
>CL1Contig1
TGTAGTTTCATCGCAGTGGGACAGTTGAGTCTCAGCACTTCTGATCTACAAGCCACCCAG
CCTGCAAACAACCAGCCAACCATGAGCCAGTCATACTCCTCCTCAGCCCAGACTGCCTCC
TCATACCGGCGCACCTTTGGCTCTGGAGTTGGTGCTTCACCAATGACATCCCTCTTCTCC
TCTCTCGGAGGAGGCAGCAGGTCTTCCTCCAGCCACAAGTTATCCAGCGCCTATGAGGTC
AAGAGTCGCGGTGTTCCTTCCTACTCTAGCTTCAGAGCATCTGGTGTTGGTGGAGCTGGC
TTGAGCTCCTCTACTTCCATGCGCACCTATGCTGGAGAGAAGCTTGACTTCAACTTGGCA
GATGCCATGAACCAAGACTTCCTCAACACAAGGACAAACGAGAAGGCCGAGCTCCAGCAC
CTCAACGACCGCTTCGCCAGTTACATCGAGAAGGTGCGCTTTCTGGAGCAGCAGAATGCG
GCGCTATCGGTGGAGATCGAGAAGCTGAGGGTGCGTGAGGGGCCGGGGCGCGTGGCTGAG
ATGTATGAGGAGGAGATGAGGGAGCTGAGGAGACAGATTGAGGTCCTCTCCAGCCAACGC
GCCAGAGTGGAGGTGGAAAGAGACAACCTGGCTGATGATCTGCAGAAACTGAAGCTAAGA
CTGCAAGAAGAGATCCACCAGAAGGAAGAGGCTGAGAACAACCTGACTGCTTTTAGAGCC
GATGTCGACAGTGCCACTCTGGCCAGGCTGGACCTGGAAAGGCGCATTGAAAGCCTGCAG
GAAGAGATCGCCTTCCTTAAGAAGATCCACGAGGAGGAGATCCGAGAGCTCCAGAACCAG
ATGCAGGACACCCAGGTGCAGGTCCAGATGGACATGTCCAAGCCTGACCTGACAGCTGCT
CTGAGGGACATCCGCGTCCAGTACGAAGCCATAGCTGCGAAAAACATTGCAGAGGCTGAA
GAGTGGTACAAGTCCAAGGTTTCTGATTTGAACCAAGCTGTGAACAAGAACACTGATGCC
CTGCGCCAGGCCAAGCAGGAGTCCATGGAGTACAGACACCAGATTCAGTCCTACACCTGC
GAGGTCGACTCCCTCAAAGGCACTAATGAGTCTTTGCTGCGCCAGATGAGAGAAATGGAG
GACCGTGTGGGCCGTGAGGCTTCTGGTTACCAAGAAACTATTGCAAGGCTGGAGGAAGAC
ATTGCTAAGATGAAGGATGACATGGCTCGCCACCTGAGGGAGTACCAGGACCTCCTGAAT
GTGAAGATGGCCCTCGATATTGAAATCGCCACATACCGCAAACTGCTGGAAGGAGAAGAG
AGCAGGATAACTACATCTGTGCCTCTCCAGTCTGCCTATTCCTCCATAGGATTCAGAGAG
ACCAGCCCTGAATCCCAACATCAGCGTGCATCAGAGGTTCACTCCAAAAAGACTGTTCTC
ATCAAGACCATCGAGACCCGAGACGGAGAGGTTGTCAGTGAATCCACACAACATCAGCAA
GACATCATGTAAAGAAGCAAGAAAAGAGAAGTGTTCAAATCAAGTGAACAAAAAAGAGGG
TTTCCACAAAGGATGGAAGAGGTTTAATTTAAGAAATCTGATGTCATGTACCCGAAAAAA
ACCACTGCAAGGCACGATGCCTTTTATCTGGTTCTAAAGGGCATTCCAGGAAATATTTGT
TTAAACTGGATCAATTTCCAAGTTTCATCTGACCTTGTTATATCTTTTCCTCAGATATAT
TCTTAGACAAAAATACACCGCTGCATTGTTAACAACAGTCGGGGAAAATTTAAAGGTTTA
AAACAGATCAATAAGCTTGAAACACCATGGTAAAGGAATACTCTCAATACAGATGTCTTT
GTACAATCGAGACGTATTTGGGTAAGATGGTTTTTTTCAAGTTGCTTATTTACAGAATGT
GAGAAGGTGGAGATTAAAAAAATACATCTAAAAGTGAAAGAAATTAAGGAGAGAACTCAG
TTATGTTTGAAGTTGGAGCTGTGAAGCATCTGCAGGGTGTTCAATACTGTGTGTTACCAT
GGAATCCTGTTTCCCTGTGACTTAAATACTCTAATAAAACAATCTTTACTATCANAATGA
AAAAAAAAA
>CL1Contig2
CTTTAGGAGGTGCAATCTAACGTCCAACCCTTGAGGTCACTTGACCAGTTGAGTACTGTG
GAGGACCTGGGAAGATCTTCTGCTGGTAAGGACCTTGATAATCGTCCTCCTCAGACTCGT
GTTCCTTCAGGTAGTGGACATCCTTGTAGTAGTCTTTGCCCCTCTCGTGGCTCTGGCTGA
ATGTGCTGTATGTGCCAGGAGGATACAGACCATACAGGAGCCTGTAGTCAAAGCCAGGAT
AAAAGTTACCCCAGTAACCTGGCAAGACAACGCTTGGTACAGGCAGCCTTGTGAAGCCTG
GCTCAGATGCTGAAGGTTGGGCCGGGTAGCCAAATTCCTCCGTCTGTTGTTGATAGTTTC
CCAGTTCAGCTTCCTTCACAATATTGGAAGTCTCTCCTGACTGGAGGACAGGTCCAGCTG
GTGGCAGAGGAGGTTGTGGGAGGAGCTCACTGGTACTTTGGGCCTGGGCATTTGCAGACG
CTTCCTCAAAGCTTTGTGGAGCAACAAGCCAACTTGATCCTGGCAAGGCTGGCTGAGCTG
CTCCAGGTTGTGTAGAACCAAACAAATAGCCTTCCTGAACAGGAGAAGAGCTAGAGCTGC
CAGAGTAGAGCTCTCCAGGGGTAACAAGACTCATCCCAACAGGGGCTGGAGCAGCTTGAA
CCACCTCTTGAGAGAGGGTGGGTTCTTGCATATAGAAGTGCATTGGCTGAGACATATCTG
GAGTACTGTACTGCACAGGAGATGCTCTCCTATAAGGAACATAGTTTGTTCCATGTGTGC
TGCTGCTGCCACCATAACTGGTGGCTTGAGAGCCTTTGGCAGGAAGACCACATTAATCCA
CAAACAGCAAGGGAAACAGGAGAAGCCCCAAAGAAACCTGTAATTCATCACAGTCAAAAC
AAGTTTCCCCCGGCCATAAGGCCCGGGT
>CL1Contig3
TTTTTTTTTTTTTTTTTTCTGTTATAATTTTTTATTAACAACAAAATGCCAAACTTGAGA
ATTTTAACTTCAGATTTATTTCTTTGTAGTCTCCTCTTCCTTTGACAAGTTCTTGATGAT
TTCTTCTTTCTTGGCCAAAAGACGCTCTTCTCTACGCTTACGAGCCTCCTTTGTCTTTGT
ACGACGAGCCTCAGCTTGGTCAGCCAGAAGCTTCTTGCGAGCCTTATCAGCCTTGAGTTT
ATGAATGTGCTCCATCAGGATGCGCTTGTTCTTGAACACGTTACCCTTTGCCTTCAGGTA
GAGACTGTGGTACATGTGCCTGTCGATTTTCTTGGACTCCCTGTAGCGACGGAGAAGACG
ACGCAGGATTCTCATGCGGCGCATCCATGACAGCTTCTCTGGCATACGAGCATTAGCTGT
ACCCTTTCTCTTACCATAGCCCATGTGACGTCCCTTGCGACGCGCCAGAGTATTCTTGCG
GCAACGAGCGCGAGAGTGAACCGTCACAGGTTTCCTGATGATTAATCCATCCTTCACCAG



TTTTCGGATCTGCTGGCGAGAGTTGGCATTGGCGATCTCATTGGTCTCATTAGGGTCCAA
CCAGACCTTCTTCTTGCCACAGCGCAAGACGCTGGAGGCCAAGCGCTTCTGGAGCCTGAG
CATGCTCATGGCTGCCGATTGCTTCCTCGTGCCGAA
>CL1Contig4
TTTTTTTTTTTTTTTTTTGTTGTCGTTTTATTGAAACAAAATGAAGTGAGTTTACTTCTT
CTTGGACACACCGACGGTGCGACCACGACGGCCGGTGGTCTTGGTGTGCTGACCACGCAC
ACGCAGACCCCAGAAGTGCCTGAGACCACGGTGAGCCCTGATCTTCTTGAGCCGTTCCAG
ATCCTCTCTCAACTTGTTGTCCAGACCGTTGGCAAGGACCTGGCTGTATTTGCCGTCCTT
AACATCTTTCTGTCTGTTGAGGAACCAGTCTGGGATTTTGTACTGCCGGGGATTCTGCAT
GATGGTCACCACACGCTCCACCTCCTCCTCCGTTAGCTCTCCAGCTCTCTTGTTGAGGTC
AATGTCAGCCTTCCTCAGGACCACATGGGCGTAACGTCTGCCAACACCCTTGATGGCGGT
GATGGCGAAGGCGATTTTCCTCCTACCATCGATGTTCGTGTTGAGTACACGAAGAATATG
CTGGAATTTCTCGGGGATTACCAGAGACATCTTGGATGTCGGGGATTCCGCGGGCCGCCG
AATTCGGCGGCGGCGGATCCTTTTTTTTAACATTAACCAGTGGTTGATATTTTATTAGGT
CTTATGTACAGAAATAAATTGCACATAGAAAAATACTTTTGGG
>CL1Contig5
TTTTTTTTTTTTTTTTTTTTGAGATCAGCAGCTTGTTTAATTTTTCTGCAGACAGACAGG
CAGAAAGTTAGGTAGATTAGGTTAAAGGAGGCGTCAGGAAAGTGCGGCTAGGAGACTGGA
GGACGGCAGGTGTCTTATACATTTTTCTGAGGACATCTAAAGGCGAGTTGAAACAAAATG
CACATACACATCAGGAACGAGCCTGGCAAGGCAAACAAACAGGAAGCTGGAGGTTGAAAT
TTAGATGCAGTTTTAGCTCCTTGTTGTCATGGCGTCTTTATTCCACCGTGGAGACCGTGG
GGCTTGGTTCTGGTGTCGGTCTTCTTCCACAGTTCAGAGGCAGAGCGTTTACATCGCAGC
ATCTGCAGGAGGGGTGGAGTTGTCTGGTTGGTCCAGCTGGTCAGAAGTTGTTTCGTCAAA
CGAGCCCTTTTCATCGCTCGTCTTTTTGTTTGCCTTCTCTTCTTCCTCTACAGAGTCATC
CATGCCCATTTCCTCCTCCCAGTCCGGCTCCTCCTCGCTCATGCTCAGGTCTTTCTTGTC
ACTGGCATCCTTCTCTTTCTCTGCCTCATCTTTTTCCTCGCTGTTCTCCTCCGCTGGCTT
GTCCTTGTTGCTGTCCACCTGCTCTTTGTTCACCTTCACTTTCTTCCTCCTCATTT
>CL1Contig6
CAGCACCTTCCTCTGTCCTTCAACTGGAAAATGTACTACAAATTCAGCGGATTTACTCAA
AAACTGACGGGCTCTGCTCCCACGGTTGCCTACAATCCTCAGGGGCTGAAGCCATCTATC
CCTGCTGAGTCCCCCACAATGATCTTCGCCACCCCCACCAAGGTGGTGTCAAAAACGGGG
GCCGTAGCACGAGTACATGGGAGCAAACAAGGTTCCTGATCTCCACAGGTTTTTCCAGAC
ATCAGACGGCGTTCCCGTTCATTTAAAGCGCGGCTATCCCGACAAGCTTCTGTACCGCAC
CACCATGGCTCTGACTGACGGAGGTGTCGTCTACTGCCTGGTGGCTCTCTACTACGCAGC
CCAACCAAAGAGGGGGTGATCAACAAACACCAGGGATTTTCTTTACGCACCTGTGACTTT
CTGCTGCTCGCCATTCAACCTCTTTGGACTCTATAAGATGAGAATTTATAACTTTATACC
TTCTCTTTCACACCAGAGGGGTTGGGCCCACTTGACCAAGGTTCAAAATGTAATTAAGTG
AAGAGAAATAAGTTGAAACTTGTTTAACAAGTAACAAACGATTTAAGACATTCAGATCAT
CATTGCTTTATTTACTATAATTCAATCAGAATTGTTTCGGGGAAGGTTATCCTGTTATTC
CTGGCCCCATAATGTTTATAACTACACACACACAGAACAAAAAAATGATTGCAGTAAAAA
TGTCTGCTCTGTTTGGAAACGATGTATAACTTAATAAATTTTAAATGGTAAAAAAAAAAA
AAAAAAACGGTCCGCGGGCCG
>CL1Contig7
GCGGACCGGTTTTTTTTTTTTTTTTTTTTTTTTTTTGACAGACAACACTTTTTATTGTAC
TTGTGTTTGACTCAGATTAATTGACACCAATATAAGCCTACCATGAGAATTCCTGAAAGA
TTCATCCCAAAAGTGGATGCTTTTATTTTTAAGCTTAACATGTGCTTAAAAAACATTAAA
CATAATTTAATCAGACCAATTTCTCCTCTTTCCCTCTAATATTCTTCTCCTTCCTCCTCT
CCTTCTCCTTCAATGGAGTCGACTCCAACCTCCTCGTAATCCTTCTCCAGAGCGGCCATA
TCCTCCCTGGCCTCAGAGAACTCTCCTTCCTCCATTCCTTCCCCCACGTACCAGTGAACA
AAGGCCCGCTTGGCATACATCAGGTCAAACTTGTGGTCCAGACGAGCCCAGGCCTCTGCA
ATAGCAGTGGTGTTGCTCAGCATGCACACAGCTCTCTGCACCTTGGCCAGGTCTCCACCA
GGAACTACAGTTGGAGGCTGGTAGTTGATGCCCACCTTGAAACCAGTGGGACACCAGTCT
ACAAACTGGATGGAGCGCTTGGTTTTGATGGTGGCGATGGCAGCGTTTACATCTTTGGGC
ACCACATCCCCACGATACAGAAGGCAGCAGGCCATGTACTTGCCATGGCGGGGATCACAC
TTCACCATCTGATTGGCTGGCTCAAAGCAGGCGTTGGTGATCTCAGAGACTGATAGCTGC
TCGTGATAAGCTTTCTCTGCAGAGATGACGGGGGCGTAGGTGGCCAGGGGAAAGTGGATA
CGAGGATATGGCACCAAGTTGGTCTGGAACTCTGTCAGATCGACATTGAGGGCGCCATCA
AAACGGAGAGAAGCTGTGATGGAGGACACGATCTGGCTGATCAGCCTGTTCAGGTTGGTG
TAGGAGGGACGCTCGATGTCCAAGTTTCTGCGGCAGATGTCATAGATGGCCTCATTGTCC
ACCATGAAGCACAGTCAGAGTGCTCAGGTGGTGTGGGTGGTAAGATGGAGTTGTACGGCT
CCCCACAGCAGTGGACACCTGGGAGCCGGGTAGATGGAGAACTCCGCTTGGACTCTTACC
ATAGTCCACAGACAGACGCTCATGAGAGAAGTGAACCAGACCGGGCCCTCACCAGCTGGG
ACAC
>CL1Contig8



CCTTAATTAAAAATTAGATATTACTAGTAATTAAAAACCCAACATAATCAACTAAATCAT
TTTTCCTCCTCAGTATGGGAGACAGAAAAGGACCAAGGAGCTATAGACAAAGTACCGCAA
GGGAAAGCTGAAAGAGAAATGAAATAAATCAGTTTAAGAAAAGTAAAGCAGAGTTTAACC
CTCGTACCTTTTGCATCATGAATTAGCCAGTTTAATCAAGCAAAAAGCGCTGTAGTTTGA
AACCCCGAAACTTAGTGAGCTACTTCAAGACAGCCTATAAATAGGGCCAACCCGTCTCTG
TGGCAAAAGAGTGGGAAGATCTTCAAGTAGAGGTGACAGACCAATCGAACTAAGTTATAG
CTGGTTGCTCGTGAAATGGATAGAAGTTCAGCCTCTTGCTTTCTAAATCTTAGCCTAGCA
TTCTTGACACAAATGACTAGAAATCAAGAGAGTTAATCAAAGAGGGTACAGCCTATTTGA
TAAAAGACACAACTTTACTAGGAGGTTAAAAATCATAATACTAAAGGTTAATGCCCAGGT
GGGCCTAAAAGCAGCCACCCTAATTAACAGCGTTAAAGCTTAAGCATAAAATTCACCTAC
AATTCTGATAACTTAATTTGAAGCCCCTTAAATTAACGAGCTATTTCATACTTTATGAAA
GAAATTATGCTAATATGAGTAATAAGAAGCCATGAGCTTCTCCTTGCACACGTGTAAATC
GGAACGGACAAACCACCGAATTTTAACGGCCCCAATTAAAGAGGGGAAGTCGTATAAAAA
AGAGAACAAGAAAACTCCGACATAACTACCGTTACCCCCACACCGGTGTGCTCCTTAGGA
AAGACAAAAGGGGAAAGAAGGAACTCGGCAAACATATCAAGCCTCGCCTGTTTACCAAAA
ACATCGCCTCTTGTAAAAATAAAATAAGAGGTACCGCCTGCCCTGTGACTAACAGTTTAA
CGGCCGCGGTATTTTGACCGTGCAAAGGTAGCGCAATCACTTGCCTTTTAATTGAAGGCC
TGTATGAATGGCATAACGAGGGCTTAACTGTCTCCTTCCCCTAGTCAATGAAATTGATCT
CTCCGTGCAGAAGCGGGGATAAAAACATAAGACGAGAAGACCCTGTGGAGCTTTAGACGA
TAAACAGACCATGTCAAGGACAATAACAAGTTACTCAAACAAATTGGCTACTGTTTTATG
TCTTTGGTTGGGGCGACCGCGGGATAACAAAAAACTCCCATGAGGATAGAGAAAACCCTA
TTCTTATAACCAAGAGCTTCCTCTCTAAGTAACAGAATATCTGACCTTAATGATCCGGCC
TGGCCGATCAACGGACCGAGTTACCCCAGGGATAACAGCGCAATCCTCTTTTAGAGCCCA
TATCGACAAGAGGGTTTACGACCTCGATGTTGGATCAGGACATCCTAATGGTGCAGCCGC
TATTAAGGGTTTGTTTGTTCAACAATTAAAGTCCTACGTGATCTGAGTTCAGACCGGAGT
AATCCAGGTCAGTTTCTATCTATGACATACCCCCTTCTAGTACGAAAGGACCGAAGGGCG
GGGGCCTATAAACAATCACGCCTCAGTCTCACCTTATGAAAAAAACTAAATAAGACAAGA
GAGTATATCTTAGGTCATAGAAAATGACATGTTAAAAAAAAAAAAAAAAAA
>CL1Contig9
GGCCGCGGACCGTTTTTTTTTTTTTTTTTTTTTTTATTGTCATTTTAAGACTTTATTTTC
TAGTCATCCTGCCGCTGGTGTTATAACAAGAAAGAGGAAGAAATAAAGAAAAGATGCGAC
TTGACCGATGATAATAAAGGGATGTTCTACAGGTATACCACCGATTCAGGTTAAAACCAC
TACGTCTGCTACTAAGAGTCAGAAAAGGAATTGGGTGAAAGGTCGGAATGTTAGTCCTCG
TTGTTTGGATGTGTGTAGGATAGGGACTAGGAATAGAACTAGGATAGAGGCTAATAAGGC
TAGAACGCCTCCAAGTTTGTTTGGAATTGATCGTAGAATAGCGTAAGCAAATAGGAAATA
TCATTCGGGTTTAATGTGAGGAGGGGTTACTAACGGGTTAGCAGGGGTGAAGTTATCGGG
GTCTCCAAGCAGGTTGGGGGAGAATAGTGCTAGAGAAATTAAGGCTACTAGCAAGGCAGC
AAAGCCTAAAAGATCTTTATAAGAGAAGTAAGGGTGGAAGGAGACTTTGTCAGAGTCTGA
ATTGAGGCCGGTTGGGTTGTTTGATCCCGTTTCGTGAAGGAAGATTAGATGGACGATTGT
TGCGGCGGCAATTACGAAGGGAAGGAGGAAGTGGAAAGCAAAGAACCGGGTGAGTGTGGC
ATTATCTACTGAAAATCCCCCTCAAATCCATTGGACGAGGGCGTTGCCAATGTAAGGGAC
AGCAGACAGTAGGTTGGTAATTACAGTGGCCCCCCAGAATGATATTTGTCCTCAGGGTAG
GACATAGCCTACGAAAGCTGTTATTATTACAAGCAGAAGAAGAATAACACCAACGTTTCA
TGTTTCCTTGTATAAGTAGGAACCATAGTATAAGCCTCGACCAATGTGCAAGTAGATACA
GATGAAGAAAAAAGAAGCGCCGTTTGCATGCATATTACGGATTAGTCAGCCGTAGTTAAC
ATCCCGGCAGATGTGTGCAACTGATGAGAATGCTGTGGCAATATCAGATGTATAATGCAT
GGCAAGAAATAGGCCTGTGACGATTTGGGCGGCCAAACAGAGCCCAAGAAGAGAACCAAA
GTTTCATCAAACTGAGATGTTTGAAGGGGCTGGGAGGTCAACTAGGGCATCGTTTGCAAT
TTTTAATAGGGGGTGGGTTTTTCG
>CL1Contig10
AATGATTTAAGGATGTGGGTGGGTGAAAGAGTAATCATGATAGTACAGGTTTTGTTTATG
GTAGAGTTGATCAAACAGGCCTTTAAAGATATAGACCACATTGGTGTTGTATAGTCAGAG
TCCATCAGGGGGGCAGGATGAGGAGGGGGGGTCTCTCTGCAGAGGGCAGGGTTGCAGGTC
GGGCATGTTGGCCACCACATAGAGCTTGTAACGGCGACCAATACACCTTAATCGTTGTAG
TACCTCAGTGATGTTGTGTAGTGCCGGGCTCCATACAGGGGTTTCAGGTCTCCTGGTGGG
GATCAGGCATGGTTTGCAGGTATCCATTAGATGGAGGATCGAGTGAAGTTACAGCCATGA
ATTCCATCCTCTGGAAAGACCAGGATGTCAACCCCATGCTGCCCGGCGCGCGCGGCCTGT
TCCTCGTAAACATCAAGGTTTTTCGTCATGTGATGAAGGGCCTCCTGGCGGGTCACCGGG
ACCCGGGGGTCTGGGTTTAAGATGACCCTGTGCTCAAACACGCCTGCAACGTACGAGTTT
GCGACAGTCTGCTGTTGGAATGGCAAAAACACCGACTAAAAAGAAAAGGCACAAGCATTG
TGCCTTGGTGGTGAAAATAACGACCCTCAGACAGGCGTAGCCCCGGGAGGAACCCGGGGC
CGCAAGGTGCGTTCGAAGTGTCGATGATCAATGTGTCCTGCAATTCACATTAATTCTCGC
AGCTAGCTGCGTTCTTCATCGACGCACGAGCCGAGTGATCCACCGCTAAGAGTCGTACAC
>CL1Contig11



CGGCCGCGGACCGTTTTTTTTTTTTTTTTTTTTTTTTTTTAAGAGCCTCATCAGTAAATA
GAGATGTATAGGAAGAGTCACACTACGTCAACGAAGTGTCAGTATCATGCTGCAGCTTCA
AACCCGAAATGATGTTCTGATGTGAAGTGGAATTGAAGCTGGCGTAGAAGACAGACTGCC
AGGAATGTGGAGCCAATAATAACATGGAGGCCATGAAAGCCTGTTGCTACAAAAAAGGTA
GAGCCATATACCCCATCTGCGATGGTAAAAGGGGCTTCGTAGTATTCCATTCCTTGGAGG
AAGGTGAAATAAAACCCTAGAAGAATGGTTAGGGTGAGGGATTGAATTGCTTGCTTTCGC
TGCCCTTCTATGATACTATGATGTGCCCAGGTAACTGTCACACCGGAGGCAAGGAGAACC
GCAGTATTAAGCAGGGGGACTTCAAAAGGATCCAGGGTTGTAATACCCACAGGAGGTCAG
CAACCCCCTAGTTCAGGGGTGGGGGCTAAGCTTGAGTGATAAAATGCTCAAAAGAAGCCA
AGAAAGAAGAAGACCTCAGAGGTAATAAATAGAATTATTCCATATCGCAGGCCTTTTTGA
ACAGGGGGTGTGTGGTGGCCTTGAAAAGTCCCCTCCCGGATAATGTCTCGTCATCATTGA
TATATTGTTAACAGGAGAAGGACTAGTCCAAGCGTCATTAGAACAAGAGAATTAAAGTGC
ATCCAGATTGCTGTACCAGAGGTAAGTAAAAGGGCAGCAACTGCACCTGTAAGGGGTCAA
GGGCTTGGGTCAACTATATGATATGCATGAGCTTG
>CL1Contig12
GCCGCGACCGTTTTTTTTTTTTTTTTTTTTTTTAATAGTTTGGAATACTTTAATTGCAGG
TTTTCCAACAAGCCTTTGCACCAACATATTGGTGTTCTGGAACCCCTCCACTCATATCAG
TCAAGGTTATTACAAAACTTTTCATCTTGGACCAATAGTTCCTTCAGTCTGAAGAATATA
AGGCTCAGTTTAAGACTGAAACTGAACAGTGCATAAATTGTGCGTTTAAGTGACAGGCTA
GAAGAGAGTGGACAGAAGCAGAGGTCAAAGGCTAACGCTGAAAGCCTGGAGTAGTGCTGC
TACAGTGGAACAAGGTCTGGATTCTCGCTATTGTAACAGATGACACGTAAAATGATTTGA
CTGCTTCTGTTCCTTTGGTTCTTGAAGGTGACTGTCCTTAGATGCTGACCTTTGCTGCCT
CCTGCTGGCCGTCGCTTTGCTTGAGGCGATAGTCAGCAAGGGCTGCCTTGATGGCGTCCT
CTGCGAGCATGGAGCAGTGGAGTTTAACAGGTGGAAGGCTCAGCTCTTTGGCGATGTCAG
TGTTCTTGATCTTCAGAGCTTCATCCACAGATTTGCCTTTCACCCACTCGGTGGCCAGAG
AGCTGGAGGCGATGGCGGAGCCGCAGCCAAACGTTTTAAATTTGGCATCCACAATCTTTC
CCTGGCTGTCAACCTCAATCTGTAATTTCATGACATCTCCACAGGCTGGCGCACCCACTA
AGCCAGTTCCAACATTCTTAGACTTTTTGTCCAGCGAACCAACATTTCTTGGGTTCTCAT
AATGATCCACCACTTTCTCGTGATAGCAGCACTGACTGATGTACTCCGGGACTGACAGCC
TCCTGGTGAGAACAGACAGGGGGCTGAAACACTTCTTCATCACAGTACCCGATAAAGAGA
TCGTCAAGGCCTTCTGGACCAAATTGGCTCCCAAGGCAGATGACGTTGGAGCTGACGCTT
TGTCCAGGATGTTGGCTGTGTACCCTCAGACCAAGACCTACTTTGCCCACTGGAAGGACC
TGAGCCCCGGCTCTGCCCCGGTGAAGAAGCATGGGAAGACTATAATGGGAGGAGTTGCTG
ATGCTGTGGGCAAAATCGACGACCTGACAGCAGGTCTGCTGAACCTCAGTGAGCTGCATG
CTTTCACCCTGAGAGTGGATCCAGCCAACTTCAAGATTCTCTCTCACAACATCCTGGTTG
TGTTGGCCATCGTCTTCCCCAACGAATTCACCCCTGAGGTCCATGTGGCCCTGGACAAGT
TCCTGGGGGCTTTGTCCCGCGCCCTGGCTGAGAAATACCGGTAAACCAGCAACAGGAGCA
GCAGCAACAGAGGATGGTCATTCCAATGTGCTTCAGTGCAATCCATCCCTGTAACCTGAA
TAAAA
>CL1Contig13
GGCCGCGGCCGTTTTTTTTTTTTTTTTTTAGTAGTAAAAATTCTTTTATTTGATGAATGT
TACATTTCTTTAGTACACAGGTTGATCTCATTGGGAAAGTGAAAATTTTTGTTTCAAGCA
GCATTAGAGTAACTGCATGCAGAGGGAATAGCTATATTGATTTGAAGAATGTGGTCTATC
TATGTCGTCTGCATTCATGAAAATGGATCCAGTTGTAGCACAAAACCTTAATTTGATTAA
GTTGTAGTGTTGGAAGTGTCGGTAAGTATTTAAATCACTTAAATCCAGCTGAGCGTCTGC
ACCGTTCCCACTGCCTTTAGGTCTGCTGACAAGAGTGGAAAGTGCAAGATTTCTCCAGAT
CTGAAGCTGTGTCACTGCATTTTCTGAGGGAGGTCATGGCCTCCATGTACCCAGATCCCA
AAAACTGATCATAGCTTGTTCCAGCAGGAACCTCCTGGAGACACTTGGTAGAGTCCTTGA
ACAGGAGGTTGTTTCCATTCTGGGATTGGAAGAGCTTGAATGAAGGATCGCTTCCACTGG
CTCCAAAGAAGGTCTGTTGAACCTGGAGGACGCGCACAACGTCACTGCGGCTCTCTGGAC
GAGTCACTACTGCGTGTGCTGGCACAACCGCCAAATTACAACTGGCATATTCAGAGATTG
GCACTGGACCCTTTCCAGGGCAGATCAGCTGGTAGTCATCAGATTTCAGACTGCGAGCCC
AATCAGGACCGTTACCGTCGGTGTTTTCACCAACAATCGTGTGCTTGATGAAGGCAACAT
CCCCTGCTCCCTCAGCCAGGCACCTAAAGGCTCCAGCATAACCGTAGTACTGCTCTTCGG
GCCTGGCTTTGCACTTGGCCTCATCTCCGACAGCTTTGCCGCTGCCTTTACACAGAGTGC
AGAATGAAGAGCTGGCTTCGGCTCCGGGGGCACAGCCACTGGGGAAGAACTTAGTGAAAT
CGCAGTCTTTAGTCTGATCATAGATGCGGCCCATGGGGATGTTCCACCCAGCAGTTCTGC
CAATGCCAGTGTGGCAAGACTTCTTTCCTTTAAGGTTTTCCCATGTCACTCCAGAGTCTT
TCTTAACCACAGCCACAGCATAGTATGAAGAAGCTTGGCCTCCAGAGGAGCTGCACAACT
CTGCATCGTACTGCTCCACCATGGCTGGAACCAGACCACACTTTCCAGCTGTGTACACCT
CTCCTCCATCCACTGCCATTGCATCTGCTTCTTTGCGCATAATTTTCTTTAAGCATTCTT
CAACTGAAGGGGCATTTTGGCATTCGATGGCGGCTGTGTCATCAGTCACACTGTTGATGC
TCCAGGTGTCACACTTTGCAGTTTCAGCGTGGCCCACGGCACACCATTTAATGGCATTGG
AGTTTGTGCCGACGGTCTGCTCTTTTTTGAGAGAACGGACAATGCTCATGTACTGAGCAC



CCAGGTACAGGAAGGAGTCTGTGTTTTGTGGCAGCTTCACCAGCCTCTGGGTTGAATCCT
TGAACATCAGATTCTTTGAAGGAGCATAAGCTTCAGAGGAGAAGAGGTTGAAGTTCTGCA
CTGAGTTGAGGCTTGTCCAGATCAATTCAGCCAACTGTGGGTCCTTGCGGGTGACAATAG
CATGAGCTGGAACTCTGGCCAAGTTGCATTTCTTGTAGTCATCAATTGGGGCTCTGGTGT
TATCCCGGCACAGGAGCTCATATTTGGACTTCTCTTGATCAGGTACGGTGAGATGTTTCA
CAAAAGCCACATCCCCGGCACCTTCAGCCAGACAGTTGAAGGCTCCATTGTAGTCATAGT
AAGGCTCCTTCTGGGATCTTGAACAGTCTCCTTTGCAGAGCTCACAAAGCTTGGAACCCC
TTGTTGCCCCTGGGACACAGCTGGCCTGAAAGAAGGTGCTCACCTCCTCTTCCACTGGTT
TATCCTCAACGCCTGCCCACTGAATGATGTCCATGGACACCAAAGTCCCAATGGGAATGT
TCCAGCCTGCAGATTTCCCCAATCCTGTGTGGCACGATTTCTTCCCTCTGAGATCTCTGA
TGCCAAATGTGGTTCCCTTCTTGGCAACAGCAACAGCGTAGTAACAGGTTTCTGATGAGG
TGCCGTAGTCTTCAGCAATGATGGGGTGCAGGTCATAGTTGTTAAGACCAGCAGTGTAAA
CGTCTCCTCCATCCACAGTGATGGCATCTGCTTCACCAGCCTTGATTGCAATGATACAGT
CAAGGGTGCTTTCTTTCTTCACGCAGGAGAAGGCGGGAGATGCCGCTGCCAGATCTGAAC
ATTTTCTGAATTCTTGGTCCGACTTTACGCACCATTTCACCTTCTGAGCAGGAACCGCGA
GCGCAGCGGCAAGACATCCGAGCAGTGTCAAGAGGAGGAGAGGCTTCATGCTGAACGGTG
GGTCTCTGCCTCGTGCCGAATTCCT
>CL1Contig14
GGAATCAGTGAACGAATGCCCCCATAATAGCGAATACGGCCCCTATTGATAGGACATAGT
GGAAGTGAGCTACTACATAGTAAGTGTCATGCAGTATAATACCTGGAGAGGACAGTGTCA
CCGCTCACCCCAGAAATCTTCCAAAATGAGTGACGCCAACCCAGTCAACCAGGAATTGGA
GACGTTCAACAAGCAAAAGCTGAAGAAGACCAACACACAAGAAAAAAATCACCTCCCAAC
ACAGGCGGAAATTGAGGAAGAGAAGAAGGCCTTGGAAGCAGCCAAGAAATGAAGCACATT
TGCCATGTTTCCTCATGTCCATTCCTGCTCTGACCTGCTCGTCTTCCAGTTAGGAGTCGG
CCCATCTATTCCATCTTCTTGTGTGTGGCCATGATTTCAAAAAAATGACGTTCTTGTTGC
CCATCCGGGGAATATTTCCCTTGTGTAACCCCCTATTGGCTGCTTTTCCATCATGTCCTT
TCCAGGCTGTTGACTGAGTGTTGAACAGAGCTCCAAACATCTATGCTTACACAAAAATGG
AAAAATGATAAATGTTGTGATGAATGGTAATCTAACAAAATATTCCTAACATCGTGAGTA
TGCCTGTAAATGGTGCCATTAAGAAAAAATGTAATGAAAATATTTTTGTTTTGATAAAAT
TAAATGAATCGAACATTCTGACTACCAAAAAAAAAA
>CL1Contig15
CCCGAGCATCGGAGTGGAGTGGAAACAGGAAGAGAAGGCGAGGGGAAGAGAGGAGATAGA
GGAGAGGACCGGGTTAGACAAGGTGGCGAGGAGTGAAAAGGGGAGCAGGAGGGCTCGACA
GACAAAGAGGAGTGAAGGAGCATTTCACAGGGCCTGAAGAGTCTGCACAGATCCGTTAAA
TTCCTTTTCCCCGACTGACGGCGTCACTGAATTCGGACCTGGGGGTCTGTCTGTCGCCCT
TCTCTCTCAGCAGTCATTGCAAGATTGCCTCTTGCTCTCAGGTGTGAAGTGGAGGGCCTC
CAAAACACGGACCAAGACTGGCTGCATGTATCCCCCAGCAGAGCTCTACTCTGGCCGCAA
CACATGGGACTCCTATCCAGCTGGAGGACCTAACAGAGGACAGTGGGGGCCTGCAAACGC
TCGTCCCTGGAACCAAACACAAAGATGCGTACAAGGGCGTGATCAGTCCCATCACTCACT
GTCTAATCGTCTTGTCATCAGGGGAGACAGAGCAGTCAGCCATGCGCAGGACAAGGGAAT
CTCAAAGGGTCATCGACATCCACCTCGAATCTGGGATGGTAAAGGACCGCAATTCGAGGG
CCAGAACTGGCATCCCAACTCCACGCGCCCTTTCAAGAGTCAAGCTGGGAGTAGCAACGG
CTACCTAACAGCTGCAGGACAGCACTATGCAGATTGGGACAGCAATCATGGAGGTCCGCG
GCTGAACCGCAACAGCAGGGAGCTCCCGTCCCAGCAGGAGAGATGGGATTCGTACGACTG
CCGAAGAAACTTCCCAGGAAGAATGGTGAACAACAGACCGGGACCCTGGAAACGGCCGGC
CTGCCACCAGCGAAACAGTCCACCCCCACAGCACCATTCGTCTCCACGGGATGCATGTCC
TGCCAAGAGGAGAAGGGACTCGGACCCAGATCAGTCATCTCATTTTGGATCAAGGAATTT
GCCTACACCTGTCCATCCAACATCCCCCCCTCGTCACTACCGCTGCAGCCAAGACGACAG
GCAGACTCTTCACAACAGGGCCGGTTCTTACAACTTCTTTGACAACAGAACCACAGCAGC
ACAGCCACAGGAAAGTGCAAAGCTGCGAATGGGAGGCCAAGGCTTCGGAAACTTCGAAGC
TCCGAACCAGAGCTGTGGCGGCAGATTAACGCACTACGGTGACAGAGGGAGGGTAGAGCG
GAAGAGCCCCCCTTCACCAGCAGACCACACCCGTGTGCCTTACAGCCAGCAGAACCATCA
TAACCACCATCAGAGGCACCCAAGCCACCCCAGAGACACACAGCACAGCGCCCCACCCTG
CCCCCCGGAAGAGAAGGACTCACGGAACCATCACCACCGGCAAAGCACAGAAACACACCC
AAAAAGAAACTCGAAGGATCCATCCCTCCCCAAGAACTCGGTCTCAGAGTTTCATCCCTT
TTCATCTCAAGTCTGCAGTCCAAAGGATGGAAGTCCTGTTCCCAGCAGTCCACTTGTTCC
AACCAGTTCTTCGTACCCTGCGACCAGTGGCAGAAAATACCCCTCTGACATCATACCATG
CCGTCCCAGCCTCAGCGAACAACAGACATCTCAAGCAAGCCCCAATCGAAGCCCCAGCGT
GGCACCAAACACGTCCCACACCGGTTCAAAATCTAGGTCTTCAGATCCTAAGAGCAAGAA
GATGTTCTCGAGTTCTCAAACGCTCCAGGAAAACAAGCTTGAGAAAAATGTGGAGGAGCT
CAAAAAACCTGAGCTCAAACAAAAAGACAAGTTAGTGAAAAAAGAAAAAAGGAGTGACTT
TAAAAGGAAGGAGAAGGAAAGAAGGAGGAGAAAAAAATTAGAGAAAAGACTAAGTGAGAA
GAAAGACAAGAAAGAGAAATCAATCAAGAAAGAGCAAAAGCTAGCTTTGAAGAATAAAGT
TGGAGAAAAAGAGTTTGCATGTTCCTCTGCTCCAACAGACGCCAAACGGAGTCGAGGACT



GCCGGCCTGTAAACCCAATCCCATGCAGTCAGAGCCTCATCAACCCAGCCGTGGTCTCCA
ACAGAAGACCTCAAAACTGAAAAACGGCCCTCTTCCAAAGAAGGATCCTTGCTCCAACAA
CTCCAGCAAAATCCCATCCCAGTCAGACAAAGAGCCAAAAATAAAGTTCCCGTCCCTCCT
CTGTAAAAACGTTGCACCCGTTAGTGCAGAACCGCCTAGTAGTTTGGAGAAAATCGCACA
CGGCACAGACGCTCCACGGACAGGAGGTCTTGGTGCTCCAGATCTTCAGCCTGTTCCTGT
GCTGGGAAACTCAGCAGAACCCGGGGAGAGCCTGGCCAACACTCCTCCTGTCCTCAGCTG
GCAGGGCTCGCCGGTGTCCGATCTGGAAGAAGATGAAGAAGAGCTCGAAAAGGGCATGAT
GAGCAGACCTGTTCTGCAGCCGAGCCCCACCCATTGCTCCTCGCCACCGGAGAACGGAAG
CAAGGAAGAGGAGGAGGCCTTCGAGGGAACACCTGATGATGACTCGAACGACAGCACAAC
TGAGCTCCGTGAGGCGCCCAGTGCAGTCAAAGAAGTTATAAAAGAGGAAGATGAGGAGAA
CAGCAAGAGAACGCTTCTGACTGAGCTCCACCAACATAAAAATGGTTTGGATGATGTCTT
CAAGAACCTCGCCAATTTCCTCGGAGGCCAGAGGGTCACGTATAGAGGCGGTCCATTCGG
TGGAGCACAGGGACGAGGAGGCAAGTTCTCATCCACCCTAGTGCCAAAGATTAATGGGCA
TGAGAATCAGGAACTCGCCCTAAAACCCTCCCCCACATCGTCTTCTGACTCCAGTTATCA
GTCACCACCAAACACTACCTCAGACTCACATCTGAAAAGCTACTGTCTGCCATATTTAAG
TGAGCCTGTCACTGGAATCAAGGAAAAGCAGAGAGAAATGGACATGGACGCTAAAATGAA
CCCGGAGGAGATGGGCGCCAAGAAAATGCGAGCCGACTCGTCTCTTCTGGAAGGGTCGCT
GAGTGCAGAGCTAAGAGTGACCACAACACATACGGCGTCCTTAACTAGCGTCATCACCGT
CACCACTAAGGAAGAGAGAAAAAGCAGAGCGGAGCCGGGAAGCACAGCCACAAACAGGAA
GAGAAAACAAAAGGCCAACAGTGGAGGACGAGACGCCAAGATTAAGACAAAATCTGAGCA
ACACAAGACAAAATCTGAGCAACACAAGACTAAACGTAAACAAACGAAGGACTTGAAGAC
GAAGCGTGCTGTGTCCCCGCTGTGGGTCAAGTCCTCCAAACGTCTTTTTGAAGATGCAAA
CGGCCAGATTCCTCAGGAAAATCAAAACCCCAATAGCACATCAAAGGCTTGCAGAGCCGA
TGAAAAAATAGCCGCAGATAAGAAGATGGAGGTTGGAGAATCAGAGAAGAAGAAGTCCAC
TTCGGACACCAACGCCTCAGAATCTGCCTTATCTGGAACGGTCACTTTGAAGTCGGGCTG
TCCGTCATCGTCCAGCAGAGCTCCCAGTTCAGCAGCTTCAGTGGATCCCTTGAAACTCAA
AGCAGCGTCTATGGGCTTGTTGAAGGAGGTGAAGATCGTCCTGGTTAAAATGAAAAACAA
CGGAAGGCAAACATTCCAGATGTCGGAGCTGGAGGAGCGAAAAATCCCGCTTTCCGAAAT
CAGTATTGACAATACAGCCAGGGAGCTGATCACAGCATGCAGGGGGGCAGGCAAGGAGGG
GAAATTTAAGGAGTCGTATCTGCTTCCCGGCCTCACGGTGAAACCCATATTTGCTGTCAA
GACGCCAATCCCTCGAGGGGGGGCCCGGTACCCAATTCGCCCTATAGTGAGTCGTATTAC
AATTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTT
AATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACC
GATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGCAAATTGTAAGCGTTAAT
TTTTGTTAAAATTCGCGTTAA
>CL1Contig16
GTCATCCTGTGAGGGGCATAGCCAAAATGCAGAGCGTGACCCAGCTTTATCGCTGTTTGG
CTTCAAGGGGCCACCATCTTCCCTGCAAACTCCATGGAGCTGCCGTGTCTGTCAGAGCCT
ACAGCGACAAAGCCGCAATTGATGCAGATGTCACAGTGGTGGGCTCAGGTCCAGGCGGTT
ATGTTGCTGCAATTAAAGCTGCACAACTTGGTTTCAAGACAGTCTGTGTTGAGAAAAATG
CCACTCTGGGTGGGACGTGTCTTAACGTCGGCTGCATCCCCTCAAAGGCTCTGCTCAACA
ACTCCCACTTGTACCACATGGCTCACGGCAGGGACTTTGAAAGCAGAGGCATAGAAATAA
CCGGAATCTCGTTGAACCTGGAGAAGATGATGGCCCAGAAGAGTGGGGCAGTGAAGGCGC
TGACTGGAGGAATTGCACATCTCTTCAAACAGAACAAAGTGACCCACGTCAACGGCTTTG
GGAGAGTGACCGGTAAGAACCAGGTGACGGCCACGGCAGAGGACGGCAGCGAGCAGGTGA
TCAACACCAAGAACATCCTCATAGCCACCGGTTCTGAGGTCACGCCGTTCCCTGGAATCC
AGATCGACGAAGACACCGTTGTGTCATCAACAGGAGCTCTGTCGCTGAAGAAGGTGCCAG
GCGAACTGATTGTGATTGGAGCTGGAGTCATTGGGGTGGAGCTGGGGTCAGTATGGCAGC
GCCTGGGCTCTAAGGTCACGGCTGTGGAGTTCTTGGGCCATGTTGGTGGTATGGGCATCG
ACATGGAGATTTCAAAGAACTTCCAGCGGATCCTGCAGAAGCAAGGCCTCAAATTCAAGC
TCAGCACCAAAGTTCTTGGAGCTACCAGGAGGCCTGATGGCAAGATTGATGTGTCAGTGG
AGGCTGCAGCCGGCGGGAAGAACGAGACCCTGACCTGCGACGTGCTGCTGGTCTGCATCG
GCAGACGACCGTACACGCAAAACCTCGGCTTGGATTCTGTTGGGATTGAGCTGGACAGCA
GGGGCCGCATACCCGTCAACGGCCGTTTTCAGACTCAAGTCCCCAGCATTTATGCCATCG
GTGATGTGGTGGCTGGGCCCATGTTGGCACACAAGGCCGAGGATGAGGGCATCATTTGTG
TGGAGGGCATGGCTGGAGGCGCTGTGCATATTGACTACAACTGTGTTCCTTCTGTCATCT
ACACACACCCAGAGTTGGCCTGGGTGGGCAAGACGGAGGAGCAGCTCAAAGAGGAGGGGG
TTCCATACAAAGTCGGCAGGTTCCCTTTTGCAGCCAATAGCCGAGCCAAGACCAACGCCG
ACACTGACGGTTTGGTAAAGATCCTCGGCCACAAAGAAACCGACCGGATGCTGGGGGCAC
ACATTCTGGGAACAGGGGCGGGCGAGATGATCAATGAAGCTGCGCTGGCCATGGAGTACG
GGGCGTCCTGTGAGGACGTGGCCCGGGTCTGCCACGCCCATCCTACGGTGTCAGAGGCCT
TCAGGGAGGCCAATCTGGCCGCATCCTTTGGCAAAGCCATCAACTTCTGATTGGACGGCT
GCTGCTGCTGCTGCACCTGCGACACTTCCAGCCGTGCTTCTGCAACAGAATTCCCAACAG
TTTCAACCCTCTGGTGTCGTCTGTGGATTCAGACTTTTCACATTTAGCTTAACGTTATTT



GAATGTTGCAATAAAAGAATAAAGGGGTTTGTGTTCAAGACNAANNANAAA
>CL1Contig17
ACAGTGAAAACCTTTATTAAGTATTTATATATTCTCCAAGGAAACATTTGTATTGGTCTA
AGCTGATCCCCGCCTTGATAAAAGTTCTAATCAATATCTACAGAATTTCCTTTTACATGG
GTACAGATCCAGAGGTAAAGGTGGGACAAGCCTCACTTCCTCACAGTCTCTATACTCCTG
CTTTACCCTGTATGTCCCAACTAAACACAGAAAAGCAATCAAAGAGAAACAGAACAGCCA
GGCTGGAGACAAAGGCAGACACAGACTGGACAGTAATGTGTGACGCTGGCCCGACAAACC
TATGTTCACACCTCGCACTCGCATGTGCATGCACTCGCTGGAACACTCACACACACAAAG
CCCCCTTGGCCAGCAGCTGGGAGCCCTGCAGCAGTCAAACCGGACAGCCACCATCACAGT
GAAGTCACACAAACTACAAAACAGCAGGTCTCCTCTGAAAATGAAGCACTGTGCAAAGTT
AGCTAGCAGGGTGCTGAATTGATTAAGTTAAAATTCCTACATAATTTTAAATATTCACTG
TACATACTTTGTAATACAAGTAAATGTTGATAGTGTTATAAAACAGTCAATTTCTTCTAG
TACAATAAGGGGGACAAAGTGGAATATAAATAAAAGAATGAACCCAAACTTTGAGTATTA
TTCTTTAACCTAAACACAACAGATTCACATTTACTTTTTTTTTTTTTTACAAACATAATG
CATTCTAATGGTAACACATACAGCTAGTTTTGAAATGTGATACTTGTAATTACAACCGTT
TATTATGGTTTTGTTGCTTATTTGTACAGAGTTGTGTGACTGCTGTAGAAGCTCACAAGT
CCAAGTCAAGGTTGAAGTCTTTGGTCACAAATCCAAGACAAGTCCAGAGTCTGTGGCTGT
AAATTAAAGCCTGATGTCTTAAAAATAATTTTAAAATAAAGAATGTTCTGTTCTTCCGTA
TGTCATTTTGTGACATCTTGTGGTGCCTTTATCCATCCCCTCCAATAAAATAACAGAGGA
AAACCATTAAAAAGACCTCTTCTAGACCGGCGACATTTAAAATAAAAAGGGAAAATTGTT
CACAAGTCGAGTCTAAAGTTGATGTTGAGTCTAGAGTGAAGGTGTGTTTTATTTTAAATC
TGGCTCAAGTCTAAGTCCCCATCTGGTTTCTGCATATGTGTGAGTGTCCATGTGTTGTCA
GGCAGGATGGGGGTATTCCATGTCCTCTTCCTCTAAACAGGATAACAGTCTCTTCTCCTG
CCATGGTCTATTCAGTGCTGCGTAAAGGTTTAGCTCTGGGGACACATGTGGTGGAGGTGT
GC
>CL1Contig18
GAACAAAGCATCCACTTCGGAGTAATATTTGTGGGGGTAAATNTAACCTTCTTCCCTCAN
CACTTCTTAGGCCTAGCGGGAATACCACGACGATACTCTGACTACCCAGACGCCTATACA
CTATGAAACACTATTTCATCCCTGGGCTCCCTTATCTCACTTGTCGCTGTCATTATATTC
CTATTCATTCTATGAGAAGCGTTTGCAGCTAAACGTGAAGTTCTGTCGGTCGAGCTGACT
GCCACAAACGTAGAATGACTGCACGGATGCCCTCCCCCTTATCACACTTTTGAAGAGCCT
GCATTCGTTCAATTAAACAGCCCAAGTTTTAGCCGAGAAAGGAAGGAGTCGAACCCCCAT
AAACTGGTTTCAAGCCAGCCACATAACCACTCTGTCACTTTCTTCTTGATTAATAAAAAA
AAAAAAAAAAAAACGGTCCGCGGCCGCTCGAGGGGGGGCCCGGTACCCAATTCGCCCTAT
AGTGAGTCGTATTACAATTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCT
GGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGC
GAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGCAA
ATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAATTTTTGTTAAATCAGCTCATTT
TTTAACCAATAGGCCGAAATCGGCAAAATCCCTTATAAATCAAAAGAATAGACCGAGATA
GGGTTGAGTGTTGTTCCAGTTTGGAACAAGAGTCCACTATTAAAGAACGTGGACTCCAAC
GTCAAAGGGCGAAAAACCGTCTATCAGGGCGATGGCCCACTACGTGAACCATCACCCTAA
TCAAGTTTTTTGGGGTCGAGGTGCCGTAAAGCACTAAATCGGAACCCTAAAGGGAGCCCC
CGATTTAGAGCTTGACGGGGAAAGCCGGCGAACGTGGCGAGAAAGGAAGGGAAGAAAGCG
AAAGGAGCGGGCGCTAGGGCGCTGGCAAGTGTAGCGGTCACGCTGCGCGTAACCACCACA
CCCGCCGCGCTTAATGCGCCGCTACAGGGCGCGTCCCATTCGCCATTCAGGCTGCGCAAC
TGTTGGGAAGGGCGATCGGTGCGGGCCTCTTCGCTATTACGCCAGCTGGCGAAAGGGGGA
TGTGCTGCAAGGCGATTAAGTTGGGTAACGCCAGGGTTTTCCCAGTCACGACGTTGTAAA
ACGACGGCCAGTGAGCGCGCGTAATACGACTCACTATAGGGCGAATTGGGTACCGGGCCC
CCCCTCGAGCGGCCGCGGACCGTTTTTTTTTTTCATTTTTTAAAACTTTATTGTGTTTTT
TTTCTTGAAAAAGAAACCACATTAGTCAAAGAGCCCAAATCCCATGTCATCATCAGACTC
CTCAGATTCTTCCTTCTTTTCTTCTTTCTTTTCTTCCTCTTTAGCTGGGGCGTCTGCAGC
AGCAGCAGCAGCTCCAGCAGCAGGAGCTCCAGCTGGAGCTGCACCTCCAGCTCCAACGTT
GCAGATCAGACTGCCGATGTCGATGCTGGACAGAGCCTTGGCAAACAGTGTCGGCCAGAA
AGGCTCCACTGTGACTCCAGCTGCCTTGATCAGAGCGTTCAGCTTGTCAGCGGTCACAGT
CACTTCGTCATCGTGGAGGATGAGAGCGGAGTAAATACAGGCCAGCTCGGACACGGACGC
CATTGTAGATGAGAGTTTGAATCTCGCTGCGATCGGATGCCTAAATTTGACGGTGCTAGT
CGCCGGATTGGGGCCTTAGCTTCGGATGAAGGACCAAACACCTTAGGCACGCAAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGANAC
>CL1Contig19
TATATGTGCAGCCCCCCAGGTCTTTAAAAGTCTCTGGGGTCTTATGAGGAGCTCGGCACC
CTCGAGCTTATTTTACATCTGCAACCAATAATCATTGCAATTCCTACTGGGGTTAAGGTA
TTTAGCTGACTTGCTACCTTGGCATGTAGGTTCCAATTAAATGAAGCAACCCCCACTATT
ATGGGCCCTTGGTTTTATTTTCCTCTTTACAGAGTGGTTATGTGGCTGGCTTGAAACCAG



TTTATGGGGGTTCGACTCCTTCCTTTCTCGGCTAAAACTTGGGCTGTTTAATTGAACGAA
TGCAGGCTCTTCAAAAGTGTGATAAGGGGGAGGGCATCCGTGCAGTCATTCTACGTTTGT
GGCAGTCAGCTCGACCGACAGAACTTCACGTTTAGCTGCAAACGCTTCTCATAGAATGAA
TAGGAATATAATGACAGCGACAAGTGAGATAAGGGAGCCCAGGGATGAAATAGTGTTTCA
TAGTGTATAGGCGTCTGGGTAGTCAGAGTATCGTCGTGGTATTCCCGCTAGGCCTAAGAA
GTGTTGAGGGAAGAAGGTTAAATTTACCCCCACAAATATTACTCCGAAGTGGATCTTTGT
TCATGTTCCGTGTAAAGTATAGCCCGAAAATAGAGGGAATCAGTGAACGAATGCCCCCAT
AATAGCGAATACGGCCCCTATTGATAGGACATAGTGGAAGTGAGCTACTACATAGTAAGT
GTCATGCAGTATAATATCTAAGGATGAGTTGGCTAAGACAATGCCAGTTAGACCCCCCAC
TGTAAAGAGGAAAATAAAACCAAGGGCCCATAATAGTGGGGTTTCTCATTTAATTGAACC
TCCATGCAAGGTAGCAAGTCAGCTAAATACCTTAACCCCAGTAGGAATTGCAATGATTAT
TGTTGCAGATGTAAAATAAGCTCGAGTGTCCACGTCTATCCCTACGGTGAATATGTGGTG
AGCTCAAACAATAAACCCTAGAAGTCCGATAGCCATCATGGCTCATACCATTCCCATGTA
GCCGAAAGGTTCTTTTTTACCTGAATAATAAGCCACAATATGAGAAATCATTCCGAAGCC
GGGGAGAATTAGAATATAAACTTCAGGGTGGCCAAAGAATCAGAAAAGGTGTTGGTAGAG
AATAGGGTCCCCTCCTCCTGCAGGGTCGAAGAAGGTTGTATTTAGGTTTCGGTCTGTTAA
GAGTATAGTGATCCCTGCAGCTAGCACAGGGAGAGAAAGAAGAAGTAATACTGCGGTGAT
TAGTACGGCTCAAACAAATAAAGGGGTTTGGTATTGAGAGATGGCGGGGGGTTTTATATT
AATAATTGTTGTAATAAAATTAATAGCACCTAAAATAGAGGAGATTCCTGCCAGATGAAG
GGAGAAAATGGTTAAATCAACGGATGCTCCTGCATGTGCCAGGTTGCCTGATAAAGGCGG
GTATACGGTTCATCCTGTCCCTGCACCGGCTTCTACGCCGGAAGAGGCTAACAGGAGAAG
GAAGGAGGGAGGGAGTAGTCAGAAGCTTATGTTATTTATCCGAGGAAAGGCCATATCAGG
GGCCCCAATCATCAGGGGGATTAGCCAGTTGCCAAAACCCCCAATCATGATTGGTATTAC
TATAAAGAAAATTATTACGAAGGCATGTGCGGTTACAATTACATTATAGATTTGGTCATC
CCCCAAGAGAGATCCAGGCTGGCTCAGTTCTGCCCGAATAAGCAGGCTTAAGGCAGTGCC
CACTATGCCCGCTCAAGCACCGAAGATCAGATACAAGGTGCCGATATCTTTGTGATTAGT
TGAGAAGAATCATCGTGTGATTGTCA
>CL1Contig20
CGCCTTCTTCGCGTGACCGCACGAGACAGACGCAGAGCACCGCACCGCTCCTGTACACAG
CTAGGCCGCAACGTTCTTCTGCAGATCTAGAATCATGTCCATCCTGAAGATCCACGCTCG
TGAGATTTTTGACTCCCGTGGCAACCCCACTGTTGAGGTTGATCTTTACACCAAGAAAGG
TCTCTTCAGAGCGGCAGTTCCCAGCGGAGCCTCCACCGGCATCTATGAGGCCCTGGAGCT
CCGTGACAATGACAAGACTCGCTACATGGGCAAAGGTGTCTCAAAAGCAGTTGAACATAT
CAATAAAACTATTGCACCTGCACTGGTTAGCAAGGATGTCAACGTCGTGGACCAGGAGAA
GATTGACAAGCTGATGCTGGACATGGATGGCACAGAAAACAAATCAAAGTTTGGTGCTAA
CGCCATCCTGGGCGTGTCCCTGGCTGTGTGCAAGGCGGGTGCAGCGGAGAAGGGCGTTCC
TCTCTACCGCCACATTGCAGACCTGGCTGGCAACCCTGAAGTCATTCTCCCCGTCCCTGC
TTTCAACGTCATCAATGGCGGCTCCCATGCCGGCAACAAGCTGGCCATGCAGGAGTTCAT
GATCCTGCCTGTTGGAGCCAGCAGCTTTAAGGAGGCCATGCGCATTGGCGCCGAGGTCTA
CCACAACCTTAAGAACGTCATCAAGGAGAAATATGGAAAGGACGCCACTAATGTAGGCGA
CGAGGGTGGCTTTGCCCCCAACATCCTGGAGAACAAAGAAGCTCTGGAGCTGCTGAAAAA
TGCTATTGCTAAAGCCGGCTACACTGACAAGATCGTTATTGGCATGGACGTCGCTGCCTC
TGAGTTCTACAAGGACGGCAAATATGACCTGGACTTCAAGTCTCCAGACGACCCCAGCCG
CTACATCTCCCCAGACAAACTGGCTGACCTCTACAAGAGCTTTGTCAAGGATTACCCAGT
GGTTTCCATTGAGGATCCATTTGACCAGGATGACTGGGATGCATGGGCCAAATTTACTGC
CACCACCAGCATCCAGGTGGTCGGCGATGACCTCACTGTCACCAACCCCAAACGCATCGC
CAAAGCCGTGGCTGATAAGGCCTGCAACTGTCTCCTGCTGAAGGTCAACCAGATCGGCTC
GGTCACAGAGTCCCTGCAGGCCTGCAAGATGGCCCAGAGCAACGGCTGGGGCGTGATGGT
CAGCCACCGCTCTGGAGAGACAGAGGACACCTTCATCGCTGACCTTGTGGTCGGTCTGTG
CACCGGACAGATCAAGACGGGTGCTCCTTGCCGATCTGAGCGTTTGGCCAAATACAACCA
GATCCTTAGGATTGAAGAGGAGCTTGGTGACAAGGCCCGGTTTGCTGGCCAGAACTTCAG
GCACCCCATCTGAGCAAGTTGTCTCCCTCGGGTCAACGTTTTCTCATTGCTCACAAGATA
ATCCCCAAATATATGCCACGCTAGGCCGCCTGCCCCTGTATGGAAAGAAGGAAAGAGCAA
CACTGTAACCCAAGGTCCAAGTCTGTGGATTGTGGCGTGTGGGCGCGACAGTACATCAGC
GCAGCCGCAGTTCATGTCATCCTCCAGCAATGGTTCAGCTTCTGAATGTGACGGTCTCAT
GTCTATGTTAGCGTTACCGTGTGAGTTTTTTGTTAGGCTTCTTGTGAGTTGTAGTGATTG
TGGTCCTCTATTGAGTATATGAGCTACTGTAACTTTAGCACTGCTCTGCCTGAAGCAATG
ATAACCGTACTGTATGTGCTAAATGTCACATCTGACATGGTCTTGTGTTGATGTAAGTGT
TGGCAGAAATATGTAATAAAAATATAGTTTCCACAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAA
>CL1Contig21
TTTTTTTTTTTTTTTTTTTTCAATTCTTACAAAAGATGTATTTTGAAGACAAGAAAGTGC
TTACAAAGGTTTGTTTTCTTTTCATTGAAGACATTGATGGACACACTGTACATACAGTTC
ATATCAAATGCGTCTCCAACAGCGGCCTGCTCAGTCCCCGTGACACATTTATAAAAGTGA



AGCTGGTCACATGCACACCCTCTTCCCCACGAGCCGGATCCAAACCGCTTTGTCAAAGAA
GTCCATGTATTAGTACAAAAAAAACAACAACACAAGAATGATGAGATTGTTTTTTCTTTT
TCTGCTCCGCTCTTGTCCTGAGAGTCAAGAGTCTCAGCCAAAGTCTCTGCTGCAAACATC
CCCGCCGTCGCTTCTCCCGCAGGCATTCCTCCATATTGATGATATGAGAGTGCTGGAAGA
AAATTGATGAGGCGCTGAAGACGAGAAAGCTCCAGGAGCCTCCAACGCTCACCACTTAGG
GGGCGTCTAGCAGCTTCAGAAAATGGATTGGTTTCCCATTTCTTCACAGAAAGAAACTCC
GCTTTCATGGCCGGTGAAACCTTGTTAGGTGTTTGCTTGAGGCGTGCACTTCCATCTCAG
TGCTTTTGAACTCATTCAGCTCTTTTCGGATTGCAGCCTTGTCTGCGGCTGACAGGCGAG
TCCAGGGCTTATCTGCCCTCCTGTCGTAGTCCTGAGCTTTGGCCACCTCCACATAATCAC
TGAATCGAATCAGAATCTTTCTGTCTCTGAGTTCATCTACGGTCGGCCGCTGATTCAGCT
TTCTGTTTAGCCGCTGTTTGATCTCTCTTCTTTCTTCTTGTTCTGTCTGATCATTTCTCT
GTTTCAGTATATTCCGGCTCTCCAGCTCCTGATACATTTGGTCTCTGGCTTAGTCTCCTG
CGGAAAAACACCAAAACTACGTTTTGAACCATTTTCGCTCAAACTTTCCCCGCCCCGTCC
TCCGTTAGACCGGCTGGAGTTTCTGCACTATGCGCGTTCTCGAGAGGAATCCCCTATGTT
TCCATCTGGCATCCAAACCGCGGCTGTGATGCTTGTGCGGAGGCGCTCCCCACATCTGGA
ACAATCAAATGGAAGCGCAAAAATAATTCTCCTAAACGAGAATCGTCCGCTGAGTTACTC
CTTCCAGTCACCGAGCAGCATGTCGGCTGCAGGAAGCGGGGAAACAAGAGGGCGCGGCGG
CCGCGGATCCCGCAATCCCGTGAGAATGCCCGACAGTTTCCTTAATGGAAACAAGGAGCT
GGTATCAGGCTCAACCATATATGCCCATAACACCTTGCTTAGCCACACCCCCAAGGGAAC
TCAGCAGTGATAGACATTAAGCAATGAGTGAAAACTTGACTTAATTAAAGCTAAGAGAAC
CGGTTAAACTCGTGCCAGCCACCGCGGTTATACGAGGGGTTCAAGCTGATAGATAGCGGC
GTAAAGAGTGGTTAATTTAAAAGAAAGACTAAAGTCGAATGTTTTCAAAACTGTTATACG
CACTCGAAAATAAGAAGACCAAAAACGAAAGTAACTTTAACCTCATGAATCCACGAAAAC
TATGAAACAAACTGGGATTAGATACCCCACTATGCATAGCTGTAAACTTTAATGAACTAT
TACATTATCATTCGCCAGGGTACTACGAGCACCAGCTTAAAACCCAAAGGACTTGGCGGT
GCTTTAGACCCACCTAGAGGAGCCTGTAAAAAAAAACGGCGGCCGCGGATCCC
>CL1Contig22
TGAGCCGGTCCGAGNAAAACCTAATGATTGATAGTTTGCGGCTGCTGTTCGGGTCAAACG
GTAGCGGAGTTTGACATCACATCTATTATGCTAGCTAGCTCAGCTAACAATCTGCTAACA
GTACGTCCTTAATGAGTCGTTAGGTCCAGTTCGTGAGCGGTGACCGTCAATTTGATTACT
CAGCTTGACCACTTAAGTGCAGAGAACGGGATGCCTGGTTCAGCCCAGATTAGCTACATG
GGACCGTGGCCCAAAGATGTGGGTATCATTGCCTTGGAGCTGTACTTCCCTTCCCATTTT
GTGGACCAAGCGGAGCTGGAGCAGTACGACGGTGTGGCTGCTGGGAAGTACACCGTAGGC
TTGGGCCAGGCCCGAATGGGGTTCTGCTCAGACCGTGAGGACATCAACTCTCTGTGCCTG
ACCGTCGTCCAGCGGCTCATGGAGAGGAACGGCTTGTCCTACGACAGCATCGGCCGCCTA
GAGGTTGGCACCGAGACCATCATCGACAAGTCCAAGTCTGTCAAGACGGTGATAATGCAG
CTGTTTGAGGACTCTGGCAACACAGACGTGGAGGGCATCGACACCACAAACGCCTGCTAC
GGTGGAACGGCCGCGCTCTTCAACGCCGTAAACTGGGTGGAGTCCAGCTCATGGGATGGA
CGCTACGCCTTGGTAGTCGCAGGGGACATTGCCGTCTATGCCACAGGGAGTGCCCGGCCC
ACAGGGGGCGCTGGTGCAGTGGCCATGCTGGTGGGGCCTAATGCTCCATTAGCCTTTGAA
CGAGGTCTGCGGGGAACACACATGCAACACGCCTACGACTTCTACAAACCAGACCTGATG
TCCGAATACCCTGTGGTGGACGGCAAGCTGTCCATCGAATGCTACCTCAGTGCCTTGGAT
CGCTGCTACTCTGTGTACCGCAACAAGATCCACACACAATGGCAGAGAGAGGGTTCGGAT
CAGCGCTTCAGTCTGGAAGATTTCGGCTTTTTGGTCTTCCACTCTCCGTACTGCAAGCTG
GTGCAGAAGTCGGTGGCTCGGCTGATGCTCAACGACTTCCTGAACCATCCCAACCCCAAC
ACGGAGACCGGGCCCTTCACCGGCCTGGATGCCTTCAGAGACGTGAAGCCAGAGGAAACC
TACTTCGACAGGGACGTGGAGAAGGCCTTCATGAAGGCCAGCGCAGATCTGTTTGAGAGG
AAGACAAAGACGTCTCTTTTGATCTCCAACCAGAATGGAAACATGTACACGCCCTCTGTT
TACGGCTGCCTGGCCTCCGTCATTGCAGAGCACAGCCCCTCACAGCTGGCAGGACAGAGG
ATTGGAGTCTTCTCCTACGGCTCAGGCTTTGCTGCTTCTCTGTATTCCCTCAAGGTCACA
CAGGACCACACCCCGGGATCAGCTTTGGATAAACTGGTTTCCAGCTTGAGTGACCTGGGA
GTCCGACTGGACTCCAGGAAGAAGGTTGCCCCTGCAGTCTTCTCTGACAGCATGAAGCTG
AGAGAAGACACTCACCACTTAGCCAGCTATGTCCCTCGAGGCTCTGTGGACGATCTGTTC
CCCGGAACGTGGTACTTGACCAGAGTGGATGAAAAGCATCGCAGGGAATATTCCCGTAGA
CCTCTGGATGACGACCTGCCTGCAGAGCCAGAGCTGGTTTGCTTGGGAGCTGCTGCTCAG
CACATCCCAAGTCCAGTCAAGAAGATGCCTCGCATCCCGGCCACCACCACAGCTCCTGAG
GCCAGCAGCTAGGAGAGCGTGCAGACTTCCTCTGAGTCATCTTGGTCCAGCAGAGTAAAG
GTCCAGCAACAACCCAGAAGAGAAACCAGCTCCTCCACAGCCCCTGAATTGTAGCAGAAG
AGGGAGACCCAAAAGATTCCCCTCTGCCTGTGACCCCCCCCCCACATCTACCATTAGGAT
TTAACANAGCTCGTCTGAAATGCTGCATGTGACTGCCTTTTANATCTTTGTCATTTTAAA
TCGTGTCTATNGGGCGGCTGTAGGCCTCACTGAGGCATGACTTGGCCGTTCAACACCAGG
GGCGACGCCCTGTGCTGCCCTGCTCCAGGCTTCAGCTGCTTACAGACTGCTGCTTCTCAA
CATCTTCATGNTTGCTCTTTCTTGGATCTAGGAACCCGCTTTGTGAGCTGCAGCTTCCTT
CAGTCAGTTTGTCCACATTTCATTTGCCAAACAATCACAAGAGTGCATCAAGTCCTGTCT



GCGAGATCCGCGGTATTCCAGAGCCGCCTGCTTCGATCCATTTGTCAGACTGGAACTGAT
CAGGATTTTCGTCGTCAGGTATCTCCCTCTGAGTGACGGTGGAACCTGAATGCATTTCAT
AGTGATGCCTCTCTAAAACACTAATTAACAAGCATTTATTTATCAAATGTAGAAGCTGGA
ACTAAAAAGACCCTCAAAGGTTTGAAACCTGTCTGCCAGAAACCATCAGCCTTTGCGGCA
CTGTGACTTCCTGCCGGCGGCGGCGGCAGCAGCGGCGGCTCTGGGGAGCTGGATTGTTTA
GTGTAAAGCTGAGCTCCTTGAGGAGAAGCCTTACAGAGTGTAGATAAAGCGTTTCATCAG
ACGATGTACAGATCTATTCTTTTAAATTGTACAGTCATCCGGTTGCTGTGATGCTGGGCT
GTGTGGTCATACCGGCTTCAGTGTCGCTGGTATGTCTGAGTGCGGCTGGTCTCAGAGCTC
AAACCGACCTTTTCTAGCATCAGTGATCATGTACAGAACAAAGTCAGATTATTTATGTGA
TGTAGATATGAGTGTGNTCGGATCT
>CL1Contig23
TTTTTTTTTTTTTTTTTTGCATTTGATCTTTTATTCAGGTTACAGGGATGGATTGCACTG
AAGCACATTGGAATGACCATCCTCTGTTGCTGCTGCTCCTGTTGCTGGTTTACCGGTATT
TCTCAGCCAGGGCGCGGGACAAAGCCCCCAGGAACTTGTCCAGGGCCACATGGACCTCAG
GGGTGAATTCGTTGGGGAAGACGATGGCCAACACAACCAGGATGTTGTGAGAGAGAATCT
TGAAGTTGGCTGGATCCACTCTCAGGGTGAAAGCATGCAGCTCACTGAGGTCCAGCAGAC
CTGCTGTCAGGTCGTCGATTTTGCCCACAGCATCAGCAACTCCTCCCATTATAGTCTTCC
CATGCTTCTTCACCGGGGCAGAGCCGGGGCTCAGGTCCTTCCAGTGGGCAAAGTAGGTCT
TGGTCTGAGGGTACACAGCCAACATCCTGGACAAAGCGTCAGCTCCAACGTCATCTGCCT
TGGGAGCCAATTTGGTCCAGAAGGCCTTGACGACCTCCTTATCCTTAGCTGTGAGACTCA
TCCTGACTGCTGATTGTCACCACCATTTCTGATGCCACCGCCGAATTCCGTAACTCCATC
TCACAAGACATCGAGGCCCTGAGAGCTGATCTTGCACCCAAACGTGAGAAGCTGAGAGAG
GTCCTTGAAAAGCACATGGAGGAGTACCGAGTCCAGTTGGAGCCCATCGTCAAAGAGTAC
CAAGCCAGGCACACCGCCCTGATGCCCATTGTGGAGTCTGTGCGCGCTAAGCTTGTTGAG
CGTCTGGAGCAGCTGAGGCAGTTGGCTGTTCCATATGTTGAGGAATACAAAGAGCAGATG
AAGAACTTTTACAGCCAGGCACAGTCCATCACAGCTGAAGATATTGAAAACTTGAAGGCA
AAGATCACACCTCTTTCTGAGGAAATCAAGCTAAAGTTTGGAGAGATCTTTGGGGCCATC
TCAGCAACCTTCAACAAGAACAAGAACTAGATCCTCCCTGTTCCTTAGACTAACCCTGCC
TTACTGCCTGTCCTTGACACAGTCCACCTTAATTTCCATTCTTTCTTCGCTCACAAGCAG
GCCCAAAGTAAGCTCGTGCCTCCCTGACGACCACACGGCAGGACTTTCCCTCTTGCACAC
AATAACATACTTCAAAGGCACGAGCCCAAGCAAGCGCACGCACAGAGATGCGCACGTGTC
CCGCATTCACATGCTTCGTTCCTCACAACTGCTAACATTTTGTGCTTAAATTGTGTGTGA
ATTACTGCAGGCATTGACATCTCTGTGTAATGATGAACACAGCTCAATAAACATCTGTAT
GTTTATACTCTACTGCTTTGTGAAGTTCTTCTCATCTGGGCCTCCGAGTGCGACACGGAC
AGCGGACTGTGCCACGCTGCAGCCAAACGATCAGGTTGTTAAACCCAGACACGTTAACAC
TGACCGGCACCCACAGAGCTCTGAACAGAGAAAATAGGAGCAGATGGGAAATCTCGACTG
AAGTTTACCACCTCAACAACATTTGGAGATGGCTGGTTTGGAGGGGCAAAGTCATAGAAG
CAAAGAACATTTCTTTGTTTTTTTATTCACCTGCAAATCCAAAAAATGCATCTAGTAACG
CAGAAATTTGAGTTCTAGATAAATGCTTTGCTGATCCAGGGGGAAATTACGTGGTAGTCT
ATTGGTCCATCAGATCACACACACACACCAGATTAAAGCATTTATTAAAATGATTCAGTA
AAAAGTGTCAAGAGATAACAATTAACCCAA
>CL1Contig24
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTCACATTACAACAACTT
TATTTTGAAAGGATCCAAACTGCCATGCAATAATCACAGCTCTGAGCAGAAAGATGCAGT
TTGGAAAATGTGAAGGACCCTTGCTGAATTTCCTGGGTACCACTTTTAATACTCCTCTCC
TTCTTCTTCTCCTTCACCCTCAACGGTGTCGACTCCAACCTCCTCATAATCCTTCTCCAG
AGCCGCCATGTCCTCTCTGGCCTCAGAGAACTCTCCCTCCTCCATACCCTCACCCACATA
CCAGTGAACAAAGGCGCGCTTGGCGTACATCAGGTCAAACTTGTGGTCCAGCCGAGCCCA
GGCCTCTGCAATAGCAGTGGTGTTGCTCAGCATGCACACCGCCCTCTTGACCTTGGCCAA
GTCTCCACCAGGAACTACAGTGGGCGGCTGGTAGTTGATGCCAACCTTGAAGCCAGTGGG
ACACCAGTCCACAAACTGGATGGAGCGCTTGGTTTTAATGGTGGCAATAGCAGCATTCAC
ATCTTTAGGCACCACATCGCCACGATACAATAGACAACAAGCCATGTACTTTCCATGGCG
GGGGTCACATTTCACCATCTGATTGGCCGGCTCAAAGCAGGCGTTAGTGATCTCAGCCAC
TGAAAGCTGCTCATGGTAAGCTTTCTCTGCAGAGATGACGGGGGCGTAGGTGGCCAGAGG
GAAATGGATACGTGGATATGGCACCAGGTTGGTCTGAAACTCTGTCAGGTCAACATTGAG
GGCACCATCAAAGCGCAGAGAGGCAGTGATGGAGGACACGATCTGGCTGATCAGCCTGTT
CAGGTTGGTGTAGGTGGGACGCTCAATGTCCAGGTTCCTGCGGCAGATGTCGTAGATGGC
CTCGTTGTCCACCATAAAGGCACAGTCAGAGTGCTCCAGGGTGGTGTGGGTGGTCAGGAT
GGAGTTGTAGGGCTCCACCACGGCAGTGGACACCTGAGGAGCTGGGTAGATGGAGAACTC
CAGCTTGGACTTCTTACCATAGTCCACAGACAGGCGCTCCATCAGCAGAGAGGTGAAACC
AGAGCCAGTGCCTCCACCAAAACTGTGGAACACCAGGAAGCCTTGAAGACCAGTGCACTG
GTCAGCCAGTTTGCGAATCCTATCCAGAACCAGGTCAATGATCTCTTTACCAATGGTGTA
GTGTCCACGGGCGTAGTTGTTGGCAGCATCTTCCTTACCAGTGATCAGCTGCTCAGGGTG



AAACAGTTGTCGGTAGGTCCCAGTGCGCACTTCATCAATAACAGTGGGCTCCAGGTCCAC
AAACACCGCCCTAGGGACGTGCTTGCCAGCTCCAGTCTCACTAAAGAAGGTGTTGAAGGA
ATCATCCCCCCCACCAATAGCTTTGTCACTGGGCATCTGTCCATCAGGCTGGATTCCATG
CTCCAGACAGTAAAGCTCCCAGCAGGCATTGCCAATCTGGACACCAGCCTGACCGACGTG
GACTGAGATACACTCACGCATGGTCACTCGTCGTTATTATGTCATGTAATGAGACAAGTT
TGAGGATGCGTGAGTCTGCAATGTGCAGAGGCAGAAGACTGAAGCCGCTGCTCTGGTCAC
GCGCAGCTCGCTGAGTCGCTCGCCCCCGGCCATAAGGCCCGGGT
>CL1Contig25
ATCAGCCCCACCTGGCTTTCCTTCATATCTGCACCCATGCCTTCTTCAAAGCAATACTTT
TTTTATGCTCCGGCTCCATCATCCACAGCCTTAATGACGAACAAGACATCCGAAAGATAG
GTGGACTTCACCGGCTACTTCCTTTTACCTCTTCTTGCTTAACAATCGGAAGTCTGGCTT
TAACCGGGACCCCTTTTCTAGCAGGATTCTTCTCCAAGGACGCTATTATCGAAGCCCTAA
ACACATCCTACCTGAACGCCTGGGCCCTGGTCTTAACCCTCCTGGCTACATCATTTACAG
CGGTTTACAGCCTACGTGTGGTGTTCTTCGTTTCTATGGGCCACCCCCGTTTCAACCCAA
TCTCCCCTATCAATGAAAATAACCCTACGGTCATGAACCCTATTAAACGACTTGCATGAG
GAAGTATTTTGGCTGGACTTCTTATTACAGCTAATGTCCCCCCTCTTTAAACCCCTATTA
TGACAATACCCTTTACCCTCAAAATGGCCGCTCTCGCGGTGACAATCGTTGGACTATTAA
CAGCCCTAGAATTAGCAACTCTCACCTCACAGCAATTTAAAATTAAGCCCCTGTCCGCCA
CTCATCATTTCTCAAACATGTTAGGATTTTACCCGAGTGTAATCCACCGTCTGGCCCCTA
AAGCAAACCTTGTTCTAGGTCAACTAATTGCTAACCAAACAATTGATCAAACATGACTCG
AGAAAACAGGGCCTAAAATAACAGCCTCTATTAATTTGCCTATAATTTCCTCAACTAGCA
ACCTCCAACAGGGCGTCATCAAAACCTATTTCCTAATATTTTTCTTTACCATAGTTTTAA
CGATTTTCATTCTTGTCGTCTAACCGCCCGCAAAGTCCCACGACTTAGTCCCCGCGTTAA
CTCTAACACAACAAAAAGGGTTAATAGCAATACTCAGCCCCCCAGTATTAAAATCCCCCC
GCCTGAAGAATACATCAGGGCAACACCCCCAGAATCCCCTCGAAACAACGTAAACTCACT
AAGCTCATCAACGGTCACCCAAGACCCCTCAAATCAGCCCCCCGAGAAAAAGACAGAAGC
TCATAT
>CL1Contig26
TTTTTTTTTTTTTTTTTTAAGTAAAAAGACAAATTTATTTCTTAATCAGAATATACAAAG
CAATGGCTGAAGTAACCAAATGCCATTCTGGTTTTGAAAAAGGCAGTCACCAAACACAGA
TACCCAACCACAACATAAGACTCAAAAAAGAAAAAAAATGCAAGAAAACCAAAGTTTATA
TGGTACAAACTTGTGTGGAATGCATACAGAAACAAATGACCAAAGGTTTAAGATTTAAGA
GGGGTTAATTAACATTACAGAATCCTTACCCCACAGGAAACGGTTAAACAATATCTCTGT
GGAGGCGCATGACAAGAGCCCCTGAACTCATTTGCACAATCTGTCATGCTAACGGGGCAA
CTGGGGATTAAGTAGCAGCTCAAACGAATACAAGGACACCTCAACTAATAATGCTAATCA
CTTTCTATTATTCCCCACTTAAAACTTATCTTTGGTCCTTTAAGTGTGTCAGCGAGGTCA
TTATGAGCCTTGGAGGTGAGCAGCTGCCTCTGTATGAATCACCTGGTCAGCAATGACATT
GTAGAAATTGTGCTCCTAGTAATGCAAGGCAATGAATCAGGAGGGAAAAAAAATCTCAAG
ATGTGGCCCAATTAGTACAAGAAAAACAAAGCTCCTTTTTAAAGACCAATAAATAACATT
TCATTTAAAAAAAGGATGAAGGCCACTGTGTGTCAAAACTCCAGTGCAATGCGCCAATAT
GGAAGGAACAAAAAAAAAATCTCTTTCATGGTTACAGAACGCACAAGCTCTACGATATGA
TGTTGACCGGACTGTTGAGACGCTGCTGCCGACGGGTAGCAGGACAGAAGGCCTAGGCCT
CCACTTCTGCCTCTTTTGAATCGCCGTTTTCCTCTGTCTTCTGCTTTTTTGTGTCCTCTT
TTTCCTCCTCCTCTTCAGCAGCACGCTTTACCGGCTGTGCGTCAGCTTCGTCGGCAGGGG
GCGCCTCCTCGGCATCGTCTCCATTTTTCTGCTCCTCCTCGGTGGTTTCTTCTTTTTTCT
CAGTGTGATCGGCTCCATTTGTGCCATTGGCAGGTGCGTCCTCGCTTTCGGTCTTCTTCT
CCTCCGCCTCCACTTCTTTCTTCTCCTTCAAGTCCTTTGCTGAGACCTCCGTAGTAGCGG
TAGAGTCCACAATTGTATCGGCCATTTCTGATTTAGTTAAATAATTTAAATAGCTACGGT
CCTATTTAGAAACAATTTTTTTCTACGTGTCTTTGTGTGGCCGGTCCTGAGACGCTGAGA
AAGAAATGATGTCTGCCCTTCTCCGCTTTTCTCTCGCTCTCGTTGAAAATCCACTCTCGT
TGGTTGCGTCCACTCCTACCCGCTCACTATTGGCTGTTTCCTCTCTCTCCCCCGGCCATA
>CL1Contig27
ATTTTATTGGACATCTTACAATAGATTGTGTGTGAGTGTGTGTGTGCGTGTGTGGAAGAT
AATCCTGCCACGTTTAGTTAACGGCAGCTTCAGTTGGTAGCGTCTGTTCTTCTACTTTGC
ATAAAGAAGACCACCATTCAAAATGTTTTTCAGTCACGCTTTAAAAAGAACATATTTACA
GTAAAAGAATGAATGAAGGGGTGTTCACCTACACAACTGCCTCTATAATGAGACAAGCCT
GCTCAACTCATGGAATTAAAATGGTTAGGTGCACAGATCTGGCCTTAGACTGTGCTCCTC
AGCGTCTGCTACGACGGGGAGGGGAGGCTGACCTGGAAGAGAAGCGTGGGAACGGCGTTA
ACGAAACACACACTTTCACAACACGCTACACACAAAAACAGAGAGGCACATCAAGAGCCC
AACACAACACTGTGGAGGTTAGTTCTCTCTGCATTCCTGAGGCAGCCGTCACTCAAGTAC
ACGGTAAACATTTGCATTTTTTTAAGTCTAAATTTGCTCCAAACATGGGAAATAAAGCTC
TTTGTTGCATCATATCTGACTTTAAAGAGATCAGCATATATGGCTGCAAATGTTCTCAAC
TCTTAGATTAAAAGACACACAACAGACATATAGTGAGTAAAGAGAGAGGAAAAAAACGAA
TACTACCTTGATCGCGACTTAGACTTGTGTTTGCGGCTTGCCTTCTTACCAGACTTGTGA



GATTTTTCCGTCGACCTTGAACGACTACGTTTGGATTTCTTAGATTTCTTTTCTTTGCTA
ACTTCCGGGGTGGGGGATCTACTGGAATCAGAGTCTGAGTGCCTCTTACTAGCCTTGCTG
GAGCCCTTCTTGCTGGACTTGCTGTCTTGCAGAGACAACTTGTCTCGTTGCGAGTCTGTG
CGCGAGTCGCTCTCTTTCTTTTTCTTTGATTTACCGTTTTCCTCTGCGCCCGCGGAGCTT
CCCTT
>CL1Contig28
CTGTGTATAAGCTGTCTGAGTATCTGTTTGCCTTTTTTATTGTCTTAATATAATCCTGGG
ATCCGCGGCCGCCGGGATTTTCAAGGGCCAGCGAGAGCTCACCGGACGCCGCCGGAACCG
CGACGCTTTCCAGGGCACGGGCCCCTCTCTCGGGGCGAACCCATTCCAGGGCGCCCTGCC
CTTCACAAAGAAAAGAGAACTCTCCCCGGGGCTCCCGCCGGCTTCTCCGGGTTCGCTTGC
GTTACCGCACTGGACGCCTCGCGGCGCCTGTCTCCGCCACTCCAGGTTCGGGGATCTGAA
CCCGACTCCCTTTCGATCGGCCGGGGGCGACAGAGGCCATCGCCCCGCACTTCCGAACGG
CGTTCGCCCATCCCTTAGGACCGACTGACCCATGTTCAACTGCTGTTCACATGGAACCCT
TCTCCACTTCGGCCTTCAAAGTTCTCGTTTGAATATTTGCTACTACCACCAAGATCTGCA
CCCGCGGCGGCTCCACCCGGGCTCGCGCCCCAGGCTTCTGTGCGCACCGCGGCGGCCCTC
CTACTCGTCGCGGCCTAGCCCTCGCGGCTCCCGTTGCCGGCGACGGCCGGGTATGGGCCC
GACGCTCCAGCGCCATCCATTTTCAGGGCTAGTTGATTCGGCAGGTGAGTTGTTACACAC
TCCTTAGCGGGTTCCGACTTCCATGGCCACCGTCCTGCTGTCTATATCAACCAACACCTT
TTCTGGGGTCTGATGAGCGTCGGCATCGGGCGCCTTAACCCGGCTTTCGGTTCATCCCGC
AGCGCCAGTTCTGCTTACCAAAAGTGGCCCACTAGGCGGCTCGCATTCCACGCCCGGCTC
CAAGCCAGCGAGCCGGGCTTCTTACCCATTTAAAGTTTGAGAATAGGTTGAGATCGTTTC
GGCCCCAAGGCCTCTAATCATTCGCTTTACCAGATAAAACTGCGAGACTTCGAGCGCCAG
CTATCCTGAGGGAAACTTCGGAGGGAACCAGCTACTAGATGGTTCGATTAGTCTTTCGCC
CCTATACCCAGGTCGGACGACCGATTTGCACGTCAGGACCGCTGCGGGCCTCCACCAGAG
TTTCCTCTGGCTTCGCCCTGCCCAGGCATAGTTCACCATCTTTCGGGTCCTATCGCACGC
GCTCATGCTCCACCTCCCCGACGGGGCGGGCGAGACGGGCCGGTGGTGCGCCCGGGACCG
AGATCGGCCCGGGATCCCACCTCAGCCGGCGCGCGCCGGCCCTCACTTTCATTGCGCCAC
GGGGTTTCGTTCGGCACCCTCTGACTCGCGCGCGCG
>CL1Contig29
CAGATTGATAGCTCTTTCTCGATTCTGTGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTG
GAGCGATTTGTCTGGTTAATTCCGATAACGAACGAGACTCCGGCATGCTAACTAGTTACG
CGGCCCCGTGCGAGATCAACGACAGAGTACGCTTCCTACAAACCATCAAAGACATAGCCA
GCGCCATCAAAGAGCTCCTGGATACGGTCAACAACGTCATTAAGAAATATCAGTACCAGA
ACCGCAGGGCTCTGGAGAACCAGAAAAGGGAGTTTGTGAAATACTCCAAGAGTTTCAGCG
ACACCCTCAAAATATACTTCAAAGACGGAAAGGCAATAAATGTCTTCATCAGTGCAAACC
GGCTCATCCACCAAACCAACCTCATATTGCAGACCTTCAAAACTGTGGCTTAGCCTGCTC
CCACCCCCCCTTGCTGTCACTTCCTGTCATCTGAAGGGTAACAACTGAGAGAGCAGCGCA
ACCTTGAAGAGCGGCTCACCCATATATGTAAATTAGTTGATTTTAGGGTCGGGGTCTGTT
TCATTGGAGTCGAGATTCCAGATTCCACTTTAAGAGACTGAAAAGTGCCATTTTGTTTCT
TTAATGAGGATTTTCCAGTCTTGAAATGGAACTGAATAAACAAAAACGCTTGATTTTATT
TGGACAGTTTTAATTTATAACCCTGGTCTTTTTTTTTTTTTTTTTTTTGGGA
>CL1Contig30
TTTTTTTTCAATTCAATTCAATTCAATTCAATTTTATTTGTATAGCCCAAAATCACAACA
ACAGTCGTCTCGATGGGCTTCGAAGTAAAACATGAAATCAAAAGGATCACGAATACAAAG
AGTTCAATAGAAAAATACTAAAATGAACTAACAAACTGACTAAGCTATACTGGCATCCCT
GCCCTTAGACCCCCCTTCGCGGTAAGGAAAAACTCCCAAAAAAACCGGATTCCGGAAAAA
ACGAAGAAACCTCAGGGGTGCCCACATGAAGGAGGGATCCTCCCCCAGGACGGACAGGCG
ATTTACCAGAAATCTTAGAGAAGAATTAACTTATCTAAATCTACAACTACATATATAAAA
GTCCAGCAGACGAGCTTCATCCAGCCGTGGTTGTGGGGACAGTCAAAGGCGCGAGTCGAG
CCGGAGACAGGAACCACAGCCAGGTGTAGGAGCAGGAGCAGAGACGAGGTACTCGGTCAG
GTACAGAGCAGAGACGAGCCAGAGATGAGCCAGAGGCAGGATCCACAGCCAGGTGTAGGA
GCAGGAGCAAAGGCGAGGTAAACGGTCAGGAACTGGAGCACGGATGAGCCAACTGGAGTC
TGGAAGCACTCCCACTCCCCAGGAGGGGAGAGGAAAAGAGGGACAATACATGAATCGCAC
TGCACCAAACAGAGGCATGGAGAACTAAATGATAAATTATGATCAAGAATAGAGGAGAGG
AAGGGTAGAAGTAAAAAAGGAAAGAGGACAGAACCCCAGTGCACCATAGTTACCCCAGCT
TCAACTTCTAGCAGCCTTTTAAAAGAAATAGTTATTATTAAGTTTAATTTAAACAAATTA
ACATTAAGTTAAATAATCTCTGAATACTAACTAGTCTGACAATAAGCCTGTCCAAAGAGG
AATGTTTTCAGTCTAACTTTGAATGTAGAAACTGAGTCGGCCTCTCTTACATGAGCTGGG
AGTTTATTCCATAAGACAGGGGCTTGGTGGCTAAACGCTCTACCTCCAACCGTACTTTTA
CTAATTCTAGGAACCACAAGCAGTCCTGCATTTTGCGAGCGAAGTGTTCTCATTGGATGG
TAAGGGACTATGAGGTCCTTAATATAGGACGGGGCCATTCCATGTAAGGCCTTATAGGTT
AACAGGAGGATCTTGAACTTGATTCTGGAATCAACTGGGAGCCAATGGAGCGAAACTAAC
ACAGGAGTGATGTGATCTCTTCTGCTAGTTCCAGCTAACAATCTAGCTGCTGCGTTCTGA
ACAAGCTGGAGACTTCTTAAGGAACTCTTAGGACACGCTGCTAACAAGGAGTTACAGTAA



TCCAGCCTCGACGTAACAAATGCATGGATGAGTTTTTCAGCATCACTCTTAGAAAGTATA
TTTCTGATCTTAGCAATATTCCGCAGGTGAAAAAAAGGCAGTTCTACACGCCTGAGATAT
ATGAGCCTTAAATGATAAATCCTGGTCAAGTAAAACCCCAAGGTTTCTAACTGTGGAATT
GGGGGCTATACTTATGCCATCCAGGGAGACTATCTGAGCAGACAGAGCATCTCTGAGGTT
TTTAGGACCAAGTATAATGACCTCAGTTTTTTCTGGGTTCAAGAGGAGGTAATTAATTGT
CATCCAGGTCTTGATGTCACTGATGCAGGCGTTCAGTTTCTCTATCTGGTCATTCTGGTC
AGGCTTCATGGATAAATACAACCGCGTATCGTCGGCATAACAATGAAAATTAATGCTGTG
TTTCCTGATTATGTTTCCTAGGGGTAACATATAAAGCGTAAACAGGATCGGTCCCAAGAC
TGAGCCCTGTGGGACTCCATAGTTGACTCGAGTGCACTGAGAGGAATGTCCATTTACATT
AACGAACTGATACCTATCGGACAGAGAGGATTTAAACCACTGGAGACCAGATCCTCTGAT
CCCTATGTCCTGCTCTAATCTATGGAGTAAAATACCGTGGTCGATAGTGTCAAAGGCTGC
ACTGAGGTCTAACAGGACCAGAATAGAAAGTAGTCCCTTTTCTGAGGCCAATAACAAGTC
ATTGGAGACTCTAACTAGTGCAGTTTCCGTACTGTGGTGGGGTCTAAACCCCGACTGAAA
GTCTTCAAAGTGGCTGTTGTCCTGTAGGTGGCAGTAAAGCTGCTTAACAGGAACATGTGG
TTCTACTGAGCTCTGACTGCGAGTTAATTTAGCTATAGTGCTAAAAAGAAATCTTGGATT
GTTTCCATTCTCTGATATTAAGGTTGAATAGTACTGGCTTCTAGCTCTACGCAGAGCTTT
TTTATAATTTAATAGGCTATGTTTCCAGATATCCAGAGACTGCTCTGAACCGGAGCGGCG
CCATTCTCTTTCCAACTTACGGGTTTCTCGTTTAAGAGAACGAGTTTCAGCGTTAAACCA
CGGTGCTACTCGGTTTTGTCTGACGAACTTAGGTTTCAGGGGGGCAACAACA
>CL1Contig31
TTTTTTTTTTGTGTAGAAGGATTTATTTTTGTACATCTTTGGTCACGTGGAAACAAAGGT
TTTCAACAAGTCCTCATTCATTCATTTTCTATTCCGTTTAGCCTCTTTCGGGGTCACGGG
GCTGCCGGAGCCTATCCCAGCCACTTTTGGGCGAAGGCAGGGGATGCCTTAACAGGTCGC
CAGTCTGTCGCAGGGTGGAATGTCCACAATCACACACCCATTCACTCTCACACCTATGGA
CAATTTATAGTTGCCAATTAACCTATGAAGCATGTTTTTGGACGGTGGGAGAAAGCCGAA
GATCCCGGAGAGAAGCCACGCATGCACGGGGAGAACATGCAAACTCCACACAGAAAGGTC
CTCCATTGATGTTGTTTTTCATGTCCCCCAGCCGGGACTTGAACCGGAAGCCTTCTCGCT
GTGAGACAAAAGCGCTAACCACTGCCCCACCGTGCAGCCCAGGTTTTCTAATCATTTTAA
GAAACTTAATTTACCACCCATACACTTAGATTTATATAAAAAATGATCTGTTTTCTTAGA
ATTTCTCAATTTATTTCTCAATAGAGACATGAAAAAGTTTGATTTGGAATGATCATCCAG
CTCCCATTCACCATTGTGGAAATAATTGATTTGATATAACTCTCGATTTAAACAATAGTT
GTCTCACTATGATCTTTTCATATAATTTTTGTGGAGCTAAAAGATATGTCTTGGAAAATC
ACCAAAAAGCATGCAAGATTTAAGATAACCTGTAAAATATAGCAGGAAATCAAACCAGCT
ATATGTTCATTTAGGTTATGTAAACCACAAATCCTTCAGTGGAATTTCAGCTTCTTCTTG
GGGCGAAGGTTGTTGGTGTGGCCACACTTCGTCTTGCGGCAGTTGACGGCACGTGGGTGC
AGACGGGCATAGCACTTGCGGCAGATCATCTTGTCGCAGTTGTATTTCTGAGCCAGCTGT
CTGAGTGAAGGCTCAATGATACCACCACGCAGACGAAGAACCAGATGAAGGGTTGATTCT
TTCTGGATGTTGTAGTCTGACAAGGTGCGTCCATCCTCGAGCTGCTTTCCAGCAAAAATC
AGACGCTGCTGATCAGGGGGAATTCCTTCCTTATCCTGGATCTTAGCCTTGACATTTTCG
ATAGTGTCTGAGGCCTCTACCTCGAGGGTGATGGTCTTCCCCGTCAATGTCTTCACAAAA
ATCTGCATGATTGCAGTCCCCTCGTGCCGAATTCGGCACGAGGTGCCAACGACATCCGTT
TCCCTGGGGTCAGGACCTCGCTCTGGCCTGGGGGAGCTCGTCCTACCAGAGAACGAGCCT
GGAAGCAGCATCATGCCGGGCAAAGTGAACCCCACCCAGTGCGAGGCCATGACCATGGTG
GCAGCCCAGGTGATGGGCAACCACGTGGCGGTGACGGTCGGAGGCAGCAACGGCCACTTC
GAGCTCAACGTCTTCAAGCCCATGATCGTGAAGAACGTGCTGAACTCTGCCCAGCTNCTG
GGCGACGCCNCCGTCTCCTTCACCGACAACTGCGTGGT
>CL1Contig32
GCGGGCCGTTTTTTTTTTTTTTTTTTGTGTCTAGTACAAACATAACACCTCATTTGTGTA
TTTGATCTCCTCTAAATACAGTTCACAAGGCCAATGTGGTGTACTTGTAGGCTGGTAAAA
TGTTTTTTTTTTTTTTTTAAGAAGAATAAATAAGATTAGATTAGCACCTCAAAGAGAGTT
TACAGACAGGAGTTAGAAAATGTCAGAATTACCTGAATATGTAAAAAACAAACCAATAAA
AAACATGAACCATTACCATGCTAAAGGTGACAATCAGCTACTTCTGTGTGAAGCCGTTCC
CCTGCTGGTACGTTAGAATCACAGCCAACGAATGGACATGTGGAATAACTAGATTGGTGT
CAGAATAACAACAATATTAAAAAGTTCTACTGACTTTGCATAAAAGTACCTGAATCGACA
CACAGAACCAGCTACTCGATGCTTCTGAATCACAGCAGTGTCCGTTGAACATACAGTATT
TGACCTGATATTTCTTGGTTGAGGGGAACCAGTCTAGTCACTCCAATTGAAATCAGGCGT
CCGGACTGCAGCTGGAACGGGGAAGACAGTGAGCTGCAGCCGGACCGGCTGAGTCTCCGC
ACCAGGATGTGAGATGTAAACGTGATTGGCTGATTGAGGAGAGTGTTTGCAGGAACGGAG
GGAACGCAACGCTTGTGCTGCCGTTAGAGTTTTGGTTTATGGCTGAGAGGCGTGTGACGC
TGGAGGCTCTCACTTTGTAACCGGGGGAGGAGCCAGCACAAAGTTGTCGTAGATTCTCAT
CAGATCCTCCGTTCGATATTGTTCTAGCACCACGACTCCAGCCAGAGAGGAGCTTTTAGC
TCGAGCGCAGTCCTCACAGTGCACCTCGTAGGTCCTCTTAGTGCTGCTGTCAGTGGTCAC
AAACAGCAGGTTGAACACCTCCACATCGCATTCGTTGCAGTAGTAGGCTGGTTCGTCCTT
CACACGGGGCTGGAAGCAGATCTTCTTTCCGGCTGCCACCAGCTGCTCTCTCAGAATCTG



GATGTGCTTGATGGACTGCATCAGGCAATGTTTTATCATCTTGAAGGTGTCCTCATCCGT
GATCTTGACCAAGCGAGCCACATTCCATGAAACGTGGATCATGGGAACTATTGACTTGAC
CTTTTTCACTTCATTCCACTCAAAGCGCTCCAGGGCCAGTTGATATTGGTACGAGTTGAG
CGGTCCGACATTCCAGGCGATGTTGTTGCACCAGCCGACAGCCTGAACCCAGTGAACCGT
CCCTGCATTGATCCAAACCAGGTCCCCCGGTCTCTGGATGAAGCGGTACACTGGGATGTT
GGAGCTGTAAAGATCCTCAAGTACTGGCCACCAGGACCCTGTGAGGTAGTCCACTCCATG
CTTTTCACAGAATTTGTTTATCGTCTCCCAGTAGTTTTCATGGACCGCAAACCACTCGCA
GTCGCCGGGTCCGATGTTGATGTTGACGGAGCAGAAGTTGTTGTTCTCCTGATGACCTGG
CGTGCGGCTGCCCGGCACCTTCATGTACAGCTGAACGGTGTTCATGCCCAGGATGGTTTG
TCCGACCAGACTCAGCATGTTGCTGTTCGATTCCACTCTCATGAAAGCCGGCAGCTTCAG
CAGCTCCTGCAACTGAGCCTTCCACCTTTTAGGATCAGAAAGGTCGATATTGGTACCGAA
TTTAATGATCTTCCTGCTTGTTTTCTGGTCAGAGAAAAAGCTGGGCGTGCTGGTCACATG
AGGGGCAGAGGTGGCCTTGTTGGTCACTGAAGGGGGATTGCCTTTGCAGATGGTGAGTGT
TAGAGCAGCCTTCACAGTCTCCTCCTCTTCATCTTCACTCTCACTTCCTTTCTCCTCCTG
CAGGCTCTCCTGGAAGCTGGAAGCCTGGTATTGGGCGTATTTTGAAATGGTGGTGTGCGA
GCGGCTGCTTTCACAGGGCCACGTCTGCACAGAGCCACTGGTGTTCCAGTTCTCATCAGC
GGGTTGCTGAACTTGAGTCCTCACCTCCACGGCGTGATCCGAATTAGCTTCCACCAGAGA
TTTGGTGGAGAACAGACCGAGATTAAGGCGGAGGGACCCAGCCAACCCTCGGATGACAGT
AACAGGATTTTTGGGATCGGTGCAGAACTGAAGCAGAATGGGAGAAAAGGCGTCCCTCTT
GCTCTCCAGATAAATGCTTGGTGTTGGAGGGTTCAGCTTTTCTCGAGGGATTGGCGTCTT
GACAGCAAATATGGGTTTCACCGTGAGGCCGGGAAGCAGATACGACTCCTA
>CL1Contig33
GACAGGCCGTGCAGCTTGGCGTACAGACAGGCCAGGCTGCCCGATGTCGTTGCTGATCAT
GTGCAGTAAACTCTTGGCCATGTCTTCTTTGCAGAAGTCTGTGTCAGCGGTTGCAGACTT
CCCAAAACTACTTGCAATCAGATCTCCGGTTAGTCCCAAACAGCCGTAGGACCCGCCGTA
GATGTCTTTGACCAGCATGTCCACGTTGGTGTGTTGTCCTTTGGAGGCCAGCTGCAGCAG
CTCATCGAACCTCTTTGTTTTGGTGAGCAAAGCGCCGAGACCCCAGAATGTCCCGCCGCC
GATTGAGCTCCCGCCGATTCGCTCAAATTTGTCCTCTGACTCAACCTTAACGATGGAAAC
TCCAGAGCCGATGTTCACCAGCAGGTATGGAAAGATGTCGGGGTTGGTGGTCTGAAAGCG
GAACTCGGAGTCTGCGTGTCTGGCGTACACGAAGGCCTCGTGTGGGATGTTCTTCAGCAC
AAAGTTGCAGCCCTTGATGAGGCAGGTCATCTCGTCCTCTTTGTCCACCTTTAGCCCCAG
CTTCTTCTCTATGAGCTCTTTGAACTTGTGCGCCCCCCCACCCGTGGCTTTGATGACTTT
GGTTTCCGTGTTGACCAGATGGTCTTTGATGAAGTCCAGGCACGTCTCAATGTACGCGTT
CTCGAACTTGATGAAGTGGAGGCGCGCCGTGACCTCCTCCTGCATGGAGATCTCGTACAG
CTTGTCGCTGGGGGCCTCCTTGGCGGTGTGGTCGAAGGAGCGCACCTTCGCCACTTTGTG
CTGGACGGTGGAGTAGTAGGCCAGTTTAGTCAGGGAGCCGCCGATGTCGATGGCGAAGCG
TTTTGCGTTTTCCAGGTTCCGGAAGATCTGGTCTGGAGGGAGGGTGATACTTTTGTCCAT
CGTGTGGCTGCTGCCTCCGACGCATTCCGCCATAGTCGGCTGGGTGGGATCCGCGGCCGC
CGAATTCGGGGCGGCGGATCCAATGAGTACACTTTAAATCCTTTAACGAGGATCCATTGG
AGGGCAAGTCTGGTGCCAGCAGCCGCGGTAATTCCAGCTCCAATAGCGTATCTTAAAGTT
GCTGCAGTTAAAAAGCTCGTAGTTGGATCTCGGGATCGAGCTGGCGGTCCGCCGAAAGGC
GAGCTACCGCCTGTCCCAGCCCCTGCCTCTCGGCGCCCCCTCGATGCTCTTAGCTGAGTG
TCCCGCGGGGTCCGAAGCGTTTACTTTGAAAAAATTAGAGTGTTCAAAGCAGGCCCGGTC
GCCTGAATACCGCAGCTAGGAATAATGGAATAGGACTCCGGTTCTATTTTGTGGGTTTTT
CTTCTGAACTGGGGCCATGATTAAGAGGGACGGCCGGGGGCATTCGTATTGTGCCGCTAG
AGGTGAAATTCTTGGACCGGCGCAAGACGGACGAAAGCGAAAGCATTTGCCAAGAATGTT
TTCATTAATCAAGAACGAAAGTCGGAGGTTCGAAGACGATCAGATACCGTCGTAGTTCCG
ACCATAAACGATGCCAACTAGCGATCCGGCGGCGTTATTCCCATGACCCGCCGGGCAGCG
TCCGGGAAACCAAAGTCTTTGGGTTCCGGGGGGAGTATGGTTGCAAAGCTGAAACTTAAA
GGAATTGACGGAAGGGCACCACCAGGAGTGGAGCCTGCGGCTTAATTTGACCCAACACGG
GAAACCTCACCCGGCCCGGACACGGAAAGGATTGACAGATTGATAGCTCTTTCTCGATTC
TGTGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGCGATTTGTCTGGTTAATTCCGA
TAACGAACGAGACTCCGGCATGCTAACTAGTTACGCGGCCCCGTGCGGTCGGCGTCCAAC
TTCTTAGAGGGACAAGTGGCGTTCAGCCACACGAGATTGAGCAATAACAGGTCTGTGATG
CCCTTAGATGTCCGGGGCTGCACGCGCGCCACACTGAGTGGATCAGCGTGTGTCTACCCT
GCGCCGAGAGGCGTGGGTAACCCGCTGAACCCCACTCGTGATAGGGATTGGGGACTGCAA
TTATTTCCCATCAACGAGGAATTCCCAGTAAGCGCGGGTCATAAGCTCGCGTTGATTAAG
TCCCTGCCCTTTGTACACACCGCCCGTCGCTACTACCGATTGGATGGTTTAGTGAGGTCC
TCGGATCGGCCCCGCCGGGGTCGGCCACGGCCCTGGCGGAGCGCCGAGAAGACGATCAAA
CTTGACTATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAAGTGAACCTGCGGAAG
GATCATTAAAGAAGGTCGCGTCCCCAGACTACGGGTTCTGACATTTCTCTTTTCGGGTGA
AGATGATGTCCACGTTGGTTCGACCCGGAGGGTTCGCTCCGTACCTTCAAGTGACCGAAC
ACGGAGCTAAAAGCCTGCTGTTCCCCGGAGCCGCGGAGCCCGCTTGGGGAACTCGTCTGG
NCCACACAGACATCAAGATCCCGGAC



>CL1Contig34
TTTTTTTTTTTTTTTTTTAGGAAAAACAAAACATCAATTTTTATTTTGAAATGACTGATT
TTTTTCTTTTTGCCCATTCTGTTTTTCTTTTGACACTTTATTACACAGATGTCCATCACA
ATGCTTTTAAAAACATCAATTGATCAGTTGTTTTGAATTTTAAAAAAAATGATCTCAAAC
AAAAAGAACATTGAAAAATGGAGAGACAAAAATCCTAATCTTTAATGAGGGAAAGAGGGG
TTGAAACTAAATAATTAGATATGCTACAACTGAGAAGTGGTTCCTCCTGGATTGGGATGA
CAAGCCTGGACCCACCACCCTGTGCTTTTTGAAGGAGGACAGCCCATCACAGTGTAGTGT
CCACAGTCTCCCATAATGCCCCTTTCTCCACGGGAGACTAAGGCAGTCCAACACGGTAGG
TTACAGTATTTAAGTGGTCAATCATGAGATGAGACACCAGAAGAAAAGGCCTCCATTCTC
AGTTTCCTGTCAGGTTTTGTGATGCTGCTTAGATGCAGCTCTCATCAACCATGAGGGGAA
ACGGCGGGAGAATGGAGAGCTTTCCTTCCTGGAGGTCCAGTGTGTCACGACTTAGAATGT
TGTGGCGTCAAACACGACGGCGAGCAGAGGGATTCAGTCTGACATCGCATGTGAGATGAA
ACGCTTCCACCCTCGTTTGCTTCCAATTATTGTTGAACAAACAGTGCTGCAGCCACCAAG
GCCACTTCAGTTTGCTGTTCTGCGGCGAGGGTGGAAGTGATGTGACGGCTCGCCGACCGA
GAGGGCGGAGCGTCGGGAAAGGAGACGAGGGAGACCTTGGCGGTCAGAAGCGAGCAGAAC
TGCTTTGGTGCTGGCGGTCAGTGCGATTTCGACAGCGTCGGAAAAGTGGACACAGATTCC
AGCGGAGCAACAACACTTAAACACAAAGAACATCTAGATTGGATCCATGTAACAGTTTTC
TGCACACATCAGTTTTTTTAAAACAACTTCAACAAGCAGGATCCATGCAGACTGTGAGCT
TCCAGTTTTTGTTTTTTCAAGTGAACAAAAAGATATATAACGTCCCCTTTACCATTTCCC
CCCAAAAAAAACAACTCATTTTCGATAGTGCGTGACACACTAACACAACCAATCTTCCAA
CACAACAAGATTGAATCTGTAAAAATGTTTTGCTATCAAGGAAACCCGTTAAGAACGCCA
AAAAACTGTTGGTGTTTTTTTTAGATCTGGACGACTTTTCATCTCGTTTTCAAGAGAGAA
TTTAAAAAAAGTTCAGTTGCGTTCTCATGATTAGGATAAGACTACGTGCAGCGTGCAACA
TTTTAAGCACAAAGGGACTGTGGAGTAGATTGGCGCTGACAGCAGCACATTCCAAGCAGC
TTTGATCCGTNTAACCTACAAGCAAAGATTNTAACCTTCATTATTCTAGGTTTTTGTTTT
TTAGTCGTCACTCGTTTNTTTTCCTTCCCCTNTCACCCTNTCCTCAGGCGGTAACAGCCC
CCCCCCCGCCCCATTTTAGTCCAACCTGCCCTGACCCTCCCCTGATCCAGGTGACGTGTT
GGACCGTGCCGCTCCTCTACTCGGCCTGAGCGTCGTAGTTGGCGCCGCCCGCCTTCTTCA
GCTCCGTGCGGATGTACTCCTCATCCAGCTCCCGCAGGTCGCTGACCATGAACTCCTTGG
CGAAGGTCTGCACAATGTCTTTGATCATGGTCTTGTCGGTGCTGATCTTGGCTCGCTGCA
GCCCGCTGATGTTCTCGCCGACCCAGGTGATGAGGGTGAACTTGACCCGCTTGCTNCATG
GCGTCTNCCTGTTGTAAACCGGACGAAGCCAAACAGACGGGAGTCGTGCTGTGCACAGCT
TNCTTGAAGTNCCTCGTAGTGCTGTTNCCTTGNCCAGCAGGCATCATGGTGGAGCC
>CL1Contig35
AGNACAGGTTAGTTTTACCCTACTGATGATGTGTTGTTGCAATGGTAATCCTGCTCAGTA
CGAGAGGAACCGCAGGTTCAGACATTTGGTGCGTGTGCTTGGCTGAGGAGCCAATGGTGC
GAAGCTACCATCTGTGGGATTATGACTGAACGCCTCTAAGTCAGAATCCCGCCTAGACGT
GACGATACCCTAGCGCTGCGGAACTTCGGTTGGCCCGGGATAGCCGGCTTCGGCCGGTGC
GGAGAGCCGTTCGTGACGGGGCTGGGGTGCGGCCCAAAAGCGGTCGCCCCTCTCCCATTG
CGCACTGCATGTTTGTGGAGAACCTGGTGCTAAATCACTTGTAGACGACCTGATTCTGGG
TCAGGGTTTCGTGCGTAGCAGAGCAGCTCCCTCGCTGCGATCTATTGAAAGTCATCCCTG
CTCTCAACGGAAAGCTGACAGGTATGGCATTCAGGGTGCCAGTGGCTGATGTGTCTGTGG
TGGATCTAACATGCCGCCTGTCCAAGGCCGCATCTTACGGCGAGATTAAGGAGGCTGTTA
AGAAGGCTGCGCATGGACCCATGAAGGGGATCCTGGGATACACCGAAGACCAGGTGGTGT
CCTCTGATTTCATTGGTGACACTCACTCTTCCATCTTTGATGCTGGAGCAGGCATCTCTC
TTAACGACAACTTCGTCAAGCTCATTTCCTGG
>CL1Contig36
TTTTTATCAAAAATGAAAATTTTAATTTTCTCAAAAAATGTAAAAATATGAACAAACTGG
GCCCGTAAAAGAGGTCAACAGAAACATAATTAACTCAGGCAATAACTTTAACTTAACCAA
CTGAACAGACCAAGTAACAGAAACAAACTGACCTCACCAAAGACACAACAGGGGAACATA
TATAGTGGCTGATCAGACCACTTGAGAAACATGGGGGAACTAACATGACTACAAAAGACA
TTTAACAAAGACTATAAAGACAAGACTAAACACAAAACTTGGCCTCTTAGTGGAAGAGAA
AAATCATCAAAAGTGGAACAAAATGAATAATGAACAACAGAAGCAAAGCAAATAAACATT
AAATAAGTCCATTGGTTTCTCCCCTGGAGGCTTCAGTAGATGGTGCCTTCCTAATTGCCT
GGCTGGAGTATTTAAAGGCTGTGAAGACTTGAGCTCCTCTTTTGCCAGTCCTCACAGCAC
AGCTCCAGGAGCAGAACCTCAGCCACACCCGTAGCGACCAGTAGCCCCCTCAGCACTGGC
AACTCAAAAACAGGTGACATTAATTAAACAAACCAAAATAAGTAAACTAAACAAGTGTCC
ATGTGCTAGAAATTATTGAAAATAAATAAATGTATATTTTAACTCAGAAATGTGTGCATT
TATTTAAGAATAAAGAATCTGAAATAATAAAATTAAAAAGAAAGTGTGCAATGCTGAAGG
GAGGTTACCGCCATGTTGTTTGTGGGTGTGGCAGGGTATGCTGCCATCACAACATGTTTA
TAGAAACATTACAGTTTATAATTTATAACATAGCAACCATTTATCATTGTTAAGTTATGC
ATATTATAATAGGGAAGGGATTAAATAAGTTTGCTTCTTCCCTTCCTGTTTCTAGCATTA
ACTGTTTGATTTGTATTGTGAAAAAGTAAATTACAAGGATATATACTTAGATTGTGACTT
ACGGAGCCGATTTAGCTCGTGCTGGTTTGCTGCGCCTTCCGTCCGTGAAA



>CL1Contig37
TTTTTTTTTTTTTTTTTTTAGAACCAACGGAAGGGTTAAGGATAAAATGGCAGGGGAGAT
TGGTAGAAGTAGAATAGAGAGGGAGGTTGAAATGGCCAAGGGGAAAGAGACTTGCTTTGT
TTTTAGTCGTCATGGCGTTGTCCCTGCTAGGTTGTTAGGCGAAGAGGTGAATGTGAGGCA
ATAACAGATACGGAGGTAGAAGAAAAGACTCAATAGTGCAGAGAGCGCGGCTAAGGTCGC
AATTAGTCCTAGTTCTTGTTTAGTCAATTCTTGAATGACTAGTCATTTTGGTAGAAAGCC
TGAGAGAGGGGGGAGGCCGCCTAAGGATAGAAGGACTAAGGGTGTCAAGGCTGTAATAGA
GGGGGTCTTAGCTCAGGATGTCGCTAGGCTGTTTATATCGGTTGATTTTAATAGTTTAAA
AGTTAAGAAGGCAGAAGTTGTTATAATAATATAAATTATAAGAGCCAGGGCTGTCAGAGA
GGTGGAGAACTGCATTACCACTATTATTCAGCCCAGGTGGGCAATGGAAGAGTATGCTAG
AATTTTTCGAAGCTGATTGTGATTTAAACCGCCCCACCCGCCAGCTAGTATTGAAATAAG
ACCAAAAGATGTGATAAGTAAAGGGGTGTCAGGAAAGATCTGGATGAGAAGGGCAAAGGG
TGCAAGTTTTTGCCATGTGGATAAGATTAGTCCTGTTGTCAAATCTAAGCCTTGGAGTAC
TTCAGGAAGTCAAGCATGGAGTGGGGCTAGTCCCAGCTTCAAGGATAAGGCAAGGATAAT
TATGACTGTAGGAAGGGGATGGGAGATGAGTTGAATATCTCACTGGCCCGATAGTCAGGC
ATTAGTTGAGCTGGCAAACAGGATGGTAGCAGCAGCGGCCGACTGGATTAAAAAGTACTT
GGTAGTAGCTTCTACGGCTCGGGGGTGGTGGTGCTGGGCTATAAGTGGAAGGATGGCGAG
GGTGTTTATTTCAAGGCCTATTCATGCTAGTAACCAGTGTGAACTGGCAAATGTCACTGT
AGTACCAAGGCCTAAG
>CL1Contig38
CGGGAATTGCAAAAGACCTAAGGACCTTTCCACAGAAGGTTCAACTCCTCTCCTTAACTA
TGCTCTCAAAAATCTTAAGCTATCTTATTAACCCCTTAATCATTATAGTCTTCGTGTTAC
TAGCAGTAGCTCTATTGACATTAGTAGAACGGAAAGTTCTGAGCTATATTCAACTCCGTA
AAGGCCCAAATGTAGTAGGCCCCTACGGCCTTCTGCAACCCTTCGCTGATGGATTAAAGC
TCTTCACCAAGGAACCAATCCGTCCATCCACCTCCTCACCCGCTTTGTTCCTCGCTGCAC
CTATTATGGCTTTAACTTTAGCCCTAACCTTATGGGCGCCCCTCCCCCTGCCCTTTCCTA
TTGCAGACCTTAACTTAGGGGTTCTGTTTATCCTTGCACTATCCAGCCTAGCAGTTTACT
CAATTCTTGGCTCAGGCTGAGCTTCCAATTCGAAATACGCCTTAATTGGTGCCCTTCGTG
CTGTAGCTCAGACCATCTCTTATGAGGTGAGCTTAGGCCTTATCCTTCTGAATGCTATTG
TTTTTACCGGAGGTTTTACATTGCAAACCTTTAGCACCGCACAAGAAACCACCTGACTAC
TTCTACCAGCGTGGCCCCTCGCAGCTATGTGATTCATCTCAACCCTGGCTGAAACCAACC
GAGCCCCCTTTGATCTAACAGAGGGAGAGTCCGAGTTAGTTTCTGGGTTTAATGTCGAAT
ACGCAGGAGGTCCCTTTGCTCTCTTTTTCCTGGCAGAATATGGTAATATTTTACTTATAA
ATACACTCTCAGCAGTTTTATTTTTAGGCTCTGCAACCTATCACAATCTCCCAGAATTAA
CCACAACTTTGTTAATGTTTAAGGCCACCCTCCTGTCAGTTGTGTTCGTCTGAGTCCGTG
CATCCTATCCCCGATTCCGGTATGACCAACTAATACACCTGATCTGAAAGAACTTCCTCC
CCTTAACCTTAGCCCTGGTTATTTGACATCTTTCCCTTCCGATCTCATTTAATGGCCTTC
CACCTCAATTTTAGTTAGGAGATGTGCCTGAAATAGGGTCACTTTGATAGAGTGAATAAT
GAAGGTTAAAGCCCTTCCATCTCCTTAGAAAGAAGGGACTTGAACCCTGCCTGAAGAGAT
CAAAACTCGTAGTGGAAGCACTAA
>CL1Contig39
TATTTATATATTCTCCAGGAAACATTTGTATTGGTCTAAGCTGATCCCCGCCTTGATAAA
AGTTCTAATCAATATCTACAGAATTTCCTTTTACATGGGTACAGATCCAGAGGTAAAGGT
GGGACAAGCCTCACTTCCTCACAGTCTCTATACTCCTGCTTTACCCTGTATGTCCCAACT
AAACACAGAAAAGCAATCAAAGAGAAACAGAACAGCCAGGCTGGAGACAAAGGCAGACAC
AGACTGGACATTAATGTGTGACGCTGGCCCGACAAACCTATGTTCACACCTCGCACTCGC
ATGTGCATGCACTCGCTGGAACACTCACACACACAAAGCCCCCTTGGCCAGCAGCTGGGA
GCCCTGCAGCAGTCAAACCGGACAGCCACCATCACAGTGAAGTCACACAAACTACAAAAC
AGCAGGTCTCCTCTGAAAATGAAGCACTGTGCAAAGTTAGCTAGCAGGGTGCTGAATTGA
TTAAGTTAAAATTCCTACATAATTTTAAATATTCGGGGGGGCCCGGTACCCAATTCGCCC
TATAGTGAGTCGTATTACAATTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAAC
CCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATTCCCCTTTCGCCAGCTGGCGTAAT
AGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGG
CAAATTGTAAGCGTTAATATTTTGTTAAAATT
>CL1Contig40
TTTTTTTTTTTTTTTTTTTTTTTTTTTAGACGTTTTCTTGTAAATAAAGGCTTAATAAAA
GTACAAATACGTAAGCTTGAATTATTGCAACGGCAATTTCCAGGAGGGTAAGTAAAAACA
GTAAGATGGATGTTAGAATGGCAACTGAAGGTATTATAGGGAAAAGAACAAAAGCTGCTG
TTGCAATTAACTGAATTAAAAGATGACCTGCAGTTAAGTTTGCAGTAAGTCGGACCCCAA
GAGCAAGGGGGCGAATAAAAAGGCTAATTGTCTCGATCACGATTAGGACAGGAATGAGGG
CGGCGGGGGTTCCTTCAGGGAGGAGGTGTCCAAGGGCGTGTGTAGGTTGATTTCGTATTC
CGATAATTACGGTTGCTAGTCAAAGTGGCACTGCGAAAGCTATATTTAGTGAAAGTTGGG
TTGTAGGTGTGAACGTATACGGCAGAAGCCCTAATATGTTTAAAGTGATTAAAAATAGTA
TCAGAGATATTAGAAGGGCTGCCCATTTATGTCCCCCCAGGCTTATTGGTTGGAAGATTT



GTTTAACAAATCAGTTTATAAACAGAGCTTGAAGGGTTACTAGACGGTTATTTATTCATC
GTGCGCCCGGTTGAAAAAAGAGAACTCATGGTAGTGTTAAGGCGAGTCCAATAAGAGGCA
CTCCTAATAATGTGGGGCTCATAAATTGATCAAAAAGGCTTAAAGTCATGGTCAAGTTCA
GGTTTCTGATTTTGATTTTTTTACACTTTGGGGGGTGGGGTCATTGGGCAAGTAATGGGC
TAGAACCTTAGGGGGAAGTACGGCTAGAAAAACTAGCCATGAAAATACTATAATAGCAAA
TCAAGGTGCAGGGTTTAACGGATCCGCCGCCGCCG
>CL1Contig41
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGTTTTTTTTTTTTTTTTTTGGACCCAATCA
GTTTATTGATCAGTTTAATATTTCTGTACAAACATCCTGATGATCGATCCTCATCACACC
CGGGAAGGGTACAGCATCACTCTGATCCGGTGTCCGATGGCTTTGGCTGGCAGGTTACTG
CTGAACTTGGCCCGGACCATCCCACTGTTTCCATGAGCCCGCGTCACTTTGCCCCAAATG
ACCCGGGTCTTGTTGGGTTTTCCACCGGGTGTGACTGTGTTCTTCTTGGCCTTGTAGACG
TAGGCGCAGCGTTTGCCCAGGTAGAAGTCCACCTGGTCCCGGCTGTAGCAGCCCTCCAGC
TTCAGCAGCGCCGTGTGCTCGCGCTGGTTCCTCAGGCCGCGCTTGTAGCCGGTGAAGATG
GCCTTACTCCACAGTCTTCCAGGCATCGTGGTTCTCCTCAGGTGATTCACCTGTTCTGTC
CGCAGCCCACGCGTCCGCGACGCGTGGTCGAC
>CL1Contig42
GTTTTTTCTGGGTTCAAGAGGAGGTCATTAATTGTCATCCAGGTCTTGATGTCACTGATG
CAGGCGTTCAGTTTCTCTATCTGGTCATTCTGGTCAGGCTTCATGGATAAATACAACTGC
GTATCGTCGGCATAACAATGAAAATTAATGCTGTGTTTCCTGATTATGTTTCCTAGGGGT
AGCATATAAAGCGTAAACAGGATCGGTCCCAAGACTGAGCCCTGTGGGACTCCATAGTTG
ACTCGAGGGGGGGCCCGGTACCCAATTCGCCCTATAGTGAGTCGTATTACAATTCACTGG
CCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTG
CAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTT
CCCAACAGTTGCGCAGCCTGAATGGCGAATGGCAAATTGTAAGCGTTAATATTTTGTTAA
AATTCGCGTTAAATTTTTGTTAAATCAGCTCATTTTTTAACCAATAGGCCGAAATCGGCA
AAATCCCTTATAAATCAAAAGAATAGACCGAGATAGGGTTGAGTGTTGTTCCAGTTTGGA
ACAAGAGTCCACTATTAAA
>CL1Contig43
TTTTTTTTTTGACATCAACATTTTTTCTTTTATTTCAAAATACTCTCCTAACAGGATGAA
ACTGAGAAAAGCCCAGAGGGTCCAAAGCCAATAGAGCCGCCTAGAACAGAAGCACCACTC
ATTATTGCTATGTCTCTCTGCTGCAGGACAAGACGTTGGGGAAGGAAAAAACAAAAATGG
AGAGGGACAGAGAACGACAACACCTTCACTCCGGCACACACACAAACAGAGCTATGTGGG
AAAACAGTGGCCATGATTCCAAAATGCAGGGTTTGTGAAGAGCTGCAGAATTGACCGTGG
AACCCATTTTTGAAGGCTTCTAAACCGTTGGGCCTCGAACGCAACCACCGGGGGGAGAAA
AATGAAACCTTGCTCATCTACATATGAAGCGCCAAAAAGGATGATCGTCTTTTATCAAGA
AGAATGACCAGAAAAAATAAAAAAAATAAAGGGTTATTTAATTTAAAGATCATAACAGTC
AAAATCAAAAAACATCTGCGGTTGTCTGATTAAAACCACTTCATTCTGCGTCTATGACAA
ACTGTTCTATAAACTGGTAGCGAGGAAAAGGGGGAGGGGCTAAATCAGAAGGAGCGCTGT
AAGAAGCCGTAGAGAGGCTGGTTGTCCGTTTCTACAAGAAAAAAAAAATCAGCATGGTAC
AAAAATCGTCAGTAAAAAAAGATGCTTCGCTGTCATGGAATCAGAGCGTGGTGGTGGTTT
TATGCCTTCTCTTCAGGCGCCTCCTCTGCTGCTTCAGTTTCCTCGTTGGTCTTGGTCTCT
CCGTTCTGGGCGGGACCATCTTCCTTTTTCCCCTTGGAGCCTCCTTTCTTTGCCTTCGCC
CCCTTTTCCTCTGCCACCTTCTTAACGATGTTCTTCTTGGGTTTGGCCTCCAGTTTGGGT
GGAGCAGGCTTCGCTGACAATCTCTCTGACCTTCTGGTTGGCTCTTGTTTTGTGACTTTA
GAGGCTTCTTTGCCCTCTGGAGCTTCTGGGGACTTTCTCTTCGGCATTTTACGCATCAAA
GTGTCTCCACCTAAAAACAAATACGGTTAAACCCGAGAGGCGCACGGGGTTGAATCAGAA
GTACCACCAAATACTGGAACAATATCTCCCCGGAAAAAATGGNCC
>CL1Contig44
CCTCAGTGCTTGCAATTGCCTCATTCTTTTTGCCCCAAATTACCCCTGATTACGAGAAGC
TCTCACCATACGAGTGTGGGTTTGACCCCGTAGGGTCTGCCCGTCTACCATTCTCCATCC
GCTTTTTTCTAGTTGCAATCCTTTTTCTTCTGTTTGACCTAGAAATTGCCCTTCTGCTCC
CTCTTCCCTGAGGTGATCAACTCTCTTCCCCCTTAACAACTTTCTTCTGAGCATCCGCCA
TTCTCATGCTACTAACCCTTGGCCTAATTTACGAGTGGCTTCAAGGAGGCCTAGAATGAG
CAGAATAGGTACTTAGTTTAATAAAAACATTTGATTTCGGCTCAAAAACATATGGTTCAA
GCCCATAATTACCTAATGACCTTAACTCACTATGCCTTTTCATCATCTTATTTCATGAGC
TTTCTCGGCTTAATCTTTTACCGAAAACATCTCTTATCCGCCCTACTTTGCTTAGAAGCT
ATAATATTAATTCTATTTATCTCATTGTGCCTTTGAGGACTTATTCTAGCCTCAACTGTG
TTTTCAGCTGGCCCTATAATTTTACTTGCCTTTTCTGCATGTGAAGCAAGCGCAGGCCTA
GCCTTATTAGTTGCCATAGCTCGTACCCACGGTACTGATCGTTTAAAAAACCTAAGCCTC
CTCCGATGTTAATAATCTTAACCCCAACCATAATGCTTCTCCCCATGACCTGGTTAGCCC
CCTCTACACACCTGTGGACATCTGCACTAGCTCACAGCATAGCAATTGCTTTAATCAGCC
TTTCCTGACTCTGCCTCCCAATAGAAGCCGGATGAGCATCCCTTAATACTTTTATTGCGA
CTGATCCTTTATCCACACCCCTTCTGGTCCTAACCTGCTGGCTCCTTCCGTTAATAATTC



TCGCAAGTCAAAACCACATAGCAAAAGAACCTATTAATCGGCAACGAGTTTATATCTCCT
TGCTTATTTCTCTCCAAATCTTTCTGATCCTGGCATTTGGGGCGACCGAGATAATTATGT
TTTATGTTATATTTGAAGCAACTTTGATCCCAACGCTTATTATTATTACACGCTGAGGAA
ACCAGACAGAGCGGCTTAACGCAGGCATTTACTTTTTATTTTATACTTTAGCCGGTTCTC
TCCCTCTGTTGGTGGCACTCCTACTACTTCAGAACTCAACGGGATCTCTCTCGTTCTTAA
CCACCCCCTTCTTCCCGCCCCTCCTACTACATACGGAAGCAAGTAAGTTTTGGTGGGCCG
GCTGCCTACTCGCATTCTTAGTTAAAATGCCATTATACGGCACCCACCTCTGACTCCCAA
AAGCCCACGTTGAGGCCCCTATCGCCGGATCAATAATCCTCGCAGCCGTTCTTCTAAAAT
TAGGCGGATACGGAATAATACGAATTATCATCATTCTAGACCCTCTCACAAAACAACTCA
GTTACCCTTTTATTATTCTTGCCCTATGGGGCATCGTAATAACCGGCTCAATTTGTCTCC
GGCAAACAGACCTTAAGTCCCTTATCGCATACTCGTCCGTCAGCCATATAGGCCTTGTAG
CAGCGGGCATTCTAATCCAAACCCCCTGGGGGTTCACGGGGGCTTTAATTCTTATAATTG
CACATGGCCTGACTTCTTCCGCCCTCTTTTGCTTAGCTAATACAAACTACGAACGCACAC
ACAGTCGAACAATACTACTAGCCCGCGGCCTACAAATGGTGCTTCCCCTTTTAGCCACAT
GATGATTCCTTTTTACCCTTGCCAATCTGGCACTCCCACCCCTCCCCAACCTTATAGGAG
AACTTATGATTATTACGTCCTTATTTAACTGATCGAACTGAACCTTACTCTTGACTGGGG
CTGGGACCCTAATTACTGCTAGTTACTCCCTTCATATATTCCTAACCACCCAACGAGGCC
CTATTACTAATCCCGTTTTGGCGATTGAACCCACCCACACCCGGGAACACCTTCTAATGG
TTCTTCATCTTCTTCCCCTTCTCCTCCTCATCTTAAAACCTTCCTTAATCTGAGGATGAG
CCCTCTAAAAAAAAAAAAAAAAAAAAA
>CL1Contig45
AGATGCTTTTCTTCCTTAGCTATACTCTGATTTGACCAAGTGCACCTTCCGGTACACTTA
CCATGTTACGACTTGCCTCCCCTTTATTCCTTGAAGGGTTTATTTATGTTTTAAACTGGA
TTTGGGGAGAGTGACGGGCGGTGTGTGCGCGCTTCAGGGCCAGTTTCAGCAGAACTCTCT
ATTTACTGCTTACTGCTAAATCCTCCTTCTAATACACGTTTCATTATATTATCCGTTTTC
CTTGAAGCAAGGAATGTAGCCCATTTCTTCCCCTCTCATATGCTACACCTCGACCTGACG
TTTTGAGTGTTACTGGTTTTGCTTACTATTTGTCCTTCACAGGGTAAGCTGACGACGGCG
GTATATAGGCGGAAAGAACAAGGGAGGGTGAGGTTTAACGGGGGTTATCGGTTCTAGAAC
AGGCTCCTCTAGGTGGGTCTAAAGCACCGCCAAGTCCTTTGGGTTTTAAGCTGGTGCTCG
TAGTACCCTGGCGAATGATAATGTAATAGTTCATCAAAGTTTACGGCTATGCATAGTGGG
GTATCTAATCCCAGTTTGTTTCATAGTTTTCGTGGATTCATAAAGTTAAAGTTACTTTCG
TTCTTGGTCTTCTTATTTTCGGGTGCGTATAACAGCTTTGAAAACATTCCACTTTAGCTT
CTCTTTTAAATTAACCACTCTTTACGCCGTTATCTATCAGCTTGAACCTCTCGTATAACC
GCGGTGGCTGGCACGAGTTTAACCGGTTCTCTTAGCCTTAATTAAGTCAAGTTTTCACTT
ATTGCTTAATGTCTATCACTGCTGAGTTCCCTTGGGGGTGTGGCTAAGCAAGGTGTTATG
GGCTTTATATTGTGCCTGATACCAGCTCCTTGTTTCCATTAAGGAAACTGTAGGGCATTC
TCACGGGATTGCGGATACTTGCATGTGTAAGTTTAGCTAGAGTTGATAGAAAAGTCCCTC
GTGCCGA
>CL1Contig46
TTTTTTTTTTTTTTTTTTTTTTTTTTTCTTTTTTTTTTTAGGCATCTTGAAGTATAACAA
ACGATCAGTTCTCGAAGTGTTCTAAGGGGACAGCTTCAACAACAATAGGTATAAAGCTGT
GGTTGGCACCACAAATTTCTGAACACTGTCCATAAAATACACCAGGGCGAGAGGTGATAA
AGGCTGTTTGATTGAGTCGGCCTGGAACAGCGTCCATTTTTACTCCAAGGCTAGGTACTG
CCCATGAGTGTAATACATCTTCAGCGGACACTAGAACTCGAATGGGCGACTCAACAGGGA
TAACCATCCGGTGGTCCGTTTCTAGTAGTCGAAACTGTCCGGGGGTGAGATCTTGGGTGG
GGATTATGTATGAGTCAAATCCTAAGTCCTCATAGTCGGTGTACTCATAGCTTCAGTATC
ATTGGTGGCCTATGGCTTTAATTGTCAGGTGGGGGTCATTAATTTCATCTATAAGGTAAA
GAATGCGAAGGGAGGGTAAGGCGATCAGAATTAGAATAATTGCTGGAAGCAAGGTCCAGA
TAATTTCAATTTCTTGTGAATCCAAGATGAACTTGTTTGTTAGCTTTGTGGTTACTATTG
CCACAATAATGTAAAGTACAAGAGTGCTGATTAGGAACACAATTATTAATGCGTGGTCAT
GAAAGTGGAGAAGTTCTTCTATAACGGGTGAAGCTGCATCTTGGAAACCTAGTTGAGACG
G
>CL1Contig47
GCTGGCGGCGTCGGCCACAGTCTGGTTGCTGGCGGCGTCGGCCACAGTCTGGTTGCTGGC
GGCGTCGGCCACAGTCTGGTTGCTGGCGGCGTCGGCCACAGTCTGGTTGCTGGCGGCGTC
GGACACAGTCTGGTTGCTGGCGGCGTCGGACACAGTCTGGTTGCTGGCGGCGTCGGACAC
AGTCTGGTTGCTGGCGGCGTCGGACACAGTCTGGTTGCTGGCGGCGTCGGACACAGTCTG
GTTGCTGGCGGCGTCGGACACAGTCTGGTTGCTGGCGGCGTCGGACACAGTCTGGTTGCT
GGCGGCGTCGGACACAGTCTGGTTGCTGGCGGCGTCGGACACAGTCTGGTTGCTGGCGGC
GTCGGACACAGTCTGGTTGCTGGCGGCGTCGGACACAGTCTGGTTGCTGGCGGCGTCGGA
CACAGTCTGGTTGCTGGCGGCGTCGGACACAGTCTGGTTGCTGGCGGCGTCGGACACAGT
CTGGTTGCTGGCGGCGTCGGACACAGTCTGGTTGCTGGCGGCGTCGGACACAGTCTGGTT
GCTGGCGGCGTCGGACACAGTCTGGTTGCCAGGGTCGAACAGTGCAGCCAACTGCAGGGT
GCCTTCAGTCTGATCTACAAATTGCAGTTTTCCCAGTGATGCCTCAGCTTCCACCTCATT



GGTTTCCAGTTGAACTTCTTTTATATGTCTGTCCAACCTAGAATCCATTGACTGCATAAG
GCCGAGGTTGCTTCTTAAAGTAAACTTTTCTGCATCTTGATGGTCTTTCTCAATTGGCAA
ACTTAAACCTTTGCTAAGGCAAAGCACCAGCACTAAAAGAGCCACAAATGAATCAGCTCC
CATCTTGGCAGACACTGAATG
>CL1Contig48
GTGTTTCCTGCAGGAGGAACGGGTTTAAGCTCCTCTTGTTTGTTGGCTTTTCATTCAGAG
TCTGGAAAGATGGGAGCTGAGTCGTTTGTGGCCCTTTGTGTTTTGGCTGTTTTCCTTAGC
AAAGGTTTAAGTTTACCTTTTGCTAGAGAAACCCAGGATGCAAACCATAAAAAGATGGGA
ACAAAAGCTGATATGGCTTTAGTTCGTGGCCTTGATCTTCAACAGTCATTGGATTCCAGG
TTGGAAAATCTTGTTAAAGAAGTACAACTGGAAACCAATGAGGTGGAAGCCGTGGCTCAC
TTTGCCAAAAAAGCGGCTGTAGTACGAAAACGCCAGCAACCAGACTGTGTCCGACGCCGC
CAGCAACCAGACTGTGTCCGACGCCGCCAGCAACCAGACTGTGTCCGACGCCGCCAGCAA
CCAGACTGTGTCCGACGCCGCCAGCAACCANACTGTGTCCGACGCCGCCAGCAACCAGAC
TGTGTCCGACGCCGCCAGCAACCA
>CL1Contig49
GGCGTCGGACACAGTCTGGTTGCTGGCGGCGTCGGACACAGTCTGGTTGCTGGCGGCGTC
GGACACAGTCTGGTTGCTGGCGGCGTCGGACACAGTCTGGTTGCTGGCGGCGTCGGACAC
AGTCTGGTTGCTGGCGGCGTCGGACACAGTCTGGTTGCTGGCGGCGTCGGACACAGTCTG
GTTGCTGGCGGCGTCGGACACAGTCTGGTTGCTGGCGGCGTCGGACACAGTCTGGTTGCT
GGCGGCGTCGGACACAGTCTGGTTGCTGGCGGCGTCGGACACAGTCTGGTTGCTGGCGGC
GTCGGACACAGTCTGGTTGCTGGCGTCTAGACTGAGTGCCGTTTCAGTTTCCACCTCATT
GGTTTCCAGTTGTACTTTAACCAGATTTTCCAACCTGGAATCCAGTGACTGTAGAAGATC
AAAGCCACTCTCTAAAGCCAAATCAGCTTGTCTTCCCATCCTTTTCTGGTTTGCATTCTG
GGTTTCTCTAGCAACTGGTAAGCTTAAACCTTTGCCGAGGAAACCAGCCAGAACACAAAG
GGCCACAAACGTCTCAGCTCCCATCTTTTCAGACACCGAATGA
>CL1Contig50
ACACAGTCTGGTTGCTGGCGGCGTCGGACACAGTCTGGTTGCTGGCGGCGTCGGACACAG
TCTGGTTGCTGGCGGCGTCGGACACAGTCTGGTTGCTGGCGGCGTCGGACACAGTCTGGT
TGCTGGCGGCGTCGGACACAGTCTGGTTGCTGGCGGCGTCGGACACAGTCTGGTTGCTGG
CGGCGTCGGACACAGTCTGGTTGCTGGCGGCGTCGGACACAGTCTGGTTGCTGGCGGCGT
CGGACACAGTCTGGTTGCTGGCGGCGTCGGACACAGTCTGGTTGCTGGCGGCGTCGGACA
CAGTCTGGTTGCTGGCGGCGTCGGACACAGTCTGGTTGCTGGCGGCGTCGGACACAGTCT
GGTTGCTGGCGGCGTCGGACACAGTCTGGTTGCTGGCGGCGTCGGACACAGTCTGGTTGC
TGGCGGCGTCGGACACAGTCTGGTTGCTGGCCGACAGTACTATACGCGTTGCCCTGGCAA
CGAGAGCCACAGCTTCCACCTCATTGGTTTCCAGTTGTACTTCTTTAACCAGATTTTCCA
ACCTGGAATCCAATGACTGTTGAAGATCAAGGCCACGATCTAAAGCCAAATCAGCTTTTC
TTCCCATCTTTTTATGGTCTGCATCCTGGGTTTCTCTAGCAAAAGGTAAACTTAAACCTT
TGTTAAAGAAAACAGCCAAAACACAAAGGGCCACAAACAACTCAGCTCCCATCTTTCCAG
ACTCTGAATTCAGCTTTGCAACCATACTCCCCCCGGAACCCAAAGACTTTGGTTTCCCGG
ACGCTGCCCGGCGGGTCATGGGAATAACGCCGCCGGATCGCTAGTTGGCATCGTTTA
>CL1Contig51
GGGAGCTGATTCATTTGTGGCTCTTTTAGTGCTGGTGCTTTGCCTTAGCAAAGCTTTGAG
CTTACCAGTAGCAAGGGAAAACCTGAGCGCTGTTTCAGAACATCTGGGAAGAAAAGATGG
CTTTGTCCTTCAGAGAGGCCTTGATCTTTTACAGTCGCTGGATTCCAGGTTGAAGAAACA
AGTTAAAGAAGAACTGGAATTCGACGAGGTGGAAGCTGAGGCATCACTTGGAAAACTGCA
ATTTGTAGATGAGACTGAAGGCACCCTGCAATTCGCTGCACTGTTCGACCCCAGCAACCA
GACTGTGGCCGACGCCGCCAGCAACCAGACTGTGGCCGACGCCGCCAGCAACCA
>CL1Contig52
CTCTTCCCTGCCTATGCCCCTGTAAGGAAGGCAGTGTAAAGTTTCCTGTCTCTTCTCCAG
CAAGAGAATCCGAAACCATCCGTCAAAATGGTGAACTTTACCGTAGACCAGATCCGTGGC
ATCATGGACAAAAAGGCCAACATCCGAAACATGTCTGTGATTGCGCACGTGGACCATGGA
AAGTCAACGCTGACGGATTCACTGGTGTCCAAAGCTGGCATCATTGCCTCTGCCCGTGCT
GGAGAGACACGTTTCACCGACACGCGCAAAGATGAACAGGAACGTTGCATTACCATCAAG
TCTACAGCCATCTCCCTGTACTATGAGCTCAGTGAAAACGACATGGCTTTCATCAAGCAG
AGCAAGGACGGCCGTGGTTTCTTGATCAACCTGATCGACTCACCGGGCCACGTGGACTTC
TCCTCTGAAGTGACCGCCGCTCTCCGTGTCACTGATGGAGCCCTGGTTGTGGTTGACTGT
GTCTCTGGTGTGTGTGTACAAACGGAGACCGTGCTCCGTCAGGCCATCTGTGAGCGCATC
AAGCCTGTGCTGATGATGAACAAGATGGACCGTGCCTTACTGGAGTTGCAGCTGGAACCA
GAAGATCTTTACCAGACATTCCAGCGAATTGTGGAGTCTGTCAATGTTATCATTTCCACC
TATGGAGAGGATGAAAATGGACCAATGGGTAACATCATGGTTGATCCGGTCATTGGAACC
ATCGGCTTCGGTTCTGGCCTGCACGGTTGGGCTTTCACTCTGAAGCAGTTTGCTGAGATG
TACGCGGCCAAATTTGCTGCCAAGGGCAACAGCCAGATGACTGCAGCTGAGCGCTGCAAG
AAGGTGGAAGACATGATGAAGAAATTGTGGGGTGACAGATACTATGACAGCGAAAATGGA
AAGTTTGTCAAAAGCGCTATTGGCGCTGATGGCAAGAAGTACCCCCGCACCTTCTGTGCT



CTTGTCCTGGACCCCATCTTCAAGGTGTTTGATGCCATCATGAACTTCAGGAAGGATGAA
GCAGCTAAGCTCATCCAGAAGATGGATGTCAAGTTGGACAACGAAGACAAGGACAAGGAG
GGCAAGCCTCTCCTGAAGGCCGTGATGCGCCGCTGGCTGCCTGCTGGAGAAGCTCTTCTG
CAGATGATCACAATCCACCTGCCTTCCCCGGTCACTGCTCAGAAGTACCGCTGTGAGCTG
CTCTATGAGGGACCAGGAGACGATGAAGCTGCAATGGGTATCAAGAACTGTGACCCCAAA
GCTCCACTCATGATGTACATCTCAAAGATGGTCCCCACTAGTGACAAGGGTCGCTTCTAT
GCATTTGGTCGTGTGTTTTCTGGGTCCGTTTCCACAGGCCTGAAAGTACGCATCATGGGA
CCAAACTTTGTCCCAGGAAAGAAGGAGGATCTGTACCTGAAGCCCATCCAGAGGACCATT
TTGATGATGGGTCGTTACGTTGAACCCATTGAAGATGTGCCTTGCGGAAACATTGTGGGT
CTGGTTGGAGTGGACCAGTACCTCGTCAAAACGGGAACAATCACCACCTTTGAGCAGGCT
CACAACATGAAGGTGATGAAGTTCAGCGTCAGCCCTGTGGTGAGAGTTGCAGTGGAGGCA
AGGAACCCCGCAGACCTGCCCAAGCTGGTGGAGGGCCTGAAGCGTCTGGCCAAGTCTGAC
CCCATGGTGCAGTGTATCATCGAGGAGTCCGGAGAGCACATTGTTGCAGGAGCAGGAGAG
CTGCACCTGGAAATCTGCCTCAAGGATTTGGAAGAAGATCACGCTTGCATTCCAATCAAG
AAATCTGACCCGGTGGTGTCCTACAGAGAGACAGTCAGCGCAGAATCTAGTGTCATGTGT
CTGTCAAAGTCACCCAACAAGCATAACCGTCTGTTCATGAAGGCCCGTCCCTTTGAAGAT
GGTTTGGCAGAAGACATCGACAAGGGTGAAGTGACCTCCCGGCAGGAGCTCAAGGCCCGC
GCCCGCTACCTCGCCGACAAATACGAGTGGGATGTCGGTGAGGCCAGAAAGATCTGGTGC
TTCGGACCTGACGGAACTGGACCCAACATGCTGGTGGACGTGACCAAGGGAGTTCAGTAC
CTTAATGAGATCAAGGACAGCGTCGTGGCTGGGTTCCAGTGGGCGGCCAAGGAAGGAGTT
CTGTGTGAAGAGAACATGCGCGGCATCCGCTATGACATCCATGATGTGACCCTGCACACA
GACGCCATCCATCGCGGCGGCGGCCAAATCATCCCCACAGCCCGCAGAGTCTTGTATGCC
TGTCAGCTGACAGCAGATCCCAGAATGATGGAGCCGGTCTACCTGGTGGAAATCCAATGC
CCTGAGACTGCGATGGGTGGGATCTACGGTGTGTTGACCAGGAGACGTGGACACGTGTTT
GAGGAGTCCAGGGTCATGGGAACACCCATGTATGTCATTAAGGCCTACCTGCCTGTCATG
GAGTCATTTGGCTTCACAGCTGACCTGCGTTCCAACACCGGTGGCCAGGCCTTCCCACAA
TGCATGTTCGACCACTGGCAGATCCTCCCAGGAAACCCCATGGAGCCCACATCCAAGCCT
GGTGTTGTTGTCACGGATACACGCAAACGTAAAGGTCTCAAAGAAGGCGTCCCAGCTTTG
GACAACTACCTGGACAAATTGTAGTGCACCGCTCTTCGCCATTCCTCCATTCCCACATTA
TTTGTTTATCATTTGGGACCGGACTGTACAGAACAGCAAATACTCAAGAAAGCCAAAAAG
ATCAGAAAATAAACACAAAAATTGTAAACGATAAATAAAACATTTAAAAATCCAAAAAAA
AAA
>CL1Contig53
TGGTTGCTGGCGGCGTCGGCCACAGTCTGGTTGCTGGCGGCGTCGGCCACAGTCTGGTTG
CTGGCGGCGTCGGCCACAGTCTGGTTGCTGGCGGCGTCGGCCACAGTCTGGTTGCTGGCG
GCGTCGGCCACAGTCTGGTTGCTGGCGGCGTCGGACACAGTCTGGTTGCTGGCGGCGTCG
GACACAGTCTGGTTGCTGGCGGCGTCGGCCACAGTCTGGTTGCTGGCGGCGTCGGCCACA
GTCTGGTTGCTGGCGGCGTCGGACACAGTCTGGTCTTGACTTAGCATTATATGAGCTTCC
ACCTCATTGGTTTCCAGTTGTACTTTAACCAGATTTTCCAACCTGGAATCCAGAGACTGT
AGAAGATCAAAGCTGCTCTCTAAAGCCAAATCAGCTCCTCTTCCAATCTGTTTATGGTTT
GCATCCTGGGTTTCTCTAGCAACTGGCAAGCTTAAACCATTGCTAAGGAAAACAGCCAAA
ACACAAAGGGCCACAAACGACTGAGCTCCCATCTTTTCAGACACGGAATGTCCGGTTGGC
CCCACTTCGTTCCAGATCACATCC
>CL1Contig54
GGTTGCCGGTGAAAAGCTTCTCGAAAGAACCGCAAAGATGATGCCCACACCGGTTATCCT
GCTGAAGGAGGGGACAGATTCGTCTCAGGGCATTCCCCAGCTCGTCAGTAACATCAATGC
CTGCCAGGTTATTGCTGAGGCTGTCAGAACCACTCTGGGGCCCAGGGGGATGGACAAACT
GATGGTGGATGCCAGAGGAAAGGCCACGATTTCCAACGATGGCGCTACCATCCTGAAGCT
GCTGGATGTGGTTCACCCTGCTGCTAAAACCCTGGTGGACATCGCTCGTTCGCAGGATGC
TGAGGTTGGAGACGGCACCACGTCCGTCACCCTCCTGGCCGCCGAGTTCCTGAGGCAGCT
GAAGCCGTTCGTGGAGGAGAGTCTCCACCCTCAGACCATCATCCGCGCTTTCCGCACTGC
CACCAACCTCGCTGTCAGCAAGATCAAAGAGATCGCCGTCTCTGTGAAGAAAGACGACAA
ACAAGAGCAGAGGCAGCTGTTGGAGAAATGTGCAGCGACCGCCCTGAACTCCAAACTGAT
CGCTGGGCAGAAGGAGTTCTTCTCTAAGATGGTGGTGGATGCGGTCATGTCTCTGGACGA
GCTTCTGTCTCTGAAAATGATTGGCATCAAGAAGGTCCAGGGAGGAGCGCTGGAGGATTC
CCAGTTGGTCTCTGGCGTTGCTTTCAAGAAGACGTTCTCCTACGCTGGCTTTGAGATGCA
GCCCAAACGCTACGATAACCCGAAGATCGCTTTGCTCAACGTGGAGCTGGAGCTGAAAGC
AGAGAAGGACAACGCTGAAGTTCGTGTCAAGTCTGTGGAGGAATATCAAGCCATCGTGGA
TGCAGAGTGGAACATTCTGTACGACAAACTAGAGAAGATCTATCAGTCTGGAGCCAAGGT
TGTTCTGTCAAAGTTGCCCATCGGCGACGTGGCCACCCAGTACTTTGCAGACAGAGACCT
GTTCTGTGCTGGCAGGGTGCAGGAGGAGGACCTGAAGAGGACGATGATGGCTTGTGGCGG
CTCCATCCAGACGTCTGTGGGAGCGCTAACAGAGGATGTGCTGGGACTTTGTGAAGTATT
TGAAGAGGTTCAGGTGGGAGGAGAAAGGTACAACTTCTTTAAGGGGTGCCCGAAAGCGAA
GACCTGCACCATCATCCTCAGAGGCGGAGCTGAGCAGTTCACAGAAGAGACGGAGCGATC



GCTGCACGACGCCATCATGATTGTGCGCAGAGCCATCAAGAACGACTCCATCGTGGCGGG
TGGAGGGGCCATAGAAATGGAGCTGTCAAAGTACCTGCGGGATTACTCCAGGACCATTCC
CGGGAAGCAGCAGCTGCTCATCGGAGCGTACGCCAAAGCCCTGGAGATCATTCCCCGGCA
GCTGTGCGACAACGCCGGCTTCGACGCCACCAACATCCTCAACAAGCTGCGCGCGAAACA
CGCCCAGGGGGGCATGTGGTACGGCGTGGACATCAACAACGAGGACATCGCTGACAACTT
CGCCGCCTTCGTGTGGGAGCCGTCCATCGTACGCATCAACGCCCTGACGGCGGCGTCCGA
GGCCGCCTGTCTCATCCTGTCCGTCGACGAGACCATCAAGAACCCCCGCAGCGGCGCGGA
CGCACCCCCCGGGAGGGGGAGGGGCCGCGGGAGACCCCATGCTCACTAAGGGTCAAAACA
AACCCGGTTTAACGGTGGAATTTCAAGTCTGATTGAAATTCCCACTTTGGTTGTGCAGAC
ATTTGCTTTCTTAAATTCTCTTCACTGTAGCTTCAGTCTGTCAACATTTCAGTGTCTGCA
TCACCTGCCGAGGAGCTGCTGCTCCATCCTTATTTAAAAAACAAACAACAGGAGTTCAGC
TCCGCCCGTGGAGCCGCTCAGTCCCCAAATCTGTTTTTGTATCCGGAGACAAGCTGTTAA
CTATTAAATAAAGCACTGATGAAGCATCAAAAAAAAAA
>CL1Contig55
TGGGGTCTCCTCCAAATGATCCAATGTTTCTGTGGACCCATGCAATGGCAGCCTGCTGGT
CCCATAGCCCATAATTTCCAGGTATATCAGAGTCTCCTGTGCTCAGGAAGCCAAGGGGTC
CCAGACGGTACCCCAGCGTCACTACAATAACATTTCCCCTGGTTGCCAGTTCCTGTCCGT
CATATAAGTAATTATTGAGGAAATTGACACCCATTGCTCCTCCCGTCACAAAGCCACCGC
CGTAGATCCAGACCATGACAGGCAAACCGGTGGACACTGAGGAGCCATGAGGAACCCAGA
TGTTGAGGTACAGACAGTCTTCACTGCCCATGGTGCCCGTCATGGTCAGATCCAGCTGCA
GACATCTCCTCTGGAACTTGGTAGCCTTCAGAACACCGTCCCAGCCGGGGTGGCGTTTGG
GCTTCTCAAACCTTCCAGGAAAATCCGCAAAAGGAATCCCCTTAAAGACGTCCACATAAC
GACTGTTTTCCAGGAGGATGTTTTCTCCCTCCACCAGCCCTCCCTCGGTGCTCACAATCC
CGAGGGAGGTGGCAGAAACCGCCTGCAGGAACACAGCAAACGCAGCCAAAATCCTGAACA
TCATGGTCAAACTACAAAAGCTTGGATCGAGGGATGACTTTCAATAGATCGCAGCGAGGG
AGCTGCTCTGCTACGCACGAAACCCTGACCCAGAATCAGGTCGTCTACAAGTGATTTAGC
ACCAGGTTCTCCACAAACATGCAGTGCGCAATGGGAGAGGGGCGACCGCTTTTGGGCCGC
ACCCCAGCCCCGTCACGAACGGCTCTCCGCACCGGCCGAAGCCGGCTATCCCGGGCCAAC
CGAAGTTCCGCAGCGCTAGGGTATCGTCACGTCTAGGCGGGATTCTGACTTAGAGGCGTT
CAGTCATAATCCCACAGATGGTAGCTTCGCACCATTGGCTCCTCAGCCAAGCACACGCAC
CAAATGTCTGAACCTGCGGTTCCTCTCGTACTGAGCAGGATTACCATTGCAACAACACAT
CATCAGTAGGGTAAAACTAACCTGTCTCACGACGGTCTAAACCCAGCTCACGTTCCCTAT
TAGTGGGTGAACAATCCAACGCTTGGTGAATTCTGCTTCACAATGATAGGAAGAGCCGAC
ATCGAAGGATCAAAAAGCGACGTCGCTATGAACGCTTGGCCGCCACAAGCCAGTTATCCC
TGTGGTAACTTTTCTGACACCTCCTGCTTAAAACCCAAAAAGTCAGAAGGATCGTGAGGC
CCCGCTTTCACGGTCTGTATTCATACTGAAAATCAAGATCAAGCGAGCTTTTGCCCTTCT
ACTCCACGGGAGGTTTCTGTCCTCCCTGAGCTCGCCTTAGGACACCTGCGTTACCGTTTG
ACAGGTGTACCGCCCCAGTCAAACTCCCCACCTGCCACTGTCCCCGGAGCGGGTCACGCC
CGGCCTGGAAGCCGGGCGCTTGACACCAGAAGCGAGAGCCCGCTCGGGGCTCGCCTCCCC
GCCCCACCGGGTAAGTGAAAAAACGATAAGAGTAGTGGTATTTCACCGGCGGCCGCGAGG
GCCTCCCACTTATTCTACACCTCTCATGTCTCTTCACAGTGCCAGACTAGAGTCAAGCTC
AACAGGGTCTTCTTTCCCCGCTGATTCTGCCAAGCCCGTTCCCTTGGCTGTGGTTTCGCT
AGATAGGAGGTAGGGACAGTGGGAATCTCGTTCATCCATTCATGCGCGTCACTAATTAGA
TGACGAGGCATTTGGCTACCTTAAGAGAGTCATAGTTACTCCCGCCGTTTACCCGCGCTT
CATTGAATTTCTTCACTTTGACATTCAGAGCACTGGGCAGAAATCACATCGCGTCAACCC
TCG
>CL1Contig56
ATACTTTGGTGCTCACTATGGAGTCTGTGAGGTGCTTCCTGAGGGTTTCCTTTCTTGCAT
TGCTGGTTTCAGAGTCCTGTGGCTTTCCTGCTAAAGGCTCAAAGGCCATAGATGGCGGCA
GCACAAATGCTGCAGGTTCCTACAGAACAGTGGAGAGGAGCCACTCTGCACCCTTTCGGA
GCTCCTTTGCAGGCGGTGTCTCTCAGCCAGTTTACTCACCAATGCAGGATCTGAACCTTG
TTCAGTTTGTTCCTGCAGCTCCATCAGCTGGTCAAGGCTCTGTCATGCCTGTGGAGGGGT
ATTCTGTAGCTTCCCTGCCTGTCCAGACTGAACTTCCTGCTGCAGTGTTTTACAATGCTC
CTATCTCTCAGCCTGTAGTGGTTTCCCCACAGCCTGGAGGGGCTCAAGCTGGCATGCCAG
AAACTAGGTGGGTAGTTGCTCCCCCAACTTTTTCTGAACAAGCTGAAGCCATGGGACCTG
GGGAATTTCTCCCACCAGCCCCTCAACCTCAGCCTGGCCCTGTCCTCCAGTCTGGAGAGA
CCTCCAATATTGTGAAGGAAGCTGAACTTGGCAACTACCAGCAGCAGACGGAAGAGTTTG
GTTACCCGGCTGAGCCCATGCAGCCTGGAGCTGCTTTCACCAGTGTGCTTGTTCCAGGCC
AAGGACTTGGTGGCTTCTGGGGTTCTCCTTATCCTGGCTTTGACTACAGGCTCCTGTATG
GTCTGTACCCTCCTGGCACCTACACCACCTTCAGCCAGAACCACGAGAAGGGCAAAGACT
ACTACCAATCCATCCACTACTTGAAGGAGCATGTTTCTGAAGACCAAGGTCCACAGCAGC
AGCTTCAGCAGAAGCTCTACAGCTAGTCATGCTATGGTTGAGTTGTGTTTGACTCTA
>CL1Contig57
ATAAAGCCGAAGCGCTTCGTCTCTTTCCACCTTCAGCCATTTTGAGCATGTTAGGAGCTG



TGGGACGCTGCTGCACCGGGGCTCTGCAGGCTCTCAAGCCTGGGGTCCAGCCCCTGAAAG
CCCTCACCGGCTCCCCCGCGGTTCTTTCACGCAGGGACTATGTTGCTCCTGCTGCAGCTG
CTGCCACCGCCAATGGGCGCATCGTGGCGGTCATCGGCGCCGTGGTGGATGTCCAGTTCG
ACGAAGGGCTCCCCCCAATCCTGAATGCTCTGGAGGTTGCAGGCCGCGAGTCCAGGCTCG
TCCTGGAGGTGGCTCAGCATCTTGGCGAGAGCACGGTGCGCACCATTGCCATGGATGGTA
CTGAAGGTCTGGTCCGTGGGCAGAAAGTCCTGGATACCGGAGCCCCCATCAGAATCCCAG
TGGGTCCGGAGACCCTGGGCAGGATCATGAATGTGATTGGCGAGCCCATCGATGAGAGGG
GCCCCATCACCACCAAACAGACGGCACCCATCCACGCTGAGGCCCCCGAGTTCACAGACA
TGAGCGTGGAGCAGGAAATTCTGGTCACTGGCATCAAGGTGGTGGACCTGCTGGCCCCCT
ATGCCAAGGGAGGGAAGATTGGTCTCTTTGGTGGTGCCGGCGTGGGCAAGACTGTGCTGA
TCATGGAGCTGATCAACAACGTGGCCAAGGCTCATGGTGGTTACTCTGTGTTTGCCGGCG
TGGGCGAGCGAACCCGCGAGGGAAACGACTTGTACCACGAGATGATCGAGTCTGGGGTCA
TCAACCTGAAGGACACCACTTCCAAGGTGGCGCTAGTGTACGGCCAGATGAACGAGCCCC
CCGGCGCCCGTGCCAGAGTGGCTCTGACTGGACTCACCGTGGCCGAGTATTTCCGTGACC
AGGAAGGTCAGGATGTGCTGCTCTTCATCGACAACATCTTCCGCTTCACTCAGGCCGGCT
CAGAGGTGTCTGCTCTGCTGGGCCGTATCCCCTCCGCCGTGGGGTACCAGCCCACTCTGG
CCACTGACATGGGTACCATGCAGGAGAGGATCACCACCACCAAGAAGGGTTCCATCACGT
CTGTGCAGGCCATCTACGTGCCCGCTGATGACTTGACTGACCCCGCCCCGGCCACCACCT
TCGCTCACTTGGACGCCACCACTGTATTGTCTCGTGCCATCGCCGAGCTGGGCATCTACC
CCGCCGTCGACCCGCTGGACTCCACCTCCCGTATCATGGACCCCAACATCGTTGGTGCCG
AGCACTACGATGTCGCCCGTGGCGTCCAGAAAATCCTCCAGGACTACAAGTCCCTTCAGG
ACATCATCGCCATCCTGGGAATGGACGAGTTGTCCGAGGAGGACAAGCTGACCGTGGCTC
GCGCCCGAAAGATCCAGCGGTTCCTGTCTCAGCCCTTCCAGGTGGCTGAGGTCTTCACCG
GTCACATGGGCAAGCTGGTGCCCCTCAAAGAAACCATCAAAGGCTTCAAAGCCATCCTAG
CTGGAGAGTACGACCCCCTGCCCGAGCAGGCCTTCTACATGGTGGGGCCCATCGAGGAGG
TGGTGCAGAAAGCAGAGAAGCTGGCCGAAGAGCATTCGTAAACGCGTGACCCAGTTGTGC
TCAGCGGCACCTGTTTGTAAAACATATGTCAAAAATACCAATGTCCTTGTCTGTCATCCT
GAAAACAAAGTTCTATTTAATGTTAGAGGAATAAAACTCTGTCTTTACACAAACAACCCA
ACAGAATATCATCTTATTTGGACCCAATAGCTTCATCAGGAGGATGTATGTACTAACTCT
GTCCACAAGGGGGCAGTCTGGTTTTTGCACTGTGTTGCAGTTGAGTTGAATAAAACTGTG
GACAAAGAANAAAAAAA
>CL1Contig58
CAGGGTTTTCCCAGTCACGACGTTGTAAAACGACGGCCAGTGAGCGCGCGTAATACGACT
CACTATAGGGCGAATTGGGTACCGGGCCCCCCCTCGAGCGGCCGCGGACCGTTTTTTTTT
TTTTTTTTTCTCATTTCAGGTTGTTTTATTGTGGCAGTACAAATACACTTTATTTCAGCT
TTTGGCTCTGTGCCTGTGCCTTCAGCACCTTCACGACAATCTTCTGCTCTTCAATCAGGA
ACGCACGCTTGATCCTGTCACGCACACACTTGGCGCACATGGATCCCCCATAAGCCCTGC
TAACGTGCTTCTTGGTCTTGGAGAGCCTCATCAGAACCTGAGGTCTAACAGCCCGGATCC
CACGCAGTCTTCCTGGGCAGATGCCACACGCTGACTTGGGGGCTTTGCCAACCTTCTTAG
TATACAGGTAGACGATGCGGTTACCAGGTGTTCGGGAGAGTCTGGTTTTGTTAGACGCGG
TGTTGTAGGACAACCTACGGCGGTATGTCAGGCGCTGCACCATCTTGGAGCTGCAAGAAA
ATAATAGTCTACCATTAGCATGCTAGCACCGTTTAACCGTTAGACCGCGTCATGTTCCAT
GTAAATACAAACGCTGATACAAAAACAGCAACTAAATTAATCTTCTGCGACACACTAATG
GCATTTACTATTCTTACAAGAGCAGTTTAACAACATTTAACATTTTTCGTGACTCCATTA
AGGAAAGTTAAAGCGGCCTTATCGTGACTCGGAGTAAGCCTAAAAATGGTATTCCAAACA
AGATAACACTCGAAATTATAGCGATAATATACTCTCTGACGTGTTATAAATCGAGTATTT
TGGTCAAATCGAGCAGATCACCTCTTTAAACAGAGGATTACAGTCGATATAAAATAATTG
TATT
>CL1Contig59
CAACCTTTGGGAGTCGTTTGCATACGCTAAGCTGTAAAAACTAAAGTTTGGTTGTCCTAC
TGTGCAACACTTATTGTTCAAAATGTCTGCTAAAAAGACGCTTAAAAACAGGAAAAGGGG
GGCTTGGGCCCATTGTGAGGAGATAACACTGAGGGAAAAGTAGATACAATAAAAGGCATA
AAGCTATTCAGAAAACAGGATCAACAGAACACACATTGTGGTAAAAAACTGCTATTTAGT
GAGATTTTTTCTTTCATTTCATCATGATAAAACCCCTATTTTTTTATTTTGTAAATTAGA
ATTAAACGCACTTCACCAGTTGCAGAGGGTTGCTGGGTATTTTTACCTAAACAAAACCCC
NGTAAATTCCTCATTTTAGGCAAGACATCTTTCAAATTTTTTAAATTATCAGCAGACTTT
TTTTTTACTTGTTAAAAGCTACATGACTGTAAGAAGTTATCTTTTTTTTTCTAAATGTGC
AACTTGCATCAAGCAAATCCAAACACCTCCTTGCTTTCTTCTTTTTTTTTTTTCTTTGTC
TTTCGGAAAAACTCGAGACAAACTTCAAAATAAATAAAAACAAACAAACCGATGAAGAAA
TGAATCAAACGGACACTGGATACTGGTAACGGAAGGGGACAGTTTCCCGCCTGATCTATG
TACAACCATCACGCCGTGGGATTTCGGGGGGGAAAGCTTGCCGTTAGTTTTTCCTCGGCT
AAAGAGAAACGCGTCGAGAAAAGCGCAAAGAAACGGGGAGAAGGATAAGGCAGCAGAACA
GTATCGTGACATTATCTCCCTTCTACAGATGTCTGCAGGTCGGTTACATTTTTGTTCGAG
TGACGGTGACTAAATTGAGGATACAGATTAGAAACACTAACAGGTCAAAATACTGATTAG



CTGGGATGGGTTTTTTTATTTTTTGGTTGTTTTTTTTAAATTTTTTTAATGAAGGTCTCA
TTCATATTTGAACTGAATCGGACCTTCCATCTACAGCAAACATACTAACATACAATATAA
TACATTCCTATGTTCCTGCTCGTCCTGTACTGGGAGGCAGAGAGGACTGTATTTATTCTA
CGTGAGGGAAATAGCCGTCTATGCTGTACATCCNGGCAAATTCCTCTCANGTCAGTGCAT
CTTACTTTCTGTCACAGTGCCGGATGACAT
>CL1Contig60
AGCTTTGGCTGCCCAGGGTGTGCTTGTCAAACAGGTACTCTGCCATCTTGTTGGTGTGAG
CATCCATGCGGGTGAGGTTGGTGATGTGGTCACCAATCTTCTTGATGGACTCTACCTGTT
CGTTCAGGTAGTGGGTCTCCAGGAAGTCACACAGATGAGGGTCTTTGTGGTCAGAGGCCA
CCTTGTGCAGGTCCAGCAGAGCCTGGTTGACGTTCTTCTCCAGCTGCAGGGCGCACTGCA
TGGCTTCCAGCCCACTGCCCCACTCATCACGCTCTGGTTTCTTGACGTCCTGCAGGAAGA
TGCGTCCTCCTCTCTTGTTCTGGAAGGACAGCAGTTTGTCCGCGTGCTCCTTCTCCTCGT
GGCTGTTCTCCTTGAAGAAATGGGAGAAACCTGGAAGGGCCACATCGTCACGGTCGAAGT
AGAAGGCCATAGAATTGTAGGTGTAAGAAGCAAACAGCTCCATGTTGACCATCCTGTTGA
TGGCGGCCTCACAGTCACGGTGGTAGTTCTGACGCACCTGGGACTCCATTTCAGCTGGTT
GGTTTTCTCGCTTTATTAACAAAAGGCGGTAGAAAAATGAACTTCTTTAGGCAGCGTTCA
AGTAGAGGAGGATTGAAGCAGTTGAAGAAGAAGTTCCGTTCAAACACTGTTGAAGCAAGA
ACTCCTTTCAGCTTTC
>CL1Contig61
CTCCATCTGGTCTTTACCTTCAATACCCCAACTGTGATCCACTGCGGGACCCGTACTGCG
CCTACGCCGCCTCGCTGGCGGCTCCACGTGCTCCCAACTCCCCCGTTCCTGCTGGACCTG
GATCCTGCAACCCTCTCTTTGAGAACAACTGCAACCCCCTGACGGCCACCAGGTTTTCTT
CGCCCCCAGAGGCGTACAGAAGTGAAGAGAGAGAGGAGGCTGCCGCTCAGCGCGCTGCGC
CTCCTGCTGTCGAGCGGAGCGACCCCTATGCCATGTTCAGGGATGCTTATGCTAATGCTA
ACAGAGTTCCAGACCCCTATGCTGGGTACCGTCAGGCTCCGCCCCCAGCTCCAGCCGCTG
ACCCCTATGCTCTGCTGCGCCAGTTCATGGACCAGGCTCAGGAAAGTGACCCCCACGCTC
CGCGCATGGACGCCGCTCCGGAGTCCACTCTGAACGACCCGTTCACCGCCATGCGTGACG
CAGCAGCTGCTATGCATCGTAGAGGCCCCCCCTCCTCCAGGCAACAGCATCCTCCACCGC
ATTTTGAGGAGCCAACCCCAGAAGAGCGCCACCCTCTGGGTCCACCAGGTAAAACCAAGG
AGGGCTATGACTGCTACATTGGGTATGACCGGGAATGCTTCCCTATGCGGCCCAGCGAAC
CTCGCTCTGGGGGCCACCACCGAAACCCCTACCCCACGGAAGCCTACGAGTCCTACCTGA
ATACTGACGGCACCCGCAACGGAGTCCTAGAACCTTCCAACCCTCACTGTGACCCCGAAT
ACGACCCTGACTGCCGTCTGCGACGCTTCGAACCGGAGCAGGGCCGTGCCGAGACCCGAC
CCAAGGAAGACCACCACCAGGGGGGCAGCAGAGGCCGATCAGGAGGAGCAGTACGAGGCA
GAGCCCTACCAGAGCGGCCAGGAAGAGCCTTACATGTCTTACCAGCCCCCCCCACCGGGC
ATGCCCAGCCTTCAGGACATACTAAGGAGCTACGGAGACCGATTCCCGGAGCAGGATGAT
CACAGAGCGTACGCAGACGACTACCGCAAAAAGTGAGCATCCAAACACGCGAGCAGCGGG
ACATGAGTACGCAGAGCTTTGCTGCGTTCTCCTAAGTCGGCCCCTGAGCGCCTCCTGCAG
GGAGCAACTGGTTCTAAATGTGGGACATAGATAAGGGACTTAATGAGCAAGTGCATCCAA
AATGACCTCCTGCTGAAGGAGCCTGATCCGGAACGATGAGCCTTTGCTTTGTGTGTATTT
AGCTGCTGCAGACCTCTGCTGGTTTCCTGCTTTTCTGATTTCCTGTTCAAACCTCCGCTC
ATTCAAACTCGTACCGTCTTCATGATCCTTGGCTTTGCTTTTGCATCTTTTTTCTTGATT
AGGTTTATTGCTTTTTCTCAGTGATGGATGATGTAAAGATTCGTTTTCACTTTGGACGTC
CTGATAATAATAATAAAAAAAACTCCTGAAATGTGAAAAAAAAAA
>CL1Contig62
TTCCACACAGCCAGGACCTGCTCAAGCTGCTCTGCCAGAAACCCAGTGGGCTGTTGCTCC
TCCATCTTTCTCTGAGCAAGCAGCAGCCTGATGCCCAGGCTGTGGGCCTCCAGTGACTTC
CTGCCACCAGTCCCTGCCCCTCCAGCTGGCCCTGTCCTCCAGTCCGGAGAGACTTCCAAT
ATTGTGAAGGAAGCTGAACTTGGCAACTACCAGCAGCAGACGGAAGAGTTTGGTTACCCG
GCTGAGGCGGCGCAGCCTGGAGCTGCTTTCACCAGCGTGCTTGTTCCCGGCCAAGGACTT
GGTGGCTTCTGGGGTTCTCCTTATCCTGGCTTTGACTACAGGCTCCTGTATGGTCTGTAC
CCTCCTGGCACCTACACCACCTTCAGCCAGAACCATGAGAAGGGCAAAGACTACTACCAA
TCCATCCACTACTTGAAGGAGCATGTTTCTGAAGACCAAGGTCCTCAACAGCAGCAGCTT
CAGCAGAAGGTCTTCCATGGTCATCCCCAGAGATCTTGAGGTTCAACTTGCTACTATGTT
GCAGCATATTCAGCTTTCTTGCAGGTCAAGGTTCAAGTGCTTTATCTCAACCCTGAGATC
TTTAAGTGTTTTACCTGCTTATGTGTAATAATAAACTGGTTAATCCACAAAAAACAAA
>CL1Contig63
TGGCTTTGACTACAGGCTCCTGTATGGTCTGTACCCTCCTGGCACCTACACAACCTTCAG
CCAGAACCATGAGAAGGGCAAAGACTACTACCAATCCATCCACTACTTGAAGGAGCATGT
TTCTGAAGACCAAGGTCCTCAACAGCAGCAGCTTCAGCAGAAGGTCTTCCATGGTCATCC
CCAGAGATCTTGAGTGGGTCAACTGGTATGTTGCTCACTGCATTACAATAAACTGATTTT
TATGTTAAAAAAAAAAAAAAAAAA
>CL1Contig64
GCTGCTGCTGCTGGCAGTAATCGGCTCACATGCAGCTCCAAACGCCTCAGAGTGTGACGG



TTTGACCAAAAGGCTGCCGACAAAAGACCTGAACAAGATTTTCAGGAACTGGGTTCTGGT
CTGGTCCGTGTCCGACCATGAAGCAGCTGAAGGTTTGCTGGCAAAAGCCTCCAGCTCCCA
CGTGGAGTTTAAACTCCTTCCAGACAACAAAACTTTCACATACATCGACAGGAGCATATT
CCATCACAACCTTTCTTCTTGCACTACGAGCTTCATCAATATGACCGTACCATCTAATAA
TGAGGCCGAGCTCCAAACCCTGCATGCTGACAACATCCGATTGGAGGAGGACGGACAGCC
TGTGGAGTACAATGACACCGGAGCTGTGGACTTCTATGAGAGCTGCTCTGATTGTTTGCT
GCTGGTCTACAAGTCCTCAAGATTTCGATTCGTGCTCAGCTACAAGGAAGAAGGGTCACA
TCGGGACGTGGAGCAGCACAAAGCCGCCCATGACGACCACAGGAAATTCGCCGAATGTCT
GGGGTTCCCTAAAAAGAAGCCGTACGTCTATGATGGAGTGGCTGACTTCTGTCACAAGAA
ATCTGCTCCAGAAGCAAACCCTGATAACCAGTCTTAGGAGGAACGTTTCAACTTTTATCA
GCAAGAAGCATTTGTAATGAAATTTAAAAAAAGCACAAACGTGTAATGAGTGTTTTGGAT
TCTCAAAATAAAAAGAGCTGCTTCTTTTAAAAAA
>CL1Contig65
AAAAGACCTAAACAAGATTTTCAGTAACTGGGTTCTGGTCTGGGGCGTGTCCGACCGTGA
AGAAGCTATAGATATGTTGCCAAATGTCTCCAGCTCACACGTGCAGTTTAAACTCCTTCC
AGACAACAAAACCTTCTCGTACATCGAGAGGAACATGTTCAATCACAACCTTTCTTCCTG
CACTACTTACTTTATCAAAATGACCGTACCATCTAATATTGAGACCGAGCTCCAAACCCT
GCATGCTGACAACATCCGACTAGAGAAGGGCAGACAGCCTGTGGAGTACAATGACACCGG
AGCTGTGGACTTCTATGAAAGCTGCTCTGATTGTTTGCTGCTGGTCTACAAGTCCTCAAG
ATTTCGATACCTGCTCAGCTACAAGGAAGAAGGGTCACATCGGGACGTTGAGCAGCACAA
AGCCGCCCATGACGACCACAGGAAACTCGCCGAGTGTCTGGGGTTCCCTAAAAAGAAGCC
GTACGTCTATGACAGAGTGGCTGACTTCTGTCACAAGAAATCCGCTCCAGAAGCAAACCC
TGATAACCAGTCTTAGGAGGATTGTTTCAACTTTTATCAGCAAGAATAGTTTGTAATGAA
ATAAAAAAACAAGCAAAAAAAAAA
>CL1Contig66
TGCTGCTGCTGGCAGTGATCGGCTCACATGCAGCTCCAAACGCCTCCGAGTGTGACGGTT
TGACCAAAAGGCTGCCGACAAAAGACCTAAACAGGATTTTCAGGAACTGGGTTCTGGTCT
GGGGCNGTGTCCGACCATGAAGCAGTTGAAGCTTTCTTGCCAAATGTGTCCAGCTCACAC
GTGGAGTTTAAACTCCTTCCAGACAATAAAACCTTCTCGTACATCGAGAGGACCATATTC
CATCACAACCTTTCTTCCTGCACTACGAGCTTCATCAATGTGACCGTACCTTCTAACAAT
GAGACCGAGCTCCAAACCCTGCATGCTGTCAACATCCGAGTGGAGGTGGACGGAAAGCCT
GTGGAGTACAACGACACCGGAGCTGTGGACTTCTATGAGCCCTGCTCTGATTGTTTGCTG
CTGGTCTACAAGTGCTCAAAATTTCGATACCTGCTCAGCTACAAGGAAGAAGGTTCACAT
CGGGACGTTGAGCAGCACAAAGCCGCCCATGACGACCACAGGAAACTCACAGAGTGTCTG
AGGTT
>CL1Contig67
TTGTCTCAAAGATTAAGCCATGCAAGTCTAAGTACACACGGCCGGTACAGTGAAACTGCG
AATGGCTCATTAAATCAGTTATGGTTCCTTTGATCGCTCAAACGTTACTTGGATAACTGT
GGCAATTCTAGAGCTAATACATGCAAACGAGCGCTGACCCTTGCGGGGATGCGTGCATTT
ATCAGACCCAAAACCCATGCGGGGCTGCTCCTCCGGGGGCGCCCCGGCCGCTTTGGTGAC
TCTAGATAACCTGGAGCCGATCGCTGGCCCCCCGTGGCGGCGACGTCTCTTTCGAATGTC
TGCCCTATCAACTTTCGATGTCACAGAATGAGAAAATCGGGATATTCGGCAAATACCTGT
ACGATGCTGTGGGCCAGCGAGTGCGGCTCTTTGAGATGGGCAGCTTTAATAACCAGACGT
TCACCGCAGATGTCCTGCTGCACTTCACAGAGGCTGCCATGTATGAGATCGATGATGCCA
AACAAACATGTAAGAAGAGCCCACTGAAGGCAGATTTCCAACCTCTGAAGATTCCCCAAG
ATGCGTTTCTGCTAAGCCAGACTGTGGTGGGCAGCTCTTCTGTTCCGGGACAAGGACTCC
TGATGAACAACTGGTCTGGAAAGTTACCTGACAAATCAGGAGATTTTCTAAGTAGTGTGA
CTG
>CL1Contig68
TGGCGACGGCTAACCACAGAGAAGGTCAGGACGAGCCGGAGAGCGAGGACGAGGTCTACG
AGGTGGTGGACCTGACCGAGTACGCCCGGAGGCACCAGTGGTGGAGCCGGGTGTTTGGGA
GCAGCTCCGGCCCCATAGCGGAGAAGTACTCCGTGGCGACGCAGCTGATGATGGGAGGGG
TGACCGGATGGTGTGCAGGTTATGTTTTCCAGAGAGTGGGGAAGATCGCCGCCACGGCCA
TCGGTGGAGGCTTCCTCCTTTTGCAGATGGCCAATCACAGTGGCTACGTCCAGGTGGACT
GGAAGAAGGTGGAGAAGGATGTGAACAAAGCAAAAAAGCACCTTAAGAAGAAGGCAAACA
AAGCTGCCCCAGAAATCAACACATTCATAGAGGAGGCCACAGATTTCATAAAGAGGAACA
TCATCGTGTCCAGCGGGTTTGTCGGCGGTTTCTTCCTGGGTCTGGCCTCCTAAAGCGTCT
GCGAACCTCATCCATCAACCGCCGCCCCCACATCTCTTTGATCCATCCCTCCGCGAGGGG
AACGCTGGACAGTAAGCCCCGCCCCCCCCCGCTTCAGGCCGGAGCCGTTTGCAGGCGGGC
GGGAACCTCAGTGCGTCGTCGCTGCTGTAAGTGTTACGCTGGAACCGAACCGGATTCCCT
TTTCAGTCACTTTTGATCAAAGATGTGAATAAGTAAATGAAGGCGGAGCTTCTTCTTCTT
CTGATGGTCACACAGGCGTGTTTTCCTTTTAGCCTTTAGGGGCTAAACGTTAAAAGAGAT
GTGAGAAAACCTCCCAAACCGCTGCACACCCATTATGCTTTTAAACACTACTGGTTGTGA
CTTATCGGTCGTTGTGCGTTTTGTCGTCTTTGTGAGGAACAACAAAACAAGTCATGACTT



TAATTATCCAGACAAGACTGTTCTGGCTTTTTTTCTTCCTTCATGGTGCAATAGTCTGAT
GGATTTCTATTTTATTTCAACATTTATGATGTTTCCGTTTTCTATTTCTTGCGTTTCTAT
TTATATTATTTTGATAACCTGTATTTGTTTGCTTTTTTGTAAATAAAGTTGCTGGAGTTC
ACGACAAAAAAAAAA
>CL1Contig69
GAAAGGTTGACCTCCAAAATGGGCAGAATCATCTTCTACGAGGACAAAAACTTCCAGGGT
CGCTCTTATGAGACCAGCAGCGACTGTGCAGAGCTCACCTCCTACCTGAGCCGCTGCACC
TCCTGCAGGGTGGAAAGCGGCTGCTTCATGGTCTACGAGCGGCCAAACTACATGGGCCAC
CAGATGCTGGTGAGACAAGGGGAGTACCCTGACAACCAGCGGCTCATGGGGATGAGCATG
AGTGACTGCATTCGTTCCTGCCGGATGATCCCCATGCACAGGGGGCAGTTCAGGATGAGG
ATCTATGAGAGGGAGAACTTCGGAGGTCAGATGCACGAGCTGAGTGACGACTGCAACTCC
ATCCAGGAGCATTTTCGCATGTCTGACTGCCAGTCTGCTCACGTGATGGACGGCCACTGG
CTGATGCACGAGCAGCCCCACTACAGAGGCAGGATGATGTACCTGAGGCCCGGGGAGTAC
CGGAGCCTCAGGGACATGGGGGTGGGCTCCACTGACATGAGGATAGGCTCCATCAGACGG
ATCATGGAGTCATGTTAAAACTGAGCTCATTGTAATAAACAAGTGACATACGCTCAGTA
>CL1Contig70
AAACTGGCATCCCTGCCCTTAGACCCCCCTTCACGGTAAGGAAAAACTAAACGGATTCCG
GAAAAAACGAAGAAACCCCCAGGGGTGCCCACATGAAGGAGGGTTCCTCCCCCAGGACGG
ACAGGCGATTTACCAGAACTCTTAGATAAGAATTAATTTATCTAACATTACAACTACACA
TTTAAACTCCAGCAAAAGATCTTCTTCCAGTTGAAGTTGGGGGACGGCTGGGGTGTGAGA
CGAGCCGGAGACAGGAACCACAGCCAGGTGTAGGAGCAGTAGTAGAGGCCAGGAGGGTAG
AGGGAAAGAGGGGAAAGTACATGAATCGCACTGCACCAAACAGAGGCATGGAGAACGAAA
TGATGAATAATAATCATGAATAGAGGTAAGAAGGAGGGTAAAAGTAGATGAGAAAAGAGA
ACAGAACCCCAGTGCACCATAGTTACCCCAACTTCAAAATTACTAGCAGCCTACTAACAA
CTAATTGTTATTGTTACGTTTAATTTAAACATGTTAACAGTAAGGTAAATATTCTCTGAA
CACTAGCTAGTCTGACAATAAGCCTGTCCAAAGAGGAATGTTTTCAGTCTAGCTTTGAAT
GTAGAAACCGAGTCGGCCTCTCTTACATGAGCTGGGAGTTTATTCCATAAGACAGGGGCT
TGGTGGCTAAACGCTCTACCTCCAACCGTACTTTTACTAATTCTAGGAACCACAAGCAGT
CCTGCATTTTGCGAGCGAAGTGTTCTGATTGGTTGGTAAGGGACTATGAGGTCCTTAATA
TAGGACGGGGCCATTCCATGTAAGGCCTTATAGGTTAACAGGAGGATCTTGAACTTAATT
CTAGAATCAACTGGGAGCCAATGGAGCGAAACTAACACAGGAGTGATGTGATCTCTTCTG
CTGGTTCCAGCTAACAATCTAGCACAGAGGTGGGCACTGAGGGCCGCATTCCCGCATGTC
TTCCAGCATACCCTGCTCTGGCGTGTTCTAATTGGCTGGACACACCTGAACCAGGTAATC
AGCCATGAGTAGGGCAAGATTATTGGCTGGACACACCTGAACCAGGTAATCAGCCATGAG
TAGGGCAAGACTATCTGGAAATCATGCAGACACACCGGCCCTCGAGGCCTGGAATTGCCC
ACCCCTGATCTAGCAGCCGCGTTCTGAACAAGCTGGAGACTTCTTAAGGAACTCTTAGGA
CACGCTGCTAACAAGGAGTTACCCTCGTG
>CL1Contig71
TGCCTTTCACTTTATTGGTCAGTTTCAGCAGGAATCCACGATTCGCCGGACCGAGCTGAT
CCTCATTCCGCGGTAGCCCAAGTCCTTGATGCTCCGGTACTCCCCGGGACTCAGGTACAG
CATCCTGCCTGCTGTGGTGGGGCTGCTCGAACATCAGCCAGTGCCCATCAATGATGTGGC
AGGACTGGCAGTCAGAGATTTGGTACCGATCCACGATGCTATCGCAGTCGTCCACCAGTT
CATGGCTCTGACCCTGGAAGTTCTCCCGCTCGAAAATCTTCATCCGGTAAGAGCCTCGGT
GCTGAGGAACTAAGCGGCAGGACTGAACAGAACCGCTGATGCCAAAAGACGTGTGGTCAG
CGTACTCGCCCCTCCTCATGAAGTACTGGTTCCCCATGTAGTTGGGACGGTCGTAGACCA
CGAAGCAACCGCTCTCCACCCTGCAGGAGTGACACCTGCTCAGGTAGGAGGACATGTCGG
AGCAGTCGCTCATGCACTCATAGGAGCGACCCTGGAAGTTCCTGTCTTCGTAGAAGATGA
TCTTGCCCATATTTGCCAGGAGAACTGTTTTTGAACTGAT
>CL1Contig72
GGTGAAATATCTTTATTTTCTTTATGTGATAGGCCTACACTTGTGTTTCATTAACTCTCC
TTTTTATACATAAGATAGTAATAGTACATTATTCACACAAACGTTCCTAAACACGAGTGG
ACATATTTCCAATAGACAGACACCATTCAGAATAGGACAAAGCTGAGTATTTAGTCTGTG
ACAAGTAAAGAGCTGCTCATGATAAAATGGAATGCAATTCAATCTTTAAATCATCCTTTT
AAAAAGCCATAAAAAGTCAAAACAAAAGCATCAGCCGGTGACCGGTGGCTTTTTGTTGTT
GTGTGGTTAGTTTGTTGACTTGTGTTAACACTTGTGTCAGTGAAGATAACGTTGCTGTTA
ACCAAGCCCACTACACAGGAGAAAACAGGCATGTGGAGCCACAGCGGACACGCAACAATA
AATAAAAATAACCATGCGTGTCAGCCTTTGTACTTTGGGGTCAAGCAAACAATGTCGGTC
CAATTTACAAAATAAATAAATGCATGAAACCAAAGGCCAGACACAGGCAACAGCCGCACA
GGAAAAATACTCCACTAACATCTCTGCACTGTTTTTCTTTTCTTTTATTTTTAACAGCAA
GGTTGTTAGTAAGCATTAGCTGGATCTGAGGACATCTACCTACCAGCTCTAATAAACAAC
TAGTGAAGCCAGGAACCAGTCAGCGGGCTTCTTTGATATCTTACAATATTGTGGCTTGAT
TTAGTGCACAACATGGTGAACAAACAAGCAAGGCATCGGTGTTCTTATCCATAGACATCC
TGCATGGTGAGCATGCTTTTCAAAGTGGTGTAATCAACACAAAACAACAATGAAGATGGC
GGTTAAGTCGGTCAGCCTTCAAAGTGAGGCCTGATTAGAAAACCCGAAACACCAGGCGTT



TCTGAACTTTGTTCATTTAGGCGATCAAATAATCGATCACTCCTCAGGTGCATGCATACA
GCTGCTTTAACAAAACTACAAACACTTGCTGTGTTTATTGGTAGTTACTGATATTTTTAA
ATGACATTTGGAGGGGGGTTCTCAATGGAAACAATGGACATCAATTCCCTTGTTAAGCAT
CCTTTTGCAGCACTGCTTTCAAAGCGATCTGACGTTTGGTTTGTCAAGTTTGCCTCATAA
ACCAGTATTTCCTCCTTTTTGATATAAGATGAGTGTTTGGCGGCAGATTGGCAACAGGAT
AGTTCTAAAGTGATGAACGCACTCCGTCTGTATTTCCTCAAAGTGAGACAGGAAATAAGC
CGTCAAAGATCGCTGCAAGCAAATTCTTCTCTTTTAAAAAACAAAAAAATAAAATAAAAA
TCTTAGTCATGTACATAACCCCAAGCAGTTTAACTCTACAACAACAAGAGTAACAGCACT
AAGATCAGAACTGTGCAATAACTCAAGAGCGGTTAGCTATGTTGGTCTGCAATCCTATAT
AAAGTCATGCAACTGGNATGAAAACCTGAACATCTTGGTCTAACTTATTCTTTACCTTAA
ATG
>CL1Contig73
GTGCTTGTCAAACAGGTACTCTGCCATCTTGTTGGTGTGAGCATCCATGCGGGTGAGGTT
GGTGATGTGGTCACCAATCTTCTTGATGGACTCCACCTGTTCGTTCAGGTAGTGAGTCTC
CAGGAAGTCACACAGATGAGGGTCATTGCGGTCAGAGGCCACCTTGTGCAGGTCCAGCAG
AGCCTGGTTGACGTTCTTCTCCAGCTGCAGGGCGCACTGCATGGCTTCCAGCCCACTGCC
CCACTCATCACGCTCTGGTTTCTTGACGTCCTGCAGGAAGATGCGTCCTCCTCTCTTGTT
CTGGAAGGACAGCAGTTTGTCCGCGTGCTCCTTCTCCTCGTGGCTGTTCTCCTTGAAGAA
ATGGGAGAAACCTGGAAGGGCCACATCGTCACGGTCGAAGTAGAAGGCCATAGAATCGTA
GGTGTAAGAAGCAAACAGCTCCATGTTGACCATCTTGTTGATGTCGGCCTCACAGTCGCG
GTGGTAGTTCTGACGCACCTGGGACTCCATTTTAGCTGGTTGGTTTTTTTCGCTTTTATT
GACTAAAGAAAAATAAACTTCTTTAGGCAGCGTTCAAGTAGAGCAGGATTGAAGCAGTTG
AAGGCAGAACGTTGGATAAGAAGCTCCGTTCAAACACTGTTGAAGCAAGAACTCCTTTCA
GCTTCTCCCCGAGTGTGAAC
>CL1Contig74
AACAAAACAGAATCAAACATGCGTGAATGCATTTCTATGCACGTCGGCCAAGCCGGCGCC
CAGATGGGCAATGCATGCTGGGAGCTGTACTGCTTGGAACATGGAATCCAGCCGGATGGT
CGGATGCCCAGTGATAAGACTATTGGAGGAGGAGATGATTCCTTTAACACCTTCTTCAGT
GAAACTGGAGCTGGCAAACATGTTCCCAGAGCCATCTTTGTGGATCTGGAGCCTACAGTA
ATTGATGAGGTCCGTACAGGAACTTATCGGCAGCTCTTCCACCCAGAGCAGCTGATCACC
GGTAAAGAAGATGCAGCCAACAATTACGCCCGTGGTCACTACACCGTGGGGAAGGAGATC
ATCGATCTGGTGCTGGACAGGACTCGCAAACTGGTCAGTTTCAGCCCATGAACATGTGTG
ATGGGCAGCATGTGGTACTTAAACTGAACTTCTCTCTTCAGGCGGATCAGTGCACTGGGC
TGCAGGGCTTCCTGATCTTCCACTCATTTGGAGGAGGAACCGGCTCCGGCTTCACCTCTC
TGCTAATGGAGCGCCTCTCTGTCGACTACGGTAAGAAGTCCAAGCTGGAGTTTGCCGTAT
ATCCAGCTCCTCAGGTCTCCACTGCGGTGGTGGAGCCCTACAACTCCATCCTGACCACCC
ACACCACCCTGGAGCACTCCGACTGCGCCTTCATGGTGGACAACGAGGCCATCTACGACC
TGTGCCGCAGGAACCTGGACATTGAGCGTCCATCTTACACCAACCTGAACCGGCTGATCG
GGCAGATTGTGTCATCCATCACCGCCTCCCTGCGCTTCGACGGCGCCTTAAACGTAGACC
TGACGGAGTTCCAGACCAACCTGGTTCCTTATCCTCGCATCCACTTCCCTTTGGTCACCT
ACGCCCCTGTGATCTCCGCAGAGAAGGCGTATCACGAGCAACTTTCCGTCGCGGAGATCA
CAAACGCCTGTTTTGAGCCGGCCAATCAGATGGTGAAGTGCGATCCTCGCCACGGCAAGT
ATATGGCCTGCTGTCTGCTGTACCGCGGGCGACGTGGTGCCCAAAGAAGTGAATGCCGCC
ATCGCCACCATCAAAACCAAGCGTAGCATTCAGTTTGTGGACTGGTGTCCCACAGGGTTC
AAGGTGGGCATCAACTACCAGCCCCCCACCGTGGTTCCCGGAGGGGACCTAGCCAAGGTG
CAGAGGGCCGTCTGCATGCTCAGCAACACCACCGCCATCGCCGAGGCCTGGGCACGCCTG
GACCACAAGTTTGACCTCATGTATGCCAAGAGGGCCTTCGTGCACTGGTATGTGGGGGAG
GGCATGGAGGAAGGGGAGTTCTCCGAGGCTCGAGAGGACATGGCCGCCCTGGAGAAGGAT
TACGAGGAGGTGGGGACTGACAGCGTTGGAGAGGGGGAGGAAGAGGGGGCGGAACAGTGA
GAAACTCCCCTAAAAGCTTTTGTATGTCATCTAGCTGCAATGTTTATGTACCTGGACACT
AAATTCTATCTGATGAAGGATTCATCTGCTTTCTTTACTGTGAATCTGCTTAAAAAAAAA
CTCAGAAGACCTGCAACCAAATAAAAAGCCCTGAGGCTGTGACTCATTCATCACCTCGTA
GGTTCCTCTGCTGTAAGGCATGCAGGAAGTCATGGTTTCAGTCTTGATGACTACCCGATG
AAACCAAACAATTAATGAAAAACAGTCGTTATAATCGAGAA
>CL1Contig75
CGCGGGTAAACGGCGGGAGTAACTATGACTCTCTTAAGGTAGCCAAATGCCTCGTCATCT
AATTAGTGACGCGCATGAATGGATGAACGAGATTCCCACTGTCCCTACCTCCTATCTAGC
GAAACCACAGCCAAGGGAACGGGCTTGGCAGAATCAGCGGGGAAAGAAGACCCTGTTGAG
CTTGACTCTAGTCTGGCACTGTGAAGAGACATGAGAGGTGTAGAATAAGTGGGAGGCCGT
CGCGGCCGCCGGTGAAATACCACTACTCTTATCGTTTTTTCACTTACCAGCCCCCCCCAC
CGGGCATGCCCAGCCTTCAGGACATACTAAGGAGCTACGGAGACCGATTCCCGGAGCAGG
ATGATCACAGAGCGTACGCAGACGACTACCGCAAAAAGTGAGCATCCAAACAC
>CL1Contig76
TTTTTCCATCATCATCAGCAGGATCTTTATTGGGAATGTTACAGTCAAGTCTATCAGGTA



AACTACACGGACATTAAAGGACCATCCAGGTCTTCAGCTTTTCCAGACGATGTGTCCGTC
TCCTCCTAACTTCACAGAACCACTGGACACCAGTCTCCAAGGCAGCAGGAAAGGCTCTAT
GCTCCGCCTCCCCCTCGTGCCGAATCGGCACGAGGGTAAAACCAACGACTAAATCANAGA
CNTGGTAAAGGACCTGGACCCTGAGACGGCCATGGTTCTGATCAACTATGTGTACTTCAG
AGGACAGTGGGAAAAACCATTTGATGCAGATTTAACAACCAAGGCGGATTTCTATGTANA
CGAGAACACCAAAGTTGAGGTGGACATGATGAAAAAAACAGGCCGTTTTGACCATTACGA
CNACNATGAAAACCACACTACCGTCGTTGTCCTGCCCTACAAGGGAAACACNGTCCNTGA
TGATTCTTCTACCCNATGAGGGTAAGATGAAACAGATGGAGGACTTTATTGACAAGGACA
AGATCTGGCACTGGCACAACTCACTCTTCAAGAATAACGTGAACTTCTACATGCCAAAGT
TCTCCATCTCTGTTCCCACATCTTTGGATGACACTCTAAAAGAAATGGGAGTGACAAATG
CTTTTGGTGACNAGGCGGATTTCTCTGGCATGTCCAGTGAAGTCATGCTCAAGCTCTCAA
GGGCATCCCACCAGGCTGTGCTGAGTGTGGATGAAACTGGAA
>CL1Contig77
TTTTTTTCCAGATCTGTTTTTATTAGGTCAACCAAACTTAAGCATCCAAGTTCTAAATGA
GGCTGAATGTGCTCATGATGGCCACCATGTTGATGAGCCTCAAGATCTCTGGGGATGACC
ATGGAAGACCTTCTGCTGAAGCTGCTGCTGTTGAGGACCTTGGTCTTCAGAAACATGCTC
CTTCAAGTAGTGGATGGATTGGTAGTAGTCTTTGCCCTTCTCATGGTTCTGGCTGAAGGT
GGTGTAGGTGCCAGGAGGGTACAGACCATACAGGAGCCTGTAGTCAAAGCCAGGATAAGG
AGAACCCCAGAAGCCACCAAGTCCTTGGCCTGGAACAAGCACGCTGGTGAAAGCAGCTCC
AGGCTGCGCCGCCTCAGCCGGGTAACCAAACTCTTCCGTCTGCTGCTGGTAGTTGCCAAG
TTCAGCTTCCTTCACAATATTGGAAGTCTCTCCAGACTGGAGGACAGGGCCAGCTGGAGG
GGCAGGGACTGGTGGCAGGAAGTCACTGGAGCCCACAGCCTGGGCATCAGCTGCTGCTTG
CTCAGAGAAAGATGGAGGAGCAACAGCCCACTGGGTTTCTGGCAGAGCAGCTTGAGCAGG
TCCTGGCTGTGTGGAACCAGCTCCTTCATGCAGCACAAACACAGGGGAAGCAGAGCCAAC
CATTGCTGGGCCCGTCTGAACAAACTGGGAGAAACCAGGAGCCTGCACAGGGACCTGAAC
TGCCTCAGAGACTCCTGCTGCAGGAACACCGGAAAACACAGGAACAGTAGATCCTGTCTG
AACAGCCACAGGGTATCCTGCTACAGCAGAGCTCAAGCTGCTGCCTGATGGAACCATGGG
AACAAACTGAGGGACACCAGGATTCTGCACAAACACTGGAACTGGCTGAGAGACGCCGCT
TGAATGAGAGCTGTAATGCACAGGAGCAGAGCGGCTCATCTGAGCTCCTCTGTGGGAAGC
AAAGTTAGTTGCTGCTTTTTGGTCACCACTGCTCTGATCTGTGGATTTGGAGCCTTTGGC
AGGAAAACCACATGATGGAACAACCAGCAGAACAAAAAGGGAGAACCCCAGGAAAACCCT
TGCTGTCTCCATCATGAAGGCCACAGTTATCCAAGTAACGTTTGAGCGATCAAAGGAACC
ATAACTGATTTAATGAGCCATTCGCAGTTTCACTGTACCGGCCGTGTGTACTTAGACTTG
CATGGCTTAATCTTTGA
>CL1Contig78
AAAGGCTCAAAGGCCATAGATGGCGGCAGCACAAATGCTGCAGGTTCCTACAGAACAGTG
GAGAGGAGCCACTCTGCACCCTTTCGGAGCTCCTTTGCAGGCGGTGTCTCTCAGCCAGTT
TACTCACCAATGCAGGATCTGAACTTCCTGCTGCAGTGTTTTACAATGCTCCTATCTCTC
AGCCTGTAGTGGTTTCCCCACAGCCTGGAGGGGCTCAAGCTGGCATGCCAGAAACTAGGT
GGGTAGTTGCTCCCCCAACTTTTTCTGAACAAGCTGAAGCCATGGGACCTGGGGAATTTC
TCCCACCAGCCCCTCAACCTCAGCCTGGCCCTGTCCTCCAGTCTGGAGAGACCTCCAATA
TTGTGAAGGAAGCTGAACTTGGCAACTACCAGCAGCAGACGGAAGAGTTTGGTTACCCGG
CTGAGCCAACGCAGCCTGGAGCTGCTTTCACCAGCGTGCTTGTTCCAGGCCAAGGACTTG
GTGGCTTCTGGGGTTCTCCTTATCCTGGCTTTGACTACAGGCTCCTGTATGGTCTGTACC
CTCCTGGCACCTACACCACCTTCAGCCAGAACCATGAGAAGGGCAAAGACTACTACCAAT
CCATCCACTACTTGAAGGAGCATGTTTCTGAAGACCAAGGTCCTCAACAGCAGCAGCTTC
AGCAGAAGGTCTTCCATGGTCATCCCCAGAGATCTTAAGTCGGCCAATTGGAATGACTGC
TGAAATTGCACAAATAAAAATTATTGAGACAATTCCAAAAA
>CL1Contig79
TCTTGTCGGACGGTGAAGGTTACCTGCTTCAACAGTGCTTGAACGGCAACCTTTTAACTG
TCTTTGAACATCGCAGGTCGGGAACAACCATCGCTGCCATTTTCGTTTGAAGAACATCCA
GACAGCAGCCTAGCTAAATCATCTTTCAGCGCGCTTAGCTCGGAGGCTAGCCGTTTGTTT
TGCTAACGACACACCAGCTTTGACCTCCTTACGAAGACAACCCGCCGAAACTCAGAATCC
CAATTTACTTTGAAAACACCACGAAATATACCTGTTTAAACTCCAATTTTTAAAAAACCA
TGAGTTCCCAGGTCAGACACAACTTCCACCAGGACTGCGAGGCTGCAATCAACAGGCAGA
TCAATCTGGAGCTGTATGCCTCCTATGTCTACCTGTCCATGGGGTACTACTTTGACCGTG
ATGACCAGGCGTTGCATAATTTTGCCAAGTTCTTCCGCAAGCAGTCTCACGAGGAGCATG
AGCACGCTGAGAAGTTGATGAAACTACAGAACCAGAGAGGGGGAAGGATCTTTCTTCAGG
ACATCAAGAAGCCAGACAGAGATGAGT
>CL1Contig80
AGTCACGACGTTGTAAAACGACGGCCAGTGAGCGCGCGTAATACGACTCACTATAGGGCG
AATTGGGTACCGGGCCCCCCCTCGAGTTTTTTTTTTTTTTTTTTTCTATGTGAAAAGGTT
TATTTTTCAGTTTGAAACCCAGACTTCACTCACAGCCAGCACTCATACCCACAACACCAA
GCACATGTTCTGTCAAAAAGATTCCCAGAGGAGGAAAATGAATCCATGTGACTTTATAAA



GTTCCATTTTCCCATGGAAAGTGGGACTAATCCACTTTCTTTGGCTTGTGATTCATCCAC
ACAACAGCTGCTGTGAAAGCCCCTATCATGAGGAGCAAAACCACTGCTGCAATGCCCGGC
AGGATGACAGAGTACTCACGAGGAAGGAAGTACTGCTGCAGCATGTGGTCACCGTCCATG
AACGGCAGAACCACGACCCACACAGAGTAGTACGAAAACAGAGCCAGGCTGAACAGAACC
AGACCCATGCCGACAGCCTGATCCACTCCAGTGGCCATTGTTGACAGGCGGTAGAACCAC
CCTCGTGCCGAAT
>CL1Contig81
CCCAGTCACGACGTTGTAAAACGACGGCCAGTGAGCGCGCGTAATACGACTCACTATAGG
GCGAATTGGGTACCGGGCCCCCCCTCGAGTTTTTTTTTTTTTTTTTTATCCGGTAAAAAT
AAAGAATAAGTCTGTGCAGATTTCTGAGTAGATCCCATTGTTTGAAGAGATTACTCAGAT
TAAAACTACATGTAGATTATTTGGAGGAGTAACTAGCAGATGTGGATAATAGACGTTGGT
TTTTGACTGTGTTTAGGAGCCAGATTCATGGTCCATAGGGGGAGTTTTCATCGTAGTGGT
GCTGGCGGCCGTGGTCGCTGGCGCGGGCTTGGTCCATCCAGTAGGACAGGTCAGCCTCCA
GCCTCTGCTCATCATATCCCAGCTGCATGAACTGCATGATCCACTGCTGGACGTCAGGTC
TGCTTCGATCCCAGATGTTCCTCTTGGATCTGCTCAGCTTCAGAAGGAATTCTTTGGCCT
TGGAAGAAGGAACGGCAATCGTAGACTCGGATGGGGATTTTCCAGTTTCTGCCACTGTAA
GAAGTGTTAGCATTGCCACGACAACCAGGAACGTCACCCTCACGCCGAGTTGCTGCGATG
CCATGTTGGACCCACTCTTGAGTTTTTCTAATGCTCCTGAAAAGCAACAACTGTGCAGAA
GCTGTTCAGCGACCAAAGAGATCAGTGGGCTGAAACCCAGACTTTCCAAGTGGAAACTGG
CCTGTGGCACTGGAATGCC
>CL1Contig82
ATGTGCTGCAAGGCGATTAAGTTGGGTAACGCCAGGGTTTTCCCAGTCACGACGTTGTAA
AACGACGGCCAGTGAGCGCGCGTAATACGACTCACTATAGGGCGAATTGGGTACCGGGCC
CCCCCTCGAGTTTTTTTTTTTTTTTTTTTTTTCTGTCAAACAGTTTTATTGTAGTGGGTT
TTGCTTTTTTGGTGAAAAATAAACAACTTTATTTCATCCTTAAGGAATGTCTTTACTAAT
GTTAGTTTTACAGACATTTTTAATACACTTAGCAATTCAGTGCAGTTATAAATAAGTTTC
CTGCTCTATGAATCTACAAAAAAGATGAAAAAAGGGGTTTCGTTAAAAAAGTCAGAAGTC
TATCAAGACCAACGTGACACAGGATTAAGCTGAGGCCTCAGTCCATGATGTTCACGACGT
AAGAGCTTAAAAACAATTCAAGAGCGTGCTCACGGGGTCACAGAAGTTAAATCTCACAGG
TCCATTCTGTTGGGGAGAACTGAAGTTCTGAAAAGTTCTTCTGCAGTCCTGAACGCCAAC
AGCCTTCTAGAAAGCAGAGTTAAAGCCGTGCTATTCGCAGCAGTCCTTCGCGTGGTTTTG
GTGCGTCCAGTAGGAATCGCTGCTGCATCTCCATCTTTACTTCACTAAACCAGAGTCTTC
TGCGGTCGGCGTCAGTCCCCGCTGTTTCTTAGTAGCTGCTCTCGTGACCGGTCAGTATGT
ACAGATTGCTTAAGGCTGAAGGGTCGTCGGTGGGCGTACTCTGAAGAATGATGTCTCTGT
TTGTTCCCAAAACTCGAAATATTCGACTTTCATCTGTAATTTCTTGCGTCACCTCGTTTG
AATGAAAACTCCTCCCCTTTAGGCCGTGCTTCCAGAAAGCCAGGACACTATCCTGTAAGC
AGACTAGAGTTTCGATGGGGAAGTCAAAGATCATCTCAGCCGTAAACTCTTTTGATGGAA
GCCCTTGCTGGTTCACAATTCTTACACTTTTCTCAACTGCAATGAGGACAGTGTCTCGAT
CCAGTTGGGTCACTTGAACGGCTCGAAGTCCTCCACTGTCTGGTGCTGATGTGGGTGTAC
TGTTTAGCTCTATGATATCAAACAGGAGCTGTTGGCTAGCCTGGGGTGTCTCCGTGCCAC
ACTCTCTCACCCCCACACAAAGTTGGGGGAACTCATCTGTAGCCACCACCAGCAGCTCAA
ACACCGGCAGAGGCTCTGGCAACCGGATGGGTATGTGCTTTAGCAGCAGGAACTTCTGGA
GAGGCTCGTACCACAACAACCCTCGTGCCGA
>CL1Contig83
AGTGAGCGCGCGTAATACGACTCACTATAGGGCGAATTGGGTACCGGGCCCCCCCTCGAG
TTTTTTTTTTTTTTTTTTTCCGTTAATACCTTTATTTCAGTTTGTGAAGGTTGTACAGTA
GATGAAGGTACAACAATTTTCACGGCTGCTCTTCTAACATCAATTACAACACTCATTAGT
TCAAATGGAATATATGGCTTCCAAATATCTACAGTGAATAGAACAGACGGGTTTAAAACA
TCAAACGTTTCAGTTCTCTGCGGCTTCACACACGTCTACAGAAGCAACAGATCCACCTCT
TGGTCCGTAGTCGTTTATTGACGCAAATCAGAGAAAAGAAAAAAACAAAACAAAAAAAAG
GAGTTTATTGTAAAAAGAAAAACGATTAGAAAATTCCTTTTCCTGAAAAAAAAACTCAAA
ACCCAAATGTCAGTGATTGCAGCATCTGAATAAAGTGAAACCTTTACCAGGTAACAGGTT
ACCAAACTAAACCACACAGCGCTTGTTAAGGCAAAATAACGTTTTACTACAGGAAGTCCG
CAGTGGCTCCGGGTTACATCTCATGCTAAATAAAATACTCTCCACCACTTCCTGCTGGAC
TGGCAGTGTTGAACTACGACAGAGCAATTAATATTCTTACAAAAGTTTCGTAATCTCTCC
GAGGACTTTTCCAGGCAGGAAATGAGCGACGCTAAAAAGCAACGGCGGAGATAGTTCAGG
ATCCACCACAATAAAAGCATCACAAACTAAGCACTCCTCAAACCCGAATCTTAATGATTT
TTACACGTGACATGGCGTTTCGATTCATGCAATATTTGCCAAACAGCCTGAAGCAGAAAG
TCACATTATTTTCACAATGTGGTTAAAATAATAAAAACTAAAAAAAGGATTCTCCAACAT
GAACATCCAACCTCCGGGTACTCGCATTAACATGAGCAGCGAGCACATGTTAATGCCACA
GAAGGCGACTCCTTGCTGTGACTGCAGCTCCGTCTTCTTAGTTGGAGTTTCTTTGCCGCA
CGTTCTTGTCTTTGTGGTTGGCATTGGAATTGCTTTTCAGGGGAGCAGCTCCTGAGTCAT
CGTCATCATTAACCTCATCGGGCTTTCTCCTTTTCTCATAAATGAAGATGATGGTCACGA
GGATGATGACCTCAGCAACAATCCCGAGGAAGGGCCACAGAGCAGCCAGGCGACTGCGCA



CACGCAGGTAGATTTTGTCCGTGTTCGTGCCGACTTCATTGGTTCCAGCACAGATGTAGT
TTCCAATGTCCGTCTCGATGTTCAGATCATTGATGGTCAGCACCGTCTTGTTGGGGGTGC
TCTTTATCTCGTATCTGTCACTGGTGCCGTTGCTAATCAACGTCTGCTCGCCATCCTCTT
GTTTGAACCAGACCCAATCAGTGGGCAGCGGGTAACCATGACCCACACAGGTCATCACCC
CCTTGTCATTCTCACTGCCGTGTTCCGAGTGTTTGTAGGCAGACACATGTGGGGCATTTT
TGACCTCAATCACATCTTTCACCTGAGGTTCAGTCTCGAACACACATTCATACATTCCAG
TCTGAGCATGAGAGATCTTGTCCAAACGATGAACTGCATAATTAGTAGCAGAAGCAGACT
TTGAACCATCAATGAGTTTGCCGTTGTGCGTCCAGAAGGATCCAGAACTTTGGAGGCTAG
TGCTGGTCAAGTTGCAGCTGAGACTGGCAGAAGTCTGGTTGACCACATCAGGAGATTTCA
AGATACGTGGCTCTGTGGCGGCGTTAGCGCGACAACAGCCCAGAAGGAGGGCGGTGACGG
CCCACAAGAACTTCATGGTCTACTGCGGAAACTCTAGTCCGACCAAAGAATCGAGACGGT
CGGTCAGCTCAGCCTCCTTCCACAGTGAGTCTAACGTCCAACGGGCAGAGCCAGCAGACC
ACTCCACTCCGCAGACTTCGTCCTCTCCTATGAC
>CL1Contig84
TTAGAGGAAAGACACTTTAGCAGCTTCAGGTACGTCATAGTTATTACAGATTCAATCATC
TTTTTAAATTGAATATATAATATTCAATTAATTCTTGCAACTAACTCATGATATCAGCGT
GCAGTCTGAGAAATTGTATTTTTTTTTACAAATATCACCATGTTTTGAGTTATTTTAAAA
TCATTTTTTATTTACTTTTAAATAAATAAACGTCCTTTTTCTTTCAATGTTCTAAGATTG
AGCAACAAGTAAAATAAGTGGTTGAAATGACTCATTTCTGCACGAGCTGAAGCCATTTCT
ACACAGATTGTTTCTTCTTTTTCTTTGTTAGTTTAAAAAGTTCACTTTATATCTAACTTC
AGAAGTACCTCCACTGGGTTTACGGCTCACACGATGCTATGCAGAAATCCTGCAGCTGGC
CTTCTTCCTTTACGGCTTCAATGAAGTCCCCGCCGTCACACCTGAACCCGGACATGTCTG
CGTGCTCTGGGGCGAGGCGGAGAACCTTTTATTTGCCTCTCCTAAGTGAGCGGCGGCCTC
ATCCCTGTGTGGCCCACCAAGCCATAAAACACCCCCCAACGCATGAAAATAGAATCGATC
CATCTTTATTGCCATCCTCTTCTTCATTGCACATCTGTTGCCTTTCAATGTGTACAACTA
ATCGCACAACTGCTATTTGTTTTTAGGTGTGTTGCCATTGTCTGGGATGTTTCGGGCGTC
CCGTCTGTATGCGAGGTCTATGCGGGTGGATGGATTTTGCACTGTGCTGCTCAGTCATGC
TAGCTAAGTCATAAATGGGAAGTTTTCCAGATGTTTAGCGCTGCTTTTTAAATGATCTAA
AATTGTACAATCTTTTTTTTGTTTTCTTCAATAAAGCACAAATTATCAAANAAAAAAAAA
AAAANAAAAAAAAAAAAC
>CL1Contig85
CGATTAAGTTGGGTAACGCCAGGGTTTTCCCAGTCACGACGTTGTAAAACGACGGCCAGT
GAGCGCGCGTAATACGACTCACTATAGGGCGAATTGGGTACCGGGCCCCCCCTCGAGTTT
TTTTTTTTTTTTTTTAGCCAAAACAACATTTATTAAGAGAGAGCGGGTTGGAAGGTGGAG
CTACAGCAGCAACCCTTCTGCCGTCCGGTCCGCCTCCATGGTGGGGGGTGGGACGCGCTG
ACGTCGACCGGTCCAGCCCCTCCTCTCCCGTTCAGAGCCGCTAATGCTGCTTCCTCCTGA
ACGAGCAACCCTCTGTGAGACGGGCTTTGCCTCCGGTGGGCTGACACAGGACCGTTGAAC
ATCCCACACACAGAACCACCGTCTGAGCGTGACTGAACACCGTGGTGATCTTGTAGCATC
CTGGACATTTCACATCCATGAAGTAAGAGTTGGGACTCTGGACCAGGCGCTTCTTCTTGT
GCCTCCTCTTCTCCTCCTCAGGGGACGGGTGCAACAAGTCTTTTGCAAGTGGCATGTTGG
CGAGGAACAAGAAGCTTCTGGCTGACCAAGCTGAGGCTCGTCGTACAAAGACAAAGGAGG
CTCGTAAGCGTAGAGAAGAGCGTCTTTTGGCCAAGAAAGAAGAAATCATCAAGAACTTGT
CAAAGGAAGAGGAGACTACAAAGAAATAAATCTGAAGTTAAAATTCTCAAGTTTGGCATT
TTGTTGTTAATAAAAAATTATT
>CL1Contig86
CAGGGTTTTCCCAGTCACGACGTTGTAAAACGACGGCCAGTGAGCGCGCGTAATACGACT
CACTATAGGGCGAATTGGGTACCGGGCCCCCCCTCGAGTTTTTTTTTTTTTTTTTTACGT
GAGAATCAAATCATGTTTATTGGCAGAAAATACAGAAGATTTTTAGACTGTGTGGAGACA
ATGAGGAGAATCAGTGGCCTCCTTTCTTAGGAGGAAAAACAGCGTACTCTATTGCCAGAG
CGACAGTAAAAGCAGCAAAGCCCCATTTGAACCCTCTCAGCAGAACATCAGAAAAGGTCA
CAGCCCTAGCAAAACCGCCCGAGTATCTCCACGCCTCGTTGCGTGCCCATGGGTCCTTCA
GGCCTCTAGCAGCCAGCCTCTGTTGGGTGAACTCCAGCGGTGTTCCTTTTGTTTCCCACT
GTCTCCAGTCTGGCATGGACAGCTTGCTGTGGCCGTGGTCTCCTCCCATATTGGACACCC
GAGAGGTTTGTTGTGACCTCTGTATCACTGCGACAATTCCAGCTGATTTGCAGCAAAAGT
ACCCCCGGCCATAATGCCGGGTTTAAACGCGCGCTCCCA
>CL1Contig87
GCCAGTTTGAATGTTTATTTCGTTTCATAAAGACTTAAGCCCATGAGACCTCTCAATCAA
TGGTTTACATATGCTTTCCTTTAAGCTTCTGATAGCACAGAGGGTTTCCGTTACGACTGA
AGAGATCTTGTTGGTATGAGATGAAGCAACACTGTGGGCTTATTGTCGGGAAACACTCAG
GACTGTCCGGATGCATCCTCCACGCTTCATCAGCTCAATGGCTTCATTGACTTGAGTCAA
AGTCATGTTGTGAGTGATGAACTCATCCAGCTTCACCTTCCTCTCCATGTAAGCTTTGAC
CATCTGTGGGACGCCATCCTTGCTCTTAAACCCTCCAAAGAGTGTTCCCTTCCAGGTCCG
TCCAGCAATGAGCTGAATGGGTCGAGCAGAAAAGTCGTGTTTGTCTGTCCAGCCAACGAC
CACGCTGACACCCCATCCTTTCATACAAGACTCTAAGGCACTGCGCATGACGTCCACATT



ACCAACACATTCCAGAGAGTAGTCAACGCCCCCGTTGGTCATCTCAGCTAGGACTTTGCT
GATTGGTTTATTGTAATCCTTGGGGTTGACAAAATCAGTGGCGCCGAACACTCTGGCCTT
CTCCGCTTTCTCTGGATTGGTGTCAACGGCGAAGATCCTTTTTGCTCCAGCAAACTTGCA
GCCCATGACGGCTGCCAAGCCCACAGCTCCCAGACCAAAGACTGCACACGTGGAGCCCGG
CTCAACCTTGGCAGTGTTAACCGCAGCTCCAAATCCAGTGCAGACACCACAGCCAAGGAG
GCAGACTTTATCCAGAGGAGCAGCCGGGTCAATCTTGGCCACAGCAATCTGGTTCATCAC
GGTGTACTCAGAGAAGGTGCTGGTTCCCATAAACTGCAACACCTTCTTCCCCTTACAGGT
AAACCTGGAGTCAGCCAACGCCATGACATCATAGTGATCAGCAGCCCATCCTTTTTCACA
CTGGTTGGTTTTAGGACTCTTGCAGAAGCGACATTCCCGACACTGAGAGATAAACAGGGG
GATAACCCTGTCTCCTGGTTGAAATTCGGAAACTCCGGGACCAACACTTTCCACTATTCC
AGCTCCCTCATGGCCAAGGACCGCTGGGAAGCCATCTTTGTGCATCCCTTCAAACAGATG
GTAGAGGTCTGTGTGGCACACCCCGGTAGCCACAATCTTGATGCGAACCTCGTTGGCTTG
AGGTGGAGCCACTTCAATGTCCTCGATCACCAGGGGCTTGTTGGGCTCCCAGGCTACGGC
TGCCTTGCACTTGATGACCTTACCAGCTGTGGCCATGTCTGCTGCAAAGTTGGAAGTCAA
AAAAATTAAAGGAGAGGTGCTGAGGAGCAAAAGAACTGCAGAGCAGAGCGAGCCATAGGC
CAACAAGGCCGACTCGATGCTGCGGCTGAAGACGGCCGACTCGATGCTGCGGCTGAAGAC
GGCCGACTCGATGCTGCGGCTGAAAGACGGCCGACTCGATGCTGCGGCTGAAGACGGCCC
TATGTGG
>CL1Contig88
ACTGTAAAGGAGAATTAGACAGTTTTATTTAGAGGTCTGCATTCTGACAGGAACAGTCTA
GTAAAAGGAGTCCATGATGCGCCTCATGCTCATGAACCTCATGCCGCTGAAGCCCATGTC
CCTGAAGCTGCGGTACTCCCCGGGCCTCATGTAAATCATCCTGCCTCTGTAGTGGGGCTG
CTCGTACATCAGCCAGTGGCCGTCCATCACGTTGCAGGACATGCAGTTGTTCATGCGGTA
TCGGTCCATGATGTTGTCGCAGTCGTCCATCATCTCGTACATCTGACCTCCGAAGTTCTC
CCTCTCATAGATCCTCATCCTGAACTGACCCTTGTGCATGGGGATCATTCTGCAGGACCT
GATGCAGTCACTCATGCCCATACGCTGGTAGTCAGAGTATTCCCCTCTCCTGACGAAGAA
CTGGTTCCCCATGTAGTTGGCTCGGTCATAAACCATGAAGCAGCCGCTCTCCACCCGGCA
GGAGTGACACCTGGTCAGGTAGGAGGTCATGTCAGCGCAGTCGCTGCTGGTCTCATAGGA
ACGACCCTGGAAGTTCCTGTCCTCGTAGAAGATGATCTTGCCCATGGTCATGGCTACAGT
TCCAAC
>CL1Contig89
CCAAACCGTATGGAGACGGGATAATTCGCGGGGTCTTTGAGGTACTCGAGGGTGTCCTTC
CCGTCCGCGGTGTTCTTCCCGATCACATCCACGCCATTGATGGACAGGAGCGCATGTCCC
ACTGCGCCGCCAAACCACCACTTCAGTTTCAAACAGCTCAGTAAAAGACCCGTTATCAAT
CAAACGTTTAACAGGCTAAAAGTTATGTAATGCACTTGATTGTTTTGCGCATTCAGAGAG
TTCAGATGTGTGTCGCTTTTGGTGAGGAGGCTAGCTGACGACAAGCTAACTCAGTATTAA
CTGTACCTTTAATTCCGTCCCGCTGTCCAAACGATACGATGACCTTTTCGTCGTGGTGCT
TGAGGACCAAATCTAACGGATAGCTAAAGGTCTTCTCCACTTCACTGCCGTGGGACGTAG
TTGTCATATTGAAACAGGTTGTCCAAAGGACTGTTGCAAGGGCTCAACTTCCTTTCGATC
CGACATCTTGACGAGGAAACATGCCTCCTAAGCAGGATAAGAAGAAGGATGCTGGGAAGT
CCAAAAAGGACAAGGACCCAGTCAACAAGTCTGGAGGCAAAGCCAAGAAGAAGAAGTGGT
CCAAGGGAAAGGTGAGGGACAAGCTGAACAACTTGGTCCTCTTTGACAAAGCAACCTATG
ACAAGTTGTACAAAGAAGTCCCCAACTACAAGCTCATCACCCCCGCGGTTGTATCAGAAA
GACTGAAGATCCGTGGCTCTCTGGCCAGGAATGCTCTCCAGGAGCTGCTGTCTAAAGGCA
TGATCAAGCTGGTCTCCAAACACAGAGCACAGCTGATCTACACGCGTAACACCAAGGGTG
GAGATGAGGAAACAGCAGAAAAGGCATAATCGGGGTCTCCTGTTTCTTTCCTGTGACCTG
TTTGTAATGAAAGGTGTAATAAAAATCTAAAAACAGAAAAAAAAAAAAAAAAAAAAGGNN
NAAAAAAAAAAAAAAAA
>CL1Contig90
TCTGTGTAGCGGCGCCTCCTCGGCCGCTCGGGGCTGCTAGGACCGCGGGNAAAAGAAGCT
TTTACTTACAGTTCCTGACGCCTTCATGGTTTCGCGCTGACGGCGGCGGAGAAAGAGAAG
GCAGCGGAGCGACGACTGCGCATGTAAGCAATTACCGCTTCTTCCTCGTGTGTAAAGATG
ACGAAACTGCGCTGCAACGACCCCCTCAGGCCACACCCCGAAACACAACCCCCCAAATGA
TGAGTTTTTACAGCAAAAGAACATGATCAGGGTCGTTTCTGGCTTCGTGGGGACCCTGTG
CAGCGTGCTGTTTGGGGGCCCCCAGTTTAAAAAACTGTAATGAAGAGATTCCTCTTCTCG
GTTAAACAATTTAAGAGTTAACTTTCTTAATGAGGAATTTTGGAGGGATTTTAATCCTGA
GATCGTTTTTAAACTAAACATAAAAAGGCTTGACCTAATGTTAGACATGTCTTCTTTTGA
AAAGGTTTGGGACCAAATTTTCCTTCTGACAGGTAACAGGA
>CL1Contig91
AACTCTTAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGA
ACTAATGTGAATTGCAGGACACATTGATCATCGACACTTCGAACGCACCTTGCGGCCCCG
GGTTCCTCCCGGGGCTACGCCTGTCTGAGGGTCGTTAAAAACTTCATCCAGATCTAACAG
AAACGAGCCTGACGCATCTCTCTAACCCGGTATTTTCTCTAAGAAGCACCGTGAACAGGG
ACGGAACGCGGCAATCATGTGCGGGATCTTTGCTTACCTAAACCACCAAGTGCCACGAAC



CAGAAAGGAGATATTTGAGACGCTGGTGAAGGGACTGCAGAGACTGGAGTACAGAGGGTA
CGATTCAGCAGGAGTGGCTGTGGATGGTCCAAATAAGACAAGCACCGACTCCAACAACAA
CTACATCCGTTTGATTAAGAAGAAGGGGAAGGTGAAGGCTCTGGATGAAGAGCTCCACAA
AAACAACTCCCTGGACCTTGAGGAGGAGCTGTCCACACACTTTGGCCTGGCTCACACGCG
CTGGGCCACGCACGGAGAACCCAGCGCCCTCAACAGCCACCCTCAGCGCTCTGACAAGAA
CAACGAGTTTGTTGTCATCCACAATGGCATCATAACCAACTACAAAGAGCTGAAAGAGTA
CCTGATCACCAAAGGGTATGAGTTTGAGTCAGAGACAGACACAGAGGTGATCCCCAAGCT
GCTGAAATATGTCTATGACAACCGAGAGAATGACAAAGTCACCTTCTCCACGCTG
>CL1Contig92
NTNGAGCACTGTTGGCCTACTGGAGCTGGTTCAGCAGCAGCACTGGTTGGGTCGTTCTCT
CCGAGCCGCAGACAAAAACACCTAAGAAGCCATCATGTGTGACGACGAGGAAACTACCGC
CCTCGTGTGCGACAACGGCTCCGGCCTGGTGAAGGCTGGCTTCGCCGGAGACGACGCCCC
CAGGGCCGTGTTCCCATCCATTGTCGGCCGCCCCCGTCACCAGGGTGTCATGGTCGGTAT
GGGTCAGAAGGACTCCTACGTCGGCGACGAGGCCCAGAGCAAGAGGGGTATCCTGACTCT
GAAGTACCCCATTGAGCACGGCATCATCACCAACTGGGACGACATGGAGAAGATCTGGCA
CCACACCTTCTACAATGAGCTGAGAGTGGCCCCCGAGGAGCACCCAACCCTGCTCACTGA
GGCCCCCCTGAACCCCAAGGCCAACAGGGAGAAGATGACCCAGATCATGTTTGAGACCTT
CAACGTCCCCGCCATGTATGTGGCCATCCAGGCTGTGCTGTCCCTGTACGCTTCCGGCCG
TACCACTGGTATTGTGCTGGATGCTGGTGATGGTGTGACCCACAATGTCCCAGTCTATGA
GGGTTACGCCCTGCCCCACGCCATCATGCGTCTTGACCTGGCTGGTCGCGATCTGACCGA
CTACCTGATGAAGATCCTGACTGAGCGTGGCTACTCCTTTGTGACCACTGCTGAGCGTGA
GATCGTGCGCGACATCAAGGAGAAGCTGTGCTATGTGGCTCTGGACTTCGAGAACGAGAT
GGCCACCGCTGCCTCCTCCTCCTCCCTGGAGAAGAGCTACGAGCTTCCCGACGGTCAGGT
CATCACCATCGGTAACGAGAGGTTCCGTTGCCCCGAGACCCTCTTCCAGCCATCCTTTAT
TGGTATGGAGTCTGCTGGTATTCATGAGACTGCCTACAACAGCATCATGAAATGCGATAT
TGACATCCGTAAGGATCTGTACGCCAACACTGTGCTGTCTGGAGGTACCACCATGTACCC
TGGAATCGCAGACAGAATGCAGAAGGAGATCACAGCCCTGGCCCCATCCACCATGAAGAT
CAAGATCATTGCCCCACCAGAGCGTAAATACTCTGTCTGGATTGGAGGCTCCATCCTGGC
CTCTCTGTCCACCTTCCAGCAGATGTGGATCAGCAAGCAGGAGTACGATGAGTCTGGCCC
CTCCATCGTCCACCGCAAATGCTTCTAAACAGACTTTCTCCTCCCCAGCCAAACACCCAA
CAACTTCAGCTCTGTTCAAAACCACACCACACATTTCTCGCTCACTCAGGCGCAGGGCCT
AGACGACCAACTCATTGGCATGGCTTCAGTTATTTTTGGCGCTTGACTCAGGATTTAAAA
AAAAAACTGGAACAATGAAGGAGATAATGTTTTTGCTTTTTGGCTAGGTTTAAACACCCC
AGGCATCTGCAGTTGCATCTGGGGCTTAAATGTACATTTTGTTCTTTAAGTCATTCCAAA
TGTTTGTTGACTGCATCGTTCAAACATGATTCCAAATGTAAACTGCATTGTTCAGACACG
TATTTGCCTCTGTGAAGGCTGCCCAGTGGTTGAGCATACTTAAACATGGTTGTAGTATTG
CTTGTATGTAAATTTTGTCTGGGGTTTTTTGTACTTTCAGCCTTAAATCTTGGTCCTGTT
CAAATTTTTTTCTTTTGTTATGCAAAACCCAACCATGACCTTCTTCCCCCTGTTGGAGGT
TCATCTCTGGGGAGGTGCGGTAAGGGGTCTTCATGACGGGCGTAACATGGGGTGCCAGAC
CAGTGGGGCCAAACCTGTACACTGACTAAACAATCCCAATAAAGTGCACATGTGTTCCGA
CTTGAAAAAAAAAA
>CL1Contig93
ACTAGTGGATCCCCCGGGCTGCAGGAATTCGGCGGCCGCGGATCCCGGCGGCCGCGGATC
CTCTCAAAGAAGTTCTTGCTTCAACAGTGTTTGAACGGAACTTCCTCCGCGTCGTCTAAC
TCGAACATTTAGCCTTCCAGCTGCTTCAACCCTACTCTACTTGAACGCTGCCTAAAGGAA
GTTTATTTTTCTACCGCCTTTGTTAATAAAAGCGAGGAAAAACCAACCAGCTAAGATGGA
GTCCCAGGTGCGCCAGAACTACCACCGCGACTGTGAGGCCGCCATCAACAGGATGGTCAA
CATGGAGCTGTTTGCTTCTTACACCTACACCTCTATGGCCTTCTACTTCGACCGTGACGA
TGTGGCCCTTCCAGAACAAGAGAGGAGGACGCATCTTCCTGCAGGACGTCAAGAAACCAG
AGCGTGATGAGTGGGGCAGTGGGCTGGAAGCCATGCAGTGCGCCCTGCAGCTGGAGAAGA
ACGTCAACCAGGCTCTGCTGGACCTGCACAAGGTGGCCTCTGACCACAAAGACCCTCATC
TGTGTGACTTCCTGGAGACCCACTACCTGAACGAACAGGTAGAGTCCATCAAGAAGATTG
GTGACCACATCACCAACCTCACCCGCATGGATGCTCACACCAACAAGATGGCAGAGTACC
TGTTTGACAAGCACACCCTGGGCAGCCAAAGCTAAAGGAACAACTGGAGGAACCTTCCAG
ATGCAGGCCTCAAACCGTCCTGCTCCACCTGCTGAAAAATGTCTTGAATCCGTTGGCTTT
TGTCATGTGACTCTTGCCCATCTTGATGGGTTTGTCTGAAGTGTCT
>CL1Contig94
TTTTTNTTTTTTTTTTTNTTTNTTTTTCCCACTAAAACAGTTCATTTTAATCATCAAACA
TTATTTACACAACTCCAGAAGCCACAAGTGCCAGATAACAACAATGCAGTTCATACACAG
GATAAAAACATGGAATTTAAATTAGCAGAAAAAGTTTCACACTTGTCTTAACTTGTTTAT
TACATATCAAGATGTATACAGGATTAAAAAGTGCTTCTCCCAATGAGAATGTTCTTGGAA
AACATCTCTTCTTGTTTCTCTATGTTTTTCTTTTTCTTTTTGAGGACATGGCTCCTTGTT
TTTGTGTTAGCTGATGCCCTTTAGCATGATCAGTGAAGTGCACTTCGGGGTCCAAGGCTT
ACATTCTGGTTTGGATGCTTTGTTTCAGCCTCTTGTGACAACAGGGAAAGCCAGGGACAC



AATGATTGTGTAAGATGTGCTAGCTCTGTCTTTTCAGGATGTTAACATTGTTTCATCCCT
CTTCCAACAAAATTAGTCCAAGCATGTGTTCTGGACATATGTTGTTTCCCTTTCGGCTTT
TCCCATCAGGGGTCGCCACAGCGAACGAGTCGCACGGTAAACTTGGCAATGTTTTACGCC
GGATGCCCTTCCTGACGCAACCCTCTCAAAGCAACCGGGCTTGGGACCGGCACAGAAGTA
GAGAAGGGAACAAGGGGCAGCCCGGAGTCGAACCCTGGTTTCACGGACGGAAGGTGCCGC
AAACCAGCACGAGCTAAACTGGCTCCCATGTGTTCTGGACATATATATTGCAAAAATGAG
CAGGGCTACAACAAATGAGATCTTTTTTTTCACTTTAAAGGCATCATTGGTCATCTCCAA
ACAATTTACTGTTACTCAGAGAGTATTTTGTGTATTATAAATATATACCAAACACATCTC
CCACTTTCCATCTCAAGAGAATCTGCTCTATTGGCTATTACAGCTAACAAGATAACACGG
AGGACAACAAAGCGTTGACTCTGTCTATAACCCACATTTCAAAGTGTAGAATTAATCAAT
ATGTGACATCACAGACTATTCATATTTCAGCTTGAGGCTAGGCTGTTAGCAACAGTCTCT
GTCTTGTATTGCAGCTATATGGTGCTTTAACAACTAACACACTACAAGAACTGCAGTAGT
CTGAAATCTCTATAACCACATTTAAAAGTTTAAAGGGAGCGGAGAAGATAAAAAAAT
>CL1Contig95
GGCCAGTGAGCGCGCGTAATACGACTCACTATAGGGCGAATTGGGTACCGGGCCCCCCCT
CGAGGAGGCTGGGACTCGGAGCACAGCGCCACGCAGCCAATGGCACCGTTCACGCACACG
CACTGGTATTTGCAGCTGGGCTGGAAGCTCTGCCCATTACGGTAGATCACACCATTGTGC
TCACAGCCTGTACCCACCATATATGCACACACTCCCTTTTCGTACCTCGGCTTGTCTGAG
CTGTAGTCACAGTACAGCCCCTTGTGGTAGTCGCAGGTGTCGGCCTCATTGCAGACCTCG
CCTACCTGTCGGGCGCAGGCCTTGCAGCACTCGCAGCCATCTGTGAGGAGGCTCACGCCT
GGTGGACACTTGGGAGGGACCTCTGGACACTCACAGGGCCACTTACAGTACTGTGTGCGG
TTATAAGCGTCTGTGGGTGGTGGGGTGAAGGCTGTGGAGAGGGGCATTGCAGTGGAATTC
AGGGCGTAGGCCTGTTGAATCCCAGCTGCTGTCAGAATCCACAAAAGCAGCGCCCTCCTC
ATCACTGGCGCGGAGCTGCTCACGCATCTAAACCGGAATCAAAGCCACGAATCCCGCAAC
TCGCTGCTCACCGCAGGTGCTCTACATCCTCGTGTCGTCTCTGTCATCCCCGCCAAAAGA
AAGCTCTGCACGGCTGAACCCTGTTGTT
>CL1Contig96
TTTTTAAACCGACGGCCAGTGAGCGCGCGTAATACGACTCACTATAGGGCGAATTGGGAC
CGGGCCCCCCCTCGAGTCGACGCGGTGATGTTTATATCGTCAACGGTTAAACTTTGTCTC
TACTATTATTACAAATAACGCTGTTTAAGTGTTGGACAAACTTGACCAATAAAGCATCCA
GAAATGATTATCCCGGTGAGGTGTTTCACTTGTGGGAAGATCGTGGGGAACAAATGGGAA
GCCTACCTTGGTCTTCTTCAGGCCGAATACACTGAAGGTGATGCTCTTGATGCCCTGGGC
CTGAAGAGGTACTGCTGTCGGAGGATGCTGCTTTCCCATGTGGATCTTATTGAGAAATTG
TTAAATTATGCACCGCTGGAAAAATTTTAGCTGGAAGAACATGCTTTGAACATGGCCTGT
GCATATATTCAGTGTTTAAGAAATGTCAACAATAATGACTTGGTGTATTGTGCACATATG
TGGCAATGAAAATTTTATTTAAATAAAGTTTTTTCTTTAAAAAAAAAA
>CL1Contig97
GTTCGTTTAAATATTCACCGACAGCAGCCTGAGCGCGTGACCCTCCGCGCCGTCCACCGG
AAAGCCCTCGTGAGCAGTTGACGGTGTTTTTGCCTTTAAAAAAAACAGCGCTGCCGCTGG
ATCTACTCTCTGGACCGCATCTGCGCAGCACCAACAACAGGCTTGAAATCAAACAGTGCA
CAAACGCTTCGCTTCAAACATGCCGTTCTCCGTTAACGGCATCCTCGGGACGCTGGCGCT
GCTGCTGCTGCTTTGGCGGGCGGAGGAGCTCGCGGAGGCGTGCAGCTGCGCCCCCGTCCA
CCCGCAGGAAGCCTTCTGCCACGCCGATGTGGTGATTCGTGCCAAGGTGGTGGGAGAAAG
AGAGGTGGTCTCTGGGAATGACATCTATGGAAACCCCATCAAGAGGATCCAGTATGACAT
CAAACAAATCAAGATGTTCAAGGGGCCCAACCAGGACATCGAAGCCGTCTTCACTGCTCC
GGTTTCTGCCGTCTGTGGTGTTACCCTGGATGCCACCGGCAAGAAAGAATATCTGATCTC
AGGCAAGGCGGAGGCAGACGGGAGCATGCATGTGACCCTCTGTGATTACATCATGCTGTG
GGACTCCTTGAGCGCCACTCAAAAGAAGAGCCTCAGCCAGCGTTACCAGATGGGCTGCGA
CTGCAAGATCGTCCGCTGTCCTTCCCTGCCCTGTACGATTTCCGCTCCTGAGGAGTGTCT
GTGGACAGACCTGATGATTGAGAAGCAGGTGCACGGACGCCAGGCTAACCACTACGCCTG
TGTCAAGAGGGCAGACGGCTCCTGCTCCTGGTACCGCGGTGTCGCACCACCAAAGAAAGA
GTTTTTGGACGCTGAGGACCCTTAAACCCATACAGCCAAATTCACAGCTTGACGGTAAAA
TGTAAACAATAATTGAAATGTTAAAATAGAACATCAGGAAAAATATTTTTTGATATTGGA
AAATACAAATTAAATCACGTAGTGGTCTGAAAACAACTTGAAATCAGTTTGTACGTCAAA
ATAAATGACTCACAGGCTGTTTTCAGATCAAACTTCTCTGCAAAGGAATATAAAAATGCA
TCATGAGACATAGACTGGTCGAGTGATGATGTAGTTCCTTCTGAGGCTGGCGTCAGAAGA
ATATACATTTCCGACGAGACAGAGCACTTCCTGCCCAATAAAACTCCTTAACAGCTCCGC
TCCACTCCAACCTGCCATCATTTGTTATCCATCATCTCTTATTACCTCATTGGGCTCTCT
TCCAAAGTCAATTTCCAAGAAGCCTTCTTTCTTTTTCTTTTATTTTATGCTTATCACCCA
CAACAGACACTGACGACAGACTGACGACAGACACCCACAGCCTGTTTTCATAAAAATAAC
AGGAAAACAATGAATCATCTTGCTTGACTAATGACCATTTCTGGTTTCATTAGATCAGAG
TCTTCCTTGTAGCAATCCAATCTGAAGCCTTTGGCCGTCACAGGCCTCACTGGACCAGTC
TATGCATCATGAAGACGCGCGGTCCACAATAAAATCTGCTCATGAGGCAAAGCGACTCTT
GAGAAATCTCTTCCTCCTCCCTTATCCTCCAGATCATCTTAGTGTTATGTAGCTGTACAG



TTCCTATTCATATACTTTTGTTGTTCATTGATGATTAATACTTACTGCATTAGAGCTAGA
TTTGCACTTTTTTGAAGATGAACTTTAGAACCCCTTTTGTGGCAGTTCTCGTTCACACAG
ACTGATGGATCAACGTCACTTTCTTTCTGTGCTCTTAGGATCCACTCTTGATGTGTTCAT
TGGAACAAATGAAAGAATCCGTGCAAAGAAAGGGGAAGTGAGAGTTTAAAGGGATCTTTA
TTTGTGCAAGGAGCGTAAAGTTTTAGTGTCTTTATGTTGATTGTAAATGCAAACAGCAGT
TTTTTTTTAATGCTTCTAGCCGATGGTTTTGTTCCACGATTAAAACTTTAATCGCTTAAT
GTTGGCTTTGCCTCCAAGCTATTAAAAGAAAGCTTTACTCCTGTCCTAGTTAGCAAGTTA
CTCAAGTTTACAGTGCTGTTTTATACACCCGAAGCTACACTAACGGAAACATATATATGA
TGGAGTATTAGAGGCATAATTTAAAAAGCAAAACCCTTCCAGTTTAACATTTTTTTCAGT
GTTATTATTGTAATACGGTAAACGATTTTTGCGTGTGTTTGCGGTCTTTGTCGATAATCT
TTCGAGCTGTTGTTTTGAGAAGGCCCCTCTTGCGCTGGAATAACGTGAGAGCGAGAATGA
CGAGTCCTTTTTGTGAAGAGAGAAACAGGATATCGTTACCTGGTGTGGACAGAGGACTGT
GCATGTGTTTGATGCTTTGTGTAAGTCCTGGTGAAGGACTAA
>CL1Contig98
GCAGGATCCATGCAGACTGTGAGCTTCCAGTTTTTGTTTTTTCAAGTGAACAAAAAGATA
TATAACGTCCCCTTTACCATTTCCCCCCAAAAAAAACAACTCCTTTTTGATAGTGTGTGG
CACACTAACACAACCAATCTTCCAACACAACAAGATTGAATCTGTAAAAATGTTTTGCTA
TCAAGGAAACCCGTTAAGAACGCCAAAAAACTGTTGTTGTTTTTTTTAGATCTGGACGAC
TTTTCATCTCGTTTTCAAGAGAGAATTTAAAAAAGTTCAGTTGCGTTCTCATGATTAGGA
TAAGACTACGTGCAGCGTGCAACATTTTAAGCACAAAGGGACTGTGGAGTAGATTGGCGC
TGACAGCAGCACATTCCAAGCAGCTCTGATCCGTCTAACCTACAAGCAAAGATTCTAACC
TTCATTATTCTAGGCTTTTGTTTTTTAGTCGTCACTCGTTTCTTTTCCTTCCCCTCTCAC
CCTCTCCTCAGGCGGTAACAGCCCCATCCCAACACCCCCCTCCCTCTCCCCCTCCCCATT
TTAGTCCAACCTGCCCGACCCTCCCCTGATCCAGGTGACGTGTTGGACCGTGCCG
>CL1Contig99
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTACTTGAACAAAATTTATTGATTTA
GTCTTTCTTGGCGGCTGCCTTCCTCATGGCGGCCAGCACGTTGCTTAGCTCCTCCCTCTT
CCTCTTGGCCCGAATGTGGGTCCCAATCCTCTTCTTGATGAACTTCAGCGCTCTCTTGTC
CTTGGACACCTTCAGCAGCTCCATGGCTCTCCTCTCGTAGGGAGCGAAGCCGCACACTTC
CCTGATCATGTCTCGGACAAACTTGGTGTGTTTGGTCAGGCGCCCGCGGCGACGACTGTG
CTTTGGAGCCGCCACGTTCTTGGTGACTGGGTGGCCTTTATTCAGGCCAACAGCCATGGG
ATATCGGATAGCCATGTCTGGATTCTTCAATGGCGCCTCGTGCCGAATTCGGCACGAGGC
TCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTC
TCTCTCTCTCTCTCTCCTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAACT
AATGTGAATTGCAGGACACATTGATCATCGACACTTCGAACGCACCTTGCGGCCCCGGGT
TCCTCCCGGGGCTACGCCTGTCTGAGGGCCTGTATGAATGGCATAACGAGGGCTTAACTG
TCTCCTCTCCCTAGTCAATGAAATTGATCTCCCCGTGCAGAAGCGGGGATAAAAACATAA
GACGAGAAGACCCTGGGAGCTTTAGACCATAAATAGACCATGTCAAGGACAACAACAACA
CAACC
>CL1Contig100
GCTCNAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGGCGGCGGCGGATCCGGAAAGA
AGGCTAAGGGGAAGAAGGGGGCACCTGCCCCTTCCGTGGCCAAAAAACATGAAGCCAAGA
AAGTCGTCAACCCCCTGTTTGAGAAGAGGCCCAAAAACTTTGGCATTGGCCAGGACATTC
AGCCGAAGCGTGATTTGACCCGCTTTGTTAAATGGCCTCGTTATGTGCGCCTGCAGAGGC
AGCGCTCCATCCTCTACAAGCGTCTTAAAGTTCCTCCTGCAATCAACCAGTTCACTCAGG
CTCTGGACCGCCAGACAGCCACTCAGCTCTTCAAGTTGGCACACAAGTACCGGCCAGAGA
CCAAGCAGGAGAAGAAGCAGAGGCTGCTGGCTCGTGCTGAACAGAAGGCTGCTGGGAAAG
GAGACACGCCCACCAAGAGGCCTCCTGTTCTCCGTNCCCTCCCCAGCAGGAGAAGGCTNT
NTGATAAACAAGCGAACATNCGAAGGGNTGTGANTCGAAAACACAAACTAGCTTTGGTGA
AGGCGCACGNAGAGAAACTGANGGGAACNGACGTGTGACGTTCACTGGACCCACGAGATG
GTTCACTGGCCCTCCTCCATCCCATTCTCAACCAGGAGCAATGCTGTGGTTATGGTGTGG
CCTTGACCACCATCACCCGTAAGGTTCTGGGGTCCGAATTTATCCCAAGCATGAAGACGT
AATCAGTCCAGACTTGATTAGGGATTTATTTCAAAGAAATCTTTACTTGCATTCCTAAGA
TCTCGCTTAAAATGAACATTCTCAGTCCCTGAATGGTTTTACATCTTGTTTGAATGTAAT
TTTGAAGTACCAAACTAAAAAATGTGAATTTCCAAANNNNNNNAAAAAAAAAAAAAAAAA
AAACAT
>CL1Contig101
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT
TTTAGCCAAAACAACATTTATTAAGAGAGAGCGGGTTGGAAGGTGGAGCTACAGCAGCAA
CCCTTCTGCCGTCCGGTCCGCCTCCACGGTGGGGGGGTGGGACGCGCTGACGTCGACCGG
TCCAGCCCCTCCTCTCCCGTTCAGAGCCGCTAATGCTGCTTCCTCCTGAACGAGCAACCC
TCTGTGAGACGGGCTTTGCCTCCGGTGGGCTGACACAGGACCGTTGAACATCCCACACAC
AGAACCACCGTCTGAGCGTGACTGAACACCGTGGTGATCTTGTAGCATCCTGGACATTTC
ACATCCATGAAGTAAGAGTTGGGACTCTGGACCAGGCGCTTCTTCTTGTGCCTCCTCTTC



TCCTCCTCAGGGGACGGGTGCAACAAGTCTTTTGCAAGCGTTAATGTGGCTTTTGTTTCG
CCGTTGACGTTCACGGTTTCTGGCCTTCCCTGAATCACGTCACATTAATCTGGTTTAAAA
TAGTTTTTAGCATCGATTAACAAAACAATCACCAGTTCGCTACAAATCCAGGATTTTAAC
GGCATCGATGCCCGCGTGCAGCGACTTTTCTGCTAGCATCGCGCGTGGAGCTAGCTCCAT
GTTCGCAGTCTGCGCGCGGCCATCTTGTGCTACGATGCTTTCGCAAGAAGATGCGTAGTT
TCGTTGGATAAACTCCGCCACGGTCTGACAAAAATGTCATAAACCGGCAGCAGAGGAACC
>CL1Contig102
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTCATGTCACAAAAATAGC
ATTTATTAAATTAAAGAGCACATGCTGTAGATGTTAAAAGAGTAGAAACAACAGAGGAAA
CAGATTTCTGTCTACAGGTCTGCAGCACATCTTTGAATTCTAGTTTACAGTCAAACAGAG
CTGAAGGAAACAGTTTGTACAGGATTGTCTTTAAGCCAACATCACAGAGAAATGTACAAT
CATTCCTCATTTTATCTGCTTAGACAATAGTGAGTTTTAGTTAGTGAACACTTTCCAACA
GGAGTCAAATTTCCTCAGGTGACGGATCTGGTTGAAGGGTGTGAAGTTGGATTTGTTGCA
CAAGTATTGTGCGTCCATGAAAGGTTTGAAAAATGTTTGGTATCTTTAGAAGAGAAACAG
TCTGTAAAAGGATGTCGTATCTGCAGACTGAAGTCGTCCATCTGTGAAACATCAGCACAC
ACATGACCACATGCGGGATCTACTATCACAAGTTCAATTCTTCTGCTGCTCAATAAATCA
GCCAATCAGCAGCCCCACACCGTCACCCAACCACTGCGCCGCCCAGACCAGCCAACCAGA
AGCAGGATCTCCACGTTAGAAAGGAAAAGAAATCTTTATTCTGCATGAAGGAGACAAGAT
GGAATGGTGGGAAAATGGTAGGTGGTCTTTTATTAAAGTGTTGATCATTATTAGCTTCAG
GAAACTCTTTTTGTTTTTTCCTTTTAACATGCATATCCTGCATCTGGTTGGCTGATCCAA
GCAGCACAGTGATTGGGTGACGGCGCAAGGCCGCTGACCGGCCGATCTACTGAGAAGCAA
AAGAACTGTACTGTACCTTGGGCTTCGTCACTGCATGTGTCTGACGTTTCACACACGGAC
GCACACATTCCTCATGACTAAACCTTTTACAGACCAGCAAACCTCTCATTACAAGAAAGC
TTTACGGACGGACAATAGTTCTGCAAGAAATCTAATGATCTGAAGTCTGACTTCAACTCA
AAGCTCAGCTTTAACTAACATTGTAAAAAGAACAAAACTCGAGACTAGTTCTCCCTCGTG
CCGAAT
>CL1Contig103
TTTTTTTTTTTTTTTTTTTTTGTGTACAAATTTCTTTGTTTTATTGGGCACTTTATGCCA
TGAATTCGTAAGGGATGGGCTCCAGGAGCTGAGGCTCATTTTTCTTTGTGCTGACAAAGT
GAGCTTCACTGGGAGGTGCAGGCTGGCGTTTCAGTTCCACCCAGGTGCCTTTCTGCTTGG
CCTCCAGTTTCTTGGCCTCGTTGGCTTTGACGCGCTGCAGGAAGCTGTCTCTGCTCTTTG
AGTGCTTCACATGCTCAATGCGCACGTTGATCCTCTTGGCCAGGATCTTTCCTTTGACTT
GCTTGTTGACAATGATGCCAACGGCATGCTGGGTAACATTGTACACACGTCCCGTCTTCC
CATGGTAGCATTTATGAGGCATTCCTTTCTGAATGGTACCTGTGCCCTTGATATCAACAA
TGTCTCCTTTCTTGTAGATGCGCATGTATGTGGACAGAGGGACCGGGCCATGCTTGCGGA
ATGGCCGGCTAAACATGTACCTCGTCCCCCTCCTCTTGCCTCTGGTGTTCGTCATGATGT
TTTAAACCCCGGTCTCAACAAGATGGCGGTTCGCCATCATATTAAGTCACCATGGGCGCA
TATAGATATATGCAGGAGTTATGGAGGAAGAAGCAGTCTGATGTGATGCGCTTCCTCCTC
CGTGTCCGCTGCTGGCAGTACCGGCAGCTGTCCAACCTCCACCGTGCTCCCAGAC
>CL1Contig104
AAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG
AATTCGGCGGCCGCGGATCCGAAAAGATGAAAAAACAAAAAAAGCGGTAGAGAGCAAGAG
GAAGGCCGTTCAGAGGATAGAGGAGCAGCTCATGAAGCTGGAAGTGCAGGCTGACCGATC
GCGAAGAGAACAAGCAGATTGCCCTGGGAACGTCCAAACTCAATTATTTGGATCCACGCA
TATCTGTGGCATGGTGCAAGAAGTGGGGTATACCCGTTGAGAAGATTTACAACAAAACCC
AGCGTGAGAAGTTTGCCTGGGCCATTGACATGGCAGATGAAGACTATGAGTTTTAAACCC
CAGTTTAACTGATGAATTTTTTTTATTATTGAATACATGTTTTTAGCTTACATGGATGGA
TTTACTTGATAGCCAAATCCAAGAAAACATTTTAAAGTTTGTTCAAGAAAAAAAAAA
>CL1Contig105
GGTTCTACCGCCTGTCAACAATGGTGAGCGGCGTTTAAGTAATTTATTTTATAGGAAATC
CCTTTACAAACATGATTTTACGGGGATAAACAGTCGCAGTGGTTTGACCTTTACAGGCCG
CCGTCATGAAGAATTGTGCCTAAAAGCAGGTTGAAGTTTCGCGTTGAGCTCTTGACGCTT
AAGGCTTAATGACGATCCGCGGGTCCCTAACCGGGTCCCTAACCGGCCTTCAGAAGAACG
ACAGGAATGTTTTCTCCTCACGGGAATGCGGACAAAACGGACGTTTGGCCACTGGAGTGG
ATCAGGCTGTCGGCATGGGTCTGGTTCTGTTCAGCCTGGCTCTGTTTTCGTACTACTCTG
TGTGGGTCGTGGTTCTGCCGTTCATGGACGGTGACCACATGCTGCAGCAGTACTTCCTTC
CTCGTGAGTACTCTGTCATCCTGCCGGGCATTGCAGCAGTGGTTTTGCTCCTCATGATAG
GGGCTTTCACAGCAGCTGTTGTGTGGATGAATCACAAGCCAAAGAAAGTGGATTAGTCCC
ACTTTCCATGGGAAAATGGAACTTTATAAAGTCACATGGATTCATTTTCCTCCTCTGGGA
ATCTTTTTGACAGAACATGTGCTTGGTGTTGTGGGTATGAGTGCTGGCTTGTGAGTGAAG
TCCTGGGTTTCAAACTGAAAAATAAACCTTTTCACATAGAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAANAANAGGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>CL1Contig106
TCGGCACGAGGCCGCAGCTCTCCGTCCAGNACTGACCGTCCGCGGCGACAGAAAGAATGT



TGCGAAGTGTCGCCGTGCTCCTGGCGCTGGCCGCGGCGCTGTGCAGCGCAGAGGAACAGC
AGCAAAGCAAAAGCAAAGTTTGTGCCAACGTGTTCTGCGGAGCCGGCAGGGAGTGCGCCG
TCACCGAGAAGGGGGAGCCCAGCTGTCTGTGCATAGAGAGCTGTAAACCCCACAAGAGGT
CAGTGTGTGGCAGCAACGGCAAGACCTACAGGAATCACTGTGAGCTCCACAGGGATGCTT
GTCTGACCGGCTTAAAGATCCAAGTGGCTCACGACGGACACTGCAAAGAAAAGAAAGCCG
AGAAGGCAGCTGCCAACCCCGTGGTTTGTTACGCTGCTGACCGCAACGAGCTGAGGCACC
GCCTGATCCAGTGGCTGCAGACGGAGATCGTCCCAGACGGCTGGTTTGTTAAAGGCTCCA
ACTTCTCCGAGATCCTGCTGAAGTACTTCAAGATTTATGACAACGGCGACTCTCAGCTGG
ACTCCTCTGAGCTGCTCAAGTTCATCCAGCACAACGATTCTGTGGTGAAGCTGCAGTCTT
ATGCAGACCAGGAGAGCAACAAGCTGCTCAGGAGCCTGTGTGTTGATGCCCTCATTGAGC
TGTCAGATGAGAACGCAGACTGGAAGCTCAGCTTTGACGAGTTCCTCAACTGTTTGAAGC
CCGACTTCAACCCCCCAGAGAAGAAATGTGCCCTGGAGGATGAAACATTCGAGGACGGAG
CGGAGACCCAGGTGGAGTGCAACCGCTGCGTCTGCGCATGTGGCAACTGGGTCTGCACTG
CTATGATCTGCACTGACAAACACGTGGCTGCGGGTGAGTCAGCAGATGTCGGGGCAGAGA
TGACTGAGGAGGAGTGGAATCTGAGGGTTGCTGAGCTCAACAAACATCAGGACACAATGG
AGAAAATGAAGACCAGCACAAAAGAGATTTAAGTGAGGACTGATGAAGAAGAGCACCTTT
CTTCCATACTTGATTTTCCTCACAGATTTATAAACTGACTTGTTTATGTTTATCTGCTAT
GTTATTTACTATACCTTTTTGTGTTTTTAAGTGTTTACGTTAGAAATATTAAGTGTGATC
ACAAAATGTAATCAGATTGCCTTTGTGTGTCGTACTGTCATCTTTGATTGTGTCGCCGTG
CTCCTCCGGTAGGCTTTTTTTTTACAACTGTTTTTCCATTTTATTGTTTTGTTCTTAGAA
AGAAAATGTAAAGTTGCCACTTTTTTGGAGGAATATAAGTTTTTTTTCTTAGATGGAGGA
TAAATCAAGAGCTTGGAGAGTCCGTGTGGTCAAATGATGAAGGTGGTGGAGTCGGCTACA
GTTTCTTTTCGCCATATCATCGTGGTAGCAGGTCTCCAAAAGAAGATGCCACTACTTGAC
CGTTGCACTTCTTGATGTATTTTCTCCATTAATAGTATTTGTAATCTCTTAGTATCTTAC
TGCTTAAGTATTAGTTTGGCCTCTCTATAGTATGTGACTGGCTTGAGTTGGAAGGCTCTC
TCCGTCCCCATGCCTTGCTTAGACAGGTCTTTGTGGTGCTTTGTGGTCAAAACTATTCTG
TCGTACTTTTTCTGAGACAAGGACAAGACTATTCTCAGCGAAGAGCAGCAAAACTGCCCC
CCAGGTCGACCTGATCTCAGCTTAGCATGGCGAAAAATGAAACCAAAGACCTGCATTTGA
ATGATGTGCAAAAAAACTCTCCGGGTAAAGCATTACTCTGGACCCAGCAACGACAGTATA
CCTGTGCTTTCTGAATGACTAAGAAGAGGAGTAGGAGTCAGCTGTAGAAGTAGGAGCATC
AGTGCCTGGGTGCAAATAAAAGGTGTGTTTTTCTTGTATGCGTGTTATTAACTTCAGTCT
GGGAGGAATAGGTTTTTACGTGTTGATTTCTTCAAAGTTTGTACCTAAATTTGGACGTTT
GACAATAAAACCAGTGCCTTAAACCTGCCAACAGTATAGCCCTCTACCTTTGGGTACACG
TTCGCTGTAAGGCCTGAATGCATTGCAAGAATGAGTTTGCTTTGCTCGAGTTTTGTAGTA
ACTCAGTTCTTAATAACTGTCTGTGTGGATGTAGCACTGTAGAACTTCTTTCTGTTCCAA
CAGATGTGCAGAGACTGCAAGGAAAATATGCATGTATGCCAATAAAGATC
>CL1Contig107
ATCCCGCAGGNACCCAGCTTCCCGCTCCAGTCTGAAGCTCTCCGCCCTCCGCGCTGCGCG
TCCGTCCGTGGAGATGCAGCGGCGTCTGTAGGCAGAGCTCCGGTCTGTCGGAGGCGGAGC
GGCTCAGCCTCCGGTTTTCCGGCGCGCAGCAGCTGAACTGAAGGCGGGACGTCCGCGGCT
CCTTCCCCGCTTCAGGCTCACTCTCAGGGGGGGCTGTGCGACCAGATGCCGGCCTCTCAG
CCCGCCCAGAAAACTGGCAAAATGAAAAAGTTGAGGAGAACTTTGTCCGAGAGTTTCCGG
AGCATCGCTTTCAAGAAAGAGGAGAGCAGTTTTGATGAGGGAGTGGGAGTGCTTCCAGAC
TCCAGTTGGCTCATCCGTGCTCCAGTTCCTGACCGTTTACCTCGCCTTTGCTCCTGCTCC
TACACCTGGCTGTGGATCCTGCCTCTGGCTCATCTCTGGCTCGTCTCTGCTCTGTACCTG
ACCGAGTACCTCGTCTCTGCTCCTGCTCCTACACCTGGCTGTGGTTCCTGTCTCCGGCTC
GACTCGCGCCTTTGACTGTCCCGATAACCACGGCTGGATGAAGCTCGTCTGCTGGACTTT
TATATATGTAGTTGTAGATTTAGATAAGTTAATTCTTCTCTAAGATTTCTGGTAAATCGC
CTGTCCGTCCTGGGGGAGGATCCCTCCTTCATGTGGGCACCCCTGAGGTTTCTTCGTTTT
TTCCGGAATCCGGTTTTTTTGGGAGTTTTTCCTTACCGCGAAGGGGGGTCTAAGGGCAGG
GATGCCAGTATAGCTTAGTCAGTTTGTTAGTTCATTTTAGTATTTTTCTATTGAACTCTT
TGTATTCGTGATCCTTTTNATTTCATGTTTTACTTCGAAGCCCATCGAGACGACT
>CL1Contig108
TGCAGGCAATTCGGCACGAGGCGACTCCGGGCTGCTCCCTGTTCCCTTCTCTACCTCTGC
CGGTTCCAAGCCCGGTTTGAGAAGGTTGTGTCAGGAAGGGCATCCGGCGTAAAAAACATT
GCCAAATCTACCATGCGACTCGTTCGCTGTGGCGACCCCTGATGGGAGAAGCCGAAAGAA
GAAGAAGGAAGAAGAAGTAACTCTTAGGTCAATCTAGATTCTTACCTGGATAATCTCCAT
CTGAAGTCCAGACACAGCAGGAGTGCGTCTCCCTCATCGAGCGCTGGGACGTCTGAGCCT
CCACCACCATGACAGACAACAAGCGTCTCGCCTACTCCATCATCCAGTTCCTCCACGATC
AGCTGCAGTCCGGCGGTTTGTCCTCGGACGCTCAGGAGAGTTTGGAAGTTGCCGTTCAGT
GTTTGGAGACGGCGTTTGACGTTTCCACGGATGACCAGAGCCTCGCCGTGCCCGTGACGT
TACCAGAGATCTTCGCCAGCGCCACGGCACAGTTTCCGGCTCAGTCCCAGGTAAACAACA
ATTCCAGGACCAGCTCCCCGACGGAGGAGCAGAGGGCGGAGGCCGAGCGGCTGAAAAGTG
ACGGAAATGACCAAATGAAGGTGGAGAACTTTGCCGCCGCCGTGGAGTTTTACTCGAAGG



CCATCGCCCTGAACCCCCAGAACGCCGTCTACTACTGCAACAGGGCGGCAGCGTTCAGCA
AACTGGGGAACTATGCCGGCGCCGTGCAGGACTGTGAGCAGGCCATCGGCATCGACCCCA
ACTACAGCAAAGCTTATGGGCGGATGGGCTTGGCTCTTGCCAGCCTGAACAAACACACTG
AAAGCTGTCGGTTACTACNAGAAGGCGCTGGAGTTGGACCCAGACATGACACCTA
>CL1Contig109
TTCGGCACGAGGGTNATGGGGAAGTGTCGTGGTCTGCGTACTGCCGGAAACTGCGCAATC
ACCGCCGTGAGCAGAAATGGCATGACAAACAATACAAGAAGGCCCACCTGGGCACCGCCC
TGAAGGCCAACCCCTTCGGAGGAGCTTCTCACGCCAAGGGCATCGTCCTGGAGAAAGTTG
GAGTGGAAGCCAAGCAGCCCAACTCTGCCATCAGGAAGTGTGTGAGAGTTCAGCTCATCA
AAAACGGCAAGAAGATCACAGCCTTCGTCCCAAACGATGGTTGCCTCAACTTCATCGAGG
AAAACGACGAGGTTCTGGTGGCCGGTTTCGGGCGAAAGGGTCACGCTGTGGGGGACATTC
CCGGAGTTCGTTTCAAGGTGGTCAAAGTGGCCAACGTGTCTCTGCTGGCGCTCTACAAGG
GCAAAAAGGAGAGACCCAGGTCATAAACTGATGAGACTGCAGAGAAAATAAAGATTTTCA
ATTACAAAAAAATTCGGATGCAAGTTACAGTGCTCGCCCGCGCATCTAAATGCTCGTTGC
TTTAAATGTGCTATAGTAATTTTCCATCTTTTTCTAGACCGTAGCATTAGCAACAACAAC
AACAAAATGTTATCGTTAGACTTCCTTGACGATGTTCGTCGCATGAATAAGCGGCAGCTC
TATTACCAGGTACTGAACTTTGGTATGATTGTTTCCTCTGCCTTGATGATCTGGAAGGGA
CTGATGGTTGTTACTGGCAGTGAAAGTCCAATAGTAGTTGTTCTCAGTGGAAGTATGGAG
CCAGCATTCCACAGAGGAGACCTCTTGTTTCTCACCAATCGGGTAGAGGATCCCATCAGG
GTTGGAGAGATTGTTGTGTTCAGGATAGAAGGCAGAGAGATCCCAATAGTACACAGAGTA
CTGAAGATTCATGAAAAGGAAAATGGAGACATTAAGTTCTTGACCAAAGGAGACAACAAT
GCGGTTGATGACAGAGGGCTGTACAAACAGGGCCAACACTGGTTGGAGAAAAAAGACGTG
GTGGGACGAGCAAGGGGGTTTGTGCCATACATTGGAATTGTCACAATTCTCATGAATGAT
TACCCCAAGTTCAAGTACGCTGTGCTCTTCTTGCTGGGTCTGTTCGTCTTGGTCCACCGG
GAGTGAAGTCCCAGCACTCGAACAGGGCCTACGTCCAGGAAACCTCATGCCTTTCTAAAC
ACAATGACATTAGACTTTGTCAAGCGCGACTGGCTTTTTTAGTATCATTTGTTTCAATGT
TTTGTAGAAAAGTGGATAGGGCGTTTGCATCAGAAAAAAAAATTGGAGCTTTAAAATATT
TTTGTGGGGAACTAAGTTTGATTTAATTTAAGGTTGATCTGTTATTTTTCAAATGTAAAG
CCACATTGTTAAGATTAAACTACGTTTCAGTTTTTCGTTGTTGAGTCATTGTTTTCAGGT
GGATGTGAAGTATTTTATGACAATTGAATATGAATATTAAACCTAAACCCTGGTTACCAT
CCACACATGATTTTATTAAATGTTTGTCTAATTTTTTTGGCCCCTGTTTAACAGTACCAG
TAGTTATTGCTACAAACAAGCATTCAAGTTCACTCTTGTTCTGCTGAGTGATATTGTCTT
TAAAAATCTTTAAGTGGAAAAAATAAGTTTTGTGTCACCGTTTTTTNAGACAACACGTTC
ATTAAAAGACCCTTTAAA
>CL1Contig110
TTTTTTNTTTGTTTCATGCTATATTTTTTATTTCAAAGACTGAACATTTCTTTCACAAAA
AGCTCTAGACAAAAACCAGTAAAAACCCAGAGATACCACAGGCGTTCAGAACACGCAGGA
GTGGATGGGCTGATGCTCTCGTTGGGTCTGAATCAGTAATTCCTGTCAAATTTGCTAAGA
GGCTTTAAGGACTTCAAGAGGAAGATTGTCTCACAAGAAATGTGACTGTTTACAAGAGGA
TATAAACCACACATTCACATCTGAATGACGGGGTCCTTCAGATATTTTATTGTCTTTTTT
TGGTTTGTGGGGATTGGAAATCCTTTGGGATCCTACGGTTCATGGCGTGTCACTTGTCAG
GCGGATTTACTTCTTGGCCACCTCACCTTTGCCTTCCACCTTCACTGGAATGGTCTTTTC
TGCAGACTCGATGGCCGGCTTGTTCAGAGGAGCCTCCACAACCAGGACCCCCTCGGGGGA
TAGGGAGGACGCCACCTTCTCTGTGATGGCTCCAGGGGGGAGGCTGTATTTCCTGGTAAA
GCACCTGGACACGTATCCATGCTCATCCTGCCTCTCCTCGTGTTTTCCAGAGATCTCCAG
AATGCCGTCCTTGGTCTTCACCACCAGCTCCTCCGGTGAGAAGTGGCTCACGTCCAGGGC
CACCTTCCAGTTGTCCTGCGTCTGCTTGATCTCTGACAGACCGCTGCTCAGCTGGCGGGA
CAGGGCCCGATGGCCCATCAAATGGCTGGGGTGCACGGTGTGAGGGGGATGGTGGAGCAG
GGCCCCCATCTCCGGGCTCATGAAAGGTGCCCTCACATAACCCGGCCAGTGGGCGTTGGG
GAACGTGGAGAAGTCCTCGTTCAGGGGCGGCATGCCGAACCCCTGGTCGAAGAGCCGGCT
GACCTGGTGCCAAGGGTCCCAGCTGGGGGAGCGGTGCACGGTGAAGGGGATGTTCCTCTC
TGCCATGTCTCAGTAGGAGCGATGACCAATGCTGCTGTCCGCAGATGAAGATCTCACTTT
CCTGTGTAGGTAGCCTCGTCCGAATTCCTCAGCCCGGGGGA
>CL1Contig111
CAATTCGGCACGAGGTTTTTTGAAAGTGAAACAGTTCTGCGCTCATTTGGGGACAAACTG
CGCAGGAAAGCGGAGACTCGGTGGCCTGTGGTGCGTTCACGGCCACCGGAAACATGGCTG
CGCTGCGTTCACTGCTGCTGGGCTTTGTGATTGTTGCGACGGCTTCCGCTAGAGCGCCGA
GGCGGCGGGTGACCCTGAACGAGGGAGGGTCGCCGTGGGGTTTCCCTGACAACGCGGTCG
GTTTGATCAACGTCCCGACCTCACAGCCGGGTCCGGAGCCCGGAGACCCCGCTGATGCGT
TCACGGTCCCGACTCTGGATGGGCGGTTCTCCTACCAGCCCGGTGCTCTGGAGGGACCGG
TGGTCATCCACGCCTTCACCAACAAGTCCGGGTTTCTGGAGGCTATGTGGAGCTCCGAGT
CTTCGCTGCGCCGCCTGGTGGACGGTCTGCCGCAGAGCACGCGCGTGCTGTTCGTGTCTC
TGGACGACTCCGCGGTCACCGACGCGCTGTGGATGAGAGAGCAGCTGCAGCGAGCCGCCG
TCCGCAGGAAGGAGGTTCTGACCCGGCTGCATTTCTCCCCGGTGCCGGTCTTCGCTCTGG



GTAACTGGATCCCCAATGTTCTGTATTACTGGGGCTGCTCAGGGCACAACTGTGGTCTGG
ATCAGGCCGTCTTCACGTCTCAGGGATGGAGGATGCCCATCATCGTCAAGAGGCTGGATG
CCAGATACGATTGGCTGATGGGACGCTGGGGCGCAGGGCCCTATAGGCTGTTGGATGCAG
GAGACGCGTGCAGCCCTTCGCCTTCAATGGCGGGGGCTGTAGCCTGGGTGTCTCAGGGCA
ACTGCTCCTACTTTACAAAGGTCCGGAACATGGCCAAAGCCGGCGCCGCAGGTGTCCTGG
TCTACTCCCTCCCGGGTAACCCCATCCAGGACATGAACTGCGTCGAGGATGAATGTTTCC
AGGAGCTCCGCATCCCGGCTGCCATGGTGCACCTGGAGGTCGGCGTCGATCAGGCTTTGC
GGCTGGGGAAGGCCGTGGACGTGTCCTTCCAGAACACCCCCTCTCCGAACTTCTTCGTCG
GTATTGACCAGCAGGGGGCGCTGGCTGAGATGGGTTGGTTCCTGTACCCGAGCCTCAGAT
TCATCAACTGGCAGGCGGAGTGGTTCGATTTCTCCGCCAACCTGCAGGTCAAACTTCGGC
GCCCTGCCAAAGTGGTTTCTGTGTTTGCCAAAGTCCAGATGCAGGGAGAGGAAGGAGCCG
TGGCCACAGTCGACCTGCCTCCCGACCTCTGGGAGTTCAGGACGCTGGAGCTGGACGCCT
CGCTGTCGTGTCCCGGCCGGAGAGACTCGTCCTGCCCCCCCTGGGATCACACTGTGCAGC
TGTTTGTGTGCTGCGATCGCCTCAGTCCGTTCTGCAACACAGAGCTGGGCCGCTGGATCA
CGGCGTTCCGCAGAGGCAGCGGCCGCTGGCTGACGGACGTCTCCCCGCTGCTCCCCCTCC
TGGACGGCAGATGCACCTTCACCATGAAGACGGTGCCGTGGGCCAAACCCTGGGTCGCCT
CCCTCAACCTGAGATTCAGTGACAGCAACCAGACGGAAGAGACGGTGGAGAAGCTCCGCC
CCTTCAGGGTTCTGTCTCTGTACGGCGGAGGAACGTTTGACAGAAACTACAACAAGCGGT
TCCGGCCCATGAAGTTCTCGGTGCCTCCATCAACCAGAAAGGTGGAGCTGCTCGCCACCA
TCACCGGGCACGGCAGCGACGAGAACGGCTGCGGCGAGTTCTGCGTCACCTCGCATCACT
TCCTGATCAACGGCGTTCACAACAACAGCCGCGTGTTCGATTCAGCAGGGTCCATTCTGG
GCTGCGCCCTGCGGGTCAAAGAGGGGGCCGTGCCGAACGAACACGGGACGTGGCTGTACG
GGCGAGGGGGCTGGTGCGACGGCCTGCAGGTCGACCCCTGGAGGACGGACGTCACCGAGC
AGGTGGACCTCAGCGGACTGGAGTCCAACACCATCATCTACTTTGGACTGTTTGAAGGAA
AGGATCCCGATCCCGCTCAGGAGCCCGGATACATCATCATGTCTTCATTTCTAATCTTCT
ACAAATGACGCTGCTTCAGAATTGTCCATAAATGTTGCACTGAATGTAAATTAAACATTA
AACTTCAGTTTTTTTAAATCTTAAAAAAAAAA
>CL1Contig112
TGCAGGCAATTCGGCACGAGGCCTCGTGCCGATTCGGCACGAGGGAGATTCCTACATCTG
ACAACAAACATGGCTTTAAGACGAGCTTTGCATTTTGTTTTTAAAGTAGGAGATCGAACC
AAAACAGCCACGTTTTATCGAGAAGTGTTGGGCATGACGGTTTTAAGGCACGAAGAGTTT
GAGGAAGGCTGTAAAGCAACTTAGAACGGCCCCTATGATGGGAAGTGGAGCAAGACAATG
GTTGGCTATGGTCCAGAGGACAACCACTTCGTTGCTGAGCTGACATATAATTATGGAGTT
GGAGAATATCAACTTGGGAATGACTTCATGGGACTTATCCTGCAGTCGAGCCAGGCTGTA
AGCAATGCTAGAAGACTCGGGTGGCCCCTGACACAAGTAGAGGAGGCCCTGTACCTGACC
CACGCCCCTGGAGGGTATCCCTTTTATCTTGTTGACAAAGAACAGCCTCCACACGATCCT
GTTCAGAAGGTTTGTCTGGGAGTGTCAGACCTCCAAAGATCAATTCACTACTGGGAAACA
CTTTTGGGAATGAAGGTCATGGATAGAAATGATAAAAAGAAGACGGTGCTGTTGGGGTTT
TCAGACACTCAATGTCAATTAGAGCTCTGTGATGTCGGTGGGACCGTTGACCATGGAACT
GCGTTTGGGAGAATAGCGTTTTCATGCCCACGAGAGGAGCTACCAAATCTTGAAGCCTTG
ATGAAGAAGGAAAACCAAAAAATCCTCACTCCGTTGGTCACACTGGACACTCCTGGAAAA
GCCACAGTAGAGGTGGTCATTTTAGCTGACCCTGATGGCCATGAGATTTGCTTTGTGGGA
GATGAAGCCTTTAGGGAACTGTCTGCTGTGGATCCTAAAGGAAATGAATTACTTGATAAG
GCTATGGCAGAAGACAAAAGCGATGAGTGGTTTGCAAAACACAATAAACAGAAAGCTGCT
GCCTGAGAGGAAGAGGCTGGTGTGGAGAACTGCATGTTCGTGAAACGTTCAGATGCTGAA
GAGGAAATCTGTCGCATAAATCTTTTTGTAATGTCAACTTCTGTCCAGGCTGACAGAAAA
AGTTTCCTGAAAGGCCCTTCCATCTACAATGGACCACTTTTTCTAATTGATGAATATTCT
TTCCTGAAATGTTTTGATAAGAAGGCAAATGAATGTGTAGAAAGTTCAATAAATTTGATG
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATTTGGGGGGCCCCCTGCCCC
>CL1Contig113
TGCAGGNAATTCGGCACGAGGNCTGACCTCCCCCCTCATTCACCTCTAATGCAAACGCGA
AGCCATGTTTCGGTCTTTTAGAAGCGTCCAGCAGTTAAACTGCAACTTCCTAAATTTACA
GAAAGTCCAGGCGAAGCCCAAACTCCTGTTCTGCACGTCCGGAATGGCCGCTTCCGGGTA
CAGGATCGAACGGGACACGTTCGGCGAGCTCAAGGTCCCAGCTGACAAGTACTACGGCGC
CCAGACTGTCAGGTCCACCATGAACTTTAAGATCGGGGGGCCGAGCGAGAGGATGCCGAT
TCAGGTCATCAAGGCCTTCGGCATCCTGAAGAAAGCTGCCGCCGAGGTGAACAAGGAGTT
CGGGCTCGACCCCAAGCTGGCAGCAGCCATCATCCAGGCTGCAGAGGAGGTTTCTGCCGG
GAAGCTGGACGATCATTTCCCTCTGGTGGTGTGGCAGACTGGATCTGGAACCCAAACCAA
CATGAACGTCAATGAAGTCATCAGCAACAGGGCTATCGAGATCCTGGGAGGGACTCTGGG
CTCCAAGGATCCGGTCCACCCCAATGATCATGTCAACAAGAGCCAGAGCTCCAACGACAC
CTTCCCCACCGCCATGCACATCGCTGTGGCCACAGAGGTCCACCAGGTTCTGCTGCCCGG
GCTGCAGACTCTGCACAGCGCCCTGTCTGCCAAAGCAGAGGAGTTCAAAGACATCATAAA
GATCGGCCGCACCCACACTCAGGACGCTGTGCCCCTGTCGCTGGGGCAGGAGTTCAGCGG



TTATGTCCAGCAGGTGAAGTACAGCATAGAGAGGGTGAAGGCCGCCATGCCCAGAGTCTA
CGAGCTGGCCGCGGGAGGCACAGCCGTGGGGACGGGGCTCAACACCCGCATCGGCTTTGC
TGAGAAGGTGGCCTCGGTGGTCGCCTCGCTCACAGGCCTGCCGTTCGTCACGGCCCCCAA
CAAGTTTGAGGCCCTGGCGGCCCACGACGCTCTGGTGGAGCTGAGTGGAGCGCTCAACAC
CGTGGCTGTCAGCATGATGAAGATTGCCAACGACATCCGTTTCCTGGGGTCAGGACCTCG
CTCTGGCCTGGGGGAGCTCGTCCTACCAGAGAACGAGCCTGGAAGCAGCATCATGCCGGG
CAAAGTGAACCCCACCCAGTGCGAGGCCATGACCATGGTGGCAGCCCAGGTGATGGGCAA
CCACGTGGCGGTGACGGTCGGAGGCAGCAACGGCCACTTCGAGCTCAACGTCTTCAAGCC
CATGATCGTGAAGAACGTGCTGAACTCTGCCCAGCTCCTGGGCGACGCCGCCGTCTCCTT
CACCGACAACTGCGTGGTGGGCATCCAGGCCAACACCGACAGGATCAACAAGCTCATGAG
CGAGTCCCTCATGCTGGTCACCGCTCTCAACCCTCACATCGGATACGACAAAGCCGCCGC
CATCGCCAAGACCGCCCACAAGAAGGGCTCCACCCTGAAGGCCGTGGCCGTGGAGCTGGG
CTACCTGAGCGAGGAACAGTTCGACCAGTGGGTGAAGCCGAGCGAGATGCTGGGGCCAAA
GTGAGGCGCCGACAGCCCAAGAACACTACAGAGAAGTTATACATGCCGTTAAAGTGTCCA
AATAAACGACTTCAGCATCTGAACTCCTGCCATGTTTTTACGGAGTTTCTCCAGACGGAA
AAACTCTGAGACCTCAGCAGTCGCAGCATCGTAACACTACAAGTTTGCACTTTGTGGCAT
CTGAGCACAGCCAAAGGTCCCACGTGTTCGCTGTACCATCCCTGCTGTCTTCACTGTCAG
TCCAGGTTTACAATTTTCTGATGTTTCTCCAGAAGTTCATTAAATCTGAAACTAATTAAA
AAAACCCTCGTGCCGA
>CL1Contig114
GGGACTATCTACACATACCCGGAGAACTGGCGGGCCTTCAAAGCCCAGATCGCTGCCCAG
TACAGTGGTGCTCGCATCAAAATCGCCAGCACCCCCCCTGCCTTCACCTTCGGACAGACG
AACCGTACCCCTGCCTTTATTAATAACTTCCCGTTGGGCAAGGTACCTGCCTACCAGGGA
GATGACGGCTTCTGTCTGTTTGAGAGTAATGCCATTGCTCACTACTTGAGCAATGATGCC
CTGCGCGGTGCCACGCCTCAGGCAGCAGCGCAAGTGCTGCAGTGGGTGAGCTTTGCTGAC
TCTGAGATCATCCCTCCAGCAAGCACATGGGTCTTCCCTACTTTGGGAATTATGCAGTTC
AACAAGCAGGCCACAGAGCAGGCCAAAGAAGATGTAAAGAAGATCCTCAAACCGTCCTGC
TCCACCTGCTGAAAAATGTCTTGAATCCGTTGGCTTTTGTCATGTGACTCTTGCCCATCT
TGATGGGTTTGTCTGAAGTGTCTTTGAACCT
>CL1Contig115
TTTTTTTTTTCATTGTTGACCAAAGATCTTTTATTGTCAAACATGAGCATCACCAGAGTA
TCTGTACAAAATAACTGCTGCTTCAGGTGACATTTCCTCTGTGTGGTCAGGCTCAGGCAA
ACGTTGGAAGGGAGGCATGCTGAGATCCACTCATGTTTACAAGCCAAGCTTGGTCCTCCT
CCAGTGTCTCCTCTTGGAGTTGTACCTGATCTTGTTGCCGGTCTTCATTCTGATCCACTG
AGGAATCGGCCTGTTCTGTTTCTGCTTCTTAGCGAGGAAGCGCTTGATCCTGAACGTCTT
ATGGGAGGACATTTTGTCCACCGTCCTGTCCCCGCCTTGGTTTTCACTCGCCTCAACGTA
NCGCAAAGGATAAAAAAATGGCCTTCGCTGGTCTCAATGATGCTGATGTGAAAGCTGCCC
TTGATGGCTGCGCAGCTGCCGACTCCTTCGACTACNAGAAGTTCTTCAAGGCATGCGGCC
TGGCCAGCAAGTCTGCTGATGA
>CL1Contig116
ATTCGGCACGAGGGCAAAGACTACTACCAATNCCTCCACTACTTGAAGGAGCATGTTTCT
GAAGACCAAGGTCCTCAACAGCAGCAGCTTCAGCAGAAGATCTTCCATGGTCATCCCCAG
AGATCCTGAGGCTCATTGGCCTGGTGGCATACTGGGATTGCTGGCTGAATTTGTACGAAA
TAAAGGATCAAAAGAATCTAAAAAAAAAA
>CL1Contig117
CTTGTCTCAAAGATTAAGCCTGCAAGTCTAAGTACACACGGCCGGTACAGTGAAACTGCG
AATGGCTCATTAAATCAGTTATGGTTCCTTTGATCGCTCAAACGTTACTTGGATAACTGT
GGCAATTCTAGAGCTAATACATGCAAACGAGCGCTGACCCTTGCGGGGATGCGTGCATTT
ATCAGACCCAAAACCCATGCGGGGCTGCTCCTCCGGGGGCGCCCCGGCCGCTTTGGTGAC
TCTAGATAACCTGGAGCCGATCGCTGGCCCCCCGTGGCGGCGACGTCTCTTTCGAATGTC
TGCCCTATCAACTTTCGATGGTACTTTCTGTGCCTACCATGGTGACAACGGGTAACGGGG
AATCAGGGTTCGATTCCGGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCA
GCAGGCGCGCAAATTACCCACTCCCGACTCGGGGAGGTAGTGACGAAAAATAACAATACA
GGACTCTTTCGAGGCCCTGTAATTGGAATGAGTACACTTTAAATCCTTTAACGAGGATCC
ATTGGAGGGCAAGTCTGGTGCCAGCAGCCGCAGGACTGGTGAGCGCAAGCGCAAGTCTGT
CCGTGGGTGCATTGTTGACGCCAACCTTCAGCGTTCTCAACTTGGTCATCATCAAGAAAG
GTGAGAAGGATATTCCTGGACTAACAGATTGCCAAGAGACGTCGCCTCTCTTCTCTAAGA
GCATCTACATCCAAGTCAGAGTCCAGCCAGAAGNAACACAT
>CL1Contig118
TTTTTTTTTTGGTCATTTACAATGTTTATTAAATCTGTTGGGATGTTCCTAGACGGTCTC
CTGGATGGGGGGCTCATAGCCATCGGCCCTCTCCACCTTGGCTCCAGTGTCGTCACCAGA
TGCCTTTGCAGCACCGCCTGCACCACCCTCTCCATGCAGCTCCATCAGTTTGCCCAACTC
AAACTTGGGCTTCTTCAGCATTTTGACCTTGCGGACGTAGACGTCATGTAGGGGGTAGAT
GGACTGGCAGGCCTTTTCAATGTCCTTACCAACGCTGTCAGGGATCAGCTTGTTGACCAC



TTCCTTCAGGTCGTTCGTTTGAACCTCACGGGTCATGATCTCCATCATCTTCTTGCGGAT
CTGGCGGACCTGCTGATGCTGGGCGTATGAGGTCTTTCTGACCTGGTTGTTGCGCTTCTT
TGTGAAACCAACACAGAACAGGCGCAGCAGGTATCCGTCAGTGGTCTTCACGTCCACGTG
GGCTTCAATCATGGTCTGCCACTTCTTAACCATGGAGCACATCTTGTCCCGGGTCAGGTC
CATGCCGTGGAAGTTGGTGAGGCAGTTTTTGCCCTGAACATCCTCGGTGATGAGCTTAAA
CTTGCGGAAGGCGACCTCGTCGTTCTGCAGATCAGCAAGGCTCACCTCGAACACACGTCC
CTTCAGACCGTCGGAGGCAATTTTGGTTCCTTGGGTCCTGGTAACCAAGGTCTTGCCAAG
ATTGCGGATATTGAACATGGCTGGTGCCTTGACATCGTACCAGTCCTTCTTGGAGAAAGG
GTCCACGATCTTCTTTTTGGCACCCTTTTTACCGCCTTTGGTCAGTCTCTTATTCTTGCC
GACTGCCATGTTGGCTAAAGGGAGTAAAAGAGACAGTAGGCCAACAAGGCCGACTCGATG
CTGCGGCTGAAGACGGCCTATGTGGCCAACAAGGCCGACTCGATGCTGCGGCTGAAGACG
GCCTATGTGGCCAACA
>CL1Contig119
TTTTTTTTTTGCTGGTTTTTGCTTTTACTTTATTTTCATATTTTAGACAGAACAGAGTGA
GGTCACAGACTAAAACATATTTGTTATTTATTACATATGTCTGATAATGTCAGAGATCTG
TGTGATGGCAGGTGCAGTTTCTTTTTATTTAGAGCCAGAGGTGGGTTTAGCTGGACTTGA
CGAAGGAGTCATAGAGGCTGGTGAGACGAGCCTGGAGGTCCTGGGCGTAGGGGTCCAACC
TTTCCCTCAGCCTATCAACATAGGGACTTGCCATTTCCTTCACCTGCTGGGCTCTCTGAC
CGATCTCACTCTGGACTCTCACACTAATTGGTGCAACTCTCTCCTTAAAATCCTGCAGGT
GCTGGTCCACCTTCTGCTTCAGGTCATCGGTGTAAGGTCCCAGCTGGGTCTGCAGGTCCT
TCACACTCTGCTCCAGGTTAGCCTTCAGCTCCTCGCTCTTCTGCACCAGGGTGGCTCTCA
GGGTCTCGGAGTCCAGGGAATCAGCATATGGTGCCAGCTCCTGTTTAAGCTGCTCCACTC
TCTCCTGGATGTGAGATTTCAAGGTCTCGGCGTAGGGCTCCAGCTTCTCCTTGGCTGTGT
TCAGCTCCTGGTTCACGCGCTCTCTCAACACCTCGGCCTCAGTGGTGACTTTAGTGATCA
GCTGCTGGGCTTCAGGGGGAAGCTGCTCATGCAGGGAGGTTGCATATTCGTTTGCCAGGG
TCGCACTTTCTGTCAATCGGGCACTGACGTCCTGTCCAAACTGGGTCTTCTTGATCATAT
CCAGTGTTTCATCAGCAGTCTGGGTGGCTTTGCTTACATAGTCCCAGAAAGCATCAGCTA
CCACTTCCAGCTGAGGCCTTGGGGCATCAGCATAGAAGAGGTTGGCATTGCAGCCAGTAA
AAACGGCAAGGACAAGCACAGCGAGGACCTTCATGACTCCTACACCCTTGGTTTTACAAG
TGTGTCTGTAAATCGCGTATTTTGAGTTGGAAGCTCACCCGGAGCCAAGGATGGAGTAAA
CCCTCGTGCCG
>CL1Contig120
TTTTTTTTTTCAGTTTGTATCAGGTCTTGTTTTATTAAACAAACTGGTCCAACATAAAGG
AAAACAGGCAAGTTGCTCACTGAATAATGGGCCTTTGCTAACTGGAGACTCTGTGGCCTC
ATTTTCACATGTACAGAACAGTGCAGTCTCAAAGGAGAAAACCTGCTTGATGTTTTTTTT
ATGAGGTTCAGGACTCCATGCAGGATGTGTGCAGCCACGCAGCACAGCCGTTTGGCTCAC
ATCAGCTATCAGGTGTGAAGGAGGAGGACGCATTTATTGCGTCTTTGACCTGTCGAACAG
CTGTTTGAGTTGGTCCTTGGAAGTGGCCTCTTTCTGCTGCATGAGCTCGGCATGGCCCCT
GGTGACGCCCCAGCCATCGGGGACAGACAAGGAAGGGCAGAAGGGGCGACCAGAGGACGG
CTTCAGGTTCTCCCAATAATCACGGCGAGCTCTGGCTCTGACCCAGGGCTTGGTGTGCAT
CTCCAGACCTGATCCCCAGGGGCCGTGTTTCTCCGTTGCAGCTGGGAAAAACCCTCTCTC
GGTGGCCAGCTCCTCTGCTACAGCCCTGATGTGATAGGGCTCAAATCCACAGCACCCACC
AATGTAGCGAATTCCAGCGTTATAAGCCTCTCTGGCGTATTTGTGCATGTCCCAGCGGGT
CAGGATCCTGGGCTCAAGACCAAAGGGGAATTCTGGAAGGTCGATGAAGCCCTGGCAGTT
GCAGTCGGGGGTGTGGAATGCCAGAGGCTGCACCATGTAGTGAGCCTTCAGCCCAGCCTT
CTCCACCCCCTCCTTCATCATCTTCACAGTCTTCACGCAGGTCTCAGGGTCAAAGTGACA
GTTGATTCCAACAATCTGGGCACCTGCTGTGACCAGCCTGACGGCACACTCCTGTGGTGA
GACACCATGCATGTCCCCCTGTGGTCCAATGCACAGAGTGGCAGCCACAGGCTTCCCTGT
CTCCTTCAGCATTTCCACGGCCCACACGGCCTCCTCAACATGCTCAAAGTACTCAGCAAT
CAGGAAGTCCACGTTCTTCTTGACAAACACATCCAGCTGCTTCTTGAAGATGGCCTTCAC
GTCTTTCTCGCTCTTGCAGCTCAGGTAGGATGGAGTCTGAGACACTCCACCAGCAACCAG
AGCATCGCCCTCATTGGCGACTTCCCGAGCCAAATCACAGGCGGCTTCATTGATCTGAGC
GCCAGTATAGCTGAGCTTGTTGCCTCTGTTCTCCAGCTTGTCATCACTGGCGTAGAAGGT
GAAGGTCTGCATGACGTTGGATCCAGCCCGCAGGAACTCTCTGTGCAGCTGACGCACTGC
TTCAGGGTACTCTTTAGCGGCTTCAGGGGTCCAGGGACCAGCCTTCACGTAACCTCTTTT
CTCCAGGGCAAACACAAAGCCCCCATCACCGATGACAATCTCTCCAGCATTGAGACGCTC
CAAGATTCCCTTCTTAGTTGGTGCCATGTTCCTGCAGCTGTGTGGACCCCTGACTGCTCA
CTCTTTGCTCGTGCCGAAT
>CL1Contig121
ATTCGGCACGAGGCACAGCTGGGCAGAGTAACTGTTAGACACACCGGAACTCACCTGCAA
CAGACATGGAAGACGACGTCTCTGCCCTCGTTGTTGATAATGGATCTGGCATGTGCAAGG
CTGGCTTTGCTGGGGATGATGCCCCCAGGGCTGTCTTCCCCTCCATCGTGGGCCGCCCCA
GACACCAGGGTGTGATGGTGGGAATGGGACAGAAGGACAGCTACGTTGGAGATGAGGCTC
AGAGCAAGAGGGGCATCCTGACCCTGAAGTACCCCATCGAGCACGGCATCGTCACCAACT



GGGATGACATGGAGAAGATCTGGCATCATACCTTCTACAATGAGCTGAGAGTCGCACCTG
AAGAGCATCCAGTCCTGCTGACCGAGGCTCCCCTCAACCCCAAAGCCAACAGGGAGAAGA
TGACACAGATCATGTTTGAAACCTTCAACTCTCCTGCCATGTATGTGGCCATCCAGGCCG
TGCTGTCCCTGTACGCCTCTGGTCGTACCACAGGAATTGTGATGGACTCTGGTGACGGTG
TCAGCCACACTGTGCCCATCTATGAGGGCTATGCTCTGCCTCATGCCATCCTCCGTCTGG
ATCTGGCTGGCAGAGATCTGACTGATTACCTGATGAAGATCCTGACCGAGAGGGGCTACA
GCTTCACCACCACAGCTGAGCGTGAAATCGTACGAGACATCAAGGAGAAGCTCTGCTATG
TGGCGCTGGACTTTGAGCAGGAGATGCAGACCGCTGCCTCCTCTTCCTCCCTGGAGAAGA
GCTACGAGCTTCCTGATGGGCAGGTCATCACAATCGGCAACGAGAGGTTCCGCTGTCCTG
AGGCGCTCTTCCAGCCCTCATTCCTCGGGATGGAGTCTGCTGGCATTCATGAGACGACCT
ACAACAGCATCATGAAGTGTGACGTAGACATCCGTAAGGACCTGTATGCCAATACTGTGC
TGTCTGGAGGCACCACCATGTACCCTGGAATCGCTGACCGCATGCAAAAGGAGATCACTG
CTCTGGCCCCACCCACCATGAAGATTAAGATCATCGCTCCTCCAGAGAGGAAGTACTCCG
TCTGGATTGGTGGCTCCATCTTGGCTTCCCTGTCCACCTTCCAGCAGATGTGGATCAGCA
AGCAGGAGTACGATGAGTCCGGTCCCGCCATCGTCCACCGCAAATGTTTCTAAACGACCT
CTGCCCGGCAGTGATAAGGCTTCAGTCAACCTCTTCCAGACTTTCTGCTTCATCTTGAAC
AGAATTAAAGATGTCCAACAGCTGAACTGAAGATCCAACAGTCTGGTTTGAGAGGAGCTG
ATGCTTTCAGGTTTGGCCTGAAGGGTTTGAAAGCTCAATGTCTAAATCCATCTTCCATGA
TCTGTACAGGAACACTATTTGTCATCTCAAAACTGGTTGCAGTTGTGGAGGATAAATAGT
TCTTGGCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTGTCGGTCT
>CL1Contig122
GTCTTAGTGTGCTCTGCTGCTCTGCCAAACCTCTCTCTGCTCAGCCTTTTCTTTGCACAT
CCTTACTTTAAAAAAAGAAGCAGAAAAATAGTAAGACCAAAAAAGCAAGAGCCACAGAGA
TTTGAGTCAGTCCTGTCGTCCTTCGAACAGTCAGCCCGGCTGTCTTTTGGTTGCTGGATA
TGCTGTTGAGCAGACAAAGCAAAAATTGTAGTGTCAGAACAGAAAATCCTAAAAAGCAAC
AACCACTACGCACAATGAGCTACATCTGTACAAAAGGAGGACAAGATACTTTTGAATTCT
AAAATTGCATATAGGACATGTAGTGTCGCCACAATGACTACTTTCATTTGTAACTTGTTG
TGCACGTTAACACCATCAAAAGCAGCTCTATGTAATGTTCCCTCTCCCCTTCCTTCTCAC
TTCCTGTTCCAGAGGTAACCCTCAGCTGCCATATCTCTAAATGAATGGTTTCTTTTGATG
CAATTTGTTCCTTTTCACAAACACCAAAAAACTTACATGAGGCTGACTGGTACAACCAGA
TTTATAATAAACTGTACCATCAAAACATCTGTAATAAATCTGTGTTCAATTTTAAAAAAA
AAA
>CL1Contig123
TTTTTTTTTTCATTTTTCCGAACGTTTATTCAACTGTTCTCTGTAGAAAATGTTCAGGAG
GTGGCGGCTTGCACTGGCTGGCCTCTCTGCACAGACACCCTGGTGTGAGTCTTGGCCAGA
TGGTCAGTAAACTCCTGGTACGGAGACTTTGTGAACACAGTCTCCTTCCAGAGATCAGGG
GTTAGATAGCTGTAAGTCTTGGAGATTGCATCGAAGGTGGCCTTAGCAAAGTTTCCAAGT
GTAGCAGTGCAGCCCCTGGCCGAGGTGTAGCAGTCATCAATACCAGCCATCATGAGCAGC
TTTTTGGGCACAGGGGCGGACACGATGCCAGTACCACGGGGAGCCGGGATGAGACGCACC
AAAACAGATCCGCAGCGACCGGTGACCTTGCAGGGCACGGTGTGGGGCTTGCCGATTTTG
TTACCCCAATAACCTCTCCTGACGGGGACGATTGACAGCTTGGCCAGGATGATGGCTCCA
CGGATGGCTGTGGCAACCTCTTTGGAGCATTTCACCCCAAGACCCACATGACCGTTGTAG
TCGCCAATGGCAACAAAGGCCTTGAACCTTGTGCGCTGACCAGCCCTGGTCTGCTTCTGG
ACAGGCATAATTTTCAACACCTCATCCTTCAAACCAGAACCCAGGAAGAAGTCAATGATC
TCAGACTCCTTGATGGGCAGAGAGTACAGATAGATTTCCTCCAGGGATTTGATCTTCATG
TCCTTAACCAGGCGACCCAGCTTCGTGACTGGCACCCACTCCTTGTCCTCGGATTTGCCA
CCCCGAGCACCGCGGCCCCTGCCACGGCCTCTGCCGCGTCCGCGGCCCCGACCACGGCCG
CCAGCGCCGAAACCTCCGCGAAAACCTCCTCTACCACCGGCGTCGTCCGCCATTTGGTGA
TGATTTGGACAGGAAGAAGGCCTGTTCAAGGCTCAGCCGGGTTTTGTCAAACGACGTTCT
CGCGATATTTGCGTTAATGCCCCCGGCCATAAGGCCCGGGT
>CL1Contig124
TTCGGCACGAGGCGAAACATGCCGCTAAAGGTCCTCTGCAGTCTGTCCAGGTGTTTGGAC
GTAAAAAGACGGCCACAGCAGTTGCCCACTGCAAGAGGGGCAATGGCCTGATCAAGGTGA
ACGGCAGACCCCTGGAGATGGTGGAGCCTTCTACACTTCAGTACAAGCATCGCCAGGCAT
TGGATGCTACCCAGAAGCCTCCCCTGTGACGACCGCAGGTCCTTGTAGACCTCTTCAGCG
GGAACAGGAAGCACTTCGCAGCGTGGGTCGCGACCCCTCTCGCTCAGCCTCATGAGTCAA
AGCTGGCCCACCGCGGCGAAACAGTTCCGGGCCCGTCCGAGAAGGCGTGGAAGGCTGTTC
AAAAGGTTGCTCCACCGTGTCTCTGAACTCCAAAGTCAGACGGAGGGAAGAGCACATCTT
TGGAGCGCCGGCGTGTAACCTCATTACACACCAGACCCAGAAAGGCCCGTCTGAATGCAG
CTGCAGCCGAGAGCCCGACGTCCAGGAGAGCTGCTGCCGCCGAGCAACGCGGGTCCCTTT
GGACCCCATCTGAAGCAGAAACACAGGAACCTCCACCTGTTGCCCGCCACGCTTTCTGCT
TATTTGGAACAATATTCTATTTC
>CL1Contig125
TTCGGCACGAGGCAGACAGCAGGGNACTTCCCCATTCAGCTTTGCCTCAACAACAAGGTG



TCCTTGAAGTTCTCCGCTGTACAGGAGCTTCCAGGAGCAAAGACCACATTGACTCTGCGG
GCTCAGCCCAGCTCCCTCTGCTCTGTCAGAGCCATTGACCAGAGCGTCCTCCTTCTCAAG
TCAGAGGAGGAGCTCACGGTTGACTATGTCTACAACCAGCTGCCCATCAAGAAAATGTGG
GGATATGACTATCAGGTTGAGGACGACTCCTCCAATCCCTGCTTTCCTAGACCATGGCCA
AGACCGATTCCACTGGAGCCCGAAATCCTGCTCAGAGAACGTCGTGATAAGCGTTCACGG
ATTTTGCCCTTTTATGAGGGTGATGATGTTTACACCATCTTCAAGAACATTGGAATCAAA
ATTATTACAAACTCTGATGTGAGAGCACCCAGACCTTGCTTCTTTGACTTGGAATTTGCT
AGGCCTTTAGCGATTAATGCTGCTAATTTAGAGTCAGTGATGAATGAGCCAGTGCCAGCC
CCAGCCCCAGAGGGACAGAAAACGGAGACCATAAGAACATATTTCCCTGAAACCTGGATC
TGGGACCTGGTTTCTGTGGGATCCAGTGGATCGACCAGTTTGGTGAAGACCGTCCCTGAC
ACCATCACTAAGTGGGCAGCTGGAGCTTTCTGTGTGTCTCCTGCAGGCTTTGGCGTTGCT
CCCAACGTTGGACTAACAGCCTTCCAGCCGTTCTTTGTCAGCCTCACTCTGCCCTACTCC
GTCGTCAGAGGAGAGGTGTTCACTCTCAAAGCCACAGTCTTCAACTACCTCCCCAAATGC
ATCATGGTGAAGGCAACTCTGGCCAACTCTGATCAGTTCACCTTCAAGAACTGTGACGGC
TGCGTCTACAGCAGTGTGTGTCTGTGTGCAGAGGAGAGCAAGACCTTCTCCTGGATCGTG
ACGCCAACTGCTCTAGGTGATGTGACTCTGAAGGTTAGCGCTGAGGCTGAGAAGAGCAAC
AAGAAATGTGGCAAAGGGGTGGTCACAGTCCCCACCGTGGGTCAGGTCGACACTGTGATT
ACCACGCTGCTGGTAGAGGCTGAAGGAGTCCCACAGATGGTCAGCCACAACGCTCTCCTG
TGTCCCGCAAAAGGACCAGTGAGTAAAAATATCTCTCTTGAGCTTCCCGAAGATTTTGTG
AATGGATCAGAGAGAGCCTCTGTGTCTGTTGTGGGTGATCTGATGGGCCGGGCCATGAAG
AACCTAGACAAACTCTTGGCCATGCCGTATGGCTGTGGAGAACAAAACATGTTGCTGTTT
GCTCCAAACATCTTTATCCTTGACTACCTGAAGAGCACTGGTCAGCTGAAAGAGTCAACT
CGGAAGACGGCTGTGGGATACTTGGAGAGCGGATATCAGAGGGAGCTCAACTACAAGCAT
GATGATGGTTCCTACAGCGCTTTTGGAATGAGTGACCCATCTGGAAACACATGGCTCACT
ACGTTTGTCATGAAATCCTTCAACGCTGCAAAACAGTACATCTTTGTGGACCAAATGTAC
ATCAAAGAAGCCAGAAAGTGGCTGTCTGGACTCCAGAAGCCCGATGGCTGCATTCAGTCT
GTTGGAAAACTCTTCCACAGCGGGATGAAGGGGGGAGTGAGTGATGACGTGTCCCTGACG
GCCTACGTTGCTGCTGCCATGCTGGAGCTGGACGGAAATGCCACTGATACCGTCGTTCAG
AACTGCCTGGAGTGTGTGAAAACTGCAGTGGCAGATGAAATAACCAACCTGTACACAGTC
GCCCTGCTGTCCTACACCTTTACCCTGGCTGGAGACCAGGACGTGAGGAGCAAACTCTTC
ACCCTTCTGGACCAAAAGTCCACAAACGAAGGAGGTACTCGTCACTGGAAGAGAGATGAT
GCTCCTGAAACCGGCCTGGACTCAGTGGAGGTGGAGATGACGTCCTATGTGCTCTTGGCT
CTGCTCTCCGGTCCATCTCTGCCAGGCTTTGGTTTGGATTATGCCGCCGGCATCGTGCGT
TGGCTCGCTCAACAGCAGAATCCGTTTGGCGGCTTCTCGTCCACACAGGACACAGTCGTG
GCCCTCCAAGCTCTGGCCAAGTATGCTACTGCCACCTTCAGTCCGGAGGGCAGTACTACA
GTCACAGTGACTTCAGTGGGTGGTCTGAACAAACGCTTTACCGTAAATAAAAACAACAGA
CTGCTTTACCAAGAGGAGAAACTGACTGAGATTCCTGGAGAGTACACAATTGAAGCTGAG
GGTCAGAGCTGTGTGCTGGCACAGATCTCTTTGTTCTACAACATCCCCCCTCCTTCCGAC
TTTTCTGCCTTTCAAATCTCTACCAACACTAGTGGTCGATGTGACATTCCCCGACCAGAG
TTCATGCTCTTTGTGCACGTTGAGTTTCAGGGAAGACGAGAGGAAACCAACATGGTGGTG
ATCAACATTAAGCTGCTGTCTGGTTACATTCTGCAGGACAACTCTTTGAAAATGCTGAAG
GAAAACCGCTTGGTGAAGCGTGTGGACGTAGAGGAAGGTTACATCAACATCTACCTGGAC
GGGTTAAAGAAGGGTCAGAAAGAGACTTTCGATGTGATCCTGGAGGAGGATCAGCAGGTC
GGAAACCTGAAACCAGCCGTGGTCAAAGTCTACGATTACTATCAGACAAGTGATGAGGCG
GTCACTGATTACACTTCTCCCTGCAATAAGTGAAATGTCTGACATCCATCTCCTAGTCAG
ACGTGATGGAAATTGCAGCACTGGAGTAGATTTCTTAGTCAAAACTTTAGCAATAACAGG
AGTAAAAGTATCCAAATATTGCTGGGTAGAACAAGGTGTGTATTTTGGCCTGGGTTCGGC
GTTTTGAGACTTTTCCTATTTTGTTGACCCAAGTTTTGTTTTGGATTTTGTTTTCCTGTT
CTCATCTTCTCACATGAGTACTCTATAGTTTGTAAAGGACGAATTCCTTTTGATGTTGTG
TTTTGAGTGTTGCTTTTACAATATATAAAGACTCAGAACCACTGGTTGGTGTTTGCATGT
TTTCACAAAGTGTTTGATGGGAAATTGAGTCTTATCACAAACATTCTGCTCTGATTTTCT
TTGTTTCAAAGATTTATCTTGGATGAACATTCTTTCATTATTAAACTTCATGGGTTTGTG
TTTAATACTTTGAAATAAAAACTTTTAACCAAAAAAAAAA
>CL1Contig126
ATTCGGCACGAGGTCAGCTTTACACAGCAAACAGACGTGTTTCTCCTGCAAACAGGTCAA
GATGGGAGGTCTCCTCGGCTGGTCTGAACTCATGTTAGCTCTCCTCTTGATCTTCTCCAT
GCAGACTGGGAGTGGATCAGTAAATGCAGTTGGACCACCCGATTGTTCCTACATTCGGAC
CTTTTCATCAAATGGAGCCAGTGGGGTTTACAGCATCCAACCTGAAGGATTCAGGTTCAG
CTTTGAGGCTTACTGTGAGATGGGTACAAATGGAATCTGGACAGTGATCCAGAAGCGTAC
TGGAGGAGCTGTGACTTTCGACAGGGAATGGGCAGCATATAAAAATGGATTTGGATTTGC
TTCATGGGATCACTGGCTCGGTCTGGAGAAGATTTCTGCTATGACCAAAGACAAATCCAA
GAGGTGGAAACTGAGAGTGGACCTGTGGGACTTTGAAGGGGGTAGTGCTTATGCTGAGTA
TGAAGACTTCAGGGTGGGAGATGAGAGCACAAACTACAGACTGAGTGTTGGCAGATACAG
TGGAACCGCAGGTGATGCTATCCGAGGAGCCTATCCCGGCGTCGACCAAAATGGCTATGG



CTTCAGCACCTTTGACCATGACAGTGACGGCTGCAACCCTTGCCTCTTTGGTGATATTGC
TACAAATAGATGCACTGATTTCAACAGTGGTGGCTGGTGGTACAGCAAGTGCGGCTCTGC
CAATCTGAATGGTAACTGGCATCCAAAGGGGGATAACATTGGTTGGTCTTCAGGTCTTCA
CTGGCTCACCTGGAAAGGACCTGCCCCCTACTCAGCCAAAGCCACCAGAATGATGATCAC
TCCCATGTAACGGTTTCAAAGTGTTTCTGTATTTTCAGATGCTTTGTTATTCTAAAACAT
GGTTATATTCCAGAAAAACAATTCTAATTAAGTGTGTGCCTCAATCTTTGAGTTTTTTTT
ATATTGATGAAAGCTCTTTACTTAAATGCTGTCAGACCCATTTTTAAATTCCTGATAAAT
GAAAATACAACAATTCAAAAGTCATAATACCTTTCTAGTTGTAATGCATTTCTTGAGCAT
TATGTTGACCTGTCCTTCTCAGCTCCCAATATGTCTAAAATTCAAAATGTATTGCTAAAC
TGCAATGGAAACCTTCCTTCCTCTTTCGGCTTCTCCCATCAGGGGTCGCCACAGCGAACA
AGTCGCATGGTAAATTTGGCAATGTTTTTACGCCGGATGCCCTTCCTGACGCAACCTTCT
CAAACCGGGCTTGGGACCGGCACAGAGGTAGAGAAGGGA
>CL1Contig127
GGTTNATACACCACATGACAGCTGTGTGAAAACAAGATGTATTCTGGTCCATGAACAGGT
GCAGCTGCAGACTTGATGTTTTATCTTCTTCCAGCATCCTCGCCTCCTTCAATTCAAGAC
TTCCACATCCGGTTCTTCTGAAACTCTTTCAGCCAGTAATGAGGGTCTTGATTTCATCCA
TGGACACTTGAGGCAATCCACTTTGGTGAGATGCATCAGTCACCCAGGGGCTCAGATGGG
ACAGCAGCTGGCGGAGAGGCGTTTACTTTGACCTCTGCCTCATCTTTCTTCTTTTACGCT
TCAGCCTGCGCATGCGCTTCTTTCTCCACTTGGCGACCGAAGAAGCACCTCAAGCGCGTG
GCAGCGCCGAAACACTGGATGCTGGATAAGCTGACAGGAGTGTTCGCCCCCCGTCCCTCC
ACTGGCCCCCATAAGCTGAGGGAGTGCCTGCCCCTCATCATTTTCCTGAGGAACCGCCTG
AAGTACGCCCTGACGGGGGATGAGGTGAAGAAGATCTGCATGCAGAGGTTCATCAAGATT
GATGGCAAAGTTCGCACAGATGTCACCTACCCTGCTGGGTTCATGGATGTCATCAGCATT
GAGAAGACCGGGGAGCACTTCCGCCTGATCTATGACGTGAAGGGCCGCTTTACCGTCCAC
CGCATCACTGGTGAGGAGGCTAAGTACAAGCTGTGCAAGGTCAGGAAGATCATCATCGGC
ACCAAGGGAATCCCCCACCTGGAAACCGGCAAGATCACAGACTTTATCAAGTTTGACACC
GGTAACCTGTGCATGGTGACTGGTGGCGCCAACTTGGGGCGTATCGGTGTGATCACAAAC
AGGGAGCGTCACCCCGGCTCTTTTGATGTGGTCCACGTCAAGGACAGCACCGGAAACAGC
TTCGCCACCAGGCTCTCCAACATCTTTGTTATTGGCAAGGGCAACAAGCCGTGGGTGTCC
CTGCCCAGAGGAAAGGGCATCCGTCTGACCATTGCAGAAGAGAGGGACAAGAGGCTGGCG
GCCAAACAGGGCAGCAGCTAAAGTGTGGGCGGAGCCTGAGCAGTTCTTTCCAAATAAACA
TATTTACTAAACAAAAAAAAAA
>CL1Contig128
ATTCGGCACGAGGCAGACCACCACCATGAAATTCTTGGCCCTTGCTCTTTTGCTGGTCGT
CGGCTCCCAGGCCGCTTCCCTGCAGGCTGATGCCCCCTCTCAGCTGGCCCAGATCCGGTC
CGCTGCAGATGTCTACATGACTCAGGTGAAGCAGGGTTTGATCAAAGCCCTGGATCAGCT
GGATGACACTCCATACCAGGAGCTCAAGACCACTCTGACTCAGCGTGTGGAGGACCTGCA
CACCAACATCAAGGCCGCCCTGATGCCCATTGTGGAGTCTGTGCGCGCTAAGCTTGTTGA
GCGTCTGGAGCAGCTGAGGCAGTTGGCTGTTCCATATGTTGAGGAATACAAAGAGCAGAT
GAAGAACTTTTACAGCCAGGCACAGTCCATCACAGCTGAAGATATTGAAAACTTGAAGGC
AAAGATCACACCTCTTTCTGAGGAAATCAAGCTAAAGTTTGGAGAGATCTTTGGGGCCAT
CTCAGCAACCTTCAACAAGAACAAGAACTAGATCCTCCCTGTTCCTTAGACTAACCCTGC
CTTACTGCCTGTCCTTGACACAGTCCACCTTAATTCCCATTCTTTCTTCGCTCACAAGCA
GGCCCAAAGTAAGCTCGTGCCTCCCTGACGACCACACGGCAGGACTTTCCCTCTTGCACA
CAATAACATACTTCAAAGGCTCGAGCCCAAGAAAGCGCACGCACAGAGATGCGCACGTGT
CCCGCATTCACATGCTTCGTTCCTCACAACTGCTAACATTTTGTGCTTGAATTGTGTGTG
AATTACTGCAGGCATTGACATCTCTGTGTAATGATGAACACAGCTCAATAAACATCTGTA
TGTTTATACTCTNANAAAAAAA
>CL1Contig129
GGAACTTCTCACGCATCTCCGAGNATACCTGAAAACCTGCAACCATGAGCGACAAGCCCG
ACATCTCTGAGGTGGAGTCATTCGACAAGTCCAAGCTGAAGAAGACGGAGACGCAGGAGA
AGAACCCGCTGCCCACGAAAGAGACCATCGAACAGGAGAAGGCCTCATCATGAAGCCCCT
CCCCTGCCGCCATGCACTGTACCCCCCCCTCCCCCGCACCGCCTCGTCTTCAGTCACTTC
CCCTCAGCGTATAACCCCTCAAACCAATGCACAGCCTGATGCCTTCGCCAGGGGCGGTCG
GCCCCGCCCCCTCCCACCTGGACGTCTCCAACCGGACTGTCAGCACCGTCTCACCAAAAA
CCTTCACTCCAGCTTCCTGTGGCTGCTTCTGTGGCGCCGCGGCGCCGAGCTTTGTCTGTT
TTTCTGATCTGTGGATCCGTTGGTGGCCCAAATGTAAATCTAGAATCTGAGTCTGGATTC
CATCTGGATCTAGGAGATCCCACCGGACCTCTGCTGGGCTTGTCACTTCCTGTGGCCCCG
CCCCCTGCCGTCACTGATCTGGTGGTGGGGGGGTTGGTTCTGAAATGAGGAACATCCTGA
TGGGTTCTGTGTTCTGATTCAAACTGTAAATCATGTTCTGTAAATTCACCCTCCTCCCCC
AGCAGCTGCCACAAACCGTCACCAGACGCTAAAAACCGTCAAATGTGTAATAAAAGAAT
>CL1Contig130
GCAGAAATGGCGGCGACGGCAAGCTGAGCAGCATGAATTTCTTGGCCGCTTCATGGATCG
AAATGTTTGAATGCCAAGAACCGTTTGGAGAGCTGACAATTACGATGGAGTAGAGGACCT



CTTGTAATTGTCATTACAACCCCATAACGCCTTCCTAGAGGAGTTTTCGTCTTGCGGAGG
AGAACATTCTCACTGGGAGCATGGCTTCTCACAGTAACCAGTACATCTTTGGAGAGTTCA
GTCCTGATGAGATCAATCAATTTTTCGTGACTCCTCGATGTTATGTTGAGCTTCCTCCAT
TCAATGACAAGCTTCCATGTATCAGTCAGTCTTCTGGAAGTTACTGCACTCCTGCTGTAC
CTTATATAATGGAGTCCATTGCTGAGGAGCGTGCTGGTCGTCACTGCGGAGCCCTGCGAG
TGCTCAACTCCTACTGGGTTGGGGAGGACTCCACCTACAAGTTCTTTGAGGTGATCCTGA
TCGACCCCTTCCACAAGGCCGTCAGACGCAACCCGGACACCCAGTGGATCACAAAGGCCG
TGCACAAGCACAGGGAGATGCGCGGGCTGACATCTGCAGGAAAGAAGAGCCGAGGTCTGG
GCAAGGGCCACAAGTTCCACCTGACCA
>CL1Contig131
GGCAAAGCACAGCCCACTTGGACAGAAGAACCAGCATCCGTGAGATACCTCCACTCCACC
TAAGCAACAGCAATCATGGCAGACCTCCATGTTGGAATCAATGGCTTTGGCCGCATTGGC
CGCTTGGTCCTGAGGGCCTGCCTCCAGAAAGGCATCAAAGTTGTGGCCATCAACGACCCC
TTCATTGACCTGCAGTACATGGTCTATATGTTCAAATATGATTCCACTCATGGACGTTAC
CATGGAGAAGTGTCCCATGAGGACGGCAAGCTGATAGTCGATGGGAACGCCATCTCTGTC
TTCCAGTGCATGAAGCCAGCTGAGATCCCTTGGGGCAGCGCTGGAGCCAAATACGTAGTC
GAGTCCACCGGAGTGTTTCTCAGTGTGGAAAAGGCCTCACTTCACATCCAAGGTGGGGCA
CAGCGTGTGGTCGTGTCTGCCCCCTCACCCGACGCTCCAATGTTTGTCATGGGAGTCAAC
GAAGACAAATACGACCCCTCTAGCATGACCATCGTCAGCAATGCCTCCTGCACCACTAAC
TGCCTGGCCCCCTTGGCTAAAGTCATTCACGATAACTTTGGCATTGAGGAGGCCCTCATG
ACTACAGTTCATGCTTACACAGCCACTCAGAAGACAGTGGATGGTCCTAGCGCCAAGGCC
TGGCGTGATGGACGTGGTGCCCACGCAAACATCATTCCAGCTTCCACTGGTGCTGCCAAA
GCAGTGGGCAAAGTCATCCCTGCTCTCAACGGAAAGCTGACAGGTATGGCATTCAGGGTG
CCAGTGGCTGATGTGTCTGTGGTGGATCTAACATGCCGCCTGTCCAAGGCCGCATCTTAC
GGCGAGATTAAGGAGGCTGTTAAGAAGGCTGCGCATGGACCCATGAAGGGGATCCTGGGA
TACACCGAAGACCAGGTGGTGTCCTCTGATTTCATTGGTGACACTCACTCTTCCATCTTT
GATGCTGGAGCAGGCATCTCTCTTAACGACAACTTCGTCAAGCTCATTTCCTGGTATGAC
AATGAGTACGGCTACAGCACCCGCGTGGCTGACCTGCTGCTGTACATGCATTCCAAGGAG
TAGACACTAACTGCCCAGAGAAGAAGTTAGGAAAGGGACCACCCCAACCCTCCTCATCCC
CTCCCTGCTCTTTTAACACACCAGCCCACCCATAGCCAAGTCATAGCGTCCCTGCCCTTA
GCTCTATCTACTACAGTATATGTAGGCGGCAGCAGCAGTGTTTCAGTGTTTTGAGTTCAT
CTGTCCCTTCATTTTTCATTATGAGGCGACCGGTTGGTAAAAGTGTTTTTGTGTCCGTGT
GCCCCTTTAAACCTCCTTCTGCCCTAGATGTTGTTATGACTGAGTTCTGTGGTGACTACT
GTATCCATCTCACTGTCATTGTGTTTTAAAAGCTTATTCACCGGTGGAAGGAGGAAGTTG
AAAGGCAGGCCTTGTGTAATCCTGCTTTGAGATGAATGAGACCAAGAAATAAAGTTTGAA
AAACCCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL1Contig132
TTTTTTTTTNCNNCCCCCCCCCCNTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGAGGAAAATGCTTTATTTCACAGGTC
AGAAAAAACAGAAAACCAGTTTTGGAGGGCCCATTGAGAAAAAAAAAGTCTTTGTTTTCA
AACACGGTTATTCAAAGTCATTTCTGCTGCAAAGTAAGCACATGTGGCTGAAAGTCCATA
GTTTTGATGGGGGGGGGGGGGGGGGCCAAAAATNCCCCNAAANNCCCCCCCCCCCCCCTT
TAAAAANNNCCCCCCGNNNAAAAANTTNGCCCCCCNTTTTTAANTNNCCCCCCCCCGGAA
AAAAACCNTT
>CL1Contig133
GAAATTTAGGTGCTTTACGGGGTTGTAATGCAAACGTTTTGTGCTGTTTAGTGTTTATGA
ACTTACATGAAGGCTCTGCGACCGATATTCATTCATCAAAAGTGCTCTTTAGCGGTCCCT
GTTGTTCAGGTGCTTGTGATCGATTTTAAAAAATGATGTTTGCATGGCTCGTTTATTTTT
TGTTATGGTTATTCAAGTTCACAAACACAAAATGCTTGATGGGAGGCAAACGGCACAGCA
GCAGATCATGTCAGGCAAAATGTAAATGTAATGGGGGTTCTGTATCTTTCTGTCTGAAAG
CAGACTGAAATGTAACTGCATCATGAGTCATGATGATGTTTGTCGTTGTGTGGATGTGCA
CCACTTTAGTGTCACCAGGTGATTTACTGTCTCTGAGCTGCCTCACAGATTTGCTTCTCT
TTGTCTACTCAAACATGAAATAATTTGTGATTCACTCCTAAAGATGCACATGCATTAGAG
AGCACTCACAGCAATGTCCTGCTGTCTTCCAGGCATGATCAAGCTGGTCTCCAAACACAG
AGCACAGCTGATCTACACGCGTAACACCAAGGGTGGAGATGAGGAAACAGCAGAAAAGGC
ATAATCGGGGTCTCCTGTTTCTTTCCTGTGACCTGTTTGTA
>CL1Contig134
TTTTTTTTTTGATCATAAAGTTATTTATTACAAGAAGGCATTGATCCCATTAGAGGCTCA
TTTTCTCATCATTGTATGAAGTTTCAATAGAAAAAGCTAAAACTCCTGTTTTCACATGAC
TTTATTTAAGCAAAAACGTGTCCTTTAGGATGAGCTGGAGGCAGCCACTGCAGCACGCCT
GGGTTTGGGGGTGGTGCCCTCACGGAAACCATTTCTGAATCTACGATAGACGACCTTCAG
GTGCCTCAGGCGGCCAGTCCCAGTGGTGTTCCTCCTCTTGGCCTTGGCGCTCCAGTTGTA
CTTTCTCTTGCGCTTCTGAGGATAACCACACTTCCCGCAGGTTGATTTCTGCAGGTGATA
AGCTTTGGCTCCACAACGACGGCACAGAGTGTGCGTCTTGTTCCTGCGTTTTCCGAATGA



GGATGTCCCCTTCGTCATTTTCCTCCAGAGGCCGTGGGAAAAGAGACCGGAAGTCTCTCT
CTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCG
GCTCGTCTACCATTTTCCATCCGCTTTTTCTTAGTTGCAATCCTTTTTCTCCTCTTTGAC
CTAGAGATTGCCCTCCTACTCCCCCTTCCCTGGGGGGATCAACTGTCTTCTCCCCTAATA
ACCTTCTTCTGGGCATCAGCCATTCTTATGCTACTTACCCTCGGCCTAATCTACGAATGA
CTCCAAGGGGG
>CL1Contig135
GCGACAGCATGGCGGATGAAGTTGTGTTGGACCGATCGCAGGTGAAAAAAGCCGTTCAGG
CCCTGCAGGCCTTTCTAAAAACTCAACCCAGCACAAATTCCCTGCTGTTGGACGAAGCTC
AAAAGATCAGCGTGCAGTTCACCCTTTGGAAAATTCCCAAACGCGCTCAAACGATCCGCA
TACCGTTGCCTCACGGCCAGCGGACCGACACGGACGAGGTTTGCCTTTTCACCAGAGATG
AACCCAACATGACGTCAGAGCAGACCCAGAGGTTCTACAAGAAGCTGCTGGAGGAGAGAG
GAGTCAAAGGCATATCAGAGATTATTCCCTACAAGATGCTGAAAGCGGAATATAAACCGT
ATGAGGCCAAGCGGCGCCTCCTGGGGAACTTTGACGTGTTCCTCTCGGATGACCGGATCC
GCCGCCTGCTGCCATCCCAGCTCGGGAAAGAGTTTTATAAGAGAAAGAGAGAGCCGCTCT
GCGTGGACCTCCAGAGCAAACATCTGGCCAGAGACGTGCAGAGAGTCGTCCAGGGAACCC
GGCTGAGCGTGACCAACAAAGGCTGCTGCTGTTTAGCGCACGTGGGGCATTCCAGCATGA
GCGCGGAGGAGGTGACGGAGAACGTCCAGGCCGTCTTCCAAACGGTCCTGTCCAAGATCC
GGATGAAAGGACCTGTGATCAAAGCGGTGCACGTAAAGAGTTTGACGTCCGTCGCTCTGC
CCGTCTACTGCTCGGACCTGAACCACCTCGCCGTCCTGGACGCTCTCCAGAGCCAGAAAG
CTGCTGCCAAAAAGCAGACAAAGAAAAAACCGAGCAAAGGCAGAAAACAAGAAGACGGGA
CCGCAAAAAGGAAGGAAGAGGAGGAAGAAATCCCACAGCTGGTTCCCATAGAAACGCCCA
GCAAAAAGCCCAAACTGGAGAAGCCAATCAAGAAGAATCCGCCGCAAAAAGTGTCCAAAC
CGGCAGTGAAGAAAGCGGCCAAATCTCCCGGCAAACGGCCGAAGAGGCCGGGAAAGACGG
CGCCCAGCGGGAAGAGAAAAGCGCATAAAGCAAAGTGATTCTCAGCGCGGACAGTCGACG
CTTCACCAGTCCAGTTTGTTTGTAGAAAAGTTTGTTTTTCCTCCACAAAACCCATAAAGT
C
>CL1Contig136
TGCAGGNAATTCGGNACGAGGTAGGACTCGAATCTGTCTTATTTGTGAGAATCATGAGTG
ATCAACCTCTTTTGGTGAATGTGGAAACATGGATTACAGAGAACCAGAAAGCTTTTTTAC
CACCGGTATGCAACAAGCTCATGCACTTTTCTCAGCTTCAAATTATGTTTGTTGGAGGTC
CTAATACCAGGAAGGATTACCACATAGAGGAAGGAGAAGAGTTATTCTACCAGCTGAAAG
GTGATATGTGTCTGAAGATAATTGAAAACGGCAAGCACAAGGACGTCCACATCAAAGAAG
GAGAGATATTTCTGCTTCCAGCTAGGATCCCACACTCTCCTCAGAGGCAGGCCAACACGG
TTGGTCTGGTGGTGGAAAGGAGACGCCTGCTGAACGAGACCGACTGTCTGAGGTACTTTG
TGGACAACACCACTGACATTCTGTTTGAGAGATGGTTCTACTGTGAGAATCTGGGAACTC
AACTGGTGCCAATCATCAAAGAATTTATGGCATCAAAGCAGTTCAAAACGGGAAAACCTG
ATCCAAATGAGGTCTTCAGAGAACCTCCTTTTCAGCTGAGCACCATGAACGTGATGACAC
CTTTCTCCTTCAAAGACTGGCTGGAGAGGCAGCGGCCGTCCCTCTGCAACGGCCATCCCA
TCGACATGTTTGGAGCTCAGTTTGAGACAGAGGTGATGGTGTTTGGACCTGGACTGACTG
AGACATCAGTGCGGCTAACTGACGTTTGGATTTGGCAACTGGAGGGACAGTCAAGAGTAA
CTGTGGCTGAACAGGAGTTTAGCCTGTCTGCTGGAGATAGCGTACTCATTCCCGAGCAGA
GCAAATACCAGTGGCAGAGAGAAGATGGGACAGTTGCTTTGTTTGTCGTCCAAAATCCAG
AGCGGAAGAGATCCTAAAAAATACCTTTGAAGACAGTCTTTAAAGAGGCATCAATCATTC
ATTAAATGGATGTTAAAGCTCCATACTTCCTGAAAATATGTCCTAATCCTGCTATCTATT
CACCTTTGTTGATTATTAATGGCAAATAATCCTTTTTCAGAAATATTAGCACATTCTTTT
AAAGTGACTGGATGTATGAAGTATTTTGGGGAAACAAATAAAGATGTTTGTGTATGTCTC
ANAAAAAAAA
>CL1Contig137
GCTTCGGTTGGCCCGGGNATAGCCGGCTTCGGCCGGTGCGGAGAGCCGTTCGTGACGGGG
CTGGGGTGCGGCCCAAAAGCGGTCGCCCCTCTCCCATTGCGCACTGCATGTTTGCGGAGA
ACGTGGCGCGCAAAATTACGCACGCAGAGAGCTGAGCCGTCTTGGCGGTGAGGAGCTGGA
GCGCGATTTTTTTTGGGGGGGGGAGTCAAAGGAAGAAGAAAAAACCGGGGGGGAGGATGG
TGCAGCACATGGACAACAGCGAGACGGATGGAAGCATGTCCAGGGAGGCGACGGACACGG
AGGAGAGTGAATTTATGGCGTGCAGTCCCGTGGCGATCAACCCGGACTGGTGCAAAACGG
CCACCGGGCACATCAAGAGACCCATGAACGCCTTCATGGTCTGGTCCAAGATCGAGCGGA
GGAAGATCATGGAGCAGTCGCCGGACATGCACAACGCGGAGATCTCCAAGCGCCTGGGGA
AGCGGTGGAAGATGCTGAAGGACAGCGAGAAGATCCCGTTCATCCGGGAGGCGGAGCGGC
TCCGGCTCAAGCACATGGCCGACTACCCCGACTACAAATACAGACCCAAGAAAAAACCAA
AGCTGGACGCGTCCAA
>CL1Contig138
GATTGACAGATTGATAGCTCTTTCTCGATTCTGTGGGTGGTGGTGCATGGCCGTTCTTAG
TTGGTGGAGCGATTTGTCTGGTTAATTCCGATAACGAACGAGACTCCGGCATGCTAACTA
GTTACGCGTCCGCACGGTGGAGCTGGAGGAGAATGGGCGCAAAGAAATCGACATCAAGAA



CTACGCCAAAGTAGAAAAGGTTCCGGGCGGGTTCATCGAGGACTCCTGTGTGCTGAAAGG
CGTGATGATCAACAAGGACGTCACTCACCCCAAAATGAGACGGATGATCAAAAACCCCAG
GATTGTGCTGCTGGACTGTTCTCTGGAGTACAAGAAAGGAGAGAGTCAGACCGACATCGA
GATCAGCAAGGAGGAGGACTTCTCCAGAATCCTGCAAATGGAAGAAGATTACATCCAGCA
GATCTGTGAGGACATCGTCCGCCTCAAGCCAGACCTGATCTTCACTGAGAAGGGGATCTC
AGATCTGGCCCAGCACTACCTGGTTAAAGCAAATATCACTGCAATTCGCCGCGTGAGGAA
GACTGACAACAACCGCATCGCCAGGGCCTGTGGAGCTCGCATTGTGAGCCGGACGGACGA
GCTGCGTGAGGAGGATGTCGGCCTGGGAGCCGGACTGTTTGAGGTGAAGAAGATCGGAGA
CGAGTATTTCACCTTCATCACTGAGTGCAAAGATCCCAAAGCCTGCACCATCCTGCTGAG
AGGAGCCAGCAAGGAGATCCTGGCGGAGGTGGAAAGGAACCTGCAGGACGCCATGCAAGT
GTGCCGCAACGTGCTGCTCGACCCATTCCTGCTGCCCGGCGGGGGTGCGGTGGAGATGGC
TGTGTCGAAGCGTCTGACGGAACGCTCGCGGGCCCTGACGGGGATTGAACAGTGGCCGTA
CCGGGCCGTGGCGCAGGCGCTGGAGGTCATCCCTCGGACGCTGATCCAGAACTGCGGAGC
CTCCACTATCAGAGTGTTGACATCACTTCGGGCGAAGCACACACAAGAAGGAAATGTGGG
CTGGGGCATCAACGGGGAGAGCGGCTGTCTGACCGACATGTCAACTCTGGGAATCTGGGA
GCCGCTGGCCGTCAAAGCTCAGACCTACAAGACGGCGGTTGAGACCGCCATCTTGCTGCT
GCGCATCGACGACATCGTTTCTGGTCACAAGAAGAAGGACAAGGCGGATGGCCAAGGAGC
CGAGTAGATCCTCTGACGTCGACATTTCAACAGCCCAGTTGTGTGTGTGTGTGCGCATTT
GTATGTGTGTGTGTGGGGACCAGGCGACTCACTTAAACTTAATAAACACAAAGTTAAGAG
CTGGAAAAAACCTCGTGCCGAANTCGGCACGAGGGGCAGATCCGCCACGACCAAGGCTCC
CCCACCACANGAACCCGTGCAGCCNGAAGTCCTTTGGTTTTANACGTGCGCG
>CL1Contig139
TTCGGCACGAGGAGGAGGTTCAGGTCCCCCCCAAGTTACGCAATCCCAAACAGCTGTATA
TAAGGCGGACTGGAAAGTGAGGATCCTGTGAGCTGGATACACGTGTAATCACAAGAATGC
TGCGGTACGTTGTAGCCCTCTGTTTTCTGGCCTCCTCCGTCTTCTCCACCGAGCTCGAAC
CCTTGGAGAACAACTGCCAGATCGCCAATTTCCAAGTCAAGCAGGACTTTGATAGGACCA
GGTATGCAGGTGTGTGGTACGCTGTAGGGAAGAAGGACCCCGAGGGCTTGTTCTTGCTCG
ACAATGTGGTGGCCGAGTTCAAAGTGGAGGACGATGGCAGGATGACCGCCACCGCAAAGG
GCAGGGTCATCATCCTCAACAACTGGGAAATGTGTGCCCACATGTTCGCCACCTTTGAGG
ACACCCCTGAACCTGCCAAGTTCAGGATGAAATATTGGGGCGCCGCATCCTACCTGCAGA
CAGGAAATGACGAACATTGGGTTATTGACACCGACTACGACAACTACGCCATCCACTACT
CCTGCAGGCTTCTGGACTCGGATGGCACCTGCCTGGACAGCTACTCCTTCGTGTTTTCTC
GTCACCCAACGGGCCTGAGGGCAGAGGACCAGGCCATCATCACGCAGAAGAAGAACGATA
TTTGCCTGCTGGGCAAATACAGACGCGTGGCACACAACGGTTTCTGCGATAACACAGCCG
ACTTGAGTCAACAGTGATCCCCTTCTTCTAGATCCTCATGGACTTTGTTCCAATCTGCTA
GTTTCCTCTCGCTTGCAGCCTTACAAGAGAGTAAAGACTTAGTTTTTTTTGTAGAAATGT
GTAAATTCTCATTCATATTCTCACTTTCACGTCCTCCCATCTTCTTAAAGCATTTATTTT
CCGTCATGTAGGAGTAGCCTTCCATTTGGAGGAAAGATCCTTCATTTCACAGAAAAATCC
CACATTTTTGAAATCTCGCTCAGCTAACGTGGGAAATACAATCTTTTGCAGCATATTGTA
GCACAAACATTGTTGATAAACATTCCTATATGTGTCTTAGGCCAAGGCATGTATATTTAG
TAGTCATGTTTCAGAAATAAATGTTGTAAACCTTTTTTGTTGTCAGTTTTTTGAATAAAA
CAGTCAAACCATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGAAAAAAAAA
AAAAAAAAAAAAAAAAAAA
>CL1Contig140
TTTTTTTTTTGCTCTAACAATGTAATGAACACTCAATTGTTATCCACACAAAAGATTACT
AAAAAAGAAACTACAATCATTTTATCATTTTATAGCATATAATTGTATAAACTTAAACAT
AGATGGACATCAAAGAAAATCAGTTACATAATGTTTAAAATAAATCTACTCCTCTTTCAG
CAGATGACAGTAACATGCTAAAAGAGTTTAAATTCGGTCAATGGTTTACATAGTACAGTG
TTAGATCATACAAGCTAAAATATAAACAAAGGCAATTACAAAAATCAGTTTTAATGCTGC
ATTAACGTTTCATCCATTACTGTCCAAGGCTGAGGACGTCAGTGGTCTCAAACTAAGGCG
CAAATGCTTCCATAAGTTCTACCAAGGCAATGACACATGAGGTTTGAAGGATTAGAGCAC
ACACAGTACAAAGGCAAACGTCCTCTCAGCACATGAGTAGTACCAAGAAAGGAGCTTATT
TTAAGCAAGGGGATTGAGCGTCTGGGAGGGAAATGCGGTGTAGTGGTCAGACAGTTGTTT
TTTTCTTCGATGTAGTTAACGGAGGGGGCGTACAGAAGTTGATATAGCTGAAAGATGACA
AGTTTAATGAAGAGTCTTGCGTAAGGTAGCTTGAACAGCTTGTTAAGGTGTAACTAATTC
TGATGACTGCCGGGGAGGATGAGGAAGAGCGTCTTCTCCCAGGAGAAATGTGCTGGCCTT
AAGAGTTCTTGGTGACTGTTTTCATGGTGATGGTCTTTATTTCTAAGTACTCCTTCAAGC
CGCTTTCTCCTAATTCACGTCCATTCCCAGACATTTTGTATCCTCCAAAAGGACACTGTG
TGCTGAGAGCATTGAAGCAGTTTACCCAGACAGTGCCGGCCTGCATGGCTGTGGAGACGG
TCATGGCTTTGTTGATGTCAGTGGTGAACACAGCAGCAGTCAAACCGTAATCAGAGTTGT
TGGCTCTTTCAATCGCTTCTTCAACAGTTTTGAACTTCATAATCTGCTGAACTGGTCCAA
AAATCTCCTCCTTGGCAATTCTCATGTCATCC
>CL1Contig141
TTTTTTTTTTATGTTTTCAACTTTTATTACATTTTTGTTTCACAGTCACCAAGTCACAAG



GGATTTAACGATTCGGATTTCTGCAGCCATCCCAGTGAAACAGACCAGAGAAGCCTACAG
TTCTCCTGTTGTCAGACACTGGAGGCAGGTCACTGAATGGTCTGCACTTGGGTTTTCTGA
GAGGAGGACCGACGAGCCGCCGCCACCGTCTCGCTTCCAGGCCGGATCGCCGCTCTCTTT
GATGTCCTCGGTATCACTTTCTGTGTCGCTGCCGCAGCATGAGGACACAGGGGAGATCTG
GAGCGGGTACGAGTGGGAGGAGCTGACGGTCTGCTCCTCGTTCTCGGTGGTCACCTCTAT
CGTCTGACAGACGTAGGGCAGCTGCTCGCTGTTGACCAAATGGTCGTCCGCTGGACTGTG
AATTTCTGAGGGACCGTCAATCATCTCTTCCTTCTTGATGGAGTCTGCAAGCCTAGCGTA
TGTTTCATGGTTTGTTCCATCTGGATACGGAGAAGATGCCTTTGGCTTTCCCTCCTTATC
CGTCTTCTTCTTTCCTTTCTTTAGGTTTCTCTCTGCATACGAGAGCATTTTATAAACTCG
GAAGGCGTTCGTTCCCTTTTTTATGCTTTTATCCTTCACTTCCTGGATGTCTGGCAGGCT
GTTCATGGCACAGCGGAAGTTGGCCTTCCACGTCTTTGGATCCGGACGGTTGATACCGGG
TTGGTATTTACCAGTGTGTATGGCCCATCGCATGAAGAGCGGAGCATCTTTCTCCAGGTC
CCAGCCGTGGCGAGCAGCATGCATCCACGGGATCTGAAAGATCCTTTTCTCTTTGTTCAC
CCATTTCAGCCCCGGGATCTGACAGGAGTTGATCTGTTCCTCCAGCCACGGCCGCATCCG
CATTCTTTCAACTGGCATTATGGCCTTTTGGCTTCGGACGGCCAGCCGATTCACACCGCC
GCGGACGAAATACAGGGGGGGAAAGGACCCCGCCGAAGTTGGAGAAAAGTCGTTCCAGGA
GTGAAGCAGGGGGGGGGATTAGGTGGCCGACGTTTTTCTTTTTCTTTTTTTTCTGCACCC
AGACCGAAAGCAAAACAACTGCCGCCTCGGGAAGTGAAGGTTCGAGATGGAAATCCCCCG
GCCATAAGGCCCGGG
>CL1Contig142
GAAGATGCCCAGGGNAAGACAGGGCCACGTGGAAGTCCAACTATTTTATAAAAATTATCC
AACTTCTGGATGATTATCCAAAATGCTTCATCGTGGGAGCAGACAACGTGGGCTCCAAGC
AGATGCAGACCATCCGTCTGTCCCTGCGAGGCAAAGCCGTGGTTCTGATGGGTAAAAACA
CCATGATGCGTAAAGCCATCCGTGGACACCTGGAGAACAACCCTGCTTTGGAGAAGCTTC
TGACGCACATTAAAGGCAACGTTGGCTTTGTCTTCACCAAGGAGGATCTGACTGAAGTCA
GGGATCTGCTGCTGGCCAACAAGGTACCTGCAGCAGCTCGAGCTGGAGCCATTGCCCCCT
GTGATGTCACTGTGCCAGCCCAGAATACTGGACTTGGTCCAGAGAAGACCTCCTTCTTCC
AGGCTTTGGGTATCACCACCAAGATCTCAAGAGGAACCATTGAAATCTTGAGTGATGTGT
ATGACAATGGCAGCGTCTACAGCCCTGAGGTCCTCGACATCACTGAGGCTTCCCTTCAGG
CCCGGTTTTTGGAGGGTGTGAGGAACATTGCTAGTGTGTCTCTGGAAATTGGCTATCCCA
CTCTGGCCTCCATTCCCCACTCTGTCATCAACGGCTACAAGAGAGTCCTGGCAGTTGCTG
TGGAGACGGACTACACTTTCCCTCAAGCTGAAAAGGTCAAAGCCTTCCTGGCAGATCCAA
CTGCTTTTGCTGCTGTTGCAGCACCAGCAGCTGCTGCAGAAACTGCCGCTGCTGCTCCAG
CTGCCAAGGAGGAGGTTAAGGAGGAGTCTGAGGAGTCCGACGAGGACATGGGCTTCGGTC
TTTTGACTAAAGACCAGTAAACCAGACCTNATTTNAGTAAAAACGCAGNAGNGTAATAAA
CTCTTCTAACAGC
>CL1Contig143
GCGTTTTCTCGTGGCTTTACAAAGAGGGGGGCCTGAGCGAGGAGGAGATGGCCCGCACGT
TTAACTGTGGCTTGGGGGCGGTGCTGGTTGTGGCGCCCCCGGNATGCTCAGCAGGTGCTG
CGACAGCTCCAGGGGGAGGCGGCCTGGATCGTGGGGTCTCTGATTGACAGGCAGCCAGGT
TCTCAACCTGTGCTGGTCCGCAACCTGAACCAAAGCCTGACGAAGGCGGGACCAGCAGAA
CAAAACGATGGTTACCACGGCAACAGCAGCGCCCCGCCACAGAAGAAGACCAGAGTCGGC
GTTCTCATTTCCGGCACAGGAACCAACCTTCAGGCGCTCATCGAACAGACCAGACGTGCG
TCCAGCTCGGCGCAGATCGTGGTCGTTATTTCTAACAGACCAGGCGTCCAGGGACTGAAG
AGGGCGGGGCTTGCTGGCATCCAGACACGGGTGGTCGACCACAAACTGTTTGGCAGCCGT
GCAGAGTTTGACGGGACCATCGACCGCGTCCTGGAGGAGTTTGGCGTGGAGTTGGTGTGT
CTGGCCGGATTCATGAGGATCCTCACTGGAACCTTTGTGAAGAAGTGGACAGGTAAACTC
CTGAACATCCACCCGTCGCTGCTGCCGTCCTTCAAAGGAGTGAACGCTCAGAAACAGGCG
CTGGAGGCTGGCGTCCGCGTGGCGGGATGCACGGTGCACTTTGTGGCTGAGGAGGTGGAC
GCCGGCGCCATCGTCGTCCAGGAGGCGGTCCCTGTCCTTCCTGGAGACACAGAGGAGACG
CTGTCAGAGAGGATCAGGGAGGCGGAGCATAGAGCCTTTCCTGCTGCCATGGAGCTGGTG
TCCAGTGGTTCTGTGAAGTTAGGAGGAGATGGACAAATCCTCTGGAAAAGCTGAAGACCT
GGACGGACGGTCCTTTAATGTGAACCGTGTAGTTTACCTGATAGACTTGACTGTAACATT
CCCAATAAAGATCCTGCTGAGGATGAANAANANAA
>CL1Contig144
AGCCACAGTTACTCTTGACTGTCCCTCCAGTTGCCAAATCCAAACGTCAGTTAGCCGCAC
TGATGTCTCAGTCAGTCCAGGTCCAAACACCATCACCTCTGTCTCAAACTGAGCTCCAAA
CATGTCGATGGGATGGCCGTTGCAGAGGGACGGCCGCTGCCTCTCCAGCCAGTCTTTGAA
GGAGAAAGGTGTCATCACGTTCATGGTGCTCAGCTGAAAAGGAGGTTCTCTGAAGACCTC
ATTTGGATCAGGTTTTCCCGTTTTGAACTGCTTTGATGCCATAAATTCTTTGATGATTGG
CACCAGTTGAGTTCCCAGATTCTCACAGTAGAACCATCTCTCAAACAGAATGTCAGTGGT
GTTGTCCACAAAGTACCTCAGACAGTCGGTCTCGTTCAGCAGGCGTCTCCTTTCCACCAC
CAGACCAACCGTGTTGGCCTGCCTCTGAGGAGAGTGTGGGATCCTAGCTGGAAGCAGAAA
TATCTCTCCTTCTTTGATGTGGACGTCCTTGTGCTTGCCGTTTTCAATTATCTTCAGACA



CATATCACCTTTCAGCTGGTAGAATAACTAATGTAAAGGAAAAGTCAAAAATGAAAAATG
TTGAGACTGCATGCTTTAAAAATGCACACAAAATTTCACTTTATTGGACTTAATCAATAA
ATCCGTTGCAGTTTAGTTTGGGAGGTGACTGAGCTGATGTAGCTTCTGCCTATTTTACCC
ACTGATTGATTTAGGTCAGTTTAGCTCCACACTGAGTTGATGAGTTGATCATTGTGTCCC
CGGCCATAATGCCCGGGTTTANCG
>CL1Contig145
TTCGGCACGAGGCTCGAGCTTCACACAGCAAACAGGTCAAGATGGGAGGTCTCCTCGGCT
GGTCTGAACTCATGTTAGCTCTCCTCTTGATCTTCTCCATGCAGACTGGGAGTGGATCAG
TAAATGCAGTTGGACCAACTGATTGTTCAAACATTCGGACTGTTTCACCAAATGGAGCCA
GTGGGGTTTACAGCATCCAACCTGTAGGATTCGGGTACAGCTTTAAGGCTTACTGTGAGA
TTGGTGAAAATGGAATCTGGACAGTGATCCAGAAGCGTACTGGAGGGGCAGTGGCCTTCG
ACAGGGAATGGGCAGCATATAAGAATGGATTTGGATTTCCTTCATGGGATCAATGGCTCG
GTCTGGAGAAGATTTCTGCTATGACCAAAGACAAATCCAAGAGGTGGAAACTGAGAGTGG
ACCTGTGGGACTTTGAAGGTGGCAGTGCTTATGCTGAGTATGAAGACTTCAGGGTGGGAG
ATGAGAGCACAAACTACAGACTGAGTGTTGGCAGATACAGTGGAACCGCAGGTGATGCTA
TCCGAGGAGCCTATCCCGGCGTCGACCAAAATGGCTATGGCTTCAGCACCTCTGACCATG
ACAGTGACGGCTGCGACCCTTGCATCTTTGGTGATATTGCTATAAATGCATGCACTGATT
TTGACAGTGGCGGCTGGTGGTACAGCAAGTGCGGCTCTGCCAGTCTGAATGGTGACTGGC
ATCCAAAGGGGGATAACATTGGTTGGTCTTCAGGTCTTCACTGGCTCACCTGGAAAGGAC
CTGCCCCCTACTCAGCCAAAGCTACCAGAATGATGATCACTCCCATGTAACGGTTTTAAA
GTATTTCTGTATTTCCAGACACTTTGTTATTCTAAAACATGGTTATATTTCAGAAAAACN
ATAAACGAGTTGAAACTTCTGAATNA
>CL1Contig146
TTTCCCCAACCGCNCCTCTTCATGGCTACCGTCCATTTCCTCTTTCCCTGTAACGCCTGC
AGNACCAACCGTCTAACTTACAGNACATGGCTGACCAACTAACAGAAGAACAGATTGCTG
AATTCAAGGAAGCCTTCTCCCTATTTGATAAAGATGGGGATGGTACCATCACCACTCAGG
CGCAGGGCCTAGACGACCAACTCATTGGCATGGCTTCAGTTATTTTTGGCGCTTGACTCA
GGATTTAAAAAAAAAACTGGAACAATGAAGGAGATAATGTTTTTGCTTTTTGGCTAGGTT
TAAACACCCCAGGCATCTGCAGTTGCATCTGGGGCTTAAATGTACATTTTGTTCTTTAAG
TCATTCCAAATGTTTGTTGACTGCATCGTTCAAACATGATTCCAAATGTAAACTGCATTG
TTCAGACACGTATTTGCCTCTGTGAAGGCTGCCCAGTGGTTGAGCATACTTAAACATGGT
TGTAGTATTGCTTGTATGTAAATTTTGTCTGGGGTTTTTTGTACTTTCAGCCTTAAATCT
TGGTCCTGTTCAAATTTTTTTCTTTTGTTATGCAAAACCCAACCATGACCTTCTTCCCCC
TGTTGGAGGTTCATCTCTGGGGAGGTGCGGTAAGGGGTCTTCATGACGGGCGTAACATGG
GGTGCCAGACCAGTGGGGCCAAACCTGTACACGACTAAACAATCCCAA
>CL1Contig147
GTTCAGCCTCTTTCCCCGTGGTGGACCAGCCGTTTGGTCGGTTTAGCACAATGAAGCTGA
ACATCTCATTTCCCGCTACTGGCTGCCAGAAATTGATAGAAGTTGATGATGAAAGGAAGC
TGCGCACCTTCTATGAGAAGCGTATGGCCACTGAGGTGGCTGCTGACCCTCTGGGTGATG
AGTGGAAGGGTTATGTGGTGCGCATCAGCGGAGGTAACGACAAGCAAGGATTTCCCATGA
AGCAGGGCGTTCTAACTCAAGGCCGTGTGCGTCTGCTTCTAAGCAAGGGTCACTCCTGCT
ACCGTCCCCGCAGGACTGGTGAGCGCAAGCGCAAGTCTGTCCGTGGGTGCATTGTTGACG
CCAACCTCAGCGTTCTCAACTTGGTCATCATCAAGAAAGGTGAGAAGGATATTCCTGGAC
TGACAGACAGCACTGTTCCTCGCCGCCTTGGTCCTAAGAGGGCCAGCAAGATCCGCAAGC
TGTTCAACTTGGCAAAGGAGGACGATGTGAGGCAGTATGTTGTGCGGAGACCCCTGACTA
AAGAAGGCAAGAAGCCCAGGACTAAGGCTCCCAAGATCCAGAGACTGGTGACACCACGTG
TGCTGCAGCACAAACGCCGCCGCATTGCTCTGAAGAAGCAGCGCACCCAGAAGAACAAGG
AGGAGGCCTCAGAGTATGCCAAGTTGCTGGCAAAGAGGATGAAGGAGGCCAAGGAGAAGC
GGCAGGAACAGATTGCCAAGAGACGTCGCCTCTCTTCTCTAAGAGCATCTACATCCAAGT
CAGAGTCCAGCCAGAAGTGAACACATGTCACAATAAAGAATTGAAATGGAAAAAAAAAAA
AAAAAAAAAAAAAAAAAA
>CL1Contig148
GAGGAATTCGGCACGAGGCTGAAAGGAGTTTTTGCTTAACAGTGATTGAACAGAACTTCA
CTTTCTCGATCACTCCTTGTGTTTTACATTCCAAACTTCATTTTATTTTCCTACCGCCTT
TTGTTAATAAAGCGAGAAAAACCAACCAGCTAAAATGGAGTCCCAGGTGCGCCAGAACTA
CCACCGCGACTGTGAGGCCGCTATCAACAGGATGGTCAACATGGAGCTGTTTGCTTCTTA
CACCTACACCTCTATGGCCTTCTACTTCGACCGTGACGATGTGGCCCTTCCAGGTTTCTC
CCATTTCTTCAAGGAGAACAGCCACGAGGAGAAGGAGCACGCGGACAAACTGCTGTCCTT
CCAGAACAAGAGAGGAGGACGCATCTTCCTGCAGGACGTCAAGAAACCTGATCGCAATGA
GTGGGGCAGTGGGCTGGAAGCCATGCAGTGTGCCCTGCAGCTGGAGAAGAACGTCAACCA
GGCTCTGCTGGACCTGCACAAGGTGGCGTCCGACCACAAAGACCCTCATATGTGTGACTT
CCTGGAGACCCACTACCTGAACGAACAGGTGGAATCCATCAAGAAGATTGGTGACTACAT
CACCAACCTCACCCGCATGGATGCTCACACCAACAAGATGGCAGAGTATCTGTTTGACAA
GCACACCCTGGGCAGCAAAAGCTAAAGGAAGAACTGGAGGAACCTTCCAGATGCAGAGCT



AAAACCGTCCTGCTCTGCCTGCTGAAAAATGTCTTCAGTCTGTTTATTCTCAGCTGTCAT
GTGACTCTGATTTAAACNGAATAAAC
>CL1Contig149
AGGAATTCGGACGAGGNGATTGATNGCTCTTTCTCGATTCTGTGGGTGGTGGTGCATGGC
CGTTCTTAGTTGGTGGAGCGGCTGCTGCGGAGAAGGATCGACCATGTCGGATCCGGAGTC
TCTGAGGTGCTCCAGCGTTAGAAACCGCGGAGGCGTCCAGAGGGTGGAAGGAAAGCTGCG
AGCCAGCGTGGAAAGAGGAGATTACTATGAAGCGCATCAAATGTACAGAACTTTATTTTT
TAGGTACATGTCTCAGGCTAAACATGCTGAGGCGCGGGAGCTGATGTACCGCGGCGCTCT
GCTCTTCTTCAGCCACAACCAGCAAAACAGTGCAGCAGATCTGTCCATGTTGGTGCTGGA
GGTTTTGGAGAAGTCAGACGCAAAAGTTGAGGACGAAATATTAGAACATTTAGCTAAGCT
GTTCAGCCTGATGGACCAGAACTCTCCGGAGAGAGCGGCGTTTGTGTCCAGGGCCTTGAA
GTGGTCCACTGGAGGCTCCAGCAAGTTGGGCCATCCCAAGCTGCACCAGCTGCTGGCTCT
CACCTTATGGAAAGAACAAAACTACAGCGAGTCCCGTTATCACTTCCTGCATTCGTCTGA
CGGGGAGGGCTGTGCTCAGATGCTGGTGGAGTACTCGGCGTCCCGGGGATACCGCAACGA
GGTGGACTTGTTTGTGGCGCAGGCCGTCCTACAGTTCCTCTGCTTAAAGAACAAGAGCAG
CGCGTCTGTGGTGTTCAGCACGTACACAGAGAAACACCCGTCGATACAGAAGGGCCCCCC
CTTCGTCCAGCCTCTCCTAAACTTTATCTGGTTCCTGCTGCTGGCGGTGGACGGGGGTAA
ATTAACCGTTTTCACAGTGTTATGTGAACAGTATCAGCCGTCTCTGAAGAGGGATCCCAT
GTATAACGAGTATCTGGACAGAATAGGACAGCTTTTCTTTGGCGTTCCACCCAAACAGTC
GCCATCGTACGGCGGCCTTTTAGGAAATCTGCTGAACAGCCTGATGGGTTCTGGTGAGGA
TGATGATGGCGTCGAAGAGGCCCAGGAGGACAGCAGCCCCATAGAACTGGACTGACCCAA
CAGCCGGACGGAGGGCTCAAAGGAAGAAAAAAAAAACAGACTGCCCCCTCCTTCACCTTC
ACAGCGGGGTCAGGGCGGAGTGCCGTCTCGGGTTTTTACTGGCGTGCTGTTCAAAAGCTC
CCATCATCCCCTGCGTCCCGTCAGCGCCGCCTGAACCGAACTGAACCCTGTCCAGCTGAG
ACACTTCATTTCCCATCATTCTTAGTTCGGGATCTCCAAGCAGGTGTGGCATTCTGAAAC
TGTTTGAGCGTGATGGCGCCACCCGGTGGTTTTTTTTTCTTTTCTCTTTACAGCAGCTTT
TCTTGGTTAGGACTCGTTTCTGTATAACTTATTCCTAGAGAAGGAAAGGCAGCTCTGTAG
TTTAAGGGCGCATTTGATTGACAGCGGGGCTCCAAGGGTCAGAAAAGCCTGAACGTCCGC
AGGTCTCCCGGCGCGGCGTTCTCTCATGTTCCACGGCCAACGTTACCCCTTTCAGGCCAA
ACCAGACGATTGTGAAATAAATAAACGATTGACTCATCCGATTTTACTTCATTTGAATGT
TTCAGTCCAGTTTACCCCTCCAAGCAGAGCCCCCCCCCCACTGAAACTGATGCTAGTTTT
TGGAAAAATGTGCGAAACGCTGCTGACGTCTGAGGAGCGTTTTAGTCTT
>CL1Contig150
TTTTTTTTTTGCTTTTACTTTATTTTCATATTTTAGACAGAACAGAGTGAGGTCACAGAC
TAAAACATATTTGTTATTTATTACATATGTCTGATAATGTCAGAGATCTGTGTGATGGCA
GGTGCAGTTTCTTTTTATTTAGAGCCAGAGGTGGGTTTAGCTGGACTTGACGAAGGAGTC
ATAGAGGCTGGTGCAACTCTCTCCTTAAAATCCTGCAGGTGCTGGTCCACCTTCTGCTTC
AGGTCATCGGTGTAAGGTCCCAGCTGGGTCTGCAGGGCTCTCTGACCGATCTCACTCTGG
ACTCTCACACTAATTGGTGCAACC
>CL1Contig151
TTTCCCGCTACTGGCTGCCAGAAATTGATAGAAGTTGATGATGAAAGGAAGCTGCGCACC
TTCTATGAGAAGCGTATGGCCACTGAGGTGGCTGCTGACCCTCTGGGTGATGAGTGGAAG
GGTTATGTGGTGCGCATCAGCGGAAGGTAACGACAAGCAAGGATTTTCCCATGAAGCAGG
GCGTTCTCACTCAAGGCCGTGTGCGTCTGCTTCTAAGCAAGGGTCACTCCTGCTACCGTC
CCCGCAGGACTGGTGAGCGCAAGCGCAAGTCTGTCCGTGGGTGCATTGTTGACGCCAACC
TCAGCGTTCTCAACTTGGTCATCATCAAGAAAGGTGAGAAGGATATTCCTGGACTGACAG
ACAGCAAGATCCGCAAGCTGTTCAACTTGGCAAAGGAGGACGATGTGAGGCAGTATGTTG
TGCGGAGACCCCTGACTAAAGAAGGCAAGAAGCCCAGGACTAAGGCTCCCAAGATCCAGA
GACTGGTGACACCACGTGTGCTGCAGCACAAACGCCGTCGCATTGCTCTGAAGAAGCAGC
GCACCCAGAAGAACAAGGAGGAGGCCTCAGAGTATGCCAAGTTGCTGGCAAAGAGGATGA
AGGAGGCCAAGGAGAAGCGGCAGGAACAGATTGCCAAGAGACGTCGCCTCTCTTCTCTAA
GAGCATCTACATCCAAGTCAGAGTCCAGCCAGAAGNAACACA
>CL1Contig152
TCGGCACGAGGTTCCTCTTTTCCTCATCGCCGGGGACGCAACCATGGTGAACGTCCCGAA
GACCCGCAGGACCTTTTGCAAGAAGTGCAAGAAGCACCAGCCCCACAAAGTCACCCAGTA
CAAGAAGGGAAAGGACTCCCTCTATGCACAGGGTAAGAGAAGGTATGACAGAAAGCAGAG
CGGGTACGGTGGTCAAACAAAGCCAATTTTCCGCAAAAAGGCTAAGACTACAAAGAAGAT
TGTGCTGAGGCTGGAGTGTGTGGAGCCCAACTGCAGATCCAAGAGAATGCTGGCCATCAA
GAGATGCAAGCACTTTGAGTTGGGTGGTGACAAGAAGAGAAAGGGCCAGGTCATCCAGTT
CTAAACCTGTCTCATGGACGGATTTGTCACTATTTTCAATAAATGTGTCAAAACAGAACC
ATTGAATCTTCTGTTCTCTCACTTCTGTTACTTATCAACCTTGATTCCGTGTGAAAACAG
CTTGTGGTTTATTGATTGAAAATGTAGCATTAATTTCAAGTGTCAATCACAGCATCCAAA
GCATTTATAAAAGTATTCTCTCTAAAAAAAAAA
>CL1Contig153



GGTCGTTATCTGTCTATCTCACGTTGCCCGAGCTGCCATCATGTCCTCAGTGCTGCAGAA
ACTCATCACCCCCCTGGCCAGCAATGCCTCCGAGACCCCCCGAAACAAGGTGACGGTGGT
GGGGGTGGGCCAGGTGGGCATGGCCTGCGCCGTGAGCATCCTTCTGCGGGACCTGTGTGA
TGAGCTGGCTCTTGTTGACGTCATGGAGGATCGTCTGAAGGGAGAGATGATGGACCTGCA
GCACGGCAGCCTCTTCCTGAAGACCTCCAAGATTGTGGCGGATAAAGACTACGCGGTCAC
GGCCAACTCCCGCCTGGTTGTGGTGACTGCTGGTGTCCGCCAGCAGGAGGGCGAGAGCCG
CCTCAACCTGGTGCAAAGGAACGTCAACGTCTTCAAGGCCATCATTCCACAGATCATCAA
GTACAGCTGAGGAAGAGCGCCGACACGCTGTGGGGGATCCAGAAGGACCTGAAGGACCTG
TGAGCGCCGTGTCCCCGTGGTGTCCCCGCACTCCTCGCTCTGGCTCCTTTAAGGGGCCCT
CTGAAGCTGCTGTTGGTGTTTGCAGATCCCTGCTCTTATGATCACACCACCCCCCTGTGT
GTGTTTGTTACCTTCTACCTGTTACNAATAAAGT
>CL1Contig154
TTTTTTTTTTGATGTCCATTTATAAAGTTTATTGATAACAAAGATCATTTTACTCCTGCA
TCTTCTCAATGGTCTCCTCCTTGTATTTGCCTTTCTCCTTTCCATCAGCGCGAGACTTGG
CCTTGCGCTCCAGGATCTTCTTACGATCTTTGTCCAGTTTTAGCCTGGTGATAACCACCT
TGCTGGGGTGAATGCCGACATGGACTGTGGTTCCGTTGGCCTTCTCTCTCTGCACACGCT
CAATGTAAATGACGTATTTCTTCCTGTAGACCTGTACCACTTTGCCAATCTGCTGCCCTT
TGTAGTGTCCACGAACAACCTGGACTTCGTCATCCTTACGGATGGGCATGGACCTCACAT
TGTACTTCTGCCGGAGCTCCTTGGACAGAGGAGAAGACATGATCTTTCTCCTGATGTGGG
ATGGAGCATTGAAATGCCTTTTGCGGTTCTTACGGCGGGAGGACGTTACAAATGGATTCA
GCTTCATTATGCCTGCCGTTCGCTCCTCAAGGGCCGCGTGCCGGGTGGACAGGATCTGAT
CCCAGGATCTGTTACCTCTTTCTTTCTCCTAAGCAGACGGTCTACAAGCAGCAGCCATGA
CGAAGAACTGCCACAACGACTACAAAATGAAGTTCTCAGTGGATGAGGAGTACCCCGATC
TCTCCCAGCACAACAACCACATGGCCAAGGTGCTGACCAAGGAGATCTACGGCAAGCTGA
GGGGAAAATCCACCCCCAGTGGTTTCACACTGGACGATGTGATCCAGACTGGTGTTGACA
ACCCTGGTCATCCCTTCATCATGACTGTGGGCTGTGTTGCTGGTGATGAGGAGTCCTATG
AGGTCTTCAAGGACCTGCTGGACCCAATCATCTCCGACCGTCATGGTGGATACAAGCCCA
CAGACAAGCACAAGACCGACCTGAACTTCGAGAACCTGAAGGGTGGTGATGACCTGGACC
CCAACTACGTGCTGTCCAGCCGTGTACGTACAGGCCGCAGCATCAAGGGATTCACCCTGC
CCCCCCACAACAGCCGTGGGGAGCGCAGAGGCATTGAGAAGCTGTCCATTGAGGCCCTGT
CAAGCCTGGATGGAGAGTTCAAGGGGAAGTACTACCCCCTCAATGGCATGACTGATGCCG
AGCAGGAGCAGCTCATTGCTGACCACTTCCTGTTTGACAAGCCCGTGTCTCCCCTGCTGA
CCTGCTCCGGCATGGCCCGTGACTGGCCCGACGGCAGAGGCATCTGGCACAACGACAACA
AGACCTTCCTGGTGTGGGTGAACGAGGAGGATCACCTGCGCGTCATCTCCATGCAGAAGG
GGGGCAACATGAAGGAGGTCTTCAGACGCTTCTGCGTTGGTCTGCAGAAGATTGAGGAGA
TCTTCAAGAAGCACAACCACGGCTTCATGTGGAACGAGCATCTGGGCTACATCCTGACCT
GCCCCTCCAACCTGGGAACTGGCCTGCGTGGTGGCGTGCACGTCAAGCTGCCCAAGCTCA
GCACACACCCCAAGTTTGAGGAGATCCTGACCAGGCTGCGCCTGCAGAAGCGCGGCACAG
GTGGCGTGGACACCGCCTCTGTGGGTGGAGTCTTTGACATCTCCAATGCTGACCGTCTGG
GCTCCTTTGAGGTGGACCAGGTGCAGCTGGTGGTCGACGGTGTCAAGCTGATGGTGGAGA
TGGAGAAGAAGCTGGAAAAGGGAGAGTCCATCGACGGCATGATCCCTGCCCAGAAGTAGT
GGACAACTGAGTGACTGTTGTTTTTTTTTTTATTTTATAAAGAAATGAACATGTAGCCTT
GTTGTAAACTTCTTACTGGTTTTGGCTTCTTTCCGTCCAAAGACACTCCACCTTTCTTCC
CTTTCTAACCTCTAACTTTCCAACTTTCCTCTGATCTCCTTAAATCATCTCCTCTGTAAC
ATCCTGGGATCAATCGGTGCACAGTCCAGTCGTGGCTATGGAAACGCACCGAAGAAAGAA
AACACTTTCCGTTGTAAAACGCAACTGGACTATTAAACAAAGCCCCATGTAACACCCAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGAAAAAAAAAAAAAAAACAAAAAAA
AAA
>CL1Contig155
ATTCGGCACGAGGCCTAGTTGAAGGCGAAACATGCCAGCTAAAGGTCCTCTGCAGTCTGT
CCAGGTGTTTGGACGTAAAAAGACGGCCACAGCAGTTGCCCACTGCAAGAGGGGCAATGG
CCTGATCAAGGTGAACGGCAGACCCCTGGAGATGGTGGAGCCTTCTACACTTCAGTACAA
GCTTCTGGAGCCAGTTCTGTTGTTGGGAAAGGAGCGTTTTGCTGGAGTTGACATCAGAGT
CCGAGTGAAGGGGGGTGGACATGTCGCACAAGTCTATGCCATCCGTCAGGCCATCTCTAA
GGCTCTGGTTGCATACTACCAGAAGTATGTTGATGAAGCCTCCAAGAAGGAGATCAAAGA
CATCCTGATCCAGTACGACCGGACCCTGCTGGTCGCTGATCCACGTCGCTGCGAGTCCAA
GAAGTTCGGTGGACCTGGAGCTCGTGCCCGCTACCAGAAGTCCTACCGTTAATCGCTGTG
TACATTTATGCAATAAACTGGATGAAAGAAGGATGTTGCTGTTGGAGTTTTGACTTTTAA
AAAATGTTTTTACTATTCATCCCACGATCCTTCAAACGTAGATGTAGCTGTTAACCTGCC
ATGAACCTAAAAGCAAAGTCTTTTTAAAAGCTAAATTTTTGCTCTTTAATTTTATTTTCT
TTGTGAATTTATTTCTTAAAAGATGATTTTAAACATTTAAATAAAAC
>CL1Contig156
GGGCTGAGGAATTCGGCACGAGGGTGCGGGATATATTCGCCTGAAACCGATTCCCTTGAA
ACGAAAAGCCCCCCACCCAAAGTTTAGCCATGGATGATGACATTGCCGCACTGGTTGTTG



ACAACGGATCTGGCATGTGCAAAGCCGGATTCGCTGGAGACGATGCCCCTCGTGCTGTCT
TTCCCTCCATCGTTGGTCGCCCCAGGCACCAGGGTGTCATGGTGGGTATGGGCCAGAAAG
ACAGCTACGTAGGTGATGAACCCCAAAGCCAACAGGGAGAAGATGACCCAGATCATGTTT
GAGACCTTCAACAGCCCTGCCATGTACGTTGCCATCCAGGCTGTGCTGTCCCTGTATGCC
TCTGGTCGTACCACTGGTATCGTCATGGACTCTGGTGATGGTGTGACCCACACAGTGCCC
ATCTACGAGGGCTACGCTCTGCCCCACGCCATCCTGCGTCTGGACTTGGCCGGCCGCGAC
CTTACAGACTACCTCATGAAGATCCTGACGGAGCGTGGCTACTCCTTCACCACCACAGCC
GAGAGGGAAATTGTCCGTGACATCAAGGAGAAGCTGTGCTACGTCGCCCTGGACTT
>CL1Contig157
CCGGGCTGAGGAATTCGGACGAGGCGACGATCGTCGTCNGGAGGAGGTGAACGCAGCGTC
TGAGGAACTTCTTGACCTGATTGACTCACATCATCACCGCCCATAAAGTGGAGACATCCA
GGAAATGAGTCGATCTTCCTCAGCCGGCACAGCTCTCTCCTCCCGATAACTCCGAGCCGT
CCAGACGCTCCTCCACAGCGCTCCTGACCGGGTCCAGACGCTTGTATAACAGTTGGGACT
TGTCGGATGTGTAGCGGTATCCTTGCAAATTAGCCTCCGTTTTTTTTGTTTTGTTTTACC
GTCAAACGCAGCCCGGTTTGATCCGATTCCGCGCGGACCTCGACTCGAGTGACTGAATCC
CGAATACCCCCCCAAAAAAACCCAAACATGGCAACCCAGATCGATAAGGAGGCTTGCAGG
GAGGCTTACAACGATGTCAGGGACGATTCCACGGAGACCAACTGGGCCGCCTTTAAGTAC
GAGGGCTCCACCATAGTGCCTGCTGGACAAGGAACAGACTACGAGGACTTCAAGAAGCTG
TGCACAGACGACTCCCGTCTGTTTGGCTTCGTCCGGTTTACAACAGGAGACGCCATGAGC
AAGCGGGTCAAGTTCACCCTCATCACCTGAGGAGAGGGTGAGAGGGGAAGGAAAAGAAAC
GAGTGACGACTAAAAAAC
>CL1Contig158
CGGCACGAGGGACGGCGAAAAATGGCCTCTGCCTTTCTAACTCACCAACAGAAAGTGTTG
CGGCTTTACAAGAAGTCGCTAAGACACCTGGAGTCGTGGTGTGTGTTTAGAGACAAATAC
CGATTTTACGCGTGCTTGCTGCGGGCGCGCTTTGACGAGAACAAGAATGAGAAGGACATG
GTGAAGGCCACTTTGATGCTGAAGGCCGGAGAGGAGGAGTTTTGGACCAACCAACACCCT
CAGCCCTACATCTTCCCCGACTCTCCGGGAGGAACCTCTTATGAGCGATACGAGTGCTAC
AAGGTCCCTGACTGGGTGCTGGATTACTGGCATCCCTCGGAGAAGACCATGTACCCGGAC
TATTTCTCCAAGAGGGAGCAGTGGAAGAAGCTGAGGATGCAGAGCTGGGACAGAGAGGTT
GCTCAGCTGGAGGCCGAGACTCTACCTGGAGGCCCCAGGACAGAAGCCCTTCCTCCCGCC
CGCAAAGAGGGCGACCTCCCCCCCCTGTGGTGGCAGGATGTCACCCGCCCCAGGGAGCGC
CCCACTTAAACTCCTCGACTCTCCGGGGGTCCGAACCCTGCAGTCTGACTGAAAACTGTC
CTGCCCGCAGTGCTGTCTGTGCGTCAGGAGCTTTTTCCACCGGCGCCGGCCGTGCAGATG
GAAACCAACAACTGGAACTGAGTGAAACTTCAGGAAACGGAGTGACTGCAGGAGTTTGAC
GTTCCACAGATGTTCTAAAGGAAACCGTTCAATAAACCCGTGTGATCAGAAAAAAAAACT
AGTTCTCCTCGGACTGGCTCCATTAAGAAGGAATTTCTTGAGGAGCTCCTGACCACCCAG
TGCGACAGGTTCACCCCTGAAGAGATGACCAACTTGTGGGCTGCCTTCCCCCCTGATGTG
GCTGGCAATGTAGA
>CL1Contig159
GCAAGTCTAAGTACACACGGCCGGTACAGTGAAACTGCGAATGGCTCATTAAATCNGTTA
TGGTTCCTTTGATCGCTCAAACGTTACTTGGATAACTGTGGCAATTCTAGAGCTAATACA
TGCAAACGAGCGCTGACCCTTGCGGGGATGCGTGCATTTATCAGACCCAAAACCCATGCG
GGGCTGCTCCTCCGGGGGCGCCCCGGCCGCTTTGGTGACTCTAGATAACCTGGAGCCGAT
CGCGGTGCGCACAGAAGCCTGGGGCGCGAGCCCGGGTGGAGCCGCCGCGGGTGCAGATCT
TGGTGGTAGTAGCAAATATTCAAACGAGAACTTTGAAGGCCGAAGTGGAGAAGGGTTCCA
CGTCTCAAAAATGTCCCCTGAGGCCCGAGGCGGCTCGCCTCTTCTGCGTTCAGAGACGGA
CACTCAAGCCAAGCCGCGCAGCTTCCTGAGGTTTATGTCCATCTAAACGTTTGTGGAACT
CCGTTGGACTTTGACCTTTGTTCTGGGTTTCATGAATTTAAAATTTCAACTTTTTGTGGT
TTAGTTTAGATTTGCAATGGACTCTTCCAGCTGGTGCCGCCTTTTTGTTGGAAACGTTGA
TGGTTTTTACCGTTTTCTTCTTTCCTTTGCAGTCAGTTAAACCGAAGGTGTTGGGGGGGG
TCATTTTTTCTCTCATTTCATCGGTTGTCATCCCGCTTCAGGGACTTTCCTTCTCTGCCG
CTCTGCTGATGTGAACGTCTAGACTAACCTGTAACCTCTGAATGTGAGGAAGAGGAGGAT
GGACGCTCTGTCACGCTAAATAAAGAGCTTTNCTGCAC
>CL1Contig160
TTTNTNTTNTGAATTTTCATTCAAACCTTTATTGATAACCCTGGCATTTCACCATTCAGA
ATGTCACAGTGAATGTGTAACTTTTGAAATATCTGGAATGCTTGGGGAAGTCAAACCCCT
TAATATTCTTCTCCTTCTTCATCCTCCTCTCCTATGCTGTCAGTGCCAACCTCCTCATAA
TCTTTCTCAGCAGAGATGACTGGCGCATAGGTGGCCAGAGGGAAATGGATACGAGGGTAC
GGCACCAAGTTAGTTTGGAACTCGGTCAGATCAACATTCAGAGCGCCATCAAAACGAAGT
GAGGCTGTGATGGAGGTTGATAGTTGATGCCCACCTTGAAGCCTGTGGGACACCAGTCTA
CAAATTGGATGGTGCGCTTGGTCTTGATAGCGGCAATGGCAGAGTTGACATCTTTAGGGA
CCACATCACCACGATACAGCAGACAGCAGGCCATGTATTTGCCATGGCGAGGATCACATT
TCACCATCTGATTGGCCGGCTCAAAACAGGCATTGGTGATATCAGC
>CL1Contig161



GGCTGCAGGNAATTCGGCACGAGGGTGTTAGCAAAGGTGGGAAGGATTTGTTATTGATGT
GAAAATGGCAGCAACATTATGAGTCTTTCTCCTCCCCTCCATCACCTCTGGAGTCCACTG
TGATTACTCAGGCCTGACTCCACCCACTTTTTCCCTCCGCTTTCTACAGCTAATACAGTC
CTGCAGCCACTTATGATGAGCTGTGGTCATTTCCTACTTTCTTTCCTGATCAGATATCGA
ACACTATTGGGAGTCACAGAGAGGCGTGGAGAATGGTGGGCTTGGTCCAGACCTGGGGTC
TCCTTGACAACCGTTAATCCCCGTTCGCACTCCGGCCTCACCCTCTACCCCCCCCGTGCC
TCTCTGCACTTCGACTCCCACTGTGCTAAATTGTTCTGCTCTGACTTCCACCTGCCCCCC
CCCTTACCCTTGTGATCTGGGTCCCCACCCTCCTTTCACACATCTCCCACATCACCACAA
CCCACCGACAGGCCGGACCCAGAGACAGGCACAAAGACAGGCAAATAACACAAAAACCAC
ACCCACCCACACGCCGCTCTTCCCATGTCCACTCCTTTGTTATGTCACTAAGGATGAGTC
AGATGCGCCTCTGATTGGCTGATGCACATCTTCTCCCCAGGAGACGCCTCCATCATAGTT
CTGATGGTGCGTCCATGCTCACATCGAATGTTAGTTAGTTCTATACCTAATCAGACAGAC
CTTCCACCCAATCCAAGCAAAGTTGATATGGTGGCTGCAGCCTACACTCGCCTGAATAGG
AATTTTATTTCATAATGAGCCTTTTTGTGCTGTGTTGAATACAGAGGCTGAACTTACTCC
TCAGCTTCCTTTCCCTTAGTTACAAAAAAATTTCTAGCTGACCAACTGTTGGCAAGAAGT
GCACAGTGCCAATTAAGAGAGAATTTGTTTCTGTCCAAACAAGCTGCAAGTGCACACACA
AACATACAGGCTCAGAATGTGATGAAAGAGGCACTGTCATTTTCAGACAGTGAAGGGCCT
GAAATGAGCAAGTTAAGAAGGTGAATACAAGTTCTTTCTTTGCATCAACCTCTTTTTTTT
TTCTTCCTCCAATTCTTCATTCTCCTCGAGGCATTCCATGGCACTCTGCTCCTTTCACAG
CGACCTCTCGCCTGTCGATCACTCTGACCTG
>CL1Contig162
AGGCCGATCTCCGACCACACTGCACAATGAGTAACTATTCTAGCATGCACTTGTCCTCAC
GCTCCTCTGGAGCAGGAGGCTCAAGTATGGGCTTGAATCAAAGATATGCTTCCAGCGTCT
ATGCTGGCTCAGGCGGCAGAGGGACCAGAGTCTCTGTTTCCTCTGGTTCTTTTGGGGCCG
GAGGTGGTCTTGGTTCTGGTGGTTTTGCTTTTGGCTCAGGAGGTAGTGCAGGCTTTGCTG
GCGGTGCAGGCGAACAGTGAGCTCGAGCTCAAGATCCGAAATTTCCTGGACAGCAAAGCT
GCCCCCGCCGGCCGTGACTATTCAAAGTTCTATGCCACCATCGTAGAACTGCAGGGAAAG
ATCCAGGACGGGTACCGTACCAAAGGAAGCATTCAAATTTCTTTGGATAACGCCAGGCTG
GCCGCTGATGACTTCAGAAGCAAGTTTGAGACCGAGCTCTGCATGCGCCAGTCAGTGGAG
GCAGACATTGCTGAGCTGAGGAGAGTGCTTGACCAGCTGACCCTTGCCAGGTCAGACTTG
GAGCTCCAGATTGAAGGCCTCAGGGAGGAGCTGGTCTTCCTCAAGAAGAACTTCAAGAGT
GGTACGATAAAAAGGCAGAGGGGCTGAAGTCAGAGATGTCTGTGAAACAAGAAACTTTAA
TCTCGTCAAAGTCCGAAATCTCAGATCTCAATCGGACACTTCAAAACCTGCAAATAGAGC
TGCAGTCTCAACTCAGTTTGAAAGCTGCTCTGGAGGGCCAATTACACGAAACAGAGGCAC
GCTTTTCTTCTCAGATCTCTGCCTTCCAGCAAAAGGTATCAGTTCTGGAGGAGCAGTTAG
TCATGATGCGCAACGACATGGAACACCAAAGTCGAGAATACCAGATCTTGTTTGACATCA
AGACCAGACTGGAGATGGAGATTGCAGAATACAGAAGGCTGTTGGATGGAGAGGCCACGC
AAACCTCCTCCACCTCCTCTTCCAAATCCTCCAGCACTTCCTCCACCACGACCAAAAAGA
TCATTGTGGTCACTGAGGAGATCAAGGACGGAGTGGTTGTGACATCCTCCTCACAGGTTT
CCTCTTAAGGAAAAGATGAAGGGCGACATGATGAGGTCTGAAGTCATCACCTGAACCGTT
GTGCT
>CL1Contig163
GTGAACGTCAAGCTGGCTCTGGACATTGAGATTGCCACCTACAGGAAGCTGCTGGAAGGA
GAAGAGCTAAGGATTTCCTCTGGTGGTGGCACTGCCAACATCCGGGTGATGTCTTCAAGC
TCTAGTAGTGGTGGAGCTGGTGGTAGCGGTGGAGGATCAGGCTTCGGAGGTGGCATGGGA
TATGGCATGGGCGGAGGCGGAGGTTTTTCTAGTGGAGGTGGAGCTGGAGGATATGGAGGC
GGAGCTGGAGGATTTGGAGGCATGAGCTCTGGTGGTTATGGTGCCGGCTCTGGTGCTGGC
TTTGGTTCTGGCGCTGGTGCTGGTTTTGGTTCCGGCTTTGGTTTTGGTTCCGGCTCTGGT
GCTGGTTTTGGTGCCGGTGGTGCCGGTGGTGCTGGTGGTGCCGGCGGTTTTGGTTTCGGC
GCTGGCTTTGGAGCTGGAGGCCCTTCACTGCCGACAATCACAAATGTTCAGTTCAACCAG
AGCCTGCTGGCCCCCCTCAACCTGGAGATCGACCCCAACATCCAGATTGTCCGTAGCCAG
GAGAAAGATCAGATCAAGAACTTGAACAACCGCTTCGCCAGCTTAATCGACAAGGTCCGC
TTCCTGGAGCAGCAGAACAAAATGCTGGATACTAAATGGAGCCTGCTGCAAGATCAGACC
ACTTCACGCTCCAACATTGACGCCATGTTTGAGGCATACATCGCCAACCTCCGCAGACAG
CTGGATATGCTGTTGAGCAGACAAAGCAAAAATTGTAGTGTCAGAACAGAAAATCCTAAA
AAGCAACAACCACTACGCACAATGAGCTACATCTGTACAAAAGGAGGACAAGATACTTTT
GAATTCTAAAATTGCATATAGGACATGTAGTGTCGCCACAATGACTACTTTCATTTGTAA
CTTGTTGTGCACGTTAACACCATCAAAAGCAGCTCTATGTAATGTTCCCTCTCCCCTTCC
TTCTCACTTCCTGTTCCAGAGGTAACCCTCAGCTGCCATATCTCTAAATGAATGGTTTCT
TTTGATGCAATTTGTTCCTTTTCACAAACACCAAAAAACTTACATGAGGCTGACTGGTAC
AACCAGATTTATAATAAACTGTACCATCAAAACATCTGTAATAAATCTGTGTTCAATTT
>CL1Contig164
GGAAAATGCAGTGACACAGCTTCAGGTTTGTGCTGCTCATAGAATAATAAGTAGGCAGTT
TTATTACGAGTCAAATGGTTTTTTTTTTCACTAGCTGCGGTTACGTGTGCAAAATGTCTG



TGATCGTATCAAAGATCAGATTAGAATTGAAATGTGTNCATAAGCCCTTAAGAACTTTAT
CCGATTATTTCAAACATTTACATATGCCACACTTTTGATCGGAATAAATCATTTTGACAT
GCGCAGGACTATCTAAAATACCAGAAATGGCCGTAGAATAAGAAATAGCGAGTTTCACAA
ACAAAGCTGNGGCATAGATCCTNTAAACGTGCTTTTATTATTAAGNGACTGTTNGCTTAT
AATTTTCTAAATCTGNGNGGCCAACAACAGAATCCTTNTNTGTAGCGCCACACCGTCTAT
GCATGGCATAAAAGCCAGCCCAGTAGTGACCCACAATCAGAACAAATTGTTTAATATGCA
CCACAATCGGATCAACAATCAGCATAACCCACCTATCTTGACCGGACTGAGTCTGATCAG
GTCAAACACGGTGTGTTTACATGATGCATTTTTATTCTGGTCAGGCGTTTATTCCGACAG
CTTTTGTCCATGTAAATGAAGCTAGTGACTTCCCTCCATCATGCACACTTTTGCACTGGA
TTCTAAATCACCTCTGCTCTGTTCTCCTTCCAGATCTGGAGAAATCTTGCACTTTCCACT
CTTGTCAGCAGACCTAAAGGCAGTGGGAACGGTGCAGACGCTCAGCTGGATTTAAGTGAT
TTAAATACTTACCGACACTTCCAACACTACAACTTAATCAAATTAAGGTTTTGTGCTACA
ACTGGATCCATTTTCATGAATGCAGACGACATAGATAGACCACATTCTTCAAATCAATAT
AGCTATTCCCTCTGCATGCAGTTACTCTAATGCTGCTTGAAACAAAAATTTTCACTTTCC
CAATGAGATCAACCTGTGTACTAAAGAAATGTAACATTCATCAAATAAAAGAATTTTTAC
TA
>CL1Contig165
TTTTTTTTTTAGTGAGGGGAATTTGGACACAGCCAAAGAGTTTATTCCTGCAGGCTCTTC
CACAGACTCCTTCACTACAAAACACCAGCAATACAGACACTTTGATGTTTTAGTCCATGT
TTATTTCACTCCATTTAGTCAGAAGGACACTCCACTTTTCCACTGTTGATGTCATCGATG
ACATCATGGGGATGGCGACCATCGATCGTGCAGCCCACAGACTGGGCTGTCCCCAGGATC
TCCTTGATGGTTCCAGAAAGCTCTCTGGCGATGGAGCGATGCCTCATGACGCGAGCGATG
CCCACGATCTCGTCAAAGGTCACGCTGCCGCTGTGTTTGATGTTCTTGACCTTTTTCCTG
TCACGGGGGGGCTCCTTCAGGGCCTTGATGATCAGAGCAGATGCAGAGGGGACCACCTCG
ATCGCTGCCTGCCTATTCTGGATGGTCAGCTTCACTGTGATCCTCAGGCCCTTCCAGTCT
CCGGTTGCCTTGGCGATGTCATCACCAACTTTCTTGGGAGACAGACCCAGGGGGCCAATT
TTGGGGGCCAGTGCTGAGGTGGCTCCAACTTCGCCTCCGGTGCATCTCATGTACACGATT
TTGATTTCGTTGGGGTCGAATTTGGGCGGCATGTTGCTGCTTTGGAGGTTGACCTCAGAT
CAGCTCGGTTGGTGATGGTGTCGGATGAACCCGGCTTCGGGACGACCGAAAACTGTCGTG
CCGAATTCGGCACGAGGATTGAGGTCCTCTCCAGCCAACGCGCCAGAGTGGAGGTGGAAA
GAGACAACCTGGCTGATGATCTGCAGAAACTGAAGCTAAGACTGCAAGAAGAGATCCACC
AGAAGGAAGAGGCTGAGAACAACCTGACTGCTTTTAGAGCCGATGTCGACAGTGCCACTC
TGGCCAGGCTGGACCTGGAAAGGCGCATTGAAAGCCTGCAGGAAGAGATCGCCTTCCTTA
AGAAG
>CL1Contig166
TTTTTTTTTTCAATAGGTAGACTCAACTTTATTCAGTAACAGGTAGAAGGTAACAAACAC
ACACAGGGGGGTGGTGTGATCATAAGAGCAGGGATCTGCAAACACCAACAGCAGCTTCAG
AGGGCCCCTTAAAGGAGCATGCCTGTGTTTTCAGCAGGGGGGGGGTTAAAAAACACAGGT
CTGCCCCTCCGGAGCCAGAGCGAGGAGTGCGGGGACACCACGGGGACACGGCGCTCACAG
GTCCTTCAGGTCCTTCTGGATCCCCCACAGCGTGTCGGCGCTCTTCCTCAGCTGTGCCAC
CTCCCCCTCGGTCAGAGTCATGTTGACCACGCTGCCCACGCCGGAGCTGTTCAGCACGCA
GGGCAGAGACAGGAAGACCTCCTCGCCGATGCCGTACATGTCCTTCACCATGGTGGACAC
GGGATGCACGCGGCTCATGTTCTTCAAGATGCTCTCCGTCAGGTCGGCCACGCTCAGGCC
GATGGCCCAGTTGGTGTAACCCTTCAGCTTGATCACCTCATAGGCACTGTCCACCACTGC
CTTGTGCGTGGCCTTCCACTGCTCCTTGTCAGCATCCGTGCCGATGTCGGGGTTCAGCTT
CTGCAGGTTGACTCCCGCCACGTTGGCGCCGCTCCACACAGGCACGCTGGTGTCTCCGTG
CTCGCCCAACACCCAACCGTTGAAGGAGCTGGCGTGGATGCCCAGGCGCTCAGCCATCAG
ATAGCGGAAACGCGCAGAGTCCAGGTTGGTGCCGCTGCCGATGACGCGGTGCTTCGGCAG
ACCGCTGAGCTTCCAGGTCACGTAGGTCAGCACGTCCACGGGGTTGGACACCACCACGAT
GGTGCAGTTGGGGCTGTACTTGATGATCTGTGGAATGATGGCCTTGAAGACGTTGACGTT
CCTTTGCACCAGGTTGAGGCGGCTCTCGCCCTCCTGCTGGCGGACACCAGCAGTCACCAC
AACCAGGCGGGAGTTGGCCGTGACCGCGTAGTCTTTATCCGCCACAATCTTGGAGGTCTT
CAGGAAGAGGCTGCCGTGCTGCAGGTCCATCATCTCTCCCTTCAGACGATCCTCCATGAC
GTCAACAAGAGCCAGCTCATCACACAGGTCCCGCAGAAGGATGCTCACGGCGCAGGCCAT
GCCCACCTGGCCCACCCCCACCACCGTCACCTTGTTTCGGGGGGTCTCGGAGGCATTGCT
GGCCAGGGGGGTGATGAGTTTCTGCAGCACTGAGGACATGATGGCAGCTCGGGCAACGTG
AGATAGACAGATAACGACTCTGGTCCCGATAACGAAGCGGCGTCTTCTGACGAACAAGAC
CACTGGCAGAAGAGACCACCACCAGTAGGCCAACAAGGCCGACTCGATGCTGCGGCTGAA
GACGGCCGACTCGATGCTGCGGCTGAAGACGGCCGACTCGATGCTGCGGCTGAAGACGGC
CTATGTGGCCAA
>CL1Contig167
GCGGCGGTGCTGAGGTCGCTTAGCAGGCTCGGACGTCCTTCAGCAAAACTAGCACTTAAC
AGTAACGTGCTGAGCCCCGGCTGCACGCTGCTGCAGAGCAGGCAGAAACAATGGCAGCCA
GACGTGGAATGGATGGAGCAGTATGCGGGGGCCGTCATGTACCCCACTGCTGTTAACGAG



AAATGGGTCCCACCCCCCTGGAATGACAAAGATCCTCCTGCTGAGAAGGACGTGTCCAAC
CTCACCATCAACTTTGGGCCGCAGCATCCGGCCGCTCACGGCGTGCTGCGACTGGTGATG
GAGCTCAGCGGAGAGTCCGTCAAAAAATGCGACCCGCACATCGGCCTGCTCCACCGCGGC
ACCGAGAAGCTCATCGAGTACAAGACCTACCTGCAGGCTCTGCCCTACTTCGACCGGCTG
GACTACGTTTCCATGATGTGCAACGAGCAGGCGTACTCTCTGGCTGTGGAGAAGCTGCTC
AACATCCAAGCTCCGCCCCGGGCCCAGTGGATTAGAGTTCTGTACGGAGAGTTGACCCGC
ATCCTGAATCACATCATGGCCGTCACCACACACGCCCTGGACATCGGCGCCATGACGCCC
TTCTTCTGGATGTTTGAGGAGAGGGAGAAGATGTTTGAGTTCTACGAGCGGGTGTCAGGA
GCCAGAATGCACGCCGCATACGTCCGGCCCGGAGGAGTTCATCAGGACATGCCCCTCGGT
CTGATGGACGACATCTACGAGTGGTGCAAGAATTTCTCCATACGCATTGACGAAGTGGAG
GAGATGTTAACCAACAATCGCATTTGGAAGAATCGGACAGTGGGAATTGGAGTGGTCACC
GCAGAGGAGGCCCTGAACTACGGCTTCAGTGGCGTGATGCTGCGAGGGTCGGGAATCAAG
TGGGACCTGAGGAAGTCCCAGCCCTATGACAAGTACGATGAAGTGGAATTTGACGTTCCT
ATTGGAAGCAACGGAGACTGCTACGACAGATACCTGTGCCGCGTGGAGGAGATGAGGCAG
TCTCTGAGAATAATGCACGAGGCGCTCAACAAGATGCCAGAGGGGGAGATAAAGGTGGAT
GATGCCAAAGTGGCCCCGCCTAAGAGGTCTGAGATGAAGACGTCGATGGAGTCTCTCATC
CACCACTTCAAACTGTACACGGAGGGCTACCAGGTCCCTCCGGGGGCCACGTACACGGCC
GTGGAGGCCCCCAAGGGGGAGTTCGGGGTTTACCTGGTCTCTGACGGCTCTAGCAGGCCC
TACCGCTGCAAGATCAAAGCCCCCGGATTTGCTCACCTGGCCGGTCTGGACAAAATGGCC
AAAGGACACATGTTGGCAGATGTGGTGGCCATTATAGGCACCCAGGACATCGTGTTTGGC
GAGGTTGACCGTTAGCGTTGTGCTGCTAATGAAGAAGCGCTGTTTTCACACATCTCCAGA
CCAGCGCTTCCTGTTCTCTGTGAGGCTTTCCGCGCTCGTCGTGTACAAACCCAATAAATG
TTTTATCTCTGCAAAAAAAAAA
>CL1Contig168
TTTTTTTTTTCACGGTTCTGCAGGTTTTATTCAGGGTTGATGCCTAGAACAGAAGAATCT
TTGTGGAGGACACATTCTCCAAACAGAAAGAGGTGACCTTTTGACCTTTAGGCCCACTGG
AGCCATTTACATCAGTGTACAACTTTTCTGGAATATGGTTTTACAGTCAGAGGATCAAAA
AACACATCCTGACTTCCAAACACCCCACCCTCCCTAAAATCCCCCCGATGCGCCGCCCTG
TGAACATCCCTTCCAGCTGTGAGCATCTGCAGCCCTAAACTGACTGACATGACCGTCACA
TGACCTGCAGGACGCTGCCTTTGACCCCAAAGCAGAAACCCGATGAGCAGAGCCCCAGTC
TGCTGAAGCGCTGCACACCCAGACATTAAATATTTCAACAGTTCGGCTCTTAGGACGTCC
AGCGCCACCACGCCACTTTCATCCGGTCCCACACGGCGCCTAAGGAGTCAAAGGCGGGGC
GCACGTCCAGGATGGAAAAGTGGTAAGTGTCCTTGTTGATTTCGCCGTCGTAGTAGTCGA
TGACGTAGCGCACCTCTTTACCACAGCGGTCGATGATCCAGTCATGGCGGTCGAAGGGCA
ACTCGTAACCCATCCAGTGGCGGAGGCGTGCTCGGGGGGAGAACTCCTTGGCCTTCCCCC
CAAACCGTTTCAGTGTGGGCCCACAGGGACACTCTCCAGCATGCAAGGCTTCCCACTTCA
GGATCTCCTGCCAGGCCTGCTCGTTGTTCTTGTTGTGGATCTGTATGATGTTGGTCATGT
CTGGGGCAGCCAGATCGTCCTCTCTCCAGCGCCATCCTTTACGCAGCATGGCATTCCAGA
ACATTTGCTCAGACGGATAGACCCAGTTCTTCTCGGTGCCGTGCCGGGGAATGGTGGACT
CCTCTCTGACCACGGACAGAGGAAAGGGCTGGTCTGGAGCCGGCGTCTGGTTTGGAGGAG
GCATCATGTTAGCTGGATCAATGTCACTCCGCACCCCAGCTGCAGCTCTCATTGGACACT
CCACAAACTGGTAGGCCTGGTTCTGGTGGGCTGGACCGGGCTCAGCTTTGTGCATGGGAC
ACTCTGGTGGTGGAGAGGCTTTGACAGGGGGGGTTTGGTGCATGGGACACTCTGGTTGAG
GAGATGCTTTCTGGACGGGCTGGACCTCCTGGTGCACGGAGCGGCCCTGAGGAGCAGCGG
CCACCGCCTCCGCCTGGACGGTCACGGCTGCAGGTGTAGACGCAGAAGCGCCCATCCTGC
CTGCTGGTTCGTCGTATCTCCGCTCACGCGCTGAGGCTTCAAAGGACCCACCGACCGGCA
CGCGGGACAAACGCTCACCGTTCACAGCTGTGTTCGGTCTTCCGTTAGCTCGGTCCCAAT
CCAGTAGGCCAACAAGGCCGACTCGATGCTGCGGCTGAAGACGGCCGACTCGATGCTGCG
GCTGAAGACGGCCGACTCGATGCTGCGGCTGAAGACGGCCTATGTGGCCAACAAGGCCGA
CTCGATGCTGCGGCTGAAGACCGGCCTATGTGGCC
>CL1Contig169
GCTAAAGAAGTTCTTGCTTAACAGTGTTTGAACGGAACTTCCTCCGCGTCGTCTATCTCG
AACATTTTGCCTTCCAGCTGCTTCAACCCTGCTGTACTTGAACGCTGCCTAAAGGAAGTT
TATTTTTCTACCGCCTTTGTTAATAAAAGCGAGGAAAAACCAACCAGCTAAGATGGAGTC
CCAGGTGCGCCAGAACTACCACCGCGACTGTGAGGCCGCCATCAACAGGATGGTCAACAT
GGAGCTGTTTGCTTCTTACACCTACACCTCTATGGCCTTCTACTTCGACCGTGACGATGT
GGCCCTTCCAGGTTTCTCCCATTTCTTCAAGGAGAACAGCCACGAGGAGAAGGAGCACGC
GGACAAACTGCTGTCCTTCCAGAACAAGAGAGGAGGACGCATCTTCCTGCAGGACGTCAA
GAAACCAGAGCGTGATGAGTGGGGCAGTGGGCTGGAAGCCATGCAGTGACTTCCTGGAGA
CCCACTACCTGAACGAACAGGTAGAGTCCATCAAGAAGATTGGTGACCACATCACCAACC
TCACCCGCATGGATGCTCACACCAACAAGATGGCAGAGTACCTGTTTGACAAGCACACCC
TGGGCAGCCAAAGCTAAAGGAACAACTGGAGGAACCTTCCAGATGCAGGCCTCAAACCGT
CCTGCTCCACCTGCTGAAAAATGTCTTGAATCCGTTGGCTTTTGTCATGTGACTCTTGCC
CATCTTGATGGGTTTGT



>CL1Contig170
GCGGGCAGTCAGTCCCTGCAGTTGCTCATCCTCCACCATCATGTCCGCTGGAAAAGCTCA
GATAGGCCAGCCTGCCCCAGACTTTAAAGCCACCGCTGTAGTGGATGGACAGTTTAAGGA
CCTGAAGCTGTCGGACTACAAAGGGAAGTATGTGGTTTTCTTTTTCTACCCTTTGGACTT
CACCTTCGTTTGCCCCACCGAGATTATCGCCTTCAGCGACCGGGCGGAGGAGTTTCGCAA
GATCGGGTGCGAGGTCATCGGCTGCTCCGTAGATTCTCACTTCAGCCACCTGGCGTGGAT
CAAAACCCCGCCGGCTGGAAACCCGGGAGCGACACCATCGTCCCAGACGTGGAGAAGAGC
AAAGCCTTCTTCTCCAAGCAGTGAAGGTTTTCGGCCGGCCGTTTCCATGACCACAGCGCT
CGCCGTCAGTACAGATGTCCCTTTAAGGCCCTTCTGCTGTTTAGAGTCCAGCCTGCAGAG
ATTCACCTTGTAGTCCAAAGCACTGACTGTTTATTGTTTGCTGGTATGACTGACCTACAA
CTGTCTTTAATAAAAACCGTGGGGAGACTTANAAAAAAAA
>CL1Contig171
GCCTCGTGCCGATTCGGCACGAGGGCTGGCGGAGGTCCTCTTCTCGTGATCCGCCATCAG
GAACGCGCCTGTGGTGGATTGAACGCCAGGATGCAGATTTTCGTCAAAACCCTTACGGGG
AAGACCATTACCCTCGAGGTTGAGCCTTCTGACACCATCGAAAATGTCAAGGCTAAGATT
CAGGACAAAGAAGGAATTCCTCCTGACCAGCAGAGGTTGATCTTTGCTGGAAAGCAGCTG
GAGGACGGCCGCACGCTGTCTGACTACAACATCCAGAAGGAGTCAACTCTGCACTTGGTG
CTGAGACTGCGAGGCGGTGCCAAGAAAAGGAAGAAGAAGTCCTACACCACTCCCAAAAAG
AACAAGCACAAGAGGAAGAAGGTCAAGCTCGCAGTGCTCAAATACTACAAGGTGGATGAG
AACGGGAAAATCCACCGGCTGAGACGCGAGTGTCCCGCTGATGAGTGCGGCGCCGGCGTG
TTCATGGCGAGCCACTTCGACCGGCATTACTGTGGGAAATGCACCCTGACGTACTGCTTC
AACAAACCCGAGGACAAGTAGACAGGGAGGGGGCGGAGCCAATAAAGATGAAAACTTTGA
CTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL1Contig172
GCGCGAGTTCACCTTGTCTTTAAACCGTTCTTTGGCAATCCCTGGTAGCACTGTCAAGAT
GCCCAGGGAAGACAGGGCCACGTGGAAGTCCAACTATTTTATAAAAATTATCCAACTTCT
GGATGATTATCCAAAATGCTTCATCGTGGGAGCAGACAACGTGGGCTCCAAGCAGATGCA
GACCATCCGTCTGTCCCTGCGAGGCAAAGCCGTGGTTCTGATGGGTAAAAACACCATGAT
GCGTAAAGCCATCCGTGGACACCTGGAGAACAACCCTGCTTTGGAGAAGCTTCTGACGCA
CATTAAAGGCAACGTTGGCTTTGTCTTCACCAAGGAGGATCTGACTGAAGTCAGGGATCT
GCTGCTGGCCAACAAGGTACCTGCAGCAGCTCGAGCTGGAGCCATTGCCCCCTGTGATGT
CACTGTGCCAGCCCAGAATACTGGACTTGGTCCAGAGAAGACCTCCTTCTTCCAGGCTTT
GGGTATCACCACCAAGATCTCAAGAGGAACCATTGAAATCTTGAGTGATGTTGGTCTGAT
CAGGACTGGTGACAAGGTGTAGGACAATGGCAGCGTCTACAGCCCTGAGGTCCTCGACAT
CACTGAGGCTTCCCTTCAGGCCCGGTTTTTGGAGGGTGTGAGGAACATTGCTAGTGTGTC
TCTGGAAATTGGCTATCCCACTCTGGCCTCCATTCCCCACTCTGTCATCAACGGC
>CL1Contig173
ATTCGGCACGAGGAATAAGAGCATGTCCGAGTCCCCGTCGCAAGCGGCGAAAGAAACACC
GGCGGCGAAAAAGCAAAAACTAAGCAGTGACGAAAACAGCAACCCCGACTTATCGGGAGA
CGAGAATGACGATGCCGTTAGCGTGGAAAGCGGGACGAACGCGGAGCGCCCGGACACGCC
CACCAACACAACCAACGCCCCGGGCAAGAAGAGCTGGGGCAAGGGCAAGTGGAAGTCAAA
GAAGTGTCGGTACTCCTTTAAATGTGTCAACAGTCTGAAGGTTCAGGAGGATCACGGACA
GCCGCTGTTTGGCGTCCAGTTCAACTGGCACAGCAAGGAAGGAGACCCACTTGTGTTTGC
CACCGTTGGGAGTAACAGGGTGACTCTGTACGAGTGTCACTCTCAGGGAGAGATCCGACT
CCTACAGTCCTACGTTGATGCGGACGCGGACGAGAACTTCTACACGTGCGCTTGGACCTA
CGACACCAACACCAGCCACCCCCTCTTGGCCGTCGCCGGCTCCCGAGGCATCATCAGAGT
GATCAACCACATCACAATGCAGTGCATCAAGCATTACGTGGGCCACGGGAACGCCATCAA
CGAGCTCAAGTTTCACCCGAGGGACCCCAACCTCCTCCTGTCTGTCAGTAAAGATCACGC
TCTCCGGCTGTGGAACATCCAGACCGACACGTTGGTGGCGATCTTTGGAGGCGTGGAGGG
GCATCGAGATGAAGTCCTGAGCGCCGATTTTGACCTTCTGGGTGAGAAGATCATGTCCTG
CGGGATGGACCACTCGCTAAAGCTCTGGAGAATCAACTCGGAGAGGCTCCAGAAGGCCAT
CCGGGGTTCCTACGAGTACAACCCTTCAAAGACCAACAGGCCTTTTGTCTCCCAGAAGAT
CCACTTCCCGGATTTCTCCACCCGCGACATCCACAGGAACTACGTGGACTGTGTCCGGTG
GTTGGGAGACCTCATTCTGTCCAAGTCCTGCGAAAACGCTATTGTCTGCTGGAAACCGGG
GAAGATGGAGGACGACATCGACCACATCAAGCCCAACGAGTCCAACGTGACCATTCTGGG
CCGCTTCGATTACAGCCAGTGTGACATTTGGTACATGCGCTTCTCCATGGACTTCTGGCA
GAAGATGCTGGCTCTGGGGAACCAGGTGGGGAAGCTGTACGTCTGGGACCTGGAGGTGGA
AGACCCGCACAAGGCCAAGTGCACCACGCTGACTCTACCCAAATGCACATCGGCCATCCG
GCAGACCAGCTTCAGCCGCGACAGCAGCATCCTGATCGCCGTCTGCGACGACGCCTCCAT
CTGGCGTTGGGACCGACAGCGTTGACACGAAAAAACGAAAAACGTTTCATTAAAAACCTG
TGAAATGGTTGACTTTTTATCAAAAAACATTTTTTTTATTATTTTAACCCAAGAACACTG
GAATAAGCTCCCAAATGTCAATATTGTTTAAAAACCAGAAAGAGATGTGCTTTGTGTGCC
TTCCTGTTTCCTATGCTGTCTATTAAAAACACAGACGAGAAGGAAACTGGTGCTCAAGGA
GGAACCGTTTTGTCTGTCAATCTGTCTGGAAATTGCATTTCAAGCTGGTCAATAAAGTTT



TGTAAATAAGACCCCAAAATTCGGTTTTATAGAAAACATTGAATTTTATTTTGAAGGGAA
CAAAAAAAAATTNATTTTTTTTTTAACTTAATAAAACTA
>CL1Contig174
ATTCGGCACGAGGGATTTACAGACACACTTGTAAAACCAGGGTGTAGGAGTCATGAAGGT
CCTCGCTGTGCTTGTCCTTGCCGTTTTTACTGGCTGCAATGCCAACCTCTTCTATGCTGA
TGCCCCAAGGCCTCAGCTGGAAGTGGTAGCTGATGCTTTCTGGGACTATGTAAGCAAAGC
CACCCAGACTGCTGATGAAACACTGGATATGATCAAGAAGACCCAGTTTGGACAGGACGT
CAGTGCCCGATTGACAGAAAGTGCGACCCTGGCAAACGAATATGCAACCTCCCTGCATGA
GCAGCTTCCCCCTGAAGCCCAGCAGCTGATCACTAAAGTCACCACTGAGGCCGAGGTGTT
GAGAGAGCGCGTGAACCAGGAGCTGAACACAGCCAAGGAGAAGCTGGAGCCCTACGCCGA
GACCTTGAAATCTCACATCCAGGAGAGAGTGGAGCAGCTTAAACAGGAGCTGGCACCATA
TGCTGATTCCCTGGACTCCGAGACCCTGAGAGCCACCCTGGTGCAGAAGAGCGAGGAGCT
GAAGGCTAACCTGGAGCAGAGTGTGAGAGTCCAGAGTGAGATCGGTCAGAGAGCCCAGCA
GGTGAAGGAAATGGCAAGTCCCTATGTTGATAGGCTGAGGGAAAGGTTGGACCCNTACGC
CCAGGACCTCCAGGCTCGTCTCACCAGCCTCTATGACTCCTTCGTCAAGTCCAGCTAAAC
CCACCTCTGGCTATAAATAAAAAGAAACTGCACCTGCCATCACACAGATCTCTGACATTA
TCAGACATATGTAATAAATAACAAATATGTTTTAGTCTGGACCTCACTCNTTCGTCTAAA
TANAAAATAAA
>CL1Contig175
GGCTGCAGGNAATTCGGCACGAGGCGCTTCAGTTGCTTCTTGCTGAAGACTCTTAACGTC
TGCTAGTGAGAACTGACGTGCCTGTCTTTGCTATCTCATCTTTCGACTCAAGTTAATTTT
ATCTTCCAAGTTACAGGAAAATGCGTGAGTGTATTTCAGTGCATGTTGGTCAGGCCGGAG
TCCAGATTGGCAATGCCTGCTGGGAACTCTACTGTCTGGAACATGGGATCCAGCCGGATG
GCCAGATGCCCAGTGACAAAACCATTGGAGGAGGAGACGACTCATTCAACACCTTCTTTA
GTGAAACTGGAGCTGGAAAGCACGTTCCCAGAGCTGTGTTTGTAGATCTGGAGCCCACGG
TTATCGATGAGGTGCGCACTGGGACCTACAGGCAGCTGTTCCACCCTGAGCAGCTGATCA
CCGGGAAGGAGGATGCTGCCAACAACTACGCCCGTGGACACTACACCATCGGTAAAGAAA
TCATCGACCTGGTTCTGGACAGGATCCGTAAACTGGCGGATCAGTGCACTGGTCTTCAGG
GCTTCCTGGTGTTCCACAGCTTTGGTGGAGGCACTGGCTCTGGTTTCACCTCTCTGCTGA
TGGAGCGTCTGTCTGTGGACTATGGCAAGAAGTCCAAGCTGGAGTTCTCCATCTACCCAG
CTCCTCAGGTGTCCACTGCTGTGGTGGAGCCCTACAACGCCATCCTGACCACCCACACCA
CCCTGGAGCACTCTGACTGTGCCTTCATGGTGGACAATGAGGCCATCTACGACATCTGCC
GCAGGAACCTGGACATCGAGCGTCCCACCTACACCAACCTGAACAGGCTGATCAGCCAGA
TCGTGTCCTCCATCACTG
>CL1Contig176
AGGAATTCGGCACGAGGGCGGAATCTGGGCTGCGCTGTTGGAAACATAGGGATTTTTGTA
TCATCCCCGGATAACGCTAGTAATAGAACTCAGCAGGGAGCAACGATGCCTTTCGGTAAC
ACGCACAACCAGATGAAAATGAATTACTCCGCGGAGCAGGAGTATCCGGACCTCAGTAAA
CACAACAACCACATGGCCAAGGTGCTGACTCCCGCCATATACGACCGCCTGAGGAGCAAG
CAGACCCCCAGCGGCTTCACCCTGGATGACGTCATCCAGACCGGGGTGGACAACCCAGGT
AAACAAAGGGGCATCCGCCTCCACCTCAGCGGGGATAATCCGACGCACGCGCGGGGAGAT
TAGCGCGCGCGCGGCCTTCGCCGTGTTACAGTAAACGGTTTTTGCTGCAGAAGCGGCCGA
GAAACCCTCTGCTGCCTCCACGATCACGTGTTCCGCTGTCACGGCGCGTGCAGGTGTAGC
CCGCCGTCTGACCGTGTAGGTGTACTTGTGTCTAGCTGCCATGCCATGGCCCAGCTCACT
CTGAGGGAGTGGTCGGCTGAGGATGAGTTCCCAGACCTCAGCCAGCACAACAACCTCATG
GCCAAGCACTTAACCACGGACATGTACAGCCGGCTGCGGAAGAGAGTGACCCCTACAGGT
TTCACCCTAGACCGGGTCATTCAGCCAGGGGTTGATAATCCTGGTACAGTACAGAGCAGA
TGGCAGCGCTGGCTGACCGGGGAACTCTCATGACCTCAGCCTTTGTGTCCAGGCCATCCC
TTCATCATGACGGTGGGCTGCGTCGCCGGAGACGAGGAGACGTACGAGGTCTTCAAGGAG
CTCCTGGACCCCGTGATCGAGGACAGACACGGAGGATACAAACCCTCAGACAAGCACAAG
ACGGACCTGAACCCGGACAACCTGAAGGTACGGCGCCTCTGCCCCCTAGTGGGCGGATTT
CACAGCTGACCCCCAGTTTCACCTGGATGTCCTTTCTAAGGGCGGCGACGACCTCGACCC
CAATTATGTGCTGAGCTCCAGAGTCCGCACGGGCCGCAGCATCCGGGGCTTCTGCCTGCC
CCCCCACTGCAGCCGAGGAGAGAGGCGCATGGTGGAGAAGCTCTCCAACGAAGCTCTGGA
CTCCCTGACTGGAGACTTGAAGGGGAAGTATTACGCCCTGAAGAACATGACGGACGACGA
ACAGCAGCAGCTCATCGACGACCACTTCCTCTTCGACAAGCCGGTGTCCCCCCTGCTGCT
GGCGTCCGGAAATGGCGCGGGACTGGCCTGACGCCNGGGGCATTTGGCACAACGACNACN
AGACCTTCCTGGTGTGGGTGAACGAGGAGGACCACCTGCGCGTCATCTCCNTGCAGAAAG
GAGGCAACATGAAAGAAGTGTTCAACCGCTTCTGCACGGGACTCACTAAGATCGAGAGCC
TGT
>CL1Contig177
GGTTAGACCGTCGTGAGACAGGTTAGTTTTACCCTACTGATGATGTGTTGTTGCAATGGT
AATCCTGCTCAGTACGAGAGGAACCGCAGGTTCAGACATTTGGTGCGTGTGCTTGGCTGA
GGAGCCAATGGTGCGAAGCTACCATCTGTGGGATTATGACTGAACGCCTCTAAGTCAGAA



TCCCGCCTAGACGTGACGATACCCTAGCGCTGCGGAACTTCGGTTGGCCCGGGATAGCCG
GCTTCGGCCGGTGCGGAGAGCCGTTCGTGACGGGGCTGGGGTGCGGCCCAAAAGCGGTCG
CCCCTCTCCCATTGCGCACTGCATGTTTGTGGAGAACCTGGTGCTAAATCACTTGTAGAC
GACCTGATTCTGGGTCAGGGTTTCGTGCGTAGCAGATTTGTGATGTTCGTAGCGTTTTGA
GGAAGTGTTTTAGAAAGTTACAGGAATGTTGTCAGCGGGTAAATGAAAGAGTTTTTCAGC
CGGTTAGAATGTTAAAGTGAAGGAACAAAAATGCATTCTGGGTAAAGAAAGTTGAAACTG
AAAAGTTTTAAGGACTTTTTAAGACNAATAAAAGAAATCA
>CL1Contig178
AGGAATTCGGCACGAGGTCGCCTTTNGTGTGCTCCACTGTTCTGCCAAACCTCTCTCAGT
CTCTGCTCTCCTTTTTTTCCCATCTCTTTAAGAAGAAACAGCCATGTCTGTCCAGACGGT
CAACATGAAGTCTCTCAGGAGCAACTATGGGAGCGGAGGTGCTGCTCTCAGCAGTGGCCG
CAGTTTTGCTGGAGCAGGACAATCCTTCTCCTCAAGATCTGCTTTTTCAACCAGATCAAG
AGCTGTAGCTAGCTTTCCAAGTGGCCTCAAGCTTAGGCCCGATGGTGGATTCAGCTCTGG
TTCTGCTTCCAGCTTTGGTGTTGGTTCTGGCATTCGCATTAGCAGTGGTAGTGTTGCCGG
TTTTGGTGGTGGTAGACTTGGTTTTGATACCGGCTTTGGAGTTGGAGTCGGAGGTCCTGC
AATGCCGACAATCACAAATGTTCAGTACAACCAGGGCCTGCTGGCCCCCCTCAAAATGGA
CATCGACCCCAACATCCAGATTATCCGTAGCCAGGAGAAAGACCAGATCAAGGTCCTGAA
CAACCGCTTCGCCAGCTTCATTGACAAGGTCCGCTTCCTGGAGCAGCAGAACAAAATGCT
GGAGACCAAATGGAGTTTCCTTCAGGAGCAGACCACTACACGTTCCAACATTGACGCCAT
GTTTGAGGCATACATCGCCAACCTCCGCAGACAGCTGGATGGGCTCGGAAACGAGAAGGT
CAAGCTGGAGGGAGAAGTAAAGAACATGCAGGGATTGGTGGAGGACTTCAAGACGAAATA
TGAAGATGAAATCAACAAGCGTGCCTCTGTGGAGAATGAATTTGTGATCCTCAAGAAAGA
TGTAGATGCCGCCTACATGGGCAAAATTGAGCTGGAGGCCAGGCTAGTTGCTCTTCAAGA
AGAAATTAACTTCCTCAGAAGTATCTACGAAATGGAACTTTCTGAGCTTCAGGGACAGAT
CAAGGACACCTCAGTCATTGTGGAGATGGACAACAGCCGCCACTTGGACATGGACGCTAT
TGTGGCTGAAGTCAGAGCTCAGTATGAGGAGATTGCCAACAACAGCCGAGCTGAAGCTGA
GAAGTGGTACCAGCAAAAGTTCCAGGAGATGCAGGTTTCTGCAACTCAGGCTGGAGATGA
CCTTCGCAACACCAAGAGCGAGATTGCTGAGATCAACCGCATGATCAGCCGCATCCAGAA
TGAAATTCAGGCTGTCAAGGGACAGCGTTCTAACCTGGAGAACCAGATCGCAGAGGCAGA
GGAGCGTGGAGAGATGGCAGTAAAGGACGCCAAGCTCCGAGTCAAGGACCTTGAAGAGGC
CTTGCAGAAAGCCAAACAGGACATGGCCCGCCAGATCCGTGAGTACCAGGAGCTCATGAA
CGTCAAGCTGGCTCTGGACATTGAGATTGCCACCTACAAGAAGCTTCTGGAAGGAGAAGA
GCTAAGGATTGCCTCTGGTTGTGGCACCGCCAACATCCGGGTGACGTCTTCAAGCTCCAG
TAGTGGTGTGGGTGGTTCAGGTTTGAGCACTGGCTTTGGAGAATCAGGCATGAACTTCTA
CGATGCTGGGTTTGTCGGCCCTGCCATTGGAGGAGCCGGAGGATATGGTGCCAGGAGTTC
CATGAGCACCAGCAGCCTCAGCTCAAAAAGCACCACTATGATCGCCAATACTCGTCATTA
CTAAAAATGTCTGCATTCATCGTCTCCTTTCACCCTGCTTGTCCCAATCAAGCTTTCACA
AACTCAACATGTCTTCATATCATTTCTTGACCAGCTATACCCGAAATCATTTGATAAAGA
ACAGTCAGCCTGGTGTTCAGGAAAAAGGAAATAAATGGTTTCTTTGGACATAGTTCTTCC
TGTACCACAAATGATAAAAACAATGTGAAAGCCTGACTGGTACTTAGTGATTTATGATGA
AATGTACCACTGAAACACCTGAAATAAATCTTCCAGCTTTCACAGTTACTTGTTGCCTTG
TTTTTGTTTCATGCAAATGAGAATAAATGAAACTGTCTAAACAAAAAAAAAAAAAAAAAA
AAAAAAAAACAAAAAA
>CL1Contig179
GGCGAGGTGAGGATGTCTAGAATTTGTCGCCAGAGTGTAATCTAACTTCATCTTCGTTGA
GGCGAGAATGAAGACCATTCTCAGCAGCCAGACTGTGGACCTCCCTGACAATGTCGAGGT
GAGGCTAAAGGGGCGCACTGTGATTGTGAAGGGGCCCCGTGGCAAGCTCACCAGGGAGTT
CAACCACATCAATCTGGATCTCAGCCTACTCGGCAAAAAACAGAAGAAGCTTCGTGTGGA
TAAATGGTGGGGAAACAGGAAGGAGCTGGCCACAGTCCGTACTATCTGCAGCCATGTTCA
GAACATGATCAAAGGCGTCACTTTGGGTTTCCGGTATAAAATGCGTTCTGTGTACGCCCA
TTTCCCCATCAACGTGGTCATTCAGGAAAATGGACAGCTGGTGGAGATCAGGAACTTCCT
GGGAGAGAAGTACATCCGCCGGGTCAGAATGAGGGCTGGTGTGATGTGTGCAGTGTCTGC
TGCCCAGAAGGATGAACTCGTCCTGGAGGGTAATGACATTGAGTTGGTTTCAAACTCTGC
TGCCCTGATCCAACAGGCTACCACAGTCAAAAATAAGGATATCAGAAAGTTCTTGGACGG
CATTTACGTTTCCGAGAAAGGAACAGTAGTGGAACCAGAACAGTAAAAGTTACATCTGCA
CTTGTAGAGCGGCTTTGATCCAGCAGGCCACCACAGTGAGGAAGAAGGACATCAGGAAGT
TCTTGGACGGCATCTATGTGAGCGAAAGGACCACTGTGGTGGAGTCAGCCAGTGAATAAA
TGTTCAGATTCTGCTATGACCAATAAAATAACCTTTTTCCAGCTCGAAAAAAAAAATTAG
AAGTGTACAAAACACTTTTATTGTTGCCATGGAGATTGATCTAAGACCAGTCGGCAGTGG
CGCCACCCCAGTCA
>CL1Contig180
GGTTTATTTNNCTCCATTTAGTCGAAGGACACTCCACTTTTCACTGTTGATGTCATCGAT
GACATCATGGGGATGGCGACCATCGATCGTGCAGCCCACAGACTGGGCTGTCCCCAGGAT
CTCCTTGATGGTTCCAGAAAGCTCTCTGGCGATGGAGCGATGCCTCATGACGCGAGCGAT



GCCCACGATCTCGTCAAAGGTCACGCTGCCGCTGTGTTTGATGTTCTTGACCTTTTTCCT
GTCACGGGGGGGCTCCTTCAGGGCCTTGATGATCAGAGCAGATGCAGAGGGGACCACCTC
GATCGCTGCCTGCCTATTCTGGATGGTCAGCTTCACTGTGATCCTCAGGCCCTTCCAGTC
TCCGGTTGCCTTGGCGATGTCATCACCAACTTTCTTGGGAGACAGACCCAGGGGGCCAAT
TTTGGGGGCCAGTGCTGAGGTGGCTCCAACTTCGCCTCCGGTGCATCTCATGTACACGTT
TCTTGTGAAAGGCCCACAGGCCAGCAGGCGCGGAGGCAGCCGGCGCACAGCAACTCCTCC
GCGGCTGTGAACCGGCTCCTACTACTTCCTGAGCCTAAAAACATACCGATTTTGATTTCG
TTGGGGTCGAATTTGGGCGGCATGTTGCTGCTTTGGAGGTTGACCTCAGATCAGCTCGGT
TGGTGATGGTGTCGGATGAACCCGGCTTCGGGACGACCGAAAACTGTTGCACCTTCACCG
GTAAAAACGATAGAAAAAGCTCGAGACAGTTCCCTCGTGCCGAATTCC
>CL1Contig181
TTTTTTTTTTGAAATAAAAAGGTTTTATTGCAAGTCAAAGATAAAAATCAACATTTGAGT
AGCACCTCTAGTGTAGAAAGTTTAAGGTTTTGAAATGAATCTAAAGCACCAAAAGCTGAA
GGTGTTAAAAGCTTCAAAAAAGCTACAAATAATCAGGAAGAAGCTGCAACCTTTTCTCTG
TTTTTGCTTCTACAAAACATTTAAGAACGTCGTTCTGGATCCTCAGAAAAGCCCGTTAGT
GTGGAATTCTGTCCTCCCTCTGTGCTCCAGCGTTTCCCGCTCCTCAGTCCGACTTCCTCT
TGATGCTGAGAACCTGGGAGAAGCTCTGCAGAGCCCAGAAGAGCAGGGAGAGGGAGACAA
AGGCCTCCGTAGGGACAGTGAGAAAAGGCAGTGGGGGGGTCAGGCAGTTGTACCGCTGCA
TCATCACCATGACGACACAACGAAACGTCTCCAAGAACCCAGAGTTTGGCCTCTGCTCGA
TGATGAATCCCAGCGAGGTGAGGGTGAGCAGGATGTAGCAGATCATTCCCAGGAGGGTCG
ACTGCAACAGCATCATTTTGTTTTGAAATAACTCGTGATAAGTCCACAGCACCAGCAGGA
AATGGACGGCCACGTAAGCCTGCAGGGGCAGCGACCAGCTGGGACGGTGGGGCACTTCCC
TCCCGGTAACCTTTGGATTGTCGACGTGGTCGCCGAGCCGAGGTTTGCCGGGCTTCCAGC
TGGGTCCTTTCAGGAAGGTGGACACTTTGTCGCTGAAGGTTTGGTAAGCTTTGGACTTTT
TCCACAAGTATCTGTAGTAGTGCAGCTGCACAAAAAGGGATTCGTATCTCCTGATGGGAA
ACACCAGGCCGTAGATGACTTTGTCCTCCTCTGGAGCAAAGGTTCCGAAAAATCTGTCCC
AGATGATCAGGATCCCTCCGTAGTTTTTGTCGATGCAATAAAGGTTCCTTCCGTGATGAA
CCCTGTGGTGTTTGGGGGTGTTGAAGACCCACTCCAGAGGTCCCAGGTCTCTGATCAGCT
CCGTGTGGATCCAGAACTGGTAAAGCAGATTGAGCTGGATGTGAACCGCGAAGATGGACG
GAGGCACAGCCAGAGCCAAAGGCAGGTAAAACACCCAGGAGGCAAACTGCTGGGCGGCGG
ACTGTCGGAGGGCCG
>CL1Contig182
GAAAGTGAGGACGAAAGTTCAGCAGCAGAGGAAACTGATGAAGAAGCCTCAGACTCCGCT
GATGTGTCTGAAGCCGTCTCAGAGTCAGAGGAGACGTCCTCCTCTCCAGAAGTAAGAGGC
TCAAAAACCAACAATACTGAAGACCAAAGTGACGAGATGTCGATGGACAAAGATAAAAAA
AGTGAAGAGTCGTCCATGCGTCCCACTGACAGCGTTAAAGGAGCTGAGGACAGCGCCTCC
CTTGAGAGCGATGAAATGTTTGAGGAAAGTGACGAACAAAGTGAAGAAGAGAAGAGCACT
TCAGCCCCAGCATCTGAGGACGCCGGCGCTGACAGCGAAGACGAGTCCGACCAATCCTCA
CAAGACCTCAGCAAAGAAGACGACAGCAAAGGCCAGGATGCAGTTCAGAGCCAGGACGAT
GGCACGACCTCAAAAGCTGACCTGATGGACGACGACCTGGGGGCAGAGGACGATAAAGAC
GAAGAGGAAGAGGAAGCGGCCGATGGTGATGCAAAAGATTTGGGGGTCATGATTGAAAAA
GATGAGGAGGAGAAAGTGGAGGTGAACAAAGAGCAGGTGGACAGCAACGAGGACCAGCCA
GCGAAGGAGAACAGCGATGAAAAAGATGAGGCAGATAAAGAGAAGGATGCCAGTGACAAG
AAAGACCTGAGCATGAGCGAGGAGGAGCCGGACTGGGAGGAGGAAATGGGCATGGATGAC
TCTCTGGAGGAAGAAGAGAAGGCAAACAAAAAGACGAGCGACGAAAAGGGCTCGTTTGAC
GAAACAACTTCTGACCAGCTGGACCAACCCGACAACTCCACCCCTCCTGCAGATGCTGCG
ATGTAAACGCTCTGCCTCTGAACTGTGGAAGAAGACCGACACCAGAACCAAGCCCCACGG
TCTCCACGGTGGAATAAAGACGCCATGACAACAAGAAGCTAAAACTGCATCTAAATTTCA
ACCTCCAGCTTCCTGTTTGTTTGCCTTGCCAGGCTCGTTCCTGATGTGTACGTCATATTT
TGTTTCAACTTGCCTTTAGATGTCCTCAGAAAAATGTATGAGACACCTGCCGTCCTCCAG
TCTTCTAGCCGCACTTTCCTGACGCCTCCTTTAACCTAATCTACCTAACTTTCTGCCTGT
CTGTCTGCAGAAAAATTAAACAAGCTGCTGATCTCAGATCTGCTCTGTGTGTCTGATTTC
ACACATGAATGTGTACATACAGTCCATCGTTTACTTTACAGACATTAATATTTTTAAAGG
ATGTGAGGGAATACCAGAGTCAACAATTGTACACAAGGAATGGCTAATAAAGTTTGAACT
GTTATTTAAAAAAAAAAAAAAAAAAAAGGAAAAAAAAAAAAAAAAA
>CL1Contig183
TTTTTTTTTTCATTTCAATTCTTTATTGTGACATGTGTTCACTTCTGGCTGGACTCTGAC
TTGGATGTAGATGCTCTTAGAGAAGAGAGGCGACGTCTCTTGGCAATCTGTTCCTGCCGC
TTCTCCTTGGCCTCCTTCATCCTCTTTGCCAGCAACTTGCGGATCTTGCTGGCCCTCTTA
GGACCAAGGCGGCGAGGAACAGTGCTGTCTGTCAGTCCAGGAATATCCTTCTCACCTTTC
TTGATGATGACCAAGTTGAGAACGCTGAGGTTGGCGTCAACAATGCACCCACGGACAGAC
TTGCGCTTGCGCTCACCAGTCCTGCGGGGACGGTAGCAGGAGTGACCCTTGCTTAGAAGC
AGACGCACACGGCCTTGAGTGAGAACGCCCTGCTTCATGGGAAATCCTTGCTTGTCGTTA
CCTCCGCTGATGCGCACCACATAACCCTTCCACTCATCACCCAGAGGGTCAGCAGCCACC



TCAGTGGCCATACGCTTCTCATAGAAGGTGCGCAGCTTCCTTTCATCATCAACTTCTATC
AATTTCTGGCAGCCAGTAGCGGGAAATGAGATGTTCAGCTTCATTGTGCTAAACCGC
>CL1Contig184
TTCGGCACGAGGCTAGCTCCGACTTTTGTCGGTTTTCCCTCACTAAAGCTAACTTTTTAT
GTCATAAATTCATGTCGATTCGAGACTAAAAATGTCATTCTATTTTATGGTCAGGTGGAT
TGAACGCCAGGATGCAGATTTTCGTCAAAACCCTTACGGGGAAGACCATTACCCTCGAGG
TTGAGCCTTCTGACACCATCGAAAATGTCAAGGCTAAGATTCAGGACAAAGAAGGAATTC
CTCCTGACCAGCAGAGGTTGATCTTTGCTGGAAAGCAGCTGGAGGACGGCCGCACGCTGT
CTGACTACAACATCCAGAAGGAGTCAACTCTGCACTTGGTGCTGAGACTGCGAGGCGGTG
CCAAGAAAAGGAAGAAGAAGTCCTACACCACTCCCAAAAAGAACAAGCACAAGAGGAAGA
AGGTCAAGCTCGCAGTGCTCAAATACTACAAGGTGGATGAGAACGGGAAAATCCACCGGC
TGAGACGCGAGTGTCCCGCTGATGAGTGCGGCGCCGGCGTGTTCATGGCGAGCCACTTCG
ACCGGCATTACTGTGGGAAATGCACCCTGACGTACTGCTTCAACAAACCCGAGGACAAGT
AGACAGGGAGGGGGCGGAGCCAATAAAGATGAAAACTTTGACTTAGAAAAAAAAAA
>CL1Contig185
TTTTTTTTTTCATGAAAGTTTATTTTATTTCATGGGAGATGCAGTCCTCATACATCAGCT
ATAGTACATTAACATTGTGGACTGATACTTTACAAACTGTCCAAAATAGAATTTGACTAT
TTCTATCACTGAAAACAGTAAGAAAAACCTATACTAGTATATGTAAACAGTAATAAACTT
CACTGGTGGATTAATCAATGGATGGTATTTGTTGTCTATTTGGTTGTTTCAGTTTTTTGT
GTTTTTTTTTACGTCACTGTAGACATTGAGGTAAACTGCCTGCCTTTGGCGAGCTGACCG
CCGTGAGTACCCGCGGATACTAGCCTCGTGCCGATTCGGCACGAGGGGACAACGAGGCCA
TCTATGACATCTGCCGCAGAAACTTGGACATTGAGCGTCCTACCTACACCAACCTGAACA
GGCTGATAGGGCAGATTGTGTCCTCCATCACTGCCTCCTTGCGCTTCGACGGTGCCCTGA
ATGTAGACCTGACAGAGTTTCAGACCAATCTGGTTCCTTATCCACGTATACACTTTCCTC
TTGCCACCTACGCCCCTGTGATCTCTGCAGAAAAGGCATACCACGAGCAGTTATCAGTGG
CAGACATCACAAATGCCTGCTTTGAGCCAGCCAAC
>CL1Contig186
GCTCTTACCGTGTTGTTTATTTACCGGTTCTATGTTGTCGTGAAAACGGGACTGCGGCAC
CAGCCTGGACGAAAAGGCTCCGTCTCTGTTTTGGTTGTCGCAGGATCAGGCGGTCACACC
ACAGAGATTTTGCGGCTGGTGGAAAGTTTGCCCGCAGCGTACGCACCGCGACACTACGTC
ATTGCTGACACAGATAAGATGAGTGAGGAGAAAATCTGCACCTTTGAAAGCTGGAAGCTC
CAACCAGACTCTCAACCACAGTACACAATCTGTCGGATACCACGCAGCAGAGAGGTGCAT
CAGTCCTGGAGCTCTTCTGTTGTCAGCACCTTGAACGCGTTGCGGTTTTCCCTCCCCTTG
GTGTTCAGACTGAGACCTGACATGGGGTCGCCACAGCGAACAAGTCGCATGGTAAATTTG
GCAATGTTTTACGCCGGATGCCCTTCCTGACGCAACCTTCTCAAACCGGGCTTGGAACCG
GCACAGAGGTAGAGAAGGGAACAGGGAGCAGCCCGGAGTCGAACCCTGGTTTCACGGACG
GAAGGCGCCGCAAACCAGCACGAGCTAAACCGGCTCCCCACTATAATTTACAAATAAATT
CTTTAAAAATCA
>CL1Contig187
GTGGAGGAGGAGTTCTGATCCCACCTTCATCTGGTTTGGTTTGCTTTTACACAAGGCCCT
CGTAGAAGTGAATCAAAGATGCAAGCAAACATGGCTGACTTTATGATGCTGCAGTGACTG
AAAAGTCTGTCTACAACTCTGATTACAAAGCAACAGCAGCATTGGTCATCGCTCCTACTG
AGACATGGCAGAGAGGAACATCCCCTTCACCGTGCACCGCTCCCCCAGCTGGGACCCTTG
GCACCAGGTCAGCCGGCTCTTCGACCAGGGGTTCGGCATGCCGCCCCTGAACGAGGACTT
CTCCACGTTCCCCAACGCCCACTGGCCGGGTTATGTGAGGGCACCTTTCATGAGCCCGGA
GATGGGGGCCCTGCTCCACCATCCCCCTCACACCGTGCACCCCAGCCATTTGATGGGCCA
TCGGGCCCTGTCCCGCCAGCTGAGCAGCGGTCTGTCAGAGATCAAGCAGACGCAGGACAA
CTGGAAGGTGGCCCTGGACGTGAGCCACTTCTCACCGGAGGAGCTGGTGGTGAAGACCAA
GGACGGCATTCTGGAGATCTCTGGAAAACACGAGGAGAGGCAGGATGAGCATGGATACGT
GTCCAGGTGCTTTACCAGGAAATACAGCCTCCCCCCTGGAGCCATCACAGA
>CL1Contig188
TTCGGCACGAGGCTTAGCTAGCGGCCGGNACTGCAATCATGCAGATTTTTGTGAAGACAT
TGACGGGGAAGACCATCACCCTCGAGGTAGAGGCCTCAGACACTATCGAAAATGTCAAGG
CTAAGATCCAGGATAAGGAAGGAATTCCCCCTGATCAGCAGCGTCTGATTTTTGCTGGAA
AGCAGCTCGAGGATGGACGCACCTTGTCAGACTACAACATCCAGAAAGAATCAACCCTTC
ATCTGGTTCTTCGTCTGCGTGGTGGTATCATTGAGCCTTCACTCAGACAGCTGGCTCAGA
AATACAACTGCGACAAGATGATCTGCCGCAAGTGCTATGCCCGTCTGCACCCACGTGCCG
TCAACTGCCGCAAGACGAAGTGTGGCCACACCAACAACCTTCGCCCCAAGAAGAAGCTGA
AATTCCACTGAAGGATTTGTGGTTTACATAACCTAAATGAACATATAGCTGGTTTGATTT
CCTGCTATATTTTACAGGTTATCTTAAATCTTGCATGCTTTTTGGTGATTTTACAAGACA
AATCTTTTAGCTCCACAAAAATTATATGAAAAGATCATAGTGAGACAACTATTGTTTAAA
TCGAAAGTTATATCAAATCAATTATTTCCGTAATGGCGAATGGGAGCTGGATGATCATTC
CAAATCAAACGTTTTCATGGCTCTATTGAGAAATTCTAAGAAAGATCAGATCATTTTTGA
TATAAATCTAAGTGTATGGGTGGTAAATTAAGTTTCTTAAAATGATTAGAAAACCTGGGC



TGCATGGTGGCGCAGTGGTTAGCGCTCTTGTTTCACAGCAAGAAGGCCCCTGGTTCAAGT
CCCGGCTGGGGGACATGAAAAACAAAACATCAATGGAAGACCTTTCTGTGTGGAGTTGGC
ATGTTCTCCCTGTGCATGTGTGGGTTTTCTCCGGGATCTCTGGCTTCCTCCCACCATCCA
AAAACATGTTTAATCGGTTAATTGGCAACTCTAAATTGTCCAAAGGTGTGAGAGTGAATG
GGTGTGTGATTGTGGACATTCCACCCTGGGACAGACTGGCGACCTGTCAAGGCATCCCCT
GCCTTCGCCCAAAAGTGGCTGGGATAGGCTCCGGCAGCCCCGTGACCCCGAAAGGGACTA
AACTGAATAGAAAAGAAGAATGAGAAAACTTGTTGAAAACTTGTTTCCATGGACCAAAGA
GTACAAAAATAAATCC
>CL1Contig189
ATTCGGCACGAGGCGCAGTCGTCGCTCCGCTGCCTTCTCTTTCTCCGCCGCCGTCAGCGC
GAAACCATGAAGGCGTCAGGAACTCTTCGGGAGTACAAAGTCATCGGGCGGCTGCTGCCC
TCCGCCAAGAACCCCACCCCTCCTCTGTACCGCATGAGGATATTTGCCCCCAACCACGTG
GTGGCCAAGTCCCGCTTCTGGTACTTCGTCTCCCAGCTGAGGAAGATGAAAAAGGCCTCT
GGCGAGATCGTCTACTGTGGTCTGGTGCATGAGAAATCGCCCCTGAAGGTGAAGAACTTC
GGGATCTGGCTGCGCTACGACTCTCGCAGCGGCACTCACAACATGTACAGAGAGTACCGG
GACCTGACCACGTCTGGAGCCGTCACCCAGTGCTATCGCGACATGGGGGCTCGCCACCGC
GCCCGAGCCCACGCCATCCAAATCATGAAGGTGCAGGTCATCGCTGCTAACAAGTGCCGC
CGACCCGCCATCAAGCAGTTCCATGACTCCAAGATCAAGTTCCCGCTGCCGCACAGGGTC
CTGCGCCGCCAGCACCAGCCCCGCTTCACCACCAAGAGACCCAACACCTTCTTCTAGAAC
CGGGCCGGGAAATAAAATGTTCTGACCACAGACNAAANAAAAA
>CL1Contig190
GTGATGGGCCGGGCCTGAAGAACCTAGTACAAACTCTTGGCCATGCCGTATGGCTGTGGA
GAACAAAACATGTTGCTGTTTGCTCCGAACATCTTTATCCTCGACTATCTGAAGAGCACT
GGTCAGCTGAAAGAGTCAACTCGGAAGATGGCTGTAGGATACTTGGAGAGCGGATATCAG
AGGGAGCTCAATTACAAGCGTGATGATGGTTCCTACAGCGCTTTTGGAATGAGTGACCCA
TCTGGAAACACCTGGCTTACTACTTTTGTCATGAAATCCTTCAACGCTGCAAAACAGTAC
ATCTTTGTGGACCAGACGTACATCGAAGATGCCAGAACTTGGCTGTCTGGACTCCAGAAG
CCTGATGGCTGCATTCAGTCTGTTGGGAAACTCTTCCACAACGGCATGAAGGGGGGAGTG
AGTGATGACGTCTCCCTGACAGCCTACGTTGCTGCTGCCATGCTGGAGCTGGACGGAAAT
GCCACTAATCCAGTGGTTCAGAACTGCCTGAAATGTCTGAGAACTGCAGTGTCGGGTAAA
ATAACCAATCTGTACACCGTCGCCCTGCTGTCCTACACATTCACCCTGGCTGGAGACCAG
GACATGAGGAGCAAACTCATCACCCTCCTGGACCAGAAGTCCATCAATGAAGGAGGTACT
CGTCACTGGAAGAGAGATGGTGCTCCTGAAACAGACCTGGACTCAGTGGAGGTGGAGATG
ACATCCTATGTGCTCTTGGCTCTGCTTTCTGGTCCATCTCTGCCAGGCTTTGGTTTGGAT
TATGCCGCCGGCATCGTGCGTTGGCTCGCTCAGCAGCAGAATCCGTTTGGTGGCTTCTCG
TCCACGCAGGACACAGTCGTGGCCCTCCAAGCTCTGGCCAAGTATGCTACTGCCACCTTC
AGTCCGGAAGGCAGTACTACAGTCACAGTGACTTCAGTGGGTGGTCTGAACAAACGCTTC
ACTGTGAATAAGAACAACAGACTGCTTTATCAAGAGGAGAAACTGACTGAGATTCCTGGA
GAGTACACAATTAAAGCTGAGGGTCAGAGCTGTGTGCTGGCACAGATCTCTTTGTTCTAC
AACATCCCCCCTCCTTCCGACTTTTCTGCCTTTGAAATCTCTACCAACACTAGGGGTCGA
TGTGACATTCCCCGACCCAGAGTTCACGCTCTTTGTGCAAGTCAAGTTTCAGGGCAGACG
AGAGGAAACCAACATGGTGGTNATCAACATTAAGCTGCTGTCTGGTTACATTCTGCAGGA
CAACTCTTTGAAAATGCTGAAGGAAAGCCGCTTGGTGAAGCGTGTGGACGTAGAGGAAGG
TTACATCAACATCTACCTGGACGGGTTAAAGAAGGGTCAGAAAGAAACTTTTAATGTGAT
CCTGGAGGAGGATCAGCAGGTCGGAAACCTGAAACCAGCCGTGGTCAAAGTCTACGATTA
CTATCAGACAAGTGATGAGGCAGTCACTGATTACACTTCTCCCTGCAATAAGTAGATGAA
AGCTCTGATATCCATCTCCTAGTGAGACGTGATGGGAGTTACAGCCCTGGAGGAAGTGTT
TAAACCAAAATAAGAAAAGCAGATAGAAATACAGTAAAAAACGTGTCACTCTGTTGTGAA
GAAGTAACAGCAGTAACAAAGTTGAAATATTCTTGGTGAATAGGGTGCATTTTTCCCTTT
TTGGGTTGTTCTTTTAAACCTCTTTCTTTTTTGTCATTTCCTTNTTAGACGTTGTGTGAT
GTGTTGGCCTTTTACGTTTTTTTCTGCTAGGACTCAAAACCAGCAGTTGATGTCTGTTGT
TAAGTGTTTGGTGGAAGGTTTGTCTCATCAGTAACAGCATTCACTGATAAGATGTGTTGA
TCAATATTTCTCTTGCTTCCACATTTTTTGGTGGTCCAAATTCATCTGTTTCTGTGGAAA
TATTA
>CL1Contig191
CTTTTATTGTTTTATCGACACGGAGGAGGAGCTGCTCCTCAGNGGGTGGAGGAAGTCGAG
CTTTTGCTCACCACCACCCCGTCCACCACCTCCTCCACCACTGTCACCACCCGCTTGGTT
GTTGTGACGGACGAGGTCGAGGACGAGGTCTTGGACACGGCGCTGCTGGTGTCCCCGTCC
AGCAGCCGGCGGTACTCGCTGATCTCCATCTCCAACCGTTCTTTGATATTTAGAAGCATC
TGGTATTCGTTCGACTGCTGCTCCAGGTCTGACCGCAAACTTGCAATCTGCTCCTCCAGC
ATCGACACCCTGTTCTGGAACCCCTGCAGCTGCAGGGCGTATCTGGCCTGAGTGTCGCAG
CGTTGAGGTTTGAACCACAACATCTTTGTTCAGCGCCTCTGTCTTGTTTTGGAACCAGAC
TTCCAGATCTCTGCGGTTCCTGTCAGCCATCATCTCGTAATGCTCCCGGACCTCCGCCAT
GATCTTACTGAGGTCCTGAGTGGGCGCGGCGTCCACCTCCACGGTCACCTGCCCGCTCAT



CTGAGCCCGCAGGGCCAGCAGCTCCTCCTCGTGGTTCTTCTTCAC
>CL1Contig192
TGTTTTATTAACTTTAATATTCTAATAACACAGCACAATATTTTATTTTTTTGCTATCAT
ACGTGTTTGAGTGACGGAGGAGGAAACTACTAAAATATTTGTAAATCTGTAAGACAGAGA
TACTTAATACCAGGCATCTCTTCCTAATTATATAAAAATGCTTTGTACATTATTACAAGA
TCCTAACAAATGCACTTTTGAAGTTTACTATACATGCATCTGCACAGAAAGGTTGGAGCT
TATTTGCAGTAAAAAGGAGAAGTGCACCTCTGCACATGCAAGCTCACAATCCATGTTTTT
TAAACTCCAGGGATACATCTGTACCCATGGAAACGGGATAAATAAACAAACATCCAACTC
TTCAGTACTTAAACAGTCCCACTAACTGCAGAATCCACCATTCCTTTTGCAAATATAAAG
ACGAACGCCTTTAGTGAAATGATTACACCGAGATCGTCCTGAACACGTTGAACCCTGACA
GGGCCGTGGAGATCATCACGCCAGGGATTTGCGGATGCCAGTGGATCTCCTTGATCTCAG
ACTGGCCCTGGTGCAGGAACAGGAGCTGAGGAGGAAGGTCCTTCAGCCCCTCCACCCTGG
CGCCCACATCGCTCGACTCCACCGACAGGTCCCACTGGCTGATGACGTCGTCCGCTCCTG
AGGCAGCGAACACGCTCGAGTCTGCCGGGCTCCACTCCACGGAGGTGATGGGGGCGCTGT
GCTGCTTGAAGTTCGCCACTGCACGACCAGTCTTAAATTGTCGCAGGTCCCAGACTTTTA
GAAGCCCATCATCCCCGCCCGACAGAAGGAATGGTTCACTCCTGTTCCAGCTGATCACAT
TGATGTCAGATGCGTGAGCTCCGTCCACTGAAAGCATTGAATTAGGTGGGGCGCGGATAT
CCCAGACACGAATAGACTGATCCACGGAGCATGACGCAAAAACTGTGGCTTCAGTGGGCG
ACCACTGCAGGTCCTCCACAGACTTGCTGTGAGAGCTGAAAGGCCTTTGGTCAATCTGCC
ATGCAGAACCTCCTTCTCGTGGTTCCCACACGTGGATGTTCTTCTTGCAGTCCCCGCTGA
CAAGACGACCGGGTGCTTTGGGGGACCAATCAATAGCGAAGCCTTCACTCATGTGTCCAG
AGAAACTGAAGAGGGGTTTGGCTTCCTTCTGCTGTTGAAGGAAGGCAGACATAGCAGCCG
AGCTGTGGACGGCTTCCAGTTGAGGTCGGAGGTCAAATATTTCCACCTGTCCTTTCTCTG
ACCACACAGCAGCGAGGTGACTGCTGTCCACACTGAGTAACTCTAACTCGGTTAACTCCT
CCATAGTGCGGCGTCATGGCCAGTTCCAAATGCGGTTTCTTGTTTTCATCTTCCTCCTCA
TCATCACTTTCCTCATTGCTGCTTTCCTCCTCCTCCTCGTTTTCTTTCTCTGTTCCGTGA
AGGTTGTGCATGCGCATGACCAGGAGCCTGTTCTTCTGAGCGGCGTCGGCCTGCGTGCCC
GCACACAGCAGCATGGACAGAGGAAACTGCCCCCTTCCGTCCCCGTCTCCATCCTTCACC
ACGTCGAAGCTCAAACAGGGAGAACCTGTTTGACACTCGTGGTACATTCGGTACGCGGAG
CGGTCCATTTCCAGCTCCTCCCCGGTCTTGAGAGGCTCGATCCCGGGTACATATACCTGC
TTTTCTTCGCCATCGCCCTCTCCTTCCATTTCTTCTTCTCCATCGCTGCCTGTTTCTTCC
ATCTCCTCTTCTTCTTCCTCAAGCGCGTGTTCTTCGGGCGCAGACATCTTGGTATCGTCA
CGTCTAGGCGGGATTCTGACTTAGAGGCGTTCAGTCATAATCCCACAGATGGTAGCTTCG
CACCATTGGCTCCTCAGCCAAGCACACGCACCAAATGTCTGAACCTGCGGTTCCTCTCGT
ACTGAGCAGGATTACCATTGCAACAACACATCATCAGTAGGGTAAAACTAACCTGTCTCA
CGACGGTCTAATCCCAGCTCACGTTCCCTATTAGTGGGTGAACAATCCAACGCTTGGTGA
ATTCTGCTTCACAATGATAGGAAGAGCCGACATCGAAGGATCAAAAAGCGACGTCGCTAT
GAACGCTTGGCCGCCACAAGCCAGTTATCCCCCCGGCCATA
>CL1Contig193
TTTTGCTTTTACTTTATTTTNTATTTTAGACAGAACAGAGTGAGGTCACAGACTAAAACA
TATTTGTTATTTATTACATATGTCTGATAATGTCAGAGATCTGTGTGATGGCAGGTGCAG
TTTCTTTTTATTTAGAGCCAGAGGTGGGTTTAGCTGGACTTGACGAAGGAGTCATAGAGG
CTGGTGAGACGAGCCTGGAGGTCCTGGGCGTAGGGGTCCAACCTTTCCCTCAGCCTATCA
ACATAGGGACTTGCCATTTCCTTCACACTCTGCTCCAGGTTAGCCTTCAGCTCCTCGCTC
TTCTGCACCAGGGTGGCTCTCAGGGTCTCGGAGTCCAGGGAATCAGCATATGGTGCCAGC
TCCTGTTTAAGCTGCTCCACTCTCTCCTGGATGTGAGATTTCAAGGTCTCGGCGTAGGGC
TCCAGCTTCTCCTTGGCTGTGTTCAGCTCCTGGTTCACGCGCTCTCTCAACACCTCGGCC
TCAGTGGTGACTTTAGTGATCAGCTGCTGGGCTTCAGGGGGAAGCTGCTCATGCAGGGAG
GTTGCATATTCGTTTGCCAGGGTCGCACTTTCTGTCAATCGGGCACTGACGTCCTGTCCA
AACTGGGTCTTCTTGATCATATGCCAGTGTTTCATCAGCAGTCTGGGTGGCTTTGCTTAC
ATAGTCCCAGAAAGCC
>CL1Contig194
TGATTGTAGAAAGCAAGAGGTTTATTGAAGGAAAAACACGAGGCTCAAACAACCATGGCT
CCATTCATTCCTTTCACAATCTACATGGAATAAAAATGGGCTGAAAAGAATCCAACAACA
CTACAATCATAATTTATGAAGTCTAAGAACTTCCCCTCATGTGAATTTCCCCCCTAATCC
TCCATTTGACTGTCGTCATCAATCCCCTCGCCTCGATGAAACAGGGTTCAGCCAGAGGCG
ACGGCGCGTGCGGGGACTTCTGTTGCAGCAGAGAAAGCGGCCATGATTGAAGCCAGCACG
ACATTCGGGCTCTGGGCTGCATCGATGGCCGTGTGGATGCCTCTGGCGCTGTAGTACTGC
ACCAGGGGGGCCGTCTGCCGGTGGTAGGCATCCAGACGCGACCGGAGCGTTGTCTCGTTA
TCGTCGCTGCGACGGATGAGCGGCTCGCCCGTCACGTCATCCTTCATGGGCTCTTTGGGG
GGGTTGAACTCCTCGTGGTAGGAGCGACCACTGGGCTGATGAATCAGTCTGCCACAGATC
CTTCGCACCAGGAGAGAATCGTCCACAGAAAACTCGATCACAGAGTCCAGCTTCTCCTGT
CTCTTATCCAGCAAGTCATCCAGCATCTCGGCTTGTTTGACAGTTCTTGGAAATCCATCC
AGCAGGAAGCCATTCTTGCACGCTGCAGTGTCCAGGTTCTTCTCTATGAGCTCCACCACC



ATTTCATCACTGACCAGTTTGCCAGAATCCATGGTTTGCTTCAGCCTCTTCCCGAGCTCG
GAGCCTGAAGCCACCATGGCTCTCAGCATGTCTCCAGTGGCCAGGTGGCAAACACAGTAC
TTCTCTGCTAGTCGAGGAGCCTGAGTGCCTTTCCCGGCTCCGGGAGGTCCGAGCAGAATG
GCACGGATACCTTCGTGCACATCGGCAATCGCCTCTTTTAGCTGAGTACTGGGGGCCATA
TCGGGACTGGCTGGACACCAGGGCAAAAAACTTTTAGGGCAGTCTGTCAGAGTTGTCCTG
CTGACGTTTCTGTCCACTTTGCCGGAAAGGCCAACAAGGCCGACTCGATGCTGCGGCTGA
AGACGGCCGACTCGATGCTGCGGCTGAAGACGGCCTATGT
>CL1Contig195
CGGTTTTTATTGGAAGATACTTTACAGAAGCTAGACTCCTCGGGGCTGCTTGAAGTTCAT
GCCGACAGTGGGCTGGGTGACTTGCAGGTTTGACAGGCTGCCGAAGTCCAGCAGCTTCAG
CATCTCCTTGGTGTCTGGATCCACTTCAATGAGCTCCTGGTCCAAAGCAGACACCTCTGG
GACATAGTTGTCCCTCCTCTCCCTCTCCTCCTCCTGCAGCTTGATGGAGATTCCTCTGAC
TGGACCCCTCTGGATTCTCTTCATCAAATGTGTCACATACCCAGCAATCTTGTTGCGAAG
CTTCTTGCTCGGGATGATGGCGATCTCCTCACACACCCTCTTGTTGGTGTGGAAGTCATT
TCCCAGCCGGGTGTAGTATTTCTCGATGATGACCCTGGCGGCCTTCTTCACCGTCTTGGT
CCTGACTCGTCCCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTNTCTCTCT
CTCTCTNGNA
>CL1Contig196
TGCTCGTTTTATTTAGTGTCTTTTTNTTATTGTTTTTAATAGAACACTGTTAGGAAATAC
TCAACAAAATTTCTTTAGCTTTAAAAAGCACAAGTTGGAATGTAACCCATAAAAACCTGA
TGGCAGATTTATGTTGGCATTTGCCAAACAGTGCAACACACTTAGTACTACGGACTGCTG
GAGAAAAAAAACCTACAAAATAAAATAAAGAACTAAAAAAATGGGGGGAAAACATGTTCA
CTGTGTAATGATGCTCTCCATCGCAACACTGCTATTTCAAAATTCAGACAGTGCTTCCTT
CCTCCTTCTAGGTTGAAACCCTTTCCGTCAGAAAACAGGAGAACTGAGATTCTTCAATCT
TTTTATCGTGATTGCATAGAAAAACAAAAGGAGTGAGGACAAACTCAGGCTGGATCAAGT
CCAAAGCGATGAATTATTTGCATTTTGACCTTACTTTTACTTTCACAGTGATGTAGATCT
GCTGAGGCACAGCTTACAACAGAAATCTCTTGTTTTTTTAGTGAAAAGCATACAAACACA
AAAGCAGCTTGGGCAGAAAAAATGACTTTATAATCAAAGAATAGATAACTGACATGTGTG
AAAGAAGAGCAAAAAGGCACAGTTCCCTTCTTTTTAAGCAAGCTCCACATTCACAAACTA
ACTGATCCTCACAGAAGCTCACTACTCTCAACAGGCCTTCAGAGTCAGAACAGATGAAGG
TTTGAAGACACATCAGAGGACAGAAGGGTCTGTTATGGAGGCCAACAGCACAGAGAGGGG
CAGAAAGAAAAAAAAAAAAAAACATGTTCACATGCTTTAAATGCATGGAAACAAAAATAA
GAAAACCCAGCGTGTCGAGAATCAATGATGACACAGTAACAAAAAAAACAAAAAGAAAAA
TTTGTGAAGGTTGTTGTAGTTGATTATACTGTCCATAAACGCCAGGATTGGTTAAAGGTG
CCGTCTTTTCTGTCCGGTGCTGGTCAGTCTCTCTCCGCAGCTCAGTTTGTGGTTGATTAA
TTCTTGGACAACTCTCTGGAAAGCCAGTCCAGTCCTTCATACAGGCCGGTGCCCTGGGTG
GCGCAGGTAGCTTCGATGTGCCAAGTTTTGTTGCGAAGAGCTTGCAGGCCAAGTTTGTCT
GCCAGTTCACTGACCGATAAGGCGTTAGGAAGATCCTGCTTGTTAGCAAACACCAGCAAA
ACCGCATCTTTCAGTTCATCTTCAAGCAGCATTTTTGATAGCTCTTCTGCAGATTCAGTC
ACTCTCTCTCTGTCATTGCTGTCCACTACAAAAATGAGGCCCTGCGTGTTCTGAAAGTAA
TGTCTCCAGAGAGGCCGGATCTTGTCCTGACCGCCGACATCCCAAACAGTGAAGCTGATA
TTTTTATATTCCACTGTCTCCACATTGAAACCGATGGTGGGAATAGTGGTTACGATTTCT
CCAAGCTTCAGTTTGTACAATATTGTTGTTTTTCCTGCAGCATCCAGCCCAACCATCAAA
ATTCTCATTTGTTTCTTCCCGAAGAGCCGACCGAAAATGGACGAGATAGTTAGCCCCATA
ACTGTCCGACAAGGTGTAGATCTACGGATGCAATGCTTCCTCGGATTAAGGTGAGGCTGT
AGTGAAATATTTTAACTCCTATGCGGTTCAAAAGAAGGATTTCCACACAACAGAACTGAC
GACTGCCACGTAGGCCAACAAGGCCGACTCGATGCTGCGGCTGAAGACGGCCGACTCGAT
GCTGCGGCTGAAGACGGCCGACTCGATGCTGCGGCTGAAGACGGCCTA
>CL1Contig197
CTATTTTCTGTCGCCTTAAGTTTTGGAAGATATACTGTCGAGAGGCTCATCTTTATTAAA
ACCATAGACCTATATACAAAAGTACACAAGGGCAAAACAAATGGAAGGAATAGAAGGGGA
TGTTTGTGTGTTTAGAAACATTTTCTGTGGACGATGGAGGGGCCAGCTTCATCATACTCC
TGTTTGCTGATCCACATCTGCTGGAAGGTGGACAAAGAAGCCAGAATCGAGCCACCGATC
CAGACAGAGTATTTCCTCTCAGGTGGAGCAATGATCTTGATCTTCATTGTGCTTGGGGCC
AGGGCTGTGATCTCTTTCTGCATACGGTCTGCAATACCAGGATACATGGTCGTCCCACCG
GACAGGACATTGTTGGCGTACAAATCCTTACGGATGTCAATGTCACATTTCATGATGCTG
TTGTAGGCAGTTTCATGGATGCCAGCAGACTCCATGCCAATGAAAGAAGGTTGGAAGAGA
GTCTCTGGGCAACGGAAACGCTCATTCCCGATGGTGATGACCTGTCCATCTGGTAGCTCA
TAGCTCTTTTCCAAAGAGGAAGAGGAGGCAGCGGTAGCCATCTCATTCTCAAAGTCAAGA
GCCACGTAGCACAGCTTCTCCTTGATGTCGCGGACAATCTCACGCTCAGCAGTTGTGACA
AAGGAATAACCACGCTCAGTGAGGATCTTCATCAGGTAGTCCGTAAGGTCACGACCAGCC
AGGTCCAGACGCATGATGGCGTGTGGCAGAGCATAACCCTCATAGATTGGGACATTGTGA
GTCACTCCATCCCCAGAGTCAAGCACAATGCCAGTGGTACGGCCAGATGCATACAGAGAA
AGAACAGCCTGGATGGCAACATACATGGCTGGAACGTTAAAGGTCTCAAACATGATCTGA



GTCATCTTCTCTCTGTTGGCTTTGGGGTTCAGAGGAGCCTCAGTGAGCAGGGTGGGGTGC
TCCTCTGGTGCCACACGAAGCTCATTGTAAAATGTGTGGTGCCAGATCTTCTCCATGTCA
TCCCAGTTGGTGATGATGCCATGCTCAATGGGGTACTTTAGAGTCAGAATACCTCTCTTG
CTCTGAGCCTCATCACCTACGTAGCTGTCCTTCTGACCCATACCCACCATCACACCCTGG
TGGCGGGGTCTTCCAACGATGGAAGGAAAAACAGCTCGGGGAGCATCATCTCCTGCAAAT
CCAGCTTTGACCAAGCCGGAGCCGTTGTCACACACAAGCGCAGTGGTCTCATCGTCATCA
CACATGGTTAAGCTTTACTGGGGTGGTCTACAGCTGGTCTATACTTTTAGCAGGTTCCTC
ACCAACATATGAGATGCTTCCACTGGGACCCCCGGCCATAAGGCCGGGTTT
>CL1Contig198
ATCTGAAACTGTATTTGGCAAGTCTCTTTTTTTTCTGGAACAAGTGCATACATGTACAGC
TAGAAGCATGTTTTGTTTTTTATTTATTTTTTCAGCCAAGTGCTCAAATGAAATCACATT
CTAAAGTGTGACGGGGACTCTCTCCAGACCGAACAGAAACAACTGTGATGGGAAAGAGTC
TGTTATGAGGAGTCCATACCTTGTAATCCTCAAAATATAGAAAAAAAAAAAGTACTGAAA
AACAAAAGAGAAATCAAAGAAATTATACATCAATGTTTACCAAGTATAGACTTGTGTCCA
ATATGTACACAGAAGTCCGCTTTTCCGGACTTTTATGCTTGGGTCCTGCTGTGGAGTAAA
ATGGGGTCGGAGAGCATTTCAAGGGTCCCTCTCCTTTTTTACCTTTATGTCCCCAGCCAG
GATAGTAGCTATTTCCCCCTGCATGAAGGCCCAGGGCACATTGGAACCGACCAGCGGACA
GCGCTCCCCACTGGGGCAGTACACCTCGCCGGTGGCACCTTGCTGCTTGATGCTCTCCCT
GGAGCAGGGAAAGCAAAACTTATGGGAGGGCACAGACGGGCACTGGACGAAGTGAGTGTC
CTCCAGCCGCTCGTGGCACAGAGTGCAGCACAGCGGCACCGGTGGAACGGAGGAGTCCAG
AATGTTCTGTGGCTGCGGCACATGGGGGTCCATGAGACTGGCCCCGTGTGGAGCAGAAGA
GTTGGTGC
>CL1Contig199
TAAATGGTTTAATTTAGTTCTCTCGTCGGCATGAGCTTAAACATGATGACAAATGAAGTG
CATTGGTAAAAAAAAGGCGAACAGGTTTGATCCATTCAGACACGTTTGTGTAGATTACAA
CATCGACATCAAAGAAAACTACAGTTCAGCTCGTGACCTGATAAAAACGATGGGCGGGGC
CATCGCTCGAAACAACGGTGGCAGCAATACACAGGATTGCCCAAAGCAGTAAAAGTACAC
GTTCCTTTAAGAAACAGGGAGAGAACTCGGAAAATAAAATAAGCCTCTGGGTCTCTACAT
CCCCAATTCAAGTAATATTTACGCCTTTTTGTTGGTTTTTCATTTGTGAGATTCAAGTTC
AACGCCAAAAGTAAAGTCAAACTGAAGAGAAAAGAACCGGTTCCTGAACGCACCGCCGTC
TGAGTGCAGGAACCAATAGGATGGGAGGGGGTTGGGGGTCACTGCAGACCCCCCAAACAA
CTCCTGCAGCCTTTGAACACTCCTTCCAGAAATGTCACGGGGGGCCGGGGGGGGTTCAGC
GGGAGCCAGAGTGAGTGGATGGTTAAAAATGCGGCTGCAGCTTCTGTTAGGTCTGCAGCC
GGAAAACTGAAGCTCACTGACGGGGAGCCGAGAAGCGGCTCTCGCTGGGGCCCGCCCCCC
GCCCAGAGCCAAAGCTGGGCTTCTGGGACATTCCCCCACGAGTGGGCGGTCCTCTGGGTC
CGCCCCCAACTCGCTCTCTGGGACCGCCTGGGCCCCGGGGCCTGGAGTCCCGCCGGTCGC
CCTCCCTGGCGGAGCGAGTCTTCTTTTCCTCCACGTTCAGGCGGATGTCTCCTCGGAACT
TGATGGGCTTGTTGTTGAGGATCTTCTGAACCGGTTCAGAGTCATCAAACACCACGAAGC
CAAAATTGGGTAGCTTCCCTCCGCTGTTGATCCTCAGCTCCAGAACCGCCCCGTACTGCT
CAAAGAACTCCTTCAGTTCGTTTTTGTCCACGTCATGGGGAACGTTTCCAACGAAGAGCT
GGTGCGCGTCAGGATAGCGGACGATCCTGCGACCCTCCGGCTCGCCCTGTTCGCCTTCTC
GAGCTGGTCGCGGCCCCCTGTGTGTGGGGGGAGGGCCCCCGGGCCTCTGCTCTCGCGGCC
TCTGCTCCCTCTGTGGTCTCTGCGTCGTCTGAGACTCTGGCTTCACTTCTGTTCTCACCT
ACAAACAGAGGTCTGAATCTAGTTTTCATTTTCTACGTCAGGACTTTGCCCTCGTGCCG
>CL1Contig200
CTTTCCGGTTNCAATTTATTGAGTTTGTGTATTATTCACAGGAACACAGTGTGATTACAG
ATTAACACGAGGAAACTTGTTTTGTGACAGAAAATATTACTGAAATGAGACGATTATTCT
TTTGCAATCTGACCATTTCAATTCCCCCAACCCCCTGGTCCAAGCTTTGGACAGCTGCTG
TTCTTCACCGACATCCTTCAAGAAAACTGGGGCTCTTTGGAAGGCCTCCAGGCCCCTCTT
CAACAGAGGGTCACGGAGCCTGGGTGGTGCCAAGGCCTACGGCATTGGCATAAGCCGACA
GCAGGCTGACCACCTGCCTGGTCTCCAGCGTGAGTCTGGCTTCCGTCAGCCAGTCCTCCA
CCACCCTCCTGGATTCACCCTTCAACTGGTTCACCAACTTAGCCGCGAGCTCCAGGTCTC
CGTGCTCCAGGCAGTAGCTCGCATATGACAAAAGCTTGAACGTGTCCAAGTCCTCGCTGC
TCAGCTGTGTGGGAGGGGCCGCCTGCTGGTCCTCAAAGAGAAGTGCCGCCTGAAGGTAGG
ACAGGAAGTACTGGTACAGAGAGTTGTGGGATTCGTCGATGAGTGCCACCCTAAGCACCA
GCGACCGTAGGGAGTTGAAGCGGGCTCTGAGGGAAGCCTCGCCGTACACACCGCGTGACA
GCGACTCTGCAGGAAGAGCCTCTGCCAGGGCTGAGGCGAAGTCATCTTGCCTGCAGCTGT
CGCGCACCATTTGGGCTGCGCTGTCCAGAGGCACGCTGGGCTCCTCAGTGCCGGCGGTCT
TCAAGGTGTGGTTGAGGGCTTCCACAGAAAGCCACAGCTGATGAGCTCTGCGGGCCTCGT
CCTCCGCCACCAGGTGACTGTCGATGGCCTCCTCCACCCCCTTCAGGCGAGCATATGCAG
CATTCATGTCCAGAGTGAAGCTGTCCAGCTGTTCCTGGGTCAGCTGACGGTGCAGAGTGT
CCTGCTCCAGGAGTTTACTGCTCAGAATCTGCTCAGCTTCAGCTCGCAGCTCCTGCTCCT
GGACCTTCAGCACATCTCGGACGTGGTCCGTGTGAGCCGCCGCTTGACGCCGCAGCTGAG
TCCTCATCTCCGCCTCCATCACCTCCCTCACTTCGTTCATCTTTCTTTCTTGCTCCAGCC



GGGCCTCCTCCTTCACGTGCTGCAGTGAGGAGCTGACGGCCCTCTCCAGCACTCTCTGGT
CCTCCAGCTTCTGCTGCTGCAGAGCCGCATCGATGTGGACCTGCTCCCGGACTCTCTGCT
CTGCCAGCTCTCGGTTCAGCTGGTCGATCCGGCGGTGAGCGTGGGCAATCAGGGCGTTCA
GGTCGTCCGTGGACAGCTTCCCCGTGAGGCCTTTCCAGTTGGCTTGGATCTCTGGAGTCA
GGCTGCTGACCTCCTTCTGGAACTGCTGCTTGGCTTCCTGGACCAGGTCACTGTACTGGG
ACACGATCTTGGACTCCACCTCAGCCGACTGCACCTGAGCCACGACTCTGTCCAGGTCCA
CCACCATCTTATGCAGGTTCTCTTCAGCTGCCAGGACCAGCGGGCGGACGGCGGCCACCT
TCAGGTCTTTGGAGCCGTTGATGGTGGCCCTCAGACCATCCAGAGCTTCCTTGGCTTTCT
GAAGGGCAGCTGTCGCGTCCGTCACAGCAGAGGTCCGGTCCATCAGAGCAGCTTCTAGAT
CCTTCCACTGGACGGACTTCTCCTCGGGAGGACTCTGCTCTGCTTCCATGGCCTCCTTCA
GCTTCTGCGTGTGCTGGTTGATGGCCTGCAGCGCCGCCTCCTGGGCTCCGATGGCCTGCA
GCGCTGCTCTGGCTGAACAGGCCAGAGATTCCTCCAGACTG
>CL1Contig201
CTTTATTAATTNGACATTATTTAATACTTTATATGTTTAAAATATTTCAGTGTAGAAGTA
GAAAGAGATCATATATTTGATTGACATGAAGGTGCGATGGAAAAATGACAATTTCACACA
TACACTCACACATGACTGTTGCAGACTTTATTTGTTCAAAGCACATTGTAGAGTTACTTT
GTTTACACTGTTCAAAGACACTAAGCAGCTCCACAGACCCTTCCTGAGGAGGAAGAGGAC
TTTCTCAATGGGCACTTTGGAGGGTTTGAGCCAATGAACGTAACATCATCGAAGAAAGAC
GCCCCTCAACGGAACAACCAGCCTCTCAGATTAAATAGCCTCAACTCCCTGACCGTGGAC
CTCCTCTCTGCTCCTACAGTTGGCTGTGGACCCCCCCTCAGGCTCGTCTGGCACCCCCAG
CCGTCCCCCAGTTCCATCTGGATGAAGCTCGTCTGCTGGACTTTATATCTGTAGTTGTAG
GGTTAGATAAGTTAATTCTTCTCTAAAAGTTCTGGTAAATCGCCTGTCCGTCCTGGGGGA
GGATCCCTCCTTCATGTGGGCACCCCTGAGGTTTCCTCGTTTTTTTCCTGGAATCTGTTT
TTTTAGGAGTTATTCCTCACAGAGGAGGGTCTAAGGGCAGAGATGCCAGTTTAGCTTAGT
TTGGCCATTACCTTTTGAACTCCATGACTTTATGTTCTCATACCGGTATGAAGCCCATTG
AGACGACTGTTGTTGTAACATTGGGCTATAGAAATAAAACGGAAATGAATTGATTTGGAT
CGGGCCAGATGGGATACCTGTCCACCTTCTCTTTGGTCATTAAACCTTGCAGCTGGTTTG
GGGCTTGTACTTCTGGTTCTGATTACTGGGTTGACCCGGCTGAAGGTCGAGGTTTCACGG
TCCTTTGGAGGCGGATGTCATGGACCGATCATTGGAATTCTGTCCCGTTCA
>CL1Contig202
CAGTCTGTATTCTGTGCATCACGAATGGACATTGAACTNGATGTACACTTNTTAATGGTG
AAAACCAATGTTTATGTACAAACAGTAAAGGATAAAACAACAGTCAATGTGATAAAACAA
GAAATTGGCCCAAAATCAGAGTTGTTAAACAAAATCAGTAATACAGACAAACATTTTGAT
CAGTATAAAAAAAAAAAAAAAAAAAANNNTNAAAACCCNNCCCNNCCNNAAAATTTCG
>CL1Contig203
ATCTTTAATTTTTTTTCCCTCTTAAAGGAAATATTTAGTATTTTGACAATTCTTATACAA
AAACATGACCATTTTAATGATTACAACGTTTGCTTTACGACACTGTTGCAAGTTGCCACA
GTTACCAAACATGGAAAAGAAAAAAGAAATTATATACAAAAATTAATACTCATAATCAAA
ACAAGCCACCGAATATAAACGTCACATTGTTATCAATAAGAGCAAGTGTTTTAGTAAAAA
GGGGAAAAGTTGGCAACTTCATTTTCTTAAAATGACAAACTGACTGCTTTAAAATTTCAG
AAGTCAACTGGACAATGATGAGCACAGCAACTTCTGCTTCATGAAACTAGTTTACAATAA
ACAGTCACTTCTGAAAGCCTACATCTTCCTGCACAAACCTCTGCATAGAGGACAGTAAAC
ACACCGCCAACAAGACTGAACCATCTACATTTTGGAATGAATCCATAGCGACTGTGCTGC
TGGCAGATTCCTGCGGAAAGCAGTTGCACTTTTATTATCTACAGTGTTACACCAAAGGGG
AGGAGGGAAGGAGGAGGTCTTCTTCCTCCAGGATCAACATATGGCTGCTCTTATGGCTTG
TGTTCTGTCATGAGGATGCTCTGCTGGTTGCTTTAGATGCTGCATTCACAGTTATGAGTG
AAGGAATGAATTCTTGCATGCAGCACCGTCCGTGTTGTGCCAAGTGCTTCAGAGGAGGTT
GTGAGCGGGAGCCCAGCATGGAAAGTGGTCTTTCTGCTCTTCAGCTCTTTCTACCAAACT
TCTGGAACCTCAAACAAAGAGCTTGAAGATTCAGGTGCTTCAGGCTTCTTCTTTTTGTTC
TTTTGACTTTTCCTCCCAGAGGCCGTTGAAGGCTGTTTTGTTCCCTCAGCCTGACTATCT
GGATCTGAACCATCAGGACTCGGACTTAAGCTGGGAGAATATGATTTATTTGTTGTGTTT
AACCATTCCTCTGAGGTCTTGCTCTCAGCAGCCTCAACACTGGACTTTCCATCGTCGAGC
TTCATCTTCTTGCGGTCTGTGTTATCCGAGTAGTGACTCCATCCATCTGCGGCTGGAGCG
TCCTCGGTTCCCTGCTCTCCCAGAGCCGGGCTGATGCTGCGCTTCCTCATCCTGTGGTAC
CCAAACCCTGCTGTGGAGGAGGGGTACTGGGGTTTCATCCAGCCGTCCTCACCCCATGAT
TTGGTGGTTTGTCCCAGCCTCGTGCCGAAT
>CL1Contig204
TTATTTATTTATTTAACTTTTTAAGTGACAATTACAGTTGCATAGAAACATATATTTGTT
GTTATTCTAGCATAAATCCTTTTACATTTGATTCTGTCAGGTTAGATTATATGGACAGTG
TTTAAGTCCTAATGTTTAGTTGCCAAATCCGATATTTCAATTTCAGTTCCCCCTAGATCT
GAATAAATACAAACCAATTTTTATTTTAAGAAATTAAAAACTTTTATGCTCTCGAGACAT
CTTCTCAGTTTTATACAGACACATAACGTTGCGCTGCACAAAATAGTTCCCAAACCAAAC
ATGTAGTGATATTCATCGAAATCTAACAGTGCGCACTCATGTTTGGTGTTACAGAGTGAA
GGAGAACAAAAATGACCCCCTCCCCCACCACCCCAACACAAAATCCTCCGGCGGGCGGCC



GTGTCGCGCACTCAAGAACGCATGCAGCGTGTAATGGAAATGAATACAAATGGAAATTAA
TAATTAGAACGCAGTAAATTTGTCGTATTTCCTTGCTAGACGGAATCTTCTGTTGTAGAA
TGAGGATGTGTGCTTCTGAAAGCTGGCGCCTGTGTGTGTAAAGGGAGCCGCGTGCAGCAG
AGGCAGTGAGAGGCGGGCCGACAAGAGACAGTGAAAGGCGATTCCACTGCTGCTCTTCAC
TCAACTGTCTCCGACTCCTCGTCCTCCTGACTGATCTGGAAATAACGCAGCTCATATGTC
TCTTTGTCGGACGCCACCACTCTCAGCCAATCACGGAGGTTGTTCTTCTTCAGGTATTTT
TTTGTCAGGTACTTCAGATACCTTTTGGAGAACTGCTTCTCAGACGTGACGTTGATCTTG
TTCTTCATGCGGCCGACCTGAACGATGTTACCCAGATTGCCTGTTTTTCCATTCACCTTG
ATCCTCTCTTTGAGGAAGGTTTCAAAGTTGGCAGAGTCCAGGATCCCGTCCTCCACAGGG
TGTGTCAGGTCCAGGG
>CL1Contig205
TTAGTTACCAGCAGTCTTCTGTTNCCAATACAACTNGNGGCATTAGAACAATGAAACAGT
TTTTAAATTCAAACTTAAAGAGGCACCGTCCTGTGATTTAGTTAAATGACTATGCCACAT
TTCTTTTTCCTGCGAAAACTTTTGCGATGGGTTTTGATCAGCATAAGCCAGTCCTTCAGA
ATAGAACTATGCCTCAGAGTGAATAACCCGGGATGGGAAGAAGATGCATGGGAGGCAGTT
GCCTGCTGCTGCCGGCACACGTCTTGTTTGGCATCCTGCACGACCATTCATTTCTTCTTC
TGGGCTTTCTCTGCAGCCTTGGTCGTCTTGCCGGAAATTTCCTTGGTATCAACAGCCTTG
ATGACACCAACAGCCACGGTCTGCCTCATGTCACGCACAGCGAAACGTCCAAGAGGAGGG
TAGTTTGAGAAAGGCTCCACAACCATGGGCTTCTGTGGGATCAGCTTGACAATGGCAGCA
TCTCCAGACTTAACAAACTTGGGGTTGTCTTCCAGCTTCTTGCCAGAACGACGGTCGATC
TTCTCAATGAGCTCGTTGAACTTGCAGGCGATGTGAGCAGTGTGGCAGTCCAGGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGACCTCGTGCCGAATTCGGCACGAGGAGAGGACAGTGTCACCGCTCA
CCCCAGAAATCTTCCAAAATGAGTGACGCCAACCCAGTCAACCAGGAATTGGAGACGTTC
AACAAGCAAAAGCTGAAGAAGACCAACACACAAGAAAAAAATCACCTCCCAACACAGGCG
GAAATTGAGGAAGAGAAGAAGGCCTTGGAAGCAGCCAAGAAATGAAGCACATTTGCCATG
TTTCCTCATGTCCATTCCTGCTCTGACCTGCTCGTCTTCCAGTTAGGAGTCGGCCCATCT
ATTCCATCTTCTTGTGTGTGGCCATGATTTCAAAAAAATGACGTTCTTGTTGCCCATCCG
GGGAATATTTCCCTTGTGTAACCCCCTATTGGCTGCTTTTCCATCATGTCCTTTCCAGGC
TGTTGACTGAGTGTTGAACAGAGCTCCAAACATCTATGCTTACACAAAAATGGAAAAATG
ATAAATGTTGTGATGAATGGTAATCTAACAAAATATTCCTAACATCGTGAGTATGCCTGT
AAATGGTGCCATTAAGAAAAAATGTAATGAAAATATTT
>CL1Contig206
TGATGAAAAGACTTTATTTTCNACTTNAAATGTCAAGGAATCATAAACAAGATTAATACT
CCTCTCCCTCATCTTCTTCTCCCAGACTATCAGCGCCAACCTCCTCATAATCCTTCTCCA
GAGCCGCCATGTCCTCTCTGGCCTCAGAGAACTCTCCCTCCTCCATACCCTCACCCACAT
ACCAGTGAACAAAGGCGCGCTTGGCGTACATCAGGTCAAACTTGTGGTCCAGCCGAGCCC
AGGCCTCTGCAATAGCAGTGGTGTTGCTCAGCATGCACACTGCCCTCTGGACCTTGGCCA
GGTCTCCACCAGGAACTACAGTGGGCGGCTGGTAGTTGATGCCAACCTTGAAGCCAGTGG
GACACCAGTCCACAAACTGGATGGAGCGTTTTGTTTTGATGGTGGCGATGGCTGCATTCA
CATCTTTGGGCACCACGTCACCACGATACAGAAGACAGCAAGCCATGTACTTTCCATGGC
GGGGGTCACACTTCACCAATTGGTTGGCCGGCTCAAAGCAGGCATTGGTGATCTCAGCCA
CTGTAAGCTGCTCATGGTAAGCTTTCTCTGCAGAGATGACGGGGGCGTAGGTGGCCAGAG
GGAAGTGGATACGTGGATATGGCACCAGGTTGGTCTGGAACTCTGTCAGATCAACATTGA
GGGCACCATCAAAGCGCAGAGAGGCAGTGATGGAGGACACGATCTGGCTGATCAGCCTGT
TCAGGTTGGTGTAGGTGGGACGCTCGATGTCCAGGTTCCTGCGGCAGATGTCGTAGATGG
CCTCATTGTCCACCATGAAGGCACAGTCAGAGTGCTCCAGGGTGGTGTGGGTGGTCAGGA
TGGCGTTGTAGGGCTCCACCACAGCAGTGGACACCTGAGGAGCTGGGTAGATGGAGAACT
CCAGCTTGGACTTCTTGCCATAGTCCACAGACAGACGCTCCATCAGCAGAGAGGTGAAAC
CAGAGCCAGTGCCTCCACCAAAGCTGTGGAACACCAGGAAGCCCTGAAGACCAGTGCACT
GATCCGCCAGTTTCCGGATCCTGTCCAGAACCAGGTCGATGATTTCTTTACCGATGGTGT
AGTGTCCACGGGCGTAGTTGTTGGCAGCATCCTCCTTCCCGGTGATCAGCTGCTCAGGGT
GGAACAGCTGCCTGTAGGTCCCAGTGCGCACCTCATCGATAACCGTGGGCTCCAGATCTA
CAAACACAGCTCTGGGAACGTGCTTTCCAGCTCCAGTTTCACTAAAGAAGGTGTTGAATG
AGTCGTCTCCTCCTCCAATGGTTTTGTCACTGGGCATCTGGCCATCCGGCTGGATCCCAT
GTTCCAGACAGTAGAGTTCCCAGCAGGCATTGCCAATCTGGACTCCGGCCTGACCAACAT
GCACTGAAATACACTCACGCATTTTGCTTTGTTGAAATGATCAGCTTGCAGGAATTTTCC
TCGAAACTGAATCTCACGATTCGACTGTTATGTGGTCGATGTAAGAGGTAATGGCGCGGT
TGATGGAGACGTTAGACGCTTCCCCGGCCATA
>CL1Contig207
AGACGTTTATTTTGATNGACAAATGGTTNGGATTNATTNGTTTTTTTTATATATAACCCA
ATATTACAACACAGTTGTCTCAACAGTAATAGAATTCGTAAATCGTAATAGAATTTCATT
AAATGTTTGCTCATTCACAAGTTTAAAAGGTATGAACCAACTAATTGTTTGTTGTGATTG



AAATCTGACCCTAAAAACAAAAACAAAAATTACAGTAAATGTAAAGAGAGTTCAAGGATA
ATCACTGTGTTCCCATATGAATGGATTTTAGAAACATCTTTCCTGTCACAGCTGTTCACC
CAGAATTCTTCTCTGAGCCTCCGGCTCTCTCTAGTGGTAAAGGGCGTGCAATGCAGGTTC
TTTAGGTGAAGAAATGACATGTTTTGCAATTTCTCTTGCTGGAAAAAGATTTATTTTGAA
AAATTAATAACAGTCATTAAATCATGCTTGTATGAAAAAGTAATGAATATTGCAGAAAAT
AATGTATTTTCAAATCTTGGTCAGTAATAAAACAGTTGGGGGATTCACCCACAGCTGATC
GTGTCAAAGCAGCAGATCTGGTATCACAGCAACGCGGGTTCATCACCTTGAACTTGTTCT
GTTGTCTAACTGAGGTCGGAGTACAGCTTGCTCTCGTCATCCGGAGCCACTTCCAGCTGG
TTTGGTTTGTGTCGCTGCAGAGTGTGGGCTCAGGGGTTTGAGTCGTTTTTGTCACATTTT
AACATGACCTTTATCCCGAGCCCTTGACGGGTGGTCTCGAAGGCCTGGACTGCCTGCTCC
AGAGGGAAGCGATGGGTCACGAGGGGCTTCACGTTCACTTTACCTGAAGCCAGCATGGCG
ATGGCCATAGGCCAGGTGTTGCAGTAGCGGAAGACCCCTCTGATGTCCACCTCCCTCACG
GCCGCATTTATCAGAGGAACAGTTGCCATCTCGGCCCCAAGACCCACCAACACCACCACA
CCTCCAGATCGGGTTCCATAGATGGCAGTTTGGAGGCAGCTCTCAGCACCAGTGCATTCG
ATGGTGATTTGAGGCTGAACTCCCAGCAGGTCCTCCACTTTTTTGGCCAGCTGCTGGGGG
CTATCGCTTTTGCTGACCGTCACCTGGAAGTCTGCACCCAGTTCTTTGGCCTTGGCCAGG
CGGTCCGGGAATAAATCAGTGATGACGACTTGAGAAGCTCCCATTGCCTTTGCCACAAGT
AAGCAGACCAGCCCAATGGGCCCTGCACCGCAGATGAGCACGGAGCTCCCGATGGTCACT
CCCGCCCGGCGGCACGCATGGATCCCCACAGAGAGAGGCTCAATGAGGGCCCCCTCCTCA
AAGGTGACATTATCAGGCAATTTGTAGCAGAAGTTGGCACTGTGCGTGTAGTATTGGCAC
AGGTTTCCGTCATCTGGAGGTGTGGCACAGAAGAAGATGGTGGGGGACAAGTTATATCGT
CCACTTTTGAAAAACTCGTCCATCTCGCGGGGTACGCCAGGTTCAATAGCCACTCTGTCC
CCAACTTTAAGGTGCTTGACTTGGGAGCCAATTTTCACCACTGTTCCTGCAGCCTCGTGT
CCCAGGACCATTGGCTTTGTGAGCACAAAGTCCCCAATTCGGCCATGTTGCCAGTAATGC
ACGTCTGATCCACAAATTCCAACAGAGTGCATCTGCAGCAAAACATCATTCGGTCCTGGC
TCCGGCACGGGGCGGTTTTCAAGCCTGAGGTCTCCCTTAGAGTGTAGGACCACGGACAGA
TTCTCCTGAGCCATGACGGAAGCCTAACGCGGACAAAATAAAGTCGTCGAGCGTGGATCT
TTCAGGGCAGAGTCCTTAGAGCTCGTCAGACGGGTGCTNTCCGGCGGTACCACCATGTAC
CCTGGTATTGCTGACCGTATGCAGAAGGAGATCANTGCTCTGGCCCCCAGCACCATGAAG
ATCAAGATCATTGCTCCTCCTGAGAGGAAGTACTCCGTCTGGATCGGTGGCTCCATCCTG
GCTTCCCTGTCCACCTTCCAGCAGATGTGGATCTCCAAGCAGGAGTACGACGAGGCTGGC
CCCAGCATTGTCCACAGGAAGTGCTTCTAAATCCTCCACCTTCTCCATCACCTTCTCCGT
CACCTTCACCACCAACCAACCAAAGCTCAGCCAAGGAGGAGGATCCACCTGATGCGCCAC
AGCANCAGTCCTGCTGTAAACGGACTGTCCGTCTTCGCTGTTGAAATTCACATGCAACTT
TGATAATTTTGAAATANGCATATTTNGNGGCTGTCTGTAGTATATGCTGCACGGAGACAG
AGGCTGNGAAAACAANCAGNGANCCATGCATNTACCAAAAANACTNTAATAAAAAAAATC
ACAAAGACATGTNGCCCAACACANG
>CL1Contig208
ATAAAGACAATAGTTCAAAGAGAAACTACTATTGCTTAGTTTTTACATAAATTATTTTTT
TGAAAAGACTAACATCATCCGTTGGCTTTTGAGAAGTGTGGAAGAGGATGAGAGTGATTT
TTAGCCAGCAAGTGCGATCATGGACTCATCTATAGAGAGAAACATAAGTGTTAATAAATG
CTCCCTCGCGTCGTCATCCTGTGTTATGTGAAGGGCAGCACCAGTCAGCTGTGTGATAAT
ATATAAACGCATTTTTATTATTTATATGAGGAGGTTTTTAACTTAAGCTCTCACAAGTGC
TGGTTTGCTGCCCTAACATTTTTAAATGCCTATTTTGTGTTTTATTTCGTTCCCCCACAT
GGGATCAGTATACAATCATAACCCACATATTCAAGTCGTCTTCCCTTCTATACAAAAGAG
CAGACGTTGACAGAAATATTGTATTAAATACAGTGGGTGTAAAATAAAAAATAAAAAAAA
GTGGTTAGAAAACATTGGGAACTCAACATTGTGCTTCAGTTCAATCATCCGTCATGCCGG
TGCAAAGAAAAAGAACTATTTCTTTCCCATGTGGGAAGGAGGAGTATAAATAAGTAATAT
TTAAAGAGGAAATAGTCATTTCATTTTTATCATTTTGATGTCTGTGCATACTATGGCTTA
TTTTGAAAACAATCTAATTTTCCATAAAAAAGGGAAAAAAAAAGATATGTAAATAGTGTA
CAGTTCTTGATGAAATTCTTTGTTCTTCTGTACAATAACACTCCTGTATTTGAGAAACAA
ATAAAATCTACNAAGAACAAAANAAAAA
>CL1Contig209
GCAACTGGCAGCCGATGACTTCAGGATGAAGTACGAGAACGAGCTGGCCGTGAAGATAGC
CTCCAAGCTCAACGCCAAAAGTGCCAAGAACAAAAAGGAAATTGAGTTGTGGTACAACAA
GAAGATCCTGGAAATGGAGCATGATGTCAAGAAATATTCAGAGGATCTGAAAACATCAAA
CACTGAGATCAAAGAGCTGAAGATCACCTTCCAGAAGCTCCAGATTGATCTGGAGTCCCA
TTTGAGCATGAAAGCATCTCTGGAAGAAACCCTATCAGAGACTCACTCGTGCTTTGCTGC
ACAACTGGCAAGCCTGCAGGAGATGGTTTCCAGTCTGGAAGTTCAGCTATCCCAGATCCA
CAGTGACATCTATAGCAACCAGCAGGAATTCACCATCCTGCTGGAGGTGAAGACCCGTCT
GGAGAAAGAAATTGCAGAATACAGAAGGCTGCTGGAGGGGGAGGATGAGAGCTCTAAACA
AGTAATCACAAAGGTCATCACTGTGGTGGAGACAGTCGTAGATGGAAAGGTGGTTCAAAG
TTCAAAGACAGTGGATGTGGATGTGGATGAAGTTGAGTGAAGCTGTGGATTCATCTACAG
AAAGCAATAAAGATGATTCAGACAAATCAACCTCGTGCCGAATTCGGCACGAGGAAAAGG



TTCATCATGTCGGCTCATCTGCAGTGGATGGTCATCAGGAACTGCTCCAGCTTCCTCATC
AAGAGGAACGGACAGACTTACAGCACTGAGCCCAACAATCTGAAGGCCAGGAACTCTTTC
CGCTTTAATGGCCTGGTGCACAAAAAGACTGTTGGTGTGCAGCCTGCTGCTGATGGCAAG
GGGATAGTGGTGGTGCTGAAGAAACGTGCAGGTCAGAACAAGCCTGCTAGTTCCTACAAC
AAGATCACCATCAACAAGAACTCCCGTGCCACGCTCAACAGCCTGAGGCACATCATTCGC
AAGAACAGCTACAGGAAGGACCTGCGCATGGCTGCTCTGCGTCGTGCGAGCGCCATTCTG
AAGAGCCAGAAGCCTGTCGTGGTGAAAAAGAAGCGCACCAGGGCTACAAAGACAGCATAA
ACTGCAACACATGATTAATAAATAAAAAAAATCTGTTGGGGAAAATAAAAACCTCGTGCC
GAATTCGGCACGAGGTAAAAAAGAAAATAAAGGGACACGCAAAAATCAAAAACTTTTTAA
AAATCATTAATTATTTGTGCCATTTGTCAAACTCTACTAGGAACTTTTGGGAGGCCACTG
TTTGGATCAAAGTGTTATAATGTCTGCAATATTTTGCTCTACTTTGTTAACGCCAGAACA
TTGTGATTGTAACCAACCTGTTCA
>CL1Contig210
AGGTGCTTTATTNTCTTATTGCTGGAGTNCAGTAAATGAAATTTTCCCTAAAACGATTTA
TAAACTTATGGTGCCGTTTTTAAAATACTCTTTATCCCACCACAACAGTCTCTTCATCGG
GGAACTCGTAGAAAGGGACCTCCAGGTTGAGGGGGGCGGGTCCCTTTCTTATTCTTCCGG
AGGCGTCATAGTGGGAGCCGTGGCAGGGGCAGTAGTACCCGCCAAAGTCACCCGCATTAG
AGATGGGCACGCAGCCCAGATGGGTGCACACGCCCAGAACGATGACCCACTTTGGGTTGA
TCACTCTATCTTTGTCGTGCTGGGGGTCACGCAGCTCTGTGAGATTTACGGCCTCCTCGG
TTGCGATCTCCTTCTCTGTGCGATGGCGGACGAACAAAGGCTTCCCTCTCCACTTGAAGG
TCATGTTTTTCCCTTCCGGGATGTCCCCCAGCTTGATTTCAATCTGGGAGAGGGCCAGGA
CGTCGGCTGAGGCGCTCATGGAGGAGACGAACTGGGTGACCACAGTTTTGGCTGCATACA
CACCGACGACAGTAGTGGCTCCGGTCAGCAGGTAGGAAAAGGCTCTTCTCGCCTCGCTGC
TCTCCTGCGAGGACTTGTTGGGGTCTAAAACCTCCGGACGGCGGTAGTCTGAGAAGTCCG
GGATCTTGATGTCTGTGTGGGCCAGACGAGTTCCCCAAGCGGGCTCCGCGGCTCCGGGGA
ACAGCAGGCTTTTAGCTCCGTGTTTGGTCACTTGAAGGTACGGAGCGAACCCTCCGGGTC
GAACCAACGTGGACATCATCTTCACCCGAAAAGAGAAATGTCAGAACCCGTAGTCTGGGG
ACGCGACCTTCTTGTGTGCTGATCTGTTGTGCGTAACACTTTAATCTCCCCGGCCATAAG
GCCCGGGTTAA
>CL1Contig211
AAGAATAATGCACAAAACAATACAATCAGCAGTTATACATTCATACAGAGATGTATCAAC
AAAGTATAGCTGCAGCTTCTTGCCCTCGCCCTCTTAGAACAGATGCACTTTGCTGCTGAT
CAGATACCAGAACCAGAACCAGGTCCGGGGCAGTAAAACCTCCATCCAGCAGTGAACACC
GGCGGCTAAAGCTGAAGGCCACAGTCACTTCCCGGTTGAAGCTTCGCTCCACGTCTTTCA
ATAAAGAGAAAAGAGATGGCAGAACATCGACAAATAAGTTTTATTGGAATCTTTTTGTAC
ATTAGAACCAGAACCAACACATCTTCTATTAGCATAAAATGACTCTTACAGAAATCGAAA
GGACCAAAATGTTAAGACTGCCGAACAGAACTCCTGTTTTTTGGTTTGTTTTTCGCTTCG
TGCAACACTCCGTCTGCACATCACGGGATGGGGGTTGTCAGGACGAGCAGCCAAAAGCAG
AAGAACACAAAAGCTCGAGCAGGACGGGAGGCTGGAAGGAGAACAACACAGGACCGAGGC
TGGGTCAGCTGGTCGGGAAGATCCAACCACACTCTCCAGGTCTGGATCTTCAAATCGGCT
CAAAGCTTCTTCCAGGATGGAGGTGGAAAGGAAGCATGGAGCACCACGTCAGCAGGAGCA
GAGAGGCTTCAGGGGAACGTTCAGAAGAACCGAGGAGAAAACGTCCCATCAGGAGAGGAG
ACTGAGATCCAGGAGGCTGCAGGTTCTGAAGCAGCATCAGCAGCTGGAACTCACGTTCCT
ACAGCAGGTATCAGGCCCACAGGCGGCGTTCTCATGTCAGAATTCATGCGCCGGGACCCT
GCGGCCATTTCTGCAGAGAACGCCACGCCTGGACCACAACGGGATCCTGCAAGGTGGAGG
AGGTGGAGGAGCAGGTGACTGCAGGACAAACAGGCTCCAGTCATGAAGCGAGTTTGTGAA
ATGTAGCCTCCACTGTTGCCATAGAAAAGATTCAACCATACAAAATCAGTTTGTGAACTG
TGTGTGTGTGTGGGGGACTCAACATCTTGGAGGCGGAGCTAAGGGGGGGAATTTGGATTT
GTCCTGAGAGTCCAACTTTTTGAGATTCCACTGTGTGAACGATGATCTGAAGTGTTAAAG
ATGCTAACATTGCTGACAGAAAGAAGCAGAGCTTTCACTGAAGAGCGTAAAAACGTCCCG
AACAAATGACCCCCTCTGTGTGGGGAATCACAGACTCGTCCCGTTCAGGAACCTGAACTT
CACCCTC
>CL1Contig212
TTTTGCTTTTACTTTATTTTATATTTTAGACAGAACAGAGTGAGGTCACAGACTAAAACA
TATTTGTTATTTATTACATATGTCTGATAATGTCAGAGATCTGTGTGATGGCAGGTGCAG
TTTCTTTTTATTTAGAGCCAGAGGTGGGTTTAGCTGGACTTGACGAAGGAGTCATAGAGG
CTGGTGAGACGAGCCTGGAGGTCCTGGGCGTAGGGGTCCAACCTTTCCCTCAGCCTATCA
ACATAGGGACTTGCCATTTCCTTCACCTGCTGGGCTCTCTGACCGATCTCACTCTGGACT
CTCACACTAATTGGTGCAACTCTCTCCTTAAAATCCTGCAGGTGCTGCTCCACTCTCTCC
TGGATGTGAGATTTCAAGGTCTCGGCGTAGGGCTCCAGCTTCTCCTTGGCTGTGTTCAGC
TCCTGGTTCACGCGCTCTCTCAACACCTCGGCCTCAGTGGTGACTTTAGTGATCAGCTGC
TGGGCTTCAGGGGGAAGCTGCTCATGCAGGGAGGTTGCATATTCGTTTGCCAGGGTCGCA
CTTTCTGTCAATCGGGCACTGACGTCCTGTCCAAACTGGGTCTTCTTGATCATATCCAGT
GTTTCATCAGCAGTCTGGGTGGCTTTGCTTACATAGTCCCAGAAAGCATCAGCTACCACT



TCCAGCTGAGGCCTTGGGGCATCAGCATAGAAGAGGTTGGCATTGCAGCCAGTAAAAACG
GCAAGGACAAGCACAGCGAGGACCTTCATGACTCCTACACCCTTGGTTTTACAAGTACAT
GGCGCCGATCAAACAGAAGAGGCCTGCTGTTGGCAAAAGGTCTAAAAAGGGAGTTTCATG
GAAGTTCACCCTGGACCTGACACACCCTGTGGAGGACGGGATCCTGGACTCTGCCAACTT
TGAAACCTTCCTCAAAGAGAGGATCAAGGTGAATGGAAAAACAGGCAATCTGGGTAACAT
CGTTCAGGTCGGCCGCATGAAGAACAAGATCAACGTCACGTCTGAGAAGCAGTTCTCCAA
AAGGTATCTGAAGTACCTGACAAAAAAATACCTGAAGAAGAACAACCTCCGTGATTGGCT
GAGAGTGGTGGCGTCCGACAAAGAGACATATGAGCTGCGTTATTTCCAGATCAGTCAGGA
GGACGAGGAGTCGGAGACAGATGAGTGAAGAGCAGCAGTGGAATGTGTGGGCAGTAAAAT
AAAAGTGCAAAAACTTAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL1Contig213
GGTTCTTGTTTATTTGACAGAGAATCTTAGTGAAGTTAAACCTCAGTCTCTTCTATCGAT
GTGAAACTCGACTGTCTGCTCATGCGTGAGTAAAGGTCAGAAGGTCTGTGATTGTCATCG
TTTTCTTTCTGAAGCATCTGTTTGTGACAAGACAAACTTCACCGCAGCCCTCACTAACCT
TCTGACAGGTCAAAGGTCAACACCCTCCAGCTTGCTGAACTTTTCCTGCAGGTCTTGAGC
GCTGATTTGAGGCAGACCTTCATTCAGAGGACAGCCCTCCACCAGACTGTTCATGGGAGT
GGGAGGAACATCAGACTCCTCCTCCTCACCTGGGCCCGGGCACCTGTCTCCACTCTGCTC
CTTCAGAAAGGCTTTCACCAGGGGGAGGAGCTTCTTCCGAGATGCCAGCCTATTTCCTTG
ATGATAAGCGGAGATGTGAGGAAGGGGAGTGCTGATTGGACGGAGGTCCAGGGCGGGGCT
ACAGCTCTGCTCCAGGAACTGGCATACCTGCTCTCTGCACCTGGAGCTCTGGCTGAAGAC
AGCCAGCTCTCTGATTGGTTCTCTGCTCTCAGTGAAGGAGATTGTCATCAAAATCAACAG
ATCAAAGCCAAACTTCTGACAGCAACTGGAAAGCTCCGCCTCCAGCCCCACCCTCTGGAA
AAACTCCTCCAGGGTGATGTATAGAACAGAGATGGCAACGTTAAAAGTTTCTGAAACCAC
CTTCATGTCCTTTAGAATCATCTGCTCCGTGTTCAGACCTGAAACGTCAAACTTTGCGTT
TTGCAGAGACTGGAAAAAGAGCTCCCCTTGG
>CL1Contig214
CGCTTTTTATTAACGGCAGAAGCTGGAAGAAGCAGCGGCGACACTTTGGTGGAGCGATCT
GCAGCCGATGATCCTCTCAGATCTTGTTGAAGGCGGCGACGTCTACACTCTGGACGAAGT
CCTCGAACTTGGTGATCTCCTCCTCTAGGATGTCAGTGCCGACTTTGTCGTCCTCCACCA
CACAGTTGATCTGCAGTTTCTTGATGCCGTAACCGACGGGAACCAGCTTGGAGGCTCCCC
ACAGAAGTCCGTCCATCTGCACCGAGCGCACGCACTCCTCCAGCTTCGCCATGTCCGTTT
CATCATCCCAAGGTTTGACATCCAGCAGGATGGAGGACTTGGCGATGAGAGCAGGTTTCT
TGGCTTTCTTGGCGGCGTAAGCCTCCAGGCGCTCCTGCTTGATGCGCTCTGCCTCCTCAT
CTTCCTCGTCACTGCCGAACAAGTCCAAGTCGTCGTCATCTCCATTTTCCACCTTGACCT
GTTTGACTGAAGCGGCCTGGACCGGTGCGACCTGAGCACACGGAGCAGCAGCTGGTGATT
TTTCCAGGACAAACACTCTGGACTCCAACTTCTGGAGAGCGGCTCTCATCTCCTCCACCA
CTTTGTGGAGAGTTTGGTTCTCCAGCTCCAGACTCTTCATGCGGGAAACCAACTCCTGCT
CTCCGGCGCCACTGGAGGACGAATTTCTGTGCTGCCGCTTCTGCTGGCGACCTTTGGCCT
GCTGCTGCTGCGGCGGTGGCGGTGTTGCTTTCACCTGTTGTTGGTGCTGAGTGACCGGGC
CGTTTGCTCCCTCATAGAAATGCTTCTCCGCCTCATCGTAGCGATGTTTGTCAAACCAGA
TGTTCTCTGTGGCGAGGCACTGAAGTCCACTCATGCTGGTATTTGAGCTTTATTTGATGT
TTTATGGCCCGTTGACAACTCAGCGTGCGGCCACAACCGGAATCTAACGGCAGAAGAGCC
GT
>CL1Contig215
GCTCCTTTTATTNTACTTTTTGGTCTGTTGATGGCGCCCAGNACCTGTCAATGAAACTGA
AGCAGAACAACTTTGCCAAACCAGATCACTTCTTTCGGTTCTGCAAAACATTTGGGGCGT
TTCTGCAGACGTTAGCCAAAAGTCAAAGCCCCATCCACTGACAGCGCACTTCAAAATAGA
ATTTCTCCACTTTACTCCCATCTTTTTCAGGAATTTACAAAACCGAGTTGTTTTTAACCA
AGTTTGGCAATGAGTTTAGATTAATGCAATGGGTGAAGCTGTTTTGATTTTACTAAGGAA
AAGTCTGGACTGAGCACAACATTTAAAATGCCTAAACTGTTGAGGTAACCGGCTACAAAA
GATCCTCCCCATGTCTGAAAGTATGCTAACCAGTCACCTTTAACTTGACGAAATTGTCAA
ACTTAACTCAAAGTTGTTCCTCCAGAGAGCAGAGACAAGTCGAAACCCGCAGCTATAAAT
CAAAGATCAACACTGTTTAACCAAGAACTATTTATTTTCCACAACTGCAACCAGTTTTGA
GATGACAAATAGTGTTCCTGTACAGATCATGGAAGATGGATTTAGACATTGAGCTTTCAA
ACCCTTCAGGCCAAACCTGAAAGCATCAGCTCCTCTCAAACCAGACTGTTGGATCTTCAG
TTCAGCTGTTGGACATCTTTAATTCTGTTCAAGATGAAGCAGAAAGTCTGGAAGAGGTTG
ACTGAAGCCTTATCACTGCCGGGCAGAGGTCGTTTAGAAACATTTGCGGTGGACGATGGC
GGGACCGGACTCATCGTACTCCTGCTTGCTGATCCACATCTGCTGGAAGGTGGACAGGGA
AGCCAAGATGGAGCCACCAATCCAGACGGAGTACTTCCTCTCTGGAGGAGCGATGATCTT
AATCTTCATGGTGGGTGGGGCCAGAGCAGTGATCTCCTTTTGCATGCGGTCAGCGATTCC
AGGGTACATGGTGGTGCCTCCAGACAGCACAGTATTGGCATACAGGTCCTTACGGATGTC
TACGTCACACTTCATGATGCTGTTGTAGGTCGTCTCATGAATGCCAGCAGACTCCATCCC
TGAGAAGAACAGCGTTCAGAAACCTCTACAGTACCTGAGCTTTTAGAGCTACTGTCACAT
TTCAACCATGCAGCTTCCAAACATCCAATCAGTATTGGAATATTTGAGGAGTAGGACACC



TGTGCCTAATCAAAGCTCAACTTGAAGAGCATACAAACCGAGGAATGAGGGCTGGAAGAG
CGCCTCAGGACAGCGGAACCTCTCGTTGCCGATTGTGATGACCTGCCCATCAGGAAGCTC
GTAGCTCTTCTCCAGGGA
>CL1Contig216
GGTTTAAAGTTGCACCGGAAGTCTGCTCGTCCTCTTCTACCAGGCCGATCCAACATGGGA
CGAGTCAGGACCAAGACGGTGAAGAAGGCCGCCAGGGTCATCATCGAGAAATACTACACC
CGGCTGGGAAATGACTTCCACACCAACAAGAGGGTGTGTGAGGAGATCGCCATCATCCCG
AGCAAGAAGCTTCGCAACAAGATTGCTGGGTATGTGACACATTTGATGAAGAGAATCCAG
AGGGGTCCAGTCAGAGGAATCTCCATCAAGCTGCAGGAGGAGGAGAGGGAGAGGAGGGAC
AACTATGTCCCAGAGGTGTCTGCTTTGGACCAGGAGCTCATTGAAGTGGATCCAGACACC
AAGGAGATGCTGAAGCTGCTGGACTTCGGCAGCCTGTCAAACCTGCAAGTCACCCAGCCC
ACTGTCGGCATGAACTTCAAGCAGCCCCGAGGAGTCTAGCTTCTGTAAAGTATCTTCCTA
ATAAAAACCGTTTGGGACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAANTAAAAAAAA
AA
>CL1Contig217
CCTTTATTGATAACCCTGGCATTTCACCATTCAGAATGTCACAGTGAATGTGTAACTTTT
GAAATATCTGGAATGCTTGGGGAAGTCAAACCCCTTAATATTCTTCTCCTTCTTCATCCT
CCTCTCCTATGCTGTCAGTGCCAACCTCCTCATAATCTTTCTCCAGAGATGACTGGCGCA
TAGGTGGCCAGAGGGAAATGGATACGAGGGTACGGCACCAAGTTAGTTTGGAACTCGGTC
AGATCAACATTCAGAGCGCCATCAAAACGAAGTGAGGCTGTGATGGAGGAGACTATCTGA
CCAATCAGCCTGTTCAGGTTGGTGTAGGTGGGTCTCTCAATGTCAAGGTTCCTGCGGCAG
ATGTCATAGATGGCCTCATTATCCACCATGAATGCACAGTCAGAGTGCTCCAAGGTGGTG
TGGGTGGTCAGAATGGAGTTGTAAGGCTCCACTACAGCTGTGGAGACCTGGGGAGCAGGG
TAGACGGCAAACTCAAGTTTGGACTTCTTCCCATAGTCAACAGAGAGTCTCTCCATCAGC
AGGGAGGTGAAACCAGAACCAGTGCCTCCACCAAAGGAGTGGAAAATTAGAAAACCCTGC
AGGCCCGTGCATTGATCAGCTAGTTTCCGTGTTCTGTCGAGAACAAGATCAATGATCTCT
TTGCCAATGGTGTAGTGT
>CL1Contig218
GTTGTTGTAGATTTTTAATGGAGACATAGTCTGGGGTCCTTGTATGTAACTGTCAGCATC
ATTGACATGTGATGCCAATTTATAATTTTTTGTTTGGCTCAGAAACTTTGACTTCCCCTG
TGCTGCAGAGCTGATCTTTTCTTGTGAGGTGTCCCCAAGTTGGAACAAGAAGGGTTTTAG
TGAAGGTAAGGTTTTTGTTTCCACAACATCAGTGGAGTTCTCTACACCTCTCTGATTATC
AGTCTGGCGTTCCTTCCATTGGGGATTCGAAGAAAACTCCTCTTCCTTGCATGTAAACTT
GGATCTATACTCTATAGATTCAGCTTCACATCATCCGTAGGTCTCTGGCTGAGAAGGTTT
TTCTGAAATCACCGCTGGATCCTGGAAACCAGGTAGTAGAGCATGAAGAAGATGAGAACC
AGCCCCAAGGAAACGTAGCAGAGGAGGCGGCGGTTGTCTCTGCCGGATCGAACCATTGTG
GAGAAACGCTTCACGCTTCCGGTCAGCAGCCCTGTTGCACTCATCATATTTGAGTCCATG
CCGTCCAGGTAGTCGTTCTGATCATCAACCTCTCTGTCGATGTCATACGCCAGAGATTTC
AGTCTGGAGACTTTGGTGGCCAGGTTCTCAGCCAAACGTTTGTTTTTAGCATCCAGCATG
TCATCCACTGAGTCATGATCTCTGTCCCAGCTCGCCATCTTGCTTTTCCCCGGCCATAAT
GCCCGGG
>CL1Contig219
TAAAAATGTTTATTTTCNCAGCAAGTCTGCACTAGTTGATGTTTGAAACATTTAATTGAC
ATGAGTGACATCATGAATACATTTTTCAAAGTTAGGAAAATGATTTGGTATATTTTACCA
AGACCAGAAAAAGACCAGAAAAAAACGTTGAATCCGAAACATCAATAAGTTAAGACGTCC
ACATTTAGACATTTCTCTGAATGTCTTATCAAAGGTTAACAGAGGTATAAACTTGAATAG
AAGCTATTATAACATGTGGGCTGGATGTGTCTCCTCAATAAGGTATTAAAAAGAGACAGG
AACATGAATGTTTATTTAGAACTTACAGGGGGGTGGAGAATCAAACTGCAAAATCAAGCA
AATATATGCTCAACACTACAAAAGCTTATTATATTCTGAGTCATGCTGCTGCTTAGTGAT
TGGAGAGGAAATAACTTAAGGAAAAGATTAACTTTATCAACAAAAAAAACTGCAGACGTT
CTTTCTGCATCTTAGTCATTTAATCAAAAATGATTCAAGGCGGATTTCTCACAATTGGGG
GTGCTGATTCCTAATCACATCTGCTGCTGATGACCTGAATCAGGTGAGCAGAGCAGAGCA
GAAGCTCCTGAAGCCTGGATTTGTTACTGAAATACATTAACAAAGTCAAGATTTGTCAAA
TTCTTTTCATACAAAAAATTATACTGATGCAAAATCCTGAACACATTTAACATTGGCACA
CGTGTTACAATGGTGGCTCAAGGACAAGACTGACGAAATATATCCACTCAAAAGGAAATG
AAATGCTAATAAGGAAATAACTTGGGAAGAGCTTTCCGTTCGACCTAATGCTGAGGTAGA
AGAAAAGCAGCTTTTGAGTTTTCAGTCCTCTCCAGAGTCTGAATCAGACTCGCAGGCTCG
CCCTCTGATGCTTCTCTTCTCAACTTTAGAGAACTTCGTGCCTGATTTCTGTGCTGCTGT
TGGAGGCTCCATCAGGTTACCGCTGTAGTTGATAACATCGGCGCATCCAAGTCTCCATTC
CAGCATTTCCGTTGAAAACTCGTCCGTGTTTCCCAGGTCAGTGAATCCAACCACATAATC
CTTAGACTTTCCGTCAATGAGCAGCGCCAGCGTGGGAATGACTTTGATGCGCAGCCTCTC
TGTCAGGAAAGGGGCCTTTTCTGCATTCAGTTTGAAAAACTTTGTCTCAACGTGCTTCTT
TGCCAGTATGGCCAAATGTTTGTCCAGGATCTTGCATCTGAAGGTTGAACTCTTGTAGAA
ATGGCAGACGACATTCTTGCTCTCCTTCACCTCGCCGAAGAAGTCTTTCTCACTGGCGAT



CTCTCTATACTCACCGTGGCCTTTAGCCAACCACTCCTGCTTTTGTTTCTGTGCTTTCTT
CAGTGCCTCTAGTCTCTTCTCTTTGAGTTTCTCCAACTCGTCTTCATCCATTTCATTCAG
CTGGCTCAACTTCGCATCCACCTGCTCTTCTGCTATTTTTGCTGCTTGCTCCAAAATGTT
GGATATTATTTCTATGGATGAGTTGGCCATGGCTCCTAGTTGAGTTGAGTCTGCCACAAT
CTGGAACAGAACTTAAGGGAAGATATCTAGCGTTGACGGCAGATGTTCCCGAGGAAATCG
CGTTACCCCCGGCCATAATGCCCGGG
>CL1Contig220
TACTTTGGTTTATTTTGATGATTNTTTGGTCTTTTATTCTGACAGTCCGAGCTGGACCGC
GTCGTACCTCGAAGCTCATGCACAGAAAAGGATTTACATTCAAAACATGACAAATATACG
GAATAAATAAGTTATTTACAAGTTGAAAATACGCCCCCTGCTGCTGGAAAACAAATGTCA
CGCTGGGAGATGCAGCCGGGTCACAGTCCTACAGGTCTGACGGTTCTGACAGTTAGAAGC
ACTTGCGGTGGACGATGCTCGGGCCGGCCTCGTCGTACTCCTGCTTGCTGATCCACATCT
GCTGAAAGGTGGAGAGGGAGGCCAGGATGGAGCCACCGATCCAGACGGAGTATTTACGCT
CAGGAGGGGCAATGATCTTGATCTTCATGGTGCTGGGAGCCAGAGCCGTGATCTCCTTCT
GCATGCGGTCAGCGATACCCGGGTACATGGTGGTGCCGCCGGAGAGCACGTTGTTGGCGT
ACAGGTCCTTACGGATGTCGATGTCACACTTCATGATGCTGTTGTAGGCGGTCTCATGGA
TGCCGGCGGACTCCATACCGATGAAAGACGGCTGGAACAGAGTTTCAGGACAGCGGAAGC
GCTCGTTGCCGATGGTGATGACCTGACCGTCTGGAAGCTCGTAGCTCTTCTCCAGGGAGG
AGGAGGAGGCTGCCGTGGCCATCTCGTTCTCAAAGTCCAGAGCTACGTAGCAAAGTTTCT
CTTTGATGTCGCGCACGATCTCACGCTCCGCTGTTGTGACGAAGGAGTAACCGCGCTCAG
TCAGGATCTTCATCAGGTAGTCTGTCAGATCCCGGCCTGCCAGGTCCAGGCGCATGATGG
CGTGCGGCAGAGCGTAGCCCTCGTAGATGGGGACATTGTGGGTCACGCCGTCACCAGAGT
CCAGAACGATACCTGTGGTTCGGCCGGAGGCGTAGAGCGACAGAACGGCCTGGATGGCCA
CGTACATGGCAGGAACGTTGAAGGTCTCAAACATGATCTGGGTCATTTTCTCCCTGTTGG
CTTTGGGGTTGAGGGGGGCCTCCGTCAGCAGGGTGGGGTGCTCCTCGGGGGCCACGCGCA
GCTCGTTGTAGAAGGTGTGATGCCAGATCTTCTCCATGTCGTCCCAGTTGGTGATGATGC
CGTGCTCGATGGGGTACTTCAGGGTCAGGATGCCCCTCTTGCTCTGAGCCTCGTCACCCA
CGTAGGAGTCTTTCTGACCCATGCCGACCATCACGCCCTGGTGGCGGGGACGGCCCACGA
TGGAGGGGAAGACGGCCCTGGGGGCATCGTCGCCGGCGAAGCCAGCCTTCACCAGCCCTG
AGCCGTTATCGCACACGAGGGCCGTGGTCTCATCGTCGTCGCACATGTCTGCAGACTCTC
CGTTTGCCTCCGGCTGTCGGTGAGGAAATCAAGCGCTGCTGGT
>CL1Contig221
TTTATTNACGTGATTTACAAAAGCAAGTAATCACTTGTTGCCTCTTACAGTTCTACTTAA
CTGCAACTGAGTTAAGTGCTTATGACGGTGGACCCCATATAACTCTCAGAAAGCAAGTTG
ATTCACAAGGGGAGAAGATGTTCTGACATTTGTGAGAGCAAACTGCTTTCAGTTACCATG
ATATTCCAGACATAGACGTTGCTGCCACTGATAAATACTCAAATGCATGTATTAAATTCA
CGCACATTGTTATGTTTGTACATGTTTTGTTTAATTTTGACTGTGTCGGAAAGACTTGAA
AAATTTACATTTCCATGACACCAACACTGAACAATTTTAGAAGCCACAATAAAATATGTA
GTCACATCTGTAATGAAAGTGTTGGGAGGGCAGTGCTTTACATTGCAAACAGGATCAGAA
AAGCAACCATCAAACAGAATAGTCCCATAGCTTCAGACAGGGCGAAACCCAGGATGGCAT
ATGAGAACAGCTGCTGCTTCAAAGATGGGTTCCTGGCATAGCCAATAATGAGACTACCGA
ACACTGTTCCAATTCCAGCACCAGATCCAGCGACTCCGACTGTAGCGGCTCCAGCACCAA
TGAACTTGGCGGCGGTGTCAATGTCCCTGCTGATGGCACTGGTCTGGAAGCCTCTCAGTG
TGACCTGTGTGAGGGGGCTTTGTGGCATCACAGCAACAGAGCTCTCTGTTTTGCCATCAG
GCCTGGAGAGCACAGAGGCAGACATGGGTCTGTAAAGAGCCCGGGAACCAGCACGGACCA
GAGCCGGCGTGGAAACAAACTTCGCACAGGCGTACATTTTTCAAGTTTAGGTAGTTTTAA
CCGGTTCGGTCAAATATGGTTGAAGCCCGGGTCTCTCTACCGACTGCAGAAAGAAGCCAC
AAGACAGGATGAACGCGGATTTATAGAGATCTGCTTCTCATTCATACAGCCCCT
>CL1Contig222
GGCTGCAATGCCAACNTCTTCTATGCTGATGCCCCAAGGCNTCAGCTGGAAGTGGTAGCT
GATGCTTTCTGGGACTATGTAAGCAAAGCCACCCAGACTGCTGATGAAACACTGGATATG
ATCAAGAAGACCCAGTTTGGACAGGACGTCAGTGCCCGATTGACAGAAAGTGCGACCCTG
GCAAACGAATATGCAACCTCCCTGCATGAGCAGCTTCCCCCTGAAGCCCAGCAGCTGATC
ACTAAAGTCACCACTGAGGCCGAGGTGTTGAGAGAGCGCGTGAACCAGGAGCTGAACACA
GCCAAGGAGAAGCTGGAGCCCTACGCCGAGACCTTGAAATCTCACATCCAGGAGAGAGTG
GAGCAGCTTAAACAGGAGCTGGCACCATATGCTGATTCCCTGGACTCCGAGACCCTGAGA
GCCACCCTGGTGCAGAAGAGCGAGGAGCTGAAGGCTAACCTGGAGCAGAGTGTGAAGGAC
CTGCAGACCCAGCTGGGACCTTACACCGATGACCTGAAGCAGAAGGAAATGGCAAGTCCC
TATGTTGATAGGCTGAGGGAAAGGTTGGACCCCTACGCCCAGGACCTCCAGGCTCGTCTC
ACCAGCCTCTATGACTCCTTCGTCAAGTCCAGCTAAACCCACCTCTGGCTCTAAATAAAA
AGAAACTGCACCTGCCATCACACAGATCTCTGACATTATCAGACATATGTAATAAATAAC
AAATATGTTTTAGTCTGTGACCTCACTCTGTTCTGTCTAAAATATGAAAATAAAGTAAAG
CAA
>CL1Contig223



AGTTTTGTTCTTTATTAAAAATGTGCTTTAAATCTGGTGGATATCTGTAAAACAATACAA
TGAAGAAGAAACAAAAATCCCATGGTGTCAAAATAACCACTCTCCCCAATTACTCTTGCC
CCTCCCCAACTGATCCCCCCCCCTGAACATGACAAATAAAAGGAATGAGCTGGTACTGTC
AAACCACACGGGGAGAAATACGAGGACACAGCGTCCCACTGAAGAAGAAACAAAAAGGAA
TAGAGGTCTGCTAGTGCTAGATCACTACACCACAGCTCGAGTTGATTTACCAGACAAGAC
CGACACAGAATCGTCTTGAAACTCTACTCAGGATGCTGAACCCATTCTGTTTTAGGCTTT
ATTTTTTTGTTTTTAGATCAAGTCGGGTATTGTACTCACAATTCAGGGCATTGTGCCACA
GGCCTTCGATGAATAAAAGGAAAACATAACATGGCACCAATTATTGATGACGCTTCAGAG
TGGAAAGTGAAGCACCAACGAATATAAAATTAAAAAAAAAAAATTGCTCCCGAGTACAAC
TGGGGAAAAAAAGAGGGTCTTGACAGGCGGCGCTTCTCAGTCGTCTTCCCCTTCATCATC
CTCCCCATCTTCTCCATCATCCTCTTCGTCCTCCTCTCCATCTTCATCTCCTTCTTCATC
TATGTCCTCCAGACCTTCCTCATCCTCCTCTTCTTCCTCCCCTTCACCCTCCTCATCATC
CATATCAGGAACCAAGTAGTACTGCAGAGGGTTCGGCCAGATGTCGTCCTTGATGACCTC
CCCGAGCTCGTCGGCGCCAGCATCCGCGTGATCGGTGAACCAGGTGAAGAAGCTCTCGGG
TTCTTCGTGTTGCCTCTTCCTGCCGGCTTTGTTCTGTGTCTGACTGGAACGCTTGGTCAG
GTCCTTTCCTGACTTCCATTTGATTTCTGTCGACTTTGAAGACGGGTCTCCGCTCTCATT
CAGATGAAATTCTTTGGAAAGGACTTTGTTTTCAAAGTATGGGTTTTCATCAAAATAAAA
ATCTATTCTGTAGCCTGACTTGATGTCTTCAAACTCCGTCACCTCCACTCTGCTCAGGTA
ATGAAGCGCTTCCTCATCTTCCTCCCCGAGCAGGGCAGATACTTGTGGATGGTTGACAAA
TGTGGTGACCCAGAAGTTTGGGATTTTGGCGATCAGTTCTGACCTTTTCTGAAAGAATGG
CTGACGGAGTTTGTTGTACTTCTGTTCTACTTTCAGAATCTCTTCGCTGGCCTGCTCATT
CAACCTGTCGATTTCATTTTGAACTTCGTCGATGTGTTCAATAGCTTCTTGCTGCTCTTT
CTCGGAGGTCTCGTCCGCTCCGTCATGGTTCGAGTTCAGCTCCTTTTTACTGGCTTTCGC
CGCCGAGGCAGACATGTTTCTGCAGGCCGGAGTAACGTAGAGGCGTCTGGGAAGCAGCCC
GCGTCTTTCACTGTCCGCGAAGAAGCTGAATTCGCTGCGTGGTTCAGCGTGGAGAAGACA
ACAACGTGCCGCCTCACACACAATGTAGCTGCCGATGCGCGAGGAAGTCACCGCGAGCTC
TCCCCGGCCATAATGCCCGGG
>CL1Contig224
GGCTGGGNATNAAGTTTATTGATGTACAGAGTGTTCCTGAAGGCATCAGAAGCTGAGGGA
GAAGGCTCTGTAGGACGGGTTTGTGAAGACGTCGATGCAGCTGCTACTCCCCCCCACTGT
CAGCACCCTGTGCTCCGTGCTGCCCGTGTTGATCTGCAGCGTGTTCAGGCTCTGCGGCGT
GCACGGGATCTGCGCTTTCACTGCCCCCCCCAGCAGACAGTGAGACACAAACTGCCCCTC
CCCCACCGCCAGGATCGTGTCCTGGTGGAAGGCGGCGTGGCGCTGGCAGCCGCTCAGCGG
GAAGACGGAGGTGGGTGACAGCGAGCGGAGGTGCCAAAGGGACAGAGCTGGGCCCCCCCC
GCACACCATCCAGTCAGAGTCGGTGGTCAGGCAGCTGATCCATTTTCCGTGCTGGGGCCG
TGCGCACACCTCGTACTTGTGGACCTCCAGGCAGTGAACGCACCGCCCGGTCCTGCTGTC
CCACATCCTCACCACTCCGTCCTCTCCACCCGACAGAAGCTCCGCCTCCCGCTCTCTCAT
GCACAAGCAGTGCACGTAATCCGTGTGTCCGTGAAGGACCGCCTTAAAGACGCCATGTTC
CAGGTCCAAGACGTGAATGTTGTTGTCTCCGCCCCCCAGCGCCAGACTGTTGTCCCGTGG
GTTGAACGCCATGGCGTTGATCTCTGGGATCTCCAGACTGGAGCTGTAAGTGGGTCTCTT
GCTCCACAGGGGCTTTACGCTCTTCTTGCTGAGCTCGGTCCAGCTCCAGGCGCTGACCTC
GCCGTTTCCAGCACTCAGCAGGACGCCGTCCGCCGACAGAAGGCTGAAGACTGGACCCTC
GTGAGCTGTGAATGTCAGGACCGGTTTGAGGCTGGCGGCACCGGCATCTGGGCTGAGAGC
TGCTGACAAACTGAACAGGCCGATCTCCCCGTAGTTGTTCCCGGCCGCCAGGAAGCGTCC
GCAGGGAGAGAAGCTCTGAGAGAAGACGGACATGTGGAGCAGCTCGACCGGTCCCATCCT
GCCGCCGACCTGGAACCCCCAGAACCGAACAACACTGAACTTCCAGACAATAAACCTAGC
GGCGCACAAGGCGCGAAACCAGTA
>CL1Contig225
GCTAGTNTCGAGTTTTTTTTTTTCAACATGGCACCGAAGGCGAAGAAGGAAGCAGTCCCG
GCCAAGACTGAGGCCAAGTCAAAGGCCCTGAAGGCCAAAAAGGCCGTTCTTAAAGGTGTC
CACAGCCACAAGAAGAAGAAGATAAGGACTTCTCCTACCTTTCGTCGCCCCAAAACCCTT
CGTCTCCGCAGACAACCCAAGTATCCTCGCAAGAGTGCCCCTCGCAGGAACAAGTTGGAC
CATTATGCCATCATCAAGTTCCCCTTGACAACAGAGTCTGCTATGAAGAAAATTGAAGAC
AACAACACTCTTGTGTTCATTGTGGACGTCAAGGCCAATAAACACCAGATCAAACACGCT
GTCAAGAAGCTGTATGATATTGATGTTGCTAAAGTCAACACACTCATCAGACCTGATGGT
GAGAAGAAGGCATACGTTCGTCTCGCTCCAGATTACGATGCTTTAGATGTTGCAAACAAG
ATTGGCATCATCTAAACCGTGTCTGAAGAGACTTGTGGAATAATAAATATCCACCCGACC
AGCAGAGGCTGATCTTTGCCGGCAAACAGCTGGAAGATGGTCGCACGCTGTCCGACTACA
ACATCCAGAAGGAGTCCACCCTCCACCTGGTCCTCCGCCTCCGAGGAGGGATGCAGATCT
TTGTGAAAACCCTCACTGGGAAGACCATCACCCTGGAGGTGGAGCCCAGCGACACCATCG
AGAATGTCAAAGCTAAAATTCAGGATAAGGAGGGCATCCCACCCGACCAGCAGAGGCTGA
TCTTTGCCGGCAAACAGCTGGAAGATGGTCGCACGCTGTCTGACTACAACATCCAGAAGG
AGTCCACCCTCCACCTGGTCCTCCGCCTCCGAGGAGGAAACTAAATTTGCTTCATGTTCC
ATCAAGTTTTACCAGTGTTCTCTGCACGTGTTCATTCCTGTTCAGCTCAGTTTCTGAAGT



TTGCTTTTCTTTAATTAACTTCAACTCTTCAGTAGAAACTGAAGTTAGAATGTTTGCTTC
TGTTTGCAAGTGTT
>CL1Contig226
AAACGTTACTTCTTTATTNNTGCTTGCGTCGGTTAGCAGATTCAACATTTCTGAGCTCAA
AGTAAAAGACGAGCAGCTGGTTTGGCCTTTTTATTTGACAGGAAATCAGAAAAATGTCTG
AATCAAGCTAACATCTAGCAAAAGCATGTCTTGAAAGCAGAGGGAAGAGCTGCATACTCC
AAGTCTTTACTTTGCGCTTCTGCATTCATAGAGGCGGTTCACCCTGAGGATGTCGTTGCT
GCTCATCTCGGTGGCTCTGCCGATCGGGACGTTCGGGTCAGGAATCGGAACGATGGTTGG
CTCTCTATTTCTAGAGAAAGCGAATCTTCCATAGTGCATGATGGAGTTGTAGTCATAGGG
GGTGCCCAGGTTCCTTGTTTCGATCTTGCGGAAGTTGTGCTCCTGTCCAGAAATCACGTT
CTGCAGGAGGATGCGAACATGGGAGTCCCTGTCAGAGCGTGTCTGCTCGTGGTTGAAGCC
CAGAGCGTGGAGGAGCTCGTGCTGGATGGTACCCATGAACACGCAGCCTTGGCGCATCAG
TGACACCACCTGACCGCCGCCGCGGCGTCCCACAAATGACCAACACCCAGTGCGAGACTG
AATGTCTACAAAGTCCCTCTGACTCTGATGAGGTGTAAAGCGAATGCAGGTGGAGCCCTC
AAAGGAGCGCAGGCCCTGGAGGATGGTGTCTCGTTCTCTACTGGAGAATTGTCCGGAGAT
GCGGAAAGGCACATAGACATTGCCGTCACTGCTCTTAGGCCACAAGCAGCCTCTTGCTGT
GCAGGGATCTGCATTCTGCAGCCCTGTTGGCACCGCTATGTCTCCAAACATCACCAGAGG
GTCATCCAAGTTCTTTCCAATGTTAACGTTGGCCTTTTCCAGCAGAGTGGAGATACTGAG
ATCTTCCTCCTCTTCAACGAGGACAGCATGACTTCTGACATGTTCTCTGAAATAAATCTG
AGGGTTGAAACAGCGGACAGAGAGGAGGAGCGCGCTCAGCGTTGTCGTCAGGAGGATCAT
GGCTGAGTCAGACAGTGACGGCAGACCACCGCGCGGACCCCACCCGTTTACCTCTCAACG
GTTTCACGCCCTCTTGAACTCTCTCTTCAAAGTTCTTTTCAACTTTCCCTTAAGGTACTT
GTCGACTATCGGTCTCGTGCCGGTATTTAGCCTTAGATGGAGTTTACCACCCGCTTTGGG
CTGCATTCCCAAACAACCCGACTCCGAGAAGGCCGGACCCCGGCGCGACGGGGGCCGACA
CCGGCCTCACACCGTCTACGGGCTGAGCCTCTATCAGAAGGACTCAGGCCCCCGCGCGAC
ACCGGGCAAGCGGTCTTCCGTACGCCACATTTCCCTCGTCCGCCCGCCGGACGGGGATTC
GGCGCTGGGCTCTTCCCTCTTCGCTCGCCGCTACTGAGGGAATCCTGGTTAGTTTCTTTT
CCTCCGCTTAGTAATATGCTTAAATTCAGCGGGTCGTCTCGTCTGATCTGAGGTCGAAGC
CCGGCCATAAGGCCCGGGTTAAACGGCCG
>CL1Contig227
AGTTTATTATAACAGCACATTTATATACAGCAAAAGGAATAGCAGATAGCAAAGGTTTGG
ATGGAAAGATAGAGTTTTTGTTGCAGCTTGAAGACTTAGAAGCACTTCCTGTGAACAATG
GAGGGTCCAGCCTCGTCATACTCCTGCTTGCTGATCCACATCTGCTGGAAGGTGGACAGA
GAAGCCAGAATGGAGCCCCCAATCCACACAGAATACTTTCTTTCAGGGGGAGCAATAATC
TTGATCTTCATGGTGCTCGGGGCCAAGGCGGTGATCTCCTTCTGCATGCGGTCAGCAATT
CCCGGGTACATGGTGGTTCCTCCAGATAGGACATTGTTGGCGTACAGATCCTTCCTGATG
TCAATGTCACACTTCATGATGCTGTTGTACGCCGTCTCGTGGATGCCAGCGGACTCCATG
CCAATGAAGGATGGCTGGAACAGGGTCTCCGGGCAGCGGAAACGCTCGTTGCCAATGGTG
ATGACCTGACCGTCCGGCAGCTCGTAGCTCTTCTCCAGGGAGGAGGAGGAGGCAGCGGTG
GCCATCTCATTCTCAAAGTCCAGAGCCACATAGCACAACTTCTCCTTGATGTCTCGAACA
ATCTCCCGTTCAGCTGTGGTGACAAACGAGTAACCTCTCTCCGTTAGGATCTTCATCAGG
TAGTCAGTCAGGTCCCGCCCAGCCAGGTCCAGACGCATGATGGCATGAGGAAGAGCATAA
CCCTCATAAATGGGAACATTGTGGGTCACGCCGTCACCGGAGTCCAGCACAATTCCGGTG
GTGCGCCCTGAGGCGTACAGGGACAGCACGGCTTGAATGGCCACATACATGGCCGGCACG
TTGAAGGTCTCAAACATGATCTGGGTCATCTTCTCTCTGTTGGCTTTGGGGTTGAGGGGG
GCCTCAGTCAGCAGGGTGGGGTGCTCCTCTGGTGCCACACGGAGCTCATTGTAGAAAGTA
TGGTGCCAGATCTTTTCCATGTCGTCCCAGTTGGTGATTATGCCATGTTCAATGGGGTAC
TTCAGGGTCAGGATACCTCGCTTACTTTGGGCTTCATCTCCGACATAGCTGTCCTTCTGA
CCCATCCCTACCATCACCCCCTGATGACGAGGGCGCCCCACGATGGACGGGAAGACAGCG
CGAGGAGCGTCATCACCAGCAAACCCAGCTTTTACCAAGCCAGAACCGTTGTCGCACACC
AAGGCAGTGGTCTCATCATCATCACACATGTTTTCCCTCTGGTGCTGGCCTTCAAGCAGG
AACCACAAGACAGAAGCTTCCACTGGGACGC
>CL1Contig228
TATGTAAACATAAGGTTTATTGCTAATGTGCAGTTGTATCCAAACACTTTACAGAAGTGA
ACAACTGTTTTCAGGATACTTAAAAAGCAACATTACCTTTACAAAAACAGACACTGAAGC
ACAAGCTCAAAGCAAGACTTCCCTGGGCAATTTTTTTTTTTCTCTCTTTTTGAAGAACAT
GGTTCAGGTATGTTCAGCTTCTGTGGCCGTATAAAAATAAAAAAAAGTGAAGCAAAGTCT
TTGGTAGCTTGAGAAAGAAAGAAAAAAGGCCCAAACATCAGTTTCTTACAAGCACTGTTG
TCGTGCTTTTGTTTTCAAGTTGGCATCTGAGCAAACAAAAAAACTACCAGACCTAAAGGA
TGCTGCTTAAAGAATCAGGAGTGCATGTGCTTGCACACCGTCTTCGCTGCGTTTACCTCT
GGACATTTCTGACGAATATACACAACTACTGTCCTGTGCATCAGGCAAGTAACTTGGCCC
AACTTGTTAGAATAAAAACAGATTTGTGTTCAGAACCATAATCAAACACACACAAAAAGA
CAGAAGACATTGCAGTATTCATTTTCCCCAAATGCAGCAAGCCCCCACTGCAGACAGAAC
CAGATTACAGGTGATGTGAATCATTGCAGTATCCTGCAGAAGGTTAACGGCTCTATACTA



CGTCATGAACCTCCACCTCTGACTGTAGCTTATCCTGTTAATTATGGTTATGTTTAATGT
ACATGGACACAGTAGGGATACACTTTAGGTGCAGGATAACTCCTGGTTTGGAGGCTGAAA
TGTGTGCCTGGAAGTCCTTGAAACTTTCAGAGTTGGAGCAGCTTCTGAGGGGGTCTTCCT
CCTGTCACAAAAAAGTCCCCACGATTGCAGAGTTGACCCCTGGAGGGCCAGTCCGGTCAG
CGGCCTGCCTCCGAAGAGAGAGGGGTATTTCTACAAAAGGGTCTTACCCCCACATACTCA
TCGTCTGAAAGGACGTGCTCGTCTGTGTCTAGCCCTCTCTACTCTTAACACTTGCATCTA
CTAAGAGACTATGACAAAGAGCTGGACGGTATCAGAGGATGGGCCTGACATGGCACCGGT
CAGAGCATCTCAAGTTCTGGTTTGTGCTCAGCGTCAACAGTTCGTTTGAGTCCCAACGAT
TGCGCGCGGCCGTGGTTCTCCACCTTCGCTCCGATCGAAGGTTTTCTCTGCGGCGTTGAT
TTCATTTACGTTCAAATGGAGGTCCATTGCTTAAGAGAGAGTTGCCGTGGCTCTGCCCGC
CCCAAGACAGAGCCACTTATACAGCAGAGCCGGTGCTGCGGTTGCAGCCCTGCTGCTCCG
AAGACCCCTGCGAGCTGTGATTGTCCAGGGGCGAGAGCGCGTCTGTCGGGATGCGAGACT
GGAACTTCTCCAGCTGCTCGGGGCTGGCCAAGTTCTTGAGCAGGTAGTTCTCCCTCTCAA
GTTGGTTGTTCTTCTCTGCCAGTTCCTTGATCTGCTCCTTGAGGATCTCCACCTCCTCTC
TGACAGCATACATCAGGTGGTTCTTGACCAGATCCATGGCCTGCTCGATCTTGTTGTCAA
TAGCCACCACGCTAGCACCAGAGGCACTGTTGTCAAGTTTGACCGATACGACGTCTCCTC
CGAGCAGGGAGGAGAAGAAAGAGATGGAGAAGTTGTGTAGCTGGTAGACGGCTACCTCCA
TTGGCGTTTTAGCGAACATCTCCGTGCTCATGTTGAGTACCAGACTCGTTTGGATAATAC
TTCTCGCCACGTTTGCGATTGGTCGGTTACCGTAAGATAAATCCGGGGTTTTAAAAGTTG
CTTCCCGCTTCGATGCACCGACTAGCCCGAGGATGAGCAAAGTGCTGTGTCGATATTTGT
CAGCTTCGCTCTTTTAACAAGCGACTGTCTGTTCCAGTAGGCCAACAAGGCCGACTCGAT
GCTGCGGCTGAAGACGGCCGACTCGATGCTGCGGCTGAAGACGGCCTATGTGGC
>CL1Contig229
AATAAAATTAATAGCCCNTAAGATAGAGGAGATACCTGCCAGATGGAGGGAAAAGATGGT
TAAATCCACGGATGCTCCCGCATGCGCCAGGTTGCCCGATAAAGGCGGGTACACGGTCCA
TCCTGTCCCTGCACCGGCTTCCACGCCAGAGGAAGCTAACAATAGAAGGAAGGAGGGGGG
AAGTAGTCAGAAGCTCATGTTGTTTATTCGAGGAAAGGCCATATCAGGGGCTCCGATTAT
TAGAGGAATTAATCAGTTGCCAAAGCCCCCAATCATGATTGGTATTACTATAAAGAAAAT
TATTACGAAGGCATGCGCGGTTACAATTACATTATAGATTTGGTCGTCACCTAATAGAGA
CCCAGGCTGACTTAACTCAGCCCGAATTAGCAGGCTTAAGGCAGTGCCCACCATGCCCGC
CCAAGCACCGAAGATTAAATATAGGGTGCCGATATCTTTGTGATTAGTTGAGAAGAATCA
TCGTGTGATTGCCACAGGTAAGGTGGCCGAGTACTAAGCGGTGGATTGTAAGCCCCATAG
ACAGAGGTTAAATTCCTCTTCTTACCAGCCCTGAGGTGTTACCACGTAAGATTGCAAATC
TTAAGTAGCAGGTTTATCGCCTGCCGGGGCTTTCCCCCGCCTTTTTCGCCCTGCAGGCGG
GGGAAAGGTAGATAAATGCTCGCTGGATTGGGCGCTTAGCTGTTAACTAAGAAGTTGTAG
GATCGAGGCCTACTTATCTAGAAAGGCTTTAGCTTAATTAAAGTGTCTGTTTTGCATACA
GAAGATGTGGGTTAGTGTCCCGTAAGTCTTACC
>CL1Contig230
GCTGTCCAGGCAGGTGCCATCCGAGTCCAGAAGCCTGCAGGAGTAGTGGANGGCGTAGTN
GTNGTAGTCGGTGTCAATAACCCAATGTTCGTCATTTCCTGTCTGCAGGTAGGATGCGGC
GCCCCAATATTTCATCCTGAACTTGGCAGGTTCAGGGGTGTCCTCAAAGGTGGCGAACAT
GTGGGCACACATTTCCCAGTTGCTGGACATCAAAAAGACAGCAAGAAAAAAAGTTGGGAT
ATGACAGAGGAAAAAGAAAATAAAAAATGTCCGTAACCCATAAGAACCCAGAGCTTTCTG
CTAAAAGGAAAAAGGTGTGGGATTATCACAGATTTTTCTGTTACACTGCTGTCGCCATGG
GTTCCTATGGGTCAAGCTTCTGCAGAAAGACGTGACACCTACTTGAGGATGATGACCCTG
CCCTTTGCGGTGGCGGTCATCCTGCCATCGTCCTCCACTTTGAACTCGGCCACCACATTG
TCGAGCAAGAACAAGCCCTCGGGGTCCTTCTTCCCTACAGCGTACCACACACCTGCATAC
CTGGTCCTATCAAAGTCCTGCTTGACTTGGAAATTGGCGATCTGGCAGTTGTTCTCCAAG
GGTTCGAGCTCGGTGGAGAAGACGGAGGAGGCCAGAAAACAGAGGGCTACAACGTACCGC
AGCATTCTTGTGCCTCGTGCCGATTCGGCACGAGGTTTTTTTTTTGAGGTAAATCACTTT
ATTAGGTCATTGCAAAATAACAGCAACTGTGAAGATTTCATGCGGTTGTTCACATGTCTG
TCCCCCACCCAAGGGTGCAGCTTAGTTCTTCCTGGAGCAGCGACCGTGTGCAGCACAGGT
CAGAGCAGCAACCAGCACCACAAACTCGCTGAAGTCGACCTCAGAGTCTCCATTAAAGTC
CAGCCCCTTCAGCAGCTTGTCCACCTCGTCTTGGTTCTTTGCAGCCTTCAGGAGCCCAGG
AAGCTCTTTCTCCAACATGGTCTTCACTTCGGACTTGCTCAGTGATTCCTTCTTCCCATC
TTTGCCGGCATACGTGTCGAAGGTCTTGATCAGCATGGCCATGGCTGTCTCTAGCTGACT
CATGGTTTTCGATTAGTTTTTTGGCCCGGAGGTGTGCAGAGAAAAATCTGAGAGCAGCAG
GTGTGGGACCCCGGCCATAAGGCCCGGGT
>CL1Contig231
TCGGCACGAGGTTTTTTTTTAGTTTTTGTAAACTTTATTGTGAAAAATCAAACAGACTGC
TAAGATCAATTTATATATTGATACAATGTTAATGGCCAGTAGTTTTGTTCCGCTGCAAAT
GTGATTATTAAACAATGCTGTTGGAAGTCTGCAGTTCACTGAACCCACAAGACAAAAGCA
ATTAACCTGCCCTCTCTGAAGCTCTCTTCACTGTTAACTCGCAAGCTTTACATAAAAAGA
AAAGACTTCTTACTCTGAGAGAGAAATAAGAAAACGAAAAATACAAAACTTTGGTCTGCT



TCCCTTGACTGGCTGCTTCGAAAAATCCTGTCAGCCGCAGAGGGCAGAAGTGTTCAGCTG
CTTAAAAACGTCACTGGAAATAAAAATCTACAAAAGCAGGTTAACCTGGATCCTATTAAA
GAAACTTAACATCCATGTCATCATAACAGGAAAGTTAGCCCAAACTCACAATTCGTCAGT
TGCTTATTTTGTAGCTGAACCTCTGCTCCAAAGGCACGTCAGCTTTCACCTCCCTTCCTC
TCACACCTCACATTTACAATGGAAACAACAGAACACACTGACTGATCTTAAATACAATGT
TAATCAAAAAAGAAAACAAAATTGGAAAACAACTAGACAAGTTTGAGCATACTGTGTAAT
AGAGTGATAAAAGGACTTTCTTCATCCAAGTGTTGATTAACCCCATCCCGCATCTAAATT
GCCCCAATATGAAATGCTTGACACACTCGGTCTTTCACTGCACCAAAGAACCTACACTAT
CTCGGTGTGCTGCTAGCCGCAGCATGGTGCTGTGTTGTCTGCCGTGTCTCCACAGTGGAC
TGATCTTCAGCCACCGGCTGTTTGGAAGAAAGACTAAGGGCGGGCTAGTTTCGACTCGTG
GGCCTTCAGTGTCCCC
>CL1Contig232
TTTTTTTTTTCCTTGGGCAATGTACGCGATTTTTATTGTCATGTTTTGAACTTAGTTGAG
ATCACAGCTTCTTAATAAAGGCACAAACCCTCCTTTCCTGCGGAAACTTTTGCGGTGGGC
CTTAATGAGCATTAGCCAGTCCTTGAGTAGAGAGCTGTGGCGAGGGGGAGAGGGGCCCGG
CGTGGCCCTCTGCTGCTGAGACGTGACTTTTTGTTGGATGTCCTGCACGCCAATTCATTT
CTTCTTCTCGGCCTTCTGTGCAGACTTGGTGACCTTCCCGCCGGAGGGCGCCTTCTTCTC
CACATTCTTGATGACCCCGACGGCCACCGTCTGCCTCATGTCACGCACGGCGAAGCGGCC
CAGAGGAGGATACTGGGAGAAGCTCTCAACACACATGGGTTTTCCAGGCACCATGGTGAT
GATGGCGGCGTCTCCAGACTTCAGAGCTTTGGGGTTGTCTTCCAGCTTCTTGCCAGAACG
GCGGTCGATCTTCTCCTTGAGCTCGCTGAACTTGCAGGCGATGTGAGCGGTGTGGCAGTC
AAGCACAGGAGCGTAACCCTGAGCGATCTGACCGGGGTGGTTCAGGATGATGACCTGAGC
GGTGAAGTTTTCAGCCGCCAGCGGTGGGTCGTTCTTGCTGTCGCCAGCCACGTTTCCACG
ACGGATTTCCTTGACGGAAACGTTCTTGATGTTGAAGCCAACGTTGTCACCGGGAAGAGC
CTCGGTAAGAGACTCGTGGTGCATCTCCACCGACTTCACCTCAGTGGTCAGGTTGGGGGG
AGCGAAGGTGACAACCATGCCAGGCTTCAAGATTCCGGTCTCAACACGGCCGACAGGGAC
AGTTCCAATACCGCCAATTTTGTAGACGTCCTGCAGGGGCAGACGCAGGGGTTTGTCAGT
GGGGCGACTGGGCGGCAGAATGGAGTCCAAAGCCTCCAGGAGTGTAACACCTGTTGCTCC
TCCCTCCTTACGCTCAATCTTCCAGCCCTTGAACCAGCTCATCTTGTCGCTGGCCTCCAG
CATGTTGTCTCCGTGCCATCCAGAGATGGGGACAAAAGCCACGGTGGCTGGGTTGTAGCC
GATCTTCTTGATGTAGGCGCTCACTTCCTTTTGGATTTCCTCAAAACGGGCCTGGCTGTA
AGGGGGCTCAGTGGAGTCCATCTTGTTGACGCCAACGATGAGCTGCTTCACTCCAAGGGT
GAAGGCCAGCAGGGCGTGCTCACGGGTCTGCCCGTTCTTGGAGATACCAGCCTCAAACTC
ACCAACGCCAGCAGCGACGATCAGCACAGCACAGTCAGCCTGGGAGGTTCCAGTGATCAT
GTTCTTGATGAAGTCTCTGTGTCCAGGGGCATCAATGATGGTCACATAGTACTTGCTGGT
CTCAAACTTCCACAGAGCGATGTCGATGGTGATACCACGCTCACGCTCAGCCTTCAGTTT
GTCCAACACCCAGGCGTACTTGAAGGAGCCCTTACCCATCTCAGCAGCTTCCTTCTCAAA
CTTCTCGATGGTTCTCTTGTCGATTCCTCCGCACTTGTAGATCAGGTGGCCGGTAGTTGT
GGACTTGCCGGAATCCACATGGCCAATGACCACGATGTTAATGTGGATTTTTTCCTTTCC
CATTTTGACTTTCCGGCTTAAGTCCAGCGACAATCAAGGGGTCCCTGATTTTAACAGAGG
CAAAAATAGGCCAACCAGTG
>CL1Contig233
TTCAGGGGACGCTGTTTTATTGAACAGTATGAACCTATTCAACAGTTGTTACTTCTTATA
ACAAAAAGTTGGTGATGCCATGTCCGCTAGGCAAGCCCCGCTCAGTGAGGCTGCCCCCTG
GATGTTACTGACCAACGCAGGGGAACGTGAAAAAACGACAAGGAAGGAGAAAAGAAAAAA
CAAAGCTGGAAGGAAGGAAAGGAGTTAGCAGAGTCAAGAGTCTCTAGGTGAGCGGCTGTT
TTCTCTGCAGGCACGCTGTCAGCTGGCTCGACTGCACATAAAAGGTCACAAGGAAAATGC
CAGATTGTCCCTCCTCACTTCTGGGCGGGGATCATGCTGTCGATGGCTTCTCCCTTCTCG
AGCTTCTTCTCCATCTCAACCATCAGCTTGACGCCATCAACCACCAACTGGACCTGCGCC
ACGCTTCTGCAGGCGCAACCTGGTGAGGATCTCCTCAAACTTGGGGTGTGTGCTCAGCTT
GGGCAGCTTGACGTGGACACCCCCACGCAGACCAGTTCCCAGGTTGGAGGGGCAGGTCAG
AATGTAGCCGAGATGCTCATTCCACATGAAGCCGTGGTTGTGCTTCTTGAAGATCTCCTC
AATCTTCTC
>CL1Contig234
TTTTTTTTTTGAAAGATGTGTAAACTTTTATTGTCGGCTTCCTCGTGTTCTGCTGAAATG
CAGGTTCAGGTGGCCTCAGGAGGCCTGGCTGACCCAAGGCCTGGAGGTATGATCCATCGC
TAACATTTAGTTGGCTGCAAGGATCTGGTCGACCCACCCACGGAGCTCGGTGACACGAGC
GTAGACAGCAGGAGTGTTGGTGGAGCAGCTACTGCTTCCCCAGGAGACAATACCCACCAA
GGTCCAGACATTGTCTTTAGTGCAGACCAGAGGACCGCCAGAATCCCCCATGCAGGAGGT
GGCACCAGCTCCTCCAGCACAGATCATGACATCAGAGATGTTGCTGCCCCAGTAAAGTTT
GCAGTCGTCATTGGACAGCAGGGGCAGAGAAGCCTGCTGCAGGTTGTTGGGGGTACTGGG
AGCCAGGTGGTGGGTCAGGCCCCAGCCAGAGGTGACGCAGGTTGAGCCGGGGGCGAAGTA
ATCGCTGGACTCAGCAAGGCAGACGGGGGAAACGTGGGCGCCCAGATTGGCGGGGCTGGC
CAGTTTGATGAGGGCAATGTCGTTGTTGATGGTGCTGGGGTTCCACTGAGGGTGGGTGAA



CACCTGAGCGGGGGTCAGGATCTGGATGTCCTCGTTGCTGCCAGCGCCCTTGTTGTGTTC
TCCAGCGATCACACGATGGTACGTCCTGACATTACAGTGAGCAGCCGTCACCACCCAGTT
CTCGTTGATCAGAGATCCTCCACAGAAGTGAAAGCCGTTGGTTTGCTGCAGGGACACCTG
CCAGGGCCAGGAGTGAGGCACCGCCTCCTCACCGTTCACAATGCGAGCCTGGTGAGTCAC
CCGAGGGGGGATGGAAGGGGTGCCACAACCGTAGGCAGCGCCGATGAAGGCGAGGCAAGA
CACGATCCAGAGGAAGGCCATGGTGATGAAGACGATAGGCCAAC
>CL1Contig235
TTTTTTTTTTCACCTCCTCAGACTTTTATTAAACTCAAATCCATCAGCGTCAGAAATGAA
GAGCAGTCCCCCAAAAGATCACAATAAAACTCCCTGATTCCAAAAAAGAATTAAAACAAA
GATCACTTTCACAAGAGAAGCTCTGATCATTTGATCCTGGAGTCACCCCCCCCCTGTCTG
TGTTCGTCAGCGGCCTGATCAGTGCATTCAGCTCTACGCTCTACACCCCACAGCAGCAGA
ATCACGTGCAGATTCCAGCGCCGCACACCTTTACTTGGATTTAGCGAAGCCCACCCGGTT
GCTGTCGCGGTCGAACACGGTGTAGTACTGTCCGATGAACACGTCTCCCAGAATCCAGAG
CGGGCCTGCGGGGGCCGGGATGTCCAGCCCCATGAAGCCACTCAGGCAGATGGTTTTCCC
CGCCTGACTCTCCTTCAGGACGTACTGGTCACCAGTCAGTGTGTAGCTTTGACCACCGAT
GTTGAAGGTGATGGCGGGCAGAGACGGGATCTTGTCACAGTTTATCATGTACTCTCCCTG
GATGAGTGGGATGGCTCCAATGGCCTTCTGCAGAGCTTTGACCTCTGCCGACGGGCCGGT
GAGCAGGGACGTCCCCGTGTCCACAATGGCCTCGCAGCCCCCCTTACACAGACTGAGCTG
GCTGCCCACCGCCATCCCGTCCATGTGGATCTGCCAGTAGGCCTGCCGGCTGATGTTGAC
GTAGTGGAAGTCGCCGCTGTAGTATTTGGGGTCTGTTCCTCCCAGCAGCAGCTCCCCGCC
GGGCTCCGTGTCCGGGTTCCTGTTCAGGTAGAAGGAGAAGACGTTGCTGTCCACCTTCTT
CTGCTGCATGATGTTGTCAAACACTGGAACCACCCCGTCCACAGAGATGCGGGGGTACGC
CATACCGAGGATCCCATCAAACTTGGCAGCGATGAAGGCGACCCCGGGCTGCTTGATCGC
CTCCCCAAACACCTGGTTCTCCACAGAGATGTCCCCGATCGTGCAGGTGTCCTGGCTCAG
GTAACCAGACAAACTGCCGGATCCGTACTGGATGGAGAAGGACGTGCCGTTCTTCACGTA
GGTGCTGGACTTGGCGGAGTTGTACTTGTGGTGCAGCAGGCAGGCGATGTCCAGCAGGGA
GCAGTGGACGGAGGGCACCCACAGGTTGGAGGAGCCGGTGTCAAACACCACGGTGAAGGG
CTGGGGGGGCGTGCCCAGAGCGATCTCACCATAATACTGAGCGTCCAGGTAGTTCTTCAG
GGTCTCTGGTGTGGGTCCGTTGCTGGACGGGAAGCCCAGGTTGTATTTGAGGGAGTGTTT
GTCGGCCAGGAGCTCGTGGGCTTCCCTGCCAGAGTCGGTCAGCTCACGCCTGATGGAACG
GAACTTCTTCAGTGGAATTCGGATCAGCGCCTCCCCGCTCAGCGCCAACGCAGCAATCAC
GCACAGCACCGCGGCCCTCATGATGCTGCTCCGCGTACACCCGCAAAACTGGAGCTGAAG
CGCGTAAGGCCGACTCGATGCTGCGGCTGAAGACGGCCGACTCGATGCTGCGGCTGAAGA
CGGCCTATGTGGCCAA
>CL1Contig236
TTTTTTTTTTGGCAAACATCGGGATAGCTGCTGGGTTAATCAAAGACTCACAAGTCTCAG
TCCTAACAAATGGTGAACATGAGACAGTGAGACTTCAAACATTGAGCAGAGCTCCGCTTT
GGGAATGGCTACCATTTATTTGAATAGAAAATAAAGAATCCAGTTACTGCACGTTTGGCA
GTCAGGCTAACCATCTCTACTTGCAGTAAAATAAACATCTCTACACTTAAAATACCCCTC
CACCAGCGAGGGCCGTCAAGGTCAACAAACTTACGCCGCGAATACGGAGAACATTTTCTC
CTTCTCCCTTTGGAAAGTCTGATATAAAAAACCCAGAGGATGGCTGATAAAACCATCAGA
CCTAAAATCTGGAGGAGAAAAATCAAATCACAGTAGTTTTCAATAGAAGCAGCTACTGTG
GTAGATAAGGTACTGCTACCGGGTGTTGCACATCATGTGCATGTTTAATTTGGTTTTAAA
AAGTGCAAGGAATAATTACATGTGGTACACACACCAAGTAAAAAGGTACAGGAATAGATA
TATACTGTCCACACCGCTGTTTTTTGTGTGAAATAAAGACTGTACCATCATAATTTCAAC
TCCTGCTGCTTTACCGAGTGCCAGGATGTAGGATTGAATAATAATAAGCAGAAATTGTCT
GCTGTCGAAGATTCAGTACCTCAAGAAATGATGTGTGGACATTAAAACTGAAGGTGACCA
AAAGCCAGGTCTGCTCTTTCCTTTTAAACTGAGATGAGCACAACTTTCCACACGTTCACC
TGTGGGACCACCCAACAGCCCACTTTCTCTCAGTGCAGGAGCCAGACGCTCTCCACAGGC
CGTCCTGAGACCCACTGCTCCCATCATGCCTCACCGCCCGCCAGCACGCATCCAAAACTC
CAGCGTCGCAGACGGCCACAGGAGATCAACACAATGACAAATTTAGATTCCCTTGGTGTT
TGAGTCTGGGTTGGATTCTGTGGGGAAGGGAGCTCTGCCTCCGTCTCATCCACTCCTCCG
TTTGCCTCACAACGAGGTTTTGTTTACAAGCAGGCCGTACTTAGCCTCATAGCGGGCCAA
GATGTTCTTACAGCGGCCGCAGTCCTTCCGCAGCTCGGCAACCTGCTGTCTCAGTGCGGC
GTTCTCCCGCTCCAGAAAGGAGGCGCGCACTGTGATTTGGTTCTCCTTGAGCCGACGTGC
ATCCCGGGAGCGCTTTGCTGCCAGGTTGTTCTTCTTCCTCCTTGACCAATATTTCTCATC
CTTCTGTTCATCAGGGACAAACACTTTTCTGGCTTTCTTGATCATGGGCTGGGGTTTCAG
TTCCTCATCAGAGAACTTGTGCTTGCGGGGATTGAACAGCTCTCCGCCTGGAACGCTGGA
CAGCACCAGGTCTGTGGGGTCTGGCTGGAAATTTATGTCCACTTCAATGGCATCTGGGTC
AATCGGGGAGGGTGTGTTCCTTTCTTTCTTAGTGAGCTCCACCTCTGCTGGTGCCTCTTC
AGGCGCCTCTAGCTGTCCTTCATCATCCTCTTCATCCTCTCCTTCTTCTTCTAGTTTAGC
TGGTTGCAGCGTAGTAACAGTCACCGTGTCTTCTGGATCTGTGGTGATCTCAGAGGAAGC
CGGCTCTGACGTAGAGGCTTCATCAGCAACAGGAACTGTGGTTGTGGTTGCAGCTGCAAC
CGTTTTAAGAAGGGTTTTGGCTTTGCCGTCTGCCGAGGTCAGAGTCTTCTGCAGCTCCTC



GTCCTCCAGGCTCACAGGGATGCCGTTCTCCAGCAGGAACTCATCCAGGTCCATGTACTC
CAGGTGGAACGTCTCCCCATCATAGGGGATGGTCTTGTCCCAGATTGCTGGGGTCAGGGA
GGCTGAAACCCCACCACTGGCTCCACTGCCACCTCCTCCACCTCTGGAACCTCCATCAGC
GCTTGAAGCCACAGCCCCACCTCCTTCCACATCTTGAGAGGAGCAGAGCTTTTCTTTCTC
TATTTCGTCTTCGCCTTCCGCTAGGATATTAGGAGGAGGAATATCCATGATTTTCTTCAA
AACAAAAGGAAAAGACTTCTGCGGAGTTGCTGTAGCCACGGTACCACCGGGTTGGAGCGC
CAATGTCACCGCAGCTTTGCCAGGCATTGTTCCCTGTCAGGCTCCGAGAACAACAGAGTG
AAGTTGGAAGCCGGAAGCTGGCTGTAACAGCAAATATTATCTGCTGTTAAGGCCCGATTT
GTTGTAAATGTAAGGGATTTCGGACAGAAAAACTAAAAGACGAGCCTCCTGAGCACACTG
AGCACGCTCATTAGTAGGCCAACAAGGCCGACTCGATGCTGCGGCTGAAGACGGCCGACT
CGATGCTGCGGCTGAAGACGGCCTATGTGGCC
>CL1Contig237
CGGCACGAGGGCATCCCGCCGGAAAATCCTCTTCACAAGTTCTCCTCCGACCCGAAGCCA
AAGACATGGAGCGTACCTTCATCGCTGTGAAGCCCGACGGCGTCCAGAGAGGACTGTGTG
GCGAGATCATCAAGCGTCTGGAGCAGAGAGGCTTCCACCTGGTCGCCGCTAAATTCCTGC
AGGCCTCTGAGGATCACATGAAGCAGCACTACCTGGACCTGAAGGACATGCCCTTCTATG
GCGGACTCTGCAAATACATGTCCTCTGGACCCGTCTTTGCCATGGTTTGGGAGGGTCAGA
ACATCGTGAAGCTGGTCAGGATGATGCTGGGAGAGACCAACCCGGCCGACTCCAAGCCCG
GCAGCATCCGCGGCGACCTGTGCATCAACATCGGCAGGAACATCATCCACGGCAGCGACA
CCCTGGAGAACGCCAAGAAGGAGGTTGGCCTGTGGTTCAAACCTGAGGAGTTTGTCAACT
ATACCTCCTGCTTCCAGCCCTACCTGTACGAGTAAAGAGCCAATCAGGGAGCTGAGACAG
CTGGAGCCCCTCCCACCTGTTCTTCATCGATCAATCGGAGCAAACACTGATCAATAAAGT
GTTCAAAACAAAAATTTTTCCTTTTTCTTTTGTCGAGATCAACAGTAAACCGACGTCAAA
ATGAGACTGTACCTCGCAGTTGCCGTACTGATGCTGGCCTTTGTGGCTTACACAGAGGCT
CAGGATGGAGATCAGACCTACACTCAGCTAAAAGACCAGATCACAGAGTTTGGCAAGACT
TTTGCTGAGAAGGCCAAAAACACATTTGAGACCATTCATAATAGTGAATTTGCAGAGACC
ACCAGGAACTGGTTCACTTCAGCATTTGATAAGTTAAAGACCAAGTTTGAAGAGATAAAC
CAAAACAAGTAGATGTGGTTCCTTTGTCCATGCTGCTATCTGTTCTGCTCCACCAACCCT
GCCAACCCTCCGCCCACCAGCTTTAGATACTGAAATGTTTCATGACATTGCACTGCACCT
TGACGAGACGGCTAGCATGCCTGTCTGTGAACAATTATTGTTACTGTAATTTTCTGCAGG
AGAAAAGAGGAATTCAAATAATTCTGGTAAAAAAAAATTCTGGCAACAAAATTGTTTGTC
AGCAAACAAAATAAAATTCTTTATAAACCAGAANAAAAAAAAAAAAAAAAACCCCAAAAA
AAAAA
>CL1Contig238
CAAACTCCCCCCCCTCAAAGATAATCAGCCCCTTCAGGCCTCCAACTCTGACCAGGATCT
TAGTGTTTGCTGTCTGCCGAGGGCGAGCGGGAGCGCGACCGGGACTGGGACCGGGATCGG
GAGCGAGACTGTTTGTTCTGGGCCGGAGAGCGCGAGCCGGACCTGGAGCGGGATCTGGAC
CTGGAGGGGGATCTGGCTGCAGACTTGCCCCCCCCTGACATCTTCTTCTCTGGGGTGCGG
CTGACGGAGCGGGAGCGGCTCCTGGAGCGGCTGCGGCTTCGGGAGCGACTCCTGGAGCGG
GAGTAGCTGCGGGAGCGGCTCCTGCTTCTCCTGCTGTCCTCAAAGATCTTAAGTTTGCGC
CCGTTCAGCTCCGTTCCATCCAGCTTGGAGATGGCGTTCTTCAGGTCACTGCGGGAGGCA
AACTCAACCACCCCCTCGTTTTTCGTGGGTCTGTGCGCGTCCACAAACGTGACTTCACCT
GCTTTTCTCATCAGGTCTTTCAGGTCCTGTTTGGAGGGCAGAAAGCGCGTTTAGCAGCAG
ACAGAAAGCCGGAGTGTCATTGAGCCTTCTCTCACCTGGAAGGAAGGAAGTCAGAACAAA
CAGAAAGCATGGCAACCCACATCTGACCTTGACTGTCTGATACGCCCCCCATGTGTGAGC
GGAGGCCGTGTAAACACAGAGCCTTCTACACAAAATGCTTTCAGCTGTTTAGTCTTTTTG
TTTTGCTTCTTTTTGCCAATAAAAAACTGTTTTGACTTGTTTTTTTGTGCCAGATGAAAC
CAGATTTCAGAGTAAGAGACAGCCGAGTTTTTACTTTACAAACCCAAACGGGCCTCGTGC
CG
>CL1Contig239
GGTTTTTTTTTTCAGGTTTTTCACAACATGTTTATTTTTAGCACCATAAAAAGTCACTTA
AAGTTGTCCAGTGTTTGCTCTCATGTTGTCTTTCCTTCGGGATGGAGCAGTGATGGAAGG
CTTCCAGGAGGGGGCAGGAGGATGTGGGGAGGGGGTCATCTGGAGAGGTAAAAGGCTGAG
AGGGCGGCGGCGGCGTCAGCAGCGGGCGATCACTTGCTGGCGGTGGTGAAGGTGAAGCAG
CCTCTCTGGTGGAACTGCATGTCCCTGATGCGGCGCATGGACTGGATCTGAGGCTGGAAG
GCGCAGAAGTCGTTGTAGTGCCTGTAGTCGCCGCACTCGAACAGGTACTGGTAACCTCTG
TAACCGGGGTACTGGTAACCCACCCACGATCCTCCCGGCACCCTCACGCTGCCCACTCTG
TCGCAGAAGCCGTGCGCCCACAGGGTGGGCACGTCATCCTCCTGGATCTCCATCTTGTTG
CCCTTGAAGTCGGAGTGCTCGAACAGGCAGATCTTGTGCTCCATGCTGTCCATGCGGATG
GGCCTGAGGGACATGAGGCAGTCGCTGCGGTAGGAGTTGCTCCAGGTGTCCCAGCGAGGA
TACTCTCCCTTCTCCAGGATGAACATCTCCCCACGGAAGTTAGTCTGCTCAAAGGCAACA
AAGGGGCCGCACTCCACAATCAGACTGCGCACTCGGTCCATGCCACGGTCGCACACGTTC
ATGCACTCGTTCTGCACCTCCATCATCCTGCCCTGGAAGTTCTCCTGGTCGAACAGCATG
ATTCTGTAGGATCCCATGCCGGGGTCTCCGGTCTTGTTGGCCTTGCTGGTGGCGGCTGGA



TGGGGGGCCCCCTTGTCCTTGGCATCAGTGCCCTGGCTGGAGGCGGACTTGGCGGTCTGG
GACATGGCGAGGGGCTTCAGGAGAGTCTGCGTCAGTACAGCTTGCAGTGCCGTGAGAGGA
GGCTGGCTCGTGCTGGTTCCAGTAGGCCAACAAGGCCGACTCGATGCTGCGGCTGAAGAC
GGCCGACTCGATGCTGCGGCTGAAGACGGCCTATGTGGCCAAC
>CL1Contig240
GAGGGGGACCAGGGGCATCGTGAGAACCATGTGTGCTCAGAAAGAAGACTGGAAAAAAGC
AGCCTCCATCTATGAATTTTCGGCCATAGACATCGATGGGAATGATGTGTCCCTTGAGAA
ATACAGGGGTTATGTCTGCATCATTGTAAATGTCTCCTCTGAATGTAAACTGACCGACGT
AAACTACACTCAGCTCACTGCAATGCACACCCAGTATGCTGAGCAAGGTTTACGCATCCT
TGCATTCCCATGCAACCAGTTTGGCTCCCAGGAGCCTGGAACAGAAGCAGAGATTAAAGA
GTTTGCTAAGCGTTACAACGCAGAGTTTGATCTCTTTAGTAAGATAGATGTCAACAATGA
CACCGCTCACCCCCTGTGGAAGTGGATGAAAGAACAGCCTGAAGGAAGAGGACTCATGGG
AAATTTTATCAAGTGGAACTTCACAAAGTTTCTGATTGACAAGAATGGACAGGTGGTAAA
GAGATACGCTCCAAAGGATGAACCATTTGACTCCTGACCTCTCACATGGACCGAGGCCTT
GTGTGTTTTCCCTGGACCAGTGACGGCTCTGCCTGCAAACCCATCACCGGGAAAGACTGA
GCCTGATGACTTCTGGTGTGCAACTTAACTCCAGGGCTGATTCACTGCAGACCTCATCGA
ACCAAATGAGAGATGTTCCTTAGTCACAGTAGAGAAGCTTTCTTCGTACTTTAGCGTCTG
ACAGTCGTTCTGTTTTCTGACACGCATTAAATTAAATCCTTCTAAAGTTGTATCTGCATC
TGTTTGATTTGTAGATGTTCAATGCAATTATCAAAAGCTATTTGTGGCCTGTAGTA
>CL1Contig241
AAACTGTGGATGTACCGGGACCATTCCAATGTTTATGCTGGCAGTGTTTACATGGGGTTC
TAGCTACACCAAAAAGTCCTATTGCTACTTTAACATTTTTGATAGAGTTGACAAAGTAAT
ATAGTTTAAATATTGACGAATGCTATGTCAGTTTTTTATTATATAGAGAAAAAGGGGATT
AAGTTAGCCTTCCAGAACCTAGAACCAAACTGTACCATCTTTAAGAACTTGCCTTCTGTT
TTGTATGCAACTGAATATTATGACATGAATACGCTTAACGAGACATTCTTAAATGCAATT
TTAACATACGGTGTCGTTACCCGATGCTAGCACAGTTGGAAGAGGCTTGGTGTGAAATGT
CAAAGCAGTGCATTCAATTCAATTCAATTTAATTCAATTTTATTTGTTTAGCCCAAATTC
ACAACAACAGTCGTCTCAATGGGCTTTCGTATAGGTCATTGAAAAAGTTAAACATAAAAT
CAAAAGGATCATGAATACATAGAATTCAATAGGAAAATACTAAATTGAACTAATAAACTG
ACTAAGCCAAACTGGACATCCCTGCCCTTAGACGCTGTAAGGAAAAACTCCTAAAAGAAA
ACGGATTCCGGAAAAAACGAAGAAACCTCAGGGGTGCCCATATATCCCAAATCTTGCTCT
AGACTTTTCCTTTCTATTCCGATACATAAACGACTTGCCGTCGTATAATTCCGTCACAAA
CCACAATAATTCATTTCTCCTTCGTGATCATGTTTACAACAGTTGGTACTTTGGTGTTTG
GAATAGGACGCCACCCACACATCATGTCCAAATCTGAGTCCCTGATTGGTCAAAGTTCAG
CGTTTGCGCAATTTAGCAGTCAAAAGTTTAACTAGTTCAACTACTAGCGCAAATTCATTG
AATGCCCGATTTGTATGTAGAGCCCGTGACCGTACTTCAAAATCTAAGTAGCGGAAGCGC
GAAACATGAAAAAATGTGCGTTGGCATAGACGATTTTGTGAAAGTGGTCGCTGGAAGACG
CGTTTCAGAGCCTGGTATGAACTTAGCAGAAGGACTTTTGGATTTTTGGTTAAATTGTCG
AAAACATATGCAGACAAAACCTAAACTCAACACCTACTTCATTCATGTCGTGGATGATTT
CCATTTGGAAAGTGTGTCTCTATGAGCGGAGTAAAAACATAATAAATGCTTTGCAACAAG
TATAAAGAAGCACACAAAAGAACATGTTTAGTATTGCAGAAAACACTCGAATTAAAAGAT
TTACAAAGAGAAACAGTGTTTGGTCTTAAGTGAAAGAAGGTTTCAGGGAATTTCCCCTCA
AAGATGATGAAACAACATGTGTGTGTGTGTGTGTGTGTGTGCGTGTGTTTGTGTCTTTTG
TCAGCTACGTGGCTATAACAGTAACCTAATCATGAAAAAACACCACAATCTACAAACACC
TAAGTGTCTCTATATAAGTAAAGAGTTACATGGTTTTTAATTTTTTTGGACACTGATGTT
CTCTGTTCTTTCTGCACAATGTCTCTTCTTTTATGCGATGGACTATGATGTGCTAAGCTA
TCTGTGAATTCCTATTGTATTTTCTAGCATGTAATATTTTATTCATGAATTTATTGGACT
TAAAGTGAA
>CL1Contig242
ACGATGAGAGCCAAGGTAAGAAAAGGGACCCACACCTGGATATCAAGGATAGAAGCGTCT
CTTTGCCAGAACGCTGCTTCCTTCCTAGCGTCCCGCGCTCCTTAAGCACGCGCGATTTAC
CAGGGTCTTGGTTTAGCAGGACATCTAATATCGAGTATATACTTAAAATGCTAAATCTTA
AGTCAAAACGTGGAGCTTGTGGGATTTAATTTTAAGCATTATAAGAATTCGTAAACATGG
TAAATCTCACGCAAGGCCCCGACATTCTGCATGCTAAAGTATAGCATCAACTTGGCTTCC
CATTGTACAATAGTAACAGTGCAGTGTGTGATTAAATAGTGTCTGACGTGTCTAAGCATT
GTAACGAAACTTGTTTTTTCTTCTTTAGTGGAGAAAGAAGCGCATGCGCAGGTAAGCATT
ATCAAATGTTTGCTTTCTAAACTAGAGCTTACTGCAATGTTTTTGAGTAAATTGTTTTCA
TATATCAAATGATGCAAACTAACGATTGTGGGGTTTGAACTTAAATTTTAAATATGACTC
AACAAGTTTGGCAAGAAAATTGCAGGGAATAAATAAAGCTCGTCATGAAATCCACAAAGT
TCATTCCATTGCTAATCATTTGACCATAGACGTTCACTATGCAACTATTATGTACTCCAC
TGATGTGACTGCTGTTTGGCACTTCTTTCGTTTTCCTTGCTTAAGTGCATGTCAGGTGGG
TAATTCAGAGCATAAATTTTAATGACTGATTCTTTTCTAACAGGCTGAAGCGTAAAAGAA
GAAAGATGAGGCAGAGGTCAAAGTAAACGCCTCTCCGCCAGCTGCTGTCCCATCTGAGCC
CCTGGGTGACTGATGCATCTCACCAAAGTGGATTGCCTCAAGTGTCCATGGATGAAATCA



AGACCCTCATTACTGGCTGAAAGAGTTTCAGAAGAACCGGATGTGGAAGTCTTGAATTGA
AGGAGGCGAGGATGCTGGAAGAAGATAAAACATCAAGTCTGCAGCTGCACCTGTTCATGG
ACCAGAATACATCTTGTTTTCACACAGCTGTCATGTGGTGTATGAACAATAAA
>CL1Contig243
TTTTTTTTTTGTGATCATTTGATTCTTTAATGAATGTGATGTTGAAGATACATGGACAGT
TCAATTTTGCACACAATGGTTCACACATCACAGTTTGAGCAAAACACAGGAAAAGCCGAC
AACCTTTTCATCTCTTGACAAGCTGATTAACGAAGAGATGTTTCTCTCTTTTCCCAAACA
CTCTTTCCCTGAAGCTTTGAAAATCATCAGCAAATCCTCTGAGGTAACATCTTCTGACAT
CTGAGGTGCTTTACATGTGATTGGCTTAGCTTTACAAAAGATCAAAATGTCTATTTTCAG
CTAAATCAGCTTTCAACAAACAGGGACTAACAATGGGCAAAAGCCTATTGGCCGCAGCAA
AAGTATGTCTAGTGTTTAAGAACGTCTGCACTTAGCGGTTCAAGAAGTGAGGTATGAAAG
AACAGGCTTCATAGAAACATGATAGATTCTGTTTTCAGTACATCACACGCCTCCTCAGTC
AGTGGCATCAATGCTCCACAGAGAAAGAAAGAGATCAAGAGATATGGAGAAAGAGAGAAA
CGTTGAATCTGGTGGTACTAAAAGCTTTGAAATGGATAAATGTAGGTGGTGGCCCTCCTG
CACCTCCCCTCAAGCTTCATTTGTCCCCTGTCTGTTCCCGTAGCACCCCCACCGCCCTGG
TTACTCTCAATATCAACTGTCTCTCTTTCTTTCTCTGCGGGTTCACATGAAGACACAAGT
ACATGTCAGTCTGATCCAAAACAAATGAGACAGGAGGAACCATATTTATCAAATGAAACA
CAAATCAAAAGAAATCAGGCTATTGACCCGGGCGACTGATTCCCAAGTCAGGCTTGGCTT
GAGTGAAATTGCATTTTGGTTCTTTCTCTCTCTCAAATCAATGCTTCTGCAGTCCTTGAG
TTCAAATCTAGTGCACTGTACGAAGGACTTCGGACAGTTGGACTTCAGACGGGCCAGTTC
AATTTCCCCAGAGAGCTCATAACTCTCCATGATCATCGTCGTCATCATCATCGTCATCAT
CATCATCATCGTCATCGTCGTCATCGTCGTCATCATCATCGTCATCATCATCGTCGTCAT
CGTCATCATCATCGTCGTCGTCGTCGTCATCATCGTCGTCGTCGTCATCATCATCATCAT
CATCATCATCGTCGTCATCATCATCGTCATCATCATCGTCGTCATCATCATCGTCGTCGT
CATCATCATCATCATCTAGTAGGCCA
>CL1Contig244
GAGGGTTTCGCAGTCATGGGGAAGTGTCGTGGTCTGCGTACTGCCAGGAAACTGCGCAAT
CACCGCCGTGAGCAGAAATGGCATGACAAACAATACAAGAAGGCCCACCTGGGCACCGCC
CTGAAGGCCAACCCCTTCGGAGGAGCTTCTCACGCCAAGGGCATCGTCCTGGAGAAAGTT
GGAGTGGAAGCCAAGCAGCCCAACTCTGCCATCAGGAAGTGTGTGAGAGTTCAGCTCATC
AAAAACGGCAAGAAGATCACAGCCTTCGTCCCAAACGATGGTTGCCTCAACTTCATCGAG
GTAAACGGTGCTCGGTTCAGTTCTCCTGCAGAACAGATCCCTACCTGTTCTGACCCTCTA
GCATTCGCGTCAAGAGCGTTTTCTGGATGCTGCTGTGCATCGTAACCTAGAAAAGACACT
GTGGGTCATCGGGAATCCCCTCCTATGTTCCTGCAGGAAAACGACGAGGTTCTGGTGGCC
GGTTTCGGGCGAAAGGGTCACGCTGTGGGGGACATTCCCGGAGTTCGTTTCAAGGTGGTC
AAAGTGGCCAACGTGTCTCTGCTGGCGCTCTACAAGGGCAAAAAGGAGAGACCCAGGTCA
TAAACTGATGAGACTGCAGAGAAAATAAAGATT
>CL1Contig245
TTTTTTTTTNGTGGGTTTGTGACAGCTTTATTCAGTGCAAAGAGTCTAATAGAAGGAGTC
GGTGATGCGCCTCATGCTCATGAAGTGGCCGCTCCAGCCCATGTTGGTGAAGCTCCGGTA
CTCGCCGGGCCTCATGTACATCATCCTGCCCCTGTAGTGGGGCTGCTCGTACATCAGCCA
GTGGCCGTCCATCACGTTGCAGGACATGCAGTTGTTCATGCGGTAGCGGTCCATGATGTT
GTCGCAGTCGTCCATCAGCTCGTACATGTGGCCTCCGAAGTTCTCCCTCTCGTAGATCCT
CATCCTGTAGGACCCCCGGTACATGGGGATCATGCGGCAGGACCGGATGCAGTCGCTCAT
GCCGAACATGCTCATGTAGTCGGCGTACTCGCCCCTCCTCATGAAGTACTGGTTCCCCAT
GTAGTTGGTGCGGTCGTAGACCATGAAGCAGCCTCTCTCCACCCTGCAGGAGTGGCACCT
GCTCAGGTAGGAGGACATGTCTGGGCAGTCGCTCATGCACTCGTAGGAGCGACCCTGGAA
GTTCCTGTCCTCGTAGAAGACGATCCTGCTCATCATGTTCATTCCGCTGGAAGTCATCTT
GCTGCTCGGTTGGATTCTGCTGCTGCTGGAGCTGCTGCTGCTGTACTTCCTCCTGCACCA
AACTCCC
>CL1Contig246
TTTTTTTTTTAAAAAGCTAAGTGGTTTATTGTTTTCAAGTAAACAATTCCATGTAGATCT
AGCACATGTCCATGATGCGCCTCATGCTCATGAACCTCATGCCGCTGAAGCCCATGTCCC
TGAAGCTGCGGTACTCCCCGGGCCTCATGTACATCATCCTGCCTCTGTAGTGGGGCTGCT
CGTACATCAGCCAGTGGCCGTCCATCACGTTGCAGGACATGCAGTTGTTCATGCGGTATC
GGTCCATGATGTTGTCGCAGTCGTCCATCATCTCGTACATCTGACCTTCGAAGTTCTCCC
TCTCATAGATCCTCATCCTGAACTGACCCCGGTACATGGGGATCATGCGGCAGGACCTGA
TGCCCCCGCTCCATCCGAACATGCTCATGTAGTCGGCGTACTCGCCCCTCCTCATGAAGT
ACTGGTTCCCCATGTAGTTGGGACGGTCGTAGACCATGAAGCAGCCGCTCTCCACCCTGC
AGGAGTGACACCTGCTCAGGTAGGAGGACATGTCGGAGCAGTCGCTCATGCACTCATAGG
AGCGACCCTGGAAGTTCCTGTCTTCGTAGAAGATGATCTTGCCCATGTTCATATCGGTGG
TAGACATACTCTTAATTGAGCTACTGCTGTGGTTTGGTGCCGAATTCGGCACGAGGGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGANA
GAGAGAGAGANAGAGANACACAGAGANA



>CL1Contig247
GAATCAGATGCTTTTATTTTGACAGAGTTCATGTGATTCTATGTTATCAGTGACAGAGAA
GAAAAAAACAGACGTGATCAAACCCCTATCACTCATTTGAGCTTTTATTCATTTCTATAC
GATGTTGTAATAACATCCTGTCCTATGTAAGCCCCGCCCACCTTCTGAATTTAAAGCAGA
CCCATAAGTAGCAGTTCCCCAAACGGCCGATGAAGCTGGTTTCAGGTGACAAGACTCATG
TCATCTTCATTGCTGCCATCATTGTCATCATCATTAATGTGTAGTTTCTGTAGATAGATA
GATGTGATCATAGATGTAACCTGTATTAGGAGGTTTTTTTTACCATAGATTCCTCTTTAT
ACGTGAACCATGAAGGATCTCTCTCAGGCTGATTGATGCTTGTAGCCAACCAGGTCTTTG
TATTTCCGGATTTGCACCTGCAGGCTGCCAGTGAGTTCCAGCAGGTCTTGGTTCTTCTTC
TGCTGCTCATCAATCTGGGAAATCAGCTCCTCCAGCTTCTTTTTTAGCTCACCTCTGTTG
CCAGCCACTTGCTGTCTGCTCTCCTTCAGAGTCTCTTCAAGATATTTAATCTTGGTAATC
AGAGTGTCAGTGTGGATTTCCAGCATTTTCTTTTCCTTCAGCAGGTGGGTATACTCAGAA
TTTCCAGATTCCAGCTCGCTCCGGTGATGATTCTCCTGCTCTTGGATGCTCTTCAGCTCC
TTCTGGTACCACTCATCCATCTCCTCCATGTTCCTCTTTGCTATTGCATCATATTTTTGC
CGGATCTCCTTGACAATGTTAGTCAGGTTGGAGTTCTGAGACTTGATCTCCACCGTCACC
TTTGACTCCCTGATCTTCTCACACAGATCCTTGACTTTAGCCTGGTGCTCTGTTTTCTGT
TGTTGGAGCGTCTTGTTCAGTATTTCAATTTCCCTCCTTAAGTTGTCTTGTTGCTGTCGC
AGTACAGGGACTGTCACCAGTTCCTCCAGCTCTTTCTCCACCGTCCTTCTGGCCGTCGTT
TCCGCCTCCAGCTTCCTCTTGAAGTCCTCCTTTTCCAGTTTGGTAGTTTTAATGTTCAGG
ATTAACTTTACTTTCTCCTCTGAGATCTCCTTAATCTGCCGCTCCTGATCCTCCAGGGTT
TCCTGGGTTTGATTCCAGTCCAGTCCACGAGACTCCCTCCTCTCAGCCTCGATGGCATCG
ATCTGTGTCTGCAGGATCTGGTTTTTGTCTTTCAGGTGAATCACTTTCCTCAGGTAGTCT
TCCAGTCGATGGTTCAGCCCATTAAGGGTCTGCCGTTTACCTGCGTTGTCATCAAAAGGA
CGACCTCCAGAGTCTGGGACGTCGAACCCGCGCTGAGTGGAACCCTCAATCAAGTTGCGC
AGATTCTCCAGGCTAAACTGGGATGGTTCGGCACCGTTCTGCATGACTGCGGATGAGAGA
GCCTCGTGCCGACAGGAGTCCAGAGCGTTTACGCACCCAGTAGGCCAACAAGGCCGACTC
GATGCTGCGGCTGAAGACGGCCGACTCGATGCTGCGGCTGAAGACGGCCTATGTGGCCA
>CL1Contig248
GTTTTTTTTTGAAGGTGGTTTCAGCATTTATTGTAGAGTGACATCCAAATATGTAAATCA
CCCCATAGGAAGTGACAAAGTTGTACTCGTCCTTCAAGTAATGGTAATAAAAGGAAACTG
GTTTAACCTCATTACACTCTTTATAGATTGCATATTGCACTTAAAGAGGGTTTTCTTAGT
AAAGATCTTAGAAGGTGAAGTCATGGAATGTTTAATCAACTTCTTCAATGGTTGGTCCAG
AAGAGCCACCGCCAGGAGCAGCACCACCAGCTCCAGGGAAACCTCCTGGCATTCCCTCTG
GCATTCCTCCAGGCATGCCCCCAGCACTCTGGTACAGTTTGGTGATGATGGGATTACATA
CTTTCTCAAGCTCCTTCTGTTGGTGCTCGTACTCATCTCTTTCAGCAGTCTGGTTCTTGT
CCAGCCAGCTGATGACTTCATTGCACTTATCCAAGATCTTTTGTTTGTCCTCATCACTGA
TCTTGCCAGCAAGCTTCTCATCCTCCACAGTTGACTTCATGTTGAAAGCATAGGACTCCA
GGCCATTCTTTGCAGACACTTTGTCACGCTGAACATCATCTTCTGCCTTGTACTTCTCAG
CTTCTTGGACCATGCGCTCAATGTCCTCTTTACTAAGACGACCTTTGTCATTAGTGATTG
TGATTTTGTTTTCCTTGCCAGTGCTCTTATCAACAGCAGAAACATTCATGATTCCATTTG
CGTCAATATCAAATGTCACCTCAATCTGAGGAACACCACGAGGAGCAGGAGGAATTCCTG
TCAGTTCAAACTTTCCCAGCAGGTTGTTGTCCTTGGTCATGGCACGCTCACCTTCATAAA
CCTGGATGAGCACCCCAGGCTGGTTATCAGAGTATGTAGTAAAGGTCTGGGTTTGTTTGG
TAGGAATTGTAGTATTGCGTTTGATTAAGACTGTCATCACCCCACCAGCAGTCTCTATAC
CCAGAGAAAGTGGAGTGACATCCAGAAGCAGCAAGTCTTGGACATTCTCAGACTTGTCTC
CAGACAGGATCGCAGCCTGCACAGCAGCTCCATAAGCCACCGCTTCATCAGGATTGATGC
TTTTGTTGAGCTCTTTTCCATTAAAGAAGTCTTGGAGTAGTTTTTGGATCTTCGGGATGC
GAGTGGAGCCACCAACTAAAACAATGTCATGAATCTGACCTTTATCCATCTTAGCATCAC
GAAGTGACTTCTCCACAGGATCAAGGGTGCCTCGGAAAAGGTCTGCGTTAAGCTCCTCAA
AACGTGCCCTGGTGATGGACGTATAAAAGTCGACTCCCTCGTACAAGGAATCAATTTCAA
TACTTGCTTGAGTGCTGGAAGACAGTGTGCGCTTTGCCCTCTCACAAGCAGTGCGCAGGC
GGCGGACAGCCCTCTTGTTGTCACTGATGTCTTTCTTGTATTTGCGTTTAAACTCTGCGA
TGAAGTGATTAACCATGCGGTTGTCAAAATCTTCACCACCAAGATGAGTGTCTCCAGCAG
TAGACTTGACCTCAAAAATACCATCCTCAATTGTCAAGATGGAAACATCAAAGGTGCCAC
CACCAAGATCAAAGATAAGAACATTCCTCTCGGAGCCAACCTTTTTGTCCAGCCCATAGG
CAATTGCAGCAGCAGTTGGTTCATTGATGATGCGAAGAACATTAAGACCAGAGATTGTGC
CTGCATCCTTGGTTGCCTGACGTTGGGAGTCATTGAAGTAGGCTGGTACTGTGATAACAG
CATTGTTGACCGTTTTTCCAAGGTAGGCTTCTGCAATCTCCTTCATTTTTGTCAACACCA
TTGAAGAAATCTCCTCAGGGTAGAAGGACTTTGTTTCTCCTTTGTATTCAACCTGGACCT
TTGGACGGGTGTTGTCATTGATTACATTAAAAGGCCAATGCTTCATGTCAGACTGTACAA
CATGATCATCAAATCGTCGCCCAATGAGTCTCTTGGCATCAAAAACGGTGTTGGTGGGGT
TCATTGCCACCTGGTTTTTGGCTGCATCTCCGATCAGCCTCTCTGTATCGGTGAAGGCCA
CATAACTTGGTGTGGTCCTATTACCCTGATCATTGGCAATGATTTCAACCTTGCCATGCT
GGAACACACCAACACAGGAGTAGGTGGTTCCTAGATCAATGCCGACTGCTGGTCCCTTAG



ACATGCTTCCAAAACAGATGGTCGGTGGCCGAAAGTGTGTGTTTGGAAACCGCAGACAAC
GGAGGGCAAATGCGACCGTTACCGGGACGAGGAGAGTAAAGGGCCAA
>CL1Contig249
TTCGGCACGAGGCAAAGATTTGTTTTTTATTATTAAAACGTCTACTGGTTCTTAGTTCTA
CTTTCTACAAACATGGCGACTAGCTTGATAAAAAAATGATTAACAGAAGAACATCTGGCA
GACAGGAAGTACATTTTACACATGACGGAGGCGGGTGTGGCTTCAGTCCCACAGGTGACG
TGGCTGAGGTGTTCTCCCAGGTGACCCACATCATCGTGAACGTGACGTTTGGCTGGTGCA
TGATGGGAGATCTGGATCAGAACTTTGACAACATTTTTCCAGAAGAATGAGCAAACATCT
GGAAGCCCACTCGTTCTCACATGTTCTGCTCTTTTTAAAGCTTCCAACACTTAAACGGTA
AACGATTGTCCGTGTTTAACGAGCCGAGGCCCCGCCCACCCACACACAGAACAACAGGAG
CCCCTCCTCGGGCGCGTTCAGCATGAAAAGTGCAGATATGATTGCAGATAAGCAGAGATG
TTAATATGACGTCAAAGCGGCGGCGGACAGCTAAAAACGAGCAACTCCATCCTCCAGCCT
CAGGAGCCCATCACAGGTTGAGCTCGGCTACAACAAGCAGAGTGTGCTTTACGTTTATGT
ACATTTAATGACACGACAGCTCAGTTCCATCTGCTAGCATCAATATCAGGGTTTTTGGCG
TGACTGTGTGAACCTTCAGCCTCCAGTCAGGAATAGTGGTTTCACAGAGGCAGGTGTCGC
TCAGGTGTGGGTGTTTGAGTTGCCGCCCCTGGCTTCACACCTCCTGCACAACCTGCATTT
CGTAAACTCTGTGTGTAGAAACATCATCAAACAAACAGCATCAGGATCCTCCATCACAAA
CGGGAGCAGCGTGGTCGTCATAGCAACGGTGGAAAATGCAAGTTGGCATCAGTAGAGGCG
ACAAAAACACAGAGAGTAAACTGGAACAACTAGAATTTCCATGATGGCATCGTCTGACAT
CTTAAGGCCCGCCTCAGCGCCCGTATCCAAGGCCGCTCTCTTTGTGGTGACGTTCCACAG
TTATCCTAGAACAATT
>CL1Contig250
TTCGGCACGAGGCAGATTCATCTGAGCGAATCCACTTTAGTCTTAGAGCTATAACCTCGA
GTTAAAAATGGCATTCGCCGGAGTTCTGAATGATGCTGACATCACTGCAGCCCTCGCAGC
TTGCAAAGCTGCCGACTCTTTCAAGCACAAGGAGTTCTTCGCTAAGGTCGGCCTGGCTGC
CAAGTCTGCTGATGAAATCAAGAAGGCCTTCGGCATCATTGATCAGGACCAGAGCGGCTT
CATTGAGGAGGAGGAGCTGAAACTGTTCCTGCAGAACTTCGCTGCCGGCGCCAGAGTTCT
GACTGATGCTGAGACAAAGACCTTCCTTAAGGCCGGTGACTCCGATGGTGATGGCAAGAT
TGGAGTTGATGAGTTCGCTGCCATGGTCAAGGGTTAAATGGACAAAACCGACCAACATCC
GACTTCACAACTCCAAAGGAACAACTTGAGCCGAGACAAACTCTTCCTCTCTTCTTTGAC
TCTTCCCACTCACTCTCTCCCTGTCTCTTTAGTCAACTCTGCGCAACTTTTATACACCGG
ACCCCCCACCACACACAAACACACAGCACTCTTCCCATCTCAGGCTGTTCACCCCAGCGC
TCTCCACCATGAGTGTACCTGCATAAGCGAATGTCGTGGTTGACTTGTGTCTTTCTCTCT
CTCACTCTCTGTTCTGTCGTCGTTTTGCTGTATGAGTTTGTCTGCATGATGTGAGATCAG
CGATGGTGCACTTTTGTGGGAAACGGACGGACGATGAGAAAACAATAAAGGGTCTTTTTC
AATAAATCTCACTCTGGTTCTCAGTTTTTGACTGACNAANAAAAAA
>CL1Contig251
TTTTTTTNTNATCTGCTAAAGATCTTTAGATTTATTTTATCAAAACCTTTAATGTTTGGT
GAAACAGATTTTTACATGTCCATGATGCGCCTCATGCTCATGAACCTCATGCCGCTGAAG
CCCATGTCCCTGAAGCTGCGGTACTCCCCGGGCCTCATGTAAATCATCCTGCCTCTGTAG
TGGGGCTGCTCGTACATCAGCCAGTGGCCGTCCATCACGTTGCAGGACATGCAGTTGTTC
ATGCGGTATCGGTCCATGATGTTGTCGCAGTCGTCCATCATCTCGTACATCTGACCTTCG
AAGTTCTCCCTCTCATAGATCCTCATCCTGAAGGATCCTCTGTGCATGGGGATCATGCGG
CAGGACCTGATGCAGTCCTTCATACCCATTGTGCTCATGTAGTCGGCGTACTCGCCCCTC
TTCATGAAGTACTGGTTCCCCATGTAGTTGGGACGGTCGTAGACCATGAAGCAGCCGCTC
TCCACCCTGCAGGAGTGACACCTGCTCAGGTAGGAGGACATGTCAGCGCAGTCACTGCTG
GTCTCATAGGAACGTCCCATGAAGTTCCTGTCCTCGTAGAAGATGATCTTGCCCATAGCT
GTGGTGTTATTACTGGGTTCCATACTCTTAATTGAGCTACTGCTGTGGTTTGTTCCACTG
CTGCACTCCC
>CL1Contig252
TTTTTTTTTTGTGTTAATTATTGACTTTATTTTCAGTGATAAAGTTGTGATACACAGTAA
AGAGCCTCATGTGGGCCCTTTTCCCCCAATATCAAAACAACTGGTTCAGTTGAAACTAAT
ACCAGGAGTCCATGATGCGCCTCATGCTCATGAACCTCATGCCGCTGAAGCCCATGTCCC
TGAAGCTCCGGTACTCCCCGGGCCTCATGTACATCATCCTGCCTCTGTAGTGGGGCTGCT
CGTACATCAGCCAGTGGCCGTCCATCACGTTGCAGGACATGCAGTTGTTCATGCGGTAAC
GGTCCATGATGGAGTCGCAGTCGTCCATCATCTCGTACATCTGACCTCCGAAGTTCTCCC
TCTCATAGATCCTCATCCTATAGGATCCCCTGTGCATGGGGATCATGCGGCAGGACCTGA
TGCCCCCGCTCCATCCGAACATGCTCATGTAGTCGGCGTACTCGCCCCTCCTCATGAAGT
ACTGGTTCCCCATGTAGTTGGGATGGTCGTAGACCATGAAGCAACCGCTCTCCACCCTGC
AGGAGTGACACCTGCTCAGGTAGGAGGACATGTCAGCGCAGTCACTCATGCACTCATAGG
AGCGACCCTGGAAGTTCCTGTCCTCGTAGAAGATGATTTTGCCCATGATGACAGTTCAAA
GGTGTTTCTCAAGACTGAGCTTCAGCTGCTGTCCCCGGCCATAAGGCCCGGGTTAA
>CL1Contig253
GAGGTTTTTTTTTTCANAAAAATTTACTTTATTTAGGTGTACCTCAAATCATATTATATG



ACATGAAATAAGCCACGGACATTTGAGCTTTACTCAGCTGCTTCTTTTCCCTTGCCAGAG
TCACGGCTCTTTGCCCTCAGCTTGTTGACCTGAGACTCAGCAATGTCAGCACGCTCTTCA
GCCTCCTCCAGCTCATGCTGGAGTTTTCTGCACTTGGACAGATGAACATTGGCCTGCTCC
TCCGCTTCTTCAGACTGCCTCTTGTAGGCCTTCACCTTAAGCTGTAACTTGTCAACAAGA
TCCTGCAGCCTGTTGATGTTTTTCTTATCCTCCTCGGTCTGATAGGTGAGCTCTTTCACT
CTCCTCTCATATTTGCGGACGCCTTTAACAGCATCTGCACCATGTCTCTGTTCATTCTCA
ACCTCAGCCTCCAGCTCACGCACCCTAGACTCGAGTTTCTGGAGCTGCTTCTTGCCACCC
TTCATGGCCAGGTTCTCAGCTTCATCCAGACGATGCTGCAGATCTTTCACAGCAACCTCT
AGGTTCTTCTTCATCCTCTCCAGATGAGCACTGGTGTCCTGCTCCTTTTTGAGCTCCTCA
GCCATCATAGCAGCATCAGTGATGGCCTTCTTGGCCTTGTCCTCTGCATTTCTTGCTTCC
TGGACAGCATCATCCACTTCTCCCTGGACCTGGACCAGGTCTGATTCAAGCTTCTTCTTG
GTGTTCAGAAGGCTTGTGTTCTGGGAGTGCAGAAGTGCAACACGCTCACTGGCATCCACC
AATTCCTGCTCAGCGATTTTGCGGCTTCTCTCTGTCTGTTCCAGAGCAACTCTCAGCTCC
TCAATTTCAGCAACCATGAGACCGTTTCTGCGATCCACCATAGCAGCTTGCTCCTTCAGG
TCCTCTTGGGCTCTCACAGCATCATCAAGGTGCAGTTGAGCATCCTTCAGTTGAGCCTGA
ACATTTCTCAGCTGCTTCTGTGCCTCAGCAGCCTGGCGATTGGCATGGCTCAGCTGAATC
TCCATCTCCGACATCCAAGATGTCTCTGGTAATCCCCGAGAAATTCCAGCATATTCTTCG
TGTACTCAACACGAACATCGATGGTAGGAGGAAAATCGCCTTCGCCATCACCGCCATCAA
GGGTGTTGGCAGACGTTACGCCCATGTGGTCCTGAGGAAGGCTGACATTGACCTCAACAA
GAGAGCNGGAGAGCTAACGGAGGAGGAGGTGGAGCGTGTGGTGACCATCATGCAGAATCC
CCGGCAGTACAAAATCCCAGACTGGTTCCTCAACAGACAGAAAGATGTTAAGGACGGCAA
ATACAGCCAGGTCCTTGCCAACGGTCTGGACAACAAGTTGAGAGAGGATCTGGAACGGCT
CAAGAAGATCAGGGCTCACCGTGGTCTCAGGCACTTCTGGGGTCTGCGTGTGCGTGGTCA
GCACACCAAGACCACCGGCCGTCGTGGTCGCACCGTCGGTGTGTCCAAGAAGAAGTAAAC
TCACTTCCTTTGTTTCAATAAAACCC
>CL1Contig254
TTCGGCACGAGGGGCAGTGGTGTTGGCGTGCTTTGTGGTCTTCTGTCTGGCAGAGAAGCC
CCTTCCCTGCACTAGCCCTCCTCTTTTGACCGGGCGGCTCAGTGTGACCACAAACGATGA
GAAAGTCGGGATATTCGGCAAATACCTGTACGATGCTGTGGGCCAGCGAGTGCGGCTCTT
TGAGATGGGCAATTTTAAGGGCCAGACGTTCACCGCAGATGTCCTGCTGCACTTCACAGA
GGCTGTCATGTATGAGATCGATGATGCCAAACGAACATGTAAGAAGAGCCCACTAAAGGC
AGACTTCCAACCTCTGAAAATTCCCCAAGATGCATTTTGGCTAAGCCAGTCTGTGGTGGG
CACCTCTTCTGTTCCGGGACAAGGACTCCTGGTGAACAACTGGTATGGAAAGTTGCCTGA
CAAATCAGGAGATTTTCTAAGTACTGTGACTGAATTGGGGTGCTTTCCTGTGAAGTCAAT
CTACCAAACGAAGGAGTTTGGATGGGTGTTAGCAGATTTTTACGATAATGTCATTGGAAT
TACCAATCCCAATCTGCTGGAGCCCCCAGAGTTTTGTGCTGGTGCTGTGATGGACGCGGA
GGCAGAGCCGAGAAACTATCTCAGCTTTTATGCCAATGAAGACCGAGTCCAATCACCTTC
GATCGAACAGTCTCTCCTCAATCTTTGGAATGCTTTTAAAGATCATCACTAGTATTATTT
TACTATGCCTTTCTGAAGGAAAACTGAGGATAAAATATTGTCTCAATAAAACCAT
>CL1Contig255
TTTTTTTTTTGTTGGTAAATAGGTTTATTTTTACACAGCGCTTAACGGCGGCAGAACATA
CGGTAGGTTCTGACTGTAGTAATGAACCGGCGCATTAAACAGGACGGCACCAAGACGTTT
TGTGGCTCGTCTGCGGTAAAGAAGACGCTTCACCTCGGCCACAGACCCGCACGAACACGT
CGGCGGGTCAGAGGTGTGACCGTGGGGTGGACCCAGTCATGGTTTTCCGATTGGAGAACA
AAGATGTGTTCAATGAACAGATGTGAAGCAGCAGCTTCAGCTGCTTGTCTGGAGGCGGAC
ATGAACTTCTACTGATGATTAAAAAAAGCATGCTGGAAATGAATAAACATACATTGAAGT
ACTTCTGTCAAATTATCCATTCATAGGAATTTACAAAGAACCCATCTTGTTCTTTACAAT
CTTTTCCCTGCAGGACATCCAAAGCCTGTCAGTCCAGAGGAGCTCATTTGCTCCAGAGCA
GAGCCACAGCTTTGCAAATCCCCACGTCATTGTAGTTGAAGTAACAAAGACCAGCAAAGG
TGACGGTGGAGAGCAGGAAGAGCCCCGCTTTTGCCATCTTGACTTTGGTGTCTCCGTGGA
CGTAGTCTGTGAGAACCTGGTCAATCCCCCAGTGACCATGCAGGGTCAGCGCTGCAGCCA
GAGAGTAGTCTATGACGGGGCCGGGGCTATAATATGCAACAGGGCCCATGGCCAGCAGAG
CGATGCTCAGCACCCGCTCGGCCGTCCAGTGCAGAGAGGCGGCTTTAGAGTCAGCTCCAC
CGTACAGCGCCTGCGAGGAATGAATCCTTGCCGTCAGCAGACACGGCGGCTCCTTCCGTT
TCTGTGGGACGGCAGCTGGTCGGGCCAGCAAGGCGCTTTGGTAGAGCAGAGGGTGAACTC
CTCTGCGACACAGAGAAGAGAGTTTGTACACAGCCGCCATGACGATCCTTCAGCCAAGGT
CACCACGAGTACCCCCCGGCCAACAAGGCCGACTCGATGCTGCGGCTGAAGACGGCCGAC
TCGATGCTGCGGCTGAAGACGGCCGACTCGATGCTGCGGCTGAAGACGGCCTATGT
>CL1Contig256
GTATATGGCAGGAGCCNTAATATGTTTAAGGTGATTAAAAACAGTATAAGGGATATTAAA
AGGGCCGCCCATTTGTGGCCCCCCAGGCTCATGGGTTGGAAGATTTGTTTAACGAATCAG
TTTATAAACACAGCTTGAAGGGTCACTAGGCGATTATTTATTCATCGTGCACCCGGTTGA
AAGAAGAGAACTCATGGTAGTGCTAACGCAAGTCCAATAAGGGGCACTCCTAGTAGTGTT
GGGCTCATAAATTGATCAAAAAGGCTTAAAGTCATGGTCAAGTTCAGGTTTCGGATTTTG



ATTTTTTTACACTNTGAGGTGTGGGGTCATTAGGGAAGTAGTGGGCTAGAACTTTAGGAG
GGAGTACGGCTAGAAAAACTAGTCATGAAAATATTATAATAGCAAATCAAGGTGCAGGGT
TTAACTGGGGCATGTCACCAGAGGTGGGCGGGAGTCACCAATTTTTAGCTTAAAAGGCTA
ATGCTATACCCTTTTAGCTTTCTGATTAGGCATCTTGAAGTATAATGAATGATCAATTTT
CGAAGTGTTCTAGGGGGACGGCTTCAACAACAATAGGTATAAAGCTGTGGTTAGCACCAC
AAATTTCTGAACATTGTCCATAAAATACACCAGGGCGTGAGGTAATAAAAGCTGTTTGAT
TAAGTCGGCCGGGAACAGCGTCCATTTTTACCCCGAGACTAGGGACTGCCCATGAGTGTA
ACACGTCTTCAGCGGAGACTAGAACCCGAATGGGTGACTCAACTGGAATAACCATCCGGT
GGTCTGTTTCTAACAGCCGAAATTGTCCGGGGGTGAGGTCTTGGGTGGGGATCATGTATG
AGTCAAAACCCAAATCTTCATAGTCGGTATACTCATAACTTCAATACCACTGGTGGCCCA
TGGCTTTAATTGTCAGATGGGGGTCATTAATCTCGTCCATAAGGTAAAGAATGCGAAGGG
AGGGTAGGGCGATCAGAATTAAAATGATTGCTGGGAGTAAAGTCCAGATGATTTCAATTT
CTTGTGAGTCTAAGATAAATTTGTTTGTCAACTTTGTGGTCACTATTGCTACAATAATAT
AAAGCACAAGAGTGCTAATCAGGAAGACAATTATTAATGCGTGGTCGTGAAAATGGAGAA
GTTCTTCTATAACGGGTGAAGCTGCATCTTGGAAACCTAGTTGAGCCGAATTCGGCACGA
GGCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCT
CTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCCCTCGTGCCGAATTCGGCACGAGGATT
TGAAGAACCCGCATTTGTTCAAATTCAACAACCTAAGTATTAATCAAGAAGAAAGTGACA
GAGCGGTTATGTGGCTGGCTTGAAACCAGTTTATGGGGGTTCAACTCCTTCCTTTCTCGG
TTAAAACTTAGGTTGTTGAATTTGAACAAATGCGGGTTCTTCAAATGTGTGGTAGGGGGG
AGGGCATCCGTGTAGTCATTCCACATTTGTGGCTGTTAGTTCAACTGACAGAACTTCACG
CTTAGCTGCAAATGCTTCTCAGAGAATGAAAAGGAACATAATTACAGCAATTAGTGAAAT
AAGGGAACCTAGGGATGAGATAGTGTTTCACAGTGTATAGGCGTCTGGGTAATCAGAGTA
GCGTCGTGGTATTCCTGCTAGGCCTAAGAAGTGGGCTACTACATAGTAAGTGTCATGGAG
TATGATATCTAAAGATGAGTTGGCTAAGACAATTCCTGTCAGACCGCCTACTGTAAAGAG
GAAGATGAAACCAAGGGCCCATAATAATGGGGTTTCTCATTTAATAGAGCCCCCATGTAA
AGTAGCCAGCCAGCTAAATACTTTAACGCCTGTTGGAATTGCGATGATTATTGTTGCAGA
TGTGAAGTAAGCCCGAGTATCCACATCCATTCCTACGGTGAATATGTGGTGGGCCCATAC
AATAAACCCTAGAAGTCCAATTGCCATTATGGCTCAGACCATACCCATGTACCCGAAAGG
TTCTTTTTTACCCGAATAATAGGCCACAATATGTGAAATTATTCCGAAGCCGGGGAGAAT
TAAAATATAAACTTCGGGGTGACCAAAAAATCAGAACAGGTGCTGGTAGAGAATGGGGTC
CCCTCCCCCTGCAGGGTCAAAGAATGTTGTATTTAGGTTTCGGTCCGTTAGGAGCATAGT
GATGCCTGCAGCGAGCACAGGGAGGGAGAGTAGAAGTAATACTGCGGTAATTAGTACAGC
TCACACGAATAAAGGGGTCTGATACTGAGAGATGGCCGGGGGTTTTATATTAATAATTGT
TGTAATAAAATTAATAGCCCCTAAGATAGAGGAGATACCTGCCAGATGGAGGGAAAAGAT
GGTTAAATCCACGGATGCTCCCGCATGCGCCAGGTTGCCCGATAAAGGCGGGTACACGTT
TCCATCTTCCCGTTCAACATGACTAAGAAGAGAAGGAATAACGGACGTGCCAAGAAGGGC
CGTGGGCATGTGCAGCCCATCCGCTGCACCAACTGCGCCCGCTGTGTTCCAAAGGACAAA
GCCATCAAGAAGTTTGTCATCAGGAACATAGTGGAGGCAGCAGCTGTGAGGGACATCTCA
GAGGCCAGCGTCTTTGACTCGTATGTCCTTCCCAAGCTCTATGTGAAGCTGCACTATTGT
GTCAGCTGTGCCATCCACAGTAAAGTGGTGAGAAACCGCTCTCGTGAGGCCAGAAAAGAC
CGCACCCCGCCGCCCAGATTCAGGCCGGCTGCCGGCGCACCAAGAGCTCCTCCAAAGCCC
ATGTGAAGCAGAGTTTTGAGATGCTGTCCATCTGACAAAGAAATAAACAGATCCTGACAA
AAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL1Contig257
TTTTTTTTTTCTNATCTCAGTCTGGGTTTATTTATTGTACATGATGACATTGCTGTAAAA
GTCTGAGGAGAGGGCGCGTGGGCTTAGAAGTAGTTGACGATTCTGCGGATGGACAGAATG
TTGGGGTTCTGGGCCTGCCACTCGTTATGGCTGCAGTAGTTTCCGCGCTCCACAATGTAC
ATTCGACCACGGAAGTTTGGCTCCTCGTACATCACCCAGGCTCCATCTCCAAAGACCCTG
ACAGAGTTGACACAGTTGGAAAAGCCTCGGCTCTGCAGGAAAGGACAGTCATCGCAGATC
TCCATACACTGACCGGAGTAGTTGCAGGCCTCGAACAGCTCGATGCGGTAATGCTCTCCA
TGCATGCGGATGGGCTTGCAGGATCCCATATGATCATTGTGGGAGTTCCACCTCTGGAAT
TCTGGGTATTCTCCGTGCTCCAGGATGTACTGCTGGCCCTTGAAGTCAGGGTGGTCATAG
CAGATCCATGCACCGCTCTCCACACGGATGGAGTTCACCCTGTTCATAAAGCCGCGGTCC
TGGAAGTTATCACAGTCACCTCTGACTTCCAGCTTCCTGCCGGTGAAGCATCTTCCCTCA
TAGAAGGTAATCTTTCCAGAATACTGCGACATTTTCACCCACTGGATGTCGTCCAACCTG
GCCCTCGTGCCGAATTCGGCACGAGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGACAGAAGTTGCCATCCATCGCATCCGCATCACCCTCACCAGCCG
CAATGTTAAATCTCTGGAGAAAGTCTGTGCAGACCTGATCCGTGGTGCTAAGGAGAAGAG
CCTGAAGGTGAAAGGACCTGTCCGCATGCCAACTAAGACTCTGCGCATTACAACCAGAAA
GACTCCATGCGGTGAAGGATCCAAAACCTGGGATCGCTTCCAAATGAGGATCCACAAGCG
CCTGATTGACCTGCACAGTCCATCCGAAATTGTCAAGCAGATCACCTCCATCAGCATCGA
ACCCGGTGTTGAGGTGGAAGTCACCATTGCAGATGCATAAAC
>CL1Contig258



CGGCACGAGGTTTTTTTGTTCAGGGGACGCTGTTTTATTGAACAGTATGAACCTATTCAA
CAGTTGTTACTTCTTATAACAAAAAGTTGGTGATGCCATGTCCGCTAGGCAAGCCCCGCC
TCTGTGCTGCTCCTGCTGCTGTGCAGCGCTCAAGTGTTCACTCTCAAATGCTACACCTGT
GATGGAGAGAACGACAAAACTTGTAAGACGGAGACCGACTGCCCCCTTCTTTCAGGATAC
TGCAGGACCTACCAGAAGGGTGATGTGTTTTCTCGTACCTGTGAGATTTTCTGCGCAGAG
GACTACTTCACAACCTGCTGCACCACAGATCTCTGCTAGACCGGACAGCCTCACCCTTCC
CTTTTAACAAAATCAAGATGAATATATGATTATCACTCAAATTTAGTTAGTCTCGGGCGT
GGGAACCATTGTTCTTCATATTTTTTCCCCTTTGATTTGATTGAATCCCTCAGAATGTGG
ACAGTTGAGTCCTTCTCATCGTCCCAGCGGCTGTTGTTACATCCCTCCAGCCGGGTGGGT
GTTCAAAAGCAGGACATCCACTCGCTTACACACTTTTAATCCGCTCCTGATGTCACTTAT
TGGGTCACAGCTGCAGTCTCCTGCTATGTGGGTCAGTGTCTATGGCCACTCTGTTGTGGA
GTTGCACTCCTGCTCTCATCTGTGTTAAACTCATAAAGAAAAGCAGAA
>CL1Contig259
TTCGGCACGAGGGTTGTTGTGAATTTGGGCTATACNAATAAAATTGAATTGAATTGAAAA
GGTCTTTTATGTAAACCGGTACTTGGTTTTTAAGAGCTGTGTATGTTAAAACCAGGATTT
TAAAATGTACCTTGTAGCGAATAGAGAGTCAGTGTAGCCGGAGAATAACGGAGTGACGTG
TGAAAACGTGGATGAATTAGTTAAACGCCTTCCAGCAGCGTTCTGGACAACCGGGAGCCG
TTCTAAAGATTAACATGTGAAGATGGAGTTGCAGTAATCAAGACGAAAAGAGAGGATCAG
ACTAATTAATTTGAGCAAACAAAATAATTATTCACGTCATAAGACATTCATAAACACGGA
TGTGAGCAATACTTGGATTTACAGCAGATACCTTCACATTTCTGTCTGCGTATGTTTTAT
TACATTGCATGGAAGACACGGATGATGCTTAGAGATCAAATTTATTTATTTTAAAAAGCT
CTACAAAAATCATACTCATTATCAGTCACTTTACATCCAAATGCTACTAGGCTACATGCT
ACTTATCCCATAATGCATCTCGACCAATCACCATGTCCCTGTTACTGTGATGCATTCATA
TACAACAGGATAAATGATAGGCTACATAGCATGTAGCAAACTAGCCTTTGGATGTAAAAT
GACTGCTAAAGAGTATGTTAATAAAAGACCTGAATATTATTATTCCTATTCTACCCTAAG
CTACAATATCCCATACCGCCGCAGGCTGTCCGTCTACCAGCCAGGATAGACGGAGAGGGT
ACCAGGATGTGAATGAACCCAGACAAAAACGTGATTACCGATGCTTTTGCGCTTTTTAAA
ATAAATAAA
>CL1Contig260
GGGCGGCTCCCACTAAGGCTGAAAAGGTGGCCCCAGTTAAGGGTGAAAAGCCCCCCACTA
AGTCTGAGGTAATTACGGTTAAGAGTCAGGAGGCGGCCCCCACTAAGGCTGAGAATGTGG
CCCCAGTTAAGGATGAGAAGGTCCCTGCTAAGTCTAAGGCGACCCCTGCTAAGGCTGACA
AGGCGACCCCTGTTAAGAGTCAGGGGAGAGCGTCCACTGTTAAGGCTCAGGAGGCGGCAC
CCACTAAGGCGGAAAAGGAAGCCCCTGCCAAGACTGAGAAGCCTACTCCCATTGAAACTG
CAAAGCCAGCCCCCACAAAGACTGATAATGCAGCTCCCCCTAAGACTGAGAAAACAGCCC
CTGCTAAGACTGAGAAGGCAGTTGAAGAAGCAAAAACTTCACCCCAAAAGCCAGGTGAAG
ACAGCAAACCAACTTCTGCTGAGGGTGATGAGCCAGGTGCAGCAAACAAAGCAGCTAAAC
TTACTGAGGCCAAGTTGATTGATGTAAAAGAGGCTCCAAAGGCTTCCAAGCCTGTTGAAC
CGTCATCAGTTTCAATAAAACCAGCTCCGATGGAGCCTGCTCTTTTAGCCCCAGCTCCTC
GAAAACTCACTTTTGCAGAGGCGGTTGCTAAACCTGCACCTGTGAAAACCGAAGCTGTGG
TAAATAACATCCACCCTGAACCACTTTCCCCTACCAAACCCATCCTTACACCAGCTAAAA
CTCCGGCCAACATGGAGCCTGTGATCAAGATCGACAATGGATCCGGCACTGAGTCGGACA
GCGATGATTCTGTCCCAGAGCTGGAAGAACAAGACTCAGCCCAGACACAAACGCAACAAG
CCCAGCTTGCAGCAGCAGCTGAAATTGACGAGGAACCAGTCAGCAAAGCCAAACAAAGCC
GCAGTGAAAAGAAAGCACGAAAGGCAATGTCAAAGCTTGGTCTTAGGCAAGTAACGGGGG
TCACCAGGGTCACTATTCGCAAGTCCAAAAACATCCTGTTTGTCATCACCAAACCAGACG
TCTACAAGAGCCCAGCATCAGACACATACATCGTCTTTGGAGAAGCTAAGATAGAAGACC
TTTCTCAGCAAGCCCAGCTGGCTGCCGCAGAGAAATTCAAAGTTCAGGGAGAGGCTGTTT
CAAACATCCAGGAAAACACACAGACCCCTACAGTACAGGAGGAGAGCGAAGAAGAAGAGG
TTGACGAGGCTGGCGTTGAAGTGAAGGACATTGAACTCGTTATGTCGCAAGCCAACGTGT
CGCGGGCAAAGGCTGTACGCGCCCTGAAAAATAACAACAATGACATCGTCAATGCTATCA
TGGAGTTGACAATGTAAGGGGACCCTGTCAACGAAGAGTGGAAGAGTGTTGCTGATTTAA
TCTCATTTATACAGTTTATATCCAAGA
>CL1Contig261
GAGGGGGAGGTAGAACCCTAAAACATGAAGCTGGCAGTGGTGTTGGCGTGCTTTGTGGTC
TTCTGTCTGGCAGAGAAGCCCCTTCCCTGCACTAGCCCTCCTCTTTTGACCGGGCGGCTC
ACTGTGACCACACAGAATGAGAAAATCGGGATATTCGGCAAATACCTGTACGATGCTGTG
GGGCAGCGAGTGCGGCTCTTTGACATTGGCAGCTTTAAGAACCAGACGTTCACTGCAGAT
GTCCTGCTGCACTTCACAGAGGCTGCCATGTATGAGATCGATGATGCCAAACGAACATGC
AAGAAGAGCCCGCTGAAGGCAGACTTCCAACCTCTGAAGATTCCCCAAGATGCGTTTCTG
CTAAGCCAGACTGTGGTGGGCAGCTCTTCTGTTCCGGGACAAGGACTCCTGGTGAACAAT
TGGTATGGAAAGTTACCTGACAAATCAGGAGATTTTCTAAGTACTGTGACTGAATTGGGG
TGCATTCCTGTGAAGTCATCCTACCAAACGAAGGAGTTTGGATGGGTGTTAGCAGATTAT
TACAATAATGTCATTGGAATTACCGATCCCAATCTGCTGGAGCCCCCAGAGTTTTGTGCA



GATGCTGTGATGGACGTGGAGGCAGAGCCGAGAAACTATCTCAGCTTTTATGCCAAGGAG
AACTGAGTCCAGTTACCTTCAATCAAACAGTCTTACCTCTTTCTTTAGAATGTCTTTTTA
AGATCATCACTAGTATTATTTTACTCTGCCTTTCTGAAAGAAAGCTGAGGATCAAGTATT
GTCTCAAT
>CL1Contig262
TTTTTTTNTTAACCAAGAACTATTTATTTTCCACAACTGCAACCAGTTTTGAGATGACAA
ATAGTGTTCCTGTACAGAACATGGAAGATGGATTTAGATCGACATCGAGCTTTCAAACCC
TTCAGGCCAAACCTGATGCCATCAGCTCCTCTCAAACCAGACTCTTCAGTTCAGTTGTTG
AGTAAAGTTCATCTTGTTGGACATCTTTAATTCTGTTCAAGATGAATTAGAAGTCTGGAA
AAGAGTCAACTCAAGCCTCGTCATTGCCGGGGCAGAGGTAGTTTAGAAACATTTGCGGTG
GACGATGCCGGGACCGGACTCTTCGTACTCCTGCTTGCTGATCCACACCTGCTGGAAGGT
GGACAGGGTAGGCAAGATGGAGCCACCAATCCAGACAGAGTACTTCCTCTCTGGAGGAGC
ACTGATATCAATGTTCATGGTGGGTGGGGCCAGAGCAGTGATCTCCTTTTGCATGCGGTC
AGCGATTCCAGAGAGCATGGTGGTGCCTCCAGAC
>CL1Contig263
TTTTTTTTTTGCAACAGGGATATATATAATTGTTATAGCTTCAGCCTTTGTCCTATATTA
TTATTAGAAATCTTATTGTGCTGCTGGTTGGAGGATGACTCAGACTGATGAGTTTATGCC
TCTGGCTCATAATCCTGACTTTCCTGCTGGGTCTCATCATATGTCTCCCCTTCTGGCTCC
AGCATCCCCTCTCCGTGGCCCTCCATGGCTTCCTGCCCATACTCTTCAGGATTCATGTCA
GTAGGAAAGTCATCCTTCTTCCCCAGGCCAGTGGCAGCGACAATGTTGCCGACAGCTCCA
GTGGTCTTCTCAGCCACTGTCCCCACGCTGTCTTTTGCCTTGTTACCTACAAACATAACT
CCCTCTTTTGTCTTTTCGGCAGCAACTGCAACTCCCTCCTTGGTCTTTTCTGCAGCCACA
GCCATCCCTTCTTTTGCTTTGGACAAACCCTTCATAAACACATCCATCTTGGCCGAGCTA
CTATTAACAAATAGTCTTTAAGTTGTTCCCTTATGATTAGGTGGCGCGCTCGAGTTCCAC
TATCGTGTTAGATATCTTCAGAGGATCACTGTAGGTGGGCCTTCCACGCCTCGTGCCGAA
TTCGGCACGAGNCTAGGGTGCGTGAGCTGGAGGCTGAGGTTGAGAATGAACAGAGACATG
GTGCAGATGCTGTTAAAGGCGTCCGCAAATATGAGAGGAGAGTGAAAGAGCTCACCTATC
AGACCGAGGAGGATAAGAAAAACATCAACAGGCTGCAGGATCTTGTTGACAAGTTACAGC
TTAAGGTGAAGGCCTACAAGAGGCAGTNTGAAGAAGCGGAGGAGCAGGCCAATGTTCATC
TGTCCAAGTGCAGAAAACTCCAGCATGAGCTGGAGGAGGCTGAAGAGCGTGCTGACATTG
CTGAGTCTCAGGTCAACAAGCTGAGGGCAAAGAGCCGTGACTCTGGCAAGGGAAAAGAAG
CAGCTGAGTAAAGCTCAAATGTCCGTGGCTTATTTCATGTCATATAAT
>CL1Contig264
TTTTTTTTTTCAGCTTTAAATTCTTTATTTGTCATTACTTGGTTAGTCAGATGGAATACT
AACAGCTAATTATGAAGAGCTGCTGGACCAGGTATCTTTGGTTGAATCACTCAGTTGCTA
GCCATGGTGCTGTCCAACCAGTCGCTGAAAATGCAGACCTTGGCGTAGACACCGGGGTGG
TTCCTCTCAGCACATCCATATCCCCAGGAGACAATTCCCTGCAGCTGGCCGTTGCACACA
ACGGGGCCACCAGAGTCACCCTGGCAAGAGTCCTTGCCTCCCTCCAGGTATCCAGCACAG
AACATGGAGTTGGTGATCATGCCGGGGTAGGAGTTGCTGCAGTCACTGTCGGACAGGATG
GGGATGTTCAGGCACTGCAGCTTGTCGCCGTCATCGGCGGGGCTCATGGTGTTACCCCAT
CCAGAGACCAAGCACATGGTGCCAGCAGGAGCGCAGCCGGAGGGCAGAGACACGGGCTGC
ACGTACTGGTTGAGGGTGGCAGGAGTGCTCAGCTTGATCAGCATGATGTCATTGTCAATG
GTGTAGGAATTGTAACTGGGGTGGCGGATGACACGGGAGGAGGTGATGAACTGCTCGGTT
CCGTCATTGTTCCGGATGTGGTGCTCTCCCAGACGCACCTCCACTCGGGACTGGTAGCAG
TGAGCAGCAGACACCACCCAGTTCTGATTCACCAGAGAGCCGCCGCAGAAGTGGTAACCA
GCGTTCAGAGACACCTGATGGGGCTGGGAGTGGGGGGTGCACTCATACCCGCCGACGATC
TTGTCATCGTCAAGGGCGAAGGCGGCTCCAATGAGCAGAACGAAGACCAGAGACCTCATG
GCTGCTGAGTGATTCAGTTGATGGC
>CL1Contig265
TGAGGGGAATTAAAATTTAGGGGAGAGTGCTATTTACAGTTCTAAAGCAAATTTCATCGA
TAAGTTGAGATTTACCCCAAATCTTTGCTGACTTTACACAACCAGACTTTCCCGACTCAC
TGCTCCATTTCTTGCGTAAGTTGGACTTCTTTGAAGAAGACACGCTTTCGTTGTCACTGT
ATGGTGGCGGGTAATNATCGTGACGACCAGGATGTCCAGAGGGCGGGTTCAGTGGAAGGG
GCGGGGCTCTCACCCGGTCCGAGCGGTCGCTCTCACTATCCAGTCGCTCCCTGCTGTTTT
TTTTGAGCTTTAAGATTTTATTGGCCCTGAAAGTAACCGGCTGCAAAATGTTTGAAACTC
CACATCAACATGTAGATTGAAATAAGAGAAGTGATGCAGCTGTGTGAGATGGTGGGAAAG
GTGTCCGCCTTAGTTGCTGGCCATGGTGCTATCCAGCCAGTCGCTGAAGATGCAGACCTT
GGCGTAGACACCGGGGTGGTTCCTCTCAGCACATCCATATCCCCAGGAGACAATTCCCTG
CAGCTGCCCGTTGCACACAACAGGGCCACCAGAGTCACCCTGGCAAGAGTCCTTGCCTCC
CTCCAGGTATCCAGCACAGAACATGGAGTTGGTGATCATGCCGGGGTAGGAGTTGCTGCA
GTCACTGTCGGACAGGATGGGGATGTTCAGGCACTGCAGCTTGTCGCCGTCATCGGCGGG
GCTCATGGTGTTACCCCATCCAGAGACCAAGCACATGGTTCCAGCAGGAGCGCAGCCGGA
GGGCAGAGACACGGGCTGCACGTACTGGTTGAGGGTGGCAGGAGTGCTCAGCTTGATCAG
CATGATGTCATTGTCAATGGTGTAGGAATTGTAACTGGGGTGGCGGATGACACGGGAGGA



GGTGATGAACTGCTCGGTTCCGTCATTGTTCCGGATGTGGTGCTCTCCCAGACGCACCTC
CACTCGGGACTGGTAGCAGTGAGCAGCAGACACCACCCAGTTCTGATTCACCAGAGAGCC
GCCGCAGAAGTGGTAACCAGCGTTCAGAGACACCTGATGGGGCTGGGAGTGGGGGGTGCA
CTCATACCCGCCGACGATCTTGTCGTCGTCAAGGGCGAATGCAGCTCCGATGAGCAGAAC
AAAAACCAGAGACCTCATGATTGCTGAGTGATCCTGATGATCCAGTAGG
>CL1Contig266
TTTTTTTTTNGGGAGTGTGAAGAATTTATTGGGAACTTGCAGAGGATACAATAAGTTAAG
ACTCAGGGATGGGTCGGTGAGGAGTGGATTTGTTTCCATGGCCAGTCTCCTTGGCCAGTC
CGGTCACTTCTTAGCCAGACAGACAGTAAGTGGGAGGGGATGGTCACCATAGCTCCAACT
CCCCCCTCCATCACTGTTCCTCTGTGACAATGAAACCCCCCAAATCAGCCTGGGGAACTT
GGATCAAAGATGAGGACATCGTAAGAAAATCGTTACAGCTCCCCCAGTGGCACGAGGAAA
ACAGAGGGGAAAAGAAAGCAAAAAAAAAGAAAAAAAAAAATTCAAAAAGCCCCATTTGGA
CAAAAAAGGAAAAAAAACGTGTTGGACAAAACAAAAAAAGTGTTGAAAAAAATGAAATCT
CATAGTCCTTTGTTCCCCCCTGCTTCCCCAAATGGTACGGGAAGCAGCGAGTAGATGTCG
CGACACCATGGGGTCTGCATTTATTCGGTGCTCACCGCGGCAACGGTGGCGGGGTCCTTA
CACAGACATGATGTGCTTGACAAAGGCCTCATAATTGATACAGCCGTTCTCATCCTCTTG
TCCTGCCATGAGAGCATCAATCTCAGCCTCATTCATCTTCTCACCCAGTGTTGACAGGAC
GATACGCAGCTCAGCACCCATCACTGTGCCATTGCCTTCCTTGTCAAAGACACGCAGACC
CTCAACGTAGTCCTCAAAGCCTGCCTTGTTCGGGCTGTTGATGATGGTCTGCAGCATGGG
CAGGAAGCTCTCAAACTCTACTCTCTTGCTGGCCATGTCTTCAGTGGAGGGGTTCCCCAG
CAGTTTGTTCACCTCCTTGTTGGTGGGGTTCTGACCCAGAGCGCGCATGATATCAGCGAT
CTGGTTGTATGCCACCTTGTTGTCACCCACTCTGTCAAAGAGACCAAAGGCCTCCCTGTA
GTCTTCAATCTGGTCTGGGCTGAATTCTACCTTGACGGCGGACAGGTCGATGGCGGGCGC
CGCAGCGGGTGCGGGGGCCGGTTCGGGTGCTGGTGCCGGTGCAGGTGCGGGCTCAGCCTT
CTTGGCGGGAGCCTTAGGATCCTTCTTGGGTGCCATTTTTCACTTGATAGAAGAACTAGT
TTGGCCCAGTAGCAAAGACAATTCCCAGTTCGGGTGACACTCAAGGAGTGGTGCACAGAT
TGGAGGGGACTCAGGCCAACCAGTGC
>CL1Contig267
CGGCACGAGGTGGCACACAACGGTGGGTAGACCTCTAGTGAGAGGGCCGTGAATGATGGG
ACTTTTTTCTATCTGTAGACAAAAATGACACATATTTTTCTGGGTTTGTAACAAAGTGTT
TCTTCTGTGTTGTAGGTTTCTGCGATAACACAGCCGACTTGAGTCAACAGTGATCCCCTT
CTTCTAGATCCTCATGGACTTTGTTCCAATCTGCTAGTTTCCTCTCGCTTGCAGCCTTAC
AAGAGAGTAAAGACTTAGTTTTTTTTGTAGAAATGTGTAAATTCTCATTCATATTCTCAC
TTTCACGTCCTCCCATCTTCTTAAAGCATTTATTTTCCGTCATGTAGGAGTAGCCTTCCA
TTTGGAGGAAAGATCCTTCATTTCACAGAAAAATCCCACATTTTTGAAATCTCGCTCAGC
TAACGTGGGAAATACAATCTTTTGCAGCATATTGTAGCACAAACATTGTTGATAAACATT
CCTATATGTGTCTTAGGCCAAGGCATGTATATTTAGTAGTCATGTTTCAGAAATAAATGT
TGTAAACCTTANNAAAAAAA
>CL1Contig268
GTTTTTTTTTAAGAGATTTGACTTTATTGGTTCTCAGCGTTCAGTAGTAGGAGTCCATGA
TGCGCCTCATGCTCATGAACCTCATGCCGCTCCAGCCCATGTTGGTGAAGTTCCTGTACT
CTCCGGGCCTCATGTACATCATCCTGCCTCTGTAGTGGGGCTGCTCGTACATCAGCCAGT
GTCCGTCCATCACGTGACAGGACATGCAGTTGTTCATGCGGTAGCGGTCCATGATGTTGT
CGCAGTCGTCCATCAGCTCGTACATCTGGCCGCCAAAGTTCTCCCTCTCGTAGATCGTTT
TTTTATCCAGAAAAGAAGCAGAAAAATAGTAAGACCAAAAAAGCAAGAGCCACAGAGATT
TGAGTCAGTCCTGTCGTCCTTCGAACAGTCAGCCCGGCTGTCTTTTGGTTGCTGGATATG
CTGTTGAGCAGACAAAGCAAAAATTGTAGTGTCAGAACAGAAAATCCTAAAAAGCAACAA
CCACTACGCACAATGAGCTACATCTGTACAAAAGGAGGACAAGATACTTTTGAATTCTAA
AATTGCATATAGGACATGTAGTGTCGCCACAATGACTGCTTTCATTTGTAACTTGTTGTG
CACGTTAACACCATCAAAAGCAGCTCTATGTAATGTTCCCTCTCCCCTTCCTTCTCACTT
CCTGTTCCAGAGGTAACCCTCAGCTGCCATATCTCTAAACGAATGGTTTCTTTTGATGCA
ATTTGTTCCTTTTCACAAACACCAAAAAACATACATGAGGCTGACTGGTACAACCAGATT
TATAATGAACTGTACCATCAAAACATCTGTAATAAATCG
>CL1Contig269
ACATGTTGGTTAGAATCCTTCCTTTGCTAATGAACCCTTACGTCCTTTCAATTTTACTTA
TGGGCCTAGGCCTCGGAACTACAGTAACATTTGCCAGTTCACACTGACTCCTAGCATGAA
TGGGCCTTGAGATAAATACACTCGCCATCCTACCACTTATGGCCCAACATCATCACCCCC
GGGCCGTAGAAGCTACTACCAAGTATTTTTTAATTCAATCAGCCGCTGCTGCTACTATCC
TATTTGCCAGCTCAACTAATGCTTGACTGTCTGGTCAATGAGATATTCAGCACATCACTC
ACCCTCTTCCAACAGCAATGATCACCATCGCCCTATCCCTAAAACTAGGATTAGCCCCTC
TCCATGCTTGGCTTCCTGAAGTAGTTCAAGGGTTGGATTTAACAACAGGCCTAATCTTAT
CTACCTGACAAAAACTTGCACCCTTCGCCCTCCTCCTCCAGATCTTTCCTGAAGTCCCCC
TACTTATTACCTCCTTGGGCCTTATCTCAATACTAGCCGGCGGGTGGGGTGGCTTAAACC
ACACCCAGCTTCGGAAGGTTTTAGCGTACTCTTCCGTTGCCCACTTGGGTTGAATAATAG



TAGTAATGCAATTCTCCACCTCTCTGACAGCCTTAGCACTTTTGATGTATATGATTATAA
CAACTTCTGCGTTCTTAACTTTTAAACTACTAAAATCAACGGATATAAACAGCCTTGCAA
TATCCTGGGCTAAAACCCCCTCTGTTACAGCCTTGGCCCCTATAATGCTGTTGTCCTTAG
GCGGCCTCCCCCCTCTCTCAGGCTTTCTACCAAAATGGCTGATTATTCAAGAATTAACTA
AACAAGAATTAGGACTAGTTGCGACCGTAGCTGCCCTCTCTGCATTATTGAGCCTCTTCT
TCTACCTCCGTGTATGCTATTGCCTTACATTCACCTCTTCGCCTAACAACCTGGCGGGGG
TAGCACCATGACGGCTAGAATCAAAGCAAATTTCACTCCCCTTGGCCACTTCAACCTCTC
TCTCCATTCTACTCCTGCCTATCTCCCCTGCCATCTTATCCTTAACCCTCCCCTTGTTTT
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL1Contig270
ACGAGGGGTCCCTGCAGCTTTGGAGGCCGCCCGCATCTGTGCCAACAAGTACATGGTGAA
AACCTGCGGTAAGGATGGTTTCCACATCCGCATGCGTCTGCACCCCTTCCACGTCATCCG
CATCAACAAAATGTTATCATGCGCCGGAGCTGATCGGTGAGTTCGCCTGGGTTCATGCCG
GCGATCGAAGGTGACGCCTTTCCGCTCGGATCACGTGACCCCACCCCCAACCCCCCGTGT
CTCCTCAGGCTCCAGACTGGAATGCGTGGCGCTTTTGGGAAGCCGCAGGGCACTGTGGCG
CGCGTGAACATCGGTCAGGTCATCATGTCCGTGCGCACAAAGACTCAGAACAAGGAGCAT
GTGGTGGAGGCTCTACGCAGAGCCAAGTTCAAGTTCCCCGGACGCCAGAAGATCCATATT
TCTAAGAAGTACGGCTTCACCAAGTTTAACACCTGCGACTTCGATGACATGATGGCAGAG
AAGCGTCTGATCCCCGATGGCTGCGGCGTCAAGTACATCCCCAGCAAAGGGCCCCTGACC
CGCTGGAAGGCTCTGCACGCCAACCCTAAATGAACATGCGCTGTCGGAGAACCGATCCAA
>CL1Contig271
TTTTTTTTTTCAGTGCAAGAATGTTTTATTAAACCGTCAACACATTCAGCAGAGGAACGA
GACGGACGTCCACAGATCAGATCTTGTTGAAAGCTGCTACATCAACACTCTGAACAAAGT
CTTCAAACTTGGTGATCTCTTCTTCCAGCAGGTCAGTTCCCACTTTGTCGTCCTCCACCA
CGCACGAGATCTGCAGCTTCTTGATACCGTAACCCACAGGAACCAGTTTGGACGCTCCCC
ATAACAGGCCGTCGGCCTGAACCGAGCGCACGCACTCCTCCAGCTTGGCCATGTCCGTTT
CATCGTCCCAAGGTTTAACATCCAGTAAGATTGAGGACTTTGCGATGAGAGCAGGCTTCT
TGGCTTTCTTCTCTGCGTACTCTTTCAGTCTCTGTTCTTTGAGTTTATCCGCCTCTTCGT
CCTCATCACTACCAAACAGGTCTATGTCGTCGTCGTCCTCGTCGTCCTCTTTAACAGGAC
AGCTGTTCTTCTGCTGCACAGCAGAGCCATTTGTGCAGGTCCGCAACGGCGCCGCAGTCA
CGGATGCAGGAGGTTTTTCCAGAACGGCAACTCGACACTCCAGCCTGGAGAGCGCCGCCC
GCAGGTCATCCACCACTTTGTGTAAACTGCGGTTCTCCAGCTCCAGGCTCTTGATGCGAG
AAATGAGTTCTCCTTGATCGGCTGGGTTGTTGCTGGCGGCGTTCCCCGCTAAAGATTTCT
GGATGTTTTCTCTGGCCCGAGCAATGTCTTGGAGAATGGCGTTTGCACCGACATCCTGCG
TCGTCTGTGCAGCACCACCGTTCTTTTGCTCATAGAAGCGTCTCTCTGCCTCATCATAGC
GAGGTTTGTCAAACCAGATCTTCTCCTTGGCCAGAAAGTCTACTGAAGTCATTTTTTGCT
TTGTTTGCCGTCTGGTCGGTGTGGGATTTAGGCCGGTGCCTTCAGCGCGTGCTCCTCCAG
CGAAGACTGACAACGGGAAGAAGGAAGAGGAGAAAGTAATGATCCTTCCGCAGGTTCA
>CL1Contig272
ATTCGGCACGAGGAACGTGTCGGACTGCTTCACTCCCAGAACACCAGTCTTCTGAACACC
AAGAAGAAGTTGGAGTCTGATTTTGTCCAGGTTCAGGGTGAAGTGGATGATGCAGTTCAA
GAAGCAAGAAATGCAGAGGAGAAAGCCAAGAAGGCCATTACTGATGCTGCCATGATGGCT
GAGGAGCTAAAGAAGGAGCAGGACACCAGCTCTCATCTGGAGAGGATGAAGAAGAACCTG
GAGGTCACAGTGAAGGACCTGCAGCACCGTCTGGATGAAGCTGAGAACCTGGCTATGAAG
GGTGGAAAGAAGCAGCTCCAGAAACTGGAGTCTAGGGTGCGTGAGCTGGAGAGTGAAGTT
GAATCTGAGCAGAGACGTGGAGCTGATGCCATCAAAGGAGTTCGCAAATATGAGAGGAGA
GTGAAGGAGCTCACTTATCAGACTGAGGAGGACAAGAAGAATGTGGCCAGGCTTCAGGAT
CTGGTTGACAAGCTGCAGCTTAAAGTCAAGGCTTACAAAAGACAGACTGAAGAAGCTGAG
GAGCAGGCCAACACCCACATGTCCAGGCTCAGAAAGGTCCAGAATGAACTGGAAGAAGCT
CAGGAGCGTGCTGACATTGCTGAGTCCCAGGTCAACAAGCTGAGAGTCAAGAGTCGCGAA
GCTGGACGGCCGGATACTGCAGAGTAAGAAGAATCGTGCAGTTGAGCCTCTGAAACCAAG
TTTATAAAATATGAATTTATGGTTTTGGGCTCACAA
>CL1Contig273
TTCGGCACGAGGGGAGCCCAGAGGCAGGAGAGGATCTGACGACTGGAGCAACAGCGCTCG
CAGCGGCTACGACCGGGACTATGACCGCGGGCGCCGGGATTACTCTCCCAGCAGTCAAGG
GCGACGAGGGGGAGAGGCCTCTAGTGAGCTTTCCGGCCGACGCAGCCGAAGTCGTGATGA
TCTGATGGACATAGACAGGGATCGGCGGAATGGCGGGGGTGCCAGAGGCCGGGACGACTA
CGACGACAGTTTATTGCGAGAGGCCATGGAGAGAAAGAGGATGGGCGAGCAGCAGAGGGC
CCGCAGCAGGGAGCGACTGGATAGTGAGAGCGACCGCTCGGACCGGGTGAGAGCCCCGCC
CCTTCCACTGAACCCGCCCTCTGGACATCCTGGTCGTCACGATAATTACCCGCCACCATA
CAGTGACAACGAAAGCGTGTCTTCTTCAAAGAAGTCCAACTTACGCAAGAATGGAGCAGT
GAGTCGGGAAAGTCTGGTTGTGTAAAGTCAGCAAAGATTTGGGGTAAATCTCAACTTATC
GATGAAATTTGCTTTAGAACTGTAAATAGCACTCTCCCCTAAATTTTAATTCCCCTCAAA
ATGTATTTTCAAAATGTACTTTTAGTTTAAACTCTTGTTTTCTATGCAGGAAAGCTGGAC



ACAGATTAAACATGTCATGCCTTTTCATGCATAGATACTGTGGCTGCCACAAGTGCCTTA
GTGTGTAAAAAATAAAAATAATAAAGTTTGCATGAAAGTTGTTATGTTTACATCTGAATG
GTTAAATGACTTCAACTGGGATCAAATGCCTTATGTTTGTTTGTTTTTCTCTTCGATTAG
TTGCTTATGTAGAAATGGAGAAAACCTTTTATTTTTTGCCTGTTTTGTACTTGTGATAAA
TGTGTTTTTTTGTAAAGAAACCCTGTACATTTAATGATTGCTTCAACTTTACAAATGTTT
AAATGTTCACTGTAAATAAGTTCTTGCAAATTCATATGCAGTTCAAATTTTTTTTATCTT
TTAGCTTCATATCTATTTTTTTTCCTGTTTTTTTTTAATTGGAATGCATACACATTTAAT
CCACACAAACTTTTAAAGCAAAGCAGTAAGAATGATCAAATCGTGTAACAAATG
>CL1Contig274
TTTTTTTNTNGGACAAAAAAGATCTTTATTGACCAGAGCCTGTCCTGTACCACACAGACA
GAAAGATCGCACTACTTACACAAACAGCACCTGGTGCAGAGAAGGCTTGCATGGGGTTGT
CATTGTTTTGTCAGTTTAGGCGATGAGGTAGCTAACACCGAGCAGTCGACAGTACCGATC
TTCTTTGTGGTGGGCACAGAGCTCAAAATATCTGGACATCAGATAACCAACACTGCATCT
GCGAACTCATCAGCAACTGTGATTCTCCTCATAGCACCATATTTAAAGAATTTGATCAAT
TTTACAGGAAATATCAGTGAAAGGAATTGTAGCGATGGGATGCAGACTCAAAGCGACTTT
AGTCGTATGCTAATTACAAGACATTTTTTCCAATTTTTTTTATCCTTTGGCATTATTTTT
TTTAAATATATAAAAAGATTCAACTCACAACTGCTGAAGCTTAAGCTTACAAGAGATGGA
TGAGTGAAACTTTAAGAAAAAGCTTTCTAGAAATTTCAAACACTTTAGCTAACTCCCAAA
TCTTTGTTGTCTCAAACTGGGCTTGAAAAGGCACAATAAATATCTCGCCACAGGGCTGGA
ACAGTCCTCAGTACTTCTATGTACAATGCAGCTGATCCCATCAGCCGGCAGTTCAACTGT
CCCCAGAAAGTCCTCCACTTGTCCTTCCTGGCGGCTCTACAAGAAGCACACTGGCCCGAT
ATCAATGCCGAATTCCTGATCGGGGCCACCAATGTCCACGGGGGCAATATCCACAATGGG
GAGTCTGGCAGTTTTCTGTGTCCTGTACTCAAACACTGTCTTGCCCCAGTTGCCATTTGA
TTGCGTGCAGGAATCCTCCAGCACTGTGTATCTGAAGCGGTTGTTCCCCTCTGCTTTCAG
CTCCAGGTCATTGGAGCCCTTGAGGATGGCTGCTTTCTTCAAGTTACCATTTTTTTGGTC
CTTGTAGGCCACAGAGTTCTTGCAGTGGTAAGTGATGGTCTGCGAGGCCTCTTTGGACAG
CAGTCGGATGAAGGTCATCTGCACTGTGACAGAGTTTACCGGCTGATCCTGGTTGCCATA
AGTGAAATGGGTCCCTCGGTTGATGTCTGCTCCAAACCACACAGGTTTGTTCCTGGAAGA
GCTCCACCACACTTTACGAGGTATGCTGGACGGGTTGGCAGAAATGCATGTCTCTCCAGT
GTCCATGTTGCAGTGCACTTTGATGGCATCCTCTGCACTGCCTTGGTTTGGATCTACCCA
GTATTCTCCGCTCTTCTTCATTGGGTAGCACCTCTTCAGGTCATCACAGGTCCTGGCAGG
GTGTTTCTTGCTGCCGTCGGGGCTCTTCATGCTGTCGATCTGGCTGCTGAGAGCCTTCAA
AGTGGCCTGAACTCCAGGATCGATGGGCACGATAGTGGTGGAGTTGGAGTTGGGCATAGC
CTCGTCTTCGCTGAACTCGGGTGGAGGAGGTATCCCGGAGTCATAATCATGAAGGCCTGC
GAACAGGTCATCCATAGCTGCTATAGGAGGTCCAGGGGGACCGGGAGGGCCAGGAGGCCC
AGGTTCACCAGGAGGGCCCTCTGGTCCTATTTCTCCACTGAGTCCACGGGTTCCTGGAGG
TCCCATTGGCCCTGACTGGCCCATATATCCTTCCTTTCCAGGAGGCCCAACAGGTCCAGG
AGGCCCCCTAGGACCACCTGGTCCAACAATGCCTGGAGCTCCTTGTTCACCAGTGGTACC
AGGAGGTCCAGGAAGACCCTGTAGACCGGTGAAGCCTCTGTGTCCCTTCTGGCCTCTCTC
TCCATGATCCCCAAGGTCTCCTTTGTCTCCTCTTGGTCCTTGAGGTCCCCCCAGTCCTCT
>CL1Contig275
CGAGGGAAAAGGCCCGCATACAATCCACTTTCTAAACCCTCTTATCTGACTGCCAAGCCT
TCAGCTCAATGCCTCTCTTCCTCCTCCTGTCCTTCCTCATCTTCCCTGCCTTTTAAACTC
AGTGGTAGACATCCCCCTCCCCTACCCCCTGAAAAGTTGTATTTATTTTCATTCTGCTCA
TTTCAGAATAAACTTTTCCAAAGTACATCCCANAAAAAAAA
>CL1Contig276
TCCACTGCAAAGCGGTGGCATTCCTCTATTGCTAGATCCTTCCACAGATACTTTTCATCA
TCAGTGAGCTGGATCACCAAGGGAATGTCAAACACATCTTGAAGCCACTTGGTAAAGATG
AAAGGGATGAGGTGACCAACATGCATGGCTTCTGAGGATGGACCTCTTCCGGTGTAAAGA
TAAAAAGACTTGTTCTTCTCATAGTCATCCAGTACCTGGTGCATATCTCTGTGAGAGAAG
AAGATTCCTCTTCGTAGAAAGCGATGAGGTTTCTGTCCTGTGACCTTTTCTATTCTGTCC
ACCAGCTCCGTCTCAATTTTACTGCTGCCAAACCTCACTATGAGCTTGTCATAATCTACT
CCTTTTGCATTGCTGGTGGAAACGTTCCACGGGTCAACATTGTCCTCTTCATCAATCCCA
TCTGTTGCTGCTCCATTGTCCTGGTTGACTACATTCTCTGGAGGTGGACATCCAGCTTTA
TAGTCCTGTCCTGTCAAGTGTTTGTAGTCCGTCTTCAATTTTAGAAGCAGTTGAACAGCA
ACGTCAATTTCAGCCTTTTCTGCTTTAGCTGTTTTCAAGCATCTGACTTGTTCTCCTTGT
GCATTTAGTCTCTCATACATCTGCAGTGGAGTCATGGCGCCTTCTACCTCCTCTTGTGAG
TCTGTCATCTTTTTCACACCAGCAGGAAGTTCGGGTGAAGCCCCCCTCAGACAGGCGTAG
CCCCGGGAGGAACCCGGGGCCGCAAGGTGCGTTCGAAGTGTCGATGATCAATGTGTCCTG
CAATTCACATTAGTTCTCGCAGCTAGCTGCGTTCTTCATCGACGCACGAGCCGAGTGATC
CACCGCTAAGAGTTCC
>CL1Contig277
GAGCTNAGATTTATTTGGGAGAAGACAGACAGAAACTTTTAGGAGGCTCCACTGAAGATG
ATGATGATGAAGATGAAGTCTCCGGGTCAAAGCAGGGCCTCTGTGGGCGGAGCCTTCACT



GCGTGACCGTGTGCTCCACCACCTTGATGATGGTCTTGGTTGAAGAGGACGAGGCAGAGG
ACCCTGAGGCCTCCGCGTCCAGCAGCCGGCGGTACTCGCCGATCTCCATCTCCAGCTTGG
TCTTGATGTCCAGCAGCATCTGGTAGTCCTGACTCTGCCGCTCCAGGTCGGCCCGCAGCC
GCTGCAGCTGCTCCTCAGCGGAGAACACCTGGTTCTGGAGGCCGCTCATCGTCATGGCGT
AGCGGTTCTGGACGTCCAGCAGCGAGGCCTCCAGAGACGCTTTCATGCTCATCTGGGACT
GCAGCTCGATCTCCAGGCTCTGAAGCTGACCCCTCAGCTCCTTGGACTCGGACACGGTGG
TCTTCAGGGAGACCTCTGTCGTCTCCTGCTCCTTGACGAGAGCCTCCCTCTTGTTATTGA
ACCAGCCGTCCAGCTCCTTGCTGTTCTTCTGAGCAACACCTTCATAGTATTCCCGGATCT
CCTCCATCACCTTTGTCAGGTCCTGCTGAGGAGCAGCGTCCACCTCCACGTTCACCTGAC
CGCTCACCTGAGAGCGTAGGGACAGCAATTCCTCCTCGTGGGCCGTCTTCATGGACTCTC
TCTCAGCCGCCAGGCTGTCGATCTGCATGCCAAAGTCGCTTTTGATGCCAGCCAGCTCCG
TCAGCATCATCTTCAGCCTGGCGATGTCCGCCTCCACCGACTGACGCATGGACAGCTCGT
TCTCAAACTTCATCCTGAAGTCGTCCACAGCCAGCTGGGCGTTATCGATGTTCAGCATCA
CCGCCCCCCTGGCGATGAGGCCGTCCTGGATCTTAGCCTGCAGCTCAGAGATGGTGGCCA
AGAAGCCGCTGTAATCTTTGCCGGAGGGGCCGATCTTGGTTTCTGCAAAGTTCCTGATCT
TCAGCTCCAGCTCTGTGTTGGCCTTCTCCAGCATCGCCACCTTGGACAGGTACGACGCCA
GCCGGTCGTTCAGGTTCTGCATGGTGAACTTCTCGTTCCCGACCACACTGTCCTCCGACC
CTCCTCCGAATCCTCCACCTGCACCCCCGCCAAAACCTGCACCCCCACCAAAACCTGCAC
CCCCGCCAAAACCTGCACCCCCGCCAAAACCTGCAGAGAAGCTGCGGCTGGCCTGGGAGA
CCCTCAAACCGCCACCCACTGCCCCCCCAGCCACGCTGAAGGAGCTCATGCCTCTGGATG
AGCCCCCGGAGAAAGCTCGCCCAAGGCTGGAGCCCCCCATGGAGCTCCGGGAGTAGAATG
CAGTTGCCATGATGGAGTCAGGAGGAGGTGCAGTCTGTCTTCTCAAAGAGGGGGAGAGAA
GTCCAG
>CL1Contig278
GGGACGAGTCAGGACCAAGACGGTGAAGAAGGCCGCCAGGGTCATCATCGAGAAATACTA
CACCCGGCTGGGAAATGACTTCCACACCAAACAAGAGGGTGTGTGAGGAGATCGCCATCA
TCCCGAGCAAGAAGCTTCGCAACAAGATTGCTGGGTGAGGAAAGTTTGATTTTATTTGAT
ATGGTTTCATTTAAGCAATCAAAGAAAGAATAATGCACAAAACAATACAATCAGCAGTTA
TACATTCATACAAAGACGTATCAAACTTAATACTGTGTATCCTCCTGTAACGAAAGGTGG
CCTCGGTGTCTGAGTCGCTTGGTCATTAAAACTACAGGAAGAAAAATTTGTGAGACTTTC
CCGTGTTTGAAGGACTTTCTGTTCCTATCAGACCCCATTTGCTCACAGACATTTGCATCA
CCAGTATTTCAACATGCGATTGTGCATATGTTGAACTTAAAGGCTTNGTCTGCATGTTGA
TCTTTAACTGCTGTGGGCTCCTGCAGGTATGTGACACATTTGATGAAGAGAATCCAGAGG
GGTCCAGTCAGAGGAATCTCCATCAAGCTGCAGGAGGAGGAGAGAGAGAGGAGGGACAAC
TATGTCCCAGAGGTGTCTGCTTTGGACCAGGAGCTCATTGAAGTGGATCCAGACACCAAG
GAGATGCTGAAGCTGCTGGACTTCGGCAGCCTGTCAAACCTGCAAGTCACCCAGCCCACT
GTCGGCATGAACTTCAAGCAGCCCCGAGGAGTCTAGCTTCTGTAAAGT
>CL1Contig279
GAAGAAGNTGNTTGATNGACGTCCANCCGATNTGCAGCCCAGAACGCTGCGTTACCATGG
AAACCCACATCCAGAAATGATTGTAAGGCGGCGCAAAGAGCAGCTCTTTCCACGGGGAAG
CTCCTATCAGTGGCTGAAGGGACACACAGAGTCCATGGCTGCCTGGATGCTGGCTGCAGG
GTATCCGCTCTCGCACAGGTTCAGCAGAGCAAACAGATGACGGAGGGCGTACTCGTACTG
CGTGCGGTGCCAGTTGAAGCAGTGCTGCTTGAAGTGCTGCACCGCCGCCTTGTAGCAGCC
GCGCTGCGTCAGCTCGGCCCTCTGGTTCAGGAGCTTGGCGGCCTTCACCTTGCTGCCCGT
CACCTTCTCCACGATGCGGCGCACGCTGTCCGCCAGCGTCTGCCTGACTTTGAGGTGGCT
GTCGATCTCCATCAGCAGGTGGCGGGCGGCTCTGACGTCGTTGGTGGACATCATCTTCCT
CTTGAGGATGGCGAGGGGAACGTCGGGGCTCGGGGTCAGATCCAGGTTGTGGAGCGGCGG
ACGGCTGACCTCGGGGGCGGGGGCGGCGTAGGTTTTGGGATTACCCTGGAACACTATGAC
CTTCATGTGGGCCATGGTCTTGTTGCCGTACTGCTGCACGTGGCTGGTGTTCGTGTGGCT
CTTCACGATCTTGAACTGCTTCAGCAGCGTCTCTTTGCTCAGATCCTCCGCATCAGAATC
CTCCATCCAGTTCACGCTGTACCAGTCCCCCAAGTAGGTGTCCCTCTTCTCGTCGTAGTA
GCAGGCGTAGGAGGACTCGTGGTCGTTGGCGGCCGTGGTGGCGTAAACGTTGATGTCTTC
CGGCAGATGCTCCATCATGGACCCGGACTCACAGGCCTCGATGTAGAACACCATCTTTCT
GTACTTCTTGTTCTTGTGCATGAACTGGATGGTGTTCAGGAGGTCTTCCTCATGAAGATC
ATCGTTTGGGAACGCCAGGATCCCAGGAGCGCCGTGGTCGGTGAAGTAAACGAACACGTG
ATCTTTGGGGCCGCTCTTCAGGACTTTCCCAGAACCCCCCTTCACGCCTTTGGAGTCGCC
CTTCAGGACCGCCAGGAAGTTCTCTGGAGTCACATCATCTCCGGTGTAATCTTTGGGAAC
GCCGGCATACACATCGGAGCCGTTGGGGCGGTTGATGATTACTCCGGGGGTGGGGTTTGC
TTCGTTCTGCGCCAGGTCGTCGTACATCATCACCACGATCTGCTCGTCCGGGATCCCGTT
CCGGTGCACGATCTGGTAGGCATGGCAGGCGTCGGCCTGGTGCCTGTAGTTGTACCAGCC
GTTGGAGCCGGCCACGATCACCACCCAGTGCTTCCCTCCGTCGGCGGGGTCCTCGGTGGG
GAAGGCGGCCGCCAGTCCGGCCAGCGCCAGCAGGAGGAGGCTCGAACCCATGTCAGTGTG
TCTGATGAGGAGGGAACAGCCCCGCTTTCGAGGTCTACGCGTCTTATCGGCGTACTGCGC
GAACGGTGAAAAATCACAGATCCAGT



>CL1Contig280
CGAGGTGAAGCTGGCAGTGGTGTTGGCGTGCTTTGTGGTCTTCTGTCTGGCAGAGAAGCC
CCTTCCCTGCACTAGCCCTCCTCTTTTGACCGGGCGGCTCACTGTGACCACACAGAATGA
GAAAGTCGGGATATTCGGCAAATACCTGTACGATGCTGTGGGGCAGCGAGTGCGGCTCTT
TGACATTGGCAGCTTTCAGAACCAGACGTTCACCGCAGATGTCCTGCTGCACTACACAGA
GGCTGCCATGTATGAGATCGATGATGCCAAACGAACATGCAAGAAGAGCCCGCTGAAGGC
AGACTTCCAACCTCTGAAGATTCCCCAAGATGCGTTTCTGGTAAGCCGGACTGTGTTGGG
CAGCTCTTCTGTTCCGGAACAAGGACTCCTGGTGAACAACTGGTATGGAAAGTTACCTGA
CAAATCAGGAAATTTTGTAAGTATAGTGACTAAATTGGGGTGCTTTCCTGTGAGGTCATC
CTACCAAACGAAGGAGTTTGGATGGGTGGCAACAGATTTTTACGATAATGTCATTGGAAT
TACCGATCCCAATCTGCTGGAGCCCCCAGAGTTTTGTGCTGGTGCTGTGATGGACGTGGA
GGCAGAGCCGAGAAACTATCTCAGCTTTTACGCCAAGGAGAACTGAGTCCAGTTACCTTC
AATCAAACAGTCTTACCTCTTTCTTCAGAATGTCTTTTTAAGATCATCACTAGTTTTATT
TTACTCTGCCTTTCTGAAAGAAAGCTGAGGATCAAGTATGTCTCAATAAAACCA
>CL1Contig281
CACACCTTCTACATGAGCTGAGAGTCGCACCTGAAGAGCATCCAGTCCTGCTGACCGAGG
CTCCCCTCAACCCCAAAGCCAACAGGGAGAAGATGGCACAGGTCATGTTTGAAACCTTCA
AGTCTCCTGCCATGAATGTGGCCATCCCAGCCGTGCTGTCCCTGTATGCTTCAGGTCGTA
CCTCAGGAATAGTGATGGACTCTGGTGACGGTGTCAGCCAGACTGTGCCCATCTATGAGG
GCTGTGCCCTGTCTAATGCGATCCTCAGTCTGGATCTGGCTGGCAGAGATTTGACTGATT
ACCTGATGAAGATCCTGACGGAGAGGGGCTACAGGTTCACCCCCACAGCTGAGCGTGTAA
TCGTGCGTGACATCAAGGAGAAGCTTTGCTATGTGGCGCTGGATTTTGAGCAGGAGATGC
AGACCGCTGCCTCCTCTTCCTCCCTGGAGAAGAGCTACGAGCTTCCTGATGGGCAGGTCA
TCACAGTCGGCAACGAGAGGTTCCGCTGTCCTGAGGCGCTCTTTCAGCCCTCATTCCTCG
GGATGGAGTCTGCTGGCATTCATGAGATGACCTACAACAGCATCATGAAATGTGACATAG
ACATCCATGAGGAACCTGTATGCCAATACTGTGTTGTCCGGAGGCAGCAGCATGTACCCT
GGACTTGCTGACCGCATGCAAAAGGAGATCACTGCTCTGGCCCCACCCACTATGAAGATT
AAGATCAGTGCTCCTCCAGATAGGAAGTACTCTGTCTGGATCGGTGGCGCCATCTTGGCT
TCCCTGACCACCTTCCAGCAGGTGTGGATCAGCAAGCAGGAGTACGATGAGTCCGGTCCC
AGCATCGTCCACCGCAAATGTGTCTAAATGACCTCTGCCCCGGCAGTGAAGAGGCTTCAG
TTGACTCATCCAGACTTCTGCTTCATCTTGAACAGAATTAAAGATGTCCAACAAGATGAA
CTTTACTCAATAGCTGAACTGAAGATCCAACAGTCTGGTTTGAGAGAAGCTGAAACTTTC
AGGGTTTGCCTCCATCTTATATGTTCGGTACAGGAACACTATTTGTCATCTCAAAACTGG
TTGCAGTTGNGAAAA
>CL1Contig282
GGCACGAGGTCGCTTCGGTTGCTAGCAGCTAGTCATTAAAGTTCAAATAAATGTCTTTCT
GGGGTTGCATTTTGGCTCACAGAATACACGGATTATAATAATTTTATATCACATGTTCGT
GTATGTTAGTAAGTATATTAACTCAAACTCATTATTGAGATTCATAAATGGATACCCACC
GCAGCGAAGTAGGCCCCAAATTAGCCCCGGTCCTAGTACTACAGTATAAGCTAAACGGCT
AACTTAAACTTTTTTGTGTCAAGGGTGGCTGTTAGATGTGGTTTTCATGTATTAGCTACA
ATACTACATTATAAACTTTTCTAATCCAAATGGTAGTTATCCGGAGAGAACAGCAAACAT
ATTTAGCCGATGATGATGTTGTAGCTTACCTCAAAGACATAACGAGTTTAATGGTCATTT
TTAATAAACTGAACTGGGATTATCATGTGAAGTTTCACAGATTCTTGTCTTGTTTAGGTT
CATCATGTCGGCTCATCTGCAGTGGATGGTCATCAGGAACTGCTCCAGCTTCCTCATCAA
GAGGAACGGACAGACTTACAGCACTTCCTGTTTGATCTGCGTGGCAGGAGCCCAACAATC
TGAAGGCCAGGAACTCTTTCCGCTTTAATGGCCTGGTGCACAAAAAGACTGTTGGTGTGC
AGCCTGCTGCTGATGGCAAGGGGATAGTGGTGGTGCTGAAGAAACGTGCAGGTCAGAACA
AGCCTGCTAGTTCCTACAACAAGATCACCATCAACAAGAACTCCCGTGCCACGCTCAACA
GCCTGAGGCACATCATTCGCAAGAACAGCTACAGGAAGGACCTGCGCATGGCTGCTCTGC
GTCGTGCGAGCGCCATTCTGAAGAGCCAGAAGCCTGTCGTGGTGAAAAAGAAGCGCACCA
GGGCTACAAAGACAGCGTAATACTGCAACACATGATTAATAAANAAAAAAA
>CL1Contig283
TTTTTTTTTTGAAGGAGCAACAATAACTTTAATAATTTGTTTTTCTTACAAAACCATTTC
CAAGTTGAAAACGAAGCACTTCTACTGGGAACAGACAGTATCAGCAGCCATCCATCGCAG
AGAGGTTGTAAAAGTATCAAACTAAGGCCGGAGGGCCGAGAGTGCAGAGTCCCCCATAGC
AACAGAAGCCAGACATACAGCTGCAGATGTCTGTCATGATGCTGCTTTATTACTTCAACA
CTCCAAGCATTATTTACGAAAAGTCTGTACACACATTTCTGGCCATGCATCCACCTGAAC
ATGTGTTAAAGCTGTCTTGTTGACCCCTCATACGAGGCTCAGCCTGAATCCACAGAAACC
GAAAGGGGGTCGGAGAAAGGCATCCGCAGCCACCTCTGCTCCGTAAACAGGAAATGATTT
GACATCAATGGCAGCTTTGAGAAATGAACTGTTTGAATGTTATGTTTTGAAAAACAGAAG
TCTGCCGATCAAGGGGGAAAGCACGAAGCTTCTGCCACCGCTGACCCGGTCAGATGTGGT
TGATAATAAAGAACCCAGAAGAATGCTTGTCCCTCTTTAAAAGCTGAGTGCGGAGCATCA
TGGGCAGACTACAGCATCGCTTGGCATCCTTTGCAACTTCTTTGAGTCCATCACACCTTC
GTCCTCCTGAACCTCCTCTCTGCTGCGTCTCTATTCTGGTCATGGGTTGGCTCGTCAGTA



GTCGTCTCCACGGCTGACCACCTCCTTGCACGTGGGCCTGAGCAGGATGGTGTGCTCGAA
CTGAGCGGTGTAGCAGCCCTTGGTGTCGCAGAGTGGGGGGTAAGGGTCCACTATGCCCAG
GTCACACAGGTTCTTAAGGGCCATCAGGTATTTGCTCTCGCCCAGGCGGTCCAGCCAGCG
CCGGCAGAACGCCAGCGTGCCGAAGTTCTCATTGATAACATTCAGGAGGTGCTTCGCCCT
GGGCAGCCTGATGGGGACGTGGCCGACATCAAAGTTCTTCATGTAGTGAGAGCACTCCAT
GTCGTCGTGGACCATGCCTTTACCTGTGCTGCCAAACGTCTCGATGGCGTAAACCTCTCC
CTCCTCCATCCTCGTCGCTTCGCCTCCTTTGACGATAGGCACAGTCTTTCCCGCGTGTAT
TCGGTACTGGCCGATGGAGTGACCGTTCAGGTTCCGGATGGGCTTCACTTGGTACGTCTT
CCCATCCAGCTCCACCTCGTACGACTCCATCACCTCCTGGATCGCCTCCCCGACGTCACA
GAGACGCACGTCAATGCCGGCATTCTTGATTCCAGTATTTGTGGCGTCTTTCACGGCCTC
CAGCAGCTTGTCATATTTGGGGTTAAAAGTGACGGTGAAGGCACAGTCGATGATTCGGCC
GTTGATGTGAGTGCCGAAGTCAATCTTGCAGACGTCGTCATACTGCAGGACGGTGGCGTC
CCCGGCGTTGGGAGTGTAGTGGGCAGCACAGTGGTTGAGGGAGCAGCCGGTGGGGAAGGC
CAGGCCGGCGTTCAGCCCGTTCTCCTTTATCAGCTTTCGGGAACAATCCTCCAGACGCTC
GCAGATTTCAATCATGGTCATGCCGGGTTTCAGGAAGCTGCGGACGTGCTTGCGGACCTG
TCTGTGCGCCTCAGCCGCCTGCCTGAAGTCATTCCACATCTCCTCGTTGGCTTTGTCCAT
GACCCGCTTCTCGTCGCTGGTCATGCGCCACGCCGCACTGCGACCGTCCTGAGAAGGAGG
ATATTCACACTCCTGTCCGATGGGAAATGATCCACCGGGGTATAACTCGCAGATGGGAAC
GGATGGGGGATCGGTTTGAGTTTTGGATCCTTTCTTCTTCTTTTTCTTTCTCTTCTTTTT
CCCTGCAGAGTTTTCCCCATCATCTCCATCTTCCTCTTCTTTCTCCTCTATAGCCTGGTT
TTCCAGCTGCTTGGTCACTTCGGCCACTTCAACGTTTTCTACAGCTACGCTAGCAGTCTT
GTTCTTCTTCTTCTTCTTTTTCTTCTTTTTTGCCGTCTCATCTACCGGGTCGGCTTCGTC
CCCGTCCCCCGCCTCTCCGTTTAACTCCCGACCCTGGAGAGGTTTCGGCTCCAGTATCTG
CTCCGCCACAACGTCCGCCATGATCGCAGGCGCCGCTGGAAAAGCATAGGCCAA
>CL1Contig284
TGAGGTAAGTAAAAGGGCGGCAACTGCACCTGTAAGGGGTCAAGGGCTTGGGTCAACTAT
ATGCCTCGTGCCGTTTTTTTTTACAAAAAGGAAAGTGGTTTTATTCACATTTTGTCCCTT
TTATTGGTTACAGAGGAAATGCAAAATGCCGGATTTGAGACGGCTTATGGAAAAATGGGG
GGTGGACTGGAGGCTGGATGGAGAGGAGGAGAAAAAAATCAAAGATTGAAATGTTTTCTT
TTGTCTTTTCTCCTTTCCTCTCCTTTCAGCCTCTTTTGCTTTTAGGTTTTAAAGTAAAGA
TGGTTTTAAGGATGTTTTCCTTCTGCTCTGAGGAAACGCTTCCTCCTCTCATTGTTCTCT
ATCTTGGAGGACATCTTCAAAATTTGGAATGAGGTCCTTGAAACCACGCTGCGGTGTGCA
GCAGGTGGTTTGTGTCCGCTAGAGGATGATGTGACGGAGCGAAACGAATGAAAAGGAAGG
AAGGAAAGGGTTTGAGCAAAGCGTGCAGTTGGAAATGACTTTACAGAATCGTTTTATTGA
AAATCATCCCTATTCCCCATAAGCAGATCTTCTCCAGGCCTCAACCATCCCATGTGCAAG
TGTGACGGCTTTGGGTGAGCGGGGAGGAAAAGGAGGACAGAGGAGGTAGGGGAAGGCAGA
AAGCAGAGGGATAGCTGTCTTTCTTGTCTTCTAGGTTTCTCTTTACTCCTCCTTCTCCTC
TCCGTGTGTGATGACGTAGCAGATGTTCTTGTAGTCGACGTTGCCGGCCACATCTGGGGG
GAAGGCGGCCCACATGTTCTTGATCTCCTCCGCGGAGAACCTGTCGCACTGAGTGGTCAG
GAGCTCCTCCAGGAATTCCTTCTTAATGGATCCGGTTCCCTCGGGGTCCAGGACTTTGAA
GGCAGAGAGAATAACATCCTCTGGGTCGGCACCCTTCAGCTTCTCTCCGAACATGGTGAG
GAAGACGGTGAAGTTGATGGGGCCGCTGGCTTCCTTGATCATGGCCTCCAGCTCCTCATT
CTTCACGTTCAGTTGGCCCATTGATGCCAGCACGTCTCTGAGGTCATCTTTGCTGATGAT
GCCGTCTCTGTTCTGGTCAATGATTGTGAAGGCCTCTTTGTACTCCTGGATCTGGCTCTG
CTCAAACATGGAAAACACGTTGGAGGAGCCGCCGTCTCCTGCTGCCTGCCTCCTCTTGGC
CTTCTTTGGTGCCATCTTCAGAAGCTGTGAGAGGAGCTTTGGGTGATCAAGAAAGAGAAG
ACAGTGTGAAGCCGCCAAGGCCAACA
>CL1Contig285
TCGGCACGAGGCTCAAGCCTATTAACGATTTTTTCGATCCTTATTCTGCCTGTCCTGGGA
ACACTTAATCCGAGCCCCCTAGGAAGCCTGTGGGCTACAAACAGCGTGAAGACCGCAGTT
AAAGTGGCCTTTTTTATAAGCCTTCTACCCCTCTTCATCTTCCTCAACGAGGGGGTCGAA
GCCATTATAACAAGCTGGGAATGGATAAACACATTAATATTTAATATTAATATTAGTTTT
AAATTTGACCTGTACTCTATCGTTTTTACCCCAGTAGCGCTCTATGTCACATGGTCTATT
CTAGAATTTGCATCCTGGTATATACACGACGACCCCAACATAAATCGATTCTTTAAATAC
CTTCTTATTTTCCTAATTGCTATAATCGTCCTCGTTACAGCTAACAACATATTTCAACTT
TTTATTGGCTGAGAAGGTGTAGGCATTATATCTTTCCTACTAATCGGCTGGTGGTTTGGA
CGAGCAGACGCCAACACCGCAGCCCTACAAGCCGTAGTGTATAACCGAGTCGGGGATATC
GGCTTAATTTTAGCCATAGCCTGGATGGCGGTAAACCTTAACTCCTGGGAGATACAACAA
CTGTTCTCCATAACTACAAACCAAGACATGACCCTCCCACTACTCGGCCTTGTCTTAGCT
GCAACTGGTAAGTCTGCCCAATTTGGTCTTCACCCGTGGCTCCCCTCAGCTATAGAGGGT
CCCACACCGGTCTCTGCCCTACTGCATTCTAGCACTATGGTCGTCGCCGGCATTTTCCTC
CTTATCCGACTAAACCCCCTGATAGACAACAACCCCTTGGTTCTGTCCACCTGCCTTTGC
TTAGGAGCCCTCACTACGGTTTTTACAGCAACATGCGCTCTTACCCAAAACGACATTAAA
AAAATCATCGCATTTTCAACATCAAGTCAACTAGGTTTAATAATAGTCACCATTGGCTTG



AACCAACCCCAGCTGGCTTTCCTACATATCTGCACCCATGCCTTCTTCAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL1Contig286
CATGGTGAACGTCCCGAAGACCCGCAGGACCTTTTGCAAGAAGTGCAAGAAGCACCAGCC
CCACAAAGTCACCCAGTACAAGAAGGGAAAGGACTCCCTCTATGCACAGGGTAAGAGAAG
GTATGACAGAAAGCAGAGCGGGTACGGTGGTCAAACAAAGCCAATTTTCCGCAAAAAGGC
TAAGACTACAAAGAAGATTGTGCTGAGGCTGGAGTGTGTGGAGCCCAACTGCAGATCCAA
GAGAATGCTGGCCATCAAGAGATGCAAGCACTTTGAGTTGGGTGGTGACAAGAAGAGAAA
GGGCCAGGTCATCCAGTTCTAAACCTGTCTCATGGACGGATTTGTCACTATTTTCAATAA
ATGTGTCGAAGTACTCCGTCTGGATCGGTGGCTCCATCCTGGCTTCCCTGTCCACCTTCC
AGCAGATGTGGATCTCCAAGCAGGAGTACGACGAGGCTGGCCCCAGCATTGTCCACAGGA
AGTGCTTCTAAATCCTCCACCTTCTCCATCACCTTCTCCGTCACCTTCACCACCAACCAA
CCAAAGCTCAGCCAAGGAGGAGGATCCACCTCTGCGCCACAGCAACAGTCTGCTGTAAAC
GGACTGTCTGTCTTCGCTGTTGAAATTCACATGCAACTTTGATAATTTTGAAATCTGCAT
ATTTTGTGGCTGTCTGTTGTCTGTGCTGCACGGAGACAGAGGCTGTGAAAACAACCACTG
AACCATGCATCTACCAAAAAAACTTTAATAAAAAAAATCACAAAGACATGTTGCCCAACA
CATGTGAATGTAAGTGTATATACATATTCATAATTTATTAAAGTCCATTATTTCTTTTCT
CCAGAAGCTTCAAACCTTCCTCCGAGTTCTCGGCGGGCAGTCAGTCCCTGCAGTTGCTCA
TCCTCCACCATCATGTCCGCTGGAAAAGCTCAGATAGGCCAGCCTGCCCCAGACTTTAAA
GCCACCGCTGTAGTGGATGGACAGTTTAAGGACCTGAAGCTGTCGGACTACAAAGGGAAG
TATGTGGTTTTCTTTTTCTACCCTTTGGACTTCACCTTCGTTTGCCCCACCGAGATTATC
GCCTTCAGCGACCGGGCGGAGGAGTTTCGCAAGATCGGGTGCGAGGTCATCGGCTGCTCC
GTAGATTCTCACTTCAGCCACCTGGCGTGGATCAACACCCCGAGGAAGCAGGGGGGTCTG
GGCAGCATGAAGATCCCGCTGGTGGCCGACCTCACCAAGTCCATCTCCAGAGACTACGGC
GTGTTGAAGGAGGACGACGGAATCGCATACAGAGGTCTGTTTGTGATCGACGGCAACGGC
GTCTTGAGACAGATCACCATTAACGATTTGCCCGTGGGTCGCTCCGTGGATGAAACTCTC
CGTCTGATCCAAGCCTTCCAGCACACCGATAAATATGGAGAGGTTTGCCCCGCCGGCTGG
AAACCCGGGAGCGACACCATCGTCCCAGACGTGGAGAAGAGCAAAGCCTTCTTCTCCAAG
CAGTGAAGGTTTTCGGCCGGCCGTTTCCATGACCACAGCGCTCGCCGTCAGTAGAGATGT
CCCTTTAAGGCCCTTCTGCTGTTTAGAGTCCAGCCTGCAGAGATTCACCTTGTAGTCCAA
AGCACTGACTGTTTATTGTTTGCTGGTATGACTGACCTACAACTGTCTTTAATAAAAACC
GTGGGGAGACTTCAAAAAAAAAA
>CL1Contig287
TTTTTTTTTTGGACTTATTGATCAGGTTTATTCTCTGTTTTTGTAAAAAACAACAACATG
TGAATGGAATTACAGCGGGGAAGGGGGGGCCACAGCCTGACACTGGACGGCATCAGTCAG
TTGCCATGGTGACAGAGCACAGGAGGTGGAGCCTCAGTTGATCTTGGGGTGGCGGAAGTC
TTTTCCAGCAAACTTGGCCTTGTCTCCAAGCTCCTCCTCAATCCTCATCAGCTGGTTGTA
TTTGGCCAAACGCTCCGACCTGCAGGGGGCACCAGTTTTGATCTGTCCAGTGCAGAGACC
AACCACCAGATCAGAGATGAAGGTGTCCTCGGTCTCCCCGGAGCGGTGGCTGACCATCAC
GCCCCACCCGCTGCTCTGAGCCAGCTTACACGCCTGGATGGACTCTGTGACGGAGCCGAT
CTGGTTGACTTTGAGCAGCAGACAGTTGCAGGCCTTCTTCTCCACCGCCTGCTGGATCCT
CTTTGGGTTGGTCACCGTCAGGTCATCTCCTACAATCTGGATGTCTACAGAAGCCGTGAA
CTTGGCCCAGTTCTCCCAGTCATCCTGGTCAAAGGGATCTTCTATGGACTGGACGGGGTA
GTTCTTGATGAAGCTGCGGTACAGGTCTCCCAGTTGCTCCCCGGAGATGTGCCTGGACGG
GTCGTCGGGGGACTTGAAGTCCAGGTCGTACTTGCCACTGCGGAAGAACTCGGAGGCAGC
CACGTCCATGCCGATGATGATCTTGTCCGGGTAGCCGGCTTTCTCGATGGCCGACTTGAG
CAGCTCCAGAGCTTCGTTGTTTTCCAGGATGTTGGGGGCAAAGCCGCCCTCATCTCCCAC
GTTGGTGGCATCCTTCCCGTACTTGGCCTTGATGACGTTCTTCAGGTTGTGGTAGACTTC
CGCTCCAATCCTCATGGCCTCGTGGAAGTTAGAGGCCCCCACAGGCAGAATCATGAACTC
CTGCATGGCCAGTTTGTTTCCAGCGTGACTGCCCCCGTTGATCACGTTGAAGGCAGGAAC
GGGTAGAATGACGTCCTTGTGTCCAGCCAGGTCTGCGATGTGGCGGTAGAGCGGAACCCC
CTTCTCTGCGGCGCCGGCCTTACAGACGGCGAGCGATACTCCCAAGATGGCATTTGCTCC
AAATTTAGATTTGTTTTCGGTTCCGTCCAGGTCCAGCATGAACTTGTCGATCTTCTCCTG
CTCTACGACGCTGAACTTCTTCTCGGTCAGTTTGGGGGCGATCTCCTTGTTGACGTGATC
CACAGCCTTCTGAGTTCCTTTGCCCAGGTAACGGCTCTTGTCTCCATCGCGGAGCTCCAG
CGCCTCGTGGACCCCGGTTGACGCTCCGCTGGGGACAGCTGCCCTGAAGAGACCCTTGGC
GGTCCACAGGTCTACCTCCACAGTGGGGTTTCCTCTGGAGTCCAGAATCTCACGAGCATG
GATCTTAGTGATAGACATCCTGGCTGGGGGGTGTTGCTCAGGCAGGAGAGCAGGGGGTCC
ACTCTGGTCGTTCAGCTGACTGGAAGGTCCATCCA
>CL1Contig288
TCGGCACGAGGCGTCCTCTTCTTCCACATCGTCCTCTCGTAGCTCATCGCGTTCTTCCTC
TCCACCGAGGAAGAGGAGACGGAGTCGGTCCTCTTCCCCCCGCAAGGCCCGCCGCCGCAG
TCGGAGCCGCAGCACGCACAGGCATCGCAGTGAGAAGGGGAGGGGCAGGAGGAGGGACAG
CGCCGAGCGCTCAGGGCGCCACAAGAAAGACCGCAGTGACTCCNGGGAGCGCAGGAGGGG



AAGGAGCAGGTCCAGGTCTAGATCCAGAGGCAGGGGCAGGGCCAGAGACAGCCGCAGCCG
CAGCCGAGACAGGGGGAGGGACAAGGACAGGAAGAGGAGCAGGGAGTGCAGGGACAGCAG
CCAGAGCCGCAGCAGCAAGCACAAGCAGAGGGCCTCCAGCAAAGACAGGGACAAGAGGAG
GGAGAGGAGTCGAAGCCAGGACAAGAAAAAGAGGGACAGGGATGCAGAGAAAAAGAAGGA
GAAGCCGAAGGCTAGAGAGAAGGAAAAGGGAAGCTCCGCGGGCGCAGAGGAAAACGGTAA
ATCAAAGAAAAAGAAAGAGAGCGACTCGCGCACAGACTCGCAACGAGACAAGTTGTCTCG
GCAAGACAGCAAGTCCAGCAAGAAGGGCTCCTCGAGCGGGTACGGTGGTCAAACAAAGCC
AATTTTCCGCAAAAAGGCTAAGACTACAAAGAAGATTGTGCTGAGGCTGGAGTGTGTGGA
GCCCAACTGCAGATCCAAGAGAATGCTGGCCATCAAGAGATGCAAGCACTTTGAGTTGGG
TGGTGACAAGAAGAGAAAGGGCCAGGTCATCCAGTTCTAAACCTGTCTCATGGACCGGAT
TTTGTCACTATTTTTCAATAAATGTT
>CL1Contig289
CGGCACGAGGTTTTTTTTTAACTTTCAGATTGTGTTTTATGGAAGAGAAACAGTCAGCAA
AAATACAACTTAATAAAGGGCTTTATTCAAAAAGTCATTCATGTATAAATTCAGCTAAAC
CTGATTGCATGAGTTTCATATTTATATCCCTTGGAGCTTCCAAAATTCGGTTACTTCACA
TCTGCTCATGATGTTCTAAACAAAACTATTCAGATGTGAACCTCTGGCAGAGGCACAATT
ACAGCAAACAGTGTGAACAGTTATTGCTTTGGTTTGTTTGGAGAGTGGAGGTTTGTGGCA
CGGTGTTGTAGCTGACGGCAGACAGGCGGGGCGGGCGGGTTTGATGTGACTCCTTAATCG
TCCTTATCCCTTGCGCCGTGCTTTAGGATGCGCGTGAACTCCACATAGTTGAAGTTACTC
TTCTTATCAATAGGGGCCTCCCTGAAGAGCTCATCCACCTCCTCCTCTGTAAACCTGTCC
CCCATTGTTGTGAGCAGCTCCCTGAGGTAATCCTCTTGGATGAAACCTGTTCCCTCTTCG
TCAAAACAAGCAAACGCGTTCCGTATTACGTCTTCGGGGTCTGTTCCGTTGAGCTTTTCT
CCAAACATCGTGAGGAACATCGTGAAGTTGATCGGTCCTGGAGCTTCATTCATCATAGCC
TCCAGGTAATCATCATTTGGATTCTTTCCCAGGGAAGCCAGCATGTCGTGGAGATCCTCC
TTGTCCACAAACCCGTCCCGGTTCTGGTCAATCATGTTGAAAGCCTCCTTGAATTCCTGA
ATCTGGGACTGGTCGAACATGGCGAAGACATTGGAAGTGGCGCGCTGAGGGCGCTTCTTT
GTGGACTTGACCTTAGCCTTTTTGCTAGCCATCGTGAAGGGTGGTTTCTTTTTTAAATCT
TACAACGACAAAACACTCGTCAGCTATCCCGGAGCGAGTCAACCACCGCCCTTTACAAAA
GCTTGGATCGAGGGATGACTTTCAATAGATCGCAGCGAGGGAGCTGCTCTGCTACGCACG
AAACCCTGACCCAGAATCAGGTCGTCTACAAGTGATTTAGCACCAGGTTCTCCACAAACA
TGCAGTGCGCAATGGGAGAGGGGCGACCGCTTTTGCCAAT
>CL1Contig290
TTTTTTTTTTCCCGATGGGATGTACTTGGGAAAAGTTTATTCTGAAATGAGCAGAATGAA
AATAAATACAACTTTTCAGGGGGTAGGGGAGGGGGACTTTTGGCGGTCTATCCACCACGG
TCATCCAGCACCTTTGGCATTGCTGGGTCAGTGATGGTGGGACTGAATGAGGTGGCGGTG
GGAAGGGAGGGATTTACCCTCACTTAATGAGCGGTCACCCCTTTTCCCCCGTTCCTCACC
CCATATGACAAGTGGAGACACGCCCCAGTGTAGCGGGAGGGGGGGGTAGTAGAGGCCGAG
TGAAATGGGGTCTTTAACACAGGCGGCGTCCTTGAGAGAGGAAGGTTTGACACGAAGAGG
GAAGGAGAACAAAACAAACAACAAGATGGGTTTGCTTCAACATCCCTTGTACAAAGTCCT
TGTCTTTCCTTAGTTGGTCTTTCAAACAGTGTCGATGTTCTGAACACCGTTGGGCTGTCT
GTAGGCAAAGCTACAGCTTCACCAGCACTCCTGCTGCCGGCCTCTTACACAGACATGATG
TGCTTGACGAAAGCCTCATAGTGCACACTGCCGTTCTCGTCCTCCTGGCCGGCCATGAGG
GCTTCGATCTCAGGCTCAGTCATCTTCTCTCCCAAAGTGGACAGCACAATCCGCAGCTCA
GCGCCCATCACTGTGCCGTTGCCCTCCTTGTCGAAGACGCGCAGACCCTCAACGTAGTCG
TCGTAGGTACCCTTGGGAAGAGCGTCAACCTCCTTCAGCATGGGCAGGAAGGCGTCGAAG
TTGAGCCTCTTGTTGGCCATGTCGTCGGCGGTTGGGTTGCCCAGGATTTTTGCAACGTCC
TTGTTGGTGGGGTTCTGGCCCAGGGCGCGCATGATGTCGGCCACCTGGTTGAAGGCCACC
TGGCTGTCACCAACTCTGTCAAAGAGACCAAAAGCCTCCTTGAAGTCCTCAATCTGGTCC
GGTGTGAACTCGGTCATGTTGGAGAGCGCGAGCTGGACGAGCGGAAAGAAAGGAGAAGAG
AAGCTGAAGTCCCAAGACAGACTGGTCCAGTAGGCCAACAAGGCCGACTCGATGCTGCGG
CTGAAGACGGCCGACTCGATGCTGCGGCTGAAGACGGCCGACTCGATGCTGCGGCTGAAG
ACGGCCTATGTGGCC
>CL1Contig291
ATGTTCCAGACAGTAGAGTTCCCAGCAGGCATTGCCAATCTGGACACCGGCCTGACCAAC
GTGGATGGAGATTTTTTTTTATCCCAGATTCTTTATTCTTGCAAAAGTTTACTTCAGACA
TGAAAACACGAGTGCAGCAGAGAGGCTGTAGCGCCCCCCAGCAGCAGGAGGTCGTCAGCG
CAGCAGCAGCGTCTCCAGTTTGGTCCCACTTCAGAAGTCTTCTTTATATTAGCTTTTGTG
GCCACGTTGGTCCAGTTTCCATGGATACGGATCAGGAAAAAAAGGTGGGATGACGGAGGA
AGACGGAGCGCCCTCTTCAGGAGTACATGGTCAGCTGAAGCCACTCTTTGATGTCCAGGT
CGATGGCGCCGCTGTTGTCCTTGTCCAGAGTCTTAAACGCTCGGCACATGGCATCGAGTC
GAACCAGGCAGCCAATGAAATTGTCAAAGTCCATGTTTCCGTTCTCATCACTATAGCGAC
GGATGATGACCTTGTAGAGCTGCTCGTTCAGAGGAAAGCCTGCAGCCTCGAAGGCGCGTG
GGAGCTCATCCGAGCCGATCATGCCGGAATGGTCAGAGTCGTAGGATAAATAGATACCCT
GCCACTTCTTGATGTTGTTCCAGAGGTGTTTAAACTCATGGAAGCCCAGTCTTCCTGTGC



TGTCGCTGTCCATGACAGCCACCATGCTTTTGCAGGACTCGATGCTGAATCCGTCAGTCT
TCAGGTCTTTGCGTTTGGAAATGACTTTGTTCAAGATGTCCATCAGCTCGTTGGGGCTCA
CCTCCATGTCATCTCCGGCGAGCTGCTGGAAGACCCTCCGAAACTGCTTCTCCTCCTCGT
TCTCGTTGCTCTGGGCGAGGTGCTGGGGTCTGCGAGGGGGAGGCGGGTCTGACGGCCTGA
ACTGAGACGGGTCGATGTTGCTGATGGTTTTCACGATCCCACCAATGAGTTTATTTGCAA
GATACATTTTGGATTAGACTTCAGCTCCTGCTGAGGAGGACCAGGCGCGGAGGAGAACCG
GAGAGACGGACGGAGGAGGACAGGAGCTGCGACTGCTGTTAAAGTCCAGAG
>CL1Contig292
TTTTTTTTTTAAAGAGATTTGACTTTATTGGTTCTCAGCGTTCAGTAGTAGGAGTCCATG
ATGCGCCTCATGCTCATGAACCTCATGCCGCTCCAGCCCATGTTGGTGAAGTTCCTGTAC
TCTCCGGGCCTCATGTACATCATCCTGCCTCTGTAGTGGGGCTGCTCGTACATCAGCCAG
TGTCCGCATCCTTCAGAACAACCTCATACACACCAGAATCCTTCTTGGAAATCTGAGCGA
TCTCCAGCTTCAGAACTCCCTCTGTGAAACCCAGCTGCTCGTCTGCTTTGATCTGATGCT
TGTCTTTGGACCACAGAGCCGAGGTGTCCTTCTTTATGTTCCCAACCTTGCACTTCAGCA
GGACGCAGCACTCTGGTGTCACTTCATACCCCAGATACTCAATAAAGTGAGGACCTTGCT
TTCTGAAATATTCTTTCCTTTGGAACTCAGATTCTTTCTGCAGTTGCTTGAACACGTCAC
CAATCAGCACCAAGCTGGACTGATTTGTAGCTTTTCCATCCTTCAGTTGGAAGGTGAAGG
TGCCCTCGTCCCCAGGGGTCAGGGACTCCATGACCATC
>CL1Contig293
CGGCACGAGGGCGGGCTGCTGCGGTCCGGAGTGAAGTCATGACCCGCACTCTGAACGGCA
TCGTGGCGGTGTGCCCCGACCTGGGCATCGGGAAGGGTGGGAACCTGCCGTGGCACCCGC
TGCGGCTCAGCAAGGATTTTGCGCTCTTTCGGAAGATGACGTCAACACCATTAGTGGCAG
GTCGGCAGAATGTGGTGATCATGGGCAGGAAGACGTGGTTTTCCATCCCTGAGAAGAACC
GGCCTCTGCAGAACCGCATCAACATCGTCCTCAGCAGACAGTTGAAGGCGCCCCCAGCTG
GAGCTCATTTTGTGGCGGCAGACTTCGCCGCGGCGCTCAGGCTCGTGGACTCGGAGCTGG
CTGAGCGGGCTGACCAGGTGTGGATCATCGGCGGCAGCTCCATCTATAAGGAAATGATGG
AGAGCCCGGCACCCAGGAGGCTGATAGTGACACGCGTCCAGAAGCAGTTTGAGTGCGACA
CATTCTTCCCTGAAATCCGGCCTGAGCAGTTCCGTCTCCTGCCAGAGTTCCCTGGAGTGT
CTCAGGAGCTTCAGGAGGAGAACGGCGTTTCCTACAAGTTTGAGGTCTACGAGAGCATCC
AGCAGTGATGGGGGGCTGGGGGGGGGGGTCAACATGTTAATAAAGTC
>CL1Contig294
TTGGCAGGCTGTCTCCCACTTATCGTTACCATTAACATGTCTTAAGCGCGGGACTTCATA
GTAATGTATGGTTCTCTTTACACACTCCCTTCGGTAGGCTTTCACAATCATCGACCAGAA
CAGAGATGGCATCATCAGCAAGGACGACCTCAGGGACGTGCTGGCCACCATGGGCCAACT
GAATGTGAAGAACGAGGAGCTGGAGGCCATGGTGAAGGAAGCCAGCGGCCCCATCAACTT
CACTGTCTTCCTGACCATGTTCGGCGAGAAGCTGAAGGGTGCTGATCCCGAGGACGTCAT
CGTGAGCGCTTTCAAAGTCCTGGACCCTGAGGGAACTGGCTCCATTAAGAAGGAATTTCT
TGAGGAGCTCCTGACCACCCAGTGCGACAGGTTCACCCCTGAAGAGATGACCAACTTGTG
GGCTGCCTTCCCCCCTGATGTGGCTGGCAATGTAGACTACAAGAACATCTGCTATGTCAT
CACACACGGAGAGGACAAGGAGGAGTAAATTTTTTCCCCTCAAGAGCCGTACCTCTATCC
AGACCCACACTCGTGCCAGTATTCATCCTCTCCTTCCAGTCCTGTCCAACGCCATGACCT
TCTTGCACACACTCGCACCTGCACGCCTGCTGTTTCCACTTGTCGGCTCAGTAATGAAAA
GACTTCTCTCCCAGATGCTCGGCAAGAGGACGGGTGGGCTGTGGGGGCGTTTGAGTGCGA
CCAACAGGGGGAACACGGGATTATTTTCAATAAAAATAATCTTGTGACACTGAAACTCTA
TCTCTTTCTCTGCCTTTTGTTTCTCCGCCTTTTCCCCCCCATCACTCAACCTGGCACAGA
TTGTTTAATGGCTTTCCCTTGTGTCTTCATTGGACGGGGATTGTACAAGAAAAGAGGATG
TGTACTGAACTATAATAGTTTGTGTACCCCTCCTCTTTTTGTCTGACCCTCCTAAACGTG
GGATCGAATTAAGGGAAAAGCGGAAGAAATAAAACATTTAAAAAAGTTAATGTTGTTGAC
AGAGAAAGAGATGGTTAAAAGAGTTGAGTGGGGGGAGGAAAAATGCAAAACAAAAGAGAA
AAACGTCTTTGTCTTCTTTTCCCTCTCGCCACTGTTTCTCCTGTTGTTGTGAC
>CL1Contig295
TTTTTTTTTTAAAGTTTTTGCACTTTTATTTTACTGCCCACACATTCCACTGCTGCTCTT
CACTCATCTGTCTCCGACTCCTCGTCCTCCTGACTGATCTGGAAATAACGCAGCTCATAT
GTCTCTTTGTCGGACGCCACCACTCTCAGCCAATCACGGAGGTTGTTCTTCTTCAGGTAT
TTTTTTGTCAGGTACTTCAGATACCTTTTGGAGAACTGCTTCTCAGACGTGACGTTGATC
TTGTTCTTCATGCGGCCGACCTGAACGATGTTACCCAGATTGCCTGTTTTTCCATTCACC
TTGATCCTCTCTTTGAGGAAGGTTTCCTGATGAACAAAGCACAGTGATGCACTAGGGAAG
GCAACCCTAGTAAGTTTGGAGCTAGGGAAGGAGACCAAAGTTGGCAGAGTCCAGGATCCC
GTCCTCCACAGGGTGTGTCAGGTCCAGGGTGAACTTCCATGAAACTCCCTTTTTAGACCT
TTTGCCAACAGCAGGCCTCTTCTGTTTGATCGGCGCCATGTTAAGC
>CL1Contig296
GAGACTTTATTATGGTTTGGAACTCCAACAGGTGCAGACAGGAAATAGAAAACCCTTCAC
ATGTTGGAAGACTGAGGTCTAACAGCGGTCTAAGGTCCTGCAGCATCAGGACGTTTCTGA
TTAGTGAGGAGGGGTCGAGTGAAAGTGGAGGTTTTGTTCCTGCAGGACAGTTCACTTCTG



TTCAGGCATGAGGTCATCAATGCCCTCACCAGCCTCCAGGCACTTCTCCATGCTGACCAG
CAGGTTGACCCCATCCACCACCATCTGGACCAGCTCCACCTCAGAGAAGCCCAGGCGATC
TGCATTGGAGATGTCAAAAACTCCCCCCACAGCTGCAGTGTCCACCCCCCCGGTTCCTCT
CTTTTGCAGCCGCAGCCTTTTCAGGACTTCCCCGAACTTCTCGTGCTTACTAAGGTTGGG
CAGCTTGACGTGCACGCCGGCCCTCAGCCCCGTCCCAAGGTTGGAGGGGCAGGTCAGGAC
GTAGCCCAGGTGCTCGTTCCACATGAACTCGTGTCCTTGCTCCTTGAAGAGCTCCTCGAT
CTTAGTGAGACCAGTGCAGAAGCGATTGAACACCTCCCGCATGTTGCCCCCTTTCTGCAT
GCTAATGACCCGCAGGTGGTCCTCCTCATTGACCCACACCAAGAAGGTCTTGTTGTCATT
GTGCCAAATGCCACGGCCATCCGGCCAGTCACGAGCCATGCCAGACGACAGCAGCAGAGG
AGAGACGGGCTTGTCAAACAAGAAGTGATCATCAATAAGCTGCTGCTGCTCCTCGTCAGT
CATGTTCTTTAGGGCGTAGTACTTCCCCTTCAAGTCCCCCTCAAGGGAGTCCAGAGCTTG
GATGGACAACTGTTCGATGGCGCGCCGTTCTCCACGGCTACAGTGGGGGGGCAGGCAGAA
GCCACGAATGCTTCGACCTGTCCGGACCCTAGAACTCAGCACGTAGTTGGGATCCAGGTC
ATCACCCCCCTGCAAGTTTTCTGGGTTCAGGTCCGTCTTGTGCTTGTCTGTGGGTTTGTA
TCCCCCATGGCGGTCCTCAATCACAGGGTCCAACAGGTCCTTGAACACCTCGTAGGTCTC
CTCATCCCCAGCCACGCAACCCACCGTCATGATGAAAGGGTGACCTGGGTTGTCCACACC
AGTCTGAATGACATCGTCCAAGGTGAATCCGCTGGGTGTCTCCTTGTCACGCAGGCGCGC
GTACATGTCGGGCGTGAGCACCTTAGCCATGTGGTTATTGTGAGCGCGCAGGTCGGGGAA
CTCTTCGTCCGAAGAGAAGCGCATCTTCACCTGGTTGTGGGAATTTCCGAACGGCATCCT
GCTGACCTTGGTTCCGTCCCGATGAGATTCTCAAGCGGTTCTGGTGCTGCTT
>CL1Contig297
TTCCTGGTTTTTCACTCTTCCTCAAAGTGCAGATGGTGTTGTACAATTTGCACAAGTCAT
GATTTTTGGAACATATAGCACATCTGTAACATTTGGAGTAAATATGCAGTCAATGTTGGA
AAAATAGTCCGCAGTCAACTCATAAATAAGGTATAAAAAAATATTCTTTCAGCTGATGAT
TTATGAATCTTGTAAGGAGTTCGCAGTTCCATGAAAAGAGGTGAACCTTGGTCTGTGGGA
ATTTATGCCTTTACAAGGGAAGCAAACTCATCCACTCCAATCTTGCCGTCACCATCACTG
TCACCAGCGGCGAGGAAAGTCTTGGTCTCCTTGTCAGTGAGTGCTCTGGCGCCAGCAGAG
AAGTTCTGCAGGAACAGCTTCAGCTCCTCCTCCTCAATGAAGCCGCTGTTGTCCTGGTCA
ATGGTGGCGAAAGCCTTCTTGACCTCATCAGCAGACTTGCTGGCCAGGCCGCATGCCTTG
AAGAACTTCTTGTAGTCGAAGGAGTCGGCAGCTGCGCAGCCATCAAGGGCAGCTTTCACA
TCAGCATCATTGAGACCAGCGAAGGCCATTTTTTATCCTTTGCGCTACGTTGAGGCGAGT
GAAAACCAAGGCGCCTCGTGCCGAATTCGGCACGAGGCCTCTCTCTCTCTCTCTCTCTCT
CTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCCGCCT
TGGTTTTCACTCGCCTCAACGTAGCGCAAAGGATAAAAAAATGGCCTTCGCTGGTCTCAA
TGATGCTGATGTGAAAGCTGCCCTTGATGGCTGCGCAGCTGCCGACTCCTTCGACTACAA
GAAGTTCTTCAAGGCATGCGGCCTGGCCAGCAAGTCTGCTGATGAGGTCAAGAAGGCTTT
CGCCACCATTGACCAGGACAACAGCGGCTTCATTGAGGAGGAGGAGCTGAAGCTGTTCCT
GCAGAACTTCTCTGCTGGCGCCAGAGCACTCACTGACAAGGAGACCAAGACTTTCCTCGC
CGCTGGTGACAGTGATGGTGACGGCAAGATTGGAGTGGATGAGTTTGCTTCCCTTGTAAA
GGCATAAATTCCCACAGACCAAGGTTCACCTCTTTTCATGGAACTGCGAACTCCTTACAA
GATTCATAAATCATCAGCTGAAAGAATATTTTTTTATACCTTATTTATGAGTTGACTGCG
GACTATTTTTCCAACATTGACTGCATATTTACTCCAAATGTTACAGATGTGCTATATGTT
CCAAAAATCATGACTTGTGCAAATTGTACAACACCATCTGCACTTTTGAGGAAGAGTGAA
AAACCAGGAATAAAACTCTAATGATGTGAAAAAAAACCGTCAGCGCGAAACCATGAAGGC
GTCAGGAACTCTTCGGGAGTACAAAGTCATCGGGCGGCTGCTGCCCTCCGCCAAGAACCC
CACCCCTCCTCTGTACCGCATGAGGATATTTGCCCCCAACCACGTGGTGGCCAAGTCCCG
CTTCTGGTACTTCGTCTCCCAGCTGAGGAAGATGAAAAAGGCCTCTGGCGAGATCGTCTA
CTGTGGTCTGGTGCATGAGAAATCGCCCCTGAAGGTGAAGAACTTCGGGATCTGGCTGCG
CTACGACTCTCGCAGCGGCACTCACAACATGTACAGAGAGTACCGGGACCTGACCACGTC
TGGAGCCGTCACCCAGTGCTATCGCGACATGGGGGCTCGCCACCGCGCCCGAGCCCACGC
CATCCAAATCATGAAGGTGCAGGTCATCGCTGCTAACAAGTGCCGCCGACCCGCCATCAA
GCAGTTCCATGACTCCAAGATCAAGTTCCCGCTGCCGCACAGGGTCCTGCGCCGCCAGCA
CCAGCCCCGCTTCACCACCAAGAGACCCAACACCTTCTTCTAGAACCGGGCCGGGAAAAA
AA
>CL1Contig298
AGTGTTTGCTCCGATTGATCGATGAAGAACAGGTGGGAGGGGCTCCAGCTGTCTCAGCTC
CCTGATTGGCTCTTTACTCGTACAGGTAGGGCTGGAAGCAGGAGGTATAGTTGACAAACT
CCTCAGGTTTGAACCACAGGCCAACCTCCTTCTTGGCGTTCTCCAGGGTGTCGCTGCCGT
GGATGATGTTCCTGCCGATGTTGATGCACAGGTCGCCGCGGATGCTGCCGGGCTTGGAGT
CGGCCGGGTTGGTCTCTCCCAGCATCATCCTGACCAGCTTCACGATGTTCTGACCCTCCC
AAACCATGGCAAAGACGGGTCCAGAGGACATGTATTTGCAGAGTCCGCCATAGAAGGGCA
TGTCCTTCAGGTCCAGGTAGTGCTGCTTCATGTGATCCTCAGAGGCCTGCAGGAATTTAG
CGGCGACCAGGTGGAAGCCTCTCTGCTCCAGACGCTTGATGATCTCGCCACACAGTCCTC
TCTGGACGCCGTCGGGCTTCACAGCGATGAAGGTACGCTCCATGTCTGCAGAGGTCACAG



GTTCAGATCCCGTCACGGCGTCTGCAGGTCTGAGCTGAAAACCCAAATCCGGCCTTTGGC
TTCGGGTCGGAGGAGAACTTGTGAAGAGGATTTTCCGG
>CL1Contig299
TGTATTTATTGAAATGTTTCATCAGTTCAGAACAGCCGGCAGACCGGACAGAAGAAAAAC
AAAGATGATGATGAAAATGTAAAAAAGAAAAAGGAGTTTGTTTTTTCTGGAAGTTTCTCT
GGATCTTTGCTGTCCCCTCCTCTGAACGTTTGTAAACGGTTGCAGGTCACCCCACATAAA
TAAACCATGATGAAATAAATAAAGATGCTTCGGATTTGGCCTTGTTTATTTGTTTTCTGC
ATCTGCTGTCACCAAGAAGTGAAAATGGTCGTATACTCTGTCTGCAGGCTTATCTTAAAC
ATGAAATGACAAAGAAAAGGTTTCACTGCTGGTCTTAGAGGTTCTTGGTCTCTGTGCTGG
AGGAAACCACCTTGCCGTCCACCAGGGTTTGTGTGACGGTCATCACTTTGGTTTTCACGG
TTTTCTGCTCCTCCAGAGCATCCTGGAGCCTGAAGTCTTCTCCGTCCAGCAGCCGTCTGT
AGGTGGCGATTTCTGCCTCCAGTTTCATCTTGATGTTGAGCAGAGCCTCATAGTCTTGCG
TCTGCAGCTGGATCTTGTTCCGCAGCTGCGTAAGCTCTGCCTCCAGGCCCAGCATGATGC
TGTTGAGCGACTCGACCTCCATGCTGTAACGCATCTCCGTTTCCCTCAGCGTGCCCTCCA
TCGAGCCTTTCAGGTTCCTCTGTGAATCCAGCTCGATCTCCAGGGTTTGAATCTGTCTGC
GCAGGTCGTTCATCTCCGTCTGCGCGCCCTTCAGGGCTTCTGTGCTCTGTGACACTTGAG
TCTGGACTTCGATTATCTGAGTTTCGTGCCACGCTTTCAGCTCTTCCTGGTTTTTCAGTG
CCATCTTTTCATACTTGGCCCTGATTTCTGCCATGATCTGTGCCAGATCTTGACCCTTAG
GAGCGTCGATGTCAACGTGGACTCCTGACTGTGAGACCTGGGTACGAAGCTCCATAACTT
CATTGTCGTGGTTCTTCTTGAGGTGGATGAGCTCTTCCTTCAGGGCTTCGATCTCACTCT
CCAGGTTCATGCGGCTCAGGTTGGTGTCATCAATGAGCTTCCTCAGCCCTACAATGTCGG
CCTCCACGGACTGGCGGATGGACAGCTCAGACTCGTATTTCACTCTGAAGTCATCGGCGG
CCAGGCGAGCGTTGTCGATGTTCAGGACAAGGCGAGCGTTATCAGTGGTCGCATCGAATA
CCTTCTTCCTCAGGTCGTTTATGATGCTCTGGTACTTGCTGTAGTCTCTGAAGTCGGGGC
CACTCTTCTCCAGGGCCTCCTTGATCTTGATCTCCAACTTGTGGTTGGCCTGCTCCAAGT
TCCTCACCGTCTCCAGGTAGTTTGCCAGGCGGTCGTTCAGGTTCTGCATGGCAAACTTCT
CGTTTCCCATGATGTCTGCGCTGTTCCCGCACACCTGGACGCCGCTGGAGAAGCCCCCCG
CTCCAGAGGACATCCCAGCCCCCAGAGAGGAGCGCATGCTGGAGGACACGCTGATGCGGC
TCCCCCCGGCGCCTCCATGGATGCTGGAGGCCCTGTAGACAGGGAGGGAGGCACGGCTGG
CCGACACAGCGGACGGCCTGCTGCTGGAGGAGCGCACGGAGTAGGTGGTTTGCCTGGAGG
TTTGCATGGCTGCAGCTGACTGAGGCAGACTGGGAGGGAGACAGAGGCGCAGGCTGGGCA
GGCAGAAATCTGAGCTCACACACTGAAGGCAGTA
>CL1Contig300
GAGCGGTTATGTGGCTGGCTTGAAACCAGTTTATGGGGGTTCAACTCCTTCCTTTGGAGG
ACAGAGGTGGAGGCTGACAGACGGCAGCATGGTCCCTCTGAGGCTGGTCGCCTTCGGCTT
GCTGGCTGCAGCCGGATGTCTCGCTGGAGTTGCAGAGGCCGAGGTTGTGTACGCGTGTCT
CAATGAAACTGCTCACATGTCCTGTGATGGCGGCAGCCAGATACACCTGAACCACATCCT
GTACAAGGTGGGGGTGGGGACGAGATGCGGCGAGGGGAAAAAACACCCGGACGACGGACC
CGACGCCTTCTGCTCCTTCCCGTGGGCCGAGATGGTGGTGGAGGACCTCTGTAGCAGGAA
GAGGTCCTGCCGGGTCCCCGTCACAGAGCTGGTGTTCGGGGAATACCCCTGTAAAGAGGA
GACCAGGTACCTGGAGGTGTCCTACACCTGCCTCCAACCAACTCCTCCTCCTCCTCCTCC
TCCTCCAACCAAACCCGACTGTAAGGAGAAAGAACCCAGTGAGGTCTGATGCTCCGCAGG
AAGACCACATGTGTCTCTGAGTCTGCAGCTCGCTGCGTTTCTGTGCTGCAGAGCAACACG
CTTCATGTCTGTGAAGAGGCACACGCTTCCTCACAGGAGGCGGGGCCTTTCATCCCAAGG
GTCCTGAAGGTTTTCCCTGTTCTGCATCTGTCATTGTTACAGTGATGTCATCGTCTGCTT
TTGTACTCTAAACAATGAAAACAATAAACATGTAAACACAAAAAAAAAA
>CL1Contig301
TGNAGCTGGGGGGCGCAGACCTGCACGCAGCCCTGGAGGAGCAGCTGGTGGCCGGGGCCA
TGGTGCACTCACGGCAGATTAAACAAGCCCCAGAGGATGATGGGACCAAATGAGACAAAC
CCCCCAANGTCGTTGCCTTATGCTCTTTCCAGCAGAATGGCTGGAGACCGAGAACGCTTA
GATGCTGTGTATTCTGAAGACAATCCAAAGAGAAACGATGTAAATATTAACTTATTTTAA
GTTACAATGGAGAAGGGGTCAACATTAAAATGTAAATACATCTATGCAAATCCTATTAAA
GGTGTATTTTTATTGAGCAAATGTTATATTTAGTGTTTGGTTGAGGTTTTTGTGTGTTTC
TTATTTGCTGAAGTTGTAAATGTGGATTTTTTTTTAAATACTCAGTTTCATGCTGGAGCT
AAAATACACATGTTGTAGCCTTAAGGTTTAAGAAAAACTGCTCATTTGGACTGAATCTGA
ATTTCTCAATCATTTTCTTAGTATTTATTCCTAGTTGATGTCTTAGTGCCTTCTTGGTCC
GGATGCTGCAGCTTCAAACCCTTTTATTTATATATTAAAAAAAAACTCTGAAATATTTTG
ATGTTCCAAAACAACTTTTTAGAAATTTTCTTTATTTGTTAGAGGTTCAACATTCCAGAT
CTTGACTTTGTCCAAAAGTATTTTTCTATGTGCAATTTATTTCTGTACATAAGACCTAAT
AAAATATCAACCACTGGTTAATGTTTACAGCATATAAAAAGTTACTTTCCAGCTCCACAG
AACTGCATCAGGTAAAATATTGACAGGAATCAGGGATTAGAATAAGAATAAATGATTCCA
CATGCGGGTTTTCAGGCTGGTTTCTCCTCTTATTTATTTGTTGTCATCTGCCGTGACGTT
TGGCAGCCTTCACAAAGCAGGTCTTTAGAGCCTCAAACTCTTTGGCACACAGGTCCTTCT
TCAGCTCTTGTCTGCCTGCCGTTGTTGCTGCGACACACTTTCCATACGCTGCAGCCTCGT



CGGCACACTTTGAAAAGATGTCGCTGAAATTTCTCATTTTCTCCCGGCTTCTGGTCCAAA
CATTTGAGCCCGACATGCTGCTATATGCATCTATGTCTTTAAACCTTAAAAACACATATA
GGCTTTTATTTGAGTATTAGATTAGGAATCTTAGAGCATGTTTACGAGGAAAAAATGTCA
TAAAATAGGCTTAAAATTAGTGTAAACTATGGGTAGCGCCCCCCGGCCATAATGNCCGGG
TTTNACGGCCG
>CL1Contig302
TTGTAACTCATTTTTCTGCATCCTCCCAATAAGAACACGGGTCAGCAGATCTTTAGACCT
TCCAACGGTTTCACCATAAAAGAGCCACCACCATCGTTTGGTTCTCAAAGCCCACTTTTA
TTGGATCGGTTCTCCGACAGCGCATGTTCATTTAGGGTTGGCGTGCAGAGCCTTCCAGCG
GGTCAGGGGCCCTTTGCTGGGGATGTACTTGACGCCGCAGCCATCGGGGATCAGACGCTT
CTCTGCCATCATGTCATCGAAGTCGCAGGTGTTAAACTTGGTGAAGCCGTACTTCTTAGA
AATATGGATCTTCTGGCGTCCGGGGAACTTGAACTTGGCTCTGCGCAGAGCCTCCACCAC
ATGCTCCTTGTTCTGAGTCTTTGTGCGCACGGACATGATGACCTGACCGATGTTCACGCG
AGCCACAGTGCCCTGCGGCTTCCCAAAAGCGCCACGCATTCCAGTCTGGAGCCGATCAGC
TCCGGCGCATGATAACATTTTGTTGATGCGGATGACGTGGAAGGGGTGCAGACGCATGCG
GATGTGGAAACCATCCTTACCGCAGGTTTTCACCATGTACTTGTTGGCACAGATGCGGGC
GGCCTCCAAGGCTTCTGAGGACAGCTGCTCGTACTCATCAGACACCATGTGGCCACACAG
AGGAAACTCGTCCACCTTTGCCTTCTTCCTGCCCAAATCAAAGATCCTGATCTTTGGATC
AGGTACACCCCTGCAGAAACGGGACTTTGGGTAGGGCTTGTTTTTGCAGTAGCGGTAACA
GCGGGCTGGACGGCGCCCCATGGTTACAATCTAAGCAAAATAACAACCAAAAAACGGCGT
TATTTAGCGGAGTCTGAGCTCAAGAGTGCGGAAAACAACTTTGAATTTACAATTTGAAGA
AGAGCAGATGAGTACACGATCCCACCACGCACTCACCTCCCCGGCCATAAGGCCCGGGTT
>CL1Contig303
TGTTTATTTAAAATGTATGAGTGACTCATGTTGCATATAAGACATCTGTTTTAAATTTAA
ATTGCGGATCAACAGGGCAAAATAGGTGGCATTATTAGATCCATATCCACAGCCGGACAA
CCCGGTGAGCTTATATGCATATAAGGGCAGGGCCTGTCACCCAGGAACGGTTTTGGCTAA
AGATGGACTGCGGCCGAGGACGCGCACTTGCGCAAAGCCAGGAGTCGGGTTTCAGGTGTC
CAGCATCCCAGATCTGACGCCTCTGAAAAGTGGAGCTGCTGGCGCTGCATGTGCGCATTC
CTGGCGAGCCAAACTTCCACCGTAAAAGTTTAGAGTGGCCTTTCTCGATTTCTTTTTTCC
TTTCTTCCTACTCATCCCGGATGCGCACTGATCAGTCAGAGGATTTTGCTTGATTTTACT
GCTTCATTTTCCTTAACCCTCTAGAAATTGGGCTATGCGTCTAACAGAAAACCAGGCCGT
GGGCAAAATACCAAATAATGGACTTTAATAAATTATGAATATGTATATACACTTACATTC
ACATGTGTTGGGCAACATGTCTTTGTGATTTTTTTTATTAAAGTTTTTTTGGTAGATGCA
TGGTTCAGTGGTTGTTTTCACAGCCTCTGTCTCCGTGCAGCACAGACAACAGACAGCCAC
AAAATATGCAGATTTCAAAATTATCAAAGTTGCATGTGAATTTCAACAGCGAAGACAGAC
AGTCCGTTGACAGCAGACTGTTGCTGTGGCGCAGAGGTGGATCCTCCTCCTTGGCTGAGC
TTTGGTTGGTTGGTGGTGAAGGTGACGGAGAAGGTGATGGAGAAGGTGGAGGATTTAGAA
GCACTTCCTGTGGACAATGCTGGGGCCAGCCTCGTCGTACTCCTGCTTGGAGATCCACAT
CTGCTGGAAGGTGGACAGGGAAGCCAGGATGGAGCCACCGATCCAGACGGAGTACTTCCT
CTCAGGAGGAGCAATGATCTTGATCTTCATGGTGCTGGGGGCCAGAGCAGTGATCTCCTT
CTGCATACGGTCAGCAATACCAGGGTACATGGTGGTACCGCCGGAGAGCACATTGTTGGC
GTACAGATCCTTACGGATGTCAATATCGCATTTCATGATGCTGTTGTAGGCAGTCTCATG
AATACCAGCAGACTCCATACCAATAAAGGATGGCTGGAAGAGGGTCTCGGGGCAACGGAA
CCTCTCGTTACCGATGGTGATGACCTGACCGTCGGGAAGCTCGTAGCTCTTCTCCAGGGA
GGAGGAGGAGGCAGCGGTGGCCATCTCGTTCTCGAAGTCCAGAGCCACATAGCACAGCTT
CTCCTTGATGTCGCGCACGATCTCACGCTCAGCAGTGGTCACAAAGGAGTAGCCACGCTC
AGTCAGGATCTTCATCAGGTAGTCGGTCAGATCGCGACCAGCCAGGTCAAGACGCATGAT
GGCGTGGGGCAGGGCGTAACCCTCATAGACTGGGACATTGTGGGTCACACCATCACCAGC
ATCCAGCACAATACCAGTGGTACGGCCGGAAGCGTACAGGGACAGCACAGCCTGGATGGC
CACATACATGGCGGGGACGTTGAAGGTCTCAAACATGATCTGGGTCATCTTCTCCCTGTT
GGCCTTTGGGTTCAGGGGGGCCTCAGTGAGCAGGGTTGGGTGCTCCTCGGGGGCCACTCT
CAGCTCATTGTAGAAGGTGTGGTGCCA
>CL1Contig304
GCGTGACAAATGAACAGGAGGAAAAAGCGCATAAGTCAGCTTATATTGGATTAGAGTAGT
TTGTCTGTTTGTGCCACATGGATCAAGTTCATAACCAGTTGGAATAATTTTCTGTTTGTC
TGTTCTTTCAAGAAAAGAAAAAAAAAGAAATTTATAGGCTTTTGTGCTGAATGAATTATT
TTGGTGAATATAAAGTTGAGCCTCATTCGCTGTCTTCGATTTGAACTGGAGCTCCACGGC
TAAATCCTGAGTGGACCGAGACGGAGTGGCACAGAAAAACAAAAAACAAAAGTGGCACCA
CAAGGAAGACACATTTTGCAAGTGCTGAGTGAACACGAGGGCTGTGTGGGCGCGAGCAGG
AATCGGTGCTGTGTCAAACAGGTTGTCGTGCAAAGAGGTTAAAGTGTCCTGAGTCAGAGC
AGGAGATGACAGAGCCTGATGTCGTGCTTGGCTCTCTGCTTTGCAATGGAGGACTGCAGG
TGGGTTGGGAAACTAGATGGCTATTTTGTGGCCCTGCTCCGTAGGCACGGTGTAAATTCC
TTGCTCCTGATTCAGTTTTCGCCTTCTCACACACACAACAGCAACTATGACTATGGTTAG
AACCAACACTGCCACCACAGCAACGATAGCGATCACCAGGACCTGACCTTCTTTCGAGTC



TTCTGTCGAACCAGTGGACTGATCCCTCTTTGGAAAACTCCCCACAACTCCCCCATGTGT
CTTCATAGTTGGCATATCCTCATCGTCTGACTCAAATGAAGCCGATCCCTCCGTATCATC
TGAAGCGGAGGCAGCTGGCAGCAGCAGAAGCAGACTCAGGAACAGCAATCGCATCATCTT
CAAATGATGAAAGTAAGCTGATCCGCAGAGATGCCTTTGGACTGTATGGTTTTTTGTTGT
TCCTCTCACTCCAATATCCTTGCAAGCATGGAAACTGCCAGTGTGTGCACATTAACAGGT
TTACTCCGCCACCATCTGCAAACTGTTCCGCATTCCAGTAGGCCAACAAGGCCGACTCGA
TGCTGCGGCTGAAGACGGCCGACTCGATGCTGCGGCTGAAGACGGCCTATGTGGCCAA
>CL1Contig305
TCCTGGCTTTGGGAGCCAGGGGCGGGGGTTAGAGTCCCCTTTCTCTGAGCACAAGGAAGG
ATTTTAACCTTCGACCCCCGATTTACAAGACCGGTGCTCTTACAATTGAGTTTTTTTTTT
ATTGTCATTTTAAGACTTTATTTTCTAGTCATCCCGCCGCTGGTGCTATAATAAGAAAGA
GGGAAAAATAAAGAAAAGATGCGATTTGACCAATGATAATAAATGGGTGTTCTACGGGCA
TTCCGCCAATTCAGGTTAAAACCATCACGTCTGCTACTAGGAGTCAGAAAAGGAATTGGG
TGAAAGGTCGAAACGTAAGGCTTCGTTGTTTAGAGGTGTGTAGGATAGGGACCAGGAATA
GTACTAGAATAGAGGCTAATAGGGCTAGGACCCCTCCAAGTTTATTTGGAATTGATCGTA
GAATGGCGTAGGCAAATAGGAAGTATCATTCAGGCTTGATGTGAGGGGGAGTAACTAGCG
GGTTGGCAGGGGTGAAGTTGTCTGGGTCTCCAAGCAGGTTGGGGGAGAAAAGCGCCAGGG
AAATTAAGGCTACTAGCAAGGCAGCAAACCCTAAAAGGTCTTTATAGGAAAAGTAAGGGT
GGAAGGAGACTTTGTCGGGGTCTGAATTGAGGCCGGTTGGGTTGTTTGAACCTGTTTCGT
GAAGAAAAATTAGATGAACAACTGTTGCGGCGGCAATTACGAAGGGGAGGAGGAAATGGA
AGGCAAAGAATCGGGTAAGTGTGGCGTTATCTACTGAAAATCCTCCTCAAATTCATTGGA
CGAGGGCGTTGCCAACGTAAGGGACGGCAGACAAGAGGTTGGTGATTACAGTGGCTCCTC
AAAATGATATTTGTCCTCAGGGTAAAACGTAACCTACGAAAGCCGTTATTATTACTAGTA
GAAGAAGAATTACACCGACATTTCATGTTTCCTTGTATAAGTAGGATCCGTAGTACAAGC
CTCGCCCAATGTGAAGGTAAATGCAGATGAAGAAAAAAGAAGCGCCGTTTGCATGTATAT
TCCGGATTAGTCAGCCGTAGTTAACATCCCGGCAGATGTGTGCAACTGATGAGAATGCTG
TGGCGATGTCGGATGTATAATGTATGGCAAGAAAAAGGCCCGTGATGATTTGGGCGGCTA
AACAAAGTCCGAGAAGAGAACCAAAGTTTCATCAAACTGAAATGTTCGAAGGGGCTGGAA
GGTCAACTAGAGCATCGTTTGCAATTTTTAACAGGGGGTGGGTTTTTCGAAGGTTGGCCA
TTAAGTTCTTGTAGTTGAATACAACGGTGGTTTTTCAAGCCACAGGTCCTGGTTAAAACC
CTGGCAGGAATTATGGTTTATATGAGTTATTTATTGTTAATTGGTTTGGTTTTGGGTTTG
GCTGCAGTTGCTTCAAACCCTTCCCCCTACTTTGCCGCCTTAGGTCTTGTTACAGTGGCG
GGCATGAGCTGTGGTATTTTGGTAGGGTACGGGGGATCTTTTTTATCTTTAATTCTGTTT
TTGATCTATTTAGGAGGAATGTTAGTTGTGTTTGCATATTCCGCGGCCTTGGCCTCTGAG
CCCTATCCGGAGGGGTGGGGGAGCTGGCCAGTGTCAACGCTTATACTAGCCTATGTGCTC
CTAGTGGTGTGTGTTTCCGTCTTTTTTTCGGGGGGCTGGTTTGAGGGGTCTTGGGTAACT
GTTGATGAGTTTAGTGAGTTTGCGTTGTTCCGGGGGGATTCTGGGGGTGTTGCTTTAATG
TATTCTTCGGGGGGTGGTATTTTAATACTGGGGGGGTGAGTACTGCTGCTAACTCTTTTT
GTTGTTCTAGAATTAACGCGAGGGCTTAGTCGTGGGACTTTACGAGCAGTTAGATTACAA
GGATAAGGACTGCTAGGATTATAGTAAAGAAAAATATCAAGAAATAGGTTTTGATCACAC
CTTGTTGAAGGTTGCTAGTTGAGGAAATTAGAGGTAAATTAATAGAGGCTGTTATTTTGG
GCCCTGTTTTCTCTAGCCATGTTTGATCAATTGTTTGATTAGCAATTAGTTGACCTAAAA
CCAGGTTAGTCTTGGGGGCTAATCGGTGAACCACAGACGGGTAGAATCCCAATATGTTTG
AGAAGTGGTGGGTGGCGGATGAGGGCTTGATTTTGAATTGTTGTGAGGCGAGTGATGCTA
ATTCTAGGGCAATTAATAGTCCAACGATTGTTACTGTTAGGGCGGCCATTTTGAGAACAA
AGGGTATCGTTATAAGAGGGGTTTTAAGAGGGGGAATATTAGCTGTGATGAGTAGTCCTG
CCAAAATACTCCCCCAGGCGAGTCGTTTAATGGGGTTTATGACTGTGAGGTTGTTTTCAT
TGATAGGGGAAACTGGATTAAATCGGGGGTGGCCCATGGAGACAAAGAATACTACACGGA
GACTGTAGACTGCTGTGAACGACGTAGCCACGAGGGTTAAGACCAGGGCTCAGGCGTTAA
GGTAGGATGTGTTTAAGGCTTCAATAATAGCGTCTTTAGAAAAGAAGCCTGCTAGAAAAG
GGGTTCCAGTTAAAGCCAGGCTTCCAACAGTTAAGCAAGAAGAGGTAAATGGAAGCAGCT
GGTGAAGCCCCCCCATTTTTCGGATGTCCTGCTCGTCGTTAAGGCTATGAATGATGGAGC
CGGAGCATAAGAAAAGTATTGCTTTGAAGAAGGCATGGGTGCAGATATGTAGGAAAGCCA
GCTGGGGTTGGTTCAAGCCAATGGTGACTATTATTAAACCTAGTTGACTTGATGTTGAAA
ATGCGATGATTTTTTTAATGTCGTTTTGGGTAAGAGCGCATGTTGCTGTAAAAACCGTAG
TGAGGGCTCCTAAGCAAAGGCAGGTGGACAGAACCAAGGGGTTGTTGTCTATCAGGGGGT
TTAGTCGGATAAGGAGGAAAATGCCGGCGACGACCATAGTGCTAGAATGCAGTAGGGCAG
AGACCGGTGTGGGACCCTCTATAGCTGAGGGGAGCCACGGGTGAAGACCAAATTGGGCAG
ACTTACCAGTTGCAGCTAAGACAAGGCCGAGTAGTGGGAGGGTCATGTCTTGG
>CL1Contig306
GTTTTGGTTTGTCGAATTTATTTGCAGATTTCTGCATCGCAGAAGACTCAGAAACACATT
CATTGTTTAGTTTTTTGCATTAAAGCCAGTAAGAAGTCATTACACAATCTTCTGCTAAAA
CAATAAAATCAAAAAAGTCCAAAAACTCTTCACAGTGAAAGTGCAACTCATCAAAAATAC
AAACTCCCCGTCAAACGGATAAAAACAATTTAAAAAAGTGTTAATGTTGTGTTTTCTCAT



TCATTTTTGTCACGATGAAGTTCTGTAGGAGACGTTTTTCAGCTTCTTCAGTTCTGGACC
TTCTGAAGAAGCTGCTTGATCGACGTCCAGCCGATCTGCAGCCCAGAACGCTGCGTTACC
ATGGAAACCCACATCCAGAAATGATTGTAAGGCGGCGCAAAGAGCAGCTCTTTCCACGGG
GAAGCTCCTATCAGTGGCTGAAGGGACACACAGAGTCCATGGCTGCCTGGATGCTGGCTG
CAGGGTATCCGCTCTCGCACAGGTTCAGCAGAGCAAACAGATGACGGAGGGCGTACTCGT
ACTGCGTGCGGTGCCAGTTGAAGCAGTGCTGCTTGAAGTGCTGCACCGCCGCCTTGTAGC
AGCCGCGCTGCGTCAGCTCGGCCCTCTGGTTCAGGAGCTTGGCGGCCTTCACCTTGCTGC
CCATCACCTTCTCCACGATGCGGCGCACGCTGTCCGCCAGCGTCTGCCTGACTTTGAGGT
GGCTGTCGATCTCCATCAGCAGGTGGCGGGCAGCTCTGACGTCGTTGGTGGACATCATCT
TCCTCTTGAGGATGGACCATCGAAAGTTGATAGGGCAGACATTCGAAAGAGACGTCGCCG
CCACGGGGGGCCAGCGATCGGCTCCAGGTTATCTAGAGTCACCAAAGCGGCCGGGGCGCC
CCCGGAGGAGCAGCCCCGCATG
>CL1Contig307
TCTTTGGTTTANTAGTGAGGGATCAATTCCTTCACTCCAGTGGATCGGAGAGGAGACCAG
GTGGTGACACTGGAGGGTGCAGTGATGGCATATCGTTTAAAAAAGTTACACATGGTGATA
CAAAACACAACACGTCTGCTGGGAATCCTTACAAAGTTACACAATCATCTATTTACAAAT
CATCCTACAGCTGCAGGTATTTACAGGTCTATACAGGAGCCGGATCTGCTATGACTGGTT
CAGAAGGGAATTCTGAACACTTTCATGCACTTTGTTGTAGATGTCTTCCTTGGTCGTCGT
TCCGTCGACGTACTCTATTCTGTCGCAGTTGCTCTCCATCTCTTTCCTGTGCTTCAAGTA
CATGGGCCAGACGTGGCCATCAAACAGGCCGGGGGGGTCGGGGACCGTGTACGTCCTTGT
GCTCCTCCTTCTTTTGCACTCCTCGTAGGGAATGGAGATGTAGAAACATTTGTCGTAGAT
GTCGATCAGAGGCTTGTAGTTATAGATGAGGAAGCCCTCCACGATGAGAATATGGACGGC
CTCGCCGTCGGCGTCAGAGGACAGGCTGACGCCGTGGGAGCGGGCGAACTTGACCGGGTT
CTCCTGCCAGCCCTTCACGGTGCTGACCATGGCCTCCATGTCCAGAGCGGAGATCACATC
CCACTGTCTAAAGCCGTCCTCCCCGACATCTATCTGATCGGGTTTCTTGAAGAAGTCGTC
CTGATGCACCACACAGCAGTTTGGGAAGGTCTTCAGCAGCCTGTTGGTGAGGGTGGTCTT
CCCACCGTTGGTCACTCCTCCGATGCCGATGATGAATTTCATCACTGTCTCCTGACTGTT
GGTCACACTGGAAGGGTAGAAGCGGGGAGCCGAGCCAAAAGCCCACAGAGTCCGAGGCTG
AAGCCTGTCCTTCTCTTCTGCCAGGGATGCCCCCCCCTTTTACTACTTCCCTCGATCCA
>CL1Contig308
TTTATTGTCCACAACTGCAACCGGTTTTGAGATGACAAATAGTGTTCCTGCAGAAAACAT
GGAAGATGGATTTAGATTGACATCGAGCTTTCAAATCCTTCAGGCCAAACATGAAAGTTT
CAGCTCCTCTCAAACCAGACTGTTGGATCTTCAATTCACTTGTTGAGTAAAGTTCATCTT
GTTGGACATCTTTAATTCTGTTCAAGAGGAATTAGAAGTCTGGATGGGTCAACTGAAGCT
TAGTCACATTTGCGGTGGACGATGCCGGGACCGGACTCTTCGTACTCCTGCTTGCTGATC
CACATCTGCTGGAAGGTGGGCAGGGAAGCCATGATGGAGCCACCAAGCCAGACAGAGTAC
TTCCTGTCTGGAGGAGCACTGATATCAATGTTCATGGTGGGTGGGGCCAGAGCAGTGATC
TCCTTTTGCATGCGGTCAGCAAGTCCAGAGAGCATGGTGGTGCCACCGGACAGCACCATG
TTGGCATACAGGTTCTCATGGATGTCTACGTTACACTTCATGATGCTGTTGTAGGTCATC
TCATGAATGCCAGCAATCTCTATACCGAGGAATGGGGGCTGGAAGAGCGCCTCAGGACAG
CGGAACCTCTCGTTGCCGATTGTGATGACCTGCCCATCANGAAGCTCGTAGCTCTTCTCC
AGAGAGGAAGAGGAGGCAGCGGTCTGCATCTCCTGCTCAAAGTCCAGCGCCACATAACAG
AGCTTCTCCTTGATTTCACGCACAATTTCATGCTCAGCTGTGGGGGTGAACCTGTAGCCC
CTCTCCGTCAGGATCTTCATCAGATAATCAGTCAAATCTCTGCCAGCCAGATCCAGACGG
ATGGTGGCATGAGTCAGAACTTTCCCCTCATAGATGGGCACAATCTGGCTGACACCATCA
CCAGACTCCATCACAATTCCTGTGACACGACTAGAGGAGTACAGGGACAGCACAGCCTGG
ATGGCCACATACATGGCAGGAGAGTTGAAGGTTTCAAACATGACCTGTGTCATCTTCTCT
CTGTTGGCTTTGGGGTTGAGGGGAGCCTCGGTCAGCAGGACTGGATGCTCTTCAGGTGCA
GCTCTCAGCTCATTGTAGAAGGTATGATGCCAGATCTTCTCCATGTCATCCCAGTTGGTG
ACAATGCCGTGCTCGATGGGGTACTTCAGGGTCAGGAGGGACTTATTGCTCTGAGCCTCA
TCTCCAACGTAGCTATCCCTCATTCCCACCAGCACACTCTGTCTGGGGCGGCCCACGATG
GAGGGGAAGACAGCCCGGGGGGCATCATCCCCAGCAAAGCCAGCCTTGAAGGTGCTAGAT
CCAATATCAAAAACGAGGGCAGAGACGTCATCTTCCATGTCTGTTGCAG
>CL1Contig309
GATGTTTATTGAGCTGTGTTCATCATTACACAGAGATGTCAATGCCTGCAGTAATTCACA
CACAATTCAAGCACAAAATGTTAGCAGTTGTGAGGAACGAAGCATGTGAATGCGGGACAC
GTGCGCATCTCTGTGCGTGCGCTTGCTTGGGCCTGCTTGTGAGCGAAGAAAGAATGGAAA
TTAAGGTGGACTGTGTCAAGGACAGGCAGTAAGGCAGGGTTAGTCTAAGGAACAGGGAGG
ATCTAGTTCTTGTTCTTGTTGAAGGTTGCTGAGATGGCCCCAAAGATCTCTCCAAACTTT
AGCTTGATTTCCTCAGAAAGAGGTGTGATCTTTGCCTTCAAGTTTTCAATATCTTCAGCT
GTGATGGACTGTGCCCGGCTGTAAAAGTTCTTCATCTGCTCTTTGTATTCCTCAACATAT
GGAACAGCCAACTGCCTCAGCTGCTCCAGACGCTCAACAAGCTTAGCGCGCACAGACTCC
ACAATGGGCATCAGGGCGGCCTTGGTCTCCTCCACATTGGCGGCCATCTTCTGACGCAGC
TCTGCCACCACGGGCTCCATCTTGACTCTCAGAGCTTCCATTTAGGCGGTGTGCCTGGCT



TGGTACTCTTTGACGATGGGCTCCAACTGGACTCGGTACTCCTCCATGTGCTTTTCAAGG
ACCTCTCTCAGCTTCTCACGTTCGGGTGCAAGATCAGCTCTCAGGGCCTCGATGTCTTGT
GAGATGGAGTTACGGAATTCGCCTCGTGCCG
>CL1Contig310
TAATATGTAAAAACGTAATACTGGAAATATACAATACCAATAAGAGCAGGTGTGAAAAGA
AACATTCTGGTCATCCATTCATTTTCTAAGACTGCTCAGTTCTAGCTGGGGTCATACATG
TTTGATAACGTGCCAATGTCGCTGCTTATTGGCTAAACACACCTGATCCAGGTAACCAGG
AGCAGATGAGGCAGCATTTCTGAAATACCAGCACATGTTGGAGTCTGAGACCCATGGTTA
GGTGAAGCCTCTCAGAGTTTGGCCAAAGAGAGGGTGAACTTCAGACATATCACCAGTCAC
CATTGTCATATTCATTAAGATCAACTTTGAGAACTATTTAATGAAATACATTCGGTAAAA
ACCCTGTGTAACCAATCCCTAAAACTAGGGATTGACAAATATGAACAGGAAGTGCAAGGC
TTCAGTCTTGCAACTTAAAGAACTATTCTTCCTCTAGTTGCCATCTTAACATTTAAAGTT
TAGGGAAATTGTAAAACGAAAAAAATCTGAGCCTTCATGGAGTAAAAACGAAAACATGTT
CAGAGCAGCAAAATGACCAGAAGAGCCGTCCTGAGGCGCTCTCCTGCCCCCTGGAGGTGC
TGCTGACCCTACTAAGGAGGCGTAAGAGACCGGAAGGAGGAGCTTTTGCCAGACTCAACC
GAATCTGAGTTAGCCAGGTTCCTCTTTTTGTTGCAGCCACCCACTGAGCCGGATTGGCTC
CAGTCTGAGTTATCACCGAGTCTGAAACGACCACAGCACAAGTACATTCGCCATTGTTTC
CTCACGTTTTCCTTCATCAGACAGTGGAACACAAACACAAACAACCCTTG
>CL1Contig311
TCTTTGGTTTAGTAGTGAGGGTCAATTCCTTCACTCCAGTGGATCGGAGAGGAGACCAGG
TGGTGACACTGGAGGGTGCAGTGATGGCATATCGTTTAAAAAAGTTACACATGGTGATAC
AAAACACAACACGTCTGCTGGGAATCCTTACAAAGTTACACAATCATCTATTTACAAATC
ATCCTACAGCTGCAGGTATTTACAGGTCTATACAGGAGCCGGATCTATGACTGGTTCAGA
AGGGAATTCTGAACACTTTCATGCACTTTGTTGTAGATGTCTTCCTTGGTCGTCGTTCCG
TCGACGTACTCTATTCTGTCGCAGTTGCTCTCCATCTCTTTCCTGTGCTTCAAGTACATG
GGCCAGACGTGGCCATCAAACAGGCCGGGGGGGTCGGGGACCGTGTACGTCCTTGTGCTC
CTCCTTCTTTTGCACTCCTCGTAGGGAATGGAGATGTAGAAACATTTGTCGTAGATGTCG
ATCAGAGGCTTGTAGTTATAGATGAGGAAGCCCTCCACGATGAGAATATGGACGGCCTCG
CCGTCGGCGTCAGAGGACAGGCTGACGCCGTGGGAGCGGGCGAACTTGACCGGGTTCTCC
TGCCAGCCCTTCACGGTGCTGACCATGGCCTCCATGTCCAGAGCGGAGATCACTGATGCA
GGGCAAGAAAACAGGCCAGAGTGGGTCTCACGGCAAACAGCAGCGCTCCTGTCCAAAGGC
TGAACACGCTTAGCTGCAGCTTTTACACAATATTTGACAGAAAGTTTAGGATTGCTTGTT
ACCACATGGCAGAAATGTGCAGGAAAGAAAAAGTACATTACGGCAGGGTTTTTCCTACGT
GAAATCCATTCTTACCATCCCACTGTCTAAAGCCGTCCTCCCCGACATCTATCTGATCGG
GTTTCTGAAATAACAGTCACCAACAAAACATTGCTGCAACCTAGTAACCCATCGTAGCTG
ATCACACCTGGACAGGACAAGTCAGGGACTCGTCTCCACCAAAAGTGAACGCGCAGCAGC
ACAAGCATGCGGGCGGGATCCTCAGATTTCTGCTCAGACCTCAACAGACGTTTGGAGTCG
CTGTCGGAGCAAAGGGTGAGGCGGAGCGGCTGTCTTTGTCTGGTTATGCTAAGAAACAGG
ATGCTGTTGTGAAAGAACGTTTTTTTGTTGCTGGTTTAGTCCAGAACCTCCAGTGTTTGA
GCGTCATTCATGCAGCATAAGCAGATTCTTGTTTGAGCAGATCGAAGCTCACAATAAAGT
CTGATCGCAGTTCACAGCACGATGCAGTGAAGTCTGACTTTTAGCGGCGACGCTCAGCCC
TTTCATTGGCTGTCCAGGAGACAATCAGCCTGATGTTTTACTATGCTGCTGCCATGACAA
CATCTACTGGTCAGATGTGTTGATGTTTATGATCAGAAAGGGAAACTTTAAAAGGTGGAT
ATCACCTGTAGAGAGGAGGAAAGACTTCATCTCACCTTGAAGAAGTCGTCCTGATGCACC
ACACAGCAGTTTGGGAAGGTCTTCAGCAGCCTGTTGGTGAGGGTGGTCTTCCCACCGTTG
GTCACTCCTCCGATGCCGATGATGAATTTCATCACTGTCTCCTGACTGTTGGTCACACTG
GAAGGGTAGAAGCGGGGAGCCGAGCCAAAAGCCCACAGAGTCCGAGGCTGAAGCCTGT
>CL1Contig312
ACTTGGTGGTGCGCTCAGTCAGTAGAAACACGGGAGAAAAACTCCGCCTGCGAGGTTTTC
CCTCAGTCCAACAGTCTGATGGCCAAACACACATGACAGAAACAAGAATCCAACACAGAG
AGTGCAAACAGACCCAACCCTTTGTTCTTGTAGGAAGCAAGCGAAGGAAGTATTTATTTA
GAAACTTTATTTTTCACTTTACAGTTTCATCTCCCCAATGCGATGCGTTCAAAGGCCCTG
AACGAAACGCAGCATCAACAACAGAGAAGATGGTCAGCGACTCAAATTTACATCCGAGGT
TTTCTTTACTGGGTCTTTAGTTCAACTGCTCATGATGGTTAGTACAGACTGTGCAGATTT
CTCTTTTAGTGGTATAGGAAGCAAATATCATTATTAAAGAAAAATACAAAGAAAAGGATT
TGCAATTAGCACCTTTAGCTGTTATCTTTTAACTTAGGGATCAGCACCATTTCTGGTTAG
TAGCAACTAGTTGGTCCTCAAACTGCCGCTGGTCAGAGGAGTTTAGATGACGAGATCTTT
GTCCACGTCCTGCTCTTTGATGCCAAAGCAGGCGGCCCACTCCTCCAGGGCGATGTACTT
GTCTTTGTCAGCATCGCACTCCTCGAAGAAACGGGTGGTGCAATGCTCCATGGGAATGAG
GGGGGCGCGCAGCGGGGCGAGCTCCGAGTGTGTCAGGTATCCGTCAGCGGGGTGCTGGTC
CAGCTGGCCAAACTGCCAGTGGACAGGGAAGATGTACATGTTGTAGTTCTTCTGGAAATC
CCGAGCCAACAGGTCCAAAGAGTGGTCGCCCGCCTCCAGGCGCTTCTCATTCTCGTAGAT
CTTCTTTACCCTGAGCTTCTGCTTCTCGGTGAGCAGGTTGTTGTCCTCGTCGCGCGCGTA
CAGAGTCACCAGGACGTTCTTCAGCCAGTCCCTCATGCGCAGCGGGAACTCCGTCAGCTC



GTTGTCCAGGCAGGGCTCGATGAGTTTGCAGGAGCCGATGTAGTCGAGGTGCAGCTTGTG
GCCCTTCTTGGTTCCCTCCAGGGCGCACTTGGTGGCGAAGAAGTGGCAGGATGAGTCATA
GGTCTTGTTGTCGTTGCCGCAGATGTGCTCAAACTCCCCCTCGGCGGCGGGGCAGCTGGA
GGGGTCCTGGCACACGCACATGGGGGTGTTGGTGTCATCCACCTCACACACTTTGCCCTT
CTTGCAGCGGTGGTTCAGGCAGGGATTCTCAGCGGCATCCTCCACAACCTCAATGGCTTC
GTCAAACTCCCCGACCTCCACCTGCACGGGGTTGGCCCCCACCTCAACCTCCTCAGCTGG
TTCCTCTGTGACAAGCTCTTCCAGCGCTGGCTCCTCTTCAGCAGGAGCAGCCATGGCGTG
GCCAGCCAGGCACAGGAGGAAGACGATCCACACCCTCATCTTCAAAGTCTTCAGCTTTGG
CAGCGCAGAGAAGTCAGGCGTGTGCGGGGCCCCAGGACGATC
>CL1Contig313
TTTTATTTACACAATAATTTTTTATTTTAACATCTGCAGGGACCACTTCCAGGTGAAGCA
GGAAAAAAACACCTTGAACAGGTTTACAGGTCAGATCGTACACCAAATCCTGGTCCAGTA
GGAGGTCCTGTCAGGGAAGTCAGTCCTCCTGCAGGCTCACAGGAGAAACGGCCACTCCTG
GGTCCTGGTGGTGGAATTCTTCCTGCCTTAAGTTCATCAATAATATTCTCAATATCCTTT
GGTGCAAGGTCCTCATAATAATTGTCATTGATCTGGACCATTGGAGCATTTACACAAGCA
CCCAGGCATTCCACCTCTATTAGAGTGAACATCTTGTCTGGAGTCGTCTCTCCAACCTTG
ATACCCAGTTTGTTTTGGATGGCTTCCAGAATACTGTCCGAGTTGCAGAGCATGCACGGT
GTTGTTGTGCAGATCTGGATAAAGTATTTTCCCACAGGCTGACGCAAGAACATGGTATAG
AATGTTGCTACTTCGTAGACTCTCATTGGTGCGACACCCAGAACCTCAGCAACCTTGTTC
ATAGCGGAGATGGGAAGCCATCCATGCTGCCTCTGGGCCAAATCCAAGACTGGGATCGTG
GCTGCTTGTTTGTGTCCTTCAGGGTACATTGACAGAATTGCCTCTATTCTCTTTTTGTTT
TGCTCAGTGAACTCAAACGGAGTGTCAGGATTGTTTTCAGGAGTATCTCTGTGCACAAAG
ATGCCGCCAGCTCCAGCGCGGGCAGCAGACCGATGCAGACGTCTGACCTGCCTGGCCGCC
TGCGATAAAACAGAGCGAGCAGCTGCAGACAAGAACATTGTGAGGCGTCAAAGTCTGTCC
CGACGGTTTAGCAGAGAAACGGGACAGCGGTGCATCAACACAAACGCTCTCTAACGACCC
TCAGACAGGCGTAGCCCCGGGAGGAACCCGGGGCCGCAAGGTGCGTTCGAAGTGTCGATG
ATCAATGTGTCCTGCAATTCACATTAGTTCTCGCAGCTAGCTGCGTTCTTCATCGACGCA
CGAGCCGAGTGATCCACC
>CL1Contig314
TTTCTTTCAGATCTTAACATTACAGAAAGGGTTTTGTCTTAAATACAGCTCCAAAGTGAA
AGTGCATTCCAGGAGAGTCGTTCCACAGGGGGAAGAAGGGGTGAGGGGGTGAGGAGCGCT
TCACTTCTGGGCGGGGATCAGGTCATCTATAGACTGGCCCTTCTCCAGCCTCTTCTCCAT
CTCCGTCAGCAGCTTGACCCCATCAACCACCATCTGCACCAGCTCCACCTCTGAGAAACC
CAGCCGGTCGGCGTTGGAGATGTCGAACACGCCACCAACGGCGGCGGTGTCCACGCCGCC
TGTTCCACGCTTCTGGAGCCTCAGCCGCTTGAGGACCTCCTCAAACTTGGCGTGCTTGCT
CATGTTGGGAAGCTTCATGTGCACGCCGGCGCGAAGGCCGGTGCCCAGGTTGGACGGGCA
GGTGAGGACGTAACCCAGGTGCTCGTTCCACATGAACTCGTGGCCCTTCTCCTTGAACAG
GCTCTCGATCTTAGTGAGTCCCGTGCAGAAGCGGTTGAACACTTCTTTCATGTTGCCTCC
TTTCTGCATGGAGATGACGCGCAGGTGGTCCTCCTCGTTCACCCACACCAGGAAGGTCTT
GTTGTCGTTGTGCCAAATGCCCCTGGCGTCAGGCCAGTCCCGCGCCATTCCGGACGCCAG
CAGCAGGGGGGACACCGGCTTGTCGAAGAGGAAGTGGTCGTCGATGAGCTGCTGCTGTTC
GGCGTCCGTCATGTTCTTCAGGGCGTAATACTTCCCCTTCAAGTCTCCAGTCAGGGAGTC
CAGAGCTTCGTTGGAGAGCTTCTCCACCATGCGCCTCTCTCCTCGGCTGCAGTGGGGGGG
CAGGCAGAAGCCCCGGATGCTGCGGCCCGTGCGGACTCTGGAGCTCAGCACATAATTGGG
GTCGAGGTCGTCGCCGCCCTTCAGGTTGTCCGGGTTCAGGTCCGTCTTGTGCTTGTCTGA
GGGTTTGTATCCTCCGTGTCTGTCCTCGATCACGGGGTCCAGGAGCTCCTTGAAGACCTC
GTACGTCTCCTCGTCTCCGGCGACGCAGCCCACCGTCATGATGAAGGGATGGCCTGGGTT
GTCCACCCCGGTCTGGATGACGTCATCCAGGGTGAAGCCGCTGGGGGTCTGCTTGCTCCT
CAGGCGGTCGTATATGGCGGGAGTCAGCACCTTGGCCATGTGGTTGTTGTGTTTACTGAG
GTCCGGATACTCCTGCTCCGCGGAGTAATTCATTTTCATCTGGTTGTGCGTGTTACCGAA
AGGCATCGTTGCTCCCTGCTGAGTTCTATTACTAGCGTTATCCGGGGATGATACAAAAAT
CCCTATGTTTCCAACAGCGCAGCCCAGATTCCGCAGCGACGTCCAGGCAGCTCCAGCCGC
>CL1Contig315
CTTTGGTTTAGTAGTGAGGGATCAATTCCTTCACTCCAGTGGATCGGAGAGGAGACCAGG
TGGTGACACTGGAGGGTGCAGTGATGGCATATCGTTTAAAAAAGTTACACATGGTGATAC
AAAACACAACACGTCTGCTGGGAATCCTTACAAAGTTACACAATCATCTATTTACAAATC
ATCCTACAGCTGCAGGTATTTACAGGTCTATACAGGAGCCGGATCTGCTATGACTGGTTC
AGAAGGGAATTCTGAACACTTTCATGCACTTTGTTGTAGATGTCTTCCTTGGTCGTCGTT
CCGTCGACGTACTCTATTCTGTCGCAGTTGCTCTCCATCTCTTTCCTGTGCTTCAAGTAC
ATGGGCCAGACGTGGCCATCAAACAGGCCGGGGGGGTCGGGGACCGTGTACGTCCTTGTG
CTCCTCCTTCTTTTGCACTCCTCGTAGGGAATGGAGATGTAGAAACATTTGTCGTAGATG
TCGATCAGAGGCTTGTAGTTATAGATGAGGAAGCCCTCCACGATGAGAATATGGACGGCC
TCGCCGTCGGCGTCAGAGGACAGGCTGACGCCGTGGGAGCGGGCGAACTTGACCGGGTTC
TCCTGCCAGCCCTTCACGGTGCTGACCATGGCCTCCATGTCCAGAGCGGAGATCACTTGA



AGAAGTCGTCCTGATGCACCACACAGCAGTTTGGGAAGGTCTTCAGCAGCCTGTTGGTGA
GGGTGGTCTTCCCACCGTTGGTCACTCCTCCGATGCCGATGATGAATTTCATCACTGTCT
CCTGACTGTTGGTCACACTGGAAGGGTAGAAGCGGGGAGCCGAGCCAAAAGCCCACAGAG
TCCGAGGCTGAAGCCTGTCCTTCTCTTCTGCCAGGGATGCCCCCCCCTTTTACTACTTCA
TTCCAGTAGG
>CL1Contig316
CTATTTATTTATGGTTTTAATGGTAAAACGGTTTCACTCAAGCAGGTACAGGCACTAAAA
GATCTAGCTGCTCCCATTGTGGCGGAGTTGGATGAAGCGTGCGTCCCACTCAATCTGACT
GCCTTCCTCAGCCATGGCATCACTTCCTGCGACGACTGGCGGCTCCCTTCTTGCTGTGTT
TCTGCAGCTCATCAATGCGGTTCCTGAGGGAGACGACCTCATATCTCTGCCTCTTCAGCT
TCTCACTGTAGTCGTATTTCAGAGCTTCCAAGTTGTGCAGCCATTCCCACAGATCCTTGG
CTTTTTCCCTCAATTTGTCATCACTGAGATCATCAAAGCTCAGAGGTTTGTATCTCTCTG
CCAGAATCTTCTTCTTCTTTTCTCTTTCAGTCTGCTTTTTGCCGCGTTTTTGCTCGATCC
TTTGAAGATTGCTGCTGAAGCCTGAGCCCATGTTGGTCAATGCTATCTTTTTCTTCACAT
CGTCCTCAGCCTTCCTCAGGGCATCAGCTTCCTCCTTCCTCATCCTCTCAGCCTCGCGCC
TGGCCTGTCGCTCCTTTTCCCTCTCAGAGCGGATCCGCTGCTGCTCGGCTCGCTCTGCAC
GCCGTTTCTCGATTCTTTCTTTGAGAGCGATGAGCTCCTCCTCCTCCTTCTTCCTGCACT
CAAAGTGAGCATCGATCAGCGACTGGAGCTCCACCAGATCCTTGTTCTGACGCTTCTTTT
GGATGTCGTCAAAGTCCACCTTCTCTCCATCTGGGATCTTTGGAGGTTTGAACTTTGGCT
TCTCCTCATCTTGATCTCCATCCTCCCCTTCCTCTTCATAGGCTTCTTCCTCCCCATGAA
CCACCTCCTGCACCCTCTCCGGCGGCTGTGGCTCGGGTTCTGGTTCAGGCTCTACCTCGG
GCTCTGCCTCAGGGGCTACTTCTACTTCTACTACCTCCTCCTGGGCTTCTTCCTCCTCAT
ACACTTCCTCAGCATCAGACATGGCGACAGCCGACACGACACCTCCAAGAGGAAGAGGAG
CACCTCCGGCGACAAAGACGAGCGTCTAGGCCAA
>CL1Contig317
CCCTTTCTTACAACAGGTCACAGGAAAGAAACAGGAGACCCCGATTATGCCTTTTCTGCT
GTTTCCTCATCTCCACCCTTGGTGTTACGCGTGTAGATCAGCTGTGCTCTGTGTTTGGAG
ACCAGCTTGATCATGCCTTTAGACAGCAGCTCCTGGAGAGCATTCCTGGCCAGAGAGCCA
CGGATCTTCAGTCTTTCTGATACAACCGCGGGGGTGATGAGCTTGTAGTTGGGGACTTCT
TTGTACAACTTGTCATAGGTTGCTTTGTCAAAGAGGACCAAGTTGTTCAGCTTGTCCCTC
ACCTTTCCCTTGGACCACTTCTTCTTCTTGGCTTTGCCTCCAGACTTGTTGACTGGGTCC
TTGTCCTTTTTGGACTTCCCAGCATCCTTCTTCTTATCCTGCTTAGGAGGCATGTTTCCT
CGTCAAGATTTTTTTTTTGCAATTTTTTCAAATACATTTATTTTATTAGTTACCAGCAGC
TTCTGTTCCAATCAACTTGTGGCATTTGAACAATGAAACAGTTTTTAAATTCAAACTTAA
AGAGGCACCGTCCTGTGATTTAGTTAAATGACTATGCCACATTTCTTTTTCCTGCGAAAA
CTTTTGCGATGGGTTTTGATCAGCATAAGCCAGTCCTTCAGAATAGAACTATGCCTCAAA
GTGAATAACCCGGGATGGGAAGAAGATGCATGGGAGGCAGTTGCCTGCTGCTGCCGGCAC
ACGTCTTGTTTGGCATCCTGCACGACCATTCATTTCTTCTTCTGGGCTTTCTCTGCAGCC
TTGGTCGTCTTGCCGGAAATTTCCTTGGTATCAACAGCCTTGATGACACCAACAGCCACG
GTCTGCCTCATGTCACGCACAGCGAAACGTCCAAGAGGAGGGTAGTTTGAGAAAGGCTCC
ACAACCATGGGCTTCTGTGGGATCAGCTTGACAATGGCAGCATCTCCAGACTTAACAAAC
TTGGGGTTGTCTTCCAGCTTCTTGCCAGAACGACGGTCGATCTTCTCAATGAGCTCGTTG
AACTTGCAGGCGATGTGAGCAGTGTGGCAGTCCAGCACAGGGGCATAGCCCTGGTTGATC
TGGCCTGGGTGGTTCAGGATGATGACCTGAGCGTTTGGTGGGGCGAGAAGGTGGCAGGAT
GGCATCAAGAGCTTCAAGGAGTGTTGTTCCACTGGCATTTCCGTCCTTGCGCTCAATCTT
CCAGCCCTTGAACCAGCTCATCTTGTCGCTGGCCTCCAGCATGTTGTCTCCATGCCATCC
AGAGATGGGGACAAAAGCCACTGCAGCTGGGTTGTAGCCGGTCTTCTTGATGTAGGTGCT
TACTTCCTTTTGGATTTCCTCAAAACGGGCCTGGCTGTAAG
>CL1Contig318
TGACTTTAATAAGGTGAAACCTCAATTTATGTAAAAATAAACAAGTACCTAAAATAAATT
AAGAAGTGGGCCCTGAATTTATAAGTTATTTTTTAACTTATATGGAAATGAATACACTTT
TCCATGATATTCTATTTTTTTAAAGGGTCTGTATTTATGTACATATGTACATACATACAT
ACATGTAAATGTAAAAAATGTTGTCAGCACGTTTCTGCGGTTACAAACTGCATGGAGACA
TAAGTTAAAAACAGCTTTGCTTGGATGGTGCACGTATGACTTTCCGCCACCTGAGATGTT
CTGTTTCACTTTAGTTGATGAATTAATGGATCACCAGTGAACGAGGAAAATGACTCACCG
CATCAAGCTGGAAGCAGTCCATGTCCTACAGGGCTGTGCCCTCACTTGAACCAGCAGACA
CGTCATCGTACGAAAGATAGTAGATTTTATTTGTACTTCTTTATTTGTTACAGTCACAAC
AACAGGAGAAACAGTGGCGAGAGGGAAAAGAAGACAAAGACGTTTTTCTCTTTTGTTTTG
CATTTTTCCTCCCCCCACTCAACTCTTTTAACCATCTCTTTCTCTGTCAACAACATTAAC
TTTTTTAAATGTTTTATTTCTTCCGCTTTTCCCTTAATTCGATCCCACGTTTAGGAGGGT
CAGACAAAAAGAGGAGGGGTACACAAACTATTATAGTTCAGTACACATCCTCTTTTCTTG
TACAATCCCCGTCCAATGAAGACACAAGGGAAAGCCATTAAACAATCTGTGCCAGGTTGA
GACCGACAGACCGCTTTGATCAGATTGCTCACTTGTTTCAAGCAAGCAACCGCGCATGCA
TCACAGCACCCAAGAGAATTATTGAACCACCACTGTGATCACTGGACTGCACACACCATC



ATATGTCGGTATGATGCATGCACTGCTGGCCTCAACCCGGACTGACAGAATGAGTGATGG
GGGGGAAAAGGCGGAGAAACAAAAGGCAGAGAAAGAGATAGAGTTTCAGTGTCACAAGAT
TATTTTTATTGAAAATAATCCCGTGTTCCCCCTGTTGGTCGCACTCAAACGCCCCCACAG
CCCACCCGTCCTCTTGCCGAGCATCTGGGAGAGAAGTCTTTTCATTACTGAGCCGACAAG
TGGAAACAGCAGGCGTGCAGGTGCGAGTGTGTGCAAGAAGGTCATGGCGTTGGACAGGAC
TGGAAGGAGAGGATGAATACTGGCACGAGTGTGGGTCTGGATAGAGGTACGGCTCTTGAG
GGGAAAAAATTTACTCCTCCTTGTCCTCTCCGTGTGTGATGACATAGCAGATGTTCTTGT
AGTCTACATTGCCAGCCACATCAGGGGGGAAGGCAGCCCACAAGTTGGTCATCTCTTCAG
GGGTGAACCTGTCGCACTGGGTGGTCAGGAGCTCCTCAAGAAATTCCTTCTTAATGGAGC
CAGTTCCCTCAGGGTCCAGGACTTTGAAAGCGCTCACGATGACGTCCTCGGGATCAGCAC
CCTTCAGCTTCTCGCCGAACATGGTCAGGAAGACAGTGAAGTTGATGGGGCCGCTGGCTT
CCTTCACCATGGCCTCCAGCTCCTCGTTCTTCACATTCAGTTGGCCCATGGTGGCCAGCA
CGTCCCTGAGGTCGTCCTTGCTGATGATGCCATCTCTGTTCTGGTCGATGATTGTGAAAG
CCTCCTTGTACTCCTGAATCTGGCTCTGTTCAAACATGGAGAACACATTGGAGGATCCAC
CTTCACCCTGCTGCTGCCTCCTCTTGGCCTTCTTGGGTGCCATCTCTCAAGTTTGTGGGG
TTGTTGGTGGTCAAGAAGAGAAGCCTACGCCAAGCCGATGTGCNGAATTCGGCACGAGGA
AGACTTCTCTTCTTTGTCTTGCATCAACTTTTTGGCAGTTTTTCTCCAAACACAAATTTC
TCGACGTCCATCTACACAATCTTCTAAGATGAATGCAGCAGCAGCAGCAGCAGCAGGAGA
GGACAAGGCCGCCTCCTCAGAGTTCCAGCAGAAGGAGAGCAGGCAGTTCAAGAGCAAAGC
TCCCAAACCCGGACAGAAGCGGTTTGACAGCAGCCTGCCGGGGATGGAGTCGTTTGACGA
TTCTGCTGTCGTCTGCCCCTGGGAGGAGTTTGGAGATGCAGATCTGAGCGAACTGGCCCA
GTTTGGCATCATCTAGACACGACACCCCCAAACCAGAGAACTCCCCCCTGTCCTGTAATG
ATTTTTCTATTTCATTCAAATAAACTACATATATACAGTCAAAAAAAAAA
>CL1Contig319
GTAGGGGGGAGGGCATCCGGGTAGTCATTCCACATTNGTGGCTGTTAGTTCAACTGACAG
AACTTCACGCTTAAGCTGCAAATGCTTCTCAGAGAATGAAAAGGAACATAATTACAGCAA
TTAGTGAAATAAGGGAACCTAGGGATGAGATAGTGTTTCACAGTGTATAGGCGTCTGGGT
AATCAGAGGGGCGGAACAGGGTGAGAAGAAGGAGAACCCAATGAAAGAGCTCCGCATCCG
CAAGCTCTGCCTGAACATCTGTGTAGGTGAAAGTGGTGACAGGCTGACCAGAGCAGCCAA
AGTGTTGGAGCAGCTCACCGGGCAGACACCTGTCTTCTCCAAAGCCCGTTATACCGTTAG
ATCCTTCGGTATCCGCAGAAATGAAAAGATCGCTGTCCACTGCACCGTCCGAGGAGCCAA
AGCAGAGGAGATCCTGGAGAAAGGACTGAAGGTTCGTGAGTACGAGTTGAGAAAGAACAA
CTTCTCCGACACAGGAAACTTCGGCTTTGGCATCCAGGAGCACATCGATCTGGGGATCAA
GTATGACCCCAGCATCGGGATCTATGGTCTGGACTTCTACGTGGTTCTGGGCCGACCCGG
GTTCAGCATTGCTGACAAGAAGCGCAAAAGAGGCCGCATTGGATTCAGACATCGCATCCG
CAAAGAGGAGGCCATGCGCTGGTTTCAGCAGAAATACGACGGAATCATTCTCCCTGGCAA
GTAAAGGACATCCTCTTTTGTTTGTAACAAAGTAATAAAATTATTAAAAAACAAACTGAA
AAAAAACCTCGTGCCGAATTCGGCACGAGGGAGAGAACTAGTCTCGAGTTTTTTTTTTTT
TTTTTNGGGATTCNCTTCCCGTTNAGCNGCNTTTTTNTTTNTTTTTNCCGGGCCNAC
>CL1Contig320
TGTTTCTTCTGATTCTTTATTGTTCCATTGTAACATTACAGAACGGATGTTTCACTGCGG
AGGTTAGTGTTGTCGTTGGGATTCGGAGCAAACAACACATCCTCTGTCAACGGGACTGGA
AATAGATCTTGTGTTTGGGTAGTATACACAAAGAAACAAAGCCTCCTTAAGTAAATACAT
AACTATAAAATGTATCAAGATAGAAAAAACATGCTTTTTTTTTCCTTTTGTACTTTTCAT
TTCAAAGATTTTTTTCAGTGCTATTGGATAGCAATTTTCATGTGTTGTCATAAAGCACTT
TTTTATTTATTTATACACAATACGCATGATTAAAGTTTGTGTTTCGGTGCAAAGAGGTAC
CAAATTACTTTGTGTCAAGAATGAGCCTTTTTACAAGTCCTCCTTAACTGGTGTTACATG
CATGAACCTCCTGCAGAGCTCCCACGGTCTATCCTCTTTGTCCATGTCAGGCTTTGCTTC
TTCCTTTCTCTGAGACCAAGAAAGGTCCTAACACAGGATTGTTTCCCCTTTTTCTTTCTT
TCTTTTCCCAAAGGGTGAGGGGGTTGTTAGTCTGTATAGAGTCACCACTGTCACCACATG
GACAAACACACACAATGAACAGCACATAGACCGCAAGTGGAGGAAGCAAGAAACGGAAAT
CAAGAGAGAGGACGGAGGATGGATGAACACAGGGTCTAGCGCTGAGAGCGGCGAGGATGA
TGTACCCGTTTTCCCTCCGGTACAGTGGTGGCAGAGTTGGTGTTGGAGCGGTTGGTGGGC
CCTTCCTGGGGGTGTTGGGATGGTGTATCAGTGAGATACACCTCCACGTCGTCAGGCACT
TCTTCCAAAAAGTTAGAGGGAACCAATCCACGATGGCCATTGAGCTCCCCATAATAAAAC
CCATCTTCATCAATGTCTCCAAACACAGCAATGATGTCACCGGCACAGAACGTCAGCTCA
GCCTCAACATCAACGTTGGCCTCGTGCCGAATTCGGCACGAGGCAAACATCTATGCTTAC
ACAAAAATGGAAAAATGATAAATGTTGTGATGAATGGTAATCTAACAAAATATTCCTAAC
ATCGTGAGTATGCCTGTAAATGGTGCCATTAAGAAAAAATGTAATGAAAATATTTTTGTT
TTGATAAAATTAAATGAATCGAACATTCTGACTACNAAAAAAAAA
>CL1Contig321
TTCTGAAGGAAGGGTTACCTGCACCTGCAGGTGGAGCTAAACTCCGCCCACAGACGGCCC
CCACGGAGCGGTTAACCCTGAAGCGTGACCTCTGACCTCACTTCTTGAACTGAGAAATGG
GATCTGGAACGGTGATGTCTTGGCCCTTCTCCAGCTTCTTCTCGCTCTCGATCAGGAAGT



TGACTCCGTCGATCAGCAGCTGGACCAGCTCCACCTCCGATTTGCCCAGGCGGTCGTTGT
TGGAGATGTCAAAGGTGTCTCCGACGGCGGCGGTGTCCACGCCGCCCGTGCCTCGTTTCT
GCAGCCGCAGGTTGTCCAGGATTTTGGAGAAGCGAGGATCCTGGCTGAGGTGGGGCAGGC
GCACGTGCACGCCCGCCCTGAGGCCCGTGCCCAGGTTGGAGGGGCAGGTGAGATTGAAAA
AGACCCTTTATTGTTTTCTCATCGTCCGTCCGTTTCCCACAAAAGTGCACCATCGCTGAT
CTCACATCATGCAGACNAACTCATACNGCAGAACGACNACNGAACAGAGAGTGAGAGAGA
GAAAGACACAAGTCAACCACGACATTCGCTTATGCAGGTACACTCATGGTGGAGAGCGCT
GGGGTGAACGCAGCCTGAGATGGGAAGAGTGCTGTGTGTTTGTGTGTGGTGGGGGGTCCG
GTGTATAAAAGTTGCGCAGAGTTGACTAAAGAGACAGGGAGAGAGTGAGTGGGAAGAGTC
AAAGAAGAGAGGAAGAGTTTGTCTCGGCTCAAGTTGTTCCTTTGGAGTTGTGAAGTCGGA
TGTTGGTCGGTTTTGTCCATTTAACCCTTGACCATGGCAGCGAACTCATCAACTCCAATC
TTGCCATCACCATCGGAGTCACCGGCCTTAAGGAAGGTCTTTGTCTCAGCATCAGTCAGA
ACTCTGGCGCCGGCAGCGAAGTTCTGCAGGAACAGTTTCAGCTCCTCCTCCTCAATGAAG
CCGCTCTGGTCCTGATCAATGATGCCGAAGGCCTTCTTGATTTCATCAGCAGACTTGGCA
GCCAGGCCGACCTTAGCGAAGAACTCCTTGTGCTTGAAAGAGTCGGCAGCTTTGCAAGCT
GCGAGGGCTGCAGTGATGTCAGCATCATTCAGAACTCCGGCGAATGCCATTTTTAACTTT
TTGTCGCCACAGTGTTTGTGTGTAGCTGCGGCGCACACACCGAGGGGAACTGGCATTTCC
TTTTGACTTTGCAAACACAGTCTCTGCCTGCTTGTGGTCGTCCCTGGCAGTGTTCCTGCT
GGCTGTAAACATCCTGTTATTATGGCCTCCGTCACTTTCAGGCTGAGCTCCATGGAGCTG
TCTCCACTCACAGTCACCGTGCTCCCTCTTGGCTCAACACACCAACCAGTT
>CL1Contig322
GTGTTTAATTGTCATTTCATCTGGATCATGGGGTGAACAACTATTTTATGTGTTGCATAC
TAATATTGGCTTCAGATAAGAAACAACAAGAAACTACAGCAACACAAAAACGTGAAGCAA
AGAAAACGAGTGACAGTACTGGGAAAAGAAGTAAAATACGGAACCAATGGACTATTATTG
ACAATAAAAGATCACAAAAGACAATAATTAAATAATACAAATCAGCTCCACAACCAACCT
GGTATTGACACCTGAAAGAATCTTCTCTAGAACAGGTCAATACAGAAGAAACCAGATCAG
CTCCTCAAAGTTGACACATTTGGTAAAAACAACCTTTAGAGTGAAAAGTTGAATAGTAAA
CAGCTGGTTTTGTTTTATCCTTTATTTGTTACTTTTATCGGGAATGAATAAATAACAGCA
TACATATTATACACTTGCATGAATGAAAACACATTTTTTATGTTATTTATTCATTTTGTG
AAATAATAATAGCTCGTGCTGGTTTGCGGCGCCTTCCGTCCGTGAAACCTGGGTTCAACT
CCGGGCTGCTCCCTGTTCCCTTCTCTACTTCTGTGCCGGTCCCAAGCCCGGTTGCTTTGA
GAGGGTTGCGTCAGGAAGGGCATCCGGCGTAAAACATTGCCAAGTTTACCATGCGACTCG
TTCGCTGTGGCAACCCCTGATGGGAAAAGCCGAAAGAGAAACAACAACATCCTTTTTATT
TTGTTACAATTTTGGGGAATTGGGTTTTGTTTTGTTTTTTGTTTTTGGAATTTGGTTTCT
GTAATTTTGTTTTGATGTCTAAGATGTACATTTAGTTTGGTTTTGTTGTTTTAATTGTCA
TTGTGATCTTTATTATGTTCTGGAACTGCTAATTCGATTTGCACTTCAGGGGCACCGTAC
TCCCCCGCGACATTCCCACAAACGTATTAATGTCTATTCAGAAACGTCAAGAAAAGCGTT
AAAATAATGACAGTTTGCATTTATTCTTATGTAATAGAACCAACCAGTTTATCTGAATGC
TGCCTCACAGGAAATGACAGCTTGGGATAAAGTGATGATTCTGATTTACAAATATGGATT
TGTTTTAAATGTTCAAAGAACCAAGAGACAAAGAGAACTGGAACTTCCCGATTAGGAATA
ACAAAAAAGAAAAAAAAGGTGAAAACTTCCAGATAGAAAAGATGGTTTTAGCAGGAATAT
TGTTCAAAGACAGCTTTACTCCAACAATGTCTAATCTCCATAAAACAAGGCTGGTCTATT
ATTGACCCACATTACACCGCAGGCTAAGTGTCCTGAGATTTGGAGGGAAAGGTAAACGGG
AAATAAAAACCAATCAAATTCAGTTCGAGTGGTAGGGGAAGAGAGGAGTGATGTATTTTC
CATCCCTATGGAGCATGCGGAGAAAAATGGCTTCTTTTATTCAGGATCCCATGAGTCACT
TTTTCCAGCAGACTTCAGTTCCACCATTATCAGACTCAGCACTCTGAACGTCTGAAGAGA
AGTGTGACAGCCCTGAGTTTTGGAAGAACGGCGGGAAGTTTTAGCCTCATTTTGGGGTAT
TTTATCTAAGCTCTCAGCAAAGGATCCTGCAAGGATATTTGCAGTGGGAAGCTGTTTTTC
ATAAGAAAAT
>CL1Contig323
TTTTTTTTTTGCTCAAAGGTTTTTATTCAAATATTTCCACAGAAACAGATGAAGTTGGAC
CACCAAAAAATGTGGAAGCAAGAGAAATATTGAACACAGCATATCAGTGAATGCTGTTAC
TGATGAGACAAACCTTCCACCAAACACTTAACAACAGACACCAACTGCTGGTTTTGACTC
CTAGCAGAAAAAAGCTTAAAAGGCCAGCACATCACACAACGTCTAAAAAGGAAATGACAA
AAAAGAAAGAGGCTTAAAAGAACAACCCAAAAAGGAAAAAACGCACCCTGTTCACCAAAA
AGATTTCAACTTTGTTACTGCTGTTACTTCTTCACAACAGGATGACATGTATTTTTTACG
GTATTTCCATGTGCTTTTCTTATTTTGTTTAAACACTTCCTCCAGGGCTGTAACTCCATC
ACGTCTCACTAGGAGATGGATGTCAGAGCTTTCACTTATTGCAGGGAGAAGTGTAATCAG
TGACCGCCTCATCACTTGTCTGATAGTAATCGTAGACTTTGACCACGGCTGGTTTCAGGT
TTCCGACCTGCTGATCCTTCTCCAGGATCACATTGAAAGTTTCTTTCTGACCCTTCTTTA
ACCCGTCCAGATAGATGTTGATGTAACCTTCCTCTACGTCCACACGCTTCACCAAGCGGT
TTTCCTTCAGCATTTTCAAAGAGTTGTCCTGCAGAATGTAACCAGACAGCAGCTTAATGT
TGATCACCACCATGTTGGTTTCCTCTCGTCTGCCCTGAAACTTGACTTGCACAAAGAGCG
TGAACTCTGGTCGGGGAATGTCACATCGACCCCTAGTGTTGGTAGAGATTTCAAAGGCAG



AAAAGTCGGAAGGAGGGGGGATGTTGTAGAACAAAGAGATCTGTGCCAGCACACAGCTCT
GACCCTCAGCTTTAATTGTGTACTCTCCAGGAATCTCAGTCAGTTTCTCCTCTTGATAAA
GCAGTCTGTTGTTCTTATTCACAGTGAAGCGTTTGTTCAGACCACCTCTGTGCCACATTT
CTTGTTGCTCCTCTCAGCCTCAGCGCTAACCTTCAGAGTCACATCACCTAGAGCAGTNGG
CGTCACGATCCAGGAGAAGGTCTTGCTCTCCTCTGCACACAGACACACACTGCTGTAGAC
GCAGCCGTCACAGTTCTTGAAGGTGAACTGATCAGACTTGGCCAGAGTTGCCTTCACCAT
GATGCATTTGGGGAGGTAGTTGAAGACTGTGGCTTTGAGAGTGAACACCTCTCCTCTGAC
GACGGAGTAGGGCAGAGTGAGGCTGACAAAGAAAGGCTGGAAGGCTGTTAGTCCAACCC
>CL1Contig324
TTTTTTTTTTGACTTTCGCGTCAACAACTTTATTGTTACAGAAATAAAACATAACCATGT
AATGGGACAAGCCTAGTACTCTTCTCCCTCGTCTTCCTCGCCAACACTGTCGGTTCCCAC
CTCCTCGTAATCCTTCTCCAGAGCGGCCATGTCTTCTCTGGCTTCGGAGAACTCCCCCTC
TTCCATGCCCTCTCCCACATACCAGTGGACGAAGGCCCTCTTGGCATACATGAGGTCAAA
CTTGTGGTCCAGGCGGGCCCAGGCCTCAGCGATGGCGGTGGTGTTGCTAAGCATGCAGAC
TGCCCTCTGCACCTTGGCCAGGTCTCCTCCAGGAACCACGGTAGGGGGCTGGTAGTTGAT
GCCCACTTTAAAGCCTGTGGGACACCAATCCACGAACTGGATGCTGCGTCTGGTCTTGAT
GCTGGCGATGGCAGAGTTGACGTCTTTTGGTACCACATCGCCACGGTACAGCAGACAGCA
GGCCATGTACTTGCCGTGGCGAGGATCACACTTCACCATCTGGTTGGCTGGCTCAAAGCA
GGCATTTGTGATGTCTGCCACTGATAACTGCTCGTGGTATGCCTTTTCTGCAGAGATCAC
AGGGGCGTAGGTGGCAAGAGGAAAGTGTATACGTGGATAAGGAACCAGATTGGTCTGAAA
CTCTGTCAGGTCTACATTCAGGGCACCGTCGAAGCGCAAGGAGGCAGTGATGGAGGACAC
AATCTGCCCTATCAGCCTGTTCAGGTTGGTGTAGGTAGGACGCTCAATGTCCAAGTTTCT
GCGGCAGATGTCATAGATGGCCTCGTTGTCCACCATGAAGGCGCAGTCGGAGTGCTCTAG
GGTGGTGTGAGTGGTCAGGATAGAGTTGTAGGGCTCTACCACTGCGGTGGACACCTGGGG
CGCCGGATACACGGCAAACTCAAGCTTGGACTTCTTGCCGTAGTCGACAGAGAGGCGCTC
CATCAGCAGAGAGGTGAAGCCGGAGCCGGTTCCTCCTCCAAATGAGTGGAAGATCAGGAA
GCCCTGCAGCCCAGTGCACTGATCCGCCAGTTTGCGAGTCCTGTCCAGCACCAGATCGAT
GATCTCCTTCCCCACAGTGTAGTGACCACGGGCGTAATTGTTGGCTGCATCTTCTTTACC
GGTGATCAGCTGCTCTGGGTGGAAGAGCTGCCGATAAGTTCCTGTACGGACCTCATCAAT
TACTGTAGGCTCCAGGTCCACAAAGATGGCTCTGGGAACATGTTTGCCAGCTCCAGTTTC
ACTGAAGAAGGTGTTAAAGGAGTCATCTCCTCCTCCAATAGTCTTATCACTGGGCATCCG
ACCATCCGGCTGGATTCCATGTTCCAAGCAGTACAGCTCCCAGCATGCATTGCCCATCTG
GGCGCCGGCTTGGCCGACGTGCATTGAAATGCATTCACGCATGTTTGATTCTGTTTTGTT
TTAACAAGCACTTCTGCCTCTGTTGTCCGAAGTTGAAGATTCGAGCTCCAAAGGCGTTCT
CCCCGGCCATAATGCCCGGGTTA
>CL1Contig325
TGCTTCATCATCTCCCCTGATACCCATTAGTTTCCCCTCGTGCCGAATTCGGCACGAGGT
TTTTTTTTTTGTCATTACACTTTATTTGTAGTTTGTAAATGTTAAAGTCCTCGTGGCGTC
TTGAAGTTCATTCCAATAACCGGCTGAGTGACTTGAAGCTTGGAGAGATTCCCAAAGTCC
AGCATCTTCAGCATTTCTTTTGTGTCTGGATCCACCTCGATGACCTCCTGGTCCAGAGCA
GAGACCTCCGGTACGTAGTTGTCTCTCCTCTCCCTTTCATCCTCCTGAAGCTTGATGGAG
ATTCCTCTGACTGGACCGCGCTGAATGCGTTTCATCAGATGCGTCACGTACCCTGCAATT
TTGTTGCGCAGAGGTTTGCTGGGAATGATGGAGATTTCCTCACACACTCTCTTGTTGGTG
TGGAAGTCATTCCCCAGACGTGTGTAGTATTTTTCAATGATGACCTTGGCGGCCTTCTTG
ACCGTCTTGGTTCTGACTCGGCCCCTCGTGCCGAATTCGGCACGAGGCTCGTTTCGCAGT
CATGGGGAAGTGTCGTGGTCTGCGTACTGCCAGGAAACTGCGCAATCACCGCCGTGAGCA
GAAATGGCATGACAAACAATACAAGAAGGCCCACCTGGGCACCGCCCTGAAGGCCAACCC
CTTCGGAGGAGCTTCTCACGCCAAGGGCATCGTCCTGGAGAAAGTTGGAGTGGAAGCCAA
GCAGCCCAACTCTGCCATCAGGAAGTGTGTGAGAGTTCAGCTCATCAAAAACGGCAAGAA
GATCACAGCCTTCGTCCCAAACGATGGTTGCCTCAACTTCATCGAGGAAAACGACGAGGT
TCTGGTGGCCGGTTTCGGGCGAAAGGGTCACGCTGTGGGGGACATTCCCGGAGTTCGTTT
CAAGGTGGTCAAAGTGGCCAACGTGTCTCTGCTGGCGCTCTACAAGGGCAAAAAGGAGAG
ACCCAGGTCATAAACTGATGAGACTGCAGAGAAAATAAAGATTTTCAATTACCAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL1Contig326
TTTTTTTNTTCAGTTATTTAAGAAGATTAACCTTCTGCTTTTTATTGTAAATTACACATT
TTAAAATCAGTTTTATAAACAGTTACTTTCAAAAAAAGGTTTCGGATTCTTCAGGAGCTT
ATGAAGCTTCTCATTAAAGTGGTAACACTTCTTGAATAATCAGTGAGAGCTGCTGAGCAC
AAAACAGAGTAACTTCACTCAGATCCGGCGTTAAACTGGATCAGCTCATCCCGTTTCCAG
ATCAGAATCAGCTTTGATTTAAACCCTGGTGAAGCTGAAGCACGCTTGAGCAGCAGGATC
AGCCCGATGCCTCCTGCACAGATGTCACAGAGTAGAGGTCGTCCCGCCGCTGGGCCGTGA
TCGGGATCTGCCGCCGGATGTCACTCAAATACTGCAGATCGATATCTGCATAGATGACAG
TTTCCTCCGCTCCCGCTTTGGAGATGACCTCCCCCCACGGGTTTACAACAGTGCTGTGAC
CCCAGGCCACATAAGACGCCGCTTCGTCTCTGGCGGGTGAAGCTGTCGCAACGTACACCT



GGTTATCCACGGCCCTCCCCCTCTGCAGAAGTTCCCAGTGGGCCGGACCAGTCGTCATGT
TGAAAGCTCCTGGATAAACCAGCAGCTGACAGCCTTCTCTGCTGTAGACCTGAGCGAGCT
CTGCAAACCTCATGTCATAGCAGATCCCCACCCCCACTTTGCAAAAAGGTGTGTCAAACG
TGGACAAACTGTTGCCAGGGCTCAGAGTCTCAGACTCCTGAAAGCAGATTTTTCCCGGAA
CGTTGATGTCAAACAGGTGAATCTTTCTGTGCTTCAGAATCATCTCTCCTCCTGGCCCAA
ACACGGCACAGGTGTTATACAGCTTCCCCCCGTCCTCTTCAGGGATGGACCCTCCAACTA
AATACACCTGATTCTCTTTAGCTGCCTCCGACAGCATCTGGGTGGACTCTCCAGGGATCT
TCTCTGCATAATCGGAGAAAAAGCTGGTTCCATATGGCGAGTTGAAGCATTCCGGCAGCA
GCACCACCTTGCTGCCCTGCCCCGCAGCCTGCAGCACCAGCCTCCGGGCTCTGCTCAGGT
TGTCTGCCTTGACGCTCGTCACCTGCAGCTGGACCACGGCCAGACGAAACTTGGACATGA
TTCTAGCTGCAGCGGTCATATGGACGTGCCTCGTGCCGATTCGGCACGAGGGGAAATCAT
GCCGATGAGCATGCCGGAGACCGTGATGCTCAACAGGCCCTTCGTCGTCCTCATCTTGGA
GCACTCAACGAGGAGCGTCCTCTTCATGGGCAAGATAAACAACCCCGCTGCTGTGTAAAG
GTGCCCAGGCGGCGTNTAGTATCCGCGGGTACTCACGGCGGTCAGCTCGCCAAAGGCAGG
CAGTTTACCTCAATGTCTACAGTGACGTAAAAAAAAACACAAAAAACTGAAACAACCAAA
TAGACAACAAATACCATCCATTGATTAATCCACCAGTGAAGTTTATTACTGTTTACATAT
ACTAGTATAGGTTTTTCTTACTGTTTTCAGTGATAGAAATAGTCAAATTCTATTTTGGAC
AGTTTGTAAAGTATCAGTCCACAATGTTAATGTACTATAGCTGATGTATGAGGACTGCAT
CTCCCATGAAATAAAANA
>CL1Contig327
TTNTTCATCGCTGTTCTCCTTCGCTGGCTGGTCCTCGTTGCTGTCCACCTGCTCTTTGTT
CACCTCCACTTTCTCCTCCTCATCTTTTTCAATCATGACCCCCAAATCTTTTGCATCACC
ATCGGCCGCTTCCTCTTCCTCTTCGTCTTTATCGTCCTCTGCCCCCAGGTCGTCGTCCAT
CAGGTCAGCTTTTGAGGTCGTGCCATCGTCCTGGCTCTGAACTGCATCCTGGCCTTTGCT
GTCGTCTTCTTTGCTGAGGTCTTGTGAGGATTGGTCGGACTCGTCTTCGCTGTCAGCGCC
GGCGTCCTCAGATGCTGGGGCTGAAGTGCTCTTCTCTTCTTCACTTTGTTCGTCACTTTC
CTCAAACATTTCATCGCTCTCAAGGGAGGCGCTGTCCTCAGCTCCTTTAACGCTGTCAGT
GGGACGCATGGACGACTCTTCACTTTTTTTATCTTTGTCCATCGACATCTCGTCACTTTG
GTCTTCAACCTCCTCAAAGGAGATTTTATCTTCAGTATTGTTGGTTTTTGAGCCTCTTAC
TTCTGGAGAGGAGGACGTCTCCTCTGACTCTGAGACGGCTTCAGACACATCAGCGGAGTC
TGAGGCTTCTTCATCAGTTTCCTCTGCTGCTGAACTTTTGTCCTCACTTTTATCTGCTGA
CTCTGTTTCTTTAGTCTCTGCTGTTTCTTGACTTGGCTCATCTGTAGAGTCTTGGCTGTC
ATCTGCTGAATCCAATTCCTCGCCCTCTGATGTTTCTTCACTTGGTTCATCTGTAGCGTC
TGGGTTTTCAGCTGTTTTCTCAGTGGTCTTGACCTCTGCAGCAGCTTTAGATGTTTCTTT
GGACTCATCGTCAGAGTTCTTCATCGTGGAATCCTCCTCCTCTGTGGTGTCAGTTTGGTC
ATTTTCTGCTTTTTCTTCATCATGTTCAGTGGAGTCTTTGACGTTGTCTTCAGATTTGTC
CATCATAGATGCATCGCTGTTGTCCTCAGAGTTGTCCATCATAGACATTTCACTGTCAGA
TGAATCAGCTGAAGGTTCAGCTGTTCCACCTGCTTCTGTAACAGCTGGCTCTTTTGTCCC
AGCATCCCCTACATTCTTTCCGTCTAGATGTGCCAGCAGCTCCATAGCCCTCTCATCATC
AGATGCATTGTGGACTGGAGCTGCAAGGCAAACAGCAGCAAAGGCACACAGCAGCAACAC
AACACACCGGTGAAGCATGTCGATCTCAGCGGCTCAACAGGAAATAAACTTTAGTGAGAA
GAAGCGTCTGTTGAGTTTCTGATCTCCCCCGGCCATAAGGNCCGGGTTTNAC
>CL1Contig328
TTTTTTTTNTGCGGCATTGACGTTTATTAGTGGTATTGGCTTAAGTTGAAGTTAAACATC
TTTTCAATCGTGAATAACTTTTACTCTGCAGTATCCGGCCCCGCGGGGAACCGCCGGTGT
CACGCGGATGTGCAAATAGAAAGCCGGTAAGCAGCCTCCATGTTGCGCACGGGCGCCATG
TTAACTGCGACGATGAAGGGAAGGCGTGCGCGTTCACGATGAAGGACAGGCGTGACTGTC
AGAAAATGACTTCAGTCTTCATAGCTTCAACAACATGCAGCTTTTCGTACATTTTTAGAC
TTATTTTCAAAATAAAATGCCTTACACTTTACACACAAAACATTTCACATGCAAAGAACA
CTTCAATCCAGTCAAGATCCTCATTTCACATTCCACCACTGACCAACCTTAAGTCCAGCG
ACAATCAAGGGGTCCCTGATTTTAACAGAGGCAAAAAAGGACAGATCTGGACATGTGGGG
TTTTTTTATACTGGAGATGGGGGAGGGCTGCACGGTGTCTGGTTGGTGTCCCCTGCACCA
TAGGGTACAATTGGCTGGGCTCAAATGCGTCCCGTGGCAGGGATTGGACGAAGACTGCAT
CACTGGACATTGATAGCACAGACCAAAACAGCTGTGGCGCAGAGGCCGCCTGTCACTGCT
ACAGCCAACACCAACTGCTGCACTGAAGGATACAGACAAGCCTAATGCAATTTTTTCAAA
TACATTTATTTTATTAGTTACCAGCAGCTTCTGTTCCAATCAACTTGTGGCATTTGAACA
ATGAAACAGTTTTTAAATTCAAACTTAAAGAGGCACCGTCCTGTGATTTAGTTAAATGAC
TATGCCACATTTCTTTTTCCTGCGAAAACTTTTGCGATGGGTTTTGATCAGCATAAGCCA
GTCCTTCAGAATAGAACTATGCCTCAGAGTGAATAACCCGGGATGGGAAGAAGATGCATG
GGAGGCAGTTGCCTGCTGCTGCCGGCACACGTCTTGTTTGGCATCCTGCACGACCATTCA
TTTCTTCTTCTGGGCTTTCTCTGCAGCCTTGGTCGTCTTGCCGGAAATTTCCTTGGTATC
AACAGCCTTGATGACACCAACAGCCACGGTCTGCCTCATGTCACGCACAGCGAAACGTCC
AAGAGGAGGGTAGTTTGAGAAAGGCTCCACAACCATGGGCTTCTGTGGGATCAGCTTGAC
AATGGCAGCATCTCCAGACTTAACAAACTTGGGGTTGTCTTCCAGCTTCTTGCCAGAACG



ACGGTCGATCTTCTCAATGAGCTCGTTGAACTTGCAGGCGATGTGAGCAGTGTGGCAGTC
CAGCACAGGGGCATAGCCCTGGTTGATCTGGCCTGGGTGGTTCAGGATGATGACCTGAGC
GTTGAAGCTGGCAGCAGCCTTTGGTGGGTCGTTCTTGCTGTCACCAGCGACGTATCCACG
ACGGATTTCCTTGACGGACACGTTCTTGATGTTGAAGCCAACGTTGTCACCGGGCACAGC
TTCTGGTAAAGACTCGTGGTGCATCTCCACTGACTTGACCTCAGTGGTCAGGTTGGGGGG
AGCAAAGGTGACAACCATGCCTGGCTTCAGGACTCCAGTCTCAACACGGCCGACAGGGAC
AGTTCCAATACCGCCGATTTTGTAGACGTCCTGCAGGGGCAGACGCAGGGGTTTGTCGGT
GGGGCGAGAAGGTGGCAGGATGGCATCAAGAGCTTCAAGGAGTGTTGTTCCACTGGCATT
TCCGTCCTTGCGCTCAATCTTCCAGCCCTTGAACCAGCTCATCTTGTCGCTGGCCTCCAG
CATGTTGTCTCCATGCCATCCAGAGATGGGGACAAAAGCCACTGCAGCTGGGTTGTAGCC
GATCTTCTTGATGTAGGTGCTTACTTCCTTTTGGATTTCCTCAAAACGGGCCTGGCTGTA
AGGGGGCTCGGTGGAGTCCATCTTGTTGACGCCAACGATGAGCTGCTTCACTCCAAGGGT
GAAGGCCAGCAGGGCGTGCTCACGGGTCTGCCCGTTCTTTGAGATACCAGCCTCAAACTC
ACCAACGCCAGCAGCGACAATCAGCACAGCGCAGTCAGCCTGGGAGGTTCCAGTGATCAT
GTTCTTGATGAAGTCTCTGTGTCCAGGGGCATCAATGATGGTCACATAGTACTTGCTGGT
CTCAAACTTCCACAGAGCGATGTCGATGGTGATACCACGCTCACGCTCAGCCTTCAGTTT
GTCCAACACCCAGGCGTACTTGAAGGAGCCCTTGCCCATCTCAGCGGCTTCCTTCTCGAA
CTTTTCGATGGTTCTTTTGTCGATTCCTCCGCACTTGTAGATCAGGTGACCGGTGGAGGT
GGACTTGCCGGAGTCGACATGGCCAATGACCACGATGTTAATGTGGATTTTTTCCTTTCC
CATTTTGAATGTTTCGGTGTTTCTGGGTTTTCACGGCCAAAGCTGCTGCCCCTAACCAGG
TAACAGAAAGAGCCCCGGCCATAATGACCGGGTTTAA
>CL1Contig329
GAGGGCCGTTTGGTCGGTTTAGCACAATGAAGCTGAACATCTCATTTCCCGCTACTGGCT
GCCAGAAATTGATAGAAGTTGATGATGAAAGGAAGCTGCGCACCTTCTATGAGAAGCGTA
TGGCCACTGAGGTGGCTGCTGACCCTCTGGGTGATGAGTGGAAGGGTTATGTGGTGCGCA
TCAGCGGAGGTAACGACAAGCAAGGATTTCCCATGAAGCAGGGCGTTCTAACTCAAGGCC
GTGTGCGTCTGCTTCTAAGCAAGGGTCACTCCTGCTACCGTCCCCGCAGGACTGGTGAGC
GCAAGCGCAAGTCTGTCCGTGGGTGCATTGTTGACGCCAACCTCAGCGTTCTCAACTTGG
TCATCATCAAGAAAGGTGAGAAGGATATTCCTGGACTAACAGACAGATTGCCAAGAGACG
TCGCCTCTCTTCTCTAAGAGCATCTACATCCAAGTCAGAGTCCAGCCAGAAGTGAACACA
TGTCACAATAAAGAATTGAAATGAANAANAAAA
>CL1Contig330
GGCACGAGGGTCTCAACTAGGTTTCCAAGATGCAGCTTCACCCGTTATAGAAGAACTTCT
CCATTTTTCACGACCACGCATTAATAATTGTCTTCCTGATTAGCACTCTTGTGCTTTATA
TTATTGTAGCAATAGTGACCACAAAGTTGACAAACAAATTTATCTTAGACTCACAAGAAA
TTGAAATCATCTGGACTTTACTCCCAGCAATCATTTTAATTCTGATCGCCCTACCCTCCC
TTCGCATTCTTTACCTTATGGACGAGATTAATGACCCCCATCTGACAATTAAAGCCATGG
GCCACCAGTGGTATTGAAGTTATGAGTATACCGACTATGAAGATTTGGGTTTTGACTCAT
ACATGATCCCCACCCAAGACCTCACCCCCGGACAATTTCGGCTGTTAGAAACAGTCCCTA
GTCTCGGGGTAAAAATGGACGCTGTTCCCGGCCGACTTAATCAAACAGCTTTTATTACCT
CACGCCCTGGTGTATTTTATGGACAATGTTCAGAAATTTGTGGTGCTAACCACAGCTTTA
TACCTATTGTTGTTGAAGCCGTCCCCCTAGAACACTTCGAAAATTGATCATTCATTATAC
TTCAAGATGCCTAANAAAAAAA
>CL1Contig331
TTCGGCACGAGGAAGAAGGCTAAGGGGAAGAAGGTGGCACCTGCCCCTTCCGTGGCCAAA
AAACATGAGGCCAAGAAAGTCGTCAACCCCCTGTTTGAGAAGAGGCCCAAAAACTTTGGC
ATTGGCCAGGATATTCAGCCGAAGCGTGATTTGACCCGCTTTGTTAAATGGCCTCGTTAT
GTGCGCCTGCAGAGGCAGCGCTCCATCCTCTACAAGCGTCTTAAGGTTCCTCCTGTTCTC
CGTGCAGGTGTAAACACTGTCACAACTCTGGTGGAGAGCAAGAAGGCTCAGCTGGTTGTC
ATCGCCCACGATGTTGATCCAATTGAGCTGGTCGTGTTCTTGCCTGCTCTCTGCCGCAAG
ATGGGTGTCCCATATTGTATCGTCAAGGGCAAGGCCAGACTGGGCCGACTGGTGCACAGA
AAGACGTGCACTTCTGTGGCTTTCACACAAGTTAACCCTGAGGATAAAGGGGCACTTGCT
AAACTCGTGGAAGCCATCAAAACCAACTACAATGACAGATTTGAGGAGATCCGTCGTCAT
TGGGGAGGCAATCTCATGGGTCCCAAATCCACAGCCCGCATTGCTAAGTTGGAGAAGGCT
AAGGCCAAGGAACTGGCTACCAAGCTTGGTTAATATGTTTGGAATAAAAAATCTATGTCC
TAAAAAAAAAA
>CL1Contig332
CGGCACGAGGCGATGATTCTTCTCAACTAATCACAAAGATATCGGCACCCTATATTTAAT
CTTCGGTGCTTGGGCGGGCATGGTGGGCACTGCCTTAAGCCTGCTAATTCGGGCTGAGTT
AAGTCAGCCTGGGTCTCTATTAGGTGACGACCAAATCTATAATGTAATTGTAACCGCTCT
GTCACTTTCTTCTTGATTAATAAAAAAAAAA
>CL1Contig333
TATTGTTTTTTGATCNTTAAATTACCTTAAAAAACCCGGTGATGGGAGATTNAAAGAGNG
TTTGCAACTCAAGGGATGAACNTGATTGGTTCNCNTTTTCCGNGAANGAAGTCCCTGATA



ATAAAAAGCGGTAAAATGAAATATTCNCCTTTTGNTTGNTTAAGAAAAAAAAAAAAGAAA
TCTTGAAATGGTTGCATTAATTTCCCCTTTGCCTGCCCAGACATCCTCTTTCATGCCCAA
CAATTTCAACAATGTCCAGTTTAAAGTATTGACCCAGACAGAAAGCGTTTATGGCAGAGC
GTCTGATACACACATACACATACTCATGCATACACAAACGCACAAAAAAAGCTCACATTT
ACATTTCCTTGAAAGGCGTGTGGGTGAAGTTAAAGAAGTTTTTTTGATTTTCACTTCATC
TATCAAAATATAGAATTCATTAATAATACATGGGAGGGCTAAAATACAGAGCAAGTGATT
GAAGGAAAAATAAAAAGGTTAAAAAGCATTTTATTTTTGCTTGATAAAGCAGTTATAGGA
CCACAGAGTTCAAATCTCAGGCTTTGTCCCTGAGAAGGGACAGAGACTAATGTCAAGGAG
TCTTAGAATTATACCGATTCGCAGCGGCAGACATAGCTTAGCCTTGTTACCCGAGCTCCA
ACCAGATATTTAGACTATCCACCAAACCACTCTCATGTTATAATGACCAGATCCTGCTCG
TCGTGTCACTTCAGGTCTTTTTTTTTTCTTGAACAAACTTCAAAATGTTTTCTGGGATTT
GGCTATCAAGTAAATCCATCCATGTAAGCTAAAAACATGTATTCAATAATAAAAAAAAAT
CATCAGTTAAACTGGGGTTTAAAACTCATAGTCTTCATCTGCCATGTCAATGGCCCAGGC
AAACTTCTCACGCTGGGTTTTGTTGTAAATCTTCTCAACGGGTATACCCCACTTCTTGCA
CCATGCCACAGATATGCGTGGATCCAAATAATTGAGTTTGGACGTTCCCAGGGCAATCTG
CTTGTTCTCTTCGCGATCGGTCGCCTGCACTTCCAGCTTCATGAGCTGCTCCTCTATCCT
CTGAACTGCCTTCCTCTTGCTCTCTACCGCTTTTTTTGTTTTTTCATCTTTTCGTACGTT
AGCATCAGCCTTGGCGCTCTTCAGTTCTCTCTTGGCATCAGAGAGCTGGTCCTTTTTAGC
ATCAATCTTTGCTTGCAGATTCTGCATGGATTTCTCAAACGTCTTGGGTGGAGCCCTCTG
ATGGTTACACAGGATGGCCACGGCTCTGTTGGCCCTGTTGTAGGACAAGATCTTGGCTGG
AATGTTTTCATCCGCAGTTGTGAGCTCCTTCAGCTGTTGCTGCAGGGTGATGGATGCGTT
GTATGTACGGAAGACTTTAGCGGTCAAACCGTCCATCAGCTCCTGAAGATGCTTGTTCAG
AATAGAAGTGTTCAGCCGATCGAACAGGTCGTCATCCGGTTCTTTGTTTTCCATGAACAA
CTGCAGATTCTTAAACACCCTTTTCTCTACTGGAACTTTGTTGTAGTAACGGATGGAGTC
TTTACACCAGGAAGTCGAACTCCACGACGTACTCTTGACCTTCATTTTCTGGATAAAGGT
TGATGTGTTCAACTCTCAGCGAGCAGCAGCCGACTGTGTCTGCAGTCTCCCCCTCCTCCT
TCTCATTACCCGCTCTCAGAGCCAGCTTGTCAATGAAGTAGAGTGCCACAGCCCGCTGTC
GGACCCTCATCTCCTTGGACTTCCAGTCTTCTCGGTATTGAGCTCTGATGCGGTCCACAC
ATTTCTTCAGCCTGCGAGCCGTTTCATACTTCTGCCAGTCCTTCTCTCCCTTTATTCTAG
AGCTGGGGTTCAGCATAATGTATTTGATAGAACCTTGAATGTTTTCTGTCCAGGAGACCA
GCCAAGTCACTTTGTTGTCATGGCGAACTTCTTTCCATTTAGTACCAGGGGGTGGTTCGG
GGCACTTTGAGTCCTTGCTGCAGTTGATTATGATGTCTTCGGGCCTAATACGACGTTTCA
GCATTCCCATTTTCGGATGGTCTCCCCGACCACGAAACAATCCAGGGGGCTCAATACGGA
AGTTAGCGATGCGTTCTTTGTGATTGTCCATAATACAATAACCATACTTTTGCAAGAGGC
GCTCATTTTCTTCTTTTATTTTCTGTTTCTCTTCTTTTGACATTGCTTTTCTGGCTTCAG
ACTGTGCTTTGAAATACTCGCTCATCTCCGTGAAGTTGCACTTCTTTAAATCTGTGATTG
TGGCTTTTTCCTCTGCTGTCATTTCCTTTCGCCAATCTTTGAAGAAATTTTTGCGAAAAA
TATCTTTTGTTGTGTACTCATGATCTAGCATTTTGGCAAAAAAGGTAGCCACTTCTTCAG
CTTCTGGACTGAGCCTCATGGGTTTACCATCATAATAAAATTTAACACGACTAGGAAGGG
GCTCGTAGGGGGGAGCAAACACTGGGCCTTTGTGTTCGAGAAACTTCCACTTGACACCGT
CTGTGTATCTCTCCTCCTCCCACCATTTCCACTTCTCCTCTGGTTCTTTCTTTGCTTTCT
TTTTCCCATCTGTTACTTCTTTCTGAGTTTTTGTTTTTTTAGGCTTGATGTCCCCCTCAT
CTCCTGGTTTTCTTTTCTTGACCTTTTTGTCGTTTTCAGTCTTTATTTTCTTGGGTTTGA
ATTCAGAGTCGTAATCCTCATCTCGCTCTCTCTTTAGGGACTTTTCGTGTTTGGGAGAGT
GGTAGAAATCCTCCTCCGGCTCAGACTTCACATGCAAAGGGCTGACAAATCCATTTTCTT
TTTCTTTTTTGACTTTATCATTCAGCAATTTGATCTTGTCTTCTTTCCTCTTNCTCCTTG
TGCTTGTCTTTGTTTTTCTCTGTACTCCCATCTTTGTGCTTCATTTTCTCCTTGTCTTTG
TATTTTTTGTCCGATGGGTCTTTGTAATCGCTGTTGCCATGCTTGGATTTTTCTTTATCC
CTCTTGTAGTCCTTGTGTTTATGTTCTTTGTACTTGTCTTTATGCTTGTGAGAGTCATTG
ATCCGGGAGCCCCCCATAATCTGGTCTTCGTTGTGGGAATGGTCCCCACTCATTTTCTGA
ACCTTGTTTGGATAAAAACAAAAAACTAAATAAAAACCACGTATGTTCTCACACACCGGT
GAGTAGATGAAGGCAGAATGAAGAAAAGATGGGGTTGTGCAATCGGCTAAGTTCTCATTG
TACCCCGGCCATAATGCCCGGGTTA
>CL1Contig334
CGGCACGAGGGTCTGCCAGGGAGTGGATGAGGATCTGCTTTGAGCTGCTGGAGCTCCTCA
AGGCTCACAAAAAGGCCATCCGCAGAGCCACAGTCAACACCTTCGGTTACATCGCCAAAG
CCATCGGCCCTCACGACGTTCTGGCCACACTGCTCAACAACCTGAAGGTCCAGGAGCGGC
AGAACCGGGTCTGCACCACCGTGGCCATTGCCATCGTGGCAGAGACGTGTTCGCCTTTCA
CCGTGCTGCCGGCGCTCATGAACGAGTACCGAGTCCCCGAGCTGAACGTGCAGAACGGCG
TCCTCAAATCTCTCTCCTTCCTGTTTGAGTACATCGGAGAGATGGGCAAAGACTACATCT
ACGCCGTCACGCCGCTGCTGGAGGACGCGCTGATGGACAGGGACCTGGTCCACAGACAGA
CGGCCAGCGCGGTGGTGCAGCACATGTCTCTGGGCGTGTACGGCTTTGGCTGCGAGGACT
CCCTCAACCACCTGCTGAATTATGTGTGGCCCAACGTCTTTGAGACCTCGCCACATGTCA
TCCAGGCGGTGATGGGGGCCCTGGAGGGTCTCCGGGTGGCCCTCGGCCCCTGTCGCATGC



TGCAGTACTGCTTACAGGGTCTGTTCCATCCAGCTAGAAAGGTTCGAGATGTCTACTGGA
AGATCTACAACTCCATCTACATCGGCTCCCAGGACGCCCTGATCGCGCAGTACCCGCAGG
TCTACAACGACGACAAGAACGTGTATGTGCGCTACGAGCTAGAGTACGTCCTGTAAATAT
AGCTGCCCCCCTCCCTTAGGGTCTGCCATGACTCTAGGCCCGTTTTTATTTTTAGTGTCA
GCCTCTCTGTTCAGGCCAGAAATCCCAGACGGAGCAGAAGGTAGTCTGTAAGGTTTTGTT
TTTTTACTTTGGTCTTTTTGAAGTGTTTGCTGTAAGAAGGGGGGTCAGTAGGGGTGGACT
CCTCTTTAAGTGTCTGCTTTCTCTGTCCTTGTTGATTATTCAAACACCTCCCTCATTTTT
CAAACCACCTCTGTTCTTAGATCAAGGATTTATTTAATCAAATAAAACATTTGTGTATAA
AAAAAAAA
>CL1Contig335
GGCACGAGGGCAGCCGCTTGTTTTTCACAGTGACCACCAGAGGGCGCTTCAGGACTGTCT
CCTGTCTTTCATGAGGGTCCTGCAGAACTTTCAGAGGACTCGTTCTCCTTTGGTCTTCAT
TAACAAATTTCTTCAGTTCACACAAAACTACATAACCCACGACGCAGCAGCAGCCATTCC
CTTCCTGCAGAAACACTCAGCTGTCTTACAGAGTTTGTGTGCAGAAAATCCAGACCTTGT
GCAGCTGAAATCCCTGCTAGCTGGACTGACATTACCATTGAAAAGCTCCTCTGCAGAGGT
TGCAGCAGAAGACAGAGATGATGACTTGTCCACTGGATCGCTGCCGCTGGTCAGCATTTC
GGCTGCGTTTTCTCTGAGCGCTGCAGACATGACCATGTACACGAAGAAGATGTCTAAAGG
AGAAGCAGTGGAGGATGTGTTGGAGGTGTTGACAGAAGTGGATGAGAAATCCAGGAGAAA
CCCTGAAATCATCCAGTACTTCACTAGCGAGCTGCAGAGACTCATGACTTCGTCGGAGGA
GCTGTGTCGGAACATGGCCTTCAGTCTGGCCCTGCGCTGCATTCAGAACAACCCCTGTCT
AGCAACAGACTTCCTGCCAACGTTCATGTACTGCATGGGCAGCGGGAACTTTGACGTGGT
GCAGACTGCTTTGAGGAACCTTCCAGAATACGTTCTTCTCTGCCAGGAACACGCCAACAT
CCTGCTCCACAAGGCCTTTCTGGTGGGAATCTACGGACAGATCGATACCAGTTCAATGAT
CTCAGAGTCCATGAAGGTTCTTCACATGGAGGCAACAACATGAGTCTTACTTTGTCCTCT
TTTTTTCTCTCTCTGTCTGTGCTTTTCAGTCATACATTGCTCTGGTTAAACTGTCATAGT
GAAGCGACTTTATTAAATTTGCTGAACAGAAAAAAAAAA
>CL1Contig336
CGGCACGAGGCAAGATTCAAAGGGTTTATTGTCATGTGCACAGAAAGAAAAGGTTTTCCC
TGCACAATGAAATTCTTACTTTGCTCTCTGCTCTTAATGCCAAGGTTAAGTTAAATAAAA
TAAAACAAAGATAGGAGTAGTATATATATATAGGAAACTGAAAATTCACACATAACAAAT
AAAAACATAACTATCCAAAAAAAAAACATGCCTAAGTGAATAAAGGACTCTTAAAACATA
TTCTTCTGAGTGTACATTTTAACAGGACTGTGAATTCAATTCAATTCAATTCAATTCAAT
TTTATTTGTATTGCCCAAATTCACAACAACAGTCGTCTCGATGGGCAAATGTGAAATGTG
AAAATGATAAGTAGACAGAAAATCAGGAATGAAGTTGTCTATTTATGATGTGAGAATGCA
GCTGTTAGAATGATAAACAGGGAGTATATGTTGAATGTATATATTTTGTTTATCATTCTA
ACTGCTGTTTTTAAGACAGTTTTTGTGTTCTGTTTTTCTCACACAATTAAAGTGGTTGTG
TTGGGATCTTTCCGTCTGCTATTTCAGAGAACTGATCACTTCAGCAGAAAGGAAAGAAGT
GTCTGGAATGTGAGTTGATTTAATCATGAAAAACAAAACGTCCTGTGACTGCAGCAGAAA
ATTATTGACAACTACCTTGTGACCTATAGATAATTCACTCACTATGTAACTGGAGAGACC
TGATTCTAAATAACCTGATTCTGTTTCCAGGTCTCCTCGCGAGAAATCGTACCTGGCTCT
TGGTGTTTGTTTCCTTTGTTAGTACTGTCTTGTGTTTTCAGAAATAACCTTGACACTGTT
TGATGCCGTTTCACTGCAGAACTTTGAAATATATAGTTTATAAAGTGCATTTCTTGCTAA
GAAAAGAGACCTCAAGATAAAAAAAAATCTGAACAGTTCACTTCTATATCAAAAATTAAC
TTTATTTGCTTCCATATATTTGTAGAAAAAAAATAAAGACATT
>CL1Contig337
TCGGCACGAGGGGATATCAGAAAGTTCTTGGACGGCATTTACGTTTCCGAGAAAGGAACT
GTGGTGGCCTGCTGGATCAAAGCCGCTCTACAAGTGCAGAAGAAGGACATCAGGAAGTTC
TTGGACGGCATCTATGTGAGCGAAAGGACCACTGTGGTGGAGTCAGCCAGTGAATAAATG
TTCAGATTCTGCTATGACCAATAAAATAACCTTTTTCCAGCTCANAAAAAAAA
>CL1Contig338
TTTTTTTTTTCAAAACTGACTTTTTTATTATGAAAAGGAGCAGATCTTTACACAAAGAAA
CATGATCACAGTAATACTTTCAAACTTTACATGCTGTTATATCGCTGAAAAACTAACCAG
TAAATTGCCTGAGTTCAATATGTCTGTAGTTTATTGGCAGTAGTTAGTTATACATTCAAC
ATATTAATAAAAGCACGTTTTTTTAAGTAACCTTTGTCTTTTGTACCTGATAGAATACAG
CACCATAAATTAAATGGCTGATAGTCACAAACCACTAACTAAAAAAAAAACTTGAGAAAT
TTCAAAAGTTACACTGAACAGAGCAAATCTCAGGCTCAACAATAAAATCACAATAACACA
CCACTGATGTGTTGAACAGGTTGGTTACAATCACAATGTCTGGCGTTAACAAAGTAGAGC
AAAATATTGCAGACATTATAACACTTTGATCCAAACAGTGGCCTCCCAAAAGTTCCTAGT
AAAGTTTGACAAATGGCACAAATAATTAATGATTTTTAAAAAGTTTTTGATTTTTGCGTG
TCCCTTTATTTTCTTTTTTAATAATATGATAAAAATAATTTGCTCATATTAGAGGATATG
TTGGCACTTGACATAATGGATAAAAAAAACTGCCCTGAAAAGTAAGCTGGCTTTACGACG
GCACTTTCTCATTTCTTTGAAAAACCTGAGTAGAATCATCAAAACAGAGTTTGATTCTCT
AAAACGCCAGAATTTATACAAGGCATCACCTTGCATCGAAGTATGGAATAGTATGCGTGT
CAATCATTCGTGACATTCTCCTTGTCACAAGCACTGATAGTCTGGAACACCAAGTATCAA



AAGTTTGAGAGGAGACGATGATTAAATACTACAAGCCCCAGTCCCTTTACAATCTTCTAC
GACATCCCCATCTACAACGATTACAGAGGAAAAAATACAATAGTAATGAAATACTTTTTT
TTTATATTGTGAGAAAGAATACAGAAAAGCATTGTATGGAAGGATGAATCAAAAGACCTG
AACATTTACTGTTGTCAATTGCAGCCGTTGCTTCTGTGACCCAAACCTTCACAGTTTTCT
AATGAAAGTCCAGTAAATAAAGGGGGAAAAAATAAAAGAATACAAACAAACTGCACCTTC
TCTGGCCTTCTTTTCACATCATGAGGATGAGCCTCGTGCCG
>CL1Contig339
TTTTTTTTTTGCTTTGAGCAGAACTTTATTNAGAGTCACTCGCGGGCCATCAGCTTCTGC
TTCTTCAGCTTCTTCTGGGACACCTTCTTCTTCTGGGCCACCTCCTCCTCCGGCTTGGGG
GCGATCTGCTCCTTCTCGGTGAGGATCATCTCGATGTGGCACGGCGAGCTCATGTAGGGG
TTGATGCGGCCGTGCGCGCGGTACGTGCGCCGCCTCATCTTGGGCGCTTTGTTCACCTGA
ATGTGCTCGATGACCAGCGAGTCCACGTCCAAACCCTTCAGCTCGGCGTTGCTCTCGGCG
TTCTTCAGCATGTGCAGCAGGAACTCGGCGCTCTTCTTGGGCCAGCGGCCCTGGGTCCAG
TCAAACTGCTTGGCCTGAGCGCAGCGGCCCACGCCGCCGTTGTAGCGCCGGAAGGGGACG
CACTGTCGCTTGACGACGACGTCCCTCAGGTACTTGTTGGCCTTGCCCTCGTGCCGAATT
CGGCACGAGGAAAACTGTTTCATTGTTCAAATGCCACAAGTTGATTGGAACAGAAGCTGC
TGGTAACTAAT
>CL1Contig340
TCGGCAGAGGAAGACAAGCTGCTTCAAACTGCACCTTCCAGGCTGGGAGAACAATTTCAA
CTACAGGAGTCAATGTTCAGGTTGCCAGAGTTGCCAGACCACCACCATGAAATTCTTGGC
CCTTGCTCTTTTGCTGGTCGTCGGCTCCCAGGCCGCTTCCCTGCAGGCTGATGCCCCCTC
TCAGCTGGCCCAGATCCGGTCCGCTGCAGATGTCTACATGACTCAGGTGAAGCAGGGTTT
GATCAAAGCCCTGGATCAGCTGGATGACACTCCATACCAGGAGCTCAAGACCACTCTGAC
TCAGCGTGTGGAGGACCTGCACACCAACATCAAGGCCCTGCAGGCCCAGGTCTCCCCCAT
GACTGACAGCGTTGTCACCACCATTTCTGATGCCACCGCCGAATTCCGTAACTCCATCTC
ACAAGACATCGAGGCCCTGAGAGCTGATCTTGCACCCAAACGTGAGAAGCTGAGAGAGGT
CCTTGAAAAGCACATGGAGGAGTACCGAGTCCAGTTGGAGCCCATCGTCAAAGAGTACCA
AGCCAGGCACACCGCCGAAATGGAAGCTCTGAGAGTCAAGATGGAGCCCGTGGTGGCAGA
GCTGCGTCAGAAGATGGCCGCCAATGTGGAGGAGACCAAGGCCGCCCTGATGCCCATTGT
GGAGTCTGTGCGCGCTAAGCTTGTTGAGCGTCTGGAGCAGCTGAGGCAGTTGGCTGTTCC
ATATGTTGAGGAATACAAAGAGCAGATGAAGAACTTTTACAGCCAGGCACAGTCCATCAC
AGCTGAAGATATTGAAAACTTGAAGGCAAAGATCACACCTCTTTCTGAGGAAATCAAGCT
AAAGTTTGGAGAGATCTTTGGGGCCATCTCAGCAACCTTCAACAAGAACAAGAACTAGAT
CCTCCCTGTTCCTTAGACTAACCCTGCCTTACTGCCTGTCCTTGACACAGTCCACCTTAA
TTTCCATTCTTTCTTCGCTCACAAGCAGGCCCAAAGTAAGCTCGTGCCTCCCTGACGACC
ACACGGCAGGACTTTCCCTCTTGCACACAATAACATACTTCAAAGGCACGAGCCCAAGCA
AGCGCACGCACAGAGATGCGCACGTGTCCCGCATTCACATGCTTCGTTCCTCACAACTGC
TAACATTTTGTGCTTGAATTGTGTGTGAATTACTGCAGGCATTGACATCTCTGTGTAATG
ATGAACACAGCTCAATAAACATCTGTATGTTTATACTCTAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAC
>CL1Contig341
CGGCACGAGGGCAGATCTCTATAAATCCGCGTTCATCCTGTCTTGTGGCTTCTTATTGCA
TTGCACAAGTAAATACAATGTGCAGAATGAATGTGAATTTACATACAGATGTATTTATTT
TACCTGTAGATTATTTTCACACCCGTTTGACCTTACTTCAATCCAATCTTCTTTCCGCAG
AGAGACCCGGGCTTCAACCATATTTGACCGAACCGGTTAAAACTACCTAAACTTGAAAAA
TGTACGCCTGTGCGAAGTTTGTTTCCACGCCGGCTCTGGTCCGTGCTGGTTCCCGGGCTC
TTTACAGACCCATGTCTGCCTCTGTGCTCTCCAGGCCTGATGGCAAAACAGAGAGCTCTG
TTGCTGTGATGCCACAAAGCCCCCTCACACAGGTCACACTGAGAGGCTTCCAGACCAGTG
CCATCAGCAGGGACATTGACACCGCCGCCAAGTTCATTGGTGCTGGAGCCGCTACAGTCG
GAGTCGCTGGATCTGGTGCTGGAATTGGAACAGTGTTCGGTAGTCTCATTATTGGCTATG
CCAGGAACCCATCTTTGAAGCAGCAGCTGTTCTCATATGCCATCCTGGGTTTCGCCCTGT
CTGAAGCTATGGGACTATTCTGTTTGATGGTTGCTTTTCTGATCCTGTTTGCAATGTAAA
GCACTGCCCTCCCAACACTTTCATTACAGATGTGACTACATATTTTATTGTGGCTTCTAA
AATTGTTCAGTGTTGGTGTCATAAAAATGTAAATTTTTCAAGTCTTTCCGACACAGTCAA
AATAAACAAAACA
>CL1Contig342
TCGGCACGAGGCTACGTTTCCATTGTACATAGATGCAAAACTTGATTTAAAAAAAACTTA
TTTTCACAATTTCACTGCTTCCATTAAACAAACCAACTCATGTAATGAGAAACACGGCGA
CAGACGTGAACAATACTTTGAATTCCACCGCATACGTTCACATTTCCGCCATGGCACTAG
CGCTCATCGTCACCTGTCAAAGGAGACGTTGGCGTCTTCTTCAGGCCGTGAGCGGCGAGC
TCCTTACAGGTGGGAGGGGCTACGGATGAAGCCGTTTTGGGAAATGGTAGTTGGTGATTT
TCCAGAGGATCTGTAAATTCCACATGAGTCGCTCAACTGTTGATGAGCTGAGTGACGTCT
GGGACCTCTGGTGGCGCCCGCCGTTCAGCGCCCAAGGCCGCCAGGGTTATCTGGTTGTTG
GTCATGTGACTCATTTAATTTAAAAAAAAAGGCGTTTCCATGGCAGTTTTGTGAAATATG



TACATGCGCCTAAAAAAAAACACAAGTGCAACAACTATTATTTGATAATTCAATTCAATT
TTGTTTTATTTGTATAGCCCAGATTCACAACAACAGTCGTCTCGATGGGCTTTGTATCGC
GAGTTTCCCCCCCAAAATTGACCTGTTGTCATTTAGCGAATTTATTATTGCAAATCCAGT
AGTCACAATTTTATTGTCAATGGAAGCGCAGCTAATGGTTCTGGTTGCATTCGATCCTTT
CTCTTGATATTTGGTAAAAGGCAACAAAAACGGGATTTATGCACGGCGGTCCATTGAAAG
ACTTCCATGAGTCCCGATCCATGCCCCCAAAGCTGCATCTTCAGCGAAGCGGGTTTCTAC
CATCGCCGTTGCATCCTTCCTCTCAGCAAATGGGCACAGACTAAAAGTCCAAAGGCGCCT
GAAGCTCCAGGCTCATTTTAAGGAAACTAGCAAAGCATGACACACTGTGCTACTGTGCCT
TTTATCACTATTGCACATCGACTCACAAACCAGTCTTATTTTAGAATGTGTTCTCCACCC
CCGGTTGTTTGTCTCTACCCCTCCCGTTAGCAGACAGTCCAGCTCCGTCTGCTCCGCGCA
GCCGGGCTGTGTGCTCCGTCTGCTCTGCGCAGCCAGGCTGCGTGCTCCGTCTGCTGGTCT
AAAATGGAACCAGCTCTTCTCTCCTCCCTCCAGCAGGGAGTGCTGTTCTGCTCCACCTCG
TTCACGTGGAGAGGCGAAGGCTCAACCTCCAAAATGTCTGTTGTTTTCTGTTGATTTCCT
TCTCGTTGTATGAATTGGACCGTTGCACATCATAAATCTGAACATACAGTGCTTAACTCC
TCCCTCAAAGGAGTTTTGATCTCAGGTTCCACTGACAAAGCATCCCCAAAGGCTCTTCAG
AAAAGGCCGAGGATTCATGTTACAAATGAAGTAAAATGTACTGAAAAGCATCTCTTCTCC
GGTGTCGTTTGTCTGCTTTCACTGAGAAAAACCATAACTGTCAGTTTGTGCGTCACATTT
GAGTGAAAACAACCTGTTAGCAGTTCAGAACCGTCTCCATCCCACAGCAGGAAAATCTCA
AGCAGCTGTTAGTTATTATTGAGTGATTGATGGGTTTATTTCTATAAACAACAAAACAAT
AAAAAATAAAAATACACTGGTATATCAAAGATAT
>CL1Contig343
TTTTTTTTTTCTGATGGAGAAACCGATTTTATTGTAGTTTTATATTACCTCCATGTACAA
TTTAATGCATGACACATGTCAGATTTTATTCATATCAAACCGAATCTTGACATTTTCAGG
AGGTTTCATTGAACATCTTAACATTTTTTAGAACAACAAACATCTTTTTGGAATGCTTGA
GCCATTTCCTTCCTCTGTAACTGATTCCTCCTCCTTGTTTAATACTCTTCTCCTTCCTCC
TCTCCTTCACCTTCAATGGAGTCGACTCCAACCTCCTCATAATCCTTCTCCAGAGCCGCC
ATGTCCTCTCTGGCCTCAGAGAACTCTCCCTCCTCCATACCCTCACCCACATACCAGTGA
ACAAAGGCGCGCTTGGCGTACATCAGGTCAAACTTGTGGTCCAGCCGAGCCCAGGCCTCT
GCAATAGCAGTGGTGTTGCTCAGCATGCACACCGCCCTCTGGACCTTGGCCAGGTCTCCA
CCAGGAACTACAGTGGGCGGCTGGTAGTTGATGCCAACCTTGAAGCCAGTGGGACACCAG
TCCACAAACTGGATGGAGCGTTTTGTTTTGATGGTGGCGATGGCTGCATTCACATCTTTG
GGCACCACGTCACCACGATACAGAAGACAGCAAGCCATGTACTTTCCGTGGCGGGGGTCA
CACTTTACCATCTGATTGGCCGGCTCAAAGCAGGCATTGGTGATCTCAGCCACTGAAAGC
TGCTCATGGTAAGCTTTCTCTGCAGAGATGACGGGGGCGTAGGTGGCCAGAGGGAAGTGG
ATACGTGGATATGGCACCAGGTTGGTCTGGAACTCTGTCAGATCAACATTGAGGGCACCA
TCAAAGCGCAGAGAGGCAGTGATGGAGGACACGATCTGGCCAATAAGCCTATTCAGGTTG
GTGTAGGAGGGACGCTCGATGTCCAGGTTTCTGCGGCAGATGTCATAGATGGCCTCATTG
TCCACCATGAAGGCACAGTCAGAGTGCTCCAGGGTGGTGTGGGTAGTCAAGATGGAGTTG
TACGGCTCCACCACAGCAGTGGACACCTGGGGAGCCGGGTAGATGGAGAACTCCAGCTTG
GACTTCTTGCCGTAGTCCACAGACAGACGCTCCATCAGAAGAGAGGTGAAACCAGAGCCG
GTGCCTCCACCGAAGCTGTGGAACACCAGGAAGCCCTGGAGACCAGTGCACTGGTCCGCC
AGTTTGCGGATCCTGTCCAGAACCAGGTCGATGATCTCCTTGCCGATGGTGTAGTGTCCA
CGGGCGTAGTTGTTGGCGGCATCCTCCTTCCCAGTGATCAGCTGCTCAGGGTGGAACAGC
TGCCGGTAGGTCCCAGTGCGCACCTCATCGATAACTGTGGGCTCCAGGTCAACAAAGACG
GCCCTGGGAACATGCTTTCCTGCTCCTGTCTCACTGAAGAAGGTATTGAAAGAATCGTCT
CCTCCTCCAATGGTCTTGTCACTGGGCATCTGCCCATCAGGCTGGATCCCATGTTCCAGA
CAGTAAAGTTCCCAGCAGGCATTACCAATCTGGACACCAGCCTGACCGACGTGCACAGAG
ATACACTCACGCATTTTTTCCCCTTAAAGTTATACGAGAGGGAATGTTTCTCGAGAAATA
ATTCTCACGACTCGACTGTTAAGCGGTCGATGTAAGAGATAATGGCCAAC
>CL1Contig344
TTTTTTTTNTCCTTCATGAAAGTTTATTTTATTTCATGGGAGATGCAGTCCTCATACATC
AGCTATAGTACATTAACATTGTGGACTGATACTTTACAAACTGTCCAAAATAGAATTTGA
CTATTTCTATCACTGAAAACAGTAAGAAAAACCTATACTAGTATATGTAAACAGTAATAA
ACTTCACTGGTGGATTAATCAATGGATGGTATTTGTTGTCTATTTGGTTGTTTCAGTTTT
TTGTGTTTTTTTTTACGTCACTGTAGACATTGAGGTAAACTGCCTGCCTTTGGCGAGCTG
ACCGCCGTGAGTACCCGCGGATACTAGACGCCGCCTGGGCACCTTTACACAGCAGCGGGG
TTGTTTATCTTGCCCATGAAGAGGACGCTCCTCGTTGAGTGCTCCAAGATGAGGACGACG
AAGGGCCTGTTGAGCATCACGGTCTCCGGCATGCTCATCGGCATGATTTCCATAGTGGTG
CCCGCTGCTGCCTCTGTTCCAGTTTCATCCACACTCAGCACAGCCTGGTGGGATGCCCTT
GAGAGCTTGAGCATGACTTCACTGGACATGCCAGAGAAATCCGCCTTGTCACCAAAAGCA
TTTGTCACTCCCATTTCTTTTAGAGTGTCATCCAAAGATGTGGGAACAGAGATGGAGAAC
TTTGGCATGTAGAAGTTCACGTTATTCTTGAAGAGTGAGTTGTGCCAGTGCCAGATCTTG
TCCTTGTCAATAAAGTCCTCCATCTGTTTCATCTTACCCTCATTGGGTAGAAGAATCATC
ATGGAGGTGTTTCCCTTGTAGGGCAGGACAACGACGGTAGTGTGGTTTTCATTGTCGTCG



TAATGGTCAAAACGGCCTGTTTTTTTCATCATGTCCACCTCAACTTTGGTGTTCTCGTCT
ACATAGAAATCCGCCTTGGTTGTTAAATTTGCATCAAATGGTTTTTCCCACTGTCCTCTG
AAGTACACATAGTTGATCAGAACCATGGCCGTCTCAGGGTCCAGGTCCTTTACCATGTCT
TTGATTTTGTCGTTGGTTTTACTGGCAATGTGCTTGTTGAGCTCAGCTGTGGCCTCCTGG
GGTTTACTGAAGTCAACATTAAAAACTTCACCGGAGAAGTGCTTCTTGATACCTTTTAGG
AATGACTCCAGTGGAGTAAAACCAGAGCGCACCGCTGCGGTGTTGCCCACATCCAACTGC
TGGTCTTGTTGGCTATGGCCAAGCATGTGAAAGAGATGCTCGTACGCTTCGTTGACCTGT
TCCTGACTGAAGGCGCTGTAGCCCAAGGTGGAGAACAGCTGGCTGTGTGTGTCGCCACGC
GCCCCTGTGGACAGCATGGACAAGGCGGTGGCAATGCCAAGAGAGGAGAAGAAGATGTTC
TGTCCAGCAGCAGTCTTGGCATTGAAGTTTTTGTAGAGGGCGAAGGCAAAGTCAGCATTT
GGAGGGGCCAATTTGTGGCAGGTCAGTTCGCCGTCGTGGCTGTGTCCATGGTGGTGGTCT
GCCCAAGCTGCTGCCAGCAGCAGGGCTGTCAAAGCACAACTAAGAAAAAGACCCCGCATC
TTCACAGCCTTTACTGTCCACTTTCTGCTGCCCCCGGCCATAAGGCCCGGGTTAAACGGC
>CL1Contig345
TCGGCACGAGGTGACAGCGTTGTCACCACCATTTCTGATGCCACCGCCGAATTCCGTAAC
TCCATCTCACAAGACATCGAGGCCCTGAGAGCTGATCTTGCACCCAAACGTGAGAAGCTG
AGAGAGGTCCTTGAAAAGCACATGGAGGAGTACCGAGTCCAGTTGGAGCCCATCGTCAAA
GAGTACCAAGCCAGGCACACCGCCNAAATGGAAGCTCTGAGAGTCAAGATGGAGCCCGTG
GTGGCAGAGCTGCGTCAGAAGATGGCCGCCAATGTGGAGGAGACCAAGGCCGCCCTGATG
CCCATTGTGGAGTCTGTGCGCGCTAAGCTTGTTGAGCGTCTGGAGCAGCTGAGGCAGTTG
GCTGTTCCATATGTTGAGGAATACAAAGAGCAGATGAAGATATTGAAAACTTGAAGGCAA
AGATCACACCTCTTTCTGAGGAAATCAAGCTAAAGTTTGGAGAGATCTTTGGGGCCATCT
CAGCAACCTTCAACAAGAACAAGAACTAGATCCTCCCTGTTCCTTAGACTAACCCTGCCT
TACTGCCTGTCCTTGACACAGTCCACCTTAATTTCCATTCTTTCTTCGCTCACAAGCAGG
CCCAAAGTAAGCTCGTGCCTCCCTGACGACCACACGGCAGAACTTTCCCTCTTGCACACA
ATAACATACTTCAAAGGCACGAGCCCAAGCAAGCGCACGCACAGAGATGCGCACGTGTCC
CGCATTCACATGCTTCGTTCCTCACAACTGCTAACATTTTGTGCTTGAATTGTGTGTGAA
TTACTGCAGGCATTGACATCTCTGTGTAATGATGAACACAGCTCAATAAACATC
>CL1Contig346
AATAACTATTTGTTTTAAAAGGCTGCTAGAAGTTGAAACTGGGGTAACTATGGTACACTG
GGGTTCTGCCTTCTTTTCTTTTCTACTTCTACGCTTCCTCTCCTCTATTCTTGATCATAA
TTTATCATTTAGTTCTCCATGCCTCTGTCTGGTACAGTGCGATTCATGTATTGTCCCTCT
TTTCCTCTCCCCTCCTGGGGAGTGGGAGTGCTTCCAGACTCCAGTTGGTTCATCCGTGCT
CCTGTTCCTGACCGAGTACCTCGCCTCTGCTCCTGCTCCTACACCTGGCTGTGGTTCCTG
TCTCCGGCTCGACTCGCGCCTTTGACTGTCCCCCCAACCACGGCTGGATGAAGCTCGTCT
GCTGGACTTTTATATATGTAGTTGTAGATTTAGATAAGTTAATTCTTCTCTAAGAGTTCT
GGTAAATCGCCTATCCGTCCTGGGGGAGGATCCCTCCTTCATGTGGGCACCCCTGAGGTT
TCTTAGTTTTTCCCGGAATCCATTTTTTTAGGGAGTTTTTCCTTACCGCGAAGGGGGGTC
TAAGGGCAGAGATGCCAGTATAGCTTAGTCAGTTTGTTAGTTCATTTTAGTATTTTACTA
TAGAACTCTTTGTATTCACGATCCTTTTGAGTTCATGTTTCACTTCGAAGCCCATCGAGA
CGACTATTGTTGTGATTTTGGGCTATACAAATAAAATTGAATTGAATTGAAAATATTATC
AGTCCATCGTTTCAGTCCAATGTGTGGAAACACTTTAATTTTAGCAAAGGCATGTGACCA
TATAGTGTGGTAGAATGTTCTCATTATGTTCCCTTTTGATCATTTTGATGTGGAAAAACA
ACAATGTGCTGAACTTTATTAGACTAAAATATGAATGGATTTGCCAGCAATTCTAGTTTA
CTAGTTCGCTTGTTTGTACACATATTTAATTTACACTTGATTATCTTGCAAGAAATACAC
AGAAAAACTCAGGAAAACTTCACCTGCACTGTTCCAGACCCAGGGATTTATCTCTGAGTC
ACACTGGTTGAATTTTTAGCTAAAGATGTCCTGAATAGATTTTAGGTCAGGGAATCAGGT
CCAATCAGATCCTTCGAAATGAACCAATATTGACTTTAATTCATATTAACAGCCACTAAT
TATGATACGAATTGACTTGTTGCTACATGTGTGTATTGGCCGATCACAGATCTCCCAAAA
TTAAGTAAATCAGAGCTGAATAAACCTAGAATAAACTGCACTTAATTGTGTTTTTTGTCA
AATATTTAGCTGTTTTCCTCTTTCTTCTCACAGATATCCCAGCATTCATCTG
>CL1Contig347
TTTTTTTTTNCCCCNTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTA
AAATTGAACACAGATTTATTACAGATGTTTTGATGGTACAGTTTATTATAAATCTGGTTG
TACCAGTCAGCCTCATGTAAGTTTTTTGGTGTTTGTGAAAAGGAACAAATTGCATCAAAA
GAAACCATTCATTTAGAGATATGGCAGCTGAGGGTTACCTCTGGAACAGGAAGTGAGAAG
GAAGGGGAGAGGGAACATTACATAGAGCTGCTTTTGATGGTGTTAACGTGCACAACAAGT
TACAAATGAAAGTAGTCATTGTGGCGACACTACATGTCCTATATGCAATTTTAGAATTCA
AAAGTATCTTGTCCTCCTTTTGTACAGATGTAGCTCATTGTGCGTAGTGGTTGTTGCTTT
TTAGGATTTTCTGTTCTGACACTACAATTTTTGCTTTGTCTGCTCAACAGCATATCCAGC
AACCAAAAGACAGCCGGGCTGACTGTTCGAAGGACGACAGGACTGACTCAAATCTCTGTG
GCTCTTGCTTTTTTGGTCTTACTATTTTTCTGCTTCTTTTCTGGATAAAAAAACACGCTC
TCTCTACCAGGAAATGTCAGGAAATGCTGTATGTATGCTGGAGAAGATGGGATTGGGTTT
CTGGACGCCTGAGTGGATTTATAGGGAAACATTGAATGTTGATATTATTATTAATAGCGA



GCAGAAGAAAGCCGAAGGCTGCTTCTTGAGCTCATGCTTCCTCCCGAGGACATGCCTCCT
CCCATGCCTCCAAATCCTCCAGCTCCGCCTCCATATCCTCCAGCTCCACCTCCACTAGAA
AAACCTCCGCCTCCGCCCATGCCATATCCCATGCCACCTCCGAAGCCTGATCCTCCACCG
CTACCACCAGCTCCACCACTACTAGAGCTTGAAGACATCACCCGGATGTTGGCAGTGCCA
CCACCAGAGGAAATCCTTAGCTCTTCTCCTTCCAGCAGCTTCCTGTAGGTGGCAATCTCA
ATGTCCAGAGCCAGCTTGACGTTCATGAGCTCCTGGTACTCACGGACCTGGCGGGCCATG
TCCTGTTTGGCTTTCTGCAGGGCCTCTTCCAGGTCCCTGATGCGTTGCTTGGCGTCCTTT
ACTGCCATCTCTCCACGCTCCTCTGCCTCTGCGATCTGGTTCTCCAGGTTAGAACGCTGT
CCCTTGACAGCCTCAATTTCATTCTGGATGCGGCTGATCATGCGGTTGATCTCAGCAATC
TCGCTCTTGGTGTTGCGAAGGTCATCTCCAGCCTGAGTTGCAGAAACCTGCATCTCCTGG
AACTTTTGCTGGTACCACTTCTCAGCTTCAGCTCGGCTGTTGTTGGCAATCTCCTCATAC
TGAGCTCTGACTTCAGCCACAATAGCGTCCATGTCCAGGTGGCGGCTGTTGTCCATCTCC
ACAATGACTGAGGTGTCCTTGATCTGTCCCTGAAGCTCAGAGAGTTCCATTTCGTAGATA
CTTCTGAGGAAGTTAATTTCATCCTGAAGAGCATCTACCTTGGCCTCCAGCTCAATTTTG
CCCATGTAGGCGGCATCTACATCCTTCTTGAGAAGCACAAATTCATTCTCCACAGAGGCA
CGCTTGTTGATTTCATCTTCATATTTCTTCTTGAAGTCCTCCACTGATCCCTGCATGTTC
CTCAGTTCTCCCTCCAGCTTGTTCTTCTCGTTGCCAAGCCCATCCAGCTGTCTGCGGAGG
TTGGCGATGTATGCCTCAAACATGGCGTCAATGTTGGAGCGTGAAGTGGTCTGATCTTGC
AGCAGGCTCCATTTAGTATCCAGCATTTTGTTCTGCTGCTCCAGGAAGCGGACCTTGTCG
ATTAAGCTGGCGAAGCGGTTGTTCAAGTTCTTGATCTGATCTTTCTCCTGGCTACGGACA
ATCTGGATGTTGGGGTCGATCTCCAGGTTGAGGGGGGCCAGCAGGCTCTGGTTGAACTGA
ACATTTGTGATTGTCGGCAGTGAAGGGCCTCCAGCTCCAAAGCCAGCGCCGAAACCAAAA
CCGCCGGCACCACCAGCACCACCGGCACCACCGGCACCAAAACCAGCACCAGAGCCGGAA
CCAAAACCAAAGCCGGAACCAAAACCAGCACCAGCGCCAGAACCAAAGCCAGCACCAGAG
CCGGCACCATAACCACCAGAGCTCATGCCAAAACCACTACTTCCGCCATAAGCAGAGCTG
GAGCTGAATCCACCTGACCTACGGATAGAGCCACTTTGAAAACCGCCTGACATCCCAGCT
GCTGATGACTTTGAGGAGAATCCTGATGACATGAGGCCTGATCCTGACGCACGGCCACCA
CTGCTAGACCTGAACGACGTCCTGCTGACTGTTTGGACAGACATTGTTGCTTCTTTTTTT
AAAGTAAGGATGTGCAAAGAAAAGGCTGAGCAGAGAGAGGTTTGGCAGAGCAGCAGAGCA
CACTAAGAGGAGAGCCAAGTCCCTCTGAGTAGAGGCCA
>CL1Contig348
TTTTTTTTNNGGTTCTCAAAGCCCACTTTTATTGGATCGGTTCTCCGACAGCGCATGTTC
ATTTAGGGTTGGCGTGCAGAGCCTTCCAGCGGGTCAGGGGCCCTTTGCTGGGGATGTACT
TGACGCCGCAGCCATCGGGGATCAGACGCTTCTCTGCCATCATGTCATCGAAGTCGCAGG
TGTTAAACTTGGTGAAGCCGTACTTCTTAGAAATATGGATCTTCTGGCGTCCGGGGAACT
TGAACTTGTTGGCACAGATGCGGGCGGCCTCCAAGGCTTCTGAGGACAGCTGCTCGTACT
CATCAGACACCATGTGGCCACACAGAGGAAACTCGTCCACCTTTGCCTTCTTCCTGCCCA
AATCAAAGATCCTGATCTTTGGATCAGGTACACCCCTGCAGAAACGGGACTTTGGGTAGG
GCTTGTTTTTGCAGTAGCGGTAACAGCGGGCTGGACGGCGCCTTTTGGACCCAATCAGTT
TATTGATCAGTTTAATATTTCTGTACAAACATCCTGATGATCGATCCTCATCACACCCGG
GAAGGGTACAGCATCACTCTGATCCGGTGTCCGATGGCTTTGGCTGGCAGGTTACTGCTG
AACTTGGCCCGGACCATCCCACTGTTTCCATGAGCCCGCGTCACTTTGCCCCAAATGACC
CGGGTCTTGTTGGGTTTTCCACCGGGTGTGACTGTGTTCTTCTTGGCCTTGTAGACGTAG
GCGCAGCGTTTGCCCAGGTAGAAGTCCACCTGGTCCCGGCTGTAGCAGCCCTCCAGCTTC
AGCAGCGCCGTGTGCTCGCGCTGGTTCCTCAGGCCGCGCTTGTAGCCGGTGAAGATGGCC
TTACTCCACAGTCTTCCAGGCATCGTGGTTCTCCTCAGGTGGATTCACCTGTTCTTGTTC
AGGACAGCCGGTCAAACGTCTGCAGGACTGGAATGCTGGGAGGAGGTGGTCTGTGTGCCG
AGAAGGAGCTCCTTCCACCGGGAGGAGGTGGCCGGTGCGCCGGCACACTGAACACCCGAC
ACCGGCACACAGAGCCCCTTCTCCCGGCTGAAGGACGTCCGTGTGCCGGTGGAAGGAGCT
CCTTTTCCCGGCAGACGTAGCTTCTCCCAGCCGGGATAAGAGGTCTCTCTCCCGGCACAC
TGAACTCCTTCTACCGGCACACGGAGCTGCTTCTCCCGGCACTCCTCCTTCCTCCAGGGC
ACTGATAAACAAAGGCACTAACGCCGGATCTGCTCCGTGCTAAGCAGAGCCGGTTCCGAA
TCCGGAGGAAAAGTCGCTGCTGATGATCCGGGTCGGCTCATTTCACAGCCGCGCTGTTAG
CAGCAAACAGCATGATAATCCACGCCGAATCTACGTCATCCGAACCCCCCGCG
>CL1Contig349
TTTTTTTTNTGATCTCTCAGACAAAGTTTATTTTGGACGATCAGATCTTCATCACCAGAG
TCTTCAGTTTCACCAAAACACAACAAAGAAATGAAACACAAAATCTAACACAGAACATCG
TATGTACAGAAGGAAGTGATGAAGACGTCTCCTCCTCTTCCTCATCCCTGACTGTGGGAC
GGAGAACTTGGAGGCTTACAGAGCCAGGTGAGTGTTTTTAGAGCTCCGCCCCTCAGGGGA
TTCTCTATGGTTCACACCAACAATCAATGCCATGGTGCGAGAACTGGGGTTCCTCAGGGA
TCTGGTCTGGACCTCCTGATGAAGAGGAGCTTCTGGGCCGTGCAGCGTCAGCAGGTCGTT
CAGTAGCTCACACATTCCGAGTGCAGACGGGTCTCAAACAACAAATAAAAACAATAAATA
CACTGCAGGGTCACACTGAGCACGCTCAGTAGGGGGGTCCTTCGGAGTTCAGCAGCAGGA
TCCGGGGTCCGTGTTGGACCGGATGAGTCTCCGGGCGGTTAGCGTGTGCAGCGACGAGAA



AACGGGCAACGGGGGGAGGTGGGGCGCCACGGTGAGCTAGACATCATCGAAGATGCGGTT
ACGAGACGATGACATGGACAGGTACCGCCCTCCTGCGTGCCTGCCAGACTCCGCCTCCGG
AGCCTCGTCCGCCATGGTGTCGGCGTTAAAGTCCAGCGGCTCGGCGTCCTGCAGCAGCTC
CATGCGGTCGCGGTCCGCTCGACCCGCCGGGCGGGAATACCGGGCCTGCCTGGAGCCGCT
GGCGCCCACAGAGTCCGAGTAGCTGGTCTCCTTCATCTCATGGCTGCTCCTGTTCCTCGC
CGCGTGCTCGTCTCTCGGGTTCTCGTAGCGCTCCTTCCACTCCCTCCGCCTGGTCTCTCC
GTCCTCCATCCTCTGGCGCTTCCGTCTCTCGCGGCGTATCAGCTCCTTCCCCTCATCCGT
CAGGTCAGAGGTCATCTCACTGTCGCCCATGAACTGCTGGAAGCCCAGAAGGTTGAGGCA
GCGCGTCCCCAAACTGAAGTAGGTGGCGATGCAGAGGATGACGATCAGCATGGGGTAGTA
GATGTAGAAACCATCGGCGATGAAGGACAGAACCCTCATGGAGCCCATGATGGACGTGTA
CGCCGTCTGCTCCTTCTGCTGGTGGGAGATGGCCGAGTCCATGTGGATCAGACCCAGGAA
GTTGAGACACAG
>CL1Contig350
ACTTGGAAACTTTGCTAAGGCCACCTTCGATGCAATCTCCAAGACTTACAGCTATCTAAC
CCCTGATCTCTGGAAGGAGACTGTGTTCACAAAGTCTCCGTACCAGGAGTTTACTGACCA
TCTGGCCAAGACTCACACCAGGGTGTCTGTGCAGAGAGGCCAGCCAGTGCAAGCCGCCAC
CTCCTGAACTAGGGGTATTAGGGACCAGGGGCATCGTGAGAACCATGTGTGCTCAGAAAG
AAGACTGGAAAAAAGCAGCCTCCATCTATGAATTTTCGGCCATAGACATCGATGGGAATG
ATGTGTCCCTTGAGAAATACAGGGGTTATGTCTGCATCATTGTAAATGTCGCCTCTAAAT
GAGGACTGACCGGCGTAAACTACACTCAGCTCACTGCAATGCACACCCAGTATGCTGAGC
AAGGTTTACGCATCCTTGCATTCCCATGCAACCAGTTTGGCTCCCAGGAGCCTGGAACAG
AAGCAGAGATTAAAGAGTTTGCTAAGGGTTACAACGCAGAGTTTGATCTCTTTAGTAAGA
TAGATGTCAACAATGACACCGCTCACCCCCTGTGGAAGTGGATGAAAGAACAGCCTAAAG
GAAAAGGATTCATGGGAAATTATATCAAGTGGAACTTCACAAAGTTTCTGATTGACAAGA
ATGGACAGGTGGTAAAGAGATACGGTCCAAAGGATGAACCATTTTCAATAAAGAAAGACC
TGCCACAATACCTGTAATTTTTCCTCCCATCTCTTCACGTTCTCTGGGACTCCTGACCTC
TCACATGGACCGAGGCCTTGTTGTGTATTTTCCCTGGACTAGTGACGGCTCTGCCTGCAA
ACCCATCACCGGGAAAGACTGAGCCTGATGACTTCTGGTGTGCAACTTAACTCCAGGGCT
GATTCACTGCAGACCTCATCGAACCAAATGAGAGATGTTCCTTAGTCACAGTAGAGAAGC
TTTCTTCGTACATTAGCGTCTGACAGTCGTTCTGTTTTCTGACACGCATTAAATTAAATT
CTTCTAAAGTTGTATCTGCATCTGTTTGATTTGTAGATGTTCAATGCAATTATCAAAAGC
TATTTATGGCCTGTAGTATGTATGAAATAAACCATTTTTGCTTCCNAAAAAAAAA
>CL1Contig351
GGACTGCCTTTTAAATTTTGTTAGACCAAGTTTAATGAGGAAAAGATTTTAGAGCCGGTT
TAGCTCGTGCTGGTTTGCGGCGCCTTCCGTCCATGAAACCAGGGTTCGACTCCGGGCTGC
TCCCTGTTCCCTTCTCTACTTCTGTGCCGGTCCCAAGCCTGGTTGCTTTGAGAGGGCTGC
GTCAGGAAAGGCATCCGGCGTAAAACATTGCCAAGTTTACCATGCGATGCGTTCGCTGTG
GCGACCCCTGATGGGAAAAGCCGAAAGGGAAACAAACAGTGAGGAAAAGATTTTCCTAAA
AACACATGAAGGAAGAGGCAGACAAAGAACCAGACTGGTGTTTGTGTCTGGTGTTCTTGT
GATTCATGTTTTCTAATAGACATTAGAACTGTTTCTCTGTTCTTTTTAGTTTTCAGTGTT
CTGTTCCAATCTAATCTGTGAAAAATAAATTGGACGTGAACTGCTTCTCTGCTGGTTCCA
AAGCTGGATTCTGTTCCAAAAAGCAGGGTATGTGACGTAGCCAAGTAAGTCTAAGGGTAA
ATTAGTTTTTGTTCTACACTTTTGGTTCTAGATCTGCATGACACTTTAAATACAAAGGAC
TGCATTCACTATGAAACACGTATTTTTTCAAAGATGTGAGCATAACATAAATTTTTAGGG
TAAGAAATTTTATATTTTGAAACTGAAGCATTTTTTCAACCCAGTCTCATCCCAAAACGT
GCAGTAGCCTTGTTTGTCCTCATGGAAAAACATAGTACCTCTACAAAAACGGGCCCTTAA
ATTGTTATGTTATGGTTATGTTTTATTTTCATATTCATTTTCTTTGAGCTTTCTCAGGAT
CACGTGACTTTTGAGTTTTTGCTTGACGTGAACAAACAATATGGCAGATATTCGCTAGTT
TTTCGGTGGAAAATTCCACTAAAGATGATATTTTAAGGATTAATCTTTATTTTGACAACA
TTTCTAGCAATAAA
>CL1Contig352
TTCGGCACGAGGCGAGCAGAACTTCTCACGCATCTCCGAGATCACCTGAAAACCTGCAAC
CATGAGCGACAAGCCCGACATCTCTGAGGTGGAGTCATTCGACAAGTCCAAGCTGAAGAA
GACGGAGACGCAGGAGAAGAACCCGCTGCCCACGAAAGAGACCATCGAACAGGAGAAGGC
CTCATCATGAAGCCCCTCCCCTGCCGCCATGCACTGTACCCCCCCCTCCCCCGCACCGCC
TCGTCTTCAGTCACTTCCCCTCAGCGTATAACCCCTCAAACCAATGCACAGCCTGATGCC
TTCGCCAGGGGCGGTCGGCCCCGCCCCCTCCCACCTGGACGTCTCCAACCGGACTGTCAG
CACCGTCTGAGGGGCGGGGCCTGACCTACGACCCAGGAAGCCCGTCTCACCAAAAACCTT
CACTCCAGCTTCCTGTGGCTGCTTCTGTGGCGCCGCGGCGCCGAGCTTTGTCTGTTTTTC
TGATCTGTGGATCCGTTGGTGGCCCAAATGTAAATCTAGAATCTGAGTCTGGATTCCATC
TGGATCTAGGAGATCCCACCGGACCTCTGCTGGGCTTGTCACTTCCTGTGGCCCCGCCCC
CTGCCGTCACTGATCTGGTGGTGGGGGGGTTGGTTCTGAAATGAGGAACATCCTGATGGG
TTCTGTGTTCTGATTCAAACTGTAAATCATGTTCTGTAAATTCACCCTCCTCCCCCAGCA
GCTGCCACAAACCGTCACCAGACGCTGAAAAACCGTCAGATGTTGTAATAAAAGAATTTG



TTACTAAGCAGAAAACAAAAAAAAAAAGGGCGGCCGC
>CL1Contig353
TTTTTTTTNTGATGTAATGAATGGATTTTTATTGACAAACTTACATTTCTGTAATGGAAC
AGTGTTATGGAACAGCTTTATTACAGTTTAGCAGTATCCACAGCTCCTATTACAGCTGTA
GACCTTTTACCAAACAATGTCATCAAGGACTTTGTTTTTTTTAATTGATTGAGGTTTGAT
CAGATAACTGCAAGTGACTTTTCTGAAACAGCTTGAAAAGGACAAACAGGAACAAGATGA
AATGTAAAACCCTGGCGGGAATTGAGGCTGAGCAGAGGTTTAAGGAACACTTTCAGTGGA
CATTTCTGCATGGCATGCTGGGCCTTCTGCACTCATTTCCACGGTCTTCATCGATGGAAA
GTGCTCAGAGGATGAGGCATCGGAGGTGACGAGGGAGGTTCCCAACCCAGATCAGGCGTT
TTGTGGTCCGCCCACCGTTTTGGTTGGATGAGTCTAACCCCGTGCTGCCCAAGCAGTGCC
TTTCTGAATGAGTAGAGGCAAGTACGTCCCAGTGTCAGTCGAGCTCAAACGAATTGCTTC
TTCTGTGCATGTGAAGCCAAGTCCTTGGCTTTCTCTTTAGCTGCCAGCGCCGTTTCCCTC
GCACGCTCTGTCGCTGTTTCCGCTAATGATCTCGACGGAGTTTCCCCTTGCATTTTGGCC
AGCACATACTCAAAGCCCTTCATGGTCTTTGTGACGCTCGTCTTAAATCTTGCCAGCCCA
AATTCCTGAATGGCTCTAGAAAGCCCAAAGACGTTGGACGAGATCCAGGCTTCCCTTTTA
ATCTCCGTCCAGCTGCCATTCTCAGGGTCGACTTCGTAGTGGCAGCGCTCTTCTACAGAC
ATGAGCCGGGCGTGGCTGATGTTCCATGTTAGCGTGGTCATGGTCCTTTTCTGTGGGTCC
ACAATGGAGTCCTCAATGATGTACGCCGAGCTGGCCATGTGCTTTGGAAGGTAGCGTTCC
ATCCAGCGAGGAGAGCGGCTGGTTTTGGTCAACAGTCGTCTGGAAATGAGGCAGTTGTTT
GGGGTCACCTCTCTGAAAATGATGTCCTCTGTCAAGACATGATTACTGTAAGGGTTGGGA
TACCTTTGCCAGAAAGCAGTGCAAACTTGGTCCCAAGTGCTCTTTAGCAAACCCGAGCAG
TAAAAATACTTCACCATTGTTCCCTTAGTTTACTCTGACAACATCCTGCACCGTGTCACT
GGTTAAAGAGTTAGAAGCAGCATTTCAAATGTCGGGACACACTGCACTGTCCAAACTCCC
TCTCGCCATGTCAACCGTAAAGCAGCCAG
>CL1Contig354
TCGGCACGAGGCAAAAATCCACTTTGGGGTAATGTTTGTGGGAGTAAACCTAACCTTCTT
CCCCCAACACTTCTTAGGCCTAGCAGGAATACCACGACGCTACTCTGATTACCCAGACGC
CTATACACTGTGAAACACTATCTCATCCCTAGGTTCCCTTATTTCACTAATTGCTGTAAT
TATGTTCCTTTTCATTCTCTGAGAAGCATTTGCAGCTAAGCGTGAAGTTCTGTCAGTTGA
ACTAACAGCCACAAATGTGGAATGACTACACGGATGCCCTCCCCCCTACCACACATTTGA
AGAACCCCCATAAACTGGTTTCAAGCCAGCCACATAACCGCTCTGTCACTTTCTTCTTGA
TTAATAAGAAAAAAAAAA
>CL1Contig355
TTTTTTNNNNGAGATCAGCAGCTTGTTTAATTTTTCTGCAGACAGACAGGCAGAAAGTTA
GGTAGATTAGGTTAAAGGAGGCGTCAGGAAAGTGCGGCTAGAAGACTGGAGGACGGCAGG
TGTCTCATACATTTTTCTGAGGACATCTAAAGGCAAGTTGAAACAAAATATGACGTACAC
ATCAGGAACGAGCCTGGCAAGGCAAACAAACAGGAAGCTGGAGGTTGAAATTTAGATGCA
GTTTTAGCTTCTTGTTGTCATGGCGTCTTTATTCCACCGTGGAGACCGTGGGGCTTGGTT
CTGGTGTCGGTCTTCCCTCGTGCCGAATTCGGCACGAGGGATCATTTTACTCCTGCATCT
TCTCAATGGTCTCCTCCTTGTATTTGCCTTTCTCCTTTCCATCAGCGCGAGACTTGGCCT
TGCGCTCCAGGATCTTCTTACGATCTTTGTCCAGTTTTAGCCTGGTGATAACCACCTTGC
TGGGGTGAATGCCGACATGGACTGTGGTTCCGTTGGCCTTCTCTCTCTGCACACGCTCAA
TGTAAATGACGTATTTCTTCCTGTAGACCTGTACCACTTTGCCAATCTGCTGCCCTTTGT
AGTGTCCACGAACAACCTGGACTTCGTCATCCTTACGGATGGGCATGGACCTCACATTGT
ACTTCTGCCGGAGCTCCTTGGACAGAGGAGAAGACATGATCTTTCTCCTGATGTGGGATG
GAGCATTGAAATGCCTTTTGCGGTTCTTACGGCGGGAGGACGTTACAAATGGATTCAGCT
TCATTATGCCTGCCGTTCGCTCCTCCTCGTGCCGAATTCGGCACGAGGACAGGAAAGTGA
GATCTTCATCTGCGGACAGCAGCATTGGTCATCGCTCCTACTGAGACATGGCAGAGAGGA
ACATCCCCTTCACCGTGCACCGCTCCCCCAGCTGGGACCCTTGGCACCAGGTCAGCCGGC
TCTTCCGACCAGGGGTTCGGCATGCCGCCCCTGAACGAGGACTTCTCCACGTTCCCCAAC
GCCCACTGGCCGGGTTATGTGAGGGCACCTTTCATG
>CL1Contig356
CGGCACGAGGGAAAAAGTGACCGACTCGGCTGATCCCTGGTATCTCCAGCAGACGGGGAA
GAAGCTGGTTCAGCGTCCAGAGAAGCTGAACCAGAAACCGTCTGTGCTCCCAGCTGTGGA
GGTCATTGCTCCTGGGGGGTCTTACAACCCAGACTTCCTGTCCCACCAGGCGCTGCTCCA
GGAGGCCCACGATGTGGAGGTCCAGAAGCAAAAACAAGAAGACAAACTCCAGAGACAGCT
GGCTTTCCGAAAAGAGGACAGAGCCACAGAGGAGACGATCCTTCACGAAGAAGTTGAAGG
CTTGGTAGAAGATGAGGATGAGGACGAGGCAGCCGCTCCTAACGAGGATGAAGCTAACTC
AGCACTGGGTGCCATAGCTGTGGCTGCGAAGAAGACAGAGAGGCAGAGAAAGAAGGAGAA
AGCAGCTCTTTCAGCTCCGCTCCATAAAGAGCTCCATCAAACAGCAGGAGCTGCAGACCA
AAGCCAGACGGATGAAGAGGAAGGCCAGACAGGAGGCCCAGAAGGCTCTGCCCAGACGGC
TCGGCAGACTCAAGTTCCAGGCCCAGGACCTGGAGGTCCAGCTGAGTGATGAACTGGCTG
CATCCCTGAGACAACTTAAGCCAGAGGGCAGCGTTCTCAAGGACCGCTTCAAGAGTCTGC
AGAAGAGGAACCTCATTGAACCCAGAGAAAGGGCCAAGTTCAAGAGAAGACTCAAGGTCA



AATACGTGGAGAAAAGAGCCTTTCGACAAATCACATGACTCTTCAAAATAA
>CL1Contig357
TTCGGCACGAGGGGTCGCAGCACCTTCCTCTGTCCTTCAACTGGAAAATGTACTACAAAT
TCAGCGGATTTACTCAAAAACTGACGGGCTCTGCTCCCACGGTTGCCTACAATCCTCAGG
GGCTGAAGCCATCTATCCCTGCTGAGTCCCCCACAATGATCTTCGCCACCCCCACCAAGG
TGGTGTCAGAAGCGGGGGCTGTAGCAGAGTACATGGGAACAAACAAGGTTCCTGATCTCC
AGAGGTTTTTCCAGACATCAGACGGCGTCCCCGTTCATTTAAAGCGCGGGTATCCCGACA
AGCTTCTGTACCGCACCACCATGGCTCTGACTGTAGGAGGCGTCGTCTACTGCCTGGTGG
CTCTCTACTACGCAGCCCAGCCAAAGAGGGGGTGATCAACAAACACCAAGGATTTTCTTT
AAGCACCTGTGACTTTCTGCTGCTCGCCATTCAACCTCTTTGGACTCTATAAGATGAGAA
TTTATCACTTTATACCTTCTCTTTCACACCAGAGGGGTTGGGCCCACTTGACCAAGGTTC
AAAATGTAGTGAAGTGAAGAGAAATAAGTTGATGAAACTTGTTTAACAAGTAAACGATTT
AAGACATTCAGATCATCATTTCTTTATTTACTATAATTCAATCAGAATTTTTTTGGAAGG
TTTTCCTGTTATTCCTGTATATTCTGGCCCCATAATGTTTATAACTACACACACACAGAA
CAAAACAAATGATTGCAGTAAAAATGTCTGCTTTGTTTGGAAAAGATGTATAACTTAATA
AATTTTAAA
>CL1Contig358
CTGGAAGGCAGANATCTGAGAAGAAAAGCGTGCCTCTGTTTCGTGTAATTGGCCCTCCAG
AGCAGCTTTCAAACTGAGTTGAGACTGCAGCTCTATTTGCAGGTTTTGAAGTGTCCGATT
GAGATCTGAGATTTCGGACTTTGACGAGATTAAAGTTTCTTGTTTCACAGACATCTCTGA
CTTCAGCCCCTCTGCCTTTTTATCGTACCACTCTTGAAGTTCTTTCTTGTTTTTATTAGC
CATGGCCTCGTACTGCTCACGGATCTCAGCCATGATGGCACTCAAGTCCTCCTGTGGTTT
TGCGTCCACCTCAACGTTGACCTGACCAGTGACCTGAGTCCTCATTGACGCCATTTCCTC
CTCGTGGTTCTTCTTGAGGAAGACCAGCTCCTCCCTGAGGCCTTCGATCTGGAGCTCCAA
GTCTGACCTGGCAAGGGTCAGCTGGTCAAGCACTCTCCTCAGCTCAGCAATGTCTGCCTC
CACTGACTGGCGCATGCAGAGCTCGGTCTCAAACTTGCTTCTGAAGTCATCAGCGGCCAG
CCTGGCGTTATCCAAAGAAATTTGAATGCTTCCTTTGGTACGGTACCCGTCCTGGATCTT
TCCCTGCAGTTCTACGATGGTGGCATAGAACTTTGAATAGTCACGGCCGGCGGGGGCAGC
TTTGCTGTCCAGGAAATTTCGGATCTTGAGCTCGAGCTCACTGTTCGCCTTCTCCAGGGT
GCGCACCTTCTCCAGGTAGCTGGCAAGCCGGTCATTGAGGTTCTGCATGGTGGCCTTGTC
ATTGGCTCCAAGTTGGAAGTCTCCACTGCCTGCACCGCCTGCACCGCCAGCAAAGCCTGC
ACTACCTCCTGAGCCAAAAGCAAAACCACCAGAACCAAGACCACCTCCGGCCCCAAAAGA
ACCAGAGGAAACAGAGACTCTGGTCCCTCTGCCGCCTGAGCCAGCATAGACGCTGGAAGC
ATATCTTTGATTCAAGCCCATACTTGAGCCTCCTGCTCCAGAGGAGCGTGAGGACAAGTG
CATGCTAGAATAGTTACTCATTGTGCAGTGTGGTCGGAGATCGGCCTGCTTGGAGAGGTG
GAAGCTGGCTGAGATGTT
>CL1Contig359
TCGGCACGAGGATCCAGTCTAATCTTCAGCTATTTTTAGTGATTCACAGTTGATGTATGT
TTATTTGAGGCTCGCTCAGAGAAAACTCTCCACACGATGAGAGCCAAGTGGAGAAAGAAG
CGCATGCGCAGGCTGAAGCGTAAAAGAAGAAAGATGAGGCAGAGGTCAAAGTAAACGCCT
CTCCGCCAGCTGCTGTCCCATCTGAGCCCCTGGGTGACTGATGCATCTCACCAAAGTGGA
TTGCCTCAAGTGTCCATGGATGAAATCAAGACCCTCATTACTGGCTGAAAGAGTTTCAGA
AGAACCGGATGTGGAAGTCTTGAATTGAAGGAGGCGAGGATGCTGGAAGAAGATAAAACA
TCAAGTCTGCAGCTGCACCTGTTCATGGACCAGAATACATCTTGTTTTCACACAGCTGTC
ATGTGGTGTATTGAACAATAAATGAACACTTCCAAGTTTAAAAAAAAAATATCGTTATTA
ATAAAGGGATGACTATTAACATTTATACATGAAGTAATTTAACTACTCCAGGAATAATGA
ACGTTTCAGTGTAACTTAAATTTGGATTTATGAATTTTAATGTTAAATAAAACCAAATAC
TTCAAAGCCAAAAAAAAAA
>CL1Contig360
CGGCACGAGGCTGACCTGCTGCAGCGTCCAGCTGCCAAACTGGAAGGTCCAACCTTCTGA
AAGGTCCTCTCATCTCCCCCACAGGGGGTTTGGATTCTTTTGTCCTCCCAGTTCACACCC
ACCTGTCGTCCCACTATAAAGCAGCCGGGCATCCCCCCCAAGCAGGTCAGTCCACAGACT
CCTGACCCCCCACCACAGAGCAGCATGTTCCACGCCAGCCCCTTACGCGGATGGATGCGC
GCTCCAAGCGTGCACGGCGGAGCGGGAGGCTGTGGCACGCGCGTCTCCCTGTCCACCTGC
GCCGGCTCTTGGGGGTCAGGACACGCGGACACGCCCGCGCACTGCAGCGAGAAGCTCACC
ATGCAGAACCTCAACATGCGCCTGTCCAGCTATCTGGAGAAGGTGCGCTCTCTGGAGGAG
GAAAACAGGAAGCTGGAGCTGAACATCCGGGAGCTCTGCCTGAAGAAAACAGTCGCTCCT
CACAACTTCAGCAGATACTTTGAGACGATCAACGACCTGCGTGTGGAGATCTCAAGGAGA
TGCTCAGTAAACCAAAGCCTCACCCTCCAGGTGGACAATCACAGACTGGCTGCAGAAGAC
TTCAGAATGAAGTATGAAATGGAGCTCAGCCTGAAGAAAGCTGTGGACGCTGACATGTTC
CGCCTCAGGAAGGTCAGGGACGGCCTGACCCTCGGAATCAGTGACCTGGAGATATTCGTA
GAAAACCTACAGGAGGAATTAGTGACTCTGAAAAAGAACCACTCGGAGGAGATGCATCAG
CTGCAGGCGGGGCAAACCAGCACAGTGAATGTGGAGGTGGATGCTGCAAACTCAGTGGAT
CTGACCGAGGTCCTGGAGAAGGTCAGGGTGAGTTATGAAGCTGTGCTGAAGAAGAACAAG



CTGGAGCTGGAGGCGTGGTACCATTGCAAGATGGAAAGTCTCCAGAAGGAGATTGTTTCA
TGCACAACAGAAGTGAAGACATTTGAAACCGAACTGACAGAACTGAAGAGGACCTACCAG
AGTCTGGAGATAAAGCGGGAGTCCGTCTGTGCTGAGGTTCAGCTCCTGCGTGAGAACCTG
GAGGAAGCAAATTCTTTTTGCAGCATTACGCTGAGTCAGCAGCAGGAGACCATCTACTCA
CTGGAGATGCAGCTGCAGGAGCTGAAGGTCTCGCTTCAGCAGATGCAGGTGAAGTACAGC
ATGCTGCTGCAGCTCAGGATGAAGCTGGAGGCGGAGATCGCTGAGTACCGGAGGCTGCTG
GAGGGAGAACACCAAGAGAAAAAGAGAGATGTGATCATTTGCAGAGTGACGGAGGAGGTG
GAAGAGCCAAAGCACCACATTGAGAAGAGGGTGAGGACCATCGTGGAGGAGATCATCGAT
GGGCAGGTGGTGTCCTCCTCTCAGAAAACCCAAGTGCAGACCATTCAGTGACCTGCCTCC
AGTGTCTGACAACAGGAGAACTGTAGGCTTCTCTGGTCTGTTTCACTGGGATGGCTGCAG
AAATCCGAATCGTTAAATCCCTTGTGACTTGGTGACTGTGAAACAAAAATGTAATAAAAG
TTGAAAACATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTTGGGGGCCGCC
TGGGCCTTTTAAAATT
>CL1Contig361
GAGGGTTCTTTCTGTGGTTCCTGAAAGTCGCATAACACACTGTAAGTTCTCTTTGGAAAA
AGTTCAGTTGCTTTAAATGATGGCTTAAACATAACTGTAACAGAAGCCAAATGCTTTAGG
TTTTATGAGTTCCAAGATGAAGATTTTGACTGCAAGTGATCCCTTTATCCAAGTCGGTAC
TGGGCTCTGTGTTCAACAGATATTGAATGAGTGGGCTCATGAGCCCACAACACTTCAGCA
AAGATGCTCTTTCTGTCAGCACACTCTTTGGTTTTGAATGATTACAATCATTTTAGTTCA
GTTTAGGAAAAGAGCATGCTGGGAAATCATGCATCCCATCTCAAACCTGACCAAGATTGC
TGCTCATATTAAAATCTCGCTTGTCCTGATTGATGGTGCGCCAGTTTATATGAAGGGACC
AATCTTTGGGCATCTGACAAGACTGGCAGCCTTAACGCTTGTAATTTATTGCAGTGTTTT
ATTTTTTATTTTTATTGTTTGTTTGTTGTTTTTTCATTCAAGTTTTTATTTTTTATAAGC
AAAAAGATGTAAATTGAGATAAAAAAAGTGCATATCAACACAAAGATCATTGTAAATATT
GTTGTTGTGTGTAGTGTTTTAGAAATTCTATAAGGTCTTAAATCACTACAGATGCTAGCA
TAAAGAACAAGGCTTCTGATGGGGTGGGGGGTGGGGGTAGCTCGGGGTTTATCGTGTGCC
ATTTGAGTGCTCGCGGAGCTTACACAAGAACATCAATGTTTTTACATCACTGCTTCCAAG
CACTTTTTTCGAAATAAAAGGTCTTACCATATAAATTTTAAATTCCTCTCATAGTCTCAG
AGATGTTTTAGAGTCCACGCCCCCTCCCCTCGTCCTCTGTTCCTAACATACGGCTGCAGC
AGAGAGAACTCATATGTCAGATCCATTTTCAGATTCCATAGGAAGTTCAGTTTTCTTGAG
TCCAGATGGCTCGTCTCTTTAGCCGGGAGGTGGGGAGGATGACACTAGAAAAACACTGCA
AAGCAACAGCCAAAATGAACTTTACTTCATTATCAGGAAACGCCCACACCCAAACCAGTG
ATACAGCCCACTCCCACATCCTCCAACTATTTTTCATAGAAGAAAAGAGGGGTAGAGGTA
ACTAAATTCAAAATATATATAATTATACTTTCTCTGATTGTAAGGAGAGGCATTCTCCTT
GATTGAAGCCATTTGAAGCCACTTGTCAAAACTTGATGTCAGCCTTATGTGGATCTGTTT
GCGTATCAGCCTATCATCTTTTGATTATTAAAATTTGTATGATGGGCATTTTCTTTTATA
CCATCATTGTTATTGTCAGAGTACTCCAA
>CL1Contig362
TTTTTTTTNNGNNTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT
NAACGCTGTTAGAAGAGTTTATTACACTCTGCGTTTTTACTCAAATCAGGTCTGGTTTAC
TGGTCTTTAGTCAAAAAGACCGAAGCCCATGTCCTCGTCGGACTCCTCAGACTCCTCCTT
AACCTCCTCCTTGGCAGCTGGAGCAGCAGCGGCAGTTTCTGCAGCAGCTGCTGGTGCTGC
AACAGCAGCAAAAGCAGTTGGATCTGCCAGGAAGGCTTTGACCTTTTCAGCTTGAGGGAA
AGTGTAGTCCGTCTCCACAGCAACTGCCAGGACTCTCTTGTAGCCGTTGATGACAGAGTG
GGGAATGGAGGCCAGAGTGGGATAGCCATTGTCATACACCTGCTGGATGATGAGTCCGAA
GGAGAAGGGCGAGATGTTCAACATGTTGAGCAGAGTTGCCTCGCTGGCACCGACCTTGTC
ACCAGTCCTGATCAGACCAACATCACTCAAGATTTCAATGGTTC
>CL1Contig363
TCGGCACGAGGAGTGTGTGGTGTGAGACGTGTTGGGGGTGGTCTAAGAAAGGGAAGTGAA
TGGTGGTGCGAGGATGTAAGGTTGGCTGTAGCTGAGAAGAGATGTGCGTACGAAGTATGG
CTGCAGAGAAAGGACAGGGAGTCATATGAGTGTTATAAGGAGAAGAAAAGGGATGCTAAG
AGAGCTGTGCGTGAGGCAAGAGCGGCTGCGGACGAAAGGTGGGGCAGACAGTTGACTGAT
AATTTTCGAGAGAAGAACGTCAACCAGGCTCTGCTGGACCTGCACAAGGTGGCCTCTGAC
CACAAAGACCCTCATCTGTGTGACTTCCTGGAGACCCACTACCTGAACGAACAGGTAGAG
TCCATCAAGAAGATTGGTGACCACATCACCAACCTCACCCGCATGGATGCTCACACCAAC
AAGATGGCAGAGTACCTGTTTGACAAGCACACCCTGGGCAGCCAAAGCTAAAGGAACAAC
TGGAGGAACCTTCCAGATGCAGGCCTCAAACCGTCCTGCTCCACCTGCTGAAAAATGTCT
TGAATCCGTTGGCTTTTGTCATGTGACTCTTGCCCATCTTGATGGGTTTGTCTGAAGTGT
CTTTGAACCTGAATAAACATTTTGAGCTGGAAAA
>CL1Contig364
GAGGCGAAAGTTCTCAGCTCCTCGTCACGGATCTCTGGGCTTCCTGCCCCGGAAGAGAAG
CAGTCGCCACCGCGGTAAATGCAAGAGCTTCCCCAAAGATGATCCGAGCAAGCCCGTGCA
TCTGACCGCCTTTCTAGGCTATAAGGCCGGCATGACCCACATTGTTCGGGAGGTTGACAG



ACCGGGCTCAAAGGTGAACAAAAAGGAAGTTGTGGAGGCTGTTACCATCGTGGAGACGCC
TCCCATGGTCGTGGTAGGAGTCACTGACTCTGCGCAAGTCTCTGCTGGTGCAGACCAGCC
GTCGCGCGCTGGAGAAAATCGACCTCAAGTTCATCGACACGACCTCAAAGTTTGGTCACG
GCCGCTTCCAGACCATCGAGGAAAAGAAGGCCTTCATGGGACCCCTCAAGAAGGATCGCA
TTGCCAAGGAAGAGACCGCCTGAGGCCCCTGACTTCAAACCACATCTCTGCTGCGCTCTC
TGTCATCCATGTTCATCTGCAGAGTTGTTTAATAAAAGAAAAACCG
>CL1Contig365
CGGCACGAGGGAACGGGCGGACTCTGGCAATGTTTTTGAGATGATAAAATCCTGTCTTAA
CGACATTTTTAATGTGTGGGATAAAATTTAGCTCAGAGTCAAAAAGTACGCCCAGGTTTC
TCACACATTGAGAAGGTTACACCCAAGGCCAGATATAGACTGCCCCCCAAGATGCGATGG
CTTGCAAAAATTCCAATTAACTAAAAAAAAATCTTCTTCTTCCTCCTTTGGCTTTTCCCA
TCAGGGGTTGCCACAGCGAACAAGTCGCATGGTAAACTTGGCAATGTTTTACGCCGGATG
CCCTTCCTGACACAACCTTCTCAAACCGGGCTTGGGACCGGCACAGAAGTAGAGAAGGGA
ACAGGGAGCAGCCCGGAGTCGAACCCTGGTTTCACGGACGGAAGGCGCCACAAACCAGCA
CAAGCTAAACCGGCTCCCCTAACTAAAAAAAACAAAAAACAAAAAAAAAATGAAAATGGC
AAAAAAGAAATCCCCAGAAACAAGAAATGAACAAAAAAAAACACAC
>CL1Contig366
TTTTTTTTNTAAAGTACAACTCACAAAATAAAAGTCCGGTTTATTGTCAAACAACAAAAC
TTCGCACATACATCAAAACAGGCCGTCATAAAACAAAAGTCGCTGACAAAAACAAAAGAA
AGAGGCTGTCCTCTTTGGCCTTACCCCCCCATACAAACAAACTAGTTATGGTACAGCTAA
AGTACATACATTAAATTTACTGGAATGCTCTGAGTTCAACGGCGTTTTGCATTTTTTTAT
TTTGTTTTTTACACGTTTTTCTAGCATCTGTTGATATTGTAACATGGTCAACCAAGTAAA
ATCTTTTGTCAAAGAAGCACCGATTTGGTTTGACAGATCGCTGCTGGAGGGAGCGGCCCC
TCCTAACAATATGTACAAAAATATAAAATGTAAATAAAAATACAAACAAATTCTCCTTTT
GAGTTGTTGAAGAGAAGCTGGATTTCTGGGTTGGCTTCTTCTAGAAAATTTGCAGCTTAG
AGGGTAGATCGATGTGGATGAGCTCTACTTGCTAATGACCATGTTGATTTTTATTATTAT
TTTCCTTTAGATCAGTCCTCCAGCGCCCCCGCCTCACAGGCCGCTGCTCAGAGGTGGGGG
CAGGAAGTGGTTCAGCAGGAAGCGCATCAATCGTCATCGTCAGTTTTCTGCTTCTTGGGA
TCGACGTCGTCCTCGTCGTCCTCATCGTCGTCCTCGGCCGGCCGTTTGGTACGGCCCTCG
AGTTCTTCTTCGTCATCCTCGTCATCGTCCTCGTCGCCTTCTACGTCATCCTCGTCCTCT
TCGTCCACGTCGTCCTCATCCTCGTCGTCCACATCGGGCTCGCCGTTCTCCTCGTTCTCC
TTTCCATTGGTGGCAGCATCTTTGCCGTTTTCCTTCTCCTCTGCCAGCTTCTTCTCCTTC
AGGTCCTTGGCAGAGATATCCGAACCAGAGCCAACTTGTGTATCTGCCATTGTTGCGGCG
GAGAAAATAAAGACTGAAATCAAAGAAGAAATTAATCCTCCGCGCGCTTCCTGAATCTTT
ATTGTGCCAGTGGCCCCCCGGCCATAAGGCCCGGGT
>CL1Contig367
TATTTTAGCTAAGTTTGAGTAACGATACAGCCTCCACATAAGGCTCAGAAGCAAAGAGTA
TAATATGTATGCATAAATATGCATTCAAAACCACAAACCAAATAAATAAATAAATACTTA
CAAATAAATAACAAGCATTTTTTGTGGAATATACAGTACATCAGTTCCAATGTTTCAATA
TTGTCAAGAAGCAGTATTTCATGAGGTTATGGAATCGGGGAAGGAGTGTTTTCTCTGAAA
TGCTCAGATGCGTTGGTGAACAGTACCCTGTCAAGTTTTCAGCAGCGGATTAGACGGCTC
TTTTATATCTTTCAGGATCAATTTTCAGGACAATTAGGCTGTGGCAAATGCACATGAAAT
GACAGAAATGGGCTATTCTGTTCACAGAGCCAGTGACCTTAACGGCACAAGAACCAAGGC
GGCGCTTCATCCACTTCTGAAGTTCCTAATACGAAGGTTTTATGGGTAAAAACACTCAAA
TAAAATGTTTTAGCAGCAAGGGAACTCATCCCTGCATGATTATTTCCACAATTAACTTTC
CTCCAGCTGTGTGAAATATTAGAATCAATACTTTGTGCCGTACTTCCCAGCATGAAATAT
TTTTTTATTTTTTTTAAGGGGTAAAAGTGAACGGAATGGAGTGATATCTACACTGATGAA
CCACTGCTACAACCTTTGGGAGTCGTTTGCATACGCTAAGCTGTAAAAACTAAAGTTTGG
TTGTCCTACTGTGCAACACTTATTGTTAAAAATGTCTGCTAAAAAGACGCTGGACTGCAA
TCATGCAGATTTTTGTGAAGACATTGACGGGGAAGACCATCACCCTCGAGGTAGAGGCCT
CAGACACTATCGAAAATGTCAAGGCTAAGATCCAGGATAAGGAAGGAATTCCCCCTGATC
AGCAGCGTCTGATTTTTGCTGGAAAGCAGCTCGAGGATGGACGCACCTTGTCAGACTACA
ACATCCAGAAAGAATCAACCCTTCATCTGGTTCTTCGTCTGCGTGGTGGTATCATTGAGC
CTTCACTCAGACAGCTGGCTCAGAAATACAACTGCGACAAGATGATCTGCCGCAAGTGCT
ATGCCCGTCTGCACCCACGTGCCGTCAACTGCCGCAAGACGAAGTGTGGCCACACCAACA
ACCTTCGCCCCAAGAAGAAGCTGAAGTAAACATTTCAGTTGAATTGGCATTTTGTGCCAT
TTGGTGTTAAAATAAATGTTAACAAAACCAAAAAAAAAAAAAAAAAAAAAAAAGCCTGTG
GAAAAGACGAAAGGTATTGGAAGCTGCAAGTGCAAAAAGTGAGGTTATCTTTAAAAAAAG
TTGCAGCTGGTGACATATTATTTTTGTTTTTCAGATTCCCTAAGTATCTAATATTCTATC
ATGTTAAACTGTGTTACTTGCGTTACAATTGTTCAGCTTAATTAATTAAATCAATGAGGA
AAAAACTGGGCTTCTGACAGTGGGGCCAGCTTAAAGAGAAAACTTCAGATACCATTGCTC
CACAAAGGGAAGGTATTGTTAATAGTAAAACTATTTAACCTTTTTAAATATTCCCCCCCA
AAAACCTATGCAAAAGTAACAGCTGTCCAAATTTGTAGTCCTGCCTTGCCTCAGTCTAAA
GCATTTAAAGAGCTATGGCAGATTATATTTGTGATATTTAATGGCCCATAAATCTGATCA



TATTGGAGCTTGTGTACTGTACTAATGGACCTCATCACAATGGAAATTGGATAAAGAGAA
GGTAAACCAGAAAAAAAAAA
>CL1Contig368
ATTTGGCTCAGAGGTTTTTCACCGTCTCCGTCACTCTTGTATCAGAGGACAGTTCATTCG
TTGTCCAGGTGGTACGCTCGTCCGTACAGACAGGCGGTGATCAGGCCCCCGCTCATGCTG
CCGTGTTTCATCGCCACTCTTCCATCCTCCGTTTTCTCCAGCTGCTCGGGCTGCTCCAGA
ACCATGGGGCTCACCAGAACCGACGGGTACACGTATTTGGTATCAAACCTGCCCTCCAGC
ACAAAGTCCATCCTAGACTCTGCCTCTTCTACCTTCTGTCCACAGGAGCTGGCGTCCTCA
CTGGCACAGCGCACAACTGCACAGACCTGCAGACTGTAGCGTCCGTTCACTGTGTGCAGC
CCTGAAAAAGCTCCAAGTGCATACAGCTCTTTGCTTTGTGCCATCCATTTGTACTGCAGC
TGACAGCAAAAAGTGCCGTTGCAGACTTTGACATTGTCCTCCATCTTATTCAGGAGGACG
AATGTGAACGGGTCGTGCATCATGTCTGAGATGAAGGATGTGGAAGCAGGGTCAGCAGAG
AGGTCAGCACAGCTCTCTTTGGCGCAGTGGTCAGCAACCGCAAAAGACGGAGATGGAACC
TTTGCTGCCACATCCGCCCTCTCCTCCAAGACCGGCACTCTGGCCACCAGAAGCCTGCCC
TCCTCCGGGTCACCTGGTTGGGCGTGGTGGTAAGTTGCAGAGAACGGAGTAAAGATGCCG
CTTCCAGTCATGATGAGGCCGTCGTTGCGGGTGTTGGCGGCCAGCAGGGTGACATTGGCG
CCCAGGCTGAAGGCACGCTGAAACTGGATGGAGTCCAGCAGAGGGAGCGCGTTCATCCAT
GCAGTGGGGAAGATCAGCTGACGGACACCCCTTTCCACAAGAGTAACTGTCGGGTCATGG
AAGAGGATGTCGAAGCAGATGATGAGTCCAAACCTTCCCCCAAAAGGTGTGTCAAATGTA
ATGATTTCAGGCTGTGGGGGCGTGTCAAAGGAATCCTCAAAGTAGAGGTTTTGTTTATGG
TAGCGTGCAACAAGCAGGCCTTCAGAGCTGAAGACCACATTGGTGTTGAACTGCCAGCGT
CCATCAGGGGGGCAGGATGAGGAGGGGTCACTCTGCAGAGGGCAGGGTTGCAGGTCGGGC
ATGTTGGCCACCACATAGAGCTTGTAACGGCGAGCAATACAGCTTAATCGCTGGAGAACC
TCAGTGTTGTTGTGTCTGCCGGGCTCCATGCAGGGGTTCCAGGTCTCCTGCTGGGGATCA
GGGATGGTTTCCAGGTATCCAGAGATGGAGGATCGAGTGAAGTTAAAGCCATGAATTCCA
TCCTCTGGAAAGACCAGGATGTCAACCCCCTGCTGCGCGGCGCGCGCGGCCTGTTCCTCG
TAAACATCAAGGTTTTTCGTCATGTGCTGAAGGGCCTCCTGGCGGGTCACCGGGACCCGG
GGGTCTGGGTTTAAGATGACCCTGTGCTCAAACACGCCTGCAACGTACGAGTTTGCGACA
GTCTCTGTTGGAATGGTAAAAACACCGACTAAAAAGAAAAGGCACAGCATTGTGCCTTGG
TGGTGAAAATGAAACTTGTGTTCTGGAACTACGACCGATGAGCCGAGGTCATTT
>CL1Contig369
AGTTTTTTTTTTTTGTTCAATAGTTTATTGTAGAGAAATTACAAAGACAATCAAAATGAA
TGTCAACACTGTATGTTGGGCATCATCAGCTCTATACACTGACCTGTAATCAGGCACAAA
GTCTTTTAAATATAAAAAATAAGCTATTCTCTCAAAGAGGCTGTTATTTCCTGAACGCTT
CAAGTCTTGTGAATCAACACTAACTAGATGACTCAATGTCCAAAAGCTTCCCTTCTTTTC
TGAAAAATGTCGCGGCTCCCTGGCGTAACAACCGCCGTGTGGTTTGTGGTTACATGCGAT
GGATGCTGCTGTGATCCATGAACTGCTTTAGGTTGTGCATGTTGTCCCACCACTTGAAGA
GGAAAGTGTCGGCGATGAGGCTGAACCAGGGCGTGACCTCCAGCTCCTTGCGCTTGGCCT
TCTCCAGCATGGCTTTGAGCTCTTCTTTGGTCACGTAGCAGTGGCTTTTGATCTCATTGG
GATCTGGACTTAGGTCAACATCCTTCTGCACAAAGAGTATGTAGTCGATCTCATGTTCTC
CCCAAACACCATCTGACTGGGCCTTGTAGTGAATTCTTGTTAGATATGTCATTTCTTCTG
GAGTTACCTGCTCCAGAGGGATACCCAGCTCAGCTCCCAATCTTCTCTGAGCGGCTCTCC
TCACCCCCAACGCATCCTTCTCCTCCAGCTCGCTGTCTGTGTGGAGAGGATGACTGCAGC
AGGTGTTTGTGAAGCATCCAGGAAAGGTGATTTTGGCGTCAGATCTCTGCTGGAGGAGCA
GCTTCTCCTCACTGTTGAAAAGGAAGACGCTGAACGCTCTGTGCAGTAACCCTTTATCAA
TGTTAGAGTTGAGGTGGCAGTTCTTCTTGGTGTCAGCGCCGATCTTGCGGTCGTCCTCGT
CGATGAGGATGCACATCTCCGACAGCAGCTGCACCTGCTTCTCGTCCAGGTGGTCCGTGG
TTATCTCAGGCATGCCGGATGCTGACCCCAGGTGTCGCACCTGACTGAATATATCTCTGC
TGAAGGGATTGACAGCCTTGCTCCTCAACAGTGCTACTCCGTCGAAGCCGTTTGGTTTTA
GCACGGCGGCTCCCTGCCGGGTCACGCTCCGTAGCGCCGCCCACAGCGCTGGGGCCATGG
CCTGACCAAAACAGAGGACCAATCACAGAGCCGGAAGAGGAGGCTGCCCGCAAAACACGG
AGCGGAAGCACGTTTTCTTACAAACAGGCGCACCAAACACGCTGGATTTTGTCTGCGTCG
ATGCTCGCAACCCAATACGCGTGGAGT
>CL1Contig370
TTGTGTTAGTTTCACAAAGCAGTAGCACAGAGGCAAAAACTGAGGTCACTCACCATCTGC
TTCACTCAAGACACTCAACACAAAGACTCATCATCACTACATGTGGATGTGGTTTCTGCA
TGGACTGTGGCAGTCACTGCTTGTTTAATGAAGCTACAGTACAAAAATGTGAGATAATGA
TATCACATTATGCAAAATATCATATTTGACGTTTAAAATAAGGCATCTCACGGTTTATTG
TGCACCTCTGAGTTCTCATAGCACCAGAGCATCAGTGTTGAGGATGTTCGTCCATGCAGA
CGGGGTTTACTGGGCAGACAGAGACGCTAAGGTCGAAGCGTGAAAAGTTTTCAAGATGCT
TTTCGCACAGGATTAATGGATTGTGCAGGAGAAGCACAGCGAGGATGCAGGGGGGAGGAG
GAGGAGCGGGGGGGGGGCAGTATCCGGGCGAGTGGTGTTCCTGATCATCAGCATCCACCG
CAGCTCTTCCCACAGCTTCCTGCCAGCGATGCGCACTGGCCGCTCAGCGCCATGACCCCA
CAGCGAGAGAACTGATCACGACACAGGTCCGCTCTCAGCAGCTCCTCGTGGGCACACACG



GTGCGCACACAGATCTCCTTGTTGATGACGTACATTCGCCTCACGCTGTAGAAGCAGAGG
CTGTTGAGACACTGTTTGCAGGGCTTGTGGACCGAGTACAGCCTGGTGCAGGGGTACTGC
TCCTCCCTGCAGTCAAGAGGTCCAGGCTCCGTGGGCTCGGTCTCAAACTCAGATACGGGT
TTCTCTGGACGCACCAAGGGCTCGAGCTGAACCTGCTGCTGATACGTTCCAGGAAGAGGA
GCGGGACTCTCAGACTCCTGACCCCCTGGAAAGTAATCGTCATATTCTTGTTCGGAATAG
TTAAACGGATCTGAGTAATGCTGCTGAGCGAGCAGCAGAACTGGCATGCAGAGAAGCAGC
AGGGCTCTCATGGTCTCTCTGGGAGGTAGTCTGACTGGAATCACTGAAAGGACCGGCTTG
GATCTTTGATTCAATTAGCTCCAAGCTCTGCCGGCTCTGATGTTTTCTGTGAATG
>CL1Contig371
ATAGGGAAACATTGAATGTTGATATTATTATTAATAGCGAGCAGAAGAAAGCCGAAGGCT
GCTTCTTGAGCTCATGCTTCCTCCCGAGGACATGCCTCCTCCCATGCCTCCAAATCCTCC
AGCTCCGCCCCTCGTGCCGAATTCGGCACGGGGCAACGGCCATCCCATCGACATGTTTGG
AGCTCAGTTTGAGACAGAGGTGATGGTGTTTGGACCTGGACTGACTGAGACATCAGTGCG
GCTAACTGACGTTTGGATTTGGCAACTGGAGGGACAGTCAAGAGTAACTGTGGCTGAACA
GGAGTTTAGCCTGTCTGCTGGAGATAGCGTACTCATTCCCGAGCAGAGCAAATACCAGTG
GCAGAGAGAAGATGGGACAGTTGCTTTGTTTGTCGTCCAAAATCCAGAGCGGAAGAGATC
CTAAAAAATACCCTGGAAGACAGTCTTTAAAGAGGCATCAATCATTCATTAAACGGATGT
TAAAGCTCCATACTTCCTGAAAATATGTCCTAATCCTGCTATCTATTCACCTTTGTTAAT
TATTAATGGCAAATAAGCCTTTTTCAGAAATATTAAAACATTCTTTTAAAGTGACTGGAT
GAAGAAAGTATTTGGGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGCGGCCGC
>CL1Contig372
TTGTGTGGGAAGTGTTTGCATGCTCTGATACAGAAGGGAGGATTTCATCCAAATACCTCC
AGATGTTTCCACTTTCCTGCAGTTCGGACATCGACCTTATTCTTTTAATACATCATTCAG
GGCGGAACAAAACCACTACATAGGTTTATGCTCTTCAATCACGTTTATTTTTCTGATTTA
TAACACACAGAGGGAAAAAAACAGAAGAAATTTACCCTTTTTACCCACACCGAATCAATA
ATAGGAAAAAAAATCCCTAAAAGAGATATCGGCTTCAAGGATGGACAGAGAGAACAGAGA
GGATCCTTCATGCTCTCCTCATCAGCCTGGAGTCAAGGCTCACTAGCAGCATCCAAACCG
GACCTCGTAGTCCCAGCACTTCTTGAACGTTTGGTCTTCGTTGCGGCAAACAAAGCCCTG
GGTTGGGTTATAGATGTAGATGTTATCCCCTATGAAGGAGGCTAACAGGGATTTGGCTTT
AGCCTGGATGTACTGAGGAGTTTCACAGATCTTCCCTGGGTTTTCTGTCGTCAGGTTGCT
CAAGAGCTCCCAGTCTCCAGTTCCAGAGGGATTGTCTCTATCGAACCACTCGGTCCAGCA
CACTTTTTCAGAACAGTAAGCAGAGGGGCAGCTGAACCGAACTCTATAATCAGAGCACAT
CCCTTGTTTTTGGTCTTCATTTCTGCAGACAAATCCTGATGTTTTGTCATACTTATAGAA
GACTTCTCCTGTCTGTTTTGCAGGAGTCCCAGACAGAGTTGTGGCTTCAACGTCTACTGG
ATTTGGGCAGATTTCATTGGGGTACTGCTTCAGAAGGTCTGAAAGAGTCTCCCAGTCTCC
AGTTCCAGAAGGATCGTCTCGGTCAAACCACTGGGTCCAACAGTAGTATTCAGAGGAAAA
AATGGACCTTGTTTCTCTGAAAGCTTTAGAGGGCTCACTGCTCGGGTGAACTGGATTTAA
TTGATGGTGATTTCCAAAGGATGGTGAGACAAAGGTCACCACCAGAGCAATGGTCCACAG
TTTGATCATGGTTGCAGAAACAAAAGTTTCCTTTTCATCCCACAGGATCTCCAAGCAGAA
GATCCCCGGCCATAAGGCCCGGGT
>CL1Contig373
TTTCAGAAAAAAAGGTCATTGTATGCATTAATCATCTCAAGGCAATTTAAGAGACATTTG
AGTCTTTTCCAAAGCTGAGAAATTCCAGTGCTACGGTAACCTTCAATGCCTCTTTCTAAA
CGGGTGTATTTGGTGTCCACTCAGTCACAACATAATGTACATATTGGGTTTTAAAAAAAG
TTACCACAACATTGAAAACAAATGTATATTCAGCATCAACAAGTCAACATGATGCATCCT
TTTCCAAAGATGTACATACACACACTGAGATGAAATCAGTGTATTGCTATTTACAATATA
ACGTTACAATATGTGAGACCTTTGTCTATAAATAAATTACAAATTTGAAGCGACTTCCGT
GCAAGCTTGAGGGCTATTGATGACTTGGTAGTTTCGTACGATCGAATGATTGGCGATGAG
CATCACAGGCACTAAACTGAATCCATTCCACGAGAGAACGAAGACGTGAAGCCGAGGCCC
ATTCCCCGCTGGGTGTGTGTCTGGGAACGGGCCATCTCGTACTGGACGTCAAGATTTCGG
AACATCTCCTCCTGTTTCTGAAGAGTTTTTAGGCCTTCCTCGTTGATCGGTTTAGAGGCT
TCTGCTTCATCATCTCCCTTGATACCCATTAGTTTCCGAAATTTGACGTTTTGGTCCTTG
TTTCCAAAGTTTAGCTTCTCCCACAGCTCAGCTGTTTGGGACTTGTCCCCCTCTTTCTTT
CCCTGCCACAGCATTTTCCTCTTTTTCTCCTGCTCTGCAAACTTCATTGGGTTTACAGCA
GAGGGGTTGTAATAGGTGGGCACAGCAATACCAGTCTCTGCAAGAGTTTTGGCTTGAAGC
GCTGCCATCTGTGCCGCCATGGCAATCTGAGGCGTGACTTGTGTCCCAGAAGCCAGGAGG
GCAGCCACATTGAGAGCAGGGTTTGAAGTGGCTGCAACAGGAGCTGCTGTAGAAATTTCC
TGTTGTTGCTGCTGCTTTTCAAATATTTCTTTCTCCTTCTGCTCCTGTAGCTTTTTAGCT
CTTTCTAGTCTTCTGGCGAGGGCCTCTTGTGCATCCATAGCTGTGTTTCGACCACGGAAA
ATTATTGGGCTAACCGACCTGCTGCGGCTCTTTCTGATAACTTTCTCAA
>CL1Contig374
CTTTATTTCTTGGTCTCATTCATCTCANAGCAGGATTACACAAGGCCTGCCTTTCAACTC
CCTCCTTCCACCGGTGAATAAGCTTTTAAAACACAATGACAGTGAGATGGATACAGTAGT



CACCACAGAACTCAGTCATAACAACATCTAGGGCAGAAGGAGGTTTAAAGGGGCACACGG
ACACAAAAACACTTTTACCAACCGGTCGCCTCATAATGAAAAATGAAGGGACAGATGAAC
TCAAAACACTGAAACACTGCTGCTGCCGCCTACATATACTGTAGTAGATAGAGCTAAGGG
CAGTTAGTGTCTACTCCTTGGAATGCATGTACAGCAGCAGGTCAGCCACGCGGGTGCTGT
AGCCGTACTCATTGTCATACCAGGAAATGAGCTTGACGAAGTTGTCGTTAAGAGAGATGC
CTGCTCCAGCATCAAAGATGGAAGAGTGAGTGTCACCAATGAAATCAGAGGACACCACCT
GGTCTTCGGTGTATCCCAGGATCCCCTTCATGGGTCCATGCGCAGCCTTCTTAACAGCCT
CCTTAATCTCGCCGTAAGATGCGGCCTTGGACAGGCGGCATGTTAGATCCACCACAGACA
CATCAGCCACTGGCACCCTGAATGCCATACCTGTCAGCTTTCCGTTGAGAGCAGGGATGA
CTTTGCCCACTGCTTTGGCAGCACCAGTGGAAGCTGGAATGATGTTTGCGTGGGCACCAC
GTCCATCACGCCAGGCCTTGGCGCTAGGACCATCCACTGTCTTCTGAGTGGCTGTGTAAG
CATGAACTGTAGTCATGAGGGCCTC
>CL1Contig375
ATTTTTATTTTGAAATGACTGATTTTTTTCTTTTTGCCCATTCTGTTTTTCTTTTGACAC
TTTATTACACAGATGTCCATCACAATGCTTTTAAAAACATCAATTGATCAGTTGTTTTGA
ATTTTAAAAAAAATGATCTCAAACAAAAAGAACATTGAAAAATGGAGAGACAAAAATCCT
AATCTTTAATGAGGGAAAGAGGGGTTGAAACTAAATAATTAGATATGCTACAACTGAGAA
GTGGTTCCTCCTGGATTGGGATGACAAGCCTGGACCCACCACCCTGTGCTTTTTGAAGGA
GGACAGCCCATCACAGTGTAGTGTCCACAGTCTCCCATAATGCCCCTTTCTCCACGGGAG
ACTAAGGCAGTCCAACACGGTAGGTTACAGATTTCTTCACATTTATTCTGTTAGAAAGCA
AACATGTTTAACGGTTGGACTTGGCGACTCTCTCCAACTCGTCTTTCTTCTTGATTGCGT
AGGAGTTTGAAGAACCCTTGGCTGCGTTGATCAGCTCATCAGCCAGACACTCGGCGATGG
TCTTGATGTTCCTGAACGCAGCTTCTCTGGCTCCGGTGGATCCTCGTTAAAGGATTTAAA
GTGTACTCATTCCAATTACAGGGCCTCGAAAGAGTCCTGTATTGTTATTTTTCGTCACTA
CCTCCCCGAGTCGGGAGTGGGTAATTTGCGCGCCTGCTGCCTTCCTTGGATGTGGTAGCC
GTTTCTCAGGCTCCCTCTCCGGAATCGAACCCTGATTCCCCGTTACCCGTTGTCACCATG
GTAGGCACAGAAAGTACCATCGAAAGTTGATAGGGCAGACATTCGAAAGAGACGTCGCCG
CCACGGGGGGCCAGCGATCGGCTCCAGGTTATCTAGAGTCACCAAAGCGGCCGGGGCGCC
CCCGGAGGAGCAGCCCCGCATGGGTTTTGGGTCTGATAAATGCACGCATCCCCGCAAGGG
TCAGCGCTCGTTTGCATGTATTAGCTCTAGAATTGCCACAGTTATCCAAGTAACGTTTGA
GCGATCAAAGGAACCATAACTGATTTAATGAGCCATTCGCAGTTTCACTGTACCGGCCGT
GTGTACTTAGACTTGCATGGCTTAATCTTTGAGACAAGCATATGCTACTGGCAGGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGCCTCGTGCCGAATTCTCCAACATGG
CTCGAGGACCGAAGAAGCACCTCAAGCGCGTGGCAGCGCCGAAACACTGGATGCTGGATA
AGCTGACAGGAGTGTTCGCCCCCCGTCCCTCCACTGGCCCCCATAAGCTGAGGGAGTGCC
TGCCCCTCATCATTTTCCTGAGGAACCGCCTGAAGTACGCCCTGACGGGGGATGAGGTGA
AGAAGATCTGCATGCAGAGGTTCATCAAGATTGATGGCAAAGTTCGCACAGATGTCACCT
ACCCTGCTGGGTTCATGGATGTCATCAGCATTGAGAAGACCGGGGAGCACTTCCGCCTGA
TCTATGACGTGAAGGGCCGCTTTACCGTCCACCGCATCACTGGTGAGGAGGCTAAGTACA
AGCTGTGCAAGGTCAGGAAGATCATCATCGGCACCAAGGGAATCCCCCACCTGGTGACCC
ACGATGCCCGCACCATCCGCTACCCCGACCCCCTCATTAAGGTCAACGACACGGTCCGCA
TTGACCTGGAAACCGGCAAGATCACAGACTTTATCAAGTTTGACACCGGTAACCTGTGCA
TGGTGACTGGTGGCGCCAACTTGGGGCGTATCGGTGTGATCACAAACAGGGAGCGTCACC
CCGGCTCTTTTGATGTGGTCCACGTCAAGGACAGCACCGGAAACAGCTTCGCCACCAGGC
TCTCCAACATCTTTGTTATTGGCAAGGGCAACAAGCCGTGGGTGTCCCTGCCCAGAGGAA
AGGGCATCCGTCTGACCATTGCAGAAGAGAGGGACAAGAGGCTGGCGGCCAAACAGGGCA
GCAGCTAAAGTGTGGGCGGAGCCTGAGCAGTTCTTTCCAAATAAACATATTTACTAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL1Contig376
GGCCTCTCATTGCAATTAGCAGGTCTTTAAAAACACACACACACACACACGAGAGCATCC
CTTCTTGGTGACGAGCGCTGGCTTCACAAGGGCTGGTGTGGACGTGGTCGATGTGAGGAA
GAGGTGGGATCTTGTTTACTCGGTGCTGACCTGCGTGACCTGCGCGTCAGCTGTCTGGCT
GGTGGACTGAATAAACATAGGTTGAGTCAGCTCCTGTCCTGCTGGCATCGTCACTTGCTG
GATCTGGTACAATTGCTGTCCATCAGTAAACTGGCTGAACTGCTGCTGTCCTTGCTGCAC
CTCAGTCTGTGTAATCTGCTGGGTGTTTGCAAGAGTCTGAATCTGTCCCTGCACCACTTG
CGCTCCAGACACAGGCTGGGCCAGACGGATGTATTGCAGCTGGCCTGTATTTAGTTGCAC
CGGGATCTGCTGAATCTCCCCCGTGTTGGTGATGATCTGCTGCATGACCTGCATGGTCTG
GCCTTGAGCCTGGGCAGACTGGGTTTGACCCTGAGCCGCAGCAGCCTGGACGATCTGCAC
CTGCTGGCCCTCACCCACCTGCATGGCGACTGGTGCGCTCGTGATGGGGGTGCCTTGTGA
TTGAACCTGCACCTGCTGTAACTGCTGCATGGTGGCACCCTGCAACATCTGTCCCTGCTG
CGGCTGTGTGATGATGATCTGTCCGGGCTGGATGGTGGTGGGCGTCTGTGCACCGGGCTG
CTGGCCCTGCTGTGCGCCTTGAACCTGCACGGTCCCAGGCTGTTGGGCCAAAGTGAAGTA
GTACTGCACCGGCTCTGCGGGGGCTACGGACTGACGCATCTCCTCCTGTCGTTTGGGGGG
TTTTAGGTCGTCCCGGGGCACAATGTCAATCAGGAAATCAAACTGGTCGAACTTTGTTAT



TGCCATGGCAATATCGTTCCTCTGTAGAGTACGCCTCTTGTTGTCCTCCGTGTGGATCCA
CGCTCGGAGGGTGAGCTCTGTGATGAAGATCTGAGCAGCTTTGGCAAACAGTACAGGAGC
CTCGGCGCTGATCATCTTGACGTCTTCATCCAACTTCATGATTTTCTTGATTCGAGCCAA
AGGCAGCTCCTGCACACGAAAGTCCTTCAAAGTCAAGTTCCTGATCTCCTCCATGACACG
TGGCCAGAAGGACTGCAAGGTTTGCTGAGCATCGCTGACTCCCGTCCCAAACCCATCTGC
AGACATCTTTTAATTTATGCTCTTTTGCGGCTTCGCGGTGAAGTCCAGTGCGGCGTATTA
TTTATTTTATTTAGCTTGCAAAGGGAAACAAGATGGCTGCTACCTCATACCGG
>CL1Contig377
GACTTTATTAACATGTTGACCCCCCCCCCCCAGCCCCCCTTCANTGCTGGATGCTCTCGT
AAACCTCAAANTTGTAGGAAACNCCGTTNTCCTCCTGAAGCTCCTGAAACNCTCCNGGGA
AACTCTGGCAGGAAACGGAACTGCTCAGGCCGGATTTCAGGGAAAAATGNGTCNCANTCA
AACTGCTTCTGGACNCGNGTCANTNTCACCCTCCNGGGNGCCGGGCTCTCCNTCATTTCC
TTATAAATGGANCTGCCNCCAATNATCCNCACCTGGTCAGCCCGCTNAGCCAGNTCCAAG
TCCNCAANCCTGANCNCCNCGGCAAANTCTGCCNCCCCAAAATGANCTCCNNCTGGGGGC
NCCTTCAACTGTCTGCTGAGGACAATTTTNATGCGGTTCTGCAAAGGCCGGTTCTTCTCA
GGGATGGAAAACCNCGTCTTCCTGCCCATGATCACCANATTCTGCCNACCTGCCACTAAG
GGNG
>CL1Contig378
ATGCTTTAATAGTTCATCATAAAATACTAACAAAAACATGCAGATTTGTTTTTAAGAGTT
TTTAGCTTTAATAACGTACATCGATGTTCGTCATTCCAAAGAGCCAAAGCTTCAGGTGGA
GAGGACAGCAAACTGAGTGAGGTGAACACAACAGCTGTCTATTTACATTCTAGAGGGAGA
AATGTGAGCCGGCAGCTCACTGAGACCCAATTGATCATTCACGACTCACAAAATTGTTCC
AAGAGTAGAAATAAAGTTTCAGTTGAGAACAAGATGGAATGGAGAACTTGTAGATGTCAA
TGCCTGGATTCTTCAACTCTTGAAGAATTCTGAATTGCTGGAATTGCCAATAGGAGGCTC
TGTGAGCATATGTAACTTAAGTTCTCACAAACAAAGAAAACAGACAAACCACTCTCTACT
TGAACAAAATTTATTGATTTAGTCTTTCTTGGCGGCTGCCTTCCTCATGGCGGCCAGCAC
GTTGCTTAGCTCCTCCCTCTTCCTCTTGGCCCGAATGTGGGTCCCAATCCTCTTCTTGAT
GAACTTCAGCGCTCTCTTGTCCTTGGACACCTTCAGCAGCTCCATGGCTCTCCTCTCGTA
GGGAGCGAAGCCGCACACTTCCCTGATCATGTCTCGGACAAACTTGGTGTGTTTGGTCAG
GCGCCCGCGGCGACGACTGTGCTTTGGAGCCGCCACGTTCTTGGTGACTGGGTGGCCTTT
ATTCAGGCCAACAGCCATGGGATATCGGATAGCCATGTCTGGATTCTTCATTTTTTTTTT
AACGCTGTTAGAAGAGTTTATTACACTCTGCGTTTTTACTCAAATCAGGTCTGGTTTACT
GGTCTTTAGTCAAAAAGACCGAAGCCCATGTCCTCGTCGGACTCCTCAGACTCCTCCTTA
ACCTCCTCCTTGGCAGCTGGAGCAGCAGCGGCAGTTTCTGCAGCAGCTGCTGGTGCTGCA
ACAGCAGCAAAAGCAGTTGGATCTGCCAGGAAGGCTTTGACCTTTTCAGCTTGAGGGAAA
GTGTAGTCCGTCTCCACAGCAACTGCCAGGACTCTCTTGTAGCCGTTGATGACAGAGTGG
GGAATGGAGGCCAGAGTGGGATAGCCAATTTCCAGAGACACACTAGCAATGTTCCTCACA
CCCTCCAAAAACCGGGCCTGAAGGGAAGCCTCAGTGATGTCGAGGACCTCAGGGCTGTAG
ACGCTGCCATTGTCATACACCTGCTGGATGATGAGTCCGAAGGAGAAGGGCGAGATGTTC
AACATGTTGAGCAGAGTTGCCTCGCTGGCACCGACCTTGTCACCAGTCCTGATCAGACCA
ACATCACTCAAGATTTCAATGGTTCCTCTTGAGATCTTGGTGGTGATACCCAAAGCCTGG
AAGAAGGAGGTCTTCTCTGGACCAAGTCCAGTATTCTGGGCTGGCACAGTGACATCACAG
GGGGCAATGGCTCCAGCTCGAGCTGCTGCAGGTACCTTGTTGGCCAGCAGCAGATCCCTG
ACTTCAGTCAGATCCTCCTTGGTGAAGACAAAGCCAACGTTGCCTTTAATGTGCGTCAGA
AGCTTCTCCAAAGCAGGGTTGTTCTCCAGGTGTCCACGGATGGCTTTACGCATCATGGTG
TTTTTACCCATCAGAACCACGGCTTTGCCTCGCAGGGACAGACGGATGGTCTGCATCTGC
TTGGAGCCCACGTTGTCTGCTCCCACGATGAAGCATTTTGGATAATCATCCAGAAGTTGG
ATAATTTTTATAAAATAGTTGGACTTCCACGTGGCCCTGTCTTCCCTGGGCATCTTGACA
GTGCTACCAGGGATTGCCAAAGAACTGGTTTAAAGACAAGGTGAACTCGCGTTAGGGCCG
CGTGAAAGAAAACCCAGTAGGCCAACAAGGCCGACTCGATGCTGCGGCTGAAGACGGCCG
ACTCGATGCTGCGGCTGAAGACGGCCTATGTGGCCAAC
>CL1Contig379
TGTAAAACATAATTATTTCGGTTGCCCCAAATGCCAGGACCAGAAAGCCTCGTGCCGAAT
TCGGCACGAGGGTTTTAAATTTTTTTTTCTTTTCTGAATGTCAATCACATCTTTCTCATG
CATATATATATTTTTTGTTTTCCTGCTTTTGTGTGTTTTTGCTCAACACATCTTTCCCCT
GTAACACACACACAGGAATGGAAATCCCGTGTTTTCTTTTCTTCCTGGGGTCCATGTTTC
ATGTGAGCCGTGGTTCAGTAGCTCAACTCCAAAGTAGCTGGTATGTTTAGTCCTTTGTAG
ATATATATGTTATAGAGATGCAGTGTTGTTCTGCAAGGTTTTTTTGTTTTGTTTTGTTTA
CTTGATCTGGAAAAAAATGGCATTAATTAAAACAATTTTCAATATTTTTGCATTTTCTTT
TTAATAAAGCCAGACTTTCGCTGTTACAAATTATTCCTTTTCTTCTCCTTTATGTCCAAA
GCGGCGGCTCCATATTTTTGTCGGGTTCGTAGCGGCTTTCTTGCGCTCTGAGTTTGGACT
TCCTGCAATAATGGGTGGTGCAGATGTTTGACTTCCATCAGAGGGTGATGCTTCATCATG
GGGAGGGAGGGCGCTCCGGTTCTCGCATCTTTTGTTGATGCCGCCTGTCTTTGGGGGAAC
CAATCGGTGGATTGAATCCGCTCCTGCATTTTTTGTCTCAACATGCAACGTGTACATATT



GTATGAACGGTT
>CL1Contig380
ATGTGTTTTCTCAGTTTTAATATTTAACTGAACTGAAATCTTTACTGTATTTTTGAAGAG
AAAAAAAAAGCACCCGAGACAATTCTGCACAAACATTTGTTTTGCATTAATGAAGCAATG
CAAAATCACAATAATTTATTCAGTAATATTGCTGACATTGTCATGTAACGTTCTGCGTTT
AATAAATGCCAATATCACTCATATCCACCCTCAGGGCAGCTTCAACAGAGTCGGTCATGG
AGGCACTGACAACAACATAGTCACTTTCATAAGAAATACACGAACCATCAGCCTTTCCTC
TGACAAAGCTAGTCTCACTTCCATTGTACATGCTGTTAAAAAGTTTGTGGTCACACTTCT
TGTGCTTGCCAAAAAATCCAACAGCAAACCAGTTGGAGAAAAGGTTTCGATCATAGGGCA
CAGAGAACATTACCGCCATGACCTGGTTGTAGTCGTTCAAATCAGCATTGAAAAGGTCAT
AGGTGAAGACACCAACAGCTCCAGTGGCAGTTCCTGTTGTCTTGTTGAAAAGTGTCCTGA
TAGCAGAGCAGGGCCCGATCATGGGTGGCAGAGGGATCTCACAATGACCGCTCTCCAGGA
ACAGCCTTGGTTGGGATAAATAGTAGTTGTTAGAGTTGTTGCTTATCTCAACAGAGCATT
TTCGCTGAGGCATGTTGTTGAAGAGGTTTCTGGACTGGTGACTTTTCTGGGATTTTCAAA
ATTTCAGGTCGCAATAAAAGCTGGAAGAGTTAAGGTCCGTACAGAAGCAGAACGTGGAGA
TGAGTCCTGCAGAAGCTCCAAAGTCTGTTAATCAGTTCCTTCCCC
>CL1Contig381
GTTGGCCTGACACTCGGGGAGAATCTCAAAGAAGTTCTTGCTTCAACAGTGTTTGAACGG
AACTTCCTCCGCGTCGTCTATCTCGAACATTTTGCCTTCCAGCTGCTTCAATCCTGCTCT
ACTTGAACGCTGCCTAAAGGAAGTTTATTTTTCTACCGCCTTTTGTTAATAAAAGCGAGA
AAAACCAACCAGCTAAGATGGAGTCCCAGGTGCGCCAGAACTACCACCGCGACTGTGAGG
CCGCCATCAACAGGATGGTCAACATGGAGCTGTTTGCTTCTTACACCTACACCTCTATGG
CCTTCTACTTCGACCGTGACGATGTGGCCCTTCCAGGTTTCTCCCATTTCTTCAAGGAGA
ACAGCCACGAGGAGAAGGAGCACGCGGACAAACTGCTGTCCTTCCAGAACAAGAGAGGAG
GACGCATCTTCCTGCAGGACGTCAAGAAACCAGAGCGTGATGAGTGGGGCAGTGGGCTGG
AAGCCATGCAGTGCGCCCTGCAGCTGGAGAAGAACGTCAACCAGGCTCTGCTGGACCTGC
ACAAGGTGGCCTCTGACCACAAAGACCCTCATCTGTGTGACTTCCTGGAGACCCACTACC
TGAACGAACAGGTAGAGTCCATCAAGAAGATTGGTGACCACATCACCAACCTCACCCGCA
TGGATGCTCACACCAACAAGATGGCAGAGTACCTGTTTGACAAGCACACCCTGGGCAGCC
AAAGCTAAAGGAACAACTGGAGGAACCTTCCAGATGCAGGCCTCAAACCGTCCTGCTCCA
CCTGCTGAAAAATGTCTTGAATCCGTTGGCTTTTGTCATGTGACTCTTGCCCATCTTGAT
GGGTTTGTCTGAAGTGTCTTTGAACCTGAATAAACATTTTGAGCCAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAACTT
>CL1Contig382
GCCACATAGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCGTCTTCAGCCGCAGCATCGAG
TCGGCCGTNTTCAGCCGCAGCATCGAGTCGGCCGTCTTCAGCCGCAGCATCGAGTCGGCC
TTGTTGGCCTACTGGCTCTTCTGCCGTTAGATTCCGGTTGTGGCCGCACGCTGAGTTGTC
AACGGGCCATAAAACATCAAATAAAGCTCAAATACCAGCATGAGTGGACTTCAGTGCCTC
GCCACAGAGAACATCTGGTTTGACAAACATCGCTACGATGAGGCGGAGAAGCATTTCTAT
GAGGGAGCAAACGGCCCGGTCACTCAGCACCAACAACAGTCGTCCTCCAGTGGCGCCGGA
GAGCAGGAGTTGGTTTCCCGCATGAAGAGTCTGGAGCTGGAGAACCAAACTCTCCACAAA
GTGGTGGAGGAGATGAGAGCCGCTCTCCAGAAGTTGGAGTCCAGAGTGTTTGTCCTGGAA
AAATCACCAGCTGCTGCTCCGTGTGCTCAGGTCGCACCGGTCCAGGCCGCTTCAGTCAAA
CAGGTCAAGGTGGAAAATGGAGATGACGACGACTTGGACTTGTTCGGCAGTGACGAGGAA
GATGAGGAGGCAGAGCGCATCAAGCAGGAGCGCCTGGAGGCTTACGCCGCCAAGAAAGCC
AAGAAACCTGCTCTCATCGCCAAGTCCTCCATCCTGCTGGATGTCAAACCTTGGGATGAT
GAAACGGACATGGCGAAGCTGGAGGAGTGCGTGCGCTCGGTGCAGATGGACGGACTTCTG
TGGGGAGCCTCCAAGCTGGTTCCCGTCGGTTACGGCATCAAGAAACTGCAGATCAACTGT
GTGGTGGAGGACGACAAAGTCGGCACTGACATCCTAGAGGAGGAGATCACCAAGTTCGAG
GACTTCGTCCAGAGTGTAGACGTCGCCGCCTTCAACAAGATCTGAGAGGATCATCGGCTG
CAGATCGCTCCACCAAAGTGTCGCCGCTGCTTCTTCCAGCTTCTGCCGTTAATAAAAAGC
TGGTTTCGGAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL1Contig383
TTTTTTTTTTAAACATCTGCACCTGCAGCATATGGAAGTTCCCAGACTAGGGGTCAAATG
TGGAGCTACAGATCCTGGCCTACAATGCCACAGCCATAGCAACACCAGAACCAAGCCTCA
TCTGCTCAGCTTGCGTCAATGACGGATCTTTAACCCACTGAACAAGGCCGACTCGATGCT
GCGGCTGAAGACGGCCTATGT
>CL1Contig384
GCCACATAGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCTTGTTGGCCACATAGGCCGTC
TTCAGCCGCAGCATCGAGTCGGCCTTGTTGGCCACATAGGCCGTCTTCAGCCGCANCATC
NAGTCGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCTTGTTGGCCTCTAANGGAAAAGTC
ACAGGTGGAGGTACTGGTGTGGAAAAACCCCACAAAGGAGCGACATTAGAGAAACTGATA
TGGAATAGTTTGATGTTTGAGTGTGGCATGCTGCTTATTTTTATCTTTTCAGATGTAGGA
ACTGTGTAGCCCCAATTGCAGAGAAAAAACCTCCCTAATGTGGTGGTGGTGGTGGTGTGA



GTGGGCAGGTGTGTTCACAGGAATGCCATCTGTCCTCCCGTGCACGTGTACGTTTTCTAT
TTCCACTGTCTTCAGAGAGAAATCATCAGGGTGGTGGAAGGTGGGTGGCTTTAAATAATT
GTAAGGCTATATTTCTGTTTCCTGTTTGTTTACTAGCAGAATGAAAAACACACACACAAA
AAAAAGGTTCGGCTGTTGATTTAAGCCTTGATGTCTTTGGGGAGTCTCCCTGGTTTAACC
CATACATGTTCTCTCTGCCTTCTGCCAATCTACCTGTATGTGCGTGTGCACTTCCTGTTT
GTCAAGCGACCGTCCGTGAGCACGACTCCCTCCTCCACACGCCGCGCTGGCCTCCCCGGT
GCACACTGGAGTGCACAAGAGAGCATGCTCAGTAGATGTAGATATGTTAGAGGGTCACGT
GCATCTATTGCTCTGCAGCTGCAACCACCACTCCTTCCTGGTGCTTTCAGCACCTGCCAT
CAAAAGCAGGTGTGGAATATCTTGAAGAACAAGACTACAGTCAGACCAGTTGTTTAAGCT
ACAGCTTTCATTGTCAGGGGGAAACGTGTGTGTATTTAATCTCTTTGCACATGTTGTCCC
TGCGTGGCTAAAAATGCCTTAAAAACAGACTCAAAAGTATGATCTAACTGAAGCAAGTCT
TTGTGATGTTAATCAAAATGTATGGCCGCGGTCATTCCTTTTCATCGTGGCGGTCTCAGG
TATGGTGCTTTCCTGCAGTACACCCAAGAAACACTCTGACACGCTGGTGTCTCCATGAAC
ATCTTCATCACCTGCCGCCTTTAACATCAGCAAGGTCAAATGTCTGTTTTTCTGATAAGG
TGATTTTTTTCTGCACTTACTTTTTAAGATTGAAAGAATTTGGACTTTGTCTTCTATTTA
AATCACTTTAAATGTGGGGGTTTGAAAAATCCCTTTCACAATAAAATGTGGGGCAGCAAT
TTCTATTTGCCAGTGATCTAAAAGA
>CL1Contig385
TGGAGAGACTGCACNACAAGGTAAGCGCTGAGCTCCAGCATCGAGGAAGGCCTCCGCCAA
CAGGNCCGCATACAGGAACCACCGATGATGAAGAAACCCACCCAGGAGAGTGACAACACC
ACTTTTAGCGGTGGCGAGGATAATGGAGATTCTCGTTCGCACCTGTCCCACGACTCCGCC
CCTTCAAATGCTCCACACCCCCGTGGCCAAACCCCTCCAGAGGCCGGACCGAGCCGCAAA
AGGGGGCGCGCCTCTGACGACGGCTCCGGGCCCGAGGCGGACAGCGGCAGCCCCACCCCC
CCTTTGAGATGGCGCAAAGAAGGCCCGGCGTCCGAGATTGAGCTGGTCTTCAGGCCACAC
CCACAACTGGTACAAGCCCAGGATTACNACCAGACCAGATACGTGAAGACGACGGNCAAC
GCCACAGTGGACCACCTCTCCAAGTACCTGGCGCTGCGCATCGCCCTTGAAGACCGGCGG
ACTGACGGGGAGCCAGAGGACAGAGCCAGGGAGGAAGCATGAGGGGAGGAGAGAGGAGAA
ACCGAGGGGGCGTCCAAGAGCGGAGAGGGAAGCGGCCTGAACAACGTCAGCGAGAAACAG
TACACCATCTACATCATGACGAGGGGCGGGCAGTTCTCTACGCTCAACGGCTCTCTGACG
CTGGAGTTGGTCAACGAGAAGTACTGGAAGGTCAGAAAGCCTTTGGAGCTCTACTACGCC
CCCACCATGGACCAGCAGCAACCCCAACCAGCACAGCAGAAGTCCCCGCCCCCCCAGAAG
GAAGGATGAGGAGCAGTCGGCCACTTGCTTTTGTGACCCCCCCCCAAGCTTTTCACAGCC
AAAACGAGCTTCATTCCCCTGAAGAACTAGCATTAAGGTGGAATTGTTTGGTGAGTCAAA
CGTTTCTCCTGGAACAGGGAAACTCACCTAAACTAAAAAGAGAAAACAGGAGAATTGATC
TGCAGTGAAAGAACTAAGTGACCAAAAGGTGCTGAATCAGCAGCTCCATGGTGACGAACA
CAAACTGGATTTTCCTCCCAGCTGCTCTTACTTTTGGATAATCTTGACCCTTTTCTCTAC
AGAGACAATGGAGTTTCTAATATTTAGCTATTTATTTTTGGCAGCAACATATACTCAAAC
CAGCATTTATTTAGTTCTCTGTACTTAAATAAGGCCACTGCATGCAGACCTTTACTTTAT
CAGACCAACTGTTCACGTTAAATAGTTTGACTTTCTTTCCCGCTTCAAGTTGGCGTGGAA
CTGTTCCCTCACACGACCCGTTAACCGTACCCGACCACATCCGACAAACTAAGGCACTTG
TACAAACAGAAAAGCCATGAGCCTTACGTTTGAATCTTAGCTCCTCCTGTTTTGCACTTT
ATTTGCTGCAGCCATACTTGGTTTTGTTTATGGGATATTTGTAAAAACTGAAATGTTCCT
TTGACACAAACTGTATCTTCTCGGTAACGCAGTAAATAAAACTACAAGTTCAAGAGTGTC
CGATTTTGTTTTTTAATTCCCGTTTCTTTATCAGTGCAACTACACGTTTATCGTTCTTAA
ATGAGAGAACGTCACACACAGACTGTTGTTGTCGTTTTATTGAAACAAAAGGAAGTGAGT
TTACTTCTTCTTGGACACACCGACGGTGCGACCACGACGGCCGGTGGTCTTGGTGTGCTG
ACCACGCACACGCAGACCCCAGAAGTGCCTGAGACCACGGTGAGCCCTGATCTTCTTGAG
CCGTTCCAGATCCTCTCTCAACTTGTTGTCCAGACCGTTGGCAAGGACCTGGCTGTATTT
GCCGTCCTTAACATCTTTCTGTCTGTTGAGGAACCAGTCTGGGATTTTGTACTGCCGGGG
ATTCTGCATGATGGTCACCACACGCTCCACCTCCTCCTCCGTTAGCTCTCCAGCTCTCTT
GTTGAGGTCAATGTCAGCCTTCCTCAGGACAACATGGGCGTAACGTCTGCCAACACCCTT
GATGGCGGTGATGGCGAAGGCGATTTTCCTCCTACCATCGATGTTCGTGTTGAGTACACG
AAGAATATGCTGGAATTTCTCGGGGATTACCAGAGACATCTTGGATGTCGGCTCCAGCCT
GTGGAATGCTGGGAAATATTCTGGTCTGTAAATGTTTATTAATTTGATACTAAGGAAGAT
AAACTTGTTTCTTCTTATCTAGTTTTTCTAACTNCAGATGAGTGT
>CL1Contig386
TCGTAGATGGCCTCATTGTCCACCATGAAGGCACAGTCAGAGTGCTCCAGGGTGGTGTGG
GTGGTCAAGATGGCGTTGTAGGGCTCCACCACAGCAGTGGACACCTGAGGAGCTGGGTAG
ATGGAGAACTCCAGCTTGGACTTCTTGCCATAGTCCACAGACAGACGCTCCATCAGCAGA
GAGGTGAAACCAGAGCCAGTGCCTCCACCAAAGCTGTGGAACACCAGGAAGCCCTGAAGA
CCAGTGCACTGATCCGCCAGTTTCCGGATCCTGTCCAGAACCAGGTCGATGATTTCTTTA
CCGATGGTGTAGTGTCCACGGGCGTAGTTGTTGGCAGCATCTTCCTTCCCGGTGATCAGC
TGCTCAGGGTGGAACAGCTGCCTGTAGGTCCCAGTGCGCACCTCATCGATAACCGTGGGC
TCCAGATCTACAAACACAGCTCTGGGAACGTGCTTTCCAGCTCCAGTTTCACTAAAGAAG



GTGTTGAATGAGTCGTCTCCTCCTCCAATGGTTTTGTCACTGGGCATCTGGCCATCCGGC
TGGATCCCATGTTCCAGACAGTAGAGTTCCCAGCAGGCATTGCCAATCTGGACTCCGGCC
TGACCAACGTGGATGGAGATGCACTCACGCATTTTGTTTTTCTTTTTTTTTAAGTGATGA
GAGAGGATGGGAGAAATTCCTCGCCGCGGAGTCTTACGGTTCGACTGTTATGTGGTCGAA
GTAAGAAGAAGGCCAAC
>CL1Contig387
ACATAGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCGTCTTCAGCCGCAGCATCGAGTCG
GCCGTCTTCAGCCGCAGCATCGAGTCGGCCTTGTTGGCCTACTGAAAATAAATAATACGC
CGCACTGGACTTCACCGCGAAGCCGCAAAAGAGCATAAATTAAAAGATGTCTGCAGATGG
GTTTGGGACGGGAGTCAGCGATGCTCAGCAAACCTTGCAGTCCTTCTGGCCACGTGTCAT
GGAGGAGATCAGGAACTTGACTTTGAAGGACTTTCGTGTGCAGGAGCTGCCTTTGGCTCG
AATCAAGAAAATCATGAAGTTGGATGAAGACGTCAAGATGATCAGCGCCGAGGCTCCTGT
ACTGTTTGCCAAAGCTGCTCAGATCTTCATCACAGAGCTCACCCTCCGAGCGTGGATCCA
CACGGAGGACAACAAGAGGCGTACTCTACAGAGGAACGATATTGCCATGGCAATAACAAA
GTTCGACCAGTTTGATTTCCTGATTGACATTGTGCCCCGGGACGACCTAAAACCCCCCAA
ACGACAGGAGGAGATGCGTCAGTCCGTAGCCCCCGCAGAGCCGGTGCAGTACTACTTCAC
TTTGGCCCAACAGCCTGGGACCGTGCAGGTTCAAGGCGCACAGCAGGGCCAGCAGCCCGG
TGCACAGACGCCCACCACCATCCAGCCCGGACAGATCATCATCACACAGCCGCAGCAGGG
ACAGAGCGCACCAGTCGCCATGCAGGTGGGTGAGGGCCAGCAGGTGCAGATCGTCCAGGC
TGCTGCGGCTCAGGGTCAAACCCAGTCTGCCCAGGCTCAAGGCCAGACCATGCAGGTCAT
GCAGCAGATCATCACCAACACGGGGGAGATTCAGCAGATCCCGGTGCAACTAAATACAGG
CCAGCTGCAATACATCCGTCTGGCCCAGCCTGTGTCTGGAGCGCAAGTGGTGCAGGGACA
GATTCAGACTCTTGCAAACACCCAGCAGATTACACAGACTGAGGTGCAGCAAGGACAGCA
GCAGTTCAGCCAGTTTACTGATGGACAGCAATTGTACCAGATCCAGCAAGTGACGATGCC
AGCAGGACAGGAGCTGACTCAACCTATGTTTATTCAGTCCACCAGCCAGACAGCTGACGC
GCAGGTCACGCAGGTCAGCACCGAGTAAACAAGATCCCACCTCTTCCTCACATCGACCAC
GTCCACACCAGCCCTTGTGAAGCCAGCGCTCGTCACCAAGAAGGGATGCTCTCGTGTGTG
TGTGTGTGTGT
>CL1Contig388
GTGAGCTGGATACACGTGTAATCACAAGGTACGACGCTGGATTGACTTTTCACAAATTCT
TTTTTAATTTTGCCAAGAATTTTTTCTCTCCACTTAATAAGTGTTGGTATCGTGGAGTTT
TGGGGGGATTTGCATTGAAATCCACATTCTTTTTGCTCATCTTTCCCCGTTTGTTGTCTT
TTTCTGAGGTAGAATGCTGCGGTACGTTGTAGCCCTCTGTTTTCTGGCCTCCTCCGTCTT
CTCCACCGAGCTCGAACCCTTGGAGAACAACTGCCAGATCGCCAATTTCCAAGTCAAGCA
GGACTTTGATAGGACCAGGTATGCAGGTGTGTGGTACGCTGTAGGGAAGAAGGACCCCGA
GGGCTTGTTCTTGCTCGACAATGTGGTGGCCGAGTTCAAAGTGGAGGACGATGGCAGGAT
GACCGCCACCGCAAAGGGCAGGGTCATCATCCTCAACAACTGGGAAATGTGTGCCCACAT
GTTCGCCACCTTTGAGGACACCCCTGAACCTGCCAAGTTCAGGATGAAATATTGGGGCGC
CGCATCCTACCTGCAGACAGGAAATGACGAACATTGGGTTATTGACACCGACTACGACAA
CTACGCCATCCACTACTCCTGCAGGCTTCTGGACTCGGATGGCACCTGCCTGGACAGCTA
CTCCTTCGTGTTTTCTCGTCACCCAACGGGCCTGAGG
>CL1Contig389
GTCTTCAGCCGCAGCATCGAGTCGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCTTGTTG
GCCTACTGGTTTTAAAAGATGAGAATCTGCCCCCAGTTATTTGTCAAGATGTTGAAAACT
TTCAAAAATTTGTCAAAGAACAGAAACAGGTGCAGGAAGAGATCAGCAGGATGTCCTCAA
AAGCAATATCTAAAGTCCAAGATGACATCAAGAACCTCAAACAGCTTCTCTCTGTGAATG
CAAGCGGTCTGCAACGCCAAGCTCTGGCCATTGACAAGTTAAAACAGGAAACGGCTCAGG
AGCTGAAAAATGCTGACATAGCACTGCGGACACAGAAGACCCCCCCTGGACTCCAGCATG
AAAACACAGCTCCATCAGATTATTTCCGAAGCCTTGTGGAGCAGTTTGAAGTGCAGCTGC
AACAGTACCGGCAGCAGATCGAAGAGCTGGAAAATCACCTGACAACACAGAGCAGCGGCT
CCCACATCACTCCTCAGGATTTGACGATGGCCATGCAAAAGTTGTACCAAACATTTGTCG
CACAGGCTGCTCAGCTTCAGTCTGTCCATGAGAACGTCAAGATTTTGAAGCAGCAGTATC
TTTCCTATCGTCGAGCCTTTCTGGAAGATACCACAGACATTTTTGAGACCAAGCGCGCGT
CCAACAGGAAATGGCAGAGTGCATCACGAGTCACAACTGGGCCTGCTCCCTTCTCCACCG
TACCCAACGCTGCAGCTGTTGCCATGGCAGCCACGTTGACCCAGCAACAGCAGCCAACTC
CAGGGACACAGGCACCCTTGGGGGCAGGATTTGGAAATCCTTTTGCCTCAGCAGTGGGCA
CTAGCCTGGGCTCCTCTACCCTTGGAGGATTTGCTGGTGGACCAGGATTCGGCGGCGTGG
GCTGTGCGGGGTCGTCTTTTGGCTTCTCCACCGCTGCCAAGCCCGCAGGGGGCAGTCTGA
GTGCAGGTTTTGGCAGCACCAGCAGCTCGGGCTTCAACTTCAGCAACCCGGGCATAAACC
CGTCGGCTGGCCTGACCTTTGGCGTGTCTAACCAGCCTGCTGTGGGTTTCGGAGCAGGAG
GGCCACTTCTCCAGCTAAAAAAGCCTCCCGCCGGTAACAAAAGGGC
>CL1Contig390
NACTTTCCTCACAGAGATCTCATTACAGGCTCCCTGTGAGAACCAGCTCTTTCGTCTTTT
CGAACCCAGACATCACTCAGATCAGCAAAATGCGCGAGTGCATCTCCGTTCACGTTGGCC



AGGCCGGGGTCCAGATGGGAAACACGTGCTGGGAGCTGTACTGCCTGGAGCACGGCATCC
AGCCGGACGGCCACATGCCCAGCGCCAAGCCCTCCGGAGGCTACGACGACTCCTTCACCA
CCTTCTTTAGCGAGACGGGCAACAGCAAGTACGTCCCAAGAGCGATCTTTGTGGACCTGG
AACCAACTGTAATCGATGAAATCCGGACCGGACCCTACCGCCAGCTTTTCCATCCAGAAC
AGATGATTTCAGGGAAGGAGGATGCGGCCAATAACTACGCCCGCGGCCACTACACCGTGG
GGAAAGAGCATATCGACAATGTCCTTGACCGGATTCGCAAACTGTCTGATCAGTGCACCG
GACTACAAGGCTTCCTGATCTTCCACTCCTTTGGAGGAGGAACCGGTTCCGGCTTCACGT
CTCTGCTGATGGAGCGACTTTCTGTAGATTTTGGCAAGAAGTCCAAACTGGAGTTTGCCA
TCTACCCAGCTCCTCAGGTGTCCACCGCAGTGGTGGAGCCCTACAACTCCATCCTGACCA
CCCACACCACCCTAGAGCACTCAGACTGTGCCTTCATGGTGGACAACGAGGCCATCTACG
ACATCTGTCGCAGGAACCTGGACATTGAGCGTCCGTCCTACACCAACCTGAACCGGTTGA
TCAGCCAGATCGTGTCCTCAATCACCGCCTCCCTGCGCTTCGACGGCGCCTTAAACGTAG
ACCTGACGGAGTTCCAGACCAACCTGGTTCCTTATCCTCGTATCCACTTCCCCTTGGCGA
CGTACGCCCCTGTGATCTCTGCAGAGAAGGCGTATCATGAGCAGCTTACCGTAGCAGAAA
TCACCAACTCCTGTTTTGAGCCGGCCAATCAGATGGTGAAATGCGATCCTCGCCACGGCA
AGTACATGGCCTGCTGCCTGCTGTACCGCGGCGACGTGGTGCCCAAAGACGTCAACGTGG
CGATCAGCAACATCAAGACGAAGCGCAGCATCCAGTTTGTGGACTGGTGTCCCACAGGGT
TCAAGGTGGGCATCAACTACCAGCCCCCCACCGTGGTCCCCGGAGGGGACCTAGCCAAGG
TGCAGAGGGCCCTCTGCATGCTGAGCAACACCACCGCCATCGCCGAGGCCTGGGCCCGCC
TGGACCACAAGTTTGACCTCATGTACGCCAAGAGGGCCTTCGTGCACTGGTATGTGGGGG
AGGGCATGGAGGAGGGAGAGTTCTCCGAGGCCCGAGAGGACATGGCCGCCCTGGAGAAGG
ATTACGAAGAGGTGGGAACCGACTCGGTTGAAGAGGATGAGGAGGGCGAGGAGTACTAAA
ACCTGCCAGACAAAGGAAAGTTACCATGGATGTTGATGAAGTCTCCCCCGTTTATTATTT
TTTTAAAGATCGGCCTTTAAATTTAGGCATAAATAAGGAAGTTTCCCTCAACTTAACTTT
TCTAATAAAGATGTTTACAATCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>CL1Contig391
GGCCACATAGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCGTCTTCAGCCGCAGCATCGA
GTCGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCGTCTTCAGCCGCAGCATCGAGTCGGC
CTCAAACATTTTAGGATCCTCATTCAAACCTAAATTATTCAATCTGTTGTCATATGCATA
TTGGAAATAAAGGCTACTCTGATCCATAAGAAAGAAAAAAAAAA
>CL1Contig392
CTGACTTTTTTTTCTTTCTCTCGTCCTGAAGATGGCGGCAGGGACTATCTACACATACCC
GGAGAACTGGCGGGCCTTCAAAGCCCAGATCGCTGCCCAGTACAGTGGTGCTCGCATCAA
AATCGCCAGCACCCCCCCTGCCTTCACCTTCGGACAGACGAACCGTACCCCTGCCTTTAT
TAATAACTTCCCGTTGGGCAAGGTACCTGCCTACCAGGGAGATGACGGCTTCTGTCTGTT
TGAGAGTAATGCCATTGCTCACTACTTGAGCAATGATGCCCTGCGCGGTGCCACGCCTCA
GGCAGCAGCGCAAGTGCTGCAGTGGGTGAGCTTTGCTGACTCTGAGATCATCCCTCCAGC
AAGCACATGGGTCTTCCCTACTTTGGGAATTATGCAGTTCAACAAGCAGGCCACAGAGCA
GGCCAAAGAAGATGTAAAGAAGATCCTGACCGTCCTGAACCAACACCTGAACACTCGCAC
TTTCCTTGTGGGTGAGAGAATCAGCCTTGCGGACATCACGGTGGCCTGCTCCCTGCTCTG
GCTCTACAAACAAGTCTTGGAGCCTTCCTTCCGCCAGCCCTATGTTAACGTGACCCGCTG
GTTTGTCACCTGTGTCAACCAGCCCCAGTTCAAGGCCGTCCTCGGGGATGTCAAGCTGTG
TGAAAAGATGGCACAGTTTGATGCAAAGAAGTTTGCTGAAATGCAACCTAAGAAGGAAGC
ACCTGCCAAAAAAGAGAAGGGAGGAAAAGAGGCAGCCAAGCCCCAGGAGAAGAAGGAAAA
GAAAAAGGAGGAGAGCAAGCCTGACCCAGAAGAAGAAATGGATGACTGTGATGCTGTTTT
GGCTGCAGAGCCTAAAGCAAAGGATCCCTTTGCTCACCTGCCAAAAAGCACATTTGTCTT
TGACGAGTTCAAGAGAAAGTACTCCAACGAGGACACCTTGACTGTAGCAATTCCTCACTT
CTGGGAGCACTTTGACCGCGAGGGCTACTCCATCTGGTACAGTCAGTACAAATACCCAGA
AGAACTCACACTTACCTTCAAGAGCTGCAACCTTATTACAGGTATGTTCCAACGCCTGGA
CAAACTGAGAAAGAATGCCTTTGCCAGTGTCATCTTGTTTGGCACCAACAATGACAGCTC
CATCTCAGGCATCTGGGTGTTCAGAGGACAGGAGCTGGCTTTCACCCTTTCTGAAGACTG
GCAGATTGACTACGAATCCTACGACTGGCGCAAGTTGGATCCAGATAGCGATGAGTGCAA
GACCATGGTCAAAGAGTATTTTGCCTGGGAGGGAGAATTCAAACATGTGGGGAAATCCTT
CAACCAGGGGAAGATCTTCAAGTGAGAGGATGCTGACATTTAGAGGAATTCTGTGCCCCC
CCATCAAAACTATGGACTTTCAGCCACATGTGCTTACTTTGCAGCAGAAATGACTTTGAA
TAACCGTGTTTGAAAACAAAGACTTTTTTTTTTCTCAATGGGCCCTCCAAAACTGGTTTT
CTGTTTTTTCTGACCTGTGAAATAAAGCATTTTCCTCAATGCTATTGAGACAACTACCAA
AAAAAAAAAAAAAAAAAAAAAAAA
>CL1Contig393
CATCAGAGCCCATCTTCAGCCAATGAGGAGGTCCACTGGATTGGGTGTCACTATAACAGA
AGGACATAATCAGCGTGGTTTCAAAGTCCACTGTCACCATGTCTGACACAGAAGAAGTAG
AACAGGTTGAGGAGGAGAAGCCAAAGTTCAAGCCCACGGCCCCAAAGATCCCAGATGGTG
AGAAAGTGGACTTTGATGACATCCAGAAGAAACGTCAGAACAAGGATCTGGTGGAGCTGC
AGGGCCTGATCGATGCTCACTTCGAGTGCAGGAAGAAGGAGGAGGAAGAGCTGATTGCAC



TGAAGGAGAGGATTGAAAAGCGTCGCGCTGAGAGGGCGGAGCAGCAGAGGATCCGTGCTG
AGAAGGACAAGGAGCGCCAGGCCAGACGTGAGGAGGAGAGGCGTATCAAGGAGGAGTCGG
ATGCCAAGAAGAAGGCTGAGGAGGATGCCAAGAAGAAGTCTGCTATGACCAGCTCCACCT
ACAGCAGCCACCTGCAGAAGGCTGACCAGAAGAGAGGAGGAAAGAAAGAGACTGAGAGAG
AGAAGAAGAAGAAGATCCTCGCTGCCAGACGCAAGCAGCTCAACATCGACCATCTGAGTG
AAGACAAGCTGAAGGATAAGATCACTGAGCTGTATGAATGGATGCGCCAGCTGGAGTCTG
AGAAGTTCGAGCACATGGAGAGACTGAAGAGGCAGAAGTATGAGGTTACAACTCTGCGTA
AGA
>CL1Contig394
TTGGCCACATAGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCGTCTTCAGCCGCAGCATC
GAGTCGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCGTCTTCAGCCGCAGCATCGAGTCG
GCCGTCTTCAGCCGCAGCATCGAGTCGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCGTC
TTCAGCCGCAGCATCGAGTCGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCGTCTTCAGC
CGCAGCATCGAGTCGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCTTGTTGGCCACATAG
GAAAAAAAAAGCNGCATCATCNAGTCGGNCGNCTTCNGCNGCATCATCGAGTCGGNCGNC
TTCAGCNGCANCATCNAGTCGGNCGNCTTCNGCNGCANCATCGAGTCGGNCTTGT
>CL1Contig395
ACTGGCTCTTTCATTCGGACTGGAGACACGATGTCTCACCGAAAGTTCTCAGCTCCTCGT
CACGGATCTCTGGGCTTCCTGCCCCGGAAGAGAAGCAGTCGCCACCGCGGTAAATGCAAG
AGCTTCCCCAAAGATGATCCGAGCAAGCCCGTGCATCTGACCGCCTTTCTAGGCTATAAG
GCCGGCATGACCCACATTGTTCGGGAGGTTGACAGACCGGGCTCAAAGGTGAACAAAAAG
GAAGTTGTGGAGGCTGTTACCATCGTGGAGACGCCTCCCATGGTCGTGGTTGGAGTCACT
GGCTACGTCAGCACCCCTCGTGGCCTCCGCTCCTTCAAGACCATCTTTGCAGAGCACATT
AGTGATGAGTGCAAGCGTCGCTTCTACAAGAACTGGTACAAGTCCAAGAAGAAGGCTTTC
ACCAAATACTGCAAGAAGTGGCAGGATGAAGAAGGCAAGAAGCAGCTGGAGAAAGACTTT
GCCTCCATGAAGAAGTACTGCCAGGTCATCCGTGTCATTGCCCACACACAGATGCGTCTG
CTGCCGCTGAAGCAGAAGAAGTCTCACCTGATGGAGGTGCAGCTGAACGGGGGCACCATC
TCTGACAAAGTGGACTGGGCCCGTGAGAAGCTGGAGCAGGCCGTGCCCGTGAACACAGTT
TTCACTCAGGACGAGATGATCGACGTCATTGGTGTCACTAAGGGTCACGGATACAAGGGT
GTTACCAGCCGTTGGCACACGAAGAAGCTTCCCCGCAAAACCCATCGTGGTCTGCGTAAA
GTGGCCTGCATTGGCGCCTGGCATCCTGCCCGTGTGGCCTTCTCTGTGGCTCGCGCTGGT
CAGAAGGGTTACCACCACCGCACAGAGATCAACAAGAAGATCTACAAGATCGGCCAGGGT
TACCACACCAAGGACGGGAAGGTTGTCAAGAACAACGCCTCCACTGAGTATGATCTGTCC
AACAAGAGCATCAACCCACTGGGTGGATTTGTCCACTACGGACAAGTGGCCAATGACTTT
GTCATGGTGAAGGGCTGTGTTGTGGGAACCAAGAAGAGGGTGCTGACTCTGCGCAAGTCT
CTGCTGGTGCAGACCAGCCGTCGCGCGCTGGAGAAAATCGACCTCAAGTTCATCGACACG
ACCTCAAAGTTTGGTCACGGCCGCTTCCAGACCATCGAGGAAAAGAAGGCCTTCATGGGA
CCCCTCAAGAAGGATCGCATTGCCAAGGAAGAGACCGCCTGAGGCCCCTGACTTCAAACC
ACATCTCTGCTGCGCTCTCTGTCATCCATGTTCATCTGCAGAGTTGTTTAATAAAAGAAA
AACCGAAAAAAAAAAAAAAAATTTTNANAAAAAAAAAAAAAAAAAAAAA
>CL1Contig396
TTGGCCACATAGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCGTCTTCAGCCGCAGCATC
GAGTCGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCTTGTTGGCCTACTGGAGAGCTCAT
GAAGGCCACTCACTGTTCTCCATGAGCACCAGGACGCTGCAGGCGAACATCTTCAGCACC
TCTGCTGAAACGACAGCAGATGAGGCCAGGTAGCGGGGGCCGTCCTCCTTCAGGGTGCGG
GAGTAGCGCATGGTAAGAACCAGCGAGGTGGTCTGCAGCACCAGCACCCCAAGAGACACA
TACTTGAGGTGAACGGAGTTCACTGGAGCGGCGATCATAATGGAGGAGTCTTTTGGTGAG
ATGTCAGGTCAAGAAAGAGCCTTCAAACAAGACAAGAAGACAGACTGAATCACTGGAAGG
ACTCGGTTTGCCTCTGTTAACGGATCTTGATCCCAGACCAGAGTGACGGAGGCCTGCAAG
CACCTCCCACTGTGTTCCTGACTGACAGCTGGACAGTGGAGAATGCTGAGAGAACTGGAC
CCAGCCTTCAACTTCATCATGAGCTGCGTCCTCTACAAAAAGAGCAGAGTATCCCCAAAC
CGCATCCAAGCCTTCCGCGGACGATGATCTGAATTCGGCTTCGTTTCCATGACAACCACC
ACCAGTTCCCCCGACCTCTTCCAGCAGGAAGCATCCCGATGTGGCGACAGCGGAAGGGAA
GGCATGGGGCCGGCGATCGCGGCTGCACGCGCCGCGCCAGCGCGCGCTAACGCCGCCTAC
GACGTTCAGCTTCTTCTTACCGGAACATCCGGCATCCCGAAGGTCTGCAGGCAGCCCGTC
CGCGCGGCTCTGCTTCACCCCCCGGGCTGCAGCATGAGGCTCCCCCCTTCCCGCACACCG
TCGCACATTTCCGTGCAAAGAGCCGGGAGGTGACCGGGAAAGCCAAAGTGGGAGGAGCAA
ACCCCCCTCCCCCAGTCACCGTGGCGACATGAATGTTGTTCACACAGTCAGAACAGCACA
GTGTAACCACGGTCGGGTGGTGAGGGTGTCACATTGACCTCCTTGTGTGGCTGTGCTGGT
TGGGGGGGAGGGGGTGTCTGCACAGCGCAGCTCTGTTTCTGTCTGCGGATCATTTTTTAC
GCGCGTGGATCTCCACATGGACGCTAAAACAACCAGACCCAAACTGCATCCTGGTGACAC
CCTGTGAGGATCCTGCAGTCTAGTTTGGGTTGGTGACATTTTAGTGACGTTCTCCAAGTT
CTGCTCCGGTTTTTAGGTTGTCCATCATCCACAGCTGTCCTGGTCCTCTTTAAGTGTCTG
CTTTTCAGTTCTTCAGTGTCAGGTTGTCTCGACGTTCCTCCCTTCCTTTCGTCAT



>CL1Contig397
GTTGGCCACATAGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCTTGTTTATTGGGTTAAA
GATGCTGCGTTCCCATGAGCTGTGGTGTTAGGTTGCAGACATGGCTTGGATCTGGGGTGG
CTGTGGCTGTGGCATAGGCCAGCGGCTACAGCTCTGATTGGACCCCTAGCCTGGGAACCT
CCATATGCCACAGGTGTGGCCCTAGAAAAAGTCAAAAAGACAAAAAAAAAA
>CL1Contig398
ACATAGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCGTCTTCAGCCGCAGCATCGAGTCG
GCCTTGTTGGCCCGAATGTTAGTTAGTTCTATACCTAATCAGACAGACCTTCCACCCAAT
CCAAGCAAAGTTGATATGGTGGCTGCAGCCTACACTCGCCTGAATAGGAATTTTATTTCA
TAATGAGCCTTTTTGTGCTGTGTTGAATACAGAGGCTGAACTTACTCCTCAGCTTCCTTT
CCCTTAGTTACAAAAAAATTTCTAGCTGACCAACTGTTGGCAAGAAGTGCACAGTGCCAA
TTAAGAGAGAATTTGTTTCTGTCCAAACAAGCTGCAAGTGCACACACAAACATACAGGCT
CAGAATGTGATGAAAGAGGCACTGTCATTTTCAGACAGTGAAGGGCCTGAAATGAGCAAG
TTAAGAAGGTGAATACAAGTTCTTTCTTTGCATCAACCTCTTTTTTTTTTCTTCCTCCAA
TTCTTCATTCTCCTCGAGGCATTCCATGGCACTCTGCTCCTTTCACAGCGACCTCTCGCC
TGTCGATCACTCTGACCTGTGAGAGGAGAATTCAACCCGAGCTGGTGTCCGCACTTCGCC
TCACCACTCCTCTCCCTCTTTCTCTTTCTTTTTCTGTTTTCCTCTCTGCGGTCGGCATAG
CAACAGGCGTCAGGCTCATCAGAGATGGCACTGTGGTCTGTTCCTCCACCTCCCTCTCTG
CATCTTTCTTTTCTCCTCTCCTAACGCTGCATTTAGTTGCTGGTGACAGTATTTGAATAA
AAAAAAGTAGACAAAGGGGTATTAAAAATGGAATTTCTTTTCAATTTTCACTGACAATGT
GTCCAAGTAGCAGCATTCTGCTATCACAGCACACCGCTCCCCCTATTGGACAAGATTGTG
ACGGAGAATATCAATCAGAAACCTTAAGCCCTGTCTCTGTCTGCCCCGCTGCCCGTCTCT
AAGTTCAGCCTCACAGTCAAGACTCAGATGGTGACGAGTCAATTTGTATAAATAAATAAA
AAACTAAAATAGCAAAAAAAAAAAAAAAGAAAACAGAAAATAAATGGAAGCAAAANGTTT
CCTAAAAAAAAAA
>CL1Contig399
AGATCACCGTCACCTTCCAGAGTCCACTCCTGTACGCACACATTGCCGCAGCCTTTTTCA
TTGAACTGGCATAGAGTAAAGTGAGAGTGAGAGCAGTTTTTCTTTCTGGCTCTCAGTCAT
GTCTGCTGGAGGAGAGAAGTCCAAGTCTGCTTCCCAGACTGATGGGAAAGCTGCTCAGAG
CAAGAAATCGGAGATGGGCATGACGTCCTACAAGATGTGTGTGTACGATCAGGAGAACTT
CCAGGGCCGCTGCATGGAGATCAATGCCGAGTGTGTCAATGTGTGTGACATGGGCATGGA
CAGGGTGCGCTCCCTGCGCGTCCACTGTGGGCCCTTTGTGGGCTTTGAACAGATGAACTT
CTGTGGAGAAATGTTCATTTTGGAGAGAGGAGAGTATCCTCGCTGGGACTCCTGGAGTAA
CTGTCAGAAGAATGACTACTTGCTGTCCTTTAGACCTGTGCGAATGGACCCTGAGAAGCA
CAAGATCTGTCTGTATGAAGTTGGAGAGTACAAAGGTCGCAAGATGGAGATCATGGACGA
TGATGTTCCCAGCCTTTTCTCTTATGGTTTCACAGACAGAGTGGGCAGCATCTTGGTCAG
CTGTGGAACCTGGGTTGGTTATCAGTTCCCTGGCTACCGAGGCAGTCAGTACGTGCTGGA
GAAGGGTGATTACAGGCATTTCAATGAGTTTGGTGCTCGATGCCCTCAGATGCAGTCTAT
TAGACGCATCCGGGACATGCAGTGGCATCCACATGGCTGCTACAACTAAAGACCGGCGAG
AAGGAGGGCCACCGGTGGAAAGTGGTCAAACCACGCACAAAGATAGAGGAGGGAGGTAAA
AAAAGTAAAGGTTCCCCTCTTCTCCCCCCTCCTCCTTTTCTCCACCTCACATTCTCTCTT
TTGTGTTTCACCTACGTCAACCATCACGCAACCCATTGGAGCCTGACTGAGGGTGAACAG
GTTTAGATTCGAGCTGCTTTGTGTAAAAAAATGAGACGGAAGAAAGCAACAAAGAGACAA
CTTGTGGCAAATTATCTGTACCACCAGGATCTA
>CL1Contig400
AGCACTGGTTGGCCACATAGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCGTCTTCAGCC
GCAGCATCGAGTCGGCCTTGTTGATTTTCCTGAATTCCTTTAGTTCTTTGTCCATGTTTC
CCTTTAGCTCTTTCAGTAAGATTGTTGACATAACGTACTAAATGTTGATTTTTAAGATGT
GGCAGCTAGTAGAAATGATTGAAAGTATACTATCTTCCAATCTGTAAGAAATTAAAATAA
ATAAATAAATAAATAAAGGAGTGGATGTCACACATAAAAAAAAAA
>CL1Contig401
GCCTACTGGCTTTTTCACCGTGGTGGCCAGATTTCCATACGGCGTTGTTTCGTGCTCTCC
CATAAACTCGTTACTCGGGGAAAGCGGTCACGATGTCCGGAGGTCTGGATGTCCTTCAAA
TGAAGGAGGAGGATGTGCTCAAGTTCCTGGCAGCAGGAACTCATCTGGGAGGCACCAACC
TGGACTTCCAGATGGAGCAGTATGTCTACAAGAGAAAAAGTGATGGTGTGTACATCATTA
ACCTGAAGAAGACCTGGGAGAAGCTGTTGCTGGCAGCCAGGGCAATTGTTGCCATTGAGA
ACCCAGCTGATGTGTGCGTCATCTCTTCCAGAAACACTGGACAGAGAGCTGTGCTAAAGT
TTGCCTCCGCCACTGGAGCTACCACCTTCCACGGTCGCTTCACCCCTGGTACTTTCACCA
ATCAGATCCAGGCTGCTTTCAGGGAGCCCCGCCTCCTGATTGTGACCGATCCTCGTGCTG
ACCATCAGCCACTGACTGAGGCTTCCTATGTCAACATCCCCACCATTGCTCTGTGCAACA
CAGACTCTCCCTTGCGTTATGTGGATATTTCGATCCCCTGCAACAACAAGGGTCATCACT
CCGTAGGTCTCATGTGGTGGATGCTCGCCAGGGAGGTTCTCAGGATGAGGGGAACCATCT
CCAGGGAGCACCCATGGGAGGTCATGCCTGATTTGTACTTCTACAGGGATCCTGAGGAGA
TTGAGAAGGAGGAGCAGGCCGCCGCTGAGAAGGCTGTTGTGAAGGAGGAGTTCCAGGGTG



AATGGACCGCTCCTGCAGCGGAGTTCACACAGCCAGAGGTCGCCGACTGGTCTGAGGGCG
TCGCTGTGCCATCTGTGCCCATTCAGCAATTCCCTGCTGCTGCTGGAACTGTCAAGCCAG
CCGAGGACTGGAGCACTCAGCCTGCCACAGATGACTGGTCCACTGCTCCCACTGCCCAAG
CTTCTGACTGGGGTGGCGCCACTGCCGACTGGTCTTAGATCAATCTCCATGGCAACAATA
AAAGTGTTTTGTACACTTCTACATCTGTTATTTCTGTCTACATGGTCATTGCTCTTAAGG
CAGCGAAGACATATAAAATGTATCAAGGCTCAAGACTGAAAGATTATGAAATTCGATTTT
AACTAGTGAAGTTGGTTTAAAACCTTTCCTTGAGTGGAAAAAAATGAAACCCTAACCTTC
TGTAATAAAAGTGAACTTCCAATAAAAAAAAAA
>CL1Contig402
GTCTTCTNGTCCTCTCAGAGCGTCATCAAGGTGCAGTTGGGCATCCTGAGTTGTCCCTGA
ACATTCCTGAGTTGTTTCTGGGCCTCAGCAGCCTGCCTGTTGGCATGGCTGAGCTGAATC
TCCATCTCATTCAGGTCTCCCTCCATCTTCTTCTTGACTCTCAGGGCATCATTTCTGCTC
CTGACCTCAGCATCAAGAGTGCTCTGCATGGATTCAATCACCCTCTGGCTGTTCCTCTTG
ATCTGTTCCATCTCCTCGTCCTTCTCTGCCAGCTTCCTGTCAATCTCACCTTTGACCTGG
TTGAGCTCAAGCTGTACTCTAAGAATCTTGGATTCCTCATGTTCTAGAGTGCCCTCTGCC
TCCTCAAGAGCTGTCTGAAGTTCAATCTTTTCATTTTCAACAGTCTTTTTGGCTTTCTCC
AACTCATGGATGCTCTTTCCAGTCTCACCAATCTGTTCAGTCAAATCTGAGATCTCCTGC
TGCAGGTTCTTGTTCTCCCTCTTCATGGTCTCCAGCTGATCCAGGGCCTCCTCGTAGGAG
TTCTTCATCTTGAACAGTTCTGTGCTGAGAGAGCGAGCCTCTTTTTGAGCTCCTTCAAGC
TCGGCCTGGCTCTCCTCATACTTCTGCTTCCATTCTGCCAGGACCTTGTCAAAGTTTCTC
TGTTTCTTGTCCAGGTTTGCAGCAAGAGAATTAGCTCTCTCCACATCAATCATGAGGTCC
TCCACTTCACCCTGCAGCCTCTGCTTGGTCTTCTCCAGAGAGGCACACTTGGAGTTCACA
GCCTCAATGGACTCCTCAGCCTCCTGCAGGCGCTGGGCAAGCTTTTTCTTGGACTCCTCC
AGTTCCTCAGTGCGCTGGATGGCATCAGTTTCATATTTGGTTCTCCACTGAGCCACCTCA
CTGTTGGCCTTGGACATTCCTCTCTGCAGCTCAGCCTTGGCCTCCTGCTCCTCCTCAAAC
TGCTCTCTGAGCAGATCACAGTCATGACGGGCTGACTGGACAGCATGAGCCAGAGCGTTC
TTGGCCTTTACTTCCTCCTCAATGTGTCTCTTAAGCTCCTCAATTTGCTGAGTGAAGGCC
TGTTTTCCTCTGGTCAGCTGGGAGACGAGAGCTTCTTTTTCTTCCAACTGACGTGTGATC
TCACCATTTTCGGTTTGAAGTCTTGCCTTAAGTGCATTAGCGTCATTTAGTTGGCGAACA
TTTTCATCATTTTTGGCTTTGAGTTCACTCAGTTGGTCTTCAAGGGTTCTGCACATTTTC
TCCAAGTTACCCTTCATTTTAGCAACAGCCTCCATGTTGCTGCAGAGATCATCAATCTCC
ATCTTGTACTCGCTCTTCTCCTTCTCCAGCTTCTGCTTGACACGCTGCAGGTTGTCGATC
TGTTCTCCCAGCTCTGCAACGCTGTCGGCCTGCTTCTTGCGGAGAGCTGCTGCAGTAGCT
TCATGCTGCAGTGTGGACTCT
>CL1Contig403
AAAAAGCGGCGGGCCACGGCGCTCGCCACTCTCCTCTGCTCGTCTCTGCAGCATCATGGC
CTTCGTCGCGTCCTCCTCCCGCTCCATCAAGTCCTCCATGGGGGGCTCCATGATTGGCTC
TCGGATGAGCGCCGGCAGCGTTTACGGTGGGGCTGGGGGCCAGGGTGTCCGAACCTCCGT
TGCAGACGGGGGGTATGGGAGGAGCTTCTCCTCTGCCAGTTTCAGTGCAGGCGGCGTGGA
GGACAGCCTCATCGGAAACGAGAAGTTCACCATGCAGAACCTGAACGACCGCCTGGCCAC
CTACCTGGAGAAGGTCCGCCGGCTGGAGAAGGCCAACGCCGACCTGGAGCTGAAGATCCG
ACAGTTTGTGGAGAGCAAAGTGGGTCCCACCACCAGGGACTACAGCCACTTCTTCAAAAC
CATCGCCGAGATCAGAGCCAAGATTCTGGAGGCCACCAGCAAGAACGGTGCGGTCCACCT
GAGCCTGGACAACGCTCGCCTGGCTGCAGACGACTTCAGGACCAAGTACGAGACGGAGCT
CAGCATGCGGCAGTCTGTGGAGGCCGACATCGCCGGGCTCAGGAGGGTCCTGGACGAGCT
GACGCTGAGCAAGAGCGACCTGGAGATGCAGCTGGAGGGTCTGAGGGAGGAGCTGGTCTT
CCTGAAGAAGAACCACGAGGAGGAGCTGCTGGCCCTGCGGGCTCAGATGAGCGGGCAGGT
GACCGTGGAGGTGGACGCCGCGCCCACTCAGGACCTCAGTAAGATCATGGCGGAGGTCCG
GGAGCATTACGAGATGATGGCTGACAGGAACCGCAGAGATCTGGAAGTCTGGTTCCAAAA
CAAGACAGAGGCGCTGAACAAAGATGTTGTGGTTCAAACCTCAACGCTGCAAACGTCCAG
GAGTGAAGTGAGTGAGCTGAAGAGGACGCTCCAGTCGCTGGAGATCGAGCTGCAGTCGCA
GATGAGCATGAAAGCGTCTCTGGAGGGCACCCTGGGCGACACTCAGGCCAGATACGCCCT
GCAGCTGCAGGGGTTCCAGAACAGGGTGTCGATGCTGGAGGAGCAGATTGCAAGTTTGCG
GTCAGACCTGGAGCGGCAGTCGAACGAATACCAGATGCTTCTAAATATCAAAGAACGGTT
GGAGATGGAGATCAGCGAGTACCGCCGGCTGCTGGACGGGGACACCAGCAGCGCCGTGTC
CAAGACCTCGTCCTCGACCTCGTCCGTCACAACAACCAAGCGGGTGGTGACAGTGGTGGA
GGAGGTGGTGGACGGGGTGGTGGTGAGCAAAAGCTCGACTTCCTCCACCCTCTGAGGAGC
AGCTCCTCCTCCTGGTCGATAAAACAATAAAAGTCTGGATCAGAAAAAAAAAAAAAAAAA
AAAT
>CL1Contig404
TTGGCCTACCCGTTGTCAGTCTTCGCTGGAGGAGCACGCGCTGAAGGCACCGGCCTAAAT
CCCACACCGACCAGACGGCAAACAAAGCAAACGTGTTGAGCTTTGGCTTTGATACTAAGT
TCAGTTCAACATCTTTACTGAGTAAGAAAAATGACTTCAGTAGACTTTCTGGCCAAGGAG
AAGATCTGGTTTGACAAACCTCGCTATGATGAGGCAGAGAGACGCTTCTATGAGCAAAAG



AACGGTGGTGCTGCACAGACGACGCAGGATGTCGGTGCAAACGCCATTCTCCAAGACATT
GCTCGGGCCAGAGAAAACATCCAGAAATCTTTAGCGGGGCTGAAGACTACACTGTGTAGC
AGAGGGTCAGCCCAGTCCTCCTTGAACCATCAGTCCCTGCTTAACGCCGCCAGCAACAAC
CCAGCCGATCAAGGAGAACTCATTTCTCGCATCAAGAGCCTGGAGCTGGAGAACCGCAGT
TTACACAAAGTGGTGGATGACCTGCGGGCGGCGCTCTCCAGGCTGGAGTGTCGAGTTGCC
GTTCTGGAAAAACCTCCTGCATCCGTGACTGCGGCGCCGTTGCGGACCTGCACAAATGGC
TCTGCTGTGCAGCAGAAGAACAGCTGTCCTGTTAAAGAGGACGACGAGGACGACGACGAC
ATAGACCTGTTTGGTAGTGATGAGGACGAAGAGGCGGATAAACTCAAAGAACAGAGACTG
AAAGAGTACGCAGAGAAGAAAGCCAAGAAGCCTGCTCTCATCGCAAAGTCCTCAATCTTA
CTGGATGTTAAACCTTGGGACGATGAAACGGACATGGCCAAGCTGGAGGAGTGCGTGCGC
TCGGTTCAGGCCGACGGCCTGTTATGGGGAGCGTCCAAACTGGTTCCTGTGGGTTACGGT
ATCAAGAAGCTGCAGATCTCGTGCGTGGTGGAGGACGACAAAGTGGGAACTGACCTGCTG
GAAGAAGAGATCACCAAGTTTGAAGACTTTGTTCAGAGTGTTGATGTAACAGCTTTCAAC
AAGATCTGATCTGTGGACGTCCGTCTCGTC
>CL1Contig405
CACAAGGGAAAGCCATTAAACAATCTGTGCCAGGTTGAGACCGACAGACCGCTTTGATCA
GATTGCTCACTTGTTTCAAGCAAGCAACCGCGCATGCATCACAGCACCCAAGAGAATTAT
TGAACCACCACTGTGATCACTGGACTGCACACACCATCATATGTCGGTATGATGCATGCA
CTGCTGGCCTCAACCCGGACTGACAGAATGAGTGATGGGGGGGAAAAGGCGGAGAAACAA
AAGGCAGAGAAAGAGATAGAGTTTCAGTGTCACAAGATTATTTTTATTGAAAATAATCCC
GTGTTCCCCCTGTTGGTCGCACTCAAACGCCCCCACAGCCCACCCGTCCTCTTGCCGAGC
ATCTGGGAGAGAAGTCTTTTCATTACTGAGCCGACAAGTGGAAACAGCAGGCGTGCAGGT
GCGAGTGTGTGCAAGAAGGTCATGGCGTTGGACAGGACTGGAAGGAGAGGATGAATACTG
GCACGAGTGTGGGTCTGGATAGAGGTACGGCTCTTGAGGGGAAAAAATTTACTCCTCCTT
GTCCTCTCCGTGTGTGATGACATAGCAGATGTTCTTGTAGTCTACATTGCCAGCCACATT
GGAGGATCCACCTTCACCCTGCTGCTGCCTCCTCTTGGCCTTCTTGGGTGCCATCTCTCA
AGTTTGTGGGGTTGTTGGTGGTCAAGAAGAGAAGCCTACGCCAAGCCGATGTGACTGACA
TAGGCCAAC
>CL1Contig406
CCTACTGGCTTTTCCTCTGTGCCTAGATGCGATGAGGAGCTAGGTTCGGCTGAACCTGTC
TAAAATCCGAATCCATCCTTGTAAAAGGCACCACCGAACCTCCCCAAAATGACTGAGCAG
ATGACAGTAAGGGGGACCCTGAAGGGGCATAGTGGATGGGTCACACAGATCGCCACTACA
CCTCAATACCCCGACATGATTCTGTCGGCGTCCCGAGACAAATCTATCATCATGTGGAAA
CTGACCCGTGATGAGACCAACTATGGCATCCCCCAGCGCTCCCTGAAGGGCCACTCTCAC
TTTGTAAGTGATGTTGTGATTTCCTCTGATGGACAGTTTGCCCTGTCAGGAGCCTGGGAT
GGAACCCTCCGCCTGTGGGACCTCACCACAGGGCTCACCACCCGCCAATTTGTTGGACAC
ACCAAGGATGTTTTGAGCGTGGCCTTCTCTGCTGATAACCGCCAGATCGTGTCTGGCTCT
CGGGACAAGACCATCAAGCTGTGGAACACTCTCGGCGTTTGCAAGTACACCATTCAGGAT
GAAGGCCATACTGAGTGGGTGTCTTGTGTTCGCTTTTCTCCAAACAGCAGCAACCCCATT
ATTGTCTCCTGCGGCTGGGACAAGATGGTCAAGGTGTGGAACCTGGCGAACTGCAAGCTG
AAGACTAACCACATCGGCCACACTGGCTACCTGAACACGGTGACCGTATCTCCTGACGGC
TCCTTGTGTGCATCCGGTGGAAAGGACGGCCAGGCTATGCTTTGGGATCTGAACGAGGGC
AAGCACCTGTACACCCTGGACAGCGGCGATGTCATCAATGCCCTTTGCTTCAGCCCCAAC
CGCTACTGGCTTTGTGCCGCCACTGGCCCTAGCATCAAGATCTGGGATCTGGAAGGGAAA
ATCATTGTGGATGAGCTGAGACAGGAAGTGATCAGCACAAACAGCAAAGCCGAGCCCCCA
CAGTGCACCTCTCTGGCATGGTCTGCTGATGGACAGACCCTGTTTGCTGGTTACACCGAT
AACCTGATCAGAGTGTGGCAGGTCACCATTGGAACCCGATAAGAATCCATCGCTGCATCG
ACTTTAAATAAAAAGACTGTTTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL1Contig407
CCACTGGGTTCGCGCGCGGACTCGGTTGTCAGGCAGTGGACTCGTCTGACCGGCTCTGCG
CGGCCCCGAGAGAGCACCGACAACCCGAACCGGAACCGTACAGCGTCACCGCAGCCGCGT
GGGCGCGGGAGAGCCGCCGCGCGGCATCGAACGTTAGCGGGGAGCTAACGGAGCAACATG
GAGGCGTTTCTGCGGAGCAGCAGGAGCGCCATGAGGGAGGACGTGGACCAGCCCAGTCCA
GGGTTTCATGTGGTTCTTGGGAACGAGGCCTGTGATGTGGACTCCATGGTGTCTGCTTTG
GCCTTCGCCTATTTCCTGTCCAAGACGGCACACAGTGACACGGTCACTCTGCCGCTGCTC
AACATCCCTCAGTCGGAGCTGGTGCTGCGTTCGGACAACGTCTTTCTGCTGCGTCAGGCC
GGTTTGTCTCCAGAACTTCTGATCTTCAGGGACCAGTTGGACCTGCGGGCTCTAGAGCGG
GCTGGCCGCCTGCGGCTGACGCTGGTCGACCACAACGTCCTTCCCAGTTCCGACTCTTAC
CTGGAGGAGGCTGTTGTTGAGGTAATTGACCATCACCTCCTAGAGAGAGAACCCAACCCC
ACCTGTTCTGTTACCGTGGAGATGGTGGGATCCTGTGCTACCTTGGTAACTGAGCACATC
ATCCAGAAAGCCCCTGAGATACTGGACCAACAGCTTGCTCAGCTGCTCTATGCAGCCATG
GTGCTGGACTGCGTCAACATGGATCCTGCTGCAGGTAAAGTCACTCCTAAAGACAGTCAG
TACGCCGCGGCGCTGGAGAGGCGCTTCCCCACTCTGCCACCAAGGGGAGCTCTTTTCCAG
TCTCTGCAAAACGCAAAGTTTGACGTTTCA



>CL1Contig408
ATCTTAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAC
TAATGTGAATTGCAGGACACATCGATCATCGACACTTCGAACGCACCTTGCGGCCCCGGG
TTCCTCCCGGGGCTACGCCTGTCTGAGGGTCGTTATATCTGTCTCGGGATCCGGAGTTCA
TTTGTTATTCAGCGGTGGGAACAATTTGTTTTGTAAAGATGCAGATCTTTGTGAAAACCC
TGACTGGGAAGACCATCACCCTGGAGGTGGAGCCCAGTGACACCATCGAGAACGTGAAGG
CCAAGATCCAGGATAAGGAGGGCATCCCACCCGACCAGCAGAGGCTGATCTTTGCCGGCA
AACAGCTGGAAGATGGTCGCACGCTGTCCGACTACAACATCCAGAAGGAGTCCACCCTCC
ACCTGGTCCTCCGCCTCCGAGGAGGGATGCAGATCTTTGTGAAAACCCTCACTGGGAAGA
CCATCACCCTGGAGGTGGAGCCCAGTGACACCATCGAGAACGTGAAGGCCAAGATCCAGG
ATAAGGAGGGCATCCCACCCGACCAGCAGAGGCTGATCTTTGCCGGCAAACAGCTGGAAG
ATGGTCGCACGCTGTCCGACTACAACATCCAGAAGGAGTCCACCCTCCACCTGGTCCTCC
GCCTCCGAGGAGGGATGCAGATCTTTGTGAAAACCCTCACTGGGAAGACCATCACCCTGG
AGGTGGAGCCCAGCGACACCATCGAGAATGTCAAAGCTAAAATTCAGGATAAGGAGGGCA
TCCCACCCGACCAGCAGAGGCTGATCTTTGCCGGCAAACAGCTGGAAGATGGTCGCACGC
TGTCTGACTACAACATCCAGAAGGAGTCCACCCTCCACCTGGTCCTCCGCCTCCGAGGAG
GAAACTAAATTTGCTTCATGTTCCATCAAGTTTTACCAGTGTTCTCTGCACGTGTTCATT
CCTGTTCAGCTCAGTTTCTGAAGTTTGCTTTTCTTTAATTAACTTCAACTCTTCAGTAGA
AACTGAAGTTAGAATGTTTGCTTCTGTTTGCAAGTGTTTAAGCTAATAAAGGCAAAATAA
AGCAAAAAAAAAAAAAAA
>CL1Contig409
GCCACATAGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCGTCTTCAGCCGCAGCATCGAG
TCGGCCTTGTTGGCCACATAGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCGTCTTCAGC
CGCAGCATCGAGTCGGCCTTGAAAAAAAAAA
>CL1Contig410
CCTACTGGCTGGTTGATCCTGCCAGTAGCATATGCTTGTCTCAAAGATTAAGCCATGCAA
GTCTAAGTACACACGGCCGGTACAGTGAAACTGCGAATGGCTCATTAAATCAGTTATGGT
TCCTTTGATCGCTCAAACGTTACTTGGATAACTGTGGCAATTCTAGAGCTAATACATGCA
AACGAGCGCTGACCCTTGCGGGGATGCGTGCATTTATCAGACCCAAAACCCATGCGGGGC
TGCTCCTCCGGGGGCGCCCCGGCCGCTTTGGTGACTCTAGATAACCTGGAGCCGATCGCT
GGCCCCCCGTGGCGGCGACGTCTCTTTCGAATGTCTGCCCTATCAACTTTCGATGGTACT
TTCTGTGCCTACCATGGTGACAACGGGTAACGGGGAATCAGGGTTCGATTCCGGAGAGGG
AGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCGCGCAAATTACCCACTCCC
GACTCGGGGAGGTAGTGACGAAAAATAACAATACAGGACTCTTTCGAGGCCCTGTAATTG
GAATGAGTACACTTTAAATCCTTTAACGAGGATCCATTGGAGGGCAAGTCTGGTGCCAGC
AGCCGCGGTAATTCCAGCTCCAATAGCGTATCTTAAAGTTGCTGCAGTTAAAAAGCTCGT
AGTTGGATCTCGGGATCGAGCTGGCGGTCCGCCGAAAGGCGAGCTACCGCCTGTCCCAGC
CCCTGCCTCTCGGCGCCCCCTCGATGCTCTTAGCTGAGTGTCCCGCGGGGTCCGAAGCGT
TTACTTTGAAAAAATTAGAGTGTTCAAAGCAGGCCCGGTCGCCTGAATACCGCAGCTAGG
AATAATGGAATAGGACTCCGGTTCTATTTTGTGGGTTTTTCTTCTGAACTGGGGCCATGA
TTAAGAGGGACGGCCGGGGGCATTCGTATTGTGCCGCTAGAGGTGAAATTCTTGGACCGG
CGCAAGACGGACGAAAGCGAAAGCATTTGCCAAGAATGTTTTCATTAATCAAGAACGAAA
GTCGGAGGTTCGAAGACGATCAGATACCGTCGTAGTTCCGACCATAAACGATGCCAACTA
GCGATCCGGCGGCGTTATTCCCATGACCCGCCGGGCAGCGTCCGGGAAACCAAAGTCTTT
GGGTTCCGGGGGGAGTATGGTTGCAAAGCTGGTGGTGCTGCTCCTGGCGGTGGCTCTTCT
GGACCAACCATTGAAGAAGTTGATTAAACATTCCATGACTTCACCTTCTAAGATCTTTAC
TAAGAAAACCCTCTTTAAGTGCAATATGCAATCTATAAAGAGTGTAATGAGGTTAAACCA
GTTTCCTTTTATTACCATTACTTGAAGGACGAGTACAACTTTGTCACTTCCTATGGGGTG
ATTTACATATTTGGATGTCACTCTACAATAAATGCTGAAACCACAAAAAAAAAA
>CL1Contig411
CCACATAGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCTTGCTCAGTGGGTTAAGGATCC
AGCATTGCCTTGAGCTGTGGTAGGTTGCAGACGCAGCTCAGATCTGGCGTGGCCTGTGGC
GTAGGCCAGCACCCTGTAGATCCGATCGAACCCCGAGTCTGGGAATCTTCATATGCCGCA
GGTGTGGCCAAAAAAAAAA
>CL1Contig412
CTTTCTCACAGCCATCTTGGAATTAGCGTCCCGAGTTGGTGAGGATCTCCGCTTGAAATC
CAATATCATCTGGAATTAGCGTCCCGAGTTGCGACAACAATGCCTGGTGAAGCGACAGAA
ACTGTCCCGATCACCGAGCAGGAGATGCAGCAGCCTCAAGTGGAAACTGGATCCGGCACT
GAGTCGGACAGCGATGATTCTGTCCCAGAGCTGGAAGAACAAGACTCAGCCCAGACACAA
ACGCAACAAGCCCAGCTTGCAGCAGCAGCTGAAATTGACGAGGAACCAGTCAGCAAAGCC
AAACAAAGCCGCAGTGAAAAGAAAGCACGAAAGGCAATGTCAAAGCTTGGTCTTAGGCAA
GTAACGGGGGTCACCAGGGTCACTATTCGCAAGTCCAAAAACATCCTGTTTGTCATCACC
AAACCAGACGTCTACAAGAGCCCAGCATCAGACACATACATCGTCTTTGGAGAAGCTAAG
ATAGAAGACCTTTCTCAGCAAGCCCAGCTGGCTGCCGCAGAGAAATTCAAAGTTCAGGGA



GAGGCTGTTTCAAACATCCAGGAAAACACACAGACCCCTACAGTACAGGAGGAGAGCGAA
GAAGAAGAGGTTGACGAGGCTGGCGTTGAAGTGAAGGACATTGAACTCGTTATGTCGCAA
GCCAACGTGTCGCGGGCAAAGGCTGTACGCGCCCTGAAAAATAACAACAATGACATCGTC
AATGCTATCATGGAGTTGACAATGTAAGGGGACCCTGTCAACGAAGAGTGGAAGAGTGTT
GCTGATTTAATCTCATTTATACAGTTTATATCCAAGATGGAAATAAAGTTGTGGCTTGGT
GAAACTAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL1Contig413
CCTACTGACCATACAGGGCCTGACAAGNTTCAGCTCAGAATGAGCGTTTTCATCCATTTT
CTCAAGCTGTTCAGCTATTTGGTGTGAAGATGTCTTCTTTCTCTCCTCCTGCTGTCACAC
TGATCAGAGGCTGCAGCTCAGAATTGAACAGTTTGTTTGTTTTTCTCAACAGGCTGCAAT
CCGAAAAGAGCTGAATGAGTTCAAAAGCACTGAGATGGAAGTGCACGCCTCAAGCAAACA
CCTAACAAGGTTTGTATTCGGAAATGCGCGTCTGCAGTAGCGTGTGCAGCACGCTCAGTC
TATTCTGGGATGCGCTGGTCTATATTTAGCTCCCCCTGCTGATAGAAAAGACTGTAGTAA
GCTAAATATAGATGGGAGCGCTTCTCAACTGGGAGGGGGAGGCGGTCCCCTGAAGATCTC
CTACTATCAGGGACAGCTAGAGAAATGTCGCAGCGTCCTCAGCTGATGTACCAGTGACCC
AGAAGGAGAACTGGACAGTGTTTGCCTGCTCAGCAGCTCTGATTGTTTAAGCTAGTGCAG
CAGCATCTTTGTGATGACAAAGGCGCCTTACGCTCGCTCTTTCTGCACAGGTTTCACCGG
CCATGAAAGCGGAGTTTCTTCTGTGAAGAAATGGGAAACCAATACATTTTCTGAAGCTGC
TAGACGCCCCCTAAGTGGTGAGCGTTGGAGGCTCCTGGAGCTTTCTCGTCTTCAGCGCCT
CATCAATTTTCTTCCAGCACTCTCATATCATCAATATGGAGGAATGCCTGCGGGAGAAGC
GACGGCGGGGATGTTTGCAGCAGAGACTTTGGCTGAGACTCTTGACTCTCAGGACAAGAG
CGGAGCAGAAAAAGAAAAAACAATCTCATCATTCTTGTGTTGTTTTTTTTGTACTAATAC
ATGGACTTCTTTGACAAAGCGGTTTGGATCCGGGTCGTGGGGAAGAAGGTGTGCATGTGA
CCAGCTTCACTTTTATAAATGTGTCACAGGGACTGAGCAGGCCGCTGTTGGAGACACATT
TGATATGAACTGTATGTACAGTGTGCCCATCAATGTCTTCAATGAAAAGAAAACAAACCT
TG
>CL1Contig414
ATGTGAAGAACGAGGAGCTGGAGGCCATGGTGAAGGAAGCCAGCGGCCCCATCAACTTCA
CTGTCTTCCTGACCATGTTCGGCGAGAAGCTGAAGGGTGCTGATCCCGAGGACGTCATCG
TGAGCGCTTTCAAAGTCCTGGACCCTGAGGGAACTGGCTCCATTAAGAAGGAATTTCTTG
AGGAGCTCCTGACCACCCAGTGCGACAGGTTCACCCCTGAAGAGATGACCAACTTGTGGG
CTGCCTTCCCCCCTGATGTGGCTGGCAATGTAGACTACAAGAACATCTGCTATGTCATCA
CACACGGAGAGGACAAGGAGGAGTAAATTTTTTCCCCTCAAGAGCCGTACCTCTATCCAG
ACCCACACTCGTGCCAGTATTCATCCTCTCCTTCCAGTCCTGTCCAACGCCATGACCTTC
TTGCATCACTCATTCTGTCAGTCCGGGTTGAGGCCAGCAGTGCATGCATCATACCGACAT
ATGATGGTGTGTGCAGTCCAGTGATCACAGTGGTGGTTCAATAATTCTCTTGGGTGCTGT
GATGCATGCGCGGTTGCTTGCTTGAAACAAGTGAGCAATCTGATCAAAGCGGTCTGTCGG
TCTCAACCTGGCACAGATTGTTTAATGGCTTTCCCTTGTGTCTTCATTGGACGGGGATTG
TACAAGAAAAGAGGATGTGTACTGAACTATAATAGTTTGTGTACCCCTCCTCTTTTTGTC
TGACCCTCCTAAACGTGGGATCGAATTAAGGGAAAAGCGGAAGAAATAAAACATTTAAAA
AAGTTAATGTTGTTGACAGAGAAAGAGATGGTTAAAAGAGTTGAGTGGGGGGAGGAAAAA
TGCAAAACAAAAGAGAAAAACGTCTTTGTCTTCTTTTCCCTCTCGCCACTGTTTCTCCTG
TTGTTGTGACT
>CL1Contig415
GGCCACATAGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCTTGTTGGCTAAGTTTGCAGA
ACCCTACAGCCTGTCTTGGCCAGCAGGGAGCTCACTTCTGTCAGCGTTTCTGAGGTTTCA
AAGTCCACTGTCACCATGTCTGACACAGAAGAAGTAGAACAGGTTGAGGAGGAGAAGCCA
AAGTTCAAGCCCACGGCCCCAAAGATCCCAGATGGTGAGAAAGTGGACTTTGATGACATC
CAGAAGAAACGTCAGAACAAGGATCTGGTGGAGCTGCAGGGCCTGATCGATGCTCACTTC
GAGTGCAGGAAGAAGGAGGAGGAAGAGCTGATTGCACTGAAGGAGAGGATTGAAAAGCGT
CGCGCTGAGAGGGCGGAGCAGCAGAGGATCCGTGCTGAGAAGGACAAGGAGCGCCAGGCC
AGACGTGAGGAGGAGAGGCGTATCAAGGAGGAGTCGGATGCCAAGAAGAAGGCTGAGGAG
GATGCCAAGAAGAAGTCTGCTATGACCAGCTCCACCTACAGCAGCCACCTGCAGAAGGCT
GACCAGAAGAGAGGAGGAAAGAAAGAGACTGAGAGAGAGAAGAAGAAGAAGATCCTCGCT
GCCAGACGCAAGCAGCTCAACATCGACCATCTGAGTGAAGACAAGCTGAAGGATAAGATT
ACTGAGCTGTATGAATGGATGCGCCAGCTGGAGTCTGAGAAGTTCGAGCACATGGAGAGA
CTGAAGAGGCAGAAGTATGAGGTTACAACTCTGCGTAAGAGAGTGGAGGAACTCAGTAAA
TTCAGCAAGAAGGGAGCTGCTGCCCGCCGCAGGAAGTAGACTGGCTCAGACTGCCTCTGC
ACGAAAACCAAACGATGATCAACACACGCCAGATGAAGCACAGCATGCTGTGGCGAAGAT
CATTGCACCAAAGAAACTATTGTCTCTGAGATCTGCGCCGCAGTTACCAAGCCAAATGGA
GAAAAGCCAACCAAATGCCTTTAGCTGCTGTTCAATAGCAATTAAAAGAAGGAAAATTTT
TGTCATGCTTCCTCTCCCTCCATTGCTGGTTCTCAGTATTTTTGTAAATAAAGTGTGACT
CTTCAAGGCATGTCTGTAGATCTGTTGTTATTCAAAATCAATAAAATTCCGTATTTTTAA
AAAAAAAA



>CL1Contig416
TTGGCCACATAGGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCGTCTTCAGCCGCAGCAT
CGAGTCGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCNTGTTGGCCNCATAGGCCGNCTT
CNGCCGNANNATCNAGTCGGCCTTGTTGGC
>CL1Contig417
GGCCTACATCTTCTGCTTGGAGATCCTGTGGGTTAAAAAGGAAACTTTTGTTTCTGCAAC
CATGATCAAACTGTGGACCATTGCTCTGGTGGTGACCTTTGTCACACCATCCTTTGGAGG
TCGACCTATTGAAGATTCAGTTCCCCCGAGCAGTGAGCCCCCTGAAGAACCAAAGTCCGT
TTTTTCCTCTGAATACTACTGTTGGACCCAGTGGTTTGACCGAGACGATCCTTCTGGAAC
TGGAGACTGGGAGACTCTTTCAGACCTTCTGAAGCAGTACCCCAATGAAATCTGCCCAAA
TCCAGTAGACGTTGAAGCCACAACTCTGTCTGGGACTCCTGCAAAACAGACAGGAGAAGT
CTTCTATAAGTATGACAAAACATCAGGATTCGTCTGCAGAAATGAAGACCAAAAACAAGG
GATGTGCAAGGATTATAGAGTTCGCTTCAGCTGCCCCTCTGCTTACTGTTCTAAAAAAGT
GTGCTGGACCGAGTGGTTCGATAGAGACGATCCCTCTGGAACTGGAGACTGGGAGCTCTT
GAGCAACCTGAGGACAGAAAACCCAGGGAAGATCTGTGAAACTCCTCAGCACATCCAGGC
TAAACCCAAATCCCTGTTAGCCTCCTTCATAGGGGATAACATCTACATCTATAACCCAAC
CCAGGGCTTTGTTTGCCGCAACGAAGACCAAACGTTCAAGAAGTGCTGGGACTACAAGGT
CCGGTTTGGATGCTGCTAGTGAGCCTTGACTCCAGGCTGATGAGGAGAGCATGAAGGATC
CTCTCTGTTCTCTCTGTCCATCCTTGAAGCCGATATCTCTTTTAGGGATTTTTTTTCCTA
TTATTGATTCGGTGTGGGTAAAAAGGGTAAATTTCTTCTGTTTTTTCCCTCT
>CL1Contig418
TGTTGGCCACATAGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCGTCTTCAGCCGCAGCA
TCGAGTCGGCCTTGTTGGCCAGACTCTGAAGGAGCCAGTTCCTGTGGTTTACTCTGAAGC
CAAACGTTAGCCGTCATGAAGCTGCTGGTGGTCCTCGCTCTCATCTCTGTTTGCAGTGCA
AACCTCATCTGGCCTGATCCCCCCAAGAGCAATCTGGATGTGGTGAAGGAGGCTTTCTGG
GACTATGTTGCCAAGGCGACGCAGACTGCTGAGGACTCTCTGCAGCAGATCCGACAGTCG
GATCTTGGCCAGGACCTGAACTCCAAAATCTCTCAGAGCACCGACACCGTGAACCAGTAC
TTCGCCTCTCTGCAAGCGCAGGCGGCTCCTGTGACCCAGGATGTGATCAGCCGCATCACC
CAGGAGGCCGAGCAGTTGAAGATCCGTCTGGACAAAGATCTGAGTGCGGTGAGCGACAAG
CTGCAGCCTCAAGCCGAGGAGCTGGTGGCTCAGCTCCACAGTCGGGTGGAGGAGCTGAAG
AGGGAGGTCAGCCCCCTGGCCGAGGCCATGAACCCTGAGGCGCTGAAGGCCGTCCTGCTG
CAGAAAAGCCAGGAGCTGAAGGGCCAGCTGGAGAAGGGCCTGAGCCAGCTGCACGTCCAG
GCCACCCCCTACACCCAGGAGATGAGGGAGAAGATGGAGCAGAGCCTGGAGGACTTTCAG
AAAAACATGGTGCCCCTGACCCAAACCTTTGAGATCCAGCTGAACCAGAAGGCCCAGGAG
ATCCAGCAGAGGCTGCTGCAGAGCGGAGAGGAGCTGAGGGCCAGGCTTGACTCCGGCGCT
CAGGACCTGCAGACTCAGCTGACGGCTCTGTGGGAGTCCTTCACCCAGAAGACCCAGTGA
ACAGACTTCTGCCCCAACCAGTCTATTTATTTAAAACGTTATCCACTATCCAGATCAGTG
ACAATAGAATTCCACCCATCAGGAGATGCATTTCAGGACTTCCTCCATCTGCTCTCCTCA
CATGAAGACAAAAGTTCCTGAAAACATCTTTTACAGATTATCATAATGTGGACCTGCGGG
AACATAAAGAAATGTATACTTGCATCTTTAGGTGATTAAAGTTGGATTCTCTAAAAAAAA
AA
>CL1Contig419
CTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAACTAATGTGAATTGCAGGA
CACATTGATCATCGACACTTCGAACGCACCTTGCGGCCCCGGGTTCCTCCCGGGGCTATG
CCTGTCTGAGGGTCGTTTATTCAGCCTTTTTTCTCAAGCCTGAAGTAAAAGACAAAAACG
CCGCCATGGTTGAGTGGACCGAGCAGGAGCGCAGCATCATCACCAACATCTTCGGCAACC
TGGACTATGAAGACGTGGGCTCCAAGGCTCTCAGCAGGTGTCTGATCGTCTACCCCTGGA
CTCAGAGGTACTTTGCCAGCTTCGGTAACCTCTACAACGCCGAAGCCATCAAGACCAACC
CGAACATCGCCGCCCACGGCACCAAGGTCCTGCACGGTCTGGACCGCGCCGTGAAGAACA
TGGACAACATCAAGGCCACCTACGCCGAGCTGAGCGTGCTGCACTCCGAGAAGCTGCACG
TGGACCCCGACAACTTCAAGCTGCTGGCTGACTGCTTGACCATCGTCATTGCCGCCAAAC
TGGGCTCCGCCTTCAGCCCAGAGATTCAGGCAACCTTCCAGAAGTTCTTGGCCGTGGTGG
TGTCCGCTCTGGGAAGGCAGTACCACTAAAGTCAGCTGCCTGCGCAACTGGAGAGGAGCT
CTGGCCTCTGTTCATGTGTGTTACCTCCTTCCAAATGAAGAAATAAAAGCCCTCCAAAGC
AAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL1Contig420
TTTTTTTTTTCCAAACAAGGCCGACTCGATGCTGCGGCTGAAGACGGCCGACTCGATGCT
GCGGCTGAAGACGGCCGACTCGATGCTGCGGCTGAAGACGGCCTATGTGGCCAA
>CL1Contig421
CCGGCTCACAATGCGAGCTCCACAGGCCCTGGCGATGCGGTTGTTGTCAGTCTTCCTCAC
GCGGCGAATTGCAGTGATATTTGCTTTAACCAGGTAGTGCTGGGCCAGATCTGAGATCCC
CTTCTCAGTGAAGATCAGGTCTGGCTTGAGGCGGACGATGTCCTCACAGATCTGCTGGAT
GTAATCTTCTTCCATTTGCAGGATTCTGGAGAAGTCCTCCTCCTTGCTGATCTCGATGTC
GGTCTGACTCTCTCCTTTCTTGTACTCCAGAGAACAGTCCAGCAGCACAATCCTGGGGTT



TTTGATCATCCGTCTCATTTTGGGGTGAGTGACGTCCTTGTTGATCATCACGCCTTTCAG
CACACAGGAGTCCTCGATGAACCCGCCCGGAACCTTTTCTACTTTGGCGTAGTTCTTGAT
GTCGATTTCTTTGCGCCCATTCTCCTCCAGCTCCACCGTGCGGACGGCGTCCAGGGCGAT
GGTGCAGGCCAGGTCGGACCAGCGGAATAGAGCCTTGGTGTTGATGGCAGAGTTGACGAT
CTTCAGCATCATGGAGCGATCTGATGTGTCCACAGGAGTGCTGACTTCCTTCAAAGCTTC
AAGCATGTCCTCCAGAGCCTGTCTGTAGGCACTAATAATCACGGTTGGATGCATCTGCTG
CTCAAGGAAATGCTCGGCTATGGACAGCATCTCTCCAGCCAGAATGATGACAGAAGTGGT
CCCATCTCCAACCTCTTCATCCTGAGTGCGGCTGATCTCAATCATGGTCTTGGCTGCAGG
ATGCTGAACCTGAATCTCTCTAAGAATGGCGTTTCCATCATTGGTCATCACAATTCCTCC
TGTAGGATCAAGTAACATCTTCATCATGGCTCGAGGTCCGAGGCAGGTTCTGATGACATC
TGCAATCATCTTTGCAGCACTGATGTTCCCGGTCTGAACTTTACGACCCGACTCCCTCTT
CACATTTTGGTTGAGCACTAAAACCTGCTGGCCCATCATTTTGACAGCGGGAGTCGAACC
TCAGCAGCCTGGAAGGTTCTGGGTGGCACGGGGAGCCCCGGCCATAAGGNCC
>CL1Contig422
GTTGGCCACATAGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCGTCTTCAGCCGCAGCAT
CGAGTCGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCGTCTTCAGCCGCAGCATCGAGTC
GGCCTTGTTGGCCACATAGGCCGTCTTCNGCCGCANCATCNAGTCGGCCTTGTTGGCCAC
ATAGGCCGTCTTCANCCNCANCATCNAGTCGGCCGTCTTCNGNCGNANNNTCGAGTCGGC
CTTGTTGNCCACAT
>CL1Contig423
ATGTCAGTCACATCGGCTTGGCGTAGGCTTCTCTTCTTGACCACCAACAACCCCACAAAC
TTGAGAGATGGCACCCAAGAAGGCCAAGAGGAGGCAGCAGCAGGGTGAAGGTGGATCCTC
CAATGTGTTCTCCATGTTTGAACAGAGCCAGATTCAGGAGTACAAGGAGGCTTTCACAAT
CATCGACCAGAACAGAGATGGCATCATCAGCAAGGACGACCTCAGGGACGTGCTGGCCAC
CATGGGCCAACTGAATGTGAAGAACGAGGAGCTGGAGGCCATGGTGAAGGAAGCCAGCGG
CCCCATCAACTTCACTGTCTTCCTGACCATGTTCGGCGAGAAGCTGAAGGGTGCTGATCC
CGAGGACGTCATCGTGAGCGCTTTCAAAGTCCTTTTCTGAGGAGAAGGCCGCCCTGAGCC
CAGTCAGCTTGGCCTAGACCGGTTCTGGTCCAAAGACTCCATCTGCAGTTGTAGGAACTG
CTTATAGTTTTACTGCTTTTATGCGTCGAGCTGCATTTTTATCCTAAAGCTGTACGTTAT
GAGAATGTTCATTCCATTCTAGACTTTTATCCCAAACTCACTGCAGTAAGTTCTTAACAT
TTTACATTTATGACTTTTTAGAATGATTTTCCTAAATGAGTCATTTTCACGTGAACATAA
AGGACCAGGAAATTATTTAATGAGACGAGCTTTACTAGATTCGTGAATGTACGAACATTT
TAGTGCCTGAAACATTTTCAACCTCATAAGACAACTCAGTCTCACCGTCGCCATGGAAAC
CGAACCACGCACATGGAAGCTCACCATGAAGACTCTTTGCAGCTTTGAGTCTTAGACCTG
AGAACTTCAGTCATTCCATTTCCAGCGGCACATTCCCGCCTTTTACCCGTTTGACTCCAG
TGATGTTCTTGCAATAAGGGACTCATTTGCACTGTGGAGGACGCCGTGAAA
>CL1Contig424
AGCACTGGTTGGCCACATAGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCGTCTTCAGCC
GCATCAGTCGCAGCTCGGGCGAGGACATTCAGTCGATCATCTTGTCGGACGGTGAAGGTT
ACCTGCTTCAACAGTGCTTGAACGGCAACCTTTTAACTGTCTTTGAACATCGCAGGTCGG
GAACAACCATCGCTGCCATTTTCGTTTGAAGAACATCCAGACAGCAGCTAGCTAAATCAT
CTTTCAGCGCGCTTAGCTTGGAGGCTAGCCGTTTGTTTTGCTAACGACACACACACCAGC
TTTGACCTCCTACGAAGACAACCCGCCCAAACTCAGAAACATGAGTTCCCAGGTCAGACA
CAACTTCCACCAGGACTGCGAGGCTGCAATCAACAGGCAGATCAATCTGGAGCTGTATGC
CTCCTATGTCTACCTGTCCATGGGGTACTACTTTGACCGTGATGACCAGGCGTTGCATAA
TTTTGCCAAGTTCTTCCGCAAGCAGTCTCACGAGGAGCATGAGCACGCTGAGAAGTTGAT
GAAACTACAGAACCAGAGAGGGGGAAGGATCTTTCTTCAGGACATCAAGAAGCCAGACAG
AGATGAGTGGGGCAATGGCTTGGAGGCTCTTGAATGTGCCCTGCAGCTTGAGAAGAACGT
GAACCAGTCACTGCTGGACATGCACAAACTCTGCTCTGAACGCAATGACCCACATCTGTG
TGACTTCATCGAGACGCACTACCTTGACGAGCAGGTGAAGTCCATAAAGGAGCTGGGAGA
CTGGGTGACCAACCTGCGCCGTATGGGTGCTCCCCAGAACGGCATGGCAGAGTACCTGTT
TGACAAACATACTCTTGGTGAAGAATGCAGCTAAATCTGTCCAGATGACTTGCACACCTG
CTTCTGCAAATGTATTTTTATATCTTGCTTCCATACTATTAAAAAAAGATCTGTTATCTG
CATGATGGGTAGTTTGACCTTTTCTAAATGGTATTTGTGTTCCATCCACGTTGCCACACT
AATGGAGTAGTAGCATTGAAGATCTTGTTTGTCATCACCTTGTCATTGCTGCATATTTGC
TGTATTGTGCCGAGAGTTGTTTCTTAATCTCAATAAATCCAACCCCTCTGAAAAAAAAAA
AAAAAAAAANAAAAAAAAAAAACA
>CL1Contig425
TTTTTTTTTTCTCTTTTGCTGCACTAATTGCATATGGAAGTGCCCAGGCCAAGGAGTGAA
TCTGAGTTACAGCTGTGACCTCCAGTAGGCCAACAAGGCCGACTCGATGCTGCGGCTGAA
AGACGGCCGACTCGATGCTGCGGCTGAAGACGGCCTATGT
>CL1Contig426
TGTTGGCCACATAGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCGTCTTCAGCCGCAGCA
TCGAGTCGGCCTTGTTGGCCTATGGACATAGTCTTATTGTCCCAGCGCGCGGAGGCCGAT



CCGTCATAGAACAAAAACTGTCAAAGTTACCCGAAAGGCTGCCCGATAACCAAGTCATTT
TCCGAAAGGAAAGCAAATCTTATCGTATGTCCGCTATCCAGAACCTCCAAACTTTTGACC
CCTTTGCTGATGCAACTAAGGGTGATGACCGCCTCCCAGCCGGGACTGAGGACTACATCC
ACATAAGAATCCAACAGCGGAACGGCAGGAAGACCCTCACCACTGTACAGGGCATCGCGG
CCGATTATGACAAGAAGAAGCTAGTCAAGGCCTTCAAAAAGAAGTTTGCCTGCAATGGGA
CAGTGATTGAGCACCCAGAGTATGGTGAAGTGATTCAGCTTCAAGGAGACCAACGCAAGA
ATATCTGCCAGTTTTTGATTGAGATTGACCTGGCGAAGGAGGAGCAGCTCAAGGTTCACG
GCTTTTAGGAGCTGCCAGCGGCCCTCCCCCCTCTTTCTCCTTGAAGGCCACCAAGCGCCC
CTCTCTTCCCACCTATGTGCTGCTGTTGCCCTTCCTCCCCCCCTTTTCCCATTTGCAATA
CCACCAGCTTTTATTAGCTAACACCTGAATTACCTCTGAATGACATGGGACTCTGTAACA
TCCCCCTACAACACCGGGGGGTGGGGGCGCTCTCACAGAAACGCACCACAGTTCCACACA
TCAGGGATGAGTGGTGATGACCCTCCCACACACACTTCCTCTTTCCGTGTTGCCCCCTCT
TTCTTTTTTCCATTTTTAGATTGTGCCCCGATGAAAAGGCACCATCTCATGTAACATTTT
TTGTTTTGTACTTATGTGTTTCAATAAAACAATGAGTCTCCATGGTTTGGAGTGGAGTGT
TGTCATGGGGTGGGGTGTGTGAAGGAGGGTCATACTTTTTTTGTTTTTATCCCCCACCCT
TCAAAGTAAAACTGCATAGAAACGAGTGTTAAAGATCAGGAGAGCGGGTGACTGCTGTCA
GATCACTGCCTGTTCTGTATTCAGTCACTGGTGGGCTGGAAGTCGTAAGGAGGGCTGAGG
CATCTCACTGTGATCAGATGGGAGGGAACCGGGGTGAGGGGGCAGTAAACGCATTGAGGC
AGTTATTCAGAAATTGACTACACTGGTGCTTAACCTGATTAGGTACCAATCCTCTTTTTC
ATGGATATTAAGTCCTGTAATGCAATAATTTATAAACATGGCAATGTTTAGTGGATTAAA
ACCTAAAGCCATGAGAACAGAGGAGGTGGTGGACTGGATGTGTGGTAAATTCATCATTTG
GGGTAATAAAGATGATGCAGTTCACAAAGCTGTGTGTGGGGGGGGTGCTTTTGCTAGCAG
GAATGCTGTTCTAATGCTTGATGACCTGTTGGCATCCTGAGCTGAACCATAAAGCTCAAT
TCTGTAGACTTTAATAAAGGTTTGCAGGAAGAAAAAAAAAA
>CL1Contig427
CTGTTGGCCACATAGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCTTGTTGGCCACATAG
GCCGTCTTCAGCCGCAGCATCGAGTCGGCCTTGTTCTGGCAAAAAAAAAACTGAAAAAGC
TGCAAGGGGAGTTTCAGCTCTGGCACAGCGGGTTAAGAATCCTACTGTAGCGGCTCGGGT
TGCTGTGGAGGCGTGGGTTCGATCCCGGCCCAGCACGGTGGGTTAAAGGATCCAGCGTTT
CTGCAGCTGTGGTGTAGGTCGTGGCCGCAGCTCACCTTCAGTCCCTGTACTGGGAACTTC
CGCATGCCATGGATGTGGCCATTGAGAAAAAAAAAA
>CL1Contig428
ACATAGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCTTGTTCAGTGGGTTAAGGATCCGG
CATTGCCGTGAGCTGTGGTGTAGGTTGCAGACGCGGCTCAGATCCCATGTTGCTGTGGCT
CTGGCGTAGGCCGGTGGCTACAGTTCCAATTGGACCCCTAGCCTGGGAACCTCCATATGC
CACGGGAGCGGCCCTAGAAAAGGCCAAAAAAGGCAAAAAAAAAA
>CL1Contig429
GCAGTTCTGGGTGTCTGACCTTCATCGCTGCAGCCATGTTCGCCCGGAGCAGCGCTTTGG
TTTTCCTCCCACAATGTGGGCAGGTCAGGAACATGGCCACCTTGAAGGACATCACCCTTC
GGCTGAAGTCCATCAAGAACATCCAGAAGATCACAAAGTCCATGAAGATGGTGGCCGCTG
CCAAATACGCCCGCGCTGAGAGGCAGCTGAAGCCGGCCCGCGTCTACGGCACCGGAGCTC
TAGCGCTGTACGAGAAGGCTGACATCAAGGCGCCCGAGGAGAAGACCTCCAAGCACCTGC
TGGTCGGCGTGACTTCTGACCGTGGGCTCTGCGGCGCCATCCACTCCGGTGTGGCCAAGG
TCATAAAGAGCGAGATCGCCAACCTGACCAGCGCCGGCAAGGAGGTGATGGTGGTCAACG
TGGGAGACAAGCTGAGAGGCCTCCTGCACAGAACCCACGGGAAGCACATCATCCTGAACT
GTAAGGAGGTCGGCCGCATACCCCCCAGCTTCAACGACGCCTCCATCGTCGCCACCGAGC
TGCTCAACTCCGGATACGAGTTCGACCAGGGCTCGGTCATCTTCAACAGATTCAGGTCCG
TCATCTCCTACAGGACGGACCAGAAGCCGCTGTTTTCCACGGACATCGTGGCCAACTCAG
AGAGCATGGGGATCTATGATGACATCGACGCTGACGTGCTGAGGAACTACCAGGAGTTCG
CTCTGGTCAACGTCATCTACCTGGCAATGAAGGAGTCTTCCACCAGCGAGCAGAGCGCCA
GGATGACGGCCATGGACAACGCCAGCAAGAACGCCTCTGAGATCATCGATAAGCTGACCC
TGACCTTCAACCGCACCCGGCAGGCCGTCATCACCAAGGAGCTCATTGAGATCATCTCTG
GAGCCGCCGCTCTATAAACGGACAACGTCGTTTCTGTCTCTGAAAGTTCTTCGGGGGAGT
CTAAAGAACCTATTTGTGCTTCTATTTGTGAAAATATACAGAAAAATAAACCTCTACATC
AGAAAAAAAAAAAAAAACAAAAAAAAAAAAAAAAAAAAAAAAAAAAACC
>CL1Contig430
CTGTTGGCCACATAGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCGTCTTCAGCCGCAGC
ATCGAGTCGGCCTTGTTGTTCCAGCCAAGTCTTCCCCAGAACCCCTGGTCAAGACGAGGG
GCGGGACTGAGGGTCCAGTCCCAGGACAGCCTTGTCTCTCAGTGCCCTAAGCATGGACTC
GTGGTGGGGTCAGCTTCTCTGGTGTGATGGACAAAGTCCTGGCCTCTGGATTGGAGGGGC
AGCTGCAGTGGGGCAGGGGTAGCGTGTCCCGGGTGAATCCTCTGGACACGTAATCCACGT
TGGACACTACATGATGAATGAATCAAGGCCAATAATAAAGAAGTTTCCTACCAAAAAAAA
AA
>CL1Contig431



TAACTGCAAATCCACTCAGATCTTCCTGCCAGATCCAGCCTGTCCAGCATGTCCATCAGC
AGAAACTCCTACAGCCGTAAGGCCATGAGTGTGTACGGCGGAGCAGGAGGCTCTAACACT
CACATCACGAGGCCCAACTGGGCTCCCGTCCACGGAGACCTGGACCTCACCTACGGGACT
GACCTCCATATTAGCGACAACAAAAAGGCCACCATGCAGAACCTGAACGACCGTCTGGCT
TCCTACCTGGAGAAGGTGCGGAGGTTGGAGAAGGAGAACGAGCAGCTGGAAATGCAGATC
AGGGAGTGGTACAAGAGCAGAACTGTGGTGTCCAACGACTTCTCCAAATACTTCATCATC
ATCAAGGACCTGCAGGACAAGATCTTCATGGCCTCCAAGCTCAACGCCAAAAGTGCCCTG
GAAATTGATAACTCCCAACTGGCAGCCGATGACTTCAGGATGAAGTACGAGAACGAGCTG
GCCGTGAAGATGGCTGTGGAGGCCGACATTGCAGGGCTGAGGAGGCTGCTGGACGACTCG
AACCTGAAGAGGATGGATCTGGAGAGTCAGTGTGAGGGTCTGAGGGAGGAGCTCATCATG
CTGAAGAAGAACCACGAAGAGGAACTGGCCCTGCTGAAGAAACCTGTGCAAGAGCAGGTC
AACGTGGTCGTGGACGCCCCTTCCACCTCAGACCTGAACGAGGCCATGATGGAGATCAGA
GAGAAGTATGAGAGTCTGATTGCCAAGAACAAAAAGGAAATTGAGTTGTGGTACAACAAG
AAGATCCTGGAAATGGAGCATGATGTCAAGAAATATTCAGAGGATCTGAAAACATCAAAC
ACTGAGATCAAAGAGCTGAAGATCACCTTCCAGAAGCTCCAGATTGATCTGGAGTCCCAT
TTGAGCATGAAAGCATCTCTGGAAGAAACCCTATCAGAGACTCACTCGTGCTTTGCTGCA
CAACTGGCAAGCCTGCAGGAGATGGTTTCCAGTCTGGAAGTTCAGCTATCCCAGATCCAC
AGTGACATCTATAGCAACCAGCAGGAATTCACCATCCTGCTGGAGGTGAAGACCCGTCTG
GAGAAAGAAATTGCAGAATACAGAAGGCTGCTGGAGGGGGAGGATGAGAGCTCTAAACAA
GTAATCACAAAGGTCATCACTGTGGTGGAGACAGTCGTAGATGGAAAGGTGGTTCAAAGT
TCAAAGACAGTGGATGTGGATGTGGATGAAGTTGAGTGAAGCTGTGGATTCATCTACAGA
AAGCAATAAAGATGATTCAGACAAATCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL1Contig432
CTGGGTCGCCATTTTCTCTCAGTCAGAGCTTGACCTACTTTTAGTTGCTGCTAAAAAACA
AACCGAGTAAAGACGCACCCACGACAAAGCAACCATTGATACCATGAGTGGAAGTCGCGT
CTTCATCGGCCGCTTGAGCCCTCAGGCCCGAGAGAGAGACGTGGAGAAGTTCTTTAAGGG
TTACGGAAGAATCCGGGAGATCAACCTGAAGAACGGATTTGGCTTTGTGGAATTTGATGA
CCACAGAGATGCAGATGATGCAGTTTATGAACTAAATGGCAAAGAGCTGTTGAGTGAAAG
GGTTACTATTGAACATGCTCGCTCCAGGAGAGGAAGAGGGGGCGGACCCCCGGGTATGGC
ACGTTTTGGTGGGGGTTATCGACAGTCCCGCAACACTGGATCCAGGTACGGCCCACCTGT
GCGGACAGAACACAGGCTCATTGTTGAGAATCTGTCCTCCCGGATCAGCTGGCAGGACCT
GAAAGACCTGATGAGAAAAGCAGGTGAAGTCACGTTTGTGGACGCGCACAGACCCACGAA
AAACGAGGGGGTGGTTGAGTTTGCCTCCCGCAGTGACCTGAAGAACGCCATCTCCAAGCT
GGATGGAACGGAGCTGAACGGGCGCAAACTTAAGATCTTTGAGGACAGCAGGAGAAGCAG
GAGCCGCTCCCGCAGCTACTCCCGCTCCAGGAGTCGCTCCCGAAGCCGCAGCCGCTCCAG
GAGCCGCTCCCGCTCCGTCAGCCGCACCCCAGAGAAGAAGATGTCAGGGGGGGGCAAGTC
TGCAGCCAGATCCCCCTCCAGGTCCAGATCCCGCTCCAGGTCCGGCTCGCGCTCTCCGGC
CCAGAACAAACAGTCTCGCTCCCGATCCCGGTCCCAGTCCCGGTCGCGCTCCCGCTCGCC
CTCGGCAGACAGCAAACACTAAGATCCTGGTCAGAGTTGGAGGCCTGAAGGGGCTGATTA
TCTTTGAGGGGGGGGGAGTTTGTGACCTTTTGACACAACCTCCATTCCCCCCAGTTGTGA
AAATGTCCCGGCTTTGGTTTCTGCTTTTCATTGTGATTCTGTTTTTCTGCAGAGGAATAA
ATGTGACGATGCGAGCGTTTGTTTTAGCCCCGCCCCCTGCATCAGTGCTGCCTGATGGGT
CGTCTGCTCTGTTTCTGCTTTCAGCTTCAGATCGTTTCAGCTGCTAATTTATTTTTCAGC
TTTGATTTGTGAAAAAAATATATTTTTGTTCCTCGTTTTGAGCAGTTTTTTTTTTGCTTT
ATATCATCTCCAGCCTGTGGAATGCTGGGAAATATTCTGGTCTGTAAATGTTTATTAATT
TGATACTAAGGAAGATAAACTTGTTTCTTTTTATTAGTTTTTCTAACTTCAGATGAGTGT
CCAGTACTGAATCTGTAGCTGTAAAGTCAATAAAACTTTCGNAAACCTGAANCTGTTGNA
TNCNGTTATAANCTGNGNCACGGAANCNGTTAATATCAAATTATTCANGNGANATTAAGA
AAAATTTGAAGTTCNCTCCACTCATTAAAGACAAAGTGAAGCTCNCATAATTTTTTTTTA
TAATTAAAGCTTTCA
>CL1Contig433
TTGTAGACGACCTGAATTCTGGGTCAGGGTTTCGTGCGTAGCAGAGCAGCTCCCTCGCTG
CGATCTATTGAAAGTCATCCCTCGATCCAAGCTTTTGTAAACCGGTAGTGGTTTACTGGT
GACGGGTCCTGCTGTGTTTAGCGTTCTCCTAGTGGATTTTTAATTTTTCCTCTTAAACAG
CAAAGATGGGGAAAAGACAACACCAAAAAGATAAAATGTACATCACATGTACAGAATATA
CCAACTTCTATGGCGGGAAGAGGAGCGAAATCCCTCAGGCAAATTTCCGGAGGCTTCCGT
TTGACCACTGCAGCTTGTCGCTCCAGCCGTTTGAGTATCCTGTCTGCACCGAGGACGGAG
TGGTGTTCGACCTGCTGAGCATCGTTCCATGGATTAAAAAGTATGGAACCAATCCCATCT
CTGGAGAGAAACTGGAAGCCAAGTCTCTGATTAAACTCAACTTTGCGAAGAACAGTGATG
GAAAGTATCACTGTCCGGTTCTCTACAACGTTTTCACAAACAACTCTCACATCGTGACCA
ACAAGGTGACGGGGAACGTGTTCTCCCATGAGGCTGTGGAGCAGCTAAACATCAAAACCA
AGAGCTTTAAGGATCTCCTGACAGACGAGCCCTTCACCAGGAAGGACATCATAACCCTCC
AGGATCCAACAAACCTGGATAAGTTCAACGTTTCCAACTTCTTCCATGTGAAAAACAATT
TAAAAGTTCTTGATCCAGACGAGGAGAAGGCCAAGCAGGACCCAGCGTACCATCTGAACA



GCACCAATCTGGAAACCAGGGAGACCTTAGCCGAGCTCTACAAGGAATACAAAGGAGATC
AGCTGCTGGCCTCCACCATGAAGGAGCCGGAGGCCAAGAAAACGGACAAACTAAATGCTG
CCCACTACTCAACAGGCCGAGTCTCCGCCTCCTTCACCTCCACAGCCATGACTCCTTCAA
CCATCCATGAAGCCGACGCCATCGCCGATGATGCTGTGCGGTACCAGTACGTGAAGAAGA
AAGGCTACGTCCGCCTGCACACCAACCTGGGAGACCTGAACCTGGAGCTGCACTGCGATA
AGGTTCCCAAAGCTGGAGAGAATTTCATCCGTCTGTGCAAAAAGGGTTACTACGACGGGA
CCGCCTTTCACAGGTCCATCCGGAATTTCATGATCCAGGGAGGAGACCCGACCGGCACCG
GCACAGGTGGCGAATCCTTCTGGGGAAAACCCTTCAAGGACGAGTTCCGGCCCAACCTGT
CCCACGCGGGCCGGGGGGTCCTCAGCATGGCCAACTCGGGTCCGAACACCAACAAGTCTC
AGTTCTTCATCACATTCCGGTCCTGCCCCCACCTGGACAGGAAGCACACCATATTTGGAA
GAATCGTGGGTGGGTTCGAGACGCTCACGGCCATGGAGAACGTCGCCTGTGACCCTAAAA
CGGACAAACCAAAGACGGACATCCAGCTCCTGAGTGCGACGGTGTTCGTGGATCCGTACG
AAGAGGCTGATGCTCAGATCGCAGCAGAGCGGGAAAAGGAGACGCAGAAGCAGCAGGAGG
AGGCGCAGAAGGCTGATGTGAACCTGAAGAAGGCCAAGGAGGAGCAGAAACCCAAGGCGT
TCAAGGAAGGAGTGGGCAAATACATCAACCCCACCCCCTCAAAGCGTTCAGCTCCTGAGG
ACGACGTCGCGCCGTCCACAAGCGGAGGAGGAGCCAAGAAGCCCAAAGGGAAGAGTGGCT
TTGGAGACTTCAGCTCCTGGTAGCAGAAGTTCAGATCCACTTTGAGCAAATT
>CL1Contig434
AGTGGTGATCCTCGGAGCACATCGTCCCTTATTCGCTCAGAGTTCCGTCGAGTGTTTAAC
CGCCAAGTGATTTTGGGTCGTCCAGACATGGCTGGGTATCTGAAAGTGCTCGCCTCTGTG
TCGAGGGCCACTGGGACCGCGTTCTCCAGAAACCCCGCAGTGCTTGCGCCGGCTGCAAAT
TGCCAGACTTTGCAGCAGCGAAACTATGCAGACCGGCGCATTAAAGTTGCCCAGCCCGTG
GTGGAGATGGATGGAGACGAGATGACCCGAATCATCTGGGAGTTCATTAAAGAGAAGCTC
ATTCTAAGCAATGTTGACGTGGAACTGAAGTATTATGACTTGGGGCTGCCATACCGCGAC
CAGACTGATGACCAGGTCACCATCGACTCTGCCCTCGCCACGCTGAAGTACCACGTGGCG
GTTAAATGTGCTACCATCACACCCGACGAAGCCAGAGTGGAAGAGTTTAGTCTGAAGAAA
ATGTGGAAGAGCCCCAATGGAACCATCAGGAACATTCTGGGAGGCACCGTCTTCCGAGAG
CCAATCATTTGCAAGAACATTCCCAGGCTTGTTCCGGGCTGGACACAGCCCATCACTATT
GGCAGACACGCCTTTGGTGATCAGTACAGGGCGACAGACTTTGTTGTCGACCAGCCCGGT
AAATTCAAGATGATCTTTTCTCCTTCTGATGGAAGCACTCCCAAGGAATGGGAAGTTTTT
GACTTTCCTGCTGGCGGTTGCGGAATGGGCATGTATAACACCGATGAGTCTATTACAGGC
TTTGCACACAGTTGCTTCCAGTACGCCATTGCCAAGAAGTGGCCGTTGTACATGAGCACA
AAGAACACCATTCTTAAAGCCTATGATGGCAGATTTAAAGACATCTTCCAGGACATCTTT
GAAAAGAATTACAAACCAGAGTTCGACAAGCTGAAGATCTGGTATGAACATAGGCTTATT
GATGACATGGTTGCACAAGTACTGAAGTCCTCAGGAGCCTTTGTATGGGCCTGCAAGAAC
TATGATGGAGACGTTCAGTCTGATATCCTTGCACAGGGTTTTGGCTCCCTGGGACTGATG
ACATCGGTTCTCATCTGTCCTGATGGTAAAACCATCGAGGCTGAGGCAGCACACGGCACG
GTGACCAGGCACTACCGTGAACACCAGAAGGGGAGACCGACCAGCACAAACCCGATTGCC
AGTATTTTCGCCTGGACTCGAGGCCTGGAGCACCGAGGCAAACTTGATGGCAATCCTGAT
CTTATTAAGTTCGCTCAAACTCTGGAGAGGGTGTGTGTGGAGACTGTGGAGAGTGGCACC
ATGACCAAGGACCTCGCAGGTTGCATCCACGGCTTGTCCAATGTGAAGCTGAATGAGCAC
TACGTCAACACCACAGACTTCCTCGACGCCATCAAGACGAATCTGGAAAAAGCTCTCGGC
AAGTGAAGGACTCGGAACGCGGTGAACCTGAAGATGGCAATGTCACTCTTCTGTTTTTGT
ACCTCATTTTTAACTTAAAAAGGTCAATAAATCCACCCCAGAAGACAAATGCCATCTGTA
GGATAGTTCTTATCTTATTAAATGGTTAAATTATCCTTCTCACTTGACGGCCCCTAGCTA
CCTGTCCATTCATGTGCAAGGTTTTATTTTTGTAAAATGTACTGTATTCAACGCTGTGTA
ATGACTTGAGCGAGGCTGAAGCCTGCATCACACATGCGCCAATAAAATCTCATTTGACCC
GAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL1Contig435
TGTTGGCCACATAGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCGTCTTCAGCCGCAGCA
TCGAGTCGGCCTTGTTGGCCTACTGGACAGTCCTGCAACAGTCCACAGCTGTGAAACACT
CGTCTCCTCGTCTTCTCCTCTGACAAGCAGAAAGTCAGCCGCCATGTACAACAGGAGCAT
CGCCAGCGGTCCTGGGCTCACCATCACCAGGCAGAGCCGCAGCTACACTTCAAGCGCTGC
TCCCCACAAAGCTCACAGCGTGTCCGGTCTCAGCTTCATGGGAGGCTCCCGCATCTCATC
TGCCACCGGGCGTACCGTCTCCTCTTCCTTTGGAATGGGTGGAGGGTTTGACCTGTCCAA
CGCCATGGACCAGAGCTCCGTGCACCTGAACGAAAAGGCCACCATGCAGAACCTGAACGA
CCGTCTGGCTTCCTACCTGGACAAGGTTCGCAGTCTGGAGGCGGCCAATGCCAAGCTGGA
GAAGCAGATCAAAGAGTACTATGAGCAGAAGGGCCCGGCAGCACAGAGGGACTACAGCAA
CTACTGGGCCATCATCAATGACCTGAAAGACAAGATCAACGGTGCCACCGTCCAAAATGC
CAACATCCTGCTGCAGATCGACAACTCCAAACTGGCTGCTGATGACTTCAAAACCAAGTT
TGAGCACGAGCTCATGATGCGACAGTCAGTTGAGGCTGACATCGCTAACCTCCGCCGCCT
GCTGGACCAGACCACCTTGACAAAGGCTGACCTGGAAATGCAGATCGAAGGTCTGCAGGA
TGAGCTGGCCTACCTGAAGAAGAACCACGAGGAGGAACTGGCAGCCATGCGCTCTCAGCT
CACGGGCACAGTCAACGTGGAGGTGGACGCTGCACCTCAGCAGGACCTGAACAAAGTCAT



GGAGGAGATCCGTGCACAGTATGAGGCCATCACAGACAAACACCGCCGCGACCAAGAAGC
CTGGTTCACTGAGAAGTCATCAGCTCTCAGCAAAGAGGTGGCCGTTAGCACAGAAGTAAT
CCAGACATCCAAGACAGAGATCAATGACCTGAGGCGCACACTCCAGGGCCTGGAGATCGA
GCTGCAGTCCCAGCTCAGCATGAAAGGTGCTCTTGAAAACACGTTGGCAGAGACAGAGGG
CCGGTTCAGCGCCATGCTTAGCGGCTACCAGAACACAATCAACATGCTTGAATGCGAACT
AGGCCAAGTGCGCGGCAGCATTGAGCACCAGGGCCAGGAGTACAAGATGCTGCTGGACAT
CAAGACCAGGCTGGAGCAGGAGATCGCAACCTACAGGAGACTGCTGGAGACTGAGGAGGC
CAGATAGACAAAGATAAATGACTGCAGGAGGCTTCAATGACACATTCACAACCACCACTG
TGCCCACGTCCAGCCAAGAAGTCCAACATGCAGGCCAGAAACCAGAGGAGACCAAAAGGC
TCGTTTTCCCAACATCTGCTGTCATGAGAAGAAGAGCTGATGTGCGGCGCTGTGTGTGTG
TTCATGTTTGTGTGATCTGCCAAAGAAAATAAACCTGCTGGTGAAGATAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGAGGGAAAAAAAAAAAAA
AAAAAAAAAAAAAAACC
>CL1Contig436
ACATAGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCTTGTTGTTCCATATGCCATGGGTG
CGACCAAAACCAGAAAAAAAATAACTCCTTCCTGAAGGAGTTGGCTCTGGCTTGGGTGTC
ATTTTAGTGGTGGTGGTGAGGGAATTCAAACTCTGAAGGTAATTGGATTTATGCTTTCAA
AGTCTTGCACCACCCTAAAAATCACATTCTGAGATTAAAAAAAAAA
>CL1Contig437
GTTGGCCTATAGCACTCTGAGCGCCGTCACACACAGCTTGTGCGGGATATCATTCGCCTG
AAACCGATTCCCTTGAAACGAAAAGCCCCCCACCCAAAGTTTAGCCATGGATGATGACAT
TGCCGCACTGGTTGTTGACAACGGATCTGGCATGTGCAAAGCCGGATTCGCTGGAGACGA
TGCCCCTCGTGCTGTCTTTCCCTCCATCGTTGGTCGCCCCAGGCACCAGGGTGTCATGGT
GGGTATGGGCCAGAAAGACAGCTACGTAGGTGATGAAGCCCAGAGCAAGAGGGGTATCCT
GACCCTGAAGTATCCCATTGAGCACGGTATTGTTACCAACTGGGATGACATGGAGAAGAT
CTGGCACCACACCTTCTACAATGAGCTGAGAATTGCCCCTGAGGAGCACCCTGTCCTGCT
CACTGAAGCCCCCCTGAACCCCAAAGCCAACAGGGAGAAGATGACCCAGATCATGTTTGA
GACCTTCAACAGCCCTGCCATGTACGTTGCCATCCAGGCTGTGCTGTCCCTGTATGCCTC
TGGTCGTACCACTGGTATCGTCATGGACTCTGGTGATGGTGTGACCCACACAGTGCCCAT
CTACGAGGGCTACGCTCTGCCCCACGCCATCCTGCGTCTGGACTTGGCCGGCCGCGACCT
TACAGACTACCTCATGAAGATCCTGACGGAGCGTGGCTACTCCTTCACCACCACAGCCGA
GAGGGAAATTGTCCGTGACATCAAGGAGAAGCTGTGCTACGTCGCCCTGGACTTCGAGCA
GGAGATGGGCACCGCTGCCTCCTCTTCCTCCCTGGAGAAGAGCTATGAGCTGCCTGACGG
ACAGGTCATCACCATTGGCAATGAGAGGTTCCGTTGCCCAGAGGCCCTCTTCCAGCCTTC
CTTCCTTGGTATGGAGTCCTGCGGTATCCATGAGACCACCTACAACAGCATCATGAAGTG
TGATGTTGATATCCGTAAGGATCTGTACGCCAACACTGTGCTGTCTGGAGGTACCACCAT
GTACCCTGGAATCGCAGACAGAATGCAGAAGGAGATCACAGCCCTGGCCCCATCCACCAT
GAAGATCAAGATCATTGCCCCACCAGAGCGTAAATACTCTGTCTGGATTGGAGGCTCCAT
CCTGGCCTCTCTGTCCACCTTCCAGCAGATGTGGATCAGCAAGCAGGAGTACGATGAGTC
TGGCCCCTCCATCGTCCACCGCAAATGCTTCTAAACAGACTTTCTCCTCCCCAGCCAAAC
ACCCAACAACTTCAGCTCTGTTCAAAACCACACCACACATTTCTCGCTCACTCAGGCGCA
GGGCCTAGACGACCAACTCATTGGCATGGCTTCAGTTATTTTTGGCGCTTGAC
>CL1Contig438
ATGATAGCTGCCAGTCGCCTGTGTCAGGCTCACCCGACTCTTCGAACCATCGACATGTTC
ACTTTCAGAGGACCTTCAAAGGTGGGAGACCGGCTGCTGTTGAGGGCTATAGTCAACAAT
GCCTTCAAAAGCAGCTTGGAGGTGGGAGTGCGTGCAGAAGCTTACCAGGAGGAGGGGCCT
AACCGACACATAAACTCCGCCTTCATGACCTTTGAGGTTCTCGACAAAAGCGGGAAGCTG
TGTGCTTTACCACGGATACGACCAGAACCGGTGGAAGGTGAGAGGAGGTTCCAGGAAGCA
ATAGCCAGGAAAAAGATCAGGCTGGACAGGAAGTACATCATCTCCTGCAAACAAAGTGAA
GCTCCTCTGTCTGTTCCATGGGATCCCAGGAACCAGGTTTATCTCAGCTACAACAACGTG
TCGGCTCTGAAGATGCTTGCAGCTAAGAAGAGCTGGCGCCTCAGCACAGAGAAAGACCAG
GTGTGTCTGTACACCCTGGAGCAGAAGTCCATGTTGAGTATCAGAGTAGAAAAGGTGGTG
GACGTTCCTGCTGCCACAGCCTTTGCTCTGCTTGCTGAGCTAAGCAACAGAACACACTGG
GATACACATTACAAAGAATGTGAGCTGATTCAGCGTGTGGATGAAGATGATTTTATTTAT
CGAGTGGTAACGCCGTCAGTGCTTCAGGGCAAGGTGGGATCCCCCACCTCAAGCCCCCAG
GAAGAAGACATTCTTCAGGATTTCATCCTGTTGACCTCTGTAAGGAAGCCGTGCAGCCCC
GGAGATCCATACGTCATTGCTCTGCGTTCGGTGTCCCTGCCCACCCATCCTCCCTTTGAG
AAATGTAACAGAGGAGAGGTCCTGTGTGCCGGTTTTACAATCCTGGAAACGGAAAACAAA
AAGTCACTGATCCGTTATTATAACCAGGCGTCGCCGGAAGTCCTTCCATACATTTCCAAT
GATGTTGCTGGCCTCTCCTCCTCTTTCTATCACACCTTCTGCGCCTGCAGCGAGTATCTG
ATCCAAAACAAACTGCATCCCACTGCTGAGGCGGACCAACAGCCCCCCCCCCCAAAACCA
CAAGCTCTTCTTGAGACTCTGAGCCGCCTTGAGCCGTGTCACCTGATCTGGGCTCTGTTT
GATCACCTGACAGGCCGGAAGCTGAGGTCACA
>CL1Contig439



GCCACATAGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCTTGTTCAGTGGGTTAAGGATC
CACGCGTTGCTGTGGCTGTGGTGTAGGCAGGCCAGCAGCTACAGCCTGTAATTAGACCCC
TATCCTGGGAACCTCCACATGCCTTGGGAGCGGCCCTAGAAAAGGCAAAAAAAAAA
>CL1Contig440
GCACTGGTTGGCCTGCAGTTGTTGCATCGACCCCGCTGGGTACAACACGCAACGAGAACA
CCCCATTTTTTTAACAAAGCCTTTTCTTGGCATTTTCTCCTTTTCTTCTTCCTCCTTTCA
CCCTAATCGGAAATATGCGTGAGTGCATCTCCATCCACGTTGGTCAGGCTGGTGTCCAGA
TTGGCAATGCATGCTGGGAACTCTACTGTCTGGAACATGGGATCCAGCCGGATGGCCAGA
TGCCCAGTGACAAGACTCTTGGAGGAGGAGACGACTCATTCAACACCTTCTTTAGTGAAA
CTGGAGCTGGAAAGCACGTTCCCAGAGCTGTGTTTGTAGATCTGGAGCCCACGGTTATCG
ATGAGGTGCGCACTGGGACCTACAGGCAGCTGTTCCACCCTGAGCAGCTGATCACCGGGA
AGGAGGATGCTGCCAACAACTACGCCCGTGGACACTACACCATCGGTAAAGAAATCATCG
ACCTGGTTCTGGACAGGATCCGGAAACTGGCGGATCAGTGCACTGGTCTTCAGGGCTTCC
TGGTGTTCCACAGCTTTGGTGGAGGCACTGGCTCTGGTTTCACCTCTCTGCTGATGGAGC
GTCTGTCTGTGGACTATGGCAAGAAGTCCAAGCTGGAGTTCTCCATCTACCCAGCTCCTC
AGGTGTCCACTGCTGTGGTGGAGCCCTACAACTCCATCCTGACCACCCACACCACCCTGG
AGCACTCTGACTGTGCCTTCATGGTGGACAATGAGGCCATCTACGACATCTGCCGCAGGA
ACCTGGACATTGAGCGTCCCACCTACACCAACCTGAACAGGCTGATTAGCCAGATCGTGT
CCTCCATCACTGCCTCTCTGCGCTTTGATGGTGCCCTCAATGTTGATCTGACTGAGTTCC
AGACCAACCTGGTGCCATATCCACGTATCCACTTCCCTCTGGCCACCTACGCCCCCGTCA
TCTCTGCAGAGAAAGCTTACCATGAGCAGCTTTCAGTGGCTGAGATCACCAATGCCTGCT
TTGAGCCGGCCAATCAGATGGTGAAGTGTGACCCCCGCCACGGAAAGTACATGGCTTGCT
GCCTGTTGTTTCGTGGTGACGTGGTGCCCAAAGATGTGAATGCAGCCATCGCCACCATCA
AAACAAAACGCACCATCCAGTTTGTGGACTGGTGTCCCACTGGCTTCAAGGTTGGCATCA
ACTACCAGCCGCCCACTGTAGTTCCTGGTGGAGACCTGGCCAAGGTCCAGAGGGCGGTAT
GCATGCTGAGCAACACCACTGCTATTGCAGAGGCCTGGGCTCGGCTGGACCACAAGTTTG
ACCTGATGTACGCCAAGCGCGCCTTTGTTCACTGGTATGTGGGTGAGGGTATGGAGGAGG
GAGAGTTCTCTGAGGCCAGAGAGGACATGGCGGCTCTGGAGAAGGATTATGAGGAGGTTG
GAGTCGACTCCATTGAAGGTGAAGGAGAGGAGGAAGGAGAAGAGTATTAAACAAGGAGGA
GGAATCAGTTACAGAGGAAAGAATTTGGTCTAGGATTCCAAACGGATGTTTTTTTTCTTC
TGGAATATGTTGTTCAGTGAAACCTCCTGAAAATGTCAAGATTGGCTTTGATATGAATAA
AATCTCTCACATGAAAAAAAAAA
>CL1Contig441
TCGAGCACAGCATCGAGTCGGCCTTGTTGACCTACTCTGTCTGTTTGAGAGTAATGCCAT
TGCTCACTACTTGAGCAATGATGCCCTGCGCGGTGCCACGCCTCAGGCAGCAGCGCAAGT
GCTGCAGTGGGTGAGCTTTGCTGACTCTGAGATCATCCCTCCAGCAAGCACATGGGTCTT
CCCTACTTTGGGAATTATGCAGTTCAACAAGCAGGCCACAGAGCAGGCCAAAGAAGATGT
AAAGAAGATCCTGACCGTCCTGAACCAACACCTGAACACTCGCACTTTCCTTGTGGGTGA
GAGAATCAGCCTTGCGGACATCACGGTGGCCTGCTCCCTGCTCTGGCTCTACAAACAAGT
CTTGGAGCCTTCCTTCCGCCAGCCCTATGTTAACGTGACCCGCTGGTTTGTCACCTGTGT
CAACCAGCCCCAGTTCAAGGCCGTCCTCGGGGATGTCAAGCTGTGTGAAAAGATGGCACA
GTTTGATGCAAAGAAGTTTGCTGAAATGCAACCTAAGAAGGAAGCACCTGCCAAAAAAGA
GAAGGGAGGAAAAGAGGCAGCCAAGCCCCAGGAGAAGAAGGAAAAGAAAAAGGAGGAGAG
CAAGCCTGACCCAGAAGAACTCACACTTACCTTCAAGAGCTGCAACCTTATTACAGGTAT
GTTCCAACGCCTGGACAAACTGAGAAAGAATGCCTTTGCCAGTGTCATCTTGTTTGGCAC
CAACAATGACAGCTCCATCTCAGGCATCTGGGTGTTCAGAGGACAGGAGCTGGCTTTCAC
CCTTTCTGAAGACTGGCAGATTGACTACGAATCCTACGACTGGCGCAAGTTGGATCCAGA
TAGCGATGAGTGCAAGACCATGGTCAAAGAGTATTTTGCCTGGGAGGGAGAATTCAAACA
TGTGGGGAAATCCTTCAACCAGGGGAAGATNTTCAAGTGAGAGGATGCTGACATTTAGAG
GAATTCTGTGCCCCCCCATCAAAACTATGGACTTTCAGCCACATGTGCTTACTTTGCAGC
AGAAATGACTTTGAATAACCGTGTTTGAAAACAAAGACTTTTTTTTTTCTCAATGGGCCC
TCCAAAACTG
>CL1Contig442
TGGCCTACTAGATCTCAGCCAGCTCCACCTCTCCAAGCAGGCCGATCTCCGACCACACTG
CACAATGAGTAACTATTCTAGCATGCACTTGTCCTCACGCTCCTCTGGAGCAGGAGGCTC
AAGTATGGGCTTGAATCAAAGATATGCTTCCAGCGTCTATGCTGGCTCAGGCGGCAGAGG
GACCAGAGTCTCTGTTTCCTCTGGTTCTTTTGGGGCCGGAGGTGGTCTTGGTTCTGGTGG
TTTTGCTTTTGGCTCAGGAGGTAGTGCAGGCTTTGCTGGCGGTGCAGGCGGTGCAGGCAG
TGGAGACTTCCAACTTGGAGCCAATGACAAGGCCACCATGCAGAACCTCAATGACCGGCT
TGCCAGCTACCTGGAGAAGGTGCGCACCCTGGAGAAGGCGAACAGTGAGCTCGAGCTCAA
GATCCGAAATTTCCTGGACAGCAAAGCTGCCCCCGCCGGCCGTGACTATTCAAAGTTCTA
TGCCACCATCGTAGAACTGCAGGGAAAGATCCAGGACGGGTACCGTACCAAAGGAAGCAT
TCAAATTTCTTTGGATAACGCCAGGCTGGCCGCTGATGACTTCAGAAGCAAGTTTGAGAC
CGAGCTCTGCATGCGCCAGTCAGTGGAGGCAGACATTGCTGAGCTGAGGAGAGTGCTTGA



CCAGCTGACCCTTGCCAGGTCAGACTTGGAGCTCCAGATCGAAGGCCTCAGGGAGGAGCT
GGTCTTCCTCAAGAAGAACCACGAGGAGGAAATGGCGTCAATGAGGACTCAGGTCACTGG
TCAGGTCAACGTTGAGGTGGACGCAAAACCACAGGAGGACTTGAGTGCCATCATGGCTGA
GATCCGTGAGCAGTACGAGGCCATGGCTAATAAAAACAAGAAAGAACTTCAAGAGTGGTA
CGATAAAAAGGCAGAGGGGCTGAAGTCAGAGATGTCTGTGAAACAAGAAACTTTAATCTC
GTCAAAGTCCGAAATCTCAGATCTCAATCGGACACTTCAAAACCTGCAAATAGAGCTGCA
GTCTCAACTCAGTTTGAAAGCTGCTCTGGAGGGCCAATTACACGAAACAGAGGCACGCTT
TTCTTCTCAGATCTCTGCCTTCCAGCAAAAGGTATCAGTTCTGGAGGAGCAGTTAGTCAT
GATGCGCAACGACATGGAACACCAAAGTCGAGAATACCAGATCTTGTTTGACATCAAGAC
CAGACTGGAGATGGAGATTGCAGAATACAGAAGGCTGTTGGATGGAGAGGCCACGCAAAC
CTCCTCCACCTCCTCTTCCAAATCCTCCAGCACTTCCTCCACCACGACCAAAAAGATCAT
TGTGGTCACTGAGGAGATCAAGGACGGAGTGGTTGTGACATCCTCCTCACAGGTTTCCTC
TTAAGGAAAAGATGAAGGGCGACATGATGAGGTCTGAAGTCATCACCTGAACCGTTGTTG
CTTCTCGGAAGTTGCAAAAAAAATAAAGCCTCTCAGTTTCTCTCCAAAAAAAAAAAAAAA
AAAAAAAAAAGGGCGGCCGC
>CL1Contig443
TAAGTTTGCAGAACCCTACAGCCTGTCTTGGCCAGCAGGGAGCTCACTTCTGTCAGCGTT
TCTGAGGTTTCAAAGTCCACTGTCACCATGTCTGACACAGAAGAAGTAGAACAGGTTGAG
GCTGTAGAAGAGGAGGTAGTAGTGGAAGTAGAGGTGGCCCCAGAGGCAGCCCCAGAGGCA
GCCGCAGAGCCAGAACCAGAGCCAGAACCAGTGGTAGAGCCAGAACCAGAGCCAGAGCCA
GAGCCAGAACCAGAAGCAGAGCCTGAGCCTGAGCCTGAAGAGGAGAAGCCAAAGTTCAAG
CCCACGGCCCCAAAGATCCCAGATGGTGAGAAAGTGGACTTTGATGACATCCAGAAGAAA
CGTCAGAACAAGGATCTGGTGGAGCTGCAGGGCCTGATCGATGCTCACTTCGAGTGCAGG
AAGAAGGAGGAGGAAGAGCTGATTGCACTGAAGGAGAGGATTGAAAAGCGTCGCGCTGAG
AGGGCGGAGCAGCAGAGGATCCGTGCTGAGAAGGACAAGGAGCGCCAGGCCAGACGTGAG
GAGGAGAGGCGTATCAAGGAGGAGTCGGATGCCAAGAAGAAGGCTGAGGAGGATGCCAAG
AAGAAGTCTGCTATGACCAGCTCCACCTACAGCAGCCACCTGCAGAAGGCTGACCAGAAG
AGAGGAGGAAAGAAAGAGACTGAGAGAGAGAAGAAGAAGAAGATCCTCGCTGCCAGACGC
AAGCAGCTCAACATCGACCATCTGAGTGAAGACNAGCTGAAGGATAAGATTACTGAGCTG
TATGAATGGATGCGCCNGCTGGAGTCTGAG
>CL1Contig444
CTCTCACTGAGCCGCTTGAATGGACGAGGGACACACGGAGAACTTAAAGTGGCTTCTTAC
CTAACTTCATCCAGAAAAAAACAAGAGCTGGTCCTGCGAAGGGATTAGCTCCGTGTCTGT
GCCAACATGGGCCTGCCCTCGGTGATGGTGTTGCCCCTGCTCGTCGTCATCGCAGCGGGG
GTTTATTACATCTACAACGAGGTGATTCACTTCATGTCCAAGTCGTTGGTGCGAAACAAA
GTGGTGGTCATCACCGACGCTGTGTCTGGAGTGGGGACAGAATGCGCCCGCCTCTTCCAC
AAAGGCGGCGCCAGACTGATCCTATGTGGAATGAGCTGGGACAAACTGGAGTCTCTTTAC
GACTCTCTGACCGGCGATGCCGACCCCAGAGAGACGTTTGCTCCAAAGCTGGTGATCCTG
GATTTCAGTGACATGGCCAGCATGGAGGAGGTGGTGTCTGAGGTGATGGAGTGTTACGGC
TGCGTGGATGTGCTGATCTGCAACAGCAGCGTGAAGCTCAAGGCTCCCGCTCGGAGCGTC
TCTCTGGAGACGGACAGAAACATCATGGACATCAACTACTTTGGGCCCAGCACTCTTGCC
AAAGGTGTTCTTCCAGCCATGATCTCTCGAAGGTCAGGGCACATCATCCTGGTGAACAGC
GTCCAGGGTAGACTGGCTGTCCCTTTCAGGAGCTCATATGCCGCCTCCAAACACGCTGCA
CAGGCCTTCTTTGACTGCCTGAGGGCTGAAGTGGAGGAGTATGGCCTTGTGGTCAGCACC
GTCAGTCACACCTTCATAAACAGCGCTGAACCAGCACCGCTACCCAGTCCAAAGCCAAAC
GCCCTGGCTGCATTCATCAAAAGCCAGCTGACCCACGGCGTGCGTCCATCAGTCCTGGCC
AATGAGATTATGCAAACTGTGAACAGGAAGAGAAAGGAGGTTGTGCTTGCACACCCCATC
CCCAGAGTGGCCCTCTACCTCCGCTCGCTGTTCCCGCCTTTCCTCTTCGCTGTGCTGGCG
GCGGGGGTGAAGGACTCCATGCTGGCCGAGGAGATGCAGTGACACAACACACACGTGTGT
ATTAAAGCCAAATCCCTGTGGAGATGCAACAGTGCCTGGCTGTTCTTTTCCTACATGATC
ACTGCTGATGCAAAGGTTAGGGTGATGCTGAACTACGGTGGCCCAGAAGGGTCACAACAC
AACACTTTAGATTTGCAACACAAAGTAGCACACTGCTATTCGTCACAACAAGAAACAGTT
AACTCACGGCGCGACGGAGTCAACTCACAGCGCAGCACTTTACCTCAAAATGGAAGTTTC
ACTGCTTTTATTCTGAAATTTCTACGGGGCAAACACATCAGTAATCGAGTCTCCATTCTG
GATTTATGATTCTCCCGGTACCGGCAGCTTCTCTCCTGCTCTGTCTGAGAGCCATCTGTG
TGACAGCCGCTTCTGCCGTGTTCCTGTACCTGTATACCTGTATACCTGTAAACCTGTATA
CCTGTATACCTGTATACCTGTATACCTGTAAACCTGTATACTTGCAACGGAAGT
>CL1Contig445
ATTCTGTGTGGGCTTGTCTGATTGGTCCGGACGCTCGGCTCTCGGCGCTGATAGGCTGTG
CGCATGCTCGGGGCATGCCCGCTCCAGCGGCTCTGCCCTGCTGTCAGCGGGGACCCGCGT
CAGTTCGCTTCCTCCTCTGATCCCTGCCGGTGGACCGAACGAGCTGCCTCCAAGCTGCAA
GATGTCTGGGAAGATCAAGGCCGGCTCCGTGGTGGAGATGCAGGGGGACGAGATGACCCG
GGTCATCTGGGAGCTCATCAAGGAGAAGCTCATCCTGCCGTACCTGGAGCTGGACCTGCA
CAGCTTTGACCTGGGCGTGGAAAACCGCGACGCCACAGACGACCGGGTGACCGTCGAGGC



GGCAGAGGCGGTCCGCCGTTACAACGTGGGCATCAAGTGTGCCACCATCACACCAGACGA
GAAACGCGTGGAGGAGTTCAAGCTGAAGCAGATGTGGCGTTCACCCAATGGGACCATCCG
CAACATCCTGGGGGGCACCGTGTTTAGGGAGGCAATCGTCTGCAAGAACATCCCCCGCCT
GGTGTCCGGCTGGGTAAAGCCCATCATCATTGGCAGGCACGCCCACGGAGACCAGTACAA
AGCCACAGACTTTGTTGTAGCCGGTCCTGGAAAGGTGGAGATCATATACACGCCTGTGAA
CGGAGAGCCAGTCAAGTATGTTGTGCACAACTTTGAGGGCACGGGGGGTGTGGCCTTAGG
GATGTACAACACGGATAAGTCCATACAGGACTTTGCCCACAGCTCCTTTCAGATGGCTCT
GTCCAAAGGTTGGCCTCTGTACCTCAGCACCAAGAACACCATCCTGAAGCAGTACGATGG
CCGCTTCAAAGACATCTTCCAGGAGATCTACGAGAAGCAATACCGCTCTCAGTTTGAGGC
CAAAGGCATCTGGTATGAGCACCGCCTGATTGACGACATGGTTGCTCAAGCCATGAAATC
TGAAGGAGGGTTTGTCTGGGCCTGCAAGAATTATGATGGAGATGTACAGTCTGATTCTGT
GGCACAAGGGTACGGTTCTCTCGGGATGATGACCAGCGTGCTGGTGTGTCCTGATGGACG
CACCGTAGAAGCAGAGGCCGCACACGGGACCGTGACACGGCACTACAGACAGCATCAGCA
GGGGAAAGAAACTTCCACCAACCCCATTGCCTCCATCTTCGCATGGACACGGGGCCTCCT
GCACCGGGCCGAGCTGGACGACAACAGCAAGCTGCGCGTCTTTGCCGAGTCTCTGGAAGC
CGTGTGCATTGAAACCATTGAGGCTGGGTTCATGACCAAGGACTTGGCTATCTGCATCAA
AGGCTTGTCCAATGTGGCCCGCACCGACTACCTGAACACCTTTGAGTTCCTGGACAAGCT
GGCGGAGAACCTGAAGACGAAGCTGGGCAGCCACCCCAAGCTGTGATGCCACGCCCCCTG
CCTTACCAGAGCAGGGAGGAGGGCCCCGCCCCCCCCCCCCAAAACCACAAGCTCTTCTTG
AGACTCTGAGCCGCCTTGAGCCGTGTCACCTGATCTGGGCTCTGTTTGATCACCTGACAG
GCCGGAAGCTGAGGTCACATGATCTCCTTTACACGACCCTCCGGTTCGCACAATAAAGGG
TTTTTCATGGCAAAAAAAAAA
>CL1Contig446
CAACATCACATCCTCTTCTCGGTAAACTGGACGTCTCTCCTCTGCAGGCCTTCCAGAAGC
TGCCAGATTACAGCCTCCTGCCAACGGCGTGCAGCGAGGCGTCCAAACTCGGAGCGTCTC
TGTCCTCGCTGTGCCTCCTCATCAACAGAAAGCACACCTACTTCTAAATCCTCATCCAGC
TCCGTTTTCACTCATCGTTTGACACAAATGCCGGCCGATCGTAAAGATTCAAGCTCGCCA
CTTTGTTCACATGACCGCTGTAAAGGATTTTACCACTAAAACTGCAGTTTAGCATCACTA
TTAGAAATAAAGGTTGCAGTTAAATATTTTGTACTGGATGCAGAAAACATCTGCACAGAT
TAAAACCACTTGAAATGTTGGGATCAAATCCACTTTCGTTGGTCTCCGCTGAAATCATGA
TCTACCCTTAAACTGATCCTAAAACTTGACCTACTTGTAACCTCTTTGCCCCAAAGTTGT
AACAGATCTGTAATAAAACCAAGTCATAGGGAATTTCTTCACATTTATTCTGTTAGAAAG
CAAACATGTTTAACGGTTGGACTTGGCGACTCTCTCCAACTCGTCTTTCTTCTTGATTGC
GTAGGAGTTTGAAGAACCCTTGGCTGCGTTGATCAGCTCATCAGCCAGACACTCGGCGAT
GGTCTTGATGTTCCTGAACGCAGCTTCTCTGGCTCCGGTGCACAGCAGCCAGATGGCCTG
GTTGACCCTCCGGAGGGGGGACACATCCACGGCCTGCCTCCTGACCGTACCGGCGCGACC
GATACGGGTGGAGTCCTCACGGGGTCCACTGTTGATGATGGCGTTGACCAAGACCTGGAG
GGGATTCTCTCCGGTCAGCAGGTGGATGATCTCAAAAGCGTGCTTGACGATGCGCACGGT
CATCAGTTTCTTGCCGTTGTTGCGTCCGTGCATCATCATGGAGTTGGTCAGACGCTCCAC
AATGGGACACTGGGCCTTCCTGAAGCGCTTGGCGGCATAGCGGCCTCCAGAGTGTGGCAG
GTACTTGGCGTACTTTTCTTTTACAGCGATGTAATCCTGCAGGGAGATGTCATTGATCTG
GACATCATCGGTGCTCCATTTACCAAAGAGTTTGATCTCTGGGGTCTCAGCCACAGCTGG
GGCAGTCTCCCACTCAGTCATTGTGTCCGCCGTTGTGTACCACACTTTTCTCGAATTCGG
CACGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGANANAGATANATAGAGAG
>CL1Contig447
TTGGCCAGACATTGATTATACTGGATCTGTCCCACATCAGTACCGTCTAGATTGACCCCT
GAGGGAGAAGCGGCAGCCATGAACACTCAACAGATGGAGCAGATGGGCCAGTTCCGGATC
ACAGTCTGGGAGGAGGAGAACTTCCAGGGAAAGCGCTGTGAGTTCATGCTGGAGTGCCAG
AACATCATGGAGAGGGGCTTCCACAAGATCCGCTCCATCAAGGTGGAGAATGGACCTTGG
GTGGGTTACGAGTACCCAGAGTTCCAGGGGCAGCAGTTCATCCTGGAGAAGGGCGACTAT
CCTCGCTACGAGGCCTGGAGTGGGAACAGCAGCTACAGAACCGAGCACCTGCTTTCCTTC
AGACCCATCAAGTGCGCCAACCACAGTGACAGCAAGGTGACCCTGTACGAGTGCGAGGAC
TTCCAGGGTCGCAAGTTTGAGCTGTGCGACGACTACCCCTCCCTACAGGCCATGGGCTGG
TGCAGCAAGGAGGTGCCCTCCATCAAAATCAACTCAGGCGCCTGGGTTGCCTACCAGTTC
CCTGGTTACCGTGGATACCAGTACATCCTGGAGAGAGACAGACACCAAGGCGAGTACAGA
TGCTACAACGAGTACAGCACCCAGGCTCACACCAACCAGGTGCAGTCCATTCGCAGGATC
CAGCACTAAGCCTGAAAACAAAGAAACTCTCCCCCCCCCAGACCTGGACAGACCGCTGTC
ACAGATCAGTAGATGGACAAATGCTTTCGATCGCCCTGTGGCTCTGCATGTATGGAAATC
TAAGTACCTGCTTCCACTCTCATGCTCTTGAAATAGGAAATAAAGGCTTTTCTTCCACCC
TAAAAAAAAAA
>CL1Contig448
CTGAACTGGGGCCATGATTAAGAGGGACGGCCGGGGGCATTCGTATTGTGCCGCTAGAGG
TGAAATTCTTGGACCGGCGCAAGACGGACGAAAGCGAAAGCATTTGCCAAGAATGTTTTC



ATTAATCAAGAACGAAAGTCGGAGGTTCGAAGACGATCAGATACCGTCGTAGTTCCGACC
ATAAACGATGCCAACTAGCGATCCGGCGGCGTTATTCCCATGACCCGCCGGGCAGCGTCC
GGGAAACCAAAGTCTTTGGGTTCCGGGGGGAGTATGGTTGCAAAGCTGAAACTTAAAGGA
ATTGACGGAAGGGCACCACCAGGAGTGAAGCCTGCGGCTTAATTTGACCCAACACGGGAA
ACCTCACCCGGCCCGGACACGGAAAGGATTGAGCAATAACAGGTCTGTGATGCCCTTAGA
TGTCCGGGGCTGCACGCGCGCCACACTGAGTGGATCAGCGTGTGTCTACCCTGCGCCGAG
AGGCGTGGGTAACCCGCTGAACCCCACTCGTGATAGGGATTGGGGACTGCAATTATTTCC
CATCAACGAGGAATTCCCAGTAAGCGCGGGTCATAAGCTCGCGTTGATTAAGTCCCTGCC
CTTTGTACACACCGCCCGTCGCTACTACCGATTGGATGGTTTAGTGAGGTCCTCGGATCG
GCCCCGCCGGGGTCGGCCACGGCCCTGGCGGAGCGCCGAGAAGACGATCAAACTTGACTA
TCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTA
CTGGAGCGCCACACCGTCTACGCATAAAAGCCAGAGCAGTAGTGACCAACAATCTGAATA
AATTGTTTGCGGCAAGATCGGATCAACAATTGGCATAACCTACCTATCTCGATCTGAAGG
AAATTTTGATCAGAATGAGTCTGATCGGGGCAGAGTATTCCAAACGGCATGTTTACATGG
TGGATTTTTATTCTGATCGCACGTTTATTCCGATTACTTTTGCCCATGTAAACGCAGCTA
ATGTATCACAGCTACAGTGAAGCACTGGAAGGAGGACTTTAATGTCGTCTTCAAAAAAGA
TGCATACAACGAGTGAGATCCAATCGATGTGTGTCCTTTTTCCAGAAACAACTTTTTTTC
TGCCTGTTTACTGAAATGAGTGAGTCAGTTAGTGCACATTTTTGCCAAATCCTTGCGTTT
TGCCAAATGCTGTGTTTTAATTGTTGATGTCTGGTGTCAAAAAGC
>CL1Contig449
ACGAGTCGGCCTTGTTAGCCTACTGAAGCGGAGGAAAAGAAACTAACCAGGATTCCCTCA
GTAGCGGCGAGCGAAGAGGGAAGAGCCCAGCGCCGAATCCCCGTCCGGCGGGCGGACGAG
GGAAATGTGGCGTACGGAAGACCGCTTGCCCGGTGTCGCGCGGGGGCCTGAGTCCTTCTG
ATAGAGGCTCAGCCCGTAGACGGTGTGAGGCCGGTGTCGGCCCCCGTCGCGCCGGGGTCC
GGCCTTCTCGGAGTCGGGTTGTTTGGGAATGCCCTTTTCCGCCCGATCAACCAGCAACAT
GGCAGAAACCGAAATCAAGAAGAAGCGAACCTTCAGGAAGTTCACGTACCGCGGCGTGGA
TCTGGACCAGCTTCTGGACATGTCTTATGAGCAGCTCATGCAGCTGTACTGTGCCCGTCA
GAGGAGGAGGCTGAACCGTGGCCTTCGCCGTAAGCAGCAGACTCTTCTCAAACGCCTGCG
CAAGGCCAAAAAGGAGGCTCCTCCAATGGAGAAACCAGAGGTGGTTAAAAGCCATCTGAG
GGACATGATCATCCTGCCTGAGATGGTTGGCTCTATGGTCGGAGTGTACAACGGCAAGAC
ATTCAACCAGGTTGAAATTAAGCCTGAAATGTGTGGTCACTACCTTGGAGAGTTCTCCAT
CACCTACAAGCCCGTGAAGCACGGCCGCCCCGGGATTGGAGCCACACACTCGTCCCGTTT
CATCCCTTTGAAGTAAAACGACTTTACTGGAAAAATAAAACTGTTCCACAAAAAAAAAAA
AAAAAAAAAAAAAAAAA
>CL1Contig450
AAACGCACTTGCAGGTATGTCAATAGCTTGGCATGGGCACAACGGATCATCCTTTTCCAC
GACACAGCGTACATTGCTCAATTTTCCATTTAAAACAGAAGTCATCACAGGTGCAGATGG
GCTACACAACTTAAAAGCTGCCTCGTCAGCGAGGACTCACAAACACTAGGGCGCCGCTTC
TTTCTGCAGAGTCTTGCAGCTCGTTTGACGGGAGTCCAACCCTTAAGCGGGTCTGCTGGT
CACATGTACTACAAGTCTGCCACACATTGTTTTCAGTACATATGAAACCAAAGTCAGCAA
ATTATCATTTACACAATAACTACTGCATGACAAACATACTGGAGCTCATAGGGTCAGCAG
ACTTTGGGGAAATATTGGCAAGCATAAGTAGAAATACTTAAAGAGCATCGAGGGGGCGCC
GAGAGGCAGGGGCTGGGACAGGCGGTAGCTCGCCTTTCGGCGGACCGCCAGCTCGATCCC
GAGATCCAACTACGAGCTTTTTAACTGCAGCAACTTTAAGATACGCTATTGGAGCTGGAA
TTACCGCGGCTGCTGGCACCAGACTTGCCCTCCAATGGATCCTCGTTAAAGGATTTAAAG
TGTACTCATTCCAATTACGGGGCCTCAATAGAGTCCCGTATTGTTATTTTTCGTCACTAC
ATCCCCGTACTGGGATTGTGTAATTTGCGCGCCTGCTGCCTTCCTTAGATGTGGTAGCCG
TTTCTCAGGCTCCCTCTCCGGAATCGAACCCTAATTCCCCGTTACCCGTTACAACCATGG
TAGGCGCATAACCTACCATCGACAGTTGATAAGGCAGTTGCTTGAGGGATACATCGTCGG
CTCAGAGGCCATACGATTTGCTCAGTTATTCAGAGTCATCACAAGAAATGCAACCGAAGT
TGCTAAGATCCCCACTGCTAGTCCTTAGACAGCGACCGAAATCACTGAACAGGGTTCTAG
GTGAATAAGAATCATTGGTCTTGTACTAATAAATGCGATCCTTCCGTCAGCAAGCTGAGG
TTGGAACACTTGTTCATGTATTAGCTCTAGAATTACCACAGTTATCCCAGTAGGCCAAAA
GGCCGACTCGAT
>CL1Contig451
AATCTAAAATCTGCACATTTTCCTCAGGGTTGACGTCTGCCAAGCAGACACGGGACAGTT
TGTGGATTTAGTTGTAACTTTAAATGCCGCACACATATAACGCCTTGCCTGCCGGGGTTC
CTGGGTGCTTAGTGTTCACTGCTGGTCAGTGTCCAACCACACTGGAAACACAGGAACGTC
TCAGTGCAAGCTCCGCCCCTCTGCCTATGACATTTTTCTAGCATACTATAGACCTGCTCT
TGGTGTCCTCTCGATCTGTTTCCAGTGAAACGCCCCTTTAAGCACCTCTGACCCTTAGAG
AAAGTGGACTTCCTCCTGAACACAAACTGGCAGAATAGACATTCAGTCTATCCCTACATT
CAGACTCGTCCACAGGCAGGGTGTGTCGGAACTTCTATTTTCAATGTATGAAATGTACTT
GAATATTTCCAACAAAAAAAGGCCATTGAACACATTCTTGTCTTTTTTACTGTACTTGCT
TTTGTTGTCTAACCCTCTTCATAGAAAGGTGTACAGCTGGTTTGCTTTTTGTTTTTGTTA



TTTTGCAATCTCTGCCGATCATTTCAGCTGAATTTTGGACTCATTACAGCCCGAAGGTTC
ATAGTTTTCGTTGTGGCATTTGAATGCACCGTTTTTGTTGATTTTGTTTTGTTCAAATCA
GAACTGGGATTCACCTCTTTAATCAGGAATATGTACTGCTCCTTTGATGTCAGGGTGCAG
GTTTTTCCAGTTGGACCTGTTATCCAAGAATTTAGTTTAAAGTCATGCAAAAAAAAAGAA
AAAGTAAAAAATGTTTTAAAAAAAAACATCAGGGAATGGAAATTTCTTGACCTCTATGTA
TATCTGTTTAAGACTGAGTGAAGATTTCTTTTTTATTTTTAATTGTAGATCCTTTTAAAA
AAAATCCATAAATATAGAGACCACAAAATTGTGAGTTAGCAGTGTAGTCTGATTTTTTTA
ATTATCATTATTATGGCTTTTATTATTATTATTTTTATTATTATTATTGCTTTGTGTCTC
TTGAATTGCTTAGGTTTGTACATTTTTTAAGAAACCATACCTCTTAAAAGAATTGATTTT
TGTCATATCTTTTCAAAAACATTTATCATGTAGCTTATGTTGGCTTGATGAGTAGCACAA
ATGTTTGTTGGTTTTATGTGTTCCTACTTGAATAGGAAAAGTAGAGAAAGCGAGACTTTT
TCTTTAGATGAAAAGAAAAATAAATGTAACACTGGGCTACATTTTACATAAACATCCGAT
GCCAGATTCTGCACATCCTTGAAGACTAAAAAAAACAACAACAAAAACGTCCAGGTAGAA
CATTAATAATTTACCGTTTTACTTTTCAGAAGTTTTTAAACATTCCTACTGTGAGCACCA
TGTTTTCTGGGTTTAACTCTTAATTTTTCAGTTTGTAACTCCTCCTTCCACTTTCGGCTT
CTCCCATCAGGGGTCGCCACAGCGAACAAGTCGCATGGTAAATTTGGCAATGTTTTACGC
CGGATGCCCTTCCTGACGCAACCTTCTCAAACCGGGCTTGGAACCGGCAGAGGTGGAGAA
GGGAACAGGGAGCAGCCCGGAGTCGAACCCGGGTTTCACGGACGGAAGGCGCCGCAAACC
AGCACGAGCTAAACTGGCTCCCTCATTTCCACATGACAATGACAGTTAAAAATTTGCTCA
TGTCAACTTGTAGCCAGTTTTCCCTTAAAGTGGATCAAGTCGGAATTTTCTTTCACATCC
TCCCACCATTCGTGTAACACTTTTCCATGTAAGAAAATACAGCATTTTAAAACACATTTG
GCAATAAAGAAGCAAAACCCAGCGAGTCTTCCTCCGCGGAGTTTTCAAACGTGGTTTGCC
GATTCCTCGCCCGCAGGCCCCTCGACTTTTTTTATTTTGTTTTTTTACTAAAATAACCCA
GGACGTTAACAGTCTATAAAGCTAAAGGGCATCATCAACAATAGAAAGAAATTACAATCG
TGTTTGAACAGTGTAGTTTTGTTAACAAAGAAGTCTAGCTAGAGGAAATCAAAGGTGGAG
TTCAGGGAAGAAAAGAGGAGCAGCCAGTGTTTCCAATGACCAGGTGTTCTCCTTCACCCC
TAACAGATACTGAACCCTTTGGAGATACCGATGGATGGGAAGGCCAGGCAGAAATGCCTG
CTGCAGTTCCCATTCTCCACGTCAAGGCTTTTACTGTTGCTTCTCGTCTTTGGCTCAAGG
CCTCGTGATCAAACAGAAGGCACTTTTGTTGGCATTAGTGATGCAACTAACATGGCAGTT
ATACACCAGGGCCTAAATAAATATCGATGAAACGTAGCTTTATTTCTTCTCAACATC
>CL1Contig452
TTCAGCCNCAGCATCGANTNGNCCGTCTTCAGCCGCAGCANCGANTCGGCCGTCTTCAGC
CGCAGCATCGAGTCGGCCTTGTTGGCCTACTGGACAAAAGTTGCTGTGTAATCGCTCGGT
CTGGCAGTAGAAATAGCCCAGCATACGTGACAAAAGCGTTCGTTTGTATCAACTTTAAAC
ATGCCTGATTATTTGGGAGAAGATCAACGGAAAACCAAGGAAGAAGAAAAAGATGACGCA
CCCATTCGAGCTTTGGATGAAGGCGACATCGCACTGCTCAAAACATACGGTCAAAGCACC
TACTCCAGACAGATCAAACAGGTAGAGGATGACATTCAGCAGCTTCTCAAGAAGATCAAC
GAGCTTACAGGCATCAAAGAGTCTGACACAGGCTTGGCTCCACCGGCACTTTGGGATCTG
GCTGCTGACAAACAGACTCTGCAGAGTGAGCAGCCTTTACAAGTGGCAAGATGCACTAAG
ATCATCAACGCAGACTCTGAAGACCCTAAATATATCATCAATGTCAAACAGTTTGCTAAG
TTTGTGGTGGATTTGAGTGATCAGGTGGCTCCAACTGACATTGAGGAAGGCATGAGAGTT
GGGGTTGACAGGAACAAGTATCAGATCCATATTCCTTTACCTCCCAAGATTGACCCCACT
GTAACTATGATGCAGGTGGAAGAGAAGCCTGATGTAACCTACAGTGATGTTGGTGGCTGC
AAGGAGCAGATTGAGAAGCTGAGAGAAGTGGTTGAAACTCCACTGCTCCATCCTGAAAGG
TTTGTCAGCCTGGGCATCGAGCCTCCTAAAGGTGTGCTTCTGTTCGGGCCACCTGGCACG
GGGAAGACCCTGTGTGCCCGAGCCGTGGCCAACAGAACTGATGCCTGCTTCATTCGAGTC
ATCGGTTCTGAGTTGGTTCAAAAATATGTGGGAGAGGGAGCCAGGATGGTTCGGGAGCTG
TTTGAGATGGCAAGAACCAAAAAAGCTTGCCTGATCTTTTTTGATGAGATTGATGCCATT
GGAGGTGCTCGTTTTGATGATGGGGCTGGGGGGGACAATGAGGTCCAGAGGACCATGCTT
GAGCTTATCAACCAGCTGGATGGTTTCGACCCACGAGGCAACATCAAAGTGCTCATGGCC
ACCAATAGACCGGACACTTTGGACCCGGCTCTGATGAGACCTGGGCGCCTGGATAGGAAG
ATCGAGTTCAGCCTTCCTGACCTGGAAGGTCGCACTCATATTTTCAAGATCCACGCCCGC
TCCATGAGTGTGGAAAGAGACATCCGCTTTGAGCTTCTGGCCCGTCTGTGCCCCAACAGC
ACTGGTGCTGAGATCCGCAGTGTGTGCACAGAGGCCGGCATGTTTGCCATCAGAGCTCGC
AGGAAGATCGCTACAGAGAAGGACTTCCTGGAGGCTGTAAACAAGGTCATCAAATCCTAC
GCAAAGTTCAGCGCCACCCCCAGATACATGACATACAACTGAGGACTCCTGGTCTACTGC
TAAAGAAACAGTCAATGCTTTTGTTGTCACCGAAAAATAAAGTTTATTCCAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAACTT
>CL1Contig453
TTTTTTTTTTCAATTCAATTCAATTTTATTTGTATAGCCCAAAATCACAACAACAGTCGT
CTCGATGGGCTTCGAAGTAAAACATGAAATCAAAAGGATCACGAATACAAAGAGTTCAAT
AGAAAAATACTAAAATGAACTAACAAACTGACTAAGCTATGCTGGCATCCCTGCCCTTAG
ACCCCCCTTCGCGGTAAGGAAAAACTCCCAAAAAAACGGATTCCGGAAAAAACGAAGAAA
CCTCAGGGGTGCCCACATTAAGGAGGGATCCTCCCCCAGGACGGACAGGCGATTTACCAG



AACTCTTAGAGAAGAATTAACTTATCTAAATCTACAACTACGTATATAAAAGTCCAGCAG
ACGAGCTTCATCCAGCCGTGGTTGTGGGGACAGTCAAAGGCGCGAGTCGAGCCGGAGACA
GGAACACACACATACGTTCACACACAGACACACTTCAGTCATAGCGAAACATCCAGCAGC
TTTTTGTGCAGGTACTGCTTCACCTCCTCGATGCCGTTCAGTTTCTCCAGCTCGTGGTAC
GGCAGTTGCAGGATGATGTATCCCAGCAGCCTCAGATGGCGGTCTCTCATGGCGCGTGAC
CCAACCAGGACCTCAGAGTTGTGACAGTAGTGCCACTTGTCGTTTACAGACATGATAACC
CTCCGAATCTGCCTCTGCTCTGG
>CL1Contig454
TATCCTGCTCAGTACGAGAGGAACCGCAGGTTCAGACATTTGGTGCGTGGGCTTGGCTGA
GGAGCCAATGGTGCGAAGCTACCATCTGTGGGATTATGACTGAACGCCTCTAAGTCAGAA
TCCCGCCTAGACGTGACGATACCCTAGCGCTGCGGAACTTCGGTTGGCCCGCGTCTACGG
CACCGGAGCTCTAGCGCTGTACGAGAAGGCTGACATCAAGGCGCCCGAGGAGAAGACCTC
CAAGCACCTGCTGGTCGGCGTGACTTCTGACCGTGGGCTCTGCGGCGCCATCCACTCCGG
TGTGGCCAAGGTCATAAAGAGCGAGATCGCCAACCTGACCAGCGCCGGCAAGGAGGTGAT
GGTGGTCAACGTGGGAGACAAGCTGAGAGGCCTCCTGCACAGAACCCACGGGAAGCACAT
CATCCTGAACTGTAAGGAGGTCGGCCGCATACCCCCCAGCTTCAACGACGCCTCCATCGT
CGCCACCGAGCTGCTCAACTCCGGATACGAGTTCGACCAGGGCTCGGTCATCTTCAACAG
ATTCAGGTCCGTCATCTCCTACAGGACGGACCAGAAGCCGCTGTTTTCCACGGACATCGT
GGCCAACTCAGAGAGCATGGGGATCTATGATGACATCGACGCTGACGTGCTGAGGAACTA
CCAGGAGTTCGCTCTGGTCAACGTCATCTACCTGGCAATGAAGGAGTCTTCCACCAGCGA
GCAGAGCGCCAGGATGACGGCCATGGACAACGCCAGCAAGAACGCCTCTGAGATCATCGA
TAAGCTGACCCTGACCTTCAACCGCACCCGGCAGGCCGTCATCACCAAGGAGCTCATTGA
GATCATCTCTGGAGCCGCCGCTCTATAAACGGACAACGTCGTTTCTGTCTCTGAAAGTTC
TTCGGGGGAGTCTAAAGAACCTATTTGTGCTTCT
>CL1Contig455
TTTTTTTTTTACTAAACAAATTACTGCAAAAGTTGAATTTATTGAATAAAAAGAAAACAA
TCAGGGGGACAAAATTATAGCTATACATTTCATTTACATCTTAGATTGGATGGTTACATG
TATGACTTGCAGCAGGTGCAGTAAAGAGGCTCCCAGCTTCCAGGAGGGAGACGATGCTTC
CAATCACTCGCTTGTGTTACACACAGGTTCACCCTCAACAATGTACCACACCTCATTGTG
CCTCTTCAGTATAGTCATAGGGCTGTTATAACCAACACTTCTGTGTCCCTTTTTGTACTT
TGCGTTGACAGCATCAAGGGCGGAGGAGAGCTCGTTTGACTTGAGTTTGTCAGACAAAGT
TGCCAACCATCCTCCATAGCTCTTCACATAGACATTCATTTCAGGTGTTTCGTGGATGTA
TACATCCACATTTGTGGGTTTGGGAGGATTAGACTGATGTTCAGATGGCAGCAGAAAGCT
CATTGTGAAGTCACCCTTTTCCCAAAGCTTCTTCTCAGGCATTCTCAAAACAACTGGTGT
GGTCATTTCGATTTTCTTCCCTCCTTCATTTTCCCCAGTGATGTACTTAAACAGTCGTGT
AAACATTTTTGGGGCAGCAAATTCAAAGGCGTAGGATGACTCTTTGGTTGAAGCCCATTT
CACAGAATCATAGTGACGGACCTCATATGTGCTGGTCTCACAGATGAGATCAAACAGCAG
ACACTCTGGTGTTTCAAAGCAGAACTCCACTTTAGAGGAGTTTCCAACTCCGGCCTCAGC
TGTGAGCAGCAGAACGAAGCCAACAAGTCCTGAAAGAAACATCATTGTGGTAGATGGTTG
TGTCCTCTTGCCACAGATGGTGTCCCCCGGCCATAAGGCCCGGGTTANNCGGGC
>CL1Contig456
TTTTTTTTTTAGATTAGAGCAGTTTTATTGTTTTTGGCATTAGGATTTCAACATTTAATA
CCAGGAGTCCATGATGCGCCTCATGCTCATGAACCTCATGCCGCTCCAGCCCATATTCAT
GAAGCTCCGGTACTCCCCGGGCCTCATGTACATCATCCTGCCTCTGTAGTGGGGCTGCTC
GTACATCAGCCAGTGGCCGTCCATCACGTTGCAGGACATGCAGTTGTTCATGCGGTATCG
GTCCATGATGTTGTCGCAGTCGTCCATCATCTCGTACATCTGACCTCCGAAGTTCTCCCT
CTCATAGATCCTCATCCTGTAGGATCCTCTGTGCATGGGGATCATGCGGCAGGACCTGAT
GCAGTCACTCATACCAAACATGCTCATGTAGTCGGCGTACTCGCCCCTCCTCATGAAGTA
CTGGTTCCCCATGTAGTTGGGACGGTCGTAGACCATGAAGCAGCCGCTCTCCACCCTGCA
GGAGTGACACCTGCTCAGGTAGGAGGACATGTCGGAGAAGTCGCTCATGCATTCATAGGA
ACGTCCCATGAAGTTCCTGTCTTCGTAGAAGATGATCTTTCCTCTCATGCCCATGTCGGT
GCTCATGTTGGCTGTAGATGAGTTGTTGCTGTTGTTCCTGCAAACTGATGCCCCCGGCCA
TAAGGCCCGGGTT
>CL1Contig457
TCATAGATTTTATTTGTTTTTCCTCCAAAACTCCACATTGGAACAAACTTGAAACCAAGC
TGAAAAAGAGAGATCCTTCTGTTTGATTTCATTCTCCATTTTGCTGCTATTTCAAAAAGT
TAAGGTACAAAGCCTTATTCCATCATTCCACAGATTTAAATAATGAAACTGGAGAGAAAT
CTCTTTTTCCAAGGACACGGAAAGGTTTGTTTTCTTTTTCTTTAGCGAGGGCGAGGAAGG
GAGATGGTTGGGGTAAGAGGGGTGGTGGAATAGAGGGAGGCAAGAGGTGGAACTAGGCGG
AAGTTTACAAGGACGGAGGCTCTGCACAGTGTTCACAAACAGACAAACGGGGACAGACGG
GGAGGCGGGGAAGGTTTGGGGTAAGTCGGCGGTGTGAAGGAGGAAGAGGAGGAGAGGAGG
AACAGGGAGAGGCAGTGTGCTTTGTCATGTCTGAATAAAAACAAGCAGCTCTCAGACCCA
ATCCAAACTCTGAAAAAAAAATACTAACACACAAAAAAAGCTCAACTGTTTTTTTTTCAT
TAAAAAACATCAGTTTTCTGTTAGAAAACAGGGTTCCACATGCAGAAAAACACGAGGGAA



AGAAGAATGGAGGGAGAAAGGAAGGAGAGAGGAGGTGAGGATCTTTTTTCTCTCTGTTGG
GGGCGCCAGGGAGTGACAGGTTCGGTTTAACAGTGACAGAGGAGGAGGAGGAGCGGAAGA
TTGGTAGTGAGGAGAGGTGGGACAGGTGTTCTTGTGGTGGGAGGAGGAAATGGCAGTGAT
AGTTGAGCTGGACCTGGGCGGCTTGGCTCTGGCAGGAAACAGGCCATCACGTGGCGTGGG
AACGTTGCCACACGGCTGCTCGGATCGCCCGGATGGGAGTGCTGTCACTCTGCCCGTGTC
GGCAGTGGAACAGTCAGGATCGTTGGGCTGTTACCTCATCTCCGACACACTTGTGTCACG
GAAGTACACACATGGAGAGCGGCTGCGGCCATCGGTGTAACAAGCATCGGCACAAANCAG
TGTTACTGGCAGATTAGTGCTGTAAAGACTTTGGATAAAAAAAGTGGACATAGGGACAGA
CAGGATGGGGGAGGAGCTCCTCCCCGACCCTGACATCCTCTGCCGTTGGTCCTCTCATCA
GCTTTATGCTTTTAGTTTTTAGGAAATGAGGATGAGGGAATGAAGAGGAGAAAGAAGAGG
AGTAAACATTGTTTTCTTGTACATTTTGAGTATGTAAGGAGGAGAATGATGGAGGGAAGG
AGGATAGAAAGAGAGAAGGGAAAGAGAATGAGAATGATGATTTGATAGGTTAATAGTATG
TCTCTTTTTCCACCCAGCCTCCAGGGCTCCGGCGGAGGATGACTTTTCGGATCTCGTCGT
AAACAAAGATGAGGAAACTATACGGGAACGCACAGAACCACCAGCTGGGCTTCAGTGGGT
ACATCCTTAATGCCACGTCCATGCCAGGGCAGTAGGACAAGAAAGCAGCCAGAGCCGTTT
CCTCAAACAGGCCAAATATCAGAATTTTATTCTTCATGCCCTGCTGGAACACTGAATTGC
GCCTGGTCTTGCAAATGATGACATCTGCCCACTGCACCACCACAATACTGACAAAGAAGG
CTGTATGGCATGTAAACTCCACAATCTTACGTTGTTCATAGGTCCATTGCTGGCCATAGC
TGTCTTCCAGGTCGTTGTTTGAGCGATCGTCCCAGTTCAGCCTGATACCGACAAGCAGGG
ATGGCAGGAAGCCATTTTCAGCCATGATGACGAAGTAAGCGAAAAATCCGCCGAGAGCCT
GGATCATACCTATTTGTCCGTAGGCGATACTGATGAGCCTCTCATTGACCAGCTTGTCTC
TCAGAGGGTTCCTGGGCTGACGCTTCATGATGTCACTTTCTGCTGCTTCATAAGCAAGAG
AAATGGCTGGAACCATGTCGGTTCCCAGGTCGATGCAGAGGATGGTGATGGTGCCCAGAG
G
>CL1Contig458
AGAGCACCGACAACCCGAACCGGAACCGTACAGCGTCACCGCAGCCGCGTGGGCGCGGGA
GAGCCGCCGCGCGGCATCGAACGTTAGCGGGGAGCTAACGGAGCAACATGGAGGCGTTTC
TGCGGAGCAGCAGGAGCGCCATGAGGGAGGACGTGGACCAGCCCAGTCCAGGGTTTCATG
TGGTTCTTGGGAACGAGGCCTGTGATGTGGACTCCATGGTGTCTGCTTTGGCCTTCGCCT
ATTTCCTGTCCAAGGTAAGACGGCACACAGTGACACGGTCACTCTGCCGCTGCTCAACAT
CCCTCAGTCGGAGCTGGTGCTGCGTTCGGACAACGTCTTTCTGCTGCGTCAGGCCGGTTT
GTCTCCAGAACTTCTGATCTTCAGGGACCAGTTGGACCTGCGGGCTCTAGAGCGGGCTGG
CCGCCTGCGGCTGACGCTGGTCGACCACAACGTCCTTCCCAGCAGCCATGGTGCTGGACT
GCGTCAACATGGATCCTGCTGCAGGTAAAGTCACTCCTAAAGACAGTCAGTACGCCGCGG
CGCTGGAGAGGCGCTTCCCCACTCTGCCACCAAGGGGAGCTCTTTTCCAGTCTCTGCAAA
ACGCAAAGTTTGACGTTTCAGGTGAGCTGAGGTCTGCTGCATCAGTATGCACTTCCTCCA
TCAGCAGTACTGTGGAATGTGTTGGTTGTTCCAGTTTTTAAAGAACTTTAATGCACAAAG
GTTTCAATTAAAACAGCTGTGAATGAAATGTTTTCTATCTAGTTTGTCAAACACCTAACG
GTTCAATTCAATTCAATTCAATTTTATTTGTTTAGCCCAAATTCACAAACAACAGTCGTC
TCAATGGGCTTCGTATCGGTATTTGAAAAAGTGAAAACATAAAATCAAAAAGGATCAGGA
ATACATAGAATTCAATGGGAAAATACTAAAATGAACTAACAAACAGACTAAACTAAACTG
G
>CL1Contig459
GTCAGCCGTAGTTAACATCCCGGCAGATGTGTGCAACTGATGAGAATGCTGTGGCGATGT
CGGATGTATAATGTATGGCAAGAAAAAGGCCCGTGATGATTTGGGCGGCTAAACAAAGTC
CGAGAAGAGAACCAAAGTTTCATCAAACTGAAATGTTCGAAGGGGCTGGAAGGTCAACTA
GAGCATCGTTTGCAATTTTTAACAGGGGGTGGGTTTTTCCCTCGTGCCGAATTCGGCACG
AGGGGAACAAACCACAGCAGTAGCTCAATTAAGAGTATGTCTACCACCGATATGAACATG
GGCAAGATCATCTTCTACGAAGACAGGAACTTCCAGGGTCGCTCCTATGAGTGCATGAGC
GACTGCTCCGACATGTCCTCCTACCTGAGCAGGTGTCACTCCTGCAGGGTGGAGAGCGGC
TGCTTCATGGTCTACGACCGTCCCAACTACATGGGGAACCAGTACTTCATGAGGAGGGGC
GAGTACGCCGACTACATGAGCATGTTCGGATGGAGCGGGGGCATCAGGTCCTGCCGCATG
ATCCCCATGTACCGGGGTCAGTTCAGGATGAGGATCTATGAGAGGGAGAACTTCGAAGGT
CAGATGTACGAGATGATGGACGACTGCGACAACATCATGGACCGATACCGCATGAACAAC
TGCATGTCCTGCAACGTGATGGACGGCCACTGGCTGATGTACGAGCAGCCCCACTACAGA
GGCAGGATGATTTACATGAGGCCCGGGGAGTACCGCAGCTTCAGGGACATGGGCTTCAGC
GGCATGAGGTTCATGAGCATGAGGCGCATCATGGACATGTGCTAGATGTCTTCATTCTGA
AATAAAAAACGGGGATTTATAAAAAAAAACTTTAAGGCTGTTTTTCTGATCTTTAGTTCA
TACTCATCTATTGATCTGTTTTGGCAAAATGCAAGTTTTATGAAAAACATCACAGATTAT
ACTCGGTACATCGAAGACAATGCAAACACAGTTTAAAAGTATGAAAAACTCAACAATCGT
AGACCAGTGTCCCAAACCCCAGGCCGCAGACCGGTACTGGTCCGTGTGCCACAAGGTACC
GGGTCGCCGACAGAAAAAAATATCCACACTGACTTTTTTATGTTTTCCATTTGGTTTATT
TTATGATGCTGAAGGAAGTTTTATTTTGACAAACTACCTGATTCTGTTCACCATCTGTCT
GTCTTGATATGTCACGTGACTTTAAACTGCTGCTTGGACCGCTAAGTTAGGAACTCAACG



CTCGAAGGCTAATGAAAACCAAACATTAAAATGGAGAGAAAAGTTTGAGTGAGGAAATAA
A
>CL1Contig460
GTCTCACCGAAAGTTCTCAGCTCCTCGTCACGGNATCTCTGGGCTTCCTGCCCCGGAAGA
GAAGCAGTCGCCACCGCGGTAAATGCAAGAGCTTCCCCAAAGATGATCCGAGCAAGCCCG
TGCATCTGACCGCCTTTCTAGGCTATAAGGCCGGCATGACCCACATTGTTCGGGAGGTTG
ACAGACCGGGCTCAAAGGTGAACAAAAAGGAAGTTGTGGAGGCTGTTACCATCGTGGAGA
CGCCTCCCATGGTCGTGGTTGGAGTCACTGGCTACGTCAGCACCCCTCGTGGCCTCCGCT
CCTTCAAGACCATCTTTGCAGAGCACATTAGTGATGAGTGCAAGCGTCGCTTCTACAAGA
ACTGCTCCGCTCAGGTACCTGGTACCTCGATGAGCTCCGGGCTCCTCTGGCCAGTGGAAA
GCGCTTCTTAGAAACTGTGCCATGAGCCAAAATCTTGAGTGATGCAGCCCCCCGCGTCCT
CGTTGGAGAGGGCTGTCGCTTTCGCACTGTGTTCTTCCGCTGACCCCTATGGGGTTATGA
AGGACCTGTGCAAATGTTTGTGTTGCTTGATGCTCCCAGGTACAAGTCCAAGAAGAAGGC
TTTCACCAAATACTGCAAGAAGTGGCAGGATGAAGAAGGCAAGAAGCAGCTGGAGAAAGA
CTTTGCCTCCATGAAGAAGTACTGCCAGGTCATCCGTGTCATTGCCCACACACAGATGCG
TCTGCTGCCGCTGAAGCAGAAGAAGTCTCACCTGATGGAGGTGCAGCTGAACGGGGGCAC
CATCTCTGACAAAGTGGACTGGGCCCGTGAGAAGCTGGAGCAGGCCGTGCCCGTGAACAC
AGTTTTC
>CL1Contig461
TTTTTTTTTTCAGTATTCTCAGATGGTTTTATTGAGACAATATTTTATCCTCAGTTTTCT
TTCAGAAAGGCAGAATAAAATAATACTAGTGATGAACTTAAAAAGACATTCTAAAGAAAG
AGGTAAGACTGTTTAATTGCAGCTAACTGGACTCAGTTCTCCTTGGCGTAAAAGCTGAGA
TAGTTTCTCGGCTCTGCCTCCACGTCCATCACAGCACCAGCACAAAACTCTGGGGGCTCC
AGCAGATTGGGATTGGTAATTCCAATGACATTATCGTAAAAATCTGTTAACACCCATCCA
AACTCCTTCGTTTGGTAGGATGTTCTCGCAGGAATGCACCCCAATTCAGTCACACTACTT
AGAAAATCTCCTGATTTGTCAGGTAACTTTCCAGACCAGTTGTTCATCAGGAGTCCTTGT
CCCGGAACAGAAGAGCTGCCCACCACAGTCTGGCTTAGCAGAAACGCATTTTGGGGAATC
TTCAGAGGTTGGAAGTCTGCCTTCAGTGGGCTCTTCTTGCATGTTTGTTTGGCATCATCG
ATCTCATACATGGCAGCCTCTGTGAAGTGCAGCAGGACATCTGCGGTGAACGTCTGGTTA
TTAAAGCTGCCCATCTCAAAGAGCCGCACTCGCTGGCCCACAGCATCGTACAGGTATTTG
CCGAATATCCCGATTTTCTCATTCTGTGACATCACAGTGAGCCGCCCGGTCAAAAGAGGA
GGGCTAGTGCAGGGAAGGGGCTTCTCTGCCAGACAGAAGACCACAAAGCACGCCAACACC
ACTGCCAGCCCTCGTGCCGAATTCGGCACGAGG
>CL1Contig462
GTTTTTGTCTCTTCTGTCAGGTAAGTTGAACTTCTTCTGGGAGGAGCGCCCATCTGCTAT
TTTTTTCTATATATTTTCATTTTAATCAAAAGCATTTCTTTACAGATGTCTCAGAGCATG
TCGTCCGTGTCGTCACGGCATTCAGACAAAATCGCAATCAGAGATTTCCAGGTTGGCGAT
TTGGTTCTCATCATTCTGGACGAACGGCACGACAACTACGTGCTCTTCACCGTCGGCCCC
ACCCTCTACTTCCTCCACTCGGAGTCTCTCACTGCTCTGGACCTCAAACCAGCTTCAGGG
ACTTCTAGGCGGCCGTGGGTTCTTGGAAAAGTTCTGGAGAAGGAGTATTGCCAAGCAAAA
AAGGCCCAGAACAGATTTAAGGTTCCTCTGGGAACCAAGTTTTACAGAGTGAAAGCTGTT
CCATGGAACAGAAAAGTATAATAGCCAATTCATGATCTGAACCCTTTTTTAAAAATGTCC
ATAAACTTCATTACAGAACTCATAACTTGAAAAAGGAAGCTACTTTTTTTTTCTTTTTTA
AAGATTAGGATGGACATGCATTTTATTTTGAAATCGCCTTTTCTCTTTATTTTGTTTTAA
ACCCGGGTTTGTTCATGTGGACCAAATGCTACTCTTGTAATTGGGGTCCCCCCCCAACCC
CCACTACACTACACTGTGGCATGACGCCCTTTGACCTGTGTGTACAATTGAAGAAAACTT
TGGATGTTAAATATTTAGTTTCCATTCTCAACATTTGTGTAAAATACTGTGTCATTATGG
AGATAATTAATAAAAAAACAGACCATTTATAAATAAATGTTGATGGAGGAATGTTCATGG
CATGCATCTTAAAATATTTCTTTCATTTACTTACCAGATAAACGTGGTTGTTGTAGTTAA
TGCTGTTTATTACTCACAACACAGTATTGCTGTCGGTCAATACTGCCATGTAAATGATGA
ATGACTGAAGGACGCAGTCTTCTTTGCAATCCTTGAAATGCACTTTGGAAAACCATGCTT
TTTATGATTTAAATAAAAATAAATAAAAAAGGGAAGTTTAGTTGAGCTGTCGGAACTAAA
TAAATCCATCAGCAGGAATTTCTCACTTATAGAATTATTGATATGTAGAGAGAAATGCGT
TGTGACTGTGTTTCAGTATCACGAGACGTTGTATATAACCCATTAAATCAAATGTAACAA
GAAATGACTGTATTGTACAAGATAGAGTTTTGAAACAATAAAGGTTTGATCCTCGTGCCA
CGTTGTTGGTGTCTGTTCCTGGCTCACCGCTGTTCGCTTGAATTTCTTCCGAATAAGTCG
GTCAGGAATACATAAAATGGCTTTCAAGGACACTGGCAAAGCACCTGTTGAGTCAGAAGT
TGCCATCCATCGCATCCGCATCACCCTCACCAGCCGCAATGTTAAATCTCTGGAGAAAGT
CTGTGCAGACCTGATCCGTGGTGCTAAGGAGAAGAGCCTGAAGGTGAAAGGACCTGTCCG
CATGCCAACTAAGACTCTGCGCATTACAACCAGAAAGACTCCATGCGGTGAAGGATCCAA
AACCTGGGATCGCTTCCAAATGAGGATCCACAAGCGCCTGATTGACCTGCACAGTCCATC
CGAAATTGTCAAGCAGATCACCTCCATCAGCATCGAACCCGGTGTTGAGGTGGAAGTCAC
CATTGCAGATGCATAAACTGCATATTTTCAATAAAAGACTAACCTGAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAACTT



>CL1Contig463
TCCTGCAGATTCTGATACCCTCTAGCACACCGTTACACCTGAGCTGGTGGATGACCAGGA
AGTTCTCCATCAGACCTGGAGTCTTTGACTCATTGGGAATCAGGCAACGCACAAAGTGAG
GATGGGTGCTCCTCAAGTTGGTCATCAGCTTGCCCAAGTTCTCCCTGAACTGGGAGGACA
CAGTCTGCATGGAACCACCCTTCTTCTTTCCTCCCTTCTTGCTAGTATCCTCAGCTGGAG
CAGGAGGATACAGGAGAGCCAGAAGTTTGCATGAGGATTTCTGGTACAGCTGCACCACAG
ACTCATTCAGTGGGTCCTTGTTCTTGTCCAGCCAGCCAGTGATGTTGTAGTCCACAGTGC
CAGCGTAGTGCACCAGGGAGAAGTGGGCCTCAGCCTTGCCCTTGGCAGGCTTTGGCTTCT
CAAAAGCTTTGTTTTTGCCAAGATGCTGGTCATACAGCTTGTTCTTGAAGGATGTGTCTG
TTGCCTTGGGGAACATGCACTCCTCTTCAAGGATGGAGAAGATACCCATGGGCTTCTCAA
TCAGCTCAATACAGGCAGCCAAGTCCATACCGAAGTCAATGAACTCCCAGATAATACCCT
CCTTCTTGTACTCCTCTTGTTCCAGGACGAACATGTGGTGGTTGAAAAACTGTTGCAGTT
TCTCATTGGTGAAGTTGATACACAGCTGCTCCAGTGTGTTGAAGTCAAAGATTTCAAATC
CAGCAATGTCCAAGACACCAATGAAGTGGTTCCTTTGCTGCTTGGTGTCCAACATCTGGT
TAATACGGACGACCATCCACAAGAACATCCTTTCATAGATGGACTTGGCCAGGGCAGTGA
CAGAGTTCAGCACCTGTGGTACTGTTTGTCCCTTGGTGACATACTCATTTCCGACCTTGA
CTCTGGGATAGCACAGGGCCTTAAGCATGTCAGCAGAGTTCAGGCCCAGCAAGTAGGCAA
CCTTGTCAGCATCCTCTGTGCCGTCAGGTTCTGCCTGCTCCTCACGTTGTTTCTGCTTGA
ACTTCATGTTACCATGGTGAAGTACAGCACCGGTCATTTTGTAGATGCTCATTTTCTCCT
CATTAGTGAAACCCAGGATGTCAATGGCATTATCAGTGGCTTCCAGCTCGACTTTGTCAT
CAATACTGGGCACAGTGATCTGACCCATGCTGCACATGGGGAAGTCGTAGGGGTTGGTTG
TGAGAAGGGACATTTCAATCAGCTCAGGCTTGTGATTTGTCATCATCTGGTAGAAGATGT
GGTAGCCTCTCTCAAGCTCAAGCTGGAAAGTCACTCTTGACTTCTCCAGCAGATATGTCT
CAATGTCAGCACTAGCCAGCTTGCCAGTTGCGCCGAAGTGAATTCTGATGAATTTACCAA
AACGAGAGGAGTTGTCATTTCTCACGGTTTTGGCATTACCATAAGCCTCCAGCAAAGGAT
TAGCTGCAATAATCTGATCCTCCAGAGAGCCCTGGATTTTGCCAGACTGTTGCTTCTTTT
CAGCTCCAGTGGAGATAGTTGCAAAGTACTGAATGACACGCTTGGTGTTTACAGTCTTTC
CAGCACCAGATTCTCCAGTGATCAAGACAGAACTGGTTCTCCCTATCAGTAAGCATGAAC
TGAAAAGCGTTGTCAGAGACAGAGAAGATGTGGGGAGGAGCCTCCATACGCTTCTTGCCT
CTGTAGGCAGATACAACTTCAGAGTCGTACACTGGGAGCCACTTGTAAGGGTTCACGGTG
GCACAGAACAACCCAGAATAGGTGTAGATCATCCATGCTGCATAACGCTCTTTGAGGTTA
TACAGCACAGAGGCTTCATTGAGGTGGGTCATCATGGCCATGTCCTCAATTTTATCGAAC
TTTGGAGGGTTCATTGGAGAGACCTCATCTTCCTTTACTGTTCTTTCCTCATTACTATCC
AAGAGTTTGACAGTAACTTTGCCACCGTCTTTCTTGATGATGGTTGCCTTCAAGTACAGC
TCCTTGGCATCAGGAACATAGCAGGCACTCTTGGCATCAAACGGTTTGTTTTGAGCCTCA
ATTCTTTCCTTCTCAGGCTTACGGAGGTAAATGGCAGCCTTGCCGTAAACGGCCATCTCC
GCGTCTGTACTCATGGTGGCAGATTTTGTCTGACCCTGCCTCTTTTAGAAGTCTGCTATG
ATCCCAATTCCTTACGCTGGAGTATTCAGGGGTCCTTTGCCACCCCGGCC
>CL1Contig464
TTTTTTTTNNGGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTNNGCAGCTT
CGCTGTGGTTTTATTCTTTCTACAGATGTGAAAAAGAAAATGACAGGTTCAGATCCGTTT
GATAAAAATCCATTTTGAAACGACATTATAAAATCAGCATCAAGTGATTCTCAACAACAG
TGACACACGTGCACGTGAAGAGGCCATCGAACACACTCCTTCCAGCACCTGCTTTGGTTG
GCCACGGCGCCGCCACGCCCCCTGATGGCTGCAGGTCAGGGAAGTCAGACTGAAGGTGGG
GGTCTGGCACGTGCTTCAGCTCTGATCCGGGCAGACAGATGGCGAGGTAGAGTGTGTGTG
GGAGGAGCCTTCCTTGGATGTGGTAGCCGTTTCTCAGGCTCCCTCTCCGGAATCGAACCC
TGATTCCCCGTTACCCGTTGTCACCATGGTAGGCACAGAAAGTACCATCGAAAGTTGATA
GGGCAGACATTCGAAAGAGACGTCGCCGCCACGGGGGGCCAGCGATCGGCTCCAGGTTAT
CTAGAGTCACCAAAGCGGCCGGGGCGCCCCCGGAGGAGCAGCCCCGCATGGGTTTTGGGT
CTGATAAATGCACGCATCCCCGCAAGGGTCAGCGCTCGTTTGCATGTATTAGCTCTAGAA
TTGCCACAGTTATCCAAGTAACGTTTGAGCGATCAAA
>CL1Contig465
TTTTTTTTTTAAAAGAAGCAGCTCTTTTTATTTTGAGAACCCAAAACGCTCATTACACTT
TTCTGCTTTTTTAAATTTCATTACAAACGATTCTTGCTGATAAAAGTTGAAACGTTCCTC
CTAAGACTGATTATCAGGGTTTGCTTCTGGAGCGGATTTCTTGTGACAGAAGTCAGCCAC
TCCGTCATAGACGTACGGCTTCTTTTTAGGGAACCCCAGACATTCGGCGAGTTTCTTGTA
GTCGTCATGGGCGGCTTTGTGCTGCTCAACATCCCGATGTGACCCTTCTTCCTTGTAGCT
GAGCAGGTATCGAAATTTTGAGCACTTGTAGACCAGCAGCAAACAATCAGAGCAGGGCTC
ATAGAAGTCCACAGCTCCGGTGTCATTGTACTCCACAGGCTGTCCGTCCACCTCCACTCG
GATGTTGTCAGCATGCAGGGTTTGGAGCTCGGTCTCATTATTAGACGGTACGGTCATATG
GATGAAGTAAGTAGTGCAGGAAGAAAGGTTGTGACGGTACACGTTCCTCTCGTTGTACGT
GAAGGTTTTGTTGTCTGGAAGGAGTTTAAACTCCACGTGGGAGCTGGAGGCATTTCCCAG
CACATGATCACCCTCTTCATGGTCGGACACGCCCCAGACCAGAACCCAGTTCCTGAAAAT
CTTGTTTAGGTCTTTTGTCGGCAGCCTTTTGGCCAAACCGTCACACTCGGAGGCGTTGGG



AGCTGCATGTGAGCCGATTACTGCCAGCAGCAGCAGCACTGAGATCTTTTCTGCACTCAT
CTTTATCAGACACCCCCGGCCATAAGGC
>CL1Contig466
TACAAGACTGTCTGGCTGCATTCTTTGCCAGAGACGAATTAAAAGGAGACAATATGTACA
GCTGCGAAAAATGCAAAAAGTTACGAAACGGAGTCAAATTCTGTAAAATGCAAAAGTTGC
CAGAGATCCTGTGTATTCATCTGAAGCGGTTCAGACATGAGCTGATGTTCTCCACCAAGA
TAAGCACCCATGTGTCCTTCCCACTTGAGGGGCTGGACCTGCAGCCCTTTCTGTCCAAAG
ACAGCTCCGCCCAGACCACCAACTATGACCTGCTGTCCGTCATCTGTCACCACGGCACTG
CCAGCAGTGGCCACTACATAGCGTACTGCAGGAATGACTCCAACAATCTGTGGTACGAGT
TTGACGACCAAAGCGTGACCGAGGTGTCTGAGTCCTGTGTCCAGAACGCTGAAGCCTATG
TGCTCTTCTATAAAAAGAGCAACGGGGACACCGTGAAGGAACGTGGGAGGGTGTCAAACT
TATTCAACATGATGGAGCCCAGCCTTCTGCAGTTTTACATCTCTCGCCAGTGGCTGAACA
AGTTCAAGACCTTTGCTGAGCCAGGGCCCATTTCCAATGATGACTTCTTGTGTGTGCATG
GAGGTGTTCCCCCCAACAAGGCGTCGTTCATTGATGACCTGGTAGTGATGCTGCCACAGA
ACGTGTGGGATCACCTTTACAGCAGGTACGGAGGAGGACCTGCTGTCAACCACCTGTACG
TTTGCCACACATGCCAGATTGATCTAGAAAAACTAGAAAAGCGCCGGAAGTCCGAGCTGG
ACCTGTTTGTCCGCCTGAATAAGGCGTTCCAGGAGGAGGAGTCTCCGGTGGTCATATACT
GCATCAGCATGCAGTGGTTCCGCGAGTGGGAGGGCTTTGTCAAGGGAAAAGACAATGACA
TACCAGGACCCATCGATAATTCCAAGATAACGGCAAATAAGAATGGACATCTGACGCTCA
GACAAGGTGCAGACTCTGGACAGATCTCCGAAGAGACTTGGAACTTCCTCCACTCCATCT
ACGGAGGAGGCCCACTGGTGACATTTCGACCGAACGTCAATCACCAGGAAACGGAGCCGT
CGCAGTCGGAGGAGAAGATTGAGCTGGAGACGCGCTCTATTTAACCAAACACTTCACAAT
AAACAATGAAAAAATCGTTTTAGAATAAAAGTAAGCCTTTTTTTTCTTTTGCACTGGACA
TTTATTCAAGCAAAGGACCCTATTTGTACCGCTAACCGACAGTCTGAAGGCATGCTGAGG
TCTGCTATGCTGTAATAATCTGTATAAAGAGCTCTTGAACTTCTCTTGGCACTGTTGATT
TCATGTGATTGTTTTTTCACTGCGATTCATGTAATTTATGAGCAGCTAAAAGTTCCTCAG
AATGCCATTTTTTTTCTTGATTTAATGAGCACAAATTGTATGTCCGTAGGTATTGCTGTT
GTTAAATACACTCTGTAAATAGATCACATTTTCTTTCCTGTTGTACAAAAAGTATTGTCC
CCTGAACGGCATTAATTGCAAAATGTGAGACTGTGTGTGATGACTATGTAAAAGGTTATG
AAGGGACTAATTTCTGACTAGTCTCAGGAAAGACTTTTGTTTTGCACTGTTCTGTAGACG
TACTCATGATTTGTATGTGAATGTATCAGTACTCCTAGGATGTTGGCTCAGTTCAGCACT
TGCTTATTCATCACTAAGAAGGTTGCTTTATTATGTATTTTTGTATTTGAAGGCCCACTG
CAGTTAAAGCATGCTTAACACTCAAAATGTGCATGCTTCACTTCTGGACAGCTATGGAAA
TGCCATTGTAGCACCCAATCATCATCCATTCATA
>CL1Contig467
AATATGCTCTTATAGTGTTTCTTAACTTTAAATTTTTGTTTTCTGTGTATTTCAGAAACA
TGCCAGCTAAAGGTCCTCTGCAGTCTGTCCAGGTGTTTGGACGTAAAAAGACGGCCACAG
CAGTTGCCCACTGCAAGAGGGGCAATGGCCTGATCAAGGTGAACGGCAGACCCCTGGAGA
TGGTGGAGCCTTCTACACTTCAGTACAAGCTTCTGGAGCCAGTTCTGTTGTTGGGAAAGG
AGCGTTTTGCTGGAGTTGACATCAGAGTCCGAGTGAAGGGGGGTGGACATGTCGCACAAG
TCTATGCCATCCGTCAGGCCATCTCTAAGGCTCTGGTTGCATACTACCAGAAGTATGTTG
ATGAAGCCTCCAAGAAGGAGATCAAAGACATCCTGATCCAGTACGACCGGACCCTGCTGG
TCGCTGATCCACGTCGCTGCGAGTCCAAGAAGTTCGGTGGACCTGGAGCTCGTGCCCGCT
ACCAGAAGTCCTACCGTTAATCGCTGTGTACATTTATGCAATAAACCCTCGTGCCGAATT
CGGCACGAGGCTCACTGTGATCAGATGGGAGGGAACCGGGGTGAGGGGGCAGTAAACGCA
TTGAGGCAGTTATTCAGAAATTGACTACACTGGTGCTTAACCTGATTAGGTACCAATCCT
CTTTTTCATGGATATTAAGTCCTGTAATGCAATAATTTATAAACATGGCAATGTTTAGTG
GATTAAAACCTAAAGCCATGAGAACAGAGGAGGTGGTGGACTGGATGTGTGGTAAATTCA
TCATTTGGGGTAATAAAGATGATGCAGTTCACAAAGCTGTGTGTGGGGGGGGGGTGCTTT
TGCTAGCAGGAATGCTGTTCTAATGCTTGATGACCTGTTGGCATCCTGAGCTGAACCATA
AAGCTCAA
>CL1Contig468
TTTTTTTTTTGAGCTGGAAAAAGGTTATTTTATTGGTCATAGCAGAATCTGAACATTTAT
TCACTGGGCTGACTCCACCACAGTGGTCCTTTCGCTCACATAGATGCCGTCCAAGAACTT
CCTGATGTCCTTCTTCCTCACTGTGGTGGCCTGCTGGATCAAAGCCGCAGAGTTTGAAAC
CAACTCAATGTCATTACCCTCCAGGACGAGTTCATCCTTCTGGGCAGCAGACACTGCACA
CATCACACCAGCCCTCATTCTGACCCGGCGGATGTACTTCTCTCCCAGGAAGTTCCTGAT
CTCCACCAGCTGTCCATTTTCCTGAATGACCACGTTGATGGGGAAATGGGCGTACACAGA
ACGCATTTTATACCGGAAACCCAAAGTGACGCCTTTGATCATGTTCTGAACATGGCTGCA
GATAGTACGGACTGTGGCCAGCTCCTTCCTGTTTCCCCACCATTTATCCACACGAAGCTT
CTTCTGTTTTTTGCCGAGTAGGCTGAGATCCAGATTGATGTGGTTGAACTCCCTGGTGAG
CTTGCCACGGGGCCCCTTCACAATCACAGTGCGCCCCTTTAGCCTCACCTCGACATTGTC
AGGGAGGTCCACAGTCTGGCTGCTGAGAATGGTCTTCATTCTCG
>CL1Contig469



TTTTTTTTTTACAAGCAAGAAAAGTTTTATTGTTTTAACACAGGTTAAACCATATTTTAT
GATTCAACATTATAGGAGACAATATGCCTTATTCAGCAGCTTCTTTTCCCTTGCCAGAGT
CACGGCTCTTTGCCCTCATCTTGTTGACCTGAGACTCAGCAATGTCAGCACGCTCCTCAG
CCTCCTCCAGCTCATGCTGGAGTTTTCTGCACTTGGACAGATGAACATTGGCCTGCTCCT
CCGCTTCCTCAGAATGCCTCTTGTAGGCCTTCACCTTGAGCTGCAACTTGTCAACCAGAT
CCTGCAGCCTGTTGATGTTTTTCTTGTCCTCCTCAGTCTGATAGGAGAGCTCTTTCACTC
TCCTCTCATACTTGCGAACGCCCTTAACAGCATCTGCACCACGTCTCTGCTCATTCTCAA
TCTCAGCCTCCAGCTCACGCACCCTAGACTCGAGTTTCTGGAGCTGCTTCTTGCCACCCT
TCATGGCCAGGTTCTCAGCTTCATCCAGACGATGCTGCAGATCTTTCACAGCAACCTCTA
GGTTCTTCTTCATCCTCTCCAGATGAGCACTGGTGTCCTGCTCCTTTTTGAGCTCCTCAG
CCATCATAGCAGCATCAGTGATGGCCTTCTTGGCCTTGTCCTCTGCATTTCTTGCTTCCT
GGACAGCATCATCCACTTCTCCCTGGACCTGGACCAGGTCTGATTCAAGCTTCTTCTTGG
TGTTCAGAAGGCTTGTGTTCTGGGAGTGCAGAAGTGCAACACGCTCACTGGCATCCACCA
ATTCCTGCTCAGCGATTTTGCGGCTTCTCTCTGTCTGTTCCAGAGCAACTCTCAGCTCCT
CAATTTCAGCAACCATGAGACCGTTTCTGCGATCCACCATAGCAGCTTGCTCCTTCAGGT
CCTCTTGGGCTCTCACAGCATCATCAAGGTGCAGTTGAGCATCCTTCAGTTGAGCCTGAA
CATTTCTCAGCTGCTTCTGTGCCTCAGCAGCCTGGCGATTGGCATGGCTCAGCTGAATCT
CCATCTCGTTCAGGTCCCCCTCCATCTTCTTCTTGACTCTCAGGGCATCATTCCTGCTCC
TGACTTCAGCATCAAGAGTGCCCTGCATGGATTCGATCACCCTCTGGCTGTTCCTCTTAA
TCTGCTCAATCTCTTCATCTTTCTCTGCAATCTTCCTGTCCACTTCACCCTTGATCTGGT
TCAGCTCCAGCTGCACACGCAGGATCTTGGACTCTTCGTGCTCCAGAGTTCCCTCAGCTT
CCTCAAGAGCAGTCTGGATCTCAGACTTCTCAGTCTCCACTTGCTTCTTGGCCTTTTCCA
GCTCGTGGATGCTCTTGCCAGTTTCCCCAATCTGTTCAGTCAGATCTGAGATCTCCTGCT
GAAGGTTCTTGTTTTCACGCTTCATGGTCTCCAGCTGATCCAGAGCCTCCTCATAAGAGT
TCTTCATCTTGAAAAGTTCAGTGCTGAGAGAACGAGCCTCCTTCTGAGCACCCTCAAGCT
CTGCCTGAGATTCCTCATACTTCTGTTTCCACTCAGCCAACACCTTATCGAAGTTCCTCT
GCTTCTTGTCAAGGTTACCAGCAAGAGCATTTGCCCTCTCCACATCAATCATAAGGTCCT
CTACTTCACTGTGGAGCCTCTGTTTGGTCTTCTCCAAGGATGCACACTTGGAGTTCACTG
CCTCAATCTGTTCCTCGGCCTCCTGGAGACGTTGAGCCAACTTTTTCTTGGATTCTTCAA
GCTCCTCTGTACGCTGGATGGCATCAGTTTCATATTTAGTTCTCCACTGAGCCACCTCAC
TGTTAGCCTTGGACATTCCTCTCTGCAACTCAGCCTTAGCCTCTTGCTCCTCCTCAAACT
GCTCCCTGAGCAGATCACAGTCATGGCGGGCAGATTGCACTGCATGTGCAAGGGCATTCT
TGGCCTTGACCTCCTCTTCAATCTGTCTCTTCAGCTCATCAATCTGCTGGGTGAAAGCCT
GTTTCCCTCTGGTCAGCTGAGAAACAAGGGCTTCCTTCTCCTCAAGTTGACGGCCAAATT
CACCATTTTCAGTGAGCAGGCGGGCTTTCTGCGCACTCAAGTCGTTGATCTGACGAAGGT
TCTCGTCATTCTTGGTCTTCAGTTCACTAAGTTGGTCCTCAAGAGTACGGCACATCTTTT
CAAGATTGCCCTTGGCTTTAGCAACAGCCTCCATGTTGCTGCTGAGGTCATCGATCTCCA
TCTTGTATTCGCTCTTTTCCTTCTCGAGCTTCTGCTTGACGCGCTGCAGGTTGTCGATCT
GCTCGCCCAGCTCAGCAACACTGTCAGCCTGCTTCTTGCGCAGAGCTGCAGCGGTGGCTT
CATGCTGCAGAGTGGCCTCCTCAAGATCACGACGAAGCTTCTGGAACTCAGCCTCGCGCT
TCTTGTTCATCTCTATTTGAGCAGCAGTGGCACCTCCAGCTTCCTCCAGCCTCTCACTGA
TCTCCTCCAGTTCCCTGGAGAGATCAGCCCTCTGCTTCTCAACCTTGGCCCGAGCAGCAC
GCTCAGCCTCAATCTCTTCCTCAAGCTCCTCAATACGGGCCTGGAGCTCCTTGATCTTCT
TCTGAAGCTGAGCGCCCAAAGACTGCTCATCCTCAATCTTGCTGAGGAGCTGGCTGATTT
CAAAGTCTTTCTTCTTCAGTTTCTCGTCAGACTGCTGCTTGTCATTCTCCAGATCCATGA
TGGATTCCTGGGCCAATTTCAGATCTCCCTCTAGCTTTCTCTTGGCTCTCTCAAGGTCCA
TGCGAAGCTTCTTCTCTTGTTCCAGAGAACCTTCAAGATCATCCACTTGCTGCTCCAGCT
TAGTCTTGGACTTGGTCAGAGTGTTGACTTTGTCTTCCTCTGCCTGCAGGTCATCAAGGG
TCTGCTGATGAGCCTCTTGGAGAGCTTTCTTCTCCTTTGTCAGTTTGGAAATGCTCTCAT
CTTGGGATGCCATCTCCTCAGTCAGGTTCTTCACCTTGTTCTCAGTGGCATGTTTCTCCT
TTTCCACTTTGGCCAAGGTCAGCTCCAAGTCATCAATGTCCTTTTTGAGCTCTGAGCATT
CATCCTCCAGCTTCCTTTTCTTGGCAGTGAGCTCAGCATTGATCTCCTCTTCATCTTCCA
GCCTCTCGGTTATCTCTTTGAGCTTGGCTTCCAGCTGAATCTTGCTCTTGATCAGTCCCT
CACATCTCTCTTCAGCATCTGATAGATTCTCAGATTCTGATGCCACTTGCAGCTGCAGAT
CATTCTTTTCCTGCAGAAGAGAGACCATCTTCTCCTCCAGTTCCTTTTTCTTGGCCAATG
CAGCAGCCAAGTCGGATGTCATCTTGTCATAATTCTCCTTCATCTGGGCCAGCTCCTTCT
CAGTCTCGGCGCTCTTGAGCAGAGGCTTGATCTTGTAGTACACCTTCATCCATGGCCAGT
GTTTGACATTCATGAATGAACGGACATTGTACTGGATGGTGTAGATAGCTTCCCTCCTTT
CCGTCATCTTAACAAACTCCTTTCTCATGAGGAAGCCACGGCAAGCAGCCTGAGTCATTG
TTACCAGTGTTGCCAACTTCTCATCTCTCATCTCCTCAAGGGTACCCAACAGACCAGCCT
TGAAGAACACCTTGGTGTGTCCAAATCTGTACTCATCATGGTTAACATCAATTGATCCAA
GCAGT
>CL1Contig470
TTTTTTTTTTGGAGTATAAACATACAGATGTTTATTGAGCTGTGTTCATCATTACACAGA



GATGTCAATGCCTGCAGTAATTCACACACAATTCAAGCACAAAATGTTAGCAGTTGTGAG
GAACGAAGCATGTGAATGCGGGACACGTGCGCATCTCTGTGCGTGCGCTTGCTTGGGCTC
GTGCCTTTGAAGTATGTTATTGTGTGCAAGAGGGAAAGTCCTGCCGTGTGGTCGTCAGGG
AGGCACGAGCTTACTTTGGGCCTGCTTGTGAGCGAAGAAAGAATGGAAATTAAGGTGGAC
TGTGTCAAGGACAGGCAGTAAGGCAGGGTTAGTCTAAGGAACAGGGAGGATCTAGTTCTT
GTTCTTGTTGAAGGTTGCTGAGATGGCCCCAAAGATCTCTCCAAACTTTAGCTTGATTTC
CTCAGAAAGAGGTGTGATCTTTGCCTTCAAGTTTTCAATATCTTCAGCTGTGATGGACTG
TGCCTCAGCTGCTCCAGACGCTCAACAAGCTTAGCGCGCACAGACTCCACAATGGGCATC
AGGGCGGCCTTGGTGTTGGTGTGCAGGTCCTCCACACGCTGAGTCAGAGTGGTCTTGAGC
TCCTGGTATGGAGTGTCATCCAGCTGATCCAGGGCTTTGATCAAACCCTGCTTCACCTGA
GTCATGTAGACATCTGCAGCGGACCGGATCTGGGCCAGCTGAGAGGGGGCATCAGCCTGC
AGGGAAGCGGCCTGGGAGCCGACGACCAGCAAAAGAGCAAGGGCCAAGAATTT
>CL1Contig471
TTTTTTTTTTCATTTAAAATATTTATTGTGTACAAATAACAGATGTTTCATATTTTATTA
ACACTGGTTGAATAGCCCATCAGATGTTTTCTTTTACTCTGCATCCATCTTTCCAACTTC
GCGACTCTTGGCTCTCAGCTTGTTGACCTGAGACTCAGCAATGTCAGCACGCTCCTGAGC
TTCTTCCAGTTCATGCTGGACCTTTCTGAATCTGGACATGTGGGTGTTGGCCTGCTCCTC
AGCTTCCTCAGCCTGTCTTTTGTAAACCTTGACTTTAAGCTGAAGCTTGTCCACCAGATC
CTGAAGCCTGTTCATGTTTTTCTTGTCCTCCTCAGTCTGGTATGTGAGCTCCTTCATTCT
TCTCTCATATTTACGGACTCCTTTAATGGCTTCAGCTCCACGTTTCTGCTCAGCTTCAAC
CTCTGCCTCAAGTTCATGAACCCTAATCTCCAGTTTCTGGAGCTGCTTCTTTCCACCCTT
CATAGCCAGGTTCTCAGCTTCATCCAGACGATGCTGCAGGTCCTTCACTGTGACCTCCAG
GTTCTTCTTCATCCTCTCCACATGAGCGCTGGTGTCCTGCTCCTTCTTTAGCTCCTCAGC
CATCATGGCAGCATCAGTAATGGCCTTCTTGGCTTTCTCCTCTGCATTTCTTGCTTCTTG
AATAGCTTCTTCTACCTCACCCTGTACCTGGACAAGGTCAGCCTCCAACTTTTTCTTGGT
GTTCAGAAGACTGGTGTTCTGGGAATGAAGCAGAGCAACACGTTCACTGATATCGACCAG
CTCCTGTTCAGCCACTTTACGTCCTCTCTCTGTCTGTTCCAGAGCGGCTCTCAGCTCCTC
AATCTCAGCCAACATCAGACCCCTCCTCCGCTCCACCATGGCAACCTGTTCCTTCATGTC
TTCTTGTGCTCTCAGAGCATCATCAAGGTGCAGCTGGGCATCCTTGAGTTGTCCCTGAAC
ATTCCTGAGTTCC
>CL1Contig472
TTTTTTTTTTGTGGTTGGAGCTCAGATTTATTTTGGAGAAGACAGACAGAAACTTTTAGG
AGGCTCCACTGAAGATGATGATGATGAAGATGAAGTCTCCGGGCCAAAGCAGGGCCTCTG
TGGGCGGAGCCTTCACTGCGTGACCGTGTGCTCCACCACCTTGATGATGGTCTTGGTTGA
AGAGGACGAGGCAGAGGACCCTGAGGCCTCCGCGTCCAGCAGCCGGCGGTACTCGCCGAT
CTCCATCTCCAGCTTGGTCTTGATGTCCAGCAGCATCTGGTAGTCCTGACTCTGCCGCTC
CAGGTCGGCCCGCAGCCGCTGCAGCTGCTCCTCAGCGGAGAACACCTGGTTCTGGAGGCC
GCTCATCGTCATGGCGTAGCGGTTCTGGACGTCCAGCAGCGAGGCCTCCAGAGACGCTTT
CATGCTCATCTGGGACTGCAGCTCGATCTCCAGGCTCTGAAGCTGACCCCTCAGCTCCTT
GGACTCGGACACGGTGGTCTTCAGGGAGACCTCTGTCGTCTCCTGCTCCTTGACGAGAGC
CTCCCTCTGTGAAGAGGAGGAGACGTGGTGGAGGAAGCTCTGCAGGAGTCTGACTCCTCC
TGGGGGGTCCTACCTTGTTATTGAACCAGCCGTCCAGCTCCTTGCTGTTCTTCTGAGCAA
CACCTTCA
>CL1Contig473
TGGGGCGGTACACCTGTCAAACGGTAACGCAGGTGTCCTAAGGCGAGCTCAGGGAGGACA
GAAACCTCCCGTGGAGTAGAAGGGCAAAAGCTCGCTTGATCTTGATTTTCAGTATGAATA
CAGACCGTGAAAGCGGGGCCTCACGATCCTTCTGACTTTTTGGGTTTTAAGCAGGAGGTG
TCAGAAAAGTTACCACAGGCCAACTCCCCCTCACTAAACACCGTTCCCAAAATCGAGAGT
CCAGACAGCAGCAGCAGCATGTCCAGCGGGAGCCCGCACAGCATCCCCTCCAGCCGCTCT
ATCGTAATGGACAGCTCCGAGCAGCACCACGGGCAGGCCTCGACGCAGGGCTTTAGCGTG
GACAACATCATGACCTCTCTGCGCGGATCTCCTCAGGGCGCGTCGGAGCTCAGCTCCAGC
CTCAGCGCCTCCAGCAGGACAGGTATCACCCCGTCTTTGTCCCTAAACTATTCTCCCAGT
CAAACGTCTGTCTATAGCTCACCCTGTAACCAAAGCTCCATCTCCACTACCTCCAACGCC
ACATATCATTGTAACATGCAAGCCATGAGCCTTTACGCTGGGGACAGAGCCAACCATCTG
GCACCGAGCACCACCGTGGACGAAACGTTGCCTGACTACTCAATCACAACCACCTCATCC
TCTCTGACCCACGCGAATCTAAATTCCGGCCAGGAGGGCCATCCCTCCCACCAGGGCAGG
CTTGCCTCCTGGTATCTGAACCAGGCCGGAGACCTGGGCCACCTGGGCGCCTCTTACCCG
GCACAGCAGCAGAACTTCCACTCAGTCCGGGAGATGTTTGAATCCCAGAGAATTGGCCTG
AATAACTCATCTGTAAATGGGAATAACAGCTGTCAGATGTCATTCCCACCGAGCCAATCC
ATCTATCGCACTTCGGGAGCTTTTGTATATGACTGCAGCAAGTTCTGACCAAAAAAATAA
CTAAAATAAAAATTAAAAAAGCCTTAACCTTCCCCCACATCTCTGAACTGCCATTTTTAA
AATCCCTTTTGGGCTGAGACAGAAAAACACAACAGACTTGATCTTTGCTTTTTTTAAAAA
GAACAAATGTTACAACAGATATCACGTAAGTCTCTTTTTTGTTATTTTTGTGGCGTTATA
TGTAAAAGATGTGTCACTTTTTTGGAAGCTGTAAATTGCATATAGTAATTTATTTCTAAA



CTGTAGCCGGATATTATGGACCAAACACCCAAAAGTGTTTCTAATCTAAATGATCACAAC
TGTCCAAAAGCTGCTGCATTATCAGACTTTAAAAAAAAGAAAACATGGAAAAAGGAAGGA
ACGTAGCTTATATATCATCTTTTTAAAGATTCTTTATTTGTTGATAACTATTCTGAAGGA
TTTGTTTTTCTTTTAATAAATTGTCATTTTTTGTGAGTTAACGTGCCTCCTTTTTTTGAA
GACATGAGTACAAGTGTTTACATTTTTTGACTAATTTTGTAGCAATAATTATTTAAAC
>CL1Contig474
TTTTTTTTTTAATAAAGGAAATAATATTTATTAGGAAAAAAAAGAGCAAAGCATTTTACA
AGCCAAACACCATTTCAAAGAGTTACCGAGCATGATTTAAAGTTACTTTGCATTAAATAA
CAGAAACCGCATTAGCAATAGAGAAAATTATTTACAGACAAAACTCTTGACAGGAGTGGA
ATAATCAAGAATCTTTCAATAGGCTGAGGCCCCTTTCTGGACTCAGATTTAGAGGAAGGT
CCAATGGAGGTGAGAGGATTAAAAAAGCTGTGGACAAAAGTGTGGCAGGGAGGAGAATCT
CCAAATTTAAAGGTAAATTTACCCATTAGGATTGTGACCGCTGTTGTTGACTATCAACAT
CTACCATGAACTAATAATGACTCCTGCTTTGCATGCCTTGTCTACAATGTTAAACACTAC
CTGTCTGCACAGAGAGTCTGTTAATTAGGGGATTTCCAAACAAGGTCATACAGGGGGCTG
AGAGACAAGCATGTACAGATGCTTCACCTTACCACCTCCCAGCCCCCCTCATCTAAACTA
ATCTCAATTTCTACAACCTGGTTCTACACACTCAACCTTATACTGCACTTTCAGTCTCCA
CCAACAGCTCATATGCAAATGAAGAAATAAAACCGCACTACATTAGCCTTCTGTCGTCTA
CGCCATTGAGCTGGTCTTTCCACGCCGGTGCTTGCGGACTTCCTCCATCAAATCCTTCAG
GTATTGGATCTCCCGAGAGATGGACTCTGCTTTTTCTTTTAGCTCGTGGTTCTTCTTTTC
TAATTCTTCAAGCTCTTCAGTCAGCAGCTCGTGCTCAACCCTCTTCTTCTGACGATAGCG
CGTGGCTGCCGTCTTGTTCTGCTCCATCTTCTTCAGTTTCTTCTCAACCACCTTGGGAGC
GCCTGACACCGACTTCACCTTGGGGGCTTTAGGGGAGGATGAGGAGGCAGACTTAGGTTT
GCTGTAGGGTTTGGTTCTGGAGGAACCGGGTGTGGGGGAAGTAGGAGGAGAAGGAGGCGA
GCCGGCAACTGAATCGATACCAGAGTCGCTGTCACAATCACTTGATGAGGACGTTTCAAT
TGGCTGGCTGGGTATAGAGATTGATGGGGGCTCCTTGTTGGTAACAACCACCACCAAGTG
GCCGGATGAAGGAATGGAAAGCACAATAGGGCTGCTGGTCTGAATGACACCACTCGGATC
TGAGAGGATGGTTGCAGCGAGGGATGTGGCAGTTTTTCCAGCATCTACAACATCCACCTC
ACTTCCCAGCTCGAGCGTGAAGGAGGGAGAAGGAGATGAGGGTGTTGAGGAAGGAGACCT
GTTAGACTTCTCAGCATCCTCCTGAACAAAAGACACATCTTCCTTTTCAGCCTCAGGCGA
AGAGGTTTGCACGGGGAAGGATTGAGACATTACAACCAAGTCGGAGGCATTGGACTGGAC
ACCAATGGTTTCTTCAAAGGACTCCAGATTTAGGTCAACGTGGGACTCAAGCGAGGCCAG
GAGGTCCTCAGGAGAAGATGCAGATGAACAGGAGTCAATTAGAGAATCCAGGTCAAATTC
ACTCAAGTCAACTTTTTCTGACATCCAGTCCATGTCCTCGAAAGCATCATCTGCTTTGCC
ACCTCCTGCTACAGCATGGGAGTTCAGCAGGTCGTTGGCTTCCAGCAGGGAGAAAGGAAG
CAGGTCCACTTCCGCCTTTGTCTCCAGGAATGAGGAGTGAATTGGAGGAGAAGGAGGAGG
AGGAGAGGCAGGGGAGAAGGGAGAAAATGCCATGGTCTGATACGGAGAATGGTCAGATGC
ACATGAGGAGAAAGAGAGGGAAGGCGACATAGGCACCTTCACCTCTAAGGAAGAGGAGGG
AGAAAGAGCTTCTTCTTCATCTTGGTCCAGAAGGGGCCCAATGGGGTCAGCCATCAGAAA
CGAGGACCCTAAGCACAGGGCCTCCACGTCCTCCAAAGCCAGCTGGGAGAGCATCATGGC
CATTAGTGGTCAGTGATATAGGTGAAAGCAAATACGAAGGGAAATCTGACAGGGTCGACA
AGTCGAGAGGTTCGGTCCTGCTGTCGACGGCAGCAATGCTGAGGGTGGTTGCCGAGAGAG
ACGCCATTTTGCCAGAAATAGCCAGTGCAATAAGCCGTTGCACTGCAGGGTTTTTGCCGC
TGCAAGGATCGCTGCCGCACGCCTTCACACTGCCATTTTAGTGTGATTATTGCTCCCTGT
TGGCCGACCAAACACTCGTACAATCCTGTAGCGAAGAANGAAGCCCCGGCCATA
>CL1Contig475
TTTTTTTTTTGATTTGTAAACGTCTTTTATTCTAACACTTATGTGATCAGTCAACATTTG
ATTATTATTTTAAACAAAAAGTAGTAACTGCCGTTTATATTTTGTTAGACCAAGTTTAGT
GAGGAAAAGATTTTAGAGCCGGTGTAGCTCGTGCTGGTTTGCGGCGCCTTCCGTCCATGA
AACCAGGGTTCGACTCCGGGCTGCTCCCTGTTCCATTCTCTACTTCTGTGCCGGTCCCAA
GCCTGGTTGCTTTGAGAGGGCTGCGTCAGGAAGGGCATCCGGCGTAAAACATTGCCAAGT
TTACCATGCGACGCGTTCGCTGTGGCGACCCCTCCAGCAATCAGTCATCGTGGACCAAAC
CAGTCGCTCCCTGTCACAGACTCTTCCATGGTCTGGAGGAAAGCCTGCAGAAGCTCAGTC
CACCTGCTCCGACAGCAATATTGTGCAGCTACGTGGCGTGACAGACGGATTGGAGTCGAC
CGATGAGATCCGAAGCCCAGATAACCCCAACTCTGGAGAGTCGGTTCGGTTTCCAGCTGA
CCTCGAGCAGGAGAAGGCCGATGCGGGGCTCAGGGACCCGGCTCTCAGCTCGACACCCAA
GCTGTCATGGGCAGAGGTGAC
>CL1Contig476
ATAAATTGAAGCATCCGGTCAAAATCTGTCTCAGGCTGTCCTTGAATAGCTGTGCTGGTT
TCCCAAAGGCGATCTCAGGCCATGTTCAGTGACACCTTCTTCGCCCCTGTAACTGTTTGC
AACCTGGTGGCATTGCCCAAAAACGTCACCCTTCATGAACCTCCTCATTTCTCACATCTT
CCTTTCCATCTACTCACCCCATCCGCCTCTTTTCCTCCACCCTCTTCCCTTCCTGCCTCC
GTTAACCCTCTCACTGGCCTCCTCCTCATCCTGGCTGCATGACGTTTAGCTGTAGAAGAG
GAGGTAGTAGTGGAAGTAGAGGTGGCCCCAGAGGCAGCCCCAGAGGCAGCCGCAGAGCCA
GAACCAGAGCCAGAACCAGTGGTAGAGCCAGAACCAGAGCCAGAGCCAGAGCCAGAACCA



GAAGCAGAGCCTGAGCCTGAGCCTGAAGAGGAGAAGCCAAAGTTCAAGCCCACGGCCCCA
AAGATCCCAGATGGTGAGAAAGTGGACTTTGATGACATCCAGAAGAAACGTCAGAACAAG
GATCTGGTGGAGCTGCAGGGCCTGATCGATGCTCACTTCGAGTGCAGGAAGAAGGAGGAG
GAAGAGCTGATTGCACTGAAGGAGAGGATTGAAAAGCGTCGCGCTGAGAGGGCGGAGCAG
CAGAGGATCCGTGCTGAGAAGGACAAGGAGCGCCAGGCCAGACGTGAGGAGGAGAGGCGT
ATCAAGGAGGAGTCGGATGCCAAGAAGAA
>CL1Contig477
AAGCTGGAGGTTTAATTTACCAATATGACAACTACGTCCCACGGAGTGAAGTGGAGAAGA
CCTTTAGCTATCCGTTAGATTTGGTCCTCAAGCACCACGACGAAAAGGTCATCGTATCGT
TTGGACAGCGGGACGGAATTAAAGTGGGACATGCGCTCCTGTCCATCAATGGCGTGGATG
TGATCGGGAAGAACACCGCGGACGGGAAGGACACCCTCGAGTACCTCAAAGACCCCGCGA
ATTATCCCGTCTCCATACGGTTTGGACGGGCTAATTCACGGGGTCTTTGAGGTACTCGAG
GGTGTCCTTCCCGTCCGCGGTGTTCTTCTCGATCACATCNACGCCATTGATGGNCAGGAG
CGCATGTCACACTTTAATTCCGTCTCGCTGNNCAAACGATACGATGACCNTTTCGTANTG
G
>CL1Contig478
TCAAGTATAGTTCATTTATTTATAAGCTAAAGATGAACAGAGGGGGTTCATATTATATGA
ATCTGTCTCTGTCCCAGGGGATCTTGACTGTTACTCAGCTGAGTCTGTACCCTTTCCAAT
ATCACGACTTTTGGCTCTCAGCTTGTTGACTTGGGTCTCTGCGATGTCGGCACGTTCCTG
AGCTTCCTCAAGTTCATGCTGGACTTTTCTAAGTCTGGCCATATGGGTGTTGGCCTGCTC
CTCAGCCTCTTCAGCCTGTCTCTTATAGGCCTTTACTTTGAGCTGTAACTTATCCACCAG
ATCCTGGAGTCTGCTTACATTTTTCTTGTCCTCCTCAGTCTGGTATGTGAGCTCCTTCAC
TCTTCTTTCATATTTGCGAACGCCTTTAACCGCATCAGCTCCACGTCTTTGCTCAGTTTC
AACTTCAGCCTCTAATTCACGCACCCTGGACTCCAGTTTCTGGAGCTGCTTCTTTCCACC
CTTCATAGCCAGGTTCTCAGCTTCATCCAGACGGTGCTGCAGGTCCTTCACTGTGACCTC
CAGGTTCTTCTTCATCCTCTCCAGATGAGAGCTGGTGTCCTGCTCCTTCTTTAGCTCCTC
AGCCATCATGGCAGCATCAGTAATGGCCTTCTTGGCTTTCTCCTCTGCATTTCTTGCTTC
TTGAACAGCATCATCCACTTCACCCTGAACCTGAACAAAGTCAGCCTCCAGCTTCTTCTT
GGTGTTCAGAAGACTGGTGTTCTGGGAGTGAAGCAATGCAACACGTTCACTGGCATCCAC
CAGCTCCTGTTCAGCCACTTTACGTCCTCTCTCTGTCTGTTCCAGAGCGGCTCTCAACTC
CTCAATCTCAGCCAACATCAGACCATTCCTACGCTCCACCATGGCAACCTGTTCCTTCAT
GTCTTCTTGTCCTCTCAGAGCATCATCAAGGTGCAGCTGGGCATCCTTGAGTTGTCCCTG
AACATTCCTGAGTTGTTTCTGGGCCTCAGCAGCCTGCCTGTTGGCATGGCTGAGCTGAAT
CTCCATCTCATTCAGGTCTCCCTCCATCTTCTTCTTGACTCTCAGGGCATCATTTCTGCT
CCTGACCTCAGCATCAAGAGTGCTCTGCATGGATTCAATCACCCTCTGACTGTTCCTCTT
GATCTGTTCCATCTCCTCGTCTTTCTCTGCCAGCTTCCTGTCGATCTCACCTTTGACCTG
GTTGAGCTCAAGCTGAACTCTGAGAATCTTGGATTCCTCATGTTCTAGAGTGCCCTCAGC
TTCCTCCAGGGCTGTTTGGATTTCTGCTTTTTCTGTCTCCACAGACTTTTTGGCTTTCTC
CAGCTCATGGATACTCTTTCCTGTCTCACCAAGCTGTTCAGTCAGGTCTGAGATTTCCTG
TTGCAGGTTCTTGTTCTCCCTCTTCATGGTCTCCAGCTGATCCAGGGCCTCCTCGTAGGA
GTTCTTCATCTTGAACAGTTCTGTGCTGAGAGAGCGAGCCTCTTTTTGAGCTCCTTCAAG
CTCTGCCTGGCTCTCCTCATACTTCTGCTTCCATTCTGCCAGGAC
>CL1Contig479
TGTGGGTCATGACGAAGTCTGCACACCCGAATGCTTGGGTCGTCTGGAAAGACTCGACGG
TGACAACAGACCCTCGTGCCGAATTCGGCACGAGGCTGCAGAGGGATACACAAGCTTACG
ACAGATTGCAGTCATGAAGGTGTTTGTGGTGCTAGCTGTTGCAGTGCTTTCTGGATGCCA
TGCCAACCTTTTCTATGCTGATGCACCCAAACCTCAGCTTGAGGTGCTTACTGATGCTTT
CTGGGACTACATTGCCAAGGCCACACAGACAGCTGATGACACCCTCGATATGATCAAGAC
ATCCCCAATTGGACAGGAAATCAATGCCCGTCTGACAGAAAGCGCTGATGTAGCCAGTAG
GTACGCCGTCGCCCTGCAAGAGCAGTTGTCCCCCGCAGCCCAAGACATGATGAACAGGAT
TACCAAGGAGGCGGACGTGCTGAAGAATGTGCTGACCCAGGAGCTCAGCTCTGTCAGAGG
AAAGCTGGAGCCCTACACTGACAACATGAGGGCCCAGATCCAGCAGAGAGTGGAGAAACT
CAAACAGGACCTGTCCCCTTATGCCGATTCCGAGGCCCTGAGAGCCACTTTGCTGCAGAA
GAGCGAGGAGCTGAAGACCAACCTGGAGCAGAGTGTGAAGGATCTGCAGGCCCAGCTGGG
ACCGTACACCGATGACCTAAAGCAGAAGGTGGACCAGCACCTGCAGAAATTCCAAAAAAG
CGTGGCCCCCATGACCGAGAAGGTTCAGCTGGAGCTGAGTCAGCGAGCAAATCTGGTAAA
GCAGATGGTGGCCCCCTATGCTGAAGACCTCAGGGAAAAGCTGGACCCGTATGCACAGGA
CCTCCAAGCCCAGCTCATGTCTCTCTACCAGTCATATGTCAATGCAAACTAAACTGTTTC
TCCATCCTCTGAGGAAGATCCTGGCCTTGTTGGTTGATACAAAATACTGAATAGTTTAGA
TTTCTTGGTGTGCTATAATTTCAATTACGCCGTGTGAACATTCACCACAAATATTTATTG
CTTAAAAGATACAATCCTCTGCACTTGTCAAACATGTAAATATTGTTTTTACTAAAAAGT
TCAAAACTGTGACTTTTTTGTAATTTGTATAACTTATTGAAATAAAGCGATAAATATAAA
AAACTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL1Contig480



TTTTTTTTTTCTGTTGATGAGATTTTATTGACATTATTTTGACAGAGTCATGTGATTTGT
CGAAAGGCTCTTTTCTCCACGTATTTGACCTTGAGTCTTCTCTTGAACTTGGCCCTTTCT
CTGGGTTCAATGAGGTTCCTCTTCTGCAGACTCTTGAAGCGGTCCTTGAGAACGCTGCCC
TCTGGCTGCAAAGTCGGGATATTACAACAAATAAGAACAAATGCAAGCAAATCTGCTCAG
CCAGGGTGATCTACTGCCTACATGTAATCCCATTCAGACCACAAAAACCAATCCCAGGTC
TGGACTTATCAGAAGTAAAGGACTGGACTATCTAAGGAAAGTTAGCTGGAAGGAAAAGTG
GGTCTGAGAAACAGCTATGCTGAAATAAAGACACCACATGAACATCCACACTTCACTGAA
TCCTGGTGAGCTCGAGGCTTCGTGGAGGTAGAGGATGTACCTTAAGTTGTCTCAGGGATG
CAGCCAGTTCATCACTCAGCTGGACCTCCAGGTCCTGGGCCTGGAACTTGAGTCTGCCGA
GCCGTCTGGGCAGAGCCTTCTGGGCCTCCTGTCTGGCCTTCCTCTTCATCCGTCTGGCTT
TGGTCTGCAGCTCCTGCTGTTTGATGGAGCTCTTTATGGAGCGGAGCTGAAAGAGCTGCT
GCTGCCGCTCCGTCTGCCGTCTGCTGGCCTGCTGCTGCTG
>CL1Contig481
CACAACCTTAAGAACGTCATCAAGGAGAAATATGGAAAGGACGCCACTAATGTAGGCGAC
GAGGGTGGCTTTGCCCCCAACATCCTGGAGAACAAAGAAGCTCTGGAGCTGCTGAAAAAT
GCTATTGCTAAAGCCGGCTACACTGACAAGATCGTTATTGGCATGGACGTCGCTGCCTCT
GAGTTCTACAAGGACGGCAAATATGACCTGGACTTCAAGTCTCCAGACGACCCCAGCCGC
TACATCTCCCCACCGCTCTGGAGAGACAGAGGACACCTTCATCGCTGACCTTGTGGTCGG
TCTGTGCACCGGACAGATCAAGACGGGTGCTCCTTGCCGATCTGAGCGTTTGGCCAAATA
CAACCAGATCCTTAGGATTGAAGAGGAGCTTGGTGACAAGGCCCGGTTTGCTGGCCAGAA
CTTCAGGCACCCCATCTGAGCAAGTTGTCTCCCTCGGGTCAACGTTTTCTCATTGCTCAC
AAGATAATCCCCAAATATATGCCACGCTAGGCCGCCTGCCCCTGTATGGAAAGAAGGAAA
GAGCAACACTGTAACCCAAGGTCCAAGTCTGTGGATTGTGGCGTGTGGGCGCGACAGTAC
ATCAGCGCAGCCGCAGTTCATGTCATCCTCCAGCAATGGTTCAGCTTCTGAATGTGACGG
TCTCATGTCTATGTTAGCGTTACCGTGTGAGTTTTTTGTTAGGCTTCTTGTGAGTTGTAG
TGATTGTGGTCCTCTATTGAGTATATGAGCTACTGTAACTTTAGCACTGCTCTGCCTGAA
GCAATGATAACCGTACTGTATGTGCTAAATGTCACATCTGACCATGGTTCTTG
>CL1Contig482
TTTTTTTTTTCAGTTATCTACTTGTTTATTACTTGTATCCAGTTCAATTCAATTCAATTC
AATTTTATTTGTATAGCCCAAAATCACAACAACAGTCGTCTCGATGGGCTTCGAAGTAAA
ACATGAAATCAAAAGGATCACGAATACAAAGAGTTCAATAGAAAAATACTAAAATGAACT
AACAAACTGACTAAGCTATACTGGCATCCCTGCCCTTAGACCCCCCTTCGCGGTAAGGAT
TGTGTGAAACTCTGAATCAGACACTTTGGACGGAGCAAGAAACCAAAACAAGGCATCTTG
CTGTGTTTGTATAAAGCTTCACTGTGCTTTGTAGGTTACTTAAGGTTCATATAAGCCCCA
CTTTTACTAACACAGAGTTTTGTTCTGTTGTGCTTCCAGGATATGGCCACACTGTTCCCC
TCTCCGATGAAGGGAAGGGTTTCTGCATCTTCTTTTCCCTTTTAGGGATTCCTGTGACCC
TCTTCTTCCTCTCCACCTGTGTGGAAAGACTCGTCAACCTCCTGAGTCGACGCCCCGTCT
CCTACTTCCATCGTCGGTGGGCGATGTCAAAGTCAAGACTTGCTCTCATCCATGCCACTG
TTTTAGCAATCATCATAGCGGTTCTGTTCATCTTCATCCCTTCGTGGATTTTTGTCAACC
TGGAAAAAAAAT
>CL1Contig483
TATTACTAAGCGGAGGAAAAGAAACTAACCAGGATTCCCTCAGTAGCGGCGAGCGAAGAG
GGAAGAGCCCAGCGCCGAATCCCCGATCCGGCGGGCGGACGAGGGAAATGTGGCGTACGG
AAGACCGCTTGCCCGGTGTCGCGCGGGGGCCTGAGTCCTTCTGATAGAGGCTCAGCCCGT
AGACGGTGTGAGGCCGGTGTCGGCCCCCGTCGCGCCGGGGTCCGGCCTTCTCGGAGTCGG
GTTGTTTGGGAATGCAGCCCAAAGCGGGTGGTAAACTCCATCTAAGGCTAAATACCGGCA
CGAGACCGATAGTCGACAAGTACCTTAAGGGAAAGTTGAAAAGAACTTTGAAGAACTACA
ACATGTACATCTTCCCTGTCCACTGGCAGTTTGGCCAGCTGGACCAGCACCCCGCTGACG
GATACCTGACACACTCGGAGCTCGCCCCGCTGCGCGCCCCCCTCATTCCCATGGAGCATT
GCACCACCCGTTTCTTCGAGGAGTGCGATGCTGACAAAGACAAGTACATCGCCCTGGAGG
AGTGGGCCGCCTGCTTTGGCATCAAAGAGCAGGACGTGGACAAAGATCTCGTCATCTAAA
CTCCTCTGACCAGCGGCAGTTTGAGGACCAACTAGTTGCTACTAACCAGAAATGGTGCTG
ATCCCTAAGTTAAAAGATAACAGCTAAAGGTGCTAATTGCAAATCCTTTTCTTTGTATTT
TTCTTTAATAATGATATTTGCTTCCTATACCACTAAAAGAGAAATCTGCACAGTCTGTAC
TAACCATCATGAGCAGTTGAACTAAAGACCCAGTAAAGAAAACCTCGGATGTAAATTTGA
GTCGCTGACCATCTTCTCTGTTGTTGATGCTGCGTTTCGTTCAGGGCCTTTGAACGCATC
GCATTGGGGAGATGAAACTGTAAAGTGAAAAATAAAGTT
>CL1Contig484
AAGCGGGCGTGTCTCCTCTAGCAATTGTAGATTAATCATTTTTACAAAGTAATCACAGTC
TTCAAGATTGTAAACAGATTTTTCCTATTGCCAATGAAGGTATCATTGACGTACAGGATT
TTGTGGACTGCCAGGGCGGAGAATTCAGCTCAGACATCTCCTTCCGCCGCCATCCTCCAT
CCCGAAGCTAAACGGTGACAGAAACTCATCAGAACATGAGCTTTACGGTCGAAGAGAGGG
GAAACCCGAACACTCTGGGCTACCGCCTGTTCTTTAAGAATGCAGAGGGAAAATACATCT
CACCGTTCCATGACATCCCCATGTATGCCGATGAGAGTCGGAGCATCTTTAACATGGTGG



TCGAAGTACCAAGATGGACAAACGCAAAGATGGAGATTGCTACAAAAGACATCCTAAATC
CAATAAAGCAAGATGTGAAGAAGGGCAAGTTGCGTTATGTTGCCAATGTTTTCCCACATA
AAGGCTACATATGGAACTATGGAGCCATTCCCCAGACATGGGAAGATCCAGCTCATAAAG
ATGGAGACACCGGCTGTTGTGGCGACAATGATCCTGTTGATGTTTGTGAAATCGGCAGTA
AGGTGTACTCACGCGGGGAGGTCATCAAAGTAAAGGTACTTGGGGTTCTGGCCATGATTG
ATGAGGGGGAGACTGACTGGAAGGTGATTGCAATCAATGTAGAGGACCCTGAAGCAAATG
ACCTGAACAACATCAGTGATGTTCAGCGCCTGAAACCTGGTTATCTGGAAGCCACGGTGG
ACTGGTTCAGGAGGTACAAAGTGCCTGATGGGAAACCAGAGAATCAGTTTGCCTTCAACG
GGGAATTCAAAGATAAGGACTTTGCCATTGAAGTAATCAAGAACACACACAACTTCTGGA
AATCTCTTATTTCTCAACAGGCAAATGCTGGTGAACTCAGCTGCAAAAACACGTGCGTGT
CGGCTTGTGACAGCCCTTACTGCTGCTCGGCAGATGAGGCCAAGACTGCTGTTGGAGAGA
CATGTCCCTGTGGAAAAGAAGAGCCTATTCCTTCATCGGTGGATAAATGGTACTACTACG
AGAGGAAGTGATCCAGGTGCTGAACGGGTTGGAGGAGATGGAACAGCCGGATTTGTGACA
ATACTTGAGGCTTGGATTTTCTTAGGACATAATGCCAACATTGCATAGCTGCAACATTTG
TCATCTGTTTTCCTGCAGATGGAGAGATAGTGGTTAGAGACTTTAGACAAAGACAAGTCC
GTATGTGATATCTGGACCAACCAATTCTAACTTAAGACGGAGCTCTTTGCAGATGTACTG
TCGGGTCATGTGCCGCGAACATGCTTGTGCACTGCACTGTGCTGCACTGCTGTAATAAAG
AAAATACTCTGGCCAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL1Contig485
TGGCGTGCTTTGTGGTCTTCTGTCTGGCAGAGAAACCCCTTCCCTGCACTAGCCCTCCTC
TTTTGACCGGGGGGCTCACTGTGACCACACAGAATGAGAAAGTCGGGATATTCGGCAAAT
ACCTGTACGATGCTGTGGGGCAGCGAGTGCGGCTCTTTGACATTGGCAGCTTTCAGAACC
AGACGTTCACCGCAGATGTCCTGCTGCACTACACAGAGGCTGCCATGTATGAGATCGATG
ATGCCAAACGAACATGCAAGAAGAGCCCACTAAAGGCAGACTTCCAACCTCTGAAGATTC
CCCAAGATGCGTTTCTGGTAAGCCGGACTGTGTTGGGCAGCTCTTCTGTTCCGGAACAAG
GACTCCTGGTGAACAACTGGTATGGAAAGTTACCTGACAAATCAGGTGAGGAGGCACACG
TGGATCAGAACTAACATGAAAAGTCAATATTCTCAGACGTGGTCCAAGGTGGGTGACATC
GCAAATCCTGATGCAACTGAGAAGAGAAGAATGCTGAAGCCATTGCTCACCGTCAACAAC
CAGTTTGCTCGTGTTTTCAAATTTGCTCATTTTTCAGTCATGGCAACTTATGTTGTAAAA
AATAAAGGGTGGAAATGTGAAGGAGATGTAAAATGATTCAGTTTTCTTAGCATCTGTGAA
ATGTATGTTTAAAGGGCTGTGAAGGTGTGTTTAGGATACATTGCATTGTCAGTTCTAATT
TCCATGTTTCTAAAGAATGATTATGCTGGCAGCAGTGGATGCAGTTTGCTGGCCTCACGT
CAAAAAAGCCGTAGAAATATGTTATTAATATCATGCTGTTGTATCAGTTCTCCTGAGTAC
GTGCAGGAGTCCTAAATAGATCAATAGTATTTGTGCAACCAAGTCATCTTGGGAATCAGT
AAGTAAAGCTTGGTGTTGGGCCATTCACTGAAGCAGCTCTAGAGTCTGTTTCCATTAAAC
TAAAAATGAATGCAGATGTGAAGACATTCATATTAACCCTAGTGTGAATCTTTGTTGTGT
GTCGTCCTCCAGGAAATTTTGTAAGTATAGTGACTAAATTGGGGTGCTTTCCTGTGAGGT
CATCCTACCAAACGAAGGAGTTTGGATGGGTGGCAACAGAGTAAGTTTTGGTGATAACCT
CTGAGAAAGCAGAATGTATCATGTGTGCATGCATCCCATAATTGTTTTGTTTCTGTTTTT
ACGATAATGTCATTGGAATTACCAATCCCAATCTGCTGGAGCCCCCAGAGTTTTGTGCTG
GTGCTGTGATGGACGTGGAGGCAGAGCCGAGAAACTATCTCAGTTTTTACGCCAAGGAGA
ACTGAGTCCAGTTACCTTCAATCAAACAGTCTTACCTCTTTCTTTAGAATGTTTTTTTAA
GATCATAACTAGTATTATTTTACTCTGCCTTTCTGAAAGAAAAC
>CL1Contig486
ATTTGTTGACTGGTCGAGTTTTAGCGACAGCAGCTCTTCTTTTCGGACATTGTGCCGCGG
AATAAGCCTCTGCAGAGCGGCCGTGGGTGCGCTGGTGTCCCCGTGAGGTGCTTTCTTCCT
CTGAGGTCAAGCAATTTTGTTGATTTATTGCCATGGCGTCTCCAGGGGGGCAAGGAGGGG
TTTTGTCCACACGAGGAGGCGGGGCCACGCGGAGGATGAAGTGGGCTCTGGAGCTGAGCC
TTGGAAACACCAGGGGTCGGGGGGATCGGCAGGGGGCTCAGGGAGACGTGGTTTATCCCA
TTGGATACTCGGAGAAACCCGTCCCAGACACCAGCATCCAGGAGACAGACAAGAACCTGG
TGGAGAAGCGCTGCTGGGATGTGGCCCTGGGGCCCCTGAAGCAGATCCCTATGAACCTGT
TCATCATGTACATGTCTGGAAACACCATCTCCATCTTCCCCATCATGATGGTCTGCATGA
TGGCGTGGAGGCCAATCCAAGCTCTCATGTCCATGTCAGCCACCTTCAAGCTGTTGGAGA
GCTCCAGCCAGCAGTGGCTGCAGGGGCTGGTTTACCTGGTGGGGAACCTTCTGGGCTCAG
CGTTGGCCATCTACAAGTGTCAGTCCATGGGGCTGCTCCCCACGCACTCGTCTGATTGGC
TGGCTTTCATCGAACCTCCTCAGAGAATGGAGATCATGGGAGGGGGGATGGTGCTGTGAA
GCCCGATGGCCACCCCCCCCGCTTACCCCCCAACCACAGTCCTACGTGTTCTCTCCCTTG
GCAGCAGGAGGTGCCGCACCACTTCATTCATTTTCCATCTTTTTCAGGAAAGTTGCATTC
ATTTGCTGACTGATGCTTGTGAGCTGGTTCCCTCCTGGATCTGCTCAGGTTTCTTCTTGT
GTGTTTTCATGCTAACCGGCTTTAATTTCTGTAGATTTGTTTCTGTGAAATGTTCTAATA
AAATTATAATTATTATATTTTGTTGCCTGTCANAGACATTTTTTGCTTCAAAGNTTTTAC
AACNGTTATCNGAAGGNGGNTGTCAACTTTTNTTTTAAAAGGNTTGGNTCAAACNTGCNG
TAAAATTAAACTAGNCTAGAATTATTTTTTTTTTTTCATTTTATTTTCATTTGAATTCTT
TAACAGTTTGATTAACCCTGGTGCTATCCTATGGGGTCCAGATGACCCCACCCTTACATT



GACGTGTTCTCCCTACCATGACAAAGGTGGATAAAGGTGGAAAGATTTCATGTTATCCAT
GGACACCAGTGAAGATCACAAATCATTGAAGAAAAAAGGTTCAGCGCACTGTCTAGTGGG
TCTAAATGACCCAACTCCCAATGTTAAAGTGCCTAGGATAGCACAAGGGTTAAAAGTTAT
TTAGGACATAATTCTACCCAATATAACCTTTAAAAAATCCTTGTATGACTAAGTTTGTGA
TTATTTTGTTACCATTATCTGTTCTGTTCTGTATTTTTTTCATCTGGCTGCAATTGTTTA
AAGCCG
>CL1Contig487
TTTTTTTTTTGTATTTGGGTAAAGACTTTATTCCGTGGTAATAGCATACATTACATGCTA
CAATAAGGTGGAAACAGACCAAGGAAAGTAGAAAGAGCTGTGTAAAAACAGTGGAAATTA
TTACCTGTAAAAAAGGCACTTAAAAATATAAGGTAAGGGAATGAAGTCAGAGCTTTTTTA
GCAACTGCTAGAAGAAATGTTTTTCCCATAATTTGTTTCTTTTTTTTGGTTATTAAAGTT
ACTTATGTTGCTGTGATTGTTAGTGATGAGACATCTTGTCTTTGAGGACGTGTGCTGCTC
TGTTGCAGAGGCGGTGGGTAGTAAGTGGGACGTCAATGCTTAGTAAGCATGGTTAGCCAC
AAACAATGACTCTCCACCAGCAGCGCTGGCTCCAGAGGAAACATATTTGCCTACACAGGC
TTGGCTGTTGGCCAAAGCTCTCTTAACGAACTCTTCCTGACATGCCTTTCCATTCTCCTT
CTTGCCACCCCAGGCTTTCAGGGCAGAGGCCTGCAGGGCACGGCCATACGAGAAGGTCAG
AGCCCAGGGTCTGTGCAGGGGGCACTGGTTCATGGAGTTCAGATTGACAGTGGCTTCTTC
CTCACTCTGGCCACCAGAGAGGAAGGTAATTCCGGGGACAGCAGGGGGCACAGTGCGGCG
CAGGGCAGTGACGGTAGACATTGCAATCTCCTGGCTGTTGTACTTGTGTGAACAGGAGTG
TCCAGCAGTAACCATGTTGGGTTTGAGAAGAGTACCCTCTAGGTAGACGTGGTGGTCAGA
CAGGGCCTTGTAGACGGCAGCCAAGACTTTCTCTGTGATGTACTGACAGCGCTTCAGGTC
GTGATCTCCATCAGGAAGAATCTCCGGCTCCACAATGGGGACGATGCCATGCATCTGGCA
GATGCTGGCATAGCGAGCCAAGACATTGGCGTTCTCAATGATGGCGAGATGTGAGGGAGT
GGTGGGGGTGATCTTCAGAACAGAGCGCCACTTGGCAAAGTCAGCACCATCCTTCTTGTA
TTGAGCGCAGCGCTCATACAGCCCATCAAGACCCTGGGTGGTTGTCTCGCCATTTGTTCC
AGCCAAGGGAACAACACCTTTGTCAACCTTGATGCCCACCACCATGCCTCTCTCCTTGAG
GTACTGTGGGAAGGGCTTGCCATCGTCGGTCTTCTGGTACATGGTCTCATGGAAGAGGAT
GACGCCACCAATGCAGGGGGTGATGCGGTCGTCAGCGGTGAAGAGCAGCTGGCGGTACAG
CCTCCTGTTCTCCTCAGTGTTCTCAGCATTGATGCTCTGGAAGCGCTTAGCCACACTGCC
AGTGGACTCATCTGCAGCAAGGATTCCCTTGCCAGGGGCGACGATCCTTTGAGCAATATC
ACTGAGCTCCTTCTTCTGCTCAGGAGTGAGGAAAGGGTATGCGTGAGGCATCCTGAGTTC
TTAAAGATCGGAAGGAGAGCTGACAGAAGAGCAGGAGGGAGAAGATCTGGCCTTCGTCTA
CGACCCCCGGCCATAAGGCCCGGG
>CL1Contig488
TTTGAGATGACAAATAGTGTTCCTGTACAGATCATGGAAGATGGATTTAGACATTGAGCT
TTCAAACCCTTCAGGCCAAACCTGAAAGCATCAGCTCCTCTCAAACCAGACTGTTGGATC
TTCAGTTCAGCTGTTGGACATCTTTAATTCTGTTCAAGATGAAGCAGAAAGTCTGGAAGA
GGTTGACTGAAGCCTTATCACTGCCGGGCAGAGGTCGTTTAGAAACATTTGCGGTGGACG
ATGGCGGGACCGGACTCATCGTACTCCTGCTTGCTGATCCACATCTGCTGGAAGGTGGAC
AGGGAAGCCAAGATGGAGCCACCAATCCAGACGGAGTACTTCCTCTCTGGAGGAGCGATG
ATCTTAATCTTCATGGTGGGTGGGGCCAGAGCAGTGATCTCCTTTTGCATGCGGTCAGCG
ATTCCAGGGTACATGGTGGTGCCTCCAGACAGCACAGTATTGGCATACAGGTCCTTACGG
ATGTCTACGTCACACTTCATGATGCTGTTGTAGGTCGTCTCATGAATGCCAGCAGACTCC
ATCCCGAGGAATGAGGGCTGGAAGAGCGCCTCAGGACAGCGGTCTGCATCTCCTGCTCAA
AGTCCAGCGCCACATAGCAGAGCTTCTCCTTGATGTCTCGTACGATTTCACGCTCAGCTG
TGGTGGTGAAGCTGTAGCCCCTCTCGGTCAGGATCTTCATCAGGTAATCAGTCAGATCTC
TGCCAGCCAGATCCAG
>CL1Contig489
CCCCCCCACAACAGCCGTGGCGAGCGCAGAGCTATTGAGAAGCTGTCCATTGAGGCTCTG
TCCAGCCTTGATGGTGAGTTCAAAGGAAAGTACTATCCCCTGAAGTCAATGACTGATGCT
GAGCAGGAGCAGCTGATCAGTGATCACTTCCTGTTTGACAAACCTGTGTCCCCCCTGTTG
ACCTGCGCCGGTATGGCCCGTGACTGGCCTGACGGCAGAGGCATTTGGCACAACGACAAC
AAGACCTTCCTGGTGTGGGTGAATGAGGAGGATCACCTGCGTGTCATCTCCATGCAGAAG
GGTGGCAACATGAGGGAGGTCTTCAGGCGTTTCTGCGTGGGCTTGCAGAAGATTGAGGAG
ATCTTCAAGAAGCACAACCACGGCTTCATGTGGAATGAGCATCTCGGCTACATTCTGACC
TGCCCCTCCAACCTGGGAACTGGTCTGCGTGGGGGTGTCCACGTCAAGCTGCCCAAGCTG
AGCACACACCCCAAGTTTGAGGAGATCCTCACCAGGTTGCGCCTGCAGAAGCGTGGCACA
GGTGGTGTGGACACTGCATCTGTGGGTGGTGTGTTTGACATCTCCAATGCCGACCGTCTT
GGATCCTCCGAGGTGGCGCAGGTCCAGTTGGTGGTTGATGGCGTCAAGCTGATGGTTGAG
ATGAAGAAAACAGCCGCTCACCTAGAGACTCTTGACTCTGCTAACTCCTTTCCTTCCTTC
CAGCTTTGTTTTTTCTTTTCTCCTTCCTTGTCGTTTTTTCACGTTCCCCTGCGTTGGTCA
GTAACATCCAGGGGGCAGCCTCACTGAGCGGGGCTTGCCTAGCGGACATGGCATCACCAA
CTTTTTGTTATAAGAAGAACAACTGTGAA
>CL1Contig490



GCCCCCTGTCTGTTCTCACCAGGAGGCTGTCAGTCCCGGAGTACATCAGTCAGTGCTGCT
ATCACGAGAAAGTGGTGGATCATTATGAGAACCCAAGAAATGTTGGTTCGCTGGACAAAA
AGTCTAAGAATGTTGGAACTGGCTTAGTGGGTGCGCCAGCCTGTGGAGATGTCATGAAAT
TACAGATTGAGGTTGACAGCCAGGGAAAGATTGTGGATGCCAAATTTAAAACGTTTGGCT
GCGGCTCCGCCATCGCCTCCAGCTCTCTGGCCACCGAGTGGGTGAAAGGCAAATCTGTGG
ATGAAGCTCTGAAGATCAAGAACACTGACATCGCCAAAGAGCTGAGCCTTCCACCTGTTA
AACTCCACTGCTCCATGCTCGCAGAGGACGCCATCAAGGCAGCAAAGGTCAGCATCTAAG
GACAGTCACCTTCAAGAACCAAAGGAACAGAAGCAGTCAAATCATTTTACGTGTCATCTG
TTACAATAGCGAGAATCCAGACCTTGTTCCACTGTAGCAGCACTACTCCAGGCTTTCAGC
GTTAGCCTTTGACCTCTGCTTCTGTCCACTCTCTTCTAGCCTGTCACTTAAACGCACAAT
TTATGCACTGTTCAGTTTCAGTCTTAAACTGAGCCTTATATTCTTCAGACTGAAGGAACT
ATTGGTCCAAGATGAAAAGTTTTGTAATAACCTTGACTGATATGAGTGGAGGGGTTCCAG
AACACCAATATGTTGGTGCAAAGGCTGTGAA
>CL1Contig491
GTCCCGAAGACCCGCAGGACCTTTTGCAAGAAGTGCAAGAAGCACCAGCCCCACAAAGTC
ACCCAGTACAAGAAGGGAAAGGACTCCCTCTATGCACAGGGTAAGAGAAGGTATGACAGA
AAGCAGAGCGGGTACGGTGGTCAAACAAAGCCAATTTTCCGCAAAAAGGCTAAGACTACA
AAGAAGATTGTGCTGAGGCTGGAGTGTGTGGAGCCCAACTGCAGATCCAAGAGAATGCTG
GCCATCAAGAGATGCAAGCACTTTGAGTTGGGTGGTGACAAGAAGAGAAAGGTAGGACTG
TCTGCAGCTTCTTATAAATAGTGCTCCCTGTAAATAACTTTACGGTACGCTTGATTTGTA
AAGCTGAATGTTGCATATCCATGTGTTAACTGTAAGGATCAGTGCTTGCTTTAGAATCCT
TTGAGCATCATCTTTGTGTGAGGAGACTCAACCTCTTGAGGTGTTAGTTTTATGACTGCT
TCTTACCTTCAAATATTGTTGCACGTCAATGGCTTGATTTGTGAGAGGCGTGTTTATAAA
AGTAGGTTTATCATCTGAACAGTTTTTTTGTAGAAATTTGAACATTGCTATTTATGACCA
GGATTTTCATGCAGTGTCCCTGTGTGCTGGGCTAAACTGTTGGGATTTTGTGCCATGAAT
ATTCAGTTTGGATGAACTGTAATGTTTCATGGTTGTCTATTTAAGGAAGCAGAAGAATCT
GGCATAATGCTGGGTTGTCTTCAGTATAATTGTTCAATGGAGTAACTTGACACTAATGTC
TTTAATGTGTACTTTTACATGGTGTGTAATATTCTAACCCGTGTCTTTGTGTTCTTTCAG
GGCCAGGTCATCCAGTTCTAAACCTGTCTCCATGGACGGAT
>CL1Contig492
TTTTTTTTACCAAATAATGGACTTTAATAAATTATGAATATGTATATACACTTACATTCA
CATGTGTTGGGCAACATGTCTTTGTGATTTTTTTTTATTAAAGTTTTTTTGGTAGATGCA
TGGTTCAGTGGTTGTTTTCACAGCCTCTGTCTCCGTGCAGCACAGACAACAGACAGCCAC
AAAATATGCAGATTTCAAAATTATCAAAGTTGCATGTGAATTTCAACAGCGAAGACAGAC
AGTCCGTTGACAGCAGACTGTTGCTGTGGCGCAGAGGTGGATCCTCCTCCTTGGCTGAGC
TTTGGTTGGTTGGTGGTGAAGGTGACGGAGAAGGTGATGGAGAAGGTGGAGGATTTAGAA
GCACTTCCTGTGGACAATGCTGGGGCCAGCCTCGTCGTACTCCTGCTTGGAGATCCACAT
CTGCTGGAAGGTGGACAGGGAAGCCAGGATGGAGCCACCGATCCAGACGGAGTACTTCCT
CTCAGGAGGAGCAATGATCTTGATCTTCATGGTGCTGGGGTCTGATGAGCGTCGGCATCG
GGCGCCTTAACCCGGCTTTCGGTTCATCCCGCAGCGCCAGTTCTGCTTACCAAAAGTGGC
CCACTAGGCGGCTCGCATTCCACGCCCGGCTCCAAGCCAG
>CL1Contig493
ACTTCTTCTTGGACACACCGACGGTGCGACCACGAACGGCCGGTGGTCTTGGTGTGCTGA
CCACGCACACGCAGACCCCAGAAGTGCCTGAGACCACGGTGAGCCCTGATCTTCTTGAGC
CGTTCCAGATCCTCTCTCAACTTGTTGTCCAGACCGTTGGCAAGGACCTGGCTGTATTTG
CCGTCCTTAACATCTTTCTGTCTGTTGAGGAACCAGTCTGGGATTTTGTACTGCCGGGGA
TTCTGCATGATGGTCACCACACGCTCCACCTCCTCCTCCGTTAGCTCTCCAGCTCTCTTG
TTGAGGTCAATGTCAGCCTTCCTCAGGACAACATGGGCGTAACGTCTGCCAACACCCTTG
ATGGCGGTGATGGCGAAGGCGATTTTCCTCCTACCATCGATGTTCGTGTTGAGTACACGA
AGAATATGCTGGAATTTCTCGGGGATTACCAGAGACATCTTGGATGTCGGTTCCGCCTCG
TGCCGAATTCGGCACGAGGTAACCCGAAGCTGTGGCGAGGAGCCAGAATTTATTCAGACA
TGTCCGTGAGGGAATCTTTTAACCCCGAAAGCTATGAGCTGGACAAAAACTTCAGGCTTA
CACGCTTCACCGAGCTCAAAGGCACAGGCTGTAAGGTCCCCCAAGATGTGTTACAGAAGT
TGCTAGAAAGCTTACAGGAAAACCATTATCAAGAGGATGAACAGTTCCTGGGGGCAGTTA
TGCCTCGATTAGGCATAGGAATGGACACATGTGTGATTCCTCTCAGACATGGTGGTCTTT
CCCTTGTCCAAACAACAGATTACATCTATCCTATTGTAGATGACCCCTACATGATGGGAA
GAATTGCTTGTGCCAATGTTCTAAGTGACCTTTACGCCATGGGAGTAACAGAATGTGATA
ACATGCTGATGCTTCTGGGAGTCAGCAACAAAATGTCGGAGAAAGAAAGAGACAAAGTCA
TCCCACTGATCATTCAAGGATTTAAGGACGCGTCAGAGGAGGCGGGCACATCTGTAACAG
GAGGTCAAACCGTTCTCAATCCCTGGGTCGTGATGGGAGGAGTAGCAACAACAGTCTGTC
AGCCCAACGAGTTTATCATGCCAGATAATGCAGTGCCAGGAGATGTTTTGGTGTTAACCA
AACCGCTTGGAACACAAGTGGCTGTCGCGGTGCACCAGTGGTTAGACATTCCTGAAAAAT
GGAACAAGATCAAGCTGGTGGTAACCCAGGAAGATGTGGAGTTAGCCTACCATGAAGCCA
TGATGAACATGGCTCGGCTTAACAGAACAGCTGCTGGCCTTATGCACACCTTCAACGCCC



ATGCAGCCACCGACATCACAGGCTTTGGCATCCTGGGACACGCTCAGACGTTGGCACGAC
AACAGCGCAGCGAGGTCTCTTTTGTCATCCACAACCTCCCAGTTCTCGCCAAGATGGCTG
CTGTCTCCAAGGCCTGCGGGAACATGTTTGGACTCATGCATGGCACCTGCCCCGAAACAT
CAGGAGGCTTGCTGATCTGTCTGCCCCGGGAGCAGGCCGCCCGCTTCTGCGCTGAGATTA
AATCCCCCAAATACGGAGAGGGACACCAAGCGTGGATCAT
>CL1Contig494
GTTTTGAGATGACAAATAGTGTTCCTGTACAGATCATGGAAGATGGATTTAGACATTGAG
CTTTCAAACCCTTCAGGCCAAACCTGAAAGCATCAGCTCCTCTCAAACCAGACTGTTGGA
TCTTCAGTTCAGCTGTTGGACATCTTTAATTCTGTTCAAGATGAAGCAGAAAGTCTGTTG
CAGGTGAGTTCCGGTGTGTCTAACAGTTAC
>CL1Contig495
ATCTAGCACATGTCCATGATGCGCCTCATGCTCATGAACCTCATGCCGCTGAAGCCCATG
TCCCATGAAGCTGCGGTACTCCCCGGGCCTCAGTGTAAATCATCCTGCCTCTGTAGTGGG
GCGTGCTCGTACATCAGCCAGTGGACGTCCATCACGTTGCAGGACATGCAGTTGTTCATG
CGGTATCGGTCCATGATGTTGTCGCAGTCGATCCATCATCTCGTACATCTGACCTTCGAA
GTTCTCCCTCTCATAGATCCTCATCCTGAACTGACCCCGGTACATGGGGATCATGCGGCA
GGACCTGATGCCCCCGCTCCATCCGAACATGCTCATGTAGTCGGCGTACTCGCCCCTCCC
CTCGTGCCGAATTCGGCACGAGGCCGGGAGAAGTCGGGACTGTTGCCTCTCGGCTGCGAG
ACTTAACTTTTATTCGTCTCTTTCGAGTCTGTCTGACGGAATCGCGCTTTTAAATCCTCC
CAAATGTGTTTTTAGAGGGGAAAAACGAAATTCTAGTGGACTTTAAACTACTTCAAAGAC
TTTATAGCTGTCCAGTTTGAACTTTTGAATGTGTGCGCACTAAAATGAAGTANTCTATCT
ATCCATCTATCAATAGGAGTTTGTTACGATTTAATCTCGAACTTTTCACCAGTGTGTGTG
GATTGAGGGGGTATCATGTCTGTTTTTCACGTCATCCTGACTGCGTGGATGTTGTCACTT
TCGGCACGTGGGGCGTTTTACCGGGGACCGTTACATCCGGAGATGTCAAACGGGACTTTT
CATCACTATTTTGTNCCGGACGGA
>CL1Contig496
CCTCGTGCCGAATTCGGCACGAGGCAGCCTCAGAGGAACACGGCAGTCACAACTCCAGCA
ACATGTCCGCCAGCAGCATGAACATGATGGGCAGGATCGTCTTCTACGAGGACAGGAACT
TCATGGGACGTTCCTATGAGTGCAGCAGCGACTGTGCCGACATGTCCTCCTACCTGAGCA
GGTGTCACTCCTGCAGGGTGGAGAGAGGCTGCTTCATGGTCTACGACCGCACCAACTACA
TGGGGAACCAGTACTTCATGAGGAGGGGAGAGTACGCCGACTACATGAGCATGTTTGGAA
TGAGCGACTGCATCAGGTCCTGCCGCATGATCCCCATGCACCGCGGCTCCTACAGGATGA
GGATCTACGAGAGGGAGAACTTTGGCGGCCAGATGTACGAGCTGATGGACGACTGCGACA
ACATCATGGACCGCTACCGCATGAACAACTGCATGTCCTGTCACGTGATGGACGGACACT
GGCTGATGTACGAGCAGCCCCACTACAGAGGCAGGATGATGTACATGAGGCCCGGAGAGT
ACAGGAACTTCACCAACATGGGCTGGAGCGGCATGAGGTTCATGAGCATGAGGCGCATCA
TGGACTCCTACTACTGAACGCTGACAACCAATAAAGTCAAATCTCTCCAAAAAAAAAAAA
AAAAAAAAAAAAA
>CL1Contig497
CTTTATCAAAACAACAAATACCAAGCTCCAGGTACAATGTCTGACAAGTCAGACACTGGG
TGCAATGCTTTCAAACTTTTTAAAACTAAAGTCATGTCAAAGTGACTTAGAAAAAGCATA
CTTACATGTAATCTGGGAAAAAAACAAATATTTTATTAAAAAAACGCCTTTTACTTCCAC
CACTTAAAAAGGAAAAAAACAAATTACAAATTTCAACCTGTGTTGGCATTATTTCTTGGC
AAATGAGATCTTCATTGCATGAGTCTGTGTGATTTTGAATCCCTGTAGTGAATCTCGTGC
AGCTCCAGCCTGAACCTCATTATCAAACTCCACAAAGGCGATGTCATGGCGACCAGGGAC
CAGACGCACCTCTTTAAAGCCAGGGAACTGGTTAAAGAGCATGGAGAGCATCAGCTCGTT
CGTCTCCTCTGGCAGGTTGGTGAGGAAGAGGATGTGATTCGGTGGATTTTCTGCAACCTG
CTGAGGCATTTGGCCAGGCATCATCTGACCCATTGCACCTGGGGGGATCTGGCCAGGCGC
CATTCCTGGGGGAGGCATCATGCCTGGAGGAGGCATGTAGGCCGGCTGGCCTGGAATATG
CATCATACGGGGAGCTTGGCTCATAGGAGGCATTCCAGGCATAGCAGTAGGCACACCAGC
CATCATGGCTGCAGCAGCAGCTTTCTTAGCTCCTGTTCCTTCAGGCTTGGGCTTCCTCTT
CTCCTTTTTGCGCTCACGTTCCACATAGGTTCCTTTCATTTTTGCTATGATGTCCGAGTC
TGTTTTGGAATACTGAATGCGCATGGGTTTATCATAGAAAGGGAACCCCTGCATGGACCT
CAGTGCATTTGAGGCGCTGTTGATCTCTTTGAAGATAACAAAGGCCTGACCCTTCATCTT
CAGGGTTCGTGCGACGAGGATGTCCAAAATTTGACCGAATTGCGAGAAGATGGCGTACAG
TGACTTCTTCAGTTCATCTTTCTTAATTTTTTCGTTCAAGTTGTTGATATATATGGTGTG
ATTGGGTCGTACTTCTGGAGTGGTCATCTTAAAATCTGAGTATCAGTTTTAACAAAAAAC
CCACCACCGCTCGGCGCGAAAGGAACGCTCACTTCGATGGGTGAATGAAAAACCTGCCTT
TACAATTTCCGTATCATCTTCTCGCGATAAATCCAACTTGCCCCCGGCCATAATGCCCGG
G
>CL1Contig498
AATCCTTGATCTAAGAACAGAGGTGGTTTGAAAAATGAGGGAGGTGTTTGAATAATCAAC
AAGGACAGAGAAAGCAGACACTTAAAGAGGAGTCCACCCCTACTGACCCCCCTTCTTACA
GCAAACACTTCAAAAAGACCAAAGTAAAAAAACAAAACCTTACAGACTACCTTCTGCTCC



GTCTGGGATTTCTGGCCTGAACAGAGAGGCTGACACTAAAAATAAAAACGGGCCTAGAGT
CATGGCAGACCCTAAGGGAGGGGGGCAGCTATATTTACAGGACGTACTCTAGCTCGTAGC
GCACATACACGTTCTTGTCGTCGTTGTAGACCTGCGGGTACTGCGCGATCAGGGCGTCCT
GGGAGCCGATGTAGATGGAGTTGTAGATCTTCCAGTAGACCCTCGTGCCGAATTCGGCAC
GAGGCACCATCTCCGGCACCGGTCTTCTTCTCACTGCTCGTATGTCCGAGTCCGCTCCCT
GCAGCTATTTTCACTGCGGGGTTTGGCAGAGCGGCCTTCCAACGCCGGAACGATCGTTTT
AGATGGCGAAAACCTACGATTATCTCTTCAAATTGCTGCTGATCGGAGACAGCGGAGTCG
GAAAGACATGTCTGCTGTTCAGATTCAGCGAGGACTCCTTCAACACCACCTTCATATCTA
CAATAGGAATAGACTTCAAAATCAGAACAATAGAGCTGGACGGAAAGAGAGTGAAACTCC
AGATTTGGGACACTGCAGGGCAGGAGAGGTTTCGCACCATCACCACTGCTTACTACAGAG
GAGCTATGGGAATTATGCTGGTTTATGACATCTGCAATGAGAAGTCTTTTGACAACATAA
AAAACTGGATTAAAAATATTGAGGAGCATGNCCTCATCTGATGTGGAAAAGATGATCCTT
GGTAACAAATGTGACATGACGGACAGGAGACAGGTGTCCAAAGACAGAGGGGAAAAACTG
GCTATTGATTATAGAGTCAAATTTTTGGAGACAAGTGCAAAGTCGAGCCTAAATGTGGAA
GAGGCTTTCTATACCATGGCAAGAGACATTTTACATAACTTAAACTCAAAGGCAGGTGAC
GGCAATGGCGGAGGGTCAGGAAAACCCGTCAAGATCACAGATAAAAAGTCAAAGAGGATC
AAATTCTTCAAATGTTCGGTCCTCTAGGCTCTTCAGAGTTGAAGTTTGCGTTTCCCGCCT
GAACTTGGGCGTTTTGGACAGCCGCACTGCTCTTACCCAAACACAAGCCTCTACTGCCAT
TTGAGGTCATGCGTGGTTGAGCTGCCACCTCGATTTAAC
>CL1Contig499
CAGGTCACAGGAAAGAAACAGGAGACCCCGAATTATGCCTTTTCTGCTGTTTCCTCATCT
CCACCCTTGGTGTTACGCGTGTAGATCAGCTGTGCTCTGTGTTTGGAGACCAGCTTGATC
ATGCCTTTAGACAGCAGCTCCTGGAGAGCATTCCTGGCCAGAGAGCCACGGATCTTCAGT
CTTTCTGATACAACCGCGGGGGTGATGAGCTTGTAGTTGGGGACTTCTTTGTACAACTTG
TCATAGGTTGCTTTGTCAAAGAGGACCAAGTTGTTCAGCTTGTCCCTCACCTTTCCCTTG
GACCACTTCTTCTTCTTGGCTTTGCCTCCAGACTTGTTGACTGGGTCCTTGTCCTTTTTG
GACTTCCCAGCATCCTTCTTCTTATCCTGCTTAGGAGGCATGTTTCCTCGTCAAGCCTCG
TGCCGAATTCGGCACGAGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
>CL1Contig500
TCAGGACAAGGGCCAGTCCACACTCATGGGCAGCTCCTACATGAGCGCCCTGGAGGTCGG
AGGCCTGGTGGGCAGCCTGGCAGCCGGTTATTTCTCGGACAAAGCAGTCGCCAAACAAGG
GCAGAGACTCTACGGAAACCCTCGCCACTTCCTCCTGATCTGCATGATGGCTGGCATGTA
TGTGTCCATGTACCTGTTCAGAGTCACCGTTACTCCCGACAGCTCCAAGGTGTGGATCCT
GAGCCTGGGTGCTGCTTTCGGCTTCTCCTCCTACGGTCCAGTCGCGCTGTTTGGAGTCAT
AGCCATTGAGAGCGCCCCATCGAACTTCACTGGAACATCACACGCCATCGTTGCCCTGAT
GGCCAACGTTGGTGGCTTCCTCTCTGGGTTGCCCTTCAGCACCATAGCCAAGCACTACGG
CTGGGAAACGGCCTTCTGGGTCGCAGAGGTCATCTGTCTGATCAGCGGCGTTGGATTCTT
CCTGCTGCGCAACATCCAGACCAGGATGGGACGCGTGGCCAAGAAAGCCGACTAACGCCA
CCTCACTGCAGCCCGCATCCAGAGGAAAACGCCTCTTCTCTTTTTAAACACTTCAGTATT
TTTAATGACTGCACATTCTGGGCCACAAACGCAACAAAAGCAGGATTTTTTCCTCGTCTC
AGAAGAAATGTTTATAAATGTTGTAGCAAATAATTATAAATGCAAATTTAGGTTTTATGT
TGTGACCTTTTTTTAATTTTTTTAAATATAATAATAATTTAATGCAAGTACCTGATCGAT
GGATAACCACATTTTCACACAGTTTAGACTTTAATCTGTCAAATATTTACAAAAAAACAA
AGTATTTACATCACCAAAATGAACTGAAAAAAAGAACAAGCAGATGCACTTTTCTCCCCT
CCCATCAGGGATCTTCCTCTTCTTGTGGAGTCTAGGAACCGGCTCCAAAGTTCCCAGCTT
TCTCTGCGACCTCCAGAGCACTTTTCAGGTTCTGATCGAAGAGTTCACACCTGATTGGCA
TTTCCAGGGAGTAGAACGGGTTCTTCAGAGCAAAATCTGAGTAGATCTCGTAAATCTTCT
TCAGTAGAGCATCGATGCCCGACTGACGAGGATCAGCCAAAACGATGAACTTTATTCCTG
TGAGGGTCTGGAAGCAGTGGAGTTTGAAGACGTCTGTCTCCAGCATCTCAATCCCTGAGC
TGCCAACTTCAGGGGACAACTGTGAACCTATAGCAAACAACGAATGGAACATGGAGGCCA
ACATCAGCTTCTCGTTGGAGCTCAGACGAGCCCGTCCAAACCGTATGGAGACGGGATAAT
TCGCGGGGTCTTTGAGGTACTCGAGGGTGTCCTTCCCGTCCGCGGTGTTCTTCCCGATCA
CATCCACGCCATTGATGGACAGGAGCGCATGTCCCACTTTAATTCCGTCCCGCTGTCCAA
ACGATACGATGACCTTTTCGTCGTGGTGCTTGAGGACCAAATCTAACGGATAGCTAAAGG
TCTTCTCCACTTCACTCCGTGGGACGTAGTTGTCATATTGGTAAATTAAACCTCCAGCTT
TATTCACTACGTAAACACTGAAAATCGCCATCTTTACGACGTCCGCCTCAGTTTCCCCGG
CCATAATGCCCGGG
>CL1Contig501
AACCCAGAGTTTGCCTNTGCTCGATGATGAATCCCAGCGAGGTGAGGGTGAGCAGGATGT
AGCAGATCATTCCCAGGAGGGTCGACTGCGACAGCATCATTTTGTTTTGAAATAACTCGT
GGTAAGTCCACAGCAACAGCAGGAAATGGACGGCCACGTAAGCCATCATATTAAGTCACC
ATGGGCGCATATAGATATATGCAGGAGTTATGGAGGAAGAAGCAGTCTGATGTGATGCGC
TTCCTCCTCCGTGTCCGCTGCTGGCAGTACCGGCAGCTGTCCAACCTCCACCGTGCTCCC



AGACCCACCAGGCCCGACAAGGCCCGTAGGCTGGGTTACAAGGCCAAGCAGGGCTACGTC
ATCTACCGCATCCGTGTACGCCGTGGAGGCCGCAAGCGCCCCGTGCCTAAAGGTGCCACG
TACGGCAAGCCAGTGCACCACGGAGTGAACCAGCTCAAGTTTGCTCGCAGCCTGCAGTCC
ATTGCTGAGGAGCGTGCTGGTCGTCACTGCGGAGCCCTGCGAGTGCTCAACTCCTACTGG
GTTGGGGAGGACTCCACCTACAAGTTCTTTGAGGTGATCCTGATCGACCCCTTCCACAAG
GCCGTCAGACGCAACCCGGACACCCAGTGGATCACAAAGGCCGTGCACAAGCACAGGGAG
ATGCGCGGGCTGACATCTGCAGGAAAGAAGAGCCGAGGTCTGGGCAAGGGCCACAAGTTC
CACCTGACCATCGGAGGCTCCCGCCGCGCCGCCTGGAAGAGGCGCAACACCCTGCAGCTG
CACCGTTATCGCTAGTCTGCGCCACACGTCTGTACATTCAAAGAAATAAACCTTTTTATG
GCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL1Contig502
AGTGAGTTACTTCTTCTTGGACACACCGAACGGTGCGACCACGACGGCCGGTGGTCTTGG
TGTGCTGACCACGCACACGCAGACCCCAGAAGTGCCTGAGACCACGGTGAGCCCTGATCT
TCTTGAGCCGTTCCAGATCCTCTCTCAACTTGTTGTCCAGACCGTTGGCAAGGACCTGGC
TGTATTTGCCGTCCTTAACATCTTTCTGTCTGTTGAGGAACCAGTCTGGGATTTTGTACT
GCCGGGGATTCTGCATGATGGTCACCACACGCTCCACCTCCTCCTCCGTTAGCTCTCCAG
CTCTCTTGTTGAGGTCAATGTCAGCCTTCCTCAGGACAACATGGGCGTAACGTCTGCCAA
CACCCTTGATGGCGGTGATGGCGAAGGCGATTTTCCTCCTACCATCGATGTTCGTGTTGA
GTACACGAAGAATATGCTGGAATTTCTCGGGGATTACCAGAGACATCCTCGTGCCGAATT
CGGCACGAGGGGCTTGCAGAAGATTGAGGAGATCTTCAAGAAGCACAACCACGGCTTCAT
GTGGAATGAGCATCTCGGCTACATTCTGACCTGCCCCTCCAACCTGGGAACTGGTCTGCG
TGGGGGTGTCCACGTCAAGCTGCCCAAGCTGAGCACACACCCCAAGTTTGAGGAGATCCT
CACCAGGTTGCGCCTGCAGAAGCGTGGCACAGGTGGTGTGGACACTGCATCTGTGGGTGG
TGTGTTTGACATCTCCAATGCCGACCGTCTTGGATCCTCCGAGGTGGCGCAGGTCCAGTT
GGTGGTTGATGGCGTCAAGCTGATGGTTGAGATGGAGAAGAAGCTCGAGAAGGGAGAAGC
NATNGACAGCATGATCNCNGCCCAGAAGTGAGGAGGGACAATNNGGCATTTTCTTTGTGA
CNTGNNATGTGCAGTCGAGCCAGC
>CL1Contig503
ANGAGGCCTCGTGCCGAATTCGGCACGAGGCCATGAGCATGCTCAGGCTCCAGAAGAGGC
TGGCCTCCAGCGTCCTGCGCTGCGGCAAGAAGAAGGTCTGGCTGGACCCCAATGAAACCA
ATGAGATAGCCAACGCCAACTCCCGCCAGCAGATCCGGAAACTGGTGAAGGATGGCCTCA
TCATTCGGAAACCCGTTACAGTCCACTCCCGAGCGCGCTGCCGCAAGAACACGCTGGCAC
GTCGCAAGGGAAGACACATGGGCACCGGTAAAAGAAAGGGTACGGCCAACGCCCGCATGC
CAGAGAAGCTGTCCTGGATGCGCCGCATGAGGATCCTGCGTCGTTTGCTGCGCCGCTACA
GGGAGTCAAAGAAAATCGACAGGCACATGTACCACAGCCTTTACCTGAGGGCCAAGGGAA
ACGTCTTCAAGAACAAGCGCATCCTTATGGAGCACATTCACAAGCTGAAGGCCGATAAAG
CCCGCAAGAAGCTCCTGGCTGACCAGGCGGAGGCTCGCCGAACCAAGACGAAAGAGGCCC
GCAAGCGCAGAGAGGAGCGACTCCTGGCCAAGAAGGAGGAGATCATCAAGAACTTGTCCA
AGGAGGAGGAGGTCAAGAAGTGATCTGGCTCTGCCTTTGAAGCCTCCTGTGAAGGGCTGA
CAATAAAAGTGTACATAAAGACACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAGGGCGGCCGG
>CL1Contig504
GGCGGCCNCTNTAGAANTAGTGGATNCCCCGGGCTGCNGGAATTNGGCNCGAGGGGGAGG
TAAAAAATNTTNGTAGGGGCTTTCCTGTTTCCGGGGGGTTTGCAGGAATGACAGAGCTTT
TACTAGTATAGGGGGGTAGGGGGGTTTGCCCGCAGAAGCCGGGGGTCGAAATAATAGGAA
GTTCCTAGATTCATTTGGCCATTTATGCTCTTGATATCAGTTATGCAATTCATCTGTTAA
TATCTTACAATAACTCACCATATTCTTTGAGGCCGAGTTCTAAATGTTCAACCTTGTCAA
CAAGGTCTGTATGCACTGTGAAATGCAAATTGAAAGGAAAAAAAAAAGAGAACCCCCTGC
CCATTAGAAAGAACGCTCGGCTTGGTGGGTAACGAGGAGTATGTACTCCACCATTAACCA
ATGTCAGGGCCAGTGAAAGTGTGAGAGACGAGAAACTATATGGCCTTGAGATGTAGAGCC
AAATGCCAGGAATAATTCAAGAAGTGAAACCCCCACGATTTTTGTCCCTCACCTTCAAGA
ACCGTTAACATTAAGAAATCAACTGATGGTGGGCTCTTACTACATTAAATAACAATTGAA
GGAAGGATGCTGATGACTTGAAACTAGCTGAGGCACACTTGTGCTAAATACACCAATCGT
AGGTGTATGTTCTGCGGCCTGGAGCGCGGGGTAAATATAATTGACTTGCATGGACGAGGT
GTACTAGGCAAAAATGGTTAAAACCACATATGGGGATAATACATATATGTATTTTGGGAC
TTTTTTGGGACTTTTTGGAAGTGCTCGGCACTATATTGGCAGAGCCCGGCGACGCACATT
TTTGAGTGTTGCGTGAACGTTTTGCGTACACGCGTTCACACGCGTGCGCATCAAACACAC
GCTTGTTCACTAGGCCGTTTTGGGTTATGCAACGCGCATGCAACGCGCATGCAACGCGCA
TGCAACGCGCATGCAACGCGCATGCAACGCGCATGCAACGCGCATGCAACGCGCATGCAC
GTGTTGGGGGCCGGAAGAATGTCTTTACAGCTTAGACATGTTTGAAGCTAAGAATGGCAG
CGCTCGGCAGAGAATAGTTTAGTTTAGAATCCTGGCTTTGGGAGCCAGGGGCGGGGGTTA
GAGTCCCCTTTCTCTCCCGGCCATAAGGCCCGGGTTAAAC
>CL1Contig505
GTACGGCTTTTTTTTTTTTTTTTTTTTTTTTTTTTTCTCCCCCCACAACGAACACTGAAA



TTTCACGCTGGTTTACTTGTCGAAATTAACGATTTCCCTTTTCATTTTGCAATCCCTCTA
AAGTAAAAGGGGCTGCAGTCAAGAAACATGTCGCACACTATTTTGCTTGTCCAGCCCACA
AAGAGACCAGAGGGCCGCACATATGCTGACTACGAGTCAGTGAACGAATGCATGGAAGGA
GTTTGCAAGATGTATGAAGAGCATCTAAAGCGGATGAATCCAAACAGTCCCTCCATTACG
TATGACATTAGTCAGTTGTTTGATTTCATTGATGACCTGGCAGATCTGAGCTGTCTTGTG
TACAGAGCTGACACGCAGACATACCAACCATACAACAAAGACTGGATTAAAGAGAAGATA
TATGTCCTGCTGCGACGTCAGGCTCAACAGGCAGCAAAATAAAGGTTTCTTTAATGTGTG
TGGATCTGACAAGTCAAATGGAGAGGGGTTTTTGTATTGTAATATTAAAAAAAGAAAAGA
AAAAGAAAGTAGTAGGTTTGAAAAATAGAGTAGAAATAAGAAGCTATGTTCCCCAGTTTG
AACTGGATCTTCCTTGTCGACTTTCTAAGACCCATTCTAATAAATTGGTAGGATAAGACT
GATGATCACCACTAACCATCAATAATAAAAGCATAGAAAATGCTAAAAATTTGGTTAAAA
AGAGTTTCCTTTGTAAACGTTCTACAGGCCTTAAATGCGTCTGATTTACTTTAGAAGAAT
GGACACTTTTGCTTTATTTATGTCATACAGGACAGAAGAATTTGTTTTCATTATTACCAT
TAAACCCTGAACAGTGTTGTAAAATGGTGTTTTGTAAACCCCTTTGTTTTACTTGCCACG
CAACTTTTTCCATATTGCTTTTGATTTTTACAAAATAAACT
>CL1Contig506
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGAG
CAGAACTTTATTCAGAGTCACTCGCGGGCCATCAGCTTCTGCTTCTTCAGCTTCTTCTGG
GACACCTTCTTCTTCTGGGCCACCTCCTCCTCCGGCTTGGGGACGATCTGCTCCTTCTCG
GTGAGGATCATCTCGATGTGGCACGGCGAGCTCATGTAGGGGTTGATGCGGCCGTGCGCG
CGGTACGTGCGCCGCCTCATCTTGGGCGCTTTGTTCACCTGAATGTGCTCGATGACCAGC
GAGTCCACGTCCAAACCCTTCAGCTCGGCGTTGCTCTCGGCGTTCTTCAGCATGTGCAGC
AGGAACTCGGCGCTCTTCTTGGGCCAGCGGCCCTGGGTCCAGTCAAACTGCTTGGCCTGA
GCGCAGCGGCCCACGCCGCCGTTGTAGCGCCGGAAGGGGACGCACTGTCGCTTGACGACG
ACGTCCCTCAGGTACTTGTTGGCCTTGCGGATGTGCATGCCTTTGATGGCCTGAGCCGTC
TCCCGGGTGTTCTTGAAGTGGACCCGCAGGTTGGAGCCCCTGGCCTTACACGATTTCGTG
GGGTTCTCGGGGTCTAGAGAGTAGCGGACCATTTTCAGACACCTCTGAGCCTCGTACGAC
ACGTTCAAACACAGAACCGGAACCGGGCCGACTTCAGCTAAAACATTCCCCGTGAGCCTC
TGTGCGTTCTCCGGCTCACAGCTTAAAACCCATCAGAACCAGTTCACCCTGCAGGCGGTA
AAATCTTCAAAATACTCCGACTCTGCGAACCGAACCGCCAAGACTAAAAACCCACTTCTA
ACCGAACAACATGGCGGAGCAGCGTTAGCATGAAGAACCCGAGAAACCGTCAACAGCAGA
ACCCGCGGTTCTGCACACAAACTACAGTGTTGAGATCATCATCCCGAACGTTCTGGACCG
AACACCGAAGATTAAAAAGGAGGATGGCGCGAATTAGAGGCAGATTAGCGACAGATTGAG
ATGAGAGGAGAAGGACAGCGCT
>CL1Contig507
ATGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGACATAGATTTTTTATTCCAAACATATT
AACCAAGCTTGGTAGCCAGTTCCTTGGCCTTAGCCTTCTCCAACTTAGCAATGCGGGCTG
TGGATTTGGGACCCATGAGATTGCCTCCCCAATGACGACGGATCTCCTCAAATCTGTCAT
TGTAGTTGGTTTTGATGGCTTCCACGAGTTTAGCAAGTGCCCCTTTATCCTCAGGGTTAA
CTTGTGTGAAAGCCACAGAAGTGCACGTCTTTCTGTGCACCAGTCGGCCCAGTCTGGCCT
TGCCCTTGACGATACAATATGGGACACCCATCTTGCGGCAGAGAGCAGGCAAGAACACGA
CCAGCTCAATTGGATCAACATCGTGGGCGATGACAACCAGCTGAGCCTTCTTGCTCTCCA
CCAGAGTTGTGACAGTGTTTACACCTGCACGGAGAACAGGAGGCCTCTTGGTGGGCGTGT
CTCCTTTCCCAGCAGCCTTCTGTTCAGCACGAGCCAGCAGCCTCTGCTTCTTCTCCTGCT
TGGTCTCTGGCCGGTACTTGTGTGCCAACTTGAAGAGCTGAGTGGCTGTCTGGCGGTCCA
GAGCCTGAGTGAACTGGTTGATTGCAGGAGGAACCTTAAGACGCTTGTAGAGGATGGAGC
GCTGCCTCTGCAGGCGCACATAACGAGGCCATTTAACAAAGCGGGTCAAATCACGCTTCG
GCTGAATATCCTGGCCAATGCCAAAGTTTTTGGGCCTCTTCTCAAACAGGGGGTTGACGA
CTTTCTTGGCCTCATGTTTTTTGGCCACGGAAGGGGCAGGTGCCACCTTCTTCCCCTTAG
CCTTCTTTCCCTTGGGCATGTTGGTTCAGGCAGAAAGCCCCGGCCATAAGGCCCGGGTTA
AACGGC
>CL1Contig508
AACCCGGGCATTATGGCCGGGTGTCATGGTAAGGAGACACGTCAATGTAAGGGTGGGTCA
TCTAGGATAGCACAAGGGTTACAAAGTGTGTTGTGTGCTTCCTGCCACCGACTGCTTTGG
TATTGGAGGGGTAAATTATCTCAGTCAGACTGGTGGACTGGTTGTATTCGGCACCTTCCC
ACATTGCCAAAATTGCCTAAATCTTTTTCAAAGACTATGATGTTACTGTTTGATCAACCA
GTAAAGTTCCCTGAGCTGAATCCAATAAATAAAATCTAGGATCTGTTAACAAGAGGAAGA
TGAAACACCAGGCCTAATGATAAAGACGACTTGAAGTCTGCTGTTAAATCAGCCTGAGCT
TTCATTACATGTGCACCCCCCCAATCTGGTGGCCTCAATGACACAGAGCATTGATGTAGG
AATTCAGTTCAAAGGAGGCATTAACTACATTTTGTCCTGCCATTGTTTTTTATTATTTTA
GACAAAACTTATTTAGTTGACCATTGTTGTAGTTTCTGATAAGACAATATTTATGTTGTC
AAAGTGTGTACATTATTATGAAAAATGTTTTGTAAACATTTGATTTTTTTTGTCATTTCA
TTGTTGTTTTAGGCTAAAAGAAGGGACTTCAGTTTTTCATTTGTCAAGGCATGTGAGCTA
GTAACCATTGAGTGGAAACAAAAATTCTTTTAAATCCACTAACTAATGGAATCACCATGA



ATCAGCAAATTCTGCAGCTCAGAAAAGCGGCTTCAATATGCAATGATTTAAAACATAAAG
TGTTGCAGAACTTTGAAGATGGAAAAACTATGGAGAATATTTTTTTATATGAATCATCTT
CTAAGCTGTTTGTTCCCTTTTGGGGTCATGAAGGCAGGGGACATCCTGCATCCAGTCTGT
CACAGGGCCCATGCACTCTCACATTCACATCTAGGGACAATTTAGACCAACCAATCGATC
TATGAAGCATGTTTGGGATGGAAGCTGGAGTCCCCAGAGAAACCTCACACATGCACAGGG
GCAAACATGCAAACTCTACTGTTTTCAGATCCTCCAACCAGGACTTGAACCGAGGGCCTT
CTTGCTTTGAGACAAGAGCGCTAACCACTGCACCACCGTGTAACCCGACAACAATTATGT
TTATGTTTGTTTTGTTATGTCACTGCCGTACGTAACCAGAATGTTGATTTTAATTTAAAC
TTTCATACATCCAGTAAAAATACATACCTATAGTAACTGTACAAACATATTCTATTAAAA
AGCAAGAATCGTGGTTCGATCTGTGAGCCATTGAGCTTGATTCATGAATTGAATCGGATC
ACCACCTAAGGAACGATCCACAGTCTTAGTAGAACCGCATCCCTACCATTTAGTGAGGAA
AAGATTTTCCTAAAAACACACGAAGGAAGATGCAGATAAAGA
>CL1Contig509
ATGTTTTTTTTTTTTTTTTTTTTTTACGAATTTTCATTCAAACCTTTATTGATAACCCTG
GCATTTCACCATTCAGAATGTCACAGTGAATGTGTAACTTTTGAAATATCTGGAATGCTT
GGGGAAGTCAAACCCCTTAATATTCTTCTCCTTCTTCATCCTCCTCTCCTATGCTGTCAG
TGCCAACCTCCTCATAATCTTTCTCCAGAGCAGCCATATCTTCTCTCGCCTCCGAGAACT
CTCCTTCCTCCATACCCTCACCAACATACCAGTGGACGAAGGCTCTCTTGGCATACATGA
GGTCAAACTTATGGTCAAGTCGAGCCCAGGCCTCAGCTATGGCTGTGGTGTTGCTCAGCA
TGCACACGGCTCTCTGCACCTTGGCCAGGTCTCCTCCTGGAACCACAGTTGGAGGTTGAT
AGTTGATGCCCACCTTGAAGCCTGTGGGACACCAGTCTACAAATTGGATGGTGCGCTTGG
TCTTGATAGCGGCAATGGCAGAGTTGACATCTTTAGGGACCACATCACCACGATACAGCA
GACAGCAGGCCATGTATTTGCCATGGCGAGGATCACATTTCACCATCTGATTGGCCGGCT
CAAAACAGGCATTGGTGATATCAGCCACAGACAGCTGCTCATGGTAGGCTTTCTCAGCAG
AGATGACTGGCGCATAGGTGGCCAGAGGGAAATGGATACGAGGGTACGGCACCAAGTTAG
TTTGGAACTCGGTCAGATCAACATTCAGAGCGCCATCAAAACGAAGTGAGGCTGTGATGG
AGGAGACTATCTGACCAATCAGCCTGTTCAGGTTGGTGTAGGTGGGTCTCTCAATGTCAA
GGTTCCTGCGGCAGATGTCATAGATGGCCTCATTATCCACCATGAATGCACAGTCAGAGT
GCTCCAAGGTGGTGTGGGTGGTCAGAATGGAGTTGTAAGGCTCCACTACAGCTGTGGAGA
CCTGGGGAGCAGGGTAGACGGCAAACTCAAGTTTGGACTTCTTCCCATAGTCAACAGAGA
GTCTCTCCATCAGCAGGGAGGTGAAACCAGAACCAGTGCCTCCACCAAAGGAGTGGAAAA
TTAGAAAACCCTGCAGGCCCGTGCATTGATCAGCTAGTTTCCGTGTTCTGTCGAGAACAA
GATCAATGATCTCTTTGCCAATGGTGTAGTGTCCACGGGCGTAGTTGTTGGCAGCATCCT
CCTTTCCTGTGATCAACTGTTCAGGGTGGAAGAGCTGACGATAAGTTCCTGTGCGCACCT
CATCAATGACAGTGGGTTCCAGGTCAACAAAGATGGCTCTGGGAACATGTTTTCCTGCTC
CTGTCTCACTGAAGAAGGTGTTGAAGGAATCGTCTCCTCCTCCAATGGTCTTGTCCGAAG
GCATTTGTCCATCAGGCTGAATCCCATGCTCCAGGCAATACAGCTCCCAGCATGCATTGC
CCATTTGGGCTCCGGCTTGGCCAACGTGCATAGAAATACACTCACGCATTTTGTCTGCTT
GTCCTTCGACTGAGGATGAGGAGTCAGACACAAGGCAGAAATGCCCCCGGCCATAAGGCC
CGGGTTAAACG
>CL1Contig510
TTTTTTTTTTTTTTTTTTTTTTTTTTTTGCCGCTTTTTTTTTTTTTTTTTTTTTTTTTTT
TTTTTTTTTTTTTAGGAAGTGGTGTAGTGGAAGCACTAAGAGTTTTGATCTCTTCAGGTA
GGGTTCAAGTCCCTTCTTTCTAAGGAGATGGAGGGGCTTTAACCCTCATTATTCACTCTA
TCAAAGTAACCCTATTTCAGGCACATTTCCTGGTTAAAGTTGAGGGGGGAGACCATTGAA
TGAAATTGGAAGGGAAAGATGTCAGATAACCAGGGCTAAGGTTAGGGGGAGAAAATTTTT
TCAAATTAGGTGTATTAGCTGATCATAGCGGAATCGTGGGTAGGATGCACGGACCCAAAG
GAACACGACCGATAGGAGGGTGGCTTTAAGTATTAACAAAGTTGTGGTGAGTTCTGGCAG
ATTGTGATAGGTTGAGGATCCCAAAAATAATACTGTTGAGAGAGTATTTATGAGTAAAAT
GTTGCCATATTCTGCTAGGAAAAAGAGAGCAAAGGGGCCGCCAGCGTATTCAACATTAAA
ACCAGAGACTAGTTCTGATTCTCCTTCTGTTAGATCAAAAGGGGCTCGGTTGGTTTCAGC
GAGGGTTGAGATGTATCATATAGCTGCGAGAGGTCATGCTGGCAGAAGTAGCCAGGTGGC
TTCTTGTGCGGTGCTAAAGGTCTGCAGGGTGAAACCCCCGGTAAAAACAATAGCATTAAG
AAGGATAAGGCCTAAGCTTACTTCATAAGAGATGGTTTGGGCTACTGCACGGAGAGCGCC
GATTAGGGCGTATTTTGAGTTGGAAGCTCACCCGGAGCCAAGGATGGAGTAAACTGCTAG
GCTAGATAGTGCAAGGATAAATAAAACCCCTAAGTTAAGGTCTGCAACAGGGAAAGGCAT
GGGGAGGGGCGCCCACAAGGTTAGGGCCAAGGTTAGCGCTATAATAGGTGCGACGAGAAA
CAAAGCGGGTGAGGAGGTGGAGGGTTGTACTGGTTCCTTAGTAAAAAGCTTTAAGCCATC
AGCGAAGGGTTGAAGGAGGCCGTAGGGGCCTACTACATTTGGGCCCTTACGAAGTTGCAT
ATAGCTCAGCACCTTGCGCTCTACTAAGGTCAATAGAGCTACTGCCAGCAAGACGAAAAT
CATAATGACTAATGGGTTGATAAGATAGCTTAGGATTTTTGAAAGCATAGTTAAGGAGAG
GAGTTGAACCTCTGTGGAAAGGGCTTAGGTCTTTTGCAATATCCGGGCTCTGCCACCTTA
ACATGTCATTTTCTATGACTCAAGATATATTCTCTTGTCTTATTTAGTTTTCTTCATAAG
GTGAGATTGAGGCGTAGTGGTTCATGGGCCCCCTCTCTTCGGTCCTTTCGTACTAGAAGG



GAGTATGTCATAGATAGAAACTGACCTGGATTACTCCGGTCTGAACTCAGATCACGTAGG
ACTTTAATTGTTGAACAAACAAACCCTTAATAGCGGCTGCACCATTAGGATGTCCTGATC
CAACATCGAGGTCGTAAACCCCCTTGTCGATATGGACTCTAAAAGAGGATTGCGCTGTTA
TCCCTGGGGTAACTCGGTCCGTTGATCGGCCAGGCCGGATCATAAAGGTCAGATGTTCTG
TTACTTAGAGGGGAAGCTCTTGGCTATAAGAATAGGGTTTTCTCTATCCTCATGGGAGAT
TCTTATTTTCCCGCGGTCGCCCCAACCAAAGACATAAAAACAGTAGCCAATTTGTTTGAG
TAATTTGTTGTTGTCCTTGACATGGTCTATTTATGGTCTAAAGCTCCACAGGGTCTTCTC
GTCTTATGTTTTTATCCCCGCTTCTGCACGGGGAGATCAATTTCATTGACTAGGGAGAGG
AGACAGTTAAGCCCTCGTTATGCCATTCATACAGGCCCTCAATTAAAAGGCAAGTGATTG
CGCTACCTTTGCACGGTCAAAATACCGCGGCCGTTAAACTTTTAGTCACAGGGCAGGCGG
TACCTCTTATTTCATCTTTACAAGAGGCGATGTTTTTGGTAAACAGGCGAGGCTTGGTAT
ATTTGCCGAGTTCCTTCTCTTCCTTTTTGTCTTTCCTAAAGAGCACACCGGTGTAGGAGT
AACGGTAATTATGTCGGAATTTTCTTGTTCTCTTTTTCATCCGGCTTTCCCTCTTTAATT
GGGGCCGTTAAAATTCGGTGGTTTGTCCGTTCCGATTTACACGTGTGCAAGGAGAAGTTC
AGAACTTCTTATTACTCATATTAGCATAATTTCTTTCATAAAATATGAAATAGCTCGTTA
ATATAAGGGGCTTCAAATTAAGTTATCAGGATTGTAGGTGATTTTTATGCTTAAGCTTTA
ACGCTATTTATTAGGGTGGCTGCTTTTAGGCCCACCTGGGCATTGACCTTTAATATTATG
ATTTTTAGCCTCCTAGCAAAGTTGTATCTTCCATCAAATAGGCTGTACCCTCTTTGATTA
ACTCTTTTGGTTCCTAGTCATTTGTATTAAGTAATGCTAGACTTAAATTTAGGAAAGCAA
AAGGCTGAACTTCTATCCATTTCACGAGCAACCAGCTATAACTTAGTTCGATAGGTCTGT
CACCTCTACTTGAAGATCGTCCCACTCTTTTGCCACAGAGACGGGTTAGCCCTATTATTC
AGGCTGTCTTGAAGTAGCTCACTAAGTTTCGGGGTTTCAAACTACAGTTCTTTTTGCTTG
ATTAAACTGGCTAATTCATGATGCAAAAGGTACGAGGGTTAAACTCTGCTTTACTTCTCT
TGACTGATTTATTTCATTTCTCTTTCAGCTTTCCCTTGCGGTACTTTGTCTATAGCTCCT
TAGTCCTTTTCTGTCTCCCATACTATGGAGGAAAAATGATTTATTTAATATCCTTGGGTT
CTTAATTACTAGTAATATTTGGTCTTTAATTAAGGCTTTGGGCTAGCTTTTTA
>CL1Contig511
TTTTTTTTTTTTTTTTTTTTTTTTTTTNCGCCTTTTTTTTTTTTTTTTTTTTTTTTTTTT
TTTTTTTTTATGAGCCTCATCAGTAGATGGAGATATATAAGAAGAGTCAGACTACGTCGA
CGAAATGTCAGTATCATGCTGCAGCTTCAAATCCAAAATGATGTTCTGATGTGAAGTGAG
ACTGAACCTGGCGAAGGAGGCAGACTGCCAGAAATGTGGAGCCGATAATTACATGGAGTC
CGTGAAAGCCTGTTGCAACAAAAAAGGTGGAGCCATACACCCCGTCTGCGATGGTAAAGG
GGGCTTCGAAATATTCTATTGCTTGGAGGAAGGTGAAGTAGAACCCTAGAAGAATGGTTA
GGGTAAGGGATTGAATGGCTTGCTTTCGTTGGCCCTCTATAATGCTATGATGTGCCCAGG
TGACTGTTACACCGGAGGCAAGGAGAACTGCAGTATTTAGCAAGGGGACTTCAAATGGGT
CCAGGGTTGTAATACCCGTAGGAGGCCAGCACCCCCCTAGTTCAGGGGTGGGGGCTAAGC
TTGAGTGATAAAATGCTCAAAAAAATCCCAGAAAAAAGAAAACTTCGGATGTAATAAATA
GAATTATACCATATCGCAGGCCCTTTTGAACGGGGGGCGTGTGGTGGCCTTGAAAGGTCC
CCTCCCGAATGATGTCTCGTCATCACTGATATATAGTTAGTAATAGGAGGACTAGTCCAA
GCGTTATTAGGACAAGAGAATTAAAGTGTATTCAGATTGCTGTACCTGAGGTAAGTAAAA
GGGCGGCAACTGCACCTGTAAGGGGTCAAGGGCTTGGGTCAACTATATGATATGCATGTG
CTTGTTTTTTTTTTAGACGTTTTCTTGTAAATAAAGACTTAATAAAAGTACAAATACGTA
GGCTTGAATTATTGCAACGGCAATTTCCAGGAGGGTGAGTAAAAATAGTAAAATGGATGT
TAGAATGGCAACTGAAGGTATCATCGGAAAAAGAACAAAAGCTGCTGTTGCAATCAACTG
AATTAAAAGATGCCCAGCAGTTAAGTTTGCAGTAAGTCGGACCCCTAGAGCAAGGGGGCG
AATAAAAAGGCTAATTGTTTCGATCACGATTAGGACAGGGATAAGGGCGGTTGGGGTCCC
TTCAGGGAGGAGGTGCCCAAGAGCGTGTGTGGGTTGATTTCGTATACCAATAATTACGGT
TGCTAGTCAAAGCGGGACTGCAAAAGCTATGTTTAGTGAAAGCTGGGTTGTAGGTGTAAA
CGTATATGGCAGGAGCCCTAATATGTTTAAGGTGATTAAAAACAGTATAAGGGATATTAA
AAGGGCCGCCCATTTGTGGCCCCCCAGGCTCATGGGTTGGAAGATTTGTTTAACGAATCA
GTTTATAAACACAGCTTGAAGGGTCACTAGGCGATTATTTATTCATCGTGCACCCGGTTG
AAAGAAGAGAACTCATGGTAGTGCTAACGCAAGTCCAATAAGGGGCACTCCTAGTAGTGT
TGGGCTCATAAATTGATCAAAAAGGCTTAAAGTCATGGTCAAGTTCAGGTTTCGGATTTT
GATTTTTTTACACTCTGAGGTGTGGGGTCATTAGGGAAGTAGTGGGCTAGAACTTTAGGA
GGGAGTACGGCTAGAAAAACTAGTCATGAAAATATTATAATAGCAAATCAAGGTGCAGGG
TTTAACTGGGGCATCTTTTAATTCAGTTGATTGCAACAGCAGCTTTTGTTCTTTTTCCGA
TGATACCTTCAGTTGCCATTCTAACATCCATTTTACTATTTTTACTCCCCCTCCTGGAAA
TCTCCGCTGCAATAATTCAAGCCTAGGTATTTGTACTTTTATTAAGTCTTTATTTCCCAA
AAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL1Contig512
TATGGCCGGGGATGAATCTGGTAATAGTAACTCTTTTAATTTCCTTAGTCCTCGCCACAG
TACTTGCAATTGCCTCCTTCTTTTTACCCCAGATAACCCCCGATTACGAAAAGCTCTCAC
CGTACGAATGTGGGTTTGACCCCGTAGGGTCGGCTCGTCTACCATTTTCCATCCGCTTTT
TCTTAGTTGCAATCCTTTTTCTCCTCTTTGACCTAGAGATTGCCCTCCTACTCCCCCTTC



CCTGGGGGGATCAACTGTCTTCTCCCCTAATAACCTTCTTCTGGGCATCAGCCATTCTTA
TGCTACTTACCCTCGGCCTAATCTACGAATGACTCCAAGGGGGCCTAGAGTGGGCAGAAT
AGGTACTTAGTTTAATAAAAACATTTGATTTCGGCTCAAAAACATATGGTTCAAGTCCAT
AATTACCTAATGACCTTAACTCACTATGCCTTCTCGTCATCCTATTTCATGAGCTTTCTG
GGTTTAATTTTTTACCGAAAGCACCTCTTATCCGCTTTACTCTGCTTAGAGGCCATAATG
TTAATTCTGTTTATCTCGTTGTGCCTTTGAGGACTGATCTTAGCCTCAACTGTATTTTCA
GCGGGACCAATAATCTTACTTGCCTTTTCTGCATGTGAAGCAAGCGCAGGCTTAGCCTTA
TTAGTAGCCATAGCTCGCACCCACGGCACTGATCGTTTAAAAAACCTAAGCCTTCTCCGA
TGTTAATAGTATTAGCCCCAACTATAATGCTCCTCCCCATGATCTGACTATGCTCCTCCG
CACATCTGTGGGCGTCAGCACTAGCTCACAGCATGGCAATTGCCTTGGTCAGCCTTTCAT
GACTCTGTCTTCCAATAGAAGCCGGATGGTCATCCCTAAATACTTTCATTGCAACCGACC
CCTTATCCACCCCCCTTCTAGTCCTAACCTGTTGACTTCTTCCCTTAATAATTCTCGCGA
GTCAAAACCACATGGCAAAAGAACCTATTAATCGACAGCGAACCTATATTTCCCTGCTTG
TCTCTCTCCAAATCTTTCTGGTCCTGGCATTTGGGGCAACCGAAATAATTATGTTTTACA
TCATATTTGAGGCAACACTAATTCCTACACTTATTATTATCACACGTTGAGGAAACCAGA
CGGAGCGGCTTAACGCGGGCATTTACTTTTTATTTTATACTTTGGCCGGCTCCCTTCCCC
TATTAGTGGCACTCCTCTTACTTCAGAACTCAACAGGATCACTATCCTTCTTAACCACCC
AGTTCTTCCCGCCCCTTCAACTGCACACACAGGCAAGTAAGTTCTGATGGGCTGGCTGCT
TACTCGCATTCTTAGTTAAAATGCCATTATACGGCGCCCACCTCTGACTTCCTAAAGCTC
ATGTCGAAGCCCCTATCGCCGGATCAATGGTCCTCGCAGCCGTTCTTTTAAAGCTCGGAG
GTTACGGAATAATGCGAATTATTATTATCCTTGACCCGCTCACAAAGCAACTCAGTTACC
CCTTTATTATTCTTGCCCTGTGAGGCGTTGTGATAACTGGCTCAATTTGTCTTCGGCAAA
CAGACCTTAAGTCCCTCATCGCCTACTCCTCCGTAAGTCACATAGGCCTTGTGGCAGCAG
GAATTTTAATTCAAACCCCCTGAGGGTTCACGGGAGCTTTAATTCTTATAATTGCCCATG
GCTTGACTTCTTCCGCCCTCTTTTGCTTAGCTAACACAAACTATGAGCGCACACACAGTC
GAACTATACTGCTAGCCCGGGGCCTACAGATGATTCTTCCCCTTTTAGCCACATGATGAT
TCTTGTTTACCCTTGCCAACCTGGCACTCCCCCCTCTCCCCAACCTTATGGGAGAACTTA
TGATTATTACATCCTTATTTAACTGGTCAAACTGAACCCTGCTCCTGACCGGGGCTGGGA
CCCTAATTACTGCTAGTTACTCCCTTCACATATTCCTAACAACCCAACGAGGCCCTGTTA
CTAGTCCCGTTTTAGCAATTGAACCAACCCACACCCGGGAACACCTTCTGATGGTACTTC
ATCTTCTCCCCCTTCTCCTCCTAATCTTAAAACCTACCCTTATCTGAGGGTGGACACTCT
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAACC
>CL1Contig513
ATGTTTATTTGGAAAGAACTGCTCAGGCTCCGCCCACACTTTAGCTGCTGCCCTGTTTGG
CCGCCAGCCTCTTGTCCCTCTCTTCTGCAATGGTCAGACGGATGCCCTTTCCTCTGGGCA
GGGACACCCACGGCTTGTTGCCCTTGCCAATAACAAAGATATTGGAGAGCCTGGTGGCGA
AGCTGTTTCCGGTGCTGTCCTTGACGTGGACCACATCAAAAGAGCCGGGGTGACGCGGCC
TGTGGCAATCACACGATGATTCTTCTCAACTAATCACAAAGATATCGGCACCCTATATTT
AATCTTCGGTGCTTGGGCGGGCATGGTGGGCACTGCCTTAAGCCTGCTAATTCGGGCTGA
GTTAAGTCAGCCTGGGTCTCTATTAGGTGACGACCAAATCTATAATGTAATTGTAACCGC
GCATGCCTTCGTAATAATTTTCTTTATAGTAATACCAATCATGATTGGGGGCTTTGGCAA
CTGATTAATTCCTCTAATAATCGGAGCCCCTGATATGGCCTTTCCTCGAATAAACAACAT
GAGCTTCTGACTACTTCCCCCCTCCTTCCTTCTATTGTTAGCTTCCTCTGGCGTGGAAGC
CGGTGCAGGGACAGGATGGACCGTGTACCCGCCTTTATCGGGCAACCTGGCGCATGCGGG
AGCATCCGTGGATTTAACCATCTTTTCCCTCCATCTGGCAGGTATCTCCTCTATCTTAGG
GGCTATTAATTTTATTACAACAATTATTAATATAAAACCCCCGGCCATCTCTCAGTATCA
GACCCCTTTATTCGTGTGAGCTGTACTAATTACCGCAGTATTACTTCTACTCTCCCTCCC
TGTGCTCGCTGCAGGCATCACTATGCTCCTAACGGACCGAAACCTAAATACAACATTCTT
TGACCCTGCAGGGGGAGGGGACCCCATTCTCTACCAGCACCTGTTCTGATTTTTTGGTCA
CCCCGAAGTTTATATTTTAATTCTCCCCGGCTTCGGAATAATTTCACATATTGTGGCCTA
TTATTCGGGTAAAAAAGAACCTTTCGGGTACATGGGTATGGTCTGAGCCATAATGGCAAT
TGGACTTCTAGGGTTTATTGTATGGGCCCACCACATATTCACCGTAGGAATGGATGTGGA
TACTCGGGCTTACTTCACATCTGCAACAATAATCATCGCAATTCCAACAGGCGTTAAAGT
ATTTAGCTGGCTGGCTACTTTACATGGGGGCTCTATTAAATGAGAAACCCCATTATTATG
GGCCCTTGGTTTCATCTTCCTCTTTACAGTAGGCGGTCTGACAGGAATTGTCTTAGCCAA
CTCATCTTTAGATATCATACTCCATGACACTTACTATGTAGTAGCCCACTTCCACTACGT
TCTCTCTATGGGGGCCGTATTTGCTATTATGGGGGCATTCGTTCATTGATTCCCTCTATT
TTCGGGCTATACTTTACACGGAACGTGAACAAAAATCCACTTTGGGGTAATGTTTGTGGG
AGTAAACCTAACCTTCTTCCCCCAACACTTCTTAGGCCTAGCAGGAATACCACGACGCTA
CTCTGATTACCCAGACGCCTATACACTGTGAAACACTATCTCATCCCTAGGTTCCCTTAT
TTCACTAATTGCTGTAATTATGTTCCTTTTCATTCTCTGAGAAGCATTTGCAGCTAAGCG
TGAAGTTCTGTCAGTTGAACTAACAGCCACAAATGTGGAATGACTACACGGATGCCCTCC
CCCCTACCACACATTTGAAGAACCCGCATTTGTTCAAATTCAACAACCTAAGTTTTAACC



GAGAAAGGAAGGAGTTGAACCCCCATAAACTGGTTTCAAGCCAGCCACATAACCGCTCTG
TCACTTTCTTCTTGATTAATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAA
>CL1Contig514
TAACCCGGGCCTTATGGCCGGGGGGGCCGGTTTAGCTCGTGCTGGTTTGCGGCGCCTTCC
GTGCGTGAAACCAGGGTTCGACTCCGGGCTGCTCCCTGTTCCCTTCTCTACCCCTGTGCC
GGTTCCAAGCCCGGTTTGAGAAGGTTGCGTCAGGAAGGGCATCCGGCGTAAAACATTGCC
AAAATCTACCATGCGACTCGTTCGCTGTGGCGACCCCTGATGGGAAAAGCCGAAAGTGGA
AGAAGATGTTATGACTGAAGAGTTGTTCAAATGAAAGAAATTGGACAACAGACAGAATTT
TGTGAGAATTAACCAATTTAAATGATTCATAACCAACTAAAATAAACCAAAAAAAAAAAA
AAACCTT
>CL1Contig515
TTAACCCGGGCCTTATGGCCGGGGGGGAGCCAGTTTAGCTCGTGCTGGTTTGCGGCGCCT
TCCGTCCGTGAAACCAGGGTTCGACTCCGGGCTGCTCCCTGTTCCCTTCTCTACTTCTGT
GCCGGTCCCAAGCCCGGTTGCTTTGAGAGGGTTGCGTCAGGAAGGGCATCCGGCGTAAAA
CATTGCCAAGTTTACCGTGCGACTCGTTCGCTGTGGCGACCCCTGATGGGAAAAGCTGAA
AGGGAAACAACAATCAACAAAAGCAACTCAAATTTCATAAAGCTTGTTCAGACCAAAAAA
AAAAAAAAAAAAAAAAAAACAT
>CL1Contig516
TTTTTTTTTTTTTTTTTTTTTTTTTTTTCATTGATTTTATTAGAACATCTTTCAGCATGT
AGCCTGAAAGCAAACTCAGTCTGCAGCCTCCTGTTCCTGAGCGCGGAGGAAGCTGGCCTT
CTTCTGGGCGACGCGGTCTTTTTTCTGGGCCAGGGAGAGCTTGGCACGATTCCACCTCTT
CTTGACAAATTCTTTGGGGGGCTTCTTTTCATGGACAGGGTTCTCACGAATGCTGGCATG
AGCTTTTTTGTACATGTCCTCCATCATATCGGGGTTGACTCCATTCTTGATGAAGCGAGA
GAACTGCTTCTTGTAGGCCTCTTCGTCCTCCTCCATCAGGTATCTCATGTACTCAGCCAC
ATTGACGCCCATGATGTGCTTGCGATGGACCTCAGCGTTGAACTCCTTGCTCTCTGTGTC
ATATCCAGGGAAGCGCTTAGTGCTGTGTGGGATAGACAGGCCTCCATCCACAGCCCCCTT
CAGAGCCCCGAAAACCTTGTTGCCCGTGGTGGTTCTAGCAAGCCCAGCGTCCAGGTAGCA
GGTAAAAGCGCCAGGCTGTCCATCAATGCTCTCCACGTTGAATTCATCTCCGGTCACCTC
AACCTGGCCTTCGTACACCTTATCCAGGCCAAATTTATTCAGAAGTCTACGGGCCAGCAG
CAGACCAGTGCAGTAGGCTGCTGCGTAGTTCGTCAAACCCACAGTGACCCCATACTTTGG
CAGCTCGTGAGAGTATGCAGCGCACACAATCATGTCACCTTCAATCTTTGCATAAGCAAT
CTGGCAGACGATGTCCCTGTTGGAGAAGCGGACAATCATCCGATACTTGGGTGTGTTGTA
TTTGTTTTTATCTTGAACAACAAGGCGCTTCCGAGCAAAGAAGTCAGTCTTGCCCTCTCT
CCTTCTCCTAAACTTGACCTGGTACCTTTTGAAGTAGGCCTTGTTCTTGACAACTTTAAC
AAAACCCATTTTGCAGTCTTTTTAGTCTCCTTATAAAGGAGGCCGGAGCCAAAGACTGAA
GATTGACTCCGCTGCACTGGGAAAAGGAAGTTTCACGTGCGCATGCTCGGTAAATGTACT
GTGGCAGGATGGGCCCGGTGGTGTCGTTCGCCCTGTACTGCCCCCGGCCATA
>CL1Contig517
TTTTTTTTTTTTTTTTTTTTTTTTTTTTAATTTTTTTTTTTTTTTTTTTTTTTTTTTTTT
TTTTTTTTTTTTTTCTCAAACACCATTTTATTTGCCGAAAGGAACAGCTTTTCTGAAGGT
GAACCTGAACAGTCAGTGGTTGCCAGCGGCTCCACAGACCACACATGCTCACTTATTGAC
AGAATCACCACAGGGATCTTCAGTAGCCTCCTTTGACTGGACCTTTGCCGTGTTGAGATG
TTTTACCCGTGTGTGGAAACACTGGCTCCTGAGGCTGCCGTGGTTCTGTTGGGGTGTAGC
GGAACTGACTGAACAGCAGCCGCTTCTGGTTGTAGCGAGAACGAGACTTTGAAGCGTACA
CCTGATCCTCCTCACTCACTGGGGTGAAGACGGGCTCGTCCTCATCCTCGCCATCAGATG
AAGAGCTCCAGCTCTCCTGCTCAGCCCCTCCAGACTGACTGCTCTGTGCACCGTACTGCT
GAGAGCCAGAGAAACTGTGGGCTCCCCCAGCAGTGTAGGGGCCACTGTAGCTGCCATAAG
TGCTGGATTGTCCTGTAGGTTTCTGATGGGATGGCTTGGATGGTTCCTGTCCAGAGGACA
TTGCAGTATACCATGTGGCCTCAGAGCTGCCACTGTCTGAAGGACCTCCAGCAGTGTTGC
TGCCATAAGACCAGGGAAAACTGCTGTAACTGTCCAGACCACCAGCTTGCTCAGAGGTTC
CCTCATAGACTGGCTTTGATGGAGCTTGTCCAGAATATGAGCGTGGAAGCCACATGGGAG
AAGGAACACCACTGCCTCCTTGTTGAGGAAAGCAGCTGATGCTTCCAATGAGCAGACAGG
AAATCCACAACACCCTCATTATGCAGCAGATTACTGGACTGATGTAACTCAAAGCTCAGT
CCCCGGCCATAAGGCCCGGGTTAAACGGCGCG
>CL1Contig518
AAACCCGGGCATTATGGCCGGGGGCAGTGTAGCTCAAACACTAAACTCCGCAGGGAGTGT
TGCCTTCCGGCGAGAGTCTTCACAAGTCGTGAACCCCCATTCATACAGAAAATGGAAGAA
GAAATTGCTGCCCTCGTTATTGACAATGGATCTGGTATGTGCAAAGCTGGGTTTGCTGGG
GATGACGCTCCTCGTGCCGTCTTCCCCTCCATCGTTGGCCGCCCCCGGCATCAGGGTGTG
ATGGTTGGTATGGGCCAGAAAGACAGCTATGTTGGTGATGAAGCACAGAGCAAAAGAGGA
ATCCTTACCCTCAAATACCCCATTGAGCATGGTATTGTAACCAACTGGGACGACATGGAG
AAGATCTGGCATCACACCTTCTACAATGAGCTCAGAGTTGCCCCTGAGGAGCATCCAGTC
CTGCTGACTGAGGCCCCCCTAAACCCAAAGGCTAACAGAGAAAAGATGACGCAGATCATG



TTTGAGACCTTCAACACTCCTGCCATGTACGTGGCCATCCAGGCTGTGCTCTCCCTGTAC
GCCTCTGGACGCACCACCGGAATCGTCATGGATTCTGGTGACGGTGTGACCCACACAGTA
CCCATCTATGAAGGCTACGCTCTGCCCCATGCCATTCTGAGGCTGGACCTGGCTGGGAGA
GACCTCACAGACTACCTCATGAAAATCCTGACTGAGAGGGGTTACAGCTTCACTACCACA
GCTGAGCGTGAGATTGTGCGTGACATTAAGGAGAAGTTGTGTTATGTTGCACTGGACTTT
GAGCAGGAGATGGGAACTGCTGCATCTTCATCCTCACTAGAGAAGAGCTACGAACTGCCA
GACGGCCAGGTCATCACTATTGGAAACGAGCGGTTCCGTTGTCCAGAGGCGCTCTTCCAG
CCTTCTTTCCTTGGTATGGAGTCTTGTGGTATCCATGAAACTACCTTTAACAGCATCATG
AAGTGTGATGTTGATATCCGTAAGGACTTGTATGCCAACACTGTGCTGTCTGGCGGTACC
ACCATGTACCCTGGCATTGCTGACCGCATGCAGAAAGAGATCACTGCCTTGGCCCCCACT
ACAATGAAGATTAAGATTATCGCACCTCCAGAGAGGAAGTACTCTGTATGGATTGGCGGC
TCCATCCTGGCTTCCCTGTCAACCTTCCAACAGATGTGGATCAGCAAGCAGGAATATGAC
GAGTCTGGCCCCAGCATCGTCCACAGAAAATGCTTCTAAAGAGACTTTGCCCTCCCCTTT
CTCAAACTCACTGCTCCAAGCCCAAGTGGGCTCTGCATACATGCCTGCACCAACACGCTG
TATGCAAGCCCATGCATCTATTTGTCTCACTTTGGCTATGGCACATGCCCCATGGTGGGG
TAGAAACTGAAGTACAGGGGATCCCAGGCGGTGTGAATTTGAGTAACCTGTCCTTTATTT
TGTTTTTGTTCGTGTAGGTCATTTCAGATGTCTCTGTTCACCATCTTATTTGCCTCTATG
AAGGTTTATTCTCTGGGCTCACTGCTCAACAGACCTGTAGTATTGCTAAATATTTAAATT
GTAATCTAAACTTTTTTTTGTACTTTCAGCCTTAAACAATACTCGAGTTTTGTCATGTGT
AACACAAGGTGTTCACCTAGTGTTGAAGTGTATGAAGGATTGTGCATGGGGTTGAAGCCT
CTAGTGTACACCACAACCCAATAAAGCGCACATTGTCCAANANAAAAAAAAAAAAAAAAA
AAAAAAACAT
>CL1Contig519
TTTTTTTTTTTATTTTTTTTTTTTTTTTTTCAGTAAACACGTTTTTATTCAGTTTGGTAG
CAAAAACAGCACCTCAGGACAACAGTCGGACAAAGTTGGCCTCCTAAGGGGTCAAACCGT
TTCAGTTACAGAACACGCACAGGAAAAACATACACTACCTACTGCAGCAGGCAATCCGAA
GACATTAGTTGACCCACACTTCAGCTCCTTTTCAGTACATTCACATTCCTCTGATGCAAC
ACCTCAGCCCTTCCCGAGTGGGAATGCAGCGGCGTAAACTGTGTGGGTGTGGTTCTTACA
AACGTTTTTCATTTGTTGTTGCAAATTGGCCCAGGTTGAACGTCACTAGTGTTAGTACGG
ACAGTTGGGTCATGTAGTACGGACATGGGGTCTTTGGTCCCTTTAAGGTCTTTGGTGGGG
TTTGGATTATTGCTTGGTGTGTTTTCTCTGGGAGTGGATGGCAAGCTTTTTACTTCAGTG
TTTATTGCTTATTACAAAAGTAGAGGTGGGTGTGAACTGTGAGTACAAAACTACCAGGAA
GGCGGAGGAAATTGTAGCAAGACGGCAGCTACACCGGAAACGTTGGGACCTCAATCCTGA
ATGAGCTCAGAGGACTCAGACACAACTCTGCCGTCCTTGGTCTCGATTGTTTTGATGACC
ACGCTCTTCTTGCTCTGAGTAGTGGTGCTGTAGCCCCCGGCGCTGCCGCTGCTGAAGCTG
CTGCTGCCATAGCCGCTGCCGCTGCCACCGCCGCTGTAGCCGCTGCCGCTACCATAGCCG
CTGCCATAGCCGCTGCCGCTGCCATAGCCGCTGCTGGAGAAGCTGGTGGAGTAGTTGCCC
CTCATCGTGTCCTTGGGGAAACCGCTGTAACTTGTGCTTTGTTGGGAAATGTTGACGGCC
TTGATGCCGTTGGCCAGCCTGTCCTCCTCTCCCTCCAGAAGCTTCCTGTAGGTGGCGATC
TCAATGTCGAGAGCCAGCTTGACATTCATCAGGTCCTGGTATTCTCGGATCTGGCGGGCC
ATGTCCTGCTTGGCTCTCTGCAGGGCGTCTTCCAGGTCCCTGATGCGGCCCTTGGCGTCC
TTCACTGCCAGCTCACCACGCTCCTCCGCCTCTGCGATTTGGGCCTCCAGGTTGGAGCGC
TGTCCCTTGACAGCGTCTATCTCTGATGTCAGTCTCTGGATCATGCGGTTGAGGTCTGCG
ATCTCCGTCCTGGTGGCTTTCAGGTCATTTCCATATCTGCTAGCAGATGTCTGCATCTCT
TCATACTTGGTCTTGTACCAGGACTCTGCCTCCAAACGGCTGCGGTTGGCGATGTCCTCA
TACTGAGCCTTGACCTCAGCCACAATGGAGTCCATGTCCAATATGCGGCTGTTGTCCATC
TCCACAATAACAGAAGTGTCCTTGATCTGGCTCTGGAGCTCACGCAGTTCCTCCTCGTAG
ATCGACCGGAGGAAGTTGATCTCATCTGTCAGGCTCTCCAGCTTGGCCTCCAGCTCCACC
TTATTCATGTAGGCCTCATCCACGTCTTTCTTGATGAGGACAAAGTCATTCTCGCATTCT
GTGCGCTTGTTGATCTCATCTTCATACTTGTTCTTGAAGTCCTCCACCAGACCCTGCATG
TTGAGCAGATCGGCCTCCAGCTTCATCTTCTCGTTGCCCAGGCTGTCCAGCTGTCTGCGC
AGGTTGCCGATGTACGCCTCAAACATGGCGTCGATGTTGGAGCGCGTGGTGGTCTGCTCC
TGCAGCAGGCCCCATTTGGTTTCCAGCATTTTGTTCTGCTGCTCCAGGAATCGGACCTTA
TCAATGAAGGAGGCGAAGCGGTTGTTGAGGGTCTTGATCTGCTCCTTCTCTTGGGTGCGG
ACAATTTGGATGTTGGGGTCAATCTCCAGATTCAGGGGGGCCAGCAGGCTCTTGTTGATG
GTGACGGCGGTGATGGGGACCTGGGAGATGCCTCCGCCGAAGCCCATGCCGTAGCCTCCC
GAACCCCCCATGGAAGAGTTCAAGCCGAAGGCAGAGCTGCTGCTGATTCCACCATAGGCC
GGCATGGCTGCTCCTCCATAGGAACTCCTCACACTGTAGCTCTTGCGGGAGGTAATACCG
CCTGGTCCAGCATAGGAGCTGCTGCTGAAGTTTCTTGGGGCACTTGAACTCCTGAAAGTG
GTGACATTTGACCTGTAAGACATGTTGAAGCCTTTTTTTTTCTTTCTAATGAAGGATTTC
TGGGTTGGTCAGAGCAACTGGCTCGTTCGGTAGCGCAGGCAGACAGGCAGCCCGGGGAGA
GACCAGAGGGTAGACCCC
>CL1Contig520
TGGCCGGGGTCAGCACCGTCACCTTCCAGAGTCCACTCCTGTACGCACACATTGCCGCAG



TCATGTCTGCTGGAGGAGAGAAGTCCAAGTCTGCTTCCCAGACTGATGGGAAAGCTGCTC
AGAGCAAGAAATCGGAGATGGGCATGACGTCCTACAAGATGTGTGTGTACGATCAGGAGA
ACTTCCAGGGCCGCTGCATGGAGATCAATGCCGAGTGTGTCAATGTGTGTGACATGGGCA
TGGACAGGGTGCGCTCCCTGCGCGTCCACTGTGGGCCCTTTGTGGGCTTTGAACAGATGA
ACTTCTGTGGAGAAATGTTCATTTTGGAGAGAGGAGAGTATCCTCGCTGGGACTCCTGGA
GTAACTGTCAGAAGAATGACTACTTGCTGTCCTTTAGACCTGTGCGAATGGACCCTGAGA
AGCACAAGATCTGTCTGTATGAAGTTGGAGAGTACAAAGGTCGCAAGATGGAGATCATGG
ACGATGATGTTCCCAGCCTTTTCTCTTATGGTTTCACAGACAGAGTGGGCAGCATCTTGG
TCAGCTGTGGAACCTGGGTTGGTTATCAGTTCCCTGGCTACCGAGGCAGTCAGTACGTGC
TGGAGAAGGGTGATTACAGGCATTTCAATGAGTTTGGTGCTCGATGCCCTCAGATGCAGT
CTATTAGACGCATCCGGGACATGCAGTGGCATCCACATGGCTGCTACAACTAAAGACCGG
CGAGAAGGAGGGCCACCGGTGGAAAGTGGTCAAACCACGCACAAAGATAGAGGAGGGAGG
TAAAAAAAGTAAAGGTTCCCCTCCAAACGTGTTTTCAGTTTTTCAAGCAGAATATAGGGA
TGACTATACTATGATGCTAACAAGAGAAATCAGAAATCCTAGATTATATAGACTCTCCAT
TTTTGTTCTTCCTGTCTCACTGTCTGTTTGTCAGCTATGGGCTTCTCACCTTCCCCTCTT
CTCCCCCCTCCTCCTTTTCTCCACCTCACATTCTCTCTTTTGTGTTTCACCTACGTCAAC
CATCACGCAACCCATTGGAGCCTGACTGAGGGTGAACAGGTTTAGATTCGAGCTGCTTTG
TGTAAAAAAATGAGACGGAAGAAAGCAACAAAGAGACAACTTGTGGCAAATTATCTGTAC
ACAGGATCTATTGCCAAATCCTCCAACTCCAATAAAGCATCTCATATTCTGCTACAAAAA
AAAAAAAAAAAAAAAAAAAAAA
>CL1Contig521
CCCGGGCCTTATGGCCGGGGATTCAAAATGGCGGCTGCCAGGAGGCTTAAACGTGTCGCG
GTTTCTCAGCCCGGTTTTTTAGGCTTGAAATCTAACGTCAAGCCCTCGGAGCTGGTCAGC
AGCCGAAGAAAACGCGTCAACAAGAACAAGAAAAAAAACTGGAACAGACACAGTGACATC
CATGACGTGGAGGACTTTTTGGAAGACATCAGACATCAGGAGAGGACGACAGGGGGTCTA
CTGTCTGAGAAGCCAGATGACAGCTTGTTCTTTTTGGACGTTGGTCAGACGGATAAAGCT
GGAAATGAAGAAGCAGAACCCGTCAAAGCGGAAAAGGGGAAACGAAGAGTTCAGCGCCCT
CTTAGGATAGACCTGATCCTTCAGCACGACTCCATGGTTCCGGCCCCTAAAAACGTGACG
GCCTACCAGCAGCCAAACGCCAAGAAGCTCCGCCGGATCGCACAGAAGGCAGAGCAGCTG
GCGGCTAAAGGTGTGTTACCACGGCGACAGAGACGTCTGCTGAGCAGGCGGCCCGCAGAG
AAGACGGTGAAGAAGGCGGAGGCCAACAACAACCCCGACAGAGACTTCTACGCCATGTGG
GGAGAAGAAAAAGTGACCGACTCGGCTGATCCCTGGTATCTCCAGCAGACGGGGAAGAAG
CTGGTTCAGCGTCCAGAGAAGCTGAACCAGAAACCGTCTGTGCTCCCAGCTGTGGAGGTC
ATTGCTCCTGGGGGGTCTTACAACCCAGACTTCCTGTCCCACCAGGCGCTGCTCCAGGAG
GCCCACGATGTGGAGGTCCAGAAGCAAAAACAAGAAGACAAACTCCAGAGACAGCTGGCT
TTCCGAAAAGAGGACAGAGCCACAGAGGAGACGATCCTTCACGAAGAAGTTGAAGGCTTG
GTAGAAGATGAGGATGAGGACGAGGCAGCCGCTCCTAACGAGGATGAAGCTAACTCAGCA
CTGGGTGCCATAGCTGTGGCTGCGAAGAAGACAGAGAGGCAGAGAAAGAAGGAGAAAGCA
GAAAAAATGAAGACGCAGCAGCAGCAGGCCAGCAGACGGCAGACGGAGCGGCAGCAGCAG
CTCTTTCAGCTCCGCTCCATAAAGAGCTCCATCAAACAGCAGGAGCTGCAGACCAAAGCC
AGACGGATGAAGAGGAAGGCCAGACAGGAGGCCCAGAAGGCTCTGCCCAGACGGCTCGGC
AGACTCAAGTTCCAGGCCCAGGACCTGGAGGTCCAGCTGAGTGATGAACTGGCTGCATCC
CTGAGACAACTTAAGCCAGAGGGCAGCGTTCTCAAGGACCGCTTCAAGAGTCTGCAGAAG
AGGAACCTCATTGAACCCAGAGAAAGGGCCAAGTTCAAGAGAAGACTCAAGGTCAAATAC
GTGGAGAAAAGAGCCTTTCGACAAATCACATGACTCTGTCAAAATAATGTCAATAAAATC
TCATCAACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL1Contig522
CTTGTGAAGCCTGGCTCAGATGCTGAAGGTTGGGCCGGGTAGCCAAATTCCTCCGTCTGT
TGTTGATAGTTTCCCAGTTCAGCTTCCTTCACAATATTGGAAGTCTCTCCTGACTGGAGG
ACAGGTCCAGCTGGTGGCAGAGGAGGTTGTGGGAGGAGCTCACTGGTACTTTGGGCCTGG
GCATTAGCAGACACTTCCTCAAAGCTTTGTGGAGCAACAAGCCAACTTGATTCTGGTAGT
CCACCTTGGGGTGAACCAGCCTGAGGTGAACCACCAGCATTTTCTACTGGAACAGAATAA
TAAACAGAGCCAGAAGAATACAGATCTTGAGGTGCAGTAGAACTCATGCCACTGAATCCT
GGGTTGGCCTGGACTACTCCCTGGGAGAGACTGGGCCCCATCACAAACTGCATTGGCTGA
GACATCAGTCTTGAAGTGCTATATTGCACAGGTGCAGAATATTCTGAAGCTGCCATTTGA
TGAGCATAGTTGGGTGCAGCATTTGAGCCACTGCTGTGCTGTACAGGAGACTTTGAGCCC
TTAATGGAAGACTCAAAAGAATCGACAACTAGCAAGGCAAGGAGGACACCCCTCAGGAAG
GCCTGACACACCATCTTAATGAAGCTGAGCTGCCCC
>CL1Contig523
ACCCGGGCATTATGGCCGGGGGGGTGACCCCTTCATTGACTTTGACAGGATCTGATCCCG
GGACTGTTGCCTCTGTTCTTGTTTCGTGTGCAGTGTTAGAAAGCAATCATGCCTTTCGGA
AACACCCACAACAACTTCAAGCTCAACTACTCAGTTGACGATGAGTTCCCAGACCTGTCC
AAGCACAACAACCACATGGCCAAAGTCCTGACTAAAGAGCTGTATGGTAAGATGAGGGAC
AAGCAGACGCCCACTGGATTCACTCTGGATGACGTGATCCAGACCGGCATCGACAACCCT



GGTCACCCCTTCATCATGACTGTTGGCTGTGTCGCTGGTGACGAGGAGTCTTATGAGGTC
TTCAAAGACCTGCTTGACCCCGTCATCTCTGACCGTCATGGTGGATATAAGCCCACTGAC
AAGCACAAGACTGACCTCAACTTCGAGAACTTGAAGGGAGGTGATGACCTGGACCCCAAC
TACGTTTTGTCCAGCCGTGTTCGTACCGGTCGCAGCATCAAGGGATACGCCCTGCCCCCC
CACAACAGCCGTGGCGAGCGCAGAGCTATTGAGAAGCTGTCCATTGAGGCTCTGTCCAGC
CTTGATGGTGAGTTCAAAGGAAAGTACTATCCCCTGAAGTCAATGACTGATGCTGAGCAG
GAGCAGCTGATCAGTGATCACTTCCTGTTTGACAAACCTGTGTCCCCCCTGTTGACCTGC
GCCGGTATGGCCCGTGACTGGCCTGACGGCAGAGGCATTTGGCACAACGACAACAAGACC
TTCCTGGTGTGGGTGAATGAGGAGGATCACCTGCGTGTCATCTCCATGCAGAAGGGTGGC
AACATGAGGGAGGTCTTCAGGCGTTTCTGCGTGGGCTTGCAGAAGATTGAGGAGATCTTC
AAGAAGCACAACCACGGCTTCATGTGGAATGAGCATCTCGGCTACATTCTGACCTGCCCC
TCCAACCTGGGAACTGGTCTGCGTGGGGGTGTCCACGTCAAGCTGCCCAAGCTGAGCACA
CACCCCAAGTTTGAGGAGATCCTCACCAGGTTGCGCCTGCAGAAGCGTGGCACAGGTGGT
GTGGACACTGCATCTGTGGGTGGTGTGTTTGACATCTCCAATGCCGACCGTCTTGGATCC
TCCGAGGTGGCGCAGGTCCAGTTGGTGGTTGATGGCGTCAAGCTGATGGTTGAGATGGAG
AAGAAGCTCGAGAAGGGAGAAGCCATCGACAGCATGATCCCCGCCCAGAAGTGAGGAGGG
ACAATCTGGCATTTTCCTTGTGACCTTTTATGTGCAGTCGAGCCAGCTGACAGCGTGCCT
GCAGAGAAAACAGCCGCTCACCTAGAGACTCTTGACTCTGCTAACTCCTTTCCTTCCTTC
CAGCTTTGTTTTTTCTTTTCTCCTTCCTTGTCGTTTTTTCACGTTCCCCTGCGTTGGTCA
GTAACATCCAGGGGGCAGCCTCACTGAGCGGGGCTTGCCTAGCGGACATGGCATCACCAA
CTTTTTGTTATAAGAAGTAACAACTGTTGAATAGGTTCATACTGTTCAATAAAACAGCGT
CCCCTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL1Contig524
ACCCCCCCCCCCTTTTTTTTTTTTTTTTTTTTGCTTATACAAATATTTATTATTCCACAA
GTCTCTTCAGACACGGTTTAGATGATGCCAATCTTGTTTGCAACATCTAAAGCATCGTAA
TCTGGAGCGAGACGAACGTATGCCTTCTTCTCACCATCAGGTCTGATGAGTGTGTTGACT
TTAGCAACATCAATATCATACAGCTTCTTGACAGCGTGTTTGATCTGGTGTTTATTGGCC
TTGACGTCCACAATGAACACAAGAGTGTTGTTGTCTTCAATTTTCTTCATAGCAGACTCT
GTTGTCAAGGGGAACTTGATGATGGCATAATGGTCCAACTTG
>CL1Contig525
GCGTCGGTGGCTTTACAGATACACTTGTAAACCAAGGTGTAGGAGTCATGAATGTCCTCG
CTGTGCTTGTCCTTGCCGTTTTTACTTGGCTGCAATGCCAACCTCTTCTATGCTGATAGC
CCCAAGCCTCAGCTGGAAGTGGTAGCTGATGCTTTCTTGGGATATGTAAGCAAAGCCACC
CAGACTGGTGATGAAACACTGGATATGATCAAGAAGAGCCAGTTTGGACAGGACGTCAGT
GCCCGATTGACAGAAAGTGCGACCTGGCAAAGG
>CL2Contig1
GCACTCCAGCCCAGCCTTCACTGCGGCACAGACGCCCCGGACCTGCTCCTCTTCCTCTCC
TCCCTCTTGGACGTTTTAGTTGGTGCTGCTAAACAGCAAATAAGCGACCATGGATGCCAT
CAAGAAGAAGATGCAGATGCTCAAGCTCGACAAGGAGAATGCCTTGGACAGAGCTGAGCA
GGCTGAGTCAGACAAGAAAGCAGCAGAGGACAGAAGCAAACAGTTAGAGGACGATATAAG
AGAGATGGAAAAGAAATTGCGCACTACAGAAGACGAGCGAGATAAAGTGTTTGAGGAGCT
CCAAACTGCTGAGGAAAAGCTGCTGAGTGCAGAGGAGACTGCAACCAAGGCTGAAAGTGA
CGTCGCTTCCCTTAACAGACGTATCCAGCTGGTTGAGGAGGAGTTGGATCGTGCTCAGGA
GCGTCTGGCCACTGCCTTGACAAAGCTGGAGGAGGCTGAGAAAGCTGCTGATGAGAGTGA
GAGAGGCATGAAGGTCATTGAGAACAGGGCCATGAAGGATGAGGAGAAGATGGAGATCCA
GGAGATCCAGCTGAAAGAGGCCAAACACATCGCTGAGGAGGCCGACCGCAAATATNAGGA
GGTGGCTCGTAAACTGGTCATCATTGAGAGTGACCTGGAGCGCACAGAGGAGCGCGCTGA
GCTA
>CL2Contig2
TCGGCACGAGGGAAGTTTCCTGGGCAATCTGCGGCACAGCTCGGCTCGGCACAGCACGGC
TCCCGGCCATTGTTCGTGTTTGCTCTGAGGAGAACAAAGATCCGGGAATCATGGAGATGG
TGAAGAAGAAGATCCAGAGCCTGCAGCTGCAAGTGGATGAGGCGGAAGACCGGGCGCTGG
CGGTGCAGCGGGAGCTGGACTTCGAGAAGGAACTTCGGGAGAAACTGGTGGAGGAAGAGT
TGGACCGCGCTCAGGAGAGACTGGCCACGGCCCTGCAGAAGCTGGAGGAGGCTGAGAAGG
CTGCTGACGAGAGCGAAAGGGGCATGAAGGTGATCGAGAACAGAGCCATGAAAGACGAGG
AGAAGATGGAGATCCAGGAAATGCAGCTCAAAGAGGCCAAACACATCGCTGAGGAGGCCG
ACCGTAAATACGAGGAGGTGGCGCGTAAGCTGGTGATCCTGGAGACGGAGCTGGAGCGGG
CCGAAGAACGGGCAGAAATATCAGAGCTGAAGTGCAGCGAACTGGAGGACGAGCTGAAGA
ACGTGACCAACAACCTGAAGTCTCTGGAGGCTCAGTCGGACAAATACTCTGACAA
>CL2Contig3
GGTTCGAGGCCGTCTCGGCTCCACCCCCTGCTGACCTGTGCCACGCCCTGCGGTGGTACA
ACCACATCAAGTCCTCCATCTTGTTGGACGTGAAGCCGTGGGACGACGAGACGGACATGG
CGAAGCTGGAGGAGTGCGTGCGCAGCATCCAGATGGACGGGCTGGTGTGGGGACAGTCCA
AACTGGTCCCGGTGGGTTACGGCATCAAGAAGCTGCAGATCAGCTGTGTGGTGGAAGACG



ATAAGGTGGGAACGGACATCCTGGAGGAGCAGATCACAGCCTTTGAGGATTACGTTCAGT
CCATGGACGTGGCAGCATTCAACAAGATCTGACATGTTAATAAAATCATCAAACTGTAAA
AAAAAAA
>CL2Contig4
GTGGAGATCCGGAAATGCAGCTGAAGGAGGCCAAACACATCGCAGAGGAGGCCGACCGAA
AATACGAGGAGGTGGCCCGTAAGCTGGTGATTTTGGAGGGCGATTTGGAGAGGGCCGAGG
AACGGGCCGAGGTCTCAGAAAGTAAAGCCAGCGACCTGGAGGAGGAGCTCAAGAACGTGA
CCAACAACCTCAAGTCCTTAGAGGCCCAAGCTGAAAAGTACTCAGAAAAAGAGGACAAGT
ACGAGGAGGAGATCAAAGTTTTGACTGACAAACTGAAGGAGGCTGAAACCCGTGCAGAGT
TTGCCGAGCGGACGGTGACCAAACTGGAAAAGTCCATCGATGATCTGGAAGAGAAATTGT
CGCACGCCAAAGAGGAAAACGTGAGCATGCACAAAGTCCTGGACCAGACCCTGCAGGAAC
TGAACAGCTTATAAACCCCCCGAGGAGGAGGAGGAGGAGCCAGTCGCCATCATTCCCTTA
AATGTTCGACTCCATTCCACATATGTAAAGCTCCCCACGGAAAGCGGGGTTTTTAACTTA
ATGCTCGTCCCTTAATGTCTTTTTGTTTTTAAGAGTATGGGGGCATGTTTGTTTTTTGTT
TTAACATCCAGCTGTGATTAGATTCTTTCCACTTTGTCACCCGGAGGGGACTAAAGCAAT
AAATCGGCCCAAAGACCCCCCCCCCCCCCCCCCCAAAAAANNCCNTTTTTTNA
>CL2Contig5
TTTTTTTTTNGGACAGTTTGATGATTTTATTAACATGTCAGATCTTGTTGAATGCTGCCA
CGTCCATGGACTGAACGTAATCCTCAAAGGCTGTGATCTGCTCCTCCAGGATGTCCGTTC
CCACCTTATCGTCTTCCACCACACAGCTGATCTGCAGCTTCTTGATGCCGTAACCCACCG
GGACCAGTTTGGACTGTCCCCACACCAGCCCGTCCATCTGGATGCTGCGCACGCACTCCT
CCAGCTTCGCCATGTCCGTCTCGTCGTCCCACGGCTTCACGTCCAACAAGATGGAGGACT
TGGCGATGAGGGCGGGTTTCTTGGCTTTTTTAGCGGCGTACTCGGCCAGACGCTGCTCCT
TCAGCTTAGCGGCCTCCGTGTCCTCCTCTTCATCAGAGCCAAACAGGTCAATGTCATCAT
CATCTTCATCCTTGCTGGCAGCAGGGCCACTGGAGGTGGTGTCCGCTACACCCGTGGGGC
CGTACTGACCCAGAGGCTTTTTCACACCTGGAAGACTGTTCTTCTGGGCCTGGTAGGACT
TGATGTGGTTGTACCACCGCAGGGCGTGGCACAGGTCAGCAGGGGGTGGAGCCGAGACGG
CCTCGAACACGGCTACGTCCGCTTGAGAGGGGACATACCCCTCGATGAAGCTCCGGTCCG
TCAGGAAGTCGTTCAGAACTTTGAGCCCAGACGAAGACTTCAGGTCCCCGAACCCCATGA
CGAAGATGAGCTGCTTCTACCGCGACCAAGAGGAGAAAGAGGAGGGAGGGAGGACGGGAA
ACGCATTTATGCCGGAGCTCTGACCCTCGTGCCGAA
>CL2Contig6
GCAAACGCGCCGCATCCCCAANACTGCGAAGTTTCCGCGGAGGGTTTTTTGTGCACCGAG
TTGAGAAATATTTAGCCGGGCTGAGACAAAATATTTCCCTAAAAAAATGGCCGGTGGCAG
CTCTCTAGAGGCGGTGAAGAAGAAAATCAAGTCGCTGCAGGAGCAGGCCGATGCGGCGGA
GGAACGGGCGGCGCAGCTACAGCGGGATCTGAACCAGGAGAGGAGTGCGAGGGAAGCTGC
TGAGGGAGATGTAGCCTCCTTGAACAGACGTATTCAGCTGGTTGAGGAGGAGTTGGACCG
TGCTCAGGAGCGTCTGGCCACAGCTCTTACCAAGCTGGAGGAGGCTGAGAAGGCTGCTGA
TGAGAGTGAAAGAGGCATGAAAGTCATTGAGAACAGGGCAATGAAGGATGAAGAGAAGAT
GGAACTGCAGGAGATCCAGCTGAAAGAGGCCAAACACATCGCTGAGGAGGCTGACCGTAA
ATACGAGGAGGTTGCCCGTAAGCTGGTGATCATTGAGAGCGACTTGGAACGTACAGAGGA
GCGTGCTGAGCTGTCTGAAGGCAAATGCTCTGAACTTGAGGAGGAGCTGAAAACTGTGCA
GAACAACCTGAAGTCTCTGGAGGCTCAGGCAGAGAAGTACTCGCAGAAGGAAGACAAGTA
TGAGGAGGAGATCAAGGTTCTTACAGACAAGCTCAAGGAGGCTGAGACCCGTGCTGAGTT
TGCTGAGAGATCAGTCGCCAAGCTTGAGAAGACCATTGATGACCTTGAGGATGAGCTGTA
TTCCCAGAAGCTGAAGTACAAGGCCATCAGCGAGGAGCTGGACCATGCCCTCAACGACAT
GACATCCATGTAATTCTCCACATGCCTGACAGTGCTTTGTGCCTTAGATCCTAACTGATG
TAGCAATAGCTCCCTCTTGTGGCATGTTTGGGGTGTGTGGATTTATTCTCAGCTCAACTG
TAGATTTTTTAAAATTCATCTTTGCTGCTTGATTTACTATGATTTGAAAATAAACCAATG
GTGCTCTGAGANAAAAAAAAAAAAAAAAAAAAAAA
>CL2Contig7
TTTTTTTTTTGAAAGTTACAAACGTTTTATTGTCTTAAAAAGATAAACAAGTTTTTAGTG
AAATGAAAAAAAGTTTTAAAACGTTCAGACATCTGCTTAACTGAGGGTTACGACCACTTC
AAAATAAAAGCTGGATTATGGACAGGAGGTCCAGGAGGTCCCGGAGGTCCAGGAGGTCCA
GGAGGTCCTGGTCTAAAGAAAAGTGCTGCTGAATTAAAGCTGTTGATGCGAACACCCGGA
GGTTAAACCACGCCTTCACTGCAAACGAAGCTCCTCCCCCTTCCTCCTGATCTCAGATCA
GCTTAGTCACTGGCCAAAGCGCCACCTACAGGCAGCAGCCAAACTGCACCCGGCAGCAGT
AAATTGTTCATAAATTCGTTGAAGTTAGCGTTGTTGTTTCCACGGCGACGACTCTGGGGT
CAAATCAGGACACTGGACACCGGCACCCGGGTGGAGCGGCCGCTCTTCGGGACAACGATG
GGCTCGTCCTCTGTGGGGGCGTAGTTCTCTGCGCGGTTACGATCTTTTTCGATGAAGAGG
GCGGTGGCCAGGAAGAAAGCCCCGCCCACCACAGCCACGAAGGAGCAGAGCAGCAAGGAC
AGCTGCAGGGAGCGGAACTGCCAGAGGAAGGAGTCCGTCTTCCTCATGTAGTCTGACACC
ACTCCTATCAGGTACGGACTTCCAGCGTCTCCCAGCAGGTGCGACAGGACGATCTGCACA
GCCTCGGCCGTGGCGCGGCGTGTCCCTCGTGCCGAATTCGGCACGAGGCTGAGAAGTACT



CACTGAAGGAGGACAAATATGAGGAGGAGATCAAAGTCCTCACT
>CL2Contig8
CATGTTTTTATTTAGTTTGTACAATAAGATGAGAGTTTTCTGAAGAAGATTCATACAAAT
GCCGAGGACAGTTTGAGTAAAGAAACTCAAAAATGATGCTTTAAACCCTTGAATGACACA
GAAAACATGGGTTTAGGGATCTGAGACATCTACAGCTTCTTTATTGGCATAAGCAGTTTG
AAAACTGAAGTCCTTAAAAACAGTTTCTTGTCTGATCCCTCAACAAGAGCAATCGGGTAG
ATTTCAGGTTAAACAACCAATTCCTTTAAGTAGAAGAAGAGATCGTGAGCTCTACTGATT
GTCAAAGTCAGAATCATTAGCTGCTTGGTTACTTCATGCAAAGAGATTACAGTGCAGGTT
CAGGTGTGACTGCTGACTGGCAGGTAGAGGTGAATGTGGCCAACGCTGCGTGTCAAAGCC
TCTGCATGCGCAGACAAACGCTGAAATCATCCTAGAACTGTGGATGAAGCTGCTGATCCT
GCATGTTCTGAGCAAGCTTTATAACATTTCTTTGGGTTTCAAGCACATTGGCTTGACTCA
TTTCAACAATTCCCTTTTTACATTATTAGTTTGTTTTTGTTTTTTAACTTTTGGGACACC
TGCCAATTCTTTGCTCATTTGAGGCGTTGGAACAGAAATTGGGGATCATCCGTGGTGTGC
AAGGAGATGCAGGGGAGTCGTCTTCCTCCTCTACTCGTCATCCTTGTCTTTGGCTCCGTG
TTTGAGGATGCGGGTGAACTCGGCGTAATTGAAATTTCCCTTTTTATCGATAGGTGCCTC
CCGAAACAGCTCGTCCACCTCTTCATCTGTGAAGCGATCGCCCATCGTGGTCAGCAGCTC
TCTCAAGTGGTCCTCGTGGATCACGCCTGATCCTTCCTCGTCAAAGCAGGCAAAGGCGTT
GCGGATGACGTCCTCTGGGTCTGTCCCGTTCAGCCTCTCCCCGAACATTGTGAGGAACAT
GGTGAAGTTGATGGGTCCCGGTGCTTCACTCATCATTCCCTCCAGGTATTCATCAGAGGG
GGTTCTTACCCAGAGAGGCCAGCATGTCATTTTTTTTTTACACAGAAGGAAGGATGTTTA
TTTCTTACACAACGCAGAAAGTTTCTAGGACTCTGTACAAGTGATGGGATGCAACGGGCA
TGAGGAGGAAAGAAAGGCAAAGCACAGAGGGAAGGCAGAGTGGACAGAAGGTTGGAGAGA
GCAGACAGACGCTGCTCAGCCCACAGGAGGCGTCTTTGATGAGGTGTAAACAAATTATAT
GGAAGTCATGTCGTTGAGGGCGTGGTCCA
>CL2Contig9
TAACTTTAATGTTGGGAGATGCAGTGGTCCCATAGAAGGCGTTATGTTGATGATACAGTA
TAAAAATGCAATGATTCAGGTTGAAACAGCCGAACAAGCAGGATGGGTTCAGATGACAGC
TACCGGCGTTTTTTACTTCAATCCAAGAGGTTTTTTTGTTTTTAATTCTTGCCATGTTGT
TGACTTTTCTATATTTGATGCGGATCCGTGTCTGAAACAATGACTGACTATGATGAAGAA
CGTAGACAGCAGAGTAAACCCAGATGTCAGTCATGTGAGCAGACTGTCTGAATGCTTCAA
CACTGCAGGTCTTTAGCATGATGGGAGCTTCTAACTTGGTCATTTTGATGGGCAGACTGC
TTATCTTTAATCAAAACAAAAGGAAATGTAGGTTAATCTTTAAGCATTGGTATGGGTTCC
TTTTCTTTTGGGACCTCTAACATGATCAGTTTTAGGCCTTAACTCATCAATAAGTCCCCT
CAAAGCCTGAATCTGGAGAAACTGTGGTGTGTGTTGGAGGAAGCCGCGGGTTCCTGCATG
CAGAGCTCTTTCATGGAGGCTCAACGCTGCACCCATGGTGCACAGAAGATGAAGAGCACA
CCTCGCTCCTCATCGTCCCCACTAGCAGCAGCAGAGTTAAGGCCGACATCATCAGCAGCT
TTATTTGTGCTCAGTTTGGTCTACAACCGTTTCCAACACAGAAATGGAAACGGCACGGAC
CCCAAACCATTTTCATCAAAAAGAAGAGAAACAAAAGGAAACAAATGGGTATAAAAGGGG
CTATTTGTGTTTACCAGGTAAAGGAGAAATGATCAAGAAGTAAAAAAGTCTTTTACAAAA
AGAGAGCCGTTTTTTTTTTGTTTTTCTTTGCTGTCAATCGCTTCTCTCGGTGCTTCACAA
GCAGTTGAGTTCCTGCAGCGTTTGGTCCAGGACTTGTTGCATTTCCATGTTCTCGTCCTT
TGCGTGTGATAGGCATTCTTCCAAGTCATCTACGGCCTTTTCCAGCTTCGCCACGGTTCT
TTCTGCAAATTCCGCTCGGGTTTCCGCCTCCTTCAGTCTGTCATTCAGGACTTTGATCTC
CTCCTCGTATTTGTCTTCTTTGTCAGAGTATTTGTCCGACTGAGCCTCCAGAGACTTCAG
GTTGTTGGTCACGTTCTTCAGCTCGTCCTCCAGTTCGCTGCACTTCAGCTCTGATATTTC
TGCCCGTTCTTCGGCCCGCTCCAGCTCCGTCTCCAGGATCACCAGCTTACGCGCCACCTC
CTCGTATTTACGGTCGGCCTCCTCAGCGATGTGTTTGGCCTCTTTGAGCTGCATTTCCTG
GATCTCCATCTTCTCCTCGTCTTTCATGGCTCTGTTCTCGATCACCTTCATGCCCCTTTC
GCTCTCGTCAGCAGCCTTCTCAGCCTCCTCCAGCTTCTGCAGGGCCGTGGCCAGTCTCTC
CTGAGCGCGGTCCAACTCTTCCTCCACCAGCTGGATGCGGCGGTTCAGAGACGCCACCTC
CCCCTCCGCTTTCTCCCGAAGTTCCTTCTCGAAGTCCAGCTCCCGCTGCACCGCCAGCGC
CCGGTCTTCCGCCTCATCCACTTGCAGCTGCAGGCTCTGGATCTTCTTCTTCACCATCTC
CATGATTCCCGGATCTTTGTTCTCCTCAGAGCAAACACGAACAATGGCCGGGAGCCGTGC
TGTGCCGAGCCGAGCTGTGCCGCAGATTCCCAGGAAACTTCTTCCCAGTCCGTCTCCCTT
CGGCAGGAAATCAGGGACGTGCGGGGCGGAAT
>CL2Contig10
GTTTGATGATTTTATTAACATGTNGATCTTGTTGAATGCTGCCACGTCCATGGACTGAAC
GTAATCCTCAAAGGCTGTGATCTGCTCCTCCAGGATGTCCGTTCCCACCTTATCGTCTTC
CACCACACAGCTGATCTGCAGCTTCTTGATGCCGTAACCCACCGGGACCAGTTTGGCTGC
AGAACCAGAAACAAAACTCTTAAGGTTCTGTCGATGCAGCGATTGTGGTCTGAACTAAGG
GTTCTGCAGGGTCAGGGTTCTGAGTGTGCATCAGACTTCAGTCGAAAGATGGTGAGTAAA
TCATCATCTCTGCAGATCCGTGACTCTGACCAACGACCCATCGGTTCCTTACACTGTCCC
CACACCAGCCCGTCCATCTGGATGCTGCGCACGCACTCCTCCAGCTTCGCCATGTCCGTC
TCGTCGTCCCACGGCTTCACGTCCAACAAGATGGAGGACTTGGCGATGAGGGCGGGTTTC



TTGGCTTTTTTAGCGGCGTACTCGGCCAGACGCTGCTCCTTCAGCTTAGCGGCCTCCGTG
TCCTCCTCTTCATCAGAGCCAAACAGGTCAATGTCATCATCATCTTCATCCTTGCTGGCA
GCAGGGCCACTGGAGGTGGTGTCCGCTACACCCGTGGGGCCGTACTGACCCAGAGGCTTT
TTCACACCTGGAAGACTGTTCTTCTGGGCCTGGTAGGACTTGATGTGGTTGTACCACCGC
AGGGCGTGGCACAGGTCAGCAGGGGGTGGAGCCGAGACGGCCTCGAACACGGCTACGTCC
GCTTGAGAGGGGACATACCCCTCGATGAAGCTCCGGTCCGTCAGGAAGTCGTTCAGAACT
TTGAGCCCAGACGAAGACTTCAGGTCCCCGAACCCCATGACGAAGATGAGCTGCTTCTAC
CTCGTGCCGAATTCGGCACGAGGCAAGATGCCAACCAAGAAGTCCAAGACCAGAAAGCTC
CGAGGACATGTGAGCCACGGACATGGTCGTATCGGCAAACACAGAAAGCATCCTGGAGGT
CGTGGTAATGCTGGTGGCCTGCATCACCACAGAATCAACTTTGATAAATACCACCCAGGT
TACTTTGGTAAGGTGGGTATGAGACATTACCACCTGAAAAGGAACACAACTTACTGCCCC
ACCATTAACCTGGACAAGCTGTGGACCCTAGTCAGCGAGCAGACCAGGGTCAACTATGGC
AAGAAGCCAGACGGACCTGCCCCTGTCATTGATGCTGTTCGCGCTGGCTACTACAAAGTT
CTGGGCAAAGGCAAGCTTCCCAAGCAGCCAGTGATAGTCAAGGCCAAGTTCTTCAGCCGG
CAGGCCGAGGAGAAGATCAAGGCGGTGGGAGGAGCCTGCGTGCTGATGGCATAACGCTCC
TTTCCATGTGGTTTTTGAAAAAGAATAAACTGTATAAATGGAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAANCAAAANNNNNN
>CL2Contig11
AGGTGAAAAGAAAATGTTTAATTAATATAAACTACAATAAAATATAGGTATATTGTACAG
TAAATTAAATATTTTGCGTTTACAAAATATCTAGTTTAACAAATGTATTGAAGAAACTAT
AAAACTTGAACTGAGTTGTCTTTCCAGAGCCACCGTAGTTCTTTTTGCTGAACAGATTCA
TGAATTCTGATTGGTTGTTGCTGTCAGAGGAAATCTTGACTTCTGGGTTCTGAAAAATTC
TTCTTGATGAGTTCCTTTCGGGCCATCAAAGCATCAGAGCTGGTTTCTGCTGTCAACTGC
TTTCCTGAGTAGAGAGACTCTGCTTTTCCTGCTCTAGCCGGAGGAGGGACGGAGAACTTC
AACGCTATGTTGTGCAGCACGCTGCACGCCTTGATGGTGTTCAACTTTTTGTTCAAAGAG
CCCTCCTCTGTGAAACCGAGTTGCATCAGACACCTGAACCGCCGTTTCAGCAGGTCCAGG
GTTTCTTGCATGACGCTGAGCATCTTGGCGTGGGCCTCGTTGAACAGGACTTCCTCGTTG
GTTTCAGGTTTGGCCACAGCAGTCAAAATATGTTTCCCCAAGAGGTAACCTGACCCAGCG
ATTAACCAGTACGGTCCGTGCAGATCCTCCTCCACCTCCCTGCCTTTGAATGAGGACTCC
CAGAGTTCCTGCTCCGAAGTGCTCCCTACGCAGCATTTCTCCACACTCAGGATGTTGCCC
TGGGAATCGCATATGAACTGGCTCACCACCGACGTGAAGCCCTGCGCGTTGATGAAGGAC
TTAAAGAACTCCTTCTCATACGGAGAAGCCCTGATCTTAAACTGGGCAGGAGCCATGGCT
CCCAGGACGTTGGGGATTTTGCAGAACTCTTTAATGACGGCGGCGTTTTGATTTCTGGTT
GTTTTTATTTGCAGTTCTTTACATCTTAGAAAAAGAATCCAAGGATTTTGCCTCCTGTGT
GTTTCCGTCTGGCCTCTTCGTGGTCCATGATGCCGGCTGAGGTGGTCAGCACAATGTACC
CAAACTGTCTTGAGGGCAGCAGGTTGTTCTGCCACTTCTCCAGATCCTTGAGCTGAAGAT
CAAAACGTGGGCTGATCACGCCACACTTGTTCAGCCTGCCTGTGAGATTGACGACAATTT
TTCCAGCTCTATGGTCGTCGATGATCTCAAACTCACCAATGTAACCGTGCTTCATCATGA
CGGTTAGGAAGCGCACTATAACCTTGGAGCACGGCCTGATGAGGACCTGGCGTTTCCCCC
C
>CL2Contig12
TTCGGCACGAGGGCACTCCAGCCCAGCCTTCACTGCGGCACAGACGCCCCGGACCTGCTC
CTCTTCCTCTCCTCCCTCTTGGACGTTTTAGTTGGTGCTGCTAAACAGCAAATAAGCGAC
CATGGATGCCATCAAGAAGAAGATGCAGATGCTCAAGCTCGACAAGGAGAATGCCTTGGA
CAGAGCTGAGCAGGCTGAGTCAGACAAGAAAGCAGCAGAGGACAGAAGCAAACAGCTGGA
GGACGACTTGGTGGCCCTGCAGAAGAAGCTAAAAGGAACAGAAGATGAGCTGGACAAGTA
CTCCGAGGCTCTTAAAGATGCCCAGGAGAAACTTGAGCTGGCTGAGAAGAAAGCCACCGA
CGCTGAAAGTGACGTCGCTTCCCTTAACAGACGTATCCAGCTGGTTGAGGAGGAGTTGGA
TCGTGCTCAGGAGCGTCTGGCCACTGCCTTGACAAAGCTGGAGGAGGCTGAGAAAGCTGC
TGATGAGAGTGAGAGAGGCATGAAGGTCATTGAGAACAGGGCCATGAAGGATGAGGAGAA
GATGGAGATCCAGGAGATCCAGCTGAAAGAGGCCAAACACATCGCTGAGGAGGCCGACCG
CAAATATGAGGAGGTGGCTCGTAAACTGGTCATCATTGAGAGTGACCTGGAGCGCACAGA
GGAGCGCGCTGAGCTATCAGAGGGGCGCGCTCGGAGAGTGGAGGAGGAGCTAAGAGTTTT
GGAGCAAAGCCTGAAATCACTAAGCTCCACGGTTACCCAGGTACTAAAGCAAAACTAACA
CACTCTTTTTAGAAGCTGTTGTGATTCTTAGTTCTGCTGCCTCTTCTTTACTTCTCCTGC
TGGCTTCTTTCCCTCTTGTATTCCAATGATATCCTGCCTGACGTTGCTTGGCGCTGTGCA
ACAATTCCATATTTGAATGTTAAATCAACCCCTAAATTATAGTTTGCCGTCACTTTCCTG
CTCTGTTAAGGTACCTTTAGAGATGTCGGGCCTTCCTTCTTGTTCATTCCTGGTAGTTAT
TATCTATTTTGTTTCCTCTCCCTCTTTCTCACCATCCATCATCCTTTGGATCTGTATCTG
CTTATCCGTCCTTGTTGCCCCTCCCATTGCCCTTCTGGGTGTCCTTGGCAACCTCTTCCT
CTTGTCTAAAACACCAGCAAATGCTCTGAGCTTGA
>CL2Contig13
TTCGGCACGAGGAGCAGCTCATCTTCGTCATGGGGTTCGGGGACCTGAAGTCTTCGTCTG
GGCTCAAAGTTCTGAACGACTTCCTGACGGACCGGAGCTTCATCGAGGGGTCCAGTCCTG



AGCTGCTGTGTCTGGAGTTCTGTGGAGGTATGTCCCCTCTCAAGCGGACGTAGCCGTGTT
CGAGGCCGTCTCGGCTCCACCCCCTGCTGACCTGTGCCACGCCCTGCGCTGGTACAACCA
CATCAAGTCCTACCAGGCCCAGAAGAACAGGTGTGAAAAAGCCTCTGGGTCAGTACGGCC
CCACGGGTGTAGCGGACACCACCTCCCAGTGGCCCTGCTGCCAGCAAGGATGAAGATGAT
GATGACATTGACCTGTTTGGCTCTGATGAAGAGGTGAGGCTGCAGTCTTAGCCAGGTCTT
CATCACTTCCATCTCACCTGTGTGATTGTGGTCCGGCAGGAGGACACGGAGGCCGCTAAG
CTGAAGGAGCAGCGTCTGGCCGAGTACGCCGCTAAAAAAGCCAAGAAACCCGCCCTCATC
GCCAAGTCCTCCATCTTGTTGGACGTGAAGCCGTGGGACGACGAGACGGACATGGCGAAA
CTGGAGGAGTGCGTGCGCAGCATCCAGATGGACGGGCTGGTGTGGGGACAGTCCAAACTG
GTCCCGGTGGGTTACGGCATCAAGAAGCTGCAGATCAGCTGTGTGGTGGAAGACGATAAG
GTGGGAACGGACATCCTGGAGGAGCAGATCACAGCCTTTGAGGATTACGTTCAGTCCATG
GACGTGGCAGCATTCAACAAGATCTGACA
>CL2Contig14
GTCGAGCTTGAGCATCTGCATCTTCTTCTTGATGGCATCCATGGTCGCTTATTTGCTGTT
TAGCAGCACCAACTAAAACGTCCAAGAGGGAGGAGAGGAAGAGGAGCAGGTCCGGGGCGT
CTGTGCCGCTTTTTTTTCTGGTTGTTTTTATTTGCAGTTCTTTACATCTTAGAAAAAGAA
TCCAAGGATTTTGCCTCCTGTGTGTTTCCGTCTGGCCTCTTCGTGGTCCATGATGCCGGC
TGAGGTGGTCAGCACAATGTACCCAAACTGTCTTGAGGGCAGCAGGTTGTTCTGCCACTT
CTCCAGATCCTTGAGCTGAAGATCAAAACGTGGGCTGATCACGCCACACTTGTTCAGCCT
GCCTGTGAGATTGACGACAATTTTTCCAGCTCTATGGTCGTCGATGATCTCAAACTCACC
AATGTAACCGTGCTTCATCATGACGGTTAGGAAGCGCACTATAACCTTGGAGCACGGCCT
GATGAGGACCTGGCGTTTCCCACGCTTCTCTGCATTGTTGATGCTTTTCAGAGCATCTGC
AAGAACGTTCATGCGCACCATGATGCCGGTTTTGCCCTCGTGCCGAATTCGGCACGAGGG
TGGAATGCAGGGTCTTCCACGTCCTCCCCCTGGTCCTCCTGGCCCCCCTGGTCCCGTAGG
ACCACCCCCTCCTGGCCAGGGTCTACCCCCACCCCTCGCAGGTCCTCCTAATCGTGGAGA
CAGACCTCCTCCTCCTCCTGTTCTCTTCCCTGGCCAGTTTGGTCAGCCTCCACTGGGACC
TCTTCCCCCAGGCCCTCCTCCTCCAGGGTATGGNCCTCCTCCTGGCCCCCCACCTCCTCA
GCAAGGCCCACCTCCTCCGGGACCCTTTCCTCCTCGCCCTCCGGGCCCTATTGGACCACC
ATTGGNCTTTGGCCCCCACCTCCACATTTGCCGGGGCCCCCC
>CL2Contig15
TTTTTTTTTTGGACGTCAGCAGGATTTTAAGTCTTTATTACAGAAAGGACAGGATCTTCA
GTTAAAATCAGAAAACACTGCAGGTAGAGGTGTGGAAGCAATGTTTTACCTTTTGGCAAA
AAGAAATACATGTAATAGAGAGGCTGTCCTGTGTTTAGAAGTCTGTCAGCCAAAGACACA
GAGTGAAACGGTGGAAAGCAGCAGAGGAGAGTGGAGGTGGAGGTGCAGACAGCAGGAAAA
CATCTACAGTGTTGTCATGTCGTTGAGGGCCAAGTCCAGCTCCTCACTCAGAGCCTTGCC
CTTCAGCTTCTGAGAATACACTTCATCTTCCAGATCATCAATGGTCTTTTCCAACTTGGC
CACGGATCGTTCAGCAAACTCTGCGCGGGTCTCAGCCTCCTTTAACTTTTCAGTGAGAAC
TTTAATTTCCTCCTCATATTTGTCCTCCTTTTGGGAATACTTTTCTGCCTGGGCTTCCAG
TGACTTCAAGTTGTTGGTGACATTTTTCAATTCTTCCTCGAGGTCACCTGATTTAGCCTC
GGCCACCTCTGCCCTCTCCTCTGAGCGCTCCAGATCTCCCTCCAGAATCACCAGTTTACG
TGCGACCTCCTCATATTTGCGGTCGGCTTCCTCAGCGATGTGTTTGGCCTCCTTCAGCTG
CATTTCCTGGATCTCCATCTTCTCCTCATCTTTTGTTGCTCTGTTCTCAATGACCTTCAT
CCCTCTCTCGCTTTCATCGGCAGCTTTTTCCGCCTCCTCCAGCTTCTGCAGAGCGGTGGC
CAGTCTCTCCTGGGCTCGGTCCAGTTCCTCCTCAACCAGCTGGATGCGCCTGTTCAGGGA
CGCCACTTCAGCCTCAGCGTCTGCTGCTTTTTTCTCGGCTTGCTCCAGCTTCTCCTGGGC
ATCCTTCAAAGACTCTGAGTATTTGTCCAGCTCGTCTTCAACCCCTTTGAGCTTCTTCTG
CAGGCCCAGCAGCTCCTCCTCCAGCTGCTTGCACTTGTCCTCTGCTCCCTTCTTGTCCAC
CTCAGCCTGCTCCGCGCGGTCGATGGCGTTCTCCTTATCCAGCTTCAGCATCTGCATCTT
CTTCTTGATGGCCTCCATGGTTCCTTCTGGGTTTTCTCAGCAGAACTAGCAGCGGGTTCT
GTGGGTCTCGCTCGGGGTCAGGGCGGACGGGCTTGCGCTGTGGACTGGACCGCACGGCTC
CGGAGGCGCTCGTGGACAGGACAGGACAGGAATTCCC
>CL2Contig16
AAAGGAGCGTTATGCCATCAGCACGCAGGCTCCTCCCACCGCCTTGATCTTCTCCTCGGC
CTGCCGGCTGAAGAACTTGGCCTTGACTATCACTGGCTGCTTGGGAAGCTTGCCTTTGCC
CAGAACTTTGTAGTAGCCAGCGCGAACAGCATCAATGACAGGGGCAGGTCCGTCTGGCTT
CTTGCCATAGTTGACCCTGGTCTGCTCGCTGACTAGGGTCCACAGCTTGTCCAGGTTAAT
GGTGGGGCAGTAAGTTGTGTTCCTTTTCAGGTGGTAATGTCTCATACCCACCTTACCAAA
GTAACCTGGGTGGTATTTATCAAAGTTGATTCTGTGGTGATGCAGGCCACCAGCATTACC
ACGACCTCCAGGATGCTTTCTGTGTTTGCCGATACGACCATGTCCGTGGCTCACATGTCC
TCGGAGCTTTCTGGTCTTGGACTTCTTGGTTGGCCCTCGTGCCGAATTCGGCACGAGGCA
AACAGCTGCCAAAAAAACTTTTATTCAGTTAATACCAGATGCTGCATAATCTTCTGGTAG
GACAAACAAACCACTCTGCAGGTTTGAACCAGACACCGAGTCAAACAACAACAGCACCAG
AAAGCAAATAGTTAGTAAACACAGTTTACAACGAGAACAATGGTAGTTTCTACACACGGA
TCAGAGAGGAAAATAATCAACCGGTAACAGTCAGTGGGACTCTTCTCGTGTGAGAAAAAT



CCTCTTGTATTGATAAAATTCATCTGAAATACTGTAGAAAGAACAGAAGAAAACACTGGT
GCAATAGAGAATACAGATCGTCAAAGAACAGATAGATATTGCAAGTTATATGTGTCTGAT
TTTAAGAAGCAGGTTTAGTTTGATAGATTGTTGTGCAGAAAGAGAACATTCAGTTCAAAC
ATGGCTTGATGTGCGAGGTCCAACAAAAACAAACAGCAAAAAAAAATCCCAAAAGACTCA
TTTGGGATAAGAAAACCCGCTTTGGGAAGCTGAATTCCCTGCTGAGGTGGAAGAAATGGG
CGATAACGAAGAAAGCCTCGTGCGATAAGGCGGGAGTGGGAAAGAGGGTCACTAAAGAAC
CTCTGAAGCTACGTCCACACCGGGCTCGGTTACACACCTTCAAACGACCACTCCCAATGA
AACGTCCAAGCAAACGTGCGTACATAAGTGACTTTCAAGTTTTGAAGTCTGTTTTCGGGC
TCTACGCCCCAAACGTGCATCCATTGAACCTGCGTTGAAAGTGAAACCAGGTCAAACCTT
TGACCAATCAGGGACTTGGATTTTGTTGTGACGTACGGATGGCGTCCTTTTTTTTAGTTT
ACGGCACAGGATTAGTGAGATTTGCACCGCTTCATCTTTTGGCAACAAGCTTCTTCCAGT
TTCTATGGAGTAGTGACCGTCCGGTGTGAACACGGTACGCTGAACGCGCATTCAAGAGAG
GCGGCTTAGCGCGCTCTTGAACGCGTGTCACACGCCCAGGGAGTACGTAGCATAAAGGTC
AAAGTGGAATGTGGTTCCTAAGTATTCAGACACATCTACTTCCTCCCAGTTTCAAGCTTG
AACTAAAACGTGGTTTTGTTTAATTAGTCAGCAGACTC
>CL2Contig17
TCGGCACGAGGCTCTGTTTCTGCCTTTCTGTCTCCTTCTCTTCCACTGCCTCTGTGCAGC
TTTGCTGGACCCAAACTCACTCCTGCAGCACCAACTTCCACTTCTCAGCACCTCAGGAGG
CAAACGAGTGGTCGACCAAACTACGCTGACATCATGGAGGCCATCAAGAAGAAGATGCAG
ATGCTGAAACTGGACAAGGAGAACGCCATCGACCGCGCAGAACAAGCAGAGACGGACAAA
AAGGCAGCAGAGGACAAATGCAAACAGCTGGAGGAGGAGCTGCTGGACCTTCAGAAGAAG
TTGAAGCAGACGGAGGACGAGCTGGACAAATTCTCTGAGGGCCTTAAAGATGCGCAGGAG
AAACTGGAGCTGGCAGAGAAGAAAGCTGCAGACGCTGAGGGGGATGTAGCGGCTCTGAAC
CGTAGGATCCAGCTGGTGGAAGAGGAGTTGGACCGCGCCCAGGAGAGGCTGGCCACAGCG
CTGCAGAAGCTGGAGGAGGCGGAGAAGGCTGCAGACGAGAGCGAGAGAGGGATGAAGGTG
ATAGAGAACAGAGCCATGAAGGATGAGGAGAAGATGGAGATCCAGGAAATGCAGCTGAAG
GAGGCCAAACACATCGCAGAGGAGGCCGACCGAAAATACGAGGAGGTGGCCCGTAAGCTG
GTGATTTTGGAGGGCGATTTGGAGAGGGCCGAGGAACGGGCCGAGGTCTCAGAAAGTAAA
GCCAGCGACCTGGAGGAGGAGCTCAAGAACGTGACCAACAACCTCAAGTCCTTAGAGGCC
CAAGCTGAAAAGTACTCAGAAAAAGAGGACAAGTACGAGGAGGAGATCAAAGTTTTGACT
GACAAACTGAAGGAGGCTGAAACCCGTGCAGAGTTTGCCGAGCGGACGGTGACCAAACTG
GAAAAGTCCATCGATGATCTGGAAGACGAGCTGTACGCTCAAAAGCTGAAGTACAAGGCC
ATTAGTGAGGAGCTGGACCATGCTCTCAATGACATGACCTCTCTGTAGACCTGCTCTGGT
CCTCGCCGCTCTGCGCCGCTCTGTCATTCACTCTGGGCTTATGCGCCTTCTGCCCACCCG
GCTGTATGAAAGGACTGAATAAAACGTT
>CL2Contig18
TTCGGCACGAGGAAACCGGCATCATGGTGCGCATGAACGTTCTTGCAGATGCTCTGAAAA
GCATCAACAATGCAGAGAAGCGTGGGAAACGCCAGGTCCTCATCAGGCCGTGCTCCAAGG
TTATAGTGCGCTTCCTAACCGTCATGATGAAGCACGGTTACATTGTGTGGCGTGATCAGC
CCACGTTTTGATCTTCAGCTCAAGGATCTGGAGAAGTGGCAGAACAACCTGCTGCCCTCA
AGACAGTTTGGGTACATTGTGCTGACCACCTCAGCCGGCATCATGGACCACGAAGAGGCC
AGACGGAAACACACAGGAGGCAAAATCCTTGGATTCTTTTTCTAAGATGTAAAGAACTGC
AAATAAAAACAACCAGAANAAAAAAA
>CL2Contig19
CTTGAGGCAAACTTTCCAGTAGCCTTGCCTGCCTTCCCTTCCAGAGCTGACGGACAACAG
GAGACAGAAGGACTCCCTAACTCAAACTCCTGCCTGAAACCAAGATCTACAACCAGACGC
AACCATGTCCAGCAAACGCGCCAAGGGAAAGACCACCAAAAAGCGTCCCCAGAGGGCCAC
CTCCAACGTCTTTGCCATGTTCGACCAGTCCCAGATCCAGGAGTTCAAAGAGGCCTTCAA
CATGATTGACCAGAACAGAGACGGCTTCATCGATAAGGAGGATCTGCATGACATGCTGGC
CTCTCTGGGTAAGAACCCCTCTGATGAATACCTGGAGGGAATGATGAGTGAAGCACCGGG
ACCCATCAACTTCACCATGTTCCTCACAATGTTCGGGGAGAGGCTGAACGGGACAGACCC
AGAGGACGTCATCCGCAACGCCTTTGCCTGCTTTGACGAGGAAGGATCAGGCGTGATCCA
CGAGGACCACTTGAGAGAGCTGCTGACCACGATGGGCGATCGCTTCACAGATGAAGAGGT
GGACGAGCTGTTTCGGGAGGCACCTATCGATAAAAAGGGAAATTTCAATTACGCCGAGTT
CACCCGCATCCTCAAACACGGAGCCAAAGACAAGGATGACGAGTAGAGGAGGAAGACGAC
TCCCCTGCATCTCCTTGCACACCACGGATGATCCCCAATTTCTGTTCCAACGCCTCAAAT
GAGCAAAGAATTGGCAGGTGTCCCAAAAGTTAAAAAACAAAAACAAACTAATAATGTAAA
AAGGGAATTGTTGAAATGAGTCAAGCCAATGTGCTTGAAACCCAAAGAAATGTTATAAAG
CTTGCTCAGAACATGCAGGATCAGCAGCTTCATCCACAGTTCTAGGATGATTTCAG
>CL2Contig20
CTGATATTTGACAGGGCAGAGCCAGACGGAGCTCGCACTCCAGCCCAGCCTTCACTGCGG
CACAGACGCCCCGGACCTGCTCCTCTTCCTCTCCTCCCTCTTGGACGTTTTAGTTGGTGC
TGCTAAACAGCAAATAAGCGACCATGGATGCCATCAAGAAGAAGATGCAGATGCTCAAGC
TCGACAAGGAGAATGCCTTGGACAGAGCTGAGCAGGCTGAGTCAGACAAGAAAGCAGCAG



AGGACAGAAGCAAACAGCTGGAGGACGACTTGGTGGCCCTGCAGAAGAAGCTAAAAGGAA
CAGAAGATGAGCTGGACAAGTACTCCGAGGCTCTTAAAGATGCCCAGGAGAAACTTGAGC
TGGCTGAGAAGAAAGCCACCGACGCTGAAAGTGACGTCGCTTCCCTTAACAGACGTATCC
AGCTGGTTGAGGAGGAGTTGGATCGTGCTCAGGAGCGTCTGGCCACTGCCTTGACAAAGC
TGGAGGAGGCTGAGAAAGCTGCTGATGAGAGTGAGAGAGGCATGAAGGTCATTGAAAACA
GGGCCATGAAGGATGAGGAGAAGATGGAGATCCAGGAGATCCAGCTGAAAGAGGCCAAAC
ACATCGCTGAGGAGGCCGACCGCAAATATGAGGAGGTGGCTCGTAAACTGGTCATCATTG
AGAGTGACCTGGAGCGCACAGAGGAGCGCGCTGAGCTATCAGAGGGCAAATGCTCTGAGC
TTGAGGAAGAGTTGAAAACTGTGACCAACAACCTGAAGTCACTGGAGGCCCAGGCTGAGA
AGTACTCACTGAAGGAGGACAAATATGAGGAGGAGATCAAAGTCCTCACTGACAAGCTGA
AGGAGGCTGAGACTCGCGCTGAGTTCGCTGAGAGATCAGTAGCCAAGCTTGAGAAGACCA
TTGATGACTTGGAAGATGAGTTGTATTCCCAGAAACTGAAGTACAAGGCCATCAGCGAGG
AGCTGGACCACGCCCTCAACGACATGACTTCCATATAATTTGTTTACACCTCATCAAAGA
CGCCTCCTGTGGGCTGAGCAGCGTCTGTCTGCTCTCTCCAACCTTCTGTCCACTCTGCCT
TCCCTCTGTGCTTTGCCTTTCTTTCCTCCTCATGCCCGTTGCATCCCATCACTTGTACAG
AGTCCTAGAAACTTTCTGCGTTGTGTAAGAAATAAACATCCTTCCTTCTGTGTAAGCTGT
ATCTCCTTATTCTGTCCCTTTTTACTTTCTTTTCAGTGTCTTCTTATTTTAGAGTGGTGC
TAATGATAACTGGTATTTATTTTATTCATCACATGACAGCCTTAATACCCATATACTTTC
TCAAAGTATCCAATTGTAATTAATGTCATTTCAATCTTCACATATTGTTCTATGGAGTTG
AGGTATTAGAAGTGTATCAATAGTGCTTTGGGCAGAAAACCCTTGAGCAACAACAGGTGC
TTGTCTGAAAGCTGAGCCAAGTATTTGAGAAAGAAGCATGCATGCTCTCTTTGACATGTA
GTGTTGAGAAAGTGATAACTAACTGGAAGGATGTTAGAGATTAGTGCTGGATAGGTATCT
GGAAAACTGGTTCAAAGTGGTAGTTTGAAGACAGAACAGCGTGTCTGAGTTAAGGAGCCT
CATTCGGTTCTGGGGAAATCTGGACAATTTGACAGTCAGTGATTTTAAAAGCAAGTGAGC
TTTGTATTATGGATCATATTTTGTCAACAGCATTAATAAATTCACAATGGTAAAAAAAAA
AAAAAAAAAAAAAAAAAACCA
>CL2Contig21
GCCTACTGAGCCATAATACATATTTGACTCACTTACAGACCCGGTGGAGTCACACTCCAG
CTTGGCGTTCAGGGTGGTTCAGACGCTCCCATCGTTTCTTTTGTTCGTAGTCTGTGCGGA
GACCCCCAGACACTAAGCAGCCATGGATGCCATCAAGAAAAAGATGCAGATGCTCAAGCT
CGACAAGGAGAATGCCTTGGATAGAGCTGAGCAGGCCGAGTCAGACAAGAAAGCATCAGA
GGACAGAAGCAAACAGCTTGAGGATGACCTGGTGGCACTGCAGAAGAAACTGAAGGCAAC
TGAAGATGAGTTGGACAAGTACTCTGAGGCCTTGAAGGATGCCCAGGAGAAACTTGAGCT
CGCAGAGAAGAAAGCCACAGATGCTGAGGGAGATGTAGCCTCCTTGAACAGACGTATTCA
GCTGGTTGAGGAGGAGTTGGACCGTGCTCAGGAGCGTCTGGCCACAGCTCTTACCAAGCT
GGAGGAGGCTGAGAAGGCTGCTGATGAGAGTGAAAGAGGCATGAAAGTCATTGAGAACAG
GGCAATGAAGGATGAAGAGAAGATGGAACTGCAGGAGATCCAGCTGAAAGAGGCCAAACA
CATCGCTGAGGAGGCTGACCGTAAATACGAGGAGGTTGCCCGTAAGCTGGTGATCATTGA
GAGCGACTTGGAACGTACAGAGGAGCGTGCTGAGCTGTCTGAAGGCAAATGCTCTGAACT
TGAGGAGGAGCTGAAAACTGTGCAGAACAACCTGAAGTCTCTGGAGGCTCAGGCAGAGAA
GTACTCGCAGAAGGAAGACAAGTATGAGGAGGAGATCAAGGTTCTTACAGACAAGCTCAA
GGAGGCTGAGACCCGTGCTGAGTTTGCTGAGAGATCAGTCGCCAAGCTTGAGAAGACCAT
TGATGACCTTGAGGATGAGCTGTATTCCCAGAAGCTGAAGTACAAGGCCATCAGCGAGGA
GCTGGACCATGCCCTCAACGACATGACATCCATGTAATTCTCCACATGCCTGACAGTGCT
TTGTGCCTTAGATCCTAACTGATGTAGCAATAGCTCCCTCTTGTGGCATGTTTGGGGTGT
GTGGATTTATTCTCAGCTCAACTGTAGATTTTTTAAAATTCATCTTTGCTGCTTGATT
>CL2Contig22
TGNAGGATGCCCAGGAGAAACNTGAGCTCGCAGAGAAGAAAGCCACAGATGCTGAGGGAG
ATGTAGCCTCCTTGAACAGACGTATTCAGCTGGTTGAGGAGGAGTTGGACCGTGCTCAGG
AGCGTCTGGCCACAGCTCTTACCAAGCTGGAGGAGGCTGAGAAGGCTGCTGATGAGAGTG
AAAGAGGCATGAAAGTCATTGAGAACAGGGCAATGAAGGATGAAGAGAAGATGGAACTGC
AGGAGATCCAGCTGAAAGAGGCCAAACACATCGCTGAGGAGGCTGACCGTAAATACGAGG
AGGTTGCCCGTAAGCTGGTGATCATTGAGAGCGACTTGGAACGTACAGAGGAGCGTGCTG
AGCTGTCTGAAGGCAAATGCTCTGAACTTGAGGAGGAGCTGAAAACTGTGCAGAACAACC
TGAAGTCTCTGGAGGCTCAGGCAGAGAAGTACTCGCAGAAGGAAGACAAGTATGAGGAGG
AGATCAAGGTTCTTACAGACAAGCTCAAGGAGGCTGAGACCCGTGCTGAGTTTGCTGAGA
GATCAGTCGCCAAGCTTGAGAAGACCATTGATGACCTTGAGGATGAGCTGTATTCCCAGA
AGCTGAAGTACAAGGCCATCAGCGAGGAGCTGGACCATGCCCTCAACGACATGACATCCA
TCTAAATGCTTTCACCTTTCACGTCAGAAGCTGGTTGTGTGTCGTCATTTCACTCCCGGG
CAGCGCGGCCCATTTTTCGATGTCCTTCGTGTCTGTATTTCTTTACCGCCCTGCCACTCC
TGCACATTGGGCCGTCGCTGCCAGCACACACTGCTCCATCACTCGTTCAGACTTTTGGGC
CCTTCTGCTTTCTGTAAAATAAACTTTATTCCATCTGTGTCAGCCCTTCCCCTTTCTCTT
GCAACCTTTCTTTATTTGCATTTGTCCAACTGCTTTTTTGTTTTCATTTGTCTTTTGTGT
TTTAATTTATTTTGAGTAGCTTTTGAATAAAATCTGGAGCTCCTAAAAAAAAAA



>CL3Contig1
TTTTTTTTTTTTTTTTTTTTTCAGTTCTGAACGGTTTAATAAACAAACACCGATTGGTCG
ATATTCTTGTGAAAGTACAAAAATAAAACCTTATGTACAGCCTTCTAGGACGTTACCTGA
TGTGTGGTATCCCTACCTGAATGACACCTGTGTGTTGCAGCAGGTAAACAGTCAAGCACA
GCAAACACAAAAGAAGACGGTTTACTACCCAATACGGCTCTCCCATTATGTATGGAAACC
CCCCCCCCATCCATAAAGCTCTGAACACCAATCAAGTCTTTTGTTTTTGTTCACAAACAC
TTTTTGGAAATCACACAAAGAAACAACGTTTTACACAATAAGAGGAAATGATGAATGCTG
GGAGGCGTGGCACTTCAGGGATAGCTTATGTCAATGTTATCTACTAACACCTTTAGGCAA
ATGATGCTTTAGTCACGGGGCATTTTCTTTATCCAGAATTGTTCTAACAGAAGGGAGAAA
ACTTTGTGGTTCTGCCGTTTTGTCCTCCTTCCAGGAGTTCTGGTCTTAGAACCGTTCCAT
TTCCACCACCTCGCCGTCTCCCTCGCTGACCAGCCTCTTTCGGCTCCGACGAGGACATTT
ATCCCTCAGCTTCATTCCAACTATTTCCATGTTGAAACTCTTCTCCACAAACTGCTCCAG
TAGGTAGTACGCTCGAGGAACATCGATGTTGATTTCTGCAATGTCCATGTAAACCCTCTC
ATAGCCCCTTCTCATTTGGTCCACAGTGATGATGGAGGACACGGACAGGGACTTGAGGAG
CTGCAAGATCATCTTGAACATTTTCTCCCCTTTGGACTCCAGAACCATCACGATTGCCTC
GTAGACGAACTCGTGGTGGAAATGAGGGACCTCCAGATCCCTCAGGCATCTCTCCGCCTC
CTTCAAGTCTCCAGATAAGATGTACTCCTTCAGGAGGAGATTAACCTCTTTAATGAGTTG
TGTGACAGATCTTTGTCCTCCACCGATGCTCCACTGGCCGTCAATTCGAAGTCCACCTTT
ACTCATCTTCAGCAGCACAACAGCTCGGTCTAGCGCCGCCCTGGCGTATTCACAGTCCAC
TTTGCCTCTGTAGCCGTCGATGTAGGTCTTGGACAGTATTTGGTCGTTGACAGCTCGAGC
AATAAATGCGACGCGTGGTCGAC
>CL3Contig2
AAATCACTAAAGAAAAAAGGTTCAGAGCACTGTCTAGTGGGTCTAGATGACCCAACTCCC
AATGGTAAAGTGCCTAGGATAGCACAAGTGTTAATGTATATTCTCTACTGAAAGGGGTTA
AAATTTGCATGAAAGAAATATAATAATTAAAAAAATACTTAACAGTGTAGTTAGAGTGAT
CGGTATCAGGACGTTGGAAAAAAAAAAAAGGAGGACAAAATTATTTCTGAAAGTTCAGAT
TGTTCAACTGCTTGAAGAGTTTGAAGCTGCAAGATTTTAACATGCATTTAAATTCTAAAA
CAGTTTGTTTCAAGAGTGGCAGCTGAATAACTCTATATTGCTCTGCATTTTTGTTGCACT
GCTAATGCTAGGTTGGGGGTGTGAGAGGGGGAGCATGTGAACAGAGAACTCTCAGCTCTC
TGGGTTACCGTCCACAGCTCTAGAGGCAAATTTCCAATGAACCCCTGCTGCTCTGCAAAA
ACTGTCCTAGAAAACGAAACAGGGTTTTGGGTAAAAACGGCATAATCATGATTAAAATAC
CCCTGGGAACGACGCTTAAGGCCCGTTCACACCGGGACGAATTTCGCCGGCGATTTTCGC
CGACGTTTAACGCCTCGTGACTAAACAAAGGGCACCAATGAGAGTGTGCACACCGACGCG
AAAAAACGCCACGCGTCAAAGCGTCAAATAAAAACGCCTCGGGTTCGTTTTTTTTTTTTT
GA
>CL3Contig3
TTGGGGATTTTGTGCTCGCCAACAATCTGCAAGGCCCAAATTCATTCATGAACTGTTTTA
TTGTATTTGTGGAATCCCCAATTCCAGTTACTATTATTGCTGTTGCTGGACCTGTCTAAT
GATAGGTTTTAGTACGGTATTAAAATCCCCTCCTATAATGTTTGGACAGCTGGAAATATC
TGAAATAACTTGGGGGAAAAATTTTGAAAAAACAATGGATCATCTACATTGTATCTGATA
AATGTTTAACCCCTGTGGTATCTTGTGGGGTCAAAATTACCCCATTCTTACATTGAAATG
TTATCCAAACCATGACAAAGGTGGATAAAAGTGAAGAGGATTTCATGTAATCCATGGACA
CCAGTAAAGATCACAAATCATTGAAGAATAAAGGTTCAGCGCACTGTCTAGTGGGTCTAG
ATGACCCCACCCTTACATTGACGTGTTCTCCCTACCATGACAAAGGTGGAAAGATTTCAT
GTAATCCATGGACACCAGTGAGGTTCACAAATCATTGAAGAAAAAAGGTTCAGAGCACTG
TCTATTGGGTCTAGTTGTTGCCAAAGTTAAAAATTAAAAATAAAAAACCTCGTTATGCTG
CACTCAGTTGGAACCAAAGGAGTCCTAATGTTCCCTAATGTTTTAAACCCTCTATTTTAG
ATTTAATGCTTTGATGTAAAACAGGTTGTGTTTCTTTGTTCCTTTTATATAACTTTAGAA
CTAACACACGCATGAATAAAAAGCTGTTTTTCTTTCTTCATGTTAATAAATGTGACCTTA
GGGAAGCGCCAGGGCAGGTGAGGGAGGGACGGCTCGGCGTTGTCCCGTAGCCTCACGGTC
TGCCCGGTTCGGTCGAAATGTTCGCTGCTGAAGTGGACGCTGCAGACCCGGTCGTAGTAC
TTTGGAACCCAGCTCTCGTGTCTTTTCATAAATTTCGTCCACCGGGAAAGCTTCTCGGGG
TCTCTGGGGAATTTATGAAACGTGACTCCGCGGAATTTTCCGACCACATTGCGACAGTTT
GCGTGCGCACAGCCGGTGGGCATCCTGGGACGAATCAAACGGCTGCCGCCGTCGTCATGT
TGGTTTTGCTGCCATCATTACCACCGGAAGTCTAAATAAATCGGAAATTTGAGTTTTTTT
GACAAGCAAATGAAAACAGACAGAATTCTTCCACCCGCAGGCTCGCCCCCGGCCATAATG
CCCGGGTT
>CL3Contig4
TTTTTTTTTGTAAAGTGTCCGTTTTTTTCCACTTTCAGGTTAATTGTGCCTCTTGCAGTC
TTAGCCTGTTTGTTATTTGTGCTGCTGAAATGATGTCGTTAATTGTTGATGTCCATTGCT
CCTCTGATGGGATCGACGTAGTTCCTGGTCAATGTTTTCTTTTAGCAGCTACTGACATAA
CTTTAAATAAGTATTTGTATTTTTGGGGAAAATGGTTTCAATCTAAAAGTACGAAGAGTT
TGTTTCGGTGGAGTGTTGGTTTAATGCAAAATATCATCTCCTTAACTGTCAGAGCACATC
CAAAAAGTGCTCTGATCTTCAGTCATTGTTAGAGCTTTGACCTTAACTGTGCCAGATGTG



CTGCCATTCACTGGAGCTCTTCTATTTGACCATGGTTTCATCAGATTCTGATATGCGAGA
AGTGTGATATAAAAAGTCTGAGGAAACTGACTTCATACAAGTTGACTTCTTTCTGGGAAA
TAGAAAGCATACCACAAGCCCTTTCAATTATTTATATAGCTAAAAGCCTGCTATAGTAGA
AAGGAATACAGGGATTATTCATGCCTTGCTAATCTCCTTCAGAGAGGACCTTTTGACTTC
CAAAGAGCCCTTGTGGAAAATGGGGGTTATGCAAGAGCATTCAGCTTAGGTAAACAGACA
TTCTCTGCCAAAATGTGACCATATTGAGATTATTGGTGTAATTTGTAGCTGGTGAAAAGC
ACGATGCATATTTAGCCCTTGTGCTATTCTATGTGATCAAGATGACCATTGACATGTCAT
CCCTACCATGACAAAGGTGGATAAAGGTGGAAAGATTTCATGTAATCCATGGACACCAGT
GAAGATCACAAATCATTGAAGAAAAAAGGTTCAGAGCACTGTCTAATGGGTCTAGATGAC
CCAACTCCCAATGGTAAAGTGCCTAGGATAGCACAAGGGATAAACGGGACGCTTAGATCC
CTGAGTGTGGGTATCAATGACGTGGGAGACCAAGGGGCCAAATATCTTTGGGAGGCTGTT
GCGCACCCAAATTGCTTGTTGGAGGAGCTGGATGTTGAAATGACTGGTTTGACGGATGCC
TGCGTCGTTGACCTGTGTGCTGCTATAAGAGCCACCAAGACTCTGAAGAGCCTGGAGATG
AGAAACAACTCCCTGACGGATGTCTCTGTGCCGGCGCTCGTTCAAGTCATGCAGGACAGC
GACGTCATGCAGGACTTAAAGTGCGGATGGTTTATTTAAACCTATTGGTAATTTTAACTA
GAAGTTATCGAGAAAATGACACTTCTTCTAATCTGAGAATGGTTTCACTTTCAGCTTGAG
GTACAATGACTTCAGTGAGGATGTTCTAGGCATGGTAGCCAATGGAAAAATCCAATACTG
AAGGAGGCCAACACCTATTTGCCTCAGGAGGTGTGGTGGTGAACAGGGGTTCCATAATAT
TTTTTATGATCTTTTTATTATGCATTTAATGGATTCTATACGCATGTATATTGTATTGCA
GAAATATGCTTGATTCCTGCACTCAGTAGCAGATAATGTGCCGAGGTCACCAGTAGGCCT
GTTTTTGACTTGTGGTCTCTGTTTTCTCTCTGTACTGGAGTGCTA
>CL3Contig5
CGGCCGCGGACCGTTTCCAGGAGCTCCAGGTGGATGGAGATCTCCTTCTGAACATGACAG
ATCAAGATCTGAGTTCTGATTTGGGCATGACTGCAGGTCTCACCCGTAAGAGATTTTTGC
GAGAGTTAAGAGTGCTCAAAACATATGCTGACTACTCCACAAGCGACCCAAACAACATGA
GTGACTGGCTGGCTGAGGTGGACCCTCTCTTCCGCCAGTACACCTACGGCATGGTCCAAT
CAGGAGTGGATCGAAACAACATCCTGAACCTCAATGATCACCACCTTCAGTATGACTGCC
ACATAGAAAATGGAGTCCACAGAGCAAAGATACTGTCCGCCAGCCGCAAACCATCCAAGC
CATGCCACACAGACGCGCAGCCGCCAGGGCCCGACGTGTTCATCAGCTACCGCCGGACGA
CCGGCTCCCAGCTGGCTAGCCTTCTGAAGGTGCACCTACAGGTCAGAGGATACAGTGTCT
TCATAGACGTGGAAAAGCTGGAGGCTGGCAAATTTGAGGACAAATTGGTTCAGAGTGTGC
AGCGGGCGCAGCACTTTATCCTGGTCCTGTCAGCCAACGCACTCGACAAATGCATGGGCG
ACACTGGCATGAAGGATTGGGGTGCACAAGGAAATAGTCACAGCCCTGGCTTGTAAGAAG
AACATTGTTCCTGTCGTGGATAATTTCGTGTGGCCTGAACCCACGTCATTACCTGAAGAC
ATGAGACCTGTACTCAACTTCAATGGCATCAAATGGTCTCATGAATATCAGAAGGCCACA
GTTGAGAAGATCCTCCGCTTCCTGAAAGAACCACAAGACCAAACTGACCGTGCTAATAAG
TCCAAAGAGCAGGAGAAAAAATAAGTGGACAAAAAGTGCAGCAGAATCAAATACCATTCA
TGATGTCTCCTTCCTTCCACATGTNGTAGTCAAAAACTCTCAAATGGTTTTCCTTACTGC
TAAAGACGATTGTAAAATGAAGTATGTTTGGAGCTCACATAAATGACCTATAAATTATCC
CAGTTTAAATTGTCAACGCATGAAATTGTGAAAGGGAATTCAAGTACTTCAACAAACTTT
AATATGTCAATGTTATTGAATGATACTGTTTTAAACGTATAACCAGGTGCAGTATACACC
TTTTGTATCTCAGGAAAAAAGCAGTAATAAACCAACAGGGACCCAGAGAATCCACCAAGC
CTTCGTTTCTCTTCAATGGTTATTGTACATGCAGCTTTCTCTCTGTTAACTNGTATGTAC
TAAATCAATAAAAGCAGGTCTTACTATTACAGAAAAA
>CL3Contig6
GGNCTCTTCATCTCTCTGCCTCCTCTTCCTCACTCTGTGCTCTGCAGATGCATTTATGGA
ATATGCAGTGAATCGTTGTGAGTTTAACTCCTCTGATCTGACAGACATCGAGTACATTTA
CTCCATGTATTACAACAGAAAAGAGTACGCCAGGTTCAGCAGCAGTTTGGGGAAATATGT
TGGATACACGGAGTTTGGAGTGAAGAACGCAGAACGCTTCAACAAAGATACTTCAGAACT
GAGCGTCAGGAGAGCTCAGAAGGAAACCTACTGCAAACACAACATTGATATTGATTATCA
GACTGCTCTGTCTAAATCCGTCCAACCCAGAGTCAGAGTCCAGTCTCTGGCGCCCTCTGG
TGGTCACCATCCCGCCATGCTGGTCTGCAGCGTCTACGACTTCTACCCCAAGACCATCAG
GGTCAGCTGGCTCCGAGGCAAGGAGGAGGTCTCCTCTGACGTCACCTCCACCGCTGAGAT
GGAGGACGGGGACTGGTACTACCAGATCCACTCCCACCTGGAGTACACGCCCAGGTCTGG
AGAGAAAATCTCCTGTAAGGTGGAACACGCCAGCCTGAAGGATCCTCTGGTCACAGAGTG
GGACCCGTCCATGCCAGAGTCAGAGAGGAACAAAGTGGCCATCGGGGCTTCTGGGCTGAT
TCTGGGTCTGGTCTTGTCTCTGGCTGGATTCATCTACTACAAGAGGAAGGCCAGAGGTCG
TATTCTGGTTCCCAGCAGCTGAGGTTCTTCTGTTCCTGCAGACAGATGGGTCCACTTGTG
GACCCAGTAGAACCTGATCCAGAACATCTCACTTCTTTCTGGGTTCTGTGGGAGGACTGT
GGTTCTGGATCCAGTCTGTCATTATTTTCTTTAATCAGGTGTTGTGGTCTGGATGATTCT
CTGCTGTTCTTCATATCTTTAACCCTTGTGCTATCCTATGGGGTCCAGATGACCCCCCCC
TTCCCATTGAGGTGTTCTCCCTACCATGACAAAGGTGGATAAAGGTGGAAAGATTTCATG
TAATCCATGGACACCAGTGAAGATCACAAATCATTGAAGAAAAAAGGTTCAGAGCTCTGT
CTAGTGGGTCTAGATGACCCAACTCCCAATGTTAAAGTACCTAGGATGGCAGAAGGGTTA



ATCTGGAAAGTTATTCANATAAACTTTATTA
>CL3Contig7
ATGACAAAGGTGGAAAGGATTTCATGTAATCCATGGACACCAGTGAAGATCACATTATTG
AAGACAAAAAGGGTCAGCGCACTGTCTTGTGGGTCTAGATGACCCCACTCCCCAGGTTAA
CGTGCCTTGGATAGCACAAGGGTTAAGTGATGAGACAGACTGTCTTCTTTCTACTGATCT
ACCTTCACATGAGGCAAAAACACCTTAGCAGTAGGTTTCAGTAAAGTCATGAGATCTAGA
TTTATAAAAGTGCTTCATTAAATTATTTATTCATAGATGGCTGCTGGTACCCTCTATTTT
CTGTTTTTTTTGCATGTATGCTGTAGAGTTTGGAATCATTGAATCAACAAATGTTTTTTA
TTTTCATGGTGAAGTTTTATAAAGATAGACAACAGAATAACAAAGAACCCTTGAGGTTTG
ATCTGAGTGGAGAGGCTGGCGGACAGGAACAGCAGCAGCGCTCCTGAACGGGAAAACGGC
CTAAGGCATCGGAAAGGCTAAGACAAACGCTAAGGGTTTGCAACACTTCCTGGGGGAGGG
GTTGACACTTTAATCCAGACTCATGTCTTCATCATCTTCTTTCTTCTCTTTGGAGTCTCC
TTTGCTGGCCTGCATGGCTCTGGCAAACGCTTCCACATCTCCACGGTTAGCGGCGTCTAC
AGCTTCTGCTGGCAAACCGAACTGACTCATGAGGGGGCCGAGCTGTCCGGAGGCCAAGGC
GCTGCTGAACATGCTCATTGACTGCTGGAACTGAGGTGAGGTAAGCGTGTTCTGAATCTC
CTCGGCACTCTGAGGTAGACTCTCTCCACTGGGGAGGAAGGGCAGGAGTCTCTGCTGGAC
TGCAGCGTTGCTCAGGATGGGAGCCATCATCTCTGGGGTGCAAACACTTGCTAGGTCCAC
TGTGGCCCCCTGAGCGGCAGCAGAAGCTGGGACATTCATGGTAGCAAGGATGTTCTGAAG
GTCACTGAGCTGGATGGGCTGGTGGGCTGAGGGGCTGCCAGCTGAGGCGGAGGTCACCGG
AGTCTGAGCCGAGGCTGGCGTGGAGGGAGCAGCAACAGCAGGAGAAGGAGCAGAAGCAGC
AGGAGCTGCAGGGGTGGAGGGGGTCTGAGCAGAACTCGGTCTGGAGGCTCCACCAGATGA
AGGAGCGGCTGCTGAGGATTGGCTACGAGTGTTAGATGAGGAGCTGCTGGATGCCGGACT
CCCACTGCCCAGGAGGTTGGCAAGGCCTGGACCCGCTAAGGCTCCCAGGCCAAGACCGCC
CAGTCCTGTTGGTCCAATCAGCTGCATCAGCTGGTTGTGGCTCATGTTTCCCAGCAGGTT
TTGAAGGCCCCCCTCCCCACCCAGTGCAGACAGCTCGTGGCCACTCCCACTTCCGCTGCC
AGGGGCTCCAGGAATTGGAGGGTTGTTAAGGTACTCGTTGACCTTCCGACAATACTCATC
GTCTTTGTCAGATTTTGGCTCCTGCATCCAGAAGAACAGCCTCTTAGATCCAGCCTTAAA
CTTCAACACATAGACACGTCCCGTGGTGCACTGGTTCACCTTCTTAAATTCACAGTCATC
AGGAAAGATGATCAGGTCATCATCAACATTCCCGGTGGTCCTGTCCTTCCAGCAGAAATG
AATCAGGGAGTCATCAGACTGCTGGATGTACACGCTGCCCTTGCGTTTGTCGGGTGTAAC
GGTGTTTCCCTTGAGGGTCATTTTACCAGCGCGAAACTCCACCAGATATTTACTGGAGGT
TCCTCTGGATCCGCTCACCAAGCTTGGAAAGAGAGCGCCTGACGACATTTTCTTCAGATC
AGGACCCTGGAATCTTGCAGTCGATGATCTGTTCGTCTTCTG
>CL3Contig8
CAACCTTTTTTGTATCCCATGTGATTTTAATCCATGTGCTATCCTATGACCCCACCCTTC
CATAGACGTGTTCTCCCTACCATGACAAAGGTGGATAAAGGTGGAAAGATTTCATGTAAT
CCATGGACACCAGTGAAGATCATAAATCATTGAAGAAAAAAGGTTCAGCGCACTGTCTAG
TGGGTCTAGATGACCCAACTCCCAATGTTAAAGTGCCTAGGATAGCACAAGGGTTACATA
CAGATGCAGGAGTTTAAAATCATCGCAATCCACTTTTACTGCATTATTATTCTGTAAGAC
CTCAAAGAAAGTCAAGTTATTGATGGATATTTTTCTTGAAATTAGTCTCTTTACATACTT
TTAAAGGCATATGCAACTTTTAATTATGCAATAAAACCTATAGGCTAAGGTATGAACGTT
ATAACATGAAGAAAAATATCTGAGATACTGTAAGATGTGTTGGTAAAAGGTCTGTTTACC
ATAAAACTCAACAGGGATGAGCTCAGAATGTGGACTTGAGTCTGCTAGTCTTTTACTGCA
GACATTTTTTTTTATTCTTTTTTTTTTAAACTTTTTTACCATTTATCTTCTGCCAATGAA
CAAAATGCACTATTGTGGATTTTAGAACATTCTGTCAACCAGCACTTTGGTTTTAAACTG
TTACACCACAAATTGTTTGAAATTCAAAAATCTGTTCTTTTTTTCCATTTAAGGTGTCTT
TTTGAAAATGTTGGCAAACTACCGTCATACTGGTTTAAAACTGATTGCTTTAAATTACAA
TAAAAATAAGAA
>CL3Contig9
AGTTTTATCAGTTTGATAAATCCTCAAGCAGCAGAGATGAACTTTTCTATTTAGACTTGA
ATCTCTCAGCTGAAGAACAAACGTAGAATATGATCAGAGAAACTAATCATCACATTGATA
AATCATTTATTTATAAAGTATACAAATACAAAGGAACAAATGTGTAGAAATCATTATTGG
TTAACCCTTGTGCTATCCTATGGGGTCCAGATGACCCCCCCCTTCCATTGAGGTGTTCTC
CCTACCATGACAAAGGTGGATAAAGGTGGAAAGATTTCATGTAATCCATGGACACCAGTG
AAGATCACAAATCATTGAAGAAAAAAGGTTCAGAGCACTGTCTAGTGCAGGGGTGGGCAA
TTCCAGGCCTCGAGGGCCGGTGTGTCTGCATGATTTCCAGATAGTCTTGCCCTACTCATG
GCTGATTACCTGGTTCAGGTGTGTCCATCCAATTAGAACATGCCAGAGCAGGGTATGCTG
GAAAACATGCAGGAATGCGGCCCTCAGTGCCCACCTCTGGTCTAGTGGGTCTAGATGACC
CAACTCCCAACGTTAAAGTGCCTAGGATAGCACAAAGGTTAATTTAATCCATAAATCAAT
TTTCCTTTACAACTGTGTCTTTGAGAGAGATAAAAAAAAACAGCTGTATGAACAAATTCT
GGATTAAAAATTCAACCTCTGTTCCGTTTCCTTTTGGGAAAACCTTTTCTTTACGTAAAC
AGAACTAGTTTTAGGTTGAAAACAGAAAAATCTATATTTATTAGAATGAATAGAATCCAT
CCAGGATTCTGGCAGAGGCCCCGCCCTGATGGGAGCCTTCAACCGGCAGACGGGTGGTTT
CTAAAGTTTCCCGTTTCGGCCTC



>CL3Contig10
GACCCGGGTGTAGATGCCAGCTTTCCAAAAACACACATGCGTTGGAGCCTTCTGCACCTT
TGGGTAGATTAACAAGTTGGAGATTATTCATCCGTGATCTTGTTTCCAAATCGATTATTT
TCTCCTCCAAATATTTTTCACCAGCTTCGTTACTTCAGCATTCATGCTTGTTTGAACATC
CTCCACAGAGGAGAGACGCACCTCTGCTTTGTCCATTCGCACCGTGCATTCAGTCACTTG
CCTTTGTGTGTCCCCAACAGCTTTCATAAAACCATCAACCCTTCCAGAAAATTCAGACCT
CAATCCTCGTATTTCAGTATTTCCTGTTTAACCCTTGTTCTATCTTAGATGAGCCCCCCC
CTTCCATTGACGTGTTCTTCCTACCACGACAAAGGTGGATAAAGGTGGAAAGATTTCATG
TAATCCATGGACACCAGTGAAGATCACAAATCATTGAAGAAAAAAGGTTCAGCGCACTGT
CTAGTGGGTCTAGATGACCCAACTCCCAATGGTAAAGTGCCTAGGATAGCACAAGGGATA
ACGAGAAATTATATCAGATGCTACCGTCTTAAATATTACAGAAATTATTCAGAAGTGCCA
CGCATTTGTGGATACTGGGAAGCATCTGAACCACTGACTGTAAATGAGGACTGGACTGAG
TAACCCCTCCCCCTGGCGTCCCAAACAGGAAGTATCCACTGGTTCCAAGAAACCAAAATC
TCATAGACCTTTTATAAAGCACTAGTTAGCATTTTTGTTAGTCAGAATAATCTTTCTTAC
CCTGATACCTTATTTTTACATAATCTTGATAATTTTATATGTTTTTTTCTTTTTTGCAAG
TTATTCAACGTATAAACTGACCAGACACCTCAATAACAGGTAACCCCCCCACATGGAACA
TTTAACAGATTACCCCCGCTTTAGGTGGTATAATAAGCTCACTCCTGATTGGTTAGAGGG
GTTGCCATAGAAACAATGACTCAGATCGACTTGGACCAATCACTTGCTTACTGACAATTT
CAGGCTCCAACAGGCAAAAAAATGACTGAATCGACTTCGTTGGAGCCAGAAGTCCTTTGC
TATGGGTGACATCACACTCAGTCCAGCTCTCATATATAGTCAAAGATCTGAACTCAACTG
CATGTATTAATATGATATATTTCTAAGTATTTATGGTACTTGAAGCCTATTCAGTGATGG
TTTTGCTATTTCTAGAGGCAGTCTGATGATGATTTAANCTGTGTGAGAGCAGTTAAAGAT
GTGAAAAAAATCATATCTAGTTTTGGATCACCTCTTCTTTG
>CL3Contig11
GGGTGTGGTTAACAAAAAACCACAGTTGCCGAGGAAATCAAAAGGGTCACTTTTGCCAAT
TCTTTTAACCCTTGTGCTATCTTAGATGACCCCACCCTTACATTGACGTGTTCTCCCTAC
CATGACAAAGGTGGATAAAGGTGGAAAGATTTCATGTAATCCATGGACACCAGTGAAGAT
CACAAATCATTGAAGAAAAAAGGTTCAGAGCACTGTCTAGTGGGTCTAGATGACCCAACT
CCCAATGTTAAAGTGCCTAGGATAGCACAAGGGCTAGTATGCCCGACATATCATTTAGAA
TGTCAATGAAAGGTAGACTTTTAAATATATATATACAATCTTTTTTTTGCATTCCTGCCA
TTTTTATGTAAACATTGGAGAGAAAAATGACACTTTCTTGCTAGCTCACACACTCAAATC
TTCAATGTTTGAGAATACTACGTTGATTTTTAATGGTGCTGGTACAGAGCCATGTTGTCC
CTCAGTTATTGGTGCAACAGTCTCCTTCAAACTTTGACACAGTGAAATGGCATCGCCTGT
TCAACCACCAACATGCTGCTCACCAACCTCGAAGAGAAAACTACGCCACAATCTTCCACA
ACAGAGTTTCAACGTGCATGCATGTACAGTGTATGTACAGTATATGGTATTTGTCTTCAA
TGTGATGTTGCTGTGGATGTAAGTGAATGTCTTCTCTTGTTTTAGGGATTATGGATTCTT
TTTACGATGGGGAAATGCTGAAAGTTTTGGATGACGGTGATTTTCTTTTCACTGTCTTCT
CCGGGAAAAAAAATGAAAATATGTTTGCATATCCTTTAATTATGTGAATCTGTTTTCTTA
GTTTGGCTAATTATTGAGATTATGTATGATATGCACAGTTGGTATTAATGTAATGACTTG
TAAAAACAATCTTTTCTCCTC
>CL3Contig12
CCCGGGCTGCAGGAATTCGGCGGCGGCGGATCCGGAATAATTCTGTCTGTTTTCATTTGC
TGTCAAAAAAACACAAATTTCCGATTTATTTAGACTTCCGGTGGTAATGATGGCAGCAAA
ACCAACATGACGACGGCGGCAGCCGTTTGATTCGTCCCAGGATGCCCACCGGCTGTGCGC
ACGCAAACTGTCGCAATGTGGTCGGAAAATTCCGCGGAGTCACGTTTCATAAATTCCCGA
GAGAACCCGAGAAGCTTTCCCGGTGGACGAAATTCATGAAGAGACACGAGAGCTGGGTTC
CGAAGTACTACGACCGGGTCTGCAGCGTCCACTTCAGCAGCGAACATTTCGACCGAACCG
GGCAGACCGTGAGGCTGCGGGACAACGCCGAGCCGTCCCTCCCTCACCTGCCCTGGCGCT
TCCCTAAGAGTAGGAAGCTCCGAAAATCTGTCAACAGGACCAGGAAGCGTCCCTCCACTC
AGAATGATTCCACCCCACCGCCAGAGGATAACAGTGAACCTACACCTCAGTCTCCATCTC
CCAGCAACAGTGAACCTCAAGAAACCATCTGCAACACAGAAGAGCAGCCAGCGTCTCCTC
GTAATGTTTTACAGAATGAAAGTGAACCTGTCCAACAGTGCTCCATATCCAGTAACAGTA
AACTCGTCCAAACTGCGAACAGCACAGGGAAGCGCCTGGCCTCCTCCCAGAATGCTTCCC
TCTTCTCAGCGGANAAGGAAGGCCAAGCCCCCGAGCAGTGGTCCCTTTCCACCTTCCACA
CCTACGC
>CL3Contig13
GGCACGAGGATNACAGGNCGCTAGCTTAGCTCATCATCGCATTTCCCGTTGTATTTCCGC
TAACGGAGCACGCAGATCTCAAGCAAGTTTCTTTGGAACTGTGGCAGCTACCCAGGAGTG
AGGACAGTAATAAACTTCAAAAGTTCAGATCACAAAAACTTTATTTTTTAAAGGAGAGAA
ATAAAAAAAGAAAAGAAACCGCATTATTTTCTAGGCTTTCTACTTTTGGGAACACGAACA
TCAGCAATAGGTCGAAGGCTTCTGTGTCGCAGAGGTTGGAGAAGTACTTGCATTCCAGGA
GACTTGACTGAGTTTCTGCCGCGGCTCTGCGGCGCCATCTGCCCCCCTCCCCCAACCGCG
AGCGCCCAGGTCCTCCGTGTCCTCGGCTCCCTCGCACGTCACAGCTTTTCTGCATCTAAA
CATGGCGGGGTCCCGTATGTCCACACGCCCCCTGACACCTTTTCAGTCCAGCAGACAGGC



ATTTTGTGGCTTAAAATGATTCCAGTTTAAGTGGAAACCCAAGTCTATCTTTGCTTACAG
TGTTTAAGAGCAGAGCTTCTAAGTGTTTGAAATCATGCTTTGAGTTTGTACATAACCGAG
GTCAGGAGGTTTGGATCCGTTGGTTTTTCGGACACTTTGGTTCAGATCCTGCAGCTTTGT
TACAGGGTGAAGGAACGCGGCCGCTGCCTCCCTCCGCCTCCAGCACATCAAATGTCCGTG
TCCAAGTCGACTTTTCGGCCCAATTTACTCCCATTGGGCATCCGGGTGTCCATCCAGGAG
AAACTTCTCACGATAACAGTATTTGCTCCTGCAACTCTTTAATCCTCTTTGAGGATTTTT
CTTTTGTGATCTGAGTTTTCTGAGGCATCCGTCTGTTTTTGGTTCATGTATCATTAAATT
GAGAGCAAATGAGAAGTCAGAAAATTGTTTTTTTTTTTTTTAATTTCAAATTCCCCGATN
ANCANCNATAANCCTTTTTTTTGTTTTTGNAGG
>CL3Contig14
TTTTTTTTTTCAATTAAAAGTCATTTATTGGTACAAAGTTGAAATGAGGTTTTCCTTCAT
ATAAGCCTTTTTTTAGGGGTGGAGCTGGGGCTTGAACTGCAGAAAGTCTCCTCCTCAGCA
GACAATTAGTCCTTCACGTCCTCTCTCCATCAATGCCTCTGTGCTGCCTTCCAAAAGCTG
GGAGGAGAGCTCTTCAACCACACTTCAAGGACCCGCAGTGCTGCTGGACTTCACCAACCA
CAGTCTGGTCAGCAGCATGACATCATAGAGCCTTTAGTTCTTTACCATGGCACCATAACC
ATATGCTGATTCTTGTTTTCCTGATGCTCAGACAAAGCCCTTCAGTGTTTTTCTCTGGGT
CATTTTGATTGGTCCTGGAGGTATCATTCTGGTAACGTCTGCTCCAGCTTTTCTGACTTC
CGCTTGTTCCAGCCACTGGCCTGAACGGCGAGGATGTCAATATTTGACACATATGTACTC
GGAACATGTGTCTGCTGAAGAGAGGAAGCTGTTCAGTCGGTTCAGTCCCTTTCCCTGAAG
TTGTCCCTTCTTGATTTCATCCTCGGATCCTCATCATTTCAACCAAAATGTATGTTTGCA
AACTCACACATCCAAGAGTAAACTTGAAAAGGACACATGTTCAACAGGTCCTGCATCTCA
GGACACAGAACCACAACCTTCTCCAAATGCGATCAGAACTCGTAGACTACATCAGAGCAG
AAGAACTGCACGGTCTGTGGAGAAAGCCGTTTCTGCAAATAGAANGGGTTCATGAAAATA
T
>CL3Contig15
TTTTTTTTTTGAGCTCAGACAGCTTAAGGGCTATGTTTTTAATTAAAAAAATGACACGTC
TAATGTAACAAGACAAAAATAAATACAAGAATTTGATCTCTTTAGCATGGCCACGAGTAT
TATCCTCAAAACAACGGGTAGAAAGCAGCACGGAAAAAGGCCCCTTGCCAAGGAATGATA
AGTGCCTTCTGTTGAGTCCGCCAGTACTGTACGGTCAAGTGAGGTTTTTTTTTGGTAAAA
AAAAACAAACCAAAAACTCCTTCCTCAGCCAGACTTGAACAGCAGAATGGCCACCTGACC
CAAGTAGAAGTAAATGAAATGCTTGGTCTCGTGAGTCACGTAGCTGCCGAAGTTCCTCCC
AACAATGCAGTGCCAAGTCGGGTTGTATTTCTTGTCGAACTCCTTTTTAATGTATGCAGC
GATGTCTTTCTCGATGTTGTACTTCTCCAGGGCCTGTGTGGCACACTCCACGGCGTCCTG
CTGCATGTCCTCCGACATGTCGGCATTTTTGATCACTGCCTTTCTGTCAGACATGGTTGC
CCTTCTGGTCCACCGTACGCAGTGAGTCTAGTTTTAAAAAGATGACTGCTTCAGAGGCGA
CAACTCCCGCCCTC
>CL3Contig16
TTCGGCACGAGGGGCGCGCGGCTGAAGAACTCTTGGACAGCTGGAAGGCCGCAGGATCAC
GGTGAAGGCCTCTTCTGTATAGAGGACGGGGGCGGAAACGTCACGTGGTCTCCGCAGAGC
CAGAGACTGGTCAGTTATTTGGAGACAACATGTACAAATAGTTCCTGGACTGATCAGAAG
CTGTCAGGTTCATCTGTTTCAGGGTCCTGCATGCTCTCCCTCCATGTTGGCTGTAGCAGT
GGATGGAACTTGCTAAATGCTCAGTGGTTATTTGGAAGATGCGTTTTTGACCAAAAACAC
TGTGGTGACCTCCTTTGTGAACTGCATTCATGGGGAAATAGAATATAATCCTGGAGATGG
GAGATGTGGAGCAGGAACCAGGTTGTGAGGGCAGCAGTCTAAGCAAAGATGCCCACACTT
CCCTCTCCTCCAGCTCCTCTTGGGGGACCCCGGGGCCAGCTGAGAGACGTAGTCTCCCCA
GCGTGATCAATACTCATTGAAGATGCATCCTTTTTGTGTAGTTTGTTTTCTCAGTTTAAT
ACATTTTGATCCTTTCATTCTGCACAGACATCCTCGCCGTTCAGCCCGGTGGCTGGAACA
AGCGGAAGTCAGAAAAGCTGGAGCAGACGTGAACGGAATGATACCTCCAGGTTATGGTGC
CATGGTGAAGAACTAAAGGCTCTATGATGTCATGCTGCTGACCAGACTGTGGTTGGTGAA
GTCCAGCAGCACTGCAGGCAGCACAGAATCATTGATGGAGAGAGAACATGAGGGACTAAT
TGTCTGCTGAGGAGGAGACTTTCTGCAGTTCAAGCCCCAGCTCCACCCCTAAAAAAAGGC
TTATATAAAGGAAAACCTCATTTCATTTTGTACCAATAAA
>CL3Contig17
GTTNGTTTAACCCTTGTGCTATCCCAAGGGTTCAAGATGACCATTGAGGTGTTCTTCCTA
CCATGACAAAGGTGGATAAAGGTGGAAAGATTTCCTGTAATCCATGGACACCAGTGAAGA
TCACAAATCATTGAAGAAAAAAGGTTCAGAGCACTGTCTAGTGGGTCTAGATCAGTGTTT
TTTTAACCTTTTTTGAGCCAAGGCAAACTTTATCCTTGACAAAAATCCTGCAGCACACCA
GCATCCAAAAATTAAAAAAAGGAGAAACTTATTGTCTGTATTGATCTACAGTCCCTCCAC
AATCTCAGATGCATTTTTGGGATAATTGCAGCAGCAAAAGCTGAAAGTAGCAGCTGTTTT
TTCTAAAAGATGTAATCAAAGTTAAGTTAGTTTTCTGTAATAATTTTCAACTAAATTATT
TGACATTTTACCCTGGTAGTTGTTTTTTCCTTCAGTTGATTAACATGCAGTTTTATGTAA
CCTCACAAAAAAACAAATATGTTCTTTCTAAATAGTGATTTATTTTTAAAATATTTTTTA
AATGTTGGTGCAAAGGCAACTGTAATTTTTGAACAATATGATCACAATATGTTTGATAAA
TTTACACAAAAATACTAACATTATATTGATGTTTTCTGTAGCTACACAAAAAGTGAACAT



GTTTTATTAGTTTTTCTTTTGTCTTAATCAAAGATGAAATATTTTAAAACTTTAACAGAA
ATGTTTGATTTCTTTTTAGATGATTAAATTGTTTCAATTTAGTTTAATTGTGTCTGTTGG
CCACTTCAGCTTCATCCTGTTTCTTAAATGTTATTACTTTTTTTTTAATTTGACATATAT
AATAATCCAGATGTTCTTAGAAAAGTGTTTCAGTTGTAAAGACGACCAAATTCA
>CL3Contig18
AGGAATTCGGCACGAGGCGGTGACGGTGTCTCCGAACCGACGTTCACATTCTGCAATCGC
GATGCCAGAAGTGAAGTCTGTGTTCAGGGAAGTTCTGCCTAAACAAGGGCAACTTTCCAT
GGAAGACGTTCCCACCATGGTTCTGTGTAAACCGAAGCTCCTCCCACTCAAGTCCGTCAC
TCTGGAGAAGCTGGAGAAGATGCAGATGGAGGCTCAGGAGGCCATCAAACAACAGGAGGT
GGCGCTGAAGGAGCGTGTGCAGTAGGGGGGTGGAGCAAACCATGAGCCTTGCTGCGTTTT
TGTCCTGTAGGCGGGGCCAGTGTTCAGACAGGGCGGGGCATGAACTGGTCCTGGCAAGTT
TGCTAAGCTTAGATGCTTTTTCATCCACCTATAGACCCCCGACCTGTTTGGGGACTAGAG
TGGTTTGTGGTTTTTGTGAAGCAGTGACACTGTGGAGTGTGTTTGAATATCGACACACAA
ACAGGTTTCCGTTCTGAACGGTTTAATAAACAAACACAGATTGGTCGATATTCTTGTGAA
AGTACAAAAATAAAACCTTATGTACAGCCTTCTAGGACGTTACCTGATGTGTGGTATCCC
TACCTGAATGACACCTGTGTGTTGCAGCAGGTAAACAGTCAAGCACAGCAAACACAAAAG
AAGACGGTTTACTACCCAATACTGCTCTCCCATTAT
>CL3Contig19
GATGGCCGTCACCTTCTCGGCAACAGCACCGCCATCCAGGAGCTGTTCAAGCGCATCTCT
GAGCAGTTCACCGCCATGTTCCTGCCGCAAAGCCTTCCTGCACTGGTACACTGGGCGAGG
GCATGGACGAGATGGAGTTCACCGAGGCCGAGAGCAACATGAACGACCTGGTGTCAGAGT
ACCAGCAGTACCAGGACGCCACGGCCGAGGAGGAGGGCGAGTTCGAAGAGGAGGTGGCAG
GAGGATGCCTAAACCAGACAAGAGCCAAGAAAACCAGAAAATCTAAAAACAACCAAAAAA
AAAGTAAAACATTTTTAAAGATGTAGTGGGTTAAAGGAGGGCAGCGTCTGAATCTGATAA
AGGAGGGAGATGAAGGCAGGACGACAAAGAGAATGAAAACATGACCAAATTAATGTGCCA
TGATTTATACTTTTAACATCATGTAGGCCCCTCATGTAGGCACTTTAACATTGGGAGTTG
GGTCATCTAGACCCACTANACAGTGCTCTGAACCTTTTTTCTTCAATGATTTGTGATCTT
CACTGGTGTCCATGGATTACATGAAATCTTTCCACCTTTATCCACCTTTGTCATGGTAGG
GAGAACACGTCAATGTGAGGGTGGGGTCATCTAA
>CL3Contig20
AGGAATTCGGCACGAGGAAAAAANTGGCGGATGCACGTTCATTTTTCGGTGGAATATCCC
ATAAAACAAGATATTTTGAGGACTAATTTTTATTTTGACAACATTTCTAGCTGACGTGGG
TCACGTGACGTGCCTTTCTCTTTTTTTCCTGTGGAAAATCTCGTAAAAAGCCAGTGAACG
CAGCGTCATACGGGCACCCCCACCCCACTCCCCCGGAAACCCCCGGATGAACCCGCAGGA
AGGCGCGCGGCTGAAGAACTCTTGGACAGCTGGAAGGCCGCAGCATCACGGTGAAGGCCT
CTTCTGTATAGAGGACGGGGGCGGAAACGTCACGTGGTCTCCGCAGAGACGGGTCAGTTA
TTTGGAGACAACATGCACAAATAGTTCCTGGACTGATCTTCTGCTAACTTTGAGATGGAG
AGGCTGTCAGGTTCATCTGTTTCAGGGTCCTGCATGCTCTCCCTCCATACTGGCCGTAGC
AGTGGATGGAACTTGCAAAATGTACTGTTTTGAGAGCCAACTGGGGCTCAGTGGTTATTT
TGAAGATGCGTTTCTGACCAAAAACACTGTGGAGACCTCCTTTGTGAACTGCATTCATGG
GGAAATAGAAAATGTAAAGTTATTTTCATGTCTTCTTCCTCAAGAAAAGGAACACGCCTG
CATATATGTTTTATTGTATTTTGTGTCATATCATCATGTTAATATACGACATCTTCTGGC
AAAGTAAATGAGGAAGGATCGCAGTCTACCGTCGTGGAGTTTTGCTGAAAGGACTGAACA
TGTTCCATCCATCCATCCATCTTCTTCCATTCATTCAGAACCAGGTTGTGAGGGCAGCAG
TCTAAGCAAAGATGCCCACACTTCCCTCTCCTCCAGCTCCTCTTGGGGGACCCCGGGGCC
AGCTGAGAGACGTAGTCTCCCCAGCGTGTCCTGGGTCTCCCTTAGGGCCTCTGCCCAGTG
AGACATGCATGGAACCCC
>CL3Contig21
GGGTGGATGAAGGTGGAAAGATTTCTGTAATCCTGGACACCAGTGAAGATCACAAATCTT
GAAGAAAAAAGGTTCAGAGCACTGTCTAGTGGGTCTAGATGACCCAACTCCCAATGTTAA
AGTGCCTAGGATAGCACAAGGGGTGCTGCATGCAGCATGAGGTGCATGGAATTTCTGCTC
TTATGTACTTTCATAAAGAGCTCACTATTGCTGCATTCAGGTCTGCTGGGAATTTCTAGC
ATTTGCACACATTTATCTCAGCACAAACACACACACCTGTTATTTCTTGTCATTGTAACT
CTTTGAAATGAGTAAGACGCACAACAACAACTGTCAGAACAAACAATAATGCAAAACGTG
CATACATGCATGTTTTTTCAATGCATGACATTAAAAAAATATATTTTTTGGTGTATCACT
ATTTTTATTGTTTACTTTTCTGTTGTACAATTAAAAAAATATGTGATTTGAACAAGGTTA
ATTTCTTCCAAAATGTTCCTGTTGTAAATAAATGACCAAGACTAGAAATAAACAATTTGA
TCTTGAAGTTCCTACATCCCCATTTATGAAGTTATGTTTCCATATGGCGATCTTTTGTAC
CAGGGCTTGCTGGTTTGATCGGGGCTGTTGCTGCTGTGCTTACCCTTGCTGGGGCAGCTG
GGGCCCAGCATCACAGCCTCATGGCTGTGGTGTGAACCCCGTTGCTGTCTGGTGCGGGTG
GGCGCTGTGGTGACATTCTGTGGATGAGCTGCTCCTGGTATAACAGATTCCAGACATATT
GTTTCCTCACAGCAGAGCCAAGCCGTATGTCTGTTTTATTATTATAATCATTTCTTCCTG
CCTGTATGCATAAAGTTTGGGGTCATTGGGTGTATGTATGGCAGGGAGGGGAGGGAGGGC
AATGGGGTGGGTTGGGTTTTTTTCTCTTTTTTGCATTTTGTTGATTGTTTTTAATTCTAA



AGTGCTTTGAGCAGCAGGCATGTTAAGAGCTTTTTATAAATAAAGTTNATGATGATCAAT
CA
>CL3Contig22
TTTATTGGTACAAGTTGAAATGAGGTTTTCCTTTATATAAGCCTTTTTTTAGGGGTGGAG
CTGGGGCTTGAACTGCAGAAAGTCTCCTCCTCAGCAGACAATTAGTCCCTCATGTTCTCT
CTCCATCAATGACTCTGTGCTGCTTTGGGGGCAGAACCTTCCAAAAGCTGGGAGGAGAGC
TCTTCAACCACACTTCAAGGACCTGCAGTGCTGCTGGACTTCACCAACCACAGTCTGGTC
AGCAGCATGACATCATAGAGCCTTTAGTTCTTTACCATGGCACCATAACCATTGGGAGTT
GGGTCATCTAGACCCACTAGACAGTGCTCTGAACCTTTTTTCTTCAATGATTTGTGATCT
TCACTGGTGTCCATGGATTACATGAAATCTTTCCACCTTTATCCACCATATGTTGATGAC
AGCTGATTCTTGTTTTCCTGATGCTCAGACAAAGCCCTTCAGTGTTTTTCTCTGGGTCAT
TTTGATTGGTCCTGGAGGTATCATTCTGGTCACGTCTGCTCCAGCTTTTCTGACTTCCGC
TTGTTCCAGCCACCGGCCTGAACGGCGAGGATGTCAATATTTGACACATATGTACTCGGA
ACATGTGTCTGCTGAAGAGAGGAAGCTGTTCAGTCGGTTCAGTCCCTTTCCCTGATGTTG
TCCCTTCTTGATTTCATCCTCGGATCCTCATCATTTCAACCAAAATGTATGTTTGCAAAC
TTTTGAAACATAAGGGGTTAGAAAAAAACTCCAACAGGAATAAGGGCAGAGGCCCTAAGG
GAGACCCAGGACACGCTGGGGAGACTACGTCTCTCAGCTGGCCCCGGGGTCCCCCAAGAG
GAGCTGGAGGAGAGGGAAGTGTGGGCATCTTTGCTTAGACTGCTGCCCTCACAACCTGGT
TCCTGATGAATGGAAGAAGATGGATGCATGGATGGAACGTGTTCAGGCCTTTCAGCAAAA
CTCCACGATGGCAGACTGCGATCCTTCCTCATTTACTTTGCCAGAAAACTTGTTGGAGGA
CTCTGGTGCTGCCACAAACTTACCTGCTCCACATCTCCCATCTCCAGGATTCTCTGCGGA
GACCACGTGACGTTTCCGCCCCCGTCCTCTATACAGAAGAGGCCTTCACCGTGATCCTGC
TGTCCTTCCAGCTGTCCAAGAGTTCTTCAGCCGCGCGCCTTCCTGCGGGTTCATC
>CL3Contig23
TTTATTNGATGAAAACAAAATCNAGAAGCATATGATGATTGAGTTGGCTCCACAGACATG
TGGCATGAGTCAGCGTTTTTGGTAACGATGTTGCTGAAGGCTTGGAGTGACTCTGGAATT
TTGCAGATGCAGACTGAACAGGTAACTCGGTTTGTTAAACATTTTCCTTCGATTAATTAA
ATTACATTTTTTGATTGCCCTCATGAATCCTCATATACACTCCCTCAAACAGAAGTATGT
TATGACTTAATACTAGAAATGCATTGTGGGAAAATTCCTATAGCAAAGCTAGCTAAGGCT
GACCCAAGCTAGAAAAGTGACTTTAAAAATAAAATTAAAAAATCATCTCAGAGGTTTCAT
TTTCAACCAGAATAAAACCTCAAACTCCAACTTGATGGTATAAGAATGAACAAATCTTTG
CGATGAGCAGAGCCAACTGCCACGTTTCAGCACAGTAACAAGTTCACAACTGGCATGCTT
CAAAAGCTGAGACCAAAAAAGATGGAAAAATAAAATGAAAGTTAAAAAACTTTATAGCAT
TACAAGTCAGCTTTTGCGTGTATTACAGGTAGAACAATACTTTTAGAAGCATGTCAGCTT
ATTCTGTATTTCTAATTTATTTTTTAAAAGATTTGATCATTTTTGTTAGTGTAACCCTTG
TGCCATCCTAGACACTTTAACGTTGGGGAGTTGGGTCATCTAGACCCACTAGACAGTGCG
CTGAACCTTTTTTCTTCAATGATTTGTGATCTTCACTGGTGTCCATAAATCACATGAAAT
CTTTCCACCTTTATCATGGTAGGGAGAACACCCTCGTGCCGCCTC
>CL3Contig24
CAAAAAAAAAGAAACACTTTTGAAGTGGGGAAGGTAGGTTAGTTAAGAACAAACATTACA
GCANCAGTTACAGACTTACAGTTGTGGGTGAACATTACAGTGTCATTCATTTACAAGCTT
CAAATGTGCAGGAAGTAGGAGTGTGCCGAGCACGGAGACATGTTTTTGAAAGGAAATCCA
TGGGACGCAGCGTGGTGTGACAAAAGTCTGCCGTCTGGTTTTTGCTGACAGATTTTCAAC
CTAAAACCAGGAAGAGCACTTCACCTCCAACCTGTTAAAGCCTNTGAGTCCAAATGAATA
TAAAACAACAAAACATTTCAGTAACAAACCGGTTTAAAAAAAAATTTCTGCACAGAAAAA
TTATTTTTGTGGATAAAATGCAGATTTTTAGCAATTTCCTTTAACCCTTGTGCTATCCTA
GGCACTTTAACATTGGGAGTTGGGTCATCTAGACCCACTAGACAGTGCTCTGAACCTTTT
TTCTTCAATGATTTGTGATCTTCACTGGTGTCCATGGATTACATGAAATTTTTCCACCTT
TATCATGGTAGGGAGAACACGTCAATGTAAGGGTGGGGTCATCTAAGATAGCACAACGGT
TAATAGTGGTTAAAAGGCTTGTTTTGTTGTTTGTGTTTATAAAGAAATGGATTGCCTTTC
AAATAATAAACCAGAGGAAGCAGAATTGGGGCTACGCATAAAAAATGGGAACAAAAACAA
ATTCCCATAATTTGTTAGTGTGGACTGATATTCACACTCCTTTGGAAATGTTTTGGTCAG
AACTACCTGAGAAAAGCTTTTATGGAAATGGCTGAAGTGTAGTAGGCCTCTCCAGAGGTC
GTGCTTTTTGTCACACAGTAGCTGAATTCATTCACTCAAGATGGTCGCAGCGGATCGCAG
AGGCGGTCGTGTAACCCCGGTAACGAACGGAGGAAGTGCCCACGTCCATCCGCGTTTTCC
TTTTCCTAAGTGTGATCTATTTGACAGCTGTGCTTCAGAAGAGCCGTTAATCTGCGATCA
CATCCAAACTGCTCCGTGTCCTCAGCTGACCTTTGGCGGCTTCAGGCCAGATCTGAGGAA
AGGACAGCTGAATATTTGAACATCTCCAGCTCTTTTTTATGCTAATTTAAAGAAGTATTG
GTGTTTTTTTTTCTGTCGGACGT
>CL3Contig25
ATTTATTTAAAAATAATTTGACATTTATCCTTTTAAGTTTCCAATCCCCCCCCCCACACA
CACACACACAATGCTTGAGTGGTTTTAGTGAAGGTGAAGATTTGGCTGCAGTATGACTAC
TCACATTTCCTAACATCACTTTAACAAGTGTGGGTTCTGTCAAAGGGCTTTATAAAATCA
TTTAAAATAAAAAATAAAAGATGCTTTCACTGAAACCAGGAAGTGCCCATCAGTCCACTT



CAATGTAGTACGGTGTTTCCCAACCCTGGTCCTCGGGGAACCCTGCTCAGTCACCTGCCT
TTGGTGACTGTTGGGCTTCTGCAGAGCCTGATGATGAGCTGAATCAGCTGTCCATAACCC
TTGTGCTATCCTAGGCACTTTGACATTGGGAGTAATGGTCATCTAGACCCCACAACACAG
AACCTTTTTTCTTCAATGATATGTGATCTTCACTGGTGTCCATGGATTACATGAAATCTT
TCCACCTTTATCCACCTTTGTCGTGGTAGGGAGAACATGTCAATCATAGGGTCATAGGAT
AGCACAAGGGTTAACAGACGCTTTTATCCAAAATAACTTAAAAAAATGAGGAAAAAATCT
TGGATAGGCAGTAGCGTGACGGGTATTGCTGTAGGACCCAAACTAGATGCTGGTAACAGT
TGCACCTATTTTTCTCCAGGGAATCAAACCCTCATCTCCTTGTGTCCCAGTCTATTGAGC
TATGCAGCTGCTGCTCTAACACTTGCTGAGGTAAAATTGCTGTTGTGTTTAAACGACATT
TGCTTCCACTGATGCTAATACTGGTATCGT
>CL3Contig26
CAAGGTTTTTTATTTGAATTTTACCTGAAGCATTACAAGACATTTGAGAAGTTCACAAAG
GAATGCAGTACAGAAAAAAAAAAATTCCATTGGGAGCAACGCTGACTCATCAACTCTTCA
CTAGGAATCCAACGGGATTCATCTTCAATGCAAGCATTTAAACAGTGAACAAAGACCAGA
AGGACCAGGAAGCAAAAAGACGGGAGGAGAGTGAAGAGAAGAGATCTACACAACATTGAG
GGAGTGGTCTTAGGAAAACAAAAAAAAAAATNCGGGANAANATGGNTGATCTGCCNCNCC
TGNGATCTTACAANCCGGCNTACGGCANCNAAGGGTCNAGCCCCGGAACAGCNCCGGGCA
NTNTGCNCCGCAACNCGCCNCNCCANGTCNCCAGCGCANTGCNCCGCANCTTAACNGCTA
ACCNGCNTTACTCAANTGCTACNCAANTGCNCCTAGNGCNCAAAANATNCCCAANAAAAN
GGGTTANTCNTAGGAAANCTTCTTTGATCANACAAANAAANTCTGTCAAAAAAANTCAAA
ANCTNCNCGANTTTCCTNTTGACNCNTTTAANGGCCNCNCGTTTTGAANCANGGCTTTTT
TTCTTGAAANTTTAAGCGGCNGCNTTCCAAACAACGACCACCCTTTTTTTATTTAGTTAA
CAGTAATTTTAAAA
>CL3Contig27
TTATTCCNTTNATTTCCTGGTGTACACATGTAACAGACTTAGAACAGAACCTCAGAGGTT
CTGATAACGGCCAGTTAACCAAGAAAGCTCCGGGTTCTCTGCAGACGGGATCCAATCGGC
AGACAGGCAGCATCAGTGCAGGAGATGAAGCTCCAGGTTCTAGGGAGAACCGGAGCTGCT
AAGGTCAGAACAGGAAAAACACAGCAAATGCCCCCCACCCCCCCTGTGTGTAACCCTTGT
GCTATCCTAGGCACGTTAACATTGGGAGTGGGGTCATCTAGACCCACTATGAACCCACAT
GGAATCTTTCCACCTTTATCCACCTTTGTCATGGTGGGGAGAACACCTCAATGGAAGGGG
GGGGGGTCATCTAAGATCCCACAAGGGTGACGGTTTAGGGCTTTTAGCTGAACTGATGCC
CCAAACCGGTGTGCAGGTTCTAGTTCTGGGTTTAGGTTCTGGGTCAGGTTCAGCTTCTCA
ATGCATTTTACAAACATTTCCTTTGAGACTGACTGGTCTAAAAAGCATCCAGACCTGTCA
AAGTTCTGGTTCTGGTCCATTCGTTCAGAAAGGGATAAAAAAGCGGGCGGTCAGGACTTT
CACAAAAACTACAAGACTGCAGGTTAGTCCCAGCCTGATGACATCAGAGGAAGAGGCGTG
TCTCTGGGTGGGAGGAGCTCCTTCATCCGTGCTTGTAGGTTCAGTCTTTGAAAGGAAGAT
CTAAACCCAAGAAGTGGCAGAACCTGAGAAGAAGGCGGGGACAGGCGGATGGGGGCGGAG
CCAATGCCCGCCCGCTCCGGCCCCAGGAGACCCGCTAGTTGGACTGGAGGAGGTTACTGA
GAACTTGAGGCTCCGCCTGCGTTCCTGCGCGACCTTTGCCGCTCTCCGGGTCGGTACCTC
CCTGCAGCTTGAAGCACAGCTTCTTCTTCTGGTAAGCAAAGTAGCCGGACGCCGCCCCCA
CCAGAGCCACGCCGATGGCGCTGATGATCCCTGCGATCGGACCAGAACCGGCCTCTTGAG
GCTGATCAGCTCCACCTGCAGCATCGTAGTTGGAGTCTGCGGCGCGGCCTCTGGATCCGG
TCTTGTCGGGCTTGTAGCCGTCGTCCAGCGTGTTGAGCAGGTCGTCGTCGCTGAACGACC
CTCCTCCACCTCCTCCTCCTCCTCCACTGGGGACACTCGGCTTCTTGGTGGTTTTGGGAT
CTGGAAGGAGGGCATCTCCCAGGTCGAAGCCATCTCCTCCACCTCCTCCACCACCACTGG
GGATGCTCGGCTTCTTGGTGGTTTTGGGACTGTCAGGTTTGGGTTTCTCCGGGCTCTTGG
TGGGCTCCTTGGGTTTGGGAGCGTCCGTTGGATGATCGTCCAAGGCGTCGCTCAGGTCAA
AACCGCCTTGGGTCCTGGTTCCGGAGATGAGCAGCAGCAGCGAGGCGGTGATCAGGAGGC
TCTTCATGGCGGCTCCTGCTCTGCGGGACCTGCGGGACCTGCGGGACTCCTCGCGGGATC
TGCGCGCGGAGCGTTTTCCCCCGGCCAAATGG
>CL3Contig28
GCTTTATACTTTATCGTGACACTTGCCTACAGCGCCATCTGTGTCACCTGTAATCCCCCA
TCCAACCCATACTGGATCCTCCAGAACCAGATGGCTGACCCCATGTTTTACCTTATATGC
ATCATTTCCACTGTGGTGGCTCTCCTGCCCAGGTACACGTTTTACGTGCTGAAGAACTCT
ATCGCCCCCTCCCCGCTCATACAAGCCAAGCATCTGGACCGGATGGAGCCTTCTGTGAGA
GACATGTGGATGAAGGAGTGGAGGAGCTTAAGGGGTGGAACGGAGGTCAAAGAGTCCAGG
CTTTCTACGCCACCTTCCCCAACTCTTGAGACCTCTGTAGACTTTTACCCCGGGTTTGGA
GATGCTGCAAGTTTTGTGGGAGAGGATATGTCGCTGAACGTCATTGGAGATTAGAGGCCC
GTGGACACATGAAAGGCAAAGGCAGCTTGACAGCTGAACAAAAGAACTATGATCATTATT
TATTTAGTAAAATGTATATATGTGGACTGGTTCATAGGTGGATTCATAAGTGCTGTATCA
TTTCCTAAATTAAGGGGGTAAAAAATAAAGCTCCATCCCATGTTAAAGTCCCCCCTCCAA
AGAAAATCAAATTTTTTTGAGTTTTTGACATGTGGCTTTTTTTAAATGAAAGAGAAAACA
AATGTGCGGTAATAATAAATCATTTCATTTGTGCATTTCTGAGTATCTCTCCTTTTAAAT
CACTGTCAAAATGTTGCAAAGACGCTCGGTTTGAATTAATGATCTGCCCTCTCCAACGTG



CACTAACTCAGGTACAGGAGAAGAGAAGATGGCACATTGCTGCGGTTCTCACACGTATTT
TAAGTGCGTCCAAGGCTGGATGTTGTTGTTGGCCGAACGTATTTAAAATTAACCCTTGTG
CTATCCTAGGCACTTTAACATTGGGAGTTGGGTCATCTAGACCCACTAGACAGTGCTCTG
AACCTTTTTTCTTCAATGATTTGTGATCTTCACTGGTGTCCATGGATTACATGAAATCTT
TCCACCTTTATCCACCTTTGTCATGGTAGGGAGAACATGTCAATGCAAGGGTGGGGTCAT
CTAAGATAGCACAAGGGTTAAAATGCAACTGATTTTGCTTTCATTTATGAGTTTATTTTT
ATTTGTAATATTAAGTTGTAATTTTTCATATTCGATTCTACATTTCAAAATACATTTTCA
CATAGTACACGCCTGAATTTATTATTGAAATCAACTGCAAAATGCATTTTTAACTTGCAT
GATCAAATAGCAAATGGAATTGCTCATTTAAAATTCCAAGTTATTTTGAGTTAAGGGTGA
AAAAAAACTGGTCTAGGATTGCAGGTTTGTGCAGCATTTACCAGAGAAAAATGCTCATTT
GTCTGGAAATTTGTCAAATTAAGTTGACGGAACAGAAAAGTGTTGATTTCTTTTAGAAGA
TCTGAGCAGAAAGAAAAAATAAAGTAAAAGCAAACACGAAGGTCTGATTGTAGTGATACT
TCAACGCCAACTCGTGCTCTGCTGCTCTCTGCTCTTCTTCATCCTAATCCATTCTGCTCC
AGTTCTGTTGACTCATTTTTGTAGTGACATATCTGCCACCACACTGCAAACGAAATGAAA
ATATTATCATTCTGGCCCGTTTCTTTCTGAGTAAAACCCATCAGGCGCCAGAATCCAACC
GGGTTCTGCATTTATTTATGTTAGTGTAGTGACCAGCGTGTTTAAAATGTCTGCAGTAGA
AAAAAAACATCTCAGTTAGATTAAAGTTACATTTGAGTGCAATTAAGATT
>CL3Contig29
GCNCAGGGTGGAGCCGTGGCCCCCATGACTGGAACCATCGAGAAGGTGCTGGTGAAAGCC
GGAGACAAAGTGGAGGTTGGAGACCCACTCATGGTCATGATTGCCATGAAGATGGAGCAC
ACGATCCGCGCGCCCAAATCCGGCGTGATAAAGAAGGTCTTCTTCCGCGAGGGCTCTCAG
GCTAATCGCCACGCTGCGCTGGTGGAGCTGGAGGAGGAAGAGGAGGAGGAGGAGGGGAGC
AGCCAGTAAAACCCACAGAAACGGCTGGACGAGGAGATCGGGACGGAGGTCATCCGCTGG
AGTCTAATGCATCTGGAGTACTTTTGTTTGTTGCCAGATTTATAAAGCTTTGGACGTTTC
TCCTACATAAGTCTCAGATGAATTGACCTGACTCTAAAATATTGTTCTTCAAAACTGTGA
CCACTACATGCACAGACGTGTTTTTTAATAAGTTTGTCCCAAAAAACAACTCGAGTGTCT
GATTTAGCATTAAATATTCAGTCATGGTCACAGATTTAAAATCTATCAATTCTGTTCTTT
CACAAGGTTTATGGAAGGTAAATAGAATGTTACAAACACTCCAGATTCAGGTCTGCTCTG
AATTTTTTGTTTTTTCCCCCCAATAAGTTCTAGGGCTTCATTTGGCTAAGAAAATCATCT
GTACAGGATTAAAAGTTGGACACAGAGCCTTAAGTGGACAGATGTTAAATCACAGCGCCT
GAGCCGCCAATCACCCTCCTCTTTCTCACTGTGTGTGATAAAGCCTTTTAATAATCTAAG
AACTTTTACACTAATGTAGACCTTTGATCATTTCCTGGAATATTTTGTAAATGATGGAAA
CAAAAGGTCTGTGTGTAACCCTTGTGCTATCTTAGGCACTTTAATGTTGGGAGTTGGGTC
ATCTAGACCCACTAGACAGTGCGCTGAACCTTTTTTCTTCAATGATTTGTGATCTTCACT
TGTGTCCATGGACTACATGAAATCTTTCCACCTTTATCCACCTTGGTCATGGTAGGGAGA
ACACGTCAATGGTCATCTTGACCCCATGGATAGCACAAGGGTTAAACAGGTGATACCTGT
AGCTGTATAGCAACTAGAAAAATAATAAATCTTATTCTGTCTGG
>CL3Contig30
TCCTCCCTGCCGTTTCTGAATGCTGCTATGCTGAATGAAGGCTCTTCGGTCCTAAATGTT
TCTGACCCTCTCACAGATGCTTAACTTAGATCTCATGACAGAGAACTGAACCTTCTGTTG
AGAATGGCGGTGGCCAAACTCCAGCGGCGCTCTGCCACCCGCTCAGGAACGTGAGTCTCC
TCGGTTTTCAGTCCGTTTTCCCTCAGGAACCTCCTGCACTCGTGAGATCCAACCTGAGCT
ATTCCAAGTCCTTCTAGGGGCATCATGGGAAATGTAGTTAGGTGGCCCAGTGAGGTTTTT
CTGTTTGAGCTCCTGTTTAGTCTGGATTTGTGGGTTTGGGTCTGATCCCCTGCAGTTTGG
TCATGTTTTTATCTGCAGAGCTGAACTGACACTCCAAATTATTTATTGTTTTTTTATTCG
ATCAGCTTTTCTAGTAGGTTAGGTTCTATGTGGAATTCCGGGCTGGTGACCCTCCGGGTG
CTGTCTAACACTAAAATCCATCTGATTCCTACGAAAATTCAAGGCTTTCAGTTTTATTTC
AATAAAAATAATTGTAAACTTTTAGTTTGAACACTTGACTGATTTCAAAGTTCTGGAGTG
AAGGAGAACGCCATGTGCAGATCCTTAAACACTGACCCTAATAACATGTTTTCCTCTTTA
ATTGTACATTTGTTGTTTTAACCCTTTAGAAGCCCACGTCTACAGCACTGTCCAGTGTTA
AAATTCCCCGTAACCCTTGTGCTATCCTAGGCACTTTGACGTTGGGAGTTGGGTCATCTA
GACCCACTAGACAGTGCTCTGAACCTTTTTTCTTCAGTGATTTGTGATCTTCACTGGTGT
CCATGGATTACATGAAATCTTTCCACCTTTATCCACCTTTGTCATGATAGGGAGAACACG
TCAATGGAAGGGTGGGGTCATCTAAGATAGCACAAGGGTTAAAGGAAAACGAGCCCTAAA
TGTTTCAAATATTAAAGCGTTATTGTTCTTCCAGCCAAAAAAAAAA
>CL3Contig31
TTCTTGTATTTATTTTTGTCTTGTTACATTAGACGTGTCTTTTTTTAATTAAAAACATAG
CCCTTAAGCTGTCTGAGCTCAATGTCTGCTGTGGTCATTCTTTTACTTCTAAGAATTAGA
TATGCTTGATCTAGAAATGCCTTATTTTACAAAGCAAATTCCCAGATTATGTTCTAAAAT
GCATCCTCAGTGGAATGAACCATCTAAAGATTTAAACGGGCAGGATGTATAATAGGTTCA
AAACTGCAGTAAATGCAGCTGTAACCGTTGTGCTATCCTAGGCACTTTGACATTGGGAGT
TGGGTCATCTAGACCCACTAGACAGTGCGCTGAACCTTTTCTTCAATGATTTGTGATCTA
CACTGGTGTCCATGGATTACATGAAATCCTCTCCACCGTTATCATGGTAGGGATAACATG
TCAATGGTCATCTTGACCCCGTAGGATAGCACAAGGGTTAAACTGGCTGCATGACATCCA



TGCATCACTTTCGACGTCTGCTAATCACTTTAAATATCTGCAACAGACAAACCCCATATT
GAGGGCTTCTTTTTTTACAATCTGAATACATTTAAAACTAAAGATGCTTTTTTGCTGAGT
GTTTCGTGCGCGTCGACATTGAATAAAAGAAACTGCATTAGACGGTGGTACTCTTTATTA
CAACACATTTAGAAAACCAGCTTGTGTGGGTAGACACCATTCGTCAGGTAAAAGGAGGAG
CGAAGATATCCTTTCAGCTGAGGAACTTTTTTGATGAGAGGCAGGAGCTTAGAGTCAACC
TCCTTCTGGATCTCCTTCCGTTCCTCTGTCAGCTGGTATTTCTCTTTTTCTGTATCAAAG
ATCTCTCCCTCTTGGTGCCGGGGTCTCCTCAGCTTCTTCTTCTTGAAGTACGCATCGTTG
AGGGTTTTGGGGATCTTCATGCCAGTGATGTCAACTTTGGTGTTGGTGGCAATAACAAAC
TTCTGGTGTGCCCTGCGCAGGGGGACTCTGTTCAAGGCTAGAGGGCCAGTGACAAGCAGA
AGACCACTGGAAAGCTGCTTCAGGAACACCACACGCTTTCCGCGGTGGCGGCCGGTGAGC
AGAATGAGCACGGTTCCGGGTGTGATGGAGGCGCGCAGCTTCCTCTTGTGCTGGCAGAAG
GGCTTCTTCCCGTGGCTCTTCAGCTTGCGGGGCACGTCCTCTGTGGGATAGTAGCGAGGC
ATTTTACGCAGTTTGACCACACGGGTGCCTCCATTCTTGTCTCCACCAACAGTCTTCACC
ACAGTGGCTCGAGGTCTTTCCTTGATCTTAATCTTCTTCTCCACCTTGGTCTCAGTGGTC
TTGGTCTTCCTTTTGTACATGGCCCTGCGGGCGAACATAGCAGACCGGGAGTAGCGTCCG
ATACCCCGGGCCAGAACCGGGTTCCGGCTACCGTGCTTCTTCTTGGCAGGCTTTTTATCT
CCCTCTGCCATCTTTGCTATAAAAAAAAGCCCCGGCCATAATGCC
>CL3Contig32
GATGCTTTATTATAGTCGGACAAATAACTCGCAAAACACAGTAAAACAGCTAAATAACTA
AACACATTTGGTCAAAAACCCACACTTAAACCCAAATCCGTCCAGACAGGCAAAGGGAAT
GGTATCCCACAATCCCTTGCGGTGCCGATCTAACAGCAGCACCAAAGTTACACCTACTTA
TTGAATTAATTTGAATGAAAGTAAAATAACTGTCTGAAAACTACGTGTTATTTTTAAACT
GACTTAACTAAAAGTGATTTATCTTAACTGAAGCAAATAATTAAGTTAGAAAGTGTATTT
GTAACCCTTGTAATATCCTAGGCACTTTACCGTTGGGAGTTGGGTCATCTAGACCCACTA
CTAGACAGTGCTCTGAACCTTTTTTTTTCAATTTTTTGTGATCTTCACTGGTTCAATGGA
TTACATTAAATTTTTCCACCTTTATCCACCTTTGTCATGGTAGGGAGAACATGTCAAAGT
AAGGGTGGGGTCATCCAAGACAGCACAAGGGATTTATACATCTATACTTGGATGATTGTA
GTGGGATTTCAACAACCCGTCATCCACAGATAAAGTATGGAAGCACATTTGTTTGATCTA
CTTAAGCCCGTTTGGACTCTGGCGCTCCACGCGCTGATGAATAGTGGCGTTTGGAGGAAG
TGCGGCTGCGCAGTCCGTCACTGAACACCGTCACTGCCTGGACCTCTTTCTGGGTCCTAG
TGCCCTAAAGGTTACAGCTCCTGGTTCCACTAGAAAAAAGTCCATTCTAGAGGCCACTCT
GACGTCATCGTCATCAAAGACAGCGTTACCTAGCAACCATACCAAGACCATAGCAGCTAT
AGAGGGAAACACAACAAACCATCAACGGCGGTTAAAGCAGTCAGACGTTTGTTCTGCAGC
TCAGCAAAAATCTCTGCTTTAGGTTTTGGGGAGAAAAACAAAGGAAAACACACGGAGAAG
GATTCTGCAAAGGAAATCCCAAGTTCTATTGGTAAGTCAGCGTCCTGGAAACATGCTTTG
TTGGTTCTGAAGTGGCATGAATGCAGACTTAGATTGGTTTGTTTCCTTGGATTCTTCAGA
TGGATTCAAGCTGTAAATGTTGTCAGCATAAAGCAAGTTTGGACTAAACTAAAGCAGAAA
GTGGCTTTGAAGATGGTCAGGAGAAATGAGGGCTTTTTTCAGGAATTCTTGGAAGAGGAG
GACTTCTCCAAACAACCAGAATCTAGGAGGAGGTTTTTTCAGCATTGAGATCAGGATTTA
GCATGAGCTTCAATCCCATTTTTGTTCAATCCAAATGTTTACCGTCATATTCAGGAGTTC
AACTCTGAAAGCCACCATGACATCATAGACATTAAAGACCCTGTTACCTAGCAACCAAAC
ACAACAAACTGTAGACTATTCAAACTGGACATTTTGGGGCAACAATTCTTTTCTAACTCA
AGTTTTTATGAAAAATCCAAATGATGGAAACAGATTGTGTAAAGGAAATGAGGATCTATT
GGTGAGTCACAGTCCTGGAAACATGAGTTGTGCTCTGATGAAGACGCCTGATCCAAATG
>CL3Contig33
ATGTGTAACATTTTACAAAAATTGTTGTATCCAATGCCTTGCATCCAACTGATGGTTTGG
TGACAATTTCTCTGCATACACAAACATTGTGCAAACATTGAATAATTACAACTGCAGCCA
CACAAGTGTTATCAACTAAAGAAAAAATTTATTTAAGAAATTAAAAACTTTTATGCTCTC
GCGGGCCAACTAAAATAACATGGAGGGCCACATTTGGCCCCCGGGCCTTGAGTTTGACAC
ATGTGCACAAGATAGTCCCAAAATATAGTTGAGTATTTGGGGAGTAGGGAGGAAATCCGG
ACGCAGCCTCTAACTTTACCGAGTCACCACAAAAATCCACTTTACATCAGTTGGGAGTAC
AGAACCGAAACCACATAGGGAAACAGGCAATTTATTTACAAGGTTTTTTATTTGAATTTT
ACCTGAAGCAATTACAAGACATTTGAGAAGTTCACAAAGGAATGCAGTACAGAAAAAAAA
AAATTCCATTGGGAGCAACGCTGACTCATCAACTCTTCACTAGGAATCCAACGGGATTCA
TCTTCAATGCAAGCATTTAAACAGTGAACAAAGACCAGAAGGACCAGGAAGCAAAAAGAC
GGGAGGAGAGTGAAGAGAAGAGATCTACACAACATTGAGGGAGTGGTCTTAGGAAAACAA
AAAAAAAAATACGGGAGAAGATGGATGATCTGCCACACCTGTGATCTTACAAACCGGCAT
ACGGCAGCGAAGGGTCGAGCCCCGGAACAGCACCGGGCACTCTGCACCGCANCACGCCNC
ACCAAGTCNCCAGCGCANTGCACCGCACCTTAACAGCTAACCGGCATTACTCANCTGCTA
CNCAACTGCNCCNAGNGCACAAAANATNCCCAANAAAAAGGGTTAGTCNTAGGAAAGCNT
CTTTGATCAAACAAAGAAANTCTGTCANAAAAAATCAAAANCTACNCGACTTTCCTNTTG
ACACNTTTAANGGCCTCTCGTTTTGAAGCAGGGCATTTTTTCATGAAAATTTA
>CL3Contig34
GTGAGGATCCAAATNTTGAAGAAAAAGGTTCAGAGCACTGTCTAGTGGGTCTAGATGACC



CAACTCCCAATGTTAAAGTGCCCAGGATAGCACAAGGGTTACATAAAATCGGTTTGCATC
ATGATTTGAAACAGAAGGTTTGAGAGTTTTAGTGCAGAGCAGCAGGAGGTGATGCCGATG
TTTCAGACCTCAGGAGTTTACAGATCATGGCTGAAAGCAGAGCCACTATTCCAAAGGTTT
AATTTGTGCATTCATGATAGGTAACAAACAGTGAGAGGAGACGAACGGCAGCAGGTGGGA
CTGATGGGTGTACCGTTCAGACAGAAAACAACTGTACAATCTATTCTCATGAAGGAACTG
CTAAACTTTAACTACAGATAAAATTAGTGCTTTCAGCTCAACTGTGTACATACAGTATGT
ATATAACATATCCCCCCCCCCTCCCCGAAGTGATTCATGTCAACAGGTCANAGTCACGTT
GAAAGACTGCTGTTCTCAACAACGCCACGTTAAAACGGTCTCCATGGAAACACGGCAGCG
GTCTGCACTGGCTTCATGGAGCCGCTTCCCCTTGAGCTCATTTTGGTTTTGGCAGCTGGA
CCGGGTCCAGTCCCGCCCGCTAACTGTGTCGAGGTAATGAAAACACGCGGAGCCACTAGA
GGGCGCCAAAGGCATTTGAACTGAAAAGTTTCTGCTTTCTGCAGGAAGTCGTGGGATGCA
GAGCCGGCTGGCCTGATGGGTTAACCGACCTGAACTCCAACAACCAGGAGGGAAGTGTGG
CGTTCAGGCTCGCTTGGTTTTCAAGTCAAGAAGAAGAAGTAGTAGTCAAGGTTGCTGTAA
GTGACTGATGGGAGACTTCTGTTCAACCCAGATGAGGCCAAGTCGTCTGCAGAGCAACAG
TCGGCACAGGACAACCGGTACGAACACGGCTACAGACGTGGTTGTGGTGGAAGCGTCTCC
TCAGCGTTCCAGGGTAAAAACATTCTCAGTGGTCAGACAGCGGACGCCGCCGCCGCCGTC
AGTCTGTCACTGTCATTCATTTGTTCTTTAAAAGAGAAAACAGCTCTTCGTGTGGGTTAA
AACGCCCGCTGTCCTCTGCAGGCCTCTCCTGGACTCCTGTAATGGCACACGGTTCCTTTC
TCCATGTCGGCAGGAAAGAGGAGGCGCTCCGGAAGAAGGCTGCGCTCTTCACAGTACGTT
GGGGTGAAATCAGCACCAGTCAGCAATGTAGTCGAAGTCCGAAAACAGGCCCTGCTCCTC
CGAGTTCAGCATCCGGGGCTCCCTGGGGGGGGTCAGGATGGGAGCTTCTGAGGTGAACTC
TTCATTC
>CL3Contig35
TTTATTTATTGGTACAAGTTGAAATGAGGTTTTCCTTCTTATAAGCCTTTTTTTAGGGGT
GGAGCTGGGGCTTGAACTGCAGAAAGTCTCCTCCTCAGCAGACAATTAGTCCCTCATGTT
CTCTCTCCATCAATGACTCTGTGCTGCCTGAGAATGAAATGAAGAGGAAAACACATAAAT
GCCACAAGCCCTGGACATCCATGCAGATCACAAAGAGAAACCTCCTGGCTGTGTGGGGCA
GAACCATCCAAAAGCTGGGAGGAGAGCTCTTCAACCACACTTCAAGGACCTGCAGTGCTG
CTGGACTTCACCAACCACAGTCTGGTCAGCAGCATGACATCATAGAGCCTTTAGTTCTTT
ACCATGGCACCATAACCTGCAATCCATCACATCATGCTTGATCAGTTATGCAACAACTTT
AGAAAGTGTAACCCTTGTGCTATCCTAGGCACTTTACCATTGGGAGTTGGGTCATCTAGA
CCCACTAGACAGTGCTCTGAACCTTTTTTCTTCAATAATTTGTGATCTTCACTGGTGTCC
ATGGATTACATGAAATCTTTCCACCTTTATCCACCTTTGTCATGGTAGGGAGAACACGTC
AATGTAAGGGTGGGGTCACAAGATAGCACAAAGGTTACAAAAGATTTTTACCATAGGTTG
ATGACAGCTGATTCTTGTTTTCCTGATGCTCAGACAAAGCCCTTCAGTGTC
>CL3Contig36
GTTGGAAGAGAGTTTTCCTCCTCTCTTAGCTCCTTTGAAGCGCCNNAAACAGTCAGGATG
AAAGTGGCGATTTTGTTTTTGTGTTTTCTGCATTTGACTTTTGTTATTTCTAGTCCTCGG
GCTAAACCCAGACACATATGGCTTAGCGAGGAACAAACTTTCCAGAGCANAGGATTGGCA
AATCAGGACAGAGTGGGACCTCTGTTTGCCAGAAGGGGACAGTATGAATATCAGCAACTT
CTTGGGCCTAAGACAGTTGTGCTTCCTCCCTCTCANAACGACGTTCTTCACACCAAAGTT
GAGAGAAAACGCATAAAGCCTGGCTGCTCCCTGCTGGGCCAAAGCTGCTCACGCCTGTCG
GGCTGCTGTGAGGCCTGTGCGACGTGCCACTGCCGCTTCTTCAGCGCTATCTGCTTCTGC
CGGAAGGCAAACGTGCAATGCGAGAGGAAAAAACTGAACACTAGCAAAGCCAGACAGAGG
CGAAAACAGATTCACTCGGAGAACCAATAAACACGCCAACCCATTTGGGTTATAGAAGTT
CAGCGGTTGGTTCACTTCACACTCTTGACTTTTTTATACCTCTTAACCCTTGTTCTATCA
TAGATGACCCCACCCTTACTTTGACATGTTCTCCATACCATGACAAAGGTGGATAAAGGT
GGAAAGATTTCATGTAATCCATGGACACCAGTGAAGATCACAAATCATTGAAGAAAAAGG
TTCAGCGCACTATCTAGTGGGTCTAGATGACCCAACTCCCAATGTTAAAGTGCCTAGGAT
AGCACAAGGGTCACGAAAAATGTTTGAGCATCTTTTTTTAAAGTATTTATTCTTTATTAT
TGCAGCACTAANTGGTGTTTTGGTTGTTTTTTTNTGCATTTTGGTTGCACCCTTGGTTTC
CAGGTAAACCATTATATTTTACTGAGTGTTTTAGTTTTTACTTAGTTTAAGTACAAGAAA
AGTGTATTAAACGGTACTTTTGGAATTTTGTTACAAGTTTTTNTAATTTNTAAAAGGTCA
CCTCGTGTCCAAGTTTATTGTCTATGTGGATTCACATTCATCTATGTTTTTTCATAGTGG
GTTAAAAAAAGCAGTCAGTAAGCTTTTTTTTTTGAAGATGTTTCACATTTTCTACAAGAT
GAAGTGAACATCTTCTAAATAAAAGAGAAACTAGGTTCCGTTGTCCACTTTTTCTATTTT
ATTCAGTCTAGAAAAACATTGAGAGATTAAAATCATGTGAACTTTTCTGTCACATTAAAA
ATAAAAAACTGAATAAAAAAGAT
>CL3Contig37
TCGGCACGAGGCTCGTTCTCTGATTATTATTATTTTGATTTTTGTAGAAAGGTAATTTAC
GGAAAATGATAAAAAGCTGGTTGGTCAGTTGGTTGTATTTGTGCAGATGCATGCTATGCT
AAAGGTTAGAAATGCTGTCACTGACTGTATCCCAGAGAAAGACACCTTTCTGTCACAAAG
GCTGCACAGCTGCAGACCCGCATGCCGTAACCCTTGTGCTATCCTAGGCACTTTAACGTT
GGGAGTTGGGTCATCTAGACCCACTAGACAGTGCTCTGAACAATTTTTCTTCAATGATTT



GTGATCTTCACTGGTGTTCATGACTTACATGAAATCTTTCCACCTTTGTCATGGTAGGAA
TAACATGTCAAAGGAAGGGTGGGGTCATCTAAGATAGCACAAGGGTTAAGACACTAGGGA
ACACATGGAGGAATGAAGGCAAAAAATACATGTATGCGCTGGAGATGGGATGCAGGCAGA
AAGCAGAGCTCTGTGGGTAAATACAAAGATGGCCTGATGGTGGCTTGGAAGGGCAGAATG
ATTCCCCCAAGTTTTTCTTGTGAATTAAATGTGGGGGAGGAGGAGGAGATATGTTGAGTA
GTGAGAGACAGCAAGACATCGGGAAAGTTGTGACAAAAATTATTGATGCTGTACGTGGAA
AAAGATCAGGAAAAAAAAATCAGTGCGGGTCAACTCTGCTGCTCGTGTTTTTAGGCCTTT
TTATTGCATCTTTGACTGTTCTTTTCACCCTCATCCTCAGTTCAGTCTGTCCATCAAAAA
AGATGCAGAAACACCTTCACTTACCATTTCAAAGTTGGAATAAAAAAAAGGAAAGTCATA
TATTTAAACAACAAAAAAAAAA
>CL3Contig38
TATCTTCTGGAACTGTTCGCAAATAGGACCATTTTGGCATTCCATTCATCATTTCTTAAC
AAACGCTTTGCGCTACACAATCCCCTTCAAGCAGATAGTATTACATCTGGGCAACATTTC
TGAAACAGTCATTTCTCAAGATCAGTATTTGGTGAAAATATTCCTGATTGCAGCAAGGAA
AGCAATAACTAGAAGATGGCTTAAGCCAGAACCACCAACCATTACAGACTGGACTGAAAT
AGTGGAGGAGATTTATATTATGGAAAAGATGACTTTTGCTTTAAGATTGAGAGAAAGACA
TTTTAAGGAAAAATGGGACAAATGGACTGTATATAAAAACTCACAGGCCAATGTATAACG
TGTTTACATTTCTGGAATGGTGGCTGACGTGTTCAATTTTCTTTTTTTATTTTCTTGTCT
TTTTTATCTATTTATTTTTAGTTATTATCATTCTTTTTCTTTCGTTTTCTTCTCTTTGTA
AGATTCAATTCGTTTGATGTCATGTTCAAGTGTCTTATATCTTGTTAACAAAAAAGAAAA
ATAAACTTAAGTTATAAAAATGTCCATGGATTCCGGGAAATCTTTCCACCTTTATCCACC
TTTGTCATGGTAGGGAGAACACATCAATGGTAAGGGGGGGTCATCT
>CL3Contig39
TCCTCCAAAATGTGCCAGGCGCTGAGAACAAAACACAAAGCTAAGGAGGACATTGAGTTT
CTGTCAGCATCAAACAATCNTTAGTGTTCATTTATTACAGTGATTTCCATAGGTAGAAAA
TACCCCACTGTTGACTGACAGTAAAATGATACCACATTGATAGACTTTCTGTATTGCATT
AGATCGTTTTGCCTGAAAAATGTTTTTGCCATCTCTTTAGGGGATCTTAAAACCACAGGA
CATCTGGAGTTTACACATTAAAACGATACACAAAGACCTGTTTCAAGCCTGAAGAATTTT
TAAAAACAAAAAGGCCAGTGGGTGACGGTATCTGAAATCATAAGCGGGTTACATTAAACA
CGCCACAGGAGGTCTGAAAGAGCAAACAGAAAAACAAGGGCCCTAAGTGTTATTGCCACA
ATGCTAGCAAAAGGTGAGAAGTATGAAAATGCATAGTTGATGTTTGTGTATCTCAGCCCA
CATGACAGTGCATTTGTCTCTTTAACCAGTGTTTCACTCCAGCTCTACACTTCCCCTTCT
TAACCCTTGTGCTATCCTAGGCACTTTAACATTGGGAGTTGGGTCATCTAGACCCACTAG
ACAGTGCTCTGAACCTTTTTTCTTCAATGATTTGTGATCTTCACTGGTGTCCATGGATTA
CATGAAATCTTTCCACCTTTATCCACCTTTGTCATGAAATAGTAAGTCGCAAATGTCACA
TGGACCCTTAAAAAGAAAGACCTTTTATTTAACCCTTGTGCTATCCTAGGCACTTTAACA
TTAGGAGTTGGGTCATCTAGACCCACTAGACAGTGCTCTGAACCTTTTTTCTTCAATGAT
TTGTGATCGTCACTGGTGTCCATGTATTACATGAAATCTTTCCACCTTTATCCACCCCTC
TGGACGACGACACCATGGAGGCCATGCTCACCCGCATTCTCACCGTCCGAGAGCTGCACC
CCAGGAGCAAGAGAAGCAGACGCGCAGCAATGCAGGACCCGCCGTTTCTACCAGACGAGG
AGGAAGAGGAGGATTCCGATTGAAGAACCGAAGTGACCTTTTTTCTACAGAGATGATATA
AAAGCGGAATCAGTCAGAGTGGTCCTCAGAAAAGTGTAGAGCTGGGACACATGTTGAAAT
GCACACACATGTTGGCACCTCACGCACACCACTGACTGCTGACTTTGTGTTCTCCTGTTG
TTGTTTGTTGTGACCACAGCAACATTTGATTTGATCCATAGTTTAAGTTCACCCTGGACT
TGGTGGCGTTGAATGTTTCCAGAGCGCTGGAGGTCAATAACAAATGTGATTATCAGCTAC
ATAAAGGACATGCAGCCTATTTCAGAAATTCTGCACTTTTTTGCAAAGTTCTTTTACTTT
CCATGCAATTCGTGTGGATTCACTAAACCCTGAAGTTGATTCAAGTACAAATCCTGAAAG
AAAAAGCAGTTGGATGATGTTAAAAAGGAAAATTGTATGATATTTGCAAATATTCTTCAT
TTTCTTCCAAAGGTTTTCATCAAGTCAATAGAAACAAACATTTACTTGTTCATTATATTC
CACATTTAGCCAATTCTCCATGATTTGGTTGCACAGTTGTTGCAACAGTGAATGGCTTTG
ATTGAAATGACACTAAAAGCTGTTTTTTTAGACAATGCTATTGAAATATTTGATCCTCAA
ACCAGATATTACTGTGTAGAAATGAAGCAAATTCCTGAAGATCACTGTGGAAATGTTTTA
AGGTGTTTGCAAAAGCCACCTGTGTTTTGAAGAAGGACCCCACACACATGTTCATTTTGT
TTGTGTTCGTCATTGTTTTGTTTTTTACTCTAT
>CL3Contig40
GAGCTTTAGCTGGTATTTTTGTTGGAACTGAGAGACTTTATGAGCAGAATCAGAACAGGG
AAGTAAAGACTTTAACCACTTCTGATTGGTCAGACTGATGACGTGTGATTAAGCCTCCNA
GAATGATTGGTGGAGACAGTTGAAGGGGCGGGACTTTTCAGAAAACAGTTATAGCTGCAG
CTAAATCGCGGTACCGTCATTCTTATCAAAATGTCTTTAATTTAATCAAATAAACATAAA
GAAAACAGTATTTTACGATCTTTCACTTTCCTAACTACTCAGTGTTTTATCAGGGCCTGT
TAGGATGAACACAGAGCTGTGTGCCGTGGCACACTGGTTGAAAAACACTGACCCTATATT
GTCACTACCAAATCCGAGCCCGTGATTGGTCAAAGTTCAACTGGTTTAACGTTCAGTGGC
TCTGCGTTTTGTACGTGGAACCTGCAAACGCTTGTCAAACCCGCGTGGAGCCTGAAACTC
GCAAATGCATGCATTAACATCGCCTTTCCATTGAAAGCGGTCAGTCCGTGTGTTTCCGAC



ACAGCATCATGTACGTAAAGCAAACTCGAGATGCTGCGTCTTTTTTTTAAATTTTTAATA
GCACTGTAAAACCATAACCGTCAAGTTTTACCATGAAACCTTTGCACAAGAGCCAGATCG
GAGAAGTCTCTAAACATTTTTCCATTTTCCGCCGTTGTAGGATTCCAGTATAAGAAGCTA
AGTTCTCACCGCTGTTCAAGCGCAGAGCAGAATGCATGTTTCTGCACCACCAAGTTGTCA
TTTTTGTGTGAAAATGTTCTTGACTTGCTGCAAAGTCTGCAGCTTGAAGGTGTTTTATGT
TGTCGATGGTTTGATCCGTGGCCGTACTGAATGTAACCCATGCAACTGATCACTAATTGT
AAGCAGGAAAAGCACTAGGTGTTCGAATAAAGGC
>CL3Contig41
ACTATTTTTCTGGGGAGATTTAAAAAACCCAACTTTGGAATTAGAATAAACCGCAAACAT
TATGATGATGAGCAGCATCTAAACAAAAACAATAATGATCTTGCAGGTGACAACAAAAAG
GTGTTATTTTTGTCATGAGTGACAATGAGAACATTAATAATTATGAAAAGTGTTAAATCC
ATTTTTTAACATGAAATTTGAATTGAAGGCAAAAAACATTTAAAGGCTAATTAGTTTTTA
TAATGGTTTATCTGATTCATCTTTGTCAATTCAACCCCACACACATAAACATCGTTCCAT
CAGAGAAACCAACGTGCTGGAAATTACTTGAGACTTTGACTGTTATGAGAACAGCAGATC
CTGGAATGATATGATAATAACGGCAGCCTCCATTTTTAAGACACAATAGAAGGAAGACAT
TTGCAAGTAATCACGGAAAAGGAGTTTCAGAAGGAAACCGTTTGAAAACATGTTTGTGAG
TCAACGGAGAGACAGTTACAGACAGAAGGATCTGTTAACCCTTGTGCTATCTTAGATGAC
CCCACCCTTCCACTGACGTGTTCTCCCTACCATGACAAAGGTGGATAAAGGTGGAAAGAT
TTCATGTAATCCATGGACACCAGTGAAGATCACAAATCATTGAAGAAAAAAGGTTCAGAG
CACTGTCTAGTGGGTCTAGATGACCCAACGTTAAAGTGCCTCGGATAGCACAAGGGTTAA
ACAGAGTTTCTTTAAAAGAAACACATTTATTCACCAAACTCAGCACAGAACCACAGAGGA
GCCAAACAAACTGAAACCAAATCCAGGATAAAGAGGTTCAGTGAATGTGGTCTTGACGGT
GTGGAGGTGAATCANTGAGTTAGAANAAACTCTGAAGAAGGACAGAGTGCCTGCAGGACA
GTCCACATACACTGCTACTCTGTG
>CL3Contig42
AAAGAGGTTCAACTTTATGTAAAATCAGACGGAAAATGGAATTTGAAATTTATATTGCCA
ATAAATGGCTTAAAAATCGACCGCTTAAGAGAGGTGAAATGAAAGGTTTCTTTAAAAATG
TTGAACTCTGACATCTAGTCAAGTTGAAAGACAAACTTTTGGGAAAAATGGAGCAATCCA
AAAATGCTGATACATTAACATTCTTGGTTTAGCACTTTAAGACTCAAAGCAAGCAAAAGG
TCAATCTTTTAAGCAAACAATTATGCATTTAACCCTTGGGCTATCCTAGGCACTTTACCA
TTGGGAGTTGGGTCATGTAGACCCACTAGACAGTGCTCTGAACCTTTGTTCTTCAGTGAT
TTGTGATCTTCAGTGGTGTCCATGGATTACATGACATCTTTCCACCCTTATCCACCTTTG
TCATGGTAGGGAGAACACGTCAATGTAAGGGTGGGGTCATAGGATGGCACAAGGGTTCAA
TAAAATAAAAGCTTCATCTTCCATTATTGTTGGATTTTAAGCTTGTGGTCAGCTCACTGA
TGGACCAAAGTCTGTAATACTCGTCTTTGCAGTTGCATCAACACGTCCTGACCATCTTGG
GTCAGTTTAGAGGACAGAGGAAAAACCGTAATGGCCATCAGTGATTTTCCTTGCGGTTCC
CTCCGCTCCATGTCTCTCCTGTTGGTCAATGATCATCCGTGTCGCTGTAACTCTCATGCA
AATAAACACATTATGAGCCTGAAAAAAAAAA
>CL3Contig43
CTGCTTTTTTGACGTGGGATGAAAAAACCTGCAGACGTTCTGTGTGGTTTAAAAACCGGA
GCTGCTACAGTTTGAGACTTCAGAGGAAATCTGGCAAAAAGGGATTTTCTCATTTGAAGG
AATGCCTGTGTAACCCTTGTGCTATCCTAGGCACTTTAACATTGGGAGTTGGGTCATCTA
GACCCACTAGACAGTGCGCTGAACCTTTTTTCTTCAATGATTTGTGATCTTCACTGGTGT
CCATGGATTACATGAAATCTTTTCCATCTTTATCCACCTTTGTCATGGTAGGGAGAACAC
GTCAATGCAAGGGGGGGGGGGGGGGGGGG
>CL3Contig44
GAGGGGTCTTTCCACCTTTGTCCACCTTTGTCATGGTGGGGAGAACACCTCAATGGAAGG
GTGGGGGGGGGTCGTCTAAGATAGCACAAGGGTTAAAGAGGAAAAGTCTTTCTGCAGCAG
AGTCCAATCATTTAAATAGAGAAATGTTGATGCAGAAAGTTCCAGAACCGTGGAGCTCAG
AGACTCACTATATCAACCGGGTTCACCCACTGACCCCAAATCATTCCTGTAGTTAAATAT
TCTCCACCTTTGGCTGCATAAATGATGCAGAATTATCAGCATTTCATCAGCACAGCCACT
AAACAACTTTGTATTTTTCTTTGCATGTTAACAAATCTGCAGGAAAAATCTGTTTCTTAT
TGACAAATAAAGACAGGATGGTTCTGACTGAACCGCGTTAGGATCCAAACTTATTTCTCT
GTTGACAAAAGTGAGTCTGAAAGCATGTTTCCAGGGGGATGTTTTTACTATTTTCTGGCA
GACATGACAGTCCCGTGCATCTTTACTCATGTTTGCCTCCTTTCCTCCTGTGTTGTGGAA
GTTTTGGACATAAGGATTTATTGGGTTTTGTTGAGTAGAAAACATTTTAGTTTACATATT
TGTTTGTGAATAAAGCTTGATAATTGCTAANAAAAAAA
>CL3Contig45
TTTTTTTTNTGATGTCATTTTTATTNTGAGGATTCGAACACAAAACAATAAAATGGAACG
TGCGTGCCCCATGACAGCCAGCTTGCGCTCGAATGACAAAACAGCTACAAGCATTTGCGG
TGCCTGGAGACTTTCATTCAGCTCGTTTAGGTGGCTTGTCACAGTCATATCCATGTTGTG
TAGCAGGAGATCAGAATATTCGCTTTCAACTTCATCAAGCAATGCACAGAACTGACGGTT
TACATCAGCCACCTACCTAGTGGTCCGCTAAAAGCTTCCTCCTCTCTGAGACTGTTTGGA
GTTGTGCGGTGTATGGGCCACGGACAGTTTTCTTATAGCTTTGGAAAATGTTAAGAATGT



TTGTGTCTTCTTTTTCCTCCTACAGAAACCAAATTAAAACAAAAAGTATATTTCTCTCCC
CAATCTTTTTTTTATTTTCAAACATTTTTGAAAATGCTCCAGGGAGCCACTAGAGCAGCG
CTAAAGAGCCGCATGCGGCTCCCGAGCCGCGGGTTGCCGACCCCCGGTCTAGATGACCCA
CTAGACAGTGCGCTGAACCTTTTTTCTTCAATGATTTGTGATCT
>CL3Contig46
TTTTTTTTTTATGAGAAGAATGGCATTTAATTAAGATTTTTCATTTCAAGAATAAAGTTG
TAAAATAATTTTTAAAAATTGTAACAAAATAATTATAAAGAAATGAGAAAAAAAAAACTA
TGGAAATCAAGTTGTAAAAATATATTTAAAAAAACAAGAGAATAAAGTTGAAAAATTATG
AGAAAATGTTAAAACTACAAGAATTAAGGAATAAAAACGATGAAAAAAATTGAGAATAAA
GTAGAAAATAATTTTAAAAAGTCAAAATTCTATTAGAACAAAGTTGTAAAATGATGAGAA
AAAGACTAAATTTATGAAAATAAAGTATAAAGTTATTTTTTGAAAATAAAGTTGTAAATT
TACGGGAAAATGTGTCAAAACTTTACGAGAAATTATAAAATTTTACAAGTAAAAGTAGTA
AAACTGAGAAAATGTTTTAGGAATAGAGTTGTACAAATATTAGAAAAACCTAGTCATAAA
ATATGAAATTTTGTAAAAATAAAAATTTTGTTAATCCCTTGTGCTATCCTAGGCACTTTA
ACATTGGAAGTGGGGTCATCTANACCCACTAGACNGNGCTCTGAACCTTTT
>CL3Contig47
TTTTTTTTNTGATGTAAAGAACTTTTTATTGCCAGAAATGGGAAATAAACCTTTTCAGAG
ATTGAAGCAGCTTTGTTTTTCAGTGCTCTGATGGTGGGAGTGGTGCTGAGGCTGCACTGA
GTGAGAACTCTGGAGCTGCTGCGGTGTGGTTAGGTCATCCCCTTTGGGTTCATCCCAGCA
GAAAGGCACTTTACTCATACAGATCCTTTCTTCTACTGTGCTTAAAAACACTCAGAAACT
CAACCTGCCTGCAGCTACCATGTTTATCAAACTCTGGTGAAGGAAGTTCATCACAGCATG
TTGAGTATTAGAAACGGTTTGACAGGGCTTTCTGCTGATCTGTAGACATCCAGGCAGAAG
CTGGAATCTCATCCAGCTATGAAGGACAGATTGCTGTTACAGATCTGAGGTGAAGAAGCG
TTCAGGTAACAGACACATCAGACTAGCCTGCAAACACAGAAGCCCTGAAAGCTTTGACTT
CATGAAGCTGCTTTAGATCCAGTGTTTTGATTGGACAGGACCTCACCGTGCTCGTCATCT
TCCTCTGAACGTTCTCAAATGTTTGGCCTCCTCTTCAGCAATCGTGTGCAGATTTGTAAC
CCTTGTGCTATCCTAGGCACTTTAACGTTGGGAGTTGGGTCATCTAGACCCACTAGACAG
TGCTCTGAACCTTTTTTCTTCAATGATTTGTGATCTTCACTGGTGTCCATGGATTACATG
AAATCTTTCCACCTTTATCCACCTTTGTCATGGTAGGGAGAACACCTCAATGTAAGGAGG
GGGGGGGGGGGG
>CL3Contig48
TTTTTTTTTTCCTGGTGAAAAATAATTTATTAAAATAGTAAATGACTTTTCCCCAAAAAT
TATTACGTCACAGCGGCGTCAAACCTGCGTCCAGTAAAAGAAATGCTTGGAGGCGGGAGG
ATTTGTGTGTATTTTGACAAACCAAACCTTTGTTACTTTGTCAGGAAAATTCTCCAAAAC
GTCAAGATTGTCATTGCAATAACCTTTGACCTACATTTCAGACCCCATCACAGAATTTTT
CAATGCTAACGAGGCTCTGTGAGATCATTGGTTTCCTTAACCTTTGGACTACTTAACTCC
GTAACCATTGTGCTATCCTAGGCACTTTAACATTGGGAGTTGGGTCATGTAGACCCACTA
GACAGTGCTCTGAACCTTTTTTCTTCAATGATTTGTGATCTTCACAGGTGTCCATGGATT
ACATGAAATCTTTCCACCTTTATCCACCTTTGTCATGGTAGGGAGAACACGTCAATGGAA
GGGTGGGGTCCTCTAAGATAGCACAAGGGTTAAACAGGAGAAGCTCCTCATCCAGAATGT
ATATCATT
>CL3Contig49
TTTTTTTTTTCAGACTNTTCTCAGAAGGAAGAATTTTTATTGAAGTACTTTTACATGAGA
TGAAACACCAAGTTAAATTCAGCCAGAATACATCAACGGTGATGCTTTATGATTAAAGCT
TTTGGGTTTAGACTCTGAAGAGACTAAAATTGTGTCACTAAGGTGAACGTACAAAATAAA
TTCAGTCCAAACCAGTTTTTTTGAGAAGAGATTGGATTAGACAGATTGTTGTGAGGATCC
AACATCACTGAGTGAGGATCAGCAGAAAAAGCCCTGCATGTTTTGCTTTTTTTATTAACT
TTAGTCAAACAGATCGGATTCAAATCATGCTGAACCAATGCGCTCATTAAGGGGGATGGG
AAAAACGAGAACATGCAGAGGAACACAGGAACCCCCCCACCCCAACCCATCACTTATTTG
TGGTGAAGCTTGCCTGCAGAGCAGACACCTGATGAAGCTTCTACACACCGCTTACATTTT
GACAAAGTGGTACTACTCTAAATCAGAAAAAGTGCTCACCTAAAACTACAACTACCTAAC
GGTTTCCTTGCTTGAACATGTTGGATAAATTAGAATTGACGCTAGCTTCTAGGCCAGCTC
GTCTTCTCCTTCCTCCTCGAATTCTCCCTCTTCCTCAGCAGTGGCGTCCTGGTACTGCTG
GTACTCTGACACCAGGTCGTTCATGTTGCTCTCAGCCTCAGTGAACTCCATCTCATCCAT
CCCTTCACCAGTGTACCAGTGCAGAAAGGCCTTGCGTCTGAACATGGCAGTGAACTGCTC
CGAAATCCGTTTGAACAGCTCCTGAATGGCAGTGCTGTTACCGATAAAGGTGGCGGCCAT
CTTGAGGCCCCGTGGAGGAATGTCGCAGACGGCTGTTTTGACATTGTTGGGGATCCATTC
CACAAAATAGCTGCTGTTCTTGTTCTGCACATTCAACATCTGCTCGTCCACCTCCTTCAT
GGACATGCGGCCTCTGAAGATGGCTGCAACGGTGAGGTACCGACCGTGGCGTGGGTCGCA
GGCCGCCATCATGTTCTTTGCATCAAACATTTGTTGGGTAAGTTCTGGGACAGTCAGAGC
CCTGTAGTGCTGACTGCTTCGGCTGGTCAAAGGTGCGAAGCCGGGCATGAAGAAATGCAG
TCTGGGGAAGGGCACCATGTTGACTGCAAGCTTCCTCAGGTCAGCATTGAGCTGACCGGG
AAAGCGCAGGCAGGTGGTCACGCCGCTCATGGTGGCCGAGACCAGGTGGTTGAGATCCCC
GTAAGTGGGTGTGGTGAGCTTCAGGGTGCGGAAGCAGATGTCATACAGCGCCTCGTTATC



TATGCAGAAGGTTTCATCCGTGTTCTCCACCAGCTGGTGGACAGAGAGCGTGGCGTTGTA
AGGCTCCACCACGGTATCCGACACCTTAGGTGAGGGAACCACACTGAAAGTGTTCATGAT
CCGGTCTGGATACTCCTCTCGGATCTTGCTGATGAGGAGTGTGCCCATGCCGGATCCCGT
GCCTCCACCCAGGGAGTGTGTGAGTTGGAAACCCTGGAGGCAGTCACAGCTCTCTGCCTC
CTTTCTAACCACATCCAGAACCGAGTCCACCAGCTCAGCTCCCTCAGTGTAGTGGCCTTT
GGCCCAGTTATTACCGGCTCCGCTCTGACCAAACACAAAGTTGTCGGGTCTGAAGATCTG
ACCAAAGGGGCCAGACCTCACAGAGTCCATTGTACCCGGCTCCAAGTCAACCAACACAGC
ACGAGGGACATACTTGCCACCTGATGCCTCGTTGTAATAGACGTTGATTCGCTCCAGCTG
CAGCTCGCTGTCCCCACGGTAGGTTCCAGTGGGATCAATGCCATGCTCGTCACTAATCAC
TTCCCAGAACTTTGCTCCAATTTGGTTACCGCATTGGCCTGCCTGTAGATGAACAATTTC
TCTCATTTTTGCGGAAATAAGGGAACTTAATACCGAACAAGTACTCCAACAAGCACTCCT
GCAGGAAATTGACCTCACAACTGAACACCCGTTGCTAGCGTT
>CL3Contig50
GGCACGAGGGTTATAACCCTTGTGCTATCCTATGACCCCACCCTAACATTGACGTGTTAT
CCCTACCATGACAAAAGTGGGGAAAGGTGAAGACAATTTCATGTAATCCATGGACACCAG
TGAAGACCTGTACACTTCAACCTGGAGCTGTCTGTCCTCTCCAATGATCACAGCACAGTC
TAGAACAGAGGTGGGCACTGAGGGCCGCAGTCCTGCATGTTTTCCAGCATACCCTGCTCT
GGCATGTTCTAATTGGCTGGACACACCTGAACCAGGTAATCAGCCATGAGTGGGGCAAGA
GTATCTGGAAATCATGCAGACACACCGGTCCTCGAGGCCTGGAATTGCCCACCCCTGGTC
TAAAATGTTGTCCTTTGTGTCTTCACTGGTGAACTTGATGTTCTTGTCGACTGCGTTGAT
ATGATCTGTGAAAGTCTCAACTTCCTAGATTTTGATCTTGACCCAAGTGTCGTCCACATA
TCTGAACCAGTGGCTTGGAGTAGTACCTGGGAAAGAGTCCAGGGCTCTTCTCTCAACTTC
TTCCATGTACAAATTGGCCACAATGGGCGAGATTGGAGAGCCCATAGCACAGCCGTGCCT
CTGCCTGTAGAAGTTTCCCCTGAATTGGAAATATGTCGAGTTGAGGCACACTTCCAGCAG
TTCGCAGATGTGGTCTGGTGTCAGATTTGTTCTGTCTTGTAACTGAGAATCCTGCAGTAA
TCTCTTCCTCATTCAAATCACTGCCTCGGTGGTGGGAATGCAGGTGAAGAGGGAAGTTAC
GACTGGGGAGCTTCTGGT
>CL3Contig51
TTCGGCGCACTGTCTGGTGGGTCTGGGTGACCCAACTCCCAACATTAACGTGTCTAGGAT
AGCACAAGGGTTAAAAAATAGACTATATGTTGCACGGTGCGCTGCCTCTTAGCCGGCTCA
GGCGGCACCGACTTCGACTTTAGCAGCAAAGGAAAGTAATGTCTATGTTGGTCGTCACGA
TGGGTTGAATAAAGCGTCAGTTAAGAGAGAAAGTTCACCTTTTACCGCTTGTTTTTGTCC
AAATGAGGAAACTAAAGGTTGTTATAAGCATTGTGCTATCCTAGGCACTTTGACATGGAG
GGTTGGGTCGTCTGGACCCGCTGGACAGTGCTCTGAACCTTTTTTCTTCGGTGATTTGTG
GTCTTCGCTGGTGTCCATGGATTACATGAAATCTTTCCACCCGTATCCACCTTTGTCATG
GTAGGGAGAACAAATAAAAGTAAGGGTGGGTCATCTAAGATAACACAAGGGTTAAAGAAG
CCGGCGCAGTGATACGGAACATATAAGATATGTTACCGGAACTTTTTTTTTAGGGGTGCG
GTTATCCTGTGGTGTATCACTTTTAAATGCACACCCAGCAGCCAATTGGAGNTGAGACTA
TTAACCTATTGACCATTAACGCATACTTAATTTTCCTGATGCAGATACAGTTTTTAGAGG
AACGTGGTGCTGTGTCACGATGTTNGGTTGGGTGTTGTTGTGGACATGCTAACGTGTAAC
AGTTTTTTTTTTTCGTGTTGCTAACAAGGCTAGGAGTTATTGTAAATATTCTAACGCAAC
TAATGTGTAGCTTGTTACAAAGAAGCTCTGGAGTTTCTGGAACGCAGTCAATAAAGT
>CL3Contig52
TTGTATAAAATAATACATGTGCAACACAAGGTATTTTATAAAAGGTCTAAACCACCAACA
TGTTAAATACAGAATAAGAGTAACCATACATGCTCAACCAAAATATTGTGAACATTTTTT
CATGTAACCCTTTTGCTGTCATAGGCACTTTAACCCTTGTGCTATCTTAGATGACCCCCC
CCCCCTTCCTTTGACGNGTTCTCCCTACCANGACAAAGGTGGATGAAGGNGGAAANATTT
CANGTAATCTATGGACNCCAGTGAAAATCACAAATCANTGAAAAAAAAAGGTTCAGGGCA
CTGTCTAGNGGGTCTANATNACCCAACTCCCATTGTTAAAGNGCCTAGNANAGCANAAGG
GTAACTACNNAACATTTTTACAATATCANC
>CL3Contig53
AATTTATTTAAGAAATTAAAAACTTTTATGCTCTCGCGGGCCAACTAAAATAACATGGAG
GGCCACATTTGGCCCCCGGGCCTTGAGTTTGACACATGTGCACAAGATAGTCCCAAAATA
TAGTTGAGTATTTGGGGAGTAGGGAGGAAATCCGGACGCAGCCTCTAACTTTACCGAGTC
ACCACAAAAATCCACTTTACATCAGTTGGGAGTACAGAACCGAAACCACATAGGGAAACA
GGCAATTTATTTACAAGGTTTTTTATTTGAATTTTACCTGAAGCAATTACAAGACATTTG
AGAAGTTCACAAAGGAATGCAGTACAGAAAAAAAAAAATTCCNTTGGGAGCAACGCTNAC
TCATCAACTCTTCACTAGGAATCCAACGGGATTCATCTTCAATGCAAGCATTTAAACAGT
GCCNCGTGCCTTTTTTTGGATGTTGTTACACTTTAATTTGAAACACTGAAAGACTCAGGT
TTACAGTGGCTTTAACTGTGTAAATATTTTCCAGGTGTTCTGAACTTTAACATGCATCAA
GCAGGAAGATCATTTTTAAATTACACGTGAAGATCTGCAGACAATTTTCTTGAACTTGGG
AAAAAAATGTTCTGACACAATCTTGCAAAGATTTTCTCTGCAACCAACTTGGAAATATTT
TTCCTCTGGAACGAAAGGCAAATGCTCAAATTTGGAAAAACAAAGCAACTCTATTGAAGC
TCTTCCTCGCCCTCCTCCTCAAACTCTCCCTCCTCATCAGCTGTGGCCTCCTGGTACTGC



TGGTATTCTGACACCAGGTCGTTCATGTTGCTCTCCGCCTCTGTGAACTCCATCTCATCC
ATACCCTCTCCGGTGTACCAATGGAGGAAAGCCTTGCGCCTGAACATGGCTGTGAATTGC
TCGGAGATGCGCTTGAACAGCTCTTGGATTGCCGTGCTGTTGCCGATGAAGGTGGCAGCC
ATCTTGAGGCCTCTGGGGGGAATGTCACAGACGGCTGTCTTGACATTGTTGGGGATCCAC
TCAACGAAGTAGCTGCTGTTTTTGTTCTGCACGTTGAGCATCTGCTCGTCTACCTCCTTC
ATGGACATGCGACCGCGGAAGATGGCAGCCACCGTTAGGTAGCGCCCGTGGCGTGGATCG
CATGCGGCCATCATGTTTTTGGCGTCGAACATCTGCTGAGTGAGCTCTGGCACTGTGAGC
GATCTGTACTGCTGGCTGCCTCTGCTTGTGAGGGGAGCAAAGCCTGGCATGAAGAAGTGC
AAGCGGGGAAATGGAACCATGTTCACAGCCAGCTTGCGCAGATCTGCGTTGAGCTGACCT
GGGAACCTCAGGCAGGTGGTGACGCCACTCATAGTAGCAGACACCAGGTGGTTGAGGTCA
CCGTAGGAAGGCGTTGTGAGCTTGAGGGTGCGGAAACAGATGTCGTAGAGGGCCTCGTTG
TCGATACAGTAGGTCTCATCTGTGTTTTCGACCAGCTGGTGGACCGACAGTGTGGCGTTG
TAGGGCTCGACTACAGTGTCGGACACTTTAGGAGAAGGCACTACACTGAACGTGTTCATT
ATGCGATCGGGGTATTCCTCCCGGATCTTGCTGATCAGGAGGGTGCCCATACCTGAACCT
GTACCCCCACCAAGAGAATGGGTCAGCTGGAAGCCTTGTAGGCAGTCGCAGCTTTCTGCC
TCCTTCCTAACCACGTCAAGGACAGAGTCAACCAGCTCTGCGCCCTCGGTGTAGTGCCCC
TTTGCCCAATTATTTCCAGCACCACTCTGACCAAAGACAAAGTTGTCAGGTCGGAAAACT
TGACCAAAAGGTCCGGATCTCACAGAGTCCATGGTACCGGGCTCAAGGTCCACAAGCACA
GCACGGGGGACATATTTCCCTCCTGAGGCTTCATTGTAGTAAACGTTGATCCTGTCCAGT
TGCAGGTCACTGTCGCCATGGTAGGTCCCAGTGGGGTCGATACCATGTTCATCACTGATA
ACCTCCCAGAACTTGGCACCAATCTGGTTGCCACACTGGCCAGCTTGAAGATGTACGATT
TCCCTCATTTTTGGTGGTTACAGGCGGAGGAGCTTACGATTCTGTCTTCTCATCTACCGT
TAAATCCAGTAGGC
>CL3Contig54
TACTTTAAAAAAAATCCAACAGTATTCACATTTTTCTTTATGGTTTTCATAATTTCAGGA
GGAAAACTCCAGAAGAGAACATTCAACAAAACTTACAGCTGCACTCAAGCAGCTTCCATT
TCACAGCATTTTATTTAGGATCCCACTTGGTCAGACATTTCCCCCAAAAATACAAATCAC
GCAGCAGACCGTTCTGGTTTTGATGAAGCTTTAGGTGTCCTGACGCAACATGTCCTGGAG
GAGTTGGGTTCAATGTGAAGTGATCCTCTAAAAAGTGCCAAGTGTTCATTAATAACGATG
AGAATCGATAAACTTTAGCACAACTCTTGAACAGAACAGGGGTCTGCAACCCGAGGCACT
GGAGCCACATGGTTTTTGTTTTTTTCATTTCTTGTGGCTCTTTAGCTCTAACCCTTGTGT
TATCCTAGGCACTTTAACATTGGGAGTTGGGTCATCTAGACCCACTAGACAGTGCGTTGA
CCCTTTTTTCTTCAATGATTTGTGATCTTCACTGGTGTCCATGGATTACATGAAATCTTT
CCACCTTTATCCACCTTTGTCATGGTAGGGAGAACACGTCAATGTAAGGGTGGGGTCATC
TAAGATAGCACAAGGGTTAAAAGAATAATGCTTGAATAAATCAACTAAATTGTCATTTGT
GTTTAGATTTTTATAGTAACTTTTTGTACAACTGCTGACTGCTGAACACAATTTCTTGT
>CL3Contig55
GCCTACTGNTTGTCATTGAGCAGCAGCATTTTAGCCGACTGTATGCCACGGTCTCATTCT
AGCTTGTAAATGAAGCCATCAAAAGACAAAGACCTGTTCAGATAAATGCATGTGTAGGAA
TAGATTTAGATCACTCCAAAAGCTACACACAATCATAGTCTAGTGGCTGTTGAAGCTGTA
AGGTGAAGACACCGACAATATGGTTTCATTGATGTCGCTGATTTAAGGTGAATATAATGT
GGCATCGTGCTCCATCCTCTTTAAGATAAGTCATTTTAAAAAGAGGGGGAAAAAATTAAG
ACACACATTAGCCTAAACATTTGAAAACCTGCTGTACTCACACAATGTTTCTTCTGAACT
GGATGATCTCTCCAGGTTTTGAAGGATACAGGCTAAGCCAGGACTCAGCAAGGACAACTG
CTGCTGCTGTGTGAAATTGTGCGTTCCTGTTGTTAAATGGCTACAACAGCAGCCTAGCCT
TGTTGTGGTGACCTCTGCGGTCCATAGTGTGTGAACCGTGATCCTGGTTTAACCCTTGTG
CTATCCTATGACCCCACCCTTACATTGACGTGTTCTCCCTACCATGACAAAGGTGGATAA
AGGTGGAAAGATTTCATGTAATCCATGGAAACCAGTGAAGATCACAAATCATTTAAGAAA
AAGGTTCACCGGACTGTCTTGTGGGGTCTAGATGACCCAACTCCCAACGTTAAAGTGCCT
AGGATAGCACAAGGGTTAAGTTTCTGCTTCTCTTTGTGTGTCAGCGAGTGTGTGACTGTG
TGTTAGCCTATTCGTACCAACTCGAACCCAACCACTAGAAGTGCTGCTATGCACTCCCAA
CACCTTGGTGCTATCCTTCTCATCCGATAATGCTGTCTGAGTTGACCTGTGTGTGGCGTC
ACGCCAGGAAGGAGGATGTAACACCACTGCAGACCATGTTGTGATTT
>CL3Contig56
CCTACTGGAGAGTGCACGGTTTTGGATGAGCTCCTGAAATGGAAGCGTGAGTCCCGGGGT
GAGGGCAGCCGGCCTGGGGGAGACGACAGCGACCACGCCGCAAACGCTCGTGGAAGCGGA
CCGGGACGTGGACTGAAGGATGGGGGACAAAGCAGAGGATGAAACCAGCTTCTACTCCAA
CGCTGAGGGCTACTGGAGGGACGTCCCCCCCACGGTGGACGGCATGCTGGGGGGCTACGG
CAGCATCTCCAGCATTGACATCAACGGATCAAAGGCTTTCCTCAACAAATTCCTTGGTGA
GGGAGAGGGGAAGACCGGCTGCAGCTGTGCTCTGGACTGTGGAGCGGGAATCGGCAGGAT
CACCAAGCGGTTGTTGCTTCCTCTCTTCAGTACGGTGGACCTGGTGGACGTCACCCAGGA
GTTCCTGGACAAAGCCAAGCACTATCTGGGCACGGAGGGCCGAAGAGTGGAGAACTATTT
CTGCTGTGGCCTGCAGGACTTTGAACCCATGAGTGGACGCTATGACATCATCTGGATCCA
GTGGGTTATTGGTCACCTGACCGACAGCCACCTGGTGCAGTTCCTGCGCCGCTGCCAGAA



GGGCCTGAGACCCAACGGCCTGATCGTCATCAAAGACAACGTGTCCTTCGAGGGCGTGGT
CCCAGACGAGGTGGACAGCAGTGTGTGCCGGGACTTGGAAATAGTCCGCAGTCTAGTTCA
CAGAGCCGGCCTTCAGATCGTCCACGAAGAGCAGCAAATGAACTTCCCCCAGGAGATCTA
CCAGGTGCACACCCTGGCTCTCAGATAGACGGAGACGGCTTTTCTCTGCCAACAACGTGC
CTGATGAGCGCCTGCTGCAGCCGTACCAGGAAAAAAGCTGCAGGCGTCTCTACAGAACCT
GAGGACACGACGTCCTGCAGTAGAACCATCGACACGTCCTGCTCTACTGTTGGGACTGAC
AGCCAAAGGATGCGTTCACAGACATTCAGGACACGTGCATGCTGGGAGTTGCAGGAATGA
CTCTGTGGACGCTCTTTCACACTTTGAATGTTCCTCCTCTGGTTCTTCTGGTAGAGCAGA
CCTCTTCCTGTCACTCCAGCTTTGTTACTCACATTAAAGCCAATAGAGGCTCAGCAGAGA
CTTTCAGTGGTTACCTTGGCAACACTTTTACAGACATATATTGAGTCAAAAACAGTTGTA
ACCGATCCGGTACGCGTGGTCAGCAGCATCGCTCACCGTTTCCATTCCTAATGCGTTTCT
GCTAACATCAGTGTCAGACTCTACATCCGTGGAGGAAAAGGTTTGAAAAAACTCAGAAAT
AAAACGGTAAATACTGGATTATAGGTGAGTCAGGACCCCATTCCAACATGTGACATGAAA
ACCGGCGGACAGCAGCTCGTTTAGCGGCGTGACCGTACTCGACTTCCCGAGGTCTCAGAC
GTGTGACGGACGTCAGAATCCAGTTTAGTGGATCGTTTGTGCTCAGATGCATCAACAACC
AGCAGATGTCGCTGTTTCCAACATGAGCCGAGACGCCACCCCAGGGTCAAAGATGGTCAG
AGCTTCACGAAGCAGCAATTTGGCCGTCACTACCGGACCGTCCTGATGATCGTCTGCAAG
GATCATTGGAAACAAGACGAACTGAAGTAAAACTCCACCCCTCTGCCCATTGTAACCCTT
GTGCTATCCTAGGCACTTTAACATTGGGAGGTGGGTCATCTAGACCCACTAGACAGTGCG
GTGGATCTTTTTTCTTCAATGATTTGTGAACCTCACTGGTGTCCATGGATTACATGGAAT
CCTCTCCACCTTTATCCACCTTTGTCATGGTAGGGATAACATGTCAATGTAAGGATCAGG
TCATCTGGAGCCCATAGGATAGCACAAGGGTTGTCCTAACTTAAAAATTAAATTTAATGT
GAGATGAACTTTTTCATTTCTAGATTCAAAAATTAACTTGCACCACCTAAACATAAAAAA
CCATACAGATTATGCCAGAAAAAGATCATTGTTTCTGAACTGAAAGCTAAACACCAGGTC
ACACGGAGTACATCTGTGTGTGGTTTAACAGAGACCCCAGAGGACGGAGGTTTTTTTTGT
GTGTGTTTAATGTTCCTGCTCTTAGATATGACGCCTGTATGATGTTCTCTCTGACATGAA
TCCAGAGATACACTTAAGCCATATGATCGAAGATCCAAACTGTCTGGAGTTGCGGCTTGG
CCGCCTAAACTCTAAAGCATCTTGTTCCATCTTCCCGATTTTAATCCCAAAGCTGCTTTA
TGTTACATTCACTTTTTTTTGTGAGAAGGACAAATG
>CL3Contig57
AAGCGATTCGCCGAATCCTCATCCGCCAGACTTCAGGAGCCATCTTCAGAGACTCTGCTG
CCCAGATTCCCCATCTTCTTGTCGACAGCGTCCCCATCCATCGGTCCGAAATGCGTGAAA
TTGTGCACCTGCAGGCCGGCCAGTGCGGAAACCAGATCGGAGCCAAGTTCTGGGAGGTGA
TAAGCGATGAGCATGGTATTGATCCCACTGGTACCTACCATGGAGACAGCGATCTGCAGC
TAGACAGGATCAGCGTCTACTACAATGAAGCCACAGGTGGAAAGTATGTGCCTCGTGCCA
TCCTGGTGGATTTGGAACCCGGCACAATGGATTCCGTCAGGTCTGGTCCTTTTGGCCAGA
TCTTCAGGCCTGACAACTTCGTCTTTGGCCAGAGTGGAGCTGGGAACAACTGGGCTAAGG
GCCACTACACTGAAGGGGCTGAGCTGGTGGACTCCGTCTTGGATGTCGTGAGGAAAGAGG
CTGAGAGCTGCGATTGCCTGCAGGGCTTCCAGCTCACTCACTCTCTGGGCGGAGGCACCG
GCTCTGGGATGGGCACCCTGCTCATCAGCAAGATCCGCGAAGAGTACCCGGACCGCATCA
TGAACACCTTCAGCGTGGTGCCTTCCCCCAAAGTGTCCGACACCGTGGTTGAGCCCTACA
ACGCCACGCTCTCCGTCCACCAGCTGGTTGAGAACACCGATGAGACATATTGCATCGATA
ACGAAGCACTCTATGACATCTGCTTCCGCACACTTAAACTTACCACCCCCACCTATGGAG
ACCTCAACCATTTGGTGTCCGCCACCATGAGCGGCGTGACCACCTGCCTGCGCTTCCCCG
GCCAGCTCAACGCAGATCTGCGTAAGCTAGCTGTGAACATGGTGCCCTTCCCCCGTCTGC
ACTTCTTCATGCCAGGCTTTGCACCCCTCACCAGCAGGGGGAGCCAGCAGTATCGCTCCC
TTTCTGTTCCAGAGCTCACCCAACAGATGTTTGATGCCAAGAACATGATGGCGGCGTGCG
ACCCACGCCATGGCCGGTACCTCACCGTGGCTGCAGTCTTCAGGGGACGCATGTCCATGA
AGGAGGTGGACGAGCAGATGTTGAACGTCCAGAACAAGAACAGCAGCTACTTTGTAGAAT
GGATCCCGAACAACGTGAAGACCGCCGTCTGCGACATCCCGCCACGGGGCCTGAAAATGG
CAGCCACCTTCATCGGCAACAGCACCGCCATCCAGGAGCTGTTCAAGCGGATCTCTGAGC
AGTTCACCGCCATGTTCCGCCGTAAGGCCTTCCTCCATTGGTACACGGGCGAGGGGATGG
ACGAGATGGAGTTCACGGAAGCCGAGAGCAACATGAATGACCTCGTGTCAGAGTACCAGC
AGTACCAGGATGCCACCGCTGAGGAGGGCGAGTTTGAGGAGGAGGGCGAGGAAGAAGTCG
CATAAAGCCTGAAACGCAGCTAGCACACCCACATTTCATCCCCCCATCCATCCTAAATTG
AACGTTTCACTGAACACCTACTTAGCTCACTGTTGTTACTTCTAGTGCTCTAGTGTTAGA
CATTAAAACTTGCTGTCATTGGTAAAGTTTTGTTGAAACTGTATGTTGTTACTGCACTGG
ATTGTTTATCCTGTCATTGCCTTTTCATCCACAGAAGCAAATGACTTTGACTGTGAAGCT
CTGAAAGATGAGGAAGATTAAAATTATGTTTGAAAGCCTCCAAAAAAAAAA
>CL3Contig58
ATACTGGTTTAGATACAGTCAATGGTTCCACATTCTACACGGACAACATTTCGTTGGAGC
AGATCACACACACACTCATTTGGTCCAGTCAGTTGGTTCCAACATTGTGGCGTCAATATT
GCGAAAAAAAGGGCAACATAGACAATTTATTTTTACTGGAGCTGTAGGTAAGCCAGTTTC
AACGGTGGACGTGACGCTCAATCAGAACGGTCCTCCAATACCAAGGGGGCCCAAATCCAG



GCCTCCTGCTGGTTTTCCAGAAACCCTGCCTGATCTGCTGCTGATCACCTGGATCAGGTG
TGTTTAGCCAATAGGGAGCTTTGGTGGCAGGTTGGTTTGGAAAACATGTGGGACACCGTC
CCTCGAGGTCTGGATTTGGGGACCCCTGTCCTATACAGTAAACGACACCAACATGGCGAC
GTCCGTACTGCGAAAAACTGCGACAGAGTTGACTAAAGTTTGTTGGAGTTGGTAGAAAGC
CATTTTCACTCGTCACACTTGGTCCAATTGTCACACACAGTCAATGGCTCCAACGTGGTC
TGTACTGCGGGGGGAAAAAACATTGTGACTTTTATATTGCGAGAAAAGTGGATTGACTTT
TCCCTTGTGCTATCTTAGATGACCCCACCATTACGTTGACGTGTTCTCCCTACCATGACA
AAGGTGGATAAAGGTGGAAAGATTTCATGTAATCCATGGACACCAGTGAAGATCACAAAT
CATTAAAGAAAAAAGGTTCAGAGCACTGTCTAGTGGGTCTAGATGACCCAACTCCCAATA
CTAAAGTGCCTAGGATAGCACAAGGGTTACGTTTGAAGTTCTTTTTTGTGGTTACGTCAC
ACTGGCTCACTCCAGTCGCCTTTCCCTTGGTACTTCCTGTCCAGCCTATGACTGATGAGC
TTCACTTCTTACCTGTTTGGCTTCAAGGCGTATTTTATCGGACGCGTGCACACTTCTCAA
TTTTTTCTGCCCCAATCAGCATTTTCATTTCACTCCTAACAGGGCCTCCCCGTCTTGTTG
TCGTCCGCCGTTCAACTTCACCAGAGATAAAATGTCAGCGTTTTGTCTTTTGAAAACACA
CACGAGCACACGCACATGTATTTATATTTATGTGTATTTTCGCACAAATGCGCTCTTCCT
GACAACAGAGCGACAACATCCGATGGGCCGACTGTACGGCGTCCTTATCTGCAGCGAGCA
GCCTTAACGTCTACGCTGTCC
>CL3Contig59
TCTGGCTTTTTCTAACAAGACGAGCTTATCCGCTTCCACGCCTGCCTGGCTGTGACCATG
CTGGCTGCAAACCAAGAAATGGAGAGGGAGGTGGTGAAATCTGGGACTTTGGAGCTGGTG
GAACCTTTCATTGCATCTCTGGATCTTGATGACTTTGCCTGCAGTTTATTGAACAACACC
GATTGCATGCAGGGAAAGACTGCATCTGACCTCCAGCACCTCTTGCCTTTACTGGATGGC
ACAAGAGTGGAGGGAAAGTGCATTGCAGCCTTTTACATTTGTGTTGAGGCTAGTATCAAG
TCCCGTCAACGCAACACTAAGATATTTCAAGAGATCGGAGCAGTTCAGAGCCTGAAAAGA
ATCATCATGTACTGCACCAATGAGACAGCCTGTTCACTTTCCAAGAAGGCGCTAAGCATG
ATGGGAGAAGAAGTACCCAAAAGAATCTTCTCATCCGTCTCCAACTGGACAACCTGTGAA
GTGCGGGTGTGGTTGCAGCAGGTTGGCTTCAGTGCTTATTGTGACCGTTTCCAGGAGCTT
CAGGTGGATGGAGATCTCCTTCTGAACATGACGGATCAACACCTCAGCTCTGATTTGGGC
ATGACTGCAGGTCTCACCCGCGAGAGGTTTTTGCTAGAGTTACGAGTGCTGAAATCATAT
GCAGACTACTCCGCATGCGACCCAAACAACATGGCTGGCTGGCTGGCTGAGGTGGACCCT
CGTTTCCGTCAGTACACCTACGGCATGGTCCAGGCAGGAGTCGATCGAAACACCGTCCTG
AACCTCAATGATCACTACCTTCAGTATGACTGCCACATAGAAAATGAAGTCCACAGAGCA
GAAATACTGTCCGCCAGCGGCAAACCATCCAAGCCATGCGACACAGACGAGCAGCCGCCA
GGGCCCGACGTGTTCATCAGCTACTGCCGGACGACCGGCTCCCAGCTGGCCAGTCTTCTG
AAGGTGCACCTTCAGGTCAGAGGATACAGTGTCTTTATAGACGTGGAAAACCTGGAGGCT
GGCAAATTTGAGGGCAAACTGGTTCAGAGTGTGCAGCAGGCGAGGAACTTCATCCTGGTC
TTGTCAGCCAACGCACTTGACAAATACATGGGAGACACTGGCATGAAGGATTGGATGCAT
AAGGAAATAGTCACAGCCCTGGCTTGTAAGAAGAACATTGTTCCTGTCGTGGATAATTTC
ATGTGGCCTGAACCCACGGCATTACCTGAAGACATGAGACCTATGCTCAACTTCAATGGC
ATCAAATGGTCTCATGAGTACCAGGAGGCCACGATTGATGAGATCCTCCGCTTCCTGAAA
GAGCCAAGACCAAACTGACCATCCTGATAAGTCCAAAGAGCAGGAGAAGAAATAAGTCGA
CAGAAAATGCAGCAGGATAAAATACCATTTATGATGTCCCTTTCCACACATTATAGCCAA
AAACTCAAATGGTTTTCCTTACTGCTAAAAACGCATGTGAAATGAAATATGTTTGGAGCT
CACATAAATGCCTTGTAAATTATCCCAGTTTAAAATGTGAACACATGGAATTGAGTAAGG
GAATTCAAGTACTTGTACAAACTTTATGCCTTCAATGTTATTGAAATGATACTGTTTTAA
ACGTATAACCAGTTGCAGTATGTACCTTTTGTATCTCAGGAAAAAAGCAGTAATAAATCA
GCAGGCACCCAGAGAATCCACCAACCCTTCATTTCCCTTCAATGGTTATTGTACATGCCG
CTTTCTCTTTTAACTTG
>CL3Contig60
TAAGCACTTTAACATTGGGAGTTGGGTCATCAAGACCCCAGAAGACAGTGCGCTGAACCT
TTTTTCTTCAATGATTTGTGAACCTCACTGGTGTCCATGGATTACATGAAATTCTTTTCA
CCTTTATCCACCTTTGTCATGGTAGCGATAACATGTCAATGTAAGGGTGGGGTCATAGGA
TAGCACAAGGGTTAAAGATGTCTGTCTAACGTGGATATTCTTTCATCAGGATAATTGACT
TCCTGTTGCTGTGCTTCAGTGTGTAGAGCAGCGCTGCACCTGCGTCTGTTAGAGACTGAG
TGTCTGAAGTAGTAGAGTTCTTTCGTGCCAAATTATGCATGTTGTTGTATATTGGCTCCA
TTGTTTTAATCCATTCTTTAAACGTTTTTTGTTCCTCTGTGCTGCGACTGTGCTCAATTG
CCCTCTCAATGAGCTTCAGCTGCATTTCTCCCTCCTTTTTGGCGTCCAGCAGGCGGCCTC
TGACCGCCAATGCAGCGCTGGCCTGAGACGAGTTGAGCTGAATGATGGCCAGAGACAGAG
AGGACAGCACGGCAGCGCTGTCATCAGTAACCTCTTGGTCGGCAGTGAACACTCTGAGCA
CTGTCTGTCCGTTTCTCTGCCTGTACTTGATCTGCAGCTGGATGGACACACGGCTTCCAG
GAGCTGGCAGTGATGCAGACCACACACACTGTGAACCCTTCACCCAAGGACACGTCACTC
CAAACTGGGGGGATAGCCTCCACCTAGAATTCTGGGCTGGCACCTGAGTCCTCAGCAGTG
ATGCAGACCACACACACTGTGAACCCTTCACCCAAGGACACGTCACTCCAAACTGGGGGG
ATAGCCTCCACCTAGAATTCTGGGCTGGCACCTGAGTCCTCAGCACTGAGGGAGGGGGGA



AACAAAGGTGGATCACACAATAAAATCCAGTTAAAACACAGGTCTAAAAGAATTGTGTAA
AAATGCTAAAAACAAAATAAAAGAAACTCTCGTGAGAGTAAGTCCGCCCGTAGGGTGCTG
CGCAATGAACGGAGCGCGGCCGAGCTTTTATTCTCGTTGGTGGAGGATTCAGGCGTGACG
CCCCGTTAGTCCTCCGTTGCTCAGGCTCAAAGGCAGCTGAGGAGCACCCGGGCCCGGCAG
AACCCTGGTCAGGAGTCTACAGGGATTCTGATCACGAGCGGTGACAGTTCCTTAAAATAA
TTCTAAAATTCAATATATAAAAAGCAGCAGCTGTTCAGCAGGTGGGAGCGTCAGAAAGTC
CCCGGCGCAGACAGACTGTTCGTCACCTGGGAGGCGCGCTCAATTGCAGAGGCTGTATTT
TGCTCAATCTGTGCCTGCAGGTCTCATCCGGAGCTGAAAGAGTGTGTTAATATGAGGCAG
CGAACAAACTCTTGTCATTAGCCTACCACCGCTACTTTACCTGCCCC
>CL3Contig61
TTTTTTTTTTAAGGTTTACTTCTGACTGCCATCTTTATTATTTGGAATTACGTGGAAAGT
CTTGTTAGGAAAACAAAGAAACTAAATAAATGTGAATTTATAGATTTATGACTATAAATA
ACACAAAAGCAAAATCTATGGAATGACAGGAGTGTCACAAATATGGAAAATATATACAAT
GAATCACAATTATACAGAAAAACATAAAATAACGTTTAAATTAGGAAAAGTACAATAAAA
CCAGATTTTTTTTTGCACGTACATTTTATTGTTTTGTTTTTTTCTTAGTGCTTCTTACTG
ACTTATCGTCAGTAAGAAGCGGATTTGTCGGTTTTCACATTGCTTTGGGGGAAAAAAAAC
TTTTACAACAAAATCAAAGTACAGTGCTCCCTCGCTTTTTTTCAGTACAACTTAAAACCT
TTTTTTCCCCCAACGAACTGTTTTCTGCATCCTGATTGGTTGCAAACCTTGTTGATCAAT
ATCTGTGACGTGAACGCCTTCAGCTTTCCAAATGTACACAAATCTTAGATCATAAGGAGA
TCTTTGTTTTTATTCTATTATACCAGACTTATTTTTCAATAAAGGTTTGAACTTTAAGAG
TTTAAACAGAAGAGAGAAAGTCAGAGAAAAGTGTATAATAAGTTTTACTGAGTGTAACCC
TTGTGCTATCCTAGGCACTTTACCATTGGGAGTTGGGTCATC
>CL3Contig62
AATTTGAGAATATGTATCAAAAAATGTCATTGACGCCACTCCATAGGTTACTTTTTTATT
CCACCGTTTAAGATTTTCATTTTTTTCTTCTTTACTAAAACCTGACAAAATAAAATAAAG
ACAGAAGATCTTCATTTGTTCTTACTAGAAACTGATAACAAACTAGTCTATTTAATAAAT
TCAACGTTTATTAGGTAAAAAAAAATATATAAATACATTTCTTTAACATTTAAATGTGAT
TTCAGCCTTTAAATGCTTATCAAAACATACGTATTCTTGTCATTGATGCCATCTAAAAGT
GGACCAGTATAGACATTATCAGACAAACGTTTTATCCTTTAGGTAAACAATTGATTTTTT
CAAGCGATTAGTACAACTGCCACAGAGGGCCCCGTGTTTTTGTTCACCTGAGGCCTCCAA
AGTGCTAAGTCTGAAACTGGACGGATGTACAGCAACATTTCTGAGAGGGCCTTGTAACCC
TTGTGCTGTCCTAGGCACTTTTACATTGGGAGTTGGGTCATCTAGACCCACTAGACAGTG
CTCTGAACCTTTTTTCTTCAATGATTTGTGATCTTCACTGGTGTCCATGGATTACATGAA
ATCTTTCCACCTTTATCCACTTTTGTCACGATAGGGAGAACACATCAATGTAAGGGTGGG
GTCATCTAAGATAGCACACGGGTTACATGAATTTACTGTCATAAAAGATTGACAGTTGTG
TAACTTTGTGTTGTCAGATTGAAGCTCAAGCTTGAAGCACACATCTTCACAAGGATGTGT
GGTAGGGAATAATATTATGGGTACATTTTAAGATCTGCACATAAATTGAGTATTCAGATG
ACTATTGTTGTAAATATTGGGCTGGATAAATAAACTGAAAATGGAAAATAATGAGAGGAT
CAAGGAATTTATTCAAATATATATTTTTTTTCCCTAAAGGAAGTTTAAATTTTGTTAAAA
CTTCTCACTGGTCAAAAAATGGCTCTAGAGGTTTAACACCAGAGGCGGCCATTTTGACTC
TTCACATTTAAATATGGATTAACTTTGTTCCTGCGACGGACTGGAGACCTGTTCAGGGTG
TTTTGTTCAGGGTGCCCAACGGGTGCCCAACAGGAACCTAGTGACCCTGAAAGGGTTTGA
GTGTGTCTGTATTTCATTTCATAAAAATCTTTTTCAATCAAAACTACAAAAAAAAGAACT
CTGAATATTTCTTTTTTGAATTCCCACGTCTGACATTTTGTCTAAATAAATTAAATCTAT
TTCAACATCAAGGTTTTTATTTTGAGTTATAACAGCCAACCT
>CL3Contig63
AATTTCTAAAGAACTACTGCCACTCCGCAAAAACTATGTTATAACAAATGAGAATTTTTT
GGGATTTTGGCTAAAAACAGCATAATCAACACTCAAAAGATGATCAGAGTGGGTCTTTAA
GTTTGAGGGGAAATAAAGGACTTTTTCAACGTTATGTCAAACAAAAGAGATACTCCCAAA
TTACCTACATTTTTAAAAACATCTCACCACTTTTGTGTATACACAGAAGTTAAATATGTT
GGAGAATGCGTGCATGATTTATGTATACTGTGTTTAAATGGATGCAGAAGCCATTGACTA
CACTTTCAGGTGAAAAAGGGTGGTGTTGCTCATCTCCTACTACCGGATCTGTGTCCTGCT
TATCAAATGTCACAGCCACTTCTAGACCCTTACATGTATGTGTGTTCTCTGCTTTTCCTG
TGTTCAGCAGCATGATGTGGGTGTGCTCGAAGGTAATGGTCTATGATGAATGCAAAGGCC
TGGAAGTCCCTCTGTTTCTCATAAAACTGATATCAACAAAAGCATTTGATTCCTCCTGAG
GCTTAACCCTTGTGCTATGACCTCACCCTTACATTGACGTGTTCTCCCTGCCATGACAAA
GGTGGATAAAGGTGAAGACGATTTCATGTAATCCATGGACACCAGTGAAGATCACATATC
ATTGAAGAGAAAAGGTTCAGCGCACTGTCTTGTGGGGTCTAGATGACCCAACTCCAAATG
TTAAAGTGCCTGGGATAGCACAAGGGTTAAAGAGAATCAATGATTTATTTTTTTATTATA
AATTTTGGTTTACTGCGTGAGCTCAAGTTTCTGCCCTTTTATGTCATGAAAGGAATTCTG
CACACAAGCAGTATCATAGTTTAAGTTAAAAGTAATTTTTGATTGTCAAGCTATGGAATT
GAAAGAATCTTCTGCCAAATGTACCTTTCCTTTAAATTGTGGATTCATGTAACTAAAGGT
CTGATGCAGCTCTTCATGAAGTCCTTTGTGTAACTCTGGTAAAATGTTGGATGGGAAAAA
AAAGTATTTAGAACGGTGTTTGTGGCTTGTATTTATCATGTGCTCAATTTTAACTCGTTG



ACTCCATACTGCTGTTTGAATGTAAAAAAATGGTTTTGGTTTAACTCTCGGGATGTGAAG
AAATATATACACACTGTACTTATAATGTTTCTTTTTTATTATCTGTGAATCAGACCAGTG
T
>CL3Contig64
ACTTTAAGAGGACAGCTCATGTTAAAGAGTACATGACCATAAAAAGCAAATGTTAGGATA
CAAACAGACATTTTTGAAACACAAACGGAGTCCATGGAGGAGCTGATGTGATAAATGCTC
AGCAGCCCTCCTCCAGATGTCTCATTTACACAACTGTACAACACTGCATTTGACTGCTGA
GGTGGTGGAGGCGGAGTCTAAAGACACTAATGTTCTCTGGGAACACCTGACCGTGGTGGC
GCTGCCCCCTGCTGTTCCTGCAGGCTCAGAGCAACTCTTACATTCATGGTCACGTGGTTT
CAACGCGTTCTCCCTTCTAGAATTTGTAACAACAGTTTTCTTTTGTATCATCCAACGTGG
GGCCCCCCCCACTGGTTAAATTAAACAAAAGGGCACTAGCTTGAGGTGGTGTTTGTTAGC
AGCATCTGCCTCTGATGAAAAAATGTCCAGAAACTGAGATCAGGCACCATTTAAAGTCGC
ATCTCATGATCAGAAGTTCGGTAAATACAGTTCACTAACAACCGTAACACTATTTTTCAG
AAATGTTGCAAAAGGGAAATCTAAAATAGATTTAGCACAGAATTCAGGAACAACAGAGAA
GCAACGACTTTCGATATCTCTGACAAAGCAGATGCAAGTTCTGAAGACTGCACTTTAACG
TTGGTAGTTGGGTCATCTAGACCCACTAGACAGTGCTCTGAACCTTTATTCTTCAATGAT
TTGTGATCTTCACTGGTGTCCATGGATTACATGAAAT
>CL3Contig65
CNGNAAAAAAAAAATTCCNTTGGGNGCAACGCTGNCTNATNAACTTTTCACTAGGAATCC
AACGGGNTTNATTTTCAATGCAAGCNTTTAAACNGTGAACAAAGNCCNGAAGGNCCNGGA
AGCAAAAAGACGGGAGGAGAGTGAAGAGAAGAGATTTNCNCAACNTTGNGGGNGTGGTTT
TAGGAAAACAAAAAAAAAAATACGGGAGAAGATGGATGATCTGCCACACCTGTGATCTTA
CAAACCGGCATACGGCAGCGAAGGGTCGAGCCCCGGAACAGCACCGGGCACTCTGCACCG
CAACACGCCACACCAAGTCACCAGCGCACTGCACCGCATCTTAACAGCTAACCAGCATTA
CTCAACTGCTACACAACTGCGCCTAGTGCACAAAAGATACACAAGAAAAAGGGTTAGTCA
TAGGAAAGCATCTTTGATCAGACAAAGAAAATCTGTCAGAAGAAATCAGAAGCTACTCGA
CTTTCCTATTGACACATTTAATGGCCTCTCGTTTTGAAGCAAGGCATTTTTTCATGAAAA
TTTAAGCGGCAGCATTCCAAACAACGACCACCCTTTTTTTATTTAGTTAACAGTAATTTT
AAAATTAAACCTTAAACCAAACAGAAATTGAAAGATTTCAATCAAATATTTATCCAAGAC
AAAAGGTTTATAAAGAAAAAGAAAAAGTTTGCCAAGATGCCTCATACATCCCTTTGAATA
TGCTTAGTTTTAACAATGACTGCAGATTACATAAAAATATACATTTAAAGCAATTTAGAC
CAAGATCCAATAACCTTTTTGTCTGGATTTAGGTGTTAAAGTAGGGTCCGCTTGCTCAAT
GTGAGACAGTTCCTGACGTCCTTGAAGGTTCAAAACGGCAGCAACCGTGATGATGCGTCC
GAGAGTGCATTAAGTCTCTGCTGCGTTGTCCTCTGGAGACTTGGATCTACTCTTGGACTT
GGATTTGGATTTAGACTTGGATCTGGACCGGGACTTCGACTCTCTCTTGGATGGTGGTGT
TGGGCTCTTGGCCTTGGACTTAGATTTGGAGCGGGACCGAGACCTGGAGGGGGACTTTGA
CTTGCTCCGCTTTGGGGTTCTGGATTTGGATTTCGATCTGGATCTCGAACGGGATCTTGA
CCTGGACCTGGAATCGGACCTGGACCTGGAGCGACTGTAGTGGCGGCGGCTCCTGGATCG
GGAACGGCTCCGGCTCCTGGAGCGGCTTCGGCTGCGCCTGCGTCGACGTGGACTACCCGA
ACGACTCCTGGATCTGCGTCCGTATCCTCCTCCTCCTCCATATCTGCGAGGAGCAGGGCC
TCTCCTACTGTACATCGAGTCCGGTGGTCTACCGTAGCGGGCCATCTGAACTCGCAGCTC
TCGCCCGTCAAGGAGCGCGCCATCCATGGCATCCATGGCGTCTTCAGCGTCACGTTTGTC
GAAGAACCTTACGAAGGCGAAGCCGCGGCTCTCCTTGGAGTAACGGTCCCGGGGGATATA
TACATCACCCACGCGACCGTACTTTTCAAATACCCGACGCAAAGTCTCAGGCGAAGTTCG
GTAAGTCAGGTTGTCCACTTTGAGGGAGGTCATTCCCTCCACGTCTGGTGGGGGCCTACC
GTAACTCATTTTCTTCGCCTCAAAACGACCAGGAAGCGCCCGGTAAGACTGGAAAACAAC
AGCTCTTAAACTAAGATAAAATTAATTTGTCTTAAACATCCACAGCGAGTGGTAAATAAT
TAATTTCGAAATGTATTTTTGAGCAAATACTGCCCTGCTAGCGAACTTCCTCACACGTCA
CAGCTTTTCTGCATCTAAACATGGCGGGGTCCCGTATGTCCACACGCCCCCTGACACCTT
TTCAGTCCAGCAGACAGGCATTTTGTGGCTTAAAATGATTCCAGTTTAAGTGGAAACCCA
AGTCTATCTTTGCTTACAGTGTTTAAGAGCAGAGCTTCTAAGTGTTTGAAATCATGCTTT
GAGTTTGTACATAACCGAGGTCAGGAGGTTTGGATCCGTTGGTTTTTCGGACACTTTGGT
TCAGATCCTGCAGCTTTGTTACAGGGTGAAGGAACGCGGCCGCTGCCTCCCTCCGCCTCC
AGCACATCAAATGTCCGTGTCCAAGTCGACTTTTCGGCCCAATTTACTCCCATTGGGCAT
CCGGGTGTCCATCCAGGAGAAACTTCTCACGATAACAGTATTTGCTCCTGCAACTCTTTA
ATCCTCTTTGAGGATTTTTCTTTTGTGATCTGAGTTTTCTGAGGCATCCGTCTGTTTTTG
GTTCATGTATCATTAAATTGAGAGCAAATGAGAAGTCAAAAAAAAAAAAAAAAAAAAA
>CL4Contig1
GGGGTGATGCCGCGGCTTCACGAAGACATCAACGAGGAGTGGATCTCAGATAAAACCAGG
TTTGCGTACGACGGTCTGAAGAGGCAGCGGTTAACTCAGCCAATGGTGAAGGACGCAGCA
GGTCAGCTGACCCCCACTTCCTGGGAGGACGCCCTCACCCGTGTTGCTGGAGCTCTTCAG
AGCGTTCAGGGAAAGGAGGTTGGCGGCATCGCCGGAGGCCTGGTGGACGCCGAGGCTCTG
GTTGCCCTCAAAGATCTCCTCAACAGACTAGACTCGGAGAACCTGTGCACAGAGGAGCTC
TTCCCCATGGCGGGGGCAGGCACCGACCTGCGCTCCAACTACCTGCTCAACAGCCGCATC



GCCGGCATCGAGGAAAGCGACCTGCTGCTGCTGGTCGGGACAAACCCCCGTTACGAAGCG
CCGCTTTTCAACGCCAGAATCCGCAAAAGCTGGCTTCACAACGAGCTGCGAGTCGCCGTG
GTGGGTCACAACGTGGACCTCACCTACACCTACGATCACCTGGGGGAGGAGACGTCGGTT
CTGACCCAGCTGGCTAACGGCACGCATCCCTTCTGCCAGGTCCTCGCCACGGCCAAGCGT
CCCGTCGTGGTTGTGGGCAGTGGCGCCTTACAGAGGGAGGATGGAGCGGCCATCCTGAGC
GCCGTCTCCACCATCGCTCAGAACGCCAGAACCAGCAGCGGGGTTGAGGATGGCTGGAAG
GTTTTGAACGTCCTGCACAGAGTGGCCAGCCAGGTGGCGGCGTTGGACCTGGGTTACAAG
GCGGGAGTGGATGCCATCAGGAAGAACCCGCCCAAAGTCCTGTTCCTGCTGGGCGCTGAT
GCGGGCTGCGTCACCAGAGCCGACCTGCCCCAAGGAAGCCTCATCATCTACCAAGGTCAC
CACGGCGATGTGGGCGCCCCCATGGCCGACATCATCCTTCCCGGCGCTGCGTACACGGAG
AAAAGCGGCACCTACGTGAACATAGAGGGGCGGAGCCAGCACACCAAGGTGGCGGTGACG
GCTCCCGGGATGGCCCGGGAGGACTGGAAGGTCATCCGAGCCGTGTCGGAGCTGGCCGGG
GTCACCCTGCCCTACGACACCCTGGATGAGGTCCGGTCCAGGCTGGCCGAGGTCGCCCCC
AACCTGGTTCGCTACGACGACGTGGAGGAGGCCAACTACTTCAAACAGGCCAATGAGCTC
GCTCAGGCGGTGAACCAGAACCTCGTAGCGGCTCCGCTGGTGCCTCCTCAGGTCTCTGCC
AAGGACTTCTACATGACAGACCCGATCAGCAGAGCGTCCCAGACGATGGCCAAGTGTGTG
AAAGCTCTCACCGAGGGAGCCGCCGCCGTGGACGAGCCGTCCGTTTGCTAAAGCCCCCTT
TTTTTTCCTCCTGTCCTAAAACGCACCACGCTCTATAATTTAAAGTTTCCTTGTTACCTG
TGTATACATTTAAACAGCTAAACAAATAAAATCTGAAGAAAAGCTTTACTGTTTTAAATG
AGTTTTATTTTGGTGAGATTTAAAAAAGAAATAAATATCACTTTAAGCCGGCTGTTGAAA
TGGAAAAATATCTATAAACATTTTATTTGTAATGTGGAAGTGTCATTAGTGTCATAATAT
TATTTCAGGTAAATATATGCGTTGAAAAGCTTTCATGTAGGAGAACGTTTCTGTCGTCAT
CCAACCCTAAATACCACATTTTTGATTCCGTCTTCTTAGAAAAATATCACTTTAACATAT
TTGAGCTAAAATACTCAGATTTAAGTAAACAAAACCTGTTTTTAATGTAAAGCATTTCAG
TTCAGGAGGATTAACTCCCCAAACTGTGAAAATGAGGGGTTTAGGGCGAATAATAATGAA
AAAAAACAGCAGCTGGAGATGATTTTTCCACATAATTGTTTATTTGTTGATACAGTTTGG
GTTTTTTTTAATGGAAAACTGATTTTGTGTTCAAGTAAAAGGGAAAAATGGAAATAAATA
TATAAA
>CL4Contig2
TTTTTTTTTTAATCACTCAAGTTGCTTTATTTGATGGAGAGACAACATCTGCGAGCGTCA
CGGGGGGGCGGGGCTCCATGCTCTACCCGGCCAGAATGTGTTTGACAAACTCGGTGTAGT
TGATGTGTCCGTTTGCGTCCTCCTGTCCAGCCATCAAACGGTCCACCTCATCCTCCGTCA
TCTTCTCTCCAAGAGTAGCGAGGACGTGGCGTAGCTCCGCCCCCATCACCGTGCCATTGC
CCTCCTTGTCAAAAACCCTGAGGCCCTCCACAAAGTCCTCAAAGGTGCCCTGCTCCTTGG
AGCGTGCCACATGCTGCAGCATGGGCAGGAAGTTATCAAAGTCCAGCAGCTTGACGTTCA
GCTCCTCGGCCTTCGGTCTGCCCAGCAGCTTCAGCACCTCATCGTTGGTGGGATTGTGTC
CCAGAGCGCGCATGACATCGCCACACTGAGCGTAGGTGATCTTCATCTCCCCCGTGGGAG
TCTGATCAAAGAGGGAAAAGGCATCTTTGAACTCCTCCACCTGGTCGGGAGTGAACTCCA
CCACGATGCTCTTCAGGTCCACCTCCGGTGGCTTGGGCTCCGGCTCTGCAGGCTTGGGGG
GAGGTGGAGGCTCTTCTTTCTTCGCCTCCACTTTCTTCACCTCCGTCTTCTTGGGCTCCA
CTTTCTTTGGAGCCATGCTGCGTCAAGGATGGAGGGATCTTTCTGCTTCCCCGGCCATAA
TGCCCGGGTT
>CL4Contig3
TTTTTTTTTTGGTTTGTTTTTTTAGGTTTTTATTCACTCAGCAGTCTGATGCATAACAGT
CACAGGTTGTGCATTTACAGAACGCTGCGCATTAAAGCCCAGGAAGTCGGCCTTTCCTAA
ACTCTAAAGAAACGGAAGGAAAGGCAGTTCAGCGCCATCAGTGGTCAGTGCATTGATTGA
AATGAAAGTGTTGGAATGGACTGGAATCCCAGTCTGTGGTTCAAGCAGCAAAATGTAAAA
AAAAAAACAGGTGTTGCTACAGTGATTTAAGTAGAAAAGCAAAGCAAACAATTTCATCTT
GAGTAAAAAAATAGTGGTTTGCAGTGGTGAAAGTACACAATCCCCTCTCTTCATCCATAA
CAATGTACGGTCAGTAACTTGAACCCCATCTTTCATCAAGGTATATAGAAATCAGTGGTG
AACATGTTTCTTTCTCTAACCCTCAAAAACCCCAAGTGTCTTTATTGAATGTTGGTATCC
TTGACCTTGCTCATGACCTCCTCAAACTGCTCGCGGATCTTGGTGGCATAGGGCACAATC
AGCTCGGTCAGCTCATCCAGCCTGGTGTCCATGGAGGTGCGCAGCTCCCTCATGCTGCTC
TCCAGCTGGGTCCTGATGGTGTCACCCTGGGCATCAAGGACTGAAGCGAGGTCGGTCAGC
TTCTTGCTGGCGGCGTCACCAGCTCCTGTGATGTAGGGCTCAACTTGCACCCTGACGGAG
TCTGCGTTCTGGGAAGCTCTGGAATGGACCTCTCCCATGTAGGTGGCCACGGCCTCGCGG
ATCTCCTCTGTGTCTTTGGTCAGACGCTTCTTCAGCTTGTTGGTGTAGGCAGTGATGCGG
TTGCGAACATCATCTGTATTCATGGTCACCATGGTGTTGAGTTCTCCTAGGTATTCAGCA
CTGCGCTCCTTAGCATCAGTCATGTCCTTCTGCAGCTTATTGATCAGAAGCTTAAGGTCT
TCATTCATCTGGCCACTGGTGCTTGTGGTGATGGGTCCCAGCTTGCTCAGGACACTCTCT
TTGTACTCTGTCACCTCAGTCATGGTTTCGGTGATCAGGGTCTCCAACTCTCGTCTCATG
TCTCCGGTAGTTAGGGTGTCCACAATTGTACGAGCATCCTTGCTCAGCCCTTGGATGTAC
TGCCAAAAGCGATCCACGCTGTCCTCCACGCGGGTCATGGAGGTTTCGGCCTGGCGCACA
GCACGGGCATTGCAGCCAGTGATGACTGCCAGGGCAAGGATCAGAGCTACAGCCTTCATG



GTTGCTAAGCAGAGAGATACCTGGGAGGTCGAGCTTCAGCCGTGCTCACGGATCGAGGTG
ACAGACCCGATCAGCAGAGCGTCCCAGACGATGGCCAAGTGTGTGAAAGCTCTCACCGAG
GGAGCCGCCGCCGTGGACGAGCCGTCCGTTTGCTAAAGCCCCCTTTTTTTTCCTCCTGTC
CTAAAACGCACCACGCTCTATAATTTAAAGTTTCCTTGTTAC
>CL4Contig4
CNGTTTGNGGNGGTCNTGNGCAAGGTCAAGGNTNCCNACNTTCAANAAAGNCNCTTGGGG
TTTTTGNGGGTTAGNGAAAGAAACNTNTTCNCCCCTGATTTNTANATACCNTGNNGAAAG
ANGGGGTTCAAGTTNCTGNCCGTACNTTNTTNTGGNNGAAGNGNGGGGNTTGNGTNTTTT
CNCCCCTGCAAACCCCTNTTTTTTTNCNCAAGNNGAAANTGTTTGNTTTGNTTTTTTACT
TAAATCCCNGNAGCAACNCCTGTTTTTTTTTTTTTACATTTTGCTGCTTGAACCACAGAC
TGGGATTCCAGTCCATTCCAACACTTTCATTTCAATCAATGCACTGACCACTGATGGCGC
TGAACTGCCTTTCCTTCCGTTTCTTTAGAGTTTAGGAAAGGCCGACTTCCTGGGCTTTAA
TGCGCAGCGTTCTGTAAATGCACAAACCTGTGACTG
>CL5Contig1
GCTCAGGTACATCCCTCCTTCTCCAAACCTTATCCCGTTTGCATTCTTCTCGGTTTAGTT
GATTGCTGCAGCGTTCCTCTCACTCCTTTGACAGGAGCTCAGGTTGGTCCTTCTCATCAG
CAGCCATGGCGTTCTCCTGTGTTGCAGCTCTCCTTGTTGTGCTGGCGGTCACTCATGGAT
GTGAAGCCGTGTCTCTGGTGAGGCGGGACGCCCCGTCCAACGTGGACAAGCTCACCCAGC
TGATCGAGAACATGTCCGCCAGCATCACCGCTGCAACCCAGGAGATGGTGGACAAGATGA
AGGCGCTTGAGATGACCAGCACCGCCCAGGCTTACATGGAGGACAGCAGGGCTAAGATCC
AGCCTCTGGTGGAGCAGGTCCAGGCTGAGGCCACCAAGCTGCAGGAGCAGGTCAAACCCT
ACATCTCCAACATTGAGGAGCACATCAGACCTCTGACCGACAACTTCAACAGCCACGTCA
AGCCCCTGACCGACAACTTCCACGAGCAGGTCAAGCCGCTCACCGACATGATGGAGAAGC
TTTTCCAGCAGGTGGTGGACCAGTCTAAAGCCCTGCTGCCGCCCCAGTAAACCTGACTGC
TCTGGTGTCTGTCTGTCCAGTTTTTAATTTATCTAAAGGTGTGTGAAATAAAGGCTCTGA
AAGTTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL5Contig2
ATGGGAGAAGAGAAGCCCATAACAGTCCAGGATGAATTCTGCCAAAGCCCTTTANAGGTC
CAGAANCCCCTAACGCACACAGGTCCAGCTTGGACCGCTGGACTCTTANGAAATGTGAGT
TCTTTCAGGAAAAACACAAACAGGCTTCAGAACCTCTTTCTGGACTGAATGGTCAGACGA
TCAGCGGTCCGATGTGACTAAATAAGACACGGGGCAACATCTGTAACTTATTAACCATGA
ATGTTCCCTCACAGGAACAGGACTTTGGCCCATTCAAACACCACATGGGTGTCTGATGCA
TCATGCAGACTTCAAGGCTTAACTACGAGGAAACATTTTTTTCAAACTTTCAGAGCCTTT
ATTTCACACACCTTTAGATAAATTAAAAACTGGACAGACAGACACCAGAGCAGTCAGGTT
TACTGGGGCGGCAGCAGGGCTTTAGACTGGTCCACCACCTGCTGGAAAAGCTTCTCCATC
ATGTCGGTGAGCGGCTTGACCTGCTCGTGGAAGTTGTCGGTCAGGGGCTTGACGTGGCTG
TTGAAGTTGTCGGTCAGAGGTCTGATGTGCTCCTCAATGTTGGAGATGTAGGGTTTGACC
TGCTCCTGCAGCTTGGTGGCCTCAGCCTGGACCTGCTCCACCAGAGGCTGGATCTTAGCC
CTGCTGTCCTCCATGTAAGCCCTGGGATGGTGGAGAAGTGAGTCAAACCAACGGGAAAGT
CTGACGGTGGTCAATAAACAGTAGTAAACCGATGGAAGGAGTGAATCGGTCTCTTACTGG
GCGGTGCTGGTCATCTCAAGCGCCTTCATCTTGTCCACCATCTCCTGGGTTGCAGCGGTG
ATGCTGGCGGACATGTTCTCGATCAGCTGGGTGAGCTTGTCCACGTTGGACGGGGCGTCC
CGCCTCACCAGAGACACGGCTTCACATCCTGACCACACAGGGGTTTTTTTTCAGGATTTT
TAGCTTTTATTTCTCAATTCTTCTGCCTACTTTTGTTTTATTCAAAACAAAAATTAGCAA
AATGCCAAACACTTGAACAAAATTTTTTTGTTTGCAGAATTCTTTCAGATGAGTCCGTTC
TAAATAAATGCAGAAACGTTGAGTGGCTCCTCATTTCTTCAGATTTTACCAACACGTCTA
CTTGGGGATTCTGTTTTTAATCTGAAGGCCTCTGAAAAAGTTTTTTTTCAGACGTTCAAG
TACAGGACAAAGTGTTTCTTACCATGAGTGACCGCCAGCACAACAAGGAGAGCTGCAACA
CAGGAGAACGCCATGGCTGCTGATGAGAAGGACCACCCTAACGGGAGTCAAAGGAGTGAG
AGGACGGCTGCAGCAGTCAACTAAACCGAGAAGAATGCAAACGGGATAAGGTTTGGAGAA
GGAGGGATGTACCTGAGCTCCTGCAGGGGTTCTGGGCC
>CL6Contig1
TTTTTTTTTTTTTTTTTTTTAGTTTTTTAGTTTTTTCCTTTATTTGTTTTGCACTGGGTT
GCAAAGACAACTCAACCATCATGACAGAAATCATGATAAAAAGGTATTCATATAAAAAAA
ATCTTACACAACATGCAGCTTGCAAGCCAAGTGGAGGCAGATGAAGTGCAAAGAAAACCA
TAAGGTCAATAATTTTAAAAAATCACACAATGGTCCGTTTAGGGGAGCCGGAGAGTTCAT
GCCTTCTCGTAGGTACGCACCGCATGGACGTCTCCAAATGTCAAATTCATGATCAGTTTG
CCGTCCTTGATTTCTCTGACGTGCTTGGTCTCCTTCCCGTCCCACTTTTGGACGTGAACC
AACTTGTCTCCGTCCAGAGTCACAGTGGATTTGCAGTTCCTGTCATCCACGGTGGTTTCG
TCAAACTCCTCTCCAAGTTTAAAGGAGATCTCCGTGTTTTTGAAGGTGCTCTGGGTGCGG
ATCACCACTTTATCTCCTTCATGGCTGATGGTCACAGTCGGCTTGGTCACGTTACCAACC
TGCCTGGTGGCAAAGCCCACGCCCAGCGCTTTCATGTACTCATCAAAGTTTTCGCTGTCA
ACCAGCTTCCAGGTGGCACAGAAGGCGTCAACCATGTTGAAGGTTTGCAAGGTTATCTCC
AAAGTAAGGTTTGCAAGCTGCCGTGCCGAATTCGGCACGAGGCCTCGTGCCGAATCGGCA



CGAGGCTGAGAATGGGTATCTCAAGGGACAACTGGCATAAACGCCGCAAGACCGGTGGTA
AACGCAAGCCCTATCACAAGAAGAGGAAGTATGAGCTCGGACGCCCTCCTGCAAACACAA
AAATTGGGCCTCGCCGTATCCACACAGTGAGGGTGCGAGGTGGCAACAAGAAATACCGCG
CTCTGAGGTTGGACAGCGGAAACTTCTCATGGGGCTCGGAGTGCTGTACACGCAAGACCA
GAATCATTGATGTGGTCTACAACGCCTCCAACAACGAGCTGGTCAGAACCAAGACCCTGG
TGAAGAACTGTGTGGTCCTGGTGGACAGCCTTCCCTTCAGGCAGTGGTATGAAGCTCACT
ATGCCACTCCTCTGGGACGCAAGAAAGGAGCCAAACTGACTCCTGACGAGGAGGAGGTTC
TGAACAAGAAAAGGTCAAAGAAGACCCAGAAGAAATACGATGAGCGTAAAAAAGTGGCCA
AGATCAGCCCTCTGCTTGAGGAGCAGTTCTTGCAGGGAAAGCTGCTCGCTTGCATTGCTT
CTAGGCCTGGCCAGTGTGGCAGGGCAGACGGCTACGTCCTGGAAGGCAAGGAACTGGAGT
TCTACCTGAGGAAGATCAAGGCCAAGAAAGGCAAATAGATGTACAGCTGTTTGATACTTC
AATAAAATCCAATGTCCCAGAAAAAAAAAAAAAAAAAAGGGCGGCCGTCTAGAGGATCCA
AGCTT
>CL6Contig2
ATTTTATTGAAGTATNAACAGCTGTACATCTATTTGCCTTTCTTGGCCTTGATCTTCCTC
AGGTAGAACTCCAGTTCCTTGCCTTCCAGGACGTAGCCGTCTGCCCTGCCACACTGGCCA
GGCCTAGAAGCAATGCAAGCTCTTAACAGCGGAGCTTTGGCTTCTGTCTTGACATTCTTT
CGATTGCTGAAACGAGCAGCTTTCCCTGCAAGAACTGCTCCTCAAGCAGAGGGCTGATCT
TGGCCACTTTTTTACGCTCATCGTATTTCTTCTGGGTCTTCTTTGACCTTTTCTTGTTCA
GAACCTCCTCCTCGTCAGGAGTCAGTTTGGCTCCTTTCTTGCGTCCCAGAGGAGTGGCAT
AGTGAGCTTCATACCACTGCCTGAAGGGAAGGCTGTCCACCAGGACCACACAGTTCTTCA
CCAGGGTCTTGGTTCTGACCAGCTCGTTGTTGGAGGCGTTGTAGACCACATCAATGATTC
TGGTCTTGCGTGTACAGCACTCCGAGCCCCATGAGAAGTTTCCGCTGTCCAACCTCAGAG
CGCGGTATTTCTTGTTGCCACCTCGCACCCTCACTGTGTGGATACGGCGAGGCCCAATTT
TTGTGTTTGCAGGAGGGCGTCCGAGCTCATACTTCCTCTTCTTGTGATAGGGCTTGCGTT
TACCACCGGTCTTGCGGCGTTTATGCCAGTTGTCCCTTGAGATACCCATTCTCACCTCGT
GCCG
>CL6Contig3
ATCTATTTGCCTTTCTTGGCCTTGATCTTCCTCAGGTAGAACTCCAGTTCCTTGCCTTCC
AGGACGTAGCCGTCTGCCCTGCCACACTGGCCAGGCCTAGAAGCAATGCAAGCTGTGGAG
CAAAAACAAAGGTGTTCAGGTGTTACAGGCATCAATATAAATGCCAATACTGCTGTTGAT
TATGACTTTTAATGATGTTTAATCTGAACTTTGTTAGCTTTATGGTTTGAAACAAAAACT
TCTCTTAACAGCGGAGCTTTGGCTTCTGTCTTGACATTCTTTCGATTGCTGAAACTTTGA
ACATTTATGCAGTTAATGTTATTCCCATGGATTCAGAATCAGCTGATTAATCGGAAAATG
GTTGATGTACAAACCAGTAGCAAGATGCTTGCTGTAAGAAACGCCTGCACCGTTAAGGAA
AACGCTACTTAAAAGTTTTTGTCTCGTCCCTTTATGGTTTATGTTTTCAGCACCAGGACA
AAATAAAAACAAAAAAATACTGTACAATCCAAAGCTGAGGACAGCCACCAATGAACTCTT
CCCATGAACTCATGATCCATGGAAATGTCTAATTATCCTAAATTTGATACGTCTAAGTAT
AAATCTATGGATCGGATCGTTTTGTGCATTATTCTTGCTTGGATTGTTTGAAATAAACCA
TTTCAAATTAAATGGGGTTGTCTTTGATAAACTTCCNAACACATTGTTCTTATTTTGGAG
TCGACNATGGCAGAGACAGAACTTACCGAGCAGC
>CL6Contig4
ATTCGGCACGAGGGAGAACCTAGACGACACGTCGGGCTCCAGTTTTGAGGATGTTGGCGA
GATGCATCAGAGGATGAGGGAGGAGGAGGAAGTGGCGGCGGAGGCGGCTGCGGCCGAGGA
GGGAGACGACGGAGAATTCCTGGGCATGAAGGGTTTGAAGGGTCAGCTGGGCCGGCAGGT
GGCTGATGAGGTGTGGCAGGCAGGAAAGCGTCAGGCCTCCAAGGCCTTCAGCCTTTATGG
CAACATCGACATCCTGCGGCCGTACTTCGACGTGGAGCCGGCACAAGTGCGAAGCAGGCT
CCTGGAGTCCATGTTCCCCATCCGTATGATCAACTACCCTCAGAAGATCGCTGGCGAGCT
TTATGGCCCGCTGATGCTCGTCTTCACACTGGTGGCTATTCTGTTGCATGGCATGAAGAC
ATCAGGAACCGTTATTAGGGAGGGCACCCTCATGGGCACGGCCATAGGGACGTGCTTCGG
TTACTGGCTCGGCGTCTCCTCCTTCATCTACTTCTTGGCATATCTGGTCAACGCGCAGGT
CACCATGCTGCAGATGCTTTCTCTGCTGGGATATGGACTATTTGGCCCCTGCGTGGTTCT
GCTCGTCACCTACAACGTCCACTTCCACGTCCTGTTCTACCTGCTGTGGCTGCTGATCGG
AGGGTTATCCACGCTGCGCATGGTGGCGGTGCTGCTTTCCCGAACCGTGGGTCGGACGCC
TCGGCTGCTGCTCTGTGGATCGCTGGCACTGCTGCACATGAGCTTCCTGTTTTACCTGCA
CTTCAGCTACCACCGGATCCTGGAAGGACTACTGGATTCTCTGGAAGGACCCAACTTAGC
TCCTATTCAGCGAGTCCCCCGAGATGTTCCAGAACTGACACTAAACAACACCTTGCTGGG
ACACGGCCTGCTTGCAACTCACTGATATGTTTACTCTGAAGTTCTGTTATTGTTCTTATG
TGTACAGAAAATAAACTCTAAAACCCCCTCGTGCCGAATTCGGCACGAGGGTATCTCAAG
GGACAACTGGCATAAACGCCGCAAGACCGGTGGTAAACGCAAGCCCTATCACAAGAAGAG
GAAGTATGAGCTCGGACGCCCTCCTGCAAACACAAAAATTGGGCCTCGCCGTATCCACAC
AGTGAGGGTGCGAGGTGGCAACAAGAAATACCGCGCTCTGAGGTTGGACAGCGGAAACTT
CTCATGGGGCTCGGAGTGCTGTACACGCAAGACCAGAATCATTGATGTGGTCTACAACGC
CTCCAACAACGAGCTGGTCAGAACCAAGACCCTGGTGAAGAACTGTGTGGTCCTGGTGGA



CAGCCTTCCCTTCAGGCAGTGGTATGAAGCTCACTATGCCACTCCTCTGGGACGCAAGAA
AGGAGCCAAACTGACTCCTGACGAGGAGGAGGTTCTGAACAAGAAAAGGTCAAAGAAGAC
CCAGAAGAAATACGATGAGCGTAAAAAAGTGGCCAAGATCAGCCCTCTGCTTGAGGAGCA
GTTCTTGCAGGGAAAGCTGCTCGCTTGCATTGCTTCTAGGCCTGGCCAGTGTGGCAGGGC
AGACGGCTACGTCCTGGAAGGCAAGGAACTGGAGTTCTACCTGAGGAAGATCAAGGCCAA
GAAAGGCAAATAGA
>CL6Contig5
TTGTNGTCCACCCGAACAGCAGTGCAACTTCCTCTCCCNGACAGTGAGCCACAGATGTCG
GCAGGATCGGAGCCCAGAGCGGGACAGCACCGTTTGGACTGGATCCCNTCCACAGTGCAG
CACACTCGAGGGAAACTGAGCCTCTACTGGTACAAGCAAAAATAGAAGAGTAAATGCGAT
CATCATATTCCACCTGTTTGTTTCCTCCAGTCAGTGGTGAAAAATCACTTTGTAGATCAA
CCCTTAGCGGTCAATTAGTTCCTCTTAAAGAGAGTAGAATCTCAGTCAGCCACGGTTTCC
TGCTGTGTGACTTCAAATTAGATTTAGCGATAGAGCTAACATCTGCAAAAACAACATTTA
AAGCCAAATCATGTTGCGTTCCGTGAGAATGGGTATCTCAAGGGACAACTGGCATAAACG
CCGCAAGACCGGTGGTAAACGCAAGCCCTATCACAAGAAGAGGAAGTATGAGCTCGGACG
CCCTCCTGCAAACACAAAAATTGGGCCTCGCCGTATCCACACAGTGAGGGTGCGAGGTGG
CAACAAGAAATACCGCGCTCTGAGGTTGGACAGCGGAAACTTCTCATGGGGCTCGGAGTG
CTGTACACGCAAGACCAGAATCATTGATGTGGTCTACAACGCCTCCAACAACGAGCTGGT
CAGAACCAAGACCCTGGTGAAGAACTGTGTGGTCCTGGTGGACAGCCTTCCCTTCAGGCA
GTGGTATGAAGCTCACTATGCCACTCCTCTGGGACGCAAGAAAGGAGCCAAACTGACTCC
TGACGAGGAGGAGGTTCTGAACAAGAAAAGGTCAAAGAAGACCCAGAAGAAATACGATGA
GCGTAAAAAAGTGGCCAAGATCAGCCCTCTGCTTGAGGAGCAGTTCTTGCAGGGAAAGCT
GCTCGCTTGCATTGCTTCTAGGCCTGGCCAGTGTGGCAGGGCAGACGGCTACGTCCTGGA
AGGCAAGGAACTGGAGTTCTACCTGAGGAAGATCAAGGCCAAGAAAGGCAAATAGAT
>CL7Contig1
TCCTTGGAACCTCCATCAACCCCGTTTCAGTGTAGGTTGAAACAAAGCAATAAATACGAG
ATATAAAAGCCTGTTGTGTTGTTAAACATTTATAAAAACTGAAAAAGCTTAGCACTCAAC
TATATGAGCTGCCAGGTATAAATTTTAGGTTAAAGCGATCTCATGCTTGTAAGTTGAGTA
CATGCCTCCTGAAGCCAATCAAATGATCTTTGTTAGAGAGATTTCTGGATGTTGTTCAGA
ATGTCGCCGTAGACAAAGTTGAACATTCGTTCCTTTGACCAGGTTCCATCAAGCTGCAAA
ACATCAACACATGTCTCCTCCATGATTTTGGTGTGTTTCAAATACATGGGCCACACGTGG
CCATCAAACAGGCCGGGGGGGTCAGGCACTGTATAATTCCTGGAGCACCTCCTCTTTTTG
CATTCTTCGTACGGGATGGAAATAAAGTAGCGTTGGTTCAGCACGTCGATCAAAGGTCCA
TAGGTGTACAACAGGAATCCTTCCACAATAAGGATGTGGTTCTCCTCATCCTCCTTGTTG
TCAGACTTCTGGATAATCTCATCATCGAGGTTGTTATTCACGCCGTGAGACTTCTCAAAC
TTCACCGGGTTCTCCAGCCATGCGTAGATCGTACTCATCATGGCGTCCATGTCCAAAGCA
GTGATGACTTGAAGAAGTCATCTTGATGCACAACACAGCAGTTGGGAAGGGTCTTTATCA
GCCGGTTGGTGAGGGTGGTTTTCCCTCCATTGGTTACGCCGCCGATGCCGATGATGTACT
TCATGGTTTTTCTTTCAATTAAAGTTGTGGAGTTTTCAAAAACGATGATGAACCTGATGA
GGGAGCACAATGACCAGACGGGAAGAAAGCTTAAAAAGAGAAGGTTGCTGCAGGAAACGT
CAACTATTCGATTCCTCCATGGCACTTGAGTGAGTAAGGTAAGAGCAGACACGGGCAGAC
GCTCGACCGCGGTCTTCCACCGAGAGAGAACTTCGCTGCAGCGACGCTTCTACACATACT
C
>CL7Contig2
CCTACTAGATGTGTAGAAGCGTCGCTGCAGCGAAGTTCTCTCTCGGTGGAAGACCGCGGT
CGAGCGTCTGCCCGTGTCTGCTCTTACCTTACTCACTCAAGTGCCATGGAGGAATCGAAT
AGTTGACGTTTCCTGCAGCAACCTTCTCTTTTTAAGCTTTCTTCCCGTCTGGTCATTGTG
CTCCCTCATCAGGTTCATCATCGTTTTTGAAAACTCCACAACTTTAATTGAAAGAAAAAC
CATGAAGTACATCATCGGCATCGGCGGCGTAACCAATGGAGGGAAAACCACCCTCACCAA
CCGGCTGATAAAGACCCTTCCCAACTGCTGTGTTGTGCATCAAGATGACTTCTTCAAGCC
CCAAGATCAGATTGAAGTTGGTGAAGATGGCTTTAAGCAGTACGATGTCATCACTGCTTT
GGACATGGACGCCATGATGAGTACGATCTACGCATGGCTGGAGAACCCGGTGAAGTTTGA
GAAGTCTCACGGCGTGAATAACAACCTCGATGATGAGATTATCCAGAAGTCTGACAACAA
GGAGGATGAGGAGAACCACATCCTTATTGTGGAAGGATTCCTGTTGTACACCTATGGACC
TTTGATCGACGTGCTGAACCAACGCTACTTTATTTCCATCCCGTACGAAGAATGCAAAAA
GAGGAGGTGCTCCAGGAATTATACAGTGCCTGACCCCCCCGGCCTGTTTGATGGCCACGT
GTGGCCCATGTATTTGAAACACACCAAAATCATGGAGGAGACATGTGTTGATGTTTTGCA
GCTTGATGGAACCTGGTCAAAGGAACGAATGTTCAACTTTGTCTACGGCGACATTCTGAA
CAACATCCAGAAATCTCTCTAACAAAGATCATTTGATTGGCTTCAGGAGGCATGTACTCA
ACTTACAAGCATGAGATCGCTTTAACCTAAAATTTATACCTGGCAGCTCATATAGTTGAG
TGCTAAGCTTTTTCAGTTTTTATAAATGTTTAACAACACAACAGGCTTTTATATCTCGTA
TTTATTGCTTTGTTTCAACCTACACTGAAACGGGGTTGATTGGAGTGTTCCAAGGATGGT
TGCAGATGTCAATAAATGATCCTCCTGTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAC
TT



>CL8Contig1
CAATGCAATCAGATAGCCTAAACTCATTGTTTTGACGGTTCATTTTTGTGGGTCTTTTGC
TTCTGAGGGGACAAAATGAAGTTTGCCATCCTGTGCCTGTGCCTGGTGAGCACAGCCTGT
GCTGTACCATTTCAGTACCTGCCACACTTCCCAGGCTCCAGACAGCAGCAGCCACCTGTA
CAGGGGAACAATCCCTTTTCATCTGGTTTTCCACAACCTGGACTCCCAGGAGCTTATAGT
ATAGAACTGATTTACCCTCACAGATTTCCTGGTGGTCCCACTGGTGGAGCTAATCCAACA
CAGCCCTTTTCTTCTTATGGTTTCATCAAATACTCCATTCCTCAGCCACCAGGCAGACAG
AGTTTAGAGATTTTCTACCCCTATGACTTCAGTCAGCAAAGGATTGTGCAGAACCTTCCT
CCCATGTCAAACCAACCCATAATGCCAGATGTTTTCCCAATTGAATATCCTCCTCAAAAC
ATGCCTCAGCAAACCATAAATAAGCCAACCTCTGATGCCAAAGCTGTCCCATCCCAGGAT
CCACTGCAGTCACTCCTGCAGAATAAGCCCACACAGGCAAGCCAGGTGCATCCAAAGGTG
TAAAGGAGCTCCTCCGTCATTATCTGCCAGTGAACCTGGAAGTGCTTGACAAAAACTGAA
ATTACGTTAAATGGAAGCTTTTCATGAAAGTAAATAATGAAAAGAAAGAATATTAGCAGA
AAAAAAGTTTGACTGAATTACATTCTTAGAATGATTCATGTTAAAAAAACAACCTTTTGA
TTTCTTCATCCTCTGATTATTAACAGTAAGCTATTGTAGGTCTGCAGACAGGGATTTATT
TTTTATTTTTTTCTCACAGCATGTGCTGCATCTTAGTTCATGTTGTTTCACGTCCTACTG
TGTCATTTCTTTAATAAACAAAC
>CL8Contig2
ACTGGTTTATTGAATGAACTCTAGTCTGTATGTTCATGCCTTGGGCTTTTCAGCTCCCTT
CTTCTTTGCAGATCTTTTCTTGGGCTTCAGCATCTTGGCCTTGATAGTCGGGTCGTGCTT
CAGGATGGCATGACGTCTTACTGTCTTGGCATACGGGTTCAGCTTGAACATAATCTTCAG
GTTCTTCAGAGGATTCTTCTTCATTACTCTGCGGTTGATCTTTTTGTTGGGGGCACGAAG
TGCCTTCTGGATCTCCTCGCTCTTCAGAATCCTGCTTAGGTCTGTGTTAGTCATCTTATG
CATTGGAAGGTTGTAGTCAACCTTCAGGGTGGCAGGCTTACGCCAGGTGCCGTACAGGTC
ATCCAACTTGCGGAAAGCGCTTTCTGTCCAGATGCAGAAGCGCCCAACGTGACCACCGGG
AGCAAGTCTCAGGAGGTTCAGTTTGTTCACGTTCTACGATTCCTCATCTTACCCTTGCCC
GCACGCATGCGCTGGGAGGCGTATACCTTCTTGATGTCATTCCAGGCTTTAAGCTTCTTC
AGCAGCAGCACTGCCTCCTTAGTCTTTTTGTAGCCCTCAACTTTGTCTTCAACCACCAAT
GGGACTTCAGGGATTTCTTCAATGCGGTGCCCTTTGGACATCACGAGTGCAGGAATGGCA
GAGGCAGCCAGGGCAGAGCAGATGGCGTAACGCTTCTGGGGTGTGTTGATCCTGCGGTGC
CAACGGCGCCAGGT
>CL8Contig3
GCCTACTGGCTGGTATCAAAAATGGCGTGTGCCCGACCTCTCATCTCGGTGTACTCCGAG
AAAGGAGAATCTGTCGGCAAAAACGTATTGATGCCGGCAGTCTTTAAGGCCCCGATTCGC
CCTGATGTTGTAAACTTTGTGCACACCAACATGCGCAAGAACAACCGTCAGCCATATGCT
GTGAGCGAGCTGGCAGGTCACCAGACCAGTGCAGAGTCCTGGGGAACAGGAAGAGCTGTG
GCCCGTATTCCACGTGTGCGAGGTGGTGGTACTCACCGCTCTGGCCAGGGTGCTTTTGGA
AATATGTGTATGCCAAGACAGTAAGACGTCATGCCATCCTGAAGCACGACCCGACTATCA
AGGCCAAGATGCTGAAGCCCAAGAAAAGATCTGCAAAGAAGAAGGGAGCTGAAAAGCCCA
AGGCATGAACATACAGACTAGAGTTCATTCAATAAACCAGTTTCAAATGGAAAAAAAAAA
>CL8Contig4
AGAAAAGTCACCAACTTCCTTTTCACTGTGGCCGCCATAGCGAGTGGAGCGTGGTTCCCG
GCGAGCCGAAAAATAACTATCAAAAATGGCGTGTGCCCGACCTCTCATCTCGGTGTACTC
CGAGAAAGGAGAATCTGTCGGCAAAAACGTATTGATGCCGGCAGTCTTTAAGGCCCCGAT
TCGCCCTGATGTTGTAAACTTTGTGCACACCAACATGCGCAAGAACAACCGTCAGCCATA
TGCTGTGAGCGAGCTGGCAGGTCACCAGACCAGTGCAGAGTCCTGGGGAACAGGAAGAGC
TGTGGCCCGTATTCCACGTGTGCGAGGTGGTGGTACTCACCGCTCTGGCCAGGGTGCTTT
TGGAAATATGTGCCGTGGTGGTCGCATGTTTGCCCCGACTAAAACCTGGCGCCGTTGGCA
CCGCAGGATCAACACACCCCAGAAGCGTTACGCCATCTGCTCTGCCCTGGCTGCCTCTGC
CATTCCTGCACTCGTGATGTCCAAAGGGCACCGCATTGAAGAAATCCCTGAAGTCCCATT
GGTGGTTGAAGACAAAGTTGAGGGCTACAAAAAGACTAAGGAGGCAGTGCTGCTGCTGAA
GAAGCTTAAAGCCTGGAATGACATCAAGAAGGTATACGCCTCCCAGCGCATGCGTGCGGG
CAAGGGTAAGATGAGGAATCGTAGACGTATCCAGCGCAAAGGGCCGTGCATAATCTACAA
CCAAGATGCTGGTTTGACTAAAGCCTTCAGGAATATTCCAGGCATCACTTTGCAGAACGT
GAACAAACTGAACCTCCTGAGACTTGCTCCCGGTGGTCACGTTGGGCGCTTCTGCATCTG
GACAGAAAGCGCTTTCCGCAAGTTGGATGACCTGTACGGCACCTGGCGTAAGCCTGCCAC
CCTGAAGGTTGACTACAACCTTCCAATGCATAAGATGACTAACACAGACCTAAGCAGGAT
TCTGAAGAGCGAGGAGATCCAGAAGGCACTTCGTGCCCCCAACAAAAAGATCAACCGCAG
AGTAATGAAGAAGAATCCTCTGAAGAACCTGAAGATTATGTTCAAGCTGAACCCGTATGC
CAAGACAGTAAGACGTCATGCCATCCTGAAGCACGACCCGACTATCAAGGCCAAGATGCT
GAAGCCCAAGAAAAGATCTGCAAAGAAGAAGGGAGCTGAAAAGCCCAAGGCATGAACATA
CAGACTAGAGTTCATTCAATAAACCAGTTTCAAATGGAAAAAAAAAAAAAATAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAACTT
>CL8Contig5



CGCAGGAATCAACACACCCCAGAAAGCGTTACGCCATCTGCTCTGCCCTGGCTGCCTCTG
CCATTCCTGCACTCGTGATGTCCAAAGGGCACCGCATTGAAGAAATCCCTGAAGTCCCAT
TGGTGGTTGAAGACAAAGTTGAGGGCTACAAAAAGACTAAGGAGGCAGTGCTGCTGCTGA
AGAAGCTTAAAGCCTGGAATGACATCAAGAAGGTGAAATGCTCTGCAATGCTCAACTAAA
CACATTTAGTTTAGCTATGGTTAACAGGTTTTAAAGAATGATCAGATTGTATGCAACATG
GTTTAATTAATTAAAAAAATAGTATATTTATTTTTACATCAATGGGTGGATCCTTGCTGA
TCTTGCTGAAACGAAGCGTTTAAATTCAAAGCACACAGTATTCTATCATTGTGTTGTTGG
GCAGTGGTCTAACTTGCGTTGTGTTGTCAGGTATACGCCTCCCAGCGCATGCGTGCGGGC
AAGGGTAAGATGAGGAATCGTAGACGTATCCAGCGCAAAGGGCCGTGCATAATCTACAAN
CCAAGATGCTGGTTTGACTAAAGCCTTCAGGAATATTCCAGGTCTTCTGTATGATTGCAT
TTACCATCTGTTGTTGTCTAATTCATCTTTTTGTTGGAAACTATTATTAACCTGCAGCCT
TTGTGTAACAAATGAAAATGATTGCTATGGTTACTAGACACATTTTGCATTCATAACTTT
TGCTCCAGAATAAATCTGTTTATGAACATTATGATGTGGAAATCAGCACTGGCTAAAATA
ACTTTACTAAACCAACAACTGTTTTTCTGTCTCATTTAGGCATCACTTTGCAGAACGTGA
ACAAACTGAACCTCCTGAGACTTGCTCCCGGTGGTCACGTTGGGCGCTTCTGCATCTGGA
CAGAAAGCGCTTTCCGCAAGTTGGATGACCTGTACGGCACCTGGCGTAAGCCTGCCACCC
TGAAGGTTGACTACAACCTTCCAATGCATAAGATGACTAACACAGACCTAAGCAGGATTC
TGAAGAGCGAGGAGATCCAGAAGGCACTTCGTGCCCCCAACAAAAAGATCAACCGCAGAG
TAATGAAGAAGAATCCTCTGAAGAACCTGAAGATTATGTTCAAGCTGAACCCGTATGCCA
AGACAGTAAGACGTCATGCCATCCTGAAGCACGACCCGACTGTAAGTCCAACTTTACGCA
GCAACATCCCAAGATGAGTGTAGCGACTGTTTTTGCTAACGAAGTGTTAAATGTTTTCAT
AGATCAAGGCCAAGATGCTGAAGCCCAAGAAAAGATCTGCAAAGAAGAAGGGAGCTGAAA
AGCCCAAGGCA
>CL9Contig1
CATTAAATGAAGCTGTAAGTTCTCTTTATTAGCAGCTTTGTCAGCACTTTAATGAACAGA
TTATTTTTGCACACGACACAAACTGTTTTGGCAAAGTTGGTTGCATTTCATTGTGAGGCG
TGTTTCTTTAAACAATGAGGTGTGACAACATGAACATGAAAGTTCCTCTAAATCTGAATG
AAGTGATAAACGCAGCAGCTTTCATTAAGGGGACATTACGTGTCTTTAACCTGCACATCT
GTTTGGGATCATTAACTGAAAACCCAACATCTGGAACTTGTCACTTAATTCTTTTGTCGT
AAAAATATTTTTACTTTCTGTTTAAGCTTGTGGAAGAAAAAAAAAAAGATAGTAATGTAT
ATTTGTTTGGAGCTAGCGCCCCCTACTGTTACCATAGAATGAACTCAAATCTCTAAGCTT
GTACTTTGAAACTTCCACGTCAGGCTAACAGCAATCAGTGCTTATGTGAAGCTCAAACCT
GCCTTCACTGACTGTAAGGCTTCATGCACCAATGCCAATTTTTTTGGTTTTGTTAACCCA
TCCCAAATGAAGTGTTTTCTGCCAGGTAACGCCATTGGTTTCAGTTGTGACTAAAAGAAA
ATATAGAACAGTATTTCAACACCCAATTCCATTCCCTCTTAGCAATGAGACTTTATGTTC
ACAAGGACAAATTATTCTTACATATTCAGCAAATGTACAAGCTTTCCCCTTCACTTTCAT
GCAACTAAATAATTAATCTAAATGTGCAAAAATGGGGCCAGTGCATTTTGCTTATTCTTA
TAGGGATCTTAGAAAGCAGTCGTTTCTTTTCAGATTAAATTCTTTCACCGTCTGTCTTCC
TGCAGTTCAATGTCATTTAATTTGAAAAGAAAATCTAAATAAGCGTTGAATAGTATCCTA
GCAACCTCATCAAAATTTCAACAGGCCATTAATTGAGGCATTTAAACTCATTTTGTGCTC
TTACAGGAACATCATGAACAGTCACGCGAGTGCTTTCCACAGTCCTAGACGTGACCACGG
TGAAACCAAGAAGGCTCAGCCAGATAAGCATGCGTAAATATAGCAGCTAGGTGTAATCCA
CTTCGTGCATTTCATTATCCAGCTCGGTGCATGTCGTGCTATGACAGTGGAGGAGACAGT
CGACATCATTGTTAAGTTTGTTCCCCAGAATAGATTTATTTAAGTTGGGACCATACAAAC
CTATGTATTAACAGGAGGAGGTATTCATACTTCTTTATCAGGAATGACATTGGTAAAGAG
GGCGTGGAACGTCTTAAAATCATAAAGTTGCACAACTGGTACAGCCATTGCCCACAGCTA
AGTGGTGAGACACTAATTTGTTCCCATAAATAAGGCAGAATGCAAAGTCCATAGAAATGG
AAAGTTAATACATTTAGCCAAATTGGACAGTGAGGTGACAACATGAAGAGTTAGATGACT
TTCTTCAGCTCATCGTACAACACCAGCACGAAGGCGCCGCCCATGCCTCTGAGCACGTTG
GACCAAGCTCCCTTGAAGAAAGCCTTGCCGCCCTCATCGCGCGCAATCTTGCGCCAGCAG
TCGATGGTTCCGCTATACATGATGTCAGCTCCCTTGCGACCAGACTGCATCATCATGCGT
CTACGAACAGTATCGAAGGGGTAGGAGGTCAGGCCGGCAACTGCTGTTACAGTCTGTGCA
ATCATCCAGCTCACCAATATGTGGGTGTTCTTTGGGTCTGGAAGCATACCCTTTGCTGTG
TCATAGATGCCGAAGTATGCAGCCCTGTAGATGATGATACCCTGCACAGAGACGTTGAAG
CCCTGGTACAGGCCTTTGAGACCATCGGACTTGAAGATCTTTTTCAGGCAGTCGGCCAGA
CCCCTGAACTCTCTTTCCTGTCCTGCCTTTCCCACATCAGCTGCCAGACGGGTACGGGCA
AAGTCGAGGGGGTAAACGAAGCAGAGGGAGGTGGCTCCAGCGGCGCCACCGGACGCCAAG
TTTCCGGCAAAGTACCTCCAGAACTGGGTGCGCTTGTCAACCCCATCAAGGAAGACCTTC
TTGTACTTGTCCTTGAAAGCAAAGTTGAGGGCCTGGGTGGGGAAGTATCTGATGACGTTG
GCCATGTTGCCTCTCCAGAAGGAGAGGGCTCCCTGTTCCTTGGGGATACGGACAACGCAG
TCGATGATACCTTTATACTGCTTGTCTGCTGTAATCTGCTTGCTGGCATGCTGGACCTGA
AGGAGAAGCTTCACTCTTTCGATTGGGGCGACGGCTGTTTTGGATATGGCGGCGGAGATA
CCGCCGGCCAAGAAGTCCTTAGCGAATGAGATAGCTTGTTCACTCATGTTGCGATGTTCT
TGGTCTGTCTTTCAGGTTACCAGTAAAGTCGATGTTAACCAGCTGCCTTGTTCGGCTGAT



GGCCTGTGCAGACGAAATGGCCGATTGTGAAGCCGCGTTACGGATTTATTTCACGAATTG
CATCGCGATACTTTACGGGAACTTGAAAATTATAGTATTGGTCAATCCTCCAACGTCACC
CGTTTCTCTGCCAATAAAATTCTTGAATTGTAATCCGTCAATGTGCGTAATTCGTATATT
TCCAGGGCAAATCCTAAAGACACGTGAAAGTAGTGTTCCCTTTTAATTTCCACGGAATTG
AATGAGCCCGTTTGCACTC
>CL10Contig1
GGTTTTAAATCATCACTTTATTAGAGCTTATCACGTAAACAAATAAATAAGACCAGAAGT
GTTGTGGACATGCCCATTTTATGTCATGTGACCTCCAGCAGAGTCCGCTGACTGCATAGG
TGCCTATAGAGACTGTAGGCAGCTGGAGGCATGTTTTTTTGTTTTTGCCCCTATGAAAAC
CTGCACCACACTTTACAGAGCCCGGCTAAAGCAGGACGGCTGCACGAGACACAAGCAACA
AAGACTAGAGTAACCAGCTGGAAAGTCAATCTTATGAAAATGGACAGAGGACACATGAAC
ACAACAGCTGAGAATATTCAAGGTTAACAAAAAAGAAAAAGAAACACTTTTAATACATAC
TTGATCTCTGAGAATAGAATTTTTATTAACGTTTTAATTTTTTTTTGTAGTTAGGAAGTT
TCTCTTCTTTTAATTAATCTCCTTTACATGGACACTGTTTTTCTTCAGATATTTGGCAAT
TTTTTTATATAAATAATTTTAGTGGTGTTTTCTCCTCTCTTTTCTATTGGTTGGCTCACT
ATGGCTCCCCTCTTTGGTTGTTCTTTCTTCACCGCCTCGTTCTTTCCAACCCTAAGGATC
ATCTTCTCCTACGTCTCTAATGTTTTACGTCTGAGCTCTCGACGTAGTTGCGGGCGACGA
ACTTCAACACCTCATCAATAAGAATGACGGGGAATGAAAGCTTCAAGACCACCATCCACT
GATCTACACTCAAATGTTTCAACTTGAAGATCATAGGCAGAGGATCAACATAGATGATCA
TGAAGTGCAGGCTCATGGACAGGGTCATGGCAGCGAGCAGCCAGAAGTTGCTCCATGGGG
GCATACGCACCAGAGACTGGTTCTCAGACAAGCTGTTAAGGGCATTGCACATCTCGATGG
TGACCAACACAGACAAGGCCATGGTCATGGGAGGACACTCTTCAAAGATCTCGCAGTCAA
TGCCGGCAAAGTCCTCATTGTCAGCGTGGCACTGCATGAAGTGGGACAGCTGGTAGTAAG
TGATTTCAGGGCCAGTTGGATCGTAGAGGAACCACCAGGCAGCACCACCGACAGTGGCAG
CACCGACATAACCTCCAATGGCCATGTATCTGAAGAAAAGCCAGCCAGAGATCAAGGGCT
CCTTGGGGGAACGTGGGGGTTTGCCCATGATGTCCAAGTCAGGAGGGTTGAAGCCAAGGG
CGGTGGCAGGCAGACCATCAGTCACCAAGTTGACCCAGAGCAGCTGGACAGGGATCAGAG
CCTCGGGCAGGCCAAGAGCAGCAGTCAGGAAGATACAGACGACCTCACCGACGTTGGAGG
AGATGAGGTAGCGGATCCTCGTGCCGAATTCGGCACGAGGCAAATATGGCGGATGCGCAA
ACCGAGAGGTCCTATCAGAAGCAGCCCACCATCTTCCAGAACAAGAAGCGTGTTCTGCTT
ACCGATGGTGGGAAGGAAGGCAAGGAGAAGCTACCCCGCTACCATAAAAGCGTCGGGCTT
GGCTTCAAAACCCCAAGAGATGCTATTGAAGGCACTTACATTGACAAGAAATGCCCCTTC
ACTGGAAATGTCTCCATCCGTGGCCGTATCCTCTCTGGTGTGGTGACCAAAATGAAGATG
CAGAGAACCATCGTCATCAGACGCGACTACCTGCATTACATCCGCAAATACAACCGCTTT
GAAAAAAGGCACAAGAACCTCTCTGTCCATCTGTCACCTTGCTTCAGAGACGTCACCGTT
GGAGACATCGTGACCGTTGGAGAGTGCCGACCGCTCAGCAAAACTGTGAGGTTTAACGTC
CTCAAAGTGACTAAGGCTGCTGGAGCGAAGAAACAGTTCCAGAAATTTTAGGTTTGATTT
GGAGCAGGACGGCTGCTGGATAACACGACCCTTTCAAATAAAGAAAATCCTGTTTGAAAA
AAAAAAAAAAAAAAAAAAAAAAAAA
>CL10Contig2
TTTTTTTTTTGAGTTTTAAATCATCACTTTATTAGAGCTTATCACGTAAACAAATAAATA
AGACCAGAAGTGTTGTGGACATGCCCATTTTATGTCATGTGACCTCCAGCAGAGTCCGCT
GACTGCATAGGTGCCTATAGAGACTGTAGGCAGCTGGAGGCATGTTTTTTTGTTTTTGCC
CCTATGAAAACCTGCACCACACTTTACAGAGCCCGGCTAAAGCAGGACGGCTGCACGAGA
CACAAGCAACAAAGACTAGAGTAACCAGCTGGAAAGTCAATCTTATGAAAATGGACAGAG
GACACATGAACACAACAGCTGAGAATATTCAAGGTTAACAAAAAAGAAAAAGAAACACTT
TTAATACATACTTGATCTCTGAGAATAGAATTTTTATTAACGTTTTAATTTTTTTTTGTA
GTTAGGAAGTTTCTCTTCTTTTAATTAATCTCCTTTACATGGACACTGTTTTTCTTCAGA
TATTTGGCAATTTTTTTATATAAATAATTTTAGTGGTGTTTTCTCCTCTCTTTTCTATTG
GTTGGCTCACTATGGCTCCCCTCTTTGGTTGTTCTTTCTTCACCGCCTCGTTCTTTCCAA
CCCTAAGGATCATCTTCTCCTACGTCTCTAATGTTTTACGTCTGAGCCTTCTTTAGTTAA
AGGCTAATGGAGGTGGTTGATTGATTTATTTCTCGACGTAGTTGCGGGCGACGAACTTCA
ACACCTCATCAATAAGAATGACGGGGAATGAAAGCTTCAAGACCACCATCCACTGATCTA
CACTCAAATGTTTCAACTTGAAGATCATAGGCAGAGGATCAACATAGATGATCATGAAGT
GCAGGCTCATGGACAGGGTCATGGCAGCGAGCAGCCAGAAGTTGCTCCATGGGGGCATAC
GCACCAGAGACTGGTTCTCAGACAAGCTGTTAAGGGCATTGCACATCTCGATGGTGACCA
ACACAGACAAGGCCATGGTCATGGGAGGACACTCTTCAAAGATCTCGCAGTCAATGCCGG
CAAAGTCCTCATTGTCAGCGTGGCACTGCATGAAGTGGGACAGCTGGTAGTAAGTGATTT
CAGGGCCAGTTGGATCGTAGAGGAACCACCAGGCAGCACCACCGACAGTGGCAGCACCGA
CATAACCTCCAATGGCCATGTATCTGAAGAAAAGCCAGCCAGAGATCAAGGGCTCCTTGG
GGGAACGTGGGGGTTTGCCCATGATGTCCAAGTCAGGAGGGTTGAAGCCAAGGGCGGTGG
CAGGCAGACCATCAGTCACCAAGTTGACCCAGAGCAGCTGGACAGGGATCAGAGCCTCGG
GCAGGCCAAGAGCAGCAGTCAGGAAGATACAGACGACCTCACCGACGTTGGAGGAGATGA
GGTAGCGGATGAATTGTTTCATGTTGTTGTAGATAGCTCTGCCCTCCTCAACAGCAGCCA



CAATGGAAGAGAAGTTGTCGTCAGCCAGGACCATCTCAGAGGCAGACTTGGCAACGGCAG
TGCCAGAGCCCATAGCGATGCCGATCTCGGCCTTCTTCAGGGCGGGGGCATCGTTCACAC
CATCACCAGTCATAGCTGTAATGTCATCAAAACCCTGCAGGAACTCGACAATCTTGGACT
TGTGGGCTGGCTCAACACGGGCGAAGCAGCATGCTCTGCGGACGGCCTCAGCCTGCTCAT
GGAGGGGCAGATCGTCAAACTCACGTCCAGTGTAGGCCTTGCCAGAAACATCCTCATCTT
CAGAGAAGATGCCAATACGACGGCAGATGGCAATAGCTGTTCCCTTGTTATCGCCAGTGA
TCATAATGACACGGATTCCGGCATTTCTGCACAACTCAATGGAGGAAGTCACCTCCTTGC
GAGGAGGATCCAGCATTCCCACGCAGCCAACAAAAGTCAAGTCAGTCTCATAATCAACAA
ACTTGGTGGAATCCTCAAGGACCATCTCTTCCACCTTCAGGGGCGTGTCACGTGTAGCCA
GGGCCAGGCAACGGAGGGTGTCGCGGCCGGTTCCCCATTCCTTGATAACAGCCATGATCT
TGTCCTTGATGGCATTGGTAAGGGGCACACGGGTGGTGCCAACACGCACATATGCGCACC
TGTCAATCACACCTTCAGGGGCACCCTTGACAAACATTTTGGCACCACCGTCACCTTTAG
CTGGGGTGCAGTACACAGACATGGACTTTCTGTCACGGGAAAACTCCAGAGTGAAGTTCT
TCTTCATGAGCTGTTTGATCACAGAGCAGCAGGCGTTGGCCCTCTCGACCCTGGAAAGGT
TCTTTACATTGGTGTTAAACACGTTCATCTTCTCAACCAAGCAGCACAGGGCAGTCTCAG
TTGCCTCACCGACTTTCTCATATATCTTCTTGGACTCATTGTAGTCCAGGGAGGAGTCGT
TGCAGAGGGCGCAGATGGTGGCCAGCTCAACCAGGCCATCATACTGGCTACAGTTTGTCC
TGGCACCTCCTTGTGTCACCTCGCCTTCTGGGGTGTATTTGGAGCCAGAGATATCAAAGG
CATCAAGATCAACATGGTCCCCATCGGCGTTCTTGATCACAAACATCTTGGTCACACACA
TCTGGTTGGTTGTGAGGGTGCCAGTCTTATCAGAGCAGATGACGGAGGTGCAGCCCAGAG
TCTCCACAGAAGGCAGGCTTCTGACAATGGCGTTCTTTTTGGCCATACGGCGGGTTCCAA
GAGCCAGGCAGGTGGTGATGACAGCAGGCAGACCCTCAGGGATGGCAGCCACAGCCAGAG
CAACAGCGATCTTGAAGTAGTAGACGGCACCGCGGATCCAAGATCCTCCGTGGACAGGGT
CATTAAAGTGGCCAATGTTGATAGCCCAGACGGCAACACAGATCAGGGAGATAACCTTGG
ACAGCTGCTCGCCAAACTCGTCTAGCTTGGCCTGCAGAGGAGTTTTCTCCTGCTCAGTGG
CAGCCATCTGGTCACGAATCTTCCCAATCTCAGTGCCGACTCCGGTGGCAATAGCCACAC
CAATGGCCTTGCCAGCTGCGATGTTGGTACCAGAGAAAAGCATGTTTTTCTTGTCCTGGT
TGACAGCTCTCATGTCGGGAACAACTTCAGTGTGCTTGATCACACTGACAGACTCACCAG
TGAGGATGGACTGATCAACACGCAGGGTGGTGGACTTGATGGAAGTAATCCTGATGTCAG
CGGGGACTTTGTCACCAACTGACACCTCAACGATGTCTCCAGGGACAATTTCTCTGGCCT
TAATCATCTGCACGCTCTTTCTGTCAGAACGATAAACCTTGCCCATCTCAGGCTCATACT
CCTTGAGAGCCTCGATGGCACTTTCAGCATTACGCTCCTGCCACACTCCAACGATTGCAT
TTGCAATGAGAATGAGAAGGATGACAAAGGGCTCCACAAAGGCAGTGACGGTCTCCTCAC
CCTCCTCAAACCAGGCCAGCACAAAAGAGATGCAGGCAGCCAGCAGCAAGATCCTGACAA
GCAGGTCCTCGAACTGCTCAATGATCAGCTCCCAGATGCTCTTGCCTTCCTCAGCGGGCA
GCTCATTGTAGCCGTACTTCTCCAGGTTCTTCTTGAACTGGTCAGGAGTGAGGCCGGTGT
TCTCGTTGACCCCAAAGTGAGCCAGGCATTCTGCCGGGGTCTTGGCGTGTGCGTTCTCCA
TCCCTTCTGGATAGACTAACCAGGCCTATCCGCGCTCTTTTGCTTCTCTTTGTTTTTTAC
TGTTTCTTTGTCGCTTTTAACCTTGGTCCACCACCCTCACCTGGAAGTGTGGCACCCTCT
AATTCAGGAGTACTACAGAAAGAGCCCCCGGCCATAATGCCCGGGTTTAACNGGGC
>CL10Contig3
TGTGTTGGTCACCATCGAGATGTGCAATGCCCTTAACAGCTTGTCTGAGAACCAGTCTCT
GGTGCGTATGCCCCCATGGAGCAACTTCTGGCTGCTCGCTGCCATGACCCTGTCCATGAG
CCTGCACTTCATGATCATCTATGTTGATCCTCTGCCTATGATCTTCAAGTTGAAACATTT
GAGTGTAGATCAGTGGATGGTGGTCTTGAAGCTTTCATTCCCCGTCATTCTTATTGATGA
GGTGTTGAAGTTCGTCGCCCGCAACTACGTCGAGAAATAAATCAATCAACCACCTCCATT
AGCCTTTAACTAAAGAAGGTATTCTTCCTGTCACTGTGCATCGAGTTTTGTCTTTGTATA
TTTTATCTTTTTTTTCCTTCCATTTTTCTCTGATTCAATTGTAAAGTTGGTGTAAAACTT
GTGTTGATGTGGCACTCTGGAGTCTCCTTACACATTGACCACCAGACATTTAAGGTTGAG
TTTTCCAAAGTGATGAGAACAGGATTTGTGTGAGGAGATTCCAGTGTGGGATGCCCTCTG
CCTTGCAGTAGTATTTTGCTTTTTTTTGGACAAATCAGGTGAGTTTGGGGGTTTGTCCCG
CAAGTCCTTTGGCCTTCCTTCCATGTTTTGTTTTTAATCATGTAGTAAATGGTTTCTAGC
ATTTACTGTATAGAAAGAACACAAAGGTGTAAATATTTGGCCTATTTGATTATCACAACC
TGCTAAAGCCATAAAACAGAACAAAAC
>CL10Contig4
TTTGTATTCATTCCATTGATCATGTGACTTCTGGCGCCCTCTCGTTCACACGGAGCGCTT
GTCTCTCTCTGTCCTCCGAGTCTCGCCGCCCTCCTCGCCTCAGATTCTTCAGGTCTCCAT
CGCCTTTAGACTTTCCCTTCCAGGTATGTACGAGCCACAAACTTGAGAAGCTCATCAATA
AGAATGACTGGGAAGGAGAGTTTCAGCACCATCAGCCATTGCTCCAGATTCAAGTGAGTG
AGCTTGAAGATCATGGGCAGAGGGTCCACGTAGATGATCATGAAGTGAAGAGACATGGAG
AGGCTCATAGCACCCATCAGCCACAGGTTGCTCCAAGGGGGCATACGGACCAGGGACTGG
TTCTCAGATAAACTGTTCAGAGCGTTGCACATCTCAATGGTGACCAACACAGACAGAGCC
ATGGTCATGGGTGGAGCTGACTCGAACACCTCACAGCGGATGCCGTCAAAGTCCTCGTTG
TCCTCGCTGCACTGCATGAAATGGGACAGCTGGTAGAAAGTGACCATTGGACCTTCGTCA



CAGTACAGGAACCACCAAGCAGCTGCTGCAACAGTCGCTGAACCGACATAACCACCAATG
GCCAGATATCTGAAGAAAAGCCAGCCAGAAATGAGGGGCTCTTTTGGGGAGCGGGGGGCT
TTCCCCATGATGTCCAGGTCAGGAGGGTTGAACCCCAGTGCTGTGGCAGGCAGACCATCA
GTCACAAGGTTGACCCAGAGAAGCTGAACGGGGATCAGAGCCTCAGGTAGACCCAGAGCA
GCAGTCAGAAAGATGCAGACAACCTCGCCGACATTGGAGGAGATGAGGTAGCGGATGAAC
TGCTTCATGTTGTTGTATATGGCTCTGCCCTCCTCAACAGCAGATACAATGGAAGAGAAG
TTGTCGTCAGCCAGGACCATCTCGGAGGCAGACTTGGCAACGGCAGTGCCAGAGCCCATG
GCGATGCCAATCTCCGCTTTCTTCAAGGCAGGGGCATCATTTACTCCGTCACCAGTCATG
GCAGTAATCTCATCAAAGCCCTGCAGGAACTCAACAATCTTAGACTTGTGAGATGGCTCT
ACTCTGGCGAAGCAGCAAGCCTTCCTGACGGCATTCTTCTGCTCATAGAGAGACAGATCA
TCAAACTCACGACCAGTGAAAGCTTTCCCAGTGACATCCTCTTCTTCGGTGAAGATGCCA
ATGCGGCGGCAGATGGCCACAGCCGTCCCCTTGTTGTCACCGGTGATCATGATGACGCGG
ATTCCAGCAGCTCTGCACAGCTCAATGGAGCTTGTGACCTCTTTACGAGGAGGATCCAGC
ATCCCAACACATCCCACAAAGGTCAAATCAGTCTCGTAATCTACAAAAGCGT
>CL10Contig5
GTTGCACTTTCTGTCAGCCAGGGCTCAGAGAGGGGAGCAACAGCCCAGAGAAGGAGAGAG
TAAATGCAGGGGGGGTTTGCCGGTTTTTAATCCCAATCCCACGCGTGAAGAAAGTGCCTC
TCCGTTTTACTGAGGATGGAGAATGCCGCACAGCAAAGAGTCTGCCGAAGTTCTGGCCCA
CTTTGGCGTCACTGAAGACACTGGCCTGTCACCTGATCAGGTGAAGAGGAACCTGGAAAA
ATATGGCTTCAATGAGTTGCCGGCAGAGGAAGGGAAAAGTATCTGGGACTTGGTTGTGGA
GCAATTTGAGGATCTGTTGGTTAGAATCCTGCTGCTGGCTGCATGCATCTCCTTTGTGCT
GGCCTGGTTTGAGGAGGGCGAAGAAACGGTCACTGCCTTCGTCGAGCCCTTTGTCATCCT
GCTCATCCTCATCGCAAACGCCATTGTGGGCGTGTGGCAGGAGCGAAATGCAGAGAGTGC
CATTGAGGCCCTGAAGGAGTACGAGCCCGAAATGGGGAAGGTTTACCGGGCAGACAGGAA
GAGTGTGCAGAGAATCAAGGCCAGGGAGATCGTTCCTGGGGATGTGGTAGAGGTATCAGT
TGGTGACAAAGTGCCAGCTGACATCAGGATCATCTCCATCAAATCTACAACGCTGCGTGT
GGATCAGTCCATCCTCACTGGGGAGTCTGTCAGTGTCATCAAGCACACTGATGCTGTCCC
GGACCCACGAGCTGTCAATCAGGACAAGAAGAACATGCTGTTCTCTGGGACCAACATTGC
TGCAGGTAAAGCCACTGGCATTGCTGTTGCAACGGGAGTAACCACCGAGATTGGTAAGAT
TCGTGACCAGATGGCCGCGACTGAGCAGGAGAAGACTCCACTGCAGCAAAAGCTTGATGA
GTTTGGAGAGCAACTCTCTAAGGTCATCTCCCTCATTTGTGTGGCTGTGTGGATAATCAA
CATCGGCCACTTCAATGACCCAGTCCATGGGGGTTCCTGGATGCGTGGAGCAATCTACTA
TTTCAAGATTGCTGTGGCTTTAGCCGTGGCTGCCATCCCTGAAGGGTTGCCTGCTGTCAT
CACCACCTGCCTGGCCCTGGGAACGCGTCGGATGGCCAAAAAGAATGCCATTGTCAGAAG
CCTGCCCTCTGTGGAAACTTTGGGGTGCACCTCTGTCATTTGCTCTGACAAGACTGGAAC
CCTCACCACCAACCAGATGTGTGTGACCAAGATGTTCATCATTGATAAAGTGGAGGGGGA
CAATGTTGCCCTCGGTCAGTTTGACATTTCAGGGTCAAAGTACACCCCCGAAGGAGAAGT
CACGCGGAACAGTTCGCTTGTAAAGTGCGGCCAATATGACGGATTGGTGGAGCTGGCAAC
CATCTGTGCCCTGTGCAACGACTCATCACTGGACTACAATGAGTCTAAGGGTATTTATGA
GAAGGTTGGTGAGGCCACTGAGACAGCTCTGTGCTGTTTGGTGGAGAAAATGAACGTCTT
CAACACTGACGTGCGCGGCCTGTCTAAAGTGGAGAGAGCCAACACCTGCTGCTCTGTGAT
TAAGCAGCTGATGAAGAAGGAATTCACTTTGGAGTTTTCCAGAGACAGGAAGTCCATGTC
CGTCTACTGCACACCTGCCAAGTCAGCCAAAGCTCCCGTTGGGAGCAAGATGTTTGTGAA
AGGAGCTCCTGAAGGTGTGATTGATCGCTGTTCGTACGTCCGTGTGGGAACCAACCGTAT
CCCGCTGACTAGTCCCGTCAAAGACCATATCATGTCCGTCATCAAGGAATGGGGTACCGG
GCGAGACACCCTCCGCTGTCTGGCATTAGCCACCCGAGACACCCCTCCGAGGAAGGAGGA
GATGAACCTGGAGGACTCCAATCATTTTGTAGATTACGAGACTGATTTGACCTTTGTGGG
ATGTGTTGGGATGCTGGATCCTCCTCGTAAAGAGGTCACAAGCTCCATTGAGCTGTGCAG
AGCTGCTGGAATCCGCGTCATCATGATCACCGGTGACAACAAGGGGACGGCTGTGGCCAT
CTGCCGCCGCATTGGCATCTTCACCGAAGAAGAGGATGTCACTGGGAAAGCTTTCACTGG
TCGTGAGTTTGATGATCTGTCTCTCTATGAGCAGAAGAATGCCGTCAGGAAGGCTTGCTG
CTTCGCCAGAGTAGAGCCATCTCACAAGTCTAAGATTGTTGAGTTCCTGCAGGGCTTTGA
TGAGATTACTGCCATGACTGGTGACGGAGTAAATGATGCCCCTGCCTTGAAGAAAGCGGA
GATTGGCATCGCCATGGGCTCTGGCACTGCCGTTGCCAAGTCTGCCTCCGAGATGGTCCT
GGCTGACGACAACTTCTCTTCCATTGTATCTGTCTGTGTTGGTCACCATTGAGATGTGCA
ACGCTCTGAACAGTTTATCTGAGAACCAGTCCCTGGTCCGTATGCCCCCTTGGAGCAACC
TGTGGCTGATGGGTGCTATGAGCCTCTCCATGTCTCTTCACTTCATGATCATCTACGTGG
ACCCTCTGCCCATGATCTTCAAGCTCACTCACTTGAATCTGGAGCAATGGCTGATGGTGC
TGAAACTCTCCTTCCCAGTCATTCTTATTGATGAGCTTCTCAAGTTTGTGGCTCGTACAT
ACCTGGAAGGGAAAGTCTAAAGGCGATGGAGACCTGAAGAATCTGAGGCGAGGAGGGCGG
CGAGACTCGGAGGACAGAGAGAGACAAGCGCTCCGTGTGAACGAGAGGGCGCCAGAAGTC
ACA
>CL10Contig6
ATGGCGGATGCGCAAACCGAGAGGTCCTATCAGAAGCAGCCCACCATCTTCCAGAACAAG



AAGCGTGTTCTGCTTACCGATGGTGGGAAGGAAGGCAAGGAGAAGCTACCCCGCTACCAT
AAAAGCGTCGGGCTTGGCTTCAAAACCCCAAGAGATGTGAGATAAATGAACGAAAACCCA
CTCTTAACTGTCTAGACATCTGTTTAGCCTGCAAATGATGTTTCTTCTCACGATGGTCTT
CCAAGCCTTCAGGTTCTGACGACAACGCCTTTTGGCAGAACTGATGCAGAGAAAAAAAAT
GCTGCTTTTAGTCAATGTTTCTGCTATGTGATGCCTGAATTAGAACCCTAATTGAAATAT
TTTTATTTTTCTTTGTCAGGCTATTGAAGGCACTTACATTGACAAGAAATGCCCCTTCAC
TGGAAATGTCTCCATCCGTGGCCGTATCCTCTCTGGTAAACATTTTGTTCAGTTGTGTTT
TGAATTGTTACACCCTTTGTTGTCGTTTAAGCATTGATTAAACAATAGAATAAAAATAAA
CAGAGGTTGGGTTTGGTGAAGTTTGAACGCTGTTGTCACTGTTGCACACATGATGCTTTT
TCTCACGATGGTCTTCCGAACTCATGCAGTTTTGACGACACTGCCTAATGGCAACACTGA
TGTAGCCACGTGACAAAAGTGTAACCAACACTTCCAACAAATGGTTCGCTGTTGCATTCA
TTGTGCTGACGGTTTCTCTGTGTGTGTGAAGGTGTGGTGACCAAAATGAAGATGCAGAGA
ACCATCGTCATCAGACGCGACTACCTGCATTACATCCGCAAATACAACCGCTTTGAAAAA
AGGCACAAGAACCTCTCTGTCCATCTGTCACCTTGCTTCAGAGACGTCACCGTTGGAGAC
ATCGTGACCGTTGGAGAGTGCCGACCGCTCAGCAAAACTGTGAGGTTTAACGTCCTCAAA
GTGACTAAGGCTGCTGGAGCGAAGAAACAGTTCCAGAAATTTTAGGTTTGATTTGGAGCA
GGACGGCTGC
>CL10Contig7
TTTGCTAAAAATTAACCATGCAGTAAATGGTTTATAAGAAAAACACGAGTCAAATCTGTT
GAATGTTTTGTTCTGTTTTAATGGCTTTAGCAGGTTGTGATAATCAAATAGGCCAAATAT
TTACACCTTTGTGTTCTTTCTATACAGTAAATGCTAGAAACCATTTACTACATGATTAAA
AACAAAACATGGAAGGAAGGCCAAAGGACTTGCGGGACAAACCCCCAAACTCACCTGATT
TGTCCAAAAAAAAGCAAAATACTACTGCAAGGCAGAGGGCATCCCACACTGGAATCTCCT
CACACAAATCCTGTTCTCATCACTTTGGAAAACTCAACCTTAAATGTCTGGTGGTCAATG
TGTAAGGAGACTCCAGAGTGCCACATCAACACAAGTTTTACACCAACTTTACAATTGAAT
CAGAGAAAAATGGAAGGAAAAAAAAGATAAAATATACAAAGACAAAACTCGATGCACAGT
GACAGGAAGAATACCTTCTTTAGTTAAAGGCTAATGGAGGTGGTTGATTGATTTATTCTG
GAAATGAACAAGAGGGATCAGTGAGTTAATGATGACAGGAAAAAAGTGGCATTAATAACA
CAAACATATCAACTGGGCTTAATCAAACAAATGTATTAAAAAAAGAAGCGTTAATATGTA
ATAAGTTTTGAAAAAATGGAAATATTAAAGGATTAGACAGTTACATTTTAATGGGTAATT
GATGATCAGAGGACAAAGAAATTTGTTTTGAAACTGATGGGCAAAAATAACATGGTCACT
TACTCTCGACGTAGTTGCGGGCGACGAACTTCAACACCTCATCAATAAGAATGACGGGGA
ATGAAAGCTTCAAGACCACCATCCACTGATCTACACTCAAATGTTTCAACTTGAAGATCA
TAGGCNGAGGATCAACATAGATGATCATGAAGTGCAGGCTCATGGACAGGGTCATGGCAG
CGAGCAGCCAGAAGTTGCTCCATGGGGGCATAC
>CL11Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGCTTTTCAATAAATCTTTA
TTGAAAGGTATGAGTTCTTGAGTTTATCAGATGGTATTCCATTGACCACTTTAAACTTGG
AACAATTTGATATCACTAGCTCAGCCAAACAATAAAAGAAACTCAACAGAAAAATGCATT
TTGAATTCCAACCCACATTTCCACTGCAGCCACTTTTAAGTGTTCTCTGCATAAACAGAA
CTCAGTTCAATCTCATGGCTCCATGTCAAGATTCCAAAATCAATGAAAAGATCTCATCTG
AACCGCTCCTCACAGTTCAGCTCTGGCAGGGACGTGATGGTCACTTCATTGCTATTTGCC
AGAGCTCCTTTACCGCATCATAAGAAAAGAAAAAGAAAAAGGTCACCTTGGGTAGGAGTG
TGCATTCAGGACAGTTTAACAACCTAGGGTGGGAGTTAAGGACTTTGGGTCCGATTTCTT
GGTTCCATTTTTGCTGTTCACAAAATCCTTCTCCCTCCTCTTCCACATAGTGGACTGAGG
ACCTAGGCGGTTCTATACTTAGTAGCTTAAAACTAACAACCCATACCAGGAAACACCAAA
CACCCTGGTACGGATTCTCCCAAAACAGACTGTGCAATCAAGTTTAGAAGAAAGTAAAAA
CTTTGCAGGATGGCAGCACATCCACATTCCACACAAAGCACTACTCCTTGTTTCTGGGAC
AAAAGGAAAAATTCTCTTTTTTACTTTTCCTTCCAGAAATTCATCATCATTAATGAAGAT
CTGGAAGCAAAATAAGGAGGGGGTCATAAATGGGTGACCATAAACTGAAATGAGATCTAA
ATCAGAAAATAAAAGGTGTAATAGCAGAAGAGTTTTCACTTCCTTCTGTGTGTACGGTCA
CCCATCTATGGACCCCATCATTAACAAGCTGACTCTGGTATGGTGGGAAGATGGGCGATC
TTGTAGTAGCTGTGCTTCAGCTGACGAGCGGTTCTCCCCGAGATGGTCCAGCGGAGTCTC
AGACAGTGAGGCTTGAAGCACTTGGTGGTGGCATATTCAGCCAGACACTTTCTAACAAGC
TCCCTCACACAAACCAGGTCTCCATCTCTTACATTTAGCAGCTTCTGCAGACTTTTCACA
GCCTCAGATATCTGGTCGATCTGTTCAGGGTCATGTTGATCCTGGGCCTCATAGCAAACT
AGAGCCATTGCAAGCAAAGAAGGCTTTATTTTGGAGAAAGCAAATGAGCAATGACAGGCT
TTAAGCTGCGACTCCAGTCTCTCGATACTTAAGATCATTTTGCCCTCAGAGTCAAGCTGC
TCCTGGATATGACTGTGAATCAGTCGAAGAAAGTGGAGGGTTGTGGGGGCTTTCACCTTC
CAGTATAATTTCTCCATGACGATCTTCTCCATCCTCATCATATCAGACACAGTGAAGCGA
TTCTGACTGATGCGGATGAGGTCATTTGCCAGAGGCACATTTTTCTCCTCCTCTGAGGAC
TTTATAGCGATGTAGAAGCAGCAAAGACCAACACAGGAGAGGTGCTTTGGCTGAATCTTC
ATTACAGAGAGAAATCGATCCAGCAGGCTCACAGCCAAGGAGAAGGTCTCTGCGCTAAAA
CCAAAGAACCTGGAAAGAGAGAGCAGGTCTTTCACCTCCAGCTCTCTGAGTTTTGCAGTC



ATCCTTAGGCCATTGTCCTGGGCACACTCAATGAGCCTCAATCCGCTCAGCTTTGGTTGG
TATCTGGCCTCCAGATCTATCAGGGTCTTCAGCTGAGCTGCAGAGGACTGCACTCCAGCT
CCCGTCACTGTATCAATCATCTTGAAAGCGTGTTGTCTTTAATGATAAAAGTTATGATCC
ACTGGGTAATAAACACGGAGTTTTGTAGAAAAATAAAACTTAGCGTAAAAAAAATTTTTA
AGCAGAGGTTGATTTCTGCCTATGCACACCCCCTACCCTTGGTTAAGGCGACGGGGAAAG
ACTATACTCCCAGTA
>CL11Contig2
TTTTTTTTTTGAATTTGGGAGATTCTCCACATTTATTAGTAGAAAATTCTTCTTTAATAA
AGGCGCTGGGGTTTGCCCATGGTACTCTTGATGTAAAGGGCACGGACATTCTGCCAGTTT
TTCTTCAGCAGAGACACCAGGAAGTTGACTGCCAAGTGGATGTTGTAAACGAGCTCGTCC
TCCGTCATCTTCACGTGTCCGACAGCTACAGCCAGGCAGAGCACCTTCTTCATCTGGAAC
TTGATGGTGGATTTGACCTCATCGACCTTTGTGTTCAGGTTCTCATTGTGAGTGAGCAGG
GAAGGGAACTTGCCAGCCTTGTTCAGCCCAGGACCCAAGATTCGAGGGATCTGCTTGATG
AGAGACTCTGAGGCCAGGAAGGCGTCATACTTCTTGGCAAGCTTCTTGACCATCTTTTTG
TTTTTGTTGAGTTTCTTCAAAGCCTCGATGTCCATGTGGGGCATGTCAGCGGCTTTGGCC
TCGTCACAGTGCTGCTGGTCTCCCAGGACACACACAGAGAACTTGGGCCTGGGCAGAGTC
TTCAGCCTGACGGTGCCAGAGAAACGCTTGTCCTTCTGGGGATCATAGTTTTTGAGACTG
ATCTGCAGCTCCACACTCTCCGTAAACTTCCTTGGCTTGGCGACAGAGCCCTGCAGGACC
TCCTTCACCGCTTCATAAAGCGTATCTCTGGAAACTTTGCTCATTTTTGCCGATAGTCTC
TGCCGACTTGCTAAGCTGGAAAGGCCCCGGCCATAAGGCCCGGGTTAAACGCGCG
>CL11Contig3
TAGCGGCAAAAATGAGCAAAGTTTCCAGAGATACGCTTTATGAAGCGGTGAAGGAGGTCC
TGCAGGGCTCTGTCGCCAAGCCAAGGAAGTTTACGGAGAGTGTGGAGCTGCAGATCAGTC
TCAAAAACTATGATCCCCAGAAGGACAAGCGTTTCTCTGGCACCGTCAGGTTCGACCTTT
TACTGTCTCACCCAACCTTTTCCATGTTTTTTTCAAATCCCGTCTGAGGATCTGATTTAT
GGGGACATCCAATTAATTAAATCAAAGTAGGCCAGATGGGACACGAACAGACATGGAGAA
GTACTTTGGGTAGTCTTGCTGAACCACACGGCCCTGGCTGTTGTAGGTGAAGCAGACGGA
CCCCTACCCTGGGTCTTAAAACATGAGGGAAGGCTGGTAGGTGCACATCCTCAAGCCGAA
AAATTGTACTTTATAAAACCCAAGAAGTCAGATGATCACCGGCCACTTTGGTGGTGTGGG
CTGAAGACTCTGCCCAGGCCCAAGTTCTCTGTGTGTGTCCTGGGAGACCAGCAGCACTGT
GACGAGGCCAAAGCCGCTGACATGCCCCACATGGACATCGAGGCTTTGAAGAAACTCAAC
AAAAACAAAAAGATGGTCAAGAAGCTTGCCAAGAAGTATGACGCCTTCCTGGCCTCAGAG
TCTCTCATCAAGCAGATCCCTCGAATCTTGGGTCCTGGGCTGAACAAGGCTGGCAAGTTC
CCTTCCCTGCTCACTCACAATGAGAACCTGAACACAAAGGTCGATGAGGTCAAATCCACC
ATCAAGTTCCAGATGAAGAAGGTGCTCTGCCTGGCGGTAGCTGTCGGACACGTGAAGATG
ACGGAGGACGAGCTCGTTTACAACATCCATTTGGCAGTCAACTTCCTGGTGTCTCTGCTG
AAGAAAAACTGGCAGAATGTCCGTGCCCTTTACATCAAGAGTACCATGGGCAAACCCCAG
CGCCTTTATTAAAGAAGACTTTTCTACTAATAAAT
>CL12Contig1
GGNCTGCAGGNAATTCGGCACGAGGCAAGTATGTGCATGGAAGTGCGTGTATGGTCACCA
GATGACGTTTGTTTGCAGTCCCCTGCTATATCACCCTGTCCAGATGTGAGCTGTGGGTTA
CAGACAACTCACTGCCAGAGAAGACTGTCACTTCTTGGGTCTGGTCATCCAGCACATCAG
TCATGAACGCAAAATACATCCTGGCCCTCGTCTTGGCTCTGCAGGTCTCCATGAGCCTGT
GTGAGATTCCTGCACCATCTCCGGAGCTCCAGAGCAAATATGACTCAATGAAATCCACAT
TCATCAAAAGACTGGAGAACGCTTACAAAAAACTTCAGGATGCCGTCAGTACAAGCGAGC
AGGGACAGGTCACCAAGGAGCTGGTTGACAGCGTGCACAACCGGCCTGAGTTTCAAGCCG
TCGTCAAGGTCGCCTCTGGACTGGGCTCAGAAGCAGCTCCCATAGTGGACCGGGCCCGTT
CATCTCTGTTGGGTTTGTACGAACAGTACCTGCGCCCCCACGTTGGTGAGTCCTTGAGCT
CCGGCATCGACCACATCAAGATCTACCTGGATCAGGTCATGCCCGCCGAGTGAAGAAGAT
CACCTGGACAAGAAAAGAAGCCCTTTGTTAAATGATAGTTCATAGAATTTAGACCACTTT
AGACAAAGAAGAGCGAAGCACGATGCAAACAAGATTTCTGTCCACTTTATTTTTAAATCA
AGATCCTCACCAAGTCATGCTGAGTCATGCTGAGCATGGCATGTCAACACCAGTTCTGCA
CGTGCAGTGTTTTGTTGGATACACTAACCCAAAGACCATGTGTCTGTGTATGTATGTACC
TTTATGTGTTCAATAAAAGAAATTGACATTCACTTGGAAAAAAAAAA
>CL12Contig2
GATGTGCACCGGGGCGCTTTGTGAACACATATTTTATGCATTATCAGGGGGTTTCGAGTG
CATCTCGCCATATGAATCCCCTGCTATATCACCCTGTCCAGATGTGAGCTGTGGGTTACA
GACAACTCACTGCCAGAGAAGACTGTCACTTCTTGGGTCTGGTCATCCAGCACATCAGTC
ATGAACGCAAAATACATCCTGGCCCTCGTCTTGGCTCTGCAGGTCTCCATGAGCCTGTGT
GAGATTCCTGCACCATCTCCGGAGCTCCAGAGCAAATATGACTCAATGAAATCCACATTC
ATCAAAAGACTGGAGAACGCTTACAAAAAACTTCAGGATGCCGTCAGTACAAGCGAGCAG
GGACAGGTCACCAAGGAGCTGGTTGACAGCGTGCACAACCGGCCTGAGTTTCAAGCCGTC
GTCAAGGTCGCCTCTGGACTGGGCTCAGAAGCAGCTCCCATAGTGGACCGGGCCCGTTCA
TCTCTGTTGGGTTTGTACGAACAGTACCTGCGCCCCCACGTTGGTGAGTCCTTGAGCTCC



GGCATCGACCACATCAAGATCTACCTGGATCAGGTCATGCCCGCCGAGTGAAGAAGATCA
CCTGGAC
>CL13Contig1
ATTTATCTGCATTGCAGCACCGTGCGTCTTTCTCTCCATCCCTTGTAAGGACAAAGCTAT
CCCTTAAAATGTCGGACGAAGGCAAACTTTTTATTGGAGGTCTGAGCTTCGAGACCAACG
AAGACTCTCTTGCCGCCGCTTTTGGCAAATATGGAACCATCGAAAAAGTCGATGTGATCA
GAGACAAAGAGACCGGAAGATCACGTGGTTTCGGCTTTGTGAAGTACGACAATGTTGAAG
ATGCTAAAGATGCGCTGGACGCAATGAACGGAAAGACGCTTGATGGCCGGGCGATCCGAG
TGGACGAAGCAGGGAAGGGAGGTCGCGCCAGAGGAGGATTTTCATCAGGCCCGCGCGGTG
GACGCTTCAGCGGATCAAGGGGTAGGGGCGGCCGTGGTTTCTCCAGGGGTGGCTACAACA
GCGACAGAGGCTACGGAGACAGAAGTTATGGCGACAGGAGCTTTGGAGGCGGAGACAGGA
GCTTTGGTGGAAGCGGTGGCGGATTCAGAAGTGGTGGATACTCATCCAGCGGCTACAGAG
ACAATAGGGGGCAGGGAGGATATGGTGACCGATCTGGGTCTTACAGGGACGGCTATGACA
GCTATGCTTCACACGAGTAAACACCTCCTTGAATCAAGACCATCACTTGGCTGGCTGTTT
TTGAAAGATGCTCTCCTCAAGAAAATTGTCCATGTATTTTGCTGACCTGTTTTGTAGTTC
GCCACCTTAAGTGTAGTTGTTAATTTGCTCCTCAAAACCTGTTACAACAGTTAACGAGTC
TTGCCTGGCTCAATTTGACAACTTCCTACAGCTTTGATTCGATCTGTCCTTGGTAGAGCA
CAGAGCCATTCTCAATTTGGGAGCTTCTGATAGCTCAGCGACAGCTTTGCTGTAGACCTT
TTTTGTCTGACACTTTACATGTGTTCTAATATAATTTTCAATTTTTATTATAAAGTATAA
TGGGGCATAGTTTTCCTTGGTCAATCATCTACCTCCTTAAGAGTTTTAAATTGAGTAAGG
AAAAAGCTTAAATAGTTTTGGGGTTTATGGATGAAGTCCTTTTCCTATTGAGAGAACCTT
CATTCAGCCAAGGCTCCTTTCTGTTCCATTTCCCA
>CL13Contig2
AGGAATTCGGCACGAGGCTTTCTCTCCTCCCTTGTAAGGACAAAGCTATCCCTTAAAATG
TCGGACGAAGGCAAACTTTTTATTGGAGGTCTGAGCTTCGAGACCAACGAAGACTCTCTT
GCCGCCGCTTTTGGCAAATATGGAACCATCGAAAAAGTCGATGTGATCAGAGACAAAGAG
ACCGGAAGATCACGTGGTTTCGGCTTTGTGAAGTACGACAATGTTGAAGATGCTAAAGAT
GCGCTGGACGCAATGAACGGAAAGACGCTTGATGGCCGGGCGATCCGAGTGGACGAAGCA
GGGAAGGGAGGTCGCGCCAGAGGAGGATTTTCATCAGGCCCGCGCGGTGGACGCTTCAGC
GGATCAAGGGGTAGGGGCGGCCGTGGTTTCTCCAGGGGTGGCTACAACAGCGACAGAGGC
TACGGAGACAGAAGTTATGGCGACAGGAGCTTTGGAGGCGGAGACAGGAGCTTTGGTGGA
AGCGGTGGCGGATTCAGAAGTGGTGGATACTCATCCAGCGGCTACAGAGACAATAGGGGG
CAGGGAGGATATGGTGACCGATCTGGGTCTTACAGGGACGGCTATGACAGCTATGGTAAG
CATTGAGCTTTAATCACACTTTGGGGCTAAAAGACTATAATCATTAGGATTGTAGCGTTT
TTAGGAACAAGTTTAATGCCTAGTCATAAATGCAGCTCGTGATGGGGTGTCCTCAACCTT
TAGTTGGTACAACTTGATCTCGAATCTGCCCCTTGTTGCAAAAAAAGACCTCAATCCCTC
TCATATTACGAATTTCCGAACTTTGCACAAGAGGATGGAGGAGAAAACGAAATAATGCTG
CCACCTCTAAAGTTGCCTTGTCCTATGACGGTGCCTCTTTGACAGAATAAAGGGAGGGTT
AGTATACTACCTGGTGGGATGAAGAATGTAATGAAACTCCAGTGTCGGAACTTTCAGTGT
CTTCACCTTTTTGCCCACTTCTGCTCCCCCAGCTTCACACGAGTAAACACCTCCTTGAAT
CAAGACCATCACTTGGCTGGCTGTTTTTGAAAGATGCTCTCCTCAAGAAAATTGTCCATG
TATTTTGCTGACCTGTTTTGTAGTTCGCCACCTTAAGTGTAGTTGTTAATTTGCTCCTCA
AAACCTGTTACAACAGTTAACGAGTCTTGCCTGGCTCAATTTGACAACTTCCTACAGCTT
TGATTCGATCTGTCCTTGGTAGAGCACAGAGCCATTCTCAATTTGGGAGCTTCTGATAGC
TCAGCGACAGCTTTGCTGTAGACCTTTTTTGTCTGACACTTTACATGTGTTCTAATATAA
TTTTCAATTTTTATTATAAAGTATAATGGGGCATAGTTTTCCTTGGTCAATCATCTACCT
CCTTAAGAGTTTTAAATTGAGTAAGGAAAAAGCTTAAATAGTTTTGGGGTTTATGGATGA
AGTCCTTTTCCTATTGAGAGAACCTTCATTCAGCCAAGGCTCCTTTCTGTTCCATTTCCC
AAAAGAGTGAATGCCTTTGACTGGTGAACTACACATCCGAAGTGGCCGGCTGTTCATGAA
GTTGCACAATGCAGCATGCTACAGTCTGTCCAAGGTATCTTCTGTGCTCTCTGCTCAACG
TCTGCATTATAAATGTGCTGTAAAATGGACTGTTTAAAGTGATTCAAAA
>CL13Contig3
AGGAATTCGGCACGAGGGGACAAGCTATCCCTTAAAATGTCGGACGAAGGCAAACTTTTT
ATTGGAGGTCTGAGCTTCGAGACCAACGAAGACTCTCTTGCCGCCGCTTTTGGCAAATAT
GGAACCATCGAAAAAGTCGATGTGATCAGAGACAAAGAGACCGGAAGATCACGTGGTTTC
GGCTTTGTGAAGTACGACAATGTTGAAGATGCTAAAGATGCGCTGGACGCAATGAACGGA
AAGACGCTTGATGGCCGGGCGATCCGAGTGGACGAAGCAGGGAAGGGAGGTCGCGCCAGA
GGAGGATTTTCATCAGGCCCGCGCGGTGGACGCTTCAGCGGATCAAGGGGTGGCTACAAC
AGCGACAGAGGCTACGGAGACAGAAGTTATGGCGACAGGAGCTTTGGAGGCGGAGACAGG
AGCTTTGGTGGAAGCGGTGGCGGATTCAGAAGTGGTGGATACTCATCCAGCGGCTACAGA
GACAATAGGGGGCAGGGAGGATATGGTGACCGATCTGGGTCTTACAGGGACGGCTATGAC
AGCTATGAGTGAATGCCTTTGACTGGTGAACTACACATCCGAAGTGGCCGGCTGTTCATG
AAGTTGCACAATGCAGCATGCTACAGTCTGTCCAAGGTATCTTCTGTGCTCTCTGCTCAA
CGTCTGCATTATAAATGTGCTGTAAAATGGACTGTTTAAAGTGATTCAAAATGTAATTTC



GTTTACCCAAAAGTTTAGTCTAAAGCGGGAACAGTTTTGTACTTTTTGTTCTTTGTATGA
TACAAGAATATTTTTTTTTGTCAGTTTGGCTTCATGGAGCCTATTAAACGAAACATGGAA
AATGAAAAAAAAAAAAAAAAAAAAAATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL13Contig4
TTTTTTTTTTCAGATTTACTAAAATCTTTATTTTAACATAAAAAGCATTTCTTTTGCAGT
TTGTCACTGCGGCCATCTTCAACCATCCATTGCAGGCCACTACAGGCCTTCAAACTGCGT
GAAGCCATCACATCGCATCCCAGACCAGGTACGGCTCAGGCCCGGTTTCCCCGTAACAGA
CTACTTGTGCCACATCACACGGTAGATCAAGTCTGTCCCCTATCACGTCAAGTCACTAGA
GAAAGAAAACTGCATTAGACCAAGCACATCAGAACAGAAGATTCAGTTGACAGCATGCAA
TACTATTAAAACATACATCCAACAAGACACTTGAGTGCAGTATATGTAACATCAGGACAG
CTGAGGGGCATTATCGGAGCAAATTTGAGGAGTAATGCAGTGATCAGAAGTTGACTGAGA
ACAATGCTACCCATGGTTAAGGAGGCAAAAATGCTCTTTTGTAGACTGTAGGTGGGGCGA
TACAATCCAGAGGAGCTTTAGAGACCTTCCCTCCACTTATGGTAATCTGAATCAGAGCAG
AGGCTTGGAATGTTTGTAAGACATCTGAAGCAGAGGATGTTACACAGCGGCTAACTTGGA
AGGCATTCATGGAAACAATGAGAACTGAGTTTGAAGGATGTGAGCAAAGCAAAAGGAGAT
TTTTACCTCACGTGCATTGGCCTACTTTCTTCACATTTGAGCTAGGCAAGAGCAGCTTTC
ATCGGATGAGCACTTGGTAGGCGCAACGCTTCACTCTTCAAGGACTTGTTGGTTATTGAG
GAGGCTGAGTTCTTGGAACGTAATGGAGCATTGACATGACAGGCATTGTACCATTCCTTG
TGCCGTTTGGCACTTCCCTTAACTGGAAGGTTGACCAAGACACTGTTCAAACATGGCTGA
CTTGACTTCAGAGTGCATTGGGTAAAAAGCTATCTAGCACAAAAATTTGATTTAAAAATG
CAAAAGTCACATATCACTCGACTGCAACTGTAATGCATTTTAACTCAATTTTGATTTCAG
CTGATCTTTTACTTCCATCTCAATTTCTTCCCATCTGACTCCCACGTGATCACTTTCAAC
AGGCAGAATCAGGATCATTTTCCATGTTTCGTTTAATAGGCTCCATGAAGCCAAACTGAC
AAAAAAAAATATTCTTGTATCATACAAAGAACAAAAAGTACAAAACTGTTCCCGCTTTAG
ACTAAACTTTTGGGTAAACGAAATTACATTTTGAATCACTTTAAACAGTCCATTTTACAG
CACATTTATAATGCAGACGTTGAGCAGAGAGCACAGAAGATACCTTGGACAGACTGTAGC
ATGCTGCATTGTGCAACTTCATGAACAGCCGGCCACTTCGGATGTGTAGTTCACCAGTCA
AAGGCATTCACTCTTTTGGGAAATGGAACAGAAAGGAGCCTTGGCTGAATGAAGGTTCTC
TCAATAGGAAAAGGACTTCATCCATAAACCCCAAAACTATTTAAGCTTTTTCCTTACTCA
ATTTAAAACTCTTAAGGAGGTAGATGATTGACCAAGGAAAACTATGCCCCATTATACTTT
ATAATAAAAATTGAAAATTATATTAGAACACATGTAAAGTGTCAGACAAAAAAGGTCTAC
AGCAAAGCTGTCGCTGAGCTATCAGAAGCTCCCAAATTGAGAATGGCTCTGTGCTCTACC
AAGGACAGATCGAATCAAAGCTGTAGGAAGTTGTCAAATTGAGCCAGGCAAGACTCGTTA
ACTGTTGTAACAGGTTTTGAGGAGCAAATTAACAACTACACTTAAGGTGGCGAACTACAA
AACAGGTCAGCAAAATACATGGACAATTTTCTTGAGGAGAGCATCTTTCAAAAACAGCCA
GCCAAGTGATGGTCTTGATTCAAGGAGGTGTTTACTCGTGTGAAGCATAGCTGTCATAGC
CGTCCCTGTAAGACCCAGATCGGTCACCATATCCTCCCTGCCCCCTATTGTCTCTGTAGC
CGCTGGATGAGTATCCACCACTTCTGAATCCGCCACCGCTTCCACCAAAGCTCCTGTCTC
CGCCTCCAAAGCTCCTGTCGCCATAACTTCTGTCTCCGTAGCCTCTGTCGCTGTTGTAGC
CACCCCTTGATCCGCTGAAGCGTCCACCGCGCGGGCCTGATGAAAATCCTCCTCTGGCGC
GACCTCCCTTCCCTGCTTCGTCCACTCGGATCGCCCGGCCATCAAGCGTCTTTCCGTTCA
TTGCGTCCAGCGCATCTTTAGCATCTTCAACATTGTCGTACTTCACAAAGCCGAAACCAC
GTGATCTTCCGGTCTCTTTGTCTCTGATCACATCGACTTTTTCGATGGTTCCATATTTGC
CAAAAGCGGCGGCAAGAGAGTCTTCGTTGGTCTCGAAGCTCAGACCTCCAATAAAAAGTT
TGCCTTCGTCCGACATTTTAAGGGATAGCTTTGTCCTTACAAGGGATGGAGAGAAAGACG
CACGGTGCTGCAATGCAGATAAATGACCCCCCGGCCATAATGCC
>CL14Contig1
GNAATTCGGCACGAGGAGAGCAGCAGAAGCCGACCGGCACGGACGATACCGGGGAAAGAG
CCGGTGAAGCAGCGGCCTCACACCCGCAGAGCCATCCAATGACGCATCGGCGTTCGTCCC
AACACACCGGTCAATAAGACTCAACGCCACCACGGAGATCGGTCTTTCCGAGACTAGAGC
CCTTCCGCCCGGACAGACAGAGAGACGTCACTGTGGCAACAGCCGAGACAGGAACGTGAC
CTGCAGGGAATTTCAGCTGGAAGAAGCGCGTGAGAACCAGCGCGAGGAGGTCTCTATGTG
CGTGACAATGGGAGACATCAGTGACCTGGACCGGCAGATAGAGCAGCTGCGAAGATGTGA
GCTGATCAAGGAGAACGAAGTCAAAGCGCTGTGCGCCAAAGCCAGAGAAATCCTGGTTGA
AGAGAGTAACGTTCAGAGAGTAGACTCTCCAGTCACTGTTTGTGGTGATATACACGGTCA
GTTCTATGACCTGAAAGAACTCTTCAGAGTGGGGGGAGATGTCCCAGAGACCAATTATCT
CTTCATGGGGGACTTTGTGGACAGAGGCTTCTACAGCGTGGAGACTTTCCTTCTGCTGCT
GGCCCTCAAGGTGCGTTATCCAGACAGGATCACTTTGATCCGGGGAAACCACGAGTCCAG
GCAGATCACACAGGTCTATGGCTTCTACGATGAGTGCCTCCGCAAGTACGGCTCTGTGAC
GGTGTGGAGATACTGCACCGAGATATTCGACTACCTGTCGCTCTCTGCCATCATCGATGG
AAAGATCTTCTGTGTGCACGGAGGGCTGTCCCCCTCCATCCAAACACTGGACCAGATCCG
GACCATTGACAGGAAACAGGAAGTGCCTCACGATGGGCCCATGTGTGACCTTCTGTGGTC
AGACCCTGAAGACACCACCGGGTGGGGGGTCAGTCCCAGAGGGGCTGGATATCTGTTCGG
GAGCGACGTGGTGGCTCAGTTCAACGCCGCCAACGACATCCACATGATTTGTCGAGCGCA



CCAGCTGGTCATGGAGGGCTACAAGTGGCACTTCAACGAGACTGTGCTCACCGTGTGGTC
CGCACCCAACTACTGCTACAGGTGTGGAAACGTTGCGGCCATCTTGGAGCTGGATGAGCA
TCTACAGCGGGAGTTCATCATATTTGAAGCAGCGCCACAGGAGACCAGAGGCATCCCCTC
CAAGAAGCCCGTCGCCGACTATTTCCTGTAGAGCTCCAGGCCAGCAGCCATAAGGCGCCG
CCATTCTAGTTCCAGTTCTCCCCGGCGCCTCCGGCCTCCTGCTGCTCCCCGACAGCGGCG
TCCGTCTGAACTCAAAGCAGTCCGGAGGCCTGCTGGCTCCTGTGGAGCGGCCTGGATGTG
GCCTCCATCTGTCCTGCTCTGTAGACACAACTTCCAGCCCGACTCCGCCTCTCTGCTCCT
CTTTTTTTTATTCAGACCATTTCTTTTAGTTTCAGTTGGAAAACCGTAACTTCTCTCTTT
GTTCAAAG
>CL14Contig2
AGAGTCGGCCTTGTTGCTCTTCCTTGGCCGTCGTTGTTGGAGACACTGAGGCCATGTTTA
GTACCAGCGCTAAAATAGTGAAGCCTAATGGCGAGAAGCCGGACGAGTTCGAGTCCGGGA
TCTCCCAGGCTCTGCTCGAGCTGGAGATGAACTCTGACCTGAAAGCTCAGCTGAGAGAGC
TGAACATCACAGCTGCAAAGGAAATTGAGGTTGGCAGCAGCAGGAAAGCCATCATCATTT
TCGTTCCCGTTCCTCAGCTGAAGTCCTTCCAGAAGATTCAGGTGCGCCTGGTTAGGGAGC
TGGAGAAGAAGTTCAGTGGGAAACACGTTGTCTTCATTGCACAGCGGAGGATTCTGCCCA
AACCCACCAGGAAAAGCCGCACAAAGAATAAGCAGAAGCGTCCCAGGAGCCGTACGCTCA
CCGCAGTCCACGACGCCATCCTGGAGGATCTGGTGTTCCCAAGTGAGATTGTGGGAAAGA
GAATCCGGGTGAAGCAGGACAGCAGCCGGCTCATCAAGGTCCATCTGGACAAGGCGCAGC
AGAACAACGTAGAACACAAAGTGGAGACCTTCTCTGGTGTCTACAAGAAGCTCACAGGCA
AAGACGTCGTGTTTGAATTCCCAGAGTTCCAGCTGTAAATGCAGATGACAAAATAAATTT
GTTTACTGTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL15Contig1
TTNCCCCCCCCCCCCCCCTTTCCCTCCTGTCCACCTGGTTCACCACCTNTTTTCATCCTC
AAAAGAAAGNTAGGACACCCGGTGGGTGGTGGTGGTGGGTCGCTCCTCCCTGAATCAACA
CAAACGGCTCACCGATGNTGCTTTGACGCCAAAGGAAATCCATNGCATGCACTCAGTGCA
GNGNGCACAGCCGCACCTCCACCCTTTTGGTGGTAAAGCTCCGATTTAGGNGTAGTTTAG
ACGAGTGTTACCTGTTGCTTAGACCAATGCTTCAACTTTTCTNTGTACAAAGTTTNTGGC
TTGAACAGAATAAANGAAGTCACACATGCTCACCCGTAGTTGGTCTCTGTAAAAAAAAAA
AGTTTGTTTTGAGGAATTAAATAAAGTC
>CL15Contig2
TTGTTAGCTACTGGTAGTCTCTCTGTTGGGGTGCACGCGGATTGACCACTCCTTTGGGCT
TTTCTTTCTTGGATATCTGGGAGGAAAGGCTAAGCCACAAACATGACTGACGCGCAACAA
GAGGCCCGCTCCTACCTGAGCGAAGAAATGCTGGCTGAGTTCAAAGCCGCCTTCGACATG
TTTGACACCGACGGTGGCGGTGACATCAGCACCAAGGAGTTGGGTACCGTGATGAGGATG
CTGGGCCAGAATCCGACAAGAGAGGAGTTGGATGAAATTATTGAGGAGGTCGACGAGGAT
GGTAGCGGTACCATCGACTTCGAGGAGTTCTTGGTCATGATGGTGAGGCTGCTCAAGGAG
GACCAGGCCGGAAAGAGCGAGGAAGAGTTGGCAGAGTGCTTCCGCGTCTTCGACAAAAAC
GGCGACGGGGTGATCGACAGAGAGGAGTTCGCTCAAATCATCCGCAGCTCCGGTGAGCCC
ATCTCGGAGGACGAGATCGATGAGCTGATGAAGGACGGAGACAAGAACAACGACGGCATG
CTTGACTTTGACGAATTCCTCAAGATGATGGAGAATGTGCAGTAAAACAAGAAAGACTCT
TGGGACATTCCTCCACCTGGCTGTGAAACCCTGCACCATCAGCTCCCCTCCGCCCCCCCC
TCTCCCTCCTGTCCACCTGGTTCACCACCTCTCTTCATCCTCAACAGATAGCTAGGACAC
CCGGTGGGTGGTGGTGGTGGGTCGCTCCTCCCCGAATCAACACAAACGGCTCACCGATGC
TGCTCTGACGCCAAAGGAAATCCATCGCATGCACTCAGTGCAGCGCGCACAGCCGCACCT
CCACCCTTCTGCTGGTAAAGCTCCGGTCTAGGTGTAGTCTAAACCAGTGTTACCTGTTGC
TTAGACCAATGCTTCAACTTTTCTCTGTACAAAGTTTCTGGCTGAACAGAATAAATGAAG
TCACACATGCTCACCTGTAGTTGGTCTCTGTAAAAAAAAAAAAAAGTTTGTTTTGAGGAA
TTTAAATAAAGNCNGTTTGTTTCTTCAAAAAAAAAA
>CL16Contig1
GTTTAGGTAGGCTGGCTAGTTCCTAACTCGTACTCTTAAATCCTCTCAAAATCATGCATT
TAAAGGCTCATCGGCTTTAAATAAACACACGTCCGTCATCAGCGATTCTCCACTCATAAA
TTAGTGCACGATGGGACGTGTGATCAGGGGACAGAGAAAAGGTGCGGGCTCCGTGTTCAA
AGCCCACGTCAAGCACAGGAAAGGTGCTGCTAAACTCCGCCACATTGACTTCGCTGAACG
TAATGGTTACATCAAGGGGATTGTGAAGGACATCATCCATGACCCTGGCCGTGGCGCTCC
CCTGGCCAAAGTGGTTTTCCGTGACCCGTACAGGTTTAAGAAGAGGACGGAGCTCTTCAT
CGCTGCTGAGGGGATCCACACCGGGCAGTTCATTTACTGCGGCAAGAAGGCTCAGCTGAA
CATCGGCAATGTTCTGCCCGTGGGCACAATGCCCGAGGGAACCATCATCTGCTGTCTGGA
GGAGAAGCCCGGCGATCGAGGCAAGCTAGCCCGAGCCTCAGGGAACTACGCCACAGTCAT
CTCCCACAACCCCGAGACAAAGAAATCAAGAGTTAAGCTGCCCTCAGGCGCTAAGAAGGT
CATCGCCTCTGCCAACAGAGCCGTTGTCGGTGTGGTTGCTGGTGGAGGCCGTATTGACAA
GCCCATCCTGAAGGCTGGCCGTGCCTATCACAAGTACAAGGCCAAGAGGAACTGCTGGCC
ACGCGTCCGTGGTGTGGCTATGAATCCTGTTGAGCATCCATTCGGTGGTGGTAACCATCA
GCACATCGGCAAACCCTCCACCATCAGGAGGGATGCACCTGCTGGTCGCAAGGTCGGTCT



CATTGCTGCCCGCCGCACAGGCAGACTGCGTGGAACAAAGACCGTCCAGGAGAAGGAGAA
CTAAACGTGGCTACCTTGTTAATAAAAATCTGTTCCAAAACGACCCGTTTCCCGCCTGGT
TAAATAACACGAACCTGACGTACATTTATCCAAATGGAATTAGTTTCAGATTTGACATTT
GTTAAAGTATTAATTTAATTCTAGATAACATTTGTGAAAATG
>CL16Contig2
CACGGACGCGTGGCTATGAATCCTGTTGAACATCCATTCGGTGGTGGTAACCATCAGCAC
ATCGGCAAACCCTCCACCATCAGGAGGGATGCACCTTGCGACCAGCAGGTGCATCCCTCC
TGATGGTCGCAAGGTCGGTCTCATTGCTGCCCGCCGCACAGGCAGACTGCGTGGAACAAA
GACCGTCCAGGAGAAGGAGAACTAAACGTGGCTACCTTGTTAATAAAAATCTGTTCCAAA
ACTAANAAAAAAA
>CL16Contig3
TTTTTTTTTTCACATACATATTTTTTCAGGTTTAATGATCACAGAATTTGAAATTACAGA
AGCTTGGAGAGGTGCCAAATATTCATTCTTGTCTCTCATAGTCAGCAGGATTCTTCTTCT
TGCCCTGCTCATGAACGCTGTTTCCCCAGCTGTAGGTCAAATACATGGCGATCATGGGAG
GGGCAACTTTGAAGAATGAAGTTGTGAACCTTCTCCAAACATTAGGCAGACCCTTGGAGA
AGTAATTGGGAAAAGCCCGCTGCTCAAAGGGGGACAGACTGTAGGTGATCACATGCCGGA
TTTTGGCCAAGTCTCCAAAATGACGCCCCATTTTCCCCACAGGAAGTCGTCCTGTTCACC
CACGACCAGAGCGAGGCGGCTCGGAGCTCGGAGCAGCACCGGGACAAGCCAGTCGGGCGA
GCTTTTGCAGTGGTGCAGCCAGCCAGTGAGCGGCCGACTCTGAGCGCAGAGCCTGTGAAG
TCCACAGAGGAGCAGGTGGAGACCATAAAGGTGTATCTGGAGGCTCGCAGACNAGAGCAG
CAGAACCAACAGCAGAACCTGAAGATGCTGTCAGACGAAGTCTCACAGATACAGGAGGTG
AGGTATTGCCTGAAAACCCTGAGGGAGCAGATGGCAGCTAAAAGCAAGCCGCACACAAAC
GGGTGGAAGGTCAGCATTCCTTTCAGAAAGAGCTCCTCGTCCGTCCCCAAAG
>CL16Contig4
CACGGAAAACCACTTTGGCCAGGGGAGCGCCACGGCCAGGGTCATGGATGATGTCCTTCA
CAATCCCCTTGATGTAACCATTACGTTCAGCGAAGTCAATGTGGCGGAGTTTAGCAGCAC
CTTTCCTGTGCTTGACGTGGGCTTTGAACACGGAGCCCGCACCTTTTCTCTGTCCCCTGA
TCACACGTCCCCCTCGTGCCGAATTCGGCACGAGGTTTTATTTAAAGTACATGTTTTGTT
TTTTCATATTTTTTTTATGGTAGTGCACTTCTTCAGGGGCGGTGTTTGGGACGGCTGATT
CAGGAAGTGTTTCAAAATAAAAGCATGGCTGGATTCCAAAGTAAAACTCTACAAACCAGC
ACCAAGAAGAGATTCTTTCCTCAATACCGAAACACCCCACGACTGAAACTTTACCCGCCG
CTCTTTAACGTTTCCTCTCTTGTTTTTGACTGGATGAGACTGATCACATGACATTTTGAC
AAAAACAAGCCGTAAAAAATAAAACAAGGGGCTGACAGTACCAAACTTTACCTTCAGTAG
AAAGTTAAAGGCTAACATCACAAACGACTAGCAGTTTTCTGAAGGTATTGCACATTTACT
TTAAAAATAAAAACCATTCCCACACAGATGAAACAAAAACAAACAAGACATAATTTCCTT
TCTTCTAACATGACGTATATGTCATTTACAAAAGTAGAAGTCTGCTGAAAATGACAAAAA
GTACACATTCAAATAAATAAATAATGGAATTTGTTATTCACACGTCTTCAAAATTCTGCA
GGTGACTTAATATTTGTGAGAACTGGCAGAATTTCAGCATGAGGTAGTTCATCAAAGCAG
GTTAAAGAGGAAACGCACGCAGATGAGACTCCCGAGACGGACAAACCANATCAATTCAAA
GCTTAAGGCATGCTGGGAAAAATTAAGAGCACTTTAAAACCCTCGTGCCGAANTCGGCAC
GAGGCTGAATGCTGTTTA
>CL16Contig5
CAGGTAGCCACGTTTAGTTCTCCTTCTCCTGGACGGTCTTTGTTCCACGCAGTCTGCCTG
TGCGGCGGGCAGCAATGAGACCGACCTTGCGACCAGCAGGTGCATCCCTCCTGATGGTGG
AGGGTTTGCCGATGTGCTGATGGTTACCACCACCGAATGGATGCTCAACAGGATTCATAG
CCACACCACGGCCTCGTGCCGAATTCGGCACGAGGTTTTTTTTTTTTTTTATTGGCTTTT
AAAAANTTTATTTNNNAGTCTTCCCNCCNNTGGGGNTNTAAAAAGAANNAGGGAAAAATA
AANAAAAAATNCGATTTGACCAATGATAATAAANGGGNGTTCTACGGGNNTT
>CL16Contig6
GAAGCTTGGAGAGGTGCCAAATATTCATTCTTGTCTCTCATAGTCAGCAGGATTCTTCTT
CTTGCCCTGCTCATGAACGCTGTTTCCCCAGCTGTAGGTCAAATACATGGCGATCATGGG
AGGGGCAACTTTGAAGAATGAAGTTGTGAACCTTCTCCAAACATTAGGCAGACCCTTGGA
GAAGTAATTGGGAAAAGCCCGCTGCTCAAAGCCTCGTGCCGAATTCGGCACGAGGGGAGT
TTAGTGCACGATGGGACGTGTGATCAGGGGACAGAGAAAAGGTGCGGGCTCCGTGTTCAA
AGCCCACGTCAAGCACAGGAAAGGTGCTGCTAAACTCCGCCACATTGACTTCGCTGAACG
TAATGGTTACATCAAGGGGATTGTGAAGGACATCATCCATGACCCTGGCCGTGGCGCTCC
CCTGGCCAAAGTGGTTTTCCGTGACCCGTACAGGTTTAAGAAGAGGACGGAGCTCTTCAT
CGCTGCTGAGGGGATCCACACCGGGCAGTTCATTTACTGCGGCAAGAAGGCTCAGCTGAA
CATCGGCAATGTTCTGCCCGTGGGCACAATGCCCGAGGGAACCATCATCTGCTGTCTGGA
GGAGAAGCCCGGCGATCGAGGCAAGCTAGCCCGAGCCTCAGGGAACTACGCCACAGTCAT
CTCCCACAACCCCGAGACAAAGAAATCAAGAGTTAAGCTGCCCTCAGGCGCTAAGAAGGT
CATCGCCTCTGCCAACAGAG
>CL17Contig1
AGTACATCGACCAGGAGGAGCTGAACAAAACTAAACCACTGTGGACCCGCAACCCCGATG



ACATCACCAACGAGGAGTACGGGGAGTTCTACAAGAGTCTCACCAACGACTGGGAGGATC
ACCTGGCTGTCAAGCATTTCTCAGTGGAAGGGCAGCTGGAGTTCCGTGCCCTCCTCTTCG
TGCCCCGCCGTGCCCCCTTTGACCTGTTTGAGAACAAAAAGAAGAAGAACAACATCAAGC
TTTACGTGCGCAGAGTCTTCATCATGGACAACTGTGATGAGCTCATCCCAGAGTATCTCA
ATTTCATCAGGGGTGTGGTGGACTCTGAAGATCTGCCCCTGAACATCTCCAGAGAGATGC
TGCAGCAGAGCAAAATCCTGAAGGTCATCCGCAAGAACCTGGTTAAGAAATGTCTGGAGC
TCTTCACAGAGCTTTCTGAGGACAAGGACAACTACAAGAAGTTATACGAACAGTTCTCCA
AGAACATCAAGCTTGGAATTCACGAAGACTCCCAGAACAGGAAGAAGCTGTCTGAGCTGC
TAAGATACTACACCTCAGCCTCTGGAGATGAGATGGTTTCCCTCAAAGACTATGTCACCC
GCATGAAGGACAACCAGAAACACATCTACTATATCACTGGCGAGACCAAGGACCAGGTGG
CCAACTCTGCTTTTGTGGAACGCCTTCGCAAAGCCGGTCTTGAGGTCATCTACATGATCG
AGCCCATCGACGAGTACTGTGTCCAGCAGCTGAAGGACTTTGATGGCAAGAACCTGGTTT
CAGTCACCAAGGAAGGTCTGGAGCTGCCTGAGGATGAGGAGGAGAAGAAGAAGCAAGAAG
AAAAGAAAGCTCAGTTTGAGAACCTTTGCAAGATCATGAAGGACATCCTGGAAAAGAAGG
TTGAGAAGGTCACAGTGTCCAACCGCCTGGTGTCGTCCCCGTGCTGCATCGTCACCAGCA
CCTACGGCTGGACGGCTAACATGGAGAGGATCATGAAGGCCCAGGCGCTGCGCGACAACT
CGACTATGGGATACATGGCTGCTAAGAAGCACCTGGAGATCAACCCCGACCATCCCATCA
TGGAGACTCTAAGGCAGAAGGCTGAGGCCGACAAGAATGACAAATCGGTGAAGGATCTGG
TTATCCTGCTGTTTGAGACCGCCCTGCTGTCTTCAGGATTCACCCTGGAGGACCCTCAAA
CACATGCTAACCGCATCTACAGGATGATCAAACTGGGTCTTGGCATTGATGAGGACGACA
CACCGGTAGAAGAAACCACTTCTGCTCCCACTGAGGACATGCCGCCTCTGGAAGGCGACG
ACGACGCGTCCAGAATGGAGGAGGTGGACTGATCGGTCGGCTGCAGTGTTGAGATAGTTC
CATGTACAGTTCAAATGTTAAAACGAGTTGTCATCATTTCTTTCCTTATTCCTCACGTGT
TTGCATTTGCTCATTCAGAGCTGTTCTGAAACTCTTTATTCTTCAGATGTAACAATGTAA
TTGTTTTTGTATTTATTGACATTCTAATGTTGCTCTAATTTGTAAATATTACTGGAGGTT
GGAATACCAGAGCACAGAAATAAAACTCTAAAGCAAAAAAAAAA
>CL17Contig2
AGACCTAGAGTGTTCGTTGATTCCGTAAAAAATACAGCGTGCTTTTAATTTTTGACATCC
AGATATAGAGATTCTATACAAATACTTTTTTTTTCAACAAAATTTTGACACATTTTTAGA
ATTTAGACAATTACTAAACGGAAGCTCGTAGATGTAGTTTTTGCTGTATCTTAAATAACC
GCTAGATGGCAGCAAAAATCAAATACGATTGATTTTATTCTTAGTTTTGTTTTTAATATA
ATAAATTTATAACGTTTAGATTTTACCTCCTTGGCCAATCAAAATATTGTGCATGCTATT
CCACTATAACTTTTTATCTGTTGATATAAATAATTACATATTTTTCTGGAGGAGCACAGT
TAGTTCGAGAAGGAGCGCCGCGGAGGGATCTTGTCCTGCACTGAAACTCATGAGCATATA
GATTCGGCGTGCAGCTCCAGAATCCTCCTTTCTTTTTCCTGCGTCAGTGAGCGGCAGGGA
TAGCACTTTTGTTGCATTTTATTCAAGAAAAGCCAACATAAGAAACAAGATGCCTGAAGA
AATGCACCAAGAGGAGGAGGCTGAGACCTTTGCCTTCCAGGCAGAGATTGCTCAGCTGAT
GTCCCTGATCATCAACACCTTTTATTCCAACAAAGAGATCTTCCTCAGGGAGCTGATCTC
CAATGCCTCTGATGCTCTGGACAAAATCCGCTATGAAAGCTTAACTGATCCCTCCAAGCT
GGACAGCGGCAAGGATCTGAAAATCGACATCATCCCCAACAAGGCTGACCGCACCTTGAC
CATTGTTGACACTGGAATTGGCATGACCAAGGCTGACCTTATCAACAACCTGGGTACCAT
TGCAAAGTCTGGGACAAAGGCTTTCATGGAAGCCCTTCAGGCTGGAGCCGACATCTCCAT
GATTGGTCAGTTCGGTGTGGGATTTTACTCTGCCTACCTCGTCGCTGAGAGGGTGGTGGT
TATCACCAAGCACAACGACGATGAACAGTACGCCTGGGAGTCCTCTGCTGGGGGATCCTT
TACCGTCAAGGTCGACAGTGGCGAGCCCATTGGCCGTGGAACAAAGATCATCCTGCACCT
TAAAGAAGACCAAACGGAGTACATTGAGGAGAAGAGGGTCAAAGAGATCGTGAAGAAGCA
TTCTCAGTTCATCGGCTACCCCATCACCCTCTTTGTGGAGAAAGAACGTGACAAGGAGAT
CAGTGATGATGAGGCAGAGGAGGAAAAAGAAGAGAAGGAGACCAAGGAGGAAGGTGAGGA
CAAGCCAAAGATTGAGGATGTGGGCTCAGATGATGAAGAAGACGCTAAAGACAAGGGCAA
GAAGAAGAAGAAGATCAAGGAGAAGTACATTGACCAGGAAGAGCTGAATAAGACCAAGCC
CATCTGGACCAGAAACCCTGATGACATCACGAGTGAGGAGTACGGCGAGTTCTACAAGAG
CCTCACAAACGACTGGGAGGATCACCTCGCTGTGAAGCACTTTTCAGTGGAAGGTCAGCT
GGAATTCAGGGCTCTGCTCTTTGTTCCTCGTCGTGCACCTTTTGACCTCTTTGAGAACAA
GAAGAAGAAGAACAACATCAAGCTGTACGTCAGGAGAGTCTTCATCATGGACAACTGTGA
AGAGCTCATCCCAGAGTACCTGAACTTCATCCGTGGAGTGGTGGACTCTGAAGACCTGCC
CCTCAACATTTCAAGAGAAATGCTGCAGCAGAGCAAGATCTTGAAAGTAATCCGCAAAAA
CATTGTCAAGAAGTGCCTGGAGCTGTTCGGAGAGCTGGCAGAAGACAAAGAAAACTACAA
GAAATTCTATGAAGGTTTCTCAAAGAACATCAAGCTCGGCATCCATGAGGATTCTCAGAA
CCGTAAGAAGCTGTCTGAGCTGCTGCGCTACCACAGCTCCCAGTCTGGAGATGAAATGAC
TTCCCTCACAGAGTACCTTTCTCGCATGAAGGAGAACCAGAAATCCATTTACTACATCAC
TGGTGAAAGCAAGGACCAGGTTGCCAACTCTGCTTTCGTGGAGCGCGTCCGCAAGCGTGG
CTTCGAGGTCCTGTACATGACCGAGCCCATCGACGAGTACTGTGTTCAGCAGCTGAAGGA
GTTTGATGGCAAGAACCTGGTTTCTGTCACCAAAGAGGGCTTGGAGCTGCCAGAGGATGA
GGAGGAAAAGAAGAAGATGGAGGATGACAAGGCCAAGTTTGAGAACCTCTGCAAGCTCAT



GAAAGAGATTCTGGACAAGAAAGTAGAGAAGGTGACTGTCTCCAACAGACTGGTATCGTC
CCCCTGCTGCATTGTGACGAGCACTTACGGCTGGACGGCAAACATGGAGAGGATCATGAA
GGCCCAGGCTCTCAGGGATAACTCCACCATGGGTTACATGATGGCCAAGAAGCATTTAGA
GATCAACCCCGACCATCCCATCATGGAGACCCTCCGGCAGAAGGCTGAGACCGACAAAAA
CGACAAAGCTGTGAAGGACCTCGTCATCCTGCTGTTCGAAACTGCTCTGCTGTCCTCTGG
CTTCTCCCTGGACGACCCTCAGACCCACTCCAACCGCATCTACAGAATGATCAAACTTGG
TTTGGGTATCGACGATGACGACATCCCCACAGAGGAGCCCGCCTCCACATCTGCCCCAGA
AGAGATGCCACCCCTGGAAGGAGATGCTGACGACGATTCGTCACGCATGGAAGAGGTCGA
CTAAACTTCCCCAAACTTCACACTTTTAAGCCTCACTTTCCCAGAAATCCATCTATTATA
AATTCTGTAACTAAAAAATCAAGTAGGCATTCCTGTTGTGACGCTCTCGGTAAGAGATCC
TCACACTGAAAAACCTTGTTTGAAAGTAGGTTTGTTTCTGCTTGCAATGTTCATGGTGAC
GACTCATTTTAAACTCCCCTGTTGCACTGTGGTTTACTTGTTCGGTTGATGTGCAAGTTG
GGGAATGATGCATTCCATTCCAAATGTTTGGGGGGGGTTCTCTTCATGTGCAGCGCTGCA
TGGAGAGAGGACTGTAAGATTCCTTTGCCTGAGGTCAGGTTTGTCTGTGTTCAGTTTTGT
TTTTGCAAAAATAAAGAATATTGTCCCGTAAAAAAAAAAAAAAAAAAGGGCGGCC
>CL17Contig3
TTTTTTTTTTCTTCTTGTCCTCACCAGAAGAATCGCTGGAAGAAGATGAATCCTTCTTCT
TCTTCTTCTTATCCTTCTTTTTCTTCTTCTTATCATCCTTCTTTTTCTTCTTCTTCTTGT
CTTTCATCTTCTTTTTCTTCTTTTTCTCATGATCACTATCAGAGGAAGATGAAGAGCTTG
ATGTTCTTTGAGAAACCTTCATAGAATTTCTTGTAGTTTTCTTTGTCTTCTGCCAGCTCT
CCGAACAGCTCCAGGCACTTCTTGACAATGTTTTTGCGGATTACTTTCAAGATCTTGCTC
TGCTGCAGCATTTCTCTTGAAATGTTGAGGGGCAGGTCTTCAGAGTCCACCACTCCACGG
ATGAAGTTCAGGTACTCTGGGATGAGCTCTTCACAGTTGTCCATGATGAAGACTCTCCTG
ACGTACAGCTTGATGTTGTTCTTCTTCTTCTTGTTCTCAAAGAGGTCAAAAGGTGCACGA
CGAGGAACAAAGAGCAGAGCCCTGAATTCCAGCTGACCTTCCACTGAAAAGTGCTTCACA
GCGAGGTGATCCTCCCAGTCGTTTGTGAGGCTCTTGTAGAACTCGCCGTACTCCTCACTC
GTGATGTCATCAGGGTTTCTGGTCCAGATGGGCTAGGTCTTATTCAGCTCTTCCTGGTCA
ATGTACTTCTCCC
>CL17Contig4
AGCTTTATTTACACACAAAAAACTGTTATTTTATGATTTATTTTTATGTTATTTTATGAT
TCCAACTTTAATTGTGTTTTTCCCTCAAATGAACCACATGTGGAACAGAAATCATGTTTT
TCTCAGCCTCTTAACCCTGGTAAAGCAAGCACATATGGTGAATAACAATATTTGAATCCA
AACCAAAACCCAAAACCCTCTTATGCCTCAAACTTTATGTTTTTGCATTTCTTTTTCTTT
AATCAGAATGGTTTTTTATAACTGGAATCTACTGATCTATAAACTCTGGGGCCTCTGAGA
AATTCAGATGCGCTGAGGGGGGTGGAGGTGCGGGTGGTTCCATCCCTGACCCTCGTGCCC
CCCATCAGAGGCTCCATGGGGCTGCTGGCGGAGGTTTGGACTCCAGAGGACTCGGACGGC
TTCCCAGGATCCAGCTGGCCTTCACGTTTGGGAGGAACGGACGTGCCGGAGAGGCTCGGA
GCGCCGCTCGGCTTGGAGCTTCCATCACTGGATGCAGACGGCCCGCCGCTGGTTGAACCG
GACGCCTCCGTCTTTGGATCCCCGCTCTGCTGACCATCAGGGACTTCCTTTTCCTTGTCT
CCCTCGTCCTTCTTTTCTTTGTTTTCCTTGCCGCTGTCATTTGAATCAGAGGCTTCTTTT
TTCTTGTCTTTCTTTTTCTTCTTCTTTTTATCCTTTTTCTTCTTTTTCTTCTTGTCCTCA
CCAGAAGAATCGCTGGAAGAAGATGAATCCTTCTTCTTCTTCTTCTTATCCTTCTTTTTC
TTCTTCTTATCATCCTTCTTTTTCTTCTTCTTCTTGTCTTTCATCTTCTTTTTCTTCTTT
TTCTCATGATCACTATCAGAGGAAGATGAAGAGCTTTCCTCAGAGGAGCTGCAGCTCTTC
TTCTTCTTTTTCTTCTTCTTTTTCTTGTCATCGTCACTATCAGAGGAGGAGGAGCTTGAG
TCCTTGTCCTTCTTCTTCTTTGCCTTTTTCTTCTTCTTCTTCTTCTTGTCATCCTCACTA
TCACTACCAGAAGAAGAGGAGCTTGAGTCCTTGTCCTTCTTCTTTTTTCCCTTCTTTTTT
TTCCCCTTCTTCTTCTTCTTCTTCTTGTCATCCTCACTATCAGAAGAGGAGCTTGAGTCC
TTATCCTTCTTCTTCTTTGCCTTTTTCTTCTTCTTCTTCTTCTTGTCATCCTCACTTTCA
CTATCAGAAGAAGAAGAGGAGCTCGAGTCCTTATCCTTCTTCTTCTTTGCCTTTTTCTTC
TTCTTCTTCTTCTTGTCATCTTCACTATCAGAGGAGGAAGAGGAGCTGGAATCCTTCTTC
TTCTTTTTCTTTTTTTTCTTTTTCTTGTCATCTTCACTGTCTGAAGAAGAGCTTGAATCC
TTCTTGTCCTTTTTCTTCTTCAGCTTTTTCTTCTTCTTCTTTTCTTTCTCGTCCTTCTCT
CCTTCCCCCTCATCGTCACTCAGGTGGCCCTCTTCATTGCAATCAGTGGACGCCTTCATC
CCCCCTGCGGGCAATGTGGAGAAGAGCTGTCCCTCCTCAACTTCCATGGCCTGGTCTTCC
TTGTCTTTTTTCTCATCTCCATCATGGCCTTGTTCTGCTTTGTCCCCACTTGCTGCTGAA
AGGCCAGAAGAACTACAGGGTTCCTTCCCCTCATCCTTTTTCTTGTCCTTCTTTTTCTTC
TCTTTCTTGTCTTTCTTCTTCTTTTTCTCACTATCAGAAGAAGAGCTGGAATCCTTCTTT
TTGTCTTTCTTTTTCTTGTCTTTCTTCTTCTTTTTCTTCTTCTTGTCATCCTCGCTGTCA
GAAGATGATGATGAAGAGGAAGAAGAGCTGGAGTCCTTCTTTTGCTTCTTCTTCTTTTTC
TTCTTTTTGTCATCCTCACTATCAGAAGAAGAGGAAGAAGAAGAAGAAGAACTGTCTGAA
GAGCTGCTGGAGTCCTTCTTCTTTTTCTTTTTGGATGTTTTTTTCTTCTTCTTTTTCTTC
TTCTTATCATCCTCACTATCAGAAGAACTGTCTGAAGAACTGCTGGAGTCCTTCTTCTTT
TTCTTTTTAGTTGTCTTTTTTTTCTTCTTCTTTTTCTTCTTCTTTTCATCTTCGCTGTCA



GAAGATGAACTATCAGAGGATGCCTCCCCACTATCACTGTCAGAGGAGCTACTGGATGAA
GAAGAGGAAGAGGATGAAGATGATGAGCTGGAGTCTTTCTTCTTCTTTTTCTTCAGCTTC
TTTTCCTTCTTCTTTTCTTTTCCGCATATATTCTCATCATCACTGTCGGGGGAGCTATCA
CATGAATACATGTCCACTCCATCGTCTACGTTGGAGCTACCATCCAGATCCTTCTTCTTC
TCCGCCTTTTCTTGGCCCGCCAGCTCCGGAAAGTCACCTGAGGAAACCTCTGCTGACTGG
AGGTTGGCTCCATCTGGAGCTTTGGGGGGTGTGGACGCCATCCGGCCCGGTCCAGTCCTC
TATCCAGTAGGGCTGGGTCTGCCTGTGAGACCTGTGTGCTCGGATGCAAGACTGTA
>CL18Contig1
TGCAGGNAATTCGGCACGAGGGCCGCTTCCTCTTGAGCCTGCGCGGAGNACAGCGACCGT
CATTGTGGACTAAAACGGTTTCCACCTCAGTCATGTCAAGTTCAGCGTCCCCTCCTCCAC
CGGTGGAGGTTGCCGGTAATGAAGGATGCTTCCCCCCGGAGTATAAACCCTTCAACCCTG
AAGAGCACGGCCTGGACCGCGGCTTCCGCCTCACAGCATATTCGGATCTGAAAGGATGAG
GATGCAAGGTCCCGCAGGAGGCTCTGCTCAAACTCCTGGCGGGACTGGAGCCAAACCAGG
CCGACGGGACAGGAAAGAGCGGAGACCAGGATTCGGAGTTTGGTCAACAGCTCGCCGGTC
CGCGGCTCGGCATTGGGTTGGACAGCTGTGTGATTCCCTTGAGGCATGGAGGCTTATCCC
TGGTCCAGACCACTGACTTCTTCTACCCTCTGGTTGAAGATCCATACATGATGGGAAGAA
TTGCGTGCGCCAACGTCCTCAGTGACCTCTACGCCATGGGCATCACGGAGTGTGACAACA
TGCTGATGCTGCTGAGCGTCAGCCAGAAGATGAATGAAAAGGATCGCGAGAAAGTGATGC
CGCTGATGATTCGAGGCTTTCGTGATGCAGCGGAGGAGGGGGGGACGTCTGTGACGGGGG
GTCAGACGGTGATCAACCCCTGGATCATTGTGGGCGGCGTGGCGTCCGTCGTCTGCCAGC
CCAACGAGTTCATCATGCCTG
>CL18Contig2
ACTCTTCCTTCTTCATGAAGCTCCACTTATCANACCTAAAGCAGCTGGACGGGTGGAGCG
GATGTTTACCTTAGGAAGATGGGCCGGGCTCGAGCAGGACTCTNAAGCTGTCTAAAGATT
TCCTTGCTTTTCACAATCAATAAACTTTTCGCTCATCATGGCGGACCGGTTCAATAAGGT
TCTGCTGATAGATGGCAGGGGTCATCTATTGGGCCGGCTGGCTGCCATTGTGGCTAAACA
AGTTCTGCTGGGGCACAAAGTGGTTATAGTGAGATGTGAAGGCATCAACATTTCTGGCAA
CTTCTATCGCAACAAGCTGAAGTACCTGGCTTTCCTGCGCAAGAGGATGAACACCAACCC
GTCTCGTGGGCCGTATCATTTCAGAGCTCCCAGCAGGATCTTTTGGAGGACAGTTAGAGG
CATGTTGCCCCACAAAACCAAGAGAGGCCAGGCTGCTCTGGAGAGGCTGAAGGTGTTTGA
TGGCATCCCACCTCCCTATGACAAGAGAAAGCGCGTGGTTGTGCCAGCTGCTCTTAAAAT
TGTGCGGCTGAAGCCCTCTCGCAAGTTTGCTCTCCTTGGGCGTCTCGCCCACGAGGTCGG
CTGGAAGTACCAGGCTATCACAGCCACTCTGGAGGAGAAGAGAAAAGAGAAGGCCAAGCT
CCACTATGTCAAGAAAAAGACATTGGTTAAGCTAAGCAAGCTGGCAGAGAAGAACGTGGA
GGGCAAGATCGCAAAATACACAGATGTTCTGAAACAATACGGTGTTCTTGTCTAAAATGG
TTTGTTCTGGCGAATAAAGATGAATAAATGTTTATAAAAAGCGAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAACAT
>CL18Contig3
ATTCGGCACGAGGCGGTGATCAACCCCTGGATCATTGTGGGCGGCGTGGCGTCCGTCGTC
TGCCAGCCCAACGAGTTCATCATGCCTGACGGAGCTGTTCCTGGAGACGTCCTTGTTCTG
ACCAAACCTCTGGGGACTCAGGTGGCAGTCAACGCTCACCAGTGGCTCGATCAGCCTGAG
CGCTGGAATAAGATCAAGCTTGTCGTGACGAGGGAGGAAGTCAAAGAAGCTTATCAGGAA
GCCATGTTCTCCATGGCGACACTGAACCGAACAGCGGCGGGGTTAATGCACAAGTTCCAG
GCTCACGCTGCAACCGACGTGACCGGCTTTGGTTTGTTGGGGCACGCCAACAACCTGGCC
ATGCAGCAGCGGAGTGACGTGGCCTTCGTTATCCACAACCTGCCAATCATAGCCAAGATG
ACAGCCATCAGCAAAGCCTACGGAAACGCCTTCAGACTGCTCCAGGGACTGTCGGCAGAG
ACCTCGGGCGGGCTGCTGGTGTGTCTGCCCAGAGAACAGGCCGCCAAGTTCTGCGCAGAG
ATGAAGAACCACAGCTCCGGAGCTCAGGGCGCTTCAGGCGGAGCGTGGATCATCGGAATC
GTGGAGAAAGGAGAGCGCAGCGCACGCATCATTGAGAAGCCTCGGATCATCGAGGTTCCG
CTGCGGGGAAGCCTGGCGGCGCATCAGGAAAACAGCGCCACCGCTGAGCTGAGCACTAAC
CTGTCATAGACCCACCGCCTCCACGCAGCGGCTCGGGATTGTGAAAGATCAAGATGGCTG
AAGGACTGCAGTTTCTGAGCTTTAAAGTTGGACGCCTTTGTAGTTGAAAGCTGAATGGGT
TCTTAAAACAAAAAAATAATTGACATTTGTTGAAAGATGACATTCCTGATCTTTGAGTGA
GGAACAGATAAATGTGTGTTTGTGTTAAATTAATGCTGAATGAGTGCCTGGAATCCAACC
CATCATCCGTTCTGGTTCTGTCCACGCGTCTCAGAGGAAGGTTTGAGCAGCTTCCTCTGA
GACCAGCTGGATGGGGTCCAGGGTGTGGCAGCTGATAGCCGTCCATCGCGGAGTCCTTCC
CACTCTTCCTTCTTCATGAAGCTCCACTTATCAAACCTAAAGCAGCTGGACGGGTGGAGC
GGATGTTTACCTTAGGAAGATGGGCCGGGCTCGAGCAGGACTCTAAAGCTGTCTAAAGAT
TTCCTTGCTTTTCACAATCAATAAAACCATCAATTCAGAATAAAAAAAAAA
>CL19Contig1
TTTTTTTATTGTANTTTTAAGTCCGTTGCAAACCTTAAGTTTAGTTCATCCTTCGGATCA
TTCTGTTGATCTGGTCCTCCCTGTTGCCGGCGTCGCCTCCCTCCACAAAGTGTGTGGTCT
TCTTGTTCATTCCTCCACGAGGTGACGACAGTTTGAAGGGCCACAGGAAGTTGTTGGCAG
GCTTGAAGTTCTTTCCAACAGTGTAGATTTCATGGATGAGGTCCTCAACACAGATGATGC



CATATTTGCCAAGAGCTTTCTCCACCAAAGCATTGTCTGTGAGGGCGATGCGCTGCTTCC
TCATCCTGCCGTAGCCACGTTTGTAGATGAGCTCTCGCACAGACTTCAAGTTGGGGTATC
CCCAAGCAATGTAAGGCTCAGCAATCCTCAGCATGTTGATTGAAGCCTTGTTCAGCTTGA
CAAATACACCGTTGAAGATCTGGCCCTCGTGCCGAATTCGGCACGAGGGGGTCATCCATC
AAACTTGTTGAACACAATCTAAACATTTTGATAAGTACACACATTTCGGGTTACATATTT
TTATAATGGAATAACATAACAAACTCAATGCTGAATGACCTATCTAGAAAGTTTTGCTTC
ATGGAAACATGCATTCTGACACTATAAGGAACATTACTAAACAAAAACAAAAAAGCATCT
ACTTTAGCAATTCCAAGCTGTGCGTTTAAGCCATGCGATCCCGAGAGGAAGGTAAGATGA
AGTCTGCAGTACAAACAAATTTGAAACAGTTAAAGATGTGTGTTTCAGTGAAATACTTAA
TGTCTAACTTGGGAAGAAGTTAGCACCTTCAGCACAATAGAAGTCACTGTCACCAGCCTG
AAACATCTATGATTTTATATCNATAGGCAAAACTGTTTTGAAAACAAAAATGTTAATGTT
AACGCCCCAGTTTCATCTTTGATAACTTACATTTATCAAGGAATCTACGTTGCTACAACT
TAGGACAAATAACTGGAGAAGAAGCTTGTGCTGCATTTTTTGGCAAAATTTTACGGGACT
GCATTTGAAAATATAGATGGCTTNGTCTGCATGCATTTACTTATATAAAAAGGAGTTCTC
TTGTCATTGTAAAGAGCCCCATCTCTTGAAACCTGTGGTGGGGGATATTCAGAGCTGTGT
ATTGACAGCAAACCCTCGTGCC
>CL19Contig2
AGCTTTTATTCTGAAAAGTGTGTACAAAAAGGAAAAGACAATGTTTTTCTTCCAAAGGTT
TTTTTATTGTACATTTTAAGTCCGTTGCAAACCTTAAGTTTAGTTCATCCTTCGGATCAT
TCTGTTGATCTGGTCCTCCCTGTTGCCGGCGTCGCCTCCCTCCACAAAGTGTGTGGTCTT
CTTGTTCATTCCTCCACGAGGTGACGACAGTTTGAAGGGCCACAGGAAGTTGTTGGCAGG
CTTGAAGTTCTTTCCAACAGTGTAGATTTCATGGATGAGGTCCTCAACACAGATGATGCC
ATATTTGCCAAGAGCTTTCTCCACCAAAGCATTGTCTGTGAGGGCGATGCGCTGCTTCCT
CATCCTGCCGTAGCCACGTTTGTAGATGAGCTCTCGCACAGACTTCAAGTTGGGGTATCC
CCAAGCAATGTAAGGCTCAGCAATCCTCAGCATGTTGATTGAAGCCTTGTTCAGCTTGAC
AAATACACCGTTGAAGATCTGGCGCAGACGGAGAAGCTGCAGAACTTTGCGGACCTTGGG
GCTGACTCCGTTGATACCTCGGATCCTGATGACAAAGGCCAGTTTGGGTTCAGCTGGCAC
ATAGTAGTTCCCGACTTTGCGAGCCATACGAGCCAGGCGGATCTCACGCCTCTCCATCTG
CCTGTACTCCTTGTGGTACTTCTCAGCCCTCTTGTATATGAGTTTCCTGGTCACCTTACG
GGCCTTTTTCTCAGCCAGCAACTTCTTGACACGCATGGCCTTCATTGCTGCATAGGCCTT
TCGCCTTTTCAAAAGGCTCTCAGGGACCGCCGGAACTTTTTTTTCTGCGTCCGCCATTGC
GACCACCGAGAAAGAGCCCCGGCCATAAGGCCCGGGTTAA
>CL20Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTGACTTTAACAAGCTTTTATTGTGAAAGAGTAGGT
CCCGCTCACAGACGCCGGCCGCGACGTCCTCCCTTCCTCCGGGTGGAGTCTGAGGGGATG
GGGGTGACGTCCTCAATACGGCCGATCTTCATCCCAGAACGAGCCAGAGCTCGGAGAGCA
GACTGGGCTCCAGGTCCAGGCGTCTTCGTCCTGTTGCCCCCAGTTGCTCTCAGCTTGATG
TGCAGCGCTGTGATCCCCAGCTCCTTGCAGCGCTGCGCTACGTCTTGGGCCGCCAACATG
GCTGCATATGGAGACGACTCGTCCCTGTCAGCCTTCACCTTCATCCCGCCTGTCACGCGG
CAGATGGTCTCCTTCCCGGAGAGGTCGGTGACATGGACGAAGGTGTCGTTGAAAGAGGCG
AAGATGTGGCAGACTCCAAACACATTCTCGCCCTCGGCCACTTGCGGACCCAGGCTGATC
ACCTGCTCCTCCTTCTTTTCTTTACCTTTGCGGGGAGCCATGTCTAAAAGCTTCTTCACC
GAGTGTGTGACCCTAAGGTTCTAAAAGCTTCTTCACCGAGCGGAAACCAAAACCT
>CL20Contig2
GGCTTTTAGGTAAGTCCTGCTCGGACTTTTCATCCTTTTGGATCCCGCTCACTGATACCC
ATCCTTTGCTGTTCTATGATCGTACAGACTGGCGGACTGTAGTTGTGTCCGTTGACATGG
CTCCCCGCAAAGGTAAAGAAAAGAAGGAGGAGCAGGTGATCAGCCTGGGTCCGCAAGTGG
CCGAGGGCGAGAATGTGTTTGGAGTCTGCCACATCTTCGCCTCTTTCAACGACACCTTCG
TCCATGTCACCGACCTCTCCGGGAAGGAGACCATCTGCCGCGTGACAGGCGGGATGAAGG
TGAAGGCTGACAGGGACGAGTCGTCTCCATATGCAGCCATGTTGGCGGCCCAAGACGTAG
CGCAGCGCTGCAAGGAGCTGGGGATCACAGCGCTGCACATCAAGCTGAGAGCAACTGGGG
GCAACAGGACGAAGACGCCTGGACCTGGAGCCCAGTCTGCTCTCCGAGCTCTGGCTCGTT
CTGGGATGAAGATCGGCCGTATTGAGGACGTCACCCCCATCCCCTCAGACTCCACCCGGA
GGAAGGGAGGACGTCGCGGCCGGCGTCTGTGAGCGGGACCTACTCTTTCACAATAAAAGC
TTGTTAAAGCAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL20Contig3
GGCAAGGTGGAAATCTTGCAGCACGTCATCGACTCGATCTGCAGGTCCCAGATGTAGTCG
ATGACGTGCTGATCGAGTTGGACGAGCCGGAGAAGAGTCGCCAGCTCTCGGCGGCCAGCG
GCCAGCGCACGCCGCTGACCACACTGAACGCAGAGCTCGCGAGCATCGCAGTGGAGAACG
GCTGCTCAGACGAGAGAATCATGTGCCGTTAAGGGTCCGCGGAGCACCCCCCAACCCCCA
TCATTCCAGAGAGGACAAGACAACCTGATGCAGCGGCCAGAGCACATCGGCCTCTAGAGT
CTTGAACTGTGAGGGAGAGTTTGAAACTCCTACAGCTAGAGAAATAAAATCATCGAGAGG
ACATGCTTCAAGAGTGACGGGGTCTCGATTCATCCGAGAGCTCCGATGTGAGGACCGGCG
TGTGTCCAGATATAGACTGGGTTAGTCGTGGGACCAAGACAAGCTCAGAGAGCAACCAGC



TTGTTGCTCGTAGTTTCATAATGACTTTGTTAAGCCCTTTGTATTTGTGTAAATCAAATA
GAGAATTCAACATTCTGTAAAAAAAAAGTAATTTCTCAGATTCCTGAGCGACAAAACTGT
ATTGTATATTACAATGCCACAATATGTGAAGATATTGTTTTCTTACAATGTACTTTGTGT
TTTTATTAAAACAAGACTTATTTTTGAAAAAAAAAA
>CL20Contig4
GTGCAGTCGCTTTTCAGACCAATATCTTCAGCGTCTGTGGAAGCTACGCTATTAAAGATG
AAGGTTGTCGGATCTACCTGTGCCCTGAAGACCAAGGTCAGCGGAGAGATGGGCCTGTCC
GACCAGAGCCTGGCCATCTCCAAGTGCAAGCTCCCGCTGCTGGACGAACAGATGAGCGTC
TTTCTCCAGGACATGAACAGCTGCTACAGCAAGCTGAAGGAGCTCGTCCCGACGCTGCCC
ACAAACAAGAAAGCCAGCAAGGTGGAAATCTTGCAGCACGTCATCGACTACATCTGGGAC
CTGCAGATCGAGTTGGACGAGCCGGAGAAGAGTCGCCAGCTCTCGGCGGCCAGCGGCCAG
CGCACGCCGCTGACCACACTGAACGCAGAGCTCGCGAGCATCGCAGTGGAGGTAAATAGC
CCACTTTAAGTGTCTTTTGGGGTCTCACACAGAGACACGCGCCATTTGTGACTCATTCAT
GCATTTAAAACGTGTGCGTAAAAGTGACCAGTCAGTCTAGTGCGTAAAAAGTGCCGATTT
ACGCATGACAGTAATCGTTGCTCATCTGTGACCAGCTCTTTCTGACCCACTTTTTTTTTT
CTCCTCCCGCAGAACGGCTGCTCAGACGAGAGAATCATGTGCCGTTAAGGGTCCGCGGAG
CACCCCCCAACCCCCATCATTCCAGAGAGGACAAGACAACCTGATGCAGCGGCCAGAGCA
CATCGGCCTCTAGAGTCTTGAACTGTGAGGGAGAGTTTGAAACTCCTACAGCTAGAGAAA
TAAAATCATCGAGAGGACATGCTTCAAGAGTGACGGGGTCTCGATTCATCCGAGAGCTCC
GATGTGAGGACCGGCGTGTGTCCAGATATAGACTGGGTTAGTCGTGGGACCAAGACAAGC
TCAGAGAGCAACCAGCTTGTTGCTCGTAGTTTCATAATGACTTTGTTAAGCCCTTTGTAT
TTGTGTAAATCAAATAGAGAATTCAACATTCTGTAAAAAAAAAGTAATTTCTCAGATTCC
TGAGCGACAAAACTGTATTGTATATTACAATGCCACAATATGTGAAGATATTGTTTTCTT
ACAATGTACT
>CL20Contig5
TTTTTTTTTTTTTTTTTTTTTTTTTTTTGGAAAAATAAGTCTTGTTTTAATAAAAACACA
AAGTACATTGTAAGAAAACAATATCTTCACATATTGTGGCATTGTAATATACAATACAGT
TTTGTCGCTCAGGAATCTGAGAAATTACTTTTTTTTTACAGAATGTTGAATTCTCTATTT
GATTTACACAAATACAAAGGGCTTAACAAAGTCATTATGAAACTACGAGCAACAAGCTGG
TTGCTCTCTGAGCTTGTCTTGGTCCCACGACTAACCCAGTCTATATCTGGACACACGCCG
GTCCTCACATCGGAGCTCTCGGATGAATCGAGACCCCGTCACTCTTGAAGCATGTCCTCT
CGATGATTTTATTTCTCTAGCTGTAGGAGTTTCAAACTCTCCCTCACAGTTCAAGACTCT
AGAGGCCGATGTGCTCTGGCCGCTGCATCAGGTTGTCTTGTCCTCTCTGGAATGATGGGG
GTTGGGGGGTGCTCCGCGGACCCTTAACGGCACATGATTCTCTCGTCTGAGCAGCCGTTC
TCCACTGCGATGCTCGCGAGCTCTGCGTTCAGTGTGGTCAGCGGCGTGCGCTGGCCGCTG
GCCGCCGAGAGCTGGCGACTCTTCTCCGGCTCGTCCAACTCGATCTGCAGGTCCCAGATG
TAGTCGATGACGTGCTGCAAGATTTCCACCTTGCTGGCTTTCTTGTTTGTGGGCAGCGTC
GGGACGAGCTCCTTCAGCTTGCTGTAGCAGCTGTTCATGTCCTGGAGAAAGACGCTCATC
TGTTCGTCCAGCAGCGGGAGCTTGCACTTGGAGATGGCCAGGCTCTGGTCGGACAGGCCC
ATCTCTCCGCTGACCTTGGTCTTCAGGGCACAGGTAGATCCGACAACCTTCATCTTTAAT
AGCGTAGCTTCCACAGACGCTGAAGATATTGGTCTTGAAAAGCGACTGCACAGGTCAATG
TTGACAGTTTTCAACCCCCGGCCATAAGGCCCGGGTTAAACGGCG
>CL21Contig1
TTTTTTTTTTGTATTTTCCAGATTTTATTGGTTTTGTACACAAAAGTCACAGACTCTTCT
CCATCCAGCAGAACCGTGATCGACCCTCCTATGCGGTGGGGACCGGGGCTCCCTGGGGCA
TGACGGGCACCTCCGGCTTGGCCCCCTTCTGCTCAGAGATGGGGGCGGTGGGGAGGCTCT
CCTCCTTGGGCTCCACGATGCTGACGTGGTCAGGGAGGGGCTTCTTGGGGCCGATCTTCC
CACTGGGGTCCCAGGGCAGCATGATCTTCACTTTGATGCCCAGCACACCCTGCCTCAGCA
GGACGTGGCGGACCGCTGTGTCCACATAGTAGTTGACGGGGTCTCCGCTGTGGATCATCA
GGCCGTCCACAAACTTCATGGACTTGGCCCTCTGACCCCTCAGCTTGCCGGACACCACCA
CCTCACAGCCCTTGGCGCCGCTCTCCATGATGAACCTCAGAACGCCATAGCACGCCCTCC
TCACAGCCAGACCTCCCAGCAGCTTGTAGCGCAGAGACTCAGCCTGAGCGATGGCGCACA
GCCCACGAGTGGCAACTTTCTCAGCATAAAGCTCCACGCTGCCCTCAGGAAAACCGAACC
TCTTCTGGACCACAGCGGTCAGCTCTCTGATCCGACGACCCTTCTCTCCGAGAACATTCT
GAGTCCTTGTGGCCAGGATGATGATCTCGGTCCTGGTTGGAGTCACCCGCACCTCCACAC
CGGAGTAGCCATCTTCAGCCAGTTCGCGAGTCAGAAACTCATTCAGCTCGGCTTTGAAAA
TACCGTCTGAGACGAACTTCCTCTTCTTAGAGATTTGCACCGCCATCTTCGAACGGGCCG
TGGACAGGAAAGCCAG
>CL21Contig2
GTGCAAATCTCTAAGAAGAGGAAGTTCGTCTCAGACGGTATTTTCAAAGCCGAGCTGAAT
GAGTTTCTGACTCGCGAACTGGCTGAAGATGGCTACTCCGGTGTGGAGGTGCGGGTGACT
CCAACCAGGACCGAGATCATCATCCTGGCCACAAGGACTCAGAATGTTCTCGGAGAGAAG
GGTCGTCGGATCAGAGAGCTGACCGCTGTGGTCCAGAAGAGGTTCGGTTTTCCTGCTGAG
GCAGGGTGTGCTGGGCATCAAAGTGAAGATCATGCTGCCCTGGGACCCCAGTGGGAAGAT



CGGCCCCAAGAAGCCCCTCCCTGACCACGTCAGCATCGTGGAGCCCAAGGAGGAGAGCCT
CCCCACCGCCCCCATCTCTGAGCAGAAGGGGGCCAAGCCGGAGGTGCCCGTCATGCCCCA
GGGAGCCCCGGTCCCCACCGCATAGGAGGGTCGATCACGGTTCTGCTGGATGGAGAAGAG
TCTGTGACTTTTGTGTACAAAACCAATAAAATCTGGAAAATACATTTAAAAAAAAAA
>CL22Contig1
GGTAAAATGAAACTTCCTGGCCGTGATAATAAAATCGCTGTTGTCGTGGGAACAGTCACT
GATGATGTCAGGATTCAGGAGATCCCCAAACTCAAGATCTGCGCTCTGAAAGTAACTGAT
GGTGCACGTCGCAGGATTCTTAAATCAGGGGGACAAGTGATGACCTTTGACCAGCTGGCT
TTGGCCACTCCCAAAGGACACGGCACAGTGCTGCTGTCAGGACCCCGCAAAGCCAGAGAG
GGTTCCAGTGGCCTTTCCAAGCCCTATGTCCGTTCCAAGGGCAGAAAGTTCGAGAGAGCC
CGTGGTCGCAGACCCAGCTGTGGCTTCAAGAACTAATTTGTCTTCATTTGCCATGCAGCT
TTGAAACAAATAAAAGAATGGCTCTAAAAAAAAAA
>CL22Contig2
TGGCTTTAATNCTACCAAAATGACCTTTGTACTGCAAATTTAATGTAAACAGTTGAATGA
AAAGTTCAATCAGGCACATAAAAGTTTTTTTTTTATAGAGCCATTCTTTTATTTGTTTCA
AAGCTGCATGGCAAATGAAGACAAATTAGTTCTTGAAGCCACAGCTGGGTCTGCGACCAC
GGGCTCTCTCGAACTTTCTGCCCTTGGAACGGACATAGGGCTTGGTGTGGCTGTGAGGGG
TTCCAGTGGCCTTTCCAAAGTGCCTGTAAACCTCTCTGGCTTTGCGGGGTCCTGACAGCA
GCACTGTGCCGTGTCCTTTGGGAGTGGCCAAAGCCAGCTGGTCAAAGGTCATCACTTGTC
CCCCTGATTTAAGAATCCTGCGACGTGCACCATCAGTTACTTTCAGAGCGCAGATCTTGA
GTTTGGGGATCTCCTGAATCCTGACATCATCAGTGACTGTTCCCACGACAACAGCGATTT
TATTATCACGGCCAGGAAGTTTCATTTTACGAATCAGACGGGAGATTGCGATAGGAGGCC
TGTTGGTCCTGCTCATGAACAACCTCTTCAGAACCACCTTGTTGAAAGGAGCATTGGTAC
GGCGAGACAAGAACCTGTACAACTTAACCAGGAGCCTCAGGTAGATATCCTGGCTCTTTG
GCTCCTTCCTGTGCACCTTGCGGTCCTTGTTGTGTCTGATGTCTACGCCCATCTTACTGT
TTTCTATCAAAACGTATTTTGGATTTTATTGTGGAGAAAGGATGGCTGAATTCAAAGGAT
TAATGCGGATACCGGGGTATTCAATCTGTCCCTCGTGCCG
>CL22Contig3
GATTCTTAAATCAGGGGGACAAGTGATGACCTTTGACCAGCTGGCTTTGGCCACTCCCAA
AGGACACGGCACAGTGCTGCTGTCAGGACCCCGCAAAGCCAAAGTGCCTGTAAACCTCTC
TGGCTTTGCGGGCACTTTGGAAAGGCCACTGGAACCCCTCACAGCCACACCAAGCCCTAT
GTCCGTTCCAAGGGCAGAAAGTTCGAGAGAGCCCGTGGTCGCAGACCCAGCTGTGGCTTC
AAGAACTAATTTGTCTTCATTTGCCATGCAGCTTTGAAACAAATAAAAGAATGGCTCTAT
AAAAAAAAAA
>CL23Contig1
CAGTCCTTTATAATCAGCAGTGATACCAAATAAAGAGCATTTAGGAAAAATATAATTAAG
GCAAAGAAAAGGTGAATTCAATGTTAATGTATATTTTTTTGTGACAAAACTGTCATGTTA
TTAAAAAAAAATGACAATTTATGTTTGGTGGCTCTCTCAGCACATGTTTACGACAAAGTG
TACTGACAAACACGAGAGGAGAAATTTGGCAACACGGGGACTCTCTCAACAAGTGCCTTA
GAGCAGGTTGATCGCCACCTACAGTTAGAAATATGAACTCCATGGTGAAGGCCACGCCCT
TTCGCCTCTGCTCCAATGCTGCCAAACCCCATGCGGTTCCCTCTGGTTTGTTTCACGACT
CTTTCCCGCTTATTCGTCGTCCTCCTCAGAGTCACCGTCCTTCCGTGTAGGAAGCGAGTT
CCTGATTGATGACATCAACTTGTCTTCTATTTGTTTCCTCGGGTTCTCCTCCAATTCTGT
CTTCACCGCCCCGGATTCAGAAAGCCTCCACTCCAGCTCTTCCACTTTGAGGTTCATGCC
TCCAAACACCAGAGGACCGATGAACTGCGCCTTCATCTCCCCTTCAAAGTAGACGAATAT
AGTGGGCAGGTTGCGGTCGGGGTAGTTTGGGATGCAAGTGGTGGAGATGGACTTGAGGAA
CTTTGTCTGGGGAAATTTTCGGGCCAGCATGTTCAGGTGCTGATTGATGAGGGTGCAGAG
GGGGATGCCCTGTTTGTAGAGGTGCAGCACCACCCAGATGCCGTCTCCAGCCTTGTTGAC
CTCTTTGACATAATCCTGTCCAGAGATTTCCCCCAGTTCCCCGAACACGTTCTTTAACTG
AGTTGCTTTCCATTCTGCAAGACGCTTCTGTCTGTACATCTCAATGGCAGCCTCATCATC
CTCACCAAACTCATCTTCATTTTCCTCCAGTTCGTCTAGTGTCATGTTTTCATATGTTTT
GACAACAGACTGTTGCTGCTGCTGGACAGCCAAAGTGTCCTCTTCTTCATCTTTAGGAAC
CTCTTTGGGGGGAAGAATTCCTTTTTTCCTCAAGATATCATTCCACTCGGTGTCTTCATT
TGGATCCTGCATTTTTTCAGAGAAAATCAAACCACGGCTGTTCTCCCAAAAACGGAAGCA
GAAGGAAAGCAGTGACGGCGATTCCGGCAGAAACAACAGCCTAACATTTCTTAGGAGACT
AAAGATAACCATAAAATAAATTCAGCTCGTGTGATATATTTTCATTAAAATGTTTTATTC
TTTTTTATTACTTTTTCCCCCCAGAAAAAACCTTTTAAACATATTTTAAAAAGCTAGGAA
CTAATCCATCGCAGGTACGACAATAATAAATGTGACAACCCCCGGCCATA
>CL23Contig2
TTGACCTACTGGATATTTTCACCCTCAGACAGGATTGTTCGGAGCCACCATGCTGCCTTT
AGCTCTGCTGGCTGTGTGCGCGTGCGCGGCCCTCTCCGCCCCCACCCTGGACCCGCAGCT
GGACCAGCACTGGCAGCTGTGGAAAGGCTGGCACAGCAAGAACTACCACGAGAAGGAGGA
GGGCTGGAGGCGGCTGGTGTGGGAGAAGAACCTGCGGAAGATCGAGCTGCACAACCTGGA
GCACTCCATGGGCAAACACTCGTACCGCCTGGGCATGAACCACTTCGGGGACATGACCCA



CGAGGAGTTCAGGCAGATCATGAACGGCTACAAGCGCAGAGAGCAGAGGAAGTACAGCGG
CTCCCTGTTCATGGAGCCCAACTTCCTGGAGGCCCCTCGCGCCGTGGACTGGAGGGACAA
GGGCTACGTCACCCCCGTCAAGGACCAGGGTCAGTGCGGCTCCTGCTGGGCCTTCAGCAC
CACCGGCGCTCTGGAGGGTCAACAGTTCAGGAAGACGGGTAAACTGGTGTCGCTCAGCGA
GCAGAACCTGGTGGACTGTTCCCGTCCCGAGGGCAACGAGGGCTGCAACGGCGGCCTGAT
GGACCAGGCCTTCCAGTACGTCAAGGACAACCAGGGTCTGGACTCTGAGGACTTCTACCC
CTACAAGGGGACGGACGACCAGCCGTGTCAGTACAACGCCCAGTACAGCGCCGTCAACGA
CACCGGCTTTGTGGACATCCCCAGCGGCAAAGAGCGGGCTCTGATGAAGGCGGTGGCCTC
TGTGGGGCCGGTCTCCGTGGCCATCGACGCCGGCCACGAGTCCTTCCAGTTCTACCAGTC
AGGAATCTACTTTGAGAAGGAGTGCAGCAGCGACGAGCTGGACCACGGCGTGCTGGTGGT
GGGTTACGGCTTTGAGGGCGAAGACGTCGACGGGAAGAAATACTGGATCGTCAAGAACAG
CTGGAGTGAGAAGTGGGGCGACAAAGGTTTCATCTACATGGCCAAAGACCGACACAACCA
CTGCGGGATCGCCACGGCGGCCAGCTACCCTCTGGTCTGAAGCTCAGGAGGACCGCGGGA
AGAGTTTCTTCACGCAGAGAAACGCTCGATTTTTAGGGAAATGACGCCACGTTGTTCTGG
CCGGTTTGACAAACCTAAAGTTTCAGATTTTAGTTGTGCGTTTTATTCTCTGTAAATATG
TGTGTGTGCTGCTCGGTGAGTGTGTCCGTCACACTCGCTCTGGTCATTGTAAATGACTTT
TTTTCTTTTTTTTCTACTTTTACTGTGATCAATTAAAGTTGTGAAAACACTAGTTGGGCG
TTCAGAGTCGCACAAAGACTGGACAAAGTTTACAATGTGGACCCAGCAAATAAAATCACT
TTAACAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL24Contig1
TCCGCTTTCAACCCGTCACTGTTTCCTTTGTCACGCACTCCGTTGCCAGGCTCGCCTTCT
CCATCACTTGGGTAGTTCTCTGGGTATTCTCCTCCACGAGGGGGCCCCCTTCTGCGTTGG
TAACGCCTGTAGCGGTTCCTGTCAGCAGCGTATTTGCTTCCCTGGACAGCCACCCCTCCA
GGGCCAGTGACATTTGCTGCCTCTGCACCCTGTTAACAGATAAGTTTAAAATTGACAACA
TGCCTGCAAACATAACCAAATTCTTCCCAAAACATTACCTTCTCTCCCTCAACTACATCA
AACTCCACAGTCTCTCCGTCCCCAACACTGCGAAGATACTTCCTTGGGTTGTTCTTCTTT
ATGGCTGTCTGGTGTACAAAAACATCCTCTTTTGTGTCATTCCTATTGATGAAACCATAT
CCATTCCTGACGTTGAACCACTTGACTGTACCCAAGACTTTTGTTGCGATGACCTTCTTA
TCCCCCGCGGAAGCTGCAGCTGCCGGGCTGGATGGGCTTTCCGCATCATCGGCAGCAGGC
TGCGGTGGTTGTTGTTGTGTCTCGGCCTCGCTGCTCATAGTTACTGGTTGGTAATGGCTT
CTGCCGGCGGCGGCTCTCTGCTATTTTTCCCGGTGCTAGATGGTAACGTGGGCCGGCGGT
GGTGGGGGCTACTGCCTTCGGGCTCTCAGCTTTCCTCTTTCCGCTCCCGTTGCCGC
>CL24Contig2
GGNCTGCAGGNAATTCGGCACGAGGGGCAACGGGAGCGGAAAGAGGAAAGCTGAGAGCCC
GAAGGCAGTAGCCCCCACCACCGCCGGCCCACGTTACCATCTAGCACCGGGAAAAATAGC
AGAGAGCCGCCGCCGGCAGAAGCCATTACCAACCAGTAACTATGAGCAGCGAGGCCGAGA
CACAACAACAACCACCGCAGCCTGCTGCCGATGATGCGGAAAGCCCATCCAGCCCGGCAG
CTGCAGCTTCCGCGGGGGATAAGAAGGTCATCGCAACAAAAGTCTTGGGTACAGTCAAGT
GGTTCAACGTCAGGAATGGATATGGTTTCATCAATAGGAATGACACAAAAGAGGATGTTT
TTGTACACCAGACAGCCATAAAGAAGAACAACCCAAGGAAGTATCTTCGCAGTGTTGGGG
ACGGAGAGACTGTGGAGTTTGATGTAGTTGAGGGAGAGAAGGGTGCAGAGGCAGCAAATG
TCACTGGCCCTGGAGGGGTGGCTGTCCAGGGAAGCAAATACGCTGCTGACAGGAACCGCT
ACAGGCGTTACCCACGCAGAAGGGGGCCCCCTCGTGGAGGAGAATACCCAGAGAACTACC
CAAGTGATGGAGAAGGCGAGCCTGGCAACGGAGTGCGTGACAAAGGAAACAGAGACGGGG
GAGAAAGCGCCCCTGAGGGAGAATCGCAGCCACAGCAGCGCAGACCCACTTACCCCAGCA
GACGACGCTACCCACCATACTTTGGAGTTGAAGGCGATGAAAACCAGGGAGGTCCAGACC
AGGGCAACAAACCAGTGAGGCAGAACTACTACAGAGGCTTCAGACCAAGGTTCACACCCA
GGGGTCCACCCCGTCCCAGACCGGTGCGGGATGGTGAGGAGGACAAGGAGAATCAGGGAG
GTGAAGGTGGTCAGAATCAACAGCCCCGTCAGCGGCGCTACCGCCGCAACTTCAACTACC
GTCGCAGACGCCAACAGACTGGTGGTAAACCAGGCCAGGAAAGCAAGGATGCCAAGGCAG
GAGGTGAACCATTTGCAGAAAAAACGTCCGCTCCCGAGGCCCAGCAGGGTGGGGCTGAGT
AGGAAGCAACATGCCCACCGGCAACTACCATCTTTTACCATCGTCCGGTTTTTTTGACAC
GAAGAAACATCAAATAAGATTTGAGCAATAACGATTTGACTTTAAGATCGTCACAAGCTT
GCACCATTTTGACCAGATTACCAACGATTGCCTGCAGAATCTATGCAGACTTGGGTTTGT
TTTTTTTTTGTTCTCCATTATTTTTATGTGACAGCTACAAAATGTTTTGGGGAAACGACA
ATGTTTTTCTAAATCTGTCCTAAGTTTTTACACCAAATGGTTTTTAAAAATAAAATGGAA
TTTGATATCTGGTCCGTTTGACATTTTTAAATAACTTTTTATGTATTCAAACATTTTAAC
GAAATGCAAGCTAAAATAAAACTCAAAAACCAGGTAAAAAAAAAA
>CL24Contig3
TNCGTTAAANGTTTGAATACATAAAAGTTATTTAAAAATGTCAAACGGACCAGNATATCA
AATTCCATTTTATTTTTAAAAACCATTTGGTGTAAAAACTTAGGACAGATTTAGAAAAAC
ATTGTCGTTTCCCCAAAACATTTTGTAGCTGTCACATAAAAATAATGGAGAACAAAAAAA
AAACAAACCCANGTCTGCNTAGATTCTGCAGGCAATCGTTGGTAATCTGGTCAAAANGGT
GCANGCTTGNGACGATCTTAAAGTCAAATCGTTATTGCTCAGATCTTATTTGATGTTNCT



TCGNGTCAAAAAAACTGAAAAGAGAAGAAAAGAAAATTAAGTTCACTGTCCATAAACGAT
CTGCACATTCAACATTAAACTTGATATGATATGGCACATATTAAAAGTGTTATCACTATA
CTGAAGGAAAGTGCAATTAAAACTGCTTNTCANCAAATAGAAACAGTCTNTGTTAATNTA
>CL25Contig1
GTTTTTTCAGTTCATGTGCTGAATTCACATGAGAAAATGGCAGGGACAGTAGTGGATCCT
AAAGGGAAGGAGGAGACCAAGAGGAGAAAAACGTTTGTTCATGCTAAAAGACATGCTGAT
GTAGAGGTTCTGAACGGGGGGGGGGGCCTGGGTCCTTCTGCTGAACGCGCTCAGTTAGCA
GCTATGGTCTGGTCCATCCAGGCACGCAGCTTAGTGACTCTCGCATACACACCGGGCATA
GAGGTGCTGCAGGTTGAGCTTCCCCAGGACACAATACCCACCAGAGTCCAGGCTCCATCC
TTCTGGCAGACCAGGGGACCGCCAGAGTCACCCATGCATGAGGAGGCTCCAGAGGCGCCG
GCGCAGATCATCAGGTCTGTGATGTTGCTGCCCCAGTAGCTGCTGCAGTTAGCGTTGGTC
AGGAGGGGCAGGGCAGCCTGCTGCAGCAGAGCGGGGGTGTTTGCATTAGCATGGTGGGTC
AGACCCCAGCCAGACGTCATACACATCATGCCTCCAGCGAAGTTGTCGGTGGTTTCAGCC
ACACACACGGGGGACACACGGGTGTTAAGCTGGGCGGGGGTGGCCAGCTTGATGAGCAGG
ATGTCGTTGTTGATGGTGTAGGAATTGTACTGAGGGTGCTTGAACACCTGACCAACGTTC
AGCACCTGGATGTTCTCAGCGTTGGAGTTGCGGTCATGTTCTCCGAGGATCACATAGTGA
GAAGTCCTGACGTTGCAGTGGGCAGCAGTCACCACCCAGTTCTCGTTGATGAGAGAGCCA
CCACAGAAGTGGAATCCAGACCAATCCTGCAGGGACGCCTGCCAGGGCCAGGAGTGAGGC
ACCGCCTCCTCGCCGTTCACAATCCGAGAGTAACCGGTCACGATAGGGGAGATGGCAGGC
CTGCCACAACCGTGGGCGGCACCAATAAAGGCGAGGCAAGAGAGGATCCACAGGAAGGCC
ATGGCTCGATCATTCCAGTAGGC
>CL26Contig1
TCGGCACGAGGGCGACACAGGCACTAAAAGCCCCATGCCCGTTGCAAGGACTTGGGTTTG
TAGTAAGACTTATGTCACCCCTCGTCGCCCCTTCGAGAAGTCTCGTCTCGACCAGGAGTT
GAAACTCATTGGCGAGTATGGACTCAGGAACAAGCGTGAGGTTTGGAGGGTGAAGTTCAC
TCTGGCCAAGATCCGCAAAGCTGCCAGAGAGCTGCTCACTTTGGACGAAAAAGACTCCAG
ACGTCTGTTTGAAGGAAATGCTTTGCTCAGGCGTCTGGTGAGAATTGGTGTGTTGGACGA
GGGCAAGATGAAGCTGGATTACATCCTGGGTCTGAAGGTTGAGGATTTCTTGGAAAGAAG
GCTGCAGACTCAGGTCTTCAAGCTTGGGCTTGCCAAGAGCATTCACCATGCCCGCGTTCT
CATCCGCCAGAGGCACATTCGGTAAGCTTTTATTTAGACTAAAGCTAAAGTAGGAAAGGG
TTTTGGATTGTCTTTATGAATCTTATCAGAAATGATGCCTGCTTCCTCTTCCATCAGAGG
ACCACCTACCTGTAACGCGCTTCGTTGACATCATTTAAACATTTCTGCAAGGTCAATTCG
GCATCAATGCCGTATACCTTGTTTATAGACATGATTGCCCAGAGCCAATCCTGCCGATGG
CGGCACAAATGATGCCACTGTTGTGACTGTCAGGTAAGGTACGGGGGATTGCACCTCGGG
CAATTGTAGCATTTGCTACACCTCCAGTTTCGTCTTCTTTGCCGTTTGGCTACTCTCTTT
AAGGGTTCCCACAGCTACTTGTCCCCCACCATAGTTGTGGTATAGTAAATACTCAGGCTG
ATGATTTAAATCACATTTTCAGATTTTCTGTGCTGTCAAGAATTCCTCGTCAATGAAGCC
TGCAGTGTCCAGTTAACACCGCTCTATATTCAAATTCAATACATACATTTCAGCTTACTG
TATATATTTTCTTTACAGTGTGCGCAAGCAAGTGGTGAATATCCCATCCTTTGTGGTTCG
TCTGGACAGCCAAAAGCACATCGACTTCTCCCTGAGGTCTCCATATGGTGGTGGACGTCC
AGGCCGCGTCAAGAGAAAGAACGCCAAGAAGGGCCAGGGTGGAGCTGGAGGAGCTGATGA
TGAGGAAGAAGATTAAGAAGGAAGCATTT
>CL26Contig2
GGGCCTGAGCGACACAGGCACTAAAAAGCCACCATGCCCGTTGCAAGGACTTGGGTTTGT
AGTAAGACTTATGTCACCCCTCGTCGCCCCTTCGAGAAGTCTCGTCTCGACCAGGAGTTG
AAACTCATTGGCGAGTATGGACTCAGGAACAAGCGTGAGGTTTGGAGGGTGAAGTTCACT
CTGGCCAAGATCCGCAAAGCTGCCAGAGAGCTGCTCACTTTGGACGAAAAAGACTCCAGA
CGTCTGTTTGAAGGAAATGCTTTGCTCAGGCGTCTGGTGAGAATTGGTGTGTTGGACGAG
GGCAAGATGAAGCTGGATTACATCCTGGGTCTGAAGGTTGAGGATTTCTTGGAAAGAAGG
CTGCAGACTCAGGTCTTCAAGCTTGGGCTTGCCAAGAGCATTCACCATGCCCGCGTTCTC
ATCCGCCAGAGGCACATTCGAGGACCACCTACCTGTAACGCGCTTCGTTGACATCATTTA
AACATTTCTGCAAGGTCAATTCGGCATCAATGCCGTATACCTTGTTTATAGACATGATTG
CCCAGAGCCAATCCTGCCGATGGCGGCACAAATGATGCCACTGTTGTGACTGTCAGTGTG
CGCAAGCAAGTGGTGAATATCCCATCCTTTGTGGTTCGTCTGGACAGCCAAAAGCACATC
GACTTCTCCCTGAGGTCTCCATATGGTGGTGGACGTCCAGGCCGCGTCAAGAGAAAGAAC
GCCAAGAAGGGCCAGGGTGGAGCTGGAGGAGCTGATGATGAGGAAGAAGATTAAGAAGGA
AGCATTTTCAACCTCCATGT
>CL26Contig3
TTTTTTTNTTCNTTTTGGTCAAATATCTTTTATTGAAGATTTGAACATGGAGGTTGAAAA
TGCTTCCTTCTTAATCTTCTTCCTCATCATCAGCTCCTCCAGCTCCACCCTGGCCCTTCT
TGGCGTTCTTTCTCTTGACGCGGCCTGGACGTCCACCACCATATGGAGACCTCAGGGAGA
AGTCGATGTGCTTTTGGCTGTCCAGACGAACCACAAAGGATGGGATATTCACCACTTGCT
TGCGCACACGAATGTGCCTCTGGCGGATGAGAACGCGGGCATGGTGAATGCTCTTGGCAA
GCCCAAGCTTGAAGACCTGAGTCTGCAGCCTTCTTTCCAAGAAATCCTCAACCTTCAGAC



CCAGGATGTAATCCAGCTTCATCTTGCCCTCGTCCAACACACCAATTCTCACCAGACGCC
TGAGCAAAGCATTTCCTTCAAACAGACGTCTGGAGTCTTTTTCGTCCAAAGTGAGCAGCT
CTCTGGCAGCTTTGCGGATCTTGGCCAGAGTGAACTTCACCCTCCAAACCTCACGCTTGT
TCCTGAGTCCATACTCGCCAATGAGTTTCAACTCCTGGTCGAGACGAGACTTCTCGAAGG
GGCGACGAGGGGTGACATAAGTCTTACTACAAACCCAAGTCCTTGCAACGGGCATGGTGG
CTTTTTAGTGCCTGTGTCGCTCAGGCTCGCACAGTAAAGAGCCCCGGCCATAAGGCCCGG
GT
>CL27Contig1
TTTTTTTTTTCTCACAAACCAAGGACTTTATTTCCACCACTGTCTGCAGCCTGAGAGCTT
CAGACAGGAAGAGACTTTCACACCTTCACAAGAACAGAACTGAGAACTTAAAAAAAAAAA
AAAAAAAAAAACTTGGTCAACAAATTGAATCTCATTTGTTTGGGGGGAAATTTTCTCAGG
CATGTAATGGGGGAAAGTCAACGATCTGATGGAACCCGGCAGTGTGTGACGGCAATGTAT
TATCACCTGGTTTATTTACTCCTTGGCANCCATGTGTGCCATGAGGTCACAAACCCGGTT
GCTGTACCCAAACTCATTATCGTACCATGAAACCANCTTGACAAAGNGGTCGTTCAGGGC
GATGCCGGCCCCACCATCAAAAATGGAGGAGNGGGTGTCNCCATTGAAGTCTGNGGAAAC
AACCTGGNCCTCTGTGTATCCAAAAAAGCCTTTCATGGGTCCCTCAAATGCACCCTTGAC
AACCTTTTTGATGTCATCGAATTTAGCTGGTTTTTCCAGGNGGACTGNGAAATCAACCNC
CGACCCATTGGGAGNGGGCACACGGAAGGCCATGCCGGTCAGTTTGCCGTTCAGCTCGGG
GATGACTTTTCCCACAGCCTTGGCAGCTCCGGTANAG
>CL27Contig2
TTTTTTTTTTCNCAAACCAAGGACTTTATTTCCACCACTGTCTGCAGCCTGAGAGCTTCA
GACAGGAAGAGACTTTCACACCTTCACAAGAACAGAACTGAGAACTTAAAAAAAAAAAAA
GAAAAGAAACTTGGTCAACAAATTGAATCTCATTTGTTTGGTGGGAAATTTTCTCAGGCA
TGTAATGGGGGAGAGTCAACGATCTGATGGAACCCGGCAGTGTGTGACGGCGATGTATTA
TCAGCTGGTTTATTTACTCCTTGGCAGCCATGTGTGCCATGAGGTCACAGACACGGTTGC
TGTAGCCAAACTCATTATCGTACCATGAGACCAGCTTGACAAAGTGGTCGTTCAGGGCGA
TGCCGGCACCAGCATCAAAGATGGAGGAGTGGGTGTCACCATTGAAGTCTGTGGAGACAA
CCTGGTCCTCTGTGTATCCAAGAAAGCCTTTCATGGGTCCCTCAGATGCAGCCTTGACTA
CCTTTTTGATGTCATCGTATTTAGCTGGTTTTTCCAGGCGGACTGTGAGATCAACCACCG
ACACATTGGGAGTGGGCACACGGAAGGCCATGCCGGTCAGTTTGCCGTTCAGCTCGGGGA
TGACTTTTCCCACAGCCTTGGCAGCTCCGGTAGAGGCGGGGATGATGTTCTGGCTGGCAC
CACGGCCGTCCCTCCACAGCTTACCAGAGGGTCCGTCCACAGTCTTCTGGGTGGCAGTGA
TGGCATGAACTGTGCTCATCAGGCCCTCAACAATGCCGAAGTTGTCGTGGACGACTTTGG
CCAAGGGGGCCAGACAGTTTGTTGTGCAGGACGCATTGCTGACAACCGTGAGAGAGTTGT
CGTACTTCTCGTGGTTGACTCCCATGACGAACATGGGGGCATCTGCGCTGGGTGCAGAGA
TGATAACTCTCTTGGCACCGCCCTTCAAGTGAGCAGAGGCCTTCTCAATGGTAGTAAACA
CACCGGTGGACTCCACAACATACTGGGCACCGGCCTCACCCCATTTAATGTTAGTAGGGT
CCCTCTCATGGAAGACGGTGATCTGGTGTCCATCAATGACTAGTTTGCCTCCCTCAGCCT
TGACCTCACCCTTGAAGCGGTTGTGGGTGGAGTCATACTTGAACATGTAGACCATGTAGT
CCAGGTCAATGAACGGGTCATTGATGGCCACAATCTCCACCTTTTTAGAGGTGAAAGCAG
CTCGGGTCACCAGACGGCCGATACGGCCAAAACCATTGATACCAACTTTCACCATTTTAG
CCTGGGTTGATCTTTAGTCCTCGTTTGTGAGACGCTTCTGTCTGTCTTGCGACTCCCTCG
TGCCG
>CL27Contig3
TGCAGCCTGGAGAGCTTCAGACAGGAAAGAGACTTTCACACCTTCACAAGAACAGAACTG
AGAACTTAAAAAAAAAAAAAGAAAAGAAACTTGGTCAACAAATTGAATCTCATTTGTTTG
GGGGGAAATTTTCTCAGGCATGTAANGGGGGAAAGTCAACGATCTGATGGAACCCGGCAG
TGNGTGACGGCAATGTATTATCANCTGGTTTATTTACNCCTTGGCANCCATGTGTGCCAT
GAGGTCNCAAACNCGGTTGCTGTACCCAAACTCATTATCGTACCATGAAACCAGCTTGAC
AAAGNGGTCGTTCAGGGCGATGCCGGCCCCAGCATCAAAAATGGAGGAGNGGGTGTCCCC
ATTGAAGTCTGNGGAAACAACCTGGNCCTCTGNGTATCCAAAAAAGCCTTTCANGGGTCC
CTCAAATGCANCCTTGACTACCTTTTTGATGTCATCGNATTTAGCTGGTTTTTCCAGGCG
GACTGNGAAATCAACCCCCGACNCATTGGGAGTGGGCNCNCGGAAGGCCATGCCGGTCAG
TTTGCCGTTCAGCTCGGGGATGACTTTTCCCACAGCCTTGGCAGCTCCGGTAAAGGCGGG
GATGATGTTCTGGCTGGCACCACGGCCGTCCCTCCACAGCTTACCAAAGGGTCCGTCCAC
AGTCTTCTGGGTGGCAGTGATGGCATGAACTGNGCTCATCAGGCCCTCAACAATGCCAAA
TTTGTCGTGGACAACTTTGGCCAAGGGGGCCANACAGTTTGTTGTGCAGGACGCATTGCT
GA
>CL28Contig1
CCCCTCCACCCCCATCCACCCCCGTCATGGGGGGGGAGAACACCCCAATGTAAGGGGGGG
GGGTCATCTAAGAGGTTGCACATGTGCAGTGACACATGCATCAGAGGCTGTTGGATTGGC
CGTTCTGCATGTCAGTCATGTACTTCGGTGAGCTTTTGAAGTGCTGACGTTTATAGAAAT
GTTTTATTTTTTGGTTATTTATCTTTGCTGCCTTCAATGCCCCCTCATGACCTTGAAGAT
CAGCCGGTCGATCGACGTAATGAGCATCCCTGATCTAGAATGAACACAAAAATTAAGAAA



AGAGGATAATCAAGATGTTAAAGGTATCAGAACGGTTCTGACCAATAGAACTGAGGAACA
GCAGTAAGTCTGGGATCTTGACTTCTTTGAGCCACTTCCTGTTGGTAACGTTTGGGTTCA
GAGCGTTTATAGTGGACTGACTTGTTGGTTTGAAACTTCCCAGCAGCACTTCTGTTCCAG
ATTTACCAAGACACCCAACTTTGAAGGAACCAGAACTGTTCATGTTTGAGTCAACACCTT
CCTGTACCTGAACAGGACCAGTTCTGGACTTTAAAGCCGGGTCAAAGACACCTGCAGTGT
AGAAGCAGGCGGCACCGCAGGTCCGTCCTCCCCACCGCCATCAGACGGCACATCTGTGAG
ACCGGGTCGTCACACTGATGTGACTGAGACCAAGTTCAGTTCTGGTTCCACACAGTCAGA
CGGAGCCGGTCCTCTGGGTTTATTACTTTTATTGAAAACGATTCAGGCGATGCTGCCAGC
ATTGGAGGCGATTCTGGGCCACAGGTCTGCACACTCTTTAGCAACTGGACCTGTGATGGC
AGAACCTTTCATTTCTCCTTTGTTGTTCACGATGACGCCGGCGTTGTCCTCAAAGTACAG
GAACACGCCGTCTTTTCGCCGATACGACTTCCTTTGTCGTATGACCACCGCTGGATGCAC
TTTTTTCCTGAGCTCTGGCTTGCCCTTCTTCACTGTGGCCATCACCATGTCCCCCACGCC
TGCGGCGGGCAGGCGGTTCAGGCGGCCCTTGATGCCCTTCACAGAGATGATGTAGAGGTT
CTTGGCCCCTGTGTTGTCAGCACAGTTGATGACGGCTCCCACAGGGAGACCCAGGGAGAT
GCGGAACTTGGCCCCAGAAGACCCACCACGTCCTCTCTTAGACATGGCTGCGAGAGAAGA
GACTGGTTCTCCCTCGTGCCGAATTNCCTGCA
>CL28Contig2
TCACATCCCTAAAACCAACATAAAGTAGCTCTGAATACAAAACGATCATTTATCTCCAAA
AACTAACATTTAAGAAATTACTTGATTAGTCTTGCACATTTTTTTCTTTTAGGACAATGT
AAACAGTTTGCTTAAAATAAGCACAAGAAAAGTGGTTACAAAAACAGGAAGTTTAAAATA
CACTGTTGCAGAACATAGCAGGATAATCAGGCAGGGCAGAGTTTAAAGAATACATTTGGA
ACTTAATGTTGTCTTTATAACAAATAATCTTAATACTAAAATACTTCAGTACCAGCTCAG
TTTCCTGCAAGAAACTGATCAAATTTAAAGGCATTTATTAAAGCCAGTAGAGAACAATTA
TGACTTAAAATTCAGAAAAAAAATAAAATGTTCCAACAAGCAACTATCAGGACAGCTGAA
ATCAGTGTTATCTTAGATTGTGTGATTTGATGATACTGGAGCCCCTTGACAACTGTTAAT
AAACTATTAGAAGTCACTTTCACAAGCCACCGAGGACGGAAAAAGACAGTGTTCACTTCA
GAACAGCCTCAAAATGATTTGTGTATACTTCAAACGAGCCTCTGATGTCCCCTGCTTCCT
TTCTATGATGCCTCTGCACACAAGTGCCTCCAGGAGCAAACTGACTGATTTAAAGCCTAG
ATTATGGATCAGACAGTCCCTCTGCATGTTCACTCAGCTCCATGGTGGAGTAGTCCAGAG
GACGTCTCCTCCTGTAGAAATATGTAAACAGGGCACCTCCTAGTACCACCAGCAGGAGCA
CCGCTACTATCAGTCCTATCTGCAACCCCAGCGCTGAGGTTTTGCCGATGTAGTGGCCGG
TGATGGGAGAAAAGCAGGTGTCTGCCTGAGAAGGAGCGGGGCTCGAGAGCAACGCCTGAA
TGATGAGGGCCCTCTGATGGTCTGAGTGTGCCTGGATGTTCCCCCACACTCGCAGCCAAC
CAGACATGCAGGAAAAGTTAGCCCCTCGGAGATACAATGCAGAAATGCCACAGTGACACC
TCTGCCTCGTGCCGA
>CL28Contig3
TTCGGCACGAGGGCCGCCTGAACCGCCTGCCCGCCGCAGGCGTGGGGGACATGGTGATGG
CCACAGTGAAGAAGGGCAAGCCAGAGCTCAGGAAAAAAGTAATAAGGAAGACGCCTCAAC
AACACGACGGCATAGAGAACTCAGAGAGGATGTTCCTGAATTCATACCTTTATTTAATTG
CATCCAGCGGTGGTCATACGACAAAGGAAGTCGTATCGGCGAAAAGACGGCGTGTTCCTG
TACTTTGAGGACAACGCCGGCGTCATCGTGAACAACAAAGGAGAAATGAAAGGTTCTGCC
ATCACAGGTCCAGTTGCTAAAGAGTGTGCAGACCTGTGGCCCAGAATCGCCTCCAATGCT
GGCAGCATCGCCTGAATCGTTTTCAATAAAAGTAATAAACCCAAAAAAAAAA
>CL28Contig4
TTTTTTTTTTCTGGGTTTATTACTTTTATTGAAAACGATTCAGGCGATGCTGCCAGCATT
GGAGGCGATTCTGGGCCACAGGTCTGCACACTCTTTAGCAACTGGACCTGTGATGGCAGA
ACCTTTCATTTCTCCTTTGTTGTTCACGATGACGCCGGCGTTGTCCTCAAAGTACAGGAA
CACGCCGTCTTTTCGCCGATACGACTTCCTTTGTCGTATGACCACCGCTGGATGCACTTT
TTTCCTGAGCTCTGGCTTGCCCTTCTTCACTGTGGCCATCACCATGTCCCCCACGCCTGC
GGCGGGCAGGCGGTTCAGGCGGCCCTTGATGCCCTTCACAGAGATGATGTAGAGGTTCTT
GGCCCCTGTGTTGTCAGCACAGTTGATGACGGCTCCCACAGGGAGACCCAGGGAGATGCG
GAACTTGGCCCCAGAAGACCCACCACGTCCTGGAAGGAGAAAGACCAGTTAGACCCTCGT
AGATCACAGGTCCGTCCTGCTGCCGTGAAACCCGCAGGTCCGTGTCTGCCGGCAGCAAAC
ATCCACAGAAC
>CL28Contig5
TCATCTCTGTGAAGGGCATCAAGGGCCGCCTGAACCGCCTGCCCGCCGCAGGCGTGGGGG
ACATGGTGATGGCCACAGTGAAGAAGGGCAAGCCAGAGCTCAGGAAAAAAGGTGGGTGTG
GGCAGCAGGAGGGTCCCTGTGGGTCCTTCGGCTCACCGGTCTTGGTCTGTTTGTAGGATT
TTCTAGTAGGGCCGTCACCCGATCCACAGAACCACGGTTCCTATTTGATCTAATGTCTGA
ACGATTGTTTGAGGCATGAAATAAAAGTCTGTAATCACTTCATTTAGAAGCGGAGACCCG
AATCACTTCAAACAACGCCAGGCTCAACTTCCTGGTTAACTCCAGCAGGAAACAAAACCT
AAACTCGGCTGATGCTTTGATTCTCAAATCCTGAAAATTTTCTCCGGTTTCCAACCTCAA
AGTAATAAGGAAGACGCCTCAACAACACGACGGCATAGAGAACTCAGAGAGGATGTTCCT
GAATTCATACCTTTATTTAATGTAGGTGTATATATGTCAGAATTATTTCACTAAACGCAT



CTTCTGTCTTTTGTAAAGTCAATAGTTTTACTTTGAAAGGGAGAAGCTCGTCTTCCTCCA
GACTCTGCTTTAGATCCAACATTATTCTGTGTTTTAGAGCAACACGTCTGCAGCTTCAGA
TGGTTTCTCTAGATGGGTAGAGGATCTCATTCTTGGAGGAATATTTCTGGTTGCATTTTG
GGGAACAGATGACAAATGTCTGGGTTTTTGGAGACGTCACAGAAATCCCGTCTTTATTCT
GGACGTCTGTTTCTATGAAGGGTAGACCTTTAAAAGTCTGGATGTTTCTGCCAAACATGC
AGAAGGCGTGTGGGGGACGTCCACAGCCTAAAACACCTGGAATTCTCTCATCTGGGTTAC
TTTAGAACCGATCTCCTGCGATACAGGAGGGACGGCCGTTTTGGTTGGTTGTACCCTGAC
GGGAGCTCTGCTGTGTTGCAGTGCATCCAGCGGTGGTCATACGACAAAGGAAGTCGTATC
GGCGAAAAGACGGCGTGTTCCTGTACTTTGAGGACAACGCCGGCGTCATCGTGAACAACA
AAGGAGAAATGAAAGGTTCTGCCATCACAGGTCCAGTTGCTAAAGAGTGTGCAGACCTGT
GGCCCAGAATCGCCTCCAATGCTGGCAGCATCGCCTGAATCGTTTCAAAAAAG
>CL28Contig6
CGCTGGACCATCCAGGTCCATCCTAGGCTGGTGTCGCTCCATCGGGTTCTGGTTCGGCTC
CTGAGCGCTAGACGAAGCGGTTACATGATTCCACAGCTTTATTTCGGATGTTTTAGCCCA
GATTATTCCTCGCTTAGCGCGGATTCCCCCGTGGATTCCTGTTAGCACTGCGGACGTTCC
GCGTGTTCCAGTCCAGTTCGAGACGTCCTGCTCTAAAACCTGACGTGGTGGGTCTTCTGG
GGCCAAGTTCCGCATCTCCCTGGGTCTCCCTGTGGGAGCCGTCATCAACTGTGCTGACAA
CACAGGTACGCCTTCCCAGCAGGTGCATGAGGCTGGGCCAAGAACCTCTACATCATCTCT
GTGAAGGGCATCAAGGGCCGCCTGAACCGCCTGCCCGCCGCAGGCGTGGGGGACATGGTG
ATGGCCACAGTGAAGAAGGGCAAGCCAGAGCTCAGGAAAAAAGTGCATCCAGCGGTGGTC
ATACGACAAAGGAAGTCGTATCGGCGAAAAGACGGCGTGTTCCTGTAC
>CL29Contig1
TTTTTTTTTTGGTTTGTATCCTGGCTTTATTGTAAGACTGCAATACCCACAAAAAAAGAT
CTGAGTGATTCAGTGAGGAAGAGGAGACGAAGGTTTTCATCGCCACACGGACGAGGACGG
GTCCAAGAACACGTGTCAGAATCTTTACATGAAGTATGGCAACACGAAGGGAAGCAGAGT
GAACAACTGGTTCAGTGGTTTCTGTTTGGTTTTTTTTAATTTGTGCCGACTTTTTTAAAC
GCAGAGAGAAAAAAACGACGCAGGAAAAACTCGTCTGTCACTAAAGCGGCGAGACGTGAA
GAACCACCACGGCGCTGGAAAAAGACCCACGAGATCCCAGACGGATTCTGTCCCGTCAAA
ATCATTGGGCCGATTTGTTCCCAAAGTTTCTTTATAAAGAAAATAATGAAGGAAAAACAG
ATCCGTAAGTCCAGAAGCTCCGCCCACCGTCACCTTAAGACTTATGAGGAGCGGCAGAAA
AATGAGGCTAAAATTAGAACTTTCCGGTATGAAACCCAAAAGCAGTTCCGTTTCAATGTG
AATCAGCTTCTGTTCAAAAACAACAAGAAGGTGGGATCGTCTTAATTTAACTCTTAATTC
TAGAACGGCTTCAACGGCAGAAAAGATTCCTGTGGCACTCTGAGAAACATCGGCTTGTGA
GGAAGATGAGGATGTGGGTGGAATGGAAAACTCAGGAGGAAGTCGCCGCTGAAACCACTC
AGCATTTCAGGAGCTCCACCTCGAAGATGAGGGTGGAGTTTGGAGGGATGATGGGCGGGT
ATCCTCTGCTGCCGTAGGCGAAGTCCGGCGAGCAGGTCAGCTTGGCCAGCTGACCCACGC
TCATCCGAGCCACGCCATCATCCCAACCGCGGATAACTTCCCCAGCTCCCAGTTTGAACT
GGAACGGCTCTCCTCGATCCCTGGAGGAGTCGAACTTCTTCCCGTTCATCAGCGTACCAA
CATAGTGCACGAAAACCGTGCGTCCTTTCTGCGGAAAAGTCTTTCCGTCTCCTGGTCTGA
TGGTTTCCACGTCCACTCCCATTGTTCTCTCGCTGCAGTCCTCACCTCTCTGAGCAGGAT
GTGTTATGGACCGCGTCGTT
>CL30Contig1
TTTCAGCCATTACCTTCAGGCAGCCACAGGCAGGTCGGAGCCGTTCAGTGGAGGACAGGT
CATTAACAATCAGGGGGAAAATGTTGTCCGTGAGAGTTGCAGCTGCATTGGCCAGGAGCC
TGCCTAGGAGGGCTGGATTTGTGTCCAAGACGATCCCGGCCGCCTGCGTTGGGGTCAACC
ACCTCCACACACATAGACCATGGCTGCAGAAGACTGGCACAGCTGAGGTGTCATCAATCT
TGGAGGAGAAGATCCTGGGTGCAGACACCTCTGCTGACCTTGAGGAGACCGGGCGTGTGC
TGTCAATTGGAGACGGTATTGCCAGAGTGTACGGACTGAGAAATGTCCAGGCTGAAGAGA
TGGTTGAGTTCTCCTCTGGTCTGAAAGGCATGTCTCTCAACTTGGAGCCTGACAACGTTG
GTGTTGTGGTGTTCGGTAACGACAAGCTGATCAAGGAGGGTGATATTGTGAAGAGGACTG
GAGCCATTGTGGATGTTCCTGTGGGTGAAGAGCTGCTGGGACGTGTGGTGGACGCTCTAG
GAAATGCCATTGATGGAAAGGGTCCTTTGGGCTCCAAAATTCGTAGGCGTGTGGGTTTGA
AGGCCCCTGGCATCATCCCTCGTATCTCTGTGAGGGAGCCCATGCAGACTGGAATCAAGG
CTGTGGACAGTCTGGTGCCCATCGGTCGAGGCCAGCGTGAGCTGATCATCGGAGACAGGC
AGACTGGCAAAACCGCCATCGCCATCGATACCATCATCAACCAGAAGCGCTTCAACGATG
GAACCGATGAGAAGAAGAAGCTGTACTGTATCTACGTGGCCATTGGACAGAAGAGGTCCA
CTGTGGCTCAGCTGGTGAAGAGGCTGACTGACACGGATGCCATGAAGTACACCATCGTGG
TCTCTGCCACTGCCTCCGATGCTGCTCCTCTGCAGTACCTGGCTCCGTATTCTGGCTGCT
CTATGGGAGAGTACTTCAGGGACAACGGAAAGCACGCTTTGATCATCTATGACGATCTTT
CCAAACAGGCTGTTGCCTACCGTCAGATGTCCCTGCTGCTGCGTCGTCCTCCTGGTCGTG
AGGCTTACCCTGGCGATGTGTTCTACCTGCACTCCCGTCTGCTGGAGAGAGCTGCCAAGA
TGAACGACAACTTTGGAGGTGGTTCTCTCACCGCCCTGCCTGTTATTGAAACTCAGGCTG
GTGATGTGTCTGCCTACATCCCCACCAACGTCATCTCCATCACAGACGGACAGATCTTCT
TGGAGACTGAGCTGTTCTACAAGGGCATTCGCCCAGCTATCAATGTGGGTCTGTCTGTGT



CCAGGGTGGGTTCTGCTGCCCAGACCAGAGCCATGAAACAGGTGGCCGGTACCATGAAAC
TGGAGCTGGCTCAGTACCGTGAGGTGGCAGCTTTCGCTCAGTTTGGTTCTGACTTAGACG
CTGCCACCCAGCAGCTCCTTAACAGGGGCGTTCGTCTCACTGAACTGCTGAAGCAGGGAC
AGTACTGTCCCATGGCCATCGAGGAGCAGGTAGCAGTAATCTATGCCGGTGTCAGAGGTC
ACCTGGACAAGATGGAGCCCAGCAAGATCACCAAGTTTGAGAAGGCCTTCCTGCAGCACA
TTCTCAGTCAGCACCAGGACCTACTTTCTGCAATCAAGACCGACGGCAAGATTTCAGAGC
AATCGGATGCTAAATTGAAGCAGATTGTACTTAACTTCCTGTCCAGTTTTGAGTAATTGC
ACCTCCCTTGATCTTCAGTGAGCTACATGTCTGTGTCCCTGTCGTGCTTATGTGAACACA
CTGAAGGCCGAAACCTCCATGTACAGATTTCTCCAAATAAAATTTTACAACACCGCTCTG
CTGTAAAGCTCATTTAAGATGTAACGGATTATTTAAGAGAGAAAACTGCTCACATTTCTG
AGTTTGAGGTTTCTGAGGAATCTCCCATCGAATCAGTTTTTTTTTAATCAGTTCCATTAG
TTTCTCAACTGTTTCCAGATGGAAAGAAAGTCTCATAA
>CL30Contig2
AGGAATTCGGCACGAGGGTCTTCCGTCCTTCCCTGTGGGTTCCGGGAGCAGGACACATCA
ACAGAGGTCCATTATGCTGTCAGTTCGCGTCGCAGCGTCTATCGTCCGCAATCTGCCTCA
AAGGGCCAGATTTGCATCCAAGAACATTGCTGCGGTTTGTGTCGGAGCCAAGACTCTGCA
CACGTCCCGCCCATGGCTGCAGAAAACAGGCACAGCCGAGGTGTCGTCCATTCTGGAGGA
GAAGATCCTTGGGGCCAACACCAGCGCTGATTTGGAGGAGACTGGCCGCGTTCTGTCCAT
CGGTGATGGAATCGCTCGAGTGTACGGTCTCAGGAACGTGCAGGCTGAGGAGATGGTGGA
GTTTTCCTCCGGTTTGAAGGGCATGTCGCTGAACTTGGAGCCGGACAATGTGGGCGTCGT
GGTGTTTGGTAATGACAAGCTGATCAAAGAGGGCGATATTGTCAAAAGAACCGGTGCTAT
TGTAGATGTTCCCGTGGGGGAGGAGCTGCTGGGGAGGGTCGTTGATGCTTTGGGGAACGC
CATTGATGGAAAGGGCCCTCTCGGCTCCAAAGTCCGCAGGCGCGTGGGTCTAAAGGCCCC
CGGGATCATCCCCCGTATCTCTGTGAGGGAGCCCATGCAGACGGGGATCAAAGCCGTGGA
CAGTTTGGTTCCCATAGGTCGAGGCCAGCGTGAGCTCATCATCGGAGACAGACAGACTGG
TAAAACTGCCATCGCCATCGACACGATCATCAACCAGAAGCGCTTCAACGAAGGAACCGA
CGAGAAGAAGAAGCTGTACTGCATCTATGTGGCCATCGGCCAGAAGAGGTCCACGGTGGC
TCAGCTGGTGAAGAGGCTGACCGACACCGATGCCATGAAGTACACCATCGTGGTGTCTGC
CACTGCGTCCGATGCTGCGCCGCTGCAGTACCTGGCTCCCTACTCTGGCTGCTCCATGGG
GGAGTATTTCAGAGACAACGGCAAACACGCGCTCATCATCTACGATGATCTCTCCAAGCA
GGCTGTGGCCTATCGTCAGATGTCTCTGTTGCTCCGCCGTCCACCCGGCCGCGAGGCTTA
CCCTGGAGACGTCTTCTACCTGCATTCTCGTCTGCTGGAAAGAGCTGCTAAGATGAACGA
CAACTTTGGCGGGGGTTCCCTCACTGCTCTTCCTGTTATTGAGACGCAGGCTGGCGATGT
GTCAGCCTACATTCCCACCAACGTCATCTCCATCACTGACGGACAGATCTTCTTGGAGAC
CGAGCTCTTCTACAAAGGAATTCGTCCAGCCATCAATGTGGGTCTGTCTGTGTCCCGCGT
GGGCTCTGCTGCCCAGACCCGGGCCATGAAGCAGGTGGCCGGTACCATGAAGCTGGAGCT
GGCTCAGTACCGTGAGGTGGCTGCTTTTGCTCAGTTTGGCTCCGATCTGGACGCCGCCAC
TCAACAGCTGCTGAACCGAGGCGTCCGTCTGACAGAGCTTCTGAAACAGGGCCAATACTG
TCCTATGGCCATTGAGGAGCAGGTCGCAGTCATTTATGCGGGGGTGAGGGGACATCTGGA
CAAAATGGAGCCAAGCAAGATCACAAAGTTTGAGAAGGCGTTCTTGCAGCACATTTTGAG
TCAGCACCAAGACCTGCTGGCAGCTATTAAGGCTGACGGTAAAATCTCGGAGGCGTCAGA
CGCGAAGTTGAAGCAGGTCGTGTTGAATTTCCTCTCCAGCTTTGAGTAAAGAGCCTCATG
TTCTAATTGATCTCAGTTTCAGTTGTCAATTCCATGAAATGTTGAAAAGCACCTCATGAT
CTTTAATGTATAAACATCCCTGAACAGAAAATAAACTATTCCATCTGAACAAAAAAAAAA
AAAAAAAAAAAAAAAAAA
>CL31Contig1
TCGGCACGAGGGATTGATGAAGACAGGTACGATGCTGAAGCCAAAGTGCTCAAAGCTAAC
AAAGAGATCGAAGACCTGAAGATCAAAGTAGTTGACCTGGTAGGAGTAAAGAAGCCCGCC
CTGAAGAAGGTGCGCATGTCAGCTGACACCATGCTGAAGGCCCTGCTGGGCTCCAAACAC
ACAGTGACCATGGATCTGAGAGCCAACCTCAAGCAGGTCAAGAAGGAGACCAAAGAGGAG
TCAACAGAAGCTGTGGGTGACTGGCGTAAGAACATTGAGGACAAAGCTGACAGGAAGAAG
ATGTTCGAGTCTTCCTAACTGCTCTGTTGCTGTTTGTTTCTTTGTGTCCATTATCTCCGC
TGTTGGCTAAAGCAGTTGATTATTTTAGGTCTCAGTGCTGAAGGTTTTTTGCACTTTGTT
GGGGTCTGGAGGGAGGAGGAGAAGGTGTGGAGGGTTTCAGAAGGTTCACACAAACATAAT
GTCTTCACCTAGATACAACTACAGAAACATTTAAACCAAATGAAAATGTCAATAAACACA
ATAAAATCAAATCTGAGAGAANAAAANAA
>CL31Contig2
GTTGTCTTTATAGATGTTAATGCATTCCATCATAATTACAGAGGGACTGTGCCGTTCGGA
TGAACATGTCACAATGTTCCGTCACAGCACACCAGCTACTGTACTTACATACCAAACAAA
TGAAAGTTCTAGTGCAGCACTACTACTGTATCAACAATACATTTACCCGCTAAGTGATGT
ATGGAAGAAGGTACAAAGCAGGTCAAGAACATTTGGAGACACCTCCTCAGGTAAGAAGAG
CAGCAGGGAAGTTGCATTTGCTACTGTGTTTTCAGACTATGGTAGATTGTTTGCCCAGAA
ACAAAAGCAAAGCTAGTGATCATTTTGTACTTATGTACAAATACATCAAAAATGGTTTTC
AGGCATGCAAAAGCAGAAGGCAGCTTACATCAACCAGAAGAATAAGATTCAAAATGTGAA



ATGGAAAACATACAAAAGCCATCTTCCGTCAGTCTAAGTGCATTTTCTCCTGAAATGTGC
AAGTACTTTCATCAATATCAAAGTACAAACTAACGTAAGAAGAAAACAGCCCATTTTACC
ATTTGACTTACAATGTTTTGTAACGCTCTCTTTTTAACTCTGCAAATGATCACTTCACTA
CAGCCTGGAATTAATACTATTTTAGGGGTTTCCACAAAACCTTCAATTGTTTGTTCTTTC
ATGTCACATTTTGGAGTAAAATGCTTGAGTTGCTCAGACACAACACCTGACGCAGGCCCG
AGGGTCTGTTTTAAGGAGGTTCACTTTAACTGTCAAACATCTTCTTCCTGTCTGACTTGT
CTTCAATGTTCTTACGCCAGTCGCCAACATCCCGCAGCTGTTTGTCCTCTTCCTTGACCT
CCTTCTTGACCTGCTTCAGATTGGCCCTCAGGTCCATGTTGACGGTGTGTTTGGAGCCCA
GCAGGGCTTTTAGCATGGCGTCGGCAGACATTCGCACCTTCTTGAGCCGGGGTCTCTTAA
ACTTTCCCCGAAGATCCACAATCTTGATGTTAAGGTCCCTGACCTCATTAAGCACCATGT
TCAGCTTAAATTCTGCACTGTATCGCTCCTCCTCACTGATGCCAATCTGCTCATGGAGTT
TCTTGCAAAGTTCCAAGAGCTCATCCCTGGAGTACGGCAGGTCCAGAGGAGGACACGCCT
CTGCCAGGAACTTCTCCCGCTCCTGAGCCTTCGCTGTAGCTTCTGTGTCCAACAAGGTGT
TTGCTACCATCAGCATACAACTCTTCAGGGTGTGCTTTCTCCTTGCTGAGAGCCTTTTCT
CAGTGGCCATGTTTGCTGCAGGATGCTGATGAGATCTCAGCGGGAAGAGTCGTCAGTCAG
ACTTTAGCCGAGTCCTGAGCTAAAGAAGTGTTAAGAAGGTATATATTGCAATCAGACATA
GTCCTCCAAATCCTCCACCTTCTCTTTATGGAAGTGAACTACTGGAC
>CL31Contig3
CGTTGCTTATACTTTCATCCCAACCCACTTACAAAAGAAGACCACATCAAGGACAACATG
CCCTTTAGGATCTTCAGCATGTGGAGGCTTGGGATCAAACTACCAACCTTCTGATTGAAC
TCAGCCCCTCTGAGCTACAGCTGCTCCCACCATTAATTCTGACTTCATGAAACAAATGTA
TTTCAATTCAATGACAAATTCCAGAAGTTCAAAAAACAAAAAAACAAAACAAGCAGCGGC
AGCAGCCCAGCACGGCTGCAGAGCTTCAGTTTAGTTCTTTAGGAGGTCTCAAACATCTTC
TTCCTGTCAGCCTTGTCCTCAATGTTCTTACGCCAGTCGCCGACTGCCTCTGTGGGCTCC
TCTTTGACCTCCTTCTTGACCTGCTTGAGGTTGGCTCTCAGATCCATGTTGACCGTGTGT
TTGGAGCCCAGCAGGGCCTTCAGCATGGCGTCGGCTGACATGCGCACCTTCTTCAGGGCG
GGCTTCTTCACTCCCTGAAGGTCAACAACCTTGATCTTCAGGTCTTGGATCTCTTTATCG
GCCTTTCCCACTTTGGCCTCCAGGTCATACCTGTCTTCATCAATCTTGTCAATGAGAGCG
TACAGCTTTTTGCAGGTTTCCATGAGGGCAGCTTGGTCTCCACTCATGTCAGGAGCAGGA
CAATTCTCAGACATGTAAGCCTCCTTGGCGGCCACAAGTTCCTTTTTCTCCTGTTCAAGC
CAATTGGCGGCAACCTGAAGAACCAAACTCTTCAGGTGGTGCCTGCGGCTTGAAGTCATC
TTTTTCTCAGACATGTTGACGGTTTCTGTTCTTCACAGCCTACACTGAGACGAAAAGTCG
AGGAGGAGGGCCTCAGAGGCAGT
>CL31Contig4
AGCACTTCCCACCCTATATACCATGTTTAATCTTTACTATTTGGGACTTGGCAGGATCTT
CCCTCCCTCTGGTCCTTGTCCTCATCTTTGTCACGTTTGTTGAGCAAGAGTCGATCCTGA
AGCTCACTACTTCTTGTAAGGGAACAGCTGAAACCTGCTTCTGAGCTCCTCTGTGCAGCA
GGGTGTGACGATCAAGACCAGCCAAAATGTCTGAGGGAAAGAAAATGACCTCCAGCCGCA
GGCATCATCTGAAGAGCTTGATGCTGCAGATCGCTGCAGGCTGGCTGGAGCAGGAGAAGA
AGGATGCTATTGTAGCAAAGGAGGCCTACATAGCTGAGAACTGCCCTGCACCCGACCTCA
GCGGAGACACGGCTGCCCTCATGGAGATCTGCAAGAAGCTCCACCACGCCATTGACAAGA
TCGATGAGGAAAGGTACGACACAGCAGCCAAGGTGGAGAAGGTGGATAAAGAGATCCAGG
ATCTGAAGCTGAAGGTGATCGAGCTGGCCGGAGTGAAGAAGCCCGCCCTGAAGAAGGTGC
GCATGTCAGCTGACGCCATGCTGAAGGCCCTGCTGGGCTCCAAACACACGGTCAACATGG
ATCTGAGAGCCAACCTCAAGCAGGTCAAGAAGGAGACCAAAGAGGAGTCCACAGAGGCAG
TCGGCGACTGGCGCAAGAACATTGAAGACAAGGCTGACAGAAAGAAGATGTTCGAGTCCT
CCTAAACCCTGAGTGAAGTACTGAGGACAAAGGCAGGAGAAATGTTTCTACCTGAGGTCT
GAGTGACTGAAAGCCTGTGTCTGTCTCACAGACAAATGGGTCAGGAGTCGCAGTGCCACT
CTCTGATTTTGGCTGTTTTCGTGACGCAGTCACCCGAGAGACATTGAACCCAAAAACAGA
AGCATCATGTTGCATGCTGCAAAAACCTGTGCTAAAGAAGCATCACGCTATGTACATTTC
AACATGCAAACAATAGAAATAAAACAATTGATTTGGGGATGAAAAAAAAAA
>CL32Contig1
GGAATTCGGCACGAGGGTCCCCCCACAAGTGCAAAGATGCTGATGCCCAAGAAGAACCGC
ATTGCGATCTACGAGCTCCTCTTTAAAGAGGGAGTAATGGTGGCCAAGAAAGATGTCCAC
CTGGCCAAGCATCCAGAGCTTGCTGACAAGAATGTGCCCAACCTTCATGTGATGAAAGCA
ATGCAGTCCCTGAAGTCTTGTGGGTATGTCAAGGAGCAATTTGCATGGCGTCATTTTTAC
TGGTACCTGACCAATGAGGGGATCCAGTACTTGAGGGACTTCCTCCACCTCCCCCCTGAG
ATTGTTCCTGCCACTCTGCGCCGCCAGACCCGACCTGAGACCGCAAGGCCAAGGCCCAAG
GGAATGGAAGGAGAGAGACCTGCTCGGCTTAACCGTGGAGAGGCTGACAGAGATGCCTAC
AGGCGATCTGCTGCTCCCCCTGGTGCTGACAAGAAAGCAGAGGCTGGTGCTGGGTCTGCT
ACAGAATTCCACTTTAGAGGTGGATTTGGACGCGGCAGAGGACAACAGCCTCAGTAAAAG
TCATTTTCTGTACAATAAAGAAAATCTAAACGATTCATTGCTGTGCATTGTTGGGTTTTT
GTTCTGTTCGTCGTAAAACTGCCTTCAGGTGAAAATACCAATTGTTAGAACTTAATTTGA
TAGACGACTTTTTGCCATTAGGCACAATAAAGGAATCCAAGAAGAGCACTAAAAGATCTG



TAAGGATGACAAGTACCAGTAATAAGAAAAAAGGCTCCATCTGGACACATGGTGCAGTCA
GATTAACTCAAGGATTGACCCCCCCTGCCCCTGGTAGCAANAGCACAAATAAAAATGC
>CL32Contig2
GCACGAGGCCGACCTGAGACCGCAAGGCCAAGGCCCAAGGGAATGGAAGGAGAGAGACCT
GCTCGGCTTAACCGTGGAGAGGCTGACAGAGATGCCTACAGGCGATCTGCTGCTCCCCCT
GGTGCTGACAAGAAAGCAGAGGCTGGTGCTGGGTCTGCTACAGAATTCCACTTTAGAGGT
GGATTTGGACGCGGCAGAGGACAACAGCCTCAGTAAAAGTCATTTTCTTTATTGTACAGA
AAATGACTTTTACTGTACAATAAAGAAAATCTAAACGATTCANAAAAAAAA
>CL33Contig1
ATCTTCCTCCCTCCTCTCTCGCTTCCATCTTGCTCCCCGCATGTGTCTGCTGTTAGTTTA
CAGGTCAGTGAGGAGATTTAAATACTTTCTTCCCCGCACTGTTTCTCCCTGATACGACGG
AAAAAGATGAAAGAAGCAATAATGAATCAAGAAAAACTTGCAAAACTCCAAGCGCAAGTT
CGCATTGGTGGAAAGGGAAGTGCTCGCAGAAAGAAGAAGGTTGTACACAGAACAGCTACC
GCAGATGACAAGAAGCTCCAGTTCTCCTTAAAGAAACTTGGTGTCAACAACATTTCTGGT
ATCGAAGAGGTTAACATGTTTACAAATCAAGGAACAGTCATCCACTTCAATAACCCCAAA
GTGCAGGCCTCCCTTGCCGCCAACACCTTCACCATCACCGGCCATGCTGAGACCAAGCAG
CTGACCGAGATGCTGCCCGGCATCCTGAACCAGCTGGGAGCCGACAGCCTGACGAGCCTC
CGGAGACTCGCAGAGGCTCTGCCCAAACAGGCTGCAGATGGAAAAGCGCCGATTGCAGCG
GTAGAAGAGGAAGATGACGACGTTCCAGATCTGGTGGAGAATTTTGATGAAGCGTCCAAG
GATGAGGCCAACTAGAGCAGACGGGAAGTGTCAAAACCTAACCAGACCACGAGGGGCATG
ACATCATTTTTATTTCAAAAGACGGAAAGTTCAAACATCCAAAAGATGATTTATGTGACA
GCGTAATGGCATTCTGCAACATGTGCAACACCAGAGCAAACCACATCTTCCGAAGTGATC
TTTTTTATAAATTCTTTTGAGTATTTTTGTAGACTAGCAGTGTTGAGGTGTTTGTAGAAC
TCACCCCACACGTCCATTTTGCCATCAAACACGCCAAACGCTTGTTGTGCTCTGTGATCT
TCATGTTAGAATGAGATTGTCTGTAACGGTGGTGCTCAAGCCCCTCCCACCTGTACCTTC
TCTGTTACTGATCCT
>CL33Contig2
ACTTCCTCCCTCCTCTCTCGCTTCCATCTTGCTCCCCGCATGTGTCTGCTGTTAGTTTAC
AGATGAAAGAAGCAATAATGAATCAAGAAAAACTTGCAAAACTCCAAGCGCAAGTTCGCA
TTGGTGGAAAGGGAAGTGCTCGCAGAAAGAAGAAGGTTGTACACAGAACAGCTACCGCAG
ATGACAAGAAGCTCCAGTTCTCCTTAAAGAAACTTGGTGTCAACAACATTTCTGGTATCG
AAGAGGTTAACATGTTTACAAATCAAGGAACAGTCATCCACTTCAATAACCCCAAAGTGC
AGGCCTCCCTTGCCGCCAACACCTTCACCATCACCGGCCATGCTGAGACCAAGCAGCTGA
CCGAGATGCTGCCCGGCATCCTGAACCAGCTGGGAGCCGACAGCCTGACGAGCCTCCGGA
GACTCGCAGAGGCTCTGCCCAAACAGGCTGCAGATGGAAAAGCGCCGATTGCAGCGGTAG
AAGAGGAAGATGACGACGTTCCAGATCTGGTGGAGAATTTTGATGAAGCGTCCAAGGATG
AGGCCAACTAGAGCAGACGGGAAGTGTCAAAACCTAACCAGACCACGAGGGGCATGACAT
CATTTTTATTTCAAAAGACGGAAAGTTCAAACATCCAAAAGATGATTTATGTGACAGCGT
AATGGCATTCTGCAACATGTGCAACACCAGAGCAAACCACATCTTCCGAAGTGATCTTTT
TTATAAATTCTTTTGAGTATTTTTGTAGACTAGCAGTGTTGAGGTGTTTGTAGAACTCAC
CCCACACGTCCATTTTGCCATCAAACACGCCAAACGCTTGTTGTGCTCTGTGATCTTCAT
GTTAGAATGAGATTGTCTGTAACGGTGGTGCTCAAGCCCCTCCCACCTGTACCTTCTCTG
TTACTGATCCTTAACTCTGTGGCCTACATAACACCACCGTCTTGGAAGAAACCTTTGCTA
CTGTCAATAAACTTAAAAACTTGAAAAAAAAAAAAAAAATTTAAAAAAAAAAAAAAAAAA
AAAAATTTAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL34Contig1
TTTTTTTTTTAAAACTTTATTAAACTAAGAAATGGGAAAATTTACAGGTTCCAGACATAT
GCACGGGAGGCTGTCAGCTTGTGTTTCATTGTCAATCAGTATGATGAATATAAATGACAC
GGTTTTAAGGAGTTTCTAACCCCCGCCTTCTCCACAAAAGGATATTTCTAAGAGATTTTT
ATGCTGAGGACCCCACCTTCAAACCCTCTGCAAAGAGCTGGTCTACTAAGTTGTTTTTTA
CTTCTGGGGCTTTGCATNCGNGTGAAATTCCACC
>CL34Contig2
TAAACCCGGGCATTATGGCCGGGGGTATCTCTTCTGTTAGGCTGTGTGTGACAGAGTGGG
CCTTGATGATGAAGATCTGCATCTTGGGGTTGCTGGTGCTGGGGTGCGTGCACGGTGCAC
CCGTGAAAGAAGACCTGAAGCCGCAGTCATGTGACGATCCACACGCCGTAAAAGCTGCTC
ATGTGGCTCTGACGAAGATCAACATGGAGCGGAACGATGGCTACATCTTCAGCCTGCACC
GCCTGTCCAACGTTCACCATTCCATGCACGGAGAGAACGGTGTGGTTTATTACCTGACTA
TGGATGTTGTGGAGACAAACTGCAGCGTTCTTAGCAGGAAGGACTGGAAGCACTGTGAGG
CTCGTCCAACCAGCGACCAGCCGGTTTATGGACAATGCAAAGCAGCCATCTTCATCAATA
AGGTGCACAGAGTGGATCGTCTCTACAAATACGACTGTGTTATCAAACCAGTTCCTTCTG
CCAGAGTGTCAGCGCTGTGTCCTGACTGTCCAACTTTAATAAGCCCAGACAATGAACAGG
TCCAGAAGACTTTGTCTCTTTCCCTTGACAAGTTCAACAAGGAAAGTGGGCTGAAAAATC
GTTTTGACAAGCTTAAGATCACACGCGCACGCGCCGGGATGGCCATGCAGATGTATTATA
TTGTGGAGTACACCATCCAGGAGACCACCTGTGCCCACAACACAGAGGGAACTGAAAAGT



GCCCACTCATGACGTGCGAGTTTGCTCACAAGGGCTTCTGCAAGGCTTCCCTATACAGCC
TTCCAGACAATGAGCAAAGCATTAATGTGGAGTGTGAGATCTATGAGCCTGAGGCCTCTG
AGAGAGAAAAGAAGGCACATCTGTTGGGCGGAGAGACTGACCACAGCCACAATGACACGC
ACGGCCATGACCACTCTACATTGCCCGACCATGACCACGCCCACGACCACACCAAAGTCC
ACCACCATCACAACAAGACCCATGAGGAAGCCGACTCCCACGACCACCACCACTCACATG
ACCACAAACCAGGCAGTGCCTACAGGCACAGCCACGACCATTCCCACGAGCACGGAGTCA
ACCATGATCACGAGCACTCACACCACACCTCTGCACATAACCACACCGGCGACTTTCCCA
ACCACCACCATGACTACAAGCATGCTGAGGGCGTGCACACCCATGACCATGACCACGAGC
TCGCCCTGGACCACGAGCACAAGCATGCTCACCTGCATGACCATGAGCATCACCATCATC
ACCACGGCCATGGCCATGAGACCACGCCCCACGACACACCAGTGGGCAGCGTGAGGGTGC
TAACTGATGGGCCCATGATCCTGCCTTCCTTTCCAGACCAACCAGCAGCCGGACCCCACC
CTGGCGTCACCCTGCCTCTCAGGCCTGACCCTCAAATCCCAGGGGCCCATGAGCCTATCA
TCCAAGCCTTCCCACGTGGAATTTCACACGAATGCAAAGCCCCAGAAGTAAAAAACAACT
TAGTAGACCAGCTCTTTGCTGAGGACCCCACCTTCAAACCCTCTGCATAAAAATCTCTTA
GAAATATCCTTTTGTGGAGAAGGCGGGGGTTAGAAACTCCTTAAAACCGTGTCATTTATA
TTCATCATACTGATTGACAATGAAACACAAGCTGACAGCCTCCCGTGCATATGTCTGGAA
CCTGTAAATTTTCCCATTTCTTAGTTTAATAAAGTTTTAAAAAAAGATGTTTCTTAAATG
TTTTTCTGTTGAAATAAACTCATTAAAAATTTCTAAAAAAAAAAAAAAAAAAAAAAAAAA
AA
>CL35Contig1
TTTTTTTTTTGACAGTCACACTCTTTTTAAAGACTTTATTTTGCCAGGTTTCACACTGCT
TTTTACTTCTTCTTCTCCACGTCTTGCTCGGCAGCCTCTTTGGCTCTCTTGGCACGAATG
CCGAAGAGACGAGCATTGGCGCGAGCCATACGCAGGCTGGCGAAAGCCTTAAAGTTCTTC
TCGTCTTCAGAGATGATGCGCGCCTTCTCCTTCTTGTACACAGTTTTGATGGGCATGACA
GGACCACTGAGCTGAGTAGCCATCTTCAGTTCCTCCTCAGAGCTGTCGCCCTTCTTGGGT
GCAGAGGCCTTCCTTGGGAACAGGATGAGTTTGGAGCGGTACTCCTTCAGGCGCTGCACG
TTGGCTTGAAGAGATTCTGTGGATCTGTTGCGACGGCGGGGGTCAACAGCAATGCCAATG
GTGCGGGCTGTCTTTTTGTGGATGCCTGCTGCCTTAAGTTCTTCAAGAGTGAAGCCACGT
CCGGAGCGAACCTTGGTGTGGTACCTGATTGTGGGACACCTGACCTGTGGCCTGAGGGGT
CCAGCAATAGGACGAGGTGCAATACGGCGCGCTTTGGCTTGACGAGCCTTTCGCCTACGG
ATCTTTCTGGCAGGCTGGTTGAACCAAGTGCGGACTCTTCTTTGCCAGTCTTTGTGGAAA
TGGGGGTTCAAGATCATTCCATTCCGGCTGGGGGCCATGGCTGCTTACCTCTCTACGAGG
GAGGAAAATGGCCGAAAGGAAAAAGGACCCCGGCCATAAGGCCCGGGTTAAACGGCG
>CL36Contig1
TGCAGGCAATTCGGCACGAGGCCAACACGCTGCTCTTCTCAAAAGTCTGCCTCTCCCTGT
GCACCTTTTATTAAGAACACAAGAAGGAGGTAACAGTTTCAGGACAAACAGAAAAAGTTC
ATTAGGGGGTGTCATACAATGACCCCTTTGGTGGATTCTAACTTCAAACAGTATCACTTA
TCAGCTGAGGACAGTGTGTCGTAAAACCCCCCCCTTCCTGGCTGGGCATGAGAAGCAGAT
GACCAAACACACAGAACTGTTTTCAGAAGAGGTAAAAAGGTCAATCTGAGTTAACATTTA
AAGAAATACATTTAAACAATGATAATAATAAAACAAATTCCTTCACATACTCCCTCCTGT
TTATCATTGATAAATGTCAAAATCTCACATCCAATATCACATCACTTTTCAGTTTTCTGT
GACATCTTCATTTTCATAACACTTTCAATTTACACTCAGATGAGACGTTTTTTTTTTGTT
TTTTTTTCA
>CL36Contig2
TTTTTTTTTTCTCCACTTGTTTTTAATATTCATGAAAAGTGAAACAGCGAGCGCAAAGAG
TAGAAAGGTGGTTCATCTCACAAGTGACATTTGATGTCCTCATTTAATAATGGGAAGTAC
ATTCACTCTGTCAGTCTGTATTATTCCTTTAAATCAACTCAAATGAAACCAAATCAAATC
AAATCTTATTCGTATGGCACTTTGCCAACTAATGTGACTCAAAGTGTTTTACATAAAAAA
ACATTTCTCAATTTTAAAAACCGAAAGCAAGAAGACCAAGACTTGTGTGCAGTTCATGAT
GAGCCTCTTCCTTCTCTCTCAGACCACTCCGTGTAGCTGCCAGGGTAATTGCGAACATTC
ACATATCCCATGTGTTTGACCTTGCACAAACCCTGTGCAGATCTTTTTCCTGTCCGGCAG
TAAAACACCATGTTTGGCGAATCCAGCGGTGGTTTCCCCACTCCGTACTTGGCTCTGAAG
TCTTCTGGGTTCATCGAAAAAGCAGCCTCTACTGTGTCCAGTTGAATGTGAATGGCTCTT
GGAATATGTCCATTGTCCCACTCGTCTTTGTTGCGTACATCCACCAGAAATAGATTCGGG
TTGTTTGCCAGTAACTGCTTCAATTCCTCATAGGAGACCGTACCTGAGTCTGCACCTGCC
ATCTTGAATCCTTAGTTGTCAGATAAATGTATCAAGACAAAAGAAAAACACAATAAGAAA
CAACAAACCACAACAAGAATCAAGTTTCTTATGCACGAGGGAGAAAAAGCAAGTGTGACA
GAAAACGTCCACCACCCTTATCTTGTCCCCCGGCCATAATGNC
>CL36Contig3
TTTTTTTTTTCAAGTTTCTCATGCACGAGGGAGAGGAGCAAATGTGTTGGAAAAGGTCCA
CCACGTTTCTCTTCTCAAAGGTCTGCCCCTCCCTGTGCTGCTTTTATTAAGAACACAAGT
GGGAGGTAACAATTCAAGACAAAGACAAAAAGTTCATTAGGGGGTGTCGTCAAATGACCC
TTTTGGTTGGATTCTAACTTCAAACAGTATCCCTTATCAGCTGAGGACAGTGTGTCGTAA
ACCCCTCATCCTGGGTGGGAGATGAGAAGCAGATGAACAAACACACAACTGTTTTCAGAA



GAGGTAAAAAGGTCAATCTGAGTTAACATTTAAACATACATTTAACCAAATACATTTAAG
CAATGATAATAATAAAACAAATTCCTTCACATACTCCCTCCTTTTTATCATTGATAAATG
TCAAAATCTCACATCCAATATCACATCTCTTTTCAGTTTTCTGTGACATCTTCATTTTCA
TAACACTTTCAATTTACACTCAGATGAGAAGTTCTTTTTTTTTTTTCTCANGTCATTTCA
GTTTCAAAATCATTACNGNCATCTNGTTCNCCCTTTAANAACAAGTNGTATTCTNGACTC
AAAANAACACTCNGTACTCCACCATTCACNGCTCNGGAAATCATAGATNGAATACAAGGA
AAAATGCNCATAGNGAACACNCAACATATGATCAGTACCATAAGAATAGGNGTCACTATT
TTTAACAAAAGTTGCCACCAGGAACCAAAAGCAAGCCNGGAGAAGAAATCCCAAGATNGG
GGTTNCCNGTCATCCNGCATNGCCNG
>CL36Contig4
GGAACCTTTGANAAGAGCAGCGTGTTGGTTGTTTTCTGTCACACTGGCTGCTTCTCCCTC
GTGCATGAGAAACTTGATTCTTGCTGTGGTCTATTATTTCTAATTGTGTTTTTCTTTAAT
GTTTAGATGCATTTATCTGACATTCTTTGGTCCATTCGAGCCGGATGACAACATATCTGC
GTCCTTGGGGGGAGGACCACGCCGATTGAAGTCTGTCGACAGCCCGTGAGACTAGGTCTG
CGGAGGAAAGTCCGTCGTAGTGAATTCTACGCCGGCCAATCGACTGGTCTGATCCCTGGG
TCCGGATTGACGTTATCCGTAAACCAGTCAGACCACAACAACAAGGCAAGTAAAGCGCTT
TTACAGGGGTTCGAGTCCCCGAAGTGGCCCAGAATTCTGAGGGACAGGTTCAAGTCCTGT
TGCCTGAAACACGTGTGGGTTTGAAGTCCCGGAAAAGTCCAGAATTCTGTATAAAGGTGT
AGGTTCGAGTCCTGCAGCCTAAAACGCGTAAGAGGGTTCAAGTCCCTAAAAGGCCTATTA
AAATTTAAAAATAAATAAAAATAAAGTTTTTTTGGTGTGAATGTGTGTGCCTGTGTGAAA
GGAGTGAACTTGTTCGAAACAGTGGGCAGCTGGAAACCTTGCGGTGTTAACACAAGGCTG
CTTGTTGAAGTAGAACAAGATTTCATCTCATTTGGCTTTAGGTGAAAGGAACCCAGAGTC
TAAAACGTGTTTTGCTCCTGGGAGGACCCTAAACGTGTGACCGGATCAGACAATAGGTCT
GACCTAGAAGCTTGTTGCACGGGGAGTGAAATTCGGTCCTGAGAGAAATTCTCTGTTGGT
TCTGATCACACTCTGTGACTAACGTAAATAATAAAAAAAATAAAAAAAACAAAAAACAAA
TGGGGAATTCAAATAGAAAAGTAGAATTAACAGGGGATTCAAAATACATGGAAAGAGCTC
ATCCAGGCTCAACTACGTTCTTGAGAAAATGGGATAAAAACTACAATTTTAAGGGGAATN
CTTGGAGTACAGGCATGTACNAATTAGTTCAAAGGTTACAAATTAAAAACAAT
>CL36Contig5
TTTTTTTNNTCNGGTTTATTTAAATCAGTCACTGGTGGGTAAAAACCCGTCAACAGNAGG
AGCATTTGTCCCCTGGTAGGGAGGAGGTGAGAAATCAGCTGGTTTCTGCTCTCCCCCCTT
TCATCCTGCTCCTGCTCGGTCTGCAGCCTGCTGCAGCCTGCTGTTGCAGGGGTCTGAGTC
TCACATCCGATTTATCTCTAGTTTTACTTTTCTGAATGCCATTCTTTATTTTTCGTTGCT
TCATTTAAGCACAGTTTTGCACAAATTAATTCTTCACTATTTTTTTTGTTTCTTTTTTAG
GTTTTATTCTGGTTTGAATTGGTAACTGTTGAACTAATTCTGTACATTAGTGTACTCCAA
GATTCCCCTTAAAATTGTAATTTTTATCCCAGTTTCTCAAAAATGTAGTTGAAGCTGGAT
GAACTCTTCACACATATTTTTAATCTCATTTTAATTCAACCTTTCCATTTGAATTCCCCC
ATTTTTTTTCTTTTTTCTTTTATTTATGTTAGTCACAGAGCGTGATCAGAACCAACAGAG
AATTTCTCTCAGGACCGAATTTCACTCCCCGTGCAACAAGCTTCTAGGTCAGACCTATTG
TCTGATCCGGTCACACGTTTAGGGTCCTCCCAGGAGCAAAACCCGTTTTAGACTCTGGGT
TCTTTTCACCTAAAGCCTAATGAGATGAAATCTTGTTCTACTCCAACAAGCAGCCTTGTG
TTCAAGCAGCCTTGTGTTAACACCGCAAGGTTTCCAGCTGCTCACTGCTTCGAACAAGTT
CACTCCTTTCACACATGCACACACATTCACACCAAAAAAAAACTTTTTTTATTTTATTTT
TGTTGTTATTCTAGGCCTTTTAGGGACTTGAACCCTCTTACGCGTTTTAGGCTGCAGGAC
TCGAACCTACACCTTTATTTANAATTCTGGACTTTTCCGGGACTCCAAACCCACACGTGT
TTTAGGCAACAGGACTTGAACCTGTCCCTC
>CL36Contig6
TTAAAAAAAAAAAAAAGAACTTCTCATCTGAGTGTAAATTGAAAGTGTTATGAAAATGAA
GATGTCACAGAAAACTGAAAAGAGATGTGATATTGGATGTGAGATTTTGACATTTATCAA
TGATAAACAGGTGGGAGTATGTGAAGGAAATTGTTTTATTATTATCATTGTTTAAATGTA
TTTCTTTAAATGTTAACTCAGATTGACCTTTTTACCTCTTCTAAAAACAGTTCTGTGTGT
TTGTTCATCTGCTTCTCATCTCCCACCCAGGATGAGGGGTTTACGACACACTTTCCTCAG
CTGATAAGGGATACTGTTTGAACTTAGAATCCAACCAAAAGGGTCATTTGACGACACCCC
CTAATGAACTTTTTGTCTTTGTCTTGAATTGTTACCTCCCACTTGTGTTCTTAATAAAAG
CAGCACAGGGAGAGGCAAACCTTTGAGAAGAGAAGCGTGGTAGACGTTTTCTGTCACTCA
TGCACGAGGGAGAGGAGCAAGGTAAAAATCACTTTCACCTTTAATAAGGTGATGGCAAAA
AGTACAACTGGAGCATTGATGAGCTCAAAGTGGGTCCAGAAGGGCCAAGGCTGAACATTT
AAACCCCCAAGACATTGAACTGTGTTAGCAATAATGTCTAATGTGAAAACATTTCTTTTT
TTCAGTCTTTGCTCCTTATTCTGCAGTTACTGGCCTGTTTTCCTTTTTTTCCAAGTACTA
AGGCAGCTGTATTGTACTGTTATTATTGTAAACACACAGAAATAAAGCTACGACTTGAAA
GTCAAAAAAAAAA
>CL36Contig7
GTTTTTAATTCTGTTTTTAATTTGTAACCTTTGAACTAATTAGTACATTCCCCTTAAAAT
TGTAGTTGAACCTGGATGAACCTCTTTCCATATATTTTTAATCTCATGTCAATTCAACTT



TTTTATTTGAATTCCCCCATTTTTTAATTTTTCCAATTTTTTTTTTATTTACGTTAGTCA
CAGAGTGTGATCAGAACCAACAGAGAATTTCTCTCAGGACCGAATTTCACTCCCCGTGCA
ACAAGCTTCTAGGTCAGACCTATTGTCTGATCCGGTCACACGTTTAGGGTCCTCCCAGGA
GCAAAACCCGTTTTAAACTCTGGGTTCTTTTCACCTAAAGCCTTATGAGATGAAATCTTG
TTCTACCCCAACAAGCAGCCTTGTGTTAACACCGCAAGGTTTCCAGCTGCTCACTGCTTC
GAACAAGTTCACTCCTTTCACACATGCACATACATTCACACCAAAAAAAAACTTTTTTTA
TTTTATTTTTGTTGTTATTCTAGGCCTTTTAGGGACTTGAACCCTCTTACGCGTTTTAGG
CTGCAGGACTCGAACCTACACCTTTATTTAAAATTCTGGACTTTTCCGGGACTCCAAACC
CACACGTGTTTTAGGCAACAGGACTTGAACCTGT
>CL36Contig8
CTTTAATTTNGGTGTAAAGAGTCTGACGTGACACGGCAGCTGGCAAAAGTCTTTGCATAC
ATTCATGTTTTTAATCCAGTTTACGATGCATGACGGTTCCAAGGAATTGCATAAAAGAGG
CGTTTGTCATGTAATTCTGTGGTTTGGGTTGAGCAGAACAGTGCAAAGGATTATTATAGA
TGTGTGTAAAATGCAATAATCTTGACTAGATATAAGGAGATTAGGGTAGAAGAAAGCAGC
AGGAATAATGATTCATCTTTACAATGAGACAGTGCAAAACATCAATCTGTAGTAAGGCAC
ACAACAAAACTGGAGTGTTAAAGGATTCCTTCAACGTCACTAAGCCTCATACTCTGACGG
TTGGAAAATGAAGATGTGGGTTGCTCAAGGGAACTTTACTGAGGGGAGCAGTAACGGCCC
GCAAACAGAATGCTCATGGAGCTGTTGTGTCTGATGAAGAAGAGGAAGGGGTGGTCAGCG
ATGAAGGCAGCTGGCATCAGTGCACAGCCTGCTGCTGCTGCTGCGGCTGCTGCTGCTGCT
GCTTCCCTGCCTTTGAGAAGCAGAGAACCTCAGTCATCTGTGAGGCTGTGGTTCCTCTGG
CTCCCAGCATCACCATGGCTAGAGCGGAAGAGATGCTGAACGGAGAGTAGAACACGTTTG
CCGTTTTGTCTTTGTTACTCAGCTGTTTGAACAAGTCCAGAGAGAAGTTGGTGTTGGCGC
TGGAAACAGTGTTCAGGGAGGCCATGATTTCCTTAGTCATCTGTGAGGCTGTGGTTCCTC
TGGCTCCCAGCATCACCATGGCTAGAGCGGAAGAGATGCTGAACGGAGAGTAGAACACGT
TTGCCATTTTGTCTTCGTTACTCAGCTGTTTGAACAAGTCCAGAGAGAACTTGGTGTTGG
CTTTGGAAAGAGTGTTCAGGGAGGCCATGATTTCCTCGTTGATCATGAACCTCGCAGCAT
CATTGAACATGTCGTAATCGTCGTCTGTGTACACTATGTTCCTGTACTGATAGTGATAGT
TTCCATAAACGACCAACACTAGACATACAAAAAAGGAGACCAGGAAGAGGACTCGCTTCT
CCGCTGACAGTCTCTCCATCATCCTGGAGCGCACAGCTAACAAACCTGCTTAGCAGGTTG
AACCGCCGGCCAAATGGTTAGTCAAGGATTCTTTTCCGCAGACTGTTCGTCCCTCCTTGA
AAATTTGTATTTTGCTGAGCTTAAGAGTTGCTTTAGATATATTTAAAAGTTTAAATGCAT
ATTGATAGCAGTTCGTTGGAGTTCAAACCTTATTTCCGGAAGTGTCTTCTTCTTCCCC
>CL36Contig9
AGATCCTTGAGATGCCCTACAAAGACAAGGAAGCTAAGCATGCTGGTCTTCCTGCCCACT
GACATCGAGGACAGCACCACCGGCCTGGAGAAGCTGGAGAAGGCCCTGACCTACGAGAAC
TTTATGGAGTGGACTCGCCCAGACATGATGAACGAGGTGGAGGTCAGGGTGGGCTTCCCT
CGCTTCAAGATGGAGCAGAAGTATGACATGAAGAAAGTCCTGGTCAGCATGGGCATGGCG
GACGCTTTCGACATGTCAAAGTGTGATTTCTCTGGCATGTCTCCAGCCAATGACCTGGTG
CTGTCAGAAGTCTTCCACAAGGCTTTTGTGGAGGTCAACGAGGAGGGAACAGAGGCGGCT
GCTGCCACCGCGTTCATCAAGTATGGCTTTATGCTGAATTTTTCCACTGACGTCTTCATC
GCTGACCACCCCTTCCTCTTCTTCATCAGACACAACAGATCCATGAGCATTCTGTTTGCG
GGCCGTTACTGCTCCCCTCAGTAAAGTTCCCTTGAGCAAACCACATCTTCATTTTCCATC
CGTCAGAGTATGAGGCTTAGTGACGTTGAAGGAATCCTTTAACACTCCAGTTTGGTTCTG
TGCCTTTCTACAGATTGATGTTTTGCACTGTCTCATTCTAAAGATGAATCATTATTCCTG
CTGCTTTCTTTTACCCTAATCTCCTTATATCTAGTCAAGATTATTGCATTTTACACACAT
CTATGATGCTCCTTTGCACTGTCCTGCTCAACCCAAACCAAAGAATGAAATATGACAAAC
GCCTCTTTTATGCAATTCCTTGGAACCGTCATGCATCGTAAACTGGATTAAAAACATGAA
TGTATGCAAAGACTTTTGCCAGCTGCCGTGTCACTGTCATGTACTCTTTTACAC
>CL36Contig10
CCTTCTTTCTCCTCAAATATTAAGCCCATAAGGCAAAAAACAAGACATTTCAGCAAACCA
CACACTTTAATTTCAGGTGTAAAAGAGTACATGACAGTGACACGGCAGCTGGCAAAAGTC
TTTGCATACATTCATGTTTTTAATCCAGTTTACGATGCATGACGGTTCCAAGGAATTGCA
TAAAAGAGGCGTTTGTCATGTAATTCTGTGGTTTGGGTTGAGCAGAACAGTGCAAAGGAT
TATTATAGATGTGTGTAAAATGCAATAATCTTGACTAGATATAAGGAGATTAGGGTAGAA
GAAAGCAGCAGGAATAATGATTCATCTTTACAATGAGACAGTGCAAAACATCAATCTGTA
GTAAGGCACACAACAAAACTGGAGTGTTAAAGGATTCCTTCAACGTCACTAAGCCTCATA
CTCTGACGGTTGGAAAATGAAGATGTGGGTTGCTCAAGGGAACTTTACTGAGGGGAGCAG
TAACGGCCCGCAAACAGAATGCTCATGGAGCTGTTGTGTCTGATGAAGAAGAGGAAGGGG
TGGTCAGCGATGAAGGCAGCTGGCATCAGTGCACAGCGCAGCATCATGACCGCTGCGGTG
GCAGCAGCCGCCTCTGTTCCCTCCTCGTTGACCTCCACAAAAGCCTTGTGGAAGACTTCT
GACAGCACCAGGTCATTGGCTGGAGACATGCCAGAGAAATCACACTTTGACATGTCGAAA
GCGTCCGCCATGCCCATGCTGACCAGGACTTTCTTCATGTCATACTTCTGCTCCATCTTG
AAGCGAGGGAAGCCCACCCTGACCTCCACCTCGTTCATCATGTCTGGGCGAGTCCACTCC
ATAAAGTTCTCGTAGGTCAGGGCCTTCTCCAGCTTCTCCAGGCCGGTGGTGCTGTCCTCG



ATGTCAGTGGGCAGGAAGACCAGCATGCTTAGCTCCTTGTCTTTGTAGGGCATCTCAAGG
ATCTGGCAGTTGATTTCAGGGATGTAGGTCAGAGGAAACTTGGATTTCTGGTACATCATT
TTTACTGTCTTTTTAGCATTCTTGTTCAGTCGGAAGTCAGCGTCACGAGTTTCCTGCGCA
TCAAACTTTTTGTTCCAGTTGCCTTTGAAATAGATGGCATTGACCAGCACAAGTCTGGTC
AGGTTGTTCAAGGAACCCTCGGCGAGGATGTCTTTGATTTTACCTTGTGTCTGTTTCTCC
ACCCAGGTGTTGATGTTGAGCCTGGCAGCTTCAGAACCCTGCATGAAGTTCACCTTCTCC
AGCTCTGCTTTGTAGTGCTTCCTGCTGTTTCCCAGGAACTCCTCGACGAACTGGTAGGTC
TGCTCTCCAAAAAGCCTGTTAGCTACACTCAGAGCGTAACTGGCCTTAGGCTTGTTGAGC
TGGCCCAGCAGCTCAGCAAAGCTAGCATGGACCTGATCCTGGGAATCCCGGAGTTTCAGG
CTCTCAGTCATCTGTGAGGCTGTGGTTCCTCTGGCTCCCAGCATCACCATGGCTAGAGCG
GAAGAGATGCTGAACGGAGAGTAGAACACGTTTGCCGTTTTGTCTTTGTTACTCAGCTGT
TTGAACAAGTCCAGAGAGAAGTTGGTGTTGGCGCTGGAAACAGTGTTCAGGGAGGCCATG
ATTTCTGCCGGTCGCTGGTACTGCTGCGTCGAGGAGTCGCTGGTCTCAGAAAACCTGAGC
TTCTAACCTGTAGTTTTGACAGATATATGTACACACCCCAACACAGAAATGTGCTTCCGC
CTACGTACAA
>CL36Contig11
CAGTGTGACAGAAGACAACCAACACGCTGCTCTTCTCAAAGGTTCTGCCTCTCCCTGTGC
ACCTTTTATTAAGAACACAAGTGGGAGGTAACAATTCAAGACAAAGACNAAAAGTTCATT
AGGGGGTGTTGTATAATGACCCATTTGGTGGATTCTAACTTCAAACAGTATCCCTTATCA
GCTCAGGACAGTGTGTCGTAAACCCCACTCTCTTCCTTGCTGGGATGAGAAGCAGATGAA
CAAACACACAACTGTTTTCAGAAGAGGTAAAAAGGTCAATCTGAGTTAACATTTAAACAT
ACNTTTAAACAAATACATTTAAGCAATGATAATAATAAAACAAATTCCTTCACATACTCC
CTCCTTTTTATCATTGATAAATATTAAAATCTCACATCCAATATCACATCTCTTTTCAGT
TTTCTGTGACATCTTCATTTTCATAAAACTTTCAATTTACACTCAGATGAGAAGTTCTTT
TTTTTTTTTCAAGTAATTTCAATTTCAAAATCATTACAGTCATCTTGTTCTCCCTTTAAT
AACAAGTTGTATTCTTGACTCAGAAGAACACTTTGTACTCCACCATTCACTGCTCTGGAA
ATCATAGATTGAATACAAGGAAAAATGCACATAGTGAACACACAACATATGATCAGTACC
ATAAGAATAGGTGTCACTATTTTTAACAAAAGTTGCCACCAGGAACCAAAAGCAAACCAG
GAGAAGAAATCCCAAGATTGGGGTTTCCTGTCATCCTGCATTGCCTGCTGAACCTTTTCA
AGTTGATGTAATGCTTCAGTGATGCTGTGACCTTCATCGGTGTTGTCAGGAATAAATGTA
CAACAGGTATCATTTAACATTTTACAAACACCTCCCTCCTGAGCAACCAATAAGTCCAAA
ACCAATCTGTTCTGTAGAACCATAAGTCTCATGCTTGACATTTCTTCATTATAGCCTTTA
AATGCTTTAATTGTAGCGTTCAAAAATAAACCTAATCTATAATCAATGGTCTCAATTCTG
AGAGCGTTTTTAGCATTTCCCACTCAGGGAAACAATGCCATAGTTACCTTTTCCCCAGTA
TTCCAGTGTTTATGGTCTCCAGGTACATCTGATCCCCAAATGGAATCATGTGGCTTGACA
TCAATAAGGTTACGTCTGTGGCGCAGGTGAGGCTCATGGACTGCAGAAACTATGAAAGTG
TGATCTGTGACCTTTACAGAAACACAAATCCCACTCCAGTCTCTAGGCAGACTGAGGTAG
AGGGCCTGCCCACATAACCAAAACATTTGATCAACCACATAAGTACCATTGTTACCTGGA
ATTAAATCTGGATTAGATTCAACACAATGTCCTCTGGGGCAGGGAACTGCATGGGAAACT
CTGTCATTGATTATCTGGACTGTGAAGGGAACAAGAAGTTCATGACACATCTTTGTCGGC
AAAGTTCCTAAAAACTCTGTGCCATTGTTAGTTACGCAATGTGGAAACACAGTTCCTGGT
TCCACACTAGCATATGGAGCTAATGATTTTGTCAATTTCAGTTTTTTAAACTGATACAAA
CTCTTGCAACTCGGTCTTACAAGAGTACCATTTGAAGTGGTGACGGCTCCAGTACTAATA
TACCCTCTGGTACTATATTCAATAACACAGTCGCTTTTCCACTCAGAAAATTGCTTTGCC
TGCAAATTAGGATGTAGGGATGAAGCTGCAATTACAGAACAAACATAGCAATCAGATCTA
TTCCTTTCTTTAGCCAGTAACATAACATACCTATACCAAGAATTTGTCATATACAGGTGA
GTTATGTTCATTTTTGGACTATTCAAAACATCATGTTCATCAATACTCAGCCATCGTCGA
GAAATGTTTAGTCTTTCCTCGCTGGTGGTTCTTCTTGCAGGTGGATAATGATTCCAAAAG
AACCAAATCCATGTGGTGGCTCCTGTCAGGAATAGCAGGAACAGTAAACAAAATAAACTG
TCTCTTAGCCCAGTTGGACACGCCATGGTGGATATGTACCTATCTTCGGGAGGGAGAGGT
TACTAGCACATCACCTCCTCAAGTCCTCTAACAGTGTAGGATCCGTGTAGTGCAAAAGAG
TTCTGGTGTGCTTTCTTCCCTAAGACTAGGTGGATCTCTCGGCTTCGCTGACGTTGAGAC
AAGCAGCTTCTATACGGCTGCCTCCCTTTGTAGTCAGACTTCCCCACCTAGCAGTTGGAA
TTAGCCTCACCCAGATGCTTTTTCTTGCAGTGTGACAGGTGGATCCAAGACGTCCTTTCA
GCAATCTTTACAGCTGTTGGTGTAGTCAGCAGGACTTGGAATGGCCCTTCCCCCCGTGGG
CTGGACCAACACTTCCTTTTTATGGCCTCCACAAACACCCAGTCACCAACCTGCACTGGT
GAAGTGTCCTGTGGAGATAAAAAGGAATCTGGCACTTGATTTGTCCTTTGCACATCTTTA
GTGGTAAACATTTTTCTCAAATAATCCACTAAATTTGCATCATCATCTGGAGAATGTTGC
TGTGTAGGATCAAGGTCTGGTAACCTATAAGAACGTCCATACAACATTTCAAAAGGCGTT
AAAGGTTGACCTGCTGTGCGTGTGATACGCATGCTTAGTTGAACTAAGTCTATGCAGTCA
GGCCACTGTCTGTTTGTCTCTTCCATGCATTTCTTTAACTTTGATTTGATAGTGCTATTA
GTTCTCTTAACTAATCCTGCACTCTGTGGGTGATAACTACAATGTCTCTTTAGATCAATA
CAAAGATGTTGAGCCATTTTGTCTATCACTTGATTTACAAAATGTGTACCATTATCACTT
CTTATCACTTGTGGTATGCCAAAAGTTGGGATTATTCTTTTACAAATAGCTTTAGCTACT



GTAATAGCATCTTGTGTTGCACATGGAAAAATTTCAACCCATTTGGAAAATGCATCAATA
ATCACTAAACAATATTTCAATCCCCGGCCATA
>CL36Contig12
TTATGGCCGGGGAAAGTGTTATGAAAATGAAGATGTCACAGAAAACTGAAAAGAGATGTG
ATATTGGATGCGAGATTTTGACATTTATCAATGATAAACAGGTGGGAGTATGTGAAGGAA
TTTGTTTTATTATTATCATTGTTTAAATGTATTTCTTTAAATGTTAACTCAGATTGACCT
TTTTACCTCTTCTGAAAACAGTTGTGTGTTTGTTCATCTGCTTCTCATCCCAGCAAGGAA
GAGAGGGGGGTTTACGACACACTGTCCTGAGCTGATAAGGGATACTGTTTGAAGTTAGAA
TCCAACCAAAAGGGTCATTTGACGACACCCTCTAATGAACTTTTTGTCTTTGTCTTGAAT
TGTTACCTCCCACTTGTGTTCTTAATAAAAGCAGCACAGGGAGAGGCAGACCTTTGAGAA
GAGAAGCGTGGTAGACCTTTTCTATCACACTTGCTCCTCTCCCTCGTGCATGAGAAACTT
GATTCTTGTTGTGGTTTGTTGTTTATAATTGTGTTTTTCTTTAATGTCTAGATGCATTTA
TCTGACATTCTTTGGTCCATTCGAGCCGGATGACAACATATCTGCGTCCTTGGGGGAGGA
CCATGCCGATTGAAGTCTGTGCACAGCCCGTGAGACTAGGTCTCCGGAGGAAAGTCCGTC
GTAGTGAATTCTACGCCGGCCAATCGACTGGTCTGATCCCTGGGTCCGGATTGACGTTAT
TCGTTAACCAGTCAGACCACAACGACAAGGCAAGTACAGCGCTTTTTCAGGGGTTCAAGT
CCCCGAAGTGGCCCAGAATTCTGAGGGACAGGTTCAAGTCCTGTTGCCTAAAACACGTGT
GGGTTTGGAGTCCCGGAAAAGTCCAGAATTCTAAATAAAGGTGTAGGTTCGAGTCCTGCA
GCCTAAAACGCGTAAGAGGGTTCAAGTCCCTAAAAGGCCTAGAATAACAACAAAAATAAA
ATAAAAAAAGTTTTTTTTTGGTGTGAATGTGTGTGCATGTGTGAAAGGAGTGAACTTGTT
CGAAGCAGTGAGCAGCTGGAAACCTTGCGGTGTTAACACAAGGCTGCTTGTTGGAGTAGA
ACAAGATTTCATCTCATTAGGCTTTAGGTGAAAAGAACCCAGAGTCTAAAACGGGTTTTG
CTCCTGGGAGGACCCTAAACGTGTGACCGGATCAGACAATAGGTCTGACCTAGAAGCTTG
TTGCACGGGGAGTGAAATTCGGTCCTGAGAGAAATTCTCTGTTGGTTCTGATCACACTCT
GTGACTAACGTAAATAAAAGAAAATTAAAACATGGGGAATTCAAATAAAAAAGTTGAATT
AACATGAGATTATAAATATATGGAAAGAGGTTCATCCAGGTTCAACTACATTCTTGGTAA
AATGGGATAAAAACTACAATTTTAAGGGGAATGTTCTGAATTAGTTCAATGGTTACCAAT
TAAAAACAGAATAAAAACTAAAAAAGAAACAAAAAAATAGTGAAGAATTAATTTGTGCAA
AACTGTGCTTAAATGAAGCAACAAAAACTAAAGAATGGCATTCAGAAAATTAAAACTAGA
GAAGCATGTCTGATTGCTAAAAAAAAGGAGGATAAATCAGTTGTGAGACTCAGACCCCTG
CAACAGCAGGCTGCAGCAGGCTGCAGACCGAGCAGGAGCAGGATGAAAGGGGGGGAGAGC
AGAAACCAGCTGATTTCTCACCTCCTCCCTACCAGGGGACAAATGCTCCTCTGTTGACGG
GTTTTTACCCACCAGTGACTGATTTAAATTAACCCAAAAAAAAAAAAAAAAAAAAAAAAA
AACCT
>CL36Contig13
AAACCTCTACATTATGGCCGGNGGTGTTGGGGTGTGTACATATATGTGTCAAAACTACAG
GTTTGAAGCTCAGGTTTTCTGAGACCAGCGACTCCTCGACGCAGCAGTACCAGCGACCGG
CAGAAATCATGGCCTCCCTGAACACTGTTTCCAGCGCCAACACCAACTTCTCTCTGGACT
TGTTCAAACAGCTGAGTAACAAAGACAAAACGGCAAACGTGTTCTACTCTCCGTTCAGCA
TCTCTTCCGCTCTAGCCATGGTGATGCTGGGAGCCAGAGGAACCACAGCCTCACAGATGA
CTGAGGTTCTCTGCTTCTCAAAGGCAGGGAAGCAGCAGCAGCAACGGCAGCAGCAGCAGC
AGCAGCCGCAGCAGCAGCAGCAGGCTAAAGGAGCGCAGCAGATGATGCAGATGCAGCAGA
AGGGCCAGGCCAGTCTGCCAGCTCAAGTGAAGAGCCTGAAACTCCGGGATTCCCAGGATC
AGGTCCATGCTAGCTTTGCTGAGCTGCTGGGCCAGCTCAACAAGCCTAAGGCCAGTTACG
CTCTGAGTGTAGCTAACAGGCTTTTTGGAGAGCAGACCTACCAGTTCGTCGAGGAGTTCC
TGGGAAACAGCAGGAAGCACTACAAAGCAGAGCTGGAGAAGGTGAACTTCATGCAGGGTT
CTGAAGCTGCCAGGCTCAACATCAACACCTGGGTGGAGAAACAGACACAAGGTAAAATCA
AAGACATCCTCGCCGAGGGTTCCTTGAACAACCTGACCAGACTTGTGCTGGTCAATGCCA
TCTATTTCAAAGGCAACTGGAACAAGAAGTTTGATGCGCAGGAAACTCGTGACGCTGACT
TCCGACTGAACAAGAATGCTAAAAAGACAGTAAAAATGATGTA
>CL37Contig1
CGGCACGAGGAGCCATTTCACCTCCACCGGCGAACCCCAGCGAGAGCGAGCAGCGGCGCC
CGAAGACACCCGAAGATGACCGAGCAAGCCATCTCCTTCGCCAAGGACTTCCTGGCTGGT
GGGATCGCCGCTGCTATTTCAAAAACAGCTGTGGCCCCCATCGAGAGAGTCAAACTTCTC
CTCCAGGTTCAACATGCCAGCAAACAGATCTCAGTTGACAAGCAATACAAGGGCATCGTC
GACTGTGTTGTCCGTATCCCCAAAGAGCAGGGCTTTATTTCATTCTGGAGAGGAAACCTG
GCCAATGTCATCAGATACTTCCCCACGCAGGCCCTCAACTTTGCTTTTAAGGACAAGTAC
AAGAAGATTTTCCTGGATGGAGTGGACAAGCGCACACAGTTCTGGAGATACTTTGCAGGT
AACCTGGCATCCGGAGGCGCCGCAGGGGCCACCTCGCTGTGTTTTGTCTACCCCCTCGAC
TTTGCCAGAACGCGACTTGCCGCTGATGTTGGTAAAACGGGACAGGGGCGTGAGTTCAAG
GGCCTGGGAGACTGCTTGGCGAAGATCTTCAAGTCTGATGGCCTTAAAGGTCTGTACCAG
GGCTTCAATGTGTCAGTGCAGGGCATTATCATCTACAGAGCTGCATACTTTGGCGTCTAC
GACACAGCAAAGGGGATGCTGCCAGACCCCAAGAACACACACATTTTTGTTAGCTGGATG
ATCGCTCAGTCTGTCACGGCTGTTGCTGGGCTTGTGTCTTACCCCTTTGACACCGTTCGG



CGTCGTATGATGATGCAGTCTGGACGCAAAGGAGCTGACATCATGTACACTGGCACTATT
AACTGCTGGAGGAAGATTGCACGCGATGAAGGACCCAAGGCCTTCTTCAAAGGAGCATTG
TCTAATGTGCTCAGAGGCATGGGCGGTGCCTTTGTGCTCGTTTTGTACGACGAGCTGAAG
AAAGTCATCTAAGTTGACCTTGTGTTTTCACTCTACATGTTAAAAAGTTTAACTGTAACA
TATCTTGTACATTTGGAAGGACTTAAATGCAGATAAATATATTTATAGGGACCAACTAGT
ATTTTTTACTAGTTGTACCGGGGGGAATCTGTTATGCACTCTTTGCTTTTCCCTTTTCTT
TTTCTCTTTTTGTTTTGCCCCCACACGTTAATTTCATTCCCTGACAACAGGAACCTTGCC
AGATTAACAAAAATGAAATGAAAATAAAGGCAACCTACCAACTGAAAAAACCTCGTGCCG
>CL37Contig2
AGTGTCATTTTCTCTGTTTCTCTGGTCTGCCTATGTGGCGACCCCTAGGCATATGCTGAA
AGATGAACAACAACTTGAATACAAAGTCTTCATTAGACCAACACAGATTCATTTATAATA
AAATAATGTATACGGTGGGATAGAAGCATCAGTGGTCAAAGTAAAACACATTTTGGGCCC
CAGTAACTTCTGCAGAAACACGAGGAGTGTCCTCGTCTTCTCTGACTGTCTCACAGGAAG
ATTGAAGGCTGTTTTTCCTCAATGTTGAACAGGCCATGTATACACGTTTCTGACGTTACC
CTAATCAAACACACACACACACACTGTCCTCCTGCGGCTATGCAGACTGGCAGCATGCAT
GCCCACATTTCAATTCATTAAGATGTTGTCAGTGAAATAAGACTTAAACAAAGTGGAGGG
TTTCCTTAAGGACTTGGACTTTATTATGTGAACTTCTTGATCTCATCATAGAGCACCAAC
ACAAAGGCGCCACCCATGCCTCTGATCACATTGGACCAGGCACCCTTGAAGAAGGCCTTA
GATCCCTCATCTTTTAAGATCTTCTTCCAGCAGTCCATTGTGCCCTTGTACATGATGTCA
GCTCCTTTGCGTCCTGACTGCATCATCATACGACGCCTGACTGTGTCAAAGGGGTATGAG
ATAAGACCTGCGGCGGCAGTCACAGTCTGTGCGATCATCCAGCTCACCACTATGTGCGTG
TTCTTTGGATCTGGCAGCATCCCTTTGGCTGTGTCAAAGCATCCAAAGTAAGCTGCTCTG
TAAATGATGATACCCTGCACGGACACATTGAATCCGAGGTACAGACCCTTGAGCCCATCG
CTTTTGAAGATCTTTGTGATGCAGTTTCCCAGGCCAGTGAATTCTCTCTCTGCTGTCCCC
TTTCCAATGTCAGCTGCCAGCCTCGTCCTGGCAAAGTCAAGTGGATACACAAAACACAGA
GAAGTTGCACCTGCAGCGCCGCCAGATGCCAGGTTACCAGCGAAGTAACGCCAGAACTGT
GTCTTCTGATCCACACCACCCAGGAAGATCTTCTTATACTTGTCCTTGAAGGCGAAGTTC
AGGGCTTGCGTGGGGAAGTAACGGATCACATTGGCCAGGTTACCTCTCCAGAAGGAGATG
AAGCCTTGCTCCTTAGGGATTCTCACCACGCAGTCCATGATTCCCTTGTACTGTGTCTCA
GCTGTGATCTGCTTGCTGGCGTGCTGGACCTGCAGCAGCAGCTTGACCCTCTCTATGGGG
GCGACCGCTGTTTTGGAGATGGCAGCTGCAATGCCACCGGCCAAAAAGTCTTTCATAAAA
CTAATCACGGCGTCCGACATGGTTGCGCTAAGTGCAGAGTTTCAAGAGCCGTTCCAAACT
TCACCAAGCTCCTCAAGGAAACCCAACGCTCCTCCAAGTGTAGGCCA
>CL38Contig1
TCGGCACGAGGAGTCCCTTTTGGGTTTTCATCGGCGGTAAAACTGGTTAGTCATGAGAAA
ATGGCTAATGCTATGGAGGCCATTACCGTCATATTCCTAAAAAGAAGTCATCATGGCTGC
CCTCAGACCCCTAACGAAACCCAGGCTCATCAAGAAACGAACCAAGAAGTTTATCCGTCA
CCAGTCTGACAGATACGTTAAGATCAAGCAAAACTGGCGCAAGCCCAGAGGAATCGACAA
CAGGGTCCGCAGAAGGTTCAAGGGCCAGATGTTGATGCCCAACATTGGTTATGGTAGCAA
CAAAAAGACCAAGTTCATTTTGCCAACCGGCTTCAAGAAGTTTTTGGTCCACAATGTCAA
AGAGCTGGAAGTCCTGATGATGAGCAACAAGACTCACTGTGCTGAAATCGCTCACAACGT
CTCCTCCAAAAACAGGAAGGTGATTGTGGAAAGGGCTGCTCAGCTGGCAATCAAGATCAC
CAATCCAAATGCCAGGCTCAGGAGTGAAGAAAACGAATAAACTTGTTATCAAAAT
>CL38Contig2
TGATTTTTCAGTTAGTACTGCAATCAATTCAAATGTTAGAACGTTTGACGAAAGAACAAA
AGCATTTATATATACATAAATGTTTCTCAGGGGTGTACAACCTTTGTTTTGTAGAAATTT
GAAGATCAGTTTTTCCATTTTTGCAGCGATTACAAATGAATAAAAAATGTGGGTCATTAG
GCATCAAACTGACTTAAAGTTTTTAATCTGATAAATCATGATTTTTCTCACAGTTTAAAG
GGAAAAAAAATCATCAACCTTATCTGCAACAATAAAAAAAAGTTGAACAAGGAAAACAAA
AATCCCACTCTTAAAGAATATAAAAGTAATAATTTGGTTTTATTGAATGCACATTTGAAA
AAATGTCAGTAGCATTATTGTTTATATAAAGTAAAAGACACAGCTTTTGTTAGTAAATCT
AGTGTTGGAAGTGCAGATACTGGTTTGGTAATGGATAATGGGCAGCAGCTCATGTTAAAA
AGTAAGATAACAATATTAGTAACAAAAGAATACAAAAATATTCCATTTTAGTAACAGCTA
GACAAACACACTATCAAATATAACAATCCCTTAGGTAGCTAGAGAAGATATTTATCCTGC
TTTAGGTAATATCTGGTGAGTGTAAAAAACGAATCCAACAGTTTGGATGAAATAGAATAT
AAAATGCCACTAAACAGTCTCCCAGTAACATGATAAACCAACATGTAACACTAACAAGAC
AAACTTTAAAAGCTTGGCTAAGAAAGATCTCAGGTGAAACATACATGTGCTTCTATAGTT
CAGTTGGATTTGCGAATCGTGTTTACGGCTGTTTGAGCCCAGCTACCCGCGGCGTCCGAG
AGGTTTGAGGCTCGGCGTGAGACGTTCGAGCGGCTGAGTTTCCCGCTGGGGTCCAACTTC
CTCATCAGCTCCTCCGGAGCGTTTCTTCAGAGCAGGCCCGTCTCGTTTTCCCATAATGTC
ATCAAAGGCTTTAGACAGACGCTGGAGTCTGCTGAGTCCATTAGAAACGGATTCCAAATC
TTGGTCAAACTTTAGTCTCTGGCTCTGTGTGTTGGGGGAAGCATAAGGACTTCGTAAAGC
AGCCATTCGAACCAGTTGCCTCCTGCCTCCTCCTGTTTTAACCCCACCCTCGTGCCGAAT
TCGGCACGAGGGACGAAGTCCCTTTTGGGTTTTCATCGGCGGTCATCATGGCTGCCCTCA



GACCCCTAACGAAACCCAGGCTCATCAAGAAACGAACCAAGAAGTTTATCCGTCACCAGT
CTGACAGATACGTTAAGATCAAGCAAAACTGGCGCAAGCCCAGAGGAATCGACAACAGGG
TCCGCAGGAGGTTCAAGGGCCAGATGTTGATGCCCAACATTGGTTATGGTAGCAACAAAA
AGACCAAGTTCATTTTGCCAACCGGCTTCAAGAAGTTTTTGGTCCACAATGTCAAAGAGC
TGGAAGTCCTGATGATGAGCAACAAGACTCACTGTGCTGAAATCGCTCACAACGTCTCCT
CCAAAAACAGGAAGGTGATTGTGGAAAGGGCTGCTCAGCTGGCAATCAAGATCACCAATC
CAAATGCCAGGCTCCAGGAGTGAAGAAAACGAA
>CL38Contig3
TTTTTTTTTTCTCCTTTCCATGATTGCTGTATGTTCAGGAAAGCCAAACCCTTCCATTTT
AGCTGGTTCGGTGGTGAGGTCAGCTGCTCACAGTTTCCAAATCAACAGAATATCATACTT
CAAACGAGCTAAAACTGAGGCGTCAGTTAGTTTTCCGTTGGTTAATTGTGATCATAAACT
ACAACAGTGGGGCGTTGAGCGGGAGCGCTGAGACCGTCGGTGGTTTGTGGGACCACGTAA
TGTCCGACGATGACAGCCGTCCTGGCTCCATCTGGTATTTATAACGCGCCGCTTTGATCT
TATATCATAAAAACCTATAATGACCAATCGGTGTTAGTTTTAGAAACAGAAATCTGAGCA
CAGTAAGGAGGACAAACGGAAAACACTGATGCAGCTTGATATCATGGCTTAGTGGAGAAG
GGTTATAGTAATAATTACCAACAACTGTGATAACATTTGGGCTGAGGAAAAGTTACAAGA
TGAAGTGTGTGGATTAGCAGTTGATATGCTGGATTTTCATCTAATTGACTGACCAACAAC
AGTTCAAATGAGATGATATTTGCAGGTTGGTTGTGAGTGACCACTGCCAGAGTGCGCTCT
GTGATGGTAACATAAAAAACAAAAACAAAAAAGAAAAAGCAGTGTGGTCCCACTGTGAGG
GCTGCAAGGGAAACGCCTAACTGGTTTTATTTTCCTCGTGCCGAATTCGGCACGAGGCCT
CGTGCCGAATTCGGCACCGAGGGACGAAGTCCCTTTTGGGTTTTCATCGGCGGTCATCAT
GGCTGCCCTCAGACCCCTAACGAAACCCAGGCTCATCAAGAAACGAACCAAGAAGTTTAT
CCGTCACCAGTCTGACAGATACGTTAAGATCAAGCAAAACTGGCGCAAGCCCAGAGGAAT
CGACAACAGGGTCCGCAGGAGGTTCAAGGGCCAGATGTTGATGCCCAACATTGGTTATGG
TAGCAACAAAAAGACCAAGTTCATTTTGCCAACCGGCTTCAAGAAGTTTTTGGTCCACAA
TGTCAAAGAGCTGGAAGTCCTGATGATGAGCAACAAGACTCACTGTGCTGAAATCGCTCA
CAACGTCTCCTCCAAAAACAGGAAGGTGATTGTGGAAAGGGCTGCTCAGCTGGCAATCAA
GATCACCAATCCAAATGCCAGGCTCAGGAGTGAAGAAAACGAA
>CL38Contig4
TTTTTTTTTNGGGNTTTTTTTTTTTTTTTTTTTTTTTTTTTTATTAGATGTAAAGACTTT
ATTTTGAATAACAAGTTTATTCGTTTTCTTCACTCCTGAGCCTGGCATTTGGATTGGTGA
TCTTGATTGCCAGCTGAGCAGCCCTTTCCACAATCACCTTCCTGTTTTTGGAGGAGACGT
TGTGAGCGATTTCAGCACAGTGAGTCTTGTTGCTCATCATCAGGACTTCCAGCTCTTTGA
CATTGTGGACCAAAAACTTCTTGAAGCCGGTTGGCAAAATGAACTTGGTCTTTTTGTTGC
TACCATAACCAATGTTGGGCATCAACATCTGGCCCTTGAACCTCCTGCGGACCCTGTTGT
CGATTCCTCTGGGCTTGCGCCAGTTTTGCTTGATCTTAACGTATCTGTCAGACTGGTGAC
GGATAAACTTCTTGGTTCGTTTCTTGATGAGCCTGGGTTTCGTTAGGGGTCTGAGGGCAG
CCATGATGACCGCCGATGAAAACCCAAAAGGGACTTCGTCTACGCCTCGTGCCGAATTCG
GCACGAGGGATTCATTTTAATTGAAACAATTAATGAAAGATCAACAACAATACAAAGACT
CTTTGTTACACATTGAATTTCCCTTTGCTGCCTTTCAGAAAAACAAGAGAATACTAAAAA
AAGAAAAAACCTTTCGGTTTCTATTGTAATGCCTTTGTCATTTTGCAGTTCAAGTCTGAG
TGTGTGTGGTGTTAAAGTCGACATTCATGACAGATTTTTAGAGAGGCAAAGTCAAGCAGA
GTTTTTTAAAGTGGTTCAAAAAGTGTAACACGAAAATCCAGAGAGAGTGACACTCCCAGG
CGTGTGGATTAAGGGTAAAGTCTCATTAATGCCGATGATCTATCTTGTCCAAGATATATG
GTGAATCTATTGACACGGATGTTCTCATAAACTCCTTAAAAAAGGATCAAACTGCTGAGC
ACCAGCGTACCACCGTCTGAGGCAGCACGTTTACAGACACAAACACTTTCTTTCCCAGTG
AAATAGAAACATTTTTAAAATCCAACGCTGTAAAAAGCATCTTGACACATAAAAGTTAAA
AAATGTCCCCAAAAGAAAACCCATTCTTCCCTTAATTCAAGGAGCAGTTCAGACTTTTAA
AATATGACATTAATTCAACGTTTCTGTCTGAAACTCCTGACATTTTGCCTCCAAAGTCAG
AGCAACTGTGGATCCACGATAACGTTTTCTGCTAAGTTCAGTGTAAAACAATTATATCAT
TAAAAGGTGGATTTAAGGAAAAATACTGCGATATTTCTGGAGAATCTTCTCCGAGCGCTC
CAGAGGACACGGCATCAACGGGAGGCGAGGGGGACCAAGATGCAAGCCGGACACCTCCAT
CATCAGCTGTTTGTTCACGCCAACGTCAAAGCCAAGTTTCATAGCAAAGCTCAGCAGCTC
CTGCATCTGGAACTGTATGGCCCTGGCTTGGATAA
>CL39Contig1
TTTTTTTTTTGCAATTTTCAATATGTTTGATTTTATTGACTGAAAATACTCATTGGTAAG
TTGTTGATGGTCAAACACGGCGTCTGTGTTCATATCCTGCACTAGTACAAGATCGAGTTC
ATCCAATCGATGTAGGCAGACACGCGGGTGAAGACGGTGGGCTTCTGGGGATAGTTGCAT
CCATATCCAGACACAAAGCTGGCAATACCATGGACATAGTATTTGCCGCTAACCTGGCAG
TTCAGAGGGCCTCCAGAGTCTCCGTTGCATCCAGACTCAGCACCACCTCCTCCACACACC
ATGGTGGTCTTCACTGTGCTGCCCCACCAGTCACTGCGGGAGCAGGTGCTGTGGTCGACC
ACAGGAAGATAGGCCTCTTTGAGCTGGGAGGACAGGCTACCACCAGTGGAAGTGAGTCCC
CATCCGGTGATGTAACAGAGATTGTTGTGAGGCAGAATCTGCCCAGAGGGAGGAAGAGAA
GCCAGCTGGACGTAAGAGTTCAGGGTGGCGTCAGAGGACAGTCTCAGAAGAGCAATGTCA



TACCCATTGGCAACTCTGTTGGAGTCCCACTGGGGGTGGATGTAAACCTGGCTCACACCA
ATGACCTGCTCTGTGCCACCGCTGCTGTAGATGTCATGTTCACCGAGAACAACGCGCCAC
GTCCTGCTGCTGTCCACACAGTGAGCAGCTGTCATAACCCAACCCCTCTGAATCAGACTT
CCTCCACATGTGTGGTAGTAACTGCCACCAGACAGGTACTGAAGAGAGATCTGCCAGGGC
CAGGAGTTGGGACTGGCCACTTGACCTCCTACAACTCTCTGTCTGATGTCCTCCAGGTAC
CTGGGCTGGTGTCCCAGGTCAGCCAGAGCCAAGGCGGCGAGGCTTGTCAACAACAAAAAC
CTGAGCATGTCTGAGTCAGCTCACAACCTTTCTACTTTTTTTTT
>CL39Contig2
GAATATTGAGAAGACGGTTATAGTGGCTTATTTTGTTTACTCCAATGGAGTGCCTCTCAG
CACCAGTGATGTGGATAAGGGGCTTGCTGATCCTGAACATTTTGAAGAACTGAAAGCGCT
CGGTCTCAGCAGCATTACGGAGGTTTCTGAAAAAGAAGATCCAGGAGACCCTGTGAAATA
CGCTCTGCTTGGGATTCTGGGAGGCCTCATCATTGTAATGATTGTCCTCACCACTTCGCT
TCTGTGCACTCGCAGGAACTACAGGAGGAAGCTGAAGGCCGCTGAAGCCATGAAATCCAC
TGTGAATTCTGACAACCAGAAAGGAGGGCCGGTGGTTCCTGGAACCAACAAGTACACGAT
GGAAGGAGCTAATCCAGTGCTTAATCTCCACTACGACACCATGATATCCCTGGACATAGA
TGAGCAGACCTCANATGTGGACAAAGTCAGCCTGAACTCTCTGGACAACAGTGACTTTAT
TGACAGTGGCTCGGTCACGATGAAGGAGAAAAAAAGTGATGATGAGTCATCAGAGGACGG
TGAAGCTTTTGATGCGTTAGCCCGGCTGGGCAAGAATAAATCAGCCAACAACCCTCAAGT
TGGTTTCATTAACCCGGCATTTGACACAACAGATCTGTGATGGAAATAAAAGAATAATTC
CACAAATGGACAGAATCAAGAAAACCAAATCCAAGATCTTAGTTATCTTTTGTTGGATGA
AGATCTCCATTTCAATTGGAACTCTGTTTTACTTTTACCGATGTATTGTTGAGTGAAAAA
TGCATGAGTCCTGGCTCATAAGCAACAAATTATTGAAACTTGTGCGGAAGCAGACTAAAA
TGGAACATAAAGGTCGATTTTGTTATTTTCATCTTTTATCTGGGCTTAGAATTTTTAACT
TCACAAACAAGACAACAGAGCAAAGACTAGGTTTGAAAAATAAACCCACAAGGATAAATG
ATGACATTTGTTGTCAAACTCAGGGATTTAGATAAAGATTAACATTTTATTTTTCTCAAA
AAGTTCTATTGCTAACATTTGAACACAAGCAATTACGTCAAGCAAAAGAATCACTTTATT
TAAGCAATTGGCGTAAAGCTGTTTGGTTTTCTTTGAAATAATCTGTAAATAGGCTTTGTT
ATCCCATTAATCATTTGCAGACACTAATAAAATAACCAAAAAATGAAAAAAAAAATACAA
GATTGTTTGATTTGAGTATGCAAGATGAATCATTGTTTGTGAAAATCTTAGTTCATTTAC
CAGTGTTTGCTCTCAGTTCTGAGCTCCTGCTGCTGAAACGAGACTTTGTTCAGTGTCTTT
CTGCCAGCAGCAGATGGAAAAAGATGGCTTTACTGTTTACTCACAACCGAGTGAATGTAT
CACGAGTGCAATCT
>CL39Contig3
TGATTCCCTTTGAATACCTCTCTGCTTACTCATAAGTCAATGTTTGATGGGAAACACTCA
AGCAGACGTAGCTTGAGCCTATCCAAGGTTGAATGTCTGTGTTTGAAGTTTGCTCCATTC
TTGTATTAAATGTGCAGATACAACAGGAAATCTAGTCAGCGGCTCACTTAAACGTTTCAT
CGCTAACGGTGTGACAAATTAAAAGGCCCTTCTTAAGTGAAATAGCATTAAAAGCATACT
GAATCCCGTTAAATCCCTTGGGTTGGAAAACGACGTTGGGTCAACTGATGTCTGCCTTCT
GATGTTTCTGAACCTTCCTACCCTTCTCACTAAACGCCCAGCTCCTCTCAACCAGACTTG
GATCCAACCAGAGACATCAATCCGTCCGTGCTCATGGACTTGGGACGCTCCAGAGTTTTT
TTTTTTCAATATGTTTGATTTTATTGACTGAAAATACTCATTGGTAAGTTGTTGATGGTC
AAACACGGCGTCNGTGTTCATATCCAAGTACAANATCNAGTTCATCCAATCNATNTAGGC
AAACACNCGGGTGAAAACGGTGGGCTTCTGGGGATAGTTGCATCCATATCCAAACACAAA
GCTGGCAATACCATGGACATAGNATTTGCCGCNTAACCTGGCAGTTCAAAGGGC
>CL39Contig4
TGATTCCCTTTGAATACCTCTCTGCTTACTCATAAGTCAATGTTTGATGGGAAACACTCA
AGCAGACGTAGCTTGAGCCTATCCAAGGTTGAATGTCTGTGTTTGAAGTTTGCTCCATTC
TTGTATTAAATGTGCAGATACAACAGGAAATCTCGTCAGCGGCTCACTTAAACGTTTCAT
CGCTAACGGTGTGACAAATTAAAAGGCCCTTCTTAAGTGAAATAGCATTAAAAGCATACT
GAATCCCGTTAAATCCCTTGGGTTGGAAAACGACGTTGGGTCAACTGATGTCTGCCTTCT
GATGTTTCTGAACCTTCCTACCCTTCTCACTAAACGCCCAGCTCCTCTCAACCAGACTTG
GATCCAACCAGAGACATCAATCCGTCCGTGCTCATGGACTTGGGACGCTCCAGAGGGAAG
CCCAGCGCCCTACTCCACACGAGCTGGGCCAGGACGCCGAGGGCGCGAGACACGCCAAAA
AGGACAGTGTAGTAGTTCATCTCCGTCATTCCATAGTACTGCAGAAGAACACCGCTGTGA
GCGTCCACGTTGGGCCAGGGGTTCTTCGCCTTCCCCTGTTCCAGCAGGACATTGGGCACA
ATCTTGTAAAGCTGGGCAACCAGTTTAAACATGGGGTCATTGGGCAGATGTTTCAGGGCA
AACTCGCGCTGACAAGTGTAACGCGGGTCGGTCTTTCTCAGGACAGCATGGCCATAGCCC
GGCACCACCCGTCCAGATTTGAGGGTGTTCCAGATGTAGTCCCTCATCCTTTCATCAGAA
ACCTCCCCGCCCAGCTCCTTCTGCAGGGCGGTCAGCCACACCAGCACCTCCTGATTGGCC
AACCCGTGGAGAGGACCGGCCAGACCATTCATGGCGGCGCTGAAGGACAGATAGGGATCA
GACAGGGCGCTGCCTACGAGGTGGCTTGTGTGTGCACTGACATTGCCGCCTTCATGGTCA
CTGTGGATGGTGAGGTAGAGCCTCATCAGCTCAGTGAACTTTGCATCATTGTAGCCCAGC
ATGTTGGTGAAGTTATGGGACCAGTCCAGGTTGGAGTCGATGGCTCCGATGCTGCTGCCT
TCGCGGTATAAGTTGCGGTAGATCTTGGCAGCAATGCAGGGCAGCTTGGCAATCAAATCC



ATGGAGTCTTCATAGACGTACTCCCAGTACTTGGACTTATGGACTCCCTCAGAATAGGCC
CGTGCAAAGCTGCTCTCACTGTTCAGAGCTGTGATCGCAGCACTGAACTGAGACATGGGG
TGCAGGTTTGTGGGGAAGTTATCCAGCATGGTGACAACGTGGGAGGGGAGTGCTGCTCTC
TTTGCCCACTCTTTGGACACCCAGTTGACCTGCTCCTCACTGGGGACCTGTCCTGTGACC
AGCAGCCAGAAGAGACCCTCAGGCAGAGGCTCCTCACCTCCTGGAGCTTTGGGCAACAAC
TTCTGACACTCTGGAATGCTGTATCCCCTGAAGCGGATTCCCTCGTCAGGATCCAACACA
GAAGTTTCATAGACCAGACCCTTCATCCCCCTCATGCCTCCATAGACCATATCTACAGTA
ATCTGGCCTATGTTGGTTTTGCCATACTGTTGTTTAAAGTTCTTGATCCTAGTTTGTTCT
TTTGGGATGAGGTCTGCCAGAACATCCTTTAGATTTGTTGTGGATGCGCTTGCATTTCTG
GCAGCCACAAACAACAAAGTGGCATTCTTTGAACTGAGAAGTTTGGGCGCTAGCCTGCTG
ACTGAGAGAAAGGACATAATGTCTGTGTTTCGGAGTTATTTCCACTCTACAACAAAGAAA
AGCCACTGCCAGTGCACCGCGGAACTGGTTGAAGGTGCCCCTCCAGAAAGTAGAAGGTTG
AACAGGCCAA
>CL39Contig5
ACTTGGATCTGGTCTGAGGAAACATAACAGAGAGAATTGCCAGCATCAGTTCAAGGTTAC
TTTTGGGTAGAAAAGACAGAGAGAAGCTTTCATTCTTAGTGGAAGGTTTTGACCCAACGC
GCAAACATGCTCAGGTTTCTGTTATTGACCAGCCTCTCAGCCCTGGTACTGGCTGAGCTG
GAGCACCAGCCCAGGTACCTGGAGGACATCAGAGAGAGAGTTGTGGGAGGTGAAGTGGCC
AGTCCCAACTCCTGGCCCTGGCAGATTTCTCTTCAGTACCTGTCTGGTGGCAGTTACTAC
CACACGTGTGGGGGAACCCTGATTCAGAGGGGTTGGGTTATGACTGCTGCTCACTGTGTG
GACAGCAGCAGGACGTGGCGCGTTGTTCTCGGTGAACATGACATCTACAGCAGCGGTGGC
ACAGAGCAGTACATCGGTGTGAGCCAAGTTTATGTCCACCCCCAGTGGGACTCTAACAGA
GTGTCTAATGGGTATGACATTGCTCTTCTGAGACTGGCCTCTGACGTCACCCTGAACTCT
TACGTCCAGCTGGCTTCTCTTCCTCCCTCTGGGCAGATTCTGCCTCACAACAATCTCTGT
TACATCACCGGATGGGGACTCACTTCCACCGGTGGTAGCCTGTCATCCCAGCTCAAAGAG
GCCTATCTTCCTGTGGTCGACCATAGCACCTGCTCCCGCAGTGATTGGTGGGGCAGCACT
GTGAAGACCACCATGGTGTGCGCAGGAGGCGGTGCTGAGTCTGGATGCAACGGAGACTCT
GGAGGCCCTCTGAACTGCCAGGTTAGCGGCAAATACTATGTCCATGGTATTACCAGCTTC
GGGTCTGCATATGGATGCAACTATCCCCAGAAGCCCACCGTCTTCACCCGCGTGTCTGCC
TACATCGATTGGATGAACTCGATCATGTAAGAGTGCAGGACAAGCATTTTGCAGCAAGGA
CCTTGTTTGACCAGTTGATTCATC
>CL40Contig1
TTTTTTTTTTACAGTAGGATAGTCCAATATTTATTATGAATTTTGTTAAGTGTTACATGT
TTAGCAACAAACAAGGTTGTCAAGAGCCACATATTAAATGCAAAGATAAAGAGTCAAAAC
CGATTCATCATGTGTTAAACACGGCAGAACTGGCAAACCCAGTTTTACATATATATACAT
AATGTTTATGTACATATACTTGCACTTGACTTTCAGAACAGCCGAGACAACGCTGTGCAG
AGGCTGGTAAGAAAAATTAAAAACACCTTCAACTGGGGGGCAGACTGACTGACTGACACT
CTGAAAAAGACAGCAAAATCATCACAGATAGAAAAGAGGGGGGAAAAAAAAGCTCCAATA
CAAGCAGAAACCTAAATGAAAATGATTCATTTACCAACCCTACAGAAGGAATGAAGAGAC
AGTCACACAGACACACAGCTCTCATCAACCTGAATGAAAGAGTCTCTGAGGTCTAACATG
TGGGTGGGTTACAGGGCCGAGTTCAATGATCATGTATCAGTAGAATTTGTCATCAATAAC
AGGACAGTAAGACCAGTAGGATGCTTTAATTGTTTTTTTTTTTGTTTTTTTTTGGTAGTG
CGGCTACGTTATGTACAGTAAAATACAGGCAACTTTATCTTGTTCTGTCATAGATACAAA
TCAGGTCTTCTTTATCCTGCCTGGTTGAACGGGGGCTTTTGTTGGGACACAGTGGAGTTT
GGAGGTGGGGTGCAGAGAGTGTGAGGTGACACACAGGTGACGGGCGGTTCCTCGCTCAGC
AGCAGCCTCCTGAGGAAGGCTTTACGGAAGTGCCTGGAGTCAGCTTCACATTGGGCTTCT
CTCCTCCGACTGTGGCCCCGGGGCCCATCCTCTTCTTGATTTCTGCAGCCATCGTCATGA
ACGCTTGCTCTACGTTTGTTGCATTTTTGGCACTGGTTTCCAAAAAGGGAATTCCCAGAG
AGTCAGCAAACTCCTTTGCTGTTGTGTAGTCCACCACCTTCTTTGTTGTCAAGTCACACT
TGTTCCCAACCAAGAGCTTGTTGACGTTTTCACTGGCGTAGCGGTCAATCTCCTGTAGCC
ACTGTTTGACATTGTTGAAGGACTCCTGATCTGTGACATCATACACTACAATGATACCAT
GGGCACCTCTGTAGTAGCTGGATGTGATTGTACGAAACCTCTCCTGTCCGGCTGTGTCCC
AAATCTGAAGTTTAATGGTCTTTCCATCAAGCTCTATGGTTCGTATTTTGAAGTCAACAC
CAATAGTGCTAATGTAACTTTCTGTGTATGTATCATCTGCAAATCTGAGAAGAAGGCAAG
ACTTTCCAACACCAGAGTCACCAATCAGGAGCAGCTTGAATAAATAATCATATTCGGGAT
TCATCGTTGGTTCGCGCTAGAGTGTATCCCTTCTCGTGGGATAAAACCTTCTTTCCTGTC
CGTAGATGATCGGCGTTGGTCAGCAGTGATGACTAGCTCGATTTGTTTTCCGCGGCCGGC
TAGCTGTTTTCTCAGCAAAAATCCAAAATGGCTGAAACTTCAACCAGGAAACTGCTAACA
TTAGCCGTGTTGGTGGCTAATTAAAAATAGAACTATAAATCCTGGTGGGGGGGAAATCGC
GTGGTTTGGAATAAATACAGATGTTCAATCAGACGTCGTAGTCGCTGTAAAGTGGTGAAA
TGAGAAAAGTAGAGCGGAAAGAAGCGGGTAGATAGACGGCTCCGGGACTCGCTCGCGCTC
GGTGTCTTGTTGCCGCAGCAGTGAAGTCCAGTA
>CL40Contig2
CTTATTCTTTTATGAAATTGTGCCACAAAAGTCGCGTCCGCAGCCACAAACCTTCCCAAC



TCCTCCACCTGCTCTCGTACATTTATGTATAAATATCTACACTTTACAGGAACCCGGCTG
GGGCGGAGCCTGTACTCCAGTGCTGGTGGGGCCAGCGCCCCCCAGGGAGCGCATGCTTCC
AGCGGGGGGCGCCGTGAGCGCGCTCAGAGCGTGCTCACGGCGTGCTCACGACGCCCTGCG
TGCACAGGAATGTGGGCTGCTGCAGAGCAGACGGATGAAGGCGTGGACCAGGAACCTCCG
GCTATCAAGGCACATGGACTGTGGGGGCGGAGCCAAGTGGGCGTGCACGGTGCTGGCTGA
AGCATGAGCTCCGTGTGGCGCGGCGTGCTCGTGTTGTGCTGCTCTGCACGTGCGGTGTAG
AGCAGCACAAGTGGGCGGGTAAATGTTTGACGTGTTTCCAGTTTGAGTGAATAGAAGGGC
CGGCGTTTTCTGTGGAGGCGGGGCTTACCGTCGTCCTGTCACTGATAAAGGGTGGGAATC
TGCACAGTTACAGAGCCTGCCTGCCTGCCTGCCTTTCTCTCCCTGTAACCATGGTAACAT
TGAGGCTGCTCGTGGGTTTGGGGGCTGGCTCTGGTGGCGGCGCCTCAGCTCTCAGCAGCA
GCCCCCCGGCGACGGGTTGACCGGCTTGCTCTGAATCTTCACGTTGGACTTCTCGGCGGC
GCCGGCTGTGGCCCCGGGGCCCATCCTCTTCTTGATTTCCGCCGCCATGGTCATGAAGGC
CTGCTCCACGTTGGTGGCGCTCTTGGCGCTCGTCTCCAGGAAGGGAATGCCCAGGTTGTC
GGCGAACTCCTTGGCCGTGGTGTAGTCCACCACCTTCCTGGTCGTCAGGTCACACTTGTT
TCCCACCAGCAGCTTGTTGACGTTCTCGCTGGCGTAGCGGTCGATCTCCTGCAGCCACTG
CTTGACGTTGTTGAAGGACTCCTGGTCCGTGACGTCGTACACCACGATGATCCCGTGTGC
TCCTCTGTAGTAGCTGGATGTGATGGTTCGAAACCTCTCCTGACCGGCTGTGTCCCAGAT
CTGCAGCTTGATGGTCTTCCCATCCAGCTCTATGGTCCGGATCTTGAAGTCAACGCCGAT
GGTGCTGATGTAGCTCTCTGTGTACGTGTCATCAGCGAACCGCAGGAGGAGGCAGGACTT
GCCCACGCCGGAGTCCCCGATGAGGAGCAGCTTGAATAAATAGTCGTATTCCGGGTTCAT
GGCTGGCGGCAGACTGGACTCTGCGGTCGCGGGAACTGTAGCTGGAGTTCGGTGAACCTT
AACGCGGCCTCACGCGCACGAAAAACCGCAGCTTTTGCGTGAAGATCCGGCTAAACCGTC
GCAGCTACTCTAATCGAATCAAATATGGCTGGCTGACT
>CL40Contig3
ACTGCTGCGGCAACAAGACACCGAGCGCGAGCGAGTCCCGGAGCCGTCTATCTACCCGCT
TCTTTCCGCTCTACTTTTCTCATTTCACCACTTTACAGCGACTACGACGTCTGATTGAAC
ATCTGTATTTATTCCAAACCACGCGATTTCCCCCCCACCAGGATTTATAGTTCTATTTTT
AATTAGCCACCAACACGGCTAATGTTAGCAGTTTCCTGGTTGAAGTTTCAGCCATTTTGG
ATTTTTGCTGAGAAAACAGCTAGCCGGCCGCGGAAAACAAATCGAGCTAGTCATCACTGC
TGACCAACGCCGATCATCTACGGACAGGAAAGAAGGTTTTATCCCACGAGAAGGGATACA
CTCTAGCGCGAACCAACGATGAATCCCGAATATGATTATTTATTCAAGCTGCTCCTGATT
GGTGACTCTGGTGTTGGAAAGTCTTGCCTTCTTCTCAGATTTGCATGGGACACAGCCGGA
CAGGAGAGGTTTCGTACAATCACATCCAGCTACTACAGAGGTGCCCATGGTATCATTGTA
GTGTATGATGTCACAGATCAGGAGTCCTTCAACAATGTCAAACAGTGGCTACAGGAGATT
GACCGCTACGCCAGTGAAAACGTCAACAAGCTCTTGGTTGGGAACAAGTGTGACTTGACA
ACAAAGAAGGTGGTGGACTACACAACAGCAAAGGAGTTTGCTGACTCTCTGGGAATTCCC
TTTTTGGAAACCAGTGCCAAAAATGCAACAAACGTAGAGCAAGCGTTCATGACGATGGCT
GCAGAAATCAAGAAGAGGATGGGCCCCGGGGCCACAGTCGGAGGAGAGAAGCCCAATGTG
AAGCTGACTCCAGGCACTTCCGTAAAGCCTTCCTCAGGAGGCTGCTGCTGAGCGAGGAAC
CGCCCGTCACCTGTGTGTCACCTCACACTCTCTGCACCCCACCTCCAAACTCCACTGTGT
CCCAACAAAAGCCCCCGTTCAACCAGGCAGGATAAAGAAGACCTGATTTGTATCTATGAC
AGAACAAGATAAAGTGCCT
>CL40Contig4
CTGGACTGCTGCGGCAACAAGACACCGAGCGCGAGCGAGTCCCGGAGCCGTCTATCTACC
CGCTTCTTTCCGCTCTACTTTTCTCATTTCACCACTTTACAGCGACTACGACGTCTGATT
GAACATCTGTATTTATTCCAAACCACGCGATTTCCCCCCCACCAGGATTTATAGTTCTAT
TTTTAATTAGCCACCAACACGGCTAATGTTAGCAGTTTCCTGGTTGAAGTTTCAGCCATT
TTGGATTTTTGCTGAGAAAACAGCTAGCCGGCCGCGGAAAACAAATCGAGCTAGTCATCA
CTGCTGACCAACGCCGATCATCTACGGACAGGAAAGAAGGTTTTATCCCACGAGAAGGGA
TACACTCTAGCGCGAACCAACGATGAATCCCGAATATGATTATTTATTCAAGCTGCTCCT
GATTGGTGACTCTGGTGTTGGAAAGTCTTGCCTTCTTCTCAGATTTGCAGATGATACATA
CACAGAAAGTTACATTAGCACTATTGGTGTTGACTTCAAAATACGAACCATAGAGCTTGA
TGGAAAGACCATTAAACTTCAGATTGAGTCCTTCAACAATGTCAAACAGTGGCTACAGGA
GATTGACCGCTACGCCAGTGAAAACGTCAACAAGCTCTTGGTTGGGAACAAGTGTGACTT
GACAACAAAGAAGGTGGTGGACTACACAACAGCAAAGGAGTTTGCTGACTCTCTGGGAAT
TCCCTTTTTGGAAACCAGTGCCAAAAATGCAACAAACGTAGAGCAAGCGTTCATGACGAT
GGCTGCAGAAATCAAGAAGAGGATGGGCCCCGGGGCCACAGTCGGAGGAGAGAAGCCCAA
TGTGAAGCTGACTCCAGGCACTTCCGTAAAGCCTTCCTCAGGAGGCTGCTGCTGAGCGAG
GAACCGCCCGTCACCTGTGTGTCACCTCACACTCTCTGCACCCCACCTCCAAACTCCACT
GTGTCCCAACAAAAGCCCCCGTTCAACCAGGCAGGATAAAGAAGACCTGATTTGTATCTA
TGACAGAACAAGATAAAGTGCC
>CL40Contig5
ATCAAATAGATCCATGAACGTCTTTGTTTTCCTCGTCTGAGCTGGAATCTGAATCAAAAC
TGTACGGCTGGATGGCTCTGATTTTGGTCACCGCTAATGTTAGGTTGGGGTTGTAAAGGG



CTGTAAGCTAGCGTGAGGGACTGTAAACAAAGGGAACATGGGAAATGAGGGCAGGCTTGC
TTCGTGCTAACAGTCCTGCCCACAACTAGGAGGTGAATTTCTAATGAACTCCAGCCGCTC
TTCAGAAACCTTGTCAGAAACCTTGTCCTAGAAAACGACACAATGACTTTTGTGGCTAAA
AACAGCATCATCATAATTTAAAGATCACTGGATATGTTTTGAAAATAGATTAATGCAAAA
TGACTGGAGTGGATCTTTAATGAATTGTCTGGTTTACCACTTCAGAAAGTTTCATTGCAG
TGAAGGGGGAGATGATGTCATTGATATAAACGTGGACTACTATAAAGATTAATGACTTTG
ATGATTTGTAAAAGTGCATCTAGGTCCTTTTCATTGAATGTTTTTCCTGCCATAAGATGT
AGGAATCTAAATTTCCTTTTTTTTTTAAGGCTATGTCAATTCTGTTATGTTTTGACATAG
CGAAACCATACTCTCTTTCCCTCTGACAGTGGGACACAGCCGGACAGGAGAGGTTTCGTA
CAATCACATCCAGCTACTACAGAGGTGCCCATGGTATCATTGTAGTGTATGATGTCACAG
ATCAGGAGTCCTTCAACAATGTCAAACAGTGGCTACAGGAGATTGACCGCTACGCCAGTG
AAAACGTCAACAAGCTCTTGGTTGGGAACAAGTGTGACTTGACAACAAAGAAGGTGGTGG
ACTACACAACAGCAAAGGAGTTTGCTGACTCTCTGGGAATTCCCTTTTTGGAAACCAGTG
CCAAAAATGCAACAAACGTAGAGCAAGCGTTCATGACGATGGCTGCAGAAATCAAGAAGA
GGATGGGCCCCGGGGCCACAGTCGGAGGAGAGAAGCCCAATGTGAAGCTGACTCCAGGCA
CTTCCGTAAAGCCTTCCTCAGGAGGCTGCTGCTGAGCGAGGAACCGCCCGTCACCTGTGT
GTCACCTCACACTCTCTGCACCCCACCTCCAAACTCCACTGTGTCCCAACAAAAGCCCCC
GTTCAACCAGGCAGGATAAAGAAGACCTGATTTGTATCTATGACAGAACAAGATAAAGTG
CC
>CL41Contig1
AATTTTTCCTTTTGAAAATAAGTCTTCTGAAATAATACAGATGCCTGGCTGGGGTCGCAT
GCACGCTCCCGGAAAGGGCCTGTCCCAGTCAGCTCTTCCATACAGGCGAAGTGTTCCCAC
TTGGCTCAAGCTTACATCGGATGATGTCAAAGAGCAGATCTTCAAACTTGCTAAAAAGGG
TCTCACTCCCTCTCAAATTGGTGTAATTCTGAGGGACTCCCATGGTGTGGCCCAGGTACG
CTTCGTTACTGGCAACAAAATCCTGAGGATTCTGAAGTCCAAGGGTCTGGCCCCTGACCT
GCCAGAGGATCTTTACCACCTGATCAAGAAGGCTGTGGCAGTCAGGAAGCACCTGGAGAG
AAACAGAAAGGACAAAGATGCCAAGTTTCGCCTGATTCTCATTGAGAGCAGGATCCACAG
GCTGGCCCGCTACTACAAGACCAAGAGAGTCCTGGCCCCCAACTGGAAGTATGAATCTTC
CACAGCATCTGCTCTGGTGGCATAAACGTCAACACTTTTGGATTAATAAAACAGTTTAAA
TCTGAACGTCAATGTGACGCTGTTGATGCTCGGTACGCGCGACGACGAGGGCTGCAGTCG
CTGAGCTCATGAACTGACGAAAAACCCTGCAGTGCAAAGGGTTTGGTTGATACTTGGTGG
GGGGGTGGGGGTCGTATCAACCGTCTGTCATTCTTTTCCAACCCTCGGACTTCTGCTGTG
TTGGTACTCTTGGAATCACGGCACAAATAAACCG
>CL41Contig2
AGTTGGGAGTCATACAAAAAACAGACTGTAAATAATGTAACCTTTTTAGTGTGGAAAGCA
TTACACTGTCGTCTGAAATATAGACGTGTAATGGACTGCAAAGTGTGAGGTAAATTGAAA
GTTTTTTCTTTTTGATACAACGCGCACAAACGTTTTAGTTCAAGCTGTGTTGCACTATTG
CAAATTGTAAATCTGGTCCCACACAACAATTACCTTGTTATGCATTTGTGTGCCACTGAG
GAGTTACCAACTTGTGTTAAAATAAAAGGAAAAGCTACAATAAATTCCGGAAGGCAAACA
ATTTGTTTGGATATTATTCATAACATCTTTAAAAATCATGTGTGACTCACGGCTCGATGA
ACATGAGGCTTTTCTGCAACTCCTTTGCAGATTGATGTAGGCTGGCAATGATACACTGAA
CCATCCCTCGCTGTTCCCATGAGTTGGTCGAGCAGAGCTCTCATTTGAGCTTGGGCAGAC
ATTATCGAGGGTGTTCCTTCAACAACCTTTTTATTTCAAGTCAATAACCCGAGAACGGTT
CCTTGGATTATACGCAGGGTTAGTCGAACAAATTATTCATCCAACCATTACCCAGAACAG
ATTTCCCCTATATCGCCCTCGTGCCGAATTCGGCACGAGACTGACTTCCAGTCCGCCTAA
CACGGCGCCATGCCTCGCAAAATAGAAGAAATCAAAGATTTCCTGCTGACAGCCAGGAGG
AAGGATGCCAAATCTGTAAAGATCAAGAAAAATAAGGACAATGTCAAGTTCAAGGTGCGC
TGCAGCAGATACCTGTACACGCTGGTCATCACAGACAAGGAGAAGGCTGAGAAGCTCAAG
CAGTCCCTGCCACCAGGTCTGGCTGTAAAGGAGCTGAAGTGAATCCATGTTGTACAGAAT
ATTCTAATAAAACACTGAAAACATCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL41Contig3
TTTTTTTTTTGTTCATTTTGGAAATTTTAATAATTTTGCAATTGCAGGGTTTATTAGATA
CAAGCAGGTCAAAAGAAAAGAAAAAGCCAAAAGCCACTAATCACTAAAAGTGATGCACAC
AAAGTGTCTATACTGTAGACAATATGCACGTATCCATCAAAAAAGCCCTGTTTAGCATTT
AGAGGACATTCATCTTCACATTCACAGTAAAGTAGCACACTACCAGAAGTTTCACAAGTA
CATGCAGTGAGTTGCAAATTCTGGGTCAAAGACATCCGGACTGATGAGGCTGCTGAAGAA
GCAGAGAAGGAGTGTTAAAGTTCACAAAATTCACATAACACACCCTCAACAGTTCATTTT
CTACTGCTAAATTGTGCTTAAAAAAAGAAAAGAAAAAAAAAAGCCTCCTGGGGTTAAAAA
GATGTGTCTAAGAGCCATCCGATGCCAGCCATCTCTCCCCGCCGCGCCTCTCCTCTTTCT
CTTCATCCAGGTAAGGACAGGGGGGCGTTAGTGTTCTGGTGCAGATGTGTCATCCTTCCC
TACTGTCCCCGATCTTCCTGTCTCTCCTCCCCTTCTGTTTTGTCTTCTGGTTTCAGCTTC
TTACGGGTCATGTGGCCACGAAATCCCGCTTGGATCTTGGCCGCTGCCCTGTTGGCCTCA
GGGTCGTCCAGGGGGATGTCCATGATGTCCTCCTCCTCCTGGGGCCGGCTGCACTCCTCA
TTGTGACAGTCCATGTCTTTTCTCAGAGGTGGCTTTAGTCTTCCCGTGAGCGGACCCACT



GGAACTTGCCTAAATTTTTCCTTTTGAAAATAAGTCTCTGAAATAATACAGATGCCTGGC
TGGCTCTCACTAACAATCCCCCTGTATGTTCAGAAACCGCCGCTCACGCAGAATGAG
>CL42Contig1
TTTTTCAGTTGCAGGTTTTATTGTCCTAAAGTTTGCATTCACAGCTTAGAATCAGCATGA
ATAGCAATGAAAGGATCTTCTTCTGAGTTGTTGATGTAGAAATGGGCACGGCCGTCTCCC
CCAACAGTGATCTGCTTCCCAGTGCAACTGCCTCCATCCTTGTTGCCAGAGATGACATCG
CAGTAGGTGCCGCCGGGCAGGCCAGTGTTGAGAGTCACATCCAGAGCCCAGTCATCATTG
TTAAACACAATGAATCCACGGTTACCGCGGCCAAAGGCAACCTGATTGTTGCCGTTGTCC
CACCAGTTGGCATGAGGCTGTCCATTGACCACGTTACGGAATTGAACCATGTTCATAATC
TGACGCCATCTGTGCTCGCACACCCATCCATCTCCACAGGTCTGGTCAGGGTTGATGGGA
ACTGGCTTGGTGGATCCGTCACCGTTGCTGGGGGGTCCAATCCAGTCATTCTCATCCTTT
CCGTTCACAAAGTTGCGGTCCCAGCTGTAGCTAGACATGACTCGGGTAAATCCGTAAGGA
TGAGCCAGCATGTATCCGACGGCCATCTTGTAAAGTCTGGGATCCCAGAAGGTGAGGATG
GAGGCTCCTCCTGCGCCGTGGCCTCTCTGGTTGTCATGGTTGTCGGTAAAGACAACAGCA
TTGCCGTCAGCCATGAATCCCCAACCTTCTCCCCAGTTCTTAGTGTAAGACAGCTTCTGT
CCATTCCACTTCCTGAAGAGTTCTCCCAGTCTGGCACCGTATTTAAACTCAGTCACTCTT
CCAAGACCAACATACTCGCCGGTTGTAATGGGCTCACCTCCGAGATCAATCACCTCCTGG
AAGATAAAGGGTCTGCTGCCGCCGGGGAACCATTTGGTATTCAGGTTGTTGAGACGGCGG
TAAACGTTGTCCAGATCGCCAGGCCACATGTGCTTACAGGCATCCACTCGGAATCCAGCC
ACTCCCATGTCAATCAGTTTGTTCATGAAATCCGCCACCTTCCCTCGAACGTAATCTTTC
TCAAGAGCCAGGTCCAAAAGGCCAACCAGACGGCAGTCACGCACCTGGTAAGGATCCCCG
TAGTTCTCGATGTTGCCACTTCCAGTCTTGCATTTGCCATCGTTGAAGTCCAAGTTAGAA
TAAGGGACACTGGGGAAGTCTTTGTTGTTAGCATTGAACCAGCTGCCACAGGAGGAGTGG
GTACCCTCTCCACCACCAGCTCCACACATGTGGTTGATGACGGCATCCACGTAGACATTG
ACCCCGACATTGTTGCATCTGGTGATCATGTCTCTCAGCTCATTCTCGCCCCCAGATCTT
GAGCAGAGGTTGTAGCTGATTGGCTGGTATCTCTGCCACCAGGGTCTCCAAGGACTGCTC
ACGAGGATGTGCTCATTTGGTGGAGAAATCTGGACACCAGCGAAGCCTTTGGGACCCAAG
AAGCGCTCGCACTCTGCAGCAATGTCAGCCCAGCGCCACTCAAACAGGTGGACGATGGCT
GTCCTCCCGTCCCTGGTGTTGGGGTTGTGCTGGGCGAAGCCGAGCCCGAACAAAGCGATC
AGAACGAAAAGCTTCATGTTTCCCGTTGCTGAGTGAGAAAACCACCCAGTAGGCCAACAG
TGCTCGAGG
>CL43Contig1
TTTTTTTTTTCCATTATCTTTATTTGATAGATGAATTTTGAAACCATAAACCCAAACTCA
ATGTGGTCTGGGATGTTTGTTGTTGCTAAAACTGAAGGCAGATGAAGGAAAAACACTTTT
GGCCAGAGTCAGAGCTTCAATCATTCACTTGGTTTCCATGGAGACAAAAAGCACCCAAAA
GCCAAAAACAAAGTTTAAAAACTGTATTCTGTGACCGTGTTTGATTCCGCTCAGCATAAG
TGGAACCTGAGGACAAAAGTATCCATTCAGACAAAAAGAGCACAGAGTGGGGGCTCCTTA
GGTCTGCTCCTGGGGGGCCTTTTGGGAAGCAGCAGGCAATTGAACAGCAGTTCTCATTGC
AGATTTTTAGCATTTCTCAATCTCCAAGCCGTCCTTGAAGAAGAGCATGTATGGTGTGAT
ACCATCCTCACGGTAGTCCAGCAGACCCACCGTGCCCTCGGGGTTCATGGACTCGCCGGT
GTAAAACTGGTAGTTCTTGATGTTTCCAACAACGCCCTTTACTGCCACTTGAGCCTCGGC
CATGAATTTCTCCACTCTGTCAGGGTTGGACTCTTGCAGCTTTGCCTTAATAGACTTCAT
GTAGTCTTTAATGTAAGTCAAGTACCCCTTCTTATCAAAGCCCGTCTCTTGTAGGTTGTG
GTTGAGGACAATGTCCACCCCGGAAACTGTGCTCGACTCGTTGGTCTCAGTCGCCTCCTC
GGCAGATGCATTGGCTCCAATTAAGGCATCGTCAAATCCCTCTGTCCTGGTGACCGTCTT
TCCTTCAACTTCGTAGAAGATTTCCGTTTCTTTTATTTTGTAAATATCAGAGAACATCTC
ATCCCCACTGATGACGCACTTGTAGATGATCATTTTGGCTGCTTCGGTGGTAGATCTTCC
AGAGACAGAGACAAGGCCGACCGCCCCAAAAAGCTCAGGAGAGGAAAAAGACCGAGCATG
CGCCTGGGCACCGTATTTACATCCTGCTCCC
>CL44Contig1
TTCAAATATCTGCTGCAGGCCGCTGAAGCTGGAGACAGATCCTCCATGATCATAGTGGCC
AGAGCCTTTGATGGTGGAATCAATCTGTCGGCTGACAGAAAACAAGACTGGGCTGAAGCA
ATTCACTGGTACGACAGTGCGCTGAACATGTCGGACTTTGACGAAGGCGGGGAGTTCGAC
GGCACGCAGGATGAGCCTCGATACCTACTGCTGGCCAGAGAAGCGGAAATGTACCAGAAG
GGGGGCCACAACCTGGCTGCAGACCCTCAGAAAGCAGGTGACCTGTTCACAGAGGCTGCA
GAGGCCGCCATGGCGGCCATGAAAGGTCGCCTGGCCAACCAGTACTACATGAAAGCTGAA
GAGGCCTGGGCAGAAGTTGAGGAGTAACTAAAGAGGTGGCAATATTTTCTGTTTGACTTT
TTGTCGCTTATTTTTTAAGTAATTTAGCTTAAAGCTTGGATGATTTTGGATAATATAAAT
TTTATGGCAGAATTTTTGCTGTTGCCGGTTTGGGTGTGTGAGTGAGTGCTAAGCCGCTGA
TGATCATTCTTGTTTTGTTTGTTTTTATCTCTTCAAATGTGAAAGTAATCATCCTGACCT
CTTTTCTCTCTCATTTCCTGTCTTTGGTTAATTTAAATGAATACGGTTGTGTAAAAAAAA
AAAGGTTATTTACAAAAAAAANGGAACAAAGAANACGGTTTACTTANCTTNCTTTAANAA
ACGTTTATGCATTTATGNCTGAAANATGTANGNGCAAAATATGTNCAANAATTTAAAAAT
AAAGTTNGCATNGGTTTATATGAAAAAAAAAA



>CL44Contig2
GCGCTCTTGCCTCACAGCAAGAAGGCCTCTGGTTCAAGTCCCGGCTGGGGGACCTGAAAA
ACGACATCAACGGGGGACCTTTCTGTGTGGAGTTTGCATGTTCTCCCCGTGTATGCGTGG
GTTCTCTCCGGGGTCTCCGGCTTCTTCCCACCGTCCAAAAACATGCTTCATAGGTTAATT
GGCAACTCTAAATTGTCCCTAGGTGTGAGTGTGAGAGTGAATGGATGTGTGTTTGTGGAC
ATTCTACCCTGCGACAGACTGGCGACCTGTCCAGGTTGTCCCCTGCCTTTGCCCACAAGT
GGCCGGGATAGGCTCCGGCAGCCCCGTGACCCCAAAAGGGAAAAACGATTAAGAAAATGA
ATGAATGACCGA
>CL44Contig3
CTGGACATAGTTTGGACATGTTGGTTTTCTTGTGGTTGTAGTAGACACTTCTTTGTTTTG
TGAAACACATGGACCCCTTGAGGTTGATGATAAATGACGAGGGTGTGACTAACCTTACGG
CAGTAAGGCAATGACAATACGTGGTTCCATTTCTTTCTGTTGTTATCTTGCCTTCCATAG
GAATGTGGACAAACAGCTTGTTCACCTTACCGGTGCACAAAACTGTTTGCTATATTTTTA
CTTTCAATTGCTCTAGTTTGTGTATTTATGCCTTATCTTTGTTTAGATCTGCATGGTTTC
ACCCAACTAGTGTCCTGGGGTTTCCCCCAGGCCAAGAGAGGGTGGAAAGGAGGTATTAAT
GATTCGTTGCAGGAAATTGTTTTAGTATTATCATGGTTTCAATTATCTTTGTTTCAATTA
TCATCGTTTGAATCTATTTGTTTAGAAAGAAGGTTTAAATGTTAATTTTGATAGACCTTT
TTTACCTTTTTAGAGCTTGGTGTGTCTGTTCATCTGGTTATCTCATCCACAGCGAGGATG
AAGGGGTTTTACCACACTGTCCTGAGGTGATAAGGAATGCTGGTGGAGTTAGAATCCACC
ACATGGGTCATTTGACGACAGCCCCTAATAAACTTGTCTTTATCTTGAATTTGCATACTC
CCACCTATGTTTTCCATGAGCACGAGGAGAAGCAGACTATGGAGAGGACAAAGTGGTGGA
CATTTCCATCACATCTCTTCTGTGCATTTTTATTCTTGTCTTGTCTTGTTTTGTCATTGT
TTTATTTTATTATTGTCTTTTGTTCTTGTTTTATTTTTTAAGTTTCTGACCCTAACCCTA
ATCAATATTTAGATCCACAGCAGACTCATCTTGGGGAGACACCCCAAGCTCTTTTGCAGC
CGTTCTGTTGTATCAAATGTGTCAGATTAAATAATTACCAGGCTTATTCAGAAGTCCATA
GGAGGCCAGGTCCAAGCTTGCCAGAGCTTGTGGGACATGCAGGAGGAGGACACGAGTGGT
CAAGGCCCTGAATGACTTTTTGGATTTTGTTGCAATACTAACTAACTAACTAACTAACTA
AGAATATTAACTAAGAATATTGCTATTCTTATTTATGTGGGCCATATGAATTGCAGCTTC
TCCGATGGGACCCCCATGGAGGACATGGAAGAAATTTTCTGAATTAGGCTTGATGTCATG
TTTAACATTTCTATTTTTACTCTTTCGTTGCCTGTGTGATTTTTGATTCTGCCTTAATAT
GTCTCAATTTCTCCCCTTAATTCCAGGTGTTCTTTTCTTACAGGAAGTGTTATTTTGATT
GTCTTTGCTCTCTTTTTATATTTTTATACTTTTTATACTATAATATACAAGAATGTTTCT
GTCTGAATGTAGGCTGATATGTTTTGATTGTGTAATGTGATAATGTGTTTTTATTTTTGT
GTGGCCTCACTTCATGAGGCCAAGAGAGGGAACTGAAGGAAATTATATTTTTTGGTCCTC
ACTTTAGAAGGGTTTCTCTGTCTTATTTTATTACGTTTTCTGTTTTATCTATATTACTTG
AAGTTTTAGTTTCATAGATTAAGTGTGTAGAACTGTGTGCATCCTGACCTCACATTCCTG
AGATGTGACCTATGGACAGCAGCTGTCACTCATTCCCCTACAGAGGAGGGGGATGCTGAC
CTCTCGGGCACTGGCCAGCAGAAATGGAGCCAGCACTCTAATCTAAACCACCTGAAGAAT
AAGAGTATGGCTGTGAGAACCGCTCTGGATGTCCAGTTCTCAAGAAGAACAAAAGACTGA
ACTTTGACCCAGAACCTCCATGGATTTCCTGCTGTCAATCTGATTTGTTGTGGACAGGAA
GGGACGGAGTTTACTGCAACACTAGGTGTCCCTTTGAAGTCATTCCCTGAGGAGAGGAAC
TGGTCACGGAGAATGACCCTCTACGATTGGCTGAAGGAGGAGACGGATCATCGATCAGCC
AATGCAAGTGTTCCAGGGCGGAGATTCGACGTCATGTTTTCCGCGGGAGGAGGAAACCCG
AATTCTCTTTAAAAGTCTGAGCAGAGCATAATTTTATTGTCTTCTTCTCCCTTGTGGCTT
TTCATGTAAAACGCCTGTAACTTCTTGCGTTTTGAAGGCCTTCTAAAATGAGGACCCAGA
TCTGTTTTAATTCTGTCTTAGAACTTTTGTTAGGGAATAAACCTTCTGTGACTTTAAAAA
AAAAAAGGAAAAAAACAAAAAAAAAAAAAAAAA
>CL44Contig4
GAGGTTGGGTAATTACACTCTTGCAGGTTTTGAANCGGNGCATGAACAGTTGAAAGCCAC
GTCCCTAGTGACATTCCAAAACAGAATAGCTTTAGATATGCTTTTGGCAGAGAAATCTGG
TGTTTGTGGTTATATTGGAGATCAATGTTGTTCTGTTATCCCTAATAAAACGCAGGCTGA
TGAAAAATTAACCCGGGTGATTGAAGGTCTGCACGCATTCACTAAGAAAATGAAGAAACA
CTCAGGAGTAGACACATCCATGTGGGATGATTGGCTGAAGGTGTTTGGCCCATGGAAAAC
TTTGCTTTCTTCCCTTCTTGTTGCACTTGTAGTTTTTACAACTATTCTCACTTTATGTGG
TTGCTGTTTCATTCCTTGTTTTAGGTCACTCGTGACACGCCTCATAGAGAAGGCGGTGGG
GGACAAGGCCCGGGGGCATGGCCAATATGCCATGTTGCCTGTCAGTGATCCCTTTACACC
GCCCAAGCTGTGAATCATTTTGTGTGATTTTGTTCTGCCTTAACATCTCCCTATTTTCCC
CTTAAACTCAGGTGTCCCTTCTCTTACAGGAAGTGTTGTTTTGATTGTCTTTGCTCTCTT
TTTTATACTTTTATACTTTTGAAATAAGGTTAATAATTACAATTTGCATTTTTGTAGTTT
CTTTATTTTGTTCCCTTATTACTTGTTTTATGTAATTTGTATTGCCGATATGCTGCTGAG
ATTTGGTGATTCATGAGTATCCCGAGGGATGGCTGCCAAAGGCAAGAATTTTTCCTGTCT
GAATGTATACTGAATGTTTCACAAAACTGGATTGAGCAATGTTCTGGCAGGTTTTTTACT
TGCACGCACATGGCTTGAAAATATCACCTTTGAAATACTCATTGTTCATATATTGTTTTA
GATTGTGCGGGTTTGAGTCCACAGCTCTCAGGTCATGTGGACCTGCTGATATGTTTTGTT



ATTGTGTAATGTGATAATGTGTTATTATTTTTGTGTGGCCTCACTTCATGAGGCCAAGAG
AGGGAACTGAAGGAATTTGTATTAGTAGTCTTATTTTTATTACGTTTTCTGTTTGGCCTA
TATTACTTGAAGTTTTAGTTTCATAGATTAAGTGTGTAGAACTGTGTGTATCCTGACTTC
ATTGACCTCACATTCCTTAGGATGTTTCACGGACAACAGCTGTCAGTCATTCCCCTACAG
AGGAGGGGGATGTTGACCTCTCGGGCATTGGTCAACAGCAGTCAGCAGAAATGTCTAATC
TAAACCACGAGGAATAGATTATAGCTGTGAGAACTTCTCCAGATGTCCGGTTCCAGGGAA
GAACAAAAAGGTTGATCTTTAACCTAGGCTCTCCATGGATTTCTTGCTGTCAATCTGATT
TGTTACGGACAGGAAGAGTCTGAGTTTATCACAGCACCAGGCGTATCTTTGAAGTCATCC
CCTGGGGAGATGGATTGGGTCCGGAGAGTGACCGTCGACTATTGGCTGATGGACGAAGGC
GGATCATCGGTCACCCAATCCAAGTGATTCCAGGGCGGAGATTCGACGTCATGTTGTCCA
CGGGGGGGAAGAAGCCCAGAACATCTTTAAAAACTGGAGCAGAGGACTATTTTGTTGTTC
TCCTGTTGCCTTCATGTAAAGCGCATGTAAACTTCTTACGTTTTGAAGGCCTTTACATTG
AGAACCCAGATCTGTTTGACTTTTGTTTTAGAACTATGTTAGGGCAA
>CL44Contig5
GTTTTCTTACAGGNAAGTGTTATTTTGATTGTCTTTGCTCTCTTTTTATATTTTATACTT
TTTATACTATAATATACAAGAATGTTTCTGTCTGAATGTATGCCGATATGTTTTGATTGC
ATGATGTGATGATGTGTTTTTATTTTTTGTGTGGCCTCACTTCATGAGGCCAAGAGAGGG
AACTGAAGGAAATTATATTTTTGGTCCTCACTTTAGAAGGGTTTCTCTGTCTTATTTTAT
TACGTTTTCTGTTTTATCTATATTACTTGAAGTTTTAGTTTCATAGATTAAGTGTGTAGA
ACTGTGTGCATTCTGACCTCACATTCCTGAGATGTGACCTATGGACTGCAGCTGCACCCT
TTCCCCTACAGAGGAGGGGGATGTTGACCTCTCGGGGCATTGGTCAAACAGCAGTCAGCA
GAAATGTCTAATCTAAACCACGAGGAATAGATTATAGCTGTGAGAATCAATCTGGATGTC
CAGTTCTCAAGAAGAACAAAAGACTGAACTTTGACCCAGAACCTCCATGGATTTCCTGCT
GTCAATCTGATTTGTGGTGGACAGGAAGGGACGGAGTTTACTGCAACACTAGGTGTCCCT
TTGAAGTCATTCCCTGAGGAGAGGAACTGGTCACGGAGAATGACCCTCTACGATTGGCTG
AAGGAGGAGACGGATCATCGATCAGCCAATGCAAGTGTTCCAGGGCGGAGATTCGACGTC
ATGTTTTCCGCGGGAGGAGGAAACCCGAATTCTCTTTAAAAGTCTGAGCAGAGCATAATT
TTATTGTCTTCTTCTCTCTTGTGGCCTTTCATGTAAAACGCCTGTAACTTCTTGCGTTTT
GAAGGCCTTCTAAAATGAGGACCCAGATCCTGTTTTAATTCTGTCTTAGAACTTTTGTTA
GGGAATAAACCT
>CL44Contig6
ACAAATAGATTCAAACGATGATAATTGAAACAAAGATAATTGAAACCATGATAATACACC
ATGATAATACTAAAACAATTTCCTGCAACGAATCATTAATACCTCCTTTCCACCCTCTCT
TGGCCTGGGGGAAACCCCAGGACACTAGTTGGGTGAAACCATGCAGATCCAAACAAAGAT
AAGGCATAAATACACAAACTAGAGCAATTGAAAGTAAAAATATAGCAAACAGTTTTGTGC
ACCGGTAAGGTGAACAAGTTGTTTGTCCACATTCCTATGGAAGGCAAGATGACAACATAA
AGAAATGAAACCACGTATTGTCGTTGCCTTACTGCCGTAAGGTTAGTCACACCATCGTCA
TTTATCATCAACCTCAAGGGGTCCATGTGCGTCACAAAACAAAGAAGTGTCTACTACAAC
CACAAGAAAACCAACATGTCCAAACTATTTCCAGATGTTTATGCTGCAAAGTAGACATCC
TACGCTCTATATACATTGAACAACCTATGCTAAAAACAGTTCTGCCTAAAAATGAGACTT
CCCTTCTGCTAAAGTGCAAATTCCTGTTGCATTTCAAAACTCAAACATACAACTGCAACA
GAAGATCTTTTACTACTCACAGGCAGGTTTCAACAGTCGGAGCTGCTAGCTGCTACCCTC
TAGTAGCACAATATCCTGTCAGAGAGACTGCAAACAGTGACTGAAAATGCCAGGAAATTT
TATTAACACCTATGTACTAAAATGCGAATAACTGTCTGTTATTTTCACATAATGGAATGC
AAAAATAAGGGTTTGCTAAATCAATGGCAGTGAACAACACACATTGTTGAGCTAAAGTTG
ACAACATGCAATATGGATCAGGAATGGGTAGAACTAGAGTAATAGTGACATAATTAACAG
TCCTTAAATCATATGCTATGCAATAAATTTTACCATCTGCTTTCAAGACCAGTCTAAAAG
AAGTACTACGAAGAATGTGAATGCTACACCC
>CL44Contig7
TGAACAGACACAAAACCTGCACAATTTCCTTAGATTCAATTTCATAAATTTCCTAGATCC
AATCTGCTGTTTCAGGAGGGTGAACCACAAAACTTATACAGGTGCGCTATGCCGTCCACA
TACTTCACTTCCCCACAATTTGAGTTATTCACTAAAAGAATAACGTAAACAATATGCAGA
ATTTACGAACAGGTTCCTGCTTTACCTTTTGTTTGTGAGGCCTCGAGGGAAGTCAAGCAC
GTGGGGGGAGCGTCACCGACTTTTCGCCGAAAGTCCCAGAATTCTCATAATAAACCACTA
TCGGTCCTAATAAACCACTATCGGTCCACTTACCCGCGTTGCGCTTCCGCGTTTCTTCCC
CACTTATCACGTCGGGGTCACCAATTAATGTAGGAAAAATATAATCTGTCGCTTTGAGAT
TACTTTCCTTTGTTGCATGTCCAATAAAGTCGAGAAGAAGAAAACCACGGGATTCGTCCG
GATTAAAGATTAACAAATTTATTCCCTAACAATATTTCTAAAAACATAGTAAAAACAGAA
TAAAACAGAATAAAACAGATCGATCTGGGTGTCCAAAATCAAGGCCTGCAATACGCAAGA
GGTTACATTCCGAATTCACATGCAGCTTGTCTGGAGACACAGGAAAATTCCTTGAGTTCA
GACTTTTAAGCATGTGGGCAGAACATCCTCCCCCGGGAGCAAGATGGCCGCCGAATCTCC
GCCTCTGGTCGCTAGAGATTGGCTGGCAGGGAGCCTGCCCACTTCTGTCAGTCCATGTTA
GGAGTCAGCATCCGTTTTCCCGCGTCTGAAGTCACCTCCCAGACTGACATGGTCCCGCAA
CCAAATGGCTCCCTAGGTGGCCCCCACGTGTGGCCGGATCTTCTTAACATACAGTAGACA



ATACACCTTTGTTCCCCACACGGGAGCAGATGCCTGTGGCGGTTCCCAGGGATTGAGATG
ATTGATTTATGATCCAAGTCAGACCTACAACCAAATGGCCCCAGAAGATCAAAGACCGTT
TTCTCCTGAAGGGGTTGGAGGTTGGAGCTGCATTCCTGAAACCTCTTTACATATGCAATT
ATCAGGAAGTCCCTTTTAATTGAAATGACTGAAACCCACACACAGTAAACCTGAAAGAAA
ACCTTCAAAGAAATAAAGATAAGATAAAAACCTAGGAGAAATAAGAACCACAAAAATAAA
TTCCTTCAGTTTCCCTCTCTTGACCTCACGAAGTGAGGTCACACAAAAAATAAAAACACA
TCATCAAAATATAAAAGTACAGAAAAATAAAACATTCAAAGTCAAACTTAAGTTTAAAAA
AGTAAAAATATAAAAGTCAAATTCAAATTTAAAAAGTCAAAATATAAAAGTAAAAAGGTA
AAAAATACAACAAAGATAACACTTCCTATAAAGAAAAGAAAACACCTAGAATTAAGGGGG
GGAATTGAGAAATGTTAAAGCAGAACAAAATCACACAGACGATGAAAAGAGAAAAGAAAA
TTGTCAAACATAACAGTAAGCAATTTTATAAAATGTAACAAAGTCCAAAAAAGGTCATTC
CGGGCCTCGAACACTCGCGTCCTCCTTCTGCATGTCCCACAAGCTCTGGCAAGCTTGGAC
CTGGCCTCCTATGGACTTCTCAATAAGCCTGTTAGAGATCTGACACATCTGATACAACAG
AACGGCTGCAAAAGGACTTGGGGTGTCCACTGCTGTGGTACTGTTCTGCCAAGATGATTC
TGCTGTGGGTCTAAGTTTTTGTTAGTGTTAGGGTCAGGAAATTAAAAAATAAAAAACAAT
AAAACACAAAAGACAATGAGACAAGAATCAATTTACGCATGCGCAGTAAGAGAAAATATG
ATGGAAAAGGTCCACCACATTTCTCTTCTCAAAGGTCTGCTTCCCCTCGTGCTGTTTTAT
GAAGAACACAAGTGGGGAAAATACAAATTCAAGAAAAAAGAAAAAAGTTTATTATGGGCT
GTTGTGTAATGACCCAGTCGTAGAACCTACTCATCCTTGCTGTGGATGAGAGAAAATCAG
ATGAACAGACACACAAAGCTTTAAAATTTTTAAAAATGGTCAATCTGTGTTACTATTTAA
ACATTCTTTCTAAATGGTCAATCTCTTTCTAGACAAATACATTTAAACGATAATAAAATA
ATGTCCTTCTTTTAATCATTAAGACCTCTTTTGTCTACCTCCCTCTCTTGGCCTGGGGCT
AAGCTCCAGGACAAACACATAAAACGAATTAAATGTAAAGCAAGAACATAAAAACAATAA
ACTGTTTGGTGCATCGATAAGG
>CL44Contig8
GGAACCGGAGGGTTGCCAAATTGGGTACAATTCCCCCAAACGTTGCCTCTTTTAGATAGT
CTGCACTGGCAATTTTATGTTTTGGCTCAAAACACTTGAGTATGCTCCCGCAGTTATTAC
CTCTCCGGAAGTGTCCTCAGTTTATGAAGATCGTTTTCAACCTGCAGAAGCAGGCGCGCG
CGCCCGTGTGTGAATCCGCGCGCTTCGATGAGCACATCCGCAGATTCATCAGAGAAAACA
CGCAGGTTTGTGGAGACCAGAGTCTGACTCCGGAGATCAAACTCCGATTATTTACCCCGA
GCTGCAGATTCTGGAGGGAGAGTCCGGACCTGTGGCCGTTCGGGGATCCGTACTGGGCGC
TGTACTGGCCGGGGGGACAGGCGCTCTGCAGATTCCTCCTGGACTCCCCCCGCAGAGTGT
CGGGGTAAGGCGGTGCTGGATGTGGGCAGCGGCTGCGGGGCTGCAGCCATCGCCGCTCGG
TTCTGCGGAGCCTCCCGGGTGGTAGCGAACGATACGGATCCCGGATGGTTTACGGACAGC
AACTGTCAGTCATTCCCCTACAGAGAAGGGGGATGCTGACCTCTCGGGGCACTGGCCAGC
AGAAATGGAGCCAGCACTCTAATCTAAACCACATGAGGAACAGATTATATATGTGAGAAC
CTCTCTGGAGGTCCAGTTCTCAGGAAGAACAAAAGACTGAACTTTGACCCAGAACCTCCA
TGGATTTCCTGCTGTCAATCTGATTTGTGGCGGACAGGAAGGGACGGAGTTTACCGCAAC
ACTAGGTGTCCCTTTGAAGTCAAGCCCTGAGGAGAGGAACTGGTCACGGAGAATGACCCT
CTACGATTGCCTGAAGGAGGAGACGGATCATCGATCAGCCAATGCGAGTGTTCCGGGGCG
GAGATTCGACGGAGGAAAACGCCCAGAATTCATCTTTAAAAGTTTCAGCAGAGTACAATT
TTATTGTCTTCTGTCTTGTGGCCTTTCATGTAAAACGCCTGTAACTTCTTGCGTTTTGAA
GGCCTTCTAAAATGAGGACCCAGATCTGTTTTAATTCTGTCTTAGAACTTTTGTTAGGGA
ATAAACCTTCTGTGACTTTATCCGGCTGAATCTTGGTCTTTTATCTCTCCCGACTAATAG
AACATGCGTGGAAAAATCTCAGAGCGAAAGATATTTTCCTACAAACTTGGTGACCCGATA
CGTGAAGTCGGGGAACGGTACATGGATCGAGCCGGTGACGTATTTTTCGTATTTTTTGAG
ACTTTCAGTGTAAAGTCTGGGCACGCTTCCTCCCGTCCACTTGGTCGACTTCTCACGCGG
CCGCATACAAAACAGGTAAGCAGAAGCCTGCTGCAAAATTCTGCATATTGATTAAGTTAT
CTCATAGTTGAATAACTCAAATTGAACGAGATCTCGAGTGAGTGGGCGGTAGAGCTTCCC
CCGAAAATAAATAAATAAATAAATAGATAGATAAAATAAATAATAAATAAATAAATAAAA
ATAAATAGATAAATAAATAAATAAATAAATAAATAAATAAAAGTTGACCCAAACTTTAAA
GGGATGGTTGACTGTTAGTTTGTGACACCTAGTGTGCAACAACAGTACAGAAAAGGTATC
CTAGGTTTATCGGTTGTGTTTGAGGTAATGTATTCAAAATACATGGTTTCCGTCTGTTTG
CCCTAGAGAGACGCCCAAGGCGAAAAAACAGTGTAGTTTAGGAACTAATTTTTGCGCGTT
TAGGTAATTTGGAAGATATTAACGGGGCAGTGACCTCGACAAATTATTTTTTTATATACA
GAGAGAAACCAAATAAAGAATTCTAATATTAAACATGAGAGGTGTATTTGATAAAAATGA
TGAGAAAAATGGTGCATTTGCTCTGACTGACAAACGACTTGACGTGGACGACAGACGACA
AGATGACGACAACAGCGATGACTGTGACTTGAATGATGCTGAATGGGAGAGAATGTATGA
GATTTTGGAAAGTCAGGTGCTTGGTGGAATTGAGAAGAGACAGAGAGAAAAGGAGAAGGA
GAGACTGCGGAAAGCATGGGTTTTGATGGCTTTAAAACGGACTAGAAGTTGGATGACATT
TAGCCAGCAGTTGCGAAAGAATGAGGATGACGTGCTGAAGCAGATTCAGGAGTGGNANAG
AAGGNAAAGAAGGAAC
>CL44Contig9
TTTTTTTTTTAAATGTTGCTTCATGTTATATTATTTTTTCATTTTTGTAAGGTTTATACA



TAGTTTTATCTGTTAGTTACATAGGTTCATTCATTCATTCATTTTCTTAACCGTTTTATC
CCTTTCGGGGTCACGGGGCTGCCGGAGCCTATCCCGGCCACTTGTGGGCGAAGGCAGGGG
GGACACCCTGAACAAGTCGCCAGTTTGTTGCAGGGTAGAATGTCCTCACTCACACACCCA
TTCACTCCCGCACTCACACCTATGGTCAATTTAGAGTTGCCAATTAACCTATGAAGCATG
TTTTTGGATGGTGGGAGGAAGCCGGAGACCCCGGAGAGAACCCACGCATGCACGGGGAGA
ACATGCAAACTCCACACAGAAAGGTCCCCCACTGATGTTCTGTTTTTCACGTCCCCCAGC
CGGGACTTGAACCGGGGGCCTTCTTGCTGTGAGGCAAGAGCGCTAACCACTGCGCCACCG
TGCAGCCCCCCGCCATAATGCCCGGGTTTAACGCGCGCTCAGAGA
>CL44Contig10
TTTTTTNTTTATTGTTAACTTATTTAATATTTTTGCAAGAAAAGAACAAAATTTGCAGAA
CTTTTAGTTTGTCATGTTCCTCTAAAAATAATACAAACACCAAATTTGGGTCAGTGGAGG
ATGAAGTAAGCAAGAAAAAAAAGGCATGATTTGTTACAGCTTAACACAATTTTAAAAAGT
TGTGTTCTGGTCAGAGTTAAGGTGAAAATTCATATAAAAACAGCTTTAAATTCATTCATT
TTCTATGCCGCTTTATCCCTTTCGGGGTCACGGGGCTGCCGGAGCCTATCCCAGCCACTT
GTGGGCGAAGGCAGGGGGGACACCCTGAACAAGTCGCCAGTTTGTTGCAGGGTAGAATGT
CCTCACTCACACACCCATTCACTCCTGCATTCACACCTATGGTCAATTTTGAGTTACCAA
TTAACCTATGAAGCATGTTTGGACGGTGGGAGGAAGCCGGAGACCCCGGAGAGAACCCAC
GCATGCACGGGGAGAACATGCAAACTCCACACATAAAGGTCCCCCATTGATGTTCTATTT
TTCATGTCCCCCAGCCAGGACTTCTCAGTCAGTGC
>CL44Contig11
GGCTTTTTAATTTGGCTTTTATATTTGACTTTTTTAAATTTAAATTTGACTACTATTTCA
TGTATTGTTCTTTGTAAATGCCAATGTGCCAAATATCTAGTGAAGCATAAGTATCCTTAG
GGATGGTCGCTGATGGGGCACAGGACCGTAGCGAGAATTTTCCCTGTCCAACTGAACGTT
TCTTAAAGATGGTTAATGCAAGCTCTGACAGGTTTTCGCTCCTACACTTATGAACAAATC
ATTCACACCTTAGAAATGCACATTGGATCTGTTTATATATTGTGAGGGCTCGAGACCACA
GCTGATTTGATTGCATGATGTGATGATGTGTTTTTATTTTTTGTGTGACCTCACTTCGTG
AGGTCAAGAGAGGGAAACTGAAGGAATTTATTTTTTGTGGTTCTCATTTCTCCTAGGTTT
TTATCTTATCTTTATTTCATTGAAGGTTTTCTTTCTGGTTTACTGTGTGTGGGTTTCAGT
AATTTCAATTAAAAGGGACTTCCTGATAATTGCATAGGTAAAGAGGTTTCAGGAATGCAG
CTCCAACCTCCAACCCCCTTCAGGAGAAAATGGTCTTTGATCTTCTGAGGCCATTTGGTT
GTAGGTCTGACTTGGATCATGAATCAATCATCTCAATCCCTGGGAACCGCCACAGGCATC
TGCTCCCGTGTGAAGAACAAAGCTCTAGGATCGACTTCCTGCGGTGACAGTTCCTGCCAC
CCATGGGGATTCCGTACCGTGTCTATCTGTGAGGTTCCCCCCCAGAGACCAAATGCTGTA
ACTCCAAACATGGGCTGAAGGAAGAAGGCGGGCTCCTCTGTCAGCCAATCTCCAGCGACC
AGAGGCGGAGATTCGGCGGCCATCTTGCTCCCGGGGGAGGATGTTCTGCCCACATGCTTA
AAAGTCTGAACTCAAGGAATTTTCCTGTGTCTCCAGACAAGCTGCATGTGAATTCGGAAT
GTAACCTCTTGCGTATTGCAGGCCTTGATTTTGGACACCCAGATCGATCTGTTTTTATTT
TACTCTGTTTTTACTATGTTTTTAGAAATATTGTTAGGGAATAAATTTGTTAATCTTTNA
NNNNNNNAAAAAAAAAAAAAAAAGTAAAAACATGTCGGCCGCCTCGGCC
>CL44Contig12
CGGCACGAGGCAGCTGTTTTGATTGCATGATGTGATGATGTGTTTTTATTTTTGTGTGAC
CTCACTTCATGAGGTCAAGAGAGGGAAACTGAGGGAAATTATATTTTTGGTCCTCAATTT
AGAAGGGTTTTTCTGTCTTATTTTATTACGTTTTCTGTTTTACCTATATCACTTGAAGTT
TATTCCATAGATTAAGTATGTGCTTTAACTGAACTCTGTGCATCCTGACCTCACATTCCT
GAGATGTGACCTAGGGACTGCAGCTGCGACCCCTTCCTCTACAGAGGGAGGGGGATGTTG
ACCTCTCGGGGCATTGGTTAACAGCAGTCAGCAGAAATGTCTAATCTAAACCACATGAGG
AATAGATTATATCTGTGAGAACTTCTCTAGATGTCCGGTTCCAGGGAAGAACAAAAAGGT
TGATCTTTAACCTAGGATCTCCATGGATTTCTTGCTGTCAATCTGATTTGTTACGGACAG
GAAGAGTCTGGGTTTATCACAGCACCAGGCGTATCTTTGAAGTCATCCCCTGGGGAGATG
GATTGGGTCCGGAGAAGGACCGTCGACTATTGGCTGATGGACGAAGGCGGACTATCTGTC
AGCCAATCCGAGTGTTCCAGGGCGGAGATTCGACGTCATGTTTTCCATGGGAGGAGGAAA
CCCGAATTGTCTTTAAAAGTCTGAGCAGAGCATAATTTTATTGTCTTCTGTCTTGTGGCC
TTTCATGTAAAATGCCTGTAACTTCTTGCGTTTTGTAGGCCTTCTAAAATGAGGACCCAG
ATCTGTTTTAATTCCGTCTTAGAACTTTTGTTAGGGAATA
>CL44Contig13
TGACAGTATGAATATATTTACTTTAACCTTTTATATCTTTAGAAATAAAAATAANAAAGA
GAATGGGTTACAAACAAGGAAAAAAACTTGCTTAAGTTGGTTAAGTTGCTTTTAAAATTA
GGTAAGACCAAATAGAAGACACACAAAAGAAGATTAAACACCACAAATGAGAAAAAAGGG
TGAGATAAGGTTTTTTAATATCTTATCCTTGATCTGAAAAAATAGTTTAACAGGAAAAAG
CAACCCTAGAACTGTTGGACTTCCTTTTTTAGGTAAAGATTTTTTCAATAGTCAAACTTA
ATAAAAAAAGGCTGCACGGTGGCGCAGTGGTTAGCGCTCTTGCCTCACAGCAAGAAGGCC
CCCGGTTCAAGTCCCAGCTGGGGGACATGAAAAACACAACATCAAATGGGGGACCTTTCT
TTCTGTGTGGAGTTTGCATGGTCTCCCCATGCATGTGTGGGGTTTCTCCGGGATCTCCGG
CTTCCTCCCACTGTCCAAAAACATGCTTCATAGGTTGATTGGTAACTCTAAATTGTCCGT



AGGTGTGTGTGTGAGAGTGAATGGATGTGTGATTGAGGATATTCCACCCTGCGACAGACT
GGCGACCAGTCCAGGGCATCCCTTGCCTACGCCCAAGTGGCCGGGATAGGCTCCGGCGAC
CCCGTGACCCCGAAAGGGAA
>CL44Contig14
TTTTTTTTTTATTTATAAAACGCTAACAATTCATTCATTCATTCATTCATTTTCTGTACC
GCTTTGTCCCTTTCGGGGTCACGGGGCTGCCGGAGCCTATCCCGGCTACTTGGGCGTAGG
CAGGGGATGCCCTGGACAGGTCGCCAGTCTGTCGCAGGGTAGAACATCCACAATCACACA
CCCATGCACTCTCACACTCACACCTATGGACAATTTAGAGTTGCCAATTAACCTATGAAG
CATGTTTTTGGACAGTGGGAGGAAGCCGGAGACCCCGGAGAGAACCCACGCATACACGGG
GAGAACATGCAAACTCCACACAGAAAGGTCCCCCATTGATGTAGTTTATCACGTCCCCCA
GCTGGGACTTGAACCAGGGGCCTTCTTGCTGTGAGGCAAGAGCGCTAACCACTGCACCAC
CGTGCAGCCCCCCGGCCATAATGCCCGGGTTTAACGGCCGCT
>CL44Contig15
ATTCTTGGTACATATTTTGCACATACATCTTTCAGACATAAATGCATAAACGTTTATTAA
AGAAAGATAAGTAAACAGTCTTCTTTGTTCCATTTTTTTTGTAAATAACCTTTTTTTTTT
TACNCAACCGTATTCATTTAAATTAACCAAAGACGGGAAANGAGAGAGAAAAGAGGTCAG
GATGATTACTTTCNCATTTGAAGAGATAAAAAAAAACAAAACAAGAAGGATCATCAGNGG
CTTAGCACTCACTCACACNCCCAAACCGGCAACAGCAAAAATTCNGCCATAAAATTTATA
TTATCCAAAATCATTCAGGCGTTAAGCTAAATTAATTAAAAAATAAGCGACAAAAAGTCA
AACAGAAAATATNGCCCCCNCTTTAGTTACNCCNCAACTTCGGCCCAGGCCNCTTCAGCT
TTCAGGTAGNACGGGTGGGCCNGGCNACCTTTCAGGGCCGCCAGGGNGGCTTCNGCAGCC
NCNGNGAACNGGTCNCCNGCANAGACNCAANGGGNGGGAAAANGTTACANACNCAGGTCN
CAANACNGACTAAANGACCATAGCTNT
>CL44Contig16
AAACATTTTCATCCCATTCTTTCCAAATCGCATACATTTCATTCCATTCATTCTCATTCA
AGCCATTTTCACCGCTGTTGTAAAGTCAAGTCGTCGGCGTCATTAAGTCTGTCGTCAAAA
GAAAATTCACCGGTTTCCTCATTTCTTCTGTCTAGTGCACCTTTCATTTTTCCTGTGAAT
CCCTCTCTGGTTTCTCTACGCATTAAAAATAATTTGTGAAGGTTCGCTGCCTTCCTGGTT
TTTCCGAAAATCCTAAAACGCGCAAAATTAGTTCCTATAGTAACACTGTTGTTTTCGTAC
GGGATTTCGTACAGGCTCAAACAGACGCAAAACCTTCTAAATTTTAACGTAATCCAAATA
TCACCCGCTCCCAATTTAGTGTTTATTCAATTTTTGACAGGCTGAACAGACACAAAACCT
GCACAATTTCCTCAGCTTCAATTTCATAAATTTCCTCAGTCCAATTTGCTGTTTCAGGAG
GGTGAACCACAAAACTTATACAGGTGCGCTATGCCGTCCACATACTTCACTTCCCCACAA
TTTGAGTTATTCACTAAAAGAATAACGTAAACAATATGCAGAATTTACGAACAGGTTCCT
GCTTTACCTTTTGTTTGTGAGGCCTCGAGGGAAGTCAAGCACGTGGGGGGAGCGTCACCG
ACTTTTCGCCGAAAGTCCCAGAAATCTCATAATAAACCACTATCGGTCCTCTTACCCGCG
TTGCGCTTCCGCGTTTCTTCCCCACTTTTCACGTTCAGGGGTCACCAATTAATGTTGGAA
AAATATAATCTGTCGCTTTGAGATTACTTTCCTTTGTTGCATGTCCAATAAAGTCGAGAA
GAAGAAAACCACGGGATTCGTCCGGATTAAAGATTAACAAATTTATTCCCTAACAATATT
TCTAAAAACATAGTAAAAACAGATCGATCTGGGTGTCCAAAATCAAGGCCTGCAATACGC
AAGAGGTTACATTCCGAATTCACATGCAGCTTGTCTGGAGACACAGGAAAATTCCTTGAG
TTCAGACTTTTAAGCATGTGGGCAGAACATCCTCCCCCGGCCATA
>CL44Contig17
CGCCGTTAAACCCGGGCCTTATGGCCGGGGGGCTGCACGGTGGCGCAGTGGTTAGCGCTC
TTGCCTCACAGCAAGAAGGCCCCGGTTCAAGTCCCGGCTGGGGGACATGAAAAACTACAT
CAATGGGGGACCTTTCTGTGTGGAGTTTGCATGTTCTCCCCGTGCATGCGTGGGTTTTCT
CCGGGATCTCCGGCTTCCTCCCACCGTCCAAAAACATGCTACATAGGTTAATTGGCAACT
CTAAATTGTCCATAGGTGTGAGTGTGAGAGTGAATGGATGTGTGATTGAGGATATTCTAC
CCTGCGACAGACTGGCGACCAGTCCAGGGTATCCCTTGCCTACGCCCAAGTGGCCGGGAT
AGGCTCCGGCAACCCCGTGACCCCGAAAGGGAATAAACGGTCAAGAAGATGAATGAAAAA
AAAAAAAAAAAAAAAAAAAAACAT
>CL44Contig18
GGGATTGATGTTCCGGTTCAGGTCCCCCATTTTGGACTTGAACCGGGGGCCTTCTTGCTA
TGAGGCAAGAGCGCCAACCACTGCCCCAACACATGTAAATAAAAATGCCTATTAACAGTA
ATGTGTTTGACCAAACATCGATTTTCCTTATGTTTATTTGACCTAATGGAAAAATTGACC
ATTTAAAAAAAGAGAGAACGTGGTTATTGTACACATCTTACCGCTAGGCGGCAGTAGCGC
GCCCAGCAGTTGCCGCTGATCCATAAAAGAAGTATCGCTCCCCCCTCATTCAGGCAGCGT
CATGGCGGACACAAGAGAAAAAGCTTTGCAAGATTACAGAAAGAAACTTTTGGAGCATAA
GGAGGTTGACGGACGGCTCAAAGAATTGAGGGAGCAGCTCAGAGACCAAACAAAACAATA
TGAGAAGTCAGAGAACGACCTGAAGGCTTTGCAGAGTGTTGGCCAGATTGTTGGAGAGGT
GCTGAAACAGCTCACAGAGGAAAAATTCATCGTGAAGGCCACCAACGGCCCACGCTATGT
GGTTGGATGTCGCAGGCAGTTGGACAAATCGCAGCTGAAGCCTGGAACCAGGGTGGCTCT
GGACATGACCACACTCACCATCATGAGGTACCTGCCCCGAGAGGTGGACCCTCTGGTCTA
CAACATGTCCCACGAGGACCCGGGCAGCGTCTCCTACTCGGAGATCGGAGGATTGTCTGA



ACAGATCCGTGAGCTCAGAGAGGTGATTGAACTTCCTCTGACCAACCCCGAGCTCTTCCA
GAGGGTGGGCATCATTCCTCCCAAAGGCTGTCTGCTGTACGGACCTCCAGGCACAGGGAA
GACTCTGCTGGCCCGGGCTGTGGCCAGCCAGCTGGACTGCAACTTTCTAAAGGTGGTGTC
CAGCTCCATCGTGGACAAATACATCGGGGAAAGTGCCCGGCTCATCAGAGAGATGTTCAA
TTACGCCAGAGACCACCAGCCGTGCATCATCTTCATGGATGAGATCGACGCCATCGGTGG
CCGACGGTTTTCAGAGGGAACCTCCGCTGACAGAGAAATCCAGCGAACCCTTATGGAGCT
GCTGAACCAGATGGACGGCTTTGACACGCTGCACAGAGTCAAGATGATCATGGCCACAAA
CAGACCCGACACTCTGGACCCGGCCCTGCTGCGGCCCGGAAGACTGGACCGCAAAATCCA
CATCGAGCTCCCCAATGAGCAGGCCCGCTTGGACATCCTGAAGATCCACTCCAGTCCCAT
CACCAAGCACGGAGAAATAGACTATGAAGCAATTGTTAAGCTGTCAGATGGTTTCAACGG
GGCTGACCTAAGGAACGTGTGCACAGAAGCAGGACTGTTCGCCATCCGCTCAGACAGAGA
GTATGTAACCCAGGAAGACTTCATGAAAGCTGTGAGGAAGGTGGCCGACTCCAAGAAGCT
GGAGTCCAAGCTGGACTACAAGCCTGTTTAAATCCTCTAGCCCCCCACCCCCCACCCATA
AGTTTTCATTGTCTCCGATTTGTTTTGAACTAATGGTCGTGTCCGAGCAGTCACCCTCAA
AGAAGCTAAAGACATTGAGAATAGAGGCGGGCTCCAGGCGTTAGTCTGAGCCGCTCTGTC
TGCCCATCATTTTTCATCACACATGTTCAGAAATATGTTTTGGTTTACACATCGATGTGC
GACTGTGTGGATCTGAGACAGGCAGGCAGGTTTTAGAGAAGCCAAGGGGATCCACAGCAG
AAAAAATGGCTCGCTCACATTTAAGACCACAGATTCTGAGATCTGGTCCCAGCAGGAGGT
CCTTTGACTTCCAGGTTGAGGCTCATTCAGAAAACTACTTAGTGTTTGCTACACAGGCAA
GTCAGTTCAGTTCATTGTTAAACGGGCCAACTTAAAGAAAATAAAGATACTTCAGACTGG
TTTTTAAAAAAAAGATNNN
>CL45Contig1
GGTGTTTGTTGCTTTGTAGCAGCAGGTGAACATCTGGGACCATGACTTCACCACGATGGA
TGATCCTCGTCTGCTTTTCCCTGATCTCAGTCATTGGGACAGGAGAGAGTTTGACAACAA
TTAAACCATCCATAATCTTTGGGACGGGAAAGAGTTTCACAACAATTAAACCATCTAAAA
CTGTGGCACCAAGTTCTCTGGCTGCAGTAATTGCTGGGATGAACAAAGCGATCGCCAATC
TGAATGCCAGCAATAAAAAGCTCTTAGCTTATAAAAAAGGGATCTCATGCCCCTGCAACG
CCTCTGTGATCCAAGCTTGTAACAACAAAACAAATCTTCTGAACAGAGGACTGATTTCAT
GTGATTCACAGCTGAAGTCTGAGATTGCCCAGAGAACCTCACTGCAGCAACAAGTGACTG
TCCTCAATTCACAGCTGAGGTCAGAAATTGCCCAGAGAAGCTCAGTGGAGCAACAAGTGA
ATGCCCTCAGATCCCAGTTGACGTCTGTGATTCAACAGAGAGACGCATTACAGAACAAGA
TAAATGTCTTTGAGAGGTATCAAAATGAGGGATGGACATATTTTCCGTGGAAGTCTTTAT
TACGTCTCTACATCCACTGCAAACTGGCAGAACAGTAGAGACTACTGTACTTCAAGGGGA
GCAGACCTGGTGGTCATCAATGATGCTGATGAAAACAACTTTACGAGAGGATTTGGACGG
AGGTTCTGGATTGGGCTGTTCAGGCAGGGGTCCAACTGGATGTGGGTGGATGGAAGTTAC
CTATCATCTGGCTATTGGGCTCCAGGAGAACCTAACAATCAGGGGAACCGGGAAGATCGT
GTGGAAATACGGATCTACAACAACTTCAACAGCTGGAATGATGAACCTGGGTCCACTAGT
AACTGCTGGATCTGTGAAAAGAAAGTGGTTTAGTGGAAACAATGAGAACTTTCTGATCAT
TCAGTAACTATAGCTTGATGTTTGCTGAGGTTAAAACCTTGATGCAGATCATCTGCTGTC
CTTTCTGCTTCACTTTTCAGACATAATGAAAACATATTAATCTGTTGGTATAATGGGGTT
GATTAAGGAATTTAATCTTTTACTGTTACTGCATACTTTTCTGTGGCTCAA
>CL45Contig2
TTTTTTTTTTCATTTTGCGATGCTTTATTGATCCACAGAAAAGTATACAGTAATTGTAAA
AGATTAAATTCCTAAATCAACCCCATTATACCCACTGATTAATTTGTTTTCATATGTCTA
AAAGTGAAGCAGAAAGGACAGCAGATGATCTGCATCAAGGTTTTAACCTCAGCAAACATC
AAGCTAATGTTACTGAATGATCAGAAAGTTTCCAGTGTTTCCACTAAACAGCTTCCTTTT
CACAGATCCAGTAGTTACTAGTGCTCCCCGGTGCATCATTCCATTTGTTGTGAAAAAAGA
CGACATTGTCAATGGTGTCGACATAGTCATGGTTCCCTATTTCTGCTCGATCTTCCTGGT
TACCAACATTGTTAGGTTGTCCTGGATGCCAAAAGCTGTCACCAGGTGTTAGGATGCTTC
CATCTACCCATGTCCAGGTGTCTCCTTCTTTGTACAGCCCTATCCAGGCTTTGCGTAGAA
AATCTACGACGAAAGTGTTTTCTTCATTATCATTGATGACCACCAGGTCTGCTCCCTTTG
ACAAACAGTCGTCTCTACTGGTCTGCCAGTCTGCAGTGGTCTCAGAAAAGTAATAAAGGT
GTCCATTGAAAGGTGTCCATCCCTCATCTTGATTCTCAGCTGAGTTTAGGGAAAAGCAGA
CGAGGATCATCCATCGTGGTGAAATCATGGTCCCAGATGTTCACCTGATGCTGCAAAGCA
ACAAACACCAAGAAGAAGTACCCCCGGCCATAAGGCCCGGGTTAACGGCGC
>CL45Contig3
TTTTTTTTTTCCTTTTGCGATGCTTTATTGAGCCACAGAAAAGTATGCAGTAGCAGTAAA
AGATTAAATTCCTTAATCAACCCCATTATACCCACAGATTAATATGTTTTCATATGTATG
AAAAATGAAGCAGAAAGGACAGCAGATGATCTGCATCAAGGTTTTAACCTCAGCAAATAT
CAAGCTATAGTTACTGAATGATCAGAAAGTTTCCAGTGTTTACTCTAAAATCGCTAGTTC
TTCCTTTTCACAGATCCAGTAGTTACTAGTGGTCCCCGGTGCATCATTCCAGCTGTTGAC
ATTGTTTGCGAACCTCCCTATTTCTGCTCGATCTTCCCGGTTCCCAACATTGTTAGGTTC
TCCTGGAGCCCAATAGCTGACACAAGGTGTTAGGATGCTTCCATCCACCCATGTCCAGGT
GTCTTCTTCGTTGTACAGCCCAATCCAGGCTTTGAGGTCAAATCCTCCGACGAAATTATT



TTCTTCATTGTCATTGATGACCACCAGGTCTGCTCCCTTTGACAAACAGTCATTTCTACT
GGTCTGCCAGTCTGCAGTGGTCTCAGAGACGTAATAAAGGTGTCCATTGAAAGGTGTCCA
TTCCTCATCTTGATTCTGAGCAATTAGCGGGTCCTCTACTAAGTTTCTACCCACCTTGGC
CCCTGAGATCAGGGAAAAGCAGAGGAGGATCATCCATCGTGGTGAAATCATGGTCCCAGA
TGTTCACCTGATGCTGCAAAGCAACCCTCGTGCCGAA
>CL45Contig4
CCTTTTTTTTCCAAGTCACAAGTTCAACACCCAAAGAAAAACCAACATCAAAAAGAAAGA
CTGATTAAAGTTTAAAAGGTGGAAGGGTGGCGTCGAATGTGCCTGAACATCTGAGATGAT
AAACGGTTCGCTCGCACAAGACGACAAAACGAAAAACGCAGACAAAAAAACATTCACAAA
ACCATTTGGATGCATGTATGAGTCCAAACCAGGATCAGCTTAGAGTGAAGGAAAAATCTG
GTTGGAAATTTGACAAAGAAGAAAATTTGAAAACTGTTTTAAACCTGAAAGTAGACATTG
TAAATATGAAGGAAATAAAAAAATAGAATTGAAACTGAAAAAAAAGACTATAAACCTATA
ACTATTATAAAATAACTATTATAAAAAAGGTTTATTTGTAACACCTTTTGTACTTCACTT
TCAATCTTCAATTTACATTTTTAATTCAGTATTTTTATTTCTGCAGTTAATCCTAATTTA
TGAGGGGGCGGGGCTTTGGACCCACTGGCTTTATGATTGACATCAGATGAAAGAGGTTAT
GGTGACGTAATTTCCACAACATTGCTGCTGTTGGCACCACCTGTGTAATTTCTCCTTTTG
TTGCACCAACCAAACTTTAGGAGAGCGTTATCACTACTGTACGGAGATATAAAACAGGCT
GCAACAGCAAACTGGGTTTTGGAAATGATGTCACCATAACCTCGTTCATCCGATTTAAAT
TTGAAAAAAAAAGTTTTCAAATTTAAATGTACTAGTTCATTTCCAAATGTGTAATATTTT
TTTTCCAAGTTTACCATGTGTACTTCTGAGTTTTAATACCGTTTTCAAACTTTTTTTTTT
CTTCAAAATTTACAATCCGGTTTTTCATTCACTTTATCCTGATTTGAGCCCATGTAGGGC
AACATGGAGGGAAAGACTTAAAATAAGAAAAAAAGAAAACACAAGTACAGGAAAACATTT
GAAAAGTCCAGTTAAATCTGGAAAGGTGTCCTTAAAAACCCTTAACCGCTCATCACCATC
CGGACAAGTTCTTCATAATGAATGCAGCCATTGGCATCCTCGTGTCCGGCTAAAAGAGTC
TCCACCTCCTCTTCTGTCATCTTTTCACCTAATGTGGTGAGGACGTGACGCAGCTCTGCT
CCCATCACTGTGCTGTTTCCCTCCTTGTCGAAAACACGCAAACCCTCAACAATGTCCTCA
AAAGAGCCTTGCTCCTTATTCTTTGTGATTGCATGAAGCATGGGGAGGAACTGCTCAAAG
TCCAGAGTTTTGTAGTTCATCTCTTCTGACTTTGGGTTTCCAAGAACTTTAAGCACTTCT
GCATTGACCGGGTTCTGACCCAGGGCTCGCATTACGTCACCACACTGGCTGTAGGTGATT
TTCCCCTCGCCCGTCCGGTCAAACAAAGAGAAAACCTCCTTAAACTCCATGATCTGGTCA
TCCGTGAAGTCAGACATCTCTATTGTTGGTGTTAATATGAGACAGAGTAGAGGACCGAAA
CTCTCCGCAGCCTGAACCGACAACCAGCTAGCTGATGCAGGGCCGCGCCTCTCCCCGGCC
ATAATGCCCGGGT
>CL45Contig5
TTAACCCGGGCCTTATGGCCGGGGACTTCTTCTTCTTGGTGATTTTGCCTTGTAGCAGCA
GGTGAACATCTGGGACCATGATTTCACCACGATGGATGATCCTCCTCTGCTTTTCCCTGA
TCTCAGCTAGGTCTCAAAATGAGAGATGGCAATCTTTCAATGGACACCTTTATTACCTCT
CTGAGACCACTGCAGACTGGCAGACCAGTAGAGACGACTGTTTGTCAAAGGGAGCAGACC
TGGTGGTCATCAATGACAATGAAGAAAACAATTTTGCCGGAGGATTTAACCGCAAAACCT
GGATTGGGCTGTACAAAGAAGAAGACACCTGGACATGGGTGGATGGAAGCATCCTAACAC
CTAGTGTCAGCTATTGGGGTCCAGGAGAACCTAACAACGTTGGGAACCGGGAAGATCGAG
GAGAAATAGGGAGGTTCGCAAACAATGTCAACAGCTGGAATGATGCACCGGGGACCACTA
GTAACTACTGGATCTGTGAAAAGGAAGAACTAGCGATTTTAGAGGAAACACTGGAAACTA
TCTGATCATTCAGTAACATTAGCTTGATATTTGCTGAGGTTAAAACCTTGATGCAGATCA
TCTGCTGTCCTTTCTGCTTCACTTCTCAGACATAATGAAAACATATTAATCTGTGGGTAT
AATGGGGTTGATTAAGGAATTTAATCTTTTACTATTACTGCATACTATTCTGTGGCTCAA
TAAAGCATCGCAAAATGAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL45Contig6
TTTTTTTTTTTTTTTTTTTTTTTTTTTCACGATGCTTTATTGAGCCACAGAAAAGTATGC
AGTTATAGTAAAAGATTAAATTCCTTAATCAACCCCATTATACCCACAGATTAATTTGTT
TTCATATGTATGAAAAATGAAGCAGAAAAGACAGCAGATGATCTGCATCAACAAATATCA
AGCTAATGTTACTGAATGATCAGATAGTTTCTAGTGTTTACTCTAAAATCGCTAGTTCTT
CCTTTTCACAGATCCAGTAGTTACTAGTGGTCCCCGGTGCATCATTCCAGCTGTTGACAT
TGTTTGCGAACCTCCCTATTTCTGCTCGATCTTCCTGGTCCCCAACATTGTTAGGTTCTC
CTGGAGCCCAATAGCTGACACAAGGTGTTAGGATGCTTCCATCCACCCATGTCCAGGTGT
CTTCTTCTTTGTACAGCCCTATCCAGGCTTTGAGGTCAAATCCTCCGACGAAATTGTTTT
CTTCATTGTCATTGATGACCACCAGGTCTGCTCCCTTTGACAAACAGTCGTCTCTACTGG
TCTCCCAGTCTGCAGTGGTCTCAGAGACGTAATAAAGGTGTCCATTGAAAGATTGCCATT
CCTCATCTTGATTCTCAGCTGAGATCAGGGAAAAGCAGAGGAGGATCATCCATCGTGGTG
AAATCATGGTCCCAGATGTTCACCTGATGCTGCAAAGCAACAAACACCAAGAAGAAGAAG
TGCCCCCGGCCATAAGGCCCGGGTTAAA
>CL46Contig1
ATTTGTAGTAATTGAGACATTATAGATCTTGACATAAACATTTTTAACGACAGTTGTAAA
GGACGTTGATTCTGGTGATGTCCCAGCGGGACATGCCATTCCTCTGGCCGATGGGGACAT



TGGGATTGGGGATGGGGGTGATGGAATCTCGCCCATAGGCAATGGAGAAGGCATCTCTTC
CATAGTGCATGATGGAGGAGTAGTCGTAGGGGGTGTTCAGGTTGTTGGTATCATGCTTGT
TAAAATTGTAGGCACTCGCTGGGATGATGTTCTGCCAGTTGATCCGGACGTAACTGTCTC
GGTCGCTCCTGGTCTGCTCATGCTGGAAGCCCAGAGCGTGGTTGAGTTCGTGTTGGATGA
TGCCACTGTACATGCAGCCTCCCCTGTTGAGAGACAGCTCCTGTTGTCCTCCCTTCCTGC
CCAGCTCAGAGTAGCATCCATTTTTGCTCACAACGCTAATGAAGTCGTACTCGTTGGTGC
GACGGACAAAGCGGATGCATGTTCTGCCGTTAAAAGCCCTCATGGCGCCCTCGATGGTGG
CCACTTCTCCTCTAGAGTACTGAGAGCTAATGACGTAAGGGATCACCACAAAACCGTTGG
AGGCTTTCTTCCAGAAACAGCTGTTGTACCAGCACTTCATGGCATTCCTGTTTGTAGGAG
CCACCAGGTCTCCTTCTAGCAAGAGCTGGTCAGTGTTATTGTTGCTGGTGAGGATCCTGG
TAGTGAAGTCTACAAAGTCATCTTCATCACCTTCTTCTACGCCTTCTTCTCCATGACCTT
CTTTATTGCCTTCTTCATGGCCCTCTTCATTTTGGACTGGCAGCGCCTGAGCGATGCCGA
GCAGGAACAGTAAAAGCAGGCAGGCGGAAGAAGCCAAGTTCATGGTGGATGTGGAGGGTT
CAGAACGGACTCTTCAAAACTTGACT
>CL46Contig2
TTCGGCACGAGGTCTCAACCCTCCACATCCAAAATGAATCTGGCTCCCTCCACCTGCCTG
CTTTTACTGCTCCTGCTCGGCATCGCTCAGGCGCTGCCCATCCAAAATGAAGAAGGCCAT
GAAGAAGGTGATGAAGATGATTTTGTAGACATCACTACCAGGATCCTCACCAGCAACAAT
AACACTGACCAGCTCTTGCTAGAAGGAGACCTGGTGGCTCCTACAAACAGGAATGCCATG
AAATGCTGGAGCAGCAGCTGTTTCTGGAAGAAAGCCTCCAACGGTTTAGTGGTAATTCCT
TACGTCATTAGCTCTGAGTACTCTGGAGGAGAAGTGGCCACCATCGAAGGCGCCATGAGG
GCTTTTAACGGCAAAACATGCATCCGCTTTGTCCGACGCACCAACGAGTACGACTTCATT
AGCGTTGTGAGCAAAACTGGATGCTACTCTGAGCTGGGCAGGAAGGGAGGACTACAGGAG
CTGTCTATCAACAGGGGAGGATGCATGTACAGCGGCATCATCCAACACGAGCTCAACCAC
GCTCTGGGCTTCCAGCATGAACAGACCAGGAGTGACCGAGACAGCTACGTCCGGATCAAC
TGGGAGAACATCATCCCAGCGAGTGCCTACAATTTTAACAAGCAGGATACCAACAACCTG
AACACCCCCTATGACTACTCCTCCATCATGCACTATGGAAAAGATGCCTTCTCCATTGCC
TATGGGCGAGATTCCATCACCCCCATCCCCAATCCCAATGTCCCCATCGGCCAGAGGAAT
GGCATGTCCCGCTGGGACATCACCAGAATCAACGTCCTTTACAACTGCCGTTAAATATTT
TCATGTCTGATCTATAATCTCTGAATTATTAGAAATAAAGGTAGATACNAAGCAAAAAAA
AAA
>CL46Contig3
AATCAAGCTTTGAGGGGTCTGTCTACAGCAGCTCAGAAACCTCCATCAACCATGAACATG
CCTCCTTCCGTCTGCCTGCTCCTGCTGCTCCTGCTCGGCATCGCCCAGACGTTGCCCGTC
CAAGAGAAAGAAAGTCACAAAGGAGGCCATGAGGATAGCCACGAAGATGGTCATGAAGAC
AGCCATGAAAACGGCCTTAAGGACAGCCAAGACAAAGGCCATGAAGATGGTCATGAAGCC
CATGAAGAAGACACAATAGATATCACCACCAGAATCCTTACCGCAAACAACGGTTCAAAA
CATTTCCTGTTTCAGGGGGATCTGCTGGCCCCTAAGACCAGAAATGCCATTTTTTGCGCA
GACAGCAGCTGCTTTTGGACAAAGTACTCCAATGGTTACGTGATGATCCCCTACGTCATT
AGCAATGAGTACACTGCAAATGAAGCGGCGATCATTGAAAATGCCATGACCGGCTTCTAC
GCCTCCACTTGCATCCGCTTTGTCCGTCGCACCAATGAGTACGACTTCATCAGCATCGTG
AGCAAAGGCGGTTGCTACTCTGAGCTGGGCAGAAAGGGAGGACTTCAGGAGCTGTCTCTC
AACAGAGGAGGCTGCATTTACAGAGGCATTATAGAGCACGAGCTCAACCACGCTCTGGGC
TTCCAGCATGAGCAGTGCAGGAGCGACCGAGACAGCTACGTTCAGATCAACTGGGAGAAC
ATCATTGATGGTGATGCTTACAACTTTTACAAACAACAGACCAACAACCTGAACACCCCC
TATGACTACTCCTCCATCATGCACTATGGAAGAGATGCCTTCTCCGTTGCCTATGGGCGG
GATACCATCACCCCCATCCCTAATCCCAATGTCCCCATCGGCCAGAGGAACGGCTTGTCC
TTCTGGGACGTCACCAGAATCAACATCCTTTACAACTGCCAATAAAGATGTTGTAGCATG
TCCCTATATATGTGAAGTAGAAATAAAGTAGATGCAAAGTTATCAAAAAAAAAA
>CL46Contig4
TTTTTTTTTTGCTTTGCATCTACTTTATTTGTAGTAATTCAGACATTAAAGGGCAGACAT
AAACATTTTTAACGGCAGTTGTAAAGGACGTTGATTCTGGTGATGTCCCAGCGGGACATG
CCATTCCTCTGGCCGATGGGGACATTGGGATTAGGGATGGGGGTGATGGAATCTCGCCCA
TAGGCAATGGAGAAGGCATCTCTTCCATAGTGCATGATGGAGGAGTAGTCATAGGGGGTG
TTCAGGTTGTTGGTATCATGCTTGTTAAAATTGTAGGCACTCGCTGGGATGATGTTCTCC
CAGTTGATTCGGACGTAGCTGTCTCGGTCGCTCCTGGTCTGTTCATGCTGGAAGCCCAGA
GCGTGGTTGAGCTCGTGTTGGATGATGCCGCTGTACATGCATCCTCCCCTGTTGATAGAC
AGCTCCTGAAGTCCTCCCTTCCTGCCCAGCTCAGAGTAGCATCCAGTTTTGCTCACAACG
CTAATGAAGTCGTACTCGTTGGTGCGACGGACAAAGCGGATGCATGTTTTGCCGTTAAAA
GCCCTCATGGCGCCTTCGATGGTGGCCACTTCTCCTCCAGAGTACTCAGAGCTAATGACG
TAAGGAATTACCACTAAACCGTTGGAGGCTTTCTTCCAGAAACAGCTGCTGCTCCAGCAT
TTCATGGCATTCCTGTTTGTAGGAGCCACCAGGTCTCCTTCTAGCAAGAGCTGGTCAGTG
TTATTGTTGCTGGTGAGGATCCTGGTAGTGATGTCTACAAAGTCATCTTCATCACCTTCT
TCATGGCCTTCTTCATGGCCTTCTTCATTTTGGACGGGCAGTGCCTGAGCAATGCCGAGC



AGGAGCAGTAAGAGCAGGCAGGTGGAGGGAGCCAGATTCATTTTGGATGTGGAGGGTTCA
GAACTGACTCCTCAAAACTTCCCCGGCCATAAGGCCCGGGTTA
>CL47Contig1
ACATCGGCTTTTCTGTTAGCGGAGGCCGTAGAGCAGCATCAAAATGGGCAAGTTTATGAA
GCCTGGGAAGGTGGTGATGGTCCTGGCTGGACGCTACGCCGGACGCAAAGCCGTCATCGT
GAAGAACATTGACGATGGAACCGCCGACCGGCCTTACAGCCACGCTCTGGTCGCAGGCAT
CGACCGCTATCCGCGCAAGGTGACCACCACCATGGGGAAGAAGAAGATTGCCAAGAGGTC
CAAGATCAAGGCCTTCGTCAAAGTCTTCAACTACAACCACCTAATGCCCACCAGATACTC
TGTAGATATTCCTCTGGACAAAACTGTTGTCAACAAGGACGTCTTCAGAGATCCCGCTCT
GAAACGCAAAGCAAGGCGGGAAGCTAAGGTCAAGTTTGAGGAGAGGTACAAGACGGGCAA
GAACAAATGGTTCTTCCAGAAGCTCAGATTCTAACTTCAGTTTCACAAATAAAAGTTTAA
AAACCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATAAAAAAAAAAAAAAAAAAAGGG
CGGCCGNG
>CL48Contig1
CTTTGTTGAGGACTATATTTAACCCTTGATTTGAAATTATTTCTCAAATCAGATTCCTAA
TATTTTAATTTAGTTTTTTTTTTAAATATAAATTAAAAAATGCTTCTTGAGAGTGTATGA
ATTGAACCTTTGTGTCCATATTTATTCCATAAAATGTATGTCAAAGTAACATTTATTAGC
TCAGTGTTGCTAGTTGAAATTCATGTTCAGCTCATCTTATAGACACTAAAGCTGGGACCT
AATGCCCCCCTGCTTTGCACTCAGCTTTGATGGGTTAGATGGGAGAGGGGGAAACCACTA
AATGTTTCTCTGGAACTGCAGATTTTAAATTTATTTTCGATTTGTTTCCCCCCTGATGAC
CTCTGCAGGTGATCTGTAGGAAACATGGCTCGTACCAAGCAGACTGCCCGTAAGTCGACT
GGAGGCAAAGCTCCACGTAAGCAGCTGGCCACAAAGGCTGCTCGGAAAAGTGCCCCCTCC
ACCGGAGGGGTCAAGAAGCCCCATCGCTACAGGCCTGGAACCGTGGCTCTGCGAGAGATC
CGCCGTTACCAGAAGTCCACTGAGCTGCTGATCCGCAAGCTTCCCTTCCAGCGTCTGGTC
AGAGAGATCGCCCAGGACTTCAAGACAGACCTGCGTTTCCAGAGCGCCGCCATCGGAGCT
CTGCAGGAGGCCAGTGAAGCTTACTTGGTGGGTCTGTTTGAGGACACCAATCTGTGCGCC
ATCCACGCCAAACGCGTCACCATCATGCCCAAAGACATCCAGCTGGCACGCCGCATCCGT
GGCGAGCGTGCCTAGGCACTGTCGTGGTTTTTCCTTTCTTTCCCTCACCTTTCTATCCAT
CCGTCCCCCCCACCCCCGCCCCTGTTCTGGTAGTGTGTAGAGAAAAGCTGATTCTATTAT
CATTAAATTATATAGACATGTTTTCTTGGTGCAGCATCGCCTCTCATCTGGTGCATGAAC
CCACTCTACGGTGAGGAGACCTCTGTTTTTGGACCGCGTTTGTTGGAAGAATGTTTGGAT
GACGCCCATGTCAGGGGTCAAAGAGGAGGGAAGGGAGGGGGTTTCTTCTGCTAGGGGGAG
GTCTGCTCTGCAGCAGGGTGCTGCGTGTGTCTGCATGAGCATAGAGCAAACCGACCATTT
ACTCTTCTGTTCACATCATGTTCACACCGATTTTTATTTGTTCCTGTTTGATATAAATTC
ACACACGTGAACTTCAGTCTATCCATTAACAACAGAAACGGGGAGGAGCTTAAACCACCA
CCGCACAGAACCGCAGGGGTGGGGGGCATTTTCTACTCACATCTGATGCCTTGGACGGAT
TCTGACACCCGAGTACCAGTACTGGTTCTGACAGCAGAGTAGAAACCTGTTTTCCAAGTG
GTTCCAACCATCATGGAAGCCTCGAGGCTTCGCCATCACAGACTTTTATAGCCGAGACTT
GCAGGACCTTTTTTACTGCAGAGGTCCGTTAACATTCTTAAAGTCTTGAACTGAGGTAAT
TTTTTTAAAGAGACATGGGCTAAATGGATAAAGCATTTTAAATTGGTGTCCAGGATTCAA
TAACATACATCATGCATGTATGTAGACTCCGTGCATCCCCGTCTTCTGTTCCTCCTTTGA
GACCTTTTGAGCATCTGCTTCTCAGGACGACTGTTTAACCTCAAATGCAGCCGTTTCTTT
TTTTTCTGTTTGTTTCTTGTACATTTCTTTTTCTTTTTTTTATTTTAAAGATAATATCTG
AAACATTTGTAATTTCCATATTTGTCATATAAAGTGGTAATAAATGGATGTTACACAACC
TGTGGTGCAGAAGTAAATCCAAACAAAAAAAAAA
>CL48Contig2
GATTTTTCAGCTTCCTTTTGTCATCCTTATATTATGTCTTTTATTTTTCAGGTGTATCTC
ATTTCTGATCAAAATTAAAGGATTATGCTAAAGGCATGTTAGTTGGGTGACATTCAGTTT
CAAATCAAGCAATCCCAGTGCAGCTTGTGGATGCAGATGGGTACCAGGCATTAATGTGAG
GCCTTTCTTCTCTGTTTCAAGCCCTCCAAATGGATAAATGCAAATATGATGAAGCTTCCC
GTTTGAATTTATTAAGGTGGATCCGCGGCCGCCGAATTCGGCGGCGGCGGATCCTTTTTT
TACTCATAAAGACATTTAATAGAAACGTGACAACATTCCATAAATAGTATTAAATGTAGC
TGCCAAGATTTGGGGGTGGGGGGGTCTGAGGAACATGGTCTGCTCCCTCCAGAGCACAGA
GGGACCTGAACACCCCCACACTGCAGTGAGGCCATCTGACACATTCATGGTACAATGACT
GCCCCTTCCCAGGATGAACCCCCAGAATGCAATCAGCTCAAATGTTGTACAATGAACTGA
GGGAGGGGGGCAGGTGGTTGAAGCCGCCTTTAGTGTACATGAGGGGGGGGTTGTGGAATG
GTTGGTTTATTGATCACTCTAAAAATACAAAATTCAAAGAACTTATAAAAACCCAAGAAA
TAAAAAATGTCCACAAGATGGTCAAGTGTGATAAATAGGATCTGCGGTGATGGGGGGGTC
TAAGCCCTCTCCCCCCTTATCCTGCGGGCCAGCTGGATGTCTTTGGGCATGATGGTGACC
CGCTTGGCGTGGATGGCGCACAGGTTGGTGTCCTCAAACAGACCCACCAGGTACGCCTCG
CTGGCCTCCTGCAGGGCTCCGATGGCGGCGCTCTGGAAGCGCAGGTCGGTCTTAAAGTCC
TGGGCGATCTCCCTGACCAGCCGCTGGAACGGCAGCTTACGGATCAGCAGCTCCGTGGAC
TTCTGGTAGCGGCGGATCTCCCTCAGAGCCACGGTCCCGGGCCTGTAGCGATGAGGCTTC
TTCACGCCGCCCGTGGACGGGGCGCTTTTCCGGGCGGCTTTGGTCGCGAGCTGCTTCCGC



GGAGCCTTTCCTCCGGTGGACTTACGGGCCGTCTGCTTGGTACGAGCCATGGCGAACGCT
CTTCAGTGTGTTTGTTGACCACTTAATAAAGCCAAATCGCTGTTGGTGAAAGGGAATTTT
TTGCTGAGACAGTGGCCGAGGCCGAGTATTTATACATTCTCTGACGTCACTCTTGTAACG
ACTTGAGCAGCG
>CL48Contig3
CTTCTGGTAGGGGGAGGTCTGCTCTGCAGCAGGGTGCTGCGTGTGTCTGCATGAGCATAG
AGCAAACCGACCATTTACTCTTCTGTTCACATCATGTTCACACCGATTTTTATTTGTTCC
TGTTTGATATAAATTCACACACGTGAACTTCAGTCTATCCATTAACAACAGAAACGGGGA
GGAGCTTAAACCACCACCGCACAGAACCGCAGGGGTGGGGGGCATTTTCTACTCACATCT
GATGCCTTGGACGGATTCTGACACCCGAGTACCAGTATTAGTTCTGGCAGCACAGTACTG
GTTCTGACAGCAGAGTAGAAACCTGTTTTCCAAGTGGTTCCAACCATCATGGAAGCCTCG
AGGCTTCGCCATCACAGACTTTTATAGCCGAGACTTGCAGGACCTTTTTTACTGCAGAGG
TCCGTTAACATTCTTAAAGTCTTGAACTGAGGTAATTTTTTTAAAGAGACATGGGCTAAA
TGGATAAAGCATTTTAAATTGGTGTCCAGGATTCAATAACATACATCATGCATGTATGTA
GACTCCGTGCATCCCCGTCTTCTGTTCCTCCTTTGAGACCTTTTGAGCATCTGCTTCTCA
GGACGACTGTTTAACCTCAAATGCAGCCGTTTCTTTTTTTTCTGTTTGTTTCTTTCTGTT
TTGTTTCTTGTACATTTCTTTTTCTTTTTTTTATTTTAAAGATAATATCTGAAACAACAT
TTGTAATTTCCATATTTGTCATATAAAGTGGTAATAAATGGATGTTACACAACCTGTGGG
CAGAAG
>CL48Contig4
TTCGGCACGAGGGTTCCTGTCTGCGACGCGTTGTCCTCAGCTTAACGCGTCGCAGACAGG
AACAGTAAAATTCTATTTTCCAGCGAAAATCTTTCAGTAAGTTTTCAAAGGTGATCTGTA
GGAAACATGGCTCGTACCAAGCAGACTGCCCGTAAGTCCACTGGAGGCAAAGCTCCACGT
AAGCAGCTGGCCACAAAGGCTGCTCGGAAAAGTGCCCCCTCCACCGGAGGGGTCAAGAAG
CCCCATCGCTACAGGCCTGGAACCGTGGCTCTGCGAGAGATCCGCCGTTACCAGAAGTCC
ACTGAGCTGCTGATCCGCAAGCTTCCCTTCCAGCGTCTGGTCAGAGAGATCGCCCAGGAC
TTCAAGACAGACCTGCGTTTCCAGAGCGCCGCCATCGGAGCTCTGCAGGAGGCCAGTGAA
GCTTACCTGGTGGGTCTGTTTGAGGACACCAACCTGTGCGCCATCCATGCCAAACGTGTC
ACCATCATGCCCAAAGACATCCAGCTGGCACGCCGCATCCGTGGCGAACGTGCCTAGGAG
AATCCCCGCGTCATGATACGCTTCTTTACTTGTTTCTTCTTCTGCTTCCTTTTACACTCA
GTAGTTTGGTTTGAGGTTCTACAAATATATCATATCATTGTGATGACCGTCAATGTCCAA
TCATGTCTTCTTTGGTGCTACTAGAAGCAGATTCTGAATAGCAGTTTATTCTTCTATGTT
CAGACTTTGAATGATAGAGCCACTCAGCAGTTTTACTGAGGACACAGCAATACCTTGTTA
CCATAGTAACTGGGGTGTTTCTGCAGGCAACAATTCTCTCTAATTTGAAATGGGAATAGG
AAGTAGAGTAAAGATCGAAGTTTTCATTTAGGGAATAGCATGTACTTTGACATAAGTTTC
AGTTTTTTTTTTCTTAGACATTAGTTGTAAAAGTACTGCGATTTCTGTTTTTTTCTGTCT
GTATTGTTATTTCTACTGTTGATGTTGATTGTTTCAAAGAGCAGAAGCTTGATTCTAGTT
GTCATTGAGAAATAACTGCATGGTTTGACAGACTAAAAGCGGCGTATATGTAGCAGACCT
GTGTGATCCTGTTTTCATTTTTCAGCCAGGTGGTGTTTTTGTTCTTCTCTCAGGTTGATA
TGATAATCCTTTTTTTTTTCTACTGTTTTATGTTTTTAGTCATTTTTAAGAGGAAATTCT
TGTACTCACATTCAAGCATAATAAAAGNATTTTTG
>CL48Contig5
GAGGGCTCCGATGGCGGCGCTCTGGAAGCGCAGGTCGGTCTTAAAGTCCTGGGCGATCTC
CCTGACCAGCCGCTGGAACGGCAGCTTACGGATCAGCAGCTCCGTGGACTTCTGGTAGCG
GCGGATCTCCCTCAGAGCCACGGTCCCGGGCCTGGAAAACACGCCGGGAGGGAGGGGTTA
CAGGCGTTCAGGCCCACCGAACCACGGGGCCCGCCGCGTGAGCTCACCTGTAGCGATGAG
GCTTCTTCACGCCGCCCGTGGACGGGGCGCTTTTCCGGGCGGCTTTGGTCGCGAGCTGCT
TCCGCGGAGCCTTTCCTCCGGTGGACTTACGGGCCGTCTGCTTGGTACGAGCCATGGCGA
ACGCTCTGGAAGCCCAAAAGACTCGGTTCAGGTCTCAGAACGACAACAGCAGGGCGAGGG
GACGGTCACTGCCCGCCTGCTGGGAGTTCCCCTCCCCCAGGCCGAAACCCCCCAGCAGTT
TGACGGAAAATTAACGGAAAAACACAAGAAAGCAGCACAGTAAAGCTGAATCTCCTACAA
ACGCCCGCCGTGATGCCAACACCCCAGAACTTTCTGCCCGGCCTCAGCCCGCCTCTCCGG
CTCACCGCCTTCACCCTCATTTCAAAACAAATGGCGCCGAAGCTCCTCGGCTCTTCGTCT
GCGCCATCTTTGTTTCCGACCGGCCTCCACGGCTTTCAACTATTTTACGGAACTCTGAGG
GAAATCCTACTTCGATTGTGACTTAACACGATTGTCTATGAATGTCAGTTATATGCAGTC
ACAAGTTTACTCGTTTTAACCAAAAATCAGCATTTAATCAGAGAATAAAACGTTACATTC
TCACTGACTCCATTGTTCTATTTTTAGCTAATAGGCTAATCTGCTACCGTAACGGATCGA
CATGACGGCCGTTCAGACACAGCAGATCGTGAGGAGGTTTAAGTACAAAAATATTAAACG
GTACTTTTTTATATTCCAATACAAATCGCAA
>CL48Contig6
GCACGAGGAAATAGAGACGCGCCGCTCACTGTATCCCCGGTGATCTGTAGGAAACATGGC
TCGTACCAAGCAGACTGCCCGTAAGTCGACTGGAGGCAAAGCTCCACGTAAGCAGCTGGC
CACAAAGGCTGCTCGGAAAAGTGCCCCCTCCACCGGAGGGGTCAAGAAGCCCCATCGCTA
CAGGCCTGGAACCGTGGCTCTGCGAGAGATCCGCCGTTACCAGAAGTCCACTGAGCTGCT



GATCCGCAAGCTTCCCTTCCAGCGTCTGGTCAGAGAGATCGCCCAGGACTTCAAGACAGA
CCTGCGTTTCCAGAGCGCCGCCATCGGAGCTCTGCAGGAGGCCAGTGAAGCTTACTTGGT
GGGTCTGTTTGAGGACACCAATCTGTGCGCCATCCACGCCAAACGCGTCACCATCATGCC
CAAAGACATCCAGCTGGCACGCCGCATCCGTGGCGAGCGTGCCTAGGCACTGTCGTGGTT
TTTCCTTTCTTTCCCTCACCTTTCTACTCACATCTGATGCCTTGGACGGATTCTGACACC
CGAGTACCAGTACTGGTTCTGACAGCAGAGTAGAAACCTGTTTTCCAAGTGGTTCCAACC
ATCATGGAAGCCTCGAGGCTTCGCCATCACAGACTTTTATAGCCGAGACTTGCAGGACCT
TTTTTACTGCAGAGGTCCGTTAACATTCTTAAAGTCTTGAACTGAGGTAATTTTTTTAAA
GAGACATGGGCTAAATGGATAAAGCATTTTAAATTGGTGTCCAGGATTCAATAACATACA
TCATGCATGTATGTAGACTCCGTGCATCCCCGTCTTCTGTTCCTCCTTTGAGACCTTTTG
AGCATCTGCTTCTCAGGACGACTGTTTAACCTCAAATGCAGCCGTTTCTTTTTTTTCTGT
TTGTTTCTTGTACATTTCTTTTTCTTTTTTTTATTTTAAAGATAATATCTGAAACATT
>CL48Contig7
TTTTTTTTTTGTGTAACATCCATTTATTACCACTTTATATGACAAATATGGAAATTACAA
ATGTTTCAGATATTATCTTTAAAATAAAAAAAAGAAAAAGAAATGTACAAGAAACAAACA
GAAAAAAAAGAAACGGCTGCATTTGAGGTTAAACAGTCGTCCTGAGAAGCAGATGCTCAA
AAGGTCTCAAAGGAGGAACAGAAGACGGGGATGCACGGAGTCTACATACATGCATGATGT
ATGTTATTGAATCCTGGACACCAATTTAAAATGCTTTATCCATTTAGCCCATGTCTCTTT
AAAAAAATTACCTCAGTTCAAGACTTTAAGAATGTTAACGGACCTCTGCAGTAAAAAAGG
TCCTGCAAGTCTCGGCTATAAAAGTCTGTGATGGCGAAGCCTCGAGGCTTCCATGATGGT
GACGCGTTTGGCGTGGATGGCGCACAGATTGGTGTCCTCAAACAGACCCACCAAGTAAGC
TTCACTGGCCTCCTGCAGAGCTCCGATGGCG
>CL48Contig8
GATGTGAGTCAGAATTTCCTCTTAAAAATGACTAAAAACATAAAACAGTAGAAAAAAAAA
NGGATTATCATATCAACCTGAGAGAAGAACAAAAACNCCACCNGGCTGAAAAATGAAAAC
AGGATCACACAGGTCTGCTACATATACGCCGCTTTTAGTCNGTCAAACCATGCAGTTATT
TCTCAANGACAACTAGAATCAAGCTTCTGCTCTTTGAAACAATCAACATCAACNGTAGAA
ATAACAATACAGACGGAAAAAAACAGAAATCGCAGTACTTTTACAACTAANGTCTAAGAA
AAAAAAAACNGAANCTTANGTCAAAGTACNNGCTNTTCCCTAAANGAAAACTTCGATCTT
TACNCTACTTCCTATTCCCATTTCAAATTANAGAGAATTGTTGCCNGCANAANCNCCCCA
GTTACTANGGTAACANGGTNTNGCNGNGNCCNCAGTAAAACNGCTGAGGGGCTCTTTCAT
TCAANGTCNGAACATAGAAAAATAANCNGCTNTTCANAATCTGCTTCTAGTAGCACCAAA
NAANACNTGATTGGACNTTGACGGTCATCACAATGATTTGATATATTTGTAGAACCTCAA
ACCAAACTACTGAGTGTAAAAGGAAGCA
>CL49Contig1
GCACTGTTTGGCCCTGAGTAGCAAGGTCCATCTCCATCTCGCTCCCGAACAGCCAGAAGA
AACACCACCGAGGGGCTGATAGCAACCGCAAGCCGCAACCATGAATGGCACAGAGGGACC
ATATTTTTATGTCCCTATGGTGAACACCACCGGCATTGTCCGGAGTCCTTATGAATATCC
TCAGTATTACCTTGTCAGCCCAGCAGCCTATGCTGCTCTGGGTGCCTACATGTTTTTTCT
CATCCTGGTTGGCTTCCCCATCAACTTCCTCACTCTCTACGTCACCCTCGAACACAAGAA
GCTGCGAACCCCTCTAAACTACATCCTGCTAAACCTCGCGGTGGCCGACCTCTTCATGGT
GTTCGGAGGATTCACTACAACGATGTACACCTCCATGCACGGCTACTTTGTCCTTGGACG
TCTCGGCTGCAATCTGGAAGGATTCTTTGCTACCCTTGGTGGTGAAATTGGTCTCTGGTC
ACTGGTTGTTCTGGCTATTGAGAGATGGGTGGTTGTCTGCAAGCCCATCAGCAACTTCCG
CTTTGGTGAGAATCATGCTATTATGGGTTTGGTCTTCACCTGGATCATGGCTGCCTCCTG
TGCCGTGCCCCCTCTCGTCGGCTGGTCTCGTTACATCCCAGAGGGCATGCAGTGCTCATG
TGGAGTCGACTACTACACCCGTGCAGAGGGCTTCAACAACGAGTCCTTTGTTGTCTACAT
GTTCGTCTGCCACTTCCTAATTCCACTGATCGTTGTGTTCTTCTGCTACGGCCGTCTGCT
CTGCGCTGTCAAGGAGGCTGCTGCTGCCCAGCAGGAGTCTGAGACCACCCAGAGAGCTGA
GAGGGAAGTCACCCGCATGGTTGTCATCATGGTCATCGGCTTCCTGGTATGTTGGCTTCC
CTATGCCAGTGTGGCCTGGTACATCTTCACAAATCAGGGCTCTGAATTCGGGCCACTCTT
CATGACCATCCCAGCCTTCTTTGCCAAGAGTTCTTCCATCTACAACCCAGCAATCTACAT
CTGCATGAACAAGCAGTTCCGCAACTGCATGATCACCACCCTGTGCTGTGGGAAGAATCC
CTTTGAAGAGGAGGAGGGAGCCTCCACTACTGCTTCCAAGACCGAGGCCTCATCTGTCTC
CTCAAGCTCTGTGTCCCCTGCATAAAAGCAACATCAAGCAAAGGTTTCATGATCCACTAT
CCAAGAAGAAGACTTCTGCTCCCCCAGGGAAACGACTGCAGGCTAATGTCTACAGAAATA
ACTTCCTTTTTGTATTTTTACAAATGAGTTGGTTCAACTAAAAGACAGTTGCAGGAAAGG
TCAGCCCATTACAGAGTTGTTCCTGTATGTACAGAATATCCAACTTAATAATCTGTGATT
ATTTTTTTCCTGAGAAGAAAAGAAATAATGTTAATCTTTCACAGTTGGATCCTATATGAT
ACTGGCTTATTTTTGAATGTAGAGGCATGTAATCAAGGCAATGTAAAAAAAATAAATCGC
ACTTTGCAAATGATTCATTCTGTTTATGTTTTAATTACAACTTGGGTGGCAAAGTTAATG
TGACTGTAGAATATTTAATCAAATAAATAAATGTGAATGATCTATTCAGAATGCAAAAAA
AAAA
>CL50Contig1



TTTTTTTTTTGACATTTTAAAAGTTTTTATTCAAGAACATTAAGATCAACCACTGAAACC
AGAAGTGTTTCCTCCTGCCCTAAAAGAAACATAACTTAACAGAAAATTTAAGATGACCAG
ATTGAAAAATCATAATTTCAGGGGATCTATCAGACTTTTGACCTAGTAGACAGTAATTTG
CTGTGGCATTTAAACGGACTAAGTATTACGTCCACATACAGTTTTCAAACATTTGGTAAG
CAATTGTTTTATTAGTTTAACATCAAAACAAAAGGAGTTCCTATTCTGCAAAAAATTTAC
TATGCTTTAGCTGCCTTTAAAATTATATTCAAAATCCAACTTGAAAACATCTACTCCTCA
GCAGTTTCAAATAAGATAAAAGAACAAAACAACAGATTAGACAAACTAAAAATGCCACAC
CTACAGAATATGGACGGTAATTTTGATATAAAATGGATATGAATGTGAAAACAGAGTTTT
GTTACATCAAGTGCAAGCCCAAAACAAACCTATAAATGACATTTGTAATATAAAACTTGG
TAAAAAATACTTATTTAAAACTGTACAATCACCAAGTACACAGAGTAAGCACATCAACTG
TTATTTATTTGGCTTCAGTGGCTTCAGCCTTTGGCTCCTGTGAACACAAAACAAGATTGG
ACAACATTTTTTATTTAAAGGAGAAAGTCAGAAAAAAAAAAGGATTTCTTCAACTATATG
TGTGATTCAGAAAAAGCAGTAAACCTGGGACAAAACAGATTCTGTGCTCCGTTTATAGAC
TGTTTGAAGGTAGTGACTAAGTTTGAGAAAAGTGAAACATGGATGTAACGATTTTTAATT
TAATTAACACGAATGGATTTCATTTATTTATGTGAAAAGTATACAAAAATATACTTTAAT
ATGTGAGATGCTAAATTGAAATGGTAAATCTTTAACATTTGTGAAATCTTGAAGTGGCAA
AAGCCAGTCGACCGGTAAAGTTTATCTTTAAGTACCTCAACCTTGGTGTTTCCATTCTCA
GCTGGTTTGGCCTTCTTTGCTTTGGGCGCCTTCTACAGAAGAATTTTTTTTTAGCACATT
TAAGATTTCAATTGATCATCAAGTGTTGGTGCAAATACTTGTAAGAAAATTATACTAATT
ACACAATTATTACCTTTGGAGCAGCCTTTTTCTTAGTCTCCACTGGTGCAGCTTTAGGTT
TCAGTGCCAGCCGCGGGGAGGTTCTTCTTTGCTTTAGAGGAAAATGGAAAAAAAAGTATT
GTTTAAAAATGTTTTCATTAAAAATCTTGTAGAACATGAATAATTATAAAATATACAAAT
ATAAATATATTTTAAAACGTTTTCAATCAAAATTGTTACTGCAGATGATTTAGAGAATAA
GTATATGACAAACCTCAGGAGGAA
>CL50Contig2
ATGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGCATTTTAAAAGTTTTTATTCAAGAAC
ATTAAGATCAACCACTGAAACCAGAAGTGTTTCCTCCTGCCCTAAAAGAAACATAACTTA
ACAGAAAATTTAAGATGACCAGATTGAAAAATCATAATTTCAGGGGATCTATCAGACTTT
TGACCTAGTAGACAGTAATTTGCTGTGGCATTTAAACGGACTAAGTATTACGTCCACATA
CAGTTTTCAAACATTTGGTAAGCAATTGTTTTATTAGTTTAACATCAAAACAAAAGGAGT
TCCTATTCTGCAAAAAATTTACTATGCTTTAGCTGCCTTTAAAATTATATTCAAAATCCA
ACTTGAAAACATCTACTCCTCAGCAGTTTCAAATAAGATAAAAGAACAAAACAACAGATT
AGACAAACTAAAAATGCCACACCTACAGAATATGGACGGTAATTTTGATATAAAATGGAT
ATGAATGTGAAAACAGAGTTTTGTTACATCAAGTGCAAGCCCAAAACAAACCTATAAATG
ACATTTGTAATATAAAACTTGGTAAAAAATACTTATTTAAAACTGTACAATCACCAAGTA
CACAGAGTAAGCACATCAACTGTTATTTATTTGGCTTCAGTGGCTTCAGCCTTTGGCTCC
TCAACCTTGGTGTTTCCATTCTCAGCTGGTTTGGCCTTCTTTGCTTTGGGCGCCTTCTTT
GGAGCAGCCTTTTTCTTAGTCTCCACTGGTGCAGCTTTAGGTTTCAGTGCCAGCCGCGGG
GAGGTTCTTCTTTGCTCAGGAGGAACAGTTTGCTTTGCTTTGCCCATATTTCTTTAGGGT
TGGATTAAAAAGACAGAAAGTTGAAAAAAATATATGGCTGTTGGACAGACTTTTTCCGGA
GAGACAACACACGACAACCTTGCAGTTGCTGTGTAAAATGGCGAATGTATAATGCAAACG
AATGTTTTTGTAGTTTATACAGTGAAGTATAAGACGCGACGCGTGGTCGAC
>CL51Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTAGAAAGAAAGTGTGACGTTTTA
TTCATTACATTTTAGAAACAGCTGGTTAGAAACCTGAACTCAGATCATTGTGCAGACAAA
CGCATGTCCAGACAGCTGTAACAAAAACAAAACAATAGTTGGAATCACATTTATTAGTCT
GCAAGCGTGGAGCCAAAACCTCCTGCTGCTTTCCTGAAGCCCCCCCTCCACACTCCTGGT
CGCTCTCAGTTTCAGTGTGGATCAAGGTGCTGAAGAGGCTCCTCCCCCTCATAAGCCCTT
TACCAAACCTCAACCTCAGAGTGGACAGGTCAGATCTTCTTGCTCTTTGAACTGTCGTAT
TTCCTTTTGCTGGAGTACCAGAGGAGCAGAGGGATGCCGATGGAGGGCAGAGTCATGACA
CCAAAGGCGGCCCAATCCAAGTAGTGTGGAGAGAAGCGCCGATCAAACTCCCTCTGGGCT
AGGATGCCCCCCTGTCCGGGCGCACTGGTGTAGCCCACCACAACCTGTCCTCCTTCCTGT
GCCAGGTAGCTGACTGAGGCTGACGTGAAATTAAAGTACCCGGCTTTCAGGGGTCGCAGC
ACCACGGTGTGAGACACATTACTGGCTGGAGCAATCCTGTCCCATTTGACATTCAGCATT
CCCGAGACGATCCCAAAATCTTCAGGGGGAAAAGAATCATCCGACAGCTCCACCTCCAGA
GCAGCACTGGAGCCAACGTTGTAGAGGTTATACTGCAGGGTGAGGTCCCTGCCCTCCACA
GCGTAGCGGTTCAACAGGGACTTGGAGGCCAGCAGGCGGGCCCCTTCCTCTCCAAGGCCC
AGCAGGAACAGAGAGAGAAATATGCAGGAGCGCAGCATCATGACCATCGTTGACTGCATC
CTCGAAGCACAGACAGAGAAGGGACAGATCTGCGCATCCCCCGGCCATAAGGCCCGGGTT
AAACGGCGC
>CL51Contig2
TGACATTCAGCATTCCCGAGACGATCCCAAAATNTTCAGGGGGAAAAGAATCATCCGACA
GCTCCACCTCCAGAGCAGCACNGGAGCCAACGTTGTAGAGGTTATACTGCAGGGTGAGGT
CCCTGCCCTCCACAGCGTAGCGGTTCAACAGGGACTTGGAGGATTTTCATGTTTTATTAA



CACTTCATTTCTTGGCTTTGAAGTATTCCTCAATCACGTCCTTGGCTTGAGACTCCTTGC
CGTAATCCTTGACAACAACACAACTACAGCCGACCACCTTGCGGGGTTTGCCCTCCCGGT
CGATCTTGCACAAACCGACCCACTCACCGAGCTTCTTGTTGTCGTCAACTTTTATCAGGT
TAATTTGATGCTCAGCGCAGAGGGCTTCCACCAGCTTCACGTACATCGGCTCATCGCAGT
TGGCGGCCAGGACGCAGAGATGGGCCTGACGCTTGTCCAGGGCCTTGGCAGCCTCGCGGA
TTCCACGGGCAAGGCCGTCATGGATGAGTGCGGTCTTCAGCACCTCTGGGAGAGCAGTGT
TCACATCCATCCCACCTCCGGCAGCAATGCCTTCCTCGGCCATTGTTCAAATGTGATGGA
TGGCGGACTCAAAGTTTCTGTGCTCCTGTCGGAATACAAGAAAATAGTTATAATCAATCA
CAAAAATGTTCCAGGGTTGATTTTAAAAGCTACGATGCCTATT
>CL52Contig1
TTTTTTTTTTTTTTTTTTTGGATTTGTGTGCATTTATTGGAAAGCAGCTCCCTTAACAAA
AACGGGAAACCTCACCTCATCGGTCACACAGTCAACACTGGATGGAATGTTTCTACAGGA
ATGAGATGGGGAATGACAGCGGACCACAGTATGACGATGCAAACATGCCAGGAGGATTGT
GGGCCATGAACAGCTGTTCTCCAGCTTTGGGTGACAAGAGGAAGTCTTGAGGCAAGAGTT
TGGCCGTCTGAGACCAACAGGAGGAAGTGCTGCAGGACCGAGCGGCTCAGTAGAGCCAGC
TGAAGGCACAGCTGGTGTAGCTGACCAGCTCCTCCGGCTGGAACCACAGGGAGATCTCCG
TGTTGGCACTCTCCACAGAGTCGCTGCCGTGGATGATGTTCTTGCTGACGTCGATGCAGA
AGTCCCCTCTGATGGTCCCGGGTTTGGAATCGGCGGGGTTGGTCTCCCCCAGCATCACCC
TGCCCGTCTTCACAACACCTTTACCCTCCCACACCATGGCGACCACTGGACCGGAGCTCA
TGTAGTTGACCAGGGTGGGAAAGAAGGGCCTGTCCTTCAGGTCAATGTAATGCTTCATGA
GGAGGTCCTCGGACGCCTGGACCATCTTCATTCCCACAAGCTTGAAGCCCTTCATCTCAA
AGCGCTTGATGATCTCTCCGATGATCCCCCTCTGGACGCCATCGGGCTTGATGGCGATGA
AGGTGCGTTCCTGCAGCTCACTCATGGTTATTACACTGAAAACGAGACTCGACGGCACAC
GACAGCTCTTGCCAG
>CL52Contig2
GGCGGTGGAAAAATGGTGTACGTGTCGAACGGTCAGGTCCTGGACAGCAGGGCTCAGTCG
CCATGGCGACTTTCCTTACTGGTGGATCTTTTCTGGGACGCACTGGAATTTTTCAGGCTC
TTCTTCAAAACCATGTTTCATCCTGACTTGACAAAGGACGGAAACTCAGCTTCATCACGC
TTCAGTGACGGCAGAGGTCCTCCAGGACCACCCGGTGGCAGGAGACGGATAGGAAGAATA
AACCATGGTGCAGGACCCAATGCTCCACCAATGGGAGGAGGAGGATGAGGAAGGTAAACG
CCTACACGTGTAGTGTAGGCGCGGGGCCTAACTCAGCAGCTGTGACAACGCCCTGCTTGC
TGTCCTGGAGCCCCTCTTCATTCGCTGCTACTGCCTCAAGCAGTTTCCTGACGCCTCTCT
GGGAATTCCTTCATTTAGGGACCAGAATGGCTGATAAAGCAGCAGCCTCCTGACCTTTTT
TTTGGACTTTTGTTCTGTGACATCGGTTTCTCACAAATGTACTACATGCGTTTTGCTTAT
ACATTCTTGAAATTATTTAGTTTCTTTACTTGGTTTCATGTTTCAATAAAAATGTAGTGG
TGAGCGGCTGATTGGTATGATCAAAGTGAGCTTGGTTCCATTTGCCATCGATAATCTCAC
TAAACACTTAATGGTTGATAAATGGATAACCAGCAAAAATTTCAGAGTATCCCTTAACAC
CTCACACTTAAACTGCTGTATTAAANAATATTATCTTCAAATAAAACATAAATTTACAAT
AC
>CL52Contig3
TTTTTTTTTTCAGTTNATATCCATCTTTATTATNGGCTGCTTAGACTTTGTTCCAGGTCT
TTATTTGTAAGAAACGACACCGTTTCTTCCTCCTTCACCTGGGTGTACTTCATGGATTGA
ACAGCAGGTTGAGCTGTTCTTAAACGGTGCATTCTAAAAGCAGAATACTATAATGATCAA
AAATGACAGCAGAACCTCTGGGCTGACAGCGACGCGCCGATCCGGCGTGGAATGACGCTG
CAGAGCATAAGCAGCTTTGGCCGTGAACGCCGATGACATCACTAAAGTTAACCGGGAAAT
CCCTCTTCACCTTGGCGTCGACCGGCGGGATGGATGGAGAAGCGTTGGAGCGTTCACGAG
GCGGGACACCACTGGATTTGTGTGCATTTATTGGAAAGCAGCTCCCTTAACAAAAACGGG
AAACCTCACCTCATCGATCACACAGTCAAGCACTGGATGGAATGTTTCTACAGGAATGAG
ATGGGGAATGACAGCGGCCCACAGTATGACGATGCAAACATGCCAGGAGGATTGTGGGCC
ATGAACAGCTGTTCTCCAGCTTGTCTTGAGGCAAGAGTTTGGTCGCCTGAGACCAACAGG
AGGAAGTGCTGCAGGACCGAGCGGCTCAGTAGAGCCAGCTGAAGGCACAGCTGGTGTAGC
TGACCAGCTCCTCCGGCTGGAACCACAGGGAGATCTCCGTGTTGGCACTCTCCACAGAGT
CGCTGCCGTGGATGATGTTCTTGCTGACGTCGATGCAGAAGTCCCCTCTGATGGTCCCGG
GTTTGGAATCGGCGGGGTTGGTCTCCCCCAGCATCACCCTGCCCGTCTTCACAACACCTT
TACCCTCCCACACCATGGCGACCACTGGACCGGAGCTCATGTAGTTGACGAGGGTGGGAA
AGAAGGGCCTGTCCTTCAGGTCAATGTAATGCTTCATGAGGAGGTCCTCGGACGCCTGGA
CCATCTTCATCCCCACTAGCTTGAAGCCCTTCATCTCAAAGCGCTTGATGATCTCCCCGA
TGATCCCCCTCTGGACGCCATCGGGCTTGATGGCGATGAAGGTGCGTTCCTGCAGCTCAC
TCATGGTTATTAGACTGAAAACGAGACTCGACGGCACACGACAGCTCTTGCCAGTTGAAA
GAGAAGACCGGACAGCGCATGCCCACCATCTTTATCAGAGGCC
>CL53Contig1
CCATATGGTACAAACAAAAATCAGGAATAGTTTCTTCTTAAAACATCTTATAATACAGAA
TATTGTATATACACAAGTATATTAAATCACAGTTTGATGATTTCACACCATTGAGCAAAC
AGGATGCTTTACACAGCTGGAAAACCACAGAATTCATTTTGACAGGATCGGGCTGTTCAC



ACGATGAACATCATTTCTTCATATTTTCACTCTGAGGCATTAGATTTAAAAGTTCTTCAG
CTGCAGACTGGCTTTTTGCTTGAAGGCCGTGGAAATCTTTTCAGGTAGCACAAACCTGAA
GGAGCCGTTTTAGCATGCATGAGGATTACAGAGGTCGAGTTTCCCCATGCAAGGGCTGCA
TTTCTGCAAAATGCAACATGAAAATATGTTGGCAAAAAAGCAACTCAGTTTTAATTTTGC
AATGAAAAAACAACACTCTGAGACCATCATGTGACCCTTTTTAAAAATATATGTTTTTCC
TACAAAAGGAGAGTTGAAGAAGGACGAAAGAATGCAACGTGGTTCTCTTAATGTCAGAGA
TGCTGAGCAATCCCTGCAGGCTATAAGATGAGTCTGGCCTCAAGTAGAGGGTCATTTTGG
CAAAACCTCGGGGTGAGACTGCACTGTAAAACCGGGTTACTGAGACGGTGAAGGGGAATA
CTAGATCACCTCTTTCTGCTGTACTGAGTAAAGTATTCAGAAGGACAAAAGCACCGTCTG
TCATGTAGCTCAGAAGTCCTTCAATGGTCATTTTCATAAAGAGCTGCAGCTTTTTGTGTG
CGAGGAGTGAACAGAACAGTCGGAAAAAGCACAATCATATTTTAACAGAAGGGTAAAAAC
AAAATAATGGCACATGGATGAATCTCAACCAAAATAAACTTAAAAAAAATAAAACAGTAC
AGAATTGCACTTTGTCCCTGGATATTTCTCCAGTGTTTCCTGAGCTACAGATCTCCTTCA
ACTCATTAACATATTGGACTTTCTGACACTACCAAAATAAAAGAAAGAAAAAGAAAAAGG
TAAAAAAATAAAATAAAATCTATCTGGTGCAAAAAAATGTTAGAATGCTACCTCGTGCCG
AATTCAGTATTTAATGTTTTTTATTAACAATATTTCAGTCTAGCGTTTTCCACCAACACG
GGGTGCGCTGACTTTCATGGGCTTGGCGATCTTGGGTTTCTGTGCAGCCTTAGCAGACGA
CTTTGCAGCTGCAGTAGCAGGCTTCTTAGCTGCCTGCTTCGCCTTCTTGGCCTCCTTGGC
AGCTCTGATGGCCTGCTCCCTTTGGGCCTTGCGGACCTCGGGTTTCTGGTTCCTCTTCGC
CATAATCTCAGCCAGGGAGGCGCCAGTAATGGCCCTCTGGAACTTCACTGCACGGCGGGT
GCGCTTCTTCGTGACTTCTTCAGACTGTCCCTTCTTGTGCTTACGTCTGTACAGCACAGT
CCAGTTGATCTGTCTGGGGTTCCTTTTCGCCAGGAAGGCAGACTCGCATTTTGCATTCAG
AAATTGAAACACCTTTCCGTCTATCCTAGCGTATCGGCGACCATGGCCGGGGTAAATCTT
ATACCCGCTGAAACTGCACAACTCGACCTTCATGATGGCTTATGGAGGGCCCAAACCGGA
AAAAAAGCCC
>CL54Contig1
GGCTATAAAGGCGGCGTTTTGCCGAGCCTCTGCCTTCTTCTTCATTCCAGTCGGGAGGCT
GTGCTGCTCCGCGTGCCACTTCACGTGTCCTCGTTGAAAAAAACAAGTCTCAAGATGACC
CATCAGTATCCATCCCTATCTCCAGAGCAGAAGAAGGAGCTCTCTGACATTGCTCAGAGA
ATTGTTGCTCCAGGAAAGGGAATACTGGCTGCAGATGAATCAACAGGTACCATGGCCAAA
CGCCTGCAAAAGATCAACGTGGAGAACACAGAGGAGAACCGCCGTTGCTTCCGTGACATC
CTTTTCTCCAGCGATCAGTCGATTGCTAACAACATTGGGGGGGTCATTTTCTTCCACGAA
ACCCTCTACCAGAAGGCAGACAACGGCAAGCTTTTCCCCCAGGTCATCAAGGAGAAAGGC
ATTGTTGTTGGTATCAAGGTGGACAAAGGCACAGCTGGACTGAATGGAACTAATGGAGAG
ACAACCACACAAGGTCTTGATGGCCTGTCGGAGCGATGTGCCCAGTACAAGAAAGACGGC
TGCGACTTTGCTAAGTGGAGGTGTGTGCTGAAGATCTCTGATGGCTGCCCGTCAGCTCTC
GCCATTGCAGAAAACGCCAATGTCCTCGCCAGATATGCCAGTATCTGCCAACAGAACGGT
CTGGTGCCCATCGTGGAGCCAGAGATCCTGCCTGATGGTGACCACGACCTGCAGAGGTGC
CAGTATGTGACGGAAAAGGTGCTGGCTGCCACCTACAAGGCTCTTTCAGACCACCATGTG
TACCTGGAGGGCACTCTGCTGAAGCCCAACATGGTCACTGCTGGACACTCCTGCACTAAG
AAATACACCCCCCAAGAGGTTGCCATGGCTACAGTGACTGCTCTTAGGCGCACCGTTCCC
GCCTCAGTCCCCGGTATCTGCTTCCTGTCTGGAGGCCAGAGTGAGGAGGAGGCCTCTGTT
AACCTGAACGCCATGAACCAGGTGCCTCTCCATCGCCCGTGGAAGGTGACCTTCTCCTAC
GGCCGTGCGCTCCAGGCCTCTGCTCTTGCAGCCTGGGGGGGAAAAGCCGCCAACAGGAAC
GCTGCCCGCGAAGCTTTCTGCAATCGGGCCAAGATCAATAGCCTGGCTTCCAAAGGAGAG
TACAAGCCCTCAGGTTCAGCTGACCAGGCGTCCATGCAGTCTCTCTACTCTGCCAGCTAC
GTGTATTAAACCCAGGGAACACTTATTCAAAAGAAAAACCAGAAAAATAAAAGCCCACAG
GGCCAAACATCATTCCTCTACATGATGTCCTTCTTTCCTGCATGACCAACACCGAGGAGA
CTTCCACCAAGCTACTGTTTCTCTACTTGATGAAATGACTTTAAATAAAATAAAAAGACT
AAAACATTTGACAAAAAAAAAA
>CL55Contig1
GGGTGGACACATTCAAAAGTGTTGAGGTCCTGTTTAGCCAGGTGAGGCTGCCCGAGCGTC
GAACCGCGGATCCGCCGCCGCCGAATTCGGCGGCCGCGGATCCTTTTTTTTTATTGTTTT
AATCATTTAATTTATAGTTTTTGATGATTTTATAAAAGGAGAAACACTCTACAAAGAATT
TCAGCAGTTACAAAAAGACCTTCTTTTCTGTTTACTGGTTTGAGTTTATTTTGCATGATT
CTATTGAGCTGAGGAGAAAAGCAAATCTCTGAGTCTTTGGTTTGCAGAAGTGATCATAGT
TTGTGAGGAGCTTGGTGAAGCAGCAAACACCACAGTGAGGGGACTTCTCTGGAGAGCAGA
ACGCGTGCCATCCTCTAGGCTTCAGGGCATTCCTCATTCTTTGGGAGGATAGCGATGTTG
TCAGCCAAGATCCCAGTGTCCAGAGAGAACTGAGTGAACTTTTGCTGCAGGACTTCACTG
ACCTCAGGAGTGCGACTGTAAAGCTTGTTGAGAATCTCAGATGTCCCCTCCTTCGTCTTG
ATGGTGTGAATCACAGCGTAGTCATCATACACAACATCCACAAAACGCATGTCGTTGTCA
TTGTTCCAAGCCTGGCTGTGGAAGGTGAAGCGTCCGGGAGTGTCGGTTTTCTTGGCCAGG
TGGGTCATTCTCCAGCAGGTCCCATCAGCATTCAGATTGGCGTAAGACATATCCAGGTCT
CCTCCTTCAGTTGGCACAAGCATAGAAGTTCCCATCTTCATAGAGTCTTTGTGATTGACA



AACCACTGAGCGTTGGTGGCAAATCCAGTCATGAACCACTTCCCTGCAATCTTCTCCAGA
CTGAAATCACTAACAGGCATGACTTCTGCACATGCAGCCAGAGTGCATGCCAGCGCAGCC
AAAACTTGCAGCAGTGTGTTCCTCATGGCTTCAATTGTGTCGTCTTCGCCAACACAATCG
GGAGTGTCAAAGCAAAGTCCCCGGCCATAATGCCCGGGTTTACGCGC
>CL55Contig2
CTTTCATCCAAGATGGCGGGTGATGAAAGCGGTTCGACGCTCGGGCAGCCTCACCTGGCT
AAACAGGACCTCAACACTTTGAATGTGTCCACCCTGACGCCCCTCTCTCCAGAGATCATC
AGCAGACAGGCCACCATCAACATCGGCACCATTGGTCATGTGGCCCATGGAAAGTCCACG
GTGGTGAAAGCCATTTCTGGAGTTCACACCGTCCGCTTCAAGAACGAGCTGGAGAGGAAC
ATCACCATCAAGTTAGGATATGCCAACGCGAAGGTCTACAAGCTGGACGACCCCAGCTGT
CCCAGACCGGAGTGCTATCGGTCATGTGGCAGCAGCACTCCGGATGAGTTTCCCACAGAC
ATCCCAGGAACCAAAGGACACTTCAAGCTGGTCAGGCACGTGTCATTCGTGGACTGTCCC
GGTCACGACATTTTGATGGCGACCATGTTGAACGGCGCCGCGGTCATGGACGCAGCTCTG
CTGCTGATCGCGGGGAACGAGTCGTGTCCTCAGCCTCAGACGTCGGAGCATCTGGCTGCC
ATAGAGATCATGAAGCTGAAGCATATCCTGATCCTGCAGAACAAGATCGAC
>CL56Contig1
GATTGGAGTTAACTTAACGTAAGTCGAGCTCTGGATTTTTCATTTAAACTTCATATTTAG
CGGATATTTTCTCACAGTTTTAAACGTATTTGGTTCCCCTGACCTTGAGTTAACTTAACG
TTGACCGGTCCTGACTAAACCGCAAACATGGTGGCCGCAAAGAAGACGAAAAAGTCCATG
GAGTCCATCAACTCTCGCCTCCAGCTGGTGATGAAGAGTGGAAAGTACGTCCTTGGTTAC
AAACAGTCCCAAAAGATGATCCGTCAGGGAAAAGCTAAGCTGGTTATCCTGGCCAACAAC
TGCCCTGCTCTCAGAAAATCTGAGATTGAGTACTACGCCATGCTGGCCAAGACTGGAGTC
CACCACTACAGTGGAAACAACATTGAGCTGGGCACCGCCTGCGGCAAGTACTACAGGGTG
TGCACACTGGCCATTATTGACCCTGGTGATTCTGACATCATCAGGAGCATGCCCGATCAG
CAGCCACAGCCTCAGTAGAGCTGTTTCCTCACAATGTTAATAAAAAAAAAAGTAAAAGAA
GAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL56Contig2
TTCGGCACGAGGATCGAAAGTAAAGTGAGGAAAACTGAATCACAATGAACACCCGGGGAC
TTCGCTCACAATTAAAAGACAGCGTGCCTGTGGCCGGACTGTGCCCACAGGGATCGTACG
GGATCCAGGACTCTCTCCGCAGCGGCTTCACCAGTGTGAAGAATGAGCTTCTTCCAAGCC
ATCCTCTGGAACTGTCAGAGAAAAATTTTGTGCTTAACCAGGACAAGATGAATTTCTCAA
CACTTCGAAACATCCAGGGTCTTCATGCTCCCCTCAAACTGCAGATGGAGTACAGGGCAG
CCAGACAGATCCAGCGTCTGCCGTTCTTACAGAGCTCTAATTTGGCTCTCGACACACTGC
GAGGCAGCGATGACACCATCGGCTTTGAGGACATCCTCGGCGATCCAGCTCAGAGTGAAA
TGATGGGAGAGCCACACATGATGGTGGAATACAAGCTGGGATTGTTGTGAAAGCTGCAGA
ATTCGCTACCCACTCAAATATTTAGGTTTCTGTTCCTAATTAGATTAAGTCATTCATTCT
TACTGGAACATTGTAGTAAACATCTGGACAAACAGTGGGTCAGATTTTGGTTTGCATTTA
TGTACAAATAATTTCCAAGCAGCCATTTAGTGATACTTTTGTGTGAACGAAGTTGGTTGT
TATTGCTAATAAATTTCATAACTTCCTTGTTCATGTGGATTCATGGCTCCAGTTTTATTT
TTTTACCTGGAATCTTATGTTGAAATTAAAGCATGGAATTATTAGAGCGGAAGCTCTTCC
TCTCACCATATGATGACTCAAGTGTTTAGTGATTAATAAATTGTTTCCTCCNAAAAAAAA
A
>CL57Contig1
AGGAATTCGGCACGAGGCAGCTCTCCTCTCAAGCCTCCACATCTTCAGCTCTCTTTTGCT
CGGCCATTGGACAGTCTTTACCGCCACGATGAGAAAGGCAATGTCAACTACAGGCACCAC
CACCACTAGAAGGTCCTATGCCATGCCAGTCAGCTCTTCCACTAGAAGCAGCTTCTCTTT
TGGTGGACCCCAACAAAATTTTAGCAGCATGTCCTTGCAAAGGTCAGGAAGTTATGGTCT
GTCTTCAAGCCAAGGAATGGGTTCCTTCAATCCAACGATCACAGCCGTCCATGTCAACCA
GAGCCTGCTGGCCCCTCTGAACCTGGAGATCGACCCCAATATCCAGACTGTCCGCACCCA
GGAGAAGGAGCAGATCAAGTCCCTCAACAACCGCTTTGCGACTTTCATCGACAAGGTCCG
TTTCCTGGAGCAGCAGAACAAGATGCTGGAGACCAAATGGAGCCTCCTGCAGCAACAGAC
CACCACTCGCTCCAACATCGATGGCATGTTCGAGGCCTACATCTCCAATCTCCGCCGACA
ACTTGACGGGCTGGGCAACGAGAAGATGAAGCTGGAGGGAGAGCTTAGGAACATGCAGGG
CTTGGTCGAGGACTTCAAGACAAAGTACGAGGATGAAATCAACAAGCGTGCAGCTTCTGA
AAATGAGTTTGTGCTCCTAAAGAAGGATGTTGATGCCGCCTACATGAACAAGGTGGAGCT
GGAGGCTAAAGTTGATGCTCTTCAGGATGAAATCAATTTCCTCAGGGCTCTCTATGAAAC
TGAACTTCATGAATTGCAGAGCCAGATCAAGGACACATCAGTCATTGTTGAGATGGACAA
TTCTCGTCATCTCGACATGGACTCCATTGTGGCCGAAGTGCGCGCTCAGTATGAGGACAT
TGCTGCCCGCTCCAAGGCTGAAGCAGAATCCTGGTACCAACAGAAGTATCAGGAGATGGA
GTGCTCTGCTGGAAAGTACAGTGATGATCTGCGCACAACAAAAGCTGAGATCGCTGATCT
TAACCGCATGATTTCCCGTCTTCAGAATGAGATTGAGGCAGTCAAGGGCCAGAGAAGCAA
CCTTGAGGGCCAGATTGCAGAGGCTGAGGAGCGCGGTGAGCTGGCAGTGAAGGATGCCAA
GCTTCGCATCAATGATTTGGAGGAGGCTCTGCAGAGAGCCAAGCAGGACATGGCCCGCCA
AGTGCGTGAATACCAGGAGCTGATGAATGTTAAGCTGGCTCTGGACATTGAAATCGCCAC



CTACAGAAAACTGCTGGAAGGAGAAGAGAACAGACTGAACAACGGAGGCAGCAAAACCAC
CGTTCATGTGCAGCAAACATCTGGTGGATACTCCCAGTCCAGCGGCGGCTTTGGCTTTGG
TAGCGGCCAATCTAGTGGATTTGGTGGAGGCATGGGCAGTCATGGCGGTTATGGTGGCAG
TTATGGTGGCTCAATCTCCAAGTCCTCATCCTCCAAAAGCCACTCTCAGAGGTTCTATTA
AAGTTTGCCAACAAGGAGAGCTGTCCCGATTTTGTAGTTAGAAACTCCTGAGTTCAGGCT
AATTTGGTCCCTTTTTATGGTGCTATGCCTTAACATTGGACATGTTCAAGAAGTGAGCTG
AACATCTCTGTGATCCATTTTACCCTCTTTTCAATTCAACATAAGTGTTTCTGAATGTTC
AGGTCATTTAGCGTGGTATTTCTTTCCTTTATGCACTGACAGTCATCAGACAAGGAAAAG
AAAAATAGGCTTATGTGGAGTGTTAAAACTATACAAAAAAATATTTGCCAATCTATAATT
GTACCTGTAAGTCTGCACAGTAGCTCTGGCAAATTCTCTAGCTGGCAGAACCTCAGTATC
AAAATTTGAGAGCTGATGCAATTGTAAGTCACTGTCAGAATATGATCACGTGGGACATAA
GAGAACAGGACATTTGTTTGAATTTTCATAAAAAGAGCTAAACCTTAAGCTGATTGGTTA
CTGGTTTGCTTTTTATACTGTTTTGTCAAATGTTTCTTTGCTAGTTTTTCCTCCGATTGC
CTTCAAGCTACAACCTGTCAGAACCATTCAATTTTATACATAAGAACGAACCTTCCCTGC
AATGTTGCTGATGAAAGTTGAACTGAATCCTAATAAAAGAAGTCTGACAAAGTCAAAAAA
AAAA
>CL57Contig2
ACATTGCAGGGAAGGTTCGTTCTTATGTATAAAATTGAATGGTTCTGACAGGTTGTAGCT
TGAAGGCAATAAGCCTATTTTTCTTTTCCTTGTCTGATGACTGTCAGTGCATAAAGGAAA
GAAATACCACGCTAAATGACCTGAACATTCAGAAACACTTATGTTGAATTGAAAAGAGGG
TAAAATGGATCACAGAGATGTTCAGCTCACTTCTTGAACATGTCCAATGTTAAGGCATAG
CACCATAAAAAGGGACCAAATTAGCCTGAACTCAGGAGTTTCTAACTACAAAATCGGGAC
AGCTCTCCTTATTGGCAAACTTTAATAGAACCTCTGAGAGTGGCTTTTGGAGGATGAGGA
CTTGGAGATTGAGCCACCATAACTGCCACCATAACCGCCATGACTGCCCATGCCTCCACC
AAATCCACTAGACTGGCCGCTACCAAAGCCAAAGCCGCCGCTGGACTGGGAGTATCCACC
AGATGTTTGCTGCACATGAACGGTGGTTTTGCTGCCTCCGTTGTTCAGTCTGTTCTCTTC
TCCTTCCAGCAGTTTTCTGTAGGTGGCGATTTCAATGTCCAGAGCCAGCTTAACATTCAT
CAGCTCCTGGTATTCACGCACTTGGCGGGCCATGTCCTGCTTGGCTCTCTGCAGAGCCTC
CTCCAAATCATTGATGCGAAGCTTGGCATCCTTCACTGCCAGCTCACCGCGCTCCTCAGC
CTCTGCAATCTGGCCCTCAAGGTTGCTTCTCTGGCCCTTGACTGCCTCAATCTCATTCTG
AAGACGGGAAATCATGCG
>CL58Contig1
GCCTCGACGTCGTCGTGGNAGNACTAAATAAGTATTCGTCTAACAGCCACAAGTTAAAGT
TAAAAACATGCAGATCTTTGTCAAGACCCTCACTGGCAAGACCATCACCCTCGAGGTTGA
ACCCAGTGACACCATTGAGAACGTGAAGGCTAAAATCCAGGACAAGGAAGGCATTCCCCC
TGACCAGCAGAGGCTGATCTTTGCTGGCAAGCAGCTTGAAGATGGCCGCACCCTCTCCGA
CTACAACATCCAGAAAGAATCCACCCTCCACCTTGTCCTGCGCCTGAGGGGTGGCATGCA
GATCTTTGTCAAGACCCTCACTGGCAAGACCATCACCCTTGAGGTTGAACCCAGTGACAC
CATTGAGAACGTGAAGGCCAAAATCCAGGACAAGGAAGGCATTCCCCCTGACCAGCAGAG
GCTGATCTTTGCTGGCAAGCAGCTTGAAGATGGCCGCACCCTCTCCGACTACAACATCCA
GAAAGAATCCACCCTCCACCTTGTCCTGCGCCTGAGGGGTGGCATGCAGATCTTTGTCAA
GACCCTCACTGGCAAGACCATCACCCTTGAGGTTGAGCCCAGTGACACCATTGAGAACGT
GAAGGCCAAAATCCAGGACAAGGAAGGCATTCCCCCTGACCAGCAGAGGCTGATCTTTGC
TGGCAAGCAGCTTGAAGATGGCCGCACCCTCTCCGACTACAACATCCAGAAAGAATCCAC
CCTCCACCTTGTCCTGCGCCTGAGGGGTGGCATGCAGATCTTTGTCAAGACCCTCACTGG
CAAGACCATCACCCTTGAGGTTGAGCCCAGTGACACCATTGAGAACGTGAAGGCCAAAAT
CCAGGACAAGGAAGGCATTCCCCCTGACCAGCAGAGGCTGATCTTTGCTGGCAAGCAGCT
TGAAGATGGNCGCANCCTCTCCGACTACAACATCCAGAAAGAATCCACCCTCCANCTTGT
CCTGCGCCTGANGGGTGGCATGCAAATCTTTGTCAAANCCTCNCTGGCAAGACATCACCT
TGAGNT
>CL58Contig2
CGGCACGAGGTGCGCCTTCATTTAGGGTTGCGGCGTTTGTTACCTGTACATCACCAGACA
CTGTGTAAACATGCAGATCTTTGTCAAGACCCTCACTGGCAAGACCATCACCCTTGAAGT
TGAACCCAGTGACACCATTGAGAACGTGAAGGCCAAAATCCAGGACAAGGAAGGCATTCC
CCCTGACCAGCAGAGGCTGATCTTTGCTGGCAAGCAGCTTGAAGATGGCCGCACCCTCTC
CGATTACAACATCCAGAAAGAATCCACCCTCCACCTTGTCCTGCGCCTGAGGGGTGGCAT
GCAGATCTTTGTCAAGACCCTCACTGGCAAGACCATCACCCTCGAGGTTGAACCCAGTGA
CACCATTGAGAACGTGAAAGCTAAAATCCAGGACAAGGAAGGCATTCCCCCTGACCAGCA
GAGGCTGATCTTTGCCGGTAAGCAGCTTGAAGATGGCCGCACCCTTTCTGACTACAACAT
CCAGAAAGAATCCACCCTCCACCTTGTCCTGCGTCTGAGGGGTGGCATGCAGATCTTTGT
CAAGACCCTCACTGGCAAGACCATCACCCTCGAGGTTGAACCCAGTGACACCATTGAGAA
CGTGAAAGCTAAAATCCAGGACAAGGAAGGCATTCCCCCTGACCAGCAGAGGCTGATCTT
TGCTGGCAAGCAGCTTGAAGATGGCCGCACCCTCTCCGATTACAACATCCAGAAAGAATC
CACCCTCCACCTTGTCCTGCGTTTGAGGGGTGGCCAGTAAATGAATGCATGTCAGCATGT



TTTTACCTGACCTAAATGGCAACCTGACCCAATAAACCGTGATATATCAAAAAAAAAA
>CL58Contig3
GCCAGCAAAGATCAGCNTNTGCGGTNAGGGGGAATGCNNTCCTCCTCCGGGATTTTGCCT
TCACGTTCTCAAGGGNGTCNCGGGGTTCAACCTCAAGGGTNGATGGTCTAGCCAGTGAGG
GTANNGACAAAGATNTGCATGCCACCCCTCAGACGCAGGACAAGAGGGAGGGNGGATTCT
TTCNGGATGTNGTAATNGGAGAGGTTGCGGCNATTTTTTCAAGCTGCTGGCCAGCAAAGA
TCAGCCTNTGCTGGTCAGGGGGAATGCCTTCCTCGTCCGGGATTTTAGCCTTCACGTTCT
NCAATGGTGTCACTGGACTCAACCTCAAGGGTGATGGTNTAGCCAGTGAGGGTNNAGTCA
AAGATCTGCATGCCACCCCTCAGGCGCAGGACAAGNTGGAGGGTGGATTCTTTCNGGATG
TNGTANTNGGAGAGGGTGCGGCCATTCTTCAAGCTGCTTGCCAGCAAAGATCAGCCTATG
CTGGTCAGGGGGAATGCCTTCCTNGTCCTGGATTTTGGCCTTCACGTTCTCAATAGTGTC
ACTGGGCTCAACCTCAAGGGTGATGGTCTAGCCAGTGAGGGTCTTGNCAAAGATCTGCAT
GCCACCCCTCAGGCGCAGGACAAGGTGGAGGGTGGATTCTTTCTGGATGTTGTAGTCGGA
GAGGGTGCGGCCATCTTCAAGCTGCTTGCCAGCAAAGATCAGCCTCTGCTGGTCAGGGGG
AATGCCTTCCTTGTCCTGGATTTTAGCCTTCACGTTCTCAATGGTGTCACTGGGCTCAAC
CTCAAGGGTGATGGTCTTGCCAGTGAGGGTCTTGACAAAGATCTGCATGCCACCCCTCAG
GCGCAGGACAAGAAAACACACGGCCAAGACAGGACTGGAGGTCTGGGATGCAGCTGAGCC
AATGTCAGCCCCCTTTTATCCAAAAGTCACCTGACTGTATGGATTCTGTCTCAAGACAAA
TACAAGATATGTTTCCACGTTACAATGTTAGATTCCACACAGAAAAAAAAACTGACTTCA
GGTGTTTTTTGACAAGTTAGAAACAAACACATTAGAGATCTCTAACGTTTTTCTGTCAAT
TTTCTCTTGTTGCCTTCGCTTGGCATCATGCTGCATCATGGCCCCAACAGGGATTCAGCA
GATTCTGAAATGGATGGATGGATAGATAGATGTAGCTATTACCCATTGTGGTTAATCGTT
AAATCAAAAAACACATAGTCTATGTACCATAGGCACCTCTCTAACACATTATATTTATAC
CTCGTGCCGA
>CL58Contig4
CATGCAGATTNTTGTNNAAGGNCCCTNANNGGCACAGNTCCATGNNCCCNTNGAAGTTNG
AACCTNAGTGNCAGCCNATGAGAACGTGNAGGCCAAAATNCCNGGTCAAGGAAGGCATTC
CCCCTGACCAGCAGAGGGNTGATCTTTGGGTGGCAAGCAGTTTGAAGATGGCCGCNCCCT
CTCNGAGTACNACATCCAGAAAGAATCCNCCCTCCACNTTGTCCTGCGCCTGNGGGGTGG
CATGCAGATCTTTGTCAAGACCCTCACTGGCAAGACCATCACCCTTGAGGTTGAACCCAG
TGACACCTATTGAGAATCGTGAAAGCTAAAATCCAGGACAAGGAAGGCATTCCCCCTGAC
CAGCAGAGGCTGATCTTTGCCGGTAAGCAGCTTGAAGATGGCCGCACCCTTTNTGAGTAC
AACATCCAGAAAGAATCCACCCTCCACCTTGTCATGCGTCTGAGGGGTGGCATGCAGATC
TTTGTCAAGACCCTCACTGGCAAGACCATCACCCTCGAGGTTGAACCCAGTGACACCATT
GAGAACGTGAAAGCTAAAATCCAGGACAAGGAAGGCATTCCCCCTGACCAGCAGAGGCTG
ATCTTTGCTGGCAAGCAGCTTGAAGATGGCCGCACCCTCTCCGATTACAACATCCAGAAA
GAATCCACCCTCCACCTTGTCCTGCGTTTGAGGGGTGGCCAGTAAATGAATGCATGTCAG
CATGTTTTTACCTGACCTAAATGGCAACCTGACCCAATA
>CL58Contig5
TANTAGNAGAGGGGTGCGGCCATTTTTCAAGTTGCTTGCCCAGCAAAGATCAGCCTTTTG
NTGGTTAAGGGGGAATGCNTTCCTTGTCCTGGATTTTNGCNTTCACGTTNTCAATGGGGT
CACTGGGGTCAACCTCAAGGGTGATGGTCTNGCCAGTGAGGGTCTTGACAAAGATNTGCA
TGCCACCCNTCAGGCGCAGGACAAGGTGGAGGGTGGATTCTTTCNGGATGTNGTAGTAGG
AGAGGGTGCGGCCATCTTCAAGTTGCTTGCCAGCAAAGATCAGCCTNTGCTGGTCAGGGG
GAATGCCTTCCTTGTCCTGGATTTTAGCCTTCACGTTCTCAATGGTGTCACTGGGCTCAA
CCTCAAGGGTGATGTCCTTCACAACATCGAACATGGCTACAGCTACCAAACTAATTCAAA
GGCTGCGAAATTTCTTATCAGGGCACGACCTTCAATCTAAACTGCAACTGCGTTATGAAG
AGATAGCAAAACGAACGCAGCCACCACCTAAACTTCCTGTAGGTCCAAGTCACCAATTCG
CCAACAACTACTATTTCACTAGAGACGGCCGCAGGGAGTCTGCACCCGCCACAGTTGTGA
TGTCTTCACAGAAGGCTCTTACGGCTGGCAGTCAAGTTGCGGAGACCTCAAAGGTCCCAG
TGACACCAGGATCTGTTTATCAACCCCCTCCGCTCTCCACAGACCAGCCGTACCTGTGAG
CAGATGAACAAAGCTCCTCACCTTCTCATCCTCATGAGCTGCAGAGAAAACCCAGATGAC
AGCTGCTTTTGGTTGTCTTGTACATTAGAAAGTCTGAATAAAATGTTGTTTCACTAACTT
TGTGCAGTATTTTTTGTTCATGTTGGCATTTGAAGATGGATTGTATGCTTTGTGACAGTT
ATTTATTTTAAGGGGAAATGAATTTGCCTAGTTTTTTTGCACCAGTGGGTCTTATTAAAA
ATTAAACGTTTACTCACTGGTTGAAATGGCTGGTAGGTTGCTGGTTTAGATTTTTAGACG
GGAAATAACTCAGTAGTGTTGCAATTCTTATGCACTCAATAATAAAGAGGAAAATGATGA
GTGAAAGGGATACTGATCCTGACCAGGATGCACAGGTGTTCCAGTAATTGTGTGTGGGAG
AGCTAATCAAAAAACATTGGAAACACCTGTATTTCCTTGTATGTGTAATATTTGTTAATA
AAGTTTAAAAATGAAAAAAAAAAA
>CL58Contig6
CCNCCCNTCAGACCCAGGACAANAGGAGGGGGGGATNTTTTNGGGANNTNTTATNGGNGG
GGTGNGGGCNNNTTTTCAAGTGCTGCCAGCAAAGATCAGCTTTGNTGGTCAGGGGGAAGC
CNTCCNTNTCCGGGATTTTGCCTTCACGTTNNCAAGGGNGTCANGGGGNTCAACNTCAAG



GGTGATGGTCTNGCCAGTGAGGGTNNTGTCAAAGATTTGCATGCCACCCTTCAGACGCAG
GACAAGATGGAGGGTGGATTCTTTCTGGATGTTGTAGTCGGAGAGGGTGCGGCCATCTTC
AAGCTGCTTGCCAGCAAAGATCAGCCTCTGCTGGTCAGGGGGAATGCCTTCCTTGTCCTG
GATTTTGGCCTTCACGTTCTCAATGGTGTCACTGGGCTCAACCTCAAGGGTGATGGTCTA
GCCAGTGAGGGTCTTGACAAAGATCTGCATGCCACCCCTCAGGCGCAGGACAAGGTGGAG
GGTGGATTCTTTCTGGATGTTGTAGTCGGAGAGGGTGCGGCCATCTTCAAGCTGCTTGCC
AGCAAAGATCAGCCTCTGCTGGTCAGGGGGAATGCCTTCCTTGTCCTGGATTTTGGCCTT
CACGTTCTCAATGGTGTCACTGGGCTCAACCTCAAGGGTGATGGTCTTGCCAGTGAGGGT
CTTGACAAAGATCTGCATGCCACCCCTCAGGCGCAGGACAAGGTGGAGGGTGGATTCTTT
CTGGATGTTGTAGTCGGAGAGGGTGCGGCCATCTTCAAGCTGCTTGCCAGCAAAGATCAG
CCTCTGCTGGTCAGGGGGAATGCCTTCCTTGTCCTGGATTTTAGCCTTCACGTTCTCAAT
GGTGTCACTGGGCTCAACCTCAAGGGTGATGGTCTTGCCAGTGAGGGTCTTGACAAAGAT
CTGCATGTTTTTAAATTTAACTTGTGGCTGTTAGACGAATACTTATTTAGTCTCCACGAC
GACGTCGAGCTCTCTGCGAATGCTGAGAATAATCCG
>CL58Contig7
ACTGTTTATTTAATCAAATTATAATTTGGTCATTTTTGCGACAGAAAATCTTAACTTTAC
TGGCCACCCCTCAGACGCAGGACAAGATGGAGGGTGGATTCTTTCTGGATGTTGTAATCG
GAGAGGGTGCGGCCATCTTCAAGCTGCTTGCCAGCAAAGATCAGCCTCTGCTGGTCAGGG
GGAATGCCTTCCTTGTCCTGGATTTTGGCCTTCACGTTCTCAATGGTGTCACTGGGTTCA
ACCTCAAGGGTGATGGTCTTGCCAGTGAGGGTCTTGACAAAGATCTGCATGCCACCCCTC
AGACGCAGGACAAGATGGAGGGTGGATTCTTTCTGGATGTTGTAATCGGAGAGGGTGCGG
CCATCTTCAAGCTGCTTGCCAGCAAAGATCAGCCTCTGCTGGTCAGGGGGAATGCCTTCC
TTGTCCTGGATTTTAGCCTTCACGTTCTCAATGGTGTCACTGGGCTCAACCTCAAGGGTG
ATGGTCTTGCCAGTGAGGGTCTTGACAAAGATCTGCATGCCACCCCTCAGGCGCAGGACA
AGGTGGAGGGTGGATTCTTTCTGGATGTTGTAGTCGGAGAGGGTGCGGCCATCTTCAAGC
TGCTTGCCAGCAAAGATCAGCCTCTGCTGGTCAGGGGGAATGCCTTCCTTGTCCTGGATT
TTGGCCTTCACGTTCTCAATAGTGTCACTGGGCTCAACCTCAAGGGTGATGGTCTTGCCA
GTGAGGGTCTTGACAAAGATCTGCATGCCACCCCTCAGGCGCAGGACAAGGTGGAGGGTG
GATTCTTTCTGGATGTTGTANTCGGAGAAGGTGCGGCCATCTTCAAACTGCTTGCCACCA
AAGATCANCCTCTGCTGGTCAGGGGGAATGCCTTCCTTGTCCTGGATTTTNGCCNTCACG
TTNCTCANTGGTGTCNCTGGGCTCAAACCNNCNNNNATGATGGTCTTGNCCANNGANGGT
CTTGACAAAAAATCTGCATGCCNCCCCCNNNNGNNNAGNAANANGNNGNAANGNGGAATT
NTTTCNNG
>CL58Contig8
ACCCGGGCATTATGGCCGGGGAGGCGTGCGCCTTCATTTAGGGTTGCGGCGTTTGTTACC
TGTACATCACCAGACACTGTGTAAACATGCAGATCTTTGTCAAGACCCTCACTGGCAAGA
CCATCACCCTTGAGGTTGAGCCCAGTGACACCATTGAGAACGTGAAGGCCAAAATCCAGG
ACAAGGAAGGCATTCCCCCTGACCAGCAGAGGCTGATCTTTGCTGGCAAGCAGCTTGAAG
ATGGCCGCACCCTTTCTGACTACAACATCCAGAAAGAATCCACCCTCCACCTTGTCCTGC
GCCTGAGGGGTGGCATGCAGATCTTTGTCAAGACCCTCACTGGCAAGACCATCACCCTTG
AGGTTGAACCCAGTGACACCATTGAGAACGTGAAAGCTAAAATCCAGGACAAGGAAGGCA
TTCCCCCTGACCAGCAGAGGCTGATCTTTGCCGGTAAGCAGCTTGAAGATGGCCGCACCC
TTTCTGACTACAACATCCAGAAAGAATCCACCCTCCACCTTGTCCTGCGCCTGAGGGGTG
GCATGCAGATCTTTGTCAAGACCCTCACTGGCAAGACCATCACCCTTGAGGTTGAGCCCA
GTGACACCATTGAGAACGTGAAGGCCAAAATCCAGGACAAGGAAGGCATTCCCCCTGACC
AGCAGAGGCTGATCTTTGCTGGCAAGCAGCTTGAAGATGGCCGCACCCTCTCCGACTACA
ACATCCAGAAAGAATCCACCCTCCACCTTGTCCTGCGTCTGAGGGGTGGCCAGTAAAGTT
AAGATTTTCTGTCGCAAAAATGACCAAATTATAATTTGATTAAATAAACAGTTTTAAGTG
TTAAAAAAAAAAAAAAAAAACA
>CL59Contig1
TTCGGCACGAGGCGCAGGTGGAGGAGGCCCTCGCATACCTGAACGTCCGCGAGACCGTGT
GCGGCGGCTACGTCACCAAGATGGTGGATTTTTTCCCCGGGGATGAAGGCCCCGTCCAGG
CTCTGGTGTACATCGCCACCTCCGACAACCGGCTGTACCTCGGACCGGCCAGTCCGGAGG
ACATCGGGGCCCAGATCGCCTCCTCCAGCGGGAAGAGCGGCCACAACCTGGAGTACCTGC
TGCGCCTGGCGGAGTTCATGCGGAGCCGCTGCCCGCAGGTGGAGGACCAGCACCTGTTCT
CCGTGGAGACTGCGGCTCTCACCCTGTTCCTGGCCTGCTCATGCGCGGTCCAGCCTGTGC
ACTAGCGTCCACGGCTCTGTGGGTCCACGTTTGCATGTGTCCCTCATCCCTTCTGAATCC
GCCCAGTTCCTCACTGCATCACAGCTGCAGCCACATCATGTCTGACACAATAAAACCACT
TCCCAAAAGAGAANAAAAAAA
>CL59Contig2
TGGCCTACATCGAGTCGGGGTACTCGACTGAAGACGGGGGGAGCGGCGTGTTACTGGGGG
GAGCGTGAAGCGTTAGACCCATCTTTGGGCTTCGACCTCTCGGTTGCGGGTTTTTGGTCA
TCTCTCGGCCGGCGCGGGAGCTGGCCTCGGTGGTACCCGGTTTTTTCCGCTCCTTGACGT
CATCGCGGCCGCAGCGCCCGCCATGGATTTTTAAGGCAGAATGCGTGGCCTCTAATGCGA



TGGCGATGCATAGTGCAAGGCGAACCCACGCGCGAGATTCCATCCGTGCCACTGCCAGGC
AGTTGGGCTCCGGTACCGTCCGCGGTATCCCTGCGAGCCAGCCGGTACCGTTGCTCCTGT
ACCGGAGGAGGCAGCCGTTAGCCGCCGCGGCCTCGTAACGAAGAGCCGCAGTCTCATCAT
CGAGTCCAACCACCGCCAGTCACGGGGATCATGAAGCCGCAGGACGTGCTCGGGAAGGCC
AGCCTCTGGATCTTCGGTTACGGGTCGCTGGTGTGGAAGCCTGACTTCAAATACAGGAAG
AGCCGCGTGGGCTTCATCCGCGGCTACAAGAGGCGCTTCTGGCACGGAGACGACTTCCAC
CGGGGCAGCCAGGCGGCGCCCGGAAGAGTGGTGACGCTGATCGAAGACGACGATGCAGTC
ACCTGGGGCGTGGCGTTCGAGGTGTCGGGCCCGCAGGTGGAGGAGGCCCTCGCATACCTG
AACGTCCGCGAGACCGTGTGCGGCGGCTACGTCACCAAGATGGTGGATTTTTTCCCCGGG
GATGAAGGCCCCGCCCCCGTCCAGGCTCTGGTGTACATCGCCACCTCCGACAACCCGCTG
TACCTCGGACCGGCCAGTCCGGAGGACATCGGGGCCCAGATCGCCTCCTCCAGCGGGAAG
AGCGGCCACAACCTGGAGTACCTGCTGCGCCTGGCGGAGTTCATGCGGAGCAGCTGCCCG
CAGGTGGAGGACCAGCACCTGTTCTCCGTGGAGACTGCGGCTCTCACCCTGTTCCTGGCC
TGCTCATGCGCGGTCCAGCCTGTGCACTAGCGTCCACGGTTCTGTGGGTCCACGTTTGCA
TGTGTCCATCATCCCTGCAGCCGTTTCTGAATCCGCCCAGTTCCTCACTGCATCACATGT
CTGAAACAATAAAACCACTTCCCAAAAGAGAAAAAAAAAA
>CL60Contig1
GGTTTTTTTTTCCTGAGGTTTGTTTGTTTATCTTTTCCAGAAAAGAAAAAGACAGAACTC
TGCCAGGAATTGGGTCTTCAGGCAAGAGACCTTCGCTTCCAGCACAGCACCTGCCTTTTT
GCCAGAAACAACTGTATTATCCTACGGATGGCGGTACGCCCCCTTGGCCTTTTTCCCATT
CTGACATTCATGTTCCAGTTTCTCCTGTCCAAAGCCTGTTGTCCTGCACACATTCTAAAT
GCAGTTTGCACAGCTCTATTCCACAGTCAGTTTGAAACATGGCTTTGTTTTTATAAGATT
CTAAAACCCGGAAAGCTCCAAGAATGCATTGCAATGGTTCTTTGGTGGTAATTCTTATAT
TTAAATTACAACTAGTATGTATAAATCAGACCAGTGCAACTCAGTGCATAAACACAGGTA
GAGATTTTGGCCTTTCTAGCCGAACTGTCAGTCGTCGTTCCACCAGGAGGCTGAGGATGG
AGCAGAGGAGTGAGCTCATTTCACCGACATTCTCAGGTTCTCCTGGGTTATCAGCCTTGG
TTTCCAACATGGTCAAAGTGAGGTAGCCTGTCACGCGGTTGTCTTTGCATCCGGCTCTAA
TGAGCGATGCCCTCACAGGTCGGGCCTCTGAATGGGGGGTTACATTCACATGTTCCACAC
TGACACAACCCTTTTCCACTGCAGATATCCTGGTTTTCTCCCATGCAGGAAGTCATTTCA
GAGCTGCAGCTGCAGTCGTCACCGAGCCAGTTGACCTCACATTGGCACTGTCCACACACG
CATTTCCCATGCCCGCCGCAAATTCTGCCATTGTGATACGGACAGTTAAAGTTGTCGCAT
TCGCAGAACCTTCCGCTGTATCTTTCTTTGGGATTTTCCCGCCTGTTGCACTCACAGTAG
CCACTGATGCAGGTGCCTCTGCCGCTGCACACTGGGGCATCTGCGGCTGAGCGGCACAAA
GCTTCTTCTGAGAAATCAGGGTCTTCCTGCATGTTACAGACCTCTCCGGAATAAGAGTCA
TAGCAGTGGCACCGGCCACATATCAATGCTCCTGCATTGCTGCAAAAACGGCTGTTTTCT
TC
>CL60Contig2
GGGGGTCTTTCCGGATGTCAGAATATCCTCCCAGAGCTGCTGTATGGATGTCAGCTGCCT
CCCACCCTCAGACATATTTTGCTCCAAAAGTTCTCCATTGAGACCTTGAGGTCGGGGGAG
GAGGAGGGCCACGCCGTCACGTTCACAAAATCATCGGTGAATTTAGAATTTCAATTTTTT
TTCAACCCTTAAATTCATTTTCCATAATCATTTGGAACGCATTGTATGAAATAGCTAAAA
TGTGTGGACTGTAAGTGGTTATCCTTCAAAACTAACAAATCGAGCGTTTGCACAAAGTCA
GAAAGAGGCGGCCAGGAATCGAACTTCTATCTAAATTCGGGAAAATCTATGTTATTCGTT
CAAAAACTAATTTTTCCGTGTTTTCAATCATTGTGTCTTTTTTGCAGCGTGACAGGCTAC
CTCACTTTGACCATGTTGGAAACCAAGGCTGATAACCCAGGAGAACCTGAGAATGTCGGT
GAAATGAGCTCACTCCTCTGCTCCATCCTCAGCCTTCTGGTGGAACAATGACTGACAGTT
CGGCTAGAAAGGCCAAAATCTCTACCTGTGTTTATGCACTGAGTTGCACTGGTCTGATTC
ATACATACTAGT
>CL60Contig3
TTTACTGCCATTTGCATTATTTAGAAAATGTCATCAGCAGAATAGTTTGGAAGACGCTGT
ATGTTTTTTTTAAAGCATATACCGGTTGTCTTTGCATCCGGCTCTAATGAGCGATGCCCT
CACAGGTCGGGCCTCTGAATGGGGGGTTACATTCACATGTTCCACACTGACACAACCCTT
TTCCACTGCAGATATCCTGGTTTTCTCCCATGCAGGAAGCCATTTCAGAGCTGCAGCTGC
AGTCGTCACCGAGCCAGTTGACCTCACATTGGCACTGTCCACACACGCATTTCCCATGCC
CGCCGCAAATTCTGCCATTGTGATACGGACAGTTAAAGTTGTCGCATTCGCAGAACCTTC
CGCTGTATCTTTCTTTGGGATTTTCCCGCCTGTTGCACTCACAGTAGCCACTGATGCAGG
TGCCTCTGCCGCTGCACACTGGGGCATCTGCGGCTGAGCGGCACAAAGCTTCTTCTGAGA
AATCAGGGTCTTCCTGCATGTTACAGACCTCTCCGGAATAAGAGTCATAGCAGTGGCACC
GGCCACATATCAATGCTCCTGCATTGCTGCAGAAACGGCTGTTTTCTTCAGGATTTTCGG
TGCAACTGCAGGTACACAGCAAAGAAATCTCCAGTTTTACGCTCAATGAAGAGCCTCGAG
GTGTAATGAGGACAGACCACGGCCCAGTCCTGTTGTGCGGTGAAATACCACACTGAGCAG
CTTCCACATGCACCTGCACCAGCCTGGGGTTTCCTTTGGCTGCGCTGTTGAGTGTGATGT
TGACTCCATCTGGAACATCGCTGATGTCCAGAGTGAGATCTGTTGGCTGATCTGTTGGCA
TGAAGATGTTGAGAGGAAAGGACTGAGGCACTCCTGGTCTTAGCTGGATGGAAAATTCCT



GAGGCTGCAGGAACAGTGGCGTGGAATCTGCTGAGTCTTTCCTGCTTTCATTCTTAGCGA
CCTGCATGCTGCTTTGAGGGTTATAAATGTGTCTTTCAGGGCAGCCTCCTTTCCGGAGTG
TCTCCAAGGTATGGCAGTTGAACCAAAAATTTGGGGCCAGGCACCAAGCGCACTGCGGGT
CGGCCTGGATGCACTCCTCACAGCTGGACGCGCTTGAGACGCACATTTTCGGTTTGGCCC
TCACGCCCGTTCCAGCTGCTCTCTGGCACAACAGAAGCAGCAGTGGGAGAAGGCAGAGCA
GCTTCACCGCCGTCATCCTGGACTTCAGAGCTACGATGTTTCCGAATCTTCCCCTGTAGA
GTGCGTCTGATGTCAACCAGT
>CL60Contig4
TTTTTTTTTTGGATAATAGAATCATTTATTTTTTTTATGTGAAGATGGGCAAACACTGTA
CACACCCATGACATTGACAAAGAACAGCTGAAGAGGCCTTTTTTCTATAAAGAAAAGGGG
CGTTTCTTCTGTGTCGTCTTCTCCACATACACCAAGGTTACGCTGCAGCTCTAGCCTGAG
TGGCCTTGGCCAACACCTTCAGGTCCGTGATGCATTTAGCGATGCTCTCCTTCTCCTGCT
GAGGAGTGATGCTGCTGATGACGTTCTTCTCCACCCAGTTGATCATGTGCTCCTGCTCTA
ACCGGTGGTGGAGGTTCTGCAGAGCAATCTGGTAGTCAAGGCGCCTCTTCACCTCATTGG
TCACCATGTGTAGTCTTTCCCTGTAGTTGGTCTCCAACAGCATAGCCACATTGTTTCTCT
TAGCATCAAAGAGCATTGATCTTCCCTCTACTCTCCACTGCTCCTTCTTCTCATCGTCAA
TGGCCTGAGTGAGGCTGGATATGGCCACGTCCTTCACCTCCTGGGCCTTGGCCACTTTTT
CCTCATTTATTTTGTCAGCTAAATTGGCGACGGTGGGCCCAAATTTCTTGACCCCATAAA
TGATGGCAGTGCCTATGGAGGCAGCTGCAAAGGTTTCATGGTTGATGACATAGATTTCCT
TGGAAAGCATGTAGAGGATGAGGCCAGTGCCAAGCATGTATGGCCCAGTGACTCCAGTTT
TAGGATACAAAAGCTGGAATAACTCCTCTGGAAAGATGCCATGGCGAACTTTGCCTCCCT
TTTCTGGCAGGGGGGGCAAAGGAGCCAAACTCTGAGGGGATGTGTGGAGGGAGCGAGAGG
CATGGACCAAACCAGCTCCAATGGGTCCACAACCTTTAAGGGAGTTGACTGAAACGACAA
TTAGTCTGGAGAGCATGACTGAAGGTTGAGAAGCCGAATTATTGCTTCGCCGGGCGCCTT
GTTTCTTGTTTCGGCCTCTCCGTGCCCTTCTGCAGAGCCGCAAGGATGTCTCTCTCGAGA
ATCCCCCCCGGCCATA
>CL61Contig1
CTATGCACAGAATAATTGCGAGGAGACAGGCGGAGGCAAACAAACAGCATGTACGATGTC
AAAAGTGTTTGGAGTTGGGACACTGGACCTATGAATGTACTGGGCAAAAGAAAATACTGT
CCACAGACCATCAAGAACAGTTGAAATGAAAAAGAAATTGAAAGAAGTCGAAAATAAACC
ACTAAGCATTACTGGACCAGGAAGGGAAGGTTCACACGAGAAGAAACTCAAAAAGAATCC
TAAATGTCTGCTAGCTAGTGGTTCGTGTTCTGGTCGGTTGTGCTGTGGACCCGCGTGACT
ATGGAACCGTAGTGTGTTTGTGTTCCGCGCTTTGGAATCGTTCTACCGCTCACGCGCTCC
TCTGCTGTGGCGCTGCTGTTCTGTTTTTTCGTTGCCATCTCAACTGTTTAGTTTTGAGTT
TATTCGGCTCCACTTCAGGCTAGCACCCGACCCGAACCCCGCTACGAACGACGAGGGGTC
CCGAAGAGTTCAAAGGTCAAAGCGAGCAGCGAGTGTTTGTTGCAGGAAACATGTCGGCGG
CAAACCGAAGCGCGGCGAGTGAGCTCCAAAACCAGGAGAACATGCCGTCCAGCAGGCTGA
GAGGCGCCATCAAAGCCCGGCCCGCACCCAGCGAAAACCTTCCGCCCAAACAGGCTGCCA
ACAGAACCGTGCTGGGAGCTCTGCAGAACCACCAGCGGAACAAAACCCAAAGCCTCCGCG
GCGCAAAGCAGGACTCTGCTCTACCCTCATCCTGTAAAGCCGACGATTATGGGAAAAGCG
TCCTGGAAAAGCCGCCTGTCAAGCAGCCGGCCTTCCAGATCCACATGGATGAGCCTGATG
GCGCCTGCACCAAGAAGACCGTGTCTGAGGCCCTCAGAGCCAGGGCCCCGGCCCCTCGCT
CTCCTGTGGCCGTCCACAACGCCCTGACATGCCGACAGCCCCTGGCTGCCCTCGATGTCC
CGTTGGTTGTGGAAGCCGGCTTTGATTCTCCCATGGACATGTCGTTGGTGGAGGTGGACG
ACAAACAAGTTAATGTCAACGAAGTCCCAGAATATGCAGCTGAAATTCATTCGTACCTGA
GGGAGATGGAGGTGAAAACCAGACCGAAGGCCGGCTACATGAAGAAGCAGCCTGACATCA
CAAACAGCATGAGGGCCATCCTGGTGGACTGGTTGGTGGAGGTTGGAGAAGAGTACAAGC
TCCACAATGAAACGCTGTATCTGGCCGTTAACTACATTGATCGCTTCCTCTCGTCGATGT
CCGTCCTGAGGGGCAAACTCCAGCTTGTTGGGACTGCTGCCATGCTGCTGGCTGCGAAAT
TCGAAGAGATTTACCCTCCTGAGGTGGCAGAGTTCGTCTACATCACAGATGACACGTACA
CCAAGAAGCAGGTGTTGAGGATGGAGCATCTGGTGCTCAAAGTCCTGTCATTTGATCTGG
CAGCACCAACGATAAACCAGTTTCTTACTCAGTACTTCTGCCACCACGGCGTCAACAAAC
AGGTGGAAAGCTTGGCAATGTACCTCGGGGAGTTGAGTTTGATAGATTCAGACCCCTTCT
TGAAGTACCTGCCATCGCAGACGGCGGCTGCAGCCTACATCCTCGCCAACCATGCAGTGA
CCGGCGGCTCTTGGCCCAAATCCTTGGCAGAGATGACGGGCTACATGCTAGTAGACCTGA
TGCCGTGCATCGAAGACCTTCACAAGATGTTCCTGAGCGCCGCTCAGCACGCCCAGCAGT
CTGTCCGCGAGAAGTACAAGGCCTCCAGATACTCTGAAGTCTCCACGATCGCTGCTCCCT
CCAAGCTGCTGCTGAAGTGACCTGCTTGTTGTTGATGTATTGTTAGTCTTTTTAATCATT
TTTTGTAAATGACGTACCAGTTTTAGACGGCATGTTCTGCTCTTTTTGGAGTGGTGCTCC
TTTTTTCTTTTTTCCTTAAAGAGGTTTTAATATTTTTATATTTCTAGTCTCAGCATTTAT
GCCATGTGCATCCAGTTGTGTAATCAATGGCTTTTAGTGTCGGTCTGTCCTCATTCAGTG
CTGCTTTAATCTGCAAATGTTCAGCCTTTGTAGAAGCCGGGCAGTTTCCTTCATCTTAGA
CTGCCTGATGTGATGCAGATTAAAGGCTGACTCCATGATCTGTGTCCCGTTTCATCCACT
GGCTTTCTGCACTGTAGACCATGGCTCTTATAAATAAA



>CL61Contig2
GATCAGAATGAGGGTGCTGTTGGTTTGTCTGCTTGTTGGAACTGTTACCTGCGTTCCTCA
AGGAGGTGGAGCTTTTCAGCCCAGAGGGCATCCTCCATTCTCTGGACAACTTCAGTCTGA
GCCAGTCTATGAAAGGCCTTCCGGACAGTCGGGTTATGGTGACGCTCCGGGATATTTTAC
CAGTGGAACCTACACTACAGGAGGCAGTGGAAGTCCTCCCATGTGGTACTCTGCTTCCTA
TCCTGAACAAGAGCCAGCCAAGCCAACTTATCAGAGACCTGCACAGTCCAGTGGTCATGG
CAGCTACAGTGGTGTTGACAGCAGCTACTCTGGTTCTGGATCTCAACAGTCTGGTTCCCA
GGGCTCTCAGTCTGGAGCTCCAGGCAGCCAGCACCAGGTTGAACAGGAGAGCTGGAGCTC
CTCATCTGACGAGGAGGAGCCAGAGTTCACTCCAGTGAGCGAGGAGGATCAAGTGTACGC
TTTCAAGACTCGCTCTCGCTACAACCAGAAACGGCTGCTGTTCAGTCAGTTCCGCTACAC
CCCAACANAACCCC
>CL61Contig3
TTTTCAAACTTCAAAGATTTATTTTTTAAGACTACACAGCACTTGCATTTCAGTAACTGC
CAACAGACACAGAACACACGGAGTCAGATCTTAGCGGCTTCCTTTGGCTGAACCTTTGCC
CTGATGAGACTTGCTGGGGTATGGGAACACTGGTTCTTGAGGAACACGGGGTTCTGTTGG
GGTGTAGCGGAACTGACTGAACAGCAGCCGTTTCTGGTTGTAGCGAGAGCGAGTCTTGAA
AGCGTACACTTGATCCTCCTCGCTCACTGGAGTGAACTCTGGCTCCTCCTCGTCAGATGA
GGAGCTCCAGCTCTCCTGTTCAACCTGGTGCTGGCTGCCTGGAGCTCCAGACTGAGAGCC
CTGGGAACCAGACTGTTGAGATCCAGAACCAGAGTAGCTGCTGTCAACACCACTGTAGCT
GCCATAACCACTGGACTGTGCAGGTCTCTGATAAGTTGGCTTGGCTGGCTCTTGTTCAGG
ATAGGAACCAGAGTACCACATGGGAGGACTTCCACTGCCCCCAGTTTGAGGCTCCGGGCT
GTAAGATCCTGGGAAGGTGGGATAACCACCATACTGTCCAGAAGGCTCTTCATAGGATGG
TCTAGATGGTTCTTGCCCATAGTAAGGAGGAATCCACATGGAGCGAGGGACTGCCATATT
TGGGACACCTCCTTGGGGAAGGCAGTTGATGCTTCCAATCATCAGGAGACAAATCCACAA
CACCCTCATTCTGCTGGATAATACTGACTAATACCCAAAACAAAACTCAGAGAGCTGTAC
TACTCCCGGCCATAAGGCCCGGGTT
>CL61Contig4
GGACTTTAAATATTTATTTTAAAGACCACACAGCACTTGCATTTCAGTTTTTAGTAACTG
CCACAGAACACATGGAGTGGTCAGAGATCTTTAGCGGCTTCCTTTGGCTGAACCTTTGCC
CTGATGAGACTTGCTGGGGTATGGGAACACTGGTTCTTGAGGAACACGGGGTTCTGTTGG
GGTGTAGCGGAACTGACTGAACAGCAGCCGTTTCTGGTTGTAGCGAGAGCGAGACTTGAA
AGCGTACACTTGATCCTCCTCGCTCACTGGAGTGAACTCGGGCTCTTCCTCGTCGTCAGA
TGAGGAGCTCCAGCTCTCCTGTTCAACCTGGTGCTGGCTGCCTGGAGCTCCAGACTGAGA
GCCCTGGGAACCAGACTGTTGAGATCCAGAACCAGAGTAGCTGCCATAACCACTGGACTG
TGCAGGTCTCTGATAAGTTGGCTTGGCTGGCTCTTGTTCAGGATAGGAAGCAGAGTACCA
CATGGGAGCAGTACTGTCTGTAGAGCCTCCAGCAGTGTTGGTGCCAGCACTGTAATAGCC
TTGCGGACTGCTGTAGCCACTGGACTGTGCAGAAGGTTTCTCATAGGATGGAGCTTGTCC
AGAGTATAGAAACATGGATGGATCGTATCCTCCTTGAGGAAGACAGGAGATGCTTCCAAT
GAGCAGGCAAGAAATCCACAGAAACCTCATTCTGCTGCAGCTGCTTCACACCAAAAGAAC
AGAAACCACAGAGACCTGTGACCCCCGGCCATAAGGCCCGGGTTAACGGCGC
>CL61Contig5
TTAACCCGGGCCTTATGGCCGGGGAGTGTCAAAGCATTCTCTGCCTTTTGAGTTCTAGTT
TAGTGGTAACTGTAGCAGAATGAGGTTTCTGTGGATTTCTTGTCTGCTCATTGGAAGCAT
CTCCTGTCTTCCTCAAGGAGGATACGATCCATCCCTGTTTCTATACTCTGGACAAGCTCC
ATCCTATGAGAAACCTTCTGCACAGTCCAGTGGCTACAGCAGTCCGCAAGGCTATTACAG
TGCTGGCACCAACACTGCTGGAGGCTCTACAGACAGTACTGCTCCCATGTGGTACTCTGC
TTCCTATCCTGAACAAGAGCCAGCCAAGCCAACTTATCAGAGACCTGCACAGTCCAGTGG
TTATGGCAGCTACTCTGGTTCTGGATCTCAACAGTCTGGTTCCCAGGGCTCTCAGTCTGG
AGTTCCAGGCAGCCAGCACCAGGTTGAACAGGAGAGCTGGAGCTCCTCATCTGACGACGA
GGAAGAGCCAGAGTTCACTCCAGTGAGCGAGGAGGATCAAGTGTACGCTATCAAGTCTCG
CTCTCGCTACAACCAGAAACGGCTGCTGTTCAGTCAGTTCCGCTACACCCCAACAGAACC
CCGTGTTCCTCAAGAACCAGTGTTCCCATACCCCAGCAAGTCTCATCAGGGCAAAGGTTC
AGCCAAAGGAAGCCGCTAAGATCTGGCTTTTGTTTTGAGGAAACCGACTGATTTATTCTG
AAGAATAAATTAAAATCTTAANTCTTNNAAAAGAAAAAAAAAAAAAAAAAAAAAACAT
>CL61Contig6
CCAAGTTCTTTATTGAGGCAAACTCTAGAACCACAAGCTGCTGTAGAAAACATTTGCTCT
CCAAGTAGCTGCAAAGAGCACGAGTGGCCCTCACAGATCTTAGCGGCTTCCTTTGGCTGA
ACCTTTGCCCTGATGAGACTTGCTGGGGTATGGGAACACTGGTTCTTGAGGAACACGGGG
TTCTGTTGGGGTGTAGCGGAACTGACTGAACAGCAGCCGTTTCTGGTTGTAGCGAGAGCG
AGACTTGGAAGCGTACACTTGATCCTCCTCGCTCACTGGAGTGAACTCTGGCTCCTCCTC
GTCGTCAGATGAGGAGCTCCAGCTCTCCTGTTCAACCTGGTGCTGGCTGCCTGGAGCTCC
AGACTGAGCGCCCTGGGAACCAGACTGTTGAGATCCAGAACCAGAGTAGCTGCTGTCAAC
ACCACCGTAGCTGCCATGACCACTGGACTGTGCTGGTCTCTGATAAGTTGGCTTGGCTGG
CTCTTGTTCAGGATAGGAGCCAGAGTACCACATGGGAGGACTTCCACTGCCTCCAGTAGA



GTACATTCCACTTGGAAAATATCCTGGAGAGCCAGTATATCCAGTGGACTGTCCAGAAGG
TTTTTCATAAGTTGGCACTTGTCCAGAGGATGAAAACATGGGTGGATAATTTCCCCAGTC
TCCTTGAGGAAAACAGGAGATGCTTCCAATGAGCAGACAAGAAATCCATAGAAACCTCAT
TCTGATGCAGATGACCCAACCAGACAAGCCAAAGGTGAGAAAGCTGTGACATCCCCGGCC
ATAAGGCCCGGGTTAAACGGCG
>CL61Contig7
CCGTTTAACCCGGGCCTTATGGCCGGGGACTGTCCAGGTCTCTGAGGTTTCTGTTCTTTG
GTGTGAAGCAGCTGCAGCAGAATGAGGTTTCTGTGGATTTCTTGTCTTATTGGCAGCATC
TCCTGTCTTCCTCAAGGAGGATACGATCCACCCATGTTTCTATACTCTGGACAAGCACCA
TCCTATGAGAAACCTTCTGCACAGTCCAGTGGCTACAGCAGTCCGCAAGGCTATTACAGT
GCTGGCACCAACACTGCTGGAGGCTCTACAGACAGTACTGCTCCCATGTGGTACTCTGCT
TCCTATCCTGAACAAGAGCCAGCCAAGCCAACTTATCAGAGACCTGCACAGTCCAGTGGT
TATGGCAGCTACTCTGGTTCTGGATCTCAACAGTCTGGTTCCCAGAGCGCCTCATCTGAC
GACGAGGAAGAGCCAGAGTTCACTCCAGTGAATGAGGAGGATCAAGTGTACGCTTTCAAG
TCTCGCTCTCGCTACAACCAGAAACGGCTGCTGTTCAGTCAGTTCCGCTACACCCCAACA
GAACCGCGTGTTCCTCAAGAACCAGTGTTCCCATACCCCAGCAAGTCTCATCAGGGCAAA
GGTTCAGCTAAAGGAAGCCGCTAAAGATCTCTGACCACTCCATGTGTTCTGTGGCAGTTA
CTGAAATGCAAGTGCTGTGTAGTCTTTAAAAAATAAATATTTAAGTTCGAAAAAAANNNN
N
>CL62Contig1
GTGACAGACGGNACCTGCAGCGGCTCTCTAAAGGATCAAGCAGCCTTTAAAGAAAAATAA
TAATGGACCCCTGCGACTGCTCCAAAACTGGAAAATGCAACTGCGGCGGCTCTTGCACCT
GCACAAACTGCTCCTGCACCAGCTGCAAGAAAAGCTGCTGTGCATGCTGCCCATCCGGCT
GCACTAAGTGCGCATCTGGCTGCGTGTGCAAAGGGAAGACCTGCGACACTACTTGTTGTC
AGTGAAGAATCTGCTGCACTTCCACCCTTTGGATTTAACGTGCCATTTGTCCATGTTGTC
TAGAGAAATGTGTTTTGTACTTTGTCTGTAATTTCTGAATAAATGTCTTAAAGCATTAAA
AAAAGAGCAACTGCCAGAGGAACGACTACCTCCTGTCCTTCAGGCCTGTCAGAATGGACC
CTGAGAAGCACAAGATCTGCTTGTACGAGGTGGGAGAGTTCAAGGGCCGCAAGATGGAGA
TCATGGACGATGACGTTCCCAGTCTTTTCTCCTACGGCTTCACTGACAGAGTTGGCAGCA
TCATGGTCAGCTGCGGAACCTGGGTGGGATACCAGTTCCCTGGATATCGTGGCAGCCAGT
ACCTGCTGGAGAAGGGTGACTACAGGCACTTCAACGAGTATGGCGCTCGCCATCCTCAGT
TCCAGTCTGTGAGACGTATTCGTGACATGCAGTGGCACCCACATGGCTGCTACACCATGG
CCAGCAAGTGAGGCTCAGGGAAGGAGAGAAAGAGAAAGAGCGGAAGTGAGGGAGAGGGGC
GGAGGAAGAAGGAAAGGGGAAGAGATGTCTGANGCTTTTACCTTGTAGAAGATCTGCGAT
CTAACACAGGGTGAAGATGCGCTTCTGCCCCT
>CL62Contig2
CCTACTGGGAACACACTCTGAGTGAGGATCGGCGCAGGCGTTGCACACAGACAGTAATCA
TGTCCAGTGGAGATTCCAAGGCCAAGGCTTCTTCCCAGACTGATGGGAAAGCTGCTCAGG
GCAAGAAGTCTGAGATGGGAATGATGTCCTACAGGATGTATGTGTTCGATCAGGAGAATT
TCCAGGGCCGCATGATTGAGATCAACAACGAGTGCATGAATGTGTGTGAGATGGGCATGG
ACCGCGTGCGCTCCCTGCGTATTGAGTGTGGACCCTTCGTGGGATTCGAGCAGATGAACT
TCTGTGGTGAGATGTACATCCTGGAGAAGGGAGAGTACCCCCGCTGGGACTCCTGGAGCA
ACTGCCAGAGGAACGACTACCTCCTGTCCTTCAGGCCTGTCAGAATGGACCCTGAGAAGC
ACAAGATCTGCTTGTACGAGGTGGGAGAGTTCAAGGGCCGCAAGATGGAGATCATGGACG
ATGACGTTCCCAGTCTTTTCTCCTACGGCTTCACTGACAGAGTTGGCAGCATCATGGTCA
GCTGCGGAACCTGGGTGGGATACCAGTTCCCTGGATATCGTGGCAGCCAGTACCTGCTGG
AGAAGGGTGACTACAGGCACTTCAACGAGTATGGCGCTCGCCATCCTCAGTTCCAGTCTG
TGAGACGTATTCGTGACATGCAGTGGCACCCACATGGCTGCTACACCATGGCCAGCAAGT
GAGGCTCAGGGAAGGAGAGAAAGAGAAAGAGCGGAAGTGAGGGAGAGGGGCGGAGGAAGA
AGGAAAGGGGAAGAGATGTCTGAGGCTTTTACCTTGTAGAAGATCTGCGATCTAACACAG
GGTGAAGATGCGCTTCTGCCCCTGATTGGAGACAACACCTCCATGGAAAGACCTGCTGGA
CCTCAAAAAAACCACCAGACCACCATCGATCCCTCTCTGTCTCTACTTTTCTCTTTCTCC
CCTGTGGGTTGAGCTTTTACCCCTTTTCTCCTGTTTTTTTTTAGTCCCTCACTTCATTCT
CCTCCACAGTCCTCCAAGACACAGAAGAGGGAACACAACACCTCTGTTTTACACTCATGA
TTTTCGGCTCAGGGTTTGATACACCATGGGAAACCATGGACCATGGACTCCTCCTACCTG
CCCTCGTGCACGCCCGCTCTACTGTACAGACTCCTGGCCAAGTTTTCAATAAAAAGGAAA
ATCTGGATTTTAAAGATATTCTTGTTGGTACTTATTACACAGATTCAAAATAACAGACAG
AAGAAAAATAATATTGTTTATCACGATTCATGTGTTAAAACTTATTTGGGGCACTTTTTT
GCTTCCAGCAAAGAGATTTTTGTGAACAAGCTGCAGAAAAGAAAATGAGAGCATGCTGGT
AAAAGGAGTCGCTTGAGCTGCTGAACTCTGTGTTAGGTCTGATGTCAGGTGTCAACCAGA
GGGAATTATATACGTCTCATGTTTAAGCAAAAAAAAAGGTGTGCCAAATGAAAAAAA
>CL63Contig1
TTTTTTTTTTGGGCTGCAGATCTACTTTATTGCATTTACAAAGGACAGGAAAAGGACAGC
GGGCGCAGAAGGCATGTGAGTGAGCATCACAGCATCACAGACAACAGTACAAATGGTAGA



AAGATTTTTTTTCCTCTTTTTTTTTGGTCATCAATAAAAAACAGAATAAGAAACAAAGGC
AGCCTTCACTAAAATTAACATGTAAGTTAATGTGAGGGAAAAGTAAAAAAAACAAAAAAC
ACAAAAGTTGGCAAACGGGTTAGCCCCCCCGTCACCTAGCGTTGGTCGTCGGTTCAACTC
CCCAGTGCAGCGTGGGCCAGAAAGAGAAGATCAAGACGAAGCAGGGCTTCCTGCGTCGCT
GCTCTCGCTCGCCTGCCTTTGCACCATCTCCCTGGCGACGCAGGTGAGCTGGCCACCCGC
TGCACCCAAAACCCCCACCTTCTGCTGCGCCTCCTCCGTCAGCGTCGTCATCCCCGGCTG
CTTCCCGAAGAAGAAGCTGGACCACCAGTGACCAGAGTCCTGCTTCGGGAGGCCTGGATG
GTGAGGGATGACCTCGCCACTGTACTCCGAACTGCCGCAAGAGCTGCTGCTGCTGGAGGT
GGAGCCGATGCGCCTTCGGTAGTAGTCAGTGGTCGCCACGAGAGAGCCGCCGGCTGGAAT
AGCTGCCATTCTTCAGTTGTTGGTTACTTTATGAATCCGGCTTTACTGACCGAGACGAGC
TTGATGTTCGGGAGCACTCGATTCAACTCAGTGGGCGAGGCTTGGGGAGGAACCGCTAGG
CGACGGGGCCCATTTGAAAAGAAGTTTTGGGTTAAGTTGACCCTCCAAGGTCTGAAGCGG
GGTAGTCACTGCTCATGGATCCCCGGCCATA
>CL64Contig1
GAAGTCCACATCATTCAGTTGTGTGTGAACGTTAAGCGGCGGTAGTGGTGGGGGTCGCTG
CGTTCATCAGTCATCACAACAACGAAACTGTGAGGTAAAATCAAAAGGATGGATTTTCTT
TGTAGGAAATTGATCATTAGACGGTTGATCCAGAGAAATGGGGCATAGAAGCGGCTTCCG
TGAGGTGTTTGCAGGCGACGCAGGTGGACGGACGAACAAAAACCATCAGGAAGTTTCCAG
AACATTTTTATTAAATCTGCATGTTCTAAGGATCAGTTTCTACAGGAACACCCTCTTCTG
TCCTCAGACCCTGCAGCACGCATAAATAAAGCCTGGTGGTGGAGGGGCATACTCAGACAG
GTGTGGGGGGGGCTTCAGTCTGTCAGGCCCAGCTTCTTCTTCAGGGACTCTGGCATCTCG
GGCGGAGGGGGGCGGGGCAGGCGGAAGTACACCTTGACGGAGTCGTAGATGAACCACTGC
AGGGCGGTGAGCGTTCCGATCATGATGATACGGGCCACCAGACCCTTCCACACACCTTTG
GGCCCGAGCTTCTTCAGGACCTGCGCGGCGGTGCTGCCCTTCTCCTTGTTCAGCACAGAC
ACCACAGAGTCGGCGGGGTGGGACACGATGGCACAGAAGACCCCAGCGATGTATCCGGCC
ACGAAGGTGACGACCAGCTGCTCGCCTTTGCTGCACTCGCTGCGCGGTTTAGGAACCACG
TACTTGTAGAGCAACTCCACGGTGCGCTCGAAGCAGGCGAACTTCATCATGGTGTAGGGG
ATCTGCCTCATCCAGAGGGGGACCACCCCCTTATAGAAGGCCCAGATCCCCTCCTCTGCG
TACATCTTGGGGACACACTGCCGGAGTGTGTTGGCGTAGCCCGGCTGGGTCTGGATACGG
ACTTTGACCGCCTCCATGGGGGCCAGGGCGATGTCGGCAAAGAACTCTGCGCTAGCCGAG
GCGGCCAGGTACAGAGATGTCCTCCACAGGTATGTGTTCTCCTCTCCCAGCAGATCACTG
TACATAATCTTGAACACTTCATAGAAGCCGAACTTGCAGAGCCCCTGCATGGAGTAACCG
ATGAAGGTGGGGGCCCAGCCCTTGGCCAGCCCTCTGACCCCATCCTCCCTGACGGTCACA
GCGAAGCCGTTCCCGATGCTTTTGTATTTGTCGGGGTTCACCTGCATTCGGCATTTGACC
AGATCGAGGGGCACGACGGCCGTGTGCGTGGTGCCACAGCTGAGAATGCCACCAAACCCA
CACAGGACCAAATACTTCTGAGAGCCGAACTCACAACTGTCCCCCTCGTCTGCGGCGGCG
GCTGCTGCCAGAGTGCGGCTCCTCCGTCCCGGCTCAGGCTGGCTCTGTCGGGGCTCCTCC
ACCTTCTGCAGGGAGAAGAGCGGCGCGCTGAACGGGTTGGCCCGCGCCAGCTGCGTCAGT
GAGGTCGGGTACATGGTGGTGTCCTGCCGCCGGCGGAGCTACGTTGTCTGTCCGTGTCTA
AGATGGCGCCGCCGCTGCGCTGACACCGGCTATTCGAGAGGCTTCTTCTTCTTCTTCTTC
TTGTGATTTTATTGGCGGGAGGCACT
>CL64Contig2
AGCCTCTCGAATAGCCGGTGTCAGCGCAGCGGCGGCGCCATCTTAGACACGGACAGACAA
CGTAGCTCCGCCGGCGGCAGGACACCACCATGTACCCGACCTCACTGACGCAGCTGGCGC
GGGCCAACCCGTTCAGCGCGCCGCTCTTCTCCCTGCAGAAGGTGGAGGAGCCCCGACAGA
GCCAGCCTGAGCCGGGACGGAGGAGCCGCACTCTGGCAGCAGCCGCCGCCGCAGACGAGG
ATGTCAGCTGCCAGTTTGGCTCCTCAAAGTACTACGCCCTGTGCGGCTTTGGTGGCATCC
TGAGCTGCGGCCTCACGCACACCGCAGTGGTGCCCCTCGACCTGGTCAAGTGCAGACTGC
AGGTGAACCCCGACAAATACAAAAGCATCGGGAACGGCTTCGCTGTGACCGTCAGGGAGG
ATGGGGTCAGAGGGCTGGCCAAGGGCTGGGCCCCCACCTTCATCGGTTACTCCATGCAGG
GGCTCTGCAAGTTCGGCTTCTATGAAGTGTTCAAGATTATGTACAGTGATCTGCTGGGAG
AGGAGAACACATACCTGTGGAGGACATCTCTGTACCTGGCCGCCTCGGCTAGCGCAGAGT
TCTTTGCCGACATCGCCCTGGCCCCCATGGAGGCGGTCAAAGTCCGTATCCAGACCCAGC
CGGGCTACGCCAACACACTCCGGCAGTGTGTCCCCAAGATGTACGCAGAGGAGGGGATCT
GGGCCTTCTATAAGGGGGGTGGTCCCCCTCTGGATGAGGCAGATCCCCTACACCATGATG
AAGTTCGCCTGCTTCGA
>CL65Contig1
GCAGCCGTCCCGACTTTTATCGGATCTAATCCGACTATAAAAGTGGAGAGGCGCGTGCCG
ATCAGCCTCACGTCAGATCACACCTTACACAGGTGATCGTGCTCATCATGAGGGTTTTTG
CTGTGATCCTCGCTCTGGCTGTCCTCTCAGGGTGCCACAGCCGCACTGTGCCTCTGGAGG
ACCTGAAGAACACGTGGGAGGTGACTGTGGAGAAGTTCCAGGATTACATCACAGACCTGA
ACACGAAGGCTGATGGCGTGCTGGAGAACATCAGGAGCTCTCAGATCAGCAGAGAGCTGG
AGACCCTGATCCAGGACAGCATGTCAGAGCTGTCCATGTACAAAGACGACCTGGAGACCA
AGCTGCACCCTTTCACCCAGCAGAGAGCGGAGCGCCTGAGACAGGACCTGCAGCTGATGG



CGGACAAACTGCGCGAGCACATGAAGGAGGCGCGCGAGCAGGTGGACCGCTACGTCCAGG
AGCTGCAGACCATGATGGAGCAGAACGCCGACGACGTCAAGCTCAGGGTGTCCACCTACA
GCCGCAAGCTGAAGAAGCGCCTCACCAAGGACACACAGGAGATCAAGAGGTACGTCAGCG
AATACTTTGAGGAGCTCCACTCTCGCACCTCAGAGAACGTGGAGGAGCTGAAAGCCCGCC
TGGATCCGTACTTCTCTCAGGTCCGAGACAACGCCCAGGCCAAGATCTCCACCCTGAATG
AGCTGCTCCAGTCCCAGATTGAGAACGTGAAGACCAGGATGCAGACCACCCATGAGGATG
TGAAGGAGCGTGTGAAGGTCGCCGCCGAGGAACTGCGCTCCGGTGTGGAGACTAGGATGC
AGGAGCTGCGCAATTGGTTCCAGCCCTACGTGTCCATGGTCAGGGAGAGCCTGTAGACTA
AGACTAGTGCGCCCCCCCCATGGAAACATGTTCAGACCGAAACCAACAAGTCTGTGGGGA
AGCATGAAATATTAAAAGATCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL66Contig1
CGGCACGAGGCCGTATCACCCTCTTCCCTTCGCTGTTCACAAGCAAGATGCCTGGTGTCA
CAGTGAAAGACGTCAACCAGCAGGAATTTGTCCGTGCCCTGGCTGCTTTTCTGAAAAAGT
CAGGAAAGCTAAAGGTGCCTGACTGGGTGGACCTCGTGAAGCTGGGTAAGCACAAGGAGC
TTGCTCCTAGTGATGAGAACTGGTTCTACATTAGAGCAGCATCCACTGTTCGCCACCTGT
ATCTTCGAGGAGGTGCTGGTGTTGGCTCCATGACCAAGATCTACGGTGGTCGCAAGAGGA
ATGGCGTTTGCCCTGCTCACCACAGCGTTGGCTCAAAGAACGTGGCTCGCAAGGTGCTGC
AGGCTCTTGAGCTACTTAAGATGATTGAGAAGAGTCCCAATGGTGGCCGCAGACTAACCT
CCCAGGGAACCAGGGACCTTGACCGAATTGCTGGACAGGTCGCAGCTGCAAACAAGAAAT
CTGTTTAATAAATTTTTGAACAAAGAAAAAAAAAAAAAAAAAAAAAAAAAAC
>CL67Contig1
GGCCGTGGCCGTCATTGTTTTGGTCCTCCGCCCTGCTGCTTTCTGCAAATCTGTTAAAGA
GGAATAAATATTCACGGAAATCTTTTTGTTCTCCAAAATCAGCTGCATCATCGGTACAGC
CGGTCACCATGACAACCAAGCGGGGACTCATCACTGACTCCTTCAAGGTGGTGAAGAAAA
AGAAGAGAGAAAGGAAGCAGGAGAAGAGCCCCACGCCGCCCCCCCCTCGGACAGAAAATG
TTGCAGACACCGTCCAGCAGGAGGCGCTGCAGAAGCTCAGAGACTTCGACTTGGAATTGA
GATTTGGGCCGTGCACAGGGATCAGTCGTCTGCAGAGGTGGGAGAGAGCAGAGCTGCACG
GCCTGGACCCCCCCGAGGAGATCAGGGAGCTGCTGCTGAAAGCCCCCGCCGACCCCGAGT
ACAGCCTGAGCCTGTGGAGCGAATATCCTTTGTGAGTCTGGAGGAGGAGGAGCCAAAGCC
TGCAAAGTTCCACCTTTTTACGCCGTTTATCATCATAATGATCATGTTTCTGCATCACAA
CACGTTCTGTTTTTATGGACCGGTTNCTGTTTTATTAAACAGGTTCTGCTGGAAGAAGGT
GTACGCCTGACCTGAATTTCTTTGCTGACTAAAATAAAAAGAAAAAAGTTTTTTTTCCTC
CTTTGTGCCTTTTGTCGCACAATCTCATCGACAATGGGAAGAAAGAAGGCTGTAGCTGAT
GGTGATGCGAGTGCAGAGCCAAGGCGAAAGTCCCAACGGT
>CL67Contig2
TGATTAAAAGAACAGGGNAATTTTACTATATTATTTATTTTTCTATTGAGTAAAGTAGGG
TTTTGCATTTCCTACTGGAAACAGGCTCATTTAGGGTTGAAGGTTAAAGTCACACAGGTT
TAAAAACCTCAGTATTTTATCACATGTATACTAATTGCTTTCATACCTTTACATATAATC
TTCATAAATATGTCCCATGCTAATCCTTGAACAGGAGAAATGCAGAAAAAAAATAAATGG
AGTCTATAAAGAAATCCCATTTTATTTGGCATTTTATACCATCCACAAAAAGGTATGTTA
AAAGAAGAAAACTGTACATTGGTAAAGAAACCCCCAAACCACACGCCCTATCCGGGTAAA
AGCTGTAATACACATCTGGAGCACCAATGACATCAGTGATTTTCAGCTGTACCGTGAAAT
AAAGTAAACCCTACCTCTGCCTGTGGAAACACAAAAAATTAAAAAACCAACCCTGCAATT
ATGAGGCTTTAATCACACGCTGTACTTTAAGGTGTTCATCCTCACTTATACAGGTAAGCA
ATGCTCAGAAAATCTCTTGGGATAAGCTTGCACGTTTCTAATAAGGCATGATTGCATGTG
AGGCTACAATCTGCTCGCCAATCCCGACAACAACAAAAAACTTTAGGTGAAAAAAAAGAA
AGCTATATTTAAAAACAAACAAAAAAAAAAGCAATCACGTTCCTAAAAACAATGTTGACT
TAAGAAAATAGCTGATAAAAATATTCTCTGCATTTTACAACAACATGAGGTAGTGGGAGC
ACTACTCTGCTGCTTTCTTGTCTTTGTCGGCATCATCTTCCTTTTTTTCCTCTTCTGCTG
CAGCCTCCTCAGATTTGGCTTCTCCGTTTTCAGCAAGGACTTCCTGGTCATCAGCCTGAG
GTTCTTCTTTCTTCTCTTCTTTTCCCTTTTTTGCCTCCTTTACCTTTTTGGCTTTTGGGG
CTGCCTTTGTCTTTTCTGGCTGTGGTTTCTGTGGCGTCTCTTTCTCTGACAACCGTTGGG
ACTTTCGCCTTGGCTCTGCACTCGCATCACCATCAGCTACAGCCTTCTTTCTTCCCATTG
TCGATGAGATTGTGCGACAAAAGGCACAAAGGAGGAAAAAAAACTTTTTTCTTTTTATTT
TAGTCAGCAAAGAAATTCAGGTCAGGCGTACACCTTCTTCCCACACCTCCAGAACAGAGT
GCCCCGGCCATAAGGCCCGGGTTAAACGGCG
>CL67Contig3
CAGGCAGAGGTAGGGTTTACTTTATTTCACNGTACAGCTGAAAATCACTGATGTCATTGG
TGCTCCAGATGTGTATTACAGCTTTTACCCGGATAGGGCGTGTGGTTTGGGGGTTTCTTT
ACCAATGTACAGTTTTCTTCTTTTAACATACCTTTTTGTGGATGGTATAAAATGCCAAAT
AAAATGGGATTTCTCCTCGTGCCGAATTCGGCACGAGGGAAAACCGGTGAAAACGAACCA
GGAGAAATATGGCTGCAAGGTTACTGCTCCGCTCAGGCTTCAGAGCCGCCGCCGCCTGCC
GAGCCGCCCGGGTCCCGGTTCCGACCCGCAGCATGGCAGCAGGAGGAATCCCCACCGATG
AGGAGCAGGCCACCGGACTGGAGAAGATCATCATGAAGGCCATGAAGGACGGAACGGATC



CCTACAACATGCTGAAGCCCAAGAGCTTCGCCGGCTCCAAGGCGGACCCGCACCTGGTTC
CCTCCATCACCAACAAGAGGATTGTGGGATGCGTCTGTGAGGAGGACAACACGGCGGTGG
TCTGGTTCTGGCTCCATGAAGGCGAGGCCCAGCGCTGCCCGTCCTGCGGCTCTCACTACA
AGCTGGTGGCTCACGAGCTTCCTCACTAACTCCTCCTCCTCATCGTCGTCCTCGTTCTGC
CCGTCTGGGCTCGGCCTATCTTCTGTTCTGCCTCAGAACTTGACCCGGATCTCTGCTTCA
TGTTACATTCCCAAACAGCGTTTACACCCCCCGCTCTGAACCATGTTACACTCGGACCAC
TGAACTCCTCGTGGAACAATAAAGTTCTGAACTCNNAAAAAAAAAAAAAAAAAAAAAAAA
>CL68Contig1
TTTTTGAGCCAATGCAAGTGTTTATTTTGATGATCATTGCAACAGCAGGAGACTATGTTA
CATTTATGCTTATTAGACCCTCCTTTCTTCAATGGGGATAGGACCCAGAGTGACATCGCC
TTCCCATTCCAGAACTTCAGTTTTGGCCGCTTCACGTGTTTTCCTGGAAGGATCTGAAGG
TTTTCCAGTTCCATGACCGCCTCCACTAAGTGTTGAAGTGCCATGTGAAACTACTGTATT
GGCATGAACCTCAAACCCGCTAGACTCACAAGGGGCGCAAACTGGGTCTGCACCACTGAC
CTCCTTCCACCCTTGGATGTAAGAACAAGCTTTATGTTCAGCATCAAGGGGATAAGCAGC
AGATGTTGCCTTCAAGTGGCAGGTGATGTAGATCATTCCACTGTCAGCACCCTGGAACCT
GAAGGCTTCCAGCTGGAAGTCAAGCTTGTTCTCAGCTGGTCGAGACACGAACTTTGAGTC
AGAGCCTGTGATTCTGCCGTCAAGCATACATCCATAGTTGTCAATGAAGGCATAACTGGG
GCTTGAGTTTGCATCAGGTGAAAGAGTAGCAACACATCTGTCCACGTAAACACGCAGAGG
CACGTGGAAGTACTGCTTGACGGTAGCCTCTATGTGGATCAAGTCTCCAAGGAAATACTG
GTAGCTTGGCCTCTCAAATTGGAAGTCGTCTGTCGTGAGTTTCAAAGTGAAATACAAGAA
TTCTTCTGCCATCTTTGCTGCAGAGAATGGAACCCAGAGAGGATCGAGAGCCAGACTGCT
CACATTGTGCTTTCTTGGGTAGTGACATTCCACGATAACAACAGCTTGGCTCGTCCTCAC
CACAGGGGCACTGCCCAGGGGTTTGGGGTTATAATTCAGAGTGAAGGTGTAGACCAGGGA
GTCCTCTGTCATTGTTAACACGCTCCCACAGTTCTGCAGTGGAGATTCAAAAATGAGCAC
TTGAGCCGCAGGATCCTCAGCTACAGCAGGACACGTTCCCAGAGTGAGGTCAGCTGGGTC
AATCAACTGGCCGATCCCAAACAAATCCTTTTTGGCTTCCACATGAGCTAAATCTTCTCT
GCATTCAACAGCAACAGTTGCAGCTGGAACAGGAAATCTCTGCTCAAATGGCACTACAGG
TTTGGCTTCAGGCTGAGGGTCAGCAGGGTATTTCCAGGTGAGCTCTTTTTCGTGCAACTG
CTTTTGCTGGGTGGGATCTTGAGGCGTTTTACTCCCTGTTAGAGGGTATGAAGGTTTACC
ATAGTTATGCTGAGCATCACAAAAGCCGTCAAGCAGGGCCAGCACCACAAGGCAAACCGC
AGTGAACTTCATCATTGTGGCTACACAAGCACGAGTGATTCAAAGAGCTCACTAGGTGCT
GTCCCCGGCCATAATGCCCGGGT
>CL69Contig1
ATGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGCTTTTCAAAACGGCCTTTATTGTCAA
CAGGAAGAGCCGTTAGGCTTTGACTGCAAATTTGCGCATTGAGTAGAGGAGATCTTTCCT
CTGCTGCTTCTTCGTGCGCAGACCCTCCTCATGCTTGTTGAGCCGGCGGCGCAGCGCTCT
GGTCTTCCTGGGTCTCAGATCCAGAGGTTTGTACTTCTTGCCCTTATAGAATTTCCTCAG
GTTCTCCTTCTGTGTTTGGTTGATGACAGTCAGGACTCTGGCAATGGATTTACGCACAAC
GCGAATTTTGGAGAGCTTGGAAGCGGCTCCTCCGGTCACTTTGGCCACACGCAGCTGGGA
CAGTTCATTCTTCAGATCGTCCAGCTGTTTCAGCAGCTCTTCCTTCTTCTTGCCCCGCAG
ATCTCTTGCCTTAATTTTGGCCATGTTCCTCGTCGCCGCTCCGTTGGAAAAGCCCCGGCC
ATAAGGCCCGGGTTAA
>CL70Contig1
CCTACTGGGTGCAGAAATCCCTCCACCTTGTCACCACTAAGACCACAGTTCGTGTTTAGC
GAGGAAACAGAATGAAGAGGAAGCTGCTCATCGACGTTGACACTGGGGTCGATGACGCTC
AGTCCATCATGCTTGCCCTCGCCTCCCCTGACGTGGAGGTTTTGGGGATCACCTGTTGCC
ACGGCAACACCAAGCTGGAGAACGTCCTCAAGAACACCCTGCGCGTCCTGAAAGTGTGCA
ACAGACTGGATATTCCGGTCTTCAGGGGCTGCGAGAAGCCCCTGCTGGCCAAAAAAAGAA
GTGCAGCAGATTACCACGGCGCCGACGGGCTGGGGGAGGTCCCAGATCCAAATGCCCCGA
GCCTGGAGCTGCTGCAGAAGAAGAATGCCGTAAACGCCATGATCAAAATCGCAAAAGAGA
ACTCTGGAGAGGTGACCCTGGTGGCCACGGCCCCCCTCACCAACCTGGCAGTGGCCGTGG
AGTTGGACCCTTCATTCCCGAAGCACTTGAAGGCCCTCTACATTATGGGAGGAAACACTG
AGTCCAGAGGCAACACCACGGTGTGCGGAGAGTTCAACTTTGTCGCCGACCCAGAGGCGG
CGCACATCGTGCTGGACCGCTTCACCTGCCCCATCTCCATCGCCTGCTGGGAATTCTGCT
GCATGCGCAGCCTCCCGTGGTCCTTTGTGGATGAGTGGTTCTCCCGCAAAACAGAAAAGG
CCAAGTTTTTAAAGGAGATTTCTGCTCTTTCCATGAAGAAAGCTCGATCCCCAGAGTACG
AAAAGGAGATCACCGCAGGAAAAGGCTTCAACCCCTGTGACCTGTTCGCCATGGCTGCAG
CCGTGGACGACACCTTCATCACGGAGAGCGAGCAGGTTGCGGTGACGGTGGAGCTGATGG
GAGCCCACACGCGAGGGATGATGGTGCTGGACTACATGGAGCTGCTGGAGAAGAAACACA
AGGCCTCCATCATCAAAAACGTGGACTCTGAGAAGTTGAAGAAAATGCTGATGAGTGCTG
TGATGTAGGGCCGAACAATAAATGACAGATTTCTTGGTCCCTTCAAAAAAAAAAA
>CL71Contig1
TAAGCCATGTTTATTAAAAAAAAATNGAAAAGGGAAAGCTGAGTCACATTTGGAATTTGC
GTTTAACAACTTCAAAGTTCAGATGATCAAACCCCACATTCAAATATGTACATGGCTTTA



ACTATCGACTACAAATTCTTTCTCTTTGAATGTAAAGGAATAAAATGTATGATCTAATGG
AGCTAATGGTTTTAAACACAACAAACAACCCAAACTTTATTTGACATATTTTTCCATAAA
TTTCTTGTGGAACTCGGAGCGCAGCGTGTCATTAACGAAGCGTTTCTCCTTCCGGGACTC
GTCCACTCCTTTGGCACAGTTCTTGAACACAACATCATCATCCCACCTTCTCTTCACCCT
GAATGTACTCTGGACCAGCTGCTGCTGTTGTTGCTGCTGCTGCTGCTGTTGTTGTTGTCC
AGCCAAGTTTATGAGTGGATTTCCGCTTAAGATATTTTCCATTCGAATCCTCTCCTCTTC
TGCTTTTTGCTCTCGTTCTTTGCGTTCTTGCTCTTCGGCTCGCTCCTTCTTTATCTTCTC
AAGCTCAGCCAACAGAGCTGCAGTGTCGTCATCATCACTATCTTCATCAGAGTTCTCATC
CTCGTCATCATCAGTGAGAGGGTCATCAGCATCAAGGTTAGCAGCTGGAATCTGATCCAA
CCTGGGCCTCTTTGATGATGATGAAGATGATGAAGAGGATGTAGTGTGTTCTCTTGGTCC
CCTCTCTCTGGTCTTCTCACGTGCTGCTACACGCTCCTTCTCCTCCAGTTCCCTACGGAA
ATCACGGGCACGCACCTCCTCGGGGGCATCCTGAGTGGGCTGTCTGTATTTGATCTTGGT
GTGACCTGGAAGATCTCGGCTGGAATATTGCTTGGACAAGGCACTCAGATCGCCTTCTCC
TTTTCCTCTCCCTCCTCTCGCCGGCTCAAACGTTGGTCTTGCTGCGGTAGTCATCCCTAA
CGATTCCACCCTCGTGCCGAATTCGGCACGAGGGACAAAGACAAGATGACCAGTCTCTCT
GCTAAAGACAAGGATGTCGTCAAGGCATTCTGGGCCAAGATCTCTTCCAAGGCAACAGAT
ATTGGAGCAGATGCTCTTGGCAGGATGCTGGTGGTCTACCCTCAGACCAAGACCTACTTC
GCCCACTGGAAGGACCTGAGCCCCGGCTCTGCCCCGGTGAAGAAGCACGGACAGACTGTG
ATGGGAGGAGTTGCTGAAGCTGTGGGCAAAATCGACAATCTGACTGCTGGTCTCCTGAAC
CTCAGTGAGCTGCATGCTTTCACTCTGAGAGTGGATCCTGCCAACTTCAAGATTCTCTCC
CACAACATCCTGGTGGTGCTGGCCATCATGTTCCCCAATGACTTCACCCCTGAGGTGCAT
GTGGCCATGGACAAGTTCCTGGCTGCTTTGGCTCTGGCTCTGGCTGAGAAGTACAGATAA
ACAACACAAAGTCCAAGTCATTGAAGAAGAGAGTGTTTGCGCTTTCTCTGCCAATGATCA
ATAAATGCATGGTTGCAAAACATTAAAAAAAAAA
>CL71Contig2
TTTTTTTTTTGAAATTGAAGTACTTTATTTGCATTAAGGTAATGATGCGGATGCTTCCTT
CTCTTGACGTTTATCTGTACTTCTCAGCCAGAGCCAGAGCCAAAGCAGCCAGGAACTTGT
CCATAGCCACATGCACCTCAGGGGTGAAGTCATTGGGGAACATGATGGCCAGCACTACCA
GGATGTTGTGGGAGAGAATCTTGAAGTTGGCAGGATCCACTCTCAGAGTGAAAGCATGCA
GCTCACTGAGGTTCAGGAGACCAGCAGTCAGATTGTCGATTTTGCCCACAGCTTCAGCAA
CTCCTCCCATCACAGTCTGTCCGTGCTTCTTCACCGGGGCAGAGCCGGGGCTCAGGTCCT
TCCAGTGGGCGAAGTAGGTCTTGGTCTGAGGGTAGACCACCAGCATCCTGCCAAGAGCAT
CTGCTCCAATATCTGTTGCCTTGGAAGAGATCTTGGCCCAGAATGCCTTGACGACATCCT
TGTCTTTAGCAGAGAGACTGGTC
>CL72Contig1
CGGCCGCGGACCGTTTTTTTTTTTTTTTTTATTATTTGCAAGTCATCTTTATTGGCATGA
AAGAAAAGAGGACATTTCAGCTGAGATATGACAGAAAATGAGACATCTGCTTGATACTTT
CTACTTCACCGCAGACTTGTTAAAATGAACAGCTGAGGAGCAGGTTTCTACACTCTAAGT
CATTGTTGTACAGGAAACGCTGGGAGCTGGCTTGTTGCAACATACTATAGTCATGGATGC
TGGTTTCTTCACCGTTTGGGTCAGTTCGGATGTGTTCATTGATCGTCTGCCTTTTCCTCT
GAGTCCTTTTCTTCAGGACACAGGTGAGTTGTTTCTGGAAAGTAAAAGTCTGTTGAAAAG
TGGAGGCATTCAGCCTGCTTCTTGAAAACCTCTAGATTTTTGTCATCCAGCTTTCCGGTT
TTTGTGAACAGGTAAAGGTTTCTGTGTTTTTTGGTTTTCCCGTTTTCCTCTGTCAGTTTG
TAGTCTGACCAGACGGCGCAGTCGGGACACGACTCCAGAAGCTTCCCAAACACCTCTTGT
GAGGTGGAATTGTAGTAAAATGTCACTCTGGTGGAGTTTCCTGAAACAGAGGAGTTAGCT
GTTCCATACATACATTTTCCATCAATTCTGTCTCCAAAGTGAAGGTTTAAGTCTTCACCT
TTAGGGGAAGTTTGGATTTCCATCCAAGAGCTGTTGATTGATTTGAGGAATTCCATTTGC
TCTTCAGTGTCAGAAATTCCAACCTGAAATATCCAGCGGCCGGATACCTTGCTTCGATTC
TCTGAAGGTTTGAGGAACTCATCGCAGTCCAGATCAGACGCAGCGGTCAGCGAGGACAGA
GCCAGCAGAGACAGACAGAGCAGAGTGGACATGCTGAGGAGGAGTCAGGCGGCAGGCGAG
TGGAGGTGACAACAGGAGGACGAGTGAGGAACGCGTCGACTCGAGCGGCCGCGTTCTC
>CL72Contig2
CTCACTCGTCCTCCTGTTGTCACCTCCACTCGCCTGCCGCCTGACTCCTCCTCAGCATGT
CCACTCTGCTCTGTCTGTCTCTGCTGGCTCTGTCCTCGCTGACCGCTGCGTCTGATCTGG
ACTGCGATGAGTTCCTCAAACCTTCAGAGAATCGAAGCAAGGTATCCGGCCGCTGGATAT
TTCAGGTTGGAATTTCTGACACTGAAGAGCAAATGGAATTCCTCAAATCAATCAACAGCT
CTTGGATGGAAATCCAAACTTCCCCTAAAGTGATGGAAAATGTATGTATGGAACAGCTAA
CTCCTCTGTTTCAGGAAACTCCACCAGAGTGACATTTTACTACAATTCCACCTCACAAGA
GGTGTTTGGGAAGCTTCTGGAGTCGTGTCCCGACTGCGCCGTCTGGTCAGACTACAAACT
GACAGAGGAAAACGGGAAAACCAAAAAACACAGAAACCTTTACCTGTTCACAAAAACCGG
AAAGCTGGATGACAAAAATCTAGAGGTTTTCAAGAAGCAGGCTGAATGCCTCCACTTTTC
AACAGACTTTTACTTTCCAGAAACAACTCACCTGTGTCCTGAAGAAAAGGACTCAGAGGA
AAAGGCAGACGATCAATGAACACATCCGAACTGACCCAAACGGTGAAGAAACCAGCATCC
ATGACTATAGTATGTTGCAACAAGCCAGCTCCCAGCGTTTCCTGTACAACAATGACTTAG



AGTGTAGAAACCTGCTCCTCAGCTGTTCATTTTAACAAGTCTGC
>CL72Contig3
CACTCGCCTGCCGCCTGNACTCCTCCTCAGCATGTCCACTCTGCTCTGTCTGTCTCTGCT
GGCTCTGTCCTCGCTGACCGCTGCGTCTGATCTGGNACTGCGATGAGTTCCTCAAACCTT
CAGAGAATCGAAGCAAGGTATCCGGCCGCTGGCATATTTCAGGTTGGAATTTCTGACACT
GAAGAGCAAATGGAATTCCTCAAATCAATCAACAGCTCTTGGATGGAAATCCAAACTTCC
CCTAAAGGTGAAGACTTAAACCTTCACTTTGGAGACAGAATGTAAGTGGTGACCTTTGAA
GCCAAAAGTGCACATTGATCCACAAATGTGTTGCTTCTGATTTGATCCCCTTTGTTTCTG
CTTCAAGTGATGGAAAATGTATGTATGGAACAGCTAACTCCTCTGTTTCAGGAAACTCCA
CCAGAGTGACATGTATGTACTAATATATATATATATATAAAAATATCTATGTATGAATTT
GACTGTTAAAATTCACAGCAAAGCAATAGAGCTGTTTTGTTTTCCTGTCTAGTTTACTAC
AATTCCACCTCACAAGAGGTGTTTGGGAAGCTTCTGGAGTCGTGTCCCGACTGCGCCGTC
TGGTCAGACTACAAACTGACAGAGGGAAAACGGGAAAACCAAAAAACACAGAAACCTTTA
CCTGTTCACAAAAACCGGAAAGCTGGATGACAAAAATTTTAGAGGTTTTCAAGAAGCAGG
CTGAATGCCTTCACTTTTCAACAGACTTTTACTTT
>CL73Contig1
GTGCTGCCGCAGGCCATTCCTATTTTCACTTTGTACCCGTTTAAAGGGTTTAATCGCTGC
AGTTACACCGAAAAGTCGCAGCCATGGCTGATTCAATGGGGCAGTCTGTACCAGTTGCAG
TTTTCAAGTTGGTGCTGGTTGGAGATGGAGGCACAGGAAAAACGACTTTTGTGAAGAGAC
ACATTACAGGAGAGTTTGAGAAGAAGTATGTAGCTACTCTCGGAGTCGAAGTGCACCCAC
TGATGTTCCACACCAACAGAGGACCCATCAAGTACAATGTCTGGGACACAGCTGGTCAGG
AGAAATTTGGGGGCCTGAGAGATGGCTACTATATTCAAGCTCAGTGTGCTATCATCATGT
TTGATGTCACATCTCGGGTCACCTACAAAAACGTACCCAACTGGCACCGTGACTTGGTCC
GTGTCTGTGAGAACATTCCCATTGTCCTTTGCGGCAACAAGGTAGACATCAAAGACAGAA
AAGTCAAAGCCAAGAGCATCGTGTTTCACCGCAAGAAGAACTTGCAGTACTATGACATTT
CTGCCAAGAGTAACTACAACTTTGAGAAGCCCTTCCTGTGGTTAGCAAGGAAGTTGATCG
GTGATCCAAATCTGGAGTTTGTGGCAATGCCTGCCCTTGCTCCCCCAGAGGTCCTTATGG
ACCCCAACCTTGCCGCTAAATACGAGGAAGAACTTCAGGTTGCATCACAGACAGCACTCC
CAGATGAAGAAGATGACCTCTAACCTGGGAACCGCTTTCCTTAACCCTTTCCTTTTACCC
TTCTCTCTCTGACTGTGGACAGGAAGTTGTTTTGCCCCTTTACTGTAAAATCCCTTTTCA
GATTTTTTTATTTTTGAATTTTTTTGTTTTAAAACTTACAAAGAAAAAAAAACTTTGTGC
AAAAGTTGTCGTTCTAATTTCATTGTAGGACAAGCCCATCCCAGATTTGTTGTTGGCATG
GCAACGTGCTACTTTTCATCAAGCACTCTCCACTGCATCTACCCAACTCACATAATGCTG
TTGTACGGTGTACTGGGAGCACTAAGGGGAATAAACTTGAATAAAAATATTGTCATTAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL74Contig1
TTTTTNTTTTGAGACCATAGCAAAAGAATATTTATTGTTCTTTTACCTTTACTTCCTGGA
AAGTGCATCATAGATTTTACAATAAGCAAAATTCATATTTAAGACATGAACACAACCGAG
CAACATTCACAATCATCGTGTTTTGGACAGTGGGTTGCATATGGAGGAAATGTCCCTTAA
GCAAATGTATAAAAATCATTTAGAATCAGATGAAATGGGGGAGTAGGTTTGTTGTTCCAT
TAGAGCAGGTGTTCTTGGTCAGTTGCTGTCTTATGCCTTAACCAAGGCAGAAAATTCATC
AGCGCCAATCTTGCCGTCACCATCGACGTCTCCAGCTTTGAGGAAAGTTTTTGTTTCCCC
GTCAGACAGCACGCGAGCACCTGCACTGAAGTTCTGCAGGAACAGCTTCAGCTCATCCTC
CTCAATGAAGCCACTCTTGTCCTGATCGATGATGTAGAAGGCCTTCTTGACCTCATCAGC
GGATTTGCCGGCCAAACCGCACGTCTTGAAGAACTTCTTGTAGTCGAAAGTGTCCGCGCC
TTTGCACTCATCCAGGGCTTTGGTGATGTCAGCATCATTCAGTACGCCTGCGAAAGCCAT
TCTGATCTCTGTTGTTGTTTTTTGCTTTGTAGGGCACCGATGACACAGACACGACCCTCG
TGCCGAATTCGGCACGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGCCTCGTGCCGAATTCGGCACGAGGCTACAGTCGTGTCTGTGTCATCGGTGCCCTACAA
AGCAAAAAACAACAACAGAGATCAGAATGGCTTTCGCAGGCGTACTGAATGATGCTGACA
TCACCAAAGCCCTGGATGAGTGCAAAGGCGCGGACACTTTCGACTACAAGAAGTTCTTCA
AGACGTGCGGTTTGGCCGGCAAATCCGCTGATGAGGTCAAGAAGGCCTTNTACATCATNG
ATCAGGACAAGAGTGGCTTCATTGAGGAGGATGAGCTGAAGCTGTTCCTGCAGAACTTCA
GTGCAGGTGCTCGCGTGCTGTCTGACGGGGAAACAAAAACTTTCCTCAAAGCTGGAGACG
TCGATGGTGACGGCAAGATTGGCGCTGATGAATTTTCTGCCTTGGTTAAGGCATAAGACA
GCAACTGACCAAGAACACCTGCTCTAATGGAACAACAAACCTACTCCCCCATTTCATCTG
ATTCTAAATGATTTTTATACATTTGCTTAAGGGACATTTCCTCCATATGCAACCCACTGT
CCAAAACACGATGATTGTGAATGTTGCTCGGTTGTGTTCATGTCTTAAATATGAATTTTG
CTTATTGTAAAATCTA
>CL75Contig1
GAGTTGCGCGTCCTTCCTCCTTCACCCGTTTCAAGCTGGTCGTTTGGAGAGCAGACAAAT
CGAAGCCATGACTAAAGACCCAAACAAGCCGCGAGGAAAAACATCCGCTTACGCCTACTT
TGTGGCGACGTGCCGCGAGGAGCACAAGAAGAAGCATCCGGGAACCAGCGTGAACTTTGC
GGAGTTCTCCAAGAAGTGTTCCGAGAGATGGAAGACAATGTCCTCCAAGGAGAAGGTGAA



GTTCGACGAGCTGGCCAAAACTGACAAGGCCAGATATGACCGGGAGATGAAGACCTACGT
CCCACCTAAAGGTGCCAAGAAGGTCAAGAAGAAGAAGGACCCCAACGCCCCCAAGAGGCC
CCCATCTGCTTTCTTCGTCTTCTGCTCGGACCACCGTCCCAAGATCAAGGAGGATAACCC
GGGCATCTCCATCGGCGACATCGCCAAGAAGCTGGGCGAGCTGTGGGCGACGCAAAGCGC
CAAAGACAAGGCGCCGTACGAGGCCAAGGCGGCCAAGCTGAAGGAGAAGTACGAGAAGGA
CGTCGCCGCCTACAGAGCCAAGGGGGGCTCCGGGAAGAGCGACGCCGGCAAGAAGAGCGG
CCCCGGCCGGCCCGCCGCCAAGAAGGCCGTGCCCGTCCACGATGATGACGACGACGACGA
TGAGGAAGACGAGGACGACGAAGAAGATGACGACGAAGACGACGACGAGTAAAGCGCGTA
AAGGAAGTGACGTTTGTTTGGCTTCAGTTTGATTTTGTGTGGCCTGCTCAGCGCCCCCCC
CACCCCCCACCCCCTCCTTCCATTCAGGGATTTAGCTTTTGTCCTGTTAGTCGCTGTTAA
GTTTCTGCTGAACCGGGTTTGTTACATCTGATGCTTGTTGCTGTTGAGGCGGTGATCATA
TGGACTGGAGCTCCGTGCGCGGCAGGATGTTTTTTTTCTTTACTGTTTTCTGGAAGCACT
GCGGTTTTCTGTTGGAGCGGTGCTCTTTCTTTCTGTCATTTTACCACCAGGAGTCTCTGT
AGTGTGAATTCCAGCCGTTGGCGGCCATTTTTAATGTGGACGATGACACGTGTAGAACGA
ATTTTCTTTTGTAATAAAAGTTTTTTATA
>CL75Contig2
GGCTGACAAAACAGTTGCGCGTCCTTCCTCCTTCACCCGTTTCAAGCTGGTCGTTTGGAG
AGCAGACAAATCGAAGCCATGACTAAAGACCCAAACAAGCCGCGAGGAAAAACATCCGCT
TACGCCTACAGAGCCAAGGGGGGCTCCGGGAAGAGCGACGCCGGCAAGAAGAGCGGCCCC
GGCCGGCCCGCCGCCAAGAAGGCCGTGCCCGTCCACGATGATGACGACGACGACGATGAG
GAAGACGAGGACGACGAAGAAGATGACGACGAAGACGACGACGAGTAAAGCGCGTAAAGG
AAGTGACGTTTGTTTGGCTTCAGTTTGATTTTGTGTGGCCTGCTCAGCGCCCCCCCCACC
CCCACCCCCTCCTTCCATTCAGGGATTTAGCTTTTGTCCTGTTAGTCGCTGTTAAGTTTC
TGCTGAACCGGGTTTGTTACATCTGATGCTTGTTGCTGTTGAGGCGGTGATCATATGGAC
TGGAGCTCCGTGCGCGGCAGGATGTTTTTTTTCTTTACTGTTTTCTGGAAGCACTGCGGT
TTTCTGTTGGAGCGGTGCTCTTTCTTTCTGTCATTTTACCACCAGGAGTCTCTGTAGTGT
GAATTCCAGCCGTTGGCGGCCATTTTTAATGTGGACGATGACACGTGTAGAACGAATTTT
CTTTTTGTAATAAAAGTTTTTTATACTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAC
>CL76Contig1
TGCAGGNAATTCGGCACGAGGATCGCACCGGAAGANAAGAAGGTCCTTTTCCAGCCATCT
TGTGGCTTCATCTAGCCAAGTGCTCGCACCAAGCCTCGTAGAATCGGAGGAAAATCCTGC
TGAAGGGGCGCCATCATGCCCGGACAAATGCAAGAAGGTTTTGGCTGTGCCATAACCAAT
CGGTTTGACCAGTTATTTGACGACGAGTCGGATCCCTTTGAGCTGCTGAAGCAGGCCGAA
GTTAAGAAGAAGAAGGAGGCTGCTGCTCCTGGTGCCGCCAAGACTGCAGCCCAGGCTGCC
AAGCAGCCAAAAAAAGAAACCCAAAAAGACAGAAAGACGCCATTGGCTGATAAGAAGGAG
ATCCAAGCACCAGTTCCACTTAAGAAAGATGGTGCTGGAATGAGGAGAATGGGTCGCAAG
CCAGAAGGCGAGAGCACCAGACCTCAGGGAAATCCGGGCGAGGGACGTCCTCCCGCAGAC
AGAAGACCTGTCGACAGGCGGCCGCCTCGCCGCTTTGAGCGACCTGCTGGCGATGCTGTA
GAGAAGACTGAAGGTGGTGAATTCTCAGTGGAGAAACCCATCGGTGATCGGCCCATGAGG
GGACGCGGTGGCAGCCGGGGAGGCCGCGGGGGCAGGGGTCGCGGTATGGGTCGCAGTGAC
GGCTTTGACTCCCGGGGAAAGCGTGAATTTGACAGACACAGCGGCAGTGACAAATCTAGT
ATGAAAGGTGAGGAGAAGCGTGGGGGAAGTGGATCTCACAACTGGGGCACCGTGAAGGAT
GAACTGAATGAGCTTGACCAATCCAACACCACTGAGGAGAATCCTGACGGAGAGGAACAT
CCACCTGCTGACTCTGAGAACAAGGAGAATGAGGTGGAGGAGGTGAAGGAGGAAGGCCCC
AAGGAGATGACTCTGGACGAATGGAAAGCCATGCAAGGCAAGGAACGGGCCAAAGTGGAG
TTCAACATTCGGAAGGCCAACGAAGGAGCTGACTGGAACAAAGGATTTGTGCTGCACAAG
TCCAAGGCGGATAAAGGTGAAGTGTTCGAGGTTGAGGTTGAGGAGCCCAAGGGAGAGGAT
GAGCCTCACTTCCGGAAACCAGCCAATGACATAACGTCCCAACTGGAGATAAACTTTGGA
GACTTGGGCCGTCCAGGACGTGGACGTGGTGGACCTCGTGGCGCCAGCGGCGGCGGTCGG
GGGGGCAGAGGCCGAGGTGAAGCCAGGCCGGTTCGTGGAGGGAGAACTGACAAGTCGTCT
GCGTCTGTTCCGAACGTGGACGACCCGGAGGCCTTCCCAGCCCTGGCTTAGGCCTGCTTG
CTCATCCTCAGGCCCGCAGGAGCCTCCTGACTCCTCTACGAGGCTTGCATGTTCCTGGAA
CCTTCAGCAAAGCGAAATGATGGAGAAGACTGTCATAGCTATGACACTCAAATGTGAGGA
CTGAGTTTTATCTAATGAAAACAAAGATTAAAAAAAAAAAGAAGAAAAAAAAGGACTTCT
TGCTACTCTGGAGCAACTTATTGGTAGAGGTTTTTTACTTGGAAACAATGTAGCAGGGAT
GTTTTCATACAGTATTTTTTTTCAGAGGTTATGCTTTGTCCATTAATAAAGTTTTCTAAT
TGCTGCTTGGATATATGCATTGTTGAAATGGAAGCAAAGGCGTCTCCTTCACCTGTGGTG
TGTGGTGCTGCTGCTGCTTTTGCTCATTGTAGAATGAGCTTTGTGGAGCTCCAACCCCAG
CTTCATCAGCTCCGCCACACCCGATCCCTCTGAAGAAGTTCCACTTCACAATGGCTTTAG
GAAATCAGATTCTCTCCAGCACTGGTATACTTTTTATATTTTAAACAGGTGGTCTCCTCC
TGTGTTCACTTCAGCTTGTAAATCTTTGCCGTTTTCAGAAATCCTTTAGGAGACTGTTTC
ATACGGTGCAAGTGGACACTTAAACGACACGCTGCTGCCTACATGTGAACGCATCGATAC
AAAATTGCACCCTAAACACAAAGTTCTGGGTTTTCTACTTTGAAACATTCTAACAGGCAT
TTAGGTTCATCTTAAGGAAGCGGGGTTTAATCTAAAGTTTGATCTGGACTTGTTTTGTTT



TTAAATACTGAAATGCAGTCTCCATCTTGTTTTAATGTGTATTTGACGATCATTTTTCAC
CATCCAGTGTCGTTCAGGACAGCTACTGCGGTTTCTGCTTTGACCAGGAGAGACGTGTCT
GGAGGCCTTCTTAAAATCTGTTAACACACTCCGCCCCTTCACAAATGTAAACCTGGCCCT
TAGTTTTCTGTACTCGTACTTTCCTTCACTGTTCAGTTGCTTTTACAGTGTTACTGCTGC
ATAATTACTCTGAAAGAAATACAGCTGTCCATTGTATGGAACAGCTGGAGTGCTCTACAA
AATGTGTGAAATCCAGCCCTGCTATTGGACCTCTGCCGGTAAATAAAGGTGGTCAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAACAT
>CL77Contig1
TTTTTTTTTTAAGTTACAAAAAATTTATTTTTTTTCAAACAAAAGTAACACCATGGTTTG
AATAGAGAACACTAAAAAAAAAACGACTTGCAGATACATTAAAAATAAAATCCTTAGGGA
ACTTGCCCACATTTTTGAAGGAATGGAGGTATTTCAACAAAAGCGGAGATTCCTTTTTTT
CACTTTTTTAATCTTCCAACAATACAGCAACAACAAGGGAGTCACACAAAGTCCTCAGTG
GAAGGTCACGGCACTCATCTGGACTGTTCAATGTACGAGGAGATGTCGATCTCGTCGGGC
AGCTCGGCTACGTTGACCTCAAAGCGGTCTTGGACTTCGTTCAGAGTCTTGGCGTCGACC
TCATCCGACACAAAGGTGATGGCCAGCCCTTTGGTTCCGAACCTGCCGGCGCGCGCCACC
CTGTGAAGGTACGTGTCCGAATCCTCCGGCATGTCGTAGTTGAAGACGATGTTGACGCGC
TCGATGTCCATGCCTCGACCAAACAGGTTGGTGGCCACCAGGATCCGCCGCTGGAAGTCT
TTGAACTGCTGGTACCGGGATAACCTCTCCTCCTGTGCCATGCCTCTGTGGATCGCGATA
GCGGGGAAGTTCTGCTCGACCAGCAGCTGCGACAGAGCAACGCAGCGGTTCACCGACTTC
ACAAAGATCACCACCTGGTTGAACTCCAGCACGTCCAGGAGGTCGAACAGCTTCCTGTTC
TTCTCGCTGTCCTTCAGCTTGCAGTAGTACTGCTGTAAGCCGTGGAGCGTCAGCTTGGTC
TCATCGTCCACGAACACTTCCATCGGGTCCTGCATGAACTTGCGGCAGACGGGGCGGATC
TCCTTGCTGAGGGTGGCGCTGAACATCATGACCTGCTTCTCGTGGGGCGTCAGCCTGAAG
ATTTCCTGCACGTCGCGCCTCATGTCCAACTGTTCCAACATCTTATCGCACTCGTCGAGC
ACAAAGTGCTTGATGTTCTTCACGCTGAGGGTCTTGTTCCGAATGAGGGCCAGGGTGCGC
CCCGGAGTTCCCACGACGATGTGGGGGCAGTTCTTCTTCAGGGTGTCTTCGTTGTTCTTG
ATGGCCATCCCCCCAAAGAAGACGGAGACCTTCACGCTGGGCATGTACTTGGAGAAGCGC
TCGTACTCCTTGCTGATCTGGAAGGCCAGCTCTCGAGTGTGGCACATCACCAGGACAGAC
ACCTGTCCATCCACAGGCTCGATCTGCTGCAGGGTGGCCAGAACAAACACAGCCGTCTTC
CCCATGCCAGACTTGGCCTGACACAGGATGTCCATGCCCAGGATGGCTTGAGGAATGCAC
TCATGTTGAACTTCTGAGGGGTGCTCAAAACCACAGTCAACAATGGCGCGGAGAAGCTCT
GGTTTAAGGAGGAAGTCTCTGAAGCCGGAGCTGTGGATGGACACATAGGAGCCCTTCACC
TCCTTCTTGCCTGCAGGAGTGCCGCTCTCTGGGAGTCCCTGGGGCTCCTCGTCCTCCTCA
TAGTCCAGAAGTTCGTTGTCAACGTCGGTCTCTGCCATCTTGATTCTGTTATGCGCTGTT
CTCCGTGAGCGTTAAACTGCTGTGCTAGCAACTAGTTCACGACGCAGAAGAATGCTGCGT
TCGCGTACGACCCAAAAAAACAGAAGTTTAAGATTATTCATGAAAATCACGAATACAGTT
TGAGGAGCTCTTTTAAACAATAAAGACAGGTATTTGATTAGCTTTTTTTTTAACATTTGT
TTTTCGTGGCTAAAAGTTAACTCGCACCTTTTAAGCCTAAATCTTTCACATTAAAGTTTG
TTACTGAGGACTTCGCAG
>CL77Contig2
TTTGATAATAAAAAAAGCTGCCAATTTTTCAAGTTCCCCAACAGAAAACAAATCCACTTT
TAAATAAAAAAAAACATCCCAAACGGTTCTTTTAAAGTCTCCCCCGACATTGAAATAAAT
GAAAACAGTTGAGACCACTTATAGAAAATTTTAATCAAGCACAAAAAAAACAACCAAACA
AACCATAAAAGACTCATTAAAACCCTTCTTTCCACAAAAAACCTGACAATAAAAAAAAGT
TTGGTGAACAAACGTGCCGCGCTTTTAAATCAACGGTGAAGTAAATGAACTTCCGGGTAC
AGGTCAGGAAGGGCGTCGAGGACACTTGTTTGGCTGGAGGACTCATCTGGACTGCTCGAT
GTAAGAGGATATGTCAATCTCCTCCGGCAGCTCGGCCACGTTGACCTCAAAGCGGTCCTG
CACATCGTTCAGAGTCTTGGCGTCGGTCTCATCGGACACAAAGGTTACAGCCAGTCCTTT
GGTTCCAAATCTACCGGCACGGGCAACCCTGTGCAAATATGTGTCGGAATCTTCCGGCAT
GTCGTAGTTGAAAACGATGTTCACCCTCTCGATGTCCATCCCTCGCCCAAACAGGTTGGT
GGCCACCAGGATCCGCCTCTGGAAGTCCTTGAACTGCTGATAGCGAGACAGCCGCTCCTC
CTGAGCCATCCCTCTGTGGATGGCGATGGCAGGGAAGTTCTGCTCCACCAGAAGCTGTGA
CAGAGCAATACAGCGCTGGACAGACTTGACAAAGATCACCACCTGGTTAAACTCCAAGAC
ATCAAGAAGATCAAAGAGCTTGCGGTTTTTCTCGCTGTCCTTCAGCTTGCAGTAGTACTG
TTGCAAACCATGGAGGGTGAGTTTGGTCTCATCGTCGACAAACACCTCCATAGGATCCTG
CATGAACTTGCGGCAGACGGGTCGGATCTCCTTGCTCAGCGTTGCGCTGAACATCATGAC
CTGCTTCTCGTGAGGCGTGATCCTGAAGATGTCCTGAACGTCACGCCTCATGTCGAGCTG
CTCCAGCATTTTATCACACTCGTCTAGGACAAAATGCTTGATGTTTTTCAGGTTCAGGGT
CTTGTTACGGATAAGGGCGAGGATCCGGCCGGGCGTTCCCACCACGATGTGGGGGCAGTT
CTTCTTCAGCACATCTTCGTCGTTCTTGATGGCCATGCCGCCGAAGAACACCGCCGCTTT
CACGGTGGGCATGTACTTGGAGAAACGCTCGTACTCTTTACTGATCTGGAAGGCCAGCTC
TCTGGTGTGGCACATGACTAACACAGTCACCTGCCCATCGACGGGCTCAATCTGTTGCAG
GGTGGCCAGTACGAACACAGCAGTCTTGCCCATACCGGACTTGGCCTGGCACAGAATGTC
CATGCCCAGAATGGCCTGTGGAATGCACTCATGCTGGACTTCAGATGGATGTTCAAAACC



GCAGTCGATGATGGCACGGAGCAGCTCGGGCTTCAGGAGGAAATCTCTGAAGCCCGAGCT
GTGGATGGAGACGTAGGAGCCTTTCACCTCCTTCTTTCCCGTGGGGGCTGCGCTCTCTGG
GGCTCCCTGAGGCTCATCGTCATCTTCATAATCAAGCAGCTCGTTATCAACGTCATTCTC
AGCCATTTTGTGTGAGGTTTTTTCTTTTTGTTTCTCTTCTTTGTGAATTTAGCTGCAGGT
CCACCGGATCAGTACCGCATGGAGAGGCCTCAGTTGTTTTCCAGGATTAACCGGAAATGC
TGCGTCGCATTT
>CL78Contig1
TTTTATGATTATTTTTATGTTTTGTAATGCATGTAGCCTTTTTTAATGAATTGGTATTTT
GAATTATTTTAATTAATCACTCCACTACAAAAACCATCAGGACACATGTCCCATAATGCA
TTGTTTTGTAGTCTGTAGGGCAGCTTTTCAGTCAGTTCAGTTTCCAGCTGTGTCCGGGTA
GGTTTGCCCCTTGCTCCCACCCCTTTCTCGCGATATTTTTGTGATGATTGACAGTTGATG
TTGGAGCAAAAACAAAAATATATGTCACACACCAGGTGATCTGCGCAGCGTTGAGTTCAC
CTGGGTGATCTCAAACACCCTTATTGTGCATCTTGGCTGCACCTATTTGGTGTCACAAAG
ATAAATTTCCATCCGTTTTCTTTACTTATTTGTACTGTCATGACAGCGATGGTGCTGTCA
GTTTACCTGCTTGTTGCATCTTCAAAAGTGCAGAATAAAATGTGACACTGAATTTGAAAC
AGCACATTGTAATTTCTACATCTATTATTAAAGTATTTATTAGTAATACAGTGGAAATTA
GCAGATTTGGTTAGAAAGTTGATTTACGGTATGCGCCCCTAAATTTTCTGGTTGTGCCCC
TAAAATTTTCAGTTAGGGGCCACTGTGCTCCTAGTGAAAAAAGTTAGTCTGGAGCCCTGT
ACACTGTTGTTTATTGTAAAAAAAATATATATATATTTGTGGCGCAACAAATACTAGGCC
TTTATGTTGATG
>CL78Contig2
TAGGTTCAACTCACCGTTGATTGTGTGTACACTTTTCCTGCAATGAAGCTGTTTGTGTCA
GTTCTACGTACTGTGAGCATTAACTCGGCTATGCCCACATTTTCTCCTCCGTGATCTCCT
CTCACCCTGACAATAACATGAAAATCATGTCTCAAACACATAATTACAAATGCATCGCCA
ATACGGTACACATCAGTTTAAAATGTAATGTTCTTATGTATGATGCCAATAAGTAGAATT
TCTAGGTTAAAAAAATTGCAGGAGTGGGTTACATGTATCACTGGGGAAAAAAATGAGGTG
AGAGAGACTGTTAAGGGGGGGTAAAATGTTATTCATGAGGGGAAAGTTTTAGAGTTGCCT
TTGTTTATGGAGAGGAGTCTAAAAAAAGTAATTTTATTTTTGTACAAATAACCAAGTACT
TATACTGCCTGATATGTGAATAAAATATTTCTTTATGAATAACATGAATACCTCAGAGGA
AAGCCATAAACGTTCACAGCGTCACTGAAGAAGGCCAAGTGGGTGTCTGCACAGTTGTTG
TCTGCTATCTTCTCAGGTACAAGATTTGTAAGATGCCCTGCCAGAGAGTTGTATTGCCTG
ATGGCACGAGGAACAAAAGATTGTCACGCTGTCACGCTTCAGTAATTCGGGCTGAGACTG
TTCCCGTTCGGAAGACCTCTCCGCCCTCGTGCCGAA
>CL78Contig3
GCAAACATGGCGGAGAGGTCTTCTGAACGGGATCAGTCTCAGCCCAATTACTGAAGCGTG
ACAGCGTGACAATCTTTTGTTCCTCGTGCCATCAGGCAATACAACTCTCTGGCAGGGCAT
CTTACAAATAGCAGACAACAACTGTGCAGACACCCACTTGGCCTTCTTCAGTGACGCTGT
GAACGTTTATGGCTTTCCTCTGAGGATTGAGCTCTTCTGGTGTGATGTCTTCTGACGCGT
GGGACAGCCATCCAATCAGGACGGAGCAAAGCATGACGCCAAATCAGCTGTGGCAGTTGG
GCTTGACCCAGAACCCTGTTTCTGATCCCCGGGGTATGCTGGTTCCAGAGATTGAATGGG
AGGAGAGTGGATCCATGGCTGAACCTCATCCTGGGATCAATGTCCTGGTATGGGACAGTC
CTCTTTTGGGTCCACAAATGTTGGAACTGCAAGACGACATCAATCCATTGTGGAATTCAG
ACCGTTTGGGAGTTGACCTACATCTTTACTGTCCAGTGTGTTTAGAACTTAATTTAGGTG
ACATAATTACATACAGAAGAAGAGAGACTGAGGGGAGTAAGACAGAGTTCAAATCAATAC
TGCTGTATTGTTCAAGGGACTTCATTGTATGTAAGGAAGTTATGAAAATTAGTTCCAGTT
TAAATAAAATTCAAATCAGTAGAGATCCCACATTTGCTTAAATTTTGATGTTTTAATCTG
TCCATGTTTTCACTGAATTTTACTCTGCAATAAAGGGTGAATGTTTG
>CL78Contig4
ATTCGGCACGAGGGGCGGCAAACATGGCGGAGNAGGTCTTCAGAACGGGAACAGTCTCAG
CCCATCCTGCACCTGAAGATGGCAGAGAACAACTGTGCAGACACCCACTTGGCCTTCTTC
AGTGACGCTGTGAACGTTTATGGCTTACCTCTGAGGGTGAGAGGAGATCACGGAGGAGAA
AATGTGGGCATAGCCGAGTTAATGCTCACAGTACGTACAACTGACACAAACGGCTTCATT
GTGGGAAAAGTGTACACACAATCAACGGATTGAGCTCCTCTGGTGTGATGTCTTCATGAC
TGTTACTGGTTTATATTACAACATCCTGCACTCTCCTGAGGACCAAGACTTGCTCAATAT
CAGTAACATCACGTATTCTGCTGCCATTACATCTTCCTACCACGCATTCAGGCCAGTTTG
GATGTCTTTAGTGACGCGTGGGACAGCCAATCAGGACGGAGCAAAGCATGACACCAAATC
AGCTGTGGCATTTGGGCTTGACCCAGAACCCTGTTTCTGATCCCCGGGGTATGCTGGTTC
CAGAGATTGAATGGGAGGAGAGTGGATCCATGGCTGAACCTCATCCTGGGATCAATGTCC
CGGTATGGGACAGTCCCCTTTTGGGTCCACAAATGTTGGAACTGCAAGACGACATCAATC
CATTGTTTAATTCAGACCGTTTGGGAGTGGACCTACCTCTTTACTGTCCCGTTTGTTTAG
AACTTAATTTAGGC
>CL78Contig5
GGTTCAGCACAGCAGTTGAAAGGACGCGGGCGGCAAACATGGCGGAGAGGTCTTCTGAAC
GGGATCAGTCTCAGCCCGAATTACTGAATGTGACAGCGTGACAATCTTTTGTTCCTCGTG



ACATCAGGCAATACAACTCTCTGGCAGGGCATCTTACAAATCTTGTACCTGAGAAGATAG
CAGACAACAACTGTGCAGACACCCACTTGGCCTTCTTCAGTGACGCTGTGAACGTTTATG
GCTTTCCTCTGAGGGTGAGAGGAGATCACGGAGGAGAAAATGTGGGCATAGCCGAGTTAA
TGCTCACAGTACGTACAACTGACACAAACGGCTTCATTGTGGGAAAAGTGTACACACAAT
CAACGGATTGAGCTCCTCTGGTGTGATGTCTTCATGAGTGTTACTGGTTTATATTACAAC
ATCCTGCACTCTCCTGAGGACCAAGACTTGCTCAATATCAGTCACATCACGTATTCTGCT
GCCATTACATTTTTCTACCACGCATTCAGGCCAGTTTGGATGTCTTTAGTGACGCGTGGG
ACAGCCATCCAATCAGGACGGAGCAAAGCATGACACCAAATCAGCTGTGGCAGTTGGGCT
TGACCCAGAACCCTGTTTCTGATCCCCGGGGTATGCTGGTTCCAGAGATTGAATGGGAGG
AGAGTGGATCCATGACTGAACCTCATCCTGGGATCAATGTCCTGGTATGGGACAGTCCTC
TTTTGGGTCCACAAATGTTGGAACTGCAAGACGACATCAATCCATTGTGGAATTCAGACC
GTTTGGGAGTGGACCTACATCTTTACTGTCCCGTTTGTTTAGAACTTAATTTAGGCGACA
TAATTACATACAGAAGAAGAGAGACTGAGGGGAGGAAGACAGAGTTCAAATCAATACTGC
TGTATTGTTCAAGGGACTTCATTGTATGTAAGGAAGTTATGAAAATTAGTTCCAGTTTAA
ATAAAATTCAAATCAGTAGAGATCCCACATTTGCTTAAATTTTGATGTTTTAATCTGTCC
ATGTTTTCACTGAATTTTACTCTGCAATAAAGGGTGAATGTTTGCAAAAAAAAAAAAAAA
AAAAAAAAAAAAAGGGCGGCCGCC
>CL78Contig6
GGATTTACGGTATGCGCCCCTAAATTTTCTGGTTGTGCCCCTAAAATTTTCAGTTAGGGG
CCACTGTGCTCCTAGTGAAAAAAGTTAGTCTCGTGCCCTGATACATAAAAGTGAATGATG
TATTAAAAATAAATCTGACAATATAATATTTCTTTTTGCTTTTTTCCAAATACAGGATTG
AGCTCCTCTGGTGTGATGTCTTCGTGAGTGTTACTGGTTTATATTACAACATCCTGCACT
CTCTTGAGGACCAAGACTTGCTCAATATCAGTCACATCACGTATTCTGCTGCCATTACAT
TTTTCTACCACACATTCAGGCCAGTTTGGATGTCTTTAGTGATGCGTGGGACAGCCATCC
AATCAGGACGGAGCAAAGCATGACACCAAATCAGCTGTGGCAGTTGGGCTTGACCCAGAA
CCCTGTTTCTGATCCCCGGGGTATGCTGGTTCCAGAGATTGAATGGGAGGAGAGTGGATC
CATGACTGAACCTCATCCTGGGATCAATGTCCTGGTATGGGACAGTCCTCTTTTGGGTCC
ACAAATGTTGGAACTGCAAGACGACATCAATCCATTGTGGAATTCAGACCGTTTGGGAGT
GGACCTACATCTTTACTGTCCAGTGTGCTTAGAACTTAATTTAGGCGACATAATTACATA
CAGAAGAAGAGAGACTGAGCGGGGCAAGACAGAGTTCAAATCAATACTGCTGTATTGTTC
AAGGGACTTCATTGTATGTAAGGATGTTATGAAAATTAGTTCCAGTTTAAATAAAATTCA
AATCAGTAGAGATCCCACATTTGCTTAAATTTTGATGTTTTAATCTGTCCATGTTTTCAC
TGAA
>CL78Contig7
AGGAATTCGGCACGAGGGCAACATGGCGGAGAGGTCTTCTGAACGGGATCAGTCTCAGCC
CGAATTACTGAATGTGACAGCGTGACAATCTTTTGTTCCTCGTGCCATCAGGCAATACAA
CTCTCTGGCAGGGCATCTTACAAATAGCAGACAACAACTGTGCAGACACCCACTTGGCCT
TCTTCAGTGACGCTGTGAACGTTTATGGCTTACCTCTGAGGATTGAGCTCCTCTGGTGTG
ATGTCTTCGCCAGTTTGGATGTCTTTAGTGACGCGTGGGACACCCATCCAATCAGGAGGA
GCAAAGCATGACACCAAATCAGCTGTGGCAGTTGGGCTTGACCCAGAACCCTGTTTCTGA
TCCCCGGGGTATGCTGGTTCCAGAGATTGAATGGGAGGAGAGTGGATCCATGGCTGAACC
TCATCCTGGGATCAATGTCCTGGTATGGGACAGTCCCCTTTTGGGTCCACAAATGTTGGA
ACTGCAAGACGACATCAATCCATTGTGGAATTCAGACCGTTTGGGAGTTGACCTACATCT
TTACTGTCCAGTGTGTTTAGAACTTAATTTAGGTGACATAATTACATACAGAAGAAGAGA
GACTGAGGGGAGTAAGACAGAGTTCAAATCAATACTGCTGTATTGTTCAAGGGACTTCAT
TGTATGTAAGGATGTTATGAAAATTAGTTCCAGTTTAAATAAAATTCAAATCAGTAGAGA
TCCCACATTTGCTTAAATTTTGATGTTTTAATCTGTCCATGTTTTCACNAATTTTACTCG
CAATAAAGGG
>CL78Contig8
CCCTTTATTGCGAGTAAATTAGTGAAAACATGGACAGATTAAAACATCAAAATTTAAGCA
AATGTGGGATCTCTACTGATTTGAATTTTATTTAAACTGGAACTAATTTTCATAACTTCC
TTACATACAATGAAGTCCCTTGAACAATACAGCAGTATTGATTTGAACTCTGTCTTGCCC
CGCTCAGTCTCTCTTCTTCTGTATGTAATTATGTCGCCTAAATTAAGTTCTAAACACACT
GGACAGTAAAGATGTAGGTCAACTCCCAAACGGTCTGAATTCCACAATGGATTGATGTCG
TCTTGCAGTTCCAACATTTGTGGACCCAAAAGAGGACTGTCCCATACCAGGACATTGATC
CCAGGATGAGGTTCAGCCATGGATCCACTCTCCTCCCATTCAATCTCTGGAACCAGCATA
CCCCGGGGATCAGAAACAGGGTTCTGGGTCAAGCCCAACTGCCACAGCTGATTTGGTGTC
ATGCTTTGCTCCGTCCTGATTGGATGGCTGTCCCACGCGTCACTAAAGACATCCAACTGG
CGAAGACATCACACCAGAGGGGCTCAATCCGTTGATTGTGTGTACACTTTTCCCACAATG
AAGCCGTTTGTGTCAGTTGTACGTACTGTGAGCATTAACTCGGCTATGCCCACATGTTCT
CCTCCGTGATCTCCTCTCACCCTCAGAGGAAAGCCATAAACGTTCACAGCGTCACCGAAG
AAGGCCAAGTCTGCACAGTTGTTGTCTGCTATCTTCTCAGGTACAAGATTTGTAAGATGC
CCTGCCAGAGAGTTGTATTGCCTGATGGCACGAGGAACAAAAGATTGTCACGCTGTCACA
TTCAGTAATTCGGGCTGAGACTGATCCCGTTCAGAAGACCTCTCCGCCATGTTTGCCCTC



GTGCC
>CL78Contig9
AGTGAAAACATGGACAGATTAAAACATCAAAATTTAAGCAAATGTGGGATCTCTACTGAT
TTGAATTTTATTTAAACTGGAACTAATTTTCATAACTTCCTTACATACAATGAAGTCCCT
TGAACAATACAGCAGTATTGATTTGAACTCTGTCTTCCTCCCCTCAGTCTCTCTTCTTCT
GTATGAAATTATGTCGCCTAAATTAAGTTCTAAACAAACGGGACAGTAAAGATATAGGTC
CACTCCCAAACGGTCTGAATTCCACAATGGATTGATGTCGTCTTGCAGTTCCAACATTTG
TGGACCCAAAAGAGGACTGTCCCATACCGGGACATTGATCCCAGGATGAGGTTCAGTCAT
GGATCCACTCTCCTCCCATTCAATCTCTGGAACCAGCATACCCCGGGGATCAGAAACAGG
GTTCTGGGTCAAGCCCAACTGCCACAGCTGATTTGGTGTCATGCTTTGCTCCGTCCTGAT
TGGATGGCTGTCCCACGCGTCACTAAAGACATCCAAACTGGCGAAGACATCACACCAGAG
GAGCTCAATCCGTTGATTGTGTGTACACTTTTCCCACAATGAAGCCGTTTGTGTCAGTTG
TACGTACTGTGAGCATTAACTCGGCTATGCCCACATTTTCTCCTCCGTGATCTCCTCTCA
CCCTCAGAGGAAAGCCATAAACGTTCACAGCGTCACTGAAGAAGGCCAAATGGGTGTCTG
CACAGTTGTTGTCTGCTATTTGTAAGATGCCCTGCCAGAGAGTTGTATTGCCTGATGGCA
CGAGGAACAAAAGATTGTCACGCTGTCACGCTTCAGTAATTCGGGCTGAGACTGATCCCG
TTCAGAAGACCTCTCCGCCATGTTTGCCCCTCGTGCCGA
>CL78Contig10
ATCCCAACACGCTTGTTGTGCATCTTGGCTGCACCTATTTGGTGTCAGAAAGATAAATTT
TCCATCCGTTTTCTTTACTTATTTGTACTGTCATGACAGCAATGGTGCTGTCAGTTTACC
TTCTTGTTGCATCTTCAAAAGTGCAGAATAAAATGTAACACTGCATTTGAAACAGCACAT
TGTAATGTCTGCATCTATTATTAAAGTATTTATTAGTAATACAGTGGAAATTAGTAGATT
TGGTTAGCATGTTGATTTACGGTATGCGCCCCTAAATTTTCTGGTTGTGCCCCTAAAATT
TTCAGTTAGGGGCCACTGTTCTCCTAGTGAAAAAAGTTAGTCTGGAGCCCTGACTGTGTT
GTTTCACGAAGATCGCGTATGCCACGGTAAAACATCTAATCTGCTAATGCACTTAAAACG
GCATCACCGGATTGTCTGTAATCAGTAATGACTGAACTGTTTGGCAAAGTCTATCAGATG
CCGGTGGAAAATAAGTCTGCTATTTTGGAGGAGATGAAGGTAAAAGTTACCAAATACAGA
GCAACAGGATGCATCCCTCTTGATGCTAACCCTCTTGAATTGGGAAGAACCAATGAGACC
AGCTATAAGCATATTGCAAAATTGGCAAAGAGGTATCTCTCCATTTGTGCAACCTCTGAT
CCCGAGTGAGAGAGTTTTTTTCTAATGCTGGGGACACCGTAACTGCTAAAAGATCTCTCG
TCATTCCTGAAAATGTTGACACGCTAATCTTTTTGGCCAAAAACATGAAACTTGAAATAT
TCTAAATGGAAAAAAATGTTCATGTTAATGTTTTTTTTTCTTAGGCCTGTGTTACGTATT
CCATGTTTTGGATCCTGGCAGCTAAAATTTTTAATTATTTTCTAAAGCAGATCACCTACC
ACAGGTTCAATTTT
>CL78Contig11
GTATGTAATTATGTCGCCTAAATTAAGTTCTAAACAAACGGGACAGTAAAGATGTAGGTC
CACTCCCAAACGGTCTGAATTCCACAATGGATTGATGTCGTCTTGCAGTTCCAACATTTG
TGGACCCAAAAGGGGACTGTCCCATACCAGGACATTGATCCCAGGATGAGGTTCAGCCAT
GGATCCACTCTCCTCCCATTCATTCTCTGGAACCAGCATACCCCGGGGATCAGAAACAGG
GTTCTGGGTCAAGCCCAACTGCCACAGCTGATTTGGTGTCATGCTTTGCTCCGTCCTGAT
TGGATGGCTGTCCCACGCGTCACTAAAGACATCCAAACTGGCCTGAATGCGTGGTAGGAA
AATATAGTGGCAGCAGAATACGTGATGTTACTGATATTGAGCAAGTCTTGGTCCTCAGGA
GAGTGCAGGATGTTGTAATATAAACCAGTAACAGTCATGAAGACATCACACCAGAGGGGC
TCAATCCGTTGATTGTGTGTACACTTTTGCTGCAATGAAGCTGTTTGTGTCAGTTCTACG
TACTGTGAGCATCAACTCAGCTATGCCCACATTTTGTCCTCCGTGATCTCCTCTCACCCT
CAGAGGAAAGCCATACACGTTCACAGCGTCACTGAAGAAGGCCAAGTGGGTGTCTGCACA
GTTGTTGTCTGCTATCTTCAGGTACAAGATGGGCTGAGACTGATCCCTTTCAGAAGACCT
CTCCGCCATGTTTGCCGCCCGCGTCCTTTCAACTGCTGTGTTGAACCCCCGGCCATAATG
NCCGGGTTAANCGCCGG
>CL78Contig12
ATGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTAGACATTCACCCTTTATTGCAGAGTAAA
ATTCAGTGAAAACATGGACAGATTAAAACATCAAAATTTAAGCAAATGTGGGATCTCTAC
TGATTTGAATTTTATTTAAACTGGAACTAATTTTCATAACATCCTTACATACAATGAAGT
CCCTTGAACAATACAGCAGTATTGATTTGAACTCTGTCTTGCCCCCCTCAGTCTCTCTTC
TTCTGTATGTAATTATGTCGCCTAAATTAAGTTCTAAACACACTGGACAGTAAAGATGTA
GGTCCACTCCCAAACGGTCTGAATTCCACAATGGATTGATGTCGTCTTGCAGTTCCAACA
TTTGTGGACCCAAAAGAGGACTGTCCCATACCAGGACATTGATCCCAGGATGAGGTTCAG
TCATGGATCCACTCTCCTCCCATTCAATCTCTGGAACCAGCATACCCCGGGGATCAGAAA
CAGGGTTCTGGGTCAAGCCCAACTGCCACAGCTGATTTGGTGTCATGCTTTGCTCCGTCC
TGATTGGATGGCTGTCCCACGCGTCACTAAAGACATCCAAACTGGCCTGAATGCGTGGTA
GAAAAATGTAATGGCAGCAGAATACGTGATGTGACTGATATTGAGCAAGTCTTGGTCCTC
AAGAGAGTGCAGGATGTTGTAATATAAACCAGTAACACTCACGAAGACATCACACCAGAG
GAGCTCAATCCTCAGAGGTAAGCCATAAACGTTCACAGCGTCACTGAAGAAGGCCAAGTG
GGTGTCTGCACAGTTGTTGTCTGCTATTTTCTCAGGTACAAGATTTGTAAGATGCCCTGC



CAGAGAGTTGTATTGCCTGATGTCACGAGGAACAAAAGATTGTCACGCTGTCACGCTTCA
GTAATTCGGGCTGAGACTGATCCCGTTCAGAAGACCTCTCCGCCATGTTTGCCGCCCGCG
TCCTTTCCCCCCGGCCATAATGCCCGGGTTAACGCGCGTACCTAGAT
>CL79Contig1
TAAACCCGGGCCTTATGGCCGGGGCTTTCTGTCCGTGCCAGCCCTGTAGGAAACACGCGT
TCGCCAGCCTAGCTCAAGATGCGTTACGTTGCTGCTTATCTGCTCGCTGCCCTGGGTGGC
AATGGCAACCCTGAAGCTGGTGACATCAAGAAGATCCTGGACAGTGTTGGCATTGAAGCT
GATAGTGAACGCCTGGGGAAGGTCCTCTCTGAGCTCAAAGGCAAGAATGTCGAGGAGGTG
ATTGCTGCTGGTTACAGCAAGCTGGCCAGCATGCCAGCAGGTGGTGCTGTTGCTGTTGCC
AGCTCTGCAGCTGGTGGTGCAGGTGGAGCCGCAGCTCCTGCTGCAGCTGTCGAGGAGAAG
AAGGAAGAGAAGAAAGAGGAATCTGAAGAGTCGGATGACGACATGGGCTTTGGCCTGTTT
GACTAAACTTTTGCAAACAATAAAGTTTATAAAACTCCAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAACAT
>CL80Contig1
TGTCTTTTGAGAAAGGCGAGCACAAATCCAAGGAGGTTCTGGAGATCAACCCCAGGGGTC
AGCTTCCTGCCTTTAAACATGGAAAGATCATCCTGAACGAGTCCTACGCCGCCTGCTTGT
ACCTGGAGAACCAGTTCAAGTCTCAGGGGACCCAGCTGATCCCTGAGGGCGCCGCCGAGG
TCGGCCTCATGTACCAGCTCATCTTCGAGGCACGATTCTGCCGTGCAGAGGAATAAAGAG
GCCCTGAAAGAGGAGATGAAAATATGGGAGGGACACCTGCAGGGATGTGGTGATTTCCTG
GTTGGAAAGTCTTTTTCTTTGGCTGACGTGATTATTTTCCCAGTTTTTGCTTATTTCATA
CGAAACGGAGGGAGCGAGGAGCGTTACCCCAACGTGGCAGCTTACTACAAAAAGCTGAGG
GACAGACCCAGCATCAAGAAAACATGGCCTCCCACCTGGATTGATGGGCCTGGAATGGGA
ACCCTGAAGGACATCTGAAATGCTTCGCCATTTCTCTTTCCAACCACTCCATGTCTTTGT
GTTTTTCAATACCTATCGGCCTACGAATTTTGATTTTGTGCTGTGAACAAAATAAATAGG
AACAAAATGTAAACATAAAAAA
>CL80Contig2
TTTTTTTTTTATGTTTACATTTTGTTCCCATTTATTTTGTTCACAGCACAAAATCAAAAT
TCGTAAGCCGATATGCCGATAGGTTTTGAAAAACACAAAGACTTGGAGTGGTTGGAAAGA
GAAATGGCGAAGCATTTCAGATGTCCTTCAGTGTTCCCATTCCAGGCCCATCAATCCAGG
TGGGAGGCCATGTTTTCTTGATGCTGGGTCTGTCCCTCAGCTTTTTGTAGTAAGCTGCCA
CGTTGGGGTAACGCTCCTCACTCCCTCCGTTTCGTATGAAATAAGCAAAAACTGGGAAAA
TAATCACGTCAGCCAAAGAAAAAGACTTTCCAACCAGGAAATCACCACATCCCTGCAGGT
GTCCCTCCCATATTTTCATCTCCTCTTTCAGGGCCTCTTTATTCCTCTGCACGGCAGAAT
CGTGCCTCTCCCCTTCTGGAACCTTCCAGTTGTAGTAAAGAACCTCACCTATTTTCTGGG
CGAGAGGCTGTGCCTCGAAGATGAGCTGGTACATGAGGCCGACCTCGGCGGCGCCCTCAG
GGATCAGCTGGGTCCCCTGAGACTTGAACTGGTTCTCCAGGTACAAGCAGGCGGCGTAGG
ACTCGTTCAGGATGATCTTTCCATGTTTAAAGGCAGGAAGCTGACCCCTGGGGTTGATCT
CCAGAACCTCCTTGGATTTGTGCTCGCCTTTCTCAAAAGACAGCAGCTTCTGGTTGTAGC
CCTGCAGGTTCTTCTCCTCCAGAGCGATCTGCACCCTCCAGCAGGGGGGAGAGCCAGAGC
CCCACAGCAGAGTCATGTCCTTGGCCATGGTAACAGAAATGACGAGCAGCAGCTGAGGCC
TGGAGTTCAGCAGGAGGAAGGAGGGAGGAAGTGAGTCCAGTAGG
>CL80Contig3
TTTATTATTTTCCATCTCAAAATCTAGTTCAGTGACAAATGCAGCCAGAGAATTACACAG
TGAGACGGAGTGTTTAAACAAAAACACAATAGAAGCAGGTTGATGGTTTGATTCTTAGAG
GTCTTTCAGCTGCTCCTGTCCAGGTGCCTCCAGCCAGTATTGAGGCCAGGTCTTTTTGAT
GCTGGGCCTCACCTTGAGTTTGTTGTAGTAAGCTGCCAGGTTAGGGTAGTGGCTCTCGTT
TGCTCCAAGTCGGAAGAAAAAAGCAACAACTGGGTAAACGATCACATCAGCGAGAGAAAA
GGACTTTCCACTCAAGTAACCATCAGATCCCTTCAGATATCCATCCCATGTCTGGATTTC
CTGTTTCAGGGCCTCTCTGTTTCTCTTCACAGCCGAGTCGTGTCTCTCTGCCTCTGGGAC
TTTCCTTGTGTAAAGGAGGACATCAACCAGTTTCTGGAAGAGAGTCTGCCCCTCAAAGAT
GCGCTGGTACATGAGACCGACCTCGGCGGCGCCCTCAGGGATCAGCTGGTTCCCCTGAGA
CTTGAACTGGTTCTCCAGGTAAAAGCAGGCGCCGCAGGACTCATTCACGATGATGTTCTT
GTGTTTGAAAGCAGGGAGCTGACCCCTGGGGTTGATCTCCAGAACCTCCTTGGATTTATG
CTCGCCTTTCTCAAAAGACAGCAGCTTCTGGTTGTAGCCCTGCAGGTTCTTCTCCTCCAG
AGCGATCTGCACCCTCCAGCAGGGGGGAGAACCGGAGCCCCACAGCAGAGTCATGTCCTT
GGCCATGGTAGCAGAAATGACGAGCAGCAGCTGAGGCCTGGAGTTCAGCAGGAGGAAGGA
GGGAGGAGTGAGTCCTA
>CL81Contig1
ATGACGTTCTTGACCTTGTCGGAGGAAACACCGCAGCGCATCGCCACCTGGGAGCAGGCT
CGGTTGTGGTCCAGACGGGTCAGGCAGGAAAAGTTCTCCTTGGGAATGGATGGAGCCGAC
TTGGAGGCAATCAGACAGTTTGTGTTTGCTGGGTTTCCAACCACCAAGACCTTCACGGTC
TTCTTGGCGTACTTATCCAGGGCTTGTCCCTGCGTCTTAAAGATGGCCACATTGGCTTTC
AGCAGGTCCTTCCTCTCCATTCCCTCCTTCCTGGGCATGGAGCCCACCAAGATGGCAGCA
TCGATGTCCTTGAAGCCCACCTCCACCTTGTCGGTGGGGATGACCTCCCTCAGCAGAGGG



AGGGCGCAGTCCTGCAGCTCCATGACCACTCCGTCCAGCACCGGCAGCATGGGGGGGATG
TCCAGCAGGATCAAGATGATTGGCTGGTCCTTCCCGAACACATCCCCCTTTGCGATGCTG
AACAGCAGGGAGTAGGCGATCTGTCCGGCAGCCCCGGTCACCACAACACGGATTGGTTCG
GCCTGCGGTGAAATGGCCCGCACCACCATGTACATGGACGTCAGCAGCGTCAGCATGGTC
CCGCGGGGAGTTTGTTGTCCTCAAAACCGGCGACCTCTGGTGCAGAAATAGTGGGTTAAC
CCAACGAATGCAGAGACGGGCGGACTGAAGGCGAGTCAGGACACCACCAAAAGACAGGCG
GGGTGGACGCGTAATCGCCGTGGAGCAAAATGCGACTGTCACCGCGCCGCAGTCCCACCT
CCACGGCGTCAGGTGCCTCCTGTCCTCTAGTCAAGTCACACCTCCACACACAAACGCACC
CTGCTGCAGTCAGTCTAGTCCCTTAATAAGATTGTGAAGACGCAAATAGCTTCTGAGCGG
CGGCTAAAG
>CL81Contig2
ACGAATTTACACTTTTATTGCATAAGTTATTCATTTCAGTGAATGTCTTAGTGCATCATT
GACTCCACGTAACATTTATCCATTGACCCCCTCCCCCTACAGGAAGGAGGTGTAACAGAT
GAACATCTGGCGTGCTTGTGTGTGAGACACGCACACATCCTTCAAAGACATCTTTAGATT
TTCTACCAACATGTGTGTCTCTGATCAAACACAAATAGGGATCCATCTTCACACAGTGAT
GCCGGCCGATGGAGTGACTTGTTACAGGCGCGCTTCTGGAGTTTTGGGTCTGTCTGGTCC
TGCTGGGTCCAGTCATGCAGCCAGGAACGCCAGTGCTGTGTCCCGCTCCTCCATCAGTTC
TGCCGCTGTGGCGTCCATCTTTGACTTGGAGAAGTCGTTGATGGCCAGACTGTCCACAAT
TTTCCAGGCTTTATCCTTGATCTGGACAGGGAATGAGTAGATGAGGTCTTCTGGGACCCC
ATAGGGGTTTCCAGTGGAGTAGACCCCCATGGAGATGAACTCCCCCTCCGGCGTTCCTGA
CCAGATGTCCCTCATGTGGTCACAGATTGCCTTGGCTGCAGACATGGCGCTGGACAGTTT
CCTGGCTTTGATGACAGCGGCGCCCCTCTGCTGCACCGTAGCTATGAAGTCTCCTTTGAG
CCAGCTGTCGTCCTTGACTGCATCAAAGCAGGCCAGCTCGCCGCTCGACATGCTGACTTT
GCAGTGGTGAACGTCTGGGTACTGAGTGGACGAGTGGTTCCCCCAGATGATGACGTTCTT
CACGTGAGTGGCGGGAACACCGCAGCGCATGGCCACCTGGGAGCAAGCCCTGTTGTGGTC
CAGACGAGTCAGGCAGGAGAAGTTCTCCTTGGGGATGGAAGGAGCGGACTNGGCTGCGAT
CAAGCAGTTGGTGTTGGCGGGGTTTCCGACCACCAGGACATGGACCGTCTTCTNGGCGTA
CTTGTCCAGAGCTGCTCCCTGGCTCCTGAAGATGGCCACGTTGGCCTTGAGCAGGTCCTT
CCTCTCCATGCCCTCCTTTCTAGGCATGGAGCCGACCAGGATGGCTGCATCCAGGTCCTT
GAAGGCCACTTCCTCTTTATCAGTCGCGATGACCTCTCTCAGAAGTGGGAGGGCACAGTC
CTGCAGCTCCATGACAACCCCTTCCAGGACAGGCAGCATGGGCGTAATGTCCAAAAGGAG
CAGGATAATGGGCTGATCTTTGCCAAAAACATCTCCTTGGCGATGCTGAACAGAAGGGAG
TAGGCAATCTGTCCGGCAGCACCAGTCACTACCTCGTGCNGAA
>CL81Contig3
TTTTTTTTTTGAAGTTTCGTGTTTGTTTTATTGCAGATAAAATGATCTGTTACAGTTTCT
GCACAACTACTGTTTTCATCTACCGGAGACTCTTGTCCCGCAAACAGAGGAGGCCAGGTG
TGGAAATTTTGACAGATTCTCAGTGAATCTGAAGAAGTGGCCTGGTGACACACACACATT
CACGCATGCACACACACACAAACTAACGCACACACACACACAGCTCCAACAGTTAGAACA
GTGGAGGGCTTTGACTTCAGAGCCGAGAGCAGTGCGTCTGCAGCGGATCTGGGAGCTTCT
GCTGGCCAGCAGGGGGCGATAGTCACTGAGAAAGGAAGTCCATGGCGGTGTCCCGCTCCT
CCACCAGCTCTGCCGCTGTGGCGTCCATCTTGGCCCGTGAAAAGTCGTTGATAGGGAGTC
CATCAACAACTTTCCAGGTCTTGTTCTTGATCTGGATGGGGAAGGAGTAGATGAGGTCTT
CTGGGATGCCGTAAGAGTTTCCTGCAGCGTAAACTCCCATGGAGATGAACTCCCCCTCCT
TCGTGCCGAACCAGATGTCCCTCATGTGGTCACAGATGGCTTTGGCCGCGGACATCGCGC
TGGACAGCTTCCTGGCCTTGATGACAGCGGCGCCTCGCAGCTGCACGGTAGAGATGAAGT
CCCCTCTGAGCCAGGCGTCGTTCTTCACGGCGTCGTAGGCGCTCACCTCCGAGCCACTGA
CGTTCACCTTGGCGTGATGGACGTCGGGGTACTGAGTGGAGGAGTGGTTCCCCCAGATGA
TGACGTTCTTGACCTTGTCGGAGGAAACACCGCAGCGCATCGCCACCTGGGAGCAGGCTC
GGTTGTGGTCCAGCCGGGTCAGGCAGGAAAAGTTCTCCTTGGGAATGGATGGAGCCGACT
TGGAGGCAATCAGACAGTTTGTGTTTGCTGGGTTTCCAACCACCAAGACCTTCACGGTCT
TCTTGGCGTACTTATCCAGGGCTTGTCCCTGCGTCTTAAAGATGGCCACATTGGCTTTCA
GCAGGTCCTTCCTCTCCATTCCCTCCTTCCTGGGCATGGAGCCCACCAAGATGGCAGCAT
CGATGTCCTTGAAGCCCACCTCCACCTTGTCGGTGGGGATGACCTCCCTCAGCAGAGGGA
GGGCGCAGTCCTGCAGCTCCATGACCACTCCGTCCAGCACCGGCAGCATGGGGGGGATGT
CCAGCAGGATCAAGATGATTGGCTGGTCCTTCCCGAACACATCCCCCTTTGCGATGCTGA
ACAGCAGGGAGTAGGCGATCTGTCCGGCAGCCCCGGTCACCACAACACGGATTGGTTCGG
CCATTTTTTGCTAGTAGAAGGAGGAGGTTGTTTCGGATGCGGCTGTGCTCCCTGCTCAGA
GTCGGACTGGACGGCGGGGGTCACCTCTATCCGTCCCCCGGCC
>CL81Contig4
TTTCGTCAGCATCTGCTGAGGCGGCAGGAATTGATCATGAAGACGGACTCGCTTTCAAAC
ATGAACGATGAACACCTCCCTCTTCTCCACACAGAGGTCATCCCCACCGACAAGGTGGAG
GTGGGCTTCAAGGACATCGATGCTGCCATCTTGGTGGGCTCCATGCCCAGGAAGGAGGGA
ATGGAGAGGAAGGACCTGCTGAAAGCCAATGTGGCCATCTTTAAGACGCAGGGACAAGCC
CTGGATAAGTACGCCAAGAAGACCGTGAAGGTCTTGGTGGTTGGAAACCCAGCAAACACA



AACTGTCTGATTGCCTCCAAGTCGGCTCCATCCATTCCCAAGGAGAACTTTTCCTGCCTG
ACCCGGCTGGACCACAACCGAGCCTGCTCCCAGGTGGCGATGCGCTGCGGTGTTTCCTCC
GACAAGGTCAAGAACGTCATCATCTGGGGGAACCACTCCTCCACTCAGTACCCCGACGTC
CATCACGCCAAGGTGAACGTCAGTGGCTCGGAGGTGAGCGCCTACGACGCCGTGAAGAAC
GACGCCTGGCTCAGAGGGGACTTCATCTCTACCGTGCAGCTGCGAGGCGCCGCTGTCATC
AAGGCCAGGAAGCTGTCCAGCGCGATGTCCGCGGCCAAAGCCATCTGTGACCACATGAGG
GACATCTGGTTCGGCACGA
>CL82Contig1
TTTTTTTTTTGCAGTAAAAATTGTATTTATTGAAACCCAGAGAGGTTTTTAAATAGTACA
AGGCATAAAGAAAACACATGAGGGTGAAAAGAATTGTTAGTCTGCAGTGACACAATGAAC
AAAATTACATGGAGTAATGGTACAGAGATAAAAGGATGTACCGTAATTGTCTGTCAATTG
CTCAGCTTTTTGGTGCATTTATGGTTGTGTTGTTGGTTGCAAAGAAATTGATTAACACTA
TGTTGTATTTTTGAGAGTCAAAATCATTTAGTTGAATCTGGCAGCCAATGGTAAGGGAAT
GTCCACATCTATCTGTCTGTCAGTCACTTTCACATACTTTTTAACATTCTTGGTTGTTTC
TTTGAGAGCTCTGATGATGTCGTTGTGGAAAGAATTTAGGCGTTTTACAGACAGATCAAT
CCAGGACTGGATGTCAGATCTTAGCTGTTCAGTGGAGACGTCCGCCACAATGTTGTAGAT
TTTATCAGACACAGCTTTAAAATATTCCAAAATGATTCTGTGAATTTCTTTTAGCTGCTG
CGCAACATCGGCAAAAATCTGGGAGTTCATTGCATCACTAATCAGATCGCTGAAAAATCT
GGAGAGATTCTCTGCACTGAGAGATTTTAGAGACTGAAGAAACCTCTCACTCTGTGCAAC
TGTGAACTGCACAGATGCATATAATTTTTTCGAAATATCCTCAAGTGAGATGTCTCCAAG
TTTCCTCACTGTAATGATTATCTGCTCCTGGATTTGCCTCAAAGCTAACAACAAGTCATC
AAGAAGCTCTTTACCACTGACGATGCGGTCAGATCCAGGAAAGACAAATTCAATAGCTTG
GAATTGTTCGAGGACATCTGCAAACATGATAGTAAAGTACCCTGGGATCCTTTCAACAGC
CTCTTCTGATACACCAGCAACAAAAGCACTAAACTCCTTGTAAACCTCTAGTCCAGAGAG
CTTCTCTTCATAACCTGGAATCCGGAACTTGGTCTCTCTGAGGAATTTCACAGCAGCGTT
AAGGAAAAGTTTAACTCTTTTTTGATATTCTTTTAGAATTACAATGGTCCTATCTGTGAC
AGTGGTCATAACATCAGAAACATCTGATGCCATTACGCTCTCAATAGCACTGTTGAACCA
AACTTTCCCCTGCTTCTTAGCTCTTTCTAAATAGTTTTTGAGGCTTCTGAATTGCTTGTT
AATTTTGTTGTAGGCTTTGACAGCAGCATCAGACAGCATGTTCATGCCTGAGGGGACTTG
TTTCTTCAGTCCTAGCATCATCTCATAAGGCATTTCCATATTCCAGGTTCCCTGAAGGTT
CAGCTTCTCAGAGTCCATCACTGACATCTTGAGGGCAACGATATCAACATCCTTTGTCAG
GTCAGTCGGATAGCGACCATAGACTCTTGCTTTCATTTGGGGGAGCCGTTTGGTTTGCAC
CTGAACAGCAAGGAGACCTGCAGTTGGCGTGGACATGGTGACAACAAGACCCTGCACTGG
ATTTCCAGTAATTTCCTGGTTGATTTCCAAGGTCTGGGAAGGTAGATTCACCCTTCCTGT
ATTGGTGATAGAGGCTTGCACAGTGTCATAGTTTAGGTCAATGTTGCTCTTGTGGTTCCC
CTCCAGGACTGAATGTGCAACAGAAAGGATGGAATCCACTTTAATGCTGTCATCTTCTAA
CTTCACATTGGTCTGGCCTTCAATTTTTCCAATCAAAAGAGAAAATGGAGAGGATGAGGA
GGCATCAAATTTGGCGGAGAGGTCTTCCTGGTTAAAAATAGTGGCACTGGTTTGGAGATT
GATAACTGCAGTCTTCATGGAACCCTCATAAATCAGATCGCCCAGTTTTGGAATCTTGAT
TGTTTCAATTATGGGTAAGGAAATCTTTGGAATTCTGACTTTGCTGAGCGCAGATGAGAC
ATCCTGAGAAGACAGCGTTACAGTTTTGGGGACAGGCAGGGGGATTGTGAATGAAGACAA
CTCGAAATCAATCACTGGGACTTCATAGGCAGGAACCGTAATGGTTTCTGGCACCTTAGA
ACTGTATTTTTCATACTGAACCTTTGCTTTGTCGTAGGATGAACCAAGAGTGGTAGCAAA
CTTTTCCTTGCCAACAATGACTTTTTCGCGTAATACCTTGAGATTGCTGTTAATGCCCTG
AAAGACTGGACCCACATTAATTAAGGCATAAGGTTTTTTGATGTACTTGAGGTTGGAATT
CATCTCATATGTCTGCTGAGTTGTGATTAGGAAATAACCTAAACCAGCATCTTCCCACAG
GGAAAAGTTCTCCACTGTTGGCGTCTTTATGCCAAGAAGAGGCAACGTTATTTCAGGAAT
GGTGACAGTTTTCTTCAGCACTTCAAGATCTGCTTCTGCGTTGATTTGGGAAAGTATGTT
AACTTCTTTATCAAGGTTTTCCATTGAGAATAGATGGGAATATTTGTACTGGTTGAATCT
TGCCAGTCCTGTCCAGCTTGCTTGGTGTACATCGGAGTTCAGAGTGAAAGCCATGTCATT
CTGAAGATTTACTTTGCCTGACAGCTGGAATGGAAGAACAAACTTGGCATTCCCCTTGTT
TTTGGTGTCAAATGAAACCTCTGTAGGTCTGATTAAAGCAAGAACAGAACTTGAAAGCTT
TCCTTCAACCTGACCCTCCAGCTTTGATTTGTGAGAGGCAGTGACGTCAATTCTCATGTC
TTCCGCTTTAGCCTGAAGCTTCACCTCTGTAACGCTGTCCTTCAAAAAAGGCGTTTCAGT
TTCAATCTTGGCCTCAACAATGACATGGCGGAAAACGCATGCATCAAGGAGAATTTCTTC
CTCCAATTTCAGAAACTTGCTGTTTGTGTCACTGTTGAAGGTCAATTTGGTTGTGTGGAG
ATCCATAACCACCTCCATGTCACTCTTGTGAGTTGCCTCATCAGAAAAGTCTTGAATGGA
ATATTTTTCTCGAGCCACATTGGTTAAGGTCAGACGGGCTGTGCCTGCTTCAAGCCCAAA
GACAGTCTTTTGATTTATCATCCCCTCACTGACTATGCTGAGAGGTGGCATGTTGAGATT
GTGTTGACAAGTGGACTCCACTGAGGCAAAAAACCCATTTCTCATGGCCAAGAATGCATT
ATTCATCAGCTCTCCCTTATAGAGCTCAGTGTTGACTTTTGCTGTGGTGTTGGCAGAAGC
TTGGGCTGACAGGCCATAGAGGTTCATCATTCCCTTATGGTTTAGAGTAAAGGATGACTG
GACAATATCGACACTCTCAGAGAGGGACAGGTGCCTCATTTTGGGCAAAGCAAAATGTGC
CGTGGCATCCACAGTGTAGTCAAGGATTTTCAAAGAAGACTGAGCTCTTGAATTGAGGTT



CATTTTAAACTCGGGCGTGACGGATGTGGTTGGTACGTTCTCCATGTCAGCAGTGGTACT
AAGTTTGTAATGAGGAGAAGTAATTCTGAACTCACCATAAAGTTTTCCAAAACAGGGGAT
CATACTCATCTCTGCCACTTTCTCCTTGAGCTCCATGGTTAAGGTGTCATAATCAAAAGA
TTTGATTTTCTGGATCAGTCTTGTGAGGTAGTCACTTATGTCATCCATCAGCAGTTTGAA
GTCAAATGAATATAGCTCATTCAGCAGTTCCTGAACAGGGATCTTAACTTTTTTCACCAA
TGGCTGGATGTCAATGCTTTTGAAAGCATCAAATATTTGCTGAATCTTCTCCTTGACTTG
ATACTGCTTCATCATTTTAACTACCTCATCCATGAGTTCTCCAACAATTTTTTCAACCTT
GTAGTTGGACAGAAACTCTTCTAACTTGGAATAAATTGCATTCAACCTGCTGGAAATGTT
GCTATTCTTGATTGCGGTCTCAACTTTGTCCTTGATAGATTTTAGGAAACTGATGACTTT
GTTGGCTGGGAACCTTACTGTGAGGTTTGTGATGAACTTCTCCATTGGCTTGATGAACAT
TTTCACATCTTGGACAAAGAGATTGAAGTCAAAATTGTCCACAACTTCTTTAAGTTCTGC
AACCTTGCTGTTGAAATAGACACTGATCCCATATGTTGAGTCAAGGTTTTTGCACATGTC
AATGCTACTGTCCATCAGACCCATCAGAGCGACTTTCATCTTTTCAATGACTGCAGGCAG
ATGGTCAACAAAAGGAATTCTGGATGAAGT
>CL83Contig1
GGGACCCGCTCACGGCGTCCTCCGCCGCATGCCTGCGCTCCTCCTGCCGTTTCTCCCAGC
AACTTTTCTGGTTTGTTTTTCAGGAGCGTTGGGGATCCTGCAGCGCCATGGCCTCCACTC
CAGAGTTAAACATTGGGGAGAAGCTCAATGAAGGGAAGACTAAGCAGATCTTTGAAATCG
TGGACCAACCCGGCCTGGTCCTGGTCCAGTCCAAGGACCAGATCACCGCCGGGAACGCAG
CGAGGAAAGACCAAATGGAGGGAAAGGCTGCCATGGCCAACAAGACGACGAGCTGCGTCT
TCCGACTGCTGCAGGAATCTGGCATTAAGACTGCTTTTGTGAAGCAGCACTCGGACACGG
CCTTCATTGCAGCCCACTGTGAGATGATCCCCATTGAGTGGGTGTGCCGCAGAGTGGCGA
CCGGCTCCTTCCTTAAGAGGAATCCTGGAGTCAAAGAGGGCTTTCGTTTCTCTCCCCTGA
AGATGGAAATGTTTTTCAAAGACGATGCCAACAATGACCCCCAGTGGTCTGAGGAGCAGC
TGCTGGAGGCGAAGTTTTGCCTGTCTGGGCTCCCGATTGGCCGGTGCGAGGTGGACATCA
TGAATCGCAGCACTGTGGCCATCTTTGAGATTCTGGAGAGAGCTTGGGCCACTCAGGACT
GCACTCTGGTGGACATGAAGATCGAGTTTGGTGTAAATGTGAAAACCCAGGAGATTGTCC
TCGCTGATGTGATCGACAACGACTCGTGGAGGCTGTGGCCATCGGGCGATCGGAGCCAGC
AGAAGGATAAGCAGGTTTACAGAGATTTGAAGGAAGTCACCCCAGAAGCGATGCAGGTGG
TGAAGAGAAACTTTGAGTGGGTGGCTGAAAGGGTGAAGATGCTGCTGGAGCCCCAGGTCA
GCGGCAGAGTGGTGGTTCTGATGGGTTCCACTTCAGACATGGCTCATTGTGAAAAAATCA
AGAAGGCTTGTGTGTCCTTTGGGATCTCCTGCAGTTTGCGGGTGACCTCCGCTCACAAGG
GTCCAGACGAGACTCTCCGCATCAAAGCAGAATATGAAGGTGATGGCATTCCCACTGTTT
TTGTGGCTGTAGCTGGCAGGAGTAACGGCCTCGGGCCCGTTATGTCCGGAAACTCCACCT
ATCCTGTCATCAATTGCCCGCCTCTCACTCCTGACTGGGGAGCACAAGACGTGTGGTCGT
CGCTCCGCATGCCGAGCGGTCTCGGATGCTCCACCATCCTTTCTCCTGAAGCTGCTGCTC
AGTTCGCAGCACAGATCTTTGGCCTGACCAATCATCTGGTTTGGTCCAAAGTTCGGGCCT
CCATGCTCAACACCTGGGTGTCTCTCAAGCAGGCAGACCAGAAATTACAGGCCTGCAGCC
TCTGATCGGTTAAAGATCCATTTATGCTGTTCCTGTTACAGTTGACGACACATTCCATTA
AAAGAGATGATTTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAC
>CL84Contig1
TTCTGTTCCATCTGATATATCAGGTTCAACAATTCCACGAGGCGTTTTAGGGACAATGAA
TGAATGAATTGCAAAACAATGGCGTTCCAAATCTCTAGTGACAACCACAGACTAACAAAC
CACTCCATGGCAGAGTGTGCACAAACCTGCATTCAAAATGACTAAAAACGGACACGAGGA
TTTGTAAGTTACAGCAATTGTTCCCATTCCAGTGTAATACCTCAGAACCATGACAAATAT
TTCCTCTTCCCACTAAAAAGGATCCCTGCGTTTGGTCAAACTAGACCCAGAGGTTCCCTT
CGAACAGACATGCGTTGATGAAATAAAACGGCATGCTAACCCAAACAGAAAGTGAGGATT
CGACAATAAGGACTGGGTGGGGTTTGCAGATTTGCTGCCAATGTGAATGGGACACCGACT
TTCCCTGCAGTAGGACGTTTTACATTTGATTGAATTTTTTAATCTCAGTTGCTTTCACAG
TACCACGCCACTTTTTTTTTGTTTTTGTTTAGAGACAGACACTAAAAAGGATTACAAAAC
TTTGTATTTCTTATTATAGGGCATAACTCGTCATGGAAAACTAAAATTTTCATTTACGGT
AATTCCAGTTTCTCTTCTCTCTAAAGTGGACTCTTGTCGGGGTATCAATAATTTCTCTAA
AGCTCAAATAGAAAAGGGGAAGCAAAACCAATAACTGAAGGAAAGAAGGGATGAAGGGTT
CTTTTGTCCAAATCGGAGGTGTAAACTGAATCATTTTGTTAATGTGGGATTACCTGGCAG
AATGTTTAAGTGGATCATTAAGGAATGAATATTATGTAAAAAGTTTTTTTTTCGTTTTTT
TTTTTCTGATGTTTCTGGAGATAATCCCAATAGAAGGGGCATCATGCTTTAGTTCTCAGT
CTCGCCAGCCTCTCCTTCTCCACCTTCGCCCTCTTCGGTCGCGTTGTCTGATGTCCATAA
TGTGAGATTGTCTCTGAGGAGCTGCATGATGAGGGTACTGTCTTTGTAGGACTCCTCATG
TAGCTGGTCGAGCTCTGCGATGGCATCGTCGAATGCCTTTTTGGCCAGTTCACAGGCTTT
ATCTGGAGAGTTAAGGATCTCATAGTAGAAGACGGAGAAGTTAAGTGCCAAGCCCAGGCG
AATGGGATGTGTCGGGTCCATCTCAGTGGTGCTGATGTCAAATGCAGCCTGGTATGCTTG
CTGGGAGCTCTCAATGGTCTTTGATTTGTTGTCTCCAGAAGCGACTTCAGCGAGGTATCT
GTAGTAGTCCCCCTTCATCTTTAGATAAAAGACTTTGCTCTCTGGATTTGTAGAATTCTC



GATCAAAAAGTTGTCCAGCAGTTTCAAAACACACTTGCAGATCTCCTCCAGCTCCTTCTC
CACCTTCTCTCGGTACTCCTTAACCATCTGCTGCTTTTTTTCGCTCCCCTCGGTCTTCAT
ACCGATACTGGACAACACCCTCCATGCGGATCGCCTCGCTCCGACCACATTTTTGTAGGC
GACGGAGAGCAGGTTCCTTTCCTCGTTTGACAGCTCGCCTCCCTTCTCCGTAACCTCCTT
CATACAATCAGCCATGTCGTCGTAGCGTTCAGCCTGCTCAGCCAGCTTGGCCTTCTGAAT
AAGATCCGCTCTATCCATAGTTTATTAATTTAGGGGAACTGAGGAGAAACGAATCCGGTG
GTATGTATGTCAGCAGTGGTTAGACTCGATGAGCGGAGGATCACCGAGGTTTTTCACCAG
AAGTGGTGTCCAAAATTGCTCTAGAAATTAATCCGATTTGAGAGATTGTTCAGAAAGGCA
GAGAACGATAGTAGAACCCGAAATTCAGCTGAACGTGTTAAAATAGGAGGGGATTCATAT
CTGCGAAGGCTGACCAATCATAAGCCCGGGTTTACTTTGACTGACAGGTCAATTTTGAGA
TGTTAGCCAATAGCTTTTTTAAGCACGGCGACAGAAGGCGGATCGTCTCCGATAGTTTGG
ATGACCGAAACGCTCCCCGGCCATAAGGCCCGGGTTTNACGGGCGTCC
>CL84Contig2
GATGTCAAATGCAGCCTGGTATGCTTGCTGGGAGCTCTCAATGGTCTTTGATTTGTTGTC
TCCAGAAGCGACTTCAGCGAGGTATCTGTAGTAGTCCCCCTTCATCTTTAGATAAAAGAC
TTTGCTCTCTGGATTTGTAGAATTCTCGATCAAAAAGTTGTCCAGCAGTTTCAAAACACA
CTTGCAGATCTCCTCCAGCTCCTTCTCCACCTTCTCTCGGTACTCCTTAACCATCTGCTG
CTTTTTTTCGCTCCCCTCGGTCTTCATACCGATACTGGACAACACCCTCCATGCGGATCG
CCTCGCTCCGACCACATTTTTGTAGGCGACGGAGAGCAGGTTCCTTTCCTCGTTTGACAG
CTCGCCTCCCTTCTCCGTAACCTCCTTCATACAATCAGCCATGTCGTCGTAGCGTTCAGC
CTGCTCAGCCAGCTTGGCCTTCTGAATAAGATCCGCTCTATCCATAGTTTATTAATTTAG
GGGAACTGAGGAGAAACGAATCCGGTGGTATGTATGTCAGCAGTGGTTAGACTCGATGAG
CGGAGGATCACCGAGGTTTTTCACCAGAAGCTTTCAACTAAGACGAGACATTCGAAAGCG
AACAATTCACAATACGTTCATAAAAGCCACATCAAAGATAATATAATGATCTACGGAGGC
TTATAAGGAGTTGGGCATCAGACCCGCTCTCCACCCGACTCTTCAATCCAACCCGCCACA
AAGCAGTCTGGT
>CL85Contig1
CCCTATTAAACGGATTTTTTGCGTCCAACAGCGTCTGAATCAACACTGAAATGGCCGATC
AACTCACAGAGGAGCAGATCGCTGAGTTCAAGGAGGCCTTCTCGCTCTTTGATAAGGATG
GATATGGTACCATCACCACCAAAGAGCTGGGAACAGTCATGCGGTCTCTGGGCCAGAACC
CCACAGAGGCAGAGCTGCAGGACATGATCAATGAGGTGGATGCTGATGGAAACGGAACGA
TAGACTTCCCAGAGTTCCTAACCATGATGGCCCGGAAGATGAAGGACACAGACAGCGAGG
AGGAGATCAGGGAAGCATTCCGTGTCTTTGACAAGGATGGCAACGGCTACATTAGTGCTG
CTGAGCTGCGTCATGTGATGACAAACCTAGGAGAGAAGCTGACCGACGAGGAAGTAGATG
AGATGATCAGAGAAGCAGACATTGATGGAGATGGACAGGTCAACTACGAAGGTAGGGCTT
TTGCTTCCTGTTTGTTTGGTAGATAATTTTAAGTTGCAGTTTTTTTTTAGATTTCCTTTT
TTTTCCCCCCCTTCTGCAGAGTTCGTACAAATGATGACGGCGAAGTGAAGGCCTTGTACA
GATTTTCGTATATAAATTTGCCTTTTTCTTT
>CL85Contig2
TCGGCACGAGGGAGATTTTCAGTCTTAGTAGCGGCAGTTCGCCTTCCCTATTAAACGGAT
TTTTTGCGTCCAACAGCGTTTGAATCAACACTGAAATGGCCGATCAACTCACAGAGGAGC
AGATCGCTGAGTTCAAGGAGGCCTTCTCGCTCTTTGATAAGGATGGAGATGGTACCATCA
CCACCAAAGAGCTGGGTACAGTCATGCGGTCTCTGGGCCAGAACCCCACAGAGGCAGAGC
TGCAGGACATGATCAATGAGGTGGATGCTGATGGAAACGGAACGATAGACTTCCCAGAGT
TCCTAACCATGATGGCCCGGAAGATGAAGGACACAGACAGCGAGGAGGAGATCAGGGAAG
CATTCCGTGTCTTTGACAAGGATGGCAACGGCTACATTAGTGCTGCTGAGCTGCGTCATG
TGATGACAAACCTAGGAGAGAAGCTGACCGACGAGGAAGTAGATGAGATGATCAGAGAAG
CAGACATTGATGGAGATGGACAGGTCAACTACGAAGAGTTCGTACAAATGATGACGGCGA
AGTGAAGGCCTTGTACAGATTTCGTATATAAATTTGCCTTTTTCTTTGTGTAATTTATCT
GTAAAATCTTAATAGCCCCTCCACTCGTCCCTGCCCCCTTCTGCTGTCCAAAGGAACTGC
ATGTAAACTGCATAGGCTCTTGTCCCCATGTCCCTTTCTTTTGCTGTCATGGTGTTTTGG
AGTGACGGAATGGTCATATAACCAGAAGCCTGTGGAGACCCCTGGGAGCCAGAGAACTTG
TGCTTTGTGCTCGGGGCCCCTCCACACCTGGCGACATTGGAAACCTGTCAGCAAGCTGTC
AATTTGGCAGCAATGCTGGCATGGGAGCAATGTAGAGGCATTGACTCTGCATGGACTATG
GACAAAGTATATATGGAAATCTCAGCATTGCACTACTGCAAAAAAATGACACGGGTGTAT
CTCCTTGGTACTCGTACAAACTCTTTTGTATCTGCTGTTCTGTATACCAGAAAATGACTA
ATCTTACCATGCTTTTTAATGTTTTACTCACTAAAATTTTTTTTTTAAATGACTTCAGGT
CATGCTTCAAATAAATCCATTCCAAGTTGTATATTTGTTTTCCAATAAAATTTACAATCT
ACCCAGATTGGAAAATTGTCTTGTTTTCTCGGTTTTTAAAATGGATAATTCAGTTTGTAA
ACCCTGTAATCTTCCCATGTTTGTTAGAGAATAGGTTTCGTTTACCGCCGACCTTACCAT
CATCAAATTCATCAAGAAGAGCATCAGCCACTGCCTCTTAATGTTCTGCGCTCAGAGCAC
GGTTGTATTGTCATTGAAATGTAAGGCATTCAGGGGATCAAAGGCCCCCGCCCTGAAGTG
GCTGCCACGGCGCTCCACGTCAGGTTGGCCTGGTGGCGCCCTGCTCTTCTGAGCTGCATG
TTCAGGCACAGAAGCTGACTGCCTCATGTCTTAATTGGCTCCTGCCACAATCTTGATTCA



TCAGAAACTGGTGTAAATAAAGGTGTACCTTTTTTGAGTTTGTTACAGTAGCTTGCAGAG
ATACTGAGTTTGTTATTTTGATGAGTGACAAAATAAAGCTCCAATGTGGATCAAAAAAAA
AA
>CL86Contig1
TTTTTTTTTTAATTCATTGTCATCCAGATTTTTATTTCACACTAAAGAAATGAAGACAAA
AGCCTTTTTTTGTATAAATTTATTCTTGATCACGAATAAATTTATTGTGAAACACATTTA
GTTTTCATCGACGTTGACTGTCTGCAGACCTTTGCATGTGGTGACTGGAACATACGTGAC
CAGGGTGTACAGTTTGTTGGGGGAGTCCTCATCCTCGTTACGCTTCCTGGAAAGCCGCAC
GCGCATCCTGTACGGCACGTTCCTGACCCCCTTGCTCCACACGGCCTTGTTGAGACGAGT
GTCGATGCGGACGTCGGGGGTTCCCATCTCCTTCATGGCGAACTTGCGGATCTCATTGAT
GGCGCGAGGAGCCCTCCTCTTAAAGCCCACTCCATGGATGCGCTTGTGGATGTTGATGGT
GTACTCTCTGGTCACCACCTCGTTGATGGCTGAACGCCCCTTCTTTTTCTCTCCTTTCTT
AGTCGGGGCCATCTCGGCTCTTAGCAGAGGCGGAAGTCGGAAGGACGGACCCTCGTGCCG
>CL87Contig1
ATTTATTAGATCCAGTAGTTTACATTACAAATCACCTTCCAAATCGCTCAGCTCCAATCA
TCCTCAACATGGCTGATATTCTGAGCACTGACAGTAAAATGACATAAAACAGAAGAATGT
TTTTAAATGTATCAATTTTTTTCTCTATTTTGCTATTTTTTTCAACAAATTTTTATGTAT
GATCAAGGTCTAGTCAAACCATCTCTAGACCTGGCAAAGTCAATTGTTTTTTTTTTTTTA
AAAAAAATTTANCATTTTGCGANGTTTTCNGGGTTTTAGGTTTTNCNANGTTTAAGTTTT
TTTTCNCTTTTTCANCGGNGAANCAGGTTTCAAAANGCNCAANCTTANACNCNGGGAACN
CCANCAGGAGNGGNGGACTTCNGAGCGGCCNCTTTANCCGGGGGGGCTNGAAGCACAGCA
ACAGCCNCANCCACCTNGGAGCGCAGGGACNCNGGANACNCCANCANGNGGAGCANCNCA
AAGTTGNCNANCNCCAAAANCATACCGGNGANCTTGCCNGCCAGGCNGGGGNGCANGTTC
TGAANCAGGGGGAACAGGCGCTCACCCAGCANCNGCTTTTGTTCTTGGGGGGGAGCANCA
NCCAGCANANAGGCCGNCAGGGGCNCCGGGCCTTGGACATGGACNGCAGGCTGNGGCANG
GGGACCTGTTGCTGAAAGGCCANATGTTGCTGGGGGTTACNCACCCCAGGANCANATTTG
TATTGGGGCANGGCACGGACTGGGGCGGTTGTGGCT
>CL87Contig2
TTTTTTTTTTAAATGTTTGAACGACAATTTATTAGATCCAGTAGTTTACATTACAAATCA
CCTTCCAAATCGCTCAGCTCCAATCATCCTCAACATGGCTGATATTCTGAGCACTGACAG
TAAAATGACATAAAACAGAAGAATGTTTTTAAATGTATCAATTTTTTTCTCTATTTTGCT
ATTTTTTTCAACAAATTTTTATGTATGATCAAGGTCTAGTCAAACCATCTCTAGACCTGG
CAAAGTCAATTGTTTTTTTTTTTAAAGAAATAATTTATCATTTTGCGATGTTTTCTGTGT
TTTAGGTTTTTCGATGTTTAAGTTTTTTTTCTCTTTTTCATCGGTGAAGCAGGTTTCAAA
ATGCTCAATCTTAGACGCTGGGAACACCAGCAGGAGTGGTGGACTTCTGAGCGGCCTCTT
TAGCCTGGTGGGCTTGAAGCACAGCAACAGCCTCATCCACCTTGGAGCGCAGGGACTCTG
GAGACTCCAGCATGTGGAGCAGCTCAGAGTTGTCGATCTCCAGAAGCATACCGGTGATCT
TGCCTGCCAGGCTGGGGTGCATGTTCTGAATCAGGGGGAACAGGCGCTCACCCAGCATCT
GCTTTTGTTCTTGGGGGGGAGCAGCAGCCAGCATAGAGGCCGTCAGGGGCTCCTGGCCTT
GGACATGGACTGCAGGCTGTGGCATGGGGACCTGTTGCTGAGAGGCCATATGTTGCTGGG
GGTTACGCACCCCAGGAGCATATTTGTATTGGGGCATGGCACGGACTGGGGCGGTTGTGG
CTGAAGCAGCAGCAGGGCGCTGGCTGAGCGCCTGGGTGGGCATACGCTGAGATGCCATCA
TGCGCGGGACCTGGGTGTTGGTGGCGGTACTCGCACGGATGGCGTTAAAGGTCTGGGGTC
GAGGTGCTGATGGACGCATGGCATTCTGTATGTTTTGGAAATGCTGAGGACGCACTCCCT
GTGTGGCCCAGCGTGGGCTGGGACGAAGCTGAGCCAGCTGGTTGGCAGAGTAATACGCTG
CACGGTTCTGGGCCTGAGGGATGGCAGCCATGAAATACCCGGAAGGCGGAGCAGGCTGGT
AGGGGTTGAGGACCGGGTTGGGCACAGCCCGGACAGTAGCCATCCTCTGCATATACTGGT
TGGTGAGGTGAGCTTGACGCTCCTCCTTCCGTTGAGCCAGAGCCACGTACAGCGGCTTTG
TAGCCACAATCCGGCCGTTCATCTCAGTTACAGCTTTAGTGGCTTCTTCAGGTGAGGAGA
AGCACACAAAGCCAAAGCCTTTACTGCGACCACCTTCCATCATGACCTTTGCACTTGTTA
TGGTTCCAAATGGAGAGAATTCTTTGCGCAGACGCTCATCATCAAGACCATCATCCAAGT
TCTTAACGTACAGATTGACACCCTGATATCTGGTCATGCGATCCTGTTTCATCTGCTCAA
ATTTGCGCTTCAGCTCATTCTGACGCTCTCCTTTCTTCTGTGCACGGCCAACATAAACCT
GCCTTCCATTCAGTTCTTTACCATTCATGTCATCAACAGCCTTCTGTGCATCCTCATGTC
TTTCAAAGCTGACAAAACCAAATCCCTTTGATTTGCCGGTATCATCAGTCATCACCCTGA
CGCTGAGCGCGGGCCCATAATTGCCAAACAGCTCCTTCAGCTTCTCATCATCCATGTCCT
CTCCAAAGTTCTTGATGTAAACATTGGTAAACTCTCGAGCACGCGCCCCAAGCTCTGCTT
CCCTCTCTTTGCGTGACTTGAAACGGCCCACAAATACTTTTCTGTCATTGAGCAACATGC
CATTCATTTTCTCAATGGCACGCTCAGCAGCCTCATGGGTCTCAAAATGCACAAAGCCGT
AACCCTTTGAGCCATTTTCATCGCAAACCACCTTGCAAGACAGGATGTTTCCAAAAGCTG
AAAATGTGTCGTAAAGGGCTTTGTTATCAATGGATTTGTCCAGGTTCTTGATGAAGATGT
TTCCCACTCCACTTTTCCTCAGGGATGGGTCACGTTGGGACCACATGATGCGAAGAGGCC
TTCCCTTGATGACATCAAAGTTCATGGTATCCAGGGCTCGCTCAGCGTCAGCGGGCTGCT
GGAAGTTCACGTAGGCATAGCCAAGAGAACGGCGGGTGATCATGTCCCTACACACTCTGA



TGGAGAGGATGGGTCCGGCCGGGCTGAATTTCTCGTACAGCATGGCCTCGGTCACGTCTG
GGTGCAGATCCCCGACGTAGAGGGAGGCCATTGGGTAGCTAGGTGCGCTAGGATTCATGG
TTGACGTCGATTTTTTTCTTCAGTCGCTCCGGTAAAAAGTTGGATAATCTTAGGGTTTCG
TAGCGGCAGTCAAAATACGAGTCGTGTTTTCGATATTTCCTTGATAGAATCAACGAGAAT
GCGGATAATAAGGGTCTCAGCGGCTAACGTGGGCTACTTGGCTTAATTAGCAAAATGTCG
GAGCGTGGCCTTAACGATATGGCTCACGGAATTCACTATTTAGAAATGTCAGCTCGTTCA
CAGTAAATTGTATGGTCAGACTGTTGTCAAAGTTAGAAAATTTGTCTATCAAATAATAGT
ATGAAAGACAAACTCCTTTATAATCAACGGTTTAAGGTCAACTGCCCACGCTTCGACAAT
GATGCTAGTTGCTTATCTTGCTAACGTTCCTCTCGTTCCGTCTTTCGTTCTTTTCGAGGG
CAGCGTCTTCTTTAGCTTTTGCTTGGGTTGGCAAATCAAATCCTGCTTCACCGATTTTTT
TTTTCTTATAAAAATATGTCTGCGTGTGCTCTCTAGCTTTTGGTTTGTTTCATAATATTA
AAATGTGTGCCGAGACTAGCTCCGGAGCACACCCTACGCAGACGGATTACGGGAATGCCC
CGGCCATAATG
>CL88Contig1
GCTTACGTCAACAGNACCAGTTTAGAATGTGCCGGGCCGTTGTTATGCATACCATAACAA
AAAAGGCAGGAATACTGAGGCAGCTACGACGTGGATGTCTACATCTTCTTTAAGATGCAG
GCCCCAAAGACGTCCCAGTGTGATGCAAAGGCTGTCCAGCAGGCTCACAGACATCTCCTG
TCAACTGAAAGAGAAGCCTTTAAAATAGTTGTCCATTTCGACCACACTGTCTGCTTCCCA
TTTCTTAGTGCCTGTACGAAAACAGTGACTTTTCCACCTCAAGTCTTTTAAGGAGTTTTA
AAAACAGTTATTTTAATTTCTCTGAATTGTGGTTCAGAATTTCACAGAACCTAATGCACT
TGACTCTGTGTTTCAAAGATCTTTGCAAAACCATCAGTCTTTTGTACAAAACACATTCAA
TGGTCACACATTAAAAAATGAAGCTTTACAAAATAAAAAAAAAAAAAAAAAAAAAAAAAG
GGCGGCCGC
>CL88Contig2
ATCTTTATTTCTTTTACATCATCTCACATCTTGTCCAGATTATAACATGTAAGGTGAAAC
AAGAGTCTGATTTTTTTTAAAGATACACTAATCTAGTATTACTCTTATAAACTGGGTGGA
AGAAGGGTCCCGAAAGGGTTTTTCATTTATTGTTGGGGTTTTTTTTCTTTTTCTGATGTC
CTCAAGCTTACTAAAACTCACAACCACAGGCTGGCTAAGCAGGAAAACCACCAAAGAAGC
AAGTATACGTTATGAATTTTGTACTTTGATTTTAGGCAAAATACTGTTGAGCAAAAATGA
CTTCAGAGAGCAGAGCAACATGAACTTACTGCCACATCCACCATCGCGTGGGATCTATAA
TTTTTTTTCTTTAAAAATTGGAACGCACATTTGTCTTTCAGGAAAAGAAAAAAGCAGCCG
GGATGATTTTTTAAAAATCCTTGGATGTTGGTTCATGACAACCGTCTCTGGTTTACAGAC
CATTTCTACAACTATAGTGGAATGTCACTGAGCTTTATGAACATGGTTTTTGACACTGAC
GATTTCCTGACACACAAAAGTAAAAGCTAAAACAGTGGTGGTGTTGCAACACATGGCAGT
TCTTTAATTGTTTTGTCAGAGGTTTAACAAAAGACCATGGGGTCAAAAAACTGAGAATGT
AGCAGTGATCGATCGCATGCAAGACATTTCTGACGCAGGTTGCCTGAAAAAGCATACGGG
TTACTGAAACAGGGATTTCAAAATAAAAATGGAAAACGTTCCTACTTTTCCTGGCTGATG
AGCTTTAATTTTACTCCTTCACTTTACAAACAAATGCTGGCGACTAACTACTTCCTTTGA
ATTTACTTCAGATGATCTAGCTTGAAGAGCAGGGTCCAGGGGGAGTGGGATTCACCCCCC
TGAGCCACATGTTCAGATGCTTTACCATTCTGAGACTTAACTAGACCTGCTGCTAAAAGC
AAAAAACATTAAAAAAAGGATGTAATGAATGATGGCAAAGAAGGAGAAAACAGTCAAACA
CCAAAGCACACAATAGCAACTAACCATCAGCTCTAATGACCAAGTTTTCTCTGCAAGAAA
CAAGATTGATTAAATTTACAGCACATATCCTAAAAACAAGCAGGGAAAGAGGCTCGTCAC
TATAGAATCAGATGTAGCTACAGTGGTGCTGACATTCACCTGCATGTGCCAGCCACATCC
AAAACAAAAGACTAGTACAGTCCAGTTTATGTCTGAAATATGCTTTCAGTCTAGGATAAG
AAGGATGGTATGCTTAAGCTCAATTTTCCAGATTTATTTAAAAACTCCAGCTCAAAGTGT
TTGATGACATTTGTTTGGCAGTGTCACAATAAAACCGTACAAGAGGACCCTTCTGTATAA
ACCTCAGCAGAATCACATTGCTATCCGATAAGCCCCGCCTCTCCAATCGTTTTTCTCTCG
TCGGCATGATTTGGTGGTGAAGTGGAGAAAAAAAAAGTAAGCATCACAGTGATTGTTGAA
AATAAATGGATTGTTTAATAACCTCTTTATTTTCTTTAAAGTAAAAATGAAACCAGTCAT
GTTTGCCAGAACACTAAAAAGCCAAAAGAGGAGGAAGGAATGGAACACTGCATGAGCCTA
CAAGAGAGAAGTAAAGCAGGGAAGGGCCAGCCAATGGACAGATGTTAGGAAAACATAAAT
GCAATTAAGAGGGGAAAAAAGATTTTAAAAAAAAGTGGCCTGTTTAAGGTCGTTATCGAT
GTTTGGAGTTGTTCCTGCTCGTTTTTTGACTGGCCAGATTGCTGGGCTGCTCTGAAGGGC
CATGATGGAGGAAGGGAAGGTGGATGAGTGCTGAGGACCAATGAAAGAATTGAGGACTTA
TTTTCCTCTTTCAATTTATTTTATTTAACATTTGAAGTTCAAGTACTATTCATGCTGTTG
GTTATACAGAAGGGACACGGGAATGAGCAGGTATCTTATGTGTACAAAGAGGAGAAGAAA
GAGGAAGAGAAAAACAAGAATAGGATTGTTGGGATGAGTTAACATTGAAGTGCACACTAG
TTCTCTCCATCACCAGTTTCAGGTTCATCTCCCTGGTTTTCTGATGTCCACAGAGTAAGG
TTGTCCCTTAGTAGTTGCATGATCAGTGTACTGTCTTTGTATGAGTCCTCGTTCAAAGTG
TCAAGCTCTGCAATTGCCTCATCAAAAGCCTGCTTGGCCAGAGAGCACGCCTGCTCTGGC
GAGTTGAGGATTTCATAGTAGAAGACAGAGAAGTTGAGAGCCAAGCCCAGCCGAATGGGG
TGTGTCGGCTGCATGTCCTTCTTGCTGATGTCGAAGGCATCCTGGTAGGCCTGCTGAGAG
TTCTCCACGGTGTCCTTTTTAGAGTCTCCAGAGGCCACCTCTGACAGGTATCTGAAGTAA



TCTCCTTTCATTTTGAGGTAGAACACCTTGCTCTCTGCCTGAGACGCATTAGGAATGAGG
AATTTGTCAAGCAGGTTCAGCACGTCATGGCAGATTTCTTGGAGTTCAGCCTCAATCTTC
ACACGGTAATCACTGGCCATCTGCCGTTTTTTCTCGTTTCCTTCTGTCTTCTGCTCAATG
CTGGAGATGACACGCCAGGATGAGCGGCGTGCACCCACCACATTCTTGTAGGCAACAGAC
AGAAGGTTGCGCTCCTCGTTGCTGAGCTCCAAGCCCTGCTCCGTCACAGCCTTCATGGCA
GCCGCCATATCGTCATAGCGCTCGGCCTGCTCTGCCAGCTTTGCTTTCTGCACCAGATCA
TTCTTATCCATCTTTTAGGATTTAAAGTGTACTGGTGATCCCGACTTTATTCTCTGAATG
ATTAAAGTTCTTCGAGCCGTCCTCCGCTCTTTGGGTCCTCAGGGCAGTTCCACTTCCGCC
TGTTTT
>CL88Contig3
AGAATGTGCCGGGCCGTTGTTATGCATGCCATAACAAAAAAGGCAGGAATACTGAGGTAG
CAACGAAGTGGATGTCCACAACTTCTTTAAGATGCAGGCTCCAAAGACGTCCCTGGTGTG
ATGCAAAGGCTGTCCAGCAGGCTCACAGACATCTCCTGTTAACTGAAAGAGAAGCATTTA
AAATAGTTGTCCATTTTGACCATGATTGCATTGACAACATGCCCAGGCACACTGTCTGCT
TCCCATTTCTCAGTGCCACCTGCACGAAAACAGTGACTTTTCCACCTCAAGTCTTTTGAG
GAGTTTTAAAAACAGTTATTTTAATTTCTCTGAATTGTGGTTCAGAATTTCACAGAATCT
AAAACACTTGACTCTGTGTTTCAAAGATCTTTGCAAAACCATCAGTCTTTTGTACAAAAC
ACATTTAATGGTCAAAGATTAAAAAATGAAGCATTACAAAATACCAGTGGTGATTATTAG
CCATTTCTTTTCTTAAGGGGTGCAGTATTTTTTAAGGCAGATGAGATCTGTTCACATTGT
TAGTTTTTGTTACATCCTGCTGAGATGACATGGCATAGATCAGTACATAAATGTTAATGT
CTTGGCCATGGTTTTCCGATGTCCCACAAGGGTTGAACAATAGTGACAGGTCTGAGAGGA
GAGAACTAGTGTGCACTTCAATGTTAACTCATCCCAACAATCCTATTCTTGTTTTTCTCT
TCCTCTTTCTTCTCCTCTTTGTACACATAAGATACCTGCTCATTCCCGTGTCCCTTCTGT
ATAACCAACAGCATGAATAGTACTGAACTTCAAA
>CL88Contig4
ATCAAGCAACATATTGCTGTAAGAAAGTGACACCTTTCCTAGTTTGGGATCAAGTTCATC
TCTATTTCAAATAATAAAAGTAAAATTATGATTCAGAAACACATTATTTATTTGAGGTAC
CAGAACAAATTTCCCACGTGTGGGATCAATAAAGTTTTTCTGATTCTGAACTGTATTCCC
AAACCATTTTATTCTCAACTTTAAAGATTGCAGGTTAACACAGGAAGTTAACTCTCACAA
TATGCAGCTACTGAGTATCATTTAAGGTGTGTGTGTGTGTATATATATATTCTCATTTTA
ACTGTCTTAAATACATTTTTCTTTGTGTGCAGGATGCTGTGGACATTGGACGACAGTCTA
AATTAAACCAGGCAGAGCAGGAAACTGTTGGAGTTGTTGTTCCCTCTGTGGCTTGTCTTC
TCTCCTCTCAGACCTGTTCAACCCTTGTGGGACATCGGAAAACCATGGCATGGTTTTCCG
ATGCCATGGTTTTATGTACTGATCTATGCATGTTATCTCAGCAGGATGTAACAAAAACTA
ACAATGTGAACAGATCTCATCTGCCTTACAAAATACTGGCCCCCTTAAGAAAAGAAATGG
CTAATAATCACCACTGGTATTTTGTAATGCTTCACTTTTTAATGTTTGACCATTAAATGT
GTTTTGTACAGAAGACTGATTTATGGTTTTGCAGATATCTTTGAAACACAGAGTCAAGTG
TATTAGATTCTGTGAAATTCTGAACCACAATTCCGAGAAATTAAAATAAATGTTTTTAAA
ACTCCTCAAAAGACTTGAGGTGGAAGAGTCACTGTTTTCGTGCAGGCACTGAGAAATGGG
AAGCAGACAGTGTGCCTGGGCATGTTGTCAATGCAATCATGGTCAAAATGGACAACTATT
TTAAATGCTTCTCTTTCAGTTAACCAGGAGATGTCTGTGAGCCTGCTGGACAGCCTTTGC
ATCACACCAGGGACGTCTTAAGGC
>CL88Contig5
CCAAAAAAAAAAAAAGAACAGCAACATGGACTCACTAATCAATACAACATGTTTCCACAA
AGTGACTGAATCTGCTAACAACTGAAAATTACCCTGTCACCTCACAGTGAACTGAGAGGG
GTAAACTAGTTTGTCAGGAGCAATTCAGGCTGCTTGTCATACAGAAGTGGGAGGGGCTGA
TGGAGTGGAGGGGGATGTATATAAGCTGTCTGTGTTTAAGATAAGAGTGTAGGTGGATAA
ACAGTGCAATTCCATTAGTTTTCCCCGTCTCCGGTCTCTCCCTCATCTGCCTGGTTTTCT
GATGTCCACAGAGTCAGGTTGTCCCTTAGTAGTTGCATGATCAGGGTGCTGTCTTTGTAA
GAGTCCTCGTTCAAAGTGTCAAGTTCAGCAATGGCTTCATCGAACGCCGTCTTAGCCAGG
CTGCAGGCCTTGTCTGGGTTGTTGAGGATTTCATAATAGAACACCGAGAAGTTAAGGGCC
AAGCCAAGCCTGATTGGGTGTGTTGGCTGCATCTCTCCTTTGCTAATGTCAAAGGCTTGC
TGGTATGCCTGCTGGGAGTTATCCACGGTATCCTTCTTGATGTCTCCAGAGGCAACCTCA
GAAAGGTATCTATAATAGTCACCTTTCATTTTCAGATAGAACACCTTGCTTTCAGCAGAA
GATGCGTTGGCAATGAGAAAGTTGTCCAGTAGCCCAAGCACATCGTGGCAGATGTCCTGC
AGCTCAGTTTCTATCTTCTCCCGATATTCACGTGCCATCTGCTGTTTTTTGTCATTACCC
TCAGTCTTCTGCTCAATGCTGGAAATCACACGCCAAGATGAACGACGTGCTCCAACCACA
TTCTTGTAGGCAACAGAAAGAAGGTTGCGCTCCTCATTTGACAGCTCAGCTCCTTGCTCT
GTCACCGACTTCATAGCTGCAGCCATGTCATCATAGCGCTCAGCCTGCTCAGCCAGCTTG
GCCTTCTGTACCAGGTCGTTCTTATCCATTTTCTAGAAAAATGTGTGACTTTTAATCCTG
CTTTTTTTCGCTCTCTGGACGATTCAGCCTCCGTCCTCCGTCTCGCTCAACGTACAGGGC
AGTAAAACTACCGCTACACTG
>CL89Contig1
TTGGCCTACCACAGTTTAGGACGCAGCCATGAAGTTCTTCATTCTCCTAGCCCTTTGTGC



TGCAGCATATGCTGCTCCTCTTGAGGATGACAAGATCGTTGGGGGTTACGAGTGCAGGAA
GAACTCTGTGCCCTACCAGGTGTCTCTGAATGTGGGATACCACTTCTGTGGAGGCTCCCT
GATCTCCAGTACCTGGGTGGTGTCTGCTGCTCACTGCTACCAGTCTCGTATCCAGGTGCG
TCTTGGTGAGCACAACATTGCTGTGAATGAGGGAACCGAGCAGTTCATCGACTCCGTCAA
GATCATCCGCCACCCCAGCTACAGCAGCTGGAACCTGGACAATGACATCATGCTGATCAA
GCTGAGCACGCCCGCCAGCCTGAACAGCTATGTGAGCACCGTGTCTCTGCCCTCCAGCTG
TGCTGCTGCCGGCACCTCCTGCCTGATCTCCGGATGGGGAAACACCAGCGCCAGTGGAAG
CAACTACCCCGACCGCCTGATGTGCCTTGATGCCCCCATCCTGAGTGACACCAACTGCAG
GAACTCCTACCCCGGCGAGATCACCTCCAACATGTTCTGTGCCGGTTTCCTCGAGGGAGG
AAAGGACTCCTGCCAGGGTGACTCCGGTGGCCCCGTGGTGTGCAACAACCAGTTGCAGGG
CATCGTGTCCTGGGGTTATGGCTGTGCCCAGAAGAACAGACCGGGAGTCTACACCAAGGT
CTGCAATTACAACACCTGGATCCGCAACACCATGTCCTCCAACTAAAGTCACTCTGAAAG
AAACCGACTAAAAATTAAAAGAATGAATAAAATGTTTTGACCTCTTGACCTTCATGAGGC
AAAGGAGAAAAGACCATTTCTAGATTCTTTAGTAATTAAGTTTGCCCCATTTTGTTTTTT
ATTGTCCTCATTCAAAGGGATCATGACCTAAGACCAATTCTGTATTTTTTTAAATCATAT
TTGAAGTACTACTGTAACTCCCCGCTCAATAAACATTGCAGGTTAAAAATCACAGATCTG
TTATTACTAACAGACTCAGAGAACACGATGATACAAAAGTCCATTTTAATTTGAAAAC
>CL90Contig1
GGTGAAGTTGGTAACGGACCATGTCTAGCGATTCTGCTGATTACAACAGCTCAAGAGACA
GAGACCATGGGGGGCCAGATGGAATGGAGCCTGATGGTATCATTGAGAGCAACTGGAATG
AAATCACTGACAACTTTGATGATATGAACCTGAAAGAGACTCTTCTCAGGGGAATTTATG
CTTATGGCTTTGAAAAACCCTCTGCCATCCAGCAGCGGGCTATCATCCCTTGCATTAAAG
GCTACGATGTCATTGCCCAAGCCCAGTCAGGCACTGGCAAGACCGCCACGTTTGCCATCT
CTATCTTGCAGCAGCTGGACATTGAGCAGAAGGAGACTCAGGCTCTGGTCTTGGCTCCCA
CTAGAGAGCTGGCTCAGCAGATCCAGAAGGTCATCCTGGCTCTGGGTGACTACATGGGAG
CAACGTGTCACGCCTGTATTGGAGGAACCAACCTCCGTAGTGAAATTCAGAAGCTTCAGG
CTGAAGCCCCTCACATAGTGGTGGGCACACCTGGCCGTGTGTTTGACATGCTGAACAGGA
GACATCTGTCCCCAAAATGGATTAAGATGTTTGTTCTGGATGAAGCCGACGAAATGTTGA
GTCGAGGGTTCAAGGATCAGATCTATGAGATCTTCCAGAAACTGAGCACAAATATTCAGG
TGGTGCTGCTCTCAGCCACCATGCCAGCCGACGTGTTGGAGGTCACTAAGAAGTTCATGC
GAGACCCCATTCGCATCTTGGTGAAGAAAGAAGAGCTCACCCTCGAGGGTATCAAGCAGT
TCTACATTAATGTGGAGAGAGAGGAATGGAAGCTAGACACGCTCTGTGATCTGTATGAAA
CGCTCACCATCACTCAGGCGGTCATCTTTCTCAACACTAGGAGAAAAGTCGACTGGTTGA
CCGAGAAGATGCACGCTAGAGACTTCACCGTCTCTGCTCTGCATGGTGACATGGACCAGA
AGGAGCGTGATGTGATCATGAGGGAGTTCAGGTCTGGCTCCAGCAGAGTCCTCATCACCA
CTGATCTTCTGGCTCGTGGGATTGATGTACAGCAGGTTTCCCTGGTTATAAACTATGACC
TTCCTACTAACCGGGAGAACTACATTCATAGAATTGGTCGCGGTGGCCGTTTTGGCAGAA
AAGGAGTTGCTATCAACTTCGTCACTGAGGAGGACAAGAGGATTCTTCGAGACATTGAGA
CATTTTACAATACGACCGTGGAGGAGATGCCCATGAATGTGGCCGATCTGATTTGAGCTC
TGAGATTTCTCCTTTTTTGTTTTCTAAACACAGTGATAGCGATTGTCCACTTGCATTGTG
CTTCTATTATTCGAGAGGGGGAAATCTTCTCAATGCGAAACCCTGGATCAGAGTTTTGGT
ATGTGTTAAGAGAGGTGACTCACTTGGACAGTTGTAGGTTCTAACCTCGTCGGCTGGCTG
GTTGGAGCTACAAAGCCATGGGGTCTGTTAACATTAAGGTCCTTATCAGGTATTTTTTTC
CATGTTCACTTAAGATGCGTATATTTGATGTTCTTCACCATTTAGTAACTTGTGGACTAA
AAGGTTTAGGTGCTGTATAAAGTCTGCAAATTACGTTATGCTAACGTATGTGCAATGTTG
TCGTGAGTCTGCTTCTTAGAGGCACTTGGCATGTTAAACTGTAGATTCACTTTGCTTTGG
TTCTTTTGTGAATGTGTTTTAATTTAAATGTACCATATTTTTTTTAATCAAACTTGCTCT
AGCTGAATCCCTCACTGGCCATATTTTGCTGATGTGGTTTTTACCCTGAACAGAGTATAT
TGCACCACCCCTCCTTTATTTTATTTTTTTTCAGATTCCCTCCTGAAAATTGTATGAATG
TCTTAATAAACTGATATTGCTGTTTTTGTGTTGTAAGGCATTAATGTGCAGGTTTCCACT
AAATGTACAGATTAGCAGTTGCTTCCTGGTTGTCAGAATTCCTTCACCATTTAGTGCGAT
GTGTAGCATGTTTGCCATTTTCTCAGCATGTCTCAATCTCTAAAAGGTGGAGCTAGAAAA
ATTTACCAGAAGTCTCTGAGAAACAAGTGACGTGTTTGCGAATACAATGTATTGTTTGAA
CAGTCTGTCATGTGATAAAATG
>CL90Contig2
TNCTTTGGGGGGGAAAAAAAAAAAAAACGAACAAAGAACTTCATTCCGATCCCAAACACC
CCAGGAGAGCTCAGCGTGACTTGTGGCCCCACAGACTTTGAGGTCTGACCTCCAGACCCT
TCTGACCTTCCAGCCCCATTGGTAGTTTGGTCCTTTCACAACAATACCCCCCCCTCCCCC
TAAAAGTGACCACCTCGTATTTATGTTTATTTATAATAATAAAAAAAAGGATTCAAGAAC
GAGTGCATTACGGGCTAAACGCCCCCCCCACCAGTTCATGATTACTCCAATTGGTTCAAT
GGTTCAAACTGCTGAACTGGAGTCACACCCTTAAGCCACTCCCCCCTCCAGCGCCAACAC
CTTTACGGCTCGTCTCGGCGCCGCCTCCCTTTCAAAGACCCAAAGAGCCGTTCCAACAGG
CGAGAAGGTTGAAAGGAGCTGTGGACAGACGCTCCTGCTCCGCGTCAGACCTCCGGTGTG
GGCGGACACCGAGGTTTGCAGGTGAAGCAGCTGTAGTCGGCCCCCCAGGAGGCCGAAACT



AGTTCAGGCGTTTGGATAAGGAGGATGAAGTGGAGATTGAATAAAAACAAAAAACAAGTC
TTTCGAAATCGGATCATTTAGAAACAAGATTTTACTTTTTTAAAATAAACAGGGTGAGCC
AGAGAAGAGGAGCTCAGCGGTTTCTAAATCAGATCGGCCACGTTCATGGGCATCTCCTCC
ACGGTGGTGTTGTAGAACGTCTCGATGTCCCTCAGGGTTCGCTTGTCGTCTTCGGTCACC
ATGTTTATGGCGACTCCCTTCCTACCGAAACGCCCGCCTCGACCAATCCTGTGGATGTAG
AAAAAAAATGGTAAATGGCGTATACTTATATAGCGCCTTTCTTCCTACAAGGACAAAGCG
CTTTACAGTCACAGACCCATTCACCCAGTCACACACACATTCACACACACAGTCACACAC
TGGTGGTCGCTCCGCTGCCAAACACAGGCGCCCGCCTACCACCAGAGGCAAGGTGGGGTT
CAGTGTCTTGCCCAAGGACACTTTGACTCATGGGCGTGCAAGGCGGGAATCGAACCTGCA
ACCTTACGATCATGGGACGACCGCCCTACCGCTGCACCACGGCCGCCCCCCCCGGCCATA
AGGCCCGGGTTAAACGGCG
>CL90Contig3
ATATTTTATTCTCGTTTAAGCAAATACTTGATATGCTTTTAAAGTTGACATATTTGAAGC
ACGTGTTTCCTAAACGTCATTTTTTTTTAGACCCCAACCGGATGTGCAAGCCCGTCACCA
GCATCTTCTGGTCAACTTCCACGTGGAGCTGAGGTAGCANAGGCGACCTCTGACCCTGAA
GATGGTGCTGCTTCAGCTTCAACCCAACCTGTGGGGTGGAAACGCTTTAAAACGCAGCGC
AAACACAGGCCAGATTTTATTTTTACTGTTCAAAAAGAGAAACGTTTATTTTTAAGCAGA
TTGTTAAAATAAATACTTCACAGAATCCAATGTAGAAAAAAAGAAAAAAAAAACTTGATA
CNTGTCTGAAAAAGGCTAACAATCCTTTAAGTCATTCGGGGGGAAAAAAAAAAAAAANNA
AAAAANAATTTTTTTNCNANNCCNAAACCCCCCGGNAAA
>CL90Contig4
TGATATGCTTTTAAAGTTGACATATTTGAAGCACGTGTTTCCTAAACGTCATTTTTTTTT
AGACCCCAACCGGATGTGCAAGCCCGTCACCAGCATCTTCTGGTCAACTTCCACGTGGAG
CTGAGGTAGCAGAGGCGACCTCTGACCCTGAAGATGGTGCTGCTTCAGAAACAAGATTTT
ACTTTTTTAAAATAAACAGGGTGAGCCAGAGAAGAGGAGCTCAGCGGTTTCTAAATCAGA
TCGGCCACGTTCATGGGCATCTCCTCCACGGTGGTGTTGTAGAACGTCTCGATGTCCCTC
AGGGTTCGCTTGTCGTCTTCGGTCACCATGTTTATGGCGACTCCCTTCCTACCGAAACGC
CCGCCTCGACCAATCCTGTGGATGTAGTTCTCTCTATTGGTGGGCAGGTCGTAGTTGATG
ACCAGGGACACCTGCTGCACATCAATGCCTCGGGCCAGCAGGTCAGTGGTGATCAGGACT
CGACTGGAACCAGAACGGAATTCCCTCATGATCAGGTCCCTCTCCTTTTGGTCCATGTCA
CCATGCAGAGCGGACACGGTGAAGTCTCTGGCGTGCATCTTCTCCGTGAGCCAGTCCACT
TTCCTCCTCGTGTTGATGAATATGACGGCTTGTGTGATGGTCAGGGTTTCATACAAGTCA
CACAACGTGTCCAGCTTCCACTCCTCCTTCTCCACGTTAATGTAGAACTGCCGGATACCC
TCAAGGGTCAGCTCCTCCTTCTTCACGAGGATGCGGATGGGCTCCCTCATGAACTTCTTT
GTGACCTCCAGCACGTCAGCGGGCATGGTGGCTGAGAGCAGGACCACCTGAGTGCTGCTC
GCCAGCTTCTGGAAGATCTCATAGATCTGGTCTTTGAACCCTCGACTCAGCATCTCGTCG
GCCTCATCCAGCACAAACATCTTGATGCATTTGGGAGAGATGTTTTTGCGACTCAGCATG
TCAAAGACGCGTCCTGGGGTTCCCACCACGATGTGGGGGGCCTCGGCCTGCAGCTTCTGC
ACCTCGTTGCGGATGTTGGTGCCTCCAATGCAGGCGTAGCAGTTGGCCCCCATGTAGTCA
CCAAGGGCCAGCACCACCTTTTGGATCTGCTGTGCCAGTTCCCTGGTAGGAGCCAACACC
AGAGCCTGAGTAGCCTTCATCTCCACATCAATCTGCTGCAGGATGGAAATGGCAAAAGTG
GCGGTCTTCCCAGTGCCAGACTGGGCCTGAGCGATCACGTCGTAACCCTTGATACAAGGG
ATGATGGCCCTTTGCTGGATTGCAGATGGCTTCTCGAAACCATAGGCATAAATTCCCCTG
AGCAGAGCTTCGCGCAGGTTCATGTCATCAAAGCTGTCCACGATCTGGTTCCAGTTACTC
TCGATGATTCCATCTGGCTCCATGCCTTCTGGGCCATTGTTGTCTCTGTTGTCATATTCA
GCCGACATTATCTCCCCCGGCCATAATGCCCGGGTT
>CL90Contig5
TTTTTTTTTTCATATGCCAACAGTTTATTCAAAATGAGAAGAAAAAACAGCGTTTTACAG
GATAATCTATTACTGTTGTAAAATATTGTTTAAAAGTGTGCATATAAAGGCTACAATGAG
ATATTATGTTCTGATATTGCATATTAGAATCGCACTGCACCAAACAGAGGCATGAAAACT
AAATGACAAATAAATGATCAAGAATAGGGCGGCAGTGATGCAGCGGTAGGGCAGTCGTCC
CATGATCGTAAGGTTGCAGGTTCGATTCCCGCCTTGCACGCCCATGAGTTGAAGTGTCCC
TGGGCAAGACACTGAACCCCACCTTGCCTCTGGTGGTAGGCGGGCGCCTGTGTTTGGCAG
CGGAGCCGCCACCAGTGTGTGAATGTGTGAGTGAATGTGTGTGTGTCTGGGTGAATGGGT
CTGTGACTGTAAAGCACTTTGTCCTTGTAGGAAGAAAGGCACTATATAAGTATACGCCAT
TTACCAATAGAAGAGAAGTTGATGAGAATAGAGGACAG
>CL91Contig1
TTTTTTTTTTGTTTAAGTGAATATTGCATTTATTCTCCTTTGTGGAATCATTTATTTTTG
TCCAGAGTAAAAAACAGGAAAAATAAATCATAAAATGGTTTGAAATGAAAAAACAACAAT
TCTCTTTTCCTCCAAATTTTATTTGATGACAATATACAAGAACATCTTGAGTACGAAGAT
CCGTCTGGTTGTCCAGGCTCACTTTTTGCCAGCAGCGCCAACACTGGCCTTCTTGATGCC
TCGCACTTTCTTCATTCTGTTCTTGCGTTCTTTGCGCTGTTTCCTTGAGGTCTTCTTTTT
CTCATAAAGTCCATGCCTTGCAAGTCTGTGCTTTGGCTCATTCTTCTTAGCATAATCTAA
GGAATCATAAACCATGGCAAAACCTGTTGTCTTGCCACCACCGAACTGAGTCCTGAAGCC



AAAGACGAACACAACGTCAGGGGTGGTTTTGTACATTTTGGCAAGTTTCTCCCTGATTTC
AGTTTTGGGGACCGTTGCCTTGCCAGGATGGAGAACATCGACAACCATTTGCTTCCTCTG
GAGGAGCCGGTTCGTCATGAACTTGCGGGTCCTAATTGTTACTGTGTCATTCATCTTGAC
GCCGGCCTCGCTCACGGACGTAAAAAAGGACCCCGGCCATAAGGCCCGGGTTTA
>CL91Contig2
TTTTTTTTTTCTCTTTTCCTCCAAATTTTATTTGATGACAATATACAAGAACATCTTGAG
TACGAAGATCCGTCTGGTTGTCCAGGCTCACTGTAAATGACACTTCATTTCTTTTTGCCA
GCAGCGCCAACACTGGCCTTCTTGATGCCTCGCACTTTCTTCATTCTGTTCTTGCGTTCT
TTGCGCTGTTTCCTTGAGGTCTTCTTTTTCTCATAAAGTCCATGCCTTGCAAGTCTGTGC
TTTGGCTCATTCTTCTTAGCATAATCTAAGGAATCATAAACCATGGCAAAACCTGTTGTC
TTGCCACCACCGAACTGAGTCCTGAAGCCAAAGACGAACACAACGTCAGGGGTGGTTTTG
TACATTTTGGCAAGTTTCTCCCTGATTTCAGTTTTGGGGACCGTTGCCTTGCCAGGATGG
AGAACATCGACAACCATTTGCTTCCTCTGGAGGAGCCGGTTCGTCATGAACTTGCGGGTC
CTAATTGTTACTGTGTCATTCATCTTGACGCCGGCCTCGC
>CL92Contig1
GTTGTTAAAATGAAGNACGCTTTACGCTTTATTTTTTTAAAAAAAGCAGCAAAAAAACAG
AACAAACAGAAAACCTTTTAGTTTTTATGGAACCGGACTAGAACGGCCTTTTGGGTCGCA
GAACATGTAAACCAACACTGAACCAAACGAGGCTACAGCAGAGGAACCAGAGAGAGGGGG
GGGGGTCCCACCACGTTTCCTTGGAAACAAACCCACACTTGCAAAAAACCCAAAACCATG
AAAATGTTTACCAAACNCCTCAGGGAACTACGGCNCAAAATCACGTTTGAACTCAAAAAC
GTGAAATGCTTTAAATACTGTTAACGTCGGAATAAAAAAACNAGGAAAAAAGTCTGAAAC
GTTGCTGCAAGGAGCCGTGACCTAACAAAGGCCCCCACTTTCACATCATGATCTGTCCAT
AATGAAAACAAACACCTAACGCATCCGGTACTCCAGGGACTTGGTCATCGNGCACAGCTN
ACCCGTGAAGTCCACGTCCACGGTNAAGTCCAGGTCTCTGTTGTTTTTGACGTTNGGCTT
CATGCTNATGGTGCCAAAAATCTCCTCTCCGCTCTTCACCGTCA
>CL92Contig2
GAGTACCGGATGCGTTAGGNGTTTGTNTTCNTTANGGACAGATCNTGANGTGAAAGTGGG
GGCCTTTGTTAGGTCNCGGNTCCTNGCAGCAACGTTTCAGANTTTTTTCCTCGTTTTNTT
ANTCCGACGTTAACNGTANTTAAAGCNNTTCANGTCTTTGAGTTCAAACGNGATTNTGNG
CCGTAGTTCCCTGAGGNGTTTGNTAAACATNTTCANGGTTTTGGGTNTTTTGCAAGNGNG
GGTTTGTNTCCNAGGAAACGTGGTGGGACCCCCCCCCCTCTCTCTGGTTCCTCTGCTGTA
GCCTCGTTTGGTTCAGTGTTGGTTTACATGTTCTGCGACCCAAAAGGCCGTTCTAGTCCG
GTTCCATAAAAACTAAAAGGTTTTCTGTTTGTTCTGTTTTTTTGCTGCTTTTTTTAAAAA
AATAAAGCGTAAAGCGTCTTCATTTTAACAACTGTACATTCTGAGCTTTGACCATCCATT
GGGTCCGGGGCGGGCTGCAGTTTGGTCCTGAAGCTTCTGTCAGCTGTGTGACCATGAACG
TACGTCTGCAGTTGATCTGATCATGTGACTGTAAATAAACGCATCTTTAACGCCAAAAAA
AAAAAAAAAAAAAAAAAAAAAAACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>CL92Contig3
TTTTTTTTTTTTTTTTTTTTTTTTTTCCCTTTTTTTTTTTTTTTACAGTTGTTAAAATGA
AGACGCTTTACGCTTTATTTTTTTAAAAAAAGCAGCAAAAAAACAGAACAAACAGAAAAC
CTTTTAGTTTTTATGGAACCGGACTAGAACGGCCTTTTGGGTCGCAGAACATGTAAACCA
ACACTGAACCAAACGAGGCTACAGCAGAGGAACCAGAGAGAGGGGGGGGGGTCCCACCAC
GTTTCCATGGAGACAAACCCACACATGCAAAAGACCCAAAACCATGAAGATGTTTAGCAA
ACGCCTCAAGGAACTACGGCACAGAATCACGTTTGAACTCAAAGACGTGAAATGCTTTAA
ATACTGTTAACGTCGGAATAAGAAAACGAGGAAAAAAGTCTGAAACGTTGCTGCGAGGAG
CCGTGACCTAACAGAGGCCCCCACTTTCACATCATGATCTGTCCATAATGAAGACAAACA
CCTAACGCATCCGGTACTCCAGGGACTTGGTCATCGTGCACAGCTGACCCGTGAAGTCCA
CGTCCACGGTGAAGTCCAGGTCTCTGTTGTTTTTGACGTTTGGCTTCATGCTGATGGTGC
CGAAGATCTCCTCTCCGCTCTTCACCGTCAGGTAGTCCTCCAGGTAGAAGACCGTCTGCT
TCCAGTGAGTGTAGGGGGACTCTGGACTGGTGGAGAAGCCGATCCTCTTGTGGCAGCGAG
TGAACTCGATGTTGAAGTAAGTGACCAGCGCGTGGATGTAGTCGTTCCTCTTCACCTGCA
GGCAGAAGGGCGAGGTGAAGGTCAGGTCCTCGGCCTTCACCGTGTAGATGTCCACCTCCC
GGATCAGGCAGGAGTTGCTGACCAGCTGTTTGGGATCCACCACGTCTACCAGCGGTTCCT
TAATGGCCACCTCCTTGATACAGGACATGTCGAAGCCGTACACGTTCTCCCACCAGTGGA
TTTTGTAGTCCTTGTACTGCCGGTCTTCAATGGCCGTGACGTATAGAGTAGCTCTGTCAG
GGAAAATGAGTCCGTCCGGCTTCAGCCACTTGTCGCGGGCGTAGATGACTGTGTTGAGCA
TGGACTCGTAGAACAGACAGTAGCCCATCCACTCCGATATGATGATGTCGACCTTGTCCA
CCGGCAGCTCCACCTCCTCCACCTTCCCCTTGATGATGGTCACAACGTCATCCATGTTGT
TGGCCTTCACTATTTTGACGGCGTAGTCAGAAATGCTGCTGCATTCTATCCCGATGACTT
TCTTGGCTCCGGCTTTAGCCGCGAACATGCAGAGGATGCCCGTCCCGCTGCCCACATCCA
GCACCACCTTGTCCTTGAACAGGTGCTTGTTGTAGAACATGGAGTTGCGGTAGGTCAGGG
TCCGGACCTCGTCCTTCAGCATCTCCTCGTGGATCCCAAAGTGGGCGTAGGAGTCGAAGT
AGTAGTCCTTGGATGTCATGTCTTCAGCTGCAGGCTTGGCTGAGCTCTCTCCCTGAGAAA
CCTCCATCCTCTCTGCTGGCGCCGCCATTTCGATCTACAGCGAAGAGTCCGTTTCTTCTT



CTACTCCGTCCCCCGGCCATAAGGCCCGGGTTAAACGGCGC
>CL93Contig1
GGGCTTTATTTTGACAGTGACATGGTGGCAGCAACAGTCAATTCCAGCAGCAACACTGCC
CTCTTGTGTTGAAGGATATGACAGCAGAGAACCAGCACACCAGCTTCTCTCAATATATCA
ACAAAATTGCCATAAATTGTAACCATGGAGACTGATAACTCATCTGTAAAACTCTCAAAA
GTATAGCTTTTGATACACAGATTTTATTTTTGATCAAAAACAAGTTTCTATTCTGCATAG
GAATAGAATTGCTAATGACACAGATGGTGTTTTCTAAAGGGTTTTAAACATTTATTTAAG
GTCTTATCCAATGCTGACAGTGATATCAGATCAATATTGTGACCACTGCTCTTTATTTGG
GGGGGTGGGGGTGTAAAGGCACTTCTTAAATTAAAATAGCAGGACAAATTCATGGAAAGT
TTTACATGGGTACTGAGAAAGCTAAATGCATAAAAAAAAATAAGCAAGAAAAGGAAAGAA
GACAAAAACTTGAGTGTTCTTCCTCTTCACCCGCTCATAACCATTCTGACCAGTTCGGCC
CTTAGCCTGACAGGATGTGGCGCACAAATGCTTCATAATTGATGCATCCATTTGCATCTT
CATGTCCTGCCAACAGCGTCTCAACTTCTTCCTCTGTCATTTTCTCACCTAGTGTTGTGA
GGACATGACGTAGTTCTGCTCCCATTACTGTGCCATTGCCTTCCTTGTCAAACACGCGAA
GTCCCTCAACAAAATCCTCCATGGAGCCCTGATCTTTGTTCTTTGCAATGGCCTGGAACA
TGGGCAGGAACTGCTCAAAGTCCAGCATCTTGGTGTTCATCTCTTCAGCCTTTGGGTTGC
CCAGGACTTTGAGCACCTCGGCGTTGACGGGGTTTTGTCCCAGGGCCCGCATTACATCCC
CACACTGGCTGTAGCTGATCTTGCCATCTCCTGTTCTGTCAAACAGCAGGAACGCCTCCT
TGAACTCAATAATTTGGTCTTCCGAGAAGTCAGACATTATTGCGTTCGTTGAGGTTCGCC
CGGGACGAAGGGAAGCCAAAGAATGCACCT
>CL93Contig2
TTAAACCCTGCCCTCTCTCTTCATCTCTGTGCATTCTTTGGCTTCCCTTCGTCCCGGGCG
AACCTCAACGAACGCAATAATGTCTGACTTCTCGGAAGACCAAATTATTGAGTTCAAGGA
GGCGTTCCTGCTGTTTGACAGAACAGGAGATGGCAAGATCAGCTACAGCCAGTGTGGGGA
TGTAATGCGGGCCCTGGGACAAAACCCCGTCAACGCCGAGGTGCTCAAAGTCCTGGGCAA
CCCAAAGGCTGAAGAGATGAACACCAAGATGCTGGACTTTGAGCAGTTCCTGCCCATGTT
CCAGGCCATTGCAAAGAACAAAGATCAGGGCTCCATGGAGGATTTTGTTGAGGGACTTCG
CGTGTTTGACAAGGAAGGCAATGGCACAGTAATGGGAGCAGAACTACGTCATGTCCTCAC
AACACTAGGTGAGAAAATGACAGAGGAAGAAGTTGAGACGCTGTTGGCAGGACATGAAGA
TGCAAATGGATGCATCAATTATGAAGAACTGGTCAGAATGGTTATGAGCGGGTGAAGAGG
AAGAACACTCAAGTTTTTGTCTTCTTTCCTTTTCTTGCTTATTTTTTTTTATGCATTTAG
CTTTCTCAGTACCCATGTAAAACTTTCCATGAATTTGTCCTGCTATTTTAATTTAAGAAG
TGCCTTTACACCCCCACCCCCCCAAATAAAGAGCAGTGGTCACAATATTGATCTGATATC
ACTGTCAGCATTGGATAAGACCTTTAATAAATGTTTAAAACCCTTTAGAAAACACCATCT
GTGTCATTAGCAATTCTATTCCTATGCAGAATAGAAACTTGTTTTTGATCAAAAATAAAA
TCTGTGTATCAAAAGCCATACTTTTGAGAGTTTTACAGATGAGTTATCAGTCTCCATGGT
TACAATTTATGGCAATTTTGTTGATATATTGAGAGAAGCTGGTGTGCTGGTTCCCTGCTG
TCATATCCTTCAACACAAGAGGGCAGTGTTGCTGCTGGAATTGACTGTTGCTGCCACCAT
GTCACTGTCAAAATAAAGCCCATGATCTTCTAAAAAAAAAA
>CL93Contig3
GTGCATTCTTTGGCTTCCCTTCGTCCCGGGCGAACCTCAACGAACGCAATAATGTCTGAC
TTCTCGGAAGACCAAATTATTGATTGAATTTAACCTGGACCAAATTCACGAGTTCAAGGA
GGCGTTCCTGCTGTTTGACAGAACAGGAGATGGCAAGATCAGCTACAGCCAGTGTGGGGA
TGTAATGCGGGCCCTGGGACAAAACCCCGTCAACGCCGAGGTGCTCAAAGTCCTGGGCAA
CCCAAAGGCTGAAGAGATGAACACCAAGATGCTGGACTTTGAGCAGTTCCTGCCCATGTT
CCAGGCCATTGCAAAGAACAAAGATCAGGGCTCCATGGAGGATTTTGTTGAGGGACTTCG
CGTGTTTGACAAGGAAGGCAATGGCACAGTAATGGGAGCAGAACTACGTCATGTCCTCAC
AACACTAGGTGAGAAAATGACAGAGGAAGAAGTTGAGACGCTGTTGGCAGGACATGAAGA
TGCAAATGGATGCATCAATTATGAAGAACTGGTCAGAATGGTTATGAGCGGGTGAAGAGG
AAGAACACTCAAGTTTTTGTCTTCTTTCCTTTTCTTGCTTATTTTTTTTTATGCATTTAG
CTTTCTCAGTACCCATGTAAAACTTTCCATGAATTTGTCCTGCTATTTTAATTTAAGAAG
TGCCTTTACACCCCCACCCCCCCAAATAAAGAGCAGTGGTCACAATATTGATCTGATATC
ACTGTCAGCATTGGAT
>CL94Contig1
TTTTTTTTTTATTGAGGAAATTTTATTGGTAAATTAACGCAAAACAAAGAGGAATTTACT
TGAAAACAAAGCATAGTTCTAAAAAGTGAATTAATTCACCAGCATAAACTTTGAGATGTT
TTTTCACCTTTTTTAATAAAGCGGAAATGATAATTCCATCAGTATTCAGTCGACATAGAA
TGGTCCTCGTCCACAGGCCTCATGCACCGACAGGAACTGCAAACTGAAGACTGCGGGATA
CGCTTAACCTTGAGGGGGGACGGCTCATTCTTAGAATCATTACACAAAACTTGCATCCTC
ATGCATGAAGTCCTCACAAACTTCACTATAAACCTTTGGACTGTGGGGCCAACTGTTGCC
ATAGCAACACACTGTAGGACTAAAAACAGGTGTTGATGCCTAATCCAACACGCTTTATTT
TGTAGACAAAAAGAAACTTAAAAGGTAAATGAAGAAAGAAAGGGTGTGGTCAGGGGCTTA
CAGCTGACAACCAAAGGAATGAATTTACCCAAAACTTGCATTTCCATTATATTGCATTCC
CTTGTTATTTCTTTATTAAGTCAAATGCTGTTTTTTTTTCTTTTAACAAGATGGAGATGT



CAGATGAAGTCTTCACAGACGGACGGGTGGAGGAAAACTTTAGGTGAGGCACAGACTGAA
TTCAACGGGATTGCGAGGCGTTACAGACATTAACAAGTTATAAAATAGTTAAAACTCTAG
TGGGCTATTTCTCCTCCTTGATCGTCTGTCTCCACTTCCACAGCTCTGAAATCACCTTAG
CATCTGTGACATTTTGTCCATGCTTCATGAAGTTTTCAAACTTGGCCTGGACTTTAGGAA
GCGCCACGCCCTTCTTTACAGACTCCATAATCTTGGCCTTGATCTCAGGCAGAGTTAGGT
TTGGTTTAGGAGTCTGGGCTTTAGGTGATTTAGCACCTTTGCCTTTAGGCGTCTTGTCCT
GCTTGGTCGCAGGAGTGGAGGGCGCAGAACTCTTTCCGTTTTGAGTCTGGGCCTTCTGCT
TGTTTGGAGTTTGTTTGACCTTAACAGGAGATTCCTCTGCCTCACTCTCCTCATCATCTT
CATCATCATCCTCATCATCATCCTCATCGTCTTCATCTTCATCATCATCCAAGTCCATTT
TCATCTTTTTCTGAGATTTGGCAGCAGGGGATGAAGCAGGCCTCTTCTTTGATGTTTTCA
CCTCCTCCTCCTCTTCCTCCTCGTCGTCTTCCTCTTCAAAGGATTGATCCGCCTCCATCA
TGACGAGGTGCTGTCCGCTCAGATGGATCGGACCGGAACCCGCCTTCAGACGGAACACTG
CTGGGGGTGTGATCGTGAACCCGCCGAGACACACACTTGGAAGGGTGGAGGGTTTGAGTG
ACACCAGAGCTGCCTTGATTTTCTGCCCCTCTGCGTTCTGTCCTTCCACCTCCACCATGT
TAAGCTCGTCTTTGGTGCTGGGGTCAACACAAGCCAGTTTGAGATCTAACTGATGCTCCA
GCTCATCATCTTCAGGACTGAAGAGCACTTCCTTCCCAGCCTCCAATGTGCATCCATATA
AAAATGTCTGTGGTGCCAACGATTCTTCGTCCAAACCGTTCATTTTGCTGACTGACACGA
CCGCCGCTGATCTGCACGGGAACAATCACTGATCGTGGATGGAAGGACTGATGGGGCTGT
TCTTCTACTCTGCTGAAACGGAAGTGATCCAGTGGGTGAGCCCCGGCCATAAGGCCCGGG
TTA
>CL94Contig2
TATGGCCGGGGTCAGTTGTCGGTGAGGCCGGCGGGGCGGATCCCACACCAGAGTTAAAGA
GAAAATAAAGCAACACAACAAAAATTACAACTTGGCCTTTTTATACAGTTCTCCATCAAG
CTCCCCTGTGGATTTATATAACTGCAAGATGCCCTCTGCAACAAATGCAAATACCCCAGT
GCAATCTGCCAGCCCAGAGGTGGGATCCGCTCCAGGCTTAATGGGCAGTTTTGCACAGGG
TGGACAGTCAGAAGTCTTGAAGCAGGTGCTGTGCATTATTGACAAAAAAGTCCGCAACAT
GGAGAAAAAAAAGAGCAAATTGGATGATTACAGTGTCAAGAAGAATAAAGGAGAAGGTCT
GAACCAGGACCAGCTGGAGGCCCTCTCTAAATACCAGGAAGTAATGAACAACTTGGAATT
TGCCCGGGAGTTGCAGAAGACTTTTATTACTCTGGGACAAGATATCCAGAAGGTGGTGAA
GAAGTCTGCGCGGCGGGAGCAGCTGGTGCGAGAGGAGGCGGAGCAGAGGAGACTCAAGAC
GGTTCTAGAAGTGCAGTTTATCTTGGACCGGCTGGGCGACAGCGCTGTGCGGCAGGACCT
GAAACAGGGAGTCTGCGGCTCACCTCTGCTGACGGACGAAGACTTGGCAGCTTTTGATGA
GTTCTACAAGTTGGTGGGACCAGAACGTGATCAAAACGTGAGGTTGACTGACCAGTATGA
CGATGCATCTGTGCACCTCTGGGACCTA
>CL95Contig1
TTTTTTTTTTGGAGATCGGGTCGTTTATTTCAGTTAACAAGAACAGAACTTTTCTCTAAA
TGACGTCAGGTTACATCTTCAGACGAGAAGCGGCTGCAGCACAAACAGCAGATAAATAAC
TACACTTCCTCCTTCCTGGGGGGCGTGGCCCTTCAGCAGGGGTGATGGTCAGGGACTCGC
TTCCTGGGAGCAGCTTTGATGATGTTGTCCACCCTCAGGATCATCTCCGCCGCCTCAGAG
GCGCTCAGCAGCATCTGCCGCTTCACCTGGAAGGACTCGGTGATGCCGAGCTCCACCATG
TCTCCCACTGTGCCCTGGTACATGTTCAGTCCAAACGTGGTCTTGTTCTCCTGATGTGCA
GCTCTCAGCTGGGCCACCAGGTCGGCGCTGTCGTAGCCGGCGTTGTCGGCGATGATGGTC
GGCAGCATCGTCAGCGCTTTCGCGAACGACTCCATGGCAACCGCCTCCTTGCCTGGCGTC
CTGTTGGCCAGGTCGATCACAGCTTTGGCCATCAACATCTCGGAGCAACCTCCACCGTAG
ACGGTGCGCGGCTCCTTCACCGTCTGAGCCAGAACGCAGAGGGCGTCGTGGAGCGAGCGC
TCCGCCTCGTCCAGGATCTGCTGAGTCGCTCCTCGCAGGACCACAGTGCAGGCCTCACCC
ATGGCGACCCCGGAGAAGTGGATGAGCATGTCCTCTCCGATCATCACCTCCTCGATCAGC
TTGCATTGACCGAGCTTCACCAGCTCCGGGTGCTCGAAGGTGGAGGTGATCTCCCCGCCT
GTGACCAGAGCGAGGCGCTCCACGCCAGCAAAGTCGGCGTGCTCGATGGCCATGACGCCG
GCCTGAGCAAACAGCTGCTCCGGGTAGTTGTAGATCAGCTGCCTGTTGATGAAGCAGTTG
ATGCCGTGCTTCAGGATGCGCTCCACCTTCTCCTTCATCTTCTCCTTCTCGGCGAGCTCG
ATCTCCGCCACCTTTGCCGTGGAGTCGACGCGAACTCTGGAGCCGAAGATCTTGATCTTG
TCGGTGTCCATGCCCGTGTTTGCGATCAGGATCTTGGCGTTTTCCAGCCTTTTTGGTTGG
TTCACGCCAATCTTCTTGTCCAACAGAAAACCTTCATCCAGGTAGGAGTCAGTGAGGCTG
CCGCCCAGCTTCTTGATGACGTGGATGGCCTCCAGGTTCCCAGAGCCCTTCAGCCTCATG
ACGGCGTCCACGGCCAGCTGGGAGAAGTGGGCTTTGTGGTGGGTCAGGAGCTTGGAGGAC
AGTGTGGTGCGGGCGATGTTCAGCAGGTCCTCCTGGAAACGAGCCGGGTCGTTGCTGTGA
TCGGCCGCCGCCTCCCTCAGAGCCTCTCTGGCCGTCTGCGTCGCCTTCCTCCACCCGGAG
ATGATGGTCTGTGGGTGGATCTTCTTGGCGATCAGAAGCTCCGCCTCCCGCAGCAGCTCT
GCGGCGAGCACGGTCACTGAGGTGGTCCCATCGCCGACCTCGTCGTCCTGGACTTTGGAC
ATGTCGACCAGAACTTTGGCGGCTGGATTGTCGACCCCGATGGCCTTCAGGATGGTGGCT
CCGTCGTTGGTGACCGTCACCGTCCCACTTTTCCCTCCACTCAGCAAGATCTTATCCATC
CCCTTCGGTCCTAGAGTGCTCTTCACCAGATCTCCAATGGCGATCGCTCCCACGAACGAC
GACAGTCGAGCCGTTTCGGCTTTTTCCTCATCTGCTCCAGATCTGAAGATGTTGACCGGG



GCCATCGACAGGGACGCCATGATGCTTTTGAAACCGGGCTGGGGCCGTGCATGCGCACTA
GAGAAAGCC
>CL96Contig1
CCCCCCCCCCCCCCCCCAAACTAACAATCCGGAGATGAGATTGGACGCAGCTCCTCCAGG
GGCGCCAACACTACGTTGCCTTTGATACAGTATACATAGAAATGCACGGCTGGGGTCACA
GCGAACACAGAACGTTGGCAAACGAGAGAACCACAGAGGAAATGTTCATCGCAGAAACCG
GGTCAGTTCAGCACGATCGCCTGTGTGCAAAGCGTGGTCAGCTGAGCACTAACGCTCCGT
GCGTGGAGACAAACGAAGCCGTGGAAATGAAAAGGTCAATCGGCTACGAGCGGAGAGCCC
CCCAGCGGACAGAAGGGTTGGGCCAAAGAGGAGAAGAACTCCGCCGACGCTCGAGCAGGC
AGGACTCTCGTCTGCTTTCGGGCTTTGGGCAGTCAAACATAGGCTGTGTGGTACACTGAT
CCTTTCACAGTACGTTGGGTCGTCTTCAATGAGGAACTATCCAAACGGGATTGAGAACGG
GAGGCTCGTCACACAGCAGGTGCACTGACGAACAAGCTGTCTCCAACAGGTTCTCTGCAA
ATGGGAATCTGAGCTGTTGTGTGTGTGTGTGGGTGTGTGTGTCAACTGGAGGGGATTTCA
CCAATTCACATACAACTGATGCCGGGTATGGGTACCGCTGTACTCTAAAGTGTACCGCCA
CGCCCCCTTTGTGTTTTCCAAAAGATGTTTCCACCCATTCATCCTGGAGATGGACTGGAA
GCCTGAAACGCGTCAACCCTCTAATGCCCACATGCCTGCAGGTCACCTGGCATCTACCGG
CTGGTGGATATCAAAAGGTTAAGGCTGTCCCCACCCCCAATTCAACCGCTGAAGGGGCTG
TATGGGGGGAATTGATGTGGACAAACATTCAGTACTTTGACAGTTTGCTTCTATAAAAAC
TCTTTCAGATTCAGATCCTTTTGACAGATTTTCCTACAGACATTGCCAGTTCTACCTGCT
GTCATAGGCAGAATTTCAGGTAGAACCATTTCAGGTGACACACAGGTGGAAACATCTTTT
GAGAACTTCTGGCGGAGCAGGAAAAGAACAAAAGTCGGCCGTTTCTCCCCACGTGTGAAC
GAGCAAAGGGTAACTGGAGTGTTGATTTCCTGCACGTCACCTCCACACTTCCAGAGTATT
CTTTTTAGCGTCTAGTCCTTCTTGTCCTCCTCTTTCTTCTCCTCCTCTTCCGTGGGATAG
GAGTGCCATGTGAGGCGCTCCTCGTAGAAGGAGATCACCACTTGGGGACACTTCACGTTG
GCCTCCTTGGCCGGAACAAGGTCGGCCTCGTCTGAGTTTTTCCATTTCATGAGGAACATG
AGTTCTCCGCTGGAGTCCGTGGCTCCGATGATCCTCTCAGGCTGCAGTCCTCGGCCAAAC
CCTCTCGCTTTCTCACCCTCCTCCTTCTTCCTCTTGCTTCCCCGCTCCTCTGCCTCGCCG
CTGCCCTCGCTGGCCGCTTTTCTTTTGCCCTCTTTCTTTTTCTCTTCCTTCTCTTTGTGT
TTCTGCATGTACTCTGCAATGAGGTCAGGACAGTCCAGGTTCTCCTCTGGCTCCCATGTG
TTGTCCTCTTCAGAAAAACCTTTCCACTTCAGCAGAAACTCCACTTTTCCTTTCACCACC
CGGCGGTCCAGAACCTTTTCCACCACATATTCCTCCTCTTCCTCCTCCTCTGCTGGTGGA
GCTGCAGCCGCAGCTTCGGCCACCGGTGCATCCGCTGCAGGTGGCGCCGGCGCCGGCGGT
GGCTGCACCTGCTGCTCCTCCTCCTCCTCCACCTTCTTGCCCTTCTTTGCTGCTACGGCC
GCCAGTTTGCTGTCTTCAGAGGACACTCCACGGAGAAACTCAGCGAGCTAACAGCAGCAG
GCCCGACCGTCTGTCGACGTACAGCAGCAGGCTGGGGGGGCCGACCGAGCGGAGGCAGCG
GGAAGCAGGACTCTGGGGGCTCAGCGGCGGGAGTCACGGCGGCTCTTCCCTGCAGATGGG
CCACACAAAAGCCTCGATCACGGCGCTAGCAAGCACAACCTGCCTCGCTCTGCCCGCCAA
CAGCACCACCGGAAGTTGCGTCACAACACGACCCGACAAGGATGTTTCTACAAAATAAAA
AAAACCCCCGGCCATAAGGCCCGGG
>CL96Contig2
TTCGGCACGAGGGTGACCGCGTGGTTGAATAAGTCGTCACCGAGGTCATTTTCTAGGCTT
TACAAGTGCTGACAACACCTGGGAGCCGGAGGAGAACCTGGACTGTCCTGAGCTGATTTC
TGCATTTTTGGAATCACAAAAGAATATTAAGGAGAAGCCTGCTGCTGTTAAAAGGAAAGC
CTCCACAGATGAGCCAGAGACAGAGCCCAAGAAGAAAGACATGGCTGAGAAACCACGTGG
CTTTGCCAGAAACCTGGAGCCAGAGCGAATTATTGGAGCAACTGACAGTAGCGGGGAGTT
AATGTTTCTGATGAAATGGAAAGACTCCGACGAAGCGGATTTGGTCCCGGCCCGTGAAGC
CAACACTCGCTGCCCTCAGGTAGTCATATCCTTCTATGAGGAGCGACTGACGTGGCATTC
CTGTCCAGAAGATGAAGCTCAGTAACTGTTGTAGTTTGTGCTGTTCTTTGCATTACCTCT
GCTCCTTTCTCAGGACGTTCTGTGCTCCTGTTTCCTGCCTTATCCTTCTAGTTACATGAA
TTACATAGATTTTTTTTTTTTTTACGCTTGTGTGGTTTTCAATGAGCTTTAAGGTTGTAT
ATACTGGTTCAAAGCTTTTTGAGCTGTCAAAGGTTTTGCAATGTATGATCATTGAAGTCT
TCCAAAGTATCTCATATTAAGGACCACTAAGTGTCATACATGTCATAACAACTCTAATTG
TTAACAGTTTTAGTGCCTGCACTCATTCTTCCTGTTTGCCTGCTTTTTTCCCCAAAAACA
TTTTGTCAACAGTCTGTAAATGTTGTTTCAATTGTAAAAAAG
>CL96Contig3
GTAAAAAAAAAAAAAATCTATGTAATTCATGTAACTAGAAGGATAAGGCAGGAAACAGGA
GCACAGAACGTCCTGAGAAAGGAGCAGAGGTAATGCAAAGAACAGCACAAACTACAACAG
TTACTGAGCTTCATCTTCTGGACAGGAATGCCACGTCAGTCGCTCCTCATAGAAGGATAT
GACTACCTGAGGGCAGCGAGTGTTGGCTTCACGGGCCGGGACCAAATCCGCTTCGTCGGA
GTCTTTCCATTTCATCAGAAACATTAACTCCCCGCTACTGTCAGTTGCTCCAATAATTCG
CTCTGGCTCCAGGTTTCTGGCAAAGCCACGTGGTTTCTCAGCCATGTCTTTCTTCTTGGG
CTCTGTCTCTGGCTCATCTGTGGAGGCTTTCCTTTTAACAGCAGCAGGCTTCTCCTTAAT
ATTCTTTTGTGATTCCAAAAATGCAGAAATCAGCTCAGGACAGTCCAGGTTCTCCTCCGG
CTCCCAGGTGTTGTCAGCATCTGTAAATCCTTTCCACTTCAAGTAGAACTCTACTTTCCC



ATTGACGAGACGCTGGTCGAGTACTTTTTCCACAACAAATTCTTCTGGCTCTTCCTGCGT
GTCCTGTGAGTCCTTCTTACTCTTTGTATTCTGCTTCTTGCCCATTCTGGCCTCTTGTAA
AGCCTAGAAAATGACCTCGGTGACGACTTATTCAACCACGCGGTCACTGCCTGTCTTTAT
GTACAGATGAAGAAAGGAGGGTGCGCGCCAAACGCAAAAGGCGAGTTGGCTACCCCCGGC
CATA
>CL97Contig1
TTGGAAATTATATTTTTACCTTAAGCACTAAGACTATTCCTTATTGCAAGTTTATATTTG
CATAATTATAAATAAATTAATTTGAATTTTAACTCTTTATCTTGACATAATGAGGTATTC
GAACGTTTAGAAAAGGTTTTTTTGAAAGTATTTGGTTCCGCCCTCCCCGTCCGTGGAGCC
TTCCAGAAGTACCGGCAGACTCGTGCTCAGCCACGCTCCAGCTAAAACATCGGATAAACT
AATCATACAGTAGTTAAACTCTCGTGGAGTATTTTCTACCCAAGTCAAGATGTCCACATT
AGGGACACTGGCGTTTGATGAGTATGGGAGGCCTTTCATCATCATTAAAGACCAGGACAA
GAAGACTCGGTTAACGGGCATTGACGCATTGAAGTCTCACATCATGGCAGCCAAGGCGGT
CGCTGGAACGCTCAGGACATCTCTGGGTCCTAATGGTCTTGACAAAATGATGGTTGACAG
GGATGGGGAAGTAACTGTCACCAACGATGGAGCCACTATCCTCAGTATGATGGATGTTGA
CCACCAGATTGCTAAACTTATGGTAGAGCTGTCCAAGTCTCAAGATGATGAGATCGGCGA
TGGGACTACTGGAGTAGTAGTGCTGGCTGGAGCATTGCTGGAGGAGGCTGAGCTGCTGCT
GGATCGTGGGATCCACCCCATCAGGATCTCAGATGGTTATGACCAGGCTGCACGGATCGC
CATAGAGAAGCTGGACAAAATTGCAGAAACCTTCCCCTGTGATCCAAACAACTTGGAACC
ACTCATTCAAACTGCCATGACAACACTGGGATCCAAAGTTATCAACCGGTGTCACAGACA
GATGGCAGAGATCGCTGTAAACGCCATCCTCACTGTGGCTGACATGCAGAGGAAGGATGT
CGACTTCGAACTCATTAAGGTGGAGGGCAAAGTGGGAGGGAAGCTGGAGGACACACAGCT
CATCAAGGGAGTTATTGTTGACAAGGAGTTCAGCCACCCCCAGATGCCCAAGGAACTGAA
AGATGTCAAAATTGCCATCCTAACCTGCCCCTTTGAGCCACCTAAACCCAAGACCAAGCA
TAAGCTGGATGTGACCTCTGTGGAGGACTACAAAGCCCTGCAGAAATATGAAAAAGAGAA
GTTTGAGGAGATGATCCAGCAGGTCAAAAGCAACGGTGCCAACTTGGCCATCTGTCAGTG
GGGCTTTGACGACGAGGCGAACCACCTTCTGCTGCAGAATGAGCTGCCTGCTGTGCGCTG
GGTTGGAGGACCTGAGATCGAGTTGATCGCCATCGCCACAGGAGGTCGCATTGTGCCGCG
GTTCAGTGAGCTGACGCCCGAGAAGCTGGGCACAGCTGGTTTAGTGAAGGAGCTCTCCTT
CGGCACCACCAAGGATCACATGTTGGTTATTCAGGAGTGCAAAAACACCAGGGCTGTAAC
CATTTTCATCCGTGGGGGCAACAAGATGATCATTGAGGAGGCCAAGCGCGCGCTCCACGA
TGCTTTGTGTGTAATTCGCAATTTGATCCGAGACAACCGTGTTGTTTATGGGGGTGGAGC
CTCAGAGATCGCATGTGCCCTGGCGGTAAATCGGGCTGCAGATAAGTGCCCATCATTGGA
GCAGTATGCCATGCGGTCGTTTGCCGATGCTTTAGAAGTCATCCCAATGGCTTTGGCTGA
AAACAGCGGACTGAACCCCATCCAGACCATGGCAGAGGTCCGAGCCAGACAAGTCAAAGA
CAACAACCCTTTCCTTGGCATTGACTGTTTACACAAAAACACCAACGACATGAAGCAGCA
ACACGTGATCGAGACTCTGATCGCCAAAAAGCAGCAGATCTCCCTGGCTACCCAGGTGGT
CAGGATGATCCTGAAGATCGATGACATCCGGAGCCCTGGAGAGACCGAGGAATGAAGTCG
ACACTTGATGTTCTGAAACGCTCGAGGTCTTTGGCACTTCCTCAAGCTTCATGTTCAAAC
CGCACCGCACATTCGTATTTATCATTTGGTACTTGTTCCAGCTGTTGTAGTATCAAAGTC
AACAATAAAATGTTGATCTAATCGAATTTCAGGAGTCTTCAACTGTGCTTTAAATAAAAT
AAACTCTCTTGTCAAAAAAAAAA
>CL98Contig1
TGGTCTTCTGTCGCTCTTTATTCTGAACTGAAACGCTGTTGGAGGGGGGGAGGGCCTCCT
GTGGGTCACGCCTCCAGTTCAAAGTCAAAGTACTGAGGGTCAAAGTAATGAATCCGGACG
TAGCCGTCTTCTCCTCCACTGCTGTAGCTTTTGCCATCAGGATGGAAAGCTACGCAGTTG
ATTGGACCAAAGTGACCTTTGACCCTGCCAAACTCCTCTTCATAGGCTGCATGGAAGAAC
CTGGCCTCAAACTTGCCGATCCTGGTGGAGGTGGTGGTAACGTCCATGGCTTCCTGTCCT
CCTCCCATCACAACGTGGTCTTTGATGGGGGAGATGGCAGCAGAGTTGACCGGCCTCTCT
GTCCTGAAGGTTTTGATGTTTTCTAGAGAGGTGGAGTCAAACAGTTTGGCAGAGTTATCC
TTGGAGGCGGTGATGACCATGGTCAGATCCACCGAGGACTGGATGTCATTGATCTGTTTG
GTGTGCTCCTTGACCTTCTTCAGGGCCTCTCCAGACTTAGCGCTGAACTGGCTGATCTCG
CCGTTCTCATGGCCAGCGATGACAAATTCGCCCAGCGGCCCCCACACCGCGCTGGTTATC
TTCGATTCGTTGCAGGGTACGGACAAGTACGGGTTGTTGTCCTCTATCTGCTGTGGGTCC
CTCAGGTCAAAGAAGTTCAGGTAGCACTGGTAACCCATCTGCTTGTCAGTAGAGAACATG
ATGATGTTCCCGCTGAAGTCGAACCCACATGTCCTGACGGCAGAGCTGGTGTTGAGCAGC
GCCAGCTGTTTACCGGTCTCGCAGTCCCACAGCCGGCAGCTGTTGTCTGCTGATCCTGTT
AGAACGTTCTTCGTGTCCCAGTCGCAGTCCACGCACCATACCGCCCCCGTGTGTCCGTTG
TACGTGCCGAGCCTCTCGCCGTTTACGGAGTACCACGCATTTGCAACCGTGTCTTTAGCT
ACAGAGAAGAGCAGGTCGCCCTCTCTGTTGTACTTGATTTGAGTGATGGACCTCTCGTGG
CCCTGCAGCAGGATGGGTTTCATTTCTGTCAGCCACACGGCCCCAGTAAGTCCGACAAGA
GGTACTTAGCTTCAGACGAAAAGAGGAAAGGGGGACTCTCGTGTTTTCAGGCGCCCTGGA
ATTGCACCGGAAAAGGAATCCCCGGCCATAAGGCCCGGGTTTA
>CL99Contig1



TTTTTTTTTTTTTTTTTTTTTTTTCAAAACACCCAAACCTTTATTGGGAGCGTGTTCAAA
GCAATGTGGCGTGCAGCCTTCACACAAACAGCAACAAAACCTCCACCGACCACGGCGGGC
GGCGGATCTTCAAGTTCATGTGAACCTGGAATAACAGCATTGAACAGCTTCGTTTGATAG
AAATCAACTTTAATCCATCCTCTCACAAATAGAAACCAAAGTCCAAAACCCAAAAAGATT
CACCAAATGAAGGTTTTCTTCTGCAGAAATCAAAGCTGTGATGTCTGCAGAGGAACAGTT
TTTGTGCTTCCAGTAAAGCCGCCGTCGCTTCACTTCCTGGGAAATCTCGCGTGCTCAGTA
ACAAACTGGCAGGACCCTGCTGGACCAAGCAGAGGCTCTTCAGACAGGAGGACAGACTTT
CTGCAGAGCGTCTGACCCCGCCCCCTCCAGACCTAGACCAGCTTCTTGGCCTCAAAGAAG
CTCTTCAGGTGTCTCATCTGCCAGATGCCGATGGCCACCAGGATGAGGGTCTGGACGATG
GACCACCACAGGACGCGCTGGTTGGTGCTCTCGCTGGTCTGGCGGAAACGCTCCTCGCGG
TACCTCTGGTAGTTCTGCTCCTTCTGGATCTGGTCCACCTGCTCCACCAGCTGCCGGACC
CTCAGCTGCAGCTCCGTCAGCTTGTCCTTGGCGGCGATCTCGGCGTAGTTGTTTGCGTGT
TCGCCCACCTGGATGTCCAGGTGAACTCTCAGCGTTCCTCCCACAAACAGGGAGAACTTG
GAGGAGTTGGAGTGCAGGCAGATCTGGTGCTCTCCGGGCGTGTGCGACGTGAAGGTGAAG
CGTCCCTCCGAGCCGTACTGCCGAGACAGGATCACCTTCTCGTCAGGATCCTTGACCTCC
ACAAACATGCCCAGACCCGGGCTGGCCGGCAGGTACTCCTCCTTCTGCTTGTCGTACAGC
TGCGTGCGGTAGTTTCCGATGATCATGGTCTCGTCCGGGATCTCCTCGATGAAACATTTC
TTCTCGAGCTCTCCGATGTGGAAGTAGAGCGCGGGCGCGCGGCTGCAGAAGAGCGCGAGC
AGCAGGAGCGCCAACACGCACGGCTGCATGCTGATCCGGACCGAACCGTCTTCCAGCCGG
AACCACCGAGCTCAGACGGAGTCTGCGCGTCCGCAGCAGTGCCACCCCCGGCCATAAGGC
CCGGGTTAAACGGCG
>CL99Contig2
GGCCTACTGGGCAGACTCCGTCTGAGCTCGGTGGTTCCGGCTGGAAGACGGTTCGGTCCG
GATCAGCATGCAGCCGTGCGTGTTGGCCCTCCTGCTGCTCGCGCTCTTCTGCAGCCGCGC
GCCCGCGCTCTACTTCCACATCGGAGAGCTCGAGAAGAAATGTTTCATCGAGGAGATCCC
GGACGAGACCATGATCATCGGAAACTACCGCACGCAGCTGTACGACAAGCAGAAGGAGGA
GTACCTGCCGGCCAGCCCGGGTCTGGGCATGTTTGTGGAGGTCAAGGATCCTGACGAGAA
GGTGATCCTGTCTCGGCAGTACGGCTCGGAGGGACGCTTCACCTTCACGTCGCACACGCC
CGGAGAGCACCAGATCTGCCTGCACTCCAACTCCTCCAAGTTCTCCCTGTTTGTGGGAGG
AACGCTGAGAGTTCACCTGGACATCCAGGTGGGCGAACACGCAAACAACTACGCCGAGAT
CGCCGCCAAGGACAAGCTGACGGAGCTGCAGCTGAGGGTCCGGCAGCTGGTGGAGCAGGT
GGACCAGATCCAGAAGGAGCAGAACTACCAGAGGTACCGCGAGGAGCGTTTCCGCCAGAC
CAGCGAGAGCACCAACCAGCGCGTCCTGTGGTGGTCCATCGTCCAGACCCTCATCCTGGT
GGCCATCGGCATCTGGCAGATGAGACACCTGAAGAGCTTCTTTGAGGCCAAGAAGCTGGT
CTAGGGTCCTGCCAGTTTGTTACTGAGCACGCGAGATTTCCCAGGAAGTGAAGCGACGGC
GGCTTTACTGGAAGCACAAAAACTGTTCCTCTGCAGACATCACAGCTTTGATTTCTGCAG
AAGAAAACCTTCATTTGGTGAATCTTTTTGGGTTTTGGACTTTGGTTTCTATTTGTGAGA
GGATGGATTAAAGTTGATTTCTATCAAACGAAGCTGTTCAATGCTGTTATTCCAGGTTCA
CATGAACTTGAAGATCCGCCGCCCGCCGTGGTCGGTGGAGGTTTTGTTGCTGTTTGTGTG
AAGGCTGC
>CL100Contig1
TTTTTTTTTNCCCNTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTCC
ACTCCAGACTACTTTATTTCAGATGTTGAGGTCATGTCCAGATGGATTAAATTATAGAAA
AAGTCCCAAATCCCTTAGTGATGCATGGGTTTACTGGTCCTTCAACTCCTTCAGCCTCCT
GATTGCAGACTTGACTGTGACAGCAGACGTGGTGTTGTATGTCCAGGCACCCCCAGCCAC
CGTCTTCTTGCAGGACCCACAGTGCCAGATACCAACGGCCCTTCTCTTCATCTTAGTCTT
GCCACAGAAGGAGCAGGTGTACTTCGCATGCTGGGAAATTTCAATTTTCTTGACCATCTT
CCTCAGCGACGCGCCGTAACGTGTCCCATATTTACCGACGATCCCCACCTTCTTGGTGCG
CTTGGCCATCGTTTCAGTGGAGCCTCGTGCCGAATTCGGCACGAGG
>CL101Contig1
CACCAACTCAAAGCTTTATTGCAAACCATTGACGTACAACAAGAGTGTCAGGAAACCAGA
GACTGTGGGCTCAGGAGGTGTCCATGGTTTGGACCGTCTCTTCTAGCAGCTCCAGGTCAA
GAGGGTTCACCACCTTGCTCAGCACGGCCGTGGTTCCTCTTTTGTATCTGTAGTCACCGG
TTCTGACACCCTTCTTGTTGGCCTCGTCATGGGGCCGGATGTAGTCCACGTTGCCCTTGG
TGATGACACACAGGTCGATGTTGCTGCCGGAGCCCAGGTCGTTGAAGATCCCAGCAGCAA
TAGCATCACGGACCAGCTGCTTGGCTTCCTCCTCCTCCATGCCCGTCTTGTAACGATCTT
CAAACACGGCCATGGCAGCCAGGGAGCCGGAGCCCATGGTGACATAAGGAAGCTTATCAG
TGGAGCCGTGAGGGTAGATACTGTAGAGATGAGGTCCGTTACAGTCCACTCCACCCAGGA
CCAGAGCGGCACCAATGTAACCCTGATACCTGAAGAGCATCTGCTTGAGCATGCGGTTGG
CTGTGGCCACGCGAGGCTGCCTGCCGGTGGACAGGGCGTGCAGCTCCAGGTTGGAGGAGA
TGATCTGCGTGGTCATCTCGGTGTCGGCGGCCGTTCCCGCCCCACAACAATAAATGTTGG
GGGAGATGTAGTGGATTTTAGAGCAGTTCTTGTCAGCTACAACCATACCCTCAGTGGCTC
GAGTGTCCGCTCCAAGGACAATGCCATCCTTGAACACAACACCACAAATGGTCGTTCCTG
TTTTTCTTGCCGTTGGCACGCTAAAGCCCACTTTGTTTGCTTCACTTTCCAAAATAGAAT



TTCTCTTGCAGTTTTCGAAACTGAAACCGCCGAGAGGAGCCCGTCTCACTGCCAGTGTCG
CCATCTTTGTGGATGAAGAGCCTCGTTCCGTAGGCCAA
>CL102Contig1
GCTGCCCGTGTGCGTTCAGCCTCCTCCTCTTCCTCATCTTCCTCCTCCTTCCTCCTCTTC
TTCGTCCTGGTCTTCAGCACTGCTCCCCACTGGACAGCTCCTGCTTGGACACCGCTAACA
CTGCATGGTCCCCTTCTGTCTTTTCATGGAAGTAAAACCCATTTATGTTGCAAGAAAAAC
TGGGAGTTTACAACTTCGCGCACAGCCGGATTCTGCGGATACCTCGTTCCGAGACTTGTG
GCGAGCTGCGTGCAGATCCCACATTCACTGTTAACGGCGACTGACGAGCTGTGTACACGC
AGACTTCATCTCCAGACATTTGGTCCAAAGGACCTCTGCCAAATCCAGAGACATGGCAAC
GAACGGCACCAAAACGGACGGACAAGTCACAGAACTCAACGAGGTGGCCACCAGTAATGA
CAAGCCCAAGTCACTGGATGTCAAACCTAAAAAGGAGTTGCCTGTCAGGGAAATGTGGGG
TGGAAAATTTGACTTCCTCCTGTCTTGCGTGGGTTATGCAATTGGACTGGGGAACGTGTG
GAGATTTCCCTATCTCTGTGGGAAAAACGGTGGAGGAGCCTTTTTGATCCCCTATTTTTT
GACCCTCATATTTGCTGGGATGCCCTTGTTCCTACTGGAATGCGCTCTTGGCCAGTACAC
CTCAATTGGAGGGCTTGGTGTGTGGAAACTGGCTCCTGTATTCAAAGGTGTGGGCCTTGC
AGCAGCTGTTCTATCCTTCTGGCTCAACATTTACTACATTGTAATCATTGCTTGGGCCAT
TTACTATCTGTACAACTCATTCAGCGCTAACCTGCCGTGGAGCTCATGTGACAACTCATG
GAACACAGAGAAGTGTTACACAAACTACACCATTTTAGACACCACCAATCTCACCAGTGC
TGTGGTGGAGTTCTGGGAGCGCAACATGCATCAAATGACTGACGGCCTAGAAAAACCAGG
CCAGCTTCGGGTGCCCCTGGCAATAACACTGGCCATAGCCTGGGTCCTTGTGTACTTTTG
TATCTGGAAAGGAGTTAGCTGGACAGGAAAGGTCGTTTACTTCTCAGCCACCTATCCCTA
CTTCATGCTGTTCATCCTCTTCATCCGTGGGGTGACTCTACCTGGAGCTAAAGAGGGAAT
TCTGTTTTATATTACCCCAGACTTTGAAAAACTGAAAGAATCTGAGGTATGGCTGGATGC
AGCTACCCAGATCTTTTTCTCCTATGGATTGGGACTGGGGTCACTTATAGCTCTGGGCAG
CTACAATACTTTCAATAACAATGTCTATAGAGACTCTATCATTGTGTGCTGCATCAACTC
TTGCACCAGCATGTTTGCTGGGTTTGTGATCTTTTCCATCGTCGGCTTCATGTCCCATGT
AACAAAGAAAAGCATAGCCGACGTAGCAGCTTCAGGTCCCGGCTTGGCTTTTCTTGCTTA
CCCAGAGGCAGTAACCCAGTTGCCTGTATCTCCTCTCTGGGCCATTTTGTTCTTCTCCAT
GCTGCTCATGCTGGGGATAGACAGCCAGTTCTGCACTGTTGAAGGCTTCATCACTGCCCT
CGTCGATGAGTTCCCCAGAGTTCTCCGAGGCAGACGAGAAATCTTCATTGCAGTTGTGTG
CCTGGTGTCATATGTGATTGGACTCTCAAACATCACACAGGGTGGAATCTACGTGTTCAA
ACTCTTTGATTACTACTCTGCCAGTGGCATGTGTCTGCTCTTCTTGGTCTTCTTTGAATG
CATCTCCATATCCTGGTTCTATGGTGTGAACAAATTCTACGAGAACATTGAGGAGATGAT
TGGCTACAAACCCTGCGTATGGTGGAAGATGTGCTGGCTCGTCTTCACTCCATTCATTGT
TGCTGGGGTGTTCCTGTTCAGCGCAGTACAAATGGTTCCTCTCACCATGGGAGACTATGT
GTTCCCATCCTGGGGTCAGGGAGTAGGCTGGCTCATGGCACTGTCCTCCATGGTTCTCAT
ACCAGGCTACATGGTTTACATGTATCTTGGGCTCAAGGGCACCTACAAGGAGCGATTTCG
AATAATGTTTCAGCCTCCAGCAGTCGTTAGACGGTGCCAGGAAAATGGACCCGAGCAACA
AGTTGAAACCAACACCGCTACTCTGTCCAGTCCTGCCAATCAGGCTCCCGCCAACCCCAC
CAGCCCAACCAATCCAGCTCCCGCCAACCCCACCAGCCCCGCCAATCCAGCTCCCATAAA
CACAACAAGCCCTGCGGCACCTGCTAACCCAGCTCCCCTACCAGCTATCCCAACTTCTGT
TTCTAGCCCGCCAAATCCAGCCACAAGCCCTACCACCACCACTAACATTGTCACCACCAC
TACGACTACGGCAACCCCAGCTAACCCGACCACCACAACTGTTAGCCCAACCAGCGCAGT
CCCCAACCCAGTGAGCCCAGCAGAGCCTGTGAATCCGCCAAACCAAAAAAGCCTGACATC
TAACTTGAGCAATGCAGAGGCCAATGTGTAGACAACAAGGAAACCCTCATGGAGCATGTA
GACTAAAAAGAACATTCAAAAAGAAAAAAAAAGGACATCCAAGATTTTATTTGATTCACC
TACCTCCAGGGGCAAAAATGCGATCAAAACATGTTTAATTTTTCTGCATTTGTGAGACCA
AGCCAGTGATGTCTTATTGTTGGTTTGCTATCTGAAAAGAGTATCCGATCTGTA
>CL102Contig2
GGTCGTGTCCCTCCGTCCAGAGTCCCCCTCCTTAGCAAACACAGGACGGTTAGCACCGGG
TGTCAGGCATCATGTTTCGAGCCGTTTACCGACTATCGTCTGCGGGAGCTCGGACTCTGG
TTCGGACGCGCCCCCGTTACGCGGCTCCAGTGGCTTCCAGATGTTATTCCCATGGCAAAG
TAGAGACGGATGAGGAGTTTGATGCTCGCTGGGTGACCTATTTCAGTAAGCCTGACATTG
ATGGCTGGGAGCTGAGGAAAGGCATGAACACCTTGATTGGATACGACCTGGTACCTGAAC
CAAAGGTTCTGGATTCGGCGCTGAGGGCCTGCCGGAGGCTGAACGATCTGGCCAGCGCCA
TCCGCATCCTTGAGGCTGTAAAGGATAAAGCCGGTCCTCACAAGGACATCTATCCCTACC
TCATTCAGGAATTACAACCCACTCTGGCAGAACTTGGCATCTCAACACCTGAAGAACTTG
GAATTGACAAGTTATAAACCATCAAGGATCAAGAAAGGGGTTTCCATCATTCTCCCCATT
CTGTCAGTCTGTCTATATTGTTAATTAAACACTTGCAATCTTGTTGTGTACAAAGTGGTG
AAAATAATAAAGAAAACAATATTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL102Contig3
GATACTCTTTTCAGATAGCAAACCAACAATAAGACATCACTGGCTTGGTCTCACAAATGC
AGAAAAATTAAACATGTTTTGATCGCATTTTTGCCCCTGGAGGTAGGTGAATCAAATAAA
ATCTTGGATGTCCTTTTTTTTTNCTTTTTNAAGGTNCTTTTTAGCCTACANGCNCCANGA



GGGTTNCCTTGTTGNCNACACATTGNCCNCTGCATTGCNCAAGTTAAATGNCAGGCTTTT
TTTGGTTTGGCGNATNCACAGGCNCTGCTGGNCTCACTGGGTTGGGNACTGCCCTGGTTG
GNCNAACAGTTGTGGNGGNCGGGTTACCTGGGGTTGCCG
>CL103Contig1
TTTTTTTTTTCCAGCTTAACCTTTTATTGTAAAACCATTCAATGCAGGATTTGTTGAAAC
AAGGACAGGGGGTGGCGTGGGGCTTCATTTCTCCTCTATTTGTCTTTCTCCTTCTGCTCT
TTCTCCTTCTTGTCCTTCTCAGCCTTGGCCTCTTCCGCCTCGTGCCGCTTGATGAGTTCC
TCCACTTCCTTCTGCTTCAGAACCTTGATTGTGGTTTTCCCATCTTCTCGTGTCAAGGTG
GCAATCTCCACTTTCTCTGCAGAGAGTTTGCTGACGTCCATCGTTTTATTGAGGACCTTG
ACGGCCAAGGCCAGAGCAGAGGACAGAGTCATCTCTCCCTCTTTGTAGTCCTGCTTCAAC
ATGGAAACTGCAGCCGCGCTGTTGTTGCCGATGCAGGTTGCCTTCCAGCCTCCGTAGTTT
CCGCTGGGATCGCTCTGATACAGCTGGAAGCCGTAGTGTTTGTCCCAACCCATGTACAAC
AGAGACACACCAAAGGGCCTCTTACCTCCAAACTGTGTGTATGCTTGTTTGATGTCACAC
AGGGCCGTGACCAGCTGCTCGCATGGGATCGGCTCCTGATACTGCAGCAAATACCTCTGT
GCAATCAACCGCAGTTCATTCGTCAGCACGTTGGCGTCTGATGTGATCCCAGCGACACTG
CAAGCCATGTCTTCGTTGAGCTTGTAGATCTTCTCAGAGAAAAAAACCTCATCCAGTAGT
TTGTGGATATTGCGTCTCTCTGCAGCTAACAGGACTCCATCGTTTGCTAAAATTCCCAGA
CACGTTCCAGCGTGGCCAATCGCTTCCATCGCATACTCCACCTGATAAAGGCGCCCTTCA
GGGGAAAATATGGTTGTCCTGGAATCGTATCTGCGTGACATTTTGTCCTGTCACTTGATG
TTTTTCCTGAGAAAATACGCCAACAACAGCAGAAGATCTCTTTCTACAAAGTCCAATTTA
GCTTTGTTTCGCTAAAGCGAAAATCCAAAAGTACTTTCAGTTAGATGTTGCTTCGCCGAC
AGGCAGCACTGAAAACCCAGTAGG
>CL104Contig1
TGGCCATGCCCCTTCCTTCATACCTCGGAACTGTTTGCAGGCGAAGTTCTCCGCTCTCCG
GGGGTCTTCTGGGTCGCTTGAAGGGCTTCAGGACCGGGAAACAAGTCACCTGACACGCCA
CAATGGCGGCTCTGCTCCTCCGGTCGCTTTTAAACAAAAAGACTCCCGTCCAGCTGGGTC
GCATGTGTTACTCCTCCTCTTCCTCAGTGCCCACCACCAAGCTTTTCATCGACGGCAAGT
TTGTCGAGTCCAACTCATCGGAATGGCTGGACGTTCACAACCCGGCCACTAACCAAGTGG
TGGGACGCGTTCCCAAAGCCACTCAGGAGGAGATGCTGGCGGCCGTGGATTCCTGCTCCA
GGAGCTTCCAGTCCTGGTCTGAGACCTCCATCCTCACCCGGCAGCAGGTCTTCTTACGCT
ACCAGCAGCTCATCAAGGATAACATCAAGGAACTGTCGAAAATAATCACCCTGGAGCAGG
GCAAAACGCTGGCCGATGCAGAGGGAGATGTTTTCCGGGGACTGCAGGTGGTGGAGCATG
CGTGCAGCATCACGTCCCTCATGCTGGGTGAAACCTTACCCTCCATCACCAAGGACATGG
ACACCTACACGTACCGCATGCCCATCGGCGTTTGCGCCGGCATCGCCCCCTTCAACTTTC
CCGCCATGATCCCTCTGTGGATGTTTCCAATCGGGATGGTGTGTGGCAACACCTACCTGA
TGAAGCCGTCAGAGCGCGTCCCAGGGTGCACCATGCTTCTGGCCAAGCTGCTGCAGGACG
CCGGGGCACCAGATGGCACGCTCAACATCATCCACGGACAGCATGCAGCCGTGAACTTCA
TCTGCGACCATCCCGCCATCAAAGCCATCAGCTTTGTGGGATCCAACCAGGCAGGAGAGT
ACATCTACGAGCGCGGATCCAAGAACGGGAAGCGAGTCCAGTCCAACATGGGAGCCAAGA
ACCACGGTGTCGTGATGCCCGATGCTAACAAAGAGAACACCATCAACCAGCTGGTGGGGG
CCGCCTTTGGAGCGGCCGGTCAGCGCTGCATGGCTCTCTCCACCGCCATTTTCGTTGGGG
AGAGTCGCGATTGGCTTCCGGAGCTGGTGGAGCGTTCCAAATTGCTGCACGTTAATGCGG
GGGATCAGCCGGGGGCAGATGTGGGTCCCCTCATCTCTCCCGAGGCCAAAGCCCGGGTGG
AACATCTGATTCAGAGTGGCGTCGACGAAGGCGCCAAGCTGTTGCTGGACGGGAGAAACG
TCCGCGTGAAAGGATACGAGAACGGGAACTTCGTGGGACCCACCGTCTTGACCAACGTCT
CGCCGGAGATGACGTGCTACAAGGAGGAGATCTTCGGGCCGGTGCTGATCGTCCTGGAGG
TCGACACGCTGGATGAAGCGATCGCCTTGATCAACAGAAACCCCTACGGCAATGGCACCG
CCATCTTCACCACCAACGGAGCCACGGCGCGCAAATACACCCACGGGGTGGATGTTGGGC
AGATTGGTGTGAACGTCCCCATCCCGGTTCCTCTCCCCATGTTTTCCTTCACCGGTTCCA
GAGGCTCGTTCAGAGGAGACACCAACTTCTACGGCAAACAGGGCATCCAGTTCTACACTC
AGATCAAGACCGTAACCTCGCAGTGGAAGGCCGAGGACGCCACAGTGAGCAGCCCAGCCG
TTACCATGCCAACCATGGGACGCTAAGCTAAAAATGACTTCTTATGTAAGCCTTAAAAAG
AAAAAAAAAAGCCTGAAGAGGGAGAATGGATGTACGTAGGAGACTGTTTGAATCTTTCGT
AGTAGCAGAAACATGGAAGGATGTGGTTGAGTCTTCCATGGAGAACTTGTTTTTCTGTCT
TGATCTAAACCGACCGGGACGACACGGGGAGTCGTCGATGTGTTTTATCCCGTTTTTCAC
TTCATCGTGGAAGCAGAACGTCTTCCACAAGCTTCTACTGAGGTTCAGGAATCTTCATCA
GATTGTTCTGCTGAAGGATGGGATGTCATCTGCTTTTGTTTAAAGGAGGAAAGAAACATG
GGAAGGTTGAAGCCTCAGCGAGACGGTCTGCTGGGTCCTGGAGAAGGGTTTACCTTTCTC
CATGTGTCTGAGGCCTGCTCCACCTTTTGGTTAGGGAATTATCTTCCAAGAAGTCGTTAG
GGTCCTCAAGTGTTCCTGTCGAAGGGTTTTAGGTGGTGTTTTCTCCAATACATTGAACAA
TCTCCAGAAAAGACGGTTCTTTTTTCCCATGGTGGTAAGATCTCTGGAAAGGTTCCCCTT
CCGCTCTGAGGGGTGGGGAATCAGAGCTCCTTCCTGTGAGACGATGCTGTGAGGATTCTT
CAGCTGCTCGCCGTTTAATAAAGATCACAAATTGAGTAAAAAAAAAAAAAAAAAAAAAAA
AAAA



>CL105Contig1
TTCATATTTACTGCTTTCTGTAAACGTCCAAATTTAAATCATAAACTATGAATGTTTGTG
GTTTAGAATTATGAAGACAGACCTGATTGATTTGTGTTTACTCAAATGTTCCCATTTCCG
CTTTTTACGTTTTTTAACAGTCGACATTTTAGAAACGAGCTGGAAAGAGTCAGAAAGTCC
AGTGACAGTTTAGACGATCACGTTATGAAAAACTGCTGTGAGCAGCAAATGTTGACAGGA
GAAATCTGAACGCAAGTCGCATTTGACCCATGGGCCGGACTTTGGACATGTCCCTGTAGA
CAAAATCTCAGAGTTTACATGACAAAGAGGGAAGCGGTGGATATTTTTCCTCCACTGCAT
CTCATCACTGATGAGCAGCATGGAGACCCAACTCTGCTTAGTGATGCCGGACGTGGTTCG
TTTTCCACAGATGCATCAGGATGGAGCATGTTTGGTTTCCTTGTTCCAGTGATTCCATAT
GTTTGTGTCCCGGAGACACGTGTTGCATCGTGTCTCAGGCTTCACTCGTCCACAGCAGCA
GTTCTGAGCTCAGACAACAGATCCGTCACCTTCAGAATCCAATAAAGACTCGGTTCTTTC
TTAGAAACAGAGCAAATACAGCTGAAGGCCACCAGGGGGCAGCACTGTCCCACATTCAGA
GTGGAGCTCCGGAGCGCGTGCCTGGTTCATGTCCGGGTCCTTCCTGCTGGCAGGTGGAGG
TGGTAGAAACGGAGGTGGACGTCTGCCAGCAGAAAAACCCGAACATGCTCCAGAAAACCG
CCATCAAGTCCAAAACAGACGTAAAGGTTTGGTCTCCAAACGGCAGAGTTTAGATTAAAC
CAGCTGATAGACTTCACAGTACTCTGCATGAGCACCAAGCCCATTTTAGTTTTCAAAAGA
CTCGTCTTTGAAACAGCTCAACTTCAGTTTAATAGGAAATGTTTTTCTGCTAGAGGTTAA
AGGTCATTTCAGAGCGATAGCATCCATCACACCAGACCTGCAATGACTGAAAAACCACAG
AAATCAAAGCCAAAAACTGCTTTATAGAAAACGTGGGAAAAGAAGCATGAAGAAGCATCG
TCAGGAATTAAAACAAAGAGACCGTCTCCACATAAAATTTAATACAGAAAAGGACGCAGC
AGGGAGCCTTGACCACGCCTGTGCAGCGGGAACTCCAGCATAAACGTGTGCTGCCACTCA
TGCATCAGTTCACACGCATCTTCAAATGTTTGGGGTCTTTCCCACATGCACGCCTCAGCC
GCCGATGGTCGACCTCCTGACCCCTCGTCCTGCAGCCAGGTTAGAAAACTGAAAGCTGCT
TCATTAAAACACCACTGAACATGGAAACGCCACGTTAGCGAGTGGAACACAGACGCTTGC
AACACCAGGAAAGGCCAAAGGGACAAAGAGCTTCTCTGAAGCCACTTTAAAAAAAAAATA
CCCCGGGTGAGTAGACACAAATTCAACCATAAAAATCGTGAAAAGTTTTCTAATCTACGA
CATTGAACACTGGATGCTGACGTCCTCCTGAGATGGCACAATGTTCAGAGCACTTGGGTT
ATACCGTCTTCTGCTGGCCCTTCTTCCCGATCAGGGACTTGTGGATGTGCGGGATCACAC
CTCCGCCGGCAATGGTGGCCTTAATGAGAGAATCCAGCTCCTCGTCTCCTCTGATGGCGA
GCTGCAAGTGGCGTGGAGTGATTCTCTTCACCTTCAGGTCCTTTGATGCATTTCCTGCCA
GCTCCAGGACCTCTGCGGTCAGGTACTCCAGGATGGCCGCGCTGTACACGGCGGCGGTGG
CCCCCACTCTGCCGTGGCTCGTGGTTCGAGACTTGAGATGTCTGTGGATGCGACCCACCG
GGAACTGGAGTCCCGCTCTCTGCGAGCGCGAAATCGCCTTGGTCTTCGTCTTCCCGGAGT
CCTTCCCAGCCTTACCGCCAGCCATGATGCCAAAGTATCACTTGGATTCAAAAGTACGCG
CTGAAATCGGTATAGCTGCGTCCGGTGATGGCCTTAGAAAACAGCCGTTAGCCAGCGGGG
CTTCTTCTTCTGCT
>CL106Contig1
TTTTTTTTTNGGGGGGTTTTTTTTTTTTTTTTNTTTTTTTTTTTTTTTTTGGATGCTGCA
CATGTTTATTGATTCATATTCAGGATTTTTAAGAACAAGTCATGTGACAGTCTTCAGTCT
AGTAGTACTGCTTCCTCAGGGCGGCCACCACAACATCCAGAAACTTCTGGAAAGCTGCTT
GGACTTCAGGTGTGAAGCTGATACCCAAATTGGAAGCAACCACGATGGTCAGGCAGTCAG
CCAGGAGCTTGAAATTGTCAGGATCCACCTGCAGTTTCTCTGAGTGGAGCACACTCAGAT
CTGTATAAGCCTGCTTGATGTTGTCCATGTTCTGCAAAGCTTTTTCCAAACCCCCAATGA
CAACCTTTCCATGGGCTGCTACCTTTGGGTTGGAGGTGATGGCGGCGGCGTTGTAGAGGT
TCCCAAAGCTGCCGAAGTACCTCTGAGTCCAGGGGTAGACGATCAGACACCTGGAAAGAG
CCGCCTGACCCACGACATCCTTATCTATCTTGGAGAAGATGTCCTGGATTGTGGCACGCT
CGAAGTCTGACCATTTGACCATTTTGGCTCGGGCCTCGTGCCGTTGGATTGATAGATTTC
AGTCAACATGCCGGCATATCACTCCNACCTGATGGAGCCGAACACCAGGATGATCGGAAA
CATGGCCTTGCTCCCCATCAAA
>CL106Contig2
TTTTTTTTTTGGATGCTGCACATGTTTATTGATTCATATTCAGGATTTTTAAGAACAAGT
CATGTGACAGTCTTCAGTCTAGTAGTACTGCTTCCTCAGGGCGGCCACCACAACATCCAG
AAACTTCTGGAAAGCTGCTTGGACTTCAGGTGTGAAGCTGATACCCAAATTGGAAGCAAC
CACGATGGTCAGGCAGTCAGCCAGGAGCTGCAGAGATAAAGTATGGACATCAGTCATCAA
GCAGTAAAAGCAGTCAAAAAGAAATTAGTGGGGAAAAGGTATTCAGCACCACCTTGAAAT
TGTCAGGATCCACCTGCAGTTTCTCTGAGTGGAGCACACTCAGATCTGTATAAGCCTGCT
TGATGTTGTCCATGTTCTGCAAAGCTTTTTCCAAACCCCCAATGACAACCTTTCCATGGG
CTGCTACCTTTGGGTTGGAGGTGATGGCGGCGGCGTTGTAGAGGTTCCCAAAGCTGCCGA
AGTACCTCTGAGTCCAGGGGTAGACGATCAGACACCTGGAAAGAGCCGCCTGACCCACGA
CATCCTTATCTATCTTGGAGAAGATGTCCTGGATTGTGGCACGCTCGAAGTCTGACCATT
TGACCATTTTGGCTCGGGC
>CL106Contig3
TTCGGCACGAGGGACAGCCGGAAGTAGCGTCTCGCTGTGCTGACATTCCACTTGCTGAGC
AGTTGGATTGATAGATTTCAGTCAACATGCCGGCATATCACTCCAACCTGATGGAGCCGA



ACACCAGGATGATCGGAAACATGGCCTTGCTCCCCATCAAAACTCAGTTTAAAGGACCAG
CGAGGGGAGACGGTGTAGAGTCTGATATAATTGATGAGGCTATTTACTACTTCAAGGCCA
ACGTCTTCTTTAAGAACTACGAAATCAAGAATGAGGCCGACAGGACGCTTATCTACGTTA
CATTGTACATTTCTGAGTGCCTGAAGAAGTTACAAAAGTGTAGCTCCAGAGGGCAGGGAG
AGAAGGAGATGTACACCCTGGGCATCACAAACTTCCCTATCCCCGGAGAGCCCGGCTTCC
CTCTCAACGCCATGTACGCCAAACCTGCGAGCAAGACGGATGAAGAGACCATGAGGGCGT
ACCTGCAGCAGATCCGCCAGGAAACTGGTCTGAGGCTATGTGATCGCGTGTTTGACCCCC
AGACTGACAAACCCAGCAAGTGGTGGGTGTGCTTCGTCAAGAGGCAGTTTATGAACAAAA
GTCTGTCAGCTCCTGGACAGTGAACCCCAATGGACCCACGGTGTCGGCTTCACCCTCACA
AAGCAGTTCAATGGATTTCTAGTCAGCAGAGAGGCGCCTGTTTGCTGTTTGCTTCAGATT
TTCTACCATTTTGAACAAAAGTTTTTTTCTTTTTTTTTCCTTCTTCCCTTGTCTGGATGT
TGATTTATTGAGCTGGTCTTTAATGCAATAAAGAAAT
>CL107Contig1
TTTTTGTTTTCAAATGCAATGTCACTTTTATTTAAAAAGTATTCATCTGCATGAAGAGAG
AGAGAGAGATCTGTTGTGTAGATGTTTTATTTCCATGCCACTTTAGTACTACAGAAGAAA
AGCATTGTGGGAAAAGTGTTCATTTCTTGGCTGCCTCCTTCTGGAGCTTCTTCACCTCGT
GCCTGATGATCTTGTTCCTCATCCTCTTGGCCTTCATCACTTTGAAGCGGTCGAAGTCGG
ACATTTTGGCTCTCTTCTGTCTGGCTTCAATCTTCTTGGCCCAGTTGCTCTGCGCCCACT
TCTCGTTGACCTGGGCCTTCTCCCAGGCTTTCCTCACAAACTTCTGCCTGGCGCTGTGGG
GGACTTTGATGACGTAATCTGTGAGCTGCATGCACTTGAAAGGCATGGCTTGCCTCTTAA
CTCCAGTGCAGGGTCCATCCACAAGAGCCCTGTTCTGGTCAATGACGTCTACGATGGCTA
CCAGCTTGCCAGCATGAGGTCCGAATGAGAGGTAGGCGACACGGCCGATCTCAACGAAGC
GAGTGAACACCATGGCGGCGATCTGGGAGCAGACCCCGGCCATAATGCCCGGGTTT
>CL107Contig2
GTTTTATTTCCTGCCCTTTAGTACTACAGAAGAAAGCATTGTGGGAAAAGTGTTCATTTC
TTGGCTGCCTCCTTCTGGAGCTTCTTCACCTCGTGCCTGATGATCTTGTTCCTCTGCAGA
GAAAATCAGAGTTTATGAAAATGTGGGTGAAGAGAACGGCAGCAGTAGTTCTTTGAATGA
CAGCAGATCTACTTCACTTTTCTCAGCTTCTTTACATGACAAAGTAAGTCAAAACCAACA
CTTTGAACCATTTGTGGATGCAGCTCTTGCAGGAATGAAACCTGCATCTCTCATACGTAC
CATCCTCTTGGCCTTCATCACTTTGAAGCGGTCGAAGTCGGACATTTTGGCTCTCTTCTG
TCTGGCTTCAATCTTCTTGGCCCAGTTGCTCTGCGCCCACTTCTCGTTGACCTGGGCCTT
CTCCCAGGCTTTCCTCACAAACTTCTGCCTGGCGCTGTGGGGGACTTTGATGACGTAATC
TGTGAGCTGCATGCACTTGAAAGGCATGGCTTGCCTCTTAACTCCAGTGCAGGGTCCATC
CACAAGAGCCCTGTTCTGGTCAATGACGTCTACGATGGCTACCAGCTTGCCAGCATGAGG
TCCGAATGAGAGGTAGGCGACACGGCCGATCTCAACGAAAGCGAGTGAACACC
>CL108Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTAAGGGTTAGAATGAGTTTATTTACTACACA
CAACCAGAAGAAAACAATTTCAACTTTGATGTTTTACTAATATATCAGATGTATCAGAAT
CAAGACTCTGACTTTTGACTTCAAACATGACTTTTTTGCTGTAGAAGTTAGCTACATAAC
ATTTTAAGTTATTCTGCTGAGCACTTTCACATCCTAGTTAATGCGTGCAGCTGGATTTCA
GGGGGACATTCAGACGTTTATGCCTCCCCTTCGTCATTCTCCGTTTTCTCAGCAGCAGGT
GTGGTAGTTTCACGGTCATCTGGACACAGATCTGTGCTCATGAAATGTAATTCTGGGGAA
AATTTGAGACATTCTGCTTGGTTTTTGAACTTCTCCAACTCCGATGACTCTAGAGTGGTA
TTCCTCGTATAGAGGAAAAGGTAACGTCCCTTTGTTTTTCCATCAGGAAGGAGGGTGGTG
TCTTCAGATAGGAGGCAATCTTCACAAGTTTCATAATATTTCCCATCATGATAAGAAGTG
TGACCATTGATGACAAAGGTGGCGTGGGTGGTAATCCCTGAGACTGTGGCAGTTGCTAAT
CCTTGTAGGCACTTGTCTTCATTTAGGCGGTCAGCCCAGTAGACATTGATGACCTCGGCG
TGTGAGGATGGGTACAGTTCCAACCAGGAGCTTTTCACGGAGCCCAGGTCACTCTTCAGA
TCTGGCTCGTCCCACGTTCCAACGCGAAGCACCCACTTTCCATAGATAGGGCTGTGGCTG
TCCAGCACCAGAGGTTTAACCAGCTCCGTGCAGTTCGGTTCAGATGCTGCACCCAGGGAG
ACGAGAGCCAGCAGAGCGACAACCAGCTGTGCAGCCATGACTCAAGACAGCAGGCAGCCG
GAGAGCAGCTCTAATGTCAGGGACCCCGCCGCCTGCTAAAGCCTCCTCAAAGAAACGGGG
CGGGCTCTGGCAGTGGGCTGAGTCGCTCGCA
>CL109Contig1
GTTTCTGATTCCTTTATTTTCTTTATGTCATTTTTTTAACTGTTGATTTTGGACACCAAA
ACTTTCCAAACAGACACAAAACATGCTACAGGGCGATTCTGCCTGAATTTTATGTATGAA
GTGTATCCTCATCTTGATTAAGAAATAAGAGAATTGAACTTGAGCAAAACAACTAAATTT
GAACTGATTTCCTACTCCGAACCAGAAGGACAGAACCATTTTTGAAATGGCTACTCGTGT
GGAAACTATTAAAGCAGACGATAGCCGGGGAAGCCAGAGCAGCGTTTTTATTCTGTACAG
AAGATGTCAAGTGAAAACATCCAGCTGTGCCGGTCCACCTCCAGGTCACACAACCTCTTA
GGAGTTGGCATTGGGCCCCTTCTTCTTTCCAAAAGTGGGAACTACGTTGACGAAACGCCG
GTTGTACTGAATGCGGCGCTTGGCGCGGCCGGTCTTCTTCTTCTTTTTCTCCTGCTTGTC
CACCTTAGGAGTCTGTCCTCTCACTTTTCCAGCACGAGCCAGAGAGCCGTGCACTTTACC
TCCCAGCAGCCTGCCGGCCACCTCCAGGGTGCAGAATTCTGAGACGCCACACGACACGAG



GGAGGCATCATCCTCCAAAGGACAGCCAGTGAGCATCAGCACCTGATCCTCCACCAGGAT
TCCCTCCAGAGTTTGGACATGAGCCTTGATCTGGCCAACCGTCTCCTCTCCGGTCACCTC
GAGGGTGTGAGTGTTCTGGGCGCGCAGGAAGAGCTGCATCTTCACGCTCGTTTGATGCTC
GTTGATCGGCGATCAGCGGAAAAAGGGCCCGGCCATAATGGCCGGGT
>CL110Contig1
TTTTNTTNTTCATAAGAAAGGACGTTTTATTGTGATAAAAGTCTTCTTGTTTCCATGGTG
ATACCTCCTCTCCTCAACCCATGATGCCGTTCATCCAGCTGATGTAAGCTGACACACGGG
TGAAGACGGTGGGTTTCCTGTAGGCATTGCAGCCAGAGGAAGACACAAAACTGGTCACAC
CATGAACCACCCACTGGCCATTGACACTGCAGTTCAGGGGGCCACCAGAATCACCCTGAC
AGCCAGATTCACTGCCACCTCCAGCACAGACCATGGAGCTCTTCACGGTGCTCCCCCACC
ATCCAGAGCTGGAGCAGGTGTTGTGGTCAACAACAGGCAGGTATGCCTGCTTCAGCTGAG
CAGACAGCTGACCTCCAGTCTGGGTGCGGCCCCATCCACTAATGTAGCAGTTGTTGTTGT
GGGGCAGAACCTGACCAGACGGAGGCAGACTGGCGAGCTGGACGTAGCTGTTGAGGGTGG
CTGGAGTGGAGAGGCGCAGGAGAGCAATGTCGTACCCTGCAGCAACATTATTGGTGTTCC
AGGAGGGGTGGACGTAGACCTGACTGACACTCAAGTACTGCTCTCTGCCCTCATTAGTGT
AGATGTCATGGTCTCCAACAACCACACGCCAAGTCATGGATCTGTCCACACAGTGAGCAG
CAGTCATGACCCATCCTGTCTTGATCAGGCTTCCCCCACAGGTGTGGTAGTAACTACCAC
CAGACAGGTACTGAAGAGAGATCTGCCAAGGCCAGGAGTTTGGTCTGGCCACTTCTCCTC
CAACAACTCTGTCCTGAAGATTGTCATCCCTCAGGTACCTGGGCTCAGGCTGCAACTCAG
CCAGCACCAGGGCTGCAAGAGAAGTCAACAAAAGAAACCTGAGCATGCTTGAGGTTGCTT
AAAATGCTCTGCAGTAGG
>CL111Contig1
TTTTTTTTTTCATTTGGATTGTTTATTATCACAGATGCACAACAGGTACCACTATGCAAG
TGAAAGCAATACTACTGAACAAAAATAAAATAGATGAGGAATGCCAAGTCTGTGGAAAAG
AATAACATTCAATAACTTCAAAACATTTTTCTTATTCAGTATTTCAAAACAAAGCTCTAC
ACCACTGTCAGATACACATGGTAGAAAGAAGCAAAGCACTGTGGATTATTAATTTTTCCT
TAGCAAAAGTACCAGAACACAAGTTTAACGTGAAAGTAAACCATCTACGTCAGACACATG
CCATAGCATTCATCTTTTCACTCCACTTCTATTCTAGATTGATTAAGAATGCAGCTAAGA
AGTACCAATTATCTGGGGCTGTGAAGTTAAAAACCAAAAAACTGACTTATGGGGGGGGGT
TAGTAAGCCGGTCGATATAGCTGATCCAAAAATTCAGTTTCAGAGAAATTGATGCGATTT
AATCAGTCAAAAGCTGGAGGACCCGAGTGTAAACTTTGATGACCTTCTTTGTTTAAATTA
ATAAAACTCCACCTTCAATCTGGCAAAATATACTTAAAACATTGTAGATTGAGAAGCCAG
TACAACTGCAACAAAAACAACTTTAAGGAGCTCTAAATCTTTTGTGAAAACACCAAAAAA
CAAAAAAAACAAAGCAGGCGCTGCTGCAAAAACAAGAACCCAGCTTATTATTTATTCCCT
GAAAACACAAGAAAAGCGCTTGAAATGAACAACTTGGATTCAGACTGCTACAGCACAGGG
TTTACTGTTTTTAATAGGTATACGCCTGGAGTACATATGAATAAACCAATGTGGGGGTGG
GGGTGGCAGATGTAATGAGCTACTCATCATCCGAAGAGTCCCTGTCAAAGTTGTAGGCCA
TGAAGAAAACATCGGGTCTAGGTGGGACGAGGGCATGGCCTGGTTTCACAATCTCAAAGC
CCAGGAAACTGAAGGTACGCACCAGTTTAGCACGATCATCTCTGTTCTTGTAAAAGCATA
CAAACACACTAGCAACTTTCAGATGTTCTTCAGCAAACTCCAGGAGAGAAACGAAACTCT
CCTTGCTGCCTTCAGGAAGAGGGTCAAGAGGAATCTCCACGTAGAGTGCACTACTCTGGA
GGACAGCATCCCATTGTATTGTCTTGGTAACTGTAGGACGACTTTTGAAATGGAGTATTC
CAGGACGCCCATTCCCCGCAGGCTCTTCTGTAACTGTCAACTTACGGTCTGTATAGAGCG
GCCGAGCTGAAGGAGCGTGATCCCGCGTGCCATTCCCTCGCCCACCTGGGATCTTCAGGG
GTGGGAGAGGGGCATCAGGAGCACCACAGAGGCCCTGGGCCGCGGGTACTACTACAGTGC
AGGGACAGATTCTCAATCATGTCACAGATACCACTTTGTAAATTCTCCATGGTGCTGAGT
GTCTGCTGTTTTCCTTCTTTCTCGCGAGCAAAGCAATGACTGTTTAGGATCCGCTGGAGG
TTGGATTTTACCATCCGGCCTCGGAAAGAGACACGAAACCCTGACTGCTCTCTGCTGGTA
GTGCCCCGGCCATAATGCCCGGGTTTA
>CL112Contig1
TTTTTTTTTTGACTGTTTAACATTTTATTTGCTTCAGCCAAACAATAAGAAAGTTTAAAT
AGTTCATTTCAGGAGAGCAGCACCAGCTTCTCGTGCAGGGCAATCTGTGCCTGGGTGAGG
TTGGACAGGTACGTCACCATCAACAGGTCATTGATGTTAGAATTGAGCATGTTCTCAAAG
TCCTCAGGTGGGATGGTCGGCACCTTGTTCACCAGGTCTGTGAGGAACCGGCCAACGCTG
TTATCTGCTGCCACTTTCCCAGACAACACATCGTCAATGTATGCCAGCACCGTAGTCAGC
ATGTCCTGTACCCTGGCTGCAGCTCCACCCACCTGGGACAGGTCAGAGGTCAGACCCTTG
GAGCGACTCGGAGCATCCCGTGTCCTTTGAAGAAGGTCCACGCCTATTCTCTCAGTGTCA
TAATAGATATATTTGACGGTGAGTGGGGTAAACATGACGCCGACGGTCTTTCCTGGCACA
CCCATCTGTGCGCTGAGATAGGCCCGGATGTTCATTTTGCCACTCTGCAATGCCGTGTCC
ACAGTCAGGTGAATGGGGTTGGAGGCTTCACGGCTGTAATACTCATGGATGAGCACAGAA
TGTTCAGTGATGTCAAAGCCTGTGGCATACCATCCGATGATGACCTCTGTGGGCGACACC
CTCTTGTGAAGCTCATACATGTTTTTTGCAAATTCCATGTCAACAGCGACCTCATCTTCT
GACTCATTGTGGGGGACAGAGAAGCAGTTCGTCACCTCAATTGAGTGTTTGTCAACTGTA
CCCAAAAGGGTTCCGATCACACGGCTGGCTCCCTCATTCCTTCGCTCATACGAGTCGCAG



ATAGATGCGAGAACGACGGGATGGATTTTCACCACTGGCCCGTACACCGACATCTTGAAA
AAAGAGGACCGTTTACCGGCTCGAGCGAACACATT
>CL113Contig1
TTTTTTTTTTGGTATAAATATTTTATTTAAAGATATGACACAAATATTAATACTCATTCA
GTGGGAGAATGGTTACTTAAGTCAACTTTTGGGAAGCGGGAATAGTCCCAGGTGGTGATG
GAGAATAAAGTTATTTGCAATATTTTTCTCTATTCCGATCTTTTCCTTCTCCCAACCCCA
AAAGGCATTTCTCTGCTGGACAATGGGATTGTTTGCACCATCAGTTCCATCCTGTTCTTG
ACAAATTTTGAGGCTTTCAGATGAGGAAACTCAAACCTTTTTTGTCTATAGAGCTAAAGA
AGTTCATCATTTCAAATGCTATGTCAGCCTCTCATCTGCTTCTTGTCAAAAAGGTCAACT
GAAGTTGCGCGTTTGTTGTTTTGTTGTGTACCTAGTGGTGGAAAAAGTGGTAGAGTTGGT
CTTGCACGATGCCGGCGTACGTGCTCACAATGTTGGTTGTGTCCGAGTAAAGATTCTTTG
CTTTCTCCTCCAGCTTCAGGCCTTTGATGCTGTCCACATATCCAGAGACTGTGTCGACAG
CATTGCTGTAGTAGGACTTGATGGTGTCTGTGATTTTAGTCAGAGAGCCCTGTTCCTCCT
CAGTCTCTCTGGGGAGTCGGAAGCTTTCAGCACTAAGAGCCAGAAGTGCAACAAGCACAG
AAAGGACCAGCAGCTTATTCATGCTGTTTCTTATAGTTCCTGTTATAGAAATGTCAGTGA
AAGGAGAACAGAGTTGCCCGGCCATAATGCCCGGGT
>CL113Contig2
TTTATTTAAGATATGACACAAATATTAATACTCATTCAGTGGGAGAATGGTTACTTAAGT
CAACTTTTGGGAAGCGGGAATAGTCCCAGGTGGTGATGGAGAATAAAGTTATTTGCAATA
TTTTTCTCTATTCCGATCTTTTCCTTCTCCCAACCCCAAAAGGCATTTCTCTGCTGGACA
ATGGGATTGTTTGCACCATCAGTTCCATCCTGTTCTTGACAAATTTTGAGGCTTTCAGAT
GAGGAAACTCAAACCTTTTTTGTCTATAGAGCTAAAGAAGTTCATCATTTCAAATGCTAT
GTCAGCCTCTCATCTGCTTCTTGTCAAAAAGGTCAACTGAAGTTGCGCGTTTGTTGTTTT
GTTGTGTACCTAGTGGTGGAAAAAGTGGTAGAGTTGGTCTTGCACGATGCCGGCGTACGT
GCTCACAATGTTGGTTGTGTCCGAGTAAAGATTCCTGCAGACACAGACATGACATCAGCT
CTCAACAGAAACTTTTCTTCATGCTGTGTTCATTCCTCTGCTCCTACTTTGCTTTCTCCT
CCAGCTTCAGGCCTTTGATGCTGTCCACATATCCAGAGACTGTGTCGACAGCATTGCTGT
AGTAGGACTTGATGGTGTCTGTGATTTTAGTCAGAGAGCCCTGTTCCTCCTCAGTCTCTC
TGGGGAGTCGGAAGCTTTCAGCACTAAGAGCCAGAAGTGCAACAAGCACAGAAAGGACCA
GCAGCTTATTCATGCTGTTTCTTATAGTTCCCCTCGTGCCGAAATCCTGCCAGCCCGG
>CL114Contig1
GCTTCTTCCGCTTGCTGCACCCCCTGTCTCTGGAAGGTTCTGTGTGCGACCCGGTGAATA
TACTACAATCCGAGTCCATCTGCACCAGAATCGAACCGTTTTATCCACGGGGTCTATAGA
TCCCACTCCAGAGATCCCCGGTAACCGTTTGCATCTTCTATTACGCCAGGATGCCCGAAA
TGAAAGCAGCACCGAGAGCCCCAAGCGGAGGCAAAAACAATGGAGGCACCTATGTGGACC
GCGACAAGCCCGCCCAGATTCGTTTCAGCAACATCTCTGCCGCCAAAGCCGTTGCAGATG
CCGTCAGAACCAGCCTGGGACCCAAAGGAATGGATAAGATGATCCAGGATGAGAAAGGAG
ATGTGACCATCACCAACGATGGAGCCACCATCCTCAAGCAGATGCAGGTGCTCCACCCAT
CTGCCAAAATGCTGGTGGAACTGTCCAAAGCTCAGGACGTTGAGGCCGGAGACGGCACCA
CCTCTGTGGTGATCATTGCTGGAGCTTTGCTGGAGGCCTGCTCCAAACTGCTTCAAAAAG
GAATCCACCCCACCATCATCTCCGAGTCCTTCCAGAAGGCTGTGGACAAAGGCGTGGAGG
TGCTGAACGGAATGAGCCGGCCCGTGGAGCTGAGCGACCGGGAGTCGCTGCTCAACAGCG
CCACCACGTCCCTGTGCTCCAAGGTGGTGTCGCAGTACTCCAGCCTGCTGGCGCCCATGA
GCGTGGACGCCGTCATGCGAGTCATCGACCCGGCCACGGCCACCGGCGTCGACCTGAACA
ACATCAAAATCATCAAAAAGCTGGGAGGAACCATCGACGACTGTGAGCTGGTGGAAGGAC
TGGTTCTGACGCAGAGAGTGGCCAGTACCGGGGTGACCCGCGTGGAGAAGGCGAAGATTG
GTTTGATCCAGTTCTGCCTGTCGCCTCCCAAGACCGATATGGACAACCAGATAGTGGTGT
CGGATTACGCTCAGATGGACCGCGTGCTGCGAGAGGAGCGCTCTTACATCCTGAACCTGG
TGAAGCAGGTCAAGAAGGCCGGCTGCAACGTCCTGCTCATCCAGAAGTCCATCCTCAGAG
ACGCTCTGAGCGACCTGGCACTGCACTTCCTCAACAAGATGAAGATCATGGTGGTGAAGG
ACATCGAGAGGGAAGAGATCGAGTTCATCTGCAAGACTATCGGCACTAAGCCCATCGCTC
ACATCGACCACTTCACTCCAGAAATGCTCGGCACGGCGGAGCTGGCAGAAGAGATCAGCC
TGGACGGTTCTGGCAAACTGGTGAAGATCACAGGCTGCAGCAGCCCCGGGAAGACGGTGA
GCATCGTGGTCCGGGGCTCCAACAAGCTGGTGATCGACGAGGCGGAGCGCTCCATCCACG
ACGCGCTGTGTGTCATCCGCTGTCTGGTCAAGAAGAGGGCTCTGATAGCAGGAGGCGGAG
CTCCAGAGATTGAGCTGGCCGTGCGTCTGACAGAGTACTCGCGCACTCTGGCTGGGATGG
AGGCGTACTGCGTGCGCGCGTATGGTGATGCTCTGGAGGTCATACCCTCCACACTGGCGG
AGAACGCGGGCCTGAACCCCATCTCCACGGTGACGGAACTCCGCAACAAACACGCACAGG
GAGACAAGATGGCCGGCATCAACGTCCGCAAGGGGGGGATTTCAAACATCTTGGAGGAGC
TGGTGGTGCAGCCCGTGCTGGTTTCCATCAGCGCGTTGACTCTGGCCACAGAAACGGTCC
GTAGCATCCTCAAGATCGATGACGTGGTGAACACTCGATAGGTCTGTCCGGTTTCTGAAG
CCCGTTTGTTCTGCGAGGGATCAGAGCATCACGTCGACAGCAGTCTGCTCCGATTTCTGC
TGTAGTTATTGCATTGCCTAATTTAATAAAAGGCTGTGGGGTTTTTTTTGTTGAANAAAA
AAA



>CL114Contig2
GGGCTCTGAGCGACCTGGCACTGCACTTCCTCAACAAGATGAAGATCATGGTGGTGAAGG
ACATCGAGAGGGGAAGAGATCGAGTTCATCTGCAAGACTATCGGCACTAAGCCCATCGCT
CACATCGACCACTTCACTCCAGAAATGCTCGGCACGGCGGAGCTGGCAGAAGAGATCAGC
CTGGACGGTTCTGGCAAACTGGTGAAGATCACAGGCTGCAGCAGCCCCGGGAAGACGGTG
AGCATCGTGGTCCGGGGCTCCAACAAGCTGGTGATCGACGAGGCGGAGCTCCAGAGATTG
AGCTGGCCGTGCGTCTGACAGAGTACTCGCGCACTCTGGCTGGGATGGAGGCGTACTGCG
TGCGCGCGTATGGTGATGCTCTGGAGGTCATACCCTCCACACTGGCGGAGAACGCGGGCC
TGAACCCCATCTCCACGGTGACGGAACTCCGCAACAAACACGCACAGGGAGACAAGATGG
CCGGCATCAACGTCCGCAAGGGGGGGATTTCAAACATCTTGGAGGAGCTGGTGGTGCAGC
CCGTGCTGGTTTCCATCAGCGCGTTGACTCTGGCCACAGAAACGGTCCGTAGCATCCTCA
AGATCGATGACGTGGTGAACACTCGATAGGTCTGTCCGGTTTCTGAAGCCCGTTTGTTCT
GCGAGGGATCAGAGCATCACGTCGACAGCAGTCTGCTCCGATTTCTGCTGTAGTTATTGC
ATTGCCTAATTTAATAAAAGGC
>CL115Contig1
AAGAAAGCTGAAGATGATCCAGAAGTACGGCGCGGTCCTGGCGGTTCTGGTCCTGGTGGT
CCACGTCTCCCTGCTGGTGACCCAGGTTCAGGCCAACAACAACTCCACGAACTCCAGCGC
CGTGTCCACCATGGGCTGGATCCAGCTGCTCCACCCTGCTGCTGACCCCCCTGGCTGTGC
TGGCCCCCCTGCTGTATAGCTGGTTCCAGTAGCTGGACGGGTTCTGTGGTTCTTCTGCGC
TCTGCTGGACCCGCGGTTGTATGTGGACTTGTTC
>CL115Contig2
TTTCTGTCTGGTGGCATTTTTAATGGAATAGAGAATGAGGACGGTCCCAAAGTCACAATG
ACACAAACACAGCTGTGTGTTGAACAAAAGAAAGACATTTATTTGCAGATTTTAAATGGA
AAATCCATCTTGGCCAATCTTCCAGAGATCCCTGTGGACCGTCTGTGGATGTCTGAGCAT
CTAATCCAGCTTGACGAAGCCAGATGTCTTTGGCGTACTGCCTGAAGCACTGGCGGCACA
TGTTCAGCCCAGTATTTACGGATCAAGCCGTGTCTGTTTGAACACACTCGGCAGGAGCGA
GATCCTTGTCCGAATTTTCTAGGGTGACTCCAGTATAGCTGTTGGTGGCCCATCTGG
>CL115Contig3
TTTTTTTTNTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT
TGTTGAACAAAAGAAAGACATTTATTTGCAGCTTTTAAATGGAAAATCCATCTTGGCCAA
TCTTCCAGAGATCCCTGTGGACCGTCTGTGGATGTCTGAGCATCTAATCCAGCTTGACGA
AGCCGATGTCTTTGGCGTACTGCCTGAAGCACTGGCGGCACATGTTCAGCCCGTATTTAC
GGATCAAGCCGTGTCTGTTTGAACACACTCGGCAGGAGCGAGATCCCTGTCCGAATTTTC
TAGGGTGACTCCAGTATAGCTGTTGGTGGCCCATCTTGTTCTCTTAGCGCGAGCGGCAGA
AAGCTGAAGATGATCCAGAAGTACGGCGCGGTCCTGGCGGTTCTGGTCCTGGCGGTCCAC
GTCTCCCTGCTGGTGACCCAGGTTCAGGCCAGCAGCGGCAGCAGCAGCAGCAGCAGTAGC
AGCAGCAGCAGCAGCAACAACAACTCCGCGAACTCCAGCGCCGTGTCCACCATGGGGGGA
TCGAGCTGCTCCACCCTGCTGCTGACGCCCCTGGCTGTGCTGGCCCCCCTGCTGTATAGC
TGGTTCCAGTAGCTGGACGGGTTCTGTGGTTCTTCTGCGCTCTGCTGGACCCGCGGTTGT
ATGTGGACTTGTTCGTGGCTGTGTTTGCTGAGGAACTGGTTCCAACAGGAGCACTACCGG
AGCAGGTCCGGCTCTGTAGACCAGGTCCACGGGACCGACTGGATCTGTAATCACTGGTGT
CTGTGGGGGGATTGGATCTGATCTGTAGGAACTCTGCTGTAGTCTTTTTTTTTTTTTTTA
AAACC
>CL115Contig4
TTTTTTTTTTCTGTCTGCTAGCATTTTTAATGGAATAGAGAATGAGGACGGTCCCAAAGT
CACAAACACAGCTGTGTGTTGAACAAAAGAAAGACATTTATTTGCAGCTTTTAAATGGAA
AATCCATCTTGGCCAATCTTCCAGAGATCCCTGTGGACCGTCTGTGGATGTCTGAGCATC
TAATCCAGCTTGACGAAGCCGATGTCTTTGGCGTACTGCCTGAAGCACTGGCGGCACATG
TTCAGCCCGTATTTACGGATCAAGCCGTGTCTGTTTGAACACACTCGGCAGGAGCGAGAT
CCCTGTCCGAATTTTCTAGGGTGACTCCAGTATATGCTGTTGGTGGCCCATCTCTCTCTC
TCTCCCG
>CL116Contig1
TTTTTTTTTTAATGTGTATTTTAGTTTATTATCTCCACTACATGACACAGCGTGTTTCAA
GAACAATATTAACATCACAAACAGTATTTCAACAAAGCAGTGAATGTTTCTGTGCTGCTG
GTCCCACATGTTGGTCCTTTTATTCATTTATTTTTAACATACATTTCAATAGACTTCCTC
TGATCTTCCTAAGGGGCCAGCAGGGAAAAGCAGGACAGGGGGCAGAGGTGACACATGCAT
CACACAATATTGACACCTTCACATAACAAAACACATCAATTACTGCGTGACTCTGAGAGC
TAATGTTATACAGAAAAGACACAAATGATGGTTTTAGTTCATGTATTAAGGTCCAGAAGG
AACACAAGAAAAGAGTGGGGTGAAAGCCGGTGTGGAGCGGGTTTTTACAGTACCGTGTGA
TCTCTGCTGGGACCGTCTATCAGAAGGATAACCCAGTTCAGATCTTTCACCGTTCTCGTC
GCCATACTGTGCTTTAACTGATGCCTACGTATTAGTTGGTCCCACTGTCAATGTGGATGT
TGGTATGAGCCTATACGGTTTCAAACGGGAAGCGCAACACTAACACTCATGCAGATTTTA
GCCTGCTCGGGGGCTCGCAGGGAGAAGGCACCTGACATGGAGGCAGGCGCATTTTCAAAG
CGGCAAGAAACCAATACTGACCGATGATCTTCATCACATTCTGGAGCCTCTGGCTTCCGC



TTTTCAGCCTCATCAGAGACACAAGCGTAACATTTCAAATTTGCCCCAAAACTGTCACAA
ACTGTTCGAAGAAGGGAAAAAAACTATAAGCCTGTTCCCTTTGAAATTTTAACATCACAT
TCTTTTAAAATACATTTATCTAACAATGTATATAACTCTGATATTAATAGAGAGCGCAGG
CCTGTGGTCGATGTAGGAGTGAGAAGGGACAGAAGAGCAGATTTAAGACTAAGACTAGAC
CACGGCTGAATGTGGTCGTTCTATGTTTAGTAGGCGTGGTTCGCCACATAGAGAGACTGC
GAGGCGGCGCTGCCGGATCCAGATGACGCGTACTTGCCAAGAGCAGCCAGGCCATTCGCC
TCAGCTCGCTTGATGAATTCCTCCGTGGCAGCTTTCTCATTGCTGAGCTCTCCCTTCCAG
GCGCTGAGGGCGGAGGCCTGCAGGGCGCGGCCGTAGGAGAAGGTCAGAGCCCAGGGCTTG
AGCAGCGGGCAGGTGTTGATGGCGTTCAGGTTCACACTGGCCTCCTCTTCAGACTGACCA
CCAGACAAGAATGTAACTCCTGTGACAGCTGGAGGCACGGTGCGGCGCAGGGCAGTGACG
GTAGCCATGGCGATCTCCTGGTTGCTGTACTTGGTGGGACAGGAGTGTCCAGGAGTGACC
ATGTTAGGCTTCAGCAATGTCCCCTCCAGGTACACATGATGGTCTGAAAGAGCCTTGTAG
ACTGCAGCTAGGACCTTCTCTGTGACGTACTGACAACGCTTCAGGTCATGGTCTCCATCA
GGAAGGATCTCAGGCTCCACAATGGGAACAATTCCATTCTGCTGGCAGATGCTAGCGTAT
CGGGCCAGAACATTAGCATTCTCCATGATGGCCAGCTCAGAAGGCGTGGTATCGCTGATC
TTCAGCACAGAACGCCACTTGGCGAAGTCTGCACCGTCTTTCTTGTACTGCGCACAACGC
TCAGAGAGTCCGTCCAGACCCTGAGTTGTGGTCTCTCCGTTTGTTCCAGCAAGGGGGACG
ACACCCTTATCGACCTTGATGCCAACAACGATGCCACGGTCCTTGATAAGCTTGGCGAAG
GGAATGCCATCATCGGTCTTCTGGTAGAGGGTTTCGTGGAAGAAGATGACCCCTCCGATG
CAGCTGTCGATGCGCTGGTCGGCAGTGAAGAGCAGCTGGCGGTAACGGCGCCGGTTCTCC
TCTGTATTCTCAACCCCAATGGGGTTCAAACGCTTTGCCATGCTGCCAGTGGACTCATCT
GCAGCCAGGATGCCCTTTCCTGGAGCTACTATCCTTTGAGCAATCTCCTGCAGCTCTTTC
TTCTGCTCGGTTGTCAGTGCGGGGAACTGGTGAGTCATGGTGGCTGTTAAGAGATGTCGG
AGTGGACACAGAGCAATGTAAGCTGTAGTCGGAGGATGCGAAGTCTCCTGTTTCCCCGGC
CATAATGCCCGGG
>CL117Contig1
GCACGAGGGGCAGGTCATCCTCTTTGACTGAAAGTGTGGTCTTTGCGAAGCCGCTGTCTT
TTAGATTCAGCGAGAGTTTGCCTTTTCAAAACAGCAAACATGGTCCGTGAAGTGGCTGAT
CTTGCAGAATTCAAGAAAATTCTGGAAGACGCTGGAGACAAGCTGGTGGTTGTGGACTTT
ACTGCATCATGGTGTGGGCCCTGCAAACAGATTGCCCCCTTGTACAAGCAAATGTCGGAA
AGCGATGACAACAAGAATGTGGTTTTCCTGAAGGTGGATGTGGACGAGGCTGATGATATC
AGCAGTTTCTGTGAAATTAAATGCATGCCTACATTCCACTTCTACAAGGGGGGCAAAAAG
GTGGATGAGTTCTCTGGTGCCAACGTTGCAACCCTGGAGGAAAAGCTGAAAGCACTGAGA
TAGGAGTAGAAGTCAGACTGACCAGAGCAGAAAATAAAACGCATAACTGATAAAGTCTTC
ACCTCATAACACACCCAAAGAAAGAATTGCAGCTAAGCGTCATGTTTAACTGCTATCAAG
TTTTGTTTTTTTCCCCAATGTTGGCACTAACTTGTCATCTATCCTGAGTTGAACAGTTTG
TGTACTGCATTTACTTCAGTCCAGGTTTTATTTTTTTATTTTTTTTTTCTACTCTAACCA
TTTATGAAGTTTGAGTAATCCATGTTACCTCTGTATGGATTTAATAAATGAATCAAACCC
TAAAAAAAAAAA
>CL118Contig1
TTTTTTTTNNGCCTCAAAAGCCATTAAAGGAAGATTTGTTTATTTTGCAAATGAAGTTTC
AGAAAACTATCGTCCCACAGTTCCTCCCAGAAAAACCGGAAACTGCTCCTGTCAGTTTCG
TGACGCTGGGCGGAGCCGGCAGGGTGACCACACGCTTTAAATAGCAGCGGCGCCTAGCTA
TGGGGTCAGGGAAGCTCGCATCTGCGTAGGTGTAGAACTGGCAGAAAGGAGAGGCGGTGC
ACTTCGTCTGACACTGCTGGACATTGTCCATCGGCTCAAAGCCAATATCAGAACCAAAAA
AATCAATCCCTTCATAACGCGTCGTCAACCAGTCGTCGGCAAGCTGACAGAATCGTGCCG
GCAGCCCTGAAGTCGTTCCCTCTTTAGCTACAGTCACCAAGCTCTGTTGGTTGTTCTTCA
AATTGCAGTTAAACCCAGTACTTTGGAAGGAGAAGTACGTGCACTGAGGGTGAGCCGAGC
ACATCACCTGACAGTGCTCCACTGAAGCTGCTTTAACCAACTCCAGGTCATTTCCTGGGA
TGTCCATGTTCACAAAAAATGTTTTCTGACAGCCTTTTTTAAAATCTTGATTTAAAAACA
AGTTTTGTGAAAATCCAGATGTGACGCCAGTCTTTCTCTCTATATTTGGAATCCTGGGTA
TATTCCAGCTGTATTTAAGGTGGCATCGAAACCTGACATCCTGTGTTCGGAAATCTCCTT
CCAGAAAGGTGAAGAACTGGCAGGCCGGGTCTAGAGTGCAGACTCTCTGACAGTCTTCAT
TATCGTTTGTGAACAAGAACCTGTAGTCTGCTCCGCCGAAATCCACGTTCTGGTAAACCT
GAGACAGACAAGGTTCAAGGTTTGGCTTGCAGGAGAAAGCCTTCAGAGAAAAACCAGATG
TGGCACCATTCAATGGAGTCTGGGAAGTGGGTTTTCCAGAGGGGGTGGATTTCAGGTAGC
ACTTGAAGGCCCTGTCATCTGTAGTCCCGAGGGACCCAAAGAAAGTGAAGAAGAGACATG
CGGGGTGCTGCGTGCACAGGTGCTGGCAGTGGTCCACATCAGGAGACTGAAGTTCGGCAA
TATCTGTTCCCTGAAAGTCCACATTCTCCAGAAGCTCCTCGTTGCATACATCAATGGAGG
CACAGCTGTAGAGAGGCAGCAGGCTCAGCCAAAGCAGAGCGGTTTTCATGCTGAAGGTCT
GACTGCAGGAACGATAGAGCCCCTGAAAGACAGTTGCATTTATTGCAGCACCATTGCAAA
C
>CL119Contig1
AGCCTGCTTTAAACCTGGTTCTCCTTCAGCAGAGATGATGTCCAGCTGGTTTCTTCTGGT



GGCTCTTGCCTGTGGTTTGGTGGGGGCTCAGGACCCTTCACTGCAAGAACTTAACACCAA
AGTGCAACAGCTAACAACCAAAGTGGAGGAGCTCCAGAGGGAGGTATCAGCGAGACCTCA
GGTGGCTTTCTCTGCTGCGCTTCTTGAGACTCAGCAATGGACCATTGTGGGGCCGTTCGA
CGCAGACAAAACCCTTGAATTCAAGAAGGTCGTAACCAACATCGGGAATGGATACGACCC
AGAGACAGGCATCTTTATGGCCCCATTCAAAGGGCTCTACTACTTCAGAGTCACTGGGAT
TGCTGGGAGAAATGGGAAATTAAACGCAGGAATCATAAAGAATGGACAGAACATGTTTGC
AATCTACCAAATAGCAGAAACACAGGCTGGTGCCTCAAACGGGATGGCTCTGGAACTGGA
GCAGGGTGACCGGGTCTACGTCCAGATTTGGCCAAATATGAGCATTGCTGACCAGAGTCG
GCTCAGCACCTTCACCGGATTCCTGGTTTTTCCAATGTAGACGCAGCAGAAATGCCAGAA
ACAACAAGGATGGGAAGTGTTTTGGTCCTGGAGCCTCATGTAGCTCAACAGAGTATGGCT
TCAACAAGACAGAGAAGTTGACGTTATTTTATTTTGTAACATCTCTAGTAAAAACCATCT
AGAATCAGTTTTGTTTGCTCGAGTACAAACTTGCAGGTCTGACAACAAAATAAAAACATC
CAACTTCCATTGCTTTTAGTCATTGTAAAAAAAATTCTTGAAAAGCTTAAAGTCTAAATT
CATGTTGGTTTTATGTATATATCAAAACTCTTAATTTATGTTCACATCAACCTCAAATAT
GCAGTCTTTGTACGCGCATATATATGCAGTTCGAGCTTCTGCTTTCAAAACTCTTCAGAT
TTTTACACATATTAAACAAAGTTTATATGGAAATTATTACTTAAATCTTACGCAGTTGTG
CGTAATTTTTGGGAGATACATACATACATTTTGGCTTTCTACGACCGCTCCATGTATGTC
TAACAGACTTTTCAAGCATCTACCACTTTATATTGCGTATACGGTGCAGATTTCACTTTT
AAATTATGTTATTGATGCAGGAATCACTAATGAATTGCACATAAACAGCACAATAATCGC
GCACAGTTCATCATCTGGGGGATATACATGTTCTTTGTGTGGTTAATACATACTTCTTCT
GTGGTTTTAATGTGATTCAATCATGATACATCTGTAGAATTTTACTTAATTACCACAACT
TTTCTCACTTTTTCCAATATATTGACGTATGACCAATATTCAACTGTGCAATATGCGCAA
AATGTACGTAGTGTCTGTGTTAGACGGCATTAAAGTCTTAAGTGAAGTCTCAAGTCTCTG
CATGTGAGACTTAAGCATCACTCAATTCCGCGTCTGAAGTCCAAGTCCCCTTTTCTGTTT
TTCTGTCTTAATTTCCATTTTTCACAATTACACTTTAAAAGTTTTTCTTTTAAAGGTTGA
AGTCGCTGGATATGGTTTGCTGTTTGTGCTAATATTTGCGTTTGTGCAATTCTTCAACAA
TGTGCTTCTTGCAGTAGCCCTGCAGCATGCAAACTTGTCAAACCAGCAGCATTGATTCAG
TTTTATGCTGTATTCAACGATTCACTGGACGAGACCAATAAAACTCTTTTTGTTTACCAA
AAAAAAAA
>CL119Contig2
AACTTAACACCAAAGTGCAACAGCTAACAACCAAAGTGGAGGAGCTCCAGAGGGAGGTAT
CAGCGAGACCTCAGGTGGCTTTCTCTGCTGCGCTTCTTGAGACTCATCAATGGACCATTG
TGGGGCCGTTCGACGCANACAAAACCCTTGAATTCAAGAAGGTCGTAACCAACATCGGGA
AAGGGATACGACCCACAGACAGTTTCTCCAGGTTCAGAGATCAGGCTTCAGGCGGGTATA
AATGAGGGAGTCTGTCTCCGTTACTCTGCTCTCCGCCTGGTTCTCCTTCAGAAGAGATGA
TGTCCAGCTACTTTCTTATGGTGGCTCTTGCCTGCAGTCTGGTTGGGGCTCAGAACCCTG
CAGATGTTATACTCCGCCAGCTGATTTCCAGAGTGGAGCAGCTAGAGAGAGACAGCGAAA
ACACGGTGACTTCCCAGGTGGCATTCTCAGTGGCTCTTCTTGAACAGACTACGTGGACCA
TCACTGGGCCTGTTGCTGCTGATCAAACCCTGGTTTACAAGAAGGTCTTAACCAACATCG
GAAATGCATACCACACAGAGACAGGTGTTTTCACGGCTCCAGTAAAGGGACTAT
>CL119Contig3
CTGCTCTAAGCCTGGTTCTCCTTTAGCAGAGATGATGTCCAGCTGGTTTCTTCTGGTGGC
TCTTGCCTGTGGTTTGGTGGGGGCTCAGGACCCTTCACTGCAAGAACTTAACACCAAAGT
GCAACAGCTAACAACCAAAGTGGAGGAGCTCCAGAGGGAGGTATCAGCGAGACCTCAGGT
GGCTTTCTCTGCTGCGCTTCTTGAGACTCAGCAATGGACCATTGTGGGGCCGTTCGACGC
AGACAAAACCCTTGAATTCAAGAAGGTCGTAACCAACATCGGGAATGGATACGACCCAGA
GACAGAGATGATGTCCAGCTACTTTCTTCTGGTGGCTCTTGCCTGCAGTCTGGTTGGGGC
TCAGAACCCTGCAGATGTTATACTCCGCCAGCTGATTTCCAGAGTGGAGCAGCTAGAGAG
AGACAGCGAAAACACGGTGACTTCCCAGGTGGCATTCTCAGTGGCTCTTCTTGAACAGAC
TACGTGGACCATCACTGGGCCTGTTGCTGCTGATCAAACCCTGGTTTACAAGAAGGTCTT
AACCAACATTGGAAATGCATACGACACAGAGACAGGTGTTTTCACGGCTCCAGTAAAGGG
ACTCTACTACTTACGGATCACTGGGGTTGTCGGAAGTAGTATGACGCTGAGAGCTGGACT
GAAGAAAAATGGGGAGGACATCTTTGAGATCAAAGCAAAAGATCAAGGCAGCGGCTCAAA
TGGGGCAGCTTTGGAACTGGAGAAGGGAGACAGAGTCTACGTCCGGCTGATGCGGGGCAG
TGCCATCGCAGATCAGAGTCGGCTCAGCACCTTCACTGGCTTCCTTGTTTTCCCCATGGA
GTCTGCCTGAAACGCCTCAACACAATGGCTGGAGAAAGTGTTGCAACATTCAGAATCATA
ATCTTCACATAATGCTTTTATCATTAAAAAAGTAATTAATTGGAATATGAGAAACCAATA
ACCAAATAAAGACTGTATAAAAATATTTTTCAGTATGTTTTCTTTTTCTGAGTTTTGACG
TGCAGGTTTTTCAAAGAAACAAACGCTTTTCACCTCTGTTGTTTTTGGAAATAAGGTAGA
AAGCAACAAATAAGACTCTTTAAATAATGAAATGAAATGTACATACACAAAAAACAACCC
AACTACAACAATTAAAAGGAAAATTCTCATCTTNCACTTCTTACGAAAAATTGCATTTTC
CATTGGTGGGATTAATCAGTGTACAACAAATTCCTTAATTCTCCATTTATCGTGTTTTAA
TAATGTGGGAAACAATCTGCGGGGAAAATNTGCTTTTAAAGAATTACAATTCTATATGTG
CCCAAACTTATCAAAGAAGTATAGGATAATGCCCGACGNGGTGNGAATTATTAGAAATTT



ATGGAAGTCAATTTATTTCAGACTAATGTGCATTTCGTAGGACATTATCCCACTTATTAC
CATGGTCATTTAGAAAAGAACCTATGTATTCAACTGAATTTTTGTACTTTAATCCTTGTT
ATAGTTTTGGT
>CL119Contig4
TTTTTTTTTTGAAAGTTGGAATGCTTTTTATTTAATTGACAGACTTGTAAGTTTGTACTC
GAGCAGACAAAACTGATCCTAGATGGTTCTTAGAGAAGTTTCAAAATAAAATAACTTCAG
CTTCTCTGTATTGTGAAAGCCAATACCAAAATCACTCCCCATTCTTGCTTTTCCTGGCAT
TTCTGCTGTGTCTACATTGGAAAAACCAGGAATCCGGTGAAGGTGCTGAGCCGACTCTGG
TCAGCAATGGTCAAGTTTGGCCAAATCTGGACGTAGACCCGGTCACCCTGCTCCAGTTCC
AGAGCCATCCCGTTTGTGGCGCCGGCCTGTGTTCCTGCTTTTTGGTAGATTGCAAACATG
TTCTGTCCATTTTTTTTGAGTCCTGCGTTTAATTCCCCATTGCTCCCAGCAATTCCAGTG
ACTCTGAAGTAGTAGAGCCCTTTGACTGGGGCCGTGAAGATACCTGTCTCTGGGTCGTAT
CCATTCCCGATGTTGGTTACGACCTTCTTGAATTCAAGGGTTTTGTCTGCGTCGAACGGC
CCTACAATGGTCCATTGCTGAGTCTCAAGAAGCGCAGCAGAGAAAGCCACCTGAGGTCTC
GCTGATACCTCCCTCTGGAGCTCCTCCACTTTGGTTGTTAGCTGTTGCACTTTGGTGTTA
AGTTCTTGCAGTGAAGGGTCCTGAGCCCCCACCAAACCACAGGCAAGAGCCACCAGAAGA
AACCAGCTGGACATCATCTCTGCTGAAGGAGAACCCTCGTGCCGAATTCGGCACGAGG
>CL120Contig1
GTTTGAAGAGTNCTTTTATTTTCCCTTTGTATATACAGTGTTTTTAAGTGCACAATAAGT
TAAAGCACTTTCAAAATGTGACAAAGGTTTATTGGATGCGTTTATGAACAGTCTGTCGCT
AAACACAATATGATTCTTCAAGACAAATATAACTGGGTAAAATAAGAGCTGTGGTGCCTT
CATGGAACTCATCTTCACCTTGTCACCGTTAAAACATTAAGTTTTTTTGTTAAAGTATAC
TGACAACAGTCATTACCTCAGCTGTACAAACGCGTGATTTCAGCAAGACCCCCCGTGGAA
ATAGTTTAAGGATCAGGCGGAAATGGACGATGTTCAAATAAAAAATAGAAATGCTCACAA
TTTCTACAGCTTCTGAATGCTATAATAAAAACAGGTTAAAAACACCTTGTGTCTGAATGA
AACCTTACAAAAATAAGACATTTACGAAAACATTTCCTTAAATATTTACATCGCCGGCTG
TATTGTCCGTCTACTTCTTTTTGGACGTCTTTGCTGCCTTCTTGGGTGTCTTTGCCTTGG
GTTTGGCTGCTTTCTTCGCTGGCTTTGCCTTGGCTTTGGCTGCCTTGGGCTTCTTCGCCG
GAGCTTTCTTCGCTTTCACCGGAGACGCCTTCTTGGCAACCTTTTTGACTTTCTTCGCAG
GTGCCTTCTTGGGCTTCTCCGGGGTCTTGGACACCTTCTTGGGCTTGGCCGCCTTCTTGG
CCGCCTTGGGTTTTGCTACTTTCTTGGGTTTGGCGGGCGCAGCTGCCTTGCTGCTGGACT
TTTTGGCGTCCTCCGGTTTGGTCAGCCGGAAGGAGCCGGACGCTCCGATACCTTTGGTGT
GGCGCAGCATCCCAGAAGCCACCAGCCGTTTTAGGGCCATTTTGATCTGGACGTCGGCGT
TGTCGCCCACTTTGTAGTTCTTCCTCACGTACTTCTGGATGGACTGGCGGGACGCTCCGC
TCCGGCTCGCGTCGTGGACAATAGCCGCTTTGATCATGTCCGAGTATTTGGGATGAGAAG
CGGGCTTTTTAGCCTTGGCTGTCTTTTTGGCTTTAGATGGAGCACTTGACGTCTCCGCCA
TTGTGTTTATCCTTTAAGTTAAATCACACAAAAAAAGTCCACAAGGTGGGATTTAACCCG
GTTGGAAAAGAGCGACAAAAATATTTCAAATAAAAAAAAATGAAATTTTCGGTTAAAACA
AAGTTGTGGAAAGTGCCAGGCGTTCAATTATTTTAGGTTTAGGTAGCAAAAAATAGATAT
AGTTGTAGAGAGGCACACCCCTTCAGCCCGTTTCTCTAAAGTCTCTTCCTTTTTTTCCTT
TTTTTCCACCCCCGGCCATA
>CL121Contig1
ATGTTTTTTTTTTTTTTTTTTTTTTTTTTTTCTCCATTTTTATTTTACAAATTTGCCGTG
GCTCCAGAGTTGACCTTAGATGTTCTTTGCAACAATGGTGTCATTCTTTGCCAGCCTCAG
GATGGAGTCGTCAGACTCTCCCATTCTGCGGATAGCGCCACAGATGGCGTAGGTCTTAAA
CTGACCGTTGAAGCGACCAGTCACTTTGTCGACCTCAGCAATGTTGATCTGAATGGAGGC
GTGGTCCTTGGCTCCAATGATTCTGTTGCTGGCAGAGCATTTTCGCGGGACGTACAGGTC
CACAAATTCTCCAGCGTCGTTCTGCATGTTTTAGCTCGAAGTGGTCGCCTTCAAATCGCT
CGCGACAAATGGCCGACAGGAAAGGAAGAACGACCCGGAAAACCCCCGGCCAT
>CL122Contig1
CATCATTTGAAAAAGCTTTTATTTGCAAATGTCAAAGCTCCTTCAAGGGTAATAACACTG
TTTCAAAAACAAATTAGCACGTGATCTGAATGCACCTCCATAAAAACACACATGAAACTG
TTTGTGTGTAGCATGGGACAGAGAATCTAGTGATTTCATGTCTATACTGATCCTTTGGTT
TAACACTGACTAACTTGCATAGAAAATATGCGGTTTGGCAATCCTAACTCAGTGGTAATC
TTTTTACTGATTGCTAAATGTCTAGACAGTCACCAAAAAGCTATCTGCTTGGTATTACAT
TGGGCACAATGCAGGTCAAGGGACATCACAGGAGATTGTTCTTTGATCCCATTGACGCAA
ATTTAGTTATCTCCTCCACAGAGAGCCAGGAGGATCTTCTCGTAGTCTCCTTTAGTGTCA
TCCAGAATGTCTTTGTACAGTGTTTTCCCATAGTTTTTCTTGTATTCTTCCTTGATGAGT
TTCATATCAATCTCAGATCTGGCCACCATGATCCGAGTCAGGATGTTTTTGCGGGTACCT
TTGCCCTTCATGGCCAGGTTGAGCTTCTCTGCAAAGAATGCAGCTCTGCTTCCAGAACAT
TTCACTATAGCTGTGAGACAGCTTTCAATGTCTCCCTTCATCTCCAGGTCAATGGCTTTA
GCCATGTCCACTTTGCTGTACTTCGAATACCTTTCAAATACTTTGCGAAGGTGGGGGCCA
CTTCTTGTGGTCAAGATTTCGATGAAGACGGAGCAGTCCTTGCCCTTCCTCCCCTCTCCA
GCCTCGTACAGAGCCCTGGCATCACTGTCAATGAGTTGCTCACTGATCCCTTCAGTCCTG



CCAGCCTTGCAGAGAGCAAGAAGAGCCGCTCTGAAGTCTCCACTGGTGTCAGATCTGATG
TCTTCCTCCAGGTCCTTCTTGTAGTCTTCCTTGTAGGCCTTCTTCAAATCCATGATCTGT
CTGTTGTTTCTGGAAGCAAGAATCTCAATCAGGGTGTCCTCATCAGTTCCAAGACCCTTC
ATGGCCAGTTTCAGCTGCTGGGCATCATACTGAGCTGGTGTTTTCAGCAGAGCCAGCACC
ACTTCCTCCAGATCTCCTTTCAAGGCACTTTTCAGAGCAGATTCTAGAGGCTTGCCACTA
GCCTGCTGGTAGGCCTCCTTGATTTGCTGTCTCTGTTCGTTGCTTCTTTTGACCAGAATT
TCAATAATAGTGTTTTCATCCACACCTTTTGCCTTGATGGCCTTGTCCAAGACTGCTGCA
TCTCCACTTGGACTGAAGTTGGGAGCTGCAGTCACAGTTCCCTCATTCCTGAGAACTGAG
TCATCAGGCATGCCCAGATAAACCGTTTGCTGCAGGAAGGCTTGGATGAAAGACATGGTG
GGACGCTAGGATCAGTCAAGAGGCTTCAGAGGGGAGAAGTTGTTCTCTCTGTATAGTTAT
TGCTGCGTTTTTTTGAGTTGTCCTAGCATGCTTACCCTGATCGGCAAACAGAACTGTTGA
CTTGTTGACTGTCGACTTTAAAATCTGTGGTTGGACCATTTTAGATCGTGTTTTTGCGAT
GTTAGCTCGTCTTTTTCTTGATCCAGCAGTGATGTTGCGTAACATT
>CL123Contig1
CNNCCCNNNNNNNCNNNNCNCCNNNCCCCTTTGAACTTTATTGGTTTCCAAACAAAAGAA
AAAAAAATAAAAATATTTTCCTCCAAAATGAACTTTTTCAGCTGAATATTAGGACAGATA
GAAGAAAACAGGGTGGGGGATCACAGAATGACCATGCGCCCATCTCTGCTCCTCTTTCTC
GGCCAGCAGAGCAGTTAGGGAGAAGCTGTGCTGAAGCGAAGGGGAAAGATAAAAAGAAGG
AAAATGTAGGGAAGGAGGAGAGCATCCACCCACAATACAGTAAAAACGATGGGGAAAAAA
AGGAGTCCTAAAAGTTTGAAACATCACTGTTGAGCTTGACACTACGAGATAGAGGAAAAA
CTAAAGTTATTTTCTATTCTTTAATATTAATTATGTCTAAATTCTTTTAAATTAGCTTAA
AGTGGCATTTTCTTTTTTATTTTGAGTAGACCTCTTCCAGCAATAAGGCAACTGTAGTGG
TGTCAACATAAACAACAAGACGGTCACACATGCGCCCTGCAAACACAGGAAGAATGCAGT
GAAAATGGCTATTCCACAATATAGGAAACATTTGATTGACGGCTAAGGGGCGGGGCCAAT
GCTCTGGACTTTCCCTGCGGACAGAGCGCTCAGTTTTCTCTGGATCTTCAGGCAGAAGAG
ACGACAGAGCAGGACGGGGTGCGGAAACATAATGGTAGCACGACGGTTACAGAATAAACA
CCAGGCCAGCTACTGAGCCTATAAGCAGCGGTAAACAGTGATATGTTCTGAAGGTTGTTT
TACAATGCAGGGAGAAGCAGGACAGGGGAGGGTGTAGCTTGGGGGAAGGAGGAAGGTGAG
GCAGTGCAGGTCTGGATGAGACGTCTATGTGAAGGTAAGCCCCGCCTCGTTGTAGACTTT
GAAGACTTTCTCGATGGCGTTGACGTACGCCGCCGTCCGCAGGTCCAGACCCAGGTTGTA
TTTATTGGCTGTGCGCATGATTTGTCGTGCGGATCGTTCCATCGTGTAAGCCAACCCAGA
GTGCACAATGTCCTTTTCAGAGGCACCAGCAACTCGGGCCTGGAAGTCAGCGGTTGGTAC
AATGGGGATGGGTCCTCCCTGCTTCCCAAACTTCCTTTCTAAACTTTCCTGCACAGACAT
GAGAAGGTGGTAGTTTGAGTCCCTCTCATATTTGAAGGTCAGCCTTCCGTAGCTGACATG
GTTGAGATTCTTCAGCCACTCAAAGTAAGACACGGTCACACCACCGGCATTCAGGTACAT
ATCAGGAATAACCATGACATTATTCTCCAGGAAGATCTTGTCAGCACCTGGGGTGGTGGG
GCCGTTAGCACCCTCAGCAATGATCTTGGCCTTGATCCTGCCGGCGTTGTTACGCGTGAG
CTGCTTCTCTCCAGCGGCAGGGATCAGGATGTGGCAGTCAGCCTCCAAAATGTTCCCTTC
GTAGGGCTTGGCTCCTGGGAAGCCGACAATAGTGCCATGTTGCAGTTTGTAGTCCTCCAG
CTGTTTGGGGTCAATGCCATCTGGGTTGTAGATGGCTCCATCGATCTCACCAATGCCGAC
GCATTTGGCACCAAACCTGTGAAGGTACCTCATGGAGTGAAGGCCCACATTACCAAAGCC
CTGAATGACAAAGGTCTTGTCTTGAAAGCCTGGCGTCAATCCCAGCATGCTCATGTAGGA
GGCCTCATTGATGAAGTTCTCGATGCCGTGGAAAACTCCACGACCGGTGGCCGAGATGCG
TCCGTGGATTCCTCCCTGGCTGATGGGCTTTCCGGTCACACATGCGTGGGCATTGATGTC
TGTGTGTGCAATGGTGTTGGCATATGTGTCAGCAATCCAGGACATCTCCCTTTCCCCGGT
GCTCATGTCTGGTGCAGGGACATCAATGCCAGGTCCGATGAAACCCTTCTTGGCCAGCTC
AATGGTGAATCTCCTGGTGATTTTTTCCAGCTCGTTGTCAGAATAATTCTTGGGGTTGAT
TTTAACTCCAGCTTTGGCTCCACCAAATGGCACATCTACAACAGCACACTTGTATGTCAT
CAGAGAGGCCAAGGCTTTCACCTCATCCACAGACACGTCTGTGCTGTAGCGGATACCCCC
TTTGCAGGGCGTCCTGTGCTGACTGTGTTGGGCGCGGTACCCCTCCACCACCTCCCACTC
TCCGTTGTCCCTCTTGATCGGGAACGACACGCTCAGGACGTGGTTGCATGGCTTGATGAT
TCGCAGGATGCCCCGCACGCGATGTCTCTTCTGCTCAGGGGTTTCCCTGGTCTTCAGGTC
CTCCACCAGTTTGTCCTCGACGATGGTGGCACCGCGGTCAAAAAAGCCCTCGACCATCCT
GAAGAAGTTGGGGTCGTCGGGCTCGTTGGCCGCATCGGCATAGCGACGGACCCGCATCAA
AGACGACGACACTGGGAGAGCGGAGTCCACGCATCCCGAGGCCAGGGCACTGCCCGCAGA
GCGGCTCAACAGTTCCCCAAAATACCGATACATAACTGAAACAAGAAGAAGCTAATGATG
TAAACGATAAAAGAAAAGAACTAAACTACACGGATGGGGTGACGACAGGAGAGGGTGTAG
AATGAGAGGCACAGCAGCTCCTCACCGTGTCCCGTCTTCTGGCCGAGTGAGCCAGTAG
>CL124Contig1
ATTCGGCACGAGGGCTTTGTTGAGTTAAGACGACGACTGTCATCCTGCCATTTGCTGAAA
ATGACCGACCAACTCTGTAAGCTTTTCGTCGGTGGACTCAACGTAGACACCGATGACGAT
GGGCTGCGCAAGCACTTCGAGCAGTTCGGCACCCTCACCGACTGCGTAGTCGTCGTGAAC
AAGCAGCTGCAACGCTCTCGCTGTTTTGGCTTTGTGACCTACTCTACACCAGAGGAGGCC
GACGCCGCCATGGCGGCAAGGCCGCACACAGTCGACGGCAACGCGGTCGAGGTTAAACGA



GCCGTCGCAAGAGAAGACGCTAACAGGCCTGAAGCTCTCGCCAAAGTCAAGAAAATCTTT
GTCGGTGGCCTGAAAGACGACATCGAAGAGGACCACCTCACCGACTACTTCTCTCAGTAC
GGAGAAGTCGAAAAGTCTGAAGTCATCTCGGAGAAGGAGACCGGAAAGAAACGTGGATTC
GGGTTTGTGTACTTCACAGACCACGATTCGGCTGACAAGGCCGTGGTTGTAAAGTTCCAC
ACCGTGAATGGACACAAAGTCGAAGTAAAGAAAGCTCTGACGAAGCAGGAGATGCAGGCA
GCCAGCAGAACCGGAATGGCGCCGAGAGGCAGACCAGGCCGCGGCATGAGGGGAAACCAA
AATGGCTACGGCGGAAGGGATTATGGCGGAAACTACGGCTATGGAAATGGCGGCGGAGGA
GGAGGATATGGCGGTTACGGGGGGTACGGTGGGCCTTACGGAGGCGGCTATTCCGACCAG
GGAAGTGGTTATGGAGGTGGGAATGGCTACAACGACTTTGGTAGTGGCTATGGCCAGCAC
TCCTCTGGTTACGGTCCAATGAAAGGGCCTTTCGGCGGCCAGAGGAGCTCTGCTCCCTAC
ACCAGAGGCGGCGGCGGAGGAGGAGGAGGCTACTCCAGGGGAGGCTATGGCGGCGGCTAC
TAGGCCCAGAGCTTCATGGAGAGCAACAACCACGCTTCATGCCACAAATTACCCTCCCCC
ACAAGATTTCGAAAGCGAAAATCTGCCGTCAATTCCAACTACGGCAGACGAAAAGGACAC
AAAGATCCCCTATTCATACAGAAGACCTCCAAAGCCCAAACAGGTAGGAAGGTCACTTCC
CAGAACACCTGATTTAAAAACGAACAGAGGTTGTTTCGTTCAACTAGGACACACAAAACC
ACGTACAGGAACCCTTCTTTTATGAATCCACACTGCAGCGTGTGGTTGTCGTGTAGAGTT
GGAATATATTTTTTGTTTTTCTTTTTTATTTGCGTTCACTCGTGTTAAACCTTCGATGTA
GGATTGTTTTCCTGATGATTATTTTAATATTTGCATTTTTAAAAAGTTGGATCATTCTTT
TTTTTTTCCAGCAGTAAAATTAGTGTGAATATCCATTGTGTGACGATAAAAAAATGTTTG
GTTTTTTCTTATTAGGCATGTTATACTGGACATCGATTATGTATGATTTCTTTGGTCTTT
CAGCGACGGCGACACGCGATCCTTACAGGTCTAGCCTCCTTGTTTTCTTCATCCAAATGT
AAACTCCACACGTATAGTTTCAGTCTTAATGTTCATCTTTATTACCTGTAGCAGTACCTA
ATGTATATTGTAATCCCTCATGTCTGGAGAACAAACAATGTTGGAACACTTTGGTATGCT
TATGTATGTTCATTTTAAATAAAACGTTATACCACTTAAAAAAAATAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAACCAT
>CL125Contig1
TTTTTTTTTTGAAGTGAAAATGAGTTTATTAATCATCCACCTGTGGGTCGACCTCCTACA
CAACAACACCGCACATCTGAGCTGCACCGAGGAGAGTGTGTGCAGCTGGGGACAAAACGC
CTGCTTTGCTCCACCAGCTGGGATCAGGTGAGAGGACAGCACAGGTGTGTGAGCGTGTGC
AGGGACCTCCAAACCAATAAAAATACACTGTGCGTGTCAGTTATGTCATCAAGTGTATGT
GTGCTTCCCTGTGCTTGAACAGTGTGATATTGTCTCTTATCACACTATAGGAGCAGCTGT
AAATCGGTGGGGGTCTGTTAGGGGCGGCTGCAGAGGCTCGAGTCAAAAGGAAGGAGAGGA
AGGGGGAGAGAGGGAAAGAAAGACAGGAAGGGGTTGTGGGTAGAAGGAGCGGGGCTGGTG
GGTGTGGGTGGGGGTGGACCTGCTGTCCGATGGGGGGGGGTTAGCTTCAGTTTTCAGCCT
CTCTCAGTGCTGGATACGCCTGATGGACTGGATCTGGGGGGTCTGACAGTGAGAGCCCCA
GTTCCTCCAGTGCTGGTAGTCTCCACTGTGTCTCTCACACTCCATGATGTACTGCTGGCC
CCTGTAGCCAGGGTACTGGTAGCACACAAAGGCGCCGCACTGCACGTGCATAGAGCCAAC
CTCAGGCATCATCCAGCCCATGGCCTGCAGAGAAGGGTAGTCATCACAGACCTCCACGCA
GCGACCCATGAAGTTCTCCCTCTCATAGATGGTCATGCGGCTGCTCTGGTGGGATGCGCA
GTAGATGGGGCGCAGAGACATGAGGCGCTCCACGTGGTAGGACAGGGAGCCGCTGTAGGC
GTCCCAGTGGGGATACTCTCCTCTCTCCAGGATGAACTGCTGGCCCTGGAAATCGTGGTG
CTCGAAACCCACCCAGGCCCCACTCTCCACTCTGATGGAGCGAATATTGTCCATTCCACA
CTCCTGGATGTTGCAGCACTCAGAGGTAAACTCCAGGTACTTTCCCTGGAAGTGCTCCTG
CTCGAACACAGTCACCTTAAAGAAAGGAGCCATGCCCATTCCTGAGTTGACCAGCGGCTG
CATCATTGGGGACCTTGTAGTTCTGTACATGTTGTCTCCTAGTCTGGCACTCTAAAGGAT
GACCTCGGGGGTGATACGTGCCTACCGCCTGCCTCGCGTAGAGCTTTTGGCCAANCAGTG
CT
>CL126Contig1
TTTTTTTTTTAAAGGGTGTACAATGAGATCTTTATGAAAGCCATTAAGACACTACTGTTT
TATTTTCTTTTCCATTATGTGCAAGGTACAAGTTCATGGCTGAAATTACAATATAAACAC
TGGATGTGCGCATCTTTGATGAAATTATCAGGGTTTACAGATCCTGTAGGGCACGTCCAC
CTCCAGAATCACTTCACGTAGCAGGCGGTGGAGGGAAGAGGGTCAAAGGTCAGCTGTCTC
ACACATCCTACAACATCTTCCTCTTCTCGAACTCCTTGTACATGGTGCTGCCCAGTTGAG
CCGGGGACATGCTGACGACAACTCCGGCAGACTGAAGGGCGGCGATCTTCTCTTTGGCTC
CGCCCTTCCCACCGGCGATGATGGCGCCGGCATGGCCCATCCTACGGCCAGGAGGAGCCG
TCAGCCCCGCAATGAAGGACACCACGGGCTTTGCCTTAGCACCAGAGTTGTGCTGTTTCA
AATACTCAGCCGCGTTTTCCTCTGCATTCCCTCCGATCTCTCCGATAAGGATGATTCCCT
CCGTCTTTGGATCTTGCAGAAACACCTCCAGACAGTCTATGAAGTTCGTCCCATTAAAGG
GATCGCCGCCAATACCCACACAGAGCGACTGGCCCAGGCCCACTTGTGTAGTTTGGTGCA
CAGCTTCATACGTCAAAGTGCCCGATCTAGAAACAATGCCGATGCGTCCTTTTTTGTGAA
TGTGCCCTGGCATGATGCCAATCTTGCATTCCCCAGGGTTGATCACTCCGGGGCAGTTGG
GGCCCACCAGGCGGGTGGTGTTCTGGCGCAGCAGTTTGTGTTTGACTCTCACCATGTCCT
GCTGGGGGATACCCTCGGTGATGCACACAGCCAGAGGGATCTCTGCGTCGATGGCCTCGA
TGATGGCTGCTGCCGCAAACGGGGGAGGGACATAGATGACAGTGGCATCTGCCCCTGTGC



CCTCCTTCGCCTCTTTGACCGAGTTAAAAACCGGAAGGCCGAGGTGCGTCTTGCCGCCCT
TACCGGGTGAAACGCCTCCAACTAACTTGGACCCATAATCAAGAGCCTGCTGACTGTGAA
ACGTGCCCTGCTTCCCTGTGAAACCCTGACAGATGACCTTTGTGTCCTTGGAGATGTAGA
GGTTCTTTCTGGATCCTGTATAGCAGTGTCTGACTCCACTCTGCTGCAAAAGCAGCTTGG
CAAACAACCTGCTATGAGACATCTTCGGTCATTCAGCAATGACACCAGGGTCTAAGGACC
TCCAGTAGG
>CL127Contig1
TCGGCACGAGGCAGAAGCGAAGCAGCAGAGGCCTCGTGGGACATCTGCGACAGCAGGGAC
TCTTCAGAAATGAACGCCAGTCCTCCTGCAGGAAGCGCGCTTGCGCCCGGTGGAGCCACC
GGCCCTACCACTCCCAAGAAGGGCCCACCCAAATTCAAGCAGAGGCAGACTCGCACATTC
AAGAGCAAGGCTCCCAAACCAGGCCAGAAAGGTTTTGGTGACGATATCCCCGGCATGGAG
GGTCTTGGCACAGACATCACAGTGGTCTGCCCATGGGAGGCGTTCGGCGACATGGAGCTC
AGCGACTTGGCCAAATACGGCATCATCTAAACCTCCTTTCCCCTCCGCCTTGACGTCTGC
CCATCAACGTTCGGCACGCCGTGATAAGACGTCCGGATGACCCCTAACGCCCTCTCGTCT
ATCTACCTCATGCCTGGCTCCACTGAGTGGATGCAGCTATTATTTTGATATTATTATTAT
ACTTGTAATATATAAATACTTGAAATCAGAAGACGAGAACAAACCTCCACTTCCCTTTTT
CCCCTATCTTCATCCATCTACAGCAGTTCTTCATCTTTCCTTCCCTCCTCTCCTCCTATC
TCGCGGCTACGGATGCAAGCCAAAGCGCTAGCTAAACACTAGCTCGTATTTGCCTCTAGC
TGTCTGTTAAAATGTAAATACTGTCAGAGATGAACCTTTTTACCTCGTCTTGCGTCTCAC
CTTTTGTACTTTCCCTCCTCTTGTCTTTTGCATTGTATTTTCTACTCTGTGTGACTGGGA
GGGATGTCAGGGGGGTGTGCACCCCGCTGCAAAGGTGAAGCTACAATGCACTATCAGGCG
ATCATGGAAGAGGAAATCCCTTTTACCTCTTTCTCCATCTTCCTCTCTTCCTGCTGAACT
CACCTAACAGGAAATAAAGACAAATACTGCGTGTGTTTGAGTCTGTGAGCACAAACAGAG
CCTGTAATGTGACGCGATGTGTTTATAGCTGCAGTAAAAATATGTCTATTTTCAAAAAAA
AAA
>CL128Contig1
GAGCGCACGCGCGCGCGGCCCGCCGAACAAGAGAGCAAACAAACAAACAAACAAACAAAC
CAACCAACCAACCAGGATGGTGGCCAAACAGAGGATCCGCATGGCGAACGAGAAACACAG
CAAGAACATCACGCAGAGAGGAAACGTATCCAAGTCCACGGTGAGTCCAGAACCGAGCCG
CGTCTGACGAACTGCCTCTGCCCACAGTGGTTCCGACCGCAGAGGGGATACGCGGGTCGA
TTCACGTGACGTCAGAGACTGGCCGCGATCAGGTCCTGGCAGAAAGTCAGTTTGAGGTCC
GGAACAGCCAGCTGGATGGTCATGACGTCATCAGAGGAACGTTTTCCAGGAAGGATTCCT
CAAAGCAAAATGATCCGTTCGAAGAGCTGCATAACCGTCGTGAATGTGACGTCACTAAGG
CAGGTGTGATCGGTAAATGTGGTTGTGTGTTTCAGAGGCCTCTGGGGGATGACAAGGGGG
TGGGGCCGTGGCTGCTGGCGCTCTTCATCTTCGTGGTCTGTGGATCAGCCATCTTCCAGA
TCATCCA
>CL128Contig2
AAATTTATTGGACGAAAAAAACAAAAGCCATTCTGTTACATCTTTAGGNGTTTTTATGCA
TTTCATAAAAAATGTTTTGGTAATTAAAAATGTACAATTCAGGAATAAAGGTTATTGGTC
CGTCCTGATGGAATCAGTGTGTCTTTATTGTAACACATGCTTTAACTCCAGATATCGGGC
ACAAAACAAAGCCATGAGCGGTTCAGAAAGGTTACATTATCACTTTACGATGACTCACAG
CACATTACATCTAGGAACGAAAAAGGTACATCGTCAAAAAAATTGTCACACCTAAGTGAC
ATCTACTCCCACACCAATAATAAAAATGAAGAAAAAAGTATGTCCCATAAAAATTAGTAA
ATTGCTTGGCTAAAACGATGCAACACTTCGAACTTAAATACAAGAAATAGGACCCAGCAT
GGTCATTTGGAGAAATTTTATGAATGATCCTGCGTGTAGACAGCGCTTAAAAACGGGGCT
TCTTAATTGGGCCGTCAAACTCCTCACGAACTCTGCCATACCCAGCAGTGCCGGGACCCA
TTCCCCTCTGAGCGCTCTGGGCAAAGCGCTCATTGAGCATTTCGTTGGCCATCAATCCTC
CTGAAGACGATCCCATGCCCTGCTGAGCGTCAAAGCCAAGCCCGCTCATTGGGAAGTTCT
GGCTGGATCCACCAAAAGAAATGTCTCCCATGCCCAGAGCTCCAGCGGAATGCATTCTCA
TCTCCCTGTCCCTATCTATAAAGTTGCCCATCCTGTAGTTTTCTTCACGGCGGCGCATCT
GGTCTTCCATATCCCTCTTTCGCAGCATTTCTTCTTCACGTCTGCGACGTTCTTCCTCTT
GTCTGAGCTGCATCTCTTTTCTCTTCTGCATTTCCTGGTTGTGCATCTCTTCCATACGTC
TTAGTTCTTCCTGACGCCTCAGCAATTCTTGACGCAGGAGATTAGCCTGGTGCTCATGGT
AGGCATCCTCCATCTCACTCTCCAGCTTTTCACGAGCCTCACGCATGTTTTTCTCCACCT
GCTGCCTTTGCTGTTTCTCCATCTCATCAAGGGATTTCCAGCGTTTGGCATACTCAAACT
CAAAAGTACCAGGTCGAGCAAAGCGAGGTGGTTCTTCACGAGCTGCTTGATATTTTGGGT
TCTTTTGGGCCAGTTTCTCTGGAAGACCGTCTTCTGTATCATACTGCTCCAGAGGCTCGA
CCACAACAGGGCGAGGCGACGAAGTGAGAAGGAAAACACCCTCGTTGCAACGATCCAGGG
CCTTTCTGGCAGCCACTCTGGAGGAAAACTCCACAATCCCCTTACATGTGGGCCGGCCAC
GGTCATCCACAATGACGATGGCTCGCTCAACCATTCCAAACTGGGAGAAGGCTTCCTCCA
GGAGCTCGTTGGACACAAACGGAGAAAGATTTTTCACAGACACGGCTGCGGAGTGGGTGG
CAAATCTAACACGCAGGGGTCTGTTTTTCATCGGGATGTCATCCAACTCTGCTTTTGCAA
T
>CL128Contig3



GGCCCAGTCCGCGAGACGCGAGGAAGGAGCGCACGCGCGCGCGGCCCGCCGAACAAGAGA
GCAAACAAACAAACCAACCAACCAACAACCAACCAGGATGGTGGCCAAACAGAGGATCCG
CATGGCGAACGAGAAACACAGCAAGAACATCACGCAGAGAGGAAACGTATCCAAGTCCAC
GAGGCCTCTGGGGGATGACAAGGGGGTGGGGCCGTGGCTGCTGGCGCTCTTCATCTTCGT
GGTCTGTGGATCAGCCATCTTCCAGATCATCCAGAGCATCAGGATGGGCATGTAGATGTC
ACCGGGGGGCGGGGCTATGAAGGTGGACCACCCAGCCGAAACATTCCTGAACTCTGATGA
CTTGGCAAGCCCCGCCCACTCATCAGGCCACGCCCCCAGCAAGCCCCTGCTCTTCGCCCG
TTTGGCTCGGCGTGTTGCAGTTACTGACCTCTCCTGTGTCAGAGCACCATGTGCCTTTCC
TTTGACCTGAACTTTGACCCCGCCCCTCCTCAGTCAGGGGGCGGGGCTGTTTCAGCTCCT
TCCGGCTGGTCGGACCCCGGGTCCGTGGCGCCCTGAAAGAAGTGTCCTTTTGCATCAGAA
GGTGTGAAGGCCCCGCAGGTGTGTGTGCACCGTGTGCAGGCGCACCTGGACATTCCCGCT
CTCTGAATAAAGTTGGTTTTGAATCTGAAAAAAAAAAAAAAAAAGGGCGGCCGC
>CL128Contig4
TTTTTTTTTTGAGATTTAGTTCATTTATTTAAAAAAAAAAGAGTAAAGAACGTTTTTGTC
TCTCCTGAACCATTGGCTGCGACTTCTGCTGCATCGCCCCCACAGCTCTCCGTTTTCTCT
CCATGCGTTGGATCAGCAGCAGAAACGTGAACGTTAGGGGTGATCCAGGTGTCACCCCGT
CAGACATCAGTCTCTATTTCAGCAGTGCAGTTCGTCAGAGTGATGGCTCACCCTCCTTGG
ATTGGCTGAAGCTCCATTTCGTTGGCCATCAATCCTCCTGAAGACGATCCCATGCCCTGC
TGAGCGTCAAAGCCAAGCCCGCTCATTGGGAAGTTCTGGCTGGATCCACCAAAAGAAATG
TCTCCCATGCCCAGAGCTCCAGCGGAATGCATTCTCATCTCCCTGTCCCTATCTATAAAG
TTGCCCATCCTGTAGTTTTCTTCACGGCGGCGCATCTGGTCTTCCATATCCCTCTTTCGC
AGCATTTCTTCTTCACGTCTGCGACGTTCTTCCTCTTGTCTGANCTGCATCTCTTTCCTC
GTGC
>CL129Contig1
TATTGAAAAGGAAAAGCACAGCATCAGCTACAACTACACAAAGCTTAGTCATTCCCCAAA
AGAATATTAAAAACAAATGCAAACAACACTGTACAATCTAAGACATGTTCGTTAAAACTG
GTTTAAAAATACGACACACAGTTGAGGAAAAAAAAAAAACANGGCNTTGGAAGNGGGNGA
NGTTTAGTACATAAATACAAACNGGGGTACTTGGGGGGCCNCATAAAAAGCTGTAAATTC
CCAAAACAGTTTCANGNGAAACNTTTGGTACAATTCCCCTGANGGGAAAAATACAAAANC
AAAAAGTCTAACAGGAAGNCCTAGCCCCNACNGTCGTTCTACTTGTTCTCCATCNCCCTC
TCAGTCNGCNGGGTTTTCCNGTACTTCTNGTTACNACNATNCCANAAAAACANAANCAGC
ANCCCGGCTGCCACANTCAGCAACACANCCNCGANGGNGGCNATGACNCCCCCCGCCAAG
NGGTTCNTTTTGAANGTTGGGGGCNCC
>CL129Contig2
ACCCGGGCATTATGGCCGGGGCAGTCGAACAGCAACCAGCAACTTGTTGGCTTGTACAAA
GGACACAAGGCGGAGCTCGTGCCCGGTGGATTTACGTGCGCGCTCACGGCGGGTTTTTTT
CCTCAGCGGAACAGGTTTGACCAGGACACACCTGCGACAGGAACAGTAAAGCTTTGTTGC
GCGAGGACGATCCACTTCACTCCATTTTGACTTCAGCGGACGACGGACGCGAGGAGTAGA
ACTGTTTTTCTGGATTTCTACACCATGAAGCTGTGGATTCTTGCAGTTGTTGCTGCCTTA
ATGGTAGTTGGAGCATCAGCCCAGGAGTGTCAATGTGACACCGTGAAGTGGGCTTCCTGT
ACTGGGCCTCCATGCCAGTGTACCATCCCCTTGACAAAAGATATTAACCAACCCTTAAAC
TGCAATGCATTGGCCCCCAAATGTTTCTTGATGAAGACGGAGATGCTCAGAAGGTCAAAA
GGCCAGGACACCCGTACTGTGGGGAAACCAGAGGAGGGCTTTGTGGACAACGATGGCATC
TACAACCCAGAGTGTGAGAACGACGGAAAATTCAAGGCCAAGCAGTGCAACAATACCGAG
GAGTGTTGGTGCGTCAACAGCGCTGGGGTGCGCCGCACAGAAAAGGAAGGCCCAAACATC
AACTGTGACAAGTTGGTGGAGACCTTCTGGATCCGTCTGATCCTGGAACATGCACCTCTT
CAGGGGGCAGTGGATAAAAACTTGTTGAAGAGCGCTCTTGGCGATGCCATTCAAGCACGC
TACAAGTTTGACAAGAGCTTGGTGAAAGAAGTTGAGTATGATGCTGATGCCAAAAAGATC
CAGGTGGACATAAAGAAAGACAAGAATGACACTGTAATTAAACTGGCTGATATGGCTTAC
TACATGGAAAGAGAAATAAAGAAGACCCCAATGTTTGTTGACCAGAACAAGTTCGCTCCT
ATGGTGGGCGGCCAAAAGTTGAACTTTACCAACATCTTGGTCTACTACGTGGACGCGGAG
CCCCCAACATTCAAAATGAACCGCTTGGCGGGGGGAGTCATCGCCGCCATCGTGGTTGTG
TTGCTGATTGTGGCAGCCGGGCTGCTGCTTCTGTTCTTCTGGAATCGTCGTAACAAGAAG
TACAGGAAAACACAGCAGACTGAGAGGGAGATGGAGAACAAGTAGAACGACAGTCGGGGC
TAGGACTTCCTGTTAGACTTTTTGTTTTTTTCCCTTCAGTGGAATTGTACCAAATGTTTC
ACTTGAAACTGTTTTGGGAATCTACAGCTTTTTATGTGGCACCACAAGTACCACAGTTTG
TATTTATGTACTAAACATCACCCACTTCCAATGCCATGTTTTTTTTTTTTTCCTTAACTG
TGTGTCGTATTTTTAAACCAGTTTTAACGAACATGTCTTAGATTGTACAGTGTTGTTTGC
ATTTGTTTTTAATATTCTTTTGGGGAATGACTAAGCTTTGTGTAGTTGTAGCTGATGCTG
AGCTTTTTCCTTTTTCAATTAAACGAGTCGAAGAANAAAAAAAAAAAAAAAAAAAAAAAC
CTT
>CL130Contig1
GGCTGCAGGNAATTCGGCACGAGGGTTAAAGCAGGCCTGGCGGGATCTCCGCGGGTCAAT
ATTTTTAGGTTCGTTTGGTGAATCCGGTTCAATCGGAACCATCAGAACTGCAAACATGAC



GGTGGGTAAGAGCAGTAAGATGCTGCAGCACATCGACTTCAGGATGAGGTGCATCCTGCA
GGATGGTCGCATCTTCATTGGCACCTTCAAAGCCTTTGACAAACACATGAACCTGATCCT
GTGTGACTGTGACGAGTTCAGGAAGATCAAGCCAAAGAACTCAAAGCAGCCTGAGAGGGA
GGAGAAGCGGGTGCTTGGCTTGGTTCTGCTGAGGGGGGAGAATCTTGTCTCGATGACAGT
GGAGGGCCCGCCCCCTAAAGATACGGGGATTGCTCGGGTTCCGCTGGCGGGTGTCGCTGG
AGGCCCAGGTGTGGGTCGAGCAGCAGGCCGCGGCGTTCCTGCAGGAGCACCGATGCCTCA
GGCCCCTGCTGGCCTTGCAGGCCCGGTTAGAGGAGTGGGTGGCCCTTCACAGCAGGTGAT
GACCCCACAGGGTAGAGGGACAGTTGCTGCAGCTGCAGCAGGAGCGAGCATTGCTGGTGC
TCCAACACAATACCCCCCTGGACGAGGAGCCCCGCCCCCTATGGCCAGAGGAGCCCCGCC
CCCTGGTATGATGGGCCCTCCCCCAGGTATGAGGCCCCCCATGGGCCCTCCAATGGGAAT
GCCCCCTGGTCCAGGTCGCGGTGCTCCGATGGGAATGCCCCCCCCAGGCATGAGACCCCC
TCCTCCTGGTTTAAGAGGACCTCCTCCCCCTGGGATGAGACCACCCCCTCGACCCTAGAA
TGCTCTCCCACTCAGCTGTACAGATTTTTTTATTTCATTATTTTGTACGTGTGTGTTCTT
AGGAGTTTTTCTGGCCTAATTGTGGAGTTTCAATGGAAACAAGTTCAATAAAGGAGTGGA
TCA
>CL131Contig1
AGAATGTTCCCCTCCCTTTCGGCGTGAGCGGCTCATGGCTTCCCGTAAAGAACTCAGCTC
GGTATCAAGTTCTGGAATGGCTTCCACCGGCGGCACGCTGGACTCTCCAGTCAAGCAGGT
CCAGATCGAGGGATTGGTGGTGATGAAAATAATTAAGCACTACCAGGAAGAGGGCCAGGG
CAGCGAAGTGGTTCAGGGCGTCCTGCTGGGTCTGGTGGTAGACGACCGGCTGGAGATCAC
CAACTGCTTCCCCTTCCCCCAGCACACTGAAGACGATGCAGACTTCGACGAAGTCCAGTA
CCAGATGGAGATGATGCGTTCTCTGCGTCACGTCAACATCGACCATCTGCATGTGGGCTG
GTACCAGTCCACCTACTATGGCTCGTTTGTCAGCAGAGCTCTACTGGACTCCCAGTTCAG
CTACCAGCATGCCATTGAGGAATCGGTTGTTCTCATCTATGATCCCATCAAGACAGCCCA
AGGCTCCCTGTCTCTCAAAGCCTACAGGCTTACCCCCAAACTCATGGAGATCTGCAAAGA
GAAAGATTTTACACCAGAGGGCTTGAAGAAGGCCAGCATTGGCTTTGAGAACATGTTTGA
GGAGGTGCCCATCGTCATCAAAAACTCCCACCTCATCAACGTGCTGATGTGGGAGCTGGA
AGACAAGTCCACCGTTGCAGACAAGCACGAACTGCTCAACCTCTCCAGCAGCAATCACTT
GGAGAAGAGCCTTCAGCTGCTCATGGACAGAGTGGATGACATGAGCCAGGAAATTGTCAA
ATACAACACCTACAGTCGCAACCTGAGTAAGCAGCAGCAGCAGAAGCATCAGTACCTCCA
GAGGCGGCAGCAGGAGAACGCCCAGCGACAGAGCCGAGGAGAGGCCCCGCTGCCTGAGGA
GGACATGAGCAAATTGTTCAAGCCCCCTCAGCCGCCTCCACGCATGGACTCGCTGCTTAT
TGCAGGGCAAATTAATAACTACTGCCAGAATGTGAAGGAATTCACCTCGCAGAACCTCGG
GAAGCTTTTCATGGCAGAAGCCCTCCAAGGCCAGAACTAGAGGGGAGGCAGACAACTGAG
CAGATGGGAAGAGGATGACTGAGATGCACAAACGCTGAGGCCTCAACTGCAAAATCACTC
TTTGTTTGTGACATTTTTTATTTTGTTTTTTTTGGGTTTGATTCTGCTAAAATTCAACTT
CAATAAGAATAAATTTGACATCCATTGATTCCAATAAAAGTTTAGCATCTCTNANAAAAA
AAAAAAAAAAAAAAANCCCNAAAAAAAAA
>CL132Contig1
TTCGGCACGAGGAGAAAGAGGTCATTTTTTCTCGGAGAGGACGCAAAAAGATTTGCCAAG
CACTCGGAGTAGCAAACATGTCTGAAACCATAGAGGAAAAGATAAAAACCTACAGGACGG
CTCCTTTCGATGCCCGCTTCCCCAACACTAACCAGACCCGCAACTGTTACCAGAACTACC
TGGACTTCCACAGGTGCAACAAGGCCTTGTCATCCAAAGGCCAGGATGTGGCTCCATGCC
AGTGGTACCAGAGGGTTTACAAGAGCCTCTGCCCCATGGGCTGGGTCTCAAAATGGGATG
AACAAATTGAAAACGGAAATTTCCCTGGAAAGATCTGAAATCACTTTTCGTCACCAGTGA
GGGTGTTGGGGTGACCTCTCCAGAACAACACAAATAATAACATACATTCTTACTTAAAGC
TCAAAGCACACGCAAATTGAAATAGTGAAGTTATAAATCTTTTTTTTCTTTCTCCAAATC
TTTGGCATAGTTTAATATGCGTTGATGACGTTTAAATACCTTTTAAACGGGTATAAACTC
ATGAGCCTGTCATTTTGTCATTTCAGTACACAACTGACCTCAGCTGGTATTACCCGAGCA
AAAGTAAATATCTTTTCTTTAAATGTTACATTGTTTGCATTTTTTTTTCTCCCCATTCTG
TGAACAAATGTATTTAAACATACATAGATGAAGATATTATGCTCAGAATCCAATGTTCTA
AGACTAAAGTTTGAGCGTTCTTATAGTTGTGATTCTTCAAAGTTGGACTTACCGTTTGCC
AACCTTTCAAGCATGACACCCTTACTTTTATTGTGAAGTGGACATGTTTAATAAAGTTTC
AAAAAATCTGTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAG
GTTNNAAAAAAAAAAAAAAAAAAAAAAA
>CL133Contig1
TTTTTTTTAACGTTTTTACTTTATTTTTTATTCCACTTACATGAAAGAAGACATTTCCTC
CCAAATAACGGCTATGATTTGGTGTTCGGTATGAAAATGCCAAAGACAAACAAAGCTAAC
CCGCCCACAAAAAAAACCTCTTTGCTTCTTCAAAATCAAATCCTTACCGAAGCTCTAAGG
AAAACATGGATATAAAAAGAGGAAAAACAAAATGCAGAAAACCGTTGGAGTAAGCAGCAA
ACTACGATGGATGTTTTTTAATGAGGCGTTTATACAAAACAGCAACAATATGGGGTTGTG
TGCTCTTTGTTCTTCAAATATTCCATACCTCAAAATAGATACATAGAAATACAAAAGCAA
CCCCTCCCTCCAGAAATAAAACACAAAGAAGAAGCAGGTTGAACAGCTAACAGTAAATGG
AATGCAACCTTTCTAAGATTTGCCCTTCATTTCCAGCAGAACACCACCACCACCGTATTG



ACCTGGGGCGCCATTCTGTTTGGTTGAGGAGCACGCCGTTTCTGAGAGAATTCAATGCCT
CCTCAAAAAGCGGTTTACCTAAACAGTGCTGTTCGTTAGTCGAGTATAAATCAGATCTAA
ATGACTTATCCTTAAAAATCTCAACTTGCTACATGCTTCATGAGTGGAAAAACTGTTCAC
CCAGCACCTTATTAATGTAACACCATTAGAACTTAATATTCAGAAACAGATTAACAGCCA
AGCATCCGTGCATTCATGTGAACCCGTCCTGCTACACCCAGTAGAAACCTCCCCCCTCTA
CCCCTCCCACTGCTCCCAGTTCCTACAGAAGACTAAACTGAAAGGGGGGAGAAAGCTGCT
CCCCTTGATAGAAAAAACAGACAGTCTGATGTCAAAAATGAAGTGGTCGAAGTGAAGATG
ATCGTGGTGAAGATGACCTGAGATGGCAGGCAGACAGGAATGACAACAACGGTCTGGCTC
AATCTCTGGCCTCTTCTGCGTCGTCTCCTTCAGTCTGGTTATCAGATGTCCACAGCGTCA
AGTTGTCTCTCAAAAGCTGCATAATTAGTGTGCTGTCTTTGTACGATTCTTCACTCAGAG
TGTCCAGCTCTGCAATGGCGTCATCAAAAGCCTGTTTGGCCAGCTGGCAAGCTTCTTCCG
GTGAGTTCAGGATCTCGTAAAAGAAGACGGAATAGTTGAGGGCGAGACCGAGCCTGATGG
GGTGAGTGGGCTGCATCTCCATTTTGCTGATTTCAAAGGCCTCTTTGTAAGCCGCCTGCG
AATCTCCGATAATTCCTTTCTTGTCCTCCTTGGAGGCCACTTCAGCCAGGTAGCGGTAGT
AATCCCCTTTCATTTTCAAATAAAAGACTTTGCTCTCTGCTGTAGAAGCTTTAGGAATGA
GGAACTTGTCCAACAATCCCAGAACATCATTGCAGATGTCTTTGAGTTCTTGCTCAATCT
TCTCCCGGTACTCCTGGGCCATGGCCTTCTTTCTATCACTGCCTTCAGCTTTCTGCTCGA
TGCTGGAAACCACACGCCAGGACGAGCGACGGGCACCAACCACGTTCTTGTAAGCCACTG
ACAGCAAGTTGCGCTCCTCGTTTGAGAGCTGCTCGCTGTCCTCCGTCACCGTTTTCATGG
CAGTGGCCATGTCGTCGTAGCGCTCAGCCTGCTCGGCAAGCTTGGCCTTTTGTACCAGAT
CTTTCTGAGGTGCCTCACTCATGATGACTGTTTTCTGGGTGCTGACAGATGTCGGCGTAC
CAAGGTGCAGCTGATTCTTTGAGCCCGTGGAAGTGAAGGCAGTGCACGGGTTTTCCTTCC
AATCACACCGGACCAAACCCCGGCCATAATGCCCGGGTTA
>CL134Contig1
CNCCTGAAATGTGGTACAGAGCAACCGAGTTNTGTTTGNTGGGACCGTCCTTTCNTTTTG
CAGGGNGNAGNGGGTTAAAAAAAAATTACAAAAGTCACCTGTGNGTTTNTGTAAACTCCA
AGGAGGCCTGGTGNGGCTGAATGAAGGGGAGAAGTGTTTTTTTTTTTACATTTTACAGAG
GCATATATTATTTTCTTGCTGCCAGTGAAGCGAAATGTCTTCTCTACAGGATCCTTGGTG
TTTGCATTGCAAAAACAAACAAAAAAAAAGGTTCAAAAACATAAAAAGTAGTGGTCCCAA
AGCTGACAGTGCAGATGACACTGCACTGCTGCTCTCTTTTTCTTGCTGTAGTGCAGGTTT
AAGGCAAAGGCGGTCATCGGAACAACCACCAACTGGAAACGTGTAGAATCTAGAGCAAGG
GTTGGGTTTTTCCAGAAAAATACATTAGAACAATGTGTTTGTGGACTTTTTTTTGGGGAA
GAGATGACTGCTAGAAAAAACAAAACACGCACACACGCACACGCACAACAATTTCAAGTC
CAGATTTCTCTTTTTACAAGAAACAGACGGGCCCATCATTGATATCGCTCCTATGGACAT
TGGTGCTCCAGACCAAGAGTT
>CL134Contig2
TTTTTTTNTTCACTGTTAGACGAATTAACATGCTTTATTTCAGCATTCAAAATAATTAAA
AACATCTCAATTTATTATACATATACAAAATAGGTACAGATCCTTGTGCTGTTTTCTCCC
ATGAGTGTGTCGATCTAACTTCTCTCACAAACTGCTCTTTCTGGTCATGAGTTCAGATGT
CTGGTTTGAAATTTGGAAGCAGATGAGAACAAGAAAAAGCTACAACAGATGAAAGGGTGG
GATTGAAGGATGATGGGAGGTCAAAGGCAGGAGCGAGAGTGACGTGAAGAAATAGATCCA
TCTTGCCTGCAGTAACACCAGAGAATCTGTGTTATTCTGGACTCCAAAAACGAAAAGTTG
GGTTTGATTTTAGCACCATTGTTGAGCTGAACACTGCAGTGCAGTCAGTAGACCTCCAAC
AAAGAATAGCACCTTTGGTCTTAGATATAACTGCTTCTGCTGGGTGTCAGTACACCTCAA
CTTCCCCCACAACTGTCACAGGCTTCATATCGACGCTCTTTTTCTGAATTTCTCTTTGCT
TGAGGTAGCCCTACGTCCTACTCAGAATAGAGATTCAAACCCATTTTTGTCTGCAGTTGG
TTTTAATGTGACTTTTCTTTAGGGAAAAGGTAAAACTACACAAAATCAGCTGCAACCAGA
CGTGGAACAGCAGCACGAGTGGACGCAGTGGAAGGAAGGTGAGGCCAGTTTGGGACAGGA
GTGCAGAACAACAGAGACACCCGGGGCTGTCAGTTTCACCTTTTATTCATCATCACCTGA
AATGTGGTACAGAGCAACCGAGTTCTGTCTGCTGGGACCGTCCTTTCATTCTGCAGGGCG
CAGAGGGTTAAAAAAAAATTACAAAAGTCACCTGTGTGTTTCTGTAAACTCCATGGAGGC
CTGGTGTGGCTGCATGAAGGGGAGAAGTGTTTTTTTTTTACATTTTACAGAGGCATATAT
TATTTTCTTGCTGCCAGTGAAGCGAAATGTCTTCTCTACAGGATCCTTGGTGTTTGCATT
GCAAAAACAAACAAAAAAAAAAGGTTCAAAAACATAAAAAGTAGTGGTCCCAAAGCTGAC
AGTACAAATGACNCNGCNCNGCTGCNCNCTTTTTCTNGCTGNAGGGCAGGTTTAAGGCAA
AAACGGNCATCGNAACANCCCCCANCNGGAAACGNGTAAAANCTAAANCANGGGTTNGGT
TTTNCCAAAAAAATACNTTAAAACAANGNGTTTGNGGACTTTTTTTTGGGNAAAAAATGA
CNGCTAAAAAAAACAAAACACGCACACACGCACACGCACAACANTTTCANGNCCAAATTT
CNCTTTTTACAAAAAACAAACGGGNCCAACTTCANGGCCAAACNCTNGGNCNGGANCNCC
AANGNCCATAGGANCNATNNCAATGATGGNCAGGCAAAATGTTTNCAATGNCTTGNANCC
AATNACNGTTTTNCCCCACGTNCCGGNG
>CL134Contig3
ATGTGGTACAGAGCAACCGAGTTCTGTCTGCTGGGACCGTCCTTTCATTCTGCAGGGCGC
AGAGGGTTAAAAAAAAATTACAAAAGTCACCTGTGTGTTTCTGTAAACTCCATGGAGGCC



TGGTGTGGCTGAATGAAGGGGAGAAGTGTTTTTTTTTTTACATTTTACAGAGGCATATAT
TATTTTCTTGCTGCCAGTGAAGCGAAATGTCTTCTCTACAGGATCCTTGGTGTTTGCATT
GCAAAAACAAACAAAAAAAAAGGTTCAAAAACATAAAAAGTAGNGGTCCCAAAGCTGACA
GTGCAAATGACNCTGCACTGCTGCTCTCTTTTTCTTGCTGNAGNGCAGGTTTAAGGCAAA
GGCGGTCATCGGAACAACCNCCAACTGGAAACGTGTAAAATCTAAAGCAAGGGTTGGGTT
TTTCCAAAAAAATACATTAAAACAATGNGTTTGNGGACTTTTTTTTGGGGAAAAAATGAC
TGCTAAAAAAAACAAAACACGCACACACGCAAACGCACAACAATTTCAAGTCCAAATTTC
TCTTTTTACAAAAAACAAACGGGCCCAACTTCAAGGCCAAACTCTTGGTCTGGAGCACCA
ATGTCCATAGGAGCGATATCAATGATGGGCAGGCNANATGTTTTCAATGTCTTGTANNCA
ATGACTGTTTTGCCCCNCGTA
>CL134Contig4
TNTGTAAANTCCNNGGNGGCCTGGTGNGGCTGCNTGAAGGGGAGAAGTGTTTTTTTTTTA
CNTTTTACAGAGGCATATNTTATTTTNTTGCTGCCNGTGAAGCGAAATGTTTTCTNTACA
GGATCCTTGGTGTTTGCATTGCAAAAACAAACAAAAAAAAAAGGTTCAAAAACATAAAAA
GTAGTGGTCCCAAAGCTGACAGTACAGATGACACTGCACTGCTGCTCTCTTTTTCTTGCT
GTAGTGCAGGTTTAAGGCAAAGACGGTCATCGGAACAACCACCAACTGGAAACGTGTAGA
ATCTAGAGCAAGGGTTTGGTTTTTCCAGAAAAATACATTAGAACAATGTGTTTGTGGACT
TTTTTTTGGGGAAGAGATGACTGCTAGAAAAAACAAAACACGCACACACGCACACGCACA
ACAATTTCAAGTCCAGATTTCTCTTTTTACAAGAAACAGACGGGTCCAACTTCAAGGCCA
AACTCTTGGTCTGGAGCACCAATGTCCATAGGAGCGATATCAATGATGGGCAGGCGAGAT
GTTTTCGATGTCTTGTAGTCGATGACTGTTTTGCCCCACGTACCGGTGTGTGACGTGCAT
CCATCCTCCAGGACGCTGTAGGTGAAACGACTGTTACCCTCGGCTCTGATCTCAATCTCA
TTGGAACCTTGGAGGAGAAGGGCCTTTTTAAGGTTTCCAGCAGCGGCGTCCATGTAGGCA
ACGCTGTTCTTGCAGTGGTATGTGAGGTTCTGGGATGCCTCAGTGGACATGAGGCGCAGG
AAGGTCAGCTGGATGTTGACATCCTCTGGCAAAGAGCCCTCGCTGCCATACTCAAACTGG
AAGCCATCATTCATGGTCTCTCCAAACCAGACGTGCTTCTTCTCCTTGATGTTCTTGCTA
ATGTACCAGTTCTTCTGGGCGACCTCACGCTGAGTGGGTGACACGCAGGTCTCTCCGGTT
TCCATGTTGCAGTAAACCTTAATGGCATCCTGAGTGCAGCCCTGGTCTGGGTCAATCCAG
TACTCGCCGCTCTTCCAATCTGGGTGGCACATCTTAAGGTCCCGGCAGGTTCTGGCAGGG
TTCTTTCTGGTTCCATCAGGGCTGCGGATCTGCTCGATCTGCTGGCTCAGGCTCTTCAGG
GTGCTGTCCACCTCAAGGTCACGGTCTCGGAGAACATTAGCATCATCAGCACGGAACATG
CGGAAGGGATCAGGTGCCTTCTCCTGGGGCTGTGCAATGAAGCCAAGGTCAAATCCGCCA
CCGGGGGCACCAGGGGCTCCAGCAGGTCCAGGGGGTCCAGGGGGACCGGCAGGTCCCATC
TCTCCAGAGCGACCACGGGGTCCAGGAGGTCCAGTGGGTCCGGGAAGGCCGCTCATGCCA
TCCTTACCAGGAACTCCGGCAGATCCAGCAGGGCCTCTAGGCCCAGCAGGTCCAGCAGAT
CCCGCAGGTCCTTGCTCTCCAGGTGGTCCAGAAGGTCCAGGTGGTCCCTGCATGCCAGTG
AATCCTCTATGTCCCTTCATGCCTCTTTCTCCAGCCTCTCCTGTCTCGCCCTTGTCTCCA
CGAAGTCCAGGAGGTCCAGCAGGTCCACGAGGGCCAGCAGGGCCAGAAGCACCAGCAGGG
CCAGCAGGTCCTGTCTCTCCACGGTCACCACTCTTTCCTGCGGGTCCAACTGGTCCAGGT
GCTCCAGGGGGGCCAGGGGCACCAGGTGCTCCAGAGGGGCCAGACTCTCCACGGTCTCCC
TTGGGTCCAGGGGCTCCATCACGACCAGCTGATCCCTCATTACCAGGGGTTCCCTCTCGT
CCAGGCTCGCCAGGGGGTCCAGCCAGACCAGGGGGTCCTGATGGTCCAGGAGGTCCACGC
TCACCACCAGGGCCAACAGGTCCCTGCTTTCCAACTTCTCCAGCAGGTCCAGGCAGGCCA
GGGAAGCCTCTCTCTCCTCTTTGTCCAGGCAGACCGACAATACCACGCTGTCCAGCAATA
CCTTGAGGTCCAGGCAGACCAGCAGATCC
>CL135Contig1
ATAGTACTAGGGTTACAAGACCACTTAGAAAATAGATCAAGAGATGATTAGAGTGGGATT
TCAAGACTTCAGGCATTGGTTTTATTCAAACATTTAAAGCATTCATTTGGCAGAAATGTA
TACAGTGAACTTCCTGTCACTTGACATTTTTGACATTCCTGATTATTTTAACAAGATGGT
AGGAGTCTAAACTGTCACAAAGGTCACAGGTCAAACCCTTGCTTATGCTGATTCCATACT
TTTCCTTGTGCAGTCGTTCCCCCCAACCCCACAGGCCTGACTGGTGTCGTCCCGCTTCTG
CAGATCAAACCCCCAGAAAACACAACTGCTGCTATGAAGATGAACAAAAACTGAGGAACA
CAAGAAAAATCCAGGAAAATAATCATCTTTGTTGTGTGGATGTTAGCAGATCGTGATGCT
CTTATGTTTTAAATAACTGAGAGGGGCAGCCGTCTGCAGGTCGCTCTCCACTTACATAAA
AATAAACACAAAAATGAAGCTTTGAGATCAGGTCAAATAAAATAGAAATCTTTATTCACC
ACAGCTGAACACAGACTATGAAGATGAGGAGGCTCTTGTTCCACATATCAGAAGAGGAGG
TGGAACCATAAATGTTCTTCATATCAGGCTGAAATGTACGACAGACATCAGCTCCCGCAG
GCCTGCGTGTCTGAACCGCGAGCATAAAGGGACCAGAGAGGAAGAACAAGCGTTAGTAGA
TGTGCTGTGGCGTCTGAATGAAGACCCGACAAAACCGAAAACCTTCTGTCAACATAAATG
CCTCCACACGTGAGCGCGGCTTTTCCACCGCAGCCTGTTCATCCAACCACCACCGTGTCG
TCATCTGGGAACTCATAGTAGGGCACCTCCAGGTTGAGGGGGGCGGGACCTTTCCTGATG
CGACCCGAGGCGTCGTAGTGCGAGCCGTGACATGGACAGTAGTAGCCTCCGTAGTCTCCC
GCGTTGGAGATGGGCACGCAGCCCAGGTGCGTGCAGACGCCGATGACGATGACCCACTTG
GGCTTGATGACCCGGTCCTTGTCTTCCTGAGGATCTCGCAGCTCTGCCAGGCTGACGGCC



TCTTCTGCTGAAATCTCCTTCTCGGTGCGATGCCGCACAAACAGAGGCTTACCGCGCCAC
TTGAAGGTCATGTTCTTGCCTTCTGGGATGTCGCTCAGCTTGATTTCAATTTTGGACATG
GCCAGGACGTCAGCGGAGGCACTCATGGAGGAAACAAACTGAGTGACCACCGTCTTGGCA
GCGTAAACGCTCACCACAGCTGTGGCCCCGGTCAGCAGGTACGAGAAGGCTCTCCTGGAC
TCGCTGCTCTCCGTCGACGGCTTGTGGGGGTCTAGCACCTCCGGGCGCCGGTAGTCAGAG
AAGTCTGGCACCTTGATGTCTGTGTGAGCAAACCGGACTCCTGCCCTGCCGTTGATGCTA
ACCGTCACCGCAGGCCCAGTCAGCGGGCTTTGACCGCGCAGCGACTCGCGGCACAGGAAC
GGCTTCTTCGTGTCCAGCAGCACCTTATCCGTTTTTAGAACCACCCCGGGGACCAGCGCC
TTTAGCGGCCCCGCCACCGTGAAGGCTGTCGCCTGCAGGTACGGGGAGAAGGCCCCTGAC
CGGGCAGCCAGCGACATCATCTTTAAAACGCCGCCACAGAAAACGACCTTGTCGGGCTCG
TCCACGTACTGCGCGCAGGAACTTT
>CL136Contig1
CGAGGACTGTACATACATTGACTGGGAGGACAGCTTTGAAATTCCACGGAGAGGATGCCA
TGTTCTTGTAGAAGATGCAGACGAGGTCCAGCTGCAGCAGGTGCCGTTGACTCCAACTGT
TATTGTATGTGGACAGTCTTTCTTTTCCCCAAGGAGGTTCATGCTGAGTTAGGACCGCTC
CATCGTACACAACAACATTGCAGCACTGTGCCTGATGTTCAGAAGCTACTTCTGCTTTAA
CAGTCATTATCCAACTGAGCTGGCTTCAACCCTGGAGTTTCTGCAAAGCTGATGTCCTAA
GATGTGCCACTCTACCTGGTTGGGAACAAATTGAAGAGGCCAAGCTCAAGAAAGCCGTTG
TCAACAAATGTAGGGCAGAGCAGGTTCTAAGGCCACTGCTATGATCTACAGTATGCGGAC
TGGTTTCTCTTCCATCTTTTTTCTTATTTTTTATCTTAATTTGGTTCTCAAGTTGGTTCA
TGGATTTGATAGTCTGCAAGTTTCAGAGAATGTTTTTATGTTTATGTTTTTATAATGTTT
TTTTTCAGTGTCTTGTTTAAAATCTGGAAGTATTCATGACCAGCATGTCAACCACATTGA
GTACGCCACGGTTCATGTACTTAATGTATTTAATATTTTAAAATGTGCCTAATACTGCTA
CCACAATTCAAATGCTGTACTGATGATGGTGCTGCCCAAATAAAGTGTAAAGCATTTAAN
ANAAAAA
>CL136Contig2
ATTCGGCACGAGGGTCGCTTAGCAGGCTCGGACGTCCTTCAGCAAAACTAGCACTTAACA
GTAACGTGCTGAGCCCCGGCTGCACGCTGCTGCAGAGCAGGTATGATGACCAAAACAAGA
AAATAAAAGAGGACTTTTAATTTTCTCCGCTGTCCAAGTTTTAGGTCATCGTAACTCTGT
TTTGTCCGGCTAACGACGTTAGCATAGGCACGCGCGCTGAGCAGCGCTTCCGGCGGAACA
CTTTCTGCCAAACACAGCGGGCGTGACTACGCATGAGCTGCAGAACCACTCTCTGTTCGA
ACGAACATAACTTTCTCGAGAGGTCGTCTAAAGTTGGGCAAATTTTTTAAAAACTTACTC
GACATATTTGTCGTTTCAATTCCATTCCATTTTTTTTTTGACCGTGCGGTATTCACCGAA
ATTTATTCGGCAAAAACTTCGGTCGTCAAAAACCACTTCGCAGATTTTAAGATTTTTTCA
GCATGCCTCCAAAGAAACCTGGGGCAATGGTTGAATTCATTGCTGAGAAATATGGCAACA
TCCCAGATGCTCCACCATTGAGGAATGGGCATGTGCTAAACATTTTCTTCCAGCAAAAGC
GTAAAGTTACGCAGACCATCCAGGAAATATCCAAGATCTTAGGATCAAATGTCGTAGTGA
AACCATGGCAGATTAATTATTTGCTGAAAAAAACAATAAGAAAATACCCACATTTCACAC
GTGAAAGTGATAAGCAGCATTTTCATGATGTGTGTGACCAAGAATTTACTTGCCACACCT
CAGCTCAGCCTTCACCTGAGGCCCCATCAGTTTCTGATGAATTTAAATTGTCTCATCCAT
CTACATCTCAATAATAGAAGAAAAGTTATGTTTATGCGATCATTTGGAAATAAATATAGA
TTTGACAGAAAAAAAAAA
>CL136Contig3
TAACTTTCTCGAGAGGTCGTCTAAAGTTGGGCAAATTTTTTAAAAACTTACTCGACATAT
TTGTCGTTTTACTTCCATTCCATTTTTTTTTTGACCGTGCGGTATTCGCCGAAATTTTTT
CGGCAAAAACTTCGGTCGTCAAAAACCACTTCGCAGATTTTAAGATTTTTTCAGCATGGC
TCCAAAGAAGCCTGGGGCAATGGTTGAATTCATTGCTGAGAAATATGGCAACATCCCAGA
TTCTCCACCATTGAGGAATGGTTTAATTCTTCCATTGCCTCAGAATGTAATCGACTATTT
ACTGGACGATGGGACGCTGGTGGTTTCTGGGAGTGATCAGAACACGCAGCCGAGGCACAC
GGACAACAGCGACTCAGAGGACCAGGAGGACGTGCAGTGGTCAGATGATGAAACGACAAC
AACAGTGACAGCTCCAGAGTTCCCAGAATTCACCTCCAAAGTGCTGGAGGCCATAAACTC
TCTGGGCGGACGCGTCTTCCCCAAACTCAACTGGAGCGCTCCGCGGGACGCCAACTGGAT
CGCCCTGAACAGCTCGCTGCAGTGCTGCAGCCTCGCCGACATTTTCCTGCTCTTCAAAAG
CTCCGACTTCATCACCCACGACCTCACGCAGCCGTTCCTTCAGTGCAGCGACCAGGACTC
CCCTGATCCAGTCATCAAATATGAGGTATTTCAATGGGGTCGTGCAGACCCCATTGAAAA
CATATGGACGTTCCACTCTCATCATCTTTTTAACTGGTATCAAAGACAGCTGTCTTTTTG
ATTTTAATGCTCATGTCGTTTTCAGGCATAATAATAAAAAAAACTAAACCTGCGNAAAAA
AAAAAAAAAAAAAAAAAAAAAACCAT
>CL136Contig4
GGCTACCGGCAGAGTGAACGTGAACTGGTACGACTCGGGGAAAAGCAGAAGTAGCATCTA
CAGTTAAACACACAGCCCTGTGTTGGATACGGAACCAGAACCGAAAAAAACCCAACTCAT
CGTATTCCAGAACCGTGACAGATCATCGAATCCAGGAGCATGGCTGTAAACGTCTACGCC
ACCTCGGTGACCAGTGAGAACTTGAGCCGCCATGACATGCTGGTCTGGATAAACGAGTCT
CTGCAGATGAACCTCACCAAGGTGGAGATGCTGTGCACAGGTGCTGCGTACTGCCAGTTC



ATGGACATGCTGTTCCCCAACTCGGTTCCTCTGAAGAAAGTCAAGTTCGGGGCCAAGCTG
GAGCACGAATACATCCATAACTACAAGCTCCTGCAAGTTGGATTCAAAAAGATGGGAGTT
GACAAAATCATCCCTGTGGACAAGCTGGTGAAGGGGAAGTTCCAGGACAACTTTGAGTTT
GTCCAGTGGTTTAAGAAGTTCTTTGATGCCAACTATGACGGGAAAGAGTACGACCCAGTG
GGGGCCAGGCAGGGGCAGGATGCCATGCCTGCACTCAATGCCACCTCATCCGCTCTCAAC
AAACCCCCCAAAAAGGCCCTCAGCCAAGCTCCTCAGAGGCCACCTGTTGCCAAGGTGGCC
CCAAAGGTGGCCCCCGTCAGCGCAAGAAAACCTGGAATGGTTGGGGCTGATGAGGAGAGG
GCGGAGCTCCTCAACGAGCTGGAGATTCTGAAATCAACCATTCAGGACATGGAAAAGGAG
AGAGACTTTTACTTTGGAAAGTTGAGAAACATTGAGCTGATCTGCCAGGAAAAAGAAGGA
GAAGGCGACCCCACCCTTCAGCGGATCATAGACATCCTCTACGCCACGGATGAGGGTTTT
GTGATTCCAGATGCTGAGGAACAGGAGGAGTTTTAACTGAAGACTGCAAGCAACCACTCT
GACGTTCTCACCTACTACCCACCTTAGAGACCCTCCTGAAGCAAAGACTGGTTTTCTGTT
CCGCCCCCCGCCCTCAAAGACTCGTTCTGGCCGTCCCATTCCTCCCACACCTCTGGTCTG
ACCCCCTCTGCTGTTCTTCAGGCTCTGCCGCCGTTTGGTGCCTTTTCTTTCAATTACAGA
AGGTGCGTTCTCTCAGAAGAAAAGCCTCGACCACAAAGTTCCGGAAAGTTCTGTGGAGAA
GACATTGGCGGGTGCTGGTGCTCACAACAATGAGCGGCTGAAGAGCCCCTGCCAACACGA
CAGGCTGGTGATCAAAGGAAGCAGGGAGATGGTTGCACTGGCCGCCGTTTCACACCAATC
CAAAACTGTTCCAACATGATTTGTTTTTAACACAAGCTGCTTGTTTTCAATTCCAGGCTA
ATAAATAAAGATT
>CL136Contig5
TTTTTTTTTTAACGTTTTGCTGTAGACTCTTTTTATTTTGATTTAATTTTTTGATTTCGA
AACATTTGAGTGAAAATGTCAAAAGTGAGTTGATTGTTATTTACACTCAAAAAGAGAAAA
TGTCAGCAATGACAGAGCTTGGTGTCAGAACAAATGTTGATAACAGGTGTTGACACACAA
CATCCATTCTTTAACATTGCGGTCAAAAAAAAGTCATTTGACTTTACGGAAAAAGCTGCT
CAGCCATCCCACTGCAGCTCCCACTGCAGCGCCGCCACTGGCTACAACTGCACTGGCAGA
AGCTGACAGACCAGCAGCACCTGCAGATTGCAGCACAGCCACTAAGCCTCCTGCTGCCAC
GCCTCCTCCGTTAGCAGCGGCAGCAGCAGACATCATCCCAGCGGCGTAGGAACCAGCTGC
TATTCCCCCAGCGGTGAAACCAATGGCGCCCAGGGCAACAGGGGCCAACGCAACTGCCCC
CACAGCTCCGGTTGTTATAGCGACAACTTTTCCCCCTCGTGCCGAATTCGGCACGAGGTG
GAGCAGGAAAACAGCTAAAACATCAAGGACAGTGACCTTCGAGGACCAGGATGGGAGACC
ACTGATATACAGTAACAGTAAAAACAATACTAGAAATGTAAATGCTTTACACTTTATTTG
GGCAGCACCATCATCAGTACAGCATTTGAATTGTGGTAGCAGTATTAAACACTTTTTAAA
ATATTAAATGCATTAAGTACATGAACCGTGGCGTACTCAATGTGGCTGACATGATGGTAA
AGAAAACTTCCATATTTTAAACAACAAACACACTGACATCACTGCTGAGGTACAAGGAAA
AAAACAAGATTATGTAACCACATAAAAAAGTACCTGATAAAAACATTCTCCTAAACTTGC
AGCCTACCAAATCCATGGACCAATTTGAGAACCAGATTAAGATAAAAAATAAGAAAAAAG
ATGGAAGAGAAACCAGTCCGCATACTGTAGATCATAGCAGTGGCCTTAGAACCTGCTCTG
CCCTACATTTGTTGACAACGGCTTTCTTGAGCTTGGCCTCTTCAATTTGTTCCCAACCAG
GTAAAGTGGCACATCTTAGGACATCAGCTTTGCAGAAACTCCAGGGTTGAAGCCAGCTCA
GTTGGATAATGACTGTTAAAGCAGAAGTAGCTTCCGAACATCAGTCATAGTGCTGCAATG
TTGTTGTGTACGATGGAGCGGTCCCAACTCAGCATGAACCTGTCCACATACAATAACAGT
TGGAGTCAACGGCACCTGCTGCATCTGGACCTCGTCTGCATCTTCTACAAGAACATGGCA
TCCTCCTCATTAAAGTAGCAGAGCAGAAGAAAGCGCATCTCTTTAACATCTCATCTCTTC
TGAGCAGCCACTCTGCTCTCCCCGCATCATCTGCAGCCNTTTTAGAGTTTGGAAAAACGT
CTTGCTTTCATCATTTTCCATGGAATTTCAAA
>CL136Contig6
CGGCACGAGGGTTTATTTGGGCAGCACCATCATCAGTACAGCATTTGAATTGTGGTAGCA
GTATTAGACACTTTTTAAAATATTAAATGCATTTAGTACATGAACCGTGGCGTACTCAAT
GTGGCTGACATGCTGGTCATGAATACTTCCAGATTTTAAACAACAAACACACTGACATCA
CTGCTGAGGTACAAGGAAAAAAAACAAGATTATGTAACCACATAAAAAAGTACCTGATAA
AAACATTCTCCTAAACTTGCAGCCTACCAAATCCATGGACCAATTTGAGAACCAAATTAA
GATAAAAAATAAGAAAAAAGATGGAAGAGAAACCAGTCCGCATACTGTAGATCATAGCAG
TGGCCTTAGAACCTGCTCTGCCCTACATTTGTTGACAACGGCTTTCTTGAGCTTGGCCTC
TTCAATTTGTTCCCAACCAGGTAGAGTGGCACATCACAGGACATAAGCTTTGCAGAAACT
CCAGGGTTGAAGCCAGCTCAGTTGGATAATGACTGTTAAAGCAGAAGTAGCTTCTGAACA
TCAGGCACAGTGCTGCAATGTTGTTGTGTACCGATGGAGCGGTTCCAAATGAGCATGAAC
CTCCTTGGGGAAAAGCAAGACTGTCCACATACAATAACAGTTGGAGTCAACGGCACCTGC
TGCAGCTGGACCTCGTCTGCATCTTCTACAAGAACATGGCATCCTCCTCAAAGTAGCAGA
GCAGAAGAAAGAGCATCTCTTTAACATCTCATCTCTTCTGAGCAGCCACTCTGCTCTCCC
CGCATCATCTGCAGCCTTTTAGAGTTTGGAAAAACGTCTTGCTTTCATCATTTTCCATGG
AATTTCAAAGCTGTCCTCCCAGTCAATGTATGTACAGTCCTCGGCTTCTGGAAGATGTGG
ATGACAAACTCCTCGGTGACTATAACAAAAGTGATGATGATTGTGTTGGTGAGGTCTCAA
CAGATGACGATGTGCTGTTCTCTGGCGTTTGGTATTTCAATTTCCAGAGAGCAAGACGTT
TCCGGGCTTGAACAGGTCTCAAAGCTGGCAGCAAGTCAGCCTCTTCTATGAATCGTAGAT



CCTCATACAACTCCATTTATTCCAATGGACTGCAAGTGTTCTTCCAGGATGTCTTTTGTG
GCTCTGGTAGGACCTCCATAATGGCAGTGTGGAGGAACATGGGTTCTGATTCACTCATTT
TCACGTGTATTTAGATCACCGTGCAAACTTCAAAGATTTTACTTGAATCTTTTCCAGACA
AGCAAAAAAAATGTTGGAGATTCATCACACGGATTGTTAAAACGCAGAAAAAATACGACA
AACGGTCGTCAAAAGTCTCTCGTTCTCTGCACTTCTCCCGCTTCCCCGGCCATAAGGCCG
GGTTTAAACGCAGC
>CL136Contig7
GTATTTGAATTGTGGTAGCAGTATTAGACAGTTTCTAAAATATTAAATGCATTAAGTACA
TGAACCGTGGCATACTCAATCTGGTTGACATGCTGGTCATGAATACTTCCAGATTTTAAA
CAACACACTGAAAAAAAACAACATTATAAAAACAAACATAAAAACATTCTCTGAAACTTG
CAGACTATCAAATCCATGAACCAATTTGAGAACCAAATTAAGATTAAAAATAAGAAAAAA
GATGGAAGAGAAACCAGTCCGCATACTGTAGATCATAGCAGTGGCCTTAGAACCTGCTCT
GCCCTACATTTGCTGACNAAGGCTTTCTTGAGCTTGGCCTCTTCAATTTGTTCCCAACCA
GGTAGAGTGGCACATCTTAGGACATCAGCTTTGCAGAAACTCCAGGGTTGAAGCCAGCTC
AGTTGGATAATGACTGTTAAAGCAGAAGTAGCTTCTGAACATCAGGCACAGGTGCTGCNA
TGTTGTTGTGTACGATGGAGCGGTTCCAAATAAGCATGAACCTCCTTGGGGAAAAGCAAG
ACTGTCCTGCTGCAGCTGGACCTCGTCTGCATCTTCTACAAGAACATGGCATCCTCCTCA
TTAAAGTAGCAGAGCAGAAGAAAGCGCATCTCTTTAACATCTCATCTCTTACTAGCAGCC
ACTCTGCTCTCCCTGCATCATCTGCAGCCTTTTAGAGTTTGGAAAAACGTCTTGCTTTCA
TCATTTTCCATGGAATTTCAAAGCTGTCCTCCCAGTCAATGTATGTACAGTCCTTGGCTT
CTGGAAGATGTGGATGACAAACTCCTCGGTGACTATAACAAAAGTGATGATGATTGTGCT
GGTGAGGTCTCAACAGATGACGATGTGCTGTTCTCTGGCGTTTGGTATTTCAATTTCCAA
AGAGCAAGACGTTTCCGGGCTTGAAGAGGTCTCAAAGCTGGCAGCAAGTCAGCCTCTTCT
ATGAATCGTAGATCCTCATACAACTACATTTATTCCAATGGACTGCAAGTGTTCTTCCAG
GATGTCTTTTGTGGCTCTGGTAGGACCTCCATAATGGCAGTGTGGAGAAACATGGGTTCT
GATTCACTCATTTTTACGTGTATTTAGATCACATGCCCATTCCTCAATGGTGGAGCATCT
GGGATGTTGCCATATCTCTCAGTAATGAATTCAACCATTGCCCCAGGCTTCTTTGGAGCC
ATGCTGAAAAAATCTTAAAATCTGCGAAGTGGTTTTTGACGACCGAAGTTTTTGCCGAAC
AAATTTCGGTGAACAACGCACGGTCAAAAAAAAAATGGGATGGAAGTAAAACGACAAATA
TGTCGAGTAGGTTTTTAAAGAATTTGCCCAACTTTAGACGACCTCTCGAGAAAGTTATGT
TCGTTCGAACAGAGAGTGGTTC
>CL136Contig8
TCTGTGGTTGACGTCACCAACGGGCCGGAATCTGCAAGCGGGAGAAGTGCAGAGAACGAG
AGACTTTTGACGACCGTTTTTGTCGTATTTTTTCTGCGTTTTAACAATCCGTGGGATGAA
TCTCCAACATTTTTTTTGCTTGTCTGGAAAAGATTCAAGTAAAATCTTTGAAGTTTGCAC
GGTGATCTAAATTCTACACGTGAAAATGAGTGAATCAGAACCCATGTTCCTCCACACTGC
CATTATGGAGGTCCTACCAGAGCCACAAAAGACATCCTGGAAGAACACTTGCAGTCCATT
GGAATAAATGGAGTTGTATGAGGATCTACGATTCATAGAAGAGGCTGACTTGCTGCCAGC
TTTGAGACCTGTTCAAGCCCGGAAACGTCTTGCTCTCTGGAAATTGAAATACCAAACGCC
AGAGAACAGCACATCATCATCTGTTGAGACCTCACCAACACAATCATCATCACTTTTGTT
ATAGTCACCGAGAAGTTCGTCATCCACATCTTCCAGAAGCCGAGGACTGTACATACATTG
ACTGGGAGGACAGCTTTGAAATTCCATGGAGAGGATGCCATGTTCTTGTAGAAGATGCAG
ACGAGGTCCAGCTGCAGCAGGTGCCGTTGACTCCAACTGTTATTGTATGTGGACAGTCTT
GCTTTTCCCCAAGGAGGTTCATGCTGAGTTTGGACCGCTCCATCGTACACAACAACATTG
CAGCACTGTGCCTGATGTTCAGAAGCTACTTCTGCTTTAACCGTCATTATCCAACTGAGC
TGGCTTCAACCCTGGAGTTTCTGCAAAGGGCTCCTCATCCCTGGTCCTTGAGATCTACCA
GCCTGCCTGATTTCCAGCTGATTACCTGGACCAGCTTATGTCCTAAGATGTGCCACTCTA
CCTGGTTGGGAACAAATTGAAGAAGCCAAGCTCAAGAAAGCCGGTGTCAACAAATGTAGG
GCAGAGCAGGTTCTAAGGCCACTGCTATGATCTACAGTATGCGGACTGGTTTCTCTTCCA
TCTTTTTTCTTATTTTTTATCTTAATTTGGTTCTCAAATTGGTCCATGGATTTGGTAGGC
TGCAAGTTTAGGAGAATGTTTTTATCAGGTACTTTTTTTATGTGGTTACATAATCTTGGT
TTTTTCCTTGTACCTCAGCAGTGATGTCAGTGTGTTTGTTGTTTAAAATATGGAAGTTTT
CTTTACCATCATGTCAGCCACATTTAGTACGCCACAGTTCATGTACTTAATGCATTTAAT
ATTTTAAAAAGTGTTTAATACTGCTACCACAATTC
>CL136Contig9
TTTTTTTNTNNACTGTAGACTCTTTTTATTTTGATTTAATTTTTTGATTTCGAAACATTT
GAGTGAAAATGTCAAAAGTGAGTTGATTGTTATTTACACTCAAAAAGAGAAAATGTCAGC
AATGACAGAGCTTGGTGTCAGAACAAATGTTGATAACAGGTGTTGACACACAACATCCAT
TCTTTAACATTGCGGTCAAAAAAAAGTCATTTGACTTTACGGAAAAAGCTGCTCAGCCAT
CCCACTGCAGCTCCCACTGCAGCGCCGCCACCGGCTACAACTGCACTGGCAGAAGCTGAC
AGACCAGCAGCACCTGCAGATTGCAGCACAGCCACTAAGCCTCCTGCTGCCACGCCTCCT
CCGTTAGCAGCGGCAGCAGCAGACATCATCCCAGCGGCGTAGGAACCAGCTGCTATTCCC
CCAGCGGTGAAACCAATGGCGCCCAGGGCAACAGGGGCCAACGCAACTGCCCCCACAGCT
CCGGTTGTTATAGCGACAACTTTTCCAGTAGTCATGATTTCCTATTCGATGAGGATTCCC



CCGGCCATAAGGCCCGGGTAAAAGGCGCGCCG
>CL137Contig1
CACGAGGGTCCCTGCAAACTTCTCACGCTAGGACTTTTCCTGCAGATACGGATTCAGTCA
TGTCTAAGGCAAAAGATGCAGCTTCTTCCATTATGCAGACTCAACAGCTGCATGCTGCCA
TGGCCGATACCTATATCGAGCACATGTGCCTACTGGACATCGACTCTGAGCCCGCTGTGT
CTCGCAACACTGGCATCGTCTGCACCATCGGGCCTGCATCCCGATCTGTAGACATGGCCA
AGGAAATGATAAAAGCTGGGATGAACATTGCAAGAATGAACTTCTCTCATGGCACCCACG
AATACCATGCTGAAACCATCAAGAATGTCCGCGAGGCAACCGAGAGCTTTGGTCCAGGTA
CTGTTGAGTACAGACCAGTGGCCATTGCTCTGGACACCAAGGGACCAGAAATCAGGACCG
GTCTGATCAAGGGCAGTGGAACCGCAGAGGTGGAGCTCAAAAAGGGTCAGAACATTAAGC
TTACCCTTGATGACAAATACAAGGACAACTGCGATGAGAATTATCTGTGGGTCGACTACA
AAAACATTACCAAGGTGCTGCAGGTTGGAAACAACGTCTACATCGATGATGGTCTGATTT
CCCTCAAGGTTAAGGAAGTTGGCAACGACTACCTGATGTGCGAGATTGAGAATGGCGGCC
TTCTGGGTAGCAAGAAGGGTGTTAACCTACCCGGAGCAGCTGTGGACCTGCCAGCTTTGT
CTGAAAAAGACATTCAGGACCTGCAGTTTGGGCTGGAGCAAGGCGTGGACATGGTCTTTG
CATCTTTCATCCGTAAAGCAGCTGACGTTCAAGCTGTCAGGAAAGTTCTGGGTGAGAAAG
GCAAGGACGTGAAAATCATCAGCAAGCTGGAGAACCACGAGGGCGTGCGCAGGTTTGATG
AGATCCTGGAGGCTAGCGATGGCATCATGGTTGCCCGAGGAGACTTGGGCATCGAAATCC
CAACAGAGAAGGTCTTCATTGCCCAGAAAATGATGACTGGCAAGTGCAATAGAATTGGCA
AGCCTATCATCTGTGCCACACAGATGCTGGAAAGCATGACCAAGAAGCCACGTCCGACCC
GGGCAGAGGCGAGCGATGTCGCCAATGCTGTCCTGGACGGCAACGACTGCATCATGCTTA
GTGGGGAGACTGCTAAGGGAGACTACCCTCTGGAAGCTGTACTCACACAGCACAGGATTG
CTCGTGAAGCCGAGGCGGCCATGTTTCACAGGCAGATGTTTGAAGAGCTGCGCCGCACCT
CCCATCTGACGCGTGACCCCACGGAGAGCGTCGCCATCGGTGCCGTCGAGGCTTCTTTCA
AGTGCTGCGCCAGTGCCATCATCGTTCTCACCAAGAGCGGCAGGTCTGCTTACATGCTGT
CACGGTACAGGCCCCGTGCCCCCATCCTCGCCGTGACACGCTGCGGTCAGACCGCACGCC
AGGCTCACCTGTACCGCGGCGTTTACCCGGTGCTCTACACCAAGAACGCCAATGACGTCT
GGGCCGAGGATGTCGACATGCGCGTCAACTTTGCCATGGAATATGGCAAGTACCGCAAGT
TCTTCAAGTCTGGGGATGTTGCCATTGTAGTGACCGGCTGGCGCCCCGGCTCTGGTTACA
CCAACACCATGAGAGTTGTGCTGGTGCCTTGAACATCATCCAAAGACACTAGTAGAACTA
GTTCATGTTCATAGTGCTCTCCACTTAACTTTGGACAGTCAATGAATTATTTCCTTCAAT
ATTTTGAGTTTTGTTTTTTTTGTTTCACTTTTAGTTGGAACAAAAATAAATAAAAAGATC
ACCAGGATTAAGAATGT
>CL138Contig1
TTTTTTTTTTCCTTCAGGTTTGACAAAACTTTATTGTTCACTTGACGTTCACAGTTCAGA
CTCTTCAGTTAAAGGAGGAACAAAGTTCTGTTCAGAACTTAAGTGCTCCTGATTTCCCCT
GAATCACCTGCAGAGCAGCAGCTAGTTTCTGGCCCAGAGGAGCATTTGGGGGGAAGGGTG
GAGCAGAAGCTTCAACAACATAGAAGGGAGCTTCAAACCAGTGTATCAGATCTGCTCCAA
TCTCAGCTGAGGAAGACTCATGTGTGACGGTCTGTGATGGAGGCAGAGCTGATGTTTGCT
AATGTCACCCCTAAAACGAGAACCTCCCCAGACTGTCATAAAGATGAAGATCGTTGTAGC
AGGGGCAGCTTCACACACAGGCCGTCCTTCATCCTCAATCTGATCATTAAAACTGGAAAA
CAGACTAAGGGTGGGGGTGGGGCGTCCCACTAACTAAGGTTAGCCGTAGAGGGACCTGCA
GGGTCTTCCAGGGTGAGGTGATTGTGGCTGTGTGTGCAGTGAGAGTTCAAGCCTCAGAGG
CAGCAGCCTCTTCCTCAGAGGAAGAAGTCGTACCGTTGCTCTCGGACTCCTCTGCAGGAT
GAGGCGGCTCTGCGATGGTCTGAGCCGCTTCCTCCACGGCTTCAGCGACCTGAGCAACTT
CCTCTGCGACAGACTCCACTTCCTGCGCAGCCTCCACCACCTCCTCGGCCACTTCAGCGA
CCACCTCAGCAACTTCCTCCACGATGGTTTCTGCCTCCACCTCAGCGACCCCCGTCTCTG
CGGCCATCTCCTCCTCACCTACAGCTTCATCCTCATCTTCATCTTTGCTCTTGGGGGGCC
AAGGTTTGGCGACCCACTCCGTCTTGGGTCGGGACTTCAACTCCTCCAGGCGGCTGTTGA
AGCGGTTGTGATCCGAGCTCACGGTGCTGTAAGCATAAGACAGAGAACCGACCAGAGCCC
CCCCACACAGCAGCGAGTACACGATGTTCTCCCCCGAGGAGCCACCCGGAACCGAGGACA
TGGACCGCCGCGGCACCACGTCCCGCCGCAGCGTGAAGGCCGCTCTTCGCGCCGCGGAGC
CGCTCCTTTGCCAGGCCGCTCTGCAGGTGAACATCGCTGCTCCGAAGCTCCGCTCAGACT
GCTGCGTGCTGCTCAGACAGACACTCCAG
>CL138Contig2
TCTGAGCGGAGCTTCGGAGCAGCGATGTTCACCTGCAGAGCGGCCTGGCAAAGGAGCGGC
TCCGCGGCGCGAAGAGCGGCCTTCACGCTGCGGCGGGACGTGGTGCCGCGGCGGTCCATG
TCCTCGGTTCCGGGTGGCTCCTCGGGGGAGAACATCGTGTACTCGCTGCTGTGTGGGGGG
GCTCTGGTCGGTTCTCTGTCTTATGCTTACAGCACCGTGAGCTCGGATCACAACCGCTTC
AACAGCCGCCTGGAGGAGTTGAAGTCCCGACCCAAGACGGAGTGGGTCGCCAAACCTTGG
CCCCCCAAGAGCAAAGATGAAGATGAGGCGTGACACTCACACTTAGCTGCAACCCCTCCA
CCCCCACTCTTTCCTCTTATCCCCATCCCCACTCTGGTCCCTCCCCCTCCCTGTGGGCGT
TTCCCTAAAGGACGCTGTGTTTGGTCTGACGTTCACGCAAAAACCTCTGAATCCTTGCTA
AACTTTGGACTCCATCACTGGTCTGCAGCTCGTTTCTGTGAAACCTCTTAAGTGGGGTTG



GGGGGTGGGGCTCCCTCACCTGCCCCCTCAGATGCCATCTATCTCCCTGGTTGTTTCACT
CTTACCCAGCTCCTAATCTGTATCTTGCTACCTAGATGATGAAGCTGCAGGTGAGGAGGA
GATGGCCGCAAAGACGGGGGTCGCTGA
>CL139Contig1
TTTTTTTTTTAAAGTTTTGTTTTATTTATTTGAAATTTAACACCTTTTTCTCTCAGTTTC
TCCTTGTTGCAGAAAATGCTCCGAGCAACCTTTCCGATATTCCAAACGGTCCAAGAAACA
AAGTCCAAAGCATCTTTGATGTAATCTGTACTCTTAAACATAAATTAAGAGTAGGCAGGC
ACAGTTAGCGGGCATTCTGAGTCTCAGACGAGCAAAACGGCGTTGATGCAGCCGTCGTTC
TCTGGGTTGTTTGTTACCTGGGCGTATTTACCCCAGATAACCTTTCCTCCTTGTGTAACC
AGGCCCAGCTCGCTGACATTGACTTCTATCACTGTTCCCTTCGTGATGACGCCCAGAGAC
GTGTAGAGGGGGGAGGAGGGGTTCTTCTTCACTCCGAGGATGGGGAGACAGAACGTTGCT
TTCAGCTCTGGATGAGTGACGTGAGCCTTTTTAAAGCGCAAACCCATGGGCCGGATGAAG
CGCTCGTACTTTGGAGGTTTACGTGTGAAGCCGTCCCCGACAAAGCACACTTTAGTGACC
ATCCTCTTCCACGCTTTCTTCTGCCTCTTCCCTGTTTTGATGACTTTCAGTACTTCAGTC
TCTCCTTGAGCACGCACCTTTGGCAAAGGCACCTCCCATTTACCAGCCTTCTCCTTCCTT
TTCTGTTTAATCATGTTGGAGAGCACCTTTGCTCTGGACTGTCCTTCTCTGTCCAGCAGG
TAGGCTGGGACTGCTCCCTCTGGCGTCTTGTCGTCATTCTTCTGCTTAGTTTTCCTCTGT
TCGTGCATTTTGATGGTCTTCTTCATCTGGATCTTCTCTGCATGTCTCTGTTTGTGGTAC
AGTTTGGCCTTCAAGCCGATCAGTTTCTTGGCTTTGTGGGAGCGCTCGTGAGCCTCCCTA
CTCTCCTTCTTCCTTTTCCTCTCGTGATGGTCGAGGCGGTAGCCATGCCGCTTGCGGTGC
AGCTCAATGTGTTCGTTCTGAGGCATTTTGCGCTGGAGATGTTAAGTATGATTGTTAATA
TTTCAAATATCGTTGCAGTTACGAAATACACCGATTATTTTGGGTTTTTCTTTCCAGGCT
GGGGGTTATCGGTGTTGTTGTCCCCCGTGCCGATGTGTAGAGGCCCCGGCCATAATGCCC
GGGT
>CL140Contig1
CGGCCGCGGACCGTTTTTTTTTTTTTTTTTTTTTTTTTAAACAAAGACTGTTTATTTTAT
ATATAGAAAGTAATAGCTACAGTTCTGTAACATTTAAGAGGAAATTAAATATATGAAATA
TGGAGTATAAGTAATTGTAAGCATGCAGTCTCAAGGTTAAAATTACAAATGGCTCTTTAA
TGGCACTTTGAGATAAAAAGAAAACATTTTCATAGCTGAAGCTATACCAGCATCAGCTGT
CATAATACAAAAGAAATCAACTCATGCCACACTAAAAACAGGATTTTTTATTTTATTTTG
CAGGATATGTGAAATAAACTGCAGCTTGAGGCTCATGCAGAGTTACACAACCTTCCCCAA
TCATGTCTGCTTCACTGTAGGCAGGTGTAGTTTGTGTTTGAAATATCTTCTCATCAGCAA
AATATAGAAAAGGTTTTTAAAATCAATTTAAGTTTAAATTTGTGCAAAAAAAAATACTAT
ATTGATTTTTTTCCTTGTGAAAGGGTTGGCACCGTAGATTTAAAGGCTGCAGAAATAAAT
TAAAAGAAAACTCAAGGCACTCGACTACTGCTTTAGCACTGACCAAAGTCACTTTTTAAC
GGTCTCATCAAGATGGCTGATCTGTGAATCAAAAACACGGAGCCATAAAAGTGTGGGTTG
TCATCAGACACCTGTCAGAACAGCAGAGGCTAATGCTGGTTATGTGTGTGAGTTTGCTCC
ATGTCTTAGACCAACTAAAGGCAACTCCATGCTGCGAGGGTCGGCGTGTCTGCATGATTT
CCAGATAACCAAGCCCTTGTCGTGACTGATTACCTGGTACAGGTTTGTCCAGCCAATTTG
AACATGTTAGAGCAGGGCATGTTGGAGAACATCCAGGAGTATGGCCCTTAAGACATCCCT
GTCTTAGAAGTATCTTAAAGGGAAATTCATGCAGATTTGCATTTCAGCTCTGACTTCCGC
CGACTGATGCGTGCTAAACACTGTTTTTTGTGTCTGCATTTTCCGTGCAGTTGGCACCTT
TTCACAGGCCAGGACCAGCTTCACACATAACGCATATAAATAACACTTTTGTGGATGTCT
GCCTGTGCACATTTCTCTAGAATACAATGGAGACAAACCTCCAGAAACAAGAGTCAAGAA
AAGCGAAACAAAACCAGTGAACTAAGCAACGCCTCACTCTCCCAACAACTTTCACCAAAT
GCCCTCAGACAGGCGAAATCCCTGGATACCAAATGCTAAAGGAAGCATACAATCAGCTAT
TTACAAGTCATGGGATTACTAATGAAGAGATTTTGACCTTTCTATTTTTTTTTTTTTGTT
TTGTTTTTTTTAGTTTGTCGTCGTGGCAACTGTCTCTACTCGTCGGCACAGCCAAATGAA
ACGCTGTGGACCAGACTAAAACTTAGTGCAGCAGTCTTCCCGACTCTTAAACTTCAAAAC
AGCAAAGTTATAAGTAGTAGCCATCATGTAGATCAGCAGAGCGATGACGGTGGCTCCTGC
CCCGGCGCACGCCACGATGTACAGGTGATAGGACAGGTAAAAATCGCTGGTTTTGCAGAT
TTCACCAAGAGCAGATCCACAGGCCCTTCCTGGGGTGGCGTTCCATGGGATGATTCCGTA
CTGACGAACATCCACGCAGATGGAGTCGATGCTAGTTATGTTGAACGTTGGAGAATTCAT
GGCATTACAGGTGGACCACATGTTGTAGAAGAGGAAGACGGGTACGGCGGAGAAGCCAAA
CACGCCCAGCCAAGCCACACCCAGGATGTACGTGAGGAACACAAACATTCCACTGATGCA
GCGTCCACAGATGGTGGTCTTGAACTCGCTGTGGAGCTCCTTGACAGCACTGGTTGTGTA
GAAGCCCTCGGCAAGCAGAATGATTCCATACAGGAAGAAAAATGAAGCGATGCCATAGAT
GACATACTGCATCAGCTGTATTACATCAGTGAGCATGGCGTGATCGGTTGTGACCCTGGA
AAAGTGGGTTTCCAGGATAGTCAAAGTGCCAGTCAGAGCCACATGGCCGCATCCACAAAA
CAGAGCCACGCCAGAGAAGCAGAGGATGGTCGCCACCAGGGATGCATAGGGCACGCCGCC
TAAACACTTGATGCAGCACTCAAAGCAACCCATTTTTTTATTTGCGTCTCAGGAGTTTCC
AAAAAAAGAAAAACCAGCAAGTTAAAAAGCGACCAGCTGGAAAGTTGATGCGCAGCTCGG
CTGGTGACGCGTCCTCGGTTGCACGCTGACTGCCCCCGGCCATA
>CL140Contig2



TTTTTTTTTTTTTGAGACATCTTTTTCAAATAAACCCTTTTTAATGGAAAAAATTGGCTA
ATATTCTGAGTATCTGTAAAACAGAATTGGATTACAGACCCATCCTTAACATTAGAACAT
TTGCTGAAACAGCCATGCAGTCAAATTCTTAGTATATTATTAGAGCAGGGTTGTTTTTGT
CTACTTTTTAAATATTTGTTCCATTAATACATTTTGACACTGGAATTTGGTTTAAGGCCT
GTGAACGAGGGAAAGAACAAGAACCAAACCTCTTACTTTGGAAAAGCTGGAGGGTCATAA
GACAGACAAAATAAACCTGTTGTTATCCACTGCATAAAAATAGTCTAACACATCAAGGTT
CAGCAGGAAAAATGACTACCACAAAAGGATCATCGGCATTGTTTCTTCCTGCAAAATCGG
GGGGAAAAAAAAAAAAAAAAAGTCTGCAATCTGTATGTAGCAAGTCTTTTTGAGTTAGTG
CAGGAAGCAGCTCGGATGCATTAGGAGGTTAGAAGCTGGGTTAGTACTGCACAGTGTACA
CAGCCAGCCGGTTATTTGAGCAGAGTGTTGGTCCAAACAGGCTGCTGTAGTAGGCCCGCA
GTGTTTTGTATGTCACGTAGCGTGTGTTTGCACGGATGAAAAATCCTTATGTGTAGGAAT
TGAGGCATTCCTTTGAGCGTGCGGTGATGTCCTGCAGCTCCCGCTCTTCCTTCAATTTGA
TGTCTTGGTAGGCATGCATTTGACTGGCATCCTTAAGGTAGGCCCAGTTTGCTGAGAGAA
TCATGAGGAAGTGGATCAGAGCGATGACGTGGCTCCTGCCCCGGCGCACGCCACGATGTA
CAGGTGATAGGACAGGTAGAAATCGCTGTTTTGCAGATTTCACCAAGAGCAGATCCACAG
CCCTCTGGGTGCGTTCCATGCGACGCTGGTCGAC
>CL141Contig1
AGGAATTCGGCACGAGGCAGCATTCGTGTCGACTGCCCAGAGTCCACGAACACACACAGG
GCCTGCAGAGCAACACACACATTCCTGCAGCCCCGCCGGCCTCCGCTCAGACATGTCGCT
GCACAGCTTCGGCTTGGAACCGCTCTCCTGCCACGCCTGGAACAAAGACAGAACACAAAT
TGCTTTGAGCCCCAACAACAATGTGGTGAATATCTACGAGAAGAAAGCAAACGACTGGGT
GAAGACGGAGGAGCTGACGGAGCACAGCGGCCGCATCACAGGGATCGACTGGGCTCCAGA
GTCCAACCGCATCGTGACCTGTGCGTCTGACCGGAACGCCTACGTGTGGACCCGGAAGGA
TGGCGTGTGGAAACCCACACTGGTGCTCCTGAGGATCAACCGTGCTGCCACTTGTGTGAA
GTGGTCTCCACAGGAGAACAAGTTTGCTCTGGGCAGTGGAGCTCGACTCATCTCTGTCTG
CTACTTTGACAAGGAGAACGATTGGTGGTTAAGCAAGCACATTAAGAAGCCCATTTGTTC
CACCGTCCTGAGCCTGAGCTGGCATCCCAACAACATCCTTCTGGCAGCTGGGTCTGCAGA
CCTTCACTGCAGGGTCTTTTCTGCCTACATCAAGGACATTGAGGACAAGCCTGGACCCAC
AGCCTGGGGGGCAAAGATGCCGTTTGGAGAGGTTTTGATGGAGCACAAGGATTGTGGCGG
GTGGGTCCACAGTGTCTCCTTCTCCCCAGCAGGAGACCAGCTGGCCTGGGTGGCCCACAA
CAGCAGCATCAGTGTGGCTGACGCCACTCAGGGAAAACAAGTGACCCAGCTGAACACCAG
GCACCTTCCACTGGTCAGCGTCCTCTTCGCCAGTGCATCTGAGATTGTTGCCGCGGGTCA
TGACTGCTGTCCATATCAGTTCACGTTCAAGAGTCCCGGTTCTCTGGAATTCGTGAAGAA
GCTGGATATGACTAAGCAGACCTCCAAGGGCAGCATGTCCGCCATGCAACACTTCCGCAA
CCTGGACAAGAAGGCCACAGAGGAGGACGAGAAGGACCTGAACACCCTTCACCAGAACAG
CATCACGCAGCTGTGCGTCGTGTCAGGGGACAAAAGCAAAGTGGACAAGTACAGCAGTGT
GGGTCTGGACGGCGCCATGGTGATCTGGACTTTCAAGCACTGATTCTGACAGACGCCGTT
TCTGGAGGACCTTCTGCGTCTTCAGTCACTGGAAAATGCTCAGCAGCCAAGCGGCGTCTC
AAATGGATTCTGATCATTGCATTAAAATCCATAGCAACACGGTGCCTCATTCATGTCATG
ATTCCAGGTCACCCCACTGACACGAACACGGCGTGTTGCATTGGGGTCTAGAGTTGCTGT
TGGACCCCCGACCAACCAGCACATTGAGTCCAACTTTAAAGTTTCTATTTTCTGCTTTTC
TTAAGCCTTTCAGAGTAAACTGTATCCATAAATATGATCATATATGACCTTTGGCACCCT
AAAGGACCTTTTTTA
>CL142Contig1
AAGGCTCCGGAGCCTCCAGCGGAAACCAGCTGAGGCAGGTCGAGAAGACAAGATGGCGCA
GTGAGCGGGCGGCGCTTTGTGCGGACGGTCCAGACCTCGAAAAAAAGACTAAACAAGTCC
AGAAGGACGGTCCGAATACCACCACCGCCTTAGCAGCGGCCCGGTTATCGCGCTTGCCCC
CGGGGAGGGAGGAGGTTGGAGCCTGTGTGAGCCCTGGTCCGTGTGAAGCCGTTAGCTCGA
TGCTAGCGGCGGATCGACGGCAGTTGTTGTTGTCGAAGGCCCGCGGTTCGGTCGGCTTTG
GTTCGGATTAACGTCGAGTTGTACCGTCACAGGGCCCGTGTTTTGGTCTGGATCTAAACC
AAGCATAAAGAACCCGAGGTCAACAGCGCATGATTGAGCGGAACCTTCCCAGAAGATCAG
GTTTTGTCTTTTTTGTTTAAGTCGGAGCCCGACCAGCAGAACTCCGACAATATCCGGACC
AACACGTCTCTGTGTCCAACTGGCACGCCTCATTTTCGGGCTAATTTGGTGTTGTTAAGT
GTTGGATATCATGGCGAGCAGCAGCGGCTCCAAGGCCGAGTTCATCGTCGGGGGAAAGTA
CAAGCTGGTCCGGAAGATCGGTTCCGGCTCTTTCGGGGACATCTACTTGGCTATCAACAT
AACCAATGGGGAGGAGGTGGCCGTAAAGCTGGAGTCCCAGAAGGCCCGACATCCGCAGCT
CCTGTACGAAAGCAAACTCTACAAGATCCTGCAGGGCGGCGTGGGCATCCCGCACATCAG
GTGGTACGGTCAGGAGAAGGACTACAATGTTCTAGTCATGGATCTGCTGGGACCCAGTCT
GGAGGACCTTTTCAACTTCTGCTCTCGCCGCTTCACCATGAAGACAGTTCTCATGCTGGC
AGACCAGATGATCAGCAGAATTGAATATGTGCACACAAAGAACTTCATCCACAGAGACAT
CAAACCAGACAACTTCCTCATGGGCATCGGGCGTCACTGTAACAAGCTCTTCCTTATCGA
CTTTGGTTTGGCAAAGAAGTACAGAGACAACAGGACCCGACAACACATCCCCTACAGAGA
AGACAAGAACCTGACGGGCACTGCTCGCTACGCCTCCATCAACGCACATCTGGGCATCGA
ACAGAGTCGCCGTGACGACATGGAGTCGCTCGGCTACGTGCTGATGTACTTCAACAGAAC



CAGCCTGCCATGGCAAGGGCTTAAGGCTGCCACAAAGAAACAGAAGTATGAGAAGATTTC
GGAAAAGAAAATGTCCACCCCTGTAGAGGTCCTTTGTAAGGGCTTCCCAGCAGAGTTTGC
CATGTACCTGAACTACTGCCGTGGCCTGCGCTTTGAAGAGGCTCCAGACTACATGTACCT
GCGTCAGCTGTTCCGCATTCTGTTCAGGACCCTAAACCACCAGTATGACTACACGTTCGA
TTGGACCATGCTGAAGCAGAAAGCCGCCCAGCAGGGTGCCTCCTCGGGGGGCCAGGGGCA
GCAGGCACAAACCCCCACAGGGTTCTAAAAGGCAAGCCTGATCCAAACTGCTGTGGTGAG
CAGGACCAGTGGGCTCCGAGCGCCCCCTGGTGGTTGAGCGTCTCTCCTTCCATCATCCCT
GTCTGTCATGGAAACGTGTAGATCTGCACACGCTCAGTTTTGTCATCGATATTTTCAGAC
CTGTATGAATCACAAATCCTTTGGAAAAATGTTTTTTTAGGATCTGGAGGCTGTAGCCCC
CCACCTTCCCCCCTCCCTCTGCGGTTAGTTCAGGCGCAGGCGGTCAGCTGACTGGTGTTG
GTCGCCGTGGAAACGCCTCAACTCCTCCCCTTTTAGCAGGCGGATGGAAAAGCTGTAACT
TTGGCCTCTTCCTCTGTTTCTGAATGATTGATGAGCCCTGGATGTTTCTTTAAAAACTGT
CGGGTTTTCTTTTGTTTCTATGGTGATTAAGAGTTTGCTGCCCCCTACTGGCAGCAGTTG
GAGCTGAATGACACTTTTGCTTTTCCCTCTAGAACTGAATTATTAAGTCTGTTGTAAAAC
TTCTGGTCTTCTCCAAAAATGCCAATAAAAACCTTACTTAACTCAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAACAT
>CL142Contig2
AGTAAGGTTTTTATTGGCATTTTTGGAGAAGACCGAAGTTTTACAACAGACTTAATAATT
CAGTTCTAGAGGGAAAAGCAAAAGTGTCATTCAGCTCCAACTGCTGCCAGTAGGGGGCAG
CAAACTCTTAATCACCATAGAAACAAAAGAAAACCCGACAGTTTTTAAAGAAACATCCAG
GGCTCATCAATCATTCAGAAACAGAGGAAGAGGCCAAAGTTACAGCTTTTCCATCCGCCT
GCTAAAAGGGGAGGAGTTGAGGCGTTTCCACGGCGACCAACACCAGTCAGCTGACCGCCT
GCGCCTGAACTAACCGCAGAGGGAGGGGGGAAGGTGGGGGGCTACAGCCTCCAGATCCTA
AAAAAACATTTTTCCAAAGGATTTGTGATTCATACAGGTCTGAAAATATCGATGACAAAA
CTGAGCGTGTGCAGATCTACACGTTTCCATGACAGACAGGGATGATGGAAGGAGAGACGC
TCAACCACCAGGGGGCGCTCGGAGCCCACTGGTCCTGCTCACCACAGCAGTTTGGATCAG
GCTTGCCTTTTAGAACCCTTTCATGTTAGGCTTGGATTTGTCAGTTTGCTTGCCTGTGGG
GGTTTGTGCCTGCTGCCCCTGGCCCCCCGAGGAGGCACCCTGCTGGGCGGCTTTCTGCTT
CAGCATGGTCCAATCGAACGTGTAGTCATACTGGTGGTTTAGGGTCCTGAACAGAATGCG
GAACAGCTGACGCAGGTACATGTAGTCTGGAGCCTCTTCAAAGCGCAGGCCACGGCAGTA
GTTCAGGTACATGGCAAACTCTGCTGGGAAGCCCTTACAAAGGACCTCTACAGG
>CL142Contig3
AGTTTTCAACAGACTTAATAATTCAGTTCTAGAGGGAAAAGCAAAAGTGTCATTCAGCTC
CAACTGCTGCCAGTAGGGGGCAGCAAACTCTTAATCACCATAGAAACAAAAAGAAAACCC
GACAGTTTTTAAAGAAACATCCAGGGCTCATCAATCATTCAGAAACAGAGGAAGAGGCCA
AAGTTACAGCTTTTCCATCCGCCTGCTAAAAGGGGAGGAGTTGAGGCGTTTCCACGGCGA
CCAACACCAGTCAGCTGACCGCCTGCGCCTGAACTAACCGCAGAGGGAGGGGGGAAGGTG
GGGGGCTACAGCCAAGTAGATGTCCCCGAAAGAGCCGGAACCGATCTTCCGGACCAGCTT
GTACTTTCCCCGACGATGAACTCGGCCTTGGAGCCGCTGCTGCTCGCCATGATATCCAAC
ACTTAACAACACCAAATTAGCCCGAAAATGAGGCGTGCCAGTTGGACACAGAGACGTGTT
GGTCCGGATATTGTCGGAGTTCTGCTGGTCGGGCTCCGACTTAAACAAAAAAGACAAAAC
CTGATCTTCTGGGAAGGTTCCGCTCAATCATGCGCTGTTGACCTCGGGTTCTTTATGCTT
GGTTTAGATCCAGACCAAAACACGGGCCCTGTGACGGTACAACTCGACGTTAATCCGAAC
CAAAGCCGACCGAACCGCGGGCCTTCGACAACAACAACTGCCGTCGATCCGCCGCTAGCA
TCGAGCTAACGGCTTCACACGGACCAGGGCTCACACAGGCTCCAACCTCCTCCCTCCCCG
GGGGCAGCGCGA
>CL143Contig1
AAACAGCAGCACTTCAGCTCCTTCTCTTTGACTCTCCTGGTGGATGTCAGCTCAGAGTTG
CTCATCATGGCTTTGTGTGTTGTGAAGGTCTCCTGTATGGTCTTCCTCCTCTTCAGCATT
GGAGCTTGTCTTCCTGCTAAACAAGGTCAAAGTGGATCAGGATCGGGATTGGGATCGGGA
TCTGGGTCTGGATCTGGTTCTGCTGGTTTTGGCTATACCAGCACTGGTGGGTCCAGCGTT
GGTTCTGGATCAGAGGGGAACCTGTTTGACCAGCAGCTTGCCACCATTGCTCGCTTCATT
GCAGAAATCCTGAGCTTCGGGCCCAGCCGTCCTTTCCCTCGTGAAGCCTGGACCTCTGAG
CATGTTCCTGTTGGGTCCGTTGAGCAGCGTCCTCTGTACCCTTCATCCCACGTGGTCAAG
ACCAGCAGCGGCTACCAGCGAGCTCGGGACTTCAGTTCTGACGCTAAATACACCCAGGAT
ATCTTTGACCACATGGATGTAGATGGAGGCAAACAAGGTGGATCCTCCAAGACTGGATCC
AAAGGACAGAAGGGCTACTGAAGGCTAAACCAGATGTGATTGGAATTCA
>CL143Contig2
GTCAGCTCAGAGTTGCTCATCATGGCTTTGTGTGTTGTGAAGGTCTCCTGGATGGTCTTC
CTCCTCTTCAGCATTGGAGCTTGTCTTCCTGCTAAACAAGGTCAAAGTGGATCGGGGTCT
GGGTCTGGCTTTGGATCTGCTGGTTATAACTCTGGCTATACCAGCACTGGCGGTTCCAGA
TACTCCACTGGGTCCAGTGTTGGTTCTGGATCAGAGGGGAACCTGTTTGACCAGCAGCTT
GCCACCATTGCTCGCTTCATTGCAGAAATCCTGAGCTTCGGGCCCAGCCGTCCTTTCCCT
CGTGAAGCCTGGACCTCTGAGCATGTTCCTGTTGGGTCCGTTGAGCAGCGTCCTCTGTAC



CCTTCATCCCACGTGGTCAAGACCAGCAGCGGCTACCAGCGAGCTCGGGATTTCAGTTCT
GATGCTAAATACACCCAGGATATCTTTGATCACATTGGTGTAGATGGAGGCAAACAAGGT
GGATCCTCAAAGACTGGATCTAAAGGACAGAAGGGCTACTGAGGTTTCTTCTGTGGCTTG
AGTTGTTGACAAAATAAAGTCAAGGAAATTAAA
>CL143Contig3
TTTTTTTTTTTTTTTTTTTTTTTAGTGTTAACTCATGTTTATTATGTCCAAGGAGATTGA
TGCCCCAGTTCACCTCAGTAGCCCTTCTGTCCTTTGGATCCAGTCTTTGAGGATCCACCT
TGTTTGCCTCCATCTACATCCATGTGGTCAAAGATATCCTGGGTGTATTTGGCATCAGAA
CTGAAGTCCCGAGCTCGCTGGTAGCCGTTGCTGGTCTTGACCACGTGGGATGAAGGGTAC
AGAGGACGCTGCTCAACAGACCCAACAGGAACATGCTCAGAGGTCCAGGCTTCACGAGGG
AAAGGACGGCTGGGCCCGAAGCTCAGGATTTCTGCAATGAAGCGAGCAATGGTGGCAAGC
TGCTGGTCAAACAGGTTCCCCTCTGATCCAGAACCAACACTGGAACCACCAGTGCTGGTA
TAGCCAGAGTTATAACCAGCAGTTCCAAAGCCAGACCCAGATCTGGATCCGATCCACTTT
GACCTTGTTTAGCAGGAAGACAAGCTCCAATGCTGAAGAGGAGGAAGACCATCCAGGAGA
CCTTCACAACACACAAAGCCATGATGAGCAACTCTGAGCTGACGTCCACCAGGAGAGTCA
AAGAGAAGGAGCTGAAGTGCTGCTGCCCCGGCCATA
>CL143Contig4
TTTTTTTTTTTTTAATACAAGAAAATTTTATTTCAAGAAATGATGCCATAGTTGCTNTGC
AAGAGTGACCAAGTGTTTAAATTAAGGCAGTTTGCCATTTCTCAGGGAATCTGAGGTTTA
CCTCAGTAGCCCTTCTGTCCTTTAGATCCAGTCTTGGAGGATCCACTTTGTTTGCCTCCA
TCTACACCCATGTGGTCAAAGATATCCTGGGTGTATTTAGCATCAGAACTGAAGTCCCGA
GCTCGCTGGTAGCCGCTGCTGGTCTTGACCACGTGGGATGAAGGGTACAGAGGACGCTGC
TCAACGGACCCAACAGGAACATGCTCAGAGGTCCAGGCTTCACGAGGGAAAGGACGGCTG
GGCCCGAAGCTCAGGATTTCTGCAATGAAGCGAGCAATGGTGGCAAGCTGCTGGTCAAAC
AGGTTCCCCTCTGATCCAGAACCAACACTGGACCCAGTGGAGTATCTGGAACCGCCAGTG
CTGGTATAGCCAGAGTTGTAACCAGCAGATCCAAAGCCAGACCCAGATCTGGATCCAGAG
CCTGATCCACTTTGACCTTGTTTAGCAGGAAGACAAGCTCCAATGCTGAAGAGGAGGAAG
ACCATCCAGGAGACCTTCACAACACACAAAGCCATGATGAGCAACTCTGAGCTGACATCC
ACCAGGAGAGTCAAAGAGAAGGAGCTGAAGTGCTGCTGTTTCCC
>CL143Contig5
GTTCTATTACCTTATCTGCTGGCGTTTTCCTAATCCCACATGGAGGAGGCCAATAAGCTG
ATCGGCGCCGGGAAGAAGTTCCTGGTGATGGGGAAGGCCGTGGAGGCGGTGAGCGCCCTG
CAGGAAGCCTGCGGCATGCTAGCTAAACAGTACGGCGACACGGCAGATGAGTGTGGCGAA
GCGTTCCTCTGGTGCGGTAAAGCTCTGTTGGATTTGGCCCGGATGGAGGACGCCACAGAG
GGCCTGAAGCTGGTGAAAGCGGCTGTGGGGGGAGACCAGGATGGAGGCTCTCTTGTAAAT
GGAGGGGCTTCCAGTTCATCTGTCAACGGCACTTTAAGCAACGGTGGGCAGACCTCCGCG
GTTCCAGTGTCCAACATCTCCCACCTGGTCAGGAAGAAGAGGAAACCAGAGGAAAGTCCA
GTGAAGAAGAATGAGGTCAAGAAGGCAAAGCATGACCAGGACCAGGAGCCCGCCCCCACC
GGAGACTCAAACGGACATGTCGACGAGATGGAAGTAGCAAAGTGAGACTTGGAAACGGAA
CCAGCGTCTGCTGCTCTGGACGGTTCATCTGCTTCACTGTTCTGTTTTTTT
>CL143Contig6
GACTCTCCTGGTGGATGTCAGCTCAGAGTTGCTCATCATGGCTTTGTGTGTTGTGAAGGT
CTCCTGGATGGTCTTCCTCCTCTTCAGCATTGGAGCTTGTCTTCCTGCTAAACAAGGTCA
AAGTGGATCAGGATTGGGATCGGGATCTGGTTCTGCTGGTTTTGGCTATACCAGCACTGG
TGGGTCCAGTGTTGGTTCTGGATCAGAGGGGAACCTGTTTGACCAGCAGCTTGCCACCAT
TGCTCGCTTCATTGCAGAAATCCTGAGCTTCGGGCCCAGCCGTCCTTTCCCTCGTGAAGC
CTGGACCTCTGAGCATGTTCCTGTTGGGTCTGTTGAGCAGCGTCCTCTGTACCCTTCATC
CCACGTGGTCAAGACCAGCAGCGGCTACCAGCGAGCTCGGGACTTCAGTTCTGACGCTAA
ATACACCCAGGATATCTTTGACCACATGGATGTAGATGGAGGCAAACAAGGTGGATCCTC
CAAGACTGGATCCAAAGGACAAAAGGGCTACTGAAGGCTAAACCAGATTTGATTA
>CL143Contig7
AAATTTTATTTCAAGAATTTTTTCAAGTCTCCAAAGATAGCAGATACAAAACTGACATGA
AGGGCTTTTGGCATCTGGTTTAGCCTTCAGTAGCCCTTCTGTCCTTCAGATCCACTCTTG
GAGGATCCACCTTGTTTGCCTTCATTTTCAAACATGTGGTCAAAGATATCCTGGGTGTAT
TTGGCATCAGAACTGAAGTCCCGAGCTCGCTGGTAGCCGCTGCTGGTCTTGACCACGCGG
GATGAAGGGTACAGAGGACGCCGTGCAAGAGACCTAACAGGAACATGCTCAGAGGTCCAG
GCTTCACGAGGGAAAGGACGGCTGGGCGCAAAGCTAAGGATTTCTGCAATGAAGCGAGCA
ATGCTGGCAAGCTGCTGGTCAAACAGGTTCCCCTCTGATCCAGAACCAACACTGGACCCA
GTGGAGTATCTGGAACCACCAGTGCTGGTATAGCCAGAGTTATAACCAGCAGATCCAAAG
CCAGACCCAGATCTGGATCCAGAGCCTGATCCACTTTGACCTTGTTTAGCAGGAAGACAA
GCTCCAATGCTGAAGAGGAGGAAGACCATCCAGGAGACCTTCACAACACACAAAGCCATG
ATGAGCAACTCTGAGCTGACGTCCACCAGGAGAGTCAAAGAGAATGAGCTGAAGTGCTGC
TGTTTCCCCGGCCATA
>CL144Contig1



ATTCGGCACGAGGCATTTCTGCTGTGAGCGCTTGAGNCCGTGTGCCCCCATCTCTGACAT
TCTTTGCAGAAAGCTCCTCAAAGTCGCTGCTGCTGCTTCTCCTGCCGCGGGTAAAGATGG
GGAAAATTAACGGCTGCCTGAAATGCCTTTTTATCTTCTTCAATGTCATCTTTGAGATCA
TTGGATGTATCCTGATATTCGCAGCCGTGAAGTCAATGGGTGTCTCCGCACAGGTATCGC
AGTTTGGGGCCCCCAGCACAAGCTGGACGTGGGTGTTTGCCATTGGAATTTTTGCCATCT
CTTCGCTTGGAATTTATGCCGCCTGCTCCGAGAACGTCCTTGTCCTTAAAATATTTGCTG
GCTTCATGGGTACTGGAATGGTCATCATGCTCATCTTTGGGATTTATGTGGCTGTCATGA
AAAGCAAGGTACATGACTTGATTCAGGAAGGTGCCAAGACTTTGATGAACGACAAAGCCT
TCCAGGACCAAATGGATGCAGTACAAGAATACTTGCAATGCTGTGGAATACTGAGCGCTG
ACGACTGGCAAGGAGCCATTCCTGATTCGTGTCAATGCCCTGACAGTTATGATCTCAGCT
CTGAATGCAAGAGCAGACCTGTCGGATCTAGTGGACCCGACCGTATCTACAAACAGCCCT
GCGCTAACATGGTGACTTACTACATAGACCTGGCCTTCAAGATCGCCTTGGGCTTCTTCT
TTGGCTTTGCTGCGATTGCTCTCATGGGCCTGTTGATCTCCTTCCTCATGATCCATCAGG
TCAAACAATACGAGGGCGCCGGACCGGCCATGGCCATGAAGAGCTACTGAAAATGAGGCT
CCGCCCTTTCCTCAGACCTCTGCACGACAGGTTTTTTGGATCATAGGACTCAAGTAAAGG
CAGATT
>CL144Contig2
TTTTTTTTTTGTTTCCAAATAAATTTATTTTTGACTTCATCCACTATACAAAGAAAGGAA
CCCTCTCTCAGAGGCGGTCGACTTTCACAATCCCTCAGAAAGATGACCAACTCTGCCGGC
CGGCCACACGGTGAGGTCGTAGCGCAGCTCTACTCCAGAGCTTTGACGATGGCCTCGTTG
GCCTCGATGTTGATCTGGACTTCAGCCCTCGCAGCCTCGTCGCTCGTCCCAGCCAGGTCA
GCTTGGGCCTTCTCCAGATTGGCTTTGGCCGCCGCAACGTCCAGCTGGTCCAGAGGGACA
GCTTCCTCTGCCAGCAGCTGTACTGAAGAATCAACGTTGACCGTTACAGAGCCGCTGCTG
ACAAAGTATTTAGCCGAGGTGCCGTCCTCATTGAAGACCGTGACAACACCGGGCCGGAGC
ACCTGCAGGGTGGGAACGTGGGCAGGAAGGATGCCAAACGCACCTGTGAGCGTTGGGACG
TCTACCTGTTTCACACTGGCTTCTTTGAAGAACACCTGTGAAGGGGAAGCGAACGTGAAG
GACATCTGCGGCGCACCGGAGGAGGCGACCTCTGCGTAGGAGCGGACCGACCGCAGAAGC
GGAGCGGTCCGGCGGAGGAACCTTGCTGCCATCATGTCTGAAAAAAGAGGATTCCGATGT
GAAAGTCAACGACAGACAAACCGCCGGCGTCAACTCAGCCCGTGTGCCAGACAGGACAAG
GACGATGTCAGGCTACCCTCGTGCCGAA
>CL144Contig3
CGAGGCTGGCACACGGGCTGAGTTGACGCCGGCGGTTTGTCTGTCGTTGACTTTCACATC
GGAATCCTCTTTTTTCAGACATGATGGCAGCAAGGTTCCTCCGCCGGACCGCTCCGCTTC
TGCGGTCGGTCCGCTCCTACGCAGAGGTCGCCTCCTCCGGTGCGCCGCAGATGTCCTTCA
CGTTCGCTTCCCCTTCACAGGTGTTCTTCAAAGAAGCCAGTGTGAAACAGGTAGACGTCC
CAACGCTCACAGGTGCGTTTGGCATCCTTCCTGCCCACGTTCCCACCCTGCAGGTGCTCC
GGCCCGGTGTTGTCACGGTCTTCAATGAGGACGGCACCTCGGCTAAATACTTTGTCAGCA
GCGGCTCTGTAACGGTCAACGTTGATTCTTCAGTACAGCTGCTGGCAGAGGAAGCTGTCC
CTCTGGACCAGCTGGACGTTGCGGCGGCCAAAGCCAATCTGGAGAAGGCCCAAGCTGACC
TGGCTGGGACGAGCGACGAGGCTGCGAGGGCTGAAGTCCAGATCAACATCGAGGCCAACG
AGGCCATCGTCAAAGCTCTGGAGTAGAGCTGCGCTACGACCTCACCGTGTGGCCGGCCGG
CAGAGTTGGTACCAGCGCTGGTTTACTGCGACAGAACGTGTGGATTTCTGACCTCTCAGG
ACATCTTCTGGTCTTTTTTTCAGGTCATCTTTCTGAGGGATTGTGAAAGTCGACCGCCTC
TGAGAGAGGGTTCCTTTCTTTGTATAGTGGATGAAGTCAAAAATAAA
>CL144Contig4
TTCGGCACGAGGCACGGGCTGAGTTGACGCCGGCGGTTTGTCTGTCGTTGACTTTCACAT
CGGAATCCTCTTTTTTCAGACATGATGGCAGCAAGGTTCCTCCGCCGGACCGCTCCGCTT
CTGCGGTCGGTCCGCTCCTACGGCAGAGGTCGCCTCCTCCGGTGCGCCGCAGATGTCCTT
CACGTTCGCTTCCCCTTCACAGGTGCTCCGGCCCGGTGTTGTCACGGTCTTCAATGAGGA
CGGCACCTCGGCTAAATACTTTGTCAGCAGCGGCTCTGTAACGGTCAACGTTGATTCTTC
AGTACAGCTGCTGGCAGAGGAAGCTGTCCCTCTGGACCAGCTGGACGTTGCGGCGGCCAA
AGCCAATCTGGAGAAGGCCCAAGCTGACCTGGCTGGGACGAGCGACGAGGCTGCGAGGGC
TGAAGTCCAGATCAACATCGAGGCCAACGAGGCCATCGTCAAAGCTCTGGAGTAGAGCTG
CGCTACGACCTCACCGTGTGGCCGGCCGGCAGAGTTGGTCATCTTTCTGAGGGATTGTGA
AAGTCGACCGCCTCTGAGAGAGGGTTCCTTTCTTTGTATAGTGGATGAAGTCAAAAATAA
ATTTATTTGGAA
>CL145Contig1
TTTTTTTTTTCTTTGCAACCATTGGAATTTTATTACGTCTGCAAAAAAAACATTACACTT
CCTCTGGAATCAGCAGCCCCCAAGAGGGAACAATGGGAAACAGGCATAGTGACCAGGCTA
CACTAAGAACGGCCATGATGAACTGGTTATAAATACAAGTATTTGTGGGAGTAAACAGGG
CCTAACCCTCCAGAGACCCAGACTGTACGGCGTCACTGTAGGACTGCCCACCTTCTTTAG
GCTCTGGGAAGAGTTTGATAAGGTCATCGATGCGGAGGATGGTGATGGCAGCTTCAGTGG
CGAACTTCAGGCTTTTTGTTTTAACCATGGTGGGTTCGTACACACCAGCCTGACGGTTGT
CTCTGGGTTTGCCATTCAACAAGTCCAAGCCAATCCATTTGAGGTTCTTGCGTTCCGGGT



TGACCTGAGCTTCGTTGTGGAAGGCGCGAAGCTTGGCCACCAGGTCAGTGGAGTCCTGTG
CTGCGTTCACTGCCAGGGTCTTGGGGATGACCAGAAGAGAACGAGCAAACTCTGCAATGG
CGAGCTGCTCTCTTGAACCCATGCTGGTGGCATAGTTCTCCAGGTAAATGGACAAAGCTG
CCTCCACAGCTCCCCCTCCTGGTACTACAGACTTTGACTCGAGCACCCTCTTCACCACAC
ACAGTGCGTCATGCACAGAGCGCTCCATCTCATCGCACATGAAGTCATTAGCTCCTCGCA
AAATGATGGAGGCTGAAGAACGTACTTTGGTATTCTTGACCAAGATGAGCTCATCATCGC
AGATGCGCTCCTGTACAACCTCTTCAGCCTGACCTAGCATGGTGGTCTCAAAGGTTTCCT
CTCCCTCCAGGTTGGACAGAGAGGGGCAGACAATGGCTCCAGTTGCCTTAGCGATGCGTT
TGAGGTCCCTCTTAAGAACCCTCCTCACGGCCATGGCTCCTGAGTCCACAAAGTACTTCA
GACACATGTCGTCAATGCCTCCAGTGGTCAGTACGACATTTGCTCCTGCAGCCAGAATCT
TCTGGATTCTTTCTTTGGTAATATCAGACTCCCTCTGTCTGATCTGATCAAGCTTCTCTG
GGTCGCTGATGATAACTTGGACTCCCATTTTCATTTTGGCCTTCTGCAAGCTGAAGTCCA
GGCAGGCGATCTTCGCATTTACAATACGTTTCACCATTCCTTGTGAACCAACTGTGCAGT
TCAGGGCGTATCCGTTAACCAAAAAACTCTCCTCCTGGCTGCGACCGTGAGCTTTCAGCA
CATTGACAGAGTTGATCGGGTATTTGGCCACTCCTTTGCTGTCCACAAACTTCACAGCCA
GGGCAGCATCAACCACCATGTTTGCAAAGAAGTCTGAATCAACTTTTATGATTTTTGAAG
ACATGGAGGTCTTGGCTGCGTTGATCAGGCATTCTCTTCCCAGATCATCAGTCCCAATGG
TGAGGTTCTCATTTATGTAGCGCACTGCCTCTTTGCAAGCCAGGCGGTATCCATTGATGA
CTGAGGTTGGATGAATCTTCTGCTTTACCAGCTCGTCTGCACTTTTCAGTAGCTCTGCAG
CGAGAATCACAACAGATGTAGTTCCATCTCCAACCTCCTTGTCCTGGAGGTCAGCAAGCT
CGCACAGGACTTTGGCAGCAGGATGTTCTACCTCCAGCATCTTCAGGATGGTTGCTCCGT
CGTTGGTGATGGTCACGTCCCCAATGTCGTCCACCAGCATCTTGTCGAGGCCGTAGGGTC
CGAGAGAACTCTTGACGATGTTCGCGATGGAAGCTGCGGCCATGACATTTTGAGTGCGAA
CAGATTCCCCAGTGCTTCTCTGGCCGAAGACATTTAGCGGACCTTCCAAAAGCGACATTT
TGGAGCACCACACCGAGAAGAAAGAATCAACCCGGGTGCATTATGGGTAAAACCCCCCGG
CCATAAGGCCCGGGTT
>CL146Contig1
TTTATCTTTTTCGTTTCNTCTTTGATGAAATGACAAAGGTGTGAACGGATGAAAGGTCTT
AAGATTTAAAGGTTGAGCATCTTCCATCATCGGGATCTCCCACGTGGTATTTTCACAGAT
GGTCTACAAATCGGGAGCTCTGTCCGAGTTCACCTACAGGTCACTAGTTCAGTCTACTAA
CTACGTCAGGCAGGGATCCAAAGGTAACCATTGACGAGGCAAGACGCTCGAGCACTTTCG
GAGTACTGCATTGCTTTTTACTAGACGCTCTTCGACTCACTTTGGTATTGCATTTATACA
TTACAATATTCTGCAAAGAAACAAAATGTACATCTGCATAAATATAAAATTCTTCCACCG
TCTTCAGATGGTTACAACATTCAGGTACACCACGACGCTGAGAGAAACCCAGCAAAACTA
AATAAAAGAAGTCAAAAACATACGACAGCACCGTCGCCTCCTAAAACGGGACCGAGCGTC
CGGCAGGCTGAACGCGCCGGTCTACATTCAAGGCGAAGATTAAAAAGGCAGGAAACAGAG
AAAACCCTTCACACATTTCAGTGATTAACCAAAGAAAGAACGAACAAACAAACGCTTCCT
GGAGTGTAGCCGTTTCCTCGCAGCGTTAACAGGAGTGCGCATCATTCCGGAGGCAAGCAC
ACAAAGCGCCGAAGCTTGAGACGGGAGGAGGCAAAGCAGGAGACAGCGGTGGGACACCCC
GCCGCACGCTGTCCTGTGGCTTGTGGGAAAGTAATTTGCAGCTAAATAAATATGCCGTTG
GGCCTATATTGCTAATTTTGCTCTAAACTTTTGCCTAAGGCTAGGAGGAGGTGTTGAAGC
TACTGATGAATGTGGTATATGACGGGCCCCCGGACGGGGTTTCATTCAAGACTAGTTGTG
ATGGACGAAACCGTGACAACCCCTCACTGATGTCTACTGCTGGGATGTGAGGTGGGGGGC
GTCAGGGAGGCGCCGCTATCATACACTGTTGATCTGGATCTTCAGGTCAAAGCGTCCCTG
GTAGCGGTCCTTCTCGTTGTAGTCGATGTTGTCCCCAAACACTTTGCACTCGATGCGCAG
TTCCATGTTCTGGGTCAGGTTGGTGAACTGCACCGCCACCAGGGGCTGCAGGTAATGAGG
GTGCAGCCGCTTCCCGTAGTACGGGTAGTACTGCAGCGGGAAGCCGCCGTTTATGCCGTA
GTACTTGATCTCCCCGATTTTATCAGCGTCCTCCTCTCGCTTGTTGGTGCAGAAGAGGGG
GATCAGATTGGGCTGCACCTTTGGCCAAGCCTCTTCAGGGATGCTGTCGTTGGAGGAGGG
AGGCCTTGGACGAAAGTTGACAATCCTGTTAAGCTTCACAATGACACACGGTTTGCCGTC
TTTGAAACCAAAGGTTTCATCCTCTAAACCGGAACAGGGGCCGAGCAGGGTCCTCGAGAA
GCGACACGCTTTCCTAACACCAGCGTTGTCATCCAGTGTACCTCGCTCCTTGTAGTCTGC
GGGTTCAGCTGGGCAGTTCTCAAACTTGGATGCGTCCAACTGTTTGCTGTCGTCATACTG
GGACACAAACTCCCTCAGAGTTTTGGTGAAAGGAAGGTAAGTCTCAATACCCTTGATGCT
GTAGGAAACCTCGGCTTTGTCCAACTTTGGGGTGTGCGAAAGGCCAGGGGGCGCCACTCG
GTCCTGCCAGGTGGGCTTGAAGTCATTCAGGGTGAGCAGCATGACCTGGATGGTGCCGAC
GAAGACTCCGGCCAGGCAGCCAAAGAAGACCACATAGAAGAGCGTGATTTTGAACCAGCT
GCCGCCGGTCCGGCCCATGAACTCCCCCTTGTCGGAGTCCCACACGAACTTCTTCCAGCC
GCCATCGTCCTTGTTTCCAGACATGCTGACTCGTGTCCTCCGTGGATCGGCGCGCTAGTC
CAGGCTCGTGGCAGGGGCACCGGGATA
>CL147Contig1
TCACTCTCACGGCAGGACAACCTGAGGGCATCAATGCGAGACAACATGACTCACCACTGC
ACCAAGTTCTCTGGCCACTGGAAGATCATCGTCTACGATGAGGAGTGCTTCCAGGGCCGC
CACCACGAGTTCACCTCCGAGTGCTGCAACGTGATGGAGTTCGGCTTTGAGACGGTGCGC



TCCCTGAGGGTGGAGAGCGGCGCCTGGGTGGGCTATGAGCACGCCTCCTACCAGGGGCAG
CAGTTTATCCTGGAGAGGGGGGAGTACCCCCAGTGTAATGCCTTTGGGGGCAGCAACGCC
TACCACATCGAGAGGATGACCTCCTTCAGACCCATCGCCTGTGCCAACCACAGAGAGTGT
CGGATGACTATCTACGAGCGTGAGAACTTCCTGGGCCGTAAGGGCGAGCTCAGCGACGAT
TACCCCTCCCTCCAGGCCATGGGATGGTGCAACAACGAAGTCGGCTCACTCAGGATCCAG
TCTGGAGCATTTGTGTGCTACCAGTACCCCGGTTACCGTGGATACCAGTATATCATGGAG
TGCGACCGTCACTGTGGGGAGTACAAACACTTCAGGGAGTTCGGGTCCCACTGCCAGACC
CCTCAGATCCAGTCCATCCGCCGCATTCAGCAGTAACGGCTGACCCAGAACCCGTTCTCC
CCTGTGACCCTTCACCCCCGCCCGCCGCTGCCACCCAGTGCTGAATAAACTGTTTTTCTT
AAACATGACTGACCTCCACCAACATTTCTGCTTCTGTGAGGCTCCTGGATCGCTCCTGTC
CGCGGGTTTCCCGCCAATAAAAATTGGGCTGAAAATAAAGAGTGAAAAAAAAAA
>CL148Contig1
TGCAGGNAATTCGGCACGAGGTGGCGGCGTCCGTGTGCCGTGTCGGGAGCACTGTAGGTC
GAGTCCTCGCCAGAGCCCGCAGCCCCCTCCTGCTGTCCTTGCGGCGTGGACAGGCATCCG
TTAACTTTGCCCAGTGCCTGCTGGGAGCCCCCGAGACCCATCTCACCACCCTGGACAACG
GTTTGAGGGTTGCTTCTGAGGACACTGGACATGGCACTTGCACTGTTGGACTGTGGATCA
GCGCTGGCAGTCGCTATGAGAGCGAGAAGAACAACGGAGCTGGCTTTTTTCTGGAGCACA
TGGCTTTTAAGGGAACAAAGAAGTATCCTCAAACAGCCCTGGAGCAGCAAGTGGAGTCTA
TGGGGGCTCATCTGAGTGCTTACACGTCCCGTGAGCATACAGCATATTACATGAAGACCC
TTTCCAAAGATCTGCCGAAAGCTGTGGAGCTGCTGTCGGAGGTCGTGCAGAGCTGCTCGC
TCAACGAGGCAGACATAGAGCAGCAGAGGGGCGTGGTGCTGCGGGAGCTGGAGGAAGTTG
AGGGCAACTTGCAGGACGTCTGCCTGGACCTGCTGCATGCCACAGCTTTCCAGGGGACTC
CTCTGGGGCAAAGCGTCCTGGGCCCCTCTAGCAGTGCCAGGAGTCTGAGCCGCCAAGATT
TGGTGGATTACATCAACAGCCATTACAAAGCTCCTCGCATGGTGCTGGCTGCTGCTGGAG
GCGTGAGCCACGATGAGCTGGTTGGTTTGGCCAAGTCTCATTTCAGCGGAGTGTCTTTCG
AGTACGAGGGGGACGCCGTCCCCGTGTTGTCACCCTGCCGATTTACTGGTAGCGAGATCC
GCATGCGGGACGACGCTTTGCCTCTGGCACACATTGCCATTGCTGTGGAGGGTGCGAGTG
CCGCCAGTCCAGACATCGTTCCTCTCATGGTGGCCAACGCCATCATCGGCAGCTATGACC
TCACCTTTGGCGGTGGAAAGCACCTGAGCAGCCGCCTGGCCCGCCTTGCAGTGGAGGAGA
ACCTCTGCCACAGCTTCCAGGCCTTCCACTCCTCCTACAGCGACACCGGCCTGCTGGGCA
TTCACTTTGTGAGCGATAGGCACAACATCGACGACATGATGCACTGGTCCCAGAATGCCT
GGATGAACCTGTGCACCACGGTCACGGAGAGCGATGTGGCCCGAGGCAGAAACGCTTTGA
AGGCCAGTCTGATCGGACAGCTAAACGGAACTACTCCAATCTGCGACGACATCGGCAGAC
ACATCCTGAACTATGGGCGGCGCATTCCTCTTGCAGAGTGGAACTCCCGCATCGACGCCG
TGACTCCCAGACTGGTGCGGGACGTCTGCTCCAAGTACATCTACGACAAGTGTCCAGCTG
TGGCGGCTGTCGGCCCCGTCGAGCAGTTACCAGACTACAACAGGATGCGCAGCGCCATGT
ACTGGCTCCGGTTTTAGGGTGACCTGCCAGGTCGGCCCGTGTGTTTCAGGTCCGCTCTTC
AGCCACATCCCTCCCTCCATCAGCGCGGCGAAAGTGACCTCCTGAGGACAGCTGTGTCGG
TAGAACGTCATGGGCAGCTGTCAGTCTTCTTCACTCATCTACACGACAGCCTCAATTCAG
AACAGAACCAGTGTCCAACCAGAGTATATTTATGATTTCTAAAGCATTTCTTTCTGTCCA
CTATTGTACATAACAGAAGCTGTCATTCTGACACAAATAAAAAAGATTGGACACTGGTTC
TGTTCTGAATTGAGCCTGTCGTGTAGATGAGTGAAGAAGACTGACAGCTGCCCATGACGG
TCTACCGACACAGCTGTCCTCAGGAGGTCACTTTCGCCGCGCTGATGGAGGGAGGGATGT
GGCTGAAGAGCGGACCTGAAACACACGGGCCGACCTGGCAGGTCCCCCTAAAACCGGAGC
CAGTACATGGCGCTGCGCATCCTGTTGTAGTCTGGTAACTGCTCGACGGGGCCGACAGCC
GCCACAGCTGGACACTTGTCGTAGATGTACTTGGAGCAGACGTCCCGCACCAGTCTGGGA
GTCACGGCGTCATGATTGCCATCGGCGTCATCGTCTTTGTTCTGGCCTTCCTGGGCTGCT
TGGGTGCCTACNAAGAGAGTCGGTGCATGCTGATGATGTTCTTCATCTTCCTTCTTGTCA
TCTTCACCCTCCTCCTGGCGGCAGGAATTCTGGGAGCTGTAGGCGAGAAGACGGTCAACG
ACTGGGTGAGGAAGGAACTGCA
>CL148Contig2
TTTTATTTATATTTTCATGCAACGGCCACAAAATTTAAACATTTATTGAAAAGCAAAGTT
GTAACAAAGTCACGTGTTTTTGTTCTCCTTAATAAAAATTAAAAAAAAAAAACGCCTTTA
ACAAACGCCGTTAGTCTAAAAATCTGAGTCCAGCAAAAGCTCAGCTTTACTGTATAGAAG
GAAGATTTATTTTAAACAAATGAAACGAGAAATTTAGCTTTTAATCAAAAAAAAGGCTTT
TGCTTTAAAGGTCAAATACTCTGGAAAAACTAAAAACACCTAAAACTAGAAAAGAAAAGA
AAAACGAGGTCCGTCCCGTGTGGTCAGTGCTGGGATGTTACAATTTTAGGACAAAAGTCC
AACATTAACCAACTCAACTAGAATTGACTGAAGTATAAATAATTGATGGATGTTCTCTGC
GTTTGTTCCAAATGGGTGAAAACACAAAGCCTTGCTGCGTTATCGTCATCCCCGGGACTC
CGTTCACCAAAATGCCCTTTCAAAATAAAAGCTTAATCACAGCAGCGCTGACTGAGGTCG
GCAGGGGGTCGGGGGGGTCCTCATTAATGCGTCGGGCCCTCCTTCCTGCCGATTTGGCAG
TAGATCATCATGGAGAAAATCATGCCGAGGATCATGATGATGGCGATGGCGAAGGAGATC
CCCAGCACCACCTTCATGTTTTGTTTCATCAGATTGATGATTTGATCGGCGCAGGGCGTC
TGGTAGATGCCGCCTTTGCAGGTGGTGGTGGTGTCAGTGCCGTTGCAGAAGCAGGAAGCT



GGAGGCTTGGTCCAGTCAGCGGGTCCTTGGATGATCCCACAGCACTTCAGCTCAGCCTGC
AGCGCCTCCAGGTCTTTCTTCACCGAGTCCGGCTGGTTGGACAGAGGAGTCAACTTCTGC
AGTTCCTTCCTCACCCAGTCGTTGACCGTCTTCTCGCCTACAGCTCCCAGAATTCCTGCC
GCCAGGAGGAGGGTGAAGATGACAAGAAGGAAGATGAAGAACATCATCAGCATGCACCGA
CTCTCTTTGTAGGCACCCAAGCAGCCCAGGAAGGCCAGAACAAAGACGATGACGCCGATG
GCAATCATCAGGTCCACGCCAGGAAGGGCGGAGTTGGTCAACTGATTTCCATCTTTGGTC
ACCTTCAGGTAGATGCCGACTCCCAGGATGACGCAGCCGCAAAGCCAGAAGAGGACGTTG
AAGAGGATGAGCAGCGTTTTGATGCACTTGTTCACAGCCATGATGTTGACGCTTGCAGCT
CTCTCCC
>CL149Contig1
TTTTTTTTTTCAACAGGTCTGCACAGTTTTGTTTATTGCTCTGAAATGAGTGTAAAACGG
AAACTCTAGAAGTAGTTTTCCACATCGCCTGTTTCCACCACCACCGTCTTCAGCTGGGAG
TAGTACTCGATGGTCACCTGGCCGTTCTCTCTGCCAAAGCCTGACATCTTATACCCTCCA
AATGGCACCTCCACTGGGCTGATGTTGTAATTGTTGATGAAGCAGGTCCCCGCCTCCAGA
CTTGCAGCCACACGATGAGCTCGAGAAATGTCTCTGGTGAAAACCCCAGAGGCCAGTCCA
AAGGTGGTGTTGTTGGCCCGCCGGATCACCTCCTCTTCGGTGTCGAACGGCAGGACAGAC
ATGACCGGGCCGAAGATCTCCTCCTTCACGCAGGTCATGTCGTCTCTGCAGTTGTCGAGA
ATGCAGGGAGACATGAAGTAACCCCCCTTCAGCTTGGGATCACTTGGGACAAAAGGCTCT
CCTCCACAAAGCACACGGCCCCCCTCCTTCTTGGCCTGACTGACGAACCCTAGCACCTTC
TCCAGGTGGGGCTTGGTGATCAGCGCCCCCATGCGGGTGCTGTCGAGGAGCGGGTCACCT
ACGGCGATGGCTTTGGTCCTCTTAACCACCTCCTCAAGGAACTGTGGCAGGATGTCCTTA
TGCACAAACACTCTGGTCCCATTGCAGCAAACCTGCCCCTGTGTGAGGAAGTTTGCCATG
AGTGCACCCTTCACTGCATTCTCCAGATCACAGTCTTTGAAGATAATCAGCGGTGACTTT
CCTCCAAGCTCCAGGGTCACCTGCTTCACTCCCTTGGCGGACATCTCCATGACCTTTTTC
CCCGTTGGAACGCTGCCGGTGAAGGAGACTTTGGCAACCTTCGGGTGATTGCACAGCAGT
GAGCCCGTCTCTGCTCCTCCCTGGACGACACAGAAGAGCCCATCAGGGACCCCCGCCTCT
TTGTAGATCTCTGCCAGTATGACGGCGGTCACAGGCGTAAAGGGAGACGGCTTGAACACC
ATGGCGTTTCCGCACGCCAGAGCCGGAGCGGACTTCCATGCTGCAATCTGGAAGGGGTAG
TTCCACGCACCAATTCCCACGCACACACCAAGGGGCTCCCTCCTAGTGTAAGCAAAGGCC
CCCCCAGGCAGCTGGAAGTGCTGACCTGCAAGAGTACCAGCCAAACCAGCGTAGTACTCA
ATGCACTGCCAGGAAACGTCGATGTCCACCAGGGCTTCAGTGATGGACTTGCCATTGTTG
ATCACTTCCAGCTTTGCAATCTTCTCCCTTCGTTCCCTGATGATGCGGGCTGCCTCCAGC
ATGACCCGGGCCCTCTCCGTGCCAGCCTTCTTGCTCCACTGCACGTAGGCAGCGTGAGCG
CTCATTATGGCTTCATCCACCTCCTCGGCTCCACAGGGCACCATCTGGCACAGGACTCGA
CCTGTGGCAGGCTCGAACACCGGCTCTGCATGCTCGCTGTTCCGACCCCCCACGCGCCTC
CCGGCCCAAAAGTTGAGCTGCTCGGTCACCGTCACGGATCCCGTGGAGGCTCCGCCCATT
GAGTCCAGAGTAGCCAGCGACATGTCGTTCGGGATGCAAGCAGAGGGGAGCAGAACTTTG
ACGGAACAGCCAGAAGGCC
>CL149Contig2
CCNGTATGACGGCGNTCACAGGCGTAAANNGAGACGGCTTGAACACCANNGCGTTTCCNC
ACGCCAGAGCCGGAGCGGACTTNCATGCTGCAATCTGGAAGGGGTAGTTCCACGCACCAA
TTCCCACGCACACACCAAGGGGCTCCCTCNTAGTGTAAGCAAAGGCCCCCCCAGGCAGCT
GGAAGTGCTGACCNGCAAGAGTACCAGCCAAACCAGNGTAGTACTCAATGCACTGCCAGG
AAACGTCGATGTCCACCAGGGCTTCAGTGATGGACTTGCCATTGTTGATCACTTCCAGCT
TTGCAATCTTCTCCTCGTGCCGAATTCGGCACGAGGCCTCGTGCCGNTGACATTTATACG
CAGCTGTGTAGTTAAACCCAAACGCGAAGAACTAAAAGATTATTAAGATGCCAGTGGCAG
TAGGTCCGTACGGTCAGACCCAGCCCAGCTGCTTTGATCGGGTCAAGATGGGCTTCATGA
TGGGCTTTGCCGTAGGAATGGCTGCCGGTGCCATGTTTGGTACCTTCTCCTGTCTCAGGA
TCGGCATGCGCGGTCGAGAGCTGATGGGCGGAGTCGGGAAGACCATGCTGCAGAGTGGAG
GAACGTTTGGGACCTTCATGTCCATCGGCATGGGCATCCGCTGCTGAGGCCTGCCTCATG
TGTATAGACACTTTGCATGAACCTGGGGGGCCCACAGGAGTTCTGGTTTTGTCAATAAAA
GTTCGGTTCTGTCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>CL150Contig1
GCCGACGCCTGCTTCCCGCGTGACCGGNAGCCTTTCCCCGCCGGGCAGGCGAGGCGCTCC
TGGTCCGGATCTGGAGGCGGACCCTGCCGGACCGCTGCTGCCGCCCACGGTAATCCCGGT
TAACCGGGATGAAGTCAAGCTAACGAGCAAACTTTCACCGCCAAAACATCAAAATGCCGC
TGAGGTAAAGTCCTCGTCCCGCGCGGACATCCGCCGCCGGTCGGGACAGGGACGCTGCGG
ATCCGGTATGCTTCCCGCGGCGGCAGCCCGCCTCCTCGGGCGAACTTTGCTCCGTGATCC
GTTTAAGAGGATTTGCGTGAACATGTCCGCCTCTTCGTTCACCGCCGGGGCGGGAAAGAG
GCTGCGGGTTCTGGTCGACATGGACGGGGTTCTGGCGGACTTCGAGGGGGGGTTCTTGAA
GAAATACCGGGCCCGGTACCCGGAGGAGCCCGGCTGCTGTTTTCATTGGAGAGGGGTTCA
CGGACTCTTTGGTGCTTTTAGACACACGGCCACGTGCACACGCCTCTGTCAGACGTGGAG
GTTTCTCCTGATCTGAATGGTTTCAACATCTTCCTGTTCTGTGACGTCTGGGTTCCTGCT
GACCTTTGAACTGGTCCTGTCTNCTCTGTTCCTGGTTTTCTAAACGGTTTCTCCTCTTGA



TGCTCAATAAAACTA
>CL150Contig2
AGGAGAAACCGTTTAGAAAACCGGAACAGAGAGACAGGACCAGTTCAAAGGTCAGCAGGA
ACCCAGACGTCACAGAACAGGAAGATGTTGAAACCATTCAGATCAGGAGAAACCTCCACG
TCTGACAGAGGCGTGTGCACGTGGCCGTGTGTCTAAAAGCACCAAAGAGTCCGTGAACCC
CTCTCCAATGAAAACAGCAGCCGGGCTCAGGTCCTGTCACAGGTCTGGGGGGCCACACCC
ACCCATGGAGACCCTGGGGGGGTCCTGGCTGGTTCTGATGCAGCAGAGCTCAAAGTCCAC
GTGTTCAGTTCCTCTTGGCCCCATGCGGCCCCCTCCTGGTGACGCCTCAGAACCTTCTGC
TGTCCAGAACCGCCCGCCAATCATCCGACCACGACAGGAGCCGCCTCTGGGGGGGGCGGG
GCGGCAGGTGCTTGTTGTGGCAGGCCGTGAACAGGACGTGCTCCCACGCCGGTTTGGGCT
CCACACCATAAATGTCCGGCCTGTCGTCTATCAGGATGTCCCCGGCCACCAGCGTCTTGT
CTCGGGTCAGAATGACCCGGTCCAGGAAGTCCTGGCCCAGATGCCGCTCCACCCAGGCGT
ACTTCTCATAGGGACAGTGTTTGTAGAGCTTGATGGGGCTGGTGCAAATAAAGACATCTG
TGTCCTTCATCTGGGCCATCTCCTTGACCGCCTGCACTCCTCCAGGAAGCGGCTCCAGGT
CCATGAAGAAGCCCTGGGACTCCCAGATGCTGACGGCCTTCTCACACAGGTCGGCCCTCA
GTTGGCCGTACTGCGCGGATACCCAGAAGCCTCTGCGGTCATCCAGGCTGATGAAGGGCT
CCTCCGGGTACCGGGCCCGGTATTTCTTCAAGAACCCCCCCTCGAAGTCCGCCAGAACCC
CGTCCATGTCGACCAGAACCCGCAGCCTCTTTCCCGCCCCGGCGGTGAACGAAGAGGCGG
ACATGTTCACGCAAATCCTCTTAAACGGATCACGGAGCAAAGTTCGCCCGAGGAGGCGGG
CTGCCGCCGCGGGAAGCATACCGGATCCGCAGCGTCCCTGTCCCGACCGGCGGCGGATGT
CCGCGCGGGACGAGGACTTTACCTCAGCGGCATTTTGATGTTTTGGCGGTGAAAGTTTGC
TCGTTAGCTTGACTTCATCCCGGTTAACCGGGATTACCGTGGGCGGCAGCAGCGGTCCGG
CCGGGTCCGCCTCCAGATCCGGACCAGGAGCGCCTCGCCTGCCCGGCGGGGAAAGGCTCC
GGTCACGCGGGAAGCAGGCGTCGGTTTCTGCGGGAGAACAAACTGTACCCCGAACCTTCT
CAACAAAGATCGGTT
>CL150Contig3
TTTTTTTTTTGACTTTTTAGTTTTATTGAGCATCAAGAGGAGAAACCGTTTAGAAAACCA
GGAACAGAGAGACAGGACCAGTTCAAAGGTCAGCAGGAACCCAGACGTCACAGAACAGGA
AGATGTTGAAACCATTCAGATCAGGAGAAACCTCCACGTCTGACAGAGGTGTGTGCACGT
GGCCGTGTGCACGTGGCCGTGTGCACGTGGCCGTGTGTCTAAAAGCACCAAAGAGTCCGT
GAACCCCTCTCCAATGAAAACAGCAGCCGGGCTCAGGTCCTGTCACAGGTCTGGGGGGCC
ACACCCACCCATGGAGACCCTGGGGGGGTCCTGGCTGGTTCTGATGCAGCAGAGCTCAAA
GTCCACGTGTTCAGTTCCTCTTGGCCCCATGCGGCCCCCTCCTGGTGACGCCTCAGAACC
TTCTGCTGTCCAGAACCGCCCGCCAATCATCCGACCACGACAGGAGCCGCCTCTGGGGGG
GGCGGGGCGGCAGGTGCTTGTTGTGGCAGGCCGTGAACAGGACGTGCTCCCACGCCGGTT
TGGGCTCCACACCATAAATGTCCGGCCTGTCGTCTATCANGATGTCCCCGGCCACCAGCG
TCTTGTCTCGGGTCAGAATGACCCGGGTCCAGGAAGTCCTGGCCCANATGCCGCTCCACC
CAGGCGTACTTCTCATAGGGACAGTGTTTGTANAGCTTGATGGGGCTGGTGCAAATAAAN
ACATCTGTGTCCTTCATCTGGGCCATCTCCTTGACCGCCTGCACTCCTC
>CL150Contig4
CTGAGGACGAGGCGCTGAACGGAAGCAGGTTGGAGGTTTTTCTGTTGTCTCAGTGACCTC
TGAGGGTCCAACAGTGAGAAGAGGTCGGACTGAGGTTCTCCTCTGGTGCCGGACCGGCCC
ACATGGTCCGGTCCACCTCCAGCGGACCCACTCTGATCCTGGTTCTGGGGGACTCACTCC
TTCATCTGGGCCATCTCCTTGACCGCCTGCACTCCTCCAGGAAGCGGCTCCAGGTCCATG
AAGAAGCCCTGGGACTCCCAGATGCTGACGGCCTTCTCCTGCAGACAGAGCAGCCAGAGG
TCAGCTGACCCCTGTCCGGGTTCTGCCCAGAACCGGTCCACATGTTCCGGTTCACTCACA
CACAGGTCGGCCCTCAGTTGGCCGTACTGCGCGGATACCCAGAAGCCTCTGCGGTCATCC
AGGCTGATGAAGGGCTCCTCCGGGTACCGGGCCCGGTATTTCTTCAAGAACCCCCCCTCG
AAGTCCGCCAGAACCCCGTCCATGTCGACCAGAACCCGCAGCCTCTTTCCCGCCCCGGCG
GTGAACGAAGAGGCGGACATGTTCACGCAAATCCTCTTAAACGGATCACGGAGCAAAGTT
CGCCCGAGGAGGCGGGCTGCCGCCGCGGGAAGCATACCGGATCCGCAGCGTCCCTGTCCC
GACCGGCGGCGGATGTCCGCGCGGGACGAGGACTTTACCTCAGCGGCATTTTGATGTTTT
GGCGGTGAAAGTTTGCTCGTTAGCTTGACTTCATCCCGGTTAACCGGGATTACCGTGGGC
GGCAGCAGCGGTCCGGCCGGGTCCGCCTCCAGATCCGGACCAGGAGCGCCTCGCCTGCCC
GGCGGGGAAAGGCTCCGGTCACGCGGGAAGCAGGCGTCGGTTTCTGCGGGAGAACAAACT
GTACCCCGAACCTTCTCAACAAAGATCGGTTATACGACAGGAGGACCACTCCTCTCTGTC
CAGGAAGACCCTTCAGC
>CL151Contig1
TTTCCTGCTTGAACAGTGTTCAGTATCTTAGATGTAAAAGTTCTGTCCAAAACAAAATTA
AATGACTTTTTTGAAACCCAAGACTTGCAATCTTTGAGATGACACCAAATAAAAAAAGTC
CTAGTTTCCAGGCAGTTTGCTTGGAAAACCAAAGGTGGAAACACTTAGGGTCAAAAAGAT
TACAAGCTGCAGTACCAACATACCACCAGTAGAGGCAGATTTTAGCACAGTTCATATCAA
AACTTTCAGAAGCTGAAAAAACAAGGCAGACATGTCATTGTCGAGGCATCTCTTATTTTA
TTATACCTTTGATTAAACAAAAAAAAAAAAAAAACGTCGGGGCTTTAATGGAAGATGTCA



AACAAAACTTCCAAAAGGCAAATTCACAAATGCAGCAACATAAACCTTAACCGAGATTTT
CTTTTTAAAAAAAAGGGGATGATCATTTAAATCTCCATCAGTAGGAATGTTGAAACATGG
AGGGGCGGAGCCTACAAAGGGTGTAGCTACAGTGGGGACGGGTTTAAGTGCAAGATCTCA
GAGCTGCCCGCAGTTTGCAATGGTGATCTTGGCGCTGGTTTTTCCCGACTGGCTGCCCAA
GGACTCCATCTTCCTCACCACGTCCATGCCCTCCACCACCTGGGCACCACGTCCGCTCTC
AGCTCCATCACGATCCGGCCCGCGGGGCTGCCGTCAACGGCGATGTCAAAGAAGACTCTG
GGTTTGCTCATCTCTGCAGATGCGGACGTCTGAGCCGGGAGGACAAGACACAACGGGTTC
GCGGGAAACCGGAGAAAAAACCC
>CL151Contig2
AACCCGGNCATTATGGCCGGGGTCTCCGGTTTCCCGCGAACCCGTTGTGTCTTGTCCTCC
CGGCTCAGACGTCCGCATCTGCAGAGATGAGCAAACCCAGAGTCTTCTTTGACATCGCCG
TTGACGGCAGCCCCGCGGGCCGGATCGTGATGGAGCTGAGAGCGGACGTGGTGCCCAAGA
CTGCCGAGAACTTCCGCGCCCTTTGCACCGGAGAGAAGGGCTTCGGGTACAAGGGCAGCG
GCTTCCACCGCGTCATCCCCCGCTTCATGTGCCAGGGGGGGGACTTCACCAACCACAACG
GAACCGGAGGAAAGTCCATCTACGGCAACAAGTTCGCCGATGAGAACTTCACGCTGACGC
ACACCGGACCCGGCATCCTCTCCATGGCCAACGCCGGTCCGAACACCAACGGGTCGCAGT
TCTTCATCTGCACAGAAAAGACGGCATGGCTGGATGGCAAACACGTGGTGTTCGGCCAGG
TGGTGGAGGGCATGGACGTGGTGAGGAAGATGGAGTCCTTGGGCAGCCAGTCGGGAAAAA
CCAGCGCCAAGATCACCATTGCAAACTGCGGGCAGCTCTGAGTTCTTGCACTTAAACCCG
TCCCCACTGTAGCTACACCCTTTGTAGGCTCCGCCCCTCCATGTTTCAACATTCCTACTG
ATGGAGATTTAAATGATCATCCCCTTTTTTTTTAAAAGAAAATCTCGGTTAAGGTTTATG
TTGCTGCATTTGTGAATTTGCCTTTTGGAAGTTTTGTTTGACATCTTCCATTAAAGCCCC
GACGTTTTTTTTTTTTTGTTTAATCAAAGGTATAATAAAATAAGAGATGCCTCGACAATG
AANNANNNNAAAAAAAAAAAAAAAAA
>CL152Contig1
GGTTGCAGAGCAGTCTCCTTCAGCTCGCCCTCCAGCCGGTGACGCCTGCCCTAACAGAGT
GGCGTGACATACACCTCTAATAAAACCATTTCAGCTTTTTAATAACTCTTCCTCCAACTG
TCGTGATGGCCGTGCCCCCTGCATATGCTGATCTGGGCAAGTCTGCCAAGGACATCTTCG
ACAAAGGCTATGGTTTTGGTGTGGTGAAGCTTGACGTGAAGACAAAGTCAGCTAGTGGCG
TGGAATTCAAAACATCTGGCTCTTCCAACACTGACACCAGCAAGGTCTCTGGTACTCTGG
AAACCAAATACAAGAGGGCCGAGTACGGTCTGACCTTCACCGAGAAGTGGAACACTGACA
ACACATTGGGAACCGAAATCACAATTGAAGATCAGATTGCAAAGGGACTGAAGTTGACTT
TTGACACAACCTTCTCACCAAACACTGGCAAGAAAAGCGGGAAGGTGAAGGCTGCCTACA
AGCGCGAGTACGTCAACTTGGGCTGCGACGTTGACTTTGACTTTGCTGGACCTACCATCC
ATGGAAACGGCGTCGTCGGCTACGAGGGTTGGCTCGCCGGTTACCAGATGAGCTTCGACA
CGGCCAAATCCAAAATGATCCGAAACAACTTTGCCATTGGCTACAAGACTGGAGACTTTC
AGTTACACACAAACGTCAATGATGGATCTGAGTTTGGGGGCTCGATTTACCAGAAGGTGA
GCGACAAGCTGGAAACGGCGGTGAGCCTGGCGTGGACCGCTGGCAGCAACAGCACTCGCT
TCGGCATCGGAGCCAAATACCAGCTGGACAAAGACGCTTCCATCAGTGCTAAAGTGAACA
ACAATAGCCTTGTTGGTGTTGGTTACACTCAAACTCTCAGACCAGGTGTCAAACTCACCC
TGGCCGGCCTGGTTGACGGGAAGAGCATCAACGCCGGAGGCCACAAACTGGGTCTGGGCT
TGGAACTGGAAGCCTAAGGGTTTCTCATACTGCAAGGGACAAGGGAAGATCACACGAATC
TGGCCTTAAATAGGGTGTAACTTAAAGCTGCATACGTACACTCTCAAGCTGCTTCCCTGT
TCTGGGTGGAGACGGTCCACTGGAGGTCTTGGAGGTCCTTATAAGTATGTAAACCTTTTC
AATAAAGTCTTGAACTCCACAAAT
>CL152Contig2
GAAACGGCGTCGTCNGCTACTAGGGTTGGCTCGCCGGTTACCACATGAGCTTCGACACGG
CCAAATCCAAAATGATCCGAAACAACTTTGCCATTGGCTACNAGACTGGAGACTTTCAGT
TACACACAAACGTCAATGATGGATCTGAGTTTGGGGGCTCGATTTACCAGAAGGTGAGCG
ACAAGCTGGAAACGGCGGTGAGCCTGGCGTGGACCGCTGGCAGCAACAGCACTCGCTTCG
GCATCGGAGCCAAATACCAGCTGGACAAAGACGCTTCCATCAGTGCTAAAGTGAACAACA
ATAGCCTTGTTGGTGTTGGTTACACTCAAACTCTCAGACCAGGTGTCAAACTCACCCTGG
CCGGCCTGGTTGACGGGAAGAGCATCAACGCCGGAGGCCACAAACTGGGTCTGGGCTTGG
AACTGGAAGCCTAAGGGTTTCTCATACTGCAAGGGACAAGGGAAGATCACACGAATCTGG
CCTTAAATGTATGTCCAACTCAATCCGGCGAGGAGAGATTGTTTCAAAGGCTACAGCCGC
ACTTCAGCCTAGTGATTTGGCTCATCAGTGCATTCAACTTTTGCTGACTTTTTTTTACTT
TATAGTTTTAAAAGTCAGTTTTTGGTTTATTATTTATGAACGACTTGTTTCCAATGAAAC
ACTGCCGTAGTAATGAAACCGTGTGTGTCACCAACAAGGTGCGGCTTAGTTGGGATAATT
CCAGGCACTCCATTGTCGTTGTTTTTAACTTCTCCAACATGTGACGGCATTAGTTTGTGG
ACTTTTGTTGTCCAGAGTTGTCAAACTTTCTCAGATTTTTACACCATAATGTCTAATATC
ATCTGACAGCAGTCAATTCTAAAGCTTCTGAACCACACTAGACGTTTTCTTCTGGCTTCT
ATTTAAGTATCCTCCCCGTTTGTGTCGCACTGACAACACTGAAGTGTCGACTGTTGGGAT
TTTGGTTTTAGAAACTTTGGGAGAAGTTGACTGAACAAGGCTTACTGTTTTCTTTTAATT
GGTGACAGCAAATAGTTGGGGGTGGGGACTCGCATAGTTCTGATGATGATGATGATGATG



ATGATGATGATGATGATGCCAAACTCTTCTCTATAGAGGGTGTAACTTAAAGCTGCATAC
GTACACTCTCAAGCTGCTTCCCTGTTCTGGGTGGAGACGGTCCACTGGAGGTCTTGGAGG
TCCTTATAAGTATGTAAACCTTTTCAATAAAGTCTTTGAACTCCACAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL153Contig1
TCTTTAATGTGAGTCTGGCCTTCAACATCATCTTACATTATTGTTTCAGTTACAGGAAGA
GCAGCTACAGGCTGTGAGGGACAGAGCACAGCGTCACCGACTGCTGGCGGGAGGAAGGGA
AAGACGACATTTACATTTCTGCTCTAAAGGCCTTTAAGACGGATGGCGCCCAAACGCGGC
GTCACTGGCGGGCATGTGGGTGGCGGGACACTCTGGGAAGCCCTGTTCTGAGACAGAGCG
CCCCACCAGGCCGGGTTTGACTGAGTCTAAGAGTGGGCAGCGCAGAAAAACACACACGGA
CACTTAGGTTCTGATGGTCCTTCACACCAGGAGGCAGAAGGATCCGCTTCATTTAGCCAT
GCTTCAGTCCAAAATGCCAGACAGGAACACAGAAACCCAGAAACAAAAAACGTGACTTTC
TTTGTGTTGCTAAAAACAGGCTGGAGACGTACAAACAGAAAACAGAAAACCTTCTATTTT
ATTAGTGAATCCAGAGATGCTGAAGTGTTTTACTCCCACAGAGTGGATGAGCAGACATCC
AGAACCACCGTCTCCAGCAGCAGCGTCAAACAGTGATGTGAATAAAATGAAAAGTGGATC
CAAATCAATAAAAGGAGACAGCAGGTGGTTCAAAACGTTCTTTCAAACTGGGAGGAATCA
CCGTGAGAAGCTGCTGCACAGCAGCTCCAGACCACAACAAACCAAAGTACTGATGGGCTG
TACGCCATCTCAAATGAAACAAAAGAGCCCAGACTTCTAAAAACTGGAATAAACATACTG
TATCTGAATTTACTTTATTGGACATTGGACGTCAGCCAATGTGAAAAAATGCGCTGAATC
GATTCCCGCCTTTCCCTCCTGAAGCAGCTCTTTAGATATCATCAATGTCGTCGTCGTCGT
CTGCAATGTCATCAAACAGGATCTCGTCGTCGTCTCCGGGCCCAAAGGTGTCCGTCTCAT
TGATTTTAGCGTGCTCTGGCAGCTCCCCGTATGCTTTCAAGCTGCGAGCCTCGTCTGCGT
TGTACTTGAGGATGACGTCAGCTTTGTTATCCTGGTAATCCCTCAACCCGACCAGGATGA
TGTCTGACGTGTTGATCCAAACCTTTTTCCGGAGTTTTCCTCTGATGTGGCAAAGGCGCT
TGGTGCCATCGAAGCACATGGCTTCCAGGCGTCCGTTCCCCAACATCTTAATCACCTGAG
CGTACTCCTGTCCGTCCTCCTTGAACACCAGCTCTCTCTTTTCAGACTCATTCTCGTTCT
TTCCACGTCGCCGGTTTTTTCCTCCCTTACCTTTATTTTTGGGCATATTCTTTTACGCCT
CGGTCTCGACAACCCAGCTGCTTAGGAACTGTGGACGTAACACGGAGTTTGTTTAAAATA
TTTTCAACAAAAGCGCAGAGCAGAACCCAGAAGCTAGGCGGTTAGCGCAGTCTTTACACT
GGTGTGCCCCGGCCATAATGCCCGGGTTTAA
>CL153Contig2
GCACACCAGTGTAAAGACTGCGCTAACCGCCTAGCTTCTGGGTTCTGCTCTGCGCTTTTG
TTGAAAATATTTTAAACAAACTCCGTGTTACGTCCACAGTTCCTAAGCAGCTGGGTTGTC
GAGACCGAGGCGTAAAAGAATATGCCCAAAAATAAAGGTAAGGGAGGAAAAAACCGGCGA
CGTGGAAAGAACGAGAATGAGTCTGAAAAGAGAGAGCTGGTGTTCAAGGAGGACGGACAG
GAGTACGCTCAGGTGATTAAGATGTTGGGGAACGGACGCCTGGAAGCCATGTGCTTCGAT
GGCACCAAGCGCCTTTGCCACATCAGACGACGACGAGATCCTGTTTGATGACATTGCAGA
CGACGACGACGACATTGATGATATCTAAAGAGCTGCTTCAGGAGGGAAAGGCGGGAATCG
ATTCAGCGCATTTTTTCACATTGGCTGACGTCCAATGTCCAATAAAGTAAATTCAGATAC
AGTATGTTTATTCCAGTTTTTAGAAGTCTGGGCTCTTTTGCTTCATTTGAGATGGCGTAC
AGCCCATCAGTACTTTGGTTTGTTGTGGTCTGGAGCTGCTGTGCAGCAGCTTCTCACGGT
GATTCCTCCCAGTTTGAAAGAACGTTTTGAACCACCTGCTGTCTCCTTTTATTGATTTGG
ATCCACTTTTCATTTTATTCACATCACTGTTTGACGCTGCTGCTGGAGACGGTGGTTCTG
GATGTCTGCTCATCCACTCTGTGGGAGTAAAACACTTCAGCATCTCTGGATTCACTAATA
AAATAGAAGGTTTTCTGTTTTCTGTTTGTACGTCTCCAGCCTGTTTTTAGCAACACAAAG
AAAGTCACGTTTTTTTGTTTCTGGGTTTCTGTGTTCCTGTCTGGCATTTTGGACTGAAGC
AT
>CL154Contig1
TTTTTTTTTTGTAGNATCGCCATNAGCTATGCATTTATTATGCAATATAAAATTCCTTTA
CAATTTAAATCACTCAATTTTGACAGTACAATAAATTGGTAGCTAAGTGCAAAAAGTGGC
CAAAAAAGGTTTTGATAAACAATTTATGACCTTACGTGATAGTCGATGGACTAGGAAATG
TGTACATACAATGAGCCAGAAGATCTTCCAATGTCTTGTTATTAAAGCGCACAGGACACA
GCAAACTGAAAAATGTAAAGGGAAAAAAAAATCCTCCCCACAATACTATTGCCAATACAC
GAAGCAGTACAACACCAACACTGTAACAGCAAATGTTACACCCTTAAATGGGAAAATGTA
GGACTAATACAGTTACAACTAAAAACTGGTGAAGAACATTTAAATACCACAGGCCTGAGA
ATGGGGGTTTCTTTCTTGAACAGTGGATGCAGACTTGAACGTAGATTTGACTGATGTGCC
ATAAATAAATATCTGCAAGAGTCAGAAGCACACATCCCCTCCCACATAGCAACTTTAACA
GGAAGATAATCGCTGCTAGTAATGAGACTTGTTACCATATTCCTTGGGCAAAGGGTGCTT
CCCTACACCTGGAAACTAGTTTTCAGGTTGCTATGCTGCTTGGTAAAGTGTCCACTTGAA
TCTTGTTTGGTTGGTCCTGGATGTTTCCTATTCACACGATTTGGCAGGAGCCTATACGGA
GCTGTGAAGTCTGGGAAGAGACTGATTAACGCCCCACAGCCCAGCCCTCCCATAAACCCC
CAGTGTGGTTTAAACCCCGAGAAATGGCAAAGAAAATTTGGATTTGTTGAATACAAGATA
CCTTCCTACATCTTAAATCACTGTAGATGCGCATGATCTCCAATCCGATAACTTTACTGT
ACGCAAGATGGGGTCAACATCAACCAAATGGTTAGCACGGGGGACTTTTTCCATGATGAG



CTTTAAGAGGGGGGGAGTCAAGCCTGTGAAAAGAAAAACTCCAGACACATTTTAAATCCC
CCCCACCTCCCCTCCCATTGAAAGGAAAACCATTTCAAATAAAGAATCTCTTTAAAATTG
TCATTACTGCACACCACAAAGGCAACGAGCCAATGTACTGGATAGTTACACCCACGCGTA
CATTTCATGCAATCACTCACTGCTTTGGTTAAGATGTCGATGTAGCTGATCTGTACCATT
GAGATGCAGCAGAAGTACCGAAGCGGTGCTGAATATACGCCAACCAGGTGCACAGAGGAC
CATCCACTCAAACTCCAATGCTGAACATCAGCGGAAGACTATCGAACAACAAGGGATTGA
CACTCCTTCCAGATGAGGAGAAACTACTTCTGATCGAAGAGGGGAGTCCAATTATGAGGT
TCAGACGCCAGGACACTACCCAAGGCATTCATCACAGCAGACATCACCCAAACCATGTCA
GCGCGCAAGAGGAGAGGTGACCGTGGTACAAAACGTTTTACACGGCTTGCCTGAAAAAAG
GAAGAGAAAGCTGTGCAAGAAGGATTGTTCTACAAAACATTTTTGAAAAGTTTAAATACC
AAATGCTTGTGTACAGAAATACCTCTACCCGATATACAAACCAAGGGCCCGCTTTAACCT
TGTGATGCAAGTAGACTGCCCACGCCCACCCTCAGCATTGGCTGGCTTGCATTGGAACTT
CGTAGCACCATTCCTGCTACACTGCCCTGTGCCTCTGGCTCCCTCTGGTGTACACATGCC
GATATCGCGTGATGACGCCTCCTGTTCCCCTGAAGAAGACCCTCCTCCTGGACCTCTCAG
CTCCCCTGAAGACCCTCCTCCTGGACCCCTCTGCTCTCGCCTCCACGCTCTCTTGTCCTG
CCTGGCTCCACTCTGGTCCTTTTCCGCTTCCTATCGCCTTCCCTGGTCCCGATCTTCATC
TAACGTCAGTCCNTTCTTCAATCACGATCATCTAATCTGAGTCCTTTTACTCTTGAGTGA
CTTAGTCCATTTTCATCCAAAAATTAAATAAAATAAAAGATTTCTTCGTCCAATCTAATC
GATTTTGGCTCGACTTGTTGAGCTAAACTGAACTCTTGTAGAAACTTTGTTTGGGAAAAA
AAAATTTTTCTTCATGTGCCTCTTTAACACATCTTAGGTTTGACAAAAAAAAACCTCTTT
CAAGTGTTATTTCATCAACACATCTTAAATGAAAAAATAAAAAAACTTTAAAAAACTAGA
ATTAGTAAAATTAAGGGGAAAATTACCGACCCATTATCTTTTCTGTAACAAAATGTAAAA
TTGCTCTTAAAATATGTCGTCACGAAAGGTACGGTGAACCTCTTCAGCTATTCTTGTGAG
TGAGAAGATTTCTCCTTTAAATAATGACCGCCT
>CL155Contig1
TTTTTTTTTTTTTTTTTTTAATTGGTTAAACAGAGTTTATTGTACACAAGGACCATAGGA
GGAAGTGGTCTTCCAAAAAGCACAGATTGGGGTAAAATGAACAAATGGAAAATAAACATA
TGTATGTTCATATCTTTGAGATCTGCCTGTCTTGTCAAAGTACGTTTTATTGATTTAAGC
CTTCTCTTCGTTACTTTTTCCATTGTTTGTTTTCGTAATCCCACTTGGCAGAGAAGCCCT
CAACTGGATTCATTCTCATGTCCAGCATGCGCTGAAGCTCCTGCTGCTTGTACTCAGGAT
CCAATGTGTGAGGGACAGGTCCATACACATATTTTCTCTGCCACAGTACAACCAGGCCAG
TCAAACCAACAAAGAACATAATCCCTCCAACAACGGACTTCCACTCCCCCGTCCCCTGGT
TCATCTCGGCAAAACTTTGTTTAAAGCTGAGGTGGTACAATGCAACCTTCTCAGCATTGG
AGAGAGCTGCCCACGAACCCTTCTCCTTCTCCTTCAGGGCCTTCTGCTCTGGGGTCAGGG
TCTGGACATAAGCGATCTCAGGAAGGGGGGTCTCCCGTCTGTCAAAGTATGCAGGCAGAG
TGTAGTCCTCCACCTTAGCGACACCATGTCCTCCACGCACGCAGACTGACGTGGAGATGG
CGCGTTTGCCAATCAGGCTGAAGGCCCTTGTTGCAAGCATTCTGCAATCTCTTCCGTGCC
GCTGTCCGCCGACGGTCTGAAGGGAAGTGGGCCTCGTGCCGAA
>CL156Contig1
TCTTGATTTTATTGTTTGCACTTGCATCGTGACACTCTGTCAAGCACAGTGAGGAAACAT
GGCGGGTGGTGTCCGTATCCATAGATACGGGCATGAGATGGCTGAGAGGTTGGAGGGGCT
AGGGGCTGGGGCAGAGGCAGTGCGTTGGCAGGGGTCCTGGCTGCTACGCTTTTTAATAGA
GGTTCTTCTGCACATGGGCAGCAATGTACTTGACGGCCAGCATGGTCTCCTCGCATGTGG
GCTTGATCTGAGACTCTGGCAGCAGGAAGCCGTGATAACCAGTGTCACGCAACTCAAAGG
TATAGGAATATTTCACCCCCAGGTCATAGGCCCAGTCATCAGAGCCTCCCGCAGCAAGGT
AGATAGTTGAAGCACCAGGTCCACTGGTATAGCGGGTGCCATACAGACTAGTCAGAGCAG
CAGAGGCTCCCTGAGCAACGCTCATCAGCTCACTGTGGTCGGCAGCCAGATTGTAGGAGT
AGGAATAGGGGAAGAGCAGGAGCTGGGAGTAGGAATGGATGGTGAGGTAGGCTTTGATGG
AGGACTTGTTCTTGCGGATGAAATCAGCCACATTCTTGACCTCAATCTCAGACTCGGGGG
TGGAGCCACAGAAGGTTTCGCTGCAGGGGTTGCTGGAGGCTCCGACGGTACACCAGCCGG
CATCAAAGTTCCTGTTGGGATCGGTGCCCAGGCAGCTGCTTCCAGATAACTTGGAGCGGG
TCTTTCTCCACATTCTGTTGGTCGTGTGTGAGTATTCGTAGCCATCGATGTTGAAGACGG
GCAGGACGTAAACGTCCATCTGGTCAAGAAGGCTGGTCATTTGAAAGTCACTGCCATAGG
TTTCCAAAG
>CL156Contig2
AGCACAGTGAGGAAACATGGCGGGTGGTGTCCGTATCCATAGATACGGGCATGAGATGGC
TGAGAGGTTGGAGGGGCTAGGGGCTGGGGCAGAGGCAGTGCGTTGGCAGGGGTCCTGGCT
GCTACGCTTTTTAATAGAGGTTCTTCTGCACATGGGCAGCAATGTACTTGACGGCCAGCA
TGGTCTCCTCGCATGTGGGCTTGATCTGAGACTCTGGCAGCAAGGTAGATAGTTGAAGCA
CCAGGTCCACTGGTATAGCGGGTGCCATACAGACTAGTCAGAGCAGCAGAGGCTCCCTGA
GCAACGCTCATCAGCTCACTGTGGTCGGCAGCCAGATTGTAGGAGTAGGAATAGGGGAAG
AGCAGGAGCTGGGAGTAGGAATGGATGGTGAGGTAGGCTTTGATGGAGGACTTGTTCTTG
CGGATGAAATCAGCCACATTCTTGACCTCAATCTCAGACTCGGGGGTGGAGCCACAGAAG
GTTTCGCTGCAGGGGTTGCTGGAGGCTCCGACGGTACACCAGCCGGCATCAAAGTTCCTG



TTGGGATCGGTGCCCAGGCAGCTGCTTCCAGATAACTTGGAGCGGGTCTTTCTCCACATT
CTGTTGGTCGTGTGTGAGTATTCGTAGCCATCGATGTTGAAGACGGGCAGGACGTAGACG
TCCATCTGGTCAAGAAGGCTGGTCATTTGAGAGTCACTGCCATAGGTTTCCAAAGCCTCC
TTCACAAACCACTGGCAGAAAGCAGGAGAGATCCACTCTCTGGCGTGGATGCCGCAGTCC
AAAAAGATGGAAGGCTTGGTAGTGCCGGAGGATTTACCAAGCTTGAGGAGAGTCATGGGG
CGTCCCTCAAATGTGTTTCCAATCACCTGCTTGCTGACCAGGCTAGGGTTGGAAGAGGCG
ATGGAGTTGATCCAGGACAGGACAGTATCCCAAGTGTTGTATTTGGTGTAGCTGTGCAGT
TCTTTAGGACTGATCCCGTTGTCAGCCTGGCGATTGATGGCAACCTGGACGTCCTCAATG
AGAATCTCATGCGCCATGCTGCTCTGACCCAAGGTGGTGTACACGATGGAGAGGTATCTG
GCGGGCACCCGAATGTCCACATCGATGTCGATCGTCACCAGCTCAGGGCTGTCAGGGCTC
CAGAAGTCCACTTCGATGCTCTCAGCCAGATCCCTGATGAGGGTCACATGTTCAGCGAGG
ACAGGCTTCAGGCGGAGGACTTTTTCTCCATCAAAACGCGTGACATCAGCCAGGGCAGCA
GCCACCAGTCCGAAAAACAGCAGGACCTTCATGTTGGCAGTCCCCGGCCATAAGGCCCGG
GTTAACG
>CL157Contig1
TTTCTGGCATAAAAAGTTCTTTACATCATTTGATTGGTTCATTCCATTTATTCCAAGAGA
AAGCTCCAGAAAAGGATGTAAGGAGTTAATTTTAGAACTGCAAATACCCACAATAAATAT
CCCCCCCACACCTGTTTCAGCTGCAGAAATCTTTGAGGAATGAAGGTTTCCTGGACCAAC
ATCCAGACTCTTCCTAGAGGAGCATTTCCTGGGGAGGGGTCACCTTAGATGTTCAGGGTT
TTCTTAACAGAGAAGATGATGTCTTTGACCTGAGGAAGACTGTGTTCCTCCAGGGTCTTA
GCATACGGCATGGGGATGTCAACACCCGTTACCCTGGTAACCGGAGCATCCAGATAGTTA
AAGGCAGGACCTTCCATGACCCTGGCGCAGATCTCAGCTCCAACTCCAAACTGAGGCCAG
CCGCCCTCCACCGTCACCAGGTGGTTGGTCTTCATCACGCTGGCCTCAATGCTCTCCACG
TCCATGGGGCGGATGGTCCGCAGGTTGATCACCTCACACTCGATTCCTTCCTTTGCGAGC
ACAGCGGCGGCGTCGAGGCAGTGGCCGACGTAGCGCGAGTGAGACACCAGGGTGACATGA
CTCCCTTGTCTTTCAACCTTGGCCTCGCCGATGGGAATGGTGAAGTCTTTGGACTGCGAC
TCCTCCGTCATCTCGAAGGAAACCCCGTACATTAGCTCGTTCTCCAAAAACACAACAGGG
TTGTCATCTCTGATGGCTGATTTCAGGAGACCTCTAGCATCTTCAGAGTTCCATGGACTG
ACAACCTTCAGACCCGGACAGTGAGCGTACCAGGCAGCAAAGCACTGCGAGTGCTGTGCC
GCCACGCCGGCTGAGGCCCCGTTGGGTCCTCTGAAGACGATGGGGACTGGCTGCTGCCCG
GCTGACATGTAGTAGGTCTTTGCCGCAGAGTTGATCACCTGATCGATGGCTTGCATGGAG
AAGTTAAAGGTCATGAACTCACAAATGGGTCTCAGACCGGCCATGGCTGCTCCCACTGCG
ATGCCAGCGAAGCCCATCTCTGAGATAGGCGTGTCAATGATGCGTTTGTCTCCATACTTC
TTCCACAAGCCTCTGCTAACCTTGTAAGCACCATCGTACTGGGCGACCTCCTCTCCCATC
AGGAACACCCGCTCGTCCCGCTCCAGCTCCTCATCCATGGCCTGGTTCAGGGCATCGCGG
ACTGTGACCTGCACAGCGGCGGATCCGCTCCCGTGAAACCTGCGCCGCCCCAGAACCAGG
ACGACGTTCTTTCCTGACCGCAGGAAGGATCTCAGGGACGACGCCATATTTTCTCTGTCC
TCTACTGGAGAGTAGAGTAG
>CL158Contig1
CGGCCGCGGACCGTTTTTTTTTTTTTTTTTTTTTATTTAAAAAAAAATGTTTATTGACAT
CAGAAGCAATTTAAATTTTTAACAATAAACAAGTTTTTTTTATTATTATTATTTTTTTGC
GATTACAGTGGTACATAAAGATCAGTAAAATAACTGTGATACTTCAATTTTGATAATGTT
ATTTAGAATAAAAACACACAAGAAAAAAAAAAAGAAAAAAAAAAAGAGGAAGAAAAAAAG
AAACACTCAGGTCTAACTTTTTTTTGTGTGCTGTGCACTGCTAGCTAAGGGAAATACTGT
AAGCCCACCCCTTTACACTGTACCAGGCAGGATAGTGGTCTAGGAACTACCACTGGGGGA
AAAAAAATAAGACTGGCAGAGAGATACCAACACAATACTGTGTAGTGTTAACTATACAAA
AAGAGAAAGAAAGAAAAAAACAAAACTGTACAGCATAAAAACAACTGATATACACAGCCT
TTTGTTGGCATTTTTTTTAAACCCCCTTAGGAACTAATGTATTTTCTTTCAGTAAGTGAA
GTGTACAAGGGGATTAAATGCTTTACAAACAAGAAAATGACTGCACTGGCTGTCTACTCG
TCATCCTCATCATCATCATCCTCCTCTTCCTCCTCGTCGTCGTCGTCGTCATCATCGTCG
TCGTCCATCTTCTTCTCAACCTTGGCGGGGGCTTTTGCCGGAGCCCCACCACCTGTTTTA
CCCTTAGCGCGGTAAGCAGCAATGTCCTTTCCGTACTTCTCCTTCAGCTTGGCCGCTTTC
TTCTCGTAGGGTTGTTTGTCCTCCGCCGAGGTGCTGTTCCACATCTCGCCCAGTCTCTTG
GCAACGTCACCAATTGTCAGGCCGGGGCTCTCGCCTTTCACCTTCGGGCGGAACTCCGAG
CAAAAGATGAAGAAAGCGGATGGGGGTCTCTTGGGGGCGTTGGGGTCCTTGAACTTCTTC
GTCTTGGCTCCTTTAGCTGGAACATAGCTCATCATCTCCCGATCATATCGCACCTTGTCC
TGTCTGGCCATGTCCTCAAATTTGCCCTTCTCCTTGGCGGACATTGTCTTCCATCGCTCA
GAGCACTTCTTGGAGAACTCGGCAAAGTTCACCGAGGCATCGGGGTGCTTCTTCTTGTGC
TCCTCCCTGCAAGTCTGGACAAAGTAGGCATAGGAGGACATCTTCCCCCTCGGCTTAGTC
GGATCTTTCCCCATCTTCAAAGTATCTATTGACTATGGCTGGATCTCAATGCTCTGCAAT
GGCTGTGTATGAGGGAACATAGGCGATACGCAGTGTCTTCAGTCTTCTGCTCACTCCCCC
GGCCATA
>CL158Contig2
ATGTTTATTGACATCAGAAGCAATTTAAATTTTTAACAATAAACAAGTTTTTTTTATTAT



TATTATTTTTTTTTTGCGATTACGGTGGTACATAAAGATCAGTAAAATAACTGTGATACT
TCAATTTTGATAATGTTATTTAGAATAAAAACCCCCAAGAAAAAAAAAAAANAGGAAAAA
AAAAAAAACCCCTCGGGNCTAANTTTTTTTTGGGGGCTGGGCNCTGCTACCTAAGGNAAA
TACTGTAACCCCCCCCCTTTACCCTGNACCAGGCNGGAAAGGGGNCTAGGAACTACCNCT
GGGGGAAAAAAAATAAAACNGGCAAAAAAATCCCANCNCAANACNGGGNAGGGTTACCTN
TCCCAAANNANAANNAAANAAAAAACCAAANNTGTNCNNCAAAAAANCANCT
>CL158Contig3
CGCTAAGGGTAAAACAGGNGGNGGGGGTNCGGCAAAANCCCCCNCCAAGGTTGAGAAGAA
GATGGACGACGACGATGATGACGACGACGACGACGAGGNGGAAGNGGNGGATGATGATGA
TGAGGATGACGNGTNGACAGCCAGNGCNGTCATTTTTTTGTTTGTAAAGCATTTAATCCC
CTTGTNCNCTTCNCTTNCTGAAAGAAAATNCNTTAGTTCCTAAGGGGGNTTAAAAAAAAN
GCCAACAAAAGGCTGNGTATNTCAGTTGTTTTTTTGCTGTACAGNTTTGTTTTTTTNTTT
NTTTNTNTTTTGGGATAGNTAACNCTNCNCAGTNTTGNGTTGGNATTTTTTTGCCAGTTT
TATTTTTTTTCCCCCAGTGGTAGTTCCTAGACCNCTNTCCTGCCTGGTACAGNGTAAAGG
GGNGGGNTTACAGTATTTNCCTTAGNTAGCAGNGCNCAGCNCNCAAAAAAAANTTAGACC
TGAGGGTTTCTTTTTTTCTTCCTCTTTTTTTTTTTTCTTGTGTGTTTTTATTCTAAATAA
CATTATCAAAATTGAAGTATCACAGTTATTTTACT
>CL158Contig4
GAGCATTTAATTTTTACAATAAACAAGTTTTTTTTATTATTATTATTTTTTTTTTGCGAT
TACNGNGGTACATAAAGATCAGTAAAATAACTGTGATACTTCAATTTTGATAANGTTATT
TAGAATAAAAACNCNCAAGAAAAAAAAAAAAGNGGAAAAAAAAAANAACCCCCCGGGCCN
ANCTTTTTTTNGGGGGCNGGGCCCGGCTANCTANGGGAAANNCGGNAACCCCCCCCCTTT
NCCCGGNNCCNGGCNGGANAGGGGNCNAGGANCNNCCCCGGGGGGAAAAAAAANAAAACG
GGCAAANANATCCCNCCCCAANNCGGGGNNGGGTTACCTNTCCAAAANGANAAANAAANA
AAAAACCAAACNNGTCCNNCANAAAACCACC
>CL159Contig1
TTCGGCACGAGGCTGCTTCGAAGCAGANCTGAAACTAAAGAGGGAAACTTTTTAAGTAAA
GGCAAGGAGGAGGAGGAGGATCCCACCCCCAGATATGTGGGCGGGACTCACTCTGCTCCT
CGCTCTCTGCCTGCTCCATGGGGGTGGTGCAGAGAGCGAGGGTGGTGGGCCTCGCTGTCA
GCCGCCGCCAGCCTGGAAAATAGGGGAGGTGGACCCAATGAAGGAGTCGATGGGTCGGGT
GACTGTGGTGGCTCTCCTGAAGGCCAGCTGACTGTACTGCTTGGTGCAGGCCTCCAGGTT
GGATGGCCTGCACAAAAAGCTAGAGGGTCAGGGGCTGAAGGATGTGGTGTACATGGTGGT
TAACCACCATGAGGCGCAAGCACAGCGCCTGCACCCTTTGCTGGAAGAAAGACTTTCTCA
GAACATTGCACTGTACAAACAGTACGAACACCAGCCTGATGTCTGGCGCACACTGAATGG
AGAGAAAGACGACTTTTTCATTTATGACAGATGTGGCCGACTCACTCACCACCTTTCACT
TCCATACAACATCATTGGACACGGCCATGTTGAGCAAGCAATCAAGGAAGCCTACTGCAA
TCGTGTGTGTGGAGAGTGCTCCTTTGAGAGTGCTGACACCCCAGCTGAGTGTCAAGGAAA
AGATAATGCACAACCTGAAACAGATGGTGCTCAACCTGCCGGAGAAGAGCATCAACATCA
GCATCCTCATCACGGCCATCATGGCCATAACCACGGTGATAACCATGGTCTTCATCCTCG
TGGCTTTGGCCATGGGCACGATCACAGACATGGTCATCACCACAGACACCACCATGGTAG
AGCTGAAACCAGGCTGCAGGAACACCAGCATCACGCAAGCTCAGATCAGATGCAGCATGC
AGTGCAGTTAGAGCAGATTGGACAGGAGGTTGTTGGCGCACCAGTCAGACCTTGAGTCCA
GGAAACGGCGAGGTGAAAGACAAAGTTCACCTGACACATGGTAGCGGGCTCTGAAAACGA
GGCCAGCTGATGCTGACACTGACGCAGGTTGTTCGGCCATGCAGGGAGCGAGCAGCCGCT
CGGTCTCTGACATTGTCAGGAGGAACTGCCCGCCTCCTGACAGTGTCGAGGACTGACGGG
CGAGTTAGCCAACACTGTCATAGAGAGCTGACAGTGACGCTCGCCTCCTGCTGCCTGACA
GCAGCCTCAGCCAGCCCAATGAGCCTGAGCCCCTGGAGCTGCGAGCTGAGCGTGAGAGCA
GCTGTAAGCTGGGACTCACATCAGCCAGCAGCTCTGAGGCTCACACCTCTTTACCAACAA
GTATTACCCTGGAGACAGATGATGGGCATTCCTGTCAGACAAACATCTTAAGATTAGTAA
ACTAAACGAGTACGTGAAGAGTCTGAACACCTTATAAATCATTTGATGGTTTGCCTGCAA
GTTGCTCTGCTGCTCCCAGGAGTGGATATGATTATCATGTTCAGAAAGGACCTTCTCCAT
TCCAATCTCAACCTTCCTTTATGAAACCAGATGCAGAAACTACGCAGTAGTGGCGTCTGG
ATGATGTTAGGCAGGAGAGACAGGATGAGGTCATTTGGGAACATGATAAACGCAAAGCAT
TTTTTTTTAAGTTGAGAATGAAACACCATTGCCTTCTCAAAATCTATATGTGAAAAAGTA
AAAGCTTTTCTTTATAACATCAATTTTTTGGGGGAAGCCTAAACACACCAGAACATTTTT
GCCTTTATGTAGTTGAATGAATTTTTCGGACAGTTTAAAAAAAAAAACAAATGAACTTTT
TTGTACTTCACCAGCTTTATGTCTCAGCTTTATTCTCCCACAGACAGACTTATCTGCTTA
CTATAACCCTTTCTAGGCTGCCAATAAAACACATTCAATCCGATTTTTTTTTATAAACTA
GTTCTATATTGATGGTCTGTGAAGTGAAAACCTGATGTGTTTATGAATTCTGTACCCTAT
GATGGTTTCTGTGGGAAGATGACATAGCCCTGAAAGCCTGATGTTTGTACAGAAAATTGT
GTTGAGTATGAAAGTCATGGAAAGTTGAATAAAGACGGATTTGTTGCTCTTCAAAAAAAA
C
>CL159Contig2
GACNGATGATGGGCNTTCCTGTCNGNCAAACNTTTTAAGNTTNGTAAACTAAACGNGTAC



GTGAAGNGTTTGAACCCCTTATAAATCATTTGATGGTTTGCCTGCAAGTTGCTTTGCTGC
TCCCCGGNGGGGATATGATTATCATGTTCAGAAAGGACCTTTTCCATTCCAATTTCAACC
TTCCTTTATGNAACCNGATGCNGNAACTNCGCCGTAGNGGNGTNTGGATGATGTTAGGCC
GGNGNGACCGGATGNGGTCNTTTGGGNACCTGATAAACGCNAAGCCTTTTTTTTTAAGTT
GNGAATGAAACCCCCTTGCCTTCTCAAAATCTATATGNGAAAAAGTAAAAGCTTTTCTTT
ATAACNTCAATTTTTTGGGGGNAGCCTAAACCCCCCNGAACNTTTTTGCCNTTATGTAGN
TGAATGAATTNTTCGGNCNGTTTAAAAAAAAAAACAAATGAACTTTTTTGTACTTCACCA
GCTTTATGTCTCAGCTTTATTCTCCCACAGACAGACTTATCTGCTTACTATAACCCTTTC
TAGGCTGCCAATAAAACACATTCAATCCGATTTTTTTTTATAAACTAGTTCTATATTGAT
GGTCTGTGAAGTGAAAACCTGATGTGTTTATGAATTCTGTACCCTATGATGGTTTCTGTG
GGAAGATGACATAGCCCTGAAAGCCTGATGTTTGTACAGAAAATTGTGTTGAGTATGAAA
GTCATGAAAGT
>CL160Contig1
AGCTGCTGGNGCTTGCGTCTCGCATGGNAGAACGAGCGTACAAAGGNACCTGATTATCGA
ACAGCGTTTTCACAGAGCCATTATCGGGCAGAAAGGGGAGAAAATCAAAGAAGTGCGCGA
CAAATTCCCCGAGGTCATCATCAATTTCCCTGACCCAGCCCATAAAAGTGACATTGTTCA
GCTGAGGGGACCGCGAACTGAAGTTGAAAAATGCTCCAAATTTATGCAGAAGATGGTGGC
AGAGATGGTGGAGAACAGCCACTCTGTGTCCGTCCCCATTTTTAAACAGTTCCACAGAAA
CATCATTGGAAAGGGAGGCTCAAACATCAAGAAGATTCGAGAAGAAACAAACACCAAAAT
TGACCTGCCTGCAGAAAACAGCAACTCGGAGATGATCGTCATCACTGGCAAGAAGGTGAA
CTGTGAGGCGGCTCGGAACCGGATCTTGGCCATTCAGAAGGAGCTTGCAAACATCACAGA
GATGGACGTGTCCATCCCTTCAAAGTTGCATAACTCCCTGATTGGGTCAAAGGGCCGTCT
GGTGCGTTCCATCATGGAGGAGTGCGGCGGCGTGCACATCCACTTCCCCAATGAGGGCTC
TGGCGTGGACAAGGTTACCATCAGAGGGCCTGTGGAGGAGGTGGAGAAAGCCAAGCAGCA
ACTGCTTGCTCTGGCAGAGGAGAAGCAAACCAAGAGTCACACAGCGGAGCTACATGCAAA
GCCAGAGTACCACAAGTTTCTCATCGGGAAGGGCGGTGGAAACATACGCAAGGTCCGAGA
CAGCACCGGCGCCAGAATCATCTTCCCCACCCCCGAGGACAAGGACCAGGAGCTCATCAC
TGTGGTTGGCACCGAGGAGGCTGTGCGGGAGGCCCAGAAAGAGCTGGAGGAGCTCATCAA
GAGTTTGGACAACATCGTGGAGGACACCATGAATGTCGACCCAAAGCACCATCGCTACTT
TGTGGCTCGCCGAGGTCAAGTCCTCAGGGACCTGGCTGACGAGTACGGTGGTGTCATGGT
GAGCTTCCCCCGCACAGCTTCTCAGAGCGACAAAGTCAGCCTGAAGGGAGCAAAAGAATG
TGTGGAAGCAGCCAAGAAGCGGATGCAGGAGATGATTGAAGACCTGGATGCTCAAGTAAC
GATGGAGTGCGTGATCCCCCAGAAGTTCCACCGTTCCATCATGGGTCCGAAGGGCTCACC
GGATTCAGCAGATCACCAGAGATCACAACGTGCAGATCAAGTTTCCAGAGCGAGAGGATC
CACAAGCAGCTCATTCAGAGGCTCCTGCACAAGAGAACGGAGAAGCTAATGGTGAATTGA
AGGAGTCTGTTGATCCAGAAGCCCCCAAAAGGTGTGACGTGATCGTCATCTCCGGCCGTA
AAGAGCGATGTGAAGCTGCCATCGAAGCCCTGAAGGCTTTGGTTCCTGTGACCATTGAGG
TGGACGTGCCTTTTGAGCTTCACAGATACATCATTGGACAGAAAGGAAGCGGAATTCGCA
AAATGATGGATGAATTTGAAGTCAATATTCAAGTGCCTGGTCCTGATCTCCAGTCTGATA
AAATCTCAATCACTGGTTTGGCCAGTCACCTTGACCGCGCCAAAGAGGGGCTGCTGGAGC
GCGTCAAAGAGCTGCAGGCAGATCAGGAGGATCGGGCACTAAGGAGCTTTAAGCTGACCA
TCACTGTGGACCCCAAGTATCACCCCAAAATCATTGGTCGCAAGGGAGCCATCATCACGA
ACATTCGCACCGAGCATGACGTTAACATCCAGTTTCCAGAGAAGAACGATGAAAATCAGG
ATCAGATAACCATAACAGGGTATGAGCACAAAGCCATAGCAGCAAGGGACGCCATCCAGG
CCATTGTAGATGAGCTGGAGGAGATGGTCTCTGAGGACATCACGCTGGACAGCAGGGTCC
ACGCCCGCATCATCGGAGCGCGCGGCAAGGGCATCCGCAAAATCATGGACGAGTTCAAGG
TGGACCTGAGATTTCCTCAGAGCGGAGCTGCAGACCCGAACGTCGTGACGGTGATCGGCC
GCCCTGAGCATGTGGATGAAGCCATCGATCACCTCCTAAACCTGGAGGAGGAATACATGG
CAGACGTGGCGGAAAATGAGGCAAAGATGGCTCACATGAGGCCCTCTGGCGGTAGTGTTG
CTGCAGGCGGCGGCGGCGGCGGTGGTGGAGCCTCCGATGAGAGCCGTGGTCCATCCAAAG
GTTTTGTGGTGAGGGAGGCTCCCTGGGCTAACCCCAATGAGAAAGCTCCCGACATGAGCA
GCTCTGAAGATTTCCCGAGCTTTGGAGCTCCGGTCCCAACCAAGACCTCCCCCTGGGGGC
CCAAACGCTTTTAAGCCATGCTGGTACAGATGGACCCGAGTCTAACCGGTCACAATCGTC
TCCGTCGTCATTCCCCCTCTTGGCCTGGACTGACTGCTGACCCTCCGAGTGCTCAAACCT
GACAGTCATCCATTTCTCCTGGCCTTGGCCTCCAGTCAGCATCTACAAGTGCTCCGGGCT
GTTGTGGTTGACGTGTGAGCGCTGTCCCTGCATTTAATAACTGTCTTTTGCTTGAATCGT
GTGACCGGTGACGCGGTCGAGTCTGCAAAAAACAGAGGTTTAAATGTCAAGTGAAGCTAA
CGGTGCATTTGGTTTCACACTGCTATACCAAATTCTGGTGGCCAGACATCAGCTTATTCT
CATTTCCAGCCGCCCTTAGTTGCCTTTGCAGAAAACGGCTGACCAGATTCTGAATACTAA
CCCCGCCCCCTCCGCTTCGTCCATGTAGCTGAGTGAAGTGTCCGTTCGTAGCCCCACGTT
CTCTGTTGTGGTTGTCCCGTTCATTCGCTTGTAGCCGTGCTTCTGTGTACTTGAAAACGT
GGCATCTACCTTGCAGCCTTATGAGCTTTTGGGGGGCGGCGGCGGCGGCGTCAGCTTGCG
TTCAGCCACACATACTGCCAGATGCTTGGAAAAGATGCCATAACAAAACTTTGTACAACA
CTAGACATTTAACCTCACACTAACTGTTGAATGGACTTTTTGTAAACATCCGAGTAAAAG



ACTACAGAGAAATAACCCGACTGTTTCAGGCAAAACAACAGAATCTCTTGTGCCAACCGT
CTGTCCAGTGACGTCCCGTGTTCCTCACCTTCTGTTTTGGGTCAGCGTCCAGTTCCTTTC
GTCTTCCAGTTGCTATGCAGGTCGAGCTGGTCCGCAGCAACGGTCCTCCCCTTCGTGTTT
TCAATCAGCCTTACAGCTAGAACGATAAAAACCAGGTGGAGATGCAAATCATGGTGCATT
TGTAACGACTGGAAATCCTCCAAAAAGCTCAGATTCTCACCCACAGACACAATAATGACC
TTTACCCTTTTGGTGGACGCTTGGCTTGTTAGCTGCTAAACCATCGCATCCGTCTGTCCT
GGTTTCTATCCTTCTAGTACAAAAAAAAATATGCAAATGCCATCAAAGTGAACGGTTATC
GATCACACTGGGAAAAAAGTCCAAAAATCAATTAAAAATTGAAAATCCTTAAAAAAAAAA
>CL161Contig1
GTTTCTCCAAAGCTGCATCCCAGCAGTTTGTTTAATGCTACACACCTCACCCATCACCAC
AACCACAAAACATCACACAAACACTTCACATGGACCGTTACGGTCATATACACACAAACA
TCAAGGAATGAAGAAGGGGCGGGGCCTGTGCCATGACATGCAGACAGTAGACCTGGAATG
TCCCTCAGACAGTATTTACATGCTGACATGACCAGCAGCTGTCCTGGGGGGTCTCTGCTC
TTATTCATGTTTTACAATCTGAGTTCCAGCTTAATGTTGGTTTTTTAGCATAGAGCTGAA
TAAACAGCTTCAGAAAGCGGCGTGATGACGACTCAAACTGTGGATGGACGGGAAAATGCC
TCATGACAACGACAGGATCTGAACCACTGAACTGCAACTGGACATTAAAGGATGGAAGAA
GCTGAGCACTCAGAAAATGGGGATGTAGTTGTCGATCTTGGCGCGGTGCCGCTGGGCGAT
GCACTCTGCGATCCACACGATGTTCCTGCACTCCTGCTCCTTCAGCTTGACGTAGGCGTA
GAAGACGCTGAAGTGGAACTGGTTGAGGAAGGCCAGCTTGTTCAGCTTCACCTCGTGCTC
AAAGAAACGGTCCTCCAGGGTTTTATCTCCAGGGTTGCTGCCAGCTCCTTCAAACAGCAG
CTTGTACTCAGGGTAGAAATCAGCCACGGCCTTCACTTGCTCATAGTCGTCTGCACGCGC
CAGCTGTGCAAGGCCTTCTGGGTAAAGCTTGCCGCAGTGGGGGAAGAGCTTGGCCCGGTC
CTCTTTGGACAGCTCCGTCCCAAACGAGTTGATGGTGATGATGAAGGCTCTCCGGTCTGC
CTCGAACTCCAGGATTGGACACATGGTATCGGCTGTGGTTCCTCCAAGGTTGGAGCAGAA
CTTGTAAAAAGCCTCTAGATAAGCCTTGTAGAGCGTGTTCCGGATGATTTCAATGTTCAT
CTCGTCCAAGTCCTGCTCAGAAATGCAGTCCTGGAAGAACGCGGCCAGGGGGGTGTCCAC
CAGAATGGCATTGTACAGCTCAGCAGGGGTCTGGGCGATGTTGACGGCCTCCATCTGCTC
AAAGCTGCCCAGAGGGTGACACTTGGGCACCAGCTCAGAGATGGCGCGCTGGTGCAGCGT
CCCCGTGATCAGCAGGATGACGTTATCGATCATGTAGCTGTACGTGATGAAATCCATGAA
GCTGGCCAGCGGTTCATAAGACTGGTTCCTCATGTGGCGAAACTCCACCACCATCTTCTC
CTTCAGCTTGTCGTCGATGACCGACACGGTGAGAGGAGACGCCTCGTTGGCCAGGAAGCT
GCCATAGTCGGTGCTCTGCAGGTGGAGCTTCAGGTCTTCCAACGTCTCACACTGGACGAG
GTTAAGGTAATCCGCCTGAGACAGAATTCCCGCCTTAAAACCTCGGACTAGACCCTCCAG
GTACCCGTTATCCACGTTGAAGTACAGCTCGGAGAAAGGCATCCTGTCGGACCGTCGGAT
CTGTCTCCGGGCTCCTGGCCGCTTGGCGTTAGCGTCAGCTGACCGACCCACGTCACGTGA
CCGTCATCTGACTCCCCCGGCCATAAGGCCCGGGTTAAACGGCG
>CL162Contig1
GCTTTATTTTTCCTTTTGATTTATTTGAAATTACAAAATGTGTCTTTGTAATCATCGCGT
TGATCAAAGTCGCAACGCTTTCTTCCTTCATCAAAATGATCCAGCAGATCTGTGGGCTCT
TGGAATCAACCCTTTGAGCTCTCTTCTCCATTTTCATCGTTCCCGTCTGGATCTTTGTCA
CTGAAGTCATCATAAACTATGACGTGACGGAGAGCGGGAGGCTGCACGAAGCAGAGCCAA
CTTTGTTACTGGATGTGCAGACGTAGGTTCCTGATGTGTCTTTGGTGATGTCAAAAAGAC
TCAAAACACCTCCTTCATCAGTAGATTTGGGGTCTAGAGCACGAGGATTGTCCTGATCAT
CACGACTTTCCCATTTATATTCGGCAGGGGGAGAAGCTTCATTAGACACACAGGTAAGAT
TGATGTTCTGGCCATACTCTGGAGTTCCCTGCACCTCACAGATGGGCGTGGTTGGAGCCG
CCAAAACGATCAAAGTTGCCGAATTTGCATTATTGCCTTCAACATCCCCTCGAACCTGGA
CACGGCATTCATAGATCATGTTGTCCTCTGGTGTGACTTCTTTGAGTAGAAGGTCGGCCT
GGCCCTTCAGGAAATCCGCCTCAATGGAAAACCCCTTAGCATCAACAGTTTGTGGCACAT
CATAGCTTTTGTCCGGATAATAGTAGGTAAGAATTAGCTCATTCCCAGTAGTGGTTTCTA
GAACCCTCCTAAACCAGGAGATAACGCCTGCTGTTGGCTCTGTTATTGTTGTTGTAAATG
TGCATGGTATTTTGGTATCACTTCCATTGGCAGCCTCATACATTTGTTGAGGAATTTCCA
CAGTGATGGCAGCAACATTCGACCACACCAAACACAAAAGAAGAAAGGTAAACATGCTGC
TCTCCATTGTAAAATACGTAGGTCAATCAGCCAAATTCAACCTGCTCTTCTCCTTCTCGC
GCTTTTATATGATTTGAAAAAGGAGAACCGAAAATACTTTTACGCAATGTAATGTTGAAA
CTCCTGACTGAGACTTTTCTGCAGCCTGCTGTCCCATCCAAGATGATCAACTGTCTACCT
CAAATCACTGTGCCTGCAGTTACACAGGTATGGCGTTTTTCCTGCACATCAAACGTGTTT
CTGCTT
>CL163Contig1
TTTTTTTNTTCATCAGAGGAGATTTATTTGTGAGGGCCGTGCACGGCTCGTGCACAGACG
GTTGGCACCTCATTCTATCTCTTGGGTCTCCGTTGTCTCCTCTCCATCATCAGTGACTTC
TTTGGTGACAATCAGTACTTTACGTTTTACGGTGGAGGATGAGGTGGGTGGGTTGGAGGT
GCTGCTGGACTCGCCCTCCAGGAGCTCCCAGTACACTTTGATCTCGCTCTCCAGCCGGGT
CTTGATGTCCAGCAGGTTCTGGTACTCCTGCTGCTGCCGCTCCAGGTCGGCTCTCAACTG
CACCAGCTGCTCCTCCAGGAACCTCACACGGTCCTGGTGATCCGCCAGAATCTTGCCGTA



CCTGAACTCCGTGTCACTGAGCATGGACTGCATGGAGACTTTCGAGCTGAGCTGAGACTG
CAGGTCGATCTCCAGGCTCTGCAGGGTCCTTTTCAGCTCGGTGACCTCAGAGTTGGACGA
TTTCAGAACCTCTGTGTTCACGGCAGTGGATTTGTTGAGCTCATCAATCTTGTTCTGGTG
CCAGTCCTCCAGGTCCTTGCGGTTTTTCTCCGCCACGCTCTCATAATGCTGTCTGATCTC
CTCCATGACTCGGGACAGGTCTTGCTGTGGTGTAGCGTCCACCTCCACATTCACCTGACC
GCTCATCTGGGAGCGCAGAGCATGCAGGTCCTCCTCGTGGTTCCTCTTCAGGTAGATAAG
CTCCTCCTTCAGCCCCTCAATCTGCATCTCCAGGTCTGACCTCCCCAGGGTCAGGCCGTC
CAGAAGCCTCTTCATGCCAGCGATGTCGCCCTCCACGCCCTGACGCATGGCCAGCTCGTT
CTCGTACTTCGTCCGGAAGTCATCCGAGGCCAGCTGGGCGTTGTCAACCATGAGGTTCAG
AGATCCGTTTGTGCGGATGGCGTCCAGGATCTGCTCCTGCAGGTCGCTGATGATGCTCAT
GTAGGAGGAGAATTCCCCCCCCTGAGACTGGGTCTTGCTCCCCAGGAAGTCCCGGATCTT
CTTCTCCAGCTCGGTGTTGGCGTCCTCCAGGCGGCGCACCTTCTCCAGGTAGGACGCCAG
CCGGTCGTTCAGGTTCTGCATGGTCACCTTCTTATTGTCGCTGACGTCCACGGCGTCTGC
CAGGTCGAAACCCCCCAAGGAGGAGAAGGAGGCGAACCCCCCACCAGCAGAGTAGTTTTT
GGAGGCACTGGAGATGCGGCTTCCCTTCCCGCCGGCGCCGGCGTAAACAGTGGGGGCCCT
CATGGACCCCACTCGGCCCCCGGCGCTGAAGGACCGAGAGGAGAACGTGGACATGTTGGG
GAGGGGTTTCTGCTGTGAGGTGGAGAGGAGAATGTTCCAG
>CL164Contig1
TTTTTTTTTTCCATTTGTCTTTATTTAAAAAATACAGGGTATCTTTCTACAAATAGTATG
CAGTACCAAGATGTAATTAGCCCAGTGTGAGGCAGAGTGTCTGGATCCTCTTCCTCCTTC
AGTTCTCATTTGTGATGCTTCTTGTAGATGGCGATGTACTCTTGCACATCGTCCGGGGAT
CCCATGACCACAGGCACTCTCTGGTGGATGGACGTGGGCTGGATGTCCAGAATGTTCTCT
GAGCCGGTCGTGGCCATGCCTCCTGCCTGCTCCATGATGAAGGCCATGGGGTTGCATTCG
TAAAGCAGTCTCAGCTTGCCCTTGGGGCTCTTAACATTTGCAGGATACAGAAAGATTCCT
CCATACACCAGCGTTCTATGAACGTCGGCCACCATTGAACCGATATACCGACTGCCGTAA
GCTGCAGAGCCATCCTCAGGGAATTTCTTCTTTTGGAGATACTCTGTCACATCAGGGTAA
AACTGCTGCGCATATCCTTCATTCAAACTGTAGATTTTCCCCTTCTTCTTGATTCTCACG
TTTCTATCCACCAACATGAACTCCCCGATCGCGGGGTCGAGCATAAAGCCGTTCACTCCC
TGACCCGTGGAAAGGACCAACATGGTGGCGCTGCCATACAGAGCATAACCAGCCGCCACG
ATGTTTCTTCCCGACTGCAGCGCGTCCTTTTCACATGGATCCCCGTTGGATGTCTTTTTG
TAGATGGCAAAAATCGTTCCTATGGAGACCAGGCAGTCGATGTTGGAGGAACCATCAAGC
GGATCAAAGCACACGATGTATTTTCCTTGCTTATCGGGTTCCACAATGAGGGCATGCTCG
TCCTCCTCTGAGACCAGGACGCAGGCACTGAAAGAGGACTTAATCATGTTGATGACTAGA
TCGTTGGACAGGACGTCCAGCTTCTTCACCTGGTCTCCAGTCACATTGGTGCTTCCTGCA
ATGCCATACAGGTTAGCAATCCCAGCCTTCCTGACAGCAGAGGAAATGGCTTTGACCGCT
GTGCAGATGGAGTTGAGCAGGTTTGTCAGCTCTCCCGTTCCCTGGGCCTTCCTGCCCTCC
TCCAGAACAAACCTGGTGAGCGTCAGCACGTTGGTGTCGAAAGCTGCTTTGTCAGACATT
TTCCCGGCAGGTGGAGGGACCCAGTGTGCAAGCGCTGGAGCTGACGGAGACTGCAAA
>CL165Contig1
GTCAATTTAAACNTTTGTTACTAATTTTGCTCAAGGTTACACAGTCTGCTGGGTAAGAGT
TTAACATTCTTTTTCAACACTGGATTATGAGTTGTATAGTCTAACTACATGAAACACTTG
TGAGATCAAAGTTAAGTATTTTTTATTCAGAGTCAAACCATATCACTTGTTTTAAACAAA
AATACTTTAATTTTTAAATATTTATATAAAAATCCAAAAACCCAGCCAAAAAAAACCACA
AGATTTTCCAGCATTTATAAAAACGTCATAAACTAAAATGTAAGACATCAGAATAAAATG
AAACATTCAAAAAAATCAGATTTATTTTTCTATTTTACAGGGTCTTCCACGTCTCTACTG
CTTTGCCAACATAAAGGTGTCTGTCGTGGCCCTTCACGCTGACGCTCAGTCCGACAAAAA
ACCAGACCGGCAGACCCGCAGATCGGTTGACCCGCAGGACCATCAAGCATCTGGTGGAGC
AGTTTTGGGTTCCTCACACTCTGGGGGGGGACACAGGAGACTGAGGTCCTGGTGTTTCTT
TTCTGGCTGGCGTGTGGCACATCTTACAGTGTGGTAGCCAGGGCCTTTGACATGCCACGG
TCCACTGTGAGCGACGTTGTCCACAGGACGGCAGACCGCATCCTCCAGCTGATGAGCAGG
GTCACCCAGCATCCAGTGGGAATGAACTGCCATTAGTCACCTCAGGTTTTTTAGCAGCTC
GCTGAGTCTTCCACCTTCCAAAAGGTCGTAGGGAGTATCGATGGCTGCCACTGAAGAATA
AAGGCCCTGAAGGATCCTTTTGGGTGATGGTGGGTATCCCTGCATTCTTCATCCCATCAC
GCTGCTGACACCCTACAGGGAACCCATGAGGAATGCGGTTCAGGCCCGTTACAACCAGCA
CCACGCCAAGGCATGCTCTTTGCAATGAAAATTGCAAACAGTTCTGCAGAATCTGTGCAT
CAGCAAAGGGGACTGCTGGGAGCCACAGATGTTGAGCCACACCAGGAACCAGTAGGACGC
GTAAAGTGGCGTCCGTCTGCGAGGACAGATCTCTGCTTTCCTTTTAGCTCCAACTGTGAC
ACCCATGACTATTTTTAAGTCCTCTTTCTAGCGCAACCGTCCGCCATATTT
>CL165Contig2
TTAAAAATGGACTGACGAGGATAAGGAAAATCTGATCCATCTGTGGTGGAGAAAGATAGC
CTGTTATCAGGCAAGTTCGTGCCGGATGGGAGTAAGAGACACTTGATCAGATTTGTATTT
ATTTATCATTAAACTGTAATCGTTGTCATTTTGGGGTAAAGGTTGTTGTTGAAAGAGGAG
AGGAGGAAAGAGCACGAAGGGACAAAGAGTGACAGGAGAGTCTGTTAAGCTTACCTGAGT
TTAAAATATTGATCACAAAATGTAACGTCGTCGTTGTTTTTGCAATTTGTTTAATAAATG



CAGTAACAAAAATGAATTATTTACATGCATTATTTAAATCTGAGCCATTTTTAACAATCT
CAAAAGAATTTTCATATAAATATCAAATGTACATATTTACATTTTCGTTTTATATGTTAA
AATTTATTTTTATACATCTTAACAATACTCCTGGTCTTCTAGAGTCATGTGTGTCACAGT
TGGAGCTGAAAGGAAAGCAGAAATTTGTCTTCGCAGACGAACGCCACTTTACCCGTCCTA
CTGGTTCCTGCTGTGGCTCAACATCTGTGGCTCCAAGCAGTCCCCTTCCCTGATGCACAG
ATTGTGCAGAACTGAACTGCAGGCAATGATTTTCATTGCAAAGAGCGTGCCTTGGCGTGG
TGCTGGTTGGAACGGGCCTGAACCCCATTCCTCATGGGTTCCCTGTAGGGTGTCAGCAGC
GTGATGGGATGAGCAATGCAGGGATACCCACCATCACCCAAAAGGATCATTCAGGGCCTT
TATACTTCAGTGGCAGCCATCGATGTTCCCCACGACCTTTTGGAAGGTGCAAGAACAAGC
GAGCTGCTATAAAACCAGAGGTGACTAATGACAGTTCATTCCCACTGGATGCTGGGTGAC
CCTGCTCATCAGCTGGAGGATGCGGTCTGCCGCTCACAGTGGACCGTGGCATGTCAAAGG
CCCTGGTTACCACGCCGTAAGATGCGCCACATGCCAGCCAGAAAAGAAACACCAGGACCT
CAGTCTCCTGTACACCCCCCCAGAGTGTGAGGAACCCGAAGCTGCTCCACCAGATGCTCA
ATGGTCCTGCGGGTCAACCGATCTGCAGGTCTGCCGGTCTGGTCTTGTGTCGGACTGACC
GTCAGCGTGAAGGGCCACGACAGACACCTTTATGTTGGCAAAGCAGTAGAGACGTGGAAA
ACCCTGTAAAATAGAAAAATAATTATTTCATTGAGAAAATTAAATCTGATTTTTTTGAAT
GTTACATTTTATTNTAATGTNTTACATTTTAGTTTNTGANGTATTTATAAATGCTGGAAA
ATCTCGTGTTTTTTTTTTGGCTGGGTTTTTGGATTTTTATATAGATATTTAAAAATTAAA
GTATTTTTGTTTTAAACAAGTGATATGGTTTGACTCTGAATAAAAAATACTAAACTTTGA
TCTCACAAGTGTTTCATGTAGTTAGACTATACAGTTCATAGTCCAGTGTTGAAAAAGAAT
GTTAAACTCTTACTACTGTGTAACCTTGAGCACAATTAGAAACAAATGCTTAAATGAACT
AATAAAAAAACT
>CL165Contig3
GGCGGACGGTTGCGCTAGAAAGAGGACTTAAAAATAGTCATGTGTGTCACAGTTGGAGCT
AAAAGGAAAGCAGAGATCTGTCCTCGCAGACGGACGCCACTTTACCCGTCCTACTGGTTC
CTGCTGTGGCTCAACATCTGTGGCTCCCAGCAGTCCCCTTCGCTGATGCACAGAATGTGC
AGAACTGAACTGCAGGCAATGATTTTCATTGCAAAGAGCATGCCTTGGCGTGGTGCTGGT
TGTAACGGGCCTGAACCGCATTCCTCATGGGTTCCCTGTAGGGTGTCAGCAGCGTGATGG
GATGTGCAATGCAGGGATACCCACCATCACCCAAAAAGATCCTTCAGGGCCTTTATTCTT
CAGTGGCAGCCCTGAATGCTCCCCACGACCTTTTGGAAGGTGGAAGACAGAGCAAGCTGC
TATAAAACCAGAGGCGACTTATGGTAGTTCATTCCCACTGGATGCTGGGTGACCCTGCTC
ATCANCTGGAGGATGCGGTCTGTGGACAACGTCACTTACAGTGGACCGTGGCATGTCAAA
AGCTCTGGTTACCACACTGTATGATGTGCCACACGCCAGCCAGAAAAGAAACACCAGGAC
CTCAGTCTCCTGTGCCCCCCCCNNAGTGTGAGGAACCCGAAGCTGCTCCNC
>CL165Contig4
TAATATTTATATAAAAATCCAAAAACCCAGCCAAAAAAAAAACACGAGATTTTCCAGCAT
TAATAAATACGTCATAAACTAAAATGTAAGACATCAAAATAAAATGAAACATTCAAAAAA
ATCAAATTTAATTTTCTCAATGAAATAATTATTTTTCTATTTTACAAGTTCTTCCACGTC
TCTACNGCTTTGCAATGAAACATTCAAAAAAATCAAATTTAATTTTCTCAATGAAATAAT
TATTTTTCTATTTTACAAGTTCTTCCACGTCTCTCCGGCTTTGCAAACATAANGGTGTCT
GTCGNGGCCCTTCACGCTAACNCTCAGTCCNACNCAAAACCAAACCGGCANACCTGCAGG
TCGGTTGACCCGCAGGACCATTGAGCATCTGGNGGAGCANCTTCCGGTTCCTCACACTCT
GGGGGGGGGGGGGGGNNAANAAAAANNNGNCCCGGGGTTTTTTTTTNGGGGGGG
>CL165Contig5
GTTTTTTTATTAGTTCAATTTAAGCATTTGTCACTAATTGTGCTCAAGGTTACACAGTCT
GCTGGGTAAGACTTTAACATTATTTTTCAACACTGGACTATAAACTGTATAGTCTAACTA
CATGAAACACTTGTGAGATCAAAGTTTAGTATTTTTTATTCAGAGTCAAACCATATCACT
TGTTTTAAACAAAAATACTTTAATTTTTAAATATTTATATAAAAATCCAAAAACCCAGCC
AAAAAAAACCACGAGATTTTCCAGCATTTATAAATACGTCATAAACTAAAATGTAAGACA
TCAGAATAAAATGAAACATTCAAAAAAATCAGATTTAATTTTCTCAATGAAATAATTATT
TTTCTATTTTACAGGGTCTTCCACGTCTCTACTGCTTTGCCAACATAAAGGTGTCTGTCG
TGGCCCTTCACGCTGACGGTCAGTCCGACACAAGACCAGACCGGCAGACCCGCAGATCGG
TTGACCCGCAGGACCATTGAGCATCTGGTGGAGCAGCTTCGGGTTCCTCACACTCTGGGG
GGGGGGCACAGGAGACTGAGGTCCTGGTGTTTCTTTTCTGGCTGGCGTGTGGCACATCAT
ACAGTGTGGTAGCCAGGGCCTTTGACATGCCACGGTCCACTGTAAGTGACGTTGTCCACA
GGACGGCAGACCGCATCCTCCAGCTGATGAGCAGGGTCACCCAGCATCCAGTGGGAATGA
ACTGCCATTAGTCACCTCTGGTTTTATAGCAGCTTGCTTGGTCTTCCACCTTCCAAAAGG
TCGTGGGGAGCATTGATGGCTGCCACTGAAGAATAAAGGCCCTGAAGGATCCTTTTGGGT
GATGGTGGGTATCCCTGCATTGCTCATCCCATCACGCTGCTGACACCCTACAGGGAACCC
ATGAGGAATGCGGTTCAGGCCCGTTACAACCAGCACCACGCCAAGGCACGCTCTTTGCAA
TGAAAATCATTGCCTGCAGTTCAGTTCTGCACAATCTGTGCATCAGAGAAGGGGACTGCT
GGGAGCCACAGATGTTGAGCCACAGCAGGAACCAGTAGGACGGGTAAAGTGGCGTCCGTC
TGCGAGGACAGATCTCTGCTTTCCTTTTAGCTCCAACTGTGACACACATGACTATTTTTA
AGTCCTCTTTCTAGCGCAACCGTCCGCCATCTTTGTATAATTCAAACGCCCCCGGCCATA



>CL165Contig6
TATTGCTCTCCTGCTCATTTGCCAAATGCTCTCTCTCCACCACAGAGCGTGCCTTGGTGT
GGTGCTGGTTGTAACGGGCCTGAACCGCATTCCTCATGGGTTCCCTGTAGGGTGTCAGCA
GCGTGATGGGATGAGCAATGCAGGGATACCCACCATCACCCAAAAGGATCCTTCAGGGCC
TTTATTCTTCAGTGGCAGCCATCAATGCTCCCCACGACCTTTTGGAAGGTGGAAGACCAA
GCAAGCTGCTAAAAAACCAGAGGTGAGTAATGGCAGTTCATTCCCACTGGATGCTGGATG
ACCCTGCTTATCAGCTGGAGGATGCGGTCTGCCGTCCTGTGGACAATGTCACTTACAGTG
GACCGTGGCATGTCAAAGGCCCTGGCTACCACACTGTATGATGTGCCACATGCCAGCCAG
AAAAGAAACACCAGGACCTCAGTCTCCTGTGCCCCCCCCCCCAAAGTGTGAGGAACCGGA
AGCTGCTCCACCAAATGCTCAATGGTCCTGCGGGTCAACCNACCTGCAGGTCTGCCGGTC
TGGTTTTGTGTCGGAC
>CL165Contig7
TTTAGAATTTTTTATTCAGAGTCAAACCATATCACTTGTTTTAAACAAAAACAAAACAAA
AACTTTCATTTTTAAAAGTTTAAATGAAAATCCAAAAACCCAGCCAAATAAAAACCACGA
GATTTTCCAGAATTAATAAATACTTCATAATCTAAAATGTAAGACATCAAAATAAATAGA
AACATTAAAAAAACGTGATTTAATTTCCTCAATGAAATAATTAATGTTGCATTTTCCAGG
GTCTTCCACGTCTCTACTGCTTTACCAACACAAAGGTGTCTGTCCTGGCCCTTTACGCTG
ACGGTCAGTCCGACACAAGACTGGATTTTCGGTTGACCCGCAGGACCATCGAGCATCTGG
GTCGATGGTCCTGAAGCATCAGCTTCGGGTTCCTCACACTCTGGGGGGTCACAGGAGACT
GACGTCCTGGTGTTTCTTTTCTGGCTGGCGTGTGGCACATCTTACAGTGTGGTAGCCAGA
GTCTTTGACATGACACGGTCCACCGTGAGCGATGTTGTCCACAGGACGGCAGACCGCATC
CTCCAGCTGATGAGCAGGGTCACCCAGCTTCCCAGTGGGAATGAACTACCATAAGTCGCC
TCTGGATTTTAGCAGCTCGCTTGGTCTTTCTCCTTCCAAAGGGTCACAAGGAGCATTGAT
GGCTGCCACATAAGAATAAAGGCCCTGAAGGATCCTTTTGGGTGATGGTGGGTATCCCTG
CATTGCACATCCCATCATGCTGCTGACACCCTACAGGGAACCCATGAGGAATGCCATTGA
GGCAGTTACAACCAGAACCACTCCAGAACACGCTCTTTGCAATGAAAATCATTGCCTGCA
GTTCAATTCTGCACATTCTGTGCATCAGCAAAGGCGACTGCTTAGCCACAGATGTTGAGC
CACAGCAGGACAACACCAGGAACATGCAGGACGAGCAGAGTCACGTCTGTCTGCAAGGAC
AAATCTTTGCTTTCCTTTCAGCTCCAACTGTGACACACATGACTACGTTTCGGTGGTTTT
CCTTGCGCAACCGGCTGCCATTTTCGAATGATTCAGACGAATGAT
>CL166Contig1
ACACAGATGCTGCAGTAAAGTTGGCCGCGCCTGCGCACTTTTGGTCCTCTTTTTCTTGGA
AGCGCCCCAGACCCATTGCACCATGGCAGATCCCGATCTTGACTTCACGACCGGTGAGTC
TGGCGCCTCCGCCACCTACCCCATGCAGTGCTCTGCCCTGCGTAAGAACGGGTACGTGGT
GCTGAAGGGCCGTCCCTGCAAAATCGTGGAGATGTCCACCTCCAAGACTGGCAAGCATGG
GCATGCCAAGGTTAACCTGGTTGGTATTGACATCTTCACCAACAAGAAGTATGAAGATAT
GTGCCCCTCCACCCACAACATGGATGTTCCTTCCATCAAGAGGATAGACTATCAGCTGGT
TAACATCAATGAAAACTACATGTCCTTGATGAGCGACAACGGTGACATCAGAGAGGATCT
GCGTGTTCCCGAAAATGAAGTTGGCAAGGAAATTGAAGCAAAGTTTGAAGCGGGTGAAGA
ATTCATGGTCACCGTGATTTCTGCCATGGGGGAGGAATGTGCTGTCGCTACCAAGGTCTT
GGCCAGCAAATAGGGAGATGGACTTTGCTGCCCGGACAACAAGCACCACCCACAACCAGT
CTCTTGTATTCTCATTGGTTCTGTCACCAAAGCGTCGGCATTCACAGACAACCTCAATCA
TTCTGTTGATTAATCTTCTCCATGATCTTTATTTTTCTCCCCCCCTCCTCCCTTTTGTTC
CTCTTCTGCATTGCTGTTGGGAATGTTCCACTGCAGCTCGCTGCGTGGTCCTCTGCCTGA
TCACTTTGGCAAAACATTTACTTTATATAAAAACAACTTCAAAAAGATCCACCAGTTGCT
CATTCCTGCTTATTTTTTGCCTTTCAATGTGTTGGATTTGCCACTCACATTCCTGAATGT
TGAAAAGACGACGGGATTCAGCTTTTGTATAATTCTCTTTTTTTTATATTTAGATTAAAC
ATAGCAGGTCTTAAGCCTTTTAGGGGATCGGGGAGGGGGGCAGTTTGATGCTCAAAGGCA
GCGGGAGGGGAGGGTTGTCCCGGTAGATGCTGAATTCTCATTTAGGTCGTCCCAGAAGCC
AGCCTGCTTTCCAGAAAGGTGTTTGCTCTGGATTCAGTGGGCCAGAAATCTTGTTTTTTC
TCCTGATCACTTGGATTTGTGGTGGCTAGCACTTAAAGGCACTTGAGGTCCCCCCCCCCC
CTTTACCCCTTTACCCCAAGNANGTCAAATTTNC
>CL167Contig1
GAGGGTCTTTGTGTGTGTTCAGATCGGGCTCGGCTGCAGACACTCAGGCCATCGCTGAGG
TGGTTTCCTACCAGCTGGGCTTCCACAGGTAACTGACTTTGATTGACAGCTTTTGTTCCT
GTGGTTTGTTGTGGCTCATCGGTTGCTCCGCCCCTTCAGCATTGAGCTGGACGAGCCCCC
CCTGGTGGAGACGGCCGCTCACCTGTTCAGAGCCAGCTGTTACCGGTACCGGGAGGAGCT
GATGGCCGGGATTCTGGTGGCGGGCTGGGACCGCAGGAAGGGGGGACAGGTGAATCCAGA
TCCTCACTTGAGCTGCTGCTGTTTCTGTGACTGACTCCGCCCCCTCCTGTGTAGGTGTAC
TGCGTTCCCATAGGAGGCATGCTGGTGAGGCAGCCCGTGTCAGTGGGGGGCAGCGGCAGC
TCCTACATCTACGGCTTCATGGACTCCAACTACAAACCTGGACTGAGCAAGGACCAGTGT
CTGGACCTCACCACCAAAGCGCTCACTCTGGCCATGGAGAGGGACGGGTCGAGCGGGGGC
GTGGTCCGGCTGGCCACCATCTCTGAGGACGGCGTGGAGAGGCGTGTCATCCTGGGAGAC
CAGCTGCCCAAGTTCTCCACGCACTGAGCGCGCTCAGTCCGTCTGTTCCTGTCCAG



>CL167Contig2
TNAAAAAAAAAAAAAAAAAAAAACACAGGAGACATGGCGGCAGCGTCCATGATGCCGATT
TTCAGCCAGAACGTTTCTTCCAATAGTGATCTGGTTCCGGAATGGAGCCGCCAGGAAGTC
AGCACCGGAACCACCATCATGGCGGTGGAGTACGACGGAGGAGTTGTGGTCGGAGCCGAC
TCTCGCACCACCACAGGAGCGTACATTGCCAACAGAGTGACGGACAAACTGACCCGGATC
CACGACCGGATCTACTGCTGCAGATCGGGCTCGGCTGCAGACACTCAGGCCATCGCTGAG
GTGGTTTCCTACCAGCTGGGCTTCCACAGCATTGAGCTGGACGAGCCCCCCCTGGTGGAG
ACGGCCGCTCACCTGTTCAGAGCCAGCTGTTACCGGTACCGGGAGGAGCTGATGGCCGGG
ATTCTGGTGGCGGGCTGGGACCGCAGGAAGGGGGGACAGGTGTACTGCGTTCCCATAGGA
GGCATGCTGGTGAGGCAGCCCGTGTCAGTGGGGGGCAGCGGCAGCTCCTACATCTACGGC
TTCATGGACTCCAACTACAAACCTGGACTGAGCAAGGACCAGTGTCTGGACCTCACCACC
AAAGCGCTCACTCTGGCCATGGAGAGGGACGGGTCGAGCGGGGGCGTGGTCCGGCTGGCC
ACCATCTCTGAGGACGGCGTGGAGAGGCGTGTCATCCTGGGAGACCAGCTGCCCAAGTTC
TCCACGCACTGAGCGCGCTCAGTCCGTCTGTTCCTGTCCAGATTGTAGTGTCAATAAAGG
TTTCACTCTGTTCCTGCTGGGCTCCTCCTTCATCCTGGAAACTGGTTCAGAACCAAGACT
CCCTGAGAACCACACCTCCTGCCTGTGTTCTGGTACCGGCTGCTGCAGAACCACGAGGAG
TTTGGTTCTGATGCAGGGCTGCACGATGTGAGGAAAACCCCAGATATTAGTGATTAATAT
A
>CL168Contig1
TTCGGCACGAGGGAAAATGGCAGCGTTCATGCTAGGACAGCAGGCTCGCCAGCTCAGCAC
ATCTGTGATCAGACCTGTTGCAAAGCTGGTTAGGCCTCCCATCCAGATCTATGGAGTGGA
GGGCCGCTATGCCACTGCTTTGTTCTCTGCCGCCAGCAAGCAGAACAAACTGGACCAAGT
TGAACAGGAGTTGGGGAAAGTGTCTGTCCTGATCAAGGACCCCAAGACGGCTGGTATTGT
ATTGAACCCACATGTCAAGCGCAGCATCAAACAGAAAGTCTTCAGTGATTCTCTTGCAAA
GGCTAAGCTCTCCCCTTTAACTGTCAATCTCATCAATGTTTTGGCTGATAATGGTCGTCT
TACTCTAACTGCCGATGTTATTGGAGCCTTTGGCAAGATGATGAGTGCTCACCGTGGAGA
GGTCCTCTGTTCAGTCACTACTGCTCAGCCTCTCGATGAAGCTAATCTGGCTGACCTGAA
AGTGGCTCTTAAAGGTTTTCTACAGAAGGGAGAGACTATCAAGCTGGAAACAAAGACAGA
CTCGTCCATTCTGGGTGGCATGATCATCAGTATTGGAGACAAGTACGTGGACATGTCAAC
TAAGACAAAGATCCAGAAGTTGACTCGGCTGATCAGGGAGACTTAAGTCCTGTGGACTCC
ACTTTGCGATGAAGACCATTGGGGGGAAACGCCGAGAAACAAATATTACTACTTGTCCTA
GCCCTGCGATTACTCCATCAATCCAATGTCTGTTCTTAAATTGATATACATGTTAATAAA
AACTTCAAAAAATGAANAAAAAAA
>CL169Contig1
AAGAGCAGCAGAAGACGCCAGCTCTTCACGCCGTTCTGTTCAGCCAATGAGATCCTCAGA
CGACAACAAATACAAGACAAGAACCAAAAAAGATCACACCGATAAAAAACACCTTATGTA
CACGGTACACTTCCACAAAGGTCAGAGGTCGTCTCTGAGCTGCTGGTTTTGGATGAGCAG
GGTGATGGGGATGCCTCCATCAGAGCGAGGAGGCGGGGCCGTCCTCCAATCAGCTGCTGC
TTGCGCTCAGCTGGGCGTGTCCCTCATGGTGCTGTAGTTCACGGCGCTCAGAGCCGGCCT
CTTCTTGCCCTTGATCTTCAGGGAGCCGTAGCGAGCGTCTTTCCGCGCTCTGGAGCGCGT
CATCTTGACGCTCTGCGATCGCCTCAGGCCCTTCTGACTCACGGCCTCGTCTTCAGAGAA
GGTCGGCTCGGCCTCTTCGTCGGATCTGTCCTCTTCATCGTAATAGTTCTCATCAGCGGC
GTGCTCAGAGCTCTGCGCTCTCCTGGCGGCGGGGTTGGCGGAGCGGGAGCTGTACTGGAA
CAGCTGGTTTCCTCCCTCGTCCTGCTGGCCGATCTGAGACAGGTCGTGCATGCTCAGGCT
GCGCAGCTTTTCAGTGATGGCGCCCTGACCCCTGACGGCTGCGGTGACGGCAGCGGTGGC
GGCGATGCTCAGCCCCTGCTTGCCAAAGTTCACCATGGTCTCATAGCTCCTTTCTTTGGC
CTGCACAATGTAGTCATCGATTTCCCGTTCTCTGGAGGACAGCAGAGGGTGCAGGCACTT
CCTGTAGATCAGACTCGCTCCTCTGGTGTACGGGGACAGCAGCCAAATCACAAACGCTAT
CTTCAGCTCATAATAGAGCGGAAACCACGCCACTGTCAGGTCAGTGATGGTCTCCACAAC
AGTGTAGAGGGCAAACACGATCCAGTACATCATCCACCGCACATATTCCTTGACGTTTTT
GGTCTTCACAGCTTTGTAGGAGTAGTATGCAGGATACAGAGTCCCAAACAGCAGCACGAC
ACTTCTCGAAATCATCCAAGACACCATCTCGACAGCTTGAGTGGATTTGGAGCCGACTCA
GAGGCAGAAACAGTCCCGGTGCTAAAGTTAGCGAGGTCTGCTGTAAACTTCAACAACTTC
GATGACCTACGTAAGAAAAAGGCGGCTGCGACCCCACGCAGCTTCCAGCAGAACCTCCGG
CCTCACTGTCCGGCCACTACACCCATGGGCCAGTGTTTAAATATGGGTTGCTGTTGTTTT
GATCGATGCTCTTCCTTCCCCGTCTGCACTTTGCTGCCTGGCTCCTAACACCAGGGGAGG
CTCTGTGGC
>CL170Contig1
ACTTCCAGTAGGCATCCTGATGGCCATGCTTGGGATTTTGGCTGCTGTTGCCGTGTTTTT
GCAGACGGTCTCTGCTGCCTCTCTCGGTGTCGTGAACACTGAGGGAGGGATGGTGGAGGG
CAAAACCATCCGCCTGGGGTTACTCCGTACTATGGACGTCTTCAGGGGTGTCCCCTTCGC
TGCTGTTCCCGGACGGTTTGAAAAGCCGAAGCCTCACCCTGGATGGGACGGTGTTATGAA
GGCCACTGCGTTCAAGAGCAGGTGTCTTCAGCTGGACATTACCTTGACTAACACCCTGGG
TAGTGAGGACTGTCTGTACCTCAACATCTGGGTTCCTCATGGCTCCTCAGTATCCACCAA



CTTACCTGTCATGGTCTGGATCTACGGTGGTGGTTTCTTGGCCGGAGCTTCGATGGGTGC
CAACTTCCTGGACAATTATTTGTATGATGGGCAGGAACTGGCAGACAGAGGAAATGTTAT
TGTGGTGACGTTGGGATACCGTGTTGGTAGCCTTGGCTTCCTGAGCACCGGAGACTCTGA
ACTTCCTGGAAACTATGGTCTGTGGGACCAGCAGGCTGCCATTGCATGGGTGCACAGAAA
CATCCGGGCATTTGGAGGAGACCCCAGCAACATCACCGTCTTTGGTGAGTCAGCAGGTGG
AGCCAGCGTCAACTTCCAGATTCTCACTCCTCACAACAAAGGGCTCATTAGGAGAGCCAT
CTCCCAAAGTGGGGTTGCCCTTTGCCCTTGGGCAGTCAACCACAACCCCCGCAAGTTTGC
TGAGGAGGTTGCCCTCAGAGTCAACTGCCCTACCGATTCCAGAATGGCTGCCTGTCTGAA
GATGACAGATCCTATTACCTTGACAAAGGCGGGAACTATCCATCTGTCTGGCTCTCCTGA
TCAGCCCATTGTGAACAACCTGATCCTGTCACCTGTGATTGATGGAGACTTTCTGCCAGA
TGAGCCTTCCAACTTGTTCCACAACGCTGCAGAAGTTGACTACATTGCTGGAGCCAATGA
CATGGACGGACATATCTTCACTGGTTTGGACGTTCCATCTGTCAACAATGATATAGTTGA
AACTCCCATTGAGGATGTGAAGAGGCTGTTGGGTGCCCTGACAAAGGAAAAGGGGCAGCT
GGGTTTGGAGAATGCTTACTCCACCTATTCTTCAGACTGGGGATCAAATCCCAGCTGGCA
AAAAGTGAAACAAACTGTCGTAGCCATTGAGACAGACTACATTTTCCTGATTCCCACACA
AACTGCCCTTTATCTTCATGCTGAAAAGGCAACAACTGGTCGTACCTACTCCTACCTTTT
CTCTGAGCCTAACCGAATGGGTGGTCTGATTGCCCCCTTCCCCATCTGGATGGGTGCTGA
CCACGCAGATGACTTACAGTATGTGTTCGGAAAACCTTTCTCCACACCACTGGGATACTG
GCCTCGTCACAGAGACGTCTCCAGCTACATGATTGCCTACTGGACCAACTTTGCCAAAAC
TGGAGACCCTAATAGTGGAGATCTGAAAGTTCCTGTTGCCTGGCCAAAATTCCAAAACAC
AGACCACAAGTTTTTGGAGATTAACGCCAAAACAAACAGTGAATCTGTGAATGAAATGTT
GAGGCTGCGCTATGTGCATTTCTGGGCCAGCGTGTTTCCCAAGCTTCCTTCACAGTGAAG
AGCTGACGCTCTCCAGTAAACTTTAGACCCCAGAACAACAAGCAAAATAA
>CL171Contig1
TTTTTTTTTTGGTCAAGATTCAGTTTTTATTTATCCAGATTCCACCACTACACTGGTGAG
AGCTGTGGGTCTCAGAGGGAGTTCTGGCGTTAGTACGGGTTCTTGAAGGTGTGACTCATG
ATTGCCATCAGAGCCAGCCAAGTCTCCTCTGCGGTGGGAACAATCTGCTTAGCAGGCAGC
AGGAAACCGTAGAAGCCGGTGTCTCTCAGCTCAAAGGTGTATGAGTACTTGATGCCCTGC
TCATAGGTCCAGTCAACAGTATTTCCACTTGCCTGGTAGATTGTGTCGATAATGCTGCCA
TATGTGTAGCGCGTTCCATACAAGGAAGCCAGGTCAGTGATGGCTTTTTGAGCCAGACTG
TGCAGCTCAGCCTCATCCTTAGAAGGGGCGGAGGTGTAGCCAAAAGGATACAAAAGCATC
TGAGAGTAGGAATGGATGGTGATGAAGGCCTTGATGTTTTTATGGGCGACCACAAAGTCG
ACAATCGCCTTGACCTCAGACTCAGAGTGAGCACTGGGTCCACGATAAGTCTCTGAGCAG
GGGCTGCTGCTGGCACCAGGCTCTCCGAAGCCGGAATCCCAGTTTCTGTTGGGATCAACT
CCAACACAGGAGGATCCAGGGTTGGGCTTTCTGGTCTTACGCCACATCCGGTTAGAGTTT
TGAGTATAATCGTATCCATCAGGGTTGGTCACCGTCTCCAGGAAGATGTCCATGTTGTTA
AGGATGTCGGTGAGAGCAGGGTCGCTTCCATAATCTTTCACAATCTTCTTTGCAAACCAG
GTGCCACTGGCCTGAGTGACCCATTCCCTAGAGTGAATTCCAGTGTCGATCCAGATGGCA
GGGCGGTTGGTTCCCCCAGTGCTGAACTTGAGCACATTCAGGGGACGGCCCTCGTAGCTG
TTACCAATCACCAACTTGCTGACCAGGTTGGGGTTCTCAGCCACCAGCATGTCTTGGAAA
CTGTAAAGCTCATTGAGGGTGTGGTAATTTTCATAGTCGAAGCTGTCAGTGTTCCTGGGA
CTTCCAGAAAAAGCTGCAGCATCCATTTCCTCCTGCTCCTCATCCAGCAATGCCTGCAAA
TCTTGAATCATGACGGAGTACTCAATATTCTGGTTCCCCAAAAAGTCTTTGACAAACTGC
AAGGCGTGGGAGGGAACTCTGACATCCACAGGAGTGGACACTCGAGTGACTTCTCTCCAG
AAGTCCAGCTCAGACTCCATCATTTCCTCCAGATTTTTGAGCTGAGATCGTTGGACTTCA
TCCTTTGGAACTATTCGAAGGACTTGATGCCCCACAAAAGTCTCCTTGCTTAGAACAGCT
ACAAACAGCAGGGTGAATGCCAGGATCCCCCTCATGTTGACCAGTAGCCGAGGCCAAC
>CL172Contig1
TTTTGAAAAAATATTTTATTTAAAAAAAGAATAAAAAAGTAAAAACTCAAACTGCACAGC
AGTTTTAAGCACTGTAAAAAAAAAATTTAAAAAAGCATACTTCAGCGTTAGCACGACAGT
TCAGCTAACCTGTGGAAGAAAATAATCTTTGTTCAATAAATATTGCCACAAACCAACCAG
CAGATTCACTTTCTTGTACCTGGGCCATTCTCACAGAAATGATGTTTTTGTAGTGCTGGA
TACCGCTGGATATCACCTGAAATGCAAAACAAAATAAAAGTATAAGGCATTGCTCAAAGG
TAACCTGTATTGACTGCATGCAAATTACATCGGACCCCTTTGCACTGCAAGAGATCAATT
TTTGATCAAGTGGTATTTTTTTTACCCATGTCATTACTGGGCTACAAAACTCACTACCAG
CTTAAAAGGCAAAAAGAGAAAACACCATCAGTAGTTGAAAGTCTGGTCTTACCTACAGAC
AGCATTTAAGCCTTTTGGTAACTGATGCCTGCTAGCCTCAAGCTTCTGCTCTCACTCTCC
CCTGCTTCAATGATCCTGACGATGGCTTTGCTACTTCTCTCCCTTAACTTGCTTCCATGG
CTAGCCTCATAGACTTTGCATGTAAGCTAGCCTC
>CL172Contig2
TTTTTTTTTNGNCTTTTTTTTTTTTTTTCCCCNNTTGNTTTTTTTTTTTTTTTTTTTTTT
TTTTTTTTTTAAAAAACTGAAAGGTGGTTTATTTCAGATTGAGTTGATGCAGTTACAAAT
AAAAACCAGACTTAAAGATAAACATAAAACCCTCATTGGAATGCTTGCTTTCCAAAAAAA
ACACATATGATGAAAGAAAAACAGAAGACAAATTTTAAATGAAGGCCCTCCATGATTTAT



CTACTGTACATCTCTTCTTGTAGCAGCTGTAACCTGCCACAACTGTTTGGCTGAGCAGAT
TTAGGAGGTAAACCTGCAGCTGCCCTGTCACTTCGCTTGCTCTCCTCTCCTTGCTCTCCT
CTCCTAAGTACTCAGTCCCCTTAGAAACTTAAAATCGTCCAGGACGGCCATAGCCACCGC
CATTGTTTGATCCACCGCCATATCCACCGAAGTTTCTGCCTCCTCCTCCACCACCACCAC
CAAAGTTGTTCTTCATTGGACCAAAGTTGGAAGCCTGCGGGTCATAGTGACCCATGTTGT
TGTAGTTATTGCCACTGCCACAGTTTCCATAACCATTGCTATCATAACCATTTCCACCAT
ATCCTCCACCACCTTGGTTGTAGCCCTGGTTGTACCCACGGTTGCCACTGTTATAGCCCC
CAGGACCACCGGGCCCACCTCCATAACCGCCATCGCCTCCGTTGCCGTTGTAAGGACCAT
CTCCATATCTGCCCCGTCCACCTTGGTTAAAGCCTCTGTCGTAGTCATAGGGTCTTCCAC
TCCCACTGCTGCGGCCACCTCTCATTCCCATTCCAGCAGTCTGCATTTCCTGTTTGGTCA
GGGCTTTCCTCACCTCA
>CL172Contig3
TTTTATTTAAAAAAGATAAAAAAGTAAAAATCAAACTGCACAGCAGTTTTAAGCACTGTA
AAAAAAAATTTAAAAAGAATACTTCAGCGTTAGCACGACAGTTCAGCTAACCTGGGCCAT
TCTCACAGAAATGATGTTTTTGTAGTGCTGGATACCGCTGGAAATCACCCCTTAGAAACT
TAAAATCGTCCAGGACGGCCATAGCCACCGCCATTGTTTGATCCACCGCCATATCCACCG
AAGTTTCTGCCTCCTCCTCCACCACCACCACCAAAGTTGTTCTTCATTGGACCAAAGTTG
GAAGCCTGCGGGTCATAGTGACCCATGTTGTTGTAGTTATTGCCACTGCCACAGTTTCCA
TAACCATTGCTATCATAACCATTTCCACCATATCCTCCACCACCTTGGTTGTAGCCCTGG
TTGTACCCACGGTTGCCACTGTTATAGCCCCCAGGACCACCGGGCCCACCTCCATAACCG
CCATCGCCTCCGTTGCCGTTGTAAGGACCATCTCCATATCTGCCCCGTCCACCTTGGTTA
AAGCCTCTGTCGTAGTCATAGGGTCTTCCACTCCCACTGCTGCGGCCACCTCTCATTCCC
ATTCCAGCAGTCTGCATTTCCTGTTTGGTCAGGGCTTTCCTCACCTCACAGTTGTGGGAA
TTGATTGTGTGGTATTTCTGGATGACAATCCTGTCAACAGAATCGTGATCGTCGAAGGTG
ACAAAGGCAAAGCCCCTCTTCTTTCCAGTGTTCCGATCAGTCATGATATCAATGACTTCA
ATTTTGCCAAACTGTTGGAAGTAATCCCTCAGGTGGGACTCTTCTGTGTCTTCTTTGATC
CCTCCAACAAAGATCTTTTTCACTGTAATATGAGCGCCTGGACGATTTGAATCCTCTCTA
GAAACTGCTCGTTTGGGTTCCACCACCCGTCCGTCAACCTTGTGTGGACGGGCGGACATG
GCTGCATCAACTTCTTGGACAGAGGAGTAGGTCACAAAGCCAAAACCCCGGGATCTCTTG
CTGTTTGGATCCCTCATCACAACACAGTCTGTCAGGGTACCCCATTGCTCAAAGTGAGCT
CTGAGGCTCTCGTCTGTTGTCTCAAAGCTCAGGCCTCCAATGAAGAGCTTGCGAAGCTGC
TCTGGCTCACGTGGGACATCTTTCGACATCTTGCTGTATTTTGTCGGAAACTCCTAGTGA
CACAACAACCACGCAGCGATCTGCGCGGACGCGTGGTCGAC
>CL172Contig4
GGCGATGGCGGTTATGGAGGTGGGCCCGGTGGTCCTGGGGGCTATAACAGTGGCAACCGT
GGGTACAACCAGGGCTACAACCAAGGTGGTGGAGGATATGGTGGAAATGGTTATGATAGC
AATGGTTATGGAAACTGTGGCAGTGGCAATAACTACAACAACATGGGTCACTATGACCCG
CAGGCTTCCAACTTTGGTCCAATGAAGAACAACTTTGGTGGTGGTGGTGGAGGAGGAGGC
AGAAACTTCGGTGGATATGGCGGTGGATCAAACAATGGCGGTGGCTATGGCCGTCCTGGA
CGATTTTAAGTTTCTAAGGGGTAAGCTTCTGTAGACATAAACTTGCTGTTACATGTCGTA
AAACCAGAGTTTATCATTTTAGGGAATGATTAAGTGTAGCTAACTTTAAACGAATTCACT
CTGGATGTCAGGACTTATGAAGACAGTGCACAGTTAACAATGTTGTTCCATATTGTTCAA
CAGGACTGAGTACTTAGGAGAGGAGAGCAAGGAGAGGAGAGCAAGCGAAGTGACAGGGCA
GCTGCAGGTTTACCTCCTAAATCTGCTCAGCCAAACAGTTGTGGCAGGTTACAGCTGCTA
CAAGAAGAGATGTACAGTAGATAAATCATGGAGGGCCTTCATTTAAAATTTGTCTTCTGT
TTTTCTTTCATCATATGTGTTTTTTTTGGAAAGCAAGCATTCCAATGAGGGTTTTATGTT
TATCTTTAAGTCTGGTTTTTATTTGTAACTGCATCAACTCAATCTGAAATAAACCACCTT
TCAGTTTTTTATAAAGTCTCGTTAGCCTCTTTAGTGGTCTGGGTGAAGGGAGGGTTGACA
CTTAAACGGGGAAAAGGGCCACTTTTTGTCAAGCTCTGGAAAAGGCAATTTCCCAGTGGT
GCGCAAATGTTATCTTCAAAAAGGCCGTGACTTGGCTCAGACAACTTCGAATTCTGCAAA
GATCATCTCGAGGAGGCTAGCTTACATGCAAAGTCTATGAGGCTAGCCATGGAAGCAAGC
TAAGGGAGAGAAGTAGCAAAGCCATCGCCAGGATCATTGAAGCAGGGGAGAGTGAGAGCA
GAAGCCTGAGGCTAGCAGGCAGCAGCTACCAAAAGGCTTAAATGCTGTCTGTAGGTAAGA
CCAGACTTTCAACTACTGATGGTGTTTTCTCTTTTTGCCTTTTAAGCTGGTAGTGAGTTT
TGTAGCCCAGTAATGACATGGCTAAAAAAAATACCACTTGATCAAAAATTGATCTCTTGC
AGTGCAAAGAGGTCCACTGTAATTTGCATGCAGTCAATACAGGTTACCTTTGAGCAATGC
CTTATACTTTTATTTTGTTTTGCATTTCAGGTGATTTCCAGCGGTATCCAGCACTACAAA
AACATCATTTCTGTGAGAATGGCCCAGGTTAGCTGAACTGTCGTGCTAACGCTGAAGTAT
TCTTTTTAAAAAATTTTTTACAGTGCTTAAAACTGCTGTGCAGTTTGATTTTTACTTTTT
TATTCTTTTTTTAAATAAAATATTTTATCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAACCAAAAAAAAAAAAAAAAAAAAAAAAAAACCTTG
>CL173Contig1
AGGCTCTCAGCCCGGNAGGCCAGCCTGACTACAGCGCCGCCTGGGCGGAGTACTACCGGC
AACAGGCTGCTTACTACGGTACAGCCAACCCTCAGGCGATGGGTGCAGCACCACAAGCCC



CTCAGGTACGCCCCCCATAACAACCTGCCCTCCATATTGACTGCCACTAAGTGTTTGTAG
CGTGACCCCGCCTTCCTTTCTCAGGACTTTACAGGGATCCAGTGAGCGCGGCGTCCTCGC
AGACCTAACCAAAACCCTTCCTTCCTGAACAGGTGTTTGTTTTATTTTTGGAAGCTGAGT
CAACTGTTTCTGCTGTTAACATGCAACGTATTTTCTATGTATTTCTTTTGCACAGGGCCA
GTAATGTGAAGTGGACATAAAGTAAATGCTACATTGTCGAAACAAAATCCTTTGTTAAAT
GTTTGGATGCAGACGCCTTCAAGATCTTAAATTTCCTTGGTTTGAAAGTGTTTCACGTAG
ATGGCAGATTTCCCGGCGAACACGTCCTCTGATTTTCTTCTGTTCTTCCTTTTTTTCTTG
TAAATGCTTTGTTTTTAGTGAGGTAACTATACATATGGTCATTCCAGCCTTGTATCTACA
TTCAATGTGGTTAGAACTCATGTTTATTAAACTGTAGACATTACCATGTAAATCATCTCA
GTTTTAAAAATGCTGTTGCCTGCTGTGTTTTTGCAATAAAGCAAACTGAAACCTCCTGTG
TTGGTAAGTTGGGGGTGTTT
>CL173Contig2
AAGCTGCCGCTGATGCCAACGCAGCCGCATGGGCAGCTTACTACGCCCAGTATGGCCAGC
AGCCGCAGGCCTCCATGACTCCAACCAGCGGCGCTCCCGGCACCACTCAACCCAACGGCC
AAGGTGACCCACAGGCTGCAGGTCAGAGTGGACAAACAGATTACACCAAGGCCTGGGAGG
AATATTACAAGAAAATGGGTCAACAGAACCAGCAACCCCAAGACTACACAAAAGCCTGGG
AGGAGTATTACAAGAAACAAGGTCAAGCAGCCCCTCAGGCCACACCCCCAGCGGCGGCAG
CAGCAGCAGGCTCTCAGCCCGGAGGCCAGCCTGACTACAGCGCCGCCTGGGCGGAGTACT
ACCGGCAACAGGCTGCTTACTACGGTACAGCCAACCCTCAGGCGATGGGTGCAGCACCAC
AAGCCCCTCAGGGCCAGTAATGTGAAGTGGACATAAAGTAAATGCTACATTGTCGAAACA
AAATCCTTTGTTAAATGTTTGGATGCAGACGCCTTCAAGATCTTAAATTTCCTTGGTTTG
AAAGTGTTTCACGTAGATGGCAGATTTCCCGGCGAACACGTCCTCTGATTTTCTTCTGTT
CTTCCTTTTTTTCTTGTAAATGCTTTGTTTTTAGTGAGGTAACTATACATATGGTCATTC
CAGCCTTGTATCTACATTCAATGTGGTTAGAACTCATGTTTATTAAACTGTAGACATTAC
CATGTAAATCATGCTCAGTTTTAAAAATGCTGTTGCCTGCTGTGTTTTGCAATAAAGCAA
ACT
>CL173Contig3
CNNNCTGAGGAATTCGGNCGAGGCGGCAGAGGAGAAGAGCGCAGAGATGGCAGACTACAG
CAGCGTGGCTCCCCCGTCCTCCAACTCTGGCGGTGGCATGAATGACGCTTTTAAAGACGC
ACTTCAGCGAGCAAGACAGATTGCGGCAAAGATTGGCGGGGATGGCGTTGCGGCACCCCA
AAGCAGCGATTTCGGCTACGGAGGGCAGAAAAGGCCCCTGGAGGACGCTGATCAACCAGA
GACGAAGAAAGTAGCTACAAATGATGCCTTCTCAGCAATGGCAGGAATGGGTGGCCCGTC
CAGATCATCATCTGAAGAGTTTAAGGTTCCCGATGGAATGGTTGGATTCATTATTGGAAG
AGGAGGTGAACAGATATCACGGATTCAGCAGGAGTCTGGGTGTAAAATACAAATAGCTCC
TGACAGTGGAGGAATGCCAGAAAGATCGGTGACCTTAACAGGACCGCAAGACTCGATTCA
GGCTGCTAAAAGGCTGCTGTCAGAGATTGTAGAGAAGGGCCGTCCAGCTCCAGCCTTTCA
CCATAACGACGGACCGGGAATGACAGTCCAGGAAATCATGGTCCCCGCCTCTAAAGCCGG
ACTAGTCATTGGAAAAGGGGGGGAGACCATCAAAAGTCTACAGGAAAGGGCTGGAGTTAA
GATGGTCATGATTCAGGACGGGCCGCAGAACACGGGTGCAGACAAACCGCTCCGG
>CL173Contig4
TGNTACGCTGGCTGGAGGTAGGCAGGGTCAGAAAGATTCGGACATATGGCACCTCGAGGT
CAAATAGGGAAGAGCGCCACACCACATCCTTTAGATCAGGGGCGAATCAGTAAACGTAAA
CCCTCACTGAGGACCAGACAGGCCTGAAACGCTACCAGAACATCACAGGAACTCAAAGGT
CTGAAGGTTAGGCAGTGAATCGCCTCTGCTCAGAACAGAACATACTTACCCAAAAATCAA
GAAATGGCAATTTGACAAGAATGGATAAATATATATATATATGTATACACTACATCGTCA
GCAGTTTGTAAGCATCAAGAGGCGATTTCTCAGTCATGATTTGTACTTACATTACAGGAG
TGACGAAGAGCTGAAGAGGCTGCTTAGCCACCCACGACCCTACAACAACTATGTTCTTAT
ATTGAATAAACACTAACAGAATGGGCAGAGCAAAGATGATTTTTGCAATGTTTTTATATT
AAAAAAACATTAATTCTTTAAAAAAAAGGGAAAACAAATGTGCACACATCTGGACATGGG
CATGGAGAGACATTTGCTTATACATTGGCTGTTTACCTGACTGTCCTGGAGAAAGAACAG
CAGACAGAAATAACACTAAAAAAATAATAAAATACGGGACATTTCTTTAAAAACATGTTC
AGAATACCTGCTTACCGCTTTTTTTTCTACACTTGCCTGTGGAAGAGGAGACTATCAAGG
CAAACAGTGCATACTAGCTTAACAATATAGACAAGAAGAGGGCTACTGCAACGCAGTCAA
TGCATGGAATTTGTCACAGATACATGTCAACCATCTCAGGATGAACGGCTCTACTGCTAC
AGTCACGACAGCAACATGATCGTTTATCAGCGCCGACGTTTAGTGGATGGCGATCGTCGC
GCGCTTCTTACTGTCAGCCTTAGAGGCAGTTGGAGAGAGACAGGAGAGCACAACTTCCAA
AACAAACCGTCATCAGACATCTGAACCCAAACCCCGCCCCCTCACACTTCCCAGTCAAAC
AAAAAAAACATACAGAAAAGTTCAGCCCCGCCCCTTTCCAACCACCCCAACTTACCAACA
CAGGAGGTTTCAGTTTGCTTTATTGCAAAAACACAGCAGGCAACAGCATTTTTAAAACTG
AGATGATTTACATGGTAATGTCTACAGTTTAATAAACATGAGTTCTAACCACATTGAATG
TAGATACAAGGCTGGAATGACCATATGTATAGTTACCTCACTAAAAACAAAGCATTTACA
AGAAAAAAAGGAAGAACAGAAGAAAATCAGAGGACGTGTTCGCCGGGAAATCTGCCATCT
ACGTGAAACACTTTCAAACCAAGGAAATTTAAGATCTTGAAGGCGTCTGCATCCAAACAT
TTAACAAAGGATTTTGTTTCGACAATGTAGCATTTACTTTATGTCCACTTCACATTACTG



GCCCTGAGGGGCTTGTGGTGCTGCACCCATCGCCTGAGGGTTGGCTGTACCGTAGTAAGC
AGCCTGTTGCCGGTAGTACTCCGCCCAGGCGGCGCTGTAGTCAGGCTGGCCTCCGGGCTG
AGAGCCTGCTGCTGCTGCCGCCGCCGCCGCTGGGGGTGTGGCCTGAGGGGCTGCTTGACC
TTGTTTCTTGTAATACTCCTCCCAGGCTTTTGTGTAGTCTTGGGGTTGCTGGTTCTGTTG
ACCTTGGCCGTTGGGTTGAGTGGTGCCGGGAGCGCCGCTGGTTGGAGTCATGGAGGCCTG
CGGCTGCTGGCCATACTGGGCGTAGTAAGCTGCCCATGCGGCTGCGTTGGCATCAGCTGC
AGCTTTATTTGGATCAGGCTGTCCTTGCTGCCAGTGGGGATAGCCGTTGCCCCACCCCTG
AGGCTGATAAGGAGCGGGAGGACCGTGTGGTCCTGGAGGCCCCTGGTTGTACGGCCCGGG
GTTATACGGACCCATGGGTCCTCCTGGGGGACCAGGGGGACCTGGAGGGCCATGTGGGCC
TGGTCCTCCGTGTGGGCCAGGAGGACCATGTGGGCCACCCATGGGAGTGACTGGACCCCC
GATTTTCTCCTCCACCAGCTGCCTGGCGTAGTCGATCTGTTGAGGGGAGCCTCTGACGGT
GAACATCTTGATGTTGGGGTCAGAGTTGGGTGGCGGATTCCTCTGCAGCTCGATGCGAGC
TCCAGACTGCTGGCTGATGCCCTTGATGGTCTCACCGCCTTTCCCAATGATGAGGCCCGT
CTTCATGGTCGGAACTGTAAAGGTAAACTCCTGCAGGCCACCAGGGGGGCCCATGTTCCA
GTTTCCCTGCCCCCGACCACGTCCTCTCCCACCTCCGTGTCCCGGAGGTCCTCCGGACTG
GACGCTCCTCAGCAGGTCTGCGATGATGTCTGCGGCGTGCTGAGCCTGATCGGGGGGCCC
CATGATCTGTGCTATCCTGTCGGGGGCGCTCCCGTCATCTGGCTTGAACTGGATCCGGAC
TCCTGTGTCGTTCTGTATTTTCTTGATCATCTCCCCATTTCTCCCGATGACAATTCCGAC
AGCAAACCGTGGGACGGGAACATCTAAGCTTTCCCCTCCGATCCTTGAACCGTACTCTCC
CCGCTGCTCCCTAAAGCCCTGCTCTCTGATCAGCTCCATCACCATCTCTTTGGCTTGCTG
AACTTTAAAGGGCTCCCCGGAGATCCGGAGCGGTTTGTCTGCACCCGTGTTCTGCGGCCC
GTCCTGAATCATGACCATCTTAACTCCAGCCCTTTCCTGTAGACTTTTGATGGTCTCCCC
CCCTTTTCCAATGACTAGTCCGGCTTTAGAGGCGGGGACCATGATTTCCTGGACTGTCAT
TCCCGGTCCGTCGTTATGGTGAAAGGCTGGAGCTGGACGGCCCTTCTCTACAATCTCTGA
CAGCAGCCTTTTAGCAGCCTGAATCGAGTCTTGCGGTCCTGTTAAGGTCACCGATCTTTC
TGGCATTCCTCCACTGTCAGGAGCTATTTGTATTTTACACCCAGACTCCTGCTGAATCCG
TGATATCTGTTCACCTCCTCTTCCAATAATGAATCCAACCATTCCATCGGGAACCTTAAA
CTCTTCAGATGATGATCTGGACGGGCCACCCATTCCTGCCATTGCTGAGAAGGCATCATT
TGTAGCTACTTTCTTCGTCTCTGGTTGATCGATATCCAGGTTAGCCATGGGAAAATACCC
ACCAGCGTCCTCCAGGGGCCTTTTCTGCCCTCCGTAGCCGAAATCGCTGCTTTGGGGTGC
CGCAACGCCATCCCCGCCAATCTTTGCCGCAATCTGTCTTGCTCGCTGAAGTGCGTCTTT
AAAAGCGTCATTCATGCCACCGCCAGAGTTGGAGGACGGGGGAGCCACGCTGCTGTAGTC
TGCCATCTCTGCTGCTCTTCTCCTCTCCCCGGCCATAAGGNCCGGGT
>CL174Contig1
TAAACCCGGGCATTATGGCCGGGGCCTCCACTTATTGGCTGCCGCTGTGCGCGACACTAT
CGGCGTGTGGACCCTGTGAAAGCTGTAACTACACGGTACCAGCCATGTATGCCTGCTCCA
AGTTTGTCATTTCCCCCGCTGTGCTGCGTGGGGGGTCCAGGGTGCTCGCCCGGCCAGTCT
CTGCGTCTCTCTTCAACAGACCTGAAGCCACAGCGGAGCAGCAGGCCCTGCTGCCAGTCA
GCCGGTCTGCAGTCCTGAGCCGCTCCCTGCAGACCTCTGCTGTGTCCCGGGACATTGACA
CTGCAGCCAAGTTCATTGGTGCCGGCGCTGCCACGGTGGGGGTCGCCGGTTCAGGAGCCG
GGATTGGAACCGTGTTCGGCAGCCTCATCATTGGATACGCCAGGAACCCCTCTCTAAAGC
AGCAGCTTTTCTCCTATGCCATCCTGGGTTTTGCTCTGTCTGAGGCTATGGGTCTCTTCT
GTCTGATGGTGGCGTTCCTCATCCTGTTCGCCATGTAAACGCCGAGCCGCCACCCCCTGC
CACAACACGTTCCGGTTGGCGTCTCTCCCCTTTTATTCTGGAAAAAGGGTGGTGGTTGCA
GAGCGGGAGCTCTGAGCGGAGCTTGACGGGCCATTCCAACCCACAGAAACACCAAAATCA
AGGATAATTTTCCCAACAGATGAACAAACCTGCAATCCTGCATTTTTATGTTCCCACTCG
TTCTTGTTTTTCTCAACTTTACGTGAAACTCTTCTTTTGAAGGCTGTCCTAAATAAAGAA
TTGATAACTGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL175Contig1
GTGCAGAGTCGGACCTTCGGCAGCGCCATGCCAGAGCTGCTGCTGCTGTAGCCGCGTCCT
CTTCGTCGCTCCTCCTCCTCCTCCTCTCGTTCTCAGCGGCCGCAGCGGAGCGGCGGGGCT
TCGGGCTTCGACATGCCGAACATCGTGCTCTTCAGCGGGAGCTCCCACCACGACCTGTCC
CAGAAGGTGGCCGACCGGCTGGGCTTGGACCTGGGGAAGGTGACCACGAAGAAGTTCAGC
AACCAGGAGACGTGCGTGGAGATCGGCGAGAGCGTGCGCGGCGAGGACGTGTACATCGTG
CAGAGCGGCTGCGGTGAGATCAACGACAACCTGATGGAGCTGCTGATCATGATCAACGCC
TGCAAGATCGCCTCGTCGTCCCGGGTCACCGCCGTCATCCCCTGCTTCCCGTACGCCCGG
CAGGACAAGAAGGACAAGAGCCGGGCCCCCATCTCGGCCAAGCTGGTGGCCAACATGCTG
TCGGTGGCCGGCGCCGACCACATCATCACCATGGACCTGCACGCCTCGCAGATCCAGGGG
TTCTTCGACATCGCCGTGGACAACCTGTACGCAGAACCCGCCGTGCTGCAGTGGATCAAG
GAGAACATCCCCGAGTGGAAGAACTGCATCATCGTGTCTCCAGACGCCGGCGGAGCCAAG
CGCGTGACCTCCATCGCAGACCGCCTGAACGTGGACTTCGCTCTCATCCACAAAGAGAGG
AAGAAGGCCAACGAGGTGGACCGCATGGTGCTGGTCGGGGACGTCAAGGACCGCGTGGCC
ATCCTGGTGGACGACATGGCCGACACCTGCGGCACCATCTGCTTCGCCGCAGACAAGTTG
ATTGAGGCCGGCGCCCTGAAGGTCTACGCCATCCTCACACACGGCATCTTCTCGGGTCCC



GCCATCTCCCGCATCAACAACGCCCCCTTTGAGGCCGTGGTGGTGACCAACACCATCCCA
CAGGAGGAGAAGATGAAGGCGTGCCCCAAAATACAGGTCATCGACATCTCCATGATCCTG
GCGGAGGCGATCAGGAGAACCCACAACGGCGAGTCCGTGTCGTATCTTTTCAGCCACGTG
CCGCTGTGAGGGGGAGACGCCGCCCCCCCCAAACCTACCTCCCTCCCTGCCTTCATAGTT
TTCCCATCAGGCACCTGGACTGACCCCTTCACCCCCACACCTCCTTTAACAAGCCTCCAA
AAAGGACCTGATGGGCTTCAGCCAAGTACCTGTGACCTTCTGAAGGGTCACGCCCACGCG
GTGCAGTGACATTTTTCCGCCAGCAGATGGAGCCAAACACCATTTCAATTTTTTTTCTCC
TTGAAGTTTTATTTATGAGTTTTTTCTGACTTTTACCAAAGGGTCCATTTTTATCGTGTC
TTGTTTTTCCTTCTTTTAACCCGCTCTGGCATGTCTTAAGAACCTTCCAGACTCTTTCCT
GTTTCTAAATGAAGACTGAACATCAGCGTCTAACTCACTAACAGTCTGATGCCACAAACC
CAGAACATTTCAGCCTCTGTCATTTTCTCAGAGGATTTTTTTCTCCTATTTTACCTTCTG
ACTCCTTACTAACAGATTTAGATAATCCTGAAAAAGCCAAAAAGCTTTTGTTAGAGATTC
CAGCGTTGATTTGTTAAAAAGAAGAAAATCGTCACCGATTGCCTGAAAATGGATGGAAAA
GATTTTTTTTTTACAGGTAATTGAAGACGAGCTGCTTCTTTAATAATAAAGGTCTGAACA
TCACAAAAAAAAAAAAAACAAAA
>CL176Contig1
AGCTTCCGGCTTGGGTGAACTCTGAAAGTTGTTGGTGACTCTTTCTGGGGTAAATGTCGG
CGTGTTTATGCGGAGTCACGGCGCGGCCACTCTTTCCAGCATTACATAAGCTCCGGCCGT
CAGTCCGCGCGCCGCCGCAGTCTGCGCCCCGCTGCTCTTCGCGTGCCAAAGCCCGACCGA
CCGTCCGGCGCCTCAATGGCGGAAACGGAGGAGAGGAGCCCGGAAGGAGTGAAATACTAC
CGGCTGTCAGAGATCGAAGCGCAAAACTCCTTCAAGTCTACGTGGATAATCATTCACCAT
AAAGTCTACGATGTGACCAAGTTTCTGGATGAGCATCCTGGAGGGGAGGAGGTCCTGAGG
GAGCAGGCGGGGGGCGATGCCACTGAGAGCTTTGAGGACGTCGGACATTCCACCGACGCC
AGAGAAATGGCCAGCGGCATGGTGATCGGCGAGCTGCATCCGGATGATCGGCACAAGATC
GCCAAACCTGTGGAAACACTGGTGACCACGAGCAAGGAGGAGAGCAGCTGGTGGTCAAAC
CTGGTGATCCCAACGCTGGTGGCTGCCATCGTCACTCTCGTGTACCGCCTGTACGTCTCA
GAGAGCTAGTGACATCAGAGAGATGGCTGTGGCGTTACGGGTGGACGGCGGCTCCTCCCT
GTGTGGGAGCAGATGGCCAGCATCAGACCAACACTCTCGCTGTCTGTTTCCGAGCTGTTT
CCAGCTACACCCCTCTAAGCCCCGCCCACCTCATCTGTTTAACCCAGTAATCACGCTGAG
TGCCTGTGATCAGAGCAGCTCTAGATTTTTAATTCTGTGCTTTTATGTGAAAGGGTATCG
CCTCCAGCTGGCGTGCTCAGCCCCTCCACAAACTGTGAGCGCCTTAATCTGACCAAATCT
AAGAGTCGCTATTTTCACGAATCCAGCTGCCTCGTTCGGAGGATCTGCCGCTCAAGGATC
TGATCAGAATCCGTTTATGAACCGGCCTACAGGGGGCGCTAACTCTTAGGAAGGAAAGGA
AAAATGTAATAAAAGAAAACGGCCACATCCGAGATTCTTCTACTGAAATGTAATCCTGAT
TTGTCGGTGCTCAGCAGGATTCAAATCAACGGTTTTATATGAAGCAGGTTTTCAGCTCCT
CCTGGACCTGCAGCATGGACTCTGAAGTGCATTCCAGGGACCAGCTGAGGCGGTCCAGTC
CGTCCAGCACAGAACCATTAGCTGAGCGGGTCTCCTCTAAGCGCAGCTGCTTTTTTAAGG
AACAATAAAACTTGATTCAGTCGACTCTGCTGCATCTGGTTGTTTTCTTTGGCAGCTTTG
TGTCCAGCCAGAAAAGGCTTTTACTTTGAAAGTACCTAGTTCACCACAGGTAAGAGCCTG
CTTTTTACGAAAGGAGCCCTGCAGGGGGGGACCATCTATTTTGGTCTCCAAAAAAATATG
>CL177Contig1
TTTACTTGAGTTTAATGTTAGAAAACGAATGTTATTTTTATGAGTGTTTTGCTGTTCATT
TCTTTCTTTGTTCTAGAGCTTTCTGAATAGTCACTTCCACCACTTTCTTAAACGATTATC
TGCGTTCAGCAATCTTTGACGTTAATATTACTGGAAAGAGAAAACACCATATTTAATCTC
TTCAAGACAAAGACAAATCTGGTGAGAGCAGGTCTGTGTCACTTAAAGCTCCCTCTACTG
GTGGTTTTTGGGCCTTTGGACGACCAAAGTGACGCTGCCGTTTGATTGGCTTCCAGGGCT
TAGAAGGGCATTGGTAGGGGTTGCTGGGTTCAGCCAGGCCTATCTCCTCCTCAGATGACT
CTTTGGTTGCAGCCGTGGTGGCGGTCGGCCGTGTTGTCGATGGTGATGCAGTGGAGGGAA
CTTTGTGCAGGAACTTCCTGAGAGGAGACCAGCCGGGTGGACGACGTCTTTGGAATGTCG
ACCCAGGCAGTGGTCCATCTTCACAGACTATTTGGACTTGTGGAGCTTCTAATCTCCATG
GTGCTAAATCCACCGTGGCGTTACAGTTAACAAAGCCTGGTTTCTCCTCATTAGGGGCAC
AAACTTCATTGAGCTCTTCATGGTCAGCTTTGGCGCATGTGGTGTTCTTCAAATCAAATC
TCAGTCGGAACCGGAAACCTGCGATCACCTGTCTGGTGGCGTGGCCGATTTGATTGAGCG
TGTAGAGGTGGGAGGAGTCAGACATGGAGTTGTACTTGGAGATGGAGGCAGCGAAGGGAA
CCTTGAGGTCTTCCGAATTCTCATCGACGTCTTCAGGACACCCCAAACAGGGAGCTCTTT
CTGGAAAGATTAAGTCACCAAAGTGACAATACACATGTTTGATGAATGTTCTTGTCTCTG
TGACATGGGCTGTGGCGTTGCATGAAAAAGGCTTCTGTGGCTTCCCTCCATGTTTCAGAT
GGTCGCACTCTGTCCACGGTTGGGAGGATCCTGCCGGACAGTTGCTCCTCCTGCTGGTGA
ACTCCACATAGTACCCTCCAGGGTCTGAGTCGTTCTGTATCTTGTTGGCAAACAGGATCT
GAAACAGAACCAGCTTGTAACCAGAGCTCAGCTTCTCGTTAAAGCTGTCCAAAGCGCCGT
AGACGGACTTCTCCACAGTGGGGTCGTTACAGGCCGCCAGGGTGCCCAGCATGGGCGGCT
CTGTGTCCTGTGCAAACACAGAATTGTGGAGGCACAGCAGGCCAAGTAAACACCACCCCG
CTACTCTCCTCATCCTCTTGTCTGAAAAATCTTTGCTTCTGTTCGTTTGTAAAGATGAAG
GTCTGGTGCAGATACTGGTTGGCCTTTAAAGGAAAGACTCTCCTCTCCTCTGCGCTTTGT



GGTGGACGACTGTGTGAGCGTCTCCTGAAGCAGTCCCCGGCCATAATGCCCGGGTTTAN
>CL178Contig1
GGAATTCGGCACGAGGCGTCGCGGGGAGCGCACTGAAAGGGGGGGTCCTGTCTTTACAAG
CCTTTAAAGGTAGATCCTTCTGGATTTATTTTTTTCTTTAACTCAAGAATTTACCCATCC
CAGACCTGGATTTTTAAACCTCCACAACTCTTCAAGGTTTTTCTTTTTTCCATTTTTATT
TTTTGGGGGTTTATAAAAAACTTAAACAAAAAAACAAGATGGGATCCCAGTTGTCTAAGG
GTGGAGTAGCTGCTGAAGGGAAAGCCGCCGCCGCCGACCCTACTGCTGCCAAAGCCAACG
GCCAGGAGAACGGTCACGTCAAAACCAATGGAGACGTCTCTGCTAAGCCTGACGGGGAAG
TGGCTGCCGATGGCAACGGGACCGCCGAGCCCACCAAGGACGGCGAAGCGAGCACCGGGG
ATGCGATCGAGCCCGCACCAGCCGCGGAGGGGGAGGCAGCCAAAGCAGAGGGCGAGGCTA
CCAAGGATGCCAAGAAGAAGAAGAAGTTCTCCCTGAAGAACTCTTTCAAGTTCAAAGGCA
TCTCGCTGAAGAAGAGCAAGAAGAGCAGCGAGGAGGGCAAGGAGGAGGCCACGTCCCCCA
CGACCGAGGACAAACCAGAGGAGAACGGCCACACGGCCAAGGAGACCAAAGAAGACACGC
CGGCCGCAGAGGCTAAAGAGGGCGAGGCCGCAGCCGCCGCTCCAGAGGGAGAGACCAAGG
CCGCAGAGGAGGCCCCACCGACAGAGGCCGCACCCGCCGAGGAGGCTTCCGCTCCCGCCG
AGGGCTCAGCACCTGCAGCCTCTGAGGGTGAAGCCAACGCTGAGTGACTGCCCTCCCACT
CCTCCACACCAGGACTGAATTTCCGAAATTAAAGTATATAAATATATATATGAGAGACTC
GTGCCACGTTCTCAAAGTTTAAACAAAACAGAAGACGACAACGGATTTATCACATTTGCT
GATTCAGCCGCCAGTTCACTGCCTTTTATTAGTTCTTCGACAGACAGGAACCTCACCGGG
CCCTCTCATGACGTGTGTCGCCCCTCCCCCTCACGGTACACACGGGGACCTCCATGCGTA
AAAAGATGGAATGCAGAGCGCACCAGGAGTACTGACTTATTCTTTCCCCTCCTCCCCGAT
CCACGAAGAGGCGTCCTCTTCAGCAGCAGCGTGGCAGCCCTATAACATTCTGTCTTTTCT
CATTTTGTTGGGATCTACAAATCAGCACGGGACAGACCCATCTCCTCCACCGGAAATGAC
TGTTATATGGACACATGAATTTTTCAAATGAGCTTATTGATTTTTACATTTTACATTCCT
TAAGTCTTTCCCCCCCGACCCCCAGTTTCAAGTATTTTGTCATGTATAGAAAAGTGGAAA
AACTTGTGGAGGGGAGGTGGAAAAAGAGCTATGTCTTTGTGCATTTTGATTCTTTTTCTG
GCTAAAACCACATTCAAGCTACTTGGAGTGTTGCAGTGTTCACATTTCAGAGTCTATGAC
ACAGATTTGGGGGGTTTGGGGGTTGTGTACAAAATGTGAGCTTTTTATCTGCAAACTGTC
TCTGTAAATATGTTTTGGCCAATATTTTTTGGTTCTCTTTATTTTGCTATCATTTGAAGA
TGTTAATGGTTTTATTGTAACTTTTAATAAGGATAAATAAATGTTTGATCCCCTCTGAAA
AAAAAAA
>CL179Contig1
TGTGTCGGTCCTTTATTGAATTAAACCACTGTAAAAGGAGATTTTGCTGCTTAACAGACA
CGCTTGGAGAGAAGATGCGACTCAGCCATGGTGACTCATCTCCGTGGAGGCTAAAATCCA
GACTCCTGACCTGCCCAGTTCGGTGTCTCGTTCCTGCTGCTGTAGGCCTGCTTTTTCTCA
ATGTTCATGGCCAACATTTGGCTGCGGAAGGAGAGGCTCTTGGTCTTCTCAATCACCTGC
TGGTACGGGGATGTGGCGTTGTTTCCCATGACAACATGGCCCAGTTTGGAGTCAATCTTG
GCGTCCAGCCTGGCGTTGCGGATGAGGTTGACGATCCATCTCTCTGCTTCCTCGGGAGTC
ATGTTCAGTTTGTCTGCCAGCATGTTGATGCTGATGCACTGGTGAATTCTGCAGAAGGTC
TCAAAGATGAAGAGTCGGGCATTTTCAATGAAGTCCTCCAGGCAGGCAACCAAGAAGAAG
TCGTTCACAAGAACCGACTCGCATTCTCTGAGCTTCTTCTGGGCACTGTCAAAGTCAAAA
TTCACGTACAGACACTCCACAAACTCAGTGATTGGATCTTTGTAGGTGTAAGACTCCTGC
TGTATGACCTTCACTAAATCCTTCAGAACCTGCCGGCGCTTACGCACATCCTTGTTTGTG
ATGACCGCTGTGGTTAGGTAACGCAAGATGTGGGGGCACATTGTCTGGATAGCATTGAGA
TATTGGGGTTGATAGAGAAAGAGCTCGATGATGTTGTCTCTCCCTTTGGGGTGGTTGAAG
AAGACGAAGAGAGACCAGTGAATGAGCCATGTCCTCTGCTGGAGAGACTGGAGAGGGGAG
CTCACAGAGTTGTTATCAATAGTCTCTCTCAGGCGGGTTAGGTCCTCCATGGCTGCCTCC
CAGTTCTGCATCAGGATCTCTGAGGCCAGCTTGCCCCACAGCGAATTCAGGGCGTTCTTG
TCTGTGGATGGGACCAAAACTCTGAAGAAGTACAGGTATTCTGCTGCACCAGAGTAGTTT
CCACACTCATACTGGAACTTGGCGTATCGGTACAGTGTGTCCAGATACTCCTGACGAAAA
TTGTGCTTGTCCGCCAAATAGTCAAAAAGCATGCGTCCATCTCTGGTTGACTGCATCTGC
TTGGTCGTCTCTGGATCCTCAAACATCTTCACAATGGGCTCCGTTTCTGACTGCAGCTGC
TTCAGCTGAGCCACAACTTCTGTCCTCTTCTCCCTTAGAGTATGAGGAATTTCCTTGTCA
GGAAACAGGTTTTTGTACACATCCATGGCAAAGTCCACCATGTTGGTGTCACTGAGAAGG
TCCAGTTTCCCATGAAGCAGCTCCTGTTCATTGTAGATCTCTTTGACAGACAGGAACTCC
AGCAGAGGAAAGACGAGGTGACGGTCTAAAAAGTGAGCAATTCTGGTGGTCAAGTCATAT
TCCGCCATGTTTGCTGGGAGGAAAGGCCCCGGCCATAAGGCCCGGGT
>CL180Contig1
GACCCCCCTNGGGGGAAAAAAAAAAAAACACTTGCACGGGACAAACCCGGCTTCGTCTTT
AAATAAACTCTTGCATGTTCGTTACAAATACAGGCAAGCGCGCTTGGCAACAGATGAGAG
AGCAGAGTCAAATATAAACGGTATAAGAGGACGTGGACGCTAAAGGGGGCGGGGCTCCGG
GAAAGGTCAAACCCCGGGAGGCGGAGACCAGGCGGCCCCGGAGAGGACAGACGTGCAGGT
GAGGAGACAGGTACGAACAGGTGAGAGAAGGGTTAGAGGAGACGAAGCTGCGACTGAGGG
TCGGGGGGGTGGGGGGGGGAGGGCTAGTGCTGCGAGGAGATGAGGAGGAGGAGGAAGAGG



AGGTCTGGTTCAGTCTCACTGGGCTTCTTCCTCTGCGTCTGGAGCTGCTTCTTTGTTCTG
TTCTTCACCGTCTCCCTGTATGTCTGAGGTCCATAGTGTCAAGTTGTCGCGTAGCAACTG
CATGATAAGTGTCGAGTCTTTATAGCTTTCCTCGCTCAGCGTGTCCAGTTCTGCTATGGC
GTTGTCGAAGGCTTCCTTTGCCAACCTGCAAGCCCGGTCCGGTGAGTTGAGGATTTCATA
ATAGAAGACAGAAAAGTTAAGGGCCAGTCCCAGCCGGATGGGGTGCGTTGGAGGAAGTTC
AATCATGGCGATGTCGCTGGCGGCTTTGTAAGCGACCAAACTGTTCTCCGCCGCCTCCTT
CCTGTCGTTGCCCGTGGCAAACTCTGCCAGGTACCTGTGGTAATCTCCCTTCATTTTGTA
GTAGAAAACCTTGGACTCTCCCGTGGTTGCAGCTAAAATGAGGTGCTTGTCCAGTACATC
CAGGATGTCGTTGCAGATCGACTTCAGCTCCTTTTCAACCGTTTTCCTGTATTCGCGGAT
CATTTTTAGTTTGTCCTCGCCGCCTTTGTTTTCTTCTTTTTGCTCCAGACTGCTGATTAT
CCGCCACGATGCTCTTCTGGCTCCGATCACGTTCTTGTAGGCTACAGACAGCAGGTTCCT
CTCCTCCACCGTCAGCTCCACGTCCATGCTGGCCACCTTCTTCATGGACTCCACCATTTC
GTCGTATCGCTCCGCTTGCTCGGCGAGCTTCGCCTGGTAAACGAGGTTGTCCCGGTCCGC
CATGATGCTCGCGAAGGGGGCTTCCCGTTGAAGAGGGGAGGATAATCGGCTGATCGGCGA
TTCCTGCTGGTGGATCAGAAACCGCACTACCGCTCCGCTGAGCCGAAGAGCCGCCGGTAG
CGCAGGCGTAT
>CL180Contig2
TTTTTTTTTTGGCACACAATGGTTGGACATGTTTAATTGGAGGTTTAACGTTAGTTCCAT
GCCGTGGTTCTTGTGGTTCCGGTGAGAACATTCAGTAGTACAAACCGGGTTCCTGTTACA
ACGTACTGAACAGAAGAGAGGAGGTGAAAGGAGGTGCCGGGAGAGCACAGATGCAGCCGG
CCAGACCCGCATCACATGACATGGGAGCCCCGGGAGGCGGAGACCAGGCGGCCCCGGAGA
GGACAGACGTGCAGGTGAGGAGACAGGTACGAACAGGTGAGAGAAGGGTTAGAGGAGACG
AAGCTGCGACTGAGGGTCGGGGGGGTGGGGCCTCGTG
>CL180Contig3
GNTTTTTCCCNGCAAANNTTTTTTTTTTTTTTCCCCCGAGCGGCGTCTCGCCCACGCCGT
CGGCTGACAGGACGCGTTCAGGAAGAGCCGAGCGTGCTCCCTTACTTTGTGGTTCTTCAG
CATTCACCTTTAGTCAGGGACTCCAGAAGCTCCGCCTCTCCCCTCATCCGTCACTGGACG
GCTGCAGCGCTTTAGTTGAAGGCAGATAGCTAGGACGCCGCTTCTGCATGGGAGGGGAGG
GGGCGGGGCTCCCATGTCATGTGATGCGGGTCTGGCCGGCTGCATCTGTGCTCTCCCGGC
ACCTCCTTTCACCTCCTCTCTTCTGTTCAGTACGTTGTAACAGGAACCCGGTTTGTACTA
CTGAATGTTCTCACCGGAACCACAAGAACCACGGCATGGAACTAACGTTAAACCTCCAAT
TAAACATGTCCAACCATTTTGTGCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL181Contig1
GTTTTGTTGGGACGTTTGTGAGGTTTTTGGACAGAAAGGACGATACGTGGTTCGTGTGGG
AACTCTCAGCATTTTCCAAAGTGTTGAACGGAAAGACAAGGTGGCTGTGAGACTAGCAGA
TGATCGGAGTTGCAGTGAAGAGGACGGCGGTGTTTGTGGGAGTTGGAGCTGAAGATCGGA
GCAGGAACCATGTCTTCAGAACCTCAAGAAGGTTCTGTCAGAGAACAACTTTCTGCTGCT
GAAGGAACCATCGTCCAGAACGAGCAGGAGCTCTGTCGTCAGCGCAGACTGCTGGATATC
ACCTGGAACCCGCAACTTCAGCTACACGTTGCAAGTCCAGTTCTGTCAAGTGGGACCGGT
TGGACTTCAGAGCTGAGACCAGAGCAACACAGCTGTTCTTTGACAAACTGCAGCTCCTCA
ACCTGAATCCACAACAAAGAGTTGAGTTTAAAGACAAAGTTCATGTTTTTCATCCTTCAC
TTCTTCTAAAGAGTTCAGAGCTGAAGAAAATCAGAAAGATCTTTGCAGAGAACAAGCAGC
TGCAGGAAGATGCTGCTGCAGATCAGAATCTGGACATTTCTGCTCACTGTGGTTCAACAC
AACTTTGACATCATATTGATCTGAACACAACTGAAACATTGAGTCTGACCTCAGAGTCTG
CAGTCTGCAGTCTGGACTCTTCAGAAAACCACACAGCCGAAGAACTCCTGAATCCTGCAG
GTTCTGGGTCTCGCTCA
>CL181Contig2
TTCCTGGTGGTTCAGGCCAAAGTCAAGAAGGTCAAGTATGATGGAGGAGCTGAGACAGAT
CCTCACTGGAGTCCAGAGACCAGGAAGATGATGGAGTCTCTGGGAAAACTGGCTTTTGAG
CAGCTGCAGAAAGGAAACCTGATCTTCTATGAATCCGACCTGACAGAGTGTGGCATCGAT
ATCAGAGCAGCCTCAGTGTACTCAGGAGTGTTCACACAGGTCTTTAGAGAGGAGAGAGGC
CTGTACCAGGACAAGGTCTTCTGCTTCATCCATCTGAGTGTTCAGGAGTTTCTGGCTGCT
CTTCATGTCCACCTGACCTTCATCACCTCTGGACTCAACCTCATGGAGGAAGAACAATCA
CAGATCTCTCAGCCTGAACAGAGAAGTCCAGTCCAGTTGTACCAGAGTGCTGTGAAGAAG
GCCTTACAGAGTCCAAACGGACACCTGGACTTGTTCCTCCGCTTCCTCCTGGGTCTTTCA
CTGCAGACCAATCAGAGTCTCCTACGAGGTCTGCTGACTCAGACAGGAAGTATCTCACAG
ACCAATCAGGAAACAGTCCAGTTCATCAAGGAGAAGATCAGTGAGGATCTGCCTGCAGAG
AAAAGCATCAACCTGTTCCACTGTCTGAATGAACTGAATGATGGTTCTCTATTGGAGGAG
ATCCAACAGGTCCTGAGATCACAACATTTCTCTAGACCTAAACTGTTACTAGGTCTGTGG
CCAAGACATTTTTTCACAGAGGAACTGTCTCCTGCTCAGTTGTCTGCTCTGGCCTTCACC
TTAGTGTCATCAGAAGAAGATCTGGAAGAGTTTGACCTGCAGAAATACTCTCCTTCAGAT
GAGGCTCTACTGAGGCTGCTGCCAGTGATCAAAGCCTCCAACAAAGCTCTACTGAAAGAC
TGTAATCTGTCAGAGAGAAGCTGTGCAGCTCTGTCCTCAGTTCTCAGCTCTCAGTCCTCC
AGACTCAGAGATCTGGACCTGAGTTTCAACAACCTGCAGGATTCAGGAGTGAAGCTGCTG



TCTGCTGGACTGGAGAGTCCAGACTGTAAACTGGAGACTCTCA
>CL181Contig3
AAAACTTATTTTACATTCTTTACAAGTAAAAGGCTTTTCTCCTGTGTGAGTTCTCATGTG
TCTTTTGAAATTTGATTTTTCACTAAAACTTGTATCACATTCTTTACAAGTAAAAGGCTT
TTCTCCTGTATGAGTTCTCATGTGTGTTTTGAGTTTTGATTTTTCACTAAAACTTTTATC
ACATTCTTTACAAGTAAAAGGCTTTTCTCCTGTATGAATTCTCATGTGTGTTTTGAGAGT
AGATATTTGATAAAAACTTATTTTACATTCTTTACAAGTGAAAGGCTTTTCTCCTGTGTG
AGTTCTCATGTGTGTTTTGAGAGTACATATACGACTAAAAGTTGTATCACATTCTTTACA
AGTAAAAGGCTTTTCTCCTGTGTGAGTTCTCATGTGTATTTTGAGATTATATAATTTAAT
AAAACTTTTATCACATTCTTTACAAGTAAAAGGCTTTTCTCCTGTGTGAGTTCTCATGTG
TATTTTGAGACTAGATCTCCGACTAAAACTTTTTTTACATTCTTTACAAATAAAAGGCTT
GTCTCCTGTGTGAGTTCTCATGTGTGTTTTGAGACCCAGATCTGTGACTAAAACTTTTAT
TACATTCTTTACAAGTAAAAGGCTTTTCTCCTGTGTGAGTTTTCATGTGAAATTTCAACT
GAGGCCGCCCACTAAACTTATTACCACATTTTTNAGATTCACAATATCTTTCATCAGACC
CATTTTGGACATAACTTCTGTTCCTCCTCTTCCTCTGATCTCTGTTCTGTGGGTCTGTCT
CTTCATCTGTAGTTGATGTTGATTCTTCATGTTGGATTCCTTCTTCATCCTGACTATCAG
TTACATTAAAGCTCTGCTGATTGCTTAGATCTGCTTCACTGTTCTCATCTTCCTCATAAG
TAGGAATCTCCATCAAGGTATCAGTCTCCTCCTTCAGATCAAGCTGATCTTCATCCTGAC
TGATGAAGACTTCCCCTGGTTCCTCTTTAATCTGTGGAGGTTCTGGTTTCTCCTGTTCCT
CTTTAATCAGTGAAGGATCTTGTTCCTTCTGTTCCACTCTAAAGTTCCCCTCGTGCCGA
>CL181Contig4
TTCGGCACGAGGCAGCGTTAGCTCGTGTTGAGAGGTCGGTGGTGTTTTGTTGGGACGTTT
GTGAGGTTTTTGGACAGAAAGGACGATACGTGGTTCGTGTGGGAACTCTCAGCATTTTCC
AAAGTGTCGTAAATGAGTGAAGAAGTGTTGAACGGAAAGACAACGTGGATTGCTGTGATT
GTGAGACTAGCAGATGATCGATCGGAGCTGCAGTGAAGAGGACGGCGGTGTTTGTGGGAG
TTGGAGCTGAAGATCGGAGCAGGAACCATGTCTTCCCTTCAGTCTCTGAGAGAGTTGATC
AGCGAGCGACTAGCTGCTGCTGCTGAAGAAATCTGCAGACTCTGTGAAGGAACCATCGTC
CAGTACGAGCAGGAGCTCTGTCGTCAGCGCAGACTGCTGGATGATGTCATCTGGAAACCA
CAGCTGCAACTACACCACATAGTCCTCCCCCAGCACTGGAGTACTGAAGAGGAGGATCCC
TGCAACCAGCAAAGGAACTTAAGAGTGGAACAAGATGATCCAGAACCCCAACAATATAAA
GAGGATCAGGAGGAACCAGAACCTACACAGATTAAAGAGGAACGGCAGGAACCAGAACTT
CCACAGATTAAAGAGGAACAAGAGGATCCAGAACCTCCACATTATAAAGAGGCGCTGGAC
ATGCAAGAACCTCCACTGATTAAAGAGGAACCAGGGGAACTCTGCATCAGTCAGTATGAA
TATCAGCTTGATTTGAAGCAGGAGACTGATACCTTGATGGAGATTCCTACTAATGAGGAA
GATGAGAACAGTGAAGCAGATATAAACAATCAGCAGAGCTTTAATGTAACTGATAGTCAG
GATGAAGAAAGAAAC
>CL181Contig5
GGACTAGCAGATGATCGATCGGAGCTGCAGTGAAGAGGACGGCGGTGTTTGTGGGAGTTG
GAGCTGAAGATCGGAGCAGGAACCATGTCTTCAGAACCTCAGGAAGGTTCTGTCAGAGAA
CAACTTTCTGCTGCTGAAGGAACCATCGTCCAGAACGAGGAGGAGCTCTGTCGTCAGCGC
AGACTGCTGGATTATAGCAGCTGGAACCCGCAGCTGCAGCTCAACATAGTCGTCCTCCCC
CAGGATTGGGTGACTGAAGATCTCTGCAACCGACAAAGGAACTTCAGAGTTGAACTGGAG
AAACCGGACCCTCCGCATTATAAAGAGGAACCGGAGGATCCAGAACCATCACAGATTAAA
GAGGAACCAGGGGAACTCTGCATCAATCAGGATGAAGATCAACTTGATCTGAAGCAGGAG
ACTGATACCATGATGGAGATTCCTACCTATGAGGAACATGAGAACAGTGAAGCAGATCTA
AACAATCAGCAGAGCTTTAATGTAACTGATAGTCAGGATGAAGAAGGAAACCAACATGAA
GAATCAACATCAACTACAGATGAAGAGACAGAATCAACATCAACTACAGATGAAGAGACA
GAATCAACATCAACTACNGATGAAGTGACAGACCCACAGAACAGAGATCAGAGGAAGAGG
AGGGACAGAAGTCATGTCCAAAGTGTGGACAGCTCTCACATGTCAGCAGCTCTCCCCCAG
TGTTGGATGACTAANGAGGAAGATCTCTGCATCCAGCAGAGGAACTTCAGAGTGGAACAG
GAGGAACCAGAACGTCTACTGACCAAAGAGGAGCAGGAGGGACCAGAACCTTCACAGATT
AAGGAGGAACCAGGGGAACTCTGCATCAGTCAGGATGAAGATCAGCTTGATCTGAAGCAG
GAGACTGATACCTTGATGGAGATTCCTACTTATGAGGAAGATGAGAACAGTGAAGCAGAT
CTAAACAATCAGCAGAGCTTTAATGTAACTGATAGTCAGGATGAAGAAGGAAACCAACAT
GAAGAATCAACATCAACAACAGATGAAGAGACAGAATCAACATCAACTACAGATGAAGAG
ACAGAATCAACATCAACTACATATGAAGAGACAGAATCAACATCAACTACAGATGAAGAG
AAAGACCCACAGAACAGAGATAAGAGGAAGAGGANGGGACAGAAGACATGTCCAAAGTGT
GGACAGCTCTCACATGTCAGCAGCGGCAACAGCAGAAAATCTGACAAAGATGGGATATAG
ATTGGAAGCAGAATGCCCCCAGCTTTCGGCCCCATGAGTGGATGCCCCCTCTCCACACCC
AGCAGAATTCAGGGAGTGTGTGTGCTGTAAACCTCATCCTCAAGGTGGAGTCTGACGTGA
TTTCAATGAACTGATCCTCCTCAGCAGATCTCAAACCAGCAGCTGCTGCTGCATTAGATG
GATCTGTCGGTCAGTCGTATTGAGCTCTGTTTGTCTGGGAAATATTTGAGAAAGAATCCT
GGAAGGGAAGAAATGTACAAAGTGAGTAATCCTTTATAAAATGTAAACAAATTAAAAACC
ACCAGT



>CL181Contig6
ACATTTTTTACATTCTTTACAAGTAACAGGCTTTTCTCCTGTGTGAGTTTTCATGCGAAA
TGTCAACTGAGGCCGCCCACTAAACTTATTACCAGATTTTTTAGATGCACTATATCTTTC
ATCAGACCCATTTTGGACATAACTTCTGTCCCTCTTCTTCCTCTGATCTCTGTTCTGTGG
GTCTGTCTCTTCATCTGATAGCTGATCTGTGAGTCTGTCTCTTCATCTGTAGGTGATGTT
GATTCTTCATGTTGGTTTCCTCCTTTATCATGACTATCAGTTACATTAAAGCTCTGCTGA
TTACTTAGATCTGCTTCACTGTTCTCATCTTCCTCATAAGTAGGAATCTCCATCAAGGTA
TCAGTCTCCTGCTTCAGATCAAGCTGATCTTCATCCTGACTGATGAAGAGTTCCCCTGGT
TCCTCCTTAATCTGTGGAGGTTCTGGTTCCTCCTGTGCCTCTTTAATCAGTGAAAGATCC
AGTTCCTCCTGTTCCACTCTAAAGTTCCTCTGCTGGATGCAGAGATCTTCCTCTTCAGTC
ATCCAACACTGGGGGAGGACGATAGTGTGGAGATGAAGACCAGAGTCACACTGACCTGCT
GACATGTGAGAGCTGTCCACACTTTGGACATGACTTCTGTCTCTTCTCTTCCTCTGATCT
CTGTTCTGTGGGTCTGTCTCTTCATCTGTAGTTGATGTTGATTCTTCATGTTGGCTTCCT
TCTTCATCCTGACTATCAGTTACATCAAAGCTCTGCTGATTGCTTAGATCTGCTTCACTG
TTCTCATCTTCCTCATAAGTAGGAATCTCCATCAAGATATCAGTCTCCAGCTTCAGATCA
AGCTGATATTCATCCTGAATAATGCAGAGTTCCCCGGGTTCCTCTTTAATCTGTGGAGGT
TCTGGTTCCTTCAGTTCCTCTTTAATCTGTGGAGGTTCTGGTTCCTGTAATTCCTCTTTA
ATCTGTAGAAGTTCTGGTTCCTGCAGTTCCTCTTTAGTCTGTGGATGTTCTGGTTCCTCA
TGCTCCACTCTGAAGTTCCTCTGCTGGTTGCAAGGATCCTCTTCAGTCACCCAGTGTTGG
GGGAGAACTGCAATGTGTAGCTGAAGCTGCGGGTTCCAGCTGCTATCCAACAGTCTGCGC
TGACGACAGAGCTCCTCCTCGTTCTGGACGATGGTTCCTTCAGCAGCAGAAAGTTGTTCT
CTGACAGAACCTTCCTGATGTTCTGAAGACATGGTTCCTGCTCCGATCTTCAGCTCCAAC
TCCCACAAACACCGCCGTCCTCTTCACTGCAGCTCCGATCATCTGCTGCCTACTCGTCTT
ACAATCACAGCAATCCACGTTGTCTTTCCGTTCAACACTTCTTCACTCATTTACGACACT
TAGGAAAATGCTGAGAGTTCCCACATGAACCACGTATCGTCATTTCTGTGCAAAAACCTC
ACAAACGTCCCAACAAAACACCACCGGCCTCTCAACACAAGCTAACGCTGCTAGCCTGTT
AACAAGCTAACACTGCTAGCGCCCCCGGCCATAAGGCCCGGGTT
>CL181Contig7
AAAATCCAAAGTCCTTAAACTTAAACCAAGCGGTCCAGTCCAGTTCTACCAGAGTGCTGT
GAATAAGGCCTTACTGAGTCCAAACGGACACCTGGACTTGTTCCTCCGCTTCCTCCTGGG
TCTTTTACTGCGGACCAATCAGAGGCTCCTACAAGATATGCTGATTCAAACAGGAAGTAG
CTCACAGACCAATCAGGAAACAGTCCAGTTCATCAAGAAGAAGATCAGTGAGGATCTGCC
TACAGAGAAAAGCATCAACCTGTTCCACTGTCTGAATGAACTGAATGATGGTTCTCTAGT
GGAGGAGATCCAACAGTCCCTGAGGTCAGGACGTCTCTCCACAGATAAACTGTCTCCTGC
TCAGTGGTCTGCTCTGGTCTTTATCTTACTGTCATCAGAAGAAGATCTGGAAGAGTTTGA
CCTGAAGAAATACTCTGCTTCAGAGGAGACTCTTCTGAAGCTGCTGCCAGTGATCAAAGC
CTCCAACAAAGCTCTACTGAGTCGCTGTAATCTGTCAGAGAGAAGCTGCATAGCTCTGTC
CTCAGTTCTCAGGTCTCAGTCCTCCAGACTTGGAGATCTGGACCTGAGTTACAACAACCT
GCAGGATTCAGGAGTGAAGCTGCTGTCAGGTGGACTAAAGAGTCCAGACTGTAAACTGGA
GACTCTCAGGTTGAAGGACTGCAGTTTGTCAGAGATCAGCTGTAAATCTCTGGTCTCAGC
TCTGAAGGAAAACCCATCCAACCTGACAGAACTGGACCTGAGCTACAACAATCTGCAGGA
TTCAGGAGTTCTTCATCTGTGTGGTTTTCTGGAGAGTCCAGACTGCAGACTACAGACTCT
GAGACTCCTTTAAAGCGCGTGCAGGAGAAGCAGCCGTGCACGCTCACATGCACTCTGAGT
CCTGCTGTGTTTCAGCAGATGCAGCTGAGAGTCCAGCGGCTGATGTTTGTGAGCAGACAG
TGACAGAGTCATGCTGCAGCTGGATGCTGCTCTGACAGACACATCCTCCACAAACATCCT
CACCTTTTCATCCACAAACATCATCACATCATCCATCAAAGCTCCCAGCAGCTTCTGACT
CTTCATTCAGAGCTGAAGTCATGGATCAGGGATCAATGTCCAACATTTGCTGCTGACTCT
TCCTCATCACTTCCTTCTTCTCTCTGCTTTGATCTGTTGGAGCTGAAAGTCTCTGCTTGA
AGGGCTGCAGCAGAGAAGGACTGGAAGATCATCTCCTGAAAACTGGGAGGAAGACTTTCC
AGCATCATGCTGTGGCATTGCCAGATA
>CL181Contig8
AGAAAAAGGTTCTCTCTGCTGTGAGTCCTCATGTGTAATTTGAGATAAGACATTTGACTA
AAACGTTTATCACATTCTTGACAAGAAAATGACTTCTCAGCTGTGTGAGTCACCATGTGT
CTTTTAAGATTAGATTTTTCACTAAAACTTTTATCACATTCTTTACAAGAAAAAGGCTTC
TCGCCTGTGTGAGTCCTCATGTGTGTTTTGAGATTAGATATTTTACTAAAACTTGTATCA
CATTCTTTACAAGAAAAAGGCTTCTCTCCTGTGTGGGTTCTCATGTGTGTTTTGAGACTT
GATATATGACTAAAACTTGTATCACATTCTTTACAAGTATAAGGCTTTTCTCTTGTGTGA
GTTCTCATGTGTTCTTTGAGACTTGATTTTTTGCTAAAATCTTTACCACATTCTTGACAA
GAAAAGGGCTTTTCTCCTGTGTGGCTTCTCATGTGAAGTCTAAAATGGGACAAGTAATCA
AATGTTTTACCACATTCTTCACATACATGCAATCTTTCATCAGATTTAGTTCTCTTGTGA
ACAGAAACATTGTTAGCAATTTTTATTCTTTTATCAGACTTTACATAGGTATGTCTCGCT
TCTTTTGGTAATTGTTTGTGTTTCTTAACTAAAGTCACCGTCTTGGGTTTTTTTCTAACA
TCAGTGTCACATGAACGTTCTGACAGATAAGAGCTGGGCACATTTCGGAAACGATTACTG
TTTCCTTTCTTTCTCTGATCTTTGTTCTGTGGATCTGTCTCTTCATCTGTAGTTGATGTT



GATTCTGTCTCTTCATCTGTAGTTGATGTTGATTCTTCATGTTGGTTTCCTTCTTCATCC
TGACTATCAGTTACATTTAAGCTCTGCTGATTGTTTAGATCTGCTTCACTGTTTTCATCT
TCATCATAAGTAGGAATCTCCATCAAGGTATCAGTCTCCTGCTTCAGATCAAGCTGATCA
TCATGACTGATGAAAAGTTCTTCTGGTTCCTCTTTAAACTGTGGAGGTTCTAGTTCTCCA
TGTTCATCTTTAAACCGTGGAGGTTCCGGTTCCCCCTGTTCCACTCTTAAATTCCTCTGC
TGGTTCCAAAGATCCTCTTCATTTACATAATGCTGAGGGAGGACTATGTGGTGTAGCTGC
AGCTGTGGTTTCCAGATGACATCCAGCAGTCTGCGCTGACGACAGAGCTCTTGCTCGTAC
TGGACGATGGTTCCTTCACAGAGTCTGCAGATTTCTTCAGCAGCAGCAGCTAGTCGCTCG
CTGATCAACTCTCTCAGAGACTGAAGGGAAGACATGGTTCCTGCTCCGATCTTCAGCTCC
AACTCCCACAAACACCGCCGTCCTCTTCACTGCAGCTCCGATCGATCATCTGCTAGTCTC
ACAATCACAGAAAAAAGGTCCAAACAGAAACTTTTCTCCTGTTTGGAGATTTTCCTGAAA
GTTCCTGTGATCCTGCAGGAGTCAGTTCTGCTCAGCCTGCAGAGCAAACAGAAAACCCCC
GGCCATAAGGCCCGGGTTAAACGGCGCGCTCAGAGAC
>CL181Contig9
CTCATGTTTCACTCTACAGTTCCTCTGCTGGTTGCAGGGATCCTCTTCAGTCACACAATG
CTGGGGGAGGACTTCTGACAAGTGACTGATGCAGAGTTCTCCTGGTTCCTCTTTAATCTG
TGGAGGTTCTGGTTCCTGCAGTTCCTCTTTAATCTGTGGAGGTTCTGGTTCCTGCAGTTC
CCCTTTAATCTGTGGAGGTTCTGGTTCCTGCAGTTCCTCTTTAATCTGTGGAAGTTCTGG
TTCCTGCAGTTCCTCTTTAATCTCTGGAGGTTCTGGTTCCTCCTGTTTCACGCTGAAGTT
CCTCTGCTGGATGCAGAGATCCTCCTCTTCAGTCATCCAATGCTGGGGAAGGACTGCAAT
GTGTAGCTGAAGCTGCGGGTTCCAGCTGATATCCAGCAGTCTGCGCTGACGACAGAGCTC
CTCCTCGTTCTGGACGATGCTTCCTTCAGCAGCAGAAAGTTGTTCTCTGACAGAACCTTC
CTGAGGTTCTGAAGACATGGTTCCTGCTCCGATCTTCAGCTCCAACTCCCACAAACACCG
CCGTCCTCTTCACTGCAGCTCCGATCGATCGATCATCTGCTAGTCTCACAATCACAGCAA
TCCACGTTGTCTTTCCGTTCAACACTTCTTCACTCATTTACGACACTTTGGAAAATGCTG
AGAGTTCCCACACGAACCACGTATCGTCCTTTCTGTCCAAAAACCTCACAAACGTCCCAA
CAAAACACAGCCGTCCTGTCAACACAGGCTAACGCTGCTAGCCTGCTAACAAGCTACCCC
GGCCATAAGGCCCGGG
>CL181Contig10
CCCGGGCCTTATGGCCGGGATCTCCACACCACTCTAGAACCATCTAGAACAGTATTATGG
GATGTTTTTCAGCTGAATCACTGGGATCCATCTTCATGTTATCATCAAAGTGATCGTGTC
AGATGAAATCTTTCCTGTTTGAAGGAGTTTCCTTCATGTCACAATAGGATCCCAGATCTC
CCATCAGGCCTTGCAGCTCCTGACTTTGTGATGAGTTCCTGCAGAAACTCTTGGAAATCT
CATGTTGATTCTCTCCCAGTTGACATCCATGGAGATTTTCACTGCTGTTGTTCAACTGTA
GAGTTTGTCACAGACGCTCAAACTCATGAAGAGTTCAGCTGGAAGTTGAGAACGAGGCTT
TGAAACCAGCAGCAGTTTGAGTCCATTCTGATGTTCCATTCAGGTTTCTGCTACAACAAG
CCTTTATTTTGAAAGAGCCAGTGGGGCAGAAACAATAGAAGGAGGAGATTACCAACCCCC
CCTGGAATGTTGCCCCCTGTGCAGTGGACTAGTGGGGGCAGGGACGGCTGAACCAATCAC
AGAAGACTGTTGCAGTTTTCCCTCCAAAAGTCAACCAATCAAATGTTGTTGTTTGGATTC
TTTGTCTTGAAGTTTCACATGTGGAAGCTTCCAGAGTCTTTTCTGTTCTGGTCTGCAGGC
TGAGCAGAACTGACTCCTGCAGGATCACAGGAACTTTCAGGAAAATCTCCAAACAGGAGA
AAAGTTTCTGTTTGGAACTTTTTTCTGGGATTGTGAGACTAGCAGATGATCGATCGCGAG
CTGCAGTGAAGAGGACGGCGGTGTTTGTGGGAGTTGGAGCTGAAGATCGGAGCAGGAACC
ATGTCTTCAGAACCTCAGGAAGGTTCTGTCAGAGAACAACTTTCTGCTGCTGAAGGAACC
ATCGTCCAGAACGAGGAGGAGCTCTGTCGTCAGCGCAGACTGCTGGATAGCAGCTGGAAC
CCGCAGCTTCAACTACACATAGTTGTCCTCCCTCAGCATTATGCGAGTGAAGAGGATTTG
TGCAACCAACAGAGCAATTTAAGAATGGAACAGGGGGAACCAGAACCTCCACACATTAAA
GAGGAACTGAAGGAACCAAAACCTCCAAAGATTAAAGAGGAACTGAAGGAACCAGAACCT
CAACAAATTAAAGAGGAACATGAAGAACCAGAAACCTCCACAGATTAAAGAAGAACATGG
AGAACCAGAAACTTCACAGATTAAAGAAGAACATGGAGAACCAGAAACTTCACAGATTAA
AGAGGAACTGCAGGGGACCAGAACCTCCACAGATTAAAGAAGAACTGCAGGAACCAGAAC
CTCCACAGATTAAAGAGGAACAAGTGGAACAACAACTTCCACAGATTAAAGAGGAGCTCT
TCAGCCAGGATGAAGAGAAGCTTGATCTGAAGCAGGAGACTGACACCTTGATGGAAATTC
CTACTTATGAGAAAGATGAGAACAGTGAAGCAGATCTAAAGAATCAGCAGAGCTTTAATG
TAACTGATAGTCAAGATGAAAAAGGAAACCAACATGAAAAATCAAAATCAACTACAAATG
AAGAGACAGACCCACAGAACAGAGATCAGATGTGTTTTATTTTTTTATTTCCTCTCAAAA
CAAACATGACACATACAAGAAAAAAGGCTTTTCCTTGTAAAGAATGTGACCAAAGTTTTA
AGTGTAAATCTCTTCTCCAAAACACATAAGAATTCACACAGGAGAAAAGCCTTTTTCTTG
>CL181Contig11
TCAAGGTATCAGTCTCCTGCTTCAGATTAAGATGATCTTGATCCTGACCAATGCATAGTT
CCCCTGGTTCCTCTTTAATCTGTGGAGGTTCTGGTTCTTCAGACTCCTTTTTAATCTGTG
GAGGTTCTGCTTCCTCAGGTTCCACTCTGAAGTTATTCTGCTGGTTGTTTAGATCTGCTT
CACTGCTCTCATCTTCCTCATAAGTAGGAATCTCCATCAAGGTATCAGTCTCCTGCTTCA
GATCAAGCTGACTGTTGTAGAACCCTTCTTGCTCCTTTTTAATTGGAGATGGTTCTGGTT



CCTTCGGTTCCTCTTTATTATGCGGAGGGTCTGGTTTCTCCAGTTCAATTCTGAAGTTCC
TCTGCTGGTTGCATTGATCTGCCTCTTCAGTCATCCAATGCTGGGGGAGGACTATGTGGT
GTAGCTGCAGCTGTGGTTTCCAGATGACATCCAGCAGTCTGCGCTGACGACAGAGCTCCT
GCTCGTACTGGACGATGGTTCCTTCACAGAGTCTGCAGATTTCTTCAGCAGCAGAAGCTA
GTCGCTCGCTGATCAACTCTCTCAGAGACTGAAGGGAAGACATGGTTCCTGCTCCGATCT
TCAGCTCCAACTCCCACAAACACCGCCGTCCTCTTCACTGCAGCTCCGATCGATCATCTG
CTAGTCTCACAATCACAGCAATCCACGTTGTCTTTCCGTTCAACACTTCTTCACTCATTT
ACGACACTTTGGAAAATGCTGAGAGTTCCCACACGAACCACGTATCGTCCTTTCTGTCCA
AAAACACCATCGTCAACAAAACACCACCGTCCTCTCAACACAAGCTAACGCTGCTAGCCT
GTTAACAAGCTAACGCTGCCAGCGCCTCGTGCTGTTCTTCTTCTTTGTTTGGCTAACAGC
GTCATGGTGCTTTAGCGCCACCAGCTGGTCCCCGGCCATA
>CL181Contig12
TATGGCCGGGGAAAGAAGACAGCACGAGGCGCTAGCAGCGTTAGCTTGTTAGCAGGCTAG
CAGCGTTAGCTTGTGTAGAGAGGACGGTGGTGTTTTGTTGGGACGTTTGTGAGGTTTTTG
GACAGAAAGGACGATACGTGGTTCGTGTGGGAACTCTCAGCATTTTCCAAAGTGTCGTAA
ATGAGTGAAGAAGTGTTGAACGGAAAGACAACGTGGATTGCTGTGATTGTGAGACTAGCA
GATGATCGATCGGAGCTGCAGTGAAGAGGACGGCGGTGTTTGTGGGAGTTGGAGCTGAAG
ATCGGAGCAGGAACCATGTCTTCCCTTCAGTCTCTGAGAGAGTTGATCAGCGAGCGACTA
GCTGCTGCTGCTGAAGAAATCTGCAGACTCTGTGAAGGAACCATCGTCCAGTACGAGCAG
GAGCTCTGTCGTCAGCGCAGACTGCTGGATGTCATCTGGAAACCACAGCTGCAGCTACAC
CACATAGTCCTCCCCCAGCATTGGATGACTGAAGAGGAAGATCTCTGCAACCAACAGAGG
AACTTCAGAGTGGAACAGAAGGAACCAGAACCTCCACAGATTAAAGAGCAACAGGAGGAA
CCAGAACCTCCACAGATGAAAGAGGAACCAGGGGAAATCTGCATCAGTCAGGATGAAGAT
CAGCTTGATCTAAAGCAGGAGACTGATACCTTGATGGAGATTCCTACTTATGAGGAAGAT
GAGAACAGTGAAGCAGATCTAAACAATCAGCAGAGCTTTAATGTAACTGATAGTCAGGAT
GAAGAAAGAAACCAACATGAAGAATCAACATCAACTACAGATGAAGAGACAGACCCACAG
AACAGAGATCAGAGGAAGAGGAGGGACAGAAGTCATGTCCAAAGTGTGGACAGCTCTCAC
ATGTCAGCAGCTAATCCGACTAGCAGGCTAGCTGCTGCTGCTGCTGCTGCTGCTGAAGAA
GTATGCAGACTCGGTGAAGGAACCATCGTCCAGAGCGAGGAGGAGCTCTGTCGTCAGCGC
AGACTGCTGGATGTCATCTGGAAACCACAGCTTCTGCTCCACCGCATAGTCCTCCCCCAG
CACTGGAGT
>CL181Contig13
TTAACCCGGGCCATTTTTCCGGGGAGCGTTAGCTTGTGTTCAGAGGTCGGTGTTGTTTTG
TTGGGACGTTTGTGAGGTTTTTGGACAGAAAGGACGATACGTGGTTCGTGTGGGAACTCT
CAGCATTTTCCAAAGTGTCGTAAATGAGTGAAGAAGTGTTGAACGGAAAGACAACGTGGA
TTGCTGTGATTGTGAGACTAGCAGATGATCGATCGGAGCTGCAGTGAAGAGGACGGCGGT
GTTTGTGGGAGTTGGAGCTGAAGATCGGAGCAGGAACCATGTCTTCAGAACCTCAGGAAG
GTTCTGTCAGAGAACAACTTTCTGCTGCTGAAGGAACCATCGTCCAGAACGAGGAGGAGC
TCTGTCGTCAGCGCAGACTGCTGGATAGCAGCTGGAACCCGCAGCTTCAGCTACACATTG
CAGTCCTCCCCCAGCATTGGATGACTGAAGAGGAAGATCTCTGCAACCAGCAGAGGAACT
TCATAGTGGAACAAGAGGAACTAGAACCTCCGCAAATAAAAGCGGAACTGCAGGAGCCAG
AATCTCCACAGATTAAAAAGGAACTGCAGAGCTTTAATGTAACTGATAGTCGGTATGAAG
AAGGAAATCAACATGAAGAATCAACATCAACTACAGATGGAGAGACAGACCAACAGAAGA
GAGATCAGAGGAAGAGAAGAGACAGAAGTCATGTCCAAAGTGTGGACAGCTATCACATGT
CAGCAGTCCTACCCCAGCATTGGGTGACTGATGAGGATCTCTGCAACCAGCAGAGGAACT
TCAGAGTGAAACATGAAGAACCAGAACCTCTACAGATTAAAGAGGAA
>CL182Contig1
ATGACTTTCTGTGGTTTATTCATTTTTGGCTTATTCAGGATAAAATGACTCAGCAATAAC
GTTGCTTTGCGTAATCCCTTTAGTTGGAAGCAACCGTCTGGTCGATCCAGTTGCGGAGGT
AGGACACACGGGAGTAGACGGCGGGGGCATACACGTTGCAGTTGGAGGTGCCCCATGAAA
CAATACCCACCTGGGTCCACACACCCCCAGCCTCACAGACCAGAGGGCCACCAGAGTCAC
CCTGACAGGAGGAGACTCCAGAGGCACCAGCGCAGATCATGGCATCAGTGATTTTGCTGT
AACCCCAGTAAGCCCTACACTGATCAGGGCTCATCAGAGGCAGTGCAGTCTGCTGGAGGT
AGCGAGGGGTTGAGGTTTGTCCGGTCCTGCCCCACCCAGTGGTGACACATTTGGTTCCAG
AAGGGATGCTGGAGCTGGAGGAGGCCAGGCAAACTGGAGAAACACGGGCCGTCAGCTGTG
CTGGCGAGGACAGCTTCAGCAGGGTGATGTCATTGTTGAAGTTGTTGGCGTTGTAGTAGG
GGTGAGTGATGGCCCGGGCAATGTTCTTGACCTGGATCTGCTCAGTGTTGTACTGACGAT
CGTGCTCTCCCAGAATCACATAGTGACTTGTTGGAGACACACGGCAGTGAGCGGCAGTGA
CCACCCAGTACTGACTGATCAGGGAACCTCCACAGAAGTGAAAACCTCTGCCATCCTGAA
GTGAAACCTGCCAGGGCCACGACCCAGACACAGCGTTCTCCCCATTTACGATCTTATTGT
ATCCACTCACTTGGGGCTTTATACTGGGCACTCCACACCCCAGTGCAGAGGCCACAAGAG
CCAAACAGCTTATGAGCAAGAACATTGCTGAGACTGCGGTGTTGCACTTTCCTGTGTGTA
TGTGTGTGTAGGCCAA
>CL183Contig1



TTGATGAATCAAGGGGGAGAAAAAACAGAAGGGCATGAAAAATGTTCAAACTGAATCTTC
TGGAGAGATCCGGTGTCATTTAGCAGCCTTTTCCCATCATGCCCTGTTCTTGGGAGGGGC
AGGGCCTGGTTGCCCTCTGTGGTTTGAAGCCTTTTTGAGATGTTCCATCTTCTTATTGTG
TTTTTCTTTTCTTTCCTTTTTTTTTCTCCTTCTGTTTCGTTTTCTAGTGCTGTGCTGCGA
GACAGTTTCTCCTCTAGGAAGGAGCACACACAGTGTGAAAGAGAAAAAAGGTTGACCTTT
CGTTCTAAAACTAGCTCAGGAAACATAAATCATGTGATCAACAAAATAAAAAATAAAAAT
GCACAAGTTTTAACTTATTTATCTATACTTTTTATACTACAGTAGTTATAACTCTTGGAG
TCTTTCCGTTGTTTCTTTTTTAAATCTTCCGGAGTGATAATATTATGTCACACAAAAGTG
TATTGAACGTGTTTACGATGGCGTGTTGAGTGGGTGTGTGAAACGTGTTTTCAATGTGTG
CGTCTGTCCATTCCTCGCACACATGCTCATCAAAACATCTTTTGATGATCTTTACCAAAA
GCTGAAGACTTTACAAAGTGTTTCTGCCAGCTTGGTCCTTCTTTTGGATGAAAGTAACAA
AATTGACAAGTTTCTTTAAAAAAAAAAAGTATCACAGCTGACTGGAATTCTGCTTCTTTA
AATGTCAAATTCTGCTCAAAAGGGTTTGCTTTGATTCTTAAAAATAGTCTCAAAATAGGA
TTTGTCAGGCTGCTTTGTTTGTTTTTTCCGTTTTTTTCTTTTTTTTTCTTGTTGTAGCTC
CTGTTGTGGTAACAAAGTTCCCTTATTCTATTGGGCATGGATGTCCATGCCTTGTCCTCC
AGTACTGGGGTCAATGGGAGTGAGCAAAGGGGGCCTCTGTGCAGGCATGGGCATTCCTGG
GTGTGACGAGGGTCCTCCGTGCATTAGCATGGCGTGGTGGGAATGGTGGGCATGATCTGG
TAGGTACCCACGGAGAGGGGGTCCGTGTCGAAGGTGGGCGGGATGAGAGGTCATCTGATG
AGGGTTGGCGTAAGTGTGTGGGGCCATGGTCATGCCGATAGGACTGTTCTGAGGTACGTA
CTCCCCTGGCATGCCTGGCAGACTTCCCCCTTTTTCTTTGCGTTACAAGATGGAGGTTAC
ATGTAGTGCCATTGCCCATCCATGCCCATATTCATCCCCATTCCACTCATAGGCCCAGCT
GGTCGGATCCCCATGTGTTGCTGGCCATCCAGCACGAAGCTGCCCATTGGCTGGCCTTCT
GGACTGTACGCTGCTCCTTGACTCACTGCTCGATTTGACTGGTCGATCATGGGTTGTACT
ATTCTTCTCCTGGCATTAATAAACCAGTTGTTTACTTGTAAGATGGTGAGGCCCGTGTCT
TGGGCTAGCTGCTTCTTCTGCTCTTCAGAGGGGTATGGGTGCGTGAGATGCTGAAACAGC
CACGCCCTCATGATGTTCGTGGCCACCTTTGGGAAAATGCCCCGCTTTTTCTGCCTCTTC
TTATCCTTGTCTGGATCATCGTCGTCTCCTGTGCCAGGCGATGCCACGCTGTTGTCTAAG
CCATCTCCTTGTTCACTGCTGTTGTCACCACTCTGTGAAGCGTGTCCCCCACTGGAAGGC
CCTGGTGTGCCGGCTGAGTGTGTGGAAGTGGCGTCATCGTGGTCTCTCCAGGAAGCTGGG
TTGTGATCTGCGAGATTAGTCGATGATCCTGAAAGTTCTTCATGGTCTGACTTTGAGCTG
CCATCTCGTTCATCAATGACTAGATCTATTGGCATTTTTCCTTTCAAACAGCTGATGTAC
CGGTGGCAAAAATTGTCGCAAAGCTCGTGCACCTTTTCTAGTTCCAAGAGGTGAAACCTT
AATACTTGTATGGCTTGTATCATCAAATTGTCCAACTCTGGATTTGATGAAAATAAAGGT
TTTTCTGCTCGAACCTGTTTGGCAAAGACTGCAATGTCTTCATTGAATGAGTCTGAGGAG
CAGACGTCGCCGCCTGCTACGCCCGGCTCCCTCGGAGTACACGTCGCCAACTCGCACTTC
TCAAAAACCAGTGCGAGCAGTGGGAATAAAGGGTGACCATAAATTTGATCTTTATCCCTC
TTTAAAACGTCGTTGACAGCAGAGCCCATGCTGGTGGGCATAACGTTCGGGTGAGGAGCG
TGGGCTCCGTAGTGCTGGCTGGCGTGCAGCGGCGGTCCGTGGTTCAGGTGGTGGACCTGG
GGAAGCGGTCGGGGAGCGTGCGGGTCCCCGTACATCGACGTCGGGACTCCATCCATCCCA
CCGTAGTGAGCCAGCTCATCGTACCTTTGCGCCATCAGGCTGCGCTCCAATAAACTCCCG
AATATGTCCGTATATTTAATATCCCAGTCCCAGTTAGAGAGTGATTTAGAGGCAAGATTC
CTTCTCAACCAACTTTGCGAATTCTCCTATTCGCCTCTGCGGCTCAGTTGGTTTCGTAGC
ATCGAAGAGTTTTGCAAATTTTCTTGTTTTACTCTCTTTCCTCGGAAAAAAAAGAAAAGA
AAAAAATGCGCCAACGTGAAGGTTACAATCGGCCCATCAACAACCTGCATGTAACTAAAC
TGTCGTGTCTCATGGCTTTTTGCCACTCCAGCTGTCAATCAAAGCCAGAGGTTGTCAAGG
TAATGAATGAATGACGGTCGGTGATGATGTTCAAGAGAAGGACGAATCTTTTTAGTCCGA
TTTCATCCCGCAAGTCCGCGTCTCCTTTAATGCCTCCAGATCGCTATCTTGTTTTATTAT
CGCCGTAAAAAAAAGTAGAAGAAAGCAGTAGAAATGAGAAGATGGCGATTCGGATCTCTC
CTTTCTTCCCCCCGTAGGTATTTCGTCTATCTGGCGAGACTGAGATGAGTGAGTGTCAGC
GAGTGTTGGCAGGTTGGCTGCTAGCTTGCTTATAGAAACCAGAGTCAGTTCGCAGCGCTG
AGCGGTGGGCGAATCTAG
>CL184Contig1
CGGAAAAAGCTGTCACAAAGGAGACTGCAAGATGTCGGGTGAAGTGTATCTGCTGTGGCT
TCTTTCACTATTCCAAACGCTCCTCTCCTGTGGAGCCGAGCTGTCGTCTGAGGCCTGCAG
GGACCTGGGTTTCTCCAGCAACCTGCTGTGCAGCTCCTGCGACCTCCTCGGGGAGTTCAG
CCTGACGAAGCTGCAGCCAGACTGCGGGCGGTGCTGCCAGCAAGAAGCACAGATGGAGGG
ACGCAAGCTCTACCCAGGCGCCATCCTTGAGGTGTGTGGATGAAAATTGGGGAGGTTCCC
TCAAGTCCAAGCTTTTGTCAGGAGCGAGAAGCCTAAGATCTTCAAGGGTCTGCAGATCAA
GTATGTGAGAGGCTCCGATCCTGTTCTCAAGCTCCTGGACGATAACGGGAACATTGCTGA
GGAGCTCAGCATCCTCAAGTGGAACACCGACAGCGTCGAGGAGTTTCTGGGTGAAAAGTT
GGAACGCATATAAACAAAAACAAACTTTTTTTTTGTCACCTAGTTTGTTTGTTTTCATGA
ATTACAAAAATGTCCCAAAGAGGAAAACTCTGGATTTTCTTTCCGATCAGCCGACTGTTT
TCTTACGTTTTTGTCCAATGTGGAACGATGTCTCTAAAGTCTCTGCTCCATATGAATTTA
TCCATGTTATATTTTTGTGAAAATTTGACCAAATTAGTTTAGTGGGGGCCTGACGCGTCC



TCTCAGGAGATCATTTTCAATGCAGTTCTGGAGAAGCAGTGTTTAATTTTCTTGTCTGAT
CATTTTTGTAACGCTCAGCAGGTGGAGACGTAACGCTCCGTCCTGTTCCTCCGCAAACGC
AGGCCTCTGCAGGGGCACACATGTGTGAAGACTTCACAAGAACCCTGATGGAGTGTGAAC
TCTGATGTTTACTTTGTGCCTTTCTGCTCGGTCTGCTTTGAAGAGAAACTGGATTATTGC
TGATATTCCCGAAGTTGATTGATGGCATAAATATGCAAAAATAAAACTGTTCTCTCTTAA
ATGAAAAAGGGAAAAAAAAAAAAAAAAAAAA
>CL185Contig1
ATTCGGACCGTCATGGCTGACGGATTCTGGCATTTGGGAAGAGGACGTGTCTCTGTGGGA
TGGCAGGGCAGCCTGAATGCACTGAAAAGCTGGCCTGAACCCCAGACTCCGAGGAGGCTC
CGCAGACGTTCTGCTTTCAAGCCTCCTCTTCATTCAACCTGCCCCCTTCATTTACCAGAA
ACTGCCCTACATGGTGTCTAAAATCTACCGTGCACCTACTACAATGAAATCACCTAATTA
AAAAGGTCTTGGGTGTAGAGTTTGAGCAGGAAATTGCGGATGTCAGTTCGGACCGTGGAC
ACGTTGACGCTCGGGTGCCACCTCATCACGGGCTTCCCCTCAGGTCCCACCAGAAACTTC
TCAAAGTTCCACTTGATGTCGCCGATCTTTAGGGGCTCCCAGAACAGCCTGTCGGTGTTC
CCAAAGTCCTCCCCGACGGGCGGGCAGCTGCCTTTAAGGAATGTGAAAACGTCCTGCTCA
TATTTTCCGTTCACGTCTCCTTTATTGAACAGCAGGAAGTTTGGAACAAATCCATTGCCC
GGTCTGACATGCCTCAAGCCTGGAAGGATTTCATGGTTTTGTCCTGGTTCCTGCTTCCCA
AACTGATTGCAGGGAAATCCAACGATGGTGAAACCAAGTGGTTTCAGCTCCTCGTGCAGT
GCATTCAGTTCCACATACTGATAGGTGTATCCTCAGTATGTGGCAACGTTGACGAAGAGC
ACACTTTTGCCAATGTAGTCACTAAAGTTGACAGTTTGGCTGCCATTTAGAGTCTTAGCG
TGGTATTTGTAGATGCTGCCATCAGTGGATGAGTCACACTTCTGAGTGAGCGGGATTCCA
TGAGCCATGGGCCGCATCATCATCATCATCAGCAGCAGCTGTTGCGGCAGGAAGTGGAGC
CTCATCCTACCGTTCCTCTCCGACACGGTGACCGCTGTCTTTGTATGTCTGAAAGCTTCT
CCCCTCAGGAGAAATCTAGTAGG
>CL186Contig1
GGTCTTCCTCTGTGCGCCGTCTCTTTCACCGAGAAGACACCGGAGGAGGACTGCAGCGAT
GTGCACCAGCGTTCAGCCCACCGAGTGGACCAGTGATCTCAAGAATCAGAATTTTGATGG
CATCGTCTTGGTGGCACAGAGCCACGAGTCCCTCCCCACTAAGCTGGAGTCCCTGAAGGC
CCCTCTGCAGGACTACAACTCTGTGGACTCTGGCTTGGCAGAGGACGTGGTGATCCTCAA
GGTTCCTGGTCTCCCTGGTAACCGCCTCGTGTATTCCTCCACCGGCCCTGTGAACCGCGA
CTATGATGACGCCAGACGTTTCAGCGACGCAGCATTTAACGGCATCAAGCGAGCCCTGAA
AGCTGGCATGCAGCGGCCTCTGCTTGTGTGTCCCCCACACCGGGATTACAGCAGCAGCCC
CTTGGTGGCTGCTCTGGGGGCTCTTCATGCTCTATACATGCCACTCGAGTTGCGGGAGAC
AAAGATCAACGCATCGCAGTACAAGGTGTGCGTCCTGGGGCTGTGGGCCGAGCAGGAGGC
CGAGGGAAAGAGGCTGGTGGAGCTGGCGAATGCTCTGGAGAGCGGGAGACTGGCTTACCG
CGACATTGGCGGCTCGGACCCCGAACGCATGGCTGCTCCTCGCGCGGCTGAATATGTGCA
GGAGCTGTTCAAGAACAGCCCTGTGAAGGTGGAGGTGGTAAGTGACCTGAAGACATTGGA
GAAAGAGTATCCATGCCTGGCTGCAGTTAACCGCTGTGCAAACATCGTGCCTCGTCACCA
GGCCCGAGTCATCAAGCTGCAGTACTGTGGGGAGGGACCGGTCCAGAAGACGCTCATGCT
GGTTGGAAAGGGCATCACTTACGACACAGGAGGAGCAGACATCAAGGCTGGAGGCTTCAT
GGCCGGGATGCACAGGGACAAGTGTGGAGCTGCAGCTGTTGCTGGGTTCTTCCAGATTTT
AGCTCACCTGCAGCCAAAGCATCTGAAGGTTGTTGGCTCGATGGCCATGGTGAGGAACAG
TGTGGGTGCAGACTGCTATGTGGCTGATGAGCTGGTGGTGTCCCGCGCTGGTCGCAGAGT
GAGGGTGGGAAACACCGATGCGGAGGGACGCATGGTGATGGTGGACCTGCTCTGCGAGAT
GAAAGAGAAGGCCCCGCGGGAGATCTCCCCTCACCTGTTCACGATTGCCACTCTGACCGG
TCACGCAATCCGAGCCATGGGGCCCAACTACTCTATCATCATGGATAATGGGCCAGCTCA
TCGCAGTGGGAACGCCGCTCAGTGGCAAAAAGCTGGAGAGGTTCTAGGTGATGTGTTTGA
GGTCTCCACGATCAGACGGGAGGACTATGAGTTCCACAAGGGCAAGTCTGAGTATGAGGA
CATTCTGCAGGCCAACAACCTGCCATCCTCCGCTACGCCTAGAGGACATCAGAGCCCCGC
TGCTTTCCTCATCATGGCCTCGGGACTAGACAAGCATGGTGTAGATTCTGACACCCCTCT
GCCATACTCCCACATTGACATTGCTGGGTCCAGTGGTCCTTTCCCGGGTGTTCCAACAGG
GGCTCCTGTGCTTGCCATGACAACCAACTACATCCTTAAAGATGGTCTGAATTAAAAATC
TGAAAAGGCAAAGTTGTATTTTCCAAGTACAGTATTACAAAAAAAAAAACTATCTTTAAC
ATCACAAATGGTTATTTCTCCTCCTTTGTTTACAACTTTAAGCTCTCTTCCTGTCAAAAG
CCTGTTGGTTTGCTTAAATGGGTTATATACTCAGGGGTTGCTTACAAAAACATTTCATTT
TGTGAGCATTAAAAGTATTTGGAAAAAGCTTCTTTTTTTTTTAAACTTCCTGTTGTTCGT
GTCACATCAAGAACTGCACATTGCCTAATAAAGGTTTTTA
>CL186Contig2
GTGACACGAACAACAGGAAGTTTAAAAAAAAAAGAAGCTTTTTCCAAATACTTTTAATGC
TCACAAAATGAAATGTTTTTGTAAGCAACCCCTGAGTATATAACCCATTTAAGCAAACCA
ACAGGCTTTTGACAGGAAGAGAGCTTAAAGTTGTAAACAAAGGAGGAGAAATAACCATTT
GTGATGTTAAAGATAGTTTTTTTTTTTGTAATACNGTACTTGGAAAATACAACTTTGCCT
TTTCANATTTTTAATTCAAACCATCTTTAAGGATGTAGTTGGTTGNCANGGCAAGCNCAG
GANCCCCTGTTGGAACNCCCGGGAAAGGACCNCNGGACCCANCAANGTCAATGNGGGAGT



ATGGCAAAGGGGTGTCAAAATCTACNCCANGCTTGTCTAGNCCCGAGGCCATGATGAGGA
AAGCANCGGGGCTCTNATGNCCNCTAGGCGTACCGNAGGATGGCAGGTTGTTGGCCTGCA
AAANGNCCNCATACNCAAACTTGCCCTTGNGGAACTCANAGNCCNCCCGNCNGATCGGGG
ANACCTCAAACACATCACCTANAACCTCTCCGGCTTTTTGCCACTGAGCGGCGTTCCCAC
TGCGATGAGCTGGCCCATTATCCATGATGATAGAGTANTTGGGCCCCANGGCTCGNATTG
CGTGACCGGNCAAAGNGGCAATCGTGAACAGGTGAGGGGANATCNCCCGCGGGGCCTTCN
CTTTCATCTCGCAAAGCAGGTCCACCATCACCATGCGTCCCTCCGCATCGGNGTTTCCCA
CCCTCACTCTGCGAC
>CL187Contig1
GCCAAAATTTACTATATGTTTCCTATCTACTTTTATATATTAGACTTCTAAATGGTTGAA
ATATAAAAATACTACGCAAAATAATCATATATATATAAATATTTGCCTAAAAAAGGTGTG
TGTGTGTTTGTGGCGAAAGTGGCGTAAGTTTGCAGTTAATGTAAATTACTGACGTTGTGG
AGCGACACGTCAACCACACGGAAGAACTGCGCATATCCAACCAGCCACTGTATTGGTGCG
TCGAGGGCTGCGGTTTAAGCAAAATGGGTGGATTCTTCTCCAGTCTCTTCTCTGGCCTCT
TCGGCACCAGGGAGATGCGGATCTTGATCCTGGGTTTGGACGGTGCTGGAAAAACCACAA
TCCTGTACAGACTGCAGGTTGGAGAGGTTGTCACGACGATCCCAACCATCGGCTTCAACG
TGGAGACGGTCACGTACAAGAACCTGAAGTTCCAGGTGTGGGACCTGGGGGGTCAGACGA
GTATCAGGCCCTACTGGAGGTGTTACTACTCAAACACGGACGCCGTCATCTACGTGGTGG
ACAGCAGCGACCGCGACCGCATGGGCATCTCCAAGTCGGAGCTGGTGGCCATGTTGGAGG
AAGAAGAGCTGAAGAAGGCCATCCTGGTGGTGTTCGCCAACAAACAGGACATGGACCAGG
CCATGACGCCCACCGAGGTCGCCAACGCGCTCGGCCTCCCCGCCCTCAAAGACAGGAAGT
GGCAGATCTTCAAGACCTCCGCCACCAAGGGGACGGGGCTGGACGAGGCCATGGAATGGT
TGGTGGATTCTCTCAAGAGTCGGCAGTAAAAAGAAGGAAAAGCCGGCTGTTCTGTACATA
CTCCCGACCTTTGACCCCGTGTGAAGCCTTGCTTTGGCCCCTCCTGCGTCGTTTTCTCTT
TGGACCGGGGGATGGCCTCCTGGGAACGCCTGAACCGACGCCTGCAGAAGCTGCTGACGG
GTTTCCTCCCGGAAATCAAACCCGCGGCCGCAGGACTTGGTGGCATCAGGAGTCTAAAAA
TGTTGTTTCTGTGAGGCGGCGACTTTGCCAAATTAACTTCAGAGTGAGCACCGGTTTCCT
GCAGCTCTCTGGTTGAACATCTTTGTGTGAGTTTGGGATTCTTCTCTCTTCTTTCCCGCT
CAGGTTTCCGTCATGCAGCTGCAGCGTGTAGAGGAACACTAACGTTGGATCTTTGTGTAT
TTATATCTGCCTGTACAGTCCAATCATTTCTCAGTAAAGAAACGTACGACAAAAAAAAAA
>CL188Contig1
GCACGAGGTTTTTCTTTTCGGAGAGACTTTGCACGCAGACATGCCCCTCGCAAAAGATTT
GTTGCATCCCACTCCGGAGGTGGAAAGGAGGAGACACAAGAAAAAACGTCTTGTTCAGAG
TCCTAATTCCTATTTTATGGATGTGAAATGTCCAGGTTGTTACAAGATCACCACCGTGTT
CAGCCATGCTCAGACTGTGGTTCTGTGTGTCGGGTGCTCTACTGTCCTGTGCCAGCCAAC
AGGAGGGAAGGCTCGTTTGACAGAAGGATGCTCCTTCAGGAGGAAACAGCATTAGATGGA
GAGGACTGTGGCTGCACGTGACGTAGAACTCAATGGACATCAGTGACGCCACCAAAGTCG
TGATGCAGAAAGATGACTTGGGGAGTGTGTGGGGGGGTGAAGTGTGGGGTATTCATCTGT
ACAACTTTAAGAGGTTTTCCTGGTCATGTTGATACTCCCACACTTCACATCTTTTAATTA
TTCTCTTAAATAAATCTGGGGTTCTCCTGATGAAACACTTGCTCATATTTGCTTACAGTT
TTTTTCTTTGTAAAACAAAGATTACTGGATCTAATTTGGCTGATAGAAGGCATCAATCAC
CTTAAAGTGGCTTTGTGATGAAAGATGTATTCAGTTGGCAAAGAGCAGAGCTTTTGTGCT
TTACACTCAAGAGTGATTAACATTTGCAGGAAGTTGATGGCCAAAAAAAAAGCTGATCAG
CCCGAAAGATGTGCGCAAAATGATCGTTGACACTAAATCATTTGCAAGACAGAAGATGAA
TGTTGGCTTTTGTTTTAATGTGTATTCTCAATATGAAAAATCTGTATGTTTTTGTTGGAT
GCCACACCCCTCCAGAGTGCAGCGTAGTCTCAGAAGAGCCGTTGCGTCTCTGCTTGCAGT
TCTCGTGGGTGTGACTTCATGATAATCAAGCCCAGTTATGAATATGCCAGTTCCTGCAAA
CTTCCTGTGGAACTGACGACGTGGGATGGATTCCTGTAAAGCTGCAAAAACAATGTGTTG
CTTATGAAAAGGAAAGTGGAGGAATGTGAATAATTGAGGTTGTGTGGCCTGCAGTCAGTC
TCTCACACCTTGTGTTTGGGCATGTGGGCCATCTGCACCCTGTGTTTGCCACAGGTGTAA
GCAGACTCTTCAGAAGAAGGAATCTAATTTTAACTCTTCTGTCTTTTATCTGAAACACAA
CTTGAAAAATAAAGTGATTTAAACTGCGAAAAAAAAAAAAAAAAAAAAA
>CL188Contig2
CCTTTATTTTTCAGTTGTGTTTCAGATAAAAGACAGAAGAGTTGTTAAAATTAGATTCCT
TCTTCTGAAGAGTCTGCTTACACCTGTGGCAAACAGGGTGCAGATGGCCCACATGCCCAC
AAGCCCAAACACAAGGTGTGAGAGACTGACTGCAGGCCACACAACCTCAATTATTCTCAT
TCCTCCACTTTCCTTTTCATAAGCAACACATTGTTTTTGCAGCTTTACAGGAATCCATCC
CACGTCGTCAGTTCCACAGGAAGCTTGCAGGAACTGGCATATTCATAACTGGGCTTGATT
ATCATGAAGTCACACCCACGAGAACTGCAAGCAGAGTCGCAACGGCTCTTCTGAGACTAC
GCTGCACTCTGGAGGGGTGTGGCATCCAACAAAAACATACAGATTTTTCATATTGAGAAT
ACACATTAAAACAAAAGCCAACATTCATCTTCTGTCTTGCAAATGATTTAGTGTCAACGA
TCATTTTGCGCACATCTTTCGGGCTGATCTGTAAGCAAATATGAGCAAGTGTTTCATCAG
GAGAACCCCAGATTTATTTCAGAGAATAATTAAAAGATGTGAAGTGTGGGAGTATCAACA
TGACCAGGAAAACCTCTTAAAGTTGTACAGATGAATACCCCACACTTCACCCCCCCACAC



ACTCCCCAAGTCATCTTTCTGCATCACGACTTTGGTGGCGTCACTGATGTCCATTGAGTT
CTACGTCACGTGCAGCCACAGTCCTCTCCATCTAATGCTGTTTCCTCCTGAAGGAGCATC
CTTCTGTCAAACGAGCCTTCCCTCCTGTAGGCTGGCACAGGACAGTAGAGCACCCGACAC
ACAGAACCACAGTCTGAGCATGGCTGAACACGGTGGTGATCTTGTAACAACCTGGACATT
TCACATCCATAAAATAGGAATTAGGACTCTGAACAAGACGTTTTTTCTTGTGTCTCCTCC
TTTCCACCTCCGGAGTGGGATGCAACAAATCTTTTGCGAGGGGCATGTCTGCGTGCAAAG
TCTCTCCGAAAAGAAAAAGAACCCTCAGTCACGCGACGCGTGGTCGAC
>CL189Contig1
TTTTTTTTTNAGATGTGTGAAACATTAAAAACTTTAATAAAATCAGAATAAAAACATAGG
GGTGAACTGAACACATCGACTTCAAAAAATGTTTAATCTAAACAAAACATCGTGGGGGGG
GGAGAGAAGGTAAATGACACTCAAAATTTCGTGACATTTTCAGAAAATATTTTTGCCACA
AAAAATCTTAAGATCAAGAAACTCAAGCATCAATCTAGAACCGTGCTACCAGACGAGACA
CTGCCTCCGATTTCTCCATGAACCCTGAGTTTATGATGCAAACAGAACAGATAACTGATC
CGGCTGGACAGAGGGAGACGAGCTGCGAAGCGGGACTGTCAGAAGATTACAGCTTTACAA
ATGGTTCGAAACGAGCAAATTCTTTTTAAAAACACAACAAAAATACAGCTGACAAATCTT
AGTAGTAGTAAGGTCCTTAATGTGCGGGGGCGGCGGATCTGGGTCAGTCTCTCATTCATT
TGAAAGGGGCGCAGCTCGTAACGCGCAGAGGCCGCACGCGCCCGCAAGGTATCGTGTGAT
GTGTGGAAATTCAAGTCCCTGTCGATTTACCCCCCCGTGAAAATCAGAATTGAGTGGGGG
CTCTAATAGCCACCGCCAAAACCACCACCCCGGCTGTAGCCCCCTCCTCCCCCGGCGCCT
CTGTACGGCGCTCCGCTCCTGTAGGAGTAGCTCCCCCCCTTCATTGCTCCATAGCTCGAC
TGCTGTTGTCCATAACCGTCTCCGAACTCTCCGTTGCTGTATCCGGAGCCCATCTGGCTG
TCGTAGTCGTCGTATCCGCCGTAACCGCCGTAGCCACCTCCGCTGCCGTTGTAGCCGCCG
CCGTAGCCGTACCCTCCTCCATAGTTGCCGCCATAACCTCCGCCGTAGCTTCCGCCATAG
CCGCCGCCGCCTCCTCTGCTGCCGCCGCCGTAATTCTGCATGCCTCTGCCTCGGCCCCGT
CCGCGGCCGACGGTGGAGATCTCCTGCTTGGTGAGGGCTTTCTTCACCTCCACCTTGTTC
CCGCTGATGGTGTGGTATTTGGCGAGCGCCGCCTTGGTGGCGGAGTCAGTGTCCTCGAAG
TAGACAAAGCCGAAGCCTCGCTTTCTGCCGGTCTGCTTGTCGGAAATGATCTCGGACTTC
TCCACCCGGCCGAACTGGGAAAAATACTCGGTGAGGTTCTCGGCCTCCACGTGGTCTTTC
ACCCCGCCGACAAAAATCTTCTTCACGTTGGCGACAATATCTGGGTTATTAGCATCCTCC
CGAGCGATGGCCCTCTTCAGTTCCACGTTGTTACCTTCTACAACATGTGGCTTAGCCGCC
ATTGCCGCGTCGGCCTCCTCTGGTGCGGAGTAGGTGATGAAGCCAAAACAACGGGACCTG
CCGAGCTGCTGGTTCATCACCACAACACAGTCCGTCAGCGCGCCATACTGCTCGAAATAC
TTGCGGAGACCTTCATCCGTAGTCTCCACGTTTAGTCCTCCGACAAAAAGCTTGCAAAGT
TTCGAAGACATGACCGAATCTCTTCTCAGGACGGTGGCGGACTCCA
>CL190Contig1
TCTTTATTTATTTGACTTTAGAGACAGCATTAAACCATTTAATGTGTCAGGGCGTGGATG
GAAAACTGATCCCAGATCCAGGAATGCGTCCAGGTTTCATGTGTTCCAGGTTCAGGAGCA
GTTTAGCAATTATAGAGGCGGTTCAACCTGTCAATATCATTCTTGCTCATCTGGGTGGCC
TGGCCAAAGGAAACGTTGCTGTCGGGAATGGGCTCCATGGTGGGAAGGTTGTTCTTTGAG
AAGGCATACCTTTCATATTGCATGACAGAGTTGTAGTCATAAGGAGTTCCCTGGTTCAGA
GTGTCGATCTTGTAGAAATTGTACTCCATGTCATCAATGATGTTTTCCCAGTGCACTTTG
ATGTGGTTATCCCTGTCGGAGCGAGTCTGCTCGTGGTTGAAGCCGAGGGCATGGAGCAGC
TCGTGCTGGACAGTGCTATGGTACAGACAGCCCTGTCTGCTCAGGGACACCGTCTGACCG
CCGCCCTGACGACCCACGTAGGAGTAGCAGCCATTTCTAGACTCAATGCTCAACCACTCG
TGATCTCCATTCTGGTAGGGTCTAAAACGAATGCAGGAAACATCTGAGAAAGACTCCAGC
CCACGGACGATGATGGCTCTCTCCCTAGAGGTGTAGTAGTCAGCGATGTAGTATGGGATG
TAGACATTCCCGTCAGTGTATTTTAACCAAAGACAGCCTCTGGAGGTGCACGGGTCAGCA
TTCTTGTCGGCCTCAGAACGGATTGCAATGTCACCTCCAATCAGGAGGGGCTCATCAAGG
TCGGGTTTGCGGTCTCTGTTGGCTCTTTCCAGTAGCTCGCCAACAGATGGCTCCCTGGAT
ACACCCTCCTCCACAGCAGCGACCTCTTCCTGAGCCCAGGAGGAGGAGACCAACAGCAGG
GCCGCAAAAAACCAGGAGAAAAGGATCATGGCTGCAAGGAAGCTGTGCTGACTAAAGATC
ACAACACAGAAGAGAGTCTGGAGAAGATGCCGCCTCAGGTGATGCAGCTCACTGGAGAGT
AGGGGTCTTCCTGCTTCAGTGGGTTTTAT
>CL191Contig1
ACGAGGCAGTGACATAGCTAGGTAGCCATAAAGCATCGGCTTCGTAGTCCGGCCTGCTAA
CGTTAGCACATCACAACGACTTTGGTAATGGAGATGAGCAGCAACAGCGAGTGCTTTGGT
TGCGGACGCCCTGGGCACTGGGTCAAGCACTGTCCCAACGCCAGTGGGACGCGTGGCCGT
GGCAGGGGCCGGGGACGAGGCAAGGAGCTGTTCTGTTATCGCTGTGGTGACCAGGGACAC
ATGGCCAGGGATTGTGACCAAACTGAGGATGCGTGCTACAACTGCCACAGGAGTGGTCAC
ATTTCCAGGGATTGCAAGGAGCCCAAGAAGGAAAGGGAGCAGCTGTGCTACACCTGCGGC
AAAGCTGGCCACATGGCGCGTGACTGCGACCATGCCAACGAGCAGAAGTGCTACTCCTGC
GGTGGGTTCGGTCACATCCAGAAGCTTTGCGATAAGGTGAAATGCTACAGGTGTGGTGAG
ATCGGTCACGTCGCAGTGCATTGCAGTAAAGCCAGCGAGACTAACTGCTACAATTGTGGA
AAGGCAGGCCACCTGGCAAAAGAGTGCACCATCGAAGCGACCGCATAAGCAGTGCCCTCT



GTTGCCCCTCCTTTATTTTTCGGATTGATGGTTGGTTGTATTATTTTCTCTGAATCCTCT
TCACTGGCCAAAGGTTGGCTAACAGAGGCTAGTCCCGGGCCAGTGAGCCTCTAGACATGT
AATACAATGAAAGGGGTGAAAAAATATCTTTCTGCATTCAATACAAAATAAAATGTTTTA
GTTTGGTAGCGGTGTTATGTATAATGCTTTGTTGAAGAACCCCCCCCTTTCCAAGCCACT
GGTGATCAGCGATGAACAAGTGGGACTAAACAAACGGGAATCTATAGGACCTCTGAGCTT
GTGGATGAGCATCTCAGTCAAATGAGATGGAAGACTGGTGTAAATGGAAACCAAACTGCC
ATGTGTGGTTTATTTTGGGTTGTTTTAGTGGAATATGAGTTGGCCAAGAGAGTACGACAT
GGAAACAGTTCATAACATGATGCATTTCAGCCCATACAAGCAGCTACAAGTGGGCTATAA
CAAATTTACTTGTTATATTACTAAGATTTCAAAACAATTTTTTTTTTCAAGGTATAAAAA
GAAAAACACGCTCTTTTATAGAAATCTGTTTACAATTTAAATATCACTCAGTAGTCCAAG
GTAGAGTTTCTCCCTTAAAATGCCTTTTTGTTTTTCATGCCTTGGCAAAAACATTTGAAC
ATCAACAGTTGTCAGAACTGCAGAATTTGGAGTTATTTGGGAACGAAACAATGTTTTCTC
TGAAATCAAAATGTTATTTTTGTACAATATCACTTAGACTACTGTATAAATACCATTTGC
TTGTACTCAGTTTTTAAGTCGGAAGGAAAGTGCAACTGAAGTCCTAGATAATAGAAATGT
AATTTTAAACTATCAATAAAGCTGGAGGAGCACGGGAAAAAAAAAAAAAAAAAAAAAAAA
>CL192Contig1
CCCCATTCAGCCATGAAAGCGGTTGTGCTTGCCCTGACTCTGGCCCTTGTGGCTGGACAA
CATCCCAACTTTGCTCCGGATTTTTCTGCTGGCAAAACTTATGTGTACAAGTATGAGGCT
GTCCATCATGAGCGGTTTGCCTGATGAGGGTTTGGCAAGAGCTGGACTCAACGTCTCCAG
CAAAATCCTCATTAGTGCTGTACATGAAAATACATACATGTTGAAGCCTTTAGAACTTAT
TATCAATGAGTACAATGGTATTTGGCCAAAGGATCATCCAGAGCCAGTTGGCAAGCTGAC
TGCTGCTATGACACCAGAGCTCAACATTCCCATCAAGTTTGAATACAGCAATGGTGTTGT
AGGAAAAGTGTTTGCCCCCGAAGGAGTCTCAGATTTGGTCCTGAACTTCTACAGAGGTTT
CCTTAATATCCTTCAGCTTAACATCAAGAAGACACACAACGTCTATGATCTGCAGGAGGC
TGGAACTCAAGGTGTCTGCAAGACCCTCTACTCTGTCAATGAAGATGTAAAAGCTGACCG
CATCCTCCTGACTAAAACCAGGGACATGAACCACTGTCAGGAAAGGATCTCTAGAGAAAT
GGGGTTGGCATACACTGAGAAATGTGACAAGTGCCAGAAGGAATCCAAGAATCTGAGAGG
TTCTACATCATACAGATACATCTTGAAGCCAGTTCCCAGCGGCATCATGATCCTGGAGGC
AGATGTAAATGAGCTAATCCAGTTCTCACCTGTGTCTGAGCGTTACGGAGCTGCTCAAAC
AGAGACCAGACAAACCTTGGTCTTCCTTGAGATTCAGAAATCCCCCATTGCACCCGTCTC
TGCTGAGTATCATCATCGTGGATCTCTCAAGTATGAGTTCTCAAAAGAGTTTGAGCTCTC
ACCACTTCAACTTGTCAAAGTTACTGATGAACGGGCCCAGACAGAGGAGCTTCTGAATCA
TCTAGTTACCCACAATGCCGAGAAGGTCAATGATCATGCTCCTCTGAAGTATTTGGAATT
GATTCAGCTTTTACGTCTTGCCCGCTATGAAGACCTGGAAGTACTCTGGAGCAAGTACAG
AAATATGCCTTCTCACAGATTCTGGCTCTTAGAGGCTATTCCCGCCATTGGAACCTCTGC
TGCTGTCAGATTCATCAAGGAGAAATTTCAGGCTGAAGACTTGAGTGTTGCTGAGGCAGT
TAGATCCTTGGTTGCAGCTGTTCACATGGTTAAAGCAAATCCTGAATCCATCAAGCTGTT
TGAGACCCTCACCGAAGACAACAAAATCGATGCCAACCCAGTTCTACGTGAGATCGTCTT
CCTCGGATACGGCACAATGATTTACAAATATTGTGAAGAGTCAGATGTCTGTCCTGTCGA
ATATATAAAACCAATTCAGAAGCGTCTCTCAGAGGCAGTTTCTAAGGGCGAAACAGAAGA
CATCATTTTGTATGTGAAGGTTTTGGGAAATGCAGGACACCCTAGTAGCCTCAAGTCAAT
CACAAAAATTATGCCCATTCACGGCACTGCTGCTGCATCTCTGCCAATCACAGTCCATAT
TGAAGCCATCATGGCTCTGAGGAACATTGCAAAGAAAGAACCAAGAATGGTCAGGAACTG
GCTCTTCAGCTCTACATGGACAAGGCTCTTGATCCAGACTTCGTATGCTTTCATGCATGG
CTTGGTTGAGACCAATCCTTCAATGGCGCTGGTTTNCACCCTTGCCAATGCTGGTAAGTC
AGAAGAGAATTTGCAGGTTG
>CL192Contig2
CCCTGACTCTGGCCCTTGTGGCTGGACAACATCCCAACTTTGCTCCGGATTTTTCTGCTG
GCAAAACTTATGTGTACAAGTATGAGGCGTCCATCATGAGCGGTTTGCCTGATGAGGGTT
TGGCAAGAGCTGGACTCAACGTCTCCAGCAAAATCCTCATTAGTGCTGTACATGAAAATA
CATACATGTTGAAGCCTTTAGAACTTATTATCAATGAGTACAATGGTATTTGGCCAAAGG
ATCATCCAGAGCCAGTTGGCAAGCTGACTGCTGCTATGACACCAGAGCTCAACATTCCCA
TCAACGATGCTGCTACCTTCCTGCCAAGATCTGTTGTTGCCAAGACCAAAGCCTTCTTTG
TTGGAGCTGCTGCTGATGTTCTGGAGATTGGCGTGAGAACTGACGGACTTCAAGAGACCC
TTCTGAAAAACCCTTCAATTTCTGACAGTGCTGACAGGATCACAAAAATGAAACGTGTCA
TCAAGGCTCTTTCTCAGTGGAGGTCCTTGCCCAACAACAAACCCTTAGCTTCCTTCTATA
TCAAGCTTTTTGGACAAGAGATTGCCTTTGCCAACATTGACAAACCCATGATTGAACGGG
CTATTGAGCTTGCCAGTGGTCCCTCTGTTCAGGCTTATGGTTTAAAAGCTTTGAAAACTC
TGCTCCTTTCTGGTGTCAATTTCCACCATGCAATGCCTGTGCTGTTTAGTGAGGTGCGAC
GCATATTGCCAACTGCTACTGGACTTCCAGTCGAACTGAGTCTTTACTCTGCTGCTGTGG
CTGTAGCCGCTGTAGAAATTAAACCAACTCTGTCACCACGTCTGCCTGAAGACTTTCCTC
TCCCACGCCTTCTGGAAACAGAAATCAAGCTTGAGACTGAGATCAGACCCAGTTATGCTA
TGGACACCTATGCTTTAATGGGAGTTAACACTCCCGTTTTCCAGGCTTTCATGGTTTCAA
GAGCTAAATTTAACTCAACTCTGCCTGCCAAAATCTCTGCAAGACTTGACATTAAAGAGG



GTGACTTCAAGATAGAAGTACTTCCTGTTACTGCTCCTGAAAACATCACAGCTGGAAGTT
TTGAGATCTATGCAGTGACAAGGAACATAGAGGAGCCAACAGCTGAGAAAATCACACCAA
TCTTACCTAACAAAGTTTTACCATCCATCTCAAGCCAGATTGTATCTAGCGAAGATTCTT
CTTCTGCTGAAATTTCCTCTGAAATCATTGAAGAAGATGTCAAACGCAAGGTTCCATTCT
TAGCCAAAAGATACTGTGCCAAGTACCGTGCCATTGGACTCAAAGCCTGTTTCAAGGTTG
CCACTGAAAACGCTGCTTTCATCCGTGACACTGCATTCTACAGAATGATTGGAAGCCACA
ATGCTTCTTTCTCTATCAAACCAATTGAAGGTGAAGAAGTGGAGAGACTGGAGATGGAAG
TGAAAGTTGGAGCAAAGGCAGCAGAGAAGATCATTAAACAAATAAATATGAAGGATAGTG
CGGGAACAGTGCTGTCCAAGCTCAACAAAATCCTGACCTCAAATCTGAATCGCACTTCGT
CCTCCTCCTCAAGCTCCAGCAGCAGTTCTTCCTCTAAGCATTCCTCCAAATCCTCATCTT
CATCATCTAGCTCTTCCTCTCGCCCCAGTGGCAGTAGCAGCAGTAGTAACAGCAGCAGCA
GTAGCAGTAGCAGAAGCAGCAGCAGAAGCAGCAGTAGCAGCAGAAGAAGAAGCAGCAGCA
GCAGCAGCAGCAGATTGAGCTCCTCAAGATCCTTCAGCAATTCATCCAGATCAAGCTCTG
CATCAAGCCTTGCTTCACTCTTTAGTGCTGAATCAAGTTCTTCTCGTGACAGTGCTCGTC
GTTCAATGCAAAAAGTCAATTCTCACAGATTCAGGAAGGCACATAAGAACCAGAC
>CL192Contig3
TTCTTTCAAGATGCATTTATTTAAAATTACCGTTGAAACATACACATGTGACTAACAGAG
AACTCTTTTTTAAGAACACTGAGCAGAGCAACTGCAGGCAAGGTGAGCCTCTGTAGAGTC
CCTCAGGTCCACACTTTCATTGAAGATGTTACTAAGATCCCTAGAAGAATCAGCAGCAAA
GCACTTGAAGCCAACATTGACAGAGGTGGTTTTGACTGGAGAGCAGCCAGGCAGACAGCG
CAGCACAGGTTCAACAGAGAAGCATGTTGAGTCTTGACCATGGACATTAACCTTCTTCTC
CAGCTGGATGGATTCATACTTCATGCGGCACTCAGAGTTGTCTTTGCAGCTTTCTGCTGG
TAAAATCCAGGAAAGAGCGAAGCTGACAGAGTTTCTGGCCAGGCGTCCATTGGGTGCACG
ATAATCTTGTCTGACTTCCCCATCAGCATTTCCACAGAGTCCACAGGTCTTGCCTTTCAT
CCAGTCAGCGATTTTAATCCTCCATGAGGTCTTGTTAACATAGACTTCATGAAGCCCATG
GCTGGATGCAAACACAGAAACTCCCTCCTCATTTTCTCTGATCTCAATAGAAGCTGTTGG
ATGCTGGTATGGCAGGCTGGTGAGAGGTATTACCATTCCATTGACCTTAACATGCACTTC
ACTGTCCTTGGGGTACAGATCAATGTCTATGTCAGCAATCTTGACATTAAGATGGTTCTG
TTTGGTGGCGTAATACATTTGCAGGACCATGAATTTCAGCTCCTCAGTACAATCTTGTGC
AAGAACCTGGTAGCAAGACTCTGGTATCTTGTTCTTATACCTCCTGTTGTTAAATGTTTT
GATTGTATTGTTGGACAAACTGCATTCAGCTGCAACAGCCTTGGCAAAGACGTAGTGGAT
TTTATCAGTAACCTCCTCAAAGGGGGTAAGGCTTTTGATCTCTTGCAGTGGAAGGGTGAT
GGGAAGATGTAAAGTCATGTTGTAATAAGTACGCCTTGGTGTTTTTGCAATAAGCTCAAT
GGACTTTTCAGATTCTGCAACAACAGTGAAAGAGAGCTGCCTGGTGCTGTTTGCACTCTT
TGCTTTGATCAAGTCAGCCAGCATTTTGTTGGGCATGTAGTCATAAACCTTCTCTGCAGA
GCGCTTAACATAAGAGGGTAGTTTCTCCCAGGACATTCTGAGTCGAGCTGCAGGGTTTGA
ACTGACTAAACCAGTTTCACCAGTGATCATGGTGCTGTACTGTTTACATTCAGCTCCCCA
AGCAATCTTAGCCGTGACTTTGTGCTTGCTCAACAAAACTCCATCAGCACACAACTTCCA
GTTGCTTCCAGACAGAGGGAATACGATGATCTGAAGTCTGGCATTTGGTTTGTCAACATA
AACAGCAACCTGGTATCCTTGGTCTTCCTTATTGGCTTTTACAGCACGGACAGTGACAAC
AACAGCAACACTCCTTTCGTCAAGGAGTTCGTTCTTTGAGTAAATGGCCTCAAAACTGGA
GTCGCTGCTTCTGCTTCTGGAACGCTCTTCTGACGCCAAAGTCTGGTTCTTATGTGCCTT
CCTGAATCTGTGAGAATTGACTTTTTGCATTGAACGACGAGCACTGTCACGAGAAGAACT
TGATTCAGCACTAAAGAGTGAAGCAAGGCTTGATGCAGAGCTTGATCTGGATGAATTGCT
GAAGGATCTTGAGGAGCTCAATCTGCTGCTGCTGCTGCTGCTGCTTCTTCTTCTGCTGCT
ACTGCTGCTTCTGCTGCTGCTTCTGCTACTGCTGCTGCTGNACTACTGCTGCTACTGCCA
CTGGGGCGAGAGGAAGAACTAGATGATNAAGATGAGGGATTTGNAGGAATGCTNAAAGGA
AGAACTGCTGCTGGAACTTGANGAAGAGGCCAAATGCCGATTCANATTTTGANGGCAGGA
TTTTTGTTGANCTTTGGANAGCACNTGTTTACCTCGGGCCGNGNACCCCCTAAAG
>CL193Contig1
AAAAGCGGCTCCTTTAGCATCGGTTAGCCGCTGTGACCCGCCGCCTTAATCGGGGACCTC
CGAGCTTTTTTAGCCCCATTCGCCCAGTTTCACTTGGTTTGCACGCTTTGTAACCTGCTG
AGTTAATCTTAACATGGTACAATTGAATTGAACGGTGGTAACTGAAGGTGTTATCGCGGA
TCGTTGTCCGGTTTGGTGAGACTGGATCGTGAGTAAAGGCTCCAGCGGTTAGCGCGCAGG
AACAGGCCCGCTTGGTTTGGGAAGCTAACACGGTTAGCGCAGCAAGCTGTTGTAATGGAA
GACAAATCCTTCACTAAAGAACTAGATCAGTGGATCGAACAGCTCAACGAGTGTAAGCAG
TTAACGGAAAACCAGGTCCGGACACTCTGCGAGAAGGCCAAGGAGATTCTGACCAAGGAG
TCCAACGTTCAGGAGGTGCGATGCCCGGTGACCGTGTGCGGCGACGTTCACGGTCAGTTC
CATGACCTGATGGAGCTCTTTAAGATCGGAGGGAAGTCTCCAGACACCAACTACCTGTTC
ATGGGAGACTACGTGGACAGGGGCTACTACTCTGTGGAGACGGTCACGCTGCTCGTCACG
TTAAAGGTTCGATTCCCAGAGAGGATCACTATACTGCGAGGGAACCACGAGTCCCGTCAG
ATCACACAGGTCTACGGATTCTATGACGAGTGTCTGCGGAAATACGGCAACGCCAACGTC
TGGAAGTACTTCACAGACCTGTTTGACTACCTGCCGCTCACTGCGCTGGTGGACGGGCAG
ATTTTCTGTCTCCACGGCGGCCTGTCTCCCTCCATAGACACTCTGGACCACATACGAGCT



CTGGACCGCCTGCAGGAGGTCCCGCATGAGGGCCCCATGTGCGACCTGCTGTGGTCTGAC
CCGGATGACCGCGGTGGGTGGGGCATCTCTCCCAGAGGTGCTGGCTACACTTTTGGACAG
GACATTTCTGAAACCTTCAACCACGCCAACGGCCTAACTCTGGTGTCCCGCGCCCATCAG
CTGGTCATGGAGGGCTACAACTGGGGTCACGACAAGAACGTGGTGACCATCTTCAGCGCC
CCCAACTACTGCTATCGCTGCGGCAACCAGGCAGCCATCATGGAACTGGACGACACCCTG
AAGTACTCTTTCCTGCAGTTTGACCCCGCCCCCCGCCGCGGCGAGCCTCATGTGACTAGA
CGCACTCCTGACTACTTCCTGTGAATGTCCTATTGTCCCCCATAAGTCATTCACCAAGCC
CCGCCCCTGCCCCACCCCTCTCATTTTGAATGGAGAAGATGCATTGAGCAGATTCAACAG
AGCGGTGATGTCACTAAAGCTGAGCTTCAGCCGCATGTTAACCTTCATCTTCTCCATCTG
ACATGTTTGAAAACAGGAGAATAAAAAAGTACCGACGTGGACCAAATGTGCCATATTTTG
ATCCTTTTCCAACAACTGTTTTTGTTTTTTAGAGCTCACTATATCCCCGCCCGTCTCCAC
CTTCATCCATCTGTGCTTTCTTTCTGTTGCCAGATCAGTTTAAAGGAAACGTAGGAGAGT
TTGCTTCAGTAGAACAGCTCTGAGTTTCAGCTGTTAAGGCTGCAGCCAGCAGTCATCTCT
ACTATATTACTGTAATTTCAATGAAGACAACAGACATGTGAAATAAAATGTCCTATTGAC
GAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL194Contig1
TTTTTTTTTTGTTTTTTTCTGAGATGACATTTATTCATTTATATATTACTTGTTTTGTTT
GACAAGAAACAAAAGCAATGACAACATCTGTGATTCCAAAATAATAATAATAGCAATTAA
ACCTAAAAACAAAACATCGCAGTAAATTTACAAGCTCAATGTTTCCCTGAAACATCCCAT
TGATAAACTTCCACGATGCCAACCTCTGAGTTGTGGCTGAACATGAGTTGGTGTGAACTT
CTCCTTCCTAAATGCACAACTTTAGTTTGGAATTATTAGAAATACACAATAAGAGTCTCA
GAAGAGGCTGGGAGATATCAGTGCATGCTGAACACGGAGGCCAGGAGGGCAACAGTGGCA
GCAGCGGTGAAGGCCATCTTGGTGGATGGAGCTCCGGAGGTGATGGTGACGGGGTTGCAC
TTGTCTGAGCTGCAGCAGGAGATTGTGGTGTTGTAGGTGACGCCCAGCAGGGAGGCCGAA
GTGGTGGCATTGCAGCCTGTGGTGGTGTCCTGGCAGCCCTGGTTGTTGAACCCTGAGAAG
GATGTGAGGGATGGGAAAACTGCTTTTCCGGTGTAGCAGACGCTCGTGTTGGTGCTGCAG
GTGACAGTGCCTGAGTTCAAGCACACCCCCAACAAACTGAAGCTGCATTTGTTGCAAACC
AGGGATTCAGCGGCGATGAAAGAGGCCAGAACAGCGGCGACAACAAACAGGAACTTTCCC
ATCTTTTAAATAATTTGCTCCTTGATTCCAAAGGTAGATTAAAAAATATCCTTCCAGTCG
AGGTTCGCTGCTCTTTCTTGGCGAGATGCGGCCTCGTGCCG
>CL194Contig2
ATCGCCGCTGAATCCCTGGTTTGCAACAAATGCGGCTTCAGCGTGTTCGGGGTGTGCTTG
AACTTTGACACAGTCACCTGCAGCAACAGCTCGAGCGTTTGCTACACCGGAAAAGCAGTT
TTCCCATCCCTCACATCCTTTTCAGGGTTCAGCAACCAGGGCTGCCAGGAGGATATTGGA
AGGTGCAACGCTACCACCTCGTCCACCCTGCTGGGCGTCACCTACAACACCACAATCTCC
TGCTGCAGCTCAGACAAGTGCAACCCCGTCACCATCACCTCCGGAGCTCCATCCACCAAG
ATGGCCTTCACCGCTGCTGCCACTGTTGCCCTCCTGGCCTCCGTGTTCAGCATGCACTGA
TATCTCCCAGCCTCTTCTGAGACTCTTATTGTGTATTTCTAATAATTCCAAACTAAAGTT
GTGCATTTAGGAAGGAGAAGTTCACACCAACTCATGTTCAGCCACAACTCAGGGGTTGGC
ATCGTGGAAGTTTATCAATGGGATGTTTCAGGGAAACATTGAGCCTGTAAATGTACTGCG
ATGTTTTTTTTTTAGGTTTAATTGCTATTATTATTATTTTGGAATCACAGATGTTCTCAT
CGCTTTTGTTTCTTGTCAAACAAAACAAGTAATATATATATATAGAA
>CL194Contig3
GAGGCAGCATCTCGCCAAGAAGGNAACAGCGAACCTCGACTGGAAGATTTTTTTTTAATC
TACCTTTAGAAACAAGGAGCATATTATTTAAAAGATGGGAAAGTTCCTGTTTGTTGTCGC
CGCTGTTCTGGCCTCTTTCATCGCCGCTGAATCCCTGGTTTGCAACAAATGCAGCTTCAG
CGTGTTCGGGGTGTGCTTGAACTCAGGCAATGTCACCTGCAGCAACAGCTCAAGCGTCTG
CTACACCGGAAAAGCAGTTTTCCCATCCCTCACATCCTTCTCAGGGTTCAACAACCAGGG
CTGCCAGGACACCACCACAGGCTGCAATGCCACCACTTCGGCCTCCCTGCTGGGCGTCAC
CTACAACACCACAATCTCCTGCTGCAGCTCAGACAAGTGCAACCCCGTCACCATCACTTC
TGGAGCTCCATCCACCAAGATGGCCTTCACTGCTGCTGCCACTGTTGCCCTCCTGGCCTC
CGTGTTCAGCATGCACTGATATCTCCCAGCCTCTTCTGAGACTCTTATTGTGTATTTCTA
ATAATTCCAAACTAAAGTTGTGCATTTAGGAAGGAGAAGTTCACACCAACTCATGTTCAG
CCACAACTCAGAGATTTATCAATGGGATGTTTCAGGGAAACATTGAGCCTGTAAATGTAC
TGCGATGTTTTGTTTTTAGGTTTAATTGCTTTTATTATTATTTTGGAATCACAGATGTTG
TCATTGCTTTTGTTTCTTGTCAAACATAACAAGTAATATATATATGAATAAA
>CL195Contig1
CTTTTTTTTTGCTTTTTGCTGCCTTTTCTCTAAACAAATCCTTCTACAGAGAAGCGAACA
GTCAGGTCTGGTATAAACCGTATTTACATGGCGGTCGGACGTCTTTTGCGAGTTTACAGC
GAATCTTCTGGTCTTAGACCTTTGAGAGTTCTTATGGGAAGTCACATGTCCATCAGAGGT
TTGTTGCTTTTTGTCCCAAACCTTAAGAGGCCGTGGACACCTCCGTCTTGGAGGACACCT
CAGACGCTTCCTCCATCTTCTTTCCGAAAACCATCTCCATGATGCAGCCGTTAAACTGTT
TGTTCATGAAGGCGTAGATGAGCGGGTTGTACACGCAGGAGCTCTTGGAGAAGAAAGCTG
GGATGGTGACGAGCCGGTAGTCTTTGTTCTCATCCTGGGAGTATGCGTAGTACTGGGCGG



TCAGAGCGTACGGACCGTAGCAGGTGACGAAGGACGCCACCATGACGATGATCATCCTGG
ACACTTCCTTCTCAGCCTTCTGCGTGGACGCTGACTCGGCCTGCTGTGCTGCGACCGCTC
TGAGCGCGCCCAGGAGCTGGGAATAGGAGAAAATGATGATGGTGATGGGGCAGATGAAGC
AGGTCACCAGGAGGAACTTGGAATAGCTGGCGCAACTGAACTCCTCGCAGTTCGTGTACC
AATCCGGTCCACAGGAGCAGCCCAGACCTTCAGGGATGTACCGACTCCAGCCAAAGAAAG
GTGGGCAGGCGCAGCCCACCCCCATGAACCAGGTGAAGATGACAGCAGCCAGGGCGTGGT
TGCTGCCAAACTTGAAGGCTCCAAATGGTTTACAGATAACCAGGTATCTCTCAAAGGAGA
GGACGGCCAGAGACCAGGACGTCACCAGGCCTGCCACAGCGCCCACTGCTGCTTCCAGGG
CGCACAGCGTTTGACCAAAGAAGTAGTAGCCCCTCACGCTGGCCAGGAACACCTGGCTGA
CAGAGAAGGTGACGAAGATGAAACCAGCAAAGGTGATGTTGACAAGAATGTAGTTGAGCG
GGACTCGAAGCTTCTTGTATTTGGCCGTCGCCAGAAGAACGACAAAGTTCAGAGGCGTCC
CCACAAAGAACACGAAGCCCATGAAGGCCGCCTGCAGGTAGAAGGCCCACGTCGGGGCCA
GGTAGTACTGGGGCCCGTCGTAGGGGCCCACTTTGGAGATGTTCTCATACAGGTAGAAGT
ATTTTCCCATCGTGAAGCTGAGCTCTGAACCCCCCGGCCATAAGGCCCGGGTTAAACGGC
GCGCTGAG
>CL196Contig1
AACTTGGACCCATATTTGTCATCTGAGCAGCATGTATTCATAGCATATATTCATATACGA
ATATAATCAGCACAAAGAGATTTCTGTCTGTTCTAATGAAATTCAGGATTTTATAAGTTT
AGCAAAGCTGAAATCTCAATCTCAATCTCAAAAAATGAAGCAGAAGAAATAAATTGTGCT
GCTATCCAAACCTTACAGAGTGAGTGCATCCACCAGTGCTGTTCTTGAGCCATGCTTTTA
ATTGTCATCCGGTTAATCATGTTATTTCACCCACATTTGTGTGTTTTTTAATTTTTATTT
ATTTAATTACTGTTGTCAATGACAAAATTATTTTAATTACAGACAATTAAAAGCAGTATG
AAACAAAGAATTGTTTAGGAAGTTTTCTAAACTTAAAACTTGCTGTGTAGAACAGACAAT
TCTTAAACAGAAGTAAATGGACTAAGTTCTGGAGACTGCTCGCAGAGGTCACGGCTCATC
TTTGGCAGCTGCTGCTAATTGTTGGAGCTTCTGTGGGAGGGTAAAGACCACAAAATTAAC
TCTGTTTTCTTTCAGCTTCTGTTTCACAGCCTGGACCAGACCCAGCTCCATGTACTCCTG
CTTCTTCCAGTCGTACTGAGGCCAGCTGACTAGACCTGGACCATTGGGTGACCCTGTTCG
AACAAAATTGGCCCAATATGACATCATGGTTCGACAAACTCGTTCATCCTCTTCAGTGAC
GTTTCCTTAAAGCAAACAGTTTACAAGTCATCATGAGCTCATTCTGATGAATCAATCCAG
CGGTACCTGGCATTTCAAAAAATGCTCTACAGAAAAAAATGACCTCCATAACAAACACTC
ACAGAAGGAACTTGCATCAATTAATGAACCAATTGTTTGCCTGAAGAACTCACACTTTCC
ATCACAAAAAGAAGATGAATTCAGCCAGTTGGATTTTATGTGGCTCAGATTTATCTTTGT
GTTTACTGTTTGCCAAATAAAAGGTATTCTCAAAGTTCTTCCACTCAAGGACAGTCCAAA
TTTTCCATGGCGATGTGAAAAGAATTACCATAGAAATCAACTGGAATTGTGTTTCGCAGG
GTACCACTGTATGTTGGCATATACCTGTGATTTTTATATTTCCATCCCAGCCTCGTGCCG
A
>CL196Contig2
CGAGGTCTTTCTCTGGAGCGTGGTCAGCATGAAAGCGGTGCTGCTGTGTGGTCACTTGCT
GCTGGCGCTGACGGCGGAGGTGCTGCTGACAGCAGAGAGCAGCGACCCCGTGGTGACTCT
GAAGAATGGCCAAATCAGGGGAGAGTTTACCACAGTGAAAGGCACAGACAGGAGGGTGAA
ACAGTACCTCGGCATCCCATACGCCCGCCCCCCCGTAGGACCGCTCCGGCTGGCTGCTCC
TCAGAATGCAGAGCCGTGGGAGGGCGAGAAGAACTGCACACACCAGCCAGCCATGTGCAT
CCAAGACCCACAACTGGTCGTCATTGTTGCTCAGGCCATGTCCGTGACATTTACCCCCCC
AGAGATGTCAGAGGACTGCCTGTATCTGAATGTGTACACTCCAGCTGAGGCAACAAAAGG
AGACAAACTGCCTGTGATGGTGTGGATCCATGGAGGAGGTCTGACCATGGGGGCGGCTTC
TCAGTTTGACGGTTCTCCATTAGCTGCCTACGAAAACATTGTGGTTGTCGTCATCCAGTA
TCGGCTCGGTATTCTGGGCTTCCTGAGCACTGGAGACGAGCACGCCAGAGGAAACTGGGG
TTTGCTGGATCAGCTGGCAGCTCTAAGGTGGGTGAAGGAAAACATCGAAGCCTTTGGTGG
AGATCCTCAAGCCGTCACAATAGCAGGTGAATCTGCTGGAGGAATCAGCGCATCCATTCT
GACGTTGTCTCCTCATGCAGACGGACTCTTCCAGAGAGCCATATTTCAAAGTGGAGTAGC
AATACTTGGGACGTACACCACAAACGACCCTCTGAGCCATGCCAGGGTTGTTGCCAACAT
TACTGGTTGCAGCGACTCTGACACAGCAGAACTGGTCCGGTGCATCAAAGGGAAAAGCCA
GGAGGAGCTTGTTGCTACCACCAAAAAGATGAAAATCTTCCTGGGAGCCGTTGTGGACAA
TGACTTCCTGCACGACACTGCAGAGGCGCTGCTCCGCAGGAAGGAGGTGCTGAAGGTTCC
TGTAATGATGGGAATCACCAACCATGAGTTTGGATGGATCCTGCCTCAGAATTTTGCACC
CCCCGGGTGGGAGAAAGGCATGAGCAGGGAGTCTGTGCTAGCTGTTATAAACTTGTTCAA
TCCAGGGGTCCCTTCAGCCAACGACCTGATCGCAGATGAATACCTGAAAGATGCTAAAAC
TCCGGAGGAGATCAGAGACGCCTTCACTGAAGTCATAGGAGACCTCCTGATGACCCTGTC
GACAATCAAAGTCGCCGGATATCACATAGACGCAGGCGTTCCGGTTTACCTGTACGAGTT
TGCGTACAGCGCAGACGTGCACAAAGACAAAAGGCCCAGCTTTGTGAGGGCGGATCATGC
AGACGACGTCGGCTTCGTGTTTGGTGGATGTTTCTGGGATGGAAATATAAAAATCACAGG
AAACGTCACTGAAGAGGATGAACGAGTTTGTCGAACCATGATGTCATATTGGGCCAATTT
TGTTCGAACAGGGTCACCCAATGGTCCAGGTCTAGTCAGCTGGCCTCAGTACGACTGGAA
GAAGCAGGAGTACATGGAGCTGGGTCTGGTCCAGGCTGTGAAACAGAAGCTGAAAGAAAA



CAGAGTTAATTTTGTGGTCTTTACCCTCCCACAGAAGCTCCAACAATTAGCAGCAGCTGC
CAAAGATGAGCCGTGACCTCTGCGAGCAGTCTCCAGAACTTAGTCCATTTACTTCTGTTT
AAGAATTGTCTGTTCTACACAGCAAGTTTTAAGTTTAGAAAACTTCCTAAACAATTCTTT
GTTTCATACTGCTTTTAATTGTCTGTAATTAAAATAATTTTGTCATTGACAACAGTAATT
AAATAAATNAAAATTAAAAAACACACNANAAAAAAA
>CL197Contig1
CCTGGCACTTGTGAAGTTATTTTGGACAAACTGATGCAGATGTTCAGACTGGATGTTGCC
AACCATGTGGTCTGGGCAGTAGAGGGAGTTGCACAGCGCGTTCTTATAAGCTGCTTGATG
CAGACTCTCAATGACGCCGATCTGGGGGCTCTGGGCAGCTTGAGCTTTGTCCAGGATCAC
TCTCGGTGTGAGATCCAACACCTCCCATGGACGAAACTCCGGAGCGGTGGTCACATTGAT
CAGAAACTCCATCACTGTGTCGAAATCATCTCTCAGGCAGTCAACGGTGTAGACCATGTT
CTCTCGGGACGAAGTCACACTTAAGTTGCCCCCAACTGCCTCAACCCCACGGCATATCTT
AAACGCTGAAGCCCCTTTAGTCGTAAGATTAGAAGCCAGTCGGAGCAGGTGGGTTACCCC
CACGTTTTCAGGGGTTTCATAGCGACAGCCTGCCTTGACGAACACGCCGATCTTAGAGGC
TGGGGAATAGTTCTCCAGCGAGGCAATCACCAGTCCACTGGGCAACCTGGTTACATGGAC
ATCCTGGTAGTGATGAAAAGCTCCAGGAGTGAGCTGGAGGCCAGTCAAGGGCTGCACAAG
GGACTGGCCTCTCCCGGCAGCTGCATAGAAGCGCCTCGACAGCTGGGTAATTCCTCGGAT
CCCCTTCGTCACCCTCCCTTAAGACAGGACGAAAAGCCAAGATT
>CL197Contig2
ACTTTATTNCTGTATTTTACATGAACTATACAGATGATGTTTAGAGGTGGGTAATACACA
GTACTCTGAAACTTAAAACAGTTTTGACACTCAGAGGTACCCAGATGGTATATTTTTTAG
GACAACAGTATTTGAAAAACAATAAGCTCCGCTTGGCTTTAAATGGAGGGAAAATGTCAG
ATAATTAGGGTGCAGAGATGAAAGAGGACATCAGATCTCATCCACGAAGGGTACGTTTAT
GAGGTTCCCGCTGGACGCCATGGACTTCTTGCCGGTGACAAATTTCTTTGCAGCGTTAGC
AACATCGTTCAGGGAGACGTTGTCGATGTTTTTGGAGATTTCTTCGGTGGATTGGTGCGA
TCCGCTGGCCAAAGCCTGAGCTCCCACTGCCTCCAGCAAACCTTCTGACGTTTCCAGAGA
CATCATGAAGTGAGCCTTTAGCTGGGCCTTGGCTCGAGTGAGGTCAGCAGCCGTGACTCC
ACCATCGGCAACGGCTTTCACCTGGGCAACAGCTGCCCTGATCACCTCAGCAGCTGCAGC
AGCCTGGCAAATGGTGTACACCCCGAACAGACCGGAGTCCGAGTAGCTCGCGTTAAAAGC
GCTGACATCAAAGGGGTCAGTGGTTGCCTTGGCAACACCCTGGACCAGTTTGTTGGAAAC
GGCGGCTCCCCTCTTGACGTTTGGAGCGGCTCCCAGCAGATGCTGCAGCACGCTGAAGGC
CAGGGCCTCGCCGGTTCCTGCTGCTGCTGACTGGCTCACCACGGCAGCGTGGACCAGGCT
GCTGGTACCGGGCAGCCGGACCTCGCCTCCGCGGTACTGAGCCTTGGCTCCGGCAGACCC
GGCTCCACTGCGGATGTTGAGGAACTGCTCCCCCACCTGCTTCAGAACATCATGGTCCAC
ACCGAGCCCAACAAGAGCCATCCTGGCACTTGTGAAGTTATTTTGGACAAACTGATGCAG
ATGTTCAGACTGGATGTTGCCAACCATGTGGTCTGGGCAGTAGAGGGAGTTGCACAGCGC
GTTCTTATAAGCTGCTTGATGCAGACTCTCAATGACGCCGATCTGGGGGCTCTGGGCAGC
TTGAGCTTTGTCCAGGATCACTCTCGGTGTGAGATCCAACACCTCCCATGGACGAAACTC
CGGAGCGGTGGTCACATTGATCAGAAACTCCATCACTGTGTCGAAATCATCTCTCAGGCA
GTCAACGGTGTAGACCATGTTCTCTCGGGACGAAGTCACACTTAAGTTGCCCCCCACTGC
CTCAACCCCACGGCATATCTTAAACGCTGAAGCCCCTTTAGTCGTAAGATTAGAAGCCAG
TCGGAGCAGGTGGGTTACCCCCACGTTTTCCGGGGTTTCATAGCGACAGCCTGCCTTGAC
GAACACGCCGATCTTAGAGGCTGGGGAATAGTTCTCCAGCGAGGCAATCACCAGTCCGCT
GGGCAACCTGGTTACCTGCACATCCTGCGGCTGAAACCCAGTCACCTCCACCTTACGGGC
AGCCTGGGCTGCATAAAGCCTCCTCGACAGCTGGGTAATTCCTCGGATCCCCTTCATCAC
CCTCCCTTAAGACAGGACGAAAAGCCAAGATGGCTGCTT
>CL198Contig1
AGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTT
TCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATG
GAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCA
CATGTTCTTTCCTGCGTTATCCCCTGATTCTGTGGATAACCGTATTACCGCCTTTGAGTG
AGCTGATACCGCTCGCCGCAGCCGAACGACCGAGCGCAGCGAGTCAGTGAGCGAGGAAGC
GGAAGAGGAATTAATTCGAGCTCGGTACCCGGGGATCCAGACATGATAAGATACATTGAT
GAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGT
GATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAAT
TGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTCTCTAGACTAG
TCTAGCGGCCGCGACCTGCAGCTCGAGCACATGGTGCCATTGTGCTGGCGGTAGGCGAGC
AGCGCCTGCCTGAAGCTGCGGGCATTCCCGATCAGAAATGAGCGCCAGTCGTCGTCGGCT
CTCGGCACCGAATGCGTATGATTCTCCGCCAGCATGGCTTCGGCCAGTGCGTCGAGCAGC
GCCCGCTTGTTCCTGAAGTGCCAGTAAAGCGCCGGCTGCTGAACCCCCAACCGTTCCGCC
AGTTTGCGTGTCGTCAGACCGTCTACGCCGACCTCGTTCAACAGGTCCAGGGCGGCACGG
ATCACTGTATTCGGCTGCAACTTTGTCATGCTTGACACTTTATCACTGATAAACATAATA
TGTCCACCAACTTATCAGTGATAAAGAATCCGCGCCAGCACAATGGATATCACAC
>CL198Contig2



ATATCAGAAGGGAGCTGTGAAAGAAAAAGGCCTCGNGGCATTTGCNCCGCTTCCNCATTT
TGCATCAAATNTTTTCCAAACAGTAAAAAAAAAAAGGATAAAGAAGAAGTTGCCCCTCCC
TACTTATTGAGTGTAAACGCCATGGGCTAAACGCACGTACAAGAACGCGCGACATGTGTG
TGACGTGTGTGTGAACGTAGCTTATACCATGGTCCGGTTGAATACTCGATTCTGATTGGC
TGCTGGGTATGCGTTAAAACCTGATAACCGCACGATGAAAAAAGAAGTTCCGGTCGGCTA
GCTTAAATGATTTGTATCACTGCGCCGGCTTCTGTAAAACAACCTTTTGCTTCATCATCT
GGGCAAAAACAAGCGGTAAGCGATTAACTTTCCCTCTGAATTGATGCTTTATTCAACCCA
TCGGGACGATCAGCATATATATATCGCCGAATCTTGACTGCACCGGTGGTGCTGCGCGAC
GCGGACTATATGTTACGTGATGCGGCGCGATGCGCCGCATACGCTGTTTATGAGAAAAGT
GATCCACATCGGGAAAAAAAACAAGAATTAAGGACTAAAACCTGGATAATATGTATTGCT
TTTGTAAGTGACCATGGTATAAGCGGGCTAATGCTCTTTAAACTTAGAAAAGGAGCTGGT
GCCCCTAAAGCTGCAGAACCTCCAAAAGCAGAGGCCCCAGCGGCTGCAGCTCCTCCACCG
TCAGCTGCCCCACCTTCTCCTCCACCTCCTCCCCCTTCAACTGTGGGACCCATTCCCACC
ACCATGCCTCCTGTGCCACCTGTGCCAGCGCATGCAATGGACACTAAACCAGTTTCAGCC
ATTAAGCCCACTGTTTCCCAAGCTGCACCAGTGACCCACACAGAGGGCGGGGCTAAAGCA
GCAAGGACAGAGAGCAGGGTGAAGATGAATCGCATGAGACTAAGAATTGCCCAGAGACTG
AAGGAAGCCCAAAACACCTGCGCTATGCTGACAACATTTAATGAGGTCGACATGAGCAAC
ATCTCAGAGATGCGGAAGAACTACAAAGACGCCTTCCTGAAAAAGCACAACATCAAACTG
GGCTTCATGTCTGCATTTGTAAAGGCCGCTGCTTATGCTCTAACTGACCAACCTGCTGTA
AATGGCGTGATTGATGACACAACCAAAGAGATCGTGTACCGGGACTATGTTGACATCAGC
GTTGCTGTTGCCACGCCAAAAGGTTTGGTGGTTCCTGTCATTCGAAATGTTGAAGGAATG
AACTTTGCTGATATTGAAAAGGCGATCAATTTGTTGGGAGAAAAGGCTCGTAAAAATGAG
CTTGCTGTTGAAGACATGGATGGAGGCACCTTTACCATCAGCAATGGAGGCGTTTTTGGG
TCAATGTTCGGTACACCTATAATAAACCCCCCGCAGTCTGCTATTCTCGGCATGCATGGC
ATCTTTGACCGGCCCGTTGCAGTCGGTGGGAAGGTTGAAATCCGTCCTATGATGTATGTC
GCCCTGACATATGATCACCGTCTGATAGATGGAAGGGAGGCTGTCACTTTTCTGCGTAAG
ATCAAGTCGGTAGTGGAGGACCCCAGGGTGCTGCTCCTCGACATGTGATCTCACATCTGC
TCCAACCCCAACCAAAAGGAAAAAACACAAAAAAGCTTAATAAAAGAAAACAAAGTCCGC
ACAAGCAGTGGCTCTACGCACTTGATAAACATTACTTTAACTGCAGTTAATGTATTGTGT
TGGTCAGCTAGGAATAAAGGATCTGTGTTAAACAGTTTGATTTTGAAAAGAACATTGGAG
GAAGTGATAAAATATGAGGCCGTTGTAAAGGAAGGACGGAGTTCTGAGATTTCTGGTGCT
GGTCTTTAGATTAAAAAAAACAAAAAAAAAGAAGTACTTTGGTGTTTGCCATATGTCATT
TTCTACATGCATCTCAAATGCTTTTGTTTATTGTAAAAATGACAAGGCAAGTACAGATGA
AACTGCATATTGTAATTTTATTAATTTGGTTGAGAGCAGAACAATCCGCACAGAACTTGA
AATCTCACAGTGAAAAAACTGAGATTTTATGCCATCTAGCGAAAGAAGTATAGAGAGAAG
ACCTCTCTTTTTGCCGTGTAAGAAACTATTTAAGAAGAAAAAATGTTTAAACA
>CL198Contig3
GTCACTGGTGCAGCTTGGGAAACAGTGGGCTTAATGGCTGAAACTGGTTTAGTGTCCATT
GCATGCGCTGGCACAGGTGGCACAGGAGGCATGGTGGTGGGAATGGGTCCCACAGTTGAA
GGGGGAGGAGGTGGAGGAGAAGGTGGGGCAGCAGACGGTGGAGGAGCTGCAGCCGCTGGG
GCCTCTGCTTTTGGAGGTTCTGCAGCTTTAGGAGCACCAGCTCCTTTTCTAAGCTTAAAA
AGGGGAGTTCCTCCTTCAACTTTCCCTCCATCTGGGACCAAAAGTTCCTCAATCACTCCA
GCAGCAGGAGAGGGAACCTGAACAGATGTCTTATCTGTTTCAATTTCACACACAACCTCA
TCCTCAGAGACAGAGTCTCCAACAGCTTTCTCCCACCTCACGTCTCCCTCTGTGACAGAC
TCTGCAAAAGCAGGGGTCTTGACCGTAACAACTTCATCTCTGTAGGCCACAGATGTCCTA
AAGTATTGGATCTGGAAGACGCTGGAACGGGGATCATATTTTACATTACTGTTCAACGTG
ACAGCATTGCCAGCTGATAGGGCTGCTGGGGCTCGTCGAACTATAATACTATTCCCCTGG
CGGATGGCAGAGAGGGAACGGCCAAAATTCCTGGTGAGACACCGGGAATGAGATAACATT
GTCGCTGTGTGACAGCACCCTGTCAGCGGAAGGG
>CL199Contig1
ATTCGGCACGAGGCCGGAATTTCCTAGCGTGACCGACGTTTCGTGTCTGTTTAGACTTAA
AAATGCGTTACGTGGCCGCTTACCTCCTTGCCGCTCTTGGTGGAAACACCAGCCCCTCTG
CAAAGGACATTAAGGACATCCTGGGCAGTGTGGGAATTGAGGCCGATGATGAACGCTTGA
ATAAGGTAATTGGTGAGCTGAATGGGAAGAACATCAATGAAGTTGTGAACTCAGGCCTCT
CGAAGTTAGCCTCTGTCCCAGCAGGTGGTGCTGTAGCAGCTCCTGCAGCTGCTCCTAGTG
GAGCTACTGGGGCTGCACCCGCTCCAGCTGAAGAAAAAAAGGAAGAGAAGAAAGAGGAAT
CAGAAGAGTCAGACGAAGATATGGGCTTTGGACTCTTTGATTAATCTGTCTTTTCTGTAC
TCAAAAAGCAATAAAAAATGTAAAATGTTTACACAGAAAAAAAAAAAAAAAAAAAAAAAA
AA
>CL200Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTAA
TCAAAATGTGAAACCTTTATTCCAGATTTCATTTTGTTTTTTTATTACAAAACACCCAAC
AGTGATGAGTCAAGTGTGTGTTTGGAATGATTGTGTGTGAATGAACCCGGAGCGGCGTCA
CGGCCGTTGATCTGCTGTATACAGATGGCAGCCATGGATGCTGAATGACTGGCAGCTCCT



CCCACCGGGCCGCGGAGCCGACTGCTCAGTCCGGCCCAAACAAACCCCTGGAACCCCGTT
CCCCCTCCAGCCCCCCATGTTTCCTGCAGCTGCGCTTTATTCTTTAGCAACTGCAAAAGG
TTTCTCCACCTCAATTTTGCCGCAGTCGTGGATGATCACATCTTTGAGCGGCTTATCGCG
GCCGTCTGTTTTTGTGCTCTCAATCTTCTGCACCACGTCCATGCCCTCCAGGACCTTTCC
GAAGACCACGTGTTTGCCGTCCAGCCAAGGAGTCTGGACTGTGGTGATGAAGAACTGGGA
GCCGTTAGTGTCTTTGCCGGCGTTGGCCATGCTGAGCCAGCCAGCCCCGTAGTGCTTCAG
CTTGAAGTTCTCATCAGGGAAACGGTCTCCATAGATGCTCTTGCCTCCTGTGCCGTCTCC
CCTGGTGAAGTCTCCTCCTTGGATCATGAACTGCTTGATGACTCTGTGGAATTTGCTGCC
TTTGTAGCCAAATCCTTTCTCTCCTGTTGCTAGGGCAACAAAGTTGTCAACTGTTTTGGG
AACAGTCTTCCCGAACAACCCAATGACAACTCTTCCAACATCTTCATCTCCAATCCTGAT
GTCAAAGAAGACCTTTGCTGTGACTTTTGGGCCCTTCTTCTTCTCGTCGGCGGATGAACC
ATTCGGGAATGCTAGAAAAATCAAAGATCCCACGATGACAGTGACCGCCACAAAGAACTT
CATCCTCCTCTCGCAGCGTCCAACCATCAACAAGAAGAAAAAGAGCTGCCCGAGGACGGC
CTGGGAGTCGCTGGAGGTTTTTATATGACCGGGGGGGAAAGGAAGGAGCGCGGGGGTATC
CGGGGTGGGGACTACAACCTCCAGAATCCCG
>CL201Contig1
GGAGACCGTTACNATTGAACTGAAGAATGGCACTCAGGGTCCATGGCACCATCACAGGTG
TTCATGCTTACATCAACACCTGTGATGGTGTAAGCATGAACACACACTTGAAGGCGGTGA
AAATGACCCTAAAGAACAGGGAACCCACTCAGCTGGAGTCCCTGAGTATCCGAGGCAACA
ACATTCGCTACTTCATCCTGCCAGACAGTCTTCCACTGGACACCTTGCTGGTCGACATTG
AACCAAAGATCAAGTCCAAGAAGAGAGAAGCAGTTGCTGGTAGGGGGCGAGGCAGAGGAC
GGGGCCGTGGCAGAGGAAGAGGACGAGGGCGAGGTGGACCACGGAGATGATTTCAGAGCC
CCAACTGTTTGTACAGCTTTTAATTGTACTGCGCGGTGGACGCAAAGTGAATCTAAGTGT
AAGTTTAGGGTTGTTTTTCTTTTTTATACTCGTGGGTTGTTTAAGACCGCGAGGGGGTTT
TGGATGCTGTTGATTCATAATTTGTACCATCTTGAATAAAATGTCTGAGCAGCATTTAAA
CTGGGTAAAAATGTCATCTGTTTTTTGCTTTTTTTATACCTTACTTGTGTCTTTGGCAAA
GTTGGCTGAAAATGTAGCTGTTGCTACTGGTCATCAA
>CL201Contig2
TCTTTATAGAAATTAATTTATTGGAGTCTTAAAAGTGATTTTATTTTAAATATTTGTTTT
AAATGTCACACGTTTTAAAAACATGTTCACCGTGTCAGATAAAAGTAATTCTTTACAGAA
AAAGAATATCTTAATGATAGTACACATGAAGGTGGGGTGTGTTGCCAATAGAATTTGAGA
AAAAATATTAAATTTCAGAAAAATCCAAACAGAGATCTTCAATAACAAACATAAGTTTTT
ACAATGATGTCAAAATTCAAAGTGGATTTTCTTTATTTTATTGGAAACTTATGTGGGTTA
AGAGCCAGCCCATCTAAGTATTGGACAAAAGGTTTTTACATTTGCAGTCATCAACATCCA
CACCATCCACCAGAGGTGGATCAGCAGTATCTGGAACATCATCAACAATAAGTTGAGATG
TAATCAGTTCCAGAAACTGTGAAAAAAAACCTTATCAACCTATTTCAATCACTTATAGGA
AAAGTGAAAACTAATCAAGCCAATTAAAGAGCCAAATATTACAAAGAGAAAAAAAAAGAT
TTATTCTTCTTTGATGCCAGTAGAACAGCTACATTTTCAGCCAACTTTGCCAAAGACACA
AGAAGGTATAAAAAAAGCAAAAAACAGATGACATTTTTACCCAGTTTAAATGCTGCTCAG
ACATTTTATTCAAGATGGTACAAATTATGAATCAACAGCATCCAAAACCCCCTCGCGGTC
TTAAACAACCCACGAGTATAAAAAAGAAAAACAACCCTAAACTTACACTTAGATTCACTT
TGCGTCCACCGCGCAGTACAATTAAAAGCTGTACAAACAGTTGGGGCTCTGAAATCATCT
CCGTGGTCCACCTCGCCCTCGTCCTCTTCCTCTGCCACGGCCCCGTCCTCTGCCTCGCCC
CCTACCAGCAACTGCTTCTCTCTTCTTGGACTTGATCTTTGGTTCAATGTCGACCAGCAA
GGTGTCCAGTGGAAGACTGTCTGGCAGGATGAAGTAGCGAATGTTGTTGCCTCGGATACT
CAGGGACTCCAGCTGAGTGGGTTCCCTGTTCTTTAGGGTCATTTTCACCGCCTTCAAGTG
TGTGTTCATGCTTACATCAACACCTGTGATGGTGCCATGGACCTGAGTGCCATTCTTCAG
TTCAATGGTAACGGTCTCATGACTGAGCTTCATCAAAAACCTGACTAGTTTCATGACGAA
CAGTAGAGAAAAGATCCTCCACCGACGAGAAAAATTACAGCGATCGAGTGAAATCACAGG
CCGCTGATGTACCACCAACGTTTGTGTCGCGTTGATATGACGTCAGCCCC
>CL202Contig1
GAACCAACAAGTTCATTTATTCTTTTTTTTCTGGCAGAGCTGTGAAACAGGAAGCCTTTT
CCGGCCGGCCTCAGGTCCCTGACGGTCATCAAGAGTCAACATTCTCTGGATTTATAAACA
GGGTTTAGGCAGGACCGACATCCTGTCACCTCCGTGTGTCTTCTACATTTCTTCTGCTCG
AGTTTAATGATCAAAAATGTAAAAAAAAAAAGAAGAAGAAAAGACCCTAACAGGGACATT
TGTGATATTATTTGTGTGAAAACTGAAAAGACTGATTGCACACAGACACAGTCTGGATAC
AACGCTTAAAAAAGTTGTTAAGACTGCAACTTTTTGCTTCTTTTTCCAAAAAAGTTGGTC
AAGAGGCAAAAAAAATTATAATACTGGTTTTCCTTCAACGTTGTAAGATGTTGAGCTCCA
CCAGCATTCAGTCTTTATCAATCCAGTCCATAAAAAGTGGATCACTTTACGCTTGGATGG
TGTTCTTGGCACTGAATGCCAAATAGTAGATCAGGATACCAATGAGGGCAGCGACCACTT
CAGTCGACACCCAAGGGCCGTTCCATGCACCCCTGTGGTCAATGTTGACGGAGAATAGAG
GCTGGATGGCATTTACATCTTCATTGTTTCTTTGGGCCTTGCGCAGGGCACTGTAGGACT
CTTCATCAAAGAACTTGACCTGATATGTTCCAGAGCTGGCCTGTTTGTGAGGAAGACTCC
AGGAAACCTGGTATTTGCCAACATCCTGGCCTCTGGTCACAGGGAACTGCCTTCCATTGA



CATCAGCATACAGAGTCACAGTCTGAGCGCCGTTGGCACAGGTCAGACCAAGCTCAACGA
TAAACACCGATTCAGAGGAGATCACGGCGTCAGACGTGGTGTAGGCCGAAGGGGTGATGA
CTGGATCTGTGCAGCTTTCTCCCAAGCAGGAAGCCGCCAGCAACGTCAGAAATGCAGCTA
TCCGGATCATTGTGAAGTTTACAAACGTGTGTGTAGTTTCTGAGGTCGTGCAGACGAGAT
GTTCAGTGACTGAGTTTGAACGAAGAAAGTCCACCTCAGCGCAACCCGGCCTCGTGCCGA
A
>CL203Contig1
GGTCCCACTGAGTAGACAGGGNCCCGTGCATACAAGCAGTTTTACAAGTTGCATTCAGAG
ATCCAGATTCTAGTGTTTCTTTGAAACACTCTTCAGAAGCAACCATGGTGAAGTTAGCTA
AGCCTGCAAAGCAGCAAATTCAGAAGAAAAAGGCCCCTCCACCCCCTAAACAGGTAGAAG
AAGAATCGAGTGATGAAGACGGCAGTGAGGAGGAAGAAGAGAGTCCACCACCTAAAGTCA
CAAAGAAAGCCACCCCAGCTAAAGCCACACCAGCTGTAAAAAATGGAAGCCAGGCTAAAA
AAGCAGAAAGTGACGAGGATTCAGAGGAAGAGTCTTCTGAAGAAGAGGCTCCACCCCCAA
AGAAGGCACCTGCAAAGGCAAAAGCCCCCGCCAAGGCTGCCCCTGTTAAAGCACAAGAGT
CTGAGGAGGATGATGAGTCTGAAGAGGAGGCCCCACCCCCCAAAAAAGCCAGCAAGGCTG
TTGCAAAGCCTGCTGCCAAGCCCCCAGTAAAGGCTAAGCCTGCAAAGGAGTCCTCAGAGG
AAGAAGATGACGATGAGGACGACGACTCAGAAGAAGAAGCTCCACCTCCAAAGAAGGCTA
CTCCTGCAAAACCAGCCCCCAAAGCCAAGGCAGCAGCTAAAGCAGCCCCAGCTAAAGAGG
AATCTGATGATGATGATGACGAGGAGGACGATTCAGAAGAAGAAGCTCCTCCCCCCAAAA
AGGCTACTCCTGCAAAACCAGCCCCCAAAGCAAAGGCAGCAGCTAAAGCAGCCCCAGCTA
AAGAGGAATCTGATGATGATGATGAAGATGATGATGACTCTGAAGAAGAGATGGACACCA
CTCCCGCAGCAGCTGCTACAAAGGGAAAGAAAGCTGGAATGGTGAAGGCCAAAGAAGAAT
CAGAGGAGGAAGATGATGAGGATGAGTCTGAAGAGGATGATGAAGAGGAAGAGGGGGAAG
AAGCCCCAGCTAAAGCTGCAAAGAGAAAGGCAGATGGAAAGAAAGAACCAGTTCCTGCTA
AGAAAGCAAAGTCTGATGGAGAAGGCTTCTGCTTGTTTGTTGGAAACCTCAACTCCAACA
AAGACTTTGACGAAATCAAAGCCTCGCTCAGAAAATTCTTCTCCAAAAACAGTCTAGAGA
TTGTTGATGTCCGGTTAGGAGGTTCCAAGAAATTTGGCTACGTTGACTTTGCCTCAGAGG
AAGACATGAACAAGGCAATGGAGCTTAATGGCAAGAAATTCATGGGTCAAGAACTAAAGC
TGGACAAGGCCCGTCAGAAAGATAACTCACAGGAAGGAAAGAAAGAGAGAGATGCGCGGA
CCCTTTTTGTTAAAAATCTTCCGTTTTCTGCCACGGTTGATGACCTGAAGGAATTGTTTG
AAGATGCGGTTGATGTCCGGTTACCTCAGGGACAAAACGGTTCAAATAGAGGCATTGCCT
ACATTGAATTCAAATCTGAAGCTGTCGCAGAGAAGATGATGGAGGAGGCCCAGGGAGCCG
ATGTGCAAGGGAGGTCCATCATTTTAGACTTTGTTGGAGATAAGAGCCAAAAAGGTGGCA
GAATGTCAGCATCAGGAGGAGTCAACAAAACGTTGGTTGTAAATAATCTGGCCTTCAGTG
CCACAGAAGATGTTCTACAGTCTACGTTTGAAAAAGCAGCTTCCATAAGGATTCCTCAAA
GGGACGGCAGACCTAAAGGTTTTGCTTTTATAGAGTTTGAGAACGCAGAGGATGCCAAAG
AAGCATTGGAAAACTTTAACAACACAGAGATCGAAGGCCGATCAATCCGTCTGGAGTACA
GCCAGAGTGGCGGAGGGAGAGATGGAGGCAGAGGAAACTCGGGTCCAACAAAAACCCTCT
TTGTCAAGGGGCTCTCAGAGGACACCTCAGATCAGACGCTTAGGGATTCCTTTGAGGGAG
CTGTTGGAGCCAGGATAGTTACAGACAGAGAGACGGGGTCCTCCAAAGGCTTCGGCTTTG
TGGATTTTGACAATGAAAATGACTGCAAAGCAGCCAAGGAGGCCATGGAGGATGGAGAGA
TCGATGGCAGCAAGGTGACGTTGGACTACGCCAAGCCCAAGGGTGAAGGCGGCTTCCGCG
GAGGAAGAGGCGGCGGTGGCGGCTTTGGGGGCCGCGGTGGCGGCTTTGGGGGCCGCGGTG
GCTTCAGGGGAGGCCGTGGAGGAGGCAGAGGAGGAGGAGGAAGGGGTTTCAGCCGTGGTG
GTGGACGTGGTGGTTTTGGAGGTGGAAGAGGTGGTGGATTTGGAGCAAAACCTCAGGGGA
AGAAAATCAAGTTTGATGATTAAAATCTGTGTTTTACATTTGAATGGACTCTGTTTCACC
ATCTTCTGAACTTTTGGACATTCCAGGAAGTGTCATTGATTATTTAACGGTAAATGGGCT
TTTTTGTTTTTTGCCCGTTTGCATAGACCCCTCACACCTACTGTACCCTGTGCCAGAAGC
ATACTTTGGACCTTTTTGAGCTTTTCAGTGTAAAGTGTGAGGACTGAATGTCCCAGAAGA
AAGCCTGCACTCGTTTCCTACCCAAACAGTCTTTTGCTGAAGGATTGAAGTGGATGGAGT
CTGGCAGGAAGGGTTGTGAGAGAAAAAAAAAGGAAAGATGCTTGTCCAGTCAGATATATG
GTGTAAATTTAAGCAGTTTGTATGATTTAATTTTACCTTTTTTTGTACAAAAAACAAATT
AACTCATTTATCCATACATTTTTGTTTTTATTTTTGTCATGCTTTCTTTAGATGTTAAGT
TTTACTGTTGTTTTCATAGTCCATGCTCAGAAGTTATTGGATGTTTGTTATGGTTGTTAA
ACGAGGCTGTGACTGAGTCATGGATAAAATCTAATCTATGTAACAAATGTTTGTAGAACA
TTGAGTATTTTTTTCCTCAAGATTTTCACGATAAAAATAAACCTCATAAGTTGTGATTTT
TAAAGGTTTATTTTTATTTTACATTTCATTAAATCTAAGAAAA
>CL203Contig2
CTTTAAATTTTAATGGCCTTTACGATACATAAAAGTATTGTTATATATACATGTTTTNAT
TTTCCTATCAGTTCATATNCTTCAGCTTGACATATTCCATGTTCATATATTTCTTGATTT
AGCATTGATTGGTTAAAATAGACCAATTTATTACCAGTATATTATCGTAAAACAAATTTG
AATTTGTGTGGATTGAGAAGCTAGCTGTATGTGCCCTATAAAAGCAATAATTCTATCAGA
GTTCAATTTAAATTTGCACAAGATTTAATCTTACTTTTAAATCTGTAACATTCCATTACC
TTATTCCACACTAAATTTGTGGGCTGAATCTTACACAAAAGCACAAATCCTAAAACATGA



CAAGTATGCCCCCTAGTGAGACGTNTGAAAACAGGACATGTNTGGNTTTGTTAACATTTT
AAGCTTTTTCAAACCAGGCAACTTAAGTTNAAATGAACAAAACTGCAAGTTTNACTTAGA
TNTAATGAAATGTAAAATAAAAATAAACCTTNTAAAAAT
>CL204Contig1
TTATTGAAGATNAATTTGAACTTTGAAACATTTGTGGCAAAACTGGAGCTTTTACTTTAC
TGCAACCATTTCTGGTAAAATGATGACCTCTAGTGGCCGTTAACAGCCATGACAATATGA
TTTCAGTTTATCACAATCTGCAATCACCAAATATTTTACTTTAAACTTCCTAGATACTCA
GGTCTTCATTTGTTGCTTTTAAAAGGAAATCCTGAGTTTTTTTTCAGGCAAAAAAGTCAA
AAGACAAAAGCCTTGAACTGAGAAACTTTATTATTTTCGATCAAAACCAAGCACAGCTTT
AAAACAACACTATAATAACATCCACTCGTTGTCTCAAAGTGTGAGAAAAAAAATGAATTC
AAGCACTTCTGGTTTTTCATGCTCTGATCTCACGTTAGTCTTACTACTTTGGTCACGACT
GCACATTCACCTTTTTCAGCGTTTACCATCACTGGGACAAAAGTGAGAGCTTGTCGCGCC
AAAATCGACACAAACATAAAGAAATTAACTTCATGTTTATGATGCATTCAGAAATTTGTG
GTCAACAGTGTTTTAGATGTTAGCATGCAGCTGCTGCGCTGCAGTGCGGCACCGGGTCCT
CCAGCAGGGGGCAGGACTCCGGTGAGATCAGCCCGGGTAAGGAGAAGGATGGGAACAAGC
TTTTATATGGAAGAGGGGGTTGGAAGAGGGACATATTTTGGTAAGGGGGGGCTGATTTCG
AGGCTTTGTGATCATTTCTGCTTGGGTTTCGCTTCGAGCGGTAGGCCAATGTCCTTCCCT
CGCAGCTTCATACCGATCACTCGCTCGATTTTACCCATGACCTGGTTGTTTGGTATTGCT
TTGCCACTCTCATAGTCTGCGATGATTTGAGGTTTCTCGTTTACTTTAGTGGCGAGGTCT
TTCTGGGTCAGACCTTTGGCCTGCCGGCCCTGCTGGATGACCTTCCCCACTTCCAGCGGG
ACGCGCTCGTGGTGGAGCTCCTCCGTCTCCCTGTCCAGTTTGGCCGTGTTTTTCGTCACG
AGGTGTTGCTTGTTCTGCCCCGCAGCCCATTTCTTGGTCGTCTCGACTTCCTCCCCACGT
CTCTGAGCAGCACTGATAGCCTGCTTGGATTTGGCCTGGGCAGCAGTGGGGCCCTTCTTC
CTCAGAACAGTTACTGTGTCCCAGTCGCTTTCTGCCATCTTTTCCGGAGCACGCGAATAA
AATGTCGATGAAAAAAAACGAATAAAAGTCGAGCGAAGAGTCAGAGATTGGACGTAGAGA
CACCTTAGCGGGCAACTCCTTCCAGAATTATCACCAACGTTCTGCCAAAACTTTATTTAA
AAACAAG
>CL204Contig2
CCAGGCCAATCCAAGCAGGCTATCAGTGCTGCTCAGAGACGTGGGGAGGAAGTCGAGACG
ACCAAGAAATGGGCTGCGGGGCAGAACAAGCAACACCTCGTGACGAAAAACACGGCCAAA
CTGGACAGGGAGACGGAGGAGCTCCACCACGAGCGCGTCCCGCTGGAAGTGGGGAAGGTC
ATCCAGCAGGGCCGGCAGGCCAAAGGTCTGACCCAGAAAGACCTCGCCACTAAAGTAAAC
GAGAAACCTCAAATCATCGCAGACTATGAGAGTGGCAAAGCAATACCAAACAACCAGGTC
ATGGGTAAAATCGAGCGAGTGATCGGTATGAAGCTGCGAGGGAAGGACATTGGCCTACCG
CTCGAAGCGAAACCCAAGCAGAAATGATCACAAAGCCTCGAAATCAGCCCCCCCTTACCA
AAATATGTCCCTCTTCCAACCCCCTCTTCCATATAAAAGCTTGTTCCCATCCTTCTCCTT
ACCCGGTGCCGCACTGCAGCGCAGCAGCTGCATGCTAACATCTAAAACACTGTTGACCAC
AAATTTCTGAATGCATCATAAACATGAAGTTAATTTCTTTATGTTTGTGTCGATTTTGGC
GCGACAAGCTCTCACTTTTGTCCCAGTGATGGTAAACGCTGAAAAAGGTGAATGTGCAGT
CGTGACCAAAGTAGTAAGACTAACGTGAGATCAGAGCATGAAAAACCAGAAGTGCTTGAA
TTCATTTTTTTTCTCACACTTTGAGACAACGAGTGGATGTTATTATAGTGTTGTTTAAAG
CTG
>CL205Contig1
TTTTTTTTTTGTTTTAACTTNTGATATTTTTTTTTATTCAGGCGATTGTCTTCCAGTCTA
TTTAAATGCATCAATTTTTTAAAGAACAAGTTGAAACATGTCGACGTGTGACAGTGTAGT
GAAGGCTGGAGTGCCTTTGTGTTTCCTGCAATAAACTTATGTGATCAAAAGGGTTTTTCT
CGTGTTTTTAGGTAAAGCAGCAGCGTGAAACATTATCAGACTGTTTCATTGAAAGCACTC
TAAACATGTCTCTCAAACTCAGGCACTCAAAGTGGCTTTATGTGATTTTACATGAACTAA
AGATGGCGTTTATGACAGAGTGACGTATGTTGCATCCGTGGTGACACCGCAGTTGTTGTC
CTTCATGGACATGAGGATGTAGCCGTCATTGCCCCAGTAAGTGGACCAGGAGTTCTTGAT
TAACCAGTAGGGCTCTCCGTTCAAGGTGCCATATCCCACGGCGAGCACAGCGTGGTCCAG
GTCGTCTGTGGTGTTACCACAGGCAGGCTCATAGTAGACACCGTAACCGTAGAAGACAAA
GGAGCGGTGCGAAGCGTCGATGCTGACCGCCACCGGCCCGTTTTTGAAGAGAGCCAGCTT
CAGGGCCTCCGCGTCCCCTGATGTGACGTTGGTGTAGCTCTTGATGGGTGCAACCAGCTC
TGATGAGTTCATGTGGCAGAAACCATTCATTCCCATGTAGGAGCCGTAGGTTTCCGTGGT
GGCGATGCCGCCGTGTTTCATGATCCACTCGTACGCTCTCCACTCCTCCCCGCCGTCACA
GCCGTTGTTGCCAAAGCCCCAGGAACAGTCGACCAGCATCTGCTGGGACAGAACCTGCAG
GGAGCCGGTCTTCAGGAAGAGAGCGCCCTCTATTGCTCCAGTGGTGGCAAAGCTCCAGCA
GGAGCCGCAGATGGCCTGGTCCTTCACTGGGGTCACGGCGCCATAGAGCCTCCAGTCAAG
CGTCTCTGGTACTTTCACCCCTCTGTACAGTGAAGAGGGGAAGGGCAGCCCTCCGTTTGG
CGTCTTTCCACGTTTTCCTCCTCGCATGCTCTGTAACTCGGACATGGTGCGATCTGCCAG
GGAGTTGACGGCGAGGGTGAACGGCAGCCTGGCTCTGTTCTTGGAGTGGATGAAGCGCAG
GTTGTGCAGAAAGGCGTGCTCCCTCTCCTCGTGCTCCCTTTCGTCGCCGTACTGACGCTG
GAACTTCTCCTTGAAGTGGCCAAACATCTTCTGCGAGTGTCCTGAGGCGGACGTGTGGAT



GATCTCTTTCATTGGATTGGCCAGCATGTGGTGCTCCACTCCTGGACCCGGAAAGCCTCC
ACAGCTCATCCCTTCAGGCAGAGAGAAAACTTTGGGGTCCAGATGAGTGCTGAAATCCTT
GTAGTCCACCAGGTACTTGTCGTAGTGGGACCCCAGCAGGGTATTGTAACCCATCATCTC
GTAGTGGAGGGGCACGGCCGTTCCCTTTCTTCCATCTCTCTCAGACTTTGCCACCCACAG
CGTGTACGTGTTCTTCTTGTGCCCCACAGTGGTCACATTCTGCCACACCTCACATAGCGA
CCCCCCGTAGTACTCCATTCTCAGGAACTGGAAGCCCTGCAGGTCGGGCAGCGTTCCCTG
GGGTTGCACCGCTTCCTCTTTGGTTCCGTTCACCTGGAAGCACTTCATCACATTGCTCTC
CGTCTCCGTGGTCTCGGGGGTGATTTTATACGCCACGCCAAACTCTTGGTGGGACGCCAA
CTGGTAGGTTGAAACCTGGCCATGGTAGTAGTCGATTCTGCTCGACTTTGATGCGAGGTC
GAACCAGCCCTGAAACGGCTCGACGATCTCGGCGTAGGGAAGAGAGATGACCCCTTTGAC
ATGGTAAGAAGTCCCAAAATCAGGAAGAGGGAGAACAGGTTTTCCCTCTATTACCCCAAC
AGCCACGAGGAGAAGCGCCACGCAACACAAATGCTGCATTTTTCCACAGATGAGGCGAGA
AACACGACGAAGAAACACCATAAAATTAAAACCATCCGACACCAAGCATGACTGAGAGGG
GGCCCC
>CL205Contig2
GCCTTCCTACACTGTCACACGTCGACATGCTTTCAACTTGTTCTTTAAAAAATTGATGCA
TTTAAATAGACTGGAAGACAATCGCCTGAATAAAAAAAAATATCAAAAGTTATCATTGCA
TTGGTATCTCTGGTTACATGAACATATGCAGCTATAGGACATGCTTTCATGCTGTGGGTT
TTAACACTGGAAGTCTGCGAAGGGCTCCAGACCTTTCCTGCTGTAAAAAAACAGACTTGA
AGAAGGTTTTGGCCGAGCAGCTGCATAGATCTGAGGTGCCTCTGAAGCCGAGAAGTCTCC
TTCTTAAACCCCTAAAGTCTCTACAAATCACCATTTACTAATCAGTTAGAGAAGAAAAGA
TGTCTAAGGTCAAAATTAAGAGAAGGTTCCATCATTTTCTTAAATGACAGCCAACCGCTA
AGTTAAGACAGAGATACACGAGACGTAAATGCGTGCATTTAACCTTTACTAAACAAAAGA
GTCTACACGGCTGCCACTTCCATCAAAGCAACATTAAAATATAACCACAGAAAGAAGATG
CAGTTGTTTGTAAAAAATGCAGAAGATCCTTGGTCAGCATTGAGTTTTTAAACCACATTT
GAGAGGAAGATGCAGTTCTGCTGCTGCTCATTAAAAGGTTTTATATCTGAAAAATCTCCA
GATTGAATACTTTTTCCAGCACTTTTTGTTTATCAACATGTTAGAAAATTAGGTGAAAGG
TACNAAGTTACGAAAGGNTGGCAAAAATTGCAAAAGAGC
>CL206Contig1
TTTTTTTTTTCCTTTCAGATAATTTATTTTGTACAGTAAAACAGAAGGTCATGCTTTGTG
GAGAGGAACGAACACACACTCCAGATGGTTCCTCAGACTTTAACAGATGATTATCTTACA
AAGATGGCGAGTCGATACACTTTTCTACATCCCACAAGACTCCAGCAGCACGCCATGAAC
CCCGCCCCCACACAGGCAAGACGTGACTCCATGATCTTCTGGAGGAGAGCGCTGTGGGGT
TCCTGAACCCCCCCAGCAGCTGTAGGCTCAGACTGGGGGTCCTTACTTGGGGGGCCTGTA
GGCAATCTTGCGGCTCTTCAGCACAGACCATCGGTGCCTCTTCATGTAGTAGAGCAGCGG
GACGAGGATGGCGGCGCCCATGAGCAGCTTCAAGCCCATGCGCTTGCGCTGGTCGTGCTC
TGGCTCGGCGGCCCATCTCAGGAAGGTGCAAACATCTTTAGCCACTTGACTCATGGTGGC
GGGGGTTCCGTCCTCGTACTCCAGAATCTCGTTGTAGATGGGCGGGGCCATGCCAATAGC
CTGGCCGGGGAAGTAGGGGTTGTAGTAGAGTCCTTCCCGGACCGAGACCCCCGCGGGCGG
CTCGCAGTAACCCGTGAGCAGGCTGAACACATAATCCTCTCCACCGTGTCTGGCGTTGAC
GATGTAGCTGAGGTCTGGAGGAAGGGCGCCATTGTTGGCGGCGCGCGCCGCCTCAGGGTT
GGCATAGGGCTTTGGGAAGTAGTCCGACAGCTTTCCTGGGCGGGTGAACATCTCGCCGTT
CTCGTCGGGACCGTCCACCACTTCCACCTCCTCAGCGATGGCCTTCATCTCATCCTCCGT
GTGCGACACCCCAACCAGGTTTCTGAAGGCCAGGTACTCCATGCTGTGGCAGGCCGAGCA
CACCTGCTTGTACACCTGGTACCCACGCCGGATGCTGGAATGGTCCAGGGCAGACAGAGG
TCCCGCGTGGCTCCAGGGGTAGTTCGGCGGATGGAGCTCCAAGTCTGAGGCTTTCACAGA
CTGGTGCAGCATCAAGGCAAGACTTGCACCCCCAGCTGTGACCACACCCAAAGTTGTCAA
TGCAACCTTCTTCTTCATCGGCAAGCTGGCAAAGGACAAGTTGGCCTGAGGGGCACGCAG
AGCCTTCGGTGCGGTGAGGAGGGCTCTCCCGCTCCCCGATCCCACCACAACCCGCAACGC
AGCCATGTTTGCAGATGTTTGCAGCAGTCTGGCTGA
>CL207Contig1
ATACTTTAAACATGAAGGTTTGACACTCATTTTATGACTCAAACAAAGATTTTGTTTTAT
GAATGAATGATTACATGAAAGCACATTTAAATAAAACTGCAGCACGTGTCAAAATAAAAG
CCAAGTTGTTGGTTTTTTTGCAGAAATAAGCAGCAGCAACTGTATTTAACTGTAATTTTA
TTGAAGTTTTCTGCAGCTCTTAGTGGATGAGGAGCATTGCTCCAAATTTAACTTTACAAA
CCAGGTACACACAGACTTCTTTTACGCATTCACTTCCTATACCAGATCTTTATCTTCTTT
TCACGCTTGATCTTTTTCTGAAGCTGTAAAGTCCCATAGAGGAGAGCTTCTGCTGTGGGA
GGACAACCTGGAACGTAAATGTCCACCGGTACAATCCGGTCGCAGCCTCTGACCACAGCG
TAGGAATAATGGTAGTACCCTCCTCCATTAGCACAGCTTCCCATGGAAATGACGTATCTG
GGCTCAGGCATCTGGTCGTACACCTTCCGTAGAGCTGGTGCCATTTTATTTGTCAGCGTT
CCTGCCACAATCATAACATCTGCCTGGCGGGGACTGGCTCGGAAAACGACTCCAAAGCGG
TCCATGTCGTAGCGTGGGGCCGCCATGTGCATCATCTCGACTGCACAGCACGCCAAGCCG
AAGGTCATTGGCCATAGAGAACTCCGGCGAGCCCAGTTGATAAGGTCATCCAGCTTGGTA
ACAACATACTCCCCTTTGCTGCTGGCAACAGATGCTGGTTTGGCTGCTGCCACTGACGTG



CTTCTCTCCCTGACCGGCACGACACTTGTATTTGTAACTTCATTTTTAACACTGCTGTGC
AAGCTTCTCTGCTGCAGAGCAAACACGGATAACGGCCTGGTTGAAAAAGAACCAAACAGG
GCCAGGCGTGGAGCCACCAGCGCCGCCATCTTTAGCAATGTTGTTACGTCAACTGTTTCC
AG
>CL208Contig1
GTCGACTCTAGCGGCCGCGGCCCGTTTTTTTTTTTTTTTTTTTTTTACTCCAAAAAGGTG
TTTTATTTTTGAATGAAATATTGTGTGTGGACAGGTTTAAATGTACAGCAAACAACGAGA
ACTCCACTCTCCACTCAGAACTGCATATCCCATCATGCACTAAAATCAGGGGTAAGGTCT
CAGTCCCGCTCTGCCAGAGCCATGAGGTGGGTGTCCACTTCAGCCTCAGTGAGGATCCTG
AACTTGTGATCCTGCGTTGTGACGACGCCCACCTCGAGCTCAGAAGGTTTGAAGTCAATG
GAGAGCACAGTCGACAGACACGAGATCGCCGTCTCGATGGTTTGTTCAAATGTCCAGTCC
AGTTTCTTTTTCACTTTCTTCTCCAGGAAGCTGGTTGCTTCCGTCTGCTTCACTCCAGCC
GCCGTGGCCTTGAAGCCGCAGTAGTAACCCGCCGGGTCACACTTGTAAACTTGCGGGCCG
AACTCCTCGTCTATGCCGATCACGATCATACAGCAGCCCAGCGGTCGCATCTCAGCGTTC
TGCGTGTACACCTGCGAGATGTCGGCGATCCTCTTGCACAACATGTCCACCGGGACCTCG
TAGCCGTACTTGTACTGCCAGTTGGCCGCCTCGTAGCGAGCTCGCTGGACTTGAGATCTA
CTGTCAGCCGTCATCCCAGACATGACACATCCAATGTTGTCTGTTATTCTAAAGAGGTGG
GTCACTGTGGAGGCATCCAGGAGCTTATCTGGTACTTTTTTTTGCGTCACAACAACTGCA
CAGTCTTTCCCCCGAACAGCCACTGATGTCAGTCCACCTTGGTTTATCGCTTTGAAAGCA
TATTCGACTTGATAGAGCCTGCCCTCCGGGGAGAAGATGGTGATGTGTCGATCGAAGCCT
GCACTAGAGCCTCGAGACATTTTTTCAGGTTAATTTTGGCCAAAGTTCGTCTCAAAAGAA
ATTTCACCTATTCATTCGCAATGCTTAACCCCCGGAAGTTGAACTGAACTACCAGAGACT
TCTTCCCCCCGGCCATAAGGCCCGGGTTAA
>CL209Contig1
TTTTTTTTTTGCAAAGTTCATGCAAACCTTTATTTTTTCAGTCAAAAATTAAGTTGCAAA
TGTCAGTAGAAATGAAAGGTGGTTCCTCCAATAGGTTGTGGTGTTTCTGTCTTGGGCAAA
ACCATGAAGGGTTTTATAGATGTCTTGTTAAAAAAATGGTGTTATTGAAAGACACAAAGA
AACTAAATAACAAGTAAAAATAGCTTTTTGCCTGTATGAATCAGTAGCACTGTTGTTCTG
GAGTAGGTTTTATGAAAGGTGGTCTTCACATTTTCTTGTTTCCCCATTTGGCCATCCTGT
TGTGGATCGGGGTCCGAATGTATCTGCCCGACTTCATGAAGGCAGAAATCCTCTCCAATG
ACTCAAAACGGTCCAGGAAGTCCTTCAAGTTCTTAAAGGCATCGAGGCATGTAGGAAGAA
AGATCCTCTGCTGGTCCAACACATCGTACATTATGAAGTCTCCAAAAGTGAGCCTGTCAC
CAGCAAACCACTTCCTGTTTCCAAGAAAGTCGGAGAACTGCTTCAAAACATCAGGCAGCG
TCTTGAGGTACTCTGGCTTCAGGTTTTCGTAGTCAGTGTAGCACATCCTGATAAAGCTCA
TTCTGAAGTCCATGACCACGTTCTCCAGGATGTCCAGTCGAATCTTCTCCTCTTCAGTTT
CCCCGCAAAGCTTGTTCTTCCTGGCCAGGTACCTCTGGATGGCATTGCTCTGAACAATCT
TTTTGTCGCCATCCACCAAGTAGGGCAAGTTGGGGAAGTCCAGTCCAAGTTTGAATTTTA
CACTAAACCAGCCGCTTTTGTCATAGTTTGGTGCTTCTCCACAGACGTACGTCTTTTCCT
CATACTTGGCGCCAGTGTACTCCAGCAAAAGGCGGGTGGGGTGGGCGAGCCCGCGAATGT
CCCAGTATCCCAGAGTCATGGACATTGTGATTCAGTTGCTGGATCACTTCTGATGGAACT
TCTGCAGACAGCGCTGGTGGTTAGTGGAGGAGCGGGGATGATCTGT
>CL210Contig1
TATGGCCGGGGAGCGCGCGAAAGCGCTAACAGGAAGTGAGGGTAGCAAAGGGAAACGGCG
GCTAGTTTGGGATTTGAATCTCTCAAACTTTTTCCACAATCTGCAAACATCTAAATTAAT
ATGGCAGACACGAAGGACCAGGATGATCACGAAACCTCAACAGATAATGTTGACGACTCT
AACCATGACCCCCACTTTGAGCCCATTGTGTCTCTTCCTGAGCAAGATGTGAAAACATTA
GAAGAGGACGAGGAGGAGCTTTTCAAAATGCGGGCTAAACTATATCGTTTTGCCTCTGAG
AATGATCCTCCAGAGTGGAAGGAGAGGGGGACAGGTGATGTAAAGCTTCTGAAACACAAA
GAGAAAGGCACAATCCGCCTTTTAATGAGGAGAGACCGAACTTTAAAGATCTGTGCTAAC
CATAACATCGTACCAACGATGGAGCTGAAGCCCAATGCCGGCAGCGACCGAGCATGGGTG
TGGAACACACTAGCAGATTACGCAGATGAATGCCCCAAACCAGAACTTCTGGCCATTCGC
TTTTTGAATGCAGAAAACGCACAGAAGTTTAAGGTCAAGTTTGATGAATGCAAGGATGAA
GTTCAAAAAAATCTGGAGAAATCAGGCAACACTGATAATGCAAACAAGGTGGCAGAGAAG
CTGGAAGAACTCTCTGTAAAGGACAAGGAATCCGGGGAAACGAAGAAGGGTGACAAAACG
GAGACTGAAAAGAAAAAAGAGGAGGGGGTTAAGAACTGAAATCCAAGAACTGGCTTTGCT
GATCGTCAACTTATCAGTTTTCCTCTTTTTCTACAATAGACTGTAAACAAACTTAATTTG
GACACTTGCATTTAGGTTTTTTTGTTGTTTTTTTTTGCATCAAGATCACAAGTCCTCAAT
GCCACTGGAGAAAAAGAAAATCAGATAATAGTGAAAAAACCCTTTCCTTTGCAGCATGGA
TTCACAGGTCAACCTCTCTTTTGACAAACTGTAAAAAAAAAAAGGGCTTGTTATAGTGAT
AATTCCCACATTGGGTATTATTTTTTTATATTTTATTTTGAAGGACTGTTTGGCAGGGGG
TGGGGAGAGGAAACTAACCTACTTCCTGTTAGCACAGCGCCAGATCCTGCATTCTAGAGA
TGCATTGAACACCATAATGATGCTTGTTAGCCGGCCGTCGTCACATTTCAGATTCTGGTT
TATTTTCCAGTTCTAAGAGCAGTCCATTCAAGAAAGTTGAGGGATAACAGATAAGTTTTA
CAGATCACAACACTCAACGCTAGCATATCAGGAACATTTGTTAGCTTTGAGTTTCTTTCA



ACTTTTAAGCCCCGAAGTAAAACGGTTCATGAATTTGGTGCAGTTTACCCAACATTTCTC
ATCAAGGAAACCAAGTTTTTACTCTTGAGTTCGTAACATTCCCTGACTTCAAAGCATGTA
AAGCATATACTATATATATGAGTGCCCTACCAGATGTGTGTGTGTGTGTGTGCGCGCACT
TTACCACTCACCTCTTGTTTTCAGTAGGTTCTTAACATGCCTCTAAAGTGCATCCAAGTG
CCAGTGCATCTGTAAATACATGTACATGGAAGAAATGTTGCTCCTCATTTGCACTTGAAT
GACCTGAAATGTTTCCTCCAACTTCAAATAAAAGCTGTTAAAGACCAAAAAAAAAAAAAA
AAAAAAAAAAAAAAACTT
>CL211Contig1
ATCTCATTTGCGGCGGGGCCAATTTCTCCATCTCCAAACTCCGCTCGAGAAAAAAAAATT
GAAACAATTCACGTGTTTTCTCATCTTAAGCTCGTTTTTTAAAGCGCGTATTAGTTTCCC
TGCGAGACTTTTGGACTCCGAGCCCGTTTTGCTGCTTTAGACGCACCGGGAGGCGGCAGC
GTTCCTCGATTTTTTGGGGGGAGGAAGCCTGCGGTCTTTGTTCATTCATTTGATCGGTTG
GGCTCCTTTGTTGGAACAAAAAAAATTAGAAAAAATTTAAGAAGCATGGGAGCGCAAATC
TCCAAAACCGCTGGAAAAGGGGACGCCGCGGTGGAAAAGCAGGCGGAGGGCGTAGAGGTT
GCTGCCAAGACAAACGGACAGGAAAATGGTCACGCCAAGAGCAACGGAGATGCCTCTCCT
GCTACAGAGGAAGCCAACAAAGCTGATGTGCAGGCTAATGGTAGCACTCCTACAGAGGAG
GTGCCAAAAGAAGATGGAGAGAAAGTAGAGGGCGCTGAAGCCGGCGGAGAGAAGGAGGCA
GGTGCCACAAATGGAGAAGCTTCCGCCAAGCCGGAGGAAGGCACTCCATCCACTAGCGAG
GATGGCAAGCAGAAGAAGAAGCGGTTCTCCTTCAAAAAACCCTCCTTCAAGCTCAGCGGC
TTCTCTTTCAAGAAGACCAAGAAGGAGTCTGAGGAAGCGACGGAGGAGGCAGCAGCGGCA
AAGCCAGCCGAAGGAGAGAAGTCCGAAGAGGCTGCCACCGAGGAGGCCAAGCCAAGTGAG
GGCGGTGAAGAGGGAGCCAAGGAGGCAGCAGCAGCTCCTGAAGAGCCAAAGGAGGTGAAG
GGAGAAGAAGCTGCAGGAGGAGAAGAGAAACCAGCTGAAGCTTCAGCTACTGAGCCAGAA
ACGGCAGCCAGTCCAGAGGCCACGGCAGCTGCTGAGTAATCCTGCTGAACAAGATCCCGG
AATGAAGGAAAAGTTGTAGCTCATTTTTGAAGAAATGCGAGAACTTGTCTAAAACCAGGG
ATTTTTTTTCTTCTTTGTTTACTACTTCTGCAACCACCTCATCCCTAATGATTGCAATGT
CCCTGGCAGTGATGGACAGGAGGTGCAGTAGAGTGTGTGCAGCTTCATCACTGCTTATCG
GTGCTTGCATGTGAAACATGGATGAGTGTGAAAGTGCGACTGTGAGCAAGATTTTTTTCT
TCATTTTTTTTTTTTTTTGGTTTATTTCCGACATGACGCGTTGCTAAATTTGATGTATTT
AATCACAGTATTTGGTGCTGGCAGTTGGATGTAGCAGCTAAAGCTGTGTCTGCAAGATCT
GACACATTGTGATGTTTAAAGGGAAAAAAAGTCCTTATCCAAGTCTTAAATGTTGTCTTT
GCAGTGCACAGTTGTTTACAACTCTTGAAATTTAACGCTCCTGTGGACACTAACCATTCC
TGAACTAGATTTAGTTAACTGTCAACAATAGGTGCTTATCACTTTCCATTAGATTCCATT
TCCGAAATTTCTGTAGTAATGCACGCTGTATAGACTTTGATATTACTGGTTTTATGACTG
AGATGTACCTAATGATTGAAGGTTTTTAACTGATTACCCATTGTAAATGAAGTTTTCTTG
TTTTTTCACCATTTGTAAGATTGAATAAAAATTGGGAGATGTTTTTCCCCAAAAAAAAAA
AAAAAAAAAAAAAAAAAACATGTCGGCCGCCTCGCCTCTAGAATCCCGGCCATAATGCCC
GGG
>CL212Contig1
TTCTGTGANCGTGCTTTTATTTTGAAGTTTACTTTAAAAAAAAAAAACAATCCCTTCTGT
AGGCTCTGCTGTTAATTCTTTTTAATACATTTAAAGTAATGTTTCTTCATGATTTACGAG
CGTACTANAGATGATCTGAAAACCACATTTGCTATAGTTATGGGTGTTTGTTCCACACGT
TTACCTTTCATTGNGTTGGCCTTAAGCTGTAATGTACAGATTAGACAAAAAAACAATAAA
TATATAGTTAATGAGTAATTCTGAGAGATTTTCCCCTTTAAATCTGCTCATTTTAATTTA
CTTTTCTGTATCTGNGCAAAAATTCTTAACTTAAAAGGATTTAATGTGACTCTTAAGGTT
TGTGTGCNCCTGAAGAGGAAACATCAGAGCAACTATATGAGGNGATTTTCAAACCCTGTT
ACGTTTCTAAAGGCAAAAAACTTTTTTTCCAGGTGTGCAAAACAAATCACAGCTGTGAAT
ATTTTTTTANACGGTCATATTANCTACAAATGAGTTTTTACNCAAGAGCGAATAGAAAAT
GCAAAAGCACTGAATAATTCTGCAATTCTGTTTAAAAAAAATTTTTTGGAAATAATTCAT
CAAAAAATGNGCTGGTATCCATTTTTTTATGTTGAAATGAATCACATTTTTAAAAATTAT
TTTTTCTAACATCACTCTCTCTTTCATACTCTTTCTGTTCCTCCGGGCCAACAAAAAACG
CTTAAAAATATAATTGTAAAAAAGGCTTAGCCTCAAATACAAAAGGGGTTTATTCAAATA
TACTCCAAAAGATTCATAACCCCATGTTGTGACATTTAAATATGATATGTAACTGCATAT
AAACAGTCTAACATATAAACTCAGTTCAGAGTCATTGATGAATTTAACTTTTAATGGAAG
TTTATGAAATAACAGACGATGCCGCAAAGAAACTAACAGAACAGCATCAAGAAGTTTTTA
ATAAATTATGCTTTTATGGGACTTCAGGTGGAAATATGTTGATTCCTTTTGTTTTGTTTT
TTAATATATAAATAGGTCAGAGTTCATCTTTCTCCTCTCCAGGACAGAGGCACGCTGCCC
TCTGGCTGTTCATGTAGGGTTTGCAGCCCAGAGTCCACACGGTGTTGAACAAAGTGTCCG
CCACAGTTTCACAGGCTTCGACTTTTGAGACGAAGCCGAGGCTTTTCTTGAGGTCTGAGC
AGATGCTGTGGAGGCACCAGCGGAACTTGGAGTCGCAGCGGTATTTGTTGGAGCCGCAGG
TGTCGTAACACGTGTCCAGCTGGTTGCAGCATTTGGTCATGGCGGGAATGCCAACGTCAA
TCCCCTCTGGAATGGGAAGGCCAAAGAAGTAGGAGCTGCATCCGTCCGGCTCGGGCATCT
TGAAGCCGGGACGGGGAAGAGGAGCTTTACCAAATCTACAGCGATACTGGCACACGCCAT
CTCGTCCACCCATGAACTCCAGCATGGAGTCAAAGTAGCCGCTGACGGCCTCAAAACCGC



CTCTGAGGGAGTTCACTCCCCAGCTCTCGTCATCCTCCTGGGTCCCGTCAGAGGCTGCGC
CGGACGGAGGTGGAGGCTGGGCCGTTGCTGCTGCAGGATCCCCGGCGTCCTGACCTAGCC
CACTGTGGATGGAGAGGCCCAGCAGGAGCAGAACGAGGGCGAGAGGGGCCAGGCGGCTCA
TCCTGCGGATCAGACAGCTCAGTGGGGGCACAAACGCCAAATGCACTCACACAGGCAATC
CTCCAGCTGTGTGCATGCTCTGAACTNTGAGCCAGACTCAGCCTCGTGCCG
>CL213Contig1
TCTTGTTTATTGGAGATGTTCACAATGACACCTGATTTCAACCAGCACTTCAACAGGGTT
GGCTGGCTCATCAGTAAACGGCTTTCACTTCCAGGACTTACACTGTCAAATCCAACTGCC
TTCAAATAAAATGAAAAAAAATGCACACCAACTCTGTAAACTACTTTTCTTAGTCATACA
GCCACATGTAGACATTACTTTTGGATCATGGGTAAATTTTCTGCGTACTCATTCTGGCAG
CAACAAAACCTTGAATGCCATGCAGGATTCTGATACAACTACAGCTGAAACTGGACGAAG
AAGAAAATAAAAGATGGAAAAATGCAAAATGGAAATTACACTTGTGAGACCCAACGTGGG
CACACACACCTTTAATGCAAACAGGTACTACAATGGTTTGGAAATGTTTGCGTAATGATT
AGAGTACAGCTACACACAAAACTCTCACTCCACCAGCAACATACTAAAGGCAATCTTAAT
CGAACCAAAAAAAAAAAAGTTACTTCCGGAGGGATTCCAACAANTTTTCACAATTANCCC
ACAGGGCATTAAATCTNTTTGGATNTGTATNTTTTTAAATATGTATNTTTCCGGGACAAT
TTGTTTTCNTTTAAAAGTNCANTGAACATATTTNTAANTAAAAACNGGGGGGAAAAANTT
GNCCATACNCAATTTTCTTTACANATNCTCAANACGNATNCAAAANTT
>CL213Contig2
TTTTTTTTTTACACTTGTGAGACCCAACGTGGGCACACACACCTTTAATGCAAACAGGTA
CTACAATGGTTTGGAAATGTTTGCGTAATGATTAGAGTACAGCTACACACAAAACTCTCA
CTCCACCAGCAACATACTAAAGGCAATCTTAATCGAACCAAAAAAAAAAAAGTTACATCC
GGAGGGATTCCAACAACTTTTCACAATTAACCCACAGTGCATTAAATCTATATGGATATG
TATATATTTAAATATGTATATATCCTGGACAATTTGTTTTCATTTAATAGTTCAATGAAC
ATATTTATAAATAAAAACAGTGGGGAAGAAATTGTCCATACACAATTTTCTTTACAGATT
CTCAAGACGTATTCAGAAATTACACCAACTCTCAAGTTGATAGGAGGAAAAAACGCCGGC
CTGTGGTCAGCTCTTACAGACCCGAGGCTCAGCCGCCTCGTTTGGCCTCAAAGCCCGAAA
AGAGTGGAGGGAAAATGAATTATTATACAGTCTGTTTATAACACGCACACACACACACAC
ATACAAGACGAACAAATCACTACATTGCGCATTTACAAGTTGACTATCAAATTGGGATGA
CTGTACACATCTTTATGATAAGACCATTGGATGTTTATGTTTTCTTTTAAACCCCAGATT
CACTTCTTTTATCTTGTGTGGCAATTTTTTTCTTTTTTCCCCCCAGCAGCAACTTAAATG
GGTGATTTTGTTGAGGAGACGTTGAAACGTTTACTTTGTGGAGAGAATTAGAGCAACGAT
GAGCCCGTAGAGACCCAGGACCTCAGCAAAAATCAAGATGAGGATCATGCCCACAAAGAG
CCTGGGCTGCTGAGCTGTGCCCCTCACGCCTGCGTCTCCCACGATGCCGATTGCAAAGCC
TGCTGCCAGCCCACTGAGGCCCACACTCAGCCCAGCACCAAGGTGGAGGAAACTCTTAAA
AAGGGAGATGTTCTCAGCAACATTGTTGGCAATCAGCACTGCTACTACCAAGCCATAGAT
GGCTATGATACCCGCCATGACCACTGGGATGATCGACTTCATGATGAGCTCCGGCCGCAT
CACAGACATTGCAGCAATACCTGTGCCGCTCTTTGCTGTGCCGTAGGCCGCTCCCAAGGC
GCTGAACACCATAGCCGCAGAGGCACCCATCACTGCGAAGAACGGCGAGTATTCTGGGCT
TTGGCTCGACATCCTGTAGAGACGCTAACTCACAGCAAAATAAACTAAAAGTACAAAATA
ATCGTTTTTGGTGAATCTAAAAAAAAAATCGCACTTAATGGAGTCAATTGAAGGACACAG
ACGTGTTATTCAAAAGTGGATACAACTGAAACCGTTCTGCCACCTAGCTAACAGTGTGCA
AGGGGAGCAGTCACGACTCTTCTGATAAATACCCGGCGCACCCCGGCCATAAGGCCCGGG
>CL213Contig3
CACCTTTATGCAACAGGTACTACAATGGTTTGGAAATGTTTGCGTAATGATTAGAGTACA
GCTACACACAAAACTCTCACTCCACCAGCAACATACTAAAGGCAATCTTAATCGAACCAA
AAAAAAAAANGTTNCTTCCGGNGGGATNCCAACAACTTTTCNCANTTANCCCNCNGGGCA
TTAAANCTATNNGGATANGTATATNTTTAAATANGTATATATCCGGGACAATTNGTTTNC
NTTTAANAGTTCAAGGAACATATTTATAAATAAAANCNGGGGGGAANAANTNGNCCATAC
NCAATTTTCTTTACNGATNCNCANGACGTATNCANAANTTNCCCCANCTCNCAGGTTGAT
NGGAGGAAAAANCNCCGGCCNGGGGNCAGCTCTTACAGACCCGAGGCTCACCCGCCNCGT
TNGGCCNCAAAGCCCGAAAAGAGGGGAGGGAAAANGANTTATTATNCNGNCGGTTTATAA
CACGCACNCNCNCNCNCACNTACAANACNAACAANTCNCTACTTNGCGCNTTTNCAAGTN
GACTATCAANTNGG
>CL214Contig1
TTTTTTTTTTTTTTTTTTTTGGAATGTCAACGTTTTATTTAGCAGACCCCAGATTTTTAT
GGAAACAAATCTTTATCAAAAACAAAGGTTCTCAGTGCCTGTTCTAACTTCTTATCAGAC
TTTTACATGAACATTTGGCCAATTTTGGATTAGAAAATAAAAAACTGGACAAAGTCAGTA
ACCCCCCCCATTACCCAGAGATCCCAAACGAGTGCCGGATAAATAAAAATTCAAGTCCAA
GTCCCTGTCCCACAGACTCACAGACATTCACTTTGCACTCTTCACTCCCACTGCTCCACG
GTTCCTGCGCTCTAGTCCGTCTTCTCCTTCTCCTTCATGTGCAGGAAAACCACGCTGAAG
ACAAAGAGTCCGGCCATCATGGAGAAGGCGCTGGCGTAGTACGGAAAGGCTGAGGGGATG
AAGCGCTCGTACTGAGTGTGCTCCAGGGGCCGCACCGACACCTGGGTGGAGGAGTAGAGG
TGGGTGTATCCCAGCCGGTTGTAGTCCACCTTGAACTGAAAGACCCCGTAGACGTCGGGC



AGCTTGAACTGGACGCTGTATTTACCTCCTTTTCTCTGGAGAAAGGTTCGGACAAACGGG
TCGATTCTCACAAACTCCAGCTGAATATCGTCGCCGTCAAAAGGGACCCAGCGGCCCCCG
GACAGCATTTCAACGACGATGCTGTACTCCACCAGGTCTGTAATAGTGTATGCCGTGGGG
GGCGTGGTCTCTCCGACGCGATGATGGCTCACGGCTCCCACTCGGAGAACCCCCGCCTCC
TTGAACACCCAGCGGGACAGAGCCATAGCCAGCTCCATGTTCCCCGTCTGCTCATGTCTC
TGAGACCCCGGCGTGGCTTTCTGCACAGCAGAGGTGAAGAAGGCGTCGCTGAAGAAGTCC
AGGGAGCCGCTGAAAACCACACGGGCGTTGTTTCTGGCCTGAAGGCCCGCGATCAGCAGC
GTGTTCTTGCCCACGGCGTGGGGGTACTGGGAGACGGCTCTGTCAGGGAAGTAGGAGTAG
GAAGTGGAAGAGCCAGTGAGGATGTCAAGGACCAGCGGGTTGTCAGGGTCAGCCACCATA
CCCACACCCTTAAATAACACGGGTTTATCTGTAGGCGTCCCGACGATGGTGGGGGCTTTC
AGCATGTTCTGAGGGTCAGCAACGATCAGGGTGTGCTCTCCGGGATCGGACACGTCATAG
TTGTGATGGTCGATGACGGCCGTCTTCTCCTCGTCAAACTCGATGCCGCACTCGCTGCCC
AACTCCCGCAGAGGGTCACCGATGTCCGAACTGGCTGCCACCAGAACGTTGCCTCCACCG
TCAATGAACGATGTGATGGTCTCCACATTAATGCTGCCACCAAAGTCTTCCACTGATGGA
GAGAACAGGACGAGGTGATCGTACAGGAACTGTCCGTATTTGATCAGAGACAGGGAGGGG
TCGTCCGCGGTCTTAAAGGTCAGGTCAAAGCCTCGATCGGCCAGACTGCGGAAGAAGACC
GAATGAGTGTCTCTGATGTTCAGGTTGTCCAGCAGCACCAGCGTTTTCCCGTCAGCCTCA
GCGCGCGGCAGAATGAGCGCCAAACAAAACAGCAGGACAAGATTATTGTTGACGCCACCG
AAGCGCCTCTCCGTCATCGCGCGGATCCGTTTTAGGGTCGATACAGAACCGGACCGGGTC
TGCGTGACTCCCGTCAACGCCGCCATCTTGGTGAAGAAAGCGACGTCAGCGC
>CL215Contig1
TNTTTTGGTTAATATGTTTCAACAAAGAAAGATGGAAATAGTATAAAGGGTTAAGATTGT
TATAATTAAAACAAGCAATAAAACATGCAAAGGAAATTGATTTGCGCGTCAAAAACAGCA
TGTCATTAAAATATTCACGCAGATTCAAGGCAAAACTAACAGAACTTAACAGACCCACAG
TCTGATGTATTTGCATGAATATGTAGATTATCTTTGTTTCATTTGAAGGTGGTCCACTTT
AATAATGCTGTGGGATGTAATTTCTCTGAAAGCAGGCTCAGAACTCAGATTATGTGGTTA
AATCCCAATCAGACCATCAAAGTGAGCTGCTTTTTTGTTCACTGTACTGTAAAGCTCAAC
CTAACACTGTGGATAACCTGGAATATCTCATTCTGAAAAGCTGATTTTTTGGTCACGTTG
AAACCTCTTCTACCTTAAAAAGGGGGAATAGCACCACCCAATGGGCGTTTTCTGGTTACA
CATCTTTTCCTCTGGGACAGGAGCAAAAAATAAAATCTATTTGAATTGCATACCAACAGA
TGAAAAATAACAAAAATATCTGAAGTTTGACCCACACACATGTGCACTTATTAAAGGTTT
GCTAGTGAAACTATTAAGTGGACAGCAAACAACGTTTTTTAACAACTTGAATCCTTTATT
TCCGATTGAATTTATGAGTACAAAACATTTGGAGCTTGCAGTGTGACGCCACAGGAATTA
TTTACAGAGGTGTTATCTACAACAGAATGGATACCTGCAAACAAACGGGATAAAAAGAGG
GAGAGAACAGGCCTAAAACAATTGCTGGAAACTACGACAGATGTGTCTGCCAGCTACTCT
GAGCGTCCCTGGACTTCATTTTGAGCCCAGGAACCTCAGAGTGACCACAGTTCACCACAG
TAAGATCCCTTCAGTCCTTCAGGAGGAGTCCCAGTCATCCATCACCTGCATTCTCCCCCC
TTTTCGGTCTGTGCTTCCAACTTAAGAAGCTTCCTCATCGATCTTCGGGGCCAAGTAGTA
TTTGATGTGTCCCATATCGGCAATCTTGTACTCCACCACAAGGGGGATATCAGCAGACAT
GCTAAGGGTTACAGTCTTTGACAGCGGAGTGGCCTTGGTGAAGAAGTTCAGATAGTTGAG
AGCAAAAATCAGCTGGACGGGTTCATTCATCTCAATGGTGACGGCCTCTTCTTCTTTGTC
CACATTGCTGGTCTGGGACAGCTTGATGTTTCCCGTGCCCAGCTCTCCCGAAGCGGAGAA
TTTAACACCGTCTTTGGCACAGGAGATCATGACGGCGTCGCCGATCTGCGACAGGTCACG
GCAAATACGGGCGAACTCCCCGGAGGGCATCTTCACCACGCAGCTGTACTCTTGTTCTGG
AATGCCCAGCTGCTCCACATCCAGGTCCATCAGCTTCATTTCATAATCTGAAACTTTTTC
TTGGTTGATGGTCTCAAACACAAGAGCCAGAGTGTCAGCGGCGTCCTCCGCTCTGAGGGT
GATGATGTCCTCATTTCCCGCACACTTCAGGATTTTGGACATACTGCTAAGGTTGACTCC
CATGGCGAGGTTTCTGTCGCAGCGGTAAGAGTCGAAGCCGTCGTGCCGGAGAGTGAGCTG
CACCAGGGATACGTGAGACGAGTCCATGCTCTGCAGAGAGATGCCGGACGAACTGACGTC
CCAGCAGGCTTCTGTGATCAAATCCTTCAGGGCTTCCAGGACCTTTTTCAGGATGGAGCC
CTGGACCAGGCGAGCCTCAAACATGGTTATTCTGTGGAGGGTTGCGTAGATCGAAAAAGA
AGGCAAAGGTTGGTGGAGGTTTTCAGCGCTGCTCCGGTAAAAGGAGGCTGCAGTGAGGAG
TAATCACGACGTAGGCGATGACAAAGCGGCTTTGGCAGTTCAGTCTTTGTGTGGCACGCG
GGCTACAGACGCGTCTTCTACAACAACCACAAGATTTGAGCTCCCCGGCCATAATGNCCG
GGTTAAACGGC
>CL216Contig1
CCGTTTTTTTTTTTTTTTTTTTTTTCAGTTCAACAAAACTTTATTTACATCTATAAATTT
ACAATGCACTATATAAATAATCCCACCTGATACGAGTTCTTCAAATCTTCACATATAAAG
TTTTCACATCTGAAAGAAAGAAAATGACCACGGAGTGATGCACCATTCTTTTTATATAAA
CTATTTACAACATTTACAGTCTATGTAACCACTCTGTGGCTCTAAGCTCATTTGCGTGCA
CTTTGGCCCGAACCGATTGGAATCCAGCTGCCGTAGGGCTTCCTGCTTTCATGGCTGTCC
ACTCCCGACGTTAGCTTAGCAGGAGATGGAGCTGCTGCAGTTGGTTTGGCCACAGAATTA
TTTGTGCTGAAAGCAATGTGTCTTTTTGGAGACATCATGGGGTTGGACACTCCAGGCTCA
ACGTCTCTGCCCTAATTTAAAAAAATAAATAAAATGAATTAATTGATCGGTCAGAAAGAA



TATAACTGCATATATTTAAGCCAATGCTCCTAACCACTTAATGCCCATTTTAATAAATGA
CTAGCAAAGGGAAGTTTCCAGACTATATTAGTACAACCCTCCTAGCTTTGAAAGCGTTCA
GCTTTTATGTTAACTTATCTTCAGCAAATGAAGAGCTGCTCCTGTCTTTAGTTTGACAGG
TTCTCTTACTATAATGTGGTCCAGACACCCGCGCTCCAACAAAGAGTGCACATCTGTTAA
AAAACCCATGTCATTTTGTCAAAAATGTAGCCATCAAAACAAACAAAAAGTCGAGAAACA
ATCTTAATTTAATGTAGATGAACAAAAATGTTCATTGGTAGCTGTGATTAGTTTTTTTGT
GATGCATTTCAAGTAATCTGTATCCATGTTGCTTTAACTAATCACTCCAAATATAAAAAG
ATAAAAAGTTGCAAATATCCACAGATCTGTCACGCAAAACAAATATTTTG
>CL216Contig2
GCGGACCGTTTTTTTTTTTTTTTTTTGTCAAGAAAAGGTTTTATTGGACAAATAAATACG
CACAATATATACAAGAGGAAAATTTCCCACCTGAATTGTTCACCTCTTCTCATTTAAAAT
GTTCATATCTGAAAGAAAAAATGACCACGAAACAATGCTTCATTATATGTACAAACTATT
TACAACATTTACACGTCCATGCAGCTACACTGTTGTGGCTCTAAGCTCATTTGCGTGCAC
TTTGGCCCGAACCGATTGGAATCCAGCTGCCGTAGGGCTTCCTGCTTTCATAGCTGTCCA
CTCTCGACGTTAGCTTAGCAGGAGATGGAGCAGCTGCAGTTGGTTTGGCCACAGAATTAT
TCAAGCTGAAGGCAATTTGCCCTTTAGAAGACGGTCTCGGGCTGGACACTTCAGGCTCCA
CCTCAATGTCCTAGATTCAAAAAGGGAAAAAAATAAAAGGTGAATTAAGGGCAGAAAGGA
GCAGTATCCACACAGATCAGTTATAACAGGAGCTTACAATCTGCTCCCAATTAAATGACA
TTTACAGACAAAGGAAAGGAAAAATAAATTCTACCAAAGATGGCAGAAATTCACACAAAA
GTAAAGCAAACAAAGGGATGCGGGTTCCCCGTCCCTGTAGCACACATCTGTGTACCAACT
TATCTGTGACAAACGGAGAGGTGTTCCTGTTTTATAGTTCTCTTGACAGGTATAGTCACT
ATTATGAAGTCCACACACCTGTGCCCCATCAGCGGACGGAGATCTCTGTTAAATAAATAC
CAATTTCATCTGCAAGCATAAATACATTTGAAGAGACAAAGTTCTACATATCTGTATAAC
TGTGGCTCTCTCCTACCATTTGAAC
>CL216Contig3
CGAGGATCGCTCACAGTGTCAGAAGAGCTGAAAGAAACTAAGATATTAATTACCCGTGCT
GATTAAGAAGTATTTTGAAAACAACATTAGGGAAAACAAAGGCATTTTTCCCATCTGACA
GAGAAGGGACCTAATTATGGCCGAACAAGTAAATTCTCACTCTGCAATGGCCGATGCTCG
CCACACCGATGGCCTCAATGTGATCTTTGACCAGAAAAGCCCCGGATCTTCTTCCCATTC
CCGGTCCCGGTCGAGGAGCAGCAGCAGTTCCAGCAGCCGCAGGAGCCGCTCTTCTGGTTC
TGGTCACTACAAGAGACGAGGAAGACGGGACAGATCTTCATCTTCATCTTCCTCCCGTTC
ATCCTCGAGGAGCCGGTCCTCGTCTCGGTCCAGGTCTCGGTCTCATCCCCGCTGCCGCCG
ACGCTCATCTCGCTGTCGCTGTGATGAACACAGAAGATCTGGCCGGCGCCTCTACCGTCG
CTCCCCATCACGTCGCTACAGAGCCCATTCCCGCTCCTACAGCCGATCCCCAACACCAGA
CGGATACTACCGCCGTCGCAGATATTCAAGATCCCGCTCCAGGTCTCCGTCCAGGCCTTT
TGGTCACTGGAGGAAATACAGGAGACCTGTGAGCCCGCTCAGATTCCGATTCTCTCCGTC
CCCATATGGATTCTACAGGGGTCGATCCAGATCTAGATCCAGATCCAGGAGTCCTGTGCG
CTCTGTCAGTTTAAGCCTTGACGATAAAAGGAAACTGCTTGAAGCTGCTAAGGCTAACGC
CATGAGGATCCTTGGAGTGGAGAAGATAGAGCTTCCTGAGAGTGTGAAACCCATCCTATC
AGAGGAACCAGAGCCCAGACCACTGTCACCAGAACCACTGGTCAGGAGGAGGCAAGGTTC
TGAAAGGACTGGACCTCAGGACAGAGACGTTGAGCCTGGCGTGTCCAACCCCATGATGTC
TCCAAAAAGACACATTGCTTTCAGCACAAATAATTCTGTGGCCAAACCAACTGCAGCAGC
TCCATCTCCTGCTAAGCTAACGTCGGGAGTGGACAGCTATGAAAGCAGGAAGCCCTACGG
CAGCTGGATTCCAATCGGTTCGGGCCAAAGTGCACGCAAATGAGCTTAGAGCCACAGAGT
GGTTATATAGACTGTGTAAATGTTGTAAATAGTTTATATAAAAAGAATGGTGCATCACTC
CGTGGTCATTTTCTTTCTTTCAGATGTGAAAACTTTATATGTGAAGATTTGAAGAACTCG
TATCAGGTGGGATTATTTATATAGCGCA
>CL216Contig4
TTTATTGGACAATAAATNCGCACGATGTATACAAGAGGAAAATTTCCCACCTGAATTGTT
CACCTCTTCTCATTTAAAATGTTCATATTCTGAAAGAAAAAATGACCACGAAACAATGCT
TCATTATATGTACAAACTATTTACAACATTTACACGTCCATGCAGCTACACTGTTGTGGC
TCTAAGCTCATTTGCGTGCACTTTGGCCCGAACCGATTGGAATCCAGCTGCCGTAGGGCT
TCCTGCTTTCATAGCTGTCCACTCTCGACGTTAGCTTAGCAGGAGATGGAGCAGCTGCAG
TTGGTTTGGCCACAGAATTATTCAAGCTGAAGGCAATTTGCCCTTTAGAAGACGGTCTCG
GGCTGGACACTTCAGGCTCCACCTCAATGTCCTGAGGTCCAGTCCTTTCAGAACCTTGCC
TCCTCCTGACCAGTGGTTCTGGTGACAGTGGTCTGGGCTCTGGTTCCTCTGATAGGATGG
GTTTCACACTCTCAGGAAGCTCTATCTTCTCCACCCCAAGGATCCTCATGGCGTTAGCCT
TAGCAGCTTCAAGCAGTTTCCTTTTATCGTCAAGGCTTAAACTGACAGAGCGCACCGGAC
TCCTGGATCTGGATCTGCGCCTGTAAAATCTTGGCGGGGATGGAGATAGAGTGAACCTGC
TTCTAAACTGGCCAACTGGTCTCCTGTAGCGACTCCAGCGACCTGAAGACCTGGAGCGGG
ATCTTGAATATCTGCGACGGCGGTAGTATCTGTCTGGTGTTGGGGATCGGCTGTAGGAGC
GGGAATGGGCTCTGTAGCGACGTGATGGGGAGCGACGGTAGAGGCGCCGGCCAGATCTTC
TGTGTTCATCACAGCGACAGCGAGATGAGCGTCGGCGGCAGCGGGGATGAGACCGAGACC
TAGACCGAGACCTGGACCGAGACGAGGACCGGCTCCTCGAGGATGAACGGGAGGAAGATG



AAGATGAAGATCTGTCCCGTCTTCCTCGTCTCTTGTAGTGACCAGAACCAGAAGAGCGGC
TCCTGCGGCTGCTGGAACTGCTGCTGCTCCTCGACCGGGACCGGGAATGGGAAGAAGATC
CGGGGCTTTTCTGGTCAAAGATCACATTGAGGCCATCGGTGTGGCGAGCCTCGGCCATTG
CAGAGTGAGAATTTACTTGTTCAGCCATAGTGTTGAGCTGCCAAAGGCAGGTCGCGTGAA
GGCTGCCTGTTTCCCAAAAAATTATACGAACAAAGACACAAACGCCACCAAAAAGATCGC
GGGTAACGTTTTCAAGATATAGCGACTAAATTTAAATGTTTTTGTTGATTTTTTAGCTAG
TTGCGAGGGTTAGCCTCGTTTGTTCAATCGTCCTCGAATACGAACAGCACGCCGTCGTCA
CTCCTGAC
>CL217Contig1
TTTTTTTTTTTTTTTCTTTTCAGAAACTTTTTCACATTTTATTTCAAACACGTGAACAGG
AGCCGGTGAGCTGGAGGTGAGGCCGATGCGTCGGCTTCATGGTGTTGGACGTCACCTCAG
CGTCGAAGGGCGCTTCTATCGCAACCTCCTGGCTTCTCTTTCAGACTCCAAGAGTGTCAG
CACATCTCCTTCTCTGACTGGCCCCTTCACGTTCCTGATGATGGAGCGGTTGCTGTCATC
CATGAACTCCACGCGGACCTGTGTACATTGTCCCTGCGAACCAGTCCTCCCGAGCACTTT
GGTGACTCTAGCGAGCTTGATCGGTTGCACGCGGCTGGCATCCATGTTGTTGGGTCAGAC
CGGAACC
>CL218Contig1
AACTTGGCCATGATGAAGCCGTCTCTACCCGGCTGGAAGGTGGAGTGTGTGGGCGACGAC
ATCGCCTGGATGAAGTTCGACAGTCAAGGTAAGCTGCGGGCCATCAACCCGGAAAACGGC
TTCTTTGGCGTGGCTCCGGGCACCTCTAACAAGACCAACCCCTACGCCATGGCGACCATC
GTCAAGAACACAGTGTTCACCAATGGTGGGTGAGACCAGTTGACGGGGGAGTTTGGTGGG
AGGGACTCGACCCCCCTCCTGCAGGGATCACACTGACAGACTGGCATGGAAAAAGCTGGA
AGCCAGGGAGCTCAACACCTTGTGCTCACCCCAACTCACGTTTCTGTGCCCCCGCTGGGC
AGTGTCCCATCATCGACCCTCAGTGGGAGAGCGAGGAGGGGGTTCCCATCGACGCCATCA
TCTTCGGTGGCAGGAGGCCAGAAGGAGTTCCTTTGGTTTATGAGTCTTTCAACTGGCAGC
ATGGGGTTTTTGTTGGAGCTGCAATGAGGTCAGAGGCCACAGCAGCTGCAGAGCACAAAG
GTAAGATGATCATGCACGACCCCTTTGCCATGCGGCCGTTCTTCGGCTACAACTTCGGGG
ACTACCTCACTCACTGGCTGAGCATGCAGAGCCGAAAGGCCCCCACTCAGCTGCCGAGGA
TCTTCCACGTCAACTGGTTCAGGAAGGACCCGGCAACCGGAGCCTTCCTCTGGCCCGGAT
TTGGTGAAAACGCCCGAGTCCTGGAGTGGATCTTCAAGCGCTGCGGCAGAGAGCGGGAGG
ACGAGGCGGCAAAGAAAAGCATCATCGGCTGGCTGCCACAGGAGGGCGCCATCAACACCG
AGGGTCTGGGCAGCAAGGTGGATATGGGGGCCCTGTTTGACGTGCCTAAGTCTTTCTGGC
AGAAAGAGACCAAGGAGCTGCAAGCGTACTTCACCCAGCAAGTTGGAGCAGATCTGCCCG
CTCAGATGAAGGCTGAGCTGAAGGCGCTGGAGGACAGAGTCCACAAATAAAGGAAACTGA
CAGGAAACTGGATTCAGGTCATCCTGACTCCTGGTCGGAGCCTCTGATCGGGTTCACATA
CACAGGGAATTCTGAAAAAAGGTTTGTAGTAGAGCAACTTTTTGGGCAAAAATTGTGCTG
AATCAGGGAAAAGCAGAAAAGCATTTCGGGTCATCTCTGTACACGCAGACAGTCAGAATT
CTACCCGAAGGGAAATTTATTGGGGAAACAATGCAGCTACAACACTTTTTGGAGTCTTCA
CTTTGCATTATTGTCTCAATACTTGAACTGGAGCTGACTTGATAAGCTGAAGATTCAACT
CATCATGAAGTTTAAGTGCCTTTTAGAATTTAACAATCCCGCTTCCGGGCGGCTCGACTT
CTAAGGCTGAAGCCCAAAGCGCTGCAGTGCAATAAACCAACATAAAGGTTTTACGGTGAT
GAATTCCAACGCTAAATCCTCTGATGTTACCACGGTGACGAGACATCTGTCAGAAATTCA
TTACAGAAGCTTAAGAAATTATTTATACAACGACCTCTGTAACATTTGTGATTCAACCGT
CTGATTTTAGCTGATGTTTACACACACAATGTGAAATGCTGAACCAAATCTGCCCCTGAG
GTTCTCAGGTGTTTTCATAACGTTTTTACCAGTGCAAAGAATAAACCATTTTAAATGTGA
AAAAAAAAA
>CL219Contig1
CGGCACGAGGGCAGAAATGGGACGGCAAAGAGACCAGTTTGGTCCGGGAGGTCAACGGAA
ACAATCTCACGCTGACTCTCACAATGGGAGACGTAGTTTGCACACGTCGCTACGAGAAGG
CAGAGTGAACCCAGTTCCCCGGGCACCCACAGAAGCACTCGCATCCGCCCCCAAAAACTC
CCTCCTGCCTCCTAAAAGGCCAAAAACGCCCCTACACTAGAATGGCTGCTCGTTTTTTCT
TACTGTACGCTCAGTATTAACTGCTGACTGTGATGTCCCTATTCTGGTTTGTTATTTCTT
TTACTTTAAGAACCACTTAATAAATTCCAATGAGTTTATTTTGTTGTTTTTTTCTCAATA
AATGAAAAAAAAAAAACATTTGAGAATGGTGCATAAATACCTTTGGAAAGTGTTAAAATT
TGAATGCTACTAAATAAAAGTATCCAAAACTGAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL219Contig2
TATTTCCATGGACGGGGACAGGGTTNCTGTGAAGACCCAAAGCCCCATNAAGAACNCAGA
GNTNACTTTCAANNTGGGGGAGGAGTTTGACGAGACCCCTGCAGACGACAGGAAGGTTAA
GTCCATTGTGACNTTAGAAGANGGCAANNTGGTTCACGTGCAGAAATGGGNCGGCAAAGA
GACCNGTTTGGTNCGGGAGGTNAACGGAAACAATTTCNCGGTGACTTTNNCAATGGGNGA
NGTNGTTTGCNCNCGTNGNTNCGAGAAGGCAGAGTGAACCCAGTTNCCCGGGCNCCCNCA
GAAGCNCTTGCATNCGCCCCAAAAAANTNCCTCCTGCCTCCTAAAAGGCCAAAAACGCCC
CTNCNCTAGAAAGGNTGNTNGTTTTTTTTTNCTGTNCGNTCAGTNTTAANTGNTGACTGT
GAAGTCCCTNTTTTGGNTTGTTATTTTTTTTACTTTAAGAACCNCTTNATAAATT



>CL219Contig3
ATTTGTTTTTGTTTTTTTTAAGTAAACGTAGACAGAAAAATGCAAAATGTCAGTTTTGGA
TACTTTTATTTAGTAGCATTCAAATTTTAACACTTTCCAAAGGTATTTATGCACCATTCT
CAAATGTTTTTTTTTTTCATTTATTGAGAAAAAAACAACAAAATAAACTCATTGGAATTT
ATTAAGTGGTTCTTAAAGTAAAAGAAATAACAAACCAGAATAGGGACATCACAGTCAGCA
GTTAATACTGAGCGTACAGTAAGAAAAAACGAGCAGCCATTCTAGTGTAGGGGCGTTTTT
GGCCTTTTAGGAGGCAGGAGGGAGTTTTTTGGGGCGGATGCGAGTGCTTCTGTGGGTGCC
CGGGGAACTGGGTTCACTCTGCCTTCTCGTAGCGACGTGTGCAAACTACGTCTCCCATTG
TGAGAGTCAGCGTGAGATTGTTTCCGTTGACCTCCCGGACCAGACTGGTCTCTTTGCCGT
CCCATTTCTGCACGTGAACCAGCTTGCCATCTTCTAATGTCACAATGGACTTAACCTTCC
TGTCGTCTGCAGTGGTCTCGTCAAACTCCTCCCCCAGCTTGAAAGTGAGCTCTGTGTTCT
TGATGGTGCTTTGGGTCTTCACAGTAACCCTGTCCCCGTCCATGGAGATGATGGTGGTGG
GTTTGGTCAGGTTCCCTACTTTACGCGTGGCAAATCCCACCCCCAAAGCCTTCATGTACT
CGTCGAACTTCTCACTCTCCTTCATGTTCCACGTTCCCACAAAAGCCTCGGCCATGTTTG
CAGACAGATGAAGATGGGGGGGAGTGAGTCAGATAGAGAGGAAAGCAGTAACGGCGGCAA
AGCAGGAGGCTCGGCAGAATGAGAGAGCACGAAGGCAGGCAGAGACAGGGCAGTCCGCAG
CACGCGCTCACTGGCTGGATTCACACCGGCTGTTCCCCCGGCCATAAGGCCCGGGTT
>CL220Contig1
CGGTAGGTAAAGAAAAGAAACTTTATTCAACAACCAGGTTCAGCTCGGTTTAGTAGTGTA
CACACATTTCATTCAAATCTTGAAGCGTTCTTTTACAAAAGTAGTCCAAAGCCAACTTTA
ACTTCTCACTGATTGTCTCCCAGAACCAACTAAAATGACTCAAGTTATTCAACACAAGGT
TTTTTTCTTTTTCTAATTTAATAACATTTTTATTGCTCACACTTTTATTAAATTGTATCT
ATCAATTATTTTTCTGCAAAGCACTTTGAATTGCTTTACAAACAAACCGACGTAAAAGTT
AATCACTTCAAACAAATCCAAGCAGCTAAGCTGTTCTGGTAAAACTAAAACAAAAATTCT
TACAGCAGTCTCCAAGAACAATAAATCAGGAACTCTCAAATTTTAAAATCAGACTTCAAA
TTAGAAAAATGATGCTTTCGGCTTGTGAAATTTCCCTTTTTCCTCATCCGGTCTTCAAAC
TGGAATCTTTCGGTTTCAGTGTGCAATTTCTTTCATTTTTCAAACACAATACCTGCATGT
CGACGGTGCCAGAGTGCTTACGATTGGTTACGCTAATACACAACACAAACAGAAGAGGTC
TGGGGTAATAGAAGTATCTACAGAACCGGTCGTGTGCATCTCGGATCGTCGATAAAAAGG
AATGAAAAGGACTCCTACGTGTGTAATGTACTTGCGCTTGCCCGGAAACATCAATGCTAT
TACTCCTATAGTAGTATATACGGACACATCTGTTTTTAGGTTACTGGCATGAGTAGGATC
ACACAAGACATGTCTGACATGAAGGATTTCACTTTTCAGCAGAACGACTAACAATTCCAA
TCATAAGGTGTTAGAACACAGTAACAGCAATAAAATGTGTTTGCAGAAAGCTACAGCAAC
AAAACCATCGTCAACGGAAACTCAACTTGGGTTAATTGCAACACATAAGCTAGAGAATAT
TGAGCAAAACAGCTAAGACGTCTGCATGTTTGGGGCAGAGGAGAGGCTTATAGGTTCAAA
TGCGGGAACTTAAATCGACTCGACACTAGCTGAAAAAGCAAGAGGCAAACACCGGAGTTT
TTGTACAAAAGTAGCTCTCTTCTGCAGTCGGTTTCATCACCTCCCACCAACTCTTTTCCG
TTCCCTCTGTGACTCACACTCTGCCGCTCAACCACCCTTTTTTGCTTGTGCTTTCCCATC
AGGCCTTGCAGATCCGGGTCTCCGTCACAAACTTGTTCTCAAAGTGATGGATGGTGAAGC
AGTCCTCGGCCGAACGCTTCTCGATGCCTCCGCCTGGCAGGCTGGAACGGCGTTGCATCC
TGTAGGTTTCCTTTCCGTCACACAGTCGGCGAATGTAGAAGCCCAGAGGCTTGACGTCGT
CGATGCGCTCAGTCACCACCAGGTCCTCGTGCACCAGATAGCTGCGGTACGAGTCGGACA
TCAGCTGCGAGAAGAGGTCAATGAGGTCCTGAGGGGGGAGCACCACCGAGGTGTTGAGGG
GGATCACGAAGCAGGTCCTCAGAGTCAGGTCCAGGTACGCCGTCAGCTTCCTGTGGAAGT
CATGCAGGATGTACGCGGGGTCTCCTGGCCTAAAGCGAGGCGGGGGCACGCTGATGACCG
CCATGTTGTCGGAGATTTCCACCTCCTCCTCCACCCGTGGCAGGTAGTACGGCTGGCTCT
CCTCGGGGGTTAACACGTCGCTGAACTGCATGGCGCCGTGGTACAGCCTCTTTGGGGTGA
AATACCGGTACAGACATGCCGCCCCCACGATGAGCCCACTCAGGATGAAGGCTATGCCCA
GCAGGGTGAGCAGGCAGCGACCCGTTGATCCCTCTGCAACCACGGGAACAGAGGCCGCTT
CAGGATCCTTGGCAGCGGCCGCAGCCTCTTTGCTGAGCGGCTTGTGCGCCAGAGCCGAGT
TGAAGGCGATCTTCACCATGATGCTGCCGCGCGGACGGAGGCTCGGGTTTCTGCGACGCG
GGGCGTGCTGTTCGGCGATGCAGCCGCGGGTTGAGGTTCTCTGCTGTCTTCCTCTGCGGC
TCAGCTGTGTGACGCACTTTGCTTCCACCGCTCTGCCGAGCGCTTCCGGTGG
>CL221Contig1
TTTTTTTTTNGTCTTCAAATTTATTAAAGATTACATGCAAATCTACAACCATTTGTAACA
AGTTTCTCTATAATGCATGCCATTTCAACTTCAAACTGCAGATTGCTCATTTTGATCTAC
TGACATTACATCTACCTACCACAATGCGTATTTGTACATCAGATGCTAGCACAAGCGTAG
ATGAAGGAAGCAAATATTGAGTCCTTAGTGCGTGAACGCCTAGAAAAATCTGATCCTCCC
TGGGCACGGGGGCACGACAGCAACGAGGTCTGTCTGAGCAGCAGGAGCTGCAGGTGCTTC
AGCTGCTCTCTTCACCACAGAAAGAGGAACCTCGACGCTGGCTGAATCATCTGAAGCTGA
GGAGGAAGAAGTGGGCGGAGCCAAAGAGGGGTCAGCGACTGCAGCGTCGACTTTTACAGC
AGGGGCTACAGGTACAGTTTCAGCAGACTCTGACTCTGCAGATAAAAGGCCGCTCATGTG
AGGGTCATGGAGGGCAGTTAGCTTGTGGTGACTCCTGCCGTGATTGTGACCACCAGAGTG
AACATGGACAAGTGGAGGCAAGGCAGGCTCTGCAGCTACGGTGCTGTTGGAATCAACGAT



GGGAATCAGATAGGAAAACATCTTGCAGTTCACAGCAGGATCTGTTTGAAAACCAGTTGC
AATGCAAATTCCACGAGCAGCCATGGTGTCATTAAGGGGCGTGCAGGTATCATTGAGACA
GTTAGCCTCAACGAAAACATATTCTACGATATACTGATGGCCACCTGACACCACCTGTGA
ACTCATCCTTCCAACATCCACTAAGGTATAGGTTACATTTTCAGTCTCGTTGTTGAGCTT
TGACAGGGATGCATGGACAAAGTCCAGAGCTGCAGTGTGGTTCAAGGGAAGCAGTTCGGG
GCAGCCCAGACAAAGGTCTTCTGATGATTCTTCAGTTTTACACTTGAACGCTGTGACGGT
AAAGGTGTCATTGACCTTCTTCAGCACCACATCACAGTCTCCTTCGATTGCCGTCAAACG
TTTGGGCCTAACTGTGCAGTTAGCCACGGGAGTGGGGTCCATCACATGACATTGTGTCTC
CAGTAATTCAATTTCCAGAAAATATGTGCTGCTTCCATCAGGTGCAGTTAAGATTTTGAC
ATCTTCAATTCTGTTCAGTGCATATTTGTAGCCATGGTTGTGTTGGTTGTTGAGGAAATC
CTGAGCCACCAGAGCAGCCTCCTCCACCTCGGGGGAGTCGCACAGAGGCCGCAGCACATT
GCTCTGAGCCTGCATCGCCCCGAGGAGTCCCAGAACCAAAGCGAAGCCCAGAGGATTCAT
GTCTGTGTGAGCTTTCGACGACGTCTCAGAGCAGAGGATAAAACGAGGAAGAGGCAGATG
TCCTGCAGTCTGCAGTGTATTTATCCAGCACTTTTTCTTTTATGAAAAGAAAAGGTCAGA
GAATGCA
>CL222Contig1
TTTTTTTTTNGGAGCCAAGAAAACCTTTATTGAGTGGAAACAGAACTGCATGGCAAAGAT
CAGTGCATCTACCAAAATATCTTAAATAAACCAATTGCTTCAGAGGGAGAATGTGACAAA
TTCATGAAAAATAAAAAATAAAACCCATGACTAGGAGAACGATGATATAACAGTTGAGTG
GCGGTTCCTCGGGTAAGTGCAGCCTGTCCATGAGTGGAGGTGCTTCAGGGCAGGAACGGA
CAGACTGACAGTCAGGTAAACTGCTTTCCCCTCGAGTAAAACCCACAGCTGCAGCTTCTT
CAGATGACCTTTAACCTTTCAGGGAAGACATTCCAGCTCTCATGATCTCATCCACCAACA
AGATGTTGCTGGCAATTACTGTGCATGAATGAAGAAGCTGTTTCTTGACACTGTAGTTAT
CCCACACGCCTGCTTCTCCAGCAACCATCGGCTCTCCTGTGCTGAGATCAACTCCAACAA
GCTGACCGGACTCTTTGTACTCCGTCTGCAGCTTCAGCAGGGTCTCTTGTTGGTCATAGC
CAGAGTTCTGGGCAAGAACCTTTGGGATGACCAAGAGGGCATCTGCAAACGCCTGCACTC
CCAGCTGTGCTCGGCCTTTGATGCTGGGCTTGTGTTTCACTAGAGCATCTGCAACAGCGA
CCTCAAATGCACCTGCACCAGGCACTACACAACCGTCTTCAATGGCGTTCTTGACCGCCC
GCAGACCATCCCTGACAGCGTCTTTGATCTGTGTGAGGGTGTGTTTGTTGGGGCCCTTCA
CCAGCAGTGTGACTGAGCGAGGGTTCTCACACTTCTCAATGAATGTGAATTTTTCCTCTC
CCAGTGTGTGTTCATAAACCAGCCCAGCGTGTCCCAAGCACTCAGGGGTGAGGTCATCAA
CTGAATTCATGGCGATGCCCCCACAGGCGAGGGTGAGCCTCTCCATGTTCCTCCTCTTTG
CTCTACGAAGGGCAACAATGCCTTCCTTTGCAAGCGCGTCCAGCGACAAAGGGTCAATTC
CCTTCTGGTTAATGACAACAAAGCCCTTTTCATCACTGGAGCAGACTTTCTTCTTCAGTG
CGATGATCTTCTGCACCCGATCCTCAATAAACTTCCTTTCAGCACCAACAAGCTTCTCTC
GCTCCTCTGCGCTTTTGTAGAAGAAGCCGGAGTTCACCTCCGTCTTCTCATACTCCAGGG
AGACGTTGCATGTCAGCACGTAAGCATCTTCCACCCTCTTCTTCATGTCTGGGTGACGGG
CTCCATGGTCCAACACCAAACCTCTGATTAATTGTGTGTCACACTCAGTCTTATGCTTCA
TCTCCATTATTTCCACCATGTACAGGTCAGTGGGCTCATTAGGCTTGGCTATCGCAAGCA
CTGCATCTACGACAGCCTCGGTGAGCAGATCTGCCAGTTCTGCATGCACCTTCGTACGCA
GAGAGGTACGTGCAACATTGACAAGTATCTCTCTGTCCATTTCCCGAGTAACTTTAAGCT
CCTCCAGAACAGCCAGGGCCTTTTCCTTTGCTGCCTCAAAGCCCTCAGCAATGATTCTTG
GATGAAGGCCCTCTGACACATAGAGGTCCGCTTGCTTCAGCAGCTCACCAATGATGAGAA
CATTGGAGGTGGTTCCATCTCCTGTGATGTCGTCCTGGGCCGTAGCAACCTTGGCAATGA
GGGATGCTGTTGGGTGCTGAATTTGCATCTCGTGTAATAAGACATTGCCATCTTTGGTCA
GCTTTATATCTCCAGCACCAGAGACAAGCATCTTCATGGTCCCCTTCGGTCCGAGATTAC
TCTTTAGTACATCCTGAAGCCCCCGAGCGGCACTTATGTTGACGGCGAGGGCGGCCTGAG
CTCTGGCCACCTCTGCCTTTGGGTTCAGCGATTTTACGGCAGACATTGAGCAACACAACC
AGCAGAGTTTGGAGTTTGAAGAATCTCGCCGGCGGAGTTAGCACTGCGCTGAGTAAAAGG
CCCCAGTCAAACTGCC
>CL223Contig1
TATGGCCGGGGGCAGAGCGACACGTGGAGCGCTGTTAGTAGCTAGCAAAGCGGTTACCCC
CCTTTTGCGGAGACTACCGATTCGTTTTGAAGACAGACACGACCGTCATGGCCGCTGCTG
GGACACCGGGCAGGAGAAGACTCCTGAAGGAGGAGGACATGACCAAGGTGGAGTTTGAAA
CCAGTGAAGAGGTGGATGTCACCCCTACCTTCGACACCATGGGGCTCCGTGAGGACCTGC
TCCGGGGAATCTACGCCTACGGTTTCGAGAAGCCTTCAGCCATTCAGCAGAGAGCCATCA
AGCAGATCATCAAAGGCAGAGATGTCATCGCTCAGTCCCAGTCTGGAACAGGAAAGACGG
CCACTTTCTGTATTTCCGTCCTGCAGTGTCTGGACATCCAGGTCAGGGAGACCCAGGCTC
TAATTCTTGCTCCAACCAGAGAGCTGGCCGGACAGATTCAGAAGGTGCTGCTGGCTCTGG
GAGACTACATGAACGTTCAGTGTCACGCCTGCATCGGAGGAACCAACGTGGGCGAGGACA
TTCGCAAGCTGGACTACGGCCAGCACGTGGTAGCTGGCACCCCTGGACGGGTTTTTGACA
TGATTCGGCGCCGCAGTCTCAGGACCAGAGCTATCAAGATGCTGGTGTTGGATGAAGCTG
ATGAGATGCTGAACAAAGGATTTAAGGAGCAGATCTATGATGTGTACCGCTACCTGCCTC
CAGCCACGCAAGTGGTCCTGATCAGCGCCACGCTGCCACACGAGATCCTGGAGATGACCA



ACAAGTTCATGACCGACCCCATCCGCATTCTGGTCAAACGTGATGAGCTGACCTTGGAGG
GCATCAAGCAGTTCTTTGTAGCCGTGGAGAGGGAGGAGTGGAAGTTCGACACTCTGTGTG
ACCTGTACGACACTCTGACCATCACACAGGCGGTCATCTTCTGCAACACCAAGAGAAAGG
TGGACTGGCTGACAGAGAAGATGAGAGAGGCCAACTTCACGGTGTCGTCGATGCACGGAG
ACATGCCGCAGAAGGAACGAGAGTCCATCATGAAGGAGTTCCGATCTGGAGCCAGTCGCG
TCCTGATCTCCACCGATGTCTGGGCTCGAGGTTTGGACGTCCCACAGGTGTCGCTGATCA
TCAACTACGACCTGCCCAACAACAGAGAGCTCTACATCCACAGGATTGGTCGCTCTGGCC
GGTATGGCAGAAAAGGTGTGGCCATCAACTTTGTGAAGAACGATGACATCAGGATCCTGC
GAGACATCGAGCAGTACTACTCCACCCAGATTGACGAGATGCCCATGAACGTGGCTGATT
TGATCTGATGGATGACTCGGTGGCCCCACCCCTTTTCTCCATTTTTACCTTTTTCTGTAG
CTACCAGTAACCTTACCTGTGCGGTGACAGTTTTGTAAATAAAGTTGTTTTGGCA
>CL224Contig1
TGTTTATTTCTNAATAGAAGTNATAGGATTTTGGCTTCATGCTATGAACCTTTGGCAGAT
CCCTTCAGTCTACTTTGAGATTTGGCTCTTGCTACATGAGGCTCTTTAGAAAGATGTGTC
GTATAGAAAGTCATTCAAACACCACATTTAAGTCTGATCCGCTTTTATTTTTAAATCTGA
AAACAATGTATCACAACATCTAACAGTTGGTAAGAAGAAGAGCTTTACAGATGCATATTA
AACAAGGACAGAAGCACCTTAAAGGCCAGCTTAGACAGCGTTTTAGTGTTTGCAGCATTT
ACAGCACCTCCCAGGATCCACTCAGGACAAAAACATGAGCTGCAATGAGGGACGTTTATG
AGAAAGAAAAGACAGCAGTACAGAACCACAACTGAGTTTTCTAGAAGGACTCTAGGACTC
CATCCCAATGGCTGGGCAGACTATGGCTTCAGTGATGACTTCTCTGACCGTCTACACAGC
CAGGTGCAGCGTGATGGGACAGTGGTCGCTGCCCATGGCTTTGTTGCGGATCTTGCTGTC
GCACAGGCCTGGCACCAGCGAGGAGGACAGCAGGAAGTAGTCGAGCCTCCAGCCCACGTT
CTTGGCGCGGGAGTTCATCATGTAGGTCCAGAAGGTGTAGGCGTTGGCTTGCTCTGGGTA
GAGCTCGCGGAAGCTGTCCACGAAGCCGGCCGCCAGCAGCTGGCTGAAGCCTTCGCGCTC
CTCTGGGGTAAACCCCGCGTTCTTCTTGTTCCCTTTTGGGTTCTTCAGGTCGATCTCCTG
GTGGGCTACATTGAGGTCGCCGCAAAGCACCAAAGGCTTCTGTACGTCCAGCTCAGTCAG
GTAAGCTTGAAAGTCCACGTCCCAGGTTTTGCGGTAATCCAAGCGGACGAGGCCTCTGCT
GGCATTGGGAACGTACGCCGTCACCAGGAAGAAGGTGGGGAACTCGGCGGTGATGACGCG
GCCCTCTTTGTCATGCTCCTCTTTGCCAATGCCATAGGTGACTTTGAGCGGCTCGGTCTT
GCTTAGCATGGCCACCCCGCTGTAGCCCTCCTTATCATCTGAGACAGCCCAGTACTTGTG
TGGGTACTCTGGCATGGAGGTAATTTCAGCAGGGAGGTCTTTCTCTGCGCACTTCGTCTC
CTGGAGGCACAAAACGTCAGGGGCCTCCTCACGCACCCAATCCAGGCCCCCTTTCTTCAC
CCACGCCCTCAGCCCGTCCACGTTCCACGACGTAATCTTCATGTTGGCGCTGCGGCCATC
TTTGCTGGTCATTTTGTCGGGTGGGTCCTCGTACAGAATGGGGGCCTCGGGTTCCTTAGT
CTTCTTTGGTTTCTTTGCAGAAGCAGAGCCGGAGTCATTCTCCCCGTCTGCTGCCGCTGC
TTCCTCCGTCTTCTTTCCTCTCTTCATCTTTGAACTTGATCTGACAGAAAACACTCCTCG
CAGACACACAACACGCACACACAGCAACACACGCGCCGTTGCACGTTCACAACAGGATGC
AACTCCACTTCGATGGTGCTCCCCAGTCAGTCACTCCCCCAAACACGCGCTCACGTCGAC
CCACACACTCAAAGTCGTTCTGCCCCCCCCGGCCATAATGCCCGGGTTTAAGCGGGCGCT
CAAGT
>CL225Contig1
TTTTTTTNTTCGGAATTCATTCTCTTTATTGAAGCAATAGCCACATTTTACCACAATAGA
ATCTGGCATCTTTCTAGAAATCCGTTTGAACTCAGTTGTTTGAAGGCTTGGCCCATTCAA
CATTAAGAATAAGATGGTCATATCCAAATCCTGAGACCCCCGCGATGGCTCTGGCGGCAT
CCTCCCGACGATGGAAACTGATGAAGGCAAACCCCTTGGACTGCCCTGTATTCTTATCCT
TGGCCAGATAAATCCTTGAGATGGAGCCAAACGGTCTGAAGAGTTCCTGCAGGTCCGTCT
CACGGGTGTCCTCCGACAGGTTGGTCACACGAATGGTTGCATTGTCATCAGCTCTGCGGT
TGGGCTGCATGGACTCTCCTCTTCCCCGGCCTCCATCCCTCAGACTTGGAGGAACGTACT
TCCCCGTCTTGCTTTGGGCGGGCTGAGCAGGCTCTGGTTCCGCGGCGCCAGCGGGCTTTT
CCTTGTCTCCGGTAGACAGTCCAAGCTGCTCAGCCAGCTCTTTCTGCATGGGGCCCAGGG
TGTCCTTGTATGGACAGCGGGTGGTCCAGTGGTCGCCTTTACAAATACGACAGGACACAA
TCTTCTGTCCCTTTAGCTTGTTCATGGGATCCTCATCCTGGTCTTGAGCATTCAAATCCT
CTTTGCTGGAGATGAAAGTCATGAAGACATCATCACTGACTGTGGTGGTGGCAACATTTG
GGCCAGGAGCATCAAACTCAGAGTTGCCAAACTTTTTCCAGTTCTTCCTCCTGGCAACGG
CTTTTGATGCTTTCCTCGTCTCAATCTTAAAAGTCCGTACAATCTTATATTTCTTTCCAT
CTTCCTCGTCGATTTTATACTCTGTGATAGTTTTGATATTACCTCTAATCGTCTCCTTTG
GGGAGGGAAGTGTGGTTTCATCTACTTCCTCCTCGACTTGGTCGGCCCAGCTGGGCTTAG
AGTCGTCGTACTCCACCGACGGCATCCTGCGTGTTAGCTTAGCTCGAGAAGGACCGAGCC
GCGCCGAGAGCCCAG
>CL225Contig2
CGGCACGAGGGTTCCTCCAGTCTGAGGGATGGAGGCCGGGGAAGAGGAGAGTCCATGCAG
CCCAACCGCAGAGGTGAGGCTTCAGGGCAAAACATGTACAATTATTTTCAGCAGCAAAAC
TTTATCCCTTGAAATTGTATGTGATTGCACAGCTGATGACAATGCAACCATTCGTGTGAC
CAACCTGTCGGAGGACACCCGTGAGACGGACCTGCAGGAACTCTTCAGACCGTTTGGCTC



CATCTCAAGGATTTATCTGGCCAAGGATAAGAATACAGGGCAGTCCAAGGTTAGAGGCCA
TTTCAAAAAAAGCAGTACAGATCAGTTATGAAGGCTTGTTTCAACTGAAAATAGGTTACT
TTAACCCAATCATGGTTCTGTTTGTAATCACAACTATTAACCCTAACTTATATAAGCCAA
AAAGATCTTTTTGGTGAGAGCTGCCTTCTGTCTGCATCTGATATTAATATGTCGATAGAC
AGTTGATGTGTGCTCTCATGAGCGAATGACGCGCTCCAGTTAACGCTGCATCTCATTTCC
TGCAGGGGTTTGCCTTCATCAGTTTCCATCGTCGGGAGGATGCCGCCAGAGCCATCGCGG
GGGTCTCAGGATTTGGATATGACCATCTTATTCTTAATGTTGAATGGGCCAAGTAAGCTT
CTTCTCCCATTCAAGTATTTGTGTTAAAACATTGCTTTAAAACTGGTGCTAACATTGTTT
ATTCTCTTTACAGGCCTTCAAACAACTGAGTTCAAACGGATTTCTAGAAAGATGCCAGAT
TCTATTGTGGTAAAATGTGGCTATGCTCAAAAAGAGAAG
>CL226Contig1
GAACAGTGAGTNAAACTNCAATGNCNATCCANACTTAGTTTCAAAAAGGGGAAAAAAAAA
AAGGCAAACCAAAAAGGGAGCACTGCCATTTCCAAAAGCTAAATGTGGAATGTCCTAATG
TCTGAACAAATCTAACATAACAATTTATGGGGTCCCTCAGAAATTTGTCTCTGTGAATTC
GTGAACATGATTTAAGAAGCATTACACCAAGTTGTCAGTGTCACAATACAGCCAGCCTCC
TTCTGTATGAGTCCACAGCAGAATTGCATTTAGCTAGATATAGGATTGTACACATCTGGA
AAAACAAGACCTGCTTTTTTTGGAGGGGGGGGGACACCGACCATCACAGTGTTTGGTGGA
AAATTAACTGCCAGTTTAATTACCATACAATAAAACCTGCAAATATGAGGAATCACAAAA
TAAGAAAGTAACAAAAGATGGGGTGAAAAATGCACAACAATCTAGCCGGGACGAAAGGAA
TTGGAAGGACAATTAGAC
>CL226Contig2
TTTTTTTTTTCTCTNATCTGAAACAAAACTTTATTTCACTGAATGGTCTTTGACACTTCC
CTATTTCTTACATGTATAGTGAAACTAGAATGGTTTTAAGTACATAAACACAAAGCTAGA
ATTACACCAACCATTGTTTATCTCCATGTTGTCAATGCATTTTATAGCTATTCTAAATTT
TCACAACCACGTGTGTGCACTGGGTAATAGACTGTTACAGAAGCAAATTTTAGCCATAAG
ACTTATCAGTAAAAACAAAGCAAATAGATACCTGATATACAGACAGGCTTCGTTCCACAT
TCACTAACTGCATTTTCATCAAGCATGATAATGAACTGACATTTTTTTTCCCCCAAACAG
GTCAGGTTTCAATTCAATGGAGCACTGTCAGTGTAAACAGACCACCACCTATGGTGTGGA
ATGGTGTCTTGAACTACAGTAATGTGGAATGTAGTGGTGATAAAATGGTATTGTGACACT
GAGGTTCTTTCCCGAGGAATAAAATGGCTGTTTCCACCCACTAAAACCAACCAGACTTTT
TTTTAAGCAAATTCCCATCATTTTTCCACAAGTAGACAGATTCACCTGGATAAAAATTGA
GGTGAGACTTTAGCTGCTCTAAGCTTTTCTATGACTCCAAACAAGCGGATGCTGCTACCT
AATAAGAAAATACTAAATGCTGTAAGAGAAAGCCAGGCACAATATTTTTTGGAGAAAACA
ACCGCTTTAAGAGGAATATTTTTGCAAGCAGGGTTGATACAGTGTGGTAAGACATTTTCA
ATTAACATCAATAAAAGGTTACTTTTAAGTTTTACATACAGATGATAGTCAATCTTGAAA
AATACATGGAACCACATCTTTACGCACATACAATTTTCATTGTACTTAGATCAAGCAGCA
CCTGAACAGTGAGTAAAACTACAATGACAATCCATACTTAGTTTCAAAAAGGGGAAAAAA
AAAANGGCAAACCAAAANGGGAGCNCNGCCNTTTCCAAAAGCTAAANGNGGAANGNCCTA
ANGTCNGAACAAATCTAACATAACAATTTANGGGGNCCCNCAAAAATTTGNCNCTGNGAA
TTCGNGAACATGATTTAAGAAGCATTACNCCAAGTTGTCAGNGTCNCAATACAGCCNGCC
NCCTTCNGTATGAGTCCNCAGCAAAATTGCATTTANCTAGATNTAGGATTGTACNCATCT
GGAAAAACAAGACCNGCTTTTTTTGGAGGGGGGGGGACNCCGACCATCNCAGNGTTNGGG
GGAAAATTANCNGCCAGTTTAATTNCCATACAATAAANCCNGCAAATATGAGGAANCCCA
AAATAAGAANGTACCAAAAGANGGGGNGAAAAANGCNCAACAATCTANCCGGGACGAANG
GAATTTGGAAGGACAATTANAATTCACAACACCCACCCACCCCTACCCCACCCCANAANA
TGCNCACAATCTTTCACATCCTTTCACACTTGCTCACACACTGCACACAGGCCTA
>CL226Contig3
TGNTACCTAATAAGAAAATNCTAAATGCTGTNAGAGAAAGCCNGGCNCNATATTTTTTGG
AGAAAACNACCGCTTTTAGAGGNATATTTTTGCCAGCAGGGTTGATACAGTGTGGTAAGA
CATTTTCAATTAACATCAATAAAAGGTTACTTTTAAGTTTTACATACAGATGATAGTCAA
TCTTGAAAAATACATGGAACCACATCTTTACGCACATACAATTTTCATTGTACTTAGATC
AAGCAGCACCTGAACAGTGAGTAAAACTACAATGACAATCCATACTTAGTTTCAAAAAGG
GGAAAAAAAAAAAGGCAAACCAAAAAGGGAGCACTGCCATTTCCAAAAGCTAAATGTGGA
ATGTCCTAATGTCTGAACAAATCTAACATAACAATTTATGGGGTCCCTCAAAAATTTGTC
TCTGTGAATTCGTGAACATGATTTAAAAAGCATTACACCAAGTTGTCAGTGTCACAATAC
AGCCAGCCTCCTTCTGTATGAGTCCACAGCAAAATTGCATTTAGCTAGATTTAGGATTGT
ACACATCTGGAAAAACAAAACCTGCTTTTTTTGGAGGGGGGGGGACACCGACCATCACAG
TGTTTGGGGGAAAATTAACTGCCAGTTTAATTACCATACAATAAAACCTGCAAATATGAG
GAATCACAAAATAAGAANGTAACAAAAGATGGGGTGAAAAATGCACAACAATCTAGC
>CL227Contig1
CGAATGAACACTTCCTTTGTCCTGTCGTTTGAGTTAACATCAAGGAGCTGATCTGAACAT
CCACAAATGTAGATCCAGGAAGCTGAATTGGAAGCGTTCGTGTCAGGTCTCGTAACCGTA
TGGACCTCACCGCATCGCGCCTTTCCGAACCCGGGTCGGAGGACGGAAATGCGGACACAG
AGAGAAGAAGACTGCCGCTGTCACCGGCGGTGAAATGCTCTCATTTGTCCTGAGCCAGCC



TCTGACGTCACAGCCAGACAACATCATCGTTAAACTTTCAAAATGAGGCTCTTTCTGTCT
CTGCTCAAAAATGCCCACCCGAAAATCGAGTACTACTCCCGCTATTCCCCATCGCCGCTC
TCCATCAAGCAGTTTTTGGATTTCGGAAGGGATAATGCATGTGAAAAAACCTCCTACGTG
TTTCTGCGGAAGGAGCTACCGGTGCGGTTGGCCAACACCATGAGAGAGGTTAACCTGCTG
CCTGATAAACTGCTGAGTCTCTCCTGACAGAAGCATCAACATCTATCACTGTCTGATGGA
GATGAAGGACCTCTCAGTTCATCAGGAGATCCAAGAGTTCCTGAAGTCAGAGAACAAATC
AAAGAAGGAACTCTCAGAGATCCACTGCTCAGCTCTGGCCTACACTCTGCAGATGTCAGA
GGAGGTTCTGGATGAGCTGAACCTGTACCAGTACAACACATCATCTGAGGGTAAACGGAG
AATGATCCCAGCTGTGAGGAACTGCAGAAAGTTCAGACTTTCAGGATGTGAACTCTCAGA
GACTCACTGTGAAATTGTGGCCTCAGCTCTNAAGTCCAACCCGTCCCACCTGACAGAACT
GGACCTGTACTACNACAGCCTGAAGGGTTCATTCATGGAGGTTCTGTGTTCTGGACTGGA
GAGTCCAAACTGCAGACTGCAGACTCTGAGATTGAGGTACTGCAGTTTGTCAGAGATCAG
CTGTGAAGTTCTGGTCTCAGCTCTGAAGAAAAACCCGTCTAATCTGACAGAACTGGACCT
GAGCTACNACAGGAACCTGCTGGATTCAGGAGTTGTTCATCTGTGTGGTTTTCTGGAGAG
TCCAGACTGCAGACTGCAGACTCTGAGGTTGAGGACCTGCAGTTTGTCAAAGACCAGCTG
TGCTGCTCTGGTCTCAGCTCTGAAGTCCAACCCGTCCCACCTGACAGAACTGGACCTGAG
ATGGAACTACCTTCAGTCTTCNNATGTTCAGCAGCTCCCGGATCTGGTGAAGAGTCCAAA
CTCCNAACTGCANACGCTGAGGTCAGTANAGGGTTGGAGTCANTCCAGCTGCTTCCAGAT
GTTTGGTCCTAAAGTTAGTCTGANAGCAAAGATGCANAGTTTCCTGTGAAGCTGCNGCTT
CTCAGTGAAGCTCTGAGGAGAATGATGACAGGCTTCAGGACNACAGNCNGCCNATCAGAG
CAGCANAAGCTCCCACAGGNGAAGATGACNGGAAGCTGCTGCTCTGAACAGGACTGAAGC
TCCTGCTGCTCTTTCTGCTGCTGTGCTGCATCACTGACTGACAGACCANGATCANGAGAC
ACTCCTCCATCTCTGTCTCTCTACTTTCTCTCTGCANGTGGAAGGGCTGGTCAGTCTGAT
GTTCCTCCCGGAGGAGCANAGAGGAGCANCAGCAGCAGCTGGTCTGCATAGATGTTGTGA
CTGGACGGTGTTCCANGT
>CL227Contig2
GCAGAGTCGTGGTCTTTCTGTTCTCTCTGGNATCTGACTGGATGATTGCAACAAACTCTA
TGTTTTCCAAGAGCAACAACAGGCCTGCAAGGCTTTTTCTGGGCTTTAAGGTTGAAGAGA
TGCAGTTTGTCAGAGATCAGCTGTGAAGTTCTGGTCTCAGCTCTGAAGAAAAACCCGTCT
AATCTGACAGAACTGGACCTGAGCCTGAACCAGAACCTGCAGGATTCAGGAGTTCTTCAT
CTGTGTGGTTTTCTGGAGAGTCCAGACTGCAGACTGCAGACTCTGAGGTCAGTAAAGAAG
CTGAACTCCCTGAAGGATGAGAAGAACGGATCAGGTTGATATGGTGCAGTTTGTCAAAGA
CCAGCTGTGATGCTCTGGTCTCAGCTCTGAAGTCCAACCCGTCCCACCTGACAGAACTGG
ACCTGAGAGGAAACGACCTTCAGGATTCAGATGTTCAGCAGCTCCAGGATCTGGTGGAGA
GTCCAAACTCCAAACTGCAGACTCTGAGGTGGAAGGGATGGGACTGGGGAGTCTGATGTT
CCTCCTGGAGGAGCAGAGAGGAGCAGCAGCAGCAGCTGGTCTGCAGAGATGTTGTGACTG
GACGGTGTTCCTGGGAGGTGGAGAGCAGAGTGATGGAGGAATCAGAGGAAGTGGAGATGA
GTGTCAGAGCTGCAGCAGGAACTGATCTGAGATCAGCTCCACTGTCTCTCTCAGCATCAA
GTGGACAGTTATTGTGCTGCAGCTCCCCCGGTGGACTGATGGAGAACTGCACTTCCTCTT
CTCATTCTAACTTGGAGTGTGGGGAAATCTTCTGCTTCTCTTCTCTTGTGTTGCCATAGT
AACTGATGTCATTCTTTCTGTCAACTGATGTCTGTTTCTCTGTTCATGAAGCTGTTTGTG
TACATTATTGTGACATTTTCTCCTGATGGTTATAATAGTTTGATTATTCTTTTTTCTTTA
GTTTGAAACCTCTTTCCTCTGAAATATTTCATGCAGGATTCAGCCTCTAGGCTCACATTT
TCAATGTTAAATCCATCATTTCCACTTTGATACACTTTGAAATTAGGATTGAAACATCTA
ATGCAGAGTCAGCAGTTTAAAGAACTTTACTGCTGCACTAGACAACAGAGAACAGAGGGG
TAAAAACAGAGAAAACTCTGGAGACGTCCACATGTGGATCCCAGGACTTGCTCTACTGTG
GAAACATTTTTACAAACTCAACTTTAAGATTATGTTTTTATCAACCTGTTTTCTTTACCA
ATAATTTGTTTCCATAAGAATGTTTTGTTTTCTGCATTTTATTGTTTTCTTTGGCACATA
TTAAACCAACTGCATTGAAGCAGGAGGGAGAAGGGAGACACCTGCTGGCTGTTTGCAGAA
CTGCATTTTCAAACTGAAAGCTGTCTGTCAAATTCCTGCAGNCCGTTGGNATCTAATAAA
>CL227Contig3
GNAAGAGCCTGACTGAGNATGTACATCCACTTCCTGGTGGTTCAGGCCAAAGTCCAGAAG
GTCAAGTATGATGGAGGAGCTGAGACAGATCCTCACTGGAGTCCAGAGAGCAAGAAGATG
ATGGAGTCTCTGGGAAAACTGGCTTTTGAGCAGCTGCAGAAAGGAAACCTGATCTTCTAT
GAATCCGACCTGACAGAGTGTGGCATCGATATCAGAGCAGCCTCAGTGTACTCAGGAGTG
TTCACACAGGTCTTTAGAGAGGAGAGAGGCCTGTACCAGGACAAGGTCTTCTGCTTCATC
CATCTGAGTGTTCAGGAGTTTCTGGCTGCTCTTCATGTCCACCTGACCTTCATCACCTCC
AAACTCAACCTCATGGAGGAGAAAAAATCACAGATCTCTCAGCAACTCCAGGATCTGGAG
AAAAACAGACCTGCAGACAAACAGATTCTTTTCTAGATCATCACTTTCTTCTTTGATCTC
CATTTGATGGACAGATGTGAGTTTGGGATGGACCAATCAAGGATTTAGGGAATCATGGAT
CAGACAGAACATTTCTGGATGACATAGATCTATGTGTGGGTCTGGCGTTGGATCCTGGTT
CTGTCTCTGGAACAGGGACAGAACCAGAACTCTGGATCACTAGATTCTGGTTCCAGATGT
TTCACACTTGATTTCT
>CL227Contig4



GGGACTGACAGGGAAGTCCTTCTGAAGCTGGGGAGGCTGGCATTTGAACATCTGGAGAAA
GGAAACATCATGTTCTACCAAGAAGACCTGCAGCAGTGTGGTCTGGATGTCACAGAGGCC
TCAGTGTACTCTGGAGTTTGTACTGAGATCTTCAGAAGAGAGTGTGAGATCTTCCAGAAA
CCTGTCTACAGCTTTGTTCATCTGAGCGTTCAGGAGTTTCTGGCTGCAGTCTACATGTTC
CACTGTTACACCAACAAGAAGGTAGAGGTCATTGAGGACTTCCTGGAAAAAAACATGGAG
AACCCATCCCTGGATGAGTTTCTGAGTAGAGTCATGGAGAAATCCCTGCAGAGTCAAACT
GGACACCTGGACCTGCTGGTTCGCTTCCTTCATGGACTCTCTGTGGAGTCCAACCAGAGA
CTCTTAGGAGGCCTGCTGGGTCAGACAGAGAAGAATCCAGGAACCATCCAGAGAGCCATC
AACAACCTGAAGAAGATCAACATTAGTGAAGAAGTCTCTCCTGACAGAAGCATCAACATC
TACCACTGTCTGATGGAGATGAAGGACCTCTCAGTTCATCAGGAGATCCAAGAGTTCCTG
AAGTCAGAAAACAAATCAGAGACGGAGCTCTCAGAGATCCACTGTTCCGGGCTGGCCTAC
ACTCTGCAGATGTCAGAGGAGGTTCTGGATGAGCTGGACCTGAACCAGTACAAGAGATCA
CATGAGGGTAAAAAGAGACTGATCCCAGCTGTGAGGAACTGCAGAAAGTTCAGATTTCAA
GGACGATGTAAACTCTCAGAAACTGACTATGAAATTGTGGCCTCAGCTCTCAAGTCTAAC
CCGTCCCACCTGACCGAACTGGCCCTGAGTCAAAATGAGATGCAGCGTTCGTCCATGCTG
GTTCTGTGCTCTGGACTGGAGAGTCCAAACTGCAGACTGCAGACTCTGAGGTTAGAGTTC
TGGAGTTTGTCAAAGCTCAGCTGGGATCCTCTGGTCTCAGCTCTGAAGTCCAACCCCTCC
CACCTGACAGAACTGGATCTGAGATTTAACAACCTGCAGATATCAGATGTTCAGCAGCTC
CATGATTTGATGAAGAGTCCAAACTTCAAACTGCAGAATCTGAGTTGGGACGGGTATGGC
TGGTGAGTCTGAACCTCCTCCTGGTGGAGCTGAGAGGAGCAGCAGTCATGTTGTTCTCCG
CTGGTCCTGACTTTTATTGGATCTTTGATAATGCATTTGTCATTCTCTTGATGAACTATA
CCAAAATGTCTCTTTTAAGTCTCTTTTATGGTTTAACCTGATATGTGTGCAACTCTGGCA
CTGCATATCTAACTTTTATATATGCTTCATCTATGATTATAATTACTTGTGTATGAATGT
ACGGTAATTTGACGCTACCTTTGGAACAATAAAGAATATTAAATTTGATGATGCT
>CL227Contig5
GAGGGTGGACAGTTATTGTGCTGCAGCTCCCCCGGTGGACTGATGGAGAACTGCACTTCC
TCTTATCATTCTAACTTGGAGTGTTGATCTGAAACATGGGTTGGATTCAGATGTTCAGCA
GCTCCAGGATCTGCAGAAAAACAGACCTGCAGACAAACAGATTCTTTTCTAGATCATCAC
TTTCTTCTTTGATCTACATTTGATAAACAGATGTGAGTTTGGGATGGACCAATCAAGGAT
TGAGGGAATCATTGATCAGACAGAACATTTCTGGATGACATAGATCTATGTGTGGGTCAG
GGGAAAACACAGTCAGGCGTTGGATCCTGGTTCTGTCTCTGGAACAAGGACAGAACCAGA
ACTCTGGATCACAAGATTCTGGTTCCAGATTTTTCACACTTTTCTGTTCCCCAGAAACTC
TCATTGACAAACAAACAGAGTTTCATTCAGAAACCTCCAACGTGGTCATGTGACCATAAT
GTTCATAGTGTAGACACGGACAAACGCTGTGGTCACATGACTCACTGGTTTGGATTCAAG
TCATTTGAAGTCAGTTTTTGGAGCAGAAATCCCGTCTGATCTCAGTTAGTGAACAAAAGT
CTCTCAGTTGAATCATTTTTCTATCATCTCTGTTCTGTTGATGATCAAATATTGACTCAT
GCAGTTTGAAAGACCCAGAGTTTTGGTTTGATTGATGTTTTCCACAGTTTTCTGATTGAA
CTGCCTTTTTCTTTGGTGTTTTGTGGGTAAAACTCTGTTCTTTTTCATGCTTCAAACTGC
ATTGAAACAGGATAGGAACTGCAGGGAAAACTAAGCAAAGCTGTCTGTAAAATTCCTGCA
CCCTGTTTGGATCTAATAAA
>CL227Contig6
GGTTCCTGGGAGGTGGAGAGCAGAGTGATGGAGGAATCAGGGGAGGTGGAGATGAGTGTC
AGAGCTGCAGCAGGAACTGATCTGAGATCAGCTCCACTGTCTCTCAGTTATGGTGCTGCA
GCTCCCCCAGTGGACTGATGGAGAACTGCACTTCCTCCAATTCTAACTTCTGAAAGGTCA
CTATGGGGTCAAATTGTGAAGTTTGGTCGTTTCCTGCAAATAAACTCTGATATGAATTTG
TAACAACAACCAGTAAATAGCTGGTAAACTAACCTGGCTCCAGTTAGTTTCCATTTTAAA
TAAAAAAGTTTCCTCTTGGTTCAAAGTANAAAAAAAA
>CL227Contig7
TATTAGATCCGAACAGGCTGCAGGAATTTGACAGACAGCTTTCAGTTTGAAGCCTTTTGA
CACTAAGATGCAGTTCTGCAAATAGCCAGCAGGTATCTCCCTTCTCCCTCCTGCTTCAAT
GCAGTTGGTGTTGTTGCAGCAGCTGCATCAAAGTGATTATCTGCATCCAGAGGCTGTCAT
TCCTCACTAAGATCCACTCTGTTCATTCCTGTCCTCTGGAGAAAACAGGATTTTATGCTC
AGAAAGTTTCTACTAGTTTCACATTCTAGAAAATGAGGAGATTCAACTGGATTCAGATGA
AACTTCTTTAAAACTGCAGCTAAAAATGCTGTCAGCATGAAAAAGAACAGAGTTTTACCC
ACAAAACACCAAAGAAAAAGGAAGTTTGGTCAGAAAACTGTGGAAAACATCAATCAAAGC
AAAACTCTGAGTCTTTCAAACTGCATGAGTCAATATTTGATCATCAACAGAACAGAGATG
ATAGAAAAATGATTCAACTGAGAGACTTTTGTTCACTAACTGAGATCAGACGGGATTCTT
TTGCTCCAAAAACTGACTTCAAAGGACTGTTCCAGAGACAGAACAGGGATCCAATCCCTG
ACTGTTTTCCCCTTACCCACACATAGATCTATGTCATCCAGAAATGTTCTGTCTGATCAA
TGATTCC
>CL227Contig8
TTTTTTTTTTGATTCAAAAGAGCATTTATTAGATCCAAACAGGCTGCAGGAATTTGACAG
CTTTCAGTTTGAAGCCTTTTGACACTAAGATGCAGTTCTGCAAACAGCCAGCAGGTGTCT
CCCTTCTCCCTCCTGCTTCAATGCAGTTGGTGTTGTTGCAGCAGCTGCATCAAAGTGATT



CTCTGCATCCAGAGGCTGTCATTCCTCACTAAGATCCACTCTGTTCATTCATGTCCTCTG
GAGAAAACAGGCTTTATGCTCAGAAAGTTTCTACTAGTTTAGACATTCTAGAAAATGAGG
AGATTCTACTGGATTTAGATGAAACTTCTTTAAAACTGCAGCTAAAAATGCTGTCAGCAT
GAAAAAGAACAGAGTTTTACCCACAAAACACCAAAGAAAAAGGAAGTTCAGTCAGAAAAC
TGTGGAAAACATCAATCAAAGCAAAACTCTGAGTCTTTCAAACTGCATGAGTCAATATTT
GATCATCAACAGAACAGAGATGATAGAAAAATGATTCAACTGAGAGACTTTTGTTCACTA
ACTGAGATCAGACGGGATTTCTGCTCCAAAAACTGACTTCAAAGGACTTGAATCCAAACC
AGTGAGTCATGTGACCACAGCGTTTGTCCGTGTCTCCACTATGAACATTCTGGTCACATG
ACCATGTTGGAGGTTTCTGAATGAAACTCTGTGTTTGTTTGTCAATGAGAGTTTCTGGAG
AACAGAAATCAAGTGTGAAACATCTGGAACCAGAATCTAGTGATCCAGAGTTCTGGTTCT
GTCCCTGTTCCAGAGACAGAACCAGGATCCAACGCCTGACCCACACATAGATCTATGTCA
TCCAGAAATGTTCTGTCTGATCAATGATTCCCTCAATCCTTGATTGGTCCATCCCAAACT
CACATCTGTCCATCAAATGGAGATCAAAGAAGAAAGTGATGATCTAGAAAAGAATCTGTT
TGTCTGCAGGTCTGTTTTTCTCCAGATCCTGGAGCTGCTGAACATCTGAATCCAACCCAT
GTTTCAGATCAACACTCCAAGTTAGAATGAGAAGAGGAAGTGCAGTTCTCCATCAGTCCA
CCGGGGGAGCTGCAGCACAATAACTGTCCACTTGATGCTGAGAGAGACAGTGGAGCTGAT
CTCAGATCAGTTCCTGCTGCAGCTCTGACACTCATCTCCACTTCCTCTGATTCCTCCATC
ACTCTGCTCTCCACCTCCCAGGAACACCGTCCAGTCACAACATCTCTGCAGACCAGCTGC
TGCTGCTGCTCCTCTCTGCTCCTCCAGGAGGAACATCAGACTCTTTAACTCCACCACAGA
GTCTGCAGTTTGGAGTTTGGACTCTTCACCAGATCCTGGAGCTGCTGAACATCTGAAGAC
TGCAGGTTGTTGCACATCAGGTTCAGTTCTGTCAGGTGGGACGGGTTGGACTTCAGAGCT
GAGACCAGAGCATCACAGCTGGACTTTGACAAACTGCAGCTCCTCAACCTCAGAGTCTGC
AGTCTGCAGTCTGGACTCTCCAGAAAACCACACAGATGAACAACTCCTGGATCCTTCAGG
TTCTGGTTGTCGCTCAGGTCCAGTTCTGTCAGATTGGACGGGTTTTTCTTCAGAGCTGAG
ACCAGAACTTCACAGCTGATCCCTGACAAACTGCAGTCCTTCAACCTCATCAACCAGGTG
CTATGGGATGCTGTAAACTCTGGTTTCTTTTAAACTTTTAACACTCTTAACCGTTTTGGC
TGACATGAAGCACGTGCAGCCTTCACGTTCACTTGCCTGACCCCCGGCCATAAGGCCCGG
GTT
>CL227Contig9
ACATCTATCACTGTCTGATGGAGATGAAGGACCTTTCAGTTCATCAGGAGATCCAAGAGT
TCCTGAAGTCAGAGAATAAATCAGAGAAGAAACTCTCAGAGATCCACTGCTCAGCTCTGG
CCTACACTCTGCAGATGTCAGAGGAGGTTCGGGATGAGCTGGACCTGGACCAGTACAAAA
CATCAGAAGAGGGTAAACGGAGACTGATCCCAGCTGTGAGGAACTGCAGAAAGTTCAGGT
TGGAGGACTGCAGTTTGTCAAAGATCAGCTGTGACGCTCTGGTCTCAGCTCTGAAGAAAA
ACCCATCCAATCTGACAGAACTGGACCTGAGCTGGAACAAGAACCTGCAGGATTCAGGAT
TTCTTCATCTGTGTGATTTTCTGGAGAGTCCAGACTGCAGACTGCAGACTCTGAGGTTGA
TCTTCTGCAGTTTTTCAAAGACCAGCTGTGCTGCTCTGGTCTCAGCCCTGAAGTCCAACC
CGTCCCACCTGACATACCTGGACGTGAGCTTCAACAACCTTCAGTCTTCAGATGTTCAGC
AGCTCCAGGATCTGGTGGAGAGTCCAAACTCCAAACTCCAGACTCTGAGGTGGAAAGCAG
AGGGCCAGTAAGTCTGATGTTCCTTCTGGAGGAACAGAGAGGAGCAGCAGCTGGTCTGCA
GAGATGTTGTGACTGGACGGTGTTCCTGGGAGGTGGAGAGCAGAGTGATGGAGGAATCAG
AGGAAGTGGAGAAGAGTGTCAGAGCTGCAGCAGGAACTGATTAAAGATGTGAGCATAAAA
GCTCTGTTTAAGATAAAAAAGCTTAAACTTTGAGACTAAATGGAGACCGAAAGACTTTTT
GTCTTAGTTTTCTGGTTTAACATGGATGACAGAAATTCTATTCAGTTGATGTAAAAACCC
TCATCAGACATGAAAACAACCGCTATTCCTGCTGTTTCTGACCGTTTTCATGGTCTGCAG
GTCTCAAATGTTGGACTGAACCATTTCATTATAAACATGTGTTGTTGTTTGTGTATTCAT
CCACAAACACATGCTGTGAAGAGGAACCTGCAGTGAAGGCAGCCATGTTGGAGCCTCACA
CATGTTCTCATTAGGATCAAATGAACCAGTGTGTTTGAGACTGAAAGAAAGACTGAAGGA
CAAAGAAATATGAAGATTCATTAAGGATCAAATCCAGACTTTATTCATGTCTTCATACAA
AAAAGCTGCAGGTATTTTACAGACAGAATTTTGGTTTTTCAACACTTTTCTGACAAGAAG
ATGCAGTTCTACTCATGTCTAATACAAGTTCAAACTACAGACCTGAATGATTTTGTTTGG
TTTTTGTTATTGTGTCATTATGTCTGAAGAAATCCGACCTATAATTACAGAAAAAACATC
AAAT
>CL227Contig10
TTTTTTTTTTGATTCAAAAGAGCATTTATTAGATCCAAACAGGCTGCAGGAATTTTACAG
ACAGCTTTCAGTTTGAAGCCTTTTGAGACTAAGATGCAGTTCTGCAAACAGCCAGCAGGT
GTCTCCCTTCTCTCTCCTGCTTCAATGCAGTTGGTGTTGTTGCAGCAGCTGCATCAAAGT
GATTCTCTGCATCCAGAGGCTGTCATTCCTCACTAAGATCCACTCTGTTCATTCATGTCC
TCTGGAGAAAACAGGCTTTATGCTCAGAAAGTTTCTACTAGTTTAGACATTCTAGAAAAT
GAGGAGATTCTACTGAATTTAGATGAAACTTCTTTAAAAACTGCAGCTAAAAATGCTGTC
AGCATGACAAAGAATCTGTTTGTCTGCAGGTCTGTTTTTCTCCAGATCCT
>CL228Contig1
TGTGTGACGTCGGGGTTGCAGTTCTTTATTCGTGGAACGGCGCCGTGTAAATGTACAGAA
CCAAAGGTCACAGAGAAACAAACGTCCAGTAGAAAAGACCCAGCAGACGGGGGCGCCGCC



TCAGGTGAGGATGTCGTGGGCCTGCTGCTCCACCAGCACGGCCATGTTCTTCACGTCCCC
GCACCACGAGTCCAGGCGCTCCTTCATGCCTTTGATCTGCTGCAGGTCCAGGACTCGGGG
CTGCACCCAGGTCATCTGCACCTTCTGGTCCACCTCATCGATGCTGCCTTTGATCAGGCC
CACAGACAGAGCCTTCATCACCAGCAGCTCCACCTCGTTCTCTGGGATTTTGGCACTCCG
GGCTATTTCGGTGAAGCTCAGCTGTCTGTGGTTGGCAGGACGAGTGAAGGTCATCTCCAT
CACGCACAGCAGCTGGATCTTCTGCATCAGCTTGGCTTCGTGCCCCGCCAGGTCCGGCTG
CTGGCCCCAGGCCGACTTGAAGCCCTGAAACTTCTCCACATTTCCTGCGTTAAAGGCGTA
CAGCGTGTCGATCAGCCACTGCTTGTCCGTGTTTCTAAGGGACTCCAGGACCGGATGCAT
GAGCAGCTCTCCAAAGTTGTAGACTCCCTCTCCCAGGAGGCCGGCCAGCCCCAGAGTGAA
GGCTCGCTCCTGCTTCTCCGTTTCTGGAAGGTCTTTGACGTCCACGCAGCCCAGGTAGCG
AAGAGCGTCTTTGTAGTAGGAGGCGTGGTTCCCGATAATGCGGTAATATTTGCTGGACAG
GTCGTAGAAGCGGCCGTGCACCGACGTCACGCCATGCAGGTTGTTGAGAATCTCCTCCAC
CTCCTCGATGATTTTCTTGGTGGCGGGAAGGTCGCTGATTTCCAGCTTCAGACTGCCGAT
GGAGGTCTTGCAGAGAATGACGGCCTCCTCGCTGCTCTTCACCTTCTCTTTGGTCTTCTC
CAGAAACGTGATGGCCTCTTTTGGATCTGGCATCTGCCGGGCGACGTACAGGATGATCTC
CACCAGAGACAGGGGGTTGATTCTGTGTTCGAAATCGCAGATGAAATTTTCGTAAAGCTG
AATGAGGCCGCCCCCCGTCTTGAAGCTGGGATCTTTGACGAAGTCTGTCAGGTTCAGCGT
CAGCTGATGCCACAGTCTTTTGTTGTATAAATCTTCCAGCGCGTGCCACTTTGCCGCCGT
CTCCGGCGTGGAGCTGCTGCTCTGTTGTTGCTTAAGGTACCCGCTGACATCTTTCATGGT
AGCGAAAAGACGAAAGGTAGCTTCAAAGAGAGGCTCTTAAGTGAATCTCAACTGTTAGTT
AGCCGTCTTTGCTGAGAGTCTGCGCATCCCCGGCCATAATGCCCGGG
>CL229Contig1
TTTTTNTNTNAGAAACAGATCGTCTCCTTTATTGGAGGGCTGAAAAGTTGAAGTGCACAA
ACTCCACTGGGATAGGATTTTGCATTTAACAAAGGGTTCCGGTCTGAATCTGAACTTGTT
TGGTGTCAGCATGCTCTGATGTGTCCACATGTGAGGAGCGTCCACAGTCAGATACGGATA
CTGGCTTTTAGCATTTTAATGTCTGAGGTTTACATAAAAATCTATCAAGCAGCTCTGACT
GTGATACAGACGCGTGTTTGGAAGTGAAGAGAAACCCTCAAACAAAAGCAGATGATATGA
TATGTTCCATCTTTATCAAAAAGCAAAAGGTCATCTTCTATAAATGTGGTTTGCTGCTGC
CATCACGACGGGCCGCCTGGCGCCGGGACGTCCCAGGCTGGAGTTAAGACATGACCCCGA
ACACGGGATTGTGGCGGCAGATGCTCGGCCCCATCTCTTCGTAGTCCTTTTTGGTGTGGC
AGACCTGGTAGAACTCGGGAGTGGATGCCAGCATTGATCCACCAAACCACACCGCATATC
TCTGCATGTGATGAGTGATGACCTGGACATCGATTGGTTTGGGCTTCAGCTTGCCTCCAC
TCAGCTCCTCACTCATCTTCAGCCGGGCATCAACGGTCCTCTTCAGGTCCCTCTGCAGAC
GACGGCCAAAGTCCCTGAACATGGTGGAACCTCCGGACAGAACCACGTTCTTGTAGAGAG
GACGCCGGACGTCAATGGGGCAGTTCTGGATGACCTCGTCCACCACCTCCGAGATGGGCT
GGGTGAAGTCCGGGTTGGCGAACTCTGGGTGGAAGAAAATCTCTGGGCCCAGGAAGCGCT
CGTAGCCCACGTCGATGGTGAACTCCTTCTTGCTGATGGCGTTGATGCCGGTGTACTGCT
TCAGCCACTTGGAGCTGTCCGTGTCGTACTTGCTGAACTCTTTGACCAGGTCCGGGCACA
CGTAGCTGAAGCGCTCCTTCACCGCCTTGGCCGTCTCCAGGGACTGCTCTGGTGGGATGC
CCACCTCCCTCTCTCTCAGGAGCTGCTGGGTGAAGTAAGTGATGTCCCGCCCAGCGATGG
GAATGTGCTTGATGCAGCTGCCAATCACGTAGCCTTCAGCCACAGGGATGACATGTGTGA
CACCGTCCCCGCTGTCAATCACCGTCCCTGTGAGCGTCCTCTCCCCCACCTGCCTGGACG
TCCAGGAGGCCGCAAGAGCAAGCACAGCCTGCACAGCGATGTAGAGCCCCGGCACGTTGA
AGGACTCGAACATGATCTCTGCCGTGTACTCCCGGTTCTCTGGTGTGTTGAGTGGCGGCT
CGGTCAGGAGGAAGTAATGGTCCTCAGGCTCCGCCCTCAGGTACTTGAAGATGATTTGTT
CCATGAAGCGCTCCATCAGATCCCAGTCCTCCACGATTCCATGACGTATCGGCCACTTAG
TGGAATACGAGGGTTTATCTACGGCTTCATCCCCGATGAAGAAATCCAAGTCATCCACGC
CCTTCATCATCCTCCGCTGCGCCTGGTCTCCCACCTTCGCCGACTCCTTGATGGCGATAC
ATGACGGAACGATGAACTGAGGCTCCGTGTTCCCCGCATAGCCCAGCTTGGTGTACCCTG
TGCCGCAGTCGACCACACATGCCGGCAGCCGTCCAGCCATGTCCGTCCCGGGCCGCTATT
CGAGCAGAACCAGCAAATACCGGAGGTTTCCCCGCGGGAGGACTGGGCGAGCCGTCTCTG
GCGGAACCGCAGCCGCACAGAAGCGTCCACCACTTCCGCACTCAGCTGGTGGCGCGCGCG
CGAGGGGGT
>CL230Contig1
TTTTTTTTTTAATTTTCACAAGAATCAGAGAAGATAAAACAGCTTGTAGAATGATGAAAT
GTGAGAACCTTAACTGACATATGACTGCCCAGTGGAAGTGCAGCCACTCTTAATGATGCA
TCAAGAAAAAAATAAAAAGGAAAAAAGAATTTATTATGATTACTTGTGAAAGGTTTAGAT
GGAGTGACAGGATTTAAAAGCAGCATCATCCCAGACTGATGTCACATTCAGAGGTATTCA
CAGAGGAAATGTCCACAGGTGCCTCAGACAGCCGGGACAGAAGAAATCATGACGTCAGTT
CTTTGGGTCTTCATGTCTCTCGCTGCTTATCGGAATCTATTCTGCAGCTTCCGTCTCCAT
CGTCTGTCCTGTTGCATTCTCAACAGTCTTTGAGGCCTTCTTTTTCTTCTTCTTCTGAGT
CTTCCGGCTGGCCGAGCTCTGAAGCAAAGCCTTCAGGTCCGGGTCCTCGACCTCATGCTC
AGATTTGTAAAGCTCTGGCTCAAAGAGGCTGTTGGTGATTCGAAGGGGTCCATTTGCCAT
GAGCAGAACAGTGAACTTGAACTGGGCAACAAACTCACCCTCCTTCTCTTGGAGCACCGT



GAACGGCTGGAGCAGCTCGTGTTTGGCACACTCCACCACGCCCAGCCTGGCTTTGCCTTC
ATCCTCAAACGCTCTCAGCGTGAAAGGCATTGTATCAAACCGCCTTTCCATTTCACTGAA
GAATGTGCGAGATGTCTTCATCTTCAGGCCGTAAACTTTGTTGGGGTCTCGTTTGTAAAC
GGTTGTCCTCTGACCTCCATCCTTTGCCTTTCCTTCTCCAGTGCTAATGAGCACATCCAC
TGCATACACCTCATGCACCTCAAATTCGGCCTTCTCGTGGTCTTTTTTTTGCTGGTCCGT
TGGGTTTTGGATAATTGTCTTCTCCCCATCGATCACATGCTGTTTAAGCTGATGAGACAG
CATCCCCTCAATTGGGGAGCACTTGAAAGACTTGGCGATCTTGTTCCAGGCTTCTGTGAC
TTGTGTGTTCTGGTTTCCTGGCTTGACGAGACGGAGTGCAGCCTCTGCACAGAGGTGTGC
TGCTTTGATGACGTCAGCTTTCCGCCCTGTGACAGGGTTGTCCTTGGTCGCTCCCACCAC
GAAGCTGTGAGCCACGTTTGAGATGAAGCCGTCAACGTGCACGCCCAGATCTATCTTGAC
AATGTCTCCATCCTTCAGAATGACATCAGGGTCACTCTTCAGAGGGGAGTGATGGCAGAC
GCAGTTGTTCACAGAAACACAGGTAGGAAATGCAATGCCTTTCTTCATGTCCTTTTCCCT
CTTGAAGATTTTTCCAGTTTCTGCAACAATGAGAGCGTCCCCCTTTTCGCAAAGGCTCAA
CACGGAGACGCCAGCTGTGGCTGCTGTGACTACTGCCTTCAGGGCCTGATTGGCAATCTC
GGCTCCCATCTTGTACTTGGTGACCACCAAGTCGTCGGCGATGGTCTGTTCTTGTGTCTC
GTCATCTCCAGACATGTTGGCAGTGAGCTGACCGCGAACTGAGAGTAACTTTTCCCCTGC
GAGTGTCAGGGTGGACCACGCTGCTTGCCCCCGGCCATAAGGCCCGGGTT
>CL230Contig2
CCTGGGCAGTNATATGTCAGTTAAGGTTTTCNCANTTTATCCTTTTACNAGCTGTTTTAT
TTTTTTTGATTTTTGTGAAAATTAAAAAAAAAAAAATAAGTTTGACAGAGCAGCTGAGGA
TGAGAAATGCATACACCTCAGTGTGCAACAATGTGACGTTTGGATAAGTACATTCAGTGT
GCATCACTGAAGCCATTGCAGGGAGTATGAACTCACCTTGTGGTCATCCTAGTAATTACT
GATGTATTCAACCCAATTAATGCAACTGCTTAGGTCTGTGATCCAGTAAATTGTGTATGT
AAAAAAACATCTGCATTGGAGAAACCTGCCCAACTTCAAAAATTGATCATTTGAGACTGT
TCCTTTGAGTAATGTAACTGAAAAGCTTCATTACTTTTCCTCAGTGGTAAATGCTTTGAA
CTTCTTTCCAAGGGGATCATGGTGTCCTTTGGTGTCTGACAGTCTCTGTTTACGGAAAAC
TTCCATACCTGTTAGACGTATGGATGCTTTTGTAAAACAAATCCCAGTTCAGAGACTATT
TTTTGAAACATTAAATAAACACCTGGCGTCATTCATAAAAAAAAAAAAAAAAAAAAAAAA
AAAA
>CL231Contig1
AGCGAAGAAGAGCCGGGGAGGACGGCAGACATGGCGGCTACGTTTATGCGGATGGTCCGG
GTCGGGGTTGGAAGGAGCCTCAGCTCTTCCAGAAGTTCCTTTCCGCTCAGGCAGCAGGTT
GGGCGTCAGAGCTCGTCCTCTGAGACCCGCCCCACCGTCCGGGCCAAAGACCCCGTAACG
CACAACCAGCTTGCAGCATTTGGAGAGTATGTGGCAGAGATGATGCCCAAGTACGTCCAG
CAGGTTCAGGTGACCTGCTTCAATGAGTTGGAAGTCATGATCCATCCTGACGGCGTGATC
CCAGTGCTGACCTTCCTGAGGGACCACACTAACGGCCAGTTCAGGAACATGGTGGACCTG
ACGGCCGTGGACATTCCCACTCGACAGAACCGCTTCGAGATCGTCTACAACCTGCTTTCT
CTGCGCTACAACTCACGTGTCCGTGTAAAGACGTACACAGATGAACTGACGCCGTTGGAC
TCGGCAGTCTCTGTCCACGTGGCGGCCAACTGGTATGAGCGAGAGGTTTGGGACATGTTT
GGAGTGTTCTTTGCCAACCATCCCGACCTAAGGCGCATTCTGACTGACTACGGCTTCGAA
GGTCATCCCTTCAGGAAGGACTTCCCCCTGTCTGGATATGTGGAGGTGCGTTACGATGAC
GAGTTAAAGCGTGTGGTGGCCGAGCCAGTAGAGCTTGCTCAAGAGTTCAGGAAGTTTGAC
CTGAACACACCCTGGGAGGTGTTTCCTGCCTACCGAGAGCCCAAAGAACCTGCACCCAAA
CTGGAGGCTGGAGACTTGGCGCCTGACAAGAAGTGAACAGCTCCTCGTGTTTCCTGTACC
TGGTTATCCCATATAACCTATTACTGTAAATAAAGATAAAGTGTGAGCCGGGAAAAAAAA
AA
>CL232Contig1
CNNTCAGGTGTTTATTATAAAAGCTGAAGTTTCTACTCTGACAGTGAACAACAAACACTC
CAGTAAGAAAATAAAAACAACATGAAGAAGACCACGGTCTCCATGGAAACACTTGGGGGT
TGGGTCATAGTTACAGTGGGGGCGGGGTTACTCTATCCTCAGGTGACCAAGACTAACCCT
GGACCACCTCTATCACATGCACTCTCACATACACACACGTGCACTCTGAGGTGGTCTGTG
TTTCAGAGACGCTGGTCATGACATCAGCTGATCATGTGATCAAAGGCGGAGCCTCTGCAG
ATAACAGTGATCCCCCCCCAACCCAAGCTCCTCCCCCACAAACCAGGTTTACCTGTAAAT
GTTTGCCCCTTATCGTCAGAGTGGGAGGAGTCAGAGTGAGGGGTTACAGGACATGTGACC
TGCATGCAGACATTCTCATAGCTCCTCCCCCTTGCTTGGGAGTTTTGGTCAAATAAAGAT
GAAGGTCGGCGTCCGATGGATCAGCTGTTCTGTCATTATCCTGGTGTGACCTACAGTGAC
CCCGGGTCAGACGACTGACCGGACACCTGTCTGTTACTATGGAAACAAAGGCTTCCCGCG
CTGCAGTGAGGCCCCGCCCTTCACCTACGGCGCTCTGAAACACCCCCTCCCTCTCTGCCG
CAGCTCATGTCTTTTACTCGTCTTCTTCCTCTTCCTCCTCCTCCTCTCCATCCTCTTCCT
CCTCCTCTTCCGCCCCCTGCGCTGAAGAGCCAGGAGGGTTCCTGGCGTAGGTGCCGCCGC
CGCGGTACGCCACCATGTCACGGTCGTACTTTTCCCGCAGTTTCTGAGCCTTCTCCTCGT
ACGGCTGCTTCTCCGACTGCGACAGCTTGCTCCACATCTCCCCCAGCTTCTTAGCGCAGT
CCCCGATGGACAGACCCGGGTACTGCTGCTTCACGCTGGGCCGGTACTCACTGCAGAACA
CGAAGAACGCCGACGGCGGCCTCTTGGGGGCGTTGGGGTCTTTCCTCTTGCGGCCCCTCT



TGCCGAAACCCTTGGGGGGGACGTAGTCGCACATCTCCCGGTTGTAGCGGACTTTGTCTG
CCTTGGCCATGTCCTCAAAGCATTTCTTATCGCTGGGAGACAGAGCCTTCCACCGCTCAG
AGCACTTCTTGGAGAACTCGGCGAAGTTCACCGACTGCTCCGGGTTCTTCTTCCGGTGCT
CCTCCCGACACGTCTGCACAAAGAAGGCGTACGCCGACGTCTTCCCCTTCGGCTTGTTCA
CGTCTTTACGCATCATCCTGGAGACTGTAAGAAGGGCTGGGGGGACCGCGGAGTCCGGAT
TCGGGTTTTTGTTGATGTTTCTGAATCTGGGACCGCAGCCGTTGATGCACTTTCAAACAG
GGGAGAACTCGGCCACCCAG
>CL233Contig1
ACTGGCTCTCCGGCTTTGTAACTAGGGCTGAAGCCACGCTGCGGCTACTTTCACAAGAAC
ACCGGGGCTGCTTTCTGCTAAATAATGGCCCTTCACGTCCCTAAGGCTCCGGGCTTTGCC
CAAATGTTAAAAGACGGTGCGAAGCACTTTTCAGGCTTAGAAGAGGCAGTCTTTCGTAAC
ATCAGAGCATGTAAGGAGCTTTCTCAAACCACGCGCACCGCCTATGGACCTAACGGTATG
AACAAAATGGTAATCAACCACTTGGAAAAGCTGTTTGTCACCAATGATGCTGCAACGATC
CTCCGAGAGCTCGAGGTGCAACATCCAGCAGCCAAAATGATTGTGATGGCATCCCACATG
CAAGAGCAGGAAGTTGGAGATGGAACCAACTTTGTCTTGGTGTTTGCTGGAGCTCTTCTG
GAGATGGCAGAGGAGCTCCTCAGAATGGGGTTGTCTGTGTCGGAGGTGATTGAAGGTTAT
GAGCAGGCGTGTAAGAAGGCCCTGGAGATCCTGCCGGACTGCGTTTGTTCTTCAGCCAAA
AATCTCCATGACGTCAATGAGGCTGCATCCTTCATCCGCACCGCCGTCATGAGTAAACAG
TACGGCAACGAGGACTTTTTTGCCAACCTTATTGCCCAAGCGTGCGTTTCCATTTTCCCA
GAGTCTGGCAGTTTCAATGTGGATAACGTCAGAGTGTGCAAAATCCCGGGTTGTGGCGTG
ACGGCATCATCCGTGCTTCATGGAATGGTCTTTAAGAAGGAGGCAGAGGGAGACGTCACA
TCAGTTAAAGATGCCAAGATCGCTGTATTTTCCTGCCCCTTTGACTGCATGGTGACAGAG
ACAAAGGGAACAGTGTTGATAAATAACGCTAAAGAGCTCATGAACTTCAGTAAGGGAGAG
GAGGACCTGATGGAGTCTCAGGTGAAAGCCATCAAGGATGCTGGCGCCAGCGTGGTGGTA
ACTGGGGGCAAAGTGGCTGACATGGCGCTCCACTACGCCAACAAGTACAAGCTAATGGTT
GTCAGGCTGAACAGCAAGTGGGACCTCAGGAGGCTCTGCAAGACTGTGGGCGCAGTCGCT
CTGCCGAGAATAACTGCTCCAACTCCAGATGAAATGGGTCACTGCGATAATGTGTATGTG
GCAGAGGTGGGAGACACTCAGGTGGTGGTTTTCAAACACGAAAAAGAGGATGGGGCCATT
TCAACTGTGGTGATCAGAGGCTCCACTGACAACCTGATGGATGACATTGAGAGAGCTGTT
GATGACGGAGTCAACACCTTCAAGGTTCTGGTCAGGGACAAGCGACTGGTACCTGGAGGA
GGAGCCACAGAGATTGAGCTGGCCAAGCAGATCACCTCATATGGAGAGTCCTGCCCTGGT
CTGGAGCAGTATTCCATCAAAAAGTTTGCAGACGCCTTTGAGGCGCTGCCTCGCGCTCTG
GCCGAGAACTCTGGGGTCAAGGGTAATGAGCTCATTTCTAAACTGTACGCTGCTCATCAT
GAGGGAAACAAAAACACAGGCTTTGACATTGAGGGAGAGGGCCCTGCAGTGAAGGACATG
CTCAAAGCTGGCATCCTGGACCCATACCTGGTCAAACACTGGGGGATTAGGATGGCCACA
AATGCTGCTGTCACAGTGCTGAGAGTGGATCAGATCATCATGGCTAAACCAGCAGGCGGC
CCCAAACCTCCAGAGGGCAAGAAGAACTTTGACGACGACGACTAAAGCCAACGCTCTACT
CACCCACGTTTTCTACCTGTTTATTTAAAGCTCAGTTTTCTTTTATTTTGTAGGAACTGC
ATTGGTTGACAAAGTAAAACCACGAAAGTAAACATCGCCCTGCTTTTTATGTTCAAAGTT
CAAAATAAAAGGCACTCGTGTTNTCAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL233Contig2
ATGAATGGGTCACTGCGATAATGTGTATGTGGCAGAGGTGGGAGACACTCAGGTGGTGGT
TTTCAAACACGAAAAAGAGGATGGGGCCATTTCAACTGTGGTGATCAGAGGCTCCACTGA
CAACCTGATGGATGACATTGAGAGAGCTGTTGATGACGGAGTCAACACCTTCAAGGTTCT
GGTCAGGGACAAGCGACTGGTACCTGGAGGAGGAGCCACAGAGATTGAGCTGGCCAAGCA
GATCACCTCATATGGAGAGTCCTGCCCTGGTCTGGAGCAGTATTCCATCAAAAAGTTTGC
AGACGCCTTTGAGGCGCTGCCTCGCGCTCTGGCCGAGAACTCTGGGGTCAAGGGTAATGA
GCTCATTTCTAAACTGTACGCTGCTCATCATGAGGGAAACAAAAACACAGGCTTTGACAT
TGAGGGAGAGGGCCCTGCAGTGAAGGACATGCTCAAAGCTGGCATCCTGGACCCATACCT
GGTCAAACACTGGGGGATTAGGATGGCCACAAATGCTGCTGTCACAGTGCTGAGAGTGGA
TCAGATCATCATGGCTAAGCCTGCAGGGGGACCCAAAACTCCCAAGCAGAGAGGCCATTG
GGACAAGGATGGTTGGGACGAAGAGCCTGATCATTTTGACACCCATTAGCGGGCTCTCGC
GCACACAGAGCCCCCGCAATCATCATGGCTAAACCAGCAGGCGGCCCCAAACCTCCAGAG
GGCAAGAAGAACTTTGACGACGACGACTAAAGCCAACGCTCTACTCACCCACGTTTTCTA
CCTGTTTATTTAAAGCTCAGTTTTCTTTTATTTTGTAGGAACTGCATTGGTTGACAAAGT
AAAACCACGAAAGTAAACATCGCCCTGCTTTTTATGTTCAAAGTTCAAAATAAAAGGCAC
TCGTGTTATAAAAAAAAAAAAACACAAAAAAACGAAAACCT
>CL234Contig1
TTTTTTTNNTCAGTTGGATTTAAGTTTATTTCATAAATTCACAAAAACAACAAATGTCAC
CGGGATCTTTTGCTCCAACTGGGACACGGCAACAACCAATCCTCAACAAAGGATGACGAT
CTTCTCATCCAGTCAGGTAGACGGGGGGTAAATGTGGTACTGGTATCTCTACTCCCTTTC
TACCCCCCCACCAAAGCAGCTGTCTATCAGTCAGGGGGAGGTCCCAGCTGAGCCGCCATC
CTCTTTCTCTCCATCACTTCTTCTGCATCAAGGACAGAGTGTTGAAGAACGACTGATCCT
GCAGGTTCAGGACCAAACCGTCCGCATTCAAGTAAATTCTGTTTTGGGACGCCGCCACCG



TCTTGGCAATGTTCTGCGCCGCTCTAATTCTCCTCAGCTTCAGGTAACCTGGGTTCTTTG
TCACTGCTTGGCCAAGCATCTTGGCAGCTTCAGCTTCTCCTTCTGCCTGAATGATCTTCT
GTCTTTGGTCCTGTTTGGCTTTCTCTACGTAGAACTGGGCTCTCTGGGCCTCTTGCTGAG
CAACTTGCTTGGCCTCCACAGCAGCAGTATACTGGCTGCTGAAACTCAACTCGGTGATGG
ACACGTCATCCAGGATGATGTTAAAGTCTTTGGCCCTGTCATACAGCTCCCTGCGTACCA
GCAAGGACACCTGAGCTCTCTGTGTGATCAGCTGCGATGCGTTAAATTTGGCCACCACAG
ACTTCAGAACCTCGTTTACAATGGACGGCAGAACCCTCTCATCGTAGTCCTTACCCAGCT
GCTGGTACATGATGGGCAGATTGGAGGCTAGAGGTCTGGACAGGACGCGTACGGCGATGT
TCACCATCTGCAGGTCTTTGCTGCCTGTCAAAGAGGAGATCTTTCTGGGTTTGGCTCTGA
TGTCATAGATGATGGGGTACTGGATCCATGGAATCCTGAAATGAAGCCCCTCTGACAGGA
TTGTGTCCATCTGCATCCCTCCAATCCTGTTGAAAACGATGGCTCTGTGACCGCCTTCAA
CTGTGTATGTAGCTTCATAGACGCCATACGCCAAAGCGCCGGCTCCCAGCAGCAGCTTAA
GTCCAAGCCCCGCCCCCCGACCGCCAGACGACATCCGGCCTGACAGATCTCTCAGGTGCT
GGAAGAAGCGGTTCGGCTCCCTGCTCGACATGTTGTTCAACGGTACCCAAGGTCAGCTCG
CTGCGCACGCAGTTTAGCGCAAGGCAT
>CL235Contig1
AGTGTTTATTCTGTTTCCTTACAGCCGTTCTTGTCTTACACCCATCAGCCGTGACAGTAC
AGTTAACATTTAATGGACACGTCCTTCGCTGCAAAACATTTCATAAAAATAAATTGGGAA
TCATGCAAACCTAAGGAGAAGTAAAAGCCACTGATTACAAGAATCGCACAAAGACACCAA
TAAAAAGACACATTCAACTACAGCTGTGACAGTTATGAAAAAAAAATAGAAAGTTCGTAA
ACTTTTCAAGTAAAGGCTTGGACTGTCCGTCCACAGTTTGAGCACTTAGAAGGTTAGTAC
GCACAAAGGCGGTTCTCAGTGGACTCATCAGTGTAGTACAGTGCAGTGCAAGTGCCAAAC
CATCCCTTTTCTTCTTGAAAAAAAAAATTTACTAAAAGAAAAAGGGGAGAAAATGAAGGG
AATGACACCGTTACACAAATACTTTGAAAAGAGCGAGGGCAGAGCACCAAGTGCCAGGAG
AGAGGGGTGATGGAGCCGGCTGATCAAAGCGAAGTTGGCCTCTGATCTGGTCATCTTTAA
AAACATCTAACGTTTTTATGCCTTGGCGTTGATGATCTCAATGAATTCTGGTTTAAGGGA
AGCTCCACCCACAAGAAAACCGTCAACATCTTTCTGGGAGGCGAGTTCTTTGCAGGTTCC
GCCGGTCACCGAACCTCCATAGATGATCCTCACAGAGTTGGCCACAGCCTCAGACACATT
GCTCTTCAGCCACTCCCTCAGTTTCTCATGAACCTCCTGAGCCTGTTGTGGGGAGGCAGT
TTTGCCGGTGCCAATGGCCCACACGGGCTCATAAGCAAGGACAACTTTGCTCCAGTCCTT
TACATTGTCTGCGATAAATTTGGTCTGGCTAAACACCACCTTCTCCGTGATGCCTCCCTC
CCTCTCGTCCAGCTTCTCGCCAATGCAGGCGATCACGCCGAGACCGCTCTCTAGAGCATG
AGCGGTCTTCTGACCAATCAGCTCGTCGCTCTCTCCGAAGACGTGCCGCCTCTCGGAGTG
TCCGAGGATCACCCAGTTCACGCCGCAGTCCTTGATCATCGCAGGGCTGATCTCCCCAGT
GAAGGCACCCTTGGGAACTTTGTAGCAGTTCTGAGCTGCTACGCCAAATTTGGGGTCAAG
CTTGGACCTAACAAAGTCCAGGTAGATGGATGGAGCACCACACACCACCTCAACATTGGG
GTCCACTTTCCCCGCGTTCAGGGTTTGGATTAGCTCCCCTAGGCTTTTCTTGTCACCGTT
CATTTTCCAGTTTCCGCCAACGAAGAATTTCCTGCTCATGTTTGCGGTGTTTTTTTGTCG
CTTTAATGAAAAACGGAACCGGTGTCAGAAGACCAACGGGATCTTTCTCCTCTGTAGGAA
GACAGCCCCCGGCCATAATGCCCGGG
>CL236Contig1
TTGATGTAGAATAATAATTTTTTGAATAAATGGGTAAAAATGTTAGTCGGTTACGTTGAA
ACAAAAATAGAAAAAAAAATAATTAAAAAAGTGGTGTACTGAATATGAGTGTCAAGAAGC
ACGCAGTAGTAACAGACATTGTCAAGGTTTGTAAAATACTCAACACCAGGAAATAAAGTA
CTTTCATCTGGAAATATTTTGAAGGCCAGAAGAAACAGAATCAACCCTTAGTTCCTCCAA
TAAACTTTAAAAATGTGTTTGCTACAGCAAGTCGAGAATGTAGAGCAAGAGAACATTTTA
TTTTATGAAAAAAACAGTTTTAAAACAAGTTCAGACCAGTTTTTTTGCCATTACTGTCAA
ACAGATTTTTTAGGTCTATTCAGATATTCCGAATAAACTGATGCATTTTTAAAAATCTTT
GTGAAGAATAACTTTCATCAGATTTATCTCCCTCTTCAGAATTCCCCACACCCTTTGCCC
TCAATGCTTTTGTCTATTAATCTGTCTTCAGGTGAAAAAAAAAGCCTTCTCAAAACAATA
AAATTGATTTTTTCCCCAAATCATTCTAATAAAATCAGTCAGTCAGCTTTCTTTAAAAAT
CAGCAATGCTACAAGAGTAGTTAAAAAGCACATTTCCACTTCTTTCTGAACACAGCCTCC
CTCCCCATGCACATTTATTCATCAAGTCTCCACCTCTGCAGACCAAGTCTTGTAAGGTGG
TGTACTTCACTGGAAAACTGTAAATCTGAGTCTCTCAGTAGAACACGACTACTAATTGTT
TCAGGAACAACTGAACTGAAACTTGGGAGACTTTGAAAAACTATTTCAAATCTTGTTTTC
ATTTACCAAAGTAACAGAGCATTGTCATTGTTAAAATAAGTGAACATAACTTGACTTACT
CTGGAAAAATTTCTTTTCTGAAATGTGTCTATTGTGTGAAGAAGTGGGAGAAGAATGAAA
GGATTCAAAACGGGTATTCAGGCTTTTCTTCAAGAAAACAAGAATCACAGCAAATGAGAA
GTATTTTTTCTTTTGAGTCTGTCAGCCAAACAAAAATCAAACTGCACTCAATCTTAGTGA
ATGTGACAAACATGGTGCCTTTACCAAAACTGGTTTTAGATACATTCCCTCTCCGCACGA
AACCTGGTCCAGCAATGACAACTAAAGGCAAACTCTCCCACAGTTTGATTCAGAGAGTCC
TTTTAGTAGATCAAAGAGGGGCAGCCGACCCCAGCTTCGGAAATTCTTCAAAGAAAGAAA
CAAGCCAAGAGAAGACGGGGAGCCCAGTAGAGACGGCCTTCAGTTGGCTTTGGCGCGGAG
CTGTGCCCTCTTGCTAGTCACAGCCTGGAAGCCGGCCTTGATGCTAGCCACGGAGCAGCG



GGAGTGGCAGGTCTCGCACTGCAGGAAATAAAGACGAGTGTCCTTCTGCAAGATGGTTTC
TGGAGAGCGGCAGGTGTGACATGTCACATATTCCTTGATGTATCTTCTTAACACATTTTC
AATCTGTTTCTGTTGAAATCTGCCTTTGATCACCAGCTGATTATTTCCATCTATGGAGCC
GCTCGTTCCCAGCTCAGCCAGCAGAAAAGCGAGGAGATGTTTAGGCTGACGATGCAACAG
TTTGCAGATGTCTGTGAAGTTGACAAAAGAGGTTTTTTTGGTTCCCACTCGGACCACTTG
AGGAGGCTTCATCACAAACTTCCTCTTCTCTCCGGCCACCATGTCCGGGTTCTTTTCTCT
CATGATGTTGAAGACTCTATTTAGGAGCTCATCGTAGGTGTAATCCCTTTCTGAGCCTGC
CCAGGCAGGTCCTGTAGAGGAGCTGAAAGAAATCCCATCACTGATCTTGCTCTCATCATC
TTCCAGTGCTTCATCGTTTTCCAACAACTCTTTCCCTCCTTCATCAAAGTCACTTTTCTT
TGGCTTCTTCTTTTTTGTTGGAAGAACCAAATCCAGGTCCTCCTCTTGCGCCTTTGTTTG
TTCGCCTTCAATTTTTAATTCCTTTAATTCTTCTTCTAAATCATCGAACACTTTTTTAGG
TTTCTTCTTCTTTTTCTTCTGGTTGGCAAAGTTCAGGTCATTCAAATCATCCGATGGTTC
TTTCTTCCTGCTTTCATCTTCTTCTAGATCCACTTCTTTCTCTTCAACCTCTGGCTCGAC
CTCCTTTGCTTCTCCCTCTTTCGCCTCTTCTCCTCCTGCGCCCTCTCCTCCTTCCTCATC
CACCATGAAAGGCTTCTTCTTCTTCTTTTTCTTCTTGGTCATGTTAGGATCAAAAATCAT
CTCGTCTCCCGACATGTTTGCACAATGAAAAAACGATACAAATCACAGAACTTCTTATCC
TTCGACCAGCCTCAGATCTCCGCGTAAAATTTCTTGCATCAGCGACGGACCACAGTGCGC
AATCGCCCC
>CL237Contig1
TAAAACATAATACTATATCAGTAAAGCAGACAACACTGTTTCAGGAATTTTCATAGCAAA
AATTTTATCAAGTATCAAAAGTTAAAAACATGTGCAAAGTTATGCTACATTAGGAAAGAT
TTTTGAATCAATTTATCAAGTTTTGGAGAAAGAGAAGTAATATCATCAAAAGTCAATCAA
TTTAACAATTTTCAATAAGTGATTAATCATTTGTTTTACTTTTTTTTAAATATTTTTTTT
TGTATTTTTATTTATTTTTATAAAAAAGTAATGCTGTAGGGGAAAAATAAAAAGGGTCCA
TAACTGTAGATTGTCCAAGGTTGGTATTTCTTCTTTTACTGATAACAGCTGATCTCCTGG
GTTCAAAACAGAGTTTATAGTTCTCTTCGATGTTATGTCTGCAGACATTAGATTCAGGTC
CATATCCTTCTTCAGCTGATATCAGCGACGGTGAAAGTTGAGGTCAAGTTGTCTGCAGGT
CAGAACTCTGCTGTTATTCAGGTTACGTTAAAGTGATGAATCCACGTGTCATATTTCTTG
AAATTATTTGGCTCTTTGGTTTATTACTCCATGTTGTTTCAGACGACCGTGATCAAACAC
TTTTCAAAGTCTTTCATGGTGTTCACAACCACAACTTTGGACCGGTCTGGTGGACCGAGT
GGTTTGACGTAGATCCTGCAGCCTTTAACCCAAGTGTTCTCAATCTGCTTACGCTTCCTG
AGAAGCCGTGCATGTTTTGAGATTTCAGCATTCCTTCTGGTCAGATGGTCGTTCAGATAA
GCAGCCGAACCTTTCAGGTGTTTCCTTTGATTCATCAAAGCTAGCTTGTGTTTGTGATTC
ACAAACCTGATGAGGATCGCTGGTTTATCCGTCTCCTTTCTCCTGGGGAGCAGGTGGCAG
GTCTCGATGGTATTGAGATCCAGGGAAATCCCTTTAGATGTGAGAAATGAATGTATTTGC
TGATCCAGAGACACAGCACCGATCTCCGTATTGGCACTGCTAGCTACGCTAGCGCTAGCA
TTAGCAGTGCTAGCTCGAGGCTTGATTGGTACTCCAGTGAGAATGACATTATTCATCCTT
ACTTGCTGTTCCACATCGTCCAGTCTTTTCTCCAGAATCTCGACCTGGTTTTCTCGCTGC
TCGTTTTGAGCCCGAAATCTTCGGAACTCTTCCATCATCTCCCAGAGCGGTGTTAGCTTA
GCCGACACTTGTTCCATAAAACTTTTCAGCGTTTCTTGAATAATGTCAAGAGTCTTTTTG
AGTTCTTCATATTCCTGGGGTTTCTTCGGGGGCATGGTCAGCTCTCTTTTTTTGAAAATC
AACCTTTTAAGTAATTTGAAGATAGTTGTATTCGCAGAGAGGCACGCCACGCGTCCTGCC
GTGTAACCCGGAACCGGAAAAAAC
>CL237Contig2
GGGACATGAAGGAAGTCTCATTGTCTGATGAAAGTGATGAGAGAGACAGGGTATCTGTGC
ATGAAGACTGCACTGGAGATTCTAAAGGAAAAACAAACAATAAAAATCAGTCAGAATCGG
ACCACCATAAAATAATTTGAGAATACAGTAAAACAGCAATGTGTGCCATTTTAGGCATTT
AATAAAGCATTCAAAATTAGTACAATAAATCAAACAAAAAATCATTAAGGGAGGATCCAT
GTGCTTAACTTCATATACTTCCGTTTCCGGTTCCGGGTTATACAGCAGGACGCGTGGCGT
GCCTCTCTGCGAATACAACTATCTTCAAATTACTTAAAAAGTTGATTTTTCTCCAAAAAA
GAGAGCTGACCATGCCCCCGAAGAAACCCCAGGAATATGAAGAGCTCAAAAAATCTCTTG
ACATTATTCAAGAAACGCTGAAAAGTTTTATGGATCAAGTGTCGGCTAAGCTAACACCGC
TCTGGGATATGATGGAAGAGTTCCGAAGATTTCGGGCTCAAAACGAGCAGGGAGAAAACC
GGGTCGAGATTCTGGAGAAAAGACTGGACGATGTGGAACAGCAAGTAAGGATGAATAATG
TCATTCTCACTGGAGTACCAATCAAGCCTCGAGCGAAGCTGAATTCAGCAGGAGCTAGCA
CTGCTAATGCTAGCGCTAGCGTAGCTAGCAGTGCTAATACGGAGATCGACGCGTCGCTGG
AGCAGCAAATACATTCATTTCTCACATCTAAAGGGATTTCCCTGGATCTCAATACCATCG
AGACCTGCCACCTGCTCCCCAGGAGAAAGGAGACGGATAAACCAGCGATCCTCATCAGGT
TTGTGAATCACAAACACAAGCTAGCTCTGATGAATCAACGCAAAAACCTGAAAGGTTCGG
CTGCTTATCTGAACGACCATCTGACAAGAAGGAATGCTGAAATCTCAAAACATGCACGGC
TTCTCAGGAAGCGTAAGCAGATTGAGAACACTTGGGTTAAAGGCTGCAGGATTTATGTCA
AACCGCTCGGTCCAGAGGACCGCACCAAGGTTATGGTTGTGAACACCATGAAGGACTTTG
AGAAGTGTTTGATCACGGTCGTCTGAATCAACGTGGAGTAATAAATCAAAGAGCCAAATA
ATTTCAAGAAATATGACACCTGGAATCTTCACTTTCTCCATAAGTCTGACGTCACCTGAA



TAACAGCAGAGAGTTCTGACCTGCAGACAATTTGACCTCAACTTTCACCGCAGCTGATAT
CAGCTGAAGAAGGATATGGACCTGAATCTAATGTCTGCAGACATAACATGGAAGAGAACT
ATTAACTGTTTTGAACCCAGAAGATCAGCTGTTATCAGTAAAAGAAGAAATACCAACCTT
GGACAATCGACAGATTGTGGACCCTTTTAAATTTTTTCCTTACAGCAT
>CL237Contig3
GGCACATGCCAAAGATGAATTACTTAAGTACTACGTCAAAAATAACTATTTTAGAAATTA
ACATGGCAAATGCAGCATCTGAAATATATGCAAATTATGTTACTTTTAAAAATCATTCAT
ATGCTTTAAAAAATAATACTATACCAGTAAAATAGACACAACACTGTTTCAGGAGTTTTC
ATAGCAAAATTTCATCAAGTATCAAAAGTTAAAAACATGTGCAAAGTTATGCTACATTAG
GAAAGATTTTTGAATCAATTTTTCAATTTTAGGAGCTAGTGAAGTAATATCATCAAAAGT
CAATCAATTTAACAATTTTCAAAAGTGATTAATCATTTGTTTTACTCTTTTTATATATTT
TTATTTTTATTTTTTTATTTTTTTATAATAAAGCAATGCTGTTGGGGAAAAATAAAAAGG
GTCCATAACTGTCGATTATCCAAGGTTGGTATTTCTTCTTTTACTGATAACAGCTGATCT
CCTGGGTTCAAAACAGAGTTAATAGTTCTCTTCGATGTTATGACTGCAGACATTAGATTC
AGGTCCATATCCTTCTTCAGCTGATATCAGCTGCGGTGAAAGTTGAGGTCAAGTTGTCTG
CAGGTCAGAACTCTGCTGTTATTCAGGTGACGTCAGATGATGGAGAAAGTGATGATTCCT
GGTGTCATATTTCTTGAAATTATTTGGCTCTTTGGTTTATTACTCCACGTTGTTTCAGAC
AACCGTAATCAAGCACTTCTCAAAGTCCTTCATGGTGTTCACCACCAGAACCTTGGATCG
GTCCTCTGGACCGAGCGGTTTGACATAAATCCTGCAGCCTTTGACCCAAGTGTTCTCAAT
CTGCTTACGTTTCCTGAGAAGCCGTGCATGTTTTGAGATTTCAGCATTTCTTCTGGTCAG
ATGGTCGTTCAGATAAACAGCAGACCCTCTGAGATTTTTGCGTTGATTCATCAGAGCTAG
CTTGTGTTTGAGATTCACAAACCTAATGAGGATCGCTGGTTTATCCGTCTCCTTTCTCCT
GGGGAGCANGTGGCAGGTCTCGATGGTATTGAGATCCAGGGAAATCCCTTTAGATGTGAG
AAATGAATGTATTTGCTGTTCCAGAGACTCTCCACTGACCTCCGTATTAGCACTGCCAGC
TACGCTAGCGCTAGCATTANCAGTGCTGGCTGGANGCTTGATCGGTACTCCAGTGAGAAT
GACATTATTCATCCTTA
>CL237Contig4
TTCGGCACGAGGTGAGTGTGGAGGATTGTGGATTCTCCGCTATAGAGTTGCAGCTGCAGC
AGCGATGTCTTCAGTTCAGTCTCTGAGAGAGTTTATCAGCGAGCAACTCACTGCTGCTGC
TGAAGAAATCTTCAGACAGTTTGAGAAAACCATCGTCCACTATGAGGAGGAGATGGATCG
TCAGCGCAGACTGCTGGATAATTGTAGCAGCTGGAGAGTACCGACTAATCCACACAGACC
AGATCTGGAACCTCCAGGAGTCTTTGAGGAAGACCAGCCGCTCTGGAACCAGGAGAGGAG
CAGCAGCCTGAGGGAGCTGCAGGTCAAAGAGGAGCAGGAGGAGCCGTGCAGCAGTCAGGA
GAGGTGGCAGGAGAACAATGTTTCCTCTGTGAAGGCTCCCTTTGAGGCAGAGTCACGCTG
CGAGCAGCTTCTCTCTCAGATCCCTCTCGTGCCTCAGGACCAGCAGGGTGGGGCGTACAT
GGAGTTTGATGGAGACGCAGAGGTGATGTCGCAGCAGAGACCAAACAGAAGAGGCTGCAC
CGACCCAGAGGGTGCCTTCCTGCCAGAGCGCGACTTCATGATTGAAAACGACAACAGGGT
CTGTAAATGCAGCATCTGTGGGAAAAGCTTGAAAGACAAATACTCTCTAAAAGTCCACAA
CAAGATCCACACGGGGGAGAAAGCCTTTTCCTGCCACATGTGTGGAAAACGCTTCCGATA
CAAACACGCCTTGAAGGTTCACGTCAGGATCCACACGAACGAAAAACCTTTCAGCTGTCG
AGTCTGCGGGGAGACGTTTCGTCAGAGCAGCAACCTGATCAGCCACCTGAAGAGACACCA
GGAGCACATGCTGCTGCCGAGCAGCCAGGGCCGCAGGTGACAGCTGTCAGAGGAAGGTCA
CCTCACGTCTGTCATCGTAAAAGCATTTTTGGTAGATGAACACCAGTAAAAAACTGAACT
GAAATCATAATTTATTATTATTGTTATAATAAGAATTTATTGATACTTCAAGATTCTTAA
TTCTGTCAGTAAAGCTAGGAACCAGATATTGATAAATCATGTAATAAAATGGTTATAGTA
TAACGGGGTGGGATTATATAAGTTCCTTTCCTTCCACTCCCTTTCATTTATTAATATGTC
TAATTATCCTCAGTTTGATTAGTTATTGTATGAATGTAAAACTGATGATTGTATTGTTTT
GGTGTATTATTTCTATTTGATTGCTTGAAATAAACCATTTCAAATCATTAAAATAATCGG
CTTAAAACCAGAGGAATGTTTTGATCACAACATCATTGCTAATTTGAGTATTTCATCCTC
AACTGCAATAAATTTGTATTTTAATCATTTGTGTTATGAAAGACTGAAGGAGTCAAATGC
ACTTCATCCGTGATGTGTTGGTTTGTTTTTTTCATCTAGATTTATGGTTTGTTGAATGAT
GAGCTAAAATATCTTGCTCATTAAGGGATATAATGGATTGGTTATGAAATCATTAGCTCT
GTCCTGTGTGCACACATTCTGTCACAGATTTTTGTTGGTCAAATCAAAGTTGTTTGAAAC
AAACTGTACACAACCGAACATTTAAGTCTTAAAAAATAAACCAAATGAGTGAGTGTACAA
ACTGTGATAATCGATGATCATCCATAGTTAAAAATCAGCTCTTTTTAAATTATGTTATTA
TCAATCATGTTTTTCTCTAACTGCAGCTTTGTCATGAAGGGTTTTTTTTAATTTTTTATT
ATACTATGTAGTTTGAGATCTTGCACTTGCTTATGTGAACCACCAGAACGCAGCAGAGCT
CTTCTTGAACTGGACAAAAGAACAGAAGAGCAAATTTCCTGACAATGTATTCAGCACAAA
TTCTGGTGGAAAAGTTTATTAAGCTAATTTTGNTACAGATC
>CL237Contig5
ACGAAGGCCTGAATCTATGTCTGCAGTCATAACATTGAAGAGAACTATAAACTCTGTTTT
GAACCCAGGAGATCAGCTGTTATCAGTAAAAGAAGAAATACCAACCTTGGACAATCGACA
GTTATGGACCCATTTTACTCTTCCCCTACAGCATTACTTTATTATAAAAAAAAAAAAAAA
AAANTCCAAAAAANTTTTAAAAAAGGTAAANCAAAAAAAAAA



>CL237Contig6
GTTCTTTTTTTGAGGAAAGAAAGACTGAGAGTGAGATGGTCACTGATGAGGGGGTTTGGC
ACAGCCGGACTGTATTAGAACACAAACAGAACCAGGAGGGAGTGAAGCCGTCAACAGCAG
ACATGGTTAACATGAAATCAGGTTTACAAAGCAAAAAGCTCCACAGAACAAATACAGTGA
AGGTTAAAGAGCCAGAAGGAAAACCGGTGGCCTGCTGCTTCCACACGGGAAGGAGGAGAC
TCCGTTTTACAGTGTGCAACCTTTCCCTGAACTTCCATCAGGAGGGGGGGGTAAGACCGT
CAATAATCGTAGTTTATATTTCACAATTACATATTTACAAGAACATTTGTTTACACCAGA
CGTAATGTCGTGTAAAAAAGCTGACTAGAGTGTGAGTGGATCGCTCCCAACCCCTTTTGG
GGCAACAGTGGCTCAGGTGGTTGAGCGGGTCGTCCAATGACCAAAGGGTTGGCGGTTCAA
TCCCCGCTCCCACCAGCCAACTGTCGTTGTGTCCTTGGGCAAGACACTTCACCCTCCTTG
CCTCCAGTGTGGCTCCACTGGTGTGTGAATGTGCATGAATGTCCCAGTGATGGTCAGAGG
GGCCGTAGGCGCGAAATGGCAGCCACGCCTCTGTCAGTCTGCCCCAGGGCAGCTGTGGCT
ACAACCGTAGCTTACCATCACCAAGTATGAATGAATAATGGACACAATGTAAGCACTTTG
AGTGTCATGAAAAGCGCAGATAAATCCAATCCAATCCATTATTATCATTTTGGCTCCACA
TTCCGCGGTGAAACCGGAATGCAGCAGTTTTCGACTGAATGCGGTTCCTGAAGAAGAGCT
AAAACATGGTGGTTGCAGTCAGGAACCAACAGGACAGTTTCTCATTTACAGACTACAAAT
GCACATTCACAAAAAGGCAAAAAGCAGGAACGACAACAGAAACTACGGCCCTGTCTGAAT
TCCTTCACCATATAG
>CL237Contig7
ATATTTTCATTGGTTGCATTTCAATTTTTTTATTTGATTTGAAATGGTTTATTTCAAGCA
ATCAAATAGAAATAATACACAAAAACAATATAATCATCAGTTATACATTCATACAGTAAC
TAATCAAACTTAGGATAATTAGACATATTAATAAATATTGCTTGAAAGGGAGTGGAAGGA
AGCGAACTTATATAATCCCACCCCGATTATACTGTAACCATTTTATTACATGATTTATCA
ATATCCGGTTCCTAGCTTTTATCAGACAGAATTAAAAATCATAAGATATCAATAAAGCAC
ATGACAAAGATGAATTACTTAAGTACTACGTCAAAAATAACTATTTTAGAAATCAACATG
GCAAATGCAGATCAGTCATCTGAAATATATGCAGCTTATGTTACTTATAAAAGCCATTCA
TATGAATAAAACATAATACTATATTATTAAAGCAGACAACACTACTTCAGGAATTTTTAG
AGCAAAAATTTCATCAAGTATCAAAAGTTAAAAACATGTGCAAAATTATGCTACATTAGG
AAAGATTTTTGAATCAATTTATCAAGTTTTGGAGAAAGTGTAGTAATATCATTAAAAGTC
AATCAATTTAAAAATTTTCAATAAGTGATTAATCATTTGTTTTACTTTTTTTTTAAATAT
TTTTTTTGTATTTTTTTTTTTATAATAAAGAAATGCTGTAGGGGAAGAGTAAAAAGGGTC
CATAACNGTCGATNGNCCAAGGTNGGTATTTCTTCTTTTACNGA
>CL237Contig8
AAGGGNNNNNTTTTTTTTTTTTTTTTTTTTTTTATAATAATAATGGATTGGATTTATCTG
CGCTTTTCAAGACACTCAAAGCGCTTACATTGTGTCCATTATTCATTCACTCCTCATTCA
TACTTGGTGATGGTAAGCTATGGTTGTAGCCACAGCTGCCCTGGGGCAGACTGACAGAGG
CGTGGCTGCCATTTCGCGCCTACGGCCCCTCTGACCATCACCGGGATCATTCATGCACAT
TCACACACCAGTGGAGCCACACTGGAGGCAAGGAGGGTGAAGTGTCTTGCCCAAGGACAC
AACGACATTTTGGCTGGTGGGAGCGGGGATCGAACCGCCAACCCTTCGATCATTGGACGA
CCCGCTCAACCACCTGAGCCACTGTCGCCCCCCCGGCCATAATGGCCGGGTTTACGG
>CL238Contig1
TTCGGCACGAGGGTTGATCTTTTTTGTTTTGTTTTTAACTATGACTGTTCTAGCTGCTGA
CCTGGTTTTAGCACACATACTAGTGCTACATTCAGTGCAATCATGTGATTGTGTAGCATC
ATGGTTTTTCCTCTTCTGCTGACTGAGAGGAGCAACTTTGTCTCAGCAGTTAAACCTCCG
ATCAGCAAAGATGACCGAGCTGCTGAAAGATCAGGTGTTCATGGCCTTCACCACCCATGC
GGCCATCGTCACTCTCAAGTTGCTGTTGATGGGGCCTCTGACTGGATACTTTCGCATCAC
CAGAGGGTCTTTTGTCAACCCTGAAGATGCACCTGGGAAAACGGTGGAGGAAAAAAAGAA
GACGTTGAAACCCAACGAAGACGTCGAGAGAGTTCGAAGGTGCCATCAGAACGACCTGGA
GAACATCCTCCCGTTTGTTTTCATCGGCCTGCTTTACGCCCTGACGGGACCTTCGCTCTC
CACCGCCCTCATCCACTTCCGCATCTTCACCGGCTCTCGTTTCTGCCACACGATTTCCTA
CATCCTGGCTCTGCCTCAGCCCTCCAGGGGTCTGTCCTATGGTGCAGGCCTGGGGGTCAC
CATCTCCATGGGTGTCCAGGTGCTCCTCAAGGTTCTGGTCCTGTAGAGACGAGTCCTGCT
CCCACAGAGGATTCCATACATGAGATGTTGTCTCATTCCGGTCTCATCGTTGCACATCCT
CTGTACTGCTGGAATTGTTCGGGGAAGTAAAGTTTTTTCTCAACAGTGAANAAAAAAA
>CL239Contig1
TTTTTTTNTTCAGAATTTTCTTCTGATTTATTTTGGACCAACAGTTCAGACGACATGAAA
GCACAGAGAGGAAATCCTCTCACACACATGGACCCGTGTGTTCAGGGCTGAAGGGCGAGC
CAGTACCAAATGGAGGAGAAATTCCTATCAAAAATGTTCATATATATATATATATTTATA
ATCTATTTATGACTAATAATTCTCTTTAGCTAAGCAAAGCAGAAAATGCCCTTTTTTCCA
TTTTTCATGAGCCTTTTTCCATGTTGGCGTTAACATGACGGAGCGTCAAACAGAGGAGAG
AATGGAGGCTTTTTGGGAGGAAACGTGTGGAGGAGTCCAACGCGGCGCCGAGCTTCAGCG
TTTGGGTCGGCCTTAACGGGAAAAGGTTTTTCCGGATATGGTCTTCATCTCCTTCTTCTC
GGCGTCGGGTCGAGCCCGGTTCAGCACCTTCAGGAAGTCGGAGGTTTTGGCCCTCATGCG
GGTGTGGATGTAGGCCTTGGAGCACTTGATGTGGTAGTGCAGGTAGTCCCTGAAGGTGTG



GATGAGGTTGATGGTGTTGTCTCTGGCGTTGGCGTTGGTGTGGCGCGGGAACAGCACGAA
GGTGATGTATCCGATGTTGTCCCCGACGGCGGCGTCCGTGTCCTTCAGCTCCAGAGGAGG
CTCCCTGTGGCTGAAGAGCACCTGGGGGGCCGTGTGGCTGGCCCTGCGGCCCTCCTTGAA
CTCCTGCATGAAGACCTTCCCGATGATGACATCGTCGTCGTCTTTGAACACGGTGCTGAA
CACCACCGTCACCCGGTCTTTCTTGGCCTCTACATACATGGACTCGTCGTCCCTGTAGTG
CACCACCGCCCTGCTCTCGCCCTCTCTGCCTTCTTCCTGGAACTTGAAGTACTTCTCGAA
CACCGAGGCGAAGCAGTTCCTCTTCAGCATCCCCGCCTGGTGGATCACGTCGTCTTTGTT
GGCGGGCAGGGCCTCCAGGTCGTACAGCAGAGACACGTTGTAGCCGGCTTCTGTTGAGAC
CAGGAAGTTCCCATAGATCCTCTTGAGGAGCTCATCGGCGCCGTGCTCCTGCAGCTCCTT
GTAGAACTTCAGGGAGATGCTGACCATCAGTTTGGTCTTGTCCCCATTGGGGTTGGAGAT
GTGGTACAAGACGCCATCGAAGTCTGCAAAAGTCACATCGACAGCTTCTGGTTTGGTTCC
GTTTGATGCGCCGTCAAACTTCAGCGTCAGCGTCTCTTCGATGATGCGGTTGTTGACTTC
TAACAGGATCATTGCCGCTCACGGTGACGAGGAGGGATGGGGGCAGAAAAAAGCAGCGAT
TTGGTCGCGTTTTCAGTCAAATTCTGCAGTTTTCCCTTCCTTTCACAAACGACACCGTCC
AAGCTACTTCCGCCCGCTGCTTCCGCGAACAGAGTCT
>CL240Contig1
TTTTTTTTTTAAACTGCATGAACTTGTTTATTTAGATTCAGACAGAAAGGGAACTTCTGC
GCATGCTCGCACTTTTCCCGTTCATCTGTACTTCTCAGACAGAGCCAGAGCCAAAGCAGC
CAGGAACTTGTCCATGGCCACATGCACCTCAGGAGTGAAGTCATTGGGAAACATCATGGC
CATCACTACCAGGATGCAATGACCGAGGATCTGTAAAGATACAAAACAAGCTCAGCACAA
GCACATCTGCAAATTTTGATTTCTTTTTCAGAAGTTCAAAAACATCACCACCTTAAAGTT
GGCAGGGTCCACTCTCAGGGTGAAGGCGTGCAGTTCACTGAGGCTCAGAAGACCTGATGA
TAGAGCATCGATTTTGGCCACAGCATCAGCAACTCCCCCAATGACGGTCTTCCCGTGTTT
CTTTACTGAAGCAGAGCCTGGGCTCAGGTCAGTCCAGTGGGAAAAGTAGGTCTTGGTCTG
TGGGTAAACTTTCAGCATCCTGGAGAGAGCATCTGTGCCCACATCGTCCGCCTTGCCTGA
GATTTTAGCCCAGAAGGTCCTGACGGCGTCCTTGTCCTTTGCTGTGAGACTC
>CL240Contig2
TTTTTTTTTTCTTAAACTGCATGAACTTGTTTATTTAGATTCAGACAGAAAGGGAACTTC
TGCGCATGCTCGCACTTTTCCCGTTCATCTGTACTTCTCAGACAGAGCCAGAGCCAAAGC
AGCCAGGAACTTGTCCATGGCCACATGCACCTCAGGAGTGAAGTCATTGGGAAACATCAT
GGCCATCACTACCAGGATGCAATGACCGAGGATCTTAAAGTTGGCAGGGTCCACTCTCAG
GGTGAAGGCGTGCAGTTCACTGAGGCTCAGAAGACCTGATGATAGAGCATCGATTTTGGC
CACAGCATCAGCAACTCCCCCAATGACGGTCTTCCCGTGTTTCTTTACTGAAGCAGAGCC
TGGGCTCAGGTCAGTCCAGTGGGAAAAGTAGGTCTTGGTCTGTGGGTAAACTTTCAGCAT
CCTGGAGAGAGCATCTGTGCCCACATCGTCCGCCTTGCCTGAGATTTTAGCCCAGAAGGT
CCTGACGGCGTCCTTGTCCTTTGCTGTGAGACTCATCTTGAGGTCCGGCTCTGAATGACG
>CL241Contig1
CGGGCTGAGGAATTCGGACGAGGCTGACTCATCTGCTCCATAGACCTCCCAGCATGTCTC
TTCTAGTGGTGCATGGCCTCCTCCTGGGCTTTATGTTCTCTTTGAGTTCCTCTGCTGTCA
TCTTAGACAATGGCATGCCTATACTTTGGACACAAACCGCAAGTCAAGTCACCGAACTCC
CTACGCTAAATGGGATTGTAACGCCAAATCCCTGGAATTACCTGCAGCGTATGAGTCTTT
ACCGGCTGCTGGTAGCTGCGACTGACCCCTTCACGGAGTACATGAGAACAAACCCTACAG
ATGGTCCAATGTGGGGGCTGCCGCTGCAGCTGGGTTGGATGCTGACTTCAGGTCGCCTTG
TTGATCCAACCGGAGCCTCGACCTGCGGCTTGCAGACAGGAGATCCCATGTGCATCTCAG
CACAGAGCTGGTGGGGCTGTATGAACTACTTCACCTCTGCACTTCCTTTCCTGTCTGCAG
CCCATAATGGCCTATTAGGACAAGATGTTGAAGTTCAGCTGCAGGCCCCTGACGGTGCCG
ATGGCTTTTGCACCACCTACACTGACTGTTTAGCTCAGTATCCTGATGCCATGGCAAAGT
GGGATGCCTTCTTTCAGGCTATCAAGGTCACCGACTCTCCCCTTCCAGTCGCCGAACACA
CAGACAACATCCTTGGTGTGTACTGGCAAGCTCAAATGGCTTCCCTCTCTGCTTCTGCGG
TTTGTAATCCCAGGCAGAGCCACTACTCCTCTGAGGAGGTGTCATTTGCCAACAGCTGGC
TGAACTCAGCTGAGTACGTATCTGCGGTACACTTCCACTCCACCCTGGAGAAGACCGTGT
TGTTCCTGAATCCTCTGCCAAGTCGAGTTTTGCGGGAGGGAGATGCGGCTCCTAATATTG
CAGATCTCAGTCAGGAGGAGAACCACACGCTGTCCACTTTCTCCTGGATGAAAAGCATCA
ACAGTATTCTTGGTGGCTCCTTAGTGCGCATGTGGAAAGGCGCCATGTGCTCCGTGGCCA
CGAGAGAGAAAGGCAGGGCGCTGCTGGAGCAGCTAATACTCAATCCCAGCTTCGCCACCA
GCACTCTACTGTCCATCATTCCAGAGATAGCTTCAAGCTGCTGAGACAGACGGGAAAACC
GGGACTCTGCTGTTCTAGTTTCTACTCAGATCGAGAGACGTTTGACATCAGTATCTGTCA
GAAGTGTTTGTATCTAGGTCCATGACTCTGAGTACCAGACTGCCTCAAAAGCACCTTTGT
TCTCTTATGAATATGTAAAACATTAAAAAGCCATTCCACCGTTTTTCTTACTTGTTTCTT
TGGGTTCTTAGAAAAGATCACAGGCCTGGTCCAACAGAAGAACCAGGAAATCAAACATAA
ATGTTCTGAAATGGAACAAAAGCTACTGTCAGACTAAAGGTTTGCTCTGCCTCCTTTATC
TAAACCAGACGTCTGCAAGCTAACAACACTAAAAGAGCCATACAGGCTGGAACTAGGAGC
ACAAGGTCTTCTTTCAAACCTCTAGAAAATAATCAAGATTTGCTTTGTATTTATGTTACT
TTCTTTCATGATTTATATAACCGAATTTTAGCTTATTAGACATAAAAAAAAAG



>CL242Contig1
CTTGAGTTTCACAACACTGGGTGGAAATGAGTCACGTGCGCCTACAATGAACAAAATAGA
TTTATTCCGATAACTGGGGCCTTTTTTTTATTTTTTTATTTAAGTCGCTGTCAAAAATGA
GGCCATTAATTGTTATGTTGACAGTTGGGGCTATAGCGAGCAGCGGAGCACTGCTGGCGA
TGGTACTGTACTTTGTTTTGTCCACCACGTCCACTCCGTCAGAGGACTGGCAGAGGGCCA
CATCTATTTATGATTTCAATGCAACAGACATCGATGGCAACTTGGTTTCCTTGGAAAAAT
ACAGGGGGAACGTTGTCATCATCACCAACGTTGCCTCCAAATGAGGCAAAACCGTAGTAA
ACTACTCTCAGTTTGCAAAGATGCACGCCACGTATGCTGAGAGAGGTTTACGCATCCTCG
CTTTCCCATCCAACCAGTTTGGGAATCAGGAGCCTGGTAATGAGACTCAGATCAAGAGTT
TTGCTGAGTCTTTCGACGCTCATTTTGATCTGTTCAGTAAGATTGACGTGAACGGGCCCA
GCGCTCACCCGCTGTGGAAGTGGTTGAAGGAGCAGCCACACGGTAGAGGCCTTTTTGGAA
ATAGCATCAAGTGGAACTTCACTAAGTTTTTGATCAA
>CL242Contig2
AGGAATTCGGACGAGGGAGAGAGAGGATTGTTTTCTGCCTTTATAGAGGCGAACTGAAGG
GCAGCCATGCTCCTGACAGGCTGTACAGTGCTTTTCTCTGTCCTGCTGCAGGTTATGTCC
ACTCCGACAGAGGACTGGCAGAGGGCCACATCTATTTACGATTTCAATGCAACAGACATC
GATGGCAACTTGGTTTCCTTGGAAAAATACAGGGGGAACGTTGTCATCATCACCAACGTC
GCCTCCAAATGAGGCAAAACCGTAGTAAACTACTCTCAGTTTGCAAAGATGCACGCCGCG
TATGCTGAGAGAGGTTTACGCATCCTCGCTTTCCCATCCAACCAGTTTGGGAATCAGGAG
CCTGGTAATGAGACTCAGATCAAGAGTTTTGCTGAGTCTTTCGACGCTCATTTTGATCTG
TTCAGTAAGATTGACGTGAACGGGCCCAGCGCTCACCCGCTGTGGAAGTGGTTGAAGGAG
CAGCCACACGGTAGAGGCCTTTTTGGAAATAGCATCAAGTGGAACTTCACTAAGTTTTTG
ATCAACAAAGAGGGACAGGTGGTGAAAAGATACGGACCAATGGATGATCCAAGTGTGGTG
GAAAAGGATCTTCCTAAATACCTTTAACCCTCTAAGAGACAGCTTATTCCTGTTTTGATG
CCTTTTATTCTGTGTTTTTGCACTGCTTTCTCTATCTCTTCAAGCACCAGCGAACATAGT
TTGAACTCCACCCCAGACCAATGGCGGACTGTTTGGAAACCCACTCGGTGGGCAGAACAG
ACCTGATAAAAATGGCGTGCAAACCTGCTGGGAGGATTGCAAAGCTTATGTTTCCTTGGT
TTCCTGAAGTGCAGAGAAGCGTCCCTGCATGAGCACATCAATATTTGAACAGCTTCAAAT
CCCGCTTTGTTTTCTTAATAAATAAATTCCTTCTACAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAACAT
>CL243Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTCTGA
AAGCATTGCTTTATTTTGCTCATGGAAACATGACACAGAAAGCTAAGCGTCGAGAAACGG
GAAAGTGGCTTATTTCTGCTGGGCTGCTTTCCTTGCTGCCTTCATGCCTTTCTTGTTGTG
TTTCTTAGCAAAACGCATATTCCTCAGAAACTTGGGGTCCACCCCTTTTAGGGACTCATA
ACGCTGAGACCTGGGCTTCTTGATGCCGTTTCTATGGGCTTTGCGGGACTGGTTGTGAGT
TGTGTGGTTCTTCGACTTTGCCATATCGACGTTTAAGAATCTGTCACACGTACAGACGAC
AACCGGAAGAGAAAGAGCAACC
>CL244Contig1
ATTTGTGGTACGGGAAAATAAACCTTTTTATTTTGGGATGTTTATACCAAATACATTGAT
TTGATGATATTAAAATGTTCCTCAGACAACACGGAGCAGCGGTTTGGCTTTAATGTTTGC
AAATCAGCAGTGAAGCATTCATACAAACGGCTTTAAAGGTACGAAAGCTTTGCTGTGTTT
AAGGCACTCGAGCTTAAATCTCCCCTCGTTGGTCCTTCCAGCTTCCTCTTTGAACACCAT
GGCAAAAAACAAACAGTGCAATTCCAACTAACGTAGCGCTTTGGAGCAAACAAGAACGTC
TTCAGAAGGTGAACCTGCGGCTCTCGGAGTGACCCACTTTGTCCAGGTTTGGGTTGCAGG
CAAACTGGATCATGGGAGGGGGGCCGCACATCAAGATGAGGGTGTCCTCGCCGGGAGGGG
GCAGACGCTCCCGGACCATGTCTTCATCGATGAAGCCCTGACTGTACTCCCAGTCCAAAG
GCGCTCTGTCCACGGTGAACCACAGCCTGAAGCGGTCCGGATGCTTGACCTGAATCTCCT
CCAGCTCCGGTCGCAGCAGGATGTCCTTCTCCGTCTGGTTTGCAAACAGCAGGTGACACA
CCGTTGGGTCCTGGGGATCCTTCATGATGGCTGTGATGATCTGCAGCATCGGAGTGATTC
CTGTTCCTCCAGCGATCATGCCCACATGTTTGGCCGTCTTCTTCACGGCCGGGGACTTTT
TTTCCGGCTGGACGTCAAAAACCCCTCTGCCCCTGTAGACCAGGAGCCCGCTGGGGCCTC
TGAAGTCGATGGTGTCGTTGATCTTGAGGCTCTCCAGGTACTGACTCATCTTCCCTCCTT
CCGGAAACTTTGGGTTGATGCCTTTGAAGTAAACCTTCACCACCAGGTCGACTGAACCTT
TGTCGTCGTCGCTGGACACGGGGGTGTACGGCCGGACCACCAGCTTCCCGTCGATCTTTG
CAGACAGGTAGATGTGCTGTCCTACAGGGAGGCCCAGGACGTGCTCCGGGGAGGGCAGCG
CAAAACGGAACCTCCTGGTGTCGTGACTCACGATCTCCTTATCTATGAGGCGCAGCGCGT
ATTTGATGTTGGGGTCCTCCAAGGTGATGGCGGGTCTCCTCTTGGAGAAGAAGAGTCTGA
AGATGAGGTTGATGACGCTGTCCAGGCCGCCTCGGATGAGGCCGAAGATGTAGGAGAGCA
TTTTGAGTCCGTTTGCGCTGTTAGAGGACGGAGGAGTTACCGTGAACTGACGGGGGGCTG
TCGGTCAGGACTCCCCGGCCATAAGGCCCGGGTTTA
>CL245Contig1
TCTCAGCAGCTCTTCATCAGCTGAACAGAGAAGGTCGTCCCGCAGCTCCGCTCCCGCAGA
CACCATGGCCCTCACGGATGACCCGAACTTCCAGAAGCTGCAGGACTGGTTCCGTGCCAA



CAGCGGCAGTCTAAACATGAGGGAGATGTTCGACAAGGACAAGCAGCGTTTCTCCAAGTT
CAGCGTCACCTTGGACACGGATGATGGAGACCTCCTGCTGGACTTCTCAAAGAACCTCGT
CAACCAGGACGTGATGGCGATGCTGCTCGCCCTGGCCAAGTCCAGGGGGGTGGAGGAGGC
CAGGGACAAGATGTTCAGCGGAGAGAAGATCAATTTCACGGAGGGTCGGGCCGTGCTTCA
TGTCGCTCTGAGGAACCGCTCCAACACACCAATTCTGGTAGACGGCAAGGATGTGATGCC
TGACGTGAACCAAGTGTTGGGCAAGATGAAGGTCTTTTGCCAGAAAGTGCGCAGTGGGGA
GTGGAAGGGTTTCAGCGGTAAAAGCATCACTGACGTGGTCAACATCGGGATCGGAGGCTC
AGACTTGGGACCTCTGATGGTGACCGAAGCTCTGAAGCCATACTCAGCAGAAGGTCCAAA
CGTCTGGTTTGTCTCCAACATCGATGGGACTCACCTGGCCAAAACACTGGCCCGGCTCAA
CCCAGAGACCACGCTCTTTATCATTGCCTCAAAGACCTTCACCACCCAGGAGACCATCAC
TAACGCTGAGTCAGCCAGAGACTGGTTCCTGCAGACGGCTGGTGACAAATCTGCTGTTGC
CAAGCACTTTGTGGCGCTTTCCACCAATTCAGTCAAAGTGAAAGACTTTGGCATCGACAC
AGCGAACATGTTCGAGTTCTGGGATTGGGTCGGAGGTCGGTACTCGCTGTGGTCAGCCAT
TGGTTTGTCCATCGCTCTGCACATAGGCTTCAATAACTTTGAGCAGCTGCTGGCGGGAGC
TCACTGGATGGATAACCACTTCTGCAATGCCCCTCTGGACCAGAATGTCCCGGTTCTTCT
GGCTCTTCTCGGGGTCTGGTACATTAACTTCTTCCAGGCGGAGACCCACGCCATGCTGCC
CTATGACCAGTATATGCACCGCTTCGCCGCTTACTTCCAGCAGGGGGACATGGAGTCTAA
TGGGAAGTACATCTCCAAAGACGGCAGTCGTGTCAAATACCAAACAGGACCAATCGTGTG
GGGAGAGCCGGGCACCAACGGGCAGCATGCCTTCTACCAGCTCATCCACCAAGGCACCCG
GATGATTCCTGCAGACTTCCTCATTCCTGCTCAGTCTCAGCATCCTATCAGAAACAACCT
GCATCACAAGATTCTGATGGCGAACTTCCTGGCTCAGACTGAGGCTCTGATGAAGGGAAA
GACGGCAGATGAGGCCCGCAGGGAGCTGGAAGCAGCCGGCCTGAAGGGGGAAGCTCTGGA
GAAGCTGCTGCCACACAAGGTTTTCCAAGGGAACAAGCCCAGCAACTCTATCGTCTTCAA
GAAGCTGACCCCGTTCATGCTGGGAGCTCTGGTTGCCATGTACGAGCACAAGATCTTCGT
GCAGGGCGTCATCTGGAACATCAACAGTTATGACCAGTGGGGGGTGGAACTCGGAAAGCA
GCTGGCTAAACAGATTGAGCCGGAGCTGCAGGACGCCGCTGAGGTGACGTCTCACGACTC
GTCCACCAACGGTCTCATCAACTTCCTGAAGAAGAACTTTGCCTGAGCCCCGGCCCATCC
TGTCTCGCTGCTTTGAGATTGTGTCGTCTCGCCTGTATTCTGTCGTTTCAGTGTTGGTGC
ACGTTACTGTAGGTGACCATTCCCTCCATCCCTCGTATACTTTTCAAAATAAAAGCTGAG
GACCACCAAAAAAAAAA
>CL246Contig1
GAGTTGAAACTTGCCTGTCCGTTGGCGGCGTAGCCAGCGGCGGCGGCGCCGTAGCCATTG
GTGCTGCTGGTGTTCATGCCTCCGTAAGCTCCGTTCTGGGAGCTGGCACTGAAAGCTTTA
CTCTGTCCGTTGTCAAATCCTCGGTTTTCCCGGTCCCTACCAAAATCCCGCCTACCAGAT
GAAAACCTATCCCGCCGATCGTCCCTATAGCCACCTCTTGAACGACCTCCTCTATCCTCA
GCCATTTGGAGGAGCTTGGGGTTGATGGCCTGGTTGGCCTCGCGCAGCACAGCGATGAGG
TCGCTGGCTTGCCTCATGTTGTTGGCGGTGAAGAAGGTATAGGCTGTGCCCGTCTTTGAG
CTACGAGCAGTTCTGCCAATGCGGTGGATATAGTCCTCAGAGTTGTTGGGGTAGTCATAG
TTGATGACAAATTTCACATCTTCAACATCTAAACCTCTGGAGGCAACATCTGTGGCGATG
AGAATTGGAGCCTTCCCAAATTTGAACTCATTGAGAACCCAGTCCCTTTNCCTGTTGGCT
TTTATCTCCATGGATTCCCATTGCAGGCCACCCGTCCCTCCTCATCCTNCCTGGTGAGGT
CATCGCAGCGCCTCTTCGC
>CL246Contig2
AGGAATTCGGCACGAGGCCGGCATTTNACAGCGCTGCCGCTCTTTTTACCTCTATCGGCA
GAAAATCCACGTTGTATTTATTGTTTTTAAAGTTATCTTTGTTGTTTACATCATGCCTGG
ATATTCCGACAGAGATCGTGGCAGAGACAGGGATAGAGACAGAGGCAGTTATGGTGGAGG
TCCTCGTTTTGGTGGAAGTCGCGGCGGCGGCGGCGGTGGAGGTGGCGGAGGAAAGTTTGG
GAACCCCGGAGAGCGGCTCCGGAAGAAACACTGGAACCTGGACGAACTTCCCAAGTTCGA
GAAGAACTTTTACCAGCAGCACGCCGACGTGGCCCGAAGATCTCCGCAAGAAGTAGAGCA
GTACAGAAGAACCAAGGTGATTACAGTGAAGGGGAGAGAGTGTCCCAATCCCATCACCCA
TTTCCACGAAGCAAGCTTCCCATCTTATGTGATGGAAGTCATCAACAAACAGAACTGGAC
TGAACCCACTCCCATCCAGGCTCAAGGCTGGCCTTTGGCTCTCAGTGGCAAAGACATGGT
TGGCATTGCACAGACGGGGTCAGGCAAGACGCTTTCTTATCTGCTGCCAGCAATTGTTCA
CATCAACCACCAGCCTTTCTTGGAGCGTGGAGATGGCCCTATTTGCTTGGTTCTGGCCCC
AACCCGAGAGCTGGCCCAGCAGGTGCAACAGGTGGCTGCAGAGTACGGCAGAGCTTCTCG
CCTTAAATCCACCTGTATCTATGGAGGAGCTCCAAAGGGACCCCAGATCCGTGACCTGGA
GAGGGGTGTGGAGATCTGCATTGCCACTCCAGGCAGACTTATCGACTTTCTTGAGTCGGG
AAAGACGAATCTGCGCCGCTGCACCTACCTGGTGCTGGATGAAGCCGACAGAATGCTGGA
CATGGGCTTCGAACCTCAGATTCGCAAAATTGTTGACCAAATCCGGCCTGACCGGCAGAC
TCTGATGTGGAGCGCCACCTGGCCTAAAGAAGTGCGCCAACTGGCAGAGGACTTCCTGAA
GGAGTACGTGCAGATCAACGTAGGGGCACTGCAGCTGAGCGCCAATCACNGCATCCTGCA
GATCGTGGACGTTTGTACAGACGGAGAGAAGGAAAACAAGCTGGTCCGNCTACTGGAAGA
AATCATGAGCGAGAAGGAGAACAAGACAATCATATTTGTAGAGACGAAGAGGCGCTGCGA
TGACCTCACCAGGAGGATGAGGAG



>CL246Contig3
GAGGTTTTTTTTTTATTTTTAACTGTTTTATTTGAAAGATCATGCAGTGCACTTCCAAGA
TGGGAGCTTCTTACTTGATAAACATGAAAAGCAATACACTTGTAATCACCTAATACAAAA
CTAAACATCACTTAGGAATGTGACAAATTAAATACCTGAAAGAAAAAAAAAAATTGCTAC
ACTGCAGATGTTCGAAAAGTCCTGATAAATTTGAAGTTGTAACCCCGTCGAGTAAATACA
AAAAAAGATAACTGGATTGAGTACTTAAGACAAAAAGAGGAATAAGTTATTCTGTTGAAG
GATGAGATTACTGAGAAAACTGAGGAGGGGGCATGGCGTACGGCACCATTTGGGGTGGAG
GAATCTGCTGGGGGGCAGCCTGTCCCTGGGCGTAGGTGAACGAGGGGTGACTCGCGCCGT
TCTGGGCGACAGCATTAGCCGCGGCGTACTGCTGAGGCTGGAAGCCGTTCTGCACAAAGG
CTCCTGCCTGGTTGGAGTTGAAACTTGCCTGTCCGTTGGCGGCGTAGCCAGCGGCGGCGG
CGCCGTAGCCATTGGTGCTGCTGGTGTTCATGCCTCCGTAAGCTCCGTTCTGGGAGCTGG
CACTGAAAGCTTTACTCTGTCCGTTGTCAAATCCTCGGTTTTCCCGGTCCCTACCAAAAT
CCCGCCTACCAGATGAAAACCTATCCCGCCGATCGTCCCTATAGCCACCTCTTGAACGAC
CTCCTCTATCCTCAGCCATTTGGAGGAGCTTGGGGTTGATGGCCTGGTTGGCCTCGCGCA
GCACAGCGATGAGGTCGCTGGCTTGCCTCATGTTGTTGGCGGTGAAGAAGGTATAGGCTG
TGCCCGTCTTTGAGCTACGAGCAGTTCTGCCAATGCGGTGGATATAGTCCTCAGAGTTGT
TGGGGTAGTCATAGTTGATGACAAATTTCACATCTTCAACATCTGTAAAGTTGCGTTGCC
GTGTGGCAGAAAAGGACAGGGCAGCACAGAAGTGTGCCAGAGCCACCACAACAACCAGGC
CAAACAAAGAAAAGTCAAGTTAGTCCCAGTGCACGGCGCAGATAACCAGCAAGGCTGAAA
GAGACTGGCATTAAAACGACAGGAGAGTCTGATCCACGGACACTACGGTGGGAAAAGAGA
AACGATGCACACTCCACGAGCTTCCAACTCATGCTGCCGAGGAAGAAGCCTTACCCCCAT
GTGTGGAGTATGCAATCACTAGTCCATTCCCACTGCAGCATCCCCTCCAACTGTCAGCTG
ACCATCACTGTGCCCCAACAGACGGGGGCAACATTGAGCCTGAACTACTCTGACTTGCTT
TAAACTTCTGCACACATAAACCTAAGTCCTACAGTGAACCACCTTCTCAGCTTTATCCAG
ACCCAGTGTTCACGTGACCTTCAAGTCTCTCGTTGGCAGGTCTCGACATGACTTTGAAAC
GCAGGCGAGGGAGGAGTGTGAGCTTGGATTCTGTCCGACTGTCCAACTAGCATGTCCCAC
TGTCACCAAAAGCGCCAGTAGCCATGACGTTACAGAGGTGAAGGTATGACCGATATCTGG
GACTGCTCTTCGGGCTGAAGGATCATTAATTCCACCCATGCTTTATAGGTCTAACAGAAA
CACCAGACAAAGTGACTTGCAATGACCATAGACACATGCAAGACTTCAGCCTCGTGCCG
>CL247Contig1
GATGTTTTTTTATTTAGTTCAGGGAATGACAGGACTCAAGTACAGTAAGTATGATTCCCA
TAACCATTTGTGGAAAACGACCATCCCCTGGAGTGTATTTCATCTGGATATCCTCTCAAA
TTTTTAAAGCAGAGCTCTACAAATCCCACATTTTTTGATCATGGAGGATTAACGTCTTTG
TCTTAGTTAAGACTCCTCAAGTGAATTAAACTATGCAAGACTCTCAATAAAATATTCCTT
TCTGCTATTTATGCAACAAGACGGTTCACACCAAATGTAGACACAAAAGACAAGTGAGAC
AAAAACACTGAAAGCACAAACTGGGGTTTAGTGTTTCTCAGAGCAACAAGGAGCAGCTCA
AAAAAGGAACAACAAACCCTTCCTATAATATAATATTTTAAACTGAAAGAGCTCTCAGTG
CACAAGTGTTCCAGTAAATCCTTTTTAACCACATAGATGTCTAAGTGAGGAGTGCTTACC
AGACAGCACCACCACCTGTTGATGCAACAACAAAACTGCTGATGGACTCGACCCTTTTTG
AGATTTGGGCTGATCTGATCTCGGCGGTCCCTTTTTGCTGTGGAGGAGCGCAGTAAGCCA
CAAACTAAAGCGTTGTATTCCTATGATTCAAAAAGAAAGAGTGAGGCCAAAGTGAAAGTA
CTCAAGGCTACATTTCCCTCTCAAGCTTTGCAAATTTGCATCAGACCTCCTGTTAAAAGT
TGCAGTTTTGTTCAAGACTCTTTAAGTGTAATATTCCCTTTAGTGGTCTTTAAAAGTGGG
AGACTTGACCTTTATGCTGTCCTCCTTCCACCAAAAAAACAAACAGGAAATAGGTATCTG
TGGGGAGTGAGGAAAAAAGGTTGTTTTTTTTGTTTGTTTTTTTCTTTAACATTATTTTGG
TTTGGGAAATGCAACGGGGAAAACTGGAGTCTTCCACCTATGCCTGGAATTCAAGACCTA
GACCAAGCTTGTGGCCTCCTGCGTTGATGTTTTTGCCATCAAGAAGTGCAGACAGCGTCA
GTTTGATGCCTGGCTTCAGAGTCTGAGTGTAGCCCAGACCCACGAGGCTGGAATTGTTCA
CCTTGGCAGAAAAAGATGCGTCTGGATCAATCTGATACTTGGCAGCAATGCCAAAGCGAG
TGTTGCTGTTTCCAGCTGTCCAGGACAGGTTGACGGCTGTCTCCAGCTGCTCGTTCACCT
TCTGGTAGATGGATCCACCAAACTCTGTGCCATCATTTACGTTGGTGTGGAGCTGGAACT
CATCGGTCTTGTATCCAACGGCAAAGTTGCTCTGGGTGACCTTATTCCTGCCAGCCTCAA
AGGTCATCTGGTAGCCGGCGAGCCAGCCTTCATAACCCACCACGGCGGCTCCATGGATGG
CCGTCCCGTTGATGTCATAGTTAACGTCGCAGCCGACGTTGACGTGGTCGCACTTGTATG
CCGTCTTTACTTTACCTCCTTTCTTGCCAGTGTTTGGTGAAAAGGAGGAATCCAAAGTGA
GCTTCAGCCCCTTAGCCAACTGGTCCTCAACGGTGATCTCAGTTCCCAGAGTGTTGTCCG
TGTTCCACTTCTCCGTAAAGGTCAGTCCATGCTCCGCCCACTTGTATTTAGTTTCCAATG
ACCCAGCAACCTTGCTCGTCTCGGTGTTGGCAGAGCCTGTGCTGGTGAACTCCAGTCCAT
TCTCAGACTTTGTCTTCAAGTCCAGCTTGATGAGTCCGAAACCATATCCCTTTGTAAAGA
CATCCCTGGCAGACTTTCCAAGGTCAGCATAGGTGGGAGGTACAGCCATTTTCTCCGTGG
AACAGCCTGAACTGAGAATTGTCAACTGCACAACCCCCGGCCATAATGCCCGGGTTA
>CL248Contig1
TTTTTTTTTTGAGAGGTAGAAATAACTTTATTTAATCATTTTCTCAAGTGTTGGGTTTAC
ATTTTTTCCTTAACCTCAAAGATGCAGCAACAGCTGAAAAGAATTAAGTGTCAGACAGGC



ACATTTTAATTCAATAAGGGGTGGCAATGACATTGGTGAAGAGATATATTTGCTTGATTT
CAGCTTTGAAAATTTGATCAGATTTGACAGAATGATTGAGTTCACCAATTTCTTTTAACA
AATGACTGTTGCTTTGAAATATGCAGTGTTTTGATCCTGAAACTTGTCCACAAAAACTTT
CTGTATCTCTGATAACTATTTACTTTGTATAGGCAATTAAAGAGAGTCATTTAACCCCTT
CACTTCCATGTACAAGGGTAAACTTCATGAACAAATCCGTCTCACACCTCTCACTCTACC
TCCCACGATGCAGCCTTACGGCCTTTCCCAGTCCAGTGGTGGTTAGAGATAGAGTGAGAG
GAATGTACGCAAAAAGGAGAGGACCCCAAACTGAACCTTCCGACCGCCCTCTACATGGCC
GGGAAAACAGCTGAAGACGGCTAAAGCGGGAAAATGGAGCGGCGTGCTATCACGGCTGCA
GCTGGAACAACGTGCCCTGTCCGGAGGGCAGGTATGTGACGTTACGGGAGCGCGCCAGCT
GGAAGGCGATGTCCTCGGCTGCCTCAAGCTTACGCAGCTCCACTAAACCATCACCTGCAT
CCATCAGAGAGTTGGCAATGAGTAAGGCAGCTTGGGAATCTCCCTCTGCTGAGATGATGG
TCGCCTGCTTCTGTTGCTCTGCCTTTTCCACAACAAAGCGAGCCCTCTCTGCCTCCTGTT
GGGCCACTTGTTTCATCTCAACGGCTTCTGTGAATTCTTTACCGAAGGTCAAATGTGTCA
GTGAAACATCATCCAAGATGAGGCCAAAGGTGGTTGCTCTTTCTGTGAGGTCTTCACTGA
CCTGTCGAGACACCAGCTCTCTCTGAGTGATGAGCTCACCTGCATCAAACCTGGCCACCA
CAGCCTTTAAGACCTCAGTGGTGATGGACGGCAGCACTCTTTCATCGTAGTCCTCTCCAA
TGCTGGTGAAGATGCGAGGCAGCTGACTCGTCACCGGCCGGAACAGGATACGCAGAGTGA
TGTTGACATTTTGCAGATCTTTGCTGCCTGTGATGACGGGCACATTGCGTGGACGTGAGC
GGCAATCAAAGATGACCGGCTTCTGAACCCAGGGAATGAGAAAGTGAGTTCCTTCTCCAA
CCACAATGTCCTGCACTCCTCTGAACCGGTCAAATATTACAGCCCGGTGCCCTGCATCAA
CATTATAAAGTGCAGAATTCACAACGCCTCCTCCAATGGCGAGAGCCAGACCCAACTTTC
CAATGGACTCAAATAATTTAGCCATGGCAGAAACCTTAGCTTTCTTGGATGCCTGTGACC
TCCACCGGACACGACGTAGAGCACCCAGTAGGC
>CL249Contig1
AGGAATTCGGCACGAGGTCCGACTGCTCTACGTGCTTTCTCTGCATAAAAGGGTCTCCCT
CCACGCTCACCATGTCCAGTGTGTCACCAGACAAGCGCAGAAAGATGGAGTCAGCACTAA
GCCAGCTGAAGAAGTTCACCGTCGTGGTTGCCGATACTGGAGACTTTAACGCCATCGATG
AGTACAAGCCTCAAGATGCCACCACCAACCCTTCTCTTATCCTGGCTGCTGCCAAGATGC
CGGAATACCAGAATCTGTTAGATCAGGCCATCAAATACGGCATTGCCAAAGGAGGAACGG
AAGAGGAGCAGGTAGCCAACACAATGGACAAACTTTTTGTAAGTTTCGGGCTTGAGATCC
TCAAGAAAGTTCCTGGCAGAGTCTCCACAGAGGTGGATGCCAGATTGTCTTTTGACAAGG
ATACCATGGTAACAAGAGCCCTCAAGCTAATTTCTCTCTATGAAGAAGCGGGTATCAAGA
AGGAGCGTGTGCTCATCAAACTGTCATCGACGTGGGAGGGAATCCAGGCTGGCAAGGAGT
TGGAGGAGAAGCACGGCGTTCACTGCAACATGACACTACTGTTCTCCTTTGCTCAGGCTG
TGGCCTGTGCCGAAGCAAAGGTTACTCTCATTTCTCCTTTTGTTGGCCGCATCCTTGATT
GGCACAAGGAGAACTCGGACCGCAAAAGCTTTGAGCCCCATGAAGACCCAGGTGTTCTGA
GTGTCACCAAGATTTTCAACTACTACAAGAAGTTTGGCTACAGCACGGTTGTGATGGGGG
CTTCTTTCAGAAACACGGGGGAGGTGAAGGCCCTGGCAGGCTGCGACCTCCTCACCATCT
CCCCGGGTCTGCTCGCAGAGCTCAGCCAGGATCACAGCTCAATCACTGCAATGCTCAGCA
TGGACAAAGCTAAAGCCTGTGATCTGGAGAAGATCCACCTGGACGAGAAGGCCTTCCGCT
GGCAGCACAACGAGGACCGCATGGCCGTGGAGAAACTGTCTGACGGCATCCGCAAGTTTG
CTGCTGATGCAGTCAAGTTGGAGACCATGATCAAAGAGAAAATGTTCAACGCAAAGAATG
GCCAGTAATGGAACAACATGGAAATTCCTGCAGCATAAAGGAGGCAGAAGGGCTGAGCAG
AACCTGCTCTCTCCGCCCAACCAGACCCTCCAGATCTGCCACCTGAATGGGGCTGCCTTT
GACGAGAAGACCACACCTTACTTGAGATTAATTCTTTAGTGGTTTCTTCTACAATGATCC
ATAAACAGAAATGTATCCAGAAATGAAAGAAAAACCATAAACAAGAAGAGAGACCCTTGA
CTTGGCTTTGTAATTCTGACGTAAGTCGTGTTACGACTTGAAGGGACCACGGTGCTTTTT
TACAGGACCACAATTTTCAAATTGACTCAGATTTGTGTTTCAGCCATGTTTAAATAAAGT
TTTCCTGTATCTTCATTCCGCCACAGATTTTACACTCTTAATAAAAAAAAAACATCCCAA
AAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL250Contig1
TTTTTTTTTTTTTTTTTTAAGATTACAAAAAGGTTTATTTCTTTCCCCCTCTTCACAGAA
AAACAGACTAAAACTAAAGGCGTTGGACATGAAGCCTCGGCGATGCAGAGACGCCTCTGC
AGATGCAAACCTGTCTAAGTTACTGGTCATAAAGAAGGAGCTGCAAAGGGACGGAGCACC
ATTCTGGAATCGCTCTTCTCAAATTTGTCATGTTTTTTCTGGTGCCGTTCGAGTGCTGGG
GGAGCCGAGTACCAGAGCAGGTTCTGGCAGGGAGGGGGTCAGTCAAATGAACATTAAATC
AAGTATTTGCGCAAACAGAAGGTGAGGAAGGGGTCAAACTAGAATCTTCTGATGCAGACT
TTACTTCTTCCCTGACTTCTTGATGCCCGTGCCACCCAGAGGTCCTTTTCCAGATGCTTT
GGCCTTCAGCGCCTCCAGGGCCTTCTGTTCTTCTTTCTGCTTCTGCTTATACGCCACCTC
ATCATCATCCATTTCTTTGGACTGCTTTTTGGGAGCCTTCAGGGGTTTCTTTTTGCCTCC
TTCTCTGCCAGACATGTTTAGAGTTGCTAATATTCGTAAAAAGATATGAAAATAATGTTG
CTGCGAAGGCAGCCGGTGCTAACGATGCTAATCCACGCAGTCAGGCCTCGTGCCGAATTC
CT
>CL251Contig1



CTGGGCTGCACCACAGCCCCTTTTCATTTCCACCTCCACGAATCTCCATTTTCTAGCTTC
CAGATTTCCTACAGCGGAAGACTGAACAATTAGAGAGATGAATGAAGAATATGACGTTAT
TGTGCTCGGCACCGGGCTGACGGAATGCATCCTGTCAGGCATCATGTCAGTGAAGGGGAA
AAGGGTTTTGCACATGGACCGCAACTCCTACTACGGAGCTGAGAGTGCTTCCATCACACC
CCTTGAAGATCTTTACAAGCGCTTCAACATTCCTGGCAACCCGCCAGATTCAATGGGAAA
AGGCCGGGATTGGAACGTGGACCTCATCCCCAAGTTCCTGATGGCTAACGGTCAGCTGGT
CCGCATGCTGCTGATCACACAGGTGACCCGCTACCTGGATTTTAAAGTGATTGAAGGAAG
TTATGTGTACAAGGGAGGAAAAATCCATAAAGTCCCCTCCACTGAGACGGAGGCCCTAGC
GTCTAGCCTCATGGGACTGTTTGAGAAGCGGCGCTTCAGAAAGTTCTTGATCTTTGTTTC
CAACTTCGACGAAAATGACCCAAAAACCATGGAAGACGTCGATCCTCAAAAGACAACAAT
GCGGGCCATCTTCCAGAAGTTCAGCCTTGGGCAGGAGGTCATGGACTTCACGGGTCACTC
CCTGGCGCTCTACCGCACAGATGATTACCTGGATCAACCTTGCATTCAAACAATTAACAG
AATAAAGCTTTACAGCGAGTCTTTGGCCAGGTACGGCAAGAGCCCATACCTCTACCCTCT
GTATGGTCTGGGAGAACTTCCTCAAGGCTTTGCCAGACTCAGTGCCATCTACGGAGGGAC
GTACATGCTTAACAAACCCATAGAAGAGATCGTGATTGAGAAGGGGAAGGTGGTGGGAGT
CAAGTCAGAGGGAGAGATTGCAAGGTGCAAGCAGCTGATCTGTGACCCCAGCTATGTAAT
GGATCGTGTGAGGAAAGTGGGTCAGGTGATCAGGGTCATTTGCATCATGAACCACCCTAT
TGCCAACACGGGTGATATCAACTCCTGCCAGATCATCATTCCCCAAAATCAGGTCAACAG
GAAGCATGACATCTACGTTTGTATGATCTCCTTTGCTCACAATGTGGCTGCACAGGGTAA
ATACATTGCTATTGCCAGCACCACAGTGGAAACGGGCAACCCAGAGAAGGAGATCAAGCC
GGCTCTGGACCTGCTGGAGCCCATCGAGCAGAAGTTTGTCAGCATCAGCGACCAGTATGA
ACCCACTGACGCAGGCACCGACAGTCAGATTTTCATCTCCCGTACCTACGATGCAACGAC
TCACTTTGAGACGACCTGCGATGACATCAAAGATATCTACCGGAGGATGACCGGCTCAGA
CTTTAACTTTGCGGAGATGGAGCGCGGGAAGCAGGACATCTTCGGCGATGCTGCAGAGTA
GAGGCGACGCATTATCCGACAACAGAAATTCTACGAAAAAAAAAA
>CL252Contig1
TCGGCACGAGGGGACGGCAGTGCGGCAGCAGCGATGCCTCTCCGGGTGGTGATTCAGGGT
CCCGGGCCCTGGGGCTTCCGGCTGGTGGGGGGGAAAGACTTCGAGCAGCCGCTCGCTATT
TCGCGGGTAAGTCGGTTTCCGGTTGTCCGCGTCAACCGGTACCGTTTAGTCTGCTCGGGA
AGTAAGTTAGCCCCGGAATAACGGGAGGGTAAGCGCGCGCGCTCCTCTGTTGCCCTAGTT
AGCCTTTGAGGTGCGTTCACGTACCGCTTGGACTGTTTCCAAGCGGTACCAAAGAACTTT
TCAGAGGATTTCGAGTTCTGGGTATTTTTTATTTTTCACTTTCGTCGTGAGTGGATGTTA
AAAACGGAAGTTCCGCGCTTCAGCCCGCCAGGTGATTTCTCCATTTCTGATGGTTCCAGT
TGTCGTCTTTTATTTTGAAGGAGGATTCTGTCCTGTGGGTCAGAGCCTGGTTTCAGGTCC
ACATCCTGTCTGCTCCTGCTGCTCCTTTAAGTTGTTCCTGTTCTCCAGCAGAACATCCAC
CACGAGCCCCTTTAAAAGAGCGTGGGGTGTTATGACGTCATATCACTGCTCTCTTCCTGT
GAAGTTCTTTTTCATGTGTTCCTATGAAGTTCTGTGCTCGAGTGGAGGCGGTTCTGGTCA
>CL252Contig2
TCGGCACGAGGCAAAGCCTAGCAGTTCTTGTAGTGAGCGCTCTTCTCAATCCACGATCTT
CGTCCGGTGGTTATCGGACCGGAAGCGTCCCGGCGGTTCGTCCCCCCCCCGCCGGTGGCT
CCAGCAGACCGAGCGGCTGGCAGCGGACGGACGGCAGTGCGGCAGCAGCGATGCCTCTCC
GGGTGGTGATTCAGGGTCCCGGGCCCTGGGGCTTCCGGCTGGTGGGGGGGAAAGACTTCG
AGCAGCCGCTCGCTATTTCGCGGGTCAACACAGGAAGCAAAGCAGCCCAGGCCAACCTGT
GCATTGGTGACATCATCCTGGCGATCGACGGAGAACCCACAGACAACATGACTCACCTGG
AGGCTCAGAACAAGATCAAGGCTTGTGGCGATGAAATGGTGCTCTCCGTGGACAGGTCAG
AGGCCAAGCTGTGGTCGCCGCTCTCCGCTGACGAAGGGAAGTCTCATCCCTACAAGATGA
ATCTGGCATCAGAGCCGCGGGAGGTGAAACACATTGGCTCCACCCACAACAGGAGCGCTT
TGCCTTTTGCTGGCTTTGGCCCCAAAGTGGTGACCAACCAGTACAACAGTCCGTCTGGTC
TGTACTCGTCAGACAACATCAGGGACTTGGACTCTGCTGTGGACGCCGTGCAGACCATGA
CCGTATCAGGAGAACCCAGCAGAGCTCCTTCGGATCCGTCTGCTGCAGCGACGAGGCCGG
CCGTCACCGCCGGTTCTGAAGTCTACAAGATGCTGCAGGAGAACCAGGAGTCGGACGAGC
CGCCGCGGCAGTCCGCCTCCTTCAAGGTGCTGCAGGAAATTCTGGAGACGGGTGATGCAG
ACAAACCGTCGGGCTTCAGGAGCGTGAAGGCCCCCACCACAAAGATCGGCTCCTCCATGG
GAAACGCAGAGAAGTTACCCGTCTGTGACAAATGCGGATCGGGGATCGTGGGGATGGTGG
TGAAGCTGAGGGACAAGTTTCGCCACCCTGAGTGCTACACGTGCACGGACTGCGACATCA
ACCTCAAGCAGAAAGGCCATTTCTTTGTGGAGGATCAGATCTACTGTGAGAAGCATGCAC
GAGAGCGAGTGACCCCCCCTGAGGGCTACGACGTGGTCACTGTCTTCCCTAAGTAGTCTT
CCTCTGCTGGGACCGGCCTCGGACCATAGATCTCCAGAACATTTCCTCCAGCGGGACGGA
CGCTCTGCCACATCTAGTCTGCTTTTGCACATCTAGTATGGATGCTCTACGTTCTGTGTA
TTCAGTCATAAAGGAAACGGCGCTTTATAATCACAACTTTTCTACTTTGATACGTTAATA
CAGAAAAAGAGGAGAAATGTTTNACCTTCTTGCCAAATAATCCTTCAGA
>CL253Contig1
CTCTTTTTTGTGAAGGAAGAGTAAAGGCATGTCAGCGGATGAAAGAGTGGAGCAGAACCG
CCAACAGCCTCCTGGTGGTTCTTCCAGAGGTCAATCCGAGCTGCAGGCAGGTAGGATGGT



TCCCCGGCAGGAACCGAAGCCCACCCTGAAGCCGTCTCCTTGACAGAAACCTGTAATGAT
GACCTCGTCCCCATCGTTCAGAAAGGTTCTGGTCTGTCCTCCGGTTAGGTGGATGTTCTT
GGATCCTCTCCATGACAGCTCCAGCATGGAGCCAAAGCTTTCTGGGTTAGGTCCACTGAT
GGTTCCGGAGGCCAGCAGGTCTCCCGCTCTGACGTTGCAGCCATTGACAGTGTGGTGAGC
CAGCTGCTGCTTCATGGTCCAGTACAGGTTTTTGAAGTTGGAGTTGCAGATGGTGACTGC
CTCTGCCATTTCCTGTCCTTTCAGCGCCACTGACAGTTGGATGTTGAATGTGTACGGATC
TTGGTGCTGGAGGTAAGGAAGCGGTTCTGGATCCTGGACAGGATTTGGCTCTGCGAAAGG
TAAGAGCGCCTCCATGGGGACCACCCAGGGAGAGATGGTTGTCCCGAAGTTTTTCCCCAG
AAAAGGTCCAAGAGGAACATACTCCCAGGCCTGGATGTCCCGAGCGCTCCAGTCATTCAT
CAGAACCAGGCCAAAGATGTGCTCGTGGGCCCTGCTGATGGGAATGGGCTCCCCGAGCCG
ATTGCCTGCTCCGATGAAGAAGGCCATCTCCAGCTCGATGTCCAGCTGCTTGGATGGACC
AAAGATTGGAGGTTTTGTTTGGTCAGGCCTCATCTGGCCCCGAGGACGACGGATGGGAGT
CCCAGAGACCACCACAGACGAGGCTCTGCCATGGTACCCCACCGGAAGCCTCAACCAGTT
TGGCATCAGGGCGTTGTCCTTCCCGCGGAACATCACGCCTACGTTGGTGGCGTGGTCTCT
GGATGAGTAGAAGTCCGTGTAGTCACCGATGTCTGCAGGAAGGTGCATGATGGCTGCACT
CTGATGGACGAAGGCCCTGCTGCGAAGGCTCACATCATCCCTCAACTTGCTCTCACTGGT
GGACAGCAGCGTCTGTAAGCTTCTCCTGGCTTCCCTCCAGGCCTCAAAGCCAAGATCCAT
GAAGGCGTTCAGTGTGGACTGCGCAAAGACCTCCTGGTTTCTGGACATGATGGGTCCGTC
AAACAGAGACCTGATCACGCTCAGGTCCAGGATCTGGTCTCCAATGGCAACTCCAATCCG
ATGTTTGGGGGTGTCGGGTGTGGAGAAGACTCCATAGGGAAGGTTCTGGAAGGAGAAGTC
ACAGTCTGGACCCACCCTGATGAAGGACATGTCTAGGGTTCTTGCTGCCGAGCTCGCTGT
GTTCAGAAGGATGAAGGCCTGACGCCTTCCAGAT
>CL254Contig1
TGGGGCTGTGGGCGTCCTTCTCCGGTGGGGCCCTGCGTTGGGTTCTCCCGGCGCGGCGGG
GGGGCATGCTCCCCTGGTTGGGCTGGGGCAGGCNCTCTCTCTCCCTCCGNGCCTCCCTGC
TCTTTGGCTCTGGGGGCCTTGCGGCGGTCCTGCTGGCCCTGGCCTGGGTGGCGGGCTTGG
TCACCTGGGCGGCGGTTGTTCCCTGCCGGTTCCCGTGTGGCGTTGGGGGGATTCCAGGCT
GCCGCTGCTACTGCGGTGGGGGTCTTGGGGTGGGGATGGCTGGGCACTCTCCCTCCTTCT
TTTCACGTTCCACCATCCATTTTAGAAGAACATAAACACTCACCTGAGCACAGGTGTTAG
CTCACCTTTGCACTAACAGTTTGCATGACTGAATGACTGAAATATTTCACACTAGTTGGT
TTTAAGGCATAAGTATGCGTGTGTGAACACTATCTGTTTTGTGTACATGTCGACAGGTGG
ACATTTTTGCAGCTAGCAGGTGTGTTTATAACATTTGAGTGTGTGTGTGGACAGGCCCCG
CCCTTTTTGTACTACATTTGAACCTTACCATAATGATTAACAACCAGTAAACTTGTTGCT
TTATGCTGCTTCATGGTCTTATCCCCCTTCCCCTCCTATTATCACCCCCTACCCCCCCCT
CTCTCTAGCGCCCCTCTCTCTTCTTCCCCTCTTTCCTTTTCCGTCCGGTCCAACACCAAA
GATTTTCAGACATGATTGAAATTAATAAAGTTTGGCCTCAATTACAAAAGGGGTTTATTC
AGACATACCTTTGGTTTGTCAGAAGATTAATAACCCCTCTTGTTAAAGCAAAATATGTCC
AACACAAGAGGCCCTCAGCTCTCGTCTGTCTGCCCAGCTGTTGGACAGGACAAGTTAAAA
AAAAAA
>CL254Contig2
AACTTGTCCTGTCCAACAGCTAGGCAGACAGATGAGAGCTGAGGGCCTCTTGGGTTGGAC
ATATTTTACTTTAACAAGAGGGGTTATTAATCTTCAGACAAACCAAAGGTATGTCTGAAT
AAACCCCTTTTGTAATTGAGGCCAAACTTTATTAATTTCAAACATGTCTGAAAATCTTTG
GTGTTGGACCGGACGGAAAAGGAAAGAGGGGAAGAAGAAAGAGGGACGTTAGAGAGAGGG
GGGGTAGGGGGTGATAATAGGAGGGGAAGGGGGATAAGACCATGAAGCAGCATAAAGCAA
CAAGTTTACTGGTTGTTAATCATTATGGTAAGGTTTAAATGTAAAAAAAAAAAGGGCGGA
GCCTGTCCACACACNCCCTCAAATGTTATAAACACCCCTGCTANCTNCAAAAATGTCCAC
CTGTCNACNTGTACNCAAAACANATNGTGTTCACNCNCATACTTATGCCTTAAAACCAAC
TA
>CL254Contig3
GGTTTATTTCGTGACATTTNAGGNCGCGGTCGATCGGTGAAGATGACGGAAAGCTCTGGG
AGCAAGCTGCTCAACGGGGAAGCCTGTCAGCGGACCCTACGTGGGAAAAATGCGGGCAAA
AATGGCTTCGTGAAGAACCACTGTGTGTTCGAACATCCACGGAAGTATCGCCGCCCAACG
GAAAGGATTTTTTCAGCATGCCTCCAAAGAAGCCTGGGGCAATGGTTGAATTCATTGCTG
AGAAATATGGCAACATTCCAGATGCTCCACCATTGAGGAATGGGCATGTGTTAAACATTT
TCTTCCAGCAAAAGCGTAAAGTTACGCAGACCATCCAGGAAATATCCAAGATCTTAGGAT
CAAATGTCGTAGTGAAACCATGGCAGATTAATTATTTGCTGAAAAAAACAATAAGAAAAT
ACCCACATTTCACACGTAAAAGTGATAAGCAGCATTTTCATGATGTGTGTGACCAAGAAT
TTAATTGCCACACCTCAGCTCAGCCTTCACCTGAGGCCCCATCAGTTTAACATTGATTAA
AATGAAAAACGTTAGTCCTAGATTACAGATGGGGGTTTATTCAGACATACCTCTGGTTTG
TCTGAAGATTCATAACCCCTGTTGTTAAAGTAAAATATGTCCAACACAAGAGGCCTTCAG
CTCTCATCTGTCTGCCCAGCTGTTGGACAGGACAAGTTAAAAATAATAGAAGAAACGTTA
TGTTTATGCGNATCATTG
>CL254Contig4



CTTGTGTTTAGGTCATCTCAAAATACAAAAAGCACACGTACATCTAATGCATAAAAAATT
GTCTCTCTCATTGGGTGGCGGTCTTGGTCGCCCGGGGGGCGGTTGTTCCCTGCCTGTTCC
CGTGTGGCGTTGAGGGAATTCCGGCTGCCGCTGCTGCTGCGGCGGGGGTATGGGTGTGGG
GGTGGCTGGGCGCTCCTCCTCCTTCTTTTCACATTCCACCATCCATTTTAGAAGAACATA
AACACTCACCTGAGCACAGGTGTTAGCTCACCTTTGCACTAATAGTTTGCATGATTGAAT
GAATGAAAGATTTCACACTAGTTGGTTTAAAGGCATAGGTATGCGTTCGTGAACACTATC
TGTTTTGTGTGCATGTTGACATGTGGACATTTTTGCGGCTAGCAGGTGTGTTGATAATAT
TTGAGTGTGTGTGAACAGGCCCCGCCCTTTTTGTACTACATTTGAACCGTACCGTAACGA
TAAACAACCAGTAAACCTGTCTGCTCTATGCTGCTTCATGGTCTTACCCCCCTTCCCCTC
CTATTATCACCCTCCTACCCCCCCCTCTCTCTAACGTCCCTCTCTCTTCTTCCCCTCTTT
CCTTTTCCGTCCGGTCCAACACCAAAGATTTTCAAACATGATTGAAATTAATAAAGTTTG
GCCTCAATTACAAAAGGGGTTTATTCAGACATACCTTTGGTTTGTCTGAAGATGAATAAC
CCCTCTTGTTAAAATAAAATATGTCCAACACAAGAGGCCCTCAGCTCTCATCTGTTTGCC
TAGCTGTTGGGCAGGACAAGTTAGAAAAAAAAAA
>CL254Contig5
GAGGCTTTGACGCCACCAGCCCGCGTGGTAATGCAGCTCTCGTGGGCTTCATTGCGGGTC
AGCAAGCTTCCCACTGGGGCACTAAAGAGGCTGAACAAAGAAAAACTGCTGTCATTTCCA
GCCTGGTCAGATATCTTGGTCCTGAGGCTGCATCGTTCATCCATTATGAGGAAAAAGATT
GGGCAAAGGAGGAATACAGTGGAGGTTGCCCTGTCAATGTCATGGCGCCAGGTCTGCTGA
CGTACTATCATCCCAGTCTGAGGACGCCCTGTGGCAGATTTTCAAACATGATTGAAATTA
ATAAATTTTGGCCTCAATTACAAAAGGGGTTTATTCAGACATACCTTTGGTTTGTCTGAA
GATGAATAACCCCTCTTGTTAAAATAAAATATGTCCAACACAAGAGGCCCTCAGCTCTCA
TCTGTTTGCCTAGCTGTTGGACAGGACAAGTTAAAAAAAAAAAATCCACCTGGGAGCTCT
TTACCAGTTTACCATGTGTAAAAATATGGCTGACATACCCTTTCAATCATTTTGCACCTA
AAGAGGTGAAATGAAATAATGCCTGAATGNGGNGGAATGTCCATCCATCCTGTAAACCTG
CCTGCATGTGTTTGGGGTTTGGGAGAGGCAAACATGTCATCAGTCCATCACAATGCTGAG
ACTTTCCTTTTGGGTGGTTGCCATGGCAGCTTGAGACTGTTATGGTGGTGACGTCCTGGT
CTGCAGCCATTGTTCTTCATAAACCACAGCTCCTAGTTTCTTTCTCGCCTGACTGTAAAC
CCAGTTTGATCCCAGCTCTCATAGCCTCCAGAGCAACTACAGCAGAATGTCTCTGGGAAC
TTCTCAGCACCAGAACATCCAGGTCCAGACCAGATAAATAAAGTGAACGGGCTGAACTTT
ATTTTATAACTGAAACTGGGACAAAGAATATTTACAGCAGCTAATGGACAGTTTGGCTAC
GCTTAGCAGGATGCTCCTCGTCGTCTTCTTCCCGTTCTCGTTTTCTGTGGCTGGTGTCCC
CTGATGCCGAAAGCGCCTCCTGCTGTGTCGGGGTTACCATGGCAACAGGTGCTGGATCGT
GGGTAGCATCGTTTGGGTACATGAGCCTCTTAGCCGTCGCCAGCATTTCCTGATCCTGTA
GCCAGGGGTGCTGCAGAGCTTCATCGATGCTCATCCTCTCTTTGGGGTCGACCACCAGCA
GCTTCCTCACCATGTCCTTTGCTTGGTTTGAAATGTGTTTCCACTTGTAGGGAACCATAG
TGAACTCTCCTCGAATGATCTGCTCCGACACAGAATGGTTCCCAAATT
>CL254Contig6
CNGCACGAGGGGAGTACACAGACCCACTACATTAAAAATACACAGTGTCAAGGATACACA
GGTTGAGGTACAGTATATAGTTAATAAAAAAATAATTAGTTAAAAAAGGATAAGAATAAA
TACCAAAATAAAAAGATTACATATACATACCACACCATAAAAACATTAATTACAATGACA
AATAAAAAGACAGTCCCTCCAGTGTTTGTCCTGAAAAATTTTACTTTGAGGATTTTTTTA
AGCATAATATACCTCTTCAGAACCATCCCCAGTTTTCCTTTTGCTCTCCTCCTTTCTTAG
TTCACCCTGAAACTCCTTCTGTCTGACAGAAGCCTCCATTGTTGCTGCCACTGAGGAGTA
ACATGAGGACCCAGAAGGCCTTCTGTTTCTCCATTGTATCTTAATGCAGCCCCTCAGTTG
CCCCCACTCTGTCTCCATTCCCACTGTGGTCATGGGCCACTGGCAGCCACAGATCCCAGT
CAACCTCAGCCTCTGGTGGCCATTTTGGCTGCAAGTCAGTAGGAACTGCCTGTGTGCTTG
CTCTGTGCAACCACACAGGCAGTTCTCATCCAAGAGCTTGAGATGTGATTGTGTGCACGG
CAATGTAGAGGTCACCGAGTCATGACAGAGTTGAAAGAACTGAGCATTCACTTGTATGAG
GGGAACACAGAAATTTGGTACGTTTTTCTACTGGACCATTTGTGACTGGAGTAATTAGAG
GTATATTGATTGATCGATCAATTGATGCATTGCGTTGTATTCCTATGATTCAGGACAGAT
CTCTCTGTCTGAGGCAAGTTGTTAATCAAATCAAACTATACCATTAAAAAAATTGTTTCT
TCCCCTCTTTCCTTATCCGTCCGGTCCAACACCAAAGATTTTCAAACATGATTGAAATTA
ATAAAGTTTGGCCTCAATTACAAAAGGGGTTTATTCAGACATACCTTTGGTTTGTCTGAA
GATTAATAACCCCTCTTGTTAAAGTAAAATATGTCCAACACAAGAGGCCCTCAGCTCTCA
TCTGTCTGCC
>CL254Contig7
TTTTTTTTTTAACTTGTCCTGTCCAACAGCTAGGCAGGCAGATGAGAGCTGAGGGCCTCT
TGTGTTGGACATATTTCACTTTAACAACAGGGGTTATTAATCTTCAGACAAACCAAAGGT
ATGTCTGAATAAACCCCTTTTGTAATTGAGGCCAAACTTTATTAATTTCAACCATGTTTG
AAAATCTTTGGTGTTGGACCGGACGGAAAAGGAAAGGAGGGAAGAAGAGAGAGGGATGTT
AGAGAGGGGAGGGTGATAGTGAGAGGGGGGGGTAAGACCATGAAGCAGCATAGAGCAGAC
AGGTTTACTGATTGTTTATCATTACGGTACAGTTCAAATGTAGTACAAAAAGGGCGGGGC
CTGTCCACACACACTCAAATGTTATCAACACACCTGCTAGCTGCAAAAATGTCCACATGT



CAACATGTACACAAAACAGATAGTGTTCACAAACGCATACCTATGCCTTTAAACCAACTA
GTGTGAAATCTTTCATTCATTCAATCATGCAAACTATTAGTGCAAAGGTGAGCTAACGCC
TGTGTTCAGGTGAGTGTTTATGTTTTTCTAAAATGGATGGTGGAATGTGAAAAGAAGGAG
GAGGAGCGCCCAGCCACC
>CL254Contig8
CTCTTTCCCTCCGTGCCTCCCTGCTCTCTGGCTCTGGGGGCCTTGCGGCGGCCCTGCTGG
CCCTGGCCTGGGTGGCGGGCTTGGTCGCCCGGGCGGCGGTTGTTCCCTGCCGGTTCCCGT
GTGGTGTTGGGGGGAATCCGGCTGCCGCTGCTGGTGCGGTGGGGGTCTTGGGGTGGGGAT
GGCTGGGCACTCTCCCTCCTTCTTTTCACGTTCCACCATCCATTTTAGAAGAACATAAAC
ACTCACCTGAGCACAGGTGTCAGCTCAACAGACTGAATGACTGAAATATTTCACACTAGT
TGGTTTTAAGGCATAAGTATGCGTGTGAACACTATCTGTTTTGTGTACATGTCGACAGGT
GGACATTTTTGCAACTAACAGGTGTGTTTATAACATTTGAGTGTGTGTGTGGACAGGCTC
CGCCCTTTTTTTTTTGGTTTTTTTTTACATTTGAACCTTACCATAATGATTAACAACCAG
TAAACTTGTTGCTTTATGCTGCTTCANGGNCTNATCCCCTTTCCCCTCCTATNATCACCC
CCNACCCCCCCTCTCTCTAACGTCCCTCTTTCTTCTTCCCCTCTTTCCTTTTCCGTCCGG
TCCAACACCAAAAATTTTCAAACATGTTTGAAATTAANAAAGT
>CL254Contig9
GGCCTCTTGGGTTGGACATATTTTACTTTAACAAGAGGGGTTATTAATCTTCAGACAAAC
CAAAGGTATGTCTGAATAAACCCCTTTTGTAATTGAGGCCAAACTTTATTAATTTCAAAC
ATGTCTGAAAATCTTTGGTGTTGGACCGGACGGAAAAGGAAAGAGGGGAAGAAGAAAGAG
GGACGTTAGAGAGAGGGGGGGTAGGGGGTGATAATAGGAGGGGAAAGGGGATAAGACCAT
GAAGCAGCATAAAGCAACAAGTTTACTGGTTGTTAATCATTATGGTAAGGTTCAAATGTN
AAAAAAAANCAAAACAAAAAAAAAGGGCGGANCCTGTCCNCNCNCCCCCTCAAATGTTAT
AAACCCNCCTGTTANTTGCAAAAATGNCCNCCTGTCNNCNTGTNCCCAAAACANATANTG
TTCCCCCCCATNCTTATGCTTTAAANCCCACTANNGTGAAATATTTCANTCNTTCNNCCT
GTTGANCTGACNCCTGTNCTCNNGTGANTGTTTATGTTCNTCNAAAATGGATGGNGNAAC
NTGNAANNAANGANGGANANTGCCNNTGGNTCANNCTGACCNNTCNNANCNCNNGANNCN
TANTTCTTCCNCTAAACCCTCCTTGNGACAANGGCTTTCNNGNCCNTCCCCCNNNCNGNT
TCC
>CL255Contig1
GGTTTTTATTCAAGATAAAAGACGCAGCGATTTTAAAAAAGGCTTTGACGTCTGCTCTTC
AAAAAACACGACAGTTCAGTTGGGTATTGCAGGTAAATGTTTGAAGCTCCGCCCCCCCAG
CATCTGGTCCCAGCGGTACCAGGTTCTGATGGAAAGTGAATGGCGTTTTTCCACAGTGAC
CGCGCGGCACGTTGAGTCTGACCGCACCGTCAGCGGATTCAAGTTTAACAAAATGCTGTA
AACATTCAGACAGAAACACTGCAGAAAACGGTCACAGTTGGGTGAAGTTCTGATGGAAGT
AAAAGCAAAACGTCTCACACATCAACGTTCTTGTGCAGTTTAAGAACAAAAAAGCACCTG
GGAACATTTAGCTGCTCATACCCACTTCACCGTCTGAAACAAGCGACTCCATAAAAAGCT
CTTTTAGCAAATGTTTTCACTTCAGGAAAAATAACCACAAAACAAGACCTCTTTATATAA
AAAACGGTTTTTAACATTTTTCAGTATAAAACATTACAGATTGTGGAGCCAATCAAACAA
ATTCATCATCAACAGTTTAAATTGTGAATTCCCAGTCAAACGTTCTACAATAAAATACAA
AGGGTTCTGTTAGGGATGTTTGAACTTTTTCTAACGATGGGAAAAATAGAACACAAAGCC
TAACAATCACTCTTTGTTTGCTATAATATTAATAATAAAAAACAAAACAAATGTGAACTC
CTGGTCCGAAAAAGAAAACCCAAGTCCAAAAATTTCTGGTCAACGTGGCGTCTATGCAGT
CTTCTGCTGGCCCTTCTTCCCGATGAGGGATTTGTGGATGTGGGGAATGACACCTCCACC
GGCAATTGTTGCCTTGATAAGAGAGTCCAACTCTTCATCACCACGAATTGCCAGCTGCAA
ATGCCGGGGAGTGATACGCTTCACCTTCAAGTCTTTGGAGGCGTTTCCTGCCAACTCTAG
TACCTCGGCGGTGAGGTACTCCAGGATGGCAGCGCTGTACACGGCTGCTGTGGCTCCAAC
GCGACCGTGGCTGGTTGTGCGGGTCTTCAAGTGCCTGTGGATACGACCCACCGGGAACTG
CAGCCCAGCCCTCTGCGAGCGAGAAACCGCCTTTGCCTTGGCCTTCCCGCTGTCTTTTCC
TGCCTTTCCTCCAGCCATTTTTTCGCCTCGTTATTTGATTGTAGAACTGAGTGAAAGGCA
AACAATTTCAGCTCCCGAAAGCAAAGAAACAATAAACCCTTTTGCAAATCTTTCGGAAGC
AACCCCTCCCCCGGCCATAAGGCCCGGGTTAAA
>CL256Contig1
ATATAGCCTCTGAGGAGAGAGCAGAGGCTAGGACTTGTCTGTGTCGCACGCAGCATCAGG
GGGGTACTTTCTGCTCGCCCGGCTTCGCTGACTCCCCGTCTTTCTCTCAGGTTTGGGCTA
CAAGCCGGCCCTCGAGGGTAAGGCTATGAACTTGTACACTGTTACCCTCAATGGCCCAGC
GCCATGGGGCTTCAGGCTGCAGGGAGGCAAGGACTTCAGCATGCCCCTCACCGTGTCAAG
GCTGACTCCAGGTGGAAAGGCGGCTCAGGCTGGAGTCGGGGTGGGAGACTGGGTGGTTTC
GATCTGTGATGCCAATGCTGAAGACATGACTCATGTGGAGGCACAGAACAAGATTAGAGC
AGCAACAGACTCCCTCACCCTCACCCTCAGCAGAGGTTCTAAATTGGTGGAAGAGCGAAA
GATGGAAACACTTGACAAGGGTGAACTGACCTATTTTGATGAAATCTACCAGCCCAAGCA
CGGCCTCAGGATGGAGAACATGCCATGTTTTATCCCCAACGACCGCAGCAAGAAGAGGCT
GATCGAAGACACGGAGGACTGGCAGCCCCGGACCGGCACCACTCAGTCCCGGTCTTTCCG
AATTCTGGCCCAGGTCACAGGCACCGACTTCATGCAGGACCCAAACGATGAAATTTCAAA



GAGGTCAAGGGAAAAGTTCCTGACTGAGATTCAGAGTCCTCGCTACGCCCGTCTGAGGGA
TTGGCACCATGAAAGGTCCGCTCGCGCCC
>CL256Contig2
TCAGGGGGGGATCTTCAACGGCTTCCTGACGCCGAGAGGAAGTCCCAAAAAGTAGATAAT
TTTTGGGGATATAATATTTTTTAAATTCTACTCCCCGTCTTGTGGTGTCTAGCGGATACA
AGGAGGTAGAGGCTATGAACTTGTACACTGTTACCCTCAATGGCCCAGCGCCATGGGGCT
TCAGGCTGCAGGGAGGCAAGGACTTCAGCATGCCCCTCACCGTGTCAAGGCTGACTCCAG
GTGGAAAGGCGGCTCAGGCTGGAGTCGGGGTGGGAGACTGGGTGGTTTCGATCTGTGATG
CCAATGCTGAAGACATGACTCATGTGGAGGCACAGAACAAGATTAGAGCAGCAACAGACT
CCCTCACCCTCACCCTCAGCAGAGGTTCTAAATTGGTGGAAGAGCGAAAGATGGAAACAC
TTGACAAGGGTGAACTGACCTATTTTGATGAAATCTACCAGCCCAAGCACGGCCTCAGGA
TGGAGAACATGCCATGTTTTATCCCCAACGACCGCAGCAAGAAGAGGCTGATCGAAGACA
CGGAGGACTGGCAGCCCCGGACCGGCACCACTCAGTCCCGGTCTTTCCGAATTCTGGCCC
AGGTCACAGGCACCGACTTCATGCAGGACCCAAACGATGAAATTTCAAAGAGGTCAAGGG
AAAAGTTCCTGACTGAGATTCAGAGTCCTCGCTACGCCCGTCTGAGGGATTGGCACCATG
AAAGGTCCGCTCGCGCCCTCAATATCAAATCCTGAGCGACGCGCTTGAAGCCCCGGAACG
CAGAGCCCGCTAGGGAAAGTCGCACCTCTACAGCTGACGATGTCCACATGCAAAGCCCGC
TCTCATGGCAGTTCACCTTTCACTAACCGTTGGGGTGAAAAAGAAGAAGTTTGGGGAAGT
AATGAAAAATAAACCAAAAAAGAAGCATAGCTTAGATGACGAAGCCTAAAGTGGAACCCT
GTGTACTGAGCCGAAATGTAAAATCTCCCTCTGAATGTCTCACTTTCTCACAAGTTTTCC
ATTTCAAACTGAATTAGTGGGAGTAAACTGGTTGGAAGGTGGAGCTATTTCTTAAGGGTG
AAGGTCAGAAGCTCCTTTGATCTGTTTTTCCTCTCTGTCTGTGTTTCTCTTCCTGCCTGT
TTACATCTATTAAACTCTTCATCCTTAAGTTTTCATTTCTGCTCTCATCTAACAGACAAC
CACAGAAAACGTTTTTTTTTCTTTCCTGCTGTCATCACCAATCTCTAAAAATACAAAAAA
TCTGAAAAACCAAAAAAAAAA
>CL257Contig1
CATTCGGTAGCTAGCTGTCCATCAGGCGGGGTGGTCTCATTCAGGAACGGAAGAACCTCA
GAAACTAAGCAAAATGTCTCTGTCTAACAAACTCACCTTGGATAAGGTGGACGTCAACGG
GAAGCGGGTCGTCATGAGAGTTGACTTCAACGTTCCCATGAAGGGCAGACAGATAACAAA
CAACCAGAGGATCAAGGCGGCAGTTCCCAGCATCCAACACTGTCTGGACCACGGCGCCAA
GAGTGTGGTGCTGATGAGCCACCTGGGCCGTCCCGATGGAAACGCCATGCCAGAGAAATA
CTCCCTGGAGCCGGTAGCAGCTGAGCTGAAGAGCCTGCTGGGAAGAGACGTCGCCTTCCT
GAAGGACTGTGTCGGTCCAGACGTGGAGGCTGCCTGCGCCAACCCTGCTGCCGGATCCGT
CATCCTGCTGGAAAACCTGCGCTTCCACGTTGAAGAGGAGGGAAAAGGCAAAGACGCTGC
TGGAAACAAGACCAAGGCCACACAGGAGCAGATCGATGTTTTCCGGGCGTCTCTGTCCAA
ACTAGGAGACGTTTACATCAACGACGCCTTTGGCACGGCGCACAGAGCCCACAGCTCCAT
GGTGGGAGTGAACCTGCCCCAGAAGGCTGCAGGCTTCCTCATGAAGAAGGAGCTGGACTA
CTTCGCCATGGCGCTGGAGAAACCTCAGAGGCCCTTCCTGGCCATCCTGGGGGGAGCAAA
GGTGAAAGATAAGATCCAGCTGATCAACAACATGCTGGATAAGGTCAATGAGATGATCAT
CGGCGGCGGCATGGCCTTCACCTTCCTCAAAGTCCTCAACAACATGGAGATCGGTACGTC
TCTGTTCGACGAGGAGGGCGCCGCCATCGTCAAAGACCTGATGGCCAAAGCGGAGAAGAA
CGGCGTGAAGATTACGCTGCCCGTCGACTTCATCACGGCCGATAAGTTTGACGAGAAAGC
CGCCACCGGCACCGCAACCGTCGCCGCAGGCATCCCCGCCGGCTGGATGGGTCTGGACTG
TGGACCGGAGAGCTCCAAAGCCTACGCCGAGGCGGTGGGCAGGGCCAAGCAGATCGTGTG
GAACGGTCCGGTCGGTGTCTTTGAGTGGGAAAACTTTGCAAAGGGAACCAAGAACCTGAT
GGACAAAGTGGTGGAGGTGACCCAGGCGGGCTGCATCACCATCATCGGTGGGGGCGACAC
CGCCACATGCTGCGCCAAATGGAACACAGAAGACAAAGTCAGCCACGTCAGCACAGGAGG
CGGAGCCAGTCTGGAGCTGCTGGAGGGGAAAGTCCTGCCTGGCGTGGAAGCCCTCAGCAG
CGTCTAAAGCTGCTGTCAAGCTGGAGAAGAGGGTAGCTGCTCAACCATTTATTCCTGAAA
CACCCCACAGAAGTGACTAACCACCCCCCCCCCCTCACCTGTACCAAAAAGGGGCGTCCT
CCTCC
>CL257Contig2
TTTTTTTTTTGGACACAGACGCTTTTATTGGAACGGATCATCTCCGTCAGAAAAAGACAG
ACGACTGCAGCGAACACAGTAAATGTAACATCAAAACACACTTTCACAACCTCTACACAG
ATGCACGGCGTGAAGCGGCTGGAGGCGCGGTGAAGATCCCTTTGCGGTCACGCACAGAAG
AGCCAATGTTCAAGTTTGTCGTTGGGGCGAGAGCGGGCGGCCGCCTTCACCGCCACACGC
CCTCCACTGCTGCAGCCGCTCGCTGCAGTTCACTCAGGAGACGTAAGGCGGAGCTCTCTA
CTTGTTAGTGACAGCAGGTCTGAGAGGAGGAGGAGGGCGCCCCTCTCTGGTACAGCTGAG
GGGGGGGGGGGGGTTAGTCACTTCTGTGGGGTGTTTCAGGAATAAATGGTTGAGCAGCTA
CCCTCTTCTCCAGCTTGACAGCAGCTTTAGACGCTGCTGAGGGCTTCCACGCCAGGCAGG
ACTTTCCCCTCCAGCAGCTCCAAACNGGCTCCNCCTCCTGTGCTGACGTGGCTNACTTTG
NCTTCNGNGTTCCATTTGGCGCACCAT
>CL258Contig1
CTTATTGGAAAGCAAAGATTTATTGCAGACAATAGCAAAAGCAGCTAGTTCCAGAACAGC



ACTTAGCAGTAGAAACGTGTCCGCTTCACAAAAACTTTGCCCAAGATAAAGTTCACAGAT
AAGTACAAGGATTAGAACAATGATTACATGACACTTCCAAAGAAGACTTTGCCTGTTGTG
GGCCAATGGGTCTATGCTCTAAAGACTATGGAAGACACAGTAGACCACACTGTGAACATT
GGGTTTCTAGTGAAAGTGATCTACACACAAAACCCAGGACAGGAAAAGGCAATCAGTAAA
TATCACAAATGTCACAGAGTCATCTTTGGGTGGTTACAAGGTTATGATATAGTGTGTACA
GGTGAGGACAGAAAATGGCTGAATGAGGAAAGGAAGTTAGCTTGAGTAGCTAATGGGTCG
GATTACTTTTCTGTCACGATGGTTTTAGCGTTGGTGTAGGTGACGCCTTTGTAGATCCCA
CTGGTGTTGAACTTGAGGGTTTTCCCGTTGTAGCAGGTTATCTTCACCTTTCCCATGTAA
GGGAGATCCATAGTGGCTCTGCCAATGGTGACTTTCACATCCACCGTCTTCCCAGGAGGA
ACATTGACCGGGAAGGAGAACGTCTCCTTCCTCTCATCGGTGTTCTCTAGACCGTAGGAG
CTTTCTGTACTGGCAGTGAAGCTGAAGCCAGTAGTCGCTTCGACCACCTCTGGTATCCCT
GCCTTGACCTCAAATTTGAAGGTCGCTTCCATTTTGTTTAACACGGACCAGGAGGATTTC
TTGGTGATGGTTTTACTGGAATTCAATTGTGTACGACTG
>CL258Contig2
TGGGAAGGCAAAGATTTATTGCAGACAATAGCAAAAGCAGCTAGCTCCAGAACAGCACTT
AGCAGTAGAAACGTGTCTGCTTCACAAAAACTTTGCCCAAGATAAAGATCAAATACAGGA
ACAAAGATTAGAATTATGATTACATGACACTTCCAAAGAAGACATTGCCTGTCGTGGGCC
AATGGGTCTATGCTCTAAAGACTATGGAAGACACAGTAGACCACACTGTGAACATTGGGT
TTCTAGTGACAGTGATCTACACACAAAACCCAGGACAGGAAAAGGCCAGCAGTAATTATC
ACAAAGGTCACAGAGACGACTTTGGGTTGTTTCACGGTTATGATATAGTGTGTACAGGTG
AGGACAGAAAATGGCTGAGTGAGGAAAGGAAGTTAGCACGAGGAGCTAATCGGTCGGATT
CACTTTTCTGTCACGATGGTTTTAGCGTTGGTGTAGGTGACGCCTTTGTAGATCCCGCTG
GTGTTGAACTTGAGGGTTTTCCCGTTGTAGCAGGTTATCTTCACCTTTGCTGTGTAAGGG
AGATCCACAGTGGCTCTGCCAATGGTGACTTTCACATCCACCGTCTTCCCAGCAGGAACA
TTGACCGGGAAGGAGAACTTCTCATTCCTCTCATCGGTGTTCTCTAGACCGTAGGAGCTT
TCTGTACTGGCAGTGAAGCTGAAGCCAGTAGACACTTCGGCCACCTCTGGTATCCCTGCC
TTGACCTCAAAACTGAAGGTCGCTTCCATTTTGTTTGACACAGACCAGGAGGATTTCTTG
GTGATGGTTTTACTGGATTCAACTGTGTAGGACTGATCCACACCGGTGTTATTGGTGTAA
GTGACAGCCTTGATCTCCTCTGTGGCCACCTGAGGGATCACCTGGTGGAGGGTGGGGTAG
TAAACGTTGATCATCTCGGTTGACTTGATGGTGTTGATGAACACAAACCCCAGACTATCT
ATGTCACTACCACAATTTCCTAAAACTCCCAGACAAATCCCAGACCCAACATCAATGGGG
TACTCTTTTTTCAGATCCCACTTGGTCATCTTTGGGAAGAATTCTTGTCCTGCTGTTGTC
CTGATCCTGATGGCGCCTAGGCGAGTTCCTGCACCATTGCCCCACAGCGAGAGCGACTTA
ATCTGCTCGCCATCCTTAAATTCCATCTCTGAAAATCCTCCTTCAGCCCTTCCAAACTGC
CTGACCCGACCATCGGTCAGCCAAACCTTGATGCCCTTCACCTGCCACCCTCCTACCCAC
ACCCACAGCTTCTTTAGCGTGGCCCCGTTGCTTTCCCCGGTGAAACTAAAAGAATCACCG
CCTTGTCCACCAATCATAGTCATAGGTACCAGGTACAACATCTTTGCGGTAGAACAGCAA
AGTTAGACCTTTGATTGGACCTTGGGTTCTGGTTCTG
>CL258Contig3
ATGATAGCAAAAGCAGCTAGCTCCAGCACAGCACTTAGCAGTAGAAACGTGTCCACTTCA
CAAAAACTTTGCCCAAGATAAAGATCACAGATAAGAACAAGGATTAGAACAATGATTACA
TGACACTTCCAAAGAATACATTGCTTGTTGTGGGCCAATGGGTCTATGCTCTACCACACT
GTGAACATTGGGTCTCTAGTGACGGTGATCTACACACAAAACCCAGGACAGGAAAAGTCA
AGAAGTAATTATCACAAAGGTCACAGAGTCATCTTTGGGTTGTTCCACGGTTATGATATA
GTGTTTACAGGGGAGGACAGAAAATGGCTGAATGAGGAAAGGAAGTTAGCATGAGTAGCT
AATGGGTCGGATTCACTTTTCTGTCACGATGGTTTTAGCGTTGGTGTAGGTGACGCCTTT
GTAGATCCCACTGGTGTTGAACTTGAGGGTTTTCCCGTTGTAGCAGGTTATCTTCACCCT
TCCCATGTAAGGGAGATCCACGCCTGCTCTGCCAATGGTGACTTTCACATCCACCGTCTT
CCCAGGAGGAACACTGACTGGGAAGGAGAACGTCTCCTTCCTCTCATCGGTGTTCTCTAG
ACCGTAGGAGCTTTCTGTACTTTCAGTGAAGCTGAAGCCAGTGGACACTTCGACCACCTC
TGGTATCCCTGCCTTAACCTCAAACTAAAGGTCTTTTCCATTTTGTTTGCCT
>CL258Contig4
TTTTTTTTTTCTTATTGGAAAGCAAAGATTTATTGCAGACGATAGCAAAAGCAGCTAGCT
GCAGCACAGCACATAGCAGTAGAAACGTGTCAGCTTCACAAAAACTTTGCCCAAGATAAA
GATCACAGCTATGAACAGGGGTCACAGGGTTGCCTTTGGGTTGTCACAGGGTCATGAAAT
AGTGTGTACAGGTGAGGACAGAAAATGGCTGAATGAGGAAAGGAATTTAGCACGAGTAGC
TAATCGGTGGGATTCACTTTTCTGTCACGATGGTTTTAGCGTCAGTGTAGGTGACGCCTT
TGTAGATCCCGCTGGTGTTGAACTTGAAGGGCATCCCGTTGCAGCAGGTTATCTTCACCT
TTCCCATGTAAGGGAGATCCACAGTGGCTCTGCCAATGGTGACTTTCACATCCACCGTCT
TCCCAGGAGGAACATTGACCGGGAAGGAGAACGTCTCCTTCCTCTCATCGGTGTTCTCTA
GACCGTAGGAGCTTTCTGTACTGGTGGTGAAGCTGAAGCCAGTAGACGATTCGACCACCT
CTGGTATCCCTGCCTTGACCTCAAAACTGAAGGTCGCTTCCATTTTGTTTGACACGGACC
AGGAGGATTTCTTGGTGATGGTTTTACTGGATTCAATTGTGTAGGACTGAGGCACGCCTG
TGTTATTGGTGTAAGTGACAGCCTTGATCTCCTCTGTGGCCACCTGAGGGATCACCTGGT



GGAGGGTGGGGTAGTAAACGTCGATCAGCTCAGTTGACTTGATGGTGTTGATGAACACAA
ACCCCAGACTATCTATGTCAACCTCACACCTTCCTATAACTCCCAAACAAATCCCAGACC
CAACATCAATGGGGTACTCTGTTTTCAGACCCCACTCGGTCATCTGTGGGAAGAATTCTT
GTCCTGCTGTTGTCCTGATCCTGATGGCGCCTAGGCGAGTTCCTGCACCATTGCCCCACA
GCGAGAGCGACTTAATCTGCTCGCCATCCTGAAATTCCATCTGTGAAAATCCTCCTTCAG
GCTTTCCAAACTCCTGGACCTGACCATCAGTCAGCCAAACCTTGATGCCCCTCACCTGCC
ACTCTCCCACCCACACCCACAGCTTCTTTAGCGTGGCCCCATTGCTTTCCCCGGTAAAAC
TAAAAGAACGACCGCCTTGTCCCCCAATAGTAAGCACAGGTGCTAGGTAAGACATCTTTG
TGGTAGAACAGCAAAGTTAGACCTTTGATTGGACTTTGGGTTTTGGTGCTGGGTGGTGTG
GCTCCCTCGTCAGTGCT
>CL259Contig1
GGAATTCGGCACGAGGACATGGCTGACGTGACTGTGGCGGACGACGGGAAACTCAGCAAA
AATGAGCTGAAGAGACGAATGAAAGCAGAGAAGAAGGCGGCCGAGAAAGAAGCGAAAATC
AAAGAGCATGTGGAGCCCAAGAAGGAAGCCAATGATCAGGGAGATCAGAATGCCTCTGGG
TTGGATGAAGAAACACTTGACCCCAACCAATACTACAAGATCCGTACCCAGGCCATTCAG
GAGCTGAAGGGCACAGCAGAAGACCCATACCCACACAAATACCATGTAGACTTGTCTCTT
ACAGAGTTCATTGAGAAATACAATCATCTACAGCCTGGAGACCAGCTTACCAATGTTGTC
CTCAACCTGTCAGGTCGCATCCATGCCAAGAGGGCCTCTGGTGCCAAGCTGCTCTTCTAT
GATTTACGAGGGGAAGGCGTCAAGCTGCAAGTCATGGCAAACTCAAGGAACTACAAGTCT
GAGGAGGCCTTTGCAGCCATCAACAACAAACTGCGCCGAGGCGACATCATTGGCGTCCGC
GGAAACCCAGGCAAGACAAAGAAAGGGGAGCTGAGCATCATTCCCATTGAGATGACCCTG
TTGTCCCCATGTTTGCACATGTTGCCCCACCTGCACTATGGCCTCAAAGACAAGGAAACA
AGGTTCCGCCAGCGGTACCTGGATCTGATCCTCAATGACTTTGTGAGACAGAAGTTTATA
ATTCGGGCCAAAATCATCACATACCTGCGCAGCTTTCTGGATCAGATGGGGTTTTTAGAG
ATCGAAACACCAATGATGAACATTATTCCGGGCGGAGCTGTGGCCCGACCATTCATCACG
CACCACAACGAGCTTGACATGAAACTCTACATGAGGGTCGCCCCAGAGCTCTACCATAAG
ATGCTTGTGGTCGGTGGAATAGACAGAGTGTATGAGGTTGGTCGTCAGTTCAGGAACGAA
GGCATCGACCTGACCCATAATCCCGAGTTCACTACCTGCGAATTCTACATGGCGTATGCA
GACTACACCGATTTGATGGAGATCACAGAAAAACTGCTGTCAGGAATGGTGAAGCACATT
ACTGGGGGGTACAAGGTGACTTATCACCCTGATGGTCCAGAGGGACAGGCCTATGAGATT
GACTTCACTCCACCGTTCAGAAAAGTCAGCATGACGCACGACTTGGAGAAAGCCATGGGA
GTCAAATTCCCTCCTACTGACAGCTATGACTCTGATGAGACTCGTAAGTTCTTTGATGAC
TTGTGTGTCCAAAAAGGTGTTGAATGTCCTCCACCAAGAACCACTGCCCGCCTTCTGGAC
AAGTTGGTTGGAGATTTCCTTGAGGTCACATGTATCAACCCAACATTCATCATTGACCAC
CCTCAAATCATGAGCCCTCTGGCAAAATGGCACAGATCCAAGAAAGGTCTAACAGAGCGC
TTTGAGCTCTTTGTGATGAAGAAGGAAATCTGCAACGCCTATACGGAGTTGAATGACCCC
ATTAGACAGCGGGAGCTTTTCGAGCAGCAAGCCAAGGCCAAAGCTGAAGGCGATGATGAA
GCCATGTTCATCGATGAAACCTTCTGCACAGCACTGGAATATGGTCTGCCGCCTACTGCA
GGCTGGGGGATGGGCATCGACCGCCTCACCATGTTCCTCACCGACTCCAATAACATCAAG
GAGGTATTGTTGTTTCCAGCCATGAAGCCTGATGATAATAAGCCAACCGCCCCTCCAGAC
AGTTCCCCTGCCTTGTAAGGCCTGTAGCAGCTTCTGCGGCTCCTCTCTGCAGAAGGCTTT
ACCTCACTGTGCTCATCGGTGGAGGATGCAGGTCTAGTTTTTGTTGGTGGGGTTCTCAGG
AGAAATCCTTGTTCCAACTTGACTGACTGGTGAACAAAATGTTTTTCTTTTGTATTTCCT
ATATTTCTGTGCCCACGTTTGCACCATACGGTTTTGGCTAAATCAGATGTTTTAATCCAC
TCTGTCTCCCCGATAATGTTTTTTATCACAAACTGATAAAACTGCTGTTATGGCCAAAGC
TTCATCTACTTTGAACTACTTAGGAGTTTCCTTGCTTTGGCTATCAAATACCACACATGG
ATCCATATTTACTGAAACAACTCTGGTTCTAGTATTTTAAATCTTCTTTGGAAACCTTTT
TTTCTCTTTTTACTGGATCTGCATGTAAAACCCCGTCTGCTGTTTTCCATCAAAAACTCA
CTCAAGTCATTGTTTTTCTGAAGTTCGAACATGGGTTTGTCCAAATAAAATGCATTTATG
TCTAAAAAAAAAACCTCGTGCCG
>CL260Contig1
TTTTTTTTTTGAAAGTGGGTGTTTGGATTTATTGCAGGCGACTTTGATGAAGCGTTTTGC
TTTACAGCTTTTTATATTGGACCTTCGTGGTGTTTCTACTTTCCGGCCAGCTGTTCGTAC
AGTTTGGGGACGTAGTCGTCCCACTCGGCCTGGTAGCAGGTTCCCGCCACCGGAGCGTCC
AGGTTGTATTTCTGCCTGAAGGTCTGGATCTTGAACTTTCCTCGGCCGTCTCCGGAGCGG
TTGGTGAGGACCTTCTCGGAGCAGGACAGGCTGCCGGGCTGCTCGTACACCAGCCACACG
TACCTGTGCAGACCTGTGCCTTTAGGGGGTCCAGAGCCCACGTAGTCTGACAGGACGCAG
CCGGAGGACACGTCGTTGCCCTTCATGTTCACCACCAAGAAGTGATGCCACTCCCTAAAT
TTGGGGTCTTTCCTGCTGGGAGCATCCGGGTCGGTCAAAGCCAAAGTGTACAGTTTACTC
GGGTCACATCCGTCCCACTCCACGCTGGTGGGTCTATTCTGCACCTGCGTGGGAGTGAAC
ACTTTCCCGAGCTCGTCGATCTCCAGAGAACCGTACTTCACCACCAGAGGCACCGCGGGC
TTCTCCTCCACCTCCTGCAGGGCCAGAGCCCCGGACCACTGGCTCAGATCGATGGGCATT
TCGCGGCGTTCCTCTCTGCGTCTGAGGCGCGCGCTGCACACAGGAGAAAGCCCTCCTCGT
GCCGA



>CL261Contig1
TTCGGCACGAGGTTTTTTTTTTGGACAGGAATATTTTATTGTGTTTGTGATTCTTGATGT
TGTTCACAAATCCTCTCAGTGGCTTTGATTCAGGAAGTCGGATCCATTAGTAGGATGCCA
TTTTATTGCTGATCCAGTCGATGTAGGAGCTGACTTGGGTGAAGACGGTGGGCTTCTTGG
GATAGTTGCAGCTGAGTCCAGATCCAAAGCTGACGATGCCATGAACCTCCCAGGAGCCAT
CAGCGGCCTGACAGTTGAGGGGACCACCAGAGTCTCCGTTGCAGCCAGACACAACTCCGT
CTCCACCTGCACAGACCATGGTCTCCGTCACCTGGAAGCCCCACCAGTCTGACTTGCTGC
ATGTTGCGTGGTCCACCACAGGCAGAAGAGCCTGCTGCAGGATGTCTGCAATGGGACCTC
CGGTGTAGATGCGGCCCCAGCCGGTGACGAAGCAGGATTCGTTGTGGGGGAGGAGAAAGC
CAGCGGCGGGGAGACAAGCAGCCATGATTGAGTCTGAGAACTCAACGGGAGACTCCAGCT
TGATCAGGGCAATGTCATTTCGAATGAACAGGGAGCTCCAATTCTCATGAACAATGATGT
TGGCTGTACTCTTGAACACAGAGCCGTCCTCTGTCTCAGGCAGGTTGTGCTTCCCCAGGG
CAACTCTGTACTCCCTTCCAGAACTGATACAGTGAGCAGCAGTGAGCACCCATTGGTCAG
AAATCAGAGTACCCCCACAGGTGTGTCTCCACTCACCATTGCTGTTATACTGCAGGGAAA
TCTGCCAGGGCCAACTGTTAGGCCTGACATCCTGTCCTCCCACCACTCTGCCCAAGATGG
GGGGAAAGGTGGGCAAGCCGCACCCGTAGGCACCAGCAACAAACAGGGCAAGCACTAAGA
ACTTCATGGTGTCTGAACCTCCACAACTTTT
>CL262Contig1
TTTTTTTTTTACTTTTGACAAAAGGATGATTTTTTTAATGATAAATCTCAGGAACTAGAA
TTCCAATCCCACCAACAAACATGAAATATCTTTAAAAAAAATGCACTTTTTTCATGTCGA
GATTCCTTTTTTAATGACATAATTTCTGGTTCAAACCAAATTGTGGATACTTCTTTATTT
ATGTACAGAAAACAGGTAAAGAGAAAGCATTAAAGGAGCCCTCCTAGACTGTAGTTTAAT
AATTGACGGTCTTGGCCGGCTTCGTCTCGTCCAGCTCTGCTTCCAGGTAACGGAATCGGC
GATGCCGACGCAGGATCTCGATGGCCTTCTGCTCTACAGAATTAGCAGTGATGCCCAAAT
CCTCCAGACCCGGCAGTTCGGGATACTTCATGTCGGTTGTGTGAAACCTGTCCACTTTAT
CCGGGGTCGTCCAGGGCTCAAAAGGATTCAAAGCGAAAAACTGTGCAGCCAGATGGTAGA
GTGGGCGGGGCAAAGGGTAGGGCACGAAGGGCCTGTGCGCCACGGCGTAGATGTACTCCA
CCAGGTCGTGGAGAAGATACCGGTTTGGACCAACAAGCGCGAACGTCTTCCCATTTGCAT
CAGGGTCTCTGGCTGCGTTAATAATGGCCTTTCCCACATCGGCCACATATACGGGCTGCT
TTACTGTCTTCTTCCCCAAAGCCATTAAAGGAATAGCATTGCCAAACCAGCGCATGTTTG
CAAAGTAGTTGAAGAATCTGTCCTCTCTTCCAAACATTTCCGACGGCTTCATGATGATGG
CATCAGGAAACTCCTCCCTCACCACCTGTTCTCCAACAGCCTTGTTCCTCAGGTATTTTG
ACGGGCTGCGTATATCGGCGTTGAGGTGCGACAGGTGGATGAACTTGCTGATGCCCGCCT
CTTTAGTGGCTCGTGCCAGCTGCTGTGGGATGGTCACGAAGACATCTTGGAAGCTGAAGT
TTCTCGTCTCCCATTCTCTGCCAACCAGGTTGATGACCACATTGGAGTGCTCCAATGCCC
GCTTAATGGAGTCTTTGTTTTTTGAATCCCATTCCAGGAAAATGATTTGTCCCAGATCCC
CCATAGGTCGAAAGTACATGAGGTCGTACTGATCACAGCGGTGAGGGATGATAATCTGAG
AACCCATGCGACCCAGCCGGTTGACCACATATCGACCTAGGAAACCCGTAGCACCGAAGA
CAGTGGCCGATATTCCGCTCGATGATGAGCGTCCTCCTTTCCCCTTGGGGATGACAGCAT
GGTGGACCTTCCTCTGCTGGACTGTGGTGACAGAGGCTGCTGCTAATCCAGAGGGGGAGC
AGCTGCTCGATATCCTTGGAAGGACACTCGCAGAGCGGCTAATCAACACCGCGGTCGCCA
TCTTTCCGACTACGGCAGACGG
>CL263Contig1
TATTTGTTTATTGTTTGTTTCTTTGTACACAAATTAGTAAAACGGGTAAAGAATTCCCAA
CAAAATGACAAATTTAAAACAGAGGCTGTGAAAAAAGCCAAGCTAAGGTTGTGTTTGCAT
TTTCTTTTACATTATTTTGAATTCAAGGCAGAGGAAACTCTTAACCAATCAGTTAAGATC
AAGAACTGAAGAGTAGGATAATGACTACAGCAGATAAAATAGAGGAAAGTAAAGTGTCTC
TGGACACCCAGGATCAGTGGTTCATCAAAACTTAAAAACGCTTCACGTTTGCCTTTGATT
ACAATAATGACTATCCTGAGCTGGATTTAAGCAGGTTTACCTTCGGGGTAGATTCCCCAG
ACTGTGCCGAGAGGAAAAAACACCAGCGTCGCCTTTTTTTCCCTAAAAACAATCCAACAT
TTACCACAGTTTCACATTTTCCTTCCCCTCATTCTCTCAAACTACCTGAAGCAAAGAAAA
GGACACGGTGAGCGTCCAGAACGCCCCGCCACTGCAGCCGGGTGACTTCTGGGGCTGTGG
CGAAGCGGCTCACAGCTCGCAGATCTGAGTCTCCACCACAAAATTGTTCTCGAAGTGACG
GATCTTGCGGCAGTTCTGCACTTCGCGCTTCTGCATACCCAGAATCCTGTCTCTGCGCTG
CAGCTTGTAGGTCTCCTTGTTGCGGCAGAGGTTGTAGATGAAGTAGCCGAGCTGGTCGAC
GCGCTCCAGACGCTCGGTCACCACCATCTCCTCGTGGACCAGGTATGACTGGGGCAGGTA
GGTTCCAGCCTTGACATTGATGAGCAGGTCCAGGAGGTCTCTGGGGGGCATGACAGCGGA
GGTGTTGAGGGGGATGACATAGCACTTGTCCAGGCTGAGGTCCAGGTACGCCGTCATCCT
CCTGTCGAAGTCGTGGACGATGTCTGCTGGGTCCCCGTCTTCAAAGTTAGGAACGGGAAC
GCTGATGATCTCCACCTGCTCCTCCTCCAGGATGCGGATGGTCATCTCCAGCTCCCGCAG
GCTGCTGGGAACATCCACCTCTTCATCTCTTATCATATAGTCGTCTTCAATGTAGTTGAC
TCCACAGAAGAACACCGGCTCCCCCATATGGCTGATGGCGTCTGTCGGTCCTGTGTAGTA
GCGGAACAGGTAAGCTCCTGCAATCAGCACTCCAGACAGCATGAGGGCCACGCCCAAACA
CACGCACCAGCACCAGGCCCGGGACTGGCGACGCACCAGCACAGCTGTCTCTACGTCCAC



TTCGACTTCCTCCTCCGGAATCAGACTCTCGTCGTCTTTTTTCACCTCCTTTTGCGCCAG
AGCGCTGTTAAACGAAACTTTCACCATCTTGAGGAAAAAATGCTGAAATTTTAGAAATGA
AGAAAGTATTTATACATATAAAAACAAACTCAAACGGGGAACAGAAGCGATTCGCTCCTA
AGTGGAAAAAGTCGCACTTCTTCTCTCCCGGCCATAAGGCCCGG
>CL264Contig1
AATCCAAGATGGCCGCCGCCGTAGGAAGACTGCTCAGGACTTCTCTTCAGGCAGGAGCTG
CAGGGGGGGGCCTGAGAGCGGCAGCCCTCGGTCAGCGTGGAGCCTGCGGGGGGGCCAGGG
TCTTCACTGCTGCAGCGCTGCAGAGATCCTCCTTCTCCACCAGCGCCTCCAGATGGGCCC
CCGCCGTCACTCAGCCTGCCCCTGCCTTCAAGGCCACAGCCGTCCACAACGGAGAGTTCA
AGGACTTGAGTCTAGCAGATTTCAAAGGCAAATATCTGGTCCTGTTCTTCTACCCTCTGG
ACTTCACCTTTGTTTGTCCGACTGAGATCATCTCCTTCAGCGACAAGGCCAGCGAGTTTC
ATGACATCAACTGTGAGGTGGTGGGGGTGTCTGTGGATTCTCACTTCACCCACCTGGCGT
GGATAAATACTCCCCGAAAGGCCGGAGGCTTGGGGAACATCCACATCCCCTTACTGTCGG
ACCTCAACAAGCAGGGGACTCGCAGGAGAGCAGACCATGGCGTGTGTGTTGGCGTGTGTG
CTGCTTCTCTGTGCTCTGGTCCACAGGAGCTCATCATGTGCGTCCACTCAACGATGCTCT
GATGAACGGACGCAGAAACTGGACCCTGAAGTGAACATGAACATTTCAGAGATCATCAGG
AGGTGGGGTTATCCGGCAGAGGAGCACGAGGTCGTGACGGAGGACGGGTACATTTTGAGC
GTCAACAGGATCCCGAGTGGACTTAAACGCACCGCAGGTCCGAAGCCGGCGGTCCTCCTG
CAGCACGGCCTTCTGGCGGCGGGCAGTAACTGGGTCACCAACCCTCCGAGCTCCAGTCTG
GGCTTCGTTCTGGCCGACGCCGGTTACGATGTGTGGATCGGAAACAGCCGGGGAAACACC
TGGTCCAAGAGGCACCGGACCCTCACACCAGACCAGGAGGACTTCTGGAAGTTCAGTTAT
GATGAGATGGCTCTGAAGGATCTTCCCGCCGTCATAAACCACGTCCTGAATGTGACGGCC
CAGGACCAGATCTTCTACATCGGACACTCTCAGGGAACAACCATCGCATTCATGGCATTC
TCGGCGCTGCCAGAACTGGCCAGTAAGGTCAAGCTTTTCTTCGGTTTGGCTCCCGTAGCG
ACTGTGGCGTTCACCAACAGTCCGATGACCAAACTGTCCGTCCTGCCTGACGCCCTCATC
TGGGACCTGTTTGGTAAGCGGGACTTCCTGCCTCAGAGCGACTACATC
>CL264Contig2
TTTTTTTTTTGACGGTTGGTTCTGACTTTACTGAGTTTGTGGTGAACGTCCAGAGCTGCC
TCAGTGGACTTTTTCAAAGTACTCCTTGGATCCATGAGGAGTTGGTTTGATCGTCGGGGA
GTCGGGGGTCCAGCTGGCCGGGCACACCTCCCCGTGAGTTTCCACGAATTGGAAGGCCCT
CACCAAGCGAAGGGTCTCGTCCACGCAGCGGCCGACTGGCAGGTCGTTCACGCTCATGTG
CCTCACCACGCCGTTTGGGTCAATGATGAACAGGCCTCTGAGTGCGATGCCAGGAGCCTC
CAGCAGCACGCCATAGTCTCTGGAGATCTGCTTGTTGAGGTCCGACAGTAAGGGGATGTG
GATGTTCCCCAAACCTCCGGCCTTTCGGGGAGTATTTATCCACGCCAGGTGGGTGAAGTG
AGAATCCACAGACACCCCCACCACCTCACAGTTGATGTCATGAAACTCGCTGGCCTTGTC
GCTGAAGGAGATGATCTCAGTCGGACAAACAAAGGTGAAGTCCAGAGGGTAGAAGAACAG
GACCAGATATTTGCCTTTGAAATCTGCTAGACTCAAGTCCTTGAACTCTCCGTTGTGGAC
GGCTGTGGCCTTGAAGGCAGGGGCAGGCTGAGTGACGGCGGGGGCCCATCTGGAGGCGCT
GGTGGAGAAGGAGGATCTCTGCAGCGCTGCAGCAGTGAAGACCCTGGCCCCCCCGCAGGC
TCCACGCTGACCGAGGGCCGCCCTCAGGCCCCCCCCTGCAGCTCCTGCCTGAAGAGAAGT
CCTGAGCAGTCTTCCTACGGCGGCGGCCATCTTGGATTATGTCACAGGAGGGCGGGCCCC
GGCCATAAGGNCGGGTTTAAACGGGCGATCA
>CL265Contig1
ATGCTCATCTCTTCCTGTTAGCTTGTGGCTAGAGGACGTTGGTGTCACAGAGGAAAGGGG
CTCCCAAGTAACTTTTATTTCTCAACAAATTGCGTGAAGTGACAGAAGGAAGATGTTTTC
CCGTGCCGTGAGACCAACCGTTAGCTTTGCGCGGTGCTTGTCCACCTCTTCACAGAACAA
CGCCAAAGTTGCGGTGCTCGGAGCTTCGGGCGGCATAGGCCAGCCTCTCTCCCTGCTGCT
CAAGAATAGCCCCTTGGTGAGTCATCTCTCCCTGTATGATATTGCCCACACACCTGGGGT
CGCCGCCGACCTTAGCCACATTGAGACAAGAGCCCAGGTGACCGGCTACATGGGGCCCGA
CCAGCTCGACGCGGCATTGCAGGGCTGCGAAGTCGTGGTGATTCCTGCCGGCGTGCCGAG
GAAACCCGGCATGACCCGCGACGACCTGTTCAATACCAACGCAACCATTGTGGCCACCTT
GGCTGACGCCTGCGCTCGCAACTGCCCAGAGGCTATGATCTGCATCATCGCAAACCCTGT
GAACTCCACCATCCCCATTACATCAGAGGTCATGAAGAAGCATGGCGTGTACAACCCCAA
CAGAGTGTTTGGTGTCACAACCTTGGACATTGTCAGAGCCAACACCTTCGTGGCTGAGCT
CAAAGGCTTGGATCCAGCTCGGGTCAATGTTCCAGTTATCGGTGGTCACGCAGGGAAGAC
CATCATCCCCCTTATTTCGCAGTGCACACCCAAAGTGGAGTTCCCTGCTGATCAGCTGTC
TGCCTTGACCGGCAGAATCCAGGAAGCTGGTACAGAGGTGGTCAAGGCCAAGGCAGGAGC
TGGCTCTGCTACCCTCTCCATGGCCTACGCCGGCGCCCGCTTCACCTTCTCCGTCCTGGA
TGCCATGAATGGAAAGGAAGGCGTGGTGGAGTGCGCATTTGTCAGGTCTGAGGAGACTGA
GTGCAAGTACTTCTCCACACCTCTCCTCTTGGGGAAGAGCGGCATTGAGAAGAACCTGGG
GCTGGGCAAGCTGTCTGCCTTTGAGGAGAAGCTGGTGGCTGATGCCATCGGCGAGCTGAA
GGCCTCCATCAAGAAGGGCGAGGATTTTGCCGCTAATATGAAGTAAACCCTGGAGTCATT
CAATATTTTCAAAACCCAGCCACAGTTTTGATGGATCATTTGTTCTGTCTTAAAATGCAT
CAGAGTAACTGAAGTTCTGTCAGTGTTTCCTCTTTATTAATTCTTGGCAGAGTTGTCATT



TTAGTACATTTACCTTTTCCTTTCCAGACATGGCTTTTTCTTTGTGATTAGATTCTGAAA
TACTGTACTGTGAATGTTTAAAATGTTGTTTTGTTTTGTGAATGTCAGAAAAAAAAAAAT
CAAAAAATTAAATTTTTGTGTACCTGTTCCCTGCTGAATAATACAGGAGGAAATACTGTC
ATGTCTGCTGATGCACATACTGTAGTTGTTACTGATGCAAAATATTCACTCCAAAAATAA
ACAGCTGCGCTTTAAAAAAAAAA
>CL266Contig1
GAATGCTGAAATTTCAAGATGGAGTTGGAAGGCATCGATCAGATGGAAATGGGAGACAAT
AAAGGGGGATCAGGGCTCAGACAGTACTACTTGTCCAAAATTGAGGAGTTGCAGTTGACA
GTGAATGAAAAGAGCCAGAACCTTAGACGTCTGCAAGCACAGAGGAATGAGCTCAATGCC
AAAGTGCGTCTCCTGCGTGAGGAGCTGCAGTTACTGCAGGAGCAGGGATCATATGTGGGA
GAGGTTGTCCGGGTCATGGACAAAAAGAAAGTGTTGGTCAAGGTCCACCCAGAAGGAAAA
TTTGTCGTGGACGTGGACAAAAACATCGACATCAATGACGTGACCCCAAATTGCCGTGTG
GCTCTGCGAAATGACAGCTACACCCTTCACAAGATCCTGCCTAACAAAGTGGACCCTCTG
GTTTCTCTCATGATGGTGGAGAAGGTGCCAGATTCCACTTATGAAATGATTGGCGGTCTG
GACAAACAGATCAAGGAGATTAAAGAAGTTATTGAACTGCCTGTCAAGCATCCAGAGCTG
TTTGAAGCTCTGGGAATTGCTCAGCCCAAGGGCGTGTTGCTGTATGGACCTCCAGGCACA
GGAAAGACCCTTCTGGCCAGAGCCGTAGCCCATCACACTGACTGTACTTTCATCAGAGTG
TCTGGCTCTGAATTGGTCCAGAAATTCATTGGAGAGGGCGCTCGGATGGTGCGTGAGTTG
TTTGTCATGGCTAGAGAGCACGCTCCCTCCATCATCTTCATGGATGAGATCGACTCCATC
GGCTCCTCTCGTCTGGAGGGCGGCTCGGGTGGAGACAGCGAGGTGCAGAGAACAATGTTG
GAGCTGCTGAATCAGCTAGATGGTTTTGAAGCTACAAAGAACATAAAGGTCATCATGGCC
ACCAACCGGATCGACATTCTGGACTCGGCTTTGCTCCGGCCAGGAAGGATTGACAGGAAG
ATTGAGTTTCCCCCTCCCAATGAAGAGGCCCGTCTGGACATCCTGAAGATTCACTCGAGG
AAGATGAATCTGACACGCGGCATTAATTTAAGGAAGATTGCAGAGTTGATGCCTGGAGCT
TCTGGGGCTGAGGTCAAGGGAGTTTGCACAGAGGCTGGAATGTACGCTCTGAGAGAGCGC
AGAGTTCATGTCACTCAGGAGGATTTTGAGATGGCCGTGGCAAAGGTGATGCAGAAGGAC
AGTGAGAAGAACATGTCTATCAAGAAGCTGTGGAAATAAGATTGCAGCTGCATATGTACA
TTTTCCTTGTTTATGGTTTGTAACAAGTCAATAAAAACTTTCCCCCCCCCAAAAAAAAAA
AAAAAAAAAAAAAAAAAAA
>CL266Contig2
TTTAGGGGGGGAAAAAGTTTTTATTGACTTGTTACAAACCATAAACAAGGAAAATGTACA
TATGCAGCTGCAATCTTATTTCCACAGCTTCTTGATAGACATGTTCTTCTCACTGTCCTT
CTGCATCACCTTTGCCACGGCCATCTCAAAATCCTCCTGAGTGACATGAACTCTGCGCTC
TCTCAGAGCGTACATTCCAGCCTCTGTGCAAACTCCCTTGACCTCAGCCCCAGAAGCTCC
AGGCATCAACTCTGCAATCTTCCTTAAATTAATGCCGCGTGTCAGATTCATCTTCCTCGA
GTGAATCTTCAGGATGTCCAGACGGGCCTCTTCATTGGGAGGGGGAAACTCAATCTTCCT
GTCAATCCTTCCTGGCCGGAGCAAAGCCGAGTCCAGAATGTCGATCCGGTTGGTGGCCAT
GATGACCTTTATGTTCTTTGTAGCTTCAAAACCATCTAGCTGATTCAGCAGCTCCAACAT
TGTTCTCTGCACCTCGCTGTCTCCACCCGAGCCGCCCTCTCCAATGAATTTCTGGACCAA
TTCAGAGCCAGACACTCTGATGAAAGTACAGTCAGTGTGATGGGCTACGGCTCTGGCCAG
AAGGGTCTTTCCTGTGCCTGGAGGTCCATACAGCAACACGCCCTTGGGCTGAGCAATTCC
CAGAGCTTCAAACAGCTCTGGATGCTTGACCAGGCAGTTCAATAACTTCTTTAATCTCCT
TGATCTGTTTGCCTCGTGCCGAA
>CL267Contig1
CCGACCTACTTTAGACAAAAACATGATACGACTGAAGCTGTGAATTTTAAAGTCTTGCTT
TCTGCACAGACATGTTTGGGGTTCCGTTTGTGGCAAAGACATGACAGTGGACGCCAAAAC
ATCTTTTTGGCCTAAACGGAACTCCGTAGACAGGAGCAGTTTGTGCATGTTCCGCTTCAT
TTTGGGAGCGCTGAGACCGGAGGGGCGGGGCCGATTCTGGTCCTTGCTTGTTTTTGGATG
AATGGGCAGCTCGACTCCTTGTCCTTCACTTCGCTCTGCAGGCTCTGCTGTCAGGTCGTC
CACACTAACCTCATACCAACACGGAGACAGTCACAATGACCTCATCTGAACTAGCTCTTC
TGAGCGTGTCGGATAAAACGGGCCTCGTGGACTTCTCCAGGAGGCTGGTGAACGTGGGGC
TGTCTCTGGTGGCCTCCGGAGGCACCGCCAAGGCGCTGCGCGAGGCGGGGCTGGCCGTCA
GGGATGTGTCCGAGCTGACTGGACATCCAGAGATGCTGGGAGGAAGAGTGAAGACTCTTC
ATCCTGCTGTGCACGGAGGCATTCTGGCCAGAAGAACCCCCTCAGACACAGCAGACATGG
ACAAGCTGGGCTACAGCCTGGTCAGAGTAGTGGTCTGCAACCTGTACCCATTTGTTAAAA
CTGTCTCCAGCCCAAATGTTACAGTGGAAGACGCTGTGGAGCAGATTGATATCGGTGGCG
TAACTCTGCTGAGAGCAGCAGCCAAGAACCATGCTCGGGTCACCATTGTGTGCAATCCAG
ATGACTATTCACTGGTTGCCAAGGAGATGGAGAGTTCCAGCGACAAAGACACAACCCTGG
AAACACGCAAGACCCTGGCCCTTAAAGCCTTCACTCACACGGCTCAGTATGACGAGGCCA
TCTCAGACTATTTCCGTGGTCAGTACAGTCGCGGGGTCTCTCAGCTGCCTCTGCGTTATG
GCATGAACCCCCAC
>CL267Contig2
TTTCCGTGGTCGTACAGTCGCGGGGTCTCTAGCTGCCTCTGCGTTATGGCATGAACCCCC
ACCAAGCACCCGCCCAACTCTACACCCTGCGTCCAGAGCTGCCGCTCAAAGTGATCAATG



GCGCTCCAGGTTTTATCAACCTCTGTGATGCTCTGAACGCTTGGCAGCTGGTCAGAGAGC
TAAAAAGTGCCCTTGGCATGGCGGCTGCCACCTCCTTCAAGCATGTCAGCCCTGCAGGAG
CTGCAGTTGGAGTTCCTCTGACTGAAGAGGAAGCCAAAGTGTGCATGGTGCACGACATGC
TGAGCGACCTCACTCCGCTGGCCACCGCTTACGCCAGAGCAAGAGGTTCTGACAGAATGT
CGTCTTTTGGAGATTTCATTGCCTTGTCTGATGTGTGTGACGTTCCTACAGCTAAGATTA
TATCCAGAGAGGTGTCAGACGGCATCATTGCTCCTGGTTATGAGGAGGAGGCGCTTAAAA
TCCTCTCCAAAAAGAAAAATGGCAACTATTGTGTGCTCCAGATGGATTCAGACTACGAGC
CTGACGACACTGAAGTCAGGGTTCTGTTTGGACTCTATCTGAAACAAAAGAGAAACGGGG
CTCTCATCAACAAGGATTTCTTCACTAATGTTGTTTCCAAGGGCTCTTTGTCTGATGAAG
CTGTGCGTGACCTGACTGTTGCCACTATTGCTGTCAAGTACACCCAGTCCAACTCTGTCT
GCTACGCTAAAGATGGCCAGGTCATTGGCATTGGTGCCGGGCAGCAGTCCCGGATCCACT
GCACTCGTCTGGCAGGAGATAAGGCTGATAACTGGTGGCTGAGGCACCACCCCCGCGTGC
TGAACATGAACTTCCGCAGTGGAGTGAAGCGAGCAGAGATGGCCAACTGCATCGATCAAT
ATGTCAGCAACACCATTGGAGAGGGTCCAGATTTGGCCGTGTGGAAATCCAAGTATGAAG
AGGTTCCGGAGCCTCTGTCCGACACAGAGAAGAAGAAGTGGATCAGCTCTCTGCAGGCTG
TCGCTGTCAGCTCTGACGCTTTCTTTCCCTTCAGAGATAACATTGATCGAGCCAAACAGA
GCGGCGTGGAGTACATTGCCGCTCCAGCGGGCTCTGCTGCAGACCAGGTGGTCATCAACG
CCTGTAACGAGCAAGGCATCACTCTGGTGCACACCAACCTACGACTGTTTCACCACTGAG
CAACACTACAAAGGAAAAAGACGTTTCCCGCTCCCATTCCCAACACAGACATTCCTGCTG
CTGAAGTTTTCCATTTCTGTTACTCATTCAGTGCTTTTCTGGTTTATGATTCCAACGGCT
GAGTGTTTGAGTGAACCTCCATGTTTGTTGTGGGTCGGTCAAGTGNGAAACAAAATAAAC
TGC
>CL268Contig1
GCCTGGCGGTTTACTTCATCATCACCTTGTCTGACCTAGAATGTGACTACATCAACGCAC
GGGCCTGCTGCTCCAAGCTCAACAAATGGGTCATTCCAGAGATGGTTGCGCAGTGTCTCT
CCACCATGCTCATGATGGTGTCCATGCACTGGTTCATCCTGCTGCTCAACCTGCCTGTAG
CAGCCTGGAACATCTACAGGTACGCCAAGGTCCCTATGGGGAACATGGGAGTGTTTGACC
CAACCGAGATCCACAACCGAGGCCTGCTCAAGTCCCACATGAAAGAAGCCATGATTAAAT
TGGGTTACCACCTGCTCTGCTTCTTCATTTACTTGTACAGCATGATTCTGGCTCTGATCA
ATGACTGATGGAGCTGATCGGCCTCTTCCGTGTATGAAACGTCCGAGCACAGGGATGGAG
CTCCTTGGGTTCTGAAGAAGTCTGGCATTAGTGGGCGGTTGTGCTCCTTGTTCTGTTGAA
GGTCCCTCTGATGTTAAGCCAGAGACTCTGTGATCATCATGGTGACTCCTGCTGGGATGG
AGACCAAAGCTTTCACTTTCTTCTGTTCAGGGGCCCTGCTGCGATGCTGGCCTCTTCAGA
CCAATGACCATCAGAGTCAGTGACCCCGACAGCGTGTGGCCGCCATGTGACACCGCTGTA
GTTTGTGCTTGAACGTCGGTGCAGTGTGAAATGACTG
>CL268Contig2
TTTTTTTTTTGACTTTGGCCCATTTTATTCATGAAACATCTTCACAGTCATTTCACACTG
CACCGACGTTCAAGCACAAACTACAGCGGTGTCACATGGCGGCCACACGCTGTCGGGGTC
ACTGACTCTGATGGTCATTGGTCTGAAGAGGCCAGCATCGCAGCAGGGCCCCTGAACAGA
AGAAAGTGAAAGCTTTGGTCTCCATCCCAGCAGGAGTCACCATGATGATCACAGAGTCTC
TGGCTTAACATCAGAGGGACCTTCAACAGAACAAGGAGCACAACCGCCCACTAATGCCAG
ACTTCTTCAGAACCCAAGGAGCTCCATCCCTGCAGAGGAGTGGTTGTTTAGAAGGCTGCA
GAAGTCCACAGAGTTCCTTGGAAAAGTTCCAGTTCGGCTGAAAGATGTCCACACTGAGGT
TCTTCAGAACCACGCGGAACCAGTAAGAACTGTTTCAAACAAAGCTGTGCCCAGGTGTTC
TCCCAAGTAAAACCCAGATCCCAGTTTGTGGACAACCTGCAGAGGGTTTTGGGAAAAACC
CATAGACCCTACAGAGGGGAGAAGGGATTTCACAGGGACCTCTGACAATGGTCACAGCAG
AACACAGAAGTCTGGATCTGTTCTAGAGTCAGAATCCTTCAGTCTGGATTTTTAGGATCG
ATGTGAGTCAGAATCTGTCTGCGTCAGTTTGCCTCTTTATAAAAACATGGACACAACTAA
ACCAGAACTCTGCTGATGTCTAATAAACAGGTCAGCAGAAACAGGGCCAGCCTGTGGGGC
TGAAACTGCTAAGCTCTGAAAATGTTCTCTCCTCAGCTGCTGGCAGGACGCCGTCCTCAC
AGGAAGACGGCGGTTTGTGCAGGAACTTCAGGACTATGAGCTACGTGATAAGGTAGTGTT
GATGTGCAGGAGTGAAGACAGTCTCTGACAGTGTCAGCATGATGATAAACCTGTGCTCGG
ACGTTTCATACACGGAAGAGGCCGATCAGCTCCATCAGTCATTGATCAGAGCCAGAATCA
TGCTGTACAAGTAAATGAAGAAGCAGAGCAGGTGGTAACCCAATTTAATCATGGCTTCTT
TCATGTGGGACTTGAGCAGGCCTCGGTTGTGGATCTCGGTTGGGTCAAACACTCCCATGT
TCCCCATAGGGACCTTGGCGTACCTGTAGATGTTCCAGGCTGCTACAGGCAGGTTGAGCA
GCAGGATGAACCAGTGCATGGACACCATCATGAGCATGGTGGAGAGACACTGCGCAACCA
TCTCTGGAATGACCCATTTGTTGAGCTTGGAGCAGCAGGCCCGTGCGTTGATGTAGTCAC
ATTCTAGGTCAGACAAGGTGATGATGAAGTAAACCGCCAGGAAGATGAGTGCGCAGCAGT
CCACGAGCGACACGATGAACACCACCGCCTCCATCGCGCCTGCAGTCGGCAGCCCCACTT
CCGGCCCAAACAAAGAGGACCGTTAACCTTTTGTGCTCCGCCTAGCGGCCGGCCCCGGCC
ATAATGCCCGGGTTTANCGGGC
>CL269Contig1
TTTTTTTTTTGGCTCTCTTTGTGTTTATTGAGAATCTTGTTGATACATGTGGAGAATATG



GAACAGTGTGGCCAAACAGAACATCCTCACAAGGCAGCTACTGACATAGACTGATCTACA
CCAAGTCACAAAGAGCATTGGAGAGCTGTGAAAGATCATAAAAGACGAGCAGAAAACAGT
CATTCAGCATGTCTGGAGTTGGTGGATGCTCCCTTGTTTCTGAGGATCATCAGCAGAGAG
AGTCCACAGCAGTACACCAGACTCTTCACTATCAGCACTGAGTACAGCAGGCAGAGCAGC
TTCACCCTGCACTCAGACTGGAAGGACAGCTTCACCAGATCCAGAGGAGGAACAGAGGAA
CCTGCAGCAGGAATCTCTTGATGTGTTTGGGCCTCCACTGTGCCCCCCTCATGTTTGATG
GAGCAGATGTATTTATAGGAGCTGTCCTCTTGCTGATGGAGCAGCAGGATGGAGGCGCTG
CGTCCCGACTCTCTGAGATCCAGCTGCTCTTCAGAGGTCAGGTCCTCCAGTGGTCCGTTG
TTCTTCTGTCTTTTCCAGGAGAACTGGACCACAGGAGGAAACATGGCTGAGGCCAGACAC
AGCAGGGAGCTGCTCCCCTCCACATGGACTCTGGATGCTGCTGGGTACACGCTCACCACG
GGCTTCACTACGGACTCATCCGTTACAAACAGTCTAGTTCCAGATCCAAAGATGGAGTAC
TCATAGTCCAGACACCAGTGAAAA
>CL269Contig2
GCTGCTGTCAACTTCAGATGAGTCCGTAGTGAAGCCCGTGGTGAGCGTGTACCCAGCAGC
ATCCAGAGTCCATGTGGAGGGGAGCAGCTCCCTGCTGTGTCTGGCCTCAGCCATGTTTCC
TCCTGTGGTCCAGTTCTCCTGGAAAAGACAGAAGAACAACGGACCACTGGAGGACCTGAC
CTCTGAAGAGCAGCTGGATCTCAGAGAGTCGGGACGCAGCGCCTCCATCCTGCTGCTCCA
TCAGCAAGAGGACAGCTCCTATAAATACATCTGCTCCGTCAAACATGAGGGGGGCACAGT
GGAGGCCCAAACACAACAAGAGGTTCCTGCACTTCCAGCTGCAGGTTCCACAGCAGCTCC
AACATCCCATCCAGCATCTTCCAGCATTCTAGCAGAGGGAACAGCCTCTGTTCCTCCTCT
GGACCTGGTGGAGCTGTCCTTCCAGTCTGAGTGCAGGGTGAAGCTGCTCTGCCTGCTGTA
CTCAGTGCTGATAGTGAAGAGTCTGGTGTACTGCTGTGGACTCTCTCTGCTGATGATCCT
CAGAAACAAGGGAGCATCCACCAACTCCAGACATGCTGAATGACTGTTTTCTGCTCGTCT
TTTCTCTCCATCAAATCTCCTCCTTTCATCTCATTCATCACTTTGATCACAGTTCTCAAA
TGTTCTTCATGACTTGCTGTAGATCCTTCATCAAACTGTGTCAGCTGTGTTGTAGAGATG
GAACTTTGCAGTTTTCTGCTTTTTCATTTACATTTTCTGTTTATACACATTGATCCATAT
TCTTACATTTTATTTGCAACAATATTCTCAATAAACTCAAAGACAATTTTCT
>CL269Contig3
GTTTATTGAGAATATTGTTGTAAAAAAATGTAAGAATATGGATCAATGTGTATAAACAGA
AAATGTAAATGAAAAAGCAGAAAACTGCAAAGTTCCATCTCCACAACACAGCTGACACAG
TTTGATGAAGGATCTACAGCAAGTCATGAAGAACATTTGAGAACTGTGATCAAAGTGATG
AATGAGATGAAAGGAGGAGATTTGATGGAGAGAAAAGACCAGCAGAAAACAGTCATTCAG
CATGTTTGGAGTTGGTGGATGCTCCCTTGTTTCTGAGGATCATCAGCAGAGAGAGTCCAC
AGCAGTACACCAGACTCTTCACTATCAGCACTGAGTACAGCAGGCAGAGCAGCTTCGTGT
CATGGAAGATCTTCCTGAAGGATTGAGAAATTTCTTCTGTTTGGGCCTCCACTGTGCCCC
CCTCATGTTTGACGGAGCAGATGTATTCATAGGAGCTGTCCTCTTGCTGATGAACCAGCA
GGATGGAGGCGCTGTGTCCCGACTCTCTGAGATCCAGCTGCTCTTCAGAGGTCAGGTCCT
CCAGTGGTCCGTTGTTCTTCTGTCTTTTCCAGGAGAACTGGACCACAGGAGGAAACATGG
CTGAGGCCAGACACAGCAGGGAGCTGCTCCCCTCCACATGGACTCTGGATGCTGCTGGGT
ACACGCTCACCACGGGCTTCACTACGGACTCATCTGAAGTTTGACAGCAGCAACAAGCC
>CL269Contig4
ATATTTATTNNACAAGAAGACAATAAACAAAGAATGTGCGCTCTTAACCTTATTACAAAG
TAATAGAAGACTGGAAAATAAGCATTTAAGAACTTTGACGAATGAGATGAGATGTGGATG
TTTGATGGAAAGAAGCAGAAAACAGTCAGACAGCATGTTTATTGAGAATATTGTTGGAAG
GAAGATATGGAATACTGTGCATGAAAGAATGTTCAACTATGAAGCAGAAGACAGCAAAGC
TACAACTCCACAGAGTAGATCATAAAGATCTACAGCAAGTCATAAAAAACATTTGAGAAC
TGTGATCAAAGTGATGAATGAGATGAAAGGAGGAGATTTGATGGAGAGAAAAGACGAGCA
GAAAACAGTCATTCAGCATGTCTGGAGTTGGTGGATGCTCCCTTGTTTCTGAGGATCATC
AGCAGAGAGAGTCCACAGCAGTACACCAGACTCTTCACTATCAGCACTGAGTACAGCAGG
CAGAGCAGCTTCACCCTGCACTCAGACTGGAAGGACAGCTCCACCAGGTCCAGAGGAGGA
ACAGAGGCTGTTCCCTCTGCTAGAATGCTGGAAGATGCTGGATGGGATGTTGGAGCTGCT
GGATGGGATGTTGGAGCTGCTGTGGAACCTGCAGCTGGAAGTGCAGGAACCTCTTGTTGT
GTTTGGGCCTCCACTGTGCCCCCCTCATGTTTGACGGAGCAGATGTATTTATAGGAGCTG
TCCTCTTGCTGATGGAGCAGCAGGATGGAGGCGCTGCGTCCCGACTCTGTGAGATCCAGC
TGCTCTTCAGAGGTCAGGTCCTCCAGTGGTCCGTTGTTCTTCTGTCTTTTCCAGGAGAAC
TGGACCACAGGAGGAAACATGGCTGAGGCCAGACACAGCAGGGAGCTGCTCCCCTCCACA
TGGACTCTGGATGCTGCTGGGTACACGCTCACCACGGGCTTCACTACGGACTCATCCGTT
ACAAACAGTCCAGTTCCAGATCCAAAGATGATGGACCCATAGCCCGACTCACACAGTGAG
AAAGTGTGCTCCAAAAACCTGTGTGCTGTTAAAGTGTCATCTGAGTGAATCAGGATCATA
TTTCAGCTCCATGATGAGTTTCTCTAATGTTCAGATCAACATGACTGTCTCTGTCTGCAG
TGGAGGAACTTGGTGAACTGCTGTGTGAAAT
>CL269Contig5
TGTCTTTGAGTTTATTGAGAATATTGTTGCAAATAAAATGTAAGAATATGGATCAATGTG
TATAAACAGAAAATGTAAATGAAAAAGCAGAAAACTGCAAAGTTCCATCTCTACAACACA



GCTGACACAGTTTGATGAAGGATCTACAGCAAGTCATGAAGAACATTTGAGAACTGGGAT
CAAAGTGATGAATGAGATGAAAGGAGGAGATTTGATGGAGAGAAAAGACCAGCAGAAAAC
AGTCATTCAGCATGTCTGGAGTTGGTGGATGCTCCCTTGTTTCTGAGGATCATCAGCAGA
GAGAGTCCACAGCAGTACACCAGACTCTTCACTATCAGCACTGAGTACAGCAGGCAGAGC
AGCTTCACCCTGCACTCAGACTGGAAGGACAGCTCCACCAGGTCCAGAGGAGGAACAGAG
GCTGTTCCCTCTGCTAGAATGCTGGAAGATGCTGGATGGGATGTTGGAGCTGCTGGATGG
GATGTTGGAGCTGCTGGATGGGATGTTGGAGCTGCTGTGGAACCTGCAGCTGGAAGTGCA
GGAACCTCTTGTTGTGTTTGGGCCTCCACTGTGCCCCCCTCATGTTTGACGGAGCAGATG
TATTTATAGGAGCTGTCCTCTTGCTGATGGAGCAGCAGGATGGAGGCGCTGCGTCCCGAC
TCTCTGAGATCCAGCTGCTCTTCAGAGGTCAGGTCCTCCAGTGGTCCGTTGTTCTTCTGT
CTTTTCCAGGAGAACTGGACCACAGGAGGAAACATGGCTGAGGCCAGACACAGCAGGGAG
CTGCTCCCCTCCACATGGACTCTGGATGCTGCTGGGTACACGCTCACCACGGGCTTCACT
ACGGACTCATCTGAAGTTTGACAGCAGCAACAAGCAGCCCTCGTGCCGAAT
>CL269Contig6
GAGGCCTGAGAGCAGAACGGAGAAGCAAAATCAGCGTGATCAAGCCAAGCAGTTCACCAA
GTTCCTCCACTGCAGACAGAGACAGTCATGTTGATCTGAACATTAGAGAAACTCATCATG
GAGCTGAAATATGATCCTGATTCACTCAGATGACACTTTAACAGCACACAGGTTTTTGTA
GCACACTTTCTTACTGTGTGTCAGGGGATTACTACATCTTTGGATCTGGAACTGGACTGT
TTGTAACGGATAAGCCCGTGTTGAAGCCGGTGGTGAGCGTGTACCCAGCAGCATCCAGAG
TCCATGTGGAGGGGAGCAGCTCCCTGCTGTGTCTGGCCTCAGCCATGTTTCCTCCTGTGG
TCCAGTTCTCCTGGAAAAGACAGAAGAACAACGGACCACTGGAGGACCTGACCTCTGAAG
AGCAGCTGGATCTCAGAGAGTCGGGATACAGCGCCTCCATCCTGCTGCTCCATCAGCAAG
AGGACAGCTCCTATAAATACAGCTGCTCCGTCAAAACATGAGGGGGGCACAGTGGAGGCC
CAAACACAACAAGAGTTGCCTCCACTTCCAGCTGCAGTTTCCACAGCAGCTCCAAAAGCC
CCAACATCTCGTCCAGCAATTGTCAACATTCTGACAACAATCACAGCCTCTGTTCCTCCT
CTGGACCTGGTGAAGCTGTCCTTCCAGTCTGAGTCCAGGGTGAAGCTGCTCTGCCTGCTG
TACTCAGTGCTGATAGTGAAGAGTCTGGTGTACTGCTGTGGACTCTCTCTGCTGATGATC
CTCAGAAACAAGGGAGCATCCACCAACTCCAGAAATGCTGAATGACTGTTTTCTGCTCGT
CTTTTCTCTCCATCAACTCTCATGCTTTCATCTCATTCATCACTTTTCATCACTGTTCCA
TTTAAAAATTCTGTTAAATGCAATTGTGAAATTATTTTACGATGATATGCAACAATATCT
CAA
>CL270Contig1
TTTAATTGCTCACAGGATGAAAGCTGGATCTAAAATCCATGGATGAATAGGCATCATCAA
TAAGGGTGATCGCGGACATACTCCAAGATGTGCTTCAGAGCAAGCCACGTCTCTGAAGCT
GTGGGAATGATCTGATTGGCTGGTAAAAGAAACCCATAGTAACCGGTGTCTCTTAGCTCA
AATGCAAATGAGTATTTGATGCCTGAATCATAGGACCAGTCAATGCTGCCTCCGCTTGCT
GGATAAATAATGTTGCAAATGTTTCCAACTTTGTAATAGGTGCCATAGAGGGAGGTAAGT
TTCTGTGCAGCTTCTCTACCAATAGAATCCAGCTCAGCCTTATCTGCCACATCTGCGCAG
GTATAGCCGTAGGGATACATGAGCAGCTGGGAGTAGGCATGAACAGAGATGAACGACTTA
AAGTTGCCATGGCTCTTGATCAAATCCACGACATTCTTCACCTCAATCTCAGAGTGAGCA
AAGGGACCGTGATAGGAATCAGAGCAGGGGCTTGTACTGGCACCAGGACCACCGAAGCCT
GCATCCCAGTTTCTGTTGGGATCTACTCCACGACATGATGAGCCAGAGTTTATAGAACGG
GTCTTGCGCCACATACGGTCATTAGTGTGGGTGTAAACATAACCATCAGGGTTGGCCAGA
ATCAGCATGTAAATATCCATGGTGTTTAAAAGGGAGGTGAGGGAGGTGTCACTGCCGAAA
TCAGAGGCAATCTTGTTTGCTGTCCACAGTCCTGTAGCGGGAGACACCCATTCTCTGGAG
TGGATCCCTGTGTCAATCCAGATGGCAGGGCGGTTGGCGCCACCAGTGCTGAACTTGAGG
ACATACATGGGCCTGTTCTCATAGGATTTGCCAATTTCTTCTTTGGTGACCAAGTTTGGA
TATTGAGCCACCAGAGTGTCCATCCAGCTGTAGATTGTCTCCAGAGTATGATATGCTCCA
AAGTTGATGTTCTTAGTGCTACGCTCCTTCTTTTGGTTCTCCTCCATTTCAATTTTCTCC
ATTTCAATAAGCCCTTGAAGGTTTTGGATGATGATGGTGAAGGGGATGTTGTGAGTGAGG
AAGAAGTCCTTTACAGAGCTCAGACTGGAACTGGGAACTCGGATGTCAACTGGAAGGTCG
GTGGAAACTGGGTGAAGCCAGAAGTCCAGCTGCCATTCCTCTTCATGTTCCAGAGACTGG
AGTAGACGAAGCTGTTCCTGAGATTGCAAATTGATCCTTAAAACCTGATCACCAATAAAA
GTCTTCTCTGCTTTGGCTGCAGCCACAAGCACCAACAGCAACCAAACAGCCTTCATCTTG
GTTCAACGTCCAGACGGTTCTGATGATCCGCAGCAACTTTTTTAGCCTTGTAGCTGCATC
AGGTAACAGGTGGGCTGATCTCATGAT
>CL271Contig1
GCAGNAGTTCAGNATAAAAAGAGCCACAGAACTTATTGCCTTTACCCCTGACAAACAACT
ACCAGACCTCCAGAGTAAAAATGAATGGACTAAAACAGTGGATCCAAGTGGCTGTTATGA
CCCTCCTGGTGTTAACAGTCATGGCTGCAGACGGAGGCAAAGCTGAGAAACAAGGAAAGA
AGGAGCGCAAGTCAGAATGTGGGGACTGGCAGTGGAGCGTTTGCGTGGCCAATGAGGGTG
ACTGTGGACTTGGCACTAGAGAGGGAACGCGTACCGGCACCGACTGCAAGCAGACCATCA
AGACCCAACGCTGCAAGATCCCGTGCAACTGGAAGAAAAAGTTCGGGGGGGAATGCAAGT
ACGACTTCAAGGCTTGGGGTGAGTGTGATCTGGTGACGGGGATGAAGAACAGGACGGGAG



TTCTGAAGCGGGCACTCATGGATGCAACCTGTACCCCCACTGTCACGGCCACCAAGCCTT
GTGGGAAAATCCCCAAGACCAAGCTGCAAGATGCAAAAAAGCAGAAGAAGGAGGGAAAGA
AGCGAGAGCGTGCCTCAATGGCCTGGTGAGGTTGTTTGAACCACTGAGATCGGCGGAGGA
CCACAGAAAAAAAAACCCGGTTCCTCACTATGTGTCTAGTAGCTTGACTCTAGGAGCCTA
TATACCTTTGGGGAAGTAAAAAACTGTGGAAGCATGACCTTTAGTGAAGAATATGTTTTA
TCTTTCCTTCTTTCTAGCACCTGATATGAAACTTGTATGTTTTTGTAGGAGACATTATAT
GCAGTGGTAGGGATGGATAATGAGGAGTTTGTATAGGGTTTAATGATGTTATTTTTTTAG
GATTACTTTCCAGAGAACAAATTGCCTTTTCTTTGTTTTACAATTGCACACCCTAACTCT
AATTCTGGAAAATGTTTTGCTCTGTGGTCCGTCCTAATGAAGCCTTTTGTTAAAAGTGAA
GTCGCCAACATCTCCACTTAATTAATTTGGAAGTCAAACGCTTGCATTTCTAGAATTCCC
CGTGACTCTGTTGTGTTGTAAAAGGAAGTTGCATGAAATTACTGCAGTTTGAGTTCTCTT
TTTCTGCTCTGTTGTATCTCAGTTTATCCACTCTCTATCGCTCCCCAATGTATCCTCACC
CACAACCTATGCTTTCTGGTATATTTGCAAAAACAAAAAGAAATAAAAAGAAAAAGT
>CL272Contig1
AGACGCACCCGCGTTGCATTGTGGTCACCGGTGCTTAGCTTGAAACAGAAAGTCTCAGAG
CTACGGGTTTTCATCCACTTTATCCGTATAGTTGTGACCGGGCAGCGAACGCCATGTCGT
CAACATCCCAAAAACACAAAGACTTTGTGGCTGAGCCCATGGGGGAGAAACCGGTGATGG
CTCTAGCAGGAATCGGAGAAGTTCTGGGCAAAAGACTGGAGGAAAAAGGCTTTGATAAGG
CGTACGTCGTCCTCGGCCAGTTTCTGGTGCTAAAGAAAGACGAGGAGCTCTTCCGGGACT
GGCTGAAAGACACCTGCGGTGCAAATGCCAAGCAGCAGGGTGACTGCTATGGCTGCCTCA
AAGAATGGTGTGACGCCTTCCTATAAACCTTCAGTCTTCTGTTTTCCCACCCTTGAGTTC
CAAAATGTACAGCTTATCGGTGATTTGGACGTAATTCATCTGTGAGATCTGGCACTGAAT
ACACTCTTTGAGCGTCTTGATTTACACTCTAAATAGTCATTTGGTCTCCTGGCTGCCAAT
TCTTGCATTTCCCACGTAACCTATGAATTTTGCAATCAAAGTTCAATTGCAATCACAAGC
ACGACTGTGACCGTAGATTTAAATGTGTAGCCTCAATAATGTAATTACACTTGTTTGACT
TGCTAACCTTTTCACTTTCAGTTTTATCTCGCCTCGGATTGTTCTGTTCAAGGTAGAGCT
TTTATCGCGGTGTGCTCGCCTGATGCTAAATCACTGAAATGGGCTTTCAAGATCTGTTTG
AATGTTTTTAGGAAAACACTCGTTTGGGTGGAGATACTCGATCGACAGTAAAGGTCGTCA
GAGGATTTGAGTTCAAACCTGTTCTCTGTACTGTAAATAACACGTTTTGTTTTTCCTGTG
TGAAGGGATTTTGTTGTTTGAAAATGTAGCCGCTAAGTCATACAAGCTAAAGCTGGAGTG
AGTTGAAAGCAGCTGTTAAAGGAAACCTCAGTCTGATTGGCTTCTAACTTCGTTTGACCC
TGAAGCAAACGGGGAGTGCCGGTGCAAAACCCCTAAACGCTCGAGGCCATCTCAGACTGT
CTTTATTTATTGCTGAAGTTGTCTTTTAAACAAGAGTGGCCTTAATGTGTGCTGGTGTGA
TCGCTTAAGGTCGATTCATTTTTAAATAGCTGTTAAACAATCTTTCATTCATGTCAGCAA
ACCAGCTGAGTTCAAACGACTGTTCTGTCATTTAACAGGAAATGCTTTTATATTGCTTTT
ATTATGAAACAATAAAAAGCGAGTTTGTGTCCTTTAAAAAAAAAA
>CL273Contig1
TTTTTTTTNTCCTNTGCAACAGTTTAATGACGTCTCAGCACTAACGAGAACATTTCTGAT
TCTGGCCCCGAAAAATCAAAGAAAATGAAAAGGTCTAAAGATGCTCACATCTGGACACAC
GTCCAGGTGGATCAAAGGTGCAGCTTTCAGGTTTCCTGATGTGGAATGTTTTACGCCCCG
AACGCTCCTGCATGGTTGAAGGAAAACCGTGGAATGCTGATGGAAGCGGCTTCGAGGTGA
CGCTGGAGGATCTTAACTGTTGGCAAACTCATGAACGCCTGTGAAAGTGCTGGCCGATGC
AGGGAGGCTGCTCGCTGCTGATTGGCTGGAGGCTCTGCTGCAGGGAGCAAGCAGCCCTCT
GATTGGCTCTTGGGGGGAGGTGGGATACAGCTGCAGCTGTGATTGGCCGATAAAGGGGAG
GGTGGGTGGGTCATGAGGCTTAAATCTCAGTCTACAGCGTGATAGTTAGCTGGTAGGGGG
TGGGACTTAAGGGTGGGGAAAGCCCGGAGCCGGGGTCACATCTACCCAGCGATCTCCGTG
GCTGTGGTCACCAGCTTCTGGCCGTCCCAGACGGTCTTGAACTGTTCGGGAACTGGAAGC
TCCGTAAACTCGCCGTCCTTGTTGGGGACCAGAACATTCATCTCGGAGCTCTTGGCGCTG
ACGAGCTCGCAGCTCAGCGAGTCTTTGCTCAGGTAAACGTGGCAGCCGTCTGTCTTGTTG
ATGGAAATGGTCGGGACTTTCCCTGTGACCTGGATTTTGACGTCCTTACAGTTGATGACC
TCCACAATGCCGACCGCATCCTCAAAGACCAAACCCATCTTCTTACAGTTATCCATGGTG
ATGGAGTTGATCTTGCCTTTGACCTGCAGGGTGCTGTTGTTGCACTTGAAGGCGTACACC
ACCTGCTTGAGCTCTGTGTCGCTGATCACCAGATTCTGCGCTCCCTCCTGGTTCTCCACT
TTCCACTTTTTCCCCTCCAGCTCCAGCACAGGGGGCAGCTTGCGGACAGGGGCAGAAGAC
GCAGCCGGTTGGCTGGTGGAGCCATAGGGTTTGGGCCCCGAGCGGACCGGGCCAGTGTTA
CCCCTCAGACCCGGGTTCTTGTGGGTCTTCTCATTGTCGCTGACGTGTTTCAGACCTTTA
GTTATGTCAGCTCCCTTGTTGATGGAGGCGAACAGGGCGTTCCGGGTGTCAGCTCCGCCT
CCACCGCCACTGCTTGATCCGCTCAGGTCTGCAGGGGGAGGAGGAGGAGGAGGTCCAGGG
GGAGGAGGGGCAGGACACCCACCGGGGGGTGGAGCTGCAGAGGATGAGGCCACGGGACCG
GTCTTGCTCCAGGTCAGCCCGGTGGTGTGATGCTCCTTGATGTAGTTCTGCAGCTCGGTC
CAGATGGAGACGTAGGCCTTGACCCAGTCCACGTGCATCTTATCTTTCTCCTTGTAGTCC
TTCAGCACGCGGTTGGTGTAGAACATGGCAGCATCCTGCATCTCCTTAACGTACGGACCG
GGCTTCGGCGCCATGGCAACCCATCCCAGCGCTGGCACGCTCTCGCTGACCGCAGACAGG
TGGTTGAAGAGCGGCGAGGTCCGGTTCTGCTCACGGAACGCCTGGACCTGCTGGATGGCT



TTGGACACGGGCTGCATCAGGGTGGCGAGGACATTATCAGAGGGCTTCTGGGAGTTGGAG
GCTGTGATGAGGAGCTGCCTCTGACTGGCGAAGGCCTGCTTCATCATCTCTGCGTGTTTC
TGGACGTCCCCGCCGATCTGCTGACTGAGTGACAGGTACTGAGCCAAGGGGCCGCTGACG
ATGCCGTCGAAGGCCTCCACGTATGCAGACACGGCTCCCCCCGCAGAACCTCCTGTGCTG
CTGCCCCCCGGCCCCGACATGGCCTCAAGTCGCCCCACAGCCAACTCCAGCCGCTGCACT
AGACTCGCCAACTCTGCCATACCTGCACACCGGCTTGGGCTGGTCCAAGTTCGTGAGATC
TGTCCGTGGGTGTGGAGCGGAGTTTTGGGTGTAAGAGCAGTCCGGGTTCCGGTCCGCTTC
TTCCTGTGTCTGTCGGGTGAATTTACCCAGCTGGCACCGCGCCGCGTTTCCGCCCTTGTT
CGCGCGACTTTCCCATATAAGGAGCGGCGAAGAAGCCAGTAGGC
>CL274Contig1
TTTTTTTTTTGTGATAAAATAAAAGTTTTAAATGTATCAATAAGATCACCAAGCATAGTA
AACTTGATGTTTTTTTTAACCAAATCAGATGCCTTACAGTATCATAGTTAACAAAGGATA
AAACTCCTTGAGGAAAATCTACAAAAAAAGAAAAATAATGGCATTATAGACATAATCCAA
CACATAACTACATCTGGGTACAGACATTTATAAAGTGTACCATACAAGGTGACCCAGTGT
GTAAGAATCTGAAGACAAAAATTACAATTTGAACAAAAACAAAAAAAAGACACTTCAAAA
AATGAGAGCATTAGTAACATTGACGACTCAATGGATGAAACGTCAGGACAACACAACAGT
ACATGAGCTTGTCAGATTTAAGTTACACATGTTGTCCCGCCTTAGCAGCTCTACTTTGTT
GTGTCCTTGTGCTTCTTTTCATTTTAGTCACACACGGACAAAGAGGAAATGATATGACAC
GAGCTACAAACTTGTTACAAAAAGCCCAATCCCTCCTAAACAAATACCCTGATAAAACCA
GTTCATAGCTACCAAAAATCTCATTATTGTGTCTCTTTTTGAATAGCCACATCATTAAGG
TGTGAGTTCTAATTATCTCAGTGAAGGAGACAGGAGAAGGAACCGTACCATTTAAAGAAA
AGGTAAAGTTGGGAAGGCAGTGGAGATCAGTTTCTATGTTATGAATTTAGTAATCTGTTG
GTTCGTCACCCTCCTCGCTCAGCAAACAGGTACGAATCAGTGCTTCGGTCACACCGTACG
GGTCACAGTTGGCCGAAGGGCGGCGGTCTTCAAAGTAGCCTTTCTTCTCCTGACCAACGC
TGCGAGGAATGCGGATGCTGGCTCCGCGGTTAGCCACGCCGGCTGAGAATTCATGGATGT
TTGATGTTTCGTGGTGACCGGTGAGACGGCGTGCGTTGTCAAGGCCCCCTTTGGGATCGT
AGGCTCGGATATGATAGCGGTGTCTCTTCCCCAGTTTCTCGATGGCATCTTCAATAGCCT
TCAATCCTCCTTCTTCCCTCATCTCCTTGGTGCTGACGTTTGTGTGGCAGCCTGCACCAT
TCCAGTTTCCTGGGATGGGTTTGGGGTCAAAAGAGGCAACGACGCCAAAATCTTCGCAGA
CGCGGTGCAGGATGAAGCGGGCCACCCACAGATGATCACCCATGTCGATTCCCTCACAAG
GTCCAACCTGGAACTCCCACTGAGCAGGCATCACTTCTGCATTTGTGCCACAAATGTTGA
CTCCAGCATACAGACATGCTCTATAATGGGCCTCTACAATATCTCTGCCATAGGCTTTGT
CAGCTCCCACGCCACAGTAGTATGGACCTTGTGGTCCGGGGAAACCATTTGATGGCCAGC
CAAATGGATGCCCGTCTGTGCCCAGGATAGTGTACTCCTGTTCCATGCCGAACCACGGAT
GCTGGTCTGTCACCATGTCCATCACCTTTTTACAGGTGATCCGAAGGTTGCTTTCGGCAG
GCTTTCGGTTGTATTTCAGGACTTCACACAGCACCAGCTTGTTGGGGTCTTTACGAAATG
GATCACGAAACATAGCCGCAGGAAGGAGATACATGTCACTGTTGGATCCCTCAGCCTGGT
AGGTACTGGAGCCGTCAAAGTTCCACTCAGGCAGATCTTCAATGCTTTTGGGCTCAGAAT
CTAGAGTCCTGGTTTTGCAGCGGAGCCCCTCACCGGTGCCATCAATCCAAATGTACATGG
CTTGGACCTTCCCCCCCTGAGGTAGCTCCATGTACTGCTGTTTAACAGCTTTACTCAAGC
TGGCACTGGCAGACACAGCCATCTTAATTGTTATAACACACCTGGAAAGACGAGAAAATC
TATGTAAAAACTAAAGGACAGCCAGGTCCAGTGTTTGGTTCTAAGTTGGTTCGCTAGTGT
TTCTCTCATTCTCCGGTCCCCGGCC
>CL275Contig1
TTTTTTTTTTTTTGTTTTTTTTTTTCAAAGCCTTTACCGATTCACTTTAATGTCGTTACA
CCCACATGAAGCATCAAATATCATTTTCAGCTCATGTCATCTCAACATTTGTAAAGCTTA
TTGACTCGAAGTATATCGATGTCCGACATCCTCTCTGTTTGGCCAATGGCAGCTTTGGGG
TTAGGGATGGGGGTTATGGTCTCCTTTCTGTCTTTTCCAAAGGCAGTTCTTCCATAGTGC
ATGATGGAGCCATAGTCATACGGGGTGCCCAGATTGTCGGTATCATTCTTATCAAAGTTG
TGTGTGAAATCTTTAATGATGTTTTCCCAGTTGATTTTTACATGCTGGTCGCGGTCGCTC
CGAGTGTGCTCGTGGTAGAAACCCAGAGCATGCAGGAGCTCATGCTGGATGACGGCGTGC
TTTATGCAGCCAAACCGCTGCAGCACCACCACTTGTTTGTCACCAACATAGCCCATCATA
GACTTGCAGCCAAATCTGGGTTCAAGGCTCAGGTAGGCCCTCTCATTGTTGCGAGGAACA
AAGTGAATGCAGGTTTTTTCTGCAAACTCCTTCATGGCGTTCCGAATGGTTTCCTTCTCG
TCACTTTCATAGTTGTCGCTAACCACATAAGGAACCTTCACGATGCCATTGGAAGACTTT
GGCCAGCGGCAGCTATCTGGAGCGCCAAAGCACTTCATGGCATTCCTGGTTTTGGGAAGA
ACAAGATCTCCTTCCAACAGTTCCTCCATAGAGTTGTTGTTCATTCTGAAGATGATGGAG
GACACGTCCTCCAGTTCAGACTCGTCTATTTCCTCCTTTGATGAACCGTTTTCTGCTTCC
TCCATATTGTCAGTTTGAGCGTTGCTGAGGCTCAGGAGCAGCAACAGCAGCACAGATGCT
TTGGCCAGCAGGNTCCATTTTTTTTTTTTTTTAAATGCTGATGCTTCTGACGCTTCACCA
CTCCGTCTAGCCAGCGAACTCCCCGGCCATAAGGCCCGGGTTAAACGGCGCGCTGANG
>CL276Contig1
GNNCCCCCCNAAAAAAAAAAAAAACTACNAGCGTNGATTATGAACAAGCCAAAAATGTAA
AGGCGGACAAACCATGTAGACTTTGACATCTTTAATGTTACAGACAGGTTTAAAACTCAT



CAAGCAAACTAATAACCCCCCCCCCCCCCCCCAAAAAAAAAACAAACAAAAAAAACTTGT
AATCCAGTCGCTGTGTCTTTCATCCAACTACTAAAGGTTTTTTTGTTTTTTTTTACATGG
CAACATCATGCATCCTTTGATTTATATACTGTAAACTCAATAGGATGGGTCATTCTTTTT
AATGTACACATATATAAATGTACAATGTCTATATTTCTATGGTGCCCTACAATTTGTATC
AGAAAAAGGTCAATAAAGAGAAT
>CL276Contig2
TCTCTTTATTGACCTTTTTCTGATACAAATTGTAGGGCACCATAGAAATATAGACATTGT
ACATTTATATATGTGTACATTAAAAAGAATGACCCATCCTATTGAGTTTACAGNATATCA
ATCACAGGATGCATGATGTTGCCATGTAAAACNAAACAAAAAAACCTTTAGTAGTTGGAT
GAAAGACACAGCGACTGGATTACCAGCTTTTTTTGTTNGNTTTTTTTTTGGGGGGGGGGG
GGGGGGATAGTTGGTAGGGTTTGGTTCTCCAGGTCACATGCCATGTTCAAAAAAAAGTTT
TTTTTTCTTTAAAACAAAAAAAAAGNGTGCTGCTTTTCANGTAAGTCNAANCTGGTATAA
AAATGATTTTAAGTGTANCGTTTGCAGCGATCAAGGCANANAGNCNTCACTGCCNTTNCT
TCAGGGAGCTTTTACAAATGCTGTTGTCTTTNCACCGTTATTTCTGTTGCCTTTCCNAGC
GCNCNCTGATTCANGT
>CL276Contig3
GCCAAAATCTCCTCCTGGCTCGCGCCTTTTTTCTTTATCTTCACGAGACCAGACGCACGT
GCTACATTCAGGACACCGTTGGAATAATCTTCTTGTTTTGCTGGTTCCAAGAGCTAAAGT
AAGCATGAGCGACAAGGGAACCGTCTCGCCGAAAGAGAAAGAGGCGGCAGAGAAGAGAGG
GCGTGGAAGACCCCGTAAGCAGCCCCAGGTAAAGACGACTGACGAGCCCAGTGGATCCCC
GACTCCAAAGAGGCCCAGAGGACGACCAAAGGGCAGCAAAAACAAGACCGGCGGCAAGGG
CAAAAAGGCAGCGGCAGCTCAATCTTCAGCGGGGAAACGCAGAGGAAGACCCAAGAAAGA
GGAGAAAGAGGAAAAGGCATCCCAAGAGTCATCCGAGGAAGAAGAGGAAGAGGAGGAGGA
CCAGTAATTCAACGCATGCTACCTCACTCAACATACTGACTTACTGTTAACAGAACTGGG
CTGTATCTTCAACACCAGTGCCACCACATGACCACTGTTCACCAACCCCCTCCCCCCTAC
TGCCGGAGAGGGGTCAACACAGTACATACATCATGCAGCAGCACTGGATAGAAAGATGGA
CTTGATCAAGCTTAGATTTAAAAATTACATGAATGGCCTTTCTGCAAGTCTGTTATCACA
AGTCTCTTATACTGGACAAAGTGTACTCTGGGGGGCCTGGATGTTTGTTTGTTTGTCCCC
CCTCCCCTAAAGATGGTTTCTAGGATTTGTTTCCTCTGCTTACCTGCATCTGAGATGGTA
GGGCATATAGACAAAACTCCTTCCTTTTTTTTTTTTTTTTACTGGACAAAGGTGAATTTT
TACCTGTTTCTTTTTATAAAGTTGTTAGCCTATCCTTTACATCATACTATAGATGGAGTT
GAGCTTCAGTGTTTAGGATGAGGTGATTTGATAGTGAAAAACATCTGTTCCATGTCTCAT
TTTCAGCCCATATTAGAGCTTCCCTTCCCAGCATCCCGCTAGAAACAGTTCATAGTTAGG
AAAAGCTTCTTAGACCTCCTCAAGTCTTCTGTATGTAGAGGGGAGATGTAAAGTGTATAG
TTGGTAGGGTTTGGTTCTCCAGGTCACATGCCATGTTCAAAAAAAAGTTTTTTTTTCTTT
AAAACAAAAAAAAAGTGTGCTGCTTTTCATGTAAGTCGAATCTGGTATAAAAATGATTTT
AAGTGTATCGTTTGCAGCGATCAAGGCAGAGAGTCATCAGTGTCGTTTCTTCAGGGAGCT
TTTACAAATGCTGTTGTCTTTACACCGTTATTTCTGTTGTCTTTCCGAGCGCTCACTGAT
TCATGTGGAAGACAAACCTGCAACTGGTCAAAACGTGAAGTTTTCATAGTGACGGTGGAC
GGTTGGTGGCACTACCATCAAACAGGGCTGTACCTAATTCATTCCACCTCTGTTTTTGGT
TCTTTTTTTTTTTTAAACCNNCAANTTTTNGG
>CL277Contig1
GAGGAATTCGGCACGAGGTCGCATTGGGGCGCTAGCATCGGCGTGGAGTAGCACTGAACC
CACGACACCCGAGACGCACTGCAGTTAAAACAACTCACATTAAATTCACTTTCATTAACG
TCCCTTTCAAGTCCAAATAAACATGGCTAACTATCACAAGCCCGACGAGAAGACCCTGCA
GGGGCTGAAAGACGTCGCTAACAAGCTACGGATCAACTCCATTAAGGCAACATGCGCCTC
TAACTCTGGGCATCCAACATCATGCTGCAGTGCAGCAGAGCTTATGTCTGTGCTCTTCTT
CCACGCCATGCGCTACAAAGCAGACGATCCTCGTAACCAGTGCAATGACCGCTTTGTTCT
CTCCAAGGGTCACGCTGCGCCCATCCTGTATGCTGTCTGGGCAGAAGCAGGTTTTGTCAA
AGAGTCTGATCTGGTTAACCTGCGCAAGATTGACAGTGACCTGGAGGGACACCCCACCCC
TAAACTGGAGTTTGTTGACGTGGCAACCGGGTCCCTCGGACAGGGTCTTAGTGCTGCGTG
TGGAATGGCCTACACTGGCAAATACTTTGACAAATCAAGTTACCGTGTGTACTGCATGCT
GGGCGATGGGGAGTGCTCAGAAGGCTCCGTGTGGGAGGCCATGGCCTTTGCCTCCTACTA
CAAGCTGGATAACCTGGTGGCGATCCTGGACATTAACCGACTGGGACAGAGCGAGCCTGC
CCCTCTGCAGCATGACATGGAGACGTACCGCAAGCGCTGCGAGGCCTTCGGGTGGAACAC
GTACGTCGTGGAGGGACACGATGTAGAAGAGCTGTGCAAAGCTTTCTGGCAAGCTCAGCA
GGTCAAAGATAAACCCACCTGTATTGTTGCTAGGACTTTGAAAGGCAAAGGATTAAAAAA
CATTGAGGACAAAGAAAACTGGCACGGAAAGCCCATTCCCAAAGACAAGTTGGATGATGT
CCTGAAGGACCTCCAGTCCCAAATCCAGGTCCCCAACAAGACTCTTAGTCCTAAACCGCC
CAATAACGATGCAGCTCCTGCAGACCTCAGCACCATCGTCATGCCGTCTGTCCCTTCTTA
CAAAAAAGGAGACAAGGTGGCAACAAGGCGAGCATATGGCGATGCACTGGCCAAACTGGG
TCAGGCAAGCCAGAGAGTGGTCGCCCTCGATGGAGACACCAAGAACTCCACCTTCTCTGA
GCTCTTTAAGAAGAAGTTTCCTGACCGTTACATCGAATGTTTCATTGCTGAACAGAACAT
GGTAGGAGTTGCTATCGGCTGTGCTACGCGTGATCGCACTGTTGCATTTGCCAGCACCTT



TGCAGCGTTCTTCTCCAGAGCCTATGATCAGATCCGTATGGGAGCCATTTCTCAGACCAA
TGTCAACCTGGTGGGGTCTCACTGCGGAGTCTCCATTGGTGAGGACGGCCCATCACAGAT
GGCTCTGGAGGACTTGGCCATTTTCCGCGCCATACCATCGTGCACAGTCTTTTATCCCTG
TGATGGCGTGTCAACCGAGAAGGCCGTTGAACTGGCAGCCAACACAAAGGGAATTTGTTT
TATTCGAACCAGCAGACCAGATACTCCCATCATCTACTCTCCAGATGAGAAGTTTGAAGT
GGGAGAAGCCAAGGTGGTGCTTCAGTCTGACAATGACGTGGCGACTGTCATTGGTGCAGG
TGTGACTCTGCATGAAGCTCTGACTGCTGCCGAGATGCTCAAGAAAGAAGGAAAAAGCAT
CCGTGTGATTGACCCCTTCACCATCAAACCCCTGGATGCAGCTACTGTTCTGGCCAGCGC
CAGAGCCACCGGCGGACAGATCATCACTGTGGAGGATCACTACAAGGAGGGTGGTCTGGG
TGAAGCAGTCTTATCTGCAGTGGGTCAGGAGCCTGGAATTGTTGTGACCCGTCTGGCAGT
GACAGGCCTTCCCCGCAGTGGAAAGCCCCAAGAGCTCTTGGACATATTTGGGATCAGCGC
CAAACACATCGTCGCCGCCGTCCGCCAGACCTTCGCAAACTAAAGACCCCTTCATGCTTT
CATTCCAGTTCCCCTGCAAATGACCCTTTCACAATCCCGATACCCGCTCACCTCTACGCT
GCCACCCAGTGACCGTAAACCTGTAGTGTACTAACCCAGTTTTACTTTTGCCGAGGTGAT
TGCACTTCTTTAAGTTTTGTTTTAAAATGCTAACATCCAGTTTTGCTGGAGGTGTGCACT
ATAGCATCACTGGATTACAGTTCAACTTTTATCTTAAGTAAACTTAAAGGCCACCCTGTC
TGCAACATTCCTTCTTTTCCATTTTTCTTTTCCCAGCACTTCCCTGTCATTCCTAGAAAA
CTGATGAAAAACATTTAGGGTCAGCTTAAACCGAACCAACCGTTTTACATTTCCATTTGT
GTCCAGAGTCATTGTGTTGCTGTGTGACGTGCTGAATAAAAAAACAAGTTTGGTGAANAA
AAAAA
>CL278Contig1
TTTTTTTTTTAATGGTTCCAATCTCTTTATTTAGTTTTTGCCCATAATTCATCATTACAG
CAGTCAAAATTGCATTTCAGGTGTGTAGTATTGTGTAGACCCCAGTAAAACCAAAGTACT
AGTCTTTCAGGAACACAATAATACTTCAAAGAACTTCCAGTTAAGCTGAAGAGGCTTCAA
GCTTTGGGCTCAGTCACTGCAAGTGGAAAATGAACTACACTCAATACTGCATTTTTACAC
GGCATCTCTATAAATTGCTGGAGGAAACCTGCTGGTATGAATCATGCACACAAAGCTTGT
TTTAAGAATACTGTAAAGCTTGATGAATTGGAGTTTTCACTGGATAAAGTGACAAGGAAG
AGGAGGTCTGAAGTTAAATTGTGCAACTTTGTTTAACGGAGTCTTGGATTGTAGTCTTCA
TGTGTTTTGTAAAGATGATAGAGCAGAACAGCAGCAGCAGCGGTGATGTTAGCACGTCTC
CATGTTGGAATGCGTCTGTAGCTTTGAATGTGTTTAGTTGATTACAGCGGATGAGCCCAT
CCTGTTGATGCCACAGGCGTTGGAACCTCTTTGCAGGTAATAGTAACCCTGCTCGCCATA
ATCCTCGCCCCAGCTGTTCTTGATGGCCCAGAATGGGATCCCATTACGTTCTCCATATCC
CACTAGGAGAACGGCGTGGTCGATCATCCAGGGGTTGCAGAAGATCTTCCAAGGGTGAGA
AACGCCCTTTTTATAGAACTGCATTGCAAAAGCATTCAAAGCCACAGAGATGGGTCCATT
CTCTGCCAGCCAAGCTGCGATCTCCCTCTCATCTTTGGGGAGCTCCACAGAGCTATTGAT
GTAGGCGGCCACCTTCCTGTTGGTGAAGTCGCACTTCTGCTTGTGTCCTGTGTAGGAGTA
GTCTGTTTCGCTCTCCAGACCACCCAGCTTCTCTATGGCCTCATAGGCGTTTGACGGCAG
CCCGCCCCGGCATGCCTGGTCCAAACCGTCACAGTCAACCAGCTCTTGCTCAGAAAGCGA
CAGCAAAGTTCCATTTTTCAGGAACCACTGACCCTCGATGTTTCCTGTGACAGAAAAGGC
CCAACAAGATCCACACATCCCCTGGTTCTTAACAGGGCTGACAGCTCCGTGGTCCCTCCA
GTCCCAGCTGTCAGGGGCGGGGGTTTTGGCGGGAGGAGCTGGTTTCATTCCCCGGTGGAG
CGTCCACTGACTCAGCAGGGGGTTCAGGTATGTGGAGCGAAATTCCTCCTCAGTAAGGTC
ACTGAACTTGGTCACTCCATATTCAGCTGAACCTTGATCCAAAGCCTGGAGCTTCTCGGC
TGTCTTCAGGTTCTCCTGGAAAATCTGTAAACGCCGTTCAGCCTCCTCCTGACTGCTGTA
GTCCTTCTTGTACTTAACCATGAAGTCTTTAAACTGGCCCAGAAGCTGCACAGACTCCTC
CACAGGTTGGCTGTTGGTTGGTTCCGCCACCCTGTTGGTTTCTTCCACTTCAGCTTTAGG
ACTGCACTTCTGCTTAAGCAGGGTTGAAGTGCCCTGCCACGGGATGTCCCACACTTCAAA
CACACACACCTCAGTCTTCAGCTTCTGAGTCTCTGGATAGAAGTCACATGTCCTGACCAT
GGCGGATTTCTTACAGAGGGTGTTGCTCAGCTCCACTGTAATGGTGTAGCGGATTCCTTT
AACCAGCTGTTTGGTGGCGGAGACAAACCGGCTGATTTTGCGGAGATGCATGGCGTTGGA
GCCCCGGTTGTATCGCTCTTCTGCGAAAAGCATCACCTTCTTCAAGCCTGGGTCGGACTC
GTGAACTCCAATGGGAGATCCCGGGGGGCCAAACAGAGGCCGGTCGAGATCTTCTCCCAA
ACTGAGCACCGAACCCAGCACGGCGAACAGGACCATCCATGGGATTAGCGCACAGCAGCG
GAAACCGACCGACATGCTGACCAGCGGGCGTTGATGGGGCAAAAGGGATCGGAGCTCAGC
GTCCTCTCAGTTAAAAAGGCGAATGTTTGTTTTAAAGTCTAAATAAAATCGATAATGGGC
TAGATGTTGCGGTTATACAAGCAAGTCATCCTTGTTGTTGCCAAACATATGAAGCTGATT
AAG
>CL279Contig1
TTGACTAAAAGTTTGGAAAAGCAGAGGCGGGGCTAATTAACCTGTATTTATTGAAAACCC
AGCAATGGTCAGTCATACGGGTGGTGTCTGTACAGGCGGGGGAGCGAGGAGAAGTGGTAA
AGCACAACAAAAAAAAAAANATGCTACAGCAGGATCCNCGTCTAAAAGGGTTACGTTGGC
AAGGAAAANCTTGGANCAAACGGTTTGGTAAAGTGTTGGTGGGGGTTTGCTTCCTCCTCT
GCAGNGTTCTTCACGTCGGTGGCGGGGGGGGCAGGGCTTTCCTCTGCTTCACCGTTTCTT
GGGCGGTTGGGCTGTGCGTGGAGGCGTGACGGGCCNACCCGNGTTCATCCCTCCGNACTG



GTACTTGGCCTTTTTCTCAAAGGGCTTCAGGATCTGGAAGGAGCACATCAGGGTTTCATC
CACGCTCATCATTCCNCCCGCGTTGTCAAA
>CL279Contig2
TTTTGAAACCCAGCAATGGTCAGTCATACGGGTGGTGTCTGTACAGGCGGGGGAGCGAGG
AGAAGTGGTAAAGCACAACAAAAAAAAGATGCTACAGCAGGATCCGCGTCTAAAACGGTT
ACGTTGGCGAGGAGAAGCTTGGAGCAGACGGTTTGGTAGAGTGTTGGTGGGGGTTTGCTT
CCTCCTCTGCAGTGTTCTTCGCGGGGGGGGCGGGGCTTTCCTCTGCTTCACCGTTTCTTG
GGCGGTTGGGCTGTGCGTGGAGGCGTGACGGGCCGACCCGTGTTCATCCCTCCGTACTGG
TACTTGGCCTTTTTCTCAGAGGGCTTCAGGATCTGGAAGGAGCACATCAGGGTTTCATCC
ACGCTCATCATTCCGCCCGCGTTGTCGAACTCGCCGCAGTAGTTTGGAGCCGAGAATAAG
GTCACCAGCTGCCGCTTGGCGAAGAACTCATAACCGTCTTCCACCACCTGGTGGGCTCTG
CAGATGAGGTCCAGATCGTGGCGGTTCAGGAACTTGCTGACCACATCCGCCCCGAAGGTG
AAGGAGACGCCGCGGTCGTTCTCTCCCCAGCCCTGGACGTCTTTGTCCGGGTCGGACCAC
AGCAGGTCGCACAGCAGGCCTGTGTCGGGGACGTCTGTGGGCCTCATGATGCGTCTGATC
TGCTCCATGGACTGCAGGTCAGGAGACAAACCTCCGTGACAGCAGAAGATCTTCTCGTCC
ACGATGGCGGCGATGGGCAGGCAGTTGAAGCAGTCGGTGAACGTTTTCCACAGCTTGATG
TTGAACCTGCGTTTACACTCGTCGTAGAAGCCGTAGATGCGGTTGATGGAGGCACACTCG
TGGTTCCCCCGCAGCAGGAAGAAGTTCTCGGGGTATTTGATCTTGTACGCCAGCAGCAGA
CAGATGGTCTCCAGAGACTGCTTCCCTCTGTCCACGTAGTCTCCCAGGAACAGGTAGTTG
GCCTCGGGGGGGAAGCCGCCGTACTCGAAGAGCCTCAGCAGGTCTGTGTACTGGCCGTGG
ATGTCACCGCAGATTTTAAGGGGAGCCTCCAGCTCCAGCAGGATGGGCTGACTGAGGAAG
ATCTCCCGTGACTTGATGCAGAGGCCGCGCACCTCCGCCTCCGTCATCTGGACGATCTTC
CCTGGACGACATCCTCTCACCTCTAAAAGCCTGGAAATCAAAGAGTCGACGTCCAACTCC
CCCTCCGCCATGTTTCTGTAACAAGCAGTCGAGCCCTCCGCAGTCTGGAGAAGGCAGGGT
GGAGAAAC
>CL279Contig3
GCNNNGGGGGGGGGGGGTCCTCAATGCAAACTCCTATCAACTCCAGCAAATCTTGTTTGT
TTTTTTCTTTTTCAGTCAAAATTACTGTACAGACTGGCGCTGCGCTTTGAACCTGTCCAA
GACAAGAGTGGTCAGAGAGGGGAGGAGTAGAAATCTCTAATTACCCCCCTCCCCGTAAAA
TGTACACGTGCAGACGAGTCTGACGCTCCTCTGCAGACGAGACATAGTTGTAGTCTGCTC
ACCCACGCACACACTGGAACAACTCATTACATTAACTGTTTTAAGAAGTACGGATAAAAA
AGGAAAAAAGCCCTGGGTAAAGGTTTAATTCCGGCTGTTTGGTGAAAGAAAGGAGAAAAG
AGGTAGAGAGGACAAGAGGGAAAGATTGGAGGTCGAGGGCCAAGTACTGGTGTCATTTCT
TGGTTTTCCTGGGAGGCGTGACGGGGCGACCGGAACCCATGCCCCCTCCGCCGCCGTAGA
ACAGCTTCTTGTCTGCAGGTTTCAGAATCTGGAATGAACACATGAGGGTCTCGTCTACGC
TCATCATGGCGCCAGCGTTGTCAAACTCCCCGCAGTAGTTTGGGGCGGAAAACAGCGTCA
CCAGCTGCCTCTTTGCAAAGAACTCATAACCGTCCTCCACCACCTGATGGGCTCGACATA
TGAGGTCCATGTCGTGTTTGTGGAGGAACTTCGTCACCACGTCTGCACCAAAAGTGAAAG
AGACGCCGCGGTCGTTCTCGCCCCAGCCCAGCACGTCTTTGTCCGGGTCTGCCCACAACA
GGTCGCACAAGAGGCCCTGGTCTGGCACGTCAGTGGGACGCATGACCCGCCGGATTTGCT
CCATAGACTGGAGATCTGGAGACAGGCCTCCATGGCAACAGAAGATCTTTTCATCGACAA
TCGCTGCCACCGGCAAACAGTTGAAGCAGTCGGTGAAGGTCTTCCACAGCTTTATGTTGT
ATCGCCTTTTACACTCGTCATAGAAACCATATATTCTGTTAATAGAGGCGCACTCGTGGT
TTCCTCTCAGCAGAAAGAAATTTTCAGGGTATTTGATCTTGTAAGCCAGCAAAAGGCAGA
TGGTTTCCAGGGACTGCTTGCCTCGGTCTACATAGTCACCAAGAAACAAGTAGTTGCTCT
CTGGTGGAAAGCCTCCATATTCAAACAGCCTCAGGAGGTCATAGTATTGTCCATGAACAT
CACCACAAATCTTGAGGGGCGCCTCAAGTTCCAGCAGGATTGGCTGGCTGAGGAAGATCT
CCCGGGATTTGAGGCAGAGGCCACGGATTTCATTTTCTGTCAGCTGAACATTTTTGCCAG
GTCTGGACCCTTTCACTTCTAGCAGACGTTGTATAATGGAGTCGATATTCAGCTTGTCGG
CTTCTGCCATGCTATTCCCCTCTTTCGTCGGGTTTGTTCCCAATAGTAAAAATTCGAAGC
GTACTGTCGCTTACCGATTTAGTTAGCCTAACTACTTTTGCGTTAATCGGCTATCGTCGT
TAGCCCGCTAGCTAGCTAACCTTGGGGAATGATCGACAACCTCAAAATTTGAGGATTGAA
ACGGATTTGTTAAAAATATGATGGATGACATGTGCTGCACAGCAAAAAACCTATCTATAT
TTCAGGACAAGATTTTTGAATTGTTTGATATCAGTATTTCCTCGTTACGTCGCTGTTTCT
TTCGTATCTACTAACACCATGCCATCGACCAAAAAAAGAGCCCC
>CL280Contig1
GTCAGATGTTCCTTTATGGAGGCTGCAAAGGAAACAAGAACAACTTCCTCTCAGAGGAAA
CGTGCAAGGCTGCCTGCACAGCTGTTACAGCTCTGCCATCCTCGAAGAAGGAGTCAGAGG
AAGACGAAGGTCATCGAGATGCCAAAGACCACTGCAATCTGAAGCCGGACCCTGGACCCT
GCCGTGCTGCCTTCCCAAAGTTCTACTATGACAGAGACTCTTTCTCCTGCAAGTCCTTCA
TCTACGGTGGCTGTAGAGGAAATGCAAACCAGTTTGACACGCCTGAGGCGTGCATGGCAA
GCTGCAGCGGAGATGGCGTGTTCCATGGTCACAGTAAAGCTCATAGCCGCTGGACTGCTG
CCTTCTTTTTGTTTGCCACTCTGGCTGCCATCTCTGCTCTTCTGCTGGTGACCGTGATAA
TCATCACGCTGAGACGCCACCGCCTGGTTCGATCGTCATCTTCCATCAGCGATAAAGAGG



AGCTTCTACCGGATCTGGACGAGATGTCCTCTGTGGAGTCCCTGTCTGTTCCTGAGAGCC
CGAAACCAGAACAGAAGGCCTAACACCATTCTGGTTCTGTGCCAGAGTGCAGTCCCTCCT
AGAACAGATCTTTCTTGGAGATGGGCTGTTGGTTCTGAGAAAGATCGGCGCCAAACCAAA
TCTTTTAGCAAGGCTGATCTGTCACCAGCAATATTTGATCTTCAGCCATTCATCCTGCGG
AACAGTTCAGAAGAACCTTGGTTCTGACCAAAAATTCCACTGTTCATAAAAGCCCAAAGG
GTCGAGTTTAAATCAAGAACTGTGGTTCTAAGTTTTCTTACTGGTGTTGAGTTCAACTAA
AAACAGAGCCATCAAACCAAGAGTTCCTCTTTGCTGGTTCTGTCTGTTCCTCTGATTTCA
GAAACACTCTGGCTTTAGTTTGTCAGAAACGTGATCCAGTGGCATTGATTAATGTTGATT
ATTACCAGTTTACTTGGAAGAACTGGTCGTTGTTCTTCTTGACTTGAGGGTCACAGACCA
CACCCTTTTTCCTGATGGGAGGGTGTTCCTCCGGTCTCATCTAGGTCCTTTCCTGCCATC
ATAGTGCTCCTTGGTTCCTCCTTGGGTTCTACTGTTTCATGTCTTGATCCATATGAGAAT
GAGATCAGTACAAGACAGATCATCAAACTGATGCAGTGATTCATGACGGGGAACCAAACA
CTGAGAACTCTGGAGAAAACTGTCTGAATCTACAAGAGAATCCAATAATGGCGGAGCCAA
GAACCGCAGTGAACCGGCTTAGAACCTGGTCTGAGTCCAACACAGACCTGAGGAAGGAAG
AACTGTAAAAGACAACAAACCTGTGTTTTTTATAACCTGTGGGGCAAAGCAGACTGTTCC
TAGAAGATCAACCTGCTCTGCTCTTTAAAACATTGCCTTAACAACATGTTGCCCCTCCCC
CGTGATCCAGGCCAAGCTTTGATTGGCTGCTAGCAGGAAATGATCCATTCAGATCAGATG
TGGCTGATGATGCAATAAGGTGACAGATCAACCAACGAAAGAATAGCCTGTTGCTGATCT
TCTTTTTCTGTAGACTCAATTTAGAAAGAAAAAAGAATGTAATCACGTATTGATGAACTA
TTTATACTTTGGGACTTTGATTGGTTTAGATGAAGTTGCTGTGATTTTTCTTTGAATCTG
GACGGGGTTAGGTGTAGCCAGCTGATGAAGCTGTAGAAGTGTGGAACTGATGATCAATAA
GACTTTTGGGAAATATGGAGTAATTATTAATCAAAATGCTCTCCCATAACCCCCCCCTAC
AGCCCACTATTGTTTTTATTGATTTTTTTAAATGACTTTTAAACTGTTTTACTGAATTTT
GAAAATAAATTCTGTTTCTTCTGAAGAANANNNANN
>CL280Contig2
CGGCACGAGGATCAACATTAATCAATGCCACTGGATCACGTTTCTGACAAACTAAAGCCA
GACAACATGGCGTCTTCAATGTCACTCGTCGGTTTAGGACGTTTATTAACGGCCAATGTT
TCTTCAAAATTGTTGCTGAACCCCTTCAGGTCTACAAGCACGTCAGCAGCGAGGCTGGCA
GCGAATTCAGGACAAGACACACAACTTATTACAGTTGATGAGAAATTGGACATCACCACC
GTGACAGGAGTCCCGGAGGAGCACATCAAAACCCGCAAAGTTCACATTTTTGTGCCCGCC
AAAACGGCCATGCAGTCCGGAAACAACAGTGTCAAGAAGTGGAAGATGGACTTTGATACC
CGAGAGCGCTGGGAGAACCCGCTGATGGGCTGGGCCTCCACAGCGGATCCTCTTTCCAAC
ATGGTGCTGTCCTTCTCCTCAAAGGAAGACGCCATCGCTTTTGCTGAGAAAAATGGCTGG
AGCTACGAAGTCACGGAGAAGAGGAGCTCAAAGCCCCGAGTCAAGTCCTACGGAGCAAAC
TTCTCCTGGGACAAGAGGACCAGGAGAAGCGCCAAGTAAACTGAAGATCCGCCTCGACCG
GCATCATTCTTGTCAATAAATGCACCGTTATCCATAAATCTGTATCAAAAAAAAAAAAAA
ACGAAAAAAA
>CL281Contig1
TTTTTTTTTTTTTCAGGGAATGGTGAGCTTTATTTTGTTTCGAATGTGGCATTACAAGTT
TAGTTTTGAAAAACAAATGAATAGCTTCATTAGCAAAACACTGAAGGTTTTTTTCTCCTT
TTGATTTTTTTTTTAAAGATCAGCTTATATTGTATACATACAGCGTATTCAGCAAAGTCG
GGAACCACCGAGGCCCATTTTCACAAACTGAGGGCATTCCTTTGGTACAACAAAGGCAAA
ATACCAAGTTCAGGGTGATTAAAAAGAAACTATAAAACTTTATTGAAACACGCACTGCAG
AAAACATTTTGGGATATGTTTAGGTTCCTATTTAGTCAAAAAAGTACACAATAATGCATT
TTGGAAACGGCACGACTTAAAGCATACACAGTTTTTCTAAGGTTATGTACAAAATATTAA
GTTGGCTGCAGATTTCTTTACACACAGACGTTTGATCCTGCAGACTTCACAAGATTTAGT
GGATCAGTGACCCTTTTGCAGGTTACAATATTTTATATATCAAATGTAAATGTATATTGT
CAATGGGATTTAAGATTTTAAGAGTCTGCAACAGAAATATATTTTGCTCAAAAACAAACT
CAGGTTTGAGTTTAAATCGGTTTGTCAATGGACTTTAGTTAAAAACAAAATTTAGAACTT
ATAGTAGGTACTTTTGAAAATGCAGCCTATATGAGGTGTATCGCCACAATCAGTTTGCTC
AGAAATCACTAACTGAAATAACCACCAGAAATCACTAAAATGTTACTACTGTGCCTTTGT
TAGGTTAACGCCAGTTAAATCTTATCTACGCAACTAAAACATTGAATGGAAACCAAAAAC
ATAAGCCTTCACGCTATCCCCCGGCACTGACATCCAACTAAACGTCACTACTTTAGTCTA
AAAACAAAAAATATATTTATATAAAAAAATGGAACAAAGGAGGGGGAAATTACTTTTGAA
AGGTTAAGTGAGTTACAACGGAGGCAATTGCCATAGCAACCCTCTACCAGTAGTCGTTCA
ATATCTTCCATATGGATGTTCTCTATAGGATCCCTTAGACTGCCGCGATGGGGGAGCTTT
GCCTCCAGCACCGGAGCCCGACCACGAGTTGTCCCAATCATCTTGAGCATAGGAGTCGTA
TCCTGTGTCCTGTGCTTCACCATGCCCATAGTCATAATACTCAGTATCTGCAGGGGCCGC
CTGCTGACTGTAATAACTGTCATATCCCTCATAAGAAGGTTCTGCGTAACCCTCTTCATA
TGAAGGATATTCATCATAAGCATCTGGTTTAGCTTGTGATCCTGAAGGACCACCCTGATG
TTGCTGGTGAGACATGCCGGCAGATGGGAGCATCCTGGCAGCGCCTGCAGCAGGTGGTCT
AGAGCGTGCAGAATTGCCTCCTCGAGTAGGAGCAGAAGGAAGGCCCCCCCTGCCTGTTGG
TGCTCCTCTAGGTGCACTGCCACGCCCAAGTCCTCCACGGGGCGCTCCACCACGCACAGC
CCCTCTAAGACCCCCACGTGGCATTCCCCGACCCCTAGGTCCTCCGGCACCTGGTGGACC



ACCCCGGCCCCTGCCAAGACCACGCCCCCTGCCTGAGACATCCTGGGATCCATTCAGGAA
GTGAGGATCCATGTATGGCTCGTGCTCACCAGGTTCTGGAATCAGGAACTTTTTCACTTC
GTCCATGGCGTGAGCCATACGCATGTAGGCTTCAGGTATGGGTGCTGTAACTTCAATGAA
AACATGGAGCTCCATGGCAAGGTGAGCATATTTTGCCTCTCCACCTTTCCTAAGTTCCTC
CTCCTTATTTTTGTCCCTCATAGAACCTTTGCCAAGAACAGAAATCTTTGCCCCGGTCTC
CTCCTGAAGCCTTTTGATTGTGCTGCCCTGGGGCCCCAAAAGCTTCCCAACAAAGTTGAC
CCTGGGATACTGCTTGATGGGAATGAGCACGCGCTCCTTCAGCTTCAGACTCTTGGTTGC
AAAAAGGTCCAGATAGGTCTCCTTTTCTGGCTCCTTCTTGGTTTCACCTTTCTGGATCCG
CTCAATTTCTGCCGCGAGGAGCTTCATTGCGTGCGTGAAAGAAGAATCCAAGCTGTCCTT
CTCGGCTAGGAGCTCCGGGAGATACTTCGTGTCTTCCATTTTGATTTTTTTCTTCTGAGC
AGAGCTCGACTATGGCGGCCACGGAGTCGGTCTTTGGAGCAGTAATATTAACGGGTAAAC
GAAGAGACGTCGCTCGCTCACTTTTTCAATAGAAATTACTAAAAAACAACACCAAAGTGG
GGCAAAAACCAGCACAAAATGGAGGTAAAATCGTCCGTCCGGCCGGCAAGTCTCCTGGCT
GCTCTCTCCGTACTCCTCGGCAGACAAAAAAAACCTCGTGCCGA
>CL282Contig1
TTTTTTTTTTGACGATGGGAGTGGGACTTTAATGTAACAAAAGAGAGGTTTTCCACCAAG
GAGCACTGACAATTTTATTCTTCCCAACTGCAGATGTTCTAAAATGATACATAAGGTTGG
TATTTGATGAAGTAGTTCAGGGGATTGAAACATTTCATCGTGAAAAATCGGCGGTGTGTC
AGGCCCCTTGGACGGGGACCGCAGCGAGGCTCGTGTTCAATCTGCGATGCCCACCATCTC
ATAAGCGCACTTCATGTTGCACTATCACTGAGCTGAACCCAAACTCTGGAATGCATGTGC
CAAAAGCATTCAGGTCTCAAACGCTCCCTCCACGTGTGAGAAAAGCTGGATTCACTCAAA
TGAAAGATCTTTACCAACAGAAAAATGGGTCCCGTTATGGGAATGCCACCAGAAATTTGA
ATATGAGGCACAGACTCCAATTTTAACCTTCACTTGTGCATCAGTTGGTTGGAAAGGTGT
GGGTCACAGTGTGCGGGCGGGTTCTGCCCCCTGGTTGGCTGTGGACATTCCTCAGATCAG
CAGGCAGGGCTTAAGCACTTCATTGTAGTTGGCAGGTATGACACACCAGGTCCCCTAGCT
GACCCTTTGATTACAGAAGTGTTAAAGGAGGCTTCATTGTGGCAGATTTTACTTATGTTA
AAAGTACAAAAAAGTATTTTCCAGAACCTCAAAATACTGACAGAACCTGACTACTCTTGC
GTAAGACAAAACAGTATAAGCGTTACACTTTTAGTAAAAACAGGGGAGAACAGTCTTTCG
TGTGGGTGTATCTGGGGGCAGGGTTGACCTAATTCTCCTTCTTTTTACCCCTGCCCCCCC
TCGTAGGAAGCAGTCCTCATGCCCCCCCATTTACAGTAGGACGCATCTATTGCTCTTCTT
TCCTCGCCTGGCCTGTAGTGCAGCCCTGGTGGCCATCTCAAACACTTCCCTCACTCCGTC
TTTTGTTTTTGCGGAGCATTCCATGTATCCAGAGGCGCCGATCCGGTTCGCCATGTCCCG
CCCGTCCTCTGGTTTCACAGGCTCCTGCTTCATTTTGGCCAGCTCCCTCCGGGTGTGCTC
ATCGTTCCGCAGATCTTTCTTATTTCCCACCAGGATGATGGGAACGTTGGGACAGAAATG
CTTCACTTCAGGAGTCCACTTCTCAGGAATGTTCTCAAGACTGTCTGGACTGTCGATGGA
GAAGCACATGAGGATGACATCGGTGTCGGGGTAAGAGAGAGGACGCAACCTGTCATAGTC
CTCTTGTCCTGCTGTATCCCACAGCGCCAACTCTACCTGTTTGCCATCAACTTCAATATC
AGCGACATAATTCTCAAAGACTGTGGGGACGTAGACCTCAGGAAACTGGTCCTTACTAAA
AACTATGAGTAGACAGGTCTTCCCACAGGCTCCATCTCCGACTATGACCAGCTTTTTCCT
GATCGCTGCCATAACAGGTGGTTGGGTTAAAAAGGCGCTCAGATGAAGTCAAAGTGGCGC
TTTGTTAGCGTCAGTCGTTGTTCCCTGTCTGTCTGCCGCTGTGGAGGATTACACAGGAGG
GAAGTGACCC
>CL283Contig1
TTTTTTTTTTCTGGTTCCATTTGGCCTTTTTATTCAAAACAAATTGGACTCACACGTACA
CACACACACACACCAGCCTGCATCATCACAGTATTTTCTAATCTTGCGGCGTGTTGGTCC
AAACGGGCCGGGCCAGCACACGGAGGCGACTAAGAGTTAAAGTTTTACCAGCAGGTCCAG
AGTTCAGTGCTCAGTCTTTGAACGCATCGCTGCACTGCAGAATGGGGGGGGTCCACAGTG
CTGCTGATCTACAACCAAGGACGAAGCTGCAGCTCCTCAGTTCACCAGGGGGCGGAGTTA
GACGTGAAGGGTTTTCTGCCGTTAGGGGCGGAGCAGAGGACGGCCACGGCGGTGACGGAC
TGCCTCGCCATGACATCACATGATCAACAGACAAAAACCACAGCGTGGGATCGGGGGAGG
GGGTCAACATCATCACGGTGAGTTTACTTCTGTCTAACAGGACCGCCAAAAGCCCGGTTC
TGACCCGAGACAGGCCACAAGAACAGCAGAACCTGAGGATCCGTCAGGTTGAAGTTTTCA
AAGGAAGCTTCCAGCTCGTGTTCTGATGTTCTGATCCGGTTTGGGGTCCGGCAGCTAAAC
CTTTACTTCAGAAACTAGCAGCTGTTAGTAGTTAGTCTGGTCACTAGGTGGCGAGGGGGC
TGGCTGACCGGCGGTCCCTGGAGCAGACTGGCAGAGGTGGGGGCGGAGCCTATTCAGGAA
TGATGCAGGAAGTATTAGTGAATCTCAGGTAAATGCTTTCAGTCACACAGACTCAGTCCT
GCTGGACTTTCTCTCCGTCTGGAAGGGTGGCCAACGTCCCGCTGGTGTCGCTGCTTCACT
GGTTCCTTTGAGGAGGAGGAGGAGGAGATGAGGAGGGGGAGGGGAATCGGACCGACACCT
CAGTCCTTCCTGGTCCGGTTCCTGCGAGATCTTCGAAGCTCATCTTCCAGCTTCTCATCC
GCCGCCTCATTCTGCTCCTCCTCTTCATCGTCTTCATCGTTCTTCTCTGCAGCTGGACTC
TTCTCTTCTTCCTCCTCCTCCTCCTCCTCCTCTTCCTCCTTCACGTCAGGCTGAGGTTCG
TCCGTCTTCTTGTAGTCTGCCGGAGACGCCGTGCTCTTCTTCTTGCCGGAGCAGCAGAAC
ACAAACAGCAGGACTAGCGGCAGACCGACGGTTAGAACGTAGACGATCCAAAGCCACGGG
CGCTCCTCTGCAGCCGTCAGCATCTGAGCAGCCAGACCAGGCTCGGCGGCCCCCTCTGCA



GCCTTCTTCAGCCCCCAGCCGTCAGCGGCCCAGCGGTCGGCCGTGTTGCGGTCGTTGGTG
ATGAAGAAGTTATCAAAGAAGATGTCGGAGGTCATGGACCAGAGCTCCAGCCCCACGGCG
CTGAAGGCCGTCATCCTGAAGGGCTCCAGGTCCTCAAAGAAGGCCGGGTTGGGGATCTTC
CTGGGTTTCCAGATGCCCTGGTAGTTGGGGTTGTCGATCATGGGGGCCTTCCACTTGCCC
TTGTGGTTGGGGTTGTCTATCATTGGTCGTTTCCATTCACCGCAGCCGGGGGCGCTCTCG
CAGGCGGGGTTGGGGATCTGGGGAGCCTCCCATTCGCCGTCCATGTCCTCGTCCCAGTCG
TCAGGTTTGACGGCGTCAGGGTCTCCGATGTACTCGGGTTCGTCGTCCAGCCAGCCGTCC
GGTTTGACTGCGTTGTCGTCGGGGATCTGGGCGGGGGCGTCCTCGTCCCAGTCCTCAGGC
TTCACAGCGTCCGGATCTTGGATCTTGGGCCTCTCGTCCCAATCCTCCGGTTTGTGGTCT
TCGGGGTCCTCGATCTCAACAGGGGGGTTGACAGGTGGGGTCATGTCCTTGAGCAGGTTC
CCGCTGTTGACCACCGTCTGGTCCACCAGCACCTCAAAGCTGTTGTCGGGGTTCACCACC
AGACTGAACAGGTGCGTCTTCTTGTCGGTGAAGTAGGAGCGCAGGTCAGCGTCGGGCTTC
TTGGCGTGCTTCTCTTCGTAC
>CL283Contig2
AGTGGTTCCCAGGCGGTCATACCGAGCAGCCGAGACCATGCATCAGCGTGTGACGTTGTT
CCTTCTTGTGGCGGCGGGCCTCCTCTTCCTCAGTCTGGCCCCCGTCTCTTGGGCTGAGGG
CGGCCTGGAGGAAGGTCTAGACGATGACCTGGACGTGGAGGACGAGCTGGATCTGGGTTT
GGCCGGTACCGACGACGAAGGGGAAGGACTGGAAGAAGAGGGGGAAGACGAAGCCCCGCC
AGCCCCTAAAACCCCCCCAGTACCAAAGGTGACCTACAAGGCCCCGGAGCCGGTGGGGGA
GCACTTCTTTGCAGAGTCTTTTGACCGCGGGACCCTGGACGGGTGGGTTCTGTCCAAGGC
CAAGAAGGACGCCGCCGACGAAGAGATCGCCAAGTATGACGGGAAATGGGCCGTGGAGGA
GATGAAGGACAGTAAGCTCCCCGGAGACAAAGGTCTGGTCCTGAAGTCCCGCGCTAAACA
TCACGCCATCTCTGCCCGGCTGCTGCGACCTTTCACCTTCGACACCAAACCGCTCATCGT
CCAGTACGAGGTCAACTTCCAGTCTGGCATCGACTGCGGCGGCGCCTATGTCAAGCTGCT
GACAGAGACGCCGGAGCTCAACCTGGACCAGTTCGTGGACAGAACCCCGTACACCATCAT
GTTTGGACCGGACAAATGTGGGGAAGACTACAAGCTGCACTTCATCTTCAGGCACAAGAA
CCCAAAAACGGGAGAGTACGAAGAGGAGCTGCAGCTTCGTCCTTGGTTGTAGATCAGCAG
CACTGTGGACCCCCCCCATTCTGCAGTGCAGCGATGCGTTCAAAGACTGAGCACTGAACT
CTGGACCTGCTGGTAAAACTTTAACTCTTAGTCGCCTCCGTGTGCTGGCCCGGCCCGTTT
GGACCAACACGCCGCAAGATTAGAAAATACTGTGATGATGCAGGCTGGTGTGTGTGTGTG
TGTACGTGTGAGTC
>CL284Contig1
TGTTTATTGTTGCCAGGTTTCATACAAAAGGGTCAGAGTGGAGACCGAGGAGTTTTCGTG
GGATTCATCGGCTTGTAGCGCTGCTGGAGGACGCCGCGGCGCCGCTGGCTGCCATCTTCT
TCAGCGTCCTGTTCAGCTCCTCAAACTTGTGGATCTGTCTGATGAAGAAGTCTCCATAGC
GACGAGCCACTTTAGTGTCTGCTATGTGGATCATGTCCTTGTCGATGTAGAAGTCCACCT
CAGAAGCAGACTGGAACTCTCCGTCCAGAGCAGAGATGCCGCTGGTCCAAACCAGGTTCT
TCATCTTGTGTTTGAAGACGAGCAGCTGGATTCGGAACTCCTGCTCCGTCATGTCCAGGA
AGCCTGCGAGTTTGGCTACAGGCATGGTGGTGTAGAGCTTCAGGAAGCTGCGGATGGTGG
AAAGCTGCGCCTGCTGCTGCACCTCCTCAGCAAACACCTTCAGCTGCTGCTGAAAGGGTT
CTTTGTGGTAGTTGGAGTGAACATTGTCGTAGTTTGGCACCACGGGCGACAGGAACTTAG
GACAAGCGAAGCTGAAGAGTTCCTCAAACACCTGCAGATCTCCCTTCTGCATGCGCAGCA
TCTTGTCGCCGTACTTCTCCCTGAGCTGGGTGTGGATGCTCTCGTCGATGCGCATCGGGT
ACATGGTGAGGGCGATGGCCAGCAGACCGTGCATCTGCTCGTTTTGTTTGTTGATCATTT
CATACTTATAGGTGGACCTCTGGAACATGTTTCTCGTTCGTTGGATGTAGAGCAGGATGT
TGGCAAAGACGCGAATGGCGTCCTGGTAGCGGCGCATCATCAGATAGGCAAAGCCCACAT
AGTAGTAGGTGGTGATCTGGCACTCAGGCACACGAGAGTACATGCTCTTCTTGTTGAGCT
CAATGTTCTCCAGAACTTTAATGGCCTGGTAATAATCCCCGAGCAGAGAGTGCAGCCTCA
GAAGGCCGACCAGACTGAAGTAACCCAACATCTTGTAGAGAGAGTGACGTCCGTACTCTC
CAGCCACGCTCTCTGGGTCTCCTCCACTGGTGTAGACCTCCAGCTGGCGGTTAATGTTGC
TCTTGTCCACCAGGGAGTGGAGAACATTGAGAACGCTGTGGACGTTCCAGATTTTTGGGT
TGTTCCTCAGGAACTCGATCTCCTCCTCTGACTTTTTAGCCGTTTTGCATCGGTACTGAC
TGAAGGACTGGAACTGGTAGATAAACTCGTCGATGATGTCCCAAAGCCACTGGTTTGGCA
GCTCCAAAGGGGCGGGGCCATCGGCATTGAGGATGTAGTTGAAGAGGTTGCAGTAGTTGT
AGTACGACTCAAACCTCTGCTCCAAAGTCGGGCCCCCGCTGACTTTGGCGTAGATGTGTC
TGTAATACAGCTCCTTATAGAGAATGAGGAACACGGCGTCACTTCCAACGAGTGAAGCGA
TGGCCTCGGCCTCCGGCCACGGAGACGACTTGAAGAAACGGTCCGTGAGTTTATTCCAGC
TGTTCTCGTAGACGTCCTGGATCTCGTAGATCTTCTGCTCGATGCTCTCGCTGGACACCC
GATTGGACTGCAGCTCGTAGACCTTCTGATCGATCAAGTCGGAGATGGTTTTGTGAAAAT
ATTGGAGGAAGTTCTTGATGACTTCTGGAATGACGTGGTACGTCTGCTGCTCATACTGCC
TCTCAAAGGCCAGGTCTGCTTTGGGGTCACCGGTGTGTAGGTCGTAGTCGGTGGTGGTGG
TGGTGGTGGTGGTGGTGGTCGTGTAGGCGTATGGGTCGTATACTACTTCTTCTTCTTCGT
GGTACGACATGTTCGCGCGTTCTGTGACAAATTCAGCGACAGAGCAGGAGAAAAGCTATG
CGTGATGCCCACAAGCTAACGCCGCTAAACCACGCAGCGCTGACAGGAAGT



>CL285Contig1
TTATTAGTAAAACTTTACCTGGCCGTGCAAACCAGAAAAAAAGTCAATCTAGAGATCAAA
CTGTGGACAAACTCCTCTGGACTAAAAGAAACCCCTTTTATGAAAATACTGGTATTTTCA
CTGTCTCTGGAAAGCATACAAGGTCTCATCACAGTAAAAATACAATACGGTTGAAAACAA
ACTAGGCCTGCAAGACAGACATAGCTTCAAAGGTCATCTTGTAAAAACACCAAAGTTTGT
CACTTTTTTCACACCATTTTTCTAGCATGGATGGTGGGATAATCTGGTGGAGGAAATGTA
TAGAATTAATCCGTAAAAACAAAGTATTTTACCACCAAACGTTGATCTTGAGGCATTAGG
CCTTTTTTTGTGCATTGGATCCTAAAAAACAGGATAGTGTTCATATTTTGAGAAATAATC
CCCCAAAAAACTGTTGCCAGCCTCACTTTAGGTTACACCTTAGAGTTTTAAAGAAAATCT
TGATCCAAAACAATTTACAGAAACAGAAATCAATATACTGCAGTGATCTGGTGGTGACAC
AACCATCTGTATTGGCGTATAAAGTTTTAGGATACATTTGTCAACTTGTTAGAATCATTT
TGGCTGTCTGATATCAGTTCTTGCACAAATACAGTCAGTAGAATTCTTTTCTTTGTTAAT
TTGGAACCAAATAAACCCTAAAGGCCTTCTGTGTCGTTGGGTTTTTTGGGAAATGTGTAG
ATTTTGTTGGATTTGATGAACAGCTGATAATTTTGACCTTAACTGTGTTGATTCATGCCT
GAACATACATGTCTGATTTCATCTGATATCAAAAAGGATCCCCAGTTTTTTAATTTTTTC
AAGCAGCCCTTTCTAATTCCCTGAATAGCCACTCCGGAATTGTGCCATACCCCAGAGTCG
CAGCTAGGGGGCAGGTGTATCTGTTGCTCACAGGGGTTTAGATGACCATTCAGAGTATAG
TCCAAGGTGCTTTGGTAATAGTTATATGTGCTGGTGAACCACAGCTTGACTTGAAAGGGA
TTTGGACTTTATTAATCAGCTGGAAACCATTTTTTCTCCTTTAGTTGCCATGAAATGAGG
GTCGATGTTTGGCATTGGCAGTGAATAGAAGGGTGCAAGATGGACACAAAAATGAGTTTT
GGGTGCAAGGCCAACTGTGCCAAAAAAAGAAAAAAAAAAGGAAACAAAAGACCTGGTGTC
GCATTTAAAGCTCAAAAAATGCTACTTTTTCATGGGAATATTAAATCCAGTCTGACAGCT
TTGTCCTTGGCTCATTACAAGCAAGTGGCTAAAGCCTTTTGCCTTTCTCAGACTACAGCA
TGTTCCTTGCCAAACCTGCATCAACAGATTTTCTCTGCCTGTGGCCTCACTATGGCTGTC
TGCAGCCTTTGGCCAAGCCTCCAGCTGTGCCAACCTGTACAAAAAGTCTCCTCTGGGTGC
CGATCCGCTGTCACCGATGCCACTGCCGTTTAGGATAGCTACGATCGGGTCACAGTGATG
TTGGCTGACCTCAGATCCGCATCC
>CL286Contig1
CTTTTNTTTTTATTGGCTGAATATAAAATATCCTGTTTCCAGTCACGGAATCTGAAAAGC
AGTGAAGATGTAATGTTTTTAGTTAGCTGGTGGAACTAGGCAGAAGGGGACAGGGCTTGG
AGGCTGGTCTTGACCGTTGCTAGGTTAGCTTTCCAGGAGGAGAGCTTTTCGTGCAGCTGC
TGCCATTGCTGCTTGCCAAAGGTGCGATGTGTGCTGTGGCTCACAACAACCTTTCTCTGA
GTCTGGTCAATTTTGCAGTACACCATTTTGGTCCGAACAGCATCGATGACGAAAGCCTCA
ACGTCCTCCGCTCCAACCTGCAGCTCCTGCTGCATGGTGTCAAAGGAGATCTCCTTGAAT
TCCACCGCCATGCCCATGAATGTAAGCAGACGCATCTTGGCCATGTTTTGCTCATGAGAG
AGACCGAGCGACTCAATGAAATCTTTGTTGTTCTGGTAAAATTTGACATATGCCGCCAGT
TTTGCACTCACAAAGATAGTTAAAAGATCATGGATGAGTTCTCCCTCTAGAAAGCGAACG
GGTTTCAGGGTCAGCAAGTGGTCAAACAGGAAGGTGTTGGGATCTTTAAGAGCACGGACG
ATGCACCTGTGCGCATCAACACGTGCTTGTGAAGCATTGTCTTCTGTGTAACTCCCCAGC
AACTCAACCATGACTTTAGCTGCAGGCTCACTTTTTTTACAATCAACCAAAGCCTCATAC
ACCAGCCTCAAGAGTGTATGCTTCTTCTCTGTGTTTAGGTTCCAGTCAACAATCCACTTA
CGCACCTGATCAAGATCAGTAGGAATGAAGGAGATGGCATTACAGGTGGCCGCCACTTTG
ATGAGGCTGCAGAACACGGTGTATCTCACTGGAGTATTCTCATCCATGCCATGGAACAGG
TTACTTAGGAGCTGCAACCTAAGAGAGGGCCTCTCTCCTTCACGGAACTTCACCAGTTTC
TCACACAGACTCTCAATGAGAGCCTCCTGCTTATCTGTTTCAAGGATCAGCAGCAGAGAC
ACGATGCTGTTCATGACACTCTCTACATCTTTATCATCATCTTTGAGGCATACATCACAA
GCCTCAATGATCTGAGCCAGATCAACATGAAGTCCTCCTTCAGCATTCTCCTCTGAGATT
TCTGCTCCTTTGGATTTGATATAGGCTCTCAGCTCTGATGCCTGATCTTCTTCGGTTATG
TCGATAAAAGCTGGAACGCTCATTGTTAGTGATGTTGTGAGCCTGAATGATGAAATCCAC
GCTCTCACCAAAGCCGAGAAACGGAAAAAGACAGAGCAGCGCTTCCGGTCCCCGGCCATA
ATGCCCGGG
>CL287Contig1
TTTTTTTTNTGATATTTTGAATTTTTATTGACTGTTTTAACACATAACGGTAACAGAAGG
GGATTTTCCAGACACGACATGCGCAAAATATATCAAAACTCAGTGGGTGGTCGATGCTGC
TGCATCGGAGGGGGTTGGGGATTACAGGTAAAGCCCCTCGGGCGTGCCCTCCTGCTTCTT
GTACAGGACGTTCTCCTTGGATTTCTTGAAATCTTCGTTGGTGACTTTCATGCGGCGCTC
CCGCAGAGCCATGAGGCCTGCTTCTGTGCAGATGGCCTTAATATCTGCTCCTGATAGGTC
GTCCTTTGCCAGAATCAGATCATCCAGGGTGACATCATCAGCCACAGTCATCCGACTGGT
GTGGATCTGGAAGATTCTTCTTTTGGTTTTCTCGTCTGGCAACGGGAACTCGATTTTCCG
ATCGATCCGCCCGGGTCTGATGAGGGCCGGGTCCAGAGTCTCTATGCGATTGGTGGCCAT
TATGACTTTGACGTCCCCCCGCGAGTCGAAGCCGTCCAGCTGGTTGAGCAGCTCCAGCAT
GGTCCTCTGGATCTCCCGCTCTCCTCCGGAGTTGGAGTCGTACCTCTTGGTGCCAATGGC
GTCGATCTCGTCGATGAAGACGATGGAGGGGGCGTGCTCCTCCGCCACCCTGAAGAGCTC
GCGCACCAGTTTGGGCCCGTCTCCCAGGTACTTCTGGATCAGCTCTGAGCCCACCACACG



CAGAAAAGTGGCCGACGTCTGGTTGGCGACTGCCTTGGCGAGCAGCGTCTTACCTGTGCC
GGGGGGTCCGTATAAGATCACCCCCTTGGGGGGTTTGATGCCCATCTCCTCGTAATACTC
CGGGTGGGTGAGGGGTAGCTCCACCGACTCCTTAATTTCCTGGATCTGGTTATCCAGTCC
TCCTATGTCCGCGTAGGTTTCCTGTGGGGCTTTCTCCACCTTCATCACGGTCACCAACGG
GTCGGTGTCGTCCATCAGAACTCCGATCACAGCGTGTACCTTGTGGTTGAGCAGGACCGA
ACAGCCGGGCTCCAGCAGATCTTTATCGACAAAGGACAAGATGCTGACGTAGTGCTCAGA
TCCCACCGAGGTGGAGACGATGGCGTGGTTGTCGTCTATGATTTCCTCCAGAGTGCCGAC
AGACATGGGGGTTCCCCGCAGGTCGTCCACCTTTGACCTCTCCTCCTCCTGCTTCTCCTC
TAAGGGCTTCATCTGCTCTTGGTTCCTGATGAACTCCTCCTCCATCAACAGGTAGTCTTT
GATGCGCTCCTGCTTTAGCAGCTTCAGGCGGCACTGGGTGTGAGGCGTTATCAGTGGTAG
TTTGCTTGCAGCATCAGGCCCTTTAGTCTTCTTCTTTCTCTTTCCAACTCTGGTTGGAAT
TGGAGGCTCGTATTTCTTTTTCTTATCCTTGTCATCCTTCTTTCCACCTCCTGGGCCGTG
GCCTCCGCTNTGACTTTGACCCATTGTTGCTTGTCGCGGAAATGTN
>CL288Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT
TTTTTTTTTTTTTTTTTTTTGCTGTTTAAACCAAAACTTTAATCATAGTATAAAGAACAA
CACATGACAAAAGTTAGAGAATGTAGAGTTCACAATGTCGCAAAACAAATGTCCAGCATG
TGGTCTTCCCTCCAGGTTTGCTTCCTCCACAGACTTGGACAGGCGTGAACGCCACTGGCC
TCAGTCAGATGAGAATCGTCTTAGTTCCGGTTCAGCAGCTGTTATCATGCTGACCGCGAG
CCGCGACTCAGCCACGAGGAAGGGGGCAGCTCACTTGGACCTCTGCCTCATCTTTCTCCT
TTTACGCTTCAGTCTGCGCATGCGTTTCTTTCGCCACTTGGCTCTCATATCGAGGAGGGG
AAGCAACAGAAGGAGAGAAAATGTCAAAATCTGATTTGTCCCACTTAAAACATTTGAGGA
TTGACACGGATTGTCCTTAGACACATAAACGTACCAACAGTTGAGAACTCACCCGCAGCG
AGTTCCCCCGGCCATAAGGCCCGGG
>CL289Contig1
CACGAGGGCAGGGTCTGCAGAGAGGAGCATTGGAGAAGAGGAAGAGGAGAAGCGCCAGAG
TTTTTCTGAAGATGAGGGCGTGTGTGCTGGTTCTGGCTTTGTCCCTGGTTCTGACCGTGT
GCGTGGCCCGGTCCCCGTACCAGACGGTGCTGCAGCACAGCCGGATCCGAGGCCGGCAGC
AGGGACCGAATGTTTGTGCCATGCAGCAAGTTAAAGGCTCTGACAAGAAATATTTCACCA
ACTGCAAACAGTGGTACCACCGGAAGATCTGCGGCAAACCCACGGTGATCACATATGAGT
GCTGTCCAGGTTACGAGAAGATTTCTGGAGAGAAAGGCTGTCCTGCAGCGCTGCCTCTGG
TGAACATCTACAACACTCTGGGCGTAGCGGGAGCCTCCAGCACTCAGCAGTACTCGGAGC
GAGCCGACCTAAGGAATGAGATCGAGGGTCCTGGGAGCTTCACGTTCTTTGCTCCCAGCA
ATGGGGCCTGGGCCAACCTGCCAACAGAGATCCTGGACGCCCTGGTGAGCAACGTGAACA
TCGAGCTGCTGAACGCTCTTCATTACCACATGGTAGACCAAAGGCTGACATCTGAGGAGC
TGAAGCACGGCTCCGTCTTCACCTCCATGTACCAGGACTCAACCGTGCACATCCACCACT
ACAAAAACGGGATCATCACAGTGAACTGTGCACGTCTCATCAAACCTGATCAGCACGCCA
CCAATGGGATCGTGCACGTGGTCGACCGTGTCATCACGGCCACCAGCAGTGATCTGCAGG
TGATGGTCGACATCGAGGACGACCTGGAAACGCTGAGAACAGCCATGGCTGCTGCAGGTT
TGACCACCATGCTGGAGGGTGAAGATCAGTACACTATTTTTGCTCCAACAAATGAAGCCT
TTAACAAGATTCCTGCAGATACCCTGACAAGGATCCTGGGAGACCCAGTGGCCCTGAAAG
ACTTGCTGAAGAACCACATCATTAAGCACATACACTGTGCCGAGTCCATCGTGTCAGGAA
CCCCAATGGAGACTCTGCAGGGGACTGTTCTGGAGGTGGGCTGTGATGGAGAACAGATGA
CCCTGAATGGAAAGGCCATCGTCACCCTGAAGGACAAGCTGGGAACCAACGGAGTGATCC
ACTACATCAACGAGCTGCTGATCCCGGACTCTGCTAAAACACTGCTGGAGTTGGCTGAAG
GTTCAACCGTTTCAACGGCCACTAAGTTTTTTGTTGACGCTGGTCTGTCCTCCCGGTTGA
CTGGTTCTGAGGCTCTGACCATGCTGGCTCCTCTGAACGAGGCCTTCAAAGGAAGCGAAA
CAATGAGTCCTGACCTCCGAAAGCTGTTGACCAATCACATCCTGAAGGACCAGCTGTCGT
CCAAGTCTCTGTACCATGGTCAGGAGCTGGAGACGCTGGGGGGCCTTAAACTCAGAGTCT
TTGTCTACAGAAACAACCTGTGCATAGAGAACAGTTGCATCGCTGCACACGACAAAGTTG
GACGCCACGCCTCCATGTTCACCGTTGACAAAGTCCTTGTTCCACCAATGGGTACCATCA
TGGATGTTCTGAAGGCTGATAATCGCTTTAGCATGCTGGTTGGAGCAATCCAGACGGCTG
GAATGACGGAGCTGCTGAACCAGCAGGGGGCGCTCACCTTCTTTGCTCCTACAGACATGG
CATTCAGGGAGATGCCCCAGGCGGAGCGAAGCAGGCTGCTGCGTAACTCTCAGCAGCTGT
CATCCGTGCTGCGGTTGCACGTGGGGGACGGCGTGCTGGTCAGCGGGGGGATCAGCTCTC
ACGTCAGACTGCTGTCTCTGCAGGGAGAGAAGCTAGAGCTGAACATGCGGAACTACACCA
TCTACGCCAACAAGGTCCCCGTGGTCGAGGCGGACCTGATGGCGACCAATGGGGTCGTTC
ACGCCGTCAACAGCATCATCAAGTCCCTGCCTCCAAAGGTGGACAGAGAGCAGGCAGACG
GACCGTCTGCTCAGATGAGATCAGCTGCGTCCTTCAGGGTGGACTCCAGGAGCTTCAGGA
ACGATGATCTTTTTCAGAAGGTTCTGAAGAGCCACTCCAGCAGGGCGATGAAGAACAGCC
AGTAATGAGACAAAAAGCAGGACCATGAGGACCTCTGAGGGACCAGCCATCAGTTCCTCT
GATACCTGGTTGGTTTGAGGTTCTGGGTGGGCTTTCTGTTCCTGTGTGACAAGGAGAAAT
GCTGTTTCTAGAAGTTTTTACATTTGTTACCAAACCAGTGTTTTGTGCTGAAAAAACAGT
TCATTCACACTTCCTGAGTGGTCTTTTGTAAGGAGTATTTTTCCTGGAGTCCTCCTGTCA



AACAGACACTATGAGGAGAACCTTCAGGAGCTTTCCTTTGAGTTTTTGTAAAATAAAGCT
GAAATGCGACCCCNAAAAAAAAAAAAAAATTTTTT
>CL290Contig1
GAAGCTTTTACTGTATAAACNCCAAACTTTAGGAATCCCTTTATTGGTAGACATTTCTCG
TTTACATGGAGATGTGAATGATTGGTGTAGAAAGTGCTGTGACTGTCCTTCACAGTTTCT
GTCTGGATCTCAAAGCGGTAAACTAACTGAAACAGAAATCAGGTAAAGCAGTTTTTATCC
CCATTCCTGACATCCAAACTGCCTTAATCAGCAGAATCACAGAAGAAGTTGTTCATCCCT
GAAGAGTCGATTGGGACCGATGGAAACAGAGATGTCGCATCAGCTCATTCCAGCTGGGAG
ACCTCGTGGAAGTACGCCCCCAGCATCTTGATGCCCTCAACGTAGTTTGATCTGTTGATC
TTTTCGTTTTGGGAGTGCGCTCCGTCGTCGGACGAGCCTAAAGGCAGCAGCATGACGTTC
CGGCCCGTCGCCTCCTGGAAGGTCAGGGTCACCGGGATGCTCCCGCCTTCACGGGTCAAG
TCCGGCTCAACGCCAAACACCGTCTTCATAGCCTTGCGACCCGCCATGTAGTGCGGGTGG
TTGAAGTCAGAGACCCAGGCTTTGGCTCCATGGCCGCTGTACACGTTCAGCTTGTTGGGG
CTCTCCAGTTCCTGAAACTTCTTCTGCACGTAGTCGATCACCTGTTTCTCCACGACCTTT
GGGTCCATGTCCGGAACCAGACGAATGGAGAACTTGCCAGTAACTTTGCGAGGAATGACG
GTCTTTGCTCCGACGTCGGAGAAGGCTCCTTCAATCCCGTGGAGAGACAGAGAGGGGTAT
CTCCAGCGGTGCATGAGGATCTCCTCTTTGGTTTTATGGAGCAGCTTCCTGACTCCCACA
TCCTTGCTGTATTCCTCCAAGTCAAACTCGATGGCCCCGTAGAGCTCCTCCTCCTCTTTG
GTCAGAGGAGCAACGCCATCGTGGATCCCAGGAACCAGAATCTTCCCTTTTTTGTCAACC
AGGGAGCCCATCAGTGCGATCAGGTCGGTCATGGCCTCATGAACGGAGCCACCAAACACC
CCTGAGTGCAGGTCCTTGTCACTGCCTTCCACCTCCATGAAGAAGTAGCAGATCCCTCTC
AGGCCGTAGGTGATGCAGGGCTTGGTCTTCCCCAGCCAGTAGTTGTCAGAGATGCAGACG
TAGTCCACGTCCTTCAGGAAGGAGTCTTTCTGAGAGAACACCAGCTCATCCAGACCTTCT
GATCCGGACTCCTCCATGCCCTCCAGGCAGAACTTGATGTTGATGGGAAGTTCCTGCTTG
ATCTTCTGGTAGGCCTCGATGCAGTTCAGCCAGGCCAGAACCGGGCCTTTGTCATCAGTG
GATCCTCTTCCATACAGCTTTCCGTCTCTCTCCACCAGCGTGAAGGGCTCCGTGTCCCAG
CCGTCCTCCACGCTGGCCGGCTGGACGTCCAGGTGGCCGTAGATGCAGACCGTCTTCTTG
GCCGGGTCCGAGCCCAGAGAGCCCAGGATGATGGGGGGCAGCGGGAGGAGCTCCCCTGAA
GACAGCTTCTGGGTGCCCACGTCCACCAGCTCCACGGTCCCCCCCAGCCTCTCGATGTCC
TTGGCCGCCATCTCCATCATCCTCCGGATTTCTCCTCGCTTCTCGGGCCAAGCCGAGACG
CTCTGGACGGACACCCAGTCTGCCAGGCGCTGAACGTAGGTGTCCTGGTTCTGGTCCACA
TGCTGGAACAGAGCCTGGAGATGAGCCATGGCCGCCGGAGCTGCGGGTTCGGAGCACAAC
TTTGGATCTGAGCTCTGAACTGTCTGCGCGGAACAAACCGCACCTCCCTCCCGCAAACCT
GCTGACGCTGCGTCTGCAGCTCCGTCACGCACGCGGCGCGTGACAGCACGAGCTTGCGCG
GGAGTTCCGGTCCAAATGTCCACGAATAAAAGTTTTAAGCGATCCGGACAAAAGTTCAGC
CTCAACCTGCAGGAGTTTCTCTGGAGGACAAACGTCCGGATGGAGTCTGACAGATTATTC
CAGATTATCGAGCAAAAGCAGAATAAACGTTTCTGCCAGAACCGCTTTTCTTTTTTAAAG
TTTTACAGAAAAACTGGAAAATCCTCCGAAACGTCACTGCGGGTCTGAAACCCAACATGG
GGAGAGTTTTAACCCGCTAAAAGCTGCAGAGACTCACCTGAGCTGCTGATGAAGCCGAAC
CGTTCAAGATCAATTCAACAAGGCCGACTCA
>CL291Contig1
TTTTTTTTTTCTTTCACATNTGAAGTTTAATTTGATNTGACACTTCCTGTCCACAGAAAA
CGCAGCTTCAACACAGAAACACAGAGTATAGTTAATAAATAAAACCAATACTGCCCGGCT
GTGAAACCAGGTTCATAAAACCCCCCGGTCCAGATGGAGCCCCCCCCCCGGCAGCCAGAT
TATTGTTCCACCAGCTGATTTCACCCTGACTCCACCCAGGAGCCTTCATCAAGGCAGCAG
TCAAAGAACCAAAGAGTTCTGGCTGAGGAGCTGCAGCAGAGACAGAACCCTGGAGCCCCC
CCCAGCGCCTGAAAACTTCCAGTGAATGTGTCTGAAAACCGTTGTGGTGCGAGAGGCAGC
GGCGTTTCATGAGGAGCATGTGTTGGAGAAGGGTTTAAAAGTGAGTCATGAACCGTCATG
ATCATTATGGGCCAAAACAAGCAAATAACATGAAATATTCAGATTCTGGGGCTTCTTCAT
GAAGTGGCTGACTTCAGGTAGGAGATGAGGTCCTGGCGCTCGCCCTTCTTCTTGATGCCT
GCAAAGATCATCTTAGTTCCAGGAATGTACTTCTTGGGGTTCTCCAGGTACACCATCAGG
GTGTCCTCGTTCCAGGTGATGCCTTTGCTCTTGTTGGCGTCTGTGTAGGAGTAACCAGGC
GCCTGCCCGGTTTTGCGCCCAAACAGACCCCATAGGTTGGGGCCCACCTTGTGCTTGCCC
CCCTCCTCTACGGTGTGGCACTGTGCACATTTCTGGACAAACACCTTCTTTCCCTTGTCC
ACGTCACCCATGATCAGCTGCAGCTTCCGAGCCCTGAAGAAAACCGAGCGTCCCTCTGAG
CCGACGGCGCTTCTGACGGTCCTACGAAGGTCACTCTACTTACCGGCAACTCCC
>CL292Contig1
TGATTTATTATTTAAGCCCACATGTCCATCATATCATCACGCTGCGCTCTCTCACATCAG
GTTTCAGACATCACGAGTCTCATTACGCTCTGGATCCGTGTCGGCCTTCTCCAGCGGGTT
CCCTCAGTGCCCGTTTACATTCAGATCATGTTGAACGTGCTTCATCCATCTACAGAAGGG
TTAAGGGGACCGGCAGAAAGATGGGACCCGTGGCATCTGCCATGGTTTGCAGCCCAGGCA
AAAACATGAAAAAACGTACAAAGCGATCACGCATCTGCAGAAGCATGTTTGAGGACAGAG
GGTTCAGCGGCGTCATGTTCCGAAACTCGGCTGGCAGGGAATCCAGGGGGGGGGGCTCTT
ACGCCATACTGTCTATCAAAGAGTCCCTCATGCTCGTGGCGATGGCGGAGGGCTGTGCTG



CGTCGCTGAGTCTGAACACGCTCTCAATGACGGACAGCTCGGTGCTGGTCGTGTCTAGTC
CGCAGAACGCGCACCAGTCATTGACCACCATCCCCGCAGCGATCACCTCGCTGCCCCGGT
TCACCGTGCCGGCCACCAGAGGAACCTGCAGCAGCGACGACAGCTCGTCCTGGTCCTCAA
TGGACGTCTTCGGATGAACCAGACCTCCCTGGTTGCTGAAAGCGCAGTAAGAGCCAACAA
GAACCTGCTCCGCTATCGTCTGACGGAAAACCTCCACCTTCAACGTGTCTGCGAGAATCT
CCTCCGTCTCCCGGTCCAGGTCTGGGTGCACGAGTGCCACGTAGTCATTGCAGGCGATGA
CGTTACCGAGCGCAGACAGCCTCTCCTCCACTCTCTGGATCCTCACAGGGTCTGGCAGAC
TGTTTCGGATGTGCTGCAGCTCCTGGTCTGTGGTGTTGCTGGGCACCAAAAGGCCGTGAC
GATTACCGACACACATCCTCCCGATGATGCGACAGCCTGCTATGGAGGCGTGAACCACAG
GAATGGTTTCCGATAACTCGCCTTCAAACACGCTGTAAAAGTTCTCCGAGCCGCCGATCG
CCACCAGGCAGTAGGTGTTGGTCAGCTTGGCGAAACAGCCAACTTCGTTGTTCTTCTCGA
ATGACGCCCTGACGGCCATGATCAGTACGGTGACGATGACCCCCTGATCCTCCAGAAGCG
AGAGAGAGTTTGAGCACGCGCCTTGACACGTCGAAGCTAGCTAAGCAGCTAATGTGTAGG
CTTCTTCAGCTCGGCCTGAAGAAGAAGCTCTAAAAGCACCACGCACGTGTCCTCTTGTGG
TGAACGCACGAACGTAAGGCGCACCGTCTCTTCTCCCCGGCCATAATGCCCGGG
>CL293Contig1
TGTTCTTTAGGTTTATTTACAAATAAATGTCTTCTGAAATCCGTCCCTCATGAACACAGC
AGATCAAAAGTTAGACTTCTGACCCCCGCAGGTATGAAAGTGGAAGACTCCTCCCCTCTG
AGAAGGTCAATCCCGGAACTAGCCAGTCCATGTTCAGAATCGCTCGGCGGTCCTGCTGGC
CACGGCTCTGATGTTTCCGTAGACCTTTGAAGGTGGACTTCCTAAGATTAAATTACATAT
TGCTGTCCGGGCCATCTTGATGTTCTGGAAAGAACCTAAAATGTGGATTTTTGTGTCTGC
GAGCACAATGCGGGTCTTGGTGACGTTTTCGATGGTGAACTTGGTTTTTCCTCCCTTCCC
TGCGATTCTCCCGATGGCTCTGGACAGATGGTCGCCCTTCAGCGGCTTCACGTCTGTCAC
GTCAAAGCTTTCCAGGAAAAGCTCATCTAATCTGATGAGCGCCATGGCGTCATCAACCTG
GAACCCGAGAACAAAGGCTTTAACGAAATCTGCAGCTTTGGTGAGCGCGGCGATGTCCTG
CGTCTCTTTACACGTTTTGATTTCCACATTTCTGGTTTTCAGGTTAAACCTGACTTGAAG
CTGCAGGTTCTCCACGATGGGAGTGAAGATCTTCAGCCAGTTCTCCTTCAGCGGCGTGTA
CCTATGAGCCGGGACGGCAACCTTCCTCATCTCATCAGAACCCCGTAGTTTGTCAGCTGA
GATGGGTGGAAAATGCGGGCGTTTATTTGGCTGTTCGACCTCCATGGTCGTGCCTCCGTC
TGGCTCCAGTTTTCTCTTCTGGCTCTTCTTTGACTTCACTTTCGTAAACGATTCCCCGTC
ATCGTGCTTCTCCGGCGCCGTAGCTCCGCTTTCACTGGCGTCCATGGCAAAATACAGTCT
TTAAAAGTTTAATAAAGTCCTTAAAAGGGTGGTGTGGACTGAACGGGGGGACGCACGAGA
TTGCCCTCGTGCACTGA
>CL294Contig1
ATGTTTATTTAATNCNCGTACAACATGCAAATACCTATGGAAAGAACCGGAATCAAATCA
TGCACAATAAAAAATATTACCCAGCTACTCCACTGATGATCACGACAACATCACAAGCAA
GATATCAGTCTATCGTTAATATGCTGCATGATAGGAAAGGGGGGGGGGGGGNCCCCNNTA
AAAAC
>CL295Contig1
AAATGAAAATATCTCAAAATGAGGCTTTCTGCAGTAACTATTAGGTTAAAAATAATTGCA
ATTAAAAACACAACAATTAAGTAATTACTAGTCACAATTGATTAATTACACAAAGAAATG
AATCGCATGACAGCACTAGTTTTCACACACTCAGTGAAGGATGATGAATGAACAAAAAAC
ACTAAAAGTATTACTTACAAATGTGCAAAAATAAAAGATGATGGAATGACAGGACAGTGC
TGACCCAGTAGAAGTTTGGAAACTCAAAGCAGTTCATTTAATTTCATCCATATAAAAAGT
GTTTATTGTTACGTTCATGAACAACACCTGAACAGCGTGGTTCTACATAACATGTTTGAA
GGGCAGAGCATCTGCAGGATTTATGTGGAGTACAAAGAAAAACATTTGCATTTGAGTTTC
AGTTAGTCTGGTGAAAGAGAGGTTTTTCTTCAGGGCAGTCCCAGACAGCAGAGCTCAAAC
ATTCAGACCTAACCGGGCTGCTTTGGGTTCCTCTGGCTCAGAAACAAACCTTTGAATGTT
GCAAACCTTCTGAGAAAATCCAGAATGCAAACCCAATTTTTGATCTTTTTGTTTTTGTTT
GAACTCAACTCTACTGTCCAGGACATTCCTGCTCCTTCAAGAGGCACCAAAGAGAGGACA
GATTTTCTAAAATATGCATGAAAACAACAGAATCCTGTGGCTCTAGGAGGGTGAGGGTGG
GATGCAGCCTCTAGGCCTTGCTTTTGTCTGCACCATCCTCCTCATCCTTCTCTGCGGCGC
TGCCAAACCTCTGGCTCAGTTCAGATGTCAGAGCAGAGCAGCAGGATCTCTTGCCATCCT
TAGCATGGTTGTGTGCCTTGGAGAAGAGCTCCAGCAGGGCCAGCAGGAGCCCAGCGCCCA
GGCCCAGCCCCAGCAGGATGAAGAGCCCCCGTAGGTCATGGGGCTGCAGAGCCCCAGAGG
CGTGGGCCTCGTCTTCACTAAGGCATTTACTGGCCCACCATTTCTCCCGCAGATGGGTCA
GCTCCCCAGACTCGCTGAGCTCCAGGATGGCTATGGACAGGTTTTTCATCATTGGGGAGC
CCAGAGGTGTAGCGATGCTGTAAGCTCTCATGGAGATCACCTCCTGAGCACGGCTCAGTT
TACAGTATCGAGCCACAGCCAGGTCCAAGGACACTGCCTCTCCAATAAAGGCAAAGTTCC
CCTCCTGGGTGCGGCGGACACCCTCTTCCATGGTGGACACAAAGCTCTTCTTGCGCTCCA
TGTGCTGGTAGAGCCGCTTGTAAACGGGGTTGTTGGAGTTCTTGAAGAAGAGCATGGTGG
ACCCGAACTCCACAGTGCCGTAGTCAATCACATCCTGGTTGGCGAGGTCTTCGAAGGTGC
TGATAGACACCTGCCGGCTCTTGGACTGCATCACCGAGCTGAAGTTTGCAAAGTAGCAGG
CCAACAGCAGCACACAGAAAATCCACCAGAGGGCGCTGATCACCCGTCCTGACAGGGCTT



TGGGGTGGGGGCCGGCCCCTTGCAGGGTGAGAGACCCAATGATGTACCAGAAGCTGTGCA
GAAGTGTGAAGCTGTGCTCATCTGTCCGTGGCTCGGCCCATTCAGCAGGACTGATTCTGC
CCACCAGGTAAATACAGAGGCCTGTCAGCAGGAAGGAGACGAGGAGGCCCACCCACATGT
CTGTGGAGAAGGGGGCCAGCAGGCTGAATGAGCTCTCCTCAGAGTCGCTGGCTTTGCGTG
TGATGAAGCTCAGGCCCGTGTGGATGAAGGGCGCCGCCATGTCCACGTGACGCTCCCTGA
CCGCTGTGACGGTCAATGGAGCTACAGCCAGGTCGGCTTCCTTTCTAACTAGCTCGCCAA
TCATCCCATTCCAGTTGCCGCTGGCATCCATGGCGCCGTATCGGTTGTCCTTAACTACGT
GCACTTTGTAGTCAAAGCCCAGCTTCTTGGAGAGCTCTGAGATCAGGTCGATGCAGTAGC
CCTCCAGGCCGGAGCCTTTGCTCATGGTGTATGGATCTTCCTTTATTGTTGTAATGGATA
ATTGTTTGGCATCTGCAATGGCGACCCACACGCTCAGAGATGCGACACAAAAAAACAAAG
TCAGAGACGCCGTCATGCTGCCCCAACCTGCTTTTCCCTCGATGACTCCAGAAAGCTTCA
GATATTTTCGCAAAAGAAAGCACAGAGGAATGTGA
>CL296Contig1
TTTTTTTTTTCATTTAAGAATTTATTTATTTTTGTGAAACATGGTTACATTTTGGTTTAT
ATGACATCAGAACGTGAAAAAGTACAAAACAAAACCTTCTGCGCTCTTTTAAAACAAGGA
AACCTCACAGAAATCATTAAAAGTTTCAACAATTACATTTTCAGGAGATGAAAAACCTTA
AATATAAAGTATTTCACCAAAAAGAATGACTGAAGATGGAAACAACAGATATGGTTCTCT
GGAGCTCGGCGTCAGAACAAAAAACACAGAACTTCCTATGACTTTACAAACAGTAGAGGA
AAAAGACATTTCCAGGACCAGATCCGATCCAAGTCCACTTGAACATGTCTCCTCGCTGCA
ACCTCACAAGGCACCCGATTCCAACCTGCATGGAAAACCTCCACAGGAGCAGCAGAACAG
ACGGGGAGCCGAGCCACAAGCCGGCAGGAGCGACAATCTGAGCACAAAAAGTGGATTTTT
TTTTTTACTTTTTTTTTGGAAAATCCCTCCATTAGGGACCCACAGCTCAGCTGAATGAGG
CAGACTTGCATCACTGAAAGCTTTGACACAATAAAAAGAAACCCCTGTTCACAATCAGAA
ACCTCCTCCAACCCCTAAACCTAATTGCTACCAGGGTGGTGCAAACAGTGCAAAATCCTG
GCACACGTCTGTCAGTTTCTGTTGGACATGTGGAAAGAGTCACCATGATAGAAATGGACA
GAAATTTACCTGTAAACATCCTGACAAATACAGAGGAATGACTGATTAAGTATCCTGAAA
CTGGAATACTCCAATCAAACCTAAATATTTTCTGTGAAGCCTTCTGACGTGAAAATACAG
TTTAGCCGTTCTGAGGCTCGGCGAGGACGGCCTGGCCCGGCCCTCCTGTGACCTTTAGGA
GTCTGGTTCCCTCGCAGCGTCACGGGGAGAACAGCACCTTCTTGATGTACGCCACGGTCG
TGTAGTTCGTCAGCATGTCCACATGCTCGTTCCCTCGAAGCTCCTTCAAGAAGACGGGCT
GCTTCTGCTGCCCCACCCACCGCTTGCACTGGATGGCGCTCCGCAGGTTCACCGTCCCGT
CCCCGTCTCCGTTTACCACTGTGGGCTCCTCGTCCGGGAAGTTGTTGGAGTAGTGGAAGG
CCTCAGACGTGTTGATGCCGCTGCCGTACAGGCAGTGGACTTCCACGTTGGGCGGCAGGA
GGTCGGACACCAGCGGCTCCGTGTCCTGCCGCATCAACCAGCCGTCATCGAAGCCGATGT
CTTTGTAGAGCCGTCGGTAGTCCTGCACCGTGTAGTTGACAGAGGGTGTGCGGATCAAAA
CCTGATCTTTGGACCAGGAGTGGGCGTAGGGCAGCAGCCAGTTTGTGGATACAGCCGTAC
GCTGTTGGGTACGGATCTTCAGCGGGCTGATCACCGGGATGCGGTTGTTGTCACCGGAAG
CGATGACGCGCAGCGTCTTGGCCACGCCCGCCCACGGCGGCCCCAGACAGATGAAGGCCT
TGATGTACTTGTCCTTCCAGGCCTGCGGCTGTTGGTTCAGGAAGTACAGCGTGTACATGT
TCCCCATGCTGTGAGCGATGAGCACCACGGGCCCACCGGCTTTCTCCGCCATCTCCTCGA
TCATCTGCTGCAGCTTCAGGAAATACTCTTTATTCTCGTTCGGCGCTTTCCTCCAGTCGT
ATGGCGCTCCTCTGACATCATCGTCTCTGGTGTAGCCCCACTCCACCATGGACTGCACGA
TGCTGAAGAAATACATGCCCACGCTCTGCTTGCTGGGATCCAGGTACTCCAGCGAAAACG
TCTTTCCAAAGCCGGGAACACGCACAAACACGCCGGGGGGGGCCTCGGAGGTGCGTGTGG
TTCTGTTGTAGATCAACCTGATGTTGTCTATCCAGCAGTCGATGGCGAAGGGGACGAGCA
GCTCCAGGTTGAGCCACAGAGTGAAGAAGGAGTCGGTCTTCTTGTAGCAGATGTAATGAA
CCACGCTGGGTTTATTCAGCCTGGCCTCCAGCTGGTTTCCCAGATCCCCCGGAATTAGGA
CGACGGGGGGTCTCGCGGGCTGACACGACTTGTTGCCGCGACATTTCTGCGCTGGTCTTC
CACCGCTCCGAGATGACAGCAGCAGCAACAACAACACCCCGAAGAGGAAGAAGACGGTTA
CCCGGTGCCGACTCGCCATGGCTCCCGATGTCTCATAGCCAAAAAAAAGGGAGGGGGAGC
TGTCGCCTCGTCGGTGTGTGCGGGTCTGCCGCCAAGTGTCTCCGGCAGGCTGTTAAATCC
CCGCCCTC
>CL297Contig1
TTTTTTTNNNAAAGGCAAAACATTTTTTATTAAGTCCCACAAATCCATCCGCAACACAGA
GAGCGGCATAAACAAAATAATTGAGCTGTATCCAGGGGAGCAGGGAGCCCAGTTCCAACA
AAAAGAAATGTCTGCGGAGCACATTTAAATAAACCCAAGAAGGAAGAAAGAAAATAAATA
CACAAATAAAGGTAAAGGCAGATCTTTGTGCAGGGAAGTGCTGAAACGAGCTTGCTAAGG
GGGTGAAAGTGCTGCATTTCTCTCAACAGTAGACAGAAAGCAGCCACAGCCTCTAAATGA
CAGCAAGCTGCTGGATGCATTTAATCAAAAGTTATCAAAAAGCGTCTGTTTTACATGAAG
GGAAAGCTAATTTCACCGAGAAACATGAAATGACCTCGAACTCTCTACTGGGAGGTGCTC
CAATAGCCACAGCTAAAGCAAGAAAGCAACATAAACACTTCAATTTGGCAGAAAACTTCA
CGTTCCAACGGAAAATACCAACATCCGCTCACTAATAGAGTCTACAGTGTTAGATGTTAG
CCCGGCGATTAAATAAAAAAGTGAAAAAGTCCCTTAATCATCTGCAGGGAGCTCCTCTTC
ATTTAGGTGACGCTGTTCACTGAAAAAATCCAGAAAATTGGCGGGACGCTGTAGCGGTTA



GCAGGCGGCTTGTGGAGAATTCGACTTATTTTCTGGCTTAAAGAAAGGTCAAAGGCGGTG
AACAGGGGGGTGTACCCCTTCTCTTGCTTTACAGTCTCTTTTTCTTTCATTTCCCTTCGT
ATTTCCTTTCGTTTTCCAGGAAAGAGCTCGGCGACTCCTCTCTTTGTTTAAATGTGACTG
ACACAGGAGCCTGTTAGCGTGACGAATTCCCAATTACACGTTGAAACAATTCCAATTTCA
TCTCCAGCCTGTCCGTGTTTGTTTTAACTTTTTTCTGCAGCATCGTCCTGTTTCTGTCTG
CTCGTCTTTAGACGAACGCCTCCGGAATGTCTGAGCCGTTGATTTTGATGAAAATTTTCG
CCTCGTCTGCTTTCTGCCGCTGCTCTTTGGCGAGAGTCCGTCTGTAGCAGATCAGGTAGA
GCGGCAGCAGGAAGCCGAGCATGCTGAGGACGAGGAGTCCGATGTTGACCCAGAAGGGGT
CTCCCTGCAGAGGTCCCATCATGGCTAAGAAGAGGGGCTGCTGCAGCAAAGCAAACACAG
CGCTGACCAGAGACTGCATTCCTGTCAGACTGCCAAACTGCGAGGAGGGATACACAGCAG
CGTAGAGGCCGCCGACAGCCGAGTGAATGAATCCTCTCACCACGGTGTGCAGGATGAAGG
ACACGATCTGTAGAGGAAGATTCGGCACCAGACAGGTGATCCCAAATCCCACCAACAGGA
TGTTCGTGAGGACGAAAGCTCGGAGGGCGTTGGTCACCTTCTGTGTCTTTCTGTCTCGCC
GTTTGGGTTTTGCTTCGTCCTTGCTCAGTGGCTCCTTGTCCTCCTCTCCATCATCGCAGC
TCTTCAGCTTCCAGTCCATGATCTGGCCGATCACTGGGGTGGTCATCAGGCAAAGCAGCT
GAAGCACGCCGAAGATGGAGGAGTAGAGACTCACAGTGTTGAGGTCTCCATCAGTGAGGG
ACTCCAGAACGTTGTTCATGGCCCCCATGTAGAACAGGAGGCGGAGCTGAGTGATGCACA
TGGTCAGCGCGCTGAGCAGGAAAATTGGGCTCATGATGCTCCTCGCGAATGACTGAGTTT
CTTCCTGTGGCTTGCAATCCATTTCCAGGTCCATGGTGGAGAGGCAGAGAGTGCGACCAT
CTTTGCCCACCAGCTCCTTCTGCTTCACGTTGCTGCTGACACTCAGGCGACGACCCACCG
TGGTGACCTGCTGGTAGAACTTCTTCCCTGTGATTTTGTGGTCAAAGCCGAGCCAGCTGA
ACTTGATCTTTACAGTGTAATCCATGTCCTCTGGTCCTGGGAATGGTTCCAGGGGCCAGT
TGAAGAAGCAGTTGAAGAAGACCAGTCCTGCACAGGCGGCCCACACCACCAGGATGGTAA
TGAACGGGACTCCAAAGTCATAGATCACCTTGACTCCGGGGAAGGTTACAGCCGAGGAGG
CGTAAGACCCGATCATCAGCGCAATAAAGGTTGATCGAAGGTCTCCAAACATGTTAGGGA
GTGTGAGGGAGGTGAAGGTCATGCACATGCCCCCAAAGCCGTTGAAAGTCAGCGCGATGA
AGATAAGAACCGAGAGATCAGCAGGCCTGTAGGCTCCGTAGGCCATGAGCAGGCAGGAAA
AGCCGAAGCATGTGCTGCCCAGCAGACGCAGCTTGCGAGGCCCGTATTTGTCCATGACGA
TCCCCAGAGGCAGCGTGATGGCCGAGAGCAGGAAGGAGCCCACTGTGAAAGCCAGGTTCA
GCATTTCGTCCTGCTCTTTGCAGATCAGCCAGCCGTTCATCCTCAGGTTGCCTTCTGCAA
GCACCAGGGGCTTCATCTCCACCCCGTCTCCCAAACCCACCACACCTTCCTCACTGTCAT
AGTACTCGTATTCGTCAGGCGTCTGCTTTGCCAGAGGTTGGGAAAGATTGTGGCTGGAGC
TATTACCTTCTTCGTGGCACAGGTATGAGTAAAACCCCTCAGACTTGAGCATGATGAGGA
GCGACCCCCACCCCAGCAGCACAGCAGAGAAGAGCAGGTTCTCGATGATGGCAGTGACCG
CCATCCACCAGCGTCTGGCGAAGGCGGTGGCCAGGGTTGGAGCCATGGTTGAAGAGGGGA
AACTGAAGACAAGCAAACAAAAAAAAGGAGCGGAGAGCAGAGGTGAAGGAGCCGGGGGAA
GCTGGGAGAGTGGCGAGAGCCTTCTCTGACTGCCGCTCAGAACGAAGGGCGAAGGATCAT
TTATCTTTCAGGGCTGCAAGCAGGACTGTCCAGCTCCCACCTCTCTAGTCTGCTGTGGCT
CTTGAT
>CL298Contig1
GGCACGAGGAGAGGAAATAAAAACCCAACAGATGTGTTTAAAGCACAAAGCTGTCGGCAT
GAACCTGATATTCATGCGGTTTAAACATCTTGTCATGTCAGATCAGGAACCATAGATAAA
TGTGTTGTGCTTTTCTCGTCCCGCTGCGTCAAATTAATTTCTCTCCGTCTGTGTTTCAGC
CGCTCCCGTTCGGCAACTCCAAAGCGAAGCCCCACACCTGCAGATGACTGAGTGAGGAAG
AGTTTGTCCCCCTTTACCACTTCCCCCAACAACCCCCGCACCCCCATCAGCTTTTACACC
CCAGTTACAGCAGCTACTTTGTTTTCTTATGAGTTTTTGCTTTCTTCTTTTGGTATGTGT
GTGTAGTCCCAGGGTTCCCGGTGTAGGTTCATCCACAGTGCTGTGACCTCTGTGCGGGTT
CAGGCTCAGTCAGTACAGCAGGTAGAGGGGGAGGGGCTCGTTTTAAATGTTGCTGCTGCG
TCCTTCTCAGTAAGGTGTGCAGCGAAGATAGGAAATCACCTTTTAGCAGCCTCAGTATCC
TGTGGCAGAAGATTTGATCAGCTTGTGACAAAGACTGAAAATTAGAAACTTGTTTACATG
GAGCTCAAATGTAAGAACCTTGAGCTGCAGTGTTGGGGAAACAGGATCTCAGAATTGCAC
ACTTCATGAATGTTAGTATCCTCTCAT
>CL298Contig2
AGAGCACATTTTGAGCTGATGTCAGATAAGCAGCTCCAGTGGTGTAACTTGGGGTAAGGT
TCTTTGCAGCAGATTTGTTTATTTTTCATATTTTCTTTAAAGCGTGTGGTGGGAGCTGAG
CACTGCACTGACACCGCAGCTGATCCCAGGCCCAGGGTCTGCCAGCTGGCGGTGTGTACG
TCCTGCAGGAGGGTGACTAAGAGCTGACCTGAGATCAGCCTGCGACTGCATCTGGTGTTA
GACAGCGAGAAAGAGGTCGACCTACCGACCGAACTCCCCCCCCCCCCAAAGAGAGTGGGT
GACTGTCTGTTCGACCGACGCACACGCTCAGACGAGATCAGCTTGCACACACATGCAGTT
GTTCGACTAGAGTCACCCGTCCAGCCAGCCTTCAGACGTACCAGAGGGCTGACCTACACA
GATCACAGTTCGACCGTTTAAATCCATTACCAGACCCCCCCTACCTACCAGAGCTCTCCG
GCTGCGTCTTAGCTTCTGAGTGTGAGAGAAAGAGCTGACGAGAGATCAGTCTTCAAGAGC
CTCCCGCCGCAGTGTCTCTGCAAGTTGTAGTCATCCGTCCTTCAGTCCTTTCATCCTTCG
CTTCTCTGTACTTGTTGTTTCTACCACTGTCTCCAAAGCCGCTCCCGTTCGGCAACTCCA



AAGCGAAGCCCCACACCTGCAGATGACTGAGTGAGGAAGAGTTTGTCCCCCTTTACCACT
TCCCCCAACAACCCCCGCACCCCCATCAGCTTTTACACCCCAGTTACAGCAGCTACTTTG
TTTTCTTATGAGTTTTTGCTTTCTTCTTTTGGTATGTGTGTGTAGTCCCAGGGTTCCCGG
TGTAGGTTCATCCACAGTGCTGTGACCTCTGTGCGGGTTCAGGCTCAGTCAGTACAGCAG
GTAGAGGGGGAGGGGCTCGTTTTAAATGTTGCTGCTGCGTCCTTCTCAGTAAGGTGTGCA
GCGAAGATAGGAAATCACCTTTTAGCAGCCTCAGTATCCTGTGGCAGAAGATTTGATCAG
CTTGTGACAAAGACTGAAAATTAGAAACTTGTTTACATGGAGCTCAAATGTAAGAACCTT
GAGCTGCAGTGTTGGGGAAACAGGATCTCAGAATTGCACACTTCATGAATGTTAGTATCC
TCTCATACTGGAATAGTGATATGGTTTCTGATCTGCATGCCTTTAAATGTCACATTCATT
CAGTTT
>CL298Contig3
TATGGCCGGGGACAGGACGTGAAGTCGTCTTTCTCGGGTGACATGAGGGACGCAGTGATG
TCCGTTTGATCGGATATTCGGCTACTCGTTCTGTACAGTTGTTGTTTGTTTGGTTCAAAA
TTGACCTCGGCTTTGGTCGAAGGCCGCTGAGAATCTGTCCTGTTCGGAGTTCAGTCCAAA
ATTGACGGAAGGAGGTAAGGAGAGATGTCTTATTACTCTTCCTCCCGTAGTTCATCTCGA
GCGACAGACTGTAAAGTTTACGTCGGGGACCTCGGCAATGGAGCTGCCAAGGGCGAGCTG
GAGCGAGCGTTCAGTTATTACGGGCCGCTGCGAAGCGTGTGGGTGGCCAGGAACCCACCT
GGATTCGCCTTTGTGGAGTTTGAGGACCCCAGAGATGCAGAGGATGCTGTCAAAGGCATG
GATGGAAAGCTTCTCTGTGGGTCCCGTGTTCGAGTAGAGATGTCCACGGGTCTTTCCAGG
AAGGGCCGCGGACGCCTTAGCCGTCGGCAGTTTGATCCCAACGACAAATGCTACCAATGT
GGGGACCGGGGCCACTATGCCTACGACTGCTACCGGTACAGCAAGAGGGGCCGTCGCAGC
CGGTCTCGCTCTCATTCACGATCTCGCTCCAGGTCCAGGTCTCACGGGCGCCGCCACCGC
ACTCGATCCCGCAGCCGTAGCCGTAGCTACAGCAGGAGCCGCCGTCGCTCCCCCTCTTAT
TCCAGGCGCCGAAGCAGGTCTGGTTCCCAGGCTCGGTCCAAGTCCAGGACTTCAGTGAGA
AGTCGTTCTCGATCCAGGTCTCGGTCTCGGTCTGGGTCTGCACCAAGAAGGGGGCGCTCC
GCTTCCCGATCCCGGTCCAGATCCAGATCTAGATCTCGATCTCCATCTGCCAACCACAAG
CGGAACAGCCGCTCCCGTTCGGCAACTCCAAAGCGAAGCCCCACACCTGCAGATGACTGA
GTGAGGAAGAGTTTGTCCCCCTTTACCACTTCCCCCAACAACCCCCGCACCCCCATCAGC
TTTTACACCCCAGTTACAGCAGCTACTTTGTTTTCTTATGAGTTTTTGCTTTCTTCTTTT
GGTATGTGTGTGTAGTCCCAGGGTTCCCGGTGTAGGTTCATCCACAGTGCTGTGACCTCT
GTGCGGGTTCAGGCTCAGTCAGTACAGCAGGTAGAGGGGGAGGGGCTCGTTTTAAATGTT
GCTGCTGCGTCCTTCTCAGTAAGGTGTGCAGCGAAGATAGGAAATCACCTTTTAGCAGCC
TCAGTATCCTGTGGCAGAAGATTTGATCAGCTTGTGACAAAGACTGAAAATTAGAAACTT
GTTTACATGGAGCTCAAATGTAAGAACCTTGAGCTGCAGTGTTGGGGAAACAGGATCTCA
GAATTGCACACTTCATGAATGTTAGTATCCTCTCATACTGGAATAGTGATATGGTTTCTG
ATCTGCATGCCTTTAAATGTCACATTCATTCAGTTTTTGTTTTTTCTCCCCTTTTTACTA
ACATGGTCAGCTTTAATGCTGATTGTCCCTTCAGTTTGAAACTCTGACTTGGTTTTAAGC
TCTAAATTGACTTCTGCGGGGGCTGCTTTTGTTTGTTTTTTGGCTTATGTGGTTAAACTG
TGGCAGTTTTATTTTTGAATAAACATGTTCAAAAAAAAAAAAAAAAAAAAAAAAAAACCA
T
>CL299Contig1
GCAGGAATTCGGCACGAGGCACGGTCTGGTTTCCTCTTCCGTTGCCAGTCCGTAAGATTT
ACCGAGGTTTCATTTACACCGTAAAGAAGCATATCTACCGGAGCTGGGCCATCATGGGCA
TTAAATTCTTGGAAGTGATCAAGCCGTTCTGTGCAATCCTGCCAGAGATCCAAAAGCCGG
AGAGAAAGATCCAGTTCAGAGAAAAAGTATTATGGACTGCAATAACTCTCTTCATCTTCT
TAGTGTGCTGTCAGATTCCCCTCTTCGGTATAATGTCTTCAGATTCTGCAGATCCGTTTT
ACTGGATGAGAGTCATCCTGGCCTCAAACAGAGGAACTCTGATGGAGCTGGGTATCTCAC
CGATTGTGACCTCTGGCCTGATAATGCAGCTGCTCGCTGGAGCTAAACTCATTGAAGTGG
GAGACACCCCAAAAGACCGGGCTCTCTTCAATGGAGCTCAAAAATTGTTCGGAATGATCA
TCACCATTGGCCAGGCTATTGTGTATGTGATGACCGGCATGTATGGAGATCCATCAGAGA
TGGGTGCAGGGATCTGCCTGCTCATCATCATTCAGCTCTTTGTGGCAGGGCTCATTGTGC
TGCTGCTGGATGAGTTGCTCCAAAAGGGCTATGGGCTTGGATCAGGGATCTCGCTGTTTA
TCGCCACCAATATTTGTGAAACCATCGTCTGGAAGGCTTTTAGTCCGACCACAGTCAATA
CTGGAAGAGGCACCGAGTTTGAAGGAGCCATTATCGCTCTTTTCCACTTGCTGGCCACGA
GGTCCGACAAAGTGCGGGCTCTGAGGGAAGCCTTCTACAGACAGAACCTGCCCAACCTCA
TGAACCTCATCGCCACCATCTTTGTCTTTGCCGTAGTGATATACTTTCAGGGATTCAGAG
TGGATTTGCCCATCAAGTCGGCTCGCTACCGTGGCCAATACAACACCTACCCCATCAAGC
TGTTTTACACTTCCAACATCCCCATCATCCTGCAGTCTGCCTTGGTTTCAAACTTGTACG
TTATCTCTCAGATGCTTTCGACACGCTTCAGTGGCAATTTTCTGGTGAATCTTCTTGGAA
CATGGTCTGACTCCACATCAGGCGGCCCGGCCCGTGCCTATCCCATTGGGGGGCTTTGTT
ACTACTTCTCCCCCCCTGAGTCTTTTGGCTCCGTTCTGGAAGACCCCATCCATGCAGTCA
TCTACATTTTCTTCATGCTCGGCTCCTGTGCCTTCTTCTCCAAGACTTGGATTGAAGTCT
CGGGATCGTCGGCCAAAGATGTGGCAAAGCAGCTGAAGGAGCAGCAGATGGTGATGAGGG
GGCACAGAGAAACCTCAATGATTCATGAACTCAACAGGTACATCCCCACCGCGGCTGCCT



TTGGTGGGCTGTGCATCGGTGGTCTGTCGGTGATGGCAGACTTCCTCGGAGCCATCGGCT
CCGGCACCGGGATCCTGCTGGCTGTCACCATCATCTACCAATACTTTGAAATCTTTGTCA
AAGAGCAGAGTGAAATGGGCAGCTTAGGGGGGATGTTCTTCTAGACGTCATCCCGGCCAC
GGCTAACTTTTATACAAACGTATTTCATAAAGCTGAGAGCCCCCCGCCTCTCTGACTCTG
CAGTTTTAGGACATTTGGGAAAACTTCAGAAAGCTTGGTTTAAGTGGGGTTTGGAAAGTT
GCTGGAACTTGATCCCTCCAATCCTTTTCCAAAAAAAACAACTATACTTTAAAACAGTTC
TGCAACTTTTATATGCGAGTCCAGATCTCAAGACCAATTTCCTGTGAAATCTAAAGGCTT
CTGTGGGACCTTCTCAGATTGACTGAGGGCTTCAGTATGCAGGCGTACCTGATTTGTATA
CCAGTCAACTGCTTGCTGTATGTTTGCCTGTCTTAGTCTCTTCTGTCTTACTGCCAGCTG
TACTCTAGTTCCTGCCTTGCAGGTGAGGACGTGGACCAGATGCTGACTCAGATCTGTGTG
TAATCCTCACCTGTGACACTGCATTAAGTGGGCTGGGTCTCAGTAGGGGCTCATATTGGG
CTCCAGCTTTAAGATGAAAAGTCCGAGCTGTTTCCCAGGGTGTCATCCATGTCATAATGT
GCATCATTCCCAGGAATTTACAGTATTAATATTCTGATCCCTTTCACTTGTTACCCCCAA
ACTATATATTTTAAGTTTCAAAAGTGTCAGCTGAACATTTGTTAGACGTTCTTTTTTTAA
GTTTCAGCTCAAATGTCGGGCGTCCAGTAACTTTTGAATTTGTACGAAGTGTAAAAAAAG
AACTTGTTCTAATAAACACAT
>CL300Contig1
TTTTTTTTTTCAGAAGGTATCGTTTTATTCATAGAAGCAAGATGAGGAAGTGTGTTACTG
GCGTTAAAGGTTGGAGAAAAGATGGACTCTTTACATCATCTTGTCTTTACACAAACCATC
AGCTCTCCCTGCTGCTTTCTGGGTTTTTTAAAACGAGTTTTTCATTCACTTCCACTTTTT
TTTTTTTACAATCTAACCAACAAAAAAAATGCGTTCATTTTTTTAATCAAACAATAAAAG
NGTTTTTCTTCACAAAGTTACAAAAGCTGGAAATGTTGNGGGTCANCATGAANNCCTCTC
AAAAAAAGGGTTCAGGTCTGTTCATCANCGGCTCGAGAGTAAAAAACAAAANGATGCCAA
ACTAAAACTGNGCTTTACAGNGGAGGATTATGGGAATTATTGGCCCCTTTCTACAAGGTT
TAAAATCAACACCCTCTTAAATATGGAATTGGCGTGAAAAANTTTCAGCAATGTCTGCAA
AACATCTGCAAACGGGACACAAAACCANCAGCTNTGGGTCCACAGGGGGNGCCGGNNAAN
CTCCNCGGCCCCNTGGAGGNGTTTTCTACTTCGGGNGATTGGT
>CL300Contig2
ATCCTTTTTAATGCTCTCTCTATTNAGCTGTTTCACCAGAAACTTTGTAAACTTCCCTGC
AGCTCTTTTGTGCTGCCTTTTGTGTATTTTTCATTGTTTAAAGGACGTGAAACACAGTCT
TCGGCTCCATTTCAGCTGAAATGAACAGTGTCCCCTCCATCCCACATCTGTTATGAACCT
TTGTCATTATAGTGAATGATCAGAGCGGGCTGCTTCTGTGAGAACGGCGTCCGAACGGCA
TCCGCTTGACCTGGTAGGGGCTGCAGAGAGAGGGAGGAGCAGAAAACCTGATCCCCGCCT
GCCTTTTGCAGCACTGCCGGTCAGTGGCGTGCCGCTGTTCTCGTCGACTGATCTCCGGTT
GAGTGTAGGTAAATTCAGACTCTTCTGCACAGGATGTTTCAGATCCGGTGCATCAGTGCC
ACTTCCAGAAAAACGGCTTCCAACCACTGTTTTCTCCCATGAGCCCATCTGTTATTTGAT
GTTTGTTGCTGTGCTTGACTCGGTTCCTAAAACCTTTTGTACGGACATTAAAACAGTATT
TGTTAGTCAAAAAAAAAA
>CL300Contig3
GCGGCGTGCCTCCCTCCTATGTTGGTCGAGTCTACGGCGTGGTCAAAGCGTACACGACCC
GGGTGGGCGTGGGGGCCTTCCCCACAGAGCAGGATAATGACATTGGGGAGCTGCTCCAGT
CCCGGGGGAGAGAGTTTGGCGTGACAACGGGTCGGAGGAGGCGGTGCGGCTGGTTGGACC
TGGTTTTGGTCCGATACGCCCACATGGTCAACGGGTTCTCTGCCATCGCTCTGACAAAGC
TGGACATTTTGGACACTTTACCTGAGATCAAAGTGGGCGTGGCCTATAAGGTTGACGGGG
AGCCTCTGCCAAGTTTTCCAGCAAACATGGACGTGTTGACGCGGGTGGTGGTGGACTACG
AGACGCTGCCCGGCTGGTGCTGCAGCACGGAGACAGCCAGGAGCTTCGAGGACCTTCCTC
CACAGGCACAAAATTACATTCGGTTCATCGAGGACTTCCTGCAAGTGCCAGTCAAGTGGG
TCGGAGTCGGCAAGTCCAGAGAAAGCATGATCAAACTGTTTTAAGCGGCGGCGACTCCTG
ACCAATCACCCGAAGTAGAAAACGCCTCCATGGGGCCGAGGAGCTTCACCGGCACCACCT
GTGGACCCATAGCTGCTGGTTCTGTGTCCCGTTTGCAGATGTTCTGCAGACATTGCTGAA
ACTTCTTCACGCCAATTCCATATTTAAGAGGGTGTTGATTTTAAACCTCGTAGAAAGGGG
CCAATAATTCCCATAATCCTCCACTGTAAAGCACAGTTTTAGTCTGGCATCATTCTGTTT
TCTACTCTCGAGCCGCTGATGAACAGACCTGAACCCTTTTTTTGAGAGGACTTCATGCTG
ACCCACAACATTTCCAGCTTTTGTAACTTTGTGAAGAAAAACACTTTTATTGTTTGATTA
AAAAAATGAACGCATCTCTCTTGTTGGTTAGATTGTAAAAAAAAAAAAGTGGAAGTGAAT
GAAAAACTCGTTTTAAAAAACCCAGAAAGCAGCAGGGAGAGCTGATGGTTTGTGTAAAGA
CAAGATGATGTAAAGAGTCCATCTTTTCTCCAACCTTTAACGCCAGTAGGCGACTTTAGG
GCAACCTTTGGTCAGTTTACGCACGCTGAGGTTGAGTGTAGGTAAATTCAAACTCTTCTG
CACAGGATGTTTCAAATCCGGTGCATCAGTGCCACTTCCAGAAAAACGGCTTCCAACCAC
TGTTTTCTCCCATGAGCCCATCTGTTATTTGATGTTTGTTGCTGTGCTTGACTCGGTTCC
TAAAACCTTTTGTACGGACNTTAAAACAGTATTTGTTAGTCCNAAAAAAAAA
>CL300Contig4
AATCNCCCGAAGTNGAAAACGCCTCCNTGGGGCCGNGGNGNTTCNCCGGCCCCCCCTGNG
GNCCCATAGNTGCTGGTTTTGTGTCCCGTTTGCNGATGTTTTGCNGACNTTGNTGAAANT



TTTTCNCGCCAATTCCNTATTTAAGNGGGNGTTGNTTTTAAACCTNGTAGAAAGGGGCCN
ATAATTCCCNTAATCCTCCCCTGTAAAGCCCNGTTTTAGTNTGGCNTCCTTNTGTTTTTT
ACTCTCGNGCCGNTGATGAACNGACCTGAACCCTTTTTTTGNGNGGNCTTCNTGNTGACC
CCCAACNTTTCCNGCTTTTGTAACTTTGNGAAGAAAAACNCTTTTNTTGTTTGNTTAAAA
AAATGAACGCNTNTNTNTTGTTGGTTAGNTTGTAAAAAAAAAAAAGTGGAAGTGAATGAA
AAACTCGTTTTAAAAAACCCAGAAAGCAGCAGGGAGAGCTGATGGTTTGTGTAAAGACAA
GATGATGTAAAGAGTCCATCTTTTCTCCAACCTTTAACGCCAGTAACACACTCCTCTCTG
C
>CL301Contig1
GCACGAGGCAGAGACAAAACACAGCTTGGGAGAAACGGTAAGCAACCGAGCTTTGGAGAA
ACGCAAATACACACAATGGCAGACGTTGCAACTCCCGCTGACAGAAAGGCCCCCCCTAAA
TTCAAGCAGAGGACCACTCGCACCTTCAAGAGCAAGGCGCCCAAACCTGGACAGAAAGGA
TTTGGAGACGACATTCCCGGCATGGAGGGCCTGGGCACAGACATCACAGTGGTTTGCCCA
TGGGAAGCTTTCGGGGACATGGAGCTCAGCGACCTGGCCAAATATGGAATTGTTTAGGGC
TCTTCCTGCTGTCCTTACCCTTCTTGCAGTTCCTCATGTGGTCTTCCTCTATGTCTTCTA
TGCTGTACAGAAGCAGCAGCTTAACACTTTAGAGGTCTGATCATAGAAAAAGTGAGATAT
TGTTCCTTTATGCACTTTACTTTCCATTGCCTTTCCAACAAACCTCCTTTCCCCTTCTTT
CCTGTTAACCCGTCTCTTGGACGTCCACTGCTTTCAGCAGAGATGTGAAAAATTGCCAAC
AATATTGAATAACATTTTGTTAAATGAAAAAACATTCTAACATTCAGAATCCTGATATTT
TCCCCTCTGTTCTCCCCTTTTTCCTGTAAAGCTGCTATTCAGCATTTTTTTCATGTGCTA
GCCAAACTGTTTCTACCTGTTCCATATTATTTATTTCACTGTGTGGAGGAAAAAAATCAA
TAATAAATCTAAAAACTTCCACTGAAAAAAAAAA
>CL302Contig1
GTTTTTTTTTTTTTTTTTTTTTTATGCAACACAACTTTATTGAAACTCTTGAAGCAACAT
CAATTTACAAACGAGGAAATGAGAGTTCTTGGAAAAAAAGTGATTCGACTTTTTAACCAA
AATGACAAAACTGAGATACGGGAACAGCTCCCATCATTTGGACCAGCAGTAGCAGGTGAA
ATAAAATCATTCATAAAATCCGTCAGGGTTTTCAGGGACTCTAAACCACGTGGCTTTTGT
AAAATCAAATACCAGATCTACAATCGGCCATGTGTTTTAAAGTCTGCATGTTTTTTCCCA
AATATCAAAGAAGACATTCCTTTGATTTATAAAAGAAAAGGGGGAAATGCCACTGATGAT
GTACGATAAAAAAACACCAAAAGTGAGCCAGGGTCGATGCATTTCTTGAATTTTAGTTTT
CAGTGTGGTGCAAATTATTCAGTCAGTCATTGAGGAAGGCCATCTCAGGATCTCATAGCT
TGAGTGCTGCCTCTTGACATTCCTCTGGGTCCCTGGCCGGTCCCTCGCTTATAGTTCTGT
TGGTAACCGTCCCTCTGATAATTTCCGTTTGAGTAATCTCGCGGTGTGCTGAACTGAGTC
TGTCCGTATCCAGAGTTTGGACTGTTGTTAAAAGGGGGGCGATAACCGTCATAACCACCC
CTAAATCCATTGGAAGAGCCTCTGTAGCCGTTGATCAGACCCCTGGCGTTGCGTGGTCCA
CCTCGCGGCATGCCTCTGCTGTTGTAGAAGGACTGAGTCTGCCGTCCAAAGCCTGGACCC
TGCTGCACCGGCTGCTGATGACCTGCAGACGGATCTTGGGAATGAAAGGCACCAACGGAC
TGAAGTTGTTCTGACGGCATCTCTGCCGGCTCTGCCGGATGCTGCGGCTGACTGCTGAAG
GCCTGGTTGTAACTGTTCTGGTACTGGTTAGCGTGGTTCAGAGCTTCTGCCTCATTGGCT
GGTGGGACCGGAGCATTGAGGTTGAACACGGTTTGCATCGACTGGAATGGAGCCGCATTC
ACATTGATGCCGCTGCTGTGGGGAGGCTTGGAAACAGCCGGGAATCCCTGCGCCTGGGAG
GCAGGGGCGAGAGCCGTGGAGGGGGGGGGCTGCTCTGTCGACAACGACATGGAAGTCTGG
ATGGGGTCGATGACCTCAGGTGAGAGTCGAGGCTCTTGGGCGTGTGAGCTCTGATACATG
GGTGGGGGGGTTGGAGAGACGATGGGCACTTGCGTGGGTTCAGGTTGTACAGGAACAGAG
TTTGATTGTGATAGCCGGGATTCAGGATGAACTGGAGGACAAACCATCTGTGGAGCTTCC
ATGTTCTGAGCGGGCTTCATAGGCTGCGCTGACACAATAGCCGGGTCAATGGGCTGTCCA
TCATACTCCAACATGGAGTCCTGCATGAAGTTGTAAGGTCCTTGCATTTGTGCCATGAGG
TCCTGCACGACCTGCTTCCGGACCATGGGGTCACTGGGTGGAACGGGAGACGATAAGTCT
ATGGGGTGGGTTTCAAGAGAGCCGGGGGGGACTGCAGGCTGTAAGGGCGGCTGCTGCTGC
TGCAAAGCACCAACAACCTCTGTTTCCCTGGTCCATTCACCCCCCTGCTCCTTTTCACTT
CCACTGTAAGCCCCGTCTATAATGAACTGTCTGTTTACAAACTCTGCCGTTTCCACTTCG
AGGGGCTCTGTAAACTCCTCAATGACTTCAGCTTCTTCAACGACGATCTGTTCTTCTGCT
TCTGAAGCCTCAGTTCCAGTCACTGCGGTTGTGTTTGTGACTGGCTCTTCCTCCAACACC
TCCTCTTCCTCCTCCTCTTCCTCACACAGTCCATTTTGGTGGGATGGTATTCTGTCAAAA
TAGCCGCCCTC
>CL303Contig1
TNATGAACTTTATTATAGTTGAGATTTCCAGTTACAACAAAAATTGTAAAGACTATGAAC
AAAGAAAATGAGAGAAAACAAACAGAACGGACAGACATGAGAAGCTTTGTACACCCCCCT
CCCCCCAAACAAACACAGGGTCCAGCTTGTGTGGGTTCAGCAGTCTGGACTCTTGATCAG
CTCAGCCTTAAATCCAGTTTTGGGTTCAGTCCCGCTAAAGCTGAATCGTCTTACATCAGT
GAAACCTCAGAATTGGCTCTTTATCTAAACTTCACCCCAAAAAACATGATTATTGTGAGA
GCGGATAAAAAGCTGCTTCAGTAGTCAAAGTCTAAGAACGAGTGGCGTCATAGTATCGCA
GATTCTTTAAAATAAAGCTCACCTGACCTAAAAACAAAGAGTGGGCTGTGCCGTTCACAG
GTGACAAACCTAAAGCTGTGGCTGCATGCACGGGTGTCTTTAAAACTGAAGGGTGGCGAG



GTCTAAAGGTGTGAAAACGGCCAATTTTTTCCAAGGTGTGAAAAACAAAAAGTGCGTTTT
ATTTGCAGACAGAGCCTCTCGTCGTCCTCGGCAACGCTTCGTTCCAGCGCCTTTCGTCGT
GTCTATTCGTTCTTCTTCTCCTTCTGCTTCAGCAGCTTGTTGATCTCCCTCTTCGCCATG
CCCGCGTACTTGCTGATGATGCCGTGCTGGTTCAGCCCGGGCAGCAGAAGCAGGAAGCTC
ACAGTCAGGTAGGTGAGGAAGAGGTTGTGCACCTGCTGTCCGATCCAGGCCACTGCCAGC
AGGCTGCTGATCACTGAGGCAAAGTACATTTTGGGCTTCTCCTCCTTCAGAGCGCAGAGA
CGCTTCCACCAGCCAACAACCCTCTTCTGACTCTTCACCAGGTTTCCGCAAATCTCATGG
AAGCGTTGCTGCTGCTCAGTAGTCCACTTATTGGAGCCAAACACTCGGGGGGCGAGGGTG
GGAACCAAGTAGTCAGCCAAGCAGAGCAGCATGACTGTGCAGGAGAGTCCAGTCAGCACT
GACGGGTCCAGGTAATACACCAGCAAGAAGATCACGGTGGTAGCTCCCACTAGAGCTCCA
GGGAACCAGGGCTTCTCCCATCGCAGAACACGATCCCCAGCCAGGATCACCTCTCCCCAG
GCCTGCAGCTGCTCCTCCAGCTGTGCAGTTTCCTGAGCTATTACGTTTGAACTTTTGTTG
TCGCCTTCAGCCATCACGGTGGTTTCGGTGTTTTAGATTTGTGGCGTGAAACCCCTTAAA
GTTCTACAGCTAAACTGGAGCTGGGGATTAGACTGCACTCCACCTGCTGCTTCGGCGTCT
CTCCCCGGCCATA
>CL304Contig1
ATAACATTTTATNNTATACGATGATGAGTGGAGAGAAAGAGCCATTAATGCAGCCGTATA
CAGAGTTCTACTGTAAATCCTTTTTAAAAAATAAGAAACTTAAAAAGAAAATTACACTCA
GCTTTACAACTTCTTTAGAAAGTGAGCCACCTAAAATTAACAATAATAACAACAATAATC
ATATTAGCTGTCAAAATAATTTTACCACTGAAAGCAGAGAATGATTGAGCAGTCTGAATC
CTATTATAGTCCTCGCAAAGATTAAATATGAGGAAGGAAATACTAGTGTTTTGGGATTTA
ACAATTTAATAAAAATAAAGCTTACCGTGACCTCTTTAAATTTAAAATAAAATAAATCAA
AAGGAAAAAAAAAAAAGATCACTACCGCTGGCAGCACTATCACTATTCTTTTGAAAATTA
TTGACTTTAAAACATAAACCAAAATCTTTTTCATCATCAAAGTCTTGTCAAAATTTGACA
AGCACTATTTATACTTATTACCAGGCAGGGGTCAATTTAACTCAACAAATTCTGCCTCTG
TTTTCTGCACTCAGAAGTAAATACAAGCGCATAGCGGTTGAGATTTTATTTTCACTTTTC
TTTATCAGGCATTCTGTGGAGTACGATTCCCAAAAACCAAACCAGAGAAGGCAAATACAA
TTCAGACTGCAAAATAGAAAAAGTCATAAATGAATATGTAAAAGATTGTGTTTGTGAGAA
GTGAAAGTGCAGATGACATTTACTCTGGGAACTCTACACTGCCAAGCTGGATTTTACTTT
TTAAATGAATGAATGACAAAGGTCTCAGAAAGGTGGTTGAAGGGGATCACATTTCCCTTT
GGCTGTTCCCATACACACTCTCATCACTGTAGGCAATGTAGAGGAAAAAGTCCTCTTCGT
GGTGCTCCTGGTACAACAGTCCCATGGTTGCTGAGGTGGGAGGAATGACGTTGTTTACAA
AGAAGAAGAGAGCATCCTCTGCTCTTAAGTGGATTCTTTTCCGGATGAGGAAGTAAAACT
GGCCCACTGTTAAGTCAGAAGGGACAAGGTATTTTTTCTTGTCCAGATCTCCTATTCTAG
CCTTGGGGGCTTTCTCCACAATAACTGGAACCCTGTCCGGGTACTTCTTCCGTATTTTCT
CGCCCTCGGACCTCCTTTTCTCAAATGGATGCTCCTCTTTGTACTGAAACTTCATCTTTG
TAAGAGATGACAGACAACAAGTCAGTCACTCCGAGGTTGAAAAGATTTCTGCCTTTTTCT
CTCTCCCAAGGACCGACTGAAACCCGCTGACACAAACAGACACGAAGCTACCTAGCCTTA
GCCTCGTGCCGAA
>CL304Contig2
CCNTTTTGNGNCCTTTGTCNTTCNTTCNTTTAAAAAGTAAAATCCNGCTTGGCNGNGTAG
AGTTCCCNGAGTAAATGTCATTTGCNCTTTCNCTTNTCNCAAACCCNATNTTTTACATAT
TCNNTTATGACTTTTTCTATTTTGCCGTTTGAANTGNATTTGCCNTCTCNGGNTTGGNTT
TTGGGNATCGNACNCCCCCGAANGCCNGATAAAGNAAAGNGNAAATAAAATCTCCACCNC
TNTGCGCNTGNATTTACTTNTGNGGGCCGNAAACCGNGGCCGAATTTGNTGNGNTAAANT
GNCCCCCGCCCGGNAANAAGNATAAATAGGGCNTGNCNAANTTTGNCNAGNCNTTGNTGN
TGNAAAAGNTTTTGGNTTATGNTTTAAAGNCCATAATTTTCNAAAGNATAGNGATAGNGC
CGCCCGCGGNAGNGATCNTTTTTTTTTTTCCTTTTGATTTATTTTATTTTAAATTTAAAG
AGGTCACGGTAAGCTTTATTTTTATTAAATTGTTAAATCCCAAAACACTAGTATTTCCTT
CCTCATATTTAATCTTTGCGAGGACTATAATAGGATTCAGACTGCTCAATCATTCTCTGC
TTTCAGTGGTAAAATTATTTTGACAGCTAATATGATTATTGTTGTTATTATTGTTAATTT
TAGGTGGCTCACTTTCTAAAGAAGTTGTAAAGCTGAGTGTAATTTTCTTTTTAAGTTTCT
TATTTTTTAAAAAGGATTTACAGTAGAACTCTGTATACGGCTGCATTAATGGCTCTTC
>CL305Contig1
TTTTTTTTTTGAACATTTCCAGAATTTTATTTCCAAATGTGAAAACAAAGGAAGCGACGA
ACAATAAAAGACGAAGAGGAGACCGGAGGCAGCAGCAGCAGCTCTGGGCTCACATGTTGT
CTTCATCAGAGTCGTCCTCTTCTTCCAACGAATCCTTGGCGTATTTCTCTGCTTCCTCCT
TGACGTCTTTAGGAACGAACTCGTGTCGTCCGTTTGTGACTTCTCCAACCCAGCTGAGCT
CCAACTCAAAGGCCTTGTCTTTCACTTCGTCGTGAACGATGTAGATTATTTTAGCGACTT
CTTTGACCAGCTCTCGACACGTCATGTCCTTCATCTGCAGCTTTTCAATCTCCGTCTTGG
CAGCTTGCTTTGCTTTCCCGATCGCACACCCCCAGTAACCGTAAGAGATACCAGACGGGT
CGACCATGTAGAGCTGAGGACCGTCGTCTTTGTCATACGAACCCAAGATGAAGCTGCAGC
CGAACGGCCTCACTGCGCTGTACAGCGTGTACGCATGCACATACATGGCCACTCTGTCAG
ATAGGTGCTTCAGAGGAATGTCGTGTCCGTAATTCGACCTGAAGTTGGAGGCTTCCTCTC



TGGCTACTTCAGCGAGTGAGCGAGCATCAGCTAACAGGCCTGCTACCGCCATGCCAACGT
GTCTGTCAATGTTGAAGATGCGTTTGTTGGACCCCTCCTCGTAAAGTTTGGACAAAATGA
GCTTCTCCACCCCAAACACGACTCCATCTTTGCAGCGGATCCCGATAGCTGTGCTGCTGT
TCTCCACCGCCTTAATGGCGTACTCCACCTGGAAGACCCGACCATCAGGGGAGAAAGTGG
AGGCAGACAGGTCATACCCGGTTCCGATGGAACTCATTTTCACACAAACTTAAAGAAGCT
TCAGCCCGTGTTTCCGGTGACGCTCGATCACTTCCCCC
>CL306Contig1
TTTTTTTNTTAGGAGGAAAATTAAAAATCCCATGACATTTATTCTCCAAATGAGACAAAA
GTAGATCAACATGCAACAGGTGAACACTAGCTAATAGGCTAAATACAGTAGAAAAAAAAG
AAAAAACCTGCTAAGCAGCAGACCTGGAACAGCTGATCCAATCTCCTCCCGCCGCTGATG
TCAGTCAGGTTGTAAGACAATAGACTCATAACACTGATGGACGTTAAAAAAGGGCGAATG
AAATAAAAGAAACAATCAGCTGCTGGATGTTGACGTCTGAATTAAAACACTTTTCTAAAA
TCTGGGGGAGACAACCGTCCAGACGTCCTATGTAGGCGAAATGTTTGCCATTCAAGAGCC
TTAAAATGACCAAAACCCTCCCAAAACAGACATGGTTAAGAAGACGTTTGCACTAAAATC
AGGGGGGGTGGGGGGGCTCAGCACAATTACACCCCCCCCTCCCCAAACAAACAATCCGGA
GATGAGATTGGACGCAGCTCCTCCAGGTAACGTTTGAGCGATCAAAGGAACCATAACTGA
TTTAATGAGCCATTCGCAGTTTCACTGT
>CL307Contig1
GTTGGCCTCAGAAGCATAGCGACTGCGCCAGGCAAGTCAGACAGAGACGGAGGATAGCGC
GAGCAGCCGGTGAAGACGCTGGCCGGATGGTTAAATCTCACCTCCAGACGATTTTGAATA
GTCATTGTTTTGCCAGAGAGAAAGAGAGGAACCCACGGACCATGCCTGTTGTTGAGGAGC
CCGGTAACAAAGCCACGAGCGGCAGCATCTCCAGTTCCAGGGGGTGCTCCCGCTGTTCCA
GTAACCCGTGTCCGGGGCCTCTGTGGTGCTCCTGATGCCCCTCTCCCACCCCTGAAGATC
CCAGGTGGGCGAGGGAATGACCAACGGGATCGCAATCTTTCAGCTAAGCTGCTTTTCTCT
GATGCTCATCTGCTGGTTTTTGAGGAGCCTCCCCCCGCTAACAGCCGAGTGCGCTTCCTG
CTGTTTGAGCCCCGCCGCTCTGAAGGCAAGCAGTGCTTGTGGAGGGCCGCGCTGAAAGGA
GCCAACCTCTATGTGGAAATCCCTCCAGGCGCTTTGCCCGAGGGCAGCAAAGACGGTTTT
GCACTTTTGCTGGAATTTGCAGAAGAGCAGCTTCAGTCAGATCACGTGTTCATCTGCTTT
CACAAGAACCGCGATGACAGAGCTCCTCTGCTACGAACGTTCAGCTTCCTGGGCTTTGAG
ATTGTTAGACCGGGTCATCCCCTCGTCCCGTCCCGCGCCGACGCTTTCTTCATGGCTTAC
AGCATCGAGCGAGACTCCTCCGATGACGACTGAAGTCCCGCTCAGCAGTTAGATGTTCTT
CACTCTAGATTCCTCTCTGTGCTGCGCTTCTGTCAGATGATGCCGCTTAGTTTTTGATGT
GCGCCCCCCCCCCCCCNTTTC
>CL308Contig1
ATTCGGCACGAGGATAGGACTTAACTTTGCCGTTTTCGGCTCGTTTTTTTCCATCAAAAA
TGTCTGAAACTCCACGCTTGACTCAGTTTAAGAACAAAGGCAAGGATGCCAACGAGCTGC
GACGCAGGAGGGTGGAGGTGAACGTCGAGCTCCGGAAGGCGAAGAAGGATGATCAGATGT
TCAAGAGGAGGAATGTGGCGGCGGCTCCGGAGGAGGCCACTTCTCCTCTTCAGGAAAGGA
CTCAAAACTGCCAAAACTCCAGGCAGTGGACGATTGAAGAGATCGTCTCTGGGCTCTTGG
AAATATTGCTGGTGACGGATCAGCTCTCCGAGACAGAGTGATCAAGCATGGAGCTGTGGC
CCCTCTGCTGAGCCTGCTGGCCGTCCCTGACCTGAATGTGTTTACTCCTGGCTTTTTGAG
AAACGTGACGTGGACGTTGTCGAATCTTTGCCGCAACAAGAACCCATCCCCACCCATAAG
CGCCGTCCAGCAAGTCATGCCCGCCCTCATCCGGCTTCTCCACCATGATGACCGGGAGGT
GCTGGCTGACGCCTGTTGGGCCGTTTCCTACCTGACAGATGGTTCAAACGACCGCATAGA
GATCGTGGCCGGGACGGGTTTGATTCCCC
>CL308Contig2
ACCCGGGCCTTATGGCCGGGGATATTTCCTTTTCTTCAGAGGAGAGGTTTTTACATTTGA
TCAGGACTTAACTTTGCCGTTTTCGGCTCGTTTTTTTCCAATCAAAAATGTCTGAAACTC
CACGCTTGACTCAGTTTAAGAACAAAGGCAAGGATGCCAACGAGCTGCGACGCAGGAGGG
TGGAGGTGAACGTCGAGCTCCGGAAGGCGAAGAAGGATGATCAGATGTTCAAGAGGAGGA
ATGTGGCGGCGGCTCCGGAGGAGGCCACTTCTCCTCTTCAGGAAAGGACTCAAAACTGCC
AAAACTCCAGGCAGTGGACGATTGAAGAGATCGTCTCTGGGCTGAACAGTGGCAGCCGTG
AGTCCCAGCTGCAGGCGACCCAGGCCGCACGGAAACTTTTGTCACGCGAAAAACATCCTC
CCATTGACCAGATGATCAGCGCCGGCCTCATCCCCAAGTTTGTGGCCTTCCTGGGATTGA
TGGATTTTCCTCCCATCCAGTTTGAGGCCTCCTGGGCTTTGACAAACATCGCCTCCGGAA
CGTCCGATCAGACGGCCGCTGTGGTTGAGGGCGGGGCCATCCCCGCCTTCATAAACTTGG
TCACGTCCCCCCACCTGCACATCAGCGAGCAGGCGGTCTGGGCTCTTGGAAATATTGCTG
GTGACGGATCAGCTCTCCGAGACAGAGTGATCAAGCATGGAGCTGTGGCCCCTCTGCTGA
GCCTGCTGGCCGTCCCTGACCTGAATGTGTTTACTCCTGGCTTTTTGAGAAACGTGACGT
GGACGTTGTCGAATCTTTGCCGCAACAAGAACCCATCCCCACCCATAAGCGCCGTCCAGC
AAGTCATGCCCGCCCTCATCCGGCTTCTCCACCATGATGACCGGGAGGTGCTGGCTGACG
CCTGTTGGGCCGTTTCCTACCTGACAGATGGTTCAAACGACCGCATAGAGATCGTGGCCG
GGACGGGTTTGATTCCCCGCCTGGTGAAGCTGCTCGGCTTTGAAGAGCTGCCCGTAATTA
CTCCAGCTCTGCGTGCCATTGGCAACATAGTGACGGGTACAGACGAGCAGACTCAGGCCG



TTCTGGATGCCGGGGCCTTGTTCATGTTCCCTAAACTGCTGCGGCACAAGAAGCCCAACA
TTCAGAAGGAAGCCGCCTGGACTCTGTCCAACATCACAGCCGGGAAGGACTCTCAGATCC
AGGAGGTCATCGATGCCGGCCTGGTGCCGTACCTGGTGGACCTGCTGGTGCGGGCTGACT
ACAAAACCCAGAAGGAGGCTGTGTGGGCAGTTACAAACTTCACCAGCGGGGGCACTGTTC
AGCAGGTGGTGTACTTGGTCCAAGCAAACGTTCTGGAACCCCTGCTGAATCTGCTCTCCT
CCAAAGACTGCAAAACCGTCCTCGTCATCCTGGATGCAATAACCAACATCTTTTTGGCTG
GAGATAAGATCGGGGAGTCCGACAAACTCAGCCTAATGATTGAAGAATTTGGCGGCCTGG
ACAAGATCGAGGCGCTGCAGGCTCATGAGAACGAGATGGTCTACAAAGCTGCTCTCAATC
TGATTGAGAAGTACTTCTCTGAAGAGGAGGAGGTGGTGCAGTGTGTGGTTCCACAAGCAA
CGGATCACTCGTACACTTTCCAGATCAGCGATGACCAGAGCACTTTCAATTTCTAAATGG
CTTCTGCTGATGTCTGCACTGCCGCCTCTATGCTACTGTTTGTCGGTTTTCTATGTTTTG
TACAAAAACTTTTAACACAAGTTTGTAAATAAAGTTATTGAATCCTGCAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAACAT
>CL309Contig1
GGTAAATTTATTACAAAGAACACAATAGAAAGACAGTTTTTTTAAGTCATTGTCAGAAAA
CTGGACAGAATCTCCTGTCCATGTATCAAATTCTTTCAGGATTAAAATGTAATATTTCCA
CTGGAAGATGAGGCATTCTGACAGTTTAATCGTTTTTAATAAATGCTCAATTTTTCAAAA
AATGTAAAACAATTCCCTTTCCTTAGATTTTTGCTTCTGAAGGAGGCGGTTCCACCAGTT
TATTGTGGACATGCATCATCCCTTTAAAGTACTTCACAGTCTTGACCCGCAGCTCCAGGG
TGGCATCTTCATCGCACACAAAAACAGTCCTTGGATGCTGCTGGAATGCTGACACTGTCC
ACATGTGATTCACACCTTCTTCTATAGCTTTGTACAAAGCAAACGCCTTGTGCGCCCCTG
TGATGATAATCATGACCTCCTTGGCATCCATGACCGTGCCTACTCCCACAGTCAGGGCCA
TAGTGGGCACCTTTGATAGATCCCCATCAAAGAATCTGGCATTGGCCATGATGGTGTCCC
TTGCCAGGGTCTTTACTCTGGTCCGGGAAACAAGGCTTGAACCAGGCTCATTAAAGGCAA
TGTGACCATCTGGACCAATGCCTCCAACAAACAGCTCAATCCCCCCAGCAGCTGTAATCT
TTTCCTCAAAAGCTTCGCACTCCGCTTGCAGGTCAGCAGCATTCCCGTCGAGAATGTGGG
TGTTTTCTGCTCTTATGTCTATGTGCTTGAAGAAGTTATTCCACATAAAGGAGTGGTAAC
TCTCAGGATGATCTCTGGGAAGCCCTACGTATTCGTCCATGTTGAAGGTCTTCACGTATT
GGAAAGAGATTTCCCCATTTTTGTAGTACTCAATCAGCTTTTTGTAACAACCTAAGGGAG
TGCTTCCTGTGGGGAGCCCAAGTGTAAAGTATTTGTTGGGTCCAGGTTTGAACAGTAAAA
TCTTGTTTCGGATGTACTTTGCCGCCCATTCGCTGGCCTTATCGTAGTCATTTAGAATAA
TCAACTTCATGGTGCGTTTTAAGGACGAATCCCGTGATTTCCTGCCAGGAATAAAATAAC
AGTTTGAGCTTCTCTTCTGAGTTTTTGCAGCTTTGAGGAGAAGACGAGATTCGGATGATC
ATGTGCCTCGTGC
>CL310Contig1
TTTTTTTTTTATGAAAATTGGTCTTTATTCAGAAAATGTAACAATGCCTTTAACTACAAT
TAAAGGTGCTGCTTTTAAGTACAAAGTCTATTATCTGTTTTTAAATCCTGAGACAAAATG
TTAGCTTTCCTTTCATTTCTTTACTGTCAACATAAGGAATCTGGTAGCTGTTCATAAAGA
CTCACTTCACCTTAGTTTTCTCAAATTTGCCTAACACACCTGTGATCTAGAAAGGACTGC
TTCTTGAAGGCATTAGAAGGTTATTTATTCTTTACTCCTTCTTGTTCCCCCATTTGGCCA
TCTTGTTATTGACGGGAGTCTTCATGAATCTGTCAGACTTCATGTAGGCAGAAATCTTCT
CCAGAGCCTCAAAACGGTCCAGAAAGTCTTTCAGGTTCTTGAAGTCATCGAGGCAGGAAG
GATGGAACATTCTGTGCTGGTCCAGCAGTTCGTACATTAAGAAATCCACAAAGGTGATCT
TTTCACCTGCAAACCAATCCCTGTCTCCCAAGAAATCGGAGAATTGCTTCAAAACCTCAG
GCAGTGACTTCAGGTACCCTGGCTTCATTTTATCCAAGTCTGTGTAACACATCCTGACGA
AGCCGTTCCTAAAGTCCATGGCCTGGTTTTCAATTATGTCCACACGAACCTTCTCATCTT
CTGTTTCTCCACACAGGTTGTGTTTACGAGCAATGTATCTCATGATTGCATTGCTCTGAA
CAATCTTCCTGTCTCCATCCAACAAGTAGGGAAGATTAGGGAAGTCCATTCCAAGCTTTT
CTTTGATATCAAACCAGCAGCTCTTGTCATAGTTGGGAGCTTCACCACAGACATAAAACT
TGTCCTCGTAGCTGGTTCCAGTGTACTCCAGCAGGAGGCGGATCGGCTGAGCAAGCCCGC
GGATATCCCAGTAAGCCAGAGTCATTGCCATTTTGATGTATTTATTTGCGCCGAACGCTG
CAGATGTAGCTTTTATAAGGTAAAAAGGCTTGTCTGAGCTGCAGAGAAGTGCAAAGATGG
GGTCTTTTGTAGCCTCGTGCCGA
>CL311Contig1
GTGTTCTGTAAATCTTTTATTAGTAATATACTTAGGAATACAAGACAAAAGATGGAGCAT
AGAGGAAACGGAAAAGCAGCAACATACACAGAAGTAACACCACGATTTGGAAAAGTTCTA
CCACAAACAGCAGGCATTTAAAAGGAAAAGCCATAGTATGTACAGCCACTTTAAAAATGG
ACCTTCATAGAAATGTTTATGCACAGAAACCTGAATGGAGACAGACACATCTGTGACGGT
GTTTTATACAAGTCAGCTTAGAGTTTACAGGACTAACAGATCTGAAAAACTGACTAAGAC
AGGTGGTGTTTTCAACATCACAGAACACGGCTGTCTGGAAAGTATTATAAAATGAAGATT
TTAGGCGTCCAGAACTTTGTAACTGATCCATTTTTCAAAAGCAGGTGAAGCGCAGGTGCT
CTGGGGACCGGATTCATGCCTGCACCTCAGAATCTGCTGCACCCTCTGGGTCCTCATCGT
TGTAGATATTTTCAGCCATCTGCCACACTTGCATGATGTTGTCCTCTGATACAGAGCAGA
TGACCCACGGTTCGTTTGGGTTCCAGGAGAAGTCGGAGATCTTAGCCGTGTGTCCTCCGT



GGATGAACAGCAGCTCAGGAGGCCCGTCCTCAGCATCCTCGGGCGACTGCTCCTCTCCAA
TCTTACTGAGGTCCCAAACGTTGAGCCGCCTGTCTGTTCCGCTGGAGGCCAGGATGGTCT
CATTATGAGGAGACCACTGAACCTGGAAGATCTCGTCTTTGTGAGATTCAAAGGAGTGGA
GCTTCAGCTTCAGGTTCCTCAGGTCCCAAAGAGCCACAGTCTTGTCAGCAGAGCCTGTAG
CCAGAATGAACTCACTGTAGGGATTAAAAGACAGACAGTTGACCTCAGCTGTGTGGGCGT
CCACCGCATGGCTGGGTTTGGAGGTGTTGTTTGACCGTGTGTCCCAAATCATGAGTTTCT
GGTCATCTGCGACGGATCCAAAAAGTGATTCATGGAGCAGATGCCACGAAACGTCCTCCA
CCACAGCAGTGTGGCCTGTGAAGATGGTTTTGGCATCCACGATCTTCCCCTCCTTGGGCA
CAGTGCTGATATCCCACAAGCATATGGTGTGGTCATCAGAAGCACTGAGAAGGCATCCAC
TGAGATTGGGGTTCCAGGAGAGACCATATCCCTCCTTCTGGTGGCCCCTCAGACGCAGAT
CTGGGGTACATTCACCAGAAGGGTCAGGCTTGGAGGGATGCTTTGTGTAATCAAAGACCA
GCACATCACTTGTGGGAGTTTTGGTTGCAATGATGCAAGGATTCTGAGGCATGTAGCGAG
CTCTGTTCACCTCTCCCTCATGGTTGATCTTGATTTCAATCTCAATCTTCCCACTTACAG
ATCCAAAACCTCCGAATTCTCCTTTTTCACTGTCATAATGCGAGGCATCAAACTGGGCGT
CATCATTTGGAAGCTGAACACTGGCAATGACGAGGTGGTTCTGCTCATCTGAAGTGTGCG
TCCCCAGAACCAGCCTGTGCACGCTGTAATCCTTTCCCTCCGGTCTGGTGACATCTGGGA
GCCACTGAGCAGTGAGACTGGGCCACTCCAGCGCGTGGGTCATAACCAAGTCATAAAGAA
AAGGGGTGTTCTTCTTCCAGATCTTGTACTCCTCATTGATCACTCTTTCCTCCACAGCAT
CATCAAATGCAGCGTCTTTGTCAGCCATCGTGCAACGGTAAAATGGCTAGTATTGGTAGA
AAATAAGTATTTTATGGGACAGCACTCAAAAGACAGCACGCAGCCTTTCAATGGCGCCAA
CTCCCCCCGGCCATAAGGCCCGGGTTAA
>CL312Contig1
CTTTCGATTCCTTTATTTTTGAAAACGTTTAAGCACAGCATTTTTTGCTGAGAAGAAAAA
GATGTACTAATACGTTTATCACCAGTCACAAGAACTCTTTGATTTCACATCTTTAATAAA
ATGGAATATATATATTTTTATTTTTCAACCGTAATCTTTATAACACACTCCACAAAAATA
AAAATTTTCTATAGGACAATATTGAGAGACTTATTCAGAAAAATGTTGCACACAAAGCAG
TCTGGCTGATTTTGCCTTTTCCTCCCTCAAGGCCATGAGCAGCACTTGCAGGAGTCGTTG
TAGACAGATCCGGCCCCACACTGGGTTAGATGGGTGATTCCACCAGCACACATGTAGAAG
GTGGCACGATCATCAGGATTGGGGTACAGACCATCAGGTTTGCCATTGCAGAAACCAGAT
CCAGGAGCGTGTGTGGTGGTTGTGGTGGTGGTTGAAGTGGTGGTTGGGGGGTGGTGGTGC
TGGCACCAGGTTTTGGAGTGGTTGTTGAAGGCAGTGGTGGAAGTTCAACATTAAGAATCT
TGCGCAGATAAGACAGCAGTGGGTAGGGACCGTCACCACAGAATTTGCCTGAAAAGTCAT
CTAAGTCAAGGGCCCACACAAAGGCACCTCCAAAGCCCTGATCCTGCAGGTAGCGGACCT
TTATGTCATAGCTCTCCTTGTTGTCAAATCCTACCCACTCGTTGTTTTTGTAGGCATAAG
GGACAAGCTGGTCGGTGATCCATTCCATTGTTGCTCCATTGAGGAAATTGCAGATCTCAT
AGTAGGACCAGAATCCTGCTTCCCGCGTGTAAGGTCCAGCTGATGCGGGTCCATTAGCTG
GCGCTCCAACACCAGTGTTTGAGGAAGTCAGTCTAAAGGTACGACCATAAGATGCAAAGC
CCATTCGCAGCTTCTCCAGTGGTGTGCCATTATCTTTCCAGTACTTCATAGCATAGTCAA
TGTTGAAGTAGATAAGATCTCCAGAGTCCTGAGATCCACGATACAGGGGGCTGTTGTGTC
CAGTAAACTGCTCCCAAGTTCCATGGAAGTCATACGTCATCACATTGATGAAATCCAGAA
CCTTGGCAATTTCAGCGATCTCATATCCTCCATCGATGGTTCCTTTTCCCGCAGCGACAG
CAGCTGTCAGCATCAGACGGGGTTTTCCGGAAGATTCGGCCTCAGCTTGAAATGCAGCGA
CAAGTTCCTGACAGAGAAGAGTAAACCTCTGCTTGTCCTCAGGAGGGCTTCCACGAGCAC
CAGGATATTCCCAGTCCAGATCCAGACCATCAAATCCATGAGTCCTCAGAAATTTAATGG
TGGACTGGATGAATTTCTGACGGTTTCCTGGTGTGGACACCATGATGGCAAACTGTCCTG
AACCAAAGTTCCATCCACCGACAGCTAGCAGAGTCTTAAGGTGAGGATTTTTGTTCTTGA
GGTCATTGAAGGCCTTGTAGAGGATGTCATCATTCCACTCGTAGGTGACCAGCTCGTTAT
TGTAGTTAATGATGGAGAAGGCATAGATGAGGGTGGTGCACAAGAAGGGGTCCACGTTAT
GTGGCAGGAACTTGCCATCACCAGGCCTGTACTGAGACCAGTTGGTGAAGTAGCACTCCA
TCCGGCTGGCAGACCCCAGGTAGCACAACATCAGGCATAAGCCTGCAAGAATTGTGAGCT
TGCTCATCTTAAGATTTTTTTTCCCAACTTGACTGAATGAACCTTGGACTTCAGATGAAA
GAGTCCCCCGGCCATAA
>CL313Contig1
TTTGTGATTCGCCGGCAGGAAGCAGAAACAATAAATAAGTGCACCCCGCTGTGGTCAAAG
GCCATAGACAAAACGCCAAAGCTGATCGGACACGTCGGCACTCCTGATGACATCACATTC
ATGATACGCAGGACAGGACATGAAGCTCCACCTCCTCTGGGTTTCCTGTCGTCAGTGTGT
GAGGAGAGCGTGGACCGACACTGAAGCTGCACGGAAGAATGGTCAGGAGGTCAGGCCCCG
CCCTCAGTCCAGGTCCTGAATGCGGCGGCAGATGTCAGCCGTGAACTCGGAGCACTTTGA
GTTCCCTCCGAGGTCCTTCGTCAGCACCTTCTTGTCTCGGATGGTGTCGAAGCAGGCCGT
CTGGATCTTCTTTCCGTGATCATGGAGGCCCATGTGGTGCAGCATCATGACGGCGCTGAG
CAGCAGGGCGGTGGGGTTGGCCATGTCCATCCCGGCGATGTCGGGGGCGGTGCCGTGCAC
CGATTCAAAGATGGCGACGCCGTTGGCCCCAATGTTCCCGCTGGGAGTGACGCCGAGTCC
CCCAATCAGACCGGCACACAGGTCGCTCAGGATGTCTCCGTACAGGTTTGGCATGACCAG
GACGTCGAACTGCGTGGGGTCCTGAACCATATTAAGGCACACGGTGTCCAGGTACATTTC



GGCGAACTTGATGTCCTTATAGTTCTCGGCCACTTCCCGACATTTCCTCAGAAACAGCCC
GTCGGACATTCGCATGATGTTGGCCTTGTGCACGGCCGTCACGCTGCTCCTCTGGTTGTT
CCTGGCGTACTCGAAGGCGTACTCTGCGATCCGTCTGCTGGCGTTCTCTGTGATCAGCTT
TATGCTCTGAACGACGCCGTCAACAATCACGTGTTCGATGCCGCTGTACTCCCCCTCCGT
GTTCTCCCGGATGGTGACCAGGTCCACGTCGGTGTACGGCGTCTTGTAGCCCTCGATGGA
CACACAGGGCCGCACGTTGGCATAAAGGTCAAAGGTCTTTCTGAGCAGCAGGTTCATGGA
GGGGTGTCCCGCGGCGATGGGCGTCTTCAGCGGTCCTTTCAGGCCGATCTTGCTCCGGTC
CATGGACTCCTTGGCATCTGGAGGGATCATCCACCTGCCGCCCGGTCCTTTTATCGCCGT
GACGTTCCTCTCCTCCCACCTGATCGGCGCCTTAGCAGCGTCGAAGATCTGCATGACAGC
AGTGGAGATCTCTGGGCCGATTCCATCTCCAGGAATCAGAGTGACGGTCTGCAGCCCTCT
GGAGAAGAATGCGCCCCGTGGGGCGGGTCTCCTCGCGGCTCCGCCCACCACATGGCTCAC
CAGTGACCTCCACGCGCTGCCGGCTGCCATCCTTCAAGAAGAAGAACTCTAGCGT
>CL314Contig1
TTATTGTCTACTCCACAAGACGTACAGTTTCAATCCATAAAAATCCTGCATCAGGTAAAC
CGGCGAACCTTCAGCTCGTCTATCTGCTCATTCAGTCACACTGGCTCAAACACACATCAG
ATGCACTATTCAAGACACTCTCCAAAGCAGATTAACTCCAGCGTGTTTGGAAGTATGCCG
ATGGAATTCCTTAGCGAGTCCAACGTTGACAAATCCAAAACCAAAGCTTTGGCAAAGTTC
ATGACTTTTTTTCCCCTTCTTTTTTTTGGGTTTTTAACGTGCTTCTTTAAACCTGAAAGC
AATCACTGAAAGTGTCCACAAAAGCGACGAGGTTGTTGTAATTAAGACATGTGGTCCTTA
AGCTGCAGTTGAGACTTCTGTCTTGCTTGTTGACACTGAGGTCTCATCCTCCACCAAGCC
TCCCATTCCAATGGCAGCCAGCATGCAGTTACGGAACTGTTTGTTCAGCAGCACGTAGAT
AACAGCATTGTACAATGCTGAGCTCTTAGCAAAGAAAGCAGGGATGGAGGCAGTCAGGGC
AGTGAAGGAAGCTCCTTTATTCAGGAAAATCCAGCCAGCAAAGCTGGCGTACGGAACCCA
AGCTACCAGGAAGCCAAAGACCATCAACAGGCACATACGTGTTACCTCCTTCTCAGCCTT
CTGGGTAGAAGCTGAGTCCTGCTGCTGCGCTGCTGCAGCTTTGACAGTCAACACCAGACT
TCCATAAGTGAAGAAAATGAGGAAGACTGGGACGAAGAAGTGCACAACAAACATATATAT
GACGTATGACTCATTGTTGAAGCCAGGAGCCAGAGTGTAGTAGTCGGGTCCACAGGAGCA
TTGCATGCCTTCAGGGATGTACCTGGACCAGCCGCAAAGTGGAGGAGCAGCACAAGCCAG
AGCCATTACCCAGGTCAGAAGGACTCCAGCTCCGGCGTGAGTTCCTGAGAATTTGAAGCT
CCCCATGGGTTTGCAGACAACAATATATCTCTCAACAGCCAGGACAACCAGAGACCAGAG
AGCAACTTCACCTCCAAGTGTGGCCATAAATCCCTCAATGGCACAGAAGGTGGGTCCTAG
AACAAAATAGCCATAGAAGCTTGATGTGATGGTGATGGTGAAGCCAAAGGCGCACATGAT
GAGTCCGGCCACCGCCAGGTTCACCAGGATGAAGTTGAGAGGTTGCTGAAGCTTCTTGTT
GGTCGCTGTTACGTACAACGTCAAGCCGTTGATGGGAGTTCCAGTGCAGATCAGGAAGAA
CATGTAGAAAGCCAGAATCTTGTACATTATTGGGTCGACCATGTAGTACTGAGGGTATTC
AAAGGGGCTTCTGACAACCCCCGTCCGGTTGGACATTGGGATGTAGAAGTTTTGTCCTTC
AGTGCCATTAGGCTCCCAACCCATTTTTGATGCTCCCTTGGACTCTCTTGAAGCGGAGGA
TCCGGGACCAGTTTCGGAACATTCCAGTAGGC
>CL315Contig1
CAGTTCAAGTTCGAGACCTTCAGCTTTATTGTATTCAATAAGACCATTTTAGACAGAATG
AGAATCTGCGGATGCTCCTCCCACAGACAGGAGGCGCCGTTATGCGTGTCGTATGTTCCC
AGGTGTGGCTGTGATTGGTGGAAGGAGACACGGCGGGAAGCGCGAGATCTGCCACAGGCT
TTTATTGCAAAGTGGCTTCCTGTGATCTCAGAAACAACGTTCCACTTTAAGGCTCCGGAT
CTTGTTGCGGTGGAGGTGGCGTGTTTTTTTGGGGGGTGGGGTGGGGGGGTCATCTCTCCC
TGCTGGGGTGAACTCTGCGTCTGTAGTGCTTCTTGACTAAATAAAAGTGCACTCTAACTC
TGCTCGACGATTACATTCAAACTGAAAGTAAGGCGACGATCAAACGGCTAGAAGGATGAT
GTGTTTGGAGGCGGAGGGGGGGGCAGGAACGAGAAGAAAACACAGAATTCAACGTTTAAT
GTTTCAACAAAAAGTGCTGAAAAACGGGATGCATAGTCTAACACAACACCGGGGGGGTTA
CAGAGAGGAGGGGGGAGTCACATGGACAAAGTGTGACCCGTGTGCGGCAGGAGGCAGTGT
TGGGCGGCGCCCTCTTCCACACGTGGCTGCTTCCTTCATTCCCGACTTTTTGGCAAAACT
CTGGCTGGGAAAGACGACCAGTGAGGGGGGTGGGGTGGGGGTGAGTTGTACTGTTTGTGA
GCTGGGGGGTGGAGGGGGTGCTTGCATACCATTTTGTTACTTGAGATCTCCTGTTAGGTT
GAGAAAAAAACAAAACAAGCAAAAGAACCAGAACAAAAAGAACAAAGAGGCCTAGAGATG
CTAACTCCTTCAGGACATGGATACAGACATGGCGAGCTGCTGGGTGAAGTGGCGTGTTTG
GGTGGGAGGGGTGGGGGGTCGGTTGCTTCGGTCCTGATGGCACAGCGGTTGGCTCGGCTC
TGCTGCGACATCACAGCGGCTTGCCTTCCAGAGTCACCACCGTGTTCCCGCCCAGCTTCT
CCGCCAACGTGGCGCGGTCCTGAATGTCATCCAGGCCGTTCACCTGCCACTCGTGTTTGA
TACCTGTAAACTTCTTCTTGATGGCATCTTTGGAGCTGGCGTAGATCATCTTGCTCTTCA
GAGGAGCGCTCTCCGGAGCCCAGAAAATGAAGACCAGGTCCTCCTTCTTGGATTCCTTGG
TCTCATAGGTGGCGTCATACAAGGCGTATCTACAGTCATTGGGAGGGAGGAGCTTGACAA
AGCAGAGGTAGGGGTCGTCCACGGTCTCCCCGATGTCTCCCACCAGGATCTGCTTTCCGT
CTTCTACAATGATATTCTTCTTGTCCTCGCTCATACAGAACATGACGGCCTTCTTCCTCT
TCTTCACCTCATCCTGAGTTGAAGACTTCCTCACCTTCATGTCGTTGAAAACCCTGATGA
CTTCATCGGTAACTGTCACACCTGATGCCATTTTGTCCGGAGGTTTGAGCGCGCTGCGTC



GGTTTCAGAGCGAGGTTGTCGGGATTCAAAGCCTC
>CL316Contig1
AAAAAATATATATATAAAAATTCCAAAGGTCACACCTGCTGCAGGTGAAGAGGGTGTGGT
CAGTGTGTGCAGGAGTGGGGGCTCTGGGGGAATGGGCGGGGCCAAAGAGAGAATGTTCTG
GATTGTTCTATCTGCACCAATGCACCGTATAGAAGGAAAATACTCCGGACCACAGATCAT
GAGGGGAATGATGACTGTGACAATGTGGTTCAAAACCAGGTTTTAGTCATATTTGATGAA
AATACTTTAAATCTAAATCTGGTGAGATGTTGATAAAAGATGATTTCTGACACAGTTTTT
AACTATTTAAAGGGGAAAGAAGGGACATTTCTGTAAATGATAAATGCGTAGAGTTTACCA
ACATTTCTGTTTAAGTATTTCCTTATATGTAGTTTTGATAAATATGTGGGTTAATAAACA
ACTTGAATACAGGAAAGTGGGCGTGGTCAAGTCTGCAGTCTGGTTTTAAAAACAGGAGGC
GGAGTCAGTTCACGGAGACCTGAAATGTTCTGGAAACATCCTGCAAGTTTCCTGAACGTT
AAACTGGTGATGAATTATAAAACTAATGAAGGTTTTAATCCAAATTCTTAAAGAGGGAAA
TCTATATTTTCATATTATTGACAGAGCTTCAAAACAGCAGATTTAAATGTCATGTTGTTA
ATAAATCAGATCAAATATTAGCGTTTATTGTTATGGATGTGGTTCATCACACGAGAAAAA
CTGTGAAGTTGATTTGGTTTAATATTCTGTCCAAATCTTTAATGACATATTTGTGGTGAT
AATGCTATGACCGTGATAAACATCAAACTGTGTACATTTGGTCTTTGTTAAGGTGAAGCT
CTTAACTGCTAATGATGTAACCTGGTGGTGGCTAGAATATTTATTGATGTATTTATATCT
T
>CL316Contig2
CGGACCCATCTGTCGGTTGGAGGATCGGTCGGGGCGGACCAGACCAGACCGGACCGGACC
GGACCGGGCGGCGATCGTGAGTACAGAAATTGGATCAGTGTTTTAGGCAGGCTGTGGTTG
TTTGGGTTTATCGCAGTTCATGCTGAAAACTTTTTTGTTCGTTTCAGAAATGTTGCCGTC
CGTGACGCAAAGATGTTTCCATAGGTTGACGTAAATTGTCAGACGGGATCAGCTGACGGT
CGGTTTAAAGCCGGTCTGCTAACAGTTTCCGTTTGAAAGTAACCGGACGGTCAGCAGGAA
GGTTTGGATCATAAACGAGGACAAACATGGCGGGATTTCCTCCAGTTATTTCTGTCTTTC
AGTGGCGAAGAGAAACAACAAAAACCAGAAGATTATTGGGATAAATGTTTGCTTTTGATC
GCAATCCTAGCAGTTGTTGTGTAACTAAAGGAAATCTATTTAAATTAATTCAAATGATTA
AAAATGGTGTCAGCAATGAAATAAAAAACTTTAAATATTTTAGTGAAGAAACCTCAGTAA
TGATGTCATGAAACAACAAATGCAGATATTTTTATGCTCATTATGACTGAAGATAAAAAC
GGCTGCTTTAGTTAGTAAAAAAAAAAAAAAAAAA
>CL316Contig3
TTTGTATGATTTATTTGTAGGGACATGAACACTTTAGTAAACATACGTGTTAATATATAA
ACACATCAATAAATATTCTAGCCACCACCATGTTACATCATTAGCAGCTAAGAGCTTCAC
CTTAAAAAAGACCAAATGTAAACAGTTTGATGTTGATCACCTTCATCACATTATTACCAC
AAATATGGCATTAAAGATTTGGACAGAATATTAAACCAAATCAACTTCACAGTTTTTCTC
TTCTGATGAGCCACATCCATAAAAATAAACACTAATATTTGATCTGATTTGTTGACAACA
ACATGACATTAAATCTGCTGTTTTGAAGCTCTGTCAATAATATGAAAATATAGATTTTGC
ATCAAAAACCTTCATTAGTTTTATAATTAATCACCAGTTTAACCTTCAGGAAACTTCCAG
GATGTTTCCAGAACATTCCAGGTCTCCCTGAACTGACTCCTGTTTTTTAAACCAGACTGC
AGATTTAACCACGCCCACTTTCCTGTGTTAAAGTTGTTTATTAACCCACATATTTATCAA
ACCACATATAAGGAAATACTTGAACAGAAATGTTGGTAAACTCTATGAATTTATCATTTA
CGGAAATGTCCCTTTTTTTCCCTTTTAACAGTTAAAAACTTTATCAGAAATAATCTTTTA
ATCAACATCTCACCAGATTTAGATTTCAAGTAGTTTCATCAAATATGACTAAAACCAGGT
TTGACACCACATAGTTATGTCATCATTCACCTCATGATCTGTGGTCCGGAGTATTTTCCT
TCTATACGGTATATTCATTGGTCCAGGTAGAACAATCCAGAACATTCTTTCTTTGGCCCC
GCCCATTTCCCCAGAGCCCCCACTCCTGCACACACTGACCACACCCTCTTCACCTGCAGC
AGGTTTGACCTTTGGAATTTTTATCTTTATTTTTTTTACTAACTAAAGCAGCCGTTTTAA
TCTTCAACAGTCATAATGAGCATAAAAATATCTGCATTTGTTGTTTCATGACATCATTAC
TGAGGTTTCTTCACTAAAATATTTAAAGTTTTTTATTTCATTGCTGACACCATTTTTAAT
TATTTGAATTAATTTAAATAGATTTCCTTTAGTTACACAATAACTGCTAGGATTACGATC
AAAAGCAAACATTTATCCCAAGAATCTTCTGGTTTTTGTTGTTTCTCTTCGCCACTGAAA
CAGAAATAACTGGAGGAAATCCCGCCATGTTTGTCCTCGTTTATGATCCAAACCTTCCTG
CTGACCGTCCGGTTACTTTCAAACGGAAACTGTTAGCAGACCGGCTTTAAACCGACCGTC
AGCTGATCCCGTCTGACAATTTACTTCAACCTATGGAAACATCTTTGCGTCACGGACGGC
AACATTTGATCGCCGCCCGGTCCGGTCCGGTCCGGTCCGGTCCGGTCCGCCCCGACCGAT
CCTCCAACCGACAGACTGGTCCGCGCCTCGTGC
>CL317Contig1
GGGCTGAGGAATTCGGCACGAGGGAGACGCGGATCGTGCGCCGCCGCTTTGACTCCAATC
ATTCTTTCTTGGGACAATCACAATGCTGCGAGTGAGGTGTCTGAGAGGAGGCAGCAGGGG
GGCCGAGGCTGCCCATCTGATCGGAGCCCTGCTTGGCCGCTCAGTTGCTGGCTGGGCGCA
GAGGGTTTTTCAAAGCACCTCAAGTGCTGCAGCTGCACAGCCACAACATGCAGCTGAAGA
GGAACATGTTACTGAGTCTGCTCCGCAGGAATGTCCTGTCTGCAGCTACAATGAATGGGA
CCCCCTTGAGGAGGTCATCGTGGGTCGAGCCGAAAATGCCCACGTGCCTCCCTTTACTGT
GGAAGTGAAAGCTAACACATATGAGAAGTATTGGCCCTTCTACCAGAAGCATGGGGGCCA



GTCTTTTCCTGCGGACCACTTGAAAAAAGCTGTTGCTGAGATTGAAGAAATGTGCAATAT
TCTGCGCCATGAGGGTGTCGTTGTGAGGAGACCCGAGCCCATCGACTGGTCTTTGGAATA
CAAAACTCCAGATTTCTCATCAACCGGAATGTATGCTGCCATGCCCAGAGACATCCTCAT
AGTGGTTGGGAATGAAATAATTGAGGCCCCAATGGCCTGGAGGGCTCGTTTCTTTGAGTA
CCGTGCCTACAGACCCCTGATCAAGGAGTACTTCAGAAAAGGTGCTAAATGGACCACAGC
TCCCAAACCCACCATGGCTGATGAGCTTTATGATCAGGACTACCCCATCCGCACGGTGGA
GGACAGGCACAAACTGGCTGCACAGGGGAAATTTGTGACCACCGAGCATGAGCCCTGCTT
TGATGCTGCTGATTTCATACGAGCCGGGAGGGACCTCTTCGTCCAGAGGAGTCAGGTTAC
AAACTACATGGGAATTGAGTGGATGCGTCGTCATCTGGCGCCGGATTACAAGGTCCACAT
AATCTCATTCAAGGACCCTAATCCCATGCACATTGATGCCACATTTAACATCATTGGTCC
AGGGCTGGTGCTGTCCAACCCTGATCGTCCATGTCGCCAGGTTGATATGTTCAAGAAGGC
TGGCTGGACTGTTGTAAAACCTCCAACACCTTTGATTCCTGATGACCACCCACTGTGGAT
GTCGTCCAAATGGCTGTCCATGAATGTCCTGATGTTGGATGAAAAACGTGTGATGGTGGA
TGCCAATGAGAGCACCATTCAGAAAATGTTTGAGAGCCTCGGGATCCAGACCATAAAGGT
GAACATTCGCCATGCCAACTCCCTGGGTGGCGGCTTCCACTGCTGGACAACTGATGTCCG
CCGCCGTGGTACCTTGCAGTCCTATTTTCATTAGCCATGCCAGAAATGGGCAGTTTTTAT
TGAGCTTTGAAAAGGCTTTGTCCAGAATTGTTTTTGTGTGAATTGATCAGTAATGTACAC
TTAAACAAAAAAAAAAAAAAGGAAAAGAAAACTGTTCTCTGCAAATGTAGGCCTCTGTCT
TAATGAATTTGGCCATGTGTGTTTCTGTGTGAAACAAATGATCGGGGGGCAGGGGCTGCT
TCTCCGCCTTTGTGTCAAGAATGAACTTTTACGAATGGTTTTGATTTGCTCTATCAGGCA
TTGATGCCTTTGCAGACAGCTTTGTTCACAGATCAGTACATATTCTCTGCTAATGGTTGT
CACCACACACAATCTCAATATCAACTGCATTTCTGGCATGGCTGTTGTGAAGATGAAGGA
TTCTTCTCCATCCCGATGCTGAAGCTCTGAGGACAAGGTACAATTTGGTATGGGAGTGTC
ATCAAATGAGGGCACAGGGGTTGCCAAACTACCTCCTTTTGGAAAACTTGGGGTTGGTTT
TTCACTGGAGCAAATGTCCTCTCTTTGCTTCTTTTCTCGTCAAGTCTTAAAGAGGGTCCT
GAAGTGTGTGCGCAAGCTGCATTTTTGTGGGATAATCTCTGAATCTACGAGCAAAGAGGA
GAAAGCTGTGACAGAAGCAAAAGATCACATAAACTCCATGAAAAAAACACCTCCAGTAAA
CACAAGTCTAATTTTATTTTCCAAAAATGTTGTATTTTAAAGTCATGTATTCACTTTTTT
GTATGTAGGTCATAAAACAATTTTAATTTTAACTTGTCATTCACTATTTTTTAAGAAAAA
AAGAGTGGGAAAAGAAGTAGATTTATTGGACAGAAATCGTTTTTCTTATATTTTTACAAC
TTTATATTGGCTTTCCCATCAGTTAATGTTTTTATATATTTACTACGCGGTCCATATCAG
TTATTGTACACCTTTTGCCTCTGCTGTATTCTACTACTACACATCTGGGCCAGTTACATG
CTGCTAGTCATTCTCACTGAAATACTTTCTGCTTTTGAGTTTTACAGCAAAAAAAAAAAA
AAAAAAATTGCTTCAAGGGTGAAAAGATGTTTGATTCCTTTGCTGGCCTCAGAGTGAGTT
GCATGATGTAACTGCCTTGATATTTATTGTCAGATGAATAATTCAGGGGATGTGCAGCTC
AACA
>CL318Contig1
GCTTTTATTCTTCTTTTCCTCTTGGCTTGACAGAGAGCTTCATACTTATGAGGTTCTCTT
TACAGCACAAACCATCACATTCAAATGACACAACTGTTGTTTCAATGAAACCTACTGCTT
TAAATACTGTTAAGGTGTCTGTACTTTTCGCTGGCTCTAAACATATAGTCTGGTGTATTT
ATGCCTCAGTCTGAGGGGGTTACTCAAGGCTGACAAGGATAATATGGAAGGCTAACGCTG
AACTTTCCATCTCTAACTGTCACATAGTCCTGCAGTTCCTGCAGCAATGGCATTATTCAA
TAATTCCAACATTTGGATGATCTTTTCCAATACCTGTTCAAGCACTCTGCTAAGCTCTTC
CTGGCTGAACGCAGGGATTTGGTCAGCTACCTTCTTCATTATTGTGACGAGTTCACGGTT
GAGCATGTTAAGGATGCTGAAGACTTTGTCTAAATAGTCTGACTTGATAGAATCAACAAA
CTCTTGAGTTTTCTGAACAAATGCCTCCAGGGTCTCACCTATTCTTGCTAGCATTGTGTC
AAGACTCTCCAAGTTTTTCACAAAATCCACTGCTCCTTCATAGAGCTGCATGACAGTTGT
TTTGACCTGATCAATTATTTGGGCTCTCATAACGGCATCACCAGCAGGTAGTTGGATTAG
GACTTGGCTTATCTCCTCAACAAAATAGTTGTAGTAAAAGGGGATGTCTCTATGCAGCAC
TTCAAGAATGGTTTCAGTCACCAATTTCAGCAGCTCAGGCAGAGTGATCATATCACTGGT
CCCTGGCAGTTTGAAGCGGAACTCACTCAAGACCCTGACAACTGCATTGAAAAGGCTCCC
GG
>CL318Contig2
TTTTTTTTTTAAAGCAGACAAACTGTTTTCACAGCTTTTATTCTTCTTTTCCTCTTGGCT
TGACAGAGAGCTTCATACTTATGAGGTTCTCTTTACAGCACAAACCATCACATTCAAATG
ACACAACTGTTGTTTCAATGAAACCTACTGCTTTAAATACTGTTAAGGTGTCTGTACTTT
TTGCTGGCTCTAAACATATAGTCTGGTGTATCTATGCCTCACTCTGAGGGGTTTACTTAA
GGCTGACAAGGATAATATGGAAAGCTAACGCTGAACTTTCCGTCTCTAACAGTCACATAT
TCCTGCAGTTCCTGAGATGTTTGCTGCAGTAAGTCGTCAACGGCATTATTGAATCGGTCC
AACATTTGGATGATCTTGTCCATTACCTGCTCAAGCACTCTGCTAAGCTCTTCCTGGCTG
AAAGCAGGGATTTGGTCAGCTACCTTCTTCATTATTGTGACGAGTTCACGGTCTAGCCTG
TTGAGGGTGCTGAAGACTTTGTCGAAATAGTCCGACTTGATAGAGTCTACAAACTCTTGA
GTTTTCTGAACAACTGCCTCCAGGGTCTCACCTATTCTTGCTAGCATTGTGTCAAGACTC
TCCAAGTTTTTCACAAAATCCACTGCTCCTTCATAGAGCTGCATGACAGTTGTTTTGACC



TGATCAATCATTTGGGCTCTTTTAACGTCATCACCAGCAGGTATTTGGATTAGGACTTGG
CTTATCTCCTCAACAAAATAGTTGTAGTAAAAGGGGATGTCTCTATGCAGCACTTCAAGA
ATGGTTTCAGTCACCAATTTCAGCAGCTCAGGCAGAGTGATCATATCACTGGTCCCTGGC
AGTTTGAAGCGGAGCTCACTCAAGACCCTGACAACTGCATTTGAAAAGGCTCGAACGGTT
TTCTGGTACCCAACAACTGTGTTCCTAAAATAATTGGAAATTTGACTCATATTAACATCA
TAGTTTGAAACAGCATTATAGGAGTCCCTGATGTGCTGCCTGACAGTGTCCTGCAGAATC
TCTAAGGTCTTTGTAATATGATACTCGTCAGCAAACACTTTGAGTGCAGAGAAAATAGAG
GGGAGTCTTTTCTTGAGCTCAGTGAGGATCACTTTAGACGCCTCCATGTTGTAGACAATC
TGCAGGTTTGTGTTATCGGCATCTTCAGATGATTTGATGACCAGTATGTCGACATCAGTC
ATGGCCAATGTGTCATCAGTAGGATAAAAGGCATACACTCTTGCATTGATCAGGCAAGGG
TCTTGGTTACTAAGCTGAAGGCCAATGAGGCAACCAGAGGGAGTAGACACGGTTGCTCTG
ATGACACAGTTCTCATAACGAAGGCTGACTTTGGTGAACAAAATTGTGGAGACGTCAACG
TTTAATTTATGATCAGAGCAGCTGTCATCTTGTTGAAGATTTCCCATCAGGCCATTCTCA
AAGCTGACAGAAGAAGAAGCATCTACATCATAATCCAAGACAACAATGGGAGTGGAGGCT
GAGGACTTGAATGCTGCAGTGAAGGCAGGAAAATTGCCCTCCAAACCAGCTTCCACGTTT
GAGGTGTAAAAAAGACTATCAAGCTTGCTTTCAAAGGAGATCTTTTGACTGGACGATGTA
ACATCAGCAGAAAGCTTCTCAAAGTAAGTCAGTTCACTCAGATCGCTTGGCTGGCGCATA
TCAATCTCAAAATTGGCTTTTAGTCCAGAGGATAGTGTAAAGTCAATGTTGCTCTGAACA
CTGTGCTTTCCTGTGGTTTTGATGCCGAACAGATTCGCTTCGTTGTGTCCAGTGTACTCC
AGCACTGCGTAAATTTTATCCATGGAGGCCTCTAAGGCCAGATTTTTGTTTACATCCATG
TTAACGATTTTGGCTGTGTCTTGGTTAAGTTTGGTATCAGCAATAAGCTTAGAACTAATG
CGTATTTTTCTTTCATTCACATAGAGATGAGCATCATTGTCCAGGGCCCCCAAAATTATG
TAGTTTTCCCATACTTTTCCATCCACACTAGATTTAATAACTGAGTCCACTGAAACAAAC
TCAGGAGTTTCCTCTATCTTCAGACTGTGGTCTGCTGTCAACTTCCCAATAGCTTTAAAA
AGAGGGATGTCAAAATCACCTTTGATTTTCAGAGTGGAACGAGTATCTGCCTTGGACTGG
GTATTGGCCACCAGTGTATGGCTGACTTCAAAGTTGAGAACTGGAAGGGCAATTTTTGCA
GATGTACCCACAGAGACAGCTGTTTCCAAAGTGTCAGTGCTAACACTGATGGTGCTGTCA
TGATTGCCATTCAGGTGAGGATTTTTAAGAGAACAGGGAGTTTGCCAACTTGATTCCTCT
CTTGGTGGTAAGACTGCTGGTGCCCTC
>CL319Contig1
TCGGCACGAGGGCTTCCTGGACTGTCTGTACAGCACCGAGCAGCCCAGGTCCAGCCGGGC
CCTCATGAACGGCAACGGGAAGGCCCACTGACCGTCCCTGAGGGGCGCTCAGGGCGGGTC
GTGGGAACGTCGGCGGGGCTCTCAGAAGCACGGCCTTCATGATTGGGGGCGTGCTTCTGC
CTCCACGCCAGGAGCAGACGGGACCGGCTCCAAACGACTTCCAATGATTTGGCAGTAATT
TAGCTCTTTGTTGTGTTCTGTGGTGAAATGATTTCAGTTTTTGTTGTTCTGTCTAATCTG
CGACTGAAGCCTCAGACGTTTGTTGGTGGATTCTTCTGTTTTCACTCAGCAGAAGCACAA
AGGGAAACCGCTGTTAGAGAGCGGCTGCGCAGACCTGTTACCCAGCATGCAACACTTGTT
CTGAAGAAGCACTGCGATGCCCCCACAGGTGAAACGCACGTTTTTAGCCTTAGAGGGACG
CTTCTCGCCGCGGGCGCCGCCTCGGACGGTTCTGACTCACGGTTCCGTCAGACGTTCTGT
TCGACTCCTGTGGATGGCGGTTTGTCTTGAATCTACCTCAGTCTCTAACGGTTTACTCAC
CTGGCCCTTCACGGACTGACCGCTGGTTTGGGAAGGGGAGGGGCTTCTGGACTGATTGGC
GTATATGATGAAGAACAAGCAGCGCGTTTAGACATGAAGGTGTGGATTGATGACAGAAAC
CACAGACTCTCATCCTTTTATGTACTAAAGTGGCATTTCTGGTGTGTTTTTCCTGTTTGT
GCAATAATTGTTTTTATTTGATGAAGTGTAACTTCCTGTAGATCCTCCGCGACGGTTTAT
CCAACTTCAACCACTGAACGTCCATCCATGGCTAACTCTATCTGTGTTCACTTTTCCGCG
TTTTAAAGAGAAGAATGTATTCGATTCTGATCCAAGGTGTCGGGTCGGGAAGCGACGGCG
GTTTTCAGCCGGAAAACCGCCGTGGCTACAAAACCGTCTCATCCTTTTAGAATTTTCTTT
CTGAGAGTTTCAGGACAAATTGCTGAAACGTTTGTGTTGAGCGAATCTGCAGCTTTGTTT
TGGTCTCAAGCTGATGTGACGTGAATGAACTAAATGAAAAACCGGACCCAAAAGGATCCG
AAGGTGGAGGTTTGCCGACGGGCTGCTGGTTCTATTCTGAGAAATCTGTTCCTGATTGAG
TTCAACGTTCTCCTGTCTGCACTGGGAACCAGACGTTAGAGGCCTTTTGTGATTCTTTTC
AATAAAATACATTTAGTCTGATGACATCCTGGTTGCTTTTCTTGTTTCAAAACCACAGAA
AACCACATCCTGTGAGCAGAAGTTAGCGCGTCTAAACACAACTGTTAACACTTGGAAGCC
AGCTGTCAGTCTTTCAGGATGTCTGCATCTTCACGACGAACTGCGGGTTCCTCCAAGGCG
GTTTCAGACGGCGAAGGCCGCTCACATCAGAGAAACCTGGTCGATGAAAGTGGCCAAGGA
GACGTCGCGCTGGGACAGGCCCCCGCAGTCGTGAGTGCTGAGCGTGATCTGGACCTTGTT
GTAAACGTTGAACCACTCGGGGTGGTGGTCCATCTTTTCTGCTCGCAAAGCCACTCTGGA
CATGAAACCAAACGCCTGGTTGAAGTCTTTGAACACAAACTCTTTGTAGATGGCGTCCCG
ACCCCCGACCTCCACCCACTGAGCGGAGCGCAGCATCGGCAGGACGTGGGCCCTCTCCTC
CTCCGTCAGACTCTGGATCTTACCAGCCATGCTCGGTCCGGGTGCTGCTGCTCTGCTCAG
AGGCCCTCGCTGAACTGGAATGAATCCATCCGACACAGGGCTGTGGATCCGGCTCCAGAG
GCCAA
>CL320Contig1
GTTTGTTTTGAGTACCGTTTAGCGGTTGTTTCCTGGCTAAAATCTTCGTTTGGGAGAAGG



TTGCGGTTACCGTATTTTAGACTATGAGTGGGGGAGTGTATGGAGGAGATGAGGTGGGAG
CTTTGGTTTTTGACATTGGCTCTTATTCAGTAAGAGCTGGCTATGCAGGAGAAGATTGTC
CTAAGGCGGACTTCCTCTGTAAATCAGCAGTCCTGTCTGCGTTTGCTAATGGACGGTCTA
CAGGCCTAGTCTTGGACAGCGGTGCCACTCACACCACTGCGATTCCAGTGCATGATGGCT
ATGTCTTGCAGCAAGGTATCGTCAAATCTCCGCTGGCTGGGGACTTCATGAGCATGCAGT
GTAGAGAGCTATTCCAAGAGCTAAATGTTGAAATAATCCCTCCATACATGATTGCATCAA
AAGACCCAGTACGAGAGGGATCCCCAGCCAGCTGGAAGAAAAAAGAGAAACTACCTCAAG
TCACCCGGTCTTGGCACAACTACATGTGTAATTGTGTAATTCAAGACTTCCAAGCATCTG
TGCTGCAGGTGTCAGATTCTCCGTACGATGAACAAGTTGCTGCCCAGATGCCCACCATGC
ATTACGAGCTGCCCAACGGCTACAACTGTGACTTCGGAGCCGAAAGGCTAAAGATCCCAG
AGGGGCTGTTTGATCCATCAAATGCCAAGGGCCTGTCAGGAAACACCATGTTAGGAGTTG
GTCACGTGGTAACCACCAGCGTGGGAATGTGTGACATTGATATACGACCTGGTCTGTATG
GCAGCGTGGTGGTGACTGGAGGAAACACTCTCATTCAAGGCTTCACTGATCGGCTGAACA
GGGAGCTCTCTCAGAAAACTCCACCGAGCATGAGACTGAAGCTGATCGCTAACAGCACCA
CGGTGGAGCGTCGGTTCAGCGCCTGGATAGGCGGCTCTATCCTGGCATCACTTGGAACCT
TCCAACAGATGTGGATCTCGAAACAGGAGTACGAAGAGGGAGGAAAGCAATGTGTGGACA
GGAAGTGTCCTTGATTTGTCACCAAGATCCTTCATACTCCCCTACAGTCTTTGGCACAAT
GTTGACATAATGAAACATTTGCCTCCAGCCAGGACTCAGGAACAACCTGCTATCACTTTG
TTGTTTTTATTCCACTCAGTACAATTTAATGCCCGGGAATGAAAGAAGTCTGACCTTTTG
TTTTTAACACAATGATCTGCTTTTAGATACCCTGCATTAAAGTCAAGATCTGATGACATT
TTGCGCTGTCAAAGGCACCATAAAAAACCATTTGTGATGGAGAATGAAGCTCGGAGGACC
ATTGTTTGGGAGTGCATGACTGTTTGCTTTGGTGATGTGCTCGTTTCTGCGTTTAGCAAT
TGAACCAAAGTTTTGGTTGAGGTTATTCCGGTCTCACCTGGTCTTAGTCTTGGGTCAACT
CAAATGAATCCGTATTTAATTTTCACATTTGTTCCATATGGTCTTTTAAAATAAAACTTT
TGTTTACCCATGTTTTGTGTTTGTAGGAGCTGGCTGATATTTTTTATTTGTCACAAAGTT
TTGTAACATTAAAACAGGTGCAAACATTGGATTGTGATACGGACAAGAACAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATTAAAAAA
AAAAAAAAAAAAAAAAAAAAAA
>CL320Contig2
GGAATTCGGCACGAGGCTNTCCGTAGGACGCGTTTTGACTCTTTGCAGGCGCTTTCAGAA
TGTGTGCTCGTTGTCTTCATCGATTGGAACACAGAGGTGCGCGTTCAGTCTGACAAAGTA
TCAGGGCAATCTCAACAGGAGCACGTCTTCCCAGCTCCTCTCATGTAGCACCATCTTCAT
GCCTCTGGGTCAGCACCAATCTGTCCACACGACCATCAGCAGGAGAGGTCTGGAGGAATT
CTTCGACTCTCCTGAGAACTGGGGAGAGAGCACAGTGAAGTCAGGTGCACCATGGACTGC
CAAACAACTGAGAGCGAAAAGCAACGAGGACTTACATAAACTCTGGTATGTGCTGCTAAA
AGAGAGGAACATGCTACTCACACTTGAGCAGGAAGCAAAAAGGCAAAGGGTTCCAATGCC
AAGTCCTGAAAGACTGAGGAAGGTGGAAAGATCCATGACAAGACTGGACACGGCAGTGTG
GGAGAGAGAGACTGCACTGCGGCTGCTGCAGACAGGTCAGGAGAAAGGCCGACCGGGAGC
CTGGAGGAGAAACATGTTTGGACAGGTCTACTGGTATCGATTCAAAGAGTACGCAATTCC
GTGGCACTTGAACAAAAGATACAAGCGCAAGAAGTTCTTCACACCATCATTTGTCGAGCC
TCATGTCAGGTTGCGTATAGAGAAGTACCTCCGGGAAAAGGCCAGAAAAATGAATCGACA
GAATCGACGTCTGCTCAAATTAAAGGAGAAGCTTCCAAAGTCGCTTTCTGCATGATGAAA
CTTTTTATAGTTGAGTTTCATACAGCTAATATAAATAAGTGCTTAAAGTGCATTTTTACT
ATTATTGAATTTGTGAGAAAATATACAAAAATTCAAATGCCATCTTTGTTCTTGTCCGTA
TCACAATTTAATGTTTGTATTTGTTTTAATGTTACAAAACTTTGTGACAAATAAAAAATA
TCAGCCAGCTCCTACAAACA
>CL320Contig3
GAAGTCACAGTTGTAGCCGTTGGGCAGCTCGTAATGCATGGTGGGCATCTGGGCAGCAAC
TTGTTCATCGTACGGAGAATCTGACACCTGCAGCACAGATGCTTGGAAGTCTTGAATTAC
ACAATTACACATGTAGTTGTGCCAAGACCGGGTGACTTGAGGTAGTTTCTCTTTTTTCTT
CCAGCTGGCTGGGGATCCCTCTCGTACTGGGTCTTTTGATGCAATCATGTATGGAGGGAT
TATTTCAACATTTAGCTCTTGGAATAGCTCTCTACACTGCATGCTCATGAAGTCCCCAGC
CAGCGGAGATTTGACGATACCTTGCTGCAAGACATAGCCATCATGCACTGGAATCGCAGT
GGTGTGAGTGGCACCGCTGTCCAAGACTAGGCCTGTAGACCGTCCATTAGCAAACGCAGA
CAGGACTGCTGATTTACAGAGGAAGAAAGCAGGAATGTTGTAATGCTCAAACATCAGCTC
CGTCAGTTTTTCCCGTTTTGCCCGAGTGTTCCATGATGCTTCTGACATGAGAACAGGATG
TAGGCTGGGTTCAGACTTGAAGTGCATTTTGTATGTGTGATCTAGAATTGCCTGGAAGCT
GTCCCAGTCCTCAATCATGCCGTTCTTGAGTGGAGACATAACCTCCATGCTCTCCCTGGG
TACCCTCAGCTGATTGGTATCAATATAGTAGGTGGTGCCACTTTGCTTGGTTTTGTCACC
ATCCGTCTCCATGGGGGTGCTGCCATCGTCTCGGTCAAGAGTCACACCTATCACCGTTGG
GAAGTCCGCCTTAGGACAATCTTCTCCTGCATAGCCAGCTCTTACTGAATAAGAGCCAAT
GTCAAAAACCAAAGCTCCCACCTCATCTCCTCCATACACTCCCCCACTCATAGTCTAAAA
TACGGTAACCGCAACCTTCTCCCAAACGAAGATTTTAGCCAGAAAACAACCGCTAAACGG
TTACTCAAAACAAAGGAAACCCGCTAGCATGGATCAATCTAACAAAGCGGGCGCCACAGC



ACGTCTGGACGTTCGTCCAATCAGAATGCAGAACAGCCCCCGGCCATA
>CL321Contig1
ACTTTTATTAAGCTGTTTTTCTCACTGAGATGTGGCCATGATGCTGGAAACACTCTCAAA
GTCGATCTTCTCCACAATGTTCTTGGGCTTGATGCTCTCCTCCTGGTTGTAGATGAAGAT
CTGCCCGTCCTCGTTCTCCGTCCAGCCGTATTTGTTCATCCACACCTTCACCTGCGTGTC
CAGCGGGTCTCCCAGCATCTCAGCCAGTAACCGGTGGTCAATGGTCTGGTAGGTGATGCC
CACCACATGGCAGATGAACTTGCGAACGGAGTCCTCGAAACCGGCGATGCCGTCAATGAG
CTCCCGGTTCTCCTCCAGACTCGTCCAAAAGCTCTGGAAGTGGCAGGTCTCCAGCAGGTT
CCCCAGGTAGAGGATCTGCCTGATGGGGCGCTCCTCTTGCTGGTGTGTCTGGTCGATCAT
GCACTTGCAGAGAGTGAAGTCTGTGTGCGGCAGGTTGGTGAGCGCCTTGAGCAGAATCTG
CGCGGTCACCGGAGTCTGGAAGTAAGCTGGGTTGAACTGGTACAGCTTCAGCACGGCCAG
GTTGGCCTCCAGGTCGTAGGCGTTCTCCCTGGCCTGCGTGTCCACGTACTGCTCCAGTGT
GACGAGGTTTTCTGGGTTGTACCTGTCGATCCCCCGTAAGAGTCTCCCTACTGTCGCCCT
CATCTGCTCGAACGACGAAGCCATCTCTCCAGATGTTTAACAAAATACTTTCAGGTAAAA
AACAGATGTATCTTTGCACGTGCACCGCTAAAAGAGAAAAAGACCCAAGCCGGAAGGGAA
AAGAGGTCGGACCGGAAGCCCTC
>CL322Contig1
GANGGGGNANAAAANNNGGGGGANAANTTTTTTTNAANNGGGGGGGGGGGGGNTTTNGTT
TTTTTTTTTTTTGGTACAAGTAATTGTGTGCCACAATTGTTTTTAGTTTTAGGCATGTTT
TTGTACTTTAAACTTATCTTCACTTCAGAATAGTCCCATAATNTGCAACTTCTGAAAGTA
TTCCACTCAGGTCTTTCTTTTTTAAATCCTGTGTGTGCATGTCATAGGATTTTTTTTT
>CL322Contig2
AAATCCTATGACATGCACACACAGGATTTAAAAAAGAAAGACCTGAGTGGAATACTTTCA
GAAGTTGCAGATTATGGGACTATTCTGAAGTGAAGATAAGTTTAAAGTACAAAAACATGC
CTAAAACTAATAACAATTGGGGCACACAATTACNTGTACCACAAAAAAAAAAAAANACAA
NCCCCCCCCGNCCCAANTNAAAAAAAATTC
>CL322Contig3
GGGGNAAAAAANGGGGGGGNAAATTTTTTTTNNCCCCNGGGGGGGGGGGGGGGGGGGTTT
GNGTTTTTTTTTTTTTTGTGGTACATGTAATTGTGTGCCCCAATTGTTNTTAGTTTTAGG
CATGTTTTTGTACTTTAAACTTATCTTCACTTCAGAATAGTCCCATAATCTGCAACTTCT
GAAAGTATTCCACTCAGGTCTTTCTTTTTTTAAATCCTGTGTGTGCATGCATGTCATAGG
ATTT
>CL322Contig4
ACCCGGGCATTATGGCCGGGGTAGTGAGAAGAAACGACGCGCAGGGATCAACCAGATCTG
TCAGAGCATAAAAGCGATTGAGAAATGGCTCGTACTAAACAAACCGCCCGTAAATCCACT
GGAGGAAAGGCGCCTAGGAAGCAGCTGGCAACCAAAGCAGCCAGGAAAAGTGCGCCTTCT
ACCGGTGGAGTGAAGAAGCCCCACAGATACAGGCCTGGCACTGTGGCTTTGCGTGAGATC
CGTCGGTATCAGAAGTCCACAGAGCTGCTCATCAGGAAGCTGCCCTTCCAGCGGCTTGTG
AGAGAAATTGCTCAAGATTTCAAGACTGACCTGCGTTTTCAGAGTGCAGCAATCGGTGCT
CTCCAGGAGGCCAGTGAAGCATACCTGGTTGGTCTCTTTGAGGACACCAACCTCTGTGCC
ATCCATGCAAAAAGGGTTACCATCATGCCCAAAGACATTCAGCTGGCAAGGCGAATTAGA
GGAGAGCGTGCATAAATGTAGTGGCAAAATTCTTTTTAATGTGGGCTGGGGGGGGTTCGT
GTTTTTTTTTTTTTTTTTGGTACATGTAATTGTGTGCCCCAATTGTTCTTAGTTTTAGGC
ATGTTTTTGTACTTTAAACTTATCTTCACTTCAGAATAGTCCCATAATCTGCAACTTCTG
AAAGTATTCCACTCAGGTCTTTCTTTTTTTAAATCCTGTGTGTGCATGTCATAGGATTTT
TGTGTGCTGTAAATAAAGTTTTTGCTACCTCGAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AACATGTCGGCCGCCTCGGACTCTAGAATCCCGGCCATA
>CL323Contig1
CCCGGGCATTATGGCCGGGGGCCCCAAGCTCGCACTGCACATGCGCGAAGGGATAAGCGC
TCAAGATCTTTTCCGGGTCGAGCAGCTAGTCCACCTATGAATGCGAGCTAACGGCCTCAA
ATAATTAGCTGAAAGAAGTAGAGGGAACCAATATTTAGAGCACATAACATTCAAGTGTGT
AGTTCTGTAAGCCCACGACACAGTGATGCCGGGGCTCAGCTGTCGATTTTATCAGCACCG
GTTTCCAGAGGTGGAGGATGTTGTGATGGTGAACGTGCGTTCCATCGCAGAGATGGGCGC
GTACGTCAGCCTTTTGGAGTACAACAACATTGAGGGCATGATCCTCCTGAGCGAGTTGTC
CCGTCGGCGTATCCGCTCCATCAACAAGCTCATCCGCATAGGTCGCAACGAGTGCGTTGT
TGTCATCCGAGTAGATAAAGAAAAGGGATATATTGATTTATCAAAAAGAAGAGTTTCTCC
AGAGGAGGCCATCAAGTGTGAAGATAAATTTACCAAATCTAAAACTGTGTACAGCATTCT
GCGACATGTGGCAGAAGTGCTGGAGTATACCAAGGATGAGCAGCTCGAGAGCTTGTACCA
GCGCACAGCCTGGGTGTTTGATGAGAAGTACAAGCGGCCCGGTTATGGAGCTTATGACGT
CTTCAAGCAGGCTGTGTCAGATCCTGCCATTCTGGATGGCCTAGACTTAACAGAAGAGGA
GAGAGCCGTTCTGATCGATAACATCAACAGGCGACTCACTCCACAGGCCGTCAAAATCAG
AGCAGACATCGAGGTGGCGTGTTACGGGTATGAGGGCATCGATGCGGTGAAGGAAGCTCT
GAGAGCCGGTCTCGGCTGCTCCACAGAAGCCATGCCCATCAAGATCAACCTGATCGCTCC
TCCTCGCTACGTGATGACGACCACCACCTTGGAGCGCACAGAAGGTCTGTCTGTCCTGAA



CCAGGCCATGGCTGCCATCAAGGAAAAGATCGAGGAGAAGAGGGGCGTCTTCAACATCCA
GATGGAGCCCAAAGTGGTCACAGACACAGATGAGACGGAGCTCGCCCGGCAGCTGGAGAG
GTTAGAGCGCGAAAACGCAGAGGTGGACGGAGATGATGATGCTGAAGAGATGGAGGCCAA
AACTGAAGACTAACCCCGTCGTCTGAGAGAAGCTGATGAAATGTGGACCGACTCGGCCGC
AGTTGCTCCGCCCCGATTTCACGACTGAATTTTCTGGTATTTTACTAGTTTATTGGAAAA
CATCCCTGTTTTTAGTATCGAGAGGCAACAAAAGCAAAGCCTTAGCCAAACATGGAGATC
CAGATGGTAAATTTAACACATGGATTCGAAATAAGATAAATTGAAAACGGTGGCCTTCAC
TCGCCGTCCTTTGACTTCAGTATCCATGGCGCTTCACCTTTAAGTCACATGATGTGACCG
CCTGGAAGGAAATGCAAAGGTTTGTGTGGCAGTCGGGGAATTTGTGTGCGAGTTCTCTTC
CAGTTTCAAGGTGTTATTCATGAAACCAATAAAGTTCTGGAAGTTTTGATTAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAACAT
>CL324Contig1
GCAGAGCGGGGTGACTGGAGAAGACCAGAAATTGATGTCTTCTCTGGGGTGATCCCCCTC
TCCCAAATGCACCCCCACAGTCTGAGCAACCACTCACAACACCGAGGTAGAATATCAGAA
AGCTTTGATGTGGTTTTATGATTGTGTCTAAGAGAGCGGTTTGACGCCGGGTTCCACAGA
AGCCTCTGACATGTTTGCTAAGATAATTGGGTTTTTACTCAATCCCAGCATGCAATGCTG
GACCTGGCTTTCGCCATGTGAAAGGGATATTGTTTTCCCAGAGCCCTGAAGACCCGCGGT
AACACCCCCAAATATGGCCTCATCTTCCACTCCACCTTTATTGGACGAGCAGCGGCCAAA
AACAAAGGCCGCATCTCCAGATACCTGGCGAATAAATGTACTATCGCATCCCGCATCGAC
TGTTTCTCTGAATTACCCACAAGTGTTTTTGGAGACAAGCTGCGTGAGCAAGTGGAGGAG
CGTCTGTCCTTCTATGAGACCGGTGATGTGCCTCGGAAAAATGTGGACGTCATGAAGGAA
GCTGTGAAAGAGGCTTCGGATGTTGCAGCTGAGTTAAAACGCAAACTGGAAAAGAAGGAA
AAGAAACGCCTGAAACGGGAGAAGAAGCTGAAAAAACTAGAAGCGAATGGAGAAGCCAAC
AGTGATGCAGAGGCTGAAGCTGCAGAGGCAGAGAACGGTGCAGAGGAGAGTCCAGCCAAG
AAGAAAAAGAAAAGGAAATCGGAGGCAGTGGAAGCTGGGCAGAGCAACCTAAGGTAAGGC
ACGGAGCAAGCAGATCCNCCAAAAA
>CL324Contig2
AAAAAANAAAAANNCCNTCCNAAAAAAAAANNGGGGGGGGGGGGGGGGTGTCAAGTCACT
TCAGCCTTTACTCTGCAGCTTTTTTCTTTTTCTTTTTTCCAGAAACTGGCATCTCTGGAG
TTTCAGTGGCTGGCTCTCCATCCACTTTCTCGGTTTTCAGTTTCTTTTTCTTCTTTGGAA
ACTCTTCCTGCTCTGTGGCATTGTCTTCAGGTTCCTCCATTTTGACTTCCACTCCATCTG
CATCTGATTTTCTTTTCTTTTTCTTCTTTGGAGGATCTGCTTGCTCCGTGCCATTACCTT
CAGGTTGCTCTGCCACAGCTTCCACTGCCTCCGATTTCCTTTTCTTTTTCTTCTTGGCTG
GACTCTCCTCTGCACCGTTCTCTGCCTCTGCAGCTTCAGCCTCTGCATCACTGTTGGCTT
CTCCATTCGCTTCTAGTTTTTTCAGCTTCTTCTCCCGTTTCAGGCGTTTCTTTTCCTTCT
TTTCCAGTTTGCGTTTTAACTCAGCTGCAACATCCGAAGCCTCTTTCACAGCTTCCTTCA
TGACGTCCACATTTTTCCGAGGCACATCACCGGTCTCATAGAAGGACAGACGCTCCTCCA
CTTGCTCACGCAGCTTGTCTCCAAAAACACTTGTGGGTAATTCAGAGAAACAGTCGATGC
GGGATGCGATAGTACATTTATTCGCCAGGTATCTGGAGATGCGGCCTTTGTTTTTGGCCG
CTGCTCGTCCAATAAAGGTGGAGTGGAAGATGAGGCCATATTTGGGGGTGTTACCGCGGG
TCTTCAGGGCTCTGAACAGGGCCTTTTCCGCTCCCAAGATCTGAACGGTTGATGCTGGGT
ACTTGGCCAAGTTGGTCAAACTTCCAGCATGAGAGATCAGTCTAGCTCCAACCACTTCTC
CAATCAAGGCTGCCAAGTTTGGAGCGACCTGCGACATCTTAGAGCGCAGATACTCCTGCA
GCCCCTGGCGATACGCAGCCAGGGACACAACACGGTTGGAAAACCTCTCAATGTTGATCA
GGTCAATTGGAGAGATGTCCATTCCCATAGAGGAGCGAGACGCCTCCAGAATGGCCTGAG
CTTTGGCACTGTCCATCACCACCTCCTCCAGGCTCTCCAGCTTCTCCTCTGTGAGCTCCT
TCCTGTTGCCAATGAGCTGGGCCAGGCGGCAGTACATTGAGTTCTCTGAAACGATCTTGA
TCAGCTCCGGGAAGTGGTAGCCATACCATTCCCGCACACGCATGGAGAAAGTGTTGATGT
CTTTATCCAGCTGATCCAACAAAGCAATGGACTGGATGATCATGTTGTCAGCCCGATTCA
CGTTAAACTTGACCTTCGCTCTGGAGTAGCTGTGACCCAGACCAAGCTGTGCCTTGGAGG
CGGCGAGAGAGGTCAGACCCTTCACCAGAGAGTGGAAGTGAAGGCGAATACCTCTAGTTA
TCTCAGCCACCACTCCACCGGTTTGTATGGAGATGTTCAGTTCTTCTTGCAGCGCAGCTC
CGATCTTGGCATCAGAAACCCCTAAAGACGGCTTCTTCTTTCCAGATAGAGCAAGGTTTG
TCTCCAGAAACAGCTTCAGATCAGCATGAACGACGCCTTCAGAAATTGCGTTGATGTTCT
CCAGGGCGGCCTGGGCGGACTTGAAGGGGAAAAAAGCAGCCAAGCTCACCATGCTGTTGA
ACTTCCCGATGCTCAGCACGCTCTCCTCCACCTGGGGGAGAAGCATGCCGATCTCCTCCA
CCTCCTTCACGGCGAACAGCGCGTAGCCCGCCGCGTGCTCGAACAACACGTGCAGCAAAA
CCATGATGGCTAAATCTGCGCAGCGGCACACAACGTGTCTGCTCCGCTGCTTCCACACAC
GAAAAGAGACCCCGGCCATA
>CL324Contig3
GGCGGTTTGACGCCGGGTTCCACAGAAGCCTCTGACATGTTTGCTAAGATAATTGGGTTT
TTACTCAATCCCAGCATGCAATGCTGGACCTGGCTTTCGCCATGTGAAAGGGATATTGTT
TTCCCAGAGCCCTGAAGACCCGCGGTAACACCCCCNAATATGGCCTCATCTTCCACTCCA
CCTTTATTGGACGAGCAGCGGCCAAAAACAAAGGCCGCATCTCCAGATACCTGGCGAATA



AATGTACTATCGCATCCCGCATCGACTGTTTCTCTGGTGAGTGCCATTGATTGGTTGGTT
ACTGTTGTTCGCGCCGGTGTCATTGCAGTGATGCTCATATTTTTCGTCAACAGCATTCAT
CCTTTCAGGTTGATGTTGAAAAACTTATTTTCTGAGCAAAACCACAACTTTGAAAAATGA
ATGGATTTGCTGTTTCCATTAGATTTTGTTTAAGGCTGCGAGTTTCTACTTGATTCACAG
AATTACCCACAAGTGTTTTTGGAGACAAGCTGCGTGAGCAAGTGGAGGAGCGTCTGTCCT
TCTATGAGACCGGTGATGTGCCTCGGAAAAATGTGGACGTCATGAAGGAAGCTGTGAAAG
AGGCTTCGGATGTTGCAGCTGAGTTAAAACGCAAACTGGAAAAGAAGGAAAAGAAACGCC
TGAAACGGGAGAAGAAGCTGAAAAAACTAGAAGCGAATGGAGAAGCCAACAGTGATGCAG
AGGCTGAAGCTGCAGAGGCAGAGAACGGTGCAGAGGAGAGTCCAGCCAAGAAGAAAAAGA
AAAGGAAATCGGAGGCAGTGGAAGCTGTGGCAGAGCAACCTGAAGGTAATGGCACGGAGC
AAGCAGATCCTCCAAAGAAGAAAAAGAAAAGAAAATCAGATGCAGATGGAGTGGAAGTCA
AAATGGAGGAACCTGAAGACAATGCCACAGAGCAGGAAG
>CL325Contig1
AATGAAAGCGCTGCACACCAGAGATGCATGGCGTCCTTCCATAACAGGCGTCCGTTAGGT
CAAACATATTTATCACTTTCACATCTTTTTTTCATGGTCTTGTAAGGAACATTTGTGCTC
AATGGCGGCCAGGACTTCGTGTCGACATTTCCAGCGCCGTTTTGCTTCAGCGGCGGCGGC
CGCTCTTCGCCCGACGCCCGCTGAGGTCTGGCAGCAGCGCAGCGCCGTGTTCTCCCGGGA
GCAGGCGCGGCAGAGGGCTCTGTACCCCCGCGTGGAGAAGATCGAGGTGTCCATGGAGGG
TCCGGGTCTGGACGGGAGCCTGCTCATCATGAACAGAGGGACGTCCACGCCGCTCAGCTG
CGCCAGACATCTAACGGAGCATCACGTGACCAACTCGGCGCTGGCGCTGGTGGACGGAGA
GCCGTGGCCTCTGCACAAGGCGCTGACGCACTCCTGCTCGCTGCGCCTGCTGACGTTCAG
AGACGCCGATCCTACGCCCGTCAACCAGGCGTTTTGGCGTTCCTGTGCCGCTCTGCTCGG
GCAGGTTCTGGAGACGGCCTTCAAGGATGAGTTCTGGGTGGAGCTGCTGGACTCTCCAGA
ACTTCCAGTCACCTCGGGAGCCTTCTGCTGCGATGTCGCCCTGGACCCGCAGCTGGATTC
CTGGAGTCCCTCTGAGGAGTCTTTGCGCTCTCTGACCCGAGCGGCCCAGCAGCTGATCCA
CCAGGACCTTCCCTGGGAGCCTTTGGAAGTGTCGCCCTCTGTGGCCTTGGAGGTCTTCTC
ACACAGCAGGAGTAAGAAGGAGGAGGTGGAGCGGAAAGCCTCGCAGAGCTCCGGAGGAAC
CGTGACGCTCTACAGGTGTGGGGGTCATGTTCTGTTGAGTGGGGGCCCCCTGGTGGCCAG
AACGGGGCTGTGCTCCCAGTATGAAGTAACGGCCCTGTATGAATGCGGTCGGGGGCCGTG
GGGGCTTCAGCGCAGAGTTCAGGGTTTGTCTTTGCCCCTGCAGCTGCAGGCTCACCACAC
CGTCTGGAGGAAACTGAGGGAGCGGGCCCAGAAACCGGTGAGAGTCACAGAACCCGAGGA
AGTGACCCCGCCCTCGTCGCCACCGCCGCCGCCTTCCAGCGAGTTAAACCCCTAAAAAAG
GCTCGACTGACCATCGGTTGTTCAATGAACTTCCTGAATTGTCTCCTTCCGTCATTTTCT
TGCTCCGTACTGAAGCAAGAAAACGTCAGAAAGAAACTCCCTCATAAAAGAA
>CL326Contig1
GGCACGAGGGTTTCCGGTCAGACGGTCAACGCAGCAAGCAAACTTCAAAATGCCTAAATC
CAAGGAAGTTCTCTCCTCCACCTCCGGAAGCGACTCCGACAGCGAGGTGGAGACCAAGGC
AAAGAAGAAGAAGCTCAGCGCTCCCGAAAAGCCCGCCAAAAAACCCAAGACTGGAGAGAG
CTCCAAGCCCGGGGGCTCGTCCAGGTCTGGCGGGGGTCCAGAAGACAACATGTTTCAGAT
CGGAAAGATGCGGTACGTGAGCGTCAGGGACTTCAAAGGGAAGGTTCTGATCGACATCAG
AGAGTACTGGATGAACCAGGACGGCGAGATGAAGCCGGGGAAGAAAGGCATCTCTCTGAA
CCCGGAGCAGTGGAACCAGCTGAAGGACCAGATGTCAGAAATCGACGAGGCCATCAAGAG
AACATGAGCATTCCTGTCCGTCTTGTTTTTGTAGCCTCTTTTTTCCTGTTTTCTAAAGTT
TCTCTCGTTTGTAGTTTCCAGTTGTGCTCTCTGGTTCTGTGTGTGTGTGAGGGGGGGGGC
GCCTATACAGTTTTTGTATGTGAGAATAAAGACGACGGGAGCGTGGACGTCTGTGTGCAG
TTTGTTCTCCGAGGGCCTGATCCAGATCGGTACCGGTCCGTGGGACAGTTGCTGCCGGGT
CGCTGACATTTTTCCCCCCCTGTTTTTCCCCCCTGTTATATGTAGAATCAGATTCAGAAG
GAAGTTTTAATTTGAAAAATTCCCTCCACCACATCCTTGTCGCATGTCAAGTCGCTCCGT
CGGGAATCGAACCTTCGGCCGCTACGTTCTTAGAGCGACGGTGCCGACTGCTCCAAGCTA
GCAAAGTTAATAAAAACAAGCATATTTGGCTGAAAAGAGGAAACGGAATCCTTTGACTTC
AAAATAAAAGAAATCTAACAAACTCTTGACTCTAAATATGGATTTATTGTGACGGTTGTT
CCCACAGACCATAATAATGCAGATGACTCTGCAAGCGGCTGTCTAATGTTACGAGGATGC
TGCTAATAAAG
>CL327Contig1
GCTAGACAGAGTGTGAGCCAACTTGTGACTGAGGCTCAGATCCTGTATAAAGTGAACGGC
GTGCTCTTCCTCCTACCTCTTTATCTCTGCCTAGCAACATGGATTGCGGGGTCGCCACGT
CCAAGACCATCCTCCTCTTCCTCAGCTTGGTGTTTTGCACCGCCGGCGGTGTGTTGGCTT
GGGTTGGAGCCCGGGTCATTCAGAGCTATGACACCTTTGAAGGCCTCATTCAGGACAAGC
AGATACTGATCCCAGCAGTCGCCATCATCTGCATAAGCGTGGTGATGTTGATCTTTGGTC
TGGTGGGATGCTGTTCCACACTTCGTGAGTCCAAATTTGGCCTCACTTTGTTCTTCATTA
TTATCATGGTGATCTTTGCAGCAGAAGTGGCTGCTTTGGTACTTACCTTCATCTATCATG
GCAAGATAAATCAAAACCTGGAGCATTCCATGAATGATACCTTCTCAAAGTACACTGGAG
AGGAAGATGCTGCGACCAAAGCTGTGGATTTACTGCAGAAACAGCTTCAGTGTTGTGGTG
TCCTGAACTACACCAGCTGGACCAGCACCACCTGGTTTGCCAGCCACAACAACAGTGTGC



CCATATCCTGCTGCAGGTCAAATGTGTCACAGTGCACTGGCAGACTGGATCAACCAAATC
TCATTTACACCGAGGGTTGTGAGGTCAAACTGGAGCGCTTCCTTCAGGATGCTTTGACTT
ATGCCATGCTGGTGGTTCTTGGTTTTGCTATTATAAAGTTCTTTGGGATGCTGAGTGTGT
GTGTGATCACCTGTAAAAGCAAAAGCCGGAGGAACGGCTACCAACCCCTGTACGCCTAAA
ACCTATTCTGCAAAAAACATCCATATTCCGCTTTCTCAGTATTGAACAGAAACACTGATT
AATTAGGGAAATGTTGCCTTTATGTAAACCAGATTGTATCTGAGCTGGCTTCCATCTGTA
CCTTGGTGGGGATTTTTTTTTCAAATGCGAACATTACTTCCTTTTTTAAGAGGTTGAATT
TCCTTTCCTTGAGATTTATCAGTCTCTTTTGGTGCAGCAAAGCAGCCCCGTTTAGTGATG
CGCGTAAAATGAAAGTATGTAACATTCTGAAGGTGATCCGGCATTTTGTTTCTACTTAAT
CCTTGGGAAATTGTCCTGACATAAAAGCAAAATAATTTATTTCGACATTTATTATAATTT
TCTGCTGCACCGTGAAGACATTCTTTAGACTTTGACTGTACTTTATTGAATGACCTCAGA
CTGTGATGCCTTAATTTGGCTTGCAAAGCTTATAGCTGAACACACACGTCATTTTATGGT
CAGTTAACTGTATTATGTGAGGTTCTACTTTTAGTTTGCTGCTTTGTCGTTTTTATCATA
AANTAAAATAACTTGGTTATNTCACTATTAAATCTGNGTTTAACANGACTTTTTTTTTTT
GTTGCTTTTCTTCAACCGGATGACTTTCCCGAAGGTGTAACACGCTCTGTGTCTTGTATA
TTATGTGTGGCATTTTAAAAGTGGGAGAAGA
>CL328Contig1
AGCAGGACCATTGGGGGTCCGTTGAGGTGGTGGAAGTTCCACGCCGAACAGGTTTTGTTT
TCTTGTTTTTGTTTGGATTATTTCCGGTAAAGACCATGGCCGGCACCGCATTGAAGAGGC
TCATGGCCGAATATAAACAGCTGACGCTGAACCCGCCTGAAGGCATCGTCGCAGGTCCGG
CCAATGAGGAGAACTTCTTTGAGTGGGAGGCGCTCATCATGGGCCCCGAAGACACGTGTT
TCGAAGGCGGAGTGTTCCCCGCTGTCCTCAGCTTCCCCTCCGATTATCCTCTCAGTCCTC
CCAAGATGAGGTTCACCTGTGACATGTTTCACCCCAACATCTATCCCGACGGACGGGTGT
GCATCTCTATCCTCCACGCCCCGGGTGACGATCCCATGGGTTACGAGAGCAGCGCCGAAA
GGTGGAGTCCAGTCCAGAGCGTGGAGAAGATCCTGCTCTCCGTGGTCAGCATGCTGGCAG
AGCCCAACGATGAGAGCGGCGCCAACGTCGATGCCTCGAAAATGTGGCGCGAGGACAGAG
AGCAGTTCAACAAACTGGCTCAGAAGATCGTCCGCAGGTCTCTGGGTTTATGAGGAGGAC
GTCTCGTCAGGGCGTCTGTCGGTGAAAGACCATCACCATGGAAACCACCAGCACACAGAG
CCGCTGACATGGACAGACTGATGGGAGGGTGCTCGTCAAGGCGCGTCAGCAGCCGTACAC
TGCATGTCTTCTTACCTCCTCTGCTAGTCTCCTCCCCCAGACTCTTGCTTTAGTGGTCAC
AGCGGCGTTGGACTTCTTCGGACTTTTTAGACTGTCTGTCTTCGTGACGCAGGATCCTCA
CGATGCGCAGTTGGGCTTTCACAGCCGGGCCGTCGTAGCTCTGCTGCAACGTCTCCTGTG
GATTTGTCTGATTTCACAAATAGATCAATAAAGGCAATGAAAGAGTGAAAAAAAAAA
>CL329Contig1
GTACTTGAACAAATTTCACACACTGTGCAGAACAAAACAAAAATAATGCTTCTTCGTAAG
GTGAGCCAGTCCTCCGCCCTTTGCGGCAACATTCTCAGGATTCAACCCGTGCTAGCACGA
GGTCAGCCTCAAGCTGTGGTGTCCGTGTCAAGCCCTCGTCTTTACGCCAGCCAGGCGGCT
CAGGCGGTTCTGGAAAAGCCTTCTGCTGTCAGCAGTGATGCTGCCACCAAAGTGGAAAAG
AAGTCTGTCACTGCCGAATCCAAATCCTTTGCCGTCAACATGTTTAAGGGGCAGATCGCC
ACGTCGCAGGTCTTTCCCTTCCCTAAAGCTCTCAACGAGGAGCAGGAGCAGTTCCTGCGG
GAGCTCGTCGGGCCCGTCTGCAAATTCTTTGAGGAAGTGAACGACCCTGCCAAGAACGAC
GCCCTGGAGAAAGTGGAGGACCACACCATGGAGGGCCTGAAAGGAGATGGGGGCTTTTGG
CCTGCAGGTGCCGGGCGACCTGGGCGGCCTCGGCCTGTCAAACACTCAGTACGCCAGGCT
GGTGGAGATCGTTGGCAGCCATGATTTGGGCGTCGGCATCACTTTGGGGGCCCACCAGTC
AATCGGCTTTAAGGGAATCCTGCTTTTCGGGAACAAAGCCCAGAAGGAGAAGTACCTCCC
CAAACTCGCCACAGGTGAGAATATCGCCGCCTTCTGCCTGACGGAACCAGCCAGCGGCTC
GGACGCCGCCTCCATCAAGACCACGGCCGTTCTGTCTCCCTGTGGACAGTACTACACCAT
GACCGGGAGCAAGATCTGGATCAGCAACGGAGGTTTGGCAGAAATCTTCACGGTGTTTGC
AAAGACGCCGGTGAAGGATCCGCAAACGGGGGAGGTGAAAGACAAGATCACTGCTTTTAT
TGTGGAGAGGAGCTTTGGCGGAGTGTCACATGGTCCTCCAGAGAAGAAGATGGGCATTAA
GGCGTCCAACACCGCCGAAGTCTACTTCGACAACGTCCGCGTGCCGGCCGACTGCGTGCT
GGGCGAAGTGGGCGGGGGCTTCAAGGTGGCCATGAACATCCTGAACAACGGGCGCTTCGG
CATGGCCGCCGCCCTCTCCGGCACCATGAAAGGCGTGATTTCCAAAGCTGTGGATCACGC
GGCGAACAGGACCCAGTTTGGCAACAAGATCCACACCTACGGCGCCATCCAGGAGAAGGT
GGCGCGCATGGCGATGCTGCACTATGTCACTGAGTCCATGGCCTACATGATCAGCGGGAA
CATGGACAGCGGCGCCGCAGAGTTCCAGATCGAAGCGGCCATCAGCAAGATCTTCGCCTC
TGAAGCGGCGTGGACTGTGACAGACGAGAGCATCCAGGTTATGGGCGGCATGGGTTTCAT
GAAGGACTCCGGCGTGGAGCGGGTGATGAGGGATCTGAGAATCTTCCGAATCTTCGAGGG
CACCAACGACATCCTCCGGCTTTTCGTGGCTCTGAACGGCTTCCAGAATGCTGGCAACCA
CTTAAAGAGTTTGCAGAAAGCCCTGAAGAATCCCATCGGGAACGCCGGCCTCCTTGCAGG
AGAGATCACAAAGAGAGCCAAAAGAAAGGCGGGTTTCAGCTCGGGGCTGACGCTGCAGGG
AAGTGTGCATCCGGAGCTGGCTCAGAGCGGCGATCTGACGGTCAAAGCCATCGAGGAGTT
CGGAGCGGTCATCGAGGAGCTGCTGGTGAAGCACGGCAAGAAGATCATCGATGAGCAGTT
CGTTCTGAAGAGGGTAGCAGACTGTGCCATAGACCTGTACGCCATGGTGGTGGTACTGTC



CAGGGCTTCCCGCTCTCTAAGTCAGGGCGCGGCGTCGGCGCAGCACGAAAAGATGCTGTG
TGAGACCTGGTGCCTGGAGGCTTACGACAGAATCCTGCACGACATCAAGTTCCTGCGGTC
CGGTCAGTCCAAGCAGACCTTCAAGAACATGCGGGCCATCTCTGCTGCCATGGTGGAGAA
TGGGGGTGTGGTCTCTCCTCACCCTTTGGGTTTTTAAATGCCCCTCTCTGGTGTATCACA
CCCAGGTTGTGTTTCTTTGTCCCGCCTCCCTTCAGAACCCTTCCGTCTGGTCAGACTGGA
GCATCAGAGCTCCTCACCCCGCTGCTTCAGCTTTCATGAAACAAGGCGAAGCGACGAAAA
TAATGCCGTTTTCGAACACGGAAGCTATGAACTCCTGTTTCCTGTTGTGTTTCAGCTGTC
AACACATTTTTTTTGTCGTTCGTTTATTTAAATCTGCCAAACTAGACGCTGGTTCAAAAG
GATTTTCCTTCGTCTGAAACCGAGCCGAATGTGAGCTCGTAAACGGGCCTTCTACTGACT
GTAGCTACAAATTTCTGTAATAATTCTGGATTTTAAAGCCTGTTATGATGCCTTTATTCT
TTTTTTTTATTTAACTCGCACAACACAATCAATGCAACTCTGAAACAAGAAGCCAGTTGA
GGATTAAAAGCAGGAGGACGGATTGTATGTTTGCTGTATGTACATAAATGCCTTTAAGCT
CACGGTAACCAGTAAAAACGGCGTGAAGCTGCTGTGATTGCAGTTGGCCACCGGGCCGAA
TGAAACCATAACACGTGAGGTGCTAACGTTTCACAAATCTCACTAATCTATCTCCAAAAT
GACCATTTATCTAGTAAGTTGAAGAAAATAAAGCACTTACCATCATCTGTGTATATATTT
GAAATGGCTGAAAACGTGTTGCTTTTAGGAGGTCACATGATAATTCTGCTGTCAAACAAA
GCAGAGTCTGTCAGTTTGTAAGTTCATGTATTGGAGTCGATCCAANATTCAATAAACTGA
TCGAGGA
>CL330Contig1
TTTTTTTTTTGACGTTTGAGAATATTGTTTTAATGGGAGAAACTGCCAGTATATCTATAT
ACACAAGGAAGCAAAGTTGGCGTAGATTATGCAGCTTCTGCGTTGGCTTCGATTCTCTTC
TTCCTCAGCTGGAGCCTCCTCTCCCTCTCGTACTCCTTCATTCGCATCACGTAGTCCTGG
TGTTCGCAGTAGTCCCAGTCGTGCCTCTCGTGCTTACAAGCCAGGAAGTTCGGCCAGTTG
TCCCGCTTACATTTCATGAGTTTCAGGAGGTGGTGAGCGCAATAGTCCCTCTGCTCCAGG
GGCAGGTGGGCCAAGTTCATGTGCTCCTGGGTCGCAACCATCTCTCTTTCCTTTCTTTCA
GGAAACCCCAAAACGGGGTCGAATTCAAATTTCCTAGCAGGGTCCGGTTCGGTGTCGGTT
TCGGTGACATACCGCCTCACAAGATGAGCTCCCATCGCGCCAATGAAGTTAAGAGCCCTC
TATTAAAACCCAACTCTGTTCCAGACGCCCAAATTTAACAGAATTATCCGCTAAATATGC
CGTTGGGTCACCTCCATGTACAGCCCAAACCACCCACACCTCCNCCGCCCAAAGTGCCCA
CAAGTGCTCCTGTAGAACTGTTTGTGGAGGACAAAAATGATACTTCAGTCTCCATCATTT
GGAGCCAGCCTGAGAACATCGGGGACACCGGTCTTGATGGATATGTCATCGAAATCTGCA
AAGACGGAACTGATGACTGGAAAGCAGTCAATGAGGAACTGCAGAAGGCCTGTCGCTACG
TCATCAAGAACCAGACGACCGGTGACCGCCTGAAGATCCGCGTGGTGGCTGTGAATGAAG
GAGGCCGCAGCCCCCCTGTTGCCCTCGCAGAGCCCGTGGTCGTTAAGGAGGTTGCTGACC
GCCCCAAGGTCCGCTTGCCTCGCTTCCTCAGGCAGAGATATGTTGCTCGTGTTGGAGAGA
AGATCAACCTGACCATACCGTTCACAGGCAAACCCAAACCTGTTGTGTCATGGACAAAGA
ACGGCGGGCCTCTGGACACAAAGAGGGTGAACATCCGCAGCACTGAAAGGGACAGCATCC
TGTTCATCCGTGCGGCTGAAAGGGATGACTCCGGAGTGTATGAGATGTCTGTGAAAGTAG
AGGACTTTGAGGACAAAGCCCCACTTATTCTTCAGATTGTTGAGCTGCCTGGACCTCCTG
CCAGTGTGAAGATTGTGGATACTTGGGGTTTCAACGTTGCTTTGGAATGGACTGCCCCCA
AAGACAATGGAAACACTGAGATCACAGGATACACAGTGCAGAAGGCTGACAAAAAAACTG
GAGACTGGTTCACTGTTTTGGAACATTACCACAGACTTAATGCTACAATCTCTGACCTTA
TAATGGGAAACACCTACAAGTTCCGAGTGTTTTCAGAAAACAAGTGTGGAATAAGCGAGT
CTGCTACTGTTGCTAAAGAGGAGGCCAAGATCCTGAAGACGGGAATTGAATACAAGCCCC
CAGAGTACAAGGAGCATGACTTTGCTGAGCCTCCCAAGTTCACCACGGCTTTGAATGACA
GGAGCACCACTGTTGGCTACTCCACCAAGCTGCTGTGCTCCGTCAGGGGATTCCCTAAGC
CCAAGATTGAATGGATGAAGAACCAGATGATTATTGGAGATGATCCCAAGTTCAGGCAGA
TCTGCGTCCAAGGTATCTGTTCCCTGGAGATCCGAAAGCCCGGTAACTTTGACGGCGGCG
TGTACTCCTGCAGAGCCAAGAATGACCTTGGAGAAACAGTCGTGAGCTGCAAGTTGGAGA
TCAAACAACCAGTGATTCCAGAGGGGGACAAGAAATAAACGAAAAGCTTCAGTTTTACAG
TACCAAATTAGGAGCAGCGACCTTTACAGCGTAAGAACAGTTTCCTGGAAGAACATGTAT
ATATGGCTGGTGCCCACACTGCCAACAAGTTTTATCCTGTGAACTCTCAAGCATCTGTGA
AGATAAACGATTTAAGTCATCGCTTCATGCCTGGAACTACATAATTAAGTCCATATCCAT
GTCCAAAGTTTGATTTTTTTTTTCTTTTTTTGTTTTGTTTTTTTTGCTCTCATTTTGATT
AAGTTTTCCCAAAAACACTTTTGATGTCCTCTGGATTATGACTCTACCTGCCTACTTCAC
CATCATGTCAAGTCTTACTCTCATGAATGTACTGTTCCTCAAAGGAGAGCTACATGTGTT
TATATCAATAAACTATTTAATTTCTGGTCAAAAAAAAAA
>CL331Contig1
CCCGGGCATTATGGCCGGGGCATCCCTGAGTTCCAACTCCATCCTGCTCCATGACTTAGC
TCGAACCAGCACATTTCAACTAAAAAATAGCTCTAAATCTGCCACCATGACGGATCCAAG
AATAAGACAAATCAAAATCAAAACGGGCGTCGTTAAGAGACTGGCGAAGGAAAAGGTGTC
TTACATCTCCGAGGAGAAGCAGCAACAAGCAAAGATTGAGCGTATGAAAGCAGAGGACGG
AGACGTCTACGTCATCAAGAAGCAGATGGAGGTTCTGCAGGAGTGCAAAATGATGATTCC
AGACTGTCACCGCCGTCTGGCCATCGCACACGCAGACCTGCTTCAGCTGCTCGAAGCAGA



GGAGGATCTGGCGGAGTCAGAGGAGTACAAAGAGGCCAGGACGATGCTGGACTCTGTGAA
GCTCGACGAATGACGCGTTCCCACTCTGTCGCCTACAACGTCCATTCCATTCGTCAAGGC
CTTTCCCGGTGGAACCGTGAAGCCCAGCCCAGCTCACTCTTCGTTTCTGCTCTGTTGTAA
TTATTTCTGCTTTGTGAAAACCACTAGAACACGGTGAAAAATGTTGACTATACACTGAAA
AAACCTGGACTTCTTTTTGTTTTGTTTTTTATTTCAATGATTCCTAACGATGTACGGTGG
TAAAATCCAGTTTTAAACGTTTGTAAGGACACGTCGTGTCCCCAAATTGATGCATCAGCT
GAGTGTGTTTCTCTGCTGCCGTTTACAGCTGTGATCCTGATGCCTTCAATAAAGATGAGA
GCTCTTTGGGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACT
>CL332Contig1
GCTGGAGGTCAAAGTTGGTCTGATCGGCAGCTGCACCAACTCCAGCTACGAGGACATGGG
CCGCGCCGCCTCGCTGGCCAAGCAGGCTCTGGACAGAGGCCTGAAGTGCAAAGCCCAGTT
CACCGTCACCCCCGGCTCCGAGCAGATCCGCGCCACCATCGAAAGAGACGGATATACCAA
GATCCTCAGCGACGTTGGAGGGGTGGTCCTGGCTAACGCCTGCGGACCCTGCATCGGACA
GTGGGACAGGCGCGACGTGAAGAAGGGAGAGAAGAACACCATCGTCACGTCCTTCAACAG
GAACTTCACCGCCAGGAACGACGCTAACCCCGCTACGCACGCCTTCGTCACGTCTCCTGA
GGTGAGCCCGCTCCAAACCCCCACAGCACACGTCTCTGCTTCACGTTTAAGCCGCGCCCC
CTCCATCGCAGATCGTCACCGCCCTCGCCATCGCCGGCACGTTGGACTTCAACCCTGAGA
CCGATTACCTCACAGCCCCCAACGGAGAGAAGTTCAAGCTGGAGGCCCCTACTGGAGATG
AGCTTCCCGCCAGGGACTTTGACCCCGGCCAGGACACCTACCAGCACCCGCCCCCAGACG
GCGGCGCCCTGCACGTGAACGTCAGTCCGTCCAGCAACCGGCTGCAGCTGCTGGAGCCCT
TTGACAAGTGGAGCGGGAACGACCTGGAGGACATGCAGGTCCTCATCAAGGTGAAGGGGA
AGTGCACCACCGACCACATCAGCGCCGCAGGGCCCTGGCTCAAGTTCCGCGGTCACCTGG
ACAACATCTCCAACAACATGCTGATCGGCGCCGTCAACAGCGAGAACGACGGCATCAACA
AGCTCAAGAACCACCTGACGGGGGAGTACGGGGGAGTCCCCGATGTGGCCCGCCACTACA
AGGCCAACGGGCTGTCGTGGGTCGTGGTCGGGGACGACAACTACGGCGAGGGCTCCAGCA
GGGAGCACGCGGCGCTGGAGCCCCGGCACCTGGGAGGAAGGGCCATCATCGTCAAGAGCT
TTGCTAGAATTCACGAAACGAACCTGAAGAAGCAGGGCCTGCTGCCCCTCACGTTCTCCA
ACCCTTCAGACTACGACCGAATCCGCCCCGACGACAAGATCTCCATCCGAGGACTCAAAA
CCTTCGCTCCGGGAAAGCCTCTGACGGCGGTGGTGAAGCACAGCGACGGCAGCGAGGAGA
CGCTGCAGCTCAACCACAGCTTCAACGAGACGCAGATCGAGTGGTTCCGCGCCGGCTCCG
CCCTCAACAGGATGAAGGAGCTCCAGCGCCACTGAGGAAGACTGCTTTCAGTTTTAGGAA
GGTGGCTCAGAATGTAAATGAGGGTTTCATTAGGTTGAAGCTTTGATTGACGTAGGAACA
AATTAGGAATATTTCTGAGCTTCAAGCTAACGTTGATGATGCGACAACGCTGCCTGTTCT
TCGGTTCGATTTTCATTCATCTGCTGTTTTTTAATGTGATCTGGGCGGTCGGTTCTACGC
TCTGCTCCAAAAACACAAAGGAGGCGCACAGACCACAGAATAGAAGCACTCCTTCCTGTA
GCTGCACACGCTTCATTCTGACACCTTCAGTCATCTGGTTGCATCTGTGGATCTTCTGAT
TTAAACAGACTCTAACCTGGAGCCCCCTAGTGGCTGCAGGGAGGTACTGCGGGTAGCAGA
ACCAAAATCCTCTTCTAAAAGCAACAATCAGCTTATATCTGTCAGTAATCATTATTATTA
AATATTCTATCAAATGACTTGATTGTTTAACATAATTATTTACTGAAATAGATTATAAAT
GATCTGTATTTCTGGCAGAGAGCATTAATGGATATTTTTGCATTTATATCCTGCGTTAAA
GGTTATTTTCTTCCCATCTTTTCACTCTCTTATTAACAAATGGACCCATATTTTTGTTTT
TATTCATTTTTTTTCCTGCTTTCAATCGTTCCTTACAAGATCAAGCACTTCCATGCTTTA
TTTATTCTTCTGCAGTCCAGTCTGAATCGTTTTTCTGCTCATTTGGTTCACGTTTATCGT
CAAACCCCTTTTTTGTGGGGTCAAACGCCATTTTTGAAAGACACGATGCTGTTTGTTTGA
AAGGAGAGGATGAAAGCGGATTATAGTAGAGGAAAAGCAGTTTTTCTTTGTTAAAGAACT
AAAGTTTCTTTTTCCTAATGGTTGCCATCATAATGCACCAGATGAAGGCTGCAGCCGTCA
GTCGTGTCGTGTCAAGTGTCTGTGTGCATTTGGATGTTTTTCTCCCACATCATCGTCTCT
GTGTTACAGAAGTACAGACGGGTTGTAAAATAAAAATCACTGATCTCAAAAAAAAAA
>CL333Contig1
AACTTCATCCGAGCCAAGGAGCCTCACGTTTTCTCACCGTGACCTCGGACTGTTGCTGAG
TCGATGCGCGCCTTACAGCTTTATTTGTCATTCAAGTCGGGAAAATTGTCACACACACAC
AAATTATACCGAAGCGTTTAGTTGTTTATCCGCGTTTCTGTCGACTCGTTTACCGGAAAC
GCAGCCGCACGAGCGGAGGACATGGCCGAAATCGAGGAGCTTTCCCCCGCTGGCGCTGCG
GGCCCGGTGTCCATCCGGGCTCCCGAGGACGAGATAGACGACGATGAAGACGAGGACCTG
GATGAGACGCTGGCAGAGAGGCTGTGGGGCCTGACGGAGATGTTCCCCGAGACGGTGCGG
ACAGCCGCGGAGGTCTCTGCGCAGTGCTCCGTTTCCCTGCTCAAGAAGTTCTACAGCTTT
TCCCGCTCTGCTCTGTGGGTGGGCACCACCTCCTTCATGATCCTGGTGCTGCCGGTGGTG
TTCGAGACGGAGCGCCTGCAGCTGGAGCAGCAGCAGCTGCAGCAGCAGAGACAGATCCTG
CTGGGACCCAACACCGGGATGTCCGGGGGCATGTCGGGGATGATGCCTCCCGCGCCCGGC
AAGATCTGATGAGCGTGACGACGGCGTGCCACGGGGATTTGCTGCCAGGGCATCCGGCGG
GGGGCGCTAAGAGGAGAGGCAGAGAAAAGCGGCAGCAAAGCTGCGCCGCCGCCGCCGCAG
AAGAATCACTTCAACATGTGGTGGGGTTGTTGGAAGACGGCGTGACGCCTGATTCTCACC
GTCTCCTCTTGATCCCAGACGTGCAGAGACTGGTCTCCGGGAAGCCCCTGCTTCAGTTCA
TTTCCTTTAAAAAAAAACAAAAAAACAACAGTGTTTGTAACATGTTTAGGTTCTGAAGAG



GTTTGATTGTTGTTTGTGTTTGTCTGAGGAGTGTTTTCATGTTTTCTTTGTGGGTTTTTT
TCTACTTCTTTGTTAATAATGTCAGTGATGTTCCAAAAACCAGGCTGCTCAAAGAAACCT
CTGGGTTTTACGAGGAAAACAACCGTTTCCCGTTTTTCTGCCTCTGCTTTTGTCGCATTT
CACTTCTTAACGGCAATGCGAATGTTCTGTTTTTCTGCTGTAAACATCGAGTACGAGAAT
TCAGCTACAAGATTGTCAAATTAAGACAATGTGAAACTTAAAAATGAAAGTATTTATCAC
TGCGAAGGTCCTGTCTGCCCCCATGGCTATTTGTGCATCACTTGACATTCTCACATTCAA
ATGTCTCTCCCATGACTGCAAACATTAAAAAAAAACTTNNNNNAAAAAAAAAAAA
>CL334Contig1
GGTGAAACAGNCATTTATTGGGAGCTTTGATGAACCCATTGAAAACTCGGTTTGCATAAG
CACAATCACATGGACTCAACCACTTCTTGATGCTAATAACTGCTTACTTTACTTTCATTG
AATGAAATTAAAAACGGAGAGAAGTCCGGACTCAGATGTGTGTACAGCGGCACAGGAACT
TAGTAAAATAATTGTCCCTCTGCTTTTCAAAGCAGGCATGAATGACTTGGAGGTGAAGTC
ATCCCCACTATTCTGCATCCTCATCCTCTTCGTCGTCGTCATGGTCGTCCAGCTCTGGTT
CCTCCTCACCAGCCAAGCCCTGGAATTCCGTTGTTTCTGAATTCCACATACATTTGATCT
TCACTTTGAATTCTGCCATCTCGATGGCAAAAAGTTTCAGAATCCGAGCCTGCTCAGGAG
TTAGGATGTCTCCTTCTTTGCAGACTTCGTAGTCTTTCAGCAACGTTACCACTCCCTTCT
TGAGGGCAGTGGGAAGCCCCAGCTGTCTTAGCTGAGGCTCCATTGAGTGTGGGAACTGCT
CAAGAGGTCCCTCGTCCAGCGTTACGTCCATCTGAGCTTGGTTTCCAGCGCGGGCAAAAT
CCATCTCTTTGAAATGACTGAAGTATTCATATACTTCATCCTTTGTTTTGTTTGTGAAGA
GAACCCCAACTTCCCCTCGCAGAAACTTGCTGACCTTGTGCAAATTGTCTTTGTATTCAT
CTGGACTTCCTTTCCCCAAAGCTACAATCATGACTTTATTTTTGCCAAAGAAGAATCTGC
TGTGCTTCCATGCTGTCCGGATATCTTTTAACTTGTTATTCCTCATATTTTCAACAGAAA
ATATGAACAGGTTCCTGTATGTGTCCACGCATTTTCTTAACTCCTCAATTAATTTCTGCT
TCGACTCCAATCCTTTCTTCGTGGTTTTCGTTAACGAAATTTTCTTGTCTCTCTTTGACT
TGGGCATGGTTGTTCACGTTGGCAGACAGCGCACGTGAAGCAAAAGGACCCCAAATGTTC
TTTTTCCTCCCCGGCCATAAGGCCCGGGT
>CL335Contig1
ACTTTAAGAAAACAAACTTTATTTGGATGGATTTCAAAGAGTGAGGAATTAAAAGTTCAG
TCTAATTTATCAAAGTACTTCAGCTTGCCTGAAGGGTCAGGAATGATTGTGTCACTGCCT
GGTTTCCATCCTGCTGGACACACTTCTCCGTGTTTGTCAGTATACTGGAAGGCCTGAACC
AGCCTCAAGGTTTCATCTACAGATCTTCCTACTGGAAGATCGTTCATGGTGATCTGTCTC
AGGATGCCTTTGTTGTCAATGATGAAGAGACCCCGAAGTGTGTGTCCTTGGTCCTCCAGA
TAGACTCCATAATCTTTGGAAATCTGGTGAGTTAGGTCAGAGAGTAGTGGAATTTTCATT
TCACCAAGACCACCCTGCTTCCTTGGAGTATTGATCCATGCTAGATGTGTGAACTGGGAG
TCCACTGAGCAGGCGACCACTTCTGTGTTGATGGCCCGAAACTCGTGCACACGGTCGCTG
AATGCAATAATCTCAGTGGGGCAGACAAATGTGAAATCCAAGGGATAGAAGAAAAAGACT
AGATATTTGCCTTTGTAGTCAGAAAGCTTCAATTCTTTGAATTCACCGTTGATGACTGCC
GTTCCTTCCCAGTGTGGTGCAGGTTTTGAGATCTTGGCTTTGCTGAGGTGCAGGGAATGG
TCAGAGACGGGCACGCGGAACGCCTCTCCGGGATAGACGTGCCCTCCGGCGTAGTTGTGG
CATTGAGAGTTTTTGCCTTCTTCTGCAGATGCGATGGAGCCCAAGAGGAGCAAGGAGGCG
CTCAGAGCGCACAGAAACTCCTTCAGGGTGCAGGAGAAACCAGACTCCATGGTCTATGCT
CTGCAAACACGTAGCTGCGGATGAGGAGGAGGAGGAGCG
>CL336Contig1
CGTCTTCTTTTATTGTGGAAGAGTGTTATGTTTTCTTGGTTGAGTTTGTTTATTTCCTGT
GTTTTTGGGGGGCCGTTGCAAAACTCCACTTTACAAAAAGCAGACGGGGCCTATGTCAAC
TCCAAATTCCTGATCTGCTCCTCCAATGTCCATGGGAGCAATGTCCACGATTGGCAGGCG
GGATGTTTTCATTGTTTTGTACTCAAAGACGGTCTTGCTCCACCGGCCTGAATGCCTCTT
GCAGCCATCCTCCATCACACTGTAGGTGAAGCGGCTGTTACCCTCTGCACGGATTTCCAC
ATCATTGGATCCCTGCAGAACCAACGCCTTCTTCAGGTTTCCTGTGGCCTGGTCCATGTA
AGCAATACTGTTTTTGCAGTGATAGGTGAGGTTCTGGGATGCTTCAGTGGACAAGAGCCT
TAGGAAATTCAGCTGGATGTTGGCAGAGTTGGGAATAGGGCCGTCCTGACCATAGCTGAA
ATGGAAGCCTCCGCTGATTGTTTCTCCAAACCAGATGTGCTTGAGATTCTTGCTCTTGCT
GCTCCACCAGTTTTTCTTTGGTACTTTGCTGATTCTTGGGTAGACACAGGTCTCTCCAGT
CTCCATGTTACAGAAGACTTTGATGGCGTCAGCAGTGCAGCCCAGATTGGGATCAATCCA
GAAGTCACCACTCTTCCACTCAGGATGACACAGCTTGAGGTCTCTGCATGTGCGAGCAGG
GTTCTTCTGGGTGCCGTCTGGACTGCGCATGTTCTCGATCTGACTGTTGAGGGATTTGAG
CGTGGAATCGACCTCAACATCGTGCTGCCTCAGGGAGTTGGAGGCCTCATCGGCCCTCAT
GTATCTGAGAGGATCTGGAGACTTCTCAGTCTGACCCAGACCGGCAAAGGCAGACAGGTC
GATGCCGGGGCCTGGAGGACCAGGAGGACCAGGGGGTCCAGGATTACCAGGAGGACCAGC
AGGGCCAGTCTCTCCAGAGCGTCCACGAGGTCCAGGTGGTCCAATGGGGCCAGCTTGTCC
ATTGTTTCCATCTTTGCCAGCAGGTCCAACTGGTCCAGGTGGCCCCTTAGCTCCGCTTGG
TCCTGCAGGTCCAGCCGGTCCAGAGTCTCCAGCAGGACCAGGGGGTCCAGGAAGACCCTG
CAGACCGGTGAACCCACGGTGACCCTTCTGTCCTCTTTCTCCAGATTCACCAGCCTCCCC
CTTATCTCCACGTGGTCCTTGTGGCCCGGCCATTCCTCGAGCCCCAG



>CL337Contig1
GTTGGCCTTCAGTGTGTCTCTGTGCTGCAGTGTGTCAGTGTGTGTGTTTGTGCGATAACT
GTCAGTCATGAAGATCCTGGTGCTGCTGCTGGCGCTCCTCACAGTCTCTGAATGTGATAG
GAAACTTACCGGGCGAATAGGTAAGAGCATCACTCTGCCCTGTAAATATGACATAAAAGC
CAACGGACCTACAAAGGTGTGCTGGGGTCGAGGTCGTGTTCCTAGCACCGGCTGCAGCGA
CGAGCTCCTGGCCACAGACGGACATAAAGTGAAAGCAGAAACTCAAACTTCCAGCAGGTA
TCAGCTGCTGGGACGACTGGATGAAGGAGACGTTTCTCTGACCATCGTGAACGTCACAGA
GGAAGATGCTGGAATGTACGGATGCAGAGTGAAGATTAGTGGACTGTTCAACGATGAGAA
ACATAATATCCAATTGACCGTTAAACCAGCCTCTGACTGCGACGATGACGGAATTGTGGC
TCACGTTGGTCAGGACGTCACTTTGCCCTGTGGATACAACATAAGCACCAATGGAGAGAT
ACCAATGTGCTGGGGCAAAGAAGGACAATACTTCTTAGGCTGCAGAAATGAGCTCATCGC
CACTGACGGATCCAGAGTGAAGGAAGATAGCAGAGCTTCCAGTAGGTATCAGCTGCTGGG
ACGTCTGGACCAAGGAGATGTTTCTCTGACCATCCGGAACGTCACAGAGGAAGATTCTGG
ACTGTACGCATGCAGAGTGAAGATCCCTGGAATCTTCAATGACGAACTGTATTATATGGA
TCTCTCAGTGGTTAAAGCTCCACCTTTGATCATTGGACAAAAACAACAGAGCAGCCGCAC
AGACTGCAGAACCCGCAACAGAAAGTGAAAAGTAAAGAGGAAGACGACCACGGCTGTAAA
ACCAGCAGGAATGAGGAAAAACTGCAGAGAAGGTTCTGTTTCTCATCTGAAATAAAGGCC
TTATTCCTGACAAAAAAAAAA
>CL338Contig1
TTGAAGACCATTGCCTTTATTGACAAATCTGCATTGATATTTGAACAAAGCACTTGAAAC
AACTTTCAGAATAAGAGTTTGACAAATTGTGTAAGCTCAACAAACTGGAGCTAGAGATTT
TCAATTTAAATATAAAGCTGAAGCAGACTTGGTAGAGTTCCCTTAATTTTTGTGTCCGTT
TATTCGGAAAAGACGAATTCTTTTAATTTTGAGTGAAATAACCTCACGCAACTAATTTGT
ACTTCAGAAATGTACACGTATACAAGAGCAATGGAACAAATTTTCAAAATAAAAGCACGT
CACATCCAACTGTTTGCAACAAGTTCTCCCTTTCTCTGTCCCCTATAAAGTCCTGGACTG
AGTACATCATACTATTCCCTGTAAGATTTTGGGATAAAGTAATCATCAATAGTCTGAAGG
ACCCGGTGGGAGCAGAGAGAGGAGCCACAAGGCAGAGGAGGATGGAAACAGACCATCAGT
AAGAAAACAGCTGCATCCCAAGAGATTTTGGGTGAAATGCCCTCGAGGAGCCTTTAACGA
GGCAGCTGAGATTTACATGATGACACACGGCGCCCGGCTTTTAGTGATCTTCTGCACAGG
TTTTCCATCGTGTGCATTCTGGACTGCATTCAGGACGTCATCCTCATATGGGAATCCTCC
CAGCTCAAGCTTGGAGAAGACCAGCTGCCCATTTATTTGGATTTCAAAGCTGCCGCTTCT
TCCCACGAAGCCTGACACTTCCGCTTCGGGAAACTCATCCTTGACGGTTGAGGCGAGATC
CTGATAGCGGGGTTCGTACCCTCATCTACCGCAGTATTCCACATCAATTTTCACCCCCAT
TTCCACTGTTTGTCTGGCTGTGACCGACTTCAGCGCAGTGATACACAACAACCTGCGACT
CCCCGGCCATAATGCCCGGGTT
>CL339Contig1
TTTTAAAGCGCCTTTCCTCCCATTCCTCCCTCCCAGACGGTCTCTGTCTCACCGGAGCGT
TAGAACATCTCGTAACCTGTGGCTGATATTGTCACTTTCCCTCTAATTTGGTCAGAAATG
GCAGCAATCAGGACTCTCAGGAAACTCTGTCAACACGCCCAACACCAAGTCTGTAAATTG
CACACGTCCGCTTCGAGACAGGAGGCCGTCATTATCTCAGGGAGGAAGCTGGCCCGTCAG
ATTCGGGATGAGGCCCGCGCTGACGTGGAAAAATGGGTTTTAGATGGCAACAGAAGGCCC
CACCTGAGTGTAATTCTTGTAGGGGACAACCCAGCAAGTCACTCCTACGTTCTCAACAAG
ACCCGGGCTGCAGCAGAAATTGGAATCTCAAGTGAAACGATCCTCAAGCACACAGACATC
AGTGAGGAGGAACTACTGGACTTGATCTACAAACTGAACACAGACCATCGTGTGGACGGC
CTGCTGGTCCAGCTACCTCTGCCAGACCACATCGATGAGCGTATGATCTGCAATGCAGTC
GCGCCTGCCAAGGATGTAGACGGTTTCCATGTGGTGAATGTTGGCCGCATGTGCCTGGAC
CAGACCACCATGCTTCCTGCTACTCCCTGGGGAGTCTGGGAGATAATTCAACGCACGGGT
ATTCCCACATTTGGCAAAAACGTTTTAGTTGCAGGGCGCTCTAAGAACGTGGGCATGCCC
ATCGCCATGTTGCTGCACACTGACGGCCATCATGAGAGACCTGGAGGAGACGCCACAGTC
ACCATAACTCACCGTTACACTCCAAAGGAACAGCTTCGGCAACACGCCCAGATTGCTGAC
ATCATTGTGGCCGCGGCAGGCGTTCCCAACCTGATCACAGCAGACATGGTCAAAGAAGGC
GCAGCTGTCATCGACGTGGGAATAAATCGCGTGAAAGACCCAGTTACAGGAAAGGATAGG
CTGGTCGGAGATGTGGACTTTGAAGGTGTGAGGAAAAAGGCGGGATACATCACCCCGGTT
CCCGGAGGCGTCGGACCCATGACTGTAGCCATGCTAATGAAGAACACCATCAAAGCTGCC
AAGAGCGTCCTGCAGTATCCCCCAGAGAGAGTCCGCATGGCTGCTGCATCCTAAATTTAA
AGCAAAAAAAGTGCTTGAGCTACAGTGACACATTCCAACCCCTGCCCCCTCCCACACCAA
ACTCCTTACATTTTTAGCTTGGGGCAACCTGACAGGCTCCCGTTGCACACGGACTGGAAC
CATGACAGCTTTCAGAAATCTTTTCAAGCATCAAGTCCAGCCATAATTAGCCTGTTACAT
GCAGACGCATGCTTTTTGTAACAGTATTTATCACTCCAAATGTACTTCTGCTGTAAAGAC
ATTGAGATGTTAACAAATCTTGGGTGAGATTGTTTCTGTTTATTTCAACAAAGACGCAGT
ATTTTAAACTTGAATGACTACACTAGAGACTTTATTTAGCTAAGCTGGCAAGCCGTTTTA
AGCAGAGTTACAGACTCATTTGCTGCTCTTTCAGTTAGTTTAGCCTTGTGCTACAGATAA
GGGCTAACAACATCAGGAATACAGATGATATGAGCTTTAAAGATTCACAATTGCCTTTGT
NAACTTNAAATAAACAGTACATTT



>CL340Contig1
GCACGAGGGTTTTATTAACGGTTCAGCCATGTTAATGTGATTCTTTTAGACCTCTAAATG
TGCAGTGACTTCTTCCCTTCGCTTCCGTCTCATGGTCTCGTTTCCCCTCCATTTTTTTTT
TTTCCNTTGATNTTGCAAACNTTAAACGNGNGTTTTGTCCAAAAANAAANAGGAANATGA
ACNTGTGAAACNTTCCGGGAACAGCGATNGCCTCTNACCTGTCTCCNAAACAATAAACAG
CTCCGGCTCCNTCCNGGCTGTCATGTCANCTTTTCTAAACNCTCTTTCTTTCTTTTCTTT
TTCTTTTCTTTCTTTTTTGTNAAAAAATTGGATTTGGAAATCTTTTATCTNACAAATGCA
GGNGTCTGGNCCCTCTCTNATGTTCTNAAGTTCTCTNAANAAAAATAAGTCCNGGGAATT
TTCCTCNAAAAAAAAA
>CL340Contig2
TNANCCCCCCCCCCCCCCCCATACAGNTNAGCTTTTTTCCATGTTTTATTAACGGTTCAG
CCATGTTAATGTGATTCTTTTAGACCTCTAAATGTGCAGTGACTTCTTCCCTTCGCTTCC
GTTTCATGGTCTCGTTTCCCCTCCATTTTTTTTTTTTCCATTGATATTGCAAACATTAAA
CGTGTGTTTTGTCCAAAAAGAAAGAGGAAGATGAACATGTGAAACATTCCGGGAACAGCG
ATTGCCTCTGACCTGTCTCCTAGACGATAAACAGCTCCTGCTCCATCCAGGCTGTCATGT
CAGCTTTTCTAAACACTCTTTCTTTCTTTTCTTTTTCTTTTCTTTCTTTTTTGTTAAAAG
ATTGGATTTGGAAATCTTTTATCTGACAAATGCAGGTGTCTGGTCCCTCTCTTATGTTCT
GAAGTTCTCTTAATAAAAAGAAGTCCTGGGAATTTTCCTCTAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAACTT
>CL341Contig1
TAAATATACAATATTTATACATAAATATACAATATATGATGTATGTATATATACATATAT
ATACACAAATATATACACATATATATATATACACACACACACAATTTTAAAAAAATAGTT
GTATGTAAGGTGCAAATAGTTCCAAACTAATCTGAAAATCTGCTTTCTGCACCCATAATC
CACTTGGTGGATAAGACAAACTGCTCTATGACATTGCCTCAGTCCTTTATGCCCCTGTGG
TGTCACAAACACTGCAGAGGGGTAACTAGGGAGGTGGCTAACATACTGAGCAGCAGGAGC
AGACAAGGGAAGGCCAAGTGTGGCTCATCACCTTGGAGAGGCATGAGGAGTGTTCGTCCT
GAAGCCCGATGCTGTGACAGGATCAGAACACACATCTCCCCCTGAGAGAGGCTTCTTCAT
CATAGAGGCAAAGGCTTCAAACATGTTACATAGGAATCATTAAGCAAGACAAAATTATGC
ATTTATCAAATCGGAACTAAGATCTACACGTACGTTTCAGCACAAAAATAGTTTTATTTA
GGTAAACAGTGCTAACAAAAGTCAATCAAGAAGTAGAGGGCGAAACTGTATGCAAGGCAA
TGGCTCTGCAGGTTGAGATTGAAAATGTCCATCCATGGTCAAAGCAAAAAGTCCAGAATG
GGAAGGGTTTGGTATCCGTGCTGGGATCTCTGTGTTGCAGTGGTGCAAATCACCGCTCCT
CTTTCATGCGACTTAAAAAAGAAGGCCATATGGAGACCATACAAGATGATGTGGAGTCCC
AAATAAATTCACCTACTAAGCTGGGCCAGTAAAGCCCCAACGCCAGCAATTCCAAGGAAG
GCCACCAAAGTGTTCCTGACTGTCGTTTCTGGGTCTGAAACGCGAAAGAACTCTACGAAA
CCATCCCAGGAGTTGTTGTTGACCAGCCAGTTCCGCTGCTCACTCAGCAGGTACGTGCAG
ATCTCCTGACTGACCAGGTCCACGCAGTGACCTCTGCCCTTTTCCTTCAAGGACTGACAC
ACCGCCGCCCCGAAGGCCAGCAGGCTGACGATGCGGCCCCAGTTGGTGGTCCCATCCGCA
AAAAGGCTCTTCGCTACGCTGCTGACAAATGACATATCATCCCCCTGGTCGTCCAACGAC
AGTCTGACGATCATACCGTTGTAAGTAATCTTGTGTTTCTCTAACACGTCGTTCACCACT
CTTTTCGCGGTCGACATGTATTTATTATCCCGGTGCCGATACTGAGAAATTCCAACAAAG
TTCCTAAAGAAATTGGTGAGGAATTCCGTGGTGTCCTCGTTTAAAGCGTCGATTCCCGAG
TTGTCGCCGGAAACGCTGGCCTCGCACTCCAACTCCGGGGTGTTGGGGAGAGAGCCATCG
TCGTCGACGTCGTGAAACCTCCTCGCGGAATACTCGAGGTCCTGCGGTCTTTTGAGCTGA
TCGGACGGGTCGGGGTTTGCCACGTGAGAGGCTAATGTGGACGGCAGAGGCACGCGCGCG
GACATCTCTCCCGCTCTGCTGCCGAGGATGTGTCCCGTAAATCCACAGTTAGACGTGATG
TAGCTGTTAACCATCTGTTTTTGCAAAGGAAACATCTTCTTCGTTCGACCGTTTGCGCCT
AAAGAATGAGTTGGAGTTTGTCTGAATTTAAAAAAAGATGTTGACGTGAGTTTGTTTCGT
GGCCGAATCACATAGTGGGCAGTCTGTAAGCGGCCCCGGCCATAATGCCCGGGTTAAACG
GCG
>CL342Contig1
CTGAATTNNCATGGGCAAGTGTAAAACAAAAGGCAACANATCATGNATTTGGACATGTGA
TAATCATGGTGAACAAANATACCAAAGGAACCANATTTGTGATCATTTCAATGCTTTGCA
GGCTGTAAAAAAAAACANATTGNGCTGTNTGANCCNTTTTTGTGAGGNCANATTAACAGC
CTCTTTTAGTTCTCTCATTAAAGTTGGNNCANAAAGACNCNCGTAAGTTGTCCTGAAATA
AAAAAAAAAATGAAATATTGCACTAATATCCAGTCATTTCAATGGAATAAAACCCCCTTT
AGGCATCTTAAAGAAGAAACTTCCCCTCTTGGTTGCAACGTGAAAGCTCTTAAGACTGAA
AAGCTACAGTTTCTGTCTCAAACATTTCTTCATTTTTTTTTTACTGTTCTCATCCACNAT
GTTCAAGTAGGG
>CL342Contig2
ACCCCTACTTCACATCAGTGGATGAGAACAGTAAAAAAAAAAATGAAGAAATGTTTGAGA
CAGAAACTGTAGCTTTTCAGTCTTAAGAGCTTTCACGTTGCAACCAAGAGGGGAAGTTTC
TTCTTTAAGATGCCTAAAGGGGGTTTTATTCCATTGAAATGACTGGATATTAGTGCAATA
TTTCATTTTTTTTTTTATTTCAGGACAACTTACGTGTGTCTCTATGTGCCAACTCTAATG



AGAGAACTAAAAGAGGCTGTTAATCTGACCTCACAAAAATGGATCAGACAGCACAATCTG
TTTTTTCTTACAGCCTGCAAAGCATTGAAATGATCACAAATCTGGTTCCTTTGGTATCTT
TGTTCACCATGATTATCACATGTACAAATACATGATATGTTGCCTTTTGTTTTACACTTG
CCCATGTGAATTCAGTCAGTCTGAACCAGCTCCAGTCCCTGCTGGCTCAAGCCAATTTCA
TGCCAAAATGGGAAAAGTGCTCAGAGTAACAACAACAAAACCCCCTCCAGACGGCATATG
ATGACTCCAAATGCCCCTTCTTCTCAGCCCCTCTTCTACAATGAGGTAGAACCAGACAGG
CCACACATGGAGTTAAATGCTGCTGCTGCCATGAAGGACTGAGAAGAAGAAGATCCAGCT
TGGAGCATTGATAAGCAGCCCCACAGATCCCTCACCACTGCCTCAGACACGGCGGGTCAA
CAGGATCAAGTGAATTAAAAGGGATTGTAGTTTACTACAGCTCTATAACCTCCGGTTCGC
TTTCCTCTCCTATCCTGAGGCTGTCGGGCGCCTGCTGGGATCAGAAGACACCCAACCACA
AGGAAAACGGCAAAAAGGAATGTCAAAGTGAAGGCTCTGAAACATCTAAATCAAAGAGGA
CAGCTGGACTAAACTGGACAGAAGAGGGAAATAAAAGTCAGGGGCTTTGGCAGCATGGGA
GTTTGTTACCCCTCTGCCCATCCATAGTCGGGGGGACGCTTATGTCCACAACGTTGTTTC
CTGGGGAGTCGTCATGCGCAGATCTGTCTGCTATCTGCCTCTGAGATACGATACGGTAGA
TTTCTGTTAGGATGTTCTTGAACGCCTCCTCTACATTGGTGGAGTCCAAAGCTGAAGTTT
CAATAAATGAAAGAGTGTTCTTTTCTGCAAAGGCGCGGGCCTCATCCGTGGGCACGGCCC
TGAGGTGGCGCAGGTCGCTCTTGTTTCCAACCAGCATGATGACGATGTTGCTGTCAGCGT
GGTCCCTCAGCTCCTTCAGCCAGCGCTCCACATTCTCGTACGTCAGGTGTTTGGCGATGT
CGTAGACTAGAAGGGCCCCCACTGCGCCCCGGTAATATGCTGAGGTGATGGCTCTGTAGC
GCTCCTGTCCAGCCGTGTCCCATATCTGAGCCTTTATCGTCTTCCCGTCCACCTGGATGC
TGCGAGTGGCAAACTCCACCCCTATGGTGCTCTTGCTCTCCAGGTTAAACTCGTTACGCG
TGAAACGGGACAGCAGGTTGCTCTTCCCCACACCAGAGTCCCCGATCAGAACCACTTTAA
ACAAGTAGTCGTATTCGTCATCTCGAGTTCCCATTTTCCGGGATAAGTACAATTTCTGCA
AAGATCAACAGCCCTCTTCGCTATTTGGGCGGCTAACAAGTCGACACCGCCCTCAAGGAA
AAGAAAAAGCACGTC
>CL342Contig3
TTTTTTTTTTACTGATTGAAGAATTTTATTGTCATTATTTTTTACAACTTTTAAGCAAAA
AGTAAAGAACAAATAAAGCCAGACATTATTTAAATACAAACATAATAAAGATTTTTTGGC
ATATTTACTGATGTGATTCCACTGTCAAATGCATAATACTGATAATTACAATTTGTTGCT
GCAGCACCATCTAGTGGTTGACCATGAAAATGTGTTTCATATTCAGCAGAACGTGACTGC
TTTCAGCAGAAGGCCTCATCCCTGCATGGCAGGGATATTCCCATCCACCCACCCACTCCA
TGGACACCTCCAACTATCAAGTGAAATAAGGGCTTCTGAGACCAGGAGGACCTGTGATTT
ATATATATATGTATATGTAAAAACAAAAGAAATGGAGGAAAAAGAGAAATGGCCATAATT
GAAATGATGAAAAACAAGTGCACAAGTAAAATTGAAAGCCGAGATGTGTATTTTCAGCCT
GAGCGTCACGGACTCTGACAGCACTGAATTTTGTTGCCCTTCTGGCCATCAGAGGTCGGC
GGGACGCTTATGTCGACCACGTTGTTGCCTGGAGACTCGTCGTGTGCAGATCTGTCTGCA
ATCTGCTTCTGTGACACGATGCGGTAGATTTCTGTTAGGACGTTCTTGAATGCTTCTTCT
ACGTTTGTGGAATCCAACGCCGATGTCTCAATGAATGACAGCGTGTTCTTTTCTGCAAAG
GCGCGGGCCTCATCCGTGGGCACGGCCCTGAGGTGGCGCAGGTCGCTCTTGTTTCCAACC
AGCATGATGACGATGTTGCTGTCAGCGTGGTCCCTCAGCTCCTTCAGCCAGCGCTCCACA
TTCTCGTACGTCAGGTGTTTGGCGATGTCGTAGACTAGAAGGGCCCCCACTGCGCCCCGG
TAATATGCTGAGGTGATGGCTCTGTAGCGCTCCTGTCCAGCCGTGTCCCATATCTGAGCC
TTTATCGTCTTCCCGTCCACCTGGATGCTGCGAGTGGCAAACTCCACCCCTATGGTGCTC
TTGCTCTCCAGGTTAAACTCGTTACGCGTGAAACGGGACAGCAGGTTGCTCTTCCCCACA
CCAGAGTCCCCGATCAGAACCACTTTAAATAAGAAATCATACTCGTCGTCTCTGTTCCCC
ATTTTTGTGAGATCAGCTGGCGAACAGCCCAGCGGTGACGGAGAAGACTTTTCTGCTGCA
CCGGCGGCTTGGGTG
>CL343Contig1
TNTTTATTCTNAACAAAAACAGTGTTAACAGTTCTCCCCAACATTGATGCTTTTAAAAGC
TTTTCAGCCAATAGTTTCAACCAGCAGGCTCTTCATTGGGGGGTTTCCAGAGCATCGATC
ATGCACCTTTCAAAGTCAGCTTTATAAAGAAACATTTGGAGTTCATGGAAGCAATCTTAA
ACCAGAGTTAGAGAGTTAACTAGGTAAAACTCTAGAGAACTCAAGGTGCTGCAATGCTGC
AAAGACATTTGAACCCTCCTAAACCAAATCATCAGATAAAAAGGAACTGCTTTGGCACAC
GTACAGTAATAATGGAAAAGGCTACAGTCAAACAAACAGCAAACGGTCCTTTTTGAAGCA
TTCCAATGACATGCTTTTCCACACTTACTGCTCCACTCTGTCCATGTGCTTCCTTCCAGA
GAATAATCACTTCAACAGGCACTAATAATATTTTTATATCACAAATCGGCCATGGCTAAT
AAAAAGCTGAGATCTTGAAGAGTACTTCAGTTCTCTGGGTACAGAAATGACCCACAATTG
GATGCATCCTAAAACAATGAGAACAGGCTGTAAGCTGTATTCATTGAGTGGTTGTGTCAT
AGAAAGAAACTACAGGTGAGGCTGGTCTGGATGCAAACATGTAAGGATGTAGACAGGAAG
GGTCGAGCGTGAGGCATTTCAGCCTGTGCGTAGGATGATGTGGACGCCAGAATCAGTGAA
GACGGGGCCGCTCATGTCTCCCACTTTCAGATTGAAGGACGCGTCTTCAAAAGGCTTCTG
CATCTGACCTCTGGCAAACAGTCCCAGATCTCCACCGTTCTTAGCTGAGCTGCAGTCGCT
GAACTGAGAGGCTAGAGATTCAAAAGACTCATGCCCAGATTTGATTTCGTCTATGTACTT
CTGAATAAGCTCTATAGCCTCTTCTTTAGTTCGTGTTATATTTTGTTCCCTCCAGGAAGA



AGGACGTCGAGACTGATTATGTTTTACTAGGAGGTGGGAGCATCGCACCTTATCTGGCTC
TCCACGGCCATCTCCCACAGGACGTTCCCACTGGCTGGCATTAGTGATGTGGTTAAAGTA
GTACACCTTGCCTGAACTACGGCTCATTCTTTTCTCCCATCCCGACGGTAAATTCTCCTC
GTCTGCCATGTTATCTGCTGCAACGTTATCAAGTTAGAATTCAACGTTCAAACGATGCGA
CACGGCTACGGCTCAGCAGGTACGACAGTCGCCTCGTGCCG
>CL343Contig2
ACTTTTGCCTTAAACCGACTGTCGTACCTGCTGAGCCGTAGCCGTGTCGCATCGTTTGAA
CGTTGAATTCTAACTTGATAACGTTGCAGCAGATAACATGGCAGACGAGGAGAATTTACC
GTCGGGATGGGAGAAAAGAATGAGCCGTAGTTCAGGCAAGGTGTACTACTTTAACCACAT
CACTAATGCCAGCCAGTGGGAACGTCCTGTGGGAGATGGCCGTGGAGAGCCAGATAAGGT
GCGATGCTCCCACCTCCTAGTAAAACATAATCAGTCTCGACGTCCTTCTTCCTGGAGGGA
ACAAAATATAACACGAACTAAAGAAGAGGCTATAGAGCTTATTCAGAAGTACATAGACGA
AATCAAATCTGGGACTGTTTGCCAGAGGTCAGATGCAGAAGCCTTTTGAAGACGCGTCCT
TCAATCTGAAAGTGGGAGACATGAGCGGCCCCGTCTTCACTGATTCTGGCGTCCACATCA
TCCTACGCACAGGCTGAAATGCCTCACGCTCGACCCTTCCTGTCTACATCCTTACATGTT
TGCATCCAGACCAGCCTCACCTGTAGTTTCTTTCTATGACACAACCACTCAATGAATACA
GCTTACAGCCTGTTCTCATTGTTTTAGGATGCATCCAATTGTGGGTCATTTCTGTACCCA
GAGAACTGAAGTACTCTTCAAGATCTCAGCTTTTTATTAGCCATGGCCGATTTGTGATAT
AAAAATATTATTAGTGCCTGTTGAAGTGATTATTCTCTGGAAGGAAGCACATGGACA
>CL344Contig1
AAGGTTTTTTTTTTTTTTTTTTTTTTTTTNTTAGTTAATGATAGTTTTATTGGAAAAACA
AAATGTAAAGACTAGCATGTACAACTTGGAATGCAGATCAACTGAACAGCTGGACCGGGC
CAGGCCTCGCTGCACACACGCCGACTCACACAAACACAAAGAAATGCTGCAAAGCAACGA
CCCTGTCCCCCACTATATTGAACCACACACCCCCCCCCAGAGTCATACAGGCACAGCCTT
TGAGGCAACGCAGAAAGAACCCGTTCAGTAGCGGTCAGTCTTTCACAAACGTCCTAAAGA
AATACTTTGAAGTGGTCAAAGAGTTGGTTTTTAGAGCCTGGCATTGCCTCACAAACTGTC
CAGTATATGATCATCTTTAAAACCCCAACCATGTCCCTCCCTTCAACAGCTGGGTGACAG
CAGCCCAGGAGGGGTCCCAAGTCTCCACCCTAGCCTCCCCCTCAAAAAAGGTCAACACAC
AAAGGATAAATTGAGTAAACTGACATGCCATAAACACAAAATCTAAAATGACTTGTTTAT
TCAATTTTCATATTTTTCTTAAAAATATCTGTCATCAATAACTTTATTCGGGTGAGCAAC
CTGCAAATGTCCTGCTGGTTCACTCACTCCCCTCTCCTCCTCACCTTTTCCCTTCTCCGT
GGGTCAAAGGTCAACCTCAGGCCCAACTACAGCCTTCTGTCTCTGGGTTCACAAAGGTAA
CCCATGTAACGCTGCATGCATGAAGAACAGAAAAACAAAACGGGAAGTAGAACAAAAGGC
AATTGGCCAGCCCAAATAATCGTCATGACATCAGGCAGATGGAACCAGGAAGCAGAGCGG
CGGTGGCCGAAACCAGCCGGCTGCACAGAAGCTTCTTGTTTAACAAGTTGAGATCTGATC
GGGCAACTCAGCGCTGGCGGCGGGGGGGAATACAAGCCAGAACATGCAGAATTTGATTTT
TCTTTGTATCTTTTACCTTTTTTGAACTTGTTAATATGGACAGATTTTCAGTTTTCCAAC
ATTCAGTTTAAATTGTCTATACATAACAGTATGATTAAATGTAGATTTTTGCGATAAGAG
GTAAGTGAAACAATTGACTGATTCTTTGTCGTTACTGTGAGCCCAGTTCATTTGGCAGTC
ATCATCTGAACAAACTCTTCATAATTGACTTGTCCATCTCCATCTATGTCCGCTTCTCTG
ATCATCTCATCCACCTCCTCATCAGTCAGCTTCTCTCCTAAGTTTGTCATCACGTGACGC
AGCTCTGCCGCACTGATGTACCCATTGCCATCCTTATCAAAAACTCTGAATGCCTCCCTG
ATCTCCTCCTCACTGTCAGTGTCCTTCATTTTTCTTGCCATCATGGTCAGGAACTCGGGG
AAGTCAATGGTGCCGTTACCATCAGCATCCACCTCATTAATCATGTCCTGTAGCTCAGCC
TCAGTGGGGTTTTGTCCCAGTGACCTCATCACTGTCCCCAGTTCCTTTGTGGTGATGGTA
CCATCCCCATCTTTATCAAATAGGGAGAAGGCTTCCTTGAATTCAGCAATCTGTTCTTCT
GTTAGTTGGTCAGCCATGTCTGTAAGTTAGACGGTTGGTCTGCAGGCGTTACAGGGAAAG
AGGAAATGGACGGTAGCCACTGAAGAGGGCTGGTGGGGAAAAAGGACAGGCGGGACTAAG
AACCGCCGAAAGGCTAACTGTATTCATCCGCACTCCCCGGCCATAAGGCCCGGGTTAAAC
GCGCGCTGA
>CL345Contig1
AATTTGTCTTTAATGCAACATAACTGTGACTGAATTACAATTTTTATGGAAATAAATCAC
CAAACTGACAGGATGTTTCATACATGTATATATATTACAATGTGACTTGTTATATAATAC
AGTCAGGATTTGTTTTTAATAAAAATAAGCACTGGAGGAGAATGGTGATGCTTCTCGATT
TTATTGTAAATCGCACATTATGCACATTTAGCAACTTCTGACTTGTTAATGAAGCTTGTT
ATGTGGTCACAGGACTCTGCACTGAGTGAGAGCTCAGACAAGTCAAACCAAAAGAAAAAA
AGGCAAATCACCAGGAGCACTGAGAGCTGCAGATCTCACATCCAGATCCAGGACAGATGA
GGGGGGGAAGTACCAAAACGAAAGAACCAGAAGGTTTTGTGGCTGTCAGTGATGATGAAA
CCTGTCTACCCCTTTTCCTTGTAAGTGTCTCTACGGAACAATAGGAGTGATGTGGAGCTT
TTCATTATTGTTTGAAAAGGAGGTGAAATAACTGTTTTTCAAAAATGTCAAATTAAAACC
GTGTCTCATCAGGACAAAGTCGAGGTCTGGTCTCACTGACACAAGAAATATTGCACACGT
GATACTGTATTTTCTTCAGGGTGTTTTTGCATACAAGTGTCTGCTCCCTTTCCTATGTCT
GTCAATGTTCCTCTAGTTGTATCATCGTAACTGTGATGAATCCAATCATTGTGGGGTCTG
TGCCATTCAATCTGTGATGCGACATCATGTTCAGAGACCAAACTCTTCTTTGCTCCCATT



TCGTCTAATTTTTGTACAAAGACAAAACAACTATCCAGTCATGCAACATTGTTTGGGGGG
GATGGGGCTCGGGGGGGCGGGGCTTGTCTGTTGTCTTCTCTGCTGGTTAAGCATTCTGCA
TCTCTTTGCCGATCTTGTAGCTCAGGATCTTGTTCCAGTCGATCTTGGTGCGAGTCACAG
GAAGCTGGCGGCGTAAGGCTTTGAAGGTAGTGTCCGACATGGTCTGGTAATTCTCGTTGA
TGGCGGTCTGATAATCGTTCTCTGCAGCTTCCATGATCTTCACAAACTCTTTAGCGGTTG
AAGCTTCATTAGAGATCGACATGGATTCCTGAACCTCTTTGTGGCTCACCAGCTGAACAT
TCCCATCCTCATAGTAATGAACCTGGATTTTCATGATTCCTGCCACTTGGGTGGTGGAGG
GGGAGATGGTGAACTTCCATTCTGACCTCCAGCGTCCATTCCAGAAGTTTTTGGGTTGAA
ACTGATGGCACTCGATGCACACGATGATGGTTTGATGTCCATCGATAGTTTTCCCGTAAA
TAGTGCACACTCCACTGGGGTAGTGCTCCTTGACATAGGCCCTCACAGACGAGTCCACAG
CACTCCTCCAGCCTTCCATGGAGCTGTCCACATCGTGGGGTCTCGGGTCGCTGGCCTCTT
TTCTTAGGTGGTCAAACTTGAAAGAGATCTTGTTCTTGGGGTCCAACACCCGTCCGTTAC
CCAGGTCACCATGCTCTGTGATTAAGACCTGTTCTTCATAACCCTCGATTTTCACAGGAG
TGAACTGGTCCAAGTTGTATTGTGCAAACGCGTGAGCTGCACCCTCCCTGAGAAGATTGT
CATTGTTGAGCAGCAATCGCACATCATTGAAAACTTCGTTGAACTCGCCTGGCGGAGCAT
GGATGACAAAGTTAGCTGCTATGCGTACCTTTTCCTCATCGGGTAGCTGCTCCTCATGAT
CCGCCATCTTTTCTTCCGGCACAACCAGCCCC
>CL346Contig1
CGGCCGGGGGACCGTTTTTTTTTTTTTTTTTTTTACGAAAAAAAAAGATACTTTATTATT
GAACATTTACAAGCTGAAGGAAAATACAGGTCCACGTGCTCTTGGCTGTGGAGAGTGGTG
GAAACGAGGACACGCTCCTTCTGGTGACTAAACGTACCACAAGAAGCCAAAACGCTTGTG
TAGAAGCTCTTCGCGTGGCCGGAGGTGGAAGAGCTCCTCTGTCAGAGGGGTGGTCCAGCG
ATCTGTGTGGAAGACGCTCTCACCCACCTTCCATCCTGGCACATCTTTCATGACGATTGC
TTCCTCTTCCAGGTTTTCTCTCAGCATCCTCAAGGTCCTTCGGTCTTGTTCTGCTTGTAA
CAGAGGCAACAGAGCTATCCGTGCTTCCAGCTCCTCAATCTGCAGTCGCCTCCTTTCTCT
GTTCCAGCTGAATAGTCTCCAATATCCAAACACCATGATGCCGATGCCAATGCCAAACAT
ACTGTATCCCGAAAGTCCTCGTTTCGGTAGGTTTCTCTTGTAATCAAAGGCGGCATAGCC
TCCAGGAGGAGGCATGTCCTGCTTCACCTTGGACCCCGCCATCTTCCTCCGGCCTCCTCC
ACTACCCTCGTGCCGAA
>CL346Contig2
GGAATTCGGACNAGGGGAAGATGGCGGGGTCCAGGTGAAGAGGACATGCCTCCTCCTGGA
GGCTATGCCGCCTTTGATTACAAGAGAAACCTACCGAAACGAGGACTTTCGGGATACAGT
ATGTTTGGCATTGGCATCGGCATCATGGTGTTTGGATATTGGAGACTATTCAGCTGGAAC
AGAGAAAGGAGGTAGGAGACGTCATGCATTTCCTTGGACGGGGTGTTGTGAAGGTTACAG
CAGCCATTGTGTTTTATAGGCGACTGCAGATTGAGGAGCTGGAAGCACGGATAGCTCTGT
TGCCTCTGTTACAAGCAGAACAAGACCGAAGGACCTTGAGGATGCTGAGAGAAAACCTGG
AAGAGGAAGCAATCGTCATGAAAGATGTGCCAGGATGGAAGGTGGGTGAGAGCGTCTTCC
ACACAGATCGCTGGACCACCCCTCTGACAGAGGAGCTCTTCCACCTCCGGCCACGCGAAG
AGCTTCTACACAAGCGTTTTGGCTTCTTGTGGTACGTTTAGTCACCAGAAGGAGCGTGTC
CTCGTTTCCACCACTCTCCACAGCCAAGAGCACGTGGACCTGTATTTTCCTTCAGCTTGT
AAATGTTCAATAATAAAGTATCTTTTTTCCGTAAAAAAAAAA
>CL347Contig1
TTTTTTGTTTAGAAAAAAACAAGTTTATTTCAATTTTTCACATTCAACCAAAGTTCCACT
GCAACAGCAACAATTTTCTTTGAGATAAATCACACAGCTGAATGAAACACGAGGGTATTT
CAATAATTTGGTTTTGTTTACTTTACTAATATCCATCTTGTGTTTGCACCATCTCAACTT
TCACATTCACTCTCTCCTTTATATTACAAAGTCACCCATGCTGTAGCTTTCAGGCACACA
CTTCCACTTTTAAGTTCCCTCTCCTTTGCTTGTTAGCAGGCTCCAGACTGCAGCACAGGC
TGGAACTGCCCGGCCATGCAGATATCATCCTGCTTCTGACGGACGATGCGCTGGATGGCG
GGAGGGAGGCCACGGGGGTTCCTGGAGAAGACAAGGGAATAACCGTCCTCACAGCTCCCA
TCATCCTTTTGGGTGCGGCAGGCATAGGTGATGGCATAGTTGTCATAGTCGGTGTCAATG
ACCCAGTAGTTGTCACCTCCGCTGGAGAGGTAGCTGGCCAGACCCTGGTAGTTCATGAAC
ATTTTTCCAGGGGTGCCAGGGTCGGGAACAGAGTACTGAGCAGCCATGTCAGCGCACACA
ACCCAGAAGCCAAAAAGAGTGACACGTCCCTTGGAGGAGGCAGTCATGGAGCCATCATCG
TCAATGGTGTACTCAGCCGAGATGTTGTCCTGCAGGAACAGCCCCTCCGGGTCCTTCTTC
TGCAGAGCGTACCACTTTCCTGCATACCTCTTAGGGTCAAAGTCTTCCTTGACTGAGAAG
CTGTCAACGACACAAGACCCACACAGACCACGCTCCACACAGTACAAAATGACCAGCAGC
AGGGCGAGTTTGGAGGATTCCATCCTGTGTCTGCAACTGTTTCTTTTCAAAGTGCTTAAA
ATCAAAGTTCAGGTTGCAGTTATTCTCCAGAGTGGTTCCTGTGTCACTTGCTGCCTTTAT
ATATCAGCCCAACAGACAAGCTTATGGCTGATTTTC
>CL347Contig2
TTCATTTTTCCATTCATCTAAGTTCCACTGCAATGGCAACAATTTTCTTTGAGATAAATC
ACACAGCTGAATGAAACACGAGGGTATTTCAATAATTTAGTTTTGTTTACTTTACTAATT
TCCATCTTGAGTTTGCACCATCTCAACTTGAAGTTTGTAATCTCTCACTTTCACATTCAC
TCTCTCCTTTATATTACAAAGTCACCCATGCTGTAGCTTTCAGGCACACACTTCCACGTT



TTAGTTCCCTCTCCTTTGCTTGTTAGCAGGCTCCAGACTGCAGCACAGGCTGGAACTGCC
CGGCCATGCAGATATCATCCTGCTTCTGACGGACGATGCGCTGGATGGCGGGAGGGAGGC
CACGGGGGTTCCTGGAGAAGACAAGGGAATAACCGTCCTCACAGCTCCCATCATCCTTTT
GGGTGCGGCAGGCATAGGTGATGGCATAGTTGTCATAGTCTGTGTCAATCACCCAGTAGT
TGTCACCTCCGCTGGAGAGGTAGCTGGCCAGACCCTGGTAGTTCATGAACATTTTTCCAG
GGGTGCCAGGGTCGGGAACAGAGTACTGAGCAGCCATGTCAGCGCACACAACCCAGAAGC
CAAAAAGAGTGACACGTCCCTTGGAGGAGGCAGTCATGGAGCCATCATCGTCAATGGTGT
ACTCAGCCGAGATGTTGTCCTGCAGGAACAGCCCCTCCGGGTCCTTCTTCTGCAGAGCGT
ACCACTTTCCTGCATACCTCTTAAGGTCAAAGTCTTCCTTGACTGA
>CL348Contig1
GCTCCAGTGCAGAACATGTTCTCATCCACTGCCGGCGTAAAAGGATCGTGCTCATATTCC
GCCTTACAGTCTGAGTGATTAGCCAGAGGGAACACTAGGTGTTTAAGGGATGCTGCAGGG
GTAAGGAGAATCCCCCAGCCCCAGCCTGCGATGACCCCTGACCCATGTGCAGCCCTGTCC
ACATCCTGACCCCTCTCTGGCAGAGGGATGGGGGTAACCCTGTTGCTCATGATCACAGGG
TGTTTGAGTTTGATAAGAGCCAGGTCGTTGTCCCAGTCAGACAGATTCTGGAAGCTAGGA
TGGATGACCACCTTCTCCACAGCAACATCTTTGGTGGTATCGAGTTCTGCTTTCTGGGAG
ATTCCCAGGTACACTTTGGGGATGAGGGGGGCCTTTCCTCCAATGTCCTTTCGACTTTTC
CTTACAAAGAGGTTCCTGGCAGCCGTCAGCACCCAGCGGTCAGAGATCAGTGCACCACCT
GCATAGCCTCCATCCACCACACTGTCAGAGAGATATACCATGGCCTGCCATGGTACATGA
GGGGCCAGTGTTCCCCCAACCATTCGCCTGGAACGAACTGATGATAATCTGTTGGCTGAT
AATGTTGTCCCCCCCTCGGCCACACAGACCCAGGCAGCCAGGAAGACTAATGCTGCACAA
AATTTCTTATGCAAAGTTTCCATGTTCCACAGTGGTAATTAGTGCCTCAAGGAATGCTGT
CC
>CL348Contig2
CACATTTCACTGAAACATCTGCACAAAAACTGGCCCAAAATGATCATTTCTATCCGAGAT
CAAAAGAGTGCTGAACTCTATGGTTGCCATGAGTACATTGTTGATATTGTGTCATAGCGC
AGAGCGTGCGATTTGCCCGTATCTCCCCTGATTACACTGTGAATCCAGGGTAAATACGAG
GAAACCCTCATGTAGACTGCGTATTTGTGCCTGTTGCAGGGTTTGTCATACGACAGGATT
CCAGCAGCATACACATCTCCAGTTTCAGAGTCCAGAACAGCCAGAGCACCTCCTGCGTCA
CCAAAACAAACATTTTCCTGAAACTGCGTGGCTCCAGTGCAGAACATGTTCTCATCCACT
GCCGGCGTAAAAGGATCGTGCTCATATTCCGCCTTACAGTCTGAGTGATTAGCCAGAGGG
AACACTAGGTGTTTAAGGGATGCTGCAGGGGTAAGGAGAATCCCCCAGCCCCAGCCTGCG
ATGACCCCTGACCCATGTGCAGCCCTGTCCACATCCTGACCCCTCTCTGGCAGAGGGATG
GGGGTAACCCTGTTGCTCATGATCACAGGGTGTTTGAGTTTGATAAGAGCCAGGTCGTTG
TCCCAGTCAGACAGATTCTGGAAGCTAGGATGGATGACCACCTTCTCCACAGCAACATCT
TTGGTGGTATCGAGTTCTGCTTTCTGGGAGATTCCCAGGTACACTTTGGGGATGAGGGGG
GCCTTTCCTCCAATGTCCTTTCGACTTTTCCTTACAAAGAGGTTCCTGGCAGCCGTCAGC
ACCCAGCGGTCAGAGATCAGTGCACCACCTGCATAG
>CL349Contig1
GATCACGCATCCATCCGACCTGTCCTTGAAGCCGAGAAAAGCAAGATGGTCGCTTACTGG
AGGCAGGCAGGCCTTAGCTACATTCGCTTCTCCGCCATCTGCGCCAACGCGGTGCGGGCT
GCAATGAAGCCGCAGTTCAAAGCCGAGGCAGTCAAGGCCGCGGAGGCGAGCGTCAAAGTC
TCCAAACCCAAGACAACATGATCCAAAACTGTGTACTACATAGTTCTCCTGAACTTGGGA
GGTGCTGCTTGGAGGAGAGTGGAGAGCTGGATGTCATCAAGATGGCTTGGTTGAAGACTG
GGGATCTAAATAAAAGTGTTTTCCTTTTTTCATTTATAAACTGAATAAACATGAATAAAT
ATGAAATGGGCATTTTTCTGTCCCCCCCCCCCCACTTCGTTATTAATGAAATGAATCTTC
GTGGAAAGAGCCACTAAAGCCTTATGTTTCTTTGACTGTTACATCTTTATTGGATTGAGA
GTCCTGCTGGAACCATTGTGGTCAGTCAGCTAGAGGCAGAGTACGACCTTTAAGTGGCAT
TGTTCAGTCAATTAAAAATCAAAACAATGGAGCATTTAACTTGTATTTATTCAAATAAAC
TCATTCTGGCAGTCTACACAGAGACGTAGAAAAACAAGCAACAACAACAAAACAAAAAAA
AAAAAGGGCGGCCGTCTAGAGGATCAAGCTTACCGTAACGCNGTTTGCAGCNGAACGTCA
TAGCTCTTACTATAGGTTGGTCACCTAAAGATTCAACTTTCCACTTGGGCCCGGTCAGGT
TTATACAACGGTCGAGACCTGGGGAAAANAAAGCCCCTTGGGCAGNNTTAACCCACAAGT
TAAACTTCGGCCCTTTGGACAACAACAGATTACCCCACCATTTTTACGGCACACAGATTG
GGCAAGTAAACTAAGGCGAAAGAACGGGACACGTGACAACCGGAATCAGGACCTTTACAN
CAAAGCAAAGANATNGCGTGCAAGCCTTGNAATGGGNNGAATTTGGGGAAACTGAGTN
>CL350Contig1
ACTTCGTGGGTCTCGTGTCGCGACAGGTTCTAACGGAGTAAATCCACGTTAGCCATGTAA
AACCCTGATAGAAGCAGCGGAAGACCGGACGCAGAGGGAAATGTCTCTCCCAAAGATGAC
ACGCCTCCTCTCGCGGCGGCCGCTGGTCTCCATCCAGCAGCAGCAGCTCCCTCCCTCCAC
CCTTGTACCCGGCAGAACTCTGATCCAGAGCGAGTACAGACGACCCGGTAAGCCCAGGGA
CAACGAGCCGCCGTGGCAGAAGATCAAGTTCGACCTTTCAAAAGGTTTGGAGGGAGTAAA
GAAGCACTTCACGCTCCTGAAGAACGAGTTGACGGGCCGCTGGGTGGGCCCGGAGGGCGT
CGTTCGACAGGAAAAAACACCACGACTGGTCCAGCTTCAACTGCCTGCACCTGCGGATCC



GCGGCGACGGACGCCCGTGGATGGTCAACATCGCCACGGAGACGTACTTCTCTCACCAGA
AAGACGACATCTACAACTACTTCATGTACACCAGGGGGGGGCCCTACTGGCAAGACGTCA
AGATACCGTTCTCCAAGTTCTTCCTCACACATCGAGGCAGAATCCAGGACGACCAGCATC
CTCTCTGGCTGGATAAGATCAACACCATCGGGTTTACGCTGGGAGACAACGCAGACGGGC
CCTTCCAGCTGGAGATCGACTTCATCGGCGTCTGCAAAGACTACGCTCACACCGAGGAGT
TCGCCTACGAGAAGTACAAGAGGAACCCCGAAGTTTGACCGCCGCTCACAGCACGGCGAG
CGCTTCCACGCGTTTCCTTTTCACCCCCCCAAGCTGCTTTCATCTGTCAGGAACTGTTCA
ATAAA
>CL350Contig2
TTGAAAGTTCCTGACAGATGAAAGCAGCTTGGGGGGGTGAAAAGGAAACGCGTGGAAGCG
CTCGCCGTGCTGTGAGCGGCGGTCAAACTTCGGGGTTCCTCTTGTACTTCTCGTAGGCGA
ACTCCTCGGTGTGAGCGTAGTCTTTGCAGACGCCGATGAAGTCGATCTCCAGCTGGAAGG
GCCCGTCTGCGTTGTCTCCCAGCGTAAACCCGATGGTGTTGATCTTATCCAGCCAGAGAG
GATGCTGGTCGTCCTGGATTCTGCCTCGATGTGTGAGGAAGAACTTGGAGAACGGTATCT
TGACGTCTTGCCAGTAGGGCCCCCCCCTGGTGTACATGAAGTAGTTGTAGATGTCGTCTT
TCTGGTGAGAGAAGTACGTCTCCGTGGCGATGTTGACCATCCACGGGCGTCCGTCGCCGC
GGATCCGCAGGTGCAGGCAGTTGAAGCTGGACCAGTCGTGGTGTTTTTTCCTGTCGAACG
ACGCCAGCGGCTGTTTGGAGCGCGCCGTGCAGTAGCCGCTGTAGCGGGTCTCTCCGTCTC
TCGGGGGCGTCGAACACAGAGTCCCGTACAGGAGGCAGGTGGTGCTGTTCCTCCCCAGCT
CCATGTAGATCTCACTTTGGCCTCCGATCTCTCGGTCAGAGGACAGGGTCCACTGCTGCA
GGCTCTCCGGGCCTCTGAATTCCCACACCACTCGGTTCTGCTCAAGCATGTGCTCAATGA
TGGGCTTACCCTCCGGGCCCACCCAGCGGCCCGTCAACTCGTTCTTCAGGAGCGTGAAGT
GCTTCTTTACTCCCTCCAAACCTTTTGAAAGGTCGAACTTGATCTTCTGCCACGGCGGCT
CGTTGTCCCTGGGCTTACCGGGTCGTCTGTACTCGCTCTGGATCAGAGTTCTGCCGGGTA
CAAGGGTGGAGGGAGGGAGCTGCTGCTGCTGGATGGAGACCAGCGGCCGCCGCGAGAGGA
GGCGTGTCATCTTTGGGAGAGACATTTCCTGCGTCCGGTCTTCCGCTGCTTCTATCAGGG
TTTTACATGGCTAACGTGGATTTACTCCGTTAGAACCTGTCGCGACACGAGACCCACGAA
GTTTAAACCAGAACCGCTCGTGTCCCGCGGTGGGAAAATTCAAGGTTGTCCGGATCCAAA
CAGGAAACCGAGCTGC
>CL351Contig1
TTTTTTTTTTAGATAAAAACAAATCACTTTTTTTATTTGGGTTTGCCAGAGGGGTGATAG
AGTTTAATCAAAACATTAGAGGGGGTTAGTGTCTGCGTGGATTGACCAGGCTTTTATTTT
GTGTCAACCAGGCAAACTAAAACATTTCCCAAAGTTGGAATGAAAATTTACTTGAACAAA
TAAAAGAAAAACAAGTCGAAAGACAGCGGAAAAGTCCCTTTTTTGGATTTTTTTTTTGCC
TTCTGGAGCTTCAGGGGAAGCTTACTTCTTGGCCTTTCCCTGGGCAGCCACAGCCTCCAT
AGCCTTCTTCACAGTTTCCTCATCGCCCAGGAAAGACATGGGCTTCACCGGCTTCAGGTC
GGCGTCCAGCTCATACACGATCGGGATTCCAGTGGGGAGATTCAGCTCCATGATGGCTGC
ATCAGACATACCCTCTAAGTGCTTGACGATGCCACGAAGGCTGTTGCCATGAGCGGCGAT
GATGACGTTTTTCCCAGCTTTGATTTGGGGGGCAATGACATCGTTCCAGAAAGGCAGGGC
GCGGGCAATTGTGTCTTTCAGTGACTCACAAGTGGGCAACTCCCCAGGCTTCAGGTCCTT
GTAGCGCCGAGACTCACTGATGATCTTGTGATAAGAGTGGTCCTTGTCCATAGGTGGAGG
TGGGATGTCGAAGGAGCGACGCCAGATCTTCACCTGCTCCTCCCCGTGCTTCTCGGCCGT
CTCTGCCTTGTTGAGTCCGGTGAGGCCTCCGTAGTGGCGTTCATTCAGGCGCCACGTGCG
AATCACAGGCAGCCACATCTGGTCCGTGCCCTCCATGATGGTCCACAGGGTCTTGATGGC
TCGCTTCAGCACAGACGTGTAGCACACGTCGAACTTGAAGCCAGCCTCTTTGATGGCTTG
GGCTCCTCGCTTGGCCTCCTCCATTCCCTTCTCACTCAGGTCGGCATCAAACCAGCCACA
GAAGCGGTTCTCCTGGTTCCACGCACTTTCTCCATGACGGACGATCACCAGACGATGGAC
AGCGGTCATGATGAAGATGGCTCCTCCTGAGTTTTACCAGACACACACCCCTCAGGCCTT
CTTAGCGGCTCGATCCCACACGATCCCCC
>CL352Contig1
CGCGGACCGTTTTTTTTTTTTTTTTTTTTTTAGTTTGAGGTTTTTATTATGAGACAACAG
AATTGTAACATTGAAAGGGTTAAAATGACTTTCTACAGTCAGGTTAATAAGGTCCTCACA
CAGGAAGTTCCATTAATATTGGAGGTTAGAAACATTAATTTCTTAATACATGTTAAAGGT
TTTTTATAATACTAGGATTTAAATACATACTTTGTTTATTGAAGGCGTAATGCGGACAAA
ACGTACTAAACTGACATGCTGATAAAACACAAAGTTGCTGTTTCTAGTTTCAGCCACTAG
ATGTCAGCCCTGAGCTCTCTTTTGAGCTTGGTCTGTCTCACTTCTTCCATCAGCTCTTTG
AGGTACTCGATCTCCCGGGTCAGAGACTCTGCCTTCTCCGTCAGCTCCACGTTCTTCCTC
TCCAGCACTGCATGCTCTGCCAGCAGTGAATCTTGCTCCACCCTCTTCTTCTGCCTGTAG
CGCGTAGCAGCAGTCTTATTCTGCTCCATCTTCTTCAGCTTCTTGTCCTTCGGGGACTTC
AGCGTTGTCCTCTCAGTTCCACCTGCGGCCCGGGAAGACCTGCCTTCATCAACCACCATG
CTGGGAGAAGCGGGTGGGCTCGGTTTGGGGTAGGGCCTGCTTCTGTGGGACCTCTCTGTT
GGGGAGGTTGGTGGGGAGCACTGAATGACCTCTGGTGTGGTGGTGACGGACACTTCGCTT
TTGGGGGCCAATACGAGGATGATGCGAGCTGGGGAGAGGGAGAGCACAATCTTGGGGACC
TGGGGAACCACAGACGCTACGATGGGCTTCACCTCACTCTCAGGGACATCCACCTCACTT



CCCAGGTCCAGAGTGAAGTCTGGAGCGGAGGGAGAGGCAACTGCTGGGAGAGAGGGGATC
GGGGAGGCGGGCTCAGATTTGATCTCCAGCTCTTCTTGTGGATCCGGGACGCAAAACGGA
GAGGAAAGAATCTCCTGACTGTCGATGTGAGATTCCGAATCATCCGCAGCACCATCAGCG
GGAAGGTTAGGAGGGAGTTCAGGAGGTGGGGGTAAGGGCTCGGGGGCTGAGAGAGCTGAA
AGGTGGAATGAGTCGAGCTCCATGGGAACATCCAAGGATGCAAGGAGATCTTCTGGAGAG
CTTGGGGACTCTTCCGCAGGACTGCAGGAGCCAATCAGAGAGTCCAGGTCAAACTCGCTC
AGGTCCACTCTCTCAGCCATCCAGTGCAGATCACCGAGCACGTCCTCTTTTCTGTCATCT
GAGAACTTTTGGCCGCTTCTCAGCTGATCTAGGGGATCCAACCAAGGGAGGGACAGCAGG
TCCGACTCATTCCCACCCTTGTCCCTTTGAAGGAGAGATGAAGGTGAAGGAGGGGGAGAG
TAGAATCGAGGGGGGGAGTAGGGAGAAGATGGCGAGGAGGAGGCAAGGGGTGACACGGGT
AAAGCGTCCCCCTCCAGCGAAGCTCCTCCTTCTCCTTCTTGGTGTCCGATTTTGTCGGTG
GGTGCGAAAATGGAGTCCATGCCTTCAGCCATGGGAGAGGAAGAACCACAAAGAAGGGCC
TCCATGTCTTCCAGGCCACACTGTGAGCTTGTCATCATCATGGTCATAGTGGCTGTTGTT
GGTCACAAATGGAGTGTGTGACGATGTTGGGGTAGTGATGATCTCTCTTATGCTGTCAGA
AGCAGCAGTGCTGTAGGTTTCCACGAAGGACGACATTTTTGCTGGATTAGAAGTGACTCA
GTGCACTTGCTGGATGCACTGTTTTGTTGGTTGCTGCTGGGTCGCGGCACACGTCTACAC
TGCCATTTCGGCAAAACACTTTGTGTCTAACAAGGTGAGTCTGTCGCCTGGGTTCCCTCC
GGAGAAAAAAATGGCGCTAAGCTTCGTGAGGCGGTTATAAG
>CL353Contig1
TTTTTTTTTTCTATGGAAAACACCTTTAATGGATTTCTTTTGAACGTCTAGTCAGATGAG
GAAACACAAAGGCTTTGCCCGGCCTGCAGTGGAGGCCGGTATTGAGAGGAACCAGTGGAG
TTGCCTGTAGAAAAAACACACTCGGTGACGCGCTGACTCATCTGGAGGTGGAAACAGGTC
TGACCTGAAGTCTGTTTCCAGTAAGTTTCGTCCAGAGAACCCGTTTCTGGACCACTCTGC
TCCCAGAATGCAGTTTCCTTCTCTACTTGTAGAACTCGTGCTCCTGCTCGTCCTTCTTGA
TGACCGTCTTGTAGGCTTTCTCAAAGTCTTTGGCCAGGACGATGTAGCGGTTCTCCCGCA
CGGCGAGCATGCCGGCCTCCTGGCAGATGGAGTTGATGTCCGCTCCAGAAATCTTGTCAG
GTCGGGCAACATAGTCCTCCAGGTCCACCTCCTCAGAAAGGTTCATTTTACTGGTGATGG
TGGAGAAGACGAGGCGCTTCTGTCTGCGGTCGGGCAGCGGGAACTCGATCTTCCTGTCCA
GGCGGCCCGGACGGAGCAGGGCCGGATCCAGAGTGTCTGCTCGGTTTGTCGCCATGATGA
CCTTGACGTTGACGTTCTGGTCGAAGCCGTCCATCTGATTCAGCAGCTCCAGCAGGATCC
GCTGCACTTCCCTGTCAGCTCCAGTCTGAGCGTCGAAGCGCTTTGTGGCGATGGCGTCGA
TCTCGTCAATGAAGATGATGGCGGGAGCGTTCTCCTTGGCCAACCGAAAGACGTCTCGGA
CCATGCGGGGGCCTTCACCCAGATACTTCTGAACGAACTCGGAGCCCACCACGCGGATGA
AGGCAGCTGTAGTGTGGTGGGCCACGGCTTTGGCCAGCATAGTTTTTCCACAACCAGGAG
GTCCGTACATGAGGACGCCTCTGGGGGGGTCGATGCCGATCTGCTTGTAAAGCTCGAAGT
GCGTGAGCGGCAGCTCCACCGCCTCCCGGACCTCCTGCTTCTGGATGTCCATCCCTCCGA
TGTCGGCGTACATCACGTCTGGCTTTTGATCTGAGGTCAGCATCATGATGCTGCTGTCTG
CCTCCGGAGGGAGGACGTCCACCAGCGCGTTGCTGTGCTTGTGCAGCGCCACCGAGGCGT
TGGGCTTCAGCAGCTCTCTGTCGATGGTGCTCAGGATGCGGACGTAGTAGTTGGAGCCTG
TGGTGGAGCCCACGATGGCCGTGTTCTGGTCCACGGCCTCCAGGAACTGACCGATGACCA
GAGGGATGCTCTGTATCCTCTTCACCTCCTCCTGAGCGTGCAGGAACTCCTTCTTCAGGT
TCTTCTGCTCATCTTTGATGTACTCCTCCTGCACTTCCAGGAACTCCAGCTCCTGCTGCA
GCTTCTTGTATCTGGAATAAAGATCCTCCAAGTCTTCTGGTTCTGGTGTCAGGAAGGACA
GGCCAGTCTGGGGTCTGGAGCTCAGGACTGGGGGCATCTCGTCCAGACTCTTCTCCACCG
TTACCATGTCCTCCATGTTGAGCTAGGAACTAACGTAATGCCCCGGCCATAAGGCCCGGG
>CL354Contig1
GTAACTAAGCAGAACATGTTTGTGGAACTGCCATGCTACCGGCCTCCGTGTACTTTCTGT
CCAAACAGTGGCTGTTTAATCGCTGCGTAGCTGATTCGGGGTAAGGGGGTGAAGGTTTCT
GCGGTCAAAAGCTTCTGCTGTTGTACTGGAATGAGGACTGAAAAAGCTCAATAGTTGCTC
TGGTTTTGATTCCTGTAGCCGCCTCGTTGGTAGCCTCCCTGGTAGCCACCCTGGTATCCT
CCCTGGTAGCCTCCCTGGTAGCCTCCCTGGTAGCCTCCCTGGTAGCCTCCCTGCTTCTGC
TGGTAGCCACCTTTCTGATCTCTCTGGTAGGACTGCTTCTGCTGGTAGCCGCCTTTCTGA
TCTCTGTTGAAGTATCCTCCATAGACTCCCTGTTTGAGGTCGAAGACGCGCTCGTTGTTC
TCCACCAAGCTGCCCAGCTTCTCTGCCAGCTGCAGAGCCATGTTCTGCAGGGAGGTGGGC
TCTGTGCGGTGCATGACCACCGTCTGTGTGGGCTGGTCCAGGGAAGCCATCAGCTCCTCG
TTGATGATCATCTTGCTGATGATGCTGTGAACTGTGGGCATCTCCAGCTGGAACATTTCA
GACAGAATCTCCATGCTGATGGAGTCGTACACACTGCTGTATGTGAACAGATAGGTCCTC
AGAGACTCCTCCTGGATTTTCCTGACGAGCATTTCTCGCACTCGTTGCGTCTCCCGGAAC
AAGTCCCACACTTTGCTGTTCATCTTCTCGTTGATGA
>CL354Contig2
AACTAAGCAGACATGTTTGTGGAGAAATGCCATGCTACCGGCCTCCGTGTACTTTCTGTC
CAAACAGTGGCTGTTTAATCGCTGCGCAGCTGATTTGGGGTAAGGGGGTGAAGGTTTCTG
CGGTCAAAAGCTCCTGCTGTTGTACTGGAATGAGGACTGAAAAAGCTCAATAGTTGCTCT
GGTTTTGATTCCTGTAGCCGCCTCGTTGGTAGCCTCCCTGGTAGCCTCCCTGGTGGCCAC



CCTGGTAGCCACCCTGGTAGCCTCCCTGGTAGCCACCCTGGTAGCCACCCTGGTAGCCAC
CCTGGTAGCCTCCCTGCTTCTGCTGGTAGCCACCTTTCTGATCTCTCTGGTAGGACTGCT
TCTGCTGGTAGCCACCTTTCTGATCTCTGTTGAAGTAGCCTCCATAGACTCCCTGTTTGA
GGTCGAAGACGCGCTCGTTGTTCTCCACCAAGCTGCCCAGCTTCTCTGCCAGCTGCAGAG
CCATGTTCTGCAGGGAGGTGGGCTCTGTGCGGTGCATGACCACCGTCTGTGTGGGCTGGT
CCAGGGAAGCCATCAGCTCCTCGTTGATGATCATCTTGCTGATGATGCTGTGAACTGTGG
GCATCTCCAGCTGGAACATTTCAGACAGAATCTCCATGCTGATGGAGTCGTACACACTGC
TGTATGTGAACAGATAGGTCCTCAGAGACTCCTCCTGGATTTTCCTGACGAGCATTTCTC
GCACTCGTTGCGTCTCCGGGAACAAGTCCCACACTTTGCTGTTCATCTTCTCGTTGATGA
TAAATGAGTGGCAGGTACGCCAGTCGCCCATCTTCATGGCTTTGCTGGCCGCCACCACGT
GCTCCCTCATGCTCTCTGGGGGTCCCAGCAGCGGCTGCCTCTCCCCCACCCTGAGCTGGT
GATGGAACTGCTTGCTGATCATTCTGCGTCGAGCGTCGAACTCGTGTGCAGCCATGTAAG
GGATTTCCAACAGCATGGCTGACACCAGGTACACGCACTCCAGCAGCTCCAGGTTGATGT
GCATGTGGAAGGGAACTTGTCTTCTCTTTTCAATCTTTTCTTGTTCTGCGTTCCTCTCCT
GCATGTTCCTCATGAGCAGACCCTGACCCAGGAGCTCCTTGGCCCGTCCAGAAGACTGGA
TGTCCAGCAAAGCGTTGTGTGCGTCTTTAATCATACCCTGCCTAAAGGCACAAATCCCAA
GCTGGACCATGGTTCTGTTATACAGGATCTGCACAGGTGGGTCAGAATGATGGATATTGT
CCTGCAGGTGGCTCATGAGCATCAGGTCGCGGGCCTGGTACCAGCGTGAATGGAGAGCGT
GATGGTAGATGTGGCAGAGAATAGCACATGTGCGGATGCGGTCGGTGCGATCCTTGGCGT
AGATGAACTTGCAGAGGCGGTCCATGATGAGAGCGCTGTCCTCCCCTTCGCTCTCCTCCT
GGTCCTGCTCTGACTTGGTCTCTCCCTGCAGACCCAGGCTGCGCCTGTGGGCTTTGTAGT
CAAACTTGTAGTAGGTGTGCATGATCCTGCGCAGGTAAACGCGGCAGATCTCTTCGGTTG
AGCCTTTGTTTTCCAAGTATGTGAGCAGCCTGTCGACTATTCCGCAAACCCGCCCCTCGT
CTTTCAGATTGTCAACATATTCTTGGGAATGAGGGTCGGTGTTCTGCATGATCTTGGTGA
ACTCTTCATCCATTCTCTCCACCAGAGTTAAGACACACCCACGCACCCGAAAAGGCTGGT
CAGAGACGGCGAGGTTCTCGCTGTCTTCTGCGATGTTTTCCCCGATGAAGATGTTATTGT
TCTCAAACAGGATGTCCAGCAGCTCATCAATGCATTCCAGACACTTCTTCCACATATCAG
CCTTCATGAAGGCAGCCAGGTTGGGGTTGTAGTCGTACAAAGAGGCGATAATGTTGAATT
TAATCTTGACCAGGATTCCTTGGCCCAAGTTGTGTTCTGCAGCGATGGCTGCCAGAGCGT
GGAGCAGCTCGATCTGTGCAGCCCTGTCTGTGCCCTTCTTGCCTCTCGCCTGCAGGATTT
CATTCAGCTTCTTCACAACCACTGTCGTGTTGATCTCTGTGCCTTTAGCAAACATCTTGG
GCTTCTCCTTTACCAGAGGGACGCCGTACTTGACCTTCTCCCAGCCTCCTTCAACCTCTT
CCCCTCCATCCTCCTCCTCTTCCTCAATGTGTTTCCTTGCTTTGGCCTTGTCCCTCCTCT
TTGATAGCTTCTTGATCTCGCCTTTATCCGATCCAGTCTTGAGGAAGGATTCGGCCATGG
ATTGCCTCTTAGCTTCCCCATCAGAGCTTTCGCTGTCACTTTCCTTGGACTCTCCACTCC
AGCCTTCATCGTCGTCATCATCATCATCATCCTCACCACTGGAAGAGGACTCGTCCCCAG
AGCCCTTTGCCGCCTTGCCGGCTTCATCCGGCTTTTTCTTTAGGAAGGACTTAGCAGAGA
CGCCGCCGGCTTCTCCCTCACTTTCACTAGAGGAACCAGACTCCTCCTGCTCCTTATCAT
CCTCTTCATCAGCAGATTCCTGGGGGTTCTCTTTGTATGCAGCTATTTCTGTTTCAAAGT
CCCGGTTGTACTTGCGGATCTTCTGGCGCAGCGTGCTGAGGGCCTTTGCGTTATTTTTGT
TCATTTTTTTCTTGCCATCCTTGTCCTCCCAAAGCTGGTTGAGATAATCCTCCAGATCAG
CCAGAAGACGAATGTAAAACGACGGAACGCCTTCTTTGTCCACTATGTTCTTGCTTTTAA
GGAACGCTCGACACAGCTGCTCAAACTCCTCCAAACATTTGGCCATGTCGCGGATCTTCA
TGGCGTTGCGAATCGTCTTTATGAGGTTCGTCAATTCCTCAAACCTCTTATCTTTGGCGC
TGCGCACCACCCTTTTGGTGTCCTCCTCGTCATCACTGAGCAGCAATGATTGCTTCAAAG
TAGTCCCGGGTGCTTTGGGGGTGATCTCATCGGCGGATGAGGACTCCTCACTTTCACTGT
CAGACCCGGTGGCAAAGAAACGAGACATTGCTCAAGGGTGAGGTCAATCTATGTTCTACT
GCAAGATACAATGTACGTAGCCTTCACAAGTTTATCGGCTTTGAAATCCAGTTTTGCAGC
GAGGTCGTCACGAAAACAACGTGCGAGTGGCGAGCTCGGTCTTGCCGGGTGCTGGTGTCG
TTTCTCAATCCAGCCACGCATCCC
>CL355Contig1
CATGGACAGGAGAACAAAGAATACAGGGATGGGTCAGAACAAACAAGCACCGTTGAGACG
CTCAATGCACTCAAAACAACCCCATTCTGTAAAAAAAAACATAATCTAAAATACTCGATT
GCTATAAAAAAAAAGAAAAACAAAAAGACTAAATGTCAAAGCTTAAGTCCATTGAACGAA
AAGCTGGAGCCGGTCCAAACAGCTCCCTTAAAACCGGCGGTTTCTTCTATTTCCTGTCGT
TTGACCTGGAGCGGCTCCTGGATCGAGAGAAGGACCGAGAGGGTTTGTGGTTCCTGTCCC
TGGAGAGGGATCTTTCTCTCCTCCTGTCTTTGGAGAAAGACCTGCTCCGGCTGCGGCTGA
AGCTTCGCCTGCGGGGAGATTAGTTTTTTTGGATTTCAACAAGCTAGATATGACGAAAGG
AAGGCAGACTGCCGGCCGCGTAGGTAGAATTGGCGGAATAGGAGTGGACAGATGCTGCAA
GGTGATTAGATGGCAGGCAGATGGGGGCTGGTTGTGGCTTTTTTCCTGCTTTAATTGGTA
AGCTGACGGCTGCTGCTGGTGGGTTGTAGACATTTGGGAACATTTTACGCTGATTGGTCG
GGAATGTGAAGTGGGTGGCTGCCCTTTGGTTTAAGGCTGAAGGAGCAGGAGGTTGAGAAC
GGCATGCTGAGGAACCAATGGGCTGGTGCAACCTGACGACTGGCCAAGCCTGGGTCATGT
GACAGCACCAGCCAAGCTGATTGGGACACGACGGTCAGCAGTCGCGTGATGCTGAAAGAG



GACTAGTTGACTGAGGGTGGTGAGAAGAGGCATGGTGGTGGTTCTTCTCCTGGGTGGCGG
GCTGCTACGCCGCCTGTAGTCGTCCCGTTCCCGCGGCCGCCTGCTCCACGATGGAGGAGC
GCCGCGACTGCGGCTGCGCTTCTCCCCGTTAGACAGCTCCACGCGCACCCGGCAGCCGCA
CAGTGTCCTTCCATCCAGTTCTCGCACCGCATCCGTTGCATCTCTGGGATCTTCAAACTC
TACGAAGGCGAAACCTGGGGGGTTCCTGGCCACCCAGACGCTACGAAGAGGTCCGTAGTA
GCCAAAGGCGCGCTCCAACTCGGTTTTGTTCCCATTGTTGCCCAAATTTCCAACGTAGAC
CTTACAGTCCAGGGGACAGTCACGGTGCATGATGGAATCTGTACCGGAGCCGAAGGAATT
CACCGCTGAGAAGAACTCTTTTTCACGTGCACCCGTCTCGCCGAT
>CL355Contig2
TTTTTTTTTTCATTTTTTAAATCAGTTTTTAATTGAGACCAGTTTACACAGTATTAAACA
AAAGAATAACAATGTAAAACTTGAAAAGCAAAAATCAGACTTCCGTTTCAGTTTCTTTAA
ATCGGTTCCACAGTTTTTCCTTGCTGAACTGAGGGGCAACAAGACCACCGCTAAACATGT
GAATGAAAGGACTACATTGAAAATAGATCGGCGTTGTGAGCGGAGCACTTCACATCTCTG
GAGGTGCGTGTCAATCAAAAACAGAAGTTGGCGTTCGTACAGTGGAAACAAAGAAGAATG
TGGGAGGGAGGGCGTCGTACATTCATGGACAGGAGAACAAAGACGGCAGGGATGGGTCAG
AACAAACAAGCACCGTTGAGACGCTCAATGCACTCAAAACAACCCCATCTGTAAAAAGAA
ACATAATCTAAAATACTCGATTGCTATAAAAAAAAAAGAAAAACAAAAAGACTAAATGTC
AAAGCTGAAGTCCATTGAACGAAAAGCTGGAGCCGGTCCAAACAGCTCCCTTAAAACCGG
CGGTTTCTTCTATTTCCTGTCGTTTGACCTGGAGCGGCTCCTGGATCGAGAGAAGGACCG
AGAGGGTTTGTGGTTCCTGTCCCTGGAGAGGGATCTTTCTCTCCTCCTGTCTTTGGAGAA
AGACCTGCTCCGGCTGCGGCTGAAGCTTCGCCTACGGGGAGATCTTCTCCTGGGTGGCGG
GCTGCTACGCCGCCTGTAGTCGTCCCGTTCCCGCGGCCGCCTGCTCCACGATGGAGGAGC
GCCGCGACTGCGGCTGCGCTTCTCCCCGTTAGACAGCTCCACGCGCACCCGGCAGCCGCA
CAGTGTCCTTCCATCCAGTTCTCGCACCGCATCCGTTGCATCTCTGGGATCTTCAAACTC
TACGAAGGCGAAACCTGGGGGGTTCCTGGCCACCCAGACGCTACGAAGAGGTCCGTAGTA
GCCAAAGGCGCGCTCCAACTCGGTTTTGTTCCCATTGTTGCCCAAATTTCCAACGTAGAC
CTTACAGTCCAGGGGACAGTCACGGTGCATGATGGAATCTGTACCGGAGCCGAAGGAATT
CACCGCTGAGAAGAACTCTTTTTCACGTGCACCCGTCTCGCCGATGCACTGCCTCCAGCC
GACGGTGGAAAATGGCGTGACGGAGAATACGTTCGACTGTAAAAAGTGACCAGGATGCTG
CACCGCGAGGGGCGGGGCTTCTCTGTGCGC
>CL356Contig1
GGCCTACTAACTCGACTTCGTAACTGTCGACAGGACAGCAGTCAGCGATGGCCGACCTTG
GCATGAAAGCGGGAGACAAAGTCCTGCTGGTGTGGGCACAGCCGTCAACGCCTGCCGCCT
TGAAACCGTACGCAGAGGAACTGGGAGCTGCTGTTGGTGCAGATGGAAAAGTTTCTGTGG
AAAACATGGAGAGACTGGTGCTTTCTGCTCACCCTGTGTCCACCTATGACTGGGTGCTCT
CCTGCCTTCTGACTGACAGCTCTTCCACCCATAGTCCAGAAGCTCTAGCAGAGATGATCA
GAGTTCTAAAACCCGGTGGGAGTTTGGTCCTGGAAGAGCCAGTTACGGCCACAGAAGCAC
AGAGCGTGAGAACGGCAGAGAAGCTGGTGTCGGCGCTGAAACTGTCTGGCTTCATGTCAA
TAACAGAGGTCAGTAAATCGGAGCTCACTCCCGCCGCACTGAGCTCTCTCAGGGAGACCA
CTGGTTACCAAGGAGACGCCCTGTCTCGAGTGCGGATCAAGGCCTGTAAACCCAACTATG
AGGTGGGGTCGTCCAGCCAGATCAAACTGTCCTTCGGGAAGAAGACGGCAAACTCGGCAG
AGAAACCTGCGCTGGACCCAAACACGGTGAAAATGTGGACGCTGTCAGCCAACGACATGA
ACGACGACGACGTGGATCTGCTGGACTCTGATGCTCTGCTGGATGAAGATGACTTGAAGA
AGCCAGATCCAGCTTCTTTGAAAGCTTCAGGCTGCGGAGAGGAAGGCGCCAAGAAAAAGA
AAGCCTGCAAGAACTGCACGTGCGGCCTTGCAGAGGAGCTGGAGCAGGAGAGTAAAGGAC
AGCAGAAAGCTGACCTCCCAAAGTCTGCCTGTGGCAGCTGTTACCTGGGCGACGCCTTCC
GGTGCGCCAGCTGCCCGTACCTGGGGATGCCGGCGTTCAAACCAGGAGAGAAGATTCTCC
TCGACACCAACACGCTGACGGACGCTTGAGGTCGCGGCGTCGCCGCCTCTCCTCACCACA
TTCCTGTTTCCACAAAGTCTCCGCTAAGGTGACCCAGTCCACATTTAGAGACGGGATTTG
TAAGTCTGCTTCATCCACATGAGGTCGGATCAGATCAGAAGTTTGCTCTGACCCATACGG
ATCCATGGAAGCAGGTTCAAAGCCGTCTGTTTCTTTGTATCTTTATGAAACATTAAATCC
CATCTTTACTCACAGCAAAAAAAAAA
>CL357Contig1
GTGTAGCAGGAGTCAGCTTTTATTTGGGTGTTAGATGTACAGCGGAAGCAGACCTAATGA
TCTCCAGTCTGAGTCGGTACACTTTAGTTTAGCTGCCACGTTGCACCGGCGTGGAAACGT
GTGTCTATGCAAATGTCAAACCATAAACTGACTTTTATTTTGAAATCTGTTCAAAGAGCA
AATGCATGAATGGCCATGTTGAGTAAAAACCGCTTCCCCTCATGCTGAAGGTGATTCTGA
ATCCAGACGGATCTAATCACAGCTGTATTCTATGCCTGGTGTCAATCAGCCTGCTCCATT
TAAAGACAGCTGTTTCACCGCCCCTCCCACCTAATTATCAATGCCCCTCCTCTGCAGGCT
CATCAGCTGCAGCATCAGGCTGTGGGTACTGGAAGCGAGCAGGGTCATAAAGGTCATCCC
TGGGGTCATACGGGTGGGGGAAGTAGTAGTAAGGGTAAGGGTGTGGGTAGGTTAGTTTCT
TTTCTTTGGGAGCGGGGGGTAACGGCTCTTCTACCGGCTCCTCCTCAGGTGGGGGAGTTG
GTGGAGGCGCCTCGATCTTTCCCTTGATGGACCTGGGAGGGTGGTCGATCAGGCAGTCGG
GGTCCCAGTAGGGGTCGCAGTCATACTCCATGCCCTTGAAGGCACGGACAGGGACCACGG



GGGTCTTCTTGACGTAGACTGGAGGTGGAGGTGGAGCAGACTTCTTTGGAGGAGGAGGAG
GAGGAAGATGTTTCTGCACTACCACGGGGGCTGGTGGGGCCTTCTGAGGGGTGCAGTGGG
GGTGGTAGCGAGGGTCACAGAGTACAGGCACGGCGCCTGAAGGCAGGTAGACGATGTGAG
GCTTGCAGAGGGGGTCCTTGCTGTTGCAGAGGAAGAGCACGTCAGCCTGAGACATGGCGG
GGGGAGGTGGAGGAATTATCGGGGGTTCTGTGGGCTTTGGGAGCCCTTTCATGGGAGGAG
GCGGAGGTGGGAGTTTGCACGATTTGTCAGTAGCTGGGTCGCACTTGATCTTTGGCACGA
GTTTGTTCTGGTAGTACGGGGCGTCGGGACCGTACGTCTGCTCCAGATACCTCATCTGCT
GGTAGAGCATCCTCAGCTTGTCGATCTCATAGAGCCCCTCCACGTGTCCGATACTGCTGT
AGTATCTGTAGTAGGACTGGAAGTCTGGGTTTCCTCTGTGCCACTTCGGTTCCACGTTAC
GTCTGGGTCTGGAGTGAGTCAAGAAGCCGTTGGCTTTCTCTGAGTCCAGGCTGAGTTCGC
TCACAGGAACCATTGCTTCCTGCTGGATGGCGCTCAGCAGAGTCTTGGCCTCCAGGTGGC
CTGAGATGAGCAAGAGGCAACAAAGAGGCCCCAGCACACACAATGAAGAAGTCATTTTGA
ACCCCTGGTTCAGGAGGCCGTCTTG
>CL358Contig1
GGTGAAAGGTTCGGATCAGAACCGCTCTGGGTTCGGCTTTTGTGCTTCCGTGTCCTACTT
CTCCCGAACAACCTGAGTCCAAACGACGGTGGAGCGGTGAAACAGCGGCACCATGTGGCA
GATCTACAGCAGATCCTTGTCCTAAAGAGCGTCTCCACCCCTGTGTGTATAACCATCAGC
ACACGGGGGTTGGTTGGAGCTGCTGTGTTTCCAGCAATCCAGTCACGCTGGTTTGACATC
ACACAGCCCCCGTCTCTCTCCCAGCATGCCTCTGAAGAACAATGAGATTTATTCAGCAAC
CTGAAGCTGCCTGAAGGGACGAGAGAAGATGGAGCTACAATTCCTCAGGAAGACTCTTTT
TTTAGTGTTAATCAGATGTTTTCATCTCTGCTGGTGTTTTGCTAAAAAAAAACATCATTT
CTAGTTTGGAAATGCAGCTCATCTGTCTAGATTTATTGCAAAGTTTTATGTTTATTCATT
CCATAAGTTAGAATGACTTCTGTAGAGTTCTTCTTCACATCCTGTTCTGTTTCAATAAAC
CATGTTGTGACAAACAAAAAAAAAA
>CL358Contig2
TTATTGAAACGAACAGGATGTGAAGAAGAACTCTACAGAAGTNTTCTAACTTATGGAATG
AATAAACATAAAACTTTGCAATAAATCTAGACAGATGAGCTGCATTTCCAAACTAGAAAT
GATGTTTTTTTTTAGCAAAACACCAGCAGAGATGAAAACATCTGATTAACACTAAAAAAA
GAGTCTTCCTGAGGAATTGTAGCTCCATCTTCTCTCGTCCCTTCAGGCAGCTTCAGGTTG
CTGAATAAATCTCATTGTTCTTCAGAGGCATGCTGGGAGAGAGACGGGGGCTGTGTGATG
TCAAACCAGCGTGACTGGATTGCTGGAAACACAGCAGCTCCAACCAACCCCCGTGTGCTG
ATGGTTATACACACAGGGGTGGAGACGCTCTTTAGGACAAGGATCTGTGTGGAGAAAAAG
AAAACTGGTCTGATGGCGTCAGACTGACGTCATTCTGCTGCTGTCTTCAAGCAGGAAGCC
AGAGCGACGACGACTCGCTGCAGAAAAATCAGCTCAGACGAGAGTCTGTGCTTCTGCTTC
CAGCAACAGGACGGACAGAACCCACATGGACCTAAATTCAATAAGAAGAACCCATCAAAG
ACCAGGATTATACACTTTCATTGGTGCGGAGACGATCCTGAGTGGCTTGCTTCCCTGTTG
AGAGCCTGTCGGCTCCTGGTTGAACTAAATTCTGACCATTTCCTGCTTTTTCTCCAATAT
GCTGCCTCTGAAATTCTTTAAATACATTGTGAGCATCTGTGAGGTAAAATTCTACTTCAA
AAATCCTGTTTCTAAACACAAAGATACAGTCATGTTTAATGCAGAAAATACCTGCTGTAG
ATCTGCCACATGGTGCCGCTGTTTCACCGCTCCACCTGGAGATTCATTACATGGAAGCGT
TGCATTCAACGTCGTTTGGACTCAGGTTGTTCGGGAGAAGTAGGACACGGAAGCACAAAA
GCCGAACCCAGAGCGGTTCTGATCCGAACCTTTCACGCTGGAGTCCAGTAGGTGAC
>CL358Contig3
CGGCACGAGGCTTTATTGTTTTTTAAATTGCTAAACTTTTTCGAGGGAGATTTTCTTTTT
CGGACGTTCCCTGAATGTCTCGGACTAGTCACCTACTGGACTCCAGCGTGAAAGGTTCGG
ATCAGAACCGCTCTGGGTTCGGCTTTTGTGCTTCCGTGTCCTACTTCTCCCGAACAACCT
GAGTCCAAACGACGTTGAATGCAACGCTTCCATGTAATGAATCTCCAGGTGGAGCGGTGA
AACAGCGGCACCATGTGGCAGATCTACAGCAGATCCTTGTCCTAAAGAGCGTCTCCACCC
CTGTGTGTATAACCATCAGCACACGGGGGTTGGTTGGAGCTGCTGTGTTTCCAGCAATCC
AGTCACGCTGGTTTGACATCACACAGCCCCCGTCTCTCTCCCAGCATGCCTCTGAAGAAC
AATGAGATTTATTCAGCAACCTGAAGCTGCCTGAAGGGACGAGAGAAGATGGAGCTACAA
TTCCTCAGGAAGACTCTTTTTTTAGTGTTAATCAGATGTTTTCATCTCTGCTGGTGTTTT
GCTAAAAAAAAACATCATTTCTAGTTTGGAAATGCAGCTCATCTGTCTAGATTTATTGCA
AAGTTTTATGTTTATTCATTCCATAAGTTAGAATGACTTCTGTAGAGTTCTTCTTCACAT
CCTGTTCTGTTTCAATAAACCATGTTGTGACCAACAAAAAAAAAA
>CL358Contig4
CTTGTGCTTTCTTTATTGTTTTTTAAATTGCTAAACTTTTTCGAGGGAGATTTTCTTTTT
CGGACGTTCCCTGAATGTCTCGGACTAGTCACCTACTGGACTCCAGCGTGAAAGGTTCGG
ATCAGAACCGCTCTGGGTTCGGCTTTTGTGCTTCCGTGTCCTACTTCTCCCGAACAACCT
GAGTCCCAAACGACGTTGGAATGCAACGCTTCCATGTAATGAATCTCCAGGTGGAGCGGT
GAAACAGCGGCACCATGTGGCAGATCTACAGCAGGTCCATGTGGGTTCTGTCCGTCCTGT
TGCTGGAAGCAGAAGCACAGACTCTCGTCTGAGCTGATTTTTCTGCAGCGAGTCGTCGTC
GCTCTGGCTTCCTGCTTGAAGACAGCAGCAGAATGACGTCAGTCTGACGCCATCAGACCA
GTTTTCTTTTTCTCCACACAGATCCTTGTCCTAAAGAGCGTCTCCACCCCTGTGTGTATA



ACCATCAGCACACGGGGGTTGGTTGGAGCTGCTGTGTTTCCAGCAATCCAGTCACGCTGG
TTTGACATCACACAGCCCCCGTCTCTCTCCCAGCATGCCTCTGAAGAACAATGAGATTTA
TTCAGCAACCTGAAGCTGCCTGAAGGGACGAGAGAAGATGGAGCTACAATTCCTCAGGAA
GACTCTTTTTTTAGTGTTAATCAGATGTTTTCATCTCTGCTGGTGTTTTGCTAAAAAAAA
ACATCATTTCTAGTTTGGAAATGCAGCTCATCTGTCTAGATTTATTGCAAAGTTTTATGT
TTATTCATTCCATAAGTTAGAATGACTTCTGTAGAGTTCTTCTTCACATCC
>CL358Contig5
ATTTAACAGACATTTTGTGTTCTGCAGTGTTTTCTTGAAGCTGTAACGATTTGTGCAAAA
TCAACATTTTATGTAGGTTTGACACTAAATGTAGCTTATTGACACATTTTAAAGTCCAGG
ATGTGAGGAAGAAGAACTGTTCAAGATTCTAACTTTGAGAATAAATAAAAATAGAAACAG
ATTTTTAACAGACGCTGTACTTTAAAAGCTAATCCACAACATGATGGTTCTGAAGCAAAG
AAAGAGTTCATCAATCATGTTCAAAGGTTGAACACAAAGCAGAAGCAGTGATGAAAAACT
CTGGGAAAAGTGTGAAAAGATCTTCAGGACGAGTTGAAGCGCCACACTTTTTGTTCTAAT
GCTTAAGCTTCAAAAAACCTTGATCCAATTTAGTTTTAGCTGACGTTTATGTGTGATGAG
AGAGTTCTGCCCTCTTTGGTGAACACATCTGTCCAGAACACGGAGAGTTCTGCAGCTGCA
GCTTTGTTTTGTCGATGATTAAGTCTTGGACCTTCTTCTCCCATGAAAGCTGGTGGGAGT
CTTCCTCTTTCTTCATCCAAAGTCAGTCAGTGGGTCGTTCTGTGTTTTTCCAGGTTTCTG
TTTCTCTCCAGGTGGAGCGGTGAAACAGCGACAAATGTATTTAAAGAATTTCCGAGGCAG
AATATTGCAGAAAAAGCAGGAAATGGTCAGAATTTAGTTCAATCAGGAGCCAACAGGCTC
TCAACAAGGAAGCAAGCCACTCAGGATGGTCTCCGCAGTAATGAAAGTGTATAATCCTGG
TCTTTGATGGGTTCTTCTTATTGAATTTAGGTCCATGTGAGTTCTGTCCGTCCTGTTGCT
GGAAGCAGAAGCACAGACTCTCGTCTCTGAGCTGATCTTTCTGCAGCGAGTCGTCGCTTT
GGCTTCCTGCTTGAAGGCAGCAGCAGAATGACGTCAGTCTGACGCGATCAGACCAGTTTT
CTCTTTCTCCACACAGATCCTTGTCTGAAAGAGTTTCCACCCCTGTGCCCCGGCCATAAG
GCCCGGGTTA
>CL359Contig1
GGAGAAGTCCCTCCCCCGTCCGCGGCTTCGCCCAGANCCGCCGCCCTTTGGTCTCCTGCT
TCAACTTGCAGGCTCATTTCTGTTTTAGTAAGAAAATACGCAGCAAGCGCCATTTGGACT
TGATACCCGGGGTCGCACCGCTGCACCATCGACTCACAAAGAGGAAGGTGGGGGAGGGGC
GACGGACGGGCCAACCAGGCTCCGCCTCCTCTTGTTAGTTCTCCTCACCCCTCTCCTTGG
TAGAAGCGTGACCTGCTTTGACTTTCTCATATGAGCGAGGTCATTCTCGGCGGAACAGCA
GGGCCCCGCCTTCTCCCACGCTGGACGCCATCGTGTTCTCGTTTCTGTTTAAGACCTTTT
TTGAATTTTCATTCACATTTTTTTTAATGAAGTAGTGTTTTGATCATATTACTTTCCCTT
TCGATCTGTTACAGCGTGGCGACCAGCTCGCTCTAGTACTAACCAGTACCAGTTACTGCG
TCAAACCAGCAGGAGGCGCCCACGCTGTGAAAGCGTTGGAGCTTGGGTTTCGGGCCGCAG
GGGCTTTGGCGCCGCCCACCGTATGCGTGAACATCCGCCTCTCTGCGGGACGACGCCCAA
ACCTTCGTTGTGTTTCGACGTTTCCTGTCCGACTGAAATAATAGCAGTTTATGTTACATG
ATGGACCCGTGAGGTCAGAGCGTCATGTTCCTCAGACCCTCGCCACCCGGTTGGTGTCGT
GGTTTGAAGGGAACCTGTCGGGGCCCGTTAACGTCAGAGGAACCAGGTCCACCTCTTCCT
TCCTTCATCGGTTTGGACGCGTTCGCTGTTGAGGCGCCTTCTGGTTTCTTTCTTCACTCG
TGTCTGATGCATCGTTGTGATTTGACGGCACACGGACGCGGCGTCGAGTACAAATGCAGT
AGATCGCCACAGAACGCCGCCGTCTGAAGGCTGGAAGTGTGGCAGGCCGGACGGGTCGGA
GGTGGACGGCCCCAACCCCGGGCCTCCAACAGACGCCTGCCGGTCTGCCGGACACGACGC
ACCCCGAGAAAAACACGCAAACCTCCTGACACATATCGCTACCTCAACGCAAAACCTCAG
CTAGAAGATTGTTCAGAAGAGAACAGAATCCAGGACGCTCACGGTTCACTTTAATTTATT
CGGTTCCTCTCCACCAGAGACGGAACAAACGTTTGGGGTTTTGGGTCCGGGCGGGACCGC
TGGAGCTGGAGCGCCTGGCCGGGACCCGTCACCGGGTCACCCTGGAGGGGCTTCAAGCCT
CGAACCCCACAGGAATCCACGCCCGGTGCTCCAGCTCGGCTCCACAGCGCCCCCTGGTAC
TCTCCTCCGGAACAACACCAGAAAACATCTCATCATTTCGTTGATCTACCTCTTAGGAAA
CAAAATAGATAAAAGCAGTAATTTCTCCTTTATAAAGCTGACAAAATGCAGAAAAAAAGA
CAGAAATTGCTGAGAGATATTATAGTTTAAAGAATAACCCGGTAGCGGCATCTCCATATA
CTGTAGTGGATAGTCTATTAAAGAAGAACCCTTCCTTCCTCCAAAGATGATTGGACTTTT
TCCCTCCACTCCTAGATGATTTCAGAAGACTCTAAGCGGGGGGGACGAAGCTCGCCGCCT
GTGATGAATTCATGTCTTTAAACCCAACATGCCCCCCGGCTCTGCTGCAGACGAGCTCCG
GTCGCCCCCCCGATCTCCCTGCTTCTGACAGCAGATTGTATCTCTTTTGTTCGGGTGCAT
TTAGCATTTTCTCCTCTGTGAAAGCCTTCATGAGCGCCAGCGCCACTTCCTCTTTCACTG
CTGATGAAAACAAAAGGACCTGTTTTTGTGCGCTGACTGCGCCGGCGCAGGCCAGAGGAG
GAGGGGGCGGGGCCCACAACACCTGTGCCCTCCTCCTCCTCCTCACCTGAACATGTGGAC
TTTCACCCTCTGCCTGCCTGATTTCTTTAGTCCTCATCAACACTCGTTTAATTCCTTGTA
AACAAACAGAGCATAGATATGAATGTGTTATAAAAGAGAT
>CL360Contig1
TTTTTTTTTTATTTTTATTTATTGGGACCTACAATTCGTAGGTTTATTTCATACTCCTAA
AAAAAGCACAATTTAGAGAAAGATGAGATTTTTATTTGCTTTTTTTGAAATCCAAACAGT
CAAATTGCATGCAATTACATTTCAAACAACTTCAGGTTTCATGGAAATCAAGGTTTTGCA



TGTTTATCAATATTTTCAACAGTAGTTCAGGGTTTTTGCTTTTTTAATGCTCATGTTAAA
TGAAGTAAACCAGGACAAAGAGACTGTTCTTTCCTTTAGGGGGCCAACATCATAGCCACG
GTTGCGCATAGGACCACATACTCGTTGAAATCGACGATGCCGTCGCCATCATTATCCAGC
ATTTTGAAAAATTGGTCCATTTCTGCTTGTTTTGGAGGAGCCCCTCCAAGCTGCTCTTTG
AGCAGATCTGTGAGTTCCTTCTTTGTCAGAGTTTTTGCATCTCCTTCTTTCCCAGCATAC
TTGTCAAAAACTTTCCTCAGAATTGCGATTGCCTCAAAGATTGTAGTCATGGTGTCGAAA
GTTTGTGGGACTTGCTTGACTAAAGGAGATGGACAAAATGGAAGTCCCCGGCCATAAGGC
CCGGGTT
>CL361Contig1
GCACACAGGTTTAGTGGCATCACCTACTTAGTTATATAGATCAGTGTTTTTCAACCAGTG
TGCCGCGGCACACTAGTGTGCCGTGGGAGATGGTCAAGTGCGCTGTGGAGAAATTGCCCT
CATTCACTGATCTAAAAACATTTTCCATCTCCAGGATTTCAGCTCTTTGTTCATCCAAAC
AGGCCCTGATAAAACACTGAGTAGTTAGAAATATAAAAGATCTTAAAATTACTTTTTCTT
TGTGTTTATTTAATTCTATTAAAGACATTTTGATAAGAATCCCGGTACCGCGATTTAGCT
GCAGCTATAACTGTGTAAGGAAAAGTCCCGCCCCTTTAACTGTCTCCGCCAATCATTCTT
GAAGGCTTAATCACATGTCATCAGTCTGACCAATCAGAAGTGGTTAAAGTCTTCACTTCC
TTGTTCTTAATTCTGCTGATAAAGTCGCTCAGTTCTAACAAAAATACCAGCTAAAGCTCA
TCTTTAGCCGTGTAACTTTCCACAGAATCCGGTGTCAGACCGTGGAACAAGTGAACAAAA
CCATGAAGCTCGGAGACGCTGGTCTTTCTGCGTTCGGCGGATAATTAACTACATCTCCCA
TGATGCATTGGGTTAATAATGACAGCGTGAGCGTATTGGCGCACAACAAGTCTCTCTTCT
TAACGTCTTGAAACAGCGAACACAAATCAAAAAGTTTTTAAATCTTCTAACTTAGCTTTT
ATTACATTTATTAGAAAAAACAGCTGCAACTTACAGCTTTTACTGCCACAATTATCACAA
AAATGCATGTGAGATCATGGAGGGACTGTGGATCAATACAGACTGTTTTTATCCTTTTTT
TTTCTCTTTTTTT
>CL361Contig2
TCTAAAGTCTCGTCTTTAGCGGTGTAGCTTTCCACAGCAATCTGGTATCAGACTGTGGAA
CAAGTGAACAAAACCATGAAGCTCAAAGACGCTGGTCTTTCCGCGGTCGGCGGATTATCG
GCACTACATCTCCCATGATGCAGTAAAGTGACTGTCTTAGCGCACGATAGACCTTTTTCC
CACTTCCGCATTTTTCGACCGGAAATACGTCAATGACGTGTAAAACAACTTCCTGTTAGC
GTAGCAGCAGATATGAAGAATGGCAGAGTCGAAGAGTTGCAGTCTCTGTTGTGTTCCAGG
CTGTTCGTCTTCCAACCAAAAACAGCCCGGCCTTTCATTTCATTATTTTCCTGTGGATCC
AAACCTGAAACCCAAATGGATATAGGCGATCCGAAGAGATGAAGGGCATAGTCTTAATGT
AAACACAGGGTAGCACCGTCTGCTGCCGGCACTTCGCTCCGGATTGTGGTGCGGCTGCGT
CGTTCGTCGCCTGAAGAGTGGTGTCGCCCCGAGTATTTTCCCTTGGAACAACTTTACTGC
TCCTCTGAGAAGGGAGTCAGTATATGACAGAACCCCAAACGTCAGGCTAAGCAGCTATGC
TGTGAAGACAGCGACATGGGGGCTAAGCTAAGGCAGTAAAGATGGATCACAACTACATGA
CACACCCACCTGCAGGTGCTCTGGATGAGGCTTTGGATTACATCCATGACTTAGAAGCCA
AGTTGTCATGGTGGACAAAAGTTCCTCGTTCAAGACCTCCTCACTGACATTGGATCTAAG
ATCATCATTCCACCTTTTAAGCTTTCAGCTCAATTCAGCAAGGAGGAAACAGAACAAACC
GCAGCCATCACCCGCCTCAGAATTATAGTGGAAAGAGTGATCAGTAAGATAAAGTCCGTT
CACATCAGGGACTCTCCTGTGCCGCTCACACTGATGGGCGGTGTGAATCAGATCTGGCTT
AACTGCCGTGTTTTGGGAAATTATCATGGACTTTTTTGTTTTGAAGAGTGAATTAATGTT
TGGTATTTAAATAATGTATAATGTGCAAATAGTATGGAAAAATTTAGTGTTTCCACATAT
TCTTAAAATCTAATTAAATATAATTGCTATATTCTTAATATTTTTCT
>CL361Contig3
AGGAGCTCTTACACTCTTTTTGGATTTGTGCATCCCCAGCTCCAAACATTGGAAGAGGCT
GGTTCAAGGATGTATAGCACCACAGGTGACAGGACAATTTAGTTTCTGTCTAAACCACTG
ATGACAAATTTGAAAAAAATCATGCAACATCATGTGAAAAAATATTGTTTGGACATGAAG
CTAGGCTATGATTGACGTAAGTCTTAAAATGGCATTGACCAAGTCTTGAATATGGCTATG
CAAAACCGCTTGGACCTAAATGTCCAAATAAGGAATGGTGCCTAGGATTGTGTGTGTATG
ACGGGGTCATAAGCCACTTTACATTTTTTTCCCCAAGTTTAAGCCTTGACAGATGTTTTC
CTACATCATAAATGAAGAACAAATGTGTGTCTACATACTCGTTTGTGTATGGTTGTGGGG
ACAAACCTCTGGAAACCCTAAATGAGTGTGAGGAACACTTGAGATTGAGGGAACATTTTG
CCCTGTTTTTCCAAATATTTTTGAGAGTTATGGCTTGGTTAATAGAGGTAGAGCAGAGTT
AGAGTCTGTGTTAAGCAGACAGTTGTTTTGGAGTAGGTTGGGGTAAACGGCTAGGAACTG
CACTGCATCAACTGCAACCCTCACAACCAGAGACAGACTTGTGCGTCTGTATAAGCATGC
ATGTCCTTGTGTTTTGAGTGAAGCCTCTATGCAGCACCACTGACAAAAAGCAGGTTTCTG
TCATTCTGAACCCTGAACAAGTGTTTATGGAACAACCTAGCAAGTATTCACACACACACA
CGCACACACAGATGTACACATCTGGGACGTACATGGACACAGACACAAACAATTTGGGGC
CCGGCGTCTTTATTGATACCATCTAATGCAGTGTTTTTCAACCAGTGTGCCGCGGCACAC
TAGTGTGCCGTGGGAGATGGTCAAGTGTGCCTTGGAGAAATTGCCCTCATTAACTGATCT
AAAAGCAATTACCATCTCCAGGAAATCAGCTCTTTGTTCATCCAAACAGGCCCTGATAAA
ACACTGAGAAGTTAAGAATATGAAATATAATAAAATTATTTTTTCTTTGTGTTTATTTGA
TTCTATTAAAGACATTTTGATAAGAATAAGGGGATACCGCGATTTAGCTGCAGCTATAAC



TGTGTAAGGAAAGTCCCGCCCCTTTAACTGTCTCCACCAATCATTCTTGAAGGCTTAATC
ACATGTCATCAGTCTGACCAATCAGAAGTGGTTAAAGTATTCACTTCCTTGTTTCGATTT
AGCGCAAAAAAAGTCTCTCTGTTCTAACAAAAATACCAGCTGAAGCTCGTCTTTAGTGGT
GTAGCTTTCCACAGAATCTGGTATCAGACTGGAACAAGTGAACAAAACCGTGAAGCTCAA
AGACGCTGGTCTTTCTGCGGTCGGCGGATTACGGGCACTACATCTCCCATGATGCAGTAA
AGTGACTGTCTTAGCGCACAATAAGTCTCTCCTCTTAACGTCTTAAAACAACGAACACAC
ATCAAACAGTTTTTGAATCTTTTGACTGAATTTTTAATACATCTTTTAGAAAAAACAGCT
GCAGCTTCCAGCGTTTTCTGCAACAATTATCACAAAAATGCATGTGAGATTGCAGAGCGG
CTGTAGATCAATACAGACTGAGCTTTTTCTTTTTTTTTATTTATCTATTTTTTGGGATGC
TGGTGTGCCGCGGGATTTTTGTCAAGGTTAAAGTGTGCCGTGGCTCAAAAAAGGTTGAAA
AACACTGATCTAATGTACTGATGAGTTTGTCTTTTAATGTCTGCCTGATGTCACATCCTG
ACTTCAGTGCTGTGCGATCTAACAATGTTTAAAACAAAACAAAAAACAAAAAAGAGACAA
CATTCAGAAAGGAGTCTTACGGTTTAAAAATCATACAGCTAAAATTAGTAGGTTTGGTTT
CACACTAGCTGTTGTTTCTTGCAAACAACATTTAAAACAAACAAAAAAGGTCCATGTTAT
GAGCATTGTTGTACCCGACGGGGTTAAAAAAAGCAAGTAGAGAGGGATTAAAGGAAGCAG
AACACCTGAGTCAAAATCAGCCCGAAGGAAAGCTAGATATAGACTATAAGAGCGATGTTG
CAGCAAGTCTGTAAAGATATTTACATTTGTCTGCCAAATAGTCTTTTGTTGTTTTGTGAT
GCTTTTGAAATGTAAATGTACGTTAAAAGCGTGAGATGGAATATTTGTTTGTGGGGCTAT
AAAGGTAAGGCACTGGTTTTGTTTTCTGACATTACATGGAGGACAAGGAGACTCTGCGGG
TCACCGTTTGGTAGAAGACCCCGGCCATAATGNCCGGGTTTA
>CL361Contig4
ATTTTTATAGTTAGTTATATTCTGGCAGGTAAAGGTATTTCTCTCAGCAATTGCCACAGA
TTTACCTTCTATGACTCAAGTTTGGGATGCGTCACAATGCCGTGACAGGTATGGATACCA
TGTGCATGTGTCATCTCTAGAAACTTAAGATAGGCCTCTAACCTTTTACTTCCCTTATCT
GTTACAGGTCTCCGAGTGTTCCTTTTTTTATTACATCAGTGACACAAACTCACTTTATTG
TCTTCTTTATTTCTATTATGTCTGGGTGGATAACAAGAGGGAAAAATAATGACAATTGTC
CTTCAGAGAGCAAGAATACACTGGCAGTTTAAAACAACAACACGTCTGATATTATTAGAC
ATTTATACCAAATGCAAACTAAAACAATATTGAAATAGATAGATGTTGTTGGAGCTGACA
GGGTGGTTTCTGTACTGAAATGCTCTTGTGTGCAAAGTTATGTAATGACAGACTGTCCTC
TATAGCAGTGTTTTTCAACCTTTTCTGAGCCACGGCACACTTTAACCTTAAAAAAAATCC
CGCGGCACACCAGCATCCAAAAATAAAAAAAAAAGGAGAAACTCATAGTCTGTATTGATC
TACAGCCCCTCCGCAATCTCACATGCATTTTTGAGATAATTGTTGCAGAAAAAGCTGGAA
ACTGCAGCTGTTTTTTTTTCTAAAAGATGCAATAAAAGATAAGTTAGAAGATTTAAAAAC
AGTTTGATGTGTGTTCGTTGGTTTCAAGACGTTTAACAACAGATCTCCTTATGCGCTGTC
ACTCTCACAACCCAATGCATCATGGGAGATGTAGTGCATAAAACGGCAAAAGATCGCGTC
TCGGAGCTTCATGGTTTTGTTCACTTGTTCCACGGTCTGATACCGGATTCTGTGGAAAGC
TACACCGCTAAAGACGAGCTTTAGCTGGTATTTTTGTTAGAACTGAGCGACTTTACGAGC
TAAATCGGGACAAGGAAGTGAAGACTTTAAGCACTTCTGATTGGTCAGACCGATGACATG
TGATTAAGCCCCTCAAGAATGATTGGTGGAGACAGTCAAAGGGACGGGACTTTTCCCAAA
TACAGCCGAAGGTGCAGCTGAATCGCGTCATTCTTATTAAAATGTCTTTAATAAAATAAA
ATAAACGCAAAGAAAAAGTATTTTACGATCTTTTATATTCCTAACTCCTCAGTGTTTTAT
CAGGGCCTGTTTGGATGAACACAGAGCTCAATCCTGGAGATGGGAAATTTTTTTGATCAG
TTAATGAGGGCAATTTCCCACGGCACACTTGACCATCTCCCACGGCACACTAGTGTGCCG
CGGCACACTGGTTGAAAAACACTGCTGTAGATGAAGTGATGTGCTGGGTTCCTCCTCTGT
GATCTGAATCCACTGTGTCCAAGCTGCACATGTACAGATGTGTGTCCTTGTACTCGTGTT
GAGTCGCAGAAGAAGAATCTCAGAAAAAAAGTCTCACCATCCATGAGTATCACAACATAT
CTTCCTCACTTATCAATTTCACATGGTTTGGTATTTTTTTGAGAATATAAATGTAAAATA
TATAAACTGAGATAGTTATATCCTACATTATGAAATGCTGTTCTCCTGTACTAATAGTAA
TAATATATTGATGAAGAACTCACAATAGAATCATTGCTAAAATTGTCTGTCCCTCTGATA
TATCGTGATATTTTGTGCAAGATGACAGATTATTGGATCCATGTATAGAAAAATGAATGA
CTTTATGAATCTTACTATAGAGCTATCTAAAATACTATTTACACTGAGAGCCTCGGTGAG
AACTATATATTTTGTGTGAGAAGTAACATTCAGATTGATAATAAATCCAAACAGAC
>CL361Contig5
GAATCGCTTTCAGTCACCCAACATCCTGCGGTCTGTTTGGGATCTGCATCATTAATGAAA
ACTCTCCACAGCCGGAGTTCCTGGTCGTCATGGAGTACTGTGAAAAAGGAAGCCTTCGGC
AAGTTCTGGACTCGGACTGTGAACTATCCTGGACCAGGAAAGCTCGCATGTGTCTTGATG
TGGCACAGGGAATCTATAGGCTGCACCAAGCAGAGCAAAACTTCAAGGTTCATGGAAGCA
TCAGCAGCAACAAATTGCTGGTGGATGAAGCCTACAGAGTCAAGCTGGGAGGCTTTGAGC
TTTCAAAAACAGAGACATCACTTCAAAGGTCGGTGAAAAAAACCGCACTGGAGTCAACTC
TGTGCTATGGCGCCCCTGAAATGCTGGATAACCTCAACAAGAAATTCACCAAGGAGTGTG
AGATCTACAGCATCGGGATTGTTCTCTGGGAAATTGCAACTCGGAAGAAACCATTTGAAG
GTTTAAAAGAAGACCTCATTTATCAAAAAGTGTGGACAGAAAAATACCAGGAGCCGCTTC
CAACTGATTGCCCTGAAAATCTGCAACAGATGATCATCGCCTGCCGGGCTCACGAACCCT
TTGACAGACCATCAGCTGGTGTGCTCATGGATAAACTGCGCTTAGTGGTGGCCCAGCTGG



AGGAGTGAGACAGTGATCATCGTAAAGAGGACTCAAACATGCAGCTCAAAGCTGTGCAGG
GTGTTCTAGAGCAGTGTTTTTCAACCTTTTCTGAGCCACGGCACACTTTAACCTTAAAAA
AAATCCCGCGGCACACCAGCATCCAAAAATTTAAAAAAAAGGAGAAACTCATAGTCTGTA
TTGATCTACAGCCCCTGCACAATCTCACATGCATTTTTGAGATAATTGTTACAGAAAAAG
CTGGAAACTGCAGCTGTTTTTTTCTAAAAGATGCAATAAAAGTTAAGTTAGAAGATTTAA
AAACAGTTTGTGTATTCGTTAGTTTCAAAACGTTTAACAACAGATCTCCTTTTGCGCTGT
CACTCTCACAACCCAATGCATCATGGGAAATGTAGTGCATAAAACGGCCGAAGATCGGTT
TTCGGAGCTTCATTGTTTTGTTCACTTGTTCCACGGTCTGACACCGGATTCTGTGGAAAG
CTACACCGCTAAAGACGAGCTTTAGCTGGTATTTCTGCTGGAACTGAGTGACTTTATGAG
CAGAATCTGAACAAGGAAGTGAAGACTTTAACCACTTCTGATTGGTCAGACTAATGACAT
GTGATTAAGCCTCCAAGAATGATTGGTGGAGACAGTTAAAGGGGCGGGACTTTTCAGAAA
ACAGCTGACGCTACGGCTAAATCGCGGTACCGTCATTATGATCAAAATGTCTTTAATAGA
ATCAAATAAACACAAAGAAAAAAGTATTTTATGATCTTTCATATTCCTAACTACTCAGGG
TTTTATCAGGGCCTGTTTGGATGAACACAGAGACCAGGGGGGTATTCCAGGAAGCATGTT
TAAACTTCCCTGACTTTAACCCTGAACTCTGGCTGAAATC
>CL362Contig1
TTTATTNCTTTGATGACGTACCAGTATTCGCCACGCTCAGGACAACATCTTGCATGTGAT
TTTTAAGACTGTGGTGGACTCCCTGTCCATGCGTTTAAATAGAAACACAGGAAGAAAATT
AAAATAAGAAAAAAAAAAAAAGGGTATCACACATTTAACGCATTTTAAGGAGGAAATAAG
TCACCCAGAGGTCTGCAGCAGTAAATATTGTCATCTCTTTCAAATAGATCTGGACTTTTA
TGTGTGTGGGTTCGTTAAACTCAATGTTAACAGAGTAGGAGTACATTTTGTGGATCACAT
TCAGATGCCTCTTCCCTCTTCCTTTATACTTCAGTGTTGCTGGCAAAGAGTCGAGTCCAT
GTTTGGGCTGTCTCAATGGCATGCATTTCATGTTTCTTCCACTGTTCTGCAACATCGTTC
GCCAGCGGATCGTCTGGGTTGGGAGCACTTAATAACGCCTGGATAGATAGCAACACTGTG
CGGATCTGCAGGGCTGGGGACCACTTGTCTTTCAAAATGTCTAAACATATTCTTCCCAGT
TTGTCGACATTGGGGTGATAGATTTTGGTCATGAATCGCACTTTGGGAGCTGCCATGGGG
TACTCTTCTGGAAGAAATAGTTCTAGTTTAAACGTGCCTCCCTCATAGGGAGAGTCTTGA
GGTCCTGCGATGATCACGTGGAAGTAGCGAGCGTTTCCTTCATCAGGCGTGGCCGTGATC
CCTGGAACCGGCTCTGCCATCAACCGTTGTGTCTCCTTTATAATCCTACGAGGCAACCCG
GCCATCTTGTGTAGGGAATTATATTTTTAGCCGTAGACTCGCTTTCTCTTCGGGTTGGGT
TGCCCCGGCCATAATGCCCGGGTTAAACG
>CL362Contig2
CTGGGAAGAATANGTTTAGACATTTTGAAAGACAAGTGGTCCCCAGCCCTGNAGATCCGC
ACAGNGTTGCNATNTATCCCGGNGTTNTTAAGTGCTCCCAACCCAGACGATCCGCTGGNG
AACGATGTTGCAGAACAGTGGAAGAAACCTGAAATGCATGCCATTGAGACAGCCCAAACA
TGGACTTGACTTTTTGCCAGCAACNCTGAAGTATAAAGGAAGAGGGAAGNGGCATTTGAA
TGTGATCCNCAAAANGTACTCCTACTTTGTTAACATTGAGTTTAACGAACCCNCNCNCAT
AAAAGTCCANATTTATTTGAAAGAGATGACAATATTTACTGNTGCAGACCTTTGGGNGAA
TTATTTCCTCCTTAAAATGNGTTAAANGTGNGATACCCTTTTTTTTTTTTTCTTATTTTA
ATTTTCTTCCTGTGTTTCTATTTAAACGCATGGACAGGGAGTCCACCACAGTCTTAAAAA
TCACATGCAAGATGTTGTCCTGAGCGTGGCGAATACTGGTACGTCATCAAAGAATAAATG
TATTAAAGCTGTCCTCGTTTTAAACCAGGCGTTGTTTGTCAGCACATCTGTATGCCTTTG
AGTCTGAAAGCGTTGAAACAACGGGGTTTGAACAGTTGCACATCCAAAAGGAAGAGCAGC
ATTCGATGGTTTTCATCTTCAAACAAACAAACAAGCAAAAGTCTCTTCCAAATCTCTTTT
AGTCTCATATTTTGTAGGTTCAGACTTTTTGAGCTCACAGGCGGCAAAAATCATTTCTGT
TATCAGACAGCAGTAAAAAAAGAAAAATAAAAGGACAAGCATTTCAAAGTTAATGACCCT
TCCTGAGGCACCAGTTTTACATTTACAGCTGAAAATATTCTGTAGAAAATAAAAGGGAGG
GTTGTTTTCAAACTTAAAAACGAATCCTGTGTTTAAGACTGAAGCTCGCAGCGCAGAGGT
CCAGAGGATGAAGATTTTCAAAATAAATTTTTTTTTTTAAACTGCAGGAAGTTTGATCTT
GTTTTTACTTTATTTACTGTTCGTACCTCTTGACCAGGTCTCTCGAAAAACAGTTTTTTT
TTATCTCAAGGGACTTCCTGGTAAATTAAAGGTTCAATAAAAATATAGCTGACNNN
>CL362Contig3
TTTATTCTTTGATGACGTACCAGTATTCGCCACGCTCAGGACAACATCTTGCATGTGATT
TTTAAGACTGTGGTGGACTCCCTGTCCATGCGTTTAAATAGAAACACAGGAAGAAAATTA
AAATAAGAAAAAAAAAAAAAGGGTNTCNCNCNTTTAACNCATTTTAAGGAGGAAATAANT
CCCCCAAAGGTCTGCANCANTAAATNTTGNCNTCNCTTTCAAANAAATNTGGACTTTTAT
GNGNGGGGGTNCGTTAAACTCANTGTTAACAAANNAGGANNACNTTTTGGGGATCACATT
CAAATNCCNCTNCCCNCTNCCTTTATACTTCAGGGTTGCTGGCAAAAANNCAAGNCCNTG
TTTGGGCTGTCNCAATGGCATGCATTTCAGGTTTCTNCCNCTGTTCTGCAACATCGTTCN
CCANCGNATCGNCNGGGTTGGGANCNCTTAAAAACCCCGGGATAA
>CL363Contig1
TCAGCAGATGAAGTNTNTATTTCACNTTTAACAGCAAACATCGTTACAGCTTCTACAGAA
AAACATGTCAGCAGTCTGTCAGGAAACAAAGATCCTCGCTGCAGGAAGAGCATCACTTCA
CAAAAAAAATTATTCCTGAAGCCAGGAAATCAGAAACGGTTAAATCTAGTTTAGTCTTTC



AAACATGATCTTCAAACACCCCCCTCCCCACCCCCATCCCCATTTCAACACCAGCAGATA
TGAATGAGATGGAAAGGATTTGTGTTTTGTACTCCACATACGTCACTAGTTAGCTTTGTC
CTCCACCCCCCCATGCCCCACTCTTCTCTCTCCTGCTCCCCACCCCCGTCCCATCTGGTT
GAGCTCTCCGTTCAGCTGCTGATGATGTGCCCTCCCCAGGTCTCGTGCTTGGTTCCCGGT
TTGAGGTGGGTGATGGCGACCTCCACCGCCTGCACCTTCTCGTGTTTGGGGGGGATGGCG
CAGACCTTGTAGCTCACTTCGTCTCCTTCCACCGGCACATACTCTCCTTCAATGTCAGAG
ATGTGGACGAAGATGTCGCTGCCGCCATCCGACGGCGTGATGAAGCCGTGGCCTTTGGAG
CGCGAGAAGCATTTACAGACCCCGGTGAAGACGGGACCCTCTGAAGCTCGGGCCGTCGCA
GAGTAGGTTCTGTTCCTGCGGGTGGGCAGGGGGCTGGGGATGAGGTAGCCTCTCATGGGG
GAGGAGGAGCGTTCTCTCTGCCTGCCGGCCGGAGGCCTCAGGGACTCAGGAGATGTTGGG
GATCTGGGAGAGGGCATCGGCGGGGTGGTGGGTCGGGGCTCCTGGATGGGCGCGGCCTCA
GACGACATGCTCACTCGAAAACCTCAAAGCAGCAAACACCCTGATTCCTTCAACTTTTGT
GGCTCCTCGAATCCCACTTCCACTCAGGAAAAAGGAAGACCGCCTGCTTTGTTAGAGAGG
TGAAAGTTTTCCCTTCACTGCGCGAAGCGTCACCGAGCTGACGGTCATTCTCCAGGAGCC
GTAAATCGCTGCTCCTTTGATGGCCCCTCCAGTTTTTTTCCCCCGGCCATAA
>CL364Contig1
TTCGGCACGAGGGTGGTGTTGTGAAGCCGGAGCTGAAGCCGGGTCAGAAGACGGAGACTC
TCAGCTCGAAGCGCCGCTGCTCCCAGCCGCAGGATGCGACTTTTGCTCTCAGTGCTGCTG
CTCCTCGCCCTCGCGCTCGGCGCCGAGGCCAACAGACGAGCCAAAAACCACAAAGGCGGA
AAGCATGACCGGTCCCGACCCGCCTCTGAGTGCTCACTCGCAGAAACCCAGTTTGGGAAG
TGTGTGCCGGAACAAGGGGACTGTGGAGAAGGCCTGAGGGAGGCCACATGTGACGGCCGC
ACAGAAAAGATCCACTGCAAGATTCCCTGCAACTGGAAGAAGGACATCAGTGACTGCAAG
TACAAGTTTGGACAGTGGAGCTCCTGTGACGCCGCCACCAACACCAAGACGCGCTCGGGG
ACACTGAAGCGAGTGTTGTTCAACGCAGAATGTCAGACCACCGTCAAGGTGTCCAAACCC
TGCTCCCCCAAAGTCAAGAAGACCCGAGGCGAGAAGTCCAACTGAAGACCAGGATGTCCT
CCTTCAGCCAAAGGATCGCCTTCCTTTTGTCCAACTCAAAGAAAGAGAGACTCCTTCGTC
CTTCTACTCCTTTTTTCCAGTTTTTCTTTGTTTGGATTTGAGTGCAAAGCTGTTGTAGTC
GTCTTCAGCATCATAACCTTTTTCCGTAGTCAGTCTATAGTTTAAAACCTTCTCCATTAG
TTCAGAATAGATTAACCTGAGAACTGAAGGGGATGCTCAGTGGCGCCCCCCTCTGGATAG
TCATGAGTTTTGGTTTATTATAATCTAAACGGAGAGAGAGAAAAAAAGTCAAATCTATTT
TTGGAACTGCAGATTATCAATGGTGTACAAATGAACACATTAAATTCTTTACATTGTTTT
GTGCTGGANAAAAAAAA
>CL365Contig1
TTTTTTTTTTGTAAGGCGAGTAGTTTATTACAATGCATTAGAAAACTACCCGGTCTAAAC
ATGAAGCGTAAATCACAGTATGAGCTACTTGTTCCTCTGGAAGTGGAGCGCATGTTGGTG
GGTGGGGAGGAGGGAGGGGCAAATTAAGTTGAAGAGGAAGTAGAAAAGGCACTCTTTAAA
CTTACTGTAGCCAGCGGGATGACCTCAAGAGTGGTTAAAGGGAACAAATCCAAAACTTTA
CTGTCCCATTTGCGGGATGGCTTTGTAAACAAGGCTAGTTTCTCTGTACAACACCAGCCA
CGTGTTGCCATCACACTGAGGGGCAAGAGCCAAGAAAAAATGAAATGGCACTAGGCAATG
CAATAGGATTTCAGAAGCAACCCACTGAAATAAAAAAAACAGAAGATCTGTAGTCCAAAA
AAAAGATTGCAAAAATACTCTTACAGTTGCCAGTGAAGCTTTCTTGAGGTAGACCAAAGC
TTTTCTGTACAACACCCTGGGCCCTCAAGATGAAACACTGAAATCGTCAAGTCAAAGGAT
TCAACAACCAAATGTGTTTAAAGCTGCCTTCTGAAACATCGGCTTCTCTGTATCCACGCC
GAGTTCCAGAGAACAAATAAATATTTTTGTTTGATTGTATTCTGAAATAACGAATAGACG
CCCCTTCAGGATAGAGATGGAAACAGGCTTCTCTGTAGCTACACCTGCCATCAATTCACC
CGAGGAGCAATAAAGTTAATTCAAAGCCGTAAGAAAAGAAAAAGACAAGTGACACTACTT
TAGAAAAAAGGGAGTAGTTTTTAAACTTCAATGGATGAACTAGCTAATTTTCCTCATCAC
CTCAACATCAAGTATGTTCAACACCTCTGCAGACCAAAGCAGTGACAGCAGCTTCTGACT
TTTCTGTATTACGTCAGAAATAGCAACGGTCTGTAGGGGCATCAGAGGCCCTAGACTCAC
TGAGTTTGTAAAACTACGATTTGGCTTGTCCCTAAACCTCCAATGCATAGCATTTTTGTT
TTAACCAAAGACAACAAACCATTGATTTTCTTTTTTTTTTTTTAAATTGTGCCATTCTAG
TGTCCTCCGCAGAAATAACGAGTAAAGGCAACAGAAGACGATACCAGGTCAAGGTAAACG
TAACAAAACGGACAAAGAAGGAATGTTTAGGAAGGAGCTAAACGTTTGAGGGATGGTGTC
TGACTGTGAGACCCTTGAACTACAAAATGATGCAAGGAAATGAACCAGGGAGGTTTTAGA
CATCATGCAGACTCAAAAGTGGTAGCACCAATGAAATCAAAGAGTGGCACTGCACTTTGC
CAATCATGCTAACGCAATGACAAAACTAAAGACAGATGACGTGGAATGCCAGGAGGAAAA
GCGTCTGGATGCAGCTACTCTGTCACCATCACAACAAATAGGGCATCAGCATGAAGTACT
ATGATGAATGATTAGTCGGAACATCGAGTGAGGCATGCCTTCTAGGACCCAGCACAGTTG
TGCAACCAGCAAACAGTAACAAGACAAACAGGGAGGTGGGGAGAGGGACGCATGTTTCAA
ATTATGAAAGAGTGGAAGAGAGGAAAAAGCGCATTTCACCCCTGGAACCTTGGAGGCTTC
TCTGTAGTATACACCAACAAGCCTAGGGGGAAAAGCTTAACAGATTTAGTATTTGAGCTT
TTTGGGCACCTCCCATGGGAAAGAATCTCGGCCAAAGTGGCCATAGGCTGCTGTCTTCTG
ATAGAAGGGTTTCTTCAGATCCAGATCCCTGGAATACATAATCAACATGTTTAGCCGCAG
TAAAAATTCACCACCACCCCCAAATGCACACATCTGTGCTCACACAGGCGCAATGCTTGC



TGAAAAGCCTGCAGTAAAAACAAAAGGCTGCAGGAGGGAAACATTGGATTTACACTTACC
CTGCCAACCAACAGGACACCACTGCTTGTTGATAAACCACAAATCACGCAATTTACAAAA
GTTGGTGTCTACCTGAGCTTCCACCAGACAGAAAATGAGCTCACCGAAAGAAAAGCAGCG
GTGACTACTTCACATACATTCTTCAAGCAAGGATCAGCAATAGTTACAACGTAAGAAAAC
GGCAAATATATAGCGTTGACGTGTACTTCTTTACTGGATCATCTGAAATAACACCTTTGA
CTTAACTAATTATATATAGTGAGACATAATTCCTTCTAACAAGACAATAAATGTTACTCA
ATGTCTGATGATGTATAACATTACCTCACAATGACCCCAGGGCGGAGGTCAAAGTTCTTC
CGCACAATGTCAAGCAGCTCTCTCTCACTCTTCTNAGAGGTCCCGTAGTGGAAGATAGAA
ATGGAGAGGGGGTGGGCAACTCCAATGGCATAGGACACCTGAACCAACACTCTCCTGCAG
AGACCAGCCTTAACCAGAGACTTAGCCACCCATCGTGCTGCATACGCAGCAGACCGGTCC
ACCTTCGTGTAATCTTTCCCGGAAAAGGCGCCGCCCCCGTGGGCTCCCCAACCTCCATAG
GTGTCTACAATGATCTTCCGACCAGTAAGCCCAGCATCACCCTGCCTCGTGC
>CL365Contig2
AATAGTTTATTTAATTTTGGCCATATGGTGAAAGGTGTTACAACAAAGTTAAAGAAAATA
TGTACAGTAACCTCTCAAACACAGTTCATCCACATTTTTGTTTACTCTGCAACATCTCCA
TCATTCCCTTCCCCTGTGTTGCTGCTCATTCACTTTCACACACACACGATCATACAGCTA
GTTCTCTCTTTAAACATCCTTTTATTAATACATTCACCTGCAAAACACACTTCCTCTTAC
AAAAACAATCAGACATGCACACAGTGAGCTCTTGTCTATCTGAGGCTGTTGCTGTTTGGT
TGTGATCCAGCGAGACCGGGGTGATCAGGACTGTGGCGGTTCTTCTTCTTTTTCTTGTCT
TTATTCTTTTTCTTACGGTCAGGATCGTCATCCCTCTTTTTCTTCTTCTTCTTGGGATCA
GTGTCTGATGGAGTTTCTTGGGGTAATGGATCTTGCGGCCGATGATGCTTGTGCTTGTGT
TTGCTCTTCTTCTTTGGAGGTTGTATGTGCATCAGTCTGTACTGTTCTGGGAGCGGTCCT
GTGTGTAGTCTGAAGCCTGTGAGCATAGTGCCAGTCAGTGGGCTGAAGGAATTTCCACAC
ACTGGAGGCTTGTCTATCAGAGAGCGCAGAGAGCTGCCGTCCTGAGTGCCTGGAGAGTCG
ATCATACCTGGTAATTCTGGCAGAAAGTTGCTGAGCTTCTCTTTCACTTTCTTCCCACAG
AATTTGTNGTAGGCATGCTCCAAGTTGTAGTGCGTGATGAGGTTAGTGTTTCCCGTCAGT
TCATTTCCAACAGGAAGCTCTCTCTTGGCTCTTGCCCCTCAGTGTGATGGCAACACGTGG
CTGGTGTTGTACAGAGAAACTAGCCTTGTTTACAAAGCCATCCCGCAAATGGGACAGTAA
AGTTTTGGATTTGTTCCCTTTAACCACTCTTGAGGTCATCCCGCTGGCTACAGTAAGTTT
AAAGAGTGCCTTTTCTACTTCCTCTTCAACTTAATTTGCCCCTCCCTCCTCCCCACCCAC
CAACATGCGCTCCACTTCCAGAGGAACAAGTAGCTCATACTGTGATTTACGCTTCATGTT
TAGACCGGGTAGTTTTCTAATGCAT
>CL366Contig1
AACAGAAAGTCACCTCGTCGTGTCCGTAAGCCGAAGCTACTGACAGCTAGCAATGTTATA
GAGCTGCCGGGGAAGGTCGACAGCAGGACGGTGTCACCCTCCTTCGTTTTATTCATATCT
CCATTATTGCCGAAAGCCTCCCTAAAGCCGTCGGTTTTCGTCCTGCAGCTGGAAAATCAT
CGAGCTATCGTCAAGATTAACAGCTTTATATCTAACTGTCGTCATGGCTGCTGCTCTCAG
GGTGTCCTATCACAGGATTTTGGATCGCATCGAGGTGTTGCTGCCCGCTAAACTGAGACC
TCTGTACAACCACCCTGCAGGTCCAAAAACAGTTTTCTTCTGGGCCCCAATGTTCAAATG
GGGTCTGGTCTTTGCGGGAATGGCGGACATGACGCGGCCAGCAGAGAAGCTCAGTCTGTC
ACAGTCGTGTGTGCTGACAGCCACAGGGCTCGTCTGGTCCAGGTACTCTCTGGTCATCAT
CCCCAAGAACTGGAACCTTTTTGCCGTCAACTTCTTTGTAGGTGGTGCTGGAGCCTCTCA
GCTTTATAGGATCTGGAGGTATAAGCAGGACAAGAAGGCACAAGATCAAAAGGCTGCAGA
GTCTTGAAGACCTTCCTGGAGATGTGCAGTTTGGCTGCTGACTCAAAGGGAGACTTCCAC
ATCATCTCACAATCATCACATTCATGCCATAACCGTTGTTCCACCTTATTAAGCCTGCTG
TCCCTGTTGGAAATATGCACTTTTCACTCCCAAAGTCTCAGATTTCCTCAGGGTGTGTAA
ACATTCATCACAGATTTTAACTGTAGACAACACATACTCAAGGATGGTCATCAACGCACA
AGTACGACGTCTTCATCAAGCTCTATGATTGTAGTGTTTAATTTAAGGTCACGTTTAACG
TGTGCATTAGCTTGGGTTTTGAAATGGCTTTAGTAAAA
>CL367Contig1
GGGAGCTGTGCAGCCAGTTAGCTTGAAGCTATTTTCAGTCTTTACAGTAAAGTGGGTCGA
TCCCGTAAACCCGTTTGACTGGAGGAGCCCGTTCCAGCTCCGTTAGGAGCAGAAACCTTA
GGCACTCCCGTCCCTGAGGGCTGCTCCCGCGTGAGCCCACTACCAGCGTCTCCGCGCGAC
GCGATGCTCTTCATTAGATCCAGTCCCATCAGGCACTGCGGGCTGCTGCTACACAGACTT
CTCCACGGTTCTTCTATCTCCAGAATGCCGATTCAGGTTGGTGAACAGCTTCCAGCTGTG
GCAGTTGATGAGGGGGAGCCAGGAAAAAAGGTGTCCATGGATCAGCTCTTTAAGGGGAAA
AAGGGAGTCCTCTTTGCTGTTCCTGGAGCTTTCACTCCGGGCTGCTCTAAGACTCACCTC
CCAGGTTTTGTGCAGGAAGCTCAGAGCTTAAAAAGTAAAGGCATACATGAAGTGGCGTGC
ATCTCAGTCAACGATGCATTCGTCATGGCTGCATGGGGGAAGGAGCACGGAGCAGAGGGC
AAAGTCCGAATGTTGGCTGATCCGACTGGAGCATTTACAAAAGCTGTTGACCTGTTACTA
GACAGTGACCAGATAGTGCAGGTGCTGGGAAACAAACGTTCAAAGAGGTATGTGATGTTG
GTGGAGGACGGAGTGGTGAAGAAGATCAACGTGGAGCCGGATGGCACCGGGCTGACCTGC
AGTCTGGCCTCTAACATCATGTCGGAGCTGTAGCTCCAAATGAGCGCACTGAAGCAAACC
GTTAACCAACAGCTACTGTAAAAGTTGCACAAGGAGCATGGCGCTGACTTGCTCAGACTT



CTCTCTTTTCCCAAAGTTTAATGCAATTGTAATGTGATCGCTTGCGACAGAGCCGGAACG
CAAGTCATACGCACAATTATGACACAGGGAGCTTTTTCTAGACTGTTCTTTTGTTTAATC
CTAGCAAATAAAATTCTCTCTAAAAGAAAAAAAAAAAAAAAAAAAAAAGGAAAA
>CL368Contig1
TTTTTNTNTTATTCTTAATATTTATTAAGAATGTAAAAAGAAGAGCAGAGAATGTTTAAC
TTCAAAAGATAGAAAATCAGAACAAAAGCAGGGTCTAGGGAGGTGGATTCTTAGAACAGG
AGTGCTGATCTATGATGAAGCTCTTTGACCAAACTAGCAATAATGCGGCAAGAACAGAAA
ATAAAGAATAAAGTGAAAACATGTCTGTTATGATGCCAAATAAGAGTTCACCTTTGGATC
AACACTCCTATGCTTAGAAATCTGATAGGAAGGGGTCAGAATAGCAGAATATACGCTGAA
CCCACAGACCAAAAAAAAAAACTTGTTTTTTTCTTAGTCCTTCCTGAGTGGTATATTTTG
CTCTTCAATTCCTTCCTTAGTGACAATGCAAATTCGAAGTGCGTCTCCTGTGTAGACATC
TCTTTCAGCAGCTGAAACGAAGACGTCCTTGACCAGCTGAACGGCCTTGTCCTTAGTCAG
AGGAACATGCTCCACACCCTCCATGTTCTTGAAACCGATCTGGTTGTCTAATAATGGCTG
CAGCATTGCACTAGCTGATCCCCCAGCCTTGTAGGTGTCCCTCTGATAGGACCCCACTGG
GTCAAAGCTGTAAACTGCTCCTTTACCTTGTTCATCTAGCCCCCCAATGATGTTGTAGAC
ATAGTATGGGAAGAATCTCCTGCTGTACAGGATAGTGGACAACATGGCTGCAATGGCTCC
ACTGGTCATAGTCTTGTTGTTTGAATGTTTGTACATCTTAAGCCTGGCATCAATGATTTT
TGTCAGTGTCAGGCAGTCACCATGGAAACCGCTGCAGCCAAGGACAGTTGTGTCTGTCAG
CTTGTAGCATTTCGGCGAGTCCCGGCTGTGGATGGAGTAGCCTTCACTCAGCCTGGTGTC
TGAAGCAACAATTGCAAAGTCTTCCCCAGCAACAGCTAGCACAGTTCCTCCATTGAAGGC
GTATGGTGAAAACCGATGTTCCGTGGGTCCCGCATAATGGTATTCTTTCATCTTTCCAGA
TTCTCCAAAATTCTGAGCTGAAAGCATTTTTAAACCAAGATAGCCAACAGATTGGAGATT
TCAGCCGGGCAAACTCGCTGTATCACTGCAATATGGCAGACTCCCCC
>CL369Contig1
TTTTTTTTTTGAGAAACAAAGAGTATTTATTGACAGAGCAATAAAAAACAGCAGGGGGCG
CTGTGACCACACAGGGGAAAAGAAGAGGGGATTGTGGGTAACATAGGATTTAGAAACACC
TGCTTCCTGTCTGCACAGGAAGTCAGGATCAGCTTCATGGGAAGCTGTCGTCATCATCCT
CAGCCATTTCTTTAGCGAACTCCAGATCCTGCTGCTCACGTTCCCGACGTTCCTCTGCTG
ACTCCAGGTCCTTGTTGTAGGCTTTGGGAGGAAACCGCATGGCCTTCACAGACATGTTGT
GGATGTCCAGGCAGAAGGAGATCCTTTGGTGAAAGGCCAGCTGCGGTTCTCTGGTGCCGT
AGATGTCCATGGTCTCCTTGGATTGCACGAAGCCCTTCTCGTGGTTGATGCTGGCCTCTA
TCACGCCGTCACGGATGGCCTTTGCAACGATGAACTCGGCGTCCTCCGGACTGTCCAGCT
GCAGCTTCTGGGCGATGTCGGCCAGGAAGATGCGGGAGTACGACAGGCTGATCATGCGCA
CGCCTGTCTTGATGACGTTGTGTCGCAGGCGGATGATGAGCGTGTAGGTCCCGTCGGCCT
GAAACTTCTCCCCAAACTGATCCAACACCTGGTTGAACTTGGCCAGGTTTCCCGTCCTGA
CAGCTTGCGTGAGCAGGAAGTAGGGCATGAGTGAGCGCTTGAGTGACGGCTGTCTGAACT
GCAGCCGGTCAGGAATCTCTCCCAGGAGCAGCTCCACCACGATCAGCAGCTTATGGACCG
TCTGCTTGAAGCCTACGGCGGTGTGCTGGGGCGCCTTCCTCAGGGCGTTGGTCAGCGTGC
GGCGAGCCTCAGAGTACTCCAGCTGGATGGCTTTGATCCGTCCTGTGTAGTATAGGTAAC
GGGCCCACTCGTTGTTGTTGGCGAGCTCCGGGAAGACGGACTTGGACACCAGCTTCTCCG
CCTGGTCGTAGAGGCTGAAGTGGAGGTAGTTCCTCAGCAGCAGGTTCAGCAGCACCGCCT
GACCGTCGGCGTCATGCCGCAGTGTGGCGGTGCGCAGCCGGCTGTGCAGGAAGCTGCGTA
TGGCGTGCAGCTGCTGCAGGAGCTCGTAGACTCTGGCGTGATGGTAGTAGCATTTAGCAG
CTATCAGGTCCAAAGCTCGGCTCTTTTTTGAGCTGATCTTCTGCATGAGGTCATCTGATG
CCCTCTGAGCCTCTGCGTATCTCTTGTTAGTCGTCAGGTGCACCACCAGCAGCAGCTGCA
GGTACGCCTCCACCTCAGGCAGCAGAGGAGACGCCGCCGCCTTCCCGGTCCTGGGACGGA
ACTGGATGTCTCCGTCTGCCAGCTCCATGGGCTCCTCCAAGAAGCCCAGCAGGAATTCTC
TGGTGGAGGCGCTGCTGGTGAAGAAGCCGCACACGGTCTTGTGAAGCACGTTGGCGTTGA
GGCGGCGGCTGGTGGACGGCAGCGCCCTCAGAGCGCGCAGCACGAAGCGAGGCTCCTTCC
CGGATACCGCCTTCTCTATCTGCTTCACGTGCTCCTTGATGTCCTCCAGGGTCAGGTTGT
CCAGCTCCCGGGGCTGCTTCGCCTCCTCCTCCGGCATCTCCACGTCCTGCGGCGCCGCGT
CCTTGGGGCCCTTCGCCTCCCGGGACTTGTCGGCTTTGTCCCGGCTTCCCGCCTTGTCAC
GCCGCTTTGCCGACGTTTCTTTCATGGTCTTTGAGAACAAACTGTCACGTTCTGGACGGG
TCTATAAACCAAACCGGACTTCCACTGGATCACAATGACTGGACAATCCC
>CL370Contig1
TTTAAGCCAAGAAATNGTAACGAACCTATTTAGAATTAGTAAAAAACAAAAACACACTAA
AGCTGGTTTGGTTACATAGTTTATTGGACAGAACAGTCACCAGGGCTACAAACATGAAGA
AGCTAACGGTGGCGAAGCAAACACCGGGGGAGACCTCATGTCACTGCAAACACTCCAGGG
ACTGATCTTCACATCTACTAGTGTGACAAAGTTCATCTTAGTGCTTTAACGTGTGTGTGT
GTGGGGGGGTACGACTTAAGTAGCACATCGGGGACAACAGCAACTTTTGCCTCTGAAATT
CTGTGACAACGCATTAAAGAGCGCAGAAAAGGAATAATACAAAAAACAAACATCTAAGTC
ATTTTTAAACTACACCCAAAAAAAGAAGACTATTTTGAAAGTTTTCGTATTCAAATTCTG
GGGGAAAAATGTTCAGATATTCAATTGTTTTTGAGTAAATGTACAGAGAAATGACATCAA
GAAACCATCTCACCAACTGTAACTGTCATGTCTAAAATGAGTAGAAAGTGGAGCAACAAC



ACTGACTAAACAACAGAGCACTCATTCCAAGTCCCAGTCCTCCCCTCCCTCTGACACGCT
TGGTTTTCCTTTCAGACACCAGTTGGTTCACAAATTTACTCACCACTACTAGATAGAAAC
GATACAATGGTTCACATTTTGCATATATCTGTGCATTATACCATATTTATTTTTTTCTCT
TATTTATGATGCAAATTCAGTCGCCAACACCCATTTAAGGAGGGATGATAGGAGAGAAGT
GATGAGACTGAAGGGAGAAAAGAAGACAAGAGGAGGAGGAGAAAGAAGGAAACAAATTCT
TAACAGGGAAGTGGTCAGATCGCCGCCTGGTGGTGTCCAGCTTCAGCAGCGCGTTTCATA
GATGCCGGAGCGGCCGATGTACCGCACCCATTTGATCACATCGTGGTCACTGTAATTGAG
CTTGGACTCGAACACCTTCAAGTAGCGGACCTTCAGGCCAGACGGAGCAAAAGGAACCTC
AAAGTTCATAGAGATGGGAGGCCTGGCCCATTTCTTTTTATCATTGGTGGGCAGCAGCTC
GATCTCAGCGCTGATCTGAGACTCCTTCATTCCAGCCATGCGTTTGATCTTCCAAACAAT
GGCGTTCTCACTGGCCTTGTATTTGGCTTTTCCCTTCATGCAGATCACCTGCACTCCGCT
GGTGTTGAGGGGTGTTGGGATTCGCACCTCGATCTTCTGAGCCAGCAGAGAGGGTTTGAA
ATTAGACTTGATGACCACCTTGACTTCCAGTTTAGTGCGACCCACCTCCCGGACCAAAGG
AATGACTCGGAATGGCAGGATGACATCCTTAGTAGTACGGTACCTCATGAGCTCATACTC
TCCATCAGGAGGGATGAAGCTAATGCTCCGCTCAGAATCAAATTTACTCAGACGCACACA
CTGGTGGAAGGTGCAGTCGTCGATGGCAATCGACTGCTTCCCACTCTTCGCTGCATCGTC
AGTCGCTCCTCCCTTGCCCTGCTTGTCGATAACAATCTTGTCATTCATTCCAAATTTGCA
CTCTGGCATTCCGCTCAGATAGCTCTTCATCACAACACGACCCGACACGTGGGCGCTCAG
GACCTGGCCTTGTGGAGACATGAGCAGATTCACACTTTCCAGCACATCCAGGAATAGTTC
ATTGCGGCGATATTTGATGCCCTCACGACGCCAGCCAATCTGTCCCGTCACCTGGCTGGT
GATCTGAGACTGCTCCTCTTTTGTCTGGTGCTGTCCCTTAATGCCCTGCTGGGTGATGAA
AGTCTTTAGGGCCCCGGTCTCAGAGTTCTGGGGATAACCAAAGTCCAGAATCTCATCCAG
CAGCTCATAGATGAGCACAAAGTTGTTCTTGATGTTCTCCTCGCTGATCTTGCCAAAGTA
GGCCGTCATGACGTCACACATTTTGTAGAGGAACTCGAACACCATGGCAGCGTTGACATT
CTGCTTGGTGACGGCCGCCAGCCAGATGTTGGAGCGTTTGACGTGGAAGAAGCTGGTGCG
GGCGATGTTGGTCACTGGGGATCGCACTTGCTGCCGGGCGTGAATCACGTTCACGCGGAA
CGCGTCCACGGCGTTACGTCCTATGTCATCTCGGTAGACACGGGAGATCAGGACCTCCCC
CTTGTGGTTGTAGATAAACAGTCCTCCAATCATTGTGGCTGCCTCTCAAACACACCTTGC
CATGATGAAACCAAACACCACCTTGGTCCTCTCACCAACACCAGGAGTTTTTCCCTTCCC
GCCTGGTCTTAAATATAACGTCTGCAGAGCAGAATCTCTGCTCACACACCCGCTGCCCCG
GTCCCCCGATAACTGTCAGCTGACTCGCCGTCCTTACCCCCGGCCATAAGGCCCGGGTTA
AACGCGGCTGAAA
>CL371Contig1
CGGGCTGAGGAATTCGGACGAGGGAGAATAGGAAGTGCAGTGTGTCCAGAGCCGCACAGA
CGGAGGACTGAACACTAATAATGGGCTTCGTCAAAGTGGTGAAAAACAAAGCGTACTTCA
AGAGGTATGAGGTCAAGTTCAGGAGGAGGAGAGAGGGGAAAACGGACTTTTATGCTCGCA
AGCGCCTGGTTGTTCAAGACAAGAACAAGTACAACACCCCCAAGTACCGGCTGATCGTCC
GCTTCTCCAACAGGGACATCTGCTGCCAGATTGCTTACTCAAAGATTGAAGGTGACCACA
TCGTGAGTGCAGCGTACTCCCACGAGCTTCCCAAATACGGCATCGCGGTCGGACTCACTA
ACTATGCTGCGGCGTACTGCACCGGGCTGCTGCTGGCTCGCCGGTTGTTGCACAAGTTTG
GGATGGACCACGTCTACGAGGGCCAAGTGGAGGTGACGGGCGACGAGTTCAACGTGGAGA
GCGTGGACGGACAGCCGGGGGCCTTCAGCTGTTACCTAGATGCTGGTCTGGCCAGAACCT
CCACAGGAAACAAGGTGTTTGGAGCCCTGAAGGGCGCCGTGGACGGAGGACTATCGATCC
CTCACAGCCTGAAACGCTTTCCAGGTTACGACGCAGAGAGCAAAGAGTTCAACGCCGACA
TGCACCGCAGGCACATCCTGGGCATGAACGTGGCCGACTACATGTCCTACCTGATGGAGG
AGGACGAGGAGGCCTACAAGAAACAGTTCTCTCGCTTCATAAAGAACGGAGTCACGCCAG
ACGCGGTGGAGGAAATGTACAAAAAGGCACACGCTGCAATCAGAGCAAACCCGGTCCACG
AAAAGAAACCCCAGAAAGACGTCACCAAGAAGAGATGGAATCGAGCCAAGTTAACTCTGG
CACAGAGGAAAGACCGCGTCGCTCAGAAAAAGGCCAGCTTCTTACGAGCGCAGGAACAGG
AAGCGGGCGATGGTTAGCCCCCCCCCACTGCACACACATCACGAGNATAATAAANCCGCC
TCAAA
>CL372Contig1
GACGGTAGTGGACTTCAGCCCGCGAGCTCACTCCTTTACTCCGTCCGAACCGCAGTAACG
AACTCAGCAAAGATGGCGGAGCTCCAGGCGCAGTTTGATGCCGCAGCAGCGGAGGTGAAG
CAGCTGAAGGCCAAGCCGACCGACGAGGAGATGCTGCAGGTCTACGCCCTGTTCAAGCAG
GCCAGCGTGGGCGACGTCAACACAGCTCGTCCTGGGATGCTGGACTTCACTGGAAAAGCC
AAGTGGGACGCCTGGGAGAAGCAGAAAGGCAAGAGCAAGGAGGACGCCATGAAGGAGTAC
GTCAAGCTGGTGGAGGAGCTGAAGCAGAAGTATGGAATCTGAGAGGAGCCCCGCCCCCTC
GACCAGCCGCACACACGCCTTAACCAGCACACGTTTACACGCCGACGGGTCGAGACCACG
CGGCCGATGGCATGAAGAGCCACAAACCCCACCCCCCTGAGGTGCCACTAGGCACTAGCC
AGGTGCTTCTGAAGAAGTCCTGTCATTTCAAAATAAAATCTGACTGAAGTAAAAAAAAAA
AAAAAAAA
>CL372Contig2
ATTCGGCACGAGGCGGTGGTGGACTTCAGCCCGCGAGCTCACTCCTTTACTCCGTCCGAA



CCGCAGTAACGACCTCAGCAAAGATGGCGGAGCTCCAGGCGCAGTTTGATGCCGCGGCAG
CGGAGGTGAAGCAGCTGAAGGCCAAGCCGACCGACGAGGAGATGCTGCAGGTCTACGCCC
TGTTCAAGCAGGCAAGCGTGGGCGACGTCAACACAGCTCGTCCTGGGATGCTGGACTTCA
CTGGAAAAGCCAAGTGGGACGCCTGGGAGAAGCAGAAAGGCAAGAGCAAGGAGGACGCCA
TGAAGGAGTACGTCAAGCTGGTGGAGGAGCTGAAGCAGAAGTACGGAATCTGAGAGGAGC
CCCGCCCCCTCGACCAGCCGCACACACGCCTTAACCAGCACACGTTTACACGCCGACGGG
TCGAGACCACGCGGCCGATGGCATGAAGAGCCACAAACCCCACCCCCCTGAGGTGCCACT
AGCCAGGTGCTTCTGAAGAAGTCCTGTCATTTCAGAATAAAAGAAAAATACATTTCAAAA
TAAAATCTGACTGAAGTACCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL373Contig1
GTAGTAGTAGCATTGCGGAAAGGGAAGATGGCAGAGAATAGAATCCACGCTCGAGAGCGA
TTATTGTCGTTTATGTTGTTGTTTTCCGTCGGTTTATCCACGGTGCGTTCCACCGCACAA
GTACCGCTTCTGATATGGTCTACGGACAGTTTACCCCCGCTGGCTTCCCCCTCAGCTGGT
CACATAAGCTCTGATCAGGAGCTGACGGCCTACCTCAGCCCGGTTTTTGCCTCCGGCCCC
CACACTGTGCTGCTCTTCCTGCAGGAGAAGTTAAGCAAAGATGACCTCACACGTTATGGG
GGCGTGTTTGGAAACAAGCAGGATAGTGCCTTTAAAAATCTGGAGGCCGCCCTCCAGTCT
TCCTCATCTGTGGCTTTTCCCGCCTTGGAGTGGCGCAGCCCGTCTGCCATCACGGCCCTG
CTGGAGGCGGAGCTTAGGGCTTCACCTGTGCTTGCAGATCCAGACACTCTGTCACACCTG
AGCATCGACGTGTCTGTCAACAACCTGATGCTCATCAACCTGCCCTACTGTAGCGACTCA
CTGAAGTCCTGCAAGGAGCTTCTCCGTAACAACGATGAGGTTCTTGGGAAGGTTCTGAGC
GTCGTCCAAACAAAAGGCGTTCCGTACATTTCCATATACACCGGACAGCAGCCGTCGAGG
GTCATTTCAGAGACCGCTGTGCCTCAGGAGAAGATGGGCCGCTCCTTGCTTCAAGCGGTC
GAGGCAGATGTTAAGCCCCCCATCATTTTTAACATGACGGGGCAACCCTGCATCATGCTT
TGGGCTCAGAATCTGAACGTCAGCACAAAGTCTGGCGAGTGGATCGATCTGGCTACACAA
ACCCCCCAACTAACAGGATCGTGCAGCCCCAGCAACTCTCAGCTTGTCCTCAGCTATCCT
TCAGGCTATGTCTTAAGCTTTTCCATGAGTCAGCGGTTCTATCCCGTGTCCGCACGCAAC
TGGTTCAGTCTGGACACGGTGGAGCTGGAGGTAGGAGGAGTGAGCGCCTCCTACGCCGGC
AGCCGCGGCATCTACGCCCCTGCAGAGTATTCCTTCCGCTGCCAGTCGGTTAACAACTTC
CAGGACGCCCTGCTGGTCAGGAACAACACCAACTCCAGCCTGTCGGTGTGGAGCCTCAAC
TTTATTGACTTCCAGATCCAGGGCTTCGGTCTGAACAACGGAACTAACTTCTCCTACGCC
AGCGACTGCGCGTCCTTCTTCACCCCCGCCATCTGGATGGGCCTCCTCACCTCCCTGCTC
ATGCTGCTGATCTTCCTGTACGGCCTGCACATGATCATGCAGCTCAACACCATGGATCGA
TTCGACGACCCCAAAGGTCCTTTCATCTCCGTGCCTCAGTCAGAGTGAAGGACGCATCCC
AGAGTCCTTTGCTCCTCCTTCACTCCTCCCGGTGGCCTGTGGACCAATGAGAGTCCAGCT
TTTCCTTTTCTCTTTTCCCCCCCCATTTTCTTTAATGTTTTTCCTGGATTGAAGTCGTTC
CGCTGAATGTCAAAACTCCAAGATCAAACATTTGCACTCTGAAAAAAGAATCATTTTGCC
AAACAGAATGCAAGTCCCGAATGCTGTAAACCCCACGTCTGTCCCGTTTCGCTTCGCCTT
GATTTTGTTTTATTAAAAGAAGTGCCTGCATGTGAAACCAGATGGACAGATGTGGACAGA
TGTGCCTACCTGCTGGAAGCTCTGTGTTTGTGTCAAAGTTTCTCTAGATTCCTAATTTAT
TTGTAAAGAAAACAACTTTAAAGCTTTAAGCATCCCTGAAAGTTTTACACTTGGGATGAA
ATGATCTAAAGACCGTTCCTCATCTGGTCTGATGCTAAGAAAAAAGACAAAATCAGGCCG
GATTTAATTTGTCATGTGTGCAGTAAACTGTCCGGAACTGCAAATAAAGATCCATCTACA
>CL374Contig1
AGCTCTTCAACTCTTTATTTCTCAAACCTGAACTGTTGCTCTAAAACAAAGGAGTGTGAC
TAAAGGCTACTGTAGCCGTAACAGACGCCGCAGACCCAAAGGCTTTCTTCAAAGCTTCTG
AATCAGAATGGAAGAGGCTCCGCCTCCTCCGTTGCAGATGCTCGCCAGCCCAAACTGACC
AGTTTTCAGGTTGTGGACCATGTGACCCACGATCCTCGCTCCAGACATCCCAATGGGGTG
TCCCAGAGAGACTGCCCCCCCATTGATGTTGACCTTGGTGGGGTCGATGTCCAGCATCTT
GATGTTGGCTAGAACCACCACGCTGAAGGCTTCGTTGATCTCCCACATGGAAACGTCCTC
CTTGGTCAGCCCTGCAGCCTTCAGCACCTTTGGCACGGCGAAGGCAGGAGCGATGGGAAA
ATCGATGGGAGCCACTGCAGCGTCTGCAAAGGCCACAATCCTGGCCAGCGGCACCACGCC
CAGGCGGCCTGCCGCCGCCGCCGTCATCAGCACCAGAGCCGCAGCGCCGTCGTTCAGAGT
GCTGGCGTTTGCTGCAGTCACCGTGCCGTTCTCCTTCAGGAACACCGGCCTCAGTTTGGG
GACCTTGCTGAAGTCCACGCGCCTCCACTCCTCATCTTCGGACACCACCACGTCCTGCTT
GCCTTTCTGGGGAATGCTAACCGGAACAATCTCCTTGGCAAACACACCAGCCTCATACGC
TGCTCTGCTGCGACTGTATGAGCTGATGGCGAAGGCGTCCTGCTCCTCTCTGCTGATGCG
GCTGTTCTTGGCTGTGTTTTCTGCACAGTTGCCCATGTGGAACTTGTTATAAACGTCTGT
GAGTCCATCCTTGACTATCAGGTCCTCCATCTTCACCCCCCCGTAGGCTGGGGTCTCTCT
GGCCATCACGTATGGGACGTTGGACATGCTCTCCATGCCTCCAGCCACCATCACGTCCTG
GTGACCACACATCAGACTCTGGGCTGCCATCATGATGGCTTTCATTCCAGACGCACAGAC
TTTGTTGATGGTTGTTGCCGGGGTTCCCAGGCTCAAGCCTGCTCCTAGCAGGGCCTGTCG
TGTGGGGGCCTGACCTTGTCCAGCCTGAAGCACGTTTCCCATGTAGACCTCTTTTACCTC
CTCAGGAGCTATTCCTGCTTGTTCAACAGCGCCTCTGATGGCCACAGAGCCCAGTTTGGT
GGCTGGAACTGCCGCCAGGCAGCCTTTGAAAGAGCCCATGGGGGTGCGCGTGGCGCTAAC



GATGACCACCTCCTGGAAAGGAGGGGTGGATGTGTGTGTTCTTGACAGGACATTCTGGGT
CTGATGTCTGCAGAGGACGAAACGTGGAAGTCCAGTGGACCACATCATGGAGACGAGGAC
GGGTCTGTGACCCAAATTTTGCTACTTCACCTTCAGACAAGCGCAGGCGGAACGCAGCCA
ATCAGAGTCCGGGGCTT
>CL375Contig1
TGTCACGTGATATCAGTCCTGAGAAGTGGCTGACAGTAGAGCTCGAAGGAAGGTGAGATG
CTGGTGTTCCTCTGGTACTTGCTGGCATCCCTGCTTGGTGCAGGTGCTGCTCCAGCTGCA
GATGAGATCACTTACCTGCCTGGTCTCCAGAAGCAGCCCAGCTTCAAACAGTACTCTGGG
TACCTGAGTGGAACTGAGGGGAAACACCTGCACTACTGGTTCGTGGAGTCCCAGAACGAT
CCGTCCCAGGACCCAGTGGTGTTGTGGCTGAATGGCGGACCGGGCTGTAGCTCTTTGGAT
GGGTTACTTACGGAGCACGGACCTTTTCTGATCATGGATGATGGTGCTACGCTGCAGTAC
AACCCTTACTCGTGGAACAAGATTGCCAATGTGCTGTATCTTGAGTCTCCAGTAGGAGTT
GGCTTCTCGTACTCGGATGATGGGAAATTTGCCACCAACGACACAGAGGTGTCCCTGAAC
AACTACCTGGCTCTGAAGGACTTCTTCCGGCTGTTCCCAGAATTCAGCAAGAACCAACTC
TTCCTGACCGGAGAGAGTTATGGAGGAATCTACATCCCGACGCTCGCTGAGAGAGTGATG
GAGGATGCTGACCTCAACTTGCAGGGGGTCGCAGTCGGAAATGGGATGTCGAGCTACGAG
CTAAATGACAACTCTCTGGTGTTCTTCGCATACTACCACGGCCTGCTGGGAAGCCAGCTG
TGGTCAGAGCTGCAGACCTTCTGCTGCAAGGATGGACAGTGCAACTTCTACAACAACCAG
AACCCGAACTGCAGCACCTGCCTTGGAGACGTCCAGGATATTGTCTACAGCTCGGGGCTG
AATATGTACAACCTGTATGCTTCCTGTCCAGGTGGAGTCCGTCACAGAGTCAGTGCGGAG
CGTGGTCAGCTGGTCATCAGGGACCTGGGAAACAACTTCATCAACCACCAGTGGACTCGC
CTGTGGAACCAGAAATTACTGTCTCTGGTGGCTCTGCATGAGTCTGTCCGTCTGGACCCA
CCCTGCACAAACTCCACCCCCTCAACCCTTTACCTCAACAATCAGTACGTCAAGAAAGCT
CTGCACATCAGCCCTAAGGCTCTGGACTGGGTCATCTGCAGCGCCGAGGTGAATCTGAAC
TATGGCAGGCTTTACATGGACGTCAAGAAACAGTACCTGAAGCTGCTCTCCGCTATGAAG
TACCGTGTTCTGGTCTACAACGGGGACGTGGATATGGCCTGTAACTTCATGGGAGATGAG
TGGTTTGTGGAGTCTTTGCAGCAACAGGTGCAGGTTCAGAGGCGTCCATGGTACTATGAA
GATGTAGATGGTCGGCAGGTTGGAGGGTTTGTTAAGGAGTTTGACAACATTGCCTTCCTC
ACCATAAAGGGTTCGGGTCACATGGTTCCTACAGATAAGCCTGTCGCCGCCTTTGCTATG
TTCACCAGGTTCATCAAAAAGCAGCCGTACTGACCTCCTGGCAAACATACCTGATTACGG
CCAGCCAATCGGCACACACCCTCTGCAAAACACCTTAACCAATCAAACTGTTTGCTTCTT
TTTATGTTCCACCAGTGGAACAAGCACTGCCCAGTTTGTTTTCAGTTTGAATGTGAAATG
TTTGATTTACTGACCAATAAATGTTTTTTAAAAAAAAAA
>CL376Contig1
TTTTTGGTGCTGCTCTCCGGACGTGCGCGTTCACGAGAGTCACCTTGCTGCACCGGTGAA
GGAGCGGGGACCTTCCGGCCCAAAGGCACTCAGGCAGAACCGGAACCGAACGGGGTTCTG
CAATCAGAACCATGGCGGAGACGAAACCCAAGACCTCACCGAAGTCCATCAAGTTCCTGT
TCGGGGGTTTGGCCGGGATGGGGGCGACGGTGTTCGTGCAGCCTCTGGACCTGGTGAAGA
ACCGGATGCAGCTGAGCGGTCAGGGCACCAAGGCCCGCGAGTACAAGACCAGCTTCCACG
CCCTCTTCTCCATCCTGAGGAACGAGGGGGTGGGCGGCATCTACACCGGTCTGTCTGCAG
GTCTGCTGCGGCAGGCCACCTACACCACCACCCGGCTGGGCATCTACACCATCCTGTTTG
AGAGGATGACGGGGGCCGACGGACGGCCCCCCAACTTCTTCCTCAAGGCACTCATTGGTA
TGACGGCGGGTGCAGTCGGGGCGTTCGTGGGCACTCCGGCAGAGGTGGCTCTGATCCGGA
TGACGGCGGACGGACGGCTGCCCGCCGACCAGAGGAGGGGCTACAGCAACGTGTTCAACG
CTCTGGCCCGCATCACCCGGGAGGAGGGGGTCACCACGCTGTGGAGGGGCTGCATCCCCA
CCATGGCCCGGGCCGTGGTGGTCAACGCTGCTCAGCTGGCCTCCTACTCGCAGTCCAAGC
AGGCCCTGCTGGACTCAGGTTACTTTGGGGACGACATCCTGTGCCATTTCTGCGCCAGCA
TGATCAGCGGTCTGGTGACCACGGCGGCGTCCATGCCGGTCGACATCGTGAAGACCAGAA
TCCAGAACATGAGGATGATTGACGGGAAGCCGGAGTACAAGAACGGTCTGGAGGTGCTGG
TGCGCGTGGTGGGGAGGGAGGGCTTCTTCTCGCTGTGGAAGGGCTTCACGCCGTACTACG
CCCGCCTCGGCCCGCACACCGTCCTCACCTTCATCTTCCTGGAGCAGATGAACCGCCTCT
ACAAGACCCACGTCCTGGACCGCTAGCTCGTGCACGCGCTCAGGCGCACGCACGTGGGGG
CGGGTCTGTGAGCAAAGCTGCAGGAGGGGTCCACAGGACTCCCCCTGTAGCTCTGAGGCG
CTCAGTGACATCAGTGTTACCGCGGGGACGCACACATGCACTCTCACGTGCACACTCTCG
TGGATTCTCTCTCTCTTTTTGTAAGCAGGAATGTAAATTAACCCGGTCAGCGATGCTGAG
TCTCATTGTAAAACTGTGGCCCCGCCCCCTGCCATCATCACCTGTGGTTACCATGGTAAC
AGGGGGCTAATAAACCGTTCTGACCCCTCAAAAAAAAAA
>CL377Contig1
TTTTTTTTTTAAACATCAAAAACACTTGATTTTATTGATAATAGCTGATATAATGCTAAA
CAAACCATTCATTTTATGTGGAATTTCATAAAGAATCTCTTAAATACTAGCCATGTTGAG
TCACATAAAGTGGTTTGAAGTTCCTTTGGGTGTGGAGTCGTCCAGGTTTCCATAAGATCA
GCAGCTGCTGAAATCGAAGCTGCAGCAGGTGGACCCCCTCAGGTGAGGGGGCCGCACCGT
CCACACCTCTCTCCTCACAAGCGGAGACGCCCTGTGCGAGTCCTCAACAGGTGGAGGGGA
GGGGGCAGGCGGCATCAGTTTGCTTCATTTTTTGAGGCTTCATCAAAGTTCTCCACCAGA



TCCGGTACGTCGTCGTCCTCCTCTTCTTCTGCATTTTCCTCTTTGACGGTCTTCATGTCC
ATCGATTGCCGTGGGAACTGCTCGGCCAGCTTGCGCAGGCTGCTGAGGCTGTCGGCTCCC
AGCTGGCTCAGGATGCCGGGGAGCATCTCCGTCAGCTGTTTGGTCTCCGCGTGGCCGGTG
ATGGCAAACGTGTTGGCGGACAAGGACGCCTGGACTTTGGGGTTGTTGAAGTGGATCACC
GTCCCGTCATCCTTTATCATGTTCACCTCCTCTATTCCTGCGATGTTGTTCACCGCCAGT
TTCTTCAGAGAGCCCTGCAGTTTCTTGTCATCCGCCGTCGCCGTCTTGTGAACGACCTTT
TTCTTCCTGCGAGCGGTTCCCTTTCCTCCTATTCGGACTTGGGCCTGAAGCTTGGCGAGC
TTTTCCTGATTCATAGTGTTCTGGTTCTGAGCACGAAGAAAATATGTAGGTTCCGTTGAA
CTTCTCTTGCTACAAAAGGAGCAGTGAGGCTTACAGAAGCATCGACGAGTCCCCGGCCAT
AAGGCCCGGG
>CL378Contig1
GTATTTTCTGTTTATTGAAGATTATGAGGCAAAATGAAATNAGGGGCACAAAAAGGGAAT
ATTTCTTCTATTAAGAAATGATCCTTTTCATATAAAAAATCAAATGCAGTCAAAGAGCAA
AAAAGCAGTACTTTAGAACTACAGTTGACCAAAAATCAAAACATTTTAAGCATCATCCTT
TGAACTTTGTGATATGCCAAAACAGTGACTTCAAGCCAACCTGCTCCACCTACTGGCAAC
AGAAGTACTGCAGATGAAATCTCACGAGGGGAAAGAAACACATCTATGAACATCAAATCA
GTAAAATTTTATTTCCCAAGTTTATCACCATACAATTATAACTTGTGGGAGAAGGGAGGC
AATTATACTAACCAATGAAGTAAACTGCATTGTCGTATGATACAAATTCAAAGCTAATCT
ACATGTTAAAAAATAAACAAAAACATGCACAATACAGAACGTTGCATAAACATGAATTAG
AGGAAAAAAATGAGCCATGAGTTTACCAACTGCACAAGACATGTGAAAGCAGTTCTACAC
CATCAAAATATGGAATCATAACTTAAAAGGGTTTTTAAAAAACAGTTTCCACAGAACTGT
GCCTCTTTAGTAAGGTCTGTCTCTGCGCTCCTGACGATGGTCCCTCATATCCATCTTGCC
ACCTGGTGGTCCCATTCCTCTTCCACCTCTGCCACCCATTCGGTCCATTGGTGGGCCTCC
ACGCCCGGCCCCTCGGAAACCTCCCCTGTCCATTCCACCGCGTCCTCTAAACCCACCACG
GTCGCCTCCCCAGCCTCCACGGAAGCCTCCGGGGCCGCCGGGACCCCCGACTCCTGCAGG
TCCCCCGCGGTCCATGCCCCTGCCCCCACGCATTCCCATTCCACCCCTGCCTCTGTCACC
TCCAGGGGGAAAGGGAGGACCGCCGCCAAGACCCTCTGGTTTGGGGGCTTTGCACTGGTT
ACACTCCATCCTCCAGGCAAAGTTCTGGTTGCCACAGCCAGGATTTGGACATTCCCAGTC
CCCAGCTCTCTGCTGCATGTTGCCTCCAGTGGGTCCACCTCTACCCATTCCACGTGGACC
ACCTCGAAGGCCGAAACCTCCTCTGTCTCCTCCACGACCCATCATGCCTCCTCGGCCCAT
CATGCCATCACGCATGGGCATGCCCCCTCTCATTCCGCCACCCAGCATTGGCTTTCGACG
AGCCATTGACACCTTGAGCCGTCGGCCTTGAAACTCCTTTCCATCAAAATGTTCTACAGC
AGCCTTGGCACAGATGGGCTCCTCGTAGGACAGAGTGGCATCTCCTTTGGGCTTTCCGCT
CTCCTTATCCGTATAGATGTTGATAGCTGGCTGGCCAAGCCTGCGGTTCATCCTTATCGG
GCCAACATGTTTGAAGAATTCAGCCATTTCCTCCAGGTTAGCCTTTTCAGTCAAGCCTGT
GATGTAAATCGTACTGTTCTCGGAATCATCCTGCTCCTCTGGTCGTCCCATTTCTCGTTC
ATCACCCATGGGGCCACCAGGCTTACTGAAGCCACCTCTGTCTCCAGCGCCCATTCCACG
CCCCATGCCTCCGCGACCACGATGCATCATGCCACCACGGTCAAAGCCGTCCCTGCCAGG
ACCTCTGCTGTCCCCTGGGCCTGAGTACCTTCCGGGCTCAGAGCCAGGATAACCAGAACT
TCCACCCTGACCATCCTGCCTGTAGCTACTGTAATGGCTGGACTGGTTGTAACTAGGTGG
TCCACCTTGTGTGTTGTACTGACTGGCTGGAGGCTGACCATAAGAACCAGCAGTTTGAGG
AGGGTAGGCAGGTGGAGCTTGTTGTTGAGTTGTCTGCTGCTGGTAACCCTGCTGCTGGTT
GTAACCTGCTTGTTGACCCTGGTAACCAGCCTGCTGTTGTCCATATGACGCAGGTTGTGA
GTAGCTGCTCTGGCTGTAACTAGCTGGTTGATTGCTAGCATTGTAACTCTGCGGTGCAGC
TGGAGCTGCCTGTTGACCATAACCAGTGTAGGCGGACTGGGCGGTGTAGCCTGGCTGGGA
GCCATACGACTGGGATGCGGCTGGAGCGGTAGCTGCAGCTGGAGTACTATCATACCCGCT
GGCTCCATAGCCTTGAGTTGACTGCGAATAGCCATGAGCTGTAGACTGAGCAGCGGGATA
GCCTGCAGCTGATGCTTGTTGTCCATAGGAGGAGCTATACTGCTGTTGCTGCTGAGGGTA
TCCTGCAGCTGCAGGGGTCGCCTGGGTGTAGCTGCTGTCTGCAGCAGCTGCAGCAGGCTG
GGTGTATGATCCATAATTCTGTGCTGTTTGTCCATAACTCTGTGATGGCTGGGTGCCATA
AGAGGCATACCCTGGTTGAGCACTGGCCTGACTGTAGGAACTGTAATCTGCGGGCCTGAC
GCCA
>CL379Contig1
TTTTTTTTTTACATTAATAAAAAATGTTTATTAGGAAATGATGTTGGTTTTGGACACTGA
TAGAAGCAAAGCTGCTATGATCACCAAAAAAATAAAAAATAAACACCTAAAAGTATTTTG
TTAAAGTAAATAAACTCAAATGAGAACAGAAAATGAGCACAGAGATCACACCAGCAGTCT
CTCGATTGCCATTTGGACCGACTGGATCTGCGGCTTGAGCTGGGATCCTTCCTTTATAGT
GACGGAGGTGGCGATGACGGGACGCGACACGCCGCAGGCCCGGCCCAGCGCCTGCTTGGA
GCGCACAAACACGTACGGGACGTTCTTGTCCTCGCAGAGCAGCGGCAGGTGGAGGATGAT
CTCCAGCGGCTCAGCGTCAGCAGCCATCACAATGAACTCCGCGATGCCTCTGTTCAGGGT
TTTGGTCGCTTCGTTGGCCCCCTTCCTCAGCTGCTTGTAGTTGGAGGCTTGCTGCACCAA
ATCCAAAATAGTTTTGGTCAACGTGGCGTCGGCCAGCGGGTAAGCCTTTGGGTTAACCTC
AGGTTCTGACATTTTGATTTTCTTTGATATTCCGGCCCTCTCGGCGAAATGCTTCACGGA
GGACTAATTCCTTTAACGGGATCGAAATAAGTATAGCGAACGCCAAAAGTGGTAAATTGC



GTCTCAAAACCTTCCAAAGGCTGCAGCTCGTGCAAACGTTTACCCCACGTGTGC
>CL380Contig1
GAATACATTTATTGACTNCGACAGTTGTTTAGGTGTTTGGTAAAAAACACAATAGCTTAG
CGTGCAAGGAGGCGGAGCTTCAGGAGCACAGGAACTGTTCAGATCATGGAGAAGTTCAAC
CACTGGAACAGGTCCAACTCGATGGACCCACTGCCCTTAGAGTCCAGTTTCTTAAAGACC
CTGAACATCATCTCCAGCTTCATCAGGCAGGCCACAAAGTTATCGAAGTCGATGGTCATG
TCCGGGTCGGAGTATCGCGCCACCAGCAGCTGGTAGATGGTGTTGTTGAGGGTGAAGCCT
GCATCTTTGAAGGCCAGCCTCATCTCAGGAGTGCTCATGGTCCCGGTGTTGTCCAGGTCA
CTCTTCTTGTAGATGTTCAGGTAGTTCTGGACTTTCTTCCACAAAGTGGCGAACTCTCCG
AGACCCAGCTTTCCGTTCCCGCTGTCGTCCATGAGGTTGACCATGATCCTGCAGGTCTCC
ATGCTAAACCCGTCTGTCTTAATGTCAGTTCGTTTGGAGACAATCTTGTTCATGATGGTT
TTCAGTTCCACCGCAGAGATCTCCATGTCATTTCCAGCAAGTTTCATGAACAGGTTCCTG
AATCCAGAGTCCACCTCTGCGTCGGACACCGCGTCGTTACTGAGCTCAGCGCTGACGGGA
TCATCACAGGGCAGGGTTTCGGCCTGCTTCTCGGAGAAGACGCGGATGCAGAAGTCTGCA
TTCAGGTGTGGGTCGAAGGTGGACGGTACGATGAGGTATTCTCCAGGTGGGAGCTTGAAG
CGGGTGCTCACCTCTCGCAGGTTGATGAACGTTTCTGACCTGGCTTTCTGAGCATGGGTC
AGGAAAAAGTTCTTGTCCAAGTGGACTTCTCTCTGGCCGTGGTACTGCTCTGGAAGCTCA
TAGATGGCAAAGCCAATAGTGTGCATGTCCTCGCCCTGTTTCCTCAGATTCCTGCGGTTC
TTCTGGATCAGACCGACCACAAAGCTGCAGCCCACCTCACCGTCATCGGGGTCATCATCC
TCCTCATCCAGCTTGATGACAAACTGCGGGTTGGTCCAGAACGTGTAGGGGTGGTTCCGA
CAGCCCCCGGCCGTGGAGCCCCGCCTCCAGGTGCCGTCAAACTTGCTGACGCTCCAATGT
TTAATGGACTCGTCGTCAATTGTGTCGGGCGTGAGCGTGCACACCTCCACGCGGGAATAG
TTGCGCAGAAATTCGTTGAAGGACATCCAAAACTCGCCATCCTCAGCGTTGGCGTGTGGA
CAGTCTCCCTGCACGTCGTTCCACTCTGACGACCCGTCGCTCCAGGCTCCGGTCCACTCC
ACCTGACCCCAGGGGTTCCTCATCCTCACCAGCTTCTCCTGACGGCCGCGATAGGTCACC
TCAGTCGCACCGGTCAACGAGTAGGCGTGGCCTTTCACCAGCTTCTGACGAGTCACCGCC
TCAGAGTCGGCGGCGCTGGTGATATCGATGGAGCAGCCCAGCAGAGCTCCGGCCTCCAGC
GCTTTCTTGAGGATCTGGAACAGGTTGGACGGCGGTTCCCTCAGGTCAAAGTTCTCAGCG
ATGCCGCCGGTGAAATCCTCGAAGCCTTCAGTGGTGGAACCACCGGACAGCGCCTCATAG
CAGCCGTTCACTTTGGCATAGGCCTTCTCCAGCAGGGCGCTCCAGAACTCCCTCCCCTCT
GCAGAGTGCACAAACATCAGCTTGCCCTCTCGGACCGGCAGACGGTCGTCGATGACCACG
TCCACCCACTCCCCAAACTGCCAGAACTGGAAGTGGAAGATGCCGGCGTAGTCTTTTCCA
AAGCCCTGGTCCATAGGAACCACGCGTGCCATCACGAACTCGTTCAGCGTCAGCGAGGCG
ATGGCGGCCAGCAGCCAGCAGTCACCCAGAGCTCCCTGGCAGATATCCGTTCTGGTGGCT
CCGCCCAAGATGAACTCTGGGTTTGAGACCAGCTCCTTGGGCCGCTTCCAGGTGACTCCG
CGGGTCTTGGCGGAGCTGCGGCCCAACTCGTTGAAGCCCAGAGATTCGGGCGCGGCGGGA
AAGGCCGGGTCGCAGAACAGCTGGCCGGAGGACAGGCTCTGCGCGCGCAGCGCCTCGAAG
TTCTGGTTCAGATACGGAACCGCGTTGGCGTTGGTTCCGAAGCCGGCGGCCAGGGCCCGC
TTCTTGGCCAGGGTGGAGGCGACGCCGGACATGGTTCTGCTGCTGGAGGTCTGGTGCTGT
CAGGAAGCTGCTGCGCTCTGAACCCGGACCTCCGCCCACAACTCGGAGGGAGGAGCGACT
CC
>CL381Contig1
CGGAGCAGGAGGATGCTCAGAAGAACTCCACTGACACGCACGAGGCAGGTGCCACATCAC
AAGAACCAAAGACCAAAGATGATCAGCAGTCTGGAGCAGAGCGGAAAGAGGAGGTGGGAC
CTAAAGGCACCGAGGGGCCACCTGGCCAAGAGAAGACAGCGGTTGCCACGGAAACAGGAG
CACTAGGAAAGACAGCTGGGCCAATGCCTCTGGACTCTGTGGAAGCAGCCACCAAGGATG
TACCTGTAATCCACACAGAGACCAAGACCATCACCTATGAGGCTGCTGCAGACGCGGACA
CCAACGGTGATGCCGACCCCGGGGTGTTGCTAAGCGCTCAGACCATCACCTCGGAAACCA
CCAGCACCACAACGACCACACACATCACAAAGGTCAGGGTGCGGCTGTCGTCGACCTCCT
GAGCACGCCAACGTTTCAGCAGCTGCTTCCGGCTGCTCGTCTCTTCCTGTTGGTAGATTG
AACCGTTTTACTGAGGGATGCTGGGAAGCCGTCTGTGCTTTATTAGACACTCATGGCCTG
GCCTGAGGAAGCTGCCCTGTAAATGCTGATCTGCTCGGTTTGTTTTGGGGATTTCGTAGG
GAGGTTGAAGCTCAGCGCTGCGGATGTGAGTACACACTGTAGCTGGGAATATAAAGGTAC
CTGTTTTCTGTCGGTCAGACGGTGAAGGGAGGAATATCAGAGACGAGAATCGAGAAGAGG
ATCGTCATCACAGGAGATGCAGACATCGACCATGACGAGGTCTTTTCACGTTTTCATGCT
GTTGCTATGAATGTCGTTGACATGACTTGGCAGTGCCTGTAGATGCACTTCACATTATTA
ACTCATAACGCCGCTTTAATACTGGAACTGTGACAAATGTGACTAAAAGGTGACTTCTCC
TTTGACACACTGACTTACAATCCAACCTCCCTGCTCCCTCCCTGCCCTTCCCCGTTCTCT
GTCTCCCCCTGGTGATCCCTCCTGGAATTGCACTCCTGCATTTAGGCCCTGGCTCA
>CL381Contig2
TGGTATGTACAGCAGGGAGCTGCAGACGTATACAGGGGGAAATCATAGTACAGCTGGAGG
GGAGTGCTTCTGGAAATGAGGTTCTACAGCCAGCTTAAATAGTGTCTGTTCTCTAACATA
CACAGCCTAGAGCAGCTGTAAGTTCCTGGAGTGATGGCTTTACTTCATAAATAAAATGCT
GCTACAGTAATTATTCTCATTTATCATAAAAAAAGCATCAAAGTCATAAGGCAGTGAAAG



CAACCGGTTTGCTTGCTGTGAATTGGATTGGGCGTGCAGAGGGGCTGAGAACGCCGTGGG
AAATCGGAGGCAGCGTTGCGTCCGTCTCATGCAGAATGCATTGCTTTGTTTGTTTGGAGG
GGATGTTTGCGACTAGCAGCGAGCTGCGGCGTTCAGAGAGTAGGAGCCTCTGAAGTCCTC
CTCGCGTCCTGACGGAACATATGGAGCTGTGGGTTCATGGAGGTTGAGGAGAAAAGAGCC
CTCACTGTTATTCCTGTGTCAGTCCTCCCCCTCTGGTGTGATCTCTGTCTCTTTATGTAC
CACTACTTTGGTCACTGACATATCAGGATGCTGTTCTTTAGCCTCCTTTATTGCCTGAGC
CAGGGCCTCGTCATGGTCGATGTCTGCATCTCCTGTGATGACGATCCTCTTCTCGATTCT
CGTCTCTGATATTCCTCCCTTCACCGTCTTTGTGATGTGTGTGGTCGTTGTGGTGCTGGT
GGTTTCCGAGGTGATAGTCTGAGCGCTTAGCAACACCCCGGGGTCGGCATCACCGTTGGT
GTCCGCATCTGCAGCAGCCTCATAGGTGATGGTCTTGGTTTCTGTGTGGATCACAGGTAC
GTCCTTGGTGGCTGCTTCCACAGAGTCCAGAGGCATTTGCCCAGCTGTCTTGCCAGGTGC
TGCTCCTGTTTCCGTGGCAACCGCTGTCTTCTCTTGGCCAGGTGGCCCC
>CL381Contig3
AACTCCACAAGACCTACAAGGGGATGACGCCAGCTGAAGCAGAGATGCACTTCCTGGAAA
ATGCAAAGAAGCTGTCCATGTATGGTGTGGACCTCCATCACGCTAAGGACTCTGAGGGAG
TGGAGATCATGCTGGGAGTTTGTGCCAGCGGCCTCCTCATCTACAGAGACAAGCTGAGGA
TCAACAGATTTGCCTGGCCTAAGATCCTGAAGATCTCCTACAAGAGAAATAACTTTTATA
TCAAAATACGACCTGGAGAGTTCGAGCAGTTTGAAAGCACAATTGGCTTCAAGCTCCCAA
ACCACCGTGCTGCCAAACGGCTATGGAAGGTGTGTGTGGAGCACCACACCTTCTTCAGGC
TCGTGTCTCCAGAGGCCCCTCAGAAAAAGTTCCTGAGCCTGGGCTCCAAGTTCCGTTACA
GCGGCAGGACGCAGGCTCAGACCCGCAGGGCCAGCTCCCAGATCATACGACCGGCGCCGT
TCTTTGAACGCACCTCCAGCAAGCGCTACAACATGTCCCGCAGCTTAGATGGAGCTACCA
TTGCAGAGAACCACGACACTCTGATGAAGGACAGCACTGCCGGCGGAGATACCAAAGCCG
CCGCCATTATCACCACGGTAACCACAGAGAGGGAAGAGAAGACGGAGCAGGAGGATGCTC
AGAAGAACTCCACTGACACGCATGAGGCAGGTGCCACATCACAGGAACCAAAGACCAAAG
ATGATCAGCAGTCTGGAGCAGAGCGGAAAGAGGAGGTGGGACCTAAAGGCACAGAGGGGC
CACCTGGCCAAGAGAAGACAGCGGTTGCCACGGAAACAGGAGCAGCACCTGGCAAGACAG
CTGGGCAAATGCCTCTGGACTCTGTGGAAGCAGCCACCAAGGACGTACCTGTGATCCACA
CAGAAACCAAGACCATCACCTATGAGGCTGCTGCAGATGCGGACACCAACGGTGATGCCG
ACCCCGGGGTGTTGCTAAGCGCTCAGACTATCACCTCGGAAACCACCAGCACCACAACGA
CCACACACATCACAAAGACGGTGAAGGGAGGAATATCAGAGACGAGAATCGAGAAGAGGA
TCGTCATCACAGGAGATGCAGACATCGACCATGACGAGGAATAACAGTGAGGGCTCTTTT
CTCCTCAACCTCCATGAACCCACAGCTCCATATGTTCCGTCAGGACGCGAGGAGGACTTC
AGAGGCTCCTACTCTCTGAACGCCGCAGCTCGCTGCTAGTCGCAAACATCCCCTCCAAAC
AAACAAAGCAATGCATTCTGCATGAGA
>CL381Contig4
CTGCTGCAGATGCGGACACCAACGGTGATGCCGACCCCCGGGGTGTTGNTAAGCGCTCAG
ACTATCACCTCGGAAACCACCAGCACCACAACGACCACACACATCACAAAGGAATAACAG
TGAGGGCTCTTTTCTCCTCAACCTCCATGAACCCACAGCTCCATATGTTCCGTCAGGACG
CGAGGAGGACTTCAGAGGCTCCTACTCTCTGAACGCCGCAGCTCGCTGCTAGTCGCAAAC
ATCCCCTCCAAACAAACAAAGCAATGCATTCTGCATGAGACGGACGCAACGCTGCCTCCG
ATTTCCCACGGCGTTCTCAGCCCCTCTGCACGCCCAATCCAATTCACAGCAAGCAAACCG
GTTGCTTTCACTGCCTTATGACTTTGATGCTTTTTTTATGATAAATGAGAATAATTACTG
TAGCAGCATTTTATTTATGAAGTAAAGCCATCACTCCAGGAACTTACAGCTGCTCTAGGC
TGTGTATGTTAGAGAACAGACACTATTTAAGCTGGCTGTAGAACCTCATTTCCAGAAGCA
CTCCCTCCAGCTGTACTATGATTTCCCCCTGTATACGTCTGCAGCTCCATGCTGTACATA
CCAGCACCACCTAGGAATATAGCAAATTATCTTTCAGGCTTTCTTATACCTGCTTCAATT
CTCGTTTTGTATTTCATTTCTTTATTTTGCTTCTCTTCGATTCTTTTGCAAATTGTGTTT
TGGTCAAAGCTAAGGAATGGGTCGGGGGGCTGACATGAAGACCAACAACAGCACAAATGT
TTGTGCGACTGTGAGGCTCAAGCACCCGCACTCGGCCCGATTTGGACGCAGACCCGAGAA
GGATGCGTGACCCCCTCCTGACACGTCTGCGGTCTGTTCCCTCATTCCTGAACCGTTTTC
ATGTCCTCTGCTATAGGTGGAAGAGGAGTGACAGAGCTTTTATTCTTAATTTGAAATGTT
CCTCTAAAATAATAAAGTGAACACCGTAGCGGACAAAAAAA
>CL382Contig1
GATGGCCGTGGAGGAGGAACTGAAGAAGGATCACTCTGACATGCAGGCGGTGGTAGACTC
CAAGCAGAAAATCATAGAGGCCCAGGAGAAGAGGATCGCCAGCCTGGATGCAGCAAACAC
GCGCCTGATGGCAGCGCTGACCCAGCTGAAGGAGCGATACGCCGTGACATCCCAGAGGAA
CGGCTTGTCTCCTAGCAACACATCGTCTCTGCAGATCACAGAAAACGGGGAGTTTCGTAA
CTCTGGGAACTGCTGAGCGACCTTCCTGAGCTGTGATTGACTGACTTCCAGAACTAATGA
TCCACTCTAAAATATCTAAATCATTACCAGTAATTTCCCCCCCATCATTTCAGCAGTTCT
CAGCCCCTGAAGTGCCCCTTCCTGATGAAAGGTGACCCCCCCCTCCAGCTTTTGTTTTGC
ATGTTCCTCCACAGGCAGCCCATGACGTCCGGCACCATTTCTCCTTCTGTTTGGTAGCTC
CTGTAAATATCCAGAGCTGTCTGATAGCTGCTCCTCCTGCATGAGGCTCTGGCCTTTGGT
AGTTGAGGGTAACAGACACGGGCACGTGCGTCTGCAGCCGCCGGCTGCCATCCTTTAAGG



TACAGAAGCCGCTGGACCGTCTTCAGCAACGGGAACGTGTTAGACTAGCTCTAAGCCTTC
GAGTGACTGTGGTGACCTCTCCGGGCTTCCGTAGCGCTCAAACGTAGTCTCAGTGGATCA
GAGGAGCTCCTCCAGAGTTAGAGGTAGTTTGTGTTATTTCAGAGTTTTAATGTACACACC
AGATTTTATTGTAAATCAGTAAGAACTTGTGAAGAGTTTGTGAGCACACACGCACACATG
TACACACACAAACACGGGTCTTTCTATAGTTGTAAGGTTTTCCACTGAGACAGACATTCC
TCTGCTCTTAATCCTTCAGTTCTGCCCCTAAAGGCTGTGTCTGCATAGTTTCTGAATGTC
CCGGCACAGCCGTCCAGCCGTAGGAAGACGCGTCCGAACACACCGTCTGTGCTCACTGTG
GCTCTTGTCTGTATCCCAGATTCTTGTGTTGTTATTTATCTGCAGCCGTATTTATAAGAT
GACTCGCCTAAATAAAAGAATACACTCTTACTTTCTTCAAAAATTCTTTGGTTTATTGGA
AAGGGCCGTTAACGAGCCAACGTGACGCCGCAGATGTAACACAGATCCGTGGTTCCGTGT
GATGACAGGAAGGCTGCTGAGGCGCCGTGACGGACAGACGGACGGACGGCGTCGTCTTCC
AGAACCGCTTTACTGGCTCAGTGCGTCGTGGGTCCAGTAGTCTGTGTTCCAGCCCAGGAA
CCAGCCGGTGAAGGTTGGTGGTTCGAATCCCTGCTTGACCTTCACGATGGGCGTCCGTGG
GTCTCGATTGGCTGGGTCGCTCTGAATGTAGCGCTCGGCTGATGCCAGAGCCTCCGCCTT
TTCTTCGTCCAGAGCCTCGTTTCCAATCCAGAGGAACACCTGGTCCCAGGTATCCAAAAG
CATCACATCGTCTGGAGCCAGGTCGTCCTGTGTGAGTTCGCCTGGAACCTCCTCTATCGT
GAAGTTTCCAGTTTTGTTAGAGCAGGCAAACAGACGAGGAGGGTGAACGTCCATCTTGTT
GCTTAACCGGGGCGTGTGGCAGTAATCTCCCTGACCCCCCAGAGCCTCCCAGAATGCACC
CTCCTCCTCCCCCTCCTCCAGTGGGGTGGGGGTCACACTGAGGATCTCGGCAAGTTCTTT
GGCCCCCTTGGCTTCAGCTGAGCTGCTGTTCTTCCCCTTCCACGTCCAGGATCCAGAGTT
TGACACCAACAGAAAGACGTCACTAGAGTTCAGAGAGGAGGAGGATGGACCCACCTCCAC
AGCTCTGGTGTCTCCTGCGGGATTGGCTCGGACCTGAAACAGGCGAGTGTCTGCAACCTC
AGACTGGCCGCCCTCTCTGGAAGTCCCACCCTTGTACACCACCATTGGTTGTCCCTTGAA
CAGAGTCATCAGGTGGGCGGGCTCTTTCCCCTGAACCACACGCACCTGAACAGCACCACC
TCCAAGTTCATCGTCCAGCTGCACAGCCAAGAGGGCAGATGCCCCAACCTCATCCTGGCT
GGACTCCGCCCCCTGCCACATGTAAATGATGTGGCCGGTTCTGCTAGCATGCTGGTACTG
ATACTGGATAATGTAGCTGTCTCCTCCATAGAATTGACCAAAGGTTTCTGGGTTCACTGG
AACTTTATCGGACCCCTCGATCCGCCAAATCTGTTTCTCTCCATCACCTTTGTCAACCAT
TCCATACTGGGCCGCCATGGAGTCTGACTGGTGGAGCTTGGTCACGTCGAACGGCACCTT
CTCAATTTTTGCAATCTTATTGGACATATAAACTGTTCCCATGCCGACGGTGTCCTCCCG
ATTCCTCCAGTTCTTGAAGAACTGTTTGAAGAGGGGCGTCTCCCCCATCTCAGGCAGGAC
TTGGATCTGTGTGTAGGGGTTGTAACCCATCTGACTGATAAACGTCTCTGCGGTCTTCAA
AACAGCTAGACGCTCTTCCTCATTTGCATCCTTGCCTTTCCAGAGGAAAATCTGTCCGTT
GGCACCATTGTCCAGGACGAAACAGTCACTGGACATCAGAGCATCCTGAGGGAAAGGGT
>CL383Contig1
GAGTTGGGGGAGTGGCTGTTATGACCAGCTCCCAGACGGCGGAGCTGCTGTCCGGACTGC
ACGACTGGATCATGGGCAGCACCGTGGTTAAGTGTGCCGTCACCGACCTGGGGATCCAGT
GGGCCGGCTGGGCTCTGTCTGCAGCCTTTAGAACCGAGAAGTTCTACGACCTCGCAGGCT
CTGGTACGTTTATACTGCTCGCTCACCTGAGCCGCATCTGGGGAGGAGCCACCCAAACCC
GTCAAAAGGTGCAGACGGGGTTGGTGACAGCGTGGGGACTCAGGCTGGGGACGTTCCTGT
TTCTCCGGATCTTGAAGGACGGCCATGATCGCAGGTTTAACAATGTCAGAGACAGCCCGG
GGACTTTCTTCGTATACTGGACGGTTCAAGCCATGTGGGTATTTATGACCCTGCTGCCAA
CCCTCATGCTGAACAGCGAGAAGCGTAATGTGCCTCTGGGGACCAGGGACTACATTGGCT
GGACTGTGTGGGGTCTTGGCTTTGCTACAGAAGCTATTGCTGACCAGCAAAAGTGGTTTT
TCAAGCGAGACCCAGATAATGCTGGGAAGTTCATTCAGAGTGGACTGTGGGCCTACAGCA
GACATCCTAACTATTTTGGAGAGATCCTGCAGTGGTCTGGGCTCTGGCTGTCGGCCTCGT
CAGTGATGAAGGGTCCTCAGTACCTGAGCGTGGTGTCGCCTCTGTTCGTCTGGTTCCTGC
TAAACCACGTCAGCGGGATTCCACTTCTGGAAAAACAGGCCATGAAGAAGTGGGGATCGG
ATCCAGCCTTTCAAGAATACGTCAAAAACACTCCTGTTCTCTGGCTATGGCCGAAGTTTT
GATCATTCCACTTTTTGTTTCCATGTGCTGAACACAAAACTGCCCACTCTTTAATTGTGT
GCACAATTTAAATTCAACAAATGACAATGTTTACATAATAAAACTTAGTGTAACTCAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGCGGCCG
>CL384Contig1
TTTTATGTATTTTATTAAAATTAAGACGATATAGGAAAAACCCATGTACATAACAATATC
CTTAACTTATTGTGAGTAGTGTTTTTAACAAAGGAGAAAGATGAACATTTCCCTCAAATT
TAAGTGAAGTCAGAGGCTAAAAAAGAAAACTGACCCCAACTTCAGCCTTCCACTGGAGAA
TCCATAAAAATATTATCTGACATTAAACTGCTCCATGGCATAAAAAAGGGGTTGGGGACC
ACTGCCTTAAAGCACACGGAACTAGAACACAAAGTAGAGATTTTGCAATAGATAGACTTT
TACTGAATTGTGTTTATTTTATCAATATGGTTTTGGTTAAATGGCTGCAGGCTGCACAGT
GGAGCAGTGGTTAGCGCTCACAGCAAGAAGGCCCCCGGTTCAAGTCCCAGCTGACACAGA
ACATCAAGGGGGGACGTTTCTGTGTGGAATTTACATGTTCTCCCCGTGCATGCACGGGTT
CTCTCCGGGGTCTCCGGCTTCGTCCCACCGTCCAAAAACATGCATAACATAGGGTCAATT
GGCAACTCTAAATTGTCCCTAGGTGTGAGTGTGAATGGGTGTATGATTGCAGCCCTGCGA
CAGACTGGCGACCTGTCCAGGATGTCCCCTGCCTTCGCCCATGAGTGGCCGCGATAAGCT



CCGGCAGCCCCGTGACCCCGAAAGGAACAAAACGGGTTTAGAAGATGAATGAACTAAAGT
TAAATTAAGATTAGAAGGCTAAGAAATGCAAAGGATGACAATGTCTTCTTTATAAGGTGT
TTAAAATAATGCTTACCCCCATGTCAAACACACAGCGAGCATCTGACAGAGCATGAGTGT
AAGCCGGTTGAAGGTCTTCACAGGAGCTCGGGATGTGGAAGGCTGCTCCAACCACATCAA
TGCCTAGATCCTTGGCCTTCTCCAGCAGGTGTCGACAGTTTTTCAGAGAGAAGCCAAAGG
CCATGCTGTTCTCAGCTGCCTGAGACTCGGTGGTCAACTGCAGCAGCAATTTCGCACTGG
GGTGAAGACGGGCAATTTTGGACAGCTCTGCCTCATTTTCACACACAAGATGCTGGATGT
TGTTCTTGGCAGCATATTTGATGTGTGCCAGCTGCTTGAATCCACTCGACAGAATGATGT
TTTCTGGAGGCACGCCATGCTCCAGGACCAAGCCAACTTCAGCCTTGTTGGCACAAACGA
AGCCTAGCCCTAAGGAGGCCAAAACTTCTATGACAACAGGGCTGCTGTTGCACTTGACCG
GGTAGTAAGGCAGCACCCGTGGCACCACACTCTGCCAGCATGCGTGCTGCTGCATCAGAG
CACCGAGGTCTCCCACAACAAACGCACTCTTCTCCATCACAGTCTGATCGCAGATGTGCC
CATCGATGACATCTTCCAGGGTGACACTCCCATCAAGGAGTTCAATTATGTAGTTGGGCT
TGTCAGCAAATCCTTTCATCTTAACAGTATTCCACTAAGCCGGTGATCATAAAAACAGAT
AAACGAGTCAAGGGGTCACGACTGAGCCAACTGGGTCCTACCGGTATGCAACAAAATGGA
CAAGTCAGGAGATGGACCTGTCCCGCTATCAGCTAGGATCCCAAGGTGGCTCAGCGTTAA
AGTCAAACTGCTCCCGGTAAAGAGCCGCCCCTAGGCCCTCCGGGTAGCGATCATACACCG
GTGCAGAGACAGGGGAGCCGTGAGATAACGGCCAAAAGGTTTTGGAAAATCGTCTTCTCT
TTTTCGGCGGAATTTTTAAAGAGTAGTGGAAACACCGGTGAAAGAAAGACTGGCCGTTTT
TGCCATATGTTTGGACGGAAAACGCACGGCGCTCGCGTAGTGTCTTCTCTATCGGTTGGT
GGGTGGAGAACTACTGACCC
>CL384Contig2
GGTTTAATAACCAAAATACTCCCACATGTGAGACAAAAACAAGAGATAACTGACAGGACT
AAACAGGACATTGCGACAACAGAAATACAAAGACAGAACCTTAAATAATTGAACACTAAT
TTAAAATAGCTGAGAAGCCTGGTGAGTGCACAGAAGGAGGAGGGGGGAATTCAGCTGGCA
GCTGCAATCATGACAGCCGGAGCCTAACCTGGCCACTTGTGGGCGAGGCAGGGGACACCC
TGGACAGGTCGCAAATCTGTCGCAGGACCTCAATCACACATCCATGCACGCTCACCCTCA
CACCTAGGGACAATTTAGAGTTGCCATTTCACCTGTGAAGCATGTTTTTGGACGGTGGGA
GGAAGACGGAGACTCCGGAGAAAACCCATGCATACACGGGGAGAACATGCAAACTCCACA
CAGAAAAGTCCCCCATTGATGGTCTGTTTCAAGTCCCCCAGCCAGGACTATGAATCTGAA
TCCTTTTCTTGGAGTTGTGAATAAAATAAAATAGAATAAAATAAAAAATGAAAATACTGT
AACTCACATGTCTAAACAAAAAAGTGCAATATGTACAGAAACAATTGAATATTAAATACT
TGAGAAAAAATAGAATAGAATGAGTTGAGTTGCCATGAGCGCAGCATAGATATTGTGTGT
TATTGCACAGAAGTCAGTTATTGCACACCTGTGTAGTCAGTAATGTAGCATTTGTAAAAA
GTCAGAGTGAGGTGTTATTGGTGGTAGTGTGTGTATTCTGTATGGGGAATCATTAATTCA
TTCATTTTCTATTCCGTTTTGTCTATTTTCGGGGTCACANGGCTGCTGGAGCCTATNCCT
GCCACTTGTGGGCCGAAGGCANGGAACGCCCTGGACAGGTTGCCAGTCTGT
>CL384Contig3
TTCGGCACGAGGACGACGACCGCGGCCCCAGGCGTGGCTTTGACGACGACCGCGGCCCCA
GGCGTGGCTTTGACGACGACCGCGGCCCCAGGCGTGGCTTTGACGACGACAGGGGTCCTC
GTAGAGGGATGGATGACTCTCGCGGTACGAGGCGTGGAGCCGATGATGACTGGGGCCCCA
GAAGAGGGGGGGATGAAGAAAGAGGTGGTAGGAGGGGCATGGATGATGGGCCACGGCGAG
GCGGAGATGACCCCAAACCTTGGAAGCCCCTTGGCAGACCAGGCGGCTGGCGTGAGCGGG
AGAAGGCGAGAGAGGAGAGCTGGGGACCGCCACGCGGGGGTGCTCGTGAAGATGGAGACG
ATGAAGATGGAGATGAAAGAACAAGCCGCCCCTACAGAGAGGAGAGCAGCAGCTGGAGGA
GAGGAGGAACCGAAGAAGGAGGCGCCTGGAGAGAGTCTCGCAGGGAGGACAATGACCGCG
ACGATCGCCGTGACCGTCGCGAGCGAGACCGGCGGGATGACCGCGAGAACAGACCTCCAC
CCAGAGATCAGGATGAAGGTGGCTCTTGGCGCCGTGGAGGGGACGAAAAGTCGGAGGACC
GGGATCGACCCCGTGAAAGGGAGCGTGAAGCTGATGGGGAAAAAGCGTGGCGTGCTGACA
AAGAAAACCCTCGTCGTACTAAGAACGAGACCGATGATGATGGCTGGACCACCGTTCGCC
GCTGAACGTCGTCTGCTGCCGACGAGGCATCGCTATGAGCTTCTGACAAATGATCTGTAG
ACGTAGTTCCCCTGAGGATGTGTGTGGTTCCTGATCTTCAGCCGCTGTACTCCGGCTTTC
ATGACCTCAATGGTTTTACCTTCATAGAAACTAAAAGGCAGATGTTTCATGCAGATGTGC
TTTATCATCAAATATTATCCGATTGCATAGATACCATAGCCTGGATTTCACTTCTGTCCA
TTGAATCTGAGTTGCTTCCTAACCTCCAATGACCCAGAAAGGAGAAGTGTGATGTGCATC
CCTGAAATCAAATGCTTGTTGTTCTGTTTCACTGCAGTCAAAGATTCGGTCCAGACGTTT
ATGAGCAGAACCGCCCTTAATTAATAAAACCTTTCATCTCANAAAAAAAA
>CL384Contig4
CTACAGAGAGGAGAGCAGCAGCTGGAGGAGAGGAGGACCCGAAGAAGGAGGCGCCTGGAG
AGAGTCTCGCAGGGAGGACAATGACCGCGACGATCCGCCGTGACCGTCGCGAGCGAGACC
GGCGGGATGACCGCGAGAACAGACCTCCACCCAGAGATCAGGATGAAGGGCTGCTGGAGC
CACTTGTGGGCGAAGGCAGGGGACACCCTGGACAGGTCGCCAGTCTGTCGCAGGGTGGCT
CTTGGCGCCGTGGAGGGGACGAAAAGTCGGAGGACCGGGATCGACCCCGTGAAAGGGAGC
GTGAAGCTGATGGGGAAAAAGCGTGGCGTGCTGACAAAGAAAACCCTCGTCGTACTAAGA



ACGAGACCGATGATGATGGCTGGACCACCGTTCGCCGCTGAACGTCGTCTGCTGCCGACG
AGGCATCGCTATGAGCTTCTGACAAATGATCTGTAGACGTAGTTCCCCTGAGGATGTGTG
TGGTTCCTGATCTTCAGCCGCTGTACTCCGGCTTTCATGACCTCAATGGTTTTACCTTCA
TAGAAACTAAAAGGCAGATGTTTCATGCAGATGTGCTTTATCATCAAATATTATCCGATT
GCATAGATACCATAGCCTGGATTTCACTTCTGTCCATTGAATCTGAGTTGCTTCCTAACC
TCCAATGACCCAGAAAGGAGAAGTGTGATGTGCATCCCTGAAATCAAATGCTTGTTGTTC
TGTTTCACTGCAGTCAAAGATTCGGTCCAGACGTTTATGAGCAGAACCGCCCT
>CL385Contig1
AGGCCTCTATAGAGATGGCTTAAATGGCCCTCCTCTAATGAGCAGGATGGGAGCTCCACC
AGGTCTACCAGGTGCAGTTGGAGCTGCTCCTGAAGCCATGGCTTCTGTTGCTTATGACTA
TGACGCAGGTCCTGAACCAGTGGAAACAGTCCGCACATTTTTCCCTGAAACCTGGATTTG
GGACTTGGTGGAAGTTGGAGAGTCTGGAAAAAAGACTGTGGCTCACACTGTCCCAGACAC
CATCACCACCTGGGAGACAGAAACCTTCTGCTTGTCCTCTCAAGGTTTTGGTCTGGCTCC
TCGTCAAAAGATTACCGTCTTCCAGCCTTTTTTCCTTGAGCTGACCCTGCCCTACTCCAT
CATCAGGGGGGAGAACTTTGAGTTGAAAGCAACTGTCTTCAACTACCTGAGCAGCTGCAT
CATGGTGGAGGTAACTCCGACCCCCTCATCAGACTACACCCTCACTGCCCTCTCTAGTGA
CCAGTACACATCCTGCCTGTGTGGGAATGAACGCAAAACCCTCCGCTGGAACTTGGCTTC
TATTGCATTAGGGGTTATGAATGTGACAGTCAGTGCCGAGGCTGTACCTTCCCATGCTTC
ATGTGACAACGAGATCGTGAAGGTCCCAGAAAGAGGCCGCATTGACAAAGTCACCAAATC
TCTTATAGTCAAGGCTGAAGGAGTTGAGGTAACAAAGGCATACAACTGGCTGTTGTGTCC
AAATGGAAACACTTTGACTGAGACGACAGAGATCCAACTTCCTGACAATGTGATTGAAGG
ATCTGCCCGTGGGACGGTATCAGTTCTTGGTGACATCCTGGGGCGTGCCTTGAAGAACCT
GGATGGACTGCTGCAGATGCCATATGGATGTGGAGAGCAGAACATGGCTCTGCTTGCTCC
TGACATCTACATTCTTCATTACCTAAAAAGCACCAAACAGCTGACCCCAGAGATCAATGA
AAAGGTGTCCCAGTTTTTGAAGAGTGGCTACCAGAGACAACTGAACTACAAAGACAGTGA
AGGGGCTTACACTACATTTGGATCAGGACCAGGCAACACATGGCTGACAGCATTTGTACT
GAGATCTTTTTACAAAGCGCAGTCTTTCATCTACATCGATGAAGAGAAAATTAAAGAATC
CAGGAGATGGCTTGAAGGAAAACAAATGCAGAATGGCTGTTTCGAACAATCAGGAAAACT
CTTCAACAACAGAATGAAGGGTGGAGTGTCTGATGAAGTTACTCTGAGTGCTTATATCAC
TGCTGCCTTTTTAGAGATGAAAATTTCCCCAAATGACCATGTTTTGAATAAAAGCCTGTT
GTGCCTCAAGTCGTCCCTGAGCGACCTCAGCAACACCTACACTACAGCTCTTCTAGCTTA
TGTCTTCACGCTGGCAGAAGACATGGAGACACGTGATCATCTTCTGAAGCAGCTTGACAA
CTCTGCAATAAGAGAAGGGGGGTTCCTGCACTGGTCACAAACAGGAACCGAGAAGTCTGA
TTCCCTCTCAGTGGAGATTACCTCCTATGTGCTAATGGCCAAACTAGGAGCATCTCCCAC
CTCTGAAGATCTGGGCTACGCCTCAAGCATTGTCAGGTGGTTGTCAGGACAGCAAAACTA
CTACGGAGGATTCTCCTCCACTCAGGACACAGTGGTGGCCCTCCAGGCGTTGGCCCTGTA
CTCCAGTCTGGTTTTCACTCCAGGCGGTTCAAGCACGGTCACTCTTCAGTCTCCTAGCGG
CCAGCTGACGTTCCACGTAAATCCAGACAATAAGCTTCTTTATCAGGAGAGCGTGCTGCA
GAAAATGACAGGAAGCTACAACCTTGAGGTGAAAGGATCTGCGTGTGCTTCAGTGCAGAT
TTCTCTCTTTTACAACATCCCCACCCCCCAAGAGACAAACACCCTGAGTATAAAGGTTCT
ACCGGAAGCTGACTTATCAACCAAGAAACCCAGAGTGATTCTGAAGCTCAACTCCCTATA
CACTGGGAAAGAGACAAACACAAACATGGTGATCATAGATATCACAATACTGTCTGGATT
TGTACCGAACGTGAAGTCTTTAGACAGTATCAAGAAAGCACCCCTCGTGGATCGTGTCGA
GCACAAAGACGGCCATGTTTTGGTTTACCTTCGAGAGCTGGTGAAGGAGCTACCCATGAA
CTACAGCCTGGTACTCGAACAGCAGCACGTCGTGCAGAACCTCAAACCTGCTGTGGTCAC
ACTCTACGACTATTACCAGCCAAGTGAACGAGCTGAGGCCGAATATACTTTTCAAAATTG
AGGAGTCACTGCTGCACTTCAGATCACAAGAATGCGGGTGGCAGTACATGCCTGAACCTC
ATCATTTTACCTCCAGGAGGAGACATTAAGCATCACTTTTGTATAAACTATGAGTTTTAA
AAGTTCAGTAAAGAGACTGTCCTAAGTGAAGCTCATGGTTTTATTTCTGTGATCCACTTT
GTGTGAACGAGTTGAAAAGAAGAGATGAAAAGTATGAAATACA
>CL386Contig1
GGGGGAGGGACGGATGCACAGGGGTCATGGTGAAGGTGGGGGGGGGTCTAATCTGTGGAG
GATGAAGGACAGAGCAGGGGGGGTAGTTAGGGCGGGGGGCAAAAAACACAGTAATACACA
ACTCACGACATGGCCAATCCGACAGGGGGATAACGCGTCTTTTTTTTTTTCCTACACCAA
AACGAGCCTTCAATCATAAAATGCCTTTTAAAAAAGATTTTAGTGTGTTTCTCTTGCAGA
CACTTTGATATGATCACTGCAAATCTGCAAGGCGCTCCATGTTCAGCTTTTTTTTTGTGC
TAAAAATCTGTACGGATACTTATAAAATCATTGATAAAAATATTCCTCTGTTAACAATAC
GCCTTGGAGGGAAACCGTGTGAGACTTGAGGAGGGCAGGGAGGACCGGCTGGCTGGCTGG
GTGTGTGGGGAGGTGGGCCGTCGAGGAGGGGGAACAGTTGGGCAGTGGTGCTACTCGGAC
TTGGCCTCCTCCTTGGCCTCCTCGGGGGCTGCTTCCACCTCGTTGGTCTTGGCCTCTCCG
TTCTCAGAGTGGTTCTCCTCGTTGGCCTCTGCCTCGGCGTTCTCCTTTGCCTTCTTGGTC
TTCTTGTCCTCCTTCTTGTCATTCACAGCCTTTTCTTTCTTTGCTGCCTTCTTGGCCTTT
GGCTCCGGCTTAGGTGGGGCCGGTTTCGCCGATAACCGGGCCGATCTCCTCTGGGGCTCT
TCCTTCTCTCCTGCTTCTGTTCCTTGTGCCTTTCTCTTGGGCATGGTGAATTCTTTGAGG



TTTTCTCACAAACACAACTAAAGCGGCTTTTATTCGCGGGTTCAGTGCATGTGAAGACGA
GTGTCTCCCTCGTCCGAATTCCTCAGCCCG
>CL386Contig2
TTCGGCAGAGGGGAACAGAAGCAGGAGAGAAGGAAGAGCCCCAGAGGAGATCGGCCCGGT
TATCGGCGAAACCGGCCCCACCTAAGCCGGAGCCAAAGGCCAAGAAGGCAGCAAAGAAAG
AAAAGGCTGTGAATGACAAGAAGGAGGACAAGAAGACCAAGAAGGCAAAGGAGAACGCCG
AGGCAGAGGCCAACGAGGAGAACCACTCTGAGAACGGAGAGGCCAAGACCAACGAGGTGG
AAGCAGCCCCCGAGGAGGCCAAGGAGGAGGCCAAGTCCGAGTAGCACCACTGCCCAACTG
TTCCCCCTCCTCGACGGCCCACCTCCCCACACACCCAGCCAGCCAGCCGGTCCTCCCTGC
CCTCCTCAAGTCTCACACGGTTTCCCTCCAAGGCGTATTGTTAACAGAGGAATATTTTTA
TCAATGATTTTATAAGTATCCGTACAGATTTTCAGCTTTTCTAAACACTCTTTCTTTCTT
TTCTTTTTCTTTTCTTTCTTTTTTGTTAAAAGATTGGATTTGGAAATCTTTTATCTGACA
AATGCAGGTGTCTGGTCCCTCTCTTATGTTCTGAAGTTCTCTTAATAAAAAGAAGTCCTG
GGAATTTTCCTCGA
>CL387Contig1
CAAAACAAAGAAAAACAAAAGGTTTTTTTTTTTCTTGTATGAAGGAGAAAACTCCTTTTT
TTATTGAAGCACACAGAAAAAGTTAAATGGTAATGAGATGAGGTGCGATGAGGAAACTTA
AATAAATGTGCGGATTTAGCATCTGCATCTCTCCCAAATGAAAATTCCCAATGGAGATGG
TTGTGCGGATTTTCTTCTTGCGCTTTTGGTCCAGCAGGTTTGATCTTTAGAAGTCGGGAC
GGTCTTTCTTCAGTTTGCTGTAGTCCATGTTTACAGCGAAGAACTTGTACTGATCAGTCG
GGCCGAGTTTGTTCCAAGGCTCGGGGTTGTTCTTGCGGTCCCAACTGACATCAGGATTTC
TCAAGCCCAATCGAGCCAGGTACAGCATGGACATGGCGGCGCCTCCCCCAATGAAGAAGA
AGAGGGGGATCAGCGCCGGGTGGTTTCGTAGCTGTTTGCGGATTGTAACGAGCATTATGT
TGCCCGTACAGATTGGTTTGTGTAGAAATAAACCGATTATAACCTCACACACCAAAACGC
TGCGCAGCGTAATCTGCGAGATTTCGCGGAAGAAGGCC
>CL388Contig1
GGCAGCATTTACAAGCCTTTTTACGTCTCTTTGGGCAGGAAGGCATTTTTCTCTTGGTCT
GTGTACTTGAGGAGTCAGGATGAGCCTCCAGTGGACAGCGGTGGCCACCTTCCTTTATGT
GGAAGTCTTCCTCGTTCTTCTGCTCTGTATCCCCTTCATCTCCCCAAAGAGGTGGAGCAA
GGTCTTCAAGTCTCGCATCCTTCAGACCATCGCTCTCTATGGAAACACCTGGTTCATGGT
GGCCATCGCCATCCTCGTCTTCCTTCTCATCGATGCGTTCCGAGAGGTGAGGAAGTACAG
TGTGTCGGACAAAGTGGACGTTACCAACAACCCAACCGCCATTGAGCACATTCACATGAA
GCTTTTCCGAGCCCAGAGGAACGAGTACATCGCCGGCTTCGCCCTGCTGCTCTGCCTACT
GCTGCGTCGTCTGGCGACTCTGCTCTCCCAGCAGGCCTCGCTCATGGCGTCCAACGAGGC
CTTTAAGAAGCAGGCGGAGGGTGCCAGCGCCGCGGCCAAGAAGTACATGGACGACAACGA
GCTGCTTCAGGAGAAACTGCAGGCGGCTGGTATTGAGGTCCCAGAGGGCGGGAAGAAGGG
AGCAGGTCCACAGGAGGAGAACAAAGTGCTGAAGGGGGAGCTGAAGACGCTGACAGAGGA
GCTGGAAACCACCAAGAAAGCTCTGCACAAGTCTGACAGTGACGTTCAAGCCATGAAGAA
GCAGGCGGAGAACCTGACGGTGGAGTATGACAGACTGCTGGAGGAGCACAGCAAACTGCT
GGCGAGCAGTGACAAGAAGTCGGACTGAATGGAATGAAGGTTGCTGCCGTCAGTGTTTCC
AGCCAGCCTGGCTTGTTCGTCATGTCCCGGTGATGGTGTCAGCTGACTCTGCTCAGCTGT
GATTGGATGATGAGACTGTCAGCCTTTTCTGTTTCCGTTTCTGCTGCTGCATTCGTTTTT
CTGTTTTTGATATGATCGGGTTTGAGTTTCATCTGCATCAACCGTGTTTCTGCAGCATTC
TCCTCGTCTGCTGGACTTTGTTCTCTGAAGGCCGCGTTCAGTTCATTCTGGGTTAAACTC
AGACGGTTTCCTGAATGAGGAGCCGTCGTCCTGCAGTGAAGTCTTGGTCTTTACTGTCGA
CCCCATTCCTCTTCATCACAGACTGTAACAGGGAGGAGTTTCTCTGGTGCGGCGTGGACT
TCTGTTATCCAAGTACAGACGGATGGCACGTGTCGACTCGCTGTTCTGAAGGTTTTTGTG
AAACTGAATAAAAATATTTCTAAGGNCCAAAAAAAAAAAAAATATTTTTTTTTTTTAACA
>CL388Contig2
GGTTTACGTCTCTTTGGGCAGGAAGGCATTTTTCTCTTGGTCTGTGTACTTGAGGAGTCA
GGATGAGCCTCCAGTGGACAGCGGTGGCCACCTTCCTTTATGTGGAAGTCTTCCTCGTTC
TTCTGCTCTGTATCCCCTTCATCTCCCCAAAGAGGTGGAGCAAGGTCTTCAAGTCTCGCA
TCCTTCAGACCATCGCTCTCTATGGAAACACCTGGTTCATGGTGGCCATCGCCATCCTCG
TCTTCCTTCTCATCGATGCGTTCCGAGAGGTGAGGAAGTACAGTGTGTCGGACAAAGTGG
ACGTTACCAACAACCCAACCGACAACGAGCTGCTTCAGGAGAAACTGCAGGCGGCTGGTA
TTGAGGTCCCAGAGGGCGGGAAGAAGGGAGCAGGTCCACAGGAGGAGAACAAAGTGCTGA
AGGGGGAGCTGAAGACGCTGACAGAGGAGCTGGAAACCACCAAGAAAGCTCTGCACAAGT
CTGACAGTGACGTTCAAGCCATGAAGAAGCAGGCGGAGAACCTGACGGTGGAGTATGACA
GACTGCTGGAGGAGCACAGCAAACTGCTGGCGAGCAGTGACAAGAAGTCGGACTGAATGG
AATGAAGGTTGCTGCCGTCAGTGTTTCCAGCCAGCCTGGCTTGTTCGTCATGTCCCGGTG
ATGGTGTCAGCTGACTCTGCTCAGCTGTGATTGGATGATGAGACTGTCAGCCTTTTCTGT
TTCCGTTTCTGCTGCTGCATTCGTTTTTCTGTTTTTGATATGATCGGGTTTGAGTTTCAT
CTGCATCAACCGTGTTTCTGCAGCATTCTCCTCGTCTGCTGGACTTTGTTCTCTGAAGGC
CGCGTTCAGTTCATTCTGGGTTAAACTCAGACGGTTTCCTGAATGAGGAGCCGTCGTCCT



GCAGTGAAGTCTTGGTCTTTACTGTCGACCCCATTCCTCTTCATCACAGACTGTAACAGG
GAGGAGTTTCTCTGGTGCGGCGTGGACTTCTGTTATCCAAGTACAGACGGATGGCACGTG
TCGACTCGCTGT
>CL389Contig1
GTTCGCGGACCTCAACGTGTCCGACAAGATGGCACTTTATAACTTTAAAAAAATTATGGT
GGTTCCCACCGCCAAGGAATTTATCGACATCACCTTATCCAAAACCCAAAGGAAGACGCC
CACAGTCGTACACAAACATTACCAGATTCACAGAATCAGACACTTTTACATGCGAAAAGT
GAAATTCACCCAGCAGAACTACCATGACCGCCTCACACAGATCCTCACAGACTTCCCCAA
ACTGGACGATATCCACCCATTTTATGCTGATCTGATGAACGTGCTGTATGACAAGGACCA
CTACAAGCTGGCCTTGGGACAGATAAACATAGCTAAAAACTTAATTGACAATGTTGCCAA
AGACTATGTGCGCCTGATGAAATATGGAGACTCTCTGTATCGATGCAAACAGCTGAAGAG
AGCCGCTCTGGGTCGAATGTGCACCATCCTGAAACGACAGAAGTCCAGTCTGGAGTATTT
GGAACAAGTGCGACAGCATCTGTCCCGTCTGCCGAGCATCGACCCCAACACCCGGACCCT
TCTCCTGTGTGGTTACCCCAACGTGGGCAAGTCCAGCTTCATCAACAAGGTCACCAGAGC
TGATGTTGATGTCCAGCCTTATGCCTTCACCACCAAATCCCTGTTTGTGGGTCACATGGA
CTACAGATACCTCCGCTGGCAGGTGGTGGACACCCCCGGAATCCTGGACCACCCCCTGGA
GGACAGGAACACCATTGAGATGCAGGCCATCACGGCGCTGGCTCACCTGCGAGCGGCCGT
GCTTTACGTCATGGATCTGTCTGAGCAGTGCGGCCACACGCTGCAGGAGCAGCTGGAGCT
CTTCAACAACATCCGGCCCCTGTTCGCCAACAAGCCTCTGATCATTGTTGCAAACAAATG
TGACGTGAAGAAGATCAGCGAGCTGACTGAGGAGAACCAGAAAATCCTTGCAGACCTCAC
CACTGAGGGAATCCCCGTCATTGAGACCAGCACCCTGACCGAGGAGGGAGTCATGCAGGT
TAAAACCGAGGCCTGTGACCAGCTCCTCGCCCACCGCGTCAACACCAAGATGAAGGGCAA
GAAGGTCCACGACGTCCTGAACAGGCTGCACCTCGCCATGCCCGCCAAGAGGGACGAGAA
GGACAGACCCCCCTTCATCCCAGATGGAGCTTTGACCCGCAGGAGAGCCATGGAGGTGGA
CGCCCCCAAACGCAAACTGGAGAGAGACCTGGAGCTGGAGCTGGGTGACGACTATNTCCT
GGACCTGCAGAAATACTGGGATCTGATGAACGAGGACGAGAAGCAGGACAGGATTCCGGA
GGTGTGGGAGGGACACAACATCGCGGACTACATCGATCCGGATATCATGAAGAAACTGGA
GGACCTGGAAAAAGAGGAGGAGTTGAAGGAGCGAGCCGGCGAGTACGACTCTGATGACGA
GAGCGAGGACGAAGACATGCTGGAGATCCGCTCTCTGGCCAAACAGATCCGTGAGAAGAA
GCAGCTGATGGTCATGGAGTCCAGGGAGAAGGATGTGCACGGACCTCGCATGCCCAGGAC
TGCCACCAGGGTTGAGAGAAAGAAGCTGGAGAAGGAGATGAGTGAGCTCGGACTGGACAT
GAGCGACAAGAACGATAGCCACTATGCTGAGCAGGCTCGCCGTTCCCGCAGCGTTGCCAA
AAAACGCAAACGAGAAACCTCCGCTCCTCCCACCTCCAAGACCCGCAGCCAGAGCGCCTC
CCGCCCACCTCGAGATCAGTCCGGCTTACGGGACGCTAAGATGGTGAAAAAGGCAAAGAA
GATCATGAAGAACTCGCAGACAGACCGAAACCGGGACGGCAGGAAAGGAGAGTCGGACAG
ACACGTGTACGACCTCAAACCCAAACACCTGCTGGCCGGAAAGAGGAAGTCGGGCAAAAC
TGATCGCAGATAAAACGGCTGCTTTTGGACTTCTTCATGTCTGAAAATAACATTTCAATG
AAACTCAAGATTAACCCACCCGCGTAATATGATAAGTGACTATAATTCAATTTTGTCAAC
TGTAAAACCTGAAGCAGGTTTAGAAATAAAATTGTCAGATTTTGGTCAGTTTTTGAACTG
ATTGTTTGTGTGTCTGTTGGAAGTGAACAGCTTGTGTGTGGCTTAGAAAATGAGGATAAA
GTGATGACGATGAAAGAGTCCATACCGAGGAGCCAAATAAATTGACAAGTTAACTAAAAA
AAAAA
>CL390Contig1
TCGGCACGAGGCGGCGTTTGTGAAGGTCGTCATTTGGAACTGTGAGTATCAGCAAAGAAG
TGCGATCCGTCATGTCTCTGGCTAAGCCAATGATGAGAGGCCTGCTGGCGAAGCGGCTCA
GGTTTCACCTGCCGATTGCGTTTGGTTTGGCGTTTGTGGCTGCGGTAGCCTTCAAGTACA
CAGTGACAGAACCCCGGAAACGAGCCTACGCCGACTTCTACAAGCAGTACGACGCGGTCA
AAGAGTTCAACGCCATGCGGGAAGCAGGCGTCTTCCAGAGTGTTCGACCCTCTGGAGAGT
GAACTCCTTCCTGTTGGTCTGAAGATGGTTTCCTTTCTCCTCGTTTCATGTTTCACTGAT
CAGATGTGAACATCAACACGCCGTTTGTTCCTCTNAATAAAATACACAAGAAATGGAANA
AAAAAA
>CL390Contig2
TCCTCCTTTATTTTCAGAAAAACCTCCTGACATCAGGTCTTCTGCTGCAACAAATGCACT
GAGACACAGTGATCTGTTAATGCAGAGTGAAGAAGACGCTGATGTGTGATGGATTATCCA
CAGCCTGACCTTTGGAGGCATTTCTGGTTAAGGATTAGAAAAGAAAGAGAACAGCATTTT
GGCTGTTTTATGAAGAGCTAAAAAGAAAAAAAAATAACTAAGGAACATCACCATCAATGT
TCAATCGACAGAAACCCTTCCAGTTGTAAAAAATAATCCAGATGTTAATCTGGCATGGAG
TTCAATCACGTGACTAAACAGCCTTCATCATGGCCGCCCGGACCCTCCACCCGGCACCGG
AACCGGGAGCACTGCGGTCTTGATCAGGTCCTACATCTTCAGCCCCCTCCTCCTCAGGTC
CTCCCTCGCCTCCCTGATCTGCTCCTGCAGCTCCTTCGCTGCTGCGTCACAGTCGTTGAA
GGTGGCGACCCGGTATCCCACGGTGGCCAGAGAGAAGCAGCCGAACGACACCAGCAGGTA
GAGGGGCATGGGCCAGGCCACCTCCCGGTACGTGTGCGGGAGGTTCAAGTCCAGCAGGTC
GAAGCTGACCAGGGCCCACAGGCCCCCCAGCAGCGACGCCCCGAACAGCCACTGCATCAG
TTTGGTCATGGTAGTGAGTGACAGAGTGAGGAGTCCCGCCGCGGCGCCTTCCGACCACCT



GCGGGAGGGAAACCCGCGACTTTATCGTCTTTAACGGCCGCCAGACAGCCTTCCTTAACG
CCAGCTCAGCTCTGGGATCCGCGGCCGCCGAATTCGGCGGCGGCGTTAGCGGCGTTTGTG
AAGGTCGTCATTTGGAACTGCGATCCGTCATGTCTCTGGCTAAGCCAATGATGAGAGGCC
TGCTGGCGAAGCGGCTCAGGTTTCACCTGCCGATTGCGTTTGGTTTGGCGTTTGTGGCTG
CGGTAGCCTTCAAGTACACAGTGACAGAACCCCGGAAACGAGCCTACGCCGACTTCTACA
AGCAGTACGACGCGGTCAAAGAGTTCAACGCCATGCGGGAAGCAGGCGTCTTCCAGAGTG
TTCGACCCTCTGGAGAGTGAACTCCTTCCTGTTGGTCTGAAGATGGTTTCCTTTCTCCTC
GTTTCATGTTTCACTGATCAGATGTGAACATCAACACGCCGTTTGTTCCTCTAAATAAAA
TACACAAGAAATGGGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCAAAAAAAAA
AAAAAAAAAAAAAAAAAA
>CL391Contig1
CGAGAGTTTTTGGTGAGTGGCCCTTTCTCGAAGGTGTGCTTTATGGCGGTCACGGAGACT
GCGAATTTGTTGAGTTGCTAAACCTGGCCGGTCAGTCAGTGTTCCTCCTCCTCTTGGGGG
TTTTCCTGCTTCAGTCTGGTGGACCCAGCCATTAGTGTGTTGAATAGGGAGGTGAAGCTC
TGAAGATGGAGAATGGACAAGGCACAGGCTCCAAGCTTGGCCTGCCGCCTCTCACTCCAG
AGCAGCAGGAGGCTCTGCAGAGGGCAAAGAAGTATGCTATGGAACAAAGCATTAAGAGTG
TGTTGGTGAAGCAGACCATAGCCCATCAGCAGCAGCAGCTCACCAACCTGCAGATGGCAG
CAGTGACAATGGGCTTTGGAGATCCTCTCTCACCTTTACAATCGGTGGCAGCTCAGAGGC
AGCGTGCACTGGCAATCATGTGTCGGGTTTACGTGGGCTCCATTTACTACGAGCTTGGAG
AGGACACCATCCGGCAGGCCTTCGCCCCCTTCGGCCCGATCAAGAGCATCGACATGTCCT
GGGATTCGGTCACCATGAAGCACAAGGGGTTTGCCTTTGTCGAGTACGACGTGCCAGAAG
CTGCTCAGCTGGCTCTGGAGCAGATGAACTCAGTCATGTTGGGGGGGCGAAACATAAAGG
TTGGGCGGCCAGGTGGCATCGGTCAGGCGCAGCCCATCATTGACCAACTCGCAGAAGAGG
CGCGCGCCTATAACCGAATCTACGTCGCGTCCGTTCACCCTGATCTGTCAGATGATGACA
TCAAGAGTGTCTTTGAAGCCTTTGGAAGGATCAAGTCTTGTATGTTAGCCAGAGACCCTA
CTTCAGGGCGACACAGAGGCTTCGGTTTCATTGAGTACGAAAAGCCTCAATCGGCCGTCG
ATGCCGTTTCTTCAATGAATCTATTCGACCTGGGGGGTCAGTACCTGCGTGTTGGCAAAG
CCGTGACTCCGCCTATGCCCCTACTCACTCCCACAACCCCAGGTGGGCTTCCACCTGCTG
CAGCCGTGGCTGCGGCGGCAGCCACTGCTAAGATAACGGCCCAGGAGGCTGTAGCTGGTG
CGTCAGTCTTGGGGGCGTTGGCTGCGCCCCAACTTCTCGGTCAGCAAATAGGAATACCTC
AAGCTGTCATGGCTGCCCAGGCTCCAGGAGTCATTACAGGTGTGACGCCGGTGCGTCCTG
CCATACCGGTGATACCACAAGTTGGCTTGGTGAACCCCGTTCTGGCATCGCCGCCGGTCC
TTTCTAACCAAGCCGCCAGCTCCAGCCAGCAGGAGAAGAAAGAGGAGAAGGAGGAGGCCC
TCCAGGACGGCACAGGGCAGGAGATGCTGAGCGACCAAGAGCACATGAGCATCTCGGGCA
GCAGCGCCAGGCATATGGTGATGCAGAAGCTGCTGAGAAAGTCGGAGTCCACGGTGATGG
TGCTCCGGAACATGGTCGGTCCGGAAGACATCGACGACGACCTGGAAGGAGAAGTGACGG
AGGAGTGCGGGAAGTTTGGCACCGTTAACCGGGTGATCATCTACCAGGAGAAGCAAGGCG
AGGAGGAGGACGCCGATATCATCGTCAAGATCTTCGTGGAGTTCTCCGCCGCCTCAGAGA
TGAACAAAGCTATCCAGGCTCTCAACGACCGCTGGTTTGGGGGTCGTAAGGTCGTCGCTG
AAGTCTATGACCAAGACCGTTTTAACAGCAGCGATCTCTCTGCGTAATGTTTGAAATGCT
TTAACAACTCAAACCCCATCCATTTGCCCGCTCATTTCCTCCAACACTTGTAATTATGGT
TTTATTTTCTCTTTTAAAAAAAAATGTAAAAACAAACAAAAAAAATGCCCTTGTTGGTTA
AAGCTCCACACGGAGTCGTTCATTGTCATTTTTTTTCTGTGATCTATGAAAAACCTTTTT
GTGCAAATTTTTTTTTTTTTTTACCCC
>CL391Contig2
GAGTGGCCCTTTCTCGAAGGTGTGCTTTATGGCGGTCACGGAGACTGCGAATTTGTTGAG
TTGCTAAACCTGGCCGGTCAGTCAGTGTTCCTCCTCCTCTTGGGGGTTTTCCTGCTTCAG
TCAGGTGGACCCAACCATCGGTCACGGAGACTGCGGGAGGTGAAGCTCTGAAGATGGAGA
ATGGACAAGGCACAGGCTCCAAGCTTGGCCTGCCGCCTCTCACTCCAGAGCAGCAGGAGG
CTCTGCAGAGGGCAAAGAAGTATGCTATGGAACAAAGCATTAAGAGTGTGTTGGTGAAGC
AGACCATAGCCCATCAGCAGCAGCAGCTCACCAACCTGCAGGTGGCAGCTCAGAGGCAGC
GTGCACTGGCAATCATGTGTCGGGTTTACGTGGGCTCCATTTACTACGAGCTTGGAGAGG
ACACCATCCGGCAGGCCTTCGCCCCCTTCGGCCCGATCAAGAGCATCGACATGTCCTGGG
ATTCGGTCACCATGAAGCACAAGGGGTTTGCCTTTGTCGAGTACGACGTGCCAGAAGCTG
CTCAGCTGGCTCTGGAGCAGATGAACTCAGTCATGTTGGGGGGGCGAAACATAAAGGTTG
GGCGGCCGGGTGGCATCGGTCAGGCGCAGCCCATCATTGACCAACTCGCAGAAGAGGCGC
GCGCCTATAACCGAATCTACGTCGCGTCCGTTCACCCTGATCTGTCAGATGATGACATCA
AGAGTGTCTTTGAAGCCTTTGGA
>CL392Contig1
AGATTTGGAAGTTTCCCTCTCTTAGGCAACGCTCTGCTGCCATTTCACAGAACCATTCTT
ATCTGAGCTCCCGATCTTTCTCAAAACAAAAGCCATCAGTTTTGCATTTTTCCTCTACAG
CAGCAAAAGAAATGTGACTTGACAGTGAAAGAAGTGTGTAGGCTTAAGTAGATCATTGAA
CACAAACAACAGAGCAGTGTCAATGAAACCGTTTTAATGGAATGTGGTTTTATTGGAAGC
TGGAATGGTGTTGAACTGTTCAGCTGATGCAGATCCTCCTCAGAGTTCATTGTGCAGCAG



CACCTTAGCTTTGTTCATGTTGCTGATCAAGAGTGCGATATCCTCCGGAGCGTAGGCGTA
GTGGCGGTTGCTGTACCGTCCAGTGATGTCTGCACGCACAGTCAGTGAGGGATCAACAAA
GAGGATTCGTGGAACATAATAGCCATCAGGAGCCAGATTCTTGTCCATGGCTTCCTCCAC
CAAGTTGATCATGATGAATTCGTCTTTAGCCATTTTCTGGAGGGTGTCGTTAGCAACAAA
TGCTTTCTTCAGAGCTTGGCTGTACGGGCACTCGTCTTTGTGATGAATGACCATCAGGGG
CTTCTGACTCCTTACTGCTTTTGAAAGACCCTCGCCATAACTTTGGACCCAGTTAATTTC
ATCACCCCATCCTTTTGACAGGGGATTAGGCTTCACAGTTTTCCTTTTCTGCTCTGCGGC
TCCGGCGCAGATGCCGATGAACGTGAGAAGGATGACCCACCGAAGCATGGCGCCACGTCC
TTTTAGAAAACTGAGCGGGAATCTGCACAAACAAACCTGACGGGCCTTGTCAAGAATCTG
TAGGGATCTCCCCGGCCATAATGCCCGGG
>CL393Contig1
TTATTATNCGATGTAAATGTGTGGATGATCCTTGATGGGGCCGCCTCCCGGACGGACGCC
CCCCCCCCCGTGGACAGGATGTGATAATGCACTTCTTCATGTTACACGTCACAACAATGC
TGGCTATGAACGGCCCGGAACACGAAAGGCTGATGGGTTTCTGTTCCGGCGCGGCGCCGG
ACGTTCAGGAGCAGTCGCGGTTGGTCACATGGGACGGGGTCTTAGTCGTCCAGGAAAAAA
TAGTTCCCGCTCTTTTTCTGTTCCGTGTCCTTGATGGAGTTGAGCTTGTTGATGCGCGGC
CTAAAGTTGTTGGGGTCCCTCCTGAAGGTGATCTCCAGCAGCGACAGGAAGCGGTTCATC
CCCGCCAGCAAACCCTGAGGCGTGTTAGCCAGCGTCTCCCTGGAGGGAATGCCGTCGAAC
ACGATGACTCTGTCGGCGAGGTACGTCGCCATGATGAAGTCGTGCTCCACCACAAACGCC
GTCTTCTTGGCGTGGAGGATGTACCTCTTGATGACTCTGGCCGCCATCAACCTCTGCTCG
GAGTCCAGGTACGCCGACGGCTCGTCGACCAGGTAAACATCGGCCGGCTTCCCCAGACAG
AGCGTGAGGGCGACTCGCTGCAGCTCACCGCCGGAGAGGTTCTGCACGTCCTGGTCGATG
ATGCTCTCGATCTGCATGGGCTTCATCACGTCGGTGATGAACTGCGGGTGCGTGTACGCG
TCCCGGATCTTCTCGTGTAGCAGCGCCCGGACGCTGCCCTTGAACTTGGGGCTGATGGTC
TGAGGCTTGTAGCTCACGTTCAGGATGGGAACCTCGCCTCCACTGTCGGGTTTGAGTCCG
CCGGCCAACATCCGGATGAAGGTGGTCTTCCCCGTTCCATTCTCTCCCAGCATCACCATG
ATCTCGGAGTCCGTGAACTCTCCCCCTTTGATGGCCAGCGTGAACTCGCCCATCGTCTTC
ACCATGTCTGGATACTGGTAGTGTCTGAGTCTTTTCACTTCCTCTTCATTGGCCGTTTCT
GCCACCTTAAAGACCAATGAGGTTTCCCGAAACCTGAGGTTCTCTGTGGGAACGTAGCCG
TCCAGGAAGATGTTGATACCTTCTCGGACGCTGAAGGGCATGGTCACGACCCCGTAGGCG
CTGGGGACTCCGTACAGACAGCAGATGAAGTCGGACAGGTAGTCCAACACGCTCAGGTCG
TGCTCCACCACAATGATGTACCTGTCTGGGGTGATGAGGGAGCGGATGGTGATGGCAGCC
TTCAGCCTCTGCTTCACATCCAGGTAACTGGACGGCTCATCAAACATGAAAATGTCGGCC
CTCTGGATGCAGACGACGGCGCAGGCAAACCTCTGCAGCTCTCCTCCGGACAGGTCCTCC
ACGTTCCTCTCCCGCAGGTGACTCAGATCCAGCTGTTGGCAGACGATGTCTTGTGTGTTT
GTGTCGTCCTTCCTGCCCAGGATGGAACCTACTGACCCCTTCACAGTTTTGGGGATCTGG
TCGACGTACTGCGGCTTGACGATGGCTCGCAGGTCGTCCTCCAGGATTTTGGTGAAGTAG
TTCTGCAGCTCTGAACCTCTGAAGTAGGTCAGGATCTCCTGCCAGTCTGGAGGATTGTCA
AACCTCCCCAGGTTGGGCTTCTGTTTCCCGGCCAGGATCTTCAAAGCCGTGGACTTGCCG
ATACCGTTGGTCCCCACCAACCCCAGCACCTCCCCGGGTCTGGGGATGGGCAGCCTGTGC
AGCTTGAAGGAGTTGGCGCAGTATCTGTGTGTGGTTTCCTTCTCCAGGTTGCTGGGAAGG
TTGACGATGGACAGCGCTCCAAACGGACATTTCTTGATGCAGATTCCGCAGCCGATGCAG
AGAGACTCAGAGATCCACACGATCTTACTCTGCGGGGTCACCTCGATGCACAGCTTACCC
ATGCGCACCACCGGGCAGCTCTTCTTGCACTCCTGACGGCATTTCTTGGGTTTGCATTTG
TCGTGGTTGACGATGGCGATCCTGGTGTTTTTATCCGCCATGATGGAAGGGGGGGGGGGG
GCAGCGCTGAAGGGGCTTTCACCTGCCGGAGCCTTTTTGGCTCCCGAGTTCCGGCTTCAA
AACACACCGAACTCCCGGAGTATTCAGAGGGGAGAAGTCGGAGTAAAAACTTCTGTTTTT
CAGCAACGTGTTTCTTTGCTGGAAGCCGGCAGGAAAGCC
>CL394Contig1
AAGAGACAAGGTTTTTTATTCCTGTTNGGATCAAAAGACACTTACAAAGCATAAAAACAA
ACATCACAAAACAGCTTGATGTTTTTCTTAAACATGTCATTGCTGGACTTCCATGATGAG
TTTCTAAGCCTGAAGTTGAGTTTAAATTAAATTGACCTCATCAAGGACTGAGTAGCTCAA
ATCACATGGCTTCAGTTCCAACAGAGCTTTTAGTAAGGGATAAAACAGATTTCAGAAGAT
TGTAAAGACAGTTGGTTGTTGTGATGTCATCACATGCTCAACATGAAAGCCAGGATGGAG
GCACCGATGGCTGCAGAAAGAGCCATTTTGCTGGATGGGGCGGCGCTGACCACCGTGTTG
CATCTGTCTGTGCTGCAGCAGGAGTAGTTGGTGGTGTAGTTGGTGCCTAAGAATGTGCTT
ATGGAGACTACGCCGCATCCTGAGTTGTTAGACGCACAGCCTTGGAAGTTAAAACCCTTG
AAGCTTGAGATTGCCGGGAAGGTTGAAACAGATGTAAAGCAGGTACTGTTCCCATCTGTG
CAGGTTTCATTTGCTGCACCCAAGCAGAATCCCAGCAGACCAAAGGTGCACTTGTTGCAA
ACCAGGGACTCGGCAACAATGAGAGATGCAACAGCAACTACAACAGCAAGCATTAGCTTT
GCCATCTTCCTGTGTTGATTTGGTTGGCAGATCTTAGTGAAGAAAGCGTCCTTTCGATAA
GGTCCCC
>CL394Contig2
CGAGGCGGAGTTTGGACCTTATCTAAAGGACTCTTTCTTCACTAAGAACTGCCAACCAAA



TCAACACAGGAAGATGGCAAAGCTGATGTTTGCTGTTGTAGTTGCTGTTGCATCCCTCAT
TGTTGCCGAGTCCCTGGTTTGCAACAAGTGCACCTTTGGTCTGCTGGGATTCTGCTTGGG
TGCAGCAAATGAAACCTGCCCAGATGCGAACAGTACCTGCTTTAACTCTGTTTCAACCTT
CCCGGCAATCACAAGCTTCAAGGGTTTTAGCTTCCAAGGCTGTGCGTCTAACAACTCAGG
ATGCGGCGCAGTCTTCACAAGCACATTCTTGGGCACCACCTACTCCACCAACTACACCTG
CTGCAGCACAGACAGATGCAACACGGTGGTCAGCGCCGCCCCATCCAGCAAAATTGCTCT
TTCTGCAGCCATCGGTGCCTCCATCCTGGCTTTCATGTTGAGCATGTGATGACATCACAA
CAACCAACTGTCTTTACAATCTTCTGAAATCTGTTTTATCCCTTAATAAAAGCTCTGTTG
GAACTGAAGCCATGTGATTTGAGCTACTCAGTCCTAGATGAGGTTTAGTTAATTTAAACT
CAACTTCAGGCTAAGAAACTCATCATGGAAGTGCAGCAATGACATGTTTAAGAAAAACAT
CAAGCTGTTTTGTGATGTTTGTTTTTTTGCTTTGTAAGTGTCTTTTGATCCAAACAGGAA
TAAAAAATCTTGTCTCTTACAAAAAAAAAAAAAAAAACAAAAC
>CL395Contig1
TTTTTTTTTTCAAGGTTTAACAGCCTGTTTTTATTCTTGACCAGTCATTTATTTTCTTCA
CCAGATCTCATCAAAAATGATCTTTAGGCAAGTAAGATGTTCAGTTAAACAAAATAATCA
CTGAAACTGTAAACTGTTAAATTTGAGGTTCTTTTTAATGTGCTCTTGGAGATGCAATGG
CTGCCCTTTTTGCCCTGCTGGATCAGTATTACCCTGAAATGACCTGGAAAGCATTGTGAC
CTGATCAGAACAGTGATTGTTAATGCAAATGTGTGGAAAATTCTCTTTAAACCCAAACCT
ACGGGGGATAATCTAACAAAAAATACCAGTTGGATTAAAATAATCTTCTGAAAACCATCC
CATCGCCTGCAGAGGGCGCTGTTCCCCCACATTCTGAGGTGTATTGACACTTGGATGTGA
AACAGTTTGCTTTTCTGATCTCCAGTCACAAGGCCTTGCTGCTCATGTTGTAACCTCAGG
GGAGATAGAGGTGATAAGTTGAATTACTCCACTGATAACCATTATCTTCTCAATCTCTTA
CACTCAAGCATTTTTTTTGGTTTCCATGCTCTGAAGAACATGCCCAGAGGTCTGACAGGG
ATTCAGGCCCAGGTTCAAAATATCTGTCATGAGATAACTGGATGCAATTATGGAACGGTT
TAATTCAAAGCAAGGTTAAGAAAAATGGCTGTTCAACATTTAATATTATATAAGGAAAAA
CCGTGGGGATATCTGTCAGTGTAACATAAAGACTGCTTTAAAAAACACTCCTCAATTTGG
AGAAAGAGTGAAGGACTCGACGGATGCCTCTTAGACCGCCGTGCCTCTCTCCAAGTTCTG
CTTGATCTCTGCCGTGTATTTGCCGTAGAAACGCTCAGCCTTCTTGTTGAATTTGGCGTT
CCTCTCATTGATATAGTCGATGTCTGCGTCGTCGTTGTAGGCTCGGCGCCGGCTGTACTT
GGCACGCTTTTCAATCTGTTTCTCAACATCCTCCACCATGCGGTCAATGCCGTCCTTTGT
GGGAACATGGGTGCCGTGGATCAGGCTATTTGACGTGGGGTAGAAGTCTTCACCGCTGTC
TTCCCTCAGCTTCTCATAACTTTCCAAGTCTGGTCTGATCTGCCTTGTGAGCCTCTGGTA
CTGTCGGAACTGGGCCTCGGCGTAACCTGCAAATCCCGTGTCTGGGTTTTTCTTCTTCTT
CTTCCTTTCCCACCGCTCTGCATCATCAGCGGTGATTTCTAGCAGCTTCACTCTGTTGTA
GTCCTCTCCACGGGCAGCACATTCCTTTTTCTTTTCATTTTCAGCAAGCTCCCATTCCAG
TCGGGCTTTTTTCGCCTCCCAGTTGGAGGGCAGTTTCAGTCTCTTATCCTCCTCCACAAC
CTCCTGGTGGTTCTGTTTCCGTGCTTCGTTCCGTTTAAAATGCAGCTCTCGAAATTTACG
AAGCCTCGCCTCCCGTTTTTGCGAGACTAAAGAATCCGTCTGTTGTTCGTCACCTGCAGC
TGCGTGAGTTTCCACTTCAGGTGACGCCATTGCTCTTCTTCAAAGGAAGCAGAAGAGCGG
AAGTCCCCCGGCCATA
>CL396Contig1
TATTTTATTTACAAACCAATGGCACAGTTTATATGCACAGCCAATGCACTTGCACACTAT
AAACATGTTCTGGGAAGTTCTTCTCATAAAATTGTTAAGCATTTCTAGTCAGAGAAAGTC
ACTTCAGGCAAGAATCAACAACACAAATTCTCGCTGATGGAGCAAATATTGCTCAGGAGC
AACAACGGTTTCACTGCTTTAAAGGTCAGTAGATTTGAATGAGATGGAGCGCAAAGCAGC
AAGTCATCGCAAAAAACAATGTTGGGGAGCATGAAGTGGACACAACTGGCTAAATTTCAC
TCGCTTTAAAGCACACAATTAAATAAAACCACACAATCAGAAAAGTACATAACGTGGACA
AAAGAGAAGAATTGTGAAATTTTTCCTGTAGGAAATTTTAATGAACTACTCGATTCCTCA
ATTAGTAATAAACACAGGAACGTATTTGGCTTAATAAATTTTGTTCTTAAAGCCGAAAGC
AAAACCTGAAGAAATGTAAACGGCATGCAGATATAAAGTGAAATATGGAATGGTAGCAAA
ACAGTGAAAGTAAAACCCTCAACCAGCAAGTTTGCTCGTCACCATGCTGGTCTTTCTGTG
AGGCAGATCCTGAGGCGTTGGGATGTGCCCCCCTGTGATCTCAGTCTTCTCTGCTGGGGC
AGACGGCAGCTGCTTGTTCTTCATTTTTGCCTTGGCCATATTGTAATCACCAGAGTCAAA
GTATTTTTGCCCTCCTTTCTGAAGTCGTTTCCTGAGAAAATCTGAGCCCCCTGGTTTGGC
TCCAAGGTTGGGATACCTGGCCTTCAATTTGGCCTCCTCTGATTTTTCTGGACTGATCAC
GGTTTCCTCCATTTCCTGCTGTTCGTCTGAAGCCTTCGTCTCGTCATTTTCCTCCGACAT
CGCTGCCCCGATAGCCTCGCTGTGAGCGCTCAGATGAATATGCAACCCGTGGGTCCGCTT
TAGTGATTTGTGGAGGATGTGACTGTGAGGCAGCAGTTACCCCAGCAGCGAGGGCGGCAG
ACAGCCTGTCACTGTCACGCACACCCCCGGCCATAATGCCCGGG
>CL397Contig1
TTTCAAATGCATTTTCTTTATTACTGCAGCAGTGGAAAAGGTTTGACACTAATCGAGTTG
CAGTTACAGTGGAGATGAAGCATAAATTGGGATACTTATGGAGTTCAGACAATTTATTCC
AGACTTCTAAATGCACTAAAGTCTCTTGGACCCAAATTTGGTTGGACATTTTAGAAACTA
ACCCTGCAGTGGAGGGCTTCGGTCCAAAAGAGCTTTTTTAACGTCTACAAAAACAAAAAG



ACTCAGTCGGCTGTGATGAAATGGACAGTTTGTGACTTTATTCAAGCGAGATCAACGCCC
TCAAGTCTTACGACGCCTTTCCCCATCCGCTCGCCAAAACTTTGCCTGGTTCCATAATCT
GACAGGTCGTTCATCTGCAGCTCATGTTTGATACCCGTCAGGATCTTCTTAAGAGAGTCT
TTTGAGCTAGCGTACCGCATTTTTTCCTTGATATGTCCCGTTTCAGGGGCCCACATCACG
AAGACCAGCTCCTCTTTCCTGCTGGACTCTTTGGTTTCAAAGTGGCAGTCGTACAGGATG
TAGCAGCACCTGGAGGGCTCCAACAGCGACAGGAACTGCTTGAAGACGTCTTGGTTGGCC
AGGTCCTTCTCCCGTAAAACCTTCTCTATCACAATGAAGCCATCTTTGATTTCCAGAACC
ACCAGTCGGATGCGCTCGTTCTGGTCCGAATCCGCCTTCACCACTTTCATTTCATCCATG
ATGGTCTTCACATCATCGTGAACTTGTACCCCAGATGCCATGTTGCTTCTGATGTGTGGA
GGAAACAGGCAGCAAAGAAAAATGGCAGCCCCCGGCCATAATGCCCGGGTTTAAC
>CL398Contig1
TTTTTTTTTTATTTTTTCAAAACATGTTTAATGCACAGTTAAGTTCAGATGATTTTACAT
GTGAGTCCTCATCCTTCTGAAGGAGCCCACCATGGGGTTGTGGCAGCCCCAGTCACCACA
GCTCCTGTACTCTCCGGGCCTCATGAAGTACTGGCGGCCCCTGTAGTTGGGGTGCTCGTA
GAAGATCCAGAAGCCCTCCATGACGTTGCAGGAGTAGATGTCACGGTAGCGGAAGCGCTC
GTACACGTTGGGGCAGTCGTCTGAGAACTCCATCATTTGCCCCATCATGTCGGGCCTGTT
GAAAATCCTCATCTTGTAGGATCCTCTATAAGGAGGGAACATCTGGCAGGAGCGGATGCA
GTTGTTGAAACCCATCCAGCTGTGGTAGTCGGGGTACTCGCCGGGCCCCAGAATGTACTG
ATACCCCATGTAGTTGGGCCTCTGGTAGGCCACCCAGTGACCGCCACTGACCCGGATGGA
GTTGCAGTAGTTGAAGTGCCTGAAAGTGTCCATGCAGTCACTGCTGCACTCCCAGTGGCG
GCCCTGGAAGTTGCGGCCCTCGTAGAAGACAATCTTTCCCATGGCTGCAGGCCTGTGAAC
TTTCCCGCCCCCGGCCATAATGCCCGGGTTTAGCGTCAATAGCATT
>CL399Contig1
TTTTTTTTTTCAAAAAAGACAATTTATTACTTGTATGATGGTGAACTTTGACCCATACAA
AAGAAACATCACATGTTGATGTCAGTAGAGACTATTGTGGAGAAACAGTGGCACATTAGG
ACAGCTTCCCTCTAGAGGAAATTCTCTGTGCTGCAGCAAGTCTCAGTGGGTTCGGGATGG
ACAGGATGCGGATGTGGGGTCGAGTTCCTGCCTCAGTGCTCCATTGGCTCATCGGGAGCG
TCTCCAGCAGGAGGATCATCAGCAGGCTGGACAGCCTTTCTCTGTGGCCTCTCCTCCAGT
CCAACCAGGAACGGAGCAACATCATCGTCATCATAGATGGTGAACTCCATTTCTTTTCCC
ACAATGCCAATGGAAACATTCTTGGTGGTCAGGTCCTGCTCAGCTGGAAGAGTTTCTCTG
AGGGCGCGGAGGCCATGTTGGACCAGGTCGTTCAGATTACAGTCAGAAAACTTGTCCATG
CACCTCTCCAGGTACGTGCGTGCAGACTGGGAGCGCGCTCCGATGGACATGGCTTTGCAG
TCAAAGTAATTTGCTGATGGACAGGTCTGGAAGATGTGAGGTCCCATGTCATCATAGCCA
GCAATGAGGAGTCCCACTCCGTAGGGCCTCCTTCCATACCTCTGTGTTGGGATTTGGGTT
TTGCTGCCGATTAAAGACACGAGGCGGGATGTGGGGAGAGGCCTGTCGAAGACAAATCTG
GAGTCCAAGCACTCCTGACGCATGAAGTTACAGAGCAGCCGAGCGTCCGCCGTCAGTCCA
GCAATGGAGATGCCAATGTGGTTATCAACATGAAGGATCTTCTTCTGGTGGGCAGCCAGC
TCAGACTGGGCTCTCTTAAGTGCAACCAGGACCGCGTGAGTTCTGGACTTCAGTCCGACG
GTTGCAGAACCTTGTTTCACAGCCTCCATGGCATATTCGATCTGATGAATGCGGCCCTGA
GGACTCCATACCGTTACGTCGTTGTCGTACTGATTGCGGAACATCTCTGCTAAAGTCTCG
CTTCCTCCGCCTGCGCCGGGATCTCGATTTAGTTTCCTGGGTTCCTCGGCCCC
>CL400Contig1
AGGAATTCGGCACGAGGCCGGGGTGCGAGTTCCAGTCTGGACTAGCGGAGGGAAGGAGCT
GCTCTGCGGGACAAAAGCCGCCGCTTCTCGGTCTCTAACCGCGGGAACTAGCTGCTCTTG
GCGCTGGATTAGGACGAGGCGCGTGGTTTTCCTTTTTCTTTTTCCTTTGCTTTAGAAGAA
GCCGACGTCCACCGAGACAATGGGATCCCAGTCATCCAAGGGGGAGGTGTCCGCCGAGGC
CGGCGCCGCCGCAGCAGCGGACGCCGCGGCGGTCAAGACCAACGGACAGGAGAACGGGCA
TGTGAAAACCAACGGCGATGTCTCCTCAAAGGCTGACGGAGATGCCGCCGCCACCAACGG
CTCAGCTGAAGCTGCCAAGGAGCCCGAGGCCGGAGCAGGCGGGGACGCCATTGAGCCGGC
CCCCGCCGCAGACGGGGAAGCCACCAAACCCGAAGGCGAGGCTGCGGCAAAGGAAACCCC
CAAGAAGAAAAAGAAGAAGTTCTCCCTGAAGAAGTCCTTCAACATTAAGCTCAATTTGAA
GAAGAGCAAGAAAAGTGAGGTGGTGAAAGAGGAAGGTGCTGCCGCCGCTGCCCCCTCCGA
GGAAAAACCTGCTGAGAACGGAGCTGCGGCCCCTGCTGAGGAGAAGAAGGAGGAAGTGAA
AGAGGAGGATGCTGCGGCTGCAGCTGAGGCTCCAAAGGCAGAAGAGGGGCCAGCGAAAGA
GGAGACCCCCAAGGAGGAGGCTAAGGAGGCAGCTGCTCCGGCCCCCGAGGCCACGAAACC
AGCAGAAGAGAGCAGCTCGACCCCCGCCTCCTCTGAAAAGAAAGAGTGATTGTACTCCTG
CTCACAGCGAACTGGCTGAACTGTTTTTCAAGAAAGAGAGAGAGAGATTCTAAGAGTATA
TATATATTTATATATATATGTGTATATGTATACATATGTATATGGATATATGTATATGTA
AATATATACACATGTATGTGAAAGACTCTGTGCCACTTTTCGTCATGATTCCGGACGACA
GACTCGACTCACTCCATCACTTCCCTGGTTCCGGCTCGGCATCTGGACGGGTTGCAGGCG
GTGGGACGGTCAGCGTGCGGATTCTAACACCCCATGAGGTGAAGCAGGGTGGAGTTCAAA
CATCTTCTCCCTAAAGCAGCTGATCTAGATGCCCCTCCAAAGGAATGGTGGGATTAGGAC
ACCTCCTCCTCCTGAAATGACTGCTAAAAGAAAAAAAAATCCAAAAGTAAAGAGACTTGC
CAACTTTTTACATTCCTATATTTTAACCCAAATATAAAGTATTTTGTGGTGTATTATAGA



GAACCATCTTAAAAGATTCAGACAAACTGTCTCGTTTGTTGAAATACAAAAAATAAAGGG
TTTTGATTTTTACCTTACTTTAAAAGAAGAACACTTAAGCTTGCTATGTTCACTGTTGCG
GTTTGATATGAAGCAGGGTTGTTTGTGTGTCTTGTGTGAGCCTGAATCTGCTTTGTCTCT
GTAAATACGTTGGATTGATTTCTGTTCTTTATTTTGCTAATGTTGACAGATGTTACTGGT
TTTATGTAAAGTTCATAANGTAAATAAAT
>CL401Contig1
CGGCCGCGGACCGTTTTTTTTTTTTTTTTTTTAAGATAACAATATTTTATTTATGCTAGT
TCAATTGTAGCTGACATTTTGTTTTTAATGGTCCACAAAAGTGGAATTATTAGTTTGTTT
TTTTGGTGCTCCGTGCTGAAAGCACAGAGGTAAAAGCAACAAAAGCATGACAAAGAGTAA
ACTGTAAATAGGAGTATGGTCCTCTAACAGTTGCAGACAAAGAACTTGAGTGACTTTATG
AAGGTTTACTCGTCATGTCCTTCGTAACCATCAGGAAGAGCGTTCACATGTGGGTTGTGG
AAAAGGCTTTTGTTGCCATCTCCCCAGGGAAAACGCTAAACAAAAGAACCACGACAAGAT
TAAACCAATATTGAGATTGCTTCTGTAAATGTGCCGATTGCTGTGAAGTGGTCAGACCTT
TGAACGAATGCGAAGATGGGAATATGGAACAAATTCTGGCTGTGTATGTTCATGGTGTTG
CTCCTTTAAGAAGGTGTTTAGCATGCACACGGCGACACCAGGCAGAGCAACGATGAAAGT
CAGGATCTTCCAAGTTTTGGCTGAATGCTCCCCTCCCTCAGCAGCAGCAGCAGCAGCGAG
CTGACGCCGAGTTTGGGTCAAAGAAGACCGCAGCAGCACCTTGGAGAAGCGCCCGAGAGT
CGCCATTTTCGTTTCTGACTTCCCCGGCCATAATGNCGGGTTTA
>CL401Contig2
GCAGAAACGAAAATGGCGACTCTCGGGCGCTTCTCCAAGGTGCTGCTGCGGTCTTCTTTG
AACCAAACTCGGCGTCAGCTCGCTGCTGCTGCTGCTGAGGGAGGGGAGCATTCAGCCAAA
ACATGGAAGATCCTGACTTTCATCGTTGCTCTGCCTGGTGTCGCCGTGTGCATGTTAAAC
ACCTTCTTAAAGGAGCAACACCATGAACATACACAACCAGAATTTGTTCCATATTCCCAT
CTTCGCATTCGTTCAAAGCGTTTTCCCTGGGGAGATGGCAACAAAAGCCTTTTCCACAAC
CCACATGTGAACGCTCTTCCTGATGGTTACGAAGGACATGACGAGTAAACCTTCATAAAG
TCACTCAAGTCCTTTGTCGGCAACTGTTAGAGGACCATACTCCTATTTACAGTTTACTCT
TTGTCATGCTTTTGTTGCTTTTACCTCTGTGCTTTCAGCACGGAGCACCAAAAAAACAAA
ATAATAATTCCACTTTTGTGGACCATTAAAAACAAAATGTCAGCTACAATTGAACTAGCA
TAAATAAAATATTGTTATCTTANAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL402Contig1
GAGGCTCCGGTCACGATGGCGGACAGACCAGTTCCCGTGGTGGAGAAGCGCCTGATGGAT
GTGAAACTGGGAGAGCTGGGAAGCTGGCTGGGAGGGCGAGACTTCACCCCTAACGGCATC
CTGCAGGCCATCCGCCGAGGCCACGACAGATACTACAACAAGTACATCAATGTGAAGAAG
GGCGGCATTGGCGGCGTGGCCATGCTGCTGGTCGGATACGTGGCCATCAGCTACTTGTGG
GAATACGACCACATAAAACACGATCGCTGGAGGAAGTACCACTGAGTCCCAGCAGCCATC
GGGGTGAACCGTCACATCCTGGCACCTCCTGCTTCTATGCTCAGCTCTGTTGTATTAATG
TGACCAATTAAAGACAATACCAGTTTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAC
TT
>CL403Contig1
TCGGCACGAGGCTTCCTCGCTCGCCGGGTCTTGCAGCTGTCTTTGCCGCGTCATGTTTCG
AGCCGCCGTCCGACTCTCTGTCTCCGGTGTCCGGAGTTTAACCCGCACACAGCCAAGATG
CCAAGCTGTTTTGGCCTCTAGGTGCTACTCACATGGGAAACAGGAGACAGATGAGGAGTT
TGATGCTCGCTGGGTCACTTATTTCAACAAGCCAGATATTGATGCATGGGAGCTTAGAAA
AGGGATGAATACTTTAATCGGATACGACCTCGTTCCTGAGCCAAAGATTCTCGAGGCGGC
GCTGAGAGCCTGTCGCAGGTTAAATGATTTGGCCAGCGCAATCCGAATTTTGGAAGCTGT
GAAGGACAAAGCCGGCCCTCATAAGGAGATCTATCCATACGTGATCCAGGAGCTGAAGCC
TACATTAGACGAGCTCGGCATTTCTACACCAGAGGAACTTGGCATTGACAAAGTGTAGTG
GACTGAGTCTCCCAGCAGAGTGCTTTACCCAGGACACATTTCTTGTATTTACATGTTTGC
CTCATCAAAGTGTGGTATATTATTTGGCCTTTATTAGGTTCTTTTGATCTGTAAAATATG
GATGAACATAATAAAGGATATGTATCTTTAAGTGTCAAATGTATATCGAAATGTTTTTCT
TATTTTGACAGCTTCAGGACCTTTTTGGAGAAATACTGAAAGATGTTTCCAATGTTGTTC
TGTTTTAAAAACAGCTGTCTGGATGTGCAGGACTCCATCTGGCCAGAAGGGGGCAGCCTT
GTCTCATGAATGTTACAATCGTTAAACTGATACATTTTTGTTTGCATTTGCATTTCAGGG
GAATTACCTGCTGGTAAAATAAACTTGTTCCATTTCCCAAAAAAAAAA
>CL404Contig1
GCCTACTTGTGCGGGGGGGGACCACATTTCTCCAGACAGTGGAGCAGCATGTACAATCAG
AGCATGTGGAGAGAAGCTCTCCTGGTGGTGACCTTGTGTGCCGGTCTAGCTCTGGCGCAG
TTCCCCCGGGAGTGCGTGACCCCCGAGGGTCTGCGCAGCGGCCAGTGCTGCCCGTCCCCG
ACGGGGGCGTCCGGGGATGAGTGCGGCTCCAGCACGGGGAGAGGGCAGTGCGTGGCCATC
GCAGCTGACAACCGCCGCCACGGGCCCCAGTACCCTTACTCTGGACGGGACGACAGGGAG
AGGTGGCCCTTGCGATTCTTCAACCGCACCTGCCAGTGCAATGGGAATTTCAGCGGCTAC
AACTGCGGGCAGTGCAAACACGGACTGACTGGAGCAGACTGCGATCAGAGAGTCTCTGTG
GTAAGGAGGAATATCATGCAGATGACTGCAGCTGAGAAGCAGGCATTTGTGGATGCCTTG
AACCAGGCCAAGAGCACGGTGCACCCCGACCTGGTGATCTGCACGAGGAGGTATCAGGAG



GTGTTGGGCCCCGATGGCAACAGCACGCAGTTTGAGAACATCACCATTTATAACTATTTT
GTTTGGAGCCACTACTATTCCGTCAGTAAAACCTACCTGGGGCCGGGCCAGGTCAGCTTC
GGAGGCGTCGATTTCTCCCACGAGGGCCCGGGTTTTGTCACCTGGCACCGTTTTCATCTG
CTGCAACTGGAGAGAGACATGCAGAACATGCTGGGAGACCCTTCCTTTGCCCTGCCATAC
TGGAACTTTGCCATCGGAGGCAGCGAATGCGACATCTGCACGGACGACCTGATGGGAGCC
AGGAGCGCCTTCGACATGAACTCTATCAGCCCCAACTCCGTGTTCTCTCAGTGGAGGGTC
ATCTGCGAGAGCGTGGAGGACTACGACACCTTGGGCACCATCTGCAACAGTTCAGAGAGC
AGCCCCATCAGGAGAAACCCGGCGGGCAACGTGGCGCGCCCCATGGTTCAGAGGCTGCCG
GAGCCCCAGGACGTCCTGGAATGTCTGGAGCTAAACACCTTCGACACTCCTCCTTATTAC
TCCACCTCGTCAGAGAGCTTCAGGAACAGCATTGAAGGGTACAGCGCCCCCCAGGGGATG
TACGACCCAGTCATCCGCAGCCTCCACAACCTGGCCCATCTCTTCCTCAATGGGACGGGA
GGTCAGACTCACCTGTCTCCAAACGACCCCATCTTTGTGTTGCTGCACACCTTCACGGAT
GCGGTCTTCGATGAGTGGCTTCGCAGACACCAACCAGGTGAGGTGGTTTACCCCGAGGAG
AATGCTCCTATTGGGCACAACCGCAGGTTCAACATGGTTCCTTTTTGGCCTCCGGTCACA
AATGCGGAAATGTTTGTCAGCGCCCCTGAGAGTCTGGGATACTCATACGAAGTCCAGTGG
CCAGCCCGTCCCCTAACTCTGTCTGAAATAATCACTGTGGCTGTGGTGGCGGCAGTGGTG
GTTGTGGCGGCGTTGGGGGGCCTCATCGCCTGCGTGGTCCGAGCTCGTTCCCACCACTCG
GCTGAGGCCCTGCAGCCGCTGCTGGGGGAAACCTTCCGGAGCTACTCAGAGGATGACAGG
AGGTTGGATAAGTCGCAGTCTGTCGTCTGATCCCCCACGCTTCCCTGGAAGGGAGCTTGA
GATTTTTGTTTTCTAATTCATCGGTTTCTTCTAATAAAGTTGAACTGGTTTCAAAACCTC
ANAAAAAAAA
>CL405Contig1
GGTTTGGACTGTTTTATTGTGACTGACACATAAATTAAGGTATGCTTGACTTCTCCATCC
TGTGTTTCACGGAGATGCAGCATCTCAAAGAAATGTGTAACATGGCAGCAAATGTTGGTA
AATGCTCCTTCTGTACTGACTCAGTAGTAGGTTTCCATTTCCACCCAACCTCCTGGGTTG
CGTCTGAGGAGATATCTCCTGACTTCATCATAAACGAAGATGATGATGGCGTATGGGAAG
GCACAGAACCACCAAGTGGGCTTGAGGGGGTACATTCTGAGGGCGGCGTCCATTCCTGGG
CAGTATGACAGGAAAGCAGCCAGAGCGGTTTCCTCAATGAGTCCAAAGATGAGGATGCGG
TTCTTCATTCCTTGCTGCACAATGGAGTTCCTCCTGGTCTTGCAGATGATCAGATCAGCC
CACTGGACGATCACAATACTGGTGAAGAAAGCTGTGTGGCACGTATACTCGATGATCTTT
CTGCGCTCGTATGTCCACTGCTGTCCGTAGCTGTCTTCCAGGTCTTGTACAGATTTGTCG
TCCCATCGAAGCCTGATGCCCAGCAGGTCCATGGGTAAGAAGCCGTTTTCAGCCAGGATC
ACAAAGTAAGTGAAGAATCCAGCTACGGCCTGGATCATACCAATTTGTCCATAGGCGATG
CTGATAAGCCTTTCATTTACAAGTTTGTCTGTTTTGGGGTTTCGGGGCTGTCTCTTCATG
ATGTCGCTCTCAGCTTCTTCATAGGCCAGGGAGATGGCGGGCACCATGTCAGTCCCCAGA
TCAATACAGAGGATGGTGACGGTTCCCAGAGGCAGAGGGATGCTGGCGAGGATGAAGAGC
AGGAAGGGGGAGATTTCAGGGATGTTACTGGTCAGAGTGTAAGCAATGGACTTCTTCAGA
TTGTCAAAGATTAGACGGCCTTCTTCCACTCCGGTGACGATAGAAGCAAAGTTGTCATCC
AACAGGATCATGTCAGCAGCTTGCTTGGACACGTCAGATCCAGCGATCCCCATGGCAACA
CCGATGTCAGCTTTCTTCAAGGCAGGAGAGTCGTTCACACCGTCACCTGTCACGGCCACA
ATGGCTCCCTGTCTCTGACAGCCTTCCACAATAATCAGCTTCTGTTGGGGGGAGGTTCTG
GCAAACACAATTTCCGAGTGGTACTTCAAGATGTCGTCAAGCTGCTCTGAGTTCATTTCT
TTCAGCTCACCGCCGTGCACGACACAGGCCTTGGCATCTCTAGGGTTGACCTCTGAAACT
GGAATGTTCAAACGGGCAGCAATGTCTTCAACTGTCTCATTGCCTTCAGAGATGATCCCC
ACACCTTTAGCAATGGCCTTAGCTGTGATCGGGTGGTCACCTGTGACCATGATGACCTTA
ATTCCAGCGCTCCTGCATTTGCCCACAGCGTCGGGCACAGCGGCACGAGGAGGGTCAATC
ATGGCCATGAGGCCAACAAAGCACAGGTTCTCCGTGGGGAAGTTCACCTCGTCTGCGTCA
AAAGCAAAACCCACGGGAAACTGATCGTCGGGCAAGTTATAATGACAGAAACCAAGAACT
CTCTCTCCAAGCCCTCCAAGCTCAACGTAGGCATTCTGAAAAGCGTCTTTCATCTCGTCA
TCCAGAGGCTGCTCTTTTCCCTGGAGAACGATGGTGGAGCAGCGGTCCAAAATCCTCTCC
GGGGCTCCTTTCATTACCAATAGGTGCTTGGTTTCTTCAGGGGTCGAGTTCTTGTGAATA
GAAAGCTGGTATTTGTTGGTGGAATTGAATGGGATCTCAGCAATCTTAGGGTATTTTTCT
CTAAAGGCATTGACAGATCCACAGGTCAGCTCGATACACTTGAGCAAGGCAGCTTCAGAG
GCATCTCCAGCCACATCTCTCTTTAGGATGGGGACATGGTCTTGTTCTGCCAGGAAGACA
GCCCGGTTACAGAGTCCAGCAATTCTTGACAGAGCCACCCAAGTGGCGGAGCTCCTGTCG
AAGCCGGCTCCACTCTGGTTCTCGGTGGTGTCGGCCTCGTGGATCTGGTTGTCGAACCAC
ATGTGGGCAACGGTCATCCTGTTCTGGGTCAGGGTGCCGGTCTTGTCAGAGCAGATGGTG
GAGGTGGAGCCGAGGGTCTCCACAGCTTCCAGGTTCTTCACCAGGCAATTCTTCTTGGCC
ATTCGCTTGGCAGTAAGGGTCAGACACACAGTCACAGTAGCTAGAAGACCTTCTGGCACG
TTGGCGACGATGATACCAATAAGGAAGATGACGGCTTCCAGCCACCCATACCCAAGGACA
AGAGACAGGATGAAGAAGGACACACCGAGGAAAACAGCCACACCAGTGATGATGTGGATG
AAGTGCTCAATCTCAATGGCGATGGGGGTTTTTCCGCTCTCAAGTCCGGAGGCCAGAGTG
GCGATTCGACCCATGACAGTACGGTCTCCAGTGTTGATGACCACTCCTTGGGCCGTGCCC
TCAACACAGTTGGTTGAGAAGAAAGCAATGTTCCTGGTTTCCAGCGGGTTCTCGTTGGAG



AACTCTGGGGAACGAGTCTGGGGTTCGGATTCACCAGTCAGAGAGGAGTTGTCCACCTTG
CAGCCGTGAGAGGAGACAATTCGCAGATCAGCAGGGACCCTGTCTCCTCCCTTGACCTCC
ACCAGATCTCCGGCAACAACCTCCTCTGCGTTGATGCTCTTCTTTTCACCGTCACGGATA
ACCAGGGCTTGCTGTGGAACAAGATTCTTGAAGGACTCCATGATCTTTGAGCTCTTGGCC
TCTTGGTAGTAAGAAAAGCAGCCGGTAATGATGACGACAGCAGACAGCACAATCCCCAAA
TACAGATTATCATTGGTTGGCTCGTCTTCTGAAGCAGCCTGGATGCCGTAAGCAAGGAAG
CAGAGGATTGCACCGATCCACAGCAGCATGGAGAAACCACCGAAAAGCTGTTTACAGAAC
TTGACCCATTCGGGTGTCGTGGGAGGGGGAGTGAGGGCGTTGGGGCCATCCCGGGCCAGG
ATCTCCTTTGCTCTGGAGGAGGACAGACCTCTGTTTCCGTCGGTCCCATATTTTCTGAAA
AGTTCTTCCAAAGTCAACTTGTGATCATCCAAATCGACCTCCTTTTTCAGGTCGTCCATG
TCCGTTTTTTTATCCTTCTTGCTTTTCTTGCCATGGTGCTCGGAGGTTGGCGCCGGCTTG
TAATCATCCTTCCCTTTCTAGATTGAGAAGAAAATGAGTCTCTGAGTGGTGAAACCAAGT
GGGATCAACTTCCCGACCGAACACAGAAAATAAATGTCCCCTTTACTGTTCAAACCATTT
GAAAAGCATGCGTTAATCATTGTCAGATGGGTCAAGAATGACCAGGAGGAACTTTTTTCA
AGAGTAGAAAAAGGTTGAGGAAAAAAACTACAATGGATTTCAAACGCTGGTATCAGAGTG
TGACAGGACAGCCCTGCAACTCCAGTAGG
>CL406Contig1
GTTTTTTTTTTTTTTTTTTCACAAGACAGGTTTTATTTCATGAGTTTGCAGAGAATGTTA
AACTTTCGTTTCAGTTCACGAACCAACTGACAGTTTAGACCAGTATGTTTACATTTGAGA
TCCTTTCAGGCTCATGAACATGGATTTACAAAAAAAAACAGCAGGAAGAGTGAAAACAAA
AAATTAAAAATCAAAAACAAGAATCTGTTACGAATCACACCGACAGATGAAGGTAATGGC
CAATCAGCACACGGCAGCGTCTGTTAGGTCACGTAACCAGACAGTCCGTCTGGTTTTTGG
AGGTGAGGATCACTGCAGGTAAAAACGTCTGGAACAAAAACTGTTCACTAGAGCCAAAAA
ACAAACAAAAAAAAAAAAAAAACTATTCCAACCCTGAACTTTGTTTTACTGAGGCAGGCC
ACAGTTTAGGCCTACAAACTCCTCCCCTTCCCCCCCCCACATTGATAAAGAGTCCAGTCC
CTTTCTACAATCACATTCAAAGTTTTAAATTTAATCCACAGACGGCTGCAGTTATTGGAG
TCGATTGAACAGATTAGCAGGTGGAAGCAGCCCTGCAGCAGGTCCCTCTGGGGGGGCGGG
TCTCTATACCCACACATGGCGTCTGCAGTGAGCCACGGCGTTGCACATATTTGCCGTTTC
CATGTTCTTGCACCAGAACCCGGGTCCCCAGGTGCACTGTTCTCTTCCAAGCAGCTTCCG
TTCAGCCTCGGGACAAGCCCCCACTTTCGTGCACACAAAGTCTGGGTCAAGCATCTGGAG
CAGGAGCTGGACCAGAACCGGCTCGTACTGTTCGACCAAC
>CL406Contig2
CCATTGCAGCGCGCGCCGTTCACCCGCACACACCGACGCAAAAACAAGGACCGACGAGCC
AGGAAACAGCGCAGTCATGCTGCTTTTAACTCTGCTTTTCATCTCCTCAGCTGTAGCTAC
TCCTCTTCTGGGGACCGAACAGTGTGCGCGTGGCCCCCCCTACTGGTGTGAAAATGTAAA
GACGGCCTCCCTGTGTGGAGCTGTGGCTCACTGTCAGCAGAATGTGTGGAACAAGCCTCA
AATGAAGTCTGTGCCGTGTGACATGTGCAAAGAGGTGCTGATGGTGGTGGAGCAACTGCT
GAAGGACAACGCCACGGAGGCAGATATTTTGAAATACCTGGAGAAGGCCTGTCAGCTCAT
CCCGGATCAGGGTTTGACGGAGCAGTGCAAGGAGATGGTGGATAGCTACTACCCCGTCCT
GATCGGGATTATCACAGGGGAACTGGAGGATGCTGGTGTGGTGTGTGCAGCTATGGGGCT
GTGCAAGTCTCAGCAGGCTTCGCTGGCCAAGCTTCAAGTCAAGGAGCAGCTCACATCTAA
CGACATCCCTCAGGTTGATCTGTCTCATCAAGCGGCTCCCTTCCTCCTCAACATTCCCGG
GCTGCTGTACCCGCAGAACCTGAAGGAAAAGCAGGAGGTTCCTCAGCAGGGAGGTGATGA
AGTGTGCCAGGACTGCATCAAGTTCCTGACTGATGCTCAAGCGGAAGCGAAGGCCAACTC
CTCCTTTATCAACTCTCTCATCCAGAACATTGAGGGTCAGTGTGACCTGCTGGGGCCAGG
CTTGTCTGATATGTGCAAGCAGTACGTGGGACAGTATGGCCCAGTCGTGGTTCAGCAGCT
CATGTCTATGGAAAAGCAACCCAAACAGATCTGTGCCATGGCCGGGTTCTGCTCTGAAGT
GAAGAAGTCCGTTCCCATGATGACCCTTCAGGCTGCAAAGACGATCCCCGCTGCTAAAAG
CATCCCCGCCCTCGAGCTTTTCCCTGCCACCAAGGTGGAGGCTGCTGCTGCAAAGAGGCT
GGTTCGCGTGAAGGAGTCTCCACAGTGCGCCATCTGTGAGTTTGTGATGAAGCAGGTGGA
GGCCATGCTAACGGATGAGACCACAGAGGAGGAGGTGATCCAGGCGGTGCAGAAGGTCTG
CTACCTGGTGCCCTCGTCCCTCACCGCCCAGTGCAAAGACTTGATCGAGACGTACGGAGA
GGCCATCATCGAGCTGCTGGTGCAGGAGGTGGACCCCAAGACCGTCTGCACAATGCTGGC
TCTGTGCAACGACGCCAGCCGCGCCTACGTGGTTGCCCTGGATCAGCCCCGCTTTAAGAC
CGGCGGCTACTGCGAGGTGTGCAAAATGGCCGTCGGTTACATCGATGGAATTCTGGAGAA
AAATGCCACGGAGGCAGAGATCGAGGAGGCCGTGAAGAAGGTCTGCAGCTTCCTGCCTGA
TGCCTACAAGACTGAGTGTGACCAGTTGGTCGAACAGTACGAGCCGGTTCTGGTCCAGCT
CCTGCTCCAGATGCTTGACCCAGACTTTGTGTGCACGAAAGTGGGGGCTTGTCCCGAGGC
TGAACGGAAGCTGCTGGGAAGAGAACAGTGCACCTGGGGACCTGGGTTCTGGTGCAAGAA
CATGGAAACGGCAAATATGTGCAATGCCGTGGCTCACTGCAGACGCCATGTGTGGGTATA
GAGACCCGCCCCCCCCCCAGAGGGACCTGCTGCAGGGCTGCTTCCACCTGCTAATCTGTT
CAATCGACTCCAATAACTGCAGCCGTCTGTGGATTAAATTTAAAACTTTGAATGTGATTG
TAGAAAGGGACTGGACTCTTTATCAATGTGGGGTGGGGGGGTGAAAGGGGGAGGAGTTTG
TAGGCCTTAACTGTGGTCTGCCTCGGTAAAGTTCAGGGTTGGAAAAGTTTTTTTTTTTTT



GGCTCTAGTGAACAGTTTTTGTTCCAGTTTTTACCTGCAGTGATCCTCACCTCCAAAAAC
CAGACGGACTGTCTGGTCATGTGACCTAACAGACGCTGCCGTGTGCTGATTGGCCATTAC
CTTCATCTGTCGGTGTGATTCGTAACAGATTCTTGTTTTTGATTTTTAATTTTTTGTTTT
CACTCTTCCTGCTGTTTTTGTAAATCCATGTTCATGAAGCTTAAAGGATCTCAAATTTAA
ACATCTGGTCTAAACTGTCAGTTGGCTCGTGAACTGAAACGAAAGTTTAACAACATTCTC
TGCAAACTCATGAAATAAAACTTGTCTTGTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL407Contig1
GTTGGCCACTTCAGTCTGCTCACCAGNGAGAAGGGAAGGAGTGCTGGAGAGGAGTCCAGA
CAGCCGTGCGGAGTGTTAGGCAAAAGCCAACTGTGATTTGAACTCAGTACAATCTCAAGG
CTCTAACTACACAAGATGTCCAAAGGTCCAGCAGTAGGAATTGATCTGGGAACCACATAT
TCCTGTGTGGGAATCTTTCAACATGGCAAAGTGGAGATCATTGCTAATGACCAAGGAAAC
AGAACCACGCCCAGTTATGTGGCCTTTACTGACACAGAGAGACTCATTGGAGATGCTGCC
AAGAATCAGGTGGCCATGAACCCAGCCAACACTGTGTTTGATGCCAAGCGATCTGATTGG
GCGCAAGTTTGATGACGCAGTGGTTCAGTCTGACATGAAGCACTGGCCTTTCAAGGTTGT
GAACGACTCCTCCAAACCCAAGGTTGAAGTTGAATATAAGGGTGAGATTAAGACCTTCTA
CCCTGAGGAGATTTCCTCCATGGTTCTCACCAAAATGAAAGAGATCTCCGAGGCTTACCT
GGGCAAGTCTGTAACCAATGCAGTTATCACAGTTCCAGCTTACTTCAATGACTCTCAGCG
TCAAGCTACTAAAGATGCAGGAACCATTGCTGGACTTAATGTTCTCCGGATTATCAATGA
GCCCACAGCTGCAGCCATTGCTTACGGCCTGGACAAAAAGGTTGGTGGCGAGCGTAACGT
CCTCATCTTTGACCTTGGAGGAGGCACTTTTGACGTGTCAATCCTGACAATAGAGGACGG
CATCTTTGAGGTCAAGGCCACAGCGGGTGACACCCACCTGGGAGGCGAGGACTTTGACAA
TCGCATGGTCAACCACTTCATCACAGAGTTCAAGCGCAAGTTCAAGAAGGAAATCACCAA
CAACAAGCGAGCAGTGCGCCGTCTGCGTACGGCATGCGAACGTGCCAAGCGCACGCTCTC
TAGCAGTACCCAGGCCAGCATTGAAATTGACTCCCTCTATGAGGGCACAGACTTCTACAC
CTCCATCACCAGGGCGCGTTTCGAGGAGCTCAATGCAGACCTGTTCCGTGGAACCATTGA
GCCAGTTGAGAAAGCCCTTAGGGATGCCAAGATGGACAAGAGCCAGATCCATGATGTCGT
TCTTGTGGGTGGCTCCACTCGCATCCCCAAGATTCAGAAACTGCTTCAAGACCTTTTTAA
TGGCCGAGACTTAAATAAAAGCATTAACCCTGATGAGGCTGTTGCCTATGGTGCAGCTGT
GCAGGCGGCCATCTTGGCTGGAGATAAATCTGAGAATGTACAGGACCTGCTCCTGCTGGA
CGTCACACCTCTGTCGCTGGGAATTGAGACAGCTGGAGGAGTGATGACTGTCCTTATCAA
AAGGAACACCACCATTCCCACGAAACAAACCCAGACCTTTACCACCTACTCAGACAACCA
GCCTGGTGTGCTCATTCAGGTTTACGAAGGCGAAAGAGCTATGACCAAGGACAACAACAT
CTTGGGCAAGTTTGAACTGACTGGTATTCCACCTGCTCCCAGAGGAGTCCCGCAGATTGA
GGTAACCTTTGACATCGACGCCAATGGCATCCTTAACGTGTCAGCAGTGGACAAAAGTAC
TGGAAAGGAAAACAAGATCACCATCACCAATGACAAAGGACGACTGAGCAAGGAGGATAT
TGAGCGCATGGTGCAGGAGGCAGAACAGTTCAAAGCTGAGGATGAGTCTCAGAGAGACAA
AATCACAGCCAAGAACTCCCTGGAGTCTCTGGCCTTCAACATGAAAAGCACAGTTGACGA
TGAGAAGCTTCAAGACAAAATCAGTTCTGAAGACAAAAAGACCATTGTGGACAAGTGCAA
TGAGATCATCGCCTGGCTGGACAAGAACCAGATGGCAGAGAAGGATGAGTATGAACACCA
GCAGAAGGAATTGGAGAAGGTGTGCAACCCGATTATTTCCAAGCTGTACCAGGGTGGTAT
GCCTGGAGGAATGCCAGGAGGAACGCCTGGGGGCTTCTCTGGTGGAGCTGGAGCCTCCTC
TGGCCCAACTATTGAGGAGGTCGACTGAAACAACTTTTAGCCTCTCTTCAATTTTAATCT
ATCTAAAGAGGTTCAACTCGCTGGAATTATTGCATTAATGTAGCAAAATAACAAAAGGTA
TCCGTTGTTGCAAAAATGCCTAAAAACTTAATTTTGCTCAAAGCACTTCAAGGATTCTTA
CCAACATACAACCTTTGTTATAATGTTTGGTTAATGCAATAAAAGTTTGCAAAGTTCAAA
AAAAAAA
>CL408Contig1
GCAGTCGATGNCTTTTATTATTAAAATGTGAAAAAGCAAAAAAAAACAGGGNAAAAAACA
AAAGTATGAACCACTGGTTACTCCCTAATTTAAATGGAAAGAACTTTTTAGCCACATTTT
TCATCCAAACAATGAAGAGAAACAAACAAAAAAAAAAAAGACAAAANNGTCAATCCACNG
NTTTGCAATNTTAGGGAAAAAAANCNCCTAAAAAAAAGTTNATTTTCCAAAAATCAAAGG
ATTTNTGAGGACAACAATGACAAAGTCTCCCNTGAGGAACATNTNGNAAANGTACCNATN
TTTATTGACCGGNTNGNACTTNTTTTTTCNTTTCCCGNTTTNGGNAACTTNTGTCCANAT
>CL408Contig2
TNAAAGCCTTTGACNGGCANTGCAACATGGTCCNGGAGAACGTTAAGGAAANGTGGNCAG
AAGTTNCCNAAAGCGGGAAAGGAAAGAAGAAGTNCNANCCGGTCNATAAAGATCGNTACA
TTTNCNAGATGTTCCTCAGGGGNGANTTTGTTATTGTTGTCCTCAGAAATCCTTTGANTT
TTGGAAAANGAACTTTTTTTAGGNGTTTTTTTTTCCCTAAGATTGCAAAGCAGNGGAATG
ACAATTTTGTNTTTTTTTTTTTTGTTTGTTTCTCTTCATTGTTTGGATGAAAAATGTGGC
TAAAAAGTTCTTTCCATTTAAATTAGGGAGTAACCAGTGGTTCATCTTTTGTTTTTTCCC
TGTTTTTTTTTCTTTTTTCACATTTTAATAATAAAAGCATCGACT
>CL408Contig3
TTTTTTTTTTTTTTTTTTTTTTTTTCCCGCCTTTTTTTTTTTTTTTTTTTTTTTTTTAGA



CTGCAGCAGTCGATGCTTTTATTATTAAAATGTGAAAAAAGAAAAAAAAAACAGGGAAAA
AACAAAAGATGAACCACTGGTTACTCCCTAATTTAAATGGAAAGAACTTTTTAGCCACAT
TTTTCATCCAAACAATGAAGAGAAACAAACAAAAAAAAAAAGACAAAAATGTCAATCCAC
TGCTTTGCAATCTTAGGGAAAAAAAACACCTAAAAAAAGTTCATTTTCCAGAAATCAGAG
GATTTCTGAGGACGACAATGACAGAGTCTCCCCTGAGGAACATCTTGGAAATGTAGCGAT
CTTTATTGACCGGCTTGGACTTCTTCTTTCCTTTCCCGCTTTTGGGAACTTCTGTCCACA
TCTCCTTAACGTTCTCCAGGACCATGTTGCAATGCCTGTCGAATGCTTTGACTCTTCCAA
GCAGCTTCTTGTTGTTGCGACAGTTAATGAGGACTTGGGTGTTGTTCTTGACTGACTGGG
TGAGCACCGACAGAGGGCCAGTGTTGAACTCCTCCTCTTCTCTTTTCTGGAGCTCTTCAG
GCGTCATCTCTGACTTAGGTTTCGTTAGAAGACTCATGATTCCTGGTTTATAAAAACCGT
TTAGTAAAGTTCCAAAGCCTCTTTCGTGCGTCGGTCGTGTCTAGAACGTTTTAGCCGACA
GTCGCGTGCACAGAATCACTTCCGGTGATATTCCCCGGCCA
>CL409Contig1
TCGGCACGAGGGGAACCTTCATGGATTATAATCTGGCTAATTCCACCTTCCTCTGAAACT
AACAACTGAAGAGCAAAAGGACCACTAAATTAAAGCTAAAACAATTAGAAGGAAACATGG
TCGGATTTAAACCCTCAGATGTTCCTCCACCTTTGGGGGTGAAGATGGTGAGCGCTGGGG
CGGCAGCTTGTGTGGCAGACATCGTCACATTTCCTTTGGACACAGCCAAAGTCAGGTTAC
AGATTCAGGGTGAGAAGAAAGCAGTGGAAGGCATTCGCTACAGGGGGGTGTTTGGGACCA
TCAGCACCATGATCCGAACAGAGGGGCCCAGGTCGTTGTACAACGGGCTGGTGGCCGGCT
TACAAAGACAGGTCTGCTTCGCCTCCATCAGAATCGGTCTCTATGACAACGTCAAAAACT
TCTACACAGGTGGAAAAGACAATCCAAATGTTTTGATCCGGATATTGGCCGGCTGCACAA
CAGGCGCCATGGCAGTGTCCTTTGCACAACCCACAGATGTAGTCAAGGTTCGATTCCAGG
CCCAGATGAACCTGAACGGTGTGGCCCGCCGATACAGCGGCACGATGCAGGCCTACAGGC
AGATCTTCCAGAACGAGGGCATGCGTGGCCTCTGGAAAGGAACGCTACCCAACATCACGA
GAAATGCACTGGTCAACTGCACGGAGCTGGTCACATATGACCTGATCAAGGAGGCCATCC
TCAGACACCAGCTGCTGTCAGACAACCTGCCGTGCCACTTTGTGTCTGCGTTCGGTGCTG
GCTTTGTTACCACGGTGATCGCTTCGCCAGTAGATGTGGTGAAAACGCGATACATGAACT
CTCCTCCAGGACAGTACAGGAGTGCCATAAACTGCGCATGGACCATGTTGACCAAAGAGG
GACCAACAGCTTTTTACAAGGGGTTTGTACCTTCATTTCTGAGGTTGGGATCGTGGAACG
TTGTGATGTTTGTGACATTTGAGCAAATAAAGCGCGCCATGATGGTCTCAAGACAAAGGA
TTGAGGTGGTAAACTAAGACCCTCCCCCTTCGCTTCCATTTTCAACCTTCATCTGCCCTC
TGGACGCCCTCTGGACACACGTTTGCACTTTAGAGCCAGCACATCAAGTGAAATCTGCCA
GTTATACATTCCATGAAGTGAAAACCAGTGCACATTCTATTGCTTTTTAACAAAATGTTA
AAACAGCTTTCTATAAATCCTAAATATATTTGACTTGTTTTACAGATGCTGGGCTAATTT
CTTGATTTCTTTCTTTGACACACGAAACAGAATTTCTTGTTTTCATTTTTAATTTCACTT
GACAAGAACGGT
>CL410Contig1
TTTTCCACAGCTAAGATGGCGGAGGAACAGCAGGAATCATCACAGGGAGAGATGGAGGGT
GTGAACTGCCTCGCGCATGATGAGGCCATCATCGCTCAGCAGGACCGGATCCAGCAGGAG
ATCGCCAACACGAACCCCCTGGTGTCGGAGAGACAGGAGCTGTCGGTGCTGCAGAAAGAA
TATGCGGAGGACGACATGGTTTATCAGCTCAAGATCAAGGATCTCCACAAAAAGTACTCT
CATATTCGGAAGACACGGCCTGACGGAAACTGTTTCTACAGGGCCTTTGGTTTTGCACAC
CTCGAATCCCTGTTAGAAGACAGCAAAGAGCTTCAGAGGTTCAAAGCGGTGGCCGCCAAA
AGTAAACTGGACTTGGTTAATGAAGGCTTCACCGAGTTCACCATTGAAGATTTCCACAAC
ACCTTCATGGATTTGATTGAACTGTGCGAGAAGCAGCCGAGCCTGCAGGAGCTGCTGAGC
TCCTTCAACGATCAGAACGTGTCGGACTACGTGGTCGTGTACCTGCGGCTCCTCACCTCA
GGGTACCTGCAGCGCGAGAACGGCTTCTTTTTGAATTTCATCGAGGGCGGACGCTCCATC
AAGGAATTCTGTCAGCAGGAGGTGGAGCCGATGTCCAAAGAAAGCGACCACATTCACATC
ATCGCCTTGGCCCAGGCCCTGAACGTGTCCATCCTGGTGGAGTACATGGACAGAGGGGAA
GGAGGAACTGTAAATCACCACGTCTTCCCAGAGGGCGGCGACCCTCGCATTTTCCTGCTG
TACAGACCCGGCCATTACGACATCCTGTACAAATAACACTCCCCACCACAGGCCTGCATC
GTCCCGCTGCACCTGCCGGCTGCAGCGCGCTCAAACAAACAAACAAAAAAAAAGGTTCAC
ATTGTTGATACATCTGTATATGAGTTTCTGAGTCAAGTACTTGGGGTGGGGGCAAGAATT
CATTTCATACCTCTTTTACCCCTCTGTCGCTCCAAAAATTTCATCTTCATTTGTCTGGAA
TAAAAAAAAAACTGGACATAGAAATGACTCCAGCCAGAGTTGTACAGTTTTTTTCTGTTG
TGGTTGTAAATGTTCTCTTCTTGCTTCGTTTGATTCTCTTCCTTTGTTACACTGCCTTTC
ATTGAGTTTTATTAAAGCAATTTGCATCTTCAAAAAAAAAA
>CL411Contig1
GAAAGAAGACCTGGAGAGCTTTTCTTCCTTCTTGGGGNGGCATGATGTTGGAGTTTGTCC
CATCTTCATGTCTTTGTGGCACATTTGAGCCTTGGAACCTCTCCTCAGTCACAGGAGAGA
GTTTTTGAATCGACTTGGGCTCAGCATGAAACTCAATTGCGCCACTTGAAACAACTCTGG
TCCCGAATTTGTTTTGATTCTGGGATGAAATCGAGTCCCAGGGAGCAGAACTGGCCTGAT
AGACTCGACCCTGTTGCTGCTGCGGAGACTGTGCTGGCTTTGGAGGATGTGGGGCAGGCC
TGTAACTAGAAACACTTCTTTGCTGACTGTAACCATCTACTTGCCTGGCATGGGATCCCC



TTTGTTCTGGCTGACTGGTTTGAGCCAGGCTTTTAGAGCGCCACTCAGAAACTTTAGGAA
TTGGGAAAGAAGTTCTTGGCTCCAAATTGCTTAAAATACTAGAGGATGAAGGTGTAAAGC
TATGCAGGGTCGTCTCCCACCGTTCCAATTGAGGATTGTAGTTAGCTGTATATCCTTCTG
CATGTTGACCAATGGCAGCTAATAGAAGCACTCTGAGGCAAAAGACAGGTATCATTTCTT
TTTTTAAAACTGAAACTCAGCAGCCAGAAGCAAACTGTTTAGACCTCAAAACCAGGAAAT
AAAGACAACCAGCTTGAGCACCATGT
>CL412Contig1
TTATTTACTTCTCCATTGACAGAGGTGAGAGAGAGAGAAAAACACAGAATGAAACCACAT
AGAACCGCTCCATTAGATTACACATGAGGAGACCTCCAGCCGTGGAACCTGCAACCCGGT
GTTCTGGGAACTCGGCCGGGTTCCAACTCCAACCAGGTCAGCAGGTTCGAGTTTCAGGGA
ACTGCTGGTTACCACGGCAACAGGACAGGAAACTGCTTCATTCCGGGTGGATGTCCTTTA
AGCCTTTCTCCTCGTTCTCCAGAAGCCCCCCATAGGTGGCGATCTCCATGTCCAGGCCCA
GCTTGATGTTCAGCAGCTTCTGATGCTCACGGACCTGCAGGGTCAGAATTTCCCTCTTCT
TCTTCAGTTCCTCCTCCAGTCCAGTGATTTCTGCGTCGTCCCCTCCTTCCTGCTTTAAGT
CGATTTCCAGCTCCTTTTCCTTTGTTTGCTGAACCTCCAGCTTAGTTTGGAGTTCTGTGA
TGCTCTTCCTCAGAAGTATCATTTCCCCCTTTATCTTGTGTGCCTTCTGCTCGTGCTGGC
TTGAAGTTTGGCGCAAAGCGTCAATCTTCTTCCTGTTCAGCCGATCTACTTCCTGCTTGG
TGCGATCTGCTATTGCTGCATAATGAGCCTCAAGGGATTTGATGATGTTCTCCAGGTCCA
GGGACCGTTTGTGGGTGTCAGAGATGACCCTCTTCTCATTCTGGACCTTGGACTCCAGCT
CCTTGAGTTCCTCATTAAATCCAGCTCTGAGGAAGTTCAGCTTATTGTTCAGAACCCTCT
TTTCCACCATCAAGTCAGCTATTATCAGCCATTCATGCTCCAAAGCCTTCTTGCTGGTGA
TAAATTTGTTCTTCTCTTCAGATCTTTTCTTCTTCTCTTCCTCGTACCTCCTCCTGGTGT
CCTCCAGCTCGTTCATCTGCACAGACAGCTCCTCCTTCAGCTTCTCCTGGTCTTTGAGGA
AAGCGTGAAGCTGCTGTTCCAGCTCTTTCTCTGCTCTCCTCACAATCTCATCCACCTTCC
AGGTGTGGACGTCCCTCCTCTTGAGGATCTTCAGTTTTTCTTCCAGCTTTTTGTTCTCAG
TCTCACATTGAATCACCTGACTGATGACAACCAGGAACTGGTCATTGCCCTCTTTCATAC
CATCTTTGTCCCTCTTGATTTCTGTAAAATGGTTAGAGGAACTCATGATGACGGACTCTG
AGACACGGGTGAGTTCCATCTGAACAGGTGAGGTCTGTCTGAGCAGGTGAGGTCCGTCTG
AACAGGTGAGGTCCGTCTGAACAGGTGAGGTCCGTCTGAAACAGGTGAGGTCCGTCTGAA
ACAGGTGAGCTAGAGGCCAAC
>CL412Contig2
GAGAGACCTGACCTGNTTCAGACGGACCTCACCTGTTCAGAAAGACCTCACCTGTTCAGA
CGGACCTCACCTGTGCAGAAAGACCTCACCTGTTCAGAAGGACCTCACCTGTGTGTCAGA
GTCCGTCATCATGAGTTCCTCTAACCATTTTACAGAAGCCAAGAGGGACAAAGATGGTAT
GAAAGAGGGCAACGACCAGTTCCTGGTTGTCATCAGTCAGGTGATTCACTGTAAGACTGA
GAACAAAAAGCTGGAAGAAAAACTGAAGATCCTCAAGGGGAGGGACGTCCACACCTGGAA
GGTGGATGAGATTGTGAGGAGAGCAAAGGAAGAGCTGGAACAGCAGCGTCAAGCTTTCTG
CAAAGATCAGGAGAAGCTGGAGGTGGAGCTGTCTGTGCAGGAGAAGGAGGTGGAGGACAC
CAGGAGGAGGTACGAGGAAGAGAAGAAGAAAAGATCTGAAAAGATGAACACATTCATCAA
CAGCATCAAGGCTTTGGAGCATGAATGGCTGATAACAGCTGACTTGATGGTGGAAAAGAG
GGTTCTGAACAATAAGCTGAACTTCCTCAGAGCTGGATTTGATGAGGAAGCCAAGGAGCT
GGAGTCTATGATCCAGAATGAGAAGAGGGTCATCTCTGACACCCACAAACGGTCCCTGGA
CCTGGAGAACATCATCAAATCCCTTGAGGCTCATTATACAGCAATAGCAGATCGCACCAG
GAAGCAAGTAGATCAGCTGAACAGGAAGAAGATTGACGCTTTGCGCCAAACTTCAGGCCA
GTACGAGCAGAAGGCACACGAGATAAAGAGGGAAATTACACTTCTGAAGAAGAGGATCAC
AGAACTCCAAACTAAGCTGGAGGTTCAGCAAACAAAGGAAAAGGAGCTGGAAAAAGACTT
AAAGCTGAAAGAAGGAGACGATGCAGAAATCACTGGACTGGAGGAGAAACTGAAGAAGAA
GAGGGAAATTCTGACCCTGCAGGTCCGTAAGCATCAGGAGCTGCTGAACATCAAGCTGGG
CCTGGACATGGAGATCGCTACCTATGGGGGGCTTCTGGAGGACGAGGAGGAGGGCTTAAA
GGACATCCACACAGAATGAAGCAGTTTCCTGTCCTGTTGCCGTGGTAACCAGCAGTTCCC
TGAAACTCTCACCTGCTGATCTGGTTGGATTTGGAACCCGGCCGAGTTCCCAGAACACCG
GGTTGCAGGTTCCACGGCTGGAGGTCTCCTCATGTGTAATCTAATGGAGCGGTTCTATGT
GGTTTCATTCTGTGTTTTCTTTCTCTTTCTCACCT
>CL413Contig1
TCATAAGAGGAAGTCATCCGGTTCTCATAGACTATAACCCCAGGCTCTTCCGTGACAACA
GTGCCGCAATGAGTGACGGGAAAGTAGTAGATGGCGAAAGCTGAATTAGAGTCAACAGGT
CCACAGTCTTGACCCTGGCCCAATAGGGAAATAGTTTCCAGGTCAATGTGAGGTAAGGTG
ACATCCTTGGCCACCACAACAATGAAGTTTCCATCCTTGGTGCACTGAACGGTTGCTCCT
GTTCCAAAGTAGCAGGATTGGCCATCGTGGCAGCAGTCTATGGCATCACATGCAGAAGGA
GAGATGTCTGGAACTCCACAGGGGACTCTCACATCGCGGGGCACTTCACAGCTCTTGGGA
GGGGGAGGATGAACGGGAGTAGTCTGAGGAGGTGTATTTGGGTTCTTGCCTGGATCTTGA
GGCTTTGATGGGTACTGGGGGTTCTGAGGCTGCTGAGGGGCCTGGGGGTACTGCGGCTTT
GATGGGTACTGGGGGTTCTGAGGCTTTGATGGGTACTGGGGGACCTGAGGATTCTGAGGG
GGCTGAGGCTTTGATGGGTACTGGGGGACCTGAGGATTCTGAGGGGGCTGAGGCTTTGAT



GGGTACTGGGGGACCTGAGGATTCTGAGGGGGCTGAGGCTTTGATGGGTACTGGGGGACC
TGAGGCTGCTGAGGGGGCTGAGGCTTTGATGGGTACTGGGGAACCTGGGGCTGCTGAGGA
TTGCTAGGCTTCCCATCTTGAAACAGCTTAGGATTCTGAGGATACGAAGGATTCTGAGAA
ATCGGAGGATTTGAAGGATACTGAGGATACGAAGGATTCTGAGGATACGAAGGATTCTGA
GGATACGAAGGATACTGGGGATTCTGAGGAACCTGAGGATTTTGAGGAACCTGAGGATTC
TGAGGAGTTTGAGGATACGAAGGATACTGAGGATTCGAAGGCTTCTGAGGAGGGTTCTGT
GGCTTCCCTGGGTAGTAAGGCGGCGAAACGTGTTGAGGGTCCTGAGGCTTCGGCTGTGGA
TAGTATGGAGGGTATGGAACCTTAGGGTCTTGAGGGTTGCCTTTTTGAGCGTCCACTTCG
GTCCCCAGGAAAGAACATAGCAGAGCTAGTGCGGAAAAAACCGTGATACTCCAGTGCCTT
GCCATGGTCCCACAGCTTTCTGACCTGATGGGTCCCCT
>CL413Contig2
TTTTTCATTTTATGCATTTAATTTTGACCCATGATGAAACAGATTTTCAAAATGTTATTT
TTTCTGAACACTGGAGCTTCTGTCGGTTCACTGTTCAGATGGTTCGTCAGCGGCGGCGAG
CATGAGCACTTCTCCAGACGATACCACAACCCTTCTTTCATCCGTTCTAATGGCCACAGC
TTCAGTATCTCTAACTTTTCTTCTGCTGCATGAGGGTTCACAGCTGACTCCTTGTCCTGG
AACGCATGCAGCTGTGCTACAGTGAATATACACCTTTTCCCTTAGTGGTTCCATTGAATG
AGGATCAACAAAAGTAAACATCTTGAACAGGAAGCGACTGTGATGAGTTGGGAATGGCAG
ACCAGAGGAATGATCAATTGGAACCAACGCGGACAGGTAACGATCATCTGCATATGGACA
CCCGTCAATCAAAATGTCCCACTGGGGCAGGCTGAAAGCATTGGGGCTTGTGGTTGCCCA
ACAGCGTCCAAGAGTCAGAACCAGATTTGGATCCGTTCTGCCAAGGATTTGTACGTCCAC
GTAGACTGGATCTCTCAGTACCTTTGTCACAGGATAGTCAGCATCCGTGTAGAAAGAGGT
GTAGGCTGCCGCCGCTTCGTCGCAACCCTTTGTTTGACACTGCCCATTTGCAATTTGCAA
GTACACATTGAGGGGTCCAAGCTCAGCAATGGAAAGAGGACTATCTGGTGGCTGCACTTC
CACGACCAGAGTTTCAACAGATGTTGCATGGTATCTGCACTGGAACAGCAGCTCAAAGGA
ACTGTCTCTGGTAATAGCTCCAAGCGGTCCAACTCCCACTTCATAAGAGGAAGTCATCCG
GTTCTCATAGACTATAACCCCAGGCTCTTCCGTGACAACAGTGCCGCAATGAGTGACGGG
AAAGTAGTAGATGGCGAAAGCTGAATTAGAGTCAACAGGTCCACAGTCTTGACCCTGGCC
CAATAGGGAAATAGTTTCCAGGTCAATGTGAGGTAAGGTGACATCCTTGGCCACCACAAC
AATGAAGTTTCCATCCTTGGTGCACTGAACGGTTGCTCCTGTTCCAAAGTAGCAGGATTG
GCCATCGTGGCAGCAGTCTATGGCATCACATGCAGAAGGAGAGATGTCTGGAACTCCACA
GGGGACTCTCACATCGCGGGGCACTTCACAGCTCTTGGGAGGGGGAGGACCAATGAGGAG
GTGTATTTGGGTTCTTGCCTGGATCTTGAGGCTTTGATGGGTACTGGGGGTTCTGAGGCT
GCTGAGGGGCCTGGGGGTACTGCGGCTTTGATGGGTACTGGGGGACCTGAGGATTCTGAG
GGGGCTGAGGCTTTGATGGGTACTGGGGGACCTGAGGATTCTGAGGGGGCTGAGGCTTTG
ATGGGTACTGGGGGACCTGAGGATTCTGAGGGGGCTGAGGCTTTGATGGGTACTGGGGGA
CCTGAGGATTCTGAGGATACGAAGGATACTGGGGATTCTGAGGAACCTGAGGATTTTGAG
GAACCTGAGGATTCTGAGGAGTTTGAGGATACGAAGGATACTGAGGATTCGAAGGCTTCT
GAGGAGGGTTCTGTGGCTTCCCTGGGTAGTAAGGCGGCNAAACGTGTTGAGGGTCCTGAG
GCTTCGGCTGTGGATAGTATGGAGGGTATGGAACCTTAGGGTCTTGAGGGTTGCCTTTTT
GAGCGTCCACTTCGGTCCCCAGGAAAGAACATAGCAGAGCTAGTGCGGAAAAAACCGTGA
TACTCCAGTGCCTTGCCAT
>CL414Contig1
TCCCGATTTATGGGAAAATCGCTGCAAAACAGACTTTCACCTGCATCTGCGAGGATGCAA
CTTTTATCTATGGTTGCAGGGACTAGAGTCTGTCGTGGGGCAGAGGGGTTAGAAGAGGGG
CAGCAGAGCAAAGATGGATGCGAGCAGAGCCAAGGCGCAGCGGCCCCCAGGGAGAGACGC
TCCGCCGGTGCTTTGCCCGGGGGAGGGGGGGTCCACGGGCTCCTCGTAGTCCTCGTCGTC
ATCGTAACCGCCGCTGGCTTCGTAGCTGTCGGGACTGTCGAAGCAGAGCGCCTTCATGCT
GCTCTTCACGTACTCGCAGATGGGCCTCTCCGTGCCGTCGCACGCGCACGTCTCCAGCTG
CTGGCCCTTGGGGATTCTGCGCAGGTTGGCGATCACGTTCCTGCAGCCGTTGGTGCAGGT
CGCGCCGCTGAAAAGTTTCCCACAGTGGTGCAAATAGTCGTGCATGGCGGAGCTGCACTG
CGGGTCCCTCTCGCACTGGTGCCGGGCCTCCGTGCAGCCCGTGCTGGTAGTCCTGGGGAG
GCAGGGCTCGATGGCCCGTTTGGTGAGCATGCACATGGGGTCCTGGTCGCAGCTGCAGTC
CTCCAAAGCCGGGCCATTTTTGGTCATGTTGAGCTGGACCAGGGAGTAGATGCAGTGGCT
GGGACACTTCTTCTTCTCCCCGTTCAGCACGGGCCCGCACGCGCGGTTGTAGTGGTCAAA
CGCGTAATTGCACTCGGACTCGGCTTGACACCTCATGATGGCTTGCCAGCAAACCAGCCG
TCGGCCGTGGGGCGGCGCGGCCACGGAGAAGTAGCCAAAAAACAACAGCGCGCAACCCAG
AGGCAACGCAGACCTGCAGGCGGCGCGGACGAAGGCGCCCATCGTTGTGGCTGCGGGAGA
CAGGCGGGACTCACGGCGGGCTCATGAGGAAAACTTCCATAAGAGTCCAGAGGAGAAGTT
GTCGCGTATCCCGAGACGTTGGCCCGTATGCGGGCTTTAAGATGGTCTGCACAGTGCTGG
GTAATCCCGGTTCTTACAACCAGTCCAGTCCAGCCAGTTCTGGCGTGAAATGATCCGTTA
TCCGTACATGGTTCAGGAGAAATCGGGGAAAAAAACTCACTGAAACTCAGACGCGCAAAA
CCCAGAAGAGGATAGATCTGCTGCGCCTCATTCCATCGGACACGTTCTGAAGTGAAAAAC
CAGAAAAAGTGCTTCCAAAAGAGTCCCGGTTGCGCTCTCAGCCTCAGCGGTTCTCCGTCA
GCAATCCACCCCAACACCGTCTGCTGGAGCGCGCCGGGTCCTCAAGTAGTACTTGTGCGC



ACGGGAGTGGAAACAAGTCGTGCGTGGGAAAAACAACAACAACCCTTGCGAATGGAAAAG
TGATCCTCTACTCTCCAGCGTTTGCCTTTCGGTTCCTCAGCCCCCTCACCATGCATTAGT
>CL415Contig1
ATTTTGACCGGACCAGAGGAGCAGCTTTCAGGCGGAACCACACAAGCAAAGTGGACTCGG
AGCCATGGGGATCAAGCTGTACTACACCACCGTGACCGCCTCCCGGACGGTGAAGTCCCA
GCAGGCAGAGATGATGCGGATCCTGGACAGCAAAAGCATCCGGTACGAGCTCATCGACAT
CTCTGTGGGGGGGGAGCTGCGAGATGAGATGAGAAGCAAGGCGGGAGACCCCACAGCCGT
CCCCCCCCAGCTCTTCAACGAGGACCAGTACTGCGGGAATTATGAAATGTTTGCAGAGGC
TGTGGAGGCAGACTCGGTGGAACAGTTTCTGAAGCTGGCCTGAAGGAGAAGAAGGTAGCA
GGACAGTCTTCCTCTCTGCCCCGACTCCCCCCACCCTGCAGGGGCTCCACTTCCCGTCCT
TCTGCCCCACTGGCTCCTCCACTTTCAACGCCAAAATGAAGAATGCCAAAAATCCAGCTG
TTCAGACGACGCGCATTCCCCTCCTGCACCCCTGGCCTCTGCACATGTCTCAGTTTCCTG
TGTCACTTCTTTGTAAACCAGGGTCACTTCCTGCTCCTAGTCTGCGGCGAGTCCACGCGC
TCTGAAAAAGTGCAGTAATTAGGTCGACTCATCTCAGCTGTGGCCACGTGATCGCTGCAG
AATAAACTAATCCATCTGATAACATCCAACCCAGAATCTGTGGAAACGCACCTCCAGTTC
CTCCTTCAGGTGCTCAAATGCTTCATGAGGAACGATCACAGGGGCAAATCATGCTCATTA
ATCTGGGTTATTAGTCACGAGAAGCAAGAAAACTCATCTCCAATCTTGATCATGTTTAAT
GTTTCCTTATTAAAGCTCCACAAAAACTCATTGAACACACAGAAAGTCATGTTTACCTCT
GAAACAGGGATTTGTGTTTCCATTAACTTCTTTCAAACGGCTGAGGGGTTAAATTTCAAA
GATTTTTCTCCAATTATGAAGTTGTGTCAGAAAGGAAGTTTATTTTGAAAATTCCATCCA
GCAGTGGAGTTTGAAACCCCTCTCACTCTCAGATGATGTTGCACAAAAAAGGGAACATTT
TTCTCCAATCACGTGAAGTCTTAAGGTCCTTGTTCAAACTGTGATGGGAACAATAATTTC
AGCGGATTTTTTTTCAAAATAAAAGCATTTGACCAGATGAGTCGTGTTGATGTCCTGTAG
AGTTGGCGTGTTCTATTCACATTTGGTGCCAACAGAGTGTATCTGTCTGTGCCGCTGTAG
TGTTAACGTTACGACATGCTGCTCTTGCCCCCAGTGACCGAGCAGGGATGCCGAAGTGAA
AATGATCTGAAGAATCCATGCATTTATGAGGTTACCCAGCAGTCTTGAGGGAACGGCACG
TTTGGACCTACGCCGGTTATGGAGCTCAGCTCAGACGAAATGTTTCTGTGCAGTCTTAAG
CAGCTTTTCCCGCCCAATCGTCTGTGTGCTTTGATTTGGGAGCTCCTGTGATGTTCTGTA
GCTGTCTGCTTGTTGTTGATTGTGTTCTCACGATGAATCTTTGTAAAGACATTCCAGTGG
TTCACTTTGGCTTTGCTTTTGGACCAACCTCCTTCGACCAAAACAGAAAAACAAAGGAGA
AAATGGGGGGGGGGAAAAGATGCAGTTGTCTTCCAAGAAGATTGATTCAGGGATTAAAAA
AAAAATACTAAAAAAAAAA
>CL416Contig1
TTTTTTTTTTAAATTTGTTCAACACATTTATTTGAGCAAATGTATGAAATTAGTTTCAGT
TCCACATCGATAAAATAAAATCTTCACAGTTTACACTTAAAAGGAAAAGGAAGCAAAAAC
CTGACAGGTTTACGTCACTGAATTTGGCAAACTAGTGTCAGACAGCAGAGAAGTGTGGTT
AGAACGATGTTACTGTCTCCTCAAACCAGATGAATGCTGGGTAAATGAGTTCAGACGGGT
CGTTGTCGGGTTACAACGCCTCATCTGAAACTTAAGAAAAAGTGTTTGAGGAAAGAAAAC
TGGAATTTCTGATGAAGATCTTCAGAAACGCTGTGACGCTACACTTTTTAAAATATCCCA
CTAAATAAAACAGGAAAATCTATAAATAAGCAAAAAAACAAAACGTCAAAAGGAAAAACT
TATAATCAGTCCAAGAAGCTTACAAGATGCAGTAAATCAGTCTACGATCTCTTTAATTCA
TGGCACTAAACAACAGCGATGTAAAAATCTTGAGTGCAAATGCACCTGTGATCCTCCGTT
ACGCAGTACTGCCCCCTACAGCTGCTGGGCTGAACTGTCAGCCAGGTGGAAACCGGCCCT
CCTGCCCCAGAAACCTACATTCAGTCAGCGCTAGCTCCAAAAAACAAGTCCAAGAACTGT
CAATAACATAAGACCACAGAAGATTTAATTGGAGAAATGAAGACAGAAAGTGAAAAGCAC
CAAGTGCATCGCCTTTACAGTGGATCACGCCAAAGCCCTTTACTTCCTCTCCTTCTTCTT
TTCCTTGTCATTCATTGCCAGGATGATCATCAGTTTCCTGAAGATGGTGACAAAGTCGAG
AAACAAGTCGACGCAATGCCAGATGTAGTCCTTGTCTCCGTTCTCTGCTTTCTCAATGAT
CAGCTGAGTGTCAAAGAGGACGAAGCCGCACATGATGAGCAGTCCCAGGTACATGTGTGC
CTTGAACAGCATCAGAGAGCCGAAGAACATGTTCATCACAGAGAACAGGAAGAGGATGGA
CAGGCCGGACATCAGTGTTCCTCCCAGGAACAGGTAGCTCCTGCGTTTAGCATACAGGGC
GCTGAGAGTGAAGCAGACGAAAATGACAGACGTTCCCAGGAAGGCTGTCACGATGATGCT
GGGATTGATGGCGATGACAAAGTCCAGCGTGGGTCCAAGGCCAACGCCTGTGAGGAAGGC
AAACCCGGCGAGGATAGCCAGCCTCTTCTTCTCCGTCTCGGGATTGTGGGGCGTCATGGC
GAGCCAGAACATCAACCCCACAGAGCCGAGTAAGGACAAAACGCCCCCCTCAAAAAGACG
GGTAACAACATGAACGTAGGAGCCGGCGGCGGCCACGATCATACTCAGCGCCAGGCTGGA
GTACACATTCTTCAAGTGCACCTGGGTGGAGTGAGATATCTGAGAGAGCTTGAAGAGAGC
GTCGATGTTGATGCTGCGGTCAAACACGTTCATGATGAAACCAGGAACAGAGACCTGAAG
AGTTTGCTAATCCAACAATTTATCTCCCCTGCTTGAGGCCGTTTAGCTACTTCCCCCGGC
CATAATGCCCGGGTTTANCGCGCGTCCGCA
>CL417Contig1
AGCATTTTGTGTAATCTAGGACTCACTCTATGCTGTATGGCCATGACGATGAGGCTCATA
CACTTCTGTCTTTTGGCAGTCACTCTGCATAATCTGGCAGATGGTCAGGGTGACAAGGTA
GGTCAGCCGCCTCATTATCCCCAATATCCTCAGAAGCCTCAAAATCCTCAGCAGCCTCAA



CAGCCTCAGCATCCTCAGCAGCCTCAGTATCCTTCAAAACCTCAGAATCCTCAGCAGCCT
CAGTATCCTTCAAAACCTCAGCAGCCTCATCAGCCTCAGTATCCTCAGAATCCTCAGCAG
CCTCAGTATCCTTCAAAACCTCAGCAGCCTCATCAGCCTCAGTATCCTCAGAATCCTCAG
CAGCCTCAGTATCCTTCAAAACCTCAGAATCCTCAGCAGCCTCAACATCCTCAGAATCCT
CAGCAGCCTCAGTATCCTTCAAAACCTCAGAATCCTCAGCAGCCTCAACATCCTCAGAAT
CCTCAGCAGCCTCAGTACCCTTCAAAACCTCAGAATCCTCAGCCGCCTCAGTATCCTCAG
AATCCTAAGCAGCCTCATCAGCCTCAGTATCCTCAGAATCCTAAACAGCCTCAGTACCCT
TCAAAACATCAGAATGATCAGCAGCCTCAGTATCCTCAGAATCCTAAGCAGCCTCAGCAG
CCTCAGAATCCTAAGCAGCCTCAGCAGCCTCAGCAGCCTCAGTATCCTTCAAAATCTCAA
AATCCTCAGACTCCACCATCAACATTTCACTCTTGTGAAGTAGATGAGTATTATAAAATA
CCTTGTGGCTCCTCAAACATCACTGCCTCGGAGTGTGATGCAATAAACTGCTGCTATGAT
GGACACACTTGCTACTATGGCAAATACGTGACTCTTCAGTGCACCAAGGATGGCCAGTTT
ATCATAGTTATTGCCAAAGATGCCACACTGCCGCATATTGACTTGGAGTCAGTCAGTTTC
CTTGGATCAGGGGCAGAGTGCCATCCTGCTGGGGCTTCTTCAGCTTTTGCCATTTATCAA
TTTCCAGTCACCTCTTGTGGCACTATCATGAGGGATGAGCCTGGTGTCCTTGTCTACGAG
AACCGGATGTCCTCCTTTTATGAAGTTGCTATTGGACCTCGTGGAGCCATTACCAGGGAC
AGTCACTTTGAGCTGTCTGTTCAGTGCAGATATATTGGTACTTCCGTTGAGGCCTTGGTC
ACTGAGGTGGATTTGGTTCCTCCACCGGGCCCAGTTGCAGCTCCTGGAATCTTGCGTGTG
GAACTTCGTCTTGGCAATGGACAATGTCAAGTCAAGGGTTGTTATGAGGAGGATGTGGCC
TATACCTCATATTATAATGATGCTGACTACCCTGTCACTAAGGTTCTCAGGGACAACGTC
TACGTTGAGGTCCGAATGCTGGAGAGGACTGATCCTAACCTTGTCCTAACTCTTGGGAGA
TGTTGGGCAACAACTAGCTCCTTCAGCAACAGTGTTCCTCAGTGGGATTTGCTAATTAAT
GGCTGTCCAAACATCGACGATCGGTATCTAACAACGTTAGTTCCAGTGGATGCCTCATCT
GGACTTCCGTTCCCAACTCATTACAGACGTTTTATTTTCAAGATGTTCACTTTTGTTGGA
AATGGTCCCACTTCTCCATCTGACCCTAGCAAGAAGGCACCCTCAGATGCACCAAACCTA
CCTTTGAAAGAACATGTGTACATTCACTGTGATGTTTCTGTGTGTCAGCCTACTCTTTCA
AACAACTGTGAGCCTTTGTGCCCTTTAAGAAAGGCAAGAGATGTCTCTGGATCAACAAGG
AAAGCCTATAGAGAAGAGACAGTTGTTGTTAGCAGTGATGAGATTGTCTTCACAGCTGCA
AGTCCTTAATAAAACAAAGGGAATTGATCATCAGCTTGCTATGGTAAATGAGCTAAAAAA
CAAATTTAAAATAAATCTTTTAATAGTGAAA
>CL418Contig1
TTTGGTCATTATGTTTGACATGACAGAATGCATGTTCAGGGATATAACAACATTGCTGTC
AATCAGTTTGTTTGCATAGCAGTATCCAGGTGACTTTTTCATTATAACAGTTTGACCTTT
TTTTTTCACAACATTTTCAAGTCACATTTGGTTTCATTGTGTTTAAAAAGAAAAACAAAA
CCAAAACAACAAAAAAGGAGAAAACCAAGTTGTTGGTTGAAACAAAACAGACAATAAAAC
ACCAGTTTAAGTCAGTATAAAAGGAGCAATGTTTAAAAGAATAAAAGGACACAACACAAG
TATAACACCTCAATTTCACATGCTGTCTCCGTTACAAAAGGTCACCGGAAGATTGCTTGT
TTGCTTCCCCCCATCCCTGATCATTTGCTTTCATAAATTAGTTTTCCTTCTGTTGAGCAC
CTTTTTCTTGTAGTTTTCAAGTTGAGATGCTACTATTCCTTAAAGAACTGCCTGTCTATT
GGAGAATAGGGAGGGTCAGAGAGTTTACTTTGAGGAATAGATTGCAAAATTAGTTGGTTT
GGCTTTTGGAACCTGATGCGTGATCAACCTATCACGTTGAAGCAATCAGGAACCCAGAGA
AAGTGCAGTGGACATTCTCAGCAGCAAAGACACCATTGGCCTCATCATCAGGGATCTGGA
TGTAGACTGTGTCCTGCACATCAAGCAAGAGGACAGCACTGCCAGACATCTGGTCCAGGA
AGCCTTTGTTGTACTCACTATAGGTGAACACAATGGGCTGACCATTCTTGTACAAAGCCA
CCAGGGCATGATTTCCATTTACATGGATACCGTAAGAGAAATAATAAACACCTGGAACTT
GGCAAGTGAAGATGCCGGTCTCAGGGTCATAGTGATTCTCAGCATTGTACACAATCTGGT
CGAACTTAATGGGGCTGCCAGCAGGGGGGTAGGGATTGGCTAGAGCTGCTGTGAAAGCAG
ACATGGGGGACTTGACCATAACTTCGCTCATTCCAAAGCCTTTCTCAAATGCAACCTCAC
CAGGAGGTCCAGGGGGTCCAGGGGGACCAGCAGGGCCAGGTTCTCCGTCTGTCCCAGGCT
CACCGGGCACACCAGGGGGACCCTGAGGTCCAGGAAGACCCTTAGCAGCCAAACCAGCAG
GACCAGGAGCACCAGGGAGACCTGGGTGTCCCTTGAGGCCAGCAGGACCTGAAGGACCCT
GTGGGCCAGAAGGCCCTCTGGGACCAGGAGCACCATCAGATCCAGGGGAACCAGGCTCAC
CTTGACGGCCAGGGTGACCTTTTGGTCCAGCGGGACCTGGAATACCTGGAGCACCTGGGG
TACCTGGGGCACCTGTGTGACCTTTGTCACCTTGTGGTCCAGTAGCCCCTCTGGATCCAG
GAGGACCAGCTGCACCTGGATAGCCTTGCTTGCCAGGAAAACCCTGAGCTCCTTGATCAC
CCTTATGCCCCTTAAGCCCCTGAGGTCCAGTAGCACCTGTGTCACCTTTAGGCCCAACAG
CACCAGGCTGGCCTGGGAAACCTCTTTCACCTTGAGGCCCTGTAGGACCAGTAGGACCAG
TTGCACCAGTAGCACCAGTATATCCTGTTGGACCCTGCTCACCCTTAGCACCTGTAGCAC
CTGGACTACCGGAAGCTCCCCTCTCTCCCTTCTCTCCATTTACTCCTGGTTTTCCATATC
CTGGCACACCTGGGGAACCAGGGGCTCCAGCAGGTCCCTGATGACCTTTTGGTCCAGCAG
AACCAGGCAGACCTGGAGCACCATTCTCACCTGGTTTACCTGGAAGACCTACCCCAGGGG
CACCAGTGTGTCCCTTAGGTCCCTGAGGTCCCATGGGGCCAGGGGCACCATCAAGACCTG
GACTTCCTGGCTTTCCTGATTCACCTGGTGCTCCTGGTTTTCCTGGCCTTCCAATTCCAG
CTGCACCTGGTGCTCCTGGTGGGCCCATAGGTCCCTGAGCTCCAGTCTCACCCTGAGGTC



CTGGAGCTCCTACCCCTCTATCACCCTTAGGACCTGGCAATCCAGGCACCCAGT
>CL419Contig1
CTTCTGCAGCTGCTGCAGTGGCTGCTACCGCGTTGACAGTTTCTACCACTTCAGCTTCAG
CATCAGCTGCTTCTGCCTCGTGAGCCACCGTGGCTTCTGTGGCAGCAAGAGCCACAACAT
TATCAACAGGTGTTTCAGTTTCAGCTTGGACAACCTCTGTGGCGTCAGCAGCAGTTGTTT
CGTCAGCAGCAGCAGCCGTTTCGTCAGCAGCAGTAGCAGCAGTTTCGTCAGCAGCAGCCG
TTTCGTCAGCTTCTTGTACTGCAGCTGTGTCTACAACAGCTGTGGCAGCTTCCACTTCAG
CTTCTCCCGCTGCAGCTGGTGCTGCAGAAGCAGCTGCGTCTGCCACCACAGTAACATCTT
CAATGACTGTTTCTTCATTTACTGCTTCTTCTGCTGCTGGTGCAACAGGAGCAACTGTTG
CCGCCACCGTTGCAGCTGCATCTGCTCCCTCAGCAGCAACATCCACAGCTGCAGCATCTG
CCTCATCTGCATTAACTTCTACAGCTGTTGCATCTGTCTCCTCCTCAGCAGCTGCAGCAT
CTGCTTCAGCGGTGTTGTCTTCTGCAGTGGCGGCAGCGTCTGTTTCCGCAGCCGCTTGAG
CGTCAGCGGGCTGGACAGAGGCGGCGAGTGGAGTGGCATCCGAGGAAGGAACATCCAATG
CGATAGCATCCCCTCCCTCAGCTGGTGCAGCTGGAACAGCCGCAGGGGTGGAGGCCATAA
CCACCACTGCTGGAGCAGCAGAAGCTTCAACGGGAGCAACAGCAGTTGGGTTTCCACAGA
CATTGGGGATGCTTGCCATCAGGATGACCTGAGGTTTGAAGGTTCCTACTGACAAGTATG
TATGCGTGACTGAGCGCTCTCTGGAGATCAGCGTTCCACTGTTGTCACCAAAGTCCCAGG
TGAAACTGATGTCTGCGTTGTTCAGGTACTGGCTGGGGTCATGGAGCGTGGCTGTGAAAG
CGATGGCTTGGTTCTGGATGAAGTTCTGGTCGTTTTGATTCACATCATTGACTTGAGCAA
GCGATATGCTGAAAGGGACCTGGTCTGTGATGCTGAAGACTGTAGATGCGTAGCCAAGAG
GGATGAACTTGTCTCTTCCACGGCAGTGGTAGATCACAACCTCCATGTTGTAGGAGCCCA
AGGCAACATTGTCTGTTCCAATGGTGAGTGAGGAGGAAGGTCCATCTGCCACCTGCCAGA
AACGCCCCCATGTTTTCCACACAAACACATAGCGAGGCTTCCTGTTCTGGGCCCCAGTGA
TCGGTGTGCCATCGGGGAAAGCTCCGGTCCATGCAGGGTCTTGCTCTGGATAAACAGCCC
GGCCTTCCTGATACTCACGTCCGTCAATGGTGCAGTTACGCGCCCACACCACCTGTCCGT
CAGGCAGAATTGTCTGGTTTGGTGGAAAATTGAGGTTGATCGTGAAGGTTGCCTTTGCTC
CTGTCAGGGTGGGGGCATCGTTTTTCAAATCAAAGCTCACTTCCCCACCAAACCAACAGT
TCCTGAATCTGGGGTCTCCATCTTGCCACACGGGATACATGCGGGAGTTCCATGACCGAT
AGCGTGTGAATCCACTTCTTTGTCTTATTGCCAGGGCTGAGCTAAAAGCAAAGATGAGCA
GCGCCACAGTCCTCATTCTAAGTGCGTCTCCGGTCTGGGCCCGATCCGTGTCCTGGTGTC
AGTTCCTCCACAGAACCCAGAGACCCCGGCCATAAGGCCCGGGT
>CL419Contig2
GGGAAGAAGCTGAAGTGGAAGCTGCCACAGCTGTTGTAGACACAGCTGCAGTACAAGAAG
CTGACGAAACGGCTGCTGCTGACGAAACTGCTGCTGCTGCTGCTGACGAAACGGCTACTG
CTGCTGACGAAACGGCTGCTGCTGCTGACGAAACAACTGCTGCTGACGCCACAGAGGTTG
TCCAAGCTGAAACTGAAACACCTGTTGATAATGTTGTGGCTCTTGCTGCCACAGAAGCCA
CGGTGGCTCAAGAGGCAGAAGCAGCTGATGCTGAAGCTGAAGTGGTAGAAACTGTCAACG
CGGTAGCAGCCACTGCAGCAGCTGCAGAAGCTGTTCCAGCTGAGGGTGAAGTTCAGGTGG
AAGTGGAGGCAGATCCAGCACAAGTTGCCCTCGTTTTGGTCAAAAGACAGGCCCCAGAGC
TGGCAGCTGACTGCACAGTCTACCGTTACGGATCTCTTGCTACGTCTGTAGATGTTGTCC
AGGGCATTGAAAGTGTGGAGATCGTTCAGGTGTCCAGTGTTGTGCCCATAGCCACCGCTT
TGGATCAGAATGCTGTGGATGTCACCATTAGCTGTCAGGGAAGTCTTCCGAGTGAGGTCT
GCACTATTGTTTCGGATGCTGACTGCATCACACCGGTACAAACCATCTGTAACGCAGCCA
CGCCCTCCCCTGACTGCCAGCTGATCCTCCGCCAGTTTTTCAACGACACCGGAGTGTTTT
GCCTCAATGTCTCACTCACTAATGACGTCAGTCTCGCTATGACAAGTGCCAGAGTCAATG
TTGCAGTTGCCTCCGGAGGTTCTCCAGCTGGAACTGCTGCCACAGTGTTGGGGGTCATGG
TCCTCGCCTGTGTGGTTTGTTGCATTGGCTTAATGTACAGGCGCTTCAAGCAGTACCAGC
CGCTAAGTGAAGGCCACGATGCTGACAACGGTGGTAGTTTCGGAGTGACATCGGTGCCTT
TGCTGCTGTGGAATCTGCTGAGTCGGCAGTCACCGGGGGAAAGCCGTCCACTACTTCAGG
GAAGGATTGTCTAAAAATCCCCAGCATTTCATTCACAACATCCACTAACACATCTGCTTT
CTTAACTTTTTAGTGAGACAACTCTCTGAGCCATAAACCATGTAGGATGAGTAAACCATC
CTTTTGAGGCCTTTATGTCAAAACCAGAAGTTATTACCGTATTACAGAGAAAAATATTAT
TTATTTTGTGCTATAGCATAATTTAAATTGGCACTGATACTAGGGCAATCATATATCTTC
TTATTCCGCTTCTACTAAACTCTTAGGATAGACTTTTTCGTGTTATTTCCAACAGTGTGG
TTATGACTAAGTTTGTTGCAGAGCAGTATCACTTTTGCTACATACACTGTAAAACTAATA
AAATTGACATTTCTCACCAAAAAAAAAA
>CL420Contig1
GTCCTTCCTTCTTCCAGCCCTGCTGGCCGCCTGACAGAAACGGGCTGCGCCGGGAACCAA
AAACGCTCAAATTTAGCAACATCTCTTCGAAACAGAGCAGCTGCTGGACTCGATGATGGG
CAGCAGGACGAGCGCGATCGCTGCGGGCGTTTGCGGGGCTCTGTTTGTCGGTTACTGCAT
CTATTTTGATAGAAAACGGCGGAGTGACCCCAACTTCAAGAACAGGCTGCAGGAACGGAG
AAGAAAACAGAAAGCGGCCAAAGAGCGGGCGGGACTGTCAAAGCTTCCAGACCTGAAGGA
CGCAGAGGCGGTGCAGAAGTTTTTTCTGGAGGAGATCCAGCTGGGGGAGGAGCTGCTGGC
TCAGGGAGACTACGAGAAAGGAGTGGATCACCTGACCAACGCCATCGCGGTGTGCGGTCA



GCCTCAGCAGCTGCTGCAGGTGCTGCAGCAGACTCTGCCTCCTCCCGTCTTCCAGATGCT
GCTCACCAAACTGCCCAGCATCAGTCAGCGCATCGTGAGCGCACAGAGCCTGAGCGAGGA
TGATATAGAATAAGGAAGCGGATCGTCCTGCTTGTCCTCCTCTTCCTCACGTGCACCTTC
TTCCATCCTAAACAGCCTGCCAGCCCGGTGACTCCACTGCTCCGGCCATCACTTCCCACC
AGGACGGAACAAAGGGATTTAGATTTTTATGCTGTCAGTGTCGGTTATTTTAAACATTAC
ATACCCGTTTTGGGGTATCAGGAAAAAAAATCATGCGTTTAATTTGATGTTCACGCACGC
AGACGTTTGGAAACGGCAGGAAGGCGTTTATAACTGGACTCCCTCCCTCAGGGTGGGAGT
AGGAAACATCCTGAATGCAACGTTCTGAAGGATTTACTCAGCCTGACATGTTTGTTCCAA
CCGTCTACACCACGATATCAACTGTTGTGCCGCAGAAACCGATTCATCCGGATACTTTGA
GTATTTATTATCAGTTATTGTTACGTTCAACTTGAAAACGCTTTTTTAAAGTGATTTAAA
AAAAAAATAAAAGGTTACGTTCAGTCAAAAAAAAGATGACCCTTCTGGGGAAAATAAAAC
CTTCAAAAAGTCTCAAAAAAAAAA
>CL421Contig1
GCTGATACGTTTCGTTGTAGTCGGTGGCTAACTCCTAACCAGCCTTAGTAGCTAAAACAG
ACCCCTTTAATGACGAGCGACTCCATATTTCTCGCATATATATTTCGCAGGTTACGATAT
TATTGCTTCATCGACGGTTTTTGTTGTGAAAATGAGTTACACAACGAAGGTGGTTCAAGT
GACCAATGTGTCGCCGAGCACCACGTCGGAGTAGATGAGGACGCTGTTTGGGTTTTTGGG
AACCATCGAAGAATTAAAATTATTTCCACCAGATGATTCTCCGATGCCGGTGACCTCCCG
GGTGTGTTTTGTGAAGTTCCAGGAGCCGGAGTCGGTGGGGGTGTCTCAACATCTGACTAA
CACTGTGTTTGTGGACCGAGCCTTGATAGTGGTCCCGTTTGCAGAAGTGAAGAAGGGAAA
AGCAGCCCCCTCGTTGATGGGTGAAAGTGGTCCTCTGCCCGCCAACAGGGAATTGTATAC
ATTTTCATGAGCCAACAAGCATTCAAGCCCCCCACTCTTCTCTTTTGTCCAATATTCTCT
CTCTGCCTGATCTTTTCTCTTTCTCTCGTCAATTTTCACGTGGATAGTATATTCTAAAAA
AAAAA
>CL421Contig2
GAGGGGTGAGGAGAAGATCCAAGACTCCACCAAAAAGCTACAGCACAGCTAGGAGGTCAC
GCAGTGCGAGCCGGAGACACAGGAAAAGCCGCAGCATCAGCCGATCTCCTAAGAAATCCC
CAAAACGCAGAGTCTCTCCGTCTCCATCTCCTCGAAGACATAAAAAGGAAAAGAAAAGGG
ACAAAGAGAGAGACCGCAGGAGTGATAAAGAGCGCGTCCGTGAAGAACGAGAGCGCTCCA
CCAGCAAGAAGAAGAAGAGTAAAGACAAAGAGCGCGAGCGTGAGCGGAAATCAGACGGAG
AGAAAGATGTCAAGATCACCAGAGATTATGACGAGGAAGAACAAGGATGGTAACAGCACA
GGGCGTCACGTGAAGCAGGCCAAAGTTAACGGCGCCGACGACCACCACGAAGAAGACATG
GATGTCAGTGACTGACGTGCTGCATCCCACACGCTCCCTCCATTTTGACTGTACATACGC
TACGTTGTTTTTTTTGTGGGGATGAACCTAAAATGTGAAGTGTTTCAAAAGTATTGTATC
GTACTCTTTTGCGAACATAAAATGCAGAAACGTTCATCTAAAAACTTTTCGGTTATAGAA
TTTAGTTGTCCGACCAACAGATTAGCAAAGACTGGAACTAGCATTGCTTTGTACGATTGA
AATGATCCCAATTTAGTCACTTCCTGTATTGTATCTTCATTTTTGTTAAGTGCTGTAACA
CTCAAGCCTTGTTCCCCTCCCTGAAGGAACCGTTACATCTTGCAGTGTTTTATCATAACT
TTCTTTTATATAATAAAGCCTGTTTGAAGAGGTAAAAAAAAAA
>CL421Contig3
GCTTTATTATATAAAAGAAAGTTATGATAAAACACTGCAAGATGTAACGGTTCCTTCAGG
GAGGGGAACAAGGCTTGAGTGTTACACCACAGCACTTAACAAAAATGAAGATACAATACA
GGAAGTGACTAAATTGGGATCATTTCAATCGTACAAAGCAATGCTAGTTCCAGTCTTTGC
TAATCTGTTGGTAGGACAACTAAATTCTATAACCGAAAAGTTTTTAGATGAACGTTTCTG
CATTTTATGTTCGCAAAAGAGTACGATACAATACTTTTGAAACACTTCACATTTTAGGTT
CATCCCCACAAAAAAAACAACGTAGCGTATGTACAGTCAAAATGGAGGGAGCGTGTGGGA
TGCAGCACGTCAGTCACTGACATCCATGTCTTCTTCGTGGTGGTCGTCGGCGCCGTTAAC
TTTGGCCTGCTTCACGTGACGCCCTGTGCTGTTACCATCTGCTTGACATCTTTCTCTCCG
TCTGATTTCCGCTCACGCTCGCGCTCTTTGTCTTTACTCTTCTTCTTCTTGCTGGTGGAG
CGCTCTCGTTCTTCACGGACGCGCTCTTTATCACTCCTGCGGTCTCTCTCTTTGTCCCTT
TTCTTTTCCTTTTTATGTCTTCGAGGAGATGGAGACGGAGAGACTCTGCGTTTTGGGGAT
TTCTTAGGAGATCGGCTGATGCTGCGGCTTTTCCTGTGTCTCCGGCTCGCACTGCGTGAC
CTCCTAGCTGTGCTGTAGCTTTTTGGTGGAGTCTTGGATCTTCTCCTCACCACCTCTTCT
TTCTTTCTATCTCTGGTTCTGCTTCGAGATCTCCTGCCTCTGTCCCTGGAGTGGGTGCCC
CTCTTGCGTGGGCTTTTGGAGCGCCTCCTGCTTCTGGAGTTGGATCTGCGCCTGGACCTG
CTCCGGGTTCGCCTGCGACTGTGTCTTGAACGTGATCTTGACCTTCTTCGCCTGGATCTG
GACCTGGAGCGAGAATGCTTCTTTTTGCTCTCTTTGTGCCCAGGTTCAATGGCAGCAGAA
ATGAGTGACTGGGCCTCTCGGACTCTCTTCATGGCCTCCTCGATCTCTTTATTGGAGGCG
TCAGCCTTCAGGCTGGCGCTCAGGTTCAAACCAGCAGCCAAGGGGTTCAGTTTTGGATCA
GTCATCATCTTTAACAGCTGATCAGCAGCCTGAGGATTCATGTTGGGTCCCGGGAATCCA
AAAGCTGCCAGTGGATCTATGTTTGGACCACCAAAGGGGTTTGCTCCGAGAGCTGGATTA
GTCAGGGGGTTTGGCGTTGGAAGGAGGCCACCTCCTGGCAGAATTCCTGCAACAGCATTT
GCTGGAGCCAACAAGGACAAAGCTTTAGCCTCATCTGGGATTGATCCTTCTGCAAACGGG
ACCACTATCAAGGCTCGGTCCACAAACACAGTGTTAGTCAGATGTTGAGACACCCCCACC



GACTCCGGCTCCTGGAACTTCACAAAACACACCCGGGAGGTCACCGGCATCGGAGAATCA
TCTGGTGGAAATAATTTTAATTCTTCGATGGTTCCCAAAAACCCAAACAGCGTCCTCATC
TGCTCCGACGTGGTGCTCGGCGACACATTGGTCACTTGAACCACCTTCGTTGTGTAACTC
ATTTTCACAACAAAAACCGTCGATGAAGCAATAATATCGTAACCTGCGAAATATATATGC
GAGAAATATGGAGTCGCTCGTCATTAAAGGGGTCTGTTTTAGCTACTAAGGCTGGTTAGG
AGTTAGCCACCGACTACAACGAAACGTATCAGAAGAACTGCGCCGCCA
>CL421Contig4
TTTTTTTTTTACCTCTTCAAACAGGCTTTATTATATAAAAGAAAGTTATGATAAAACACT
GCAAGATGTAACGGTTCCTTCAGGGAGGGGAACAAGGCTTGAGTGTTACAGCACTTAACA
AAAATGAAGATACAATACAGGAAGTGACTAAATTGGGATCATTTCAATCGTACAAAGCAA
TGCTAGTTCCAGTCTTTGCTAATCTGTTGGTCGGACAACTAAATTCTATAACCGAAAAGT
TTTTAGATGAACGTTTCTGCATTTTATGTTCGCAAAAGAGTACGATACAATACTTTTGAA
ACACTTCACATTTTAGGTTCATCCCCACAAAAAAAACAACGTAGCGTATGTACAGTCAAA
ATGGAGGGAGCGTGTGGGATGCAGCACGTCAGTCACTGACATCCATGTCTTCTTCGTGGT
GGTCGTCGGCGCCGTTAACTTTGGCCTGCTTCACGTGACGCCCTGTGCTGTTACCATCTG
CTGAATGAGGAGACAAACCAGAGTCATCTGAGCCTTTTCTGTCCGCCCTCTCCTTCTCAC
TGTCATACCCTTGTTCTTCCTCGTCATAATCTCTGGTGATCTTGACATCTTTCTCTCCGT
CTGATTTCCGCTCACGCTCGCGCTCTTTGTCTTTACTCTTCTTCTTCTTGCTGGTGGAGC
GCTCTCGTTCTTCACGGACGCGCTCTTTATCACTCCTGCGGTCTCTCTCTTTGTCCCTTT
TCTTTTCCTTTTTATGTCTTCGA
>CL422Contig1
TGCCCTTACTGGGAAGACATGGAGCGCTATGGACACAGTCTACACGAGTCTAGTAGATTT
TTGTACTAAAAACAACCAACATTTTTCTCTTCTTGCATAGAGCAACGCTTTGAGAGACTG
CAGGGAAAGATCGGGCGGCCCTTTTGAGAATGGAGTGTGCATTTGAAGCACAGAATTTGA
TCTCCATTTCTTTAAGGAAAATCCAAAGCTCCAGGACGCAAAGAGGAGGCATCAAGCTCC
ATAAGAACTTGCTGGTAACATACGTTCTGAGGAACGCCAGGCAGTTTTATATGAACAAAA
ACGTGTCGCAGGCGCAGAGATCGCCTCCCTATGAGGATGCAGCGGCAGTCCGTGAAAAGC
AAGAATACCTGGAATTGACGGGGAGCTTCACGGAGTTGGCGGATGACTTCTACTGCAACT
TTACCGGGGCTGAGTCTGACTCTTGGCACTGCGGAGCGCACCAACACAACGGCCAGCTGA
CGGAGGTGCAGCACCAGGACGCATCCTCGTGCGTATTGGTCTCACCAAACGACTCTGATC
TCATGCTTTCCGAAGCCTGTTGGAGCTGTGCGGACAAATCCTGGGAGTTACCTGTCCCGA
ACACGCAAGCCAACCAAAAGACTGTCCTGGACTTGGACACGCATGTGGTGACTACTGTCT
CCAACGGTTACTTCCACTCAGACTGTTGCGCGCAACCAAGACAGCCGCAGGGCGCGCAGT
GCCACAAAAAGCGAAAGATGGACACAAGTTATTTTATTGTTGACCCAGAGTTTTATTTGC
CAGACTTTGTGCCAGTGCCATTCAAAAGAATGAGGAGTGACGATGATTCCCATTCAGACT
CGGACCAGTTGGACAACACAAACATATCCAACCTGATCTCGGTGCTGGGTTCAGGTGGAC
TATCCGAGTTTGTGAGTTGGCAGCAGACGGACCTTGAGCAAATATTCGGGACTCAAACTA
TTTGTTTAAAACACACGCTGTTTACAGGCAGTGGCTGGACCAGAGCGATCGAAGCGTTTT
GATTTGTATGTCTTGTTTTTTTTCTTTGTATCATTTTAATTTTGTGGATTTCAAATAAAC
AATGACNCGNCTGCAATTNTCNCAATTTGTGCCCTNTTATTGAAGAACNCNCCTGAGTGT
TAATTCNTGCCCCNTGAATTTAGAAATAATCGGATTTNTACNCCCTGCGTGAATAAGNGT
ATGTTNTCCTGCGTGGTTGGGGTACNGGATATGTGGCTTTGGTTTGTGGGAGTAAAAAAG
AAAAGAAAAAAAAAAATCAAAGTTACTTCTAGGATGTTGGTTGAGCACCATCATGTGGCC
AGTAGAACGACGTGCACCAGCTTAATGCAGTTTTATTTGTAAATCTATTTAT
>CL423Contig1
AATTTTATATGTTTATGAGAGAGACGGGACACAACCGTAAACTCTGTGGTCATTGTCACC
ACGATTGATGAACTTCAGGAAAGAATTAAAGAAGTTATTTTTACAGTTTGGAGAAATGAA
TTTGCCATGAATCATGAAACCAATTTAGATATTTTTTGTCTGAATAAACTATGTTAAGAA
TGAACACAGTTTGATAAACATTTGTCCACGATTCATTTTTGAATACATGAGAGTAGTTGG
TTAAGAAGATTCTTTATGTGACTAAATCATTTCTAAATACAGGAAATAGATCATTTGAAG
ATCCACTTGAAAGCCAGTCTTTTTCATTTTTATCACCTACAATATCAGATTGACAACATT
TTCGGAGCAGAAACCATTGTTACATCAGTAAAAGGACATGACACCCCAGACATAAAGGAT
TCTTGTGGGTTTCTTCAAATAAATAGACGTCTGCTAACAGGACTGAAGCGGTCTTTCCTT
CTGTGTTTGCAGAATCAACATGTAGAGTTTGGAGGAGGCCAAAGTACAGAGTATAAATGT
AGCATCTGGACATACTGAAAGCATCCACGTCGCCATGTGCCCAGCGTCTTATCGATAAAG
ATAATCCGCCTGAATGTTAGCAGCTATTTCCGCCTCCCACTTGTCTCCGTTGTTCAGGAG
TTTCTCCTTGTTGTAGAGAAGCTCCTCGTGGGTTTCAGTAGAAAACTCAAAATTCGGCCC
CTCTACGATAGCATCCACCGGACACGCCTCCTGACAGAAACCACAGTAGATACATTTGGT
CATGTCGATGTCGTAGCGAGTCGTCCTCCTGCTTCCATCAGCGCGAGTCTCGGCTTCTAT
GGTAATCGCCTGGGCCGGACAGATGGCTTCACACAGTTTGCAGGCGATGCATCGTTCCTC
TCCTGATGGGTACCTGCGCAGGGCGTGCTCTCCTCTGAAGCGTGGCGACAGCGGGCCCTT
CTCGAACGGGTAATTGATGGTGGCCGGTTCTCTGAACAGGTAGCTCATCGTCATGCCCAG
ACCTCGGAAGAGTTCGGTCCATAGAAGCGTCTGCGCCGCCCGGTCTGTGATGGACTTCAT
ATCCGTAGGCACCTCTTGTGCATTGACATACTTGAATCCACACCTCTGGTGGGACACACT



GAAGCATCTCACCGCGTTCTGGCTGACCACAAAGATGCCTGAGCGCGGCACAGAGGACAG
CAGGCGAATCGTTGCAGCCATGAGGTCGTTCCACCGAAATTGGCGACCAAGGGTAAATGT
GCAACGAACACCGGAAGTTAGCCTCCCC
>CL424Contig1
TGTCAACAACAATGTACCATGATAATTCCCGTATTTCCCATTTACATATTAAATCAAAAA
TGCAGCAAACAGATAATGAAGGTTTAAATTATTTTTTGAATATTTCGTCTGAAGCAGAAC
GGTCACCCGGAAGTAGTTTGTGTGGATGACGTCCGTTCTGCAGGTAAACAAAGAAAGGGA
CGGTAAAACGTTAACATAAACGTTAATCTTTGAATATTTAGCGGATGTGATGACAGAACG
CACGCAGAAATATCAACACCAACCAGGTTTACAAATGTTTCGAAATGTCGTGAGAGGATT
CTGTCTAAAGCAGCAGCTGCGAAGAAACGGGTGTTAAAGACGGCGCACATCAAGGAAATG
CAGTCCCGCCATCCACAGATAAGGTATGGAGGCACATTTGTTTGATGTAATAAATGTAGC
GTTAAACGTGATTTCTAGGTGGGTGTTTACAGACAGATCCAAGATCCTTCAGTCATACGT
TAATGACAGGTTACCTCATCAGCTGGAGAGGGGGGGTCACGTGGGCAGGATTCTCAGACA
GGTGTACCAGCCGCATAAATCAGCAAAGCTGTCAGGTAAACTGCAGCAGTTTGTGTCTCA
GAATAACATTTATGAATGCTTCTTATTCACACTATTAAGATCTCTGACTTTAGAGTGTGT
CAGTGCACAGAAACATGACAGTAAATGACTGGATGTGCACATCATCAGACACGTCCAGGT
GTGTAACTAAAGGTGGCAAAGTCTGTAGTGTAAAAAAAATCTTTAAAAAAAACATTTTAG
TCTTTCAGGCAGAGGAGGAATACCAAATTGTTTTAGAATGTATTTTTGATAAGACTGAAA
TAATGTATTTTATTCTGAGTTTGGTGTTTTGACCCCTCCCTAATGAATTTCTGGTTTAAC
CCATTTTCTCCTCATTTTGATGAACTCAACTTTTTCCTGAATGAAAGATGAACGGCAGCC
GATGTTTTTCTGTCAGGGATTTTTAATTTATCTCTGTCAGGGATTTCAATGGAGCTGGAG
TCCAGTGCAGAGGAAGCTGCAAGCATGTACGAGCAGGAACTGGGGTCCCTNACCTGTGCA
TCTTCCTCTGGATGTGATGCTGAGCAGCAATGTGGACAAACCTTCCCTGACATGACTCTT
TTTGATATAGTTGTTAAGCACAAACAGACTTTCCCAGATGCATTTTTTCCTCTAATAAAT
GTGACTGACAGGTACGCTGAGTAAATGCTGAATGTAAACGTAACATNTGATTGACTGCAT
GAAGAAGCCCATAAAGGAAAATCCACAACTGTTTCTTTGTTTCTGTTACTGAATAACGTA
TTCATGTTAAGTTTTCAATAAATAT
>CL424Contig2
TTTTTTTTTTGTTTCATAGCAATGCAGTATATTTATTGAAAACTTAACATGAATACGTTA
TTCAGTAACAGAAACAAAGAAACAGTTGTGGATTTTCCTTTATGGGCTTCTTCATGCAGT
CAATCAAATGTTGCGCTTACAATCAGCATTTACTCAGCGTACCTGTCAGTCACATTTATT
AGAGGAAAAAATGCATCTGGGAAAAGTCTGTTTGTGCTTAACAACTATATCAAAAAGAGT
CATGTCAGGGAAGGTTTGTCCACATTGCTGCTCAGCATCACATCCAGAGGAAGATGCACA
GGTAAGGGACCCCAGTTCCTGCTCGTACATGCTTGCAGCTTCCTCTGCACTGGACTCCAG
CTCCATTGAAATCCCTTATCTGTGGATGGCGGGACTGCATTTCCTGATGTGCGCCGTCTT
TAACACCCGTTTCTTCGCAGCTGCTGCTTTAGACAGAATCCTCTCACGACATTTTGAAAC
ATTTGTAAACCTGGTTGGTGTTGATATTTCTGCGTGCGTTCTGTCATCACATCCGCTAAA
TATTCAAAGATTAACGTTTATGTTAACGTTTTACCGTCCCTTTCTTTGTTTACCTGCAGA
ACGGACGTCATCCACACCCCCGGCCATAATGNCCGGGTTTAAACG
>CL425Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTCCAGTGGTTCTTGCTTTACTTCAGTGAATCAATA
GCCTGGGAGACTTGGACAAAGACTTCATCCACAGGCAGCTCAGAGTCGACCTTCTTCACA
ATACCACGACTCTCATAAAAGGCAATAACGGGCTCTGTCGCTTTGTAATACAAGTCCAGA
CGCTTCTTGATGGTCTCCTCGTTGTCGTCGGAGCGCCCGCTGGTCTCTCCGCGCTTCAAG
AGCCTCTTGATCATAGTCTCTGATTTAGCGTCCACGTACAGCAACAGGCAGGGTTTTCCG
ATCTTCTTCTCAAACTCCTCTCCTTGCTTCACCTCACGGGGGTAGCCATCAATCAGGAAG
CCCTTGGAGACATCAGCCTTGGCGATCATGGCGTCCTTAATCATGTCTAAGACTGTGTCC
AGGGGTACAAGCTCGCCCTTCTGCATGATGGCCTGAAGCTGTTTGCCTCTATCAGAGCCG
GAAGCCACCTCGGCACGCAGCAGATCGCCTGAAGACAGGTGAGTGTAGCCGTACTTTGCA
ACTATCCTCTCACATTGGGTGCCTTTTCCAGACCCAGGTCCTCCCACAACAAAGATAATC
TTGGCGTCCTTGATTTTGTCTGCCATTGTGTTGCTTTTATGGAGTTCAGTTCCTCAACTC
TCTTCCTCGCCGCTGCTGCTGCTGCTTTGCGTCCCGGTGCAAGGGGCTGCCGTCCCCGGA
TCCCCGTTTGTGTGTTTGCCTGCACAATTCCTGCCAGCCCGGCAGCCCCCGGCCATAATG
CCCGGGT
>CL426Contig1
CTACCACCTCTCTTTTTAACCGGGACAACATGGCTACTGCGGCGAGCCGCTACTACAACG
AGGACGGCAGGGCAACTAAAAGACAGAAAACCGACGGAATGGCCACAGGATACGAAGACC
CACACAAGACCCTCCCCTCAGTGGTGGTTCATGTCCGGGGGCTCGTGGATGGCGTCACCG
AGGCTGACCTTGTGGAGGCCCTGCAAGAGTTTGGAGCCATCAGTTATGTGGTGGTGATGC
CAAACAAGCGCCAGGCGCTGGTGGAGTATGAGGACATGAACGGTTCATCCACAGCCGTAA
CCTACGCCGCAGACAACCAGGTGTACATCGCCGGCCACCCAGCCTTCATAAACTACTCCA
CCAGTAAGAAGATCTCCAGACCGGGAGACTCAGACGATTCCAGAAGTGTCAACAACGTCC
TTCTGTTCACAATCATGAACCCCATCTACCCCATCACCACGGATGTTCTTTACACCATCT
GCAACAACTGTGGGCCTGTCCAGAGAATCGTCATCTTCAGAAAGAACGGAGTCCAGGCAA



TGGTTGAGTTTGATTCCGTGCAAAGTGCTCAGCGGGCGAAAGCCTCGCTCAACGGAGCCG
ACATCTACTCTGGCTGCTGTACTCTAAAGATCGAGTACGCAAAGCCCACACGCCTGAACG
TGTTCAAGAATGACCAGGACACCTGGGACTACACAAACCCCAACCTGGGGGGGCCAGAGG
ACATGAACGCCAATCCCAACAAGCGGCCGAGGCAGCCCGCTCTACTGGGGGACCACCCAC
CAGAGTACGGAGGCGGTTACCACGGCTACGATGAAAACTATGGCTCCCCACCCTACGAGG
GTCGACGGATGGGGCCTACCATGAGGGGACGTGGAGGGAGAAGCTACGGGCCGAACTACG
GACCTCCCCCACCCCCGCCGGGCGAGTACGGCGCCCACGCAGACTCGCCGGTCGTCATGG
TTTACGGGCTCGACCCGGTCAAGATGAACGCAGACCGCGTCTTTAACATCTTCTGTCTCT
ATGGAAACGTAGAGAGGGTGAAGTTTATGAAGAGTAAACCTGGAGCGTGCATGGTGGAAA
TGGGTGACTGCTATGCGGTGGATCGTGCCATCACTCACCTCAACAACAACTTCCTGTTTG
GCCAGAAGCTGAATGTGTGCGTCTCAAAGCAGCAGGCCATCGTTCCCGGTCAGAGCTATG
AGCTGGAAGACGGATCGAGCAGCTTCAAAGACTTCCACGGCTCCAGGAACAACCGCTTCA
CCTCCCCCGAGCAGGCGGCCAAGAACCGCATCCAGCACCCAAGCAACGTGTTGCACTTCT
TCAACGCGCAGCCCGACGTCACAACAGAGATCTTCTCTGAGATTTGCGAGGAGATTGGTG
TGAAGAGTCCCGTTAATGTCAAAATGTTCACCGGAAAGAGCGGCGCTGCCCCCAGTGACC
GCAGCGCGTCGGGTCTGTTGGAGTGGGAATCCATCAACGACGCTATGGAAGCCCTGGCCC
TGATGAACCACTACCAGATGAAGAACCCAGCCGGTCCGTACCCGTACACCCTGAAGCTTT
GCTTCTCCACTGTCCAGCACGCCAACTGAGGCCGTTTGAATCGTGAGGATGAAGTCTGGT
CCGTCATTCCCACGTTTTTCATGACTGCTCACCGCAAATGTAACTTTAAAACAAAAACCA
TAAACTGAAGCATTTCACTGTTCAGGAAAAAATCCTTACGTGCGCGTTCATGTTTGATAT
AATGACTAGAATATAAACTAAATTTTTGGTATTTATGCCCCACAATGGTGTCAGTTCCAG
ATTATTGGACTGCAAGTTGTCTTTTACTTTGATATGAAGCTAAGCAGCATGTTGGTTCTC
TGCTGTTATGATCAGGTGGTTCTTGAGCAGCGGAACAGGAAGTTGTACTTTGAAATTTTA
TATCTTGTTTTTCTTTCATTTTAAGTGCTGCCTGTTCAGTTTTGTGTCTGTGTCCGAAGG
TGGAGAATTTTGTTCTAAGAAAATAAACAAATTAAAAAA
>CL427Contig1
CAACAATGTTGTGATATTTACTNATACATTTTTACCAAACATTTACATCCTAAAATGAAG
AAGTCAAGGAAAAAGAGACATGAACATTTCAGAAATGTGAAAGATGCTTCAGATTAGTCA
GGAGTTACATTCTTTCAAAGGTCTACAACACCACCAGACACCTGTACTATGGACATGAGT
AGAGCCGCACAATAAATCGCAAGTTTATCGCTATCGATATCAAGCTGTGCCATATGCATA
TCACAAAAGACGACGAAAATTGAAATAATTGGTTACCCTTAATGTGCAACAGCAAGTTTA
TGGCAGCTTGAAGCATGTAACCAATCAAATCAATCCATTTATGCATTTGACCAATCAGAC
GGACGCCTTCATGCTGTTGATCAATCGGATGGAGCTCTTATGTTAGATGTTAACCTCCTC
TGTAGACGAGGGTCTACTCTTCTTTAAATGAAACTGTTGCAGTTATGTGAACGGTATGTT
TTTGGTTGTTTTGCTATCTGTTCATGTTTCACAAGTTACATCATCATTGCACTACTGATC
ACTTGTATCGGGGTTTTCCTCATACCGTCCAGCCCCAGACATGAGACAAACGGGAAACCA
CCACATCTTCCTTCAGGATGAATCCTTCAGGACATTTCTTGAGTTTAGTGAAAGAACGGA
TGAAAACTTGCTTACGAAGATCCGAGCATTTATTCATCAACCTAAACACCAGTGAAAGCA
TGACGTCAGAGGGGGGGGGCTCCACACTCTCCAAACCAACCGAGGCTTTGCAGATTTACG
GCCACATTGGGACTTTGATGCCGCAGAACTTGGGCCTAAATGTTTACGGCACAACAGAGA
AAACAAAAGCCTTTCTGAATATTAAAGCTTGTGTTCATTGGTTGAACATAAACCCTGTGA
AGAGTTCAAAGGCCAAATGAATTCATGCAGACAGGAAGAGTGGAGTGAGATCTTGCGAAG
CAGACAAAGACAGGTAGGGATGTTGGGCCGGTTATCAGTTCTCCAGGAAAGCCACGTAGT
CTGTGAGTCGGGCCAACTGCTGCTCATTTGGAACCAGGGACACTGGGGGAGGATCTGGTT
TTATGGGCATGACCATCCTTGTGGTGGGATCCGCCTGCCAGCCTTGACTCACTACGCCTT
TGACGGCTTCTTCCACTGAGTAACCCACAAAAGCAGCAAAGTCCTCGGCTGTGATGGAGG
TGTACGCCTGTGCCACCAGGCTGTAGGCCCTTTGCCGTGTGCGCTCTCGAAGGGCCTCCA
TGACTGGGAGGATGTTTTCCGACCACTGGTGAGCTTCAATGGCTGAGTAGATCCCTGGAA
AGTCTCTCTGCCAAATGTGCTGGCCTACGGTCCAGATCGCTGTGAGCTCGGGGTTCGCCG
ATTTGATTACTTGTGGAACTCGCTTCCATAGATACCTGGCATTGTTCATGTCGTTGTGGA
GCAGGTAGAGGGCCAGCAGCTGCGCGTACACCTGCGGGGTGGCGATGCCTCCTGGCGCCT
CAAGCTCCTGCGCCTCGCATTGCTCCTGTAATTTATCAAAGCTTTCCTCCATAGTCACAG
CTGTAGGCATGATGACGCCTAGCCGAAGCGCCGGAGCTTCTTCTGTT
>CL427Contig2
GATTCGGCACGAGGAAGCCCTGCCAACAGACGCCTGCACACGCTTGGTCTGGAGCATCAC
TTTAGGGCGGGAAGCTTCGTGTCACTATTTGAAACATCTTAGTTTAGGGGAATTTCCGGA
CCGCCTTCTCTTCTCCGGTCTGTTGCTACGCTGCAGCCTGCTGTGGGTACACACAAGCTG
TTGCTAGCCGATAAAACACGGAGGCCATGACCCTGAGGAGCCTGTGCTGCATCAGCCCCT
GTCATGACGGATCTGCACACGTCGGAGAAACGCCGTAAGGACCTGCAGCCACTGCCAGGA
CTCCTGTGGGTCACAGAGTGCAAACACTCGCACAGAAGAAAAACCTGGATTAGTAAGCAG
GTATTGGTGGATGCTGGCAGTCCTTGACAGTATTGCCAAGGACTTTTTACTGTTGAAAGG
GGGGTCATCATAGAAGTCTTCAGTTGCACACAGAGCGCACACGGCAAAGGGCCTACAGCC
TGGTGGCACAGGCGTACACCTCCATCACAGCCGAGGACTTTGCTGCTTTTGTGGGTTACT
CAGTGGAAGAAGCCGTCAAAGGCGTAGTGAGTCAAGGCTGGCAGGCGGATCCCACCACAA



GGATGGTCATGCCCATAAAACCAGATCCTCCCCCAGTGTCCCTGGTTCCAAATGAGCAGC
AGTTGGCCCGACTCACAGACTACGTGGCTTTCCTGGAGAACTGATAACCGGCCCAACATC
CCTACCTGTCTTTGTCTGCTTCGCAAGATCTCACTCCACTCTTCCTGTCTGCATGAATTC
ATTTGGCCTTTGAACTCTTCACAGGGTTTATGTTCAACCAATGAACACAAGCTTTAATAT
TCAGAAAGGCTTTTGTTTTCTCTGTTGTGCCGTAAACATTTAGGCCCAAGTTCTGCGGCA
TCAAAGTCCCAATGTGGCCGTAAATCTGCAAAGCCTCGGTTGGTTTGGAGAGTGTGGAGC
CCCCCCCCTCTGACGTCATGCTTTCACTGGTGTTTAGGTT
>CL427Contig3
TGACGTCAGAGGGGGGGGGCTCCACACTTCTCCAAACCAACCGAGGCTTTGCAGATTTAC
GGCCACATTGGGACTTTGATGCCGCAGAACTTGGGCCTAAATGTTTACGGCACAACAGAG
AAAACAAAAGCCTTTCTGAATATTAAAGCTTGTGTTCATTGGTTGAACATAAACCCTGTG
AAGAGTTCAAAGGCCAAATGAATTCATGCAGACAGGAAGAGTGGAGTGAGATCTTGCGAA
GCAGACAAAGACAGGTAGGGATGTTGGGCCGGTTATCAGTTCTCCAGGAAAGCCACGTAG
TCTGTGAGTCGGGCCAACTGCTGCTCATTTGGAACCAGGGACACTGGGGGAGGATCTGGT
TTTATGGGCATGACCATCCTTGTGGTGGGATCCGCCTGCCAGCCTTGACTCACTACGCCT
CGAAGGGCCTCCATGACTGGGAGGATGTTTTCCGACCACTGGTGAGCTTCAATGGCTGAG
TAGATCCCTGGAAAGTCTCTCTGCCAAATGTGCTGGCCTACGGTCCAGATCGCTGTGAGC
TCGGGGTTCGCCGATTTGATTACTTGTGGAACTCGCTTCCATAGATACCTGGCATTGTTC
ATGTCGTTGTGGAGCAGGTAGAGGGCCAGCAGCTGCGCGTACACCTGCGGGGTGGCGATG
CCTCCTGGCGCCTCAAGCTCCTGCGCCTCGCATTGCTCCTGTAATTTATCAAAGCTTTCC
TCCATAGTCACAGCTGTAGGCATGATGA
>CL428Contig1
CGAGGGTCCGGACCGTACCGGTTCTGGGACCGTCGTGGTCTGGGACTGTACTGGGCCGGA
CCGTACTGGTCTGGGACCGTACCGTTTCTGGGACCGTCGTGGTCTGGGACTGTACTGGGC
CGGACCGTACTGGTCTGGGACTGTCGTGGTCCGTAGTGGTCTGGGACCGTCATGATGCGG
ACCATACCAGTCTGGGACCATCGTGGTCCGGACCATACTAGTCTGGGAGGTGGGATCCAA
TGTAAAGCAAAAGGTGGGCTGAGGATGCTGTCCGAGCTGGTTCTGGCCTTTGGCGTCCAT
CCAATCCATTCTGCACCTGTGTGGTCCGGGACAAATGGAGCCGCTCAGGCCGGCTCCTTG
TGTCTGATGGGCTGTATTCTTTGTCTCAGTACTCCCTGAAGGAGGACCGCTATGAGGAGG
AGATCAAGAACCTGAGCAACAAACTAAAGGAGGTGAGTCGGCGTCCCCCCGCAGAGGGAC
TCAGGTGTTCGTCTCACCTGCCGTCTTTCTGCCATTTCAGGCCGAGGCTCGAGCCGAGCT
CTCTGAGCGGACGGTGACCAAACTGGAGAAAACCATCGACGGGCTGGAAGATGCTCTGAC
CGCAGCCAGGAACGCCAACATGGAGCTGCAGGCCACGCTGAAGCAGACCATGGACGAGCT
GGGCTCCTGCTGAAGCGCCGCTCGGGGGCGTGGCCTTCTCTTGTGATGATTCCCGCTGTC
ACATTCCTCGTCTTTGTTTTATGCCTAACCTGGTTAATAGCTAATCTGTTACTAATTCAG
TATTTTTTCCTAATTGATTGAAATCATCATTGATTTCCTGTCAGCCATTAAACTTTGTTT
TGGGGGCGTGGCCCAAGTGGTTGCTTAGCCAACCGGTAAAGGATTCCACTGCCAAACGTG
ACGAAGCAGGGGCCAAACTCCACCTGATGTTTAGTTTACACTTAATGATGACACAGGAT
>CL428Contig2
TTTTTTTTTTCCGTCTACTTTGGTGCTTTTATTTGATAAAATCCTGTGTCATCATTGAGT
GTAAACTAAACATCAGGTGGAGTTTGGCCCCTGCTTCGTCACGTTTGGCAGTGGAATCCT
TTACCGGTTGGCTAAGCAACCACTTGGGCCACGCCCCCAAAACAAAGTTTAATGGCTGAC
AGGAAATCAATGATGATTTCAATCAATTAGGAAAAAATACTGAATTAGTAACAGATTAGC
TATCAACCAGGTTAGGCATAAAACAAAGACGAGGAATGTGACAGCGGGAATCATCACAAG
AGAAGGCCACGCCCCCGAGCGGCGCTTCAGCAGGAGCCCAGCTCGTCCATGGTCTGCTTC
AGCGTGGCCTGCAGCTCCATGTTGGCGTTCCTGGCTGCGGTCAGAGCATCTTCCAGCCCG
TCGATGGTTTTCTCCAGTTTGGTCACCGTCCGCTCAGAGAGCTCGGCTCGAGCCTCGGCC
TCCTTTAGTTTGTTGCTCAGGTTCTTGATCTCCTCCTCATAGCGGTCCTCCTTCAGGGAG
TACTTCTCAGACTGCGCCTCCAGAGACTTTGCACTGGCGAAGACCGTTTTCAGCTCCTCC
TCCAAAGCACGACCCTTACTGTCGGCCTGCTCGGCCCGGTCCTCAGCCCGTTCCAGTTCT
CCTTCCACTATCACCAGTTTCCGGGCCACCTCCTCGTATTTGCGGTCGGCCTCCTCGGCG
ATCTGCTTGGCCTCCCTCAGCTGGACTTCCAGCAGCTCCATCTTCTCCTCGTCTTTCAGA
GCTCTGTTCTCGATCACCTTCATGCCTCTCTCGCTTTCATCGGCGACCTTCTCCACCTCA
TCCAGTTTGAGCAGAGCAGCACCAAGACGCTCGTGGACTCTGTCCAGATTCTCCTCGCTC
AGCTGTAGACGCCGACCCAGGGAGGACACCTCCGCTTCAGCCTCCTCTCTGCTCCTCTTC
TCCTTCTCCACCTCCCTTTGCAGCTTTTCGGCTCTCTCATCAGCCTCTTCTGCCTGGTCC
TGCAGAACTTTGATCTTCTTTTTCACCGCCTCAATGCTGTTCATTCCTCCACTCATGTTC
TTCTCCTGAGAGTTCGTCCGACGATCGTGAGCTCGAGTCCGGCCTGCGCCTCACTCCTCT
GTTAGCTGCTAACGGCTAACGGAACCGCTTCTTCACGGTACAAGGCTGACGAGGCTGCGC
GTTCGGTCCCGTGACGGCTTCTGCTCCGCGTTAGCAGGTCCGGTTCTGGTCTCTCCCGGT
CGGTTCTCGTTCAGCCAACTCCCAGTTCTGAACACCGCCTACTTCCGGGTTAAATTCCCA
CAGCAGGAAATGACGTCACGAAATCAAAAAATTGCATCTTCCGTTTTCAAAGAGCTCTTT
TTCCTCCCCCGGCCATA
>CL429Contig1



TTTTTTTNTTCAGAGCTCAATTCTTTTTATTAAGACAAGTTGAAACAAACGGCAGCAAGT
AGAAAAAAAACACCCAAGAAGCTAAATCTAACCTTTGAGTTCCTCTGACAATTCTCACAG
ACCGGTGTTTTAAGGTGGTATGACGATGCTGCTGAGAGGAACTCATTCCAAACATTCAGA
TGGGTTTAGAAGCAGATTTACATATAAGGCTGACGGGTCTGCGGGTTTCACGTTTCCACC
ACCTGCTCCGCACAAAGGCCAGCCAACAACACGCAGACGACACGCTGAAGACGTGACGGA
GCCGGCCTCAGAGTCTTCGATTAGTTTGGGAGCTTAAAAATCACGACGATTATCGGCGGG
GCGGGTCGTTCGGGCAGCATCAGCGTCGTCCTGGTGCCCTGCTGCACAAACATGAAATGG
GCCACCGACGGGGACCACCAGGGGCTCCTCCTATCCGTGGGCGGGTTCAAGGGTCCTTCT
TTTTGATGATTAGAGGTCCAACGTTGTCTCCAGTTTGCTCGTTGTGGGCTGCGTGGGAAC
CGTCGCAGAGCGGGAACTTCTTTGACTTCCAGCAGCGGCAGTACACAGCTTTGGAGCCGA
TGTCCTCCATGTCGAAGCAGTGGACGACTTTCGGGCTGTCTTTGCTGATGAACGTGTTGA
CTTGGCCCTTCTTGCTGCTCCGCTTGTTCAGGTATTGGCTGAGGAAAAAGCCTCCCGCTG
CCGCGACCACAGCCACCGGCAGAGCCACCAGAAAATGCTCTTTGCTTAACCTGAAACCTG
AGCCGGCCACAACAGGCGCGGACGCGACTGACAGCTGCGGCATGTCAGGTAAACTCAGGG
AAGTCATGTATTTCTGCTGAGCGCTGTGTTGCTGGCGGTCAACGCGAAGCAGCAAGGTCA
ACTAGAGAACTAGCCAAGAAACGGTGCTGTCCTCATTCAGTGACGCAACTCCTACGTCAC
CACGCAGCGACGAATCAGAGCCGAG
>CL430Contig1
GCTAGCTGAGCCAGGCTAAAGGAACATTCTAGAAAAGGAAAGGCGCAGGACACGGCTGCT
CTTCGAAAATGGTGAAGATCTTTGTGGGCAATCTGCCCCGAGAGGCGACAGAGGAGGAGA
TCAAGGCTCTTTTTGAGGAGTATGGCGCCGTCACAGAGTGTGCCATCATCAAAAACTTTG
CCTTCGTCCACATGGAGGACCGCAAAGCGGCCACCAAGGCCATCAAGAATCTGCACCAGC
ACAGCCTCCACGGCACAGCCATCAACGTGGAGGCCAGCCACGGGAAGAACTTCGGTCCGG
TCAAGATCCACGTGGCGAACGTTGAAAAGGGATGCGATGAGGAGCTACGGGCTCTCTTTG
AAGAGTACGGTACAGTCTCAGAGTGTGCAGTTGTGAAGAATTTTGCTTTTGTGCACATGC
CCAACTATGACGAGGCCATGGATGCCATCAAGGAGCTGGATAACTCCGACTTTCAGGAAA
AACGCATCCATGTTCAGGTGTCCAAGAGCCGACCCAAATATGAGGAGTATGAAGAATACC
CTCCTTCCTCCTCCCCCTCCCCATCTCCCAGACAGGGGCCGGTTACTGGCCCCCTCGATA
CCCAGGAGACAGACCTGAGCCTCCTCCACCCAGCTACATGAGGGGTCGTTATATGCCACC
AGGTTACCCTGCCCCTCCTCTACCGCCGCCTCCCCCAAGACGACCCGTTTATCCTGACCG
TCCCTACGACGCCGATAGATACAGTATGATTGACTACTACGAAAAGTACAGAGCCCGTCC
GTACGGCATGTATGAGGATCAACGTTCTGGCATCCCACCTCCTCCTCCGCCTCCCCCTCC
ACCCCCAGCTGTCGTCCGCGACCGTGTAATGAGCTCGTCGCTTGACCCATATGAGCGTCG
GCCCCTGCCTCCGCCTCCACCTCCTCCGTCTTCATACTACGCTCGAGACCGCAGCCCCAT
CAGGAGGGGGCCCGGCGCTCCCATGCCCCCTGCCAGTAATGGCTATTCCTACGACCGCTC
GGCTTATGGAGTTCCACGTGCACGGGACCCGTACACAGACCGCCTGCCTCCACCGCCGCC
GCCGCCTGCACGCTATGCTTATTAGGCGAGACATCGACCTCTGAAGGGTTTTTGTCCCGC
TGCGTCGCCACATGCGCCATCATGATGTTTGTGAATCTATCTTCTTCCTGTCTGCGGCGG
AGCGCGTTACGTTTCTATGCGACACTCGCAAGAGGAAACGATTTGTCGACGTTTGGTCTT
TATTTTGATAATACTTTTACAATACTTTTTTTTCCTCCTGTTTTAGTGAACCTGTACTAA
AGTATTTTGATTGACGTCTGAATGAGGCGTATTTTTTTATTCGTTAATTCAGTCAACTTA
ATGTTTTGAACAATCTCACGATTGATCGAGTTTCTGTAAGTTAAACCTTTGTGGCGTAGC
TGTAAAACTTTTAGTCTGGGGAAAAATCAACCCAACAATGTATTAACGAAGTAGGAATCT
GTCAGCTCAACGTTTTCATTGTTGAAGCGGATCTGTGGCGTAAATGTGGTGAAGTCTGCG
CTAAAACATCACTGTAAGCATTTTCCTCAAACGATGTCTGTTAATATGGCAAAGTTCTGA
ATCTGAAGCCACGCTGATTAAAGAAGCTCTCCTCTTTAAAAAAAAAA
>CL430Contig2
GGGGTTTTTAAAGTGTAAAAAAGATTTTAAAAAATATATTTTGGTTTATTTAAACTCAGT
AATGCACGCTGTCGTGATAACTTTAATTTTCAGCGTATGTTACTTTTTACAATCTGATAA
AACGAAAAATCTAAAGAGCCCAGAATGGAGTTGAAGCTTGTTTGTCCATCCTAACCCTGG
GAGCGTCCAGTGGCAGAGCGTGCTGTGTCACACCGTTGCAGGTCGTTCATGTGTTCCATC
TCTTCTTTTTCAGGGTTTTTGTCCCGCTGCGTCGCCACATGCGCCATCATGATGTTTGTG
AATCTATCTTCTTCCTGTCTGCGGCGGAGCGCGTTACGTTTCTATGCGACACTCGCAAGA
GGAAACGATTTGTCGACGTTTGGTCTTTATTTTGATAATACTTTTACAATACTTTTTTTT
TCTCCTGTTTTAGTGAACCTGTACTAAAGTATTTTGATTGACGTCTGAATGAGGCGTATT
TTTTTATTCGTTAATTCAGTCAACTTAATGTTTTGAACAATCTCACGATTGATCGAGTTT
CTGTAAGTTAAACCTTTGTGGCGTAGCTGTAAAACTTTTAGTCTGGGGAAAAATCAACCC
AACAATGTATTAACGAAGTAGGAATCTGTCAGCTCAACGTTTTCATTGTTGAAGCGGATC
TGTGGCGTAAATGTGGTGAAGTCTGCGCTAAAACATCACTGTAAGCATTTTCCTCAAACG
ATGTCTGTTAATATGGCAAAGTTCTGAATCTGAAGCCACGCTGATAAAGAAGCT
>CL431Contig1
GGCTGCAGGANTTCGNCACGAGGAAAAAACGGTTAACAGCTGATGCTACGGCAACAAAGG
AAACAGACAAAAAAGACGGACAACTGTGTAGCGCTGTAATTTGTTTTTGGCATCTAGCTG
GAAGGCGAACAGCTCTTACGGTGTGACTATGACTGTGGAGTAAATAAATGTGTTGGAACA



CCACATCAGTTACTATCATTGAGTCCATCGTCTGAATCAAGTCCGGCTGGATGCTACAGT
GGGGGATTGTTTGACCCACATTCGCTCGGCTGCAGCAGGAGGTGTGGCGCGTCTTCACTC
GTGGTTTCAGTAGCGTTGGAGGTCCAGAGCAGCAATGGCGAGACTTCTTCTGAGGGCAAA
CTTCAGAAGATGCCTGATGATCTGTCAGAGTCAGACCAGGATGGCATCCGACCAGCTTGG
TGAGTTGGGCGGAGGAGCAGGGAAAGGTGGAGGTGGAGGAGGCTCTGTGAGGCAGGCAGG
AGGTGCTTTTGGAAAGCGAGCGGTGGTGGAGGAGGAGCGGTACTTCAGAAAGAAGGAGAT
GGAGCTGCTGGAGGTGCTGAGGAGGCATCATTCGGAAGAGATTGAGCACCATAAGAAGGA
AATAGAGCGTCTGCAAAAGGAGATCGACCGCCACGTTGGCAAGATTAGAAAACTGAAACA
TGACGATTGAAGTTTGCGCTCACAACTCTGATAGAAAGGGTGGCAACGTTGAAAACAATG
TAAAGATAATTGACTATCTGCTCATTTTGGCAGTTAATGAAGCAAACGATTATCTTTTAT
ATACGTTCCAAAATAAAATGATTAATTTGCAAAANAAAAAAAAAAAAAAAAAAAAAAAAA
CAT
>CL432Contig1
AGGTTTCTTAAAGAAAAAAAGCTGAATTAAAAAAATAGTGGGATGCCATTTAACCCCCCA
CATTATCACTGGAGCAAAAATGTCAGAGTGTTTGTCACAGAAATCTGAAGAAAATCTAAA
TAGTTAAGAGTGCAGTTTGTTTCTATGTTTCTATTAAAGTCTCTGCACTTTCAAATGGTC
CTAGAGGAACTCATTTTGTCCTTTCTTCTCTCCAGATCCCACTGATCCACCAAGATAAAA
GATTTCATTTCCACCGCGTCAGCACCGATGTCACCAAACATGCAGAACATGCCAGAAAAA
CGGCTAAATAAACCACAAACACACAGAGGGGCTCAAATGTGTTTGTCCGCTCTGCCTCTT
GCTGAGAAATCCCTCAGCGGTTTCATCCGGGTGCTAATGAGGGGGAAAGGGGCAAAAATG
ACAACTCGTGATGTCACACAGGAGCCGATCAAGATGGGAACAGTATTTGGAGAATGTAGC
ATCACAGCTGAGGTTTATTCAGATACCGATGAGCTTTGAGTATTGAAAATGCTGAGACAC
CGTCACTGATGATTAAAACAGTTCTAAAATATCTCTAAGCAGTTCACTCTGTGGGTTTTT
TTTGTGTCTCTTTGCGGTTTGAATCTTCCATACGAGTCCACATGAGTGAGTCTCCATCAA
GTCTCTCTGGAAAGACAGAAAAAGGTTCCGATCAGAACCACAGTCCAGGTCCAGCCGGTG
TTTACGAGCGGCCTTTCATCTTCTTGCGCACAGATTTGCCGGGACGTTTGTTTTGTTTTC
CTTGTTTGCCCTTCTTTCCTCCCTTGGCGTGCGCCACTCTGGCTTTGAAACCAGAAACAT
CGTTGTAGCTCTCCTTGGTGTTCCACTTCTTCCCGCTCTTTTTGCCTCCAAAACCAAACT
TTTGGTCCTTGTATTTCCGCTTAGCACTGGGGCCTTTTTTGTTCACTGCTTTACTGGGAC
CTCCTGAAGAATTATTACCCATCTTCTGGTCTCCTTCCAAAAAGTCCAGTTTATCTGACA
TTCCTTTCTGGTATTTCTTTACAGCAGACATCATAGCCTTCTTCTCCTTCTGTCTCTTCT
GGATCACCTCTATTTGGACCTTTTTGCCAAATTTCCGTTGCTCCCGCAGTTTCTTGGCCT
TTTCAGACTTTTCCAAAATCATCTGCTTTGCGGTCAGCTTCTGCCTGATCTTCTGCATGT
GCTGATCGGACTTGGCCATTTCTGCAAAGTAATCATCAGGCCTTCTGGTGTTTATGTCAT
GCTTCCTCAGGAGAGGGAGGGCCTCCAGGACTGTGGCTTGAGCTTGACGGTAAAAGAACA
TCTCCCTCTGGAAATCATCCTCTGCATCCGGTCCTCCATTTATCTCAGCAGGAACTTTCC
CTTCCACTTGGGATAAGACTGGAAGAGTGCTGAGGTCTAACCTTTCCACCCAGGAGAGGT
CTTTCCGGAAGTCAGCAAGACACTCTTTTAACCCCTCCACATTGTTTACCAATTTCTTAG
ATTTATCCACCAGAACGTTCATTCCAGGTTTCAGCAACCCTTTGGTGAAGGCTTCCTGAA
GCTCTCCATCCGATAACTCGCTGCCTTCTTCCTCTGAATCCAGGCCGAGAAGCGACTCCT
CTTCTGCAGACTCCATCGTGTTTACGGCTATAACCATAAAGAGGGCAAATCTTTCCAAAC
AACCAAGAAAAGTTAATTGTTTTGGACGCTTCGATTTTCCTCACGTGTACTAGCGTTCAC
GCGGGGAGAAAAAAT
>CL432Contig2
TTTTTTTTTTATTTTAGAACTGTTTTAATCATCAGTGACGGTGTCTCAGCATTTTCAATA
CTCAAAGCTCATCGGTATCTGAATAAACCTCAGCTGTGATGCTACATTCTCCAAATACTG
TTCCCATCTTGATCGGCTCCTGTGTGACATCACGAGTTGTCATTTTTGCCCCTTTCCCCC
TCATTAGCACCCGGATGAAACCGCTGAGGGATTTCTCAGCAAGAGGCAGAGCGGACAAAC
ACATTTGAGCCCCTCTGTGTGTTTGTGGTTTATTTAGCCGTTTTTCTGGCATGTTCTGCA
TGTTTGGTGACATCGGTGCTGACGCGGTGGAAATGAAATCTTTTATCTTGGTGGATCAGT
GGGATCAGAGGGCTGGACTCCCATCCTATTTCTTGGCTCTCTGTTTGTGGAGTTGAGTAT
TTCTTCTTGGGCACCAAGTAGGCTCTGTGCAATTCTTTAATAAAATCCGAGTTTTCTGAG
ACTTCTTCTGGAGGTCTCCTGGACATGGGTTTGTCTGGCAGGATGTGCAATTTCCTGAAA
GGGTTGATGTGGAACTTGGTGTGCTGCTTCAGAAGTTTCTCCTCTTTCTTGATCCTTTCG
ATGTGAATCGCGTCTTGGGCAACAACAGACGGTTTCTC
>CL433Contig1
CAGGAGGTGTAAGGAGAGCAGCAGACACTGGATTCCAGGAGGCAGCAGTGGACTTTGAGC
CATCAAAGCACCATCTGTGCATCCCAGTACCCTGACAGAGTCCAGCTGAGGGTATAAAAC
ACTCAAACTCAGACTGACGCATCAGTCTCATCTGAGTACTCGCCGTCCAAGTGGGAGAGA
GCTTCCACGAGCCCGCCATGGGGGACTCAAAGCTCTGCCTTTTGCTGCTCCTCGGCACAA
CCGCCTTGGCTTTTGCCCAGGATGAAACCTTTCCTACCTGTCTGTTGGACCAAAGATACA
AGGCCCTGCACAAGTATGAATACCAATATGAGGCTGAATCTTTAAATTCCATCAATGGAG
CTTCACAGCTTCAGAACGGACCCAGAGTCTCCTGCAAGGTTGAAATTGAAGTGCCACAGA
CTTGCAGCTTCATCATCCGCACCAGCGGCTGCAGTCTGAGCGAGGTCGCAGACATGGACG



CAGACGGTAACGCTGTGTTCAGGCCTGCAGTCAACTCTGAGACCTTTGCTGCTGAAATGG
AGAGATATCCTCTGAAAGTTGTAGTTGAGGGTGAGTATGATGTGAAATTGTACCCTGAAG
ATGGAGAGACATCAACCATTCTAAACTTCAAGAGGGGTATTGTCTCTGCCCTGGCTGTGC
CTTCACTGCAGGAGGACAAGAACAAGAACATGCCCACTATCCATGGCAAGTGCAGGACCT
CCTACAATATCAATGCCAGAGAAGACATCATAACTGACATCAATCTGAACAGGGATTTGT
CCAGATGTGACAAATTTGTCCCAATCAGAGATCACAATAGCCCCCTGGCACTCATCACAG
GCATGCACTACCCCCTGTCCCAGCTGGTCAGAAGCTCTCAAACCTGCAACTACAAGTTTG
ACAATGAGAAAAAACACATGACTTCTGGTTCCTGCACAGAGACTCACATCCTCATCCCGT
TTTCACACAAAGGGAAATATGGAGTTACTAATGTTGGAAAACAAGAACTTACTCTGGTTC
AGGTGTCAGCTCACAATGACAGAGTTTTTGACCGCGGAGACAATGTCCAGGATCTTCACA
TGGAGGCAGTGAAGGACAAAAGTGCCATCCAGGACAAGGAAGCAGCGCTAACTCTCATGA
GAGAACTGGTCTCTCTGCCCGACAGTGAAGGCGAAAGGAGGCCCCACCTCTTCCAAAAGC
TTGTCTCCATGGTCCGTGGATTGACGACCGAAACCCTGAGCGCTGCTGTTCCTGATGCTC
TGGGCGTGTCCCGCTTCCTGACCTACCAGGTTCTGGCTCAGTGTGGAACCCCTGAGTGCA
GCAGTGCCATCATGCAGATCCTCAGGACCTTTGATACCACCTCCCCAGAGGTCGATGCAG
CTATTTTTGCTCTGGGATTTATGTCCAACCCCTCAGCTCTCCTGATAAACGACATGCTAC
AGATGGCAAAGTTCAAGTCCAGCAAGCCCATCATGTACGCCCTGAGCAACGTCGTCAAGA
GGTTTTACAAAGCAGAGAAAAAACTGATTCCTGAGATTCATTCTGTTGCTGAGTTCATGG
CTGATGAGCTGGGCGACTGCACTGGAGACCAGGACCACGCTTTCCTAACATTGAGGGTGA
TTGGAAACATGGCTCCAGCCGTCTTTCCTGCCAGCCCTGCACTCAGAAAAGCAGTCCTCC
AGTGTGTGAACCAACCGGCTGCTGGCCAACAAGTTCAGCAGGCTGCCATCCAGGCGTATA
GACAAATTCCAGTTCCTCAAGAGGCGAGGAAAGTGCTGATGGAGGTGCTGTTGAACAAAG
GCAATCCTGTGCAACAACGCATTGCTGCATATCTTGTGTTGATGAAAGATCCTGAAACAA
GTGAGCTTGCCCAACTGGATGATGCCTTTCTCAATGAAGACAACGACCAGCTCCTAAACT
TTGTCATGTCCCACATCATAAACATTTTGTCATCAACTGATCCTGAGACCCGACAAATCA
GAAACAAGATAAATGAGGCCATGAAAAAAAGTGTGGTTGCACCATATTTTGATCCCATGA
CGCTTTCTAGCAACTACAAGCTCGGCTCTCTAGAGAGCAACATGATCTATGAAAGTGGCA
GTTACCTGCCTAAGGAGGTCATGCTTGACATGACATTGAAGGCTTTCGGGTTTGAGATTG
ACATGATGGAGATTGGAATGGAGGGCAAAGGATTTGAGCCAGCCATTGTTGCCCTGTTTG
GAGAGGACGGGTTCTTCCCAGACACCACCCTGAAGGCCATGTACTTTGTCACTGAAAACA
TGCCAGATGCAGTCAGCGAGATGTTGCAGAACATCATCCCTGCTTTAAAGAACAGGAAGA
AGAGGGAGAATCTCATTAAGGAAATCGGGCAAAACATTGAAAAACTGCTGAGGGAGATGA
AGGCTGCAGAGTCTCCAGAGGCAATGGTTTATCTGAGACTCCTGGGGAATGAGCTGGGGT
ATCTGAAGTCCAGTGAGATCGCCAGCTCTGCTCAAATGATGTTTGACATCATGTTCAAGA
TGATTTCAAAGGATGAGGTAATCAAGTCTCTGTTTAGAGACCCTGTCACCAATTTTTTTG
CACACTACATCTTCATGGACAATGAATTCTTCTTGCCTACTGTCACTGGTGTGCCCCTGA
GGGTTTCACTGTCTGGTACCTTTGCTCCAGGATTCAGGGGAGGCATTCAACAAGCTCATG
ACAGGAACTCAGTGAGTTTCATGCCATCTGCTGGATTAGAGTTTGTCACTCAGGTTGGCT
CGCACATCCCTGAATTTGTTGACTCTGGACTAGAGATGCACACAAACTTATTCCATGAAA
GTGGAATCAAAGTCGAGTTCCCCAAAGTGAAGGCAGCAGTTAAGCTGACTATTCCTGCTC
CAACTAGTCCCACAAAGCTCCTCAAAGTGACAAACACTCTTGTAGCAGTGGTTGGATCTG
AGGTGAAAACAATCCCTCCACTGGTGACTGACAAGGTTGATATTAGCAAATGCTCAAGAG
CCTTGGCTGGCATGAAAATCTGCACTGCCTTGCAATACACAAAGGCATTTTCTCATGAGA
CAGCCCCTTACTTCCCCTTTACTGGAGACAGCAAATTTTCCGTGGAGCTGCACCCCACTG
GTGACGTCACCGGGTACTCAGCCACCATTGCATATGAGCAGCTAAAGGAAGGAGAAGAAG
GCCGACAGAGAGTGGACGCTTTAAAGTTTGTTTTGAGAGCTGAGGGGGCATATCCAACTG
AAGCCACAACCGTGATGATGGTTAACATTAAGAAAAAGATCATGGGATTGGACATCCAAA
TCCCTGACTTAAAAGTTAAGAAGGGATCAGATTTC
>CL434Contig1
AGACAGACAGTACAGACCGAATCACACATTTATAATAAAACCTGACGGACTATTTGTTGA
TTACATCAGACTTAAAAATATGAACAAAGACACAGAAATTGACATGGAGGAAGTGAAGCT
GAATGAAGTGGACCCGGAGAAGCAGCCCATGACAGGCGACGGTCAGGCTGCAGGCAACGA
GAAGAATGGAAGCGTCAAGCTGAAGGTCCCTGAGGATGACGTCACATTCACCGGCCTGTC
CAAAGAGGAGCTGCTGAGAGTTGCTGGCACCCCAGGATGGGTGCGAACACGCTGGGTACT
GCTTGTCCTGTTCTGGCTGGGCTGGGTGGGCATGCTCGCCGGCGCCATCGTGATCATTGT
CCAGGCGCCTCGCTGCAAACCTATTCCTGAGATGAACTGGTGGAATGAAGGCCCTCTGTA
CCAGATCGATGACCTCGATGCCTTCTCTGGTGGCATGGAAGGTCTAGAGGAGAAGTTGGA
CGGCATGACCCAGCTGAAGGTGAAAGGACTCGTTCTTGGTCCTTTACACAGTGTCCAGGA
AGACGAGCCGGCTACACTGGAACTTGATAAGATCAGTCCAATCTTTGGGTCTCTAAAGCA
ATTGGAAGCAGTGTTGGCAAAAGCCCACAAAAAGGGCATGTCTGTGGTGCTTGACCTGAC
TCCAAACTACAAAGGATCTGCTCCCTGGTTTCAAAATGACGATGAGATCGTGGAGAAAGT
CAAGTCTGCGGCAGAATACTGGCTGAATCTGGGAGTGGATGCCATCAAGCTTCGCGACCT
CTCTCGTGCGTCCAACCTCACGGACTGGCCGAAACTGCGTGCTGCTGTCCAGGGCAACCG
AACAGAGGACACCAAGAGCAGGGGCCTGATAGGTGTGGTTGAAGGAGCTTCTCCCTCAGA



GGTTTCTCAGCTCATCAACGCCTCTGGGGTCGATCTCGTGCTGTCAGACCTGCTCAGCAG
CAGCAGCGGAGGCGCCGAGCGCATCAGGGCCATGGATATTCTCCACCCTCAGCAGAGGAA
TGTGGGATGGGGTCTCGGCGCCTCGAGCAACGTTCATCTGTCGACACAAGCTAAAGCTCC
GGGTCTGATTCGTCTGTATCAGCTACTTCTGTTCACTATGCCCGGAACGCCTGTGTTCAC
CTATGGAGATGACATCGGACTTCAGGCAGGAAATGGTTCAGAAAAACCAAAAATGCTTTG
GGACTTGGAATCGGAATCGGCTAATGCAACAGAGCACTCTGAAGTGAGGAAGTGGTTCAA
GTCCCTCAGCGACCTGCGAGGAAAGGAGCGCTCGCTTCTCCATGGCGACTACTACTCCCT
GTACTCGTCCCCCTCATGCCTCGCTTTTCTGCGGCTTTGGGATCAGAGCGAGCGATACAT
CACTATCGTCAACTGGGGGGAGAAAGCAGAAACGCTCAAACTGTCACTGCCGCTGCCGCC
TACAGATGGAGTCGAGTTACCAGAAACGGCTAAGGTGAAACTTTCGACGGATGAAAACCA
AGAGGCCGACTCCTCCATCAGTCTGGACAAACTCACTTTAGGACCCAGGCAGGCTTTGCT
CCTGCAGTTCCCCTATACCGCCTGAAGATGGCGCCAAACTACAAAAAGCAGTTTTCAGAT
TGGATTTTGTGATCAGAAGCTGCAACAGTTCAACTTAGTCCTTTAAAAATGAGTCACTCC
TTAACACAATAGTTGGATCTAAAGAGTTAAAAATGTTTTTTGCTGTGGGTGTTCCTAGTT
TGACATTTTGCTTATTTGTTGTTTTGAAAAGTTGCAAAATTTGTGTACAAACAGATTTTA
TGTGGTCAGTTATCTTTTTTTTTTGTTTTTAAATTTGGGCAGCATTCCACTTTTTGGGCA
TTCCTTTTAGACATTTTATTGTCATTTTAAGGATTTTCTTCTTTTTTTTGGGGTTCTTTT
AAAATGCTTGAAGAGGAAAAAAACCAACGNACAAACATCTTTTCAAAGAAAAATAATAAA
CC
>CL435Contig1
TTTTTTTTTTCCCCGTTTATGCGTAGCTTTTATTGATCAGCTGCTTCATACATGAACACA
CCCAAAGGTCTGACAGACTAAACTTTAATCTGAGGATTCAAATGTGTTTTATCACGACAG
GTTGATATTTGCAGACAGGCAGCAGCTTCACTTCAGCGGTTTTTATTTAGCTCAGGCTGA
TCTCTATCATGAGAACATTTCACTGACAGGAAGCAGAACCATGGGAACACCAGGACCAGA
CCGGCGCCTCCGTGGAGTCAGGCCTCCTCCTTCAGGAGCTCTTCTTCTCCTCAAATATGA
TGTTAGCTGTGGCTTTTTTGGCTTCATCCCTGATCTTGTCGGCAGCGTCTGAAGCCTTGT
CCTTCAGGTTCTTCACCGTGTCGTCGATCGTCGCCTCGTTCTTCAGGAAAAACGGCCGGA
TGATGCGGTGATAGATCTGAACGGACCCGTTGGAAGGGATGGGAGCCATGCACCAAACCA
GGAAGGCACACTTTCCAATGTAGTAGAATGGGAACCAAGACAGGAAGATGTCAGCAAAGA
ACTCCGCCACGCTGAAAATCCCGTACACCACCCAGTAGGTGAGCCACTTGGTGTCATCTT
CCTTGGTGGCACTTTCAATGGCCTTGATTGAGATGTAGGCGGGGTACATGAACCCGATGA
GGTTACACAGCAGGGATGCTCCGTACCCAATCACCAGGTACACCGCGATGATTCCGATGA
CACCGAGAGAAATGTAGGTCCGGCTGACTCCACTGCGGGCCTCGAGTTTGGCCAGGACGG
CCGTCAGCGCGTTGTCTTTATGGAGGAAGCGCTCGAAGCGCTCCCGGAGGCCCTGCGCCA
TGACTGCGGAGATGCGAAACGCTGAGAAAAGTCTGCCTCGTGCCG
>CL436Contig1
TTGCTTTATTAAATGTCCTTAACCGGACAGATCTGATGACCACACCCACTTCCTCTATAG
CTCCTCCCACCTGTGAAACGATGACCCCACAGGGAGGTCAACCCAAAGCGTCAGCTTCAG
CCTGAAAGTCCCTGAAAGTTCTTCTGGAGGAAGAACATCTGGAGGTCTTCATCATGACGG
TTCTTTGGTTTCAGTTCATCTGCAGCTTCAGGTTCTGGATAGACGGATCCGATGTTTCTG
GAGGTCAAACTGAAGCCAAGGAACCATGGAGGCGAAGGAGGCCGCAGTGAGCCGGCCTCC
GCGCGCTGCTGCTCTCATTTGGTCTTCTTGTCGGAGGCCAGCGCGTCGTGCAGCCTGGAA
ACGCTCTTCTCGAACTGATCCATCACCAGAGTCCCGTTCTGGTCGAAGAACGCCGACACC
GACTTGGTGAAGTCGGCCTCGCGCGAGCGTCTCGTCTTCCCGTCGGTGAAGGACACCCTC
AGGCTGTACTGATCGTCAAACCGTTTGAGGGAGGAGGCCAGCTGCCAGACGTGGTCAGGG
TCCATGCCGGCAGGATCTCTCTGCAAGGCCACCAGGAAGATGTTCTTCTCCTTGTAGGAG
GTGTAGAGGGTCAGGACGCCCATCATGATGAAGTACAAGACCACGCAGCATGCCAGCACC
GGTCTGGACTCGGGGAACGGGTGGAGGTAGTCCCAGACCAGCGCCAGCATGGCAAACAGA
CAGGAGACGGTGCAGATGAGCAGACGGCCGTCCACCAGCTGGAAGTTCTCCACGTAACCG
TACTTCTCCAGCAGCACCTTCTTAGCTGCATCGTCCAGAGAGTTCTTTACGGCGGCGCCG
TCCCATTTGTCGATCTTCACCGGCTTCTCATCGATCCTCCACTTTTCCAGAAGCCCGCTC
TTTCCGTTACGTGCAGCAGCCATCTTGTTTTTTTGCTAGTATAGCCCCGGCCATA
>CL436Contig2
TTTTTTTTTTCTATTTAAACTTGCTTTATTAAATGCCTTAACCGGACAGATCTGATGACC
ACACCCACTTCCTCTATAGCTCCTCCCTGTGGGGTCATCGTTTCACAGGTAGGTCAACCC
AAAGCGTCAGCTTCAGCCTGAAAGTCCCTGAAAGTTCTTCTGGAGGAAGAACATCTGGAG
GTCTTCATCATGACGGTTCTTTGGTTTCAGTTCATCTGCAGCTTCAGGTTCTGGATAGAC
GGATCCGATGTTTCTGGAGGTCAAACTGAAGCCAAGGAACCATGGAGGCCTCGTGCCGA
>CL437Contig1
GGGGGTCTTGGTCACGAGGTCTTCCAACATGGCCGCGCCCTCTGAGTGTCAGCCGTAGTT
TCCTGTCAGTTAGTTTAAATGAGTTTTGGAGCCGCTGCCCGCTTTTGACGAACCTAGAGA
CAAGCAGAGGAGTTTTTCTACAAACACCCTTCATCCTCCTCACGTTTCCAGCATGAGCAA
AAACGACCTAATCCTACCAAAGGATTTCCCCAAGTTAAAGAACGACACATTTCTTCGAGC
AGCAAGAGGAGAAGACACTGAGCATGTCCCGGTCTGGTGCATGAGGCAGGCTGGGAGATA



CCTGCCAGAGTTTCGGGAATGGAGGGAAGGAAAGGACTTTTTTGAGACGTGTCGGTCACC
AGAGATCTGCTGTGAGCTCACTCTGCAGCCTCTGAGGCGTTTTCCTTTGGATGCGGCCAT
CATCTTCTCTGACATCCTGGTTGTTCCACAGGCCATGGGCATGAACGTCCAGATGCTGAC
GGGTAAAGGTCCAACGTTCACAGAGCCTCTGAAGGAGCCTGAGGACCTGGAACGGCTGCA
GGCCAAAGTGGACGTTCAGAAGGAGCTGGGCTACGTCTTCAAGGCCATCACACTGACCAG
ACACAAGCTGGAGGGCAAAGTTCCCCTCATAGGATTCACAGGAGCTCCGTGGACGCTCAT
GTCCTACATGATCGAAGGTGGAGGTTCAGTTACACAGTCCAAAGCCAAGCGCTGGCTCTA
CCGGCATCCTGAAGCCAGCCACATGCTCCTGAAGATGCTGGCAGACGTGATCGTTGAGTA
TCTGCTGGGACAGGTGACCGCCGGTGCTCAGGCTCTACAGGTGTTCGAGTCCCACGCAGG
AATTCTGGGCCCGGCGCAGTTCAAAGAGTTCTCCCTGCCGTACCTGCGGGACATCGCTCG
CCGGGTCAAAGACAGACTCAAAGAGGCGGGACAGGATGTTCCCATGATTGTGTTTGCTAA
AGATGCTCACTATGGTCTGGAGGATCTGTCTGAGTCTCACTACGAGGTGGTCGGTCTGGA
TTGGACCATCGACCCACAATCAGCTCGGGAGCGCACAGGTGGGAAGGTCAGCCTGCAGGG
AAACATGGACCCCTGTGCTCTGTACGCTCCAAAGGAGCGGATCTCAGAGATCGTGAAGAA
GATGGTGGCGGGCTTCGGCACCAAGGGCTACATCGCAAACCTGGGCCACGGCCTCTATCC
CGACATGGAGCCAGAGAACGTCGGCGCCTTCGTGGAAGCCGTGCACCAACACTCCAAACT
TCTGATCAAACAAATGTAACACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL438Contig1
CCATGACGAATTACGAGGAGGCTGCCATGGCGATCCATAGCTTAAATGGGTACCGCATGG
GGGACAAAGTCCTGCAGGTCTCCTTCAAAACCAGCAAGGGACACAAGTAGAGAGGTGGTT
GTTGTGATTGCAGATTTTTTCAAGTTTCATTACCTTCTGCGTCGTTTTGTGTCGGTGGGA
AGTCTTCAGCTGCTCACTGGTTGCTCACTTTTCTCCAAGCATGGACATCCTTCCTGTAAC
ACGAGGGTCTCTGAGAAGAGATGTTAGTCCAGAGACCCCAGCCGGATGACCGACCCATCT
GGTTGTTGTTGGACTTGTTTTGCTAAATATGAAAAACACACCTGCTTTTGTTTTATGTAC
ATGTGTCGTTGAAGGTACATGTGTGTAATTTCAGTTTCCAACACCGTAAGTCGGTGAACG
TCACGTCATAATAAAGTTCCCTCCCCCACACTAACCTCAGATTTTGTCAGAAATGTAGAC
ACTTGTGGAAAAAGGTTGTATTTGATTTCAAATTCCTGTATTTAATCTCACCATTTTCAG
ACTCCTTTCTGGAAAAAACAAACTTTTGTTTATTTACCTTTAGATTTTTGTATTTCATTT
CTGCATTAAAAGCTATTCCTGATAGAACTTGTTTCAAAAAAAAAAAAAAAAAA
>CL438Contig2
TTNTTTTNTTCAACGTTTTCTGCTTCTACCGAGATTTATTTTTAACTGGCTGTAAGTTAA
AAAACAGATTAGGAATGATTATTGCAATTGTATGAGAGATTACTTTTAGGACTAGAAACC
TTTAGTAAAAATTGAAATGTTAATCAACATTCCCTTTGCTTATTTACACGTTTCAGCTTC
AAATCTAAAAGTCACAGAAGCAGAAATGAAGTTCCAGCAGTCTACCGTTTTGAAACAAGT
TCTATCAGGAATAGCTTTTAATGCAGAAACTAAATAAACAAACAAAACTTTGTTTTTTCC
AGAAAGGAGTCTGAAAATGGTGAGATTAAATACAGGAATTTGAAATCAAATACAACCTTT
TTCCACAAGTGTCTACATTTCTGACAAAATCTGAGGTTAGTGTGGGGGAGGGAACTTTAT
TATGACGTGACGTTCACCGACTTACGGTGTTGGAAACTGAAATTACACACATGTACCTTC
AACGACACATGTACATAAAACAAAAGCAGGTGTGTTTTTCATATTTAGCAAACCAAGTCC
AACAACAACCAGATGGGTCGGTCATCCGGCTGGGGTCTCTGGACTAACATCTCTTCTCAG
AGACCCTCGTGTTACAGGAAGGATGTCCATGCTTGGAGAAAAGTGAGCGACCAGTGAGCA
GCTGAAGACTTCCCACCGACACAAAACGACGCAGAAGGTAATGAAACTTAAAAAAATCTG
CAAACACAACAACCACCTCTCTACTTGTGTCCCTTGCTGGTTTTGAAGGAGACCTGCAGG
ACTTTGTCCCCCATGCGGTACCCATTTAAGCTATGGATCGCCATGGCAGCCTCCTCGTAA
TTCGTCATGGTAACAAAGCCAAAGCCTTTGCACTTGTTGGTGTTGAAATCTCGTATGACT
TTCACGTTGACGACAGCACCGAAAGGCCCAAACATCTGCCACAGCATGCCCTCATCTGCA
TCCTGGGTCAGGTTATAGATGAAGATGCACCAACCGGAGGAAGCGTTTCCAGAGGCCCCG
CCCCCGTTGCCCATGTGGTCCGTGCTCATTGGAGAGAACCTGAACCTCTGCGTCTGGTGA
TGCACGGGGCCTCCGAAGCGCCGGGATTGGCCGTGGTACATCTGTGACATCATCTGGGAG
TTCCTGGCCTGATTGGGGTTGACGGCAAACTTGACCGTTATTGGCTCAGAGCCTCCAGGA
GGGGTGTGTCCATTGAGGTGTTTGACGGCATCCTCTGCTTCTGAGCGCTTATCAAAGCGG
ATGAAGGCCACACCTCGAGACAGACCTGATGCCTGGTCCACCAGCACTCTTGAGTTGATG
ATGCGCCCAAAAGAAGCAAACATGTCTTCAAGGTCCTGCTGACCCAGTGTTCTCGGTAAT
CCACTGATGTACAAGTTTGCATCTTTGATGGTGTCTGAGCTGGGCCGAGCAAACGACACC
TTGATAGTTTTAGACTGTAGCCTCAGGCCATTGAGGGTACTGATAGCCCTCTCTGCATCA
TTAGGGTTAACAAAGTTAACAAAGCCGTAACCTAAACTGTGGCCTGCTACTTTGTCCCGG
ATGAGTTTAGCCGACTCCACCTCTCCAACACTGCTGAACAGACTGCGCAGCTCATCCTGA
GTCATGCTCTGCGGCAGGTAGTTCACAATCAGGTTGGTCTGGGCATCGTCATCCTCCATC
ATCTGCTCCACGAATCCATTATTATACAGCTCCTTTCCGCCTGGTCCCTTGGAGGTCATC
TGACCATCAGCCTGAGGCCCTTGAACCTCACATACCTTCAGGTACCGTATGGGGCCTCGT
CTCAGTGCCATGATGATCTTCTGAGGGTCTTGGGTGGAATACTGTGTCTGTGAGCGACGC
ACAGGTGAAGGATGATGTTTTCTTGACAGTATTAATGTTGCTCTTCAAATGATAATAGTT
CAAAACGAAATATTTTGTGTTTTACTGATAATCTACCATACGGTTCTAACTGGCCGAGAA
CAACCGCCTCACACAAAGAAACCAAGTATCGCGAGACCCC



>CL439Contig1
GGCACGAGGCAGAACCACGTCTTCCCCTTATTCCGCAGTGAGCTGGGCTACATGAGGGCA
AGGGCATGCTGGGTACTTCATTATTTCTGTGAGGTGAAGTTTAAAAGCGACCAGAATCTG
CAGACCGCTCTCGAGCTCACTCGCCTTTGTCTCATTAACGACAATGAAATGCCAGTTAAA
GTGGAGGCTGCTATTGCCCTCCAAGTTCTCATCAGCAACCAGGAGAAAGCCAAAGAATAC
ATCACCCCCTTTATTCGACCAGTGATGCAGGCCCTCCTACACATCGTCAGGGAGACGGAG
AATGATGACCTCACCAATGTCATACAAAAGATGATCTGCGAATACAGCGAGGAGGTCACT
CCGATTGCAGTGGAGATGACGCAGCATTTGGCTATGACATTCAACCAGGTGATTCAGACG
GGGGCTGATGAGGAGGGAGGCGATGACAAAGCTGTGACGGCTATGGGGATCCTCAACACC
ATCGACACATTGCTGAGTGTTGTGGAGGACCACAAAGAGATCACTCAGCAACTGGAGGGC
ATCTGTCTCCAGGTGATTGGCACTGTGCTGCAGCAACATGTTCTGGAATTTTATGAGGAG
ATCCTGTCGCTGGCTCACAGTCTGACCTGCCAGCAGGTGTCGCCACAGATGTGGCAACTT
CTTCCACTTGTGTATGAAGTCTTCCAGCAGGATGGGTTTGATTACTTCACAGACATGATG
CCTCTACTTCACAACTATGTCACAGTTGATACAGACACGCTCCTATCTGACACCAAATAC
CTGGAGGTTATTTATAGCATGTGCAAAAAGGTCCTGACAGGTGACCCCGGCGAGGACCCA
GAATGCCATGCAGCAAAGCTGTTGGAGGTAATCATTCTCCAGTGCAAAGGTCGTGGCATT
GATCAGGTCGTGCCCTTGTTTGTGGCAACGGCTTTGGAGCGTTTGACACGAGAGGTGAAG
ACGAGCGAGCTGAGGACGATGTGCCTGCAAGTGGCTATTGCTGCGTTATATTACAGCCCG
CCTCTCCTCCTCAACACCTTAGAGAACATGCGGTTTCCCAACAACACGGAGCCCATCACC
AATCACTTCATCACCCAGTGGCTGAAGGATGTCGATTGCTTCCTTGGCCTCCACGACAGG
AAGATGTGCATTCTGGGACTTTGTGCGCTCATTGACCTTGAGCACAGACCTCAGGCTGTC
GGCCAGGTCGCCAACCAGATCCTTCCTGCTGCCATCCTACTTTTCAACGGCCTCAAGAGG
GCGTACGCCTGTCGAGCAGAGCACGAGAATGACGACGACGATGAAGACGGAGAAGGGGAG
GATGAGGACGATGCAGCTGAACTGGGCAGCGATGAAGATGACATCGACGAGGAAGGTCAG
GAGTACTTGGAAATGCTCGCCAAGCAGGCGGGAGAGGATGGAGATGACGATGACTGGGAG
GAAGATGATGCAGAGGAGACGGCACTTGAGGGCTACACTACAGCAATAGACGACGAAGAT
AATTTTGTGGACGAATATCAGATCTTCAAAGCTGTTCTACAGAACATCCAAACCCGTGAC
CCAGCCTGGTATCAAGCACTAACACAGAGCCTTGAGGAGGAGCAGGGCAAACAGCTCCAT
GACATTGGCACACTTGCAGACCAGAGGCGGGCAGCACATGAATCCAAGATGATTGAGAAA
CACGGCGGATACAAGTTCACAGCGCCGGTGGTGCCATCTACTTTCAACTTTGGAGGCTCG
GCTCCAGGAATGAATTGAATCATCTGTTCTACTTTTTATTACTCTGTGACTGATTGTAGT
GAAGTGTAAGAAAAAAAAAAAAAACCAAAAAAAACAAACAAAAGCTTGTGTTGTTCCCTT
AAGTAGTGGTTCCAGAACTGGTTTTCAGTCATATTTCTTTTTCAATCTTTCAAAATGGGG
AGAAACAAAAACACCAGAAGATTGGGGGGAAAAACACCGACATGCAACCAGCGTCGGGAG
GGGGGGGAAAGAAACCAATCCAAGACTTTGAGCGCAAGAGAAGCTGTGAAGACTGGCGTC
TTCCGGAGCCTGGTGTATTGTGGGATGGCGTGGCTGCAGCTCTTCTGTCTTTCTTCCCAC
TTAAATCAATTTTTGGGGGGATTAAAAGAATCGATAATGGAAGCAAATGTTTCGTTATTT
CGGTTGTGGCCAAATGGTCGTAATATACCTCTGGTAGTGGTGAAATCTATGTTACTTTCT
GCATAAACAAACACTCATGTTTATGTACATACAAGCCAAGGTTATTGATATTTTTTCAAG
TAGCCTTGAAGGAAACAAAAATTAATAAATTGAGGCATTTGTAAGGTATCAACAGCTGTA
TTCATATGTAGCATATTGGATAATTCATAACGCTATGTGATGCCTGATCTCTGTAAATTA
ATGAACTAGCACTTTCATATTGTTCAGGTCTCCTAGCCTTCTGTATCAGACTGCATTTTT
TTAATTGAAGACTATTTAAAATGAAAACAGCTGTAACTTTGTTACTTTGCAGGTGAATCC
TGAAACATTGGGTTCAAAAGCATCTCGTTTGCAGAATGAATCAGCGGGCAACTCCACAAT
ATCGCAAGAAATTGTTTTGCTCTTTGTATTCAGTATGACTACAGGACAAGTGTTTGTTAG
CACTGAAAGTGCAACTGGATACATCATCATAGCATGTACAATTGGACTTATTATGAAGGC
CTCAAGCTTATGGTTGGTGTATGGATGAACCATCTATGTATACAACATATTAAACA
>CL440Contig1
CTTCCTTTATGAACTCTCACAAGTTGGTGAACAGGTACAACTTTGTCGCTCACTGTACTA
AATCACACATCCATTGATAGTATAAATAGCCAACCTAATGGTAATAGTACACATTAGCAA
ATACATAAAATCATCAAGTATCCAAGTCTTAAGTTACAGACACCAAATAAAAAGGCATAC
AAAATGCTGCAGATGTTGGAAGTCCAGTTAGAAGCAAAAAAACAAAAAGATCACATTTTG
GACGTGGCAGTTTAATTGGTAAACACAAGGTTTGATAAAAAAAAGAAAAAAGAGGAAAAA
CGAAAAAACTTGCAACAGTTAAGCCTCTGATATTAAAACGAGCTTCTGAAAGGGCATCAA
TGTAAAGACTTCCTGCTCAGGATGAAGGCAACGGCTGAGGATTTAGCTCCAAGTAGAAAA
TGAAACCGTTTCGTTTTTCCCCCAAAATGCCGCCTGGAGGGGCTCCTGCCTCGGTTGCCT
CGTTTCACTTCGATTGTAAGGCATTTCTGGAGGATAAATCTGATTTGGAGGAAGGCAGAC
CTCTTTCTGGTCACTAACTGAAGCTTTGACCTTTGACCTTTCAGGTGAGACCAGGGGGGA
GGGGGGTCTTTGGGATCTAATTGCAAACGACAGTTTTCCAACATCTGACGAGGATACGCG
ACTCATTCCCTTGGTTTTTATTCTCCTTGCCGGGCGCTTGAAAACAAAAACACACATCGC
TCACACAACTTTTTACCGTTAAGACGTTTCATTTCGGGGAGGGGGGGGGGCAGCCAGATC
ACCAAGAACAGTTTCTCAAAGTAAGAGAACACAATAAAGGGAATAAAGAGAAGCCTGCCA
GGTGATCAGCTAACAGAGGTGGGAGGAGCTGGTCGGCCCGGCGCGGCGCAGGGCGGGGCG
GCGTTTGGCTCTACTGGATGCAGCAGTTATTGCGGTGGCCGTTGGAGTCTTTGAAGCGCA



GGCGCATCTTTGGACGATATTTCTCCAGGTAGAAGAGCTGCTTGCTGTTGAACGCCCCCC
GACGCTTCTGTCGGATGAACTGGACCGCGTCTTCATATTTCATTCCACATTCGATCAATG
CNAGCGCCACCAGAACCGGAGCTCTCCCCAGCCCTGCCACACAGTGGACAGCGATGCAGC
AGCCAGGCTCCTCCCTGAACTTCAGCTTCAGCAGGTTCAGCCAGTCGTCCACAATCTGGT
TGGAGGGAGGGGCTCCGTCGTCAAACGGCCAATCCAGAACTTGGATTCCCTCCTTCACCA
CCAGGGCGGCGTCGTAGGTGGCTTCACAGACTCTCACCACAGTGGTGACTCCGTATTTCT
TCAGTTCCTCTATAAACTTGTTCAGCGTGGCGTTGGTGGGATTGTGGGTAATGAGGAACC
TCATGTTCTTGTAGGTGATCTCAACGGGGGCGGGTCTGTTCATTCGAGCCATCGTGAGAG
CGTAACAACGTACAGATATACCAAAAGCCAAAGGTTTTCCACGGAGTAGAAAGACTTGTA
AACAGTTTGAGTTGGAGGGAATGTCAAACAAACGTCCAGAGAGCTCCGTGAAGCCCGCTA
ACAAAAACCCTCCAAACTTCTCTGAGGTTGGCAAAGACGGAAATTTAAAAAATGAACGAG
AATCAAAAACTCAAAAACAACCGGCAATGAGAACGAGCTGGCAGCCAGGAAGGAGCAGGT
AATTGAAAAAGTAACGTAAACCTCTCCTCTGAAGTAAAACTAAAGAAAAAGGAAGTAAAA
AGGCTGGTTCCACCTTGATTCTGGCCAGGTGGAAGCCGACGAGGGCAGTGTGCAACGGCT
GAAGTTACCCCATCCAGGCCAAGTGATCGCTGGTTCTGGGAGGTGCCCCGGTCCTGCCAA
CCTTCCGGGGTTCCTCCTGTGGCTCAAGTGCGTGGGATGGATGGCGAGTTTGCGCGTTCA
CTCGTCTGCATAGGCAGCGTGCTGAGCCTGGCAGTAGTCTCCACTGCCCTTCAGAAACTC
CATAAATGTGTGACCCAGAACACCACAGAACTGTGGGATATGCTTACTCATTGAAGATTG
TAGCTTAATCATACAGCCGGTCCCCAGAAACTGGTAAACGCGAGAAACGGTTCTCCACCA
TACAGATCGGTGTGGTCTCTCCGAGCTGAGCCGAAGTCTGAGACCCCGGCCATA
>CL441Contig1
CATTTTAATNNAAACCTTGCACTGATTAGAAAACAATTTAGATATGGAATATGTGCACGA
CAGTATTTATGGAAATACAATTCAAATGCCTTTGTACATGCCTACTTTGCATAAAAACAT
TTTTTGAAGACTGATTAGAAATGACAATGGACATCTTTTTGTAATCGATTGAAAAATTCT
AAACTGAATTGCCTGTAATACGTTATAGTCACTTTGCAATGTCAGTAAGTTGTATTCTTG
ATGGTGATTGTTTGGGTCGCTTGAATCTTGAAGTCACTTACACCTTCTGTGAGTGAGGTG
CCATCAGAGGAAAGATGCCAGTATCTGCGGTCACTCTGTCGCGCCTGCTCCCCATTCACC
ATGCTTAGGTAAGGACCCCACAGGCTGGACTCTTTCTCAAACGTGAAGCCAACATTTCTC
ATCTGAAGCAGGTCGAGAGCCTCTAGCAGGGAGCTGCCCTTTGGCACGTCCACCTGATAA
GCAGCTGCTGCTCCACTGGACATCACCACCTCCACTATCACTGCCACTTTGGTGTCACTT
GGTAAAGGCACAACAGGATCTGTCATGTCCAGCACTAAAGTGTTGTCTTCATTGAGGCAC
TCTTTGCCTTTAACCTTCAGGTAGGATTGCTTCTGGAGAGCAGGTAGAGTCTGTGATATG
GCCATGGGATTATGGTAAATATTATTCCTGGCTGCTGTCCTCATGGCTGCCATTGAAATA
GAATACTCGGATTCCTCACTTCCCATCGCTATCAGTGCTTGAACCGCAAGACCAGTACTG
AACTCATTGCCCATGTGCCCGTCAGTTCTGCGAGAAGCCAGAAGCTTATGCTTTATCTTG
CTCAGAGCCAAGTCGATCTCAGCTGCATTATGAGTGTAGGAACCAGAGTCCTTCACACAC
TGGAGGGCCATTCCAGCCACAGCATAGGTATCAATACTCTCAACATCTCCATGTTTGAAG
TTCTCATGTTCCACTGCTTTAATGAGCTTGTGGGTGACATGGTTGTTGACCCTGATGCCG
TTCACACAAAGGGCGAGCACACCCAGACTGTACTGGTAATAATTGGTCAAAGGGCGATGG
CTGAACGCAACATGTTCTTTCTCTTGTTCCATCACCTTTTTCAGCTGAGCCAGCAGCGTC
TCCGACTTCTCTGTGACCATGAACACGACTGTGTTGAGATCATAGCAGGATGACTTCAAG
GCAAGACTGTAGAGAGCTAAGAGGCCAGTTACAGGTTGGTTGTTCCTGAGAGAACTTTGG
ATTTCATTGTGCAAATCATTTTTCAGTTTGTTCAGGTGTTCGTCTTCCTTTACATGATTG
TGATAATTAGAGAGGCGCAGGGCTAAGTGAACGCTGGGGTTGGGAAGTCCTTCCTGTGTC
TCCAGAGAGTGAAGGAGCTGCTTGTTGAGGGACAGCAGCAGTTCACGGTAGTTTCCATCA
GTATCGTGTAAGTTTAATGCCTTCCCAAACGCACAGGCAAATAGGCCCAAAACTATGACC
AGGCGGAGCATTCTGAATCAACGATGGATCATTCGCTGCTTGTCCAAAACGCTAAAATAA
AAATTAGATATATGAAAAAATTTAAAGGTCACGCTACTATAATAAAAAAACATGTTTTGC
ATAAGTCATGGAGTGCAATTAAGTTTCGCAGAGAGGGTTTGCCGCTGACCTGAACACAAA
CAGACGCTCTTACTTGACTTTGTCAGTGTCCACTGAGAAGACTCAGACTGGAGTGAGAAA
ACAAGTTGAAGCGGAAAGTGATTCGGTTGCATTCTTCGGAGTCACATGACTGGTCACCCC
GGCCATAATGNCCGGGTTTN
>CL441Contig2
GCATTATGAGTGTAGGAACCAGAGTCCTTCACACACTGGAGGGCCATTNCCAGCCACAGC
ATAGGTATCAATACTCTCAACATCTCCATGTTTGAAGTTCTCATGTTCCACTGCTTTAAT
GAGCTTGTGGGTGACATGGTTGTTGACCCTGATGCCGTTCACACAAAGGGCGAGCACACC
CAGACTGTACTGGTAATAATTGGTCAAAGGGCGATGGCTGAACGCAACATGTTCTTTCTC
TTGTTCCATCACCTTTTTCAGCTGAGCCAGCAGCGTCTCCGACTTCTCTGTGACCATGAA
CACGACTGTGTTGAGATCATAGCAGGATGACTTCAAGGCAAGACTGTAGAGAGCTAAGAG
GCCAGTTACAGGTTGGTTGTTCCTGAGAGAACTTTGGATTTCATTGTGCAAATCATTTTT
CAGTTTGTTCAGGTGTTCGTCTTCCTTTACATGATTGTGATAATTAGAGAGGCGCAGGGC
TAAGTGAACGCTGGGGTTGGGAAGTCCTTCCTGTGTCTCCAGAGAGTGAAGGAGCTGCTT
GTTGAGGGACAGCAGCAGTTCCCGGTAGTTTCCATCAGTATCGTGTAAGTTTAATGCCTT
CCCAAACGCACAGGCAAATAGGCCCAAAACTATGACCAGGCGGAGCATTCTGAATCAACG



ATGGATCATTCGCCGCTTGTCCAGAACGCTGAACACAACAGACGCTCTTCTTGACTTTGT
CAGTGTCCACTGAGAAGACTCAGACTGGAGTGAGAAAACAAGTTGAAGCGGAAAGTGATT
CGGTTTACATTCTTCGGAGTCACATGACTGGTCAGCTGAATTGAAAAAAAAATCCCTATA
AAAACATTTGAGAACATAAACAGGAAACGAACCCC
>CL442Contig1
CCTCGTGCCGAATTCGGCACGAGGCACAATTGTACCGTCGAGGGAGGTTGTTGGGAAACA
TGCCTAAGTTTTACTGTGACTATTGTGATACCTACCTGACACATGATTCGCCCTCGGTTA
GAAAGACTCACTGCAGTGGTCGAAAACATAAAGAAAATGTGAAGGACTATTACCAGAAAT
GGATGGAGGAGCAAGCACAGAGCCTAATTGATAAAACAACGGCTGCATTTCAGCAGGGCA
AGATTCCTCCCACCCCCTTCCCTGGTGGTCCTCCTCCAGCTGGACCTCCACGTCCAGGTA
TGCTGCCCACCCCCCCGATGGGAGGCCCTCCTATGATGCCCATGATGGGACCCCCTCCTC
ATGGGATGATGCCAGGTGGGCCTGGGGGAATGAGGCCGCCGATGGGAGCGCCCATGCCGA
TGATGCCAGGACCGCCTCACATGATGCGTCCTCCTCGTCCGATGATGATGCCAGTTCGGC
CAGGCATGGCTTGACCCCACAGATACACAAGCAGAGTAGACCTTTGATGTTTACTAAAAC
TTTTCTGTTTTATTTTCCTTCAGGAACACACACGGTCTAGTAAAAGGCTCATCTGGATTA
GGATCAGATATCTATTAATAACCAGAATTCTCAGATTTGTAATGATGCCATTTCTACATA
ATTGTTCATTTACTGGTATTTATTGCTGTTCAGCCTTTTGACATGATTTAGAAAACCCCT
CTAGCCATCATTTTTGCTTTTTGTTTTTTAAATATATCATCGGTTTTAGTCTTGACTGGA
ATGTTCTTTTCACTCTCATCCTATTGAAACAACAAGTTGATTAGTTAACCTGACCTGTCA
TTTCAGCTTTGGGTTTCACGTGTTTTTATACTTGGAAAAATAAAGGAATG
>CL442Contig2
TTCACTGAAACGGAAGCATTCCTTTATTTTTCCAAAGTATAAAAACACGTGAAACCCAAA
GCTGAAATGACAGGTCAGGTTAACTAATCAACTTGTTGTTTCAATAGGATGAGAGTGAAA
AGAACATTCCAGTCAAGACTAAAACCGATGATATATTTAAAAAACAAAAAGCAAAAATGA
TGGCTAGAGGGGTTTTCTAAATCATGTCAAAAGGCTGAACAGCAATAAATACCAGTAAAT
GAACAATTATGTAGAAATGGCATCATTACAAATCTGAGAATTCTGGTTATTAATAGATAT
CTGATCCTAATCCAGATGAGCCTTTTACTAGACCGTGTGTGTTCCTGGCCGAACTGGCAT
CATCATCGGACGAGGAGGACGCATCATGTGAGGCGGTCCTGGCATCATCGGCATGGGCGC
TCCCATCGGCGGCCTCATTCCCCCTACAGGCCCACCTGGCATCATCCCATGAGGAGGGGG
TCCCATCATGGGCATCATAGGAGGGCCTCCCATCGGGGGGGTGGGCAGCATACCTGGACG
TGGAGGTCCAGCTGGAGGAGGACCACCAGGGAAGGGGGTGGGAGGAATCTTGCCCTGCTG
AAATGCAGCCGTTGTTTTATCAATTAGGCTCTGTGCTTGCTCCTCCATCCATTTCTGGTA
ATAGTCCTTCACATTTTCTTTATGTTTTCGACCACTGCAGTGAGTCTTTCTAACCGAGGG
CGAATCATGTGTCAGGTAGGTATCACAATAGTCACAGTAAAACTTAGGCATGTTTCCCAA
CAACCTCCCTCG
>CL443Contig1
TTTTTTTNTTCCAGTTAAGACTTTATTCATGAATCAACAACACTTCACACACATCAATTC
ATGAGCAACAACTCGACCGATTCCTAGGGTGATCAGTGTCTGTGACACATCACACCAGAT
TTCTGTTTGACCTTAAACATTACGGTAAAAACCAGGACATAAGCTCCATCTTCAGACGGC
TGAGGTGGGGTGCAGCTCTGTCTGTAGTGGCTTCCTGTCAGAGGAGTCTGCATGTCACAG
TGGTCCTCAGTCTCTGCTCACACCGACAGCAGATGGAACTTATCCACCGGCTGCTTCTCA
CCGTCTTCATGCTCGTTCTGCTCAGACTCTCAGAGCTAAAAACATCTCAACTAACATGCA
GAATGGATGCTGCCGGGCCACAGTCCTGATCCAGAAAGGGTTCTGTGCGCTCAGACTCAG
ACGTGAGGACCTGGGTCTGACCATCAGCCTGTGAAGGCTGAAGTCAGCTGCAGGAGCCAG
GCGTTCCCCGGGATCCTGACCGAGGGGTGAAAGCAGCAGACTTTGAACGCACCACTGCTG
GTTTCAATGAGCTGAAGGAGAAGTCAGGAACTTTCTCACTCTGAGGACCACAGAGGAGAG
AAGTCCAGCTTTCCGGGTCCGTGTGGAAAAAGGAGGAATTCCAGATGTTATTGGTGCGTG
TGATGAGAAGTGATGTCATACTGAAGGACAGCTTCAGAAAAAACATCAGCTCAGAGGATC
AGGAGACAGGAAGTGCAGCAGCATCATATCCTGTTTGTGCCCCTCCCCCACCCAAACATG
AAAGTCTACACTGAGAAGCAGTGGGCCCGACCAGTGCATTGTGGGTACTGCAGCGCGCGG
TGAGCTGGTGCAGAAGAAGAGTCTTTGTGGCGAGGAGAACATCAGGAGAGACCCCTCAGT
GTCTGCTTTAGGGCCAGACCTTCATGAACGCCACAGACCGAATGTCCTCCTGAACCAGGA
CACCTGAATGCCGCACGGCTGTGGGTGTAGCTCTAAGTGGTGGAGAAGCCGGTGTGCTCG
GCCTGGTTCATCTTCAGGTGGGTGTCCAGGATCTGGAACATCTCCTGGATGTTGGGCACA
TAGCCGGACTGCAGCTTGGACCACACGGGAATGTCGTTCAGAGACACCTCAAAGGCTCCA
GTGGACAGGAAGTGGGTCTCCATCATGTTACAGAGGAAGAAGACCATCAGGCAGGAGAAG
ATCTTGTTGTCCTGACTCCAGGTCCAGACGCTGGGGGTGTCCAGTCCAATGTGACCAAAC
GGGTTTAGACCAGTGACGATGAGGAGGATGGAGAGCAGCTTCAGGTAGGAAACCAGGTTT
CCAAGAACCCTGTTGATGGGGGTGGGGGGGTAGTTGTCTCCCTGGATACGGACACCCGGG
TACACCTGGCTGATGGCCTGGGAGTACTCCTGGAAGACTTTGCTGTAGCCTCAGGAGATG
CAGTACCGGAACCTCAGCACGGGCCCGGTGTACGCGGAGGCCCTGGCGTGTTCTCCGGGT
CCCGTGTCCGGTAAGGGGCTTGGACCGTCGGCCGGCTGCTGCTTGGACCTCCCGACGTAA
ACATCCCGCAGCGTGAGTGCGGTGAAGAGCAACAGAACCGCCAGCAGGCCCGAAGGCCCG
AATTCCGACATGACTGCTTGAGGAAGGATCGGTCTGCGCAGTCTCAGATCACCCGGCGAC



GATCGCA
>CL444Contig1
CTTGTGTTCTTTTATTTAATTTGTTTAGCGAGGAGCACAACAGATGACACAGTAGCAACT
TCAGCTGTTAGCAAACAAAGGTAGGCACAGTTAGCGTGTAGCTACAACCCTGATAAAAAA
GCTAAAAAAGTAAAAGAAGCAACCAAAGGTTTAAATGCTTTCAAGTCATCATTTTCTTTA
TTTCCACCTTTTGTTTTGCTCTCAATTATGCTAAAGGCTACAAAAAAGTTGGGACGATGG
CATTAACGTCTGGTGTTTATGCTAATGCTAGCTAACAGGCTGAAATTTGCTATCTAGCTG
ACTCCTTCTTTCTTGGCTTTGCAGATTTTACTCCAAGTCAGTAGTTTTGGTACCTTTTCC
TACATAATCGGCCTGCCGGTTGACGACCGTGCTCCCTAGACTCCGGGCATGGAAATCCGG
AAGATCATCCTCTGCGTTGTCGGTCATGAAGGCTCCGAGGTCGCTCCCAAGGTCGCCCTC
AAACGGATTTCCTAAAAGCCCTCCTTTGGCTCCACTGCTGAAACCACTTTTGGTTGACAT
GGAGGACGATGTGTGGCTCAAACTGGGGAACAAGGAAGTCAGCCCACCCTTGGTGAGATC
AGCTCCCCCTTGGCACTCTGGTCCCCCTTCAGTTACCGTCTCGTACCTTTCTACTGGCCC
AGCCTTTGTCTGAACCACAACCTTTTTCATATGGGTGGTGCAACTGACACTTTTGGTGGT
CACACTGCCTGTACTCGCCTGACTGAAACCGCCAAACCCTCCTAACCCTCCACCGAAAAA
GTCTGTGTCGCCACGTCCTCCAAGCTCAGTGATGGACTTTGATGGATTGGAGGAACCAGA
GCTGGAGGAGGATGATGAGGATGATGATGATGATGTTGACGGGAAAGGAGTACCTGGCTC
TTTGGAGACGGTTGCGGGAGACGAGCTGGAGCCTTCCTCCTCCAGGACAAGCTTAAGCGT
TTTAATGTCACTGAACAGGTCCTGTTTCTGTTGACCCTGCACGGCCTTGGATTTGTAGAT
GCTGTCCACCTGCAGGTCCTTAAGCGGCCGGCTCTTCATCACGTAGAGCGTCCCGGCTGC
TTCGATGTTCTGTGGCGTCTGCGAGTCCAGCTGGGCTACCTGCTTTTCCAGGGTGACGTA
GCTCTGCTGGTCCACCTGGTACTCATGGTAGGTTGCACAGGATCCCTTACAGGAGCGAAG
CTTCATGTCGATGTCGACCTCCAGCCTTTGCATTTCCGTGACCTGTTCCCTGATTCGCCC
CTTCAAGGCGGCCATGACTTTCATCTGTCTGTCAATCCTGATTTTGATCTCTGTGATTCT
CTGACGCAGACTCTGGGCCAGTTCGAAGTACTTGTTGTCGTGACCTGCATCGACGGTGAG
TTTCTCCCGCAGGTAGTCGTGGGTCTGCTTGGACACCTGGTCGGCAGAGCGATACTTTCC
CTTGTGCTGATTCAGCTGGTCACGGATGTACTCGATCCTTTTCAGCAGGTCATGGTCATA
TTTATCCATCAGACCTTGAATCCTGCAGCCGGAAGGACATTTGTGGCCCCAGTCATCGTC
GAGACAGAACGGCCACTCCTTCTGCGTGGCACATTTCTCGTCTCTGGTTCCATGTTCCAC
CGGTCGAGCTCCTCTGGGGTCGATGACGGTGTCCTGTGTGAAAGCCACACAAAGCAGGCA
GGTGAGAACCACGAGCTGCTTCATCCTTCTCTCTTCTGTGTCTGACTGC
>CL445Contig1
TTTTTTTNNTAATGTCAAACACATTTAATCTCAAAAATGTTTTTTAGAAATACAATAAAG
ACAGTTTTGACACAGTTGTGACATATTTTACATACATGATCGTATGGTTTAGCAGGAACA
AATGCAAGTTAAACAGCACATCAAATCTTGTTAAGTGTGACACTTTAGGTTTAACATTGC
TTTAAAACAGGACAATTTACCAAACACTTTTTTCCCCTTTTCACTGTATTTGACATAGTT
TTATAAAAGCTTTGACAAAGCAGTGAGCAGGGAGCCAGTCAACACCACGCATGACGCCAA
GAAGAAGATGGAACAATTCACAACACCCTTTATCTCTTTAAATACCAGAGATCCCCAAAG
AGCTGCAACCAGACCATAACCTGCCGTCACAATTGGATATGTAATGACAGGACTCAGATA
GTTATTGGCCAGGAACCAGCAATATGTCCCAACCGACCACATCAGTCCAGACAAAAACCC
TGGCAGGATGGCTCTGGAATAAACTCTGGGCTTGTTGCTCCTGACAGCACAGTAGATGAC
AAAGTAGACGGTGCTAGTGAGAAAGATCCCACAGTTCTGGGCGTACACGTAATCCATAGC
GAAGACGCTGGCTCCATAGTAGACACTGTCTGGGCAGGGAGAGTGGCTCATTATGTAGAG
AATGGGGATAAAACAGGAGCCATACAGCAGACCCACCATCACTGCGAGTAGACAGCCCAT
GAATCTCCGACTCCGTGGTCGGAGGGCATCTACCCAGAATTGAGAGGCACGCCTTCCAAA
ACTCCCAGAGGTGCTTTTTCTGTCAATCAGCAACGGCACGGTTTCCGATTCAGAGGATAG
CGCCACATCAGACTTCACAAAGAAGAAAATCATACCACTGAGCAAGCACAAGCCAGCTCC
ACAGTAATTCAGAATGGGCCTGGACACTTGCTGAGGAACAATCCAAAACCAGCCAAACCT
TGAACTTGTCCAACCCATCAGCAAACTGAAAGATCCCCAGATTAAAATCCCAAGACCAAG
GCCGATCGATTTGATGATGGTAACAACTGCAATGTTTCCTGTGGCCCAAATCGCTCCTCC
CAGCATGGCCAGGGGGTAGAATGTGGGTGAGCTCAGCAACAAGTCCCCCACCTTTGAAAC
GATCCAAATGGCAGCACAGCTCACCCAGTAGAAGAACATGCCATCCCCGGTCTCTATCCT
CTTAATGGGAACCGTGCAGCTCCCAAACAGCAGAACAGCAGCGATGTTGGCACTCAGGCC
GTACAGGAAGGTGGAGCTGTTGGAGGACTGGTTGAAGACATTCACACCGTCATTCGGACA
GGGTTCCAGTACCCTCTCTTCTCCTATCGAGTCTTCAGCGTTGCCGCAGCTCGCCATCAG
CGCAACGGCGGCCATTAAAAGCAGAGCGGCGCGCTCGACGAGGGGCATCATTAAAAGCTC
TAGTGGTAGTTCCAGTGACAGCACGGGGCCACAAGTTTTAAAAGTGCTGAAGGGCGCGTG
TGTCAATGCCGCGAGGCTCACAGGTGCTGCCAATTATCCAATTGCCGAGCCGGAAACGGG
GGTGATGACCTCACAGTTCCATGCTTTCTGCAAAATGAGCAACTCTTTTCAATCTGTGGA
ATTCCAGGCTTCAGGAAGGTCAAAACCAGAATGTGATGCAGCCCCCGGCCATA
>CL446Contig1
TTAACCCGGGCCTTATGGCCGGGGGGTGTCAGCTGACAGCAGAGGAACCGTCAACCGTCC
GTCGACCTTCGTGGCTCCGTGTTTCTCCGGTTCTTGTGTCGGTGCGTCCGCGGTTCTCTC
CCCGGTATGGCGAGCCAGTCTCAGGGCATCCAGCAGCTGCTGCAGGCCGAGAAGAGAGCG



GCCGAGAAGGTGGCGGAGGCCCGGAAGCGTAAGAACCGGCGCCTGAAGCAGGCCAAGGAG
GAGGCCCAGGCCGAGATCGAGCAGTACCGCCTGCAGAGGGAGAAGGAGTTCAAGACCAAG
GAGGCCGCAGCTCTTGGTTCCCATGGCAACAGTGCAGTGGAGGTAGATCGGGACACGGTG
GAGCGCATGGCTCGCATCCAGGACAGTTACCGTAGTAACCGAGAAGCAGTGCTGGGGGAG
CTGCTGCGGCGCGTCTGCGACATCCAACCAGAGTTTCACGCCAACTACCGAGTGGCTGGC
TAAGTGGGAGGAGCTTAACCACAGCAGGAGTACAGGGGTGGGGCTAACTCGGCTGCCACA
GCGGCGCTGCCCTTGTTTTGTTGTGAAGGTGTTGATGTTCCTTTGTGCTGACGTCTGTGT
ACCCGTGCTGATGTTTAGAGTATTTATACATGAAAACATGGATGTTTAGTCGACCGGAAC
CAAAGCCGCTCCTCTGACGGCAAACTGACGGAAAAAAGGAGAGGCTTTTATTGTGAAATT
CTGCATCAAATTTTGTTGTAGTTGCTTCCTGCACGTGACATTGTGACTTCCTGCTGTCTG
AGTGTTGAACATATTAAAGTGATCACTGATTGGTTAAAAAAAAAAAAA
>CL447Contig1
CTGGAGTCTCTCCCTGACACGCAGCGTGGAAACATGGTGCTCGACTTGGACCTGTTCCGG
ACGGACAAAGGCGGCGATCCCGAACTTGTTCGTGAGACCCAGAGGAAGAGGTTCAAGGAC
GTGACGCTGGTGGACAAGCTGGTGGCGGTGGACACTGAATGGAGGAAATGCCGTTTCACC
GCCGACAACCTGAACAAAGCCAAGAACCTGTGCAGCAAGAGCATCGGGGAGAAGATGAAG
AGAAAGGAACCGGTGGGAGACGACGAGTCCGTCCCAGAGGAAGCTCAGAACCTGGAGTCT
CTAACAGCTGAAACCTTATCGGCTCTCACTGTTACGCAAATCAAGAAGGTGCGTTTGCTG
GTGGACGAAGCCGTGGAGAAAAGCGACAAGGAGCGGCTGAGGCTGGAGGCGGAGCGCTTC
GAGTACCTGAGGGAGATCGGGAATCTGCTGCACCCGTCGGTGCCCATCAGCAACGACGAG
GATGCGGACAACAAGGTGGAGCGGACCTGGGGCGACTGCAGCGCCCAGAAGAAGTACTCC
CACGTGGACCTGGTGGTCATGATTGACGGCTACGATGGCGAGCGGGGCGCCGTGGTGGCC
GGGAGCAGAGGCTACTTCCTGAAGGGCCCCCTGGTGTTCCTGGAGCAGGCGCTCATCAAC
TACGCCCTGAGGATCCTCCACAGCAAGAAGTACACCATGCTGTACACGCCCTTCTTCATG
AGGAAGGAGGTCATGCAGGAGGTGGCTCAGCTCAGCCAGTTTGATGAAGAACTCTACAAG
GTCATCGGTAAGGGCAGCGAGCGCTCAGACGACAGCTCCCTGGATGAGAAATACCTCATC
GCCACCTCAGAGCAGCCGATCGCGGCCTTCCTGAGGGAGGAGTGGCTAAAACCCGAAGAC
TTGCCGATCCGCTACGCCGGCTTCTCCACCTGCTTCAGGCAGGAAGTGGGCTCTCACGGC
CGGGACACCCGCGGGATCTTCAGGGTGCATCAGTTTGAGAAGATCGAGCAGTTTGTGTAC
GCCTCCCCCCACGACGGAAAGTCCTGGGAGATGTTTGACGAGATGATCGGGACGGCAGAG
GAGTTCTACCAGACGCTGGGGATTCCCTATCGGATCGTCAACATCGTCTCCGGCGCTCTA
AATCATGCAGCCAGTAAGAAACTGGACCTGGAGGCCTGGTTTCCCGGCTCCGGCGCCTTC
CGGGAGCTGGTCTCCTGCTCAAACTGCACCGACTACCAGGCCAGACGCCTCCGCATCCGC
TACGGACAGACCAAGAAGATGATGGACAAGACGGAGTTTGTGCACATGCTGAACGCGACC
ATGTGCGCGACCACGCGCGTGATGTGTGCCATCCTGGAGAACTACCAGACGGAGGAAGGC
ATTGTGGTTCCAGAGAAACTCAGGGACTTCATGCCTCCAGGTTTGACAGAGATCATCAAG
TTTGTTAAACCCGCCCCCATCGATCAGGAGACGGCCAAGAAGACGAAGAAGCAGCAGGAA
GGGGGGAAAAAGAAGAAGCAGCAGGGGGGAGGAGAGCAGAACCTGCCCAACGCCATGGAC
AGCATGTCTGTCAACGACTCGTAGACTCCAGTGCCGTCGCCGCGGCAACCTCGATGCAAA
CAGATGGAACTGAGCCTCGTCCGCAACTGTCCCCACCGGTCCTCTCCTGGAGCCGGTGGA
TGAAAGGAGAAAGTGGGGAGAACGAGGCTCTGTCTCATCCGTGTCCTCCTGGTTGTCTTC
TTTCACATAAATGTCCTCTGTGCACTTCTGGAAACTTCCCCAAAGATCTGCTCATCTCAC
ACTGAAGACGGAGGGTCTTTCTGAGACCAAAAGCCTGCTTCTGCTCTGTCATGGAGAAGA
CGGAGCCTCTCCCTCCTTCACTCTGAGGCGACTCGCCTATTTAAGGGTGTATGTGGTCGT
GCGTTGATGACGTGGCGCTTACTGTAAAGAATAAATACAGTTGACCTGNNNNNNNNNAAA
AAAAAAAAAAAA
>CL448Contig1
ANGACAATAACTTTATTTAAACAGACAATTTTCATAGACAATATGGGAGTTTGTAGAACT
AAAACATCCTTTTGGTTTCCAAATTTGAAGCTTAACAAAGCACTTTTCGTTTTCTAAACA
TCCAATACCCTATAAAAAGTATAAAACCAAATTTTCTGTTGGTAAGAAAAAGTAAATTAT
AACCAAGCTCCATCCATAAACTAGGTATATGGCTCACTAAGTGAAATCAACCCAACAACT
TGTATATCTTAAAAACAGATTTCTTTTTTTTCTCCTTTTTTTAATGGACCGTGAGAGTCC
AACTTGCTCAAATCCAAGCCCCAGCAGACAGCATCTTTACAATAAACCTTTTAAACTGGG
ACAGGAGGTTATTAGTTACTAGATTACGGAATAAATGACCAGAACTGGAGGTGATCTGGA
TGTAGTTTATGTACACGGGCAGAGAAGTAACGGGGGCCATGATGAAAATATCATACAGCA
GTTTTGTGTAGCAGAGAAATTAAACCTTCTGCGTGGAATTCTGTCGGCACAACTGAGAGT
CGCAGAGAGCCAGCTGCTGGGTGGCGTGGCATGCTGGCGAAGTTGAAGAGGAGGCTGGCA
GCATGTGTGGCTGATTAAATCCGGCCCCCCGTCTGCTGTTGAAACACATCAATTGTATCT
TCATCTTCCATTTCCAACTGTGCAGGTGTGTCTGTCTCATTTATTGGCTGTCCGTCGAAT
CTGAACCTTATTTGCCTCATTGAAAGTCCCTGTCTCTCACAATATGCCTTCATAAGTTTG
ATGAGCGGTGTGTGTCTTTTGATCTTGAACTGCACGACAGATCCATCCTGACCTGCTACC
TTTAGATTTATGTGTTCGTTATTTTCAGTCTTCACTCCTTCCTTTGGTTTTTCATCAGCC
ATCGTCACTCTTTTGGCGCTTCTCTATGCTACCACACAAAGAATATGAGTCCCCGGCCAT
AATGCCCGGGTTTA



>CL449Contig1
TTTAAAAGCTTTTATTGTACAGATTATTTTTATTTACATTTAATTAAATATGTCGATGTC
ACAACCTCCAGTCCAGCTTTAGGAAAGTAGGCGACGTCACAAAGAGTCAGGCAACGTTGC
TCTGTAATCCCTCTCTCAGCCGGCAGGGGCGACCTGGAAAACGCTCAGACAACAGTAACT
GCGGAAAGAACCTTTACCTGCGGCAGTGGTTCACATCATCACCGAATTCCATCAGTGATT
ATGCAGCAACCCCAAAATACCTGCCTCGGTTTACCTTGAGCCCATAACCCTCGGGCGGGA
CCCACAACTCGAGTGGCGTGCCGCTGATTCCTGTGAGTGACGCCACGCAGCGACAGAGCG
CCCCCTAGTGGATGGGAAGCGTCCAAAGCGCCGCTTTAGCACATGTCCTCGTGACGTAAC
TACTGTAGAGACGAGCGCTGTTTCACTAGGCCACGTAGACCAGATTCCAGTTTCTAGACG
AGGTCGAAAGCTTCCTCGAAGTTCCTCTGTTGAAACGCAAGACAGTCATCGAAATCCGAG
TCTGACTCCATGCTGTGAGGAGACAAGCAGTCGCTGTACTTGAGAGCGTTGGTTTTGTGT
AAAACAGGCGGAACAACGTCCATTGGACGGTCCAACTGCATGTCTTCGTACACGTTGCTC
ATCAGATACTGCGTGGTGTTAGCGGGGGCCATGGCGCCGCTGGGAAGATAGCCGGATAGT
CTCGTACACTTGCCCGTCTTGTTTTTGAGCAGGAAAAATCCGGCGAGTTCAGCAAGCTGG
GCCCGCTTCAAGTCTCTGCGTCGCTGTCTCCGAATGGCCGCCTTACTTGGGAGGCGCTGG
GGCTTGAAGGCCTCGTTGTCCTTCGTGTATAAACTGAAAAAGTTTACACTCGTG
>CL449Contig2
CGGCACGAGGGGTCGTCGTGCTTTTACGGCGTACTTCTTTGTTTTTGGAGACTTTTAGTC
GATTTATTGTTTTTTTTTTAAAAGGTAGTAGTAGTTGTTTCCTTTTTTACAAAAGTGGAA
NATTCTGTTTTTTTGCTTCTGATCAATATTTTTTTTACCGAACAACGAANTTTGTCGAGT
CATCTCGGGATACTTTTCTCGTCANATTTCCNACNAAAACTGGNGGGCATGTGCANAAAA
AACATGGAAACATCANCAACTATCAAGACCGACTTTCTTCAATCTACTAAACACGAGNGT
AAACTTTTCAGTTTATACNCGAAGGACAACGAGGCCTTCAAGCCCCAGCGCCTCCCAAGT
AAGGNGGCCATTCGGANACAGCGACNCAAAGACTTGAAGCGGGCCCAGCTTGCTGAACTC
GCCGGATTTTTCCTGCTCAAAAACAAGACGGGCAAGNGTACNANACTATCCGGCTATCTT
CCCAGCGGCGCCATGGCCCCCGCTAACACCACGCAGTATCTGATGAGCAAAGTCATGGAG
TCAGACTCGGATTTCGATGACTGTCTTGCGTTTCAACAGAGGAACTTCGAGGAAGCTTTC
GACCTCGTCTAGAAACTGGAATCTGGTCTACGTGGCCTAGTGAAACAGCGCTCGTCTCTA
CAGTAGTTACGTCACGAGGACATGTGCTAAAGCGGCGCTTTGGACGCTTCCCATCCACTA
GGGGGCGCTGTGTCGCTGCGTGGCGTCACTCACAGGAATCAGCGGCACGCCACTCGAGTT
GTGGGTCCCGCCCGAGGGTTATGGGCTCAAGGTAAACCGAGGCAGGTATTTTGGGGTTGC
TGCATAATCACTGATGGAATTCGGTGATGATGTGAACCACTGCCGCAGGTAAAGGTTCTT
TCCGCAGTTACTGTTGTCTGAGCGTTTTCCAGGTCGCCCCTGCCGGCTGAGAGAGGGATA
ACAGAGCAACGTTGCCTGACTTTGTGACGTCGCCTACTTTCCTAAAGCTGGACTGGAGGT
TGTGACATCGACATATTTAATTAAATGTAAATAAAAATAATC
>CL449Contig3
CGGCACGAGGAGGTCGTCGTGCTTTTACGGCGTACTTCTTTGTTTTTGGAGACTTTTAGT
CGATTTATTGTTTTTTTTTTAAAAGGTAGTAGTAGTTGTTTCCTTTTTTACAAAAGTGGA
AGATTCTGTTTTTTTGCTTCTGATCAATATTTTTTTTACCGAACAACGAAGTTTGTCGAG
TCATCTCGGGATACTTTTCTCGTCAGATTTCCGACGAAAACTGGGGGGCATGTGCAGAAA
AAACATGGAAACATCAACAACTATCAAGACCGACTTTCTTCAATCTACTAAACACGAGTG
TAAACTTTTCAGTTTATACACGAAGGACAACGAGGCCTTCAAGCCCCAGCGCCTCCCAAG
TAAGGCGGCCATTCGGAGACAGCGACGCAAAGACTTGAAGCGGGCCCAGCTTGCTGAACT
CGCCGGATTTTTCCTGCTCAAAAACAAGACGGGCAAGTGTACGAGACTATCCGGCTATCT
TCCCAGCGGCGCCATGGCCCCCGCTAACACCACGCAGTATCTGATGAGCAACGTGTACGA
AGACATGCAGTTGGACCGTCCAATGGACGTTGTTCCGCCTGTTTTACACAAAACCAACGC
TCTCAAGTACAGCGACTGCTTGTCTCCTCACAGCATGGAGTCAGACTCGGATTTCGATGA
CTGTCTTGCGTTTCAACAGAGGAACTTCGAGGAAGCTTTCGACCTCGTCTAGAAACTGGA
ATCTGGTCTACGTGGCCTAGTGAAACAGCGCTCGTCTCTACAGTAGTTACGTCACGAGGA
CATGTGCTAAAGGTGTGGAGAAATAACTATGAAAGTACTGACAAAGTGTGTCATGTGTGT
TGTGACATGTTTTGTAGCCCAGGTCATGCACTTTAAGCCTGAAATGTGTGATTCATGGTT
GGGCTCTTTGTCTCACAGCGGCGCTTTGGACGCTTCCCATCCACTAGGGGGCGCTGTGTC
GCTGCGTGGCGTCACTCACAGGAATCAGCGGCACGCCACTCGAGTTGTGGGTCCCGCCCG
AGGGTTATGGGCTCAAGGTAAACCGAGGCAGGTATTTTGGGGTTGCTGCATAATCACTGA
TGGAATTCGGTGATGATGTGAACCACTGCCGCAGGTAAAGGTTCTTTCCGCAGTTACTGT
TGTCTGAGCGTTTTCCAGGTCGCCCCTGCCGGCTGAGAGAGGGATAACAGAGCAACGTTG
CCTGACTTTGTGACGTCGCCTACTTTCCTAAAGCTGGACTGGAGGTTGTGACATCGACAT
ATTTAATTAAATGTAAATAAAAATAATCTGTACAATAAAAGCTTTTAAAC
>CL449Contig4
TGTACAGATTATTTTTATTTACATTTAATTAAATATGTCGATGTCACAACCTCCAGTCCA
GCTTTAGGAAAGTAGGCGACGTCACAAAGTCAGGCAACGTTGCTCTGTTATCCCTCTCTC
AGCCGGCAGGGGCGACCTGGAAAACGCTCAGACAACAGTAACTGCGGAAAGAACCTTTAC
CTGCGGCAGTGGTTCACATCATCACCGAATTCCATCAGTGATTATGCAGCAACCCCAAAA
TACCTGCCTCGGTTTACCTTGAGCCCATAACCCTCGGGCGGGACCCACAACTCGAGTGGC



GTGCCGCTGATTCCTGTGAGTGACGCCACGCAGCGACAGAGCGCCCCCTAGTGGATGGGA
AGCGGTCCAAAGCGCCGCTTTAGCACATGTCCTCGTGACGTAACTACTGTAGAGACGAGC
GCTGTTTCACTAGGCCACGTAGACCAGATTCCAGTTTCTAGACNAGGTCGAAAGCTTCCT
CGAAGTTCCTTTGAGAGCGTTGGTTTTGTGTAAAACAGGCGGAACAACGTCCAACTGCAT
GTCTTCGTACACGTTGCTCATCAGATACTGCGTGGTGTTAGCGGGGGCCATGGCGCCNC
>CL450Contig1
AAACTTTTATTTTGTAACTGCAGGGCTCATTATTTGGTTAAGGCAGAGTGAGCCTTCCGT
GACACGTGAAAGTGAACAACGTCGGGTAACCATGGTAACCAGCCATCCTTGCACATTGGC
TGCTGACAGGCACATAAACACTAGGCAGTTTACAAAAACCCTCAGCTAGAGAGCATGTTT
TTTAATGAATAGTGTTACTGTTATCTTTGAGATTTGACCTTTTTATAACATGCCTTCACA
CTTTCTGTCATTGGATAAAACACGCTTCAGTTGCTGTCATGTGTCACCACGGCTGGACTT
CCTTCTCAGAGACAAACTTCCCATGAGGCTCTGTGGCGCCTGGAGGCAATAAGGCCAAGT
ACACCGGGGTAACGGCGCCCTCTTCTGGGGATTTGGGGGCATTGGGACCGGCCATGTCGG
TGCGAACCCACCCAGGACAGCAGGCGTTCAGGAGGATCCCATCGTTGGGTCTCTCCTTGG
ACAGACGACGAGCCAAGATCATGGACAGCACCGTTAATCCAGTCTTGGAGACTCCGTACG
CCATCTCAGGCCAGCCGTCCTGCTTGTGCTGGCCTGCCTTGGCCTTGTCTACGAACCTCT
GCATCAGACCTGCCAGCTCCTCCTCGCTGATGTCCTCGCTGCGGAAACGCTGCTGGAGCT
CTGGGCTGCACTGGTTCAGCGTTCTGCAGCTGACGAAGCTGGACACGTTCACCACACGGC
CTCCTGCTTTGATGAGCGGCATGAAGGCGGTCAGCACGTCTCTGGTGGCGAAGAAGTTGG
TCTTGAGGGTCTCCTCAGCCTGTACGGCGAACGGAGTCGTGTCTGCCACCTTGAACGCGA
TGGCGGCGTTGTTGATGAGGACGTCCACTCCTCCATACTTCTCCTTGAAGAAGGCAGCAG
CAGTGCTGATGCTGTCCACATCGTTGATGTCCAGCTGCTGGAAGGACGACTTCAGTCCCT
CTGAGGACAGGGACGCCACTGCGGCCTGGCCCCGCCCAACATCTCTGGCGGTGAGGTAAA
CGTCTCCCTGGAACTCTCTGCAGAGCGCTCTGACGATGGCCAGGCCGATGCCTTTGTTTC
CCCCGGTTACCACGGCAACCCTGGTTGACATGTCGCGCTTCAGTCCGGCGGAGTCCGGGA
ACAAACGGAGACGAAGCTGAAACGGCAGAAACAACGGACGCGCTGAAGAAATCAGCGTGA
CAACCACCCTCGTGCCG
>CL451Contig1
CACACAGGGAGTGATGCTGTCCGTGTCTCGCTCGGTCGTCTGCGGCCTGGCACGCGCCCC
CGCTGCTGTTAGCCAGGGGGGGGTCTCCGTCATCACTCGCTTCAACAGCACGGCTCAGGG
CACACCTAAGAAAACCAAGTTTGGGCCGCTGGCAGATGAGGACAGGATTTTCACAAACCT
TTACGGTCGTCATGACTGGAGGCTGAAGGGGGCCCTCAGACGGGGGGACTGGTACAAAAC
CAAGGAGATTCTCCTGAAGGGGGTGGACTGGATCCTGAATGAGATCAAGGGTTCCGGTCT
GCGTGGCAGAGGTGGAGCGGGCTTCCCCACCGGCATGAAGTGGGGTTTCATGAACAAACC
CAGCGATGGCCGACCCAAGTATTTGGTGGTGAATGCAGACGAGGGAGAACCGGGGACGTG
CAAGGACCGGGAGATCATGCGAAACGACCCTCATAAGCTGGTGGAAGGCTGTCTGATTGC
TGGCAGGGCCATGGGGGCGCGTGCCGCCTACATTTACATCCGAGGAGAGTTTTACAACGA
GTCCTCCAACCTGCAGGTCGCCATCAACGAGGCCTACGCCGCCGGGCTGATCGGCAGGGA
CGCCTGTGGCTCCGGGTACGACTTTGACGTGTTTGTGATGCGCGGCGCCGGCGCGTACAT
CTGTGGCGAGGAGACGGCTCTCATAGAGTCTCTGGAGGGAAAGCAGGGGAAGCCGCGCCT
CAAGCCCCCCTTCCCTGCTGATGTGGGTGTGTTCGGTTGCCCCACAACTGTTGCTAACGT
GGAGACCGTGTCCGTGGCGCCCACCATCTGTCGTCGGGGGGGCACTTGGTTTGCAGGCTT
TGGTCGAGAAAGGAACTCTGGCACCAAGTTGTTCAACATTTCTGGTCACGTGAACCACCC
GTGCACCGTGGAGGAGGAGATGTCCATCCCTCTGAAGGAGCTCATCGAGAGACACGCAGG
GGGTGTGCGTGGAGGCTGGGATAACCTCCTGGCCGTAATCCCCGGTGGATCCTCTACTCC
CCTCATTCCCAAGAATGTGTGTGAGGAGGTTCTGATGGACTTTGATGGACTCATCCAGGC
CCAGACGGGGCTCGGCACGGCGGCTTTGATCGTCATGGACAAATCTACTGATATCATCAG
AGCCATCGCACGTCTGATTGAGTTCTACAAACACGAGAGCTGTGGCCAGTGCACGCCGTG
CAGAGAGGGCGTTGACTGGATGAATAAGATGATGTGGCGTTTTGTCCGCGGCGACGCACG
GCCAGCAGAGATCGACATGATCTGGGAACTCAGCAAGCAGATTGAAGGCCACACCATCTG
TGCTCTCGGTGACGGTGCGGCGTGGCCCGTGCAAGGATTAATCAGACACTTCAGACCCGT
GATGGAAAGTCGCATCGCTGAATTCCAGCAACAGAAGCAAGCCAGAGCTTAAACGTCTAC
TGCGCTCCTTTTTCCCTGCATCGTTTGTCGCTGAGCCTTCGCTTGTCATTCTGAAAATAT
TTAAACATAGATGGACCGTCTGATCCTCTGATCTCATTGGTAAAACTGCGGTGTTCTACT
AAAATGCCAATAAAGTTATAATAATTGAAAAAAAAAA
>CL452Contig1
TCGGTTTGCAGACAGGCTTCTCTCCCATCTTGGGTGACCTACAAGCTCTGTCTGGAGGGC
GAGCCCGCATCATTAGCAAGTTTGAAATGAACACAGCTCTGTCGGAACGAGGCTCACTCA
TCATCTACCTGGATAAGGTTTCTAACACCCGACCAGAGGAGATCAGTTTCAGGGTCCAGC
AGACCATGGAGGTGGGCATTCTTCAGCCAGCAGCAGTGTCTGTCTATGAATATTATGAGC
AAACACCTTGTGTTAAGTTTTACCATCCAGAGAGGGAGGGAGGACAGCTGATGCAGCTCT
GCAAAGATGCTGAGTGCATATGTGCAGAAGAGAACTGCAGCATGCAGAAGAACGGTCGAA
TAAGCAACGATGAGCGAACATCTAAAATCTGTGAGAGCACAGAGAGCAGCAAGATCGAGT
ATGCGTACAAAGTTCTGGTGGAAAAGGCTGCCGAAAAACCGTCTGTAGACATCTTTGCCA



TGCGGGTACTGGACTCCATCAAAGAAGGAAGAGCAGATGTTGGCCCCAAGGGAAAACTGT
TGCCATTCCTAAGTTATCCCTATTGCAGAAAGGCCTTAAATTTGCAGAAAGGTAAAACAT
ACCTGGTCATGGGATCATCCAAAGACATCCAAAGAGATGAAAAATACCAAATAAAGCAGT
ACATCCTTGGAGAGAGAACTTGGGTCGAGTATTGGCCAACAGCAGACGAGTGTCAAGGGG
AAGAACACAGAGCCACGTGTCTGGGCTTAGAAGAAATGGTAGAACAGTACACAATGTTTG
CATGTCAGCAATAAAGAAAAAACGTCCTGTTTTGTTTTTTTCTCTGCTCAACAATATATG
CAGAATAAAACGTGCCAACCTGCNNNNNANAAAANNNN
>CL452Contig2
CATCTTTTAACAGAAAAAACAAAAAGGAGAAGTTTTTTCTTTCTTTATTGCTGACATGCA
AACACTCTGAACTGCTCTAGCATCTCATCTAAGCCCAGGCATGTGGCTCTGTGTTCATCC
CCTTGACACTCCTCTGCTGTTGGCCAATACTCAATCCAAGTTCTCTCTCCAAGGACGTAC
TGATATGTGAGCTGTTTTTCATCTTTGTGAATGTCTCTGGATGATCCCATGATCAGGTAT
GTTTTACCTTTCTGCAGTTTCAAAGCATCTCTGCAATGGGGATAACTGAGGAATGGCCGC
AGTTTTCCCCTGGGGCCAACATCTGTACTTCCTTCTTTGATGGAGTCCTGCACCCGCATG
GCATAGATGTCTATAGACGGTTTTTGGACAACATCTTCCACCAGAACTTTGTACGCATAT
TCAATTTTGCTGCTCTCTGTGCTCTCACAGATTTTAGATGTTCGCTCATCGTTGCTGATT
TGACCATTCTTCTGCATGCTGCAGTTCTCTTCTGCACATGTGCACTCGTCATCTTTGCAG
AGCTTCAGCAGCTGTCCTCCCTCCCTCTCTGGATGGTAAAACTTCACACAAGGTGTTTGC
TCATAATATTCATAGACAGACACTGCTGCAGGCTGAAGAACGCCCACCTCCATGGTCTGC
TGGACCCTGAAACTGATCTCCTCTGGTCGGGTGTGAGAAATCTTATCCAGGTAGATGATG
AGTGAGCCTCGTTCCGACAGAGCTGTATTCATTTCATACTTGCTAATGAGGGGAAATCGC
CCTCCAGACAGAGCTTTTAGGTCATCTAAGTTGGGAGTGAAGCCTGTCTGCAAACCGATG
TCTAAGATGGACATGGTGGCATCACGATTGCTGTCCTTGTATAAAACCTCTATCTGAAGC
TTGTAGACCTTTTGATTCCCAATATTCTTAGCTGGAAGCAGCTGCACTGACACGTCAAAC
TTCTGGCAGTCACTTTCCTTTTCTTCAGGCAGAGCATAGTACAAGGACACCATTTTGAGA
ACAGCTTCTCCCGATCCAGTAGCCTTCACTTTTATATCTTNGTTTATGTCTTTGATTTNA
GAGGTTCTTGTAGCATAGCTGTTTTCACGGTTGAATTCATATTTGTCAGGCTTTGATTTG
CCTGGCAACAAGATATCCACTTTCAGATCATACTCTGGTTCTTGAGCGTTGGCCCAGTAC
TCTGCTACAGCCTGGTACACAATTATTGTAGCCTGGGTGGATCCATAACCCCCACCAACA
AACTGCTGCTGGTTGAACCATCTCACAACAGGTCTGGCATCTTCAAAAGACTTGGTCTTG
ACCAAAGCCAGAAGAGCATAAGCTGTGGCCTCAAGGGTAAAGAGGTGCTTTCCAGGAACA
GGCCAGTGGGACAACTCTGGAGAAACAAACTTGTAGAGAATATCGCGGTTTAGTTTTCCC
TCATTAGCCAGAGCATATGATGTCATGGCAACAGCGTAAGGATTTGTAAGGCTGGGAAGT
CGTTTCTCCAGGTAGGCAACTGCCTTGTCAATGCTGCCTGGCAGGGTATTGACAGTGGCT
GAACAGAGCGAGCGTGACTCCTGCATGGCAATAAGGCAGAACGCTGTCATAGAGGCATCA
GAGTCAGAGCCACGGACATCACCAATCATCTCTCCATGGTACATTTTTCCAGTTTCTGTG
AACAAGCCATCGGGCTGCTGAGCTCTGAGAATCAGGAACTTCACAGCATCACAAATGTGC
TCCTTTTTGATGGCCACCAGGTTGTTGGCCATGGAAAACACTTTAACAACATAGGCTGTT
AACCAGGAGCTGCTTCCATGATCAGCCCATACAGCAAAAGAGCCGTCGCCTTTTAGGTAG
GCTAGTTCGTTGGTGTAGCCTGTTTTTATGTGCTGAAGGGCCTCAGCCCGTTTCTGAAAG
CCAACGGCTTCCCATTGGTTGGTTTTGTCCAAATATATGGTTGCAATGACAGGTAGGGTC
ATGTGGATCATGTTCTGCTCTCCACAACCAGAGGGCTGATAAATCAGAGTACCCATTGAC
TTTCCACTGATGGCATTTTCCACCAGTCCAGAAACTTGTTCTCGGCCTGTCAATGAGATC
TGAGTGCTTGTTGGTGAGCTTGGAATAAAATTACATTTGGGAATGTTGCTGTTCAGAACT
TCCACTTGTTCACCGTTTTTCCCCTTATGAGCTGGATCCAAGATTGTAGATTCTATAGCT
TTAACCAGAACTCCTGGAGGAACCACCCGCAGGTCTTTCTTCACTCCATCACTCAGGTAC
GAGTCTTTGACAGCAGCTTTGACCTCGATGGGAAGAGTACCCTCCTTCATGGGAATAATG
ATGAAGGGAACAGATCTTGTGGACATGGCGCCAACGTTCACCTCTTGTCGATATTTCCCA
CGTTTAGAAGCTGCGCTGCACGTGTCCTTTTCTTCGGCTAGATCTATACGAACGGTTATG
AGCTCTGGCCTGTAGTTGTGTAGAATGGCTTTCACTTCCAGCTGCTCTCCGCGGACAGCT
GAGTACGGCAGCCGGAGGTCTATGAAGAAGTCTTTGCGAACAATCACCTCCAGTGACTCT
CCCACACAGATGCCATGAGTTCTTGAGAGGCTAATGCCGGTGAACTCCCAGGTTGTGATG
GAATCAGGCAGAGGAACATTTTTCACAAATGAAGTGGAGCCACAGTTGGGTGTATTTGGG
GGGCATTGTGGCAAAATAATATCGGACCAGAGCCAGCTTTCCGGGAAATTGCTACGAGTA
ACAATTTCATTGCTGTCCATGTAGCTGTCATCTGTCTCACTGCGGGCCAGCTGCAGGCTC
TCCTCTTTCTTTTCAAGCTGTTGTTTTTCCATTTCTTTGCAGCAGGTGACAAAAGCATCG
ACACAAGCCTGACCATCCAGGATGTAC
>CL453Contig1
TTTTTTTTTTACATTTCCATACATACAAAGTCAAATCTACAGTAGGGAGTTTATGAAACT
CATAGCGCATGGTCTGCAGAAATAACAATCCCTACAAACAGTAACAATAAACTCTATTAT
AGAGTTTGGATTTACACACATACATACACACCAAAATACATTTAGACGTCCATGATGACT
CACACCGTACATACCCATGGCTGACACAAAGACACGTGCCAAAGTTTCAACAAAACTTTG
TTTTGGGGGTGATAATTAAACGAGGTGCAAGATAAGGTTTGTATATTCAGTCTGAGTGTG
GAGGTCAGCCAACAAACTGGTCTGGAATCCATTGAAAAAAATAAAGATTAAAGAAAAAAT



GTACCAATATATTTCTACTTCTATTTACTTGGAATCCCAACTGTGTGAGGAAGACAGTTT
GTTATTTTCCAATCTTGGACTTCTGCTTTGTTGTGTCGCTCTGTCTGTCCAGGAGCCAAA
GAATGAGTCTCTGTTTTCATGCTCATGCACCACTGTTGATCTCCTCTCATCTCTGGGAGA
AACAGTCCTCATTTTTCCTCCTACTTTAAACCCTTCACCTCCTCCTCCTCCTCCTCCTCC
TCCTCTTGTCTCCTTCTATCCCAAATACCTATCCCACCCTTTTCTTCCCCTCTTGTCCTC
TTGCCCGGAGTGAAGTGGAGACATGTGTTTCTCTGCACCACAGAGCGCCATGGTGATCCT
AATGGCACAATCGACCTTCTTCTTTAGAGAAATTGCGAGTGATGTCTGAAGTCTTTATAG
ACAGAACCATCTCCGGCGCGGACGGGTCCACAGCCTCCAGCGCGATCTGCAGGTCGAAGA
TGTAGTCGATGACGTGCTGCAGGATCTCCACCTGGCTGACCGACTTGTTCTGCGGGATGC
TCGGAACCAGCTCCTTCAGCCTGGAGTAGCAGTCGTTCATGTCGCACAGGGCGCTCACCG
GCTCGTCCTCGCAGCAGTGCTTGTTAGTCCGGTTGATGGCGAGACTCTGCTCCGAGATGC
AGCACACCGCCTTGTAGCAGTTCCTCACCGAGCGGACGGGACTGATCGCCTTCATGATTC
CGTTAAACGTTGGTTTGGTCCTCGTTTCCTCGTGCCGAATTCGGCACGAGGCTTTTGTGT
TAGCAATTATTATTAGCATTGTGTCTGTGTCGCTTGGCAACGCCTTAAAATTACAATTTA
GACACCAATTTAAGGACAAAATGGCTGATGTGGAGGAAACTCTGAAGAGGATTCAGAGCC
AGAAAGGCGTTCAGGGAGTCATCATTGTGAACTCTGAAGGAATCCCAATTAAGACGACTC
TGGACAACACGAGCACAGTTCAGTATGCCGGCCTCATCCAGCAGCTGGTGCTGATGGCCA
GGAGCACGGTGCGAGAGCTCGACCCCCAGAACGACCTGACCTTCCTTCGGGTCCGCTCCA
AAAAGAACGAGATCATGATTGCTCCAGATAAGGACTACTTCCTGATCGTCATCCAGAACC
CGTCGGCCTGAAACCCCGTCAGCTCTTTCCTCCCCCCATGTGTCCCAGTCAGACTTCTAA
GTTAACTCTTTTTCATTTTGCACAAGAACTGAAGGACGATTCAACGACAGAAAGTAAAAC
TGATAAGAGCAGCAGATTTCTACAGATTTTTTTTTGTTTTTTTGCATTAGCATCTGCCTT
CTCTTTGTGTCTCAGACCTGCAGTGTTTACTTTAGGCTTCACGTCGTCTTTTATTCTCAC
AAAAATGTTCTAAATATTGTCTGTAAAAAGACAAAAACGTGAATAAAATGTTTCAACGTT
CAAAATATAAAAAAAAAAAAAAAAAAAAAAAAAAAANAAAAAAAAAAAAAAAAAAAAAAA
AGAAAAAAAAAA
>CL454Contig1
TTTTTTTTTTGCAAAAGTAATAATGTTTAATTCAAATGAAACCATGCGACAGGACACCGC
CACCCTGATAAGATTCACCCAGTTAGAAAATAAACATCCAGAGGCGTACAGAAACACAGG
CAGCCCAGACCAAAGAGAGGAAATACAAACAGTAAACAGGAGGCACAGCGCCCCCTTCTG
CACACACATCAGAATACAGTGGTGATCCCAAAACAGAAAACAGAAACTGCCCCCCAGCAG
CGCACTGATGGCACAGAGACGGGAAAGAACGAGGCACCATGGTTCTGCTGATACAAACAC
CGCATTTCAGCATCGTTTCTTCCTCTGAAGTGGACATGCGGGGGTCAAACTCAGTATGGA
GGGAGGGAGATCAATAATTTAGAGATGTCAGGTCAATGGGTGGAGATTTGTTTATTCTTT
AAGAATCCTGACATTAGTGGGGAAATAAAAACAACCTTTAACCCTTCTGGAAATGTAAAG
CTTGATCTGATGTGAAGATTTGGCAGCTGCATCCATTCACTCATTTCATGATCTACAGAA
GAACACAGACATCACAGAAGGTGGGGGGTCCTGATGGTCAAGATGAAGCGTCCACGCAGG
AAGGAAGGATGGAGGAGGCTCCTCTGCATTGCCCCTCCCCAAAAAGAAGGGGATGAAGGT
CGGTGGTGGGTGTGCGCACGTGTGACAGGCAAAGGCGGGGTTGCTGAGCAGCAGGAGCCT
CAGTTGCGAAACACCTGGCCTTCTGGCGGCTGTGACAGACGGCTGTTCTCCTTCAACATC
ATGTGCTGCCGCAGCTCCAGCAGCACCATCTTGATGTTGTTGGAGTTCTTCCACCGAGAC
AGAGACGGCACGGACTTCAGGTCCACCACTCCGGTTGAACTGTTCACACCAGTCATGTTG
ATCTTGTTGATGAAGCGCACGTGAGGTGGATGTTCTGGGTACCGGGAGCCACAGTCGATC
TTCAGGCTGTACATTCTGCCTTCATAAACCGTCTTCGGGGGACCGATGATCATTCCATTC
CAGTGGCTCAGCATCATGTCCTCGTCATTTTCCAGACCCCAGCTTACGATTCCGTCTCCA
CCCCCTTTCTGACCTTCTTCCAGTTCCTCCAGCAGCCGAAAGTTGCGAGGAACCGTGATG
CCTGATCCGGCGGCTGCTGCCATGTTTACCCCCCGGCCATAAGGCCCGGG
>CL455Contig1
GCCCTACAGGNCAAAGCGTCCTCCTCGCGTCGAAGAAACTTCAAAACAGCTTCGCAGTTT
CCAACATCCTTGAACATTTCGACAGCGCGAGCGGCTGAGAGGAAGAGCGGCACGTGAAGG
TCTCTGCGACGGAAATGTTAGCAGGAAGATGAGCGCGAGCTAAACGATCAACCATCTGAG
CTGCTGTTTTGTTTTTTTAAAGCGTTGTTTTCGTCTCATCATGGCGCGCGGCTGCATCTG
CTGCGTGAAGTACATGCTCTTCCTCTTCAACCTGCTTTTCTGGCTGGGGGGCTGTGGACT
CCTGGGGGTCGGCGTGTGGCTGTCAGTTTCTCAGGGCAGCTTCGCCACCCTGTCCCCCTC
CTTCCCCTCGCTGTCCGCCGCAAACCTCATCATCACCCTGGGCACGGTCGTCATGGTAAC
GGGTTTCCTGGGTTGTCTGGGTGCCATCAAGGAGAACAAATGCCTTCTTCTGAGTTTCTT
CATCGTTCTGTTGATCATCCTCTTGGCGGAACTGATCCTCCTCATCCTCTTTTTTGTATA
CACCGATAAGGTGAGTGAAAACGCCAAGCGGGACCTGAAAGAAGGGCTGGTTCTGTACAC
CACTGAAAACAACGCCGGACTGAAAGACGCCTGGAACGCCATTCAGGGAGAGTGGATGTG
CTGCGGCGTGGTGAGGCATGACGACTGGTACGCCGCCCTGCAGGAGAACGTGGTTCCCGA
CAGCTGCTGCCAGCAGGTTCACCCCGGCTGCGGCAGGAACGCCTCCAACATCTTCTGGAA
GCGGGGCTGCTACGAGAAGATGGAGGAGTGGCTGGATGACAACAAACACCTTCTGGGAAC
CATCGCCATGTGCGTGCTGGTCATACAGCTGCTCGGCATGGCCTTCTCCATGACTCTCTA
CCAGCAGATCCATCGAACAGGAAAGAAGTTTGAAGCCTGAGAGACTCGGGTTCACGTCCA



CGTCACCTTCTTCTATGCACTCAGTAACGTTTGTGAAGACACTTATATGTACTAGGGCTG
CACGACATGAGGAAAACTCCCAATACATGAACAAAAACAAGTTAAAACAACCAAATGCGT
CATTTCACTGCAACAGTTTCATTTAAATAATTTAAGTCTCGTCTACTTAGGAGGCGGGCA
TCTAAGATCGAAGGGATCCGCCTGATTGGTCAAATGCATAAAGGGATTTGATTTGTTAAA
TATTTCAATCTGCCATGAACTTATTTTAACACAATAACCATTTATTGCACCGCTTGATCT
CGCGATAACGATAATTTTGCAGTGTATTGTGCAGCCCTAATACGTATTTTTTACACTTTG
ATTCCATGTATTAAACATGCTTATGTGTTCACATATTTACATTCAGTTAAAGGTCAATAA
ATGTCAGACCAAAANAAAAAA
>CL455Contig2
ATTGTTGCCATGGCGACGGCAAAGACGGCTGCCATCCTCCTGCCCACGACCGCCTACATT
CTCCGGTAATAAGTAACACCCCCACCCCGTCTCCAAGTGCATGATGGGATCATGACCTCT
GGGCTCTTCAGGCTGCCGCAGCCTCGAGCCAGAGACATGCTGGACGCCGGCGTGATCGTC
GCCCTCGGGAGCGACTTCAACCCGAACGCCTTCTGCTGCTCCATGGTGAGGACGGAGACA
TCCCAACGTCCCCCGCCGCCCGGCCCTCACCTTCATCCTCCTCCTCTTCCTCAGCCCATC
GTCATGCACTTGGCCTGCGTCAACATGAGGATGTTCATGTCTGAGGCACTGGCCGCCGCC
ACCATCAACGCTGCCTACGCGCTCGGCCGCGCGCACACGCACGGCTCCCTGGAGGTCAGC
AAACACGGAGATCTGCTCGTCCTCAACTGCAGCAGGTGGGAACATCTCATTTACCAGCTG
GGGGGGCATCAGGAGATCCTCCGTTACGTCGTCATCAAAGGAAACATCGTCCACGACAAC
GACAAAACCATGCAGATGTGACAGCGGCAGCTTTTCACAGGGCGGGGAGGAGGAACCTGA
ACAACGTACCCGCTTCCAGAAGATGTTGGAGGCGTTCCTGCCGCAGCCGGGGTGAACCTG
CTGGCAGCAGCTGTCGGGAAACCACGTTCTCCTGCAGGGCGGCGTACCAGTCGTCATGCC
TCACCACGCCGCAGCACATCCACTGGAGACCCACAGAGGAAAAACACTCATTTATGGTTC
TCAACCATGTTCTGGATTCATAATAAGCATGTTTTCGGGAACAAAGTCTGAGCGTCTGTG
TCTTTGTCTACACGCAGAAACTCTTTCTTTTGATGATGCAGCAGTATCACTTTTTTGATG
GAC
>CL456Contig1
GGTTGAGTGTGTTCATCTGTCCGCGGNGCAGCTCTACAGACTGTGTTTCTGTGTTTCAGT
GAAGTGGACCTAAAAGCATGGAGGGAGCCGACGAATTCTCCAAGTACCGCTCACCGCTCG
TTTCCAGATATGCTAGCAAGGAAATGGCTTACAACTTTAGCGACAGGAAGAAGTTTAGCA
CCTGGAGGAAGCTGTGGATCTACCTCGCCAAAGCTGAGAAGGTTCTGGGTCTGCCCATCA
CTGACGCTCAGATCCAGGAGATGGAGGCGCACGCCGACGACATCGACTTCGCCATGGCGG
CTGAAGAGGAGCGTAAACTCCGGCACGACGTGATGGCGCACGTCCACACCTTCGCACACT
GCTGCCCCAGCGCGGCTCCCATCATTCATCTGGGGGCCACTTCCTGTTATGTTGGAGACA
ACACTGATCTCATCATGCTGCGGGACGGATTCGACATCCTGCTGCCAAAGCTGGCAAGAG
TCATCGACAGGCTGGCAAACTTTGCAGAGAAATACGCCGACCTCCCTACTCTCGGCTTCA
CACATTACCAGCCTGCGCAGCTCACCACTGTGGGGAAGCGGGCGTGTCTGTGGCTGCAGG
ACTTGGCCATGGACATGCGCAACCTGCAGCGAGCCCGAGACGACCTGCGTTTCCGGGGAG
TGAAGGGGACCACCGGCACTCAGGCCAGCTTCCTGCAGCTCTTTCAGGGGGACCACGACA
AAGTGGAGGAGCTGGACAGGATGGTGACAGAGATGGCTGGCTTTAAAAAAGCATACCTGG
TGACTGGACAAACCTACAGCCGAAAGGTGGATGTAGACAGTCTGTCCAGTCTGGCCAGTT
TGGGAGCTTCTGTGCACAAGATCTGCACAGATATCCGTCTGCTGGCCAACCTGAAGGAGA
TAGAAGAGCCTTTTGAAAAAGAGCAGATCGGTTCCAGCGCCATGCCCTATAAGAGGAACC
CCATGCGGGCGGAGCGCTGCTGCAGTTTGGCCCGACACCTGGTGGCGCTGATGGCCGACC
CGCTGCAGACAGCCTCGGTGCAGTGGTTGGAGAGGACGCTGGACGACAGCGCCAACAGGA
GGATTTCTCTGCCTGAGTCCTTCCTGACGGCAGACATCATCCTTAGCACCCTGCAGAACA
TCACAGAGGGCCTTGTGGTCTATCCAAAGGTCATCGAGAGGCACATCCGCCACGAGCTGC
CCTTCATGGCCACAGAGAACATCATCATGGCCATGGTGCAGGCTGGAGGAAACAGACAGG
ATTGCCACGAGAAGATCCGCGTTCTCTCCCAGGAGGCGGCGGCGGTGGTCAAACAGGAAG
GCAGAGACAACGACCTGCTGGCCAGAGTCCAGCAAGACCCGTACTTCACCCCCATCCTGG
GGCAGCTGGACGCCCTGCTGGATCCTAAGACCTTCATTGGGCGCGCTCCTCAGCAGGTTA
CCCGATTCTTGTCTGAAGAAATCCGCCCCCTGCTGGAGCCTTTCAAGGCCAAGATGGATG
TCAAGATTGAACTGGAGCTGTAATGAAAGCAGAACATTGGGATGCTTCCCACTAAATAAA
AAAGATTCTGGTGTTGGTNAAAAAAAAA
>CL457Contig1
TCTCTCTTTTATTAAATCAAGATAGTTTTAGTAACAAGTGTTTGCTCAGGATTTTTTTTA
ATCACAATACATGCTCACACAAAACCCAGACACCGGCAGTGGCCTTAAGCATAGTACTGA
AGGTTGGTCTTCTTCTTGGCTTGGACTTCCAGGATTCCCTCCATGTAATCTTCATGGTTG
AGCTCTGTGGCGCCACGGCGCAGTGCGATCATACCAGCCTCCACACACACAGCCTTGCAC
TGGGCTCCGTTGAAGTCATCCGTGCAGCGAGCCAGCTCCTCATAATTGACATCAGGACTG
ACATTCATCTTGCGGGAGTGAATCTGCATGATGCGAGCTCTGGCCTCTTCGTTCGGCATG
GGGAACTCGATCTTTCTGTCGAGCCGACCTGAACGAAGCAGAGCAGGGTCCAGGATGTCC
ACTCTGTTGGTGGCAGCAATCACCTTGACCTGCATGTTGGGCTGAAAACCGTCCAGCTGG
TTGAGCAGCTCCAGCATGGTCCTCTGCACCTCTCGATCTCCAGCCTTCTCGCTGTCGAAC
CTCTTCGTTCCAATAGCATCCAGTTCATCGATGAAGATGATGGACGGAGCTTTCTCTTTA



GCCAAAGCGAAGGCATCTCTGACCAGCTTGGCGCCATCTCCAATGAACATCTGTACCAAC
TGCGGACCTGCCAGCTTTAGGAAGGTAGCTTTGGTCTGAGCAGCACAGGCCCTGGCCAGG
AGGGTTTTTCCTGTACCAGGTGGGCCGTACATGAGAACCCCTTTGGGTGGCTGGATGCCC
AGGTTCTCAAACTTCTCCTTGTGGTTCATAGGCAAGACTATAGCCTCCACCAGCTCCTGG
ATCTGCTTATCAAGGCCGCCTATGTCGCTGTACTGCTCAGTGGGACGCTCATCCACCTCC
ATGGCTTTAACTCTGGAGTCGTACTCTGTGGGCAGGGTCTCCAGGATCAGGTAGGAGTCT
TTGTTGACCCCAACAAGATCTCCAGGTTTCAGCTTCTCGGCGTCCACCAGCCCGATCACC
GGCAGGAAGTATGTCTGCCGGGTGGAGGTTTTAATGACAGCGCACTTTCCTTTTCTCTGG
GAATCCAAATCCACATTTGCCCCATCTTCCTCTTGGTCGTTGGGATCCACATCCAGCAGC
TCAATCACGTTCGAAACCAAGTACGGCAGAGTTTTGTTCACCTTTATCTTCTCCGTGTTT
TCTTTGATTTTATCCTTCATGGCCTGGAGCTCATGAGTCACCCGAAGCACTTCGCTCTTC
ATGATCTTTATCTCGCTGTCGAGGAGACGAGTGCGCTGGACTATCTCCTCTGTGGACATT
TTTAACACTTCTTCTCCGATTCCATCTTCCACCTCGTCCCAAACTGATTTGTCACTCAGC
GACGCCATCTTTGCTCTCCCCGGCCATAAGGCCCGGGTT
>CL458Contig1
AGAACAAAAATCCTCCTCCGTTCATGAGAATCGATGTGAGCTGCAGACAGAGCAGGGGGC
AGAGGAGGTGTCCCGCACCCAGAAACACTGTACAATGGCGACTGCTGCAAATAAGAATGT
GGAGTTTGTACGAACGGGGTATGGCAAGAATATGGTCAAGGTGCTGTTCATCAGGAGACA
GGGCAGCCGCCATTCTATCATCGAGCTGAGGGCGGATGTGGAGATCACGCTCAACTCACG
CAAGGACTACCTAACCGGAGATAACTCCGACATTATTCCTACTGACACCGTCAAGAACAC
CGTCCACGCCTTGGCCAAAATCAAAGGGGTACAGACAATTGAGCAGTTTTCCCTGGACAT
CTGCCATCACTTCCTGACCTCTTTCAACCATGTGCTAAGAGCCAAAGTTTACATGGAGGA
GGCTCCATGGAAAAGGCTGGAGAAGAACGGGGCTGAGCATGCTCACGCATTTATCTACAG
CCCAGAAGCCTACCGTTTTTGTGAAGTTGAACAAAACCTCAATGGCCTTCCACTGGTTCA
CAGTGGGGTGAAGGACATGAAAGTCCTGAAAACCACCCAGTCTGGTTTTGAGGGGTTCTT
CCGGGACCGTTTCACTACACTTCAAGACGCCAAGGACCGTTTTTTCTGCAGTTCTGTCTA
CTCTAGGTGGCGCTACAACAAGTCTCAGGATGTGGACTTTGATGGTGCATGGAAGTGTGT
GAAGGAAACAATAATTGAAAAGTTTGCTGGTCCATTCGATCGTGGGGAGTTCTCCCCATC
TGTGCAGAAGACTCTTTACGAAACACAGCTTCTTGTTCTGGACAGAATTCCTGAGGTGGA
AGAAATAGAGATCGTGATGCCCAACCAGCATTATTTCACCATAGACATGACAAAAATGGG
TCTCGTCAACAAAGACGAGGTGTATCTTCCTCTGGATAACCCCTCTGGGAACATCACAGG
GACCGTATGCAGGAAACGAGCACGACTTTGAAAGCAGTTGAAGCAACCACCGAAACAAAA
AAGTCCTTCTGAAACCATGTGGACAACAAACTTACTGTCAGCTCTCATGATGAGGATCT
>CL459Contig1
AGTTTAGTTGAGATCTTTTTTTCTGGATGCAGATTAAAGTCCAGCTTCACCAACAGTTTG
ACTGTTCTTTACTTTTTCAAACTTCCATGTTTTGCAAACCAAGCGGAAATGACAGCTGTG
AGTTCATCAAATTGCTTCCACTTCCTGTCTCAGAACAGAGAATGTGAAGAAACGGACCCA
TTCTACCTCCTACAGGCGCTCGCCATCAGCTGGGAGCTCCTCCCCCTCCTGACTGAGCTT
CTGAACATCTCCTGTCTGAGACCAAAACAGAGGATTTCCCAGAATCCCTCCTTCAAAATA
AACCTCTGATGTGAAAAATTCACATTTGAGGTTTTACCTTCATGTTTTCTGCTGTTAATT
TGTTTTTCCTGTCTTTCTGATTAAAAGCACGTCTAACCTGACAGGAAGGTGGCGCTGATG
AGCAGATATTTGCAAACATAAAGCTCTCAGGGCGACGCGGCTTAAAGAACCTTCCTGGTT
CTGTGTGGAAGCACAAAAACTGTGAAACTCCGAGTCAATCATCAACATTTAATAGTCAAA
CAGGTAGAAGGAAAGCTAATCACAGCCGTGAACGAGTCTGACCACAGACCTTCACCCCAT
AAACATCCCACGATTACAACATGAAGTGGATTTCTAACATAATCTCTGCTTAAAGATTCT
CCCACAGCTTTGACTGAAAGGAGCTTGATTTAAAATATGTAGGAGTGAGGTTTTGCTGCT
CTTATTTTGGTGTCAGATGGTGTTTCCGCTGGTTTCTTGGCTTCGCCCTCCCGAGGACTG
ACCTGACTGACCTCCGTCTGCAGAGGACGCCTCCTCAGGTCAGCCACAGAGCATGCTCAG
TAGAGTCCTGGCCCGCCTGACTACATGCCGACGTCGTAAAGCGATGAGCCGATCTGCCTC
CGGCCGCTCCTGTGAGGCGTTTTATGGCTGCTTCAGCGATTAGCCTGTGACGGCGGTGTC
CTCTGACCTCCACGCCCCTCCGTGAGCGGGACGTGGGTTACAGCCTGCAGTCAGGGCGCT
GGGAAGAAACAAACTTCCTCTTTCTGCTCCGGTCCAGCAGGTGGAGCAGCGGTTTTCTCC
CTGACGTTGGCTGAACAGAAAGGCTGTGAAAGCACCACTCGCTTTGATCAGGACGACTTC
TGTAGCTTTTATTTCGGAGGGACAGAGATGAACAAACTTAAATATGATTTCCCATGCTCC
TTAGTGGCAGAGCCAGATTAGTTTCAAGCGGATCAACCGGACAACAGACGATGATAAATG
CATGGATTTATGCCTGTAAGCATGTAGGACAGAGGACGAGCGTGCACGTGAGAGTGTGTT
AGCCGGAGGAGCAGCATCCTCCGGCAGGCGTGGCTTGGGGCTCGTCGTCGACGATCTGTA
CGCCCCGCCTTGTTGCTGCTGATTGGCTGGCCCCGTTGCCCTTTGCCCTCTCCTCCGCAT
GAGCGGTCTCCATCATTCTTTTACAGAGATCCAGGAAGAGCTCCTCAATGCCTTTGTTTA
GCTTGGCTGATGTGTGGTAGTGTTTGGCTCCCACCGACTCTGCATAGCTCTCAGCGTCCT
CCACAGAAACATGTCTGTCTTTGTCCAAATCGATTTTATTACCAACTATACATAAACAGA
TGTCGTTCCCCAACATTTTCCTCAGCTCTTTGACCCAGTTCTTCACCTTCTGGAAGGAGT
CTTCGTCTGTGACGTCGTACACTAGCACGGCTCCGTTGGAGTCTCTGTAGTAGATGGGAC
CTAACGCGTGGAAGCGCTCCTGACCGGCCGTGTCCCAGATGGCCAGGTTTACCCTCTTTC



CTGTGATGTTGAGCTTCTTTGTGAGGAAGGACGCCTGCAGCGTTGTGATGTGTTTGTCGT
TGAATTTGTTCTCGCAGTACCGAAGCACCAGCGACGTTTTCCCCACGCAGCCCTCCCCGA
GCAACACCACTTTGAAAGAGTAGGTTCTGTTGCTGGTTCCGGCCGCTCCCGCGGATGACA
TGGCCGAACTTTGTTCCGAAAATCCTCCGAATGGATCAAAACAGGCGTTTCCAAGCTAAC
GCTGCTAATGCTAAACGTTCAAGTGGAGCTTACATCGGCTTCCGAGTTTTTTAAAAAAAA
AAGCTAAAAACACGAGAATAACTCCTCGACAGCCCAAATGACCCGAACTGTTCTGAGATA
CCGTCCACGACCGAGAGAAAACCGGGTCTTAAACCGGAACCAGCTCCGTTTCCAATCTGA
TGCGAAACCGTTCTTTCACCAACTAATGGCGTCTCTATGCTAGCTGCTAGCCGGCTAGCT
TAACCAAAGATCCCCCGGCCATAATGCCCGGGTTTATCGGCGCG
>CL460Contig1
CTTTTTNTTTTTGCTTCCTCTTTGTTTTTCCCTCTAACTAATGACAATTTTCTCATCGGA
TTTGACGTCTTTGTTCTCTGACACCAACTTTCCATCTACCAAAGTCTGAGTGATGGTCAC
CACTTTGGTTTGGACTTTCTTCTTGTCGACGGCATCCTCCAGTTTCAGCTCACCCCCTCC
TTCCAGCAGCCTCCTGTACTCTGCGATCTCGGCCTCCAGTTTCACCTTAATGTTCAGCAG
CAGCTCGTACTCCCTTCCGCTCTGCTGGATCTCATTGCGAATCTTGGTCAGCTCTTCCTG
TAGCCTCATGATGATCCCATTGTACCTTTCTAACTCCATGCTGTAACGCATCTCAACATC
CTGCAGGCTGGCCTTCAGAGCTTCTATCAGACTTAATGCGGACTGAAGTTCAATCTCGAG
AGCTTGATGTTTCCTCCTGGTTTCACTCATCAGACTTGTGGCCTCCTTCAAAGCTACAGT
GTTTTCGGTTACCTGAACCTGCACCTCAGTCATCTGAGATTCGTGCCATGCTTTCACTTC
CTGCTGGTTCTTTAGTGCTATCTTCTCATACTTTGCCCTCATTTCCTCCATGATCTTAGC
TAGGTCTTGACCTTTAGGGGCGTCGACGTCCACGAAGACACCAGCTTGTGTGATCTGTGT
GCGAAGTTCAGTGATGTCCTTCTCATGGTTCTTCTTCAAGACAATCAGCTCCTCCTTCAA
AGACTCAAAATCACCCTCCAGGTGCATACGGAGGACGTTGGTTTCATCCAGAATCTTCCT
CAGCCTGGCAACATCTGCCTCCACTGTTTGTCGCATTGACAGCTCATACTCCATCTTGAC
TTTGAAGTCCTCTGCAGCCAGACGTGCGTTGTCAACGGCAATGGAGAGTTGTGCATTGCC
CTTGCACATGTCAAGGATCTTGGCCCTCAGCTCCGTGATGGTGGCATTGTACTTGCTGTA
GTCCTTCCCCTCCAGCGGGCCTTTCTTATCAATGACCTCCTTGATCTTGATCTCCAGAGT
GTGGTTTTCCTTCTCAAGTTTCTTCACCGTCTCCAGGTAGGATGCCAGACGGTCGTTCAG
GTGTTGCATGGTTGCCTTTTCGTTCCCGATGGCCAGGTTGCCAGTGCCGGTCACAGAGTG
GTAGTCATGCCCACTGCCACTGTATCTCCTGCCACTCCATGAGCCCATCGTAGTGGAGGA
GATCCTGGTGCCATGGCCTCCTGCACCCCCAGTGACGCTGTAGGCATAGGTAGTCTCTCC
GGGCAGAGATCTGTCAGATAATTGTCGTCTTAGCATGGACTCCATGTCTGTTGGGGACGC
TGAATCTGGTGGAGAACAGAAGAACAGGGTACGGTCGCTGAGAGTCCAC
>CL461Contig1
TTTATTTGCTGTGCATCCCCCCCCTAGTGGACATACAGTAAAATCACAGTTTACAGTTTC
TTCTGATGATCTCAATAATTATAAGAAAAGGGAAAACGTTAGAATCATTTTAGTCTTGGT
TCGTCATTACCATCCTGTCAGTCTGTAATATATAATACAGAGTTGCTGGAGCCTATCCTA
GCAATCATTAGGCAAAGGCGGGGTACACCCTGGTCACCTGTCCGTCACGGCCACATCTTT
CAGAACTCCATGAAATCAACCTTGATCTATTTTGGTTATTAAACAATTCTTTGCTGAACT
TGTGATCAAAACTGAGTAGAGGTGGAAGACTTTGATGTCTTGAATAAAAAAAGCTGTTTA
GTCTGGAAAAGAGAAAACTGTTTTCAAGCTGCCAGTTTCCCGGTAAAGAACAAAGTTCTA
TCTAGTCTAACAAAAACTGTGTTGTTCACGTCAAAAACTATTTATTATAAAACCCAATAG
TAAATCAAACTTGCTTGAACTCTAATCAAAAGGTCCACTAAAATGTTTGAGACCACAGTC
CTCCCAATGTTTTTATGTGCTCTTTTGGAGAAAAATGTTTTTTGGCTGAAAAACTGAAAC
ACATCCAGGATTTATTTTATTCACTCCTCTTAGATTAAGGAAATCAGGGAGTTGTTTCAT
ATTTATAACGTAAAATTACACAGGATTCATTTTATCCTGGAAGTGGGAAGTTTCCTTCTA
TACATAAAAGTGTGACAAAACCTTTGAAAGTGATGGAATAAAAACAGCCAAAAACGTGTT
TTGGTCATGAGAGGAGAGGTATGTTTTGTTTATTGATCCTCAGGTTAACAGATTGTGTAC
AAGAAATAATTTATTACTCCTCACACAAGAAACGACAACAGCAAACCCGCTTTACCGGCG
CGGACAAAGGAGCCTCTTTAGATACAGCGTGAAGCACCTGCATGGTTTCTGACCGCCCGA
ATGAAGAGCCGGAGTAAAGACGTCAGTCTTTCTTCTGAGGGAACGAAGCTTTCACCAGTT
CGTAGACAACATACCCGGCTCCCAAAACGGTGAGGGCCATGGTCATCCTATACAGAAGAG
CATCAGCGCTGCCTCCTTTTAGATGAACAGGCATCCCATTGTCCTCCTGGAAGTGTTTCT
GTTTTTGGGGGACTTTGTTTTCCACCTGGCGGGGAGCAGAGCTGCAGATGCTCCGCCGCG
CCACCTGCCGGAGAGCAATCATGTGTCTGTACATTTTCTTTAATCCCTGGTCGTAACTAT
CAGGCACAAGTGCCGAATTCGGCACGAGGTTTTCGTTTAATCCGTTCAAGCTCAGACGTG
TTCTTCCGGATTATGAATATTTGTGCGTAATTTTGTTTTTGACATTTGTAGTTGTCAAAT
GTGGGAAAACTGTCAATTTAAACTGACACATCTGCTAGAAACTTGATTTTTCTTTGCTCC
AATCAGGAGCTGACTTATTGTTTTACTGTTACTCACCAGTTCCTCGTGTCTGTGATCTGC
TTTCATTGTAATGTCAACATTTGCACTTTGTTATGTTTTTAGCCTTTTTATTCCTGAAGA
AAGGGTTGTCCTGTTTTAATCAATTCCCTGAAAGAAGTGGAATAATTTCAAGCATAGAGG
TAATATATAACTGGAGTTAATCAAAACATATTTGATCAGAGATTTTAGTAGTCTTTGTGT
GCCGAGGACATGGTTATGTGGAAACACTACATGCCATCTCTGTGATACTCTGAGATTGTA
GAGATTCCTCACTGATTTGAAAGTAGTAAACCGTATTTAAGCTGGAAAGGGATGCAGCCA



TCATTGCATTGATCACCTAATCTTGACATTTGTCATCTATGACATAAATAAATGCATGTT
AGATGAAGCGATAGCCTTGACTGAGCAGTCTTTTCAGATTAAGCTAAAAAAATATCAAAA
ATACAGTTTTTATTGGATAAACCACTAACAGTGTAAAAGCACTGTTCCGTCACAGCATGT
CCGATTTCATTTTTCACCAACGCTTTGGAGGTGCAGAATTTGTCTGCATGAGCTACACAT
CCAAATAAGTGATTCTCTTTGGCTGGCTCCTAGATTTGTATTTTTTTTTCTCTTCCTTAC
CTTAAGGATGACTGAGTTGCTCTAGAAATTGCATTTTGAGCTCAAGGATTGCATAGAAAA
TAAACCGTGTGGGAACCAGTGGTATGCATTGCTCTCAATGTCTGCAACAAGATACAAACA
TCTAAGACAATTGAATTGACTGATGTACACAGGT
>CL462Contig1
CATGACTTTATTNAAGTCTTTCCCACTGAGTTTTTGCTGCATCACATGTGTGTTGTCCGC
TGATGCACTTGGTCATTTTTACCTTCTAGTAACATTAATCAACTGTATCTCAATCCAAAT
GGTATTTTCCAACGTCGATTATAGATTGATTTATTTCAGTTGGAAACCATGTCATAATGG
TACAGGTCAATTTGATCAAGACCTTGCCTCAGATCTGGTTGGATTGTGGGAATAGAAATC
GATTCGATTAATCGTTACACCCCTATCAACCGGATCTGCTTATTGGTTTTTGGGTGTTCC
CTGCAGAACTGTGCAGGAGCCCTCCACTGTCAGTGGTCATACCACAGAGAACAAACACTG
AAGTTTAGGAGGAGGAGCTGCAGGTTCTTCATGGTCCTGCAGACAAGAGGAAAGTCCCAC
GTTGTCGTCATCAGAGTAGTTGTAGCTAAGGAGGAGTCAGGTGCACCTGAACATATGTTC
TTCAAACAGGAACAGTTTCCAGTATCTACTGCAAACAGAACTGCTACATCAGGACATGTT
TGAAATCCTCCAAAAGATAACGGTACACCTGGAACATCCGTGCAAAGCAAACCTGTAATA
ATGCCAACCGGAATGTAAGCATCATCAGTCTCACTGGACCCACAAAGATCCAGTTTCTTT
TCTTTTCTAAGTGGGATTCTGTTCAGAGCAGGAAGGAAGCAGCCACAGTCGCTTAACACC
AGAGCCACAGAACTCTGTTAGTATTGGAGCAGAGAGAAGACGGTGTGTGGTTTCAGCCGC
TCAGCACCACGCAGATCTTTGAGCTCGATCAGCACTAGGCACCCCAAAACCTGAGCCTTC
AGACGCAGCAGCAGCTCACAGGCGGCACACAGCGTCCCTCCAGTAGCCAGAAGGTCATCA
ATCAGTACAATCTTCTGAGCCGGTGACACAGCGTCCTCTTGGATCTCTAGCTCTGCCTTG
CCATACTCAAGGTCGTAGGCTGCAGTGACGGTGGTTCCAGGGAGCTTCCCCCTTTTCCTG
ACAGGAACAAAACCAATGCCCAACCTTTGGGCTAGCAAAGGCCCGAACAGGAACCCCCGA
GCGTCAAGACCTACAATGAGATCCACCTGCGGGTGTATGGTCCTCACCTGTTCCTCAAAC
AGGTCAATGGCAGCAGTTAGAGCAGGGGGGCTCTTCAAGATGGGACATATGTCTCTGAAC
TGGATCCCGGGTTTCGGAAAGTCCGGGAAGGTCCGGACGTGTTTTCGTAAAAGCTGCAGC
TTCGACTCCATGTTCGTGCAGAGGAGACCTTTGATGCAACCGGAAAACCC
>CL463Contig1
CTTTGTTGTGCAGATAGAATATCGTGAACGGTAGCGGTATAATTTTTATGTCATATGTAG
GTGCAGTAACTACATTATCTGTGTAAATATACCCAAACAGCGGCATTTTAAGGTAGGCCT
TTAGGAAATTTATTCTGAATACGAGATTAGTAACGATAACCCGTCTACCTCGCCAGACAA
CGTGCTTTCAGTTTTCGTCTCAGAAAGACGACAGTTAGCTAGTTATATAAGAAATACATC
TATTTTTCTCTGAAGCTGTGAGCTCCCAGACGACACATTGACGACCGCCGTGCAAGAAAC
GAAGACTGGGGAGATGGCGAGTTCTGTGGGAAACGTGGCAGACAGTACAGGGTTGGCTGA
GCTTGCACACCGGGAGTATCAGTCAGGAGATTTTGAGGCGGCCGAGCGCCACTGCATGCA
GCTGTGGAGGCAGGAGCCTGATAATACTGGAGTGTTGTTGCTGCTGTCTTCCATTCACTT
CCAGTGCAGAAGACTTGACAGGTCTGCTCACTTCAGTACTTTGGCCATCAAGCAGAATCC
AATGCTTGCAGAGGCTTACTCCAACCTGGGAAACG
>CL463Contig2
CAGTTAGTTATAAGAAATACATCTATTTTTCTCTGAAGCTGTGAGCTCCCAGACGACACA
TTGACGACCGCCGTGCAAGAAACGAAGACTGCTGGGGAGATGGCGAGTTCTGTGGGAAAC
GTGGCAGACAGTACAGAACCAACAAAACGTATGCTTTCCTTCCAAGGGTTGGCTGAGCTT
GCACACCGGGAGTATCAGTCAGGAGATTTTGAGGCGGCCGAGCGCCACTGCATGCAGCTG
TGGAGGCAGGAGCCTGATAATACTGGAGTGTTATTGCTGCTGTCCTCCATTCACTTCCAG
TGCAGAAGACTTGACAGGTCTGCTCACTTCAGTACTTTGGCCATCAAGCAGAATCCAATG
CTTGCAGAGGCTTACTCCAACCTGGGAAACGTGTACAAGGAGCGTGGTCAGTTGCAGGAG
GCCATCGAGCATTATCGCCACGCACTGAGGCTGAAGCCGGACTTCATTGACGGGTACATC
AACTTGGCAGCAGCTCTGGTGGCTGCAGGAGACATGGAGGGAGCAGTCCAAGCTTATGTG
TCTGCTTTACAATACAACCCAGATCTCTATTGTGTACGTAGCGATTTGGGCAACTTGCTC
AAAGCCCTGGGACGTTTGGAAGAGGCTAAGGCTTGTTACCTGAAAGCCATTGAGACTCAG
CCCAACTTTGCTGTCGCTTGGAGCAACCTCGGTTGTGTGTTCAATGCCCAGGGGGAAATA
TGGCTCGCTATACACCACTTTGAAAAGGCAGTCACATTGGACCCAAATTTCCTGGATGCT
TATATCAATTTAGGAAATGTTTTGAAAGAAGCTCGCATCTTTGACAGAGCTGTTGCTGGA
TACCTGCGAGCTCTGAGTCTAAGCCCCAACCATGCAGTGGTTCACGGGAACCTGGCCTGC
GTTTACTATGAACAGGGACTCATCGACCTGGCCATCGACACCTACCGGCGGGCCATTGAA
CTGCAGCCCCACTTCCCAGATGCCTACTGTAATCTGGCAAACGCATTGAAGGAGAAAGGA
AATGTGTCTGAAGCAGAAGAGTGCTACAACACAGCCTTACGTTTGTGTCCCACTCACGCC
GATTCCCTGAACAACTTGGCAAACATCAAACGTGAACAGGGCAACATTGAGGAGGCAGTC
CAGCTCTACAGAAAGGCTCTGGAGGTATTCCCAGAGTTTGCAGCAGCTCATTCTAACCTG
GCCAGTGTCCTGCAGCAGCAGGGCAAACTTCAGGAGGCTCTCATGCACTACAAGGAGGCA



ATCAGAATCAGCCCCACATTCGCTGATGCCTATTCCAACATGGGAAACACTCTGAAGGAA
ATGCAAGATGTCCAGGGAGCTCTGCAGTGCTACACTCGTGCCATCCAGATCAATCCAGCC
TTCGCTGATGCTCACAGTAACCTGGCCTCTATCCATAAGGATTCTGGAAACATCCCAGAG
GCCATTGCATCCTATCGCACCGCCTTGAAACTCAAGCCAGATTTTCCTGATGCTTACTGT
AACTTGGCACATTGCCTACAGATTGTTTGCGACTGGACAGACTATGACGAACGGATGAAG
AAGCTGGTTAGCATCGTGGCTGACCAGCTGGACAAGAACCGCTTGCCCTCGGTGCACCCG
CACCACAGCATGCTCTACCCACTCTCCCACAACTTCCGCAAGGCAATTGCCGAGCGCCAT
GGAAACCTTTGCCTGGACAAGATTAACGCACTGCACAAACCTGCTTACGAGCATCCCAAG
GATTTGAAAGCCAGTGGTGGACGTCTGCGCATCGGCTATGTCAGCTCCGACTTCGGAAAC
CACCCCACGTCTCACCTGATGCAGTCCATCCCAGGAATGCACAATCCAGAGAAGTTTGAG
GTGTTCTGCTATGCGCTCAGTCCTGACGATAGTACAAACTTCCGTGTAAAGGTTGTGGCA
GAAGCCCATCACTTCACAGATCTCTCCCAGATACCTTGTAATGGCAAAGCAGCTGATCGC
ATTCACCAGGATGGAATCAACATTCTGGTCAACATGAACGGATACACCAAAGGAGCTAGA
AATGAACTGTTTGCCCTTCGCCCTGCTCCCATTCAGGCCATGTGGCTCGGCTACCCCGGA
ACCAGTGGGGCTCCGTTCATGGACTACATCATAACCGACAAGGAGACGTCTCCCATGGAA
GTCGCTGAGCAGTACTCTGAGAAGCTCGCCTACATGCCCAACACTTTCTTCATTGGAGAT
CATGCCAACATGTTTCCCCACCTCAAGAAAAAGGCAGTGATTGATTTCAAATCAAACGGT
CACATCTTTGACAACCGCATTGTTCTCAATGGCATTGATCTGAAGGCCTTCCTGGACAGT
CTGCCCGACGTCAAAGTCATTAAAATGAAATGTGACAACAACCAGGAATCAGCTGGTGAC
TCGAATGGAGCTCTGTCCATGCCTGTAATTCCCATGAACACAGCTGCAGAGGCCATCATT
AACATGATCAATCAAGGCCAGATCCAGGTCACGATCAATAACTTCACTGTCAGCAATGGG
CTGGCCACCACACAGATCAACAACAAAGCTGCCACCGGGGAGGAGGTGCCACGCACCATT
GTGGTGACGACTCGCTCCCAGTATGGCCTGCCGGAGGACTCCATCGTTTACTGCAACTTC
AACCAGCTCTACAAGATTGACCCGCCTACTCTGCAGATGTGGGCCAATATCCTGAAACGA
GTGTCCAACAGTGTGCTGTGGCTCCTTCGCTTCCCTGCTGTCGGGGAGCCAAACATTCAG
CAGTACGCTCAGAACTTGGGCCTCCCCGCCTCTCGCATCATTTTCTCCCCAGTGGCTCCT
AAGGAGGAGCACGTGAGGAGAGGCCAGCTCGCTGACGTGTGCCTCGACACGCCGCTGTGC
AACGGTCACACGACAGGCATGGATGTTCTCTGGGCTGGAACTCCCATGGTAACCATGCCA
GGCGAGACCCTGGCTTCCCGTGTAGCCGCTTCTCAGCTCCAGTGTCTGGGCTGCCCTGAG
CTAATAGCACAAAACCGCCAGGACTATGAGGAAATAGCAGTCAAGCTGGGATCTGACATG
GAGTACCTAAAGATGATCAGAGCACGTGTGTGGAAGCATCGAATCTGCAGTCCCCTCTTC
AACACCAAGCAGTACACAATTGACCTGGAAAAGCTCTACCAGCTGATGTGGGAGCACCAC
AGCAATGGCAACAAACCAGACCACCTGGTCAAACTGCAGCCGGCTGAGGCCAGTGAGAGC
GCCTGAACGACCATACTCCTCCTGCATCCCATCTGAACTGTTTGGAGAGGGCGGGCTTTA
GTCTCCTCTGTGAATGACTGTCTTCAGCTCTCTCATTCACTCCTACTTACGAACAGCCCG
CACATGCTCACATTTGTCACCTGTTACATCAGTCATGGACGCATCAGCATCTCCTGAGCC
AGATGAAGCCTGGGACCTTCAGGCTCCGTGTCTGAGACTTTTGAAACGCTATATGTACTT
GGTGAGCATGAGGATTGTGATGTCATGCTACTTCCTCAGTGCTTGGAACTGTGGATTTTT
CTTGTTTCCCTCTTGTTGTGAGAGAATACCCAGCAGTCATTTCTGATCTATTTATAAATG
GGTTAAGGATGCTGTGTGTTTTACATTTTTCAATGTTGCCCCATTCAAGTCTAAACAGTA
ATCCCAGATTTATCAGCTTTACCGTAAGACAAATTGCAATGGTTGTTTGGCTGCAGTAAA
GTTTTAAGGACCTAGACTGTACGATGGCTTCTTCCCTCAGCAAATGCCAGCTTTTAATAA
GCTTTTCACTCAACAGATGTGTTCAGTTTTTTTTTTATCATTTTAGAGTTTGAGTTTTGA
GAAAGGAACTTTAAAGCCCAAGTTGTTTAAAAGCATCTGTTTGATGACTCGGGCTGTTCA
TAAATCTATATATTTTTTTCAAACCAGGGTTGGGTAAGTATTTTCTACACAGTTTTTTTG
TTTTTGTATTGTCTGATTACTGTTTGCTGTTAGTGCTGCTGCAAGTCTCTATATGTAATA
AATAAGAGATTGCCTAAAAAAAAAA
>CL464Contig1
GGATCCGCGGCCGCCGTTTTTTTTTTTCATGGATTGCTCCACCTAAAGCAGTTTATTTGG
TGAATAGAGAATTTAAAGCTTCACATCAAAAGACTGAACTTCCTTGCTGCATGAATTCAT
CACGAGATGTTTCAGGAACCATTCAGCTTCACGTTCAAGTCAACACAGTAAAGACCTAAA
GAGTTAGGCTGCACATTAAAACAGGACATTTAGAGACATTAGATGAGCAGACAACTATAT
TTACAGAGTTTTTCTTTTAAAAGGAGAACATTTATCAGATCAGCAAAGCAAAAGAAATCC
TGCATTGTTGAATTCATCACCTGCCCTACTGCTCTGCTCTTGACCACCTCCCTGTTTCCT
CCTGAAACCCTCAACCCACGTACAGAAAACCATCATCTGAGACCCACATCATCATCTGAA
GAAATCCATCAAACTGAAAATGCACAAATCAAAAAGATGAAAGCTTTTAAGTCTTTTACA
TCACAGTGCATCTGAAAGGGCAACATGTTACAAACCTGTATCAGTCTGCAGGTCTTAGAG
ACACTGAGACACGTTAACTATTATTGTTCAGACTCCCAGCTGGAGTTGTTCAAACAAAAA
AAGCACATTTTTGCTCCATAAAGCATCACGTGTGTACAAAATACGAGCATGAACAAACTT
CACACCATGGACATGTGCACCATCAGACAGATGAGACTTTTTTTTGTTGAGCAAAAGCAC
GAAGGATTCTCACAGAGTATTCCCAACAGCACCATTAAAGGGATGCTTCCACTGAAGGAG
GCTTGTGTTAGTCTGTTAACATCTCCTCAGGTTGTGAGTCTGCTTCTCCTTTCTCTTCTG
ATCCCTTCGGTGTTCCACCTGTGACCTTGTCCTCAGAAGATGGTGCTCCAGCGTTTTGGG
GGAGGTTTGGACTTGGACTCTCCCAGGCTCCTGAAGAAATGCACCACAGCATTCTCGTTG



GTCCGACGACGAGAGGACGACTGTTGGGGCGAAGTGGCCAGATGACCCCGGAATGATCCC
TTACTCCTCTTCTTCTTATTTCCACCGAAGAATTGGCCAATCTGGTCCATCAGACCAGGG
CTCTTCTTCTTCCTCCCCAGGCCGAAGCCGCTCTGCCCAGAGGTGCTCGCTGTCGCCATA
GTGACCTGCTTCTGCTCTCTGCTCCTCTTCTGCGCCCGTCCAGACCTGCAGT
>CL464Contig2
GAGACACTGAGACACGTTAACTATTATTGTTCAGACTCCCAGCTGGAGTTGTTCAAACAA
AAAAAGCACATTTTTGCTCCATAAAGCATCACGTGTGTACAAAATACGAGCATGAACAAA
CTTCACACCATGGACATGTGCACCATCAGACAGATGAGACTTTTTTTTGTTGAGCAAAAG
CACGAAGGATTCTCACAGAGTATTCCCAACAGCACCATTAAAGGGATGCTTCCACTGAAG
GAGGCTTGTGTTAGTCTGTTAACATCTCCTCAGGTTGTGAGTCTGCTTCTCCTTTCTCTT
CTGATCCCTTCGGTGTTCCACCTGTGATCTTGTCCTCAGAAGATGGTGCTCCAGCGTTTT
GGGGGAGGTTTGGACTTGGACTCTCCTCGGATATGCTGAGATCATCACAGAGTGAAGAGC
CTGGACAGTGTGCTTTGGTCCCTGCGTCTCCTGACTGGGGACTTTGCGCTCTCGGCACGT
GACGATGAGGCCCTGGATTTAGCAGGAGGAGAGGAAACCAGGCTCCTGAAGAAATGCACC
ACAGCGTTCTCGTTGGTCCGACGACGAGAGGACGACTGTTGGGGCGAAGTGGCCAGATGA
CCCCGGAATGAGCCCTTACTCCTCTTCTTCTTATTTCCACCGAAGAATTGGCCAATCTGG
TCCATCAGACCAGGGCTTTTCTTCTTCCTCCCCAGGCCGAAGCCGCTCTGCCCAGAGGTG
CTCGCTGTCGCCATAGTGACCTGCTTCTGCTCTCTGCTCCTCTTCTGCGCCCGTCCAGAC
CTGCAGTGTCGTCGCCCTGCCCCGCCGCTCCCTCTGGGTTCTTTGCTGTCTGAC
>CL464Contig3
TTCAAACAAAAAAGCACATTTTTGCTCCATAAAGCATCACGTGTGTACAAAATACGAGCA
TGAACAAACTTCACACCATGGACATGTGCACCATCAGACAGATGAGACTTTTTTTTGTTG
AGCAAAAGCACGAAGGATTCTCACAGAGTATTCCCAACAGCACCATTAAAGGGATGCTTC
CACTGAAGGAGGCTTGTGTTAGTCTGTTAACATCTCCTCAGGTTGTGAGTCTGCTTCTCC
TTTCTCTTCTGATCCCTTCGGTGTTCCACCTGTGATCTTGTCCTCAGAAGATGGTGCTCC
AGCGTTTTGGGGGAGGTTTGGACTTGGACTCTCCCAGAGTGAAGAGCCTGGACAGTGTGC
TTTGGTCCCTGCGTCTCCTGACTGGGGACTTTGCGCTCTCGGCACGTGACGATGAGGCCA
AACCCAGGATGTCCTTCCACCTGGATTTAGCAGGAGGAGAGGAAACCAGGCTCCTGAAGA
AATGCACCACAGCGTTCTCGTTGGTCCGACGACGAGAGGACGACTGTTGGGGCGAAGTGG
CCAGATGACCCCGGAATGAGCCCTTACTCCTCTTCTTCTTATTTCCACCGAAGAATTGGC
CAATCTGGTCCATCAGACCAGGGCTTTTCTTCTTCCTCCCCAGGCCGAAGCCGCTCTGCC
CAGAGGTGCTCGCTGTCGCCATAGTGACCTGCTTCTGCTCTCTGCTCCTCTTCTGCGCCC
GTCCAGACCTG
>CL465Contig1
TTTTTTTTTTGTGTTATAAATGAGTGTTTATTAACACAGGGTTAACATGAAGGTGATAAA
TGTAGAAAACTAAAACAAACAGAAACATTGCAGGTCCTTATTTCTTCTTGCTGGATGCAG
CTTCAGCTGCAGCGGCTGCAGCTGCAGCAGCGTCTGCTTTTAGTTTCTCCTCCCTCTGCT
CCAGGAAATCTTTGTATTCGTCTGCTGAAAGATCGTTGACTACTTTAATGCCCAGAGAGC
GTGCTGAGCCGATGATGCATTTGACGACTGTCTGCAGGGGGGCGTTCCTCTGTTTGAAGC
ACTCATCCTGAGCTTTCACCTGAGCGATTTCGTACACGGCTCTCACAGAGACGATGCCTG
CCACCTCATGCCCTGTTTTGCTGGCACCTTTAGCAATCCCAGCAGCTTGCTTGAGGAAAT
ACGACACAGTGGGCTGGCCGATCTTCAGGTCATACGTCCTGTCAGGCTTCACATGGATCT
TGACTGGCAGAGGAATGCCCTCCTTTAGCTCCTTGGTTTTCTCATTGAAGTCCTTGCAGA
ACTGTCCGATGGGGATTCCTTTCTGTCCCAGGATGGGGCCAAGTGGGGGTCCGGGAGCTG
CTTGTCCTGACCTTACGATAGCTCGGATAACATTGCCTGTATCCAATTTCTTCACGGCTT
TGGCAGCCTTGGAGATCTTTGACATCCTGTTCAATCTTAGTCAATCTGCTTCCAAGTTGG
TTGAGAGTCCATCAACTGAAAACACCTCCTAGAAATTAGAAACCGTCGATTGTGTCTTTA
TCGTCCCCCAGAAATCCGTCTCATGTCAGTGGACTATTTATCGACAGCCTTTTTCCACTT
GTCCTGCACCTTCACGCCTTCAGCTGCATCCTTCAGCCTCGTGCCGAATTCCTG
>CL466Contig1
TATGGCCGGGGGTTGCCCTGTCGTCCAACAGTAGTAATGGTGGGGATGAGCGTTCTCAGG
TCGGCTGCTGCCTTTGCAGCCAGACTGACCCCACTTAAACCAGGGAGTTCTCCGGCAAAT
CTACTCACTCGAGCAATTCCTCGAACAGACAAAGCTGCCATTCGCTGGGGCCATGGAAAG
AAAATGTTTGTCATCAAACCCTCTGACTACTACGACAGGAGATTTCTGCGTTTATTGCAA
TATTATGTCCTTCTGACTGGGATCCCGGTAGCCATCATTGTCACAGGGGTCAATCTCTTC
ATCGGTGAAGCAGAGCTGGCTGAGATTCCTGAGGGCTATGAACCCGAGCACTGGGAGTAC
TACAAGCACCCCATCACCAGGTGGATTTCAAGAAATTTGTACGACTCCCCAGTGAAGGAC
TATGAAAAGATGATGGCTGCAATTCAGATCGAAAAAGAAAAGGCAGATATGAGACTGACA
CAGATGGAGGTACGTCGCCACATGAGGGAGAGTGGAGATGGTCCTTGGTTCCAGATCCCC
ACCCTCAACAAGGACCTCATTGACAACAGTCCAAAGGCATCACCTGACAATTAATGAAGA
CGCCTTTTCAAGATTTGATCAACTTCACTGTACATTTTTCTCTGCGTAAATAAAATATCT
CTAAGTAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL467Contig1
AATTCTGCATTCAGTTTTCATTACCACCTTAAAAACTTCACAGATGGAGCCACAATCTTA



CAGATAATAGTTTGAACTGCAGTTCAGTATCAAAGCGATTCTATTCAGTAACATTAAGTA
ACAGAACGCTCAGAATGTGCAGAAGTGATCCCTGATTGGAGGAGGTGGACTGCTGAGACG
ATCAGATGAAGAATTGATCAGAGAGAATTTTCAACAGGTGCTTTGATCTCTTTATTGGTT
ACAGTAGAAAAGTCTTCATCGCCGCCGCCATGGAAGCTGCTGTAGTGTCCCTCACAGGAA
GCAATGAGGTCACATCCCGTGTTGCTGCAGGTGATTGGCTCTCTTGGTCACATGGGACGG
ATCAAAGAACATCAATAGATTTAACTGATCAATGAAAACCCGAAACAAGTCTTTGGCTCC
TCCCCCAGGTCAGGATGAGGCTCCTCCCCTTCAGCCTCCAGTAGCTTCAGCAGAAGAAGA
GCTGTTCGCAGAGACGCCTGGTGTCCTCCGGACAGGAAACCTCGTGGCCGACGGTCCGCG
GGTCGCTGAAGATCTCGTAGTCGTTTCCTCCAGGTTTGGTCTTGTCTCCAAAGAAGTGGA
TGGTGGAGTAGTGGTCCTTCTCCACGATGCCCAGACAGTACCTCTTATCCCAGCCGTCAG
GAAACACGTCGAAGCTGATCTGACCTCCGATGGAGAACGACAGGCCTTTTCCTTTGAACT
CCTCCTTCAGCGCAGAAACAAACTTCTCTCTGATCTTCTCTTTCTGGTCCAGCTCGTAGA
ACTCGATCCGCTCCTCCTGACTGCAGCTGCGTCCAACCGGCGAGACGTTCAACATCCCGT
TACGGAACTCAATGAAAGTTCCCCTCTTCTTGGGCAGCTTGATGGTGGCCATGTAGTTCA
GGCAGAAGTTGATGAAGTCCTGCAGAAGCTCCTCCCCCATGTGGGCCTGAATGGACTGCA
CAGAGAGCAGCTGCCCGTTCTTGTAGGCCACCAGACCGTTCTCAGCGAACACGTAGTCCA
CCTTCTGGATCACGTCCGCTCCCAGCTGCTCCTTGATTTTACTGAGGTCCGACCCCCCGA
CCACGCCCACCCGAACCCGAGTCCTGAGCCTCTGCAGGAAGTCCGCCATGTCTGGAGTGA
CAACCTGTCTCGCAGCCGTTAACGTGCCGTCCACGTCGAACAAGCAGAGAGTGGTCGAGT
CCACCGTGGCGTCGTTCATCTTGTCTCGCGGCGGCGTCACGCGGACTCTCCTCTGTGCAG
TGATGGGCGCGTGCTGGCTGCGCGTGCACAACCCTCCAGCGTGTCTTCGGCAGT
>CL468Contig1
TGGAATAGTAAACATAAACTGTTTAACCTGCTATTTGGAACACAAAGCTCATTAGAAAGT
AGACAAATATGAAAACAGCTAATGCAACGCTTTTAAAAAATATATGTCAGGAAGTCAGGC
CTTGCTAACAAGAATAATTAAGGATGTTCTTTCACATTATCAAAACATGAGCAAAACTTT
CGATGGCGTAAAAGAAAAAACCCAAACACTTCACCCTGCGAGACCAGGCACAAAATCAGT
CACACACTACGCTGCATGCTGACTGAAAAGCACAAGTCAACAGTAAATGAGTTAGCTTAT
ATGAAATGGTAAAACTCAGAAAATGAATGGCACTGTGAAATATGTGGTCAGCTTTAGTTT
TCCAGCCACTGACGACGTATTTCACGTCACGTACTGTGACGAAGGAGAGAAATGTTCATC
AGTGAAGTGAACAGAAAATACTGGTAATTCCTCTTCAAAGGGGACAAACAGATTTTTTTA
AAACTTTTCTTTTGGACCAATGACCAAGTGGCATCGTTGAGGCCGACTAACACCGAGGAT
GGTTCCCTCTCAGTCATAGGGAGTTCTTAGGAAGGTAGATGAAGCCCAAGACAACAGAAC
TGGAAATGATTAACCCCATGGATGGAATGAGCTGAACTCTAGATGGAAGAATATCTGGGC
TCTTGGTCGCACTTTAAAAGCCTGATGGTGTTAAAACATTCATGTCCCGAGGCTTGAGCT
TGTGCGGCCGCTGGGGGACTCGCTTATCAGAGCCTGGTATTTCAGGCTTGGGGGGTTCGT
CGACCTTGAGAGTGATTTGGCTGTTGGTGCCGTCCATGGTGGAGGACTTCTGAAGGCCAA
AGTACGACTGCAGTGAGAAGCCTGTGCTGGTTTCGGAGCCCGGATCAGTGGGGGACTTGT
GCACCACCGACCGAGTTCCGAAAAAGCTCCACTTGTCTAAGCCTCCACCTCCTCCCTCGT
TTCCCCCCATGTCTGTGTTCGGATGGCGTCTGTCAGGCTCTGGAAGAGCGAGAAAAGGCG
CCGAACTGAGGTGGAACCAGTTCCTTCGATGAACAACTGGCGATGAGAGGGGACTGACAG
TGGGGGTGACACTGGGGGTAACAGAAGGGGTGACTGGAGGGGTGCCCCTCGCAGTGGATT
GTGCTGATGTTGTAAGCCTGTCCTCCTTGAAGTCCCCACTTGGCATTCTCAACTTCTTTT
TATGAAAAGCTTTCTTTGACGCCTCAGTTGGATGGATTCTTTCATTTTGTCCATATTTCG
TTTTTTTTATAGACAATTCTTTTTCCTTTCGGATAAACCTCAAACCGTGTAGAGGGCAGA
AGGCCTTTACCCCCGGCCATAATGCCCGGG
>CL468Contig2
GTGCCGTCCATGGTGGAGGACTTCTGAAGGCCAAAGTACGACTGCAGTGAGAAGCCTGTG
CTGGTTTCGGAGCCCGGATCAGTGGGGGACTTGTGCACCACCGACCGAGTTCCGAAAAAG
CTCCACTTGTCTAAGCCTCCACCTCCTCCCTCGTTTCCCCCCATGTCTGTGTTCGGATGG
CGTCTGTCAGGCTCTGGAAGAGCGAGAAAAGGCGCCGAACTGAGGTGGAACCAGTTCCTT
CGATGAACAACNGGCGATGAGAGGGGACTGACAGTGGGGGTGACACTGGGGGTAACAGAA
GGGGTGACTGGAGGGGTGCCCCTCGCAGTGGATTGTGCTGATGTTGTAAGCCTGTCCTCC
TTGAAGTCCCCACTTGGCATTCTCAACTTAGAAACTGCATCTGCTCGTCGATGGAAATGG
GTCTCTTCAGCAGAGAGGCCCTTGTGTGGTGAATAAGCGTCGTCTGTTAGGCCTGCCTTG
TGCTCAAACATATCTAGATTCTCCTGGGTTTGCTTGGTCATAAGTGAGCTCATGAAAGAG
GTGGCTTTGGCTTTCACGACTGGCACTGGTGACTTTGGCGGTGCAAATCCCTCAAACATC
AACGCCTTCTTGTCTTTCTGACCTTCCTCTTCTCTGCCTCTGAACCTGTGCTGTGGGATG
ATGGGGTCTTTCCATTGGGTGTTTACATTGATGTCAGGAGGGGGTGAATGCATGGGAATG
TCCATGTGCTCGTCATACCGGATACTGTGTCGGAGACCGATGGCTGGTGATAAGGGCGTG
CAAAAACCAGAGGGCATGCCTGATTCAATGGCTGGAAAATCTCCCGGCCCTGGGTCCATT
TTGACAGAAATCAGGAGGTGGCGATCAGCCGGATTTAAATCTGCCGATGCTTTCCTTTTC
CTCTCCCGGCTGGATCCCTTCACAGATTCAAGGATGAGTTTACTGCTGGGGCGACGATCG
>CL468Contig3
CTTTTTTTGTCTGCCAGATCGTCGCCCCAGCAGTAAACTCATCCTTGAATCTGTGAAGGG



ATCCAGCCGGGAGAGGAAAAGGAAAGCATCGGCAGATTTAAATCCGGCTGATCGCCACCT
CCTGATTTCTGTCAAAATGGACCCAGGGCCGGGAGATTTTCCAGCCATTGAATCAGGCAT
GCCCTCTGGTTTTTGCACGCCCTTATCACCAGCCATCGGTCTCCGACACAGTATCCGGTA
TGACGAGCACATGGACATTCCCATGCATTCACCCCCTCCTGACATCAATGTAAACACCCA
ATGGAAAGACCCCATCATCCCACAGCACAGGTTCAGAGGCAGAGAAGAGGAAGGTCAGAA
AGACAAGAAGGCGTTGATGTTTGAGGGATTTGCACCGCCAAAGTCACCAGTGCCAGTCGT
GAAAGCCAAAGCCACCTCTTTCATGAGCTCACTTATGACCAAAGTTGAGAATGCCAAGTG
GGGACTTCAAGGAGGACAGGCTTACAACATCAGCACAATCCACTGCGAGGGGCACCCCTC
CAGTCACCCCTTCTGTTACCCCCAGTGTCACCCCCACTGTCAGTCCCCTCTCATCGCCAG
TTGTTCATCGAAGGAACTGGTTCCACCTCAGTTCGGCGCCTTTTCTCGCTCTTCCAGAGC
CTGACAGACGCCATCCGAACACAGACATGGGGGGAAACGAGGGAGGAGGTGGAGGCTTAG
ACAAGTGGAGCTTTTTCGGAACTCGGTCGGTGGTGCACAAGTCCCCCACTGATCCGGGCT
CCGAAACCAGCACAGGCTTCTCACTGCAGTCGTACTTTGGCCTTCAGAAGTCCTCCACCA
TGGACGGCACCAACAGCCAAATCACTCTCAAGGTCGACGAACCCCCCAAGCCTGAAATAC
CAGGCTCTGATAAGCGAGTCCCCCAGCGGCCGCACAAGCTCAAGCCTCGGGACATGAATG
TTTTAACACCATCAGGCTTTTAAAGTGCGACCAAGAGCCCAGATATTCTTCCATCTAGAG
TTCAGCTCATTCCATCCATGGGGTTAATCATTTCCAGTTCTGTTGTCTTGGGCTTCATCT
ACCTTCCTAAGAACTCCCTATGACTGAGAGGGAACCATCCTTCGGT
>CL469Contig1
NTNNTTTNNTCTGGGTTGAAAGGATTTATTGACTTCCTGTTTGGTGGCGTTTACATGGAA
ATGCGACGGATGGATCCCAGTCTGGGACTTAAACTGCCCCAGTCATGGAACCTCCTGTAT
TCTCCGGGGCGCACCAGGTACTGCCGCCCCCTGTAGTGGGGGTGCTCGTAGAAGATCCAG
TTGCCGTCCATCACGTTGCAGGAGTTGATGTCCTTAAAGTGGAAGCGTTCATACAGGGAG
GGGCAGTCATTGGTCAGCTCCATCCTCTGGCCTCCAAACTCTGGGCGCTCGTAGATCAGC
ATTTTGTGAGAACCTTGGTGCCCGGGGATCATCCTGCAGGACCGCACGCAGTCGTTGAAC
CCCATCCAGCGCTGGTAGTCCGAGTACTCCCCCCTCTTCAGGAAGTACTGGTAGCCCATG
TAGTTGGGTCTCTCGTAGACCATCCAGTGTCCGCTGTCCACCCGGATGGAGTTGCAGCGG
TGGAAGTGGGAGTGCAAGTCGGCGCACTCGCTGGTGCACTCATAGGAGCGGCCCTGGAAG
TTCCTGTCCTCGTAGAAGACGATCTTACCCATTGTGTC
>CL469Contig2
AATGGGACTTTATTACACATTTACAATGTTTTTGTTTTTAATTTCAAGGCAAAGTAGTTA
TTTATTGCTATTCACACAGGTTTTACGTTAGACGACAGCTTTCTTAATACATTTAGGGGA
GACAAAAGAATGAAAATAACCAAAATTAAGTATTTATTCTTCACCATCAAACTTCTTTGT
CACAATTGATGCTTTATTTATGTTCGATAGATTTGATTGAATGTTCAGGTGGTTTTCATC
AGCCTGTAACATGAATGTTAGCATCTTTAATATTCTTAGGTCTGGATACATGTGAAAGTG
CATCAGATATGTATCACCGCATCAGTTATGGGAAAACAGGGTGTGTTGCGTCTCATTGTG
TGTTTGTCTCGGATTGTATGCTTGTGTCGGCGTGGGCCTTCACAAGTCATCGGTCTCGCC
GTCAAAAGCGACTTCCAGGTCCGTGTGGATGTGTGAGGCCTCGTCGCTGCAGACCCAACC
GATGGGCGTGCGGTTGAAAGAGGGCCGGGAGCGGATGTCGGCCTGCAGGGTGGGGAGAGG
CTCCAGCTCCTCGTTGGCAGTGTTAAGCTCTGGAAGCTCAAATGTCAACAATTTGGAGGC
TTTATTAAAGCCTCCAAATGGTATAGCCATTCTGTTAAAGCTCTTGTACGTGGGCATCTC
TGGGTGGTCTTTAATAGGTCCCGGCATGGAAGGCTTCAGAGTGGCTCTTAACTCTTCATT
GTCCTTCATTGCTCGTTCCCAGGGGGAAACGTAGGTACGTACATACTCCTTCCTTCTCTT
AGCCTTCTCTGCCTCTTCATCCACACTCTGATCCACAATTTCTTCCTTTGGTTTCTCAGG
CTTTGGTGGAACTGGAGGGGACATCAACAGGTTCTGGAGATTCTGTAAATTCTCATTGGT
AACAATAAACCTCTCGACTCTCTGCTGCCTCATTTGGAACATCTTGGACCCTTTGTTCTT
GAGCAGGGACAGCTCCTCCAACATCAAATCTTTGGGCGTCTTGATCTTGGTGCCAAGATC
AAGTTCAGCAGCTTCAGGGTCCAGCTCATCCTCATTCTGGCTGATGTTGGACAGGTCAGT
GATGATCTTATTGGCCTTCTTCCTCTTGCTTGGAGGGACAGGAGTTGTAAGAGACATGGC
TGAAAGACCAAAGTATCCAAAGTAAGACACAGGTCCCTGAGAAACAGAAATTTAGACTCC
CAGAGCTGGTATTGTAGCACCTGCCCTCTCCTCGTGCCGAATTCGGCACGAGGCGGACTA
CCAGCGCTGGATGGGGTTCAACGACTGCGTGCGGTCCTGCAGGATGATCCCCGGGCACCA
AGGTTCTCACAAAATGCTGATCTACGAGCGCCCAGAGTTTGGAGGCCAGAGGATGGAGCT
AACCAATGACTGCCCCTCCCTGTATGAACGCTTCCACTTTAACGACATCAACTCCTGCAA
CGTGATGGACGGCAACTGGATCTTCTACGAGCACCCCCACTACAGGGGGCGGCAGTACCT
GGTGCGCCCCGGAGAATACAGGAGGTTCCATGACTGGGGCAGTTTAAGTCCCAGACTGGG
ATCCATCCGTCGCATTTC
>CL470Contig1
CCTACTGGAACTCCAGAGGAGAAACAGCTGAGAGGGCCGGGTGAGGTTCCGCCAAGAGAC
CCCAGCCCCCCCGCCATTTATTTACCAACAACGGGCGTCTATTTCCTCAACGCTGAAACC
GTCCTTCCACGTCAGCTTCCCTCTACCTCGACTAATAAATGCCAAGAGACATCACAGCAA
CGCCAGCAGACAAGGACCCCAGCTCAGAACTGGACGCAAAGACGATCCGTAGGAAAAATA
CGTAAAGAAAACAGCAACAAAAGCGCACGGATCGTCGCCGTGGCCTTTCTCAATGCATAC
CCTTTGTGCGCGAGGAACGATGAAACCAGAGATCACCGCCGCCGTCGGATTTTTGTCGAG



ATTTCTGAGGGTGAAAGGACACGTAAACGACCGACAGGTCCAAACGTTCAGCCAAAGCTT
ACAGGACATTTTGGCAGAGCAATATAAGCACCACTGGTTCCCAGACAGGCCCTGCAAGGG
TTCTGGCTACCGCTGCATCCGCATCAACCACAAGATGGACCCTCTGGTGGGGCAGGCGGG
CCAGCGCATTGGCCTGACCATCCAGCAACTCTACCTGCTGCTGCCCAGCGAGCTCACGCT
CTGGGTGGACCCCTTCGAAGTGTCCTACCGCATTGGCGAGGACGGCTCCATCTGTGTCCT
ATACGAGTCGCAGCCTGGTCCCATCGGAATGCCAGTGTCGGCCACTGTCGGATGCCCCTC
AGGAAACGGGTCGGTGAGCTCCATGGTGGACACTCGCATCAGCTGCAGGGATGAGGTGAG
GGTGCTGGGCCGTACCAGTCCCTCCAAGACCTACAATAATATGATGACAGTGTCCAGTTA
GAGAGGGACGCCGTCACCCCAGCCAACGTTTGTCCAGGGTCGCGTTGCCGCTGGTCAGAT
CATGGTGAGCCTTTTTAAAGCTAAGAAAATGAAATTGTGAAAAAAAAAAAAAAAAAAAAA
AAAAAA
>CL470Contig2
ACTCCAGAGGAGAAACAGCTGAGAGGGCCGGGTGAGGTTCCGCCAAGAGACCCCAGCCCC
CCCGCCATTTATTTACCAACAACGGGCGTCTATTTCCTCAACGCTGAAACCGTCCTTCCA
CGTCAGCTTCCCTCTACCTCGACTAATAAATGCCAAGAGACATCACAGCAACGCCAGCAG
ACAAGGACCCCAGCTCAGAACTGGACGCNAAAGACGATCCGTAGGAAAAATACGTAAAGA
AAACAGCAACAAAAGCGCACGGATCGTCGCCGTGGCCTTTCTCAATGCATACCCTTTGTG
CGCGAGGAACGATGAAACCAGAGATCACCGCCGCCGTCGGATTTTTGTCGAGATTTCTGA
GGGTGAAAGGACACGTAAACGACCGACAGGTCCAAACGTTCAGCCAAAGCTTACAGGACA
TTTTGGCAGGTAAGGAAACCAGGAAAAATATGGCTTTGAAGCTCCTGGGATAGCAATATA
AGCACCACTGGTTCCCAGACAGGCCCTGCAAGGGTTCTGGCTACCGCTGCATCCGCATCA
ACCACAAGATGGACCCTCTGGTGGGGCAGGCGGGCCAGCGCATTGGCCTGACCATCCAGC
AACTCTACCTGCTGCTGCCCAGCGAGCTCACGCTCTGGGTGGACCCCTTCGAAGTGTCCT
ACCGCATTGGCGAGGACGGCTCCATCTGTGTCCTATACGAGTCGCAGCCTGGTCCCATCG
GAATGCCAGTGTCGGCCACTGTCGGATGCCCCTCAGGAAACGGGTCGGTGAGCTCCATGG
TGGACACTCGCATCAGCTGCAGGGATGAGGTGAGGGTGCTGGGCCGTACCAGTCCCTCCA
AGACCTACAATAATATGATGACAGTGTCCAGTTAGAGAGGGACGCCGTCACCCCAGCCAA
CGTTTGTCCAGGGTCGCGTTGCCGCTGGTCAGATC
>CL471Contig1
GTCCACCTCGACCTCGTACGATCCCGGTTTTGACATGGAGAGCACCACAGACGAGGACAC
GCGCACTACAACAGAGGCCACTCCTGAGCCTACGACTGCTGCACCCACCATCAGTGCCTC
GGTCCCATTCAGACCCAGAGTTCCTATCACGACAGCCACCAAGGCGGCTCCAACAGAGAG
AACCACGCGGCCTCAGCAACCCACAACGACGCAGGAGGGGACCAATGAGGTGGGCGCTGT
GGGACCAAGTGGAGACTTTGAGATCCGTGAGGATAACCGTAACAATGTCGGCAGGGAACT
TCCAGGAGATCCGGATTTGATCGGCAACACCGTGGATGGAAGCAGCTCGGCTGCGCAGCT
GCCACAGAAGAACATTCTGGAGAGGAAAGAGGTTCTAATAGCGGTGATCGTAGGAGGCGT
GGTGGGTGCTTTGTTCGCCGCCTTCCTGGTGATGCTTCTGGTCTACAGGATGAAGAAGAA
AGACGAGGGCAGTTACACCCTGGAGGAACCCAAGCAGGCCACCGTCACCTACCAGAAACC
AGACAAGCAGGAGGAGTTTTACGCGTAACACTCGAACACCAGGGAGGCGCATCGCACACC
GGGGGAGAAACAAGCAGAAGAAGAGAGGAAGATACTCTATGCGCTCCCCTCCTCCTCTTC
CTCCTCCTCCTTTTCCTTCTCTTCTTCTTTGTTGTCCCCCCTCCTCCCCATCTGCTAGCC
TCTCTTCATCCCTTGTCTCCAAAACACTTGGGAGCGCCTTCCTCTTTGGGGACCTTCTTT
TCAATGAAAATGAGGAAAAAAGCGAGAAAGAGGGGCAAAACAGAAAATCCAAATATATTC
AGCAAAAATAACACATACACACAAGATGTTTTTAAAGTAAGTGTTGTTAATATTCTGGAG
ATTCTCTTGTTCTGTATGTAATGATTATTTTGTAAGAAAAAGCATTTTTCTCCTATCCTG
TGTTATCCAAAACGACAAAAATGTCCCTCTTCGGTTTCTACTGAGCAACCACAACAAGAG
AAGAAAGGATGGGGTGGGGCAGAGCAAGATGGAGGAAAAAAACAAATCAATGGATGGCTC
AACTTTGCCCCTTGTCCCCAGGAAAAAAAAAAAGGAAAAAAATCTTGCAGAGCATCTGGT
TGGCCGTGCAGAGCCCACAGGTCAAAGGTGAGAGGAAAGGTCGTTTTTGTGCCTTCCGTA
CCTCTGGTGCTCAAAAAGACACATACACGCAGCCACATAAACACGAGCTTGCACGCGCAC
ACTGGTATCTGCTTGACGGTGGCTCTGACTTCTCGCTCTGCTCGGCCAACCAGACAACGG
TGCTCAGCCTTCGCCGTGTTTCACAGTGTGGAGGAGCCATTGTGGAAACTCCGGCCGGAT
TGACCGGCGGCTCCTTTAAGCTGTACAAAGACTAGTTATGGATAGTAATAATAATCAATA
ATATATCATCGTTTCTGGGCTGGATGGTGAATAATAATAATGAAACAGTAATAATAAACG
GGAGGATATGTATTTAGCAGTTTAAAAAAAAAGTTTATGTGTAAATATCAGCGTATTCTT
TCCGGCATCACTAACCTGCATGACCATGAAGAGTTTTTATCCGTCACCCCACTTAAGCTG
AGCTGCGCTCTCGTCGCACGGACGCACACACTCCTTCACACACAGCTGCAGACAGGAAAC
ACCGCACAAACTTTGGGTCATATCATCTGAACACATATCAAAGCGGACGTTGTCCTTCAG
ATGCTGAGCAGTCGTGATCGACGCCAAAACGCGGTTCTGTTGGGTTGCTATCAGCCAGTT
GTTTGGTGGTTTTAGAGCTTGATCTGTTTGTGTAAAAGCACAAATAAATGTACAGCCATC
ATGTCATCTGTTTCCATCCCACCTTGCATCTCAGACTGTCTGTTTTGCATGCTTTTTTTT
TTTTTTTA
>CL471Contig2
AACTCATTTGTTGTTTAAGTTTGGAGAGTAAATCATGACCTTCCCCTTCTGTGGGACCAC



TTTTGAGGGGGGGAAGTGAGAGGCGAAAGGAGGCATTTATCGAAGAGATTGTAACAATAA
CCACACCAGTGCGACTGGCAGAGTAGCTTCTCCTATACTGTAGGAAAAAAAATGCATGGG
AGTCAAAACTATAGTCGTCTGGGTGTGTTTGTGTGGCTGGCTGCCTGTGTGTGCTTTTTG
TCTGCATCAAACAAAACAGGGGTGCAGTGAAGTTGAAGTGTCTTGTGGTCGAGAGTGTGT
TTACCTTCTCCAGCAATTCTCACGCTCTTCCACAGACGGGTAACATACCGTCAAGGCTCC
TGTGTGTTTGATCTCCCCGTGTCATCCAAGTGAGAATGTGTCTGCGCCTCATCTGAACCT
ACCACCTGTTTGTGTGTCTGTGTGTGTGCGCGCGCTACCTTGGAATTTCACAGCAGACTC
TTGTGTACACTTCACTAGTCTGTCCAAGTGTGTGTGCACATTTTCTTTTTTTGTCTTTTC
ACTGCTGAATGTGGGACAGTCTGTCCCTCACAGTGGCTATCACACACACTGACTGTGTCT
TTTCACTGTCTCTCTGGCTTGTCTACCTGTCTGTCTGGGTCACGACAGACGGATGGACGC
ACGAGACGCCGTCGTCTCAAGGGCAGGAATGATCTTAACACGTATTATCTTTTCTAAAGT
GACTGTCAAAAACAAAGTTGTGCGTTTGTACCCATTTAAGCCTGCGTAGCCAAATAAAAC
AAGCGTGTGTGAGAAAGAGGGTAAATTTGTAGGTGTATGTATGCAAGCCTGTATGTATGT
GTGCGTGAATCTGTGTGTGTGAAGCCAAGTGAAGGCTACACTTCTCTATGTTTGCTGTTC
CCATTCCTGTTTTTATACATTTGCATTTTTTTAAGGCTGAGTTTCTGTCATTGGCTGAGT
GGGCGAGAGGAGGCGGATCCTCCATGCCACCGCCCTGTCACTAATCTGCCACTCTGTTCC
AAATAAAAAACCTGATTGGGTTAAAAAAAAAA
>CL472Contig1
GGTCAACGCCATCTGTTATGGAGCAAAAATCATGCTGCCAGGTGTTCTCAGGTATGAAGA
TGGCATCGAGGTTAACCAGGACATTGTTGTCATAACAACCAAAGGAGAAGCCATTTGCAC
AGGTGAGGTTTGTGAAGGACATGTACAGGTGTGTACAGGCCACATGATGACTACAGAAGC
TGCAGCAGCCTTCGGGCCGTGGCGACCTTTTATCTATCACCCTTGTCTGATGGCCTGTCG
GACCAAACGTTCGATTCCTGGATAAAGCAGACATAAGTGACAAATGCTTTCTGCTCTCCA
GCTGTTGCCCTGATGACCACGGCCGTCATCTCCACATGTGACCACGGCTTTGTGGCAAAG
ATCAAAAGGGTGATCATGGAGCGGGACACTTATCCTCGAAAGTGGGGTCTGGGCCCAAAG
GCGACTCAGAAGAAGGCGATGATTCAAAAGGGTCTCCTGGACAAACATGGAAAGCCCAAC
GGCAGCACGCCACAGGACTGGAAAGAGCACTATGTGGACTACAGCGTCTCAGTGGCAGCA
GCAGAAAAAGCTCCTGACTCTTCAGTGAAGAGGAAAAGGGAGGCATCAGGCAGTGATGGC
GAAGCGGCGCCCACGAGCGCGTCCCCAGAGGAGATGAAGAAAGAAAAGAAGAAAAAGAAA
AAGGAGAAGCGGTCCAGAATGGAGGAGGCGGAGCCACAGGAGACGGACACAGTGCAAGNA
TCAGGTCACAGAAAGTGCCAA
>CL472Contig2
TTTTTTTTTTCCAAACAGAAAATTTATTTTATTTTGCCATAAAAAAGTAAAATATTTACA
CAAGAATTTGATCACTTCTATACAAAAACTCTTCTGCTTCTGAATGTTGTCAGCATGAGG
TCGTTTCTGCAGGCACAAAACACGCCATCCCCACAGACGCCATGACACCGCCACAGACTG
CTGAGGCCCATTAGAAGTTCGGACAAGCCCGTTTATGACATCATCACTCCGAGCCAGGTT
CTTCTCGTTTCTTCTTTTTTTTTTTCTTGGCACTTTCTGTGACCTGATCTTGCACTGTGT
CCGTCTCCTGTGGCTCCGCCTCCTCCATTCTGGACCGCTTCTCCTTTTTCTTTTTCTTCT
TTTCTTTCTTCATCTCCNCNGGGGACGCGCTCGGGGGCGCCGCTTCGCCATCACTGCCCT
CGNGC
>CL472Contig3
CCTTTCTGTGACCTGACTTGCACTGNGTCCGTCTCCTGTGGCTCCGCCTCCTCCNTCTGG
ACCGCTTCTCCTTTTTGCTTTTTCTTCTTTTCTTTCTTCATCTCCTCTGGGGACGCGCTC
GTGGGCGCCGCTTCGCCATCACTGCCTGATGCCTCCCTTTTCCTCTTCACTGAAGAGTCA
GGAGCTTCTGCTGCTGCCACTGAGACGCTGTAGTCCACATAGTGCTCTTTCCAGTCCTGT
GGCGTGCTGCCGTTGGGCTTTCCATGTTTGTCCAGGAGACCCTTTTGAATCATCGCCTTC
TTCTGAGTCGCCTTTGGGCCCAGACCCCACTTCCGAGGATAAGTGTCCCGCTCCATGATC
ACCCTTTTGATCTTTGCCACAAAGCCGTGGTCACATGTGGAGATGACGGCCGTGGTCATC
AGGGCAACAGCTGTGCAAATGGCTTCTCCTTTGGTTGTTATGACAACAATGTCCTGGTTA
ACCTCGATGCCGTCTTCATACCTGAGCACACCTGGCAGCATGATTTTTGCTCCATAACAG
ATGGCGTTGACCGAACTGTCCTTCATCACCAGCCGCCGGTGCGACACCAGCAGCTTCTCC
AGGGGGAAAATGACCCTTCGCAGGTACGTCTCGTCCTTGTTGTGGTCAAACTGCCACTGC
GCGTCTAGAACGTCGTGCATGGTTACCATGTTGTCCTTCTCCCCCAAAACGCCAGATCGG
ACTCTCCTCAGCTCCTGCATCTGACCGCCAACGCCGAGGAGCAGCCCCAGGTGCACACAC
AGAGTCCGGATGTATGTTCCTGCTTCACAGCTCACCCAGAAGATGCCCAGCCTTCGTTCC
GGGTCATACTCTATCAGTTTGCTCTCATAGATGGTCCGGACTCTAAGCTGGCGCTTCACA
GCAGCGATCAGTGGCGGCCGCTGGAATAAGGCTCCTGTAAGCGTTTCCAGTGCCCGGGCC
AGAGCGTGCTGGTTCTCCACTGCATTGTGCAACCGGACGATCCCCACATACTCTTTACCT
GCACTCTGCTGCGATTTGACCAATCGTGTGGCACGGTCTATACACACAATCAGGCAGCCA
GTGACCTTGGGATCCAGCGTCCCACTGTGTCCAGTTTTCTCCACTCGCAGAATCCTACGA
ATCCACGCAACCACCTCATGGGATGATGGGTTGGCTGGCTTGTCCAAATTGATGAAGCCA
GACCTGACGTAATCTGCAATGTTCCTCTTCAGGGGGTTGCTGCCGTTGGGCAGGGGAGTG
TAGTGGCCCGTCCGCACATTCAGCTTATCGAAGTTCTTGAGAAGGAGGGGCCATTGTGAT
GTGTTTAAAGATGTTGCCTTGGACTCTGGCTGGATGAAAAAGTCAGCACTCCTCTGGATC



TCCCCAACTTCTTCATCGCAGACTTTCTTCCCTTTCTTCTTTTTAACAGATGCTACTTCA
ACCTCCGCCATCTTCTTCCAAGTGACTGCGTGCGAGCGTCCGCCTTCTTATTCTTTGGTC
TACGAGCACCGGAAGACCCCCCGCTGATTCCC
>CL472Contig4
TTTTGCCTAAAAAAGNAAAATTACCAAGAATTTGATNCTTCTATACAAAAACTCTTCTGC
TTCTGAATGTTGTCAGCATGAGGTCGTTTCTGCAGGCACAAAACACGCCATCCCCACAGA
CGCCATGACACCGCCACAGACTGCTGAGGCCCATTAGAAGTTCGGACAAGCCCGTTTATG
ACATCATCACTCCGAGCCAGGTTCTTCTCGTTTCTTCTTTTTTTTTTTNTNGGCNCTTTN
TGNNACCTGATNTTGCNCTGNGTCCGTNTCCTGNGGNTCCGCCTCCTCCATTNTGGACCG
CTTCTCCTTTTTCTTTTTCTTCTTTTCTTTCTTNATCNCCTNTGGGNACNCCCTCGNGGG
CNCCGTTTCNCCATNACTGCCTGANGCCTCCNTTTTCCTNTTNACTGAAAAGNCAGGA
>CL473Contig1
CGGCACGAGGGAGACAAGAAGCAGCTAGAGTTCAAGTTGTTTCTTTAAGCTGAACTGCCT
TTGACGCATCACAATCAAACGGATTTCTGACTAAAATGGCAAACTCCAGTGACTTTCAAG
TGAAGGAGCTGAACAAGCGTGCATCAGGTCAAGCTTTTGAGGTCATCCTGAGCCCCTCAA
CTCCAGACACCAAGGTGGATTTCCCCTTGTCCCCCAATAAGAAAAAGGAAACATCACTGG
ATGAGATTAAGAGGAAACTGGAAGCTGCAGAAGAAAGACGCAAGAGCCATGAGGCAGAAG
TGCTGAAACATCTTGCTGAGAAACGTGAGCACGAGAAGGAGGTCATACAGAAAGCTATGG
AGGAGAGCTCCAACTTCAGCAAGCTGGCACAGGAGAAACTCAACCAGAAGATGGAGGCAA
ACAAAGAGAACCGCTCCGCTTCGGATGGCGGCCCTCAACGAGAAGTTCAAAGAGAAGGTA
AGCGCCAGAGGCCCCAGCAGACGCTTCTGAGACTGATGGTGAAGAAGGAAAAGGTTTATA
ATGAATTAATTGCTGCACTCTCCAAACTCTGAACAGGACAAAAAGCTCCAAGAGGTGAGG
AAGAACAAGGAGTCAATGAAAGACCCGGAGAATTAAACTATTCATCACAACAGCAGCCTG
TACATGTTCAAAGATAAGCTACGTTTTTGCAGAAATCTTCTCCGTAAACTGTCACTGTAG
ATGGAATGATACCAGTTAAGGATGGATGCTAAACATTTGTAATCCTCCCGATTTCTCTTT
GGCAGCTGGCTTTACAGTATCTTATCTTATTGTTTTGATAGAGACATTTGCTAGAAGTAA
AAATGTTAATAAGGCTGGAAGTCTGACTAAGAATGTTTTATCTTCAGGATTCCTATGGGA
CTGTTGAACATATCTGTATTAGTCAAAAATAAATTATCTTACTTTTATTTCATGATCAAC
GTCAGTTATAACTGACCCCATGTTTCACTTCTTACTGTTGCATGTCTGTTAATAAA
>CL473Contig2
TTTTTTTTTTCAGCAGTATCAAAAAATATTTATTAACAGACATGCAACAGTAAGAAGTGA
AACATGGGGTCAGTTATAACTGACGTTGATCATGAAATAAAAGTAAGATAATTTATTTTT
GACTAATACAGATATGTTCAACAGTCCCATAGGAATCCTGAAGATAAAACATTCTTAGTC
AGACTTCCAGCCTTATTAACATTTTTACTTCTAGCAAATGTCTCTATCAAAACAATAAGA
TAAGATACTGTAAAGCCAGCTGCCAAAGAGAAATCGGGAGGATTACAAATGTTTAGCATC
CATCCTTAACTGGTATCATTCCATCTACAGTGACAGTTTACGGAGAAGATTTCTGCAAAA
ACGTAGCTTATCTTTGAACATGTACAGGCTGCTGTTGTGATGAATAGTTTAATTCTCCGG
GTCTTTCATTGACTCCTTGTTCTTCCTCACCTCTTGGAGCTTTTTGTCCTTCTCTTTGAA
CTTCTCGTTGAGGGCCGCCATCCGAGCGGAGCGGTTCTCTTTGTTTGCCTCCATCTTCTG
GTTGAGTTTCTCCTGTGCCAGCTTGCTGAAGTTGGAGCTCTCCTCCATAGCTTTCTGTAT
GACCTCCTTCTCGTGCTCACGTTTCTCAGCAAGATGTTTCAGCACTTCTGCCTCATGGCT
CTTGCGTCTTTCTTCTGCAGCTTCCAGTTTCCTCTTAATCTCATCCAGTGATGTTTCCTT
TTTCTTATTGGGGGACAAGGGGAAATCCACCTTGGTGTCTGGAGTTGAGGGGCTCAGGAT
GACCTCAAAAGCTTGACCTGATGCACGCTTGTTCAGCTCCTTCACTTGAAAGTCACTGGA
GTTTGCCATTTTAGTCAGAAATCCGTTTGATTGTGATGCGTCAAAGGCAGTTCAGCTTAA
AGAAACAACTTGAACTCTAGCTGCTTCTTGTCTCTGGTCAGACCGCCAACATCTGCACCT
TCGCGCCCCC
>CL474Contig1
ACCCGGGCATTATGGCCGGGGGAAGGGAAGAGCAAGATGGCGGAGCGTGGCTACAGTTTC
TCCCTGACCACATTTAGTCCCTCTGGTAAACTGGTCCAGATCGAGTATGCACTGGCAGCT
GTAGCAGCCGGAGCTCCTTCCGTTGGCATCAAAGCTTCAAATGGAGTAGTTCTGGCAACG
GAGAAAAAGCAAAAGTCTATCCTGTATGACGAACAAAGTGTGCATAAAGTGGAGCCCATC
ACTAAGCACATAGGCATGGTCTACAGTGGGATGGGCCCTGACTACAGGGTTTTGGTGCGG
CGTGCTCGGAAGCTGGCACAGCAGTACTACTTGGTGTATCAGGAGCCAATTCCCACAGGC
CAACTTGTGCAGAGAGTGGCCTCTGTGATGCAGGAGTACACACAGTCTGGTGGAGTGCGC
CCGTTTGGTGTCTCGCTGCTGATAGCTGGATGGGACGAGGACCACCCATACCTGTTCCAG
TCTGATCCCTCTGGTGCGTATTTTGCATGGAAAGCCACAGCCATGGGAAAGAATTACGTT
AATGGGAAAACATTCCTTGAAAAAAGATATAATAATGATCTTGAGTTAGAGGATGCCATC
CACACAGCCATTCTGACACTCAAGGAGAGCTTTGAGGGTCAGATGACTGAGGAAAACATT
GAGGTGGGAATCTGCAATGAGGCTGGATTCAAAAGACTCACCCCAGCAGAGGTGAAGGAC
TACTTGGCAGCTATTGCGTGAACACATCTCCCTGACGGCGGGGCCTTCTGCCCTCACTTC
AAGACAAACACTTGAGTGCAGTAGCCAATAATCTCATGACACATTGTTGTAGACCACTGT
TTTCCGATGTTTTGTCTTTTTTGTTGAATGATTAAATATTTACAAGGCATCCCCTTTAAA
GCATCACTATATGCAGAACAATAAATATTATAAACTAGACTCCTGCAGCCTGTTGACCAG



CATAGACGGCACTAATGTGGTTGTCTCAGGTTATACCCCGGAAATATCCATGTCACACTG
TACTGTGTCATGTGACAATTGGCTACTGTGCAAAAGAAACGATTGCTGGCTCCAGATAAA
TATATTTTTAAGCTATCCACCGAATTCTGATTTTCTTGCTCAACTCTTGTACTTGTGGCC
ATGCTAAGTTTGCATTAAGGCAAAGTTCTACAGAACGTTTCTGTGCAAGATCTCTCTAAA
AATGCAAAATATTTAAATTCAGGCAAAATATTTCATTTAAGTCCAATTGGTTAAAAATCA
AATTAGAAATCAGGTCATCTACAAAGTACAACTTGAAAAGGTTTAGTGGGTGGTCTTAAA
TTTTGAGGAATATCTGGTTGCCTATACAGCTGTTTTACATGTACTTTTTTCATTATAAAA
ACGATTCTTAAATTTGTATTTTCAATTCTGTTATCTGCCACTTAAATAAAATAAAAGAAA
TGCCAAANNAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL475Contig1
AAATCTTTATTTCACGTCAGGCCAGGCTGTACAAGATCATCAACAGGACGTCCAACAGAA
GGAAGAGAAACTGCTACTTCCTTTAAACAAAGACGGCCAATAATAAAACAAAACAAGCTT
CCCTCTTCTGGCCCTTTTGGAATGTACTTTCAGTCTCTAAACTTTTATCAGTCTTAGTAA
AAAACAATCATTAAAAAAAAGTTTGGGATTCAAATGGCACTAAATCAGAATCATGTAAAT
ATGAATATGGAGGTTTATCAACAACTTTTCCAGAAAGTTCTGATGAATGCTTGGATTGGA
TCAATATTCGTGAGGATGTGCTCCTGCAGAGGACGCTACAACGAGACGCTAACCGTGAAC
GGAACATTTCATCGGATTCACACTCTGAGGTCCGGGGGCCTCAAGGCACAGCTGAAGACG
AATCATACAAAAAGGTTCCAACAAAGTAAGTAGAATTGTTAGTTATTAGCCGACTGAAGA
GTGGAGGCTCTCTTCTCTGTGTTCTGGGTCGGTCTGGGTCCAGGCGTGGATGTGGGGAAG
GCCAGAGGTTCCAGTGGAAAGGTGCTACTGCTGGGCTTTCTTTGCTTGAGCTACGGCCTC
CTTTGAACCTGGAGGAGCAGTCAGACCCAGAAAAGCATACACAGCGTTGTCCTCTCTGGC
ATCAAAGAAGGCTTCATAGTTCCCGCAGTATTTGCTTTCGTTAAATATCTGTGGAGGCAG
GGGGTTCCCAGTGGCAGGTCTGGACTCCTCGGGTATATTCTCCCGCATCCACTTCCTGTT
GGCCTCGTTGGCTGCGATGTCGCACTCCTCAAACTCGATCCTATTGGCTGCCAGGAAGCC
CATCACATCCTGCTGCTGCTTTTTGATCGAGGTGGATCCTGAGGACGATGCTATGTACAC
TTTGATCACCATCTTCTTCCTCTTGATGCTCTCCGTTCCAGCAGCTGCTTTGCTCGGCTT
CGTGCAGGAAGGATGACGTGAAATAACAACAACAAAAGGACACAACAACGGAAAAAAACT
ACAACAAACTTCGAAAACCAAAAAGAAGCAGCGTTCAGATGTTCGCAGCGCAGACTATCT
GCGCAAATGCTCCCCGGCCATA
>CL476Contig1
TCTCGGCGTTGACACAGTATCACACCATATACTATTAAGAGCAAAAAAATAAAAACTGCC
ATAGGTTAGTACAGATCATTTATTAGGAATTAAGTATTTGTAGGATATATACAAAAACTG
GTATTTCTTTCTTGAAACTACTAATAGTGGATCTTGACGGCGGCATTGGTTCGACGCTGA
AACACGCAGCTTCAGGAACTCTTTAAGGCAATGAGCAGGTTTCCTGTTATTACTCTTGCT
GAAGCTGTTGAAGTCTGTTGAAGGTTTGGTGGAGCGCGGCTCTTCACTTGCTCAGTGCTT
CCGTCATCTCAGGAACGGCCTTAAAAAGATCTGCCACTAAGCCATAGTCAGCCACCTGGA
AAATGGGAGCTTCAGGATCCTTGTTGATAGCAACAATAGTCTTACTATCTTTCATTCCAG
CCAAATGTTGAATCGCTCCTGAAATACCAACTGCAATGTACAACTCCGGAGCTACAATTT
TGCCTGTCTGTCCAACCTGCATATCGTTTGGGACAAATCCAGCATCCACTGCAGCTCTAG
ATGCTCCAACTGCAGCGTTCAGTTTGTCAGCAAGATCATAAAGCAGCTTGAAGTTGTCTC
CACTCTTTAATCCTCTTCCTCCTGACACCACAACCTTTGCACCTGTCAACTCTGGTCGGT
CACTCTTGGTCAAACTCTGTTCAAGCCACTCTGACACTCCAGCAAGAGCAGCCGGAGCAA
CATCTTCTGAAGCAGCACTTCCTCCCTCCACTGAAGCTGCCTCAAAAGCCGTCCCTCTGA
CAGTGAAGACCTTCACTGGTTCATTGCATTTCACTGTGCTGAGGGCATTTCCTGCATAGA
TGGTCCTTACAAACGTATCAGGAGATTTGATTTCGATAATATCTGAAATTGGGGCGACGT
CCAACTTTGCAGCGACTCTGGGCAGCAAGTTCTTTCCGAAAGCAGATGCACCAGCGCAGA
TGTGAGTGAAGTTAAACTGCTTTTGTGTTTCCAGAATAAGTGGAGTCAACTCCTCTGGCA
AGGCTCCTTTGTAAGCGTCATGTTGCGCCACCAGAACCTTCTTCACACCTTTTACTTTGC
TTAGCTCCTCCACAATCTTGGCACAATTTGTGCCTGCAACCAGACAAGCTACATCTCCAC
CAAGTTTACTGGCGGCAGTGATGGCGTTGAGAGTAATAGGTGTCAGTTTTTCATTGCTGT
GTTCTGCAATGACCAAGGTGCTTTGAAACCGCTGGATGAGGCCAGTCAGGTTCTTCAAGG
AACCTTTGCTGAAGACCCGGTTCATGTCGAATGCTGGAGTTTGCTTTACTCTGTAGCAGT
GGCAAAGCTGGACATCTGCGGAACTCTCGCGATAAAAC
>CL477Contig1
TTTTTTTTTTTTTTTAACTGCAAAAACAAACCAGTGTTTAATGTGATCATAGTTTAATGA
GTAATACGGAAACATTTGTCCTCCCATTTTACAAAAAGAGCATCACGGCGTCTGGAAACA
CCAAGAGCATGGCAATTATGAAAAACAGCAAAAACATGTTCCCACAGTCCAGAATACTCG
AGAACAACCATCATTCTCTCCAGGAGAGAACAGTCCATGAGGGCCATCAGTTACCATGTG
GTCAAATCTCAAATATCAGCTCCCTGAATGCAGGTCTACTTATAGACAGAGACCCACATA
CTGAGGACAGAAAGTGGAGCACCATCCAGAGGAAGATGGTGCAGTATGAGAAAGGACCAC
AGAGGAGGAGCACTCATTTCTTCTTCTTCTCATCTTTTTTGGCGCCATCTGGTTTGTCTT
TCTCGTCTTTCTTTTCCTTCTCATCCTTCTTCTCTTTTTTGCCGTCGTCCTTCTCCTGCC
CTTCTTTCTTTTCTGCGTCTCGGTTGGAAATCTTGTTGTTGATCAGATTGTGCAGAGCCA
CCACGGAGCGGATGAGCGAGGCCAGGTACACCACCAGCATTTGGTCATTCGTCTTCAAGT



AGAAGGCTTTTGTGAACTCCAGCAGATTTACATCTGGCAGCAGGTTGAACACGTCCTGCA
GCTGATAGATGATCTGATGGTTGATGGGGAGTTTGCCTGCAGCCACCCTCTCGAGGTAAG
AGCGAATATCCAGCAACTTGGAGTTCAGCCCCTTTAGGCCATGAACCTGGTTTGTGATGC
GCTGCGACAGCGTCCCGACAGTTGTGTCCTTAATGTCTCTGAGCAAGTGCTCTACTCCAA
CCTCTTCCGCTTCTTCAGCTCCAATCTCACTGGTGACGTGTTCAAAGGTCTTTGATGTTG
GTGTGCCATCATCGTGTATTTCCTCCACAGAGATGTACGCCTCAGTAGGCAAACCAAGAT
CTTTGGGCTTCACATCTATAATGACCAACACCGAGTTGTTACAGTAGCGCTTGATGAGCT
CATTGATAGCTATGTCATTCTTATGAAGTTTGGGTCCTGTGTGGTACCATCCCACTATTC
TTTCTCGAGCATTAACCTTCTTAAACATGCCATACATGTTCTCCAAATAGTCATGATCCA
GGAACCACACAGAGTCATCTTTGTCATCCTCATCAAATGGCACTGCAAAGCTGTTGGAGA
CGTCAAGAACTTTTTTATGCCAAGACCCGAGAAGAACACCAACCACTCGTTTCTGATTTC
CAACTTTTCCTATCCTGTTAAAATGATCAACCACGCTGAGAAGCACAAGCGGGTGTACAA
CCACATTTTCCACCGCTAACTCTGGCATTTTCACCACGTAATTTAACAGAACACCGCCAG
TACACAAACGAGAGCTGCGCTTCACTTCCTCGTGCCGAA
>CL478Contig1
TCTCTTTTACAGGAATGTTTTATTACACAGATGCTGACATTTGTATGACAAAGGACCATG
TTTCAGGTGTTTTCACAAATAATGTGTGGCTTTAAACAAAACTGCACAGATTTCCATGAC
AAATCATCCAGGAGGACATAAAATGACGTTTTTCTGGTGTTTTACCGCCGTTTGCCTCAG
CAGAAGCTTCAGGCTGAGGCGGTGGGGGCGTACTGCATGGCCAGTCGGCTGAACTCGTTC
TCCTTGGCTAAATAATCTTTCAGGAAGGGATGAGCTTTGTGAGCATCTTTCAGCTGCGAC
AGATACCGATTTGTAACCTCGGGAGCTTTGCCCAAGTGCTGAGTCAGCACAATGAGGTTG
ATCAGCGTCTCAGGATGGCTGCTGTCCTTATCCAGGGCCTCCTGCAGGACGCCCTCCGCC
TCCTCCCACTTGTTCTGAGCCATGTAACAGGCCGCCTGTCCATTCAGGAGCAGCAGCGTT
GCAGAGTATTTGTCAGACATCTCCTGGAAAATGTAGTAGGCGTCCTGCAGCTTCTCTCCG
CCCACAGCAATGTTGACCCAGGCTGTGGCTAGCTGGGTTAAAGTAGCATCCTCGTCCTGT
TCCTGCATCTTCTTCAGCTCTTTCCTCGCCAAGTCTACTCGATCCAGACCCAGGAGCACC
TGAATGCTCATCGCCATGCACTCCAGACTTTCTCCTTGGTGCAGAGTTCTGAGAGCAGCA
TCAGTGTTCTGCTCGTGGTAATAGATGGAAGCAGCCATCAGAAGGAAGGTGGTGTTAGCA
GCATCCACACTCTTTGCCATCTGCTTGTCCAAATCCACAACAATAGCATCCCTTTTGTTT
TCACTGGATAAATACTCTGCAAACATCTTCACGGCCTGAAGCTCTGCTGGGGAATTGGCT
CTGATGTCATCCAGGACAACAGCATACTTCCTCTGAGCGATGTAAGCCCTATACAAAAAT
GTGTCTCTTTCAACTTCCTTCTCGGGGGATGAAGGCTTCACTTTTTGAGCCTCGTTGATA
CATTGCTGAAAACTGCCGATATAATAAGCATTTTTCACGTCAAACAGTTCATCAACATCG
CTCTGTTGAGACGCCATGATTCTCCGCTGACTTCCGGACAC
>CL479Contig1
GCTCGGGGCGGTTCAGACCCGCCCACATCTCAATAGTTTAGGAAAACTGCTGAACTCGGT
CCGCTTCGTGCCTGCTCGCTTCACGTCGGTCTGGCTGTGACAGAAGATGTTCCTGCTCAA
AAAGGTGATCAGCGGCGTCGTTGATGTGGTCAGCAACATCGACCCGGCCCAGTTCGCCCC
CTCCGATCCTCCCCCGCCTCGCAGGCCGCTGGCATACGCAGAGCAGAATGAAAGTGAAGA
GGATAAACAGTTTCGCAGAGTCTTCAAGCAGCTGGCTGGAGATGACATGGAGGTGAGCCC
CCCAGAGCTGATGAACATCCTGAACAAAATCATTTCCAAGCACGGTGACCTGAAGACGGA
TGGCTTCAGCATAGAGTCCTGCAGGAGCATGGTGGCCGTCATGGATAGTGACAGCACCGG
AAAACTGGGCTTCGACGAGTTCAAGTATCTCTGGAACAACATCAAGAAATGGCAGGCCGT
GTACAAGACCTTCGACTCTGACCACTCCGGCCTGATCAGCGCAGATGAGCTGCCAAGAGC
TTTCACGGCTGCTGGGTTTCCTCTCAACGACCAGCTCTTCCAGATGATCATTCGAAGATA
CAGCGACGAAAATGGGAACATGGATTTTGACAACTACATTGGCTGCCTTGTGAGGCTGGA
TGCCATGTGCCGTGCCTTCAAAACCCTTGATAAGGACGATAATGGAACCATAAAGGTCAA
CATCAAAGAGTGGCTTCAGTTGACCATGTACTCCTGAGTGCTGATGGTGCCTCTCCTGCC
TGGATTAGTAAACCGTCTTGTCTACATAGAGCAATTTTTTAAAAATTCAAATCACCCACA
ACTCCTTTGGTTACTTAAAGCTCCCCTAACCCCCCATGTGCATGAAGCTACATGTGAGGG
ATGATTCACGCTTCTGTCATGTTTTTTCCTGATAAGTTTCTGAAATGCACTGTGACGAGA
GTAAAAGCACTCATTTAGAGTCGCCTCAACCCTGAAATGAAAATCCTGAACTTGGAGCTG
ACAGGTGAAGCACCTTTCCTCTGCAGCGCAGGTCGTCATCCAGCTCTTCCAGTTTTTCAA
GAAACATTCACACCTTTACAATTCAGTGCTGCATTCTAAGAAATCTGGGAGAGCCTACTG
TTGACTGCAGAATGGGAGTAAACACGGGCGGGACGTTGGGCTGTGGTCTGCTGCATGAAC
CAACACCCGCCCACGTAGGTGCTTCTACCTGTTAGACCTTCTCAGATGCTTTCCCTTCCT
GTTTTGGTGTGTGTGTGGAATGACGGCTCTCATACTGGTTTGGTTTACGTATTTGCCAAC
AGGTTTCTTGGAAAGCTGTGAGCAGCACAGAAACACAACTTCTTCTGTTAGGTGTGGTGC
ATTTAGCCGGTAAAGCTTTTTAGCTCTTTTAGACGGTCCTAATCCAGCTGCTCTGGTATT
TTAAATGTATTGCTGTGATCTTCAGCCACAAATGTTCTATCTACACGTAACTCCTGTAAA
GGCTTCTTTATGTTCGGTGAATGCTCCTCTACATAAGCCAGATATGCTGTCGTTGCCATT
TGTCACTTTACAAGCTAGTGCCAGCACAATCTGTGCATTTATACGGAAGAGACGCCACTG
ATGCATGAGGTCACACTTTTGCTGAGAATGTGTGCCATATTTGAAATAA
>CL480Contig1



TTTTTAGTTTTTGTTTTAAGTGTATTGCAGCTTAGACATGTGCAGGTAAATTTTAAAGAA
ACAAAAGTTTCGAAGAATTAAAGAAGCGGTAAATGTGTACAAGAAATTATAAAACATTTG
AAGTTGTACAGATGGTTTAGCATAATCACTGTCACTGGAAGTGTCGATGCAGACGGGATG
AGCACAGACGGGAAACGTTAGTTCAGCCCACAGAAGCGAGGATCACGTCTACAACCGTCT
CCTCGCTGCTGCGAACCGTCACCTGCATGGTGACGCCATCGGCCAACGCCAGACGCGCCC
GGACGAGCACATCATGGCCTCCACGGAACACACCAGCAAGAAACAGGACATGAGAGTTCT
TGTTTTCTGGAACTTTGTCTGAGCGCTCGCATGGCTGCATTCCCAGAAAACTGATGATGT
TGTTTACAGCCTCATCAAGAGTTCGCACAGAAGCCAAGGCAAACGTCTCCTCCTTCTCAA
ATTCATCTCCTACTTCTTCCCATGCTGCTCCAAAGTTTGGTTTGAGAACCTTCTGGATGT
GATCTGCAACCGTTACCTCCAGATCCTCTAACACATATTCATCATCATAACCGTCATCGT
CGGGCTCTCCTGTGTTGGGGTCACAGTCTCTGACGAGGTACTTCATGGTGCAGCTGAACG
TACACGACACAGCAGTGGGGTCGTCATCAGGTAAGCGGATCAAAGTGTAGCAGGACCCCG
GCTGGCTGTACGGCAAACTGAGAGCGGGAAGGTAGTGTTCGACCTCATAAGCTTCTGAGG
GCTCCATCTGTACGACCACCTTCTGCAGCAGCTGGTCGTTCAGAGTGTTTGTGCAGTCGA
ACTGGAACACCATGTGTCTGGCGAAGGTGTGTTTGATGCAGCGCACCACGTATTCTGTCT
CAGCCTCCGTTAGCTGCACCGGGTCAGAAGACTTGAAGAGTGGCCCCAGACTCTGGAACT
CTGGGATTGCTGCAAGTTGTTCCTGGTAAATATCCTGGCGTGATGGGGCCAGCTTTTCTG
GCAGCTTGCTGGTTGCAACAGGTGCAATTTCAGTTTTCTGTTCAGTGATCGGTGTCGTGG
CTAGAGGCACAGACTTCATATCGAACGGTTTCTCTGTAGGCTCCAGGGTGTACTGATGGA
GGGACTTCTCCAACCCAGGAATGGACACGGACAGTCCATTAAAGATGTAAGCTGCATTCA
GGGCCTTCTGCTTCTGCTGCAGCACATTCATGTAGAACGTAGCTCTGTCTCGCACCTCAT
CGTCACTGTCCATCATACACCTCTGCATGAGAACCAGGACGCTCGGCAGCAGGTCATCAT
TCTGAGCTCCAAACTTAGCCAAAGCGCTGACAGCAGCTGCACGAACAGCCTCGCTCTCCA
GCACCACTCGGTTGAAAATGAAGCGGATGTACTTGGAGGGCTGCGGGGTGCGCGGCCCCT
CTTTGCCCAGCAGGTGGAGGATCTTTGTGGCGAGGACTGTGTGCTCACAGTCCTCTATGA
ACTCACACAGATGGGCCAAGCCGGTCTCTTTGCTCTCTGGGTTTTCCTCGATGATGCTGA
TGATGCAGTCCACAATGGCTCGCTTGTACTCAAAGCCACCGTCATCTCTGAGCATGTTGG
ACAGGAAGTTCATCATGACGCTGTGCTTCCTGGGATACTTCTGACACAGAGCGCTGATGG
CCTGAACCACAACTACCTTGAACTCGTCAGAGATCTCCGACACAAAGGAGGAGATCTGCT
TCATGAGCCGGTCCACGCTGCTCTCACTGCCCGTCTTCAGCAAGGTGGTGATGGCCAGAG
TGGCAATGCTGCGGTTAGAATCCGTGATCAGGTTCTCCAGGTCCAAGTTGCATGCAGTCA
CAGCTGATGGATGCTTCATGGCAACCTTGTTGAGAGTCCTGACAGCAGCGTACCTCAAGG
CGGCTTTAGGAGAGCTGCAGAAGAGCTGCAGCACTGACACGGCTGGGGCCAGCTCTCTGG
CGGTGCAGTTGGGCATATGGACGATGGCGGAGGCAGCTTCATACACCACCATCTCATTCT
TGTTCCTCAGACAGCCCTCGATGAAGTCGAACAAGGGGCTGTCGTGACCTCCTTCTGTTT
CATCCAGCAGTTTGCTTGCAATGCGGATCAGCATGCAGTAAGCAAACGGAGACTTCAGGC
CAGACTTGGTAAACTTGTTGAGCATCTTGGTCACAGCAAGACGGTCATTCTTCCTCAGGT
GGTACAACAAGCCGAGGGCATGGTACTGGACCATAATGTTGTCACTGGAGGCTGCCTCTT
GAGCTTCATTGACCCAGCGTTTCACCACATCATAGCTCATCTTGACCATGTGCAGTGAAG
ACACTAAAGCTGAACTCGATACACTGGGCACCTTGTCAACAATAGCTTGTTTCATGTACC
TCTCAATGGCCTGCAGCATGGTGGTATCGGTAATCCTGCAGAGGGCTCTGATGGCAGGTC
CTCTGTACACATCTTCCTTTCCAGTCATGTCCTTGGTCAAGCTGCTGGTGACGATGATCA
CATCCTCAGAGATGTTAGCCATCTCTTTGATGGTGAGGTAGCACATCCTCCTCAATGTTT
GATCATTTGACTGAAACAGCCTTGTCATTGCAAAGAAAGCCTCTGTAGCTTCTGTGGTTC
CAAAATGCTCTCCCTGGTTGAGCAGGTAGATGATCTTGGTGAGGATGTGGAGGCATCTTC
GCGGATTGATGGGGGTCTCGTTAAAGATGCGAGCCTCCTGCAAAACAGCGCTCTTCTCCA
GATGCTGGAAAGGGTTTGACCCACTTCCAGACTCTTCGTCTTTCTTGTCAAATTTTTTAA
TCATTTTTTAGGACTGAGGACGAAGGCAGCAGATGCTCTCAGCCTCGGACGAAAGACCTG
CTACTTCCACGTAGCCAAAAGCAGAAAGTCTCTTCCTGTTCCCCCGGCCATAAGGCCCGG
GTTAAACGGC
>CL481Contig1
GTGGATCGTAAATACGGAAGCGCGGAAGACAGACATTCCTGCGGCGGTTCGGTTCTGTTC
GGCTGCACGATGCACAGACTGCTCCTTGCGCTCGCGGCAGTTCTCTCCGTGGTTCTGACT
CGCGTGGACGGAGACTCGCTACGAATGAAGAGATTCAAAAACCTGCAGGTTTCCAACTTC
GACTGGAAGAACTGCTGGAAGCCCGACGCTCCGGCGCTGCTGAAGAGCCTGACCGTGTCT
CCAGACCCCATCGCCATCCCAGGGGAGCTGACCGCCGCCGCCTCCGGGTCCACGTCTGTG
GAACTGGACGCTCCGTTATCGCTGAACGTGACCCTGAAGAAGGAGGTGGCTGGGATCTGG
GTCAAGGTCCCATGTTTGGACGACCTGGGCAGCTGCCACTACCCGGACGCCTGCGACCTC
CTGGACCAGCTGATCCCGCCCGGGCAGGACTGTCCGGAGCCGCTGCACACCTACGGCCTG
CCCTGCCACTGCCCCTTCAAAGCCGGTTTGTACTCGCTGCCGCAGTCGGACTTCTACCTG
CCCAACGTGGATCTGCCGTACTGGCTGACCAACGGGAAGTACAGGGTCCAGGGAGTCCTG
GGCGTCCCGGGCCAGGAGCTGGGCTGTTTGGAGGTCGCTCTGTCCGTTCACTCGGACTGA
GGCGCCGACCGGGCACCCGGCGAGCGACTTTCAGAGTAAAAGAGGTGTTTAGGAAATCAC
ACAGAGCTTGTTGAAGGAACCAGGTTCTAACTGTTTGCTGGTTTCCTGCAGAAATCCTCC



AGATTCAGGAAAACGGGTCCAAAAGATCTGAAAGAAAACGTTTCCTTTTTTTAAAGTCAA
AGTGTCAGATGTTTTTATTTTTGAAATCAAAGTGCCATCTCTGAAAGTTTTCCTTTTTTA
AATGCTGCCTGTTTGGTGAAAACTCTGAACAACACAAACTCTGAACCACATGCTGGACTT
AAAAGCTGAAACTCACGGACCCACAAACTGGTTCTGTTCACGAAGAACCTCTTCCTAAAA
CCCCAGACAGGGACTGATGCATCTTCAGTAGAGCTGATGAAGCTGAGGGGCGGCTCCTTC
ATCAGTGGAAAATCCTCAGTTTGGACCGGAACCTTCTTCTGGACACAAACAGAACAGGGT
CGTGAACAGAACCTCGTTTTAACATCACTTTCCCTTCAGACTAATCAATACCTCCATTCC
TGCCGTCACAATTTGATCAATAGAGTTTATTTTCTGAAGAACAAAGACAGTTTTTATACA
GAAATCTTACATTTGAACAGGAACTCTTATTTTGACAGTTTACTTCCTGCTGTTCTCTAA
TGTTAAAGCCTTTCTTCAGTGGAAATAAAGTTTCTTTGATCTCAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAATTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>CL481Contig2
ACTTTATTTCCCTGAAAAAGGCTTTAACATTAGAGAACAGCAGGAAGTAAACTGTCAAAA
TAAGAGTTCCTGTTCAAATGTAAGATTTCTGTATAAAAACTGTCTTTGTTCTTCAGAAAA
TAAACTCTATTGATCAAATTGTGACGGCAGGAATGGAGGTATTGATTAGTCTGAAGGGAA
AGTGATGTTAAAACGAGGTTCTGTTCACGACCCTGTTCTGTTTGTGTCCAGAAGAAGGTT
CCGGTCCAAACTGAGGATTTTCCACTGATGAAGGAGCCGCCCCTCAGCTTCATCAGCTCT
ACTGAAGATGCATCAGTCCCTGTCTGGGGTTTTAGGAAGAGGTTCTTCGTGAACAGAACC
AGTTTGTGGGTCCGTGAGTTTCAGCTTTTAAGTCCAGCATGTGGTTCAGAGTTTGTGTTG
TTCAGAGTTTTCACCAAACAGGCAGCATTTAAAAAAGGAAAACTTTCAGAGATGGCACTT
TGATTTCAAAAATAAAAACATCTGACACTTTGACTTTTAAAAAAAGGAAACGTTTTCTTT
CAGATCTTTTGGACCCGTTTTCCTGAATCTGGAGGATTTCTCTTTTACTCTGAAAGTCGC
TCGCCGGGTGCCCGGTCGGCGCCTCAGTCCGAGTGAACGGACAGAGCGACCTCCAAACAG
CCCAGCTCCTGGCCCGGGACGCCCAGGACTCCCTGGACCCTGTCTTCCCGTTGGTCAGC
>CL482Contig1
TTTTTTTTTTGAATTCACTTTTTTTATTGAATAATTTCATTCAAATGAATGAACGAAGTT
GACAGTTCTTAAACAAAAGCAATTGCAAGGCAATCATTAAATAAATTCTCGGGGAGGGCA
ATCTCAGCGGGGGGTACTGGACTGACTCCTGCTGTTCACTGTTGTATTATGGCAACACAA
ACTCTAAAAATGTCAATTGTGTAAAAAAAAAAGTCAGGTTTACAAATTGTCGGGCAAGTA
CAGCCAAATAAAAGTATTAACATTTTTTTAACACCATCCACCCCAAGAAAAGAAGAGAAA
GAAAAGTAACTTTTCTCCTTTTAGGATTTCCTTTCATCATTTTTTTTGAGTTGATGCATC
AACTTTAAAAAGATTACAAGCACCCTTGACAGGCCTGCTCTGTAGATATACTGGTCACAG
GAGAAGCTCTAAATAAAAACTCCTAACTGACAAAGTATTACATTTGGTTTTTATCAGTAT
TCTTATGACTCGTGAGTGAAAATAGCTTGGACCTGGTTAATAGTGAAAGCTTCACCTGCC
ATAGTTGTGCCTCTTTCACTGACGGCCAATGAAAACGCTGCAAGTCTCTGAGTCACAGTC
AGTCCAGCCACAGGCCGGCTGCTCAGTAATCGAAGGCTTGGCTGAAGGAGCGCTTGTGTC
CTCCTCGGTTGCTGTTGTTAAAGTCGCCTCCACTGTTGCGGAACCTGTTGTTGCCATTAC
CCCTAAAATTTCCTCCCCTTCCACCTCTGAACCCCCTTCTTTCACCACGGTTACCACCCC
CGAAGCTCCTATCACCACGGTTACCGAGCTGCTTCTCCTCCAGCTCTGGGAGCTCTGTGG
CTACAGTCAGCTGCCAGCGGCGACCATCTTGCCAGTTGCTCATCATCTCCTTGACTTTAT
CAGATGGAACATCAAAGCAAACTCCATTTTTGCCTTTGAGGAAGGTCATTCTGTGAATGT
GGTTTTCAAACTCGTCTCCTAGCTGCTCTTTAATGGTTCTCCAGGCATAACCCAGATTAT
GCATCTCCTGAGAGCAGGTCATCTGTATAGTGGTGTAACCAGCGTCAGAGTTGAGGAGGG
ATCTCTGCTCCAGGCTTGTGGCTCCTGAAATGTGAGCCAGAGCTGCAGCCAAGGCTTCCA
CCGCTCCCCTCTCCTCGATCAGTTTTTCTGCAGACTCTTTGAAATATTCAATAGCTGTGA
CCGGAACAGAATCCAGAAACCTGACAGCGTCTTTGCTGGACGCCTTGATGATGTCGTTGG
CGGTTGGGACACCAACTCGTCTAAATGTGATCCCAGCTTTGTTTTCCACATAGCGCAGCT
GTTCCTCTTCTTTTCTCTGGTAAAAGCAGATGCAGACTCCGGTCCTGCCTGCTCGGCCTG
TTCGCCCAGAGCGATGGATGTATGACTCTACGTCCTTTGGTGGAGAAGACTGGACAACCA
GGTCGACTTCAGGAATGTCTAATCCACGAGCTGCAACATTTGTAGCAACCAGAACCTCAA
AAGCTCCATTTCTGAAGCCTTTCAGTGTTATCTCTCTCTGTTTCTGAGGAATATCCCCGT
GGAGGGTCTGGGAACTCTGCTTGATGGATGCATTCATTGAGAGCTCATTTGCCTCCTTCT
TTGTTTCACAGAAGATGATGGTTCTGCCATGGCTGCCACTGTAAACCTGGATGACATCGC
CTATCACTGCAGCACGCTGGGACCAGTGGCAGGCTATAGCCAGATGTTCAACAGTGGTCG
CAGCTCTTTGTGTCTTTTTGCCAATCAAGTCCACATGTTTGCAACCTGGTCTCATGTATT
TCTTGGCCACTTCATAAACCCAAGGGGGGCAAGTGGCAGAAAACAGGAGAGTCTGTGGGT
TGGTGTCACTATCTTTCTTGTAAGATAAACTCAGAATTTCTTCAACCTGTTCTGCAAAGC
CCGTTCCCCGGCCATAATGANNGGGTTTAANGGCG
>CL483Contig1
TTTGTTCGGGCGCGTTTTGATTCTTCGTTGCCGCAGAGGATGTCGCGGGTGTATATCGGA
AGACTGAGCTACAGAGCCAGGGAAAAGGACGTGGAGAGGTTCTTCAAAGGTTATGGAAAA
ATCCTGGAGGTCGACCTGAAAAACGGGTATGGCTTTGTTGAGTTTGATGATCCGCGGGAC
GCAGATGATGCCGTGTATGACCTGAACGGTAAAGAGCTGTGCGGCGAGAGGGTCATCGTG
GAGCACACCAAGGGCCCTCGCCGAGATGGTGGCTACGGCGGCGGCGGGAGGAGTGGATAT



GGGCGCTGGGGAGGCAGAGACAGGTACGGCCCACCTGTGCGCACCGACTATCGTCTCATT
GTGGAGAATCTGTCCAGCCGCTGCAGCTGGCAGGACCTAAAGGATTACATGAGGCAGGCA
GGGGAGGTGACGTACGCAGACACCCACAAGGGCCGGCGGAATGAGGGCGTGATCGAGTTC
AGGCAGTACTCGGACATGAAGAGAGCCCTGGAGAAGCTCGATGGCACCGAGGTGAACGGC
AGGAAAATCCGGCTCATTGAGGACCGCCCTGGTGCTAAACGCCGCCGCTCTTACTCCCGC
AGTCACAGCCGATCCAGGTCTCGCTCTAGGAGCCGCAGGTCCCATAAGAGCCGCAGCCGC
AGTGAAAGCAGCAGCCGCAGCCGTTCCCGCTCCAGAGCGGCGTCCCGCTCCCGCAGCCGG
TCCCAAAGCAAGAAGAGTAAGGGCAAGAAGGAAGACGAGGAGCGCAGCAATGGCGCCCAG
AAGGGCGAAGAGCAAAGCCGCAGCCCCAAAAGCAAGAAGGGCAAGAAAGATGGCAAGAAG
AGCAAGAAGGGGTCCCGGTCCAGATCTAGATCTGCGTCTCGCTCTAGATCTCGTTCTAGA
TCTGGTCTTAAGGATTCCTCCAGGAAATCCGTGTCAAAAGGCCCCGACCCACCCAAGAGC
GACGACGAGGCCGGTGAGCCCGAGCGGGGCTCCCGGTCCCGCTCCCGGTCCCGCTCCCCA
GATGAACCCCGAGCCAGGTCCAAATCAAAGTCCAAATCCCAGTCCCCGGCTGGAGCGCGT
TCCCGTTCCGCCTCCAGATCAGAGTCCCGCTCCAAATCCCGCTCCCAGTCCCGCTCTCGT
TCCCGTTCCCGCTCCTAAGTCATGTCCTGGACTGTGACCCCAGCCCCCCCTCCCCCTCCC
CTGTTCCCCTCACCCTGTATTTACATTCCCCCAGCCCCCGTTTTGATATGTAGATCAGGC
GCTCACGCTCCATGCATTTTACGCACTCGCTCGCCCTTCTATTGGCTTGTCTTCGCGTTT
TTTCATTGGAGAATGTCTGAGCGGAACGAGCTGCAGTCCGCTTTTATAAGTTGGAGCCGT
GATGTCTCAAATTTTTTAATCTGATGTAGGAACATGTTTGTTTTCGCTGTAACATGAAGC
AGCTCACCTCTGTGAATCCTTTTGTTTCAGATTAAAATGTGTTCTAGAAAAAAAAAA
>CL484Contig1
GCTCTCTGNNGTTTTATTTACATGGATACTACTCTGTTTTAATGCTGGGCAGCATGATTA
TATGTAATACATAAATAGCAACACAGTTTGTTGTTTTTTTCTTTTTTTGTACAAATTTGC
ATATTACTAGTCAAAAAAAAAAAACAACTCAAACGTATACTTACAGTTATCTTTTAAAAT
GAAAAACATTCTCACAGGGGAAAAATAATGCATGACACAAACATACATGTGGTTAGGCAG
CCATAAAACACACTTTTGCACGGGTGTGTGCACATGCTCGCCCACAATTACACTCACACA
CACGCTTCTCTACAGTGTTCTATAGCAGATAAACAGACTGATAGCAGTTAAACTGATGGA
AGGTTACAACTAATTTTGATTTCTATTATTTTTCATTAAATCTAGCTCTGGCATGCTCCT
TTACTTCTGTAAACATGTGCTGATAAACCGGGCAGCTCCACAACTTATAAAGGATCGGGG
GTGCGGCAAAACACTCACACCAACACACACACACACACTGTGCTTACATGAATATTGTGT
TAGCGCAATGAAAGAAAAAGAAGAAAAAAAAACAAATTACTCCCACAGATGCACTAAAGT
CCATGTGCAGACATCGGCACAATTGACACAAAAAAAAGAATCCAAATAATTTCTCCAAAA
ACAAAATGCAGAAGACTTTTTTTTAAATGATTCTTTTGAAACACTAGTGAAAATGAAGAG
TAACTCATGCACTTATTTCATTCATTTATACCCCTCTGTCAT
>CL484Contig2
CNAAAAAAAAAAACAACTCNAACGTATACATACNGTTATNTTTTAAAATGAAAAACNTTN
TCNCNGGGGNAAAATAATGCNTGNCNCAAACATACNTGTGGTTAGGCAGCCNTAAAACNC
NCTTTTGCNCGGGNGNGTGCACATGCTNGCCCNCAATTACACTCACACACNCGNTTCTTT
ACAGTGTTNTATAGCNGATAAACNGNCTGATAGCNGTTAAACTGNTGGAAGGNTACAACT
AATTTTGNTTTCTATTATTTTTCNTTAAATCTAGCTNTGGCNTGCTCCTTTACTTCTGTA
AACNTGTGNTGNTAAACCGGGCAGCTCCNCAACTTATAGNGGNTCGGGGGTGCGGCAAAA
CACTCACACCAACACACACACNCNCNCTGNGNTTACNTGAATATTGTGTTAGCGCAATGN
AAGNAAAAGNAGAAAAAAAAACAAATTACTCCCACAGATGCACTAAAGTCCATGTGCAGA
CATCGGCACAATTGACACAAAAAAAAAAGAATCCAAATAATTTCTCCAAAAACAAAATGC
AGAAAACTTTTTTTTAAATGATTCTTTTGAAACACTAGTGAAAATGAAGAGTAACTCATG
CACTTATTTCATTCATTTATACCCCTCTGTCATTTATAACCCTAGTCTAAGTTCACCCGA
AAGGCTTACCAGGAATTGATGCTGCTCTTCCTCTCAGGATGCACAGAAGTGCACACAGCC
CTTTGCCAGGCGTCAGGTTACAATGTGAACTCAAACCAGGCAGCTAAACCCTGCATTATG
GTTTCCACTGCAAAATGATGCAAAATGACTTCCTTGTACCCGTCTGGCAAAATACCTCAA
ACCGACGGTGTGATCATCAGACAGGGGTGTTAGGATATACTGTTGTGTAACGTAAAAAGG
GAAGACAAAATAGCTAAACGCAGCAGCTGTGAGGTAGGTTAAGGTAACAAAGATGACATA
AAATTGTCTCGTGCAGAGAGGGCAATGCAGACTGGTTCCAGAACCTACGGTGGCAGGGTA
GCTGAATCCTGCCCGTGTTCCAAAACGCTAGAAAGTCCGGCTAAAATGGCTGTTTTGGCA
CAAAATGGCACCTGGCAAGGGAGAGAGGAGCACAGCACATCCTGGAGTAACCCTGGTCTG
CTCTACATAGGACAATACATATTTTTTGAAAAAGAAAAGACTTAACAGCGGCAAAGTCAC
ACCACAGAAACAGGATAAAACAATTTAATGGATTAATTAAAAAATAAAATCGTTCATGCA
TCTCCCTCGCTTAGGATCTCAAATTGTTTCTTTTTTCCGTTATTCTGAGGTTGTGATTTG
GTAAATCAAGTCCTTTCCATCCTCAATTAGCCACTTGTGTCGGTGCTTTTGTCAAAGAAT
CGCACTCCAGTCTTTGTCATGGTGTTTCATTGTTGTCAGCTCCACTGCTGTCAAAATTAT
ATTCTCTGAATTTTGTCGGCTACAACCATGGGGTTCTCTTTGCGAATCTTAGCGGCGGCC
TCCGCCTTGTAATCGTAGGGACAGTTGTGCTTGTCGGAGTATCGGTGAATGCCACAGAAC
AGGTTACCACAGCGACAGTCAAAGCCTGTAAGCCCAACTCTTTTGCGGCACATGAAGCAT
CTGTTCTTTTTGGGTTTGGGGGCGTCGCCCTGACTTTCCTCAACACTAGAAGAAGCTAAA
GGAGTAGGGCTAGAAGCAGCAGGCTGGTTTATAACAGGCTCTAAGGATTCGGGTTTGTCC



TCTCTCGAAATGCTCATTTCCGTCATTTGCTGAGTCACAGGAAGGGATCCTTGAATAGTT
CTAGACATGTCTGGTGAAGAGGCAGGAGACGCATCAACCTTGGCTAGACTGGCTTCTAGT
CTCTGGATAGCAGAGACCTCTGAGGTAGGACTAGGAGCAGAGCCCATTGGGCTGAGAGGG
CTCATGCGGTCACTGCTCTGCTGCCGCGTCAGGTGTTCCTTATAGCATACAGAGCACATG
CCGTTTGTTCTTGGGTTGCCATAGAAACCGCACCCGGTGGCACAAAGCATGGGGACCGGG
CTCTGGTTTGTCTCTTGAGCCATTGCTGTTAAAAAAATTGAAGGGTTTCTCGCGAGAAGA
CAGAAAAATTGTCCTTTTTGTTTCGGGATTTGGAAGGTTTAGTTGATGGTCTCGGTCCTT
TTGTCTGGTAGCGGCGTTTCGCTGTTGTCGTCCTCTGTCAGGAGGCTTTAATTGTCCCTT
CCTAGGCCTCCTGCCTTTCCACCTCCCTCTCTCGATCTCCCCCGGCCATAATGCCCGGGT
TA
>CL485Contig1
CTGCAAACTTTAATGTTCTGGGAACAGAAATTAATTCAAGGCTGACGACAGAAGTCTTTA
GAAATGAGTAGAGAAAACCGTGCTCAGTAGCAGAACTGGTTCCGACAGTCCACTGAGGTC
CTGGAGTCAGTCATCATCACTGCCAATCTCTAAAGGAGCAAAGTCGGGATCATCTTCTTC
CAAGTCCAGGTCCTCTATTTCCTGGAACAGCGACTCGTCCACCTCAACGCTGTTCCCAGC
ATCTTCCAGGAACTGAATGTCAGATGTGTCCAGGTTGTGATCCCTCTCAAACAGCTGTTT
ACCTGTGACTTTGGGTTTTCCACTCTGCTCTTCTTCTTTCTGTCTTTTTCTCCGAAGCTC
TGCCATATCCAAATCAAACCTAGCCTTCCATGCCAGGAAATTCTCAATAGTGACTATTGT
ACCATGGAAGGCTACCTTCTCTGCTTCTTCTGCCTCCTTTTCTTTCTGCCGCTTCTCCTC
TTCCCGCCTGTTCTTCATCAAATCTACAATTTCATTGAGTCTCTCCTGAACAGCCGTCAC
CAGGGAAAAGATCATCACCATGCCAAGGTTGGCCTCGGCCTCTTTTTCAAGCAGCAGCAG
AAGTTCCTCAACATCTCTGTCCTCCAGGTTTTCCTGTGAATATATCTCAAACAATGGCGG
CTCATCAGGGTACTTCTCTGTATAGGTGAACTTTAATGTTGCTTCCACAGTTTTGCCGTG
TTCCCCTATGTCTGAGGTCACAGTGACAGTGAAGACAATGGGGTTCTCAGAGAGAACTGT
AAAGGAGTCCGGGTAGATGGACTCGATGGCCTCCAGCTCGTTCCGCTGCTCCTCAGCGTG
GTCCGTCATGTCTGCGGGTTCATGCGGGACAACACCGCGCAGGCATGCGTGCAGTGAGAC
CGTGCGGGAACCGATCGATGCGCTCGGTGCTCATCCGGGCGCCTAGCATCGTCT
>CL486Contig1
GATTATGCTGAACTCCTATTGGTCGAGTAGAACTGTGCGTATGCAGAATCACAGTAACAA
ACATTTAATGAATAATTCTATTAAATTTGAACAATCTTCTGTTCTTAATCAGTTTGGCAA
CTGGGACTTAGCAGCTTCCCAGGATGCATTGCAGTTTTTAACAGGTAAATATTCCTGACA
GAAGGATCAGAAAAGCTTTTAACAAGCTGTTCCATAACACTACACTGTAGCTGGGAGTTA
ACCAGACCAAATAAAAGTACTTTAGAAAAACAAACATGCAGTTTAAGGCACATTCCCTTC
ACATTAAATATAGTTAATGCTATTAGAATGATGTTGCAGACCATAATTGAGATGAGGTTC
TGCACCTTATGATCAAACATCTGAGTGTTCAGTGGACGGTGGCATTAAGAACGCATCAAC
AAAGCATCTTTACTGAAGATGAATTCAATATTTGTCACTACGTAACCATAACGGCAGTGG
GTGTTGAGTTTTAACCTAAACTGAATTTGTTAGTTTTCTGAGAAGAGGAGATTTCCATAT
TAGTACTAGGATTAAAAAGACACCAAAGGCTGTCGTTATAATATTGGAAGTACAAAAACG
TCTAAAAAGTTATCCTCCATATGGAACAGGAGCACAAAAAAAACCCTCATTTGATGCATG
TAATTAAAACAAAGCTGAGCACTTGTTCCCGACCTCGATGTGGGCTCACAAGTTAAATAT
GTCAAGTCGCCCGGCAGCTGTGGAGTGCTGCGTTGTCCTCTGTTCACTTATGGCAGTAAA
CTGTTAGGTGGTCGTGTTCACCATGAAGGAAGCACGCTACCCTCTACATGTGCTCGGGGT
GGTTCTGCAAACAGCTGATGAACTCTGTGACCGGATGGCCCTGGAAGCAGATCTGGTACA
CCGCGTTGAACAAAGGGAACTTGTCAATCAAGTTTTTGTGTTTGAGAATGAGGTGAACCT
CTGCTGCGGTCGCTGGTCCCTGCAGCTTCTGACCATTCAGCATCTCTTTCTCCAGCTCCT
CGATGGACTTTCCAGTCTTCACAAAAGCCTCGGCCACCCTACGGTTGCGTCCGCCATAGC
AGGTGGTTATGAGATCAGCCACGCCGCAGCTCTCCAGGAAGGTTGCGGAGGACACGGGTC
CGGCGGTGCAGAAAATGCGGGCGAAGGCGATCATCTCCATCAAGCCCAGCCGAATCACCG
CTGCTTTGGTGTTGTCCCCGAAGCCCAAGCCGTCACAGAAGCCTGCACCTACCGCCACAA
TGTTCTTCAGGGCGCCGCAGATTTCCACCACGTCAAGCTCTTCAACTACAGTCACTCTGA
AGTTCTTGGTCTGCATGAGCTCCTTCAGCAGAGATCCGTGGTTCTTGTTCTTACAGCCAA
TCGTGGTCTCGCAAAACTTCTCGTCTGCAACCTCATTGGCAATGTTGGCCCCCATCAGCA
CGCTCATTGTGATGCCGAGTTTCTCTTGGATGACATCAGAAATGAGTTTGAGTCCATCAG
GGCCCTCGTCTATGCCCTTAATGAGGGATATCCCCAGTGCGTCACTCTTAATCTTGCCCT
TCATGGTGTCGCACACTTTACCGATGAACTGATGGGGGATCACAAAGACCAGGATGTCTG
CATCTTTAGAGGCGTCCACCAGGTCTGGCACTGCCAGCACATTCTCTGGGAGTTTGTGTC
CGGGAAGATACTTGACGTTCTCATGGGTGGTGTTGATGATTTCAGTCAGCTTGCTGCCAT
TCACCATCTCCTCAAACACCCACATTTTCACCACGTTGTCAAACTTTGAATTGTGAGTGG
CATTGGTCCCCACGATCTTGGCGATGGCAGAGCCCCAGTTTCCAGAGCCCACGATGCAGA
CTTTCTTCGGAGCTGCCATGATTGGGGAAAACGAGCAGAGGAAAGGCAGCGCTGACTGAC
TGCGGTCCCCGGCCATA
>CL487Contig1
ATTCGGCACGAGGGAGAAACACAACTTTTCGGCGGTCAAGATCAAGAAGAATGGCTTCCA
AGTTCTACAGCCTCACCGCTAAACTGTTATCCGGAGAAATATTCAATTTCTCGGTCTTGC



AGGGGAAAGTTGTCCTCATAGAGAATGTGGCGTCTCTCTGAGGCACGACCACCAGGGATT
ACACCCAGATGAACGAGCTCCACGAGCGCTACGCCAGCAAGGGGCTCGTGATCCTGGGAG
TTCCCTGTAATCAGTTCGGCCATCAGGAGAACTGCAAGAATGAAGAAATCCTGCTGTCCC
TGAAGCACGTCCGTCCCGGGAATGGCTTCGAGCCAAAGTTCCAGCTCTTGGAGAAGGTGG
ATGTGAACGGGAAGGATGCCCACCCTTTGTTTGCCTTTCTGAGGGAGCAGCTCCCCACCC
CCAGCGATGACCCCGCACCCCTGATGACCGACCCCAAGTTCATCATCTGGAGCCCGGTGT
GCAGAAACGACGTGGCCTGGAACTTTGAGAAGTTCCTGGTGGGGCCGGATGGGACGCCGT
TCAAGCGGTACAGCAGGAGGTTCCTCACCAGCGACGTGGAAGGAGACATCAAGAAGCTCC
TCAGCCAAACCAAGTAACATCTTCAAGCCGTCCAGTGCTTCCCTCCCTCCCTCCAACTCC
ACCTGTGCTTCCCTGCATTCGATGGCTGCTTTGTTCCTTTACTACATGAA
>CL487Contig2
TTTTTTTTTTGGTCACAAACATTTATTGGTCCTCAAAAAAACACCACAACTGTGCTTTAC
ATGCAGCCAATGCAGCTGAAAACGTTTGAACCTTTCCATGTCATCAGACGCCCTCCTCAC
TCGCTTTCAGAGGATGTCTTCATGTAGTAAAGGAACAAAGCAGCCATCGAATGCAGGGAA
GCACAGGTGGAGTTGGAGGGAGGGAGGGAAGCACTGGACGGCTTGAAGATGTTACTTGGT
TTGGCTGAGGAGCTTCTTGATGTCTCCTTCCACGTCGCTGGTGAGGAACCTCCTGCTGTA
CCGCTTGAACGGCGTCCCATCCGGCCCCACCAGGAACTTCTCAAAGTTCCAGGCCACGTC
GTTTCTGCACACCGGGCTCCAGATGATGAACTTGGGGTCGGTCATCAGGGGTGCGGGGTC
ATCGCTGGGGGTGGGGAGCTGCTCCCTCAGAAAGGCAAACAAAGGGTGGGCATCCTTCCC
GTTCACATCCACCTTCTCCAAGAGCTGGAACTTTGGCTCGAAGCCATTCCCGGGACGGAC
GTGCTTCAGGGACAGCAGGATTTCTTCATTCTTGCAGTTCTCCTGATGGCCGAACTGATT
ACAGGGAACTCCCAGGATCACGAGCCCCTTGCTGGCGTAGCGCTCGTGGAGCTCGTTCAT
CTGGGTGTAATCCCTGGTGGTCGTGCCTCAGAGAGACGCCACATTCTCTATGAGGACAAC
TTTCCCCTGCAAGACCGAGAAATTGAATATTTCTCCGGATAACAGTTTAGCGGTGAGGCT
GTAGAACTTGGAAGCCATTCTTCTTGATCTTGACCGCCGAAAAGTTGTGTCCCCGGCCAT
AAGGCCCGGGTTTANCGGCCG
>CL488Contig1
ATCCGGTAAGCATTGGGATGAGCAGCAGCTTCATGTCTGCACCTTCTGCACCTCCTTCAC
CTCCTTCACCACCGTGGGAGGCACAGGAGGTGCAGGAGCCCTTTCTTTCTTGGCCTTTGG
TTGGCTGACTTCAGGTTTCGGTGCTGCTTTTATTGTCATCTTGAGGAACTGCCTTTCTAT
CAGATTAGAAACTGGTTCAGGCTCAGGTCCCACACTGAGATTATCCTTTGGCTTGTTCGG
GTGACTTCGGGGTTGGTTTTGAGCAGATGAACCGTCTCCACCCCCAAATATGTTGCTGCT
TGGTCCACCTGGAGGAGCAGATCTCTGTGGCTTAGCTGGAGGTTCCGGATCGCCAAATAT
GCCACTGCTTTTCCCGCCTGGAGGATTGGTGCGCCTTGTCACACTCTGGGGCTCTTCTGG
TGAGGGGAAAACATTGGAGGCCATCTTATTTGGTCTTCTTGAAGCAGAATCCTCTTCACC
ACCAAACAGATTACTGGAGCCACCGCCAGGAGGCCGCAACACCCTGGAACTTGGTTTGGA
TCCTATTTCCATTCCCTGGTAGGTGTTTGTTGAAGTCATTGCGGGTTTATTTGAAGTCGT
GAACTTTTCAAAGACAACTTAGTTAATTCGCCACCTAGACAGACGGC
>CL488Contig2
GCTTCTATTTTACTTTTAATTCAGTTAATACTATTAGGTGTCTTTCATTTTAGGATAAAC
TTCATAGGTTTTTCATCCTAATTTGAATAAACCAACCAAAACATTTCACTGGAAAACATT
TTGTTTTATTGAAACACAATTCTGCTGCTGCTTTTATTACTCAACCTTACAACACAAAGG
GGCCCCCATGAATGTGCATCATGTGGACAAAAAGGTGTTTGATCAAAAGGCCTGCAATGA
CTCGGGTAGACTGCAGGCTTGTACAGACTTCACTCGTCTTGGAACCGTTTTAATTTAAAA
CATAAACTGAGGCCAACCCCAAGATAGGAAACAAAAGGCATGTTTTCATAAAAGCGAGCA
GCGAAGACAAGACAGAAGAGTACCTGCATTATACATTCACATAAAGAAAACAGAAATGTG
TGAACATCTACAATTGTATTCAATCTTTTTTCTCCTTTTGTTCATTTTTTGGCATCCATC
ATTTCCCAGAAAGTGTGTTACAAGTAATCCTAAGAATTGATAAGGCAAAAAAAAATACAG
ATTTGCAGAAAAACAGTTAAGAACACAGATAAGGCTTGAATATTAAGTTGCGTGTGCATT
CTGTGTTTATTCAAGGATTTCACAGGGAAAAATAGAGCAAAATATATATTCTCTGCCCTT
GTTTACAGTCTCAACATCAATCCAATTCAACATCTAATAACTTACCCTCAAATTTAAGAT
TGTCTACACCGTTTACATTTAGTTCAATTTAAAGCTCAAAAAGGAAACCTTTGTTTCGAC
AAAGCATTCTTTGGAAAATGAGACATTTCGACACATTTAGACTGAACAGCAACTGGTTGG
GGATTGGATCATAGGCTGAAGTGAAAAGAACATTGATTTTTTTTTTTTAACAGCTGGCAA
TCAAAAGAAGCAGAAAGTGCAAGAACTTAAAGGAAATAAGGTCAACGTTAAAATTAAGCT
GCTTTGTTTTGTTGTATTTGAAGGGGCAAACATCAAATGTGGAAATGGGAAACGAACAAA
AACACAGAGATGAATGAAATCAACACAAACAAGGAGTGGTCAGTAGAACACCACACTCGA
CTTTCCTCCAGGAGGGTTGATAACCTTGTTGTGAGAGCGAGGCTTGGGCCCCAGGTGAGG
CTCGTGATTCTTCAGCATCGACTCGTCAACAGCCGCTGGAGGTTCTTTAGGCTGCGGAGG
TGCGGGGTCAGCTGCAGGCTGACTCGGCACCTTCTGCACCTCCTGCACCTCCTTCACCAC
CGTGGGAGGCGCAGGAGGTGCAGGAGCCCTTTCTTTCTTGGCCTTTGGTTGGCTGACTTC
AGGTTTCGGTGCTGGTTCAGGCTCAGGTCCCACACTGAGATTATCCTTTGGCTTGTTCGG
GTGACTTCGGGGTTGGTTTTGAGCAGATGAACCGTCTCCACCCCCAAATATGTTGCTGCT
TGGTCCACCTGGAGGAGCAGATCTCTGTGGCTTAGCTGGAGGTTCCGGATCGCCAAATAT



GCCACTGCTTTTCCCGCCTGGAGGATTGGTGCGTCTTGTCACACTCTGGGGCTCTTCTGG
TGAGGGGAAAACATTGGAGGCCATCTTATTTGGTCTTCTTGAAGCAGAATCCTCTTCACC
ACCAAACAGATTACTGGAGCCACCGCCAGGAGGCCGCAACACCCTGGAACTTGGTTTGGA
TCCTATTTCCATTCCTTGGTAGGTGTTTGTTGAAGTCATTGCGGGTTTATTTGAAGTCGT
GAACTTTTCAAAGACAACTTAGTTAATTCGCCACCTAGACAGACGGCAAGTTCCCTCTGC
GTGTTTGCCCAACGAAAGAATTTCAGGCTGTCCCCGGCCATA
>CL489Contig1
TTTTTTTTTTAAAAGATTTAAAAGACTTTATTTTAGAGAAATCTGCATCATTTTTCCTTC
TTCACGTTTCTATGAATGGACAAAAAACAAAACTGGCAACAAAGATGTCATCGCTCGCTC
CGCCAAAATGCAAAACAATAAAACTGCAGCAGGGATCAGTCCTCATCACTGCTGGAGGAT
CCATGTTTTTTTCCTCCTTCACCCTTTTTCTTCTCTTTCTTGTCCTTCTTTTTCTTATCA
CCTCCATGTTTGTCTTTGTCCTTGTGGTCAGACTTGTCCTTGTGGTCAGACTTGTCCTTG
TGGTCAGACTTGTGTTTGTCATCACTCTTGCCCTTATCCTTGCCCTTGCCCTTATCCTGG
TCCTTCTTTTTGCTCCAAGGTAAGCTTAGCTCATCCTTCTGTGCATCCTTCTTCTTCACC
TGCTCCTCACCAACAGCGTCTTTGAGGTCCATGATGAGCTAGTCTGGAGTGTTTTTCCTG
AAGTACCTGCCTCGTGCCGA
>CL490Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTC
ACAAAGTTGTTCAGAAATTTTTAATTATAAAATTCAAGAAACAAACAAATGAAAAGAACT
TAATGTGCATATACAGAAAATATGGCATGAATCTCTTTGAAGCCACCAGTGCGGAGAAAA
GACGGGTATTTGGAATGTTAAGAGATATTAATCTCAACCATATCAAAAAGACAGGTTTTT
GGGTAATATAATTTCTGAAAAAGGTACCTGAATAAACTTCAGGTAAGAAAATGGTGTGTG
GGGAAAAAAAAATGTTAAACTTGTTGAATTACCAGTACACATCAGTAAACGGGTCATAGT
GACTGGAAAACGGTATTAGTTGTACTAAACAGGGCATCAGTTCTTCCTTTTTCCCTTGCT
GACAGGCTTGGCTGGTGTTACTGCTGGAGCCACTGCTTGGTAGAGGGCAGCAGATATTTT
GTTGATGTAGTAGAGAGCAAAAAGGGAGAATATCAAACAAGTGGTGACACAGACACGGTG
CACCAGGCCGGAAGCGAACATCGACAGGCACAGACAAAACAGAATTTCTGGGAAAATCTT
GGCCTGGAATCCCTTCCCAAACACCAGATTCTCCAGATTATTAAAGGCAGTGAGTGAGCA
GATGAACAGGACGGAGCCCAAGAAACCTCCAAGGATGGTGAACCATTCAGTGGATGCCAG
CTGTTTACTGAACATCTGCATTCCAGCAAAAACCAACACTGACAGGAGGCTGGAGAGCAC
CAGAGACGTGCCTGTGTTCACCGCCATTAGCTGCTGCTAAAATGTTATTCTTTCGATGAA
AAACGGGAGAGAATACGCAAACTCTCTAAAGACATGCAAGGATCCCCCCGGCCATA
>CL491Contig1
TTTATTGTGTAACGTTTACATATTCAGATTCAAGTAAAGGAGGAACTCGTTTCCTAGAAT
ATACTTTTTTTGTTTTAAAAAACTGCAAAATGCTTTAAATGAAGAGGAGATAGTTCTGCT
GGTGTGTACATTCTCTGTATGATCATAACAACATCTGTAGTAAACATGTGGACTTCCAGC
TAACAGACTATTGTAACCGCCACAGGAATTCTCGTCTTGTACTCTTATATTTGCTTGCAG
AAGTGATTTCATCAAACTTAATGTGATGAAACCGCAGTTCTTTAGCTCTTCGGTTCTGGA
TTTCTCCGTTAAAGTTGCATGAAACAGTGAAACCGTGCCTGAAGTTAGGAAACTTTATTT
CTACATGTGGAAATAACGAGATTTAAAACAGACACTAAACATCAGAGCTGGGGAGCCCTG
GAGGTTCGGATGCTCAACTGACGCTTTGGTTTCCTGTGTTTCGTGTCAATGTTATGGAAC
AAATAAAGTTTTTGTGCATATGATTGGTGTTTTTTTTATAGACATTGTCATGACCAGAAC
TTGAACATGAGACACTAAAGAAGGCATGAAAAGGTCAACTAGAATATTTACAACTTTTGG
ACATTTAGACTGAGAAAAAACCTTGCTTGGTGGGTAAAATGAGTTGGTTTACAGCAAAGA
AGAGGTTCTTTAAATACTTCATTTCCTTACAATAAGCTCAGTCTTCATTACATGCCTCTT
CATAAACAACTGCTTTTCTAGGGCTGATTTAGGAGTAGTAATGTGTTACCATAACCTTCC
ACTTGGGGAGGAACGAGGCTGAACCTCTCCAAAGTGAGCTGTTGAGTGCAAAAGTAAAAC
TGATACCGGGGGGGTTCACTTGAGGAGGTCTTTCACAAACTGAAACCCCTGAGTCGTCAT
TTCACTCGCTTTTGTTGGAGCTTCAGAAAGTCTGGAAATCGTCCACCGCACTCCAGAGTT
CCACGCCTGGACCGGAGAAAATTCAACGTTAGGGATGGTTGGAAGCTGAGTCTGAAGACC
GAAGTACTTCATCCACTCCTCAATGGCGGGGGGGACAGCGGCTCTGGCCTTCTGTAGGGC
CTCAGAACCTTGTTCGCTGCCCCCCAGCAGCCCGGAGTCATAGGCCACATACACAGCCCC
TCCCGCTATGCCCACCTTGGTCGCGAGTTTCACTACAGGCAAAAGCTTTGTCGCCATGAT
CCACGGGTAACCGAACTATCCCGAAGCCACGACTGTGACCTGAAAGAAGTCAAACCTAGC
AGCTGCACTGAAGGACAAGCCGGATTCTTGTCCTGTCAACCACAGCTGTCCCCGGCCATA
>CL492Contig1
CTTTCTATTGTCATGGTTTCAGTTTGTTGTCTTTTTTTTCGCTTTAGTTCTTGTTCTGTC
TTGTTTGGTTCTGTTTCCTGTTTTATTTTGAAAGGTTTCCTGTCTGGTCATGTTTCTTGA
GTTTTACTTCCTTTGGTCCCCATCTGCCCTAATCGTGTTCACCTGTGTCTTGTCTGCCCT
GTCTGTATATAAGTCTTGTCTCTGCCTTCCTCCTGTGCTGGTCCATTAACTTCTGCTCAT
GTTGATCACGTCTTCTTGTCTGGCGTCCATGTCCCTTGCCATGCCACAGTAAGTTTTTGT
TTTTAGTTTTGTCATCCTGCTCTGCAGCGCTTTTTGTTAGTTAAATAAACCCACTTGCCC
TGAACCCGTTTGCCTCCCGTCTCTGCGCCTGGGTCCTACCTGCTCTCGACCTGCAGGCAT
GCAAGCTTGGCACTGGCCGTCGTTTTACAACGTCGA



>CL492Contig2
CAAATTCCTCGTTTTGTAAAGTGCGCTCTACTGAACCTGGCAATAAAACTTTTTCTGATT
TCTGATTCTGATTCTGATTCTATTAATCATTGTTTTTTATTCATTCAAAATGCAATTAAA
TCAATATTTTATCTTTTTTCTTTTCCTTTTTCTTTTTTTTTATCTCTTATATCCTTTTTT
ATAATCAATGTTTGAACTTCTTTTCCTTTCTATTGTCATGGTTTCAGTTTGTTGTCTTGT
TTTTCGCTTTAGTTCTTGTTCTGTCTTGTTTGGTTCTGTTTCCTGTTTTATTTTGAAAGG
TTTCCTGTCTTGTCATGTTTCTTGAGTTTTACTTCCTTTGGTCCCCATCTGCCCTAATCG
TGTTCACCTGTGTCTTGTCTGCCCTGTCTGTATATAAGTCTTGTCTCTGCCTTCCTCCTG
TGCTGGTCCATTAACTTCTGCTCATGTTGATCACGTCTTCTTGTCTGGCGTCCATGTCCC
TTGCCATGCCACAGTAAGTTTTTGTTTTTAGTTTTGTCATCCTGCTCTGCAGCGCTTTTT
GTTAGTTAAATAAACCCACTTGCCCTGAACCCGTTTGCCTCCCGTCTCTGCGCCTGGGTC
CTACCTGCTCTCGAGCCTCCCCCCCACACGACATCTATACATCCAATGAAATTAAACTAC
AAATCAACAAACACAACTGATAACAAATGTCTCTAAAAAATGATGTGTATATTTGCAGAA
CCTTAAAAACACCAAACAAATAACAAATGCTTCCCAATTAAAGCACAAAAAATGGAACAC
AAAATGTAAAACCCAAGTTAGAAATTGCAATTTGAAAAAGATACTTTTTTCAGCAGCTTT
TCAAAATCAATCACCAATTCTACTCTTCTGTGGATGAAACAAAGAACTCCAGAACAATGA
AGCCATTTCTCTAAGTCTCTCTCACCTTCAGTTTTAAACAAGGTCTGTGAAAATCCACCA
TACATTGGTCACATGAACTCAGAGACCTGCTAAAAGTGCACAATTGTAAAAGCTCTTTTA
TAGAGACAACTGTTTGTTTGCTTAGAGCTGTAAATATAAAAAAAAA
>CL492Contig3
TCTGNTTTTATGAGAATGATCTCTTCGTGCTGTAAATCAATCAATCAATCTTTATTTATA
TAGCACTTTAACATCTGCCAGATGTAAGGCTTTCACGGACAGTGTGGGATTCTGCCCCTC
ATCTTTTGTTGCCTCCATCTTACCAAAAACAAATCAACCCTTTCACTACGGCGTGAAGGT
CTTTGCAGCACATTCGACAGTCTGGATCATGTTTTGCTTTGGCAGGAATTAAAATAAAAA
TAACACAGGAGTCATGTGATGTGGTAGAACTCTGAGACAGTAATGTTGTAAGAACAGGGA
TTACTTTGAAATAGCAGTAACCAGTAATCTGTAAAGGATTACAGTTGGGAGCAACAGGTA
TACTAGGAAGACAGATGTTTATTTTCTTTCCTTCACAGGGATCGGCTGCTTCAGCTGTTA
CAAGGAACTAGCAACAACAACTGTTTTGCGTTGCTGATCTCCCATGTCAGTGTTCACTGT
GGGGGGGTGAAGCCTCAGCTTCACTGTCCTCAGAGTCTCCGGCTGCACAGACGTCTCTCA
GACCAATGAGGGAGGTGTCCGGTTGAACGTCCTCCTCGTCTGACTGCACCAGCTGTGCAT
CACTCTCCTCGCTGGTCGCCTCTTCCTGTTCCCACACAGCAGCTTCCTTGGACCGGTCCT
GGTTTGTGGGGGAGTCCTGGTTCAGCGAGTCAGAACAACTGGATCTCAAGTCTGGACCAG
ACGTTGGTGATGTCCCAGGACTGGTGTCACTGGTGGAATTGAGAAAGTCGTCCAAGGCCT
CCTGGTCCGACACGTTAGCTACTGTCATCTGCTCCAGAACACATGCATCTGCTCCTACCG
CCTCGGTATGCTGCAGGTGTCCAGTGGATAAATATTCTTCAATGTCTTGGTGGAAGGCCT
CTTCGTAGACCTTCTGACGTTCTCTGAGTTTCTGCTGCATGGCCCGCTCCAGTTCTGCCA
CTCTCTGAGCATGCTCCAAGTTCAGCTCCACTTCAAGTAACTCCACTTCCTTCCTTTTCT
TTTTCTTGTAGATTTCCATTTGGTTGATGTGCTGATTTTTGACTGTCTGCTGTTCACACT
GACAACACAAGGTCTCCAGGTAGACCAGTCTGCTCTCCATCTCCTCAAAGTCACCTTCCA
AATGAGCTATTTTGGCGGTGATGGCGTCAAACTGGCTAATGAAGTCTGGCAAGCTGTGCA
GCTGTTCCTGCAGCTGGATCAGAGCGGCTCGTCGTTTCTCCCAGTGAGCAGAGAGCACCA
CCACGTCCCCATCAACCGCCTCAGCAGCCTGAGCATTTTCCTGGCTCCTTTTATGCAGCA
GAAACCAGCTGTTCTCGTACCTGCTTAAGATCTCCACACCGGCCCTCAGATGGGGAAGAC
GTTCTTCAAACCTGTACCTCCTCCTCGCTTTGCCGTCTCTCGATGCTTCCCCAAGAGTCT
TGAAGCCCGACGACAGATCCTGCTGCACCACCTGCAGCCTCTCCCGAAAGTTTTCAAACA
TCCTGCTTCGGCTCGGAATAAACCACTTCACTGTCGGGAACCCGTCGATGCCGCAAACAT
CTCCTCTATCCC
>CL493Contig1
TTTTTTTTTTCCCAGTCTGAACACTTTTATTGTGAGTGATATGTTGGTGATACAAATCAA
ACCCACCAAGACAAAATAACCATCGAGCACTAAGGAAGGTCAAGCGGCTCCCATTCAGGC
TTCTGGAGTGTATAAAAACAAGACAACACTTTCATGTGGCAGCATGTGTTATTGATCTGC
ATCTGGTTGAGGTTTCTTATAAAAAGTACATAACAGACCATGATTTTCTGAAATTAAAGA
GGCATGGTCAGAAGGAATCATTCACGAGGAAAAGAGAGGACCAGGAAGTGAGAGACAACG
CCATGATGCCGGAGATGGTATCTAACACCTGAAATAAAGGCTGGCGTCCTGATTCCCTGT
CCACGTGCTGCGAATGGTGGAAACAGACTCGTGGAATGTTTTTAATCTGAAGGCAAACGG
CTCATCTAAGTCCTAACTCTTAAGGCCATGAGGATGCAGCTGCACCTAAAGTGAGGAGTA
GGAGAAAAGACCCTGGTTCTCTTGCAGAGTTCTGTCTGGCACTCGACTATTCGGGAAAAA
GATCTGGCCTGAATCCCAAATAATTTAACAAGACCTAAATCCACGTAATCTGCTCAAAGG
CTTCAGCGAGGCTGGCTCGAAGAGTTGGATCCAGCAGTGATTGAACAAAGACCACACAGC
CACCGTAGTATCCAAGGCAGATTATGGTAATTATACAAAACAAGGTGGACAAAAAAACTG
TGGTTTAGGATACAGCAAGGTCGGATTGCTTTTATGAAGCATAACAAAAAAAAAAATCCA
GATTTTTAGGATGTAATACTTATCAGACAGAAGAGGTAAAAGGAGAAAAAAAATAAAGAT
GCACAGGTTGAAGAGGAAAGACCACGAGGGCGAGGAGCTGATGGACGGACAGAGCAGGAA
GCCAAAAAAAAAAGAAAAAAAAGAAGATGGTTTGATCCAAGGAAAGGAAAGACCTGATGG



AGAAGTGGGGAAATAAACCAAACAGAAATCATCAGTCCTTCCATTCTTTCTTGATCACGA
GGCTCCACTCCCAGGAGAGGTGGTCGTTCTTGTCGTCGTCGGTGAACTTGGACTTGATGT
TGTAGGTGCCGCGGGCCAGCATCCCTTTAGGCGACTCCTCCATGGCTGTGAGGTACTCGT
ACTCCTCGTTCGGTCTTGGGCCGTAGCTGCCGACCATGTAGTCCGTCTTATCAACTCTAA
CTCCTTTCCTGAATGTTTGCTGAGTGTACTTGAGGCCTGAGACGATATCCTTGTTCACCT
TGAAGTTGATCTTTACTCTGTATTCAACTCCCTCCTTCAGCGTGAACGGATTCTTCCTAA
AGTTCTCGAGGTCTCCCTGCAGGTCTAAAATCAGTGGAGCAGGAGCTTGTTCACATAGCA
GAGTCATCCGTGTCACCTGCACATTTGGGACGCTGGGATCTGCAACCGATCCAGCATTTC
CCAAAAGCGCCTCCTTGTACTTCCTCAGGCTCTCGTCATCCTTGTCCAGCTCCTGGATCT
CTTGCAAGGACTTCTGGGCAGGTGGTTTGTAGTTGACGGAGTCTGGAGACTCCTCAGCAT
TGGCTGCTGCGATCTGTGCCAAAACCTCTGGTGTGGGCTCCTGCTCCGCCATTGTGTGCG
TTTTCTGCTTTTGCTGGCTGGGGCCGTCTCCTGTGAATCCCGGCCATA
>CL494Contig1
TCCCAATGGAACTCAGCTTGTATAGCGCTGCTGTGGCTGCTGCATCTCTTGAAGTGCAAG
CTAGTGTGTCTCCACCTCTGCCTGAAAACATCAACTTTGCTCATCTTTTGAAGTCTGATA
TCTCTTTTAAGGCTGCAATTGCTCCAAGCTTTTCCATGCACACATATGCAGTCATGGGTG
TGAACACAGTTTTCCTCCAGGCCTCTTTGGTGTCAAGAGCCAAAATTCACTCAATTGTTC
CAGCAAAGTTTGCAGCAAGATTAGACATGATTAAGGGTAACTTCAACTTCCAGATCCTGC
CTGTTGAGGGTGTTGATACCATTGCATCTGCACGGCTTGACATGTACGCTGTTGCAAGAA
ATGTTGAAGACCTTGAAGCGGCCAAAGTAACTTCAATGATCCCAGCCGTAAATTTAACAC
ATTTGTCAAAACAAAACTCAACCTCACTGAGATCCAGGATGGCCTCTTCTGTGGAGGAAA
GTTCGTCTGCTTCATCAGAAATCCTGTTTAGCAAAACCCCTAATCAAGTTGCCAGCAAAC
TGAAAGTTCCCAAAGCCTTCATGTGGAAGCTGTGTGCTTTAAGCTACACCTTTGGAATCA
AGGCCTGTGCAGAACTGGAGTCTCGCAATGCATCCTTTATCAGAAACAGCCCAATCTACG
CTGTAATTGGAAACCATTCCTTTGCTCTTAAGGTTTCCCCAGCTCCAGGGCCAGCCATTG
AAAGGATTGAAATCGAGGTTCAAGTTGGAGATAGAGCAACAGATAAGATCATTAAAGTTA
TCAACATGAGTGAAGAAGATGAAATTCTTGAGGATAAGAATGTGCTTCTAAAACTCAAGA
AGATCCTGACTCCTGGTCTGAAGAACAGCACAACTTCGTCAAGTTCAAGCAGCTCTAGCT
CCAGACGTTCCCGCTCAAGTTTGTCCTCTGCAACATCATCTGTGTCTTCCTCAAGAACCT
CCTCCAAGACATCTTCCAGAAGCTCTTCCAAGACTTCTTCCAGAAGCTCTTCCAAGACCT
CTTCTAGGACCTCCTCCAAGACTTCCTCCAGCTCCTCCTCCGGTTCCTCCTCTCGCCGCA
AGAGCAAGACAATTGATCTTGCTGAAGTCCTCAACAGGACATCAAAGTGGCAGTCAAGCA
GCTCCTCCAGCAGCCGATCAAGCCGCCCTTCAAGGAGCTCATCTTCTGTTCGGTCAAGCA
GCAGTTCTTCCAGCTCCTCCAGCTCCAGCCAAGAGCTGTATGAAATGAACTTCACCAAGC
ACCACATCCATCAGCATTCCATCTCAGCAGAACGTGTCAAGAGCAAAAGCAGTGCTTACA
GCTTTGAATCGATCTACAAAAAGGTCAGGTACCTCTCCAATACAGTTGACTCTTTAGTGA
CCATTCTGATCCATGCTAAACGAGCTGACCACAAGAACCAGGGTTACCAGGCTACCGTAT
ACTACGATAAGGACAACTCCAGAGTGCAAATTATTTTTGCTAACCTGACTGAAAATGACA
ACTGGAGAATCTGCGCCGATGGTGTAATGCTCAGCAAACACAAGATCATGACCAGGGTCA
CATGGGGCATTGATTGCAAGCAGTACAACGCTTCAATCATCGCTGAAACTGGTCTGGTCG
GAAAAGAACCTGCAGCTCGATTGAAAATGACCTGGGAAAGACTCCCTGAGGGCTTGAAAA
GATATGCCAAGTGGGCTTCTGAGTATCTTTCCCGAATTGCTGTTCGCAATGGAGTAAGTC
AAGCAAAAGTCAAAAACTTCCAAAAACAGATACAATTGACAGCTGCTGTCAATGAGACAA
ACCTAAATGTTACACTGAAGACACCTCAGAGTACTCTATACAAACTTGGATTGAGTCTTC
CAATTTCTTTACCCCTTGGAGAAACTGCTGCTGAGTTGGAGGCCTATCCTGAAAGCTGGC
CTGACAAACTGTCCTACATGCTCACCAAAGCCCATGCTGCTCAGTGCATCTTGGTCAATG
ACAGCTTGATCACGTTCAACAACAAAAAATACAAAAATGAGATGCCACATTCTTGCTACC
AGGTCTTGGCTCAAGATTGCACATCAGAACTCAAATTCATGGTTCTGCTGAAGAGAGACC
AAACTGCAGAACAGAACGAGATTAATGTCAAGATTGAAAACATGGACATTGACATTTATT
TAAGGGACAATGCTACTGTGGTGAAAGTCAACGGCGTGGAAATCCTTTCTGCCAACATGC
CCTATCAGCATTCAACAGGCAATATACAGATCAGAGAGAAGGCTGAGGGTGTTTCTCTGC
ATGCACCTAACCATGGTCTTCAGGAGGTCTTCTTCAACCATACTACAGTGAAGGTTCAAG
TTGCCGACTGGATGAGAGGAAAGACTTGTGGACTATGTGGAAAGGCTGACGGGGAAGTCA
AGGAAGAGTATCGCACACCCAACGAGCGAGTGTCTAAGAATGCAACCACCTTTGCTCATT
CCTGGGTTCTGTCGGGACAGAGCTGCCGCCATACCTCTGAGTGCTACATGAAACTTGAGT
CTGTGAAGCTGGAGAAGCAGGTCAACCACTTAGGTGAAGATTCTAAATGCTACTCTGTTG
AGCCTGTGCTTCGCTGTCTTCCCGGCTGTATGCCTACAAGAAAAACCACTGTCAATGTCG
GATACCATTGTCTACCCATTGGTACAAATCTAAATCGTAATGACGGCCTCAACAGCATCT
TTGAGAAGAGCATTGATTTGAGGGAGACCGCAGAGGCTCATCTTGCTTGTCGCTGCACAG
CTCAGTGTGCATAATTTTATAACTTTGCATCATGTTATACTCTGTTTTTTAACCAAGGTT
GTAAACTTAAATAAAATATAAAGGCATGTGAATTATATGTTGCGTTACATGTCATTAAAG
CAAGTGCAAAAGTCAAAAA
>CL495Contig1
GCTTGAGGTGACTTTCAGTCGGCTAACAGTAGTGGGGTTAAGTCAGCGTCGACAAACACT



TCAACATGGCTCAGGCAGTGCAGAAATTGGTCGCTAAAGTACCTAGTCTCGTCGGCGCCG
CTGTCACCTATTCCAAACCTCGTCTTGCAACCTTCTGGTACTACGCCCGTGTGGAGCTTG
TGCCCCCCAGCCCTGCTGAGATTCCCAAAGCCATCGAGGGAGCTTCAAATCTGATCAAGG
GTTTCCAGACAGGACGCCTTGGTCAAACCACTGTGAAGGATGCTTTAAGGAATGGACTGG
TGGCCACTGAGGTTCTCATGTGGTTCTACATCGGAGAGTGCATCGGCAAAGGAAGCATAA
TCGGCTATGATGTCTAGATTTTGGACTTGATGTTTTGTTCTTTGACCATTGTATGCTCAG
CTTCCTGTAAGAATCCTGGGAACCAATAAACAGAAATTTATTGTTTAAAAAAAAAA
>CL496Contig1
GAGAAGCAGCCGGTGACACTCTGCTGCGCCTCACCTTCATCACCTTCATCATGTTCCTGA
GCGGCAGCGCGCTGCGCGTGTCCGCTAAGGTGTTTCCGCGGTCCGCTAGGAGAGGCATGG
TCACGTGGCAGCAGCTCCCGACTTCCGCCGTAGCGCCGGACTGGGCGGGAATCGAACCGC
CGACCCGCAGACACAGAACCGCCAGACCGGCCCACGCGGTCTGGCTGTTGTCCAGAGGAA
TTCACCTGAGCCCCGGGGGGCGGAGTCAGGGGGAACCGGGCCCGGTCAGCCGGCTGTCTG
AAGCCGCCTATGAGAAGCTGGCTGAGGAGACTCTGGACGCTCTGGCCGAGTTCTTCGAGG
ACCTGGCTGATGAGGACGTGGCTGGAGAAGAGCTGGACGTGCTTTTTTCTAGTGGCGTTC
TGACGGTGAAGGTGGGCGGAGACTACGGCACCTATGTCATCAATAAACAGACGCCCAACA
AACAGATCTGGCTTTCTTCTCCAACCAGCGGGCCGAAGCGCTACGATTGGAGCGGCGAGC
GCTGGCTGTACTACCACGACGGCGTCAGCCTCCACCAGCTGCTGTCCCAGGAGTTTTCCC
TCATCTTCAAGAGGAACATCAACCTGCTGGACCTCCCTCATTCCTGAAACGGACCTCTGC
GGAGTTCCGCCACTGTCGGCTGAAGGAGCCCCAGGTTTGATCCCAGAACACCTCAGAGGA
ACCAGGATGTTCCGGAGCAGCCCGCGTCACGGGGAAAAGAGCGTTCCTCTTCCTCTGCAG
GTTCTGCTCTGCCGACAAATCAACACTTTAAGACCCGAGTNTGAACCACGTCATGATCCA
AAAGACGGTTCCTCCTCCCCTGTGCGGTTCTGCTTCTTGTCTGTGCTAGAACGTCGGTTT
CTGAAAGTTGCTTTGAGCCAAAGTCAGGAGGTGAAACAGGAATCCTCAGATTCTGCTGAA
CAACGTCAGGAAGAAGGAAACCAGTCGGGTCTCAAACCAGCAACCTCCTCTAGACCCGCT
GCACCACAGCCCTGGGGGGGGGGTATTCTGTCTAATGTGAACCCTCATAAAGACTTTCAG
ACGTTTATCACAAACCTGTTTCACTTCTAGTCCCAAATGTTTTAGATCCTGGCTTGGAGG
CTGCAGGAACGTGGAGGAACGTTCGGTTTCTGAGTTCTAAAGGTTCTAAATGTGGTTCTG
CTCGGTTCCATCTTCAGGCTGGACCGTCTGGTACCTGCAGTAACCTGCAGAGGCCAGCAG
GTGTCAGAAAACAAACATTTGAGGACCTGCAAACATTTTTGACCGTTTATTTAAAAACAC
ATGAAGAGATTCCAGATGTTGGAAAGCCAGAGCGTCAGTGAATGCAGCACGAGTTTGGCG
TGGAACGGCGACGCCGCCAGCATCAATCTGCTGCAGGTCAGAACCAGCAGGAGATCTTTA
ACGGCAAAGACGCAGGAATAAATAGGAGCATGTGGGCGGAGTCTTTTCTCTGAGCGGCTA
CATGCGGCGGAGGCTGGACCGTGGTCATCCGTCTGAGCGCGCTCACAGGAAGTACGGCGT
GGTGGTCCGGGGCGGGATGACCCTCTCCGAGTCCGGCACGGCTCTGAAGAGCTTGGGTTC
TCTGGTGGCGGCGTCTTTGAAGACCATGATAGAGGCGATGTTGCCGCAGCGGTAGCAGTA
GTTGGGCGCCGACCACACGGTGACCAGCTTCTCATCGAACATGAACTTGTAGCCTTCATG
GACCAGCTGGTGGGCGCGGCAGATCAGCTTCAGGTTGTTGATGTGAACGAACTCGTTGGT
GACTTTGGCACCAAACAGCCATCCGGCTCCTCGGGGGCTGATGGCCCAGGTGTCCACGTC
TTCAGGGTCCGACCACACCAGGTCACAGAAGGCTCCTTTGTGGGGGATCTCCTGGTTCCG
CTCGATGGTTCGGATCTGGTCCAGGGTCTTGATGTCGGGGGAGAGGCCGCCGTGCACGCA
CAGGACCTGCTCGTCCATCAGCGCTGCCACCGTTAGCATGTCGAACACTTTGGTGCAGTA
GCGCCACGCGTTGGCGTTCCCATATTTGGTCTGACACTCATCGTAGAAGCCGTAAACTTG
CGTGATCTGTCTGCTTTCATGGTTTCCACGCAGAAGCGTGATGCGGTCGGGCCACTTGGC
CTTGAGCACCAGCAGGTACGTGAACGTCTCCAGGCTGTAGTAGCCTCTGTCCACGAAGTC
GCCCATGAAGATGTAGTTGGTGTCGGGAACCTGGCCGCCGGTCCGGAACAGCTCGCAGAG
GTCGTAGAACTGTCCGTGAATGTCGCCGCACACCGTCACCGGAGTGGACACGGGTTGGAC
GTTGGACTCCTCCAGGAGAAGATCGCAAACGTAGTCACATAATCTCTTCAGGTCGTTCTC
CGGGAGGTATTTACACACTTTAGCGATTTCTGCGTATTTATCCAGATCCAGGGGCGCCAT
GGCGGCACGCTCACTGCTCATGCGCAACCTACTGCCTTACGTCATAGCTTCCCGCCCTCC
>CL497Contig1
TCCCCCGGGCTGAGGAATTCGGACGAGGGCGCGCTGTCTGTGTCCGCTCTGCTGCTCCTG
GCTCTCAACTCCTGCCGGGGGACGCAGGACAACCTCCTGGACGAGGATGTCATCGAGCCC
GTCGTCCAGGCTTCCAAATACGGCTCTCTGTGGCCTCTGCCGCAGAAAGTGCAGATCTCG
GAGGTTCCGCTGAAGCTGAGCGGAGCCACTTTCGAATTCACCGATGCTAAGGGGTCGACC
GCCGGTCCGAGCTGCAGCCTGCTGCAGAGCGCCTACAGGAGGTACTATGATTATATTTTT
GGGGGCCCTAAAAAACAGAAGATGAGCAGAAACAGACGAGCTGGCCCCTTGGAACTGACT
GAGCTGCAAGTGTCGATCACATCACCTGACTCCCAATGTGATGGTTATCCTTCTGTGACG
TCAGACGAGTCATATGAGCTGTCTGTGGATGTGCCGGTCGCTGTCCTGAAAGCCCCAACC
GTCTGGGGAGCTCTGCATGGACTGGAAACCTTCAGCCAGCTGGTGTATGAGGATGACTAT
GGAGCTAAAACCATCAATTCCACGAAAGTGAGCGACTTCCCGAGGTTTGCTCACCGAGGC
ATCTTGCTGGACAGCTCGCGCCATTTTCTCCCCATTAAAGTCCTCTTGGCTAATCTGGAA
ACGATGGCCATGAACAAGTTCAATGTTTTCCACTGGCACATCGTTGACGACCAGTCCTTC
CCGTATCTGAGCCGGACGTTCCCACAGCTGAGTCAGCAGGGAGCTTACCACCCCTACAGC



CACGTGTACACGCCTTCTGACGTGAAAATGGTGATCGAGTTTGCTCGCCTAAGGGGCATC
CGGGTCATCCCGGAGTTCGACACCCCAGGACACACGCAGTCCTGGGGGAAAGGCCAGATG
GATTTGCTCACCCCGTGTTTCTCCGGTGCCACGCCGTCCGGCTCTTTCGGACCGGTGAAC
CCCATCCTGAACACCACATACGACTTCATGAGCCGCTTCTTCAAGGAAGTGAGCGACGTG
TTTCCTGACGGCTACGTTCACCTGGGAGGGGACGAGGTGGACTTCACGTGCTGGAAGTCC
AACCCGGACATTAAGAAGTTCATGGATCGGCAAGGCTTCGGGCAGGACTACAGCAAACTG
GAGTCCTTCTACATCCAAAAACTTTTGGATATCGTCACCACAACTAAGAAGGGTTACATC
ATCTGGCAGGAGGTCTTTGACAATGGTGTTAAGCTGAAGCCAGACACACTTATCCACGTT
TGGAAGGGAAACCAGGAACAATACCAGAACGAGATGGCAAAAATTACCTCGGCAGGGTAC
CAGACCCTGCTGTCCTCTCCCTGGTACCTGAACCGTATCTCCTACGGCCAGGACTGGCAG
AGCACTTACAAGGCCGACCCACAGGATTTTAAGGGAACTGAAGAACAAAAGAAGCTTGTG
ATTGGTGGAGAGGCCTGCCTGTGGGGGGAGTATGTGGACGCGACCAACCTGACGCCCCGA
CTCTGGCCTCGAGCCAGCGCTGTGGCAGAGCGACTGTGGAGCGCCAAAGACGTCACGGAC
ATCAACGACGCGTACAACAGACTGTCGGCGCACCGTTGCCGCATGGTGGAGCGAGGGATC
CCAGCTGAGCCGCTGTTTTCCAGCTTCTGTCGGCACGAGTACNAAGGCATATGAGCGCCT
GAGGCTGACTGGGGAACAAAAGGGAATCAAACCTGCATGGATCAACTGCAAGTCTGGGCT
TTTTTTTTTTTTTAAGGAAATAGNGTTTTTTTTAAAAAAAATTTANTTAAAAAAAATCCA
ATGCTGCCTTTTCCCAG
>CL497Contig2
GTCTTTCCTTTATTGATNAACAAATGTTTTTTACATTTTAACTATTTAAGTGTTTTAAGC
ATTTGATTCTCGGATGTTTTACCTTTTTGGTGCTTATAAGACAAATGTCCATGTGACCTG
AGGAGCTGAATTTCGGGTGAGCAAACCTCCTCCTCCTCCTCCTCCATCAGGTCCAGTGTT
GGGTTGTCCTGTGCAGGGCATCTCTGCTCTGATCCAGAGCGTTACCACGGCGGCAGGAAC
GTCCCCCACCATGGTGTCGGCCTGCGTGTCCCGCTGCATGCTGAAGGTGAAGCTGGAACA
CGTGTGCAGCGTCCGGCTGCGGGAATGCTGAAAAGCTGCAGCTGTGGCTTTGATTGCAGG
CGCTGAGGCTGGCAGGAGGGCAGGTTCTGGAGCCCGTCATGTCCCTGGAGGTGACCGTGG
GAGAGGAGCACCTCAGCGCCGTGCTGGGAGACGTGGCTCAGCGACGGGGGGTGGTCAGAG
ACATTCAGAGTCGTCATGACAGCAAGGTGCTGCTGGCGAGTGCCCCGCTGGCAGAGATGA
TGGTGAGTCCATCAGGATCCCCCTTTGGTTTCAGTGACCCTCACGGCCGGCCTGTTCTCT
CATCGCAGGGCTATTCCACCGCTCTGCGAACCCTGACGTCCGGAAACGCCACCTTCTCCC
TGGAGCTGGCCGCCTACGAGGCCATGAGCTCTCAGGACCAGAATAATCTGCTCAGACGGG
CGGCTGGTCTGCTGTGACCCGGACAGAGGACTCGCAGGAACCATCACACTCGGATCGTCA
CAGAGGATGAAGATTTATTGTGAAAAACATTCACAGAATTGTAAATAATGTAAAATCAAT
TTGGATCCAATTATTTAACAGTTGGGGTTCAGTGACGGCAGAAGAGCTCCTGTTTGACCA
TCAGACATTCAGAGGAGTAAAATAGCGCCGCCACAATCAATAAAATTGTTTCTCAGCACT
GCTGGGAAAAGGCAGCATTTGATTTTTTTTAATTAAATTCTTCTTAAAAAAAACACTATT
TCCTTAAAAAAAAAAAAAAGCCCAAACTTGCAGTTGATCCANGCAGGTTTGATTCCCTTT
TGTTCCCCAGTCANCCNCAGGNGCTCANATNCCTTTGNACTCGNGCCNACANAANCTGGA
AAACAGCGGCNCACCTGGGATCCCTCGCTCCNCCANGNGGNAACGGNGCNCCAACAGTCT
GTTGNACNCGTCGTTNATNTCCGNGACGTCTTTGGNGCTCCANAGTCNCTNTGCCANAGC
GCTGGCTCNAGGCCAAANTCGGGGCGTCAGGTTGGTCNCGTCCACATACNCCCCCCACAG
GCGGGCCTCTCCCCCAATCANAAGCTTCTTTTGTTCTTCAGTTCCCTTAAAATCCTGGGG
GTCGGCCTTGTAAG
>CL497Contig3
GCACGAGGCTCCGGTGCCACGCCGTCCGGCTCTTTCGGACCGGTGAACCCCATCCTGAAC
ACCACATACGACTTCATGAGCCGCTTCTTCAAGGAAGTGAGCGACGTGTTTCCTGACGGC
TACGTTCACCTGGGAGGGGACGAGGTGGACTTCACGTGCTGGAAGTCCAACCCGGACATT
AAGAAGTTCATGGATCGGCAAGGCTTCGGGCAGGACTACAGCAAACTGGAGTCCTTCTAC
ATCCAAAAACTTTTGGATATCGTCACCACAACTAAGAAGGGTTACATCATCTGGCAGTGA
GGTCTTTTGACAATGGTGTTAAGCTGAAGCCAGACACAGTAGTGCATGTGTGGATGGGCA
GCGGGAGCGATGCGGAGATGAACAAGGTGACGACAGCAGGATACACAACCATCCTCTCCG
CCCCCTGGTACCTAGATTATATTAGCTACGCTCAGGACTGGCAGAAGTACTACAAAGTCG
AGCCGCTCAACTTCAACGGAACTGAAGAACAAAAGAAGCTTGTGATTGGTGGAGAGGCCT
GCCTGTGGGGGGAGTATGTGGACGCGACCAACCTGACGCCCCGACTCTGGNCCTCGAGCC
AGCAGCTGTGGCAGAGCGACTGTGGAGCGCCAAAGACGTCACGGACATCAACGACGCGTA
CAACAGACTGTCGGCGCACCGTTGCCGCATGGTGGAGCGAGGGATCCCAGCTGAGCCGCT
GTTTTCCAGCTTCTGTCGGCACGAG
>CL498Contig1
TTTTTTTTTTTTTTTTTTATGTCAAAGTCATTTATTATTAAGAAAATGTACAAAAAACAT
TGGCACTGACAGAAGTGGTGAACTACAAAACACTACTGCAGCATGAAGAGGCGTGTGTCA
ATCTGGACTAAATAAGCAGGTAAACATTTTAGTAAAATATAAATTCAAAATTTTTTTGGA
TTGTGTTGCACAAATGTCAATTATGGAGAGGATTTTATGTCAGTAAAGATTTTTATGTTT
CAAAAATGTGTTGTGTTTTCTTTGTCGACCTTCCTGGAGATGACGGAGTCTGCTGTGTCA
GTCATGTTCATCATTAAGACATTCAGTTTTCAGTTTTTCGGCTTGTTGTTGACCCGACTG



TTAACAGCTTTCAAAAAGAATAGTAGAGCTTTGACGTTTTTAGGCAACAGCAATGGCCAA
AGAGCAGTGATTTCTGTTTTTTTTACAGGATCTGTCTGGGCCGTCCATAGCTCATGCCCT
CCTGACTGGCACCTTTGTTGGACCCCATCTGCAAGCCGATCACGTTTTTGCCCGCCTTCA
GCTGGTCGTCGCTGAAGTCTCGCTTGTTCTCTTGCGCCTTCTTGAAGAACCAGTTGGGGT
CTCCGTTGTAAGTGCCTTCGTCCTTGGTGACGGCCAAGCTGCCCAAGGCCGACAGGGTCC
TCTGCACCGCAGCCAGATCCTTTCCTTCCCAGAGGTCCACGGTCTGGAACATGTCAGTCT
TGGTGACGCCGTACTTCTCTGCCGCGTTGAGGAACTGGGAGATCTGCTCCATCTGCTTGA
AGGCCATGGGCGAGCTCTGGGTCTTCTTTACGGGTTTCTCAACAGCAAACAAGCTGTTGA
TAAGTTCCCCTAGAATACATCCATCCTTCAACCAAGCCTGGAAGCCCATTTTGCCTGGTT
CTGGTCGACCCACACCGGAGCCACACTGACGGCAGATCCACTCCACGAGGATCTGCTCCA
GCTCCGGGTCGTACTTGCTGTCAATCTTTTCTTGAACCTGCCGGCTCATGCCGTAAGACG
GGCCTTTGTTAGCCATGCCAGCACTTGCGTTGGAGGAAAAGGTGAGCTCTACACGGGCCG
GCGGTGCAGTGTGCGGGACAAGCTCAGACGCTTGACAGAGTGTTTGTATATGCCTCACAA
GGACCTCCCTCCCCAGGATGCCAGCTTACATGGAGCAGAA
>CL499Contig1
CAGGTTTATTGACATTAAAACGTTTACTTAAATTCTGTTTGGAAGAATCTTTGGGCGGTC
TGTAAATATCTGCAGAAATGTTTTGTCCGAGTTCACCCCGAACTGAGAAAAGAACCCAAA
TACGTGGGCTAATCTGGAAATGCGTTCCCATGGTAACACACGCAGACAGGTCAGAGGGTC
TAGTTGTGCCTGAAGAGCTTGATCCCCATCCAGCTCCAGAGGTGGAAGAAGACGTAGACA
GGAATGGTGACTGGCAGCAGCAGGCTGTAGAAGCACAGACTGCTGCTGCTGGTGCAGCCC
TGAGGGAAGTTCTCATCCACGGCCGCAGAGTAGAACAAACCAAAGAGCGACACGATGGGG
ACCAGACCCACCAGCACAGACAAGGACAGCATCCTGAGGGCTCCAATCACAACTTCTCTA
CAAGAACGCTGGCTAGTGAGTACAGAAATGCGGCGTCTGTGTCACTGAGCAGGCGTCTGT
GGCTCGTCTTTCCGTATGAGCCTGGCGTCTTGAGGGATCATGTTGGGGATGCCGTCGATG
ATGGGGTAAGCAATGCCAAGCTCCTCATTGATCAGCTCGTTGGTGTCAGGATTGTATCTC
AGCGGCTTCTTGGACAGAGGACATGCGAGGACATCCAGCAGGGAGGAGTCGAACGGCGGC
GGCACGTCGTCCTTCACCGCTGTGAAGCTCCTCACGGTCACTCTGGAGGCCGCCGGCGAC
TGCTGGAGCGGCGAGCAGCTCACTCGGCGGTAAACACGAGCCGTCCCCAAAGCCAACCGG
ACAACATCCTTAAACATGACCGACAGGGACCAACAACTGTGTTACACAGGAAAACACCGT
TCT
>CL500Contig1
CCTATTACTGTCAGGCAGAATGAAGAGGGGTGAGTTTAGGAGGAACAGGATTAAAGAAGT
GAGAGATGGAGGAGTNTGATAAATCAGGNGGAAAAGATAACGAAAGTGGGGGCTAGATCA
GAAATTAAAGCTTGGGGCAAAACATTTGAAGCATGAATGCCCTTGTTGTGNGGCTGTGTA
AGTGTGTNTAGCCAGACTGATGGTGCAGATGGGGAGTTNTATAATACAATCATNTNTTTG
GGGACATGCCCTAATTAATAACTTGACCTGCTCAGGGGTAGCCCCCCTTNTGTGAGTTAA
CATTTAGAAGTGCNCCCTCCAGAGATGCACTTTGAAGTGTGTTTCATAAAAGAAGTGACA
GTGACATTAATAAGCCAGTTCAAATAAGTACAGAGATTCCTTTAATTTTTTTTTTTGACA
AGTTAAATTCCGATTTTATACAAGCCTCAAGTCAGCAGAGAGAAAAAAATGCAAAGCAGC
ATTTAATTCATCTAAACAACAAAAAAAGAAAGGAAGAGAAACATTCTCTTCCAGCACTCT
GATCTTCCTTATAGTCAAAGTGAACTCCGTCTTCATGTGTTACAAGTGTGCTGTGTATTT
ACACTGAGAGTCTGCTTGTCAGGCTTTTGACAACTGCAGCGTCAAAGCTGTTAAATCGAT
AAGTCCGATGCTTTTCTGAATCCGTGGAGGCGGCTGGAAATTCCAGTGATGTACTGCATG
TGAAGAAAGGTTTTCTTGAGAAAGGAGTCGCATTTGTTCGGAGCATCTGAGTGTCCGTCA
ATCAGTGAGTGTCCGTCGTCCTGTCCCGGTTTTTGTCCTCAGTTAGACTTGGACCAGATC
TTCCCGCTGCCGCGCAGTCCTTTAACTTTTGAACTTTTCTTGCCTGGTTGCCTTGGTTCC
TGGGAGGAGGCGGGGTCTCTGGGTTCTGCAGGTTGATCAGCATCCTGATTGGAAGCAGCA
CCAGCTGGGGCGGGGCCGGACGAGGGAGAGGCGGCACTGGCCTTTAACGTTTTCTGTAGG
TTTGAGACCTCTGTTTCCACCTGGACTTTGACCTTCAGCTGACTCTCTCTGTATTGGTTT
GCCCTGGAGACCTGCTCCTCAATACCACAAAGCACTGCCTCACACCCTGTACACCACTCC
TGCAGCGTGTTGATTATGTTTGGCAGCTCATTGGGGCCCAAATCACGGCCCACGCTGCAG
TCTACTTCCACTTGCTGGTTCCGCTGGTCCAGTTTACCCTGGATGATGTCACAGTAAACG
GCCTCAATCAGCAGGTCTTCCAGTTCCCGCACATTCTTTAGCTCCAGCTGCTGCAGGAGC
AGCGAGTATGGCAAACACTTGAGGTTGGAAGCCAAGCTAATAATGGAGAGATGCCGCAGT
TTGTTTCTTTGAGCTGGAGTCAATTCTGGAAGAGAGGCTGCTCTCTCTTTGTAGTCGCAG
TAAGTTCCATAGGCAAAGAGGTTGAGGAGCTGGTACACTGGTGCATGCGGGCCGTTTTCC
AGCTCTCTGACATTTGGCAGCTCCAGGATGTCAGAGAAAACATACAGGCCGGGGGTCTCC
AGCAGAGAGCTGACAGCCTGGGCCAGAGCTGAGCCTGACAGAGAAAGGAGCTGCTCCACC
TCCATCTTATTATGTTGGTTTCTAGCAGATAACCTCCTCCTCAACTGTTCAGTTCCGCTC
AGCGCACGTACGACCCCCGGCCATAAGGCCCGGG
>CL501Contig1
GGCTGACTTCAACGTCCTTCTGCTTTGCGAGCTCTTCCTCCTCCTGCATCGACAGCTTGT
GTATTTTACAAAATCACATCTGTAATTTGTTGGATTCCGGATAAATTGTGAGTTCGGTCC
CCGAATATCTTGCTGTTTCAGCAAGTCAGATCACTGGTTAGATGCTGCTTGAGTGGATGA



TGAACGGACACGCCATTCTTTACACGGGGGTCACTTTGGCCTTCTGGAGCACCATCCTGA
TTGTCGGTATCTGCTACACCATCTTTGACCTGGGGTTTCGCTTTGATGTAGCATGGTTCC
TGACGGAGACCTCTCCCTTCATGTGGGCTAATCTCGGCATCGGTCTGGCCATTTCTCTGT
CTGTGGTCGGGGCGGCGTGGGGCATCTACATCACCGGCTCCAGCATCATCGGGGGGGGCG
TTAAGGCTCCTCGCATCAAAACCAAAAATTTGGTCAGCATCATTTTCTGTGAAGCTGTGG
CCATTTATGGGATCATCATGGCCATCGTCATTAGTAACATGGCTGAGAGGTTCAGTGGAA
CGACCCCAGAGACCATTGGAGCACGAAACTATCAAGCTGGTTACTCCATGTTTGGGGCGG
GTCTGACGGTGGGGTTCTCCAACCTCTTCTGCGGCATCTGTGTGGGCATCGTGGGCAGCG
GCGCGGCTCTGGCCGACGCCCAGAACCCCAGCCTGTTTGTGAAGATCCTCATCGTGGAGA
TCTTCGGCAGCGCCATCGGCCTGTTCGGCGTCATCGTAGCCATCCTGCAGACATCCAAAG
TAAAGATGGGCGACTAAAAGACGCCAAAACACTGCTGGAAAACTAAGATGGATTATTATT
GTGTAAATACATAAATTATTTAAATGTGTCTATTTGCCTGGTTTTGTTTTTAACCATCAT
TCAGTGGGTCAGAGTTTCCCTGTTTTCTTCAGAACCTTTTTTCTGTTTTTGGACATTTCA
AAGCTCCAAAATGATCTGAACTCACACTTCCTGACCTTCCTGTCGCATCTTTGTCAGGTT
TTTCTGGCTCTTGCTAACGAATGATGGTTAAAAACGACACTGGGGCGTGTGACTCTGTGT
GTGTGTCTTCTTTTTCCTTTTCCATCCTGTGAGGCATGAGGACGTTTGCAGCTCGGTCTG
TCGGTTCAGGGCTGCAAACTGGGTGACATTCTGTGTTGTTGGATCATGAGATGCCATGTT
TGGCAGCCCGGCGAGCGGAATAACCGTCACCGACACTGGAAGAAGGACTTAGCCGGTGTT
TCGATTAGGATGAAGTTGAGTCATGCGCAGGCCTGTTCAGTGTTTCTGATTGTTAAAAGA
ACAGCTGATGGTCTCAAACCTGCACGGCGACCCGCAAACGGACTCGTTTCTGGAGTTTCT
AAATTCAATCAAATAAATTCAATTGATCTCAAATTATGTCAGAATCATCAATTTCTTTGC
TCTTTAATTTGGAGTCCAGTTTTCTTGACTCAACTTCTAAAAGCATCTGAGGAACATCTG
ACTCGTTCGGGTCATAGCGTTCGTTCTTCACCAACACAGGAAGCAGCTGCAGAATGAGCT
TCATCCTGCAGGAATCTTCCTGTTTTAATGCTCATTTTGTCCAAAGTGCGTCTCTGTGCT
TTTAATGAACCTAAAGGTCTCCGCATTCGCTTTTTAGACGGATGTTGTCACGGATGCGTC
GCTCCAGCCGTCACCAGGAACCCAATTCCAGTCGTGCAGAAATGTAAACCCTGCAGTTTC
CCTGTGCAACCCCTTTGTTTTGAATGTACACGTGATTCCTCCGTGGCAGATGTTTGCTTC
ACAGTTTCCAAATGGTTCCCAACATTCCTGACAGATGAGGCGGAGATATTTGAGTGTAAG
ACAGACGGGCTCCAGCAACGCGACGAAAAGACATCGCCGGTTCTTTCTATTGTTTTGTAC
AAACTTCTGGGGTGCAGTGTTCTGTCTGGATCTACTTTAAAAATCTTCATTTTTGTTTTT
TATTTTTACATGTGACTGTCGGCTAAAGGATGAAATGTGCGTGTTGTGATGAAACTGGAA
AACTCAAACGTGATTTTTGTCTTTCATGGAAATGAAGAAAAAAAAAACACCTGATGAAAT
AGTTGGTCTGACTCGTCACAG
>CL502Contig1
TTCTCATACTCTGGAGCCAGACGCTTGCAGTGTCCACACCATGGAGCGTAAAATTCCACC
AGGATGATGTCGGCATTATTCACCGTGTCATCGAAGTTTTCCTGCGTCAGCACCAGAGTC
GCATCAGGAGGGGGCTTCCAGTCTGGATGAGCCACCTCTTTTACCCGCTCCACAATAGCT
TTTTCTGTTCTTGCTCCATCATAGTCCACAGGCTCTCCATTTTTCAGGATCTTGATGGTG
GGATAACCCGAGACATCGAACTTGCTCGCCAGCTGACTGGCTTGTGTTGCATCCACTTTG
GCCACAGGTATGGGAGGATCGTTGTCTTTAAGAGTCTGAGCGATTTTCTCATACTCTGGG
GCAAATTGCTTGCAATGGCCACACCATGGGGCATAAAACTCCACCAGAACTGTGTCTTTT
CCCTCCATGAAGGTGTCAAAATTGTTATCGGTGAGAACAAGCACCCCGTTCTCCTCCTTC
ACCTCCGTGTCATCCTCCTCTTCCTCGTCATCATCATCATCGTCACTGTCCTCCTCAGCA
GCCTCCTCTTTGTTTTCTTCAGCATCATCTTCACATTTGATGAAAGGTGCAAAATGTGCA
ACGCCGAGCAGCACAATTAGAAGGAAAGCAACCTTCCTCATTGTTCTCCCTGCGTGAACG
ACGTGCTGCTCCCGGTAAATCACTCAACTAACGGCGCGGGTGTAACAGTGCAGCACACGC
CTGCTCCCCCAGATCAATACTGATTTGTGGCAGATCACACGTCAGTTGGTGGTTTCATGC
AAAC
>CL502Contig2
TTTTTTTTTTGGTGGTCCACAGTCTCAGTTTTTATTTTAAAAATTGTCAGTGCTTACATG
CTTTTGAAAAACAGAAGAATCTCTCGGTTGAACAGAAACTAAAAATGATGATTGAGTCAG
GTAATCATCTTTGGAACTCAGTAACACCGCTTTTATACCACCCCGTCACCCTCCCAGACG
CTTGAACAGCTTCATCCGACGCTCAGCCCGAGTGTGGTTCAAGTCCTCAGATCATTTGAA
GGAAAACAAAAGTCTCATAGTTCGTCTTTCTGCTGTAGCTTTGTGGCATGCTTTTCCAAA
AAGTTGCTGAGCGCCTCAACCGTTCGATCTCCTCCTTCAAATTTGACCGGGCTCTGCTTG
CCGTTTGCCGGGGCTAAGTATATTGTAGGAAAGCCCTCCGCTTTGTAATTGTCATTTGGA
ATGTCGTTGGCTGTGGCGTCCATCTTGGCGATCACCAGATTCTTCTCCTTTTTGTATTTT
TTGCCCAAAGATAAGTAATCAGGCTCCAGCTTTTTACAGTGGCCACACCAGGGAGCGTAA
AACTCAATCAGGACATCCTTCTGGGTATCCATGACGATTTCATCGAAGGTCTTTCCAACC
ACAACCTTGACTGGTCCTGTGTTGCTCTTTGGCACGGGCTGGGACTTGATGATGGGCTTT
AGCTTTCCTTTCTTAAAAGCCATAACGAAGTCTCTCAGAACCTCCGAGTCGAAGTCGTCG
GGCTCCATGGCAAACTTCTTGCCTCCTTCCGCCATGATTCCAGCGTTGACCTCCTCCCCG
CTGTCGCTCAGACCGAGGCTCTTCAGCTCATCAGCATAATCCTCCTCATCTGCGATGGCA
AATGTGTACTCAGGGAAATCTTTGGCCACCTCCAGAAACTTTGGACCTCCAGAACTGGGT



AGCTTTTTTGTAATCGAAGCTGAAGTCTACTCCATAATAGACGACCACCATGGGTCTCTT
GCTGTAACGTTTTGCATCATTGCTTGGTTTTCTGTGTCCCACAAGAGGAATCGAGTGCTT
CTTGAAGAACTCTTGAATTTCTGATGCAGATGTTGAGTCCTTTACAGTAAGTGTGTGAGA
TGCTGGCTCATATTTTGAGCGGAACTTTTCCGGCTGAACGATGACAATCTGACCAGGAGA
GGCTTTCAGGAGTTTAGCCACATCAGAGCTGAAGGAATGACGGAAGCTGAAATCTTCCCT
CAGTGTGTTGCATGCTTCTGTGTAGAGCTCATAAGCTGAATCTTGCTCATTGGAGAAAAT
GCCGACTATGACGGCATCGTCGCCGTCCTTTATGAGCCCCTGCACCTGTTTCACGGCCTG
GACTTGCTTAGATGGAGGCCCTGCCTGCTCTCCCATGTGTTCCACGATGCCGTAATTCTC
TCTGGGTCCGTTGTACTCAAACGCTCTGCCCTTTCTGAAAATCTTCAGGGTGGGGAAGCC
GTTCACGCCGTAGCGCTTGGCGAGCTCAGTTTCAACCGTGGCGTCCACCTTTGCAAGGGG
AATGGGAGGCGTGCGCTTGCTCAGCTCCTTTGCTGCCTTCTCATACTCTGGAGCCAGACG
CTTGCAGTGTCCACACCATGGAGCGTAAAATTCCACCAGGATGATGTCGGCATTATTCAC
CGTGTCATCGAAGTTTTCCTGCGTCAGCACCAGAGTCGCATCAGGAGGGGGCTTCCAGTC
TGGATGAGCCACCTCTTTTACCCGCTCCACAATAGCTTTTTCTGTTCTTGCTCCATCATA
GTCCACAGGCTCTCCATTTTTCAGGATCTTGATGGTGGGATAACCCGAGACATCGAACTT
GCTCGCCAGCTGACTGGCTTGTGTTGCATCCACTTTGGCCACAGGTATGGGAGGATCGTT
GTCTTTAAGAGTCTGAGCGATTTTCTCATACTCTGGGGCAAATTGCTTGCAATGGCCACA
CCTCCGTGTCATCCTCCTCTTCCTCGTCATCATCATCATCGTCACTGTCCTCCTCAGCAG
CCTCCTCTTTGTTTTCTTCAGCATCATCTTCACATTTGATGAAAGGTGCAAAATGTGCAA
CGCCGAGCAGCACAATTAGAAGGAAAGCAACCTTCCTCATTGTTCTCCCTGCGTGAACGA
CGTGCTGCTCCCGGTAAATCACTCAACTAACGGCGCGGGTGTAACAGTGCAGCACACGCC
TGCTCCCCCAGATCAATACTGATTTGTGGCAGATCACACGTCAGTTCGTGGTTTCATGCA
AACTTGCGCTCTGAGAGCTCACACTCCTCCTCCCCCGGCCATA
>CL503Contig1
ATTTATTATTCTTTTTTTTCTTTTTTTGCAGTATTAAACACAAGACTATTCAATGCAAAA
TGAGTGGCCTTTTTGGTCTGTAAACATAAAAACAACCTCCTAGTTGTACTCGTCTCAACA
ATTGAACCCATTACATTTCATATTGGCACAAAAAATACACAACAGCAGGCATGCACTGCA
AAAAAAAAGTTAAAGTACAAGGAGTTAGCTAAGGCAATAAACAACATTACCGTTTTTGGA
CAAGTTCCATTTAGTATTATTGCAATAACACTCGTCAATGAACTACTGTAAGACAATTAC
TTATAAACACATCCAAAACGCACAAACAACGAAATGACATTACCAGCTGCAGACGAATTT
GGAACAATAACTATTTACTAAAGTGGACACCAAAAACCGTCCTGAAGCACAGACCTGTAG
TTTCAGTCAGTAGAATAAACACTGGGGCTGATCTTAGATGGAAAAAAAGCTGCACCAGGT
GCCTTTAAACTCCACCGACGGTGCCAGGGAGCAGCGTTCACTCATCTGGCTTCCTCTTGG
GTTTCTTTGGGTTGCGAGAGCGGCTCTTGGCCTTGCATAACGGACAGATGGGAGCGTTAC
GATGAATCTGCTGGTGGCAGGACAGGCAAGCCTTCATAGGAGGAGGCTGCTGTCTGAAGG
TGGCTGTCTGTCGGGCGTCCTGCTTCCTGGACACTTGCAGCTGCTGTGCTGCGGCGGCGG
CAGCCGCTAGGGATTCTGGGATGGCGGGCTCGTGTGGCTCCTTCTGCCACTCCGCCTTCT
GCTTCTCAAAGTAGTCCAAGGAGAGCTTTTCCTCCTCTTCATTCAGGTTAGGGAGTCTGT
GTAGTCCTAAAGTCATCCTGAGGGCGTCCACATGCTCCTTCAACGGTTTGTACTCGTCAT
GAAGACGGCGAGTCGTTTCTAGCAACTTATTCAGGTCGTTCTCTGACTGCTTGATGGTGC
TCTCCATCACATTTATATCAGCATGAATGAGGCGCAGCTCCTCAACATGAGCCATTTTCT
CTTGTAGAAGGAGATCCATTTCTTGTTTGTACTCTTTCAGATGCTTCTCCTCAGACTCCA
GAGCTTCAAACTCCATCTTCAAACGAGACTTGATCTTCTGCATCTGGATCGTCTTATTTC
GTATTTCCAAGATGTTCTCCAATTTACACATTATTTCTTGTTCGTCCGCCATGATTTCAG
CAGCCTTGTCGTCAAACAAACTGGGCAGCGCTGCTCCCCCACAAGGCCGCGGCCAAC
>CL504Contig1
CGTGGAGACACCGGTCCTGTTGGTCTCACTGGCTTCCCTGGTGCTGCTGGTAGAGTTGGT
GCTCCTGGTCAGGCGGGTATAGTCGGACCACCAGGCCTTGCTGGTCCAGCTGGTAAGGAT
GGCCCTCGTGGTCTCCGTGGTGACCCTGGTCCTGCTGGTCCATCTGGTGAGCAAGGAATG
GTAGGACCACCTGGTGTATCTGGAGAAAAAGGATCCCCTGGAGAGCCCGGCCCCGCTGGA
GCTCCTGGCCCTCCTGGAACCACTGGTCCTCTTGGACTTCAGGGATTCGTTGGTCTATCT
GGTGCTAGAGGAGACCGTGGTACACCTGGTGCTGCTGGTGCTGTGGGAGAGCCAGGAAGA
GCTGGACCTCCCGGTGCTGCAGGACCTCGTGGTCCTCCTGGCAACATTGGTATGCCTGGT
ATGAGCGGACCTCAGGGAGAAGCAGGACGTGATGGTAACCCTGGTAACGATGGACCCCCT
GGTCGTCCTGGTGCTGCTGGATTCAAGGGAGACCGTGGAGAGCCTGGACCCGCTGGCTCA
ATGGGACTTGGCGGCGCCCCTGGACCTGCTGGACCCACTGGAGCCCCTGGCAGACCTGGA
GGCCGTGGAGAGGCTGGCCCAGCTGGTCCCACTGGACCTGCTGGGATTGCTGGAGCCAGA
GGCGGTGCTGGACCTGCTGGACCTCGTGGTGAGAAGGGAGTTGCTGGAGACAAGGGTGAG
AGAGGCATGAAGGGTCTGCGTGGACATCCTGGTCTCCAGGGAATGCCTGGACCATCTGGA
CCTGCTGGTGACTCTGGACCTGCTGGACCAAATGGACTTTCTGGACCCAGAGGACCTGCT
GGACCACATGGACCTCCTGGCAAAGATGGCAGAGCTGGTGCCCATGGTACTATTGGTGCT
CCTGGTGCTCGTGGACCTCCTGGATTCAGTGGACCAGCTGGTCCTGCTGGAGCTCCTGGT
CTCCCTGGACCACCTGGCCCTGCTGGCGGTGGATACGATGTCTCTGGCGGATACGATGAG
TACAGAGCTGATCAGCCCACTTTGAGAGCCAAGGATTACGAGGTTGATGCCACCATCAAG



TCACTCAACACCCAGATCGAGAACCTGCTTACCCCTGAGGGATCAAGGAAAAATCCAGCC
CGCACCTGTCGTGACATCAAGCTCGGCCATCCTGAATGGAGCAGCGGATTTTACTGGATC
GACCCCAACCAGGGCTGCATAAATGATGCCATCAAGGTCTTCTGCGACTTCACCACCCGC
GAGACCTGCATCTATTCCCACCCTGAGAGCATCGCCCGCAAGAACTGGTACAGAAGCACA
GAGAACAAGAAACATGTCTGGTTTGGAGAGACCATCAACGGTGGTACTGAGTTTGCCTAC
AATGACGAGACCCTGAGCCCCCAGAGCATGGCCACCCAGCTGGCTTTCATGCGCCTGCTT
TCCAATCAGGCCAGTCAGAACATCACCTACCACTGCAAGAACAGCATTGCCTACATGGAT
GGTGAAAGCGGCAGCCTGAAGAAGGCTGTGTTGCTCCAAGGTTCCAACGACGTGGAGCTC
AGAGCTGACGGCAACAGCCGCTTCATCTTCTCCGTGCTGGAGGACGGCTGCACTAGACAC
ACTGGTGAATGGAGCAAGACAGTTATTGAGTACAGAACAAATAAACCATCTCGCCTCCCC
ATCCTCGACATTGCACCTTTGGACATTGGTGAAGCCGACCAGGAGTTTGGTTTGGACATT
GGCCCAGTCTGTTTCAAATGAATAGACTTGTGATAAATTAACAGCAAAAGAAAAAAAAAG
AGAGAAAGAACGAAAAAAGAAATCCCCAAATCTCTGCCCTTCTTTTTGTGTTTTTTTTTT
TAAATGCTGATTTCCGTCTGCACATCCACTTGCTAAAAATAGGCAACTATCGGCGAGGAC
TGAACGGACTGAAAGGAGCGTTTGTGCAATTCAAATTAATACAGCCACCCAAAGGGACGC
GGGAAAACACCTTGTTGTGGGACATTATGTCATCCTTTTGTAAAAAATAAAACAAGTGTA
ATAAAAATGCTGAAGTGTGCATCACGTTGTGGTCTTTGTATATCTTCCAGAGAGGAGGTT
TAAAACCACAATTTCCAAGAAAAAAAGGTTTGAACTACCTCATGCCTGTGCATAAAGAAA
ATACTATTGGTGAGAGCTGGGTCCACAACAGAGATGTTAAGACTTTTGATGCTTCAAGTT
TTGTCCCATTTCGGAAGGTGCTCAGTTACTTGAAGCAGGGATCTATGGTGCTATTATGCA
GCTGTGGAACGAACCACTTTTTTTGCTGTATTATTTTGTATTGACCTTTGAGGAGTCCTG
CTTGTATCCCGCTGATACTCCCTCGTTTTAAGCAGGTGGAATGTTTCAAAAGTTGATGTC
TGTTTGGTTTTGTTTTTTTGTTCTTTTTCTAGCTTGTTTTCTTTCCCCCATCATGCTTTT
TTAGTCTTCCAGTCCCACTTCCAATGTTCATACTGACAGCACATAATTTCACAGAGTTCT
AAATAGTTTTCGGCGGCCTCTTCTCTCTCTGAAACAATGACTCCCCAAAGTCTATTGTAC
CTATTTTGTATATGTGAGATGTTTAAATAAATTGTGAAAAGTTCTGAAATAAAGCATGTC
CAATGTTCCAAAACCCACTAAAAAAAAAA
>CL505Contig1
GACATTTTTCATTGGTTCCTGGCAACAACAAAAAAAAAAGTTTTCAACATAACAAGCAAG
CAAAAATTACTGTTATTATTTAGCAGAGATCTGTGCCCGATGAGAAAGCATCTTCATCCT
GTGTGTTCCATTGGGAAAGGCTGGTTGAAGGAGATAGCAGAGGAGCCTGCCTGCTGGCGG
GCTGGCTCACTTGCGCGGTTGGTGGATGTGTTGGTTGATGTGCTGAGTAGGGGGCAGCTT
AGGAACACTAGGCTGGGGCTTCTGGTGCGCTACCTGAGCAGCTGCCGGTGTGAAGTCCTT
ATCGCCCTTTGTGACCACTCCAGAAACAATCACAGGGGCCTTCGGCGGGCTGGTGCTGAC
GTACTCCTCCTCATCCTCATCTTTCTGCGGAGGTTCGACGGGAGGAGGCGCCTGGTGTTT
CTGCACTATCCTCATACCTCCTGCCTTAACTGCGGGGAGATGTCCTCCTTTAGTTTCCAC
TTTCTCCTTCGGCGGGGACGACATGATCTCTGCCCTGAAGCGGCTTCAAACCAAGAAATC
TCTGATTCTATCTGCCTCAAACCGAGGACCACTCTTCACTTTAGACTAGATAGTCAACGT
GGCCCTCGTGCCGAA
>CL505Contig2
TTATATCTTTATTTACTGACACCCACCTCACACCCAAGTCCACTTATAAACAGAATGTTT
TCTTTACATTTTGAAAGATTGATTCAAGAAAACCAACAGAAAACGAACCCTAATCAACAA
AATCATAAGAACATAAGAAATGATTCCTTCATGGTAAAATACGCTCCAAAAAAACTATTA
GTGTTGCCAACAGCTGATTGTTTGGGAAGGATGGCTACAGAAAGTGTGTTTTTATGTTTA
TATGTTGTTTTCTTTAGCAGGATTTTAGTGTCCTCCTATATCAGTTGAGCTGAATATTCT
TCATAGACAAATTGTTTAACCTTCTTCAAGCACTTCATTATGAAAAATGCTTCTTTTTTT
TTTAATAGGCTCACATTTTTACCTCCATATTCCAGCTGATTAGCTCATTTCCTAGTGCAC
TCCTGTGATGTTCAGTCAAAAAAGTATAATATCATCCCTGCAAAACCTGCCGATGTACTG
GCTAATGCTGATGTAAACACAGGTTTAGGAAGTTGTTGCCTCCAGTTTCATCACATCAGT
GGTTGCCTCTTCAGCAGGTTCAAATCTATGAGAGGTAAATGAGACAAACTGCAAAGAAGC
ATCGCTGCTGAGCTCATTGAACACCACAACAGATGGACTTTTCTAGGAAAGTGTATCTAT
TGGTTCAGTCAAGGTAAAATAAAAGTATGGCATTACATGAATCACCTGAATTTCTATTGA
GAAAATTATATTCTTAGACATAGATGTTTTTTTTGGCTGTAATGAAAATATTTACCACAA
AAAAAAGAATTTTCTGGTAATGCTTTATGTAAAAAAAACAGTAAAATGGAATGCTTTTCT
TTGTCATAATGGCTTTAAGGTCAGTTACTGTATTTGGCGTGTCCCTCCAATTCCTAACAT
GCCTCTATCTTGGTAATATAACGGAAGCAAAATCCATACTCTTCTTTTAAAGACTGCTAG
CTCTCAATCACATTCTTTTGGTCTCTGAAATCCTTCAAAGAAAGGAGTTCAATTCTGTAA
AGTGATTAAACTGTGTGTAAGAGTGATTGCGATCGGTTGGCTATGGTGAGCACTCGCCCA
GCAGCGTCAGATACGTGCTAAAAGGAGAACTGTTTAATAAGGTTCGTCTCCACTTAAGAC
CACCAAACTGCCAAACCATCCCTGTAGAGAAGAGGCCATGAAGGTGTAGAACTAGCACTC
CAGCATCACAGCAGCAGAACAGCAACAGCAGATATTCTACAACAGTCGTACTGACATTTT
TCATTGGTTCCTGGCAACAACATAAAAAAAAAGTTTTCAACATAACAAGCAAGCAAAAAT
TACTGTTATTATTTAGCAGAGATCTGTGCCCGATGAGAAAGCATCTTCATCCTGTGTGTT
CCATTGGGAAAGGCTGGTTGAAGGAGATAGCAGAAGAGCCTGCCTGCTGGCGGGCTGGCT



CACTTGCGCGGTTGGTGGATGTGTTGGTTGATGTGCTGAGTAGGGGGCAGCTTAGGAACA
CTAGGCTGGGGCTTCTGGTGCGCTACCTGAGCAGCTGCCGGTGTGAAGTCCTTATCGCCC
TGGTGCTGACGTACTCCTCCTCATCCTCATCTTTCTGCGGAGGTTCGACGGGAGGAGGCG
CCTGGTGTTTCTGCACTATCCTCATACCTCCTGCCTTAACTGCGGGGAGATGTCCTCCTT
TAGTTTCCACTTTCTCCTTCGGCGGGGACGACATGATCTCTGCCCTGAAGCGGCTTCAAA
CCAAGAAATCTCTGATTCTATCTGCCTCAAACTGAGGACCACTCTTCACTGTAGACTAGA
TAGTCAACGTGGCTTTTTCCTGAGCATTGTTTGGAAATGTTGCGTCGTGACGTCACGGGA
AGCCGTCCCCGGCCATA
>CL505Contig3
TCGGCACGAGGGTTGACTATCTAGTCTAGAGTGAAGAGTGGTCCTCGGTTTGAGGCAGGT
TTTGCAGGGATGATATTATACTTTTTTGACTGAACATCACAGGAGTGCACTAGGAAATGA
GCTAATCAGCTGGAATATGGAGGTAAAAATGTGAGCCTATTAAAAAAAAAAGAAGCATTT
TTCATAATGAAGTGCTTGAAGAAGGTTAAACAATTTGTCTATGAAGAATATTCAGCTCAA
CTGATATAGGAGGACACTAAAATCCTGCTAAAGAAAACAACATATAAACATAAAAACACA
CTTTCTGTAGCCATCCTTCCCAAACAATCAGCTGTTGGCAACACTAATAGTTTTTTTGGA
GCGTATTTTACCATGAAGGAATCATTTCTTATGTTCTTATGATTTTGTTGATTAGGGTTC
GTTTTCTGTTGGTTTTCTTGAAGCAATCTTTCAAAATGTAAAGAAAACATTCTGTTTATA
AGTGGACTTGGGTGTGAAGGTGTGGTTGTCAGTCAATAAAGATATAAATTATCTTGAAAA
AAAAAA
>CL506Contig1
ATGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTAGATTGAGATTTTTTTTATTTTCAAAA
CAACCTACAGACCAAAAACAAGTCACAATAGAAGCATGGCAAAAATTAAAAATTTGGTCT
CTTAAAATTGAAAAGACAAAAACTAAAAATATGTTCACTGCTACAAACGTCTAACTAAAA
TGTAATTGTCGTTACAGAAACTACCAAAACAAGAGCAGTGGAGGGAAATTCAGATGAAGC
GGTGTTTGGACATTATGGGCTAAAAGAAATGTCCTTGATAAACAGGTTTGCTTATGCATT
CCTGTCGATCCTGACGTCGATCTCCCTCCCGTTCAGCCGATAGCCGTTCATGGTCCGGCA
GGCACGCTCCGCAGTTTCAGGGCTGTCGAAGCGAACCACACCACAGCCCTTGGATTTTCC
ATTCTCCATCTTAATATCAGCATACTGGACCATACCACAGGTATTGAAGGTATCTTTCAG
ATTCTTCCAGGTGAAATCAAATGGCAGATTTCTGACAAAAATTTGACATCCCTTCCTGAG
ATTGCCACCTCCAGTTCCAGGCCCTGCAGGTCCAGCTCCACCAAAGGAATTTCCACCAAA
TCCCCGATTCACATCACCAGAACGATCAAACTGACCACCCACACCTCCAGATCCCATCCG
ATCCATGCCAGAGTTCATGCGGTCCAGGCCGCCAGGGGGAAAGCGATCAATGCCACCCGT
GGATCCCATGCGATCGAAGCCGCTTCCCATTCTGTCAAGGCCAGTGTTGCCCATGCGATC
CATTCCCATTGGGGAGCTAAAGTCCATGTTGCTACTCATACGATCCAAATTTGTTGAGCC
CAAGCGATCAAACCCAGTTGGGCCCATGCGATCCATGCTGGAGGTCATACGGTCCAGACC
TGGACCAAGCCTGTCCATCCCCGGCCCCAACCTATCCATCCCAGAGCCCATGCGGTCAAA
TCCGGTTCCCATCCGGTCCAGGTCAGACACTCGATCCATCCTGTCCATACCCATTCGGTT
GTCCATCCCTCCCATGCGATCCATGTTGCCTCCCATGCGATCCATTCCAGAACCCATACG
GTCCATACCCATAGAGTTCCCCATTCCTCTTTCAAAGGACTCTCCAAAATTATTGCGAGA
CATTCCCATTTCATTTCTCCCAAATTCCCTGTCAAAAGCACCACCAATCCCACGGTCCAT
CTCATTCATTCGACCCATTCCTGAAGAGCCGAAACGGTCCATGTTGTTCATTCCGCCAAA
GTTATCCATTCCTCCTCCCATGCGACCTCCCATGTTGCCAAATCCCATTCCATCCATTCC
TCCTGGACCCATGTTCCCCATCCCTGCTCCACCGCCTCTGTTGAGCTGAGTAGCGTCAAT
AGGCTGACCACCAGGTCCCAGGCCTAAACCAATACCACTGAGGCCACGAGGCAAAGCAGA
AGCTCTGTCTGGGGGTCCAAAGTCTTTGGGAAGAGATTTTTCATCCAGTTTGACATGCAT
GGTCCTGTTGAATAACAGCTGCCCATTGAACATGGAGACAGCTTGGACTGCTTCAATTGG
CATTTCGAATGTCACGGTGCCCATGCCTCTGCTTTTCCCATCCTTGTCCTCCAGAATGTC
TGTCCTGACAACCATGCCAGCCATGCCGAACACCTCTTTCAGCTTCTTCCAACCAACTTT
GTAGTCAAGATTTGCCACAAATACAGTGCTTCCAATCCTGCCGGCCTGGAGACCGTGAAT
TATCTCATTGGGGATGTTTGGGTTGTTCATCAGGCTGGGAGGAATGTTGACCATGGGACC
ACTCGGCCCAGGACCCATGCGTTCCATGCCACCACCCATTCCTCCCAACATGCCACCCAT
TCCTCCCATACCACCCATACCGCCAGGGCCTACTGGTGGTCCTCCAATTTGACATTTGTT
AATCTCCCTTTGTGAAATGATTCCATAAGGATCCTCTTTCACTTTAAGAGGTCTTCCATT
AAGAACGTGCCTGTTCACCTTTTCCACTGCCTTCTTCATTAGTTCATCAGTCCTAAACTC
AACCACAGCACAACCCCTCGATTTGCCTTCTGCGTCCATTAAGTGTTCCACGTACGTTAC
CTCACCCACTTTCTCTTTCATCAGGTCTTTAAGGGTTTGCCATTTCACATCATAGGGAAT
GTTGCTGACAACCACACGGTATCGTTTGTTTATGTTGCCGTAGGGTTCATATCGGCCTCC
TCCGCCCCTCTTCTGGGGTCTCTCCTTCCTGCTTTGGTTGGAGTCAGAATTGGCTTTTCC
ATTCATTTCTCCCTGCTGCTGCTCCTGCTGCTGCTCCTGGCTCGCATTCTCGATCGTGAT
TTCGGCCTGCTCGTTAGACATTTTCACTGGGAAAAGTGTGCCTTACCAAAAACAATTACG
CAGCAAACTGCTTTTAGAATCGAACAACAGAAACGATTCCCTAGTCGCTGTGCTGAAAAT
GGCGGACGACTGCCCTACTATAAAAAAAATCTTCTTCCCCCGGCCATA
>CL507Contig1
AGGCGCTCGCGGCTGTTTGGGTCTCGAAAAGCTGCGATCATGGCTGCTAAAAGCATGACT



CTGCTGTGGGGCTCCGGCTCCTGCCCCTGCTGGAGGGCCATGATCGCCCTGGAGGAGAAG
AACCTGCAGGGCTACAACCACAAGCTGCTCTCCTTCGACAAGATGGAGCACAAATCCCAG
CAAGTTCTGGACATCAACCCCAGAGGACAGCTCCCAACCTTTAAACACGGAGACACGGTT
GTGAACGAGTCCTACGCCATCTGCTTGTATCTGGAGAGCCACTTCAAGTCTCAGGGAAAC
CAGCTGATCCCGGACGGCCCAGAAGAACAAGCTCTGATGTACCAGCGCATGTTTGAGGGC
CTCACGTTCTACGAGAAGCTCGGAAGCGTCATCTACTACGATTGGTACGTCCCTGAAGGA
GAGCGGCACGACTCGGCCCTGAAGAGGAACAAGGACGGCCTGGTGGTGGAGCTCGGGCTC
TGGGAGGGTTACCTGTCCAAGGGCTCTGGCTCGTTCCTGGCAGGAAAGAGTTTCTCGCTG
GCAGACGTGGTGGTTTTCCCCACCGTCGCCTTTCTGTTCCGATTCGGGCTGTCTGCGGGG
CGTTACCCCAAACTGGAGGAGTACTACGCCCTCCTGAAGGACAGGCCCAGCATCAAAGCC
AGCTGGCCCCCTCACTGGCTGGAGGGTCCCGAGGAGGAACTGCTGCTGAAAGACATCTGA
AAGCGCTTTATTGTTCCCAACTGCTTTAATGATCCAAAACACAGCGATGCAGCTCTGCTT
CTTCCTCAGACTGGAAGATTCCTGCTTCCAGCAGCAGTAGATTCATAGAACAAACTGTAA
AAGTCCACAGATGCGTCTGTCTTTAGGAAGTTACAGGAACCCGATAAACTGACTGTGACC
TCTGTGACCTCTGTGACCTCTGCACAAACGTCGCTCCACCTGCCTGTGTCACCGTGACTC
TGCAGGTCTGTCTGGCAGCTGTTATCTGCAGTTCCTGCGCAGACGCAGCTGTGTGCTGGA
AGAAAAGCAGTGCAAGAGCAAAACCACCTAGAAGCAGAATATTTTTTTTATAACGAAAAA
AACCCAAACATGAGAATTTAGAGCGTCTTTCAATTGAAACTTCTGAAGTACTAAACGTGT
TCTGATTGTTTTTCTTCTTTGTGTTGCTTCAAAAGAAAATGCTGTAAGGCTGTCTGTTCT
TGATTAAACAATTCCTATAAATTCACTTTTTTCCAAATAAAG
>CL507Contig2
CTTTTATTTGTGAAAAAAGTGAATTTATAGGAATTGTTTAATCGGAACAAACAGAGTTAC
AGCATTTTCTTTTACAGCAACACAAAGGGAAAAAAAACGAAAACGTCTAGCGCTTCAGAA
GTTTCAGATAAAAGAAGCTCTAAATTCACGCACACGCTCATGTTTCTTTGTTTTTTTTCA
TTATCAATGTGTCTTCTTGACAAATATTCTGCTTCTAGGTGGTTTTGCTCTTGCACTGCT
TTTCTTCCAGCACACAGCTGCGTCTGCGCAGGAACTGCAGATAACAGCTGCCAGACAGAC
CTGCAGAGTCACGGTGACACAGGCAGGTGGAGCGACGTTTGTGCAGAGGTCACAGAGGTC
ACAGAGGTCACAGTCAGTTTATCGGGTTCCTGTAACTTCCTAAAGACAGACGCATCTGTG
GACTTTTACAGTTTGTTCTATGAATCTACTGCTGCTGGAAGCAGGAATCTTCCAGTCTGA
GGAAGAAGCAGAGCTGCATCGCTGTGTTTTGGATCATTAAAGCAGTTGGGAACAATAAAG
CGCTTTCAGATGTCTTTCAGCAGCAGTTCCTCCTCGGGACCCTCCAGCCAGTGAGGGGGC
CAGCTGGCTTTGATGCTGGGCCTGTCCTTCAGGAGGGCGTAGTACTCCTCC
>CL507Contig3
AATAAAGCAATAAAGTTTTACAGGTCAGGGGTCATCACATGTTTTAGCACAAAGCACCTG
CTGTAAAAGCTGCTGGCATTTGGTAGCGTAAGTGAAAAAAAGAAGCTTTTAATCTTCTGT
TCCTCTAGAAAACTGCATTTAACAAGAACAGCTGAAACTGGACAGTTCAAGCGTTGGCTG
AGATGATGTTGTCAAACGCTCAGGAGGAGGCCTTCTCTCAGAAATCCTTCAGAGCCTCGT
GTCCTTTGGGGTTCTCCAGCCAGTGAGGGGGCCAGCTGGCCTTGATGCTGGGCCGGTCCT
TCAGGAGGGCGTAGTACTCGCCCAGTTTGGGGTAACGCCCCTCAGACAGCCCAAATCTGA
AGAGATAAGCCATGGTGGGGAAGACCACCACGTCTGCCAGAGAGAAGGAGCTTCCAGCCA
GGAAAGAGCCCGGACTCTTCTGCAGGTGAGCCTCCCACAGGCCCAGCTCAGCCTTCAGGG
CCTCCTTGTTTCTGCTCAGAGCGGAGGCGTGCCGCTCCTCCTCAGGAACAAAAAGGTCAT
AGTAGATGACGTTATTGAGTTTCTCGTAGAAACTTTGCCCCTCGAACATGCGCTGGTACA
TGAGGGCCCGCTCCTCTGCAGCGTCTGGGATCAGCCGGTTCCCCTGGTTCTGAAACTGAC
TCTCCAGGTAAAAGCAGATGGCGTACGAGTCATTCACTATGTTGTCTCCATGTTTGAAGG
AAGGAAGCTGTCCTCTGGGGTTGATGTCCAGAACTTGCTGGGATTTGTGCTCCATCTTGT
CGAAGGAGAGCAGCTTGTGGTTGTAGCCCTGCAGGTTCTTCTCCTCCAGCGCGATCATGG
CCCTCCAGCAGGGGCAGGAGCCGGAGCCCCACAGCAGAGTCATGCTTTTAGCAGCCATGA
TCGCAGCTTTT
>CL508Contig1
GGCACGAGGTTTTACTTTGGATTTTTTTATTTTACAAAACAAGAACAAAAAAGCTGGACC
TGGAGAGGCAGCCTCCAGACATTTGATCACACATTTCAGGAAAATGAAATGTATTTTTGA
ACCCCCCCACCCCCCAGCCAGGTCCTTCCGTCATCCACGCCTTTGTCCGTTACTTTGAGC
CCGTTGAAAGCAGAGCGATGAGACCTGAGGAGGCGCTGATGGACAGAATGTAGTTGACAG
TGGGGTTGAAGCTCTTCAGCAAGAAGAAGGAAGCGATGATGACGAGCACCAAGAAGAGCG
TGTTGTTGTAGAAGATGGAGAAGGTGGTAGCCTCGTAGTCCGCTACCTCGTTCTTCTTCC
ACAGAATCCTTTCGTCTTTCTCTTTGCGAGACATCTTGCGGTTGTCGGCCTCAGACAACT
TCCTGGTAACTTCCTTGGAAACAGCATCTTCACGTTTTTGGGCAACCTTGTGTTTGAGCA
CAAACTTGACATTTTTGTAGGCAAAAGCAACCAGGTAAGTGCTGACCAGGGTCATCACAG
CGTACAAGACTGCAGACTGGACCAGGTCCATGTGCCAGATCCTCCAGAACAGCCAGATGG
GGATGGCGGAGACGATGAGAGCGTTTCCGTAAAACAAAGCGGTGGACTTTGCCGACAGGT
TCCTGCTGAAGTCCTGGAGAAGCAGGTCCTCCTCTGACTGCTGCTTGGTGCTGCCTTTCG
GGGGCATATTTGCGAGATGTACGGTCTGTGAGCTCCTCGGTTCTGTCTGGACACAAGAGG
ACTGACACGTCGGAAGAAAGAGGAAAGAAGGGGACCCC



>CL508Contig2
ATCGNTTTGNTTTTAANGGGNTNAAANNAACGGAAAAAGGGGGGGANGANGGAANGNCCC
NGCTNGGGGGTGGGGGGGGGGGGGTTCAAAAAAATACATTTCATTTTCCTGAAATGTGTG
ATCAAATGTCTGGAGGCTGCCTCTCCAGGTCCAGCTTTTTTGTTCT
>CL509Contig1
GGGCAAGTGGAGGTCCGCAAGCACTGGTGAACATCATGAGGACATATACGTACGAGAAGC
TGCTGTGGACAACAAGTCGGGTTTTAAAAGTCCTGTCAGTGTGCTCCAGTAACAAACCTG
CCATTGTTGAAGCTGGAGGGATGCAGGCTCTGGGACTCCATCTGACGGATCCAAGCCAGA
GGCTGGTCCAGAACTGCCTCTGGACTCTCAGGAACTTGTCCGATGCTGCCACCAAACAGG
AGGGAATGGAGGGTCTGCTGGGAACGCTGGTACAGCTGCTTGGCAGTGACGACATTAATG
TAGTGACCTGTGCTGCTGGCATTCTGTCCAACCTGACCTGCAACAACTACAAGAATAAGA
TGATGGTCTGCCAGGTTGGAGGTATTGAAGCTTTGGTTCGCACCGTTCTTCGGGCTGGTG
ACAGAGAAGACATCACAGAGCCCGCTATCTGTGCCCTGCGCCACCTCACTTCTCGACACC
AGGATGCCGAGATGGCACAGAATGCTGTCAGGCTGCACTACGGCCTGCCTGTCGTCGTCA
AACTACTTCATCCGCCGTCGCACTGGCCACTCATTAAGGAGACAGTCGGTCTGATCCGCA
ACCTGGCTATGTGTCCTGCAAACCACGCCCCTCTGAGGGAGCAGGGCGCCATCCCCAGAC
TGGTTCAGCTGCTGGTTAGAGCGCACCAGGACACACAGAGACGCACAAGCATGGGGGGCA
CACAGCAGCAGTTTGTGGAGGGAGTTCGCATGGAAGAGATTGTGGAGGGCTGCACAGGAG
CTCTTCATATTCTGGCCAGAGATGTTCACAACAGAATAGTTATCAGAGGACTCAACACCA
TTCCACTTTTCGTACAGCTGTTGTATTCTCCAATCGAGAACATCCAGCGCGTAGCAGCAG
GGGTCCTGTGTGAGCTGGCCCAGGATAAAGAAGCCGCTGAGGCCATAGAGGCGGAGGGAG
CAACTGCCCCACTCACAGAACTCCTACACAGCCGCAATGAGGGAGTCGCAACATACGCAG
CAGCAGTGTTGTTCCGGATGTCAGAAGACAAACCTCAAGACTACAAGAAGCGCCTCTCTG
TAGAACTCACCAGCTCCCTCTTCAGGACAGAACCCATGGCCTGGAATGAGACTGGAGACT
TGGGTTTGGACATCGGCGCACAGGGCGAGCCTCTGGGCTACAGACCAGAAGACCCAAGTT
ATCGTTCCTTCCATTCGGGGGGTTACGGCGGGGACTCTATGGGCATGGAGCCCATGCTGG
ACCATGAACTGGGTGGGGGCCACCACCCTGGCCAGGACTACCCTCCAGTAGAAGGGCTGC
CTGACCTTGGACATGCCCAAGAACTGATAGAGGGCCTGCCTCCTGGGGATTCAAACCAAC
TGGCCTGGTTTGATACCGACCTGTAAATACCGAGATAAACATTACACTACACTTTCTACT
AGCTGTATCATGTGATCTGGATGAATCTGCATCGTGATTTGCCCATATGGAGGAGGCGGG
GTTTCAGAAAGTGCCTGAAGATGACTCAACAACAGCAAGCAGTTTCCTGTCTACGGGAAC
TTCATTGGGACAAAGTAGATTTTACTGCAGTTCGTTTCTGGTCTCGGCCCAACGGCGGGC
CGAGTTCAAACCCTGACATGACATACAGATTTGATCTCAGTGATCAGTTTTTCACAAATT
TTTTTATGTACTTTTTATTTTTTACTTCTTTTAGTTGTTTTCCTTTTTTATTCTGTTTTC
TCAGTCTGTAATGGTACAAACCAGACATTGCTTGCCTTTTTCCCCTCCTTCATTTTTCTG
CATTATAAGTCATCTTCTGTTTTTGCAATCCCTTGTATTTTAAGTCAAGTAGTGTTTTAA
TTTCTCTTTTGTTTTTTCGTTTAGTGGTGATGTTCCATCCAAGTGAAGACTTGGAACATA
TTTTAATGGTGTTGAAACACTAAAGTTAATCAGCTGTAATCTGATGAAGTGTAACATTGT
GTAGCTTTTGTATAAAACACATGAATTGGAAATCATGGTCCAAATATTGAGCTATTTTCT
TGCTTTAAAGACGGACACTGATGTGTCTCTGCTGTTCCAAAGGGGGTTTGGCTGATGGAG
CTGAGGGGTGGGGAGGGGAGAACTGTCTGAAAAGACCAGAGTGGAGAAGTGCCACTATTG
GTATGCTGTTACTAAGGTTTAAGGTAGTAAGAGGCGCTGGTTGCTGTAGCCTGCTGTGTT
CTGAAACAATAAAATGGACTGTCATTTCANAAAAAAAA
>CL510Contig1
GCTTTTGTTTAACAAATTGAGTCTAACAGCAGATGCACTGACAGTCTGGAGAACTTGAGA
TTGAATGGTGCTACTTGAGTTGGGTGTGTAGGCCCGTGTACGTCTTGCCCGTGGAGTTTT
ACAGAAGTTGTTTTATTGCACATCTAGAGTTTTATATAGATGTCTTGGATATGTGTCCTT
ATGCTTCCAAATATTGTGTGTGAGGACGTTTGTGGAAAAGCGAAACGCAGCTTGTTTACA
AAGGGGGATGGGTCGTCAAAGTTTAAAACCAGGATTTATTTGGGACCAGGGGATTTAGCA
GTTTGGGGGGAATTTAGCCATTTGCACAGATTTCTAGATTCAACTTTTGCTGCTAGTTTT
GTGTAATTTATTAAGCATTTTTGACAAATATTTATTTTTGTAAGCCTCAAAGTGATTCTT
TGAAAGTTTGAGAAACTTGACCAAAAGACAGTACAAAAACACTGGCACTTGAATGTTGAA
TGTCACCTGTATGCGTGAAATTTATATATTTCGGGGTAGTGTGAGCTTTTTAATGTTGAG
ATTCATCGATAAATAATATCCACAGCTGTTTCAGGGCCAGTCGTCTCTAATAGAATTTGC
CAATTGGTGATCAAAATTTGAAAATGGAATTCAACAAACATGCCAAGGTTTGGAATAAAG
CTGTCAAAAAGCAAACAAATTTCCTGAGCACAAATGTTGCAGAAACGTTCAGATTGCCCA
ACTGTGTGCATTCTTAGTTGAGTCTGATTTGACCTAATTTTTCTCTAGTCAATGTCTGGC
ACATGGCAATCCTTAAAGAAACATGTGGTTTGTTCTCATTGTTGTATTTTTGCATATAAG
TCGTGGGTTCTCCTGAAGCGTGGAGCACGTCTGCAGCTGGGTCTGCCCCCACAGCTGTGG
GGGGAGCGCACCTCTGCACACCTGCTGACGTGTTTGTGCGTCTTTGGAGAACGCAGGAGT
TCTTTAGATGTAGACTTTGCTTTTCTGTATTAGCACCTAGGCTACTGCACTGCATGGGAA
ATACTCAGCTGTGCATATGTATGATTTTTACCAAAATAAAATGTTTGAAAGTTTTTCAGG
GGGGAGGGGGTCAAGCATGTTTCATGAAGGCCTGTTTACTGTAGATGTGCACAAATGTGT
AGCAAGCCGCCTCTGGCGCTGCGGCCCAGAGGCGGCCAAACTGAATTTGGCGTGGATTGA



ATGGGATTGTTGTTTTTGAAGAGGTTAAATGCATAAAGATTTCATTTGTAAACAGATATG
TGTCTTTGGTGTGCTTTCAAAGGTTTGAGTTGTTGGAGCTGACCTCTGAATGCAGGAGCC
TTCTGTGAAATTCAATAAAGTTGAGTTCAAACTAGAAAAAAAAAAAAAAA
>CL511Contig1
CTTTTATTAAAATACAAGAGTGAGAAAGACCGAGTGTTGGAGCGGGAACGTACATACAAG
GTAAAAACAAAAAACAAAAACAGGTTTAAGCAGCATCTGGACTTTATTCCTTTACAATAG
TTGGAGTGATCATCTTGGTGAATGAATAGTATTTGCAGTCACTGGGCGGTACAATGTCCA
TGGTGGTGGTGCTAATCTTCTCCTTCTTGAAGCCGGCTTGGAGCAGATGTGGCACCTGAG
TCTCCTCAAACATTTTCTCAATGTTGTCATATTTGCCCTTGAGGAGCTCGCCCCACGAGG
TCAGGTTGCAGTAGGTGAGAACGCCGCCAGGTTTCAGCAACCTGTATGCGTGACCCTTGA
TGAAGTCAAACTGGTGAGTATGCCAGGTATCTTCTGATAGAGGGTACGTATCATACAGGA
TCCCATCAAAGTGATTCTCTGGCAGGGTGGGAACAACCTCCTCCCAAAGGCCCTTCAGAG
GGACCACCTTGTGTGGCTGAGACTTGGCCCAGTTCTCCAGACGTGCGAAAACGCCGTCGT
TGCACTCGATGATCCAGTGCTCCTCGATGGGGAAAGACTCCAACTTGGTGGCAGCGATGG
CCATCCCAAAACCGATCTCCAGAACCCGGCCGCCTTTTGAGGCTGCAACAGTCGCCAGTG
AATGCATGTACGGGGTTTCCCACCGCTCCATGACGGGCTTCCCCATGATCTCCAAGTGTG
TGTCGGCCTCATTGTAACCCGCGTTTGCGTCGTGCCAGGTGGGCTTGCAGTCCTCCCCCT
TTGAGAATATGGGCTGAGCGGAGGAAGTCATTTTGCTTTGACTGTGGCTGTTCGGTTCAG
GCGAACGCTTTAGCCGACCAACGAAGAGGGCCCCGGCCATAATGCCCGGGTTTA
>CL512Contig1
GCAGCTTTATTTGTTAAGTTCTTTTTTNTACAGAGAAAGTTCAAAAGCTTATCTAGAGAT
GACAAAGCGCTATGGAAACATGAAGACCGTAATGTTTAAACCAGAAACATTACGGTAAAA
ACAAAAACCTGGGTTAAAGTAACAGAGGAAGCTGTGAGGTGCGTTTGGATCCCATCAAAA
GCGGTTTTCTTTATGGAAAGCCTGCAGGAGTTCCCAGATTCAAGGCTGCTTTGGTCGCTG
AAGTCAATTCTCCTCGTCTTCTTCTTCTTCTTCCACGTCCTCTTCATCTTCTTCTTCCTC
CTCCTCTTCATCGGAGCTGAACGTCCCATCAGGTAGGCTGTAGACCCGGATCACTTGCTT
GTTGGGGTCTTTGAGGATCAGGTATTTGCCCTCGTCCAGCTTGCGGCAGATGTCGACGAC
GCAGCGCAGGATCCCCCAGGCGTTCTCCATGCTCAGGTTGATCTGGCTGGCGAACTCGTT
GGGTTTGAAGTGCTGGGTTCCCAGGATGACGTGACGAGCCGAGTCCTTCAGGTGGTAACG
GGACACGTACCCCAGTTTCAGATACTCGGATCCGGCCAGCATGGCGCAGCAGGTCCAGCG
GGCCAGTTTGTAGCTGTTGTTCTTCAGCTCAGTGGCCAGCACGGCTCCTCTCTGAGAGTC
CAGCTTCTGACGCCAGTCCACTCCGTTACAGTACCTGGAGTCCCACTCGTTCAGGGTCTT
GATGTTGATGAAGGACACCTCTCCGTTGGCGCCGGTCATCACTCCGTCGTGTTCACAGCG
GACGATCAGGTCGATGTCGT
>CL512Contig2
TTTTTTTTTTGGGTTTTTTTAAATTATTTTCCTTTATTAATTGCTTAAAGGACATCTTTC
ATTTTCATTCATTGAAGACTCATTTGGCCGCTGAAGTGTTTCAGTTTTCCTCATCTTCTT
CTTCTTCGTCCTCTTCATCTTCTTCTTCCTCCTCCTCTTCATCGGAGCTGAACGTCCCAT
CAGGTAGGCTGTAGACCCGGATCACTTGCTTGTTGGGGTCTTTGAGGATCAGGTATTTGC
CCTCGTCCAGCTTGCGGCAGATGTCGACGACGCAGCGCAGGATCCCCCAGGCGTTCTCCA
TGCTCAGGTTGATCTGGCTGGCGAACTCGTTGGGTTTGAAGTGCTGGGTTCCCAGGATGA
CGTGGCGAGCCGAGTCCTTCACATGGTAACGGGACACGTACCCCAGTTTCAGATACTCGG
ATCCGGCCAGCATGGCGCAGCAGGTCCAGCGGGCCAGTTTGTAGCTGTTGTTCTTCAGCT
CGGTGGCCAGAACGGCTCCTCTCTGAGAGTCCAGCTTCTGACGCCAGTCCACTCCGTTAC
AGTACCTGGAGTCCCACTCGTTCAGGGTCTTGATGTTGATGAAGGACACCTCTCCGTTGG
CGCCGGTCATCACTCCGTCGTGTTCACAGCGGACGATCAGGTCGATGTCGTCTCCCAGCT
TCCAGTGACGATACCTGTAGGCCACAGACGCCACCTCGCTCTTGTCCATGTCCTCCTCCA
CGAACGGGTTGGGGTTTGGAAACTTGTAACGCTCGCCCCTCATGCGTAAACACTGCTGGC
TGAAGTTGTGGTTGATGTAGGTCGCCTCCATGGCCAGATTACGGGGAGAGTTGAAGGAGT
TGCCCTCGTCTTGGGGGGGCTCGTTAGCCGTCTCGCTCACCGTTAACAGATCAAAGTCAG
AGTTGTCTCTCTTGTCAAAGAACAGCTTGTTGCCCACTCTCTGCACAATGATGTCCCAGG
AGTTGACTGAGCGCGTGCAGCACATCAAAGTGGCCAAGATGGCGTCGGTGGCAAAGACGT
TCCCCTGAGTCTTTGCCAGCTTGCGGATCACGGGGTCGTCTGTGGTGGTCACGGTGTGGA
AAATCCTCTTGATGCTCCTCAGAGGCTTCTCGTTGCGGGTGGTGATGCGGTCAAAAGCCT
TATCGTAGTACTCCAGAGCTCCACAGCACTCAATGTCAACGGGGTCGGACACCTCCATGT
ATCTCATCTTCATCAGTCTGGGGAAGTCCATCTCCTCCTTCACCTCCCAGTCGCTCCTCA
CCTCCACAGAGGAGTCTCTGGGCTTCTGCTGGGCCTGGGATTTCTGGTCCCACTTCTGAC
GGACGCCAAACTGCTTCTGGAATTTCTTCTGGAGCCGCATTCGATCCCTCTCCTTCTGCT
TGGCGCTCTTGGGGAGCGTCTGCATGTTGAACTGCGTCAGGTTCCTGCGGTCTTTGTCCC
TGCGGAGGTTCCTCTGAGCAAACCTCATGCGGTTCTTCTGGTAGGCCGTCTTCTGAGTCT
TCGCCGTGTCCACCAGCTGGAAGGTGGTCTCATTTTCCTCATGGAAGTAGGCGTAAACAC
TGCCCCCTCCGAATTGGGACGTGTACCGATTTGGGTATCTCTTGTCTTGGTAAGTCGCTC
CGGTCCAGTCAGAAACCTTTCCCAGACGGTCTCCTTTGCTGAACGGCTGATACGGCATGT
CTCTAAACTTCTCTGGAATCGCACATGGACCCCATCCAGTCGGGTTGTCCTGGATCACAG



GGGCCTGAAACTTTGCCATAATCTTGTGTACCGATGCTCCTTTGTGTGTGTTTTTACTGT
TTTTCCCCAGATGAAATTCAGTTCCAACCGGCTTCGACGGGGCCGAAAAACTCCACCTCT
CCCCTTCTCGCGCCCGGCCATAATGCCCGGG
>CL513Contig1
TTTTTTTTTTCAATTCAAAACAGTGTCAGGTTTATTAATCTTTCTTCTTAAAGTTTAGGA
ATGGCAGGAATTCCCTTCTTGAACTGGACAAACATGTTTTTTGACACTCAGATGGATGTT
GATGCCTCATGTTCTCCAGCACAGCATCCTCTTAAGGCCGGCAGAACACGTTATAGACCG
ACCAACCGACCGCTGTGGTCCAATCGCACATAGCTCCCGACACAAGCGGAAGGTTTCCAA
CACTCTGGAGCTTCAAAATCAGAGAAACTGCACTGAGACGAACTTCAAGTCTGCTTTCAG
CTGTGCATGGTGAAAAGGAAATGTTTAAAAAGCATCAATAACAACGTTACTGTTTCTGTA
ACATGAGAGGTGGAGTGTCAGAGTTAACGCGGTGAAGCTCATCTATGCCGCACACGAGTC
AGCATGATGGTTCATCTCAGATACAAAGATGTGCTGCAACTTCAGAAAACCACCGAACAT
TCAAGCGCTGGGATCATCCTCAACTTTGGCACAGCTGCTGAATCTTGTCCGCCAGCTCCA
GGCAGTGCAGGACCCGCTCCTTCTCTCCCTGAAGCTGGCTGGGGCTCACTTGGCCCGCGA
GCTTAGCAGAGAAGTGGATCAGGTCCTGCATGAAGAGCCCCACGGCCCCCCGGGGCGCAG
CCGGGATCTCGCTCAGAGTGCAGGAGTCAAACACAAAGTTGATGTTCTTCGCTCGTGGGA
GGCCCGTCTGCCGTTCCTCCACCCACGTCAGAGGTCTGTTGTCAGACGTCAGCAGCTTTG
CCGTCAGCTTGCTGTAGCCTTTGGCGGGCTCCTCCTCCAAGGTGGCTGCAGACACGGAGA
GCTTTCCGAAGAGTTCTACCAGCCAGGTGAGGCGAGCGATGCCGCTGAATGCAGGAAACC
CAAAGCCGGCCTTCAGAGCTCCACCGGTGAAATGGAGCGTGCCTTCCTGCAGGATTTTCC
CCTGGACCGCTCTCTTCAGTTCTTTGAAGTCCTCGGTCAGCAGCTCGATGTGTTCCTCGT
GTAGAACCAGTCCTTTCTTCTGAGCCAAATCCCAAAGCTCCACAGCGGCCTGGTATGACA
TGGTCATGGGATACTCAACACAAACATGCTTTCCTGCCTGCAGAAACGTCCTCACATAGT
CCTGATGGGACTCATTCTCAGTGCAGATGAATGCGGCGTGAATGTCATCTCTGCTCACAG
CTTCCTCCACGGAGATCTGACTCACTCCCTGCTGGTTGTCCAGGTTCCTCCTTGATATGA
ATCCTCGAACAGCCAGTTTCTCTGCAGGACTTCCAGGATGTGGAGTCAACATGTCACGGA
TCCTCACCCATCCCGCCGTTCCAATGCCGACCACCACCGCCCCGAACATCCTGAGCGCAT
TTGTCCGCCACAGCATTCATGGAGAGGCCATTTCGACCAGCTGACAGGACATTCCCGAT
>CL513Contig2
TGGCTGCAGACACGGAGAGCTTTCCGAAGAGTTCTACCAGCCAGGTGAGGCGAGCGATGC
CGCTGAATGCAGGAAACCCAAAGCCGGCCTTCAGAGCTCCACCGGTGAAATGGAGCGTGC
CTTCCTGCAGGATTTTCCCCTGGACCGCTCTCTTCAGTTCTTTGAAGTCCTCGGTCAGCA
GCTCGATGTGTTCCTCGTGTAGAACCAGTCCTTTCTTCTGAGCCAAATCCCAAAGCTCCA
CAGCGGCCTGGTATGACATGGTCATGGGATACTCAACACAAACATGCTTTCCTGCCTGCA
GAAACGTCCTCACATAGTCCTGATGGGACTCATTCTCAGTGCAGATGAATGCGGCGTGAA
TGTCATCTCTGCTCACAGCTTCCTCCACGGAGATCTGACTCACTCCCTGCTGGTTGTCCA
GGTTCCTCCTTGATATGAATCCTCGAACAGCCAGTTTCTCTGCAGGACTTCCAGGATGTG
GAGTCAACATGTCACGGATCCTCACCCATCCCGCCGTTCCAATGCCGACCACCACCGCCC
CGAACATCTTTCACAGCCTGGAACTTGGGAAGCGTGCGCACGTGCACGGCAGCAGCTGCT
CGGTTCGGCTCGGCTTGGCTTTGATGCAGTCTGAAGCCGAAAACGCCTTTAACTGCCACC
CTGGTGTCCCC
>CL514Contig1
ATTCGGCACGAGGTGGATCCGCACGTGCTTCCTTTCGCGACCTCGTCCCGACGCCGCTAA
CATGCCAAAAGCCAAGCAGTCGAAGCGGAAAAAGAAGTTCGACTACAGCAAGAACCGCAA
AAATCTGAAGAGAAAGTTCCAGAAGAAGAGCCGTCCCTGGATTGAAGATTCACACATTAG
AAATGCCTGGGATGACAGTAAGTCCACCGCCTCCAACCTGCTGGCGATGGGTCTGTCATC
TGACCCGAACCGGACCCTGCCGGTGAAGAAGACGAGGAGCGCTCCACAAAGGGCCGGCAT
CATCACCAAACCCTACATCCTCAACCAGCTGGAAGAAGAAGCCAGCCTCCCTGAGAAGGA
CTGCAAGACGCTGTCGTCTGACCTGATGGAGTACGTCCAGTACATGGTCCGCCAGCACAA
GGACGACTACAAGGCGATGGCTAGAGACGAGAAGAACTATTACCAGGACACCCCCAAACA
GATCAAGAGGAAGATCAACGAGTACAAACGCTGCCACCCGCAGCTCTTCCAGGCCTTCCT
GAACTCGCTGGGCGCTCCAGAACCCATGGTTCAGTAGGTGGGGCTGACGTGGGCGGGTGC
AGAGCTGGACTCACTGACCCGAGCGGCCCCTGAGACGGTCCCCCCGCTCCAAACATCCAA
GGATTTCTTTGATGGACAGACAATAAAAGAACAAAGTGAAACTGTGTCTGGATGATCTCA
GCGCTCGAACCTTCAACTTGGTTTGTGGCCGTGTTTCTGTTTACTGCTGCTGTGATTGGA
TTATTGATTGGATCCGCCCCTTCCAAGCTGTTTCCATAGCAACTGTACTCGTACACTGAC
GCTCTGGGACGACGAAGCTCAAACATTTGTCGTTTTTTATTTTTTTTAAATATGTCAAAA
AATTAAAGTACCGAGTTTTTGATCGGAAAAAAAACAAAAGA
>CL515Contig1
TTTTTTTNTTCGGTCAAACATTTATTTCAGTTTGTTAAAGCAAAGAGTTTCTGCAAAATA
GTCATAAAATACTGCAAAAAGGTACGACTATAACTCACAGAACTGTCTGTAACCGTCTGT
AAATGCCACGTAAAAAATAATCTACTTGACAGCTTGACTGGAATCGCGTTGGTAACAGCA
GACGAGCAGCAGGAGGTTCAGATTTCCTCCTGAAAACACGACATTCACTGGAAGATGAAG
AGTTCACCCCAAGTATTTATTCACCAGAAGGATTTGTGGGGTTTTGCACACATTCGTCGC



CCGTCGCTGCATATAAAGTCAGAGAGAAGGCTGCGCGGTTGGCGTCCGGCGGCGCTCAGT
ACGTGCGGACTCCTGGTCGGGTGGTGTCCTGGGCCTGGTTGAAGGGGTTTGGTGGGCTGG
ACGACTCGTCCTGCTGGTCGATGGACTGATAGGCTTCTCTGTTCCGTGATACCGAGGGAA
AACCAAAGTTGACGCTGTACTCGCCCCCCCGCTCGCGGTACATCTGGTACACGAAGAAGC
AGGACACGGGTTTGAGCAGCAGGTTGAGGATGGCCATCCCCGCACTGAAGCGGAACACGC
TGGAGTCGAAGAGGCCGGGGGAAAAGTAGACTCCGAAGTGGATGATGTCGGTCAGAATGG
TCACCGTGATGCCCACCAGAAACATGAGGACGGCGTCCACCGAGTCCCTCTGAGCGATGG
CCCACACGCCCACCGCCAAGACGCTGAAGTTCCCCCACATGAAGGACAAGGAGGGCCACG
CCATGCACGCCCAAACAGTGAGCAGCCAGTGCACCAGGACGATGGCCTTCAGGTTGATGG
CAGGAACCTCCATGATGACGGTTCCGTTTGGACCGAACGGTTCCGAGTCTGCAAAGAGGA
GCCGCGGCTCCTGCACCGACCTCCGCGCGAAAGCCTCCTCCTCCTCCCC
>CL516Contig1
TGCAGGCAATTCGGCACGAGGNCTTTCAGNAAAGCGTTCCATTCTGCGTCGCCGCTTGTG
TCTGCTCTCCGGCGCCGTGTTTGGTCACGCTAATCTTCAACTTGTGCCGTCGTATTTTCT
CCTGCTGAAGCCAACATGTTGTCCGCGCGGTCCCCCCTCTCAATGAAGACTGAAAACAGC
GTTAACGTTAAGATGAGCAGCATGGCGCTCGACAAAGAAAACACGCCGCCCAGTCTGAAC
AGCAGCCGCGTCCTCGGGTCCAAAACGGCGCGGAAGATTTTCAGCGACGCCAAAAGCCTT
AAAACGGAGGAGGAGCCGCTGCTGAAGGAGAATCCTCGCCGCTTCGTCATCTTCCCCGTC
CAGTACCACGACATTTGGCAAATGTACAAGAAGGCTGAGGCGTCTTTCTGGACGGCAGAG
GAGGTGGATCTGTCTAAAGATCTGCAGCACTGGGAGACTTTAAAGGACGATGAACGCTTC
TTCATCTCCCATGTGCTGGCCTTCTTTGCAGCCAGTGATGGAATAGTTAACGAGAACCTG
GTGGAGCGGTTCACACAGGAAGTTCAGGTGACGGAGGCCAGGTGTTTTTATGGTTTCCAG
ATAGCCATGGAGAATATTCATTCAGAGATGTACAGCCTCCTGATCGACACCTACATCAAG
GATCCAAAGGAGAGAGAATACCTGTTTAACGCCATCGAGACTCTGCCGTGTGTGAAGAGG
AAGGCGGACTGGGCCCTGAACTGGATTGGAAACAAGCACGCCGCCTATGGGGAGAGGGTG
GTGGCCTTTGCAGCGGTGGAGGGGATCTTCTTCTCTGGTTCCTTTGCTGCCATCTTCTGG
CTGAAGAAGAGGGGCCTGATGCCCGGCCTGACCTTCAGTAACGAGCTCATCAGCAGAGAC
GAGGGACTCCACTGCGACTTTGCCTGCCTGATGTTCAAACACCTGGTGAACAAGCCCTCC
TCAGAAACCGTCACAGAGATCATCAGGAACGCTGTGGAGATCGAGCAGGAGTTCCTGACC
GAGGCTCTGCCCGTCAAGCTGATCGGGATGAACTGCGAGCTGATGAAGCAGTACATCGAA
TTTGTAGCCGACAGGCTGCTGCTGGAGCTGGGCTTCTCCAAGATCTACAGAGCAGAGAAC
CCCTTTGACTTCATGGAGAACATCTCTCTGGAAGGAAAGACCAACTTCTTTGAGAAGAGA
GTAGGAGAGTACCAGAGGATGGGGGTCATGGCGGGCCCCACAGACAACACCTTCAGGCTG
GATGCTGACTTCTGAGCCTGCAGGGGTCATGAAGTGCAGTCAGGCCACAGTGTGCTGGGA
TGTGCACTAAATCTGAAGCTTCAGCTAATCAGGCGACTGCTGTCAGTCTGTTTACAAACT
GAAAATGTGTATATAGTAATTTTTGTTTTTAACGACGTTTTATTTTTTGTAATACATTTT
ATTGTTGAACTGGATATTTTTCAAGTGTTTAAATTAAAGATTCAGCTCCC
>CL517Contig1
TCGGCACGAGGACCTCTACACAGACCTGTTATTTTAAAGTTTTCTGCGGCGGCTGACCTG
ACCACCGAGGAGCTCCTTCGTGATGTATGCCTGTGCTAAGTTCGTCTCCACGCCCTCTCT
GGTCCGTGCTGGATCTCGGGCACTTTCCAGACCAGTTTCAGCATCAGTCCTGTCAGACAC
CTGGAGAGCAGAGACTGCTCCACTGCTGGCACCCCTGAGTATCACAGCCTCCCAGCAGCA
GGTGGCGGTGCGAGCTTTCCAGACCAGCGCTGTGAGCCGAGACATTGACACAGCCGCTAA
ATTCATCGGAGCTGGAGCTGCCACCGTGGGAGTAGCTGGGTCTGGAGCTGGAATCGGAAC
GGTGTTCGGCAGCCTCATCATCGGATATGCCAGGAACCCTTCCCTGAAGCAGCAGCTTTT
CTCTTATGCCATCTTAGGCTTTGCTCTGTCCGAAGCTATGGGTCTCTTCTGTCTGATGGT
TGCTTTTCTTATTCTCTTTGCCATGTAAACCAGTTTGGCAGCTCAATGTCAGCAGTGGTT
AGCAGGCTGAACAGCTGGATGATTTCAGCTCGGTGTTGCTCATTCTTTTCAATGTCTCTT
TGAAGAAAGGGATTTGTGCAGTGTAAAGATCTCTGCTAAACTTTAACGAAAAATGGCTCT
GAAGTATTGTATATTTAATCAAACATTTTTGTTAACATCCAACCAGTCCCACAATAAAAC
ATTTAAATCTGTAAAAAAAAAA
>CL518Contig1
GGNCTGCAGGNAATTCGGCACGAGGGAACCCGGCGCGTGCCCGTCCGTCCACTTCTTGTC
GTTCTATTCTAAGCGTTAGCATCCACAATGAGGGAAATTGTGCACATCCAGGCCGGCCAG
TGCGGTAACCAGATTGGAGCAAAGTTCTGGGAAGTCATCAGCGATGAGCATGGCATCGAT
CCCACGGGGACCTACCATGGAGACAGTGACCTGCAGCTGGACAGGATTAGTGTCTACTAC
AATGAGGCCACAGGAGGGAAATATGTGCCTCGGGCCATCCTAGTAGACTTGGAGCCTGGT
ACTATGGACTCTGTGAGGTCTGGACCCTTTGGGCAGATCTTCAGACCTGACAACTTTGTG
TTTGGTCAAAGCGGTGCTGGAAACAACTGGGCCAAGGGTCATTACACAGAGGGGGCTGAG
CTGGTGGACTCGGTCCTGGATGTGGTCCGTAAGGAGTCTGAGAGCTGTGACTGCCTGCAG
GGCTTCCAGCTCACTCACTCTCTTGGTGGCGGAACAGGATCCGGAATGGGAACTCTGCTC
ATCAGCAAGATCCGTGAGGAGTACCCTGACCGCATCATGAACACTTTCAGCGTGGTGCCT
TCTCCCAAGGTGTCAGACACAGTGGTCGAGCCATACAATGCCACCCTATCAGTTCACCAG
CTTGTGGAGAACACAGATGAAACGTACTGCATTGACAACGAAGCTCTGTACGACATTTGC



TTCCGTACTCTTAAACTTACTACACCCACCTACGGAGACCTTAACCATCTGGTTTCTGCC
ACCATGAGCGGCGTCACCACCTGCCTGCGATTCCCAGGCCAACTCAACGCAGATCTACGC
AAACTGGCCGTCAACATGGTGCCTTTCCCCCGTTTGCACTTCTTCATGCCCGGCTTCGCT
CCCCTAACCAGTAGGGGCAGCCAACAGTACCGTGCACTCACAGTCCCAGAGCTCACCCAG
CAGGTGTTCGATGCCAAGAACATGATGGCCGCATGTGACCCTCGTCACGGCCGCTATCTT
ACAGTTGCAGCCGTGTTCCGTGGTCGCATGTCCATGAAAGAGGTAGACGAGCAGATGCTC
AACGTGCAGAACAAGAACAGCAGCTACTTTGTCGAGTGGATCCCCAACAACGTCAAGACG
GCCGTGTGTGACATTCCACCTCGCGGCCTGAAGATGGCCGTCACTTTCATTGGCAACAGC
ACAGCCATCCAGGAGCTGTTTAAGCGAATCTCCGAACAGTTTACAGCCATGTTCAGACGT
AAAGCTTTCTTGCACTGGTACACAGGCGAAGGCATGGATGAGATGGAGTTCACCGAAGCA
GAGAGCAACATGAACGACCTCGTGTCTGAGTACCAGCAGTACCAAGATGCCACTGCAGAG
GAAGAGGGGGAATTTGAGGAGGAAGCAGATGAAGATGCTTGAAGCTTCAAATGCTTAAAC
AAAACAAAACAAAACACTCAATGGAACAAACGACAAGTAGTCAAGAAACCAACGGTGTCA
AGAGCATAGGTAGAATTCAACATTAGCTTCCAGTAGAAATCCCCTGTCTTTAAAAATAAA
TT
>CL519Contig1
TCGGCACGAGGGCAAAACAGCACACCCAACAACAGCGATGGCGTCCAAAGCAGGTCGTCG
AGGGACGAAACGCAAAGTAGAGGCTAAAAAGGAAGAAGACAAAACTTCTACTGAAGAGAA
AAAGGCCAGAGGAGAAAATGCCCATGAAGAGGCTGGTTTGAAGGTGCTCATTGAACATTG
TAAAAGCTGACGCGTTTACGGGCGGAATGCAGAGGAGGTGAAGTCTGCCCTCCTGGCTGC
CCGCCCTGAGCTGACGGTGGTCTGCAACCCGGAGAAACCCCGCAGGAACAGCTTTGAGAT
CACTCTGCTGGATGGAGCCAAAGAAACCTCTTTGTGGACGGGGATAAAGAAGGGTCCACC
TCGAAAGCTGAAGTTCCCCCAACCTGATGATGTAGTTGCTGCTTTCAAAGATGCTTTGAA
GACTGAATAGGTGGCCGTGCAGGAAATGTGATTGGTGGAAGCATAATGATGAAGAGTGAT
GAAGGAGATCTTCTCAGTCCCTCTTCTGACAAACTGAGCTCCAACCTATGACTTCTTCTG
GGCACACACTGCCACCTAGTGGATCATCTCAGCTATTTCAAATCTTTGTTGAAAGTTTTT
GTGCCTTTTTTATTGGTGTTGCTTATTAATAAAAGAAAATAATCTGTTAAAAAAAAAA
>CL520Contig1
ATTCGGCACGAGGGAGAGGAGGTGTGTCGGACATGAAGGAAGGCTGGAGGAGGGAGGGGT
CTGGCGAGGACGCGGCCCTTCTTAATGTATTTGTCCGAATAAAAACAGATTTTTTTCCAG
TTCAGAATTCCTTTTTTCGTGCGTATATTTCCTGGATCGGTCCGGACTGCGAGCTCGGCT
CGTCGGCGTTCGTCTCCCCGGTTTATTTTTTGAAGCTTTGAGATGTTTTCAGTGAGGTGC
CAGCACCCAGATGGGTGTTTTAGACTTGAATAACCCCTGCCCACCCAGTGCATTGTGGGA
GGTCAGGATCTCCTCCAGCCGGATTTTTTTTTCTTCCTTTTCCCGCTCGTGAACAGTAGC
GAGGAAGATGAGCTCCTCGCTACGTTTATCCTAGGAATGTTTTTAGCTGTATCGTGATTT
TTGTTTTTCTTTTTTTTTCTCTTCCTTCTCTGATCGTACCTGAAGCGTCGAGCTCGTTTT
CCTCGGGGATCTGGTCGTGCCCCCACGTCTGAGGAGGGGGGAGGGGGGTGGGGCTGTACT
AAAAATCTTCATCGCTTCTGAGTAACTGTAGCTAGAAACATCTAGGAATCTTTCAGCAGA
CAAAACTCATTAACCACATGAACGTCGTTTACACTCTTCATCGGAACATGTGTATTATTC
TTCAGCAGGCGGAGGGAAAACAAGCGTGCGCGTGGAGCCCACGTCTTCTTGACGCTGCCG
CTCCATGTGACTTTGGAAAACTCTTCAAGCATTTGTTTGTAATGCAAGTTTAATTGTGAA
TGATCAACTTCTTCATACTTCAATTGTGACGATGAAAAGCTCCCAGCTGGGAGTCGTGTT
TGTGGAATGCATTGTGAGATGTAAACAGTTATCAATAAAGCTTCTAGACAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAGAAAAAAAAGAAA
>CL521Contig1
GAGGGGGACAAGGCATCGTTGAAAGTCGAAGGTTGAAGCTGGGGGCTATGGCTCGTGGGC
AGCAGAAGATTCAGTCTCAGCAGAAGAACGCCAAGAAGGCGGCAGAGAAGAAGAAAGCTC
AGGGTGCGGACCAGAAGACTGCTGCCAAGGCTGCGCTGGTGCACACCTGCCCCGTGTGCC
GGACACAAATGCCTGACCCGAAAACCTTCAAGCAGCACTTTGAAAGCAAGCATCCCAAGT
CCCCCATGCCTCCTGAACTGGCGGACGTTCAGGCATAAAGGATCGCTTATTGCACCTGAA
CCTGGGTACACGTCGACCACGGATTGATCTGAATCGCTGCACCTGAAGGATGACGAGTGC
TGGGTCCTGCCCGTGTTGGTGGACTTTGGGAGGGGGTGGGTGTGTCTGTGCTTTGGCTGC
ATGTCTGTGTGCGAAAAAAACCAGGCTTCCGTACACCAGCAGCCCTTTTTGTATTTATTC
TGTACAGCTCACTGGGTAAGGGGCGGGGTCTCTGGAGGATAAGTAGACGCATTCCTCCCT
CACAGACGCTGCAGCCAAACAATTGAACTCTTTCATCAGCATCAGCTTTGCGGCTGTTGC
ACTTTGATCACAATTTCAGATTCATGTCAGTTTAATAGAACTGGGACGTCTGCTCCTCAC
TCTGTGCTGCTGTGCTCAGCACGCTTCACAACTGTACCTCACACATAACTGCGTTTCATC
TTTGTGTTGTTCCTTCACAGCCACATCGCCCTCCTCCCACTTTGAACCAGAATCATTTGT
TTGGTAATAATTGCCCTAAATGCTCATTGATGCTTTCAGTAGAATAAAAAGCCCGAAGGA
CTGATTGATTGAATTTTAGTGGTAAAAAAGAGTTGTTCTTTACAACCTGTCAAAATAAAT
GTTTAGTTTCATTGTATAATTTTTTTTTATCTCTTGAATAAATCGATTAATGTAAAAAAA
AAA
>CL521Contig2
CGAGGGGGACAAGGCATCGTTGAAAGTCGAAGGTTGAAGCTGGGGGCTATGGCTCGTGGG



CAGCAGAAGATTCAGTCTCAGCAGAAGAACGCCAAGAAGGCGGCAGAGAAGAAGAAAGCT
CAGGGTGCGGACCAGAAGACTGCTGCCAAGGCTGCGCTGGTGCACACCTGCCCCGTGTGC
CGGACACAAATGCCTGACCCGAAAACCTTCAAGCAGCACTTTGAAAGCAAGCATCCCAAG
TCCCCCATGCCTCCTGAACTGGCGGACGTTCAGGCATAAAGGATCGCTTATTGCACCTGA
ACCTGGGTACACGTCGACCACGGATTGATCTGAATCGCTGCACCTGAAGGATGACGAGTG
CTGGGTCCTGCCCGTGTTGGTGGACTTTGGGAGGGGGTGGGTGTGTCTGTGCTTTGGCTG
CATGTCTGTGTGCGAAAAAAACCAGGCTTCCGTACACCAGCAGCCCTTTTTGTATTTATT
CTGTACAGCTCACTCTGTGCTGCTGTGCTCAGCACGCTTCACAACTGTACCTCACACATA
ACTGCGTTTCATCTTTGTGTTGTTCCTTCACAGCCACATCGCCCTCCTCCCACTTTGAAC
CAGAATCATTTGTTTGGTAATAATTGCCCTAAATGCTCATTGATGCTTTCAGTAGAATAA
AAAGCCCGAAGGACTGATTGATTGAATTTTAGTGGTAAAAAAGAGTTGTTCTTTACAACC
TGTCAAAATAAATGTTTAGTTTCATG
>CL521Contig3
GGCATCGTTGAAAGTCGAAGGTTGAAGCTGGGGGCTATGGCTCGTGGGCAGCAGAAGATT
CAGTCTCAGCAGAAGAACGCCAAGAAGGCGGCAGAGAAGAAGAAAGCTCAGGACACAAAT
GCCTGACCCGAAAACCTTCAAGCAGCACTTTGAAAGCAAGCATCCCAAGTCCCCCATGCC
TCCTGAACTGGCGGACGTTCAGGCATAAAGGATCGCTTATTGCACCTGAACCTGGGTACA
CGTCGACCACGGATTGATCTGAATCGCTGCACCTGAAGGATGACGAGTGCTGGGTCCTGC
CCGTGTTGGTGGACTTTGGGAGGGGGTGGGTGTGTCTGTGCTTTGGCTGCATGTCTGTGT
GCGAAAAAAACCAGGCTTCCGTACACCAGCAGCCCTTTTTGTATTTATTCTGTACAGCTC
ACTGGGTAAGGGGCGGGGTCTCTGGAGGATAAGTAGACGCATTCCTCCCTCACAGACGCT
GCAGCCAAACAATTGAACTCTTTCATCAGCATCAGCTTTGCGGCTGTTGCACTTTGATCA
CAATTTCAGATTCATGTCAGTTTAATAGAACTGGGACGTCTGCTCCTCACTCTGTGCTGC
TGTGCTCAGCACGCTTCACAACTGTACCTCACACATAACTGCGTTTCATCTTTGTGTTGT
TCCTTCACAGCCACATCGCCCTCCTCCCACTTTGAACCAGAATCATTTGTTTGGTAATAA
TTGCCCTAAATGCTCATTGATGCTTTCAGTAGAATAAAAAGCCCGAAGGACTGATTGATT
GAATTTTAGTGGTAAAAAAGAGTTGTTCTTTACAACCTGTCAAAATAAATGTT
>CL522Contig1
CTGGCTAGTAGTTTAGTACAAAGAGTAGAAAGAAGGTTTGTGTCTGAAGGAGACGGACTG
CGTCACGCGGTCCAGAGAGACGCCGAAACACGGAGAAGCACAGAGTCCAAACGTTCAAAC
ATCTCGTTAAAAAAGCTTTCACTACTGTTGGTGTAAAAAAGAAAGAAAGACGTCACGACG
CACAGTTACACAAGATATTTGGAGCAACACAAAATGACCCGAAGCCACATTCCTACAACC
AGGTGGGCGGAGTTCTACCTGTTGTCCATCCATGAAACATCACACCTGAACGTCCCAACA
GAACCACTTTTTGAAATTCTCAACTTTCCACTAAAGTTTCTACAATCTGAAGACGGCGGG
ATGGATGTCCATCTGCCGCCGTTTCTCCTCATGATGTCATCCACAAACGCCCTCCATCCA
TTAATACATACATGTTAATTCTGTTTCTCGGAACGTTCTGATCCGAAAGTGGAGGGCGGG
GAACTTCATTTCACCCCCCCCCACCGGAAGGTTTGGACTTTGGCGTTCGTCCCAGACGGA
CGGCGGGCGGCGCCGGCTTCACAGGATGGAGCAGAAGAACTTCTTCTCCCTGAACGGGTT
CTCCGAGGCCGGCACCGGCGACAGCAGCGGGTCCTCTTTGGCGTGGGCTTCGCAGTAGGA
CATCAGCTCCGCTGCTGCTTTGGACACCTTTATCCGGTCGATGTTGGCCTCCATCTTCAG
CTGCTCCACCAGCTTCCTGGCCTGCGCGATGCTCGCCGTGTTGTTGCTCGCCATGGCGGC
TCTGACCCAGGCCTCGTCTGCTCCGCCTGAATTCTGCTTCTTCCGGCCGGTTCACCTTCT
CAGTCAGTCAGCGCTCTGAGTCCGCGGCGCCACGCCCTCTTCTCACATGGAGGCCCGGGG
GGGCTGAGGGGGGGTTTCCACACGGTCCGCGCGCCCCCGATCTCCGCCAGGCAGAAAGGC
AGCCGACGCATCCACCTTCCTGTCCGCCTGTGAGGGAGGCTGCGCTCCGTCCGAGAC
>CL523Contig1
TTCGGCACGAGGCCGAGATCCAGACAGGCGACACCATGAGCGAGACAGCAGAAAGTGTGG
CTGCCAGCCTGAAGAGCAGAAGGAACGTCACCATAGAGATCACCAACCTGTCCAACAACC
ACTGCCTGATCAACCCCAAGGTTTACCTGGAGAGTGGCAGCTGTCACAGCCCCCCCCAGC
CCACCGTGCGCCCGGAGAAGACGGAGGTGTGCAACTTTGGCAAGACCAGCTCCAAAGCCA
CGGGAGCGGTGGGCGTCCTGACCTACGAGCTGTTCGAGCGGCACAGCAACAAAGCCCAAG
AGACAATGGCTTTAATGTTCTCTGTGCCGTACGACTACAACGTGTACAAGAACTGGTTCG
GGGTGGGAATCTACCAACAAGGCAAGGAGTGCAACAAGAGTCTGTACGAGGAGATGTACT
ACAACAAGGAGCAGCAAGGCTTCGTGCGCGAAGAAGCCAAAGGCAGCGGCCTCACCTTCC
ATGGCAACAGGCTGGAGATCAAAGCCACCATGTCCCCCATGGGCAAAGCCATCATGAAGG
TGGAGGTGTGGGACAAAGTCTTCCCTCCCATGGAACAGATGTCCTCCTGAGGTGTCGGTT
CCTGTTTGTCCACCACCGCTGCTCCTGTGCAGTTTAAGTGTTTTGCTGTTCTAAAACCTG
TTAAATAAAATCCAGTGCGAACGAAAAAAAAAA
>CL523Contig2
AGGTTTTAGAACAGCAATACACTTAAACTGCACAGGAGCAGCGGTGGTGGACAAACAGGA
ACCAACACCTCAGGAGGACTTCTGTTCCATGGGAGGGAAGACTTTGTCCCACACCTCCAC
CTTCATGATGGCTTTGCCCATGGGGGACATGGTGGCTTTGATCTCCAGCCTGTTGCCATG
GAAGGTGAGGCCGCTGCCTTTGGCTTCTTCGCGCACGAAGCCTTGCTGCTCCTTGTTGTA
GTACATCTCCTCGTACAGACTCTTGTTGCACTCCTTGCCTTGTTGGTAGATTCCCACCCC



GAACCAGTTCTTGTACACGTTGTAGTCGTACGGCACAGAGAACATTAAAGCCATCGTCTC
TTGGGCTTTGTTGCTGTGCCGCTCGAACAGCTCGTAGGTCAGGACGCCCACCGCTCCCGT
GGCTTTGGAGCTGGTCTTGCCAAAGTTGCACACCTCCGTCTTCTCCGGGCGCACGGTGGG
CTGGGGGGGGGCTGTGACAGCTGCCACTCTCCAGGTAAACCCTTATATAACAAGAAGTTC
TTCATGTCCTCAGAACAGTGGAAGAAATGTCAGCGTGCTCGGTTCGCTCTTACTTGGGGT
TGATCAGGCAGTGGTTGTTGGACAGGTTGGTGATCTCTATGGTGACGTTTCTTCTGCTCT
TCAGGCTGGCAGCCACACTTTCTGCTGTCTCGCTCATGGTGTCGCCC
>CL524Contig1
CACTGAATGCTTTATTACCGAAAGAATTTCAATATAGAATAAAGTAAAAGGCAGACCATC
TAAGGAAAAAGGGATTTTACTACAAAGAAAATCAAACCAGGTCTCAGTTGTGAATGGATG
TGAATAGTTTTCTATGGTCTGAAAATAAAACTTTAAGTTCAAAAAGTTTAATTTGGAAAA
AAAAAACATGTCATGCATTCAATCTAAAAGACCTTTTTTGAAGATGGACAGAAGGATTGT
AGAAGCACTGAGGCCTCCAAAAAAACTGAAAAACTGTCGTCATTTTGGTTCTGCATATTC
TAAATAGAAAATACAAACCAGGCAGAAATAATATATAAAGAAAACCAGAAAAAATAAATG
TTTTGTTTTTTTTTAAGTATGGGAAACAAATAAATCACTTTGGCAAAAAAGTGAAGTCAC
ATCCCTTATCGAAACCGCAGTTTGGAGCCGACTTAACGTTTCCTGAATCAGCATTGTTTG
TCTGAGTCTGTACATGGCCGAGTGTTCACAGGGACGGATTACACAATCATTTCCAGCTGT
CGTGCGTATTCGATGACCTGCTGTGCCAGCTCCGTGGAGGGGATGGTCACTTCTTCCGTC
CGCTGCTGCTGAGTGGTAAAAGAGTAACAGCCATCTGGGGTCTGAGTCCAGCCTCTCTTT
TTGGCGAACTCTGTCATTTTTTTGGGGGAGTTGAAAAAAAGCACCCGGGTCGCCTCTGTG
AACTGGATCTGCTCGTACGCTTTCTCTATGCAGCCTGCAATCTCATCTCGAATGGTGTCA
AGCAGGATGTCTATAAAAAAGGTGTAGCTCTCAGCAGGAATGTTGCCTTTTGCCAGAAAT
ACCTTGTTGTAGCTTCCTTCCATCAAGTACTGTTCTAAGGAAACTGGATGTCGGATGTAC
ACGTTGGTCTGAATGTCTCGACCACTCAGTCTCTCGAGTTCTGTGTGAAACTCAGACAGA
CGATTCTGTGACAGCAGGAAGAGCAGGTTTAGTCCAAGCAGCTGGTGCATATAGGCAGCG
TCAGGAAGTTCTTCCTTGTAATCAAAGTAGTAGCATTTCAGTTGAGCCATGTATCTCTCA
AAAGATGGGATGTCCTTCTTCAGGATGCTCCACAACGCTCCGATTTCAAGGACATCGCGG
GCTAAAATGAGCTGCTGTTTGGTAAGTGCGGGTCCACTGGTGGGCAGAAAGTTCAGCTCC
AATAGTGTAATCTTCAGCTTACTGAGAAGTTCTCCACATTTGTTCAGGTTCGGATTCTTC
TTATTCCACTCTGATTTTAGCATCTCATACAAGGCTGCGGTCTCTTTCAACGCCATGGTG
AGTCTGCAATT
>CL525Contig1
GCTGGGGTGTGTGAGTCTGAGCCCATCTGGAATAGGAGTCGAGAGAAGCACAAGCTTAGA
GATACTTTCTCCAACTCTTCTGCACATCTGTGGAGTTTTTCTTTTAATTACATTTGAAAC
TTTGCCTTTTTATCTACTTGAAAAATGCTGTTCATCCTGCTTGGAGTGCTTCTTTTGCAC
CTAGTTATCCTGATACTTTTAATTGTATCTACAGCAGCAAGTGCCTGGTCTGCAGGTGTG
GATAAGAGCACAGATCTCTGGTACCATTGCCAGACAACCTCTGGGAGCTACCAATGCAAG
CACGCCAGCAATGAAGAGTGGATCCAGGCTGTGCAGGCCCTCATGATCCTCTCCTGCATT
TTCTGCTTCTGTGCGCTCATTGCCTTCCTGTACCAGCTGTTCAGAATGGTGAAAGGCGGC
CAGTTCTTCTTCACCGCCATTTTCCAGATCTTGGCGAGTGTGTTTGTGATGTGTGGAGCG
ATCATATACACCGTGATGCGCCCCGACGAGGAAACCATAACACATTTTGGCTACGCCTAT
GTCCTGGCCTGGGTGGCCTTCCCTCTGTGCCTCATCAGCGGCCTCATTTATATCGTCCTG
AGGAAGACGGAATGAGAGTAGGAGAAGAGGAGGGGGAAAAATTGGGGGAATGTTACAGGA
CCCCCCTTTAGAACAACATCGCACTGTGCTTCCTGCCCACAGACCACAGAATGACTTCAT
CACAATCCTCCAGTATTCATCGTTTTCCCATCACAAGCTAAAACCATTTGTCTTGTGAAT
CCAAACTAAAGCTGTTTGTCACTACAGTAGTGTCCTGTGGGGTCATTCTCAGCAGCCTTT
CCCACAAATCCAACCAGAGTCACCTCCTCACATCCCTACAAAGGTGTACATAGTGTCTGT
GTGGGTTTTGGACATATTTATAACATTTTATACATACATTGTGTACATAGAGTTGTCGAG
TTAACATTGTCACGCTCGTTTATGTTTTAAGAGTGTGTCTCACAAATCATGCAGCTGTGC
CAAAGAAGTGTCGCTTTAACTTCCAGTGTGTCAAGCTTTTTTCTCTCCTCTTTTTCTGTG
TTAAATCAATGTGCCTTAATCAGAATGTTTGCTTATATTGAAGGAAATGAGATCAATCTC
AGAAAGTGGCGATTCCTATATGAAGTTTAACTTTGATAACTCAGCAAACTGATTTGCATT
TTGTATTGAAAATGGTGCTTTTTTTTTTCAAAAAAGACAAAAAATACCAACAAAAAAAAG
ACCCTGCTATCCTTGAAATTTGTATCCTAACTTGTGTTACTAAATGTGTTTTGTTCTGTA
ATTAATTTGCTTTGTACAAAAACATTTTTAAACTTTGCTTTTTTGGTCATTATTACAATT
AAAATTCTTTTAAAAAAAAGCATCGGTTGAATAAAGGTCAAATCGTCTGCAATCTGCTNA
GTATGGCAAAAAAAAAA
>CL525Contig2
AGCTTTTTTTTAAGAATTTTAATTGTAATAATGACCAAAAAAGCAAAGTTTAAAAATGTT
TTTGTACAAAGCAAATTAATTACAGAACAAAACACATTTAGTAACACAAGTTAGGATACA
AATTTCAAGGATAGCAGGGTCTTTTTTTTGTTGGTATTTTTTGTCTTTTTTGAAAAAAAA
AAGCNCCATTTTCAATACAAAANGCAAATCAGTTNGCTGAGTTATCAAAGTTAANCTTCA
TATAGGAANCGCCNCTTTCNGAGATNGANCNCATTTCCTTCAATATAAGCAAACATTCNG
ATTAAGGCNCATTGATTTANCNCAGAAAAAGAGGAGAGAAAAAAGCTNGACNCNCNGGAA



GTTAAAGCGACNCTTCTTTGGCACAGCTGCANGATTTGNGAGACNCNCNCTTAAAACATA
ANCGAGCGNGACAANGTTAACTCGACAACTCTATGTACNCAANGTANGTATAAAANGTTA
TAAATATGTCCAAAACCCACNCAGACCCTATGTACNCCTTTGTAGGGATGTGAGGAGGTG
ACNCTGGTTGGATTTGNGGGAAAGGCTGCTGAGAATGACCCCNCAGGACACTACTGTAGT
GACAAACAGCTTTAGTTTGGATTCACAAGACAAATGGTTTTAGCTTGNGATGGGAAAACG
ATGAATACTGGAGGATTGNGATGAAGTCATTCTGTGGTCTGTGGGCAGG
>CL526Contig1
CGGCACGAGGAAGTGGTCACTACCAGGCCGCTCTCTACCTGGGAGATGTGAGTGAGCGGG
TGCGCATCCTGAAGAACTGTGGACAGAAATCCTTGGCTTATCTCACTGCAGCCACTCATG
GGCTGGATGAAGAAGCTGAGGCGCTGAAGGAGACCTTTGACCCTGAAAAGGAGACGGTGC
CAGAGATTGACCCCGACGCACAGCTGCTGCAGCCGCCTCCACCCATCAACCCCCTGGACA
CCAACTGGCCTCTTCTCACCGTGTCAAAGGGCTTCTTCGAAGGAGCCATTCCAGGAAAGG
GAGGCCAGATGGCTGCAGATCTGGACATGGAGGCTGCTGGTGGTGAGGGCTGGGGAGACG
ATGCTGAGCTTAACATGGATGAAGATGGTTTCATGGATGCTCCTGAAGGATTAGATGAGG
GAATGGTCAAAGAGGAGGGTGGAGGCTGGGATATTGATGAAGAGGTGGAGCTTCCTCCTG
AGCTGGATCTTCCGTCTGGAGCAGGTGGTGGAGTTGAGGACGGCTTCTTCGTTCCACCCA
CCAAAGGAATGGCTCCAACCCAGATGTGGTGCAACAACTCCCAGCTGCCTGTGGACCACA
TTTTGGCGGGCTCCTTTGAGACCGCCATGAGACTCCTCCACGACCAGGTTGGGGTTGTGA
ACTTCGACCCCTACAAGCCTCTGTTCATGCAGACTCTGTCCAGAGCCCGCACCTGTTACC
TGGGGCTGCCATCGCTGCCCTGCCTGCGTGGTCATCCTCAGAGAAATTGGAAGGACTGTG
GGGCAAAGCAAGGGTTGCCCGCCGTGGGACTCCGTCTGTCTGATCTCATCGCTCGCCTGC
AGCAGTGCTACCAGCTGACCACTGCTGGGAGGTTTGAGGAGGCCGTGGAGCGCTTCAGAG
CCATCCTTCTCTCTGTGCCGCTGCTGGTGGTTGATAACAAGCAGGAGATAACAGAGGCTC
AGCAGCTGATAACAATTTGCAAAGAATACATAGTGGGTCTGACCATGGAGACTGAAAGGA
AGAAACTGCCGAAAGATACGTTGGAACAACAGAAGAGGCTCTGCGAGATGGCTGCTTATT
TCACCCACTGTAATCTGCAGCCGGTGCACATGGTTCTTGTGTTGCGCACAGCCCTGAATC
TCTTCTTCAAACTGCGGAACTTCAAAACAGCTGCTGGCTTTGCACGACGCCTCCTGGAGC
TTGGACCAAAGCCAGATGTTGCACAACAGACGCGCAAAATCTTGGCCGCCTGCGAGAAGA
CCCTGACAGACGCTCACCAGCTGAACTACGACCCCCACAATCCCTTTGACCTGTGCGCCG
CCTCATTTGTTCCCCTGTACCGCGGCCGTCCTGTGGAGAAGTGCCCGCTGTCTGGAGCTT
GTTACTCCCCCACCTTCAAAGGACAGATCTGCAGGGTCACACAGGTGACTGAGATCGGAA
AGGACGTGATTGGTCTGCGTGTGAGTCCACTCCAGTTCCGCTAAGAAGACGAGAAGATCA
GAGAAAAGAGGACGGATAAAGAATTAACATTGTTTATTCATGTTTGCTCACTGACATGTT
AACCTCTTCAATGTCTTGCTGTGGATATAACCCATGGTCCTATAGAAAAATCTGCTTTTG
TGCAAGTGCTTCTGTTTCATCTTTGTGTTTTAAAGTCTGTAATATTCTGGACTTTACGCT
TTTCTCATCTAAATCTCTCCAAATAAATGATTTACAATATGTGTATCTGGAAGAAAATCC
AATAAAAATGCTTGACGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL527Contig1
TCTTCTTTTCGTTGCCTAGACCAGAAGAAAGCCGGGACGCGAAGAAGTTGGGAAGGGTCT
TGATTGCTGGAGGCCCATTAGCAGCCGGAAAGTCACTCTCTTCGTAGTTTCTTTTTGCCA
TTCAAGGGGTGATCCCGATTCCAATTCGTCTAGTGTCCATTTTCATCTCGTAGTAGCATT
TTCACAAACATGTCCTGGCAAGGCTACGTGGACAACCTGATGAGTGATGGCAGCTGCCAG
GACGCGGCCATTGTTGGGTATGGGGACTCGAAATACGTCTGGGCGTCGTATCCTGGTGGC
ATGTTTGCCAACATTCAGCCTGTTGAAATCGATGTGTTAGTAGGAGAGGACCGGTCAGGA
CTTTACTCTGGAGGGCTGACTATAGGCAATAAGAAGTGCGCAGTAATCAGAGACGCCTTC
ACCGCTGAAGGTAACTGGACAATGGACTTGAGGACAAAGAGTACAGCAGGGGAGCCAACA
TACAATGTTTCCATAGGCAAAACAGGCAAAGCATTGGTTGTTCTCATGGGGAAGGAAGGT
GTCCATGGAGGACAGCTCAACAAGAAAGTACATGAGATGGCTGACTACCTGAGGAAGTCT
GGATACTAAAGCAGCCTGTACCCAACTACTTAAGAGTTCATCCTTGCCACCCTGTTGCAT
TCACACTACTTCCAGTCCTAGTTTGTANTCTCTTTTTTTTTTTTTTTNGCC
>CL528Contig1
TTGTGCTATTGNTTTTTGAAANAAAACATTTGGGCTCTCAAGTTGATCCATAGCANAAAT
TGGCAAATTTCTTTAAAAAAAAANGAATTANAAAAAGGATGTCATGAAAATCTATACCTG
TACCATACTAANACCANCAATAGGACCGTTGCAGAACACTTGGTAATAAAGCTGAATAGT
GAATTAAAAGTACATCTTTCTTTTTTGCCATACTTTTCATGGTAGTGTTCACTTGATCAT
TTAAATCTCCCTACCTGAGCAGCCAATGCCTTTAGAGTACTTGCACAGCAACACGTCTTC
CTTACTGTCATCCAGGAGGGAAGACTGCAAATCTTAGACCACTAGCATCCCAAGCCAAAT
TGTTTTTCATTCACTGCAACCCTTCAAACACTACCCAGCATGCATCATGCTTTTCATAGC
CTTTTGGTTTTTTTTTAAGGAGTTCACTTTGATTAAGTGAGGCATCTTTGTTAGGCATCA
TGGACATGCTGGCCCCCCTGCCTCCTCTTGACATCTGTACACCAACCCATGGACATTCCA
GAGACTATAGCTCAGGCACTTAAAACTATCGTTTGCCACTTTTTTTTTCTTTTTGAAGCT
GCCATTTTTGATAAGTAATCCCTGCACACAACTATTTAGTCCACAAAATTCAAACCATTT
CCTTTCTTTATAGGACCAAGTGTAGTCACAGTTGTGTTTATACAATTGCTCTAAATCAGG
ACTATTTGCTGCTGAAGGATGTGGTAAACCCAAGAATTGAATGGTTAAAATGATCAGCCT



ATAGGATGGGGGAAGCTGAAAAATGGTTCTTTATAGTTTAGCAAACTGATTGCATTTGTA
CAAACCCACGCTGTAATGATAACTACATAACTGTGGAATAAATTGCCTTTATAGTCAGCT
GAGCTTTTTGTCACATGGTCTGTCCATGCTCAGTACTGCTAACTGTAAGGTCCAGCTGAA
AACTAACCTAAAAGTAGACCCCGTACTCGCTGGATTAGTCCAAACAAAGACACTCATGGT
TGTTAAAGCATAACTACAGAACTTGTGTATCCTGTGCCATAATGTAAAGATCTGTTGTGG
GATTACTTTCACCCACTCTTCACTACAAAGTTGATTCATCTGTACTTTTACATTGTTCCT
CTAGCTTCTGCTCCACTGTTTAGGCCTGTGGGACACTTATATTCATTTAAATGAAGAAAA
AAATAAGTCCTGTTCCTCTTTAATTCAATCTCTTTGCTTACCTTTTTTTTTTTTTTTTTC
TTACATCTGGGATACAGTCTTTAATGCATCTGGTTTCATATGCATCCAGCAAATGCCATA
AATTGATTTATCACCTTGTTTACAGACAGATCAAATAAATTTATTCCACCAGGAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAACCT
TG
>CL529Contig1
GGCAAGAGGCAAAAAAGAAAGAGACTAAACAGTCTGAAAAGACTGACGAAAAGGAAAAGG
ATCAGGGACCACAGTCATCCGGGAAGGATAAAGAAAAGAAAGAGGAGCAAGAATTGTCAG
AGGAAGACAAACAGTTACAGGAAGATCTGGAAATGATGGTGGAGAGGCTGAGTGAGAAGA
ACACAGCTTTGTATCGTCCTGCGCTGGAGGAGCTGCGAAGACTAATCCGCTCCTCAACCA
CCTCCATGACCTCAGTACCAAAGCCCTTGAAGTTTCTGCGCCCCCACTATGCCAAGCTTA
AAGAAATCTACGACAGCATGGCTCCTGGGGAAAACAAACATTTTTGTGCTGATGTGGTGT
CGGTGCTTGCCATGACCATGAGCGGTGAGAGAGAGTGTTTAAAGTATCGCCTGCTGGGTT
CTCAAGAAGAGTTGGCATCATGGGGTCATGAGTATGTCAGGCATCTTGCTGGAGAGGTGG
CTAAGGAGTGGCAGGAGGTGGAGGAGAATGATAAAACCCAGCAGGAGACGCTGTTGAAAC
TTGTTAAGGAAATCGTGCCCTACAACATGGCTCACAATGCAGAGCACGAGGCCTGCGACC
TCTTAATGGAAATCGAGAGGCTGGACATGCTGGAGGATTACATAGATGAAAACGCTTATG
GCAAAGTCTGCCTTTATCTGACCAGCTGTGTCAGTTACGTTCCCGAGCCAGAAAACTCAG
CACTCCTTAGATCTGCCTTGAACATCTTCAGAAGGTTTAACCGTTTTCCAGAGGCTCTCC
GTCTGGCTCTGATGCTTAACGATGTGGAGCTGGTAGAAAACATCTTCACGTCCTGCAAAG
ACATAGTCATCCAGAAACAGATGGCCTTCATGCTGGGACGCCATGGCATGTTCCTCGAGC
TGAACGAAGACGTAGAGGACTATGAGGACTTAACAGAGATCATGTCTAACGTTCAGCTCA
ACAGCAACTTCTTGGCCCTGGCCCGAGAGCTGGACATCATGGAGCCAAAAGTCCCAGATG
ACATTTACAAGACCCACCTGGAGAACAACAGGTTTGGAGGCAGCGGCTCCCAGGTGGACT
CCGCGCGCATGAACTTGGCCTCATCGTTTGTGAACGGTTTCGTCAACGCAGCCTTTGGGC
AGGATAAGCTACTAACGGATGACGGCAACAAGTGGCTCTACAAAAACAAAGACCACGGCA
TGTTGAGCGCTGCAGCCTCTCTGGGAATGATTCTTCTGTGGGATGTGGATGGAGGGCTGA
CTCAGATTGACAAATATCTGTACTCCTCTGAAGACTACATAAAGTCTGGCGCCCTCTTGG
CCTGTGGCATCGTAAACTCAGGCGTGAGGAACGAGTGTGACCCGGCTCTCGCTCTGCTGT
CTGACTATGTTCTCCATAACAGCAATGTCATGAGGATAGGAGCCATCTTTGGCCTGGGTC
TGGCCTATGCTGGCTCCAACAGAGAGGATGTCCTCTCGCTGCTGCTTCCTGTCATGGGAG
ACTCCAAATCCAGCATGGAGGTGGTTGGTGTGACGGCGCTGGCGTGCGGGATGATTGCGG
TGGGGTCTTGTAACGGTGACGTCACCTCCACCATCGTTCAGACCATCATGGAGAAGAATG
AGCAGGAGCTGAAAGACACCTACGCTCGCTGGTTACCCCTGGGTTTAGGGCTCAACCATC
TAGGGAAAGGAGAAGCAATCGAGACGACTCTCGCAGCTCTCCAGGTTGTCCCTGAACCTT
TCCGCAGCTTTGCCAACACACTGGTGGACATTTGTGCATACGCAGGTTCTGGTAATGTGC
TGAAGGTGCAGCAGCTTCTTCATATTTGTAGTGAGCACTATGAGGCAAAGGAGAAAGAGA
AAGAGGACGACAAGGACAAGAAGGATAAGAAGGATAAAGACAAGAAGGAGAACGCTGCAG
ACATGGGCTCTCACCAGGGTGTGGCAGTTCTCGGGATTGCCCTGATTGCCATGGGGGAGG
AGATTGGCTCAGAAATGGCCCTACGGACATTTGGTCATCTGCTGCGTTATGGCGAGCCCA
TCCTGAGGCGAGCAGTCCCCCTGGCCCTCGCTCTTATCTCCGTGTCCAACCCACGCCTGA
ATATCTTGGACACGCTGAGCAAGTTTTCCCACGATGCTGACCCTGAGGTTTCCCACAATT
CCATCTTTGCTATGGGCATGGTGGGCAGTGGGACTAATAACGCCCGCCTCGCCGCCATGC
TGCGGCAGCTGGCCCAGTATCACGCCAAAGATCCCAACAACCTCTTCATGGTTCGACTGG
CACAAGGTCTGACTCACCTGGGCAAAGGTACGCTCACCCTCTGTCCTTACCACAGTGACC
GGCAGCTGATGAGTCAGGTGGCCGTGGCTGGGCTGCTCACCGTGCTCGTGTCTTTCCTTG
ATGTCAAGAACATAATCCTGGGCAAATCTCACTACATTCTTTATGGGCTGGTAGCAGCCA
TGCAGCCACGTATGTTGGTCACGTTTGACGAGGAGCTGCGACCCCTCCCTGTGTCTGTGA
GGGTCGGACAGGCGGTAGACGTTGTGGGTCAGGCAGGTAAACCGAAGGCCATCACAGGTT
TCCAGACCCACACCACGCCGGTGCTGCTGGCTCACGGCGAGAGGGCGGAGCTCGCCACAG
AAGAGTACATCCCCGTCACTCCCATCCTCGAGGGCTTTGTCATCCTCCGCAAGAACCCAA
ACTATGAAACCTAGACTGTTTTGTTCTTTATTGAGTTCCCCCCCCCCTACGTCTCACCTG
ATGCATTTTGTTATTCATTGTGTGACTGAACTTAAGGAATCGAGCTCCTTCTGTGGCCCA
CCTCCTTACAGGAAACGAGTGTCTGGAGTTTGGTTGGTTGGATTGAAGTTAAAACTTCTC
AATTTTTCAGTCAAGAATTCAATGAATAACTTCTCCAAAATCCCAGCAGCAGTTCAGACG
CACCCTTCAACCCTGCCCCTCATCCTTCATTCTTGTAATTAGATTGCTTTAAAGTTTGTG
TTCACGTCAGATCTTTTTCTGGTTTTCCCCCTTTTGTTACAGTTCTATAAAATGTTAAGA



ACAAACATATAAACAACCATTGTGTGA
>CL530Contig1
TTTTTTTTTTGCACTTGCATAACATTCACATTTATTTGGTTTCAAGTCCTAACACATTCT
AAACATGCTTTAAACATGGATCACATTTTTCACAGGTAGTTACAGTAACAAGAGTGGAAA
AGTGATTCCTGAAAAGAGAAAAGCAGACATTTCAGTGGTTTGTTGGCAGGAGTAAGTTTG
ATTTTTCCCTGAGTTACGCCCACTGAACTCCTCTCATTATGTGCTCCAGTACAACAGAGC
TGTGATTTGACCCAGAGGCGGGTCTGAAAATGAAATAAGAATCTCTAAATCGTTTATGAC
AACTAGTGAAATATGATTTCTGAGACCAGAAAGTGAACCGTTAAAAAAGAAATGCCAGTG
AAGTCCTGGATGAAGCACTTTGGGAGCAGCTGGGTGTTGTAACAGTCATGACCCCGCCCC
CCATCTGCATCAGCTGTGGTCTCCCGCTGCCACTCAAGGACAGCGAGGAAAGCAGTCTGA
CCACGGCTCCGCTCATCTGTTGCAACGCCACCAACCGTCAGAGGTGACGACACTGCGGGT
TACCTTGAACCGCCTCACAACAGCAATCAAGGAGAAGAATAGGGATTAAAGCACGTGCAC
GCGCACACATATCACAATGTGGAGAATAGAATGTACACATTCAGAAGATAACAAGGCAAG
TTCTGATAAGGTAATCGTAGAAATCCAAAGCACTGCTGCGCCGCAGCGATCGATAGAACG
TCACGTGAACGCTCCATCAGCACGCCGACACTGTCGTTGACAGGATTTCATCTTTGGAAT
TGGCTTCACGATGCGAAGGCAGGCATGAAATATGAGATCACATTAAATCAACATCAAATA
AAGCATTCAAATGTGAAAAAGAAAAAACCCCTGAAGGAGAGAGTCGGAGTTTTAAAGGTG
GGAAACAAACACTGCCAACAAACAGCATCATTATCAGAGGTAAAAGTAAGTATTTATACA
TTCAAAAAGAGAAATAAGACAGCTTTGTGTATTTGGTACAAATCTGAATCCTGGAGTGAA
AACAACAAAAACATGTCAAGGAGAAATGAAGAGGTAGTTTTGGATTAGAAGCATCTATCC
CTGCACACTGCAACTACAAATACAGAAAATCCAGTTAGGCAGTGAGGTGACCCTGTTGAG
CTTCCAGTCTGTCT
>CL531Contig1
TTTTTTTTTTTTTTTTTTTTACAAATATAGCCATTTTATTAATGACTTGGAAAAAGAGCT
TTACCAACACAAGGAATACATGCATGCAGGGTAGGTGAGAGCTATCGATAGTCTTCCTGG
TTCTTTTTCACAAACACATTTGGTAACAACTGTTAGAATAAAACCGGATCATGTCAACTT
ACACTCCTTTAAAGGAACCTTAAGAAAAACCTCAGCCGGGCTCCTCTTTCAACACTTCAG
GACTTCAAAAGACGGTCGTTTATTTAGTGACGTAAAAAAAACGTAACACTTTAGAGTCAG
AAACGTACGGTCGGTCAGAATCCGGGGGCCGCCGCCGTCGACCTCCGATCTGAAAATGAT
GAGTGGGCCGAGTACAAAGAGGAGGAGGAACCTATAAAAAGAGGAGTCGCGGCGCCGCGC
TCCTTTTGCGTGGGGAGCCCGGCGGCTGCAACCCGAGTTGGTCCGAGGCTCGGTGGAGAA
GGGGGAGGAGCTTCAGGAAAGGCTCAGACGCGGCTAATGGACTGGCAGAAAAACGCTCTA
ACTCTCCAATAGAAAAAAACAAAATCTACGGCCCCTTCAACGCGGGAGGAGGGGGAGAAC
GGAGGCGGGAGGTCTGTGGTGGTCTGTCCCGGCCTCAGCGTCGTCCCCGTTTGGACTGTC
GGGCGGGCTGTTTGCTGCTTTTCGCCCCCGTCTTGACCGTGGGGGGCGTCTTCTTGGGCT
CGGAGCGTTTGCCCTTGGCCGGCTGCTTTTTCGCTGCAGGCTCCTCAGGAGACGACTCCT
CGGATCTGGAACTCCTGGAGCGGCTCTTGGCCGTCTTGTCATCCTTCTCTGGGGTCGACT
CCTTGGGCGGGGGCCTCTTGGACCCCCTGGCGCTCAGCTTTTTGACGGCGGGCGTTTTGG
GCTTTTTGGAGGGCGCGGCCTTCTTCACTGGGGTTTCCTTCGGGGGTGCCGCCTCCTTTT
TGGAGGCCGGCTGTTTCCGGCCCGCTTTCTTGGCTGGAGGCGGAGCTTTTTTGGCCGGAG
ACTTNCTTGGCGAAGGCCTTCCCCCGACC
>CL532Contig1
GCAGCTCCCCCCACCCCCCCGCGCGCACACACACAGTCGGGCATTCACGCGCAAAGAGGC
TGCTTTCTGCTGAGATCATGGACGGGACGAAGCCGGTCATGGAGTCCAGCGCCGAGGAGG
CGCAGGATGAGGGGCAGGAGAGCAAAGGATGCTTCGAGTGCTGCATCAAGTGTCTGGGCC
GGGTGCCCTACCCCTCGCTGGTGGCCACCATCCTCTGCTTCTGCGGCGTGGCCCTGTTCT
GCGGATGTGGTCACGTGGCGCTGACCAGCACCCTCGCCATGCTGGAGAACTACTTCTCCA
CGGTCACCACCGACCACGCCACCCTCACCGCCGTGATCCAGGTCTTTCAGTACATCATCT
ACGGCATCGCCTCCTTCTTCCTTCTGTACGCCGTCATCCTGCTGGCTGAGGGCTTCTACA
CCACCGGGACCATCAAGAAGGAGCTGCAGAGCGACTTCAAGACCACCGTCTGCGGACGCT
GCCTCACCGCCTTCTTCATGGTTCTGACCTACATCCTGGCTCTGGGATTCCTGGCCATCT
TCTGCTTCACCGCCATCCCAGTCTTCGTCTTCTTCAACATGTGGAACACCTGCGCCGGCC
TCAGATCTCCGGACTCCAACATCACCTTCCCCGACTCCGTGTGCGTGGATTTCCGGCAGT
ACGGTATCATCCCGGTGAACGCTACTCCAGGAAAAGCGTGCGGAACCACACTGGTGGACG
TCTGCAACACCAGCGAGTTCTACCTCTCCTACCACCTCTACATCGTGGCGCTAGCTGGCG
CCGGAGCCACGGTCATCGCACTGCTCCACTTCCTGATGATCTTAGCGGCCAACTGGGCTT
ACCTGAAGAGCGCGGCGTCCACGCACGACTACCAGGACATCAAGACCAAGGACGACCAGG
ACCTGGAGGCCGAAGCTCGCTCCAAGGAGGGCCAGAACTCCTCCTCCTCCTACTCCTAAG
GACAGGAGGTCCTGCCCCGCCATCGCCCGCCTCCTCTCCGCACCTCCACCCCCCAATAAA
CCCCCCTGTAACATCCAGAGCTGTTCCTCACTCCGATACAAAACCATCTCGGTCGCGTTC
GATGGCCCGCCAACGCCCTGACTCTCCATCCTCTTCGCCTTCCCACGGGGGTGCTTACCC
ATAACACCTTCGGGTGCCCGCCCCAGGGGGGGAGGAGCATAGAGGGTCAGGCGGCGAGAG
AGAGCCCGCCCGTCGGGGCGGAGCGCGGCTTCCCCCCTCGTGCTCTGGGGCGGCGGCTCG
>CL533Contig1



TTTTTTTTTTAAAAGAAGGTCACAGGCTTTATTGAGGAAAAGATTTAAATTTTCAATACA
GTCTCAATGAAATGTATGTAGGTCAAGCACTACTCCCACATTGTATTAGAGCATGTTTGA
CTCATCTGCCCCCTCCCATCCTGCAGAGCATGAAACCACACTTAGTAAAGTGGGTGGAGC
TCAAATCTAAAACAGCTTATAGGAACAAGTAACCAAAGTGATGCAACTGGAAGTAGAGTC
CTTTTTTATTCCGTCAACCTTCCTTACATGTTAAACATCGGCTATCAGACAACACCGCCC
TCTGCTTCTTTATCCCTCCACCCCCATGTCAACTACGCCTGATCCTTGTACTTCTGGTGC
AGCATGAGGACGTCTTCCTGGGAGATCCTGGTCCAACCGCCGCTGTGGACGTGGTACAGG
TTGACCTGCCCTCCGCTGTAAGCGTCTCGGAACGTCGCCTGGTAGATTGCGCGGCGGCCC
AGTTCGCAGGCTTCATCCACGGTCAGATCTTGCCGGAGGCCGCTGTCCATCACACCGTAG
GCGTACATGGAGCCCGAGCCAACCGCAAAGAGGTCGCCACACACCCGGTTCCCCTCCGAG
TCCACATAATACAGCCCTGGGCCTCTTTTGTCCCAGCCGCACACCATGGTTCCCATGCTG
AGCCCCATGCCCTTGTACTGGTACACCATGTTGGCAAGCAGCTTAGAGGCAGCCGCCACC
GAGATGCGCTCCTTGTTGCGAAGCTCGTAGATGCGACACTGGCGGGCCAGCAGGCGCTCC
CAGAAGCTGCAGTCAGCTGCTCCTCCGGCCATGGTGCCCAACAGGTACGGATTGATCTCG
ATCACCTTCTTCACTGTCTGCGAGGCGATGTAGGAGCCCGCCGTCGCCCGGGAGTCAACG
GCAACAATGACTCCATGCTCGAATTTAAAAGCTAACGTGGTGGTTCCATGGAGAAACTCT
ATTTTCCTCTCAACGCCATCATCGTCTCCGGCCAGCATCGGATTTTTAACGGAAAAACTG
ACACTGTCCCCCGGTGCAGCATCGCAGTCCGCTCCGCTCTGTCCCGGTCCACAGTTAAAA
CCAAACGGCTGACGAAAATCCAATGAAAAATCCGCACATTCACTGCTCAATACACTAGCT
AGAGCCATCTTGGAGACAATCAGATGAAC
>CL534Contig1
TTTTTTTTTTTACATCAATGTTTTATTAATCATTGCAATGGAAAACAACACAATGTAACA
GAATTTCATAAAAAAATGCAAAGCAGACAGAAGGACAACCAAACCAGGTCCTCGCCGTGG
ATCTCCATGAGACCGCTTAGAGCGCTGGAATAGTTCCAACAAATCAAACAAAGGTGTCAG
ACGCTGAGGTCTGGGAAGGACTGAGGTGAGCATCCAAGATGCTAAAGTGAAGGAAGAACA
AAGGAATGTAACATCAGGTGGAGTGCACCAGTAGAACATCACGTTCCAGATCCTGATTGT
AGACGGGGCAGCACACACACACACAGATCCTCAAACTCCTCCATGACCTGATGGTGGACG
TAGAAAAGGCACAGGTATGGAGTGTTGGTCTCTAAACCCCCCAGAGAAGGGTGCCGCCGT
AGCACCAGTAGACATCAGAACCATGCACACCAGGGTGTTTGACTAACAAAAACCGGTTCT
CGGGGGAGTTGGGTTGTAGGACCTCATCTGAGGCGAGGATGACATGCCCGTGCAGACTGA
GTCCGTCCACAGGCTCACATCTACTCGCTTAAATTGGCAGGGACCCATGTTTGCTGGTAG
TTGAGATGTGTTTGTGCGCGCCTCCCCGAGCTCAGCCGTCCCACGAGTGGGATGGGCGGA
GCAGCTTCAGAGCGTTCGGGGGTTGTACTCGGGCAGCTTCTTCAGCCTCTCCTCCTCCTG
CGGGGTGTCCTGCCTGGCGATGGCCAGCGTGTGAGAGTAACCCATCACCACCTGCTCGAT
GTAAATGCCGTCCAGGGTTTTGACCTCCTGTGCGGTCGTGGACGACTTGGGTTTGTTGTC
TCCATATCCCAGCTCCCCAAAAGTGGGGGAGGGCCCCCAACTGATTGTGCTCTCGTCTGC
TGCAATGATGATGCTGCTCTTCCCACAGGCCAGACTGCGGATCTTCCAGCCGCACAGATC
TTGCACAGCTTTGGGGTACATGGTGGATTCTCTGGAAGTGTTGGTCACACCCCAGAAAAA
CAGCCCCCCCATCTCGTTGACGGCAAAGGAACACTGGTATCCTGCGTAGATCTGGGCGGC
TCCGCGTCCAGGAAAGTCGAACAGCTTGACGAGCCGAGGAACCATCTCATCCTTCTGCTC
CGTGTGGCCCAGACGCCCGTATCCACCAAAGCCCCAGCTGAAGACTCGCTTCTGGGAGTC
CAACACCAGCGTGTGGTGCCCCCAGCACGCCACGTCTCGCACCACCACGTTGGGCACAGG
CATGATCTGGCCGTCCTTGGACTTCTCGATGAAGATGGCGACGCGTCGAGGAATGAGCTC
ACAGTCGAACTCAATCCGCTGCGCTCGAGCAATGAACTTGCCGTCGCTGTTGTGGCCGAG
CTGTCCGTACTCCGGACATCCAAAGGAGTACAGGTTTCCTTTGCAGTCCACCACCATGGA
GAACTCTGCACCACAGGACACCTTCACCAGGGGCTGACCGTTGTAGGAGATCGGTGCTGG
ACTCAGGACTGCATCGGTTCTGGTTCCCCTGACCAAGCTGGCCCAGCTTGTTCTCACCGA
AAGAGTATGCAGTACCATCCTCTGTGAGAACCAGCGTGTGATTGCGTCCACAGGCGGCAG
AGACGATCACTTGCTCTGCCAGAGCCTCGATCAGCTTTGGAGCCTCGATGCGTTTTGTGT
CTCCATGACCCAGCTGACCTTTGTCATTACGACCCCAGCTCCAGAGCTTGCCATCGGTGG
TCATGAGGAGGCTGTGAGCAGCACACGGTCCAGAAACCACACAGCTGACCTGGACATCAT
TCAAGCAGCCGTAATGGTGCGGACCCCACAGGTTCTGGCCCAGGTTGCGGAAAGCAGCTT
GCTGTTTGGGCACTTCCTTCCTTCCAATCAGATCCCAGTTGGTGGCTCCAAAGATGAGCA
GTTGACCTTTCACCTTTGGGCACTCCAGTTTGATTTTCTCCTTGACGTCATCGGCGACGG
TGACCGGCTGAAGGTCGGACTTGGCGGTGAGCTTTCCACCCTTCTTGTTGTTCTCCTGCT
CAAAGTCGAAGTCATCGTCGCTGCTGAAGTCCCGGTCTTTCCTTTTGCCACTGGCCCTCT
TCCTCTTTGTGCCACCGTTCCCTGAGACCTCGGTCTTCTTAGGTGGCATATTTTACTCCA
AAGCTTGGTTTTAGTTTGCGTCTAAAATAAATCATATAGCGGTGATTTCCTGATTCGGCA
GCTCTCTCTCTCTCC
>CL535Contig1
TCGGCACGAGGCTAAAGCGCAGATGATCATGTCGGTTGCGGGATTGACGTCCTTGAGACG
CTGCGGCGTTTTAGTTCTACGCTCCCCTGCGGGTCTGGGGGTGGTGAGATGTGCCCAGAC
GGCCGCCGCCCCCGCCGCTCAACCCCGAATAAAGAAGTTCCAGGTGTACAGGTGGGACCC
AGACACCCCAGGGGACAAACCACGCATGCAGACCTATGACATCGACCTCAACGCATGTGG



ACCTATGGTTCTGGACGCACTCATCAAGATCAAAAATGAGATGGACCCCACCCTGACCTT
CCGCCGCTCCTGCAGAGAAGGGATTTGTGGTTCCTGCGCGATGAACATAAACGGGGGAAA
CACGCTCGCCTGCCTCCAGAGGATTGACCCCAACCTGAGCAAACCAACCAAAATCTACCC
GCTGCCACACATGTATGTGGTTAAAGACCTGGTACCTGATATGAGCAACTTCTATGCCCA
ATACAAATCCATTGAGCCTTACCTGAAGAAGAAGGATGAGTCCAGGGAAGGGAAGGAGCA
GTACCTGCAGTCTGTGGAGGACAGGCAGAAGCTGGACGGGCTCTATGAGTGCATCCTTTG
CGCCTGCTGCAGCACCAGCTGTCCGAGCTACTGGTGGAACGGAGACAAATACCTGGGCCC
GGCTGTGCTCATGCAGGCGTACCGCTGGATGATCGACTCCCGGGACGAGTTCACAGATGA
GCGGCTGTCCAAACTGCAGGACCCCTTCTCGCTCTACCGCTGCCACACCATCATGAACTG
CACCCAGACCTGCCCCAAGGGCCTGAATCCTGGTAAAGCCATAGCTGAGATCAAGAAGAT
GATGGCCACATATAAGGAGAGGAAGGAGGCCGCCGCCTGAAACCCGTGTTGTTCTTCCAT
GAAATGACATGATTTAAATTATATACTGATATCAAGTGTAAATAATTGTGGTCTGATGGG
CTGTGTGTGCATGTGTGTGGAACAAAATTGACATAAACGCACAACTCCAGGATGAATGGG
GAGAGATTGTCGTATTATGTACCAGAACACAGACGTGCTGGTCTCAGCTGTTTGGTGGTT
TGGAAAAGTTCATGTTTGCTTTGCGTGCAAAATGTTCTCTGCTTTCAGTTCCCAGACCCA
CAATATACATGCTGCATACAACTGATTTTGTTTTATTTGGAAATAAAGTCTTTAAATGCA
CATTTTTTCCCCCCTAANAAAAAAA
>CL536Contig1
CGTTTTTTTTTTCACAAACACGCTTTATTGCAGACAAGCCCAACAAACCGGTCATCACTT
AAACACGCATAACAGGGTGAAGGTTTGCAGAGAGCAGCAGGGAGGAAGACATAGCGCCGC
CGTCCCCGCAGTAGCTGAGGAATGTTTTGTCCAAGCTTCGGCTTCACGGGAATGATGGGA
TGTGTCCACGCACAACAACAACAACATTTAGATTCCTAATAAATAAACGGGGAACTCCTG
ACTGCCCGTTACTTCATCTTCATCACTTGAACATCAGACTGGGGGGGGTGAAGGATGGGT
ATGTGGTGCCAAAACTCCGGCCGAGGAGTTGGTGCGTTTCCTTATGTCACCATGTACTCC
TGTCGCTTGTTGAGGCGCACCTGGCAGAGCGAGACGGCGCCCACGGCCACATAAACGGCG
GCGGCGATGAAGCAGTTGATGCCCACCTGGTTGTAGAGGCTGTAGATGTTCTGAGGGGGG
TTTTGATCTTTAAAGATGTCGTCCTCAGTGAACGGGACGTCCTCAATCAGCACGGCAGAC
TTGGTGCTGAAGAAGATGCCCAGCATAGCCAGCATGATCACCCCCCAGATGCTAATGACG
ATCCCGCACGCGGCCATCTTCGGCCCGCAGAAAAGAAGCGACGGCATGACCGTGCTGGCG
AGTCGGTGGGAATGTCAGAATCGGGTATTCTTCTCCGTTCGAAGCTTTGAGGAAGCCAGG
AATGAGGAACGAGCAGTGTAGCCTCACTGTCAGCTGATCATCCCCTCGTGCCGAATTCC
>CL536Contig2
AGCTTCGAACGGAGAAGAATACCCGATTCTGACATTCCCACCGACTCGCCAGCACGGTCA
TGCCGTCGCTTCTTTTCTGCGGGCCGAAGATGGCCGCGTGCGGGATCGTCATTAGCATCT
GGGGGGTGATCATGCTGGCTATGCTGGGCATCTTCTTCAGCACCAAGTCTGCCGTGCTGA
TTGAGGACGTCCCGTTCACTGAGGACGACATCTTTAAAGAGTGAGCGTCAGCAGGGCCCC
ACACAACCAGACCACGGTCAAAACCCCCCTCAGAACATCTACAGCCTCTACAACCAGGTG
GGCATCAACTGCTTCATCGCCGCCGCCGTTTATGTGGCCGTGGGCGCCGTCTCGCTCTGC
CAGGTGCGCCTCAACAAGCGACAGGAGTACATGGTGACATAAGGAAACGCACCAACTCCT
CGGCCGGAGTTTTGGCACCACATACCCATCCTTCACCCCCCCCAGTCTGATGTTCAAGTG
ATGAAGATGAAGTAACGGGCAGTCAGGAGTTCCCCGTTTATTTATTAGGAATCTAAATGT
TGTTGTTGTTGTGCGTGGACACATCCCATCATTCCCGTGAAGCCGAAGCTTGGACAAAAC
ATTCCTCAGCTACTGCGGGGACGGCGGCGCTATGTCTTCCTCCCTGCTGCTCTCTGCAAA
CCTTCACCCTGTTATGCGTGTTTAAGTGATGACCGGTTTGTTGGGCTGTC
>CL536Contig3
GAGGCCTCGTGCCGAATCGGCACGAGGGTGGACACATCCCATCATTCCCGTGAAGCCGAA
GCTTGGACAAAACATTCCTCAGCTACTGCGGGGACGGCGGCGCTATGTCTTCCTCCCTGC
TGCTCTCTGCAAACCTTCACCCTGTTATGCGTGTTTAAGTGATGACCGGTTTGTTGGGCT
TGTCTGCAATAAAGCGTGTTTGTGAAAAAAAAAA
>CL537Contig1
GTTTTGTTTATTCTTTTGGNGTAACAAAAAAAGTGCCATAAACACAATTTCCTGCACTTA
TTTTCTTTCACATCTAAATCTTAAACTTTAAAATAAAATCATGAGAAAGTTCGTCCTGTG
AAGGACAAACCCAGTGTGTAAATATGGTTTGATAAACATGAACATTTCCTCCAGTTAGAC
AGTAAACAAATAGGATTTTTAACATTCAAGCATTCCCAAAGAGCAGCTGCACAATTAAAC
ATCTTTATTGGAATTGATCTGTTTCACAACATAAATAACTCGCAGTTTTACACATGAAAT
CACCACAAATCACGACACGAACAGCTTCACGGGGAAACACTGAGGATCATCTGGGCTGCA
GCTGGACGGGCAAAGCATGTTTGGTTCAGTCGTTGGAGCGGACGTGGAGGCGGTGGCGGG
GCGGACCCTCACTCATCCGCTGGGTAACGCCGGAACACGGAGCAGCTCAGCTTCGAGCCG
CCACGGCTGGAGCCTGCTGCTGGTCGCCGGACTGCAGCTGTCTGCCCAGGTACTCCCAGT
TGTGGACCATCAGCTTCTGCACGGCCAGCAGGGCGTTGTAGCGCACGAGCTGGTCCTCGT
GGTGCATGTGGTTCATCACCAGCTGCTTTCCACCCAGTTGTTCAATCACCCGTTTTCCGC
GTGGATAGTGTCGCACGTATTCGCCAACGTCGTGCGCCGCCACTGCGATAACCTGAGGAT
CATCGGAAACCTCCAAGAGTCTCGTCAAGATCTTGAGGAGTTCGTAATTTTTCTCATTCA
GCCGCACAGCATTTTCTCTCCAGAACTTCTCCGACTTGTGGACGGGACTCCATTCCAGCC



GGCCCGACTTCAGCTCAGAGCTGTACTCGTCAAAGGAGCTCAGATCCTGCACGCTCTCTC
CCAGACTCTCCAGCAGGAACTTGATGTCCTCCGTGATGTCCTCGTCGTCGTACTTCTGCT
GCTCCAGGTTCTCCAGCTGCTTCAGGACTTTGCACTGAATCATAGCCAGAGCATATTCCT
GCCGAGTCTCCCTCTCTGCAGACTTCTCTAGAAGATTCCTGAAGGCGGCGAGGATGATGC
GAGTGACCTTCTCCTTGACGGACTCCTGCAGGATGTCGGACAGGGCCGGAACCACATTGT
AGCGTCTCAGCTGCTCACAGAGCTGAGGACTGAAGGCCAGCAGCCAGACGCAGAAGACCA
TCTGGTACTGGAGCTGGAAGCCACACTTGTTGCTCAGGACTGCCGTGATGCAGTTGACTC
CGTCAGCTTCCACCCAGGCAAACCTGTATTCATTCACCCTCAGCATCAGCTGCAGGCATC
CAGCCACACACTGCACATACTGAGAGCTCTGTGAGCTCAGCTGACTCTTGATCCAGTTGA
AGTAGTAATTCAGATCACTTCCCTCCATCAAATCACGGCCCCAGGCCGCCAACTTGGCGA
TGACCCTCGCAGCCATGTGTACAGTGAAGAGATCCTGACGATTCAGCATGGGAAGGAAGT
AGGACCACGCGGTGTTTTTGGTCTTCTTGGCGTAGTCAAAGAAGATGTTCACCCTCTGAT
GGTTCTCCTGCAGAGTGTCGTCGATCAGAGTCAGGATGTACTGGACCGTCTGCTCCTTGG
AGATGTGAGCCATCAGGTTCAGGAACGTCTTTGCGCACTGATGTCCGTCTTTAGCTAAAA
TGGCTTGTTTTTCCTCAGAGTTGGCCATCTCAAATTTCTTGATGAACTCACAATCCTCTG
CAGAGATCATCTGACTTTGCAGGTAGGACTGCCAGTTGACCATGTTGGCCCGAACCTCAG
CTGCTTTAGCAGCGATGATGTTGGTGGGGACGGCAGCGTCCACGGCCCCTCGGATGTCCA
TCCCGTAATCTATGGTCCCAAGCCTAAACAAGTCACCAGGAACCGGGATCGAACTTCAGC
ACACCGGCTCCACGAGCTAATATGCTGCACTGTGCTAACTGACTACAACACAGCGGCACA
GTCGGTCATGTGACACTTCCAGTAGGC
>CL537Contig2
ACCGACTGTGCCGCTGTGTTGTAGTCAGTTAGCACAGTGCAGCATATTAGCTCGTGGAGC
CGGTGTGCTGAAGTTCGATCCCGGTTCCTGGTGACTTGTTTAGGCTTGGGACCATAGATT
ACGGGATGGACATCCGAGGGGCCGTGGACGCTGCCGTCCCCACCAACATCATCGCTGCTA
AAGCAGCTGAGGTTCGGGCCAACATGGTCAACTGGCAGTCCTACCTGCAAAGTCAGATGA
TCTCTGCAGAGGATTGTGAGTTCATCAAGAAATTTGAGATGGCCAACTCTGAGGAAAAAC
AAGCCATTTTAGCTAAAGACGGACATCAGTGCGCAAAGACGTTCCTGAACCTGATGGCTC
ACATCTCCAAGGAGCAGACGGTCCAGTACATCCTGACTCTGATCGACGACACTCTGCAGG
AGAACCATCAGAGGGTGAACATCTTCTTTGACTACGCCAAGAAGACCAAAAACACCGCGT
GGTCCTACTTCCTTCCCATGCTGAATCGTCAGGATCTCTTCACTGTACACATGGCTGCGA
GGGTCATCGCCAAGTTGGCGGCCTGGGGCCGTGATTTGATGGAGGGAAGTGATCTGAATT
ACTACTTCAACTGGATCAAGAGTCAGCTGAGCTCACAGAATCTACATGGTTCAGGTCACG
AAACAGGAGCAGGAACTATTTCCCCCAGTGATAGCTCTCAGTATGTGCAGTGTGTGGCTG
GATGCCTGCAGCTGATGCTGAGGGTGAATGAATACAGGTTTGCCT
>CL538Contig1
TTTTTTTTTTCATCAAACTGCTCTTTATTACGTCTTAAATAACAGTACATTTTATAGAGT
CTATCTTGCATCCAGCTTTCCGTTTACACTGACTGACTTTCAAATTAAATACAAAAGGTG
TGAAGGGAAGAGTGGGGATGCAGAGCTCTACAGTTATCCATGGAGGAGGAGGAAAAAAGG
GCATTTAATAAATGTTTAATCTTTTTATTTGTTGCCAACTCCAGGCCTAACGCACAATTA
CAGCACATTTGTACAGAATGTTGCAGAAGAGAGAGAGAGAGAGAGAGAGACTAAAGAAAG
AGCGTCTGCTTCCAGAAGATTCCAGCTTCTACTGAAGGAAAGGTCGCTTTGCTACAGAAG
GAACGACCACCGGTTGGTTCCGTCTGATGTTGTCGCCGCGGTGACAGAGTGAACCTGTGG
ATGCCCCCCCCAGCATGGACCAGGGAACCGAGACTGTTGCAGGGTTTGCTCCTCCAGTGC
ATAGCTTAGACATGTCAGGTGGATCACGTATGCACAGAGTAGCAAAAAAGGAAGATATAT
AAATACGGTTGTATTGATATATTCAACAGGTTCTTTTCTTAAAGAAAACATCAAAAAAGA
CTCAATTCCATATGCACCTTTGAAGCAATTCTACAGCATGCGATTCTAAGAGATACCCCA
CCCATGGCAGACGACCCAAATCTTTTTTTTCCTTTTTAACTTAAAAAGTTTCAATATTAT
TTTCAAACATTGATTTATACAACATGTCATTCACAGAGTAGGAACTGCAGGTCCAAGCAC
GCCACGGCCACCTCTGTCACCACAAACCTCCGGGTGTCAACCAGGCCTGAAGCGGAGGCC
GTCCCTACCCGACGACCCCGACGGCGCCCGACTACGGGCAGAGGACCCCGATGGAGGGGG
AGGGGCCACCTGGACGTCATGGAGCGTTCGTCTGTGTGCTTGGTTAGTTTCCTGTAGACA
CGTTTCTATATATGCAGAGTTTATGTTGTGCAAACGACACGGAGCGGGGAGGGAGGGGGG
GCTTCCTGTGGGGGGGACACAGCCGGACCTTCGTGACGATGACGATCCGGCTCAGACGCC
ACACGTGTTCAGAAACAGAAAACACGTCCAGTCAGACAGGAGGCCTTTGCTCTGGGGTGG
GGGTGGGGGTGGGGGGGCATGTTTTACCGTTACCGGACCAGGGGGGTTGGAGGAACGCAC
AATCGACCCCCCTGGTCCTTCTCAAAACCACTAAAGCCTAAACGGTGGTTGGAACTGAGT
GACTGACAGACAGTTGTGCTCTTTTAAAGGGGGGGTCTGCTGTTGGTGGTTTCTGGGGGG
GAGGGGTTGGAGTCAGTATCATGATGGTTTTCAAAAAGATTGGATATGCAATGAAATTAA
ACATTATGATGTTGGAATGGTCTTTCACGCAGCTTTGGAGTCCGAACGCCTTCAGCTTCT
AGTTCCAGATCTTCAGGAAGCTGTCCCAGGACCCTGTAGCCACGGCCATGCCGTCGTCGG
TCACGCCCAAGCAGCTCACGCGGTTGTCGTGACCGGCCAGGACGCCTGCGCGGTCGGCCT
TCAGAGTGTCCCACACGTTGCAGTTGAAGTCGTCGTAGCCGGCCAGCAGTAGGCGGCCGC
TCTTGGAGAACGCCACGGAGGTGATGCCGCAGATGATGTTGTCGTGGGAGTAGATCATCA
GCTCCTGGTCGGCGCGCAGGTCGAACAGCCTGCAGGTGGCGTCGTCTGAGCCCGTGGCGA



AGGCGTTGCCGTTGGGGAAGAACTGCAGCACGGGAGAGAAGGCTTAG
>CL539Contig1
TTTTTTTNTNCAGAATAAATCTGCTTTTATTATTCATATATCTAGTACAAAAGTGTGAAA
TGAACGCCTACAGTCTACAGGGGTTATAATGATTACATGGCAGATATCAAAGGATTGATG
GGGCAGATTACTTTAAAAGTTTTAGGCACTGATATTTTGATGGATGTAGGGTCTTTTTAG
AAGTACTCGATGGGTTCGCTGTGGGTCTTGGGGTGTTGAATGTTAGCCAGCTCGAGTTCT
CCACCATAGCAGGGGAGTTTCTGCCAAATCCGAACGTGCACATAATCATCTCCTCCCACA
TGGACCTTTATAAAATAATTGGTTCCGGCCACAACTTGCGTCTTGTAGCTCTTCGCGGTA
AAAACGCCAAAATTTGCTCCTGCCTTTTGCTCCACGTGAGCTTTCACTTGATCGCAGATC
TGCTGGACGCTGGCATCAGCTTCTTTGACGTCGGTGAGTCCTCCACGCATCGGCATCGCT
GCAGATTTGTTGTGAGACAATAATAACACATAAATAAGCAAAAACTGGTTTGGAGTGAGT
TTAAGCGTTCCTTCAAGTCAGC
>CL539Contig2
CGGCACGAGGGAACGCCTTTAAGTGCAATACAATCCAGTTTTTGCTTATTTACCTGTTAT
TATTGTCTCAGAACAAATCAGCCGTGATGCCGATGTGTGGAGGACTCACCGAGGTTAAAG
ATGCTGATGCCAGCGTCCAGCAGATCTGCGATCAAATAAAAGCTCACGTGGAGCAAAAGG
CAGGAGCAAACTTTGGTGTTTTCACCGCGAAGAGCTACAAGACGCAAATTGTGGCCGGAA
CCAATTATTTTATAAAGGTCCATGTGGGAGGAGATGATTATGTGCACATTCGGATTTGGC
AGAAACTCCCCTGCTATGGTGGAGAACTGGAGCTGACTAACATTCAACACCCCAAGACCC
ACAGCGAACCCATCGAGTACTTCTAAAAAGACCCTACATCAGTCAAAATATCAGTGCCTA
CAACTTTTAAAGTAATCTGCCCCATCAATCCTTTAATATCTGCCATGTAATCATCATAAC
CCCATGTAGACTGTAGGTGTTCATTTCACACTTTTGTACAAGATATGTGAATAATAAAAG
CAGATTTATTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL540Contig1
GGGCACATTGCTCATCCTCTGCTGGATCCCTTTCGTCATGGCGGCTCGTGTCCTGCAGCA
GTGTGTCCGCTCGTTCGCACGGCCCTCGTTGAGGCTTTGCACGCGTAATGTAGCAGTCAG
AGCCACTGCCACTCCGGCAGTTTTCATCCACCGACCTCTGTCCTTCGCTGCAGAGAGCCC
GAGGACGCGATTGTTTGGTCAGAGCCGGATCTCAGTGGGTGTGTTTTGCCGACAGTATGG
TGACCTGCCCCCCCTCACCTTAGAAACCATCAAAGAACGTGTCATGTATGTACTGAAGCT
CTATGACAAGATCAACCCAGAGAAGCTGCAGACCTCCTCCCACTTCATGAAAGACTTGGG
ATTGGACAGCTTGGACCAGGTGGAGATCATAATGGCAATGGAGGATGAATTTGGCTTCGA
GATCCCAGACGCCGAGGCAGAGAAGTTGATGACTCCAGAGGAGATTGTACAGTACATCGC
AGACAAGAAAGACGTTTATGAATAATCTGCTTTACATCTCAAAGGAAGTACCGGTGGCGC
TTTCCCACCTCTGCCCAACCATCAAAGTTTGAGTCACTTTGTGTGTATTTAAATGTTTTG
GGGCCATCAGAGGAATTAAAGAAAAACCATGTTTTAGGTTTTTTTTCTTCATGCTCCCAT
GGTTCTGATGTATAATTTCATAATAGATCAATAAAAACAATTGGTGTCTCTGAAAAAACA
AAAAAAAAAAAAAAAAAAA
>CL541Contig1
ATTTATTTTTAAAAACATTTATTCCTCATAGTAACAACCCAGAAGACACGTTTGGTAGAA
GGCGGCTGAGGAAGCTCCAAGGCGGTGTGAGGGCTGGGCCGCTGGATGCCTGAACACCAC
GTGCCCTTCTCAAGGACCGCTGGTCACTGTAGCAGCGCCCTGCACACCGACAGATTCAAG
TTCATCCTGAACCTGGACGAGGCGACGAGAAGCCCTAACTGATGAGGAAGCTGTACGGGT
AACCGTGGTACTTTGCTCTGAAGATGGACAGCAGCCAGCTGAAGAAAACCACCACCAGAA
AGATGCCTGCTACACACGTCATCTTCCTTTTTCCCACATCCATGTCACCTGTGGCAGCTT
CACACAGCAGCACCATCCCAGCTGTAACAGCACCATTGAAGAGCAGGACAATGTGAGTCT
CAGCCACAAACTGGGCCTGGCTGCTGCCATGGATGTAACTCACTTGGCCGGTGCTCGGGT
TCTTGTGTGCGTACGGAGGTCCTCTGATGTGGTTCCACATCTGTCCTGAGGTCATGATCA
AGGTGAAACACAGCGCAGAGAAGGCCCAGACATTCTTGCTGAAGAGAAACTCCAGATTGT
TCCTCCTCAGGTAGGCAAGCCCCCCAATCACAGCCAGCATGAATCCCAGCAGAAGGGGCC
CGGCATAGTTAGGTGGCCGAATGATCCGAATCTGTACGTCCGTCCTGTCGGCCACCCATC
GAGCCAGCTGCTCGGCTGCAAAGCCTCGCACCTGCAGCTCGTATGTGTCTGACTTGCGCG
GCTTCCCCTTGTACGGGAAGTGGATGAAAGTGGGAGCAGAGTTCATGTTCATCATCTGGA
AGACGTCCGATCCTTCATCAAAATCCACAGACGCAAAGAAGACCTTGTTGGTAAAGGCTG
AGGAGTACCTCCAAGAATTAGCCAGCACCTGGAACTCCTCGTCTGCTTGTCTGCAGACGC
CACACTGCCTGTGCGGCTGCAGCGCCGTGAACATGATGACCATAGAGTAGTTTCTGGGTG
GGGCCTTCACAAAGCGGCGAAACTTGTCCCCGTTCATCCTGATGACAGAGCGTTTGGAGG
CCCATTCCATCATCTGGGAGACCTTCTCTGACACCAGAGTCTCTTTCTTTTTCTGCGCAT
GTCCGGGCTCGTGACAGCAAAAGAGTAGAAAAAGCAGAGAAAATAAAAGTTTGTCCCACA
TTCTGTTACAGCGCGCGCACACAAGCACGCGCTAACACTCCTGTCAGTGCCCCATGGACA
GCCCC
>CL542Contig1
TTACGCTGGGACCTCAGGCAGCGCGGCGCGCAAAACACAACGCTGACAGACAGCTGTGAC
CGACTCACAACCGAAGAGGGAAAGATGGAACACAGAGACGTCGACTTCAATATACTGCTA
GCGACCGACTCGTACAAGGTGACCCATTACAAACAGTACCCCCCCAACACGAGTAAAGTC



TACTCCTACTTTGAGTGTCGGGAGAAAAGGACAGATCCCACCAAAACGAGAAAAGTCAAA
TACGATCAAACTGTCTTTTATGGGCTACAGTACATTCTTCACAAATATCTAAAAGGAAAG
GTGGTGACACCAGAGAAGATCCAGGAGGCAAAAGAGGTTTACAAAGAACACTTTCAGGAT
GATGTTTTTAATACGAAAGGCTGGAATTACATTTTGGAGAAATACAACGGTCACCTGCCC
ATTGAAATCAAAGCGGTGCCAGAAGGAAGCGTCATCCCTCGAGGCAACGTTTTGTTCACA
GTGGAGAGCACAGACCCTGAATGCTACTGGCTCACGAATTGGGTGGAGACCATCCTGGTG
CAATCCTGGTACCCCATCACCGTGGCAACCAACTCCAGAGAGCAGAAGAAGATCCTGGCG
AAGTACCTTCTGGAGACGTCTGGAAACCTGGAAAAACTGGAGTACAAACTGCACGACTTT
GGCTACAGGGGTGTCTCGTCACAAGAGACTGCTGGCATCGGAGCGTCAGCCCATCTGGTG
AACTTTAAAGGCACAGACACTGTTGCCGGGATTGGAGTCATTAAGAAGTACTATGGCACC
AAAGACCCGGTGCCGGGATTCTCAGTGCCTGCTGCGGAGCACAGCACGATCACGGCGTGG
GGGAAGGATCACGAGAAAGACGCCTTTGAACACATCATCAAGCAGTTCCCCAACGTGCCC
GTGTCCATAGTCAGCGACAGCTACGACATCTACAACGCCTGCGAGAAGATCTGGGGGGAG
GACCTTCGGGGACTCATCGAGACCCGCAGCGCTGACGCTCCGCTAGTCGTGCGGCCGGAC
TCTGGAAACCCGCTCGACACTGTTTTGAAGGTTTTGGAGATTCTGGGTAAAAAGTTCCCT
CCAAAGGAGAACTCCAAAGGCTTTAAGGTTCTTCCTCCCTATATTCGAGTCATACAAGGG
GACGGAGTGGATATCAACACGTTGCAAGAGATAGTGGAGGGCATGAAGCAGCACCGGTGG
TCCATTGAGAACATCTCCTTTGGGTCTGGAGGGGCTTTATTGCAGAAACTGACCAGAGAT
CTGCTCAACTGCTCCTTCAAGTGCAGCTATGTGGTCACTAACGGACTTGGGGTGAATGTG
TTCAAAGACCCGGTGGCGGACCCCAACAAAAGATCCAAAAAAGGTCGCCTGTCTTTGCAC
AGAACACAGAGCGGGGACTTTGTGACCCTGGAGGAGGGCAAGGGGGACCTGGAGGAATAC
GGCGAGGATTTGTTGCACACAGTCTTCAGGAACGGAAAGATCGTGAAGACGTACACGTTT
GACGACGTCAGAGACAATGCTAAGCTGAAAGACAGCGAGCTGGAAGAGCTGCTACACTGA
GGGCGGTCTGCGTCCGCCCTCCCCCACATCTACTGAGACTCCCAAAACAAAAAAGAAACC
CTCTCCCTCCAAATCCTCACCTTCTTGCCTCCACCGTGATCCAGAATATGGAGGTGTGTG
CACTGCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL543Contig1
CACGAGGGGCTGATGGAGCCCACTGACTCCACTGAGCGGTCGACCTGAAGCCAGCAACAC
GGGAGTTGGGTAACGGAAGCCATGGGGATTAAATTTCTGGAAGTTATCAAACCTTTCTGT
GCAGTCCTGCCAGAAATTCAGAAACCAGAAAGAAAGATCCAGTTTAGAGAAAAAGTATTA
TGGACTGCCATCACCCTGTTCATCTTCTTGGTGTGCTGCCAGATTCCCCTGTTTGGCATC
ATGTCATCAGACTCAGCGGATCCTTTCTACTGGATGAGAGTAATATTGGCTTCCAACAGA
GGTACTCTTATGGAGCTGGGTATATCGCCCATCGTCACCTCAGGCCTTATCATGCAGCTG
CTGGCTGGTGCCAAAATCATTGAGGTGGGAGACACCCCAAAGGACAGAGCCCTCTTCAAC
GGAGCTCAGAAATTGTTTGGAATGATCATCACCATTGGACAGGCCATTGTTTATGTAATG
ACTGGGATGTATGGAGACCCTTCAGAGATGGGGGCTGGGATCTGCCTGCTCATCATCATT
CAGCTCTTTGTCGCAGGTCTGATCGTCCTGTTGCTGGACGAGCTCCTTCAGAAGGGCTAC
GGTCTGGGTTCGGGTATTTCCCTTTTCATTGCCACCAACATCTGTGAGACTATTGTTTGG
AAGGCCTTCAGTCCCACAACTGTCAACACAGGAAGAGGCACTGAGTTTGAGGGGGCCATC
ATCGCTCTCTTCCACCTGCTGGCGACCCGCACTGACAAAATCCGTGCCTTGAGAGAAGCC
TTCTACAGACAGAACCTGCCCAACCTGATGAACCTCATCGCCACCGTCTTTGTGTTCGCC
GTGGTCATATATTTCCAGGGCTTCAGAGTGGACCTGCCAATCAAATCAGCTCGCTATCGT
GGTCAATACAACACGTACCCCATCAAGCTGTTCTACACCTCCAACATCCCCATCATCCTG
CAGTCTGCCCTGGTGTCCAATCTCTATGTGATCTCTCAGATGCTGTCAACGCGTTTCAGC
GGCAACTTTTTGGTGAACCTCTTAGGAACCTGGTCTGACACTTCCAGTGGAGGACCTGCT
CGAGCCTACCCAGTGGGCGGTCTCTGTTACTACCTCTCTCCGCCAGAGTCATTTGGTTCC
GTACTGGACGACCCGGTCCATGCCGTCATTTACATAGTCTTCATGCTCGGCTCCTGCGCC
TTCTTCTCCAAAACCTGGATTGAGGTTTCCGGATCTTCTGCCAAAGACGTGGCAAAGCAG
CTGAAGGAGCAGCAGATGGTGATGAGAGGACACAGAGAGACTTCCATGGTGCACGAACTC
AACAGGTATATCCCTACAGCCGCTGCATTCGGTGGGCTCTGTATAGGCGGTTTGTCTGTC
ATGGCGGACTTTCTCGGTGCCATCGGTTCGGGGACAGGAATCCTCTTGGCTGTAACCATC
ATCTACCAGTACTTTGAGATCTTTGTCAAAGAGCAAAGTGAAGTTGGCAGTATGGGAGCA
CTTCTCTTCTGAATTTAAGTCAATAAAATGGCAACGTTCTGACACACCAGACTCAAAGAA
ATACCCCTGATTATGTTTATTTTATTTTATTTTTTTGCAGTTTATTCATTGTAATGTTTG
CAGCTGGGATAGATGTTTTTACTCTATCGCCTTTGTTCTCCACCAAACTGTTCACTTGGA
AAAACTGTGATTCTTCCCAGATTTGAGCTTGGTAAGGAGTCTCTTCAGTCCTTTTAGTCC
GATCGCAGTTCGCCATCCGTCTGCAGGCTGCCTAAATCCCCACAGACAACCGTGTCAAAG
CACACGGCCGCGAGCGTCTGTCTTTGACTCACCTCGGGCCTTTGTTTTTTTTTGTAGCTT
CTTTGAAGAACACTAAGACGCGACAGCTGACAGCAAAGCGCTGGAGGGTTTCAGCGCTTT
GGTAGACGGCAGTGACATGTTCTAACCTGCGGTTTTTGGAGGCCTCGATTAGGATGTGAA
AAGGAGAAAAACACGTCATGTTTGTGTTATTGTCAGAGCAGCGTTGTGACTTTACCATTT
ACAATCACAGACAGTGATGTTTATGCTAGTCCTGCATTGGGCGTGGTGTTATTTTCTGCC
ACCTGGTCCTTAAAGGACAATGTTTCTCAATGTCAATGTGCTTTATTCTGCTGCAGAATA
CCGGTCAGGATGAGGATGGATTTGATTGGTCTGAAAGGTTTTTTTTTTCTTCTTTTTACT



TTATGTAAGACATAATTGTGTTATTAAAGAAGTGTTTTCCAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAA
>CL544Contig1
TTTTTTTTTTAAGGCTTTGAAATCCAAATTTATTCTTCCAACACATATATATATATATAA
CATTTAGGATGTACAATCGAGCGACCGCGTCCATGGCAACCATCCGTCCAAAGGGCACGG
CGTTCACTTGAACCAGATGAGTTTGTCTCCAGCGTCTTCATTGTAGCCCGGTGCATATTT
CTTCCCAGGAAGTGCTCTGTAGGCGTAGTATTTCTCGTCATAGTCGTGCGCCCCGATGGT
GATCTCCGGCAGGAACCTGGGTATGTGCGTCAGCGTGGCCACCCTGTGTTTGTCCTCCGC
AAGCATCCTCATGTGATGATAGCTGACGTCGTCCTGCTCCAACCACGGCCCCTTCTCGAA
CTTCAGGTACTCGATGTCCTCCACCACCCGCTCCACGTCCTGCGCCTCCGTGGCGTCGTA
GGTCAGCACCTCGGCTTTTTCCCTGATTTCAGGGAGAAAAGTCTTTTTGTAGGACTCCTC
GATGCTCTTCAGGTACTCCAGAGGAACGTTCTGCAGGTAAGGCTTCCCGCTCTGCCGGAG
CTTCTTCTGCACCTCCTCGGCCGGCGAGTCCACGTACACCACGAGGTGCGGCGGCAGGAA
CTCGCAGATGCTGATGTTCTTGATCTCGTCGTAGTGCTGCACGCACTCCTTCCTGATGTA
CCCCTGCTTGAACATGGCGTCCAGGAAGACCACGTCGCTGAACGGGGAGCGCTCCAGGAT
GACTCCCTGACCTGTGCTCAGCAGGTGTTCGATGGCGTCGGAGTACTGCAGCAGCCTCAT
GGCGTACATCCACATCTGCAGCCGGTAGCTGTTCCCGTCCGCCGCCTTCGGATTCGTGTA
GAACTTTTCCAGACTGCACATCCCGTTGAAGTCCAGCGGCAGAGGCTCCGCCTCCCCGGA
CATCTTGTCCAGGTAGAAGTTGTCGGCTTCAGGCATGTAGAGCATCCCCAGTTTGTCGGC
GAGCTTCTGGGCCAGCGCTCCTTTTCCTGAGGCCAGGTTTCCATCCACAGAGATGATCTT
GCTGTACTGCGTCAGTCGGGGCGTGGTCCTCTCCCCGAGGGCGTACGCCCACCAGCCGTA
CTCCAGACGCCTGGCGGCGCTCACGTGAAGCCTCGCCTTCTGGGCCGCGCGCCCCGCTTC
GAGAGCGAAACCCCCCGCTGGGAGCAGCAGGCGGGTCACCCTTAGAGCCATGGTTCAGCG
TCCTCTAACAGTGACCTGAGGTCCACAACACCGAGGCCCTGTGACGTCACG
>CL545Contig1
CCCGGGCTGAGGAATTCGGACGAGGCCGCACGTGACGTACTGGCCAGTAGACTCGTTTTC
TTCTACCGCCGCATGAATCCGCGCTGAGAGCTGACATGTCTCTGCATCAGCAGCTTGGTC
CGGCTCTTCATCGGCGCCAACGGTCTGTCAGATGCTGGCCTGCAGAGACTGACCGCAGCG
GTCCGGATGAGGCAAGCGGGTCTGGACAGTCTCCAGGTCCTGGACGTTTCCTACAACCCC
ATCTCAGAGAGAGCCCTCCGGTACCTCACCTGCCTCCCAGAGCTGTCAGCGCTGGACGTG
TCTCAGACTGGAATGAGGATTAGCCCCGGATTGCAGAAAAGCATGTGGGGCCTGCTGGGC
CTGCTTCACTGCCCCGAACCTCTGGACGTCTTTCATCATTCTGGATGTGAAACTGACGGC
TGGGCAGAGCAGGTGGTAAATCAATGGGAATCCATTGGATTAAAGACGCCAACGCAGAAG
AAAGTGGGGGATTCCAGGATGTCAGCTCTTGGTTTTTGTAAGTCTGGTGCGTTTTGGGTT
GTTCTTCTGTATGTTTTTGTTTTTTCCCAAAGACTGTTTGTCACAGACGGAAGACAGAAG
AGGATCCGGGATGTGCTGAGCTCCTCGGGCCCGGTCCATGGCAGCGAGCAGGACACGAGC
AGAGAGGAGCTGCACTTTTACAGACCCACAGCCGGCGTTCAAGAGCCGCCGTCTTCCACC
GTTAATCCCCGTCTGGAAGAGGGGAAACGGAAGCTGGATCCAGAACGTGGCGTCTCCCAC
CAGAGCCCCCCGAGAAAGCGTGGCGTCTCCCACCAGAGCCCCCCGAGAAAGCGTGGCGTC
TCCCACCAGAGCCCCCCGAGAAAGCGTGGCGTCTCCCACCAGAGCCCCCCGAGAAAGCGT
GGCGTCTCCTCAGCTCTGACTGCAGAGGACATGGATCTGCTGAGCAGCTACTGAGGGAGG
AGACGCAGGCGGCCGTGCAGCTTTCCACAAAAGCAGAGCAGCCATCACCGGAGGCACAGA
AACACCAGACGCGTGGAAATGTTGGACCGTTGTCATTTTATTATTGCAGCTTAACGGCAG
GAGATCCGAAAGGATAGAAACCAGGAACCACTGCCATAAATGAACCTTTAGATCCGAGTC
ACAAACACGGACTGGGGGAAACGCAGCCGAGTCGCTGCTGAAGGAATGCTTCTTCCGAGA
TGTTTTTAAAGGAATAAAATCAGAACAGAGAAAAAAAACCTCGTGCCGAATTCGGCACGA
GGGACGTTAAAAAAGCTCTTTTGGACCGAAGCCCTCCACTGCAGGGTTAGTTTCTAAAAT
GTCCAACCAAATTTGGGTCCAAGAGACTTTAGTGCATTTAGAAGTCTGGAATAAATTGTC
TGAACTCCATAAGTATCCCAATTTATGCTTCATCTCCACTGTAACTGCAACTCGATTAGT
GTCAAACCTTTTCCACTGCTGCAGTAAAAAGAAAA
>CL545Contig2
CTTTTTTATTGCAGCTTAACGGCAGGAGATCCGAAAGGATAGAAACCAGGAACCACTGCC
ATAAATGAACCTTTAGATCCGAGTCACAAACACGGACTGGGGGAAACGCAGCCGAGTCGC
TGCTGAAGGAATGCTTCTTCCGAGATGTTTTTAAAGGAATAAAATCAGAACAGAGACTGT
CATGTTTATTCTGACTCGTCATTAAGAGAACACTGAAGCCGGAGAGCGTTCCTCTCTGTA
CCGTCCACATGGAGATCTTCAGAGCCACATCCATAAGCAGGTTTTACTGAGCAGGAGGAA
ACATGTCAGAATTCAAACCTTTAATAGAAATAAAATAAAGCAGGGAGCTAACAATGAAAA
ACCGTCTTCACGTCCACCACCATGTCCTAATGCCTCAATCATATAAAAACACGTTTGTTT
CCCTGAAGGTGAGATGGAGGAAAGACACTCGATAGAAAACAGCCATCAGCACTGCAGGGT
TAGAGCAGAAGTTTCAAATCAACCACGTTCTCTTCTGCACAGCAGCGTCTAAATGCTGGA
CCGGTTCAGGTCCACCTTGGTAGGGAGGGGTCCTGCCTTTTCATCCAGCCCTTTGGAGGT
GATGATGAGCAGAGAGGATGCTGGGTAAGGGGTCAGCTTCTTCTCTGGGAGATGCTCGCT
GTCTCCATAGATGCTGAGTTTCTCTGAAGGAACATACTGGTCCACAGCCGTCGCCACGGT
AGCACAGCAGATCCAAACGAGGACCAACACCGACAGGACCAGAGTGGTGGTCAGGATCCA



TCCAGGCAGCCAGGGGTTCCTTGAGAGACAGCTGAAGAGGTTGTATTCGTCGTAGAAGCT
CTGGACGCCGGTCACGTCTCTGTCTCGCTCCTGGATGAGTGCGCGGTCGTATTCCCTGTA
GACGGGTCTGCCGAGTCCGGGAGAGATCTGCTGCAGGTCGTCTTCAGCTCTGCTGTCCGG
ACCAAACCAGGGGAAAACCTTCACCTGAGGTTCAGCCTGGAAAATGACCACTTTTCCATC
ATCAGCCTGGAGGTAAAAGGTCCAGGTGGAGGTGATGAGGCTGTGGGCCTGACTCATGAC
GTCATCCCAGAAGCCTCTGACCAGCGTGAGGGGGTACAGGAGGTGGATCCTGGGCACCAT
GATCTCCAGCTGCTCGTGCCTCTGCTCTGCGAACGGAAGCTGGTTCTGGCAGCCCAGGCT
GCAGGCAAACTGCTCCTCGGACTGGCTGTAGGCCTCCTGGCAGGTGGCTTCACATTCGGA
CTTGGTCCGGTTCAGATCCCCGCCGTCACGAACGAACTGGCAGATGGAGAAGAGGCGGCA
GCCCCTCCGGCAGGCGTACAGCTCCTCCTCCCGCGGGTACGTATGCAGACTATAGGTCAT
TTCACAGGAGCCGCGGCAGGACGCGGTGCTCCCCAGAACGGTTTCAAACACGTCCGAGGC
CGCGAGCGCCGCGAGGCCGGAACACAGGAGGACCAGGAGTCCGCAGGTGAGGCTGAAAGC
GGAGAGAGAAACCATTTTCTCTACGAAAACAAACAGGATCCGCTC
>CL546Contig1
AAGTCCCCTTAAGGTGTCTGCGACGGGAAGACCGAAGAAAATAACGGAGTGCTCATCTTT
TTTTGGACTTTGAAACAAATTCACATCTACAGCATGTCTCTGTATCCATCCCTCGAGGAC
CTCAAGGTCGACAAGGTCATCAAGGCTCAGGTCCAGTTCGCTCAGACTGCCGCCCCCATG
CCTGCCATCACTGAGGGAAGCTCCCAGCCTGAGCTTGCTGCTGTTGCCATGCCAGCATCC
GGTTTGTACCCAAATCTGGGGGAGCTGGGAGACTACATGGGTCTGGCCCTCAACAGTGAC
GAAGTCCAGAAGAACCTGGCTCTGCTGCCCGTCGGGGACAATCAAGTGGCGGTGCCCGCC
AGCTCAGGGGTCGGGGGTATGGTGCGGCCCGTGACCGGGTCAGACATCGGCATCCTGCGG
GCTGAGATCCGCCCGGGGATCCGAGAGGTGATCCTCTGTAAGGACCAGGACAGGAAGGTG
GGGCTGCGGCTCCGGGCCATCGACAACGGGGTGTTCATCCAGCTGGTGCAGGCCAACTCC
CCCGCCGCCCTGGCCGGGCTGCGCTTCGGCGATCAGGTCCTGCAGATCAATGGGCAGAAC
TGCGCCGGGTGGAGCGTGGACAAAGCCCACAAGGCTCTGAAGGCCGCGGCCGAGACCCGC
ATTGAGATGGTGGTCAGGGACAGGCCTTTTCAGCGAACTGTCACCATGCACAAGGACAGC
TCTGGACATGTGGGCTTCATCTACAAGTCTGGAAAGATCACCTCACTGGTCAAAGACGGT
TCTGCTGCCCGGAACGGCCTGCTGACCGAGCATTACATCTGTGAAATCAATGGACAGAAC
ATCATCGGCCTCAAGGATTCTCAGATCAAAGACATCCTGAACTCCTCCCCCACCGCCATG
ACCATCACCATAATGCCCAAGTTCATCTATGAACACATGATTAAGAGGATGTCGTCAGGT
CTCCTGCGCTCATCCATGGATCACTCCATCCCAGAGGTGTGAAGATCAGATCCCAAACTG
TCCGGATGCTGAGAAAAACGTCTGCATTTCCTTCCTCATTTCTTTGTGTTTATACCAAAA
CCCATCCAATATCATATCACCTTCTGCACCTTTTCTCATGTCTAACATATTCTTTAAGAA
GCTTTTTCTCATGTTTTTTTCTATGTCGTCATTTGGCATTAGTGCTTTTTATACGTTTAC
TCTGTAACGTGACATGTAGTCAGTTTTTTATCCAAGATCAAGGACTTTTATCTTTAAACG
TGTTAAACTCATGAGTCCAGAGCTTCCTCGTGAGTAAGAGACGGTTCATCATTCAGCTGG
GATTTTCCACACTGCCCCCAATCAGAGTCCGGGTGGGGCCGGGGCCCATCCCGTGTCTTT
TACCTGCCAGTCTGATATCCTTTCAGTTTGTACCATAAATCGGTACAAACGGCTGTTTGC
TCTGGCTTTTCCGTGATGAACATCTCTTGTCCTTTGGCGTTCTTCTGTCCCGAGGGTCGC
TTTGTGTACATTCCAGGGATAAATGTTGGGAAGGGCCCACAGCTGGAACTAAAGGGAGGG
AGGGGCAGGGTTGAAGTGTGAGCAGGGCGCCGCTTTGTGTCGTTTGGTCTCTGGTTTCAA
ACGCTCGAGGAAATCAGTCGTGAGGGGTCTGTTCTGACCCGCTAAGTGCACTTTCCATTA
CCTTCTGAGAGGTTTGAGTACCCATTTCAACAGCCATGGTATTTGTTTATTTGTGGTGTT
TTTGGTGCCTCATGTTGACTGAAAAAAAAAATCATGAACTTCATGTAAAAAAACAAAAAA
AAAAACGGTTTCNTTTTGATGCTGGAAATGATCTGCTCAAAAAAAAACNCNTTTTANCCC
ANCGTTGCAGGTCAAAACGGGNAACCTGCTGTTCTTTANCTGTTCTTCAACCCCCCCNCC
CCCCAGGCACAGNGAGCATGAGCAAAANTCANGGCNCAAATTTCTACTTGTTAAANAAAG
TTNCNCCTTTTAA
>CL547Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTGGCATACTCAAAGTGACTACATAGCTTGTTCTT
AGCTAAGCTATGTGAGGTCACTGTCAGAACTCACAGAACCCTCCAATTCTATATTAAAAA
AAGAAGTTCTCTTGCTCACGTTACATATTTCCAACCATATGAATCTCCTCCCCCGCAGTT
TAATTTCTTATATTCTTCATTGCACTGGGAAAGCTCCAACGTAATGCAATAGAAACAATA
CTCTTTGCAATAAAAGGTAAGAACACTACAGTAGTTGACAACTCAAAAGTTAATGTGATG
GTGTAGATTTGTAGCTGTTTAAATCTACAGATGATGGGGGGGGGGTTCAAACAGAGTACA
TGTTCTTGGTGGTGGATCCGCTCTTACTGGACGTGTCGTCGTGTGACTGGTAGCCAATGA
TGGCTTTCATGGGGAGGTTCAGACGCTCCTTGTAAAGCTGCCCTATTGTCATGATGGCTT
CCTTGTTTTGGCAGTTGCCCGTCCAAATGGATATTTTATCCCCTTTGTGTCTGACGTTGA
CCACAGCGCCACACACCTCTTCGCTTGCATCGTCGAACGACTCTCCAACTAAACACAGAA
GAGTTTCCATCCAGTAGCGATCGAGGTCGTTGTGTTTCTGTTTGTTGAGCGTCATCAGCC
ATCGACCTCCCAGCTTATTCTTGTCGTCTTCCCACATCGGCTTGATGCCATCCTTAAATA
AGCAATAATCGCACCCAAGGACCAGTTTGCTTGGTTGTTGTATGTGGTTGTATAATGCCC
AGAAATCTTCCACCGTATCAAACTTGGAAATCAGACGCAGATTCTCCGTCCAGCTTTTAG
TCTTGTCGTTTTTGAAATACCAAAGAGCCCACCTGTTTTGCAAAGGATGCTTGATATACT



GCTCAGCATTTGCAAGAACCTGACCGTCAGTCTGTTGTTGATCTTCAGTGTCAGCTGCTT
TCGGCTCCGATGTCGCCACCTTGACTGGAGAAAAAAAAAAAAAAAAAAAAACATGTCGGC
AGCCTCGGCCTCTAGAATCCCGGCCATA
>CL548Contig1
TTTTTTTTTTTTTTTTTTTTTCAGATACAAGAGCGTCTTTATTATTTAAAGAACAATTTA
ACAGCCATGTGAGATGTAAGTTGAAGCCTTACTGGATACAACAGTTCAAATTTGGTAGAA
TACTTTATAAAAACATAGGATGACAGTTTTCTGGTCTTTGACAAGAGTTTTAAAGAAATT
AATCAAACTATAAAGAGATCATTTTCTGAGAAAATGCGCGCAAGTACTAACAGCTGTCCA
GTTGAGAATCAGGGTATGCTTCAGGAAAAATAAATATAAACAGCTGATACAGTTTTATTG
TTTCTGGTTAGTTTGCTGAGTTGCTGTCCTGCTCCTTCACTTTAGTTGACTTGTGTAAAA
TGTATACCTGATTGTCCTGAGCCTCCGTGGCTGCAGTTTAAATCTGAGACATCGATTCCT
GTTTTTTTTCTTGTAGAGTCCCGATGAACTGACCAGTGTCATGTGTGACAAAGGTGGAGA
GGACCAACACGTGCACCAGAACATGCACAAGTTCAGTTTAACAAACAGAAACAGCTCATC
ACTACAAAAAAGCAGCTCCCTGGATCAAAACAGAACCAGAGTTGAGGTGATTGTGATCAG
ATAGTAAGCAAAAGCTTTTCTCAGGAGTCCTCCTTTTCCTGGAACCTGCAGTGGATGCAG
GTGAAGAAGACCGTCTGTCCTTCATCTGCAGATCTCATCTGCCTAGTGTGGTAGATCATG
CCTTCCTTATTGCAGCGAGTGCAGCGTCGGTCAATCACAGGGCCCTTCAGCTCTGAGTTC
TCCTCATCCTCCAGAGCCAGCAAGGTCTGCTCAGCGGGGTTGAAGATAACCCCAGACTGA
ATTTCTCTTCCCAAGAACTCTGTCACGGGCGTGCAGAGACAGCAGCGAGGGCAGCGCACC
GTGTCGGACAGTCCTGGCAACGGCAGGACGCTGCCACAATCCTGACAGAAGTTGGGGTCG
CGGCCGTTTGAAGACATTTGCTCTGGTTCTGATCGATGGCTGTTTGCACAAAAACAGACA
ATAATTTACTTTCTCCTCGCCCGCATTGGGTGTTGTTGTGCCCTCGTGCCG
>CL548Contig2
GCCTACTGGTTTGGCCACTGGATGAAGAAGAAGAGCGCACAACAACACCCAATGCGGGCG
AGGAGAAAGTAAATTATTGTCTGTTTTTGTGCAAACAGCCATCGATCAGGTAATTATCCT
CAAATCACTCCTCCGAGAGCCCGCGCGCGCCCACCCACGTGCCTGCAAGTTAGCATGATG
TGTTAGCTATCTGTCTGTCGGACTGTTGTTGTGTCACGTGCTCTGAACATAGCCGCCGCG
CTTCCTCAGAACCAGAGCAAATGTCTTCAAACGGCCGCGACCCCAACTTCTGTCAGGACT
GTGGCAGCGTCCTGCCGTTGCCAGGACTGTCCGACACGGTGCGCTGCCCTCGCTGCTGTC
TCTGCACGCCCGTGACAGAGTTCTTGGGAAGAGAAATTCAGTCTGGGGTTATCTTCAACC
CCGCTGAGCAGACCTTGCTGGCTCTGGAGGATGAGGAGAACTCAGAGCTGAAGGGCCCTG
TGATTGACCGACGCTGCACTCGCTGCAATAAGGAAGGCATGATCTACCACACTAGGCAGA
TGAGATCTGCAGATGAAGGACAGACGGTCTTCTTCACCTGCATCCACTGCAGGTTCCAGG
AAAAGGAGGACTCCTGAGAAAAGCTTTTGCTTACTATCTGATCACAATCACCTCAACTCT
GGTTCTGTTTTGATCCAGGGAGCTGCTTTTTTGTAGTGATGAGCTGTTTCTGTTTGTTAA
ACTGAACTTGTGCATGTTCTGGTG
>CL549Contig1
AACGACTGGGCGAAAATGGCGGAGTATCTGGCGTCCATTTTCGGCACAGAGAAAGACAAG
GTCAACTGCTCCTTCTATTTCAAAATTGGAGCTTGCAGACATGGAGATCGCTGCTCGAGA
TTGCATAACAAACCGACCTTTAGTCAGACCATCCTGATCCAGAACATCTACCGTAATCCT
CAAAACAGCGCTCAAACGGCTGATGCTTCTCGTTGTGCCGTCAGCGATGTGGAAATGCAG
GAACATTACGACGAGTTCTTTGAGGAAGTCTTTACGGAGATGGAGGAGAAGTACGGAGAG
GTGGAGGAGATGAACGTGTGCGATAACTTGGGCGACCACCTCGTCGGCAACGTCTACGTG
AAGTTCCGCCGTGAGGAGGATGCGGAGAAGGCGGTCATGGACCTGAACAACCGCTGGTTC
AACGGCCAGCCCATCCATGCAGAGCTGTCGCCCGTCACCGACTTCAGGGAAGCCTGCTGC
CGTCAGTACGAAATGGGAGAGTGCACCCGTGGGGGCTTCTGCAACTTCATGCATCTGAAA
CCCATATCCAGGGAACTTCGGAGGGAGCTGTACGGCCGCCGCAGGAAAAGGCACCGCTCT
CGCTCACGCTCCCGCGAACGGCGCTCCCGTTCCAGGGATCGACGACGAGGGGACCGCGAG
AGGAGGAGGTCGAGGGACCGAGAACGCTCTGGAAGGTTCTAGGAGAAAACCGGATAGATC
CACCAACACCCCCACCCCACCCCTCCTCCCCCCCAACACGGCAGTGACAACAAAATTTTC
ATTTGTTTTTCTTGGTGAATTGTTGGAAGTGTTTGTTTCTTTTATTCCCTTTTTTAAGAC
GAGCTTGTGTCGCTTTCTCAATAAAACAGATTTGCAACTCTGCACTGAGCATCAAAGTCA
TTTTACTGAAGCTGAAGGTAGTTCTGAGGAGGAGGTGACGACATTTAGGTCTAAAGTCCC
ACGCCGTCTTTTCATCTACACGCTTTTTCAAGCTGCTTTT
>CL550Contig1
CTACTGGACGATAGTGCAACCCTTCGGCGTGTGTCACGGGAGGATTTTTTGTCCCTGTAC
TTCAGGAAAAATGGCGAGCTGGTGTGTCCGGGCAGTGAGACAGAGTTACTGTCTTGTAGC
GTCGCCTACTTTTGTCAGAGCGCCGCCGCGTCTGCTCTGCACGGCTGCTCAGAGGAAGAA
CGGCCAGGGGCCGGAAGAGGAGGCCGAGAAGGCGGAGCAGAGCGCTCCAGAGAAAACGCC
GGCGGAGGAGAAGACTCAGCTGGAGGAGCAGCTCAAAGAAATGACCGAAAAATACAAAAG
GTCTTTAGCGGACGCCGAGAACCTGAGGAGGAGGAGTCAGAAGATGGTGGAGGATGCTAA
ACTATACGGGATCCAGGGCTTCTGTAAGGATCTGCTGGAGGTGGCCGACATCTTGGAGAA
AGCGACGGAGAGCGTTCCCAAAGAGGAGGTGACCAGCCAGAACCCCCACCTGAAGAACCT
GTACGACGGGCTGTTGATGACGGAGGTCCAGATCCAGAAGGTGTTCAGCAAGCACGGCCT



GGTGAAGCTCAACCCGGAAGGCCAGAAGTTTGACCCGTACGAGCACGAGGCCCTGTTCCA
CGCCCCCATGGAGGGCAAGGAGCCCGGCACCGTCGCCGTGGTCACCAAAGTAGGCTACAA
GCTTCACGGCCGCACCCTCCGGCCGGCGCTTGTGGGCGTGGCCAAGGCCTCCTAGAACTG
CTGTGGAACCACCTTTCCCCTAAAACCAGTCCAGGCTGCCGCGGCTCCACGTCCGCCTCA
GAGACGGGAGCCCGGCTGAACTTTCATGAGGGCCGCATCAGTTTTTCCACTTCTTTATCA
GTTTGTCCCGTCAGACTAGAGACGAGCCTTCCGTGTTCTGATGAGAGGTCTGCTCTTCTG
GGTCCGGATGTTTGTGTTTCCTGTCTGTGAGGAGCTTCAGCGCAGAGCAGACGCACAAAA
AACCCACCAGAACTCCTGACGTCCACTAGAAACATCACTGATCCTCAGTGCAAACGCTGT
AAGGATGAGAGATAATAAACAACAAAACAAAACATTGAATATGTTTGTTAAAAAATAAAA
AAAAAA
>CL551Contig1
GCGAGTACTTGGTGTGCTCTGGAGGCTCCTAGTCACGTTCTAACTTTGCGCAACCATGCC
GTCAGATCTGGCTAAAAAGAAAGCAGCGAAGAAGAAGGAGGCCGCCAAAGCCCGCCAGCG
CTCCAAAAAACCCGAAGACGCGAACGAGGAGAATGACCAGGCCGAGCCTCAGGAGAACGG
AGCGGACAGCAATGGGGTTGCCAACTTGACCAAAGAGCTGGATGAGTTTGAGCTTCGGAA
GACTGAAGCCAGAGCAGTGACTGGAGTTCTTGCCTCCCACCCCAACAGCACTGATGTCCA
CATCAGCAGCCTGTCGCTCACCTTCCACGGTCAGGAGCTCCTGTCCGACACCAGCTTGGA
GCTCAACTCGGGCAGGCGGTATGGTCTCATTGGCCTCAACGGCACAGGGAAATCCATGTT
GTTGTCAGCCATTGGACACCGTGAAGTTCCCATACCAGAGCACATAGATATTTACCACTT
AACCCGGGAAATGGCCCCCAGCGACAAGACGGCTCTACAGTGTGTCATGGAGGTGGATGA
GCAGAGGATCATGCTGGAGAAGGAGGCGGAGAGGCTGGCCCACGAGGACTCTGAGTGTGA
GAAGCTGATGGAGCTGTATGAGCGTCTAGAGGAGCTGGACGCAGACAAAGCACAGATGAG
AGCTTCCCGGATCCTCCACGGTTTGGGTTTCAGTCCTGCTATGCAGCAAAAGAAACTACG
GGACTTCAGTGGAGGCTGGAGAATGCGGGTTGCTTTGGCCAGAGCTCTTTTCATCAAACC
ATTCATGCTGCTGCTGGATGAACCGACCAACCACCTGGACCTGGACGCCTGTGTGTGGCT
GGAGGAGGAGCTCAAGTCGTTCAAGCGAATCCTTGTGCTCATTTCACACTCGCAAGACTT
CCTGAACGGCGTGTGCACCAACATCATCCACCTGCATCAAAGGAAACTGAAATACTACAC
GGGTAACTATGACCAGTATGTGAAGACCAGAGAGGAGCTGGAGGAAAACCAAATGAAGCG
CTTCAACTGGGAGCAGGACCAGATAGCACACATGAAGAACTACATCGCCCGCTTTGGTCA
CGGTTCTGCAAAGTTGGCCCGCCAGGCTCAGAGCAAAGAGAAGACGCTGCAGAAGATGGT
GGCGTCGGGTTTGACTGAGAAAGTCGTGAATGACAAGACTCTGTCATTTTATTTTCCTCC
CTGTGGGAAGATTCCTCCCCCCGTTATCATGGTTCAGAACGTGAGCTTTAAGTACAGTGA
CAACACGCCGCACATTTACAAAAACCTGGAGTTCGGCATCGACTTGGACACCCGGGTGGC
TCTGGTGGGGCCCAACGGAGCGGGCAAATCCACGTTACTCAAGCTGCTTATGGGGGAGCT
GCTCCCGACTGACGGCATGATCCGCAAACATTCTCACGTCAAGATCGGCAGATATCACCA
GCATCTTACGGAGCAGCTGGAGCTCGACCTGTCTCCACTGGAGTACATGATGAAGTGTTA
CCCTGAGATCAAAGAGAAGGAGGAGATGAGGAAGATCATCGGCCGATATGGTCTCACGGG
GAAACAACAGGTCAGCCCCATCCGGAACCTGTCGGACGGTCAGAAGTGTCGCGTTTGTTT
TGCCTGGCTGGCGTGGCAGAACCCCCACATGCTGTTCCTCGACGAACCCACCAATCACCT
GGACATCGAGACCATCGACGCTCTGGCAGACGCCATCAACGAGTTTGAAGGTGGTATGAT
GCTCGTTAGCCACGACTTCAGGCTGATTCAGCAGGTGGCTCAGGAGATCTGGGTGTGTGA
AAAACAAACCATCACCAAGTGGAACAGGGACATCTTGGCATACAAGGAGCATTTGAAATC
AAAGATTGAAAAACAGGCGCATGATATCTGACGCATCACTCCCGACTCTTCTCCTGGACA
CGCCGTCAGAGGACGAGCGGTAAACGCCCAACTCCAACAGAAACAGTCTTATGCATCTTC
ATGGACTTGTCTCTAGTACGTGTTCTGTATTCTCAGTTTGACATTCGGTCTATCCTGCTC
TCTGATTGGCTGATTCTCCTGGAGCATCTTTATTTTTGAATGCATTCCCTTGTGTTGTCC
TAAGACATTTTTTTTTGGCCCATCATGTATACAGCAGCTTTTAGGTCCTATTTAAAAACA
AACTTTTGCGTATTCAAGAAAACAGGTCTGCCTTATTTAACAATGTAATGCAATAAAAAT
GTCTGAATAAACAGAACAGAAAAA
>CL552Contig1
TTTTTTTNTTCNGTTGGTGAAGATAAAACTTTATTAAAAAGAAAAAAAAACACAATTTCA
TCCGTTATGAGTAAATCAGAAACAAAAATAAAAATGTGTCACTAAGGAGCCAAATGAAGA
TGGTAACAGAAGAAGTTTAGGAATAAAGTGAAACCTTAATGCTAAAAATAAAAGAAGCAA
AAATTCAACTTTCAGATAAAAACCTTTCAGATTTCTCTCCACAGGTGAACGTTTGGATCA
TTTAAAGCCCAAATCCAAAACCGATTATAAAACACGTCACAGAGTTGGTAACAGAAGAAG
CTCCTAAGACGCAGAGACCCCGGATTCGCTGAAGGTGAGGGTCCCGTGATCCTCACAGTC
CTGCTCCACCTCCTGCATCTTGGAGGTGTCGACCCCCTCCCGGCGCAGCACCTCCTCGCT
GCGACGCAGGACGTCAGGAGGCGGGGAGGCGGAGCGAGACAAGATGAAGCCGTAGTCCAG
GTAGAGGACGCCCAGCACGTTGGTGCAGGAGTACACCACCGAGTAGCTGTCGTAGTCGGT
GGACAGGACCCACATCGGGCTGAGGGGGACAAAGTGAAATAAGTTGACTAAGAATTTGGC
CGGCTGGTTTTTGTCAAAAGCCACGGCTTTTCCTTCCACGACCCACTTCCTGTCCCAGTA
CGACTGGGAGGTCCACACCTGGAGGCCCCCCTCCCCACTCAGGCTGTAGTTGGCGCTGAT
GCACTTTCCTGGGGCGAAGAATGCCGGCGTTTTCTGGACCAGGTACCACCTGCCCATGTA
CTTTTCAACTTGGAAGTCTTCCTGGACCTGCGGCGTGTGGCAGGAGCCCCAGTGAAGGGT



CTGAGCGGAGGCCAGGAGGGGCAGCAGCAGCAGCAGGTAGGTGGATGACATCACTGGGCG
CGTGCGAACGTCAGGT
>CL553Contig1
TAGCATGTCCAGTAAAAAAAAGAAAAAAAGTATTTTTTAATAGGAGTACAAATTGCTGAC
TGTTTTCTGTCAGTGCTCAATGTGAGTTTGTGAAAATGCAAAAGAGCCTTTTAACTTTAA
TTTACCAACACCACACAGGCAAATTAAAATGGTCATGCAGTAATAGGAGAATAGAAATAA
AAGGAAGCGGGGTTTAAGGTGTAGGGAGGGGGGTGTGGCTCTAAATATACTAAATATTAA
CAAATATGAACATGGCCAGTGCAACCAGTTAGCAGGGACAATCCTTTTGGATGTGGTAGT
GTTGAGGAAAACCCTGTTACTTCTCTTCACACCACTGGTTCTCTTTGCGTACCTGGGCTT
CCTCCTCCTCTGTGAAATCATTTTTGATGTTGAAAGTCTTCCTGATCTCCTCTGGGGTTT
TGCCTTTAATCATGTTGGCCACCGTCTTGCAGGTGACATCTAACAGACCTTTGATGTCCA
AATAGTTGGCAGCCAGAATGAGCTCAAACAAGGTGCCCTGGTCCACTTTAAGAAACTCCT
GGTCCCACACTGGGATATCATCTGTCCTCTTCTCTTTGTTCTCGTCATCTTCAGGAGGAG
GGGGGTCATCTTTGTGATGGGTGCACCACTGAATCACCTTTTTGAGAATGGCGGCATTTA
CATTAGGCAGGGGAACTGGGTCGTCGTCTCCTTCATCGTCCATCCCCAAATCTTCTAACA
TGGTCTTGATGGTGACTGACTGTTTAGCTATCTCAACGTCCACCTCAAAGATTTCTCCAT
CAGAGCTCTGCAGCTTTATCGTGGGCATAATTGTGATTTTTGACGGAAATTCAGAGGCGA
AATTCCCCTGTAGTTAGCAGAACGGGCCTTACAGACGCGTAACTCCCCCTCGTGCCGAAT
>CL554Contig1
ATTAAAAACTTTTATGCTCTCGCGGGCCCATAAAATGACATAGNAGGGCCACATTTGGCC
CCCGGGCCTTGAGTTTGACACACGTGCCTTANACAGATTTGATTGTANGAATATAAATGG
ATTCATCGACTAATTGCTACACCCCTAGATAGCANAATAAACAAAAACTCAAGCATTTCT
ATACAGAAACTATTTATTTCATCATTCAAAAAACCATAGCTAGCCTGGCTGTGTTTTACT
CTTGATGACTGAGTTTTCACTCGACAGCTTTCTTATCTCTACTTATGCACCGTAGTCCTT
TTTCGTGGTTTGACATACTAACAATCTTAACTAGTTGAACAAAGTTCTGCTTTGAGCTTA
TTTGGCCTTCTTGAATTTTCCAGGTGTTGCTCCAGTTTTCTGCTTTTTCTTTGCTGGTCC
TTTTGTTTCTGGCTCCTTTCGTTTGGAGGACAGGGATCCAGTGACGGTGAAGAAAGAGTC
CAGTCTTCCCTGTGTGCTGCCCTGTCTGCTTTTTACAATCTTCTTACAACCGTTACGGAT
TCTGTCCTCACTGAACTGTTTCTCGTTGCACATGAACTGGACCAGGCCCTCCTCATCAGG
CTCGTTCCACTTCAGCTCCACCGAGGAACAATCCACCACCTCCGGCTTCAGAAACAGACC
CCTGGCCTCTTTATACAGCCAGTCCTCTGGGGCCGAGTGTTTCTTTGAATCGATGTTTTC
TAGGATCTCCTCGATGCAGCCGTGCTGTCGGATCAGGTCCACGGCTCTCTTGGGGCCAAT
TCCCTTGATGGTGCCACAGTAGTCGCAACCCAGCAGAATACACAGATCGATGAACTGCTC
TTTGGTCAGGTCCATGTCCTGCAAGATGCGATTAAAGTGGAACTCTTGAATGGGAAGCTT
TTTGGCTTCGCTGGCAGTGAGATGTCTGAGCAGCACGTTTGTCCCAAAGGTCAGGCCGTC
CATGTCTTCTGTTGCCGTGGCAAAGACCTTCCCTTCTTTAACTAAAGCAGCACAGCTGGC
TTCAGCCTCACATGGAGCCTCAATGTAAGGAACGCCCATCAGGGATAGCAGCTTTTTGCA
TTCGTCATTATGCTGCTTAGTCACTTTAACCAGACGTTTGGTGAATTTTTCTACATTTTC
TTGTTCTCCCATTTCCTGTGCTTGAGCAAGCAACTTCTCAGCTTCTGCCCTCCTTTCTCC
TCTCTTCTCAAGCTCTGATGATTTGAGCTGTGGAGGCTTCCCATCAAAAACGTACACCGG
CTTGATCCCATGCTCCAGCATGCGGATCGTTCGGTAGAACATTCCCATTAGGTGGCTTGT
TGTTTCCCCATCTTCATTCTGTAGAACATTACCATCCTGTCTCACAGCAATCAGGAACTG
GTACATGCACATGGAGGCATCGATGGCAATTTTCCTGCCAAAGTAGCTCTTAATGTCTTG
CTCTTTGATTGCAGAAGGGGCATGGTCAGCAATCAGTTTGGCAAGTCCGTGTATTCCCAT
TATTGGATGATATCTGTTAGCAATAGCACCGTGGAATAACCAACGACCAAAGAGGGCGGG
AGGAACTGTCCCCGGCCATAATGCCCGG
>CL555Contig1
GGGCCTGCAGAGTAACATGGAGTCTCACGGTTTGAAGATGAATTTCTGGGAGAACGGACC
AAAACCGGGACAATTTTATTCTTTTCCCGGCAGTAGCAGCAGCGGACCGGGCACATCATG
CGGACCGGTCAGACACACGCTCAACCCGATGGTAACCGGGACATCAGTTCTTGGAGTGAA
GTTTGCAGGCGGGGTCATCATCGCCGCCGACATGTTAGGCTCCTATGGCTCTCTGGCTCG
ATTCAGAAACATCTCTCGACTCATGAAGGTGAATGATAACACCATATTGGGGGCATCAGG
AGACTACGCAGACTATCAGTATCTCAAACAGGTCATCGAGCAGATGGTGATTGATGAGGA
ACTGCTTGGTGATGGCCACAGCTACAGTCCAAAAGCTATCCACTCCTGGCTGACCAGAGT
GATGTACAACCGACGCAGCAAGATGAATCCTCTGTGGAACACGGTTGTCCTCGGGGGTTT
CTACAATGGAGAAAGTTTCCTGGGCTATGTGGACAAGCTTGGCGTGGCTTATGAAGCTCC
AACAGTGGCTACTGGTTTTGGAGCTTACCTTGCTCAGCCTCTTATGAGAGAAGTGGTTGA
AAACAAGGCTGACATCACCAAGCAGGAGGCGCGAGACCTGATAGAGCGCTGCCTTAAAGT
GCTGTACTACAGAGACGCTCGGTCCTACAACAGGCATGAGATTGCCATTGTAACTGAACA
GGGAGTGGAAATAATCGGCCCTTTGTCTTCTGAAACCAATTGGGACATTGCTCACCTGAT
CAGCGGATTCGAATGAACTACAAGCATGTTTCATTTTTTTCATCAAAACCATAAACAACC
TGCAGTTTATCGAGTTTAGTTTCTTTTTGTTGGGTCACTTTGTATAATGAAAAATAAAAA
TGTTAAAACTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
TATTAGACACATACGGCCCTGTC



>CL556Contig1
GAAGAGCTCCTGGTCAGCACTTTTTAATGAGGGAAGAAAGTGCACCATGAAAACAAAACT
CAGATTAACATTCATCGCTGGAACGGGCGGGAGGGGCTGCTAATTTGTTTTAGCAAATTA
TTGAACTCTCTGATTATCAGACATAAGCAGCATTCTAACAGCAAAAGCTGAAATGAAACA
AAGGGCTGCATGTAGAAAAGAGGACTTTAAAGCAAAAGCACAATTCTGCTACAGCAGAAA
TTGAAGGGACTTTTCTTGATGGGGGGGGGGGAGTTTCACGTGGGATATTTGCACTTGGTG
GTGCTTACAGAGGCTGCTCTGAAACAGCAGTATAACTCTTCACGCGTGCAAAGAAAAAGG
GGTTGTACATCTTGTCCAGGTCGAATGCAGTGATGACCGTTTCTCCAGTCAACTTGTAAG
TGATGTGACAAGAATGATGGATCCACACGAGCTTGCTGAAACTCTGACGCCCCCTGGAGG
ACAGATGCAGTCCCACGTGGAAAGTGTGCTCCGCCTCTGACGCTGGGTTGCGCCTGCAAA
ACCGATTTCTTTGAAACTCGGTTGCTTTCTCCTCCTTTTTCTTGCAGACCACAGCAAAAA
CTTTGGTTTGATTGTCCGTTTCCTGCGACAGCCGGAAATGACCCACAAGAACAGAATCCA
TTCTGGTGTTTCTGGTGCGCAAGCGGGGAACGACAGACAGAGGGTCCTCAGGGGTGGTGA
TCATCAGCACTTGACCATCAGGGAAGAAGCGGAGGTACCTGTAGTACTCCACGTGATGCC
AAGCTCTGTAGAACCCATCCAAGGACTCCTCTCCTTGACGAATGTATGAGGTCTTGCTGA
TGTAAACACCATCGAAGCGGACGCGGGGTCTCTGCAGAAACATCTCCCTCCAAGACTTGT
AGGGACCAAGTTTGGTGCAGTTGCGGCCCCACACTCGTATACAAGCTGAACGCCAGATCT
CAGGGTCCCTTGCACAAATGTAAAACCCCCGGCACACCAAAGACAGTTGTTCCAGAGTTC
GCATGTCCAGGTCACTCGACACAACCCAACGAAATATGTACATCAGGATTTCCCGTGGCA
AGGCTGAAATGTGCAGCGGTGTCGTTTCATTCTCAGGAGTACAAATCTTTGGAAACTGAC
TCTCCATAGTCAGCTGTTGCTCAAAGTAGGCAAACAAATCTTCAATCTCCCCATCAGCGT
CATTGTCCTCGATGTATTTCCCCGCAGCTCGCTCTGCATCCGGAGGACGGCTGTAGTTGA
TTTTAAACTCAATGTCAGGAACAAGTTGCATAGCCAAGCGATAGAATTTAATAGCCTCAT
AGACGGCTCCATTCTGCTCCTCCTGAACAGCTCTCAGAAACAGCTCTGCAGCCTTTTCCT
CTCGAGCGATTTCTTGAGACTTCTTCCAGCCTTTAGCTCGCAGCAGTCGGTGGTTTGCTC
CGCTTGCTCCAGAGCTCGGTTTGAGCTCAGACATCCACTGAGCTCTGAATGCATTGAGCT
CCAGCTGAAGGTTTGGATCATCTGAACTCTCATCATCGTCATCTAAAGTACCTCCCAGAT
CAGCATTTTCGTCAGCCATGACACTTTGGCCAGCAGGTCTGCTCTTATATCTTCTCAGGC
GCTCAGCAGAACCGTCTACAGGTCACGGTCGGAAAAACGGACAACGCAACGAACATATTT
ACGAGCTCGCAGGAACGCAGCCATGTCGCTGTGCTGCCCGGAGCCTCGGGGACCCAGGAA
GAGAT
>CL557Contig1
CGGCACGAGGGTGCCATTTCTTTTCATTTAACATGAAGGACTAATTTATAGCATAATCAC
AAAAAGAAAAAAGAATGAGCTACTTTCCAAACCGGAAACTTTTGTTTTGAAATTCTCTAG
CTCGTCAGCGGTCAGCAAGCAAGAAACATTTCTCAACATTTCCATTTTTATGGTGCATTT
TCAAATCTTTTAGCTAAACAGAGGATAAAGTTCATAGTTAATTTGTGTAGCAGTTTGCAA
AAATCGCTGCACACATGACTAAGCACGAGTTTGAGGTGGCCATGACATGCGAGGGCTGCT
CGGGAGCCGTGACCAGAATCCTCAACAAGCTGGGAGACGTGAAGTTCGAGATCGATCTGG
CGAAGAAGCTGGTGTGGATCGAGTCGGACAGAGACGTGGACGCGCTCATGGAGACGCTGA
AGAAGTGTGGGAAGGAGGTCAAATACAACGGCATTAAGTGAAGGAGTCTGCTGTGACAGA
GGAAGTCCTCGCTGCTGGAGTGGAGGTTAGGACCAGAACATGTGTTCCCTCCAGGAGGAC
GTCCTCAGAAACCTCCTCATGCTTCGAGGAGGGAGACGCCGTGTTAGAACATCCCAGAAC
CGCGGTTCCATCCATCTGCTTCTGTGGTTTTTGACCTTCAGATGTTCTCTCCCAATGATT
CTGATCTGCTCTGAATGATTCCATGATGGAGGAGATGCTGCCTTGAAGGGTTCCAGCCTC
TTGAAGCTCCTGCAGGAGAACAGCTCAGCAGACACGGGGAACTGTTTGCAGCATCGTCCA
CATCCTGGCAGAACCTCCGGACTCTTTGGGTGAAAGTTCCTGAACTTTAGCTTAGTGCGT
CTGAACATCTGAAACATCTGTCTGCTTCCTTCAGGAGACGCCTCTGCTCCTCAGACCTTC
ATCTGTCTCAACTGTTTCCATTCCTGAACTTCTCCGTCCTAATTTATGGTTTCTGCATCG
AGAAAATAAACGTTCTTCACTCAGCAAAAAAAAAA
>CL558Contig1
ATGTTTATTTTCTAATTGTAAAGGTCCCATGTGCACAGTTCAACTGGTCAAACCTCCAGT
GCATGCTAACGACATTAATACAAAGAAAAAAGTGCATTTCTCATTTAACAGTGTTCTAAA
TCAGAATTCTATAGTGTCAAAAATATGTCATTGACATGAACTGGAAATTAATCTACATAC
ATTAGGTCACCATCACCACTGTTTGGGGATTCAAGGCAGCTAGATCACAACACTGGCTGT
TTTTAGTCGATGCAGGCAGGCAGACATGCCCGCTAAAGACCTCACAGTAGGCAAAAGATT
CCCTAAAGTTAACTGATCTAATACACTGGCACTTCAGCAGCCTGGAGCTGGGAAGCTCCA
CAGCTCCTCATAAAGCGTTTGTAAGTGACAGGCACATCTACTGCCAGTCATTTTGAAGGG
AGGAGGGTATGCAGAACTGCTGGGTTAATCTTCAATGGAGCGGATGTATCTCTCATACGC
TGCCTCATCCATTAGGCTGTCAAGCTCAGCAGGCTTGGCAATGGTCATCTTCATCAGCCA
ACCATCTTTATAGCAAGACTTGTTTACCAAACCAGGTTTATCGGCCAGCAGTGAATTAAC
TTCTACAACTTCTCCAGTTAATGGGGAATAAAGCTCACTGGCTGCCTTGACACTTTCCAG
AGCTCCAAACTCATCTTGCTGGGCCAGCTGTGTCCCCACTTCTGGTAGTCCACAATAAAC
TACATCTCCCAGGGCTTCTTGTGCAAAGTTGCTTATGCCGACTGTCCCTATTCCGTCATC
TTCGACTCGAACCCATTCATGTTTGTCTGTAAATTTAAGCGCTGCAGAGAATCTGCTGGA



AGACGCCAAAGTCCTTCGAAAAAGGGGTTTGACTGCCAGCGGTGCAGGAGACAGAGATCC
AGAGCGGGAGAGTAGAGGTAAAACAGAGGAAAAGCTGGATGACATGGAGCGCAGCAGCGC
ATAGGCAGCCATCTCTGTCGCTGGCTTATGACCCCCCGGCCATAATGCCCGGGT
>CL559Contig1
TTTGCATGAAAATTTGGTTTATTTTATCCCAGTGAAATAGGTTCATGAAAAATGACAAGC
CTTCAGGATCAGACAGTGTTACAGTATGTGTGTGTGTGTGTGTGAGCAGGAACAGGGAAT
AGAAACAGGCAGGGGTGCAGGATGGGTAATAATTTAACAGTGTGCCTCCTGAAGCAGTGA
CATCCGGACAGCTGTTCCATTTTAATGTTTCACATGTTTGCTGAAACATAACCTGCTTTG
ATTGTTTTTGTCGTTTTCAGCCCCCCCCCCAGAGGGAGTGACGTCTCCGTGATGACAACT
TCAGACTGGAAAAGCGGAACAGCTCGGTCCTAAAACCTTGTTCTGTGCCGCAAAAGCCTG
ATTAATCATTAGTCCAGTTAGAGTTGGGAACATCTGAGTCTTCAGTGGAGCAGACGGGAG
CCACGACAGCGTTCATTTGGCAAACAAGTGGTGTGCCCCACCCCCCAGGCGCTGTGTGCA
CCAATGGAGAAGGAGGAACTGCTGGGAGACCGCACGCCAGACAAACTCCTGCTGCTCCTC
AAAACAGAGAGCAGGACTTGGGGGGTCTGAAAGGATTGTCGCTGGACGGGACCCCCATCA
GCAGCGGGTCCTTGGAGGCGTTTTGGAGGCAGTACTGTCTGAGATCCGCGGCGGCCTGGG
ACACCTTGATCCTGCGGACGCTGGCCTCCAGCCGTAGCTGCTTCACGGCCCTCTTCGCGC
TCGCAAGGCTGGTGCTGGCGTTGTTGTTGGACATGGCGGCTGCTCTTTTACGCGAACGAT
CACCGAGGTGCGGAAACGAGTCCGAGCCGCTCCGAAGCTGTCCGACCGGGAA
>CL559Contig2
AAGCTTCGGAGCGGCTCGGACTCGTTTCCGCACCTCGGTGATCGTTCGCGTAAAAGAGCA
GCCGCCATGTCCAACAACAACGCCAGCAGCAGCCTCGCGAGCGCGAAGAGGGCCGTGAAG
CAGCTACGGCTGGAGGCCAGCGTCCGCAGGATCAAGGTGTCCCAGGCCGCCGCGGATCTC
AGACAGTACTGCCTCCAAAACGCCTCCAAGGACCCGCTGCTGATGGGGGTCCCGTCCAGC
GACAATCCTTTCAGACCCCCCAAGTCCTGCTCTCTGTTTTGAGGAGCAGCAGGAGTTTGT
CTGGCCTACGGTCTCCCAGCAGTTCCTCCTTCTCCATTGGTGCACACGGCGCCTGGGGGG
TGGGAAGCACCACTTGTTTGCCAAATGAACGCCGTCGTGGCTCCCGTCTGCCCCACTGAA
GACTCAGATGTTCCCAACTCTAACTGGACTAATGATTAATCAGGCTTTTGCGGCACAGAA
CAAGGTTTTAGGACCGAGCTGTTCCGCTTTTCCAGTCTGAAGTTGTCATCACGGAGACGT
CACTCCCTCTGGGGGGGGGGCTGAAAACGACAAAAACAATCAAAGCTGGTTATGTGTCAG
CAAACATGTGAAACATTAAAATGGAACAGCTGCTTCAGGAGGCACACTGTTAAATTATTA
CCCATCCTGCACCCCTGCCTGTTTCCATTCCCTGTTCCTGCTCACAGACACACACACGCA
CGCACACACAGCCTTTTACTGTAACACTGATGTCTGATCCTGAAGGCTTGTCGTTTTTCA
TGAAACCGTTTCACTGGTATCAAATAAACCAAATTTTCATGCTATTTGTCTGTTCCTTTA
TTAACTTTAAAAACAAACATGATGAATTGTATTTTGAAATGGTGCAGGACGAAAGCAGGT
GAAAGGATTCTTTCTGATGATGGTTTAAACACTCCAGTGAGTTTAATGAAGCTTTTCAAT
GTGAAGCTGTGTAGTTTGTTAAACCTTGACTGCGGGGCGGAGTTTGTG
>CL560Contig1
GAGGCTGCTGTAGGAGCGGCGCACCTTTCGCGCCCATTCTGCGTCCTCCGGGGTCGCTGG
CGGCTTTTCTGCGGGGTTTGAGGTCGGCGGGGAGGAAGGCAAGATCGGGGACGGCATCGA
GGCCTGTTTCTTCTTCTTAGCCGAAGAGATGGCGGAGGCCCTGCGGTCTGGGACCAAGTC
AGGAGTGGACACCTCTTTTTTCTGCCCTAGTCTGTTGCTCGTTCGCCGTGGTGTGTTCTC
CTTGTCCTGCTCCGCGGAGATTATGATAAAATGTTCAAACTGAGCGAGAAGATCCTGCTG
TTGTGCGTGGGAGAAGCAGGAGACACGGTGCAGTTTGCTGAGTACATCCAGAAGAATGTC
CAGCTCTACAAAATGAGGAACGGTTACGAACTGAGTCCATCTGCAGCAGCAAACTTCACA
CGGAAGAACTTGGCAGACTACCTACGGAGCAGGACGCCATACCATGTGAATCTGCTGCTG
GCAGGCTACGATGACGCAGACGGACCCGGCCTCTTCTACATGGACTACCTGTCCTCTCTG
GCCAAGGCGCCCTTCGCTGCCCACGGCTATGGAGCCTTCCTCACTCTGTCCATCCTGGAC
CGGGATTACAAACCAGATTTGACCCGTGAAGAGGCCATGAACATTCTGAGAAAGTGCGTT
GAGGAGCTGAACAAACGCTTCATCCTGAACCTGCACTCCTTTAACGTCCGTTTGATTGAC
AAGGACGGCATCCATGACATGGAGAAGCTCACCGTGGGCGCCAAGTGACGGCGCTGCGAC
CACCACCCTCACATCAGTCTGTTTCTCTTGTCCTTTTTTTGTACCACTGATCCCCCATCC
CTCAAAAAAAGAC
>CL560Contig2
TTTTTTTTTNATCTGTGTCACTTTTTATTGAGGGATGGGGGATCAGTGGTACAAAAAAAG
GACAAGAGAAACAGACTGATGTGAGGGTGGTGGTCGCAGCGCCGTCACTTGGCGCCCACG
GTGAGCTTCTCCATGTCATGGATGCCGTCCTTGTCAATCAAACGGACGTTAAAGGAGTGC
AGGTTCAGGATGAAGCGTTTGTTCAGCTCCTCAACGCACTTTCTCAGAATGTTCATGGCC
TCTTCACGGGTCAAATCTGGTTTGTAATCCCGGTCCAGGATGGACAGAGTGAGGAAGGCT
CCATAGCCGTGGGCAGCGAAGGGCGCCTTGGCCAGAGAGGACAGGTAGTCCATGTAGAAG
AGGCCGGGTCCGTCTGCGTCATCGTAGCCTGCCAGCAGCAGATTCACATGGTATGGCGTC
CTGCTCCGTAGGTAGTCTGCCAAGTTCTTCCGTGTGAAGTTTGCTGCTGCAGATGGACTC
AGTTCGTAACCGTTCCTCATTTTGTAGAGCTGGACATTCTTCTGGATGTACTCAGCAAAC
TGCACCGTGTCTCCTGCTTCTCCCACGCACAACAGCAGGATCTTCTCGCTCAGTTTGAAC
ATTTTATCATAATCGTGTTTCATTTGGATTATGCTGCTGGCGGCCACATTATCGGCGGCG



ACGAGAACAAAATCTGGTCCCTGGATTCCGATTAAATATTCCATCGTGAAAAACGCGAAT
AAACAAAAAAATGTAAGAATAATTCGAGGAAGCAGCCGCGGACAGCCGGGTCTGCTCAGA
ATATTACACAGCAAAAGTTCAGCTAGCTGCCTGTCGCATACCCC
>CL561Contig1
TCACTGTTTATTGAAAACCTTTGATCACAAGACTCAGAGCTGTAGAAGGCAGAGCGGCGG
GACCCCCAGCAGATCAGGCGTTCAGGTATTTGGCGTGATGCTTGATGTGGTCGCTTATGA
AGGAGTAGATGAAGAAGTAGCTGTGATCGTAGCCCGGCTGCAGCCTGAAGACGACGGGAA
TCTTCTTCTCGGAGCAGACAGCGATCAGGTTGTCGGGTAGAAGCTGGCTGGCAGACAGGA
ACTGATCATCCCGTCCCTGATCGATCAGGATGTCAAGCTGGGGGCCTGAGTACGACGCCG
CCAACACAGTGGCATCGAAAGCCTCCCAAGTGGATCTGTCAGAACCCAGGTATCCCGCGA
AGGCCTTCTGCCCCCACGGACACTGCATGGGGTTACAGATGGGGGCAAACGCCGACACAG
CCTTGTATTTTCCGGGGTTCTTTAGTGCGCAGATGAGCGCTCCGTGTCCGCCCATGGAGT
GACCTGAGATGGATATCCTGTCAGGATGGGTGGGGAAGTTGGCGTTGATCAGTTTAGGCA
GCTCTTCAGTGACGTAGGAGTACATGCGGTAGTTGGTCTTCCACGGGTCTTGAGTGGCGT
CAACGTAAAAGCCTGCTCCTGTGCCGAAATCCCAGCTCTCATCTTCGCCCTCGATGCCGC
AGCCGCGTGGGCTGGTGTCCGGAGCCACGATGATGAGGCCGTGCTCGGCAGCAGCCAGCT
GACTGCCGGCCTTGGTGATAAAGTTCTGCTCTGTGCATGTCAGGCCGGAGAGCCAGTACA
GGACGGGACATTTGTCCGTTTCAGCTTTGGGAGGCAGGTAGACGGCAAACTTCATCTTAC
ACTTCAGCTCGACACTTTCGTGCTCGAAAACCTTCTGCAAGCCGCCGGCACACTTGTTGG
AGGAAACCTGGGTGAGAGCCATCCTTGATCTCAGGGAATCACAGTGACGTGGAGAATCGT
GGTAAACTTCCCCGCCGGTCCGTTGCAGCCGTCTGCAAAGTCCAACGACGTCTGGGTCGA
CGTCCCCCGGCCATAAGGCCCGGGT
>CL561Contig2
TTTTTTTTTTCAAGCTGAACGAAACGTTATGACTTTATTAGGAATGTGGGCATGGTTAAC
AAAAATCTAAAGTTTGCTTTTGCTGATTCTTCAAAAAATGTCACAGAGCTGTTCATCACC
CAGAGGCAACCAAAAGATAAAATGGTTTGATGGGGGGGCGAGGGCACCTTGTATTTTCCG
GGGTTCTTTAGTGCGCAGATGAGCGCTCCGTGTCCGCCCATGGAGTGACCTGAGATGGAT
ATCCTGTCAGGATGGGTGGGGAAGTTGGCGTTGATCAGTTTAGGCAGCTCTTCAGTGACG
TAGGAGTACATGCGGTAGTTGGTCTTCCACGGGTCTTGAGTGGCGTCAACGTAAAAGCCT
GCTCCTGTGCCGAAATCCCAGCTCTCATCTTCGCCCTCGATGCCGCAGCCGCGTGGGCTG
GTGTCCGGAGCCACGATGATGAGGCCGTGCTCGGCAGCAGCCAGCTGACTGCCGGCCTTG
GTGATAAAGTTCTGCTCTGTGCATGTCAGGCCGGAGAGCCAGTACAGGACGGGACATTTG
TCCGTTTC
>CL562Contig1
CCTACTGGAAACGTCATCATCGTGCGCGACGATCGCAGGGAGGAGGTAGCGGATGCCTCT
TCGAAACAAAACATTCGCAAACTCACGAGTTGCTTTTCCTCTCTTTCTGCAGTTAAGATG
CCAAAGAAGTTCCTAGGAGAAAATTCTAAGGCGGTTACAGCCAGAGCCCGCAAGGCTGAG
GCCAAGGCGGTTGCAGATGCCCGCAAGAAGCAGGAAGAAGACGATGCCCGTTGGCAGGAA
ACTGACAAACATGTTCTCAAAAAAGAACAGAGAAAGGATGACAAAGAGAAAAGGAGGCTG
GAACTTCTCGAGAGGAAAAAGGAAAACCAGCGACTACTAGAGGAGGAAAGCTCTAAAATC
AGAGGCAAATCTCAGAAAGAGAATGGATCTGGTGGAAAAGTGACACGTGCCCAAATTGAG
GAGACGCTTCAGAACGAGCGGGGGGTGGAAGAGCCGATTAAGTCCAGAGAAAAAAGCCAC
TTGGAAACTCCATTGGAAGAGAACATTAACAGAATTGTCCCTGAAGAAGGAACTGTTGAA
GCCAGATCAATAGAGGATGCCATTGCTGTGCTCAGCACGGGGCCTGAGGATCTTGACCGC
CATCCAGAGCGCAGGATGAAATCAGCATTTGCAGCCTACGAGGAAGAAAACATGCCACGT
CTAAAACAAGAAAATCCCAACATGAGGCTGTCGCAGCTGAAGCAACAGTTGAAGAAGGAG
TGGGCCAAATCACCAGAGAACCCCCTGAACCAGCGTTTTACCTCCTACAATTCAAAGTGA
AGTCAATCTTCCCCACATAACTCTGCTAGAAACCTGCTTTCCTATGGACACTGGGGACTT
CCCATTGGATAAAGTAATAATATGGAAAAGCGATTATCACTCATGAGACCTTCAGTGTTA
AGAATCCATAAACAATTTCTGTGCCAGAAGACTCAAATCATTTGTTCCACAATTAAGGAG
AGGCTTTTCTCATAATAAAATTAACTAATCATCCTGTTTGTGCACGTGACCTGCAGTCAA
GCACATTAGAACCTCATTCATTAAAACTGTTTTTTAGCACTTGTGAGGAGATGAGAGGTC
TGATGTTTTGAAAGGAACTTATTAAACATCATCATTCATCTGCAAAAAAAAAA
>CL563Contig1
TTCGGCACGAGGCGGAATCATGGCTGAACCGGAGTCCCAGAAGGTCATCAAGCTGGTCCC
AGAGTTCCTCCTGAAGAAGAGGAAAGCCTATCAGGCCATCAAAGCCACCCAGGCCAAGCT
CGCACTGCTGGAGAAGAGGAAGGTCGCTAGAGGGAAGCCACTAAACTTCAAGCGTCTGGA
GGATTTCCTGAAGGATGGACACATCAAGCACCGAGACGAGACCCGGATCCGGAGATCCAA
ACACCGGCCGGCGCCTGCTCTGCCCCCGGCGGGGAACAAGTTGGCCTTTGCCGTCCGCAT
CAGAGAGATCAAAGGCGTCAGCCCCAAAGTCAGGAAGGTGGTGCAGATGATGAGGCTGAG
GAAGATCTTCAGTGGAGCCTTCATCAAGATCAATAAGACGTCCGTGGCCATGATGAAGGT
GGTGGAGCCGTACGTGGCGTGGGGGTTCCCTAACCTGAAGTCGGTCCGGGAGCTCATCCT
GAAGCGAGGTCAGACGAGGATCGGCAGGAGGCGGGTTCCTCTGACGGACAACGCGCTGAT
CGAGCAGCACATGGGTAAACATGGGATCATCTGCTTGGAGGATCTGATCCATGAGATCTT



CTCAGTGGGGAGGAGCTTCCGGCCCGCCAACAACTTCCTGCTGCCTTTCCGTCTGTCGGT
GCCGCGTCACGCCGCACGCGACAAAGCGGGTCTCCTGAAGGACCTGGGGGGGCCGGGCTT
CCGCGGCGCCGACATCAACGCCATCGTCAGACTGTTGAACTGATCCGGACCGCAGCTGCT
GTGGGTTTGAGGAGAACCGGACCACAGTTCTGCTGCTCCATGACTCGCCCCAGATTACAC
CCAGAAACTTTGCTGGAGGGGTCACCGTGCACGTGTGTGCACGTGTGTGCACGGCGGAGG
AAGACTTCTGCTCCTGCAGGAGCTCCTGAATGAACACCGGAGGAAGACTTCTGCTCCTGC
AGGAGCTCCTGAATGAACACTTCCTATAAGAAGACGACTAAATAAAGTTTTTCTACTAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAATTTTTTTTTTTTAT
>CL564Contig1
CCCNAAACTTTNACCNAAGTNGGNGGGGGNTNAAAAAAAAAAAAAGAAAAGTGAAAGAAA
CCACACAGACAAAAAGTAAAAGAAAACATTGATAAACAGGACATACTGTAGAACGCGGTT
CTCTTAGCTGGAGAAGAAATTCAAACACTTTAGCTTCAGTCAGCTTCTTTGTGACGAAAT
ATTATAGTAATTTCATTTGGTGGGTGTAGCTCCACCCACTGCACAGCCCCGCCCCTGTCT
TCCTTTTAAGGCACAGGACAAAATAACGCCCACGTAGAAAAGGAGCCGGCCACGCCTCTG
CTGCTTGGTTACAAATGATCCAATAAAGAAGAACCCCTCACTGAGTGTACAAAATATTCT
TCCTACTTTGCTGATTCGCAGATTCCTGGGACTGAAGGGGGGAACGCCGTGGGTGGGTGG
TGGGGGGGATCTTTTTAGTTAAAATGAGCTCTTTCACACTTTTATCGTCAACAACCTTTA
AAAGAAAAGACAAGAAACGTGACTGGATTCCTCTTTTTATCAGAAATAAAAATGATTGGA
TGCAGAGTGAAAAGGGGGAGGAGTTAGGATGAGTGAAGTGTCTTATTGGTTTATTCTGGT
CAGGTACACGGGGGGGCGTCAGTGTTCAAGAAAACTCATGAGACGGGTTAGAGGGCGAGA
CAGTTAGCAGTTAGAGGGAAACGTGTGTTTGCGTGTGGCGTTCAGCTGCAGCACTTGCTC
TTCCAGCCTGTGACTCCGCCCCCGGTGCTGATGTCCACGTTTTCACTGTTGGGCTCTTTT
ACGGGCGTCTTTTTGAGAATGTCTTCTGCTAACGTGAGGAAAGCTTTCTCGATGTTGATG
TTGGCCTTGGCGCTCGTCTCAAAAAACCTAATCCCGTGCTCCCTCGCAATCTGCTCTCCC
TTGGCTTTTGGTACGACCCTCTTGTCCTCCATGTCACACTTGTTGCCTAGCAGCATTCTC
TCTACATCCTCATTTGCATGCTCGTCGATGTTACGCAACCATTTGCTGATGTTTTCAAAG
CTCTTGGTGTTGGAGATGTCATAGACCAGCATGATGCCCATGGCTCCTCTGTAGTAGGAT
GTGGTGATGGTGTGGAACCGTTCCTGGCCCGCTGTGTCCCAGATCTGTAGTTTGATCTTC
TTTCCTTGCAACTCCACAGTTTTGATTTTGAAATCTATTCCTATGGTAGAGATGAAGGTT
GTGTTGAAAGCGTCGTCAGAGAAGCGGAACAGCACACAGGTCTTTCCCACGCCCGAGTCT
CCGATCAGCAGCAGCTTGAACAGCAAGTCGTACGTCTTCTTCGCCATCGAAAACCAGTAT
GTTCAACCCAGAAAAAACAAAGTGGGATAAACTAGTAGCACGCCCGCGTAGTAGAGTCTA
AAGCCAGCTCCTTGGCCAACCTGACCGACTTGCTCCACTCCTCCTGACTGTTAACGGGTC
ACAATCTGGGATTTGTTGATTAGCTTGGCAAGCTAGTTGGCTATATACCACCCAAATAAC
GTGCCAGCTGACGTGTCCGAGAGTTCAATTTCCCAAGCCCCGCCGAGTCTTCCTTTTATA
ACATGAGAACAAAAGTCGAAAGTAAGATATCCTCCGATGTGATTCCTCTTTTCCACTCTT
TTCTTTTCTCCCACACAGTCAGGACAAAATGGCTCCTCTCCGTCTCTGCCCCGACTCACT
CTTTTCTTCAAAACTAATGGCGAGCTAATTCAAATTCTCCGCACACCCCGACATTCCAGG
AGCGCTGCGCGAAGCTCGACCGAGAAGACCGACAGAGAAGCCACGCGCGAAAGGGCCGCA
AAATCAGCGCCTATTAGAAAGCAATTTCTGTTTTCTGGAGAGATTTGAACCGAAATATAC
AGACGACCGCCGTCGCCTTCCCCCGGCCATAAGGCCCGGGTT
>CL564Contig2
TTTTTTTTTTGTAAGTAAATGTTCATTTGTATTGAAAACAGTTACAATAATTTACAGATC
CTCATCCTCAGTTGTGCAAACTTAACTCTGCGTGAAGTCAAAGGTCCCAGTTTCACCAGC
TCTGATCCATGAAGACATCCAAACTCCTGAGTGGAAGAAAGACTCGTGGAAGCTCTGGAG
ACCAGGTGTCCTCCCCGCCTGACCATAGTGGTCCGTGCTGTCTGAGGAAAAGGCCATGGA
AGAGGAGGAAAGAGGAAGGAAGAGTCTGTAGACGCCCAGAACCAGAGCTCTGCTCCTCAG
AGCAGACTGCAGCGGAAGAAGCTGGTCTTCTTCTGAGGCTCCGATATTTTCACACCGTGA
CTGCTTCCCTGTGGCGCGTTGCCCTCCAGTTTAGAGTCCATTTTTGTTTTGATGTCTCTG
GCTAGCGTCAAAAACGCGTTTTCAACATTAATGTTGGATTTTGCACTCGTTTCCATAAAC
TTGATCCCATACTCCAATGCAAGCTTTTCTCCTCCCATTTTGGTCACCTGCCTCTTGTCG
TTGATGTCACATTTGTTGCCCAGAACCATCTTCTCCACGTCGGATGAGGCGTGTTCTTCA
ATGTTCCTTATCCAGTTCTTAATGTTATCAAAAGACTTCTCGTTTGTGATGTCGTAGACA
AGCATGATGCCCATGGCTCCTCTGTAGTAAGCAGTGGTGATGGTCCGGAAACGCTCCTGA
CCGGCCGTGTCCCATATTTGTAACTTTATCTTTTTGCCGTCGAGCTCTATCGTCCTAATC
TTGAAATCAATACCTATTGTTGATATAAACGTAGAATTAAACGCATCCTCTGAAAACCTG
AACAGGATACAGGTCTTTCCAACTCCAGAGTCTCCGATTAGCAGTAATTTAAACAAATAG
TCGTATGTTTTCGCCATACTTGCCCCGGCCATAATGGCCGGGTTTAACNGCCG
>CL565Contig1
TTTTTGACACAGTTTAATTTTCCCGACAATCTGACTGATAGCAACTTCAATAACACTGGG
AAAAAAAACTCATCTACAAAAAGAAAATCCACCCAGAGACTGAGAAAGATCCTCTGATTT
GAAACTCAGATCCTAACTTTGACTCTGGAAGTGGGATGGAGTTTGAGGCTTCATGCTTCC
AGACTAACTGCAGTCACTGCTCCTTCAGTGGATTCTGCAGCGTCTCCAATACTGACTTTT
ATTGATTTATTTTTAATAAGAGCTCACACTTTCAGGAAAATGTTACAAATGTATTTGCAC



AAAAAGGCTTTATACGGCATCCTTACTTACATATTTACAAATGACTTGGAATACTTTGGA
GTAAGTTCTGCAAAGGAAACATGTTTTACAACCATCCTCAAAGCCTTCCAGCTGTCCTGA
AGTGACTAGAACTAAAAACATGAGACAAACAAAAAGGCTCGATACACTACATGCTAATGT
AAAGTTGTACCATTAACATGTCCCACCTGTAGCGATGGTTTGAAGCTGTATATTGCTGGG
AAAACACAGACAACGGCTTTAGTCAGCCACATGTTCTAACCCGTCTACGGCTGGACTAAA
ACATGTTTCTACGTGTCCTTTTGGTAAAAGAATAGATCACAGCATTAGGTGTGATGTATG
GGTTCTTCGTCGCAGAGCTGAAGCCTACGACTCCTCTTCTTTCGACAGCGTCTGCTTCAG
GAACTGTCGACCAAAATAGTTGGTGGCCATGTTCTTCAGGTTGGTCTTCCCTCCTACTCT
GCACCGCACGTACCCGTAAAGGTTGGCCCCTTGCAACACCACAGCCATGATCACCACCGG
CATCCATTTAATCTTGAAGGAAAACAGTGTGCTAAAGGCAAATAGGACCCAGATGATTGG
GCAAATTATCAGTCCAAGCCAAAAGATTCGAGAATCTGAGTTGGACACTTGCTGCTTCCC
AGAGCCCTTCCTGGATTCAAAAACCCAGTGGCTCCGACCGTCATCGTCCACCTGGTTCCA
CCACCGCAGACCAACCATTAACCTGCCAGTGATGTTCTTCACTGTCCAGAAGTCACATGA
CAGGAGGAGGATGATGGTGACCATGCAGGCGATGAAGCTGTTGCTGATTAACTCACAGAG
CAGATAGACAATGATGGCGATGACTCTGAAGAAGAGGTGGAAGAAAGACGCCACCGGGTG
CCTAACACCCGTCTTCTTTGACTTTCTCCCCGAATCCTCTTCAGCATCGAACAGAGACAC
ATCTTCATCGTTGGTATCCCCGGTTAGCATCGTTATTATGGTAAATGCGCTCTTCCTGCT
TACATACTGTGTTTCCACGTCACCGCTCACGAAGGTCAGCTGACCAAAACGTACAGCAAC
GTCACTCCCCGGCCATAATGNCCGGGTTT
>CL566Contig1
ATTCGGCACGAGGGTAAAGTCGATNAGTGTGAGGATTGCAGAAAGTTGTCATCATGCCGA
TGTTTGTAGTGAACACCAACGTGGCTAAAAGCGACGTACCGGCGGCCCTGCTGTCTGAGG
CTACGGAGGAACTGGCCAAGGCGATGGGGAAGCCCGCCCAGTACATTGCAGTGCTGATCA
ACCCCGACCAGATGATGATGTTCGGAGGGAAGGGAGACCCCTGCGCGCTCTGCTCCCTCC
ACAGCATCGGCAAGATCAGCGGGGCTCACAACAAGCAATACTCCAAACTGCTGTGTGGCC
TGCTCAACAAACACCTGGGCATCTGTCAAGACAGGATCTATGTTAACTTTGTTGACATGG
ATGCAGCCAATGTGGGCTGGAACAACACTACATTTGGCTAAGATGGAAGATACTGTCAGA
TACTTAAGTTCATTCCAGAAATTTCCTTTGTTTAGGGGAGAAGTTAATTATGCTTACGTG
ATGAAGCACTTTAGGAACAACTTTGCAATTTAATTACATCAATTTTTGCATTGCACTGAT
TTCACTGTCTTCTCTAAATGCAATAAAGCAAACACTGTTACAGAAAAAAAAAAAAAAAAA
AAAAACNNCGGGGGGGGG
>CL567Contig1
CTTCTCTGGTCTGATTCCGGTACACAGATCTCTTAAGTAATAAACTGAAATCAAACTCAC
ATAATTCCCAACAGACCTCAGTTTCCCAGAAAAACACGCTCACACACACACACATCCTCC
TCACATTGTTAGGCATAAATGGTGTAAAAGTGACCCCGTGTGGCCCGGCCGTGTTTGACA
GACGCCACGCCATCGTGTGGACAAAAGCGTCATTCAGTAACGTTTCCCACAAGCTCCTCT
GCTGAAACTATAAAGGGGGTTTTTCCTCCCGGTACACACAGCAGCTTTTGTTTTCCTGTC
TGCAGGCTTTAGCACACATTTCTCACGTTCACATTTGTTACTGATTCACAGAGCTGTCAA
CGTTGTTTGAGAAAACAAACGGCTGCTGAATGCAGCAAAAGCCTAAAGTAAAACGCAGCC
GGAGGCTCACACCCATCACCGGACAAAGGAGAGGAGAGACACAACCTGGACTGAAGCAGC
TGGTCCAGGGATGGGTGTGAACCCGCTGGGGCTGAAGCAACACTTCCTTCACTGGCAGTG
GCTAAACAGACTTAAATGTAGATGGGGAGGGGGGGGACCAGAAGAACAAATAATGAAGCC
AGCTGCACAGTTTATTGTCCAATGACTTTGCTGACAAAAGAGTCCAGTTCATCGTCATCT
TTGATCCCAACAAAATGATCGACGACGTCGCCTCCTCGCATGGCGATGACGGTTGGAACA
GCGGAAACTCCATATTCGATGGCCAAGTCTGTGTGCTCGTCGATGTCGACTTTCGCCATG
GCAACGCGGCCTTTCTGTTTGGCAACGGCCTTTTCCAACCTGGGTCCAAGGATTTTACAG
GGGCCACACCACTGAGCGTGGAAGTCCACCAACACGGGCAATTGGCTGTTGACGACCCTT
TCTGTGAAATCCTCGGTGTCCTGGACATTGAAGGAGACGTCCCTGCGAGAGATCTGATGG
AGGGTGCGGGGAAGAGTGCGTGACGGGGAGAGGAGGGACACCCGGCTTGGCGGGGATTGC
AGAGAGGTTGAGAAGGAGGATGTGGAAATGGCGGCGGCGGACGACGGGAGGCGGCGGATA
TCTTGGACAGACAACGTCCAGACCCTACGTACCAGGAGCCTGTGAGCCATCTTTTCGTGC
TGTAGTTCGCGTGAACTTGGCCTCCCCGACCAATCCCCGGCCATAAGGCCCGGGTTAAAC
GGC
>CL568Contig1
ATTCGGCACGAGGGGACACCCTGCGACACACAGCTCACCAGTTGGGTACTGCAGAAAAAA
AAAGACAACATGGCTCTGACAAACCCCATGCCCATGGGCCCCTGGAAGATTACTGTGTAT
GATCAGGAGTACTTCCAGGGCAGGCGTATGGAGTTCACTGCCTGCTGCCAGAACATCATG
GAGTGTGGAATGGAGAACATTCGCTCCCTGAAGGTCGAGTGTGGAGCCTGGGTGGGCTAT
GAGCACTCTAGCTTCCACGGGCAGCAGTTCGTCCTGGAGAAGGGGGACTACCCTCGCTTT
GAGGCCTACAGTGGCAGCAACTCCTATCGCATTGAGAGGATGCTGTCTTTCAGGCCCATC
TGCTGCGCTAACCAGAAGGAGTGCCGCATGACTATCTACCAGATGGAGAACATGATGGGT
CATCAGTTTGAGCTGTGTGACGATTACCCATCTCTGCAGGCCATGGGCTGGATGTGCAAT
GAGGTGGGATCCATGCAGGTCCACTGTGGAGCCTTTGTGTGCTACCAGTACCCTGGTTAC
CGTGGTCACCAGTACATCATGGAGTGCGACTGCCGCGGAGGAGAGTACAAGTGTTACCGT



GAGTTTGGCTCCCACGCCCAGACTCCCCAGATTCAGTCTATCAGGAGGATCCAGCACTGA
GAGGGAGGTGGTTCTTTCGCTCCTCATTATCTCCTTCCTTACTCGCCTCCTGCACTTCGA
TCCTCCTCCTCTCCTGCAACCATCATCTCCCCAGCTCTGCTGGTCCGGTTAGTCAGAGCA
GGATCCTGGACTGGTCTTCAGGCTCGTACTGACGTCATTGGGTCCCTGCACTTTTGATTT
TATCTTGCTTTTTTTTTTTTTTTNAAAAAAAA
>CL569Contig1
TTCGGCACGAGGCTCCCTCGAACTTGAGCCGATCATCTGAAGTATGGACCGCTGGAGAGG
CAGAGTGGCTCTGGTGACCGGCGCCTCGGTCGGCATCGGCGCGGCTATCGCCAGGGAGTT
GGTCCGAGGCGGGATGAAGGTGATGGGCTGCGCCAGGGACGTGGAGAAAATAAAGAAACT
GTCAGCGGAGTTCCAACGTGAAGACTACAGCGGCGTGCTCGTGCCTTTCAAGTGTGACTT
GACCCGCGAGGAGGACATTCTCGCCATGTTCTCAGCCATCAAAGCTCAGCACAAAGGCGT
GGACGTTTGCATCAACAACGCCGGCCTGGCTCACCCAGACTCTCTGCTGAGCGGTGCAAC
CAGCAGCTGGAAGAACATGCTGGATGTGAACGTTCTTGGGCTTAGCATCTGCACCCGTGA
AGCCTACAAGTCCATGAAAGAGAGAAACGTGGATGATGGACACATCATACATATCAACAG
CATATGTGGACATCGGGTTGTAAACAGTCCTGACATCCATTTCTACACGGCCACCAAGTA
CGCGGTGACGGCCCTGACCGAAGCCCTGAGGCAGGAGCTTCGGGAAACCAACTCTCACAT
CCGAGCCACCTGCATTTCTCCTGGGTTAGTGGAGACAGAGTTTGGTCCGCGGCTTTACAG
CCAGCAGGCAGACAAAGCAGCGACTTTATACACTCAGTATAAGACTCTGGAAGCTGTAGA
TGTGGCTAGCGCTGTGACATACGTGTTGAGTGCCCCTCCTCATGTGCAGATTGGAGACAT
TGTGATGCGATCTGTGGAGCAGCCAACTTAGAACTTCATTACATGACCACCAAAAGACGC
TACAAGAGAATCCACCTGCTCACCACAAATGAATTTTTCAAAAAGCGAAACACTAAAACA
GAAAAAAATACAAATTTCTGAAACATTGTTTTATTTCAGTCTGAATAAAAATAATTTTCT
GCTATGTCTTTTATTCTGAAGGATGGCACATCTAATTAACTATAATAAACTGATTCATGT
TTCAATAAACTGTTGGAATATGCTCTAAAGTACATTTATATGGGTCATAGATTATTAATA
AAGTATATTTAAAAAGGTTAGCCATAAATATTGCACACACAAAACATTGTCTAAATAGCT
TGAAACACTCCCCAGAAAAAAATGACAAAAGCAAATCTACTAATGGTGTTCCCTCTGCAT
CTTAAAAAGGTAAATTAATTGCTTTACAATAAAAAA
>CL570Contig1
TTTTTATTTAAAGATAGGAATAGTTTTCTTCTCAGTGTAGAAAGCCAACATTCATTTGTT
CATTAAGCTTCATTTTACTTAATTTCTGATTAAGTTGCATTTTTTTTATCTCTCTCTTAA
CTTAAATTGTGCTTTTAAATGGAGTAAAAGAAAATGGCTTTAACTGGTAACACATGTACA
GATGTGGAACAGAGGCCCTCCTAAGGCGATCGTGTGGTTCCTGAACTTGGATGACCACAC
AGCATGGAGCACACATGTTTACCAACACATCAATATGCTGGTTACAAGTGTCCAGGTCAG
GTTGAGAGTAGGAAATGTTTGCCTCAGAGTCCTCCAGCTTTTTAAAATGCAGAAAGCACC
ATGTTGCTCCAATAGAAAGGGTTTTTTTGACAGAGGATCAAAGGGGCCCTTTCATCAGAA
AAGAATGGGTCTCATCCTGCGAACAGCATGAGGGCGAGTCAGATGCAGTTTCGCCTGTGC
ACAGCTTCCTACTCTGCTTTCTTGGCTTTCCTCTTCCGTGCGCCTTCGCTCAGCTCCTCC
TTGGTTTTGAGAGGTGAAGACGGGGTGGCAGGAGAGGAAGCGTGATGGTGGTCCTCCTCA
CTGCCAGCCAGAGGAGAGCCGAACAGCAGGTGACAAATCCATGACTCAATGAGGGTGAAG
GGGGAACCGTGAGAATGACGGGCCGTCATCACCACCTTGATGGTAGCCATGAAAAGGGTG
AAGACAAGGATGAGGGTGCTCTTGGACACTGGAAGCCAGTGAGCCTCCTGCATGGTGAAG
AGGATGGCTCCATACAAGCTGGCTTTGGTGGGGAATGACATGTTGAGGATCTCATTGGTC
TCAGGCCTCCAAACACCACGCAGCAGCTGCTCAAAATTGGAAATAAGAGCCACCCCAGAT
CCTTTGACGTATCCAACAATCACCATGATGAAGAAGCCGTGATGGTAGGCGTGGTGGGCG
TGGTGAACACCTGCTGCAATTTTGCGAGTCCGAACAACCTCCTTCAGGGCAACCAACACC
AGTTTGACAGGAAGGAAAGCCACACATTTATAGAAGAGGTTCAACGGGCAATAAAAAATG
AGGTACCAGACAGCTGAGGCCAGCAGGATGTGGCTGTTGTGTTGGAAATAGTCAATGGGG
CTGCTTCCAAGCAAGATGTCTGCCAGGATGTAACTACCAAAGCAATACAGCATGGCACAG
AGCCAGGAGGCCACAGGACTTCGGCGAGAAACCTCAACTGAGCCTGGCTCATATTTGAGG
TAGAGGATGGACACTATGTAATACGCAAGATCAAAGACGGGGAACATTCCCATTTTAGAG
AAAGCCTGGGCAAAATCGCCCACATTAAGAACTGCCAGTACGTTTTCCATCGTGCCAGCC
CGATGAGCAGCGGATCCCTGTTGTTTTTCGCTTTATTCCAACTGCTCAGTCTGGAATGAA
AGCCCCCCTAAGTTAACCGGTGTCCACCGACTCTCCACCAAGCCCCCCGGTCTAGATTTT
CTCGGCTGTCCCCGGCCATA
>CL571Contig1
GGNCTGCAGGNAATTCGGCACGAGGCGTTAGAATGCTTCAATAGAAACAAACGTAGTAGC
TTTTTTTTGGTTTCATTTAGCGTAAAAGACAAGAAGAAAACAGGCAATCAAACTACGAGA
TATTCCCGAAACATGGAGACTATTTTGGAACAACAGCGCCGCTATCACGAAGAGAAGGAG
CGGCTCATGGACGCCAAAACCAAAGAAATGTTACAGAAAAAGTCAACGCTTCGGGATCAG
ATTAATTCCGACCATCGGATTAGAGCCATGCTCGATAGATACATGGATGTCAGTGCAAAC
CTGCGAGACTCCTATGAAGACAAAGATGGCATGAGGAGAGACGAGCTCGCTGCCATCTCT
GGACCAAATGAGTTTGCTGAGTTCTACAACAGACTCAAACACATAAAGGAGTTTCACAGG
AAGCACCCCAATGAGATTTCCATCCCCATGTCTGCAGAGTTTGACGAGTTGATGAAAGCC
AGTGAAAATCTCAGTGAGGAAGCTCAGAACATGGTGGAGTTCACGGATGAGGAGGGATAC



GGCCGCTACCTGGACCTCCATGACTGTTACCTGAAGTACATCAACCTGAAGGGGTCTGAG
AAACTGGATTACATCACATACCTGTCTTCCTTCGATCAACTGTTTGACATCTCCAAGGAC
CGGAAAAATGCTGAGTACAGAAAATACTTGGAGATGCTGCTGGAGTACCTGCAGGACTAC
ACCGACAGGGTCAAACCCCTGCTGGACCAGAACGACCTCTACGGCAAAGTGTTGACCGAC
TTTGAGAAAAAATGGGACAACGGGACCTTTCCAGGCTGGCCTAAAGAAACGAGCAGCGCT
TTGACACACGCTGGAGCTCATCTGGACCTGTCTGCCTTTTCATCCTGGGAGGAGTTGGCC
TCTTTGGGGTTGGACAGGTTGAAGTCTGCTCTGATGGCTCTGGAGCTGAAGTGTGGAGGG
ACTCTGGAGGAGAGAGCGCAGAGACTCTTCAGCACCAAAGGCAAATCTCTGGAGTCGCTC
GATCCATCTCTGTTTGCCAAGAATCCAAAAGCCAAAGGCCCCAAAAAAGACACTGAGCGC
AACAAGGAAATCGCATTTCTGGAGGCCCAGGTGTACGAGCTTGTGGAGATCCTCGGGGAG
CAGAGGCAGCTGACACACGAGAACGTGCAACGGAAGCAGGCCAGGACAGGGGAGGAGCGT
GAGGAAGAGGAGGAGGAGCAGCTCAGTGAGAGCGAGAGCGAAGATGAGGATAACGAGATC
ATCTACAACCCCAAGAATCTGCCCCTGGGCTGGGATGGAAAGCCGATCCCATACTGGCTC
TATAAGCTCCATGGTCTGAACATCAACTACAACTGTGAGATTTGTGGAAACTACACCTAC
AGGGGACCCAAAGCCTTCCAGAGGCACTTTGCAGAGTGGAGGCACGCTCACGGCATGCGC
TGCCTGGGGATCCCCAACACGGCTCACTTCGCTAACGTCACACAGATCGAGGACGCAGTC
TCCCTGTGGGCCAAGCTGAAGTCCCAGAAGGCTCTGGAGCGCTGGCAGCCAGACACAGAG
GAGGAGTACGAGGACTCCAGCGGAAATGTGGTCAACAAGAAGACCTATGAAGATCTGAAG
CGGCAGGGCTTGCTGTAGTTACTCAGGAAGGAGAATCTCCATGATGACTTTTTTTTTTAA
ATCATAACTGCTTAAAGTTTCCTGTTTTAGTCAGTAGAATGTTTTCCAGCTTGAGTTTTT
TCCTCATAAACCTTTCTAACATGTCAATCTGNAACAATAAAC
>CL572Contig1
GCTTTGACCGCTGGAGAGGACCAGCTTCTCAGCTGCAGACGTCTCTGAAACGCAGCCCGC
AGGGGTTTATCCTCATCCGGAGGTGGTGCAGCGATGCCGTGGCGTCTGCCCTCTCAGCTG
GACGTCCTGTCCCCGTCTTCCTGTCAGCGCCATTGCGAGCGCACGGCGTTTGCGTTCTAT
TGTGCTGTGCGAGAGCGGCTGCCAGCTTGGCTGCTGGAGGACATGCGCACCATGGAGGTC
TTCTGCTGGGACGACGGACAGCCACGGGCCTTCCTGCCATCTGAGGCTCTGCTCTACACA
CTCGTGCATGACCACCAGGACTATGCACGCCACTTACTCAGCAGGTACTCGGTGAGCGCG
CTCAGAGCGCCGCGATGCAGCTTCTGCTGCCGTGTGGGCAGCGGGGCCCAGCACCTGAAC
GTGGCGGTGCGCTACAACCGTCTGGTGATCCTGGACATGATCCTGGAGACCCTGAAGGAC
TGCTCGCAGGACGAGCGGCAGCAGTACTTGGACAGCTGCGGCGGCTGCACTCATGTGGCA
GACGCAGGAAAGACTGCGGTGCAGCTGGCGGTGGAGCTGTCGCAGGACAACTGCCTGCTG
CTGCTTCTGGCCCAAGGGGCTCGGCCTGCCGGGCTGGACGCCGCCCTGCAGCGGCTCGTC
TCCAGTGACGCGTCGGAGCGACAGCAGGCGCAACGCTGCCTGGACCTGCTGCTTCTCTTC
CTGTCGAATCCCTCGCCACCGCGCTGCCTGCAGGATGAGCCGCAGCGGTGGCAAAGCCTG
CTGGGAAATGAGGTGTTCACCTGGCTGTGTGGGCTGGCCCCGCCTCCCCTCCTGTTTCAG
GCGCTGCGCTGTTTGGTACAGTCTGGCTTGGACCCCATCAGCTCACTGCCGAACTTTTTG
CAGCTCCACAGCTGGCAATGAGAGCATCAGTCGTCATGGAAACAACTTTAACAATTTGTA
AATAGGATGTAAATAGACTAAACTGCATAGCAGCAGGACTCTGAGGAGCAGCTGGACCTG
CAGGACAAACATGGAGGCCGCTCAGACATGTGAGGCGTCCTGAGCGGCCGTCTGCT
>CL573Contig1
TTTTTTTTTTACAAGTTTGTAATAATTTTTATTCAATCGTCCATCTTGAGTCCAGATTTA
GCTTCGTCTGGCTCCAAAAATAAACTTCAATCAATAATTGGAAAGAAAGGTTAACTTTAC
AGCAAGACGTTTGTTCGTCCATCCTTTTTTTTTTCAACATTGGAAATGTTTCCTCTAAGA
CACAGATTTAAAATCCCTTTTCAAAGAGACAAAAATATAAAATGGTGTCAAAGAAAGAAC
GGACAAACAGGAACTTTCTTTTTGTTGTGTCTAAAATTAAACATTCTGTAGTATAATGGA
ACAATGCAGATGATACCTTCTATGGGTAAAAAACAAAACAAAATTAGAGACATATCTAAA
ATAAATATATACACTGGCTCCATCTCCTTATTCGTCATCTTCCTCCTTCTTTTTCTTCTT
CTTCTTCTTTTTCTCTGTTGACTCCATTACTGCCACCTCCTCTTCCTCCTCCTTTAGCTC
TTCAGCTGGTTCCTCCACTGCTTTCTTGTCCTTTTTCTTCTTCTTTTTCTTGGGCGTCTC
CGGTTCGGCTGAAGTTTCAGGCGTTTCTTCTTGAACTTGGGGCTCTTTCTTTGGCTTCTT
GGACTTCATCCCCGATGTGGTGGGCTCCTCTGCAGCCTCCTGCTGCTCCACCTCCTCGAA
TTTCCTCTTCTTTGAGGTGGAGGGGATGGTGGAGTCTCCAGATGGATCGTAAATTTTCAC
CTCGCTCTTGTGTTGGTATTTGTCAGCCCTCGCCATGGCTTTGCCAGAACCGCTGATTTT
ACGGATCCCCCTGTCCTCCAGCTGCCGGAGTCTGGCCTCCAGCTTGGCTCGGTTCTCGAT
TCCCATTTCGGCGTTCGTGTCTTCTCCCAGAGCGTCGTAGCGAATAGCCAGCGACGCTTT
TGCAGCGAGCATTCTGGAGATTTTGCCCTTGTTCTTGGCAGTGGTCTGTCCCACTAGGGA
GGCGTGGTAAATGAGACCATATTTGGGCGTATCTTTGCGGGTCTTCAGAGCTCTGAAAAG
AGCTTTCTCTGCGCCCAGGATCTGCACCGTGGAGGCCGGATGCTTGGCCAGATTCAGAAG
TGAACCGGCATGCGAGATGAGCCGGGCGCCAACCAGCTCGCCCACCATCACCGTCAAGTT
GGGAGCGATGGCCGTCATCCGGTTCTTCAGGTAATCGTAGAGCTGTGCGCGGTAATCCGA
GATCTCGATCACCTGATCGCAGAGATGTCGAATGTTGGCGATGTCCTGCTCCGACACTTC
TGTTCCCATGGAGATTTCAGCGGCCAGCTTGACCTCTGCCTCCACCTCTTCTGGAAGGAT
CTCCGATAGATCGGTGGTCGCCACGTTTGTGCGGTCGCCAATTTTAAGGACAGTTTTGCA



ATAAGCTAAATTGTCGACGACAACCTTTCCGAGCTCGGGGAAGTGCCAGCCGTACCACTC
CCTACAGCGCATGATGTAGTTATTCAGCTCCTTGTCCAGGTCGTCCAGTAGAGAAATGGC
CTGCACAATCATGGTATCCACTTTGTCGGGGCTGAACTTGAGCTTGTAACGGGATAAACT
GTGAGCCAAACCGAGGGACATGGCACTCATCTCTTTAGGAGGAAGTCCAGAGATGAGGCT
CTCCATCTGGCTCCTGATGCATCTCATCAGTTCAGCCACAGCGGAGCTGTGGACACAGCT
CAGCTCAAGCTTGTCTTTAATTACTCCACCAAGTTTGGCATCGCTGACAGCAAGCTCCTC
GTGGGCTTCCTTGGCAACGACTTTCTTTAAAACTTTCTTCAAACTCTTCCCGATTTTCCC
CTCCACCAGGGCGGTTGCAGCTGCTAGAGCCTCAGTTGTGTCAGTGAACTTCTCAAAATG
CTTCAGTTTGACTACTTTATTAGCTTTCTCAGGAGTTTCAAACTCCTTATAAAGACTGTC
GACTTGCTGCAGCTTGGATTCATCGAGAACCTTGAAAATAGCATATCCTGCGGCGGTTTC
AAATAAAACTAACATTTTGAAGCTTTACTATGTTTCTTTCCTTATGGCGTGCTCGCCCCA
ACGAGCGGACACGTTTTTTACTGAGCACGCGCTGCCGTCCGACCCCGGCCATAATGCCCG
GG
>CL573Contig2
CAGATTTAGCTTCGTCTGGCTCCAAAAATAAACTTCAATCAATAATTGGAAAGAAAGGTT
AACTTTACAGCAAGACGTTTGTTCGTCCATCCTTTTTTTTTTCAACATNGGAAANGTTTC
CTCTAANACACAGATTTAAAATCCCTTTTCAAAGAGACAAAAATATAAAATGGGGTCAAA
GAAAGAACGGACAAACAGGAACTTTCTTTTTGTTGTGTCTAAAATTAAACATTCTGTAGT
ATAATGGAACAATGCAGATGATACCTTCTATGGGTAAAAAACAAAACAAAATTAGAGACA
TATCTAAAATAAATATATACACTGGCTCCATCTCCTTATTCGTCATCTTCCTCCTTCTTT
TTCTTCTTCTTCTTCTTTTTCTCTGTTGACTCCATTACTGCCACCTCCTCTTCCTCCTCC
TTTAGCTCTTCAGCTGGTTCCTCCACTGCTTTCTTGTCCTTTTTCTTCTTCTTTTTCTTG
GGCGTCTCCGGTTCGGCTGAAGTTTCAGGCGTTTCTTCTTGAACTTGGGGGCCTGCTGAA
ATGGACCTTAATTTTGTAATCCAGTGTTCCGATGCTCTTTCACGATCNCGCANATTTTTT
TTTGGGNAAATTNC
>CL574Contig1
TCTCCTGGGAAACATTAAAAGCAGGGGTTTCTTGCACACACACACAAAAAGGGCAGCATG
AATGAAGTTTGGAGTCACTTGCTACGCAGTAATGGCTGCCTGCTAAACCACTTTTCTGCA
AAGAAATGTGGACGTTTCTGCGACATACAAAAAAAACACTGCCTGTATGAAGTAAAAAGA
ATTTTTACAGAAAAACTTTAAGGATTCAATAAATTCATTAAAGGGAAAACTTTATACCAA
TAGTGTACTGTTTTTATTTTATTTTAGTATAACTCAAACTAAATATGCATCAGCATGGAT
TTACAAAAAATAAAATAAAGAGTCATGTTTATGGATGCTTATAACAGAAAAACTAAATCT
GCACTTTAATGTCCAAGCAATCTGTGACACCATGTTATTTTGACAAACTTCCCTGTTTTA
TGAGCACTACAGCTGTAAAACCTACAGGAAGGAATAATGAAACTTTAGAGACTTTCCCCT
CAAATATAGAGTAAAACTGTCCACAGAGACACCAATATGGTTAGGAGTCCACAGGCTCTG
TTTGCCTGTCATGGAGGTTTTATGGCAGAGATTGCTGCTGTGTGGACAGCCTGTGACCTC
CAGCGGAGCACCGAGCAGATCCTCACAGACAGCAGGGGAAGGCAGACGGGAAGGAGGCTC
ACAGGCGAGCTCTTTCTTTCTGTAGTCTGGAGTTATACGTCCGGGATACAGTGTTCCAGG
CATCCATGTATCGGTCCATGCACATGGCGATGCACTTCTGCTCAGAGTTATCCAGAGAAC
TCCCAGGTTTACCTATGCACTTCTTAAAGCATTTATCAGTCATTCTCTGCAGCAGCTCTT
GTGCATTAGCTACCGCGATCTGGACTTTAACCTGCTCCATGATGGTTCCGGTGTCCATTT
TACCTCCAGAACCTCCGGATGAAAAGTCTGACCCAAAGCTGTCCATGTCCACCCGAATCT
AGCTCAAAACCACGACTTTAGTGAAGTATTTGGCAGCACACGTGTGTTGTTGTAGCTAAA
TTTCACCAGCGGGACTTTGCGGTGCCCTTGAATCCCCGGCCATAATGCCCGGGT
>CL575Contig1
ACAACTTTGTGCCAGTTTTTTTTGAAATACAGTTTTGTTCCTTTTTTAAAGATTCCGGAT
TTGCAAGTTACNCTGAGTGGGTAATTTTACCATGNGGNTGCATTTAAAAGGAATTAAATG
ATAAAAATTGAGTGTGCTGTGCTNTTTNTTTAACTTTACATTTAATGCATCCTGTTTGTG
GACAATGTGGTTAAAAAATTTTATTGAATTAAAATATTTGNGGTTGTTTAAAATATATTA
AAAAACAATCCATTGTGAAAATTTGATAACAGNGTAAAAAACTTTTTTTTTTTTTTTAAG
GTGCACCGTTTTCATTCAAAGTGCTGCCCTCTACAGGTGATGGGTGTTTTTGCAGGGAGT
CATGTAGTTTGAAGAGATGTTTTTTTACTTCTGACTTTGGCTCAGCCTCATGCTTGTAAT
CCAAGCATTCACAGTAAAGATCAACATCCTAACCCTGAATGGGAAGTAAGCCTCCATATA
AGCATTTGTGTACCATAAGCTTTCAGTG
>CL575Contig2
TCCCTGCAAAAACNCCCATCNCCNGTAGAGGGCAGCNCTTTGAANGAAAACGGNGCNCCT
TAAAAAAAAAAAAGAAGTTTTTTACACTGTTATCAAATTTTCACAATGGATTGTTTTTTA
ATATATTTTAAACAACCTCAAATATTTTAATTCAATAAAATTTTTTAACCACATTGTCCA
CAAACAGGATGCATTAAATGTAGAGTTAAAGAAAGAGCACAGCACACTCAATTTTTATCA
TTTAATTCCATTTAGATGCAACCACATGGTAAAATTACGCACTCAGTGTAACTTGCAAAT
CCTGAATCTTTAAAAAAGGAACAAAACTGTATTTCAGAAGAAACTGGCACAAAGTTGTGA
CTACTAAATGGCTTTTGTGTAGCTTTCTACCATGATACTTTACAATCAGTTTATATTCAG
CACTGTGTTCCACCACCTCCTCTCAATACGTTATTGTAAATAAGCTGAGTGGGTAAAGTT
ACATCCCATCACAGACTGCCAACCCTCACACCAGACGATTGAGAATCTCATCCACTTTGA



GGAGTCAAACAGGGCACAAAAAAATATTACAAAAACATCTGAAATAGAAAAAGAGTAGAA
AGCCACAAAAGCACATGGTGAAAAGTATCGTCTGCACTGCTGAAAAGAGAAAATATCCAC
ACACAAAAAAAAGTTACAGTATTGAGCCTTTTGTCAAGTTGTTCGCTTCGTCTCCGGCTG
TCGCAGTGGTACGCAAAACTGCAAAAAAGGTTCTTATTTCACGGTGGAATAATAATCCTC
TCAACAAATCAACCAAAGCAGCCTTTCACACAACATTTCTATGGCTGAACGCACTCAAAA
CCACTGGATCAGGTGTACCGTCCACAAGACCTGCTACACTGGACACGGAAGGGGAGGATG
GCTTCAAATGTAAAGATCAAGCTGCTAGTGACAGAGTATTGCTTCTATCGCAGGTTAAAT
TCAGTCAAAAGGGCTTTTTTTTAATGAAGGGATTCAAATTCCAATAAAACTACAATTACT
TTCAATTTTCATTAAATATCGAGTTTGGCCAGGATTATAAGCAGCTTTCTGTACTGAAGA
GCCGGGGGGGGTTCGGATCGAAGAAATCGATCTCTTGTAGAGAAAATATGAACTGATGAG
TCATGGTAAACAGAAAACGTCTCACTTTTTCTCCCTGTAAGTGGCCGTACAACTACCAAA
CACACACACACGCACACTAATGTTTCTGCACATACACATTGTGAGCAGAGTGTAGACATA
CATGTCTCTGAATGCATGTGCACACGCAGCCACACCCACACCCACACACACACACACACA
ACTTAGGCTGGTGAGAGGTAAAAAAACAAAAACAGCTTTTCTTTCTTTCCAATTTGAGTT
CAGTTCTTCTCAGCTGCGACTTCGGTTTCATCTCCTTCGCCCTCTCCCTGGGTGTCCGAC
ATCCATAGTGTCAGGTTGTCACGCAGCAGCTGCATGATCAGGGTGCTGTCTTTGTAGGAG
TCGTTGTTGAGCGAGTCGAGCTTGGAGATGGCCTCGTCAAAAGCCGATTTGGCCAGCTGA
CAGGCCTTTTCTGGAGAGTTGACGATCTCATAGTAAAAGACGGAGAAGTTCAGAGCAAGG
CCCAGGCGGATGGGATGTGTGGGCGGCATTTCTGCAGTGCTTATGTCCAACGCCTTCTGG
TAGGCGTCCTCAGAGTTCCCAATAATAGAGTCCTTGTTATTCCCTGTGGCCACCTCAGCG
AGGTAGCGATAGTAATCCCCCTTCATCTTCAGGTAGAAGACTTTGCTGTCAGGAGATGTG
GTGTTGGGGATCAGATACTTGTCAAGAAGATCCAGAACGTCCTTGCAGATGTCGTTCAGC
TCGGTCTCAATCTTCTCCCTGTAATCCTTGGCCAGCGCCGCCTTTGAGCTGTCGTCAGAC
TTCTGCTCCATGCTGGACACCACCCTCCACGAGGACCTGCGAGCCCCCACCACGTTCTTG
TAAGCAACCGAGAGGAGGTTGCGCTCCTCGTTGTTGAGCTCCGAGCTCTTCTCGGTGACG
GCCTTCATGGCGGCGGCCATGTCGTCGTAACGCTCAGCTTGCTCGGCCAGTTTGGCCTTT
TGCACGAGCTCTTCCTTCTCTGCCATGGCTTCTGAGAGATGATGAACGATGTCGCTCCCG
ATTCCCGGCCATAATGCCCGGGTTTAGCGGCCGAG
>CL576Contig1
TCGGCACGAGGACCTTCATGACGCATCTCTTATTTCTTCTCTGATACGACTTCATACAGA
CGCTCTCCGGAGCCAAACATCTGTTCTACAACGCAGCAGAGGAAAAAAGAAACTACCCAG
AATGAGCATCTCCAAAAGTCACACGGCGGGGAGAAACGACCCACTGATGCAGTATGTGCT
CAATCACTCCTTAAGGGAGCATCCAGTTCTCAAGAAGCTCCGACTGAGAACGATGGAAGA
CCCTCGAAACATCATGATGGTTGCCTGTGAGCAGTCGCAGTTCATGGCCAATCTGGCAAA
ACTCATTCAGGCCAAGAAGGCAATAGAGATTGGGGTCTACACGGGCTACAACACACTGAG
CGTGGCGCTGGCCCTGCCCGAGGACGGCGTCGTGGTAGCATGTGACATCAGTGAGGAATT
CACAAACATCGCCAAACCCTTCTGGAAAGAGGCTGGTGTTGAAAAAAAAATTGATTTACG
CATTCAGCCAGCAGTGAAAACCCTCGATGATCTCCTGTCTTCTGGTCAGGCGGAAACGTT
TGACTTTGTGTTCATCGACGCCGACAAAACCAACTACGACAACTATTACGAAAAATCCCT
TCAGCTGCTAAGAAAAGGAGGCATCATCGCAATCGATAACGTGCTGTGGGGCGGACAGGT
GCTCAATCCGTCTCCTGGAGACGCAGACACCGTGGCGATCGACAAGCTGAACAAGAAGCT
GCACAGAGACTTCCGGGTCACACTGAGCATGCTCACAGTGGGAGACGGGCTCACTCTGGC
CGTCAAACTGTGAAGTCAGGAATGTGCGGCAACGTAGTCCATCTGTAGGAAGCTGGGAAC
GTTGTCTCCTTAGTGGAGAAACTGGAACAACTGATGTTTACTAACCAAAACAAGGAATCT
ATGTAGGAATCTAACAACAGCCTTTACTTTTTAGGCTTCTCGTTAGGTCCTGTGATTATT
GTCAATTATTTTGTATGAACCTTTTCAATGTTGTCTCCTAATCAAATAAAAATGCACTTT
TTAATTTAAAAAAAAAA
>CL577Contig1
GAGAGAGAGAAGAGTCTGCGAGTAAAAATCGTGTTGCTAATCTAAGGCAGCACAAACATA
ACCTACCAGAATGCTTCCCTTGTCCCTTTTGAAGACGGCCCAGAACCATCCTATGCTGGT
TGAACTGAAGAATGGAGAAACCTACAACGGTCATCTGGTTAGCTGTGACAACTGGATGAA
CATCAACTTGAGAGAAGTCATCTGCACATCCAGGGATGGTGATAAGTTTTGGAGGATGCC
AGAGTGCTACATCAGGGGAAGTACCATCAAGTATCTGCGAATTCCAGATGAGATTATTGA
CATGGTGAAGGATGAGGTGGTTTCTAAGGGTCGTGGACGTGGAGGTGCCCAGCAGAATAA
GCAGCAGGGTAAAGGAAGAGGCGGAGCCGGCCGAGGTGTGTTTGGCAGCCGCGGCAGAGG
GATGTCAGGTCCTGGTCGAGGCCAGCAGCCACAGCAGCCGGATAAAAAACCAAGCAAACA
GCAGGGAATGAAGAACCAGCACTGATGTGATGTCATGGATCTTTCACATCACATTAACTG
TTATTTTTGTTTCAGTACTTGTGGATAATTTAACTCTCAGCTCCTTTTTTTGCTGATATG
TGATATGTAAGAGAACCAATCGCTGCAAAAGGTCACTGAGATGTTCAAAAGAGGCAGTGG
TTTTGCACTGAGTTTTCTTTTTAGGTTTTTAAGAATAACCATGTTTGTGTAAAACCCAAG
AGCTGATACTTTTTCTTTTTTTCTTTTCTTTCAAGAAGAATATTTTGTCATGAAAACCCC
TTTTTAGTCACAAAAGTAATCTGTTGGTACAATTGGAAGTGTCAAATTGTTTATATTTGG
ATGTCTTTTTCTTTAGGGGTAGATTTCATGATAGACAATATTCCAGCCCCAGAATTCTCT
TCATTTCTATTCTAGTTGTTGAGTGACATGGTTGGTGTGGGTTTGTTTCTGTCTTTCACT



CCTCATTAGCCAATCTAAGCTGATAGTCAGCTGACATCCAGTCACAGATAAGTGACACGA
TTTGACCATAAGAATTTTTGTTTGAAAAACTCTTTATTTTTATAGTGATGAATATTATTG
TAATGACATGAGAAACAATAAAGCAGTTTTTGTTAAAGGCAAAAAAAAAAAAAAAAAAAA
AAAA
>CL578Contig1
TTTTTTTTTTAACTGAGCAAACACGCAAAAGCATCTTTAATGAGGAGAAACACCACAACC
AGCTTCAAGGACAGGTTTTAGCTCTAGCTCTAGCATCACTTTGTTGCAGAGCTGTTCTTC
AGCGTGATGAGGTGAATGTTCTCCATGAAGGAGTCCAGGCCCCAGTCTCTCTGTCTGTCT
GTGAGGGCGTCCACGGACTGCAGCAGCTCCACATTACAGCTGCTCCCAAACAAGCTGCGG
ACTTGTTCGTCAGGAACGAAGAATGGAGGACCTCGATACTGGTCTGGGTTATAGAGGAAC
GTGTCCAGCAGATACCTACAGTCATTGTCCATCAATGAGACGATGAGAGCTGCATACTTC
TCGCGGTCCTTTGGATTGATGGCCACCAGAGAACCTCGGTCCCAAATTGCTCCGAAGCGA
CCGGCAATGGAACTGGAGAATTGGAACAGGTCGCACTGGTACAAGGAGATGTTCTTCTCT
GGGTTCCTGAACACTTTGGCTCCAGGGATCTCAGGTACCGGCTCCTCACTGAACGTCATG
TTGTTCTCCTCAAAGAACTGCTGAATCCCCTTCTCAGAGATCTCCACGCCGACCACAGAG
TGACCCTGATCTGCCAACCACTTCATGTCAATGGCTTTCCCACAGAGAGGGAAGAAGAAG
CGCACGCCAGTCCGCCCGTTCAGCACTTTGTCCAGGTTCTTCTCCAACATCCTGTGCACG
GTAGGCTGGTGGAAGCCGATCCTGTCCTGCTGCCAGCGCTCCTCCCACTCCCCCAGCGCC
ATGACCCGCTCGGCCTGCTGACCCAGCATTCTGCTGATGTTCACCTGGGCGCTACTGCCG
GCGGCCACATGACACAGCAGCGAGAAGAGGAGCACATCTGTTGCCCTCATGGCTGTCTGA
CGGGGAGCGTACCTGTCTGAAGTGG
>CL578Contig2
GTGAACGGAAGTCTGGTTCATGAATGATGATTTCACCGGTTGTTTACTTGTCTGGTGCGG
TTTTTTGAACTCCTGGGTCAACGGGATTCCGGTCAAGTATAACTTAGGACCCTCCCTCAG
CTCACGTGTTGACCAAAGAGCCGGGGACAGGGCACGGTCCACTTCAGACAGCGCCCAGGT
GAACATCAGCAGAATGCTGGGTCAGCAGGCCGAGCGGGTCATGGCGCTGGGGGAGTGGGA
GGAGCGCTGGCAGCAGGACAGGATCGGCTTCCACCAGCCTACCGTGCACAGGATGTTGGA
GAAGAACCTGGACAAAGTGCTGAACGGGCGGACTGGCGTGCGCTTCTTCTTCCCTCTCTG
TGGGAAAGCCATTGACATGAAGTGGTTGGCAGATCAGGGTCACTCTGTGGTCGGCGTGGA
GATCTCTGAGAAGGGGATTCAGCAGTTCTTTGAGGAGAACAACATGACGTTCAGTGAGGA
GCCGGTACCTGAGATCCCTGGAGCCAAAGTGTTCAGGAACCCAGAGAAGAACATCTCCTT
GTACCAGTGCGACCTGTTCCAATTCTCCAGTTCCATTGCCGGTCGCTTCGGAGCAATTTG
GGACCGAGGTTCTCTGGTGGCCATCAATCCAAAGGACCGCGAGAAGTATGCAGCTCTCAT
CGTCTCATTGATGGACAATGACTGTAGGTATCTGCTGGACACGTTCCTCTATAACCCAGA
CCAGTATCGAGGTCCTCCATTCTTCGTTCCTGACGA
>CL579Contig1
GAGACGGAAGCACACGCTCCCCTCCGTTTTTACGACAGAAGAAGAAGAAGAAGAAAAAGC
CGGCAGGAGACCGAAACGGCGAGCCAAAAAAGTTGTTTTAACCTACGAAACTTCGCGTTA
GGGATCTAAAAAAAGAAAACATGACTGGAGACATTGAAAAGGGCAAGAAGGCATTTGTCC
AGAAGTGTGCCCAGTGTCATACTGTTGAACAGGGTGGAAAGCACAAGGTGGGACCCAACC
TTTGGGGCCTCTTTGGGCGTCAGACTGGCCAGGCTCCTGGCTACTCCTATACAGATGCCA
ACAAAAGCAAGGGCATTATCTGGAATGAGGAAACCTTGATGATTTATTTGGAGAACCCGA
AGAAATACATCCCAGGGACAAAGATGATCTTCGCTGGCATCAAAAAGAAGAATGAGCGAG
TTGACCTGATCGCATACCTCAAATCTGCAACTTCATAGGGGACCTCTCCAGCTCTTTTGT
CTTCACTAATCTTAAATCAGAACGGGCTGATAAGGAGACCACAATCCAATTGACACAATA
TAACATTATCATTTTTTCCTTTGTCAAACCAAACCAAAAGGGCAACCAGTCCCAGTGAGT
TTTGCCTTATGTTTTGTGGCTATAGATTTATTTTTGATATCAAACATCTTCAGCTGTTCA
GTAAATAATTTATCCAGCTTTTAACGAAGGCTTTTACCATAAATTAGTCTGCATACTGTG
AATTCAGAATGAGTAACATGAAGCATGTGTGAGCTGTTATAAATCCCTCCCGAGCAGTGA
CTCATCCTCATTCCATTCCTTAACTTAATGCCTTCTTTGCTTTACGTCTGTTAAGTTCGC
AAGTTAAATAAAACAAGCTGTAAACACAGTTTGTGTGGATTTTTGTGTCAATACTTTTCA
GATTTTAGAACTTTAGTCTGGATTTTAAGCACTTTTGTTGTCTGTTTTGTGTCAAAACGC
TGTAAAATTCACTTAAAGTCCTATTTCTGTAATAAATTGAATAGAA
>CL580Contig1
CGTGTCAGCGGCGGCGCGGGACGGGGACACCTGTGCTTTGTTCATTAGGAACGCCATCTG
CAGGCGCATCCACGGTACATGAGGTGCACTCGGAGCCGAAACAGCTGCACAACATTACAC
TTTATTAGCACAAAAACGACTCCTGTTGTACGGCATCAAGCCTCACATCCTCCTGGCTTT
CCTTGGGCGGCATCCATTGTGTGGCACGGGGGTGTTGTCGGTGATGGATACCACCTCCAG
CCCCCCCATCGCCAGACCTTTGATCGCCGACTGACGTCCAGGACCGATACCTTTGACCAC
AACACGAACAAACGTAACGCCTTTCCCTGTTGCTTTAGCAGCAGCAGAGATCCCTGCGGT
CTGTGCAGCGATGGGCGTCGACTTCTTAATGTTCTTGAAGCCCTCCGTGCCGCAGGACGT
CCTCACCAGAGACTGTCCCTCGCTGTCTGTTAGCTGGATGTGTGTGTTGTTGTAGGTGGC
TTTAATATGAACAATTGGCAACTCCTCAAACTTCTTTCCACCCCATTTCAGAGCACTGTC
TTCACCAGGTAGTGGAGGCAAGAGGCTGAAGTCTTTTCCTGAATTTTCTTTAGGGGCTTC



TGCTTCTTGAAGTCTTACAGCACTGCTGTGTATGGTTCGCTGTAGATCTGTGCTTCCATT
TATTGAGGTCGTGTGAGCATTTACGGAAACAGCCAGCTGCCGGCACACCGTCCTCACGGA
ATTACCAAGTACACAGCCTAATTTATACATTTTCAAAACGTTTAAACAAAGACTTAAAAC
TGTTTTAAAATGCTAACAACAAACGTGACATTGAGGGTGCTCCATTCTAGAGCGCTACCC
CCGGCCATA
>CL580Contig2
GCATCTTTTATTTACAAGTGCACATTCAGCGATGACAGAGGAGCAACATGAACACTGTTC
TCTGAGTCAGTGTGTCTGTACGAGTTAAACGTCAGAGAGCGAGGATGAAGCGTTCAACCT
TCATCCTGTACGCAGGCTTCAGGTATCGCTGCAGTTCGCTTTTCTTCAGCCACAGGAAAG
GTCCTGCTGGAGCTTTGGGTTGGCCGTCGTCTGCCACAATGGCTTTGAAGAAGAACACTT
TACACCCGGTCGAGCTCTCCGTCCTGACGGCCTTGGGGAGCTTGTACTTGTACACGCCGC
AGGGGGCGTTGCCAAGGAAAGTCGCCTTGAAACCTGCTGCTGGCAGGGAGGCGAGCGCTC
TCTCAGCAGTCTGCCGCAGTGTTTCTCCCTCCTGCCACTGAGCCTGAGGCAGCAGCCACA
GCTTCTCGCCGCCCACACGCTGCTCCGCCAAGAGAACCAGAGAGTCGGCCAGGCAGCGCT
TCGCCGAGGTCAAGTCCTTATCTACTTCGGGTTGGACCCTCGGTGCTGGCTGGAAACTCT
TCAGCTTCTGCTCCCATGTATCCTCTAAGTCTTGACCTAGCATGATTTCCTGGTCGCCGT
GGGCGCCCTCTTCATCAGAGTCATAGTCGTCCGTCTGCTTCCGACGGATTCGGTCCGCGT
CATCCAGCAGCCGGAGCTCATGGTCCGACAGGAGGCTCTTCTCCAGCTCCATCTGTAGTA
ACATCTGTTTGAAGCGCTCCTCGACCGGACTGAAGTCTGCAGAAACCACCGGGAGCCTCT
GCAAGCACACCGCTGCCATCAGAGTCCACGAAGAACTCCCGGATTCCGCTGCAATTTTAG
ACTGAGGCGTCGCCCGACAAACTGAAGCGACGGAAAAATGTCGACACGCTGCGTTACCGG
CGGCTGTTCGACCAAAAACAGACAAAACGTGAGATAGGGACTTAGTCGCCATCCTTCCAC
AGGGCGCAGCCATTTTCTTTTGCTGCGTTCAGGAAATGGAAGCACAGAACTACAGCGAAC
CATACACAGCAGTGCTGTAAGACTTCAAGAAGCAGAAGCCCCTAAAGAAAATTCAGGAAA
AGACTTCAGCCTCTTGCCTCCACTACCTGGTGAAGACAGTGCTCTGAAATGGGGTGGAAA
GAAGTTTGAGGAGTTGCCAATTGTTCATATTAAAGCCACCTACAACAACACACACATCCA
GCTAACAGACAGCGAGGGACAGTCTCTGGTGAGGACGTCCTGCGGCACGGAGGGCTTCAA
GAACATTAAGAAGTCGACGCCCATCGCTGCACAGACCGCAGGAATCTCTGCTGCTGCTAA
AGCAACAGGGAAAGGCGTTACGTTTGTTCGTGTTGTGGTCAAAGGTATCGGTCCTGGACG
TCAGTCGGCGATCAAAGGCCTGGCGATGGGGGGGCTGGAGGTGGTATCCATCACCGACAA
CACCC
>CL581Contig1
GGTTCAAAACCGCAGCTACAGCTTCTCGGGATTTCTTTGTTAAACTCCGTGACCATGAGC
GAGTCTCTGGTGGTTTGTGACGTGGATGAAGATCTGGTGAAGAAGCTGCGGCAGTTTCGC
TTCCGGAAGGAGACCAACAACGCGGCCATCGTCATGAAGATCGATAAGGACAGACAGCTG
GTCATTCTGGACGAGGAGCACGAGGACATTTCTCCAGATGATCTGAAGGACGAGCTTCCC
GAGCGCCAGCCCAGGTTCATCGTCTACAGCTACAAGTACCAGCACGATGACGGCCGGGTG
TCGTACCCGCTCTGCTTCATCTTCTCCAGCCCTGTGGGCTGCAGACCCGAGCAGCAGATG
ATGTACGCCGGCAGCAAGAACAAGCTGGTGCAGACGGTGGAACTCACTAAGGTGTTCGAG
ATCAGAAACACAGAGGACCTGACAGAGGAGTGGCTCCGGGAGAAACTGGGCTTCTTCCGC
TAACGCGGCGGCCTCAGGCGGAGGTTTGGGGTGTGAGGAGGCTCCAGCCCAGCCCATCTT
CATCGTCTTCTTCCTCTCCTCTTCACCTGTGGAAGCGGCCGTGCGGGGCGGTCTGCGGCT
CGGTCCGGGTTCTGCAGTCGCGGTTCCGACACGGCTCTGTTTTTGTCTCATGTGCCAGTG
ACGTATCCGTACCGACGAGCGCTCCCGATCCCGACGTCGGTCCATCTCCATCCTCTCTGT
GGAGAATTTTAAAGCTTAGTAACGTTTTTCGGATCTCCTTGGTTCTGTTTGGTTCTGTAG
AGGAAGTCCCGCCTTTCTTCGGTTTCTTTTGATGTTCTGTCGTTTCTGGTCTGAACGGTG
TCTCTCCTTCAGCACGTTACTCTGCCTGTCTGCTTCCCGCTGTGACTCTTCCAGGAACTT
TAATCCCGACTAAACATTCCAGACGTTTCCGCTCGAGTCGGCGGTGGCGAGCGTTTTTCC
CCGTCAGTCATCATTTCTGCTGTTAATGAATGTGGTGCCGAGTCTGCATGCTAGGGCCCT
CGGCTGCTCAAGAATGTGACAAGAACCGTTTTCTGTACAGAACAGGGTTCGACCATCGGA
GGTTTCCCGCGTCCGGCGCCGCAGCTGCTCGTACCTCGTGCCATTATTCAAAGTCCTCAG
AGCAGCCTGCGAGCGCAGTTGGTCTCTTCCACTCTCAGCGGCGCTGAGTCAGCACTTTGA
CAGGAAGCACACGGCATCGAAAAGCCTCGGAAACGGCGACGACGCAGAACGTAGAAAAAG
TCCTTCAGATCTAAGATTCTTTGGTTCACTTTCACTCAGGCTCAAACTTCAGATTAGCGA
CCCACATCATGATACTTCCACCGTTGCTGCCGTTAAACTGCTGATCCATTTTCTTTGTGA
CACCTTTTTGTTTTTTTCCTTTTGGAAAAAACATAAAGGCTTCTTTGTTAATCTGAGGCT
TGTAGAATCTGAGATGCAGGAAACATTTAGCTCCACATACAGATTTTCAAAACAAAAGCT
GGGGGTGGGGGTTGTTTTGTTTTTGCACAAAATGAAACATTTTCAAAATAAAATGAGACA
TTAAAAGCAACAAACTGAAATCAGCCTGAAAAATTTAAGCTAATTTTTATGTTTTAAAGC
CAAGACTTCTCCCTGCATGTGGATCTGAGTTAAACAACAGAAATCTCTTTTATAGAAATT
ACATCTTTGTTGAATGAAACTTCTCGTCATCATTTACTGAAACAGAAACGTCCAGATTTG
CACTGTTACTCTGATGTCTCATAGATTCTATTTGTCACTTTACACCTAAATTGTACTAAC
ATTTAGGTTTTTACACAAAGAACTAAATCTTTCTGAAATTTAGCTGCTGTAAAACACAGA
AGAAAAAAATCAGATTGAGTAACATTGCATCAAATCTAAAATAAACACTACATTTGCTAA



TTTAACCTTTTATTGTTTCTGGTCTTTTTGAATATAAACTGTTTTAAATTTGAGGTGGAA
AAGACATTCTAGTTTGTCTCTTCAGTGCTGTCACTCTGCTCATCCTCATTCAGTCTGCTT
GATCTGGATAAGTGTTCTCTTTGGTCCAATGCCGATTCTGGTTCCTTTTATTCAAAAAAT
AAAAAAAACAGCTGACATGACTATCAAAACCTGTCTGATGGCATCAATGAAACTTGAGAT
GTTTGTATTTTTCCATACTTTATAAAAGTGCTTAGTGTCCTGTGTCCAAATAAAAAGCCA
G
>CL582Contig1
TCGGCACGAGGGCCGATAAGGGGTAACGGCCGCGTGCGTGCACGCGCGTGCAGTGGGAGG
ACTCAGCAGGAAGCGATTCGTCTCTCCGAGTCCCGGTTTCGGTGCTCTATTTGTGTTCCG
TTTTTGTCTGGTTCTGCTCGGGGATCGAACCTGCACAGATGGAGAGCAAGTTGTCGGATC
TGGAGAACGCCATCAACTCTGTGGTGACGAAGTTCCACAGCGCTGCGGACGGCGGGTCCA
CCTTGAACCCCTCCCAGTTTAAGAGCATGATCTCCAAGGAAATGCCTTTGCTGGCCAAGA
CGATGGAGAACGAGGACGGCATGGCGAAGGTCTTGCAGCAGATGGAGGTCCAGAAAGGCC
AGAACATCTCCTTCGACGCCTTCTGGAAGCTCTTCAACAACCAGGCCATCGAGCTCTTCA
AGACCATGCACAAGGAAAAGGGCGCCAAGTGCAACTGCCTGCTGCAGTGACCCGCCTCGC
CACGCCCCGTCCTGGACGCCAAACCGGTCCTGGCCACCAGGAGGTGCTACTTGGGGAGCC
AGTCATAAATGATTTTAGTTCCAGACAAAAATGCAGGTGGAAGGAGGAGGAGCCAAAAAT
GACTTTAAAGAGGAAGTACAATCTAATCAGTTCAGTCAGAAAGGTCAAAGTGGTTTTATT
GAAATTTACATTCATAAAGAAATCCCAATATTTAACAATCTCAATGTCCGATTAGTGGAA
AAACGTCCTTTTAAGGCAAGAAAAACGTTTTAAGCATAAAAAGATTTTAATGAATAAAAC
CATTTTCACACAGTAATCTGCATCATTATTTGTACGACAATAATAAAGTTTAGCATCACA
GTGACGTCTTTTCAGACCGTTTTAAATCATGTTTCAGGAAAACTACAAGGACAAACTTCA
TCTTCATGAGTAGAACTGCTTACGATCAGAATTCACGTCTTCACTTTGCAGTAAATAAAC
TGTTTGGACGCTTTTGCTCTTCTGTCTGGTAAACTTTAAGATGCTAGACTAAAACGGGAG
GATCTGCAGACGACAGAAACCTCAAACGTTTGTTCCTTCATCATCCGAGCGGCTCGTTAA
CCCGATGTTCTCCTGCTAACGTTTGCCTTTTTTACTCTGGGAAGGTTGCTGACGTGTTTT
CCATCCCGGCCTCGTCGTCTGTGTCTATGGAATAAAGT
>CL583Contig1
CGGGGTCGAGCATAANTNTGGCAGGAAAACATGTTTTTATTATGTACACAATATAAGAGT
CACTTTGTCAGACAAACAAGTGTTGGGGGGAAAAATTCCAGAACATGGCGCTGTGATCAC
ACTGGAGGTTATTACATGTTAATAACCCTCGACAGCTTCTGAACTCTGTTGAGCAGCAAG
TCACCCTTTTTGATGGTTTCCTGATACTGCCAGTTTTTGCTGTCAGGTCTGTTGGTTTCC
ACAATCTCGTTAACTTTATCGATTTTACAGTGGAGACGGCCCGCCGCTATGAATCGGGAC
AGTTCCTGGTCAATGAATTCTGTGCTGACGCCAAAGGCCTCTGCCATGTATCCCAGAGTG
AGTGAGCGGTAGGACTCCAGCAGCTGGCTGTATGCTTGGATCCTCATCTCTCTCACATAG
TAACGGTAGTGAGGAGCAAAAAGCCAGTCCTTCTTCATCTCCTGCTCCACCATTGCTAGA
GACTGAAAAAAAGCGGAGTAGCGGCACTCGTAGAGTGAGAAGAGATACTGACGGACAGAA
GGCAGGCTGTGCAACACTTCCAAAATCTCTGCTCCCTTTATCACCTTCTCTCGTAGGTCA
GGCCTTTCCAGAGCAATCATGCAGACATAAACAGTGTAAGTAACAAAAGTCTTGTAATCC
ATGAGTTCGTAGGAGGTGAAGGTGGAGACCGTGTCGAGGAAGAGCTCAGCAGCTTGCTTG
AAGTCCCTGATTGCCACACAATAGAGGCCCTGGTAAACTTTCAGACGGTTTCTCCTGTCC
CAGTCTCCTCCTTCCTCTATAAGGCTCTTGGCTTTTTCTGAGTTTCGTGTGATGAGGTCG
CTGTCCATGTAAAAGAGACCAATCCTCAGAAGGTAGAAGACGATGTCTAGTCTGTGACCC
AAGGCCACTGTCTTGTCATATGTTTTCCTGAAAGCAGTCAAAGCCCCCTCCTTGTCGCCA
ATTCTAATAAGATATTCAGCCTTGGCCATCATGACATCCCGGATCTCACTTTCCCCCAGG
TTCTTCTCTGCATCCTCCAGAACGTCATCCAGGCGTTTCAGCTCTTCGTCGTTGGCCTTC
TTCATTTTACTCAGTAGCTCAGTGTCCAGCTGCCATTTCAGCTCCTTACACAGGGCCTCA
TAATATGGTGCCATATTGTTAGCTTTGATAGCGTCCATGAGCTCCGTCTTCACGTTAGCA
TCCTGTCGATGAGCCTCCATGGTGAGCAGAAACTTTAGCTGAGCTATCCGCAGATCTGGG
TTCTTGGGCAAACCCTCCTCCTCTAGGTTTTCCAACGGCATTCTGTCTTACGATTAATGA
ACAACCACACAAAATGCAGACTTTAAACGCGGTAGAGTCAACTCTTCGGTTGTGAGCCGT
TAGCCAAGGATGACTACGAAAAACAGTGGACTGTGGTGTTTCCGCTCCCCGGCCATAATG
CCCGGGTTA
>CL584Contig1
TTCATACAAGGTCCAGTGAGCTGTTTGGTCTTTTCCCAGNANCCGCCTATCAACACGTCC
TTGTTCCTGTAATAGAAACCGATCGAGCTGCTCCTTTCCTTTTCCTCTGACAGAAGACCA
TGGAGACGGAAATTGATCAGCAAGAGGAGACCTCATTTGGCAACACAGAAACTAATGGTA
AGCGTCCTGCTGAGGATGCAGATGAGCATAAATCATTCAAGCGCTCCAGGAACTCTGATG
AAATGGTTGAGCTGCGCATTCTCCTGCAGAGCAAAAATGCTGGAGCTGTAATTGGAAAAG
GTGGCAAAAACATTAAAGCTCTTCGCTCAGATTACAATGCCAGTGTGTCAGTCCCAGACA
GCAGTGGGCCTGAGCGAATCCTGAGCATCAGTGCAGACATTGAAACTGTTGGTGAAATCC
TGCTGAAGATTATCCCTACATTGGAAGAGTACCAGCAGTACAACGGCATGGACTTTGACT
GTGAGCTGCGTCTGCTGATCCACCAGAGCCTGGCTGGCTCAATCATCGGGGTGAAGGGAG
CTAAAATCAAAGAGCTCCGTGAGAACACAAAGACCAGCATCAAGCTGTTTCAGGAGTGTT



GTCCTCAGTCGACAGATCGAGTTGTGCTCGTTGGTGGTAAAAGTGAACGGGTGGTGGAAT
GTGTCAAGACTATGTTGGAGCTCATCTCTGAAGCACCTATAAAAGGTCGCACACAGCAGT
ATGACCCAAACTTTTATGATGAAACGTATGAATACGGTGGTTTTACCATGTTCGAGGAAA
GAGGCGGCGGTCGCAGACTCATGGGAAGTTTCCCCATGCGAGGAAGCAGGTCCAGCGGTG
ATCGTGGGTATGATCGAATGCCTTCCAGCAGGGTGGGGCGGGGTCCGCTGCCTCCCTCCC
GGCGTGACTATGATGACATCAGTCCCCGTCGAGGTCCTCCTCCTCCTCACCACAGTAGGG
TTGTCAGGCCAAGCGGCCGTTCTCGCAACATGCCCATGGGACACCCACACAGAGGAGGAG
ATGATCGTTACTATGATTCGTACCGTGGCTCAGATGAAAGGTCAAATGACAGAAGAAGCA
GACCGGATCGCTATGGCGATAATATGAGTGGTGGATATGACAACAGTTCTTCCTGGGATA
GCTACCAGTCAGGTGGACGTGGCTCCTATAGTGATATGGGTGGCCCTGTTATCACCACAC
AAGTGACCATACCTAAAGATCTGGCTGGCTCAATTATTGGTAAGGGAGGTCAAAGGATCA
AGCAGATTCGGCATGAATCTGGAGCTTCCATCAAGATCGATGAACCTTTGGAAGGTTCTG
AGGACCGAATCATTACCATTACTGGCACACAGGATCAGATCCAGAACGCCCAGTACCTTC
TACAGAACAGTGTGAAGCAGTACTCTGGTCACTTGCTGTAAACCCAAGGAGGCACAGATT
GGACCAGACACAGAGTGACTATTATTCTGGATTGTGGATTTTTTTTAGGTTTATTTTTAT
ATATTTTTTTAATTAATTCAATGTCCAACATTCCTTTCCACCAAGGAAAATTTAACCAGT
AGATTGACATTTTTAAGAGTGTAGTACAATAGTCAAAACTGATTTTTCTTTCGTTTTTTC
TATCACTCATATCAAAATGTCTGACTTCCTCCAGAT
>CL584Contig2
CATGCAATTGTTAAAGTGTAAGTCCTAAAGTAATTTGGTTTAAGAAGTCCCTCATGACAA
ATCAAGGTTTTATTACAAGACAAGATCCAATGCAGTTCAATAAAAAGTGGCATCAGCTTT
ATTTGTCTTAGAATTTGACAATGTGAAGTCAACTTAATGAAGAGCACATGTTTATGGGAA
AAATACAGAGAGAAAAGAAAAAAATAAGATACAGGAAGAAAAATCTGAATACAAATTTTC
AACTCTCCAACAAAGTCTATAACAAATGTTTCACTACAAACATGTTTACATTTGTGAAAT
TACTCAAAAGATTCTGGTTCATCACAGAACAACTGAATTCATACAAACAGACTTCTGCGT
TTGCTGCTCAATTCCCAAAAAACAAAACCCCATCAGCAAAGTCAAGTTCCTCAAAGCTCT
ACAAAAAAGACCCAGTTAGCATTTTGCTGAGTAAAAATGAGTGACGAGTCAGACGAACCA
CTCAAACTCCCACACTGCCATATGATAAACAGCTGCACAGGCACATACACACATGGAAAC
ATTTGCAGACACAAACATACACATTTAAGCATGAAAACAAAACCATGAAAAATGTATAGC
CATTTCTATCTGGAGGAAGTCAGACATTTTGATATGAGTGATAGAAAAAACAAAAGAAAA
ATCAGTTTTGACTATTGTACTACACTCTTAAAAATGTCAATCTACTGGTTAAATTTTCCT
TGGTGGAAAGGAATGTTGGACATTGAATTAATTAAAAAAATATATAAAAATAAACCTAAA
AAAAATCCACAATCCAGAATAATAGTCACTCTGTGTCTGGTCCAATCTGTGCCTCCTTGG
GTTTACAGCAAGTGACCAGAGTACTGCTTCACACTGTTCTGTAGAAGGTACTGGGCGTTC
TGGATCTGATCCTGTGTGCCAGTAATGGTAATGATTCGGTCCTCAGAACCTTCCAAAGGT
TCATCGATCTTGATGGAAGCTCCAGATTCATGCCGAATCTGCTTGATCCTTTGACCTCCC
TTACCAATAATTGAGCCAGCCAGATCTTTAGGTATGGTCACTTGTGTGGTGATAACAGGG
CCACCCATATCACTATAGGAGCCACGTCCACCTGACTGGTAGCTATCCCAGGAAGAACTG
TTGTCATATCCACCACTCTGTGAAAGCAGAAAAAACATAAAACAAAATTAGAAGTGTCAG
AGACCAAATCCTTTCTTCTGAAGATCCATGCAGGCAGTTACAGGACTGCGAGCGTTTACA
TATGAAGATC
>CL585Contig1
AGCGTCTCTTTTGCTGATGAGAACTTCCAGCAGCCGCAGTTTGGCTTTGATGTGTTTGTA
TTCGTGGTACTCTACTGCGAGCGGTGAGCGATCCTCCTTTTGAACAGTTCTTCCGTTTTG
TCGAAAGAACTGGTCCTCGAACTCTTTGAGGTTCTTGCGGATCCTCTTTTTCTCTTCTTT
TGCCTCCTGAAGCTGCTCAACGAGTTCCTGCATGGTAGCGGAGTGCAGGTTGGACAGCCT
CATGTCTGTTGTTTTCTCGAGGTCATCCACAGGCGAAACAAACCCGTCCACCTCCTCGTC
CATGTGGTCCAGGATGCTGAGCATGCTGAGGTCGCTCTCCACCGTCATTTTGAACTGAGT
CCGGGTGTCGCCATCGTCCTCCGAGCCATCTTCCTCTTCCTTGATATCATCGAAGAAGAG
TGCGGTTTCACCCTCAATTATGGGCTGAAGGAGGGGACCTCTGCGCTTGCTGGAGGGAGA
ACCAATGACGGGGATGGTGGTGGCTCTGCACAGGATCTGCTTCACCAGGCGGTATCTGTC
GTACAGAGGCTTCATGATCTGCCGCTCGCTTTTGGTCACCGGTCGGCCGTGTATGCTCTC
GTAGTAAAGAAGAGCTTTCTGCAGGGCGACTTTCTCCAATCCGATTTGGTCACGTGTCAT
GTCCTTGATGTCTTCAGGGCGGTTCACCTCCGCCCTTTTCTCCTGCAGCTTCTTCTCAAT
AGACTCCAGCGTGCTCTCCACCGGCGGCTTCGGTGCCTTCTCCTGCTGGGACTTCCTGTC
GAGCTGCGAGCCGAAGCTCTTGGGCAGTGTGTTACTGCGCTGGCGTGTCACGGGAAGGAA
AGATCCTCCTCCGAACTTCATCAGCTTTTTGTTCTTTTAGCTCT
>CL585Contig2
TTATTATGTACAAAATCCAATTTATGTACTAAAATGTACACACTCGAGGTTTCATTCGGC
CTGGCCAGTGTTTACATGAAGTGAAAAAAAAATTCATGCTGATAATCATCCACTTTGGAG
AAAAAAAAAACGAGTATTCGCTCACAGAANTGTAAACNTAAAAGGNGATCAGTATTTACA
AACGACCAATCGAACTCTGAAGGCGATGACAGATGCACCATTTTTCCTCTACCGTCGCGT
CANACCANANACCTACTAANAGCTTATTGGACATGAAGTGAAAATGGAAACATGTTTGGA
GCAAAAGTGCGCAAAGGCAATCCTCCCACCGAAACTTCTGATCTGCTGTTTGCATCCAAA



CTTTTGGGGTCGCAGTGANACGGGGGGCCATTGTGACNAACCACANAAAGCCGTTTGTTA
AATGAAAGCATTGAAGCTGACNCACAAAAGTAACGTCTCCCTTANAAAAAATACNCATAA
NTNCNCAAATTCTGCACAAAATTCTTCAATAACTTTTTAACTATGCTTTAAATTTTTTCT
TTTTTCTTTAAAGATTTCTACAGTTAAAACAGGAAAAAAATACAATTTGTTACTTTCAAG
ATGTAAGGAATAAGTTAATCATTCATTTAATATAAAACGGATTAATTGTGCGCGTCTGGG
TTTGAAGGAACATCCATCTGAAGGCAAAAGAGGACTTCAGGTGAAGTCAGGTGGGCAGTA
ACAGGTGGGCTGCTCCCAGAGCAGCTTGACATGAAGGAATGCCTCTCCTTAAGAAAGATG
TGTTTCATCGTGTCGCTAGACGTGGAGCACTAGTCTTTTTATAGTCCTGCTTTTTTTCTT
TTTTTAGATGAATTTAGCAGCGTCTCTTTTGCTGATGAGAACTTCCAGCAGCCGCAGTTT
GGCTTTGATGTGTTTGTATTCGTGGTACTCTACTGCGAGCGGTGAGCGATCCTCCTTTTG
AACAGTTCTTCCGTTTTGTCGAAAGAACTGGTCCTCGAACTCTTTGAGGTTCTTGCGGAT
CCTCTTTTTCTCTTCTTTTGCCTCCTGAAGCTGCTCAACGAGTTCCTGCATGGTAGCGGA
GTGCAGGTTGGACAGCCTCATGTCTGTTGTTTTCTCGAGGTCATCCACAGGCGAAACAAA
CCCGTCCACCTCCTCGTCCATGTGGTCCAGGATGCTGAGCATGCTGAGGTCGCTCTCCAC
CGTCATTTTGAACTGAGTCCGGGTGTCGCCATCGTCCTCCGAGCCATCTTCCTCTTCAAT
GACGGGGATGGTGGTGGCTCTGCACAGGATCTGCTTCACCAGGCGGTATCTGTCGTACAG
AGGCTTCATGATCTGCCGCTCGCTTTTGGTCACCGGTCGGCCGTGTATGCTCTCGTAGTA
AAGAAGAGCTTTCTGCAGGGCGACTTTCTCCAATCCGATTTGGTCACGTGTCATGTCCTT
GATGTCTTCAGGGCGGTTCACCTCCGCCCTTTTCTCCTGCAGCTTCTTCTCAATAGACTC
CAGCGTGCTCTCCACCGGCGGCTTCGGTGCCTTCTCCTGCTGGGACTTCCTGTCGAGCTG
CGAGCCGAAGCTCTTGGGCAGTGTGTTACTGCGCTGGCGTGTCACGGGAGGAAGATCCTC
CTCCGACTTCATCAGCTTTTGTTCTTTTAGCTCTTTACGGAGCCGAGCTAGTTCGTTGAC
CCATCGGAGCACCTCTGGGTTTCCAACTTTATCACTGTGGGATGGCCTGTATTTACGGTC
CTCCGCAAACCTATCCTCAAACCGCTGGATCTTCTTCTTTAGTATGTGAATTCTCTTTGT
GAGCTGGGCAGAGGTCAGTTCCTCCCGGTCGTCCTCTCCAGAGCCCAGAGACGAACTCCT
TCTGCGGCTGACAAACGAGTGTGCGTTTGGCGGGGAGGGGGGCACTTCCGTGTCATCCAG
GTACTGATGGCTGTGCTCGTAGGCGTAAAAACGAGGGGATACCATGGGGTCGCTGTCCTC
CTCCAGGAGCTGGCGGATCAGACGGCCCCCGGCGTGAGGCGAGAGCCGAGCCTCTTCGCG
ATCCATGCTCTCTCTGTGTAGCGAGTACGCTGGAGCGGGTTCTCCCCAGCAGTCCTCAGT
CAGCGCTGTCAGGTCGAGGCGAGGCACGTCCTCGCAGCTCGTCTTGTCTCGATCCGGGTC
CGAGCTTCGTACCTCCACGCCCCCGACCCTCGCCGTGTCACAAGCAACGGGCGACTCCTG
GATCTTCATCCTTAACGCCTGCACAACCATGAGAGTACAGAGAGTATGGCTCAACAACAA
CCTTCTGTCTAAAAGGATGTCTTTT
>CL586Contig1
GGNNGGGGGGGGGGGGGGGGTGCACATGAATATGAACAGCGCAGATACACTTCAAGCAGG
AGAATTGGAAAAACCTTCACAGAGTGGATCTCTCGTCTCAAAAAGGTGAGCACAGAAAAA
CAAAATACTGGCTGAACGAAAAATAAATCCATCTTTGGATACGTAAAAAACCCTGTACAC
CCCCCTCCCCCCATCCGCAGCCTTCAGTTTTCTGAGGTGCCCTCTTCCGAGTTGGGATCT
TTGGTCTCTTTGTTCTTTCGCACCTCTTCCAACTTCTTGTCCTTCTCCTTGAACTTCTCG
TTCATGGCTGCCATGATGGCGGTGCGGTTCTCCTTGTTGGCCTCCATCTTCTGGTTGAGC
TTCTCCTCAGCCATCTTGCTGAAGTTGTTGTTCTCCTCCATTGCTTTCTGTAGCACCTCC
TTTTCGTGCTCTCGCTTCTCAGCTAGGTGCTTCAGAACCTCGGCTTCATGGTTCTTGCGT
CTCTCCTCTGCGGCATCCAGCTTTCTCTGAATCTCCTCCAGGGAGACGTCCTTCTTTTTG
GGAGGAGACAGGGGGAAGTCTCCTTTAGCATCGGGGGCGGGAGCACCTAGGATGACCTCG
AACGCCTGGCCGGAGGCCCGCTTGTCGAGCTCCTTGACCTGGATGTCTTCAGCGGCTGCC
ATGTTCAGCTGTGCTGCAGATCTGTTCACCTGTGCGACAAACGTTCAACTCGGACGCAGA
TAGACGGCGCTCTCTAGCGGGCAGGTCCACAAAAAACAAACAATGACGACACCCAGCGGC
GATATTAGTCACTGCAGGCAACCACCGCCCAATCAATCTTCGCCTTCCCGAGGACGCCGA
GCTCCTGTCACCGACTTCTCCACGAGCCCTGTCCCCGGCCATAAGGCCCGGGTTA
>CL587Contig1
TTATTTTACATAAATGGGTTTAAACAAACATTACATCCATTGATGTTCTTGGAGCACAAG
GCAGAGACCTGTTAACTTTCAAATAAAATTATGTGGGGGGGGGGGAAAAAACTGAACTGA
AAACATGCCTGGTTTCACTTCAAATTAAAAGCTCAATTAACATCAGAGAAGTCATTTTTA
AAAAAAGCAGACGGCAGGTCATGCATAAAAGGTTGACAAAAGCACCAAAACAAAAACCTG
ACCAAGCAAAAATTTTCAAAAAAGGGAACATTTGTACAGGTACAGAGAAATCTAAGGTGT
GTGAGAAGGTTTTGATAGTCGTGGAGATCATTTGGGAGGGTCTGTGTTGATGCCGTATTT
CTCTTTTAGGAGCTTCAACTGCTCTTCCTTCTTCTTTGTGTCCATTTTCTGGAAAGCTCT
GTTGGCGTTGTAGTAAAGAACAACCAGGTAACGATTGCAGACGTTGAAGCCTGACAGGTG
ATCGCAAGCGTTCTTGGCATCAAATATGTCTTCATAAACAACATACGCCGTTCCTCTGCT
TTCAGGTGTGTTACCCGTTCGTATTTGACGTATGGGTCCATATTTGCCAAAAATGTCGTA
CATTTCCTCAGCCGTGATCTTGTAAGGCAGATTTCTTATGTATAGGATTCTGTTCACCTC
TGGAGGTAACCGAATATTAGCGCGTTTCGCAGCTTGCATAGCCATGATGACAGTTTATTT
CGTCTGAACAATAGCTAAACAACAAACACGCAATGCCTTTAGCCCTCGTGCCGA
>CL588Contig1



TTTTTTTTTTGAAAAGCATTTTTATTGATGACAGAAGCGTTAATGAAAACACATATTTTG
GAATGACCTCGATTTCCTAGACAACCGAATGGCAGACAAACACGAAGAAAGCGGGTCGTC
CTTTCAGAGGAAAACCCGTCTTTAAAACGATTTGCCCAGGAAGACTGACATCTGAAGAGT
TCTAAGGCAACGCCCCAACTCCAGAGCGAAGCGTGAACTTTACTAAATCAAACCTATCCC
AGGACGATGCACTGCAAACTCAGTGAAATGTTAGGGACAAAATTAGCTCAGTAGGAATTG
AAATATTACCAACAGATGACAATGGAGTCGAGACAAATCAAGCGTCACATGAAGAGTTAG
AACAAAGAACGTTAATACCTTTGACAGGAACTGTTAACAAAAAACGACTTTTGTTTTGGA
ATCATCATCAGAGTGCAGTGAAAAAAACAAACATGTGAATCCATATCCTCCCTCCTCCCA
TGGGCTTCCTGTCTCATTACAATTTGCAGACAGATGGTGGGTTTTTGGAGTGGGCTTTAG
TTTTTTTCCTGCTTTTCATTAAAGCCGTTTACTCAACAACAAAAAGCTCCACTTGGTCCA
ATTGTTTTTACACAACTGTTTGGGTTGAACACTTGTAGTGTGCTAAGTTAACTGGCTCGT
GTCGCGTCTCGCTACCAGGAGGAGGAAGACTGAAATGTTGCCCAGAAAGTGTCGCATTTT
CTCCGCTTGCTCTGTGATGAAGATGAGGAGAGTTGGACGAGTCATCAACACAGCTGGTCC
CCCTCTGTCTGCAGCCCCTCCCCCCAGCGTCCTATCCCTGCTTCTGCTTCTTGAGGTAAC
GGGCGCGCTGGGACAGGCCCATCCCCATCATGTAGCTGGTGAGCATCTTGGCTGGGAGCA
GAGCTGTAGTCACCCAACCCATAACGGCGTGAGGCAGGTAGCCATTCGTCTGCGTCTGCA
GCCCCACAGTGTTAATCTCTGCTGCCACATAGCGATCTGGGTTAGGCTTGTCCAAAGTAG
CACGTCTGATTTTACTCAGCTTGGTTGCAACAAAAAACGGCAAGACGCTCTGAATGATTA
TCCCTTTGCTCTTGTATTCAGCTTGCAGTCCTCTTGAGAAGAAGTCCACAAAGGCCTTCG
AAGCGGAGTAGATGGTAAGGAGAGGAACGGGGTACATCCCACTGGCAGAGGAGATGTTGA
GAATAGCTCCTTTTTTCCTCTCAACCATACGAGGTAAAACAAGACGAGTCATCTGGCACA
CTGACGTGATGTTAATGTTAACCATTGTATCAATAAAAGTGTCCAGATTTGGTACATTGA
GGAAGAACTCGGGATGAGAATAGGATATTCCGACATTGTTTACCAAGACTCCAATCTCCA
GCCCCGCCAGTCCAGCTTCTATTTTGGGGTAGATGTCCACAGAACTGAAGTCTACTGCAA
TTGTCTTGGTCTCCACACCACATTTGCCTGCGATCGCCTTGGAAACTTCATCCAGCTTCT
CCTGGGAGCGGCTGATCAGGACGATGGAGAAGCCTCTGCGGGCGAGCTCCTCAGCGTATG
CTTTCCCAATGCCATCAGTGGCTCCTGTCACAACTGCCCACTTTCCGAGTCTGTTGGGTG
ACACGAGGCGCCCGTTACCGAGCACCCACACCCGGAGCCCGGACAGCAGCCGGTACACGG
AGCAGAAAGACAGCCAGACCGCGGTCACAGCACCGAGCCAGAACAGCGGCACCTCCACGG
CCCGCAACACGGCTTCCCCGCTCGACGACATGCCTGTTCCAGCCACACCCGGACCGAGTA
ACCGCGAGAGCGCAAGAGCTAATCCTTAAATAAAGAAGATAATAAATGCTCCAAGTACAG
CAGACCCTCGTGCCGAAT
>CL589Contig1
ATTTAGAAAGCTTTATTTNGTTTGTGATGAAGAGGAGAAGACCGTCCTGAAGCTGCAGGA
AAACCGACCAATGAGAGCCGCCGGGACGCTCCTCACCTGAGCCCAAAGCTCCTCAAATGG
AGGGGGGGGGTTATGAACCCTGAGGCTCCAGCTCGGATGCGGGGGTGTTGTCCGGCTCTT
CGTCGTTGTAGATGTTCTCGGCCATCTGCCACACTTGCATGATGTTGTCCTCGGACACGG
AGCAGATGATCCACGGCTCGCCGGGGTTCCAGGAGAAGTCTGAGATCTTGGCCGTGTGGC
CGCCGTGGATGAACAGCAGCTCCGGAGGGCCGTCCTCTGCGTCTTCTGCAGACTGTTCCT
CCCCAATTTTACTCAGGTCCCAGACGTTGAGGCGGCGGTCGGTGCCGCTGGAGGCCAGGA
TGGTTTCGTTGTGAGGAGACCACTGGACCTGGAAGATCTCGTCTTTGTGAGACTCGAAGG
AGTGGAGCTTCAGCTTCAAGTTCCTCAGGTCCCACAATGCAACGGTCTTGTCGGCGGAGC
CCGTGGCCAGAATGAACTCGCTGTAGGGGTTGAAGCTCAGACAGTTGACCTCTGCGGTGT
GAGCGTCCACAGAGTGACTGGCTTTGGACGTGTTGTTGGACCGAGTGTCCCATATCATCA
GCTTCTGGTCGTCGGCGACGGAGCCGAACAAGGACTCGTGGAGCAGATGCCAGGAGACGT
CCTCCACCACGGCGGTGTGGCCCGTGAAGATGGTTTTAGCGTCCACCACTTTGCCTTCCT
TTGGGCCGGCGCCGATGTCCCACAAACAGATGGTGTGGTCATCGGAGGCGCTGAGCAGGT
TCCCGCTCAGGTTGGGGTTCCAGGACAGGCCGTAACCTTCCTTCTGGTGGCCTTTGAGCC
TCAGGTCCGGGCTGCACTCCCCGCTGGGGTCGGGCTTGGCGGGGTGCTTGGTGTAGTCGA
ACACCAGAACGTCAGAGGTGGGGGTTTTGGTGGCGATGATGCAGGGGTTCTGGGGCATGT
AGCGAGCCCGGTTCACCTCTCCGTCGTGGTTGATCTTGATTTCAATCTCAATTTTCCCGC
TCACAGAACCAAACCCTCCAAACTCTGCTCCTTTCTCGCTGTCGTAGTGCGACGCATCAA
ACTGGGCGTCGTCGTTGGGTACCTGCACGCTGGCAATCACCAGGTGGTTCTGCTCATCTG
ACGTGTGCGTCCCCAGAACCAGCCTGTGGACGGCGTAGTCCTTCCCCTCGGGCCTGCTGA
CGTCCGGCAGCCACTGGACCGTGAGGCTGGGCCACTCCAGCGCGTGCGTCATCACCAGGT
CGTACAGGAAGGGCGTGTTCTTCTTCCAGATCTTGTACTCCTCGTTGATGACCCGCTCCT
CCACCGCGTCATCGTAGACTTCTTTGTCCGCCATGTCCGAACCAGGTCTGAGAGCCGCGG
AGCGGTCACAGAAACCGGGGGAGAGCTCCAGTACGAACCGCTGCGCCGCCGAACCGACGC
CGCCAGTCACGGTGCGCTTCACGCATGCT
>CL589Contig2
CATCATTCCAAGAGTTTTCTGGAAAGAACAGTCAACAAAACCTCAATTATGATGCTCGTC
TACAGAGGAGGCGGGGCTCCATCTGATTGGTCAAACACTGGTTTTAGCGTGTGCAAACAT
TCCTCACCGGCTGACATGTGAAGGATTTGTTCTGCAGGCCTAAAGGCTGAACCGTCTTCT
GGTTTCATCAAAGCTCAAACTGGTGACGTGTGTTTCAGTAAAATTGGGGAGGAACAGTCT



GCAGAAGACGCAGAGGACGGCCCTCCGGAGCTGCTGGTTGGTCCTCTCGCCTCACGGTTG
GTGGGCGGTCTTCTCAAAGTTCTCATGTGGTCTTTTCCCGTCGTTCTGCATCAGTTCATC
CACGGCGGCCACACGGCCAAGATCTCAGACTTCTCCTGGAACCCCGGCGAGCCGTGGATC
ATCTGCTCCGTGTCCGAGGACAACATCATGCAAGTGTGGCAGATGGCCGAGAACATCTAC
AACGACGAAGAGCCGGACAACACCCCCGCATCCGAGCTGGAGCCTCAGGGTTCATAACCC
CCCCCCTCCATTTGAGGAGCTTTGGGCTCAGGTGAGGAGCGTCCCGGCGGCTCTCATTGG
TCGGTTTTCCTGCAGCTTCAGGACGGTCTTCTCCTCTTCATCACAAACTGAAATAAAGCT
TTTCTAAATTTGTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL590Contig1
AAAAAAAAAAAAAATCGAGACTAGTTCTCTCTCTCTCTCTCTCTTTTTGGTCATAAAACC
GCCGTTTATTCACCAAAAGGAGCAAAACTGAAGACTTTTCCAGAAGATTCCCAACATGAG
ACCTTCTGACAAACCTCTGACTGAGGCGAAGACCAACAAACCAAACGGAAGACAGGAACT
CTTTTTTAGACCCTCAACAGTCCTTAAAGTGACGCACGCAACAGGTTTGCTGATGATGAT
GATAATGATGTTTCCCAGGAGGATGAAGAATCTCTGGAACATAAACTGAAGAGTGTGACC
GCCAACAGTCTGGACCAGAACCCAGCAGAACATTTATGGTCAAATAGAACAAAATGTCTC
AGGACCAGAGTCCAGCCTGCAGAGACCGTCCATGAAGACGATTGATCTTCATCACTGAGG
TGATCCAACCTTCTGGAATGAAATCCCCAAAAGTGTTTGGTTCTTCAACAGATATTCAGA
ATGTCTGTGATTAGATTTAGGCACAGCGGTTAAAAACGTGTCGTCCAGCTGCAGAAACAT
CTGAAGGAAGGAGGCGGAGACTGAATATGGGGGATTCCAGAGTCTTCCTCCTGCTGGACT
CTGCAGGGCCTGGAAAGAAACAGCAGCTCGTCTCTACAGATGCTTCTGAAGCAGCTTCAG
GATGGACGGGAACATCTGCTCCGGAGCATCCAGACCCCAGATAAAGTCCAGATGTTCCCA
GTGTTGGATGTGCTGATGGTAGACCAGGTTGGAGACCTGAGTAAGAAGAACCGCGACGTC
TTTGGGATCTGCGAGGGTGTCTTGTCCACCGGAGAACAGAGCGGTGGGAACCTTCATGTC
CTTGACGTGGTACTCAGGGGGGGTGGACTGGTTGTAATGCTTCATATTTCCAGCAGGTCC
AAAGTCAAAGCCCATCAGCTTCCCTCCATGAACCGCCTGGGCCCAGTGGACCATGTTCTG
GACCGATGTCCCGGCAGGGCAGTGGGTCGTGTAGACCGGAGTCCGAGTCATGTTCAGGTT
TTTCTCGTCAAAGCCGCAGAGAACAAAGAAGATGTTCCCGCAGAGCTCGCTGAGTAGACG
CTTGCCACAGATG
>CL591Contig1
GACAGATAGATAGAAACAATGTTTTAGTCTTGCTGACAATAGAGGCCAAGGATAAGTTCT
TCCTTCCACAAGGTCTCAAGGATGGATGGATAGATGGATGGATGGATGGAGAGTTTAGAA
AGTAGATTGAGGTGAGCAGTCAGTCCGGGTGTTTGCCACAGACCCATCGGAGCTGAGGCT
GATCCCTGAGGTCAGCAGGCTCTGAAGCAGAGAACCAGCTGCACTGGCAGGCATACGCTC
TCTGCCCTCTCTTCTTCTTCAGCTTCTTCCTGAGCTTCTGACAGTCCGGCATGTTGTTTC
TGGATTATCCTGTCACTTGTCCAGCAAATTTTGACAGCACTACGACTCTGCTGATGAACT
TGCTAACCCGCGGTACTCTCCGCCCGGGCCACCGCCGCGTGTTAGCTCCTCCAACATGAT
ATCCGATTCCAGACATTATACGTGCCCCGCCGGAGATATAAACTAATCGAGGATCACGTC
GGAACTTCCATTACGACAACACCAACTCCATCAAGTCACTCTGGTCATCTGCTCACCGTC
CGTCAAGACACACCAGTCGCCATGCTAACACACAGTGTCCTAGCTCCTCTTGCTCGCTCG
GCTAACAACATGATGGCTAACAATCTCCCCCGCATATCTGTCAACTTCGGTCTCCTGAAC
ATTCGCTCCCTCACAACCAAGGGAGATATTGTCCAAGATATCCTCATTAATCGTGAGCTA
GATTTCATGTCCCTGGCTGAAACATGACAAAATTCCCTGGATTTTACTCCACTGAATGAA
GCCACTCCGCCGGGGTTTGCTTACATCGTGATTCCCCCGGCCATAAGGCCCGGGT
>CL591Contig2
TATTTTATTNCTAGTACAGGCAGGAGACAGATTTGTTTAAAGAGCAGGAGTAGAAAATCA
CAATGTGTCACAGTTGGGCAGCAGTCCAAAATATTCAGAAAGTTTGAAGTTCCAGATATT
TGTGTCCAAATACCTCTTCCAAAAAGAGGAAGACGCAGGAAGAGATATTTTGAAATCAGC
CATCGATGAATGGGTGTGAGATGCACAGATTCAGATTTTTTGTACAGTCTGGAAATGCTT
CAAGAATCCTCCTCGACAGATAGATGGAAAACAATGTTTTTAGTCTTGCTGACAATAGAG
GCCAAGGATAAGTTCTTCCTTTCACAACGACGTCTCAAGGATGGATGGATAAATGGATGG
ATGGATGGATGGATGGAGAGTTTAGAAAGTAGATTGAGGTGAGCAGTCAGTCCGGGTGTT
TGCCACAGACCCATCGGAGCTGAGGCTGATCCCTGAGGTCAGCAGGCTCTGAAGCAGAGA
ACCAGCTGCACTGGCAGGCATACGCTCTCTGCCCTCTCTTCTTCTTCAGCTTCTTCCTGA
GCTACTGACAGTCCGGCATGTTGTTTCTGTCACTTGTCCAGCCAATTTCGACAGCACTAC
AAGTACAACTCTGCTGATGAACTTGCTAACCCGCGGTACTCTCCGCCCGGGCCACCGCCG
CGTGTTAGCTCCTCCAACATGATATCCGATTCCAGACATTATACGTGCCCCGCCGGAGAT
ATAAACTAATCGAGGATCACGTCGGAACTTCCATTACGACAACACCAACTCCATCAAGTC
ACTCTGGTCATCTGCTCACCGTCCGTCAAGACACACCGGTCGCCATGCTAACACAGTGTC
CTACTAGCTCCTCTTGCTCGCTCGGCTAACAACATGATGGCTAACAATCTCCCCCGCATA
TCTGTCAACTTCGGTCTCCTGAAAATTTGCTCCCTCACATCCAAGGGTAAGATATTGTCC
AAGATATCCTCATTAACCGTGAGCTGGATTTCATGTCCCTGACAGAAACATGACAAAATT
CCCTGGATTTTACTCCACTGAATGAAGCCACTCCGCCGGGGTTTTTCCGTGGGCCAAC
>CL591Contig3
TTCTAGTACAGGCAGGAGACAGATTTGTTTAAAGAGCAGGAGTAGAAAATCACAATGTGT



CACAGTTGGGCAGCAGTCACAACATTTTCAGAAAGTTTGAAGTTCCAGATATTTGTGTCC
AAATTCCTCTTCCAAAAAGAGGAAGACGCAAGAAGAGATATTTTGAAATCAGCCATCGAT
GAATGGGTGTGAGATGCACAGATTCAGTTTTTTGTACAGTCTGGAAATGCTTCAAGAATC
CTCCTCGACAGATAGATGGAAAACAATGTTTTAGTCTTGCTGACAATAGAGGCCAAGGAT
AAGTTCTTCCTTTCACAACGACGTCTGAAGGATGGATGGATGGATGGATGGATAGATGGA
TGGATGGAGAGTTTAGAAAGTAGATTGAGGTGAGCAGTCAGTCCGGGTGTTTGCCACAGA
CCCATCGGAGCTGAGGCTGATCCCTGAGGTCAGCAGGCTCTGAAGCAGAGAACCAGCTGC
ACTGGCAGGCATACGCTCTCTGCCCTCTCTTCTTCTTCAGCTTCTTCCTGAGCTTCTGAC
AGTCCGGCATGTTGTTTCTGAGAAACAGATAATCACAGGACTGATCCCACTCGCAGTCAT
CAAACATCACCACCCGGAAGTCACAAGATACACATCTCAGCTGGTCACATGACCTTTTAG
ATGTGGCTGTTCCGACACCATTTGTGACCGAGCTCCCGCCAACAAAGACAGGACAACATT
TTCTTCTCCCAATTTGAAATGAGAGCTTGTTCTCTGCTTGTGTTTCTTTGGGGCGATTCT
GTTGAGACTTTGATTGAGGGGAATAAGTGTCTTTGTCTTCTAGCAGTTCTTCCAGAAGCG
CATCAATATCTTCAGAGATGTCACTTTCAGGTTGATTTGGTTTTGTTATAATACTATTTT
TGCCTTGTCCATCGTTGACACTCCGCCGAGTGTGGCTGGAGTTTGACGGATCTGAAGACT
CCACAGAAACGTTGCAACAAAACTTTTTTTCAACTTCATCAAGCAGCTTATCAAAATCCT
GATCAGCATCAAACATTGTAACCTGCTTGTGCTGCTCCGTTAGCGTTCCCCCGGCCAT
>CL592Contig1
ATTTGAATCCCACAGTTTGAATGCAGTTTCCGTGTTTGTGATCGTCACAGAGAGTATTTA
ACGGTTTCAGTCAGAAGGGTCCAAACACAAACCAGAGACACGTCCACTAAGCACCAACTG
CTTTTATTGAAGCTTCATTTCACTTTAAAACTGGAACAAGTGGAAGTTCTCATCAACCTG
ATTTGATTTTGTCCCTTTTACAACAGAGTGGATGCAGTGCCGACGACAGAAGTCTAAGCT
TCGCCTCGTTTCTCAGATTAGATGAATATGCGACGTTGTGACGTAAAACACAGCTGATCA
CAACACGGCTGCAGTGCTCTGTGTTGACATGAGGCATCGAGTCTGTGGATGTTCGCACAA
AGTGAACTCTACTCTTCAGATGCCTCCTTCTTGCTGGTCTCTTGCCCCTCAAAGATGGGA
AACTTGCTCTCCACTTCTGCCCAGGTCATCGTGCCGCTGGCCAAATCTCGAACTATTACA
GGAAGCTCGCTGACCTCAGCTCGTATTTGCCTCATCGAATCCCGGTCCCTCAGAGTGGCC
GTGTGGGGGGTCTTGTTCACGGTGTCAAAGTCGATGGTGATACCAAAAGCCACGCCAATC
TCATCTGTCCTGGCGTAGCGCCTTCCAATGGAGCCAGATGAGTCATCCACCTTATGGGAC
ACCCCATTTTTGGTCATTGCCTCGGATAATTCCCTCACAAAGGGCATAAATTCCGGATTT
GGGCTGAGAGGTAGAACCGAACATTTGTACGGAGCTACAGTAGCAGGAAAGCTAAAGTAC
GTTCTCTGCTCATCTCCTTCTCTGATGTGGAATGTATGCTCAAAGATGGTGTACATGATC
CTGCCGATGCCGAAGGACGGCTCGATGACGTTGGGAACAACTTCCTCCACATGCAGAGTC
TTCTGCTGCCGCCTCACGCTCACCATGTCCTTTGTGAGTTTGAACGTCTTTCCTTCCGTC
TCAATGTTGAACTCTCCGGTTTCATTCAGCAGCTGCTCCTGCTCAGTGATGAAGCATTCG
TCACACACAGCGAGATACTCCATAACCAGCTTGGCGTCCTTCTTGTACATCTTCCCGATG
GCTCCTTTGTTAGGCTCAAACTGAACAACATTTACAGTTTTGGGTTCTTTAAGAAGCTTC
TCAGCAACCAGAGGGACCTTTGTGGCTCGCGCGTGACACTTCAAATCATAACATGAGCGG
TCAGCACAGCCCACGATTTCAATCCAGCCATATGAGGTTTTGGTTTCAGCGTCCCAGCAG
TCGCAGGCGTAGTGAGCCATCTCATTGTCCATGTGCTGTCTGAAACGCAACTTGTCTTTG
GCAACGCCGACTTTAGTCAGGTAGAGGTAGATCCTCCCAATAAAATATCCCAAGACTGAA
TTATTGATCACTCCCTGCTCCACCGCATCCCCCAGCCTCATCATCTGTGCAGACTGACCA
CTAGTCTGAGCTTTGGAGGAGTACAAGGTGATTTCCAGGTCAGCTACATTAGAGAACTTC
GGATGGACCTTTTCACTGGGGTCAACAAAGTGCTCGATCTCAGCCATGGTGAACTCTCGA
ACACGAATGAGTCCGGCACGAGGTGAGATTTCATTCCTGAAAGAGTTTCCTATTTGAGCA
GCAGCAAACGGCAGTTTTCCCTGGTTGAACTCCAGGAGACGCTTGAAGTTGAGGAATATT
CCCTGAGCAGTTTCAGGCCTCAAATAGCCTGGCATATTCCCCCCTGGACCAATGGACGTC
TGAAACATCAGGTTAAAGGAGATGGGAGCTGTGAGGTCATTTCCTGTGGTGGGTGACTTG
ACGTTGTATTTTACAAAGAGGTCAGCAAGTTCTTGTTGGGAGTAATTGTCCAACTGAACA
ATGACGCTCTCCATCTCTGCTTTCTTATCCGCTGAGCACTTTTTATCTGACATCAACTTT
TGGAGAAAAGCTTTAAGGAGATGGTCAGCTCTGAAGCATTCGCCATTCTTTACGTCTTTA
ACCATGTAGTCTGCAAATTTTTCCACATGCCCTGAGGTCTTGAGGACGGGTTCAGGCGTC
AGCATGGTGCAGTCAATTTCCAGAATTTGCTCCTCCTGAAAAGAAATAATGCCTCCAGGC
CTGCAAGATGTTATTCTTCAGGGCACAGCCCACAGGACCGAAGTCATAGAGGCCACTCAC
ACCTCCATAGATCGCGAAGGCCTGATCGTAGAAGAAACGCCTCTTGAGGGTATCTTCCAT
CTTGGATCTGTCTGGGATGTCATCTTTGGGAAACAATGACAGTTCCTTCGTCTCCAGGGC
CTTCTTTCTGGCCTTCAACTCAGCCACGGCTCTAGTAACATCCACGTCTGGAGCTCCGTT
CTGTTTCAGCTGACGCACCAGGTCCCCCTGTTCCTTGACTGCAAGCCTCAAAGGAGCGAG
AATCTCTTCTATGTTTCCGTCCATCATGGTTTGTCCTTTCACCTCCAGCCAAGCGCGGGG
GTTGGTCTTTTAAAAAAACAGACCGACCTTGAAAACGGCCTGGTTCTGGGCGGGAAACTG
GGCAAATGCCGAACCGAGCTGACCGTCGCCACCAGGCAGAAAGTGGGAATCACAGCGGTG
GTCCTCAGCAGTGCTGATGCTTCGCTGCGGAGAAGCATGAAGCTCAGGAGAATGATGAAA
TCCACCGAAAAAGCCCC
>CL593Contig1



GCCTACTGGAAGGAAGAGGAGCGGCACCCCAAACCAGGAGGACGAAGAGCCGCTGCTCTT
TCCACACAATGTCCCTCAGAGCGGCTACGCGCGTGACCCGCAGCCTTTCAGGTCTTCTCC
CCCGCTGGGGCCATGGCCAAGCGCCTCCCCTCCTCTTCAGCCAGCAGAGAAACAACTCCA
CCTCTCCAAAGATCAGGGTGGAGTTCAACCCCACCTCAGGCGTGGCCGTGATGCACATGC
AGAGTCCTCCGGTCAACAGTCTCAGCCTGGATTTCCTCACAGAGTTCTGCATCGGCCTGG
AGAAGCTGGAGATGGATAAGGGCTGCCGAGGCCTCATCATCACCTCCAGCCAGCCGAAGG
TCTTCTCCGCCGGCCTGGACATCCTGGAGATGTACGGGAAGAGTCCGGAGCGCTGCGGAG
AGTTCTGGAAGGCCGTGCAGGAGATGTGGCTGAAGTTGTACGGCTCCGACATGATCACCA
TAGCGGCGATCAATGGCTCCAGTCCTGCAGGGGGCTGTTTAATGGCTCTGACCTGCGACT
ACAGGATCATGGCAGATCAGCCTCGCTACACCATCGGTCTGAATGAGACGCTGCTCGGCA
TCGTCGCGCCGTTTTGGTTCAAAGACACCATGGCCAACACGGTGGGCCACAGGACCACGG
AGATGGCGCTGCAGCTCGGACTGCTCTACGACCCCTCGGAGGCCCTGAACGTTGGGCTGG
TGGACCAGCTGGTTCCTGAAGATCAGATCCTCAGCGCCGCCACACAGACCATGACCAAGT
GGCTGGCTATCCCAGACCACGCCCGGCAGATCACCAAGTCCATGATGAGGAAGCCCACCA
TCGACAGGCTGACGTCCAACAGAGAAGCTGACATCCAGAACTTTGTCAACTTCATCACCA
AGGACTCCATCCAGAAATCTCTGCGCGCGTATCTGGAGATTCTCAAAAAGAAGAAGACTT
AGAGGGAACTCTGAACTCCGCGTTTTCTTCTCGTCCGGAGGTCTTTGAATGCAGCACTTA
GCATCTACGTTCATCAGGCAGCATCAGTGACATCCATTTGGGTGAACATGTTTGTTGTCT
GCCTTTACTGCAGCTTAGTCCAGAGATGTTTGTGAAAGTCAACAGTTTAAGTGCCTGTTT
TCACTGGACTTTGACCACCTGGTTGTAAGTCTGACCTGT
>CL594Contig1
GGCACGAGGGGCGGCTGTCGGCGGTGTTTGTGGCCGCCCTCCTCGCCTCGCCGCGGTCCT
CCTCCGCGGACACGTACGTGCTGAGCGACGACGGGGGGCTGGGGAGGGACTTCGACGGGA
TCGGGGGTCTGAGCGGCGGAGGGGCCACCTCCCGGTTACTGGTGAACTACCCGGAGCCGC
ACCGCAGCCAGATCCTCGATTACCTGTTCAAGCCAAACTTTGGGGCATCTCTGCACATAC
TGAAGGTGGAGATTGGAGGAGACGGACAAACCACCGATGGAACCGAGCCGTCACACATGC
ACTATGAGGACGATGAGAACTACTTCAGAGGATACGAGTGGTGGCTGATGAAGGAGGCCA
AAAAGAGGAACCCTGACATAGTTCTGACCGCTTTGCCGTGGTCCTTCCCCGGATGGCTGG
GCCACGGAAAAGACTGGCCCTACGACTTCCCTGATGTCACAGCAAACTATGTAGTGAAAT
GGATCCTTGGTGCCAAGAAATACCACGACCTGCACATTCAATATGTCGGGATCTGGAACG
AGAGGAATTTTGACGTCAAGTACATCAAGCTGCTGCGGTACACTTTGGATAAGAGCGGTC
TGGAGGAGGTCAGGATCATAGCCAGCGACAACCTGTGGGAGCCCATAGCTCAATCGCTGC
TGCTTGACCCTGAGCTCAGTGGAGCTGTAGACGTGATAGGGGCTCACTATCCGGGTACAG
TAACGGTCCCACAGGCCCTGAAGACGCTGAAGAAGCTGTGGGCATCAGAGGACTACAGCA
CCTACAACGATGCGATGGGCGCCGGCTGCTGGGCTCGCATCCTCAACCAGAACTACGTCA
ACGGACAAATGACGTCAACCATCTCCTGGAACCTGGTGGCCAGTTACTATGAGGAGCTGC
CGTTCGGCAGATGCGGTTTGATGACGGCTCAGGAGCCCTGGAGCGGAAACTATGTGGTCT
CTCCTCCCATCTGGATCACAGCCCACACCACCCAGTTCACACAGCCAGGATGGACGTACC
TGCGGACTGTGGGACATCTGGCTCAGGGAGGAAGCTACGTCGCCCTGACAGACGGCAAAG
GAAACCTGACAGTTGTCATCGAAACCATGACTCATGATCATTCTGCCTGCATCAGACCTC
CTCTGCCTGCGTTTAACCTGACGTCTCAGACTGCAACTTTCAACCTGCGAGGATCCTTTG
CTTCCATAAAGGAGCTCCAGGTGTGGCGATCGCAGTTCAACTTCAAGACACAGAAGCCGT
CCTTCTTTGAGAAGCTGACTGCGGTGAAGCTGGTAAACGGGTCGTTCACCCTGGATCTGG
CTGAAGATGAGGTTTACACACTGACCACCGTCACCACAGGGAGAAAAGGCAGCTACGCTG
ACCCGCCGCCCTCAGCTCGCTTCCCTAAAGCCTACAAGGACAACTTTGATGTTCAAGACC
CTCCGTTCTCTGAGGCTCCAAACTTTGCTGACCAGACTGGCGTGTTTGAGTACTTTGTGA
ACACCACTGACCCCGGACCGCACGTGTTCACCATGCGGCAGGTCGTCACTCAGAGACCCG
TCACCTGGACAGCCGATGCCGACCAGACCATCAGCGTCATCGGAGACTATAAGTGGCAGA
ATCTGAGTGTCACATGTGACGTCTTCATGGAGAATGTTAAAAACGGTGGCATATTTGTGG
CAGCCAGAGTTAGTAAAGGAGGCCAGGACGTGCGGCGTGCCAAAGGCGTCTTCTTCTGGG
TTTTTGTTAATGGCACCTACAAAGTGACCTCAGATATTGGTGGGCAGGCGGTGCTCGCAG
AGGGGAAGTCCGGGACTGAGGCATTTACCTGGTACACATTATCCCTGACTGTGGAGGGCC
AGAAAGCCACCGGGATGCTGAACGGAAAGGTGCTTTGGACCAATAGCGTGCAGCTGCAGC
CGCCGAACGGCTGGGCGGCCATCGGAACCGCCTCCTTTGAGCTGGCCCAGTTTGACAACT
TCTCTGTGGTGGCGGAGTGATGAGGTCACATGATGAATACTTGACCTCTCTGAACATTTG
TTGGGGGAGGGGGTCTTAAAGAAGCAGGATGTCACCACTCTTCTGGCTTACAGGAAATGA
TTTTTGCACTGTGTTTTTTTAAGGGTTTGCTGCTTTTTTAAGATGAATGTGATGAAAAGG
TGATGATAA
>CL594Contig2
TTCGGCACGAGGGTCAGGATGTGCTGGCGGCTGTCGGCGGTGTTTGTGGCCGCCCTCCTC
GCCTCGCCGCGGTCCTCCTCCGCGGACACGTACGTGCTGAGCGACGACGGGGGGCTGGGG
AGGGACTTCGACGGGATCGGGGGTCTGAGCGGCGGAGGGGCCACCTCCCGGTTACTGGTG
AACTACCCGGAGCCGCACCGCAGCCAGATCCTCGATTACCTGTTCAAGCCAAACTTTGGG
GCATCTCTGCACATACTGAAGGTGGAGATTGGAGGAGACGGACAAACCACCGATGGAACC



GAGCCGTCACACATGCACTATGAGGACGATGAGAACTACTTCAGAGGATACGAGTGGTGG
CTGATGAAGGAGGCCAAAAAGAGGAACCCTGACATAGTTCTGACCGCTTTGCCGTGGTCC
TTCCCCGGATGGCTGGGCCACGGAAAAGACTGGCCCTACGACTTCCCTGATGTCACAGCA
AACTATGTAGTGAAATGGATCCTTGGTGCCAAGAAATACCACGACCTGCACATTCAATAT
GTCGGGATCTGGAACGAGAGGAATTTTGACGTCAAGTACATCAAGGTGCTGCGGAACATG
CTGGACAGAGTGGGTCTGAAAGGCGTCGGCATCATCGCTGCAGACGGCGATTGGAGCATC
GCAAAATCTATGATCTCAGACCCGTATCTTTATAACTCTGTCGACGTGATCGGGGCTCAC
TA
>CL595Contig1
ATTCGGCACGAGGCAGCTCTCCGTGTCTCACACAGCAGACCGGTGCACAAATTAGCAAAC
AGACTAGCAAGTGTTCGCCATGCCGGCCCTCCTGAGGACCATCGCCCGCCGCGCTGCCCC
CGTCTTGCGGAGCCCGTTCCCCGTCCTGCGGGCAAACATGTACTCAAAGCCGCCGAAGGA
AAACATCGGCGTGGTTGAAACGAGTGTGGGATTGGGGGTGTTCACCTTGACCATCCTGGG
ACCGTCCGGATGGATCTTGGCCCACCTGGAGGATTACAAGAAGAAGGAATAGAGCGGTCC
GGCATGCGTCAGCCCGGGACCATCATCACCACCATTCAGTTCTGCTACAGAGACAAACTG
GAAGAAGTCTGACTGAGCCCACCCTTTACGTGTGATGGTTCCACTCCGGATCCCACTTCC
AGCTTCATCATCAGTGACTCTGAATCTCTGTTGAACATCTTCCCTCAAAGGAGTTTGTTA
CATAATTAAACTAATGTTTAAGTCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AA
>CL596Contig1
TGGAAGCACAGTGCCAAAAAAATGTGTGTAGCGCACAATTACAATACTTGATAAATTGAT
AAAGTTATAGGTAAAAGTGTCAAACTAAATATCTAGCATAAGGAGTTGTGTTGGAGGACG
TAACGGTAAAGAGGAGGAAGCTGCTGAAGGACGTGAAGGGAGAAGTGCTCTTTTCATTGT
CGTTCGTACACCCTGGTGCAAATCACATCGTCTGCTCTCATGGTCAGAATCAGCTTGCCG
TCACTGGTGATCTCTCGGGTCCAGGACGTTTTGGGTCCGTCTCCTTTCTGCAGAGTCTGC
TCACAGCTGATCTTGTTGTCCGTTTCCCAAACCGGAAAACTCTGAGGGCATTGAAAAGGT
AAAGGAGGGAGAAATGTAGACATGAATGCATGCACAGCTGAATGGGATGTCAATGATGGT
GAGGAGAAACTTAATGAGGGAGTGTCTGATAGAGGGAGTCAAGACAGCTGCAGCAGTGCA
GCAGAGGTGATAAGTTGTGATGCGCTCATCCTGGGTGGCGTGAAGCCCTGGCTGCTTGCT
TGTGTTTGCTTTGGATACGGCCAGACAGAGGCCATCCATGGGATAATGGGGAGAGCAGTG
GGGAGAATTAGGGAGGGACAGAGGGCAGGAAAGGGCAAGACAAGGAAACTGAGATATGTA
CAGGAGTTGAAAAGGACCATTAGAGTGCAGTGTACCACCACAGACCATCACATAAACATA
ATAATGGTCCAGATTTTCTGGTAGATGTCTATATCCACAAGATATAGCTCAAGATGAAGC
TCAGATCTGAGCCTTTTCTCTGTACCGTGCAGGGACGCCCGTCCACAGTGGTCTCGTTGA
ACTCCTGTCCCACTGTGAAGGTGATGTGAGTGGTGCGAACTGTGGTTGACGTCTTAATCG
ACAGCGTCTCCCCATCTTGCGTTATCTCCACTAGTGGCTTGGAGGCCGCCTTCACCGCAA
TCATGCGCAGCATTATGTTCACACCTAAAGCTTTCAAGAGTTCTTCAAAGTTCTCAGAAC
TTTTCATCTCCCAGGTGCCAGAAAAATCAGGGATTTTTCGATCCATATTCGGCTGCAGCA
AGTTAAAGTTTAGGAATTAATAAAATTTAAGAAGTCTAGTCCAGGTCAGACAGGATCAGG
CTGTTGTCCGTGTTAAAATGCTGAAATTTGCCCCTTTGTGTTTGGGTCGCCTGACTTTGC
TCAGCTTCTGCTCTTCTAGGATGAGTGGCCTGCGTCAGCGTGTTTACCGCATCCACTGAG
CGTTTCAAGTGCCTGCTACAAGTTAAGACACTCCCCCGGCCATAATGCCCGGGTTTAACG
GCCCACCCA
>CL596Contig2
GCACTTGAAACGCTCAGTGGATGCGGCAAACACGCTGACGCAGGCCACTCATCCTAGAAG
AGCAGAAGCTGAGCAAAGTCAGGCGACCCAAACCCAAAGGCGCAAATTTCAGCATTTTAA
CACGGACAACAGCCTGATCCTGTCTGATCTGGACCAGACTTCTTAACTTTTATTAATTCA
TAAACTTTAACTTGCTGCAGCTGAATATGGAACGAAAAATCCCTGATTTTTCTGGCACCT
GGGAGATGAAAAGTTCTGAGAACTTTGAAGAACTCTTGAAAGCTTTAGGTGTGAACATAA
TGCTGCGCATGATTGCGGTGAAGGCGGCCTCCAAGCCACTAGTGGAGATCACGCAAGATG
GGGAGACGCTGTCGATTAAGACGTCAACCACAGTTCGCACCACTCACATCACCTTCACAG
TGGGACAGGAGTTCAACGAGACCACTGTGGACGGGCGTCCCTGCACGAGTTTTCCGGTTT
GGGAAACAGACAACAAGATCAGCTGTGAGCAGACTCTGCAGAAAGGAGACGGACCCAAAA
CGTCCTGGACCCGAGAGATCACCAGTGACGGCAAGCTGATTCTGACCATGAGAGCAGACG
ATGTGATTTGCACCAGAGTGTACGAACGACAATGAAAAGAGCACTTCTCCCTTCACGTCC
TTCAGCAGCTTCCTCCTCTTTACCGTTACGTCCTCCAACACAACTCCTTATGCTAGATAT
TTAGTTTGACACTTTTACCTATAACTTTATCAATTTATCAAGTATTGTAATTGTGCGCTA
CACACATTTTTTTGGCACTGTGCTTCCAGAGAGCCTCAACAAATGTTTGTTTCACTGTGT
GCTGGATTTTCTAAGTCGGCAGTTCATGTCTGAGGCTTTGTTTGAGCTACTTGTATGTGA
GTGTTGTGTGGGAGCCGATGAGGTGTGAGTCTAAATTTGTAGATGTGTAAACCAATCTTT
GAGCTCTTCCAGTACCATGTCAGCTTTGATGTGTCCAGCTGACCTCTCTGTTTTTCGTAG
CCACGCCCCTCTGATTTTTCTATCTCATTCTAATATTGTTTATTTATTACTTTACTAGAA
GTGGTTTTTACTTTGTGTCTCTTTTATATGAAATATGACAAAAGGAATGCAACACTTTCT
ATGAGAAAAACAATAAACCACATCTTTAAGTCCACCTCATGTAGCCAAAAAACATTCCAG



AATAACTTTTCCCATACCCTTTATTTTATGATTTGTGTGTAACTATAGCATTTGTTTGCA
TTAGGTTGCTCTGTCTTATTTTAGGCTTCATGTCTGCTGTCTACAACCAGAATAACTTGT
CTGCACTCTCTGAGGCCCCATGTTAGTTTTCAGTCTGTCCATCTCTCCCATCTTCTGTCT
GAAGAGCTTTTCTTTGCCCCATGTCCTCATATTTCTGCAGGTTTCCCAGGTAATATGCAG
GAATATTTAATATTGATCAAACTAAGCAACCTCTGCTGTGAAACCTTTTAAAAATAGGTA
AACGTTATCTGTCNGAACACGTCCAATATAATAAAA
>CL597Contig1
TGCTGATTTTTGAAAATAGAACATAAAACGGCTTCAGTTCTTTTTTTCTCCTTTGCTAAC
TGAATTTTTACCCAGTCTAAAAATGGTTACAATTATGGTTTAAAACTAAGCATATAGTTA
TAAAACTGATGTGACTGACAACTGGAAATAGTCAATACACATTGCAAAAAATGTCCTATT
ATGTTCATTGGACACATGTAAAAGAGTACAGTTGAGTACATAGTCATTTTTTATTTTATT
CTTCTACTTTGCTCTTTTTACTGCTGTTATTCACATCTGTAAATGCTTGACTTGCTAAAT
AGGGAAAACTAAACAAAACTTTCCTACAAAACCTGACTCTTTTTTTAAAAGATAAAACCC
AATCGTTCGGAAAAATCAAAAGGAAAAACCACTATTGTGTGTTGTGCTAACAGGTTTGAA
GCTCAAATGAAGCTTTGCCTGTGCATTTTTAAACTAATAAAGGACAGCTCAGACTAGGAA
TCTCCTAAAAGATCTGAGTAGATAAAAAGCTAAATAAAAATGTGAAGTTGGTGTCCAACA
GTGAGAACTTGGCATGAATTTATGGAACATATAAAATAAATCACCTACAGTAACACTTAA
ACGACATTAAGATGTTTAATATAAACAATTCACAATCTGCGAGTTGAACAATGAGGTTTA
GACATCAGCCATGAACGGGATGAGAAGCAAAAGGAAACTCCATCTTCACGGTGGCCATAG
GTTTGAGCCACCCTCTGTAGGTGTTGAGAGTTTCTTCCAGCCTCAGACATGGTGCGTACG
CTGTCCAGGCTGACAGATGTGGGATTGGGGCGCTAAATCCAGGAACTGAAGAATGGGGAA
TGGAATCATGACAGCGCCTTCATTTCAGCCTTGAATAACCCTGGGCCACGTCCTATTCCT
CGTTTTTGTTCTCGTAGTTGTGTTTAATGTGTTTCCAGAGTTTCCCGCGGTTCATCTGCT
CAAACACTGCGTCACCACCTTGGTCAAACACCCGTTCAAAGAACACTGCTCCAACTATGA
TGGTCACGGCAAACGTCGACGTCCTCCTGAAGAGGAGATTGTAGACCGTCTTTGAGAGCG
CCATGTCGAAGATGCAGTGCGCAGTAGCGCCCCGGCCATA
>CL598Contig1
TTTTTTTTTTTTTTTTTTTTTTTATTACATAAGTTTTATTTACAGACNAATTATTTAAAA
TGCAGAAACAAAATGCAATGCATTAACAGTGTCACAGTTAGCCAGTGTTTGTATATTTTA
AACCATTTAAAAGCTGAGAGAGAAAAAAAACCAAACACACAACACAAAAGCCAAGCATTA
GGAAAAACAAAAAAAACTTGAAAAAAGGATCAAATCCTGTGCGATGAAGACGACCGACAG
CTTCTGACCAGCGCGGCCTGGAGACCGGTCGGCCTTTTTTTTTTTTCCAATGTTCTGACA
TGCAAAAGGTACAAAGTTAAAGTGTAGTGTTGGGAATTGAGTCTAGCGCTGCGATTTACA
CTTCGTAAAAACAATTTTCTAATGTCACTGAGGCTGAGTGATGAGTCACAGTTCCTCACA
GGTCAACCTGAGCAAAGCAATTCTCACGCCGTTCACAGGTCTTAAGGCTACACGGCCCCT
TGGGTGTCGTTCACTCAAATGAAGTCGGGTGTAACACTGAGTTAAGCGTTTGTTAGGAGG
TAGAGGGGATAAACGACCAGATTCCTGTCAGGCGGAAGTGAGGAGTAAAAAGCTAAAAGC
GGAGCGTTTCCCGAGCAGGAGCGCCGGGATTCTCCTGTCTGCATCAATGATGTGGCTGGT
GGTTTCCTGGAGGTTATGTCCACGATTCCCTGAGAGTGAAGAAATGCGCACCCAGAGCAA
AAACACAAATCTCACAACAGCACTTTAAACCCCCCCCCAAAAAAGTCATCCCTGTGACAT
TCCCATTGATTTCTAAGCATCTACTTTGGATCAACCACGGTGGCTCAGAATACTTTTTTT
TTTTTTTGCTAAATGAAGTGAGGATGCTCTGGTGTTGATATGAAAGTTGACTTTTTTTTT
TTTTTTAAATGAACTTCTGCTCACCAAAACCCAAC
>CL598Contig2
TTTTTTTTTTGCTAAATGAAGTGAGGATGCTCTGGTGTTGATATGAAAGTTGACTTTTTT
TTTAAATGAACTTCTGCTCACCAAAACCCAACAACTCTGGCTACAGGAAGAAGAGGAACC
CAGACGAGAATCAACGCAGGCTCTACTTAAAAACAGGGAAAAAAGATTTGTAGGTAAACT
GCTACTCAACAGATAATCACATTAAAACATCAACATTTATAAAAAGTTTGATTTAACAAA
AAGAAAAAAGGGTAAAACCCCTCAGAAATGCTGAGGTTTTATGGTCAACATAAAATTAAA
AAAACAAATATCACCTTTTTCAATTAATAAATACATCATTCAAAAATAACAGAAATAAAT
TAAAAGAGGATCAAGTCATTCCAGAGTTAATGACTCGCAACTGCTATTCCAACCACGGAG
AGGCAGCTCTTTGAGTAACTTTCTTTAACTAAATCCAAACGACTCGAGTCATTTTGCACC
AAAAGCAGCGCAAACCTGCGACGCCCTTTAAAAAAAAAAGATCCTCAAAAAGAAGAAGAA
GTGCTGCCTCTCGCTTCTCTCCTCGTTATTGCTGGTGTGATTGAGATCGGAAGGAGTGAG
GGGACGAACGTTTGGGTGGAGAAAAATACAAAACAAGAAGCACCTTTAGAAATTTCCACC
GTCCACCTCCTTTAGAGCACCGCATCCACCGCCTTCCTGGATTAGAAGAAGCAGCAGCAG
CAGCCACCAACCAGCTGCTCCGCCCCGTTCAAGTCAGCAGACAAAGCAACAGGAAGTGCA
TCGAACGTCAGCAAATGAGGTGCGGATGATCTTGGCATTGAGAAGATGTTTTTTTTTTTT
TTCTTGTCTCCCCAAACAGAAAAAAGGTTGTTTTTTTATGTCTTTTAAGACATCCTGGAT
TTTTGTCCGTGTGGATGTCCGCAGACCCCTCGTTTTGTTCTTAGTGTGCTTATTGTGAAG
CCGTGCGCTTGCTTAATCCGGTACCCTGTCCCCCCTAAGCATGCACAGTGAGCGTGTTTT
ACAACAACTGTTCCTCCGGGCAGTGATCCTCCAACCACAAATACAAAAATCTCTTCTTTT
TCTTTTTTCTTTTCCCTCCTCATCAGAGTCAGGAGTTGTTCTCGACGGTTGGGGAGGCGT
TACACGAAGACGTGGCTGTGTCTGTTGAGTTTTAGGATTTTACCCAGTCTCTGTTTGGCT



GTGGCCATTCCCTTTTTGGGCCGTTTTCCTTTTGTAGCCTGATTGCTGATAGGTGGAGGG
TTGGGGGCGTGTCTCTTGGAAGGGTGCAGGGGTGGAGACATTGAAGGGTCACCATACTGG
TAGCCTGCTTCTGGGCTGGGGAAGCCCTGATTGTCCCAGGCCTCGCTGCTGCTGTTGCCC
TGGCTGTCCATGGTGCCCCCGCCCCCCTGCCGGGCGCACTGGCTGGAGTTGGACCACCAG
GACTCTGGGGTGGAGGCCGGCCTCTCTGGCTTGGAGGTGCACAGCAGTCCAGCCATGGAC
AGCATCCCCTGAATGGCCTCTTCTGTGCTGGGTGAGGTAGGACGTTCTCGCTTGAGTGGT
TTGCAGTTATGCCTGAGTTTCTGGCCAGCCTGGTCCAGCTGTATGGTGTGCCCTGAGCCC
GTCTCCTCTTCCTCCTGGGAGCTCTCTGAATCCTCTTCAGAGGAGGAGGATGATGACGAT
GATGATGACGAAGATGCTTTACACTCTGTGGGAGAGTCGCTGTCCGACTCCACGTCCGAC
GCGCTGGAGTGTCCGGAGACATCTTCCCTGAGATCGGTCTTCACGCTCTCCAGACCCCCG
AGGAGCACGGGTTTCACGTCTGCGCTGTGCTGCTCCGGACTGTCCTGGGTTCTCTCCGAC
TTCACGTCCACACAGCTCTTTGGCGGGCTCTGACCCGCAGATGGCCGCTCCCCCTCCGCC
TTCGAGGGACTGCTGGCCGGCCGCCTTACATCTCTGATGATTCTCCCGTTGACCATCGTG
AGCCGTAGGTGGTTGTCTTCGAGCGACTCTGCAGCGGCGGCTGCTGATGCTGTTGACACC
TTGTTGAGTTTCCCGTGAACCTTGGCACAAAACGCTGCGTCCTCCTCCAGCGGGCCCACC
TCCAGCCTCTTCAGCACCTCCCTGGTGTGCTGCTCCAGGATGTCCAGGTTGGTGGGTACT
TTGGGAGCTTGCTGCTGCTCCCTTAACCGCCGGGCAGCTCGCCTCGCCCGCC
>CL599Contig1
GTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGTCACTTCAGATTTACTACATATATATTC
AAATTATTTACAGTACTTTGTAAAAGAAAAGACTATAAAGCAGCTCACTTTTTCATCTGG
GAGATGTAATACGACATACACAGTGGCTGAACAATCCATTTTCTTCTGAGAAGCGCATAA
AAGAACAAGATAATAATTGAACTTGACATATTTGAGTGACTTGTTTGCTTCTGGTCTTCA
GTTCAATAGTAGAAAGTTCATCCTGATGGTGACTTGATCCACATCTGATGTAAACGTCCG
TCAAGCTTTCTGGGCTCAGGCGCTGGATGAAAGTGAAGCTTAAATTTACTTAAAATGGAC
GTTAAAGTCGTAGGCATCATCTGCACTCGTTGCAGTCAGGTTCACCTCCAGGGCCGATGA
CTCAAACTGCACCATAAGCTTTTTGTTCTGTGATGTTTTCTCAGTTTTCTCCTCAGCATC
ATTTGAGTCCACAGGAGTTTGTTCAGCCTCCTTGTTCTGCTCCTCGCCTGTGTTTGCAGC
ATCCGGTTGCTCTTCAGAAACACTCAGAAGACCAGAGGTCGGGCCTTTAGAGACGAAGCT
TATACTGCTTGCAGGGTTTGGAAATTTAACACCGTTCAGAGTCTCCTCATTTCCTGCTTT
CAATCTCTTCAGATTCCAGCCATTCTGCATTTCAGCGACCACCGAATCCATCAGATACGC
AGGGAGGATGTGCGTCCCAGGAACCTTACAGTGATAGCTCAGCTTTGCCCCAGTCCAATC
AGACAGAAAGGTGGTGGCTGCCTGCTGTGTGTCAGGAACTCCTCCCTTCTGCAGGTAACC
ACGCTTTTTGGCCAGCATGGTCAAAAACTCCAGAGAATTTCTATAATCTGGGACATTATA
CTGCAGCATCACCTGTGTCTTATCACACTGCTTGAGCAGAGTCTGCGCAGCCTCCAGAAC
GCTGTCCTGACCCTCCTCCACCTGCAGGCTCCTTAAGGCCATGGAGCCCGGCGGGTTTGT
CGGGGAAGCCACTATTCCCGGGCTGTCTATGAGCTTCACATTCTTAGAGATGTGCACCTC
TTGCATTGACTTTGTGATGCCCCTCTTGACGCCAGCGTTGCATGCCAGGATCCCCTTCAT
GCTGTTGATGAGGCTGCTTTTGCCCACATTTGGAAAACCAACAATGCCGACTTTAAGTTT
GGCCTCGCTCTGCGTTTTGGAAGCAAAGCTCATCAGCAAATCAGAGAGGCAGGAGCTTCC
AAAGCAGGCGACTCCTCTGGATTTATCCAGGATGTCATTAGAGGCCACTATTCTGCTCTT
TTTGGCTTGCAGAGTTTTGTCCTGAATTAGCGTTGACGCTTTGAAAGCCACCACAGGAAA
TTCCTTCTGTAAAAACCCAATCCACTTCTCCAAGTTTTCTTTAGGCACCAGATCTATCTT
GTTCAGAAGTAAAAGTATCTTCTTGTTGCCCTCCCTTTGCAGCACAGCCTCCTCCAACTG
AGGACATCTGGAACCCTGAGGGTCCCGAGCATCCAGAACTTCTACGATGACATCTGATGC
ATCGATAACCTTGTTCAGCTCAGCACAAAGGAATTGTTTCGAACTCCTGTTTACAGCAGC
CTGTTTTCTTGCAAGTGCATCCTTGCGAGTCTTCTTGGCTTGGGGTCCAGGCTCATTACT
TGCCGCCTCCTCTTTCTTCCTTTTCTTTGCTCGCTCTTCCTTATTTGCTTGACGTTGTCT
TTCCTTTTCTTCTTCAATCTGTAGCTTCCTCTGCTCTGCCTCCCTTAAGACCTCTTCCTT
GAATGGAGCACTGCTGGGAACTCCTAAATCCTTTTTCACTCGTTTACTCACTCCTTTCTT
CTTTGCCTCCTTTCTAAGCTTCCGGTGATGCTCCCGGACTTTTCTCTGTATTTTGTAACG
TTTGGAGCAAGACAGCCGCTTACTTGCTTTCTTTAACTTCGGTCGTTTCATCGTGGAAAG
ACAACCTGCAAACTCAGTTGTGAAGCAGCTGCTTGCACGTGGAAACGGGCGGACGTTCCC
CCGGCCATAATGCCCGGGTTAAACGCGCGCTCAAGCA
>CL600Contig1
GAGGGTCCACACAGCTAGTTTGTCCACCAATGGGTAGTAGTTACATCTAGCCCTTCATCA
GCATCCAGCCAACCGCATCTGGTGCCTGTCGCCCTCCATCTGTGAAAGGCTACCGTCTTC
CATCTTTGAGCGGTTTTTCCACCTAAAGTCGGAGAAAATGGCTGCAATTCCATCAAGTGG
CTCACTCATTGCCACCCATGACTACTACAGAAGACGACTCGGGTCCAGTTCCAGCAGCAG
CTCCTGTGGCAGTTCTGAGTACACCGGGGAGGTTATTCCACACCATCCAGCACTTCCACG
GCAAGACTCAGGGCACTGGTGGACTTCCTTTTTCTTTACAAAACAAAACCCGGCAAATGG
ATCAGACAATCAAAAGACCAGATCCTACACCGTGGCCAACGGTCAGGTGTCCTGCATCGC
CNAGGAAATGGTTTTGAACAGACAGTTGAGCGAAAGCAGCGAAAGCGGAAAAGTTGAACC
AACTACTCCACCACCCGTGTCCTCCTAGACCCGGCTCCATCGCCCCCACCCTCCTGCACC
TTCTTCCCCCACTTTCAGCTTGCCATTCATCACATAGTCCAGCAGTGGAGATGAAG



>CL600Contig2
CGGCACGAGGGAAAGGTCCACACAGCTAGTTTGTCCACCAATGGGTAGTAGTTACATCTA
GCCCTTCATCAGCATCCAGCCAACCGCATCTGGTGCCTGTCGCCCTCCATCTGTGAAAGA
TACTGTGCCTCTGGACTAGTTTGTTTTCCAATCATTTAATAAAAGGCTACCGTCTTCCAT
CTTTGAGCGGTTTTTCCACCTAAAGTCGGAGAAAATGGCTGCAATTCCATCAAGTGGCTC
ACTCATTGCCACCCATGACTACTACAGAAGACGACTCGGGTCCAGTTCCAGCAGCAGCTC
CTGTGGCAGTTCTGAGTACACCGGGGAGGTTATTCCACACCATCCAGCACTTCCACGGCA
AGACTCAGGGCACTGGTGGACTTCCTTTTTCTTTACAAAACAAAACCCGGCAAATGGATC
AGACAATCAAAAGACCAGATCCTACACCGTGGCCAACGGTCAGGTGTCCTGCATCGCCAA
GGAAATGGTTTTGAACAGACAGTTGAGCGAAAGCAGCGAAAGCGGAAAAGTTGAACCAAC
TACTCCACCACCCGTGTCCTCCTAGACCCGGCTCCATCGCCCCCACCCTCCTGCACCTTC
TTCCCCCACTTTCAGCTTGCCATTCATCACATAGTCCAGCAGTGGAGATGAAGATGACGA
TGGCGATGATGAGGGTGTTTTGTTACTTATAGTGAATAGTTCGCATGTCATTTTTGTTTC
GTGTGTTATCTGTATATTATGACCAAAAGTTTTAAAAAATGTAAAAAGTATTTTTTTCAT
GAACTTCTTACTACTTAAAATAACAATAAATAGTGTCTAGTCACGAAAAAAAAAA
>CL601Contig1
TTTTTTTTTTCTAAGTATAAAACAACTGACTTTTATTCTCTTCCACAATTTTCTTACATT
GTCATATTTGTGATGTTTTGCTGACATCTCTTTCTCCATTTGATGTCATGAAACATAGTT
CCTTTTCAAAATGCACACCCTAGTCAGAGAGTTTTGGGACAAATTTGAAACGACAGTGAC
AGATTGACACAAAATAGAAAACCCTGGAGGCTGACCTTCGCAGCATCAAGCCCTCAGTGC
CCCTGTACTCGTGGTTATCAACTTGACTAATACTTTAAGGACCCGCCTTTGTTTGGGGAT
TTGATCAGAGTGGCTGAAAACGATACTGCTAAATATTTCCTTATATACAGGAATTGATAT
TCAGGGGTACAGGGAACTAGCTGAGATTGCTGCAAAGGGTGCCAGATTACATCTATGTCT
CATCTTTTGGGTTTCTATTTGTGTGCAGATTGGCCCTTTGATTGATCCCAGGCTGGTACG
ACACCAAGAACGCTGCCGTCATCAGAAGTTCTTGAGGAATTCTTCTGCAACAATTCGGGC
CCTGGCATTAACGGACAGCTTCATCTCGCTGATCTCCTTGTCAATCTCCTCCATGAAGTG
GATGACAAAGTCCACCAGCTTGTGTTTGTACATCTGCTCCGTGTGGAAGTTGGTAATCAA
GAAACTAATATCATATCCCTCCACTGGCTTCCTTCTCAGAATGAAGAAGTTCTCCGCTCT
CATCATCATGAAGCGCATGAACTTGTGGCAAAGGATCTTCTCGATCTCATCAGCCTGCTT
CACAGCAATGCTGACTCTGACAGAGTTGATGGACCCTTCGATGAACACCTTCTCCTTGTC
GTTACGACTGATCACCACCGGTTGAAGCAGCAACTCCTTGCTGCTCCTGACCTCCACCTC
AGGCTTGTTGTGGCGCTCCACCACCTGAGAGGAGAAATTCTCCAAACAGAGGGCGGCCTG
CAGGGTGGCCCTCACAGCATTCAGGTAGGGGCGCAGAGTCGCTGTCATTTTGAGCAGTAA
AAGACGGAAGTTCCTCTGCCACGCCTGGGACGGCTCT
>CL602Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTGCTGAGGCATAAAGTATTTATTGACAGATGAG
CTCCACCGAAACTGTACTTTGTTGGTACAAAGATGAATATATTCTGTAAAAGTGCTGAAA
TATATTTTCGGATCAAAAAGACTTAGATTTCTCTGTAATTATGCATTTCCAACCATAAAA
CAATGATTCAAAGCTTAAATGTTAGAAGTTAGTAAACTGCAGTCAGATATTCTGTGGATT
AGTAAACATGTTTGTTCTGATAAATGCTTATTCAGACTTTAAATTCAGTTTAATTTTTTC
ATTTTGTCACTATGCCATCAGCAGGTGCTGATAAATCTGCGACTGCAGAGAGGCTAGTCT
GTCATCATGCCGTCGCCCTCTCCTCCTGTGGCATCCGACAAGCTGAGCTCTTCCAGCATC
TCCACCAAAGAGATGCGTGGCGCTCCGTCGTCGTCAGTGTCGCTCTCTACTGGGATTTTT
GCTACATCTCTGTAGATGTTAACATTCCTTCTTAGAGCCTCATCTTCCTCCAAGTCTTCC
AGGAAGTCCTGGTATTGCCTCTCATCATCTGTGTCTGTGCCTTCCCGGTCTCTGCTCATC
TCCTGCAGTTTCCAGTTTCTGCGCCTCACTCTCCTGCTGCGATCATAGCTCTTCTTAATC
AACACCACATCAGGAACATGCTGAGGGTTCATCTTGTTCAGGAATTCATCGTTGATGTTT
GAATTGGCAAAATCATATCCCAAAACCAGGTCTCCGATGTTTAACAGGTGGCCCAGGAAG
GTACGGCAGTGATACTGCTGACTCGTGTCCATCTCTGACGTCTTCTGGACCCACACCTCA
GCCAGGGTGTGCTTGTTGGACCTCACTCCAGCACCAGCACCCAGCTTCTGGTCTCTGATA
ATGTCCATGTCCATCACAATGAACTCTTCAAGTTGCCGCGGGTTACAGAGACTGCTGAAG
GGGTATCTCCAGTAAGTGTTTCCATCCACCTCAGCAATCTGCAGAGTTCTGGGATCAATG
AGATGGATGGTGCTGGTGACACGGACACACACGCAGACTTGACCCATGTTCCCCAGGCTC
TGTGCCAGCCGTGGTGACAAGCACACAACGTTGTCCTTGCACACAGGAACGATTTCTACA
GAGAAGGTGCTCTTATAATTGTAGGTGTTTGAGTGGATGTCGTGGGAGATGAGGCGCTGG
GACGTTTTACACCTGCAGGGAACTGTGCACTGCAGGAAGTCAACCATCTTCTGCGCGTGC
TGCTTGGACCCGTAGTAAAAATCGATGCCCTCATGAATTTCTTTGATGTTGAGGGCATTC
AGGTGGAGTTTATGCTTTAGGATCAACTGCTCTAAATAGTAGAAGGTCTTCTTATGAACA
GTCTTTTGCCTGACTTGAACCACGGCTTTCCAGAAGTCTTTGGCCTCCACGCGGTGGCAG
TCGTCACACATCTGGGACTGGATGACAAACTCCACCACAAAAACCTGCTGCAGGATGGCG
CCGTTCATCACCTCTTTCTGGACAGTCAGCTTCATTTTAATCCTCTTGGAGTGAGGCTCT
GTCCACAGAAAACCAGCATCGATGAGACGCACTCTAGTCATTGAGCTCTTCAGTTTTTTC
AGACAAAGGGCCAGTAACTCCCTGGACTCCAGGGCGCACTGCATCCATGTACCTGGTGGC
TGCAAGTACCGTTCACACTGCTTGCAGAAGTGTACTGTGACCTGCTTGGGGATTCCCTCT



GAGATGTCCACCTGAGTCCGCAAACAGGCTACACACATGTTGGCTGGGTTTGGAGGAATG
GGAACACCACAGGTACAACAGAGGATGTTCCCCTGGCTGCTGCTAGCAGGAGCTTGCATG
TACTCCATGGTGGTAATCCGCCTTGCAGCTCAGTTTAAAACAATGATTTCTGTAGATTGG
TGAACCATTAGGGGCAAGAACAACACAGGTTCCTCCCTCAAACCGTGAAGAAACGTCGTC
CACGTTTTGCCAGCCGTGGACCCCCCGGCCATAATGCCCGGGTTTAAA
>CL603Contig1
TTTTATTTTATTTTTTTCAGGTAGACCACATCATCCCTCTNAGGTCAGTTCAAATTCTTC
AAAGATTCAAATATATACATCAATGTATCTAAAATAAAATACATTTCCTAATCAGTAGTT
ATCTAGGCTAAGTAGATATTCATCATTTTACCTTTTAGCACACACATTATCTGTATGAAA
TCGGTTTCTGAGCACCCTTACTATAATAAAATAAGATGAAATAAAAATAAGTCATTGAAA
AATGCAACCTTTTATAAATCTCCTTTAGTCATTTTATTGAAAGTGGTAGTCTGGTTTGAC
ATTTCTTTGGTCTGAAGCTACAGGAAAAGTCAAATTCTATGACACGCCAGTGTTTATGGC
TCCATTCCAAAGCAAGTTCAGCAATTCACTTCTCTGCAGATTCACATGCAACACAGACCA
GCACAGCTCCATACTGACCTCTGGTGGTTAGAGTTGACATTACCCTGTAAAAGGTGGTTT
TTGTTCATTTATTTCTTCTTGTCTAAAGAGTAGAAAAAAAACTTTTTACATGTAAAAACA
AAGTTTGGCAGCTGACACAATACAAAATGGTGCTTGTGACCTCAGACTGTGTAAGCGTCT
ATAATATTCTGGCTTCCCTGTGCGCATGTTTAACTGTTGAGCTTGTCGGACTCCTCTGTC
TTCACAGTGGTCAACTGATCCTCATGAGACTCTTCTTCTCCGGGCACCTCCCAGTAGAGG
CTGTCCTCAAAGCAGGTGGTGTCCCGAGGAGCACCAAAGATGGGCAGCTTTAGAATAAAA
CCGACAATGAGTCCTCCAAACAGAGCCATGCCCAGAGTCACAGCGAGAGAAATCGCCTGA
ACTCCTCCCTGGTCAGATGCCGTTCGTTTACCGCTGGCTACATCAGGAAACACCTTTTCC
AAACCCTCTCCATAAACCTCCTTGCTTGCTAGAGAAGCAGTGACTGCTCCCACAATGGCA
CCAAGAACACCAGGCATGCCGTGCAGGTTGTGGATACCACAGGTGTCTTGGATCTTCAGT
TTGTTCTCCAAAATGGGTGTGAGGTACTTGAAGCCCAGAACAGAGATGATCCCAGCCAAG
AATCCAACAATCATGGAGCCGAAAGGCGTCAGCATCATTTCACCGGCTGTTCCGGCAGCT
ACTCCACCGGCCAGAGCCGCGTTCTGGATGTGGACCATGTCCAGCTNGCCGTCGTGTGCT
GTGAGGGAAGACATGGCGTACGTGGACAGAGTGCAGGCTGCCAGAGAGTAGTAGGTGTTC
ATGGCCGTGCGGTGCTGAGGGTCTCCATGTTCTGTGACGGCAGAGTTGAAGCTGGGCCAG
AACATCCACAGGTAAAGAGTTCCAATCATGGCAAACAGGTCTGAGTGATACACCGAGCAG
TTCTTGTGTTTGCTCTNGTCTAGGTTGGGTCGGTACAAGATTCGTGTCACCATCAAACCA
AAGTAAGCTCCAAAGGTGTGAATGGTCATGGAGCCTCCAGCGTCTCTGGTTCCCAGAAGG
GTCAGCAAGATGAACTCATTTACGGCAAACAGCGTGACCTCAAACACGGCCATAAACAGC
AGCTGGACGGGGCTGGTTTTACCCAAAACGGCTCCGAATGAAATCAGCACAGAACCGGTG
CAGAAGTCAGCGTTGATCATACTCTCCACCCCGATGTGGATTTTGCCCTCATGTAGTCCA
TGGAAGAAGCCCTGCATCAGCGTGGCCCACTGCAGGGAAAAGGCTGCTATCAGGAAGTTA
AAACCCACACTGCTGAAGCCGTAGCGCTGCAGGAAGGTCATGAGAAAGCCGAAACCGACA
AAGATCATCACATGGACATCCTGGAAGCTTGGATATCTGTAGTAGAAATCATTCTCGATG
TCAGACTTGGATTCAGAATGATTGCCATGATGATGCTTCTTTGCATCTGTGTCTTCATCG
TACTGCACCAGCACGCCAAAGAGGATGATGAGGATGATCTGGAGGATGAAGCAGGTGATC
GGCAGCTTCAGCCGCATGTTGGTCGATGGGTCTGTCATGTTGTCTTCAGAGTGGGATGAG
GAGGGGAGGCTTGATGAAGCTTCTTCTGTGTGAAAGGAAAAATCCACACAGAAAGTTGGA
CACACTCTCTCCAGCAGACACTGTCGTGTGTCCTCAGCGCACAGAGGCTGTGTCCA
>CL604Contig1
TATGTGATTCGGGTAGAGGGCGGGTGAAATTCCGTTCTCTCGGGGTGTCGCGCCCCGGTG
GCCCCGTCGACCGTCTTGTTTTGTTTGTTTGTTTGTGTAAACACGTCGACGTAAAGATGA
TTTAATGATGTTCGGAACCTTTTCGAGGCGGTTCGGGTGTTTCACACGACGGAAGCGTCT
CGGCGAGGATGAGGGATCTTCCTGGCATTGACAGTTTGCTCTTAAAAAAGCTGAAGGTAT
GTTGTGCCAAAGAGGACAGCGTTCTCCCCAGAGAGACGGGCCTGAAGCTGATGGAGTCCA
CTCCTGCAGAGAACTCCAGTGGGGTGTCTGCAAAGTGCCGGGACAGCCGGGTGGAGGAAC
TGTGGGGCCTGACCACTTTCTTTGGCTACAGCACCCAAACCTTTGTCCAAGCTGTCAATT
TGCTTGACAGATTTCTCACCTTGATGAAGGTGCAGCGCAAACACGTCCCCTGCATCGGAG
TCTGCTGTCTTCACATGGCCGCCAAAATGATTGAGGAGGAGGCCGACGTCTCGCCGACCC
ACGAACTCATCCGCATCAGCCAAAGCAGGTTCACGGTGTCGGACCTCAGCCGCATGGAGA
AGATCATCTCGGAGAAACTGTGCCTGGATCCCAAAGCGGTGACGGCCTTGACCTTCCTGC
AGCTTTACCACTCCGCCATCGCCTCCCAGTCTGCCGGCAGGGAGGAGATCCCAAGCATTG
GGAGACTGGAAGCCCAGCTTAAAGCCTGTTTATGCCGGCTTGTTTTCTCTAAAGCAAAAC
CGTCGGTGTTGGCGCTGTCGCTCGTCGCTCAGGAGTTTGAGTCGTTCTCGGTGATGAAGA
CTGTCCAACAGTTTCAAAAGCATCTAAAAATCAGCGACGCTGAGCTGCTCGGATGGAAGG
AGCTGGTGGCCGAGTGCATGAGCGCCTACCACTCCAGCCAATGCAGCAAACCGGACAACA
AAAAGCTGGTTTGGATTGTGTCCAGGAGAACCGCCCAGGGCCTTCAGAGCTGTCACTTCA
GCGTTCCCGCTCTGCCGACCATTCCTGAGAGGAGCTGGAACCAGAGCCAAAGCGAGGACT
CGGGCGAGGACACGAGCTGCTCTGAGGAAAGTCCATGCGGTTCCTTAGGAAGCGACGGCG
AAGGAACCTTCTTCCCCTCCAGCTTCCACCACAGCCGAGACTGATGGGAGTTTTTCCATT
TCCTGGAATTATAACATTTTTAGCAGAGACGTGTGCGTTTTGTGTGCATGTGTTGTGTGT



CATCTTAGGTGTGTAAAAGCGGACTGAAGTGTGGATTGTTGGACATCAAAGGCCCATCTT
CAAAATGTAAAGCAGAATATTTGCGTTACCGCGGCAGCCGGAATGTTTTTATTAAAGTCA
CTTTAAGGTGTTCTTCACACGAAGCACAAGAGGTCAAACACCAGATGCTCCGTAGTTTGT
TTTTTGAAGCCCGTTTTCTATTTACATCTAACAGTATTCTGCATATGGAAAATGTATGTT
CTCACTAACATGACTCACCTGTGCTGCATATGATGGTACTGGACTGTAAATGCATGCAAA
TGTTGAAACATATTCATGTTTATGGTCAAAAACCCCTCTAGAAAAATCAAATAACTTGTA
AAATAATAAAAATGTGTATGTTTGGGATGCTGTTTATCGTGCTTAACAGAAAGTATGTGG
GAAGCTCAAACTTCAAAATAAAAGTCTTTTACATTTAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAANNCCCGGGGNAAAAAAAAAAAAAAAAAAAAAAAAAAACTTG
>CL605Contig1
TTTTTAACAAGTATTTTAATAAGAAACAACAAATTAAATGTTTACAAACTGAGCACATTT
TTAGCTCAAAAAAACATTTTTTTGTAAAAGTTTAAATGAAGATACATTAAACAGAAAATT
TCCAGACAGACTCCAAACACGTGTTTGAAGCATCTTCAGACTTTTGCATGAAAAACATGA
AACAGAAGCACCAAACCACTTAATCCAAAAGCTCAGTTCTGAAAACATAATTTTCAAACT
AAGTTTAAAACTATATAAATTTGGCAATGCTGTTCCTGACTGCAGAAAAACAGAATTGAA
AGCTTCTTTTCTTTTGAGGGCAAGCAAAAACAATACTGTGCTTTGAAGAGGAAAATAAAA
TGACTTAAACACTGTTTCAGTGTATCATCACATCTGCAGCTTCTGTCAGAAGCTCTCAGT
GAATTCTGCAGGCTAACCCACTCTGAGGGGCGGAGCTACAAGGACCACGCCATCTCCTCT
GACGAACAGCATGGGTATGTTACGCTTTGTAGACTTGTAGAGTTCTTCATACGTTTCTTC
ATCAATCTCCACTGTGGTCACAGTCTCTTCCACATCTCCCAGAATCATGTTAAGATGCTG
ATCGTACGCATGGAGGCGGCCGCGAAGCTCGCGGTCATTCCTCATCTTCACGTAGATCCG
CTCATCCAGACTGAGCCTGATTAGATCAAGCGGCTCCTCGACCGTGTTGGTGGATGGTTG
CTGCTCAGCTTCGTCCGCCATACTGTTCGAGCATGCGCGCGTCGATTCCGGTACCCCCGG
CCATAAGGCCCGGG
>CL606Contig1
GAGGAATTCGGACGAGGCCTCGTGCCGAGGGACTCTGGCAGCATGGCTCCCCCAGGAGGG
AAAATAAACAGACCGAAGACGGAGCTCGCGAAGAATCTATTCAAGCGGCGGAGGGTTCAG
ACCCGCGAGAAGAGGAGGAAGCACCGGGTGGTGGGGGCCGTGGTGGACCGGGGGCTCATC
ACGGTGCACCACCTGAAGAAGAGAAGGTCCAGTTCTAGGGCCAACATCACGCTGTCCGGG
AAGAAGAGGAGGAAGCTGCTGAAGCAGCTGCAGCACCTGCAGCAGGAGAAGGCCGCCATG
GACGTGGAAGAAGCCCCCCCTCCCCCCAGGAAGCCAGACTCCTCCTCATCCTCTGCAGGT
CCGAAGAAGAGCAGCAGGAGGAGGAGGAGGAGGAGCGGGCCTGGATCCCAGGGAGACGTG
GAGATGGCGGACGCAGAATGACAACATGAAGAGCGAGCCGGCGTCGGACAGGAAGTGGGA
CGTGTGTGAGGAGAGTACGGAAGCCTGCTTCTGCCAAAAGCAAGGAGGACATTTGTGACC
CGAGACCCGCCTCTGCTGAGAAAGTTCTGCTGGTTCTGGTAGAATTTTAGGAGTTGAACT
CTGAGACTTTTTTGTTGTTTTCTTTTATCAGATTTGGTTGAATCTATGAGAACAGCTTAA
CGGCCTCAAGTCTGATGATGCAGAAAGTTCTGTTCTGGTACTGAAAGTTCTGTTCGGGTC
CTGAAACTTATCAGAGAAGAAGAGCGGTTCCAGGGGTTCTTCAAACTGTCTGTCCGTTTT
CTACGGTTCTGAACAATAAATCTGTTCTGATGGTTCATCAAGTGGTGGAAAAAANAAA
>CL607Contig1
TTTTGATTAGAACGGCTTTATTTTTCACGTTGGCTTGGTGAGCAGCTGGCTGGAGAACTC
GTACAGCTCTCTGTTGACCTTCTTCAGAATCTGGACCTCTTCCTTCAGCTCTGCCACGTG
CACTTTTGTGCTCTCACCATCACCACACACCGACCTGTCAGTGACAGCAGTCATCAGCGT
GTACAGGTGCTCCGCCTTCTGCAGGTACGTCTCCTCCTCCTTCTGTGCGTGGAGCGCCGG
CCGGACGCACACCTCCCCCGCCTCTCCACCCTCGTCCTCGGTGGTGTGCAGGTGGCGGCT
GAAGCGCAGCAGAGGGACGGCCGGCCGGCTGTCCGGCAGGAACATGTTGGCAGGAGCCGG
CATGATGACGGCGTTCGTCACGGGACCTTTATGCGCCAGGCACCGGATGCTTTGTTTGCT
TTGAATGTCCCAGACTCGAACCGTCTCATCATGTGACCCAGAGAGCAGGAGGGTCCCGTC
CATCGACACGGAGAGACATGTTACCATGTTCCCGTGTCCTTTCAGAACCTGGTTTCCTTC
ACTGTCAGACTGAAAGGATCTCTCACGGAGAAGACTCTGACTGCACAGAGACAGCTGGAA
GATATTCCCATCACTTCCGCCACAAAACAGGAAGTACTCGCAGGGGTCACAGGTCACCGA
CATGATCTCCACATCAAACAGGACAGACAGCAGCAGCTCACCAGAAGACAGTTCCCAAAC
TTTGACAGTCTGGTCCAGCGACGCAGTTGCAACTCTGGCCTGAGCTCCCATGCAGCCACA
ATGCAGGTCTGTGATTGGAA
>CL607Contig2
AATGCACTTGTCTGTGTGGCGGATGTGACGTCACGGGCGCGGGCGCCTGCTTGTGGCGGC
GTTGCTTTGTGTGATGGGCGGCATGGCGACTCCTCTGGAGGTGGTGGTGAGCGCGGACGC
CGGCTCGCAGCTGTGGAACCTCACCGTGTTCGACCTTCACAGCGGCTCCAGCCTGCTGTC
GTACCGCGGCGGGAACAGCGCGGCGCGCAGCCTCACGGTGCTCCGCGGGGAGTTCCTGCT
GTCCGCGCAGCTGGGCAAGAACTACATCAACGTGTGGGAGATCCAGAGGAAGGATCAGCT
ACAACAGAAGATCGTCTGTCCAGGTATGGTCACCTGTCTGACTGCCTCGCCGGATGGAGT
GTTCCTCGCTGCTGGAGTTGGGGAGGCTCTGCATCTGTGGGAGGTGTCGACAGGGAAGCT
GCTGTGTGTCCTGAGTCGACACTACCAGGACATTACCTGCATCAAGTTCACCGATGATGG
CAGCCATTTTGTTTCTGGGGGAAAAGACAACCTGGCTCTGGTTTGGAATCTGTGGGGGGT



CATCCAGCTGGACACGAGCCAAACTCCTGAGCCTCGCCACGTCCTGTCCCGTCACTCCCT
TCCAATCACAGACCTGCATTGTGGCTGCATGGGAGCTCAGGCCAGAGTTGCAACTGCGTC
GCTGGACCAGACTGTCAAAGTTTGGGAACTGTCTTCTGGTGAGCTGCTGCTGTCTGTCCT
GTTTGATGTGGAGATCATGTCGGTGACCTGTGACCCCTGCGAGTACTTCCTGTTTTGTGG
CGGAAGTGATGGGAATATCTTCCAGCTGTCTCTGTGCAGTCAGAGTCTTCTCCGTGAGAG
ATCCTTTCAGTCTGACAGTGAAGGAAACCAGGTTCTGAAAGGACACGGGAACATGGTAAC
ATGTCTCTCCATGTCGATGGACGGGACCCTCCTGCTCTCTGGGTCACATGATGAGACGGT
TCGAGTCTGGGACATTCAAAGCAAACAAAGCATCCGGTGCCTGGCGCATAAAGGTCCCGT
GACGAACGCCGTCATCATGCCGGCTCCTGCCAACATGTTCCTGCCGGCGCTCCACGCACA
GAAGGAGGAGGAGACGTACCTGCAGAAGGCGGAGCACCTGTACACGCTGATGACTGCTGT
CACTGACAGGTCGGTGTGTGGTGATGGTGAGAGCACAAAAGTGCACGTGGCAGAGCTGAA
GGAAGAGGTCCAGATTCTGAAGAAGGTCAACAGAGAGCTGTACGAGT
>CL608Contig1
TATTATTTCAAAGAGGGGTTTAGGAAATCATTGCTTATGGATGTCTTACACTTTGTACAC
ACACGTTCACACACAAACAGTGCACCTCAATGAAACTTCACAGTGGCGTTTGAACCGTTT
CCTCACTCAGACTTCTTCTTTGAGCTTCGGCGTCCACAACACTTGCGAACGCCGAACGAG
CAGCATTTCAGAGTCACCCACAGCACGGTGATGACGACGATGGCGAGGACGCCGATGACG
TCCAGGCTGTGGTACTGAAACCAGTTCAGGTCATGTGCAGCCACCCGTAGATGTGTGGCT
CCTTTGTGTCTCATGACAAACTCGGTCCAGAAAGTCGCCAGTTCCAGCGGCTCAATGGGC
CGGTCTAAGTGGATGGAGGACAGAGTCGCCATCCGCTCTTTGTAGCTTTTGTCATAAATG
AGTTTCTTCAGTGCAGCCAGTAGAGTTTCAGTCGTCACGTCCAACATGCTGAGCTTCTCT
GCAACCCCGCGAGCCACCAACCGATGCACGTTATCCCCCTGGTCCCCGAAAAGAGGAAAC
ATCAACATGGGCACCCCGTTGCAGATGCCCTCATAGATTCCATGGGTGCCTCCATGAGTT
ATGAAGACTTTGATTTTGGGATGGGCTAAAAGGTCATTCTGAGGTAGCCAACTCATAACT
TTAACATTTTTGGGCATATCTTCGGGCAGCTCTCCTGTGTATCTCCACAAAACCCTCTGG
GGGATCTGGCGGAATGCATCGAAGAACTGTTTGGCCTTCTCCGCAGGCATTGTGGACACC
ATTGAGCCCAGCGTGAAGACGATGAAGCCGTCGTCTCCTGAGCCGTCCACAAACTCCTGC
AGGTCGGTTGGGAGAGGGGCTTTCTTGGCACAGTTGATTCCACCAATCAACACCATGTTT
GGCATGAGGGGTCTGGGCCATTCAAAAGTGAAATCATATCTGAAGAGCCAGATCGCCCCG
TGGCTCAGGAGATCTTTGTAGGACATGCCACTTTCGATGCGCCTGCTAACCAGATCGTCA
AAGTGCTGGTAAAGCACCGTGCAGACGTAGGACTGCACGTTGTACATGAAGAAGTTCTTC
ACTCTCTGCAGGAAGTTCATTTTGTCTGTGCTCCCGGAGTAAAACACGGGAACAAAAGAA
GGCGGAGAGGGACACTGGTTGGCCTTGTAATCCAGCTCACATGGAAGCCCGCGCAGAAAA
TAAACAGCTGGAATGGAAAACATCTTAGCCAGGACGGAGCCGCAGGGAAGGAAGGGGTCG
GTCAGCATGGCATCGAATCCTTCTCCTCTCAGCCTCTCCATCAGATCCTCGCTGTCCAGC
AGACTCTCACAACCTTTCACCTGCAGGGTGGTAAACTCCACCAAACGCTGCACATTGACA
AACATATCTGTAAACTCTGGGGTCTTGACGAACACCGACTCCCTGAGTTTGTCAAACTTT
CCATTCAGTTCCTCCTGGGTGAAGGGAACTTTGTGGACCTCCGTCTTGTAGTCCTTCGAG
CCTTTGATCAGCAGGCTGCTTTCAGGCACCAGAACTGTGACCTCATGGCCTCTGCGACTG
AGCTCCTTCACCAGAATCTTCATGCTGAGCCAGTGACTTCCATCCACAGGCATGACCAGC
ACCTTCCCCCCCTGAACGGGCCCCAGACTGAGGCAGCACAGCCAAGCCAGCAGCCCTGCT
GTGGGAAACCACCCTCTGACACCCATCGCCTCCTCCTTTCCTGCACTCCAAATTGACTTG
TGGAGAAGCTCCCCGGCCATA
>CL609Contig1
TTTTTTTTTTGAAGGACAAATGTTTTATTTTGCCTTAATTGTTTGTGTGAAGATTTTCAG
GAGAAAACAAGAAAAACCTTTTTCTAAACCAATAGAACAGAAAGGTCTTTAGAGGTGAAG
GCACCTTTCCCCGGAACGTGTTTCTGCATCTTCTCCGGCCCATAAGCGGCTCTCAGGATC
CATAGTTGGCCTCATCGAAGGCTTTTCGGGCTCTCTTCAGCTCCTCGTTCATGGTCAGCA
GGTCTTTGACTCGGGCGAACTTCCGGGGGTCTTTGCGGATCAGGAAAACGATGTCCTCCA
CCTGGACGCGGCCCTGCCGCCCGAAAGACATGGCTTTGTGGGTCATATCCGTGAGGAACT
CGATCACCTGGTCCTCCAGGATGTCCACGGACTCCGTGTAGGGGTTCTGGTCGTCCCCGA
AGCCGTACATCATGCAGCGGAGCTCCTTGGAGAAGAGCCGCTTCCTCCGCCCGTGAGACA
CATCAGCGCCGCCGCTGGCGTCCTCCAGCTCTTCTTCGAAGCCGGGCTCGTCTTCCTCTT
CCGCCATTCTTCGTCTGTTTGGGTCTGACGGTGTGAAAGCAACCCTC
>CL609Contig2
TCGTGAACGCGTCTTCTCGGGTGGAATGGCGGACGAGGAGGATGAGGCCGGCTTTGAGGA
GGAGCTGGAGGACGGCTACGGCGGCGTGGATGTGGGTCACGGGCGGAGGAAGCGGCTTTT
CTCCAAAGAGCTCCGCTGCATGATGATGTACGGCTTCGGGGACGACCAGAACCCCTACAC
GGAGTCCGTGGACATCCTGGAGGACCTGGTGATCGAGTTCATCACGGAGATGACCCACAA
AGCCATGTCTTTTGGGCGGCAGGGCCGCGTCCAGGTGGAGGACATCGTTTTCCTGATCCG
CAAAGACCCCCGGAAGTTCGCCCGAGTCAAAGACCTGCTGACCATGAACGAGGAGCTGAA
GAGAGCCCGCAAAGCCTTCGATGAGGCCAACTATGGATCCTGAGGACCGCAGAGGAGAAC
TGAACTCTGACTGACCCTTTTCTCTTCAGCAAAAATGGAATCACCGTTTTTCGTGTGTGA
CAGTTTATTATTATTTTTTTAAACTTAATGAATCGTATCATACAAATCTACTAATGTAAT



TTTAAGTTCTTACATTATAACTTACATTTGCCTTGGTCTTTATAATAAATTAAAACTTTA
TCTAGATGAGAAATTTCAGAATTAAAGTCAAAAATNGAAGAANAAAAAAA
>CL610Contig1
GGTTTTATGAAGCCTTGGGGATCTTATGGCCCTTTCTGTTTCAACACCAAAGCATCTCCA
CAAGATTAACCTGATGAAGTCTGCAGAGTCTGATGAAGAAACCAACCTCAACTTCTTGCT
AAATATGGCCTTGCAGAAAATAGCTTTCCTTCCTTTTGGCTATCTGGTGGACCTCTGGCG
ATGGGGAGTATTTAGTGAGAAAACCCCTCCAGAGAGGTACAATGCTGACTGGTGGTACCT
CAGAACCAAATATCAAGGAATCTGTCCACCCATCAGACGAACAGAAGAGCAGTTTGATCC
CGGGGCAAAATTCCACATCCCCAACAACACCCCATACATCAGGTATTTTGTCAGCTTCAT
CCTCCAGTTTCAACTCCATGAAAAGTTGTGTGAGGCAGCCAATCACACGGGTCCTTTGCA
CACATGTGACATCTACCGCTCTAAAGAAGCAGGAACCATTCTGAAGAAAATCCTTGAACC
CGGTTCTTCCAGACCTTGGCCTGAACTTCTTCAAGAGACTATTGGCACCAATAAGATCGA
TGCTAGCTCGCTCATGAAATACTTTGACCCTGTCATTAGATGGCTGGAAAAGCAAAATGT
GAATGAGACCTTGGGGTGGCCTGATTTCATGTGGCTCCCACCCACCCCTGAAGACTACCC
AGAAAACATAAAGGCTTAACCTTTGACATGGTTTTGTGTCAAACATTCTGAGTGATGGGG
TTGGGGTTATGTGATGGCTCAAAAATATGTGGACTCAAGTGAGTGTCCGGTTTTTGTGAC
ATCATATGTTAATCACTTTTTCTTTATTGTGTAAGGTGTCTGGGTTGGTAAAGTGTTTTG
GTGAAAGGAATGAAAAGCTTGCATGCCTTTGGGTCAGTAGAACAGGGTCATTACAAGCAT
TTGCTTGATGGTGTGCTGCTGCAAGGTGTGCTGCATGTTTAGCCTTCCTCAGCCCCTAAG
GCTCATGAGCCTGATGGGAAAAATCAGCAGGAATACTCCAAAACTAACTTTTGAGCCGAC
TTTGATTCACCCTCTTTTAGGTCTTTTTTCTTATTTTGATTTATCAGTCTTAGGATAGTG
AGGAACTGTTATAGTGGAACCTGGTTAGAGGGAAAAATTGAGCATTTAAAAAGTAACCTT
AACCAATAAAATAAGTCATTGATCCCCTCTAACTCACCAGTGGAAGCCTAGTATCACATG
AATAGTGGCATACCCAGGTAAAAAAACTAAACATCTGATTTTGGGAAAACATCCTGCAAA
TTTAGAAATTTTTCCTTTATCTGTGCATCTTTAACTGTCCAGAACAAACCAGACTCAAGT
ATGTTCCCTTGCAGCAGGACTCAAGACCAAATCAGGGGTTAGAGCCAGCCTGATAGAAGC
CAGTTTCTGATGTGTAGACAAAAAGGACAGAGCATCTTCAGAACTGCAGCTCTTGTTGGT
CCCTGGTTTGCATAATTCAAAATCTAAAATGATCCAAAAAAGAAGAGTGACCAACTGCAG
ATGGATTCAGGGCCAGCAAAAGCTGAAGGATGTTGAGAGGAAACAGACTGTCCTGTAGAC
TACAATCTAAAAAACTATTGTTGCTTCAAATGCTGATGAAGTTAAAACTGCTGCTGCAAA
TGGAACAGGGAAAAAAAGCTAACATGATATTAAACTATACTGTGCAACGTGTAGTGATGT
TTATTTTACTGCTTTCCTTCTGATAAGTAAAGATGTGATCACTAAAGTGTGGAAATATTA
AGTNCNNCATTATATG
>CL611Contig1
TNCCGCTTCTTTATACGTTTTACAGCGAGTAGGTGTGCAACACCAAACATGCATTTCCAC
GGACGGCTGAACGCTGCAGTAAACAAACAGCAGTGGCTCCGCCTCTAAAATTGGGAGTGT
GAAATATTTACAAACATGCTGGAGTTCGGACAAACGTCGACTCCCCTGAAGGCACCGCGG
TGGAAGATACTGACTCTTTGGCAATGATTAAACTGTCTCCCTTGTTAAAAGCAACATTTG
TCTAAAATGAAAGTGAAATCACGTTTTCCACCTGAAATGACACGACCAGGAAAGTCTGCA
AACATCTAAAAGGCGAGCTCCGCTTTTCCTTAAAAATGGCGTTTCTTCAAGACGTGTCCA
TCAGCTGGCTGTGTTTGTGTGATCCTGCAGCAGAGGGGTCCGCTCGTCTGTCCCAGAGCG
TCGGCTGGAGGCGCCGTCAGCCTCATTTCTCTTCACTTTGTGATGGACCACGGACGCCAC
GACGACGGTGACGAGGCCGAGCGCGATGAGGAGGTACTGCATGTACTCCATGACGGTCGG
GAGGACCACCAGGTTGGTGCGGAACGTGTTGAGGACCGGTCCATCGATGTAGCCGCTCTC
CTCGAACCACAGCAGCGGCATCACCACCTCAGAAATCTTACCAGTTTCAGTGATTCCTGA
AACGCTTTTAATGTAGAGGTTGAGCTGCAGGCGGATGGACACGTTCAGAGGAACGCCCGT
CAGCGGGT
>CL611Contig2
TATTGTTGTTTCCCACAGGGNAGACAAAATGAAAGTCCTGCCTCTGGTCCCAGAATCCAG
TCGATTCTGGAGCTGGAGTCGTCTGGAAGCTGAAAAACGGTGGCGTCCAGATTCAGACTC
AAGGCGGCGCCCTTTACATAGGTCAAAGGTGACGCTCACACGGCTGATACTGGTCCCTAT
ATCTCCAATATGGATCCAGACGTCTGTGGAAGACGCCATTTCAGCGCCGTAGACTTAAAA
ACAGTCATTTTCAAGGAAACAATTGAGTGGGCGGAGCCTCCAGATGAGTCAGAGTCTGAG
CTGAAGGTAGAAGACCCCGAAAGCCCGCCTCCGTATAAAAGACACTCAAACGGGTTTCGT
TTAAACTTCCGCTTCTTTATCGTTTTACAGCGAGTAGGTGTGCAACACCAAACATGCATT
TCCACGGACGGCTGAACGCCGCAGTAAACAAACAGCAGTGGCTCCGCCTCTAAAATTGGG
AGTGTGAAATATTTACAAACATGCTGGAGTTCGGACAAACGTCGACTCCCCTGAAGGCAC
CGCGGCGGAAGATACTGACTCTTTGGCAATGATTTGATGTCTCCCTTGTTAAAAGCAACA
TTTGTCTAAAATGAAAGTGAAATCACGTTTTCCACCTGAAATGACACGACCAGGAAAGTC
TGCAAACATCTAAAAGGCGAGCTCCGCTTTTCCTTAAAAATGGCGTTTCTTCAAGACGTG
TCCATCAGCTGGCTGTGTTTGTGTCGTCCTGCAGCAGAGGGGTCCGCTCGTCTGTCCCAG
AGCGTCGGCTGGAGGCGCCGTCAGCCTCATTTCTCTGCAGCACTCAAACTTTTCTCCCGA
GTGTCATAGCCGTGAGTGCCCTTTACCTGCCCGTGAGCCGAGGCCTTCACTTTGTGATGG
ACCACGGACGCCACGACGACGGTGACGAGGCCGAGCGCGATGAGGAGGTACTGCATGTAC



TCCATGACGGTCGGGAGGACCACCAGGTTGGTGCGGAACGTGTTGAGGACCGGTCCATCG
ATGTAGCCGCTCTCCTCGAACCACAGCAGCGGCATCACCACCTCAGAAATCTTACCAGTT
TCAGTGATTCCTGAAACGCTTTTAATGTAGAGGTTGAGCTGCAGGCGGATGGACACGTTC
AGAGGAACGCCCGTCAGCGGGTGGATGTCGATGAAGAGGCCGTGTTCCTCCTCGGTGGGA
TTCAGACCCAGCACGTAGTCCTGCAGCACTGGGTCGGCGTTGAAGAAGTGGGGATGGGAG
ATGAAGACCGGAGAGTTGTGGCGGCAGCTGCTGACGTTCAGAAGACCCGACTGCCTGCAG
GGGCAGAACCCCTGGTTGGGCTCGTACTGCGACCCGTTGGCAAACATGGTCCTTGGCGCC
ACGAACCTATACAGGGGGATCCCCAGCATCTCGCCTGTGCGCTGGTAAACCAGCTCCAAG
GATCTGCAGGCGTCGGGGCTGTAGAAGGGTAAGGTGCTCTCTTTGGTCATGAAGGGAGGC
CACATCTGTCCGGCTGTGCCGTTGATCATGTTGCACTGGGGGGTCCTCCAGTAGCTCAGC
TGGGTCAAACCGTTCCAGGAGTCGACTCTGTGGACCTTCCTGATGTCGTCTTTCCCCGTG
TTGATGGTGAACAGGCCGGTGTTGGAGTTATTGAACTCGGCGAAGAGTCCAAACTTCCCG
GAGGAGGGAAGCATGCCGGGCAAGTACTGGTTTAGGAAGTCCACCAGTTTGCTGTCATAG
CCCCACATCAGCTCCCCCACCGTCTTGGTCAGGAAGGGACCCTCTTTGAAGGTCTTGAAG
GTGGCGCTGATCAGCAGACGCAGGGCGTAGGGCAGGTTCTCCATCATCACGGCGGCACTC
AGAACCAGCATGTTGGGAACCGTGACCAGGTCAGACTCGTTCCCCACAGACATGGACGGC
TCGAAGTAGTAGGTCCGGTATTCTCTGTAGGACACTGTGTAGTTGGGGTGAAACGTGATG
TTCTCTTTCTGGCAGCGCTTCCTGTACACATAGGGGCCCCTCTGCTCCACCATGGGCTTC
TCTCCTTTCAGGACCTCCTCAGGGTTCAGGACGTTGAAGAAGTAGACAGACATGAAGAAG
GGCACGGGCAGGTCCTTCCACATGGTGTAGGACATGTCGTTCTTCGGGTCGATCATCGTG
TTCTTCCCGACCTGGTACCTCATCATAGCCGGTCCCGTGAAGGCAGAAATAAGTCCGAAC
GTCAGCGTCACGGCCCCCGCCGCCACAAAGCCGATGGCTACTTTGGCTTTATCGATGGCC
ATGGTCAGAAAAACCAAAGATGTGACGGACAGAGCTGCTGAAGACCAGCAGAGACCCTGT
AGGCC
>CL612Contig1
GTTGAAGGAGCGCAGCTGTCCGCGTGCCGAAGAGCCAAACCCACCAGGCCAAACCGCAGT
GATGGCGTCCCGTTTCCTGACCTACTCCGTGCTCCTTCAGAAGTACCGGACACCGCTGCT
CGTGGCGAGCTGCGGCGGACTCTTTGCCGCCAACATGTTCTACCACGTTTGTCCAGACCT
GTCCGACAAACTGGAAAGGCTTTTTCAGGAGGTGCTGACGGACTGCCGGGTCAAATCCCC
CAGCAGCTTCTCTGCCTTCGCCTCCTTCGGGTTCCACCCCGTTGGCGCCGGAGTCCCGTG
GCTTCCTGCGGGGGTCCAGATTGGCATCCCAGCTAACTTCAACAGCACCGCCGCCGACCT
GAGCGGAATAACCAACCGGAACATTTTTATCAACGGCAAAACGGTGGACTGGACCACCAA
GACTGGTTCCGCCTTAAAGGAGGCGCTGGTGTTCTCCCCGGAGGCGCAGAAGTTCGCCAT
CGCGCGAGAGGTGGTCCGGCTGCAGTCCGGGGGCCCCGTTTTAAACGCAGCGGTGGCCCC
GCTGTGTCTGGGCGGGGTGTGGGTGTACAGCGTCCTGCTCAAACAGGTGTTCGGGCTGCA
CGCCGGCTCCGCCCTGCTCCGGGGCGTGGCCAACATGGTGGCACTGAGCATTGGCGCCGT
TTCCTACTTCCTCACCTCAGACGCCGTCAGCCAGTGGACGGACTACGCCTCAGACCGGCA
CGCGGCGCGGGTGTCTCCACAGTACGCCAAAGGGGGGGTGGAGTTTTACGACAAAATCTT
GTCCAGAAATAAGACCCTGCGCTCCCTGATGGGCCGCAAAGGCGAGGAGATGTACGCGCC
CAGTGGGAACCTGTTTCCCGCCCACATCCTCCAGCTGAAGCACACGCCGTACACGTCCAG
GAGGGAGGGGCTTCTGGCTCTGCTGAAGGAGGACAAAGTGTGAAGTGTTGAAATCAGAAG
TG
>CL612Contig2
AAGTAGGAAACGGCGNCAATGNTCAGTGCCACCATGTTGGCCACGCCCCGGAGCAGGGCG
GAGCCGGCGTGCAGCCCGAACACCTGTTTGAGCAGGACGCTGTACACCCACACCCCGCCC
AGACACAGCGGGGCCACCGCTGCGTTTAAAACGGGGCCCCCGGACTGCAGCCGGACCACC
TCTCGCGCGATGGCGAACTTCTGCGCCTCCGGGGAGAACACCAGCGCCTCCTTTAAGGCG
GAACCAGTCTTGGTGGTCCAGTCCACCGTTTTGCCGTTGATAAAAATGTTCCGGTTGGTT
ATTCCGCTCAGGTCGGCGGCGGTGCTGTTGAAGTTAGCTGGGATGCCAATCTGGACCCCC
GCAGGAAGCCACGGGACTCCGGCGCCAACGGGGTGGAACCCGAAGGAGGCGAAGGCAGAG
AAGCTGCTGGGGGATTTGACCCGGCAGTCCGTCAGCACCTCCTGAAAAAGCCTTTCCAGT
TTGTCGGACAGCTCCACCGGCGCCCCCTTGTGCCAGGCCTGGTAGAGCTGCCGGTAGGAC
AGGTCTGGACAAACGTGGTAGAACATGTTGGCGGCAAAGAGTCCGCCGCAGCTCGCCACG
AGCAGCGGTGTCCGGTACTTCTGAAGGAGCACGGAGTAGGTCAGGAAACGGGACGCCATC
ACTGCGGTTTGGCCTGGTGGGTTTGGCTCTTCGGCACGCGGACAGCTGCGCTCCTTCAAA
ACATCTTACATGACAGATGAAGGTTACCGCAAAGCAGCTCT
>CL613Contig1
ATCACAGAAGCATTTCAAATTGAACCTGGACTGACGCTTCCCCTAATGTGGTCAAACAAA
ACCGACAGGGAGCAGTCTAGAAAGAAAAAAAAAGTATAAAATTACAACCAAGTGTTGACA
TTTATACACTATTTTTGGCATTTTAAGCCTATAAACCCAAAACATTGAACTAGTTGCAAT
GTATGAAACTGTTTTAAACAAGCAGGCTAATATTTAAAAACACAGACCAATAGATGCCTG
CAGATTATTTATAGGTGGAAACTTACAATACAAAAAGCAAAAACAGCTAAGAAAAAAAAG
GGAAAATAAACATTTATGGTGAATATGATGCCAATTTATTACACAAAGCCATCTAGCTTG
AAGCATTTGCTTCAATGACATTTCCATGACTTCGTACAAATGTATTTACACAAACTGAAG



GTGTCAAACTATCGACGAGAAGGCATTAGAAGCTGTTTTGCCGTTACAGAGTCTGGGAAA
AGGTTGTGGTAGGTTGGTAAAGGAACATAGGCAGCGGTTATCATCTTGCGTGCAAACCAA
CGTCCGTGAAGTGCGTTTACTGTTGCCATTGCTGCAGGTATTGAGGGACACTTGACATAT
ACATTGCCCTGGGGTGAGTTCTTGTCAACATAGATGTGAACAACTCCTCCATGCTTGTTG
CACTCCTCAATTACATCATCTTGAATTTCTGAGGCCCAGGCAGGATCATTCTCAGCTTGT
GGGTCAAACAAGTTGGACAACTGAAGGCAGTGAGTGGCCAGTGGCTGTGATGGGAGGTTC
AAGGCTTGACTTGGAGCCGGAGTTGGAATTGCTGGAGCAGCCATGTTCCCAAAGGGTATG
GACCCGGTCATCTGGAGAGCCTGCTGGGCTGCAGGGGGTATCTTCAAGCCAGTTCCTTCT
GCTAGTCGAGCCATCAGCTGTAAACGGCCTGTTGTGCCGAGGTCGATTCCAGTCCTCTCT
AGTTCATCGTTATCCAGGAACGAGCTAGCTGTTGAGGAGTCGGAGCGCTCTGTAACGTGC
CCCACCTTCATGGGACGGCCAGCCAGCTCAAAGCCATTCAGCTGCTCCAGAGCCTTTTTT
GCACATTCAGCATCTGCAAACGATATGAAGCCATAGCCTTTGGATCTTCCTGTTTCGCTG
TCCATCATGAGCTGGATTCCTTCAATCTTTCCAAAAGGCTCAAAGATTCCTCGCAGCATT
TCTTCAGTGATGTTAAAGTGCAGTGATCCAACATACAGTCGCATTGGACCTGCACTGCCC
TTCTGCAGATTGTTGGCCGCAGCTGCAGCTCTGTTTTTCTCTGCCTGAGATGCCTGGACA
ATGATGGGAACTCCCAACAGCCTCTGACCCGTCAGCCCGATTGCCAGCGGTACAGACGAC
GTCTCCACAAATTCTATGTATGCAATGCCCTTGGATCTCCGGGAGTTTCTGTCAGAGATT
ATTCTCACATCTCTTACTTTGCCGACAGCGGAGAAAAAATCTTCCAGGTCTCGAGCTCTG
ATTCTCGCAGCCAGCTGCATGCAGAAGACGGTGCGAGCATCTCTCTCCTCGGGTGTTAAA
TTGTCAATGGGTTGCCTGACAGGACTTCTCTCTTTTTTAGGAGGGCTTCGACTTTTGGTC
CGTTTCCGCACCGGGCTCTTCCGTGCTTTGTAACGTCCAGTACGATCCTTGCTCCGGGAT
CGGCTGCGATGATGCTCCTTGCTGCGACTTTGCTTTCTTTCTCGACTTCGGCTTCTCTTC
TTACTCTTTTTTCTGTCTTTGCTTCGGCTTCTACTTTTCTTCTTCCTTGAGCCTGGGCTC
CGACTTCTGCTGCGACTTTTCCTCTTCTTCTTGTTGTGATCATCATGTCCATTTGCATGA
GAGGACTTGTTCTCGTCCTTTCTATATGGAGCTTCCAGCATGGCCTCAACATCAAAGTCG
TCAGCCATAATGACCCGTCAAAAGCTGATCAAACGACGTCACAAATCCAAAATATCACGG
CCACCGTGTAGTTAGAGGTATTCGGGGTGCTGCGTGCCTCTGAAGAAAACACAAAGCTTG
GGAAAAGTAAGTTTTTGATGTTATGCAACCCTTTGATACACCCCACCAGTAAGACGCGGG
CCAGTGTTCTTCTTCCGCTCCGATCCGCGTCTTCCTCTGCAGTTTTTCTCTGCGTGCCCC
CGGCCATA
>CL614Contig1
TCGGCACGAGGCCAGAACCGAGCGTTATCAGTGAAACCAGGATGGCAGACGAGGCCACGC
GCAAGGCTGTGTCACAGATCCCACTTCTCAAGACCCACGCGGGCCCGCGGGATCGCGCGC
TGTGGCCCCAGCGCCTGAAGGAAGAGTACCAGGCTCTGATTCGGTTCGTGGAGCAAAACA
AAGCCGCCGACAACGACTGGTTCCGGCTCGAGTCCAACGCGGACGGCACGCGTTGGACCG
GCACGTGCTGGTTCGTGCACGAGCTGCTGCGGTACGAGTTCCGGTTAGAGTTCGACATCC
CGGTGACGTACCCGGAAACGGCTCCGGAGCTGGCCATTCCGGAGCTGGACGGGAAGACGG
CAAAGATGTACCGGGGCGGCCGGATATGCCTCACCGAACACTTCGCCCCGCTCTGGGCGC
GGAACGCGCCGCGCTTCGGGCTCGCGCACCTCATGGCGCTTGGGCTCGGCCCGTGGCTCG
CGGTGGAGGTTCCGGACCTAATCAGCAAAGGGCTCGTGGCCCACAAGGAGCGGCCGCGAG
AGGCGGCAGAGTGACGTCACAGAGGCTCTTCAAAATAAAACTTCCATTTCCACAGCTGGT
GTTTGGGTTCTGTTAACGGACGCTCTGCAGGTCATCCGTGAACCCGAGCCCACAGAACCG
AGAAGAAGAAAGTCCAGAAACAAACCACGAAGAAAAGGAGGCACTGAGGAGACTCACCTG
TTCCTCTGTGGTTTATTGGCAGACAGGTGATTGTTGCTTTGCGCCACGGCCCAGGCTGGA
GTGGATCAGAACCACACCCCCAACCTTCTCCCAAAGCACCACCCACATGTTCCATGGCAT
GTTCACCAAATAAAAAGATTCCTCAGCACTTTGTTCCAGCTCATCTTCAGGTTCTCCGTT
CACATTTCAGGTTCTGTCAGCATCACGGTTCCCACTCACATGTTTAGAACAGTAGGTCCC
GATCCAAGTCTGGGTATGTCTCCACCTCCCTACTGTTGTCCTGATCGCACCTGTGACAAC
AGACGGAGAACAGGTGAGGAACTACAACACCTTTTCTGATGGTTCCTCCCAGGATGCCTC
TGGTTGTTTACGGTCAAAACCTTCTGCAGATAAACTTCAATAAACCATTAAGCTTCCAGC
ACACTTTGGCTCTTTATTGGTGACTATTTAAAGAACATGAGGAACAGGTGAGGGACGAGC
TGTCCTAGAACATTAACATCAGGATTTTCTTGAACATGAAACCCATCAGATCCAGCATGT
TCCTGTCAGGTTCTCCTGCAGACGTTCTCTGAAGGTCCTCTGTACTCCTGGTGGGAGGAG
CTTCAGCTCAGCAGGCGGGGTTTCTGCTCCTTTATTCTGAGAGCTAAACGAGCGCATTAG
CCTATGAGAACTCAACCAGTGATGACATCACTTCCTGTTTGTGTTCAACACTTAGTGCAG
GTCACATGGTTGCATACATCAGAAATTAAAAATAAAAACTCCCAGTCAGCCCCTCCCTCT
AGTATACTTGAATTAACTCCGCCCACTGGCCTCGAGGCCATTCCCCGTTTTCCTGCACGT
TGCTGGGGGAGGACTTCCAGTCCCAGTTCTTCAGAGGGACGCTCCACGTGGATCCATAGT
TTGCCACGACGTAATCCTGCGTCTCACAGGGAACGCGAACTTTCAGCTCCAGAAGCTCCG
CCCAGCAGAGAGAGAAGCGAGGGAAGGTGTACTTAAACTTTCTGCCGCTCTTGGCTTGCG
TGCCGCCGTTCCACACCACGTCTCCGTCCTCATAGAAGAAGAAAATGTCCAGTTTGACAT
CCTGGCTTAGAAATGAAAGCTCCAGGCTGTCTTCCACCTTTCCAAACTTGTGCTTCAGGC
TTAAGCCAGCTTCTCTGAAGGCGCCGACGATGTCCGGCCTGAAGTCTGAGATGAAGATCC
CGATGTCCACGTCCTGACTG



>CL615Contig1
GCCCCCTTTTTTTTTTTTTTTTTTTTTTTTTTACATCAAGGGACATTTATTTGCCTTATT
GTAATTAAATACATACTGTTAAGTGCAAAGAGTTAAGAGTCCAGGTTCTTAAGAACTATG
GAGTATAATTCAACATTGTACAAAGTTGGACAGTTAATCAAACAAGCTAAATATCAACAG
ATACTCCTTGTTTTCATAGTACTTGTACAACAGTACTTAAATGAGTGGATGTGTTGTTCT
TTATGGTATACAGAAGCAAAATTCCTACAATAACCACATCTAAGACACAAGTTATTTTGT
GCTTGAAAACACCAAAAAGAAAAGCCCCCATCTGCTAACTCACAAACATGAAGCAGAATT
GTTTAACACTGTCAGCGGAGCACGTTGGTCATTCTGAAGTTTGGGGCTAAACCAGATCAT
TTTGGTCAGCACTGCAAAACAAAAATGTCGCGCAAGTTTTTTATTTTTAATGCACAAAAG
ATGTCAAATATTATTTACCCAAGGCCCGACTTCATGCACTTTGTAATAAGCAACACAAAA
AAGTCTTTTTTTGTCTTTGTGTATTTGTCTATCTAGAAACAGGATTATGCACATACGTGT
GTAACTGTGTTAGTGTTTAAACTGCTTTAGACAGAGTGATGGCTTCTCCAGTGAATGCTT
TCAGAGAACACCAAGATGACACAGCACTACGCCCCACAGATGAAGATTAGGCTCTTCCGC
ATTGAGCCTTTCACCAAGCTGGACTGTCAGCTTTGCAGTGATGGATGCGCCTACTCCTCC
TTTCTCTTTGTCCCTGGAATCTTTGCTTGAATCTTTCCCACCACCGAGTTGACCTGGGTC
CGTATTAATCCCACGTACTGATCAATCTGCGCCTGGTGTTTCTCGTAAACCACAGGCATG
GTGAACATGGAGACCACAACTAGGATGAGCAGTGTCAGCCCATTGAAGAGTGCACCCACA
TAGGTCAGCAGCCACATCAGAACTGCAAACTTCAAAGAGTCAACCAGGTCTTGTACGAGG
AACAGCCTGCGGAGCTCCTTCATACAGGTGTTGGTGTACAGCAGGATTTTGTCGGCGTAT
TTAGTGATCTGGTCCTGAGAGAGAGCGATTTCCATCTCCAGGTAAGCTTTGAAAGGATGC
CCCTCATCGGTCTTCTGCACAGCCTGAAGCACAGACTTGTAGATCCTGAAGCTAATGGTT
GCAGAGAGGGCTGCCAGGGCTAAGTACGCTCCAACACTGACCACGCTGAACTGGGTCAGG
GAGAACAGGAGCAGGAGCACGCTGCTGAACACGGCGCCGGACTGCTTCACGTTCCTCCAG
TACAGGAGGTCAATTGCTGCGGCTCCCATGGCTGAACAGGGAAAAAGGCAGATGCTTTAT
CCACAGACAAAAGGAGAGCCCCCGGCCATAAGGNCCGGGTTAAACGGCGC
>CL615Contig2
GTCAGCAGCCACATCAGAACTGCAAACTTCAAAGAGTCAACCAGGTCTTGTACGAGGAAC
AGCNTGCGGAGCTCCTTCATACAGGTGTTGGTGTACAGCAGGATTTNGTNGGCGTATTTA
GTGATCTGGTCCTGAGAGAGAGCGATTTCCATCTCCAGGTAAGCTTTGAAAGGATGCCCC
TCATCGGTCTTCTGCACAGCCTGAAGCACAGACTTGTAGATCCTGAAGCTAATGGTTGCA
GAGAGGGCTGCCAGGGCTAAGTACGCTCCAACACTGACCACGCTGAACTGGGTCAGGGAG
AACAGGAGCAGGAGCACGCTGCTGAACACGGCGCCGGACTGCTTCACGTTCCTCCAGTAC
AGGAGGTCAATTGCCTGGCCCTTCCAGCTGCTCCAGGAGCTCTCCTTCTTGGTCTGGTCT
GCAGTGGCCTGCATTGCTGGTGATCAGTAATGTCCCTGTTCTCTCTCCCTCGCTCTGTTT
CAGTGCAATCTCCCGTTTTCTTCTTTGTTCCCCTCCTCGGCAGAACCGTCTCACTCACAC
ATCCCAGATAGGCATGAACGGTCGAAAAGGATGCAGGCGAGAGGGTGAGATGATGAAGAG
AGAGGAAAAGGAGGGAGGGACGAAAGGTTTCCTAGGTGCTGCCAGCTCGCGGAGCACAAA
GACT
>CL615Contig3
GCCCTTCCTCCACTCCCAATGCTTCACCAACTCGTAAAGATTTTTCTTCCCACGACATGT
TCAAGGCAGGATCAGAAAGGTCTGCAGCTTCTGGGTCGAAGCCCGGCAACAGGGAGCAGG
ACGGCAGCAGCGCCGAGTCTGGAGATTCAGAGATAGAGCTGGTGTCTGAAGAGCCTCCCA
AGACCAGAAGCAATCAATTTGCTGAAGCACCTAAAAGCAAGAGCAACCACCCGAGCAACC
CCTTTGACAACCCCCCACTCGCCAAAGCTGGTTTTGGCCTTACCGGCAGCCCTGCTCCAC
CCACAGCCTACAGCATTCTGAGGGAGGAGAGAGAGGCCGAGCTCGACAGCGATCTCTTCA
TCGAATCTGCATCTGAGGAAAGCCCCAAGAGAGAGGGCGTTAGTGGCCCCAAACAGGGAG
TCAATTCTCCTTCCCCTCTTGTTCCCACCTCCACTGGCCCCCGCAGTGCCAGTGAGGGAG
TGGGCGTGGAGCCCACCAAAGCTGAGAAGGCCAAACAATCAGTGAAAACGGAAGAAGATC
GCTACAGCAAACCTAAGCCCCCAACTGCTGCCGTGCCCCCAGAGGTGCGATCAGAGCAAC
CCCACCACGATGACATCCGCAAGCTCAGTAATGAGGGCAAAGGAAACGTGGGAAAGGCTT
CATCATCCTTCTTTCTGAAAGAATTCAGCAAACAAAAAGCAATTGACCTCCTGTACTGGA
GGAACGTGAAGCAGTCCGGCGCCGTGTTCAGCAGCGTGCTCCTGCTCCTGTTCTCCCTGA
CCCAGTTCAGCGTGGTCAGTGTTGGAGCGTACTTAGCCCTGGCAGCCCTCTCTGCAACCA
TTAGCTTCAGGATCTATAAGTCTGTGCTTCAGGCTGTGCAGAAGACCGATGAGGGGCATC
CATTCAAAGCTTACCTGGAGATGGAAATCGCTCTCTCTCAGGACCA
>CL616Contig1
TTTTTTTTTTCAGGTTTAGATTTAACTTTATTTTTTTACTGGTACAATCAAACCTTGAGC
AATGCTCATCCAGAAAATGCAAACTTTTTGTTCTTACAGGTTCATGTTGCAGAGTCTGAA
GTATCAGAGAAGAAACTAAAAGCATGGATGCTAATGAAACACAAGCTCCCATCATAATTA
CAAACTGAGGAAATGACAACACTAAAGTATATAAACATTTTTCTAAGCTCTGCAGCGGTC
TTCACAAATGATGCTTGAAACTCAAATGTTAAATAATGAGCTTGTTTTGTTGATTGATCC
CTTAATAATTATACCCTGCTAAAACTTTGATAACATTTGTGACTTCCTCTTCTCTGCAGC
GCTTTGTCTTCACCTCATCATAGTCCGTTTGCAAACCTGCATTGTTTCAGTACTTCACCG
AATCCCTCACAGAGCTTCAGGTCGCTCTGGTTCTGTGCACACTCAATGAACTGTTTGAGC



TCATAGGAGCAAACCTGCTGCTGCTGCTGCTGTTCTTGCTGGTAGAAAGACTGTGGCTGC
TGCTGATGTTGCTCCTGGTACGTGATGTCGGGCTTGGCTGGTTCTGACTGTCCTCCACCG
AACCCACCAGTCAACGCGTGGCCAATAGTGTGTCCCACCGCGGAGCCCACTGCCACCCCA
GCTGCTGTAGTAGCCATCTGCGCAAACATACCCGGCTGCCTGGGTGCAGCAGCCGGTGCT
CCCACAGCGGATGGAGGAGCCTGCATTGGGACAGGGGCGTGGGAAGGAGGAGGTGCTGCT
CTGGCCATGGGTGGTGGGGATGGTGGCGCCCGGCTGGCCGGGGCGGGCATCCTAGATGTC
CGGCTTCTGCTTCCTCTTGGCATACCTAAATATTAAGGTTGGACAGCTGTGCGTTTGATG
AAAAACTGACGCGATAATCTGGAGCCGCAACGTCGCTTGCGAGTTTTATGTCGACCTTTT
>CL617Contig1
TAATTGTTTATTTACGCTNCCATGTGGACATTTTACAGATCCTTTCGTCGGAATTGTGAC
CCTTAAGGCTCAGTACATGCAAAAGCAAAAGTTTAAAACCTGTCCCATCCTTCTTCTTGA
AAGTGAACTGATGTAGAGCCCACATTCCAGTATCTCAGTCTAAAAGTTTTACACGTCAGA
TTCATTTCCCTGTAGAAAAACCAAACAAACCCCCGCTGGTCGTGGAACAGGTAGAACCTC
TCAGGCCGGTTGGGAACATTGTTTTCCATTCTTCTAGTTTGAGGAATTTTTTAAACTTGT
TAGTTGTGTTTACTGTGACAAAAAGCTACGTTTTAAGGAGCAAACCAGAATCTGGACTCA
TGTGTAGTAAATGTAGACACTCCATGTAGCAAATACAGAAAATCTGCCTCGTTTGATGAA
ATCAAGTTTACTGGAATTTAAATACAGTTTTGACCAGTTTTGAATACTCCTTGAAATAAA
AGTAAAAAAAAATCGTCATTAAAAATGAGTAAAAGCAGCAATCAGAAGATTTAACCAAAC
AAAAGTTTTACAGTGTAACTTCAGAAAAGGTTGCTAATGTTTTGAGAGTATTGTAGTGTA
CATATTTCTGCTCCTCTGTTTCAAAGATCACAAAGAGATGTCGTCCAGGTGTGCCGACGC
AGCAGGTAATGCAGGTTCTCCATCTCGGCTAGATTTATGGTCACATTCCAGAAGTTCTTG
GCTTTTCTCCAGGCTCTGGTTTCTCGGAAGAGCCAGTTTCATAAAGTTCATCAGTGGTTC
GACCGGCGGTGCTGGAGATGTAGGAGTTTTTGGAAAAACAGTCTTTCAGCTGCAGGACGG
TGCTCTCAGACGTATTCCCGGCCGCTATTGTAGGACTTGGGTTGACCGTAGGACTTGGGT
TGGCCATAGGACGTGGGTGGACCGTATTTTACCGGATACTCTGGGCTTTCGGTCGAGGGA
GGGCAAGCGCTGCAGAGGAGTGCCCCGCCCAGGATGAGGAGAGCAGCAGTGCCCCAGCCA
ATGTAGAGAGCGGCTCCCAGCTCTCTCCTTTGCGCTTCGGTCATCATGGGGTTGTAGAAA
TCCCTGATGATGGTGTTGGCAGACCAGCACACTGGGATGAGGACAAGAATGCCGGCGCAG
ATGAAGACGGCCCCTGCAGCGATCATCACTCTGGCCTTTCCGCGCTCTTCCTTGATGAAG
TTGGTGCACTTCCCCCCAGCGACGGCCAGGATGACTCCCACAATGGCCACGATGATTGCG
AGGACCATGAGCGCCCTGGCGGCTTGCAGATCCTGCGGCAGCGCCAGCAGGGAGTCGTAG
ATCTTACACTGCATCTGGCCTGTGCTCTGCATCACGCAGTTCATCCACAAGCCCTCCCAG
ATGATCTGTGCCGTGACGATGTTGGCTCCGATGAAGGCCGTCACTTTCCACATGGGGAGG
ACGCACACGATGATGGTCCCCATGAAGCCGACGATGCCGAGGACGAAGCCCAGCATCTGC
CGTCCCATTGACACCATGATGAATCTTCAGAAGGCGATCAAGTCCAAAAAACAAGCAAGT
CAGGTGAGTTTGAAGAGGTGAGTCCCCGGCCATAAGGCCCGGG
>CL618Contig1
TTTTTTTTTTTTTTTTTTTTGGGTGCTCATCTCTTTTATTGATGGAACTTCAGTCTTTGG
AACAGGTTAGTACACCAAGTAAATACAAGCTCTTACATATTAGTTCTTACATTTAGTCAT
ACAATCAGAAGCATGTTAGACTCACGAGGACATCTGCAGAGGGTCACCAACAAAAGAACA
TCCTACGCAACAGGTTTGTGAGGACAGTTTTGTCTTCTCAGTCAACAGGGGGAGAAAAAA
AAAATAAAGAAATGTGCTCAATTATATCAGCAGCCATCAACCAACCACACCATCCAACAG
ACACAATCCAAATGCAAAGAAATGGAAAGATTTCATGGAAAGTATATTAAAAGACAACAG
TAACTTTGTTTTAAGTTAAATTCTTGACCAACCACCCAAAACTGCCTTTTTCTATTAGAC
AAAATATAAGTAGAATTGGGTGTTTGGAAACGAAAGTTCAGCTTTAGCAAAAGTCAAGTA
ATAATGAATGTAACAGTGTCTAATCAGGAGTGCAACACTATCAGATACAGTGACCCAGTC
AAAGCTGGGATCAAAGGACATTTCACACAGACGGCACAACAGAACCTTCTGATTGGGTGG
AGTGGTTCGCTAAGCGCTTTCATTTCAGGATATCTAAACTTTTTGTAGGAAGGAGTGTTT
TCAATCAACGGTCACAGTACTGGAGGTGATCCGTTGTGGTCGGCTGCCTCCACCCTCCCA
CCACCCAAACAAAAGCTTCAAATGCTCATGCACGCAGACGAGGAATGCATCCACTTTTAC
TTTGAAATCAGCGATGAGGAAACGAGTACAGCAGCTTCTGGAGGATGTATTTATCTGAGG
CCACACCGGAAACAAGTCTGACATTTATTAGTGAAGGGATACAGCTTCACTCCCTCTAAC
AAGTCTTGGGCCAGTGAGGCCATGGTCTTAGTCTAAACATTTCTTTGCATCATGTCCATC
AGCTGAGTCTGTCTGCCCGAAAGGAGGAATGCACAAGTGAGGTGTGGAGGGAGGAGGAGG
GTTATGAAAGATAGATGAAGGTGTAGGGTGAAAGCTGGGTAGCCAGGTTATCTGTTCAGG
GCACCAGAATCACGCGCATGGTGTTGGTGTAACCGGAGCCAGGACGCCAGCCGGTTAAGA
CGATGACAACATCACCCTCCTTGAAGAAGCCTCTGGCTTTGCCCATTTCCATGGCAAAGT
TGACACGCATGTCGACATCCTCCGCCCACACGTCATGAGCAGGCTTGGTGTAGAGGACGG
GGAAGATCCCACGGTACAGGTGGGCCTGGCGAGCCGTCTGGGCATTGCGGGTCACAGCAA
GAATGGGTGCGCGGGGTCTGTACCGGGAAATCAGATGGGCAGACCTCCCAGTCTTGGTCA
GAGTAATGATGGCACTAGCACAGCACTTGAAGGACGACT
>CL619Contig1
GGNCTGCAGGCAATTCGGCACGAGGGGAAACTCTGAACTGCTGTGGCTGACCAGCTTTGC
CCTCTTCTTTCTGTTTCCCTCCTTTTCTCAAACCCACAGTGGACGTGTGCACGCTGAGGA



CCACAATGGCAGCATCAACGCAACCAGCAGAGAAGCCCCACAAAATACTAGCTTTTGCTT
TGCTTCTCATCGTGCCACTTTTGAACGCAGGAATACTGGCAGAAGAACTGATTGTTGCAA
CAAAAGTGCCATCGGAGACAATAAGAGGAGATGATATTCCAAAAGCGCGACCTGATGGAC
AATACCCGGTCCAGCTTACTTTGCAAAATACTTCTGAACCTACAAAGACTTTGACCACAG
AGAAAGAAGGAAATCATAACGGCAATGACCCCACAACTCCAAAGAAAGCAGCAAGTGAGG
GAACCAAACCCACAGAGAAGACAACAACCATACCAGGGACTCCACCACCGATTCCTCACA
GAGGAGATGGTCACGATAACAAACCAAAGCCAGTACAGGACGATGTTGTCTGTGTCATCA
AAGAAACTGTGGAAGGAAAAAATGCTGTCCACCTCAAACTCAAGGCTGTCTCCAACTGTG
AAGATACACAAAATAAAATTGTGAGTGTTTTGGAAGATTTGTGTGGAGAAGACTGCAAAC
TGGAGATTTACCAAGAAGCTGGCACAAATGAAGCCATAGTCTCTGGGAAGAAAATTGAAG
ATGATGTCACTGGCATGACAAACAAGTTCAACAATGACAACATAAAGGATAAGACTAACG
TTGAAGAAGCGACTAATCGCTGGGGGAAGAACTCCAAGTTGGTTCTAGTGTCCTTATTGC
TGGCTGGACTGCTGCTGGCTGCACTGCTGGTAGCTGGTTATTACCTCAAGATGCACCGCA
AGACTTCTAAAGGGGTCAGACTAGCCGAGTCTTTCCAGGTGGACGAGGAGAATCAGGCCA
ACACTCTGGTGTCTGTGGCTCCACTGCCCCAAGAGCCCGTCGATAAGCCTACTGCAAACG
GGGAGTCCCCGCCAGAAAATGGAAACAACCTTCCCCCCACCACAAATGGACACTCTGCTA
ACCAAACCCAAGTGGCAGACACTGAGATGTGAACACCCCACCATTTTACCAGTCCTTCTT
TTGTCTTCGGCTTTCACTGATCTGTAGGATGAGAAGAGGAGCAATAACGAAAAAAAGTGC
CTGTAATGTGAAAATTTTGGGAACACTCACCTTTCTTGGTGACAAGAAGAGGCTGCTTAG
TTTGACTGTCTAGGATTTGATCAGTTCTAACTTTTCTCTTGATGTTACAATATTTGGGGA
ATCTCTCAGTAAAGAGCATTGTGTGTTGTTGATTCTGGATGGTGCACAAGTTGCAGAATT
TATCTTTCAACTATGCAGCAATAAAACTAGTGAAGCCATTCAAATGTAAGGGTTTTGGGC
TGTTGCCCGAGGGACAAATGCTCATGGTGACATTGTTTGCATCGCAAAGAAATAATTAGG
AAAATAAACGTAAATGTTTTTCAAGGGTAGCTGTTGAACTAAAAGAAAAAAAGAAAAAAG
TGCTCACTTTTACTGCTGGTATTATTTTATAGGAATTTAATTTCACGTAGCAGAATTGGT
ATTTTCAAAAATGAGCTAAAGAATTGTCTTTGGTCTATTGCTGTCAATATGTTAAAGCAT
GAAAAGGTCACTATACATCTCTCTGTTGTTTTTTTTCTTAAACTAGACTGTTTCTCAAAA
ACTATTTGGGCCAGACTTTACAGTACTTTTTTAGTTTTGATTACTGTTTGTATTTGTTTT
TTTTTGTCTTTTGTAATAAAAACATGCAAACTTTCCTTTTCTCACCACTGCTTCAATTTA
ATCATGAACTTCAATCTTTCGGATGCTTCAAAATAACAAATAAAAATATGAAGACGTTTA
AGTTGTTAAAAACGATGTGACTTGCAGCAAATTCCTTTGTAGCAGATAGCAGGCTCAGCA
ATCCCAGATCTGACACATTTTCCTTGTTGATGTGTTAAACCAGATAAATCCAGTGATTCC
TTTTTTCTTACTTGTTCCTTATGCATTTGTGAGCAAATATGTTTGCA
>CL620Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTGTAGAAAAACCCAACCTTTAATGTTTGAACGTGTA
ACAGAGCTCCTCTAGCTCAGGGTGGACAGCAAACACGGAGAACGGGAAGATTTGGACCAA
ATGAAGAGTTCAGTGCAGCTTGAAAAATGGAGTGTTGGCGTGTGACGACAGGGAGGCGGC
GCCGTCCTCACAGCGTCGTTGGAGGTGAGCGGACGAACACTGAGCGTCTGCAAACGGTCA
CATGCCGGAGGGCAGAGGAGCTTCGGCTTTTACTGAACTTCACAAAGCCTTCCTGCTACG
CGGCGTTTCTCCTGAAATGTCCTCAGCTGGATCGTCCCTGACGGGCCGTGCACGAATACG
GCCGTGCACGGTCAGAACCAAGAGCTGGAGCTCCTGGACCAAACCGCGCGTCAACAAACG
TCAGCATCATCACTGTCACCTGCAGAGTTTGGGTGTTCTAGTGCAGCCCTCAGCTCCTGG
TCCAAAACTATTCTGTGTGGTTAAACAGCCCCCCCCCTGAAAACCGTCGGTGGAGCGCAG
ATCCAAAGACATTGGTCTTGAATTCTGTCGGCTCGTCAAAGCTCGTCGTGCTTTTTGGTC
AGATCTTCTCCATAGTTTGTGGCCTGACTGCCCACAAACATGTTCCAGTTGGCCAGAATC
TCCTTCTTGGTGACCTTCCCGTCCTTGTCGGTGTCCGTCTCGTGGATCAGGTGTTTGGCC
TCGTTGTCAGCATGGTCCACCTCTCCTGGGAGAATCCAGTGGGCCACTTCACCGGCGTCC
AGATAACCGTCCTTGTTGGAGTCCCTGAACTCGGAGAAATGCTTCTTCTCTGTATGGACC
CAGTCAGGTTCCGTCTCTCCGTCCTCTGGTGTGAACATGTCCCCGATGTATTCATTGATG
TCGATCTTTCCATCTTTGTTCTTGTCGATGTCTTCAAGCGTTTCCTGGACGACCACGTCT
TTCATGTGGTCAAACTCCTCTGGATGAAGGAAGGCCGTGAACTCGCTCCGCGTGGCGATG
CCGTCGGCGTCTCGGTCGGCCGCCCTGAAACGCCGTTCGTCTCGGGCGAGCATGGATTTA
TACGTGGCCTTGTCTTCTACGTCATCAAAGTCCTCTCCCAGGTAGTAGCCGTAGGTGGTG
TTCTTGTACTCCTCCCAGGCGATCTGGTCGTCCCGGTTCTTGTCGTAGTCCTTCCAGTGT
TTGTTCACGTTGTCTTCGATGTACCTCCTCTGCCGGTGTTTGATCCAGTGGTGCAGCTCG
GCGTGGCTGATGAAGCCGTCCTTATCGGTGTCTATGCGCTCCACGATCTTCGCTAGTCTG
GCCTTGCTCTCCTCGGGGGTCAGCTGGTCAAAGGTCTTGGCCTCCTCCTTGCCCAGGAAG
GCCTCGTGGTCGTACTGGTAGCCGTGCGCGTCGTCGTGCACGTGGCTGCTCAGGTCAGGC
TGGTGATGGACCCGCTTCTCCTGAGGCGGGACAGACACGGCCGTGGCGGCCAGGATGCAG
AGGAAGGCCAGGGGACCCAGCAGCATCATCATGGTTCGCGCGTGAAGTCCGCTCCCAGTC
AGTCGACTCTGCACTGCTCCTTCTGCGCTCCTCCGCACCTCCCGCCGTGATGAGTTCAAG
GCGCGTCGGTCCGCC
>CL621Contig1
GTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGAGAGGACAGAGCAAGCTTTTATTTT



TTTTTGCATTAGTCAAACTAAAAGTAGTAGTTTTCCACACAGTAACTGTGTTTCAACGCT
CTAAAAAAAAAGTGTTAAACCTTTGACTTATTTATTGCACTCAAGTTACTCGTCACAAAG
AAAATCAAGAGGAGAAAAAGTTTGCTAATTTGTAGTTGATCTAAAGCGCCGTCGTCTTCA
TGGAGTGAGTAGGAGGCAAACGGATCCAGATGCTTTAGTTGCACTTCTCCTCCAGCACCG
TCATTTCCTTGAGCCATGGGCGGCTCCACACGCTGAACTTGCACTGGTAGGGCTGGGCCT
GAGCCGGGTCTTCTGGGATGATGCATTCTTCACCTGCGCCGTTCTTCCTGCAGAGGGTTC
TGGCCATTTTGACAGTGATGATGTACTTGATGCCAGCAACCACCTGTTTCTGCACCTTGA
CCACTTCTGCAACCTGACGCAGGTACATGTCGTTGAGCCCGAAGTTGTGTCGCTCCACGG
CGAAATTCAGAGCCTTTTTAGCCCCCTCGTCGTTGATGTCCCCGTCACTGACTCCCCCCA
CCAAGACGCCGGTTCCAACGGCGAAAGTGGCCGCTAGAAAAAGAAAAACAACCTTCCACA
TTTTAGCCCTTCTGTTGTCTCTCCTTTCTGCCTTCCTGTAAACTAGCAAAAACAAAAATA
ATCGGGTCTGCGTTGCCCCCTCTTNATATAGGTTTCACCCT
>CL622Contig1
GGCGGAGTGATATGATGCCTGTGACCATGTCTCGCCCCACCTACCGAACTTTGCCCGCCA
ACCCAGATGAAATTGGCAACTTTATTGAAGACAACTTGAAGGCAGCAGACGAAGACCCCA
CCGCGCCCCCCTATGACTCGCTTCTAGTGTTTGATTACGAGGGTGGGGGTTCGGACGCAG
GAAGCCTCTCGTCCCTGAATTCTAGCAACAGTGGAGACCAGGACTACAACTGCCTCACCG
AGTGGGGCCCCCGTTTCAAGAAGCTGGCTGACATGTATGGGGGAGGAGAAGATGACGATG
ACATGCTGTGAAACCACAGACCCCCCCTCCACCAGACTCTGTTGATGACTTCACTCAAGA
AACGACCTTTAGAGTTCAGTTTTCAGTGACGCGCTCTTTTCAGGCCCCTCCTCTCCAGTT
TTTTTTGTGGCTTCTTCTAAGTTGTACAGATGTTGGTCTTTTTTTCTTTTTCTGGAACTT
TCTTGGGATGCTGAATGCACTGGTAATGATGGGATCAAATTTAAAAAGTACAGTACTTTT
GCATTTTAGGTTTTTATTTTTTGTCTTTTGTTTTTGGTCTTTTAAAATTGTTTGAACTAA
TTTGAAACAAAATGAAATCCAGCCAGCCATTACTGATGAGCTGTAGGAGTTTAATAGACA
CATTCTTTCTTTTAGCTTTCAGTTTATTTGTTTTTGTTTTTACAAATGTTGCAGAAATAT
TAACTAGACTGCTGTGTTAAAGATCCTTATGTTTACTGCAAAAAGACTTTAAGACTGGTT
TGTAAAATCTGGCCTAATTTTTTACATAAACCTTTATGAATACNAAAAAAAAA
>CL622Contig2
ACTCCTTCATGGAGCCATCATGGTTGAAGGTGTTGGTTTGGACAGAGAGAAATATCCTGA
ATACACTCTGGAAATACAAGCAGCGGATACAAAGGGAGAAGGATTAACTGGAAAAACAAA
AGTAACTTTGAAAGTGACGGACAGCAACGACAACCCTCCAGTCTTTACTGCATCTACTTA
TCAGGGATCAGTTGATGAAAACGCAGTGGGGGTTCTGGTTGTTAAAATGTTAGTAACTGA
TGAAGATGAACCAAACACCCCAGCATGGAACGCCAAGTTCAAGATTGTCGGAGGAGATCC
TGATAAATTCTTTTCCATAGAAACAGGAACCAACAAACAAGAAGGAATCATCAAAACTAT
TAAGGGACTGGACTTTGAGACAAACAGAAAACACACTCTGTTGGTAAGGGTAGAGAACGA
CGTCCCTTTTGCCATTCCAGTGGTCACCTCCACCGCCACAGTGGTGGTGACCGTGAAGGA
CGTCAATGAGCCTCCGATCTTTAAAGAAAAGGAGATGACCGTTCAAAAGCGTGAGGACCT
TTCTGTGGAAAGTGTGGTTATTAAGTCTGAGGCAGAAGATCCAGACTTTGCACGTGAAAA
CACTGTTAAGTATAAAATAATTAATGACCCTGATAACTGGCTGAAAGTGGATGAGGATTC
AGGGCTGGTGAAGGTGAAAAGCGACATGGACAGAGAGTCCCCTAATGTGAAGGACAATAA
ATACACGGTGCTCCTTGGTGCTTATGATTTCTTTCCAGGGGGGGCCACTGGAACTGGCAC
AAAAATCACCCCACTTGAAGATGTCAACGACAACGCCCCAGCGATTGTAGAACGGGAAAC
ACAGATTTGCAAGCACCAGCGGACTCCTGCACTGCTGAGTATAGTGGATAAAGATGAAGC
CGCTCATTCTGCTCCGTACAGTGTGGCCGTTCATGAAAAGTACTCAGCCAACTGGACGGC
TAAGATGAACGAAAGCAAAACTGGAATCGAGCTGTTTTTAAAGTCGGACATTCCTGAAGG
AAAATACAAAGTGGTCCTGAGGGTTGCAGATCGTGGTAACCTGGACCAGGAAAGCTCCAT
CAATGTAGAAGTGTGCACCTGTTTAGAAAATGGACTTTGTTCTCTGGCTAGAATTGGTGG
GCAAGAAGAAATGTCTCCATATATTTGGGGAATACTTGGAGCTCTGCTGCTGCTGCTGGT
AATTGCTGTTTTGGGGTTGTATGCATACAATAAACGGCAGAAGAAAGGAGAAATCGGAGA
GCCGTTTGAGAAAGATATAATCAGAGACAACATCTACCACTACGCTGAGGAGGGAGGCGG
AGAAGACGATCAAAATTTTGATCTGAGCGTTCTTCACTACGGTCTCGACAACAAACCCGA
CGTATTGCGGAGTGATATGATGCCTGTGACCATGTCTCGCCCCACCTACCGAACTTTGCC
CGCCAACCCAGATGAAATTGGCAACTTTATTGAAGACAACTTGAAGGCAGCAGACGAAGA
CCCCACCGCGCCCCCCTATGACTCGCTTCTAGTGTTTGATTACGAGGGTGGGGGTTCGGA
CGCAGGAAGCCTCTCGTCCCTGAATTCTAGCAACAGTGGAGACCAGGACTACAACTGCCT
CACCGAGTGGGGCCCCCGTTTCAAGAAGCTGGCTGACATGTATGGGGGAGGAGAAGATGA
CGATGACATGCTGTGAAACCACAGACCCCCCCTCCACCAGACTCTGTTGATGACTCCACT
CAGAAACGACCTGCAGAGTTCAGTTTTCTGTGACTCACTCTTTTCAGCCCCCTCCCCTCC
ACAGGCTTTTTTGTGGCTTCTTCTAAGTTGTACAGATGTTGGTCTTTTTTTTTCTGGAAC
CCTCTGGGGGTGCTGAATGCACTGGTAATGATGGGATCAAATTTAAAAAGTATAGTACTT
TTGCGTTTTAGGTTTTTATTTTTGGTCTTTTAAAATTGTTTGAACTAATTAGAACTTAAA
TGAAATCCAGCCAGCCATTACTGATGAGCTGTAGGAGTTTAACAGACACATTTTTTTTTC
TTTAGCTTTCAGTTTTTTTGTTTTTACAAATGTTGCAGAAATGTTAATTACACTGCTGTG
TTAAAGATCCTTATGTTTACTGCAAAAAGACTTTAAGACTGGT



>CL623Contig1
GGGTGGAGGAGGGCTTCAACATGGTAAGTGTGGATGCCAGTGACAAAATGCTCAAATATG
CACTGAAGGCCAGATGGGACAGAAGAAAGGAGTCTGCTTTCGATCAGTGGGTCATTGAAG
AGGCCAACTGGCTGACATTGCAAGCAGACATCCATAAACCAGCAGACGGCTATGACGCCG
TCATCTGCCTTGGCAACTCATTTGCTCATTTACCAGACTTCAAAGGGGACCAAAGTGAAC
AGAAGTTGGCACTTCATAACATTGCCAGCATGGTGAGGCCAGGAGGCATCCTCATCATCG
ACCATCGTAACTATGACTACATACGGGAGACAGGGCGGGCACCGCAAGGCAAAAAATATT
TACTATAAGGTGTGACGGATCAAAATAAAATAGATTTTCTTTTCTTTTTTTTTTAGAAAA
TTAGCTTGAAAAAACACCAATTTATTTTGTGTTTGCTCTTCTTATTTAGTCACTCAGGGT
TAGCTTTTGCTGTCATTCTCTGATTGCTTGTAGCAGGAAAGTTCTAGACCTAAACTCCCA
AATCCTTCTTGTGTAGGCTTCAGATTTTTATTTTATTTTCATTTCTGGTTGTTTGAAATA
TTATTCTATNTGCTATAAATTGATCTCCTAATTTCATCACTGATTTCCGCCTAAAGCTGC
AGAAGCATCCATGTTTTGGCACACAAATCTGGGGAAAAGAAAACTAATGAGCACACATGT
GACAGACATCTTTCTTTCTTATCTCTGTAAGCGTGTTGCATCTGAAGGTGTAAAGAATTG
ACCTCCCGCTGCCTCTCAATCTCTGTTGAAAGATTTTCCATGAAAGCAGTGTAGCAGAGC
CAAAAGCAAGCGAACAGTGCAAGGTCAGACTATTGTGGCAGAAGAATTAGTCCCAAGT
>CL623Contig2
TGAGCTTCTTTAATCAGCTTTCTGCAGTACAATGTGGTTTTAGCGACCATGCACGACTGA
CAGTAAAACGACTAAAAACAAATATTGAAGCCTTAAAACCCCGAACGGCAGGACTGAACT
CGGAGCGGCTCCTCTAGGCAGCCTTCTTGCAGACGTGGATGAAGTAGCAGGGCGGCTGGG
AACGTCCCGGAACGTACGTCTGGAAATCTCCGTAGACGCTGTGCTCCATCTTACCGCTAA
AGGCCTCCTTCAAAAGCTCCCTGAAGTTGTCCAGGCGATGGGGGTAATAGGACAGACGAA
ACTTGCTGACTTCAGGAAGGTTGTTGTGCTCAGCCTGGGGCACGTGGATGGTGTAGTCCA
GGGTGATCATGTGGGGTTTACTGTTGACCCACAGCACTGAGGTGGTGATGTCCTGCGTCA
GGTCGCTCTTATAGTAAATATTTTTGCCTTGCGGTGCCCGCCCTGTCTCCAGTATGTAGT
CATAGTTACGATGGTCGATGATGAGGATGCCTCCTGGCCTCACCATGCTGGCAATGTTAT
GAAGTGCCAACTTCTGTTCACTTTGGTCCCCTTTGAAGTCTGGTAAATGAGCAAATGAGT
TGCCAAGGCAGATGACGGCGTCATAGCCGTCTGCTGGTTTATGGATGTCTGCTTGCAATG
TCAGCCAGTTGGCCTCTTCAATGACCCACTGATCGAAAGCAGACTCCTTTCTTCTGTCCC
ATCTGGCCTTCAGTGCATATTTGAGCATTTTGTCACTGGCATCCACACTTACCATGTTGA
AGCCCTCCTCCACCAACATGATGGAGTCAACTCCTGTCCCGCAGGCTACATCCAGCACGG
TTCGCACCCCATGTTGCTTCAGAAGCGACACCACCCAGCTTTTGTACTCCTGCGTCCTGC
TCTGAGTGTCTCCGATGTACAGCTCCCACACCTTCGCTGCTTTCCCATCGGCGTACTGGT
CAGGAAGCCCCTCGGCGGCTACACCGAGAGACCGAGTCCGAAACACACTGTCTACCGACA
TGCTGCTGCCTTTAGCTTCTCTTCGCTCGAACAGCACCACAAGTATGAAGTAGTTAAATA
AAAAAAGCACTTTAACGAAGCGCTTTATCTGAAAAGTATCCTGCCGTCATGCTAGCGGTA
TGTTTTATTTCTACAATATACGGAGGGACAAACTTTAAACCAATGACGTCAATGAAACGG
CCCCGGCCAT
>CL624Contig1
TTTTTTTTTTAAGGTTTTAAAAAAGTTTAATTTGTTTCATTTACAGAAGGACACAGACAG
GAGAGGTCAGTGCAAACAGGCAGCATCTCTACTTATCGTTTTTGTATAAATAGCATTCAA
TGTACAGTTTTCTTCTTTCTCAATCAGACGGTGTTAGCATTAATGCATAAGTGGCAAATA
ACAGCAAATGACATGGAGGAGACGGTAAACTGCCATCTGGGACTGAATCACAACAGACTT
CTTGTTTTACTGTAGCTTTCTGTGTTCATAAAGGTTATTAAGTTACTAGCCTTTTCTTTA
AAAACAGGACAAAACTAAGAATGACTAAAATGACTGAGACCTAGCTGCCACGTTTGAGAA
AGAAGAAATGATGCCTCTGCATTTCTAAGACATGGTGATCTGCATGGACTCCAACATCTC
CTCCACTGCCTTCACAGAGTACTTAGTCTCCTTGGTCCCACGGCCAGCAAGCTTGTAGGC
TCTATTTATTTGAGTGGCAGCCCAGGCAGCATATTTTATATTGTCCTTTTTCACCTTGGC
ACTGACTTTAGGACTGGAAGCGATGTGACTTGCAGACATATACAGCCCGAACAACGCCCT
CATGTTTCGGTTGTTCAGCCTCAGCGCCTGAGCAAAGTACTTCCTGGACAGCTCCATGTT
TTCCAGCCCCCCCTGGGTGTACTTCACCTCTGCATATTGCTCACAGTACAAGTGATTGTG
GGGGTTGGTCATCATCAGTTCCTCCAGGCAAAATGCCGCTTTTCCATAATCATGTTCGTT
AATGTAAAGCTCCGACAGCTCGTGCCACGCCTCCTGATCCCCAACAAACTGCTCAAGATA
CTCATTGAGCTCTCTTATGGCTTCAGTGCTCTTCCCCTGGGCCTTCAGAATGGCAATCTT
GCGCTTCCTTGCTGCCGTATTGGTGGGGTCATCCTGGAGAATGGCATCGTAGTGCTTGTT
GGCCTCTTCATACCTTTCCAAAGCTTCCAGCCTCATGCCCGCTAATCGCTTCACTCTGTG
GCTATCTGGAAACTGCTTCCTCAGTTCCTGCAGACAGGTCAGAGCCAAGTCATCGCGACT
GCAGTCCAGAGCTGCGATCATCACCTGCTCGTAAATGATCCAAATGTCATCTCCAAGTTT
AGACGCATGCTCACTGATGAGCTCTTCCCCAACTTCCACGATCTGTTCACTGTTCCTGCG
GTTATCTTCTCTCCATTTGCGAAGTTTGTCTCTCATCTCCTCCCAGCCCACATCGTACAT
TTCTGACACAGACGCCATGTTTTCCCATATGACAGCCCC
>CL625Contig1
TTTTTTTTTTCCAACAAAAATGGTTTATTATATTATCATGAAACCGATCAGGAGCAGAGC
TACTCCTCCCTGGATGAGGGCAGGATGATCTTGCTGGGGTCGTAATAGTTCTCCTCGATG



AGCGGCAGGCCCTGCTGCTCCCTCTGACAGATGATCCGCTCTGCTTCTCTTCTGGCCCAC
TGCCGCATCCCGTGGTCTGGCAGGTAGTGGATAAAGGTTCCTCCGATGACGAGAGCAACC
GAGATGCCCATGAAGAAGCCCACTTTCATGTTCCACTCATCCGCCACAGGATCGCTGGAG
AAGCCGTGGTAGTCTGGGTTCTTGACATACTGGCTGACCTCGCCATGTTCGGACTTCTCC
TCGCGGTTGTGCAGCTCCGTCACAGCGCTCGAACCCGCGGAGCTGTTCTGTTTGGACTGA
GACACGAAGCGGGCGGGCGGGACGGAGCCCAACCGGGGCAAACTGAGCCCGAATTTGGAG
AGCCGTGACAACATTCGGTCGTCCGGTGAAGGAGACTGCTGACCCCCCCGGCCATA
>CL626Contig1
CGCAGCGATGGAGGTTCTTTCCGCTATTCTCTCAGCGCTTTTGCTCCGCTTTGTCGCTGC
TGATAACAGAATACACTGGACATATACAGAGGGAGCGTTGGATCAGCAGCACTGGGCAAC
CGAGTATCCTGCGTGCGGGGGGAAGAAGCAGTCTCCAATTGACATCCAGCGGCGCAATGT
CAAGCACAACCCAAACATGTTACAACTGGAGCTCAGCAATTACTGATGCTCAGCAGGGGA
AATTTCTCATGACCAACAACGGCCACACGGTTCAAATCAACCTACCCCCCACCATGACGA
TCAGCCAAGGCCTCCCGGGGATATACATGGCAGAGCTTCACATTGTTCATTACAATTCTG
AAAAGTACAGAAGCTTTTCTGAAGCCAAAGATAAGAAGGATGGATTGGCGGTTCTTGCCT
TTGTCTACGATGATGGACATTTTGAGAACACGTACTACAGTGATTTCATTGCAAACCTGG
AGAAAATCAAGTATGTAGGTCAGGCCATGAATATTACGAGCATCAACGTGCGCTCCATGC
TTCCGGAGAACCTCAACCATTTCTTCAGATACGAGGGGTCCCTCACCACGCCCCCCTGCT
TTGAGAGCATCATCTGGACTGTGTTTGACA
>CL626Contig2
ACGAGGGAGTTGCGCTTCCATGGTGACGGGAGNAGGCAGAGATTTAAAGAGCAAGCATCC
TTCAGTGGAAAGATGACACGCGGTCCAAACAAGGCCATGGCAGAGAAATGTAAGGATCCT
GCAGAAAAGAAAGGGAGACTGACCACAGTCCTGGCGCTGTCCACGCTGATATCTGCATTT
GGATCATCGTTCCAGTATGGGTACAACGTGGCGGTCATCAACTCCCCGGCCCCGGTCATG
CAGCAGTTTTACAACACCACCTACATGGAGCGCTACAAAACTGAGATGGGGCAGAACTTA
CTAACTCTGCTGTGGTCTCTGTCCGTCTCCATGTACCCTCTTGGAGGCTTTTTCGGTTCT
CTGATGGTGGCTCCTCTGGTCAACCACCTAGGAAGGAAAGGCACCCTCCTCTTCAATAAC
ATCTTCTCCATCGTACCTGCTGTGATGATGGGAGCCAGTGAAGTCGCAAAGTCCTACGAG
ATCATTATTGTGGCTCGGTTCATTGTAGGCATCTGTGCAGGTCTTTCGTCCAACGTGGTG
CCGATGTACCTGGGTGAACTCTCTCCAAAAAATCTGAGGGGAGCTCTTGGCATTGTGCCA
CAGCTTTTCATCACCGTTGGGATTTTAAGTGCCCAAGTCCTGGGCATCAGAAACATACTG
GGCAACAGTGCAGGCTGGCCCCTCATGCTGGGCTTAACCGGCATTCCTGCTTTGATTGAG
CTGCTGCTGCTGCCCTTCTTCCCAGAAAGCCCAAGGTACATGCTCATCCAGAAGGGAGAC
GAGAAGAAGGCAAAGAAGGCTTTGCAGCGGCTGCGCGGCTGGGACGATGTGGATGCTGAG
ATGACAGAGATGCGTCTGGAGGACCAGTCGGAGCGGGCCGAAGGCCGCTTGACGGTCTTT
TCCCTGCTCGCCCAGCGCTCTCTCCGCTGGCAGCTGATCTCAGTCGTATTCATGAACATG
GGTCAGCAGCTGTCCGGTGTCAACGCGATCTACTACTACGCAGACAGCATTTACTCCTCT
GCAGGAGTTAATGAGAACGATGTTCAGTTTGTCACAGTGGGAACAGGAGCAGTAAATGTG
GTCATGACTGTAGCAGCTGTCTTCATCGTGGAGAAGTCAGGCCGACGGCTGCTCCTCCTT
GTAGGTTTTGGGATCTGCTGTGCAGCGTGTGTGCTTCTTACCATCGCCCTCAGCCTCCAG
GAAAGCGTGTCATGGATGCCATACGTCAGCATCATGTGTGTCATCATCTACGTCATTGGC
CACGCCATCGGACCCAGTCCAATCCCCAACGTGGTGACCACCGAGATGTTCAGGCAGTCC
GCCAGGTCTGCAGCATTCATGGTGTCCGGCTCTGTCCACTGGCTGTCCAACTTCACCGTC
GGCCTCGTCTTTCCCTTCATGGAGAGAGGCCTGGGACCTTACAGCTTCATCGTTTTTGCT
GTCATCTGTCTGCTTACCCTGGTTTACGTCTGGGTGGTGGTGCCAGAGACCAAGAAAAAA
ACCTTCCTGGAGGTTTCCCAGATGTTCGGAAAGAGGAACAAAGTAGAGATCAAGCTGGGT
GACAGCGATCTGCCCCTGAAAGACAGCAAAGAAATACCCGAGGATCCGGAAAAGGTCACA
GCCTTCTGAAAGGAGAGGAAGTCTTTGATGTGGGGGGGTAAAGGGTCCAGTTATTTTCTA
TTCCATGTCTTATGAGAAGTTGGAACAGAGTCTTTATATACGCATTAGTGTCTTTGAACC
TTGTTGTGCATGTAAATTAAAATTTGCAGAGTAGTAGAAATGAATGAACGTGTATGTGAG
TAATGAAACATAACAAAGAGTCTCTTTTAAGCCTTTATTGTTGGTGCATATATGTGAATA
CATGGATGAAGCTGTGAAATACATTTCAATATAAAACCTGGCGTCTGAGAAGCATTTTAT
CCTACATTACCAGCATCTACAGCACCTTAATGCCCCACTATCAGCAGTACAAATCCCATG
CAGCGGTTTAAGCTCATCAAAAGACAGGCAGGCCTTTCAGATGCATCTGTACTGGCTATC
CAGCTGCACCCCGCCATATATGCTAAGTTTAGTGCTTCCCCAGCTGAACACATTTCCCAC
AGTGCTGGTGTTTCTCCCGCATGACATCTGGGTACGGATTTCTGCCGTGCTCAGCACATA
GTTCCACACGTTGACGTCAGTCATCTTGCCCACAAAAGCGTCTGCGTCGGACAATCCCAG
CACTCCATCCTGGTCTTTACCCAGAATGAACTCACCGCCGGGGTGGATGGTGTAACCGCT
CCTTAGGTGGCGCTGCTCACCTAACATGCCGTTGACCCAGATATCTGCTCCACCGGTGTG
GGATGACCAGGTGATGCAGTAGTTCGTCCAGTCCTGTGACCTAAAAGTGTGCGGCATGTT
GACAAATTCGTTGCCGATCCAAAGACCTATCTCTCCCGATTCTGCATCTTTACTGATGGA
GACTGTCAACTCGTTGTCATTGCCGTCACTGGAATAGGAGATGACAGTGTGAACCCCCGG
GCCCTGAGGTAAAACATGCATGCAGACGGTGAAGGAGTCCAGATCCATGGGGTGGTTGAG
GCGCGCTAAAGCATAACTGCCATAATTCCTCTCCGGGAAACCCAACACCAGAGGAAACAG



ATCACTGTGGTCGTATCTGGGAGGATTTGGGCTACGATTTCCTCCAGAGTACAGGTTCTT
TCCCAGAGATGTTATCAAACCCTCAATCTTCTCAAGCCTGGACTCTATCACATCTGGTAG
ACAAAATGATCCTTTCCTGACACGTGGGAGAAAAGATGACTCCACCACTCTGTCGTTAAG
AGGCTGGGCGATGCGGTAGTCATTCCACAGCGTTTTGTTGTCTATGTCCATCAAAGTGCT
CTCCAGCCTCCTGATCTGGTTCTGGGAAAGAGTGATGGGGGTGTCAAACACAGTCCAGAT
GATGCTCTCAAAGCAGGGGGGCGTGGTGAGGGACCCCTCGTATCTGAAGAAATGGTTGAG
GTTCTCCGGAAGCATGGAGCGCACGTCGATGCTCGTAATATTCATGGACTGACCTGCATA
CTTGATTTTCTCCAGGTTTGCAATGAAATCACTGTAGTACGTGTTCTCAAAATGTCCATC
ATCGTAGACAAAGGCAAGAACCGCCAATCCATCCTTCTTATCTTTGGCTTCAGAAAAGCT
TCTGTACTTTTCAGAATTGTAATGAACAATGTGAAGCTCTGCCATGTAGCGGACTCCATC
TATGGTGTGCTCCGCTCCACTGGCCTCCTGGTGTGAGCCTCCCCAGTGCAGGTGCATCTG
GACAGCTGTGTATATCCCCGGGAGGCCTTGGCTGATCGTCATGGTGGGGGGTAGGTTGAT
TTGAACCGTGTGGCCGTTGTTGGTCATGAGAAATTTCCCCTGCTGAGCATCGTAATTGCT
GAGCTCCAGTTGTAACATGTTTGGGTTGTGCTTGACATTGCGCCGCTGGATGTCAATTGG
AGACTGCTTCTTCCCCGCGCACGCAGGATACTCGGTTGCCCAGTGCTGCTGATCCAACGC
TCCCTCTGTATATGTCCAGTGTATTCTGTTATCAGCAGCGACAAAGCGGAGCAAAAGCGC
TGAGAGAATAGCGGAAAGAACCTCCATCGCTGCGCCTCGTCTCTGTGGGGCACCGCACTG
AC
>CL627Contig1
GGATTTTATTTGGATTCTTCTGACCCAGAGAACATTTCAGACTCTAGTACGAACGTTTTC
TGTAGATCTCATAACAACATTGGAAAGAAAATGTGAATGAAAAGAGCAGCTGAAACCTGA
CAGAAGTCTAGGATAGAAAAGCAGTCAGGGTTCAAAAAGGTCAAACGTTGATTTTAAACC
AGTACTATGAGTTTCTGGCTGCAGAACCAACCAGAACCAGAACACCTGCTTCATTTGTCT
TCATGAAACAAACCCAAAAGGGGAGACTTTCAGAATAAAAGCCTTTCATGATGAGTGCAT
TAAACAGACCTTCGAAATGTCATCTCCACACAAGATCTGATGACTGACACGTGCACACTC
ACAGTCACGTGCACATCTGGACCATCTTGGCAGTTCTGGTTTATGATGGAGGGGTTCTGT
AAAAAACGAACTTTGCTGTGGTTCTGGTCCTGGTGTTGCTGATCGACCCATCAGCAGCTG
CTCTGCCCGGATACAGGAACCACCCCGAAGATGCTACATAGTGAACGGGTAATCTGAGAG
ATGGAAGTTCAGATCACCACAGCTGGATCAGCACGTTATCTACAAAAACACAATATCCCA
GAAGAGCAAAGGACTGACGGAGACTGGATCCAGAGCTGAGGTCCTCGAGGAGCTAGAAGT
CGATCTGGTTTTCCTTCAGGATCGCCTTCAGTCTGTGGTTCTCCTGAGTCAGATCATCGC
AGCTCTTCTGCAGCTCCGTCACTCTCTGAACCACGTGGTCGTAGCTCTCTTTCAGCTTAT
GGATCCTCTGGTCCGCCCGATTCTTCACCGACACCACGATCCCGTTGATGATTCGGGCCA
CTCTCCAGAGTCGAAGCAAGATGAGGAGACCCATCCCATCGAAGGCATCCTCGTGAAAGA
TGAAGACGATGTCCAAGATGAAGGACACCACCACCACCAGACCATCAAACATCTCAAACT
TGTGGTGGAAGAACTCCAGGCGGAAAGCAAACAGCTTTCCAGCCAGCTCCATCATGAAGA
AGGTGAGGACGGCCAGGCTCAGATAGTGGAATACCTCAGGAGCAATGTGGCCATGATCCA
GCTTGATGACGGACAGGTCAATGAGCAATTCAGCCAAAACGAAGCAGGCGTCCAGGATCA
CCAAACACACCACAGCCACCTGGAAGCGCTCAGAGACGTAGAGTCTCTTCAGAGCCTCCC
TGAAGGTCAGAGATGTTGGGAAGAGTCCTGAAGCTGGACTCAGATCTTCGCTGACTGCAT
GCAGCTCCTCATCCTCCCACACCGTATGATGCTTGTCCCCCACCGTGCTGAAATGCTTCA
GGTATCTGGACATGGCAGCAGGCTGGAGATGGCTGGCTCAGGAGTTGACAGACCCAGCGT
GGAGTGGACCCACGAGAACCGTCGAGCTTCAGATTCCACCCGGAGTCCAGAGGAATGGAG
GACAGAGTGCGGCGTCCGCGGGAACTCGTGATGAAAACATCCGTTTCTGCAGCGACGCGT
TTCCCTGACCCTGCGCGTCTGCGCCGTTCCGCTGCGCCACGCCGCTCTGCCGCTCTGCCG
CTGCGGACTGGAAGATAACAGAACCCAGAGGAATCAGTCCAGAGGTGGAAAACGGCAGAA
CTCGTGACAGAGCTTCATCTTTTGCGGGATCATTGTGCTTTGCAGAGATTTACTCATCGG
AATCAGACTGGATCCATTTGGTCTCCAGTTACTGTGAGAAATGATGGTTCTTTTCAACAA
TGATTCGATTTGATATGTATGGTTGCAGATTCGATTCACTTTCAATACTGGTTCATTTGA
ACGATCCGATTCACTGACCTCAAATGGATCCAGAACATCTTTATCTAAAACTTCCACCAG
TGTGACTCACAGAGAAATTCCTGCTACTGAACAGTGAAGTTTTCCAGATTCTTGGATTTC
TTCCAGATCATCAAGTGGAAATGAAATCTGTGTCCAAACAAACAAACAGGTAAACTAGAA
TGAATGTCAAATCCATTCACGTTAGTTTCCTAAAGTTCAGTCCACTGATGTTTTTCCACA
TTCAAAGAATCCAAAGGGAACAATCTTAGAACATTCTAGACATTGGATGGTCACATGACT
TTATTCAAAGTGTTTCCACACATTGAACTGTGATGATGGACTGATCATTTCTTGATGACA
TCACGTGTGTGTGTCTGCTGTGACGCTT
>CL628Contig1
TTTTTTTNTTAACACTCAGTAAGATAATTTATGTTAATGTACAATCCGCATTTTTGAACA
AACAAAAAGTAAAAAGATGTACAGATTTCAAATGATCATCTCTAGAGTGAGTCCACAGAG
GGCCACAGATGAAAAAGAGGAGGGGGCAGGAACTGGAATGGCCACCATGGAATGTGTGTG
TGTGTGTGTGTGTGTGTGTGCATGCGGATGAGTGTGTATGTAAATGTAGGTCTGACTGTA
CTGGTCTTCAGCTATGTCTGATGGTGAGAAGTGGAGTGTCGCAAATGAAAGGGATGATAG
CGAAAACACAGAGGAAGGATAGTCAGACGGAAGGAAGAAGAGAAAAAAGTAGAGGCAAAA
ACAGCAACAGTTTTTCAGTTGGTGTAGATCTGGCCCTCTGGCGGCTGAGGAAGTTTCATG



TTCTCCTTGCAGGTCATGAGCCGCCTGAGCTCCAGCAGCACCATGCGGATACTGTAGGAG
TTCTGCCACTTGGCCAGAGCAGTCACTGCATGCATGTCAACCACACCATTGGAGTTGTGC
ACACCATTCAAGTTTATCTTTGTCACAAATCTGACAAACGGTGGAGACTCTGGGTAACCG
GGCCCACATTCAACCTTCAGATTGTACATCCTGTTTTCATAGCTCGTCCTTGGAGGACCT
AGGATCACCCCTCTCCACCGCGTTAAGGTCATGTCCTCGTCATCCTCCAGGCCCCAGCTC
ACTGTTCCGTCACCCACACCTTTCTGTCCTTCCTCCAGCTCCTCCAGCAGACGGAAATTG
CGGGGAACTTTCACGCCTGATCCGGCGGCCAGCGCCATCTTGTCGCTGCACACCC
>CL628Contig2
GAGATGGGGCCCGGAGGATGACGAGGACATGACCTTAACGCGGGGGAGAGGGGTGATCTT
AGGTCTTCCAAGGACGAGNTATGAAAACAGGATGTACAATNTGAAGGNTGAATGTGGGCC
CGGTTACCCAGAGTGTCNACCGTTTGTGAGATNTGTGACAAAGATAAACNTGAATGGNGT
GCNCAANTCCAANGGTGTGGNTGACANGCATGCAGNGAGTGCTCTGGCCAAGNGGCAGAA
NTCTTACAGTATCNGCATGGTGNTGNNGGAGATCAGGCGGNTCATGACCNGCAAGGAGAN
CANGAAACTTCTTCAGCCGCCAGAGGGNNAGATATACACCAANTGAAAAACTGTNGCTGT
GTTTGCCTCTACTTTTTTCTCTTNTTCCNTCCGTGTGANTATCNNTCNTCTGTGTGTTCG
CTATCATNCCTTTCATATGTGACACTCCACTTNTCACCATCAGACATAGATGAAGANCAG
TACAGTCAGACATACATNTACATACACACTCATNCGCANGCACACACACACACACACACA
CACACACATTCCATGGTGGCCATTCCAGTTCCTGCCCCCTCCTCTTTTTCATCTGTGGCC
CTCTGTGGACTCACTCTAGAGATGATCATTTGAAATCTGTACATCTTTTTACTTTTTGTT
GTTCAAAAATGCGGATTGTACATTAACATAAAT
>CL629Contig1
TTTTTTTTTTTTTTTTTTTTTTAGATGATTTTGTTTTATTTGAAATGTCAGTGTTCAAGA
GAAAATAAAACAGCAATATAAATATTAGCATAAAAATAAGAGAGTAACACAGGGGTGTAG
CGTGAGGCGAGGGGCTAAGCATTTGATAAGAAAGATAATACAGCAGGATAGAGTAGTATT
AATTCAGCAGCAGACGGACTTACACATATATAATATTTATAATCATTTGTTCATATGGAC
AGAAGGAGAAGGAGAAGCATTCTTTCACAAATGCACAAGTTAAAATCACAGCAAAAGAAC
ATTAAGAGGTTACAGAAGGATAGAAACATTTCTAGATATATCTTTTTTTTGTCTTTACAG
TGTGATAAAAGATAATGGAGGGAGAATAAACACAAAAATATGAGCAACACATACCACAAG
TTAGCTACTCTACGTGTGCCACTTCTTTTTTTTCTTATCTAAAGTTATCTTTAATTCGTT
TATTTACAATGAAGAGTTAGTTGGCTTCCATAGTGCTCAATTACTACATCGCAACACCGT
TTGTTGAAGAGCATGTCAGACTTCACTGTTGACTTTTTATTTTCACTGTGATCTTGTTAA
GTTTCTTGAAAAAACAAAATGCAACACATTCCAGTAAGCCAGGCATTGTTGAGAGACTTT
TACTTTGAAAATCTTGGGCATGCTCCCTGCTTGCCAAAGCCTGGCTCACACCGTCGACAG
GACGCATTTATTTACAGAGAGGGGGAGTGAATGTAGAGAGGTGAGAGGCAGACAGGCTCA
GGTTTCCCTTTGATTTTGTTTCAGAGGGCCGGAGAGCGGCTTCTCCTCAGCGACAGGGAT
GACTGTGATTGGCTCTGTTGACCTCTGCCTGGGTCAGTGCATTAGTCAAAGTTTGGGGTG
TGTCGACAGTGGTTCCTCTGTACATTCAGCGCGTAAAGCCGAGGTCATTTCCCACCGCCC
CGGTTAATGTGAAGATGCAAATTTTTCTCAGGGTGCACCCCTTCCACTCCCTATGACCCA
GCCTGCAAGCTGCCATAGTTTTCATGCACTTCTACCAGTGGCCAGGGAGGTGACGGACAG
CATGACAAAGTGAAGACTTCAAATCCTTAACATTTCTATGCTATGGAATCACTATCTCCA
AAAGAAGAAAACAATAATTGTGTCACATCAAGAAGTTCCTTCAGCACCTCAGGAAAGTGA
AGGGACAATACTCCATCAAGGCCCTAGAGGCTTATAAGGTGTCTAGAAACTCCTAAGCAC
TTAAGTTTACCACATTTACACGTTTCCCTAGAGAATAGAGAGATTGCAACTCTAGTAGTG
TCTCATCTTCAGAAAACAAACAGTGCATTTCCAAGTTTGGCTCTCATTATGGAGGGAGGA
CACAAGGCAGGTGTGAGGAGGGGAGGGCAGCAGGTGCAGGGCAGCGGGACATGCCATCTG
GAAGGAACTAGTCCCGGCAGCTGAAGCGCCCATGGCTGTGCCAGCCCTTCCTCTGGGTGC
ATGCTCAGGTCATAAAAATATCAGAAGCTTCGATTCTTAGTTATTTTTTCTCTCTCTAAC
TATCATTACAAAAGTAGTTCTCATTTTTGGTCAAGCAAATACTACATGGGCATTTTATTG
ACCTTCGATTGGACTGAGGACATTAGATTGGGAATGTTCTCTTTGCTTTTGCAATGCATA
GTTTGCAACTTTGCACTATTCAGAGTGGTTTGAACCTTGTAAGCATGCAGAAAAGGTTTG
TAATAACTGTCAAACACCATCTCAGACTTTACAACCCTGCAAAGAGGGGGGGGGGGTATA
AATGATGGCTAGAGCATTTAGCAAAAGCTGACTTTCCACTTAAGGAAAACAAAATCCAAT
AAAAATTTCTGCTTACAGCCTTGCCATCCAGCAAAGTTCATAACACTAAAATCCTCTTTG
TCCATAATATTTTACTTTTTTTNTTTTTT
>CL629Contig2
TNAAACCCNGCAAAGGGNGGGGGGGGGGGGCTATGAATGATGGCTAGAGCATTTAGCAAA
AGCTGACTTTCCATTTAAGGAAAACAATATCCAAAAAAAATGTATGCTTACAGCCTTGCC
ATCCAGCAAAGTTCATTACACTAAAATCTCTTTGTCCATAGTATT
>CL630Contig1
TTTTTTTTTTGAAAAAAAGTTCTTTATTTGATGTAAAGTTCTATGGCCCAGTGGTTTCTG
CAGGATGTAGCTTTCCCACCATGAATACTTCAGGGCAATTACAACCTGTTCCAGGGGAAT
ATTTGAACATAGAAAATCATTTTAGTGGTTCAACTCATCTGCAGACAGAAAATAATCACA
GAAGTCTTCATGCTTCACAAATTATGCTGAGGGGACTTTCTTCAGAACTGAAAAACTATC
ATCGTTATCATTCCAAGTCTATTGGCAGTAAGAGTAGCATCTTCTTCCCTTAAGTTATGC



TGATGGTTGGAAACATAATTTTAGAGTTACTGCTTTAAAATGTCACATCTGAAAAAGTTA
TCAAAACTTGTTGCAATAGAAATCACAGATTTCCAGCACTAAATCAATTTCCTATTTGTT
TCCAATTGCAATGTTTTGAAGAAACTCATACTTGTCTGGATTTCTGAAAGAGGCTCACAC
ATGTTCACCAATAGCCCTTACCGCATAAAACCAATAAATGTTCAAAAAGTTTTTAAAATC
ACCATCTCAGTAAATCGATCGCAACGTACTCAGAAAGATAAAATAATGATCAAAATTTCA
GTAATTACTCAGGGAAACTAGTTCCATTTTAAAGAATGTTTTAAAAAGAGGAAAAAGCAG
AATTTGTATTATAGCTGTCAAAGAATTTGTCAATTAAAAAAATTAAAACTGGAATGATCA
TTTCCACTTGGCAACAGACATTTTAAAATCCAATGCAAAGGTTTTAAAATTCTTGGGTGA
AAAGGCAGCGGTCAAGCATCACCAACAGTTCAGGCAGTAAAGGTTCAATCATCCATGGAG
GATGGTTGGAATTCAGAATCCGGACATCTTTATGAATTCATCCGGTTCACTTGTCACATT
AGCTCAGTTACCAATACAAACAGCCAAAAGTTGATAAAAAAATTGTTTTTTATTCATTTG
GCTCCTTTTCCGGGGGTTTTGAAAATATAAAAAGGCAGTTTTTAATCTACAGTTTCGGTG
TCTTCCGTGTGCTGTACAGTTGCATTTTCTGCTGTCTTTGAAGCCTTCTTGTTTCTTTTT
CTTCTGTGTCTTGCGGCTGGCAGAGCTCTGTAGTAAAGTCTTTAGCTCAGGGTCCTGAAC
TTCATGCTCTGATTTGTAGAATTCAGAGTCAAAAGGTCCATTAGTGATTCTGTGAGGTCC
GTTTGCCATCAACAACACTGTGAATTTGAACTGAGCAACAAATTCACCTTCTTTCTCATG
AAGGACGCTGAAGGGCTGTAGCAACTCATGCTTGGTACACTCCACCACTCCAAGGCGGGC
TTTAGCCTCATCCTCAAGCGCTCTCAGAGTGAAGGGCATGGCATCGAACCGCCGCTCCAC
TTCACTGAAGAAGGTGCGAGAGGTCTTCATCTTTAAGCCGTATTGTTTACTAGGGTCCCT
CTTGTAAATTGTGGTCCTGAGACCCGAGTCTCTTGCCTTTCCTTCTCCTGTGCTAATTAA
CACATCCACAGCATAAACTTCATGCACTTCAAATTCAGCCTTCTCATGGTCCTTCCTTTG
CTGGTCAGTTGGGTTTTGAATGATGGTCTTCTCTCCATCTATGATGTGCTGCTTCAATTG
ATGAGACAGCATTCCTTCAATAGGAGTACATTTGAAAGACTGCGCAATCTTGTTCCAGGC
TTCTGTCACTTGAGTATTCTGGTTACCAGGCTTCACCAGACGTAAAGCTGCTTCTGCACA
CAGGTGAGCAGCTTTGATGACATCAGCTTTCCGACCTGTGGCAGGTTGTTCCTTGCTGGC
TCCCACAACAAAGCTGTGAGCAACATTGGCAATGAAGCCGTCAACGTGAACCCCAAGATC
TATTTTGACCAGATCTCCATCTTTAAGGGTGTAGTCGGGGTCGCTCTTCAGCGGGGAGAA
GTGGCAAACACAGTTATTGACTGAGATGCTCGTGGGAAAGGCAATACCTTTCTTCATTTC
CTTCTCCTTCTTGAAGACCTTTCCAGTCTCAGCCATGATGTATGCGTCACCTTTCTCGCA
CAGGCTGATAACAGACACGCCTGGTTTTGCGGCCTCCATCACTAGACGGAGAGTCTGGTT
GGCGATGTCACCACCCATCTTATACTTGGTGACGACCAAGTCCTCGGCGATGGTCTGTTC
CTGCTCGTCGTCGGACATCTTGGCAGTGAAGTTTCCGTCGTTCAACCAACGTCCCAGACC
AGCACAGCGTCGCCTCTCCGACGCTCGCCTTCCTTCCTTCCCCCGGCCATAAGGCCCGGG
TT
>CL631Contig1
TTTTTTTTTTTTTTTTTTTTTTGGTTTGAAGATGATCAGTTTTATTGCAATGAGTAAAGT
GGGGAACAAACAAAAAAAGAGGTAAAAACATCGTTTTCATCCGTTTAAGACACAATTCCA
CCGTTAACATCTGGAACCAACGTGACCCGCTCAGACCCGAGCCCGGACCGGCCCGGTTCC
CGCAGAACCAGCAGGCATATCAAAGAAGCGTGGGCTACAGGTGGAGCTACAAACCAAAGG
TCCAGCTTGATGGGACAGGAAGAATGAGAACTCTGCAGGCCTCTCAGTAATGTTCTGGTG
GGGGGGTCGGTGTCTGATCCACACTGAAACAACCAAAAACCTTCCAAAAATCTTCTGAGC
CGGCAGCGCCACGTGCTCGCGCCGCCGTCACGCCCGCTTTAGGCCTCTTCTCGCGGCTTG
GCTCCGCCAAAGATGGCAGAGTTGGGATTGGCGACCTGGTTGAGCGGCTCCGAGACGGTT
CGAGGCTTCAGCTGCAGCCGGGGCCGCTGTGCTCGCTCCTCTTCAGAGGGTTCCCTAAAG
TCTGTTGTCCCCCCACGGGGAGGGGGTCCTTCTCTGAACCGTCCCATTCCTACGCCTCCC
CCCCGTCTGTCGCTGGGACGACTGCTGCCGCCGCCTCGACTCCGCCCACCCATGTAGTCG
TCATCCCTGAAACCTCTGGCATCGTCTTTCCTGAAGCCGAATCCTCCAGCCCCCCGCTCT
TGTCTCCGCCCCTCTGCGATGTCCACCCTCAGCGAGCGATCGCCCAACAGAGCTCCATCA
TACGTCAAAGCTTCTTTTAGAGACTCCAGGTCTTCAAACTCCACGTAACAGAACCCTTTG
AACTTGTCTGTTTCTTTGTCTCTGACCAATCGGACGCTGCGGATGTTGAGCTCTTTGAAG
ATGATGTCGATGTCTCCCTGCACCGTGTTGAAGGGCAGGTTACCCACAAAGGCCGTGAAC
GGGGGATCCGACGGCAGCTCCTTCTGCTGCTTCCGGGGGCCTCCGGCGCCGCCGCCGCCG
CCACGGGGCCCTCTGCCGCCGCCGAAGCTGCCATAGGCCCGGTCCCGGTCGTCGTAGTTG
TCGTAGTCCGCCATTCCTGATGCTGTCAG
>CL631Contig2
GACAGCATCAGGAATGGCGGACTACGACAACTACNACNACCGGNACCGGGCCTATGGCAG
CTTCGGCGGCGGCAGAGGGCCCCGTGGCGGCGGCGGCGGCGCCGGAGGCCCCCGGAAGCA
GCAGAAGGAGCTGCCGTCGGATCCCCCGTTCACGGCCTTTGTGGGTAACCTGCCCTTCAA
CACGGTGCAGGGAGACATCGACATCATCTTCAAAGAGCTCAACATCCGCAGCGTCCGATT
GGTCAGAGACAAAGAAACAGACAAGTTCAAAGGGTTCTGTTACGTGGAGTTTGAAGACCT
GGAGTCTCTAAAAGAAGCTTTGACGTATGATGGAGCTCTGTTGGGCGATCGCTCGCTGAG
GGTGGACATCGCAGAGGGGCGGAGACAAGAGCGGGGGGCTGGAGGATTCGGCTTCAGGAA
AGACGATGCCAGAGGACGAGGAGGCTCTCGAGGAGCTCCCAGAGGAGGAGGAGGGCGGGA
CTCTCGAGAGGACTTCTACGACCAGCCGGGTGGAGGCGTAGGAATGGGACGGTTCAGAGA



AGGACCCCCTCCCCGTGGGGGGACAACAGACTTTAGGGAACCCTCTGAAGAGGAGCGAGC
ACAGCGGCCCCGGCTGCAGCTGAAGCCTCGAACCGTCTCGGAGCCGCTCAACCAGGTCGC
CAATCCCAACTCTGCCATCTTTGGCGGAGCCAAGCCGCGAGAAGAGGCCTAAAGCGGGCG
TGACGGCGGCGCGAGCACGTGGCGCTGCCGGCTCAGAAGATTTTTGGAAGGTTTTTGGTT
GTTTCAGTGTGGATCAGACACCGACCCCCCCACCAGAACATTACTGAGAGGCCTGCAGAG
TTCTCATTCTTCCTGTCCCATCAAGCTGGACCTTTGGTTTGTAGCTCCACCTGTAGCCCA
CGCTTCTTTGATATGCCTGCTGGTTCTGCGGGAACCGGGCCGGTCCGGGCTCGGGTCTGA
GCGGGTCACGTTGGTTCCAGATGTTAANCGGTGGAATTGTGTCTTAAACGGATGAAAACG
ATGTTTTTACCTCTTTTTGTTTGTTCCCCACT
>CL631Contig3
GGAATGGCGGACTACGACAACTACGACGACCGGGACCGGGCCTATGGCAGCTTCGGCGGC
GGCAGAGGGCCCCGTGGCGGCGGCGGCGGCGCCGGAGGCCCCCGGAAGCAGCAGAAGGAG
CTGCCGTCGGATCCCCCGTTCACGGCCTTTGTGGGTAACCTGCCCTTCAACACGGTGCAG
GGAGACATCGACATCATCTTCAAAGAGCTCAACATCCGCAGCGTCCGATTGGTCAGAGAC
AAAGAAACAGACAAGTTCAAAGGGTTCTGTTACGTGGAGTTTGAAGACCTGGAGTCTCTA
AAAGAAGCTTTGACGTATGATGGAGCTCTGTTGGGCGATCGCTCGCTGAGGGTGGACATC
GCAGAGGGGCGGAGACAAGAGCGGGGGGCTGGAGGATTCGGCTTCAGGAAAGACGATGCC
AGAGGACGAGGAGGCTCTCGAGGAGCTCCCAGAGGAGGAGGAGGGCGGGACTCTCGAGAG
GACTTCTACGACCAGCCGGGTGGAGGTTTCAGGGATGACGACTACATGGGTGGGCGGAGT
CGAGGCGGCGGCAGCAGTCGTCCCAGCGACAGACGGGGGGGAGGCGTAGGAATGGGACGG
TTCAGAGAAGGACCCCCTCCCCGTGGGGGGACAACAGACTTTAGGGAACCCTCTGAAGAG
GAGCGAGCACAGCGGCCCCGGCTGCAGCTGAAGCCTCGAACCGTCTCGGAGCCGCTCAAC
CAGGTCGCCAATCCCAACTCTGCCATCTTTGGCGGAGCCAAGCCGCGAGAAGAGGCCTAA
AGCGGGCGTGACGGCGGCGCGAGCACGTGGCGCTGCCGGCTCAGAAGATTTTTGGAAGGT
TTTTGGTTGTTTCAGTGTGGATCAGACACCGACCCCCCCACCAGAACATTACTGAGAGGC
CTGCAGAGTTCTCATTCTTCCTGTCCCATCAAGCTGGACCTTTGGTTTGTAGCTCCACCT
GTAGCCCACGCTTCTTTGATATGCCTGCTGGTTCTGCGGGAACCGGGCCGGTCCGGGCTC
GGGTCTGAGCGGGTCACGTTGGTTCCAGATGTTAACGGTGGAATTGTGTCTTAAACGGAT
GAAAACGATGTTTTTACCTCTTTTGTTGTCCCC
>CL632Contig1
TTTTATTCCACTTGGATCACAGACTGAAATAACTACATGACAAGCGGAGACAGAGAAGCG
GCGCCTCCTGCTGCAAGGACAGAACAAAAGCCTCATCCGTTCCAATCTGCTCTCATTCGT
CCCAGGCGTCTCCATAGATGTTCTTTTTCCCTTGCTTCTTTGGTCGCTCTGGTTCCTTCT
CCTGGGGCGTTTTGATCATGGTGTCCGCCTTCTGAATGAGCGTGACCTCGTAGTTCTCCC
TGTTCTTGAGCCTCAGGTCCTCATAGAGGACAGGCTTCCTGCGTGGCTCCTCCTCGTCCA
GGTACGACTGAGTTGGAGCACTGAAGTCGCCCATCCTTCCCACTTGCTCAGGAGGATCAA
GACCAGATTCGTAATCTTTGGAGGAAGGGGACGGGAAGCGAGGGGCCTCGGCAGCCTGGA
ACATGGTACCAAACGACTGAGAGTCTGGGTTGCTCATCTCTGACTGAGCTGCACCAGAAA
CACGTGGAGTCATTCCCGATTTCTGTCTGAGGATTTCCCCTAAAGGAGAGTTCTCCAGCT
GCTTGAACTTCTCCTGACACGTCTTCATGTAGGACAGTTTCCCAGCCAGGTAGCCACAGA
AGCCGGCAAAGGCAACTTTAGGCAGAGATCCAAACCTTGGCGATGGAGACAGAGTCCCTC
TGCTGACTAAGGCTTGAGTGACAGCCATGCTGATCACAGAGAAGGGCACCGATCTATAAA
AGAAGCTCTCCTGGTTGCATTCTCTCAGTACTCCCTTCTCCTCCTCTGTGGGGACGTAGT
CCACCCCAAGTTGTGCCTGAGCTGCTGTGCGCCGCCGCTCCTCTGGGAAACCTGTAGAAG
TCGACGACATGCTGACGGCAACCCTGGAGCTCAATTTTTACTCCAAAACATGTAGTTAAA
CACGTTTAAAGCCGCTGACTTTTTAATGTTTGGTACAATGTCATGGCTCCGGGCAATTCA
TTTGACCCGGAAGCCAGT
>CL633Contig1
GATTGTTTATTGAATGGTCAAGTGCAATGATCAGTGATGCAGGACAAACAAAAACAAATC
CATCTTAGTATGAAGTCATCACATTGTTGATCCAGCTGATGTAGCCGCTGACTCTGGTGA
AGACAGAGGGCTTCTTGGGGTAGTTGCAGCCCAGGCTGGAGCCGAAGCTCACAATTCCGT
GGACATCCCAGGAGCCATCAGGGTTGCGACAGTTCAGGGGGCCACCAGAGTCTCCGTTGC
AGCTAGCCAGCTCTCCGTCTCCTCCGGCACAAATCATGTTGGTGGTGACGATAGTGCCCC
ACCAGTCAGGCCTGCTGCAGGTGGAGTGTCCAACCACTGGGAGGAGGGCCTGCTGCAGGA
TATCAGCAATGGGACCTCCAGTCCAGAGACGTCCCCAGCCGGTGACATAGCAGGGAGCAC
CGTCATCCAGGATTTCACCAGCGTTTGGAAGGCAGGCAGCCCCAATGGTGTTGGAAAAGG
TGACTGGAGTTGACAGTTTGATCAGGGCAATGTCATTTCTGATGTTGTAAGAGTCCCAGT
TCTCGTGGACGATGATCCTTTGGGGGCTGATGGCGATGGAGCCAGCCTCGTTGTTGGCGC
TCAGGTCGTGTTTTCCGATGTACACTCTGTACGTGCGACTTCCGATGCAGTGAGCAGCAG
TGAGGACCCACTCGTTGGAGATCAGGGTACCCCCACAGGTGTGGTAATAAGTGTTACCAC
TCAGGTACTGCAGGGACACCTGCCAGGGCCAGCTGTGCGCTCGCACATCTTCTCCACCGA
CCACCCTCGTGACAACAGGGGGGTATGTGGGCAGGCCACAACTGTACGCACCAGCAACAA
ACAAAGCCAAGATCAAGAACTTCATTGTGACCGTCACTAACCC
>CL634Contig1



AAGTATATTTATGTACACCCCTTTTACGCCCATAAAAAAAGTAAAAGTTTCTGCTTCAAG
AAAAAGAACGGACAAAGTAAACGCATTCGTTTCTGATCTTATTTCCGATTACATTGTGAT
GTATATGTACATATACAACGTATAAAACTTAAATGAATTCATTCAATTGGTAACATGTAA
TTGAGTTAAATTTATTAAACCTAATTTCTTGTCTCTCCAACTCCATAGCTGTTTCTTCTT
TCTCTTTCGGCTTTTCCCATCAGGGGTCGCCACAGCGAATCATCCTTTTCCACCTCACTC
TATCATGAACATCTTCTACCCTAACATTAACCAACTTCATGTCCTCTGTTAAGACATCCA
TATATCTCCTCTTTGGCCGTCCTCTTGCCCTCCGGCCAGGCAGCTCCATCTCCAACATCC
TTCTACCAATATATCCACTATCCCTCCTCTGAACATGTCCAAACCATCTCAGTCTGGCTT
CTCTGACTTTGTCGCTAACACAGGCAACATGAGCCGTCCCTCTGATGTACTCGTTCCTTA
TGCTGTCTAACCTGGTCACTCCTAAGGAGAACCTCAACATCTTCATCTCCGCTACCTCCA
TCTCAGCCTCTTGTCTCTGTCTCACTGCTACCGTCTCTAACCCATAGAGCAGAGCTGGTC
TCACCACTGTCTTGTACACCTTTCCTTTGAGTCTTGCTGGCACTCTTCTGTCACACAACA
CTCCTGACACTTTCCTCCACCCGCTCCAACCTGCCTGCACTCGCCTCTTCACCTCTTTTC
CACACTCCTCATCACACTGAACTGTTGACCCCAAGTACTTAAACTCCTGCACCTTCTTCA
CCTCAGCCCCCTGTAACCTAAGGCTTCTACCTTGATCCCTCTCGTTCAGACACATGTATT
CTGTCTGTTTCTTGATTAAAACTGTTTATTTCTGTTTTTAAACAATGTAAACACTTCTCC
CTATTTTTCCTTTGGACTGATGGAGAGCAACGCCCAGGAGGAGGGGCTTGTCCTTCTAAA
AGGGAACCTGTTACAGCTGTCAGTGTGGGAGTCTGAGAGGAGAATTTGGAGTGGAGAAGT
CTTTGTTGGTCAACCTTTGTGGAGCAAGTGGTTCTCTATTCTGAAAAAACAAGAA
>CL634Contig2
TTCTGTCTTACTACGACTGACCTTCATGCCTCTTCTTTCCAGAGCAAACCTCCACCTCTC
TAGCTGTTCCTCCACCTGCTCTCTACTCTCACTGCAAATTACAATGTCATCCGCAAACAT
CATTGTCCAGGGAGATTCCTGTCTTACCTCGTCTGTCAGCCTGTCCATCAGCATAGCAAA
CAAAAAAGGACTCAAAGCTGATCCTTGGTGTAGTCCCACCTCCACCTTGAACTCCTCTGT
CTGACCTACAGCACATCTCACCACCGTCATACTTCTCTCATACATGTCCTGAACTACTCT
GACATACTTCTCTGCCACTCCAGACGACCTCATACAGTACCACAGCTCCTCCCTCGGCAC
CCTGTCATACGCCTTCTCTAAATCTACGAACACACAATGCAGCTCCTTCTGACCATCTCT
GTACTTTTCCATCAACATTCTCAAAGCAAAAATGGCATCAGTGGTGCTCTTACGGGGCAT
GAAACCATACTGCTGCTCACAAATCTCCACCTTCTTCCTAAGCCTGGCTTCCACTACTCT
TTCCCACAGCTTCATTGTGTGGCTCATCAACTTTATTCCTCTATAGTTGCTGCAGTTCTG
CATGTCACCCTTGTTCTTAAAGATCGGAACCAGAACGCTTCTCCTCCATTCCTCAGGCAT
CTTCTCACTCTCTAAAATCCTATTGAACAAACTCGTTAGAAATTCCACTGCTGTCTCTCC
TAAGCACTTCCATACCTCCACAGGTACGTCATCAGGACCAACGGCCTTTCCGCTCTTCAT
CCTTTTCAGAGCCTTCCTAACCTCATCCTTTCCAATCTCTGCTAATTCCTGCTCCACAAC
AACCACATCTTCCTCCCTTCTTTCCCTGTCATTTTCCTCGTTCATCAGCTCCTCAAAATA
CTCCTTCCATCTTTTCTGTACACTCTCTTGGGTTGTTAGCACCTTTCCATCTCTGTCCTT
AATCACCCTTATCTGTTGCACGTCCTTCCCATCTCTGTCTCTCTGTCTGGCTAGCCTGTA
CAAGTCCTTCTCTCCTTCCTTTGTGTCTAACCTGTCATATAGCTCATCGTAAGCTTTCTG
TTTGGCCTTTGCCACCTCTCTCTTCACTCTACGCTGCGCTTCCTTGTACTCCTGTCTACC
TTCCTCAGTCCTTTCTACATCCCACTTCCTTTTAGCCAACCTCTTCCTCTGGACGCAGTC
CTGTACTTCCTCATTCCACCACCAAGTCTCTTTACCATCTTTCCTCTTTCCAGATGACAC
ACCTAGCACCTTCCTACCTGTTTCCCTGATAATCTCTGCTGTAGTTTCCCAGTCATCTGG
AAGCTCATCCTGACCACCCAGAACCAGTCTCAACTTCTGCCTAAATTCCTCACAAGTTTC
TTCATTCTGTAGCTTCCACCACTTGGTCTTCTTTTCTGTTTTCCCTCTCTTCTTCTTCCT
GACCTCCAGAGTCATCTTACACACCACCATGCGGTGCTGTCTGGCTACACTCTCTCCTAC
CACCACTTTGCAGTCATTAACCTCTCTCAAATGACCTCGTCTACATAGGATGTAGTCCAC
CTGAGTACTCCTACCTCCACTTCTGTATGTCACTCTATGTTCCTCTCTCTTCTGGAAGTA
AGTGTTGACTACAGCCATTTCCATCCTCTTCGCAAAGTCCACCACCATCTGTCCCTCCAG
ATTCCTTTCCTTCACACCAAACCTGCCCATCACCTCCTCATCACCTCTGTTGCCCTCACC
AACATGCCCATTAAAGTCTGCTCCAATAACAACTCTCTCTCCTCTGGGAAAACTCTCTAT
GACCTCATCCAACTCACTCCAGAATCTCTCCTTCACTTCTAACTCACAGCCAACCTGTGG
CGCATACCCACTGACTACATTCACCATCACCCCTTCAATTTCTAACTTTAGGCTCATCAT
CCTGTCTGAGACTCTTTTCACCTCTAGAACACTGTTTACAAACTCCCCCTTCAGAATCAC
TCCTACCCCGTTTCTCTTCCTATCAACACCATGATAGAACAGTTTGTATCCTCCTCCAAT
ACTACGTGCCTTGCTGCCCTTCCACCTTGTCTCCTGCACACACAGTACATCTACCTTCCT
TCTCTCCATCATGTCTGCCAGCTCTCTGCCTTTCCCTGTCATTGTGCCAACGTTAAGAGT
CCCTATTCTCAAACCTATGTTCCTGCCTTTTCCCTTCTCTCTCTGGCCACGGACCCTTCT
GCCTCCCCTCTTTCTTCGACCAACAGTAGTCAAATTTCCACCGACACCCTGTAGGTTAAC
AGCATCGGTGGCGGTCGTTGTTAACCCGGGCCTCGACCGATCCGGTATGTCTAAAGTGTT
GTGGATGATTCGCATGGTTATTTACTAACTTAGTGTTTTATGATCTGTCCCCCATGCTAT
GTTCTGTATTGTTTATGTAGTTCACAGATCTCTTTCTGTTTGACAGAATGCTTTGGGCTT
TTTTTCTTTATTCTGTNACAACTCTTAAGNATAAAAAATAAAC
>CL634Contig3
TTTTTTTTNTGATATGCAGCTTTATTGTGAAAAGTTGACTTTTATTTTGAATCATGACAC



AGATACGCTTCCACAATCTAGCCACAGGGGTTGCAAGCCAGTAACTTCTGTGCCGGTCCC
AAGCCCGGATAAATAGAGAGGGTTGCGTCAGGAAGGGCATCCGGCGTAAAAAATTGCCAA
AATAACCATGCGAATCATCCACAACACTTTAGACAGGAATCTCCCTGGACAATGATGTTT
GCGGATGACATTGTAATTTGCAGTGAGAGTAGAGAGCAGGTGGAGGAACAGCTAGAGAGG
TGGAGGTTTGCTCTGGAAAGAAGAGGTATGAAGGTCAGTCGTAGTAAGACAGAATACATG
TGTCTGAACGAGAGGGATCAAGGTAGAAGCGTTAGGTTACAGGGGACTGAGGTGAAGAAG
GTGCAGGAGTTTAAGTACTTGGGGTCAACAGTTCAGTGTGATGGGGATTGTGGAAAAGAG
GTGAAGAGGCGAGTGCAGGCAGGTTGGAGCGGTTGGAGGAAAGTGTCAGGAGTGTTGTGT
GACANAANACCTCGTGCCNAATTCCTGC
>CL635Contig1
TTNTTCACTTGGTAAATTTATTTAAGAAATGAATTTTGCAGATAAGATACAAACAAGTCC
ACTTGTATTGATGATTTGAGTTGAAGAGACCTACATCTTAACTTGAGATCCAAGCAAACT
GTGATCTGTTTATTGGCTTTTCTTGTAGCTGCTAAAGCATGACCCAAAAATCTATGAAAA
CACTGCAGCAAGTTATGATTCAGGCTTTTACAGTGACATTTAGGAATAAACCTGACATTT
GAAACCCAAATATGCTTTTCCATCCAAGTGGCAAAAAGGACCAAAGCGTTTCAAGTGGAT
TTTTTCTGCTTCTTCTTCTCTGCCTCTTCCTCCTTTTCTTTCTCGATTTCAGCCACCAGT
GTCTCGATTTCCTTTGACTCCAAAATCTTTAGTGGTTGATTTCGCCGGATGACGGCAAGC
TCAATATTCTTTCCTCCTGACTGGACGACCTCAAGCAAAGCTTTGATGGCCAACTTGATT
GCCTCATTATCTCCAGCTATGGCTTCGTCTGTGTAATTCTTCTCCAGAAATTCTCTCACA
GTTTTTGCGCTGCGGCCAATCGCATTTGCCTTCCAGGCGTGGTAGGTTCCTGATGGGTCC
GTCTGATACAGCCTGGGGGTGCCATCATAATCAAAGCCAACAATTAACGCAGAGATTCCA
AACGGTCTGCGGCCGTTGCTTTGGGTGTAGCGCTGTTTCAGTGTGGCAATGTATCGTGTG
ATATATTCCACTGTGACTGGATCTTCAACTGTTAGCCTGTGACTCTGACATTCAACTCGA
GCTCTGTTTATCACGATACGTGCATCTGCTGTCAGACCTGCAAACGCCATACAGACGTGT
TCATCCAGTGCACAGATTTTGCGGACAGTTCTTTCGTCCTGCAACTTCGCTACAGATTTC
TTTTCCACGCCAAGGACAACAATATCTTTGCCTCTGATTCCCACCGCAGTGGAACCTTTC
TTTACAGCTTCTTGTGCATACTCTACTTGAAAGAGATGGCCGTCTGGAGAAAAGACAGTA
ATAGCTCTATCATATCTTGCAGCCATCGTGTAGAAGGAAAATCAAACAGTGTGATGGTTT
TTGCGAAATGAATCAGCTAGTTAGCTAGAGACGCAC
>CL636Contig1
CGAGGGGAAGGCGGCTGGCGCCATCTTGACTGTTTTAATGAGTACAACAGGGGAGAATTT
GCTGGGAGAAATAACCTAACCTTTGGGATTTTACTCTAAAGAACACGTTTTCCGTGAACC
ATACCACAGTCTGAGTGTGTGGGCCAGGTGAACAGGGGCAATGTTTTACGCCCACTTTGT
CCTCAGCAAACGTGGGCCGCTGGCCAAAATCTGGCTGGCGGCCCATTGGGACAAAAAGTT
GACCAAGGCCCATGTGTTTGAGTGCAACTTGGAGAGCAGCGTGGAGAGCATCATCTCACC
GAAGGTGAAAATGGCCTTGCGTACATCGGGTCACCTGCTCCTTGGGGTGGTCAGGATCTA
CCATAGGAAGGCAAAATACCTGCTCGCTGACTGCAATGAAGCTTTTATCAAGATTAAAAT
GGCTTTCAGACCAGGTGTGGTGGATCTACCTGAGGAAAACAGAGAGGCTGCATACAATGC
AATCACTTTACCTGAGGAGTTCCATGATTTTGACCAGCCCCTTCCTGACCTGGATGACAT
CGATGTTGCTCAGCAGTTCACTTTGAACCAAAGCAGAGTAGAAGAAATCACCATGAGAGA
AGATGTTGGGAACCTCAGCCTCCTGCAGGACACCGATTTTGGCGACTTTGGCATGGATGA
CCGAGAGATGATGCGCGATGCCAGTACATTTGAGGAGGACATCATCCACGGTCCCACAGC
ATCAAACCTTTTGCTTGAGGCTGAGCCTGGTCCAGCTAATCTCCCTGACAAATCCAACCA
TATGGATTATGATGACTTTGGGGATGGTTGCATGGGCAACTCAGATGGAGGAATGCTGGT
TGACAAGCTACTGAGCTCAGAAGATGGAGGCGGCATCTTTGATGATCCCCCTGCTATCAC
AGAGAGTGTTGTGATGCCTCCAGATCCTGACAATGATGATGACGACTTTGATAACCTCCA
GTCACCGAATCCAGACAGTCCAGACTCTGGTCCAGCAGAACCACTGCCAGCAATGGCCGA
CCAAACAGAGCAAACTACTCTGGTTCACAATGAAGAGGAGGCCTTTGCCCTTGAGCCTAT
TGACATCACAGTTAAAGAGACCAAGGCAAAGCGTAAAAGGAAGCTGATTGTGGACAGCGT
GAAAGAGTTGGACAGTAAGACCATCAGAGCCCAGCTGTCTGACTACTCTGACATTGTGAC
CACCCTGGACCTTGCACCTCCCACTAAGAAGCTCATGATGTGGAAAGAAACTGGAGGAGT
GGAAAAGCTCTTCTCTCTTCCTGCTCAACCACTCTGGAATGCCAGGCTGCTCAAGATGTT
TACACGCTGCCTCACACCTCTGGTGCCAGACGAACTCAGAAAGAGGAGAAAAGGGGGTGA
AGCAGACAGCCTGGATGAGTTCCTTAAAGAGCTGGAAAACCCTGAAGTTCCTAGAGAGGA
GGTCATGACTCAACACAGAGATGTCATTGACCAGACCATCATGGAGGAGCCCAGCATGCT
GTCAGCTTCTGCCATGGAGAGCAGCAGGGCAACACTCAGTGAAACTGTCATGCCCCCTCC
ATCCACCCCCCGTGCTGTCAAACACAAGAACATTGACAAAGAAGCTGCTCTTCCTATGAC
TCCTTTAGAGCAGCAGCAAGTGGCCGACCGCTCAGACTTGTCACAGAGGCTAGACATGGC
TCAGGTTGATCTCCCGCCTGAGGAGAGCAGCGTCAACCTCACCCAACTTGTCCCTGAGCT
TGACCTTCTTGGCAGCAAAGGCAAAGACAAGAAAGATGAGAGCGATGAAGAGGAGGAGGA
AGAGGGTCAGGGTGGTGACCAGGACCAGGAAGAGAAGAGATGGAACAAAAGAACCCAGCA
GATGCTGCATGGTTTACAGCGTGTTATGGCTAAAACAGGTGCAGACTCAGTTAGCCTGCT
TGACCTGTGCCGAAATAACAACAGGAAGCAGGCGGCTGCCAAGTTTTACAGTTTCTTGGT
TCTTAAGAAGCAGCAAGCCATTGAGGTCACTCAGTCTCAGCCCTACAGCGACATCATCGC



CACCGCTGGACCAAGATTCAATCTTATTTAGACATTGGAAAACGCATACACTCTGCTTGC
AACAAACATCCTTTTTTTATTATAATTGACTCAACTGTACCCGTTTTGTTTTTCCCATTG
CCCCTTTTTTATTTTTAAAAAGATTTTACTGTACCTCAGATGGAATCATGCAGTATTGCT
TTATATTGTGTGATGAAGAATGTTTGGCAAGTGTATTTATAAAAAAACACAAAAACCTTT
TTCAGTCACCAATTTGTACACTTCACTTTTTAACTTAAATCTGTTGATTGCTCATTCCAT
GCATTTTTATTGTACCCCCTCTTTCAATTAAAAGATGTAACTTTTTAGATAAATACCTGC
ATTGTCACAATGAGGTCTATATTGACTGCAAATATCCCAAAAAGGTACTTATTACTCAGA
AATGTAACCTTACCTATTTTTTTTCCCATGTTGCACTTGGTGGTTAACAATCAAAAAGCA
AATTCTTCAATAAATCATAGAATCTTGCCTGGCATTAAAGACATGTTTCAGATGTATAAT
TCTCAAAAGTAATTGATTTCAAGTTTTATGTAAAAATGTTTTTGTTTTCGTATCTTTATA
CATTTATGCTTAGATGCCTTTTTTTTGCATTATGTAACAGTTATATGTACTTGTTAAGGT
CACTATCACACCTTTTTAGTCTTTGGGTAACTTCTAGTTGTGATACATCGTAAAGATTGA
AAT
>CL637Contig1
GAGGGGAGGGAATTTTATTTTATTTTTTATACTTTTGAAAAGTCAATTCAAGAACATTTT
TCTAAATTTATTCAACTCTAATTGACACGAATCTTTAAAAAGGGCACATTTTTTTCATAT
TAAGTGACATATTTTAAAAGGGGAAACCAGCCAATTCTTAAATTTGGGTTACTTTACCAT
GCATGGCTTTGGAGAGGATCAAGAAACAAGCAGCACTGAACCATCAGCTAGCGGAAGAAT
AGCTGAAGTGTGCTGTTTGTTTGTGTGATCTTTACCTGGATTTAAGTTATTCCAGCATGG
GTTTTACTCAGGCACCATCTTTGTTCCATTTAGACAGGGGTTTGTTTGGTTTTTAGGCTA
GACGCATTCATAATTTAAATTTGAATGAATGTAGATCCTTCTTATCCAATTCATTTTTTT
TATCCAATTCATGATTTGTTACAGTTTTTTCTTGATTGGCACTCAACATCTGATCACCTT
AAACTGTAATACAAAACAATAAAAAATGTGTGCAAGACCTCTGTGAAGATGACAGTGCAG
AGGGTACTGACATATGGTAAAGACCGTATTTTTAACATTTTTTTTAACAAAAATATTCTT
CAGCATTGAAGATAAGACATCTTCAGCATGTCTTATACATTCAGTGTTAATACTAAAAAT
ACTTTTGCCAGACAGGCATCAAAACAGCCTGTAAATGTACATATGCTACAAGTACTTTAC
ACATTATTTACATGGCTCTTCAATACCAACTCTTTGTTTTGTCTTATTTATGTTGGCTGT
AAAAACCTTCCATTCTGCAAAGGAAAAAAGATCCTAAAGTGAGGTCCGAAGCACAAAAAA
ACAAGAATCAAAGTCCTTTTGCATCACAAAGTCAACAAAATCGTCTCTGCTGCTTGTGGG
TAAGAGTCTGATTGCAGTGCAAGGGGTTAGACAAAAGACAGGCAACAACACTTCCATGAA
CAGTCAGTCTCTGAGGCAGAATTTGTAAACACAAAGACCGTCTAACGTTGGACCCCTGAA
GCCACTTCTCCAAAATAAACCTCCTTAGCTCACCTCGTCCCAAGCTAAGGCATGCAGCCA
AACAGGACAAGTCAATGACATGGTCCTCTTCCGCAGGTTTAGAAGCATGCCTTGCGCTGA
CAAGACCTGAAGCTTAAAGGCAGTAACAGTACTGATTGGAACAGAAAGTAGCCAAGTGAC
TGTATCTCATTCACCAACGGGGCTGGCAAAAAACAAGAAGTTAGGAGGAAAAAAAGCCAC
AAGGTTGTTGATAAAGAACGAAATACAGCAACACATTGCTTTGGTTACAGAGATTAAAAC
GGTTTTCAACCAAAACAAAAGTAAAATAATGCTTTGATAAGAGTGTTGCAGACCTTAGGC
ACGCCAAACTCCCATAGTGCATGTGCGCACAGCGCAGTAAAGAAAGGATACAGGAGTTTG
GGGTCTACGGCCCATGTGCCATTGTCTCTTACCCTTTGAGGCCACCTCTTCCTTCCTCAC
TTATCTCAAAATAGCTTTTTTTCTCTCCTGCAGAACTATTGAGTGTCTTTATTCCAAACA
AGGAATGTAACCATCAAGAAAATTACGGGGCCCTTTAAAAAAAATGCTACAAATGTTCAT
GTTATTTAGCACCTGAAGCGTTTGAGTTCACTCCAAATGTTCGTCATTAAAACCTGTACG
AATGAAAGGCGTCTGTCCACAGAAATGGACTATAAAAGTAATGGACTGTTACTTAACGGA
TGTTACAAGCCCTGTTTTCTTATGTGGAAAAAGGTTCACTCTGTTGGCTTTTACAGCAAA
CACTAACAACAAAACTAAAAGTACATTTAATCCAGTTAACAGATTACAGAAATGGACTCC
ATTAAGGACTGCACTGACAAGTAAGGCAGCAGAGCTGTAATTAAAAATTCCATTAAAAAT
TTAAACACGAGTAAGCCTCTTTTGCAAATATTTCAGCCAAAAATCCAAATGTATTACAGC
TCTGAAGCATTCCAAGCAGATGAGCACCTCAATAAGGGTCGCAGTCTGTATATTGGCTCT
TTAAGTGAAGTGTGGACGTAGCTCAGGCCTGCACTTTCAGTAGACTCTTCAGCTGGAAAG
CCATCATCTCCCTGTGATCAAAGGAGCTTACGGAAAAGAAACNCAGT
>CL638Contig1
CTCTTTTTTCTGAATAAAAATTGGGCAGAGACGTGCAGACTAAAAACCAGTGTTACAAAT
AGCAAATCTTAAAAGTTCTCTTTTCCAAATCAAGTCCGGTTTTCCTGCTGGAAGAGAAAA
AATATATATAAAGATAACTAAAGCATAACCAGTTTTCTTATTGAAGCAACATAAACCTGT
CCAGTACAAAATAAACAAACAAAAGGAACCAAAAAACACTGTCAGCCCTCCATGTGCAAA
CATGTTGACTTTTCCTGAAGGTTTTTTAACATTGAACATATTCCACCTTTCCACTGAAGA
GTTCGCTTTTATAAATCAAAGCATTCATATTTAGTCAGTGGGTACCAATCGTTTACACTG
TAAATAATTGTTTTCCCCCAAAAAATGGTAACTTTACACCTTTGACCCCGAAACACAAAA
AGCGGCTTGATGGTTTCTTAGGTGTTTGAAGAGTAGAACTGCGTGGGAAGGAGGCCGCTC
TGGAGCTGATGCTGCTCTACGCCATGACACTCGTGGTTAACGTGAGTTCTGCAGGGCTTC
CATCCAATCACCAGAATGTTTCTATCCGCTTTTTCAGGGATGTAATGGATAGCAGAGAAC
CAACTCTAATCAAATGATTGAGGAGAAAGTCTGCCTTGTTTTCATCACATTAACCTGCAG
CACAAAGCTGCCGTCAACACGTCTAGGAATCTCAACAGCTTGTTGAACTTAAGGCAGTGT
GTTTTTATTTTCCTGATGGATAAAAAGAATAAATTGACCGAGAGTGTCGTGAATGGTGCG



AGCATCAGCCCCAGACCTGCCCGTTGCTGTGCCTCAGCGCCTGTGGCGGCCGTGTCCTGA
GTGCCCGCCGCTGCTGCTGCTATGGTGTTTGCTTTTGTGGCTCCGCTCCCTGTCTCTGTC
CCTGTCGTACGAGCGAGACCTCTCCCTGTCCCTCCGGTCTCGGTGTCCCATTCCTCGCTC
GTGTTTGTGTTTCTTTAAGGAGACTTCAAACGAGCCACGGTCTCTTTCGCGCTCCCTCTC
GCGCTCTCGGTCCACTTTGACAGGAGTCCGGGATCTTGAGCGAGAGCGCTTCCTCTTGTG
CCCGGAGCCTCCGCCCCCGCTGATGCTGTGGCGGCCACTGAGCTTGGAGTCACTGTTGCT
ATGGTGGCTGGATTTGGACTTGAGAGGGGGGACGAGAGGCGAGTGCTGATGTCGGCGAGG
TGACGGGCTGCGGCTGTGGGAGCGGGACCGCGAGCTGTAAGTCCCCGAGTGGCTCCTTCT
GCTGTTATAATGTCTGCGAGGGGAGCGGGATCTTGAGCGCGATCGCGTTCTTGATCGAGA
ACGACTTCCACTTCTGCTGTTCCTTCCAATCTTTGCCTCCTTTTTTAAACCGTTGGGTGG
ACTTTTGTTGACTTGGGTTCTGCTGTCTTGCTCTTTTTTAACCGCTTTGATGGTGGGAGG
ATTTGGAGACTTCTCTTCCGATTTGGCCACATTCGGGGAGCACGGTTTGGACGCGGGGGA
GAACCCCCCCAGTGTGGACAGGGCAGGAGTACCATCAGGATTCAGGCCTTTGGCCTTCAG
CTTAGCTTCTGCCAGGAAAACTTTCCGCCGCTCCACCTCTTTATCCAGCTGCTCATAGTT
GGGTTTTTTCCTCGCGTACAGTCTCAGCGTCGTCACACAGATTTCTTTGATTTCATCTTC
ACTGGCCCCAAAAAGCAGGTACCAGTAAGGTTTGGATGGCAGGGGGATCTGCAAAACTCG
GGCAGCTAGATAGATGCAGGCACAAGCGATGGTCTCCGGCTGGAATCTCACAAACACATT
GGTCCTTAAACTGTCATTCATGTAGTTCCAGGCCGTCTGAACTAGAGGCTGGTTCTTCTC
ACATTCCAGGACTTGGAGGTACATGACGATTATCTTATGTGGATGCTTGACATGAACACA
GAAGCCCAGCTCCTTAAGGACCCGTCGCTCCGCTTTGATCACTTGGTTTTTGGTATTAAT
GTAGTTTTGATCAAGTATCAATGGACTTGGGGTCTTTTTGCCTCTAAGCTGTCGCAGGTG
GTGGAAAACGTTGATGACGTCTCGTATTCGCCGTGGCGCTTCTTCAATCTTTGAGGCGAG
GTAAATGGAAGCCATAGCAACAATCTGAGGTAACCGAAGAAGGATACCCGCTGACTGAAT
CAGTTCGCATCCAAGGATGCGGAGGTCGGTCTCCGTGCTCAGGTCGAGGCCATCGAGCAT
CGACGGTGTCGTCGCGAGTCTTTCATCCGGTACAAGCGAGTTGTCGATGGTAAGAAACAC
TTCCGAATATACTTTGTCACCTATAAGAATACCTTCATTGTTTGTGGACGCGTTAGAAGA
AACAGAGAGTGGATCCGCGGCCATTTTCAACAGACACACGGCTGAGCCCGACCTCGACGG
AACGATGGCGGAAGAGGGAGACCGTAACAAAGCGCCTGACGTCAACCCC
>CL639Contig1
TATTTCTGTTAGAATATATGTGATTATAGTAAACGAGGACACCAGAAGGTTTGAGATTAA
CAAATGTATTTTTTGTAACATTTATAGCCACAGTAGGATTTTACTTCTGATAAGCTAACA
ACCCACATGCAGTTTAAAAAGTGCCGGGCTTTCTGCTGAATACATCTTGACAAAAACAAA
AAAATAATTATATTTATACAACCATTAAGTACTTAGCTGTAGGGAATATAATAAAACACA
AGCTTGTTCAATTTAACGATTGTCAGTGATCAGGGTAAATGTGTGCAAGTGAGTACATAA
GAAAACATGACTTAAGAAGGGAGACTGTAAAATTATATTCCACTTCCATTATAACTACAT
TAGAAGTGCATAATTTCAAGAGATTATGCCTAATCTTCTAGTTACCAGTGCTGTAGGTAT
GGTATTTGTTCAACTCGTTTCAGTCAAACCTTTCATGTTGGGCTATTTTTTTTTGGTGGA
AAACTACGATTGACACTCAGATGAGCACAAACGTTGTGCCTAGAGGTAATGGGACGACTA
TAAAAAAGCAAAACATCTGGCGTGTCCCGTCACTTTTCCTCCATCTTGAAATTCATTGGC
AACCTCGTCCAGATTGTTACAAACACTTAGCCTGTGGTGGCAGTGGCTGGTTGAGTGTTG
AAATCAAACAGGCCCTTGTAGCGGCCCTTCTCCTCCTCCTGCTTGGAGCGGAGTCGTTCC
TCCAGCACCCTCAGCTCCTTGGCCACAGACGGTCCCAGAGAAGGGTCCAGCTTCAGCACC
TTTTCGAAGTCCGATCGAGCCTCGGCCTCGTTCCACACTGCAGCGTGAGCTTTGGCCCGC
TTGTAGTAAGCCTTTACATTGTCCTCATATTTGAAGACCAAGGAGGAGCAATGTTCAATG
ACTTCATAATACTGGTTCTGGAGGAGCAGGCACTGGCAGTAATTGAGAAGCAGTGGAGTG
ATCATTTGGTCCAGCTTCACCCAAGCTTCATCTCCAGGATGTTCCTTCATCTGTAAATTT
TTAAGGCAGGCGATTCCATTGTAGTACTTTTCTGTGGCTTCCTTGATTTTTCCTTGCTTA
TAAAGTAAGTTGCCCTCCTCGTGAATCTGTGGCACAAGTTCCAGCTTCTCCTTATCATTC
ATAGCCCAGATATCCAGCTGGTATGATCCTGGACATAGGACCTCCAGCAGCTCAATAGTA
AAGATAAGCGGCTGTGGACTAGCCTGTAGCTCATCCAGATCTTTGTGCCCCAAAGAATGA
TGGGAATGTATCTGAGCGATGCCACAGCAGTGCCTCTGCCCCTCCAGAGGGTCCTTACCT
GCACTTATGTTTCTCAGCGACTGGGATACTAGCGGATATAGCATCGTATGCTTAGTGTCA
CATGTAAATTCAGCGATTTCGCCTGGTCTCATGGTGATGACTATTCGCTCCCACACCGCC
AGTTTGAACTTCTTGCCCAGGATGAGCTCCATGGGTTTGCTCTGGCCCGCCATCGTCCTG
GAGTCATCTAACACAGTGCCATCACACTTGCAGGTACGGTAATGAAAAATCACCTTGGTT
CCATTAGGAAAGCTCGAAAGTTCTCCTTTACCGGGACTTATCAGCCTCTTTCTTATCCCT
TCTTCGTGAAGCTTGCGTGCCTCTTCCTCCATCCTTGAACGTTCACGACAAATCCCCGGC
CATAATGNCCGGGTTAAACGCG
>CL640Contig1
GGTTGCAGTTGCTGTTCTTGCTGCTTCTGAGCTTCAACTTCCAGGCTCGGACACAGCTTA
ACAAGCGTCTCGACCCTATTTTAAAGCAGCAGCTCCGTCTTCCAGTCTCAGTCACGGTTC
AGGATGTCTGCAGAGTTCTCGTCTGTTTCTGGTTCTTCTTGTGTGTGGATTTCTGCATGT
TTGTGGTTCTGGTTCTGTTCACATGTTGAAGGTGAACCAATCATTGCTGCTCCTGGTGAT
GATGTCATCCTGCCGTGCCGCCTGGACTCTCAGGAGGATCTGAGTGGTTTCTCAGTGGAG



TGGACCAAAGTGGACATGAAGCCTGATCCACAGGGCCGCATCCTTTTTGTGTATCTGTAC
TGGAACAGACAGACCATGACCAAAGTCATGATACAGTCGTTGATCCAGAGAGTGTCTCTG
GACCAAGACGGACTAAAACGAGGAGACGTGACGTTAAAGATCAGGAACGTGTCGCTCCAG
GATGAGGGGAAGTACAGCTGCTTCATTCCTGGGAAGAACTTCAGGGAGACGGTTCAGCTG
GTTGTTGAGCCAAACGGAGTCAGAGCTCCAACCATGGAAACATCCCAGGTTGACATCATC
TCCACTCCAGATCCAGGAGGAGACCGGATCTGGATCAGTCGCTCCAGACCGGCTCTCTGG
ATCCTTCTTGGACTTTTTCCCTCAGTGATCCTCTCTGCTGTTTGTGTTTGTGTCTGTCAG
AGGAAACAACCAGAAGGTCAGAAACCTCCTCTGGTCTGAAGACATCCCATCTCTCCAAAG
CTGCTTTGATGGTCTTCAAGGATTGAAGAGACTTTCTGAAGCTGCAGCCACATGGAGACG
TTTGTCCACACAGACATGAAAACATTGTAATCATGATTCTGAGTTTGAATCTGTTGCTGG
TGAGACGACAGGTGGTGTCATATGAACATCTGTGGACAGAACAAGAACCTTTAACAGACC
CTGAACCCACACAGCCTCTGGTGGCTGGAAGTGTTCATCAGTGGATCCATCAGTGTGAAT
GAGACTCAGACTGGAAAACACTGGAGGACAAAGTCAAACAGGAAATGGATTTACTTGAAC
ATCACTTTTACCTCAAAGGACCAAAATGTTTTCCAGTACTGTTTGTTTGAAACAAATGCA
GTACTTTAGTTCCAAACAGCTGCAATACTA
>CL640Contig2
CGAGGGGCAGCAGTAACATTCTGTTGTGTTTCTCGGTTCTTCTCTGTGGATTTCTGCATG
TGTGTGGTTCTGGTTCTGTTCACATGTTGAAGGTGAACCAATCATTGCTGCTCCTGGTGA
TGATGTCATCCTGCCGTGCCGCCTGGACTCTCAGGAAGATCTGCGTGGTTTCTCAGTGGA
GTGGACCAAAGTGGACATGAAGCTTTTTGTGTATCTGTACTGGAGAAGGAAGATCATAAC
CAAATACATGAACGAGTCATTGATCCCGAGAGTGTCTCTGAACCAAGACGGACTAAAACG
AGGAGACGTGACGTTAAAGATCAGGAACGTGTCGCTCCAGGATGAGGGGAAGTACAGCTG
CTTCATTCCTGGGAAGAACTTCAGGGAGACGGTTCAGCTGGTTGTTGAGCCAAACGGAGT
CAGAGCTCCAACCATGGAAACATCCCAGGTTGACATCATCTCCACTCCAGATCCAGGAGG
AGACCGGATCTGGATCAGTCGCTCCAGACCGGCTCTCTGGATCCTTCTTGGACTTTTTCC
CTCAGTGATCCTCTCTGCTGTTTGTGTTTGTGTCTGTCAGAGGAGACAACATAAAGGTCA
GAAACCTCCTCTGGTCTGAAGACATCCCATCTCTCCAAAGCTGCTTTGCTCGTCTCCAAG
GATTGAAGAGACTTTCAGAATAAAGTTCTACCTGGAGAACTCAGAGTGACCGACCTCGGC
CCGTTCAGGAAAACAATAAGTCACATCAGCATCTGCCCCCACGGTTAGCAGTAAGGGGGC
AACGGTTGACGATGAACCGGGATCCATCAGTAGCCACGGTTCAGCACACGTGGACCGGAG
AACCCCCACCCCCACCCAGTGGCGTTCATCATCTAGTAATCATCTGTTTGTGTTTCTCAG
AATAAAATGCACCGGGAGCACTTTTGTTTATCTGGACGTCTTGATATTTTTCTAAGAATA
TCTTGAGTTCAGAAATGTCTTCAGTGTTTTTAGAAATCGTCCTCAGTGAGAAAATGATTG
CAGTGATTTCTGGTCTGTGTGTGTTTGTAAATACTTGATGTATTTTTGTATGAACTATGT
GTTGAAACA
>CL640Contig3
TTATTGAACTTTTCCACGATTGGAAAGGAGCAGAATTGAAGAATACAATTCTTATAATTG
TCTGTTCACTTTTAAACATTGTATAATTATTAAATTTCTCACACCATCCATCCATCCATC
CATCCATCCATCTTCCTCCGCTTATCCCGGACCGGGTTAGCAGCAATTTCAGACACTTGT
ATTCAGAACCTGGTTCTTTGGGTCATGACCATTGGAGAGTGTTGAACAAAGATCAACCGG
TAAATTCAGAGCTTTGATTTCTGGCTCAGTTCTCTCTTCTCCATGACGGACCGATACAGC
GACCACATAACTACAGACGCCGCTCTGATCCACCTGTCAATCTCACACTCAGCTTGGGTG
ATGGACAGCCTCCCCCCAAAGTCCTCATTCTCTGCTTCCTCCAAAGAAGGCGTGTCAGTG
GGATTGAGGAGATCCTCTAAGTTCTCCTTCCACCACCAGACAATGTCCCCAGTCAAAGTC
AACCCCATCAGCTGTGCTCACATTTCACCGTGTACAGTTCTAATCCACACAGGAAATACA
TTCCATTCATTTAGACCTTCTTATTTCTGAAATCTGATTTCATTCACAAACAGCAGGTCA
AAAAGCTTTTTAACACATTTTAGCTTCAACTCAAAAAGTGGTTTGATCAAAATATTGCAC
AAAGTAAAAATAGTATTGCAGATGTTTGGAACCAAAACATTTTGGTCCTTTGAGGTAAAA
GTGTTGTTCAAGTAAATCCATTTCCTGTTTGACTTTGTCCTCCAGTGTTTTCCAGTCTCA
GTCTCATTCACACTGATGGATCCACTGATGAACACTTCCAGCCACCAGAGGCTGTGTGGG
TTCAGGGTCTGTTAAAGGTTTCCATAAGTTTCTGACCTTCTGGTTGTTTCCTCTGACAGA
CACAAACACAAACAGCAGAGAGGATCACTGAGGTAAAAAGTCCAAGAAGGATCCAGAGAG
CTGGTCTGGAGCGACTGATCCAGATCCGGTCTTCTCCTGGATCTGGAGTGGAGATGATGT
CAACCTGGGATGTTTCCATGGTTGGAGCTCTGACTCCGTTTGGCTCAACAACCAGCTGAA
CCGTCTCCCTGAAGTTCTTCCCAGGAATGAAGCAGCTGTACTTCCCCTCATCCTGGAGCG
ACACGTTCCTGATCTTTAACGTCACGTCTCCTCGTTTTAGTCCGTCTTGGTCCAGAGACA
CTCTTGGGATCAACGACGGTATCATGACTGTGGTCATGGTCTGCCTGCTCCAGTACAGAT
ACACAAAACCAATGCGGCCCTGTGGATCAGGCTTCATGTCCACTTTGGTCCACTCCACTG
TGTGATCCTGCAGATCCTCCTGAGAGTCCAGGCGGCACGGCAGGATGACATCATCACCAG
GAGCAGCAATGATTGGTTCACCTTCAACATGTGAACAGAACCAGAACCACACACATGCAG
AAATCCACACAGGAGAAGCAGAAACAGACGAGAACTCTGCTGCGATCATACCTGAACCTT
CCCCGGCCATAAGGCCGGGTTTAAAGGGCAGCTC
>CL640Contig4
CAGTTGTTTTTCTGCAGTGAAATATCGATTTCTTGAATAANTAGATGTCAAATTATAGAA



ATTGAACAATTTGCATTTTTTTATTGCAGGTAATAAGAGTCTAAATATAAGAGTCGGCGG
TTCGTTCACCCGGTGATGGTCAGAGGGGCCGTAGACGCAAACTGGCAGCCACGCCTCTGT
CAGTCTGCCCAGGGCAGCTGTGGCTACAACAGTAGCTACCATCACCAAGTATGAATGAAT
AATGGACACACTGTTGCTTTGAGCAACAAGAAAAAAAGCGCAGATGAATTTAATCCATTA
TTATTCTTAGGAAAGTACAGCAAAATCCTTCCTATTATAATAAATATCAGGGACGGGTTA
TTCTTTCAGACAACACAATATCTCCCCTTTATGACACGACCTCTTGAGGTCACTTTCAGT
TTGAAAAAACCCTGAGACTCTCAGGTTTCAACTGTCTGTCTGTGTTCATTTCACTTTGTT
CTGGTAGAACTTCCAACATTTTAGCTCACAGACACCTTTGATGTTGTCTAGAAGAACACC
AAGAACCACAGGAACCTGAACAGACCTGCTGTGGGTCGGTTCCTGAAGGAGAACATGAAC
CAAACTCTCAACACTTCAGATCAACCTGGATCAACACTTCAAACCACTGAGATCCACAAA
CATCGTCCAAAACCTCAGACCTTCAGACTTTACGGTGATCCAGCACACCTTCAGAGTTCA
GGAGTTGAGAACCGCAGAAACAGATCCAGAAGGTTCTCCAGATAAATGAAGGAGTTCCAA
CCATCAGGCAGAAACGGGTCAGAACCAGAGGATCGTCACGTCTTCATGGACCAGTTTCCA
TCCACGGTAACACAGCGGTGACGGGCGTGTAGCGTCTCCATGTGGCTGCAGCTTCAGAAA
GTCTCTTCAATCCATGAAGACGAGCAAAGCAGCTTGGGAGAGATGGGATGTCTTCAGACC
AGAGGAGGTTTCTGACCTTCTGGTTGTTTCCTCTGACAGACACAAACACAAACAGCAGAG
AGGATCACTGAGGGAAAAAGTCCAAGACTGATCCAGAGAGCCGGTCTGGAGCGACTGATC
CAGATCCGGTCCGGTCCTGGATCTGGAGTGGAGATGATGTCAACCTGGGATGTTTCCATG
GTTGGAGCTCTGACTCCGTTTGGCTCAACAACCAGCTGAACCGTCTCCCTGAAGTTCTTC
CCAGGAATGAAGCAGCTGTACTTCCCCTCATCCTGGAGCGACACGTTCCTGATCTTTAAC
GTCACGTCTCCTCGTTTTAGTCCGTCTTGGTCCAGAGACACTCTCGGGATCAACGACGCT
ATCATAACTGTGGTCATGGTCTTCCGGTCCCGGTAAAAATACACAAAAGGGACACGGCCC
TGTGGATCCGCCGGATCGGGCTTGACCTCCAGTTTGGTCCACTCTACGATTTGATCCTGG
AGGTCCACTCGAGATTCCAGGTAGCACGGCAGGATGACATCATCACCAGGAACAGCAATG
ATGGGGTTCACTGAACGAACAAGCTCACCTTCAACATGTGAACAGAACCAGAACCACACA
CATGTAGAAATCCACAGACTAGAAGAAACAGAAACAGACGAGAACGCTGCTGCGATCATA
ACTGAACCTTGACTGACCCCGGCCATAATGCCCGGG
>CL640Contig5
TTTTCATTTACAAGATTGATCTAATCTGATTTCATTCACAAACAGCAGGTCACAAAGATT
TTAGCTTCAACTCAAAAAAGTGATTTCATCAAAATATTGTGCAAAGTAGAAATTGCATTG
CAGCTGTTTGGAACTAAAGGACTGCATTTGTTTCAAACAAACACAGTACTGGAAAACCCT
TTGATCCATTGAAGTAAAAGTGTTGTCCAAGTAAATCCATTTCCTGTTTGACTTTGTCCT
CCAGTGTTTTCCAGTCTCAGTCTCATTCACACTGATGGATCCACTGATGAACACTTCCAG
CCACCAGAGAGGGTTTGTTAAAGGCGTACAGAGGATTCTGACCTTCTGGTTGTTTCCTCT
GAAAGACACAAACACAAACAACAGAGAGGATCAATGAGGGAAAAAGTCCAAGAAGGATCC
AGAGAGGCGGTCTGGAGCGACTGATCCAGATCCGGTCTCCTCCTGGATCTGGAGTGGAGA
TGATGTCAACCTGGGATGTTTCCATGGTTGGAGCTCTGACTCCGTTTGGCTCAACAACCA
GCTGAACCGTCTCCCTGAAGTTCTTCCCAGGAATGAAGCAGCTGTACTTCCCCTCATCCT
GGAGCGACACGTTCCTGATCTTTAACGTCACGTCTCCTCGTTTTAGTCCGTCTTGGTCCA
GAGACACTCTCGGGATCAACGACTTTATCATGTGTTCAGTTATGATCTGTCCATTCCAGT
ACAGAAACACAAAACGCTTCATGTCCAGTTTGAACCACTCCACGCCCTGATCCTGCAGAT
CCTCCTGAGAGTCCAAGCGGCACGGCAGGATGACATCATCACCAGGAGCAGCAATGATTG
GTTCACCTGAAATTCCTTTCCCCTCCAAAGGAATTAGAGCCAGCAGAAAGAAGATCTTCA
TGATTCAGAAATCAAGAACAGACCAAACAGCAAACTGGTTCCTTCAGGGGCTGATGGAAT
GTGGAGCTCCTGAACGGTTGTCAGCTAGTAGCAATGTCACAGTCCCCGGCCATAATGNNN
GGGTT
>CL640Contig6
AGCACCGGCGNNTAAACCCGGGCATTATGGCCGGGGGTTGAGGGTCTAGCTTGCTACTGC
AGCAACTCCTGGCGTTAATCTTCCAGGCACAGATGTTTCAGCGTCTCGATCCTATTTAAA
AGCAGCAGCTCCGTCTTTCAGTCTCAGTCATGGTTTGATCAGGATGTCTGCAGCAGAGTT
CTGTTGTGTTTCTGCTTCTTCTGTGTGGATCTGTGCATTCTGTGTGTGGTTCTGGTTGTG
TTCACATGTTGAAGGTGAACCAATCATTGCCGCTCCTGGTGATGATGTCATCCTGCCGTG
CCGCCTGGACTCTCAGGAGGATCTGCGTGATTTCACCATAGAGTGGACCAAACTGGAGAT
AAAACCAGATCCGTATAGTTTTGTGTGTTATTACCAGTTCAGGCGGATAGTAACTGAAGT
CATGAACGAGTCGTTGATCCCGAGAGTGTCTCTGGACCAAGACGGACTAAAACGAGGAGA
CGTGACGTTAAAGATCAGGAACGTGTCGCTCCAGGATGAGGGGAAGTACAGCTGCTTCAT
TCCTGGGAAGAACTTCAGGGAGACGGTTCAGCTGGTTGTTGAGCCAAACGGAGTCAGAGC
TCCAACCATGGAAACATCCCAGGTTGACATCATCTCCACTCCAGATCCAGGAGGAGACCG
GATCTGGATCAGTCGCTCCAGACCGGCTCTCTGGATCCTTCTTGGACTTTTTCCCTCAGT
GATCCTCTCTGCTGTTTGTGTTTGTGTCTGTCAGAGGAAACAACCAGAAGGTCAGAAACC
T
>CL641Contig1
AGAGTGGGCTGTTGTTAGACCCGATGGCATAGCTGGCTGGGACAAAGTCCAGGATCTGGC
TTCTTACTGGTGGGACTCTGTGAGGCTCCTTACCTCACTGACCCCCAAGTTACAGAGGCC



ATTGGATCATGGACGGCTCTCCTGGATGTGGATAAAGAGCGGGTCAACTACCAGCCCCGA
CACCAGCCTCAACTTACACACGACCGCTTTAAGGCACCAAAACGCTCCGGGGTGACACCA
GGAGTGGAAAGTGTCACAAGGTGTCTCAGTGGACATCCTGGGGGTCCAGCTCAGTGGCCA
AGCACCAGCCGCTTGGTTCAATTCAGTTTTATTTGTATAGCCCAAATTCACAACAACATG
TTGAGGCTGTATGCATCAAGCTTAGCAGATTACATGAGACTCCCACCAAAAAGGTTGGAG
GTGGTCCAAAACCCTCACAGATTACTACCATACCCGGGATTTAGTGCAGAGGCTGATGGA
TCCATGATCCAGCTGTTTGAGCTCAATCAGAGGAAACTCCTTCAGTGGTTTCAGCGGCGG
CAGAAAAACCAACAAATGAGGCCGAGGACACTCATTGACTCCACCCGAGCCAGTTGCTGT
AGCTGCAAGCGACCTTCCAGCTCCNAGGGGAAAAAATGGATGAGGCACCACATCCACATC
TGGGCCAAAATTCAAATGGATTCTCCCTCTAAATAGAGCAGGACAGGACAGGCTCCTGTT
CTGAGACCTGCTGCTGCTGCTGACAGTATGAAGTGCCCCATCACACCTGCCAGCAGTGTA
ACTGGAATGATTCCACCTGTGTCGGCACCTGGCCTACTGTTGGGGACCATCATTCTAAAC
CGCTTATGCATCTCCTGGAGCCACAACATGCAGTGCCGGCTTCATTCCACCTGCTTCACC
TGCTGTCCNTGCGTCACGCTCCACACAAAGGAACAGGCAAAGACGGGCCTTAGAGGAAGA
AAGCGGCGTCCACATACATACGAGGAGTGAACTATAATACCAGCAGCCAATGTGGACAGC
CCAAAACAAAAGAATAGTCGCTCCAAAAATGCCACATTTTGCTCCAAGGCTTCAAATGGA
CGATCATTTGGATGGTTGGCAGAACAGCACAAAGGCACAAAGGCCTCCTCTTCAGTAATA
CCATCGTCATGTAGATATTACATTATTGTTGGATGTACATCTATTCTTTAGTTCTATTTT
CTAAATTGTACTTTCGACAAGTGTGTGATTCATGGAAGTTTACTGTGTCTTCATTTTATT
AACATTTGATGTATCT
>CL641Contig2
TTTTTTTTTTCCACGTTGACTTGATTTATTCATATCATAAAGAACACAGGTGTCAGTGAC
AGATAACTGCTTTGCCATCCCGTCTCTGCTGACGCTCACAGCATCTCCTCATCAGCTCAG
TCATCTCCTGCTCCAGCTCCTTCTGAAGACCTTTGACCCGCCTCACTTCAGTTAGCTGTT
GGAATCTGATCCTGTTCTTCACTTCACCTCTTCTCTTCTGGATGAGACGGATCATCTCAG
TGAAGACCTCCCCACTCTCCTCCACCTGCTGTTGAAGCAGCTCATCATGACTGGAGCAGA
AGTTCTCCTGCAGGTTCTTGGAGGGTCCCACCAGCTTGTCTTTCTTCAATGCAGCTGCTT
TCAAATGAGGCTGAAGGTGTTCCTCACAGGAAGGAGAAAGGCAGGTCAGACAGGACTTCA
GGGCGTGTCGTTTGTTCCAGTGCAGACGTCACAGACCACATCTGCTCCGCATCTCTAAGC
AGCTTGAAGTTCCTGCCTTGACTCACATGAACTGAAGTGTCGTCCATCCAGTTCAGACTC
TGTGCAGGTCAGTCCAGGTCATCCCACAGACTCTGTCCTCCATGTCTTCATGGACCGTGT
TGGAAGAGGAAGGGATGCAGTCCAAAGTGCAGCACCTGGCAGATGGAGCCCCCCCTTGAA
GATTCTGTCCTCTGGAGCTGGAACAATGTTTGCTGAGGATGGTGCTGACTGTGGGTCCTG
GATGGAGCTGAACGTCTGTGTGTAGCGTCTAGACCAATTGTTCAAATCCCGCATCCTCAC
TCTGGAAAAGTCAACTCTGAGAATCCAGCAGCTGCAGGTTCATGATGAACTGTCTGCCGT
CACCGCCTCGTGCCGAA
>CL641Contig3
GCACGAGGGTTCCTATTAGAACATTGAAAAAAATCAGACACAAGTTTGGGTAAATATATG
TGGAGCTAACGTGGTTTGATGCATGTTTTATATCAATTTGGCTTGAAGACGAATTTTAAA
ATATCTACTGGACCCGGAAGAAATACAGACAAAAAACAGGAAGTGGATTTCAGGAGTTAA
TTCGCCAGCGCACGCCGGGCTGTGTGGGCGACGGCAGACAGTCACAGTTCATCATGAACC
TGCAGCTGCTGGATTCTAAGAGTGGACTTTTCCAGAGTGAGGATGCAGGATTTGAACAAT
TGGTCTAGACGCTACACACAGACATTCAGCTCCATCCTCAGCAAACATTGTTCCAGCTCC
AGAGGACAGAATCTTCAAGGGGGGGCTCCATCTGCCACGTGCTGCACTTTGGACTGCATC
CCTTCCTCTTCCAACAAGGTCCATGAAGACATGGAGGACAGAGTCTGTGGGACTGACCTG
CACTAGAAAAAACGACACGCCCTGAAGTCCTGTCTGACCTGCCTTCCTCCTTCCTGTGAG
GAACACCTTCAGCCTCATTTGAAAGCAGCTGCATTGAAGAAACACAAGCTGGACCTGCAG
GAGAACTTCTGCTCCAGTCATGATGGGCTGCTTCAACAGCAGGTGGAGGAGAGTCAGGAG
ATCTTCACTTAGATGATCCGTCTCATCCAGAAGAGAAGAGGTGAAGTGAAGAACAGGATC
AGATTCCAACAGCTAACTGAAGTGAAGCGGGTCAAAGGTCTTCAGAAGGAGCTGCAGCAG
GAGATGACTGAGCTGATGAGGAGATGCTGTGAGCGTCAGCAGAGACGGGATGACAAAGCA
GTCATCTGTCAC
>CL641Contig4
TTTTTTTTTTGACATGTTTACTTTATCAAACATAACTTATTTAAAAACAAGTATTTTTTT
CTTGATAACAAATTCTGGGAAACTGTAAGCTTATTTTTTTGATTTAATACATCAAATGTT
ATTAAAATGAACACAGTAAACTTCCATGAATCACACACGTTTCAAAAGTACAATTTAGAA
AATAGAACTAAAGAATAGATGTACATCCAACAATAATGTAATATCTACATGACGATGGTA
TTACTGAAGAGGAGGAGCTGATCTGCCTTTGTGCTGTTCTGCCAACCATCCAAATGATCG
TCCATTTGAAGCCTTGGAGCTAAATGTGGCATTTTTGGAGCGACTATTCTTTTCTTTTGG
GCTGTCCACATTTGCTGCAGGTATTATAGTTCACACCTCGTATGCATTTCCTTTTGTGGA
GGCCGCTTTCTTCCTCTCAGGCCCGTCTTTGCCTGTTCCTTTGTGTGGAGCGTGACGCAG
GGACAGCAGGTGAAGCAGGGGGAATGAAGCCGCCACTGCATGTTGTGGCTCCAGGAAATG
CATAAGCGGTGGGCACCTGGGTTTAGAATGATGGCCCCAACAGTAAGCCAGGTGCTGACA
CAGGTGGAATCATTCCAGTTACACTGCTGGCAGGTGTGATGGGGCACTTCATCCTGTCAG



CAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAG
CAGCTGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAG
CAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGGTCTCAGAACAGGAGCCTGTC
CTGCTCTATTTAGAGGGAGAATCCATTTGAAGTTTGGCCCAGATGTGGATGTGGTGCCTC
ATCCATTTTTTCCCTTGGAGCTGGAAGGTCGCTTGCAGCTACAGCAACTGGCTCGGGTGG
AGTCAATGAGTGTCCTCGGCCTCATTTCTTGGTTTTTCTGCCCCCGCTGAAACCACTGAA
GGAGTTTCCTCTGATTGAGCTCAAACAGCTGGATCATGGATCCATCAGCCTCTGCACTAA
ATCCGGGGTATGGTAGTAATCCGTGAGGGTTTTGGACCACCTCCAACCTTTTTGGTGGGA
GTCTCATGTAAACTGCTAAGCTTGATGCATACAGCCTTAACATGGAGACGACTGTTGTTG
TGAATTTGGGCTATACAAAGAAAATTTAATTGAATGAACCAAGCGGCTGGTGCTTGGCCA
CTGAGCTGGACCCCAGAATGTCCACTGAGACACCTTGTGACACTTTCCACTCCTTGTGCC
GTGTGCAAGTTGAGGCTGGTGCCAGGGCTGGTAGTTGACCCGCTCTTTATCCACATCCAG
GAGAGCCGTCCATGATCCAATGGCC
>CL642Contig1
TTTTGACNGCATTGAAAATTTATTAAAGAGTAAAAAAAGAAGAATGTTTTGTCATTTTAC
AGTGAGTGACTTTAGGCGAACACATCATCAGAGTTTTTACCGGAATAAAATCTGACAGTG
CTTTGAAAGATGGTTTCATCATCGAACTGAATTCTCAAGAATAAATCTTGTTTTTCATCA
GCAAACACAAACTCTGATCAAGTTTCTGCTCTGCTGCTTTGGTGAGGAGAGTGAACCTTT
TCTTGCCTTTTCCCTTCAGTTTTCATATGAAGGACAAGCAGTAGGAAGACGAGCGTGCAC
GGACCAATGACTTCATCAACACTGTGGCTCTGTCTTTTTGTTGTCTAAACATAAGTTCTC
TTCTCAGAATTGATGTTCTCGCTCTGACTCTGACTGTCTGGTTGTGCTGCATTCCTTGAT
ATATATCTTAGCGTGACATTCCTCTAATCATTCTTCACTTGTACCCTTTTTTATCTTTTG
ACCTGAACATTCCTGTTTATGACATTTTAGTTTCATTTTTGAGTTTTATGTTGTTAATAC
ACACTCAAAGATCCTCCATAAAGCCGTTCCTGCAGAGCTACGCAATCATGTCAGAGCAGC
TTCAAGACGGGAAACAGATAAAAACAGAGGCAAAGGCTGCGGTTTCTTGATTTTCGGCTT
TGAGCCTTTTTAGGAATGACTCTGAAGGTTGAAAGAAAATGAAAGCGAACTCTTAATCAG
AAGATGTTTCCGTCAGACAGCAAACATCCACACCTCGTTGTAGTGACTCAGAGCTAAAAA
ACCATCATAACTTGCTCCGATGTACTTATGTGGATTGAAGATTTTCCCAGCTTTGGTTAG
AGATTTCCGGAGGACGTCCATATGTTCCTGGGAATTTCCAACAGCCGGAAAACCACTGAA
GGAGCTTGCAAAGACGATAGCTGGGGGTCTGTGCTCTACCGTGACAGACGAGTCCGACAT
CTCAATATTTGTTCCAGGAGGAATAAACCAGGACAAGGTCACTTTCTGCCCGTCTGTCAT
CTCAGAAATGGTGAAGATGGCAGGCCAGGTGTCCTGACATACCTGATCGCTCCCTGGAAG
CTTCCCACAAAAATCCACCAGCCTGGACCTTGCAGCCATAAAGGCAGATAAATCTGGGCC
TTCCACTATTGTGGAGATCCAGTCAGTGGGGGGGTACTGTCGCACCTCAAAGTCCTCGTT
GGCCTCCAGGACGTAGTAGTCAGGACAGGGCTGCCCATGGCAGTGCTCCAGAAAATGTCC
ACCGCAGGACGGCAGCAAAACCAACACAACCAGCAGCAACTGCAGCTCCATCCTCTCTCC
CCCGGCCATAATGCCCGGGTT
>CL643Contig1
ATTCGGCACGAGGCTTTAATCTCCTCCCACCTCCTCCTCCTCTCCCCTCCCCTTTCACCC
ACTCACTCTCACTTCCACTGCCTGTCTGTCTCTCTGTGTGACCGTGGAACTGGCTTCTGT
AGGCGTCCATAGAACAGCAACAGGACAGGACACAGAACCGGGACATCCCACAGCACCAGC
ACAGACATGTCAGACTCAGAGACCGCCGCTGCCCCCGGCGAGGCCCCCGTTCCCGCCGCT
TGCACCAGCATCAAGGCAGACCTGGACAAATGCGTGGCAGAGAAGGGAGCTGAGGGCTGC
AAAGATCTAATGGAGGCCTTTGCTGCATGCGTGAAGAAAGCAGCGGAAGGAACGTCATGA
GGAGTCGCCCTCCAGCCGTAAATGTCCACTTCCAGTCCTACATGTTCCCAGCATTCCCTT
CTGCACAGCAGCACTGGATTCAACAACAACGACGATGATGAAGATGATGATGATGAAATG
CAGGACAAATGCTGCCTCGACTGGTCTGAGTTTGGGATGTGGCTGCAGTAACCAGTGTTC
CCTCCCCTGTTCGACCCCCCGTTTAGGCCTTTTTTCCCGCCATTCCCCTCCTCCCTCTGC
AGTCTGCTCGGAGTTCCGGAGAACCAACGGGCTGTGATCAAACATGTTGAGATGTAAACA
TATAAATGGAAATAAAAGTACAAACAGTTGCTACAAAAAAAAAA
>CL644Contig1
GGGGTATTCTGCTGAGGGTCCGCAACAGCTGACAGCTGAGCGCTTCGCCCAGGGCTTCGA
GGAACAAAGAGGCAGCAGAGAAGCGCTCGCGCCGCACTTTTCTTTTTTAATTTCCACACC
TGAGAAAGTAAGAGGGATGAGGCACGCGGTCGCCTCGGCACAAAACGTGGAAAATACTTC
TATTGCGGTGACAGATCTGTTTAAGATATGCAACCATTGTGAGCGGCTCAGGAAAAAGGA
CTTGGGGGTAAGAATCCCAAGACCCCTAGGAAACGGACCGAGCAGATTCATCCCTGAAAA
AGAGATTCTTCAAGTCAGTAAAGTGGACTCCAGGACGCAGTCGATATTTGAGGATGCATT
TGCAGCCCTTGGTCGCCTGGACAACATCTCCCTCGTGATGGGCTTCCACCCTCAGTACCT
GGAGAGCTTCCTCCGAACGCAGCACTACCTGCTGCAGATGGACGGACCTCTTCCTTTGCA
CTACAGACACTATATCGGCATCATGGCGGCGGCGAGACATCAGTGTTCCTATTTGGTCAA
CCTACACGTGAATGACTTCCTCCAGGTTGGCGGGGACGCTAAGTGGTTGAACGGTCTGGG
TGAAGCTCCGCAAAAGCTGCAGCAGCTTGGAGAACTCAACAAAATCCTGGCTCACCGTCC
TTGGCTTATCACCAAGGAACACATGGAGGCTCTTCTAAAGGCGGAGGAGCACAGCTGGTC
CCTGGCGGAGCTGATCCACGCCGTGGTTCTGCTCACACACTACCACTCCCTCGCCTCCTT



CACCTTCGGCTGCGGCATCACGCCGGAGATCCACTGCGACGGTGGCCACACGTTCAGACC
GCCCTCGCTCAGCCAGTACTGCGTGTGCGACATTGCAAACGGGAACGGCCACGCCAATCA
GCACGACGATCAGCTGGACGATCAGGACATGTGTGGGGAGGTGGAGGTGCTGATGGAGAG
GATGAAGCAGCTGCAGGAGTGTCGCGATGACGAGGAGGCGAGCCAGGAGGAGATGGCGAC
CCGCTTTGAGAGGGAGAAGACTGAGAGCATGCTGGTGGTCACATCAGAGGATGAGGAGTG
CGTTCCATCCAGAGACATCTCCCGCCACTTTGAGGACCCCAGCTACGGCTACAAGGACTT
CTCCCGCCGGGGGGAGCATGTGCCAACATTCAGAGCACAGGACTACAGCTGGGAGGACCA
CGGTTACTCACTCGTCAACAGACTTTATCCCGACGTCGGGCAGATGCTGGATGAGAAGTT
TCAGATGGCCTACAATCTGACATACAACACCATGGCAACGCACAAGGATGTGGACACCAG
CATGCTGCGTAGAGCCATCTGGAACTACATCCACTGCATGTTTGGCATCAGGTATGACGA
CTATGATTACGGGGAGATAAACCAGCTTTTGGACCGTAGCTTTAAGATCTATATTAAAAC
CATGGTGTGCAGCCCTGAAAAGACCACCAAACGAATGTATGAGAGTTTCTGGAGGCAGTT
TCAGCACTCCGAGAAGGTCCACGTTAATTTGCTTCTTATGGAAGCACGGATGCAAGCAGA
ACTGTTATACGCTCTGAGAGCGATCACACGCTACATGACATGAAGTGCTTTTGCTGTTTT
TTTTATTGTCCTTTAC
>CL645Contig1
GCGGAACTGTAGGTACGGGTCTGCCTGCAGCCCCGCTGTTCTGGAGCTTTCTGTCAGCGC
CTCGTTACTGCGCATGCGCGATCTGGAGGCTTCCCTCACGTGGAGACAAAGTGCAGACGG
TCCGAAGCTCTCTCAGTGAAGACGTGCAGCTCTGCGCAAGCGCTCAAAAATGGCCTTCAG
GAAGTTCCTCCCTCTGTTCGACCGCGTGCTGGTGGAGCGTCTCATGGCGGAAACCGTCAC
CAAGGGGGGCATCATGCTGCCGGAGAAGTCTCAGGGGAAGGTGCTGCAGGCCACCGTGGT
GGCGGTCGGGCCCGGCTCCATGAACCAGAAAGGTGAGGTTCAGCCGATGAGCGTGAAGGT
TGGAGAGAAGGTGCTGCTTCCAGAATATGGAGGAACTAAAGTGGTTCTGGAGGACAAGGA
CTACTTCCTGTTCCGTGACGCAGACATCCTGGGAAAATACGTGGACTGAATCTGATGGTC
TTTCAGAGGAGAAATGATCTTCATCCATGTCTGTTTCCTTTTTTATGTTGAATTGTAAAT
AATTCCAGTCCTGTTTTTGACATTAAAGAAGTAAAACCCTCTAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAACAT
>CL646Contig1
GAGGCTGGAACGGAAGGTTGCAGAAATCAGCGAAGCTGCACAGCGAGTTGCACATAGCTT
TTAGTTTTGTATTACTTTTGGTATTTTTTTAACCGTCTTCTGGTTCTTAACTGTAATACT
TTGCTACCATGCCTGTGTTAGACGTCGTCACGGATGCTTCAGCAGTCTCTCCATCAAAGA
GAGCTCGGACAGAACCTAGAGCAGAGGAGCAAAGAACGGTTCTTAGGTTTGCTAAGCTCT
CTGAGAATGCCACGACCCCCACGCGAGGCTCATCCAAGGCAGCAGGATATGATCTGTACA
GTGCATATGATTACACCATTGGTCCCATGGACAAGGCCATTGTGAAGACAGACATTCAGA
TTGCAGTTCCTCATGGCTGCTATGGGAGAGTGGCCCCAAGGTCTGGACTGGCTGCCAAGC
ATTTTATTGATGTTGGTGCTGGGGTTGTAGATGAGGACTACAGAGGAAACTTGGGTGTTG
TGCTTTTTAACTTTAGCAAAGAAACATTTGAAGTGAAAAAAGGGGACAGGGTTGCTCAGT
TGGTGTGTGAAAGAATCTGCTACCCAGAGCTGGAAGAGCAAGAGACACTTGATGATACGG
AGCGAGGGTCTGGAGGCTTTGGATCGACTGGACGCAACTGAAGACCTCGAAACAAATTTG
AAGTGACAATACACTGATGAAGTTATTTTATGTTACCTAGGTGCTAATAAAGTTTATTTT
TTACAGTTTCATAAACTACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AGGGAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL646Contig2
TTTTTTTTTTGTAGTTTATGAAACTGTAAAAAATAAACTTTATTAGCACCTAGGTAACAT
AAAATAACTTCATCAGGTGTATTGTCACTTCAAATTTGTTTCGAGGTCTTCAGTTGCGTC
CAGTCGATCCAAAGCCTCCAGACCCTCGCTCCGTATCATCAAGTGTCTCTTGCTCTTCCA
GCTCTGGGTAGCAGATTCTTTCACACACCAACTGAGCAACCCTGTCCCCTTTTTTCACTT
CAAATGTTTCTTTGCTAAAGTTAAAAAGCACAACACCCAAGTTTCCTCTGTAGTCCTCAT
CTACAACCCCAGCACCAACATCAATAAAATGCTTGGCAGCCAGTCCAGACCTTGGGGCCA
CTCTCCCATAGCAGCCATGAGGAACTGCAATCTGAATGTCTGTCTTCACAATGGCCTTGT
CCATGGGACCAATGGTGTAATCATATGCACTGTACAGATCATATCCTGCTGCCTTGGATG
AGCCTCGCGTGGGGGTCGTGGCATTCTCAGAGAGCTTAGCAAACCTAAGAACCGTTCTTT
GCTCCTCTGCTCTAGGTTCTGTCCGAGCTCTCTTTGATGGAGAGACTGCTGAAGCATCCG
TGACGACGTCTTTATTTTCAGTGACCATTTGAGTGCTAAAGTTGTTTCCCAGGAAACGTG
GAGCAGTAGAAAAAAACAAAGATCGCCGCTGAGAATATCGCCCTCGTGCCGAATTCGGCA
CGAGGTTTTCTTTCTTTTTTTTTCATTTCTACAAAATTACAACTTGTGCTGTGATTAACT
TCAAAAATGTTGAGGAGTCATGAGCTTTACTCAATGTTTTTGCAAGTTTTGAAAGCTGAA
GTTTTTCTTGTGGGGTTTCTTTTTAGAGGCTTCTTTGGTTGTGTGGGTTGGGCCGTTTTG
AGGTGGAGCCCAATACTTAACTGTATTTTACCATTGTGTCTTCCTTTAGACATCTGAGGA
GAAGGATTAAAGTGATTTGGAATAAAACCATTGTGGAACACATTTCATTTGTATGGTATG
GATAAGACATCTAGGAGCAATCAGGTCGAGGCAATGGTATGCTTCATATTCCATAAATGA
GACTTTTTGATAGGTTGTCATGTTATGCATGTCATTCAGTAAAGCTATGTGTGCTGTACT
TTGTAACGTAGGAAGCTTGTAACATGTCTCTTTGACATGTGAAAGTCGTAAATCAAGTGT
TGTAATGCAAATAGAACACCTTTGTCATTGTAAAAAGCAGTCAAAACGTTTTTTATACAA



GTGTCCCACTTTTTGTCTGCAGTGGTTAAGATTTCTTTTCTAAATTAAAGCAAGGGAGTC
GTTATTTTTATTTTTCCTTGATCTGACATGAGTGCTCAACGTGGAAAGATATAGGGCTAA
AATTTTTGACATTTTATTCTAACAGTCTGCCTCTGATTTTCTTCCTGGTATTTCAAGGTT
TTGATTGGAGGAGTGGCTCAGTGGATCCCAATCCTTGGAGCTGGATGAGTGGATCGATTA
GGGAAGGGATAGGCAAGGATGGATGCTGGGAACGGGAGCAGTTTTCCAAGATTCAAAATG
ATTTGGTTACACTACTAAGTAACAGGAGTCCCAGTTCAGCTTTTTCCCCCCTTCTCCGTT
TAAGGCCTCCCTGCCTATCTTTTAAGTTTTTCAGTGATAATGGCTTTATTGCACAAGAAA
TCAGAGGACCAGGAAGTTGGATCAAAGGATGGAGTCGTAGATGCCTGGTATGAGGGAATT
TTTAAAGATGGGAAGTTGGGAGGGGGTATGTTGGGGAGTAGCTTGTTTTTGTCTCATTAT
TATGATTTT
>CL647Contig1
AAGGCAGATGAGCCCAAATGCATCTTTATTGTAACACTGGATAGAGTCAGACTGTAAAAG
CAGGAAGAGCATAGTGAGTTTGGTCAGTCTCTTAATCAGTTACAAGAGCTCCTCAGTCCA
GCACCACAGACAGTACACACACACAGCAGACGGTTAGCTTGCAGATGAGTAGCCAGATCT
GAGTGCAGTCACTCCTGTTTGATGTCCCCTTTCAGCTTTCTCTTAATCCGGGAGTACGGG
CTGAGCGTGTCATCCATGATGAAGTCGTACAGAACTTGAACCCATGACGTGTACTGGGGC
AGGTCCTGGTAGTACTCGGATGCCATTTCCTTGACCAAGGGCAGACGCCGCCCCGGGATG
CTGGGGAAGTCGTGGTGCTCATTGTGGTAGCCCACATTGAAAGTAAGAAGATTTAGGGAG
CCGTAGTAGGAGTAAGTCTCATAACCCTTTAAGAACATGTAGTGCTCTGCTATGAAATGG
CCAGAGATAGGGTGTAGGCCCATTCCCAGCATGGAGCCAGCTAGCATGTACACCACCGGC
TTGGCCCCCCACATCCAGTAGAGCAGGATATCAAAGGCTACCTGGATGACCACATTGGTC
ACTTCCAGCTGACTGATAGGTTTGGGGTTGATGCACAGGGGCCTGACAGCATAGAAAAGG
GGCTGCAGAATGATCCAGATAAGCTTGCGAAATCGAGTGCAGAAGAACCATCCTTCAAAC
TCAGTGGGGATGTCCACATCCACTCCATCCCCCCCCAGGTAGCGATGATGGTCCAGGTGA
TAACGCTTGAAGGAGGCAGAGTAGGGCAGGCCGATGGGCAGATTAGCAAACATGGCAAAG
TATCGATTCCATGTGGCCTTGTTATTTCCGAAGGCAGTGTTGTGGGAGATCTCATGGATA
GCCAAAGTCATAGAGTGGTTGATGCAGCTGCCAAAGGAATACGTCCAGAACAAAACCCAC
TTCCAGTCCAAGTCCTTGACGAGGTAGAAAGCTAAAAACTGGATGACCACCATTGTGCAG
ACGATCCATTTCAGTCTGCGGTCGGGCCCCATCAAGGACTTGATTTCTGGGTGTTTGGCC
AGGATATCCTTCCTCCGGTCGGCGTGTGGCTGGTCCGTGTAAACCCACTCGTAGTCCTCT
CGAGCGACTCGGTTTCCCATCCTGCTAGTTTGAAACGCGAAGAACCAACTAAACCAGTTT
ATGTTTACGGGTGTAAAACTAACTAGATTTAACTTTAAGCGAGTCTAAGTGGCTCTGCTC
TAGTCTCAGCCGCTACGGTACTAGCTCCGCCCTCAGCAAAAGCCCAGTAGG
>CL648Contig1
GAAAGCAAAGGAGAGTCTAAGGCTCATGTGTCAACATCCAGGGTTTCCCGGGGGAGTCGC
AGCGTTAACGTTATGCCGAAAGATCAGACATTCTTTTGAACAGCGTTTTCTTTTCTTTCC
ACTCTTCGCCTTTTAAAAAAAGTTGCATTTCTGTGAAACCAAGAAGACAATCTCTCCTTC
CCGCCGCTTCAACGTTAGCTAACGTTGTTTTAAAGGATGACAGAGTACAAAGTGTCAGCA
GCGTCTCGCATAATTTTATAATATCTGGGGACTTGTTAGCTTAGCTAGCTAGCTAGCTTG
GTCATCTCGATTAGATCGTAAAAGCGCAGCGAAACCAAACACTCTGCTGACATGATGTTT
CCTCAATCAAGGCACTCGGCGTCCTCTCAGTCCAGTCAGCCCCTGAAGTTCACCACTTCT
GACTCATGCGATCGCATCAAGGATGAGTTCCAGTTCCTTCAAGCACAGTATCACAGTTTG
AAATTGGAGTGCGACAAACTGGCCTCTGAGAAGTCTGAGATGCAGCGTCATTATATCATG
TATTATGAAATGTCTTACGGGCTGAACATTGAAATGCACAAGCAGGCTGAAATAGTGAAG
AGGCTGAATGGGATCTGTGCTCAGGTGCTGCCTTACCTGTCACAGGAGCATCAGCAGCAA
GTCATGGGCGCCATAGAGAGAGCCAAGCAGGTCACTCCTCCTGAGATGAACTCCATCATC
CGGCAACAGCTGCAGGTTCAACACCTGTCCCAGCTCCAGGGCCTGGCGCTGCCCGTGACC
CCGCTGCCCCTGGGTCTCACCCCTCCCTCCCTGCCTGCCGTCTCCTCCAGCTCCGGCCTG
CTGTCCCTCTCCTCCATCCTGGCCAACTACTCGCACGGCCAGCCGACCGCCGTAAAGGAG
GACGGCGCCAGAGAGCCCGCCGAGAGAGCGTCCAGAGGAGAGGACGGAGACAAGTCCGAC
TAGTGCCGACACTGTGAGACGGTTTGAGATATAAGGAGCATCTATGTATCTGTCAAAAGC
CTCCACTTTCAGCAAA
>CL649Contig1
CNGTTTTGCTTGAGTGAAGAACNTTTGTGAAGGNCTTTGGTCAAACCCCCCCTTTGGCAA
ACAAGNGAAAGCAGNTNGGAACTNAAAAAAAAAAAAATGCCAAGTGAGAGTCCAAGTCCG
CAGCTTTGTATGTACAGTAAATAAAATAGGTATAAAATGACTGAACGTGTACGTTTGGCC
GGGCCGCTGCTGTCGACAGGTCACATCCGCTGCTGTAAAAGTGCATATTTGGTCTTCACT
TCTTCACTTCACCCAGATCATCGATGCTGTCGTCGTCCACCTCAGGCCACTTCTCCTGGA
TGACGTCGATGATATCGTCTGTAAAATCTCCCTGAATGATGATTTCATCCTCCGCTGTGA
CTGAGGCACCACAGGAGAACTTCTGCGCGAAGAACCGCTGAGCCTCCTTAAGATCGATGT
CGAACGTCGCCAGGCCGCAAACCCGCGTCACGTATTTCTTCTTGGCTCTGGGGATTTTTG
CTATTGTGACTTTCTGAGGCACCGCCTTCTTTTTCTGTTTGATCTGGCCCCTCCCACCTC
TTTTTTGCTTCTTCTTCTCCTCTTCTTCACCAGCAGGGGGAGCTTCTCCAGTGCCGGACT
CCTGCTTGGGGGCTTTTGCTGCTGGACCAACAGTCATCCTGGCAAAAACGTCGGGAAAAT



TCTTCTCTAGCCACTGCCTGCACTTGGCCGGCTCGGGCATGTACTCGCAGTACTCTGTTG
GTAAGGAACAAACTCCACAGTAAAGAACTTTCAGGGGGTACTTTGAATCCGGGTCAGCTG
TTCCATGTTCTGACCCAGGTTCCATTTCAGTAGTAGCCATGACTAATTATCTCACACAGT
TTTATCTAGATTTCCCGTATTTTCCCGAATAGGCCTCGTTGCATTATTAACTGTAGTTTG
ATTATTTAGTACAACATTCTCAATGTAAAAGGTTTGGCTCGCGTACTGTCAGCACGCCTC
GCGGAGCTTCGTGGTTGAGTTATTACCCC
>CL649Contig2
TAGCCTACAGTTTTGCTTGAGTGAAGAACATTTGTGAAGGACTCTGGTCAAACCACACCT
TTGGCAAACAAGAGAAAGCAGCTAGGAACTAAAAAAAAAAAAAAATGCCAAGNGAAAGTC
CAAGTCCNCANNTTTGTATGTACAGTAAATAAAATAGGTNTAAAATGACTGAACGTGTAC
GTTTGGCCGGGCCGCTGCTGTCNACAGGTCACATCCNCTGCTGTAAAAGNGCATATTTGG
TCTTCACTTCTTCACTTCACCCAAATCATCGATGCTNTCC
>CL650Contig1
TTTTTTTTTTAAGACATTTTGAAACATCTTTTATTTTTGTTTAAAAAAAAAAGAAAAATT
CAAGAACTAACTTGCAAAGACAAGATTGCAAATAACAGACAAGTCATTCAAGTAAACGAC
ATGAGAAAAAATAAAAACATTGAAAAGGAAAAGCTATCGTCTCTTCTGGAAAATGTTGCC
TCTTCCCATTCCACCACGACCTCTGCCTCTTGCAGCCACTTGTGCTTTCAGAATGGCCGC
TTTGCCTCTTCCTGCTCCAGAACCCTGGTTCTTGTTCTTCATACTCTTTAACATTGGAGC
GTTCTTTAACATGTCTGGTAAGATCAGAAAGCGGATCTTGCTGCCACGAATGTACACTTG
TTCCAGCTGGGCAACCCGCCCGTCACGATAGGTTACTGTGATGTTGGACATCTGGCAGTT
CATGTTGTCTTCAGCCTCGATCAGTTTGCCCCTGTAAACCTCTCCAGTGTTGGTTTCACA
GGTCACAATGTGTCCCTCTGCTTCATGCAGGACCTTGATTGGTACGCCAATGGACATTTT
GGAAACGGTCTTTCTAGGTTCAACTCCCTTTGAATTCTTGAATTGTTGTTCTTTTTAGCG
GCTCAGCAACGTGGGCTAGTCGTTGAGCTTGGCGTTTGAGCCTTTTTTCCGCTTACCCAC
AATGCACCAACAAAGCGTTTGTTTCCCGGCCATA
>CL651Contig1
TTTTTTTNNTAAAACCAACTGATTTTAATAAACCACGTTAGGATTAAAGACACAGATTAC
AGTGGATTAGTCAACAGAAACCTTCTACCACAACGTCAGATTCACACCTGGTGCTGGGGG
AGCTGCCGGGGGGGCTGGCGCAGGGCAGCGGCGGCTGCCAGTATGCAGTAGGGATTGTAA
CGAGGGTCACATGTCAGGGGGGCGGCGGGAGGGGCCGGCTCTTCCTGGGGGGCGTACTCC
AGGACGGGCTTCGTGAGGCTGGACAGCTTGGTGGCCGTCAGGGGGTTGCAGCCCCCATCG
AAGAGGGGGTTGCACTGCTGCTCCTTGGGAGCCTCCCCAGCAGCCAGAGGGGCGGGGCCA
ACATTGTTCACGCACAGAGGATCCACGGCCGGGTCACAGGCGGGGTGCAGCAGGTGGTAG
AAGCCGGTCGGGGCCTTCTGGACCAGGGCCGGCATGCAGTAGGGGTCCTTGGGGTCACAT
TTGAGGGCGGCGTAGGACGGAGCCGGACCGAGGGCCGGGCGGTAGCCGTAAGCTGCCCTT
AGGTGGTACTGCAGGCACTCCACGTCTTCAGGGTGGCAGATCCTCAGCAGTTCTGCCCTC
TGCTCGGCACTGAGGAAGGGCTCCAGGACGGGGGCGTAGTAGTAGTAACCGGTGGGGCTT
TTTAGGGGTAGGGGCAGCACCGGGCTCAGGACAGGAGCCGGCACCTTGGCCGGAGCTGGC
TCCGGAGCGGCAGCTTTGGCAGACAATGAGTACAGGCAGTAGGGGTCAAGGTAGGGGTTG
CACATCTTGACGGCAGCAGACCTGATGGGGGCGGGCATCACCACAGCCGCTTTGGGCTTG
CTGGTGGACTCGGCAATGCACTCCGGGTCGTCGGAGTCCGCACAGGCCTTGTAGATTTGA
CTGAGGTGATTGAGGTAGTGGTTGAAGGTGGGGCCCTCCTCAGACCTGTGCTTGTTCTGC
AGGTAAGCCATGTACAGACGATCCAGGTCCTCCACTCCCTCCTGGTTGTGGGTGTCCATG
AAGTACTTGTACCACCCCCAGAAGTCCGGCACGCGCTGGAACTGAGGCACCGCCACCACA
TCCACGTTCCGTCTGCTGCGAACCGGCTGCTTCAGGTCGGCGGCGGCCGCTTCATCCTGC
TGGTGCTGAACAGGAANTGCGCCCAGAAACTCTGGCAGCAAGACGGCGACTAACAGGAGT
CCAGTGTGGATGACAGAGAGGGGAGCTCGTCCGGCGGCGAGCATGTCGGATGTTTATGTT
CTTCCTGTGAAGGTGTCTTCTGGGATCGGATGCGGAGGCTCCTGCGGGGGGGGGCCTGCA
CAGT
>CL651Contig2
TTTTTTTTTTCAAAATTCAAATTAATTTTATTTATATAGAACCTTTCATGACAGCAACGA
CAGCTCAAGGTGCTGTACATAAAAACAGGGTCACACTATCAGGAGGGTTTCCTGCTTTCT
TGCCGAGCAGATAATTTAACGTGAAAAATGTCCAGAAACTCAACAGATTCTTTTTTTTTA
TTTAGAACTTTGTCCAAACTAGGAGGAGGACATGTGAAGGTTATCAGTGTCACAGAAATA
CTGGAAAACATTAAATACAAGGCAGAAAAGGAAGAATGTCCAAAAACCCAAAGCGGTTTG
CTAAAACTACACATCTATACACATGACTCTTCAGAAAAAATGCATACAAACATGGAGGAT
TTCATGCACACAGTTCACAGAATTTGGTTGCAGACTTTGCTTGGTCGTGTTTAATCTGGA
CCAAAGCTGAGAAAACGTAGATTTTTGTTGGTAGAAGTAGGTTTTGGGTGGAGAAGCTGC
TTCCTGTACGAGCGTCTGCGGGAGGAAGTCCAGAGGCGGAGCAGGCCAGCTTTCATTTGT
GGTGGTTCAGGACTCCTCTGAGGAAGTCCTCAAAGCGAGGAGCGGAGACTTCCTTTGCCG
CCTCGTCCGCCATCTTGTCCTCGTCTACGACGGGCTCGTCCGCAGAGGCGGCGGGCTCGG
CGTGACGCAGGCGGCAGTTGTAGTCGATCTCGGGGTCGCAGTCCGGATGGGGGAGGAGCA
CGCCGTCCTTGCTGAGCTTTGGGGCGTCGACGCTGGGGGGTGGAGCGAACTTCCAGCAGT
TGGGGTCGTAGGGGTGGCAGAAGGGTCGGGCCGGGTCGGTGGGGCCAGACTTGACGGGGG



TGCAGTCTTTGTCATAGTGCACGTAGCAGTCGTGGCCCTCCTTGGTCTTACCGCGGACGC
CGAGCTGGTAGCGTACCTGGTGCTGGGGGAGCTGCCGGGGGGGCTGGCGCAGGGCAGCGG
CGGCTGCCAGTATGCAGTAGGGATTGTAACGAGGGTCACATGTCAGGGGGGCGGCGGGAG
GGGCCGGCTCTTCCTGGGGGGCGTACTCCAGGACGGGCTTCGTGAGGCTGGACAGCTTGG
TGGCCGTCAGGGGGTTGCAGCCCCCATCGAAGAGGGGGTTGCACTGCTGCTCCTTGGGAG
CCTCCCCAGCAGCCAGAGGGGCGGGGCCAACATG
>CL652Contig1
TTTTTTTTNTGATGTAGTGAGTTGTGATGTCCTTTATTAGTTTGTATCTTTTGCACATAT
AATAACAATCTGTTGCTTACCCATCAGTCACAATAAGGTTTTTGGAACAAAACTGTATTT
GATAAACAGACATTTGTTTAAACATTTGTCAAAAGGAAGTGGGTTGCTTCAACCGTAAGC
CGAGTGGGAAACCACGCATCGGTACAAGAAGAACAATTTTTTTTTATTCTTATTTTAACA
CACAAACACTTACATTTCCCTTGCACCTTAAAGATTTGCCAATTATCTTGAAGCTTACAG
TTTGTATGTTTTTCCACTAAAGTGTCTCTTAATATTAATTACACAAATAAACCTGCAGAT
TTTACAGTGTTGTGTTCTGCAAAACTGTAAACAGAGGCAGTTTACAATGCCTGTAAAAGA
AATCTTGATTTTACAAAGTGCACTTGCTGAGTGTTTCTCTGTAAGGCTTCACAGATACAA
CAGACCCTTTCTTGGACAGATGTTTTTCTTTCGACAGCAGGAGAACGAATCCCGGATATC
CTCCACACGAAATAATAGCTTTGTTCAAAATATATATGCAAACTCTGCTGTACATTAGTC
TCTCAACGACATCTGAGCACAACATTAAGATTGCACAAACATTCCGACACAAAACACACA
CTCACACACACACACTCCATACTGCTCCCACACGTGCTGACAGCCCCCCACCCCATACAC
CACAGCCCCACCGTGCTGACATAACCGGTGTGTTGTCATATTAGTGTGTCACTTAAGATT
GCCATCTGAGATGTAGATGCAAGATTTGCAGCTCTAGAAATATATTTGTTTTATACTCCC
ACCTTTCAACACAATTTGTTCTTTCGTCACTCATCTTTTCTGCCTGGGCTGTTGTGAAAG
ACCTAAAATCTCATATGAACTCGAAAATACCTGAACTCTGTGATAGAAAAACTAAGGTGG
CACCTACAAATGTGTTGGGGAACCCAAGTACATTTGTGACAGCTTAGAAAATAGAATTAC
TACGCAAAAAGCAGTTCCGCCAATGATGTGCCCTCTGTGCCCTGGAGGACAGACCACGCC
CCCAATCAGGTGAACTAGCTCTTGCCTTCCTTTTTTGTGGCCACAACATCTGAGGTGAGC
TGAGCTGAAAGCAGGTCAGCGGCAAACGCCTCCGCTTCAGCTTGCGTCTTCAGCTGCTCC
GTTTTAGTTTTGGCCTGGAGTCCTTCTGGTAGCAGCGTGCCAGCCAAAGAGTCCAGAGTG
CCACCAGCCATTGGCTTCAGGGGCTCTGAGTGCAGCTCAGGGGGCTCCAGCTTTGTCGTG
GTTGAAGGAAGTGGTGCAGGAGGCTGGGCGGGAGCAGAGAAGTCCGCAGAAAGGAAGTCC
TCCACTGTTTTGTCATCCACAGAATTGTCTTGTTTTAGAGCAGGCTTCTCTTTGGGCTCC
TCTTTATTACGTCTGTATTCTGGAGGAAGCGTGTCATCCCGATCACCAACTATCACACCT
TTCTCCGTTATGACTTTTTCCTCTGTAACAACATCCTTAGGTTTGAGTTTGGGGGGTTCA
GGTTTTGGTTTATCGGCTGCTGGCAACGTGTCACTTAGAGCGCTGAAAGCATCAGAGTCA
TCCTTCTTCTCCTTGGGTTTTGTTTCTTGTGGTAAAGCAGGGAGGACGTCAAGTGTGATG
TGTTGCTCCATAGGACACACTGTTTTCTCTGGTTTCTGCTTATTGGGAGCAGGAGCAGAT
GCCTGAACTGCAGAAGCTTTAGATGAAGCCACCACATCTGCAGAAAGAAGGTCCACAGCT
GAAGATTCCTTTTTTTTCTGTGCAGGAAGGTCTTTAGGGGCTACAGGAGCTTGGACTGAT
GGAGCTACTGAGGATGAGGTAAAGTCTCCAGACAGAAAGTCCAGAGCCTCACCTGATCAG
GCTGGGCTCAGTTCAGTGCAGTATTCTTGAGCGACGCGTGGTCGAC
>CL653Contig1
GTTTTGAGCTTTCAAGGTTTTATTGCTGTCACGGCTTCTGCAGGCTCTTCAGTAGATCCC
ATAGGTGTGTTCCCGCCCGTCTCTGTAGCGGTCCAGGTAGCGCAGCGGCTGTCCGTGGGG
GTATTTGACCTGGGGCGGGTGGTAAACTGGAGGTCTGATGAACTCGAACACCGGCTCCTT
CATACAGAGGACGCCGTGGAAGGTGTCCGTCACCGACTCGTCCCACTGGCTCTGGAAGAA
CGCCAGGCCTGCAGGCGTCATGCGGTCCTGGTGCTTCCTGTAGAAGTCCAGCGTCCTGAA
CGTGCGCTCCTGCAGGGACAGACACGGTGACGGTCGGACTTCCTCCTGGAAGTCCACGAG
TCCTTCCTGCTTGAAGAGGACGTAGACGAAGCGCTGGAAGCCGGTTCCTCGGGCCGGGAA
CGGGGGCAGATAGTGAAACAGCTCCTCCCCCTCCTGCACGGCGGCGCCGGGGACGTTCCC
CACTAGCCAGTGGACGTACTCTGCCCGGGTCTCCTGAAGATGCTCGTCTGGAGATGTGAG
GAGGAGGGTCCACAAGGAGCCCGGCTCTGCATCAAAGCTGACCTCAGGAGGAGACGCCGC
CTGAGAGGGAGTGAGACGGTTCCCGTGATGGACCCGAGCCGCGCCGTCCCGGCCGTAGCA
GATGCGGAGCGTGACCTGCGGCAGGAAGTAAGCGTCGGCGAACAGATCTCTGAAGACGCC
GTAATGGTCGGCGATCCTCTGGACGTGGAACGGCCCGCTGGTCTTCTCCCAGGTGTCCTG
AACCCGATCCAGAGAGACCTTCAGCGTCCGCAGACGAGCAGCTCTCTCCAGCTCCACGCT
CCTCTTGTTGTTCTTCATCACCTGACTCCTCTCCTTCACCTCCTTCCTCCTGTTGGAGAC
GCGGTACGGCAGTCCGATGTCCACGCGCTCCGCACCGTGTTCCGGGTCGGCGGCGTCCCG
GTAGCTCCGGTAGCTTTTCCACCAGGCCGGCTGGTTCTGGGCCTCCTCAGCGGCCCTGAA
GTAACGCGTGAAGCTGCGGTACTTCTCCAGGGACTCCAGGCTGGAGACGTCGATGTCCTC
GTTAGGCATTGGACCCAGAGGGGGGACGCGCCGGCACAGGTGCACGGTTGTGACAAATGT
TCGGACATTTCGGAACCACAAATCCGCGGAATTTCTCCGGGCAACCGAAGCTACACCGCG
CAGCGCCATCTTGACTCCGCCCCTCCTCCGTCTGCTTCCGGT
>CL654Contig1
TGGAACAGAGAGTTTTGGGACGGCACTGTGCAAAGAGGAGATGCAGGGAAAGGCGTGCTG



GAGTGGCTTCAAACCAGATGTCCTTGGAAACCTGTCCAGAAGAAACTATGCATCTGAAGC
CATCAAGGGCTCCGTCATCGGCATCGACCTGGGAACCACCAACTCGTGTGTCGCAGTCAT
GGATGGGAAACAGGCCAAGGTGCTGGAGAACGCAGAGGGAGCCAGGACGACTCCTTCAGT
CGTTGCTTTCACAGCGGAGGGGGAGCGTCTGGTGGGCATGCCAGCTAAACGGCAAGCGGT
CACAAACCCGCAGAACACTCTGTACGCCACCAAGAGGCTGATCGGACGGCGCTACGACGA
CCCAGAGGTCCAGAAGGACCTGAAGAACGTCCCCTACAAGATCGTTCGAGCGTCAAACGG
GGATGCGTGGGTCGAGGCTCATGGGAAAATGTATTCGCCCAGCCAAATGGGAGCCTTTGT
TCTGATGAAGATGAAGGAGACCGCAGAGAACTTCATGGGAACCAAAGTGAAGAATGCCGT
CATCACAGTTCCAGCGTACTTCAACGACTCTCAGAGACAGGCGACCAAAGATGCGGGGCA
GATTGCCGGTCTGAACGTTCTGCGTGTGATCAACGAGCCGACGGCCGCAGCTCTGGCCTA
CGGTCTGGACAAGAGCCAGGACAAAATCATTGCTGTGTACGATTTGGGCGGGGGGACATT
TGACGTCTCAGTCCTGGAGATCCAGAAGGGAGTGTTTGAGGTCAAGTCCACCAACGGAGA
CACCTTTCTGGGGGGAGAGGACTTTGACCAGCAACTTCTTAAACACATCGTGAAGGAGTT
CAAGAGAGAATCTGGCGTGGACCTGATGAAGGACAACATGGCTCTGCAGAGAGTCCGAGA
GGCAGCAGAGAAGGCCAAGTGCGAGCTGTCGTCGTCTCTGCAGACGGACATAAACCTGCC
GTACCTCACCATGGACGCCTCTGGGCCCAAACACCTGAACATGAAGCTGACCCGGTCCCA
GTTTGAGGGCATCGTGGCCGACCTGATCCGCCGCACCGTGGCTCCATGCCAGAAGGCCAT
GCAGGATGCCGAGGTGTCCAAGGGCGACATAGGGGAGGTGCTGCTGGTCGGTGGCATGAC
GCGTATGCCGAAGGTTCAGCAGACCGTCCAGGACCTGTTTGGCCGCGCTCCCAGCAAGTC
CGTCAACCCAGACGAGGCCGTTGCCATAGGAGCAGCCATTCAGGGCGGGGTTCTTGCCGG
TGATGTCACCGACGTCCTGCTCCTGGATGTGACGCCTCTGTCTTTGGGTATCGAGACCCT
CGGCGGCGTTTTCACCAAACTCATCAACAGAAACACTACAATCCCCACCAAGAAGAGCCA
GGTGTTCTCCACAGCTGCTGATGGACAGACGCAGGTGGAGATCAAGGTGTGTCAAGGTGA
GAGAGAGATGGCGTTGGACAACAAGGTGCTGGGTCAGTTCTCTCTGGTGGGGATCCCGCC
CGCCCCTCGTGGAGTTCCTCAGATCGAGGTCACCTTTGACATCGACGCCAACGGCATCGT
CCACGTGTCCGCCAGGGACAAAGGGACGGGGCGCGAGCAGCAGATTGTGATCCAGTCGTC
CGGGGGTCTCAGTAAAGACGACATCGAGAACATGATCAAGAATGCAGAGCGGTACGCGGA
GGAGGACCGGAGGAGGAAGGAACGCGTGGAGGCCGTCAACATGGCCGAGGGCATCATCCA
CGACACAGAGTCCAAGATGGAGGAGTTCAAGGATCAGCTTCCAGCTGACGAGTGCTCCAA
GCTGAAGGAGGAGATCACCAAGGTCAGGGACATCTTAGCCAACAAGGAGGCAGAAACGGG
GGAGGGTGACGGGGACGGGGGGAGGGCCCGTTCGGACTCATTCTTTCCATAGTGTATTAT
TCTACTGTGTTTTGGCAGTAAAATATTCTAGAAAATATAAATGTCCACTTCATATATCGT
CTGTCTGTAATTTAATTTTGGCCGCATTGTGTTTATTTTTACAAAACTGTNATTTCCTTN
GTTAGTAAAAATTTCCT
>CL654Contig2
CTGTTTGAGTTTTATTAGAAAAGACAGCAACAGTTACCGTAAACCCCAGATTTCACAGAA
TATAAATCCACCGCCTGCCCTCCATCCACCCTCGTCGGAGGAGGCCAGTTTGACCAGCAG
AGGGCAGCATCGTCCCTTCCATTTCTTTTTTTTTTTAATCAATCTCAGGTCTATGGGACG
AGAAGCTGAGCTCCATCCTCCGGCTGNGCCAGCAAGGCGTCCTAACACTCATTCTGATGC
GTTCCATCGCCGCCGATGACCGAAAAGGCGCCACCACACTTTCCTGCGACTTCCTCCGCC
TGGCGCACGCCGTCCGTGCAAACGTCTACCGGATGCGTTTGTAACCGGACGGTTATGAGG
GAAAGTTGGNGAATTTTAGCAATGAAACTGAAAATGTCTCCACGGCCGATNTGAAGCACA
GCGTGCGANAAAAAAATCCGACTCCAGACGTCAAAAGGAAAAGAGGAAATTTTTACTAAC
AAAGGAAATCAACAGTTTTGTAAAAATAAACACAATGCGGCCAAAATTAANTTACANACG
GACNATTTNTGAAGNGGACNTTTATNTTTTCTAAAANATTTTACTGCCAAAACACAGTAA
AATAATACACTATGGAAANAATGC
>CL654Contig3
ACAGACGCAGGTGGAGATCAAGGTGTGTCAAGGTGAGAGAGAGATGGCGTTGGACAACAA
GGTGCTGGGTCAGTTCTCTCTGGTGGGGATCCCGCCCGCCCCTCGTGGAGTTCCTCAGAT
CGAGGTCACCTTTGACATCGACGCCAACGGCATCGTCCACGTGTCCGCCAGGGACAAAGG
GACGGGGCGCGAGCAGCAGATTGTGATCCAGTCGTCCGGGGGTCTCAGTAAAGACGACAT
CGAGAACATGATCAAGAATGCAGAGCGGTACGCGGAGGAGGACCGGAGGAGGAAGGAACG
CGTGGAGGCCGTCAACATGGCCGAGGGCATCATCCACGACACCGAGTCCAAGATGGAGGA
GTTCAAGGATCAGCTTCCAGCTGACGAGTGCTCCAAGCTGAAGGAGGAGATCACCAAGGT
CAGGGACATCTTGGCCAACAAGGAGGCAGAAACGGGGGAGAACATCAAGCAGGCGGCCAA
CAGCCTGCAGCAGGCGTCACTCAAGCTCTTCGAGGTCGCATACAAGAAGATGGCAGCAGA
GCGTGACGGCGGCAGCAGCGGCGGCAGCTCCTCCTCCAGCACGGAAGGAGAGAAGAAGGA
GGGTCAGCAGTAAACTCCTGCACTTGCTGGAGAGCCTCGGTGACAACAGAGGACTTTTGA
GCTTGGGGAGGGTGACGGGGACGGGGGGAGGGCCCGTTCGGACTCATTCTTTCCATAGTG
TATTATTCTACTGTGTTTTGGCAGTAAAATATTCTAGAAAATATAAATGTCCACTTCATA
TATCGTCTGTCTGTAATTTAATTTTGGCCGCATTGTGTTTATTTTTACAAAACTGTTATT
TCCTTNGTTAGTAAAAATTTCT
>CL655Contig1
TTTTATTCACTTTTATTGAAGACATGACTACNAAGAGGTATTAAGGATGAACAGCCATAT



TCTAATAAACTAAGTGCTTGTTTTGAGACCATTATTCTATGACCAGCTGAATCAAGTTTT
TTAAAGTGTATAGTTATTTATTTCAATTCTTCTCTACCTCATTTGGAACTCTTCAAACTT
TCCCTAGTTTTTGAAATCAAACATTTTAGCCTTTTTCCATCAATTAACTGGATTTGAAAG
GGATTTCGGTTGCTTTAGATGTTTTTAGGTTTCTCTTTTGCTCTCAATAACCATTGGGAA
AAAAACCTTGCACAGGAATAGTGCTGCTAAAGCTTTTATTCTGAAAAATAGCAGCACTAA
AGTGTTGTTATGACTGGACAGAGATGAGTTCAGGGCCACATATGATGGTCATTTCAGGCA
CTTCCAAAAGTCAGCACTGTGCGGATACTCTTTCCGGCGTGCATTAGCTCAAATCCTTCA
TTGATTTGATCGAAGGGCAGAGTGTGAGTCACAAATTCGTCCACCTTTAACTTCTTGTTC
ATGTAGTCTTCTACCAGTCTAGGAACGCTCTCTACACTCTTCCAACCTCCAAAGGCTGTG
CCTTTCCAAACGCGGCCTGTCACCAGCTGGAACGGCCTGGTGGAGATCTCCTGACCGGCT
CCAGCCACACCGATGATGACACTCTGACCCCAGCCTTTGTGGCACGCCTCTAAAGCAGCT
CTCATGATTTGCACGTTCCCAATGCATTCGAATGAGTAGTCGACGCCGCCATCGGTCATT
TCCACCAGAACCTCCTGGATGGGCTTGCTGTGGTCCTTTGGGTTCACGAACTCCGTGGCT
CCAAACTCCTTGGCCCTTTCAAACTTCTCTGGGTTGATGTCAACTCCAATGATCCTGTTG
GCCCCGGCAACTTTGCAGCCCATAATAGCGGCCAGGCCGACGGCTCCGAGTCCAAAAACG
GCACAGGTCGAACCGGGCTCCACCTTGGCAGTGTTGAGAGCAGCTCCATAACCAGTGGAG
ATGCCACACCCAAGAAGGCAGACTTTATCCAGCGGTGCCTTCTCGTTCACTTTGGCCAGA
GAGATGTCCGCCACTACAGTGTACTCGGAGAAGGTGCTGGTCCCCATGAAGTGAAAGATC
TGCTTCCCCTTGCAGGTGAAGCGAGAAGTCTTGTCAGGAAGAAGGCCCTGACCCTGAGTG
ACCCGGATTTTTTGGCAGAGGTTCGTCTTGGGATTTTTGCAGAACTTGCATTCCCCACAC
TGTGGCACGTACAGCGGGATGACTGTATCGCCTGGCTTGAATGAAGTGACCCCCTCACCA
ACGCTCTCCACTGTTCCAGCCCCCTCGTGTCCCAAGATGACGGGGAAAAGCCCCTCGGGG
TCGCTGCCACTCAGAGTGTAGGCATCTGTGTGACACACCCCTGTGGCAAAGAGCTTGATG
CGAACTTCATGGGCCTTTGGTGGAGCAACTTCCACCTCCTCGATGGACAGAGGCTTCCCA
GGCTCCCAGGCAACAGCTGCCTTACATTTGATAACTTTGCCTGCTGTCTCCATGTTGGTT
CCTTCAGGGCGAAAAGGGGGCGGAGCCC
>CL656Contig1
TCACCCAGTCAGTCCAAAGGCATTCTGTTGGGCTGCTTAGCACGCAGGGAATGGAAGTGC
AGTGGGTGATCTTGCAGTCACAGCTCGACTCATAGCGCTGAATCAAGTTCTTCTTTTGGG
TGGCAGTCATGGCGTCCCACTGATCAATGAAGTCACACAGGGTGACATGCATCGTCCCAT
CAGTCTCCAGTTTCCCTGTGATTAGATACTCCTTCTTCCCAGTTGTGTCCATAGACACTC
CACACAATGAAGATGAGGGAGCAGTGTAGACAGCATCAATGTCATGACTGGGGCCTTTAA
ACATCTTAATCTGTTTAACGTCATACTTGATCCGTTTGATGGTGTTTCCGTAGATGTCAT
TGCCAGCGTCGACCTCCTGCCGTCCTACCAATTTTGCTCTGATAACGACATCCGAGTTGC
AGACAGCCTGCTGAGGATGTGCAGGGGAGCAGCTGCATGCTTCTGCAATCTCCTCCACTC
GCCAGAGAAGCAGAACGGCCAGAGTGACCAAACAGCTGTTATTCATCCAGCTCATCTTGG
GATTTCAGCCGATGTTGGGGTGAGAACTGAGGTGGAGCAGTCTTTTCTCTTTGTCTCTAA
ACGGATGCAACTAAAGCAGAAGTATTTCCAGCTTCAAATGCAGGCAGGGCTCTCCAGATG
TCAGAGAACGAGACGCAGAAGATCATTCCTGACACAAACTGCAGACCTCAAACTCAACCC
C
>CL657Contig1
CAGGGAGTCTGGCTCAGAGAGCTGCTTGCTCCTTCATACGGGTCAGAACCAGCCACGGTT
TGAACATGAGTGAGTCTGCCTGTAGAGGCTTTTCAGACTCCGAGGAGCAGACCTTGAGCC
TAAACCTTTTTATTGTGGTCCCTTGATTGTGTAAAGGTGAGGTTCTGGTTCTGCTCTGAT
TCTCACACGACTCCAAATGTAAACCAGAAAGGCCTTGAGGACCTGGAGGTCACAGAGTTA
AAGCTGCTGACTTTCCCTTCCTTTTGGACCCAGAAGCTGGGCCTTAGAAGCCTCCTCCCT
GAAAAGAGCTCACATTTGATGGGCTTGGTTCTGATTCATCTGAATGGGCCAGTCATATGG
ATCAGAACCATCGGGCTGTCCTTCTGTCAGCAATTCTCCAGCGGCCTTGCAGGACCCCAT
GTGTCTCTTCACGGCGGTTCTTGGTGTGAACATTAAAATTGTCTGGATGACCCGGTCTGA
AGACCTGTAGGACCAGATCTCCTGCAGGATCATTGCAGGACCCACCAAATTGGATCTGCC
CTGGCCAAGACGACTGGTCATGAGTTTTATGGTGCCTTTGGTGATCTGCTATCGGGTCGG
CCGTGTTATCTGGCAGAATTTCTGGGTCAACATCCAGAACCGTGTCCGGGCTCTGTGTGA
AGTTTAAGGATTAGACTGATCAAAGGTGTCCAGGATCACAGGGACGGACTGGGCCAGGTT
GGATCCACACAGACATTTCACAAGACTGCTTTGGACTCTCTTGATTCCGTAGGTCCAGGC
CGCTCTTGATTTTCTGAACTGTCGGGTCCGGCTGCTTTAAAAGCTTTAAAAAAAAAAGTA
CTGACAAAGTGTTCAGGTCCTCTGGGGTTCTGATTAGAACCACAGTGTTCTGGAGCTGGT
GGGAATTTCGGTGCAACTCATTTTCTCGTATTTTCATTACTAGTTATTTTAGTTACCTGT
AACCTGTGTGTTAACTGTAGGGGTATGTGGGGGGAAGGGGGGTTTGAAAAGACACACTAC
GCGGTCCATCAGAACCAGTGTTGATGAAAAGAGAACAACCTGCTGCAGAGGTCCTGAGCG
AACCGGACCTGCCGGCCCGGTTCAGCTGCAGCATGTGACCCGTTCTTCTGGGAACTTTTT
ATTATTATTATTATTGCTGAATTTTAACAGGGTGGCGTTTTTTTCTTGTGAGGATTCCTC
CATGAAAACTCGCCCGCCAACTTTTCTACACAAATAAAGACTTTACACNNAANAAAAAAA
AAAAAAAAAAAAAAAAAAAA
>CL658Contig1



TTTTTTTTTTTTTTTTTTTTGCTTAATACACTTTTTTTAATTGCTCTTTAAAAAAAAAGC
ACAAATATCAACAGGATGAAGAAACAATAAGTGCAATAAAACTGCATTATAAGAGTGCCA
CACAACATATTGACAAAAAGAGTTGGTTTTGTATTGTACGGCAGAAAAAGCAAATGATCA
CAACAAAACACATTAGTTACATAACACTTAAACCAACAAATAGTCCATTCTGGAAGACTC
ACTCAACGAAACATTCTTCAGCGTCAATAAATGTCCTTTCAGTGGTTTGCTGTCCTCAAG
GCTCAAGACAGCATTCTGAATAAATATGAAGGCAAGTTCAAGTTTTTTGGGGTGCTGTAG
GTCCAGAGCATAGATGTCCCCGAAGAGTTAGAAGAGATTAGTCAGCCAGATGTGTGGGAC
CACTGACGGCAGCATCAGGAGCATCACCACGACAACTGAGAAGATACCCACAGCAGTGTC
TGTGAGGTCTGGTATTTGTACAGGTCTTGAAGAAGTTGGAGGCATCTTCATGCAGATAAA
CAGGAAGTGCAAGGAGGACAAGTGCCCGTCTCATGTTCACGTCACGCTGGTCCCACTGAC
AGGTCTTTTCTGGTGAAATGGTGACTTTCTGGTGAACTTTCTGAAGTTCAGTATCTCGCT
GGCCTTGGCGTCTACCTGGAGGTGAAACACTGAACACTCTGTAGTTCGGTACCAAATTAA
ATCAGGGCTGAAGACAAGACGGCACCATCAGCGATGAGGCGGATGAAAAAAAAACCCGAG
GTTGGGGCGTCTTGAAGCGGGACGAAATCGCAACGCTTTGCAGAATAATAAAATGCTCGA
CTTTCAATTTCAAACGTCGCATACTCGCATTCGGCAAATCCAACCCTCGTGCCGAATTNC
CTGC
>CL658Contig2
GGACGTTTGAAATTGAAAGTCGAGCATTTTATTATTCTGCAAAGCGTTGCGATTTCGTCC
CGCTTCAAGACGCCCCAACCTCGGGTTTTTTTTTCATCCGCCTCATCGCTGATGGTGCCG
TCTTGTCTTCAGCCCTGATTTAATTTGGTACCGAACTACAGAGTGTTCAGTGTTTCACCT
CCAGGTAGACGCCAAGGCCAGCGAGATACTGAACTTCAGAAAGTTCACCAGAAAGTCACC
ATTTCACCAGAAAAGACCTGTCAGTGGGACCAGCGTGACGTGAACATGAGACGGGCACTT
GTCCTCCTTGCACTTCCTGTTTATCTGCATGAAGATGCCTCCAACTTCTTCAAGACCTGA
CTAATCTCTTCTAACTCTTCGGGGACATCTATGCTCTGGACCTACAGCACCCCAAAAAAC
TTGAACTTGCCTTCATATTTATTCAGAATGCTGTCTTGAGCCTTGAGGACAGCAAACCAC
TGAAAGGACATTTATTGACGCTGAAAAATGTTTCGTTGAGTGAGTCTTCCAGAATGGACT
ATTTGTTGGTTTAAGTGTTATGTAACTAATGTGTTTTGTTGTGATCATTTGCTTTTTCTG
CCGTAAAATACAAAACCAACTCTTTTTGTCAATATGTTGTGTGGCACTCTTATAATGCAG
TTTTATTGCACTTATTGTTTCTTCATCCT
>CL659Contig1
TTTTAGTTTAATTTCAAAGACACCTTTGCTATCCAGTCTCCTTTATCACAGCAAAGGAAA
GTAGAAAGAAAGAAAAGATTGGTGTAATGGTTTTGGTGTCTTGAAGCACACATAGCCAGC
TGGCAAAGCCAAAAAATGCAGCCAAAAAGAGCTAAAAACAGGAAGTGGGGGATGCTTTTA
AAAATGTCTTCTGCAGCGTCATTGCGAATCAGAAGAGGAATCTTTAACATCTGTGCTCTC
TGTTGCCTCGCTGACTTCACTCTGTTCTTTGCTTTCTCCTCCGCTGTCCCTCTCGCTCTC
TCTCTCCTGGTCGTGGCCAGATGGTGCATCTTGACCGGACACGCGAATTCCAGGCTTCCT
CAACTCATCGGCCATGTGGGCAAGGTCCCTCTTCATGGCATAAGCATCCTCTCCATCAGC
ATAGTACTTAGGCTCTACTTCACTAATCTGGAACTTTAGGGTGTTGGAGTACAGGTGTAG
AGCTGCTCGATTGCTTTTACGAACATGAAGGGAGACATATTTGGCATTAAAGTTTTCTAT
CATTGCTCGGCTGGCCTGATCCATCAGTTTTTGGGCTAAACCAAGGCGTCTATGGGATCG
CTTTACAGCCAGTGATGTAATGTGTCCATGAGGCACATCATCTGGGTCCTCCTCCATCTT
TGCTAGCACATAACCAACAATTTTCCCATTTTCATCCTCTGCGATGTATGACAGCTGAGG
CCATGACAAGCCGTGATAGAAGTAGTATTTCATCTGATAGTTTTCCGGGAGACACAGCAG
GTTACAGTGCTGCATGTTCATGAGGTCTTCCGGTCTTGCATTTCTTATGTTCATGTTGTC
AACTGGATTCTAATTTAGCGTAAAAACTGAAAAAAAGTGTTATGCGAAATGGAGCTTAAT
ATTCATAATAAATATGCCAGGGATTTAAGGAACTTGTTTCGCTAGCTGACATGAGAACTG
GCGTTAAAAAGGAACGAATGCGCATGCCCCCGGCCATAAGGCCCGGG
>CL660Contig1
GTTCTTGATGTTGAAGTAGTTGACTCCATACATCTCGATGGGTCGGATTCGTTTGGGAGG
AGCAGAAACAGCTAAAGTGAGGCAGGACTGCAGTCCCGGCAGTGTGGGGGCCTTGGAACG
TGCACATCACATGCATTCGAACTCATCAATGCGCTGTTTGGTGTTTCCTGACCGGATCTG
TCGGAGGGTCTTGTACTTGTCGCGTCCCGCTTTCATGTTCTCTGCGTGGATCATGTCGTT
CACCGTTTTCTTGGTCTCATCTCGAGCATTGGCCAACTCTGAGCTCAAGGCCAGTAGGTG
TTTCTGCAAGCGTTCGTTCTTCTCTGCCTCGGTCATTCGCTCCTCCTCGCTGCGGTCCTT
GTAGGTGACAGCACCTGTGAACTCGGCGCTGGCCTCGGCGCTGCTCTCGTCGTTCTCGTC
GTGTTCGTTTTCTGCGTTGAGGGGTTCCTGCACGTGGGCGACCATAACCTTGTTCTTAAG
CTCTTCTTTGGTCTTCTCCAGGTCCTCTTGCACAAGGGTTGCCTTCTGCTGCCACTCCTC
CGCCTCTTCTTCTTTTTTCTTCTTTGCATCCTCCAGCAGGGAGATCTTTGAGGTCAGATC
AGCCAACTCTGTGGCCAGATGTTCCTGGTTCTTCATCTGACTCTCTGACTGCTGCAGCAG
CGCCATTTTGGCTTCCTCTGCGCTCTTGAGATCATTTTCCAGACGTTCAGCCTCCACCTG
GGCCCGTTTCCTCTCCTGCTCCAGCTCCAGAGCTCTCTGAGTCTGCTCCTCCAGCTCTTG
TTGGGCTTTCTTTGTCTGCTCTTCAATTTGTCTTAGTCTCTCCATCAGTTCTTCCTTTTC
TTTTTCAATCTTCTCCTTCTCCTTTTCAGCAACCTCTCTTTTTCTCTTTTCATTCTCTAA
CAGAGCTCTCTCCATCTTTTTGTGGTTCTTGTCTTCCCGGGCCTGAGCCTTCATCTGCTG



AACTTCGATGGTGTCTGGTTTACGGCGGCGCATGTAGAGCTCATGGTTGCCCATGCACAG
AGCCAAAATGCGTTTGTTGATCCGCAGTCTGGGAGCGTAGAACACAAAGTCCGGAGCTTT
TTTGTCAATCGGTTTGATAACAAACTTCTTGTCGTTGAAGGAAATATTTCTTATTTCACT
CCAGGGAAATCCAATTTTAGGCGTCATTTTGTCGGTTTGTTCATAAATGTTCAGACCCAA
AGCGTCCACTCCAAGCCACAGCTCAGTTCCTTTCTTGTTCTTGATGTTGAAGTAGTTGAC
TCCATACATCTCCAGATCTTGAGCAATTTTCAGATATTCCATCATGGAGTCCTCTCTAAT
CATGCCCTTGTGCTCTTCATGCCACACTTGAATCCTTTCCTCCCACTGCTCCTTGTTAAG
TTTGTGCTGATCCAGAACTCTCTGAGGCAGCAGCTGCTCTCCGTTCAGATAGCCCGTCGT
GTGGACTTCTTTGTTGTAGTCAGCGAACTTAGCTTGCACAGCGTAAGAGGCGAGGAGCAC
CGCCGTCTCTGGGGGGCAGTAGATGTCGTCACTTAGGATCGCCTCCTTCACCTGCAGGAA
GAAAAGCCGCTGCGTGGCATCCTGGATTAACTCCTCTGACACATCCTCTGGGAAGAACTT
GGCTCGGAACTTAAACAGCATCGGGCTTTCCTTCCGCACATCCTGAGCTGTCACCTTCTT
ATTGAGCTTTAGCCATGTTGAGAAGCCCTTTGTATCTTGGTACTGAAGTCCAAAATACCA
AACTTCTCGCAGTCCAATGGTCTTCACAACCTGGTCAAAGAGCTGCTTCCCCGTTGTGTT
GGGCTGAATGGCAAACTCCAGCTCAGCGTCCATTGTGGTGACTTTCACACTAATTGTTTT
CGGCATCTTTTCCTCTACGCCCGGCTCAGATTTAAGTCGTAAACCAGATGACTAGTATGA
AAAACTTTTTCCCATCAGAGACAAACGGCGTCCAAAAAGAAAAACGCCAGTCGTATGCAG
GAAACAACCGCTTTTTCTTATCTGACTAAGAAGAGCTATTTCAGTCCCCCCGCTCGAAAA
GTGTTTTTCTTTGTTTCGCCTCTTACTAAAATGGACTGGGAGCTTGATTTCCTGCTAAAC
GGTACCCCCGCTGCGGC
>CL661Contig1
TTTTTTTTGCTGAAATAAACATTTTTATTTGATTTTGATAATAATTGTATCTTTGTACAA
AAGCAATAGAAATCATACATTTGTCTCTAAACAGATGCCGTCCGTTCTGTAGTAACTGCG
GCTAAAGCACAACGCTGATGTAAAATAGATGTGTGAGGCCTCCTTCAGCTTCAATGCAGG
AAACATCAGAACTCAGGAGATCATTCATGGTGATGAAGCTGCAGGGCTGAGCGTGCACAA
AGAAAGGCATTTTGTTCCAGGACACTCAGGATGACATGCAGAGCAGCTGTGAATAAAGGT
TATGCCAACAGCGCATATTTCTAGAACCTAATGAGGTGCAGAGCTTTGATCAGACTCTGT
GAGGAAGCAGGGGTCGAGGGCCGCTCCCAAGCATCTAGGATCAGTTTATTATTTCAGTGC
TTCCATTGGCATGGTTGGCATTCAGCATATTTCCTGTGGAAAATTCCACACACTGCAGGA
ATGAGGTTCCCGTACAGCCCAGCAGCAGATCTGATAAGCTCTGGTGGTAAATAAAACTGC
AGCTTGGGGGGAATGCAGAGGCTGTGGTGAGAGGTTCATCTCTCCTCCTGCAGGATCTGC
AGCCGGTCTTCTGCGACGTACGGCCGGCTGTGTCCTGTATCGATGGCCTCACAGTCGTCT
GTGAAAAACACCAGGTCCCGGTAACAAATCCTGGTGATGATGTTGTACAGGTTCTGGATC
TTCCCTTTCAGCACCTTCATCCTGGGTTTCTCTCTGCAGGACTGACTGGGGTGGTTCAGC
ACCACGTACAGAAAGTCCCGGAGCTTGTTGGTGATGCAGGCGTTATGCACATCGATAAAG
ATCGTCGGTAGAACTTCCGCGCACGTCTTCGTGCGGTGGGACGGTGTGCACCCTGTCCAG
CAGGGTCATGATCTCCCTGCTGAGCTCCAGCGCGCGGGAGTAGCAGGTCGGCGGCGCGCA
CTCCGAGCGCAGAGCGCAGCTGAAGACGAACAGCAGAACCACGAGCCCCGGCCTCATATC
T
>CL662Contig1
TTTTTTTTTTGCTTNATAACCGTTTATTTCATCTTTTCTGCAGAAAACAAAAAACACAAA
CAGGTGTGAGAGGAAGACGCAACAGCAGGAGGGGGACGGGTTTAAACCCCAGTCTGGGCA
GAGATCACTGCCATTAAAACCAGTTTTTCATAATCGGAACTTCTGCTTCATCTCATCATA
ACCAAAAAAAAACAAAACCAAAGTCCGTCCTCCTTTATGGCAACAAAAACTGGTTTATCC
TTTTCCTGTTTCCTCGCCGCCCCTCATCTGCCGACCTTCCCCAGCCGGTGGTCTGTCTTG
GGGTCGGCGATGATGGCCTGCACGGCCACGATGGCCTCGTTGATCTTGGTCTGCAGCTCC
CGCAGCTCCTCGATGTGCAGCAGGCGCAGGATCTGCGCCGCCTCGTTCAGAGTGGCGTCT
CCAGTGTCGAAACCCAGGATGTGCTTTTCTAAGGAGACCGGAATGCCCTCCTTGCTCTGG
TTGGCTTTGGTGATCGCCTCTGGAGACAATCGCTCCTGGATCAGAATGCGAATGGCCTTA
AGCATGACCAGGTAATCGTCGTGTCGCTGGATCTTCAGGATGTTGGCCAGAGCCGTAACT
CCTGCCTTGAAATCCGGAGAATTACTGTCGAGGTTGAGGAGCGGATCCACCGCTTTGTCG
CTGTTCCCGGACGCCAGCGGCTGACAGTTCCTGTACTTTTCAACGTTATCTCCATACTCG
TATCGCACAGCCAGGCCAAGTAACCAGTCCACAGCTTCTTTCCTCTCCTCTGCGCCAAAC
GGACAGTTCAGGTCCTGCAGATATTTCTGAAAGGCGTTGGACCAGTCCGAGCTGGGGATG
TTCCTCAAGTTACCTCGGTCCTCTATCTTGTAGTGTCGGATCTTCTGGTCTTCCAGCCAC
ACGATGCAGTTCCTGAACTGAGTCTCATCCGAACAATCGAATCCGTCGGGGTCGTGATAA
TCCAGAGCAGTGAGTTTTCTACGAAACATTTCACCTTGGAGATTTTCTGATAGAGAAAAC
GTGTTTTCACGCCGCAGCAAAGCTAACTACGCTAGTTTGCTGCCTCGTGCCGAA
>CL662Contig2
GGGGACTCGTATCGCACAGCCAGGCCAAGTAACCAGTCCACAGCTTCTTTCCTCTCCTCT
GCGCCAAACGGACAGTTCAGGCTGGAGGCTGGACCTGTGTTCAGCCCGGCGGAGCCGCAG
CTGCTGCCCCTCTGCGCGTCCAGAGGATGTCTTGGCCCGCTCTGTACGCTCAGCTGGTGG
GGGCCAATCGTCACTCCACCTCTCTGGGTAAAATCTGGCTCTCGGTGCTGTTCCTTTTTC
GGGTCATGGTGCTGATGGTTGCCGCGGAGACCGTCTGGGGGGACGAGCAGTCGGACTTTG



TGTGCAACACACTACAGCCCGGCTGTGAAAACGTTTGCTACGATCAGTTCTTTCCCATGT
CCCACATTCGCCTGTGGTGCCTTCAGCTCGTCTTTGTCGCCGCGCCAACGCTTCTGGTTT
CCATGTATGTGGCCTACCGTAACCAAGGCGACAGGAAGAAGCTCCTGCAGAGCTCTGGTA
GAACCGGATTCCTCAGCAGCAAAAACCAAGAGGAAGAGCTAGAAGCCCTGAAGAGGCGCA
GACTCCCGATAACCGGACCTCTGTGGTGGACGTACCTCTTCAGCGTGGCGGCCAAGCTCC
TGTTTGAAGTCGGATTCATGTACGCCCTGTATGTGGTCTACGACGGCTTCCGGATGCCGC
GCTTGGTGCAGTGCGACCAGTGGCCTTGTCCAAACCTGGTGGACTGTTTTATCTCTCGGC
CTACAGAGAAGACCATCTTCACGGTTTTCATGGCCACCACCTCTTCCATCTGCATGGTCC
TCAACGGGGCGGAGCTTGCTTACCTCGTGACCAAGGCCATCGCGAGGTAGAGGAGCCTCT
GGCGGCAGAAGGACGAGACGCTAACCAGCAGAGAGAAATGTGGCGAGGGACAAACGAGAG
>CL663Contig1
GCACGTGACTGCAGCTCTTTGGAAATTCACGGTGGTAGCATCAGCTGATTGTTTGTTTAA
ACGTTCAGAGGACCGAGCTCACTGTGGAAACGCTCCGGACGGGCTCGTCGTGTTTTGGAT
TCGGAGCCGGCGGTTCTCCTGACTTCCTGTGACGGAACCGGCTTGGGTCCTCGGAGCTGC
CATGGCGGACGATCTGAAGAGGTTCCTGTACAAACAGATGCAGAGTGTTGACGGGCTTCA
CGCTATCGTGGTGACGGACCGAGACGGCGTCCCGGTAATCAAAGTTGCCAACGACAGCGT
TCCGGTGCACGCGCTCAGACCGGGCTTCCTGTCCACGTTCGCTCTGGCCACGGATCAGGG
GAGCAAGCTGGGCCTCTCCAAGAACAAGAGCATCATCTGCTACTACAACACCTACCAGAT
CATGCAGTTTAACCGCCTGCCGCTGGTCGTCAGCTTCATCGCCAGCAGCAGCGCCAACAC
AGGCCTCATCATGACTCTGGAGAAGGAGCTGGCTCCTCTGATGGAGGAGCTGAGGCAGGT
GGTGGAGGTCACATAAAGTCCCATGATGCTTTGCTAAGAAAACCCGCCTACAGTTTCTAC
CGTCGCCTCTGCTGCAAACTTCTCACCTTGCGTTGTCATTTCTAACTCTTGAATAAAAGC
TTTTCCATCAGGAAAAAAAAAAAAAAAAAAAAAAA
>CL664Contig1
AAGCTTTATTAGGAAAGCCACATGAAGGGGCATTGCAGATTCCAACAGCCAAGAATGTAC
AAAAAAAACTAACATTTGGAAATTGTGCTGTGACATCAACATTTAACCACTAAGGGGAAA
AAAAACCACATAAAAAAAATAAAACTGATTATACAAGTCAAACTTTGCCCCTTATTCCAC
ATTTGCTAACATGGCTGCTTTGTGAAAATGAAGACCAACGTTTGCCTGTTTGTTATTTCC
AAGTCCGGTTCAGTATCTGCTGCGAGCTAATCCTCTGTCAACTCGACTGCCACCACGGCC
TCCACGCGGCCCTCCACGGCTTGAACTGCCATACGAGTCACGAGGGGGGTAGCCTCTATC
CCCAGGGGGGGCTGGGCCCCTTTCCTGCCTCCCCATCCGCTCGCCACGGTTAGGGGGATA
CTGGTCACTCCGACTGCTGGGATAACTGTCTCGACTTCCATAGCCGTCCCGAGAGCTGCC
GCCATAGTCATCGTAACGACTGCTTCCACTGCTTCCACCATAGGATGGTGGGGGGCCCCT
TGAAGGTGGGGCACTGCGAGAGTTACCGTAACCATCGTATGAATCTCTGTAGGAACCACC
GCTGGGACGATCCATGTAGCCTCTTGGGTCTCGCCCACCTCCATAACCATCACGGTCACT
GTATCCTCTGGACATTGACCCGTAATCATCCCGGGAACTGGAGTAATCCCTGTAGGAATA
GTCTCTAGGAGGAGGTCCGTAGTCCCTCGAGTCTCTTGAATTATAATCCCGACTGGAATA
GCTGTCTTTGTAGTGGTCATCCCTCGGTGACGGATAATCGTCCCTCCTGGACATGGAGTC
TCTTCGGGGTGGAGGACCATAAGGATCTCTGTCCCTTGACATGGGGGACTCACGCCTGCC
CATGGGGCCGGATGGTGCAGGTCTTTTGGGTGGGGGACCGCCATTACGAAGTGGAGGGCC
TCGTTTCAGTGGAGGGGGACCTCTTGATGACATCCCTTTGAAGAAGGGATCCCCACTTCC
TGGACTGTCATAGTAGTCCCTGGGGGGACCCCTCATGCCGCTAGGACCTCCCCTGGAACC
ACGGGGACCTCTTGGTGGACCCCGACTGCGGGAGTAATTGGATGGGGGTCCACGTCTACC
AGCGCTCTCAAACTGAGGCTTTGTAGCTTGCTCCACTTTGATTGGCTTGCCATCAAGAGA
CTTTCCGTTCATCTCGCGAGCAGCATCCTTGGCATCAGCAGGACTTTCAAAAGTAACAAA
TGCAAATCCTCTGGATTTGTTTGTTTCACGATCCTTCATCAAAATAACTTCAACAATTCT
GCCATATTTGCTGAAGTACTGCTCCAAGGCCTTCTCGGTGGTCTCCGTGTTCAACCCTCC
GATGAAAAGCTTTCCTGGTCGGTCTGCCTCTGCCATGATGATGCCGAAGAACTCTCTGCC
AGCACGTTGATGTAGCTGTTCAGATGGAAATGCACAAAATATTATGGGAGGAAAAGGGAA
ACACTATATTTTGATTACGCAAAGCAGAACCGTACAAAGAGTAAGAATACACCAGGCCAC
CTTGCTGTGCAGCCGCAGACGATGAT
>CL665Contig1
TTGGTAGTTTAGAGCATTTGGCCAAAATATAGATTCCAGCTTAATAAACATGACTAAATA
TTTATCACAAAAGAACCCAGTTTTATGTGAGCTTTTTATTGGCAGTCCTGGGTGTACACA
ACCCCCACCTGCCTCCTGACCTCATCCTCCACCTCGGCCAGCAGGAGAGAGTCGGTGTGA
GACATGATGGCGCTCTCCTTCAGACCTCTGAGCAAACACTGGCGAACCTCTTCTGCTTCA
TAACGCATCCCTGTACTATTGAGGAAGTTGAGAGGCATACTGGGTTCTGGCAGTGGATAT
TGGGTCTCCTTCCCGTTCACCACTAACGATGTGGGACACCACATCGGATATGGGACCTTT
ATGGTGCCCTTTGTTCCTGCGATCACGGCTTCATTGGGCAGCTGCACTCCTGCTGAACAA
GTAAAAACTGCCAATCTGCTCCCGGGGTATTTCAGGGTGACGACAACAGTCTCGTCCACA
CCTGACTCAAAGCAGACTCCGGTGGCTTGGATGCTCTCGGGCTTTTCTCCATTGTACACC
ATGGATGTGAACTGCAGGCAGTAGATGCCGACGTCCAGCATTGCTCCTCCACCCAGCTCC
TTCTGCACGGCTCTCGGCACGTGCATGAGAGGCACGGCAAACTCCGATCTGACAACCTTC
ACCTCACCCACCTCCCCTCGGGCCAGCAGCCGTCTGATCTCCTCGGAAGCTGGAAAAAAG



CGGGTCCAGACGGCCTCCATCAGGAAGACATTGTTCCTCTTCGCAGCATCCAGGATCTCC
TTCACCTCCCTGGCGTTCATGGCCAGCGGCTTCTCACACAGAACGTTCTTCTTGGCGTTG
ATGAAGAGCAGACAAGTCTTCAGATGGTGAGGGTGGATTACTCCAACATAAACTACATCC
ACATCTGGATCCCTGGCCAGCTCCTCATAGCTTCCATACGCTCGAGAGGCGCCGTGCTTC
GTGGCAAACTCTTGAGCGTCGTCCAGCTTCCGAGCGGCCACAGCCACAATCTGATGGTCT
GCAGAAGGAAGAGTTTTCAGAGCCACAGCGAAGTCCTGGCTGATCTTCCCCGCGCTGCAG
ATCCCCCACCTGGTTGCCATGTCGGATTGAGCTCCC
>CL665Contig2
CTGAATTGCCGCTTCGCTTCAACATGGCAACCAGGTGGGGGATCTGCAGCGCGGGCCGGA
TCAGCCACGACTTCGCGGTGGCTCTGAAAACTCTTCCTGCAGAGGAACATCAGGTTGTTG
CTGTGGCTGCTCGAACGATAGCGGATGCTGAGGAGTTTGCCAGAAAGCACAGCATCTGTC
GGGCGTACGGCAGCTATGAGGAGCTGGCCAGAGATGCAGACGTAGATGTGGTGTATAACG
GCGTAATCCACCCTCACCATCTGAAGACTTGTCTGCTCTTCATGAACGCCAAGAAGAACG
TTCTGTGTGAGAAGCCGCTGGCCATGAACGCCAGGGAGGTGAAGGAGATCCTGGATGCTG
CTAAGAGGAACAATGTCTTCCTGATGGAGGCCGTCTGGACCCGCTTTTTCCCGGTCTCCG
TGGAAATCAGAAGGCTTCTGGCTCAAAGTGAACTGGGGGAGGTGAAGATGGTCAGGTCCG
AGTTTGGGAGACCACTGATGCACGTACCCAGGTTACTGCAGAAGGATCTGGGAGGAGGAG
CTTTACTTAGCATTGGCATGTACTGCCTGCAGCTTGTATTAATGGTGTTCGATGGAGAGA
AACCAGAGAGCATCCAAGCTACAGGAGTCTGCTTGGAGACAGGAGTGGATGAGACCGTTG
TTGTCACTTTGAAGTTCTCCAAGAACAGAATGGCGACGTTTACTTACTCCTCCCGTGTGG
AGCTGCCAAATGACGCCATTATCGCAGGAACAAAGGGAACGATTCACGTTCCTGAGAAGA
TGTGGTGCCCTACATCACTGATAGTGAATGGGGAGGAAAGACACTTCCCAGTGCCTGAAC
CCAGTTTGCCTCTCAACTTTCCTAATGGCACAGGATTGCGCTATGAAGCGGAAGAGGTTC
GGCAATGTTTGCTCAAAGGTCTAAAGGAGAGCACCATCATGTCCCATGCCGACTCTCTTC
TGCTGGCCGAGTTGGAGGACGAGATTAGAAGGCAGGTGGGGGTTG
>CL666Contig1
GCGACTTTGACGTGCAGAAGCTGTGGTAGTTTTGACCTTCCGACCGCTTCGCGTCGAGCT
TAAAGATGGCAGGACAGGCGTTTCAGAAGTGGTGGTCTCTGATGAGCCCGTACTACACCA
AGGCGTACCAGGAGATGTGGGTGGGAGTTGGCATCATGACCTACCTGTACTATAAAGTTT
CCTATGGAGGCAAGAAAGCTGTGAAAAGCAAACCTGCTCACTGAGGTTCCAACCTGCCCC
CCCGCCTGCCGCAAGACGAGAGTCCAGCTACATGTTTGAGTTTTTGTTAATATGGATCAA
ATAAATGATTATTCTCAACGTTTAANAAAAAAAAAAAAAA
>CL667Contig1
CCGGGTCACAGTAACAAACCCCCATCGCACAAACCCCGCCCACTCAAACTGAAACTCTGA
CTCTGTTCACACCGATGAAGGGACGTCTGCTGTGAGAGGCAGACCAAATACTGTCATCCT
CGGTCGCGTCAGGTTCTACCTGCCAAGCTGCAGGAAAATCACAGCGCCCCCTGGTGGTGC
TTTTATCCTCAAAAGCTGTTCGTTTTACACGACTTTAGCAAACTGCTGTGTTCGGAAAAT
GCAATGTAAATCTCTGATTCCAGAAAGTTGTGGTCGTCTGTTACAGAGAGCTTAATTGTA
GATACTACGTTTAGTGAGTTTTAACTGATTTTCTTTTTTAATATGCACAAACAAAATACA
CGGATGCACCTCGGAAATAAACCCAAGTGCCTTCAGTGTATGGGAGATTCCCCTTCAGCT
AAGGAAGGGTCCAATCACACAGCCTCACCCTTTCAGTGGTCCTTCATTCATTTTAGTCAT
TCTTCAAACACTGTTTTGATTCTGCAGATGAGGAATTTTGTAGCTAAGAACATGCGTTGC
CTTATCTCAGTGTTTTTGGTTCTACTTAGGCCCAGACGCTGCGCTAAGCGCAAAGCGTGC
GGCACTGTTAGCGAGATGAGGGCAGATGTGCAGATAAGAGACGCCGCGGGCGGTCCAGTC
ATGTCTGGCAGCGCTAAAAACTCACGGTTGGCTTGTAAATCTCTCGGAAACAACGGTGCA
GACACAATGCTCGCTCTTCTTCCTTACGCCGAAGGCCTTACTAGCAGCGTGAGGGTCAAA
CTCATCCTGAACGCCACAGAAACGTCAGTGAAAGAGGCCACAGGGAGGTGAAGAGGTTTT
ATTTTAGGTTCTAACAAGGAAAGGAAAGAATTGCTCTGCCTTCATCCTCACACATTTGTT
ACTCGTCTTCATCGGCTCATCTAAAGCCATTTCATGCCTTTCATTCTGTCGAAACGCAGC
TAACTTCAGGAATGAAGCCCTCGGCCTCGTGGAGCTTGCTCCCATGTTTTAGCAGATGGA
TGTTGTGTATCCTACAAACTGTTTGTTCAGTCTGTAGCCAACATTCCTGCCCTGTGGGGT
CCCGCCGGGCCCCTCTCTCCTCCCAGCATTCCTTGCTCCACCTGGATTGGCTTCAAGACC
TCCATCCATCCATTCGGCCAATGAGCATTCTGCTTCCCGTGACCCTCCCGCTTCCCACGG
GGGGGTGCTGCAAACCACCCATCTGTGATGTAAATATGACTTTTAAAGAAACGTGACTTT
ATTGACTCATTTATATCAATAAACA
>CL668Contig1
CTTTATTATNCCTGTCTTAAAAATNGCTGAAAACAAAAGCTCCCAGAAACAAAAAGACCA
GTCAGCTCAGGGAAGGGACCGCCGACCTGCAGGACTGACGTCCAGAACCAGAGCTGTCCG
TCTAAGGCTCCACACATAAGACCCAGTGGCGCCGCCCAGTGGCAACTCACAGGCATCAAC
TTTTACAGCAACATTTTACAGCAGTGCCTTTGCCAGCCGACATTCACAAACAGAAGACAG
ACATCATGAAGGCTCACAGACTCACGCGTTCATCTTAAACATGAAGCTTTGATTCATGCT
ACACAAACTTCTGTTCCAATTTCATCTTCAGAAGGCAAATTCTTTCACAACAAAAATCAG
ATTTGAGAGGCAAGCTGATCAAACTGAAACGATTCTCGTTTTGAAGCAGCATCACACCAG
AGGACAGAAGAAAAATCGGCAGGTCAGAACCAAACTTTAATACAACAGAGGTGCCCCCAT



CAGCCCAGATCAGGAACATTTTCTTCTGGTTTTTCCCCCCCAAACGGTTAAATCAGTTTT
AGTTACAAAATAATGTCAAGACGAGGTCAATAAAAGTAAAAAGGAGACCCTGAAAAGAAC
TGCATATGTTGGCATTACTGCGCTTCAGAGTCCCAGCCTGAAAGATCTGCGTCAAAATGT
TCATAAAAAGAGTTTTGCGTTGATCCGCAGTTTGTGGGCAGTTTCAGCCCAACATCAAAA
CAATCAAAGCCGTCGCACAATGATGACATCAGCAGTTCTTTCATCCAGGCTGAAAAAACA
AAGATCTTTAAAGAAAAAAAGTCCCTAAAAGGCTCATGGACTCGTGTGATGCGTCAGGAA
ACAAAGACTGCTGCGTTGGTGTTCAACAGTTTTAGGTGGAGCCGCCGTCGCCGTGCTTGG
CACCGCTCAGTTTCTCAGCAGACAGAGCTCAGTTCTCAGGGCGGTTGAGGGTTCCACTCC
TCCGTGTCAGGCGCCCTTCATTCGTCCGAGCCGGCCGAGCGTTTCTGGTTCCTTTTGCGA
GGAGATCTTCTGGGAGACGCTTTGTTGATCTGGTTGAGAGTTTCTGCGGGGATCCAGCTC
ATATCTACGTCGTTGTGGCTGGAGGTTCCAGTTTCCACCTTCTGTGCCGGACGCCTCCTC
TTTCTGGATTCCAGCAGCTGGTGAAGCCCAACGATGACGAGCAGGCCCAGCCCAGAGAGG
AAGACGTACATGAAGATCGTTTCTCCATCCAGCCCGTCCTCCCTCTCAGTGATGGTGACA
GTCTGGTTGAACACAGCATCTTGGAAGATGTTTCCGCTGCTGTCCTTGTAGTTGAGGTTG
ATGACCAGTCCGAACGGCCGGCCTCCCATGGGCTCCGCGGGGATGAAGGAGTACTCGAAG
GTGGCCTGCCTGCCAGGAGGAACCACGGTGCCGAGCTGGAGAGCCGTGAAGTTCTGGATG
TAGAACTGGTAATCCTGCGGGTAACGGAAGGAAGCGTCCAGAGAATCAACCACGAAGTTC
TCAGGACCTTTGTTGGTAAAGCCCAGCAGGAACTTGACAATGTTGTTGGCGGGGAAGTCT
TCTCCTTTGACGAAGAGGATGGTGGTGTCAGCATTGGGAGAAGCCTTCACCTCTCCAACC
AAAGCTTCTTCCTCCTCTTCTTTTTCCTCCGTCAGCTCCACGTTTTCATCGTCCTCTACC
TCAGCTTCATTGTCTTCGTCTTCAGCCGTCACATCATCCACCACATCTTCATCCACAGCG
TCAGCCTCCTCATCCTCAGTCAGATCTTGAGCTTGTACCAGCGGTCCTTTCAGGAGCACA
GTCGCTGGGAACACTAGCAACGCTAGCAAAAACAAGTTAGGTAGAAATTTATTCATTTTC
AAGTTGAAATCAGTGCGTTTTCATTCAGTGCCTTTCGGACAGTCAGACGTTAACGCTGCT
TCCCCCGGCCATA
>CL669Contig1
TTTTTTTTTTACAAAAACGTAGTATTTATTGATAACTGCTAACAAAGACGATGGATTCCA
AACAGGAAAATCAGTGAAATGATCGTTAGGTACAAAACAGAAACAAAGGCTTTCTGCACG
TCTTTCCTCCGTCTCCGTTACTAGACCGCATAGTTGTACTGTGTCAGCAACGTGCTGCGT
TTACTCGGCCTAAACGCCACAAATGAAGCTGCTAATGCTCTGTTTAGAGAGCAGAGCATG
ATGGGAAGTGCAGATGAGAGCCTTCAGGAAGTGCAGGGCCAAACCCACGAGGAAGAGACT
AGTGCTCCACGTCTGCATCCTCAAACTGACCGGCCTCCGCCACGGCAGCATCCACCTCCA
TCCCGTCTTCAAATTCCGCCTTGGTTTCTTCCGTTCTCACGCCGGCCATGTGGTACTGCT
GAGCCACAGACTGAGCCAGCATGCCCTCCAGCCTCTCCAGCGTGGCCTGGCCCTCCTGCG
TCAGCGAGGACAGGCCCTCGTCGCAGGTGTAGAAGGTGGGGACGTCCGCGTGGCCGTACT
CTGCTTCAGCTTCCTCCACATTGTACTCCTCTCCTTCGAAGTCGTTGTCTGAGTCTTCGT
CGTCGGGGTCTGGATGTAACGCCTGGCACTCGCACATGGCTGAGAACATGGACTCCAATG
AAGCTTTGTCTCTGGGAACAAATCGAATTTCTGTGATCACTTCCTCTTCGTCACCGTTGC
TGCTGTCACTACCATCATCATCTTCTTCTTCTGCTGCTTTCTCTGTCATCTCAGCTTCAC
CCTCACCGCCTAGTTTTCCGTTGACCATGACGTAGAGATGCTCCTCGGGGTAGGCGCTGA
CATCCCTGGAGATGGCGTGCAGACTGATGGAGGGGTATTCCAGGGAGAAGCCCATCCCTG
AGCCGTCGAACCACGACAGGCGCGTTTCGGCGACGTACAACGTGCCACAGCCGAGCTGCT
GCCCGCTCAGCACCGCAGTGGTGTTGGCTTCCTCGTGGCGCACTCCCTCGGTAGGAGGAC
GGAGGTTTCTCACCAGAACCATCGTCCGTTAGACCGTTAACGTGGGCCCGAACAGAACAG
AACTGCTTTGGAACCCAAAAGGAAGAGCCGTGACCCACTTCCGGTAACAGAGCGGCTTAG
TTTAACCGCAGTAAGCCTCGTTTCAGGACAAAACTCGAGTCACGACAAGGGAATTCTGGG
GGGGGAAATTACAACAGAAAACGTAAAATCCGAAACAGCCAGACAGCGAGCGCTTGTTGA
TACTGAAATATCGCGGTTTCCTCGTGCCG
>CL670Contig1
TTTTTTTTTTGAAAATTACTTTTATTCATGAAGACCTGCAATAAAAATGATGTTTCAAAA
TAAGAGTAAAACATGTCATCATGAACATCTGTGTGAATTAGAAAAGCTGCATGGCAGACA
TTACCTAAATAATTATGTCAGCAAAGTAAAAAGGAACCATGAAACAGATGTTTTAAAGAC
TAATACACTTCTGCAGACAAACTGTTTCAGATGATATTTTAATGTCAATGTTCACATAAG
CAGCTTTACACTGACAGAACACACTGGGACTGAGTCCAAACTGGTTCCTGAAACCGGGAC
AGAGTTACGAGCGGGGTGAGCGGTTTCTATGGTAACGTGTGGACAGAGCCGCCGCTTCTT
CATGACATCCAGGTGCTGCTGAAGTGTTGCAGGTAAAAAGTCCGGCACCGGCCGTCGGTG
AGTGCGGACGCTCTACTCCAGCCGCTTGGTGCTGCAGATGTTTGGGTCTTTCATGAACTG
GGGGTGTTTGTGGGTCACCGGCATGAAACCCAGAGCCTGAGCCTTCTTTATGGCTTTGGA
CACCTCCTTCTGCTTCCTGCCGCACAGCCCTGTCAGGTGTCGTCCGTAGATCCGCCCAGA
GTGTGGAGAAATGAACTGAGACAGCAGCTGGGTGTTCTTGTAGTCCACGTTAAGGTTACA
GAGGATGCAGCCCCTCTGCGGCTGCTTGTACGGGTTCTCCATCTTCACGAGCACATCATC
TGCCTGTTGTTGGACGCTTTCCAACGACGCCGTCCTCACTCCTTGATCCACGCGGAGATT
GGAGGCAGGTCTGAGCCTCTGCCACCTTCTCACGAGCAACATACCGACCGGATGCAAGAG
GACACCGGTGCGACCCCCGGCCATAATGCCCGGGTTTAA



>CL670Contig2
TTTTTTTTTTAACTGTTTCAGATGATATTTTAATGTCAATGTTCACATAAGCAGCTTTAC
ACTGACAGAACACACTGGGACTGAGTCCAAACTGGTTCCTGAAACCGGGACAGAGTTACG
AGCGGGGTGAGCGGTTTCTATGGTAACGTGTGGACAGAGCCGCCGCTTCTTCATGACATC
CAGGTGCTGCTGAAGTGTTGCAGGTAAAAAGTCCGGCACCGGCCGTCGGTGAGTGCGGAC
GCTCTACTCCAGCCGCTTGGTGCTGCAGATGTTTGGGTCTTTCATGAACTGGGGGTGTTT
GTGGGTCACCGGCATGAAACCCAGAGCCTGAGCCTTCTTTATGGCTTTGGACACCTCCTT
CTGCTTCCTGCCGCACAGCCCTGTCAGGTGTCGTCCGTAGATCCGCCCAGAGTGTGGAGA
AATGAACTGAGACAGCAGCTGGGTGTTCTTGTAGTCCACGTTAAGGTTACAGAGGATGCA
GCCCCTCTGCGGCTGCTTGTACGGGTTCTCCATCTTCACGAGCTGCAACACAAACTCTTA
AAGTGATCGATTACGGATCTATTGGGTCAATAATCGATCACTTACCACATCATCTGCCTG
TTGTTGGACGCTTTCCAACGACGCCGTCCTCACTCCTTGATCCACGCGGAGATTGGAGGC
AGGTCTGAGCCTCTGCCACCTTCTCACGAG
>CL671Contig1
TTTTTTTTTTGCATAAAAAGTTATTTTATTAATGAACAGCTTCCTCTATGGAAGCAGACG
CATAAAGACATAGAAAACAAGAGAAGGAGAGAAACAAGCAAATGCACAGAAACAACACAG
CACCTCCAAACCCACCAGACAGTTTTTTTGATCACCCACACACCGTTCTTTCAGAATTCC
ATTATTGCTCCCCATTCCAACAAGAAGAATATTGAATCCCAAGCATCAAACTTGCAGAAA
AAAAACACTTTCCTCCAGGAAAAACTTAGAAAATGAAAGAAAAACAAAGACAGCTGCAGC
TGGGAGAAGTTACTGATTATGTTAGGAATGTAACCAAAACGTTTCAATTCATTCAAATAT
GGTTTTGTTTGATTAAATAAAAAGGAAAAAAAAGTTTTTGGTTCATTCTTTAAACCAGGA
TACATCCATCCCATCCCAAGCAAGCATTTCAATTCAAAACAATCAGATGTGGAATGATGA
GCTTATAAATGTGTATTTGGGTCCATGAACAAATGAAAAGCACTCAAGGTTACATGTCAT
ATTCCAGCATTGTGTCTATGTTCAAGTTACCTGCATCAATTATAAGCCATTCCAAAAGAG
AAGCATTCATAGTTAAAATGTTTACAGACGGCACAGGTCAGTGTTTGGAGGAAAAAAATA
AAGAAAAAAAGGAAAACACTTGAATTTTCCAGTAGTCCTTGTCCCCTGGAGGTGCGAATG
ATTGCTTGCGTCTCAGTATGTAATCGTCCACAGCTTGATGCTGGCGTCGTGGGAAGTGGT
GGCTAAGGTGTGCTCATCTATCCAGGCCAGGCTGCTGACATGGTGCAAGCGATGAGCATC
TGCAAGTTTGATCCTGCGGTCTGGATCACTCAGTGTCCAAACGTAGACCATCATATCCAT
CCCTCCAGTAGCAAAGTGCTCATTATCAGGTGACCACGCCAGGCTCACTGGTTTTGCATG
GTGCCCATAAAACTCATTTTTTACAGAGTATCCATCAGGCACGCTGTAGGCTGTAATAGC
TTTCTTCTCATCAATGACAGCCAGATAGGCTCCGTCGTTGGAGTAGGCCATGTCTGTGAT
GGGCCCTTTGGCTTCCAGAGTTTTACCCTCATCTTTGAGAGTGTTGCCTTGAATTGAGTA
CAGCCGGATTTTCCCATCTGTTCCTCCCACTGCAGCTGTGGTGCCACTAGGATGGAGGGC
TCCAACCTCTGCTTCATAGCCAAGATTGTCTAATGTGAAGAGCTTCTTCTTATCCTTCAG
CAAGACGACCTGTCCGATGCACACAGCCAGTGATATTCCTCCAGCTACAGACACACTTTT
GGGCTGGAAATCCATCTTTACCACATCCGATGCACTGTACTCTTTCTTGTCGAGTTTGGT
GTAGCGAAGTGTGTCATCCATGCTGCACGACACCAGCTCGTTGGCTGCGTTGGTCACCAT
TTTACTCACTTGGTTACTGTGGCCCTTTCCTGAGAAACAGTCATTTTGGCCAGTTTCAGC
ATCCCAGTAATTGATGTGTCCGTCATGACTCCCCGAATAAACGAAGGATCGCCCGTCTTT
TTTGTGAACCGTCAGACACTGGATGGATTTGCTGTGACCCTTGACTGTCCGTATGGGTCG
GTTAGGGTTGTTCTTGTCCAGGTAGTTGATGTATCCAGACAAGGAGATGCTGAGGAGGTG
GTCTTTCTGCCAAAGGCAGCCCAGCTGCTGGTCTGTCACATCAGAGCCCAGGTTAAAAGT
GGTGACAGCCGTTCCTGCACCAACATCCCAGAGCTTCACAGTCTTATCCCCAGAGGCGGA
GATCAACTGGGAACTGTCAGGACTCCAACTGAGCGCGTAAATTCCTCCACCGTGAGCCTT
CTCGCCCCCAAGAGTTCCAACACTTTCACCAGTCGTTCCATCATAGAGAAAAATCTGACC
ATCAGCACCGGCTGTGGCGAAGCGATTTCCATCCGGAGAGAAGCGGACACAGTTGACAAA
CTGGCTGTGGTCCCTCAGTGTGAACTTGAACTTGAACGGGGGTCCTTCGAAGAAAGATCC
GCAGGTGTCATCACTGGCGGCAGCAAGGCGGTACGGACGCTTCTGCCTTATGTCCACACT
GTTGATTAATTTTGAATGGCCTGAAAGCTCTCCCACTGATGAACCCGAGTCCCACAAGAA
CACTGCACCAAACTTCTCTCGTCCATCTCCGACAACAGCAATCCTCTTGCTATCTTCTGT
CCATGCAATGTCCTTGATCTTCCCTGAGATAGGGGTGTACTCATACTTGAGCATGTGCTC
CTTCTGGGTGGTGTCCCAGATACGGATTTTTCCTGATGCATCTCCAGATGCGATGTAGAA
TCCGCTGGGAGCATATTTGGCCACGCCCACTTGATGTGCGTGCTCAGTGTAAATGTCGGC
AATGGCCGGGTTGTCAATATTTCTGATGATGACACATTTCCCATTAGTGTAGAGGAAGTT
GTTTCCTTTGGGATCGCCACCGATCACCTTGGCAACTCCCCTCTCCATCTGTGGGAGGCT
GGCAAATACGTGCTTGAGTTCGTACGGCATTTTCCTCGCTGGTCTTATTATCCCGTCGTT
CCTCTCGCCAATGAATGAAGCAGCGCAGGCGGAGACCCTCCGATCACACAAACACGGAAG
CGGCTGCCCCCGGCCATAATGCCCGGGTT
>CL672Contig1
CAAACACATAGCTGAGGTGTCCCAGGAAGTGACGCGCCAACTGAAGGAGTTCTCCGCCAG
CAAGAGGATGAACACCGGGGAAAAGACCACTATGAGGGATCTGTCACAGATGCTGAAGAA
GATGCCTCAGTACCAAAAAGAGCTCAGTAAGTACTCAACCCACCTGCAGCTGGCTGAGGA
CTGCATGAAGCACTATCAGGGAACGGTGGACAAGCTGTGCCGCGTAGAGCAGGATTTGGC



AATGGGCACAGACGCTGAGGGAGAGAAGATCAAAGACCCCATGAGGGCCATCGTGCCCAT
CCTGCTGGATGCCAACGTCACCACATACGACAAGATCCGCATCATCCTGCTCTACATCTT
CCTCAAGAATGGAATCACGGAGGAGAACCTGAACAAGCTGATCCAACACGCTCAGATTCC
CCCGGAGGACAGTGAGATCATCACCAACATGGCTCACCTGGGCGTCCCTATCATCACAGA
TTCGACCCTCCGTCGGGGGAAGAAGATGGACAGGAAGGAGCGTGTGAGCGAGCAGACCTA
TCAGCTGTCCCGCTGGACGCCACTGGTCAAAGACATCATGGAGGACGCCATTGAAGATAA
GCTGGACACCAAACACTATCCCTACATCTCTACTCGCTCCTCCGCCTCGTTCAGCACCAC
CGCAGTCAGTGCTCGGTATGGACACTGGCACAAGAACAAGACACCTGGAGAGTACCGCAC
CGGACCACGGGTCATGGTCTTCATCCTCGGTGGTGTGTCCTTCAGCGAGATGCGCTGTGC
CTATGAAGTCACACAGGCCAATGGGAAGTGGGAAGCTATCATCGGATCGACCAGCATCTT
CACCCCCACCACCCTTCTGGAACAGCTGAAGGCCATGAACAAACCAGACGAGGAAGTGGC
GAGCTAAGATCATCCAACCACATCTCTATGCTCTGGTCCTCAAAGCCCCGCCTCCCTGTT
TTACCGCCAAAACTCCCCCAACCAGATCCTTTATGTGTATGCATCTTGCTTGAAAATAAA
AAGTTAGATTCTAAAATATAAACATATATGTCTTATGAGAGAATAAACTGTTGGTATTCT
AATGTTTTTGCAACCTAAAAGATTTAGTAAGAACTGAATATCAGAAGAGAGTTTGAAACA
GAAAGTACCAAAACGGCACATTGTTCCCCCTCTGGGTCGTCTGCCGCTCTCCGAGGGGAT
CATGCTGTAAAATAAATCCGTCTCCATGCAATGTGTGTGTAAACAAAAAGTTCCCGCCCA
TTTTGGTGTTCAGTAGCATGCTTGGATTTGTCTTTGTTTCAGGTGTGAGTGTTGTTTTTT
AAATGTTCAGGTTGAATACGCCAACAACACGTTTTGAGTCTCTAGGACGGGGAATATCCT
GCTGGAGAATGTGCACATCTGAAGAGGGAACATCCTTACCCGGGTTATGTGGGGGCGCTC
CCAAATGTTGCTTTCTGTGGCGAAGCTGAACGTCTGTGACGTGAGAGCAATGTTTGATCC
CCCTCCTCTGAAGAAGCACAGAGTCGGACAGAGAAGAATAATAGCTGAAGTGGATTTCCG
ATCATTGGTAGAGGTCATCACAGAGACTGATACTCAAAACATAGTCGTGGGTCGAAGTAT
TCAGTGAAAACACTTGTTTGAGGAACATAAAACAGCCCCGTTCTGCCCTTCAGTCTGGCT
CTTTAGACTGTTTTTTTCGTAGCACTTTCCCTGAACTTTTCAAACACTCCACATCCTAAA
TGTTGAAGGCCATTGCTTGCCGATATTTAAAAAGGGCCGTTTGTATTTCAGTATTGTATC
CTGTCGGATCCCGTCATGGTCCTTGGCGGCGTTGGTTGGGCCATGCTCGGGGTAGTGCTG
TGTATTTGTTGCGTCTTTGCTGTTGAATGGTGACTTTCCCGGCTTGCTGTAGTAAAACTT
TTCCTTTAAAATGCCAAACGTGAAGCCGCTGTGTTTGTGGTGCTTTAGCTGTAGATGTTA
GTGAAATAAAAACATATATCATTTCTCTGTCTCTTTACTTCTTCTGTGCGATGTAAAATC
CTTCTGGTGAATGGCTTTGCAAGGAAAAATAAAATATTCCCCGGCCACTTCTCTGTTCCT
TCCTTTTTGAGTTCTATATTGCACTATAATGCATTTTGTGTGGCACAAATGCTTGATTTT
TGTTTTTTTATTCTGTTTGACGCTGTATAGGGTTAATGCTGTTAAATCTTTTGATTTAAA
TCAAAGTAATTTATTAGTAGAGAGTGATGCTGAAACATGAATTTGTCCTGAAGTCGTCTC
ACTTACTGGGATTGTACGTTTGCAAGTGTTGAAGCACAAAAAGTACTTCCATGTGTTAAT
AATGTGTAAGGCTGTCTAATAAATTGGCTTCCATTATACACTANAAAAAAAAAAA
>CL673Contig1
TTTTTTTTTTTTTTTTAAAAAAAAAGAAAACAAAACTTATTTATTTCCAACAATACATTC
TCATAACAAGACAGTGAATTTAAAACAAGGGTGTACTTAATGACAAAATGAGTCAAATCT
CCAGGGACATAAGTATAAAAACAAAAACCGTGGAATTCTTCCCAGCTCCTGAGAGTTGGT
TAAAAAAAAAAAAAATTCTGTCAAGCTTTTAATATCATCTGCACATTAGACTTAGTGCAG
CCTACCAGTTGTATACAATGCACAATTCAGACGTCAGTCATTGTGATAAAAGTCTAGTCA
TGGATTTTTCTTGCTGCCTGTCAGCATTTTGTACAAACACTCCACTGGATGGTATCAACA
CTGGTGATGAGCATCTGAAGACTTAGTATAACTAAGATGGTCAGGGACAAAAAGGGGGAG
GTAGGGATGTGGAAAGAAAACAGTCTAAAGAGGAGAACCTCCAGTCTGCTGTTGGAACAC
ATCAATTGTATCTTCATCCTCCATTTCTAGCTGCGAAGGTGTGTCTGTTTCATTGATGGG
CTGTCCATCAAATCGAAATCTTATTTGTCTCATCGACAGTCCCTGACGCTCACAATAGGC
TTTCATCAGTTTGCTGAGAGGAGTGTGCCTTTTAATCTTGAACTGCACCACTGAGCCATC
CTGCCCCGCCACCTTCAGGTTGATGTGCTCGTTTTTCTCAGTCTTCACTACGTCCATGGG
CGTCTCGTCTGCCATCGCTGCTGCTGTGGCTAGTGTGAACTGTTTGCGCCTGATCAACTG
CCCCCGGCCATA
>CL674Contig1
GGTAAACCTGGTCTGTGAGAGAAGTCATCGGGGGCAGACACGGNATCCATAGCGGTTACC
TGTGATTGTTTTCAAAACAAACGGTGTCATGGAGGTCAGCGCCGAGGCCAAGAGGATCAT
GGTCGTGGCTTTGGGTAAACTCTACAGCTCCCGCACGCAGCGCGGAGGACTCCGACTCCA
CCGGAGCCTCCTCCTGACCCTGGTCATGAAATCCGCCCGGGACATTTACCATGCGGCGCA
GCCGCCTGTGGAGGAAAGCGTCGCGCCTGCGTGTGATCAGCAGGCGGAGGTGGAGATGAA
GGAGGACCTCCAGGGTCCCCCCAGGACGCCGTCTCACCTGCCCGACGACGCACAGGCGCG
TAATTGCGCGGAAAACAAGGAGAACCTGTCCCACGACGTCAGCGCACAGCACACGCGGAA
ACGGCGCAGCAAAGCGGACGCAGATCCGGACTTTCTGCCCTGCAAGAAGGCAAAGCTTGA
GCACGGGAATAGCTCCGAACAGCTCCTTCTCAGCTCTGTTTTGGTGGACTATGTGAACTG
TAGCAGTGAACTGGGGCCACCCCCGACTCCCATCCCCCTACAGACTGCCATCGCAGCGTG
TTAGGTCACACTGGAGCCTGGGATGCCCTTAGGTGGATCCGGGTGTGGAAGAAGTCCAAA
AGTCCCAGTGGTGACCTGTGTGGACTGCGCTACCAGCCCAGCTAGTGCGCAGCTGGTCCA



CAGTCTGCTGGCCTGGTGGTGCCTTCAGCTGGACAAGTGGTGTCTAAAGGACTGGCCTTC
CTATGAACAACTATGATGAACTGTATTTATGTCGACACCTTGACATAAACTGTTAATTTC
TAAAACAGTCCAAGAATCCATCTACCTCAGTATTTATTAAACGTTTTTTTTTATTTGACA
G
>CL675Contig1
TTTGTTGTGACCACAATGTCACTGTTGGCTTTTCTTTTTGGCAGTGCAGACTAAATACAG
GTGACTGTACTTCACACCCCCACCAACAAAATCTGACAGTAGTTGACATAGAAAAGTGAA
TTCTGGTGTGATTTGCAGCATAGTGGGGTGAGCTGATGGACCTTCTTTGGTTTCTTGAAG
GAAAGTTGGTCCAGTTGATCTAAGTTTTTATTTTTTGTCAACTCCTTAGGATTTTGAAGA
AAAACTTTGAGGAGATCCAGTGAAAGAAAGCTAAAAAGGCTAAACTAATTCTTAGCCGTT
TCTAATTCATGAAGAAAACAGTCGAGCCATCATCATCCATATATTTAGGAAAAGAGTCTC
AAATGAAATACTGTAAATAGGGAGCAGCAATGCATATGAATGCAATTCCAGGAAGGAAAA
AGGTTGGGAACCGTGAGTTTAAGACCGGCTTTTAAAGGAAGGAAAATAAAAAACGGTGTC
TTTCTCCTAACCTTGAGAGGCAGCAAGTAATTGTCTGTGTATTATAAAACGAAGGCGTGT
GCATTATGATCACATTAAATCCACGTCGCTTCACCTTTGATCCCACAGAAATCGCTCCCT
TCATAAGAAGTGCCAGATGCTGAACACAACTGGAAAAAGAAACCATTTCTATATAGGTCA
CAGTACACGAGCACATTTGGTAAATCATGGCACCGTATGAACCTTCTGATGTCACGGAGC
GCACAGCTACACAGGGAAACCGAGCAGGAGGTTTGGAAAAGCAGGTTTAATGTGATCAGA
AGGGTTGGACAGCAGAAATGTCCTCCTACTCCTCTTTCTCCTCTGCATTGTCTCTCCATA
TGCAGTAGTTGAGGGACGTGGCGAGGCACAGCCAGGCGAGATAAGGCGCCAAGAGCAGAG
TGGCGGTGCTGCTGATGGGATACCAGGACGCCATGGTGGCGCCGACAGTCCCAGTGAGGA
GCACGATCTCCATCAGCGCCAGTTTTAGCTTGTGTGCGCCAAAGAATATAGGAGTCCAGG
CCCAGTTCAGAGCGAGCTGCGTGCCATAAAGTCCCAGTGGAACCAAAGCATCCTGGGTAA
AACCTCCAAGCTCTTTCCAGATCAGGTAGGAGCCGTATCCCATGCTAGTGTACAGACACG
TCCACACCACAGGGAACGCTGCGTTTGGCGGGCGCCACGAGGGTTTCTTCAGAGTGGGGT
ACCAGGTTTTCACCTGTTTCCGTGTGATGAAGCCCCCGTAGAGCCCTCCTAAGTGTGGCA
GGGCCGTCATCCCGATCATAGGCAGCCACATGGTCCCGGTTCGGCGTTCGGCTCTTCGAC
GGGGAATACCGACAGCGTAGCTTTCGGAGGGAAGCCTGAACTCAGCGGCGGCACGCGCTG
CTATGTTGTGAAACTCCCCGGCCATAATGCCCGGGTTTAACGCGCGC
>CL676Contig1
TTTTATTCAGGATCAACAGGTCAGAGACAGCAGGCAGTTTTCATGGGGAGGCGACGGTTG
AAGCTCTGCGGTGTTGCATTTCTGAGGAGGAGCAGCTGCCAGGGGGGCAGCTGGGGGGTG
GGGGGTAGCTGCGCCTTCGTCTTAAAAGGTTTGAATGGGTATTTATAGACGAGAGGTCTC
ACTCCCAAATTTCATGAGAGGGAGAAGCATCCGACTTAAATCAGTAACTTTATCAGTTGT
GACTGTTTTTCTATGGCATTCTATAGGTTCATGCTCCTCTTGTGGGTGGAATCCCCCAAA
CAATGTAGATCTGAAGTCCTCACTGGACGTTCTCCATCATCTTCAGGAACTCATCAAAAT
CAAGTTTTCCATCTTTGTTTGAGTCTGCTTCACCAAACATCTCATCGATATCCTCCTCTG
TGACGGCTTCCCCCGTCATGTGAAGGATGTCTCCGAACTCCTCCCGGTCCACGAAACCGT
CCGAGTTCTTATCAAAAATGCGGAAACATTCAGAGAGTTCTTCTTCGCTCTTTCCAGCTT
GGTCCTCCTTCAGCTGTTGCACCATCATGACCAGGAACTCCTCGAAGTCGATGGTGCCGC
TGCCATCTTCATCCACCTCCTCAATGATGGCATCCAGCTCCTCTCTGGACGGGTTCTGGC
CCAGCATCCTCATGACGGTGCCCAGCTCCTTGGTGCTGATGTCACCGCCACCATCTGTGT
CAAACATGTCGAAGGCGGCCTTGAACTCTGTGATCATTTCCTCCGTCAGGAAGGAGCGGG
CGTCGCTCTGGGCGTCGGTGGGCATGATGTCCGACGTCAGAAGAACAGACGGGTCGTGAA
TAAAGTCTTCCTCGTCCTGCACAGTCCAGGTGCTTCCCCCGGCCATAAGGCCCGGGTTA
>CL677Contig1
TCATCCGGAACCCGCGATGCTGCACCGGCTCTTCCTCGTTGTTTCTGGCCGCCGCCGGGA
CCTCCGTGCTCGGGCTCCCGCAGCTGAAGGCCTCCCCGCCCGCCGGACCCTGCGCAGCCC
CGCTGCAGTGGGAGGGCAGGTGGGTGGTGTACGACCACGGCACCGGCCGCAACAGCCGCG
CCGCCGTCTCCTACGACGGCCTGAACCAGCGGGTCCGAGTCCTGCAGCAGCACAAGAAGC
ACACTCCGTGCCAGAGGTTTTTTGAGTACATCTACTTGTACAAGAGCATGGTGATGTTCC
AGATTGACCAGAAGACCAAAGAATGCTCCAAGATTGCTCTGACGGAGGTCTGGGATCCCT
TCAACATCCCAGACAACTCCACCTTCGAGGACCAGTACTTCATCGGGGGGCCCGGAGACA
ACGTGGAGGTGCAGGAGTGGTCGGACAGGAAGCCGGCGCGCAAGCATGAGACTTGGGTGG
GCGTCTACACCCTCATGGACTGCTACCCGGTGCAGGAGACCTACATCAAGAACAGCACGG
TCACCACCTCCACCCGCTTCATCAACCTGGAGCTGGGCATCAGCGACCCCAACGTCTTCT
CCCCACCCACCACCTGTCAATCAGCGCGGCTGGAGAGAATGGCCGAGTCCGACTGCTGAG
CCGGTCCCATCTTAGATCCAGTTTGAGTCTTTAGGTTTTCTTTTCACCTTAAACACTAAC
AGACACTCAATGCAATCTAGACATTCACACAGGCTCCATCATGATCTGAAAGACAACTGC
TGTAAAGACTGGAACAACAACAAAAGGCTATTTAACAACTTCTGTAATGTTTTTCCATAA
AGGATTCCTTCAGTTAAATGCTTGTTTACTCTGGGATAGAACTGTTACAGCAAGTGATGA
AATAAAAGTTGATGACTCAAAAAAAAAA
>CL678Contig1
CGGAAGTTGCGTCTTAGACCAGAAAGAAAAAACAAATATGGCCGTGTCCCTGCGCCGCCT



TACATCTGCAGGGAAAAAGCTACAGGAACATCTACTGCGGACGTCATATAACGTACCTAG
GATCCTTCCTGGACCCCAGAGATGGTTGGCGAGCCGGGCGGCTCAGCAGGTGCAGCTGAA
CGTTCCAGAAACTAAAGTGACCACGTTAGAAAACGGCCTCCGAGTGGCTTCAGAGGACTC
AGGCCTCACAACCTGCACCGTGGGACTCTGGATAGATGCTGGCAGTCGCTATGAGAACAA
GAGGAACAACGGCACTGCACACTTCCTGGAGCACATGGCATTCAAGGGCACCAGAAAACG
CTCCCAGCTGGATCTGGAGTTGGAGATCGAAAACATGGGGGCTCATCTGAACGCGTACAC
GTCACGGGAGCAGACAGTGTACTACGCCAAAGCCTTCTCCAAAGATCTGCCTCGAGCTGT
GGAGATCCTGGCTGACATCATCCAGAACAGCACTCTGGGAGAGGCGGAGATTGAGAGAGA
GCGAGGGGTGATCCTTCGAGAGATGCAGGAAGTGGAGACCAACCTACAGGAAGTGGTTTT
TGATTACCTTCACGCCACAGCGTACCAGTCCACAGCGCTGGGCCGGACCATTCTGGGCCC
CACTGAGAACATCAAGACAATCAACAAGGGGGACCTGGTGGAGTACATCACCACTCACTA
CAAAGGACCCAGAATCGTGCTGGCTGCTGCTGGAGGGGTCTGCCACAATGAGCTCATCAG
TTTGGCCCGGTATCACTTTGGAAAACTTCCTGGCAGATATGAGGGTGAAGCCCCGGCGCT
CCCTCCCTGTCACTTCACAGGAAGTGAGATGCGTGTGCGTGATGACAAGATGCCCCTAGC
TCACATTGCAATTGCTGTAGAGGCGGTTGGCTGGTCCCACCCGGACACCATCCCACTCAT
GGTGGCAAACACACTTGTTGGAAACTGGGACCGCTCATTTGGTGGAGGAGTGAACCTGTC
CAGTAAACTGGCTCAGATGGCCTGTCAGGGGAACCTCTGCCACAGCTTTCAGTCCTTCAA
CACCTGCTACACAGACACAGGGCTGTGGGGGCTCTACATGGTGTGTGAGCCTGGCACAGT
GGAGGATATGATGCACTTCACCCAAAGGGAATGGATGTCTCTATGCACCAGCGTGACAGA
ATCTGAGGTGGCTCGCGCCAAAAACCTACTAAAGACCAACATGCTGCTGCACCTGGACGG
ATCCACCCCGATCTGCGAAGACATCGGCCGACAGATGCTTTGCTACAGTCGCAGGATTCC
TCTGCATGAACTGGAGGCCCGGATTGATGCCATTGATGCTGAGACCATTAAGGAAGTGTG
CACTAAATACATTTACAACAGAGCTCCCGCCATAGCAGCTGTTGGTCCAATCGAGCAGCT
ACCCGACTACAACCAGCTCCGTAGTGTAATGTTCTGGATGAAAGGCTGAACACAACCACC
CAGCATCCACCAAAGAAAGACATTTATGTTTCTAGGTTTTTTTATTATAAAATAAAGAAC
AACACAATAACATTAAAATAAGGGATTGTGGTTCTGGTCATTTTTTACTCTTGGCTGCCA
CTTGTTCCTGAGCAGCTTTCTTTGCTTTAACCATCTCCACCAGTTCCTTGTACCTCTTCA
TGCAGTCCTTCTTGGTTCGACCAGGAACTGCAGCAGCGATCTTCTCCCAGCGTTCAGGCG
TGCTGACCGGGTACGTTTTCAGCGCCTGTTCCAGGAGCTTCTGTTCCTCTGTGGTCCAGG
GCGCCAGATTCCCCTCGCCAGAGGCATCGAAGCGCTCCGAGGGTGCAGCGTTGTCTATGG
AGGGCGCCACTGACGTGTGCTCCTTCTTGAACTTTTCAAAGGCTTTCCTGTTGACCTCGC
CTTTCTGCAGTGGATCTAATCTCTGCAGGTTCTTGGCTTTGTTAATTACATCTTTGGCCG
TCCTCTTCAAGCCGCTGCTGGAGTGCAAGTTCATGTAATTGGCAATAACTTCCCATCTGG
CGTTGGTTCCAGCAGGGAAAAGGTTGACAGCTTTGATCAGCAGCTGCAGGTCGTCTTCAT
TCCAGCCCTTCCCACCACCTCCTCCTCCTCCTCCTCCGCTGCCCTGCTCAGCACTGCGAG
CCGCCTGCATCGCCTGCACCTCCGCCTCCCTCTCCCTTTGCAGTTGAACATTCACCTCCT
CCACCTGTCTCTCCACGGCTGCCTTGCATCCTCCGGCACGAGGC
>CL678Contig2
CCTACTGGATTCTCCGTGGACCGGGCTGGAAGGTGGGGGCCTCGTGAACGGCCTCGTGGA
GCGCAGCTCCATGGAGCCAAGCCCCGCCCCCTCGCCGACGATGACCAAGAAGAATAAACA
CAGCCAGTCATCCACGCTGCCCCTCAAGAGCCAGGACTCCCCCGTGCAGATGGAGGGCCT
CCTGCACCGCAAGCACGAGTGGGAGGGACACAACAAGAAGGCCTCCAACAGGTCGTGGCA
CAACGTTTACTGCGTCGTCTGCCACCAGGAGATGAGTTTCTTCAAGGACAGCAAGGCGGC
GGCGCAGGGGGCGGCGTACCACAACCAGCCCCCCGTCAGCCTGAAGGACGCCACCTGCGA
CGTCGCCTCTGACTACAAGAAGAAGAAATACGTCTTCAAGCTTAGAGTCGCAGATGGAAA
CGAGTACCTGTTCCAAGCCAAAGACGAGGAGGAAATGAGCTCCTGGATCCAGGTCATCCT
GAACGCCGCCGCGTCTGAACTCACCGACACGCAGAGCAGCTTCCCCGGCACGCCGGTGTC
TGGGCGCGCTCAGACGCTGCCGGCCACCATCACGCTGACCACCGAGTCGAGCCCCGGCAA
GAAGGAGAAGCGCTTCAGCCTCTTCAGCAAGAAGAAGCAGTGACGCCGACCAGGCGGAGC
CCAGGAAGCTGGGGGCGGAGCTCCGTGTCAGAGCTCCGCCCTCAGCAGAGTATGTGCTCA
CTAATCTACAGTTAGCATCACCTCGTCAGAGTTTGCAGCCACACCCCTCTTCTGCCACAT
CCTGCTTTTCCCAGAATCCACCTGGAACAGGGCTTCCCGAGCCGCGGGCCCCGACAGGTG
GACGCCATCTTTCAGCAAATCATTTTATTTCTTTGTTTGATGTGGAGGGCGTGGCTTAGT
GATGTCACAGCTCTGCCATCATGGTTTCTGACGTTTTGAGTTGCTGTGGTTTTGTATTTT
TGTACTTTAGTCTGTTCGGTGAAGCCGACTCAAACTGGACCAACGCTCGCTCCTCCCACT
TTCTCTGCACTGCCTCGGTTGCTCGGCGCCCGTGAGGAGGCGTTCACTGTCCACGCGTAC
TTTTGCATGTACCCGCTTGGCTCCAGCTCCCCGCCGTGCTCTTGTATCCGCTGAAGTTAG
CGCCGCGCTGCCCGTCAGAGGTGCGTCTGTAGGAGGGAGGAGCAGCTCTGAGTATTTAGA
GGCTTTTCTCATGTCTGAGCTCACCTGTAGAGGCTCCTGTGATGTCATTAAAGCTTTGAA
AAGCCCTCGTGCCGAATTCGGCACGAGGCAGCTGCTGATCAAAGCTGTCAACCTTTTCCC
TGCTGGAACCAACGCCAGATGGGAAGTTATTGCCAATTACATGAACTTGCACTCCAGCAG
CGGCTTGAAGAGGACGGCCAAAGATGTAATTAACAAAGCCAAGAACCTGCAGAGATTAGA
TCCACTGCAGAAAGGCGAGGTCAACAGGAAAGCCTTTGAAAAGTTCAAGAAGGAGCACAC
GTCAGTGGCGCCCTCCATAGACAACGCTGCACCCTCGGAGCGCTTCGATGCCTCTGGCGA



GGGGAATCTGGCGCCCTGGACCACAGAGGAACAGAAGCTCCTGGAACAGGCGCTGAAAAC
GTACCCGGTCAGCACGCCTGAACGCTGGGAGAAGATCGCTGCTGCAGTTCCTGGTCGAAC
CAAGAAGGACTGCATGAAGAGGTACAAGGAACTGGTGGAGATGGTTAAAGCAAAGAAAGC
TGCTCAGGAACAAGTGGCAGCCAAGAGTAAAAAATGACCAGAACCACAATCCCTTATTTT
AATGTTATTGTGTGTCT
>CL679Contig1
AACCCGGGCATTATGGCCGGGGACTCTGCTCTTGTAGGAAAGGGTTGTGTGGTCCCGTCG
TCTCTCTGAGCAAACTCCTGATTCTCTGGAAACATGGCTGACAAACCCGACATCACTGAG
GTGAGCCGGTTTGACAAAACCAAGCTGAAGAAAACTGAGACGCAAGAGAAAAACACACTG
CCCTCCAAAGAAACCATTGAACAGGAGAAGGCAGTGTCTACTTCATGAAGATCAAACCTC
CCAGTCACTCTTCAGCCACAGGATAGATCCATTCCCACTTTCAGCATTGAAACACTCAAC
TATAATGGCTCTACATCCATCATCTCCAGCTTCACTCCATGGTCCTCTGGCTTCATGTGG
ACATTGGAGCTTGGGTCACCTGTCGCTCGGGCCTCGTTTTCAGTGTGGCATTAAGAACCT
GGCACAATGTGATCCTCTTCTAAAACCTCTGGCTGCCTTTGAATGCTCACTAAGGTGTCT
ATGTAAATTTGGAATTCACACTTGGATATTAAAAATGAAATGGAAGCAAAAAAAAAACGA
NNNANAAAAAAAAAAAAAAAAAAAA
>CL680Contig1
CTTTTATTAAATGAAAAAAACTATCTTCGAATAAGACGAAGGTGAAACAAAAAGATGAAT
GTACCGTTGAATTCTTCACGTTTTTGGAGGAGTTCCCGTTTGAGCAGACGTGTGGCATCA
ATGAATAACTGCAGCAGGAAATCAGGGGGCCTTCCCTTTTTAATCAGGTTTAACTCAATT
CAGTCACAACTACTTTTTCTGTTGAAATAAACAGGTTTTGTTTCATTTGCCTCGTACAAA
AGACATACAAAGGACACGGATAATCCAGCTTATGTCAGGAGGGACAAACAGGGAAGCCTT
TTCTTTATCTTAAGACTCCAGAGTAATTCGATGCCGTTTGTACAAAGAACTCGCCTTAAA
AAACAAACAGAGAGAGGATGGGTTGGCACAGTCAGTGGGTTCTGTACAGAGATGCATGTT
TAGACAGAATATTAGTTTATGTACAAATAAAAATGAAAACGAGACGATGAGTTCTCAAGA
GGTTTTTCCCCGTAAGTTCTAAAAAACAAAACCAGTTTCTATCTGAGCGATGACTTTCTT
GCAGGCAGGAAAAGGCCAGTCTCAGTGCAAATGCTCCAGCTTGCGTAGCCTGATGGGATT
GGGGAGGGCCTGCTGGTTGTGTACGGAGGACGGCTCCTCCTCCGGCGTGCGGAACAGCAC
TCGACCTCGATGGTTGAAAAGGTAAAATGACGGGTGGTTCCTCAGTGTGTCAAAAGTTTT
GTTTTTCAGCTCTGACGATGCGTCCATGTCTTTGAACTCCCCAGCGATGTGTACTATCCC
ATAGCAGGTGATCACGAACGATAATAAGGCCTGCAGTGCAATGTCAATTGGTAACGTTTC
GTTCTCCTTCTCTGTGAGCCGCATATAAGATCGATGCTGTGCCGCTGAGAAAGCTGCGTG
GGCTAAAGCGAATAGTCCAACGCCGACAACACCTTTCCAAAACGACGAAGCCATGTCGAA
GCAGAGCAGCTACTGCGTCCCCGGCCATA
>CL681Contig1
AGGCAAAGAACAGGCAACAATTCCAGNAAGAAACTTTAATTCTCTTTTTAAAAGTTCACA
GCTTAACTGCAGATGCATGATGGGATATGCAGTTCCTCAGAAGCTCTGCTTGCAACGGGG
CTCGTTCAAAAGCAGTCGACAGATTTCAGGACTGGGGTGTTGGACTCCAGGTTGGATACC
ATGAAGTGGAACTGGTTCAGTGTGGGGGCTTTGTTACACGCTGCACCATAATGGCCTGTA
GTGTTGGCACAGATTACGGCTCCAAAAAAGTCGGGATAATGCCTCTTGATTCTGGAAATG
GCTGTCTTGCAGGCCTCTGAGGGATCGGTCCCAGTTCTCATCAGCTCCACGGCCAAGTAA
CTGGGCAGAAAGCGCATCATGAGGTCTCCATCCCCGGTTGCAGCAGCGGCGCCGGCTGAG
CTGTCTGCGTAGGCGCCTGCTCCAACGATGGGGGAGTCCCCAACTCGCCCTGGAACCTTG
TGAGTGAGTCCATTGGTCGATGTTCCAGCAGCAACGTGGCCATCCTGGTCCAGAGCAACT
ATTCCTATGGTATCATGGGATAGAGCATTGACGAGCCGTGCCCTCTTGCCCAGTGTCCTT
GCACCCTCTGGCCTGTAGGGTCCACAGGACTTTAAAGGATCTGGGCTGACATTCTTTCGA
TAATTTGGTTGACAGTTTCCCCTCAGCCACTGGGAGAAAATGCTCACAGACGTGTTGGTG
CTCAGGTCTTCTGCAACAAAGCCCATGTTTTCAGCAAACACGGAGGCTGACTCCCCCACC
AGCAGGGTGTGCTCCGTGTGCTCCATCACAGCTCGTGCCACTCCG
>CL681Contig2
TTTTTTTNTTCTCCTCAGAGTCCAGGAGTTTTATTTCCTAAAGAAGAACCAGCACCATCA
TCTACACACCCTGGAACCTTGTGAGTGAGTCCATTGGTCGATGTTCCAGCAGCAACGTGG
CCATCCTGGTCCAGAGCAACTATTCCTATGGTATCATGGGATAGAGCATTGACGAGCCGT
GCCCTCTTGCCCAGTGTCCTTGCACCCTCTGGCCTGTAGGGTCCACAGGACTTTAAAGGA
TCTGGGCTGACATTCTTTCGATAATTTGGTTGACAGTTTCCCCTCAGCCACTGGGAGAAA
ATGCTCACAGACGTGTTGGTGCTCAGGTCTTCTGCAACAAAGCCCATGTTTTCAGCAAAC
ACGGAGGCTGACTCCCCCACCAGCAGGGTGTGCTCCGTGTGCTCCATCACAGCTCGTGCC
ACTCCGATGGCATTTTTGATTCTCTTCAGGTCTGCCACGGCCCCCACCTCCATCGTGTTC
CCGTTCATAATCATGGCGTCCAGCGTGGTCTCCCCGTTCTCGTCGGGACTCCCCCCGAAG
CCCACGCTGCCGTCGCACTGCTCCGCCTCACAGCGGGCGCAGCCCTGCTCCACGGCGTCC
AACACGGATCCGCCGGACTGCAGGCAGCTCCACGCTGCAGCCGCCGCGCTTTTGAACGGC
CATGTGTTCACGACCAGGGGCAGCGATGCGCGTGCGTGAGGGAGTGACGCAGTCAGGGTG
AGGACCAGGAAGCGCGCGAACATCTTCTCCTGCTGAAACACCAACATCCAGCCTATTTTA
TCTTCATGGTTCTGTCGGACAGACACAGACAGGCAGGGCAGGGGGAAGCCACCC



>CL682Contig1
GCACGCAGCTCGCACGCGCGGTTGGACCCGGTACGGTTCGAAGAATCAGAGGTCAACTTT
CCCGGTTCTTAAAGCTATCATGAAGCCAGGATTCAGTCCCCGTGGAGACAGAGGAGGAAG
AGGAGGAGGAGGATGGGGTGGAGGACGAGGGGGGTTCAGTGACCGAGGAGGAAGAGGGGG
GTTCGGTGACCGTGGAGGAAGAGGCGGGTTCAGAGGTGGACGAGGTGGAGGATTCCGGTC
CCCCGACGGTGGAGGGTTTCGAGGACGCGGGGGCGGCAGAGGAACCCCAAGAGGACGAGG
AGGGAGAGGAGGCCGTGGAGGGTTTGGAGGAGGGAAGAAGGTGGTGATAGAGCCGCACAG
ACATGAAGGGGTGTTTATCTGCAGAGGGAAGGAGGATGCCCTCGTCACCAAAAACATGGT
GGTGGGAGAGTCTGTGTACGGGGAGAAGAGGATGAGCGTGGAGGAGGGTGATACTAAGAT
TGAGTACAGAGCCTGGAATCCTTTCCGCTCCAAACTAGCAGCTGCCATTCTTGGAGGAGT
TGACCAGATTCACATCAAACCCGGAGCCAAGGTCATGTACCTTGGAGCCGCATCGGGAAC
CACGGTGTCCCACGTCTCTGACATCGTTGGGCCAGAGGGGCTGGTCTATGCAGTGGAATT
CTCCCACCGATCTGGCCGCGATCTCCTCAATGTGGCTAAGAAACGCACCAACATCATCCC
CATCATCGAAGACGCCCGCCATCCGCACAAGTACCGCATGCTGGTTGGCATGGTGGACGT
GATCTTTGCTGACGTCGCTCAGCCTGACCAGACCAGAATCGTGGCCCTTAATGCTCACAA
CTTCCTGAAGAATGGTGGACACTTTGTCATCTCCATTAAGGCCAACTGCATCGACTCCAC
AGCAGCTCCAGAGGCTGTGTTTGCGTCAGAAGTGAAGAAGATGAGCTCAGAGAACATGAA
ACCGCAGGAGCAGCTCACCCTGGAGCCCTATGAGAGGGACCATGCGGTAGTGGTGGGCAT
CTACAGACCGCCACCAAAGCAGAAGAAATGAGGTGAACGAGAAGACCTTTGACACTGGCT
GTTTTTACCTTTTTTTTCTTCCCTTCTTCTTCAGTGTTTTTTTGCTTTTGTAAAGTCCTG
AGCCCCCCCCCCCCTCCTCTGACTAAAGACTGGGTGCCCTAACTTCCTCAAAGGAATAAG
CAGCCCTGTTCTCTGACTAGACGAGGCTGGAAAG
>CL682Contig2
CCNCCCCCAAAACAAAAAAAANTAGGTTAACNAAAAAACCTTTTACNCTGGNTNNTTTTA
CCNTTTTTTTTTTNCCTTTTTTTTCANNGNTTTTTTGNTTTTNNAAANTNCTTANCCCCC
CCCCCCCTCCTCTGACTAAAGACTGGTTGCCCTAACTTCCTCAAAGGAATAAGCAGCCCT
GTTCTCTGACTAGACGAGGCTGGAAAGGTGTCATTCGTGGTTACTCGCTGCGACTTCAGC
CTACTGCTGTCTAAGAAACCTGCTAACGCTTTGAGGTTCAGTTGTCACAAGCGTGGTCCG
ACTCACATGTTCGCTCATCCCTTCATGGATGTTTGTGGATCTCTCCATGGAAATAACCTA
TAACTGTTTAAGGAGCCTCTCCAGGCGTGAGAGGAAGACCACTTTCATTTGGTTATCAGT
CCATCAGATTGCATGGTTGATGAGAAAATATATATTTGAACCCAGCCGTTTTTCTCCTTT
TTTTAAATAAAGAAGAAACTTCTNAAAAAAAAA
>CL683Contig1
TATTCTCACTGCCGTTTCACTTAAAGAAAACCTATAGAAAAAGATTCTCGCCGACTCAGA
AGCCTTCGTTGACGAAGAGGGGAGTTTCAGAGGAGGAGTTGACCTGCGTTCTACCTGCAC
ATTTCTGTGTTCTCAGGTGTCACGGTCCCGTGGCTGAGCACTTTGCTGAAGGACAATCAA
TGCAGGGATGTTGAGTGGAAACCATCCCCGTATGGGTAAGACGCCCGCCGTTTAGCTTCA
TTCCAAATGTCACTGGTGAGCGCCGGCTTTAACGCCACGAGCGCAGAGAGGCGGGGACAC
GTCTGCTGCCACGGCGGCCGGAGAGACCTGCTTTCTGATCTGCGCAGACGCGTCTGCTCA
GAATATGGAGAGGTCAAAAAACAGTTTTATTTGGAAATAAAAAAACACGTTCACTGGAAT
CACCAACAAGTGCACAGCAGAGGGGGCGGGGCTTGTTGATCAGATGTGGAAACACACCGA
GACCGATGAAGACCGGAGGACGGGATGGGCGGCGCCGTCGCAGTGCTGCGGGTGGGGTCC
CCTCCCTGCGGGGGGGGGACGGAGCGGATTGCGCTGAGGCTTCGTGAGGATCTGAGGGCG
GCTGGAAGGAGGCGTCAGGGTGGAGGAGGCGTCTGCGGGGAGGATCACTTGTTTGGAGGC
TTGTAGGGTTCCAGAAGTTGCTTGGAGAAGGTGTTAACTTTGTCAGCTCCTCGCACTTCG
TGGGGCAGAAGAGGCAACTTGACTATGTGGAAATCCTCATAAAGGTCCTCCATCTGATCC
AAGTACTTGGACTGAATTTTGTGGCGCGCTTCACACATCTTGCAGGGCTTCTCGGCGTCG
GGGAACACCAGCTGGTTCACGATGATGTTGTGCGTGTCGATGCGACACTTGGCCAGCTCC
TGGATGAGCCGCTCCGTCTCGTAGAGGGAGAGGAACTCGGCGATGCACACGCAGATGAAG
GTGGTCTGTTCGGGGTCTTTGAACTGCTCGCTGACGGAGCGGATGACCGGCAGCGTTTCC
TCCAGCTTGGACGCCAGCTGGTCTGCGTTCATGTCACCCAGACCCAGCATGTTGCACATC
TGAGAAATGAAGGGGCTGATCTGGTTCTTGATCTGCATGAGGCGGCCCAGACCTCGCTCC
ACGATGGTGGGGAAGTTGAGCAGGCGCAGCGTGTGGCCGGTGGGGGCGGTGTCGAAGACC
ACCACCGAGAAGTTCATTCCTTTCACTAACCTCATGACCTCTGCGTAGCTCATGGCCTCG
TCGATCCCGGGAAACGCGCTCATGGCCTCCTGCATCATCTTCTTGCCCATGCTGAGCATG
TTGTCCTCCTCGAAGAACTCGTCGGGCAGCTCCGCCACGCCCAGGCTGGGGTCAATCTCC
ATGGCGAACAGGTTGTCGTAGCCTTTGACCTTTGTGGGCACCTTGGAGAACTTCTGGTCA
AAGGCGTCAGAGATGTTGTGGGCCGGGTCGGTGGAGATGATCAGGACGCTCTCCCTGACC
GCAGCCAGCTGCACGGCCAAGCTGCAGCTGCACGTCGTTTTACCGACACCACCTTTCCCG
CCAACGAAAATCCATTTCAAAGACTTCTGCTCGATGATGTTCTTCAGGGTTGGCTCCAGC
GGCTCCACATCAGGCGCATCTTCGAACTCGTCCTCCATCGAAGCTGCCATCTCGACTGTC
CAG
>CL684Contig1
TTGAGGCACCTGATTGGTCGGTTTATTACGTGAATAACTTGCACTACATAAAAAACAAAC



AAATGAGGATTATCAAGAACTCGTTGACAAAAAGTATCGGAGCCAGAATGGTTCTTCTGA
CCAACAGAAAGAGTCACAGCCGTTTATTCCCCTATACAAGTCTTTGGGATTATGGCGTCT
TAGAGTCGGCGTACTTCCTGTTTGCAACGCCAGGGTGGAGGGGTCCCTCAGTCCAGTTCT
CACATACAGTCAATGGTCTGGAGAACCAGCAGGTGGAGGCGGAGCTAAGTAGGCTCTACA
GGCAGAGCTCATCTGACCTACTTGGCGCACTCCACCTGCCCCCGTCCTGGGTTGAAGCAC
GGGTATGTCCCAGCAGACGCTCACCTCTGGAAGGAGCGGCGCCACCTCTCTGACGCTGCC
ACAGTCGCACAGAAAATGGCTAAAAGAACCTTTTATTGATCTTTTGCAAGCACGTCTCAA
ATGGAGTGTTTACAAGTGAAAGAAAGCTTCCGTGCAGGTTAAAAGTAATGCCTTGCTCAG
CGGTGCTCAGCGGTGTCCCAGATTGAAGGTTGTCCTCCACGGGGTGTGGCTGACGGCGTG
CACATGAGGTGAGTTTGAGTCAAAGGTGAGATTAAATGCCAAGTCATTGTCTGCAGTCAT
TGTCGCTGCTAAACACGGAAGGCACACGCCCCCGGCCAGTGGCGGGGGTCCTCACTGTGG
CTTATAGCCCCCAAGCTGTGGCATGTAGCTGGACGGCGCCGTCCGCCCGTCCGCCTGCAG
TTCGTCTGCTTCCTGACAGCAGTCCAGCTGCTCGCCGTCCGGCGGGCCGAACACCTCTGA
GCAGGTGATGTCCTGCGGGGCGAGGCGCTCAAAGCGTCCGGACGCCTCCTGCACAAACAT
GTCCACGGTCTCCTCGGAATCCAGCAGCGGCTGCGTCGACTCCGAGCGGGAGAACACCGA
GTGCTGCGGCTGAGAGCCGGGCGTCTGGCCTTTGTAGGCGCTGGAGGCCACGACGGACGA
GTACTGCACGGTGCTGGCGGTGGTGTCCGCCATGTCGGCGCCCTCGTCGCTGTCCGACAC
GCTCTGACGGGGGGAAGACATGCAGGACGAGCCGCCAATGCCGCTGCTGTGCTCCTCTGA
CGTGTACTTGTCCTTCCTTAGGGACAGGCTGGCCTTGTCCTCCTCGAAGCCGCTCTGGGA
CTCGCACATGGACACCAGCACGCTGATTCCAGAGACACAGCTCTCCTTTGGCGGCTCCGC
CTTCATAGAGCAGTCCGGAGACCAGGTCCCGATGGAGCTCTGTCTGCCGTCAGGGACCCG
AGGCCACAGGCGCTTCACGAGGAACTCCCTCTTGTAGATGCCGAGCAGGAAAACCAGAAG
AATGACCAGGCCGGCCCCCAATGAGATGGCCTCGATGGTTCCAGCAGCGTATTTCATGGT
GATGAAGGAGTGGTGAGAGCCGTTGGTAGAGCCGGCCGCGGTGGAGGCCTGCACCCACGC
CTCATATTGGGAGTCCCCCCGGCCATAAGGCCCGGGTTTANGGCCG
>CL684Contig2
GTGGCTCTTCTATTTTTTGATTTTGATTTGCAATGGTATTTCAAGCAATCAAATGAAAAT
AATACACAAAAACAATACAATCATCAGTTATACAATCATACAAGGACGTATCAAACTTTG
GATAATTAGACATATTAATAAAGATTGCTTGAAAGTGATTGGAAGGAAGTGAATTTATAT
AGTCCCTCCCCGGTTCTAATGTAACCATTTTATTACATGATTTATCATTATCCGGTTTAT
AACTTTTATCAGACAGAATTAAGAATCCTGAAGTATCAATAAAGCACATGCATGACAAAG
ATGAATTACTTAAATTATGTAAAAAAATAACTTTTAGAAATCAACATGGTAAATGCAGAT
CAGTTATCCAAAATATATGCAGATTATGTTACTTATAAAAGTCATTGATATGATTAAAAA
ATAATACTAAATCAGTAAAATAGACATAACACTGTTTCAGAAATCTTCATAGCAAAAAAC
ATGATCAAGCATCAAAAGTTAAAAATATGTGCAAAATTATGTAACATTAGGAAAAATCAT
GAATCAACTAATCAATTTTTGGAGCAAGTGAGGTAATATTTGAAGCTGCTTCCCTCATCA
GCTGAAATGTTCTACGTCCGTACACGTAGAGACCGTCCAACAGTAAAGAAACGTGAACAT
TCAGCCAGCGTCTGACTATTTCATGGTGATGAAGGAGTGGTGAGAGCCGTTGGTAGAGCC
GGCCGCGGTGGAGGCCTGCACCCACGCCTCAAATAGGGAGTCCTCCATCAGAGACTCCAA
CTTAAGCGACGTGGAGTTGGCGGGCACGGGCACCTCTCGAATCTCCTCCCCCAATTTGTA
GAAGACGGTGTACTTGGTGGTGAAGCCTCGTCGGTCCCGTAGAGGGATCTCCTCCCACAC
CAGCTCCGCCTCGTGTCCGGGTTTCCCGTTCAGCTTGACGGTTGGGCCCCGCAGGGGAGA
GATCGCCATGTACGCTGGTTTGCTGCTGTGCTGAGTCTGTCAAGTACAGGGTCCAAAACA
AGGTTGACATCTTCTCCGATAATGATTGTGAAGTCAGAGTGAACTGAGAGTGAGGTGAAG
AATCTCCTTGTTCCACATAAGCCAACATCTGAACCGGCTTCCCGATCGCTCTGGAGAACA
CGGGATAGACGGAAACGGTGTAGCACACGAAGGGATCCAGCCTCCCTGTGAGTGTGCGGT
TGCTCGTCTTGATCACTCGCCGCCAGTCCAGCCTGCCGTCACTCAGCCACTCCACCACAT
ACCCCGACAGCAATTTGTTGCGGAGGGGTTTCCACTCCACCACCAGCTGGCCCTCGTGGG
GCCACACCTTCAGTTCCTCCACACGGGCGTGGTCCGGTAGTTTGACAGGGAGGATTAAGG
AGGCCTCTGGAGACCTCCCCAAAGAGTTGACGGCCACCACGGAGACCTTGACCGACTCCA
GGTTAGACAGAGAGATCTGTTCCAGCAGAGTGAGGCTCGTCTCCCCCTCCTCTGCCTCAG
ACCGGTTCACCAGGACGCTCTTCCAGCCCCCGCTTTGGTTCCACGCTCTGTCCCTCTGCT
TTTCAACCTTCACGTCAAATCTCGTTATCCTCCCATTTGGGAATTCAGGATCCTTACAAA
TGATCTGGACTAGTCGCTCACTGGTGCCGTTATAAACCACGGTTCTCCACAAATCCGGCG
TACTTGATGGTTTGTCTTCTGGGGTTGTGGTGGTGATGTTCTGACTCCAGTCGCTCCAGT
AACCGTGGAGGTTCTCCACGTCTCTGCAGCGGACCTGAACCGTGTATGGCGTGTAAGCTC
GAAGGCCTTGCAGTCTGAAGTTCGTCTGGTCATTAATGTCTGGTAAAGGCACGTGGGACC
AGCCGGGAGATTTGGGCGAGCAGAACCGGATTTGGTACGTCAA
>CL685Contig1
GGTTTAATTGTTGGGTTTTAATNNTTTTATTAGGAAACGATGTGTCACAAAAACGCACTA
ACACTGCGATTGATTTTACACAAAAGTTAAGAGTATATTCTAGTCTTACAATTTTATTTA
GTCTAAAAGATAATGTAAACTATTAATTCATGTTAATATCAGGAGAGATCAGTGATGATT
GTAGTCCACCTAACATGGATCCGGACATTTCTTTGAAAACTCCATCATGAAACCTTCTAA
AACACTTCTCAAAACTAAATGTAATCAGTATATAAAACAACACAAAATATAATCACAATT



TCACCTCGCCACAGTAGGGTTATAAAAGTTTGAAATGATTCTGAGAGACATTTCATAAAG
AATACTGTACAGTTTTTAAGTCAAATTAAGGACAAAAAAGGTGAAATATGTTGTTTCTTC
ATCTAATTTTCAGTACAGTTTCAATGCTTTTGTCTGATAATTTCTACAAGATGCTTTTCA
TGATTTTTTCTCTCTCAATTCTTTATTTTCAGTTTGCCTTTTTTCTGCAAGGATTCAAAA
CTTCTTATCAACCCTCAAAGAACTTGACAAAAAAGGAGCAGACAGAATGCCATCCCTCAC
TGCAGTAAGTCTGCACTGGCTGCATGTCGCTCATCATTTTTTCCTCCTCAGCTTCAGTCC
TCTCTTCTCTCTTCTTTTTCTCCTCTTCCTCATCTTTCTCCTTCTTCTGTCTCTTCTCTG
CCTTCTCCCCATCTGAGCTCTTCACACCAGCTGTGGCTTTCTTCTTTCCTCCTTCTTTTC
CCCGTTTCTTTTCCTCCTCTCCGTTGCGCAGGGCAAGCTTCATGTGAGCCTCAACAGGTG
CCTTCTTACAGGTTTTGGCCTTCAAGAACTTCTCCCCTTCACAAGCGTTCATCCTTTTCT
TCAGCTTTCCCACCAGTTGCTTCCAGTACTGGCTGGACTTCACTCCATAGGCCTGGCACA
GGTCGGGTTTACCAACATAGCGGCACCAATACCTGGCCTCGTTTCCTGTAGCTTCAATGC
TGCAGTTGACCATCAGGCTCACCAAACCCTCACCGGAGGTCTGCCAAGTGCAGCTGTGCC
CTTCCTTGGTAGTAAACTCTCCGGAGCTGAGGACTGAGCGGCTTCTGGGCTTCTTAGCTG
GTTGAGATGTCGGCAGAGGCTGATGTGGTTTGATGCGCTTTTCTTGGCCATTATGGCGTT
TGGCACCAGCGCAGATGAGGAAGCATAGGAGGAGGAAGATTATCCATGGTGAAGCGTGCA
TGGTGGCCCGTGTCTCTCCTCTGAACGAGTCGCTGTGTGAATGTGGGGGCCACAATCGCC
CCCGGCCATA
>CL686Contig1
AAACTCTTTAAAAGTCCGCCGAGCGAAGCCATTCCGGAACCAGCCGAGAACAGCCGACGA
AGCAGCAGCAGGTCGAGCAGAAGACGCCATGAGCCACGTCGACGTGAAGAACCTGAAGCC
CTCCAGCTTCGAGGAGGAGCATTTCGACGAGTACGAGTACTACAACCTGACGGACAAATA
CGTGGAGGGTTCGGCCCGCAAAGGCAGAACCAAGAAGGAGGCCAGCGAGAACACGAACCG
GCCCAACCCCGGCGGGCACGAGCGCAAGATCGTGGAGAAACTGCAGAACAGCGAGAAGAA
GGCAAAGGCGTGACCGCTGAGGACTACTCGGACGGATTGAAACGGAAACAGAACATGGGC
TTCTTGGCGACAAAGACGTGCAGGAGTGTTCCAGCGCCGAGGGGCGGAGTTTCGAGAGGG
CGTGGCCATTCGGCCCAAGAGGAAGCGGGCTCTTTGCACCTGGTTGGTGGTTTGGTCCGG
GTTCGGACCGTGACTGTGCATCAGTGATGGGTTTTATGTTTTAAAGTCTTTTTCATTTTT
TACTATTAAAGGTGTTTTTTAAATGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAACTT
>CL687Contig1
AGCTGCTTTTAAATCCGCAACTCGGAGGGACTGAAGCGGTCTCCCGTCCAGCGTAACGTC
TTCAAGGTCCGCCATTTTCCGATCCTCTAGTCGGGTTCCCAGCCAGAGCAACGCCTTCCT
CCACGAGCGTCATCACTATCGACCCAAGTGGAGCTGGTCTCTCCACTGCCGAGTCCTAGC
CCTTCATACGACTTTCCATCAGCTCCACGTGCTGGAGCCAGCCCTCTCCGCCTGGAGAAC
CTGTCCTGTGCCGCTCAGAGCTCAGATCATGTCCAAGATCCCCCAGAGCCCATCTCCTAT
GTGACCCTACAGGAGCAGCGCTGCGTCCTGAGCTGGTTCCAGGGCTGGAGCTCCTCCCAG
AGAGAAAGGTTCCTGCAGGATCTTCTTGGCAAAGCTGTGCCGGGAAAAGTGTGCACCTTG
CTAGATTCCCTCAGTACTCTTCAGGTTCAGGATAAGCTGCCAAACATCTTTGAATGCCAG
CTGCGCCTCTGGACCCAGTGGTTTGAGTCATGGAGAGAGGAGGAGAGGAATCACTTTCTG
CACATGCTGGAGGAGCACGACCCAACTTTTGTCGCCCTCTTTTACAAAAGTGTTGCTGGC
ACAGCAGGAAGAGACTGAGCTGTGTTTAAAAAAAAAAACTTTTTCATATTAATTTCCCCC
CTGTTAACTTACTACAGTTTGTTCAGCTAAAACAATTTTTTACTGAGATCTCTACACTTT
CAGAAAACCTTCATTNTAAAGTGTACTTTTTTGATGAATAAAATAAATAAATAAAGACCT
AATAATGCCAAAAAAAAAGTTCACCTTCGGCGTGTGGCCGCTCAGTCAGTGAAACCATCG
GCGTTTTCTGTGCCTCAGCGGTCCGCCATGGCGGATTTTAACAGCCTGAGCTCATCGGAG
AAGGCAGAGGCGGCGGAGCTTCAACGGATGATCGCAGTGGAGCAGCAGAAAGCGCAGTTT
CAGGCGCAGGTGCACACGTTCACTGATGTCTGCTGGGATAAATGTGTGGACACTCCCGGC
TCCAAACTGGACCACCGGACAGAGACCTGCCTGGTGAGCTGCGTGGAGAGATTCATCGAC
ACCACCCTGACCATCACCAACCGCTTCACGCAGATGGTGCAGAAGGGCGCTCACTGAGGA
TGGACGTACACTGGTGGAAGATGCTGCAGGCTGGGATCACCTCAGCTGAATGACTGTGTC
ACTGCAGGTTCCTTAGAGCTGGAGAACCCATCCCTGTTTCACATCTTAACTACAATCTTT
TAAAGTTCCAACTACACATGGTGCATTCATCCTCCGCCAAAATCTCAGCTATTCTGTATA
TTTATTCCTTCCATCTGTCATTTTTTGTCCTGTATGGAAAATAAAGTTTTAAAACGTTAA
AAAAAAAA
>CL688Contig1
TCGGCACGAGGCCTCGTGCCGTTGCTAGTTAGTTGCAATGTTGTAGCTATTAGCGCGAGG
CCGTTTCTTCTCTGGGGGGGCCAAACCCTGAAGGACACCGACCCCCGCTCCTCACACCCG
CACCCGCTCGACTGCTCCCCGTTACCCGACAGCCGCTCCTCCGCTCCCGGTTCGTTAGCG
GGCCCCGTTTGTTCGCCGCCTCCTTCCGCGAGCGCGACGGTTCCGGCGGCGGCTGAAGAC
CACCAACCATGGCCATGAGGCAGACCCCCCTCACCTGTTCGGGTCACACCCGACCCGTGG
TGGACCTGGCTTTCAGCGGAATCACGCCTTTCGGATACTTCCTCATCAGCGCCTGCAAGG
ATGGCAAGCCCATGTTGCGCCAAGGAGACACAGGAGACTGGATCGGAACGTTTCTTGGTC
ACAAAGGTGCTGTTTGGGGGGCCACTCTGAACATGGACGCCACCAAAGCCGCCACCGCCG



CCGCCGACTTCACAGCGAAGGTGTGGGACTCGGTCAGCGGAGACGAGGTCCTGTCTCTGG
CGCACAAACACATCGTCAAGTCTGTGAACTTCACTCAGGACAGCAACCACCTTCTGACGG
CGGGAAACGACAAGCTGCTGCGCATTTTCGACCTCAGCAACACCGACGCAGCCCCACAGG
AGATCGCAGGTCACGGCGCAGCCATCAAGAAGGCTCTGTGGTGCAACGACGACAAGCAAA
TCCTCTCTGCAGCCGACGACAAAACCATCCGGCTTTGGGACAGGACCTCCATGGAGGAGG
TGAAGACCCTCACGTTCAACACATCTGTGAGCAGCATGGAGTACATGGCTGATGGAGAGA
TCCTGGTGATCACTTATGGAAAGACCATCGCCTTCTACAACGCTCTGAGCCTGGAGCTGA
TCAAGACTGCGGAGGCTCCGGCTCCAATCAACTCGGCCTCCCTCCATCCAGAGAAGGACT
TCTTTGTGGCGGGAGGAGAAGACTTCAAGCTCTACAAGTTTGACTACGGCACGCAGGAGG
AGCTGGAGTCGTACAAAGGCCACTTTGGGCCGGTCCACTGCGTTCGCTTCAGCCCCGACG
GCGAGCTGTACGCCAGCGGCTCGGAGGACGGCACTCTGCGGCTGTGGCAGACGGCGGTGG
GCAAGACCTACGGCCTGTGGAAGTGTGTTCTTCCAGAGGACCTGGGAGCTGACACCTCTG
AGCAGATGTACGGCTCCACCCCCGAGATCAAAGCCTGAGCGCCTCCGCCTGTCTGAACGC
GGACGACCCGAGGAGACCAGGGGGAGTTGGACCGGAGCGTTTGCAGACCAACCCCCCCCC
GCAGGAGGAGTCCCGAGCGCTCTGGGCTGCAGAGGTGAGCAGTAGAGCCGCGCGCTGGCG
GCTGCCTGCCTCCTCTCTGACAGCGGTCGACCCCGACCACGTGACTCCACCCTCCTTTAG
CTTCTCGTGCGGTCCCAACCCCCCCAGCCGGGGACGCCACGCTGCGTTTTGGTTTCATGT
TACCGTTTTCTGAGCTGGACCAAGGCGGGTGTTTTCAGTTCAAAGGTACAGCATTTGTTG
CACAGTTTGTGCTGAAGTTAAGAGGCTTTCCTTTCTCCAGACCGACGGCTCGGCTCTGCT
TTAGTGAATAAATCCAATGTTGTTTTGTGACACAGTGAACGGGAAGAAAAGACCCTGGCT
TTTCCATTTTGGTTCCTCTTTTTTGTGTCCAGGGGTAAAAAATAAAAACTTTCGGTTTTA
TTTTTAAC
>CL689Contig1
ATGGGGAGGGAAACAAGGAAATATTAGAAAAAGTAGAAGAGGAGGAAGGGATGGAGTTTA
GAGAGGAAGGAAGTGAGAAAAAAGAAGCTGAGGAGGAGAGGAAGAAAGAGGAGAAGCAAG
CAAGCCCAAAGTCAGAGGAAATGGAGGTGGAAATAGTAAGCAGAGAAGGAAGAGGAGATG
AAGGAAGTCAAAACAGATGGCAGACACGGGTTTGTAGACCTACAAGAGAAACCTGTAGAA
ACCCAGGCTTCTAAACCGAGGGAAAACCGCCAAGAAGCAGCAGATCAGCCCCAACCCAGC
CTCGCTGTAGAGGGTCCACCAGAGCAGCCCCCTCTGACAGAGAACGCACATGCAGCCCAA
GAAGCCCAGACATCATCCACAGCTGATGTCCAGGACTCTGCCAATGAGAATCGGGCAGAG
GAGCTCAAATCAACTGAGGCCCCGCAACCGGTGCCCAATTCCCAAGAGGCCCCTGTCGTC
AGCCCTAAAAAAGATGATGGTGATGGTGACAGGGGGAGGAAGAAGGCCAAGTCAAGTAGA
CGCCGCAGTAAAAGCTCCTCCTCGTCCTCCTCCGGGTCCTCGTCAGACTCCTCTTCAAGT
GGAAGTTCCTCCTCTTCTTCTGGATCCAGCCGCTCCTCGTCTTCATCATCTTCGTCCTCT
AACAGCAGTCACAGCCGCGGTAGAGATGGTGGCAACCACAAGAGGCGGCCATCAGAGAAA
GGTACAGACAAGAAGAGGGAGGAGAGGAAGAGCACCAAGGGAGGAAGGAGTAGTAGAGGA
AAGGACTCCAAAGAATCAAAGGAGAAGAAGAGGAGGAACGAAGAAGGCAGAGGCAGGTCT
TCACGGAGCGAAGGGGAACATAAAGATAGAGATGGGAAGGACAAGAGACGCTGATGTGAT
GCGAGGTTCTGATTTTTAGAAAAAAATTAACGGTGAATGGTAAACAGACGTCCAGTGGTC
ATCAGTCTTCTGTTTTTAAAACTTGTTTATTTTTTTTAAAACCATGGGAGGATTTCTCGT
GGTTGGGCTTCTTCCTGTTGGGTCTAAATGTCAAATTATTATTTTTTTTTAATTTCTTTT
CCAGCTTTTGAACATTCATGTAATGTGGTTGGACAAAGCATCCGTCAGCTTGTGTCTGAG
CCCTTTTCTAAAGATTTTAGAGAAACGTCATAGCATCTTTGCATCCAATATGTTTGAATT
GCAGCCCAACATTTGGGAATGAGATGTCTTTTGGGGCTTTGGAAATGTGTTTTACGTGAA
TGTTGTGGGAAGAGTGACCAATCAAAGGTTGTTAAAATGGTTACGAAATTGTTAATCCAC
TCTGACACTTTGATCTATTTCAAGTGTGACTTGTTTGTTTTGAATTGATTACGAATTTTT
TTTACTTGTAATTTGCTTCAAATTAAAGTTGAGCTGTGAGTGGTAAAAAAAAATGATTAA
AAAAAAAAAAAAACAT
>CL690Contig1
GAGGGCGGGATTCACGCCAAAATGACAAATTCAACAGATTTAAAAAAAAAAGATGTTTAA
AGGGATGCATTAGAGTCCTGCGCTAAGATGAAGCCCCGCCTCTTCCTGTCGCTGTCATTC
ATCCTTGTTCTCTTCTCTTTCAAGTGCGGTGCCAGACGACGAGTAGGCAGCGCTCGATTC
GTTCATTTATTCTGGTCGATGAATAAATAAGCCACTGGCGTGTTCACGGGAACGCTAAAG
TCGGTGAGAAGACGGCGAGGAGGAAGAGAAGAAGGCGTTACCATGGAGACGCAGTGGCTT
ATTGGGATATCACCTTTCTTTTGTGTGTTATTGCTGAGAGGAATGTGAGGATGTGTAGTT
GTACGCGTGGGGCAGACGGTGTGATGCTTTTATTTTGAAACTGCTTTGAGGATTGTGACT
TTTTATTCTCCAGTTTTAGTTTCTGATTTTCCACATATCGGATTGTACGACAAATTTTGC
CTTTCCCCGCCTCCTGTGACTTTAGACTGTGACATTTCCAATAAGCTTCTTCAGGGGACT
TTAGCGCCGCGGCGGTCAAAGTGTTTGACGACCAGAGCGCCGCTTCGGCCCGCAGGAACT
CCACCTTCACCCGTCCGTCTATAGGTAGTCGTAGAGTCAGACGCGCGGGCTGTAAATACT
TTTTTCTGTTTGTAGTCTGAATCCATTCTTTGAGACGTGTGGATAATCGAACGCCAGAGC
TTCTGCTCGACCTCCTGCCTCCATCATCCTGGTGCCTCAGTTTCTCTGGGTTTTATTTTT
TATTTTTTAATGTACAAAAGAATGGGGGGGGGGGGNCTTCNACTTGAAGNGNCTTTNACG
TCNNAAGCCGTTTCAACGCCAACNCAGCANTTNAAACCGNANCACCTNAGGACGGCAATG



GCTGAAGGNAAAAAAAGCTGCGTTTTCNNAGGCNGGGCTTCCANCCGG
>CL690Contig2
ATTTTATTCGAAGTTTTTATTACACATTTATGTACACTCACTCAGACCCAGAAAACAAAA
TGTTTCTGTACAAAAACTAGGAAGAGAACAAAACTGACCTGTTCCAGAGAAGCAGAACTA
GTTATGAAAAGTTAGCTTATTGTTGGAAACGCCTCAAAGAAAAGACGAACGAAGTTTGCT
GTGAAAGCATCGATCTTTGCTTTGGACAGAGTAAAGTGTAAAACAGAGTGGAGACACGGA
TGGAAGCACAGCCTCAGAAAACGCAGCTTTCTTTCCCTTCAGCCATCGCCGTCCTCAGCT
GCTCCGGTCTAAACTGCTGAGTCGGCGTTGAAACGGCTTCAGACGTAAAAGACACTTCAA
GTAGAAGACCCCCCCCCCCCTTTCTTTTGTACTTTAAAAAATAAAAAATAAAACCCAAAG
AAACTGAGGCNCCAGGATGATGGAGGCAGGAGGTCGAGCAAAANCTCTGGNGTTTGATTA
TCCNCNCGTCTCAAANAANGGATTCNGACTACAANCAGAAAAAAGTNTTTACNGCCCGNG
NGTCTGACCCTACNACTACCTATANACGGACGGGTGAAGGNGGANTTCCTGCGGGCCNAA
GCGGCNCTNTGGTCGTCCACAGCTTTGACCGCCGCGGCGCTTAAGTCCCCTGAANAAGCT
TATTGGAAATGTCACAGTCTAAAGTCNCAGGAGGCGGGAAAAGGCAAAATTTGTCGTA
>CL691Contig1
TTTATTTATTTTTAACTGACATATGAAAAAAACATGATGCTGCATAATATGCAAAATCCA
AAAATATAAAATCCAAGTTTGCAGCTGTGACACAAAATCTAAATCTTGACATAAAAATGT
ACAGTTCATGAGAAATGCACAAAAAAATAAACAAATTCAGGGCAAGATTTATTTAGATCA
AAAGTGTCTTTGTGGTGATTTCCAGCTAATGGAAGGAAGACGATGAAATTAAATATATTA
TAAAAGTGTCCAGAAAACTTCTCCACCATTGACCGTCTATTAATTAAAGTCTGGCTGAAT
CTTTACTTTGATATTTTTTAATCCAGTTCTGACCTCATTATAAATGCGAAACCCTTTTAA
ATGTTTTCCTCTTGGTGTCTGTGAACACAGCTGCTTCTGCCGCTTTTGAGTAATTACAAG
AACTGCTTAGCTTCTATAGGACTGACTGATGAAATATTTGATCAGGATTAAGATGAACGT
TTTTATATTTACTCCCATTTTTCCTCAAGGTTCTCTGTTTTGTTACAGCTGGGCATGACT
GGTGAGGGCTTCTCCATGACTCCTGAAGAAATCGACAAAGAACACTTGCTGCAGTTCCTC
AAGAGGAAATCAAAACCACTTTTACATCAAAATGGTCTTTAGAATATCAGTCAACACAGC
GCCCCCTGCTGGATACAAAGATGTAAATAAAGAGACCAGTGGACACAGATGGGTATTAAA
ATAAGAGAATTAGGGAATCTGGGAGGGCAAGAGTTTATAAACAGCTTTTAAGCACAAAGA
AAAGCTAATCATTTCAGAAGAACAACCACTTTATTACTGTTACTTTTGCAGTTTAAAAGG
GTGAGAATGTCCATGAGCATATTGACATTTCAGGCATCCAAACATCATTAAAAAACAGCT
TAATGAAATGAACATCAATGCATAGCAGCTGTGCAGAGCCATTGAGCCACAGCCAAGACA
AAAAAGACCCAAATCACAAGATCCAGCTCTGGTCTGCTTTCTTTAGAGCTCTGGTTTCCA
AGTGCTTCCGGACCATTTAGAGAGGTTTTATAATAAAAAAAAAATTACTTTGAAATTGTA
TTTACTTATTTAGCAGTGGGGCTTAAACAATGCACTTACAAGGAGTTCTTTACCACAACT
AAAGTATTCCAAATTTAGAAATTCATCAAGGGATTCATTATATATTTCTAGAAAGAAGCC
ATTGTGGATTTTAACAATGTACTAACCTGGACTGACACATTTTTCTTGAGGAACTCTTTA
ACTTCAGAATGTCTATATGAACAACATGGACACCAGTTTGTGTAACAGAGACACAAAAAT
GCTGCAGGGTGAGAATTCATTAAGGGTGTCAAGCTGTAAACACACAACTGTGAAGTCGGT
GGTGTTTAAAATGGCAAAAACCTCCTGTTAACGCCTAAAAAGTGAGAAAGACACTAACTT
TTCCCTAAATAAACAACCCAAAATTTGACCGACCCAAAAGATTTTAGACTTCTTAATTCA
TCGAAAATGTTCTCATTTATTTGCGGATCAGTCTGAGGCGTTTCTTTGAACATAAACTGA
TGCAGGAGGAAAAATAAGAAACAAGTTGGACAGAGTTTTGTCTGTGGTCCAGGCTTCTTC
ACCTCGAATCCAATCCTGTTTACAGAAACTACTCCACCGGTCGGATTCCTTTGGCCTCCT
CCATGGTCCTCAGGCTCTCATCCCACTGGGTGAACTGCTTTGACAGCAGGAACATCATTT
TGTTGTATTCTTCAAAAAGCTTCTTGACTTCCTGTGACTGAGCCTCAGTTTGGTCCTGTT
CTTTAATGTGAATTTGTGACAGGCGATGCAGTTTGGTTGCGTGTTCAGGCACATCTCGGA
TGTAGGTACTGTCTAGTAGTGGCTGCAGGCTGCTGACCTGCTCCAGCAACGCAGCTTGAG
ACAGGAGGGAGTCTTCCTCAGCAAGGATGAACTCCAGTTTTATGGTGTCTGGTACTGTGA
TGTGATCGGTGAACTGCGGATCCAGATACTTCATTAGGTCCTCAATTTTTTTGTGCAGAA
TCTTTACTCGCTCCCTCTTGTTGGCTGTGTTAGTCAAAGCGGACTGAATCCTGGCCAAAG
ACTCTGCACACTTAACTTGTTTTCCACTTCTAATTCTTCTTTCGCCATTTATTTGGTTCT
CCAGTGCCTCGATACGCATTTCAAGGCTTTCGGTCTCCAGTGTTTTATCCATATTTAAAG
CGAAAAAACAAGCACAACAAGCTCCGTACTCTGTGTTAGCAAGTAGCGTCGCACAATGAT
GACGTAGCCC
>CL692Contig1
GAAGATTGTTTACAGAAATGCCTAAAGGAGGTAGAAAAGGTGGCCACAAGGGTCGCATGC
GGACTTACACCAGCCCTGAGGAAATAGATGCTCAGATGAAAGCAGAAAAGGAAAGAAAAA
AGAACGAGCAAGAAGAGGGTGAAGATGAAGGCGGAGCAAAGAAAGACGTGTCTGAAGACA
AACTACCAGGATCTGGTTCAGATGAGAGTGATGATGACGACTCTGAGAGGAAAAAGACGG
GTGTGGAGGGTTTGATAGAAATTGAGAATCCTAACAGGGTGGCTCAGAAGTCCAAAAAGG
TGACTCAGATTGAACTGGATGAACCTCGGCAGTTATCTAGGAGAGAGAGGTTTGTTTCAG
CCAACATTCAACAGGAACTTTGGTTTAGTTTTGCATGCAAAGCAATAAGATACAAAATAA
TCCTTCAACTGTGTTCCAATAGTTCAAATTGGAAATCCAGCTGCAGTAAAGTCAAATATT
ATTGATTTAGAAAACCGTCACAGTCGTGGTTGTTCACAGGAATTTCTACTTTCCCTCTTT



TTTTTCTTTCACAGGGAAGAAATTGAGAAGCAGAAAGCAAAAGAGCGTTACATGAAGATG
CATTTGGCGGGGAAGACTGACCAGGCAAAAGCTGATCTTGCACGCCTTGCCATTATTAGA
AAACAGAGAGAGGAGGCGGCAAAAAAGAAAGACGAGGAGAAGAAAGCTAAAGAGGCGGCA
GTGGCAGCGGCGGCAGCAGCGAGAGGAATCAATTCCCTCTCTCTAAAATGATGCAGAGTT
CTTATCTAAAAGATTTTCACCTGTTCATGGACTGGCGCAATATATATTTGACTATTTTTA
AAGGAAGTTCTATGAAGAGTGTTTGGCATTACTGTATCTATGAACATTTTGAAAAAGGTC
GAGGTGCCATCAGTGGAGAGGAGTTGTGCATCGTGTATTTTACACCGGAGTAATGACCTC
AGGCCCTTCAGGAAGTAAAGCTACAAATGACAATACATCGGTCTTCATGAACACTTCGAA
TCATTTCATCATATAATTCAGGCTCTACTTAAACTCGTTGTGTTATTCCAACTTTGCAAA
TTGAGCTTTGCCACTTTTTTGTTTTTGATCTTGCATTGTATATAACTANCTCAGGGAAAT
AT
>CL692Contig2
AGGAATTCGGCACGAGGCGTNACCGACTGTGAATTTAGCCGGTGTCGGTTTATGCCGCTT
TATTAGCATTATTGTTTTCAGTTGCCCTTACCTTTTATTAAATACGTTGTATATATTTTG
TTAGAAGATTGTTTACAGAAATGCCTAAAGGAGGTAGAAAAGGTGGCCACAAGGGTCGCA
TGCGGACTTACACCAGCCCTGAGGAAATAGATGCTCAGATGAAAGCAGAAAAGGAAAGAA
AAAAGAACGAGCAAGAAGAGGGTGAAGATGAAGGCGGAGCAAAGAAAGACGTGTCTGAAG
ACAAACTACCAGGATCTGGTTCAGATGAGAGTGATGATGACGACTCTGAGAGGAAAAAGA
CGGGTGTGGAGGGTTTGATAGAAATTGAGAATCCTAACAGGGTGGCTCAGAAGTCCAAAA
AGGTGACTCAGATTGAACTGGATGAACCTCGGCAGTTATCTAGGAGAGAGAGGGAAGAAA
TTGAGAAGCAGAAAGCAAAAGAGCGTTACATGAAGATGCATTTGGCGGGGAAGACTGACC
AGGCAAAAGCTGATCTTGCACGCCTTGCCATTATTAGAAAACAGAGAGAGGAGGCGGCAA
AAAAGAAAGACGAGGAGAAGAAAGCTAAAGAGGCGGCAGTGGCAGCGGCGGCAGCAGCGA
GAGGAATCAATTCCCTCTCTCTAAAATGATGCAGAGTTCTTATCTAAAAGATTTTCACCT
GTTCATGGACTGGCGCAATATATATTTGACTATTTTTAAAGGAAGTTCTATGAAGAGTGT
TTGGCATTACTGTATCTATGAACATTTTGAAAAAGGTCGAGGTGCCATCAGTGGAGAGGA
GTTGTGCATCGTGTATTTTACACCGGAGTAATGACCTCAGGCCCTTCAGGAAGTAAAGCT
ACAAATGACAATACATCGGTCTTCATGAACACTTCGAATCATTTCATCATATAATTCAGG
CTCTACTTAAACTCGTTGTGTTATTCCAACTTTGCAAATTGAGCTTTGCCACTTTTTTGT
TTTTGATCTTGCATTGTATATAACTAACTCATGGGAAATATTTCAAATCAATATGATAAA
AAGTCAAACCTGTAAACTNTTCTGCTTGATTTTTTTTTTTGTAATGGACCTAAATCTGAA
GAAGTCTTTTCTAGTCTTAAAGTCCTGCAGCCACGTTCTGCTTTAAGAGCTGATCTTCCT
CAACCTTCAATGCAAACTCTATGATCGAGTCAGAAAAGAAAATCAATATCACAGATGTGT
ATTTTAAAAGAAAAGAAGCTTGTAGTGCCTAACAGCTTTTATTTGCATTGATGCCAACAA
ACATGTTTAAATGGAACATATAAAGACTCTTTGTACCTCAGAGAACATGTTTTCTTTTTT
GGTTTTACATAACGGCTAAGGCTGTTAACGGGTTNAGATGTGTTTGAGTGGCTCAGACGT
GGAAGGTACTGTCAGCCCCCAGACCCAGATAAGGCTGTTCTGTATCTGAACACTCAGACC
ATAAACAGACTGGGGTCACATGACTCACTAGTTTGTATAAGGGGTCGATTAAAGGCCTTT
ATTCCTCTGATATTAATTTTAGCTTGGAAATAACCTCTTCCATAAATGAAAAAATGTTAT
TTCAGTCAATGGGTTATACTCCCTATCGGGAATAGACTTGATACAAAACATCAAATAAAT
TAATTTAAAAAAGCCTCGTGCCG
>CL693Contig1
TTTATTTTTTTACACATTTTCAGCAAGACAAGCAAAACAAAAACCCAACAAATATGCATC
GTTACATCTGTTAACCTCATATACACACACATATTTCCTGGAATGATAGGATTTTTTTGA
CTGTTTGGTGAAGTGGGGCATTCAGTTTTGTCTCTAGGATGCTGTTTGTTTGTCTATGAT
TGGTTGGAGCAGACATCCATTACCTAAACGATGATCCACGCAACTTATAATGTGCTGCAG
GAAGCGCTGACACAGAAGCCGTGTTTGTTATAAAGACTGATCCAGTTAGAGGAGCAGCGC
GTTAAAACGTCCGGCCAATCGCTCGATCCCTGAAGTATCGCGATGTAAACCGCTCCGGCA
TCCATCTCAACCTTCTAATACACAGGAAAATACAGCAGAGCACCACACCACAACAACAAT
ATGCTTCTTCAGCTTCAGAAATTTGGTTTTACAGACAGAGGAATGGAGTCTTTCATCAGA
CAAAATAAAAAATTGCAGAGGTTTTTAGTCCAAAAACTTCCGGTTTGGGTTGGCACCGAA
GAGGGCGACTCGGATTTCAGGCATCATCTGCTGAGCCATGAGATCCAGTCTGCTCTCCAG
GGTGTTCGACACTTTAATCTTTCCGTTTGCGTTATAGATCTCAATACCTCCAGACACGTC
TGAAGGAAGGAAGTTCTCCTGGTCGATGCGAACCTCCAAGCTGTTCTTTACAGCCGCTTT
GTAAATGGGGATGTTTTTCTGGATGGAGGCCTGCACAAGCTGAACATCTTGCTTACGGCA
GCGAATTGTCACTTTAGGCTCCAACAGCTGATAGAACCCCTGCATGAGCAACCCGTCCAT
CAGACCTGCATACCTGGACGGGTCTTTGGCGATGTTGGTGAGCCGCTGGCGGGCCTCGTT
GAGCATGTCCGAGATCATATCATCGCGCGCCTTCAGCACCTTCAGTCGAGCCTGATTCAT
CAGGTTGGACATTTGGATTTTCTTCTGTTGCTCTATCTGCTTCTCCTTCTTCTCATAGTA
CTCCATAATCTTCAGCCTCTGGGTTTGGACAAGACGGCCCTTCTCGATGTTGAACTCCTC
CTCTGCCTTTGCATCGATCTCCTCTGCCTTCTCATTGGCCTCCTGTTCGATAAAGGCCAT
CATATGCTTGATCTGTTTCTGAACGTCAGCATCGCTGAGCGCCATGGTTGCAGCTGTCAA
AGATCCGCCGAGGCCCGAGAATCACGGTTGAGAAGGTTTGAATCAATCGCCGCAGTCGTG
ACTCGCTAAGATGTCTACGCTGGATCAGCTGATTTCCCCGGCC



>CL694Contig1
ACCGCCACTTGGACAGTGCCCTGCTGCACAATCGAACCTTTGGACTCCACCAGGTAATAG
AAGTTAAGAAACCTTTGCCCTTTCTGTAGATCCTCCCCCTGGATGATGTATTGAGCCAGC
AGGAATCCATTTTTGTCGCATGGTATATCCACGCTGTTCTCACTGAACCCCACAAAGTTC
TTGCTCTGGGAATAAAATCTTGTAACATACTGGTAGGCCGTCCCATAGTCAGGAAACCGT
ACTTCAGGAACAGTTTGTTCATTTTTTCCTTTTATTATGGTGGTTGCCGACAGAGAGACT
GATTCCGACCACGAGGATGTGTCCAGAGAAAACACAGCGATTCCTTTCTGATCTGTATAG
AGGGTGGATTCTAGTGAGTCTACAACATACAAGTAGACTGCTTGGTTTGCGATGGGACTG
CCATCTGCACCAGTCACTTTGATCTTTCCCTTAAGCGGGAGGCCTGGCTTGTAAGAAGAG
GGGACGTCCTCAAAGGAGACGGTTCTGATCTGAGTGGTGAAGCTGGCACTTCCACTGGCC
TTAAGAATGACACCTGTACCAAACTCCTCTAGTTCAGCCGTCACCTCAAATGAGTCAAAA
TAGTTGTATGCATTTATGGCAAAGCCTGCCAAGGCTACGTTTTGTGTGGCGCATCCACTT
TTATCCGTAGAAAGTTCAAATGTCTTGCAGATGTCATCCTGTTTTGGGGGCGGCAACCAA
AAAAAACTGGTTCGCGCGTCTGCAAAACTCAGCTTTGACTGAGCCCAGAACTGGTTTCCC
ATAGGTGTATTTTCCGCAGATCTTCAGTGTTACTTCATCATCCAGGATGGTGATCACACT
GGGCAGGTTTACAGTCACTTCAAACTTTGGCAAAACATATTCTTTGATCTCAAAGTTGTG
GGAAATCGTTTCTCCTTTGTCCGTCTCAGCAGATATCACGTAGATTCCTTGTGCAGCTTC
AGGAATGGTGGGGTGAGAAAGGTCAAGAATGCCTCCGTCAATGGACTTGTCCAACCATTG
AGCGATGCGGTTTGAGTTGGGATCCTCAATTGTGACTTCTTTATACATGCGGTTGACGGG
AATAAAGTTGGTATCCATGGAGACAATCCGGAACTGAACGGTCTGTCCAGGCTTGTAGAT
GGGTTTGTCTGTCTGGACAATGTGGACAAAAGCAGGAGGTTCTATCAGGACTTTGGTCTC
CTGGTTGAGTGAGTCCATCTTACCCTGAATTTTCACACTGATGGATGCCACAGTTGTGCT
GGACACTATAGGGACCAGAAACTGGAAGCAGCGGTAGATTTCAGTTTTAAAAGACAGCTG
CCCAATCTTCGTACTGGAAGAGTCCACATCCAGGGTGATGGTCAAGGTGACGGGCTCTGT
AGGGGTTTGGATCAGAGCGCACAAGGTCTCCTTGTTTCCTGCTGTCAGATGGGAGCTGAC
AGTCACCAAATAGGTTGTTTCATTGAGGCTGGCTGGCATCACACGCTGCAGGTAGGATGC
AGCAATGATGGCAGCGAGCATGAGAAGGTGAGATTTCATGTCAGCAGGCTTGCAGGAGCC
ACTCCTGAATGCGAGGATGACGATACTTATCAAGACAGAGATCCCTGACGATGAGCCTCG
TGCC
>CL694Contig2
TCGATCACATTGGTGAGGGGGATCTTTATCTTTCCTTTGTTGACAGTTCCATCTTCAACC
ACCACTGAGACAGTGCCATGCTGCACAATAGAACCTTTGGACTCCACCAGGTAAAAGAAT
TTGAGGTCCTTCTGTCCTTCCGCCAGATCATCCCCTTGAATGATGTACCGAGCCTGCAGG
GATCCATTTTTTTTGCATGGCAGATTTTTGATGACTTCATCAAACTCCACAAAGCTCTTG
CTTTTGGAGTAAAATCTTGCAACATAGTGGTAGGCCGTCCCATAGAATGGAAGCCGGTCT
CCAGAAACCGCTTTTTCATTAGTATTTCTTCTTATGGTGGTTGCCGACAGAGAGACTGAC
AGCGACCAAGAGGATGTGTCCAGAGAAAACCTAGCTATGCCTTTTAGGTCCGTTTTGAGA
ATGAACTCCTGTGAGTCTTGAACTGATAAGTAGACCTCTTGGTGTGCAATGGGACTGTCA
TCTGCACCAACCACTTTGATCTTTCCATTGAGTGGGAGCCCTGGCTTAAAAGAAGAAGGT
ACGTCCTCAAAGGAGATGGTTCTGATCTGAGTAGTGAAGCTGGCACTTCCACTGCCTTTA
AGAATGACTCCTGTGCCAAACTCCTCCAACTCAGTCGTTACCTCAAAGGTGTCTTGAAAC
CCGTATGAATCAAGGGCAAAGTCTGCCAATTCTACAGTTTGTGTGGCGCATCCACTTTTG
TCTGTAGTGAGTTGAAATGTTTTGCAGATGTCTTTTTGTTCTGAAAGTGAAAACCAAATA
AATTGGTAGGAACGTCTGCAAAATTCTGCTTTGACTGAGCCCACCACTGGTTTCCCATAT
GTGTATTTTCCGCAGATCTTCATTTTTGCCTCTTTATCCAGGATAGTGATCACACTGGGC
AGGTTTACAGTTACTTCAAATTTTGGCAAAACATATTCTTTGATCTCAAAGTTGTAGGAA
ATCGTTTCTCCTTCATCTGTCTCCGCAGAGATCACGTAGATTCCTTGTGCTGCTTCAGGA
ATGGTGGCGTGAGAAAGGTCAAGAATACCTCCGTCAACGTTCTTGTCCAACCATTGGGCG
ATGCGGTTTGAGTTGGGATCCTCAATGGTCACTTCTGTGTACGTGCGGTTGACGGGCATG
AAGTTGGTATCCATGGAAACAATCCGGAATTGGACAGTCTGTCCAGGCTTGTAGATGGGT
TTGTCAGTCTGAACGATGTGGACAAAAGCTGGCGGTTCAATCAGGACTTTGGTGTCCTTG
CTCATTGAGTCTTCCTCACCTTCAATTTTCACACTGATGGATGCCACAGTTTCACTGGAC
ACTATAGGGACCAGAAACTGGAAGCAGCGGTAGAAGTTATTTTGGACAGACTGCTCCGTA
ATCGTGATACTGGAAGAATCCAAATCTAAAGTGATGTTTAAGCTAACGGGTTCTGTGGGG
TTTTGGATCAGAGCGCAGAGAGTTTCCTGGTTTCCTGCTGTTAGACGTGAGCTGACAGTC
ACAAAATAGGTCGTTTCATTTAAGTTGGCCGGCATCACAAAATGCAGGAGGGATGCAGCC
ACAATAGCAGCAAGCAGACGCAGGTGAAGTGTCATGTCTGCAGGACAGCGAGAACCGCAC
CAGACTCCAGAAGATGAAGGTGAGGACTTTCTCCTGTGATCCCTGACAATGAGGGATGCT
CCCCCGGCCATAAGGCCCGGGTTAAA
>CL695Contig1
TTTTTNTTTTCCAAAGATTTTTTTTAATACTNTGGGTCACACTTGATAGTAAAGAACTGG
TGGGCACGGACAATTAACAGCTCAAAATGCACAACAAACTTTCATCACAGAGTGAATAAC
GTCCACTGGAACATATGTGATGGGGGGAGGGGTTCTGCACGGGATCTTGTCAAGCCAGAC
CAGATTGTGGACGGTTAGATAGAAGTCATGTCATTTAGAGCATGGTCCAGTTCTTCACTG



ATGGCTTTGTACTTCAGTTTCTGAGCATAAAGCTCATCTTCTAAATCATCAATAGTCTTC
TCCAGCTTAGCGACAGATCTTTCTGCAAACTCAGCTCTGGTTTCAGCCTCCTTGAGTTTG
TCAGTTAAAATCTTGATTTCCTCTTCATATTTGTCCTCCTTTTGAGAGTATTTCTCAGCC
TGAGCTTCCAGAGACTTGAGGTTGTTGGTGACATTCTTCAGTTCTTCTTCCAGTTCAGCA
CATTTAGCCTCGGCAAGTTCTGCCCTCTCCTCTGTACGCTCCAGCTCCCCTTCAACAATC
ACTAGTTTACGAGCCACCTCTTCATATTTGCGATCGGCTTCCTCTGCTATGTGTTTAGCT
TCTTTTAGCTGAATCTCCTGCAGCTCCATCTTCTCTTCATCTTTTAGGGCCCTGTTCTCG
ATTACCTTCATGCCTCTTTCACTCTCATCTGCTGCCTTCTCTGCTTCCTCCAGTTTCTGT
AACGCTGTTGCCAGTCTCTCCTGAGCTCGGTCCAACTCCTCCTCCACGAGCTGGATGCGC
CTGTTCAGGGAAGCCACTTCAGCCTCAGCATCAGCTGCTTTTTTGTCAGCAACTTCCAGC
TTCTCCTGAGCGTCCTTCAGGGCCTCAGAGTATTTATCCAGCTCATCCTCCGTCGACTTC
AGCTTCTTCTGCATTTGCAGGAGTTCATCTTCATGCTGTTTACTTCTGTCCTCAGCTGCT
TTCCTGTCAGCCTCAGCTTGTTCTGCCTGGTCCAGTGCGTTCTCCTTGTCCAACTTCAGC
ATGAGCATTTTCTTCTTGATGGCTTCCATTTTGGCTGTTGGGTTCCTGAAGCTGACAGGG
AAAACAAACAGAGGATTTTGTCTAAAACAGGTTCTAGAGCTTGTCTAAGCTGGTGGAAGA
ACCAAACTCACTCAAGATATTTTTACCACAT
>CL696Contig1
TCTCTTTATTCGCTCTNAAACCAGCAGCGCTTTTTTTCCCCATCAGACCAACAGTTCCTT
CATTTACTTGGCTAAAAGGTTCAAGCAGGAAATGACAGAGAGGTGGAGTTCAGAAGCGAC
AACACATAAACCGTCAGATCTGGACCTTTGGACCAACAGCCAAAGACGGCGGACCCTCAG
AAGGAAGAGCGGCTCCTCTGAGCTGAAGACATTTGGGATCCTGATGCACGATGATGAGTC
TGGGCAGAAAAAACTCTGGTTGGTTCTGAGAAATATGTAGTGAGTGTTCTGCTCTGGCAC
AAACCAGAACCTTCAGAAGACCAGCACAAACTGCGGGCTTACTTTACCGGGACCCACAGG
AAGCGGACGGCCTGTACTGTCTCTGCAAAACTTCAGAACTTCCAGACTGTTACAGAACCT
GAAGCCGCTTCTTTAGTTTTCCCTGAAACCCTCTTGGGTTCTGTCTTTGAGGTTCTGCTG
GGTTCTAAAGCATTCCTGCCTACGGTGTGATCTGCTGCTGGGACCAATAAAGGTGAGAAG
CTGCTAAACTGGAGCCGGTTCTGCCTGCAGGTGGAGATCCGGCCTCATGGGCGGAGCTTC
AGGCAAACTTCTTCTTGGTGGCTGTGAATCGTTCCATGTACTTCTCGTATCCCTCGATTT
CTCTGAGATTCTTCACTTCGAACAGGTTTCCCTCCAGAGACAGCAGCGACACCTGAGAGT
CGCTCAGGATCGCCTGAGGGATGGAGGACAGCTCCAGACAGTTCTCCTCCAGACGGAGAA
CCTTCAGACGGGGACACAGCGATATCTCAGGGGACACAACCGAGATCTGGTTCTGGTTCA
GGTTGATCTCGATGGCCTGCAGATCCGACACTTCCGGCGGGACGATGTGAATATGGTTCC
GGGACAGGTCCAGCATGTCCAGCTGCCGCAGGGTTCCCAGTCCCAAGGGGAACTCTGAGA
TCTGGTTCCCGGCCAGGTTGAGGGTCCGCAGAGCTCTGAGCTGACCCAGAGTCGGAGGGA
GCCGCTCGATCCGGTTTCCGTTCAGACAGAGGGTCTCCAGCTTCTTCAGCTTCCCCATCT
CGCTGGGCAGAGCAGTCAGCCGGTTGGAGTTCAGGGTCAGACTCCTGAGCTGCAGGAAGT
TCCCAATGGAAGCAGGAAGAACCTCGATCTTGTTTCCCGACAGATCCACGGTCCTCAGGT
TGGCCGTGAGTCTCTGCAGTTCCTCTGGAAACTCCTGCAGCCCCTTGGCCGTCAGCTGGA
ACACCCCCGTCTTCTGGGAGGTCTCCAGGTGAGACCTGAGCGCGCTGTTCCCCATCAGCA
GACAGATGGTCCTTCACCGGTCTACAGCGGCAGGGCGGCGCTCATGTCCAGAAAGTCCTC
AGACGTCACAAACGTCAAAAACTTCGTTCCGGTTCGCGGTTCAGAGGAGGCAGGTTGGTT
TCACCGACGAAATGAAGATGAACTCCCCCCAGGCCTGTGCCGACCCCGAGGATTGTAAAC
AGGCGTTGATCCTCTCAGGGAATGACGTCACAGGACCAGTAGG
>CL696Contig2
TGGCCACTAACTTCGCGCGAGCGGCTCCTTCCTGAATGACTGTTCGGGAGCTCGTGTCAG
AATAGCACGCGCTTTAACTAAGCAGCTGCTTCTAGGACTGAAAATGATGATGAAGAGGCT
CTTCATGGATCGTCGGCCTCTGATGAAGAAGATCAGAGATCCTCAGGAGGAGCTTTAGGG
TGAATCGGTTTTTGTGGAGGAACCTAAAGTTCTGAAACTGCTACGGGAACAGAACCGGAA
CACGCTCGTGCATGAAGGTCGTCTTTTTCTCTTTAAAGGTCTGAGGACTTTCTGGACATG
AGCGCCGCCCTGCCGCTGTAGACCGGTGAAGGACCATCTGTCTGCTGATGGGGAACAGCG
CGCTCAGGTCTCACCTGGAGACCTCCCAGAAGACGGGGGTGTTCCAGCTGACGGCCAAGG
GGCTGCAGGAGTTTCCAGAGGAACTGCAGAGACTCACGGCCAACCTGAGGACCGTGGATC
TGTCGGGAAACAAGATCGAGGTTCTTCCTGCTTCCATTGGGAACTTCCTGCAGCTCAGGA
GTCTGACCCTGAACTCCAACCGGCTGACTGCTCTGCCCAGCGAGATGGGGAAGCTGAAGA
AGCTGGAGACCCTCTGTCTGAACGGAAACCGGATCGAGCGGCTCCCTCCGACTCTGGGTC
AGCTCAGAGCTCTGCGGACCCTCAACCTGGCCGGGAAC
>CL697Contig1
AGCTTTATTTAAATTAAAATCAAAGCAGTGAGTGTGTTCAGCACAGGAAACACACACACA
CTTTCAATAGGGACAAACTAACATCTCTGACAGCTACAACTGAACGTTTTACAGCACTGG
AACAGAGATGGATCAGCAGTAAACACAAAAGAATTTAGATTATTTCAGCATTTTGTTGAA
ATTCGTTAAAAATCAACCTGAACTTGACGTCTGGAAGGGAAAAAAAACTCAAACCACACA
AAAACCCCCATAAAAAATAAATCCTTCTACAACATAGGAGAGGAGGAAGCCGCCGCTGCT
GCTGCTGGGAAAAAAACCCCGATTTTTAGGAACAACTTCTGCGCAGAATGTGGCTGATTG
TCCCGTGTTCTGGTTGTGCAGAGGGACTTCTTGCTCCAGCGTGGTTCTGCAGGTTCGGGG



CAGAACATTCTTCAGGGAGGAAACTTCGACAGATCTGCTTTTTTATTCAGATGCTGGGGT
GAAAATGTTTGCTTCCCTTTGCATTTTGAGATGCTGTTTATTCCTTTTCCCCTCCAGGGC
CCACACCTTTCACTCCTTTACCTCAGCACATTTGTGGGCGGAGTTCTCTTCCTTTGCACA
CAACCTCAGCACGAGTTTTCACCTCTTTACTGTGTGGCAGTATTCTACAGGAAACCCTTT
TCAATGTCTTGTTACCCTCCGCACCTCTGCACCCCTGTACATTGTTCTCTTCCTCTTCTA
AGTCCCCACAATAGCTGGATTGAGGGCAGCGTCTGGCAGTGCAGCATCCTGGCAGTGGTA
CAGGAAGCAGTTGCCCCAGCAGCTGTAGCAGATGAGGAAAAGGGCAGCCAGGAAGACCAA
GGCACAGATGGTGCAGGGTTTCCTTTCCAGCAGGAAGCTGAGCAAGTAGAAGCCCATAAA
CATGGAGTGATTGAACCACAGAGCTGGGTTCAGCGGCTTGGGGATGAGCAGCACAGGGAG
CAGCCACTGTAGACAATACATTGTCCGTGTTGAGTTGGGACAGAGACTGTCCGGTGCAGT
GCAGCCCTGAGCAGGTGACGTCCACGGACAGGTTTATCCAACAGAGCTGGGGTGATGGAG
GAAGAGCTCGGAGCTGCCTGATAGAGTCAGGTCATCCCTGACATATGAAGAGCTCATTCT
TAACAAAAACCAAAAACCAACATCAGATCTGACAGCAGCCGACTGCGCACTAAGCTGCTA
ACCCCAAACTAG
>CL698Contig1
TTTTTGTGAAAAGAATTTTATTTCACAATCTAGTAGAAAACAAATTGCGACAGGTTCAAG
GACTCCGTTAACTCAATTTGTTCCATACAAAATCTGTGGACCTAAACTTTACTGCTAAAT
GTGAATCTGGATGATCTGTAGATGCCTCATTTTGCGTTAAAGACTCCTTAGAATTAATGT
AACTTACTTTTCCGTTCCTTATTCTGCATTTTTCATTTGCAGTTAACGCTTTAGGTTGGT
CAAAACATACGACAAGTGGTAACACAAATCAGCATGAACAAACGGTGAGGGTTATAGATT
TCTGCACAGCCTAACAACACTAACAGAGAGGAAGTCAGCGCGGTCGCTGTAGTTCAGTCC
AGTTTCTAGACCGGGCTCAGTGCTGGCGGTTCCTTCCATTATTTCTGATTTGGAAACACG
TTACATGTAGGACGCCAACTTCTTCATCGCTTCTGTTTGTGGTCTTAGCCCATGAGGTAT
CCTGGCAGCTTCATGCGCATGAACACTCTGGCCATGAAGAAGCTGAGGAGGACACTGACG
AACCCGATGAAGAGCAGCAGGAAGCGGTTCAGTTTGGGAATGTTGGGTGCGTTGGAGCGA
TCCAGGATTATAAATCCCAGACCTCCCATTGTGAAGAGGAAACTGGAAGCCAGTCCTTCC
ATAATGTACTGCCCATTCACTCTGTATGCCAAAAAGGCGACTGGCCGCTGGTGTCCATGT
TCATCAGTCATTGAACCTACACTTGGTGGTTCTACAATGACGTCATAGATTATTCCTCCC
GTTATGAGAAAGTAGGACACGATGACCACCGCGTACACGGTCATGGCCGACGGCATGTGC
AGCCATGACGGCTTCTTCAGCTTAACGTTCGGACACTCCAGCACAGCAAACGGAACACTG
AATAAAGTCTCCATAATACTTTCACAAGAAATTTCCTGCCACAGCGGCGCAAACGGACAC
GTACGCTGACGTCGATCTACGCGATGACTTAGTTCCCCGGCCATAAGGCCCGGG
>CL699Contig1
TCCTTAACCGCGGACGAGCTGCTCAAGGATCATCTGACATTTTCGGGGAGTCCCGGAGAA
TTTTTTTTATTTTAATAGTCAGATATCGAAAAGGGGGGCTCTCAATCATGGTGGTGGTCG
CAACGGGGAGCGGTGGAGCCCACAAGGTGCTCCTGATATCCGGGAAGCAGGCGGGCTCCG
GCGGCTCGCAGACGGCCTTCAGCCGGCCCATCTCCGTCGTTCTCCCGTCCAGCCAAGTGT
CGTCGGATTCGGACTCAAACTCATCTGTGGGGCAGCCGGTGCGGAAGCGGCAGAGGCTCA
CGCACTTGAGTCCAGAGGAGAAAGCCCTGCGCAGGAAACTCAAGAACAGAGTGGCGGCAC
AGACGGCCAGAGACAGAAAAAAGGCCAAAATGGGGGAGCTGGAACAGCAAGTCCTGGAGC
TGGAGCTGGAGAACAAGAAACTTCACATCGAAAACCGGCTGCTCCGAGAAAAAACCAGCG
GTTTGCTGACAGAAAATGAGGAACTGAGACAGAGACTTGGGTTGGACACCCTCGAGTCAA
AACCACAGGTCCAGACGCTGTCGTCCGGCGGGAGCGACGCAGGTTTGGGGACCGGGTCTT
CTGAGTCCGCAGCACTCAGGCTACGTGTGCCTCCGCAGCAGGTGCAGGCCCAGCAGTCCC
TAAAGCTGAAGACCTCTCAATGGATACAGATAGTCCTTACTCTTCAGACACTGAGTCTGA
TCTGCTGTTGGGCATTCTGGACATCCTTGACCCAGAGCTGTTTCTCAAGTCGTGCGAAGA
GCCGTCCCAGGAGGAGCTGCTGGTCCGGANGGGGGGACCCAGTACCTGCCGCCGCACCTG
CAGCTGTGGGGGCCCCATCAGTTAAGCTGGAGACCCTTAATGAACTGATCCACTTTGACC
ACATCTACACCAAGCCCGTGGTAGGGCTGAGTGGCGAGCAGTGTGGCGACCTGGAGAGCA
GCATAGATGAGAAAACAGATGAGGCGTCCTTCCTCGCCGAGGAGCAGCAGCAGGAGGTGG
TGGTGGTTGTGTTGGAGGAGGAGGAGGAGACGACGGTCTGCGTGAAGGACGAACCGGAGG
AGGTGGTGATCCCGGCCTGCCACGGTCAGGCGGGTGACCTCTTCTCCGGCTCCCCCTGCA
AAGTCCTGGGTGCCCTGGAGAAGGAAGCCTGCCTGGGGGACACCTACAGCGACTCCGGAT
ACGAAGGGTCTCCCTCCCCGTTCAGCGACATGTCGTCCCCGCTGTGCTCCGAAAGCTGGG
AAGACATGTTTGCTAACGAACTTTTCCCCCAGCTCATCAGCGTCTGAATCGGCCCCTCTG
CCCACAAAGTTCTAACAAAGTTCCAGCACACTGTACATACACATCAGAGCTAATGTGTAG
CTTCATGAAAACCAGAAAACAACGCATCTTTAAACTGCTTGGTGCCTAGAGAATTCCTGA
AATGAGGGTCTTTAGCGTGACAGCAGGTCTGTACCATCACCGACGCTGCAGCACCGTGTG
GCAGATGGACCCAAACTATATCACAGCATTTAAGATTGCCAGAAAATCTTTCATTCGCTG
TTCGGAACCAATTTTTGGGTGAATTACAGTATTTCTTTGTTTAGTAAGGGGGGGGGGTAC
CCAATGTTTAAATATTACATTTATTTATTTGTGTAATGCCTGGAGTCTGTACGCCTGTAA
ACATCTGTTTTCTGATCATAACTGCTCTTCTGATAGCAAATTACTGCATTAAAACT
>CL700Contig1
CTACGGGGTTAAACGGAAGACGTTTCAAAGAGTTAAAGAAAACCCCCCAAAGCAATGATG



GTTGTGTTAGCTTTGCTCCTCTTAGTCGGTCTGCAGAGCAGTGCTCTAACAGCGACGTAT
GACATCAAGGGTTTGGAAGATACATCTGATGCCCTAAAAAGGAGTGATGTGTGCCAGGAC
TGCACCAAAATATTTGAGCTTCTTGAAGACATGCTCTCCAGTCCTGACCTGCAGAAAAAG
ATCTTGGCGGGCATTGACCATATTTGTGCGCTCCTGCCCGGCCCCACCGCCTCACTCTGC
AAGGAAGAGGTGGACAAGATGCTCCCACTGGCCATCACCTTCTTCACTGGAGTAGCGAAA
CCCGGAGAAGTCTGCAAAATGCTTGGGCTCTGCAACTCCTGTCCAAACAGTGAGATCCTG
AGCTACTTTGTCAACAAGGCCCTGCAGGCGAATCTGCAGAGTGACACTTCCGGACCCCAG
TGCTCCTTCTGCCTCTTTTTTGTGAAGACTTTGGAGGAAATGCTGCCTCAGCAGAGAACT
GAGGAAGCCGTCGCCAAGCTGCTGGACAAGATTTGTCACATTTTGCCCCCCTCTTACCGT
GGCCAGTGTGAGGCCATCATCGACAAGTTCAGCAAGAGCGTGATGGATGCCTTCATCCAC
TACGCCACCCCCCAGACCATCTGTGCTCTCCTGCACATGTGCAAGCAGCAGGAGGAGGAG
GAGGCCTCCGTTTTTGATCCATGCACTTTGACTTTATACAGCTGCAGAGACACAAAGACT
GCCCTTAAATGTGGAACTTTATTCTACTGTCAGAAATTTCTCTGGAAGTCTGTGAACTAC
GACACGCTCTAACCTGATCAGGTTCCGAGCTAAAGGAGAATCAGAATCGCTCATCATCTT
CAAGCTGCAAAGCCGGATTTCTCTCATCTCTTTTTTTATACCGTTTGAGTTTAGTTTACA
AACTGTG
>CL701Contig1
ATTATTTTTGTTTTGCATTTTTGTTTTACATCAGTCTTAACATTCCATTTGCAGTAAGGA
AATTGAAACGTTGCTAAAATAAATATGCACATGTTTTCCTGCTGCACTTCTGCCTTTGTG
ATGCTCCCAGGTGTGAAGGAAAGCAGAAGTGGAGGAAGTGAGCTCTTTTACCACTGGAAC
AGATGTGAAGAAGCAAAGTCCTCTGTCTTTATTGCAGAATCCAGGAGCTGAACCTACAGC
ATATTTCAGTCTCTGCACTGCTTCCGTTGCACAGAGGGTTACTTCTTCTCTGTAAGATGT
GGCTCCAGTAGTTTTTTCATGCTTAACTCCTTCACCAGCTTGTCCACACAGACTTTGAAC
AGAGGCTCAGGCTCCTTGTGCTCCAGCTGCCTCTGTTTCTCCACAGCCTCTTCCAGACTC
AGGCCCACCCACTCTGCCTCCTCTTCTGGGATCTGAAACATATATTTGCTATAGATGGAT
TCCCGTTTGGCAGGGTCATTGGGGTAAAGTTCTGTGTCTTTGCGTGCCAGTCGAAGCAGC
ATTGCTCTCTTCAAATCCATCCCCAGTTTGGAGTTCAGGTCCTCCTTTGGCGTCTTGAGG
ATATAAAAGTCAAAGCCGAATGCGGCGTCGATGAGGTCCAGAGTGCGTGGCGTGACTGTG
ATGGTGAATTTGTGATCAAGGATCTCGCTGTAGAGCTCTCTCTTGAACAGCTGAGGTTTC
CAGGTCTTCTTCAGACGATTTGACATCTTGTCATTGTTGGCGTACCTGAAGCCAGAAACC
CAACCCTCGCCTCCCCACAGGCCGTCCTGGGACTCGGGAGGATAGTAGATGGGTATGGGG
ACATCCTGGACGCGCTCTTTCACTCCAGTCTTTGGGTTGGCTCGGTACTGGACTCCCAGA
GGCCTCCAGTGGACAGGCGTGGGCTCTTTCTTCTCAAGGGACTTGAGGTAGTGTTTAGGG
AGGCGAGCGTAAATTCCTTGCTTCATCTTCATGGCCTCCCACAACTTGGGAGGGTATTTA
TGAAGCGGCATGGCACTTTTTTTTGTCTTCTATTGACAGACGCCGGAAACTTTGTCGCAC
CAAATAATATTTTAAAACACCGTTTTATCCCAGAACCGAACACACAAGGACGTCGTGAAA
GCTTAACATGGCGCGTCTTCCGGCCCCGGCCATAAGGCCCGGGT
>CL702Contig1
TTGGAATCTGTGGCAGGATTCTCTGTTTTTTNGTTCAGAGAGCACTTCAACCTGATCCAT
CTTAGTTCCAATCTGATGGTTTTATCGGTGTTATAATGTACCGTTGTCATGTTTGGTTAA
TGTAGTTACTGTAAATGCTTTTTCCCCCCAGAGCGATAGTATTCACGTTGTATGGGTTCA
CTGCGGTCTGAAAAACGGTTCCGTCTCTGATGGAGTCGCACTGGGCTCGCCAAAAAGCCC
TTCAGTTGGCCCAGCGAAGCCCCCGGTGATCAACTTTGACCCGGAGGTCTGCCGTCTCTG
GATGAACACCAGAACCACGATGATCATCCAGAAGAAGAAGTTGACCCACACCGCCGTCTC
GGCTTTGTACATATTGGTGTAGAATTTGTCTCCTTGCAGTGGGCTGATCCACTTCAAGGC
CTGAGCATCGATACAGTAGGTGATGTTGTGAACAGTCTGCTGGATTGAGTCGCATAGCGA
GTCCCGTCCAATCTTCAGCATGCATCCTGTGATGAGCAGGAAGAAGAGGAAGATGCCACT
GACTATGATGATCAAGTTCATCCACAGGCGCTCCCTTCTGGTGTCTCGCTCCGTGCACAG
AGTGTACGCCCAGGACAGGGAGAGGGACAAACACAACACCGCCACCAGGATGGATATGGC
CGACACAAAGTAGCAGATAGAGGCGGAGCTGGAAGCCTGCACCCCGATGAGTTTGGCCGA
CTCATTGTAGGTGACGCGTCCGTACAGCATGCACAGCCCGCCGAAGTTACCCTGGACTAT
AGTGATGGAGGCGGCGGTGACGATCCCGCAGATGAAACAGCTGACGTACAGCCCCAGCTC
CAGCAGCAGCAGCACGGACAGCGCCATCATCCAGCTGCCCCGGTCCTTCTGGAAGCAGAA
CGATGTAAAAGCGGCAGAGAGGAAGGTAGGCCA
>CL703Contig1
AGGAATTCGGACGAGGAGGAACCAACCCTGCTGGTGTTTGCAGGAGAAGCTTTTGAAATG
GACAACGAGTTCAACGCCTCAAAAGTCTGCTAATAGATTTCTTCAGAGGTCCCACAGTCC
CTGCAGTCCGTCTGGCCGGTCTGGAGCACGTTCTGCACTTCACTGCTGTGGACGGGAAGA
TCTACCTGCGCAGCTACAGGTACTTCAAACTGGCTGCTCTCGCCTTGGAGGGGGCGCTCC
GAGGCTCACGGTGCTGTCCGCCCACAGGTGTCTTCTGAAGAAGTCCGGCTGCAGGGTCCC
GAGGATCGAGCTGGAGGAGATCGGGCCCTCCATGGACCTGGTGCTGAGGAGAACTCACCT
GGCCTCAGACGACCTCTACAAGCTAGCTCACAGGCAGCCTAAAGCTCTGAAGCCCAAGAA
AAAGAAGAACATTTCCCATGATGCCTTTGGTACCAAGTTCGGCCGGGTTCACATGCAGAA
GCAGGACTTGTCCAAATTGCAAACGCGTAAATTGAGGGGTCTGAAGAAGAGGAGGGGCGA



GGTGGTGGCTGAAGAGGAGCAAAGGCCTGAGCCCAAAGTGGCCAAAGTGGAGAGCTGAAG
GCGTCTTCTCCACCGAGATGATTCCTCAACCGCAGAAAGTCTTTAGGTTCCATGAACATT
TTAATTCACCAAGTCCTTTCCTCAGTTTCAAGCCTTTTTATGGCTCTTGTTCCGTAACAT
GGATAAAACCTGGTTTTTATCACCATAGATGATGTGATGTAGGAATAAACTCATCGAGGT
TCTTGTAAAAGTTTGACAAAATAAATTCAAACAAAACAAATGGCTCCCATGATCAATGCA
TTCATGTTGGTCTTAAAGTTTCTTATGGGAATGGATGAGCAGAGTTTTTCTTTTCTTTTT
TTTTCAGATAAAAAGCCGGTTTGGGGCGTTAAATATTTTAAAATAAACGCATAGAGTTAA
ATAACACTAATAGAACATTTTTAGAACTTTATACCACACTGTCATAAATGTGTTTCCATA
CATCAAGACTGTAATGATGGCTCGGTCATTTTTTGCTGCCATTACACGTGTGTCGTCTGC
TGTGATGTTGGTTTTTACTNGTAGGGAAATAAACC
>CL703Contig2
TTTTGTCAACTTTTACAGAACCTCGATGAGTTTATTCCTACATCACATCATCTATGGTGA
TAAAAACCAGGTTTTATCCATGTTACGGAACAAGAGCCATAAAAAGGCTTGAAACTGAGG
AAAGGACTTGGTGAATTAAAATGTTCATGGAACCTAAAGACTTTCTGCGGTTGAGGAATC
ATCTCGGTGGAGAAGACGCCTTCAGCTCTCCACTTTGGCCACTTTGGGCTCAGGCCTTTG
CTCCTCTTCAGCCACCACCTCGCCCCTCCTCTTCTTCAGACCCCTCAATTTACGCGTTTG
CAATTTGGACAAGTCCTGCTTCTGCATGTGAACCCGGCCGAACTTGGTACCAAAGGCATC
ATGGGAAATGTTCTTCTTTTTCTTGGGCTTCAGAGCTTTAGGCTGCCTGTGAGCTAGCTT
GTAGAGGTCGTCTGAGGCCAGGTGAGTTCTCCTCAGCACCAGGTCCATGGAGGGCCCGAT
CTCCTCCAGCTCGATCCTCGGGACCCTGCAGCCGGACTTCTTCAGAAGACACCTGTAGCT
GCGCAGGTAGATCTTCCCGTCCACAGCAGTGAAGTGCAGAACGTGCTCCAGACCGGCCAG
ACGGACTGCAGGGACTGTGGGACCTCTGAAGAAATCTATTAGCAGACTTTTGAGGCGTTT
GAACTCGTTGTCCATTTCAAAAGCTTCTCCTGCAAACACCAGCATGGGTTTGGTTCCTTC
AGGACATTTACTGATCTTAAACTCACTCAGAGAGACAAACTTCTCAACTCCAACTTCAAT
CATGTCCAGAACGTGGAAGTCAAAGAGTCGACCAAAAATTAAGTTGTTGGGTCGTTTCTT
GTTGTGGGAGCCGAACAGGAACAGAGAGCAGTCGCTCTTCTTGGAGAAAAACTCCAGAGA
CGTGGAGTCTTCAAAAGGTCGGGTGATGTTCTTCTTCTTGTAGAGCACGGCGTTGGGCTT
CTTCAGGGAGTAGATGTCTTTGAGGGCCTCAGTGACCGTCTGGTTTGTGTTGCCCCCCTT
CATGATCATGACGCTCTTCACGTTCTCCAACAGTTTGGGTTCTCGGGTCTCCAGGAAGCG
CTTGGAACGCCTCGTCTTCGGTTTTGTGATGCCGTCTGAGTGCGCCATGTCCGTGTCGCG
GTTCGGTTCGGTCCTGTTCTAAGTCTGTGGCGCCAGCAACCGGAACCTCCACGTGAGGTT
CTGTCCGGTAGAAAAACCCCCGGCCATAATGCCCGGGTT
>CL704Contig1
TCACTTTTCTTACTTTAACAAGCACAATTTACAGTTAAAAACAGGCTATGGTCCATTAGT
GCCTTAGACAAGTAATTATATTAGTCACTTGTAAAACACAAGGGCTGGATACTCAAAACA
GCCATCAGGTCAGGTCACCAACTTTGCTTTTTTTTTAACATAATTTTACAAGTGTGCTTC
AAGCCCTTCATAATTTTACAGAGCTAGGGAGAACAGCAGGTTATTTTTTATTAGAACTAC
CTCAGAGACCTGTGTAACATGTTCCTTTTAAAGCATGTCTTTTCAAGTCTGCCATTTTTA
ATCACTTAAGTTTTTCTGATTCAAAATAATAGAAACCTCTTTCTGAGAAAAGGATTGCTC
AGAAAGAAGTTCTGCATCTTGGCCTCTTGAATAGAACCGTTCAGTTTGACCCTATAAGAA
AAATGTTGTGCATTTTCAACCCAATCCCTCTTGTCCAGACATGAAGGGCAAATGGTCTGC
AGCTTCTCTGTACTAAACTCTGAACAAAAGGGAAAACACTTCACTAAAGTTCATTTTAGC
CTTTCAGGTCAAGGGAAACCAAATATCACTAATGGTAATCACAGCACAAATAATATTGTA
GTGTTACCAGGAAAAACAACCAAAAGTTCTCAAATCAAAAACCAGTGATAAAAGGGCCAC
AGAATACCAGTCTTAAAGATGGAACTTTAAATATGCCACAGTAATCTCAATCCAATAAAT
AAACACGTGTTAAGGTGATATATATTAAAGCAGATCTTGTAATCTCATTCAAATTATGCA
AAAAACCAGATGCATGTATTACAGAATCCACACCGATAAGTGACTGTGAAAGCTCCCACC
CAAAAAAAAACAACAAAAACACATTTTACTATAGTTGAACAGACAGATTTTAAACAACAA
AAAACTAACAAAGATCTCTGATTTTACTAAAATAAAACATTTTAGATCAATTTAAAATAA
AAACTTTCAGAACCTGTTAGGGTCCCATCCCCAAAGAGTCATCCATTTTGTTGCATAATA
AAATTTGAATTTGGACTAAAGTTGCTTTAACTGAGTCTATGAATCAATGGTAACTTTCTG
ACAACCGAGTTGTCTATTACAACCGGTTTCCATTTATGGAGGTAAGAAAATTAAATAATT
GAACTCCTGGAAAAGACTGAGGGGAATTTTATTTTGAAGAAATACTGCAGCTTCCAAGGT
GGCTGGAATGTTGACCCTATTTAACCCCTTGCTTTATGCGTGATGCTGACCCCTCTTCTC
ATACGGTGAAAGTTGAGGTAAGGAAGATCTGTGCCAAACAGCACAGGAGCCAATGGTGGT
TATGCACTGTACTGGAGCATTGAGAAGTTCTTAACAGGATTGTTCAGAGCCACACCAGCT
TCTTCCATTTTGTACCAGTCAGAGGTGGAGATAATGTAGTAGACGGGGAAATCGATAGAG
CTGGAGAGACAGTTGAGGTCCTCCAAGCCACAGGTCCCCATGTTGGAGAAGATGAGCCAG
TCTGCTACACTGAGCTCCGGCAACAGGCAGTGCTCCACCACCTGGTCCAGCTGATCCAGA
GATGGGCCCCAAAGGCTGCTGGGATACACGGCCTCGTCAGCACAGAAAGCATGCTTGTGC
AATGAAGGAGCAGCAATGGGGTGTCCAAGCAACTTATGGCTGAATGGGCCATAAACGCCT
TCGTTCATGTAGTACAGGAACTCCGTACCCTCCTTCTTCTCCCCTTGAGATAAGCAGT
>CL705Contig1
GGTAACACACATCATGTGGTGGCTGCCGCCCATTTTCTCTGACGGGGCTGAATTTGCATT



TGCTGCTCCGTCGTTCCTTCCATTCGCCTGGCGGTGTTACTGAACGGGCTGAATCTATCC
ACCCCTACACCTCCCCCTTGGCCTGGTTGAATGAATGACGATGTCGCGTTGTGATGGCCG
GGTGCTGGCTGATGCGTTATTGGTGTGATGGCGGATTGCGGCGGTTCCGGTGCAGAGGAG
GAGCCATCACCGCAGGAAAAGATCCAGGAGTGTTGAGGATGATGGCGAGGGTCACCTCAT
CTATCACAGTGGAGACATGCTAAGAGCGAGATATGAGATTGTGTATACACTAGGAGAGGG
TGCCTTTGGGAAAGTCGTCGAATGCATTGATCACGCAAATAATGGGGAGCTAATAGCCCT
GAAGATCATAAAAAATATAGACCGCTACCGAGAGGCAGCGTTGTCTGAGGTAGAGGTGCT
GAAACAGCTGAATTCTGTTGATGCTGACAAGAGATACTCTTGTGTGCGCATGCTAGACTG
GTTTGACTACCACGGCCACATTTGCATCGCTTTTGAGCTGCTTGGCCTCAGCACCTATGA
TTTCCTCAAAGAGAACAACTTCCAACCTTTTCCCCTGGAACACATCAGGCACATGGCCTT
CCAGATTATTCGAGGTGTAAAATTTTTGCACAAAAACAAGCTGACTCACACAGATTTGAA
GCCTGAAAATATACTCTTTGTAGATTCAAACTACAGTATGGAATACAACCGTGAGAAGAG
ACGAGATGAACGAACGCTGAAGAACCCTGATGTGAGGATTGTTGACTTTGGCAACGCCAC
CTTTGATCACGAGCACCACACTTCAGTGGTCTCCACCCGCCACTATCGCGCCCCGGAAGT
CATTCTAGACTTGGGTTGGGACCATTCCTGTGATGTGTGGAGCATTGGCTGTATACTGAT
TGAATATTACCTTGGAACAACCCTCTTCCAGACTCATGATAGTAAAGAGCACCTCGCTAT
GATGGAGAGAGTCCTAGGCCCCATTCCTGCAAAGCTTCTGGAAAAGACCAGGAAGCGACG
ATACGTTCACAGAAGCCGGCTGGACTGGGATGGTCAGAGCTCTTCTGGGAGATACGTCAG
GAAACACTGCAAACCCCTCAAGCATTACATGTGGTCAAAGGGGGAGGACCACCGGCAGCT
TTTTGATCTCATCGAGAAGATGATGGAATATGACCCCACTAAGCGCATCACTCTGGAGCA
GGCCCTCCATCATCCCTTCTTCTCCTGCTTCTACAAGAGCAGCAACAGGAAAAGCTGCAG
CAGCAACAGAAGCACCAGCAGCAGTAGTGCCGGCAGCAAATGAGGCCTCTGAGCTCCACC
ACCTCCATCCTGGTGCTCTGAAGCAGCCTCCAGTTCCTGACTCTCCAGGAGAGACGTACT
TTGACTGTATCAGTCACAGCTTTGCTCCGGCCTGTTCTGTTTTCAATCTCAATGAAAGTT
ACCATCCTTTTTTTTTTGTTTTGTTGTGATGTAATGAATCCCAACCCAGCAGGTGATTCT
ATTTATTTGTACTTGTAACTCAAAAGCAAAGTTTTCTTTTTGATTAAATGTTAGTCTTAA
ACTCAACTTTTCTTTGTGCATTAGTATGTGCTCAGTGATGGATACTGATACATCTCACCA
GTGCTTTATTTGGTTTTGTGAAACATTAATAGGAACGTTGCATCCTACAAACTTGTACAT
AGACCTTGTTAAAAGAATTCCCTGTCATGTAAGNTTNTTTNNTCCTG
>CL705Contig2
AGGCCAAGCAGCTCAAAAGCGATGCAAATGTGGCCGTGGTAGTCAAACCAGTNTAGCATG
NGCACACAAGNGTATNTCTTGTCAGCATCAACAGAATTCAGCTGTTTCAGCACCTNTACC
TCAGACAACGCTGCCTCTCGGTAGCGGTCTATATTTTTTATGATCTTCAGGGNTATTAGC
TCCCCNTTATTTGNGNGATCAATGCNTTNGNCGNCTTTCCCAAAGGCNCCCTNTCCTAGN
GTATACNCAATNTCATNTACNGAAAACAAAAAAGGTAAGTTAGCCNCNTGGAAAGGATAT
CNCAAGCNTTTGGCCTNTGACTTCTTTACTGAATGTTACNTTGCTATCAAAATACTAGCA
AAAAAAAGGTTTTCTATTCTTTTAAATCATTTTTACTGTTTTTTTTTTTAAAAGCAATGA
GCAATAACTCACTGCAAAATGTAAAAACAAATATCACTTATGTGTACAAGCCCAAATATA
TCAGTCTCTTAAATAATGATTGAAAATATCCAGACGAGAGGAAAGAGTGAGACAAAAGGT
TAACAGTAGAAAGAAAAAGGTATATATTCTGTACATCTCGCTCTTAGCATGTCTCCACTG
TGATAGATGAGGTGACCCTCGCCATCATCCTCAACACTCCTGGATCTTTTCCTGCGGTGA
TGGCTCCTCCTCTGCACCGGAACCGCCGCAATCCGCCATCACACCAATAACGCATCAGCC
AGCACCCGGCCATCACAACGCGACATCGTCATTCATTCAACCAGGCCAAGGGGGAGGTGT
AGGGGTGGATAGATTCAGCCCGTTCAGTAACACCGCCAGGCGAATGGAAGGAACGACGGA
GCAGCAAATGCAAATTCAGCCCCGTCAGAGAAAATGGGCGGCAGCCACCACATGATGTGT
GTTACAGAAGAAAAACATGGCAACAAGATTTTCAGATGAGAAACTTTCTCAGTGTAGTAC
AGATAAAAAAAACTTCAACTTGGTTATACTTCTTTTATGTCATCATAATGCTTTATGCTT
TAATCTCAAGTCCTACTACTGTCCTTAAGATTTTCATCAAAAATCTTTGGTTTATTTCCT
CTTCCATACTCATAATCCTTTACTTCTTCTCCCCCAAAGCTCCCTCATTACTTGAATAAT
TGACATGATTATGCTTAGCAGTGGAGAACATGTAAAAACACAGCAGTAAAGACAACAAAT
GGGTGTTTAGAACTGTTTCAACCCCTGTGATAGTGATGCATCTACTCTGTTGATATTAAA
AGAAAACTTTTTGGGGAGTTTAAGGGTAACTGGACAAGGAAATACTCGTACCGAGGAGGA
TCTGTGGCGAGAATGGCTGCGTCTATACTTTCGGTCTCGGTCTCTGTGTCTGTGACTGCC
GCGTCTGCTACGTCCACTGCGCCCAGAAGACTTGCTGTAATGGTGCCAATCAAGGTCTCT
GTCTTTGCAGGCGTCATCCCGGCTGTTGTCATCATAAATCATGTCAAAATTGTAGTCATT
TGTACGGTGCTCTTGAGAATCCAGCCTCTGGTTTAGACTTCGAGCCTCCAGGTGGTGCCC
CTCATACGCCTTGTGGTGTCGCTGGTGTCTTCTGGATTTGTTTTCTCTTTCGCTGCTGTG
CGAAAGTTTCCTCCGTTTGTGACACTCCATTCCTTCCTCCCAGCTATTTTCATCAAGCCA
GACACCCGGGGAGCGCATGCGCTTTGAATGGCGCATCTTAAATATTAACTCCAGGGAACA
GAAATAGCGAGTTTTTAGACTGAAGAAAACTTGGAGTAAAGGTTTATCAAAACCGTCTGC
GACTCGTTGTCTCTCAAAGATGGCGTTCTTCCGCAGAATCCGATGG
>CL706Contig1
TTATTTGAATNCATNAACATGAAAACCTCCGNAGTGGACGGAACTCCAGAATCTGGTCCA
GATGTTTTAGAACCTGTGTTCTGAAAGCTTTGCAGCAGAATTTACACTGTTGAGGAAACT



TATCAAGAACTTTCAGTCCAATCCAGGAAGTTCTGGACCATCGAAAAGTTCGCCTCTAGA
CCTACAGGAGCAGATCAGAGAACCACGGAACCGGTTTGGACCAAAGATGCTGAGGGGGTG
GAGCCTAAGCCCCTGGGCGCTGAAGGCCCGTCGTCTGGACGAGGAGCTCAGACCACCGAG
GCCTAAGGTTCATGATGGAATGCAGGAAAATAGTCCAAAAGGCCGTCACCGCCTGCCGGG
TCAGAGACGCGTCTGCGGGTCACTGCTCGTTCTGTTGCGTATCTGTGATGGTGGACACGG
CGCCCTGGCCTTTGCTGACGTCGCTGATGCACGCCCACTGACCCTCCATCGACTCCTTCC
ACAGCGTCACCTTGTTGTCTCCGCCTGAAACGGCGAGAATGTTCCCAGTGATGGACCAGC
TGACGTGCCAGACCACATCGTTGAACTTATGCAGCAGCTTCGCCGTCCAGGTGTTGCCTG
CTGGGTCGTCACATGTCCAGATGAAGACACGCCCATCCTGGGAGCAGCTGGCGATGGTGC
TGGTGGGGAGACCAATGGAAGGAGCCCATCCAACGTCTCTGACCCAATCACTGTGAGCCT
CCAGCTTCTGGTCCTCCTTCCACTGACCGTCCTCCTCCTTCCAGAGTTTAACCAGGTTGT
CGCAGCCTCCGGAGACGAAGCGTTTGACGTAGTTCGGTTTCTGTCCGGACGGCTGATCTA
TCAAGCTGCCTGGAACCACAGCCGGAGCCCAACTCACAGCGTTGCAGCCGATAGTGTGTG
CGTTGCTGATCTTTTTCACGTCCCACTGCTGATCTCCAGTTAGGGTGAGGAGGGAAATGG
CTCCATCGGAGCTGCCGCAGGCCAGGATGAGGCCGAACTCATAGGGACCCCAGCAGACAG
AGTTGACTGAGGACTCGTGTCCCGTGTACTCGTACATCTTGTCCCAAGCTCCGTTCTCCT
CCTTCCAGACGATGACCTTCCGGTCGTAGGAGCAGGAGGCCAGGATGTTCCCAAACATGG
GGTGGGCCCACGCCACCTGCCAGACGGGCCCTTCATGGCCTCGGAGGTCTGCCACTAGAA
TCTGTCCTCCGTTCCTGACATCAAAGATCTTGACAGTGCGGTCAGAGGAGCATGTGGCGA
GTCGCGTCCCGTAATAATCCATCTGAGCGTCATGAATCATGTCCTCGTGGGAGGTGTCCA
CGGTGTTAATAACGGAGACCATCGCTGCTGTTTAACCCAAAAACCCTTCAACAGTTTTCT
GGTCGCTTAGCAATGAATCGACCGGGTTTACAAACTACTCCGACGTGGCAACAAGTACCG
CAGACCGCTTCCAGAGCCCGAGACTT
>CL707Contig1
GAGGCTCGCTGCTCCTGAAGGAAATCCAACCCCACCAGCAGGAAGGGGGCGGGGTTTGAG
CGGAGGTCGTCCTCATGTAAACATTCCGGTCAATAAAAGTGAAATGTATTAAATTAAAAA
CAAGCTATGCAATCACAGTGTGGCCAGCCTGATTTCTGGGAAGCGCTTTGGGAATCGGTC
CGTTTTTCTGAGACGATTCCCGCCCAAATTCCGCCCCCCCCCCCTCCCCCCCATTCTGTT
CAGCACACTGGGGGGTGGGGGGGCAGGCAGACCGGAGAACCAACTTGGACCAAAAGCTTC
TTTGATTATTTTTACTGCGAGGTTTGAGAGAGATGAACTCTGGATCTGTAATTTTTTTTT
GTACTCTTTAATATCAAACCTTATCAGCTGTACTGGAAACTGCAACGCCTTCTGTCTTTA
ATGATATCTGAGTTTCACAAAGCACACATAAAGTTTCCTTACAAAACAAAACAAAAAAAA
AA
>CL707Contig2
ACGAGCATTTTCATAAAAGCATGGTTCGGGGTGATGCTTGACAAAAACTTTCTTACAAAG
ACAAAAAAAATATCACAATAAATACAGTCTTAAACACTATACAAAATGGTGCGTCGCTGC
AGGAGCGAGCGGTTCGACGCCGCCTGATCAGGAGCAGGACGGCGAAGCGTGGAGGGGGGA
ATGTTTCAACGATACACAGACGTTCTGGCTGAAACATGGCAAAGTTCATGGAGTTTGCAG
GTCTTCAGGCTGAATAATCGGCTCTCGGTTTCTTGTTGACCTTCATGTCGAACTCGAAGT
CATAATCAAACATGGCAGAAGGGCTGTGTCTGTTCTTGTTCTTCCTCTTCTTGTAGCTCC
CGTGATGGCTGCCTGAGGAAGAGGAGGCGGCTTTCTGAGGCTTCAGGTCGTGCAGCGTGG
AGTCCACGTCCTCCGTGTCCTCCTGACTCGGCTCGTTCTCCTGGTTCTGAAGGTCTGGAG
ACGCATCGCTCTCTGTGCCGCTGCCGGCCTCACGCTTCTCGTTCATGTGATCCGGGATCC
CGCCGAGCGCACACACTGCTGCGACGGACGTGACAGAGGACTTGCTGAACAAACGCTCCG
CTTCCTTGAACTTGCGATTCCTCCGGTCAGTCTTACTATTGGAGTTCTTCTGGTTGGTCA
GGTATCGGTCCCACCCTCGGATGATGTTCCCGTACATCTGAGTGTCCTCCAGGTAGCTGC
CCTCAAAGGCGTAAATCTGCCGCTCCAGGTTCACCAGCGTCTCGGCGAGCTCCTGTTTCC
TCTTCACCAGCTCCGCCAGCTCCCGACGCGTGTCCGGGATTTGCGGCGGGGTCGCCTTCG
CGTGCATCGACATGATGGCTCGTTCCGGAACCGACGGGAGGAGGCGCGCGCGCTCAGGAA
AACTCCCCGGCCATAATGNNCGGGTCTA
>CL708Contig1
GGGTATCCACAAGACGGATCCTTCCACCCTCACAGATGATGAGCTCAGCCGCTTTTCCCG
CCTGGACATCGATCCAGCCTCCGTTACCTGGCAAAGGGTTTTGGACACCAACGATCGATT
CTTGAGGAAGATCACTATTGGCCAGTCTCCAACTGAGAAGGGATACACAAGAGAGGCTCA
GTTTGATATCACAGTGGCCAGTGAGATCATGGCGGTCCTGGCCCTCACCAGCAGCCTGAA
GGACATGCGGCAGCGCCTGGCTAAGATGGTCGTAGCCACCAGCCGCAGCGGAGAGCCAAT
CACCACGGAAGACCTGGGTGTGAGTGGAGCTCTAACGGTGCTGATGAAAGATGCCATCAA
ACCAAACCTGATGCAGACGTTGGAGGGAACACCAGTGTTTGTTCATGCGGGCCCTTTTGC
CAACATCGCCCATGGAAACTCTTCCATTCTGGCTGATAAAATTGCGTTGAAGCTGGTTGG
ACCAGACGGTTTTGTAGTGACGGAAGCTGGTTTCGGTGCTGATATCGGCATGGAAAAGTT
CTTTAACATCAAGTGCCGCTACTCGGGCCTGAGGCCTCATGTAGTGGTGCTGGTGGCCAC
GGTGCGAGCTCTGAAGATGCACGGCGGAGGACCGACGGTGGCTGCTGGGATGCCGCTGCC
AAAAGAATATATAGAGGAGAACCTGGAGCTGCTGAAGAACGGCTGCAGCAACATGAGGAA
GCAAATCGAAAATGCAAAGCACTTTGGCGTGCCCGTGGTGGTGGCTGTCAATGCTTTTAA



GACTGATACGGAGGCTGAGCTAGACTTAATTTGCAACGTGGCGAAAGCTGCTGGAGCCTT
TGACGCTGTGCACTGTTCCCACTGGGCGGAGGGTGGAGCCGGTGCTGTGGCCCTTGGTCA
GGCCGTCCAGAAAGCCAGTGAGGCTCCCAGCAACTTCAAATTCCTCTACGACTTGGATCT
CTCAATCGCTGACAAAATCCGAATAATTGCTCAGAAGATCTATGGAGCTGATGACATTGA
GCTTCTCCCAGAGGCCCAGCGTAAGGTGGAGCTCTACACCAAACAGGGGTTTGGAAAACT
TCCAATCTGCATGGCAAAGACGCACTTGTCTCTTTCTCACGAGGCGGACAAGAAGGGCGT
ACCGACCGGTTTTGTCCTGCCGATCCGAGACATCCGAGCCAGCGTGGGCGCTGGCTTCCT
CTACCCTTTAGTCGGAACTATGCCCACCATCCCTGGCCTGCCCACTCGACCTTGTTTCTA
CGACATCGACCTGGACCCTGAGACCGAGCAGGTCAACGGGCTTTTCTGAGCACGACGACG
AAGCCCTTTAATGAAGAGAGCAAAGGCACACGTGGAATACAGACCAAGTCTGCGGACATC
CTCCCCTTAGATTTCCTAGTTCCTCAAAAAGCTTAGGAGTTCTCCTTACTGCTATGAGTT
TTGTTGGACTTGAACAAATATTAATTAAAACCGCCCTGAATCTTTTAGATTCTAGCCGGC
TTTGTTACTTTTATTTGGCTTTAAGTGTAGAGGGGATGGGCTGATCGTCAACGGTTACCA
GGGTAGACATAATCATAGTTTGCTACCTGTAATTACTAGTCTGACTTTTATTTGTGTCTC
TAATAAAAAGTTTTGACATTCTTCTTACACATTCTTACACCACATTCAGAACCACAAAAA
CAGTTGTTTAAGCTCTTTAATGTTGTTTTTTTCCCCTGAGCGCTACCACATCTGGAGCAT
TATATGTTGGGGGAAAAAAAGAAAAAACATAATGTTGGAACAGAAGTCTGAGACTGTACT
TCACCAAAATGTAATTTTGATTAAATATAGTTCTATTAAAATGCTTTGTACTGAACACTA
CATTTTACTTACATTTTTAAAATTGCTTAACATTTTTGTTGATTTTGTTGTGTTGAAATG
GTTAACTTCTTTTGTGTGAATCAGACTTTGTTTCTATGATCTTTCAGAAAGACCCAAAAA
NATTTTTAATAAAGGCTCAAA
>CL709Contig1
ACCGTCATGGCGCCTATGAAGAAGAAGCAGAACACCGGCAAAGGTGGGAAGAAGAAGAAG
CAGGTCCTGAAGTTCACTCTAGACTGCACCCATCCTGTGGAGGATGGCATCATGGATGCT
GCCAACTTCGAGCAGTTCCTGCAGGAGCGCATCAAGGTGAACGGGAAAGCTGGCAACCTG
GGTGGAGGTGTGGTCTCCATCGAGAGGAGCAAGAGCAAAATCACAGTTTCCTCTGAGGTG
CCTTTCTCCAAAAGGTATCTGAAGTATCTGACCAAGAAGTACCTGAAGAAGAACAATCTG
CGTGACTGGCTGCGCGTGGTCGCCAACACCAAGGAGAGCTACGAACTGCGCTACTTCCAG
ATTAATCAGGATGAAGAGGAGGAGGAGGATGAAGATTAGATGCTTCTTTTTGTACATTAA
ATTTTGTTTGGAGTACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAGGGGCGGCCGC
>CL710Contig1
ATTCGGCACGAGGGTNAATTTCCCGTGCATGGCGTGGTTCTCAGACTATCCAACATTTCA
GACCGAAAACTAGGGCGTAATTTTTTATCAGATCGTTTCTAAAAGTAGCTAAACGGACAG
ATTTGGTTGTAACTTTTTGTCTCCCGGTATTTCCGGCGGCTGTCTTCGCTCCTCGTCGGC
GGATTTTGTCGCTTGTCATCGCTCGGTTAGCTCGCCAGCAGCCGCGGCTCTGTGAAAATG
GCGGATGTACCAGCAGAGAAGAGCCTGGACGATTTCTTCGCCAAGCGGGATAAAAAGAAG
AAGAAAGGGAAGGAGCCGGTCGTTGTGCCCGCGTCCGCAGCGGCGAAGAAGACTAAGAAA
GAGAAGGAGAAATCTGCTAAAAACGAGAACCAAGACGCTCAAGTGGAAAAGGACGATGAG
GAGTGGAAAGAGTTTGAGCTGAAGGAGGTGGACTACACTGGGCTTCGCCTCCAGGCTTTA
CAGATGAGTGATGAACGAGAGGAAGAGGAGTATGAGAAGGAGGAGGTGGGAGAGGATGGA
GAGATCATTCTGGTTAGTGGGGACAAAGTGTCCGGCCCCTGGAACAAGTCTGGGGCTCCT
CCCCCTGCCGCCGCTGCTGCTCCTGATGTTGAAGAAGTGGAGGCGCCTGAAGCCAAGCCT
TCCGGCGTGTACCGACCTCCTGGAGCCAGGCTGACCACCAACAAACGGGGCCCCACCCAG
GGCCCCCCAGAGATCTTCAGCGACACGCAGTTCCCCTCGCTGTCGGCCTCGGCGAAGCAC
GTGGAGACGCGCAAAGACAAAGAAATGGAGAAGACGTTCGAGGTGGTGAAGCACCGGAAC
CGCGGCCGGGAGGAGACCACGGGCGCCTCCGTGCAGCACCTGCAGCTCGACAACCAGTAC
GCCATCCTGGGGGACAAGTAGAAGCTCCGCCCTCCCGCTCAGCCCACGGGAGGAAGCTGA
CTCCGGCTGTCTGGGCTGCAGTCCTGACAGAGATGCTGCACCCCCCCCTCCCCCTCCCCG
GTCACCACACCAAACAAAAGTACACAATGCCACGGCAGCGACACGCTTCACACACGTCAC
ACACACCCGGTCAGCAGAACTGAGGGGCTGCAGCGGAAGGGGCAGGAAAAGGGGGGGGTC
TTCATAACATACCCCAACATCCGACACTGCAGCGAGTGTCGTCGCCCCCTGTGGGCGGTG
ATCAGAGCGGCGGTTGTGTGGCGCAGCTTCTGCCCGGACTTCAACGCGCTTTGACGCTTC
CTCAGAGGACGGAAGACTTTAGACGACCCGACGGACTCTCCGTGAAAACTACGCTTTGTG
TTTTCTTTTTGTGTTTTTGGCCAAGCGCGCACGCTTCCTCTGAGGTGCGGTCCCGGGACG
CGGTGATGCTTCTCCAGCGGCGTTTGTTTTGGATTTTTTTTTTTCTCTCTCCCTGGGGGG
CGGGGGCGAACCCCGGCCGTCCACCCGGCTGTTTCAAACTGGGTTTTCACGCATGCTGAC
GACACTCTGGAGGTGGCGGCCATCCTCACAATCTCTTTATCAAGTGACCTTACTGACGAA
GAGTCGCGGAGGCCTCTTCATCTCTCACCACTTTGCAAAGAGAGGAAACGTCTCCAAAGG
TTCTGGTCCAGATTGTAGTTCTGTTGTAGATTGCCTGATGATTACAGCGATTTACTGTCA
TCCGTGTCCACTGGTGGATCTTGCTCCTCTTTACCTTCAAAACATGAAAGAAATTGAATA
AATAAAGCTTGTTTCTAATCTGAGACGGTCCTGTCGGCGGCGTTTCACAAGAAAAGCAAC
AGCTGGGATGCATTTATTTTGAAAATATCCAAAGCAAAGAGGACAATCCGTAAAATGTGA
AACCATAAGAGTCCTCGGTTTTCTGGAAATGAGGCAAACCTCGGCGTCGATCGGCTCGCC



CTCGTCTTTGAGGAAGGGTTTGTCGTGACGGTCCATGGTTCCTCTGGTCCGGCTCTGAAG
CTCCAGGTCTTCATTCCCACCTTCACCCTCAGCGTTGATCTAGATTTACTGCTACTAGGA
ATAAAGGAGCGTACCAAGCCGTCTGAAAGACTCAATGATCAGTTTTTCAAAATAAAAGTA
CTTTTGAAAAAAGTGACTTCTGAGTTATTTAAAAAAAAAGAGAGAGAAAACATTTGTTAA
ACTTTTATTCATTTGAATGAAATTCAGACCTCCTGAATTGTATTTTTTAATTAATTTTGT
CTCCGAATGAAAATTTACAAAATTTAAGTTTATAAATTACAAAAAAGGTCATGTTATTCA
AATAAAAATNAAGAAAT
>CL711Contig1
TTTTTTTTTTATCAATAGATAAGGTAAAATAAAAGAAATTCCTCAATGAAACAGTTGGAG
AAAATTCACTTGAGGTCTATCTGAGGTTTATCCAAATTATAAAACATAATTTCTCACATT
ATTTTTCTGTAACATTTAAAATGTATTACAAAGGGTCACCATACATTACAGCAATGTCAA
GAACATGGAGTATGTTCTACAACTCAAAAACGATTTGTGCAGATATGAATAATCCCAGAC
AGGAAAAGACAAAGACTGAGTTTCTGCAAATGTGCTAAAGGCCCTCCAGCTGTTTAAATG
CAGATTTCATGAATTCAACTGAGGTTAGAACTTTTGGTACAATGTAGCTGTTAGTGATTT
ACTTACAAATAAAATGGGTATTGAATATGTTTTGGGCTGATGAGGTAACAGAAGAACAAA
GAGTTTAGCTAACAGACTTGAGCTTGGCCCACGGGTTCGTGCCACGCACCTCCACCGGTG
GATTGTTGGAAAACATGTGATTGCACAATTCATCCAGAGGTGGCTCTGGATCTGTGGTGG
CAAACTGAGCAGCATCTTCAATTTCTTTCCTCACCTCCACATCAATCACCTTCAACTCTT
CCACGCTTGCCATGTTGTTGCTGAGGAGACGATCCTTCAGCAGAGAGATGGGGTCACTCT
TACTGCGAACCTCCTGGATCTCCTCACGGGTCCGGTAGCTGATGCCAGGATCGCTCATGC
TGTGGCCGTGATAGCGGTATGTCTGCAGTTCCATGAGAATGGGGCCCTTGCCAGACCGGC
AGTGTTCGGCTGCAAACCTTGTTGCTTCACGAACACAAAGAACATCCATCCCATCAACCC
TAAGTCCAGGAATAAACTCTCCTCTCTTGTAGTAGTCTGTGCTGGCTGCAGCTCGCTCCA
CTGATGTGCCCATGCCGTACCTGTTGTTCTCACAGATGAAGATGACGGGCAACTTCCACA
GAGATGCCATGTTGTACGTTTCAAAAATCTGACCCTGGTTGGCAGCACCATCCCCGTACA
GACAGACACAAAGCTCATTGTTGCCCTGATACTTGCAGGCCAGCGCCACACCAGCACCAA
GAGGAACCTGAGCTCCAACGATTCCGTTTCCACCATAGAAGTTTTTACAATACATGTGCA
TAGAACCTCCTTTGCCCTTTGCAATACCTCCTCTTCTACCTGTGAGTTCAGCCATAATCT
TCTTCACAGTGCCTCCCCGGGTGTAGGTGTAGCCGTGGGCACGGTACGCAGTGATCAGGT
GATCGCTCATATTAATGGATGCTTCGATACCAACAGCACAGGCTTCCTGGCCATCATACA
AGTGGCAGAACCCTCTGATGATCTTCTGCTTATACAGCTGGTCAGCCTTCAGCTCCATCC
GCCTGATGGTCTGCATGATATGGTAATACTTCAGGCCCTCCTCACGAGTCATCACCACCT
CAGTGGCCGGAGCCTCATCCAGTTTATGGAGGTCGCATTTCTTTATTTCAAAAGTAGCCT
GGGTTGTGAAGTCTGAATAGGAGCGCACGGAGACTGCTGCTGCAGCGCCACTCTTCTGAG
CGCAAGCCCTCAACAGACTGGATATATTAGTCAGCATCTTTCCCGGTTCGGTTCCAGTCG
GCAGAAATCCGTCCTTCCTAAAGCCCCTGTCCTTCCGGCAGCATTCTTCTTCTGCGCCTG
TAATGACTGTAGCGTGGACAGTACTGCCCCCCCCGGCCATAATGCCCGGG
>CL712Contig1
TTGTATTTCCGTTCTTCAAGGGTATCTGAAGACACAAGGCCAGACAACATGTACCGGTTT
GCAAAGGCTGCAGCTAACATCAGCAGTCGGGCTGCTCAGCAGGTGAGACATGGATCCAGC
GGCCAAAACAACTTCCACGCCAAGTACGGCATGGGGGTGTTGGTCAGTGGAACCGTCTTC
TGCACGGCCGTGTGGGCATATGTTTTGACTCAGACCGGCATCGCCTGGAACTTGTCACCT
GTTGGGAAGGTGATGCCCAAAGAGTGGAGACAGGCTGAGGAGTGAAGATCCAGCATGACA
CACCTGCACCTCAACTGAGACGCCTCCTGGATGTACAGATGACAAACCAATACCTGCTTC
TTTTTTCCAACATGTTGTCCAAAATAAATTCCTCAATTCCACTTATGGTTTTGTGTAAAT
GATGCTCTACACAAGAACAATGATGACTGTAGCATCTAGGTTAGGCCTTTTTTTAGGCTT
AATCCAATTTGTACGTCAAAGGTTTAGTTTTTTGTTTGTACAAAAGACACTCTAATTTTT
GTTCAACAATGTTTGTGAAAAGTTGACGGTTCCAGGGCCAGATTTGTTTTGAAAGAACAG
TTTAGCGTCAATTTTAAAGCATGTAGTTTGATCCCAAGATGCCTAACAATTAGACTCAGA
AGCACTGCTGCCTCACAACATCAATTAAATTCACAGAGAAGTGGGCATTTAAAAAAAAAA
>CL713Contig1
CTGCGNACAGCAGCACCTGGNTGGNAGNAACTACGCAATGAGCGTGAAGNAGAGGGACCG
GNAAGNAAAGACAAACAGNAAAATAAAGAAGAAGAAGGAGAGCGACCTGCCATCTGCCAT
CCTTCAGACCAGCGGCGTGGCAGAGTTCACCAAGNAAACGCTCCAAGCTAGTGCTACCTG
CACCTCAGATCAGTGATGCTGAGCTGGAGGAAGTGGTCAAACTGGGTGTGGCCAGTGAAG
TGGCACGCCAGGCTGCCGAGGAGAGTGAAAGTGGAAACTCCGCCTCCTCCGCCCTTTTGT
CAGAGTACAACATCACAAACAACATGGCTGCCGGACTGCGGACCCCTCGCACCCCTGCGG
CTCAGGACAGGATAATGCAGGAAGCCCAGAACCTGATGGCTCTGACCAACATTGACACCC
CTCTGAAGGGGGGGCTCAACACGCCTCTGCACGAAAGCGACTTCAGCGGAGTGACGCCAC
AGCGGCAGCAGATCCAGACGCCCAACACGGTCCTCAGCACGCCGTTCAGAACCCCCGGAC
CCGGTCAGACCTCGGATGGCATGACCCCCCAGGCCGGCGGGGCAGTGACCCCACGAGGGC
TGGGTACGCCAGGACTGACTCCGGGGCGCACGCCGCTGAGAGATAAGCTGAACATCAATA
CAGATGAGCAGGCGACTGATCCCACGTTCACCAAACACACGCAAAAGGAAAGCTTGCAGC
AGCTCAGGCAGGGTCTGATGTCACTTCCTGCTCCGAAAAACGACTTTGAGATCGTTCTTC



CGGAAAACGCAGAGAAAGAGCTTGAAGAAATGGAGGCGGAGACTGGATTTGTGGAAGACT
CGGCGGACATTGAAGCGCGAAAGCAGGCTCAGCGAGACGCCCAGAGAGAGAAGGAGCTGA
AGCTGCGGCACACGCCCGTTCAGAGGAACCTGCCGAGGCCGTCAGAGGTCAACGAGTCCG
TCCTCCGGCCCGCCTCCATGGAGCCGCCGTCTGACCTACAGATGGCTGAGGAACTGGTCA
AACAGGAAATGATCACCATGCTGCATTACGACTGCCTCCATCATCCGACGGCTAACGCAA
CAAACCCTCTGCAGCGCGGCAAAGCCAAAGGCCCCGCCTCCACCTCAAACAACGCTTCAC
ACATTGCTTACCTGGAAGCACACACCTACAAGCCTGTCAGCCCCGAGGACATGGAACAGG
CGAAGGCCATCCTGGCGGCAGAAATGGAGGTGGTGAAGGCTGGAATGGGTCATGGCGACC
TCAGCTTGGAGGCCTACAGCCAGGTGTGGGAGGAATGCTACGGACAGGTGTTGTACCTGC
CGGCTCAGAACAGGTACACCAGAGCCAACCTGGCCTCCAAGAAGGATCGCATAGAAAGCC
TGGAGAAGAAGCTGGAGGTGAACCGCAGTCACATGACGGCAGACGCTCGCAGAGCCGCTA
AACTGGAGAAGAAACTGAAAATCCTGCTGGGGGGGTTTCAGTCCAGAGCGCTTGGGCTCC
TCAAGCAGCACAATGAATTATGGGAGCAGGTGGAGCAGGCAGCAACTGAACTGCAGACGT
TTGCTCAGCTGAAGAAGCAGGAGGACACAGCCATTCCCAGGAGACAAGCGGCTCTGCGGG
AGGATGTGGAGCGGCAGATGGAGAGGGAGAAAGAGCTGCAGCAGAGGTACGGCGAGCTGC
TGATGGAGAGGGAGGCTCTGCTCAACACCTCCCAGAAGTTCTGATGATGTCATCAGCTCA
CGACCTGCCACCACCTTTGCACACAGTGTCGATGTGATCATCATAGAGCGCAGCTTCTTG
TCTGTGTTTGGTCTCAGTCTGAGCTTTGAGCATGTCTAATGATTCTTGTTTCTCTATTGG
TGACCAATAAAGTTTCTTTTCAATCANNNGAAAAAAAAAAAAANN
>CL713Contig2
TTTTTNTNNNGGTTGAAAAGAAACTTTATTGGTCACCAATAGAGAAACAAGAATCATTAG
ACATGCTCAAAGCTCAGACTGAGACCAAACACAGACAAGAAGCTGCGCTCTATGATGATC
ACATCGACACTGTGTGCAAAGGTGGTGGCAGGTCGTGAGCTGATGACATCATCAGAACTT
CTGGGAGGTGTTGAGCAGAGCCTCCCTCTCCATCAGCAGCTCGCCGTACCTCTGCTGCCT
GCTCCACCTGCTCCCATAATTCATTGTGCTGCTTGAGGAGCCCAAGCGCTCTGGACTGAA
ACCCCCCCAGCAGGATTTTCAGTTTCTTCTCCAGTTTAGCGGCTCTGCGAGCGTCTGCCG
TCATGTGACTGCGGTTCACCTCCAGCTTCTTCTCCAGGCTTTCTATGCGATCCTTCTTGG
AGGCCAG
>CL714Contig1
TTTTTTTTTTCATTGTCAAAACATCTTTATTCCTCAAAAGAAATCAAATCCGTCTTATCA
CCATTCAGTGCATGGGATGTCAACAAGCTACAGATTTGATAAGAAATCACATCAGTTTTC
TGCATCGCGGTCGTGGTGTTTTTTCCCCGTGAGTCGACATCCACTCGCATTCCCGCTGTC
ATTGTGGCGTATCAGCAGCGTGCCGCACAGGAAGCAGTCCTTTAAAAACCAGTCATTTCT
GCATCCAAGGCTGCTCCTCAGCAGGTACAGGGCGTCACGGTCAGATGTTCCTGCAGCACG
GCTTGTTCTCTTCCGTGCTTTCCGCCCCGGAGCTGTTGAGCGATACAGCGCTGATGGGGC
CTCGCAGCACCTCTCTGCTGCTCACCTTCCTGTGAATCTCTGCCAAGACGCCGTTAAATG
CTGCTTCTACATTAGTGGATTCCAAAGCGGACGTCTCCAGGAACATCAGGCCGTTCTTGT
CTGCAAAGTCTTTGGCCTCCTCAGAGGGCACAGATCTCTCAGACTCCAGGTCCGTCTTGT
TGCCCACCAGCATTACCACCATGTGTTGGTCGGCATGGTCCAACAGCTCCTTCAGCCAGC
GCTCCACGCTCTCGTACGTCAGGTGTTTGGTGATGTCGTACACCAGCAGGGCTCCAACTG
CACCTCTGTAGTACGCGGAGGTGATGGCCCGGTACCGCTCCAGACCGGCTGTGTCCCAGA
TCTGGGCCTTGATGGTGAAGCTGTTGAGCTGCACCGTCCGTGTGCTGAACTCCACCCCGA
TGGTGGTACGGCTGTCGTGGCTAAACTCGTTTTTGGTGAAGCGGGACAGCAAGTTGCTTT
TTCCAACCCCAGATTCTCCTATGAGAACCACCTTGAAGACAAAGTTGTAAGCCTCGTCTG
ACCCCATGCTGCCGCCCCCCCCTCTTCCTTCTGCCAAGGATGTGAAGCTACACCTCACTG
GAGCAAAGCTCGGATCGGCCTCATGGGTGTCAGCCCCCAGCGACCCTCCCCTGCCTGAGC
CAACGCAGAAACGGCTTGTTTGAACAGGACGTGCAGAGCGTATCCAGGCTGCTGCTGCTG
CTGCTGCCCTCGTGCCGAA
>CL715Contig1
AATGTAATTTCATAAAAGTTATGAAACTTTAAAATACAAAGTACTTCAGAGCCTTGTGGG
AAGTGAAAATGTGCAGCTTTCAACCTTGTGGTTATGAGCACAGAAAGTTAGACAAGAGAA
CCGTTTCTGAACGTCTATTCAGTGAAATCATTTGGTTAACTTTCAAATCCCACTGGGTTT
TTTCAGTTTTTATTGTACAATTTTACAGTAACAATTTGTACAAATGTTAACAAAAATGAA
ATTCCGGCCTGAGTAGAAATGTTTTCTGGGGAAAGAAAAAGTCATTGAGCGCTGTTCTGT
CTTCATCAAGCCGACTAGGAAACGCGTCGCTTTGAGGGAGGGCAACACCAACATCTCACT
TTTAAAGTGATGAAGCTTCCTCCTCTTCACTGAACACGTGTAAACCACAAATAAAGGGGA
GGAGAATCACTGCTTGATAATAAGATTTTATGAGAAAATGGTCACAAAAATCCAATTCCT
GTGTCGATTTGATAACTGCACAGGAAACCTGTTGATCGTTGGTTTGGTCCAGATCCACAG
AGCTAAGAAGCCGAGCTGCAGAGTCGGCGGTGGTGGTGGGGGGCATCGGGATGGTTTAGG
AGCGAGTGTACTTCCCCCAGATGTGAAGCATGAAGACTGAAGCAATAAACAAGAGGCTCA
TCACCAGCACTGGCACCGGTCCAACTTTGAGCCCCGGTGAGTCTTCAGTGTAGAAGCGCC
ACATGCCACCAGTGCCTGCTGATCCTGTGGTCCGTCCGCCGCTACGTGTGCTGCTGCTGG
TGGCTTTTCTTTGTCTGACAGTGGAGCCTGCAGCCCGAGGAGCCACAGTCTTACTTGGGG
AACGACTAGAAGCCCCCACATTTGTAGCACTTGCTGCTTGTCCAGGCATGTTTTTGCTAT



TTTAGTCCTGAGAAACGCACTGAAAGTCTAAGCGCCTCTTCAGATAAATGTCCACTTCAA
ATGAATAGAAGTCTGCTAATCCCTCGTG
>CL716Contig1
ATGAAATGTTTATTAAAACTAACATAAAAAAAAAAGAAAAAAAGAATGATTTGTTCTACA
AAAGAATATAACAAATTTTAGGAGCCGTTTTCGTGTGGATCTTCTTCCATGTCCTTCTCT
TCCTGGTCATTCCCTTCATAACCTTCTTCCATGTGCGTCTCCCCAGCTTCAGTGGTTTCC
TCTTCATCCTCTTCTTCCTCCACCTCGGGCAGACCTTGTCTGTCCTCTCGGCCCGGAATC
TGCCCCGCCAGGAGCATGCCCCTCAGCCTCTCCACCTCAGCCAGCGACGAGGCGTTGCTG
ATGGCGTGCTTGATGGCTTCCACCTCTGCCTGAGACGGTCCAGACCTCTTCTTCTCCTGC
TGCTGGGCAACTCCAGGAATGAACGTTTTAGTTCGCTTGGCGATGTCTTTGGCCAACTGG
GCGCCCCGTTTTCCTTTGAATAACTTCTCGGCCTCCTGTCGTTCCTTTAGCTTGACCTTC
TGAAAGTCCAGAACACGGATGTGTGGCAGTTTGCTGATGACGTAGAGCCGGTAATGCTTC
TTGTTTGTGACTGGGTTCCTTAACAGGCTGAGCAGAGTTAGGGTCTTCACTGAGGCCAGA
GGGTCCAGGTCGCCCAACTCCTGGATGTTGTTGTTGGTCAGAACCAGCTCCCTCAGACCA
GGCAGACACTGCTCCAGGTTGTCTCCTAAACGACAGATTCTGTTGTTGTTCATCAAAAGA
GTTTTCAGCCGCTTCAGCAAAGGAAAGCCGTCCAGTTTCCTTACTTCATTATCTGAAAAG
TCAATGGTGTCAAACTGGTCCAGAGTGGCTCCGAGGTTCTCCAGAACTGGGATTTTGTAG
CCCCGAAGATCCAGCTCCCTGTCCCGAACCGGGTTGGTATACTGGGCCGCTTGCTCGATG
AGCTCAGCAGAAAGCTTGACCATTTCGACAGAAGAAACTTCCTCAGTTAGACTTTAATGC
ACAGCTCTACGTCGGAGCTGCGTCGCACGCTGCCGCCACACAAAGATCTGCTCTCC
>CL717Contig1
TAGTGGATNCCCCGGGCTNCANGAANTCGNCANGAGGGGCCTCTGCTGAAGGGCACTTGT
CCGGTTCAATTTACGCAGGGGTCGAGTAGCAAAGGACCATTAATTTCTTCACCATGGGAG
GACACGACGCCGGATCGCAGCATCAGTTCACTGGAATTGCCAAATACTTCAATTCTTACA
CAATCATAGGAAGGAGGAATTGCGTGTTGGCCACGTACGCCAGCATCGCAGCCATCGTCC
TTTTCTTCAAACTGAAACCCAAGAAACAGGCGGCCGTCACAGAAAAATAGCCATGTTCAA
ACATCTGGGAGTGGAGAGCAGCTGGACGTGCTTGTGTGAAAATATGATTTCTCTGTGTTG
AATAAATAAAGAAGCATTCTATCCAGATCCTTAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAATTAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTTT
>CL718Contig1
TTCTTTTATCAGCAGCTTCACTTGAAAACTGTGAAGACAAACTTTACACAAACTAATTAC
ATTATTTACGTTGAAATCTTACTTTTTTGCTTTTATTTTATTTACATTATAGATTTTAGT
CACATAAAAATGTAAACTGAATTTCTATCTTTTTACTCCTTTCGACTAGATTTAGTCAAA
GATTTAAAGTCACAGACTTTTTTTCTGAAATCATGGGAAAAAAACATTTTAAAAAGCTTA
AACTCAAACTTGCATTCTGACTCTTGTCAGAACTCAAGTTTGAGTTGATATTTTTTCATT
TTCTGTTTGTTTAATATTTAAACATAAATGTATTATTTTAATTGAGTGTCAAATATTGAA
AAACTGCAGCTTGTCAGAAACCCTTTTTTGGACTGCTGCTAATTTTTTGTAGCAACAATT
TTTGTTTCTGCTCTGAAAGTTAAGGGGAAAGTTAAGGGTTAAATATATCACCATTATGTA
ATGTTAAATTAGTGTCTTCATTTTAAACAGACAAGTATTTTAAAAACATAAGTTTAAGGT
TAGCTTCACTATATGAAAAAAATTCTTATTTGTCCTTTTATTGAGTTTTGACACATCATT
AACTTGGTTTTATTAAATCTTAGTCTTAACTTTTCCCTTAACCATCAAATTAGAAGCTAA
AATCAGGCGCCAACTTCGGGTTCTTGAAGGCCGGTCTGCTACCTAAACTGCTGCTTAGAC
TTATGACTGCTCTTTAGCAGTAGCAGAGGTTTCCCCAGCATGCATTGCTGAACTCGTCC
>CL718Contig2
GTTCTTTTATCAGCAGCTTCATTTTAAAACTGTGAAGACAAACTTTACACAAACTAATTA
CATTATTTACGTTGAAATCTTACTTTTTTGCTTTTATTTTATTTACATTATAGATTTTAG
TCACATAAAAATGTAAACTGAATTTCTATCTTTTTACTCCTTTTAACTAGATTTAGTCAA
GGATTTAAAGTAACAGACTTTTTCTGAAATCATGGGAAAAAAACATTTTAAAAAGCTTAA
ACTCAAAGTTGCATTCTGACTCTTGTCAGAACTCAAGTTTGAGTTGATATTTTTTCATTT
TCTGTGTTTGTTTAATATTTAAACATAAATGTATTATTTTAATTTAGTGTCAAATATTGA
ATGACTGCAGCTTGTCAAACCTTTTTTTGAACTGCTGCTAATTTTTTGTAGCAACAATTC
TTGTTTCTGCTCTGAAAGTTAAGGGGAAAGTTAAGGGTTAAATATTTCACCATTATGTAA
TGTTAAATCAGTGTCTTCATTTTAAACAGACAAGTATTTTAAGAACTTAAGTTTAAGGTT
AACTTTACCATATGAAAAAAAATGTATTTGTCCTTTTATTGAGTTTTGACACATCATTAA
CTTCGTTTTATTAAATCTTAGTCTTAACATTTCCCTTAACCATCAAATTAGAAGCTACAA
ATCAGGCGCCAACTTCAGGTTCTTGAAGGTCGGTCTGCTACCTAAACTGCTGCTCAGACA
TATGACTGCTCTTAAGCAGCAGCAGAGGTTTCCCAGCATGCATTGCTGAACTCGTCTCGC
TCCACTCTCCACAGCTGAAGACGGGCCACTACAGTCTGCATCATCACTGTCCTCACAATA
TTTTACTAACCTTTTCAACTTATTTCTATTTTTTATGTTTAACTTCCCCATTATCTACTT
TGTCTACTAACTGGTTGATCAAACCTATTTATAGATATCCAATTACTTAGTTACTACAAT
AATCTAACATGATAAATGGGGGGAGAGGCAGTGCTTTGATGCATAGTTGACAGCAGTCTT
GTGGAGAAATCTGAAAAAGCTTTTTTCAGATTTGCTCGGACAGCAGCATGCACACAGTTG
GTTTTTGATCCGGGCGCTCTCAGGCCCCGCTGTTCTGCAGCTGTCTGAGCACGGCGTCGG
AGAGGACGGGGCCGTGCTGCTGGTGACACCTCCGCTTCTCTGCGCCGAGTCGCAGGTTTT



TCAGGAAACTGTCTTTGTGTTTTGATACCAGCTGGTGATGCTCTTTGTCTAGCCTCTTTC
CCACGGGACCCTTCCTCAGCTCATCCCACTCCTCGCTGGTCGTGTGTTTAAAGGCCTCCC
CTCTGTAAAAGCTTCTGGAAGCGGGGTAGTCTACCCCGACTTGGCACAGATGCTCCAGAC
TCGGAGCCACCAGGTGGAGCTCGTCTCCGTCGTAGCCGTAGAACTTCTTGTCCTCACAGG
TCATCAGGACGAGCTGGTCACAGGGGTACGGGCTGCCCTCCACATAACCCACCACCTGCA
TCTGAACTGTGGTGGGCAGGAAGAACTTCCCCCACGCGTTCAGGTCTGCAGCGTTGCACT
TGGTGTCATCCAGGACCCCCACGGTTAGTGTTGCACCGTCTGGACTGTTCAGCTGGAAGG
TCTTATTTCTTTTGTTGCAGATTGTGTTTGACACCCAGTCGCGGTATTTGGGCCCAGTGA
TGCCATTGCACTGAGGGAACGAAGACATGGTGGCCATTGTTCTGGAATGACAGTGGGCTG
AGGTTTTCTCCATGTTACCTTAATAGGTTTTGGTTCGTTTTTCTTCTTTACATTGCTTTG
TTGTTTTTTTTTCTTTTCGTTTTTCTTCTTTACATTTCTCTGTTTTCGTCTTTGAGGAAA
AAAATCTTTCAAACCGCAGCGTCACGATTCTTCATCATACGTGGAAATGTCGGTACATCT
TCTGGACGGCGCCCGTTTAATTCACCGCCGATATTGATCCCGATCGGATCTGGGGGATTT
TTTAGGGGGGGGGGGTTGTGTGAACACCGATCGCACACCAATCTCTCCGTGACTTTACAT
TTTATTTGAGATTTAAAAGAAGAAGAAAAAACAGACAAAAACAAAAGGTTTATTGACAGA
GATGAAAAACATTTTGTCACTGAAATAATCTATTCTTTTCTTTTAAGCTTTGACAGTTTT
GGTGAACAGAGACTTTAGAAACCACAGCAGCAGAAGGTGTAATTGGCAGTGAAAAGCGTC
ACCTTCCAGCAAAGAGGTCCTCTGCAGACGTTTGGACGCCCCGTCACTGTTGGGAAACAG
TTCAACCTGAACCAACACGGATCTGCCTTCCCAAAGTCTCCTTTCAGAAACTTTGGGAAC
CAGAAACGTGTTGAGTCTAAAGCAGACAGGAACAAACGCATAAAACAGGAACAGGTTCCA
TACCGCCGTCAACCCTGCGTTGGGATGTCCCGCCCTTTTCCTTTCTCGGGGGGGGGTGTC
ATGGAATCGACTCTGTTCCATCCGGTCCTGGTGCCCGGCCATAATGCCCGGGTTAAACGC
CGCT
>CL719Contig1
TTTTTTNTNNGGAAAAACAATTGTTTTAATGTTAAATGAAACAAAAGTGCAGCTCTGTTT
CCGCCACACAGTTCCACTGCTTTGATTTTCAAACACATTTTATGCAACAATAAACACTTT
TGACATGGTCGGTGAGTGGGAAATAATACAGGAACTCCTGAATGAAGTTCACAGTTGTTT
TACACCATAACCTTTATAAACTTTTTTACCCCCAGTTCAACTCAATATTCTATGGGTGAT
GTTAAAAGGGGTGTTCGGTACCAAAGATCAAAACAAAAGGAGTCAAATGAGCCGCCTGCT
GTATCTGAAGCAATGAAGGCCACTCATTCAAATCACCGCCTTGATTTTCCAGCTACAATC
TCGTTTTTAGATTCCAATAATCTGAAAACATGTCTGTTCTTTTTATAAATTCTTGTCCTT
TACCTCAAAGATTGACCAATTCCCACCTTTTGTTGCAACACATTCAGACCAAAAAACATG
TTAATCCTAATTTAAGTTTCATAAAGAAAGACAAACATAAAAGCCTAAAATGTCACAACT
TCAAAACTCAGAGTTTTAAGCCAGCAAAACAAGAACACAAAGTAAGACAGCAGTTACCTT
ACTTAAAAAATAAAAATTAAATAAAGAGGTACAAGTCTTAAATTCAGCCTTTACCAATCC
AATGGATGACTGACAGTGTCATAACAAGTCCAACAGATGTTTCTGAAGGGTCTTGTAAAA
TGTTGTAAATTTATCTAGCATGCGCTTTCCAATTCAAGGCAATTTAGGTACCCTCCAATT
ACAAAGGGAGTCCATGTTTGTTGATGCCCTGCTGAAGATCTGCCAAAGACACAGGAAAAC
TTGTCTTGCAGAGGCATAACTTCCCAAAATGCAACCCATCCTTCCCTCTGCGTGTCCCTC
CGGCGTCCCCGCTTCCTCCCCTCACTGGATGGCCTGCTCGTTGGCTGTGCTGCCTGAATC
TTGGGGTTTCATGACATCAGGAAGCTCAGGCGGGGTGGAAAATGACTCGATCCTCAGCTG
CTCAAATGAGTCGTCACCCAGACGAAAGGCTAAACCCACTGTCGCCGGGGCTTGAGGTCG
TGCTGTTTGATTCGTGAAGCCACAATTTCCAAGAGTCTGAGTGTCATTAAGCAGCACGTC
ATCCTTATATAGTCTCTGATCTTCAGGTGGCTTTTTCAAAATGCCTTCCACAATGCGCTT
CAGTTCATAGACTGTGGTAGACTCTTTGGCATCTGTGAAGATGGTCGTCTTGTGACGTCT
GATCATTAAAAACACATCCATTTCTTGCGGTTTGCTGCACACAGGAAAAAAAAGCCGCAA
CTGCACGACGACAACTCTGAGCTCATAACATTATATCCCCGGCCATAATGCCCGGG
>CL720Contig1
CGAGGCGGCGCCAAGGAGTAATTGATGCAAAAGTCCACAGTCCTTCTGGAGCTCTGGAAG
AGTGCTGCGTCACGGAGATCGACCAAGATAAGTACGCAGTTCGGTTCATCCCCAGAGAGA
ACGGCCTCTATCTGATCGATGTGAAGTTCAACGGAAGTCACATTCCAGGAAGTCCCTTTA
AGATCAGAGTGGGAGAGACCGGTCAGGCTGGAGACCCTGGAATGGTTTCTGCCTATGGGG
CGGGACTAGAGGGAGGCACCACAGGAACCGCATGCGAGTTTGTGGTAAACACCAGCACTG
CGGGCCCCGGCGCCCTGGCCGTGACCATCGACGGGCCCTCCAAGGTGAAGATGGACTGCG
TGGAATGCCCCGAGGGTTACAAAGTCACATACACCCCAATGGCGCCAGGCAACTATCTAA
TCTCCATCAAATATGGCGGCCCTTACCACATCGTGGGAAGCCCCTTCAAAGCCAAGATCA
CAGGTTCCAAGCTGGTTTCCAGCCACAGTATGCACGAAACCTCCTCAGTCATGGTCGACC
CAGTGACCCGAGCAATCAGCTGCTCTCAGCAGGGAGCTCCTGTCCACTCAGATGCCAGCA
AGGTGGTGGCTAAAGGTCCGGGCCTGACCAAAGGCTTCATCGGTCAGAAGAACAACTTCT
GTGTGGACTGCAGCAAAGCAGGTCGTAACATGCTCCTGGTCGGCGTGGATGGTCCCAAGG
TCCCCTGCGAGGAAATCCTAGTGAAGCATTTGGGCAACCGGGTGTACAATGTGAGCTACC
AGCTGAAGGAGAAGGGGGAGTACATCCTGGTGGTGAAATGGGGAGACGAGCACATCCCCG
GCAGCCCCTACCACATCACCGTCTAAAGCCACAGATCATAACTTACCACTGTTCCAAACG
ACTGAATCTTGTCCTGCCTGTTGTCGTTTACAGACCGCTGCCGCCGCTCTAAGTTTCAGA



TTCAGCTTTCCTGTTTTGATAGAACTATTTAAAACCAACTTCAGATGGGTTTTTAATCAG
TTGTCACTACACTTGTTTCATTCTGCTCTTCACAACAATCGGAAGACTTTAGGGAGAGAA
AGATGCACCTTTTTTATTACTGTAAAGTAGCACTCGGCTGTTCTTCCCTCCACACTTCCC
ACCTTCAGTGGGCGTTGGATTAGATCCGTCTGGATTGGAGCAGAACTTCGGGATAGAAGA
ACACGTGTAGGTGGTGGGGCCCTGCTTTGGCTGGAAGGTTAATATTTACTGTAGCTTCCC
TGTGATGAACAGATCCACCAGTTTTAGGAGCTTCATGCTTTCCTTAGATTTTATTGGATT
GTTGAAAGGTCGTCTTCTGTCGCTTGTGGAGTCTTGCATGTTCAGTGACTGCTTGCTCTC
CCCAGCATGTGGTGTTCATGACGATCTTTAACTAACCTGGTTGTTTATTTGCTGCTAAGT
GTGACCCAGTTGTTGCCTCTGCTGTTCTGATGAGGAGGAGGAGGTGTGGAAAAGTTTGAA
CACAGGAGGAAGGCTCGTAGTGCTTTGTTGCAGCTGTGCTTGCTCCACACTGATGACAGG
AAATATTTTGCTTCAGTCCTTCTGATGCTAAAACTCCCGCAGTCACAAAGTTTTCAGATT
CAGAAAACCGTCGGCGTCCGCGCTCTGATTGGAGAACTGTTTGTGATGAACAGATTCAAA
AAGGGAAGTGCAGTTCAGAAGAGGTAGAGTTAACCAGGGTCACAATGACCCTCCCCTCAG
TTTGTTCCCCTCACTCACTTTGCGGCTTATCTGCCTTTCAGAACTTAAAAATGAATGAAA
ATGGCTTTAAAGTGATTGTAAGTCAGTATTTTGATACACAATAAAGTATTTTTCTGTCAG
TCTAAAAAAAAAA
>CL721Contig1
GAAAAAAAAAAACCAGTGAGGCAAAGGTCTACCACTGTAAACGGGCTGTCTGATGGACTC
ATTCGCTCTGGGACTTGGGTTGGGGAATCTGTAAAAAAGAGAGGAACGGGTGGGAGAACG
GTAAATGACTATTGCTGTCCTTCTCTTCACCTGTGGGTGTGCCATCAGGTTGGGAAAATT
TACACCAGCTACCTGCGAAGAGTTGGTGCTTTTAGTATTTTCAAGCCACATACACTTGTT
AGGATAAGAAGTTGCTTCCAGTTCTTGTTTAAAACCCGACTGCTAAGTTGGTCAAAAGTA
AGAGGGTTTAGTTTCCTGCCTGGGTGAGTTGACAGATTCATGGGGCAAAAGGACTGTGCA
TTAAATGAGTACAGCTGGAAACCGGTTCATTATCGCCCCCATCGTTCATTCATGGATTTA
AGGCTTCTTTGATGATGTCAAACTAGGTATCTGATATTTATGCTCGCTGCTGGTTGCATT
CTAAAAAGCGCGTGGAGCAGCACTCCTAGCAGCAGATTGTGTTCATAAATAAGAGCTTTT
GAAAGTTAAACCAGTCGCGTGCCATTGGGTGTTTTCTTTTCTTTTTTAAACAGAGGTGAT
ATGTTCGCATGCACAGCTCGGTGCCACCTCGTCTTTTCCTGCTGTTAATTCTGCTCGACT
GACCCAAATCTGCAGGATGCTCGGTTTGGTCTTAGATTCTTCTGTGTTGGTCGGAGTGCT
ACTTGTAAGAATCTGAGAAGAAGACTGCAGCGTTGCTCTGGAAAGAATGTTCCCCTTGGA
CCAGGTCTGCACAGCTTAAATGCGCTGGCCTCAATTGCACCTTTCTGTCCTGAAGAGTGA
CGAGTCGGCCTTCGCAGTTTTTCTGTTGATTTGGGCTGAAACTAAGAAAAATGCGATCGA
ATCCAAGTTGTGCTGGATGACGTTGGTAATGTGCACTGCACAGAGCAGCCTCATCATCCT
CATCTTCCTCTGGGTGTAGACCAGGGCAAAGAACAAGGACAGGAATGTGTTGTTCACTCG
CACACAAGTTCTCAAGGCGTGTAAAAACCGAACAAACATAAGTGGCGCGTAGATTCTTTT
TTAAGCCGAGATGTCATTTATACCATTTTAATTTAATTGAACTGTTGGTAACGGCTTCTA
CAATTGAGACAAAAGTGAACTCCTCGTCCTCAAAGTGCATGGACCTCAGAAATGTCAGGT
TGGATCATCAAAATTATTTAAAAGCTATATTGTAGTCAAAAAATCAGTTTTTTCTTTTAT
TTCGGAAATCCATCACCAGCTATTAGTGACATTTTTTTTGTTTTTCTTCAACACAGAGAT
TCATGCTCTTAAAGTCGTAGCCTTCTGTTCTTCTACCTGGTCTACAGGATGAAGCCTGAT
CCCAAAACCAGTCTTGTCTTGTACTTTTGGTTTCAAGCTTTTAAAAATGTCAAACATGTC
TGACAGTATTTTTAAACAGCATAGAGGAGGGAGGAGTAGTACCGTACTCATTTATTCAGG
CTTAGTTTTGGCGCTTTATCTGCGTTTCTCTGCAGTAGATCTGAAAGGCCTGTCCTTTAC
TCTGGCCATCTTTGTGTTGAGCACTCAGGAGAACGGCTGGCCTCCCGGCTGCCCGTTTGA
AAGCATTGCTAGGACCACCAGTGCTGGCTTCATCTTCTTCTTTTTTTTGTAAACAATCCT
GGGTGAAAAGACTAAATGTAAAAGCAACTCAAGTTTATTCTACATGTCGTTTTTATTTTT
AGATCTTTCTTGTCATTTTAAATCCTGTTGTTTGGAATGCTGAAGCAGTGACATAAACAA
AGCAACAGGAAAACCACGCTGTATGCAAAAGTCTGTAAATATGAAATGTGAGTTTGTTCA
TACTGGAATATTCACATGCACATGACTGGAAACTGCATTTGTAAACTAGCTTTGGTTTGT
GTAATAAATTACTTTCTATAACCTCCAGTTCTTATTCATTGTAGTTGGGAGCTCTACGAA
TGGAAGGAGATGATCAGCTCTGTGTGTTTTTTCAAATGTTAAAACAGCTCTTGAGTCACT
AAATAACCACAGGAAATTTTTTAAAGAATTTTCAACGTAGACATAACAGAATTTCCAAGG
TTTCTAAGCAAAGATTTGGATTAAATTGATCTGCTGTCTAGTCGTTTGAACCATTTTTAC
ATTGAGACGTCTTCGCCCATTAATGCTAGCTTTTATATTGTGTATATAATTGTGTCAAGA
CTGTATTTTTATTTAATCATTTATTGGGGAAAATGAGTGACAACATCA
>CL722Contig1
AACTCGGCTGCCTGAAGCTGCGGCTCGGTGGTCTGTGAATGCATGGTTTCCATCCATAAA
TCCCGACTTGAAGCGGGTAACTGTCTATAGAAGGAGTCTTTCAACCTGTTTTGCTATTAC
ATTTTTTTTTTTGTACTTTTGAAATTATGGGCGTGGTCGTGGAAACAATATCCCCCGGCG
ATGGACGAACATTTCCAAAGAAAGGCCAAACATGCGTGGTTCATTACATAGGCATGTTAC
AGAACGGAAAAAAGTTCGACTCCTCCCGGGACAGGAACAAGCCTTTTAAGTTCAAGATTG
GACGGATGGAGGTCATAAAAGGCTGGGAGGAAGGAGTTGCACAAATGAGCCTCGGTCAAA
GAGCCAAAATCACCTGCACACCTGATATGGCGTACGGCGCCACCGGCCATCCCGGGGTCA
TCCCACCAAACGCCACCCTCGTTTTTGACGTGGAGCTGCTCAAGCTGGAGTGAAGCCTGC



AACAGAAAAACGCTAAAGGTTGTTTCAGTGAGGGGGCCACACCTGGTTGCCACCTCCTTT
ATTTTGATCTCTACGGTCCTCTAACTCAGCATTTACATGTGTCCTGTGCTGCTTTGTTGC
CATCCTGTCCTTATAGATTTTGCTACAAAGAAACCCCAAGACTTTTACACCATTTTTGAT
TTCTTCATCTTAATCGAAACAAACTGCCTTACCAAATGATGAATGGAAGAGGACATGTAT
TCAAGATACAACATCTCTGCTCTGTATATTACCTGGGCATTATACACACAACTGTTTGCA
TTGTCACTTTGATAAAGTGTTGTCCTGCTGAATGCTCTGAATGACCTTTAGTTTATTTTA
TAAATTTTATGCACATTTGCGGCAAGTGTACCCGATCAACTTCAACCCAATACTGTACAG
CACTCAAGCCAATATGACCTAAATAAAAGTGGGGTGTACTGTGTTGAGAAAAAAAAAAAA
AAAAAAACCCCATAAAAAAAAAA
>CL723Contig1
ACCCGGGCATTATGGCCGGGGTCGACTCGAGTGCGCATGCGTGAAATGCTCGGCGACTCG
GGGCTTCTCCAGCTACTTGGTTTGATATTCTGAGTTGACCCGCAGAGTCATTTTAGGAGC
AAACATGTCTACAAGTGATTTTTATCTGAGGTATTACGTCGGGCACAAGGGGAAGTTTGG
ACACGAGTTTTTGGAATTTGAGTTTCGGCCTGACGGTAAACTCAGGTACGCCAACAACAG
CAACTACAAGAATGACGTCATGATCAGGAAGGAGGCCTATGTGCACAAAAGTGTGATGGA
GGAGCTCAAGAGGATCATTGACGACAGCGAAATAACCAAGGAAGATGATGCTCTGTGGCC
GCCACCTGACAGAGTTGGAAGACAGGAGCTGGAGATCGTCATCGGAGACGAGCACATTTC
CTTCACAACTTCTAAAATCGGGTCCTTAATCGACGTGAATCAGTCAAAGGATCCTGAAGG
TCTCAGAGTCTTCTATTACCTGGTCCAGGACCTCAAGTGTCTCGTCTTCAGTCTGATCGG
CCTGCATTTCAAGATCAAGCCCATCTAAGATGCGCACGTCACTTCCGTGCACGTTTATGT
TCTTCTACTTTGTTTGTACATTTGTTTTTTGGGGAATTTTTTATTCTGAATAAACAGTTG
AGGAAAAAAAAAAAAAAAAAAAAAAA
>CL724Contig1
AGGNGNGGAGCTCTNGATCATTTGAATTCNTTGGGCACTGTCGGCCTACTGGACAGAAGT
AGAAGGCAGGGTCCGGAAGGAAGCAGACGATGAAGATGATGAAGACGGCGCTGCTGCTGC
TGGCGTTTCTGTGCGTGGCGTGGGCTCAGGATGTGCTGGAGTACGACGACTATGATTCAG
ACAACAAACCTTCAAAACCAAAGAATCAGACGGTGGATGGAGCGGCCGTGGACGCCCGCG
GTCATCGGCCACTCGACAGAGGCAGGGAAACGTACAGCAGCCGTTATGTTCCTCCCCCCA
TCACCGGAGGCGGCAGGTACCGTGGACGGCCTACCCCGGCCCCTGTAGGAGGCCAAAAAA
AGCAGGAAAAGGTTCCTCAACCTGATTCTGGAGGATGTACTCATGCCTCTGAAGAGATGG
GTGTTTTATGTCCAACTGGCTGTGAGCTGAAGACCACACTGATAAAGCAAGAAAAAAATG
TCAAGTTGGTCATTAATGAGCTCAAGCCCGAAGTTGATGAATTGTCCCAATCCTCAAACA
AGATCTTTGATTATGTCAATGGAATGTCCGACTCTCTGAGAGAACGACAAAGACTCGTAG
TCGACAACAACATGGTGGTGGGTCAGTTTACCGATCAAGTGGAGGAGAACCATGCCTACA
TCAAGGAAGTCGTGGACACAGTTTTCCCATCCAACATCAGGGTGCTTGAGGGGGTTCTGA
ACAGGATCAGACAAAAGATCCAGAAGCTCGAGACAGCCATTCAAGCCCAGAGGGACAAGT
GCAGAATCCCAAATGTATATGATCCAGCCTGACCCTCTCTACCCACCATACAAGGCCTTC
TGTGATCAAACAACCAAGAATGGAGGATGGCTTTTAATCCAGAACAGGCTTGATGGCAGC
GTGGATTTCGGTCGA
>CL724Contig2
CAATATGTTTATTGTGTAGCGTCAGACAGCGTAGTTAACTTGTCCGGATTCACAGTCGTC
ACACAAACAAGACACGCCAAGTCCACTCATACAAACAGCTGGTCACTTTTTCTATAAAAC
ATTTTATAAAGTTAGTGTCATCTGCAAACATGATTCTTTGGTCGATAAGAATTTTTTCAA
ACCCTAACTCACATGTGTTTTTGAAGACTTCTAAAATTGTTTTTGTGTCTTTATTTCGTT
GCTCAGAAGTAATTTTAGATTTGAGCGTTTCCTGTCTGTGTCAACACTGGACTGTTATCT
TGATTCAAAGAAGGGTCTGATCTTCATGCTGATGGCCTTGAGCGAGTACCAGCTGCCCTT
CCAGTTCATCCACACCACGCCGTCGTCTGTGCCGTGCTTTGCCATCTGCTTTGTGTAAGC
TCCGCCCATATAGTATCGCCCGTTGGGATTGGCTGAGTGACAGCGGTTGTACCACCATCC
ACCACCATCTTCTCTGGAGCACTGCTTGGAAGGATTACCAGGGTTCCAGTTGTCATTGTC
TCTGTCGTAGGTACTGAACATCATGCCATTGTGAATAGTCATGGTTCGATTTTCCCCAAA
GAGCTCCAGGGATCCTTCCAGGAAACAGTTGCCGGCATTACCAGAGTAACCTTCAACGGC
CAGTACGTAGTTGGACGTCTCTGACTGGACAGTGAAGCGGCGGTAACTGGCATGGACCTT
GGTTCCTGTCCAGTCCTCCATTTCAATAAGAACCTCAGTTGGGCCAATCTTGGTTATCTG
ACTGATGCGCTCGTTGCCCAGCCAGTACTCACCAGGAATCTCACAGTGACGCTTGGTTGC
CGGGAAAGCAATGTTGCCAAAACCACGGCGGTATTCGTCCCAGCGTCGACCGAAATCCAC
GCTGCCATCAAGCCTGTTCTGGATTAAAAGCCATCCTCCATTCTTGGTTGTTTGATCACA
GAAGGCCTTGTATGGTGGGTAGAGAGGGTCAGGCTGGATCATATACATTTGGGATTCTGT
TCCACCACGGCGGTAGATGTCCTCACACTCCTTACCAGATACCACCGGTATGGGGCACTT
GGTAGTACACGGAGTCCTGCACTTGTCCCTCTGGGCTTGAATGGCTGTCTCGAGCTTCTG
GATCTTTTGTCTGATCCTGTTCAGAACCCCCTCAAGCACCCTGATGTTGGATGGGAAAAC
TGTGTCCACGACTTCCTTGATGTAGGCATGGTTCTCCTCCACTTGATCGGTAAACTGACC
CACCACCATGTTGTTGTCGACTACGAGTCTTTGTCGTTCTCTCAGAGAGTCGGACATTCC
ATTGACATAATCAAAGATCTTGTTTGAGGATTGGGACAATTCATCAACTTCGGGCTTGAG
CTCATTAATGACCAACTTGACATTTTTTTCTTGCTTTATCAGTGTGGTCTTCAGCTCACA



GCCAGTTGGACATAAAACACCCATCTCTTCAGAGGCATGAGTACATCCTCCAGAATCAGG
TTGAGGAACCTTTTCCTGCTTTT
>CL724Contig3
ACTGTTTCCTGGAAGGATCCCTGGAGCTCTTTGGGGAAAATCGAACCATGACTATTCACA
ATGGCATGATGTTCAGTACCTACGACAGAGACAATGACAACTGGAACCCTGGTAATCCTT
CCAAGCAGTGCTCCAGAGAAGATGGTGGTGGATGGTGGTACAACCGCTGTCACTCAGCCA
ATCCCAACGGGCGATACTATATGGGCGGAGCTTACACAAAGCAGATGTCAAAGCACGGCA
CAGACGACGGCGTGGTGTGGATGAACTGGAAGGGCAGCTGGTACTCACTCAAGGCCATCA
GCATGAAGATCAGACCCTTCTTTGAATCAAGATAACAGTCCAGTGTTGACACAGACAGGA
AACGCTCAAATCTAAAATCACTGCTGAACAACGAAATCCAGAACCTTTGATTTTTCCCGA
ACTGCTGTAAGCGTCTTCGCCAAGATGTCGGCACGAGCCGTGAACTTCTGCTCAGACACT
GGACACAAAACGCTGCATGACTTCAACAAGTCTGGTCACTTTTCAACCCAAAAGGATCCA
ACGAACCGTATTGGTGGACGATGGCTCTGCGGTGGGCGTTGTAGACGTCCGTCACCTTCA
TCATTGACTTCTCTGCGGCTTCCTCTAACGCTTTTGCTTTTTCACACACGGATTGGAGTT
TTCTGTCCACGTCCGTCTCCAGTCGAGAAATCCAACCCTGCAGTCTGCAGCCGGACGGAC
ATTTAGAAACCTGTGGAGAGACAAGAGGGCCAGACATTTCACCAACCAACCAAAAACGCC
GTGACCTTCATCGTAGAAACGCTTTCTTTCAAACTGTATAAAAAGGTGAAGTAAGCAGCA
TTTTGCCAGAGGAACTTCCATTTTTGCATAATGATCGATAATATTTTGTTACGTCTGAAC
TTTTTGGAATCTGTGGTCGTAATTGATTTAGCAAAAAAGCTAGCAAGTATTTTTTCAAAG
TTCAATGCAAACATTTTCCACAGATACTATCGTTATTTGAGATTGTAGGATTTCGTACTT
TAGTCATTTATCTCACAAATAAATGCAAACCAGATTTAGCCGAATTTTAGCAGAAGATAA
ATAAAAAAAAACAAT
>CL725Contig1
TTTATTAAAAGAACTTTTATGAGAATNCAAACAGACTGCAGGTAAAGTAACGGTTGACAA
AGCGATCGTCAGATCATTGAAGATGCTTTGCTGCTCCACTTTCTCTTGAAGTTGAAGCTT
CCAGTTTTCCATTACGGGCCAGGTTTCCTTCTGGAGAGCAGCTGGGACACTGAAGGAGTA
CAGACAGCACGTGTGACCGGCGCCGTCAGCCCGCCACCTTACTGAGGCTGTTGTCAGCGT
CAGCGGCGTCATGGACAGACAGTTTTCAAAGCTCTCGGTCTGATCAAAGCAGTAGACGAC
AGGGTAACCCAATAAAAGGCCAAACACGGTGCACAGGTTCCACCCTGCAGATCTGCTCCC
AACACGAAAAGGCTGCTGAGGCTGCTGGAGGCGAAGATCGCCAACAAGACGCTGTAGATG
TTGAAGTGTGCTTTTCAGCTGCGTCTGGGGGTCTGCCATGAAGGGCCTCTCCAGGGACGA
GCCGACATCCACCCCGGCCACGCTGCAGTCGGTGAGCGCACGCTCCAGATGGGAACTCAC
TGCACTCACATTGATAACGACACTGTTTCCGTCCAACTCCACTGTGAGAAGAGAGCCGGA
GAGGAGCCCGACAGACTGCAGGTCGCTCAAATACCGCTGCACCTGCTCCACGCCGGCGCC
GTTGCCGTCATAAAGCAGAGCGGGTTTTAAGCCTAAATCTACAGCGGTCACCTGAGCAGC
CAGGTCCAGACTTTGGGAGGTGGAGAGGGATTTTCTGCCCACACGCAGACAGCAGCGAGC
TGCCGCCACGCAGCGCTCCGCTGCAGACATGGTGGAATTCAAACGCTTTCAACTGGAAAG
TGCAGGTGTTGGAATAGACGGCTGTCTTTACAGGTGGTCCATGCAGGTTCAAAGAGACAC
AAAAAACAGGAAAATAGTACAACTTTTTATGAACTTTTGTGGTTCTTTTTTCATTTTTTT
TCTTTGCTGGTCCAACAGGCCATCATTCTGATGCCCCGGGGCCGCGCTACGTCACAGGCT
GAGGAGACATCAGGTCAAAGTCTGAAAGATTTCTCGCAACCCAAACACCAGCAGCAAATA
GCCCCAAGTTGACAAGAAGATTCCTTTTAAAATCGTTTCTGTCCGTTACAAAACGACACG
AGGAGCTGATCCAACCCATCACTCCAGTGGAAGGGCTCTTTTTCGCACCTGCTCCGCTCA
TCTTGCTAACATGCGGCGTCAGGGATGAGGAAGGGTCAAACGGGGAGGAAGAGTTTAGAT
GTAACACCAGTCCCCGGCCATAAGGCCCGGGTTAAACGGCGC
>CL726Contig1
GATCCTTTATTACATACAGAAACATGAGACTAGAAAACAACCCGGGTAAAAGACAACATT
CGTGTACAGAGGGTTCACTGCAGTGCAGAAGAGTGGATCTCTGACTGACGTCTTTAAGTG
CTCTCAGATTGTGGCTGAGGATGGTAAGTGGGTCTGAAAAACCGCTGAGGCTGTGAGCTT
CTATTAGCCAATCAAAATACACACAAAGCGCAAAAAAAAATTAAAAGGTAGGGAGAGACC
AGGGGGAAAAAAAACCCCAAACTGCAGCGTGTCGTTTGCATCTCCAGAATCTCAAAAGAA
GAGTCCTCTCATCCTGCGGCCGATGCCCTGTCGGTCGTAAAGGACGTTGAATTTGTTGAT
GAACTGGTTCATGCTGTTGCATGTCTTGGTGATGGTGCCTAAGTAGGCCATGAGGCCGAC
GTCGTTGCATTGATCATAGAAGTCCGTTTTAAATTTGATGGTGCTGAGGACCGGCAGTCT
GTGGCACAGGGCGTTTGCTTCTCGAAGGATCTCGTGGTTAAATGGCACCTCTCCTGCTTC
CACGGCTTTCACGTACTCTAGAATGATCTTCACTCGGCTGTGGAGCATCTTGATTGCACT
ATGCTGAGCTATGAGGTGTTCAGCCACGGTCGAGTTCTCTCCGGTCCCGGTGGCCGTCAT
CCGAGCTACGTGGTCGACGCCGATTCTCTCTGCCTCCTCTGTGGCTAAAGTGTACGTCAG
CTCAGCGAATAACATGGTGGCCTCGCCACTGATGATGTCAATCACAGATTCATAAACGCT
AACAGGAAGGTCGGTGTGTTTGGTCATCGGGTTGAGCTTGAGAAAGAGCGGGCTCTCAAT
GATCTCACACACCTGTTTGTGGATGTGGATGTCAGACTGGTCAGGGGGCCCCCCTGTGGT
GTACCAGCCCAGGAACTCCATGTCTTTGAAGACCTGTTTAAACTGCTCCTCCTTGGTGTA
GTAGTACTCCTTATCGATGTGCACTTTGTCGTCTATGGTGTGAGACATTAGTTCAAAGGA
GTTCATCACTTCTATGTTTCGACCCTCTTGTTTCCCGATCAGAGCGCCGATCACCTGCAT



GGGTCGGCCCTCCTGAGAGCGGATGCGGATCCAGTGGTCAGATATGTTGAGGATGACCAG
AGGGTGTAAGGCCACAGAAACACTCCCAGTGACCCCCGAGGCCATGACACTGGGGGTGGC
TGCCCCGTCTACCTCCATTCCTCCACCATTGCTGGTCGCCATCTTGTCCCCCCGGCCATA
AGGCCCGGGT
>CL727Contig1
TTTTTTTTTTTTTCACTAAAACAAACATTTATTGTTGATTTGGACATTTTATACCGTTTC
CTAAGTGCAACCTGATGATTTTAGATCACAGAATGAATAAGGCTCCACATCCCAAAAAAA
AAACAAACAGGAAGGGTTTTCTTAGCAGGTACACTATTGTCCTTTCACAGCCAGATCAAA
TTCAAAGTTGAAACACACCAATTGAAAAAAATAAAATAACTGAAGTTTACCCAAAGAAAC
AAAACATTTGGATTTAAGATAAATTATCTTCATCCCCAACTTCCATGTCTTCTTGTAATC
TTTGCACCATTTTGTCTTCCAACTGTTTGGCCTTTCCTGCATGTGGTGCTTTGATGAGGT
GAATGTTTTTCTTCACTTCGCTGATGGTCTCTACTTTCTCCAACTCTTTGCCCTTCTTCA
ACCTGTTCATGATAAACTGTGCCTGTCGTTTCTGTTTTATTTTTTCCACCTTCATCATTG
CGTCCACTGTCTTGTTCCACAGCTCCCTGTTGTACTTAACAGGAATATTTCTGCGTTTCT
CAAACTCCAAAGCGTTGTCAACTGTCAGCTCTTTCCCAGATGCCTTTCTGAATGCTTTAG
TCCATCTTGTTTTTCTTGGGTTACGCTTTTTCTTGAAGTTCCTGTGGCATTTGGATCTGC
AGAATCTGAAAGTCTTGCAGTCGTTTCGTACAAACATAACCCCGTGACCGGGGTACACTG
GTCCCGAACAGAAATAACACTTTTCGATGCGCATTTCGGCAGCGGGCCTGCTGCGTGTAG
CAGCTCCAAAAACAAGACCGTCCCTTCCTTCTCTTCTTCGTGTTCTCTGCTCGGAGCTGA
CAGCCCCATGTTGGAGAAGTGCTGCGCCCTGCCCCCGGCCATAAGGCCCGGG
>CL728Contig1
TCGGCACGAGGCAGGGAGAGAAAACTGACCTTCTCCTTTGCTTCGTCGCTTGACCTAAGT
CAAGCAAGGAGCACCTTGATGGTTTTTGCCTGCTACGTTTGATTTTTCCACAGCTGCTGT
CTTGTACTGCCCCTGAACCATGCCCAGGACGAGGGATATCCCCACACTGCAGGAGCTGAA
GGTGGACGAGATCGCTGTGTCATCTGCAGTGCTAAAAGCTGCTGCCCACCATTATGGCTC
CCAGTGTGACAAAGCCAACAAGGAGTTCATGTTGTGCCGCTGGGAAGAGAAAGACCCCAG
GAAGTGTCTAGAAGAAGGGAGGAAGGTCAATGAGTGTGCACTCAACTTCTTCAGGCAAAT
CAAGGGGAACTGCGCGGAGTCCTTTACAGAGTACTGGACCTGTCTGGATTACACCAACCT
GGCAGAACTGCGTCACTGCCGCAAACAGCAGCAAGCATTCGACAGCTGCGTCCTCGACAA
ACTTGGTTGGGAGAGACCTGAACTGGGAGATCTATCAAAAGTGACCAAAGTGTCGACTGC
TAGACCCTTACCAGAAAACCCCTACCACTCTAGACCTCGTCCTGAGCCGAACCCAGTCAT
CGAGGGGAAGCTGGAGCCTGCCAAATACGGCAGCAGGCTATTCTTTTGGAGCTGGTGATT
AAAGCTCGCTAGAGAAAAGTCTGAATAAGACCCTATAGAGCCATGAGTTTTGTCTAAAAA
CAGCCGAACCACTTCTGAGCATTGATGGATTCACAATACTCGAAAGAGTGAAATGGTTTT
TGTTCAAACACAAGTATCGAAATTCTGGCTGTGGTTCTTTTTCTTTGGACAGCACTCATG
TCTGATTGTTGGAAAATGATATTTTGTCTTTTCTGGCCACTTCTGTAAATTATTGTTGTC
AGAAAATAAAAATACAAATTTTAAAAAAAAAC
>CL729Contig1
CGGCACGAGGCTGCACCGAGTCATCTCCTGGAGAACTCGACAGCGGGTCCAGAAGTCAAA
ATGTCCAAACAACCGGCGCAGCCGATCAGTCCGCTGAAGAACTTCTTCGCGGGGGGGTTT
GGAGGGGTCTGCCTCGTCTTCGCCGGTCACCCGCTGGACACCATTAAAGTTCGGTTACAG
ACGCAGCCCAAAGCCAAACCCGGAGAGAGCCTGATGTATGCCGGAACCCTGGACTGCTTT
AAAAAGACTCTAGCCAAAGAAGGGGTCAAAGGGCTCTACAAAGGAATGGCGGCTCCAATC
ATTGGAGTCACGCCCATGTTTGCCGTTTGTTTCTTTGGATTCGGTTTGGGGAGGAAGCTC
CAGCAGAGGAGCCCCGACGACGTCCTCTCGTATCCGCAGCTGTTCGCTGCAGGGATGCTG
TCCGGCGTGTTCACGACAGCCATCATGGCTCCCGGAGAGCGCATCAAGTGCCTCCTGCAG
ATCCAGGCCTCCACCGGGGAGGTGAAGTATTCGGGACCCATGGACTGTGTCAAGCAGCTG
TACAGAGAGTCAGGAATCAGAGGAATCTACAGAGGCACAGCTCTGACTCTCATGAGAGAC
GTCCCGGCCAGTGGAATGTACTTCATGTCTTACGAGTGGCTGAAAAACCTCCTCACGCCG
GCGGGAAAAAGCCACAACGAGCTCAGCATTCCCAGTGTTCTGTTTGCCGGAGGGATGGCC
GGGATCTGTAACTGGGCTGTGGCGATTCCTCCCGACGTCCTCAAGTCCCGCTTCCAAACA
GCTCCTGAGGGAAAATATCCCAACGGCTTCCGAGACGTTCTCCGGGAGCTGATCAGGGAA
GAGGGCGTTGCCTCTTTGTATAAAGGCTTCAACGCCGTCATGCTGCGAGCTTTCCCTGCA
AACGCGGCGTGTTTCTTAGGATTCGAGATGGCCATGAAGTTTCTAAACTGGTTAGCTCCC
AATCTGTGATGGAAACTCAGAGGCGCTGAAGATGCCTGGAACAGACACAAAAACACGCGC
GCGCACACACGCACACACACACACACACACAAATACACACACACACACACCACATACAGA
AAAATGAGAACACTCTAGAGATTTTTTATGTACTTGATCTGTGTTAAATCATGTTGTTGT
ACTGCAGGACAAAAGGACGGCTTAGACCTGCTGAGAGTGTGATGCAGCTGTGATGACTGT
AACTGTGGCAGCACACACACACACACACACGCACACACTAATGCATTAGAATGTTTTAAC
TCCTTTGGTTTGACTTTGTTCTTGATAGTTCTGCCTTTGTTTTCTAGAGGGAGTGATAGG
AACATGTGCCTTACCTTTTGTTGTGTGTGCGCAGATGTGCGTGTCAGGGAAAGGTGTGTT
TTTGTTGCATTTGAATGTGTGTGTTTGTGTGTGTGTGTTCCATCTGTCGGTGACGCACAT
CCCCAGACTGTCTGTTCTGCACACGTACTCCACACACGGTGACCACACCCACGGTCTGAC
CGACGGCGC



>CL729Contig2
TATTTTTAATTTTCTGTACATGCTGACATTCAAATATCCGTCAATCATTCTCATCACTGC
TCTACGGCGCCGTCGGTCAGACCGTGGGTGTGGTCACCGTGTGTGGAGTACGTGTGCAGA
ACAGACAGTCTGGGGATGTGCGTCACCGACAGATGGAACACACACACACAAACACACACA
TTCAAATGCAACAAAAACACACCTTTCCCTGACACGCACATCTGCGCACACACAACAAAA
GGTAAGGCACATGTTCCTATCAATCCCTCTAGAAAACAAAGGCAGAACTATCAAGAACAA
AGTCAAACCAAAGGAGTTAAAACATTCTAATGCATTAGTGTGTGTGTGTGTGTGTGTGTG
TGCTGCCACAGTTACAGTCATCACAGCTGCATCACACTCTCAGCAGGTCTAAGCCGTCCT
TTTGTCCTGCAGTACAACAACATGATTTAACACAGATCAAGTACATAAAAAATCTCTAGA
GTGTTCTCATTTTTCTGTATGTGGTGTGTGTGTGTGTGTATTTGTGTGTGTGTGTGTGTG
TGTGTGTGCGCNCGCGCGTGTTTNTGTGTCTGNTCCNTGTATCTTCNGCGCCTCTGATTT
TCCCTCACAGA
>CL730Contig1
AATTGGTTTCAGAGCTTAAACATGAAAAAAGATGAAGGTTTGTGACGTCTACGGTTGAAC
TCTTCTTTGCTTCTTGAGCTTCTGAAACATTTCACTATGGTACAAAACAAACAAAAAAAC
TAGAAAAACACTTCAGGTGGGAGGTGTTCAGGTGGGAGGTGTTCAGCAGGGAGGGGCCGG
GGCTTTGCTGTTTCTTTTCCATGCGTTTCCATCCGTCAGACACATCAAGGCGCCCCGCCT
GCCGTCTTCTGAATCTGCTCTTTGAGGATGAGGATGCTCTGTCTCTGCTCTAGGGGCAGC
ATGGCTATTTGTTCCGGGGTCAGCTGCAGGACCTGCATGATCAGGGCGGCCTTCTCATGG
TCCTGTGTGGAGACCTGACTCTGCCCAGGACTGAAACCGCCTCCTGATGGGGGACCACCA
GATATACCTGGACCCGGTCTTGCAGGAAGAGGAGCATTTGGTCCCATGCTATGAGGAACG
GGATTCTGCATTCCTGTTGCCATGGGAACCCTCTGCGGTGCCACAGGCACGCGGGCATCC
ATCGCCCTCGGGTCGCGTCCTCTGTTTTCCATCGGAGGACCCCGAGGCTCCATCATCGGG
GGCCCTCGGGGGTCGACCATCATGGTTCGTGGTTCTCCCATAGGTAAGCCCCGGATGTCC
ATGGGGGGGCCTCTTATATCTGGAGGTCCACCTCCTATTGGCTGCATGTGCACAGGTGCG
GCCTGGTGGGGGGGTTGAGCTACCATGTAGGGTCGGTTGGGGTCGATGACCTCTCCGGTG
ACAGACAACAGTGTTCCTCCTCTGGGGTCATTGGGACCATCTCCCAGCAGCCCTCTGGGC
GGAATTCCCCCAGGTCCTGGAGGTCCGACTGCTCCCTGTACAGGTCCCGGTCCCGGTCCT
GGTCCAGGCATCGGTCCAGGACCAACACCGATGTTGGGGGGCTGAATCATCCCAGGCCCT
CCGTTTACATGCATTCCAGGCACGGGCTGCGGCTGAGACACCGCCACGTTGGGCTGCGCA
GCAGGAGCAGGGTTGATTGGCGGCGCTCCCCCAGGTGGTCCGCTGGAAATCAAAGGCTGG
ACTGTTGTTGTACGGTGGAGCATTTTCAAGGCTATCTCGGGGTCCACAATCCGCATGACC
ACCTGAGCCTGGAGCAGAGCGTAGGCCAGCTGAGGGTTCTGCAGCAGCATGTTCCTCGCC
TCCTGAGGGCTGTTCTGCACACACAGCTTCATCTGTTTCATCAGCTCAAACATCTGCTCA
GGCGGCAGGCTGGCCACAGCTCTGCTGATGGACTCAGGGGCCTCCTCTGGGGGGACCCCG
TCTCCGTATGGAGACTCGATGATAGGAGCTCCTGTTCCCAAACTCTTCAGCTCCTCCTTG
TTCTTCTCGCTGGCTGCGTTATCGACTCTTAGCGCCCGTCCGCTGAACTCCCTGCCGTTC
AGGTTCCTCATGGCGCTGAGCGCCGTCTCCTGGTCTTGATACTCGCAGAAGCCGTAGCCC
TTCGGCTTCCCAGTCTCTCTGTCATACACCAACCTGAAGCTGACAACAAGCCCGACTTCT
GAAAATATGTCTTTCAGTTGTTCCTCTGTAGCTTCGTAAGGGATGTTTCCCACAAACACG
GATCGAAGGGACCGATCCATAGCCGGGTCTCTGCTGGCCGCAGCGGCGGCGGCTGCAGCA
GCCGTGGCGGCAGAAGCCATGGACGCCATTTTGGGGACCAAAGCGTAGGCCAA
>CL731Contig1
AAAGTAGATCCAGCCGATCACTTGACTGAGCACAGACAGAACACTGCTGTGGATCACCAT
GAACCGGATCCGCACCGATCCAGCTGGGGAGGTTTGTGCCATTGCTGAGTAGGTAAGAGG
TCACTTGACCAACTTCATGTGCCATCACATTGAAGGTGAGTGATGTGGATCCAGCAGGCA
CCAGCAACTGATCAGGAAGACTGATGATGGAGGAGAAGTTCAGTTTGGAGCTGTAGGTCA
CGTTCAGGTGAATGACAGCCGAGCGGTTCAGAGCTGAACTGGAGGCAAGGGTGACGGAGC
CGGCTGAGTTTTCCTGCAGGGTGACTGACTCTGGAGCCGACAGACACACGCTGGAATCTG
ATGCATTCGTCAGCAGCACCAGGAGCAGCAGCTGTGCAGGAAGACCAGCAGACCCCAGCC
TCCCCATCCCTGGAGAGGACAACTGCAAACGAAGAGAGTAGTTCAGGTTCGCTCCGGAAA
AAACAAACGCTTTGTTTACCTTCCTTTCTCTTCTCGTGTTGCCTGGAGGACGGAACCAAC
CAAGCCGGTTCTTCTCTGTCAACACAAACAGAATCGCGTCAGCTGAAGTAAGTTCGAACG
TTACGGCTCTCTGCCGCCTCTCCGTCCCGGACCGAAACCGACGCGTGGTCGAC
>CL731Contig2
TTTTTTTNTTAAAGCTTCTCCCTTTTTTATTAAAGTGCATATGAACTGAGTCCAGTTCAG
TGAAGACACTGGTCAGAAAATCTGATGCATTATCAAAAATCCTCAGAATCTGAGTTTAGA
AATCTGAAGTCCATGAACCCTAGAACAGGCGATATTCCATCTGGTCTAATCTGGATCCAG
AACTCAGGAGTTCAGTGGTCCTATTGATCTGGGACGGCTACATAATCATGCTGCGTCCTG
TAGAGGCAGTAATGCTGCGTGATGAAGATGATGTCAAACAGCACAGAAAACAGGCCCAGG
CCGAACTTTGTTGGGTCCCCGAATATGAGCCGCCACTCATCATTGTTGTAGGACTGCACA
ATCATCTGCAGGATGCTCAGGACTCCTCCTGTGAAGTCCAGAAGGACATTGCCGATGCTC
CAGCCCTCTGTGCTCTTCCTCCTGTAGTTCATGTACGCCTGTGGGACATACTTGACCAGA
GTCACTGCCAGCTTAATGTAGGAGAAATAGTAAAGGTAGTCGAGCCAGGTGATCTGTTTG



GCTACAGCCAGAAAGAGGCTGATAAAAGCGAAGGTCCAGCCAATCAGCAACAGGAGCTTT
GCCATCCAGGAGACCTTTTGGTCCCCCCTCTCGTAGACGACAGCCTGGCAGACATAGACT
GCACAGAGCAGAAGAGCGTGGATGCTGAAGAAGACATCGTTGGAGTTGACAGGGTTGATA
CCATTGGGGTTGGTCTTTAGAAACTCCTCCTGAACGTACGGGACCCAGAACAGGCCGATG
TTGAAGACGCTGTAGGCGATGAAGCCGGTCAGGTTCAGAGCCAGAAAGTCAAAGTTGAGA
CCTACGACACTCTTCCTCCTCCAGTTCTCCCAAGCCTGTGGGTAGAAGGACACAGACCAG
GCCACAAAGTAGATCCAGCCGATCACTTGACTGAGCACAGACAGAACACTGCTGTGGATC
ACCATGAAGCGGATCCGCACCGACCAGCTGGGGAGGTTTGTGCCATTGCTGAGTAGGTAA
GAGGTCACTTGACCAACTTCATGTGCCATCACATTGAAGGTGAGTGATGTGGATCCAGCA
GGCAGCAGCAACTGATCAGGAAGACTGATGATGGAGGAGAAGTTCAGTTTGGAGCTGTAG
GTCACGTTCAGGTGAATGACAGCCGAGCGGTTCAGAGCTGAACTGGAGGCAAGGGTGACG
GAGCCGGCTGAGTTTTCCTGCAGGGTGACTGACTCTGGAGCCGACAGACACACGCTGGAA
TCTGATGCATTCGTCAGCAGCACCAGGAGCAGCAGCTGTGCAGGAAGACCAGCAGACCCC
AGCCTCCCCATCCCTGGAGAGGACAACTTCCTTTCTCTTCTCGTGTTGCCTGGAGGACGG
AACCAACCAAGCCGGTTCTTCTCTGTCAACACAAACAGAATCGCGTCAGCTGAAGTAAGT
TCGAACGGTTACGGCTCTCTGCCGCCTCTCCGTCCCGGACCGAAAAACCCAGGTTCGGAC
AGCCGACTCCGAGATGCTCAGCGGCTTTTCCTTAAAAAGTCCCCCGGCCATAAGGCCCGG
GTTAAACGGCGCGCTCA
>CL732Contig1
TTTTATTAACAAAGAGTGCATAAAAATGTTTACAATGCAAGACTGGACTTTTTCCGATTA
CATCAAATGCTCAGGCACAAAATTACATACAAAAAACTGGGATTCAACTTTTAAAGTTGA
CAGAAACCTGAGATGTTGTAATGTGATGGTGTGCAGAATGTTTCACAACCACAGTATGTA
TGTAAATACACAGTATGAACATTTAACACAAAGGTTGACTCTTTTGCATGTTTGAGAGTT
GGGAAAATGTTTATGTTCTGATCAAGTGTCCATGCATCAGCAATGACATGAAACATGAGT
GTATTCTAAAGCCCCTGAGGACCTTACTGCAAAACAGCTTTTAATGTCAGTGGAATGTCC
TGGTCAAGAAAAGATGAAGGAATTTAGAGCAGAGATGTGTCTCCTTCCTATCCCCATTAA
ACTGGATTCTCTAGACGTCTGTTTTCAGGCTGTGTGTAAACCCAAACAGGCTTTCATTTC
ACATGCTGAGAGTGGGGGGGGATCACAGCCATTTCTATGGGGGAGCATCTTCTCCATGTA
TGGCTTTATACTTGGCCATCTCCTCTGGAAACACTTTACTGAGCTCAGAGATTAAAAGGC
TCTTGAATTTCATCATGGTGTCTATCTTCCCTTTGACCTGCTCGTTCCTGGCCAGCGCTC
TCTCCAGACACTCTTTGGTGTACAGCTGAGGGTTCCTGCCTTGATCAATGTAATCAAAGA
CCTCCAGAGGAACGTTGATTTCATGGAGCTGCTGGCGGCACTTCTCGATGTCCTGGAGGC
CAGAAATCATGAAGTTTAGTTTTTGGTTGAGAACAGCCTGACTGCTCGGCTGAAAGTCAC
TGACGATGATTCCCAGCTGTCGAATATTCTCAACAAATTTTTCTAGATGTTCCTCCAGGT
TATCGAACTTCTCCGCCATTTTGACCAAAGCAGCATGAAAAATAAAAACAACAACACAAA
GAACCAGATTTAGACGGACTTTCAGATAGAATTGACCACCGGAACAGCTGGCGGCTAACA
CTGCGACAGTTGGAGCACCGCGTCACTTTACGGCTT
>CL733Contig1
TTTTTTTTTTGTTCTGAATACAACATTTTTATTGTAGTATTGATTCGTAACAAAACAAAA
AACCTCGCCCCTTCCTTTTTCTCACCACTCTGTTTCTAAGCGCTGGTAAGACTCCTGTAC
AGAAATGCACAGAAACTGAGAGACAAGAAGTAAATTACCACATTTCAAATAGAAACATTA
AAAATATTCTGAATGCAGCAGGTTGTGGTTGGAAAGTTGTGTTTGGGTGGTTAGGTCTGG
TACACTTTCATGTCCTCATCAGCTGATCTTTTTTCCAGCTTAGATGTCCTTGATCACATC
CTCCAGCTCCTCTTTGGAGTACATGTGAAAGGTCTTACCAGGTTCTACTGTTGCCAGCTC
AATGTTGGTGGCATTAAGCTTCTCCTCCATCACCTGCTTGAGGATGGTGAGAGACGACTT
GATGGCCTCTTTTAATGTCATGGACTTGTGGTAAACTTCTTGAAGAGAACTCTGTGCTCC
TTCTGACGCTGAGCCAATTGCCCGAGCATCACACTGCACAAAGGTTCCTGAAGGGTCCAT
GTGGTAGAGTTGCGGTCCTTTTTCATCAACTCCTCCGAACAGTAGCGCTACACCAAAGGG
CCGACTCATTGCACCAGGGTCTGCGTCCTCTTCTCCAAACTGCAGGGCCAAGTTGGACAC
AGCCTGAGTCACGCTCTCTACCGTCATTGTCTCATTGTATGTGAACCAGTGGTTCTGCGT
TTCCACTCTCGCTTTGTCAATAAGAGTCTTAGCGTCAGCTATCAAGCCGCTCATAGCACA
ACCGATGTGAGTGTCAATCTCCACAATTTTTTCAATGCTGTTGGGTTCCATCAGGGGGGA
AGTGATCCTTTTTTCCACAGCCAGACAAACTCCCTCTGATGTCTGGATGCCGATGGCTGT
GGAGCCCAACTTTATTGCCTCGATGGCATATTCAACCTGGAACAATCTTCCCTCTGGGGA
GAATGTGTTCACACCTCTGTCATATTCCGATCTGGTTAAAAACATCTTCAGCCCGGGACC
TTTAACCACTAATCCTTGAATGAGTTCGCTTCTTTCAGAGGAAGAGGCTGGTGTGTCCCC
GGCCATAATGCCCGGGT
>CL734Contig1
CGCGTTTCCATGGTGAAAAAAAAAAAAAAGAGAGTACGACACTTGAGACGGAAGCGACAA
CACCAAGCCGCCTGTTAACTGCTGCTAGACCGTTTTATTTTTATTTTTAAAACAAAGAAC
TAATTTGCACAGCAGCCACCAGCACTTTATTGAGAAGATTATTCTAAGTTTTATCGTCTC
GCCACCTCTGTGTTTTGCCTCCAACTGTTTGACGCAGTATGCCTTCGGAGAAAACGTTCA
AACAAAGACGGACCTTTGAGCAGCGAGTAGAAGATGTCCGGCTGATCCGGGAGCAGCACC
CCAACAAGATCCCAGTGATCATTGAGAGATACAAAGGGGAGAAACAACTCCCCATCCTGG



ACAAGACCAAGTTCCTGGTGCCGGATCATGTGAACATGAGCGAACTCATTAAGATAATCC
GGAGGCGCCTCCAGCTAAACTCAAACCAGGCCTTCTTCCTACTGGTTAACGGTCATAGCA
TGGTGTCCGTGTCCGCTGCCATTTCTGAGTTGTACGAGCAGGAGAAGGACCAGGATGGCT
TCCTCTACATGGTCTACGCGTCCCAGGAGACGTTTGGCTCCACTGCAGCCACCCACTGAT
CCGCCTTTCCTCCTACTCCTCCATCAGCCTCGACCCGCAAACTGAACTTTTGTAGTTTTT
AGACTGTCCCTCCATGTTTTTGTCTCTCCACACATCTCTTTAGTCTATCAGAGTTTTGAA
AACCCAGGTAAAAACGACTCAAGGTGGCATCTAAAGACGTCTTTGTCATGTCTGATGTGC
AGACTGTTGGTGTCATACCATCCTCCTCCAGCAGGGGGAGCCAAACAGCTCTGCAGAGAA
ACCCTCAGATCTACTTAGATGTATTTATGTCGTGTAAATATAAACTTCAAATCATCTATC
TTAACATTTATACTTGTGTATATATCATAACAAAGCCTTGAGGTTTCTGAAGAACTGTTT
CTTTTTAAAGGCTGGATTTTATTGCTGTGGAACTCCAGCTTATCCCTCTCTTCTTCTTCT
AACTGCTTTGCTCTTCAATCAGATAGTTGCATTTTGCAGGAATGATTGAAAACAAAGACT
ATTGCAAGTAGCGATGAGTGTAACCAAGCGCATTTTGGCAACACTACGTGGAGCATGGTG
CTCCTGTGCGTGAGAGCAGAGGAAACAGCGTTTCTGTAAATAGCAATGCTGTCCATCAGC
ATCTCTTCTTTGCGTGCAAGGCAGACGCCGGCGAACCAAGGAAGCTGTTTCATGCGGCAA
CAGATATGGAGGCTGCTTTGAATTGCAGTATTACGATTCTTTTTATTGATCTGGGTTTTT
ATGTCTGTACACCTGTAGTTCTGAGTCCTGACAGGAAAAAAGGGGCAGAGCTTATGTTTC
ACTGCTTTCATTTTACTAGTCTGCTCCTCTGTGTCGCACACAGCAATATCACACACGTGT
ATGTATTTATGTNNCTTTTTTTTNTAAACAATA
>CL735Contig1
TTTTTTTTTTAAAAACACATACTTTATTGGAGACCATCAGGGGACACTTTTGTACAAAAA
TACACAACTGTCAAGTGGATGTTTCGAGTCAAGAATTGTTCAGCTTTGTCTTTCTTTAAA
CCTCTTCTGCCCATTTGCATGCAGCACCAATGTAGGATAAGCACCAACTCTCTGAGACTT
ACTTTTAATTATATAAAATAACAAATCCAACAAGCAAATGTCATTTGCCATTGGGAAGAA
TGTAGGATCCAGGATTCTTGAGTCTGGATGAAAATGACGGGTCCATTCTCTTAACTATCA
GGAAGAACGCTGAACTTTTGAAGTTCCCAAAACAGCAAGAGGAATATTTCTCTTCATATT
TCACTTGGACTTGGGACCTTCCTTCCCCCCTTCATTGGCCTTTTTTTGCTTCTGTTGCAT
TATTTCTGCATCCCTCTGTTTCCGAGCAGCAGCAGACAGTCCATCATCGTTCCTCTTCCC
TTTCGTCATTTCTCCTTGTTTTTTTGCGTGCTTCTGGCGTGCAAGCTCACGTTGGTTACC
TCTGGTCATTTTTTTTCCACTAACGACACCTCTTTTGCCTTAAATCCAGATACGCTCAGC
CAAAGGGCCGCTGGCTCCTTNCTCGACGCCCCAGTCGCC
>CL736Contig1
GGGAGTGGACTCCGATATTTTGTTCCCTCTTGCCCTAAAGTTGACGTCTTTTTGGGGGGC
AGTTTTTCCACCAACTGTCCGGGATTTAACCGTCAAACATGGCGTCCTCTCCTCAAAAAT
CTCCGTCTTCTCCAAAATCCCCGACGCCCAAATCTCCGTCCACCAGGAAGAAGGATGACT
CTTTCCTGGGAAAACTTGGTGGAACTTTGGCAAGAAGAAAAAAAGCAAAGGAAGTGTCTG
AGCTTCAGGAGGAGGGAATAAACGCCATCAACCTCCCACTCAGCCCCTCACACTATGAGC
TGGACCCTGAGGACACCATGCTGGAGGAAAACGAGGTGCGGACCATGGTGGACCCCAACT
CCAAGCATGACCCCAAACTGCAGGAGCTCACGAAGGTGCTGATCGACTGGATAAACGATG
TTCTGGTGTTGGACAGGATCATTGTGAAGGATCTAGCTGAGGATCTGTACGACGGTCAGG
TTCTGCAGAAACTGTTTGAAAAGCTGGAAGGTGAGAAGCTGAATGTAGCAGAGGTGACCC
AGTCAGAAATCGCTCAGAAGCAGAAGCTGCAGACGGTTCTGGAGCGGATCAACGACTCGC
TCAAACTCTCCACCAGGAACATTCGTTGGAACGTTGACTCGGTTCATGCCAAGAGTATAG
TGGCCATCCTCCACCTGCTGGTGGCGCTGTCACAACACTTCAGGGCTCCAATCCGACTGC
CAGACCACGTTTCTATACAGGTGGTGGTGGTCCAGAAGAGAGAGGGCATCTTGCAGTCCA
GGCAAATTCAAGAAGAGATCACTGGAAACACTGAGGCCTTCTCTGGCAGACATGAGCGCG
ATGCCTTTGACACCCTTTTTGACCACGCTCCTGATAAGCTGAATGTCGTCAAAAAGACAC
TGATCACCTTTGTGAACAAACACCTGAACAAGCTCAACCTGGAGGTGTCAGAGTTGGACA
CGCAGTTTGCAGACGGGGTCTACCTGGTGCTGCTGATGGGGCTGTTGGAGGGATACTTTG
TGCCTCTCTACAACTTCTTCCTCACTCCAGAGAACTTTGACCAGAAGGTCCACAACGTGT
CCTTCTCCTTTGAGCTGATGCAAGACGGCGGTCTGGAGCGGCCCAAGCCCCGCCCCGAGG
ACATCGTGAACTGTGACCTGAAGTCTACGCTGCGCGTCCTCTACAACCTCTTCTCCAGGT
ACAGGAACGTGGACTGAGCTCTCTGTGGCTGCAGCTTCACCTGAACACACGCCACTTTCT
GCACGCATGAAGGCCTGCAGCTTTTCTGCTGCAGAGCTCTTCCACTCACCATCATGTATT
TATTTGAGATTCGGAAACTGTTCCGTCTTTCTTAAGTGCCTTTTTGAGCTCAACCTCCTG
GATGCTGCGATGGATGAGCTCCTTTCTTTTTTCTTTTTGCTGTAATGCTACAGAAGAAAA
CATGGAAGCCAAGTCTTTTTCTGTATGTAGATGTTTAGTTGTAGCTGAACTTGCATAAAA
GCGTTGCAGATGTGGGACCAGCTCAGTCTGACTGAATCTAACTGCGTTTTTGCTTTCCCT
CCTTTGTTTGGAGCATCAAACAGGCTTTATGTTCAGATGCGTTACATGTAATAAACAGTC
>CL737Contig1
GCAACTGAACCTTTGTCAGCCACCGTGTGTTTCCTCAGGAGCGACTGTACCGTGGGGTCT
GCGCGCGACAGAACCAGGACTAGGACCGCGGGAAGGTGGACAGAATCGGCTGTGGCTCTG
AGATGCCAAGCTGTGGTCCATGGGGGTGAGCCGGCTAGATGTCTTTTACCGAAGACTGCT
CCTCACAAAACTCTTCATCGGCGGATGGGGAAAACCAGAAGATCTGAAGAGAATCTTTGA



GTTCCGTAAGATCGTTGGAGACCGGGAGAAGTGCAAGGCTCTGGTTTCAGAAGATTATCC
AGTTCACATCGACAAGACCGAAGAACAGGCTGACTGTCACATCCACGATGGCTTCTTCAT
CTCTCCTCTGGAGCACTTGGTGCCAGGAATCCTGCCCCCAGAGGCCATTAAAGCCAGGTT
CCAGTTTATCGTTCCTAAGGTGTGGAAAAAGAACCGACCTGTGTGCATCCAGCTAGCTGG
AACTGGAGATCATTTCTTCTGGCGGAGGAGGACTCTGATGGCCCGGCCCATGATCAAAGA
GGCGGGGATTGCTTCACTTCTTCTGGAGAATCCATATTATGGCTATCGAAAACCCAAGGA
CCAGCTACGATCCAGCCTGAAGAATGTGTCAGACCTGTTTGTGATGGGCGGGGCTCTCAT
CCTGGAGTCGACGGCACTCCTCCGCTGGCTGGAGAGAGAAGGATACTGGCCTCTGGGAAT
GACTGGCATCTCAATGGGGGGATATATGGCGTCTCTGGCGGTAACCAACTGGCCTAAACC
AATCCCCCTGGTTCCATGTTTGTCCTGGTCCACTGCCTCCAGTGTGTTCACCACGGGAGT
GCTGAGTAAAGCGGTGAACTGGTCTCAGCTGGAGAAGCAATACGCAGTCAACTCTGTGTA
CGAGAAGGAGATCATACAGCTGCTGGAGTACTGCGGGGCTGATTCCTTTAAAATGGGGCC
CGAACCTTGGAGAAGATCAAGTTCTTTGGACCTTGACAACTTCCCTGAGGGCTTTAGTAT
GACTTCAGACCAGACCTTTATTGCTGGCAGGTCTCCTGGAGTTGATGGGGCCCATAATAG
GCACCAGGCAGCAGACAGACGATACCATCTTGTGTCAGCTTTGGGCTACAGAGGAGCCAG
CTCGGACCTGCCATCAAGTTCTCCCAGACGAGAAAAGACGGAGTCGACCCGGTTCTGTCG
GCCGTCCCTACATGTGGAGTCCATCAGCTTTATGAAGGGCGTGATGGATGAGTGCACTCA
CATGGCCAACTTCTCTGTCCCTGTAGACACCAGCCTCATCATTGTGGTCCAGGCCAAAGA
GGATGCCTACGTTCCTCGGGCCGGGGTCCTCAGTCTGCAGGAGATCTGGCCGGGCTGTGA
AGTCAGATATCTGAGCGGAGGGCACATCAGTGCTTACCTGTTCAAGCAGAATGTCTTCAG
GCAGGCCATCTACGACGCCTTCAACAGGTTCTGCCTGAAGTATCCGAGTCTGCAGTAGCC
TTGAATCCAGGACTGGGGACTGGGGGGCACAATGAAAGGAATGGCTGACGATCCATGATC
TGATGACGTT
>CL738Contig1
TTAACCCGGGCCTTATGGCCGGGGGTGGGCGGGACACGAACACCGCTGCTGCAGCTAGCT
TATAAACGCCCGTCTGTACTTTACCCTCATCTTTCTAGCAGGCTTTCGGCTGTAGAAACC
TTTCGCTTTGAAAAGCTTCCAGGACCTCCAGTTTGGAACTTCACTCTATCCCTACAATGG
CAGCCATCGGAAACCGTGGAACAGTGACTGAGGCGTCCGGCTTCAACCCCGATGACGACG
CCCAGAAGCTGAGGGAAGCCATGAAAGGAGCTGGCACCGATGAAGCAGCCATCATCAAGG
TCCTTGCACACCGCACTATCGCTCAAAGGCAGCGCATCAAACTGGCATACAAGCAAAGTG
TTGGCAAGGACCTGGCTGAGGATCTGTCATCAGAGCTGAGTGGACACTTCCAGAGTGTGG
TTCTGGGTCTGCTAATGCCTGCGCCTGTGTATGATGCCTATGAGCTGAAGGCTGCTATGA
AGGGGGCTGGAACAGAGGAGGCCTGTCTCATCGATATTCTGGCTTCACGGTCTAACAGTG
AAATGAATGCCATTAATGAGGTCTACAAGAAAGAATATGGGAAGACCCTGGAGGATGCTG
TGTGTGGGGACACATCTGGAATGTTTCAACGGGTTCTGGTCTCGTTGCTCACGGCTGGAC
GGGATGAAAGCGACAAAGTGGATGAAGCCCAGGCTGTGAAAGATGCCAAGGATATCTTTG
AGGCTGGAGAGGCCCGATGGGGCACAGATGAGGTGAAATTCCTCACGGTGCTGTGTGTGA
GGAACCGAAACCATCTGCTGCGAGTGTTTGATGAGTATAAGAAGATTTCTAAGAGAGACA
TTGAGGACAGCATCAAGAGGGAGATGTCCGGCAGCCTGGAGGACGTTTTTCTGGCCATAG
TGAAATGCCTGAGGAGCAAGCCAGCGTTTTTTGCAGAGCGATTATATAAATCCATGAAGG
GCTTGGGCACCACAGACAGTGTCCTCATAAGAATAATGGTGTCCAGGGCCGAGATTGACA
TGCTGGACATTAAGGAACACTTCCTGAAGACGTATGGAAAGTCTCTACACTCTTTCATCA
AGGGTGACACGTCTGGGGATTACCGTAAAATCCTGCTGGAACTGTGCGGAGGCGAGTAAA
GGGGGAAAAAACACAACAGCTTTCAGAGCAGTCTTTGCTCTTGAAATCAGTCTCTTTTTT
TATGTTTTCTGCTTAAAAAACATAACACATTGGGTTGTTTTACACTTTGCAATACTAATT
AAACCAAATGCCTGTGACAATGTAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL739Contig1
TTCGGCACGAGGGATTTGACACCATTAACGTCGACCTGAAAAATAAGCCTGATTGGTTCC
TGGAGAAGAACCCGTTTGGTACCGTTCCAGTCCTTGAGACACCTGCTGGTGAAGTCATAT
ATGAATCCTCCATCACCTCTNAGTACCTGGATGAAGTCTATCCTGAGAAGAAGCTGCTTC
CAGCCTTGGCTTATGCCAAAGCTCAGCAGAAGATGTTGCGGGAGCATTTTGCAAAGTTGG
TACCATTATTCTACAGGATTCCATCCGCAAAGAAGAATGGTGACGATGTGTCAGGAATGG
AGGCTGAACTGAAAGAGAAATTAGGCAAATTGAATGATGTAGGCTACAGAAAAAGAGCTT
TGTTGACCTTTAAAGCACATATTATGACTTTGAAAGGTCCTTCTTTTCCTATGTTCCTAC
ATCTTCTTTCTACCTGCTGTGTAAACTGCTGCATATCCTTTTTTACCTTTAGGAGTTGGT
GCAAAAGAAGACCAAGTTCTTTGGAGGTGATTCCATCACAATGATAGATTACATGATGTG
GCCATTTTTTGAGAGAACAGAGGGTCTTTGAAGTGCAGCACTGTCTGGACCACACTCCTG
AGCTGAAAAAGTGGATCGAGCTCATGTTGAAGGACCCAGCTGTTAAAGCCACCATTCACC
CTGTGGAAACACACAAGATATTCTACAAGAGCTTCGTTGAAGGGAAACCGGACTTTGATT
ACGGCCTTTAGGAAATGCTGACCAAGCGGTGCATTTCTAATGACAGCTTTTCAATGTTTA
TTGCAGCTAAACCAAAAAGAGTTTAAGGGCTTCCTTTAAACAGCAAAACCCAAATGTTTT
TATTGGGCATGCAACATTGTTCTTACATATTTGTAATGATCTCTGTCTCTGTAGCAATGT
TTTAAATAGAAGCAAAATG
>CL739Contig2



TTTTTTTTTTGACTTCAGAAATTATTTAATCCATTTTGCTTCTATTTAAAACATTGCTAC
AGAGACAGAGATCATTACAAATATGTAAGAACAATGTTGCATGCCCAATAAAAACATTTG
GGTTTTGCTGTTTAAAGGAAGCCCTTAAACTCTTTTTGGTTTAGCTGCAATAAACATTGA
AAAGCTGTCATTAGAAATGCACCGCTTGGTCAGCATTTCCTAAAGGCCGTAATCAAAGTC
CGGTTTCCCTTCAACGAAGCTCTTGTAGAATATCTTGTGTGTTTCCACAGGGTGAATGGT
GGCTTTAACAGCTGGGTCCTTCAACATGAGCTCGATCCACTTTTTCAGCTCAGGAGTGTG
GTCCAGACAGTGCTGCACTTCAAAGACCTCTGTTCTCTCAAAAAATGGCCACATCATGTA
ATCTATCATTGTGATGGAATCACCTCCAAAGAACTTGGTCTTCTTTTGCACCAACTCATC
ATTCAATTTGCCTAATTTCTCTTTCAGTTCAGCCTCCATTCCTGACACATCGTCACCATT
CTTCTTTGCGGATGGAATCCTGTAGAATAATGGTACCAACTTTGCAAAATGCTCCAGCAA
CATCTTCTGCTGAGCTTTGGCATAAGCAAAGGCTGGAAGCAGCTTCTTCTCAGGATAGAC
TTCATCCAGGTACTCAGAGGTGATGGAGGATTCATATATGACTTCACCAGCAGGTGTCTC
AAGGACTGGAACGGTACCAAACGGGTTCTTCTCCAGGAACCAATCAGGCTTATTTTTCAG
GTCGACGTTAATGGTGTCAAATTTTATCCCTTTGGCGTGCAGCACTAATCTGGTCCTCTG
AGCAAAAGGGCAAAACCTCATGCTGTAAAGTCTGATGTGGTCTTTGGGGACCGGGCCAGG
AGCAGCACTTCCTTTTGCTAAGCTCTTTTCCGTCGACATGTTCGCCTTTGTAGTTTGAAC
TTTCTGCCGTATGAAGAGACTAGAGGAAAATGATCAACCAACACGAAGGCAAACACGGAG
TAAAGTGTTTCCCCGGCCATAAGGCCCGGGTTAAACGGCGCGCTGAAGGA
>CL740Contig1
TTAACCCGGGCCTTATGGCCGGGGGGGTTTTCTTCTCCGCAGCGTAAAGGCGACGTGTCC
TCTTTTCTTCTGACTTCTCGTCGACTCCCCGTCGAAAAAAAGATTGAACATCATGGATCA
GGTTATGCAGTTTGTTGAACCCAGCCGGCAATTCGTCAAAGACTCTATAAGGCTGGTGAA
AAGGTGCACAAAACCCGACCGAAAAGAATTCCAGAAGATTGCAATGGCCACGGCGATCGG
GTTTGCCATCATGGGCTTCATTGGTTTCTTTGTCAAGCTCATCCACATCCCCATCAACAA
CATCATTGTTGGTGGTTAAATCCTGGACAAGTAAAGACGTGATTCGGTTTCTATGGCAAA
AGGACAAGTGTGACGGCATTTTTACATTCTGAGCTCAACATTTCTATTTTGATGTGTAAA
TAAATCAGTTGAAGCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL741Contig1
AGCGGCCGTTAAACCCGGGCATTATGGCCGGGGACATTTAAACAGATCTGTGGAAGAGGA
AGGGTGTTGTCTGTCTGGAGAGAAGACACGCACTGATCCCACAACACAACAACAAAAACA
CTTGGTGTTCCCCTCGTCTGGACTCCACAACGCGCCTCCTTCTGTCATCCCCGAGTGTCC
AAGATTTCGGATATGTCCAACGTCGAGTTATCGAGCAGCGCGCTGGAGAGGCTGGTGGCC
CGCAGGACCTTTCCTCTCCACAGACGCACCGGCGTCTGCCGCAGCCTCTTCGGACCAGTG
GACCACGAAGAGCTGAGCCGGGACGTGAAAGCCAAGCTCCGGGAGATTTCCGAGCGCGAC
CGACAGAGATGGAACTTTAATTTCGAGGCCGACACCCCTCTGGATGGAGATTACAAGTGG
GAGGAGGTTCCCGAGGAGAAGAGCCCGGCGTTTTATCGGGACTGCGTGCAGAGCGGCCGG
ACCCCTGCGACGCCCGTGAAGCAAAGAGCCTCCTCGGACTGCGCTCTCCCGGAGAACCCG
ATTGTACTGGAGCGTTTAGCGGTTCCCGAAGGCAGCGGCGCTCCGTGCGCGGCGGAGGTG
AACCAGGAGAACCGCGCACAGAAAGTCTACTCAGGGAGGACGAGCAGACAGCTCCCGTTT
ACGGGGCGCAAAAGGTCGGCGTCCGCGGACGGCAACGCACGCATCACAGAATTTTTCGTG
AAACGAAGGAGGTCTGCTGACAAAAAAACGAATGAAACCAGCGCTTGCCATCTCTCCAAG
TCAGCCATCCTGGTGGAGCAGACTCCCCGAAAAAGGATCCGCTGAAGGTGGATTTTTGCA
CTATTTCCTCCGTTTTATTTTACAATGCATGATTATAAAAAAACAAAGGATCCTTAACGC
CGCGGCGGTGGAGGAAAGGACGGGCCGCGAAGAGAAGCCGGCGCGCCTGGAGCGACCTGC
GGCGGAGCGCGGCTTCACTCTCAGGACCGGAGGAGACGTAGGAGTTTGAGGAGGAGGAAA
AAAAAAAGAGGAAACTGCGCCAGATGACTTATATCCAGTACAAATGTAGCAGACATTGTT
GCTTTTGCATGCAGCCACTCGACAGTGTTAAATGTTTTAACATCTGTGCAATCCTAAAAA
TTTCTTTAAAAGAATACACTGGCCAAAAGTGTACAGCTTTATAGAAACAAAAGCGTATTT
TATTTCTGTTCCGGGTTTTTACTGTAAAATGTATATTTTTTAAGTTTATTCTAACTTATA
AGTTATTTATGTTTCTCTGTATTTGTTAAAAGCCTTGTTGATTTCGGCATATTTTATTAT
TTACATTTTTTTTTGCAATCATGTAACTTTAGTTGACTTGAAAACTAGTTTCTTTGTGTG
TGTCTGAGCCGTTTTTTGTGCTTTCATACTGATTGAGTCCTGTAAAAGATGAGAATAAAA
AAGGTCTTTCACTTTTGAAAAAAAAAAAAAAAAAAAAAAAA
>CL742Contig1
GCCTCTGTGGACTCTCACTTTTCTCATTTTGCATGGACAAACACACCACGGAAACAGGGC
GGTCTGGGTACAATGAAGATCCCCCTGGTGTCTGACACGCGCCGCACCATTTCCACAGAT
TATGGGGTCCTGAAAGAAGATGAAGGCATTGCTTACAGAGGTTTATTCATCATTGACGAT
AAGGGCGTCCTGAGACAGATCACCATCAATGACCTGCCAGTTGGACGCTCGGTTGAAGAG
ACTCTGCGTTTGGTTCAAGCATTTCAGTTCACTGACGAGCATGGAGAAGTCTGTCCAGCT
GGCTGGAAACCAGGAAGTGACACCATCAAGCCTGATGTCCAGAAGAGCAAAGACTTTTTC
TCCAAACAGTGATAAAGCTACGACTCAAGTCTGCTGTAGGAGCTGTATTTTGAAATAGTA
TTTAGCACAATGTGTAAGTGTCCACTGTTCGGTTTTGGAATGGTCTCCTGTCCATGTGGT
GAACATTGTACTTGGACCAAACTATAGACGGTTGATTACCGGTAATCCTGTATTAGTTTG
ATGTTCTGCAATTTCTTACTGTTACAAAGATTCCTACAACCATTGTTCTTGAAATGGAAC



CAGATGACCTGTTCTCACTGTTTCTTTTTTTTTTTACTGTAAGCATCTAAATAAAGAACA
AATTGACTCCTTTTAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL742Contig2
ACCCGGGCATTATGGCCGGGGCCGCACGTTCGCTTCTGACAGTTGGTGTGGCGTGATCGC
TAAGAGTAAGGACAAACATGGCAGCAGGAAAGGCAAAGATTGGAAGCCTGGCCCCAGACT
TTACAGCTAAAGCTGTGATGCCTGACGGCCAGTTCAAAGACCTGAAGCTGTCAGATTATA
GAGGAAAGTATGTCGTTTTTTTCTTCTATCCTCTGGACTTCACCTTTGTGTGTCCCACTG
AGATCATCGCCTTCAGCGACGCTGCAGACGACTTCAGGAAGATTGGCTGTGAAGTCATCG
CTGCCTCTGTGGACTCTCACTTTTCTCATTTTGCATGGACAAACACACCACGGAAACAGG
GCGGTCTGGGTACAATGAAGATCCCCCTGGTGTCTGACACGCGCCGCACCATTTCCACAG
ATTATGGGGTCCTGAAAGAAGATGAAGGCATTGCTTACAGAGGTTTATTCATCATTGACG
ATAAGGGCGTCCTGAGACAGATCACCATCAATGACCTGCCAGTTGGACGCTCGGTTGAAG
AGACTCTGCGTTTGGTTCAAGCATTTCAGTTCACTGACGAGCATGGAGAAGTCTGTCCAG
CTGGCTGGAAACCAGGAAGTGACACCATCAAGCCTGACGTCCAGAAGAGCAAAGACTTTT
TCTCCAAACAGTAATAAAGCTACGACTCAAGTCTGCTGTAGGAGCTGTATTTTGAAATAG
TATTTAGCACAATGTGTAAGTGTCCACTGTTCCTGTTTTGGAATGCTCTCCTGTCCATGT
GGTGAACATTGTACTTGGACCAATTTCTTACTGTTGTTACAAAGATTCCTACAACCATTG
TTCTTGAAATGGAACCAGATGACCTGTTCTCACTGGTTCTTTCTTTTTTTTTTTTTTTAC
TGTAAGCATTTAAATAAAGAACAAATCGACTCCTTTTTAAGGACTTTTGCTCACTAAAAA
ATAAAG
>CL743Contig1
TTTTCAGTTTTCTTTTTTTATTATTGTCTTTCATCAGAAAACACTTAACAGCTTTGATTT
ATTTATTATTTACAATTCAAGACAAATAAATGGATGTTTTGTAGACTAAAGTAAAGTTTA
TTAGTGTGACTTTAGAGCTTTCTTCAATCTCATCGTTTAATACACTTTTTTTGTTCTCCA
AGCCAGGGCATTCCAATTTCTGACAATATTCTGAGATTGTACAACATTAAAGCAGAAGTA
CTGCACATGTGCAGATCACCAGGCCTGACGACTGCATGCTGACTAAATCAGAGAAGGTCC
TTCAAATGCAACACACCATATGCTGCTGATTAGATCAAACAGGCAAAACTTTCACTATCA
CCACTCCAGCGCCAAAGTATGGTCATTCTACGGCTTTAAAAAGAACGCACAAGGCCTGAG
AGATTTACGAACCACACATTCGCCCCGTGGCGTCCTTGGTGACAGGAAACTTGTTTTTTT
ACATGCTTGCTGGAAGTTTCTGCCCCCTGTGCTTGGCCGGGATCCCCGTCTTCTCATACT
CCAGTTTCTCCTGAATGTACTGCTGTTTACATTCCTCAAAAAAACCGGGATTCTGGTAGT
GATGTATCAGACAGTCCTTTAGGGCGGAATTCTCCTTCCGACACTTAAACGCCATCAAGA
TACCAGACTCTTTGCAGCAGTGGGTAAAAGCATCAACCTTGTCCGCACAAAGCTCCTTGG
CTTTCTCCCTCATCATCTTGGGGATCAGCACGTCCGTCTCCACATGTCTCAGATGGACCT
CCTCTGTATTTGTTGCTTCCATTATGGGGGGACTCTCAAAACATTACAAAACAGAGGCAA
TCAATGTGACCTAGCTAACGGACGCTGAAAACACTTCCGCTGACGTAAGAAGAATGAAAC
TACAAATCCCATAGACAACACGGTGGGTAACGAGTACCGCCCCCG
>CL744Contig1
ATTCGGCACGAGGGTTAGAACTCCTCACTGCGAAGNGCTGTGCTGCTTGACAAAACTGAG
TGGAATTTGAAGAACCAGAATGGATCTAACGGAACAGATCAGTCAGCTGGAAGCAGACTT
GCAGGAGCTTAGTTCCCTCCTGGAGAAGTCTGAGAGGAAAAGGGTGCAGGAGCTGCTGAA
ACAGGAGCAGAGGAAAGTGGAAAAAGAGCTTGCAACGAAACGACATCAGCAGGAGCAGCA
GGCTAAGAGAGAAGCCGATCCAACAGCAGGCTCTAAAGCACCATACACAACTAAAATCAC
CAACTATGCATGGGACCAGTCAGACAAATTTGTTAAAATTTACCTGGATTTGAAAGGTGT
TGACAAAATCCCAGCAGAAAATGTTGAAGTCAACTTCACTGAAAGGTCTTTCTCTGTTTT
GGTAAAGAATCTAAATGGGAAAAATCACCAGATGTCAGTGCTCAACTTGTTACATCCAAT
TGATGAAAAGGACAGCTACAAAAAGATCAAAACAGACATGGTCTTGATCATGTGTAAGAA
ACAGGCCACAAAGAAGTGGGACTGTCTAACAGCAGTGGAAAAGCAGTCCAAAGAAAAAGA
TAAACCCAGTGCTGAGGATAATGCAGACCCAGGTGATGGCTTAATGAAAATGCTGAAAAA
GATTTACGAAGAAGGAGATGACGAGATGAAGAGAACCATCAACAAAGCTTGGTCAGAGTC
CCAGGAGAAGAAGTTTCGAGGAGAGGAAACGATGGACATTTAAATTTTGCAGTTTTTGTT
TCGATCTTGAGTTTAAAAGTTAGAGTTAAAGGATCATATACCTAATGTGATGCAAACATG
GAAACATTTTTGTCTGGCACCTGAAGTTATTATGGGCAGAAAGGAGTTCTGTCCACCAGA
TGGCGCTAAAATCAAACCTATCATCTTTTGGTTTAAGATCTGAAGTAATGGAAATGTAAT
GTTAGATCAGATATCAAAGACGTTCCATCTTGTTCCTAAAGGGTTTTTCACATATGTAAA
TGTACTTTTTATTTTATGGTAATTCTATAAATGGATCAAATGGGTTTCAAAGACACTGAT
AAGCTTTTATTGCCATAATCCAAATTATTGCATGAGTCTGATAATTGTTGTATGTTTACA
CATCATGCTTCCACAAATTGGTAATGTGACCTGCAGGATTTCCACCATAGTCTGTATGTA
TGGTAGCAATAGTTTCATTTTCAATGGAAAATTGATCTCCTATACTGCTGAAATGCATTC
CTCCAACTGAAGTTGTTTTTCCAATATNATTGTTCCAAAACTATTAACAAATATACCAGC
TAA
>CL744Contig2
AAGAAACAGGCCACAAAGAAGTGGGACTGTCTAACAGCAGTGGAAAAGCAGTCCAAAGAA
AAAGATAAACCCAGTGCTGAGGATAATGCAGACCCAGGTGATGGCTTAATGAAAATGCTG



AAAAAGATTTACGAAGAAGGAGATGACGAGATGAAGAGAACCATCAACAAAGCTGCTCAC
TAAAGTCAAGAAGAAGAAGAAGAGGAAAACGTCCAGACATCACAATCAACCGGCTGAGGA
AGATCCTGATCCTGAGGAAGAGGAAGCAGAAGTAACCGAGACAACGAAGAAGAGCAAAAG
GAGAAAGCAGAAAAAGGAGAAACGACATGGACTTTAATCCTGCTGATGAAGAAGATGCTC
CTCCTCTGAAGAAGAAAAAGAAGAAAAAGAAGAAGTCAAAGACACAGGACTGATGATGGA
AACAATTGTTTGGAATAGTTTTCTTCCAGTTTGAAGCAAACGATGACTCTGCTCCTCTGA
GATGAGAATTTTAACAAACTTTTTTTAATAAAAATGCAAAAACATGAGAGATGATCTTAT
TATTGCTGCTGGTTCTGATATTTTTTGCTCATTTTCCATTTATCAATATAAACATCTGCA
GAAAACTCATGAAATTGACACTTAAACCAGTGTCTACTTTAGTATATTAAAATAATAAAA
GTTAATACTTATCCCCTGGTTTGTGCTATTGATGCTTTTTCTGTATCCTTTGAATAAATA
CTATTCTCTTGACAAAGTNGGNNANANAAAAAAAAAAAAAAAAAAA
>CL744Contig3
CGGCACGAGGGCAGCTCCTGCGTCACGGCTGGGAACACGGTAAAGGCCTGGGGCGCGCAG
AAAATGGCATATCGGAGCCCATCAAAGTGAAAGTGAAATGTGGTAAAGGAGGAGTGGGCC
ACAGAGAAGGAGAGCAGTTCAGCTTCCACTGGTGGGATCACGTCTTCAACAAGGCCTCGT
CCAGCCTGCAGGTTCAGGCCCATCAGGACGGAATTGAGGTCAAGAAGACGACAGAGGAGG
ATGAGGAAGGCGGCACCATCTCCAACAGGAAACCACGGAAGGCGGCGCTGGCTAAAGACA
AACTGTACGGATGCTTCGTGAAGTCTGCCACACTGCTGGCGGGTCAGGAGCAGCCCGAGC
CAAAGGAGGATGACAGCAGCAGCAGCAGCAGCTCAGACGAGGAAGAGGAGCAGAAACTGG
ACCTCTCCAGTGTCAACAAGTTATCTGACGCTGATCTGATGAAGGCCTGCGGGGGGCGCA
CTGCTCACAAAGGAGCGCGGCACGGCCTCACCATGAGCGCCAAGTTAGCCCGCCTGGAGC
AGCANGGAGGCGGAGTTCATGGCGCGGTACGGACAGAGGAACCAGCTGCAGCGTTCTCCG
CCGCTTTGTGTCGCAGAGGGTTCTCCAAGCCCAGAGGAGGAGGCAGCGAAGGAGCGCAGG
CCGAAAAAGAAGAAGAAGAAAAAATCTACTGAGAGCTGTGAGGAAGAAGTCTGCCCTGCA
AACGATGAAGAGCGTAGAACAGCTGAGACTCTGAATGAAACGTGTGAGCTGCTCACTAAA
GTCAAGAAGAAGAAGAAGAGGAAAACGTCCAGACATCACAATCAACCGGCTGAGGAAGAT
CCTGATCCTGAGGAAGAGGAAGCAGAAGTAACCGAGACAACGAAGAAGAGCAAAAGGAGA
AAGCAGAAAAAGGAGAATGGACATGGACTTTAATCCTGCTGATGAAGAAGA
>CL745Contig1
ANANANANANANAGANANAGAGANANANAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGGG
GTTCTGGAGGTGAGATGGCGGGCAGCAGGCTAGAGCGGTTTGGTACCGTGTTCAGCAGGG
TTCGAGACCTGATGCGGTCTGGTGTGATACAGAAGGCAGACAAACCCATCTGGTACGATG
TGTACGAGGTGTTTCCCCCGAAGAGAGAGCCACTGTATGTGAAGCAACAGTCCAGACCTG
CAGTCAACAAGCAGGACCCTGTTCCTGAGATCTTCTACAGAGAGGATGAAGTCAGAGCGA
AGTTCTATGAGCAGTATGGGACGGGCCCACGGCCCCTTGACCTGTCCAAACCAAACTTTG
TATCCACCTGTCAGAGATTTGTCACAAAGTTCTACGAGTTAAGGAACCACAGTGACCTCA
GTGACTCTGCCCTGTTTGAAGAGACTGGAAAGGCTTTGTTGTCTGAGGGCGTGGTCCTGA
AGAGAAGAGGAGCTGTTCCTGCAGAGTCATCCAGGGATGCTGTGCTTGACTTGAAGCTGA
CCGACATGCTGGCAGAGCTGCAGAATGCCGCTAGTTCTCCATCAACACAAAACCCAGCAG
AACCAGAGTCGCCAATGCCAACACAGTCCTGAAAACTCTCTATAAGAAACTCGACCTGAT
GTCCTTGGAAGCTTGTTTGTAAAAAATACTGTGGATACTTAAAGTTAATCTGTTTTTTAA
CTTCAAATCTGGTTTCATTTGGTGTTTGGTCATGACACTGATGTCTCCATGAAATGACAC
AAAACGCTCTGCGTCTTCCAGTCGTGTTTTTCAGCTGCTTCATTCTTCTCTAACCTGCAT
CATTTGTCCTAAACAAGTGTTGACTTCATCAACCAGGGGGTGCTGTTGTCAAACATGTTT
TTGTCCAAATCCTTTTGAAGTTGATTTTGGGAGGAAAGTGATCACTCGTTATAGAATATA
CAGCAGTTCAAAACTATGTCTGCTGTCAGATCTTGCATTGTACTGAGCTCGGGAACTGAG
ATGGATAAAATAATAAATATTCCATTCCCACAGATTAATATCTTGTTCCCACAAAATATT
TCGTTCCCTCCAAATAATCAATTGTGCGAACGAAATAATTATTCACGTGATTAGTCATTC
ATAAACACAAATGTTAGTGATGTTTGGATTTAAGGCAGATACCTTCACATTTCTGTGTGT
GTCTCAGTGCATTGCATGGAGGACACGGATGATGTTTAGAGATCAGATTTATTTATTTTT
ATAAGCACAAAAGCACCGATAATCATGTCTCCATGTCTGCATACGCTCTCCGTCCTGCCG
CAAAAGCCGCTTTCCGCCGCTACATCCGTGTTTCTGTGACCCACATTCGTTCAATAGGGC
AAAAAGAAAAACAAGAATGTTCTATTTATTAATGTCTCGATGGAAATAAGAAAAATATAA
TTCTATAATAAATATGTACTGCAGGTGCTCNNAAAAAAAA
>CL746Contig1
ATTTATTATTTTGTCGTTGCTTAGACCAGTTTAAACAAACTGGTCTAAACAAAAATTCAA
AGCTGTAGGTTGTGTAGTGGCAAAGAATTTAAACAAGATGTTTCATATAGCATTTTCCTA
TTTAAAATATAGAGAAAGTATTTAGGCTAAAAAAAACTTTAATTAAAAAAAGTAAACAGA
AAACATTCTTGGAATGGGGGAATTGAATGGAAGATTCTCAACGAGTAATGAGTTGATTCA
TATACTTTGCTACCACTAATCTTGTCAAAATTTCATGTGAATAAACAGACAATGTATTTG
AAGTCACGTCATGACTGCAAATGCAGAAATGAAGAATACATTAAGAAAAATTGTATTATA
TATGATAACAGAATTTAATGGAAGCAATCTTATAAAAGGAGACAGAAATATTAACTTTGA
AAATATTGAAGATTGATTTGAGGAACTGAAAACTCCATGTTAGTAGGCATAATCTGGGTA
AACGTTTGAGCCAGATACAAAAGTGGATTGATGGTCATCCTACAAAATTCCCAGCTGCTG



CAGGGCGATGTATATGGACAGAACGATGACTCCCAGATATCCAATGTAGCCATAGGCTCC
CTTCATCCTCTTTTCAGGATCTCCTGTGTAGTATCCCCAGGCGTAGGAAAACCTGCTGGT
TACCCAAATGGCACCCAGGACAGATGCAGTTAACTTAACGCCGTACTTCTTCCGTGCCGC
CCCAACTTTGACAGCCAAATAGGCCATCATAATCCAGCTGTACAGGTAAGTAAATATGAC
ATATCCAAAGTCAGATGGTAAAGCGGCC
>CL746Contig2
AACATTTTAAACAGGGCTTATGTTTCAGAGTAAACATGTGCAGTTAGTCTCCTCACCCGC
AGTTTTTCCTTCACCTCANACAATGAATTCTTAGTGCATGAAAGCTAATATTACATGGGG
CTAACAGGTTGATAGGAGAAACCTGTGCTTTACTCCTAATCGAACAAAAATTCNAGGGAT
GACTGTGTTTGNGAAATTATGTAGTGAATGGAAAGACAAGGTTGCTATGGTTACTCACAA
TGGGTATGACAATATCGACTGACATTAGTCCATAANAAACCAAAACTGTGTTGGTCAAAT
TCAAAATATGTCATAANANAAGAAGAGTTCTTATAAACAGGAATTATTCTTTTAATTACA
ATTCAAAAAGATATGTTGTATGACCTACTAAAACAAAACATAATGTGCAATCATTGACAT
CTTTTCCCTCTGAGGCGACNGCTGTGCAGAGGATGATGCAGCACAGCAGCAGCTCTCCCT
GTTTGTTCCTACGTCAGAGTGGCTCAGCTCACCTCGTGCCGCTGCCGCGTACGTTAGCGC
CTTCTTATCCCTCCCTGTTGCTGGCGCTGATAAGTATTTGTGAACTGCAGCAAACCAGAT
TCTTCGAGTGCAGTGATGGCTGTCCTCGCCGCTTTACCATCTGACTTTGGATATGTCATA
TTTACTTACCTGTACAGCTGGATTATGATGGCCTATTTGGCTGTCAAAGTTGGGGCGGCA
CGGAAGAAGTACGGCGTTAAGTATCCCGCGATGTACAGCGACAAAGACCAAGTTTTTAAC
TGCATCCAGAGAGCCCACCAGAACACCTTGGAAGTGTACCCTCAGTGGCTTGTTTTCCAA
ACGATCGCTGCACTCGTCTATCCGTTAACTGCATCTGTCCTGGGTGCCATTTGGGTAACC
AGCAGGTTTTCCTACGCCTGGGGATACTACACAGGAGATCCTGAAAAGAGGATGAAGGGA
GCCTATGGCTACATTGGATATCTTGGAGTCATCGTTCTGTCCATATACATCGCCCTGCAG
CAGCTGGGAATTTTGTAGGATGACCATCAATCCACTTTTGTATCTGGCTCAAACGTTTAC
CCAGATTATGCCTACTAACATGGAGTTTTCAGTTCCTCAAATCAATCTTCAATATTTTCA
AAGTTAATATTTCTGTCTCCTTTTATAAGATTGCTTCCATTAAATTCTGTTATCATATAT
AATACAATTTTTCTTAATGTATTCTTCATTTCTGCATTTGCAGTCATGACGTGACTTCAA
ATACATTGTCTGTTTATTCACATGAA
>CL747Contig1
TTTATTCACAGTCAGTACTTTCTAGTTACTACATGGAGAACAGGAGGAAAGTTCATTGTA
CCATGTTGCTTAAAGCTCAGCAGTTCTAACTTTGAATACAGTAAATCAGCAGCACTCGAA
AAAGACAACTTTTATCGTTTTAGATGTGCTCATTGTTTTCTTAAGAATTCATGAATCAAA
GTAAGCTTAAAATGTAGGATGAAAACTGCATGAACTTTCCAACAGAACAAGAAAAAAGAC
AGAATACAGTTGGACAAAACTGCTTTTACAGCAAATCAGCTTCTGTCGAAATTCACAACC
CGACATCCCACATATGCATACAAAAGGGCTAAAATGTAAGCAAAAGAAAAAAACTACCCT
TTGTGTTGACCTTTTTTGTTTTTTCCAAAAACAAAAGTTACTTAAATGTAAATGTACTTT
ACTCACCGTTGCTTTAACTAGTTATTCTTTTCGTGTAACTTTCTTCATTCATCATAAAGC
CTAGGTAACAGTCAAATGAAAACTAAAATGTCTTTACCTAAATACTGCTTGCTTTTGTTT
TGTATATTTCATGAACAACATTAGCAGAATATTTAAAGGAAAAATACTTCTAATGGGTCA
ACTATTAGTTTTTATTAGTGTAAACATTAAACAACAGAAAAAGTCAAAGGAATGCACAGA
TAATGTCTCAGTTGAAGACTGACGGCAAAGAAAACTAAACTTGGTCCAGTTAATCACATG
TAATGTTGAGCTCTTTCTCTGCTGAAACAACGTTTTGAATGTTCGTTACCTTCGATACAA
CAAGACTACAAACTTATGATACAAACTTAAATTCAGCGAATTTCTCTTTTAAATCTTCCT
CCGTTGGCATTAAAATAATTGTTTACACGTTTGTCAGCTTCTAACTCTGCAAATGTGAGA
TTTACATTTTAGTTTTAACCAAAATTTTGTTTAAATCTGTTAAATGTTTTTCACGTTCAT
CAGCTTCAAAACAAATCAAAGTTTTCTTCATTCTGTTGTCACGAAAATCATTTTTTGGGA
CATAAGTTAGCTTCAAAGCCACCGCACTAAATTAAGTTTGGATTAAAAAAATTCCCCATT
TCACTTTTCATCTGTTGGCATGGAAACAATGCTTTGAACATTCGTCCGCTTCGAAACCAC
AACACTGCAAACTTGTGATACAGATTTAAATTCGACCAAATTTCGGTTGAAATTTTCCTC
TTTTGGCACAGAAATAATTGTTTAAACATTCTTAGCTTCAAAACCAGCAGACTACAAACT
TAAAATGCAAGTTTAAGTTTTATATTTCCCCTCTGTTGGCACGGAAATCATTTTTAGAGC
ATTTACTTTTCTACACAAATGGATTCGTAATTAGGACTTGGAACACTCCAGTGGTCAGCA
GAGGCCATTGCTCTTTCCTCTTTCACTGTTTCAGAACAGGCAGTTCCCTGGGTTTAAAGA
AGGCTTGAGCCATCCCCATGGCAAAGATGTACACTTTAGAATCCACCATTATTTTCTCTT
TCTGCAGCAGATCGTTAATCTTTGTCTGGATTTCGTCAAGCGGTAAAAGGATAACTTCAA
CAAACTCGCCGTCTCCCAGCTCCTGTGTCGGATGGATGTTCTCCCCATCGTCTCCGTTGA
TGTTGACCAGCACGATCTGAGTTGTGCAGTTGGACAGGCCGGGGTCAAGGCAGGTCACTG
GAGTGACCCCCACTACTTCGCCTCTGTAGCCAGTTTCTTCCTTCAGCTCCCTCAGAGCCG
TCATCTCTGCAGTTTCCCCTTCATCGATCAGTCCTGCAGGGAACTCCAGGGTGCAGCATC
CCAGAGGAGGGCGGAACTGCTTCACCATCACCATGCAGTCTTTGTGGAGAGTCCGCTTCA
GCACGGCGATGATTCCCACCCCGTCTGCCTCTGTGTTCTTCTGCCGTGTGGTCCTTTTCA
CCGTCTCCCATGTTCTTGTGTTTCCTGCTGGATCCATGTAGGTGGTCTTCTCCAGCTTCA
CCCAGTTCCCTGATGCCATGAGCTCTTCTTTGACGACATGTGGGGTTGTGGTCCCTTTGG
TTTCTTCGGGATTACTCATTTTTACAGTTTGGACGACTCAGCGCTAACAGACAACAAGAA



CCAAAGAAAAGCCAACAAAACGTGTGCAAACTGTTCTGACAGCGCAACGACAGCAACGAC
GCTTTCGGGACACGAAATCCCCAAAGACTCCCCGGCCATAATGNCCGGGTTTAACGCGCG
CTC
>CL748Contig1
GGCCTTATTAGAATAAACTGCGCCCCCCCTCCAGGCTGCGGCGGGGGAGCTCACCCCCCA
TGAATGGATCTCGCGTCTCACCGATCCATTCCTCTCAGAAAACCGGTTCGAGCGGGGGGG
CGAGGAGCATGTGACACACGGGTTCAGCATGTCTCACTGACAGGAGGAGAAGGCGCCTCT
TCCTCACTCCTCCTCCTCCTCCTCGCTCCTCTGGATCCATGACTGGACCCACCCCCCCGA
GCCGGACCGGGACCTCCCCGGCCAAGTTGAGCAGACACGGTCGGTCCAGGAGCTCCGGCT
CCCTGTACCTCCTCCGCTGCAGCAGACAGGAGGCGTCCTCCTCCTCCCCCCCCTACCAGA
GCCCCCAGTCTCCAGGGGAGGAGGAGGACGGGAAGGACGGGGGGGTCCAGTTCTACGTCA
ACCGCAGCGGCTTCCCCATCGACAGTTCCACCTGGGACCGGATGTGGACCCACGTGGCGG
CGCTGCACCCCGAAGGTCAGGAGATGGTGACCCGGATCCGGAACGCCTCGTACCTCCCCA
AACATCCGGTTCCTGCCGTCCCGACGTTCCGAGCGTCCATGTCGGTGTCTGACTGGCTGC
TGACGGTCCAGAAGTACATGAAGGCTCTGCAATACAACCACACCGGGACGCAGTTCTTTG
AGATCAAGAAGAGCCGGCCGCTGTGTGGGCTGATGGAGACGGCGAGGGAGATGATCCGAG
AGTCTCTGCCAATCAAATGTCTGGAGGCTGTGATCCTGGGGATCTACCTGACCAATGGGA
TGACCTCTCTGGAGCGCTTCCCCATCAGCTTTAAGACCCACTTCTCGGGTCACTGCTTCC
ACCACGTGGTTCTGGGCGTGTACTGCAACGGCCGCTACGGGTCGCTGGGCATGAGCCGGC
GCCAGGACCTGATGGACAAGCCGCTGACCCACCGGACCCTGGGAGACCTGGTGGCCGAGT
TCGAGAGCTCCTATCAGAAATACCAGCACACTCTGGCTAAGGTGAAGATCGGCCTGTACG
TGCCTCACGACCCCCACGTCTTCCAGCCAATCGAGTGGAAGTATTTGGTGCTAAACGCCT
CCCGGCTCGGAGCCGAAGACATGAAGAAGGAGCTGGAGAAACACGGTCGGGACATGAAGA
TGAAGATCCTCAAGTCCTCAAGTGCCCAGTCTCCCATCAAGGAGCGCAGCAGAGGGAAGT
CCCTGTCGCCACGGCGACGGCAGGGCAGCGCCCAGCAGCTGTTGGTGCGGCGCAGAGACA
AATCGTCCTCAGTGGAGAGGAGACCAGCAGAGCTCAGCACCCTCAGCGATGGCTACCAGA
TCCGCATCTGAGCGTGTGCAGACGCCGGCGGGGGGGTCTGGACCTGGATCAGCTGATGTC
TAAAGCGGAGGGGGTGCGGAAGGACTTGGACTTGGTCTGTTCCAGTCCACCGTGTCTGGT
CTGCAGGTCTTAAAGCTGCCAGCTTGCTTTGATTTTTCAAAATCCAGGCCAAAAATAAAG
TCTCAGCTCAGGAATTCCTGCTGAAAATCCAGAACTTCATTTGAGTCTGGGGGGGGCCGT
CCGGTCCCTGAAGGACTGGAGCTGGAGGTCCGTGTGTCCAGTCAGGTCCAGTCAGGCCCA
GCCAGGTCCAGCCAGGTCCAGTCAGGCCCAGTCAGGTCCAGTCAGGTCCAGTCAGGCCCG
CGTGGAAATGAGTTTTATCTGCATGTTTTGGTTTTTCTCTGAAATATTCCTGAAGACAGA
CGTGTCCTCGTGTTCGTGCACGCCTCACGTGCACGGCTGTGTGAAAGCGGATGCACAAAT
GTCCCGTGTGGACGGCGCCAGGACCCCTGGAAACATGTGACCCCCCCTGAGTGTTTTCAT
CTGCAGANGAGCCACATGNAGTTTAAAAAAATCAAGAC
>CL749Contig1
TTTTTTTTTTCAGTTCACCTTTTAATGCTAAGCTGTACATGTTTAACGCCGGGACAGACG
GACAGGATCTGGCTTTGAGCAAAGCGGCGTCCCGTCTCTAATGGGGGAGGTCGTGGTGGA
TCAGTTTATAGTGGGACCCACAGGAAGGACAGCGCTGGGCCTCCCCCTCGTGAAGCCAGA
ACCACACGATGGCGGTGTTGTCCTCCTCACAGAGACAGCCCACCAGCCTCTTGTTTCCAA
TGCTGGGGACGATGTGGGGGTCCTCCTTGGTGCCCGTGTAGTGTTTGGGCTTCAGGATGC
TGTAGGGATCCTTTCCCTGCTTGAGGGCCTCCATGGTGGCTCTCTCCAGGCCGGTGGCCT
GCTCCTCGTCTGTTGGGATTCCTCCCGCGGACGCCATGGCGCGGTGACCCGCCCGAACCA
CCGCGGTTCTTCTCAGCTGCAGGGCTGCCGCCGAACAGCCCCGGAGAAGCAGGCGTCCCG
CCATTCTGCTGAGTCAAAAGCGGAGTATGCCGAGACGACCCTCGTGCCGAATTCNG
>CL750Contig1
TTTTTTTTTTAAGGCCTTTATTCTGAAAGGTTCTTAGGTTTTATTGTGAAAGCTGCTTTC
CAGAGAATCACTTCAATCAAGTTTTAATATTTCGTGCAGAGATACAATAAAATGCAAACT
TCAAAATAAAAGTCTGAAAACTCACATTAAAATAAAAGCCTCTAAAAAAATAAAAGATGA
TTTTACCTTTAATGTGAAAATCTAAAGTTCTGAGTATGATTATAGATAAAAGGTGAGAAG
ATCAGGAACAAGAATTAAGTCCTGATGGTTGGAACAGAACAGAACCGCAGCATTTTATTC
TGACAGTCATCTGGATCATGAGGTAGAAACAAAGTTCTCCAACGTTCTGCTTCCTCCAGA
ACCTTCTCACGCCTACTCAGAACAGAGCCTGCAGCTCTCCAGGTTCCGTCTGACAGAACC
CGGGCAGCTTCAGTCCACCTGCTGGACCCCAGCGTCTGCACCCTCAGGGCCGGGTCAGAC
TGGGCTCAGACCGGGTCAAACCAGGTCATCTTGAAAGGAACAAAATCCAGACTAAAATGT
AAAAAGACATTAGAACATTTATAAAAAGACTTTTTCAATCTGAATTCAGACTGGAAACTT
GAAGCTGCTTCTACGTTGGGTTCACCCTTCAGAGTCAGACTTTTAGTTAGAGCTGGTCCT
GTCTGGCGTGGGGGGCGGGGCTTTGAGCTGCCAGGACATGATTGACATCTGGTGACAGAG
GCTAGAGTCTCGGGACGCCACGGGCGGCGCCCACAGCGGACGCTGTTCCGGAGCAGATGT
GTCATCATCATAACCTGTCCCCAGGTGTCAATCATGTCCCAGTGGCCAATGGGCTCAAAG
CCCCGCCCCCACATCACCTCTGGATCAGGTCCAAAAGCGAGAAGTCAGAATCTAAACTGT
GAACAGACTGAAGGCCTTAAGGCTGAGCCGGTCTGACCCGGTCTGACCCCGACCCGTTCT
GCATCCTTGGATCCGTCCAGACGGACAGGAGAACCCGCGGCCTCCCGGTCCGAACAGAAC



CTGACGGCTCAGAGAAGCCCCTCCCTCTCAGTCCAAAGCACCGTGGCGGTGAAGCTTTGA
GGAGGTTCAGGATGATGGAGAGAGGGGGATCGAACCCCCCCTCGTGCCGA
>CL751Contig1
AGTTTTTCTTTAGAACCTTACACGTTGGATTGTCTGTTTTCTTTCTCCACAAACATTTGA
TTCTCTGATTCAATTCAAGAAGGCACTTTGTGAACCTAATGGTTAAATTCTAAATAAATA
GCTAATTAAATACATTTTTTAATCATCCTTGATCATAGTTAAGTTTCTTCTAATCTGGAA
GTGAACAGAAAGAATTTTTATTAAAAAATCTGAAGGATTACTTTATTTTCCCCACATTTC
ACACAGATTTAGACATCCTTAGTGTTTCCACTTTCCCAGCCTGCATCACTTCTTCTCTAC
GGCCTTCAGTCGACCCTCCAGCTTGCTCAGTCGGTTCTCCACTGCAGAATGTTTGCTGAA
GTCTGTAGTGTAGAGACTCAGCAGGACACATGTCAGCACGAGGCCGCCCAGTCGAAACGC
TGTGGTGTCTGTGGAGGCGCTCTTGTCCAAAACAATCAGTCCGAAAACCCAAAGCGCCAG
GACGGTTTTCACCGTCCAGAACACGTGCTTTAGCACACTGATCAGCAGACGCAGAAGGAT
GGTGAGCAGCCAGTAACCGATGAGGCAGCCCAGACCCCACTGGGCGATGGAAGTCACACC
CTCAGGAGTGAAGCGGGGCAGCGTCAGTGCAGCATTGAATCCTGTGACCCTGAGGATCTC
CGTGACGTAAACTGCAATGACATTCAGGCCGCTGGCAGCTCCTTCAGCCAAGAAACGGAT
CGCAGTCTGTAAAATCTCAGCAGTTGACTGAATGACGGTGGTTCCCAGGATCGACTCCGC
GTGCCGCTGGATCTCCTGGCAGGTTCCGGTGATCAGTGTGCGCAGGCTGACCACCGGCGC
GCTTCCAGCCGTGGCCTGATCCTCCCCAGCGGCAGCCTCGACCCACAGCGCCACGAGGAC
CAGCACCCAAGCAGCAGACAAAAGCCGAACCATGATGACGGCACGGAGACCCTTCAGCTT
GTGAAAAAGCACAAACGCGCGCGCGCAGCTTCAGGAAATCCAACAAGACTTAAAAATGGC
TTCTGTGTTGGAGAGCAGCCTCAGTCGACGCGCATCACAGCCGAGTCTGAGGAGGAACTG
GAGCTACGCCGAACCCAAACCCAGGTTCGGTTCTCTAACCGGATCAAAACGCTTGAGGTT
TAACAAAATTCCAGCTGGATGGAAATAATCTACGCGTGGAAATTTAAACTAACCCAATCC
GAGCCTGCGCTCCTCCAGCGTTAACGCTGCCTATATTTGGAGGCTAACTCTTAAAGGAGT
CCACCTCAGAGTAAAAAAAAAGGCAGAAACGAGGTGAAGCTAAGAGCGCGCGTGCGCTAA
AGTCTCTTAATTCACCTTGGAATTACGCAGCGCGTGCCTTCAGTACGATCAAACAACAAA
AAGCGCTTTAGAGATGGATTCTGTTGCACAACTGTTGGAGGGGGTGAAAAAAGCCTCCTT
CTCTTTAACCACTCCCTTCCTTCCAGCGTTTCCAACGACTCCTTCCACCAATGTAGCAAA
CACGTCTAAACCGTGAGGAGGAGCAGAGCTCTAGGCCAA
>CL751Contig2
GACTCCTTTAAGAGTTAGCCTCCAAATATAGGCAGCGTTAACGCTGGAGGAGCGCAGGCT
CGGATTGGGTTAGTTTAAATTTCCACGCGTAGATTATTTCCATCCAGCTGGAATTTTGTT
AAACCTCAAGCGTTTTGATCCGGTTAGAGAACCGAACCTGGGTTTGGGTTCGGCGTAGCT
CCAGTTCCTCCTCAGACTCGGCTGTGATGCGCGTCGACTGAGGCTGCTCTCCAACACAGA
AGCCATTTTTAAGTCTTGTTGGATTTCCTGAAGCTGCGCGCGCGCGTTTGTGCTTTTTCA
CAAGCTGAAGGGTCTCCGTGCCGTCATCATGGTTCGGCTTTTGTCTGCTGCTTGGGTGCT
GGTCCTCGTGGCGCTGTGGGTCGAGGCTGCCGCTGGGGAGGATCAGGCCACGGCTGGAAG
CGCGCCGGTGGTCAGCCTGCGCACACTGATCACCGGAACCTGCCAGGAGATCCAGCGGCA
CGCGGAGTCGATCCTGGGAACCACCGTCATTCAGTCAACTGCTGAGAGGGCTGTGTTGTT
TCTTGAGTCACTTCTTGGTCAGGAGAACATCAATTCAATGAGCCTGATTTTACAGACTGC
GATCCGTTTCTTGGCTGAAGGAGCTGCCAGCGGCCTGAATGTCATTGCAGTTTACGTCAC
GGAGATCCTCAGGGTCACAGGATTCAATGCTGCGCTGACGCTGCCCCGCTTCACTCCTGA
GGGTGTGACTTCCATCGCCCAGTGGGGTCTGGGCTGCCTCATCGGTTACTGGCTGCTCAC
CATCCTTCTGCGTCTGCTGATCAGTGTGCTAAAGCACGTGTTCTGGACGGTGAAAACCGT
CCTGGCGCTTTGGGTTTTCGGACTGATTGTTTTGGACAAGAGCGCCTCCACAGACACCAC
AGCGTTTCGACTGGGCGGCCTCGTGCTGACATGTGTCCTGCTGAGTCTCTACACTACAGA
CTTCAGCAAACATTCTGCAGTGGAGAACCGACTGAGCAAGCTGGAGGGTCGACTGAAGGC
CGTAGAGAAGAAGTGATGCAGGCTGGGAAAGTGGAAACACTAAGGATGTCTAAAT
>CL752Contig1
TGTTTCTGATATTTATTTGGAGATGACTGCACAAACTTTAGGTAAACCACAAAGATGTAC
AAAGACCAGATTTTGTTTGAAGGGGAATCGGTGAGCTTTAGGCACATTACAAATCAATGC
GGTTGGACATTTACCCAAAAATAAAAGGACTGAATACATAGCAAAGTAGCAATGAAGAGC
ATATGAAAGCACTTACTTGGTGCTTAACATATAGAAACTAAAAAGAAAGTGTTTAATAGT
GTCTACCAGCAAAATTGTATTGATTTATTCGCTGACTGAATGAGCCAACAGCTGGGAAAA
AATGTCAAAATATAATCACACATTTTTAGCAAAGGTTTCCCAATTTGGAACAACATAGGA
GAATATGAAGTTGCTAAAAAAATACAGGTACCAAGATCTTATCAAGCTAACACAAGGCAA
GAATTACAAAGCGTCTTTTAGAGCAAAACAGGCAAAAACAAGTTGTACATAGACGTTCTT
ACACAAACCAAAGGGTGCATAATGTGTCTTGTCTAGTTGCATAACATTTAAGCTTTACAT
GACACACTCCCAATTTGTAATTTCAAAAATAAAACATTGTCACAACTTTATGTACATTTT
ATACACAAACAGAAAACATGCAGCAAAGTTGAACTAGCTCCAGATGAGAACAATTATTTC
AAAGGGGAAAAAAAACAACAACGCATTGTTTTGTATGAGATCTTTTCACCGAGTCAATTG
AAAGAAATTGCGGTGAACAGTTGACAATGTTGTGGCTCTTGTTGTTTCCCCCAGAAGTGG
GTTACACTGTCTTGACAGAGGGGATTGGCAATTCTCTAGTTTCCGATTACCTTTCAGCAT
TACTGTTCAGAAGCACAAATTTAACCACAACCACAGCAAACAAAATGTATTCTTGTAGCG



TCTTGATAAAGATGACGAGGTACAAAAACCAAGTCAGAAAACATTTACCCTTCATGGATG
TAAAGTAACCTGATGGTGAGTACGTGTGGTTTTGATTTACAGTTTGTCTCCTTGAGCTTT
TATCTTTCGCTCCCAAAGTTTTTGATGATCAGAGAAGCCCTGCTTGCCCTTGTTGAAGGA
ATTAGGTCCTGCAGATGTTGGTGTCTCCCTCCCAATGTTCTTCATCCTCATTTTTGCTTC
TGGGGGCATCTCTTCTGGTTCACTATCGTCGCTGTCGTTAAAAACAGATGCCAATGCTGG
CTTCTTTGGTGGAAGTGATGGGACAGGCTCTTTGGGCTTCGTTGCTCCAAGTTTGATAGA
TATGGCGTTTGATTTGGTTGCCGCCTGGCTGCTCATGCTAAAGCCCAATTTGGAGACTTT
GCGAGGTGCCGGCGGGTCTTCTGAAGACTCGTCCTCCTCTTCAGCAGAGAGGTGCTGGGA
TGTACGTTTGTAAGCGGCCCCATCGCCTCCCACAGTACTACAAGAGACAGGCTTAGTTTT
CACTCTGTCTCCCTCCTCCTGCGGCCCTCCGTCGTCGGTGTAACTTCTCCTGTTTTGCTT
GCTATCCGCCATCGTCGCTTGTATGGAGTTTTCCGGTTCCCCCGGCCATAATGCCCGGGT
TTANGGGCGGTGC
>CL753Contig1
TATTGATNCTCTCTTNTGACTTTNACAAACAGAGACTTTGCCTTTAGATGCGATTAGAAA
ACATTTGAAATGAATAGAAGACCACAGGGATTTTCAGGGAGATTTATCTCCTGAAAAACT
CATTTTAATAAAGTCAGACTGGCTGTTTCTCCTTGGCAGGAGCAGCTAGAAAACAGCGGG
GAAAGTCATGTATTTCTTCCCACTGTGGTCCACCACCAGCACCTCTCCGTTCTTCACCTC
CTCGGTCACCAGCTCCAGAACACACTGAGCCACGTCTGACGGCTGTAGCACCCCGTCTGC
TGCAAATTTCTCGAATAAATGAGCAAGGTGAGAAAATGGACCCAAACAGTTTGTAACGGA
GGCGAAGAGGTCTGTTTGGACAGCACCGGGGCAAATGGCGTTGAAGCGTATCCCATAATT
AGAGGCGGTGGAAGCAGCCGCCATGGCTCGAGTAAAGCCGATCACACCGTGCTTAGTGGC
CGAATAGACAGGACAACTGGCTAGAGGTCCGAGACCCCCCACTGAGGCTGTGTTGACCAC
GACTCCTCCTCGCCCACCAGACTGCTGGCTCATCTTCTCCAGAGCAGCGTAGGTCATCCG
GATGACGCCCCCGAGGTTTACAGACACAGCTCGTTCCCACTGGTCCTCACTCAAGATGCC
AGCGTTGTTGCACAGAATGTCCATACATCCAAAAGTGGCCATAGTTGCCTCAAAGGCGGC
TTTAATGTCCTCCTCTGACTCAACGTTACATCTGATGAACAAAGTTTTCTCCTCTCCAAA
CTTCTGATCAAGGACTTTCTTCAAACCCTTCGCTGTGGTTTCATCCACATCCAACAGGAC
CACCTTTGCGCCATTCTGCAGAAAGTTCTCCGCTATTGCTTTCCCAATCCCCTTCGCTGC
TCCTGTCACCACGGCGACCTTCCCGCCTAGGCTCATCGTGGAGGCTCGGGAGTCTGTGGA
GCTGGAGCTCCTCTGCCCCTCGTGCCGAA
>CL754Contig1
AAAGGCCTCAAAGTCGCTGAAAAACTGGAAAGAAAAAGTGAAAAGCTCCCTCAGTTCCAT
CAATCTCTCATCTTCGCTCATGAGGGAGCAGGTTTGCAGCTCTTTAAGAATATCCTTCTG
TTGTTCTTGATCCACCTTCAGAACATCTGGCAGGGAACATCTTCCTTGAAAGGACTGCAA
CTGGCACCATTTGGCTGCCTCAATGGTGCCGTGCAGTAAAGCATCTTCTTCATTCCTTCC
TGTCCCACTGCTGGTCATGTCACCTTCCCCTGGAGTTCCCGCTCCTCCTTTTTCTGGCCT
GCATTCCTTCTTCTTCAGACGGCATTGGAAAGTTTGTTATTAGGTGCAGACACCACCGTC
TCCTAATTTGCTTCATGTTTTCCTCACTGAAATCGCACTTAGTTCCCGTGACGATGTACA
GAGCGTACATTATGACAAACACGCCACAGTTGTTCGAGCACCCTTGCTTTCGCCAGACCC
TGGGAGTGTGTGAACAAATGTTTTGATTAAAGGATAGTAATCAAATAGAAAATTTTAGCT
GATGCAATGACAAATCAAACCGGAATATCATTTCTGCCAAGTGTCCTCCAGGGTCCAGGG
AGAGGAGGTGTGCAATGTGTCTGGAAAAAAGCACATTGTAAGTTAACAGAAGAAAATAAA
AGCACAGTATTTTTATATATTTACACAAGAACTCCAATTGAAGCG
>CL754Contig2
TTGTTCCTCAAACAACATAGACCTTTAATTTTTATTGTCCATAATTTCAGAACAAAATGC
CTCAAAGTCGCTGGAAAAACTGGAAAGAAAAAGTGAAAAGCTCCCTCAGTTCCATCAATC
TCTCATCAGCAGGTTTGCAGCTCTTTAAGAATCTCCTTCTGTTGTTCTTGATCCACCTTC
AAAACATCTGGCAGGGAACATCTTCCTTTAAAGGACTGCAACTGGCACCATGGGGCTGCC
TCAATGGTGCCGTGCAGTAAAGCATCTTCTTCATTCCTTCCTGTCCCACTGCTTGTCATG
TCACCTTCCCCTTCTGAGATGGATTCAGAATGCATCTTTTTAGTGAAGCATCTTCATCCT
GGAGTTTCCGCTCCTCCTTTTTCTGGCTGCATTCCTTCTTCTTCAGACGGCATTGGAAAG
TTTGTTATTAGGTACAGACACCACCGTCTCCTAATTTGCTACATATTTTCCTTTCCTCAC
TGAAATCGCACTTAGTTCCCGTGACAATGTACAGAACGTACTGAAAGTCAAAAAGTACAT
GTTAATATTTGGAATCCATGTGACATTTCTAAATGTTATCTTTATATACCACGGTCACTT
ACNAAAAAGATATAAATATTAACCAGTTTTTAGTCCTTAATTCTTGTTTTCACTTTTTAA
TGCACACACTGCAGCCAGTCAGTTTTCACCCAGCGCATGATATAATTCATTATAAAACCC
TTATTGACATTGTAATAAAGTTAGGTATATGTTGTATTGATCTTTATTGAGGAGAACATT
TAATGTCCATGATCATTTCCAATCATTTGTTTTTGAAAAGCCCTGGTCTTAACATTATGA
CAAACACGCCACAGTTGTTCAAGCACCCTTCATTCGCCAGACCCTGGGGGTGTTGAACAA
ATGTTTTGATTAAAGGATAGTAATCAAATAGAAAATTTTAGCTGATGCAATGACAAATCA
AACCGGAATATCATTTCTGCCAAGTGCCCTCCAGGGTCCAGGGGAGAGGAGGTGTGCAAT
GTGTCTGGAAAAAAGCACATTGTAAGTTAACAGAAGAAAATAAAAGCACAGTATTTTTAT
ATATTTACACAAGAACTCCAATTGAAGCGAACTCAGGAAAAGGTGGGAACTTGAGTCATT
TATTGAGGTCAGAGGGCTGTGGTGGTGCCAGAAGGTGCTGAGGAGGAGCCACTGTTCTGG



CCTCTGGTTTCCATCTCAGTGTTTCTTCTTGATGAGGTGCTCCCAAATGTTTTAAAAACT
GTGACCTATTGAGCACTGTTGCTGGACAATAGCAACAGTGAAAGTGGGATGTACGTCGGC
ATCCTAAGCCACACTTGATGACTGTGAATTCTTTGTGTTTCACAGAAGAATGAGTTTCCA
TGTGGAGGACCATTGCATGCTCTGCATCCATCTTGCAACAGCAAAATGGACATGAGAAGA
CGTTGTTTTGTTTTATCGGCGTTGGCTTGTCGCCGTCGATTAAAACTGTAACGTGTCTCG
TTTTTTTTTGGATGTGTTCCTCCATTTTCAAAGTGTCTCTCTGCGCGTGGAAACAGAAGA
AAAACAGCCCC
>CL754Contig3
TTTTTTTTTTATTGTTCCTCAAAACAAACATAGAACTTTAATTTTTATTGTCCATAATTT
CAGAACAAAAGGCCTCAAAGTGGCTGAAAAACTGGAAAGAAAAAGTGAAAAGCTCCCTCA
GTTCCATCAATCTCTCATCTTCGCTCATGAGGGAGCAGGTTTGCAGCTCTTTAAGAATAT
CCTTCTGTTGTTCTTGATCCACCTTCAAAACATCTGGCAGGGAACATCTTCCTTGAAAGG
ACTGCAACTGGCACCATTTGGCTGCTTCAATGGTGCCGTGCAGTAAAGCATCTTCTTCAT
TCCTTCCTGTCCCACTGCTTGTCATGTCACCTTCCCCTTCTGAGATGGATTCAGAATGCA
TCTTTTTTATTGAAGCACCTTCCTCCTGGAGTTTCCGCTCCTCCCGACGCCTTTTTCTGG
CCTGCATTCCTTCTTCTTCAGACGGCATTGGAAAGTTTGTTATTAGGTACAGACACCACC
GTCTCCTAATTTGCTTCATGTTTTCCTCACTGAAATCGCACTTAGTTCCCGTGACAATGT
ACAGAGCGTACATTATGACAAACACGCCACAGTTGTTCGAGCACCCTTGCTTCGCCAGAC
CCGGAATATCATTTCTGCCAAGTGCCCTCCAGGGTCCAGGGGAGAGGAGGTGTGCAATGT
GTCTTTGTGTTTCACAGAAGAATGAGTTTCCATGTGGAGGGCCATTGCATGCTCTGCATC
CATCTTGCAACAGCAAAATGGACATGAGAAGACGTTGTTTTGTTTTATCGGCGTTGGCTT
GTCGCCGTCGATTAAAACTGTAACGTGTCTCGTTTTTTTTGGATGTGTTCCTCCATTTTC
AAAGTGTCTCTCTGCGCGTGGAAACAGAAGAAAAACAGCACTGACTTCGTCGTCTTCTTC
TTGTATTTAAAATGGCGGCCGGCAACAACGACGAAATGCATTACCGCCACCTATTGTCCC
CGGCCATA
>CL754Contig4
TTCGGCACAGGCACAAAGACACATTGCACACCTCCTCTTCCCTGGACCCTGGAGGACACT
TGGCAGAAATGATATTCCGGGTCTGGCGAAGCAAGGGTGCTCGAACAACTGTGGCGTGTT
TGTCATAATGTACGCTCTGTACATCGTCACGGGAACTAAGTGCGATTTCAGTGAGGAAAA
CATGAAGCAAATTAGGAGACGGTGGTGTCTGCACCTAATAACAAACTTTCCAATGCCGTC
TGAAGAAGAAGGAATGCAGGCCAGAAAAAGGAGGAGCGGGAACTCCAGGGGAAGGTGACA
TGACCAGCAGTGGGACAGGAAGGAATGAAGAAGATGCTTTACTGCACGGCACCATTGAGG
CAGCCAAATGGTGCCAGTTGCAGTCCTTTCAAGGAAGATGTTCCCTGCCAGATGTTCTGA
AGGTGGATCAAGAACAACAGAAGGATATTCTTAAAGAGCTGCAAACCTGCTCCCTCATGA
GCGAAGATGAGAGATTGATGGAACTGAGGGAGCTTTTCACTTTTTCTTTCCAGTTTTTCA
GCGACTTTGAGGCCTTTTGTTCTGAAATTATGGACAATAAAAAATTAAAGGTCTATGTTT
GTTTTGAGGAACAATAAATCCCAGTGTCTGCTGAAAA
>CL755Contig1
CTGGGTTTTCTACATAAGCTTTAATAATCTTAACCAAGGTGTGCAATTTTTCTTCGGTTC
CTGTACAAGATAATTTGCGCAAAAGTTTATATAAATACTTTTTTTAAAACTTTAAGTTAC
CTACATCTACAACTCAACCGTGTTACAGATCAACACATTACCAAACTGTCCAATAAAAAC
CTGATTAGTTACATACATTTGCCCTTTTCAGCGACTGCAACAACTTACATTTTCTAACGC
TTTTCTCAAAAGATCATTTTGTGAGCATTTTAAATAACATACAGAGTTGTTTATATAGAA
AAGCCTTTCCTAATGACAATTTTGAGACTAAAAGAGGCTGAAGTGCATATGCAGGTGATG
AGGCTGTCTTGATTGCTCTTTGGCTGTATACTTGCTGCTTACAGGAGAACGTAGACATTA
GCTGGATATCTATTCACAACTGCATTTTTGTCAGCTAACAAGTGTACGCTGACACTGTAG
ATGTCTCATTTACAAACTTCTGGTCCTCCAAAGATGAGCTTAAGAAAAATTAGCTTGACT
AAAACTTCTCATCTTAAAATCTGCACAGATGTCTGAATGAAGACTGACCTCGAAGTTGCA
GTGAAGAAGATGTCTTCTGTCAGAGCTACAATTTAGTTTTGAGCACAACAGTTTCAATGT
ATTCTTGTTTCATATTTATTTTTCATAAGTTTTTTGTATCCACTTTTTTTAAGAACTGCT
CTGAAAGGGGTCAGCTTCCATCTTCTGCCATTAGGTTAAATTGATGAAGGACTTCTGGAA
GCCGTGGACTGTGAAAACACCCTGCTTATGGTGTCTGGCTCTTAGAAGAGACCACAATCT
TTCAGATTTTCCTTGATGATGATGTCGGTTACGGCATCAAACACAAACTTGACGTTCTCT
GTGTCTGTGGCACACGTCATGTGGGAGTAAACTTCTTTGACGTCCCTGCGCATGTTCAGG
TCCAAGAACTGCATCTTAATGTAGTTCCCAGCATCCTCGTAAGTGTTGGGGCCATCATAC
TCTGGGAAACACATGCTCAGATGGGCTTTCTTGATCTTCTCAGTAAACACATCTTTCTTG
TTGAGGAAAAGTACGATGGAGGTGGTTGCAAAGTAGCGGTGATTGCAGATACTGTTGAAC
AAGTGCAGGCTCTCATGCATTCGATTCACTTCATCGTCTTCCACCAGCACCATGTCGTAG
GCGCTCAAAGCAGCGATGAAGATGATGCAGGTCACACCTTCAAAACAATGAATCCACTTC
TTTCTCTCTGACCTCTGGCCACCCACATCAAACATCCTGAAATTGAGATCTTTGAGGCCG
AACGTAGTCTCAATGATACCAGTGGTCTTCACTCTTGATCTCAGCACATCCTGCTCAGTG
GGCACATAGCCTGGTTGGACCAGTCGCTCCAGATCATTCAGGTAGTATCCAGCAGAGTCA
TTGAGTTGGTACTCTGAGGCCCTATCGAAGCAGGCCTGGATGCCAGAGTCTTTCCACAAA
CGCAAGATAATGTCTGACATTTCCTTGGGCATGGTGCCTTCCTCAATAGTGTCAGCAAGA



TGCATCAGCTTCCTGGCATCATCCTGCTGATCAGGGTGTCCATAGTTCATATTGAATGTG
TTCATGGCTTTCACAATGGCCATGATAGACTGCAGCGTGTTGCTGTAGATGATAGTAATG
AACTCCAAGCACTCTTCAAGCGAGTAACCATCTTTGTGGATAATTTTCATCTGTTTGACA
ATGGTGCTTTTGCCTGATTCTCCAGCACCTAGCAGCAGCAGCTTGACAGTTCTTGCATCC
TTGTCAGCATCCTCCTTCAGTTTCTTCTCCAACTCCTTGGAGCGTTTCTCTTCAGCGCTA
GCTCCGGCCCCCATCCTACTTTTCCCGGCTTGGACCCTCCTGCTCAAAAGCCAAGTGTCA
GGAAAAATGGAAGCAGGTCCTGGCTGCTCACCTGCCTGGCCGGTGCCTTCAACGTATGCA
GCTGATGAGTCAACTGCGCTCAGCAAACACTGGAGAATGCTGGAGTATTTTCTGTCTCCC
CGGCCATAAGGCCCGGGTTTA
>CL756Contig1
CGGCACGAGGCTCTTTTAAGGCTTCTGAAATAAAAGGTTTTGGACAGCGAGCCAGCGGTG
ATGATTGGGTCTAGTTCGTCCGCGTCTGTTGGATTTCTGATGTACAAACACTCGCCAAGT
CAAAGGAGAGCCCCCTCCTTCCTCACCCAACCATGTTCTGGACGGGTTTGACCCGCACAG
TTGGCGTCCTGCATTTAGATGACGAATTCTTATAGCCAACGTTATTTATAGGTCTGCTGC
TTCCACCCCCCCTTTAGCTCGATAACAGCTTTTGTTGTAGTTCTGCTGTGTTCCGGAGCT
TTCTCAGACTTTCAGACTTTCTAAAGTCTCACTGATGTGCAAAACAGAGAAATCACTGGA
GTCCTTCGCTCTAATGCAACGTCCTACATGACTGACCAACAGTCTTTAAAGTGGTTAGAT
CATCATTTGGCTGAATAACTCCTGACTTCTACCTGGCAAAACCTTTAAACTTATAGACAG
TTCTGTATATTTTTGCACAGTTTACAAACAAAAAGCTCAGTAAGTTGAAAAGTACCTTTT
AGAAACTAGTTTATAAGTGAGGCTCATTAGCTGGAGTGAGGTTTTATTATTTTGTTCTTA
GAGGTTTTCTTGGTTGGCTGCCATGAAGTGCATGTCATAGAATAAGTTAACGATGGTTTC
ACCCCTTCTATAGGTTCTACGGTATTCTCCACCTTGACTCTCGTTTATTAGGATTGCTTC
TTTAATCGTTGGAGTGGTATTACTGCTTAATCTTGTTGAACCGACCGTGTGCACATGCAT
GTCCCTGAACGCCGACGCCAGCTTCAGGAGTCCTTGTTGGGTCCTGCTGCGTCTCGCTGA
GACCTCGTCTACAGAACTAAAGCTGCAGCAGCTGACACGACGCGCCGCTCCTCCGTTATT
CATGTGAATGTGAAGAAGTGGTAGCTTGAAAAGGCGTCGATGTCGGTCCTCTAGGACCCG
TTGGCAGCTCGGTTCCTGTGGTTTGTGGGTCTAAACAGATTCACGCGTCCAGGAGCCGCG
TTCATCCTCACCACGGTAAGAACCAACCTGCAGGGATGCCAACACGTGAAGCGGTGCCTC
AAAGCACCGTGGGAAATGAAGTTCTGGTAGAGGATCTCCTTTTTTTTAATCAGAAAGTAG
GAATTTTCAGAACCTGCTGAGGTTTTTCTGGAGAAATGGGGACATTTTCCCCGAAGGCGT
CGTCCTTTGAGCCAATGTCCCAAACAGAGGGGAAAACCGAACCCTCGTCACGGATGGCGT
CAGGCTCCTGGTCGTGTTCTGGAAGTTCCCGCCGTGTTTCTTTGGACTCGTCGTCGTCGG
CCTGTGGGTGTTCTCGCACTGCAGCTTTGTTTTGCGTCCGCTGTGATGGATTTTAGTTTT
TGGAGCCTTCAGAGAGATGCTGCAGGAAGATAAGTGAAACATGTTTGTGGTCTCTGTTCT
GATGTCAAAGGAAACGAATAAAGATCATC
>CL757Contig1
GGGTCGAGCGTACTTCGAGACGGATAAAAAGCACTTTACCATCCTGGATGCTCCTGGTCA
CAAAAGCTTCGTTCCCAACATGATCGGAGGGGCGTCCCAAGCAGACCTGGCTGTCCTGGT
CATCTCTGCCAGAAAAGGAGAGTTTGAAACTGGATTTGAGAAAGGCGGGCAGACGCGAGA
GCACGCCATGCTGGCTAAAACAGCCGGGGTCAAGCACCTGATCGTCCTGGTAAACAAGAT
GGACGATCCAACCGTCAACTGGAGCTTGGAGAGGTATGAAGAGTGTAAAGAGAAGCTGGT
GCCATTCCTGAAGAAAGTGGGCTTCAACCCCAAGAAGGACATCCACTTCATGCCGTGTTC
TGGGCTGACGGGGGCCAACCTGAAGGAGCCCACGGACCTGTGCCCCTGGTACACAGGTCT
ACCATTCATTCCACACCTGGACAGTCTGCCAAACTTCAACCGCCCCAGTGACGGCCCGGT
CCGATTGCCCATCGTAGATAAATACAAGGACATGGGCACTGTGATTCTAGGAAAGCTGGA
GTCGGGCTCCATCAGCAAAGCCCAGCAGCTGGTGATGATGCCGAACCGGCACACTGTGGA
GGTGCTGAGTCTGCTGTCTGATGACGTGGAGACGGACGACGCCGGGCCTGGGGAGAACCT
CAAGCTCCGGCTGAAGGGCATCGAGGAGGAGGAGATCCTACCGGGATTCATCCTATGCAA
CGCAGAGAACCTGTGCCATTCGGGGCGCACCTTTGATGCTCAGATCGTCATCATAGAACA
TAAATCCATCATCTGTCCGGGATACAACGCTGTTCTCCACATTCACACCTGCATTGAGGA
AGTGCAGATCACGGCCTTAATCTGCCTGGTGGACAAGAAGACGGGCGAGAAGAGCAAGAC
CAGGCCGCGGTTTGTCAAGCAGGACCAGGTCTGCATCGCTCGTCTGCGCACAGCAGGGAC
CATCTGCCTGGAGACCTTTAAGGAGTTTCCTCAGATGGGTCGCTTCACCTTACGGGACGA
AGGTAAGACCATCGCCATCGGCAAAGTTCTCAAGCTGGTTGCAGAGCGGGACTGAACGAG
GCGTGGCGAGCAGAAGCGGTCCCTCCCACCCTGACTGCCCCAGGCGGAGGTGGCGCCGGC
CACGCCCCCTGCAGCGTGCTGAAGATTCAGCTGTTTTTAACAAACGACGTCCTCAGGAGG
CAGCTTTCTCATATTGAGAGCTCTGTTATGCCATTGGGGGTCACCCACCCTCCCCCCATC
CCACAATCCCACTCTTCTTTTTTCTTGAAGATTATTTCTCTCATTTTTTCATAAATGACG
AATGACAGAGTATATTTGTGGACGTGTGGACCAGGGTTTTGCTTGGAGTTGGTGATTTTC
AGATGAAAACATGGAACCAAAATCTTCTCTGGGGTGTACGTTTCCTTTGCTTTTTACCCA
GAAGTCCGTGTGGCGTTCTGACGGCGTGCTGAGCGTGTTCACGTCTTCTTCAAACAAACG
GCTGACAATAAAAAGACAAATTGGGGAAAAAAAAAA
>CL758Contig1
ANATTTTATTAGAGGATATTTTCTTTAAAATACAAAAAAAGAAAAAAAACTCTGAGCGTA



ACATTTGGATATGTTTGCATGTCGTTTCTCTGTTGACGGAAACCAGCTGGAACCGAACAG
AACCAAGGCGCCGCGCGGCGTTCACGGCTCCACAGGAACCGGCCGGTTCCTCCCAGAAGA
GATTCAACATTTACAGAAGCAGAACAAGGTTTTTTCTTTTAATGGACTTTCTATGATGCC
ACCTCGGACTGTTTTCTGGGGTTTTTTCTAAAAACAAATCAGTAGAAAGAAGTCAAAAAC
CACTAAGGGTGACACCTAGAGGCCAGAGCCGGCTACTCACCAAAAAGTCCTGCTTTTTTT
TTGTGGCAAACAGAAACAAAAGCCTCTATTATCGACGCGAGTGCTAAACGATGCAGGAAC
ACCAGAACGGGGCATCTCTGTGGGACGCGGGGGGAGAACAGAGACGGGGGCGTGTCAGTC
CACGGGTCGCTTCTCGCTGTGTTTCTTTGTGAATTCCTCGGCGTTCTTCATGAACTTGGC
GCGGTCTTTGGTGTACTCCTCTGCCAGGTCGGTCCGGAGCGGGTGCTCGGGCTGGGGGGT
GTTCACCAGGGCGATGAGACACTGGATCACTTGGAGGGTCCTGGTGGCGGGCTTCCAGTT
CTCCACGCTGATGATGGGCAGGCACACCTGGCCCTTCTCGTCGATGTTGGGGTGGTAGAT
CTTGGTCTTGAAGGAGATCTTTGGGGGCTTGAAGGGGTACTCTGCGGGGAAGATGATCTC
GATCCGGAACGCTCCTTTGTCGTAAGGAGGACAGTCGGGAACGATGAGTCCTTGCCAGGT
CAAGATGTTCGCTTCGTCCGCCTGGATGTTGCGGAAATGCTTCATTCCAGACTTCCGGAT
GTCTTCAAGTTCCTTACACAATCTCCTGGTCGAAGTCATTGTAGGCTGATATCGTCTCCT
CTTCCCGACGCGTGGTCGAC
>CL759Contig1
TTAAGCCACACATACATGACCAAGCACCATATAACCTTAAAGTCTGATACAGAAGAAAGC
CTACCTGCCTCAGCCACTGTGGCCGTTTATCCCACAGCAAACACTCTGCATAACAAAAAG
ACAGCCAAGGCAGCAAATTCTAACGTATATTACAGATCGATGAATACAAAACCTGGGGAA
AAAATGTAGACAGAACCATCTAGAGACACTAGTGATACAACAGTATAAAAGTGCCATTCA
TTATACAGCAATTGGAATACTGACAATGAAGTAAGCTATTTTACATTAAATTTTAGAGGG
GGGCTGTGGGAAAAAAACAAACAAAAAAACCTTTTCATCCATGAACATTGATGACCACCA
TCCTGGAGATGATGAACTAAAGCTGTGTCCCTTGCACCACATAAGACAATGTTTAAAACG
AAATAACGCGAGTGGAGAGGACACCCGTCCTCTCCTGGCATTATGTGCCAACCAGCGATT
AAGAACAAAATGGATAGGTGGAAGGAGAACAGATGGCACAGAATGTGTGGAGTTTAAATA
GAAGTCTTTAAGCGAGTCTCGATGTGAGAGGAGCACATTCATCGAGAGACTGAGCGGGGA
GGTGATTCTTGTTAAACCCATTCCTTCTGCTGCAGCGGAGAGTCCTCATCTCTTATGAGG
GAGAGAATTTCTTGGCTTGTGCTCGAACTCTCTTTTCATATTCTACTCTATTTTGGCAGT
AGATTGTGTAAGCCTCTGCTTGGGCTGGATCCTGGATATTAGGCTCGTTTAGGAGTTCCT
GGATACCTAATAAGATCTGCTTTATTGTGATGGCTGGTCTCCAGTCTTTGTCCTCCTCTA
GAATCGATAGGCATACTGTGCCTGATGGATACACATTTGGATGGAAGAGTGGGGGTTCAA
ATTTACATTTTGGCGGTGAAGAAGGGTAATCGTCCTTGAACAACATGCGCAACTTGAACA
GGCCTCCTTCCCACGGAGTCCCTTTCTTGCCAGGAATAGCACACTCCCAATTCATGAGAT
TCATTGTTCCATCTGGATTTTTTGTTGGTACTGCGACAAATCCAAAGGGATGGTCTTTCC
TCCATGCTTTACGCTCCTGAGCGAGCCTGCTCAATGCAATGCCTGACATGGTTTGTGTGG
ACACCTACTCTCAGTGTGGTTGTATTGGCGCGGTTAATTTACTAAAAAAAAAGAATTAAT
CGAGCTCGAATCCCGTTAAACGGTGCAAAGTTTCCCTCCTGAAAAACCCACACGCTCAGA
CTTTGGTGAGAAACAGCGGAGCGAAGCAGCCAACCGTCTCTCACTTCCGCCGTCGGTTAA
ATACCCCCAACGAACATCCGACTGCCCCGGCCATA
>CL760Contig1
TTTAAATCTGCCCTTTTACTGTAAGACATTTTTATTNAAGTTAAAAATACGTATATGTAG
TACAACAAACACCAGNAAACAGTTTCATTTCTTTAATTCATTGTTCTTATTTAAACCATT
GTGTTGACGAATGGATGAAAAAATTTAAATAAAAAGAGGCACAAACTGAATGATAATAAA
TTGCTTTACAGAGAGCCAACATGCCGCACTTCCTCCAACACTTCCAGCCTTAAAATCTGC
AGTACAGAAGTACAAAAATGTTGCTTTTCAGCTCAACATTTGTTGGCATTAATAATAAAA
TCGAGCAGAAAATCTTTTTAGGCACCAGCTGGAAGAGATGAGCAGCTCTCTACACATTCT
AGTGAAAGCAGGATTCACCTTAACGGTTATTTTACAAAATCAACATTTAAAATGAGTCCA
GAATGAGGGAAAACAGGGTTATTCGAGATTTTACTGCAGTAAAGATGAAAAGATACAGTC
TGAAGTAATGCCTCGTTTAAAATCGACACAACAGATGTTCACTGCAAACTTTGATACTTT
TAGCTCTCTTAGCTTAGTGTGGGATTCGACATGCAAACAATCTTTGAAGCAGGTTTTTCC
TTCTGTGATTGACAGGAACACTTTTCTGTTCCTCTGCAGGGACTGCGACCTGCTGAGATC
TACTGGACGGGAAAAGACAAAATCCTTACAGGACAGAAACTAAGTTAGCGTGGATTCAAG
AGCTGTGTTACGTTGACCAAACAACGCATGAATCGACGTCAAGGCAAACCACTGAGCTGC
GTCCTGACGTTTACAGTCTGAACAGTAAGATTGTGCACAGAAAAGCAGAGAGGAGCACAT
GGACCTGTGGGCTCATTTCTTATATTTTCCAAAGTGCTCTCTGGAAATGATCAGCCTTTG
GATCTGAGCCGTGCCTTCATAGATCTGGTAGATCTTTGCATCCCTCATCAGCTTCTCCAC
TGGGTATTCACTGTTGAAGCCGTTGCCTCCAAAAACTTGGACGGCATCCGTGGCCACCTG
GTTGGCGATGTCTCCGGCAAAGGCCTTGGCGATGGAGGCGTAGTACGTGTTTCGGCGGCC
CTGGTCCACCTCCCACGCGGAGCGCTGGTAAGCCATCCTGGCCAGTTCCACCTTCATGGC
CATCTCAGCCAGGATAAACGACACAGCCTGATGCTCAG
>CL761Contig1
AACATTTCTTCTTTCCGTGAGGCTTAAAGTGCAGCATGTACAGTTTTCATGTAGACCTTT
TTTATTTGAAGGTGTGGCATCATTTCTGTAGCTGCAGAAGGCACAAAGCTTGTTTAGACT



CGAATTTGAAATTTGGGAATGGTGAAGATGACTGGAGTGTGAGAACAGTAAACCACTTGC
TTGTTAAATATTTGCATCATTTAAGCCCATATCTCTATGTAGCTCACCAGGACCACATCA
TGCACATGCAAGAAGGAAGATAGGACTGAAATAGAAGTCAGTAGATTCTTCTGGCAGTTT
AGTGCAATTGTATAATTATTTTTCAGCCAAGTCATCCAGATCAATAACCTTAAGGCAACA
GGTTTGCATGAAGGGTTTATTCAAAAAAATGCTGCAGATTTAGAAACATCTAATCACAGT
CATCTTATCCCAAAGCTGAGAAAATCGATGGTATAGCATGCTTTTGCTATTTTTCCCCTC
ACATTTCTTAATGCAGTTATAATATCTTGATTTAGAATAACAACAAGCAGTTGATTCTTT
GTGGCAGCTGAAACATTGAGGCACAGGTGCAGTGTTTATGAGGTGAAGAGGGTCCAACTA
AGTCCCAGCAGGACTCTCCATGGACAGGCATTAGTATGTTTAATGCAGGGACATTGTTTT
AGGTATATGAAGCTGAGTGCTCGTTCCTAAGTGAACATATGGCTGGACTGCTGTGTTACG
CGGATGAAGGTGGTTCTACGGCTCAGCTCCTTGAGTTTGGCTGCGCCCACATAGGTGCAG
GTGGAGCGGAGCCCCCCAAGCACGTCCCGGATTGTGTTTTCTACATCTCCTCTGTAGGGA
ACCTCCACTGTCCTACCCTCAGACGCCCTGTACTCAGCAACTCCGCCCACATATTTCTTC
ATGGCTGTGTCAGAGCTCATGCCGTAGAAGAGTTTGTACTTTTTGCCATTCTTTTCAATC
GTTTCCCCAGAGCACTGGTCGTGGCCTGCGAGCATCCCTCCCATCATGACAAAGTCAGCC
CCGGCCCCAAAGGCTTTCGCTACATCTCCAGGACAGCTGCAGCCACCATCAGAGATGATG
TGTCCTTTCAGGCCATGAGCCGAGTCTGCACACTCGATGACGGCACTCAGCTGTGGGTAA
CCCACTCCAGTTTTTATCCTTGTTGTGCACACAGATCCTGGTCCAATGCCCACTTTTATT
ACATCAGCACCAGACAGGATGAGCTCTTCCACCATCTCTCCTGTTACAACATTTCCTGCC
ATGATGGTATGCTTGGGAAACGTTTCTCTCACTTTCTTGACAAACTCCACAAAGTACTCA
GAATAGCCATTGGCCACATCCAGACAAATGTATCTAAGAGCAGGGACGGCTTCTATAATG
GCACACAGCTTCTCCAGATCGGCTGTTCCGCTCCCTGAGCTGGCAGCAATATGCTCCAAA
CATTCTGGATGATTAGCAGCAAAGTTTTTCCAGTCTTCCACCGAGTAGTGTTTATGCACT
GCTGTGAAGAGAGTGTGTTTACTGAGAACTTGTGCCATCTCAAATGTTCCTGTGGTGTCC
ATATTGGCTGCAATAATGGGGATCCCAGTGTAGGTCTGCTTGGAGTTACGGAATGTAAAA
GTTCTTTGAAGATCCACCTCAGAGCGACTCTTAAGGCTGCTCCTTTTGGGTCTGAACAGA
ACATCCTTAAAGTCCAGTTTGAGGTCTGCGTCCACTCGAGGCATCTTGGACCCCCAGAAC
CTGGATGACCAGGATGAAGATGACGAGTATGCGAAGGGTGCTCCGCTGAGGACGGCTGCA
GCAGCAGCAGCACTGGTGGTGGTGGTCACAGGTCTCAAGCCCCAACCACCAAACCCCCCC
GGCCATAATGCCCGGGTTTACGGCGC
>CL762Contig1
TTTTTTTTTTTTTTTTTTTCAAACTTCCTCTTTATTGGACCGCCTGCAAACACGCTAACT
CACATGTGCACATTTACATCCTCCACCTATGCAGGAGGAGCACAAACCGCAGCGCCACAC
CCCCACCCAGCTGAGGCTCCACCCCCCCTGCCATGTCGATTCGGCAGAGGAACGCAGCAT
GATGGGAAACCTGTCTGTTTCCTGCAGTGTGGAGGAAACCCAGTCGGGTCATTTTTGTTT
GATTTGTACACCAGAGCAGATCTGGAGAACCAGCTTCCAGAACGGAACCAGAACAGCTGA
GGACCGGATGGGTTCTCTCGTCCCTGAGCTCCACACAAAGGTCAGACGGCTTGATGAAAG
CAAGAACAGTTCAGATCAGATAGATCATCTGCTTCAAGCTCTGATAGAACCTCAGGACCG
GTTCTGCTGCAGTCCGCTAATCTCCTGTGTCTATTTGTGGCGGCTGCCCCTCCTCTTCAT
GGCGGCCGTGCACTGTGGACAGTACCACTTCCCTTTGGGTGCCTCGGTCAGGCCCACACA
GCCGTAATGGAACCACTCGATGGGACAATCTGTGTTGTCACAGCCAACCATCTCCCCATA
TGACACCTGGTTGCAGATGCAGTACCGGGGCTCGTTGGGGTCGTAGGTCCAGTCCACTTG
GCTGTTAGCCTCAGCTTCCGGCAGCGCCGACGCC
>CL762Contig2
GAAAAGTGAAATGTGTTCTGCAATATTGGCATGTTGTGCAATTCATCCTCATAAATAATA
CAGTTAACAGAACGAAATAATGTACAAAACTGATATTCCCGTCAATATCTGGCGGAGCAG
ATATAGGTGCAATTAGACAGACAGATGGATAGAGAGAGATGCATTAATTGTCCACTGGGG
AAAGTTCTTTTCATATTAAAACATTTCTTCATTAGCTATGGAATTATGGTTTTCATGCAT
ATGCCTTTAGTTTGTTTTATTTTTGATAAAACAATGTATGGCGTATGTCTCAACCATTCA
GAAAGCAACAAGAAATTACATTTGCGCTGATCAATTTCCCATTTCCACGTCGATTATTAC
CGACATCTGTAGCTTGTCAGATGTAATTAAATGGAGGGAAATAAAATGCCCCATCACAAT
GCGTAATGACGCACAATGGCTGATCTTGCGCTCTTAGAAGATGTGGCAAATGGAAGAATT
CGGAGTGAACGCATCTTTAGACAGCAAGAAGACTTGCTGGCAAACGAGGACGAGTGGCTT
ATGAGCCGGTTCCGACTTCCTCGAGCCGTCCTGTTGGACCTCTGCGGGCTTTTGGGGGGG
GGTGTCACCCGGTGGCATCTGGCGCGTCGGTGTTCCCCCTGCGCCTCAGTCACCACTCCA
CTAAGGAATTCCCCAATAATTGCTGCCAGTCTCTCATCAAGA
>CL762Contig3
TCTTGATGAGAGACTAGCGGCAAGAATTGGGGAATCCCTTAGTCGAGTGGTGACTGAGGC
GCAGGGGGACACGACGCGCCAGATGCACCGGGTGACACACCCCCAAAAGCCCGCAGAGGT
CCAACAGGACGGCTCGACGAAGTCAGAACCGGTTCATAAGCCACTCGTCCTCGTTTGCCA
GCAAGTTTTGTTGCAGTCTAAAGATGCGTTCACTCCGAATTCTTCCATTTACCACATCTT
CTAAGAGCGCAAGATCAGCCATTCCGCGTCATTCCGCATTGTGATGGGGCATTTTATTTC
CCTCCATTTAATTACATCTGACAAGCTACAGATGTCGGTAATAATCGACGTGGAAATGGG
AAATCATTCAGCGCAAATGTAATTTTCTTGTTGCTTTCTGAATGGTTGAGACATACGCCA



TACATTGTTTTATCAAAAATAAAACAAACTAAAGGCATATGCATGAATACCATAATTCCA
TAGCTTATGAAGAAATGTTTTAATATGAAAACAACTTTCCCTAGTGGACAATTAATGCAT
CTCTCTCTATCTATCCATCTGTCTGTCTGCACCTATTTCTGCTCCGCCAGACAGACACAT
TAACGAGAATATCAG
>CL762Contig4
TGGGTGGGGGTGTGGCGCTGCAGTTTGTGCTCCTCCTGCACAGGTGGAGGATGTAAATGT
GCACATGTGAGTTAGCGTGTTTGCAGTCGGTCCAATAAAGAGGAAGTTTGAAACGGTCAG
TCTGTTTGACAGAAGGTTCTCATGTGAGTGACGGACATCTGGAGAACACCACGTCTGGAG
AACACCAGGGGCCTCATTTATAAAACTTTGCGTAGGATTTGCGTCAGAAGTGGCGTACGG
ATGAAACATAGGACGTGCGTACGCACAGAAATATTCGGATTTATAAAACCGTGCGCACGC
ACATCCTACGCATCTTTCCCTTAATAAATCACAACCGATTCTAAATGCAGCGCAGCTTTT
GCGGCTTCATGACACGCCCATAGTTGCCCATAAATAGTCCGTGAAACGCCCACAAATTAA
TATTCATTGATTGCGGAACCATGGCAAACACAGAGAGGAAATGAAAAAAAACGTAATTTC
ACTCAATGTGAAGTAGAAGTTATCGTTGGCGAGGTGGAAAAGAGGAGAAAAGTGTTGTTT
GGAGGGCACAGTGTGGGCATTACTAATGCCAAAAAGCCACGTGAGCGGCAGACGGCGGCA
GACGCCGTAAATGCTGTAGCCTCACAACCTCGGACCATTGTTAAATAAAAAAGAAATGGT
CGGACATCAAAGTCGAGGCTTATAAACTTCTAGCGCTCCATCGGGAGGAGGGCACCGGAG
CGCCAGATGCACCGGGTGACACGCGTAGTTCCTCCGAGTGCTCCTCTGCCCAAAAGCCCG
CAGAGGTCCAAGAGGACGGCTGGAGGAAGTGGGAACCGGCTCATAAGCCACTCGTCCTCG
TTTGCCAGCAAGTCTTCTTGTCTAAAGATGCGTTCACTCCGAATTCTTCCATTTGCCACA
TCTTCTAAGAGCGCCAGATCAGCCATTGTGCGTCATTACGCATTGTGATGGGGCATTTTA
TTTCCCTCTATTTAATTACATCTGACAAGCTACAGATGTCGGTAATAATCCACGTGGAAA
TGGGAAATTGATCAGCACAAATGTAATTTCTTGTTGCTTTCTGAATGGTGAGACATACCC
CATACATTGTTTTATCAAAAATAAAACAAACTAAAGGCATGTGCGTGAATACCATAATTC
CGTAGCTTACGAAGAAATGTTTTACTATGAAAACAACTTTCCCCAGTGGACAATTAATGC
ATCTCTCTTTATCTATCCATCTGTCTGTCTGATTGCACCTATATCTGCTCTGCCAGACGG
ACACATTGACGAGAATGAGTTTTATACATTATTTCGTTCTGTTAACTATATTATTTATGA
GGATGAAATGCACAACATGCCAATATTGCAGAACATATTTCACTTTTCTTTTTGCAAATA
AGTGTTCATTTGAATTTCTGTTGTAATTTTCGTTTGATCTTTTTTGTTTGTTTCGCTGCT
GATCGATCAAACGGGTGTTCGTGTAGGCTGTTAATTGTAAGACTTGCTTTGTGAAGTTTT
CATGTTATTTATGAGAGGCAGTATTGTCATTTTCACTTTCACGTGTTTCTTCCATCTGCT
GACGGTGTTCGGCGTTTCTCATTTCACCTGTTTTTGTGCGTACGCCTGGGTCAGAGCTTG
CGTGAAGGGCCGCACATTTTCCCGTCAAGTTTGCTTTTTATAAATCTCAATTATTGTGTA
GAGAGTGGCGTACGCCTTCTTTTGTGCTTACGCAACGTTTATAAATGAGGCCCCAGCTCA
CCAGTTTTGTTGCACCAGTGATGTTAGTTTGTGGGTGTGAGGCACTTTATGCTAGCAGGA
GAGTGTGTAAACAGATGGGTGATGATGAGTGGGGTAGAGTTACTTCTGCGCCAGCAGTCC
TGGCCACAACTAAAAGGTGAATTTCATATGAACAAGTGCTGCTCTGCAGAAACTATGTCC
CACAAAATGACATTGGTTTTTTTTGCCTACAGAACAGCATAATTATTATTAAAACAAAAA
CACTGGAAATGCTTTTTTAATAGATGGAAAGATAATGGGTCTTTAAGTTGAATTAAAAGA
AACGTAGATATCAGGGACACTGTACCCCGGCCATAATGNCCGGGTTAACGGGCGCTCCA
>CL763Contig1
TTTTTTTTTTAACCATAAAAACTTAGTTTTATTCGAGTCAGAATGGCAATACATGTCCCC
ACCGAGCCCTGCATATTCACATATTCATCTTCATCAAAAACGCCCCTTCATCACAGAAAC
TCCCAACAGAGAGCTAGACCGTCAACAACCAGCCAAACAATCAACAAGAAAATCATCTAA
CAGAAGAACTTTTGTAATGATACACATGTCCAGAAACAGACAGTAGATGGTTCCAACACT
CAATCATGACGACAAAGTCACATCACCATGTCTATAAGAGCAGGGCTAGAGGGGGAGGGG
GTCCCTGTGATCTGTAAAAACCCAGACGTCTGCCCCCTCTACAGCGTTAGTGTATCAGTT
TATGTTTCAGCGTAAAATGAGAGCATACCAAAAGAAAAGAGATGAAGAACCAGCTGTCCA
ACCCAAAGCTCAGGCATGAACCTCCTCCGTTATCAGCTCAACTTTGTTGAGCTTTAAAAA
AACCTCTTCTGTTCAATTGCATACATCTTGCCTGCTGGAAGTTTCCGGAAAAATAAGCTA
TTGCCTCTGCTCATGTTGCCCTCTCGGCTCAGGTGCCTCCAGCAGTCCACCCAGCTGGGA
TAAATGGATGCATAGGGAGGCAGGCCTCCAGCGAGTCCGCAGTTATTGATGGCCATGAGG
TTGGACACCAGGACAAATGGGTACGTAAGCATACTCGCAAGGAACCCAGTCCCAGCTTGA
GAGCAGTTCTTTATTTCTCCTTTGTGATTCATCGAGTCGTCGATGGCGTAGGTGTTGATT
AGATGAGCCAGCATGTTACAAATCCACAGAGAAAGGACATCTCCCAGTAGACGAGGGATC
AAACCCGCAAAGAATCCCAAGATGCCTTCTTCTCTGTAGATTGTGACGATGGAATCAAAC
ACACCACTATATTTTGTCTCCCTTCCAATAAACTGAACCATACATCGCAAAGTGATGACG
TGGAATGGATGTGTGATGACCGTAGCACATGATCGGGCGATCATCTCCTTGGTCGTCTCT
TTAACAACAAGCTCCATGGAGTCCTCCGCAGACACATGTTTTTCACCAACACCCTGAGAT
TTATCCTGGTCCTGATATTTCTCCACAACTTTGCTGTGCACAAATGTGCCAATGGTGCTG
GCACAGAGCCTTGGAACAAGTCCTTTGAAGAGACCGACTTTCCCGTCGATCTTTACGATA
TGTTTTGCATAAGAAAAGAGTCCGGGAAGCTGCTGAACCTGTCTGCCAAACAGGTTTCGA
CCCAGGGTGGGAGGCAGAGGCTCATGTCCAACCTGGATGAGAACTTTAATGTACATAAGA
GGATGAGAGAGGACGGTGAGCCCTGATCCCAACAACACTTGGCCGCAAGTGTCCGCCATC



TTTAGACCCCCGGCCATAAGGCCCGGGT
>CL764Contig1
TTTAATCTGTTACAGGTTTTTATTGTTTTTTTTTAAATAAATACAAATGTATGCCTTTTT
TATGCATTTCTACACTATTAGATGGTTTGTGCATTGCATCTTTACAAAGCTGTGAGTCTT
CTATAAAAGTAGAACGTTGCTGTAGTGCAATTAAAATAGTGGAGTAAAATATGTCCGGTT
ACGTTCTAGGGCTAATCCTCATGTTAGCATGTGGACTTCCTGTCTCTTTACTCACCCCAC
AAATCCACAACCATAAAGGAGCGTCACATTTTGAAAAGTGAACAATTCCATGGCACTTTT
TTTTTGTTCCATTTCACTTCATTGCAATGGGAAAAAACAAACAACTGAAGCTTTACCAAG
ATTTATCAATAAAACATAACATGCAAAAGCTTTGAATTTATCTTGGGGCATAATCAGATT
AATTAAAGCATATATCAACTGTGGAATGTTATTTTTAAATTGATCACTTGTCTCCCCGAC
ATCTTTGTTTTACATCACTGTTGAAAAATGAGAATATAAAATGATAATTGGCAAAAAAAC
AAAAAAAAAAATTAATTTTGAGTATTTACAGGATTTTTTTTATTATTCTGTCACTTAATT
TGCAAAGTTCCAGAAAAATCCCTCGTGCCGA
>CL764Contig2
GAATGTTATTTTTAAATTGATCACTTGTCTCCCCGACATCTTTGTTTTACATCACTGTTG
AAAAATGAGAATATAAAATGATAATTGGCAAAAAAACAAAAAAAAAATTATTAATTTTGA
GTATTTACAGGATTTTTTTTATTATTCTGTCACTTAAGTTCCAGAAAAATTGTCAACCTA
CATAGCCATGTGTAGTTATTCCATTCATCTGCTTCCCTATCCCATCACCCTGAATCTACA
AGTCAGCTCCCAAACACATTTATGATACAGAAAAGAAAAAGTTCAAATGATCTGACAATT
ACAGTAAGGGAAATAAGACATTTACAGAGATTAAAGAAAGCTGTCTCAATAAGAGTGGAT
AAAGAAAAATAGAATGAGAAAATGCTGAAATGATTCTCTATACATGAGATACATACGATG
ATGAACTATAAGCCACAGCTTTCTTGAACATTCTCCACATCAGTGTCCTGAACGGCTGCA
TTGCCTCTAATTGCACTCGAGCTTTAAGAAACAGACGTTTGAACCCCTGAACGAACAACG
TCAACCCTAACCCATGTCAAGACGGGCTTTTAAGGGAATCCCAGCTGAGCTGAGAGGTCA
CCAGGGATTGTGCGCTATTGGTATTTCCGACTGTCTAATCTAAAGTGTTTCTATGTGTGT
GTGAGTGAATTAGAGGCAGCGCAGGACAAATGAAAGGACCTCAAGTAGTTCTTCTGTCGG
GCGAGCGGCGGATCACTTAACAGGACACTTCAGTGGACTTAGGCACTGCCTGGTCCATGT
TGTTGGTGGCCGTGCCGTCAGCAGAGCCGTCGGCGTGAGCGCGGGCGTCAGCCGTGTGGC
TGCGGCTGCGGTTGCCCTCATTGGTGTGCGAGCGGGAGCGGTTTCCCTCGTGGGTGTGGG
AACGCGAGCGGTTGCCCTCGAAAGAAGTGATGCTGGAGCCAGAGGCGGTACGAGAGCGAG
CCAGGCGGGTCATGCTGGCAGAAGGCATGTATCCCATGCCCTGAATGAAGTACTTGAAGG
CTTCTGTCAGTTTGCCAGGCTGGTCGACTTGGGGCATGCCACCGCAATCAGCCATCTTAA
GCAGAGTGGCCTTTGTTGGGTCCAGCTTGGTGTTGCACTCGACCACAGCATCCACTGCTG
GAGAACTATCACCAACCACCAGCAGAGAAGGACACTTCAGGGTTCTTACATTGCTTCCAG
GAACAGGCCGCTCAATTTCCAGATCTCTCCGGCTTTCATAGGCCTTAACAAAAAGATGCA
GGTTAAACTGGTTCATATCGATGATATGGTTGCGATATCTTCCTCGTGCCG
>CL765Contig1
GTAAAGCCACATTTTATAATACCAAAGATTTTAACCAAACAAATATGAAGCATCAGTAGA
AATGGGAGTTCTTACATTGAGAACTATCTGAAAGTACTCTATGCCTAAAAACGTATAGAA
ATTACCTCAAAGTAGCCGTGTAACGATCTGTTCGAACAACGATTCGATTTATATAATAAT
TTGTGGTTGACGATATGATTCTTAGTCAATATTGGTTCATTCTGAAGGATCAGATCCTCT
GCCCTAAAGTGGATCCAGATCATCTTCATCCAAACGTCCAGACAGAAATTCCTGCTACTG
AACAGTTTTCCAGATTCTTGGATTTCTTCCAGATCATTAAGTTAAATGAAATCTGTGTCC
AAACCAACAAGTAAACTAGAATGAATCTCAAATCCATTCACATGTTAGTTTCCTAAAGTT
CACCACTGTTGTTTTTCCACATCCAAAGAATCCAAAGGGAACATTCTTAGAACATTCTAA
ACACTGGATGGTCACATGACTTTATTCAAG
>CL765Contig2
TTTGAACATGTTTTATTACAAAAATATAAAACTTATAAACAAAGGGAAGAAAAACAGGAG
ATGAGCAGATTCCTGTACAATGAATTGATCTTGAATGTTTTTTTTTTCAAGCGTTTGTGT
CCTGTATGTGCAGCTCAATAATCATGTTGTTCCTGTGACTCGTGCACTAGACAGGAAACC
AATATACACCAGTTAAAACTGTTAAACAGTGTCACTATGACAACCGCACAGGAAGCTTCA
TCTCTTAAGAACACTGGAAATTGTCTAGGTGTAGATTTGAAATGTATATATATAAAAAAC
ATAGCAGCCAGTTAAGGAACTAGAAACCACTCTGATGACCTCTGAGTCACATGGCTTCAA
CAGAAACTTCAAGGACTGGTGAGATAAGCCAACCCTAAACCCAAAATCCAGCATTACACT
GCATTTTTGACTAAATAAACCCCCCCCAAGCGTCTGCGCTGCAGCCGATTACTGTTCTGA
TAAAAAACTCAAATAATGCAACAGTGTTTACTTGAGGTAAATGATCTCAATAAGTCAAAA
ACGAGTGCAAAGCAGCTGTGTAACAATTCAGTAAGGGTGTAACGTTTGACCAATGGATCA
GTCCATCATTCCAGTCCAATGTGTGGACAGACTTTGAATAAAGTCATGTGACCATCCAGT
GTCTAAAATGTTCCCTTTGGATTCTTTGGATGTGGGAAAACAAC
>CL765Contig3
TGAGTCACATGGCATCAACAGAAACTTCAAGGACTGGTGAGATAAGCCAACCCTAAACCC
AGAATCCAGCATTACACTGCATTTTTGACTAAATAAACCCCCCCAAGCGTCTGCGCTGCA
GCCGATTACTGTTCTGATAAGAAACTCAAATAATGCAACAGTGTTTACTTGAGGTAAATG
ATCTCAATAAGTCAGAAACGAGTGCAAAGCAGCTGTGTAACAATTCAGTAAGGGTGTAAC



GTTTGACCAATGGATCAGTCCATCATTCCAGTCCAATGTGTGGACAGACTTTGAATAAAG
TCATGTGACCATCCAGTGTCTAGAATGTTCCCTTTGGATTCTTTGGATGTGGGAAAACAA
CAGTGGAGAACTTTAGGAAACTAACATGTGAAGGGATTTGACATTCATTCTAGTTGATTT
GTTTGTTTGGACACATATTTCATTTAAACTTGATGATCTGGAAGAAATCCAAGAATCTGG
AAAACTTCACTGTTCAGTCGCAGGAATTTCTGTCTGAGTCTCACTGCTGGAAGTTTAGAT
GAAGGTGATGTGGATCCACTTTAGGTCAGAGAATCGGATCGTTAAAATAAATCGTCACAC
CCCTACTATTCAATGAACACAGAGGAAAAAGAGTGGGATTTAGGGTCATTTCATCAACAA
TGATCCCAACACAAGTGAGCAGAATTTGCCCATCTCCGTCTTCTTGCAAGTAACTGGCCC
CAATTAGGTCAGACGCTGAAAGAACTAGCCTTTGACCAATAATAAAAAAAAAGATGCTAC
GATCTATGGAGCCGTTCTGCAGCTCTACAACACGTTTACACGATGTTAGCAGGGCACGGC
TTAGCTGGCATGTCAAAAGTGCTCCCTCTGCCACAGCACGCCGGTATCTCTAACTGGGAA
GACCCTTCTAGAGGAGGAGGTAGCACACCTGGGCAAAGATCTGCTGCACATATTGCCAGG
CAGGGCGTGACATGACGTAGTGAATGTCAGGCCTTTGAAAGCCACCAAAGGTGGACGATG
CAGCTACAGTGTAGGCCCCCATGTTTTTAAAAACGAGCCAGTCACCAACTTGCATGTCCG
GCAGACAACACTGCTCCACGATGCGGTCAAGGCCGTCACAGGTTGGGCCCCAGATACTGC
AGGAGTACATGTCTCATCTGTTTAGCTTCTTCGACGCGTGGTCGAC
>CL766Contig1
CAGTGAACACATCGCGGCTCGGTTCCGGATCCATTGGTCAGTCGATCGATGTGATCAGAT
GAGGTTCAGTTCAACTCTAGGCTTTGAAGCGGCAGAACGAGTCACGTGTGTAACTGCGGT
TCTATTCCTGACCGCAGGAGGCGGAGCTTCGCCCTGGCGTTCGGGAGGGATTGATAGAGC
CAATGACAGGCTGAAAATCGTCATCAATAGTGACATTAACAGCCTATAAGGATCCCAGAA
CAAACGCGCCTGGTTCTGGTCTCACCTGTAGAAATTCCAGGTGGTTCATTCTGGTCCAAT
CACAGAACTGCACCGACGTAAACTGCTGGCTCCTCCCATCAGAATGACCCAAATGCTTCC
CATGTTGTGATGGCGGCGGTAACAACCATGTGAGCGATGGTGCTGCACCTGTCCGTCACT
CATCATTTCCTCTCCTCTTTCAGGTCGGTCTATGCAGCGGACCTCTGCGGCCTTCGCTTG
CTGTGGCGTACACAGGCTCCGCCCCTGAACCTCTCAGCACCTGTGGAGGGCGGTCACCAG
GGCAGCCATGTTGGCGATGCGGGGGATGGGCGTTAGAGTCCTGCTGCACCTTCAGAGGAC
GAGTGGACGTTCAGTGGGCGTGGCTTCCCTGCGGACCCACCCCTCTCAGCTGTGTCAGAG
CCGGTCCCAGTCTCAGGGTTCTGACCCGCTGAACTCCGGTGCC
>CL766Contig2
AGCTCTTATCCCGCCCACATGATCCGACTCCTCCCCCAGCAGCTTGGGGTCCGGCGTGGC
CGCTCAGAGCCTCTGGTAGCTCCTCATGTGGTTCCTGACGCTGTCGGCGATCTGCTCGCT
GCTCTTCATGCGGTTGTAGTAGTCCAGGAAGAGTCCATCGGGGCTCAGCAGGTAGATCAG
GATGCTGTGGTCCACGATGTAGTCTCCGTCCTGGTCTTTGGGCCCGGGGCTGGCGTACAC
CCGGTAGTCCCGCCCCGCGTGCTTCACCTCCTCCGGGGTACCGGTCAAGCCGATCAGCCG
CGGGTGAAAGTCCTTGACGTAGCGGGCCAAGGCCGGCACGCCGTCCCTCTCCGGGTCCAC
GGTGATGAAGAGGGGCTGGACAGGGGGCAGCGAGGCGTCCTGGTCCAGAACTGCCACCGC
AGCGCTCAGCTTGTCCAGCTCGTCGGGGCAGATGTCTGGGCAGTGCGTGAACCCAAAATA
CAGCAGCACCCAGCTGCCCAGGAAGTCCTGCTTGGTCCGCCGCCGGCCCGTGTGGTCGAC
CAGGCTGAAGGTGCCCTGGCCCAGAGCCACCTTCCGGAGCTGCTCGGTCCGCTGCTGCCA
CCGCCGCTGCTGCTTCTCCCAGTACACGTACGCCCACGCCCCAAGCAGCCCGCCGCCAAA
CAGCAGCGACACCAGCAGCCGGGTCCGCAGCTTCACTGTGACACCAGAGTTCAGCGGGTC
AGAACCCTGAGACTGGGACCGGCTCTGACACAGCTGAGAGGGGCTGGTCCGCAGGGAAGC
CACGCCCACTGAACGTCCACTCGTCCTCTGATAGTGCAGCAGGACTCTAACGCACATCCC
CCGCATCGCCAACATGGCCGCCCTGGTGACCGCACTCCACAGGGGGTGAGACGTTCAGGG
GCGGAGCCTGTGTACGCCACAGCAGGCGAAGGCCGCAGAGGTCCGCTGCATAGACCGACC
TGTGCGTCTGGACCCGAACCGAACACGATGCTGCTTCACGAGCTCTGTCTTCTGACGTGC
ATGCGTCACGTTAATCTGATCAAACGATACCGGCGAATTCACGCCACCGAATGGCAAAAA
CCCAACAGCGCTGATGTCATCAAAACGCGACTCTCACCAG
>CL767Contig1
TTTTTTTTTTCCATTTTTAACAAGTGTATTGAATAATCCTCACGATTACATTACACTTTC
ACAGCATTTAGTTAATGTAAATCCAGCATTATACATCTGTGTTGCTGCACCACGCGGCTG
CATTTTTGAACATGCGAAGCCACGGCGACGGCACCAGAGAAGGCCGAAGCTCCCTTGGGG
CCCAGGGCCACTGCCAGCTCAGGGTGCAGCGCTCAGGGTGAGGCATCATCGCCAGGTGCC
TCCCATCCCTGGAGCACAGCCCTGCCACACCCTGCGGGGAGCCGTTGGGGTTCAGGGGAT
ACTCCTCGGTGGGGAATCCCTGCTCATCCAGGTAGCGGAGAGGAGCGAGTCCACCGGAAA
TGATCAGGTCTTGTGCCATGGAGCTCCGGAATTGCATTAGACCTTCTCCATGAGCGACCC
AGACTCCCAGAGCGGAGCCCTCCATGCCTCTGAGCCAGATGGACGGAGACTCCTGAATCC
CAACACTCACAAACCGCGACTCGAACCTGCCAGAGCGATTATGGGTCAGCACCACCTCAG
AGCCTGCTCCATCCGCCGTCTCCCCCACCCACCCTAAAAGGGCGAGTAGCTGACAGCCGT
TACACACGCCCAGACTCAGCGTGTCTTCTCTTTGTTGAAACCGATCAAACTCAGCTTTAG
CTTTGGCGTTGTAAGTAGCAGCTGCAGCCCAACCTTTAGCTGATCCGAGAACATCTGCGT
AGCTGAATCCACCAACAAATACGACGGCTTTGAAAAGCTCAAGCGTTAAGGAACCACAGC
ACAAATCCTGCATGGTGACATCCCAAACCTCAAAGTCGGCCATATAAAGAGAGGCTGACA



TCTCTCGATCTCCATTGCTGCCCTCCTCCCTAATCACAGCTACACGTGGAGGCCCACCAG
CAAGCCGGCGAACGCTGGGACTTTCAGATGGGTCAAAATTCAGTTGAAAGTACGGCTGTG
TCCTCTTGGCAAGCCCCTCCTCTTCTTGTTTAACACACAGCTCATTGGCTTGGAGGCACT
CCAGCTGGAAGCTTGTGTCCTCCCATGCTGCTCTGAGCTCAGGCAGCGACTCCTTAAGGA
CCTCCTGTCCATCCACACAGACTCTGACTTCAGCCTTTGGTCCAAAGCCGCAGGTNCCTG
CCAATTCTATGACACTGCACACCTGCATCGCTGTATCTCTGACAAACAGCCTCAACATCA
CACTCTGAACCTCGTGCCGAA
>CL768Contig1
TTTATTTACATCTGGGAAGCAAACTATTACAAAATTCTTAATAAAAAAAGTTCTGAAAAT
GAAAATGGTCGACAGAAATGTCCATGAAAATGCTTTGGGGGCAGAAATGTTTCTCCAGCG
AGTTTCTGTCTGCTGGGATTCAGTGGAATCGTTGCAGTCTTTTGGGCGTGGTCGCATCAA
ACGGTCTCTCTTTGCTTCCTCCTCCTCACACATAACCTTTGCTCATAGGGCTTTTGGGGG
GGCAGTTGGCGCAGAGAAGTGCGCCTCCCAGAATGAGCAGGGCAGCCGACCCCCAGCCGA
TGAAGAGGGAGGGTCCCAGCTCCATCTTGTTCGTGTTAACCATAGAGTTGTAGAAATCCT
GGACGATGGTGTTGGCGGTGTAGCTGACGGGGACGAGGCACAGAAAGCCAGCAATGATGA
AGATAACGCCAGCTGTGACGCTGACCTTGACTTTGGCATTCACATCTTCCACACAGTTGG
TGCACTTGCCCCCGGCGATGGACAGCAGCAGGCCGAAGATGCCCAACAGGATGGAGATGA
TGATGAGGGCGCGGGACACCTTTATGTCCGTGCCCAGAGCCAGCATGGAGTCGTAGACCT
TGCACTGCATCTGGCCTGTGCTCTGGACCATGCAGCTCATCCAGATCCCCTCCCATGTCG
TCTGAGCTGTGACGATGTTACTACCGACGAAGGCTGAGACTTTCCACTGAGGCAGGATGC
AGGTCACAATGGCCCCGATCCAGCCGATGACGCCCAGGCCGATGCCCAACATCTGAAATC
CAGCAGATACCATGGCTCTATGCAGTCGTCCCAAAAGCTGGAGGTTTAAAAAAGATGTGT
TGCTTCGAAAGATCCCCAAGAGTGTTTTTGACTC
>CL769Contig1
GAAATGCACAAGAGCTCCAGGAAGAAAGCCAGGATAAAGAGATCAGAAGATGAAGTGTGT
TGCCGTGCTGGTGTGGCTGAGCTGCCTCCTCCCTCTGGGACGCTCTGCTTCTGAGAGCAA
CAGGTGTGACAGTCTGCTAAAACCAATCGCCGTCAGTAATGAAGAGATGCTGGGTAAATG
GATTTACATTGGGGGGAGCTCCAACATCCCAGGAAGCCGCTCCCTGGCCCACATGATGTC
CAGCGCCTGGTTGAACCTGACTGTCACCTCCCAAAGCAACGTCCTCAACCTCGTCCAGAC
GCAGAAGATGGTTGGCCAGTGTTCCAGCATATCATATGATGTAATTTTTGAAAACAGCAC
AATGGTTATTGAGAAACCGTTCTATCTGAAGGAAATCTATCTGCCAACTGAGTGCCCAGA
CTGTCTGGTTGCTGCTGAGGAAATTGTTTCTGGGCCCGATGAATTTACCAGCCTTCTAAT
GTTTAGTAGGAGCAGAAATGTCCCGCCTGCTGCTCTGGAGATGTTAAGGGAACAAGCAGA
ATGTCTTGAGATGGTTCCTCCCATCATTTTAGATCCAAACCACGAAATGTGTCCCGACAA
CATCCCTCGCTCTGACGGCCTGAGTGCCCTGAACTCCTTGTTGGAGGCCAAGACCGGACA
ACGTGTGGCCAGATTCCTGGATGCTGTTTTTGATTTTTTTGTGAACTGAGGGTGCATTAC
ATTTGACTTTCCCTCGGTGTCGGACACACGAAAAGTTCAAGTAAATGAACCCGTAAGGCG
GCCCAGCAATCATTTTTACAAAAAATCAGGGAATCCCATGTCCCTCATATTCATGTGACA
GAGAGCCAAACACCAGCAGAAATTGTCAACCCTGATTTTAACTAAAATGAGACATTTTTC
TGTTCAAATTTATTTTGTAAAAATCCTCATGAACTTGTTCTAAATCTTGAAATGTATGAA
AACCATACATTTTAGTTTAAGTGTAAGAAAATTTTTTAAGTTCAATAAAATA
>CL770Contig1
AGAAGATGGATACACACATCATTTCTTCCAGGAGCCCCCTCCTCACAGGATGAGCTCCTT
CTGCACCCCCCACAGGGTCTCGGCGCTCTTCCTCAGCTGCTCCTCCTCCTCAGGCTTCAG
GGTCATGTGGACCACGTCCGTCAGGCCGCCGCTGCCCAGAATGCACGGGACGCTGAGGAA
GACCTCGTCCTTCACGCCGTGCAGGCCCTGGACCAGCGTGGACACGGGGTGGACCCTGTG
CAGGTTCTTCAGGAGGCTCTCCACCAGGTCAGCCACCGACATGCCGATGGCCCAGGACGT
GTAGCCCTTCAGCCGGATCACCTCGTACGCTCCGTCCACCACCTTCTTGTGGACATCCTT
CCAGCGCTCGCCATCGTCCTCGGCGCCCATCTTGGGGTTGAGCTTCTGCAGGGACACCCC
CGCGACGTTCACGCCGCTCCACACGGCCACGCTGGAGTCTCCGTGCTCTCCGATGATCCA
GCCGTGGCAGCTGGAGGGGTGGAGCTGAAACTTCTCCCCCATCAGGTGGCGGAAGCGGGC
GGAGTCCAGGTTGGTGCCGGAGCCGATGACGCGGTGCCGCGGGAAGCCGCTCAGCTTCCA
CGCCACGTAGGTCAGGATGTCCACAGGGTTGGAGACCACCAGCAGGATGCAGTGGGGGCT
GTACTTGACGATGTTGGGGATGATGAACTTGAAGATGTTGACGTTGCGCTGCACCAGGTT
CAGGCGGCTCTCGCCCTCCTGCTGGCGGGCGCCGGCGGTCACCACCACCACCTTGGAGTT
GGCGGTCACGCTGTAGTCTTTGTCCGCTACGATCCTGGGCGTCTTCAGGAACAGGGCGCC
GTGCTGCAGATCCATGGCCTCCCCCCTCAGCTTGTCCTCCATCACGTCCACCAGGGCCAG
CTCGTCACACAGGTCCTTCAGCAGAACACTGACGGCGGACGCCATGCCCACCATTCCGAC
CCCCACCACCGTCACCTTGCTCCTGCTGCCCACAGGCTCCGCCTCCATCACACGGCTGAG
GAGTTTCTCAGTGGACATCTTAGCAGCCTCTCCTCACGTCTGCAGCCGAACCGGGACCGA
CTCTATTTTCC
>CL771Contig1
TTCAGGTGAGCGCGGCGGTTCAGCCAGCACGGTGCATTTATTCCCTCTGCACATCCTAAC
TCTCGTCTGCAGCCGCGCTGGCCTTCCTCAACGTGTTCACTGTCAGGAGTGAGGAGATGG



AAACCGGGATCCGCGTGTTCGATTCCCGTGGAAACCCTGTTGGGATGTCTAAAGCAGCTG
GAAAAAAGGCTGTGAAGGAAACGGCGTTATCAAGAGCGGCACTTTTGGGCACAGCCGCCG
CAGTTCCTAATTTACTGCTCCTGTTCTTACAGAGGACCGCATTCTTCCAGAGGAACCCTA
TGCTGGCGGCGCCCTGCCGTCACGTCAGCGCCGTGCTGGTCTTCGGTCTGATGATTCCCG
CCTCCTTCAGCCTCTTTCCTCAGCTGGGAACGATTAAAAGGGAGAACCTGGAGGCGGAGC
TTCAGGCTGGCGTGATCGGCACAGAACTTTTTTACCACAGAGGACTGTAAAGATGACAGC
AGCCACGTCTTCTCCATGACGTCACAGCAGACGACCACTTCAGGATAAAACTTTATTGAG
CTGTGGACTAAGACAAGAGACGAGCTTCTTACAGGTTTCATGTCTGAAGGCAGAACAGCG
TGAATAAAAGCCGCCGTGTTCACCACCCTGCAGGAAAAGCCAATCAAAAGCATCCATCAG
ATTTAGAAATGTGTTCAAAGCAGATCATCTGAGGCTCTGATGCCATTAAGGAAATAGAAA
ATTATTAAAACTGTTTTATGCACACATGATCAGACCAGTTTCTGTCCGATAAGCCGGAAC
CGCTCGTCACGTGTCCAGGTTTCCTGATCATGGAGGATGAACACATGCAGGGTTCAGGCT
GGATCTGCTGCTTCCACTGACATTTCTTCCTCACTCAGACGCAGCGTCTCAGGATCAGAT
CCGCAGAAGCTGCTCTGCAGCTGCCAAATGAAACAGGAAGTTCTCGGTGGCAGGGGGGAA
GTGGCGCCGCTTTAAGGCTTCCAGGGTGACCTTGGAGTCTTCACACTCGCTGGCCAGCGC
TGCCAGGGTGGCGAGAACTTCCTTGGTCTTAGTAGAAATGTCCTTAATGAGCCGACTGTC
GGATCCCTCAGCATCTTCTGCAGACCGCACGATGGCGTGGCCGATGTCTTTGTGTAACTT
CCCCATAGCCATGGCGTCTTTAGCACTCTGGGACACGGTGATGACACCGTCTGGAAGACT
CACGAAAACATCAAACAAGTCCGGTCTGTTGCTCACTTCTGGATCTACAAATCCTGCGAC
GTATCCAGGACACGTCTTCAGATCCTGCAGCTCCGGCTCGGCCAGATGGACGTACGGATG
AAGGATGGACCAGTCTTTTCTGTGCCACACCAGGGCCGGCAGAGCCCTGGTGAACTCCAA
CAGAGCCTCGATCCGGGGATGATGGACCACAATCCTCTTCTTCAGCATCAGGGCCGTGTA
AAGGATGATGGCCTCCATTCCAAACTGAGACACAACGTCTTTGACTGAACCTGTCAGGTA
AGCTTTGCGAACGTCGTAGTCCTTAATGAGAAAGGGTCCGTTTTCGTCGCTCGGGCAGAC
CCCTTTGGTCAGAACGGTGATGTAGGCCTCCATCATCTCTACGGGACTGCCATGTTTGAT
GTACATCCTGCAGAGGATTCTGCTGAGCGCCGCATATTTCTCAGGGTTGAAATCTTTTGA
CGTCACGACGACGGAGAAATGGGTCACCTTGGCCAGAGCTGTGGGTTCCTGCACCTCCGC
GGTGCTGATGTAGTACCAGGTGCGGCTGAACTGACCAAAAACAAAGGTTCCGAAATGCCG
GCTGTCCTGGGTCAGGCAGCACTTCCTCAGCAGAACCTGCCTGAGATCAGAACCCACGGA
CGGGTAGCACCACACCCACAGCGTGTCTCCGTTCACGTCCTTCTCAATTAAACCCACGCT
CAGCATCCACTGCGCCTCCGTTGTTGCCATGTTCCATACCCGAGGAGGTCAGAGGCGGAT
GTCACCTTCAGGAACCGCTCCGGAACAGGGGATCTCTGGCTTCAGACCTCCACCGCGGCA
GGAGCGCAGGAATGCCAACAATAATTTACCCCCCCCGGCCATAATGCCCGGG
>CL772Contig1
CGGCGGCGGCGGATCCGAAAAACAAGCGGTTTGTTTTAACAGTTTTTCATTTGCGAAATA
CACCGTATTTTACCATCAGCACCGTATTGTTAATATTCCTTGTGTTTTTTGTTTTTATAA
ATATAACCGATTGGAATAATAACTTTTCTTTTTAGCTCGAGATAAACAAAGAAAATTAAC
GTCTAAAGAGTCGGTAGTTATTTCACCTCCCGGAGAGGCTGAGCTTATTCCTCTGCTGTA
GAAGCTGCACAGAACAGCAGTCATCTGCGGTGAAAACAAGCGCTTCCTGGGATGGCACAA
GGTCACAAATTCCAGGACCTGGAGGAGACTGGTGAGGCTCTGGTCGCCTTCATCAACAGC
AGCCAGCCCGAGACTCTGCGGCAGGTGAAAGCGGAACACCAAGCTCTGTTCGATCGTCAC
ACAGAAACAAGAAGGATCGTGACGCAGATTTTGAAGGATGTTGTTCAGATAGAGGAGGAT
GCCGGTCAGAGGCTGCTGGACATGGAGGAGGAGAAGCATCTCAGGGACCAGGAGCTGAGG
AGCCTGGAGGAGCAGCTGAGCCAGCTCACGGCTAAGAGCCAGACGAGCGATTCAGAAATA
CAGTTTCTGCAGAATGAGCTGGAGCGTCTGAAAAGCAGCGAGAACGAGCTGGAAACTCTC
CAGAATGAAGTGGATGAAGACACGACCGAGGTCATCCCGTCTGCAGTACACGTGGCTCAG
CTGTACTACCTGGTAACCAAGATCAAGTGGGAGTACGACACTCAGCCCAACATTTTAAAA
GGAGTTCATTATGGTGCCGAGCTGGCCACGCCCATTCACATCGACACCTCCACGCGCTCG
CGCATCGACATCAGTGACCAGCTGTGGGGCTTCGTCAGTTCGCAGTGGTAGCAGAAGAAC
GACCTCGTTTGTTTCTAATTGTTTGTGGATGAGCTTCTTGTTCGTATTTGTTTTAACAAT
AAAACGTATTTTACTTT
>CL773Contig1
TTTTTTTTTTGTGACCACCTTTACTTTATTTTGGTATTAAAAACACCAAAAACATAAAGG
CATTGCACTATCCCCCCTCACTCACACACAGGCATAACTACACACACTCTGCTTCCCCCC
CATCTGTTATTTATACTGCTGGTGATGAACAAGCACGTCCAAGTTTGTGTATCTGTGCCT
CAAAGCACAATTTACAGACATTAAAATGATTGACGTTTCTATTAAAAAGCATCACGAGGG
CGCCACAGTTCATTTCCAGCTACAGCAGCACAATCTGAGCTTTTCCTGAGGTGCACATTG
TACCACTTCTTAGGCTCGCTTAGAGCTTACGGGCCTTCAGGATTCATAAAGAGCAGCGTA
CTTTCTGCCCCATCACTGATTTGGAAAATAAAAGTGGAACATGTGACTCATTTTCTGGGT
GTAATGGATGATGGAAGAGGGGGAACGTCACACGTTAAACACATTTAACACACGCTCCGT
CACTTTAGCAGCTAATCGAAATGTAATCGTGCCATTTAAGATGCAGTTTGTTCATTAAAA
GTGACTAATAACATTGACATAGTAGTGAATGTGGCTTTTTTTTAGATTGGCTTATAGGAA
CTGAAGAGCTCTGTGCAACTTTTTCCTGCTTTTGTGTCCATTAATGAAAATTTAATCCTC
CTTTCAGAGATTCAATGTGGAGTCATTTAGTAATTTATGCTAATGGAGTCACAGAAGGCC



TGAATTCTGGCCTGAATTGAGGAGCACGGATAGTTAAATATGCATGAGCAATTAATTAAG
ATCCTTAAAGTCACATGGAGAAGCATTACTTCTCTTAAAATGTAACATGAACAAATCTGA
TGGAAGGGTTCTGTGTCTGGTCTTCTTCTGGAGGCTCCTGTGAGACGCCTCCGGGCTTCC
GGCTGCACTGTCCATGACGGTGATGGTTGCTGGGGTTTCACAGCTCGTCCCTTTCCTCTC
CTTCGCAGACGCACGCCGCCCTCTGGCTGTTCATGTAAGGCCTGCAGCCCAGAGTCCACA
CTGTGTTGTACAGAGCGTCTGCCATCGATTCGCACGCTTGAACCTTGGACACAAAGCCCA
GACTCTTCTTGAGATCGGAGCAGATGGCGTGCAGACAGGCGCGAAACTNGGCATCGCAGT
CGTACTTGTTCACCCCGCAGGTGTCATAACAGGAGTCCAGCTGGTTGCAGCACTTGGTCA
TAGCAGGGATCCCAACGTCAAACTGGAATCCCATCAGGGAGGAGTTGCAGCCGTTGGGCT
CTTGTTGCTGGAAGTTGGGTCGAGGACGAGGAGGTTCTCCGTATCTGCAGCGGTACTGAC
ACACGCCATTCTGTCCTCCAACCAGCTCCACCAGGGTGTCGAAGTATCCGTGCACGGTCT
GAAAACTATTTCTAATGGACGTGAGGCTCCAGCTGTTAGCATCTTCTTCTGCAGGCGGTT
TGTTTGGGGGCTTGATAGTCTGGACTGGTCTGATGGCGTTGGTCTCCTCAGAGGAACGAT
GCTCTTCTGGGGGAGCATTATTAGTAAGATCCTCCTTGGTGGATGAACTTGTTCTCTTCT
GTTCTTCGGTATCCACTGCAAATGTTTTGCCCAAAACCTCATTTTCCTTTAAATCACCCG
CTTCAGCATCTGGAGCAGCGTTTGTTGTTGCGCCGTGGGCCTCGCCATCACCATGTCGCG
AAGGCTCCACAACAGGAGCGTCCTGCTCCTCTTTGGCCTCAGTCTGGTGGTAGACTAGAG
TGGCAGACATGGCCAGCGAAGCGCAGAGGAGGAGCAGGGCCGCGGTCCGGAGGAACATGA
CAGACGGAGCAGAGGAGCTTTTCCAGAGACAGCGGAGAAGGACGAGCTCGCAGCACTGGC
TGATTCCGTCAGCCTGACAGCAGACTTTGACCTCCCCCCGGCCATAAGGCCCGGGTTTAA
CG
>CL774Contig1
TGTTTGAGCAGCGGTGCCAATGTGTACACTGAGCGGACGAATGAAATACGACAAACAGGG
CTCCTGTGTGTGTCACAGCGCCGAACACCCGCGCACTCGTCGCTTGTAATCCCGGGGACA
TCCGTTCCGAGAGGTCCAAACATTTCAGGAGCAGACAGAAGCCTTATTTGGAAATCTTAT
GGACGAAGAAATGAGTCGCCAGACCGCCACCGCGCTGCCCACTGGAACATCCAAGTGCCC
CCCCTCTCAGCGCGTGCCCACCCTGTCGGGCACCACCGCCTCCAACAGTGACCTGGCCAG
CCTGTTCGAGTGTCCCGTCTGCTTCGACTATGTCCTGCCCCCCATCCTCCAGTGCCAGTC
GGGACACCTGGTGTGCTCCAACTGTCGGCCCAAACTCACCTGCTGCCCCACCTGCAGAGG
CCCGCTGGGCTCCATCAGGAACCTGGCCATGGAGAAGGTGGCCAACTCCGTCCTCTTTCC
CTGCAAGTACGCCTCGTCAGGCTGCGAGGTCACGCTCCCCCACACCGACAAGACGGAGCA
CGAGGAGCTGTGCGAGTTCCGACCGTACTCCTGCCCCTGTCCCGGCGCCTCCTGCAAGTG
GCAGGGCTCCCTGGACGCCGTGATGCCTNCACCTGATGCATCAGCACAAGTCCATCACCA
CCCTGCAGGGGGAGGACATCGTGTTCCTGGCGACAGACATCAACCTGCCCGGCGCCGTGG
ACTGGGTCATGATGCAGTCCTGCTTTGGCTTCCACTTCATGCTGGTCCTGGAGAAGCAGG
AAAAGTACGATGGACATCAGCAGTTTTTCGCCATCGTCCAGCTCATTGGGACCCGGAAGC
AGGCCGAGAACTTTGCATACCGGCTGGAGCTGAACGGGCACCGGCGCCGGCTGACCTGGG
AGGCCACGCCGCGCTCCATCCACGAGGGCATCGCCACCGCCATCATGAACAGCGACTGCC
TGGTGTTCGACACGTCGATCGCGCAGCTGTTTGCAGAGAACGGAAACCTGGGCATTAACG
TCACCATCTCCATGTGCTAAAAACTCTGGGCGGGGCCAAACTCCTACAATGGTTGAGGCG
TTTTTTTAAAAAGCAGGTCAAAGGGGTCGTGACCTCAGTGCCCTCGCCCACCTTTGTCTC
CCCCGTTAACCGGACTGTCAGTCCAGCCATGTGTGGAGGAACGGGGGTGTCTGTCTGCCG
TTATGGTTTTAGTGTCTCTTTCTGTTGTTGGCGCCCCCTTCAGTCCTGTTGGGACACTAC
AGTTCTGGAAGGAGCGGATCAAAGCTCCGGACTGATTCCTGCTCAGTGCTGAGCTAGCCG
ACCAGCTAGTTTTTGTTTGTTTCGACGGAGGACTGTGGCTGCTATCGACCCGCTCAAACT
GGAACTGAGTCTATCACAGAAAACCTCGTTTGTCCTCACCTATAACTGACACGACCTCCG
GCAGGCGGGACGACTGTAGCGTCCCACCACAGTCACAGTTCACCGGCGCTGGTCCGGTCT
CTTCTGTTCCGTTCGAGTCCAGCCTAGGAAAATGCATCAGACGCTCATTAAACGCTCGAC
AGTAGTCAGACTGAACGGACTGAAGCCCAGGATGTACTGTTTTTGTTTTCTCAGCAGCAT
TTGCCTGTGCGTCCCCACACGGCCCACAGAGAAGGAAATCCACATTTCACCCGTCTTTCC
TCTGTGCTTTTATTTTGTTAGTCCGTTTGTTTTAGACATTTTAGTTCCTGGATGAATGGC
TGTGTGTGTGTTTGTCGTGTGCATGTTCGTACACCTTTTCTTTCTCCTCCCTGCACTCAT
CTCTGCGTCGCCCAGCCTGGAACACATCCCTTCCTACAGGTGAAAATGTTGCTATCATGA
TTTTCATTATTTTGTATTGAATTCCAAAAAAAAAAAAAAAAAAAAAAGAGAGAAACAAAA
TTTAAAAGGCAGTTGTTAAACGTGTGGCTAAACTTCA
>CL775Contig1
GAGTGGCGGTGATCCTCGCTCGTCCTTTCTCTGCCTCGTTTACTGCGGCGGAGTCTCTCC
GACCATCTCGATGCCGTGTTGCTGGAGCTGCGCTCGGAGCAGAGCGTTTTCGTTCTTCAG
TTCTTCAATCTGCTGCCTGCACAACTCATTGTCCATTTGTATCCTCTCCACTTCCTTCAG
ACTCTCCTGGAGTCGCTGGTTGCTATGCCTGAGCTCTCGGATGTAGTCGCAGGCTTTCGA
CAAGATGCCTCCTTTACTTGCTCCAGTCTTGGTGCTGTCCATATTGCAGTCTGGGATGAT
CTTTGAAAGAGTGCCAATCCAGTTGTTGATCTTGTCTCTTCTTCGTCTTTCAACTTCATT
ATGCTGTGCTCTTCTCCTTTCATCTCTTGGCGTTCGGGGTCCATCCATTTTCGCGGGGTA
TGGCTGCGTGCGTGGGGCGATGGTTCGTGGCGTTCCCGTCTGGAGGACATCAGGGGGCGT



CATCATCACATAAAACTGACCCCCTGCTTGCGTGAGCGTGGGGTCTGCGGTGGCCTGCAC
GGACACGGTGCTGTCGCTCACCGCAGTCGCAGGGAAGTAAGCAAAGCGGGTCTCCCCTCC
CACCGCCTCTCCTGCTGGGCTTCCTCCATTGCTGAAAGGGTTTTGGATCACAGCCTGAGC
CACAGCCTGAGGAGCCCCGGTGAAAGACGCTGTGGAGACAACGCTCACTGCTCCTCCAGC
ATCATCTCGCCCATCCAGGTGCTGGTCAGTCACTTGGACAACACGATACGTAACCTGACT
TGTAGATTTGTTAATCATATTTGCAGCTTTCGTTCCACCAAGTATCCAAATGATCCTAAC
CACAGCGGTGCACTGCTTTTACCATCTTTGCCAATATGCTTACGCTTCAGAATGTGCCTG
ATTTAATTTTGAAACCCAGTTGAGAAAGTAGCCAACAAGGCCGACTCGGTAGGCC
>CL775Contig2
TTTTTTTTCTTCTTTTTTTTTTTCCAATCAGCTCGCCCGCTTTTCCACAGCGTCAGTTAC
ATGTCAGAGTGGCGGTGATCCTCGCTCGTCCTTTCTCTGCCTCGTTTACTGCGGCGGAGT
CTCTCCGACCATCTCGATGCCGTGTTGCTGGAGCTGCGCTCGGAGCAGAGCGTTTTCGTT
CTTCAGTTCTTCAATCTGCTGCCTGCACAACTCATTGTCCATTTGTATCCTCTCCACTTC
CTTCAGACTCTCCTGGAGTCGCTGGTTGCTTTGCCTGAGCTCTCGGATGTAGTCGCAGGC
TTTCGACAAGATGCCTCCTTTACTTGCTCCAGTCTTGGTGCTGTCCATATTGCAGTCTGG
GATGATCTTTGAAAGAGTGACAATCCAGTTGTTGATCTTGTCTCTTCTTCGTCTTTCAAC
TTCATTATGCTGTGCTCTTCTCCTTTCATCTCTTGGCGTTCGGGGTCCATCCATTTTCCA
GTTTAAACCTTCCTGCTGCAGCAGCTCGTTTTCATCTGCGGGGTATGGCTGCGTGCGTGG
GGCGATGGTTCGTGGCGTTCCCGTCTGGAGGACATCAGGGGGCGTCATCATCACATAAAA
CTGACCCCCTGCTTGCGTGAGCGTGGGGTCTGCGGTGGCCTGCACGGACACGGTGCTGTC
GCTCACCGCAGTCGCAGGGAAGTAAGCAAAGCGGGTCTCCCCTCCCACCGCCTCTCCTGC
TGGGCTTCCTCCATTGCTGAAAGGGTTTTGGATCACAGCCTGAGCCACAGCCTGAGGAGC
CCCGGTGAAAGACGCTGTGGAGACAACGCTCACTGCTCCTCCAGCATCATCTCGCCCATC
CAGGTGCTGGTCAGTCACTTGGACAACACGATACGTAACCTGATCTTGTAGATTTGTTAA
TCATATTTGCAGCTTTCGTTCCACCAAGTATCCAAATGATCCTAACCACAGCGGTGCACT
GCTTTTACCATCTTTGCCAATATGCTTACGCTTCAGAAT
>CL775Contig3
AGTTGTTGATCTNGTCTCTTCTTCGTCTTTCAACTTCATTATGCTGTGCTCTTCTCCTTT
CATCTCTTGGCGTTCGGGGTCCATCCATTTTCCAGTTTAAACCTTCCTGCTGCAGCAGCT
CGTTTTCATCTGCGGGGTATGGCTGCGTGCGTGGGGCGATGGTTCGTGGCGTTCCCGTCT
GGAGGACATCAGGGGGCGTCATCATCACATAAAACTGACCCCCTGCTTGCGTGAGCGTGG
GGTCTGCGGTGGCCTGCACGGACACGGTGCTGTCGCTCACCGCAGTCGCAGGGAAGTAAG
CAAAGCGGGTCTCCCCTCCCACCGCCTCTCCTGCTGGGCTTCCTCCATTGCTGAAAGGGT
TTTGGATCACAGCCTGAGCCACAGCCTGAGGAGCCCCGGTGAAAGACGCTGTGGAGACAA
CGCTCACTGCTCCTCCAGCATCATCTCGCCCATCCAGGTGCTGGTCAGTCACTTGGACAA
CACGATACGTAACCTGGCCACTCTCAGTGCGAAACTGATACTGGATGTTATGGTCACCAA
ATGCTGCCGCCTGCTGAACACTGGCTATAGCCACAGCCGCCTGCTCTTCCCCTGTTCCGT
CTTCACTAGTTTGCACAACTTCTTCTTCTTGCTTTTCTTGGCTTGCGGTGTCCAGACTCT
GTTCAAGCATATCCATCAGGGTGAGAATAAAAAGTGATATTCGGTGACACAGGCGGAGAT
GGAAGTGCTGATCACGGGAACAAACACTCGGGTCATGTGAGAGAGACAGCCCAGGACACG
TGAGGTATGTCTCGGTGTCGAAGTTAAAATGGAGGCCGCCGCTGCCGCTGGCTGTTCAGA
GGTGACTCACTGTTCACTGGTCCCCGGCCATAAGGNCCGGGTTAAAC
>CL776Contig1
ATTGAGCATCTTTATTAAAGCTNGTTTTCCTCGTACAAATATTGTTGAGACTGCATGCAG
TGGCTTGGTTTGAGGCACGTTACCAAGGAGAATGAAAATCACTGACCAACAATGAAAGGA
TGAAATTGCATAACTTAATATTATTGTAATGTCCACTTTTGGCTCTTCTATGGAGACAAA
TGCGACATAAAATGCACATTTATTAAAGGCAGAACAGAAGTAGAAACACAAAAAAAGCAA
CAAGGACAAGTCAGGAGAGAACATCTGGCTGAAAGTTAAGGACTCAATGATGGAAAAAAA
AAGAATTCTGGAGGCAAGAGACCCACAACATTGCAGTTAAATGTTTATAATGAGGGTATA
ATACACTTTTAAAAACCCAGTTGAACCTGGGCGCTATATTCACTAAGGTCTAAATGAGGA
GGTTAGGATGAGCTGGACGTTGTGAGTGAACACAGCAGCTCTCCACCACGCAAATTATGA
ATGGGAAGGCTGCTCAAATGAACTTCTCACACTACACATTTATACACTTACGGTTCCTGT
GAATGGGTGATTGATTGTGCTGATGTGGCACCTAGGCTTTACAAGTGACTAAATGTGCAA
AACGCTGCCTCCACGCAACACAAAGCAGCCCAATGGTGAGGTGACAGGATAAACTCTACC
GCTCTTATACTTAGACCTTTTTTTGCCTTTTTTTATGCTCCACATAAAAACACACGTACT
GCAACATTTGGAGGACCCTGCTGCATCCTCATCTGTGGACAGGAGTCCCCACCAGCTCAC
ACCAAGAAGAACCACAGAACAGGCACGTACACGGTTACAGCTCCAGTCGGCTTCCACCAC
AGCGGCACAAACTGGCTGCTGTCTGAGACGCAGCATCCACAGCTCCTGTCTAGCACATCC
TCAGGAGTCCACTATGAACAATATAGTCCATAAGAGTTTTGGCAAAAGAGAAAAAAAACG
TAAAAGTTGGTCGGTTCAGACAGCCTTTGTCATCACACGGCAAATAGGCAGAAATACACA
ACCTAAAAAGTGACGGCTAATTAGATTCAGCCCCTCCTCTCGCCCTCGGAGTTTCATAAC
ATTTGTTCCTTGTACTCGTGCTTCACTCTTCCTAGCATGTCTGCTGAGGTGCCGCCTCAA
GTCACGGTTTCTCGCCACCTGCTTTGCTGCTGACCTGGCAAAACGGAAACGTTTGCTTTT
TGTGTTAGCAGGGCAGAGAACTGTTGCGGCC



>CL777Contig1
CGTTGGGCGGCCGNTAAACCCGGGCATTATGGCCGGGGGGTTCCGGCAACCATGGCGGCG
GAGGCAGACGTGGACCTCGACCTAGAAGCGGAGGAAAACTGCACCGGGAAGCCCGCGGAG
AAGCCCCGCAAACATGACAGCGGGGCCGCGGACCTGGAGAGAGTCACCGACTATGCGGAG
GAGAAGGAGATCTCCAGCTCCGACCTGCAGACGGCCATGTCGGTGATCGGAGACAGAAGA
TCCCGGGAGCAGAAGGCCAAGCAGGAGAGGGAGAAGGAGCTGGCCAAAGTCACCATCAAG
AAGGAGGACGTGGAACTGATCATGTCCGAGATGGAAATTTCCAGGGCGGTGGCAGAACGC
AGTCTGAGGGAACACCTGGGGAACGTGGGGAAGGCCCTGGTGGCGCTGACTGACTGACCG
CCAAACCCCGCCCATCACTGTCATCTCCCGGTTCAATAAAGTTTTCATCTGCTTGTTTAG
AAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>CL778Contig1
ACTGGGCCGTTTTGTTTTCATCTCACTGGATTGTGCTGCACTTGATTACTGAGTTTGAGT
AGCAACTTTGTTTACATGCATTAAAAAAACACACACACACAATGCGGTGACTGTCTGACG
CACCCCCCACCCCCCAACTCCCCACCCCGTTTTGTCTTTGTGGGGTTGAGTGATTAACGG
CGTGATGAACAGATGCTGGATCGGCTGCGGGTGTCGCTCAGGCCTTAGCCGCCGGCCAAA
TCTGTCACGGCAGGCTGGCTTGTTGCTCATCACAAGACCTATTGGTGTCTAAGCTTCGCT
AAGCCTGAGAGGATCATGGGTAATATAGCTATAGACTGATACACTGCAACCCCCCCCCTA
CACACACACACAAACCTCCCACCCCCTTGCCACCCTGTTCTCTGCTGATACTCCCTTCAG
AAAATTAAAGAGCAGTGATTCCTTGTTGGCCAGATGAATTTGAGGTTGCTGGGGAAATCT
GAGGTTTTTGTTGATTTTTAAAAAAGAAAAAAAAAACAGGCACCAGTTTTTCAAAGATCG
CACTGCTTCATTATAGCTTTGTAACATCGCCCGACACGTTTTGAGGTTGATCTATATTGC
ATCTCTCCATTCTCTTGATGTTTATTTCTCCTCTGCATTCACACCATGAGAGATTTTTCT
TCTATTCTGATCGCACTCCCTTTTAACCGATCTCAGTTGATAAATTTGACAAATTCGAAG
CAACCCAAATCCATTTAAAAACCTATCACCCCCCTCAAAAGAAATGGGTTTTAATATTTG
AATAGAATCCATTCAACTTGTGCACATGTAGATTACCTAATTGTCGTGATTGCTTTTAAT
ATTCAAAGGTAAAATAGCACATAAATGCACTAAATGTCAAGTTTTGAAGTTGTGACTTTT
TTAAATTTCTTGAGGAGTCTCTCCTGGAATGTAACGCCAAACTCAGGCCTCAGACATTCA
ATAAATAAATCCTCTTATGGAGAAGCATGTTAAGACATGCATCTGGAAGGGAACAGAGAA
TTTGTCCTTATCAATAGTGTCATCTTTGATCGGTTGAATTATTGACACTTTCACATCGGA
CGTGTTTTCCATATTCTAGAATGTAATGTAACTGTACAACAAATGGTAGAGTGCATAGCA
TTAAACATGGAAAGTGCCAATAATTGCTATGATGGGGTCTTTTATAGATGTGCTCCGTAT
TTGTTTCACGTAATTCATCTTTTAACATGGACAATTCTTAAGTGAAGCCATCTGCGATGG
GAGTGTTGGCAAGGACCAATGGTTTTTCTTGTTTTTAAACGGTAGTTTCCATGACCAGTA
AGTCATCACTTATCCTTTGTTTTGTTTTGTTTTTTGCTTTTTTCTCCCCTGTTTTTATTT
CTCTTTTTATCCCATTTATTATTTTTTTCCCTATTTACATATAAAACTAGAAAATGATTT
TAAAAAAATCTGAGCTTACCCAGGAAGAAAAGCTGTATCTTGTGATTTCATTGTCAGTAC
ATCTTTATCGTGTTCAGTTTCTTTTTCCTTGGGTATGTTGTGATGAACAGCTGTAAATTT
GTACAGTTCAAGTAAATAGTGCGGAAGTTGTACAGATTTCTATTTTTTGGAAGAAAAGTT
GTTTTTTGTTTTTTCTTTTTTGTTTTTTTCTCTGTAATAAAGATTTCCTATCTTGGCATC
ATAAAAAAAAAA
>CL779Contig1
CAGATCTTCATGTAAGCTGCAGGCGTTAATCCTTTGCTCGCGTTTCTTTTGTGACTGAAA
TAAACCCGTCCAACAAAGCGGCGGGACAGATGCACGCTGGGCACAGATAGACAGGGCATG
CGCTCGGCTTTGTGCCAAATAAAAAAAGATGGAGATCTGTATAAAATGGGTAAAATCTGT
AAGAAAGAAAGGAGCGGCTCAAACGGGCCCCGAAAAACAAATCTGACTGCGAGACAGACG
TCCTGCTGGAAAGCACTGATGGCAACTGGAAGTAGCTGCATCAAAGTAGTGGACAGCAAT
GTTTCAGGCTGCTGCGGCCCGTTCTCAGTAAAACCCAGTGGCTCCTAACCTGCCACTGAG
TAGCATCAAGTCTGTTGGATGGCAATGGATAACTTGGAGAGACTTCAGACTTTGTATTAC
CTCTAATTACTGAGCCACAATACTAAAATGACCGCTCGTTTATTTAATTCAAAGGCAATA
AAATTATGTTTGGAAGAGTGTAGTTTTGTAAACATATGGAGTTACCTTACATACAGCGTT
ATTTACACATCCAACACGAGTGGGAAGTGGATTTACGGTTAAATCTGGATCTCTCGGTTT
TCTGCCAACGTTCCCTCAAAAGCCCTTAAAGAAGCCGTCAGCCTCTGTGGCTTCGGTAAA
AGTCACAGTCAGGCTGTTAACCGTCACCTGTGTCACGATCACCTTCCCCGTGGGAACGGG
GCTGTCTGTCGTGGTCATGGCAACACTCTGATTGTCGTCTTTTGCCTCCTTTTTGTCCTG
CTCGCCGTCTGCGGCATCACCTGGTGTAACGCCGCTCCCCTGGACCCGCATTATCACCGA
GGTGGCGTTGCTTCTCTCGCAGCAGCAGCCACTCTTTTCTTCGGGACACTCCGGTTCTTT
TTCGCAGAAGTCCCAATCCGAACCCTCAGAAACTTCTGGAGGGGCCTCAAAGGCTGACAA
GCTCTTCTGAACGTCTGTCAGCTGGCTGCAAACTGATGTTTGTCTCTGATTTGCGTCTTC
TGGTCTTTCCGTCCATGTTTCTGTGCTTTCTGCTGCTGGGGGGGCTTTTGCCTCCTCCTC
CACCTCCATGTCCAAATCCGGTGGCTCCATCAAGAGAGGCGAGCTGCATTCAGACTGACC
GTATGAGCTGTCTTCACATTTTCTCCTCGATGGTGCCTTCAGACTCCGGCTTGTCGTTTT
CACTGGTGACCCCCCAGTCTTCCTCCACCTGCACCATTTTCTTCCTCTTGTGTTGGCTGG
AGGAACGGACATGCCCCATGCTGCTCACCCTCAGTCTGTTCCTCCTCCCAACCGAGCGGC
GGTACACCTGCTCCACGTCTGTGCTCGTGGAGCGCGTGAGGGAGAGACGCAGGCGGGGCG



GGGGCTTCTCCGGCATCTTGTGAGCACTGCGGAGGTCCATAGGGAAAACGCTCCGCAGCA
GGAGCCTCCTGGGTCTGAGACCTTTCCTGCGATATGCCAGAGCTCTGACCTTCTCCTGAT
TCTCTTCGTAGGCCAGAACAAGACGGGGGTCCAAAATGTTGTCCTCTGGTTCCCAAGTGC
TGTACTTTGGGGGCCATCCCTGCCACTTCAGTAGATACTCCACAGTTCCCTTTCTCACTC
TTTTTTTCGTTATACTCTCAACTGCAAAGACTTGGTCTCCTATTGATGACAGCTCCATGT
CCCCGTGCAGCCGGCCCGTGCACGTTCCAAACAGGACTCAACTGGATCTCAGCTTGTTGT
TGTCGAGGCGCACGGGTAGAACAGTTGCAGCAGGACGGGAGGGAAAGCCTTCAAAGTGTG
TCCGCTGCGTGGAGTCCGCTGCGTGATCGTCCGGACGGTAGTTTTCCACCCCGAGTGTCT
CCGCTTCCCGCACAGCAAACTCACGCCTCCTGTCTGGCTCACTTTTTAA
>CL780Contig1
TGGCCATATGGTGGTTGTCGTCATTCGACTAGTTTTGCCTAGCCAAAATGGCGATCACCG
TGTAGGGGTCGAGTGAGATTACTAGTCACGTTTCTTCACTTTGGAAGATATAATAGTCGA
TTTTTGGACTCGGCTCTTTTAGCCATGCTTACAAACGTTGGGCTGCGAGTCTTTCTGAAA
TCTTCAACGAACATTTTTCGAGGAAGCTCGTCTCTGAGCTCCGCGGCATCACTTTTACCT
AGGAGGGGTCCCGCTGCGTTAACGCCAGATAGCAGAGGATGCTGCTTTCCTCTAGCTTTT
AATGCTCCAGAAGGTTTTGCTGCATCACAACCAGTAAGACAATATGCTCGAGTTGCAAAG
ACAAAAAAGACAGACACCGGGAGCCAGCTCAGTGATCTCACTCCAGAAATGCTAAAGCTG
GATTATGCAGCTGTCCCTCTTGCTCAAACAACTGATGATATAGTGAAACGTTTGCTTTCT
CTGGAGCTGGCAAGCCATAGTGAGAAGCTCCAGCTGAAGAAGGAACAGCTGATTGCAAAA
GTACAGAGGGATGAGACTGACCGCAGCTCAGTGGAAGTCCAGATCGCTATTTTAACTGCC
AGAATTCGAAACTATGGGGAGCATTTACAGAAACATCACAAGGACAAAGCTAACAAGAGG
CGGATGCTCATGGCGATTGACCGAAGGAAAAAGCTTCTGAAAAACCTACGATTGGTGCGA
TATGAGACCTTTGAGAGAGTTTGTGAGCAGCTTGGCATCACCTACACTTTCCCTCCGGAG
TACTACCGGAGGGCCACCCGCCGCTGGCTGGCCAAGAAAGAATTCTGCATTAAGGTCTTC
AAGGCTGTTCAGAAACAGAAAGCAGAGCAGAACCTGAAGATGAAGCAGAATTTAAAGACC
ACAGAAACAGAGGAAACTAAGGCCACAGCAGTTTAGAAACAATTAAAGACTTTTTCTCAA
ACATCCCTTGTCTTTTAAATGATTTCTTTTTCACTTTCAGTTGTGTAAGGGTGGCGTACA
TTTTCTGTCAAAAT
>CL781Contig1
TTTTTTTTTTGATTTTGATAAGTACTTTTTAATTGCAGAAATAAGTGTTTACAAAAACAA
CCCTCATTTTTACAGAAGACCCAAAGCAAAACAGAGAAAAACAACCCAAGAGTACCAAAA
TATATCCTTCTTTGCCTTTCTTTTCACTCACTGGTGTAGTAGCACCGTTGGCTGGAGGAG
ACACCTTGCTGTATCTTCTTCTAGACTTTGCTGTGCGGGGAGTGGAAGCGATAGTTGGAG
TACGATGGAGTATTTTCAGCGTCAGTGGAGACTACAGGAAGCAGCAGTAGCCCGGTGCTG
GGGTCCTTCTTGCACCGGTCCATAGCCTGCTTGTAAGAGATATTCTGTTTGGTGATGGGG
TCCACCAGCTCCTTTGTGTGGAAGGCTTCATCTTGCAGCTCCTCTGCTGCTTTGCTGTCA
ATCATTCTGGTAGCGAGGGCCTCTTGGATGGTCAGGCGGCCCGGCTTAGAGGGATTGACT
AGTCCACCGGTCAGGTACTGCGCCTCCAGGTACCTCTTGGCATTTTCAGGGGGGATATAC
CCTTTCTGCGCTGCCTGTGATGTTGAGAGACGTACTTTAGAAACTGGATCCTCAACCCCA
GTGAAGGCCTTCTGGGCGTTCAGGAGCTTGTGCATGTGGCTAGAGTCAATGAGGTGGTTT
TGGACCGCCTTGTGCACGGACAGTTTGTCCTTTTTTGTGAGGTCGACAATGCCGCCGGAG
GCTGCCTGCGCCTCCAGCAGCTTCAGGCCGGTCTCTGCGTCTATGAGCTTGCGTGTCATG
GCGCTTCTCACAGACATGCGGCTTTCCGTGGTCATGTCAAATATTCCAGAGATTGGGAAG
TGCTCCTCCACGGCTGCTGCACTGAGGTCGTTCAAGCTGCCATTGAGATGAGAGTTCAGG
TTGGTTTGGGAAGACCTCAGGGAAGGTATCATGGAGTTCAATGGAGAGGTTTGAGTAGCA
GGGATAGATTTGTTGAGTCTCTCCTGTGGGGGAGGGATGTAAGGCTTTTGTGGCTCCCCA
GCCACGATGAGTGCAAACTCAGAAATGGGCATCTTTCTGTCCTTGAAGCGTTTAAAGTCA
GTCTCAGTTAAGCGGCCATCTTTCAGGGCATCATTGATGGAGTCCTGCTTACCACTTTTT
CGATCCTGCAGAATTGAGATGTCCCCATCTGGACCAGAGGAGGTGATCTCCTCCCAGTCG
CACTCCAGCTCTGTCAGCTTAAGGTATTGGTCTCGATCAATTAGACCCAGCAGGTCCGCG
TTGTAGGGAGACATGTCTTTGCCGGTTTCTGGGTCCAGGATGGTGATCTTGGTTGAGAGG
TTGGTCTCCCTGGTGTGAATTTCTGAATGTTCTTCTTTCTTGACTGCTTTTCAGCAGCTC
AGCGATAAGGGTCTCTTTCTGGTGAATTTTGTCCTTCTCATTCAGGATCTGTTTCTCCAG
GCGTTCGACTTCAGAGGAGGTTTTGAGGCTTCTC
>CL782Contig1
TTTTTTTTTTGAAGTAACAAAAATATTTATTTCTGTGTTCAGTCTTCACTCTGACAAAAA
CGAACACGGCAGCTTGTTGAGCTTTGAAGGGGCTGAAGGCACAGAGTCCGGCCGAAGCCT
CGCAGCTCAGTACGGATCGTTGAAGGGGTACAGAGGATGTCCTGCGTCTCTGGGAACGCG
CCGGCCCTCCACTTCTATCATTGGAACGATGTAACGGCAGCCTCTGTCCAGCGCTGTGAT
GCTTTTCACTTCTTCTGCTTCTAGGCTGAAGTCAAACACCTGGATGTTTTCCTTGATCCG
GGACTCGGTCACACTCTTAGGAATCACCACTACGCCTCGCTGAGTCTGCCACCTCAAGAG
GATCTGAGCCGGAGACTTTTGATATTTCTCTGCCAGTGAGATCACTACAGGTTCCTGCAG
CAGGACGGGTTCCTCTGGACGTTTCCATGCGCGGTCAGGAGAGCCTAGAGGACTGTACGC
CGTCATCACCAGACCCCGGTTTCGACAGTGGGCCAGCAGCTCTACCTGGGCCAGGTAAGG



GTGGCTCTCTACCTGAAGAACCGTTGGTTTGATGCTGGCCACAGAGAGGATGTCGTCCAC
CTGCCTGCTGTTGAAGTTGGACAGACCGATGGAGCGAACCAGCCCCTTCTCCACCAGCTT
CTCCATGGCAGCCCATGTTAGCTTGTAGTCTATGTGGTCATAAATCAAGCTTCCATCTTC
CTTTTTAGGAAACGGAACGTCACCCCGTTGGAAACCGTGGGGCCAGTGGATGAGGTAGAG
GTCCAGGTACTCCAGCTGGAGATCCTTTAGCGTCTTCAGGAGGGCGGGCTCCACGTCCTC
CGGGTGATGCCGGGTGTTCCACAGTTTGGAGGTGATGAAGATGTCCTCTCGTCTCAGAGG
CTTGCTAGGGCCAAGCATCTCTTTCAGAGCTTCTCCGATTTCTGCCTCATTGCCATAGAT
GGCTGCACAGTCGATGTGACGGTAACCAGCTTCCAGCGCCCACAGGACTGCTTGCTTCAC
CTTTCCTGGCTCGCTCTTCCATGTTCCCAGTCCAACCAAGGGCATCTTCCTCCCCGTGTT
GAGAACTGCAAAGTCATTCATTTTCCTCCACAACACCTGAGCCTCACACCTGTAAACAAC
TAGGTAACCAGCAGTGAACGTGGACGCTCCCGCCGCCACTGTTCACGAACAGCTCACGTT
CGTGCTTCCC
>CL783Contig1
GACTTTTGTATATTTTTATTTTGTTTCAGCCATCCGTACTATTACAAAATAAAAATAAAA
AGCTCCTTTGGAAACACCCCATACAACAGAGAGCCTGTGGTTTATTTTCATATCATGTTC
TGGTAGAACTTCACAAAAACAAAGCAGCCTGATGACGGCATCCAAGTGACGGAGAAAAGA
GACTAAAGTCACATAATCCGTTTTCCTGATTATTTATGTGAAAGTAGTGTTTAATTCAGA
CTTTTATGACTGCTATAATACTGTTCAAACTAGTTCTGACCCCAATTCAAAATAAAAAGG
TTTAGACTCAAGTCCTGTGTTTAAGTGGTTTAAAGACAGCACAGAGATGCTCTTCACACT
TAGAGGCAGAACTTTCAACAGACATCCACAAATCCTCACTCTGACCAATATTTGAATCAT
AAAAACAACCGGCAACTTTGTAAAAAGCAAATCAGAGAGGACCATTCGAGTGTCTAATGA
GTGACATGATGGACAGAAAACGATCAACAGTTACTGATCAGCTCCAGCTGCCCGTTTGGC
TCGTTTCTTTGGAGACGTTTTAGGAGAAGCTTTGTTCATGGCGTTGAGCGTCTCCGTGGG
AATCCAGCTGATGTCCACATCATTGAGGCCAGCAGTGCCTTTCTCTATTTTAACAGGGAG
CCTTTTTCTCGTCCTGGACTCCAGAACCTGGTACATCCCAAAGAGCATTAGAGCCACCAG
TCCGAACAGGAACACATACATGAACATTGTTTCTCCGTCGAGGCCCTCTTCTCGCTCAGT
GATGGTGACGGTCTGGTTGTAAATGGCCGTCTGATACACTCCGCCCTCAGAGCCGAGGTA
GCTGAGGAGGATGACCAGACCAAAAGGGCGTCCGGCCATGGGCTGTGCCGGGATGAAGGA
GTACTCAAAGGAGGCCTGAGCCTGCGGCTGGACTACAGTGTTCAGGGGCAGAGCTGTGAA
GTTCTGGATGAAGAACTGGAAGTCCTGAGGGTATCGGAAGGAGGCCTCCAGCGACTGGAC
AGTGAATGTTTGACTTCCTTTGTTTGTGAAGCCAACCAGGAACTTCACTATTTCGTTGGC
AAGAAACTCTTCTCCAGTGGTGAAGATGATGGTAGTGTCGGCATCAGGGTGAGAAGTCAC
AAGTTTCTCAGCGGCTTCAGAGTCGTCTTCATCTCCTTCCGCGTTTTGTAGCTGATCCTC
TTCAACAAGCATCTCTTCATCCTCCTCTTCCTCATCTACAAGAGCATCTGCATCATCAGT
AACTTCCTCAGAGAAGTCGGATGCGGCTTGGACGCAGCCGACAGATATGAGGCCACAGGG
GAAGGCCAGCAGGAAAACCAGCAACAGTTTGGGTCCGAAAGAGAACATTTTTGCAAACTT
CAAGGGTTCGTTAGTAACACATCAGCGTTCAGGAGCAGAGAAGGCAGAGGCGGCGCAGAG
AGGAGTGATCT
>CL784Contig1
GTCTTTTATACATTTATTACAGTGTGGTGCATTACATGCAAGTCAGGATTAAAACCAACA
CTAATTAATTAAAGACTTTAAAACTGTGAGGGTTAAGGGTTTTTAGTAAATACATACACA
AGTATGTGTAGTGGTATAACCAGTTACATAATTGTAATTAAAAAAAAAACAATGGAATGT
GTCATTAAGATCCAGTTTGTAATGCAGTTCTAAATGTTAAAAGGGCATACAGTTAATCAG
AAGCCGTAAAAGCTGCTGCATCCCCATCCTTCAGTCGTCCTCTCTTCATACGCTCATAGT
GACCTGAATGAAATCGTCATACTGAAATAAGGCGCCTCCACTCTGGTTTGTGTCCCTTCT
TCGGAATTGATCGGTCAGAGCCCGCAGTTTCACGCTGCAGCTGACAAAATCATCAAAGGG
GATTTTGCCGTGGTTACTGTAGCGCATCATGATGCAGTTCATGGCCTGAGGGCTCAGGTT
GTACCCTAAGGTCCTGATGGCCTGCTGCAGCTCTTGGCCCTCTATTGTTCCACTTTGATC
GCGATCGAAGGACACAAAGGTTCCCTTCCAGCCGTTAAGAGCCTGCCAGAGATCCCTGAA
CTCGTTGAAGCCCATGGTGCCCGACATGTCCCTGTCCAGCATGTTGATCATAAGCCTGCA
GGTCTCCAGGCTGAAAGGTTTATATGTGCCGGAGATGCCGGACTGAGTGAGGCAGGCCTG
CAGCTCATCTGCTGTGATCTGTCCGTCCTGTCCAGCCACTGCAGAGAAATATCCATAAAG
AGGATCTTGCTGCATTCCTGCTGGGAATCCTCCTGGTGGGGCTCCGTATCCAGGATAGGC
CATTTGAGGAAATTTATCAAAGGAAAAAAAAGCCAATTAAAATCGAAGCTTCGCTGTTTT
CACAGGGTTGTTTCTGCCGGTGGACAATAAAGTTTCAAACCAAAGTATGGCCACTACAAC
AGACAGAGTCGTTTGTTTTGTAGCCTCCGGCAAAACTGAAGGGATAACACAGGATATGTG
GTTAAAGAGAGAAAAAGGGTGACCCCGGCCATA
>CL785Contig1
CTGAACTATTCGACTGTTTCTGCTGAAGAGTCTGAGTTTTTCCAAAACTAAAAAGGGCAA
AAAAGCCCAATTTCCTCGCGATGTCCTTCAACAAAGGTCCAGCCTACGGCTTATCGGCAG
AAGTGAAAAACAAGATTGCACAGAAGTACGACCTTCAGAAGGAGGAGGAGCTCCGGATCT
GGATCCAGGACACCACTGGTTGCTCTATTGATCCAGACTTCCAGAAAGGCTTGAAGAATG
GAGTCATTCTGTGCGAACTTATCAACAAACTGCAGCCGGGTTCTGTGAAAAAAATTAACA
AGTCTTCACTGAATTGGCATCAGCTGGAGAACCTGACCAACTTTATCAAAGCCATCACAG



ATTATGGTCTCAAGCCTCACGATATCTTTGAAGCCAATGATCTGTTTGAGAACGGCAACA
TGACCCAGGTCCAGACCACGCTGCTCGCTCTGGCCAGCATGGCCAAGACCAAAGGCTGCC
ATTCGCGGGTGGACATCGGAGTGAAGTATGCTGACAAGCAGCAAAGAATGTTTGACGAGG
AGAAGCTAAAGGCGGGACAGTGTGTCATCGGTCTGCAGATGGGGACAAACAAATGTGCCA
GTCAAGCAGGTATGAATGCATACGGCACCAGGAGACACTTGTATGACCCCAAAGCTCACA
TTCAGCCTCCCATGGACAACACAACCATCAGTCTTCAGATGGGAACCAACAAGGGGGCGA
GTCAGGCTGGAATGACGGCTCCTGGAACACGACGGGCCATTTATGACCAGAAACTGGGAA
CAGACAAGTGCGACAACAGCACCATGTCTCTGCAGATGGGGTTCAGCCAAGGAGCTAACC
AGAGCGGGCAGAACTTTGGCCTAGGAAGGCAGATCTATGATGCCAAGTACTGTCCTAAGG
CTGGAGAGCTGGCAGAGGATCAAAATGGAGCTGGCAGCAGCCGCGACTACATTCCTGACT
ACCAAGATGAGGGTTACCAGGGATACCATGAGGAAGAACAGGTGTACCAAGAGGAGGGTA
CAGATTATCAAGGCATGTGAAGGTGACACTTAACCCAGTAAAGCCTCAAGGATGACTTGG
TTGGTTTTATAGCCATGGGATCTGTTTTTAATTTCAACATCTGTTTTTAGTAATGAAACA
ACAGATTTGGGATCAACAATAGGACTTCCACATTCCTTTTAGATGTACATTAAATGTGAC
CATCATGCTAGTTCCTGTCTAGTGTTTATTTTAGAAAATGTTAACCATAAGAAGAGAAAG
CTTTTTATAAACCTTAATATCCTGAAAGACCGTGTATTTTTTTGGTTTTAATGTTTTGAT
ACCTCTTTAATTTCTTCAGTATTATTCTGTAACGTATAGTAAACACATCTGAAGATTTGG
ACAAAAGGAAAACTGCATAAGAAAATATTTGCCATTGCTGGGAATGTTCATCATCCATTA
GTTTCCCTGTTGGTGGAAACGTTCCAGGTGCGCCGTGCTCGGTTTAAGTTTCGGTTCAAA
TACAAGGAAATATTTGAACCCATGTGATTATTATTTATGGATGCTGTTTTTTTTTAAGGG
GAACAATTTTGTATTTGTATTGGAACAACATTTGATGTAAGAATGTGGTTTTTTTTCTTG
TCTGCCCATATGAAACCCATCAGTGTGTCGATTCAAATAAAG
>CL786Contig1
TGGAGATTTTTTTATTTAAAAAGTTACATTTTACTTGTTTTCAGCTATGCATAATGTCAA
AACTCTTGTTGTTCAGGTTGATGAATTATAAAGAAAAGGCATCACTTTGAGTGTAGAAAG
GCATTTAGGAAGTCAAAGGATCCCCTGCTGATCTCTAAACAGGCAGTTCCTTTTTTTTTC
TGTTGTTAGGAACTGGTCGAATCAGCTGACTTCAATTAAACATCTCTCTGCTCAAACATT
CATAGGACATACAATAGTAAAAGTGTCATCAAAGGATTAAATGATTGTGCTATTAGAGCA
TAATAGTGCATTCATTCTCGGTTTTACGCCTGAAGCCGACGGAAGGGTCCGAACCGTGGT
CCGTCGTAGCCCAGCATGTGGGTCCCGAAGCGGAGAGTGGTCAGCATCATTCCCAGTAAA
GCCCAGGTCCCGAACGCCCCCCTCATCCTTTTCTTGGGGTCTCCTGTAGCGTAGCCATGC
GCATACACTTCTCTACCTACGATCCACACCATTCCTAATCCACTGACAAGGCGAGGACAA
TGCAAGCCGCCCACTGCAAGGCAGAAAAGAAAGGCGGGGTAAAGCTCCAGGGTGTTCTGA
TGAGCTCGCTGGATGCAGTTGAAGATGACCCCAGTTTCTGGGTCATCGCTGTACATCTTA
GGATACGGGACGTTGTACTTCTTCCGAGCTTTGCCAACTTTGACAGCCAGGTGTCCCACC
ATGATCATGCTGGCGAAGCCTGTCAGAACCACGTATCCATACTCTTTGGAAAGGACAACC
ATCTCGGCAAACCCAACAGTGAAAGCTAGCCAAACCGCTTTGACCGTCCCCGGCCATAAT
GCCCGGGTTAA
>CL787Contig1
TTTTTTTTTTGCTATTAAACAAATTTGTTTATTTTCATATCCATTATTACAATCCTCACG
TCAGCATTCAGTTTTTTCATTGACAAAAAAAACATTTCTAAACAACAGCTTTGAAAATCA
AACATCATCTTTGTTAATAAAGCTTTAAAACCTAAAATGGTAAACATGGAAAAACTCCTA
AATGAAGCAAGCCTAATATGAACATTTTAAACTGGAGTTTTGCTTAAAGGAACATTAAGT
TGTTCGGAGTTGTACAAGTGTTTGATGCGATTCCTCATAGATGTGATTTCCAGATCATCA
GCCCGACGCTAAAGCCAGGAATTGTGCTTCGTTTTTCACTCCCCACTGCATCATTTACAA
CTAATCAGGCTTATGCAGCAGGTTAAAGACTTTTTTTTAAAGGACCTGTACACTGCACAA
TGATATGAATGACTTTAGTCTTTTTGTATTCCCATGTAGAGCTGCCATCTGTTCTTCTGC
AGCACAAACCTTTCTGGAACTTCGCTTTGAGAAACTTCACTGTATAAATCACAGAATCAG
GCTGGCTCGGAGCTTTTTCTCTCATGTTGTCACCGAAAACGGGAACGGCTATCACGGCTA
TCAGACGGTTCGTCTCCATCGGGTTCCTTTTGCGCCCCGGCCATA
>CL787Contig2
ATGTCTACGGCTGCAGGTTCACGCTGTCAATCATCTTCAGGTAAGAATCAATTCTGTGAT
CTTTTCTTTTGTCAGTCACATGTCTCTAAGGATGTTAATTTTAGGATGTTAAAGTGCTGC
TTTGAAAAGATAATATCTTTTTATCTTGCGCATGCGCAAAAGGAACCCGATGGAGACGAA
CCGTCTTCACATGATAGCCGTTCCCGTTTTCGGTGACAAACATGAGAGAAAAAGCTCCGA
GCCAGCCTGATTCTGTGATTTATACAGTAATTACAGTAATTATATGGCATCAGTGTTGCT
AAAAATCAACTTTAAGACTGAAATCAGTAAACAAGTTCTTATGGGAAATAATATTTAAGT
GCATTGTATATTTTAGAACCATACATATACACATATACTGAAACTTAAAAATGAACTTTA
AAGTTTATAAAATACTTAATTGAATTAACATGTGATATTTCTGCAGGTGAAGTTTCTCAA
AGCGAAGTTCCAGAAAGGTTTGTGCTGCAGAAGAACAGATGGCAGCTCTACATGGGAATA
CAAGAAGACTAAAGTCATTCATATCATTGTGCAGTGTACAGGTCCTTTAAAAAAAAGTCT
TTAACCTGCTGCATAAGCCTGATTAGTTGTAAATGATGCAGTGGGGAGTGAAAGACGAAG
CACAATTCCTGGCTTTAGCGTCGGGCTGATAATCTGGAAATCACATCTATGAGGAATCGC
ATCAAACACTTGTACAACTCCAAACAACTTAATGTTCCTTTAAGCAAAACTCCAGTTTAA



AATGTTCATATTAGGCTAGCTTCATTTAGGAGTTTTTCCATGTTTACCATTTTAGGTTTT
AAAGCTTTATTAACAAAGTTGATGTTTGATTTTCAAAGCTGTTGTTTAGAAATGTATTTT
TGTCAATGAAAAAACTGAATGCTGATGTGAGGATG
>CL787Contig3
TTTTTTTTTTGCTATGAAACAAATTTGTTTATTTTCATATCCATTATTACAATCCTCACA
TCAGCATTCAGTTTTTTCATTGACAAAAAAACATTTCTAAACAACAGCTTTGAAAATCAA
ACATCATCTTTGTTAATAAAGCTTTAAAACCTAAAATGGTAAACATGGAAAAACTCCTAA
ATGAAGCAAGCCTAATATGAACATTTTAAACTGGAGTTTTGCTTAAAGGAACATTAAGTT
GTTTGGAGTTGTACAAGTGTTTGATGCGATTCCTCAGATGTGATTTCCAGATCATCAGCC
CGACACTAAAGCCAGGAATTGTGCTTCGTTTTTCACTCCCCACTGCATCATTTACAACTA
ATCAGGCTTATGCAGCAGGTTAAAGACGTTTTTTTAAAGGACCTGTACACTGCACAATGA
TATGAATGACTTTAGTCTTCTTGTATTCCCATGTAGAGCTGCCATCTGTTCTTCTGCAGC
ACAAACCTTTCTGGAACTTCGCTTTGAGAAACTTCACCTAAAGATGATTGACAGCGTGAA
CCTCGCAGCCGTAGACATTGGCGCACAGCGTTCGTGGTAAAAGGGCTCACCCCCGGCCAT
AAGGCCCGGG
>CL788Contig1
CGGCACGAGGGTCCAGCTCACCCTCACAGTCACCATGACCTTCAACGGCACCTGGAAAGT
TGATCGCAGCGAAAACTATGAGAAGTTTATGGAACAAATGGGAGTTAACGTGGTGAAGAG
GAAGCTGGCTGCTCACGACAACCTCAAAATAACCATCGAACAGACTGGAGACAAGTTTCA
CGTTAAGGAGAGCAGTAACTTCCGCAACATTGAAATAGACTTCACCCTGGGTGTCACCTT
TGAGTACAGCCTTGCAGACGGAACTGAACTATCGGGTGCATGGGCGCTGGAAGGGGATGT
GTTAAAGGGAACTTTCACCAGAAAGGACAATGGAAAAGCACTGACAACTACCAGAGTAAT
TCAAGGAGATGAAATGATTCAGAGTTACAACTATGACGGTGTGGATGCAAAGAGGATTTT
TAAGAGGGGTTAGACCAAACAAGTCTACCAAACTGAAGTCTGAAATGGATTACGAGTCAT
TAAACTTTTGTACTCCAAAAACAACAGAAAAACAAAACAAAAAAACATTTTTAATGCATT
TTCAAACTTGCATTAATAAAGCCATAACTTCTCGTTTTCAAAAAAAAAA
>CL789Contig1
GANGTGGCCCAAAGTNCTGTGCAGGACAGCACACCTGCCCACAGGAANTCCTCACTTTTC
ATTGGCTGTGATTCAAATAGGNGTTTANTGTTTANTGTTGGTTTTNTGACTTTGATGAAA
ATGTAAGTATGTATAGGAACCTTGTTTTTAACTGTGATTATTGGACAAANACANATTTGG
ATTTTTAGGAGGTACGAAGTTTGCAGCCGTCATTTTTTTGTCAAANACCAGC
>CL789Contig2
TCGGCACGAGGCCAGGAGGAGGCAGCTGAAAGGGAGAAGCCTGCAGATGAGCCAGAGAGT
GAGGAGAAACGTGTTGAGGAGGCCCCCAAAGTGGAGGAGGCTCCTAAAATAGAGGAGGCC
CCCAAAGTGGAGGAGGCTCCTAAAATAGAGGAGGCCCCCAAAGTGGAGGAGGCTCCAAAG
GTTGAGGAGGCCCCCAAAGCAGAGGAGGCCCCCAAAGTGGAGGAGGCTCCTAAAATGGAG
GAGGCCCCCAAAGTGGAGGAGCCCCCCAAAGTGGAGGAGGCTCCCAAAGTAGAAGAGGGT
CCCAAAGAGGAGGAAGCACCAAAAGCAGAGGAACCCTCGCAGGAAGCAGCATCAGAAGCT
CCAGCCTCTGTGCCTGAGGCAGATCAATAAATGGCAAAAGAAGAAGAAGGAATTATCCCA
AAAATCAGAAAAGACTTCCCTGTTTGTGTCAAAGAATTCACCTGAAAACCAGGAGGTTTT
AAAGTTTTTTCTTCTCTTCATCTCTGATTTCTCCTCCACCTTACAAAACCCACCCCAGTC
CTTTGGGCCGGGACGGCGGGCGGCTTCAGATCCCAAACTTCCACATTTGCCACACATTTT
TGCATCAGTATTAATTTTTCTTTTTTGACACAACATTGGAAATGGCACGCCGGCGGGGAT
GAAACGGGCGGGCCTTCCGCNGTNGACGGAGGAAGAACAGAAACTTTGCGGGATCCNCAA
CACTAAGCCTTNAGAGTCCAGGACGAGGCCCAGANTGCTGTGCAGGACAGCACACCTGCC
CACAGGAACTCCTCACTTTTCATTGGNTGTGATTNAAATAGGNGTTTATTGTTTATTGTT
GGTTTTTTGACTTTGATGAAAANGTAAGTANGTATAGGAACCTTGTTTTTAACTGTGATT
ATTGTACAAAGACAGATTTGGATNTTTTGGAGNTACGAAGTTTGCNGCCGTCATTTTTTT
GTCAAATACCAGCAGAGACACTCAAACAGCCACACAGAGAGGAGCTNTCACTGACTGACT
GGGACTTTTNTGTCCNCTGGACTNAGATCCGTTGGATGCAAATGTTGCTGTAGCATCAAG
TAACTTTTTTTGTTTCTNTTNTTTTGTAAATAGTGCAGAGGCTTTGACAGATTCCGCTTA
GAGGTGGAATGTTACATCCTCCTGCTTCAGGTGTTTGGGTTTTCACTAAAAGCAAAAAAA
AAAAGGAATAAATCGA
>CL789Contig3
CCTATCTTTTGACGAGCGGAATTCCTGCCTCTGCAGCCCGTTTGCAGCGCCGCGGAGCCC
GACGGGGATTTTCGGTGTCCCGCTGACTCAGCCTGAAGCTTCCCGCCACTCCAGCTGGAC
TCTGCTTTGGTTTTCCTCTGAACTTTCTCTGTGTTCGGGAAGACAGACGCCAGCGCGGGG
GGAGGCGGCAGCGCGGAGCTTTGCATTTCAATAAAGAAAGAGAGGCTCGCGAGTCTTTTT
GTCCCGTGGATCTCCTGGTTGGAGCCGAAAGTTATGGGAGCGCAAGAGTCCAAGACCCCC
GGGGGCGTGGAGACGGGAGTGGAGAAAGCCGGAGAGGCTGCTGCGTCCCCCTCCAAGGCC
AACGGACAGGAAAACGGCCACGTCAGAGTGAACGGGGACGCTTCTCCTGCTGCAGCAGAG
GAGGGGAAAGAGGCGCCTCAGGCCAACGGGGCTGCGCCGGCCGAAGACAGCCCCAAAGAG
GAGCCAGGGAAGGCAGAGGCCACCCCTGCTGAGACAGGGGTTGCAGGTGGGGAGAAGGCG
GAGGGGGAGGCAGGAGCCAAGGCGGACAACAGTGCAACTCCCTCCACCAGCAATGAGACC



CCGAAAAAGAAAAAGAAACGATTTTCCTTCAAGAAGTCTTTTAAGCTGAGTGGCTTTTCC
TTCAAAAAGACCAAAAAGGAGACAGGCGACGGTGCTGAAAACGAGGAGGAGGCGGCAGGA
GCATCTGCAGAGGGGACCAAGACTGACAACCAAGAAAAACCTGCGGAGGACAAGCCAGCA
GAGGGGGGCACAGAACCTGCCAAGGAGGAGGCAGCTGAAAGGGAGAAGCCTGCAGATGAG
CCAGAGAGTGAGGAGAAACGTGTTGAGGAGGCCCCCAAAGCAGAGGAGGCTCCAAAGGTT
GAGGAGGCCCCCAAAGTGGAGGAGGCCCCCAAAGCAGAGGAGGCCCCCAAAGTGGAGGAG
GCTCCTAAAATAGAGGAGGCCCCCAAAGTGGAGGAGGCTCCTAAAGTGGAGGAGGCCCCC
AAAGTGGAGGAGCCCCCCAAAGTAGAAGAGGGTCCCAAAGAGGAGGAAGCACCAAAAGCA
GAGGAACCCTCGCAGGAAGCAGCATCAGAAGCTCCAGCCTCTGTGCCTGAGGCAGATCAA
TAAATGGCAAAAGAAGAAGAAGGAATTATCCCAAAAATCAGAAAAGACTTCCCTGTTTGT
GTCAAAGAATTCACCTGAAAACCAGGAGGTTTTAAAGTTTTTTCTTCTCTTCATCTCTGA
TTTCTCCTCCACCTTACAAAACCCACCCCGGTCCTTTGGGCCGGGACGGCGGGCGGCTTC
AGATCCAAAACTTCCACATTTGCCACACATTTTTGCATCAGTATTAATTTTTCTTTTTTG
ACACAACATTGGAAATGGCACGCCGGCGGGGATGAAACGGGCGGGCCTTCCGCTGTCAAT
GGAGGAAGAACAGAAACTCTGCGGGATCCACAACACTAAGCCTTCAGAGTCCAGGACGTG
GCCCAGAGTGCTGTGCAGGACAGCACACCTGCCCACAGGAACTCCTCACTTCTCATTGGC
TGTGATTCAAATAGGCGTTTATTGTTTATTGTTGGTTTTCTGACTTTGATGAAAATGTAA
GTATGTATAGGAACCTTGTTTTTAACTGTGATTATTGTACAAAGACAGATCTGGATCTCT
AGGAGCTACGAAGTTTGCAGCCGTCATTCTTCTGTCAAATACCAGCAGAGACNCTCAAAC
AGCCNCNCAGAGNGGAGCTNTCNCTGACTGACTGGGACTTTTNTGTCCCCTGGACTCAGA
TCTGTNGGATGCAAANGTTGCNGTAGCNTCNAGTAACNTTTTTTGTTTCTCTTCTTTTGT
AAATAGTGCNGAGGCTTTGACNGATTCCGCTTAGAGGTGGAANGTTACNTCCTCCTGCTT
>CL789Contig4
AAGGTTTTTTTTTTTTTTTTTTTTTTTTTTCCTCAAATTTTATTCAGATTTATTCCTTTT
TTTTTTTGCTTTTAGTGAAAACCCAAACACCTGAAGCAGGAGGATGTAACATTCCACCTC
TAAGCGGAATCTGTCAAAGCCTCTGCACTATTTACAAAAGAAGAGAAACAAAAAAAGTTA
CATGATGCTACAGCAACATTTGCATCCGACAGATCTGAGTCCAGTGGACAGAAAAGTCCC
AGTCAGCCAGTGAGAGCTCCTCTCTGTGTGGCTGTTTGAGTGTCTCTGCTGGTATTTGAC
AGAAGAATGACGGCTGCAAACTTCGTAGCTCCTAGAGATCCAGATCTGTCTTTGTACAAT
AATCACAGTTAAAAACAAGGTTCCTATACATACTTACATTCTCATCAAAGTCA
>CL790Contig1
CTTTCACAGNACCCGCCGACCATCTCAAGCTGTGCATTTTCACTTAGCCGTGTTAACCGT
TCAAAGACATCCTTTTTCGACGATAGTTGGACTAAAAATGCCTGGGTTTGCAGACAGAGA
CCGCGGCAGAGACCGAGGGTATGGTGGACCCCCTCGTTTTGGAGGTGGCGGCGGAGGTGG
AGGCGGCGGCAACAGAGGTGGACCTTCTGGGAAGTTCGGTAACCCCGGTGAGAGGCTGAG
AAAGAAACACTGGAACCTTGACGAGCTTCCAAAGTTTCAGAAGAATTTCTACCAAGAACA
CCCAGATGTCACTCACAGATCACCTCAAGAGATTGAACAATACAGAAGAAGCAAAGAAGT
GACGGTCAAAGGCAGGGATTGCCCCAAACCAATGATAAAATTCAACGAAGCTTCATTTCC
AAGCTACGTCATGGACATGATTGTGAAGCAGAATTTCACCGATCCGACTCCCATCCAGTC
TCAGGGGTGGCCAGTCGCTCTCAGCGGGAAAGACATGGTCGGCATAGCTCAGACCGGGTC
AGGGAAAACCCTCGCATACCTGCTGCCTGCCATAGTGCATATTCAGCATCAGCCTTTCTT
GGAGCACGGAGATGGACCTATTTGTTTGGTTCTGGCACCGACTCGCGAGTTGGCTCAGCA
GGTGCAACAAGTGGCCGCCGAGTACGGCAGGGCGTCTCGCCTCAAGAGCACCTGCATCTA
CGGCGGGGCCCCCAAGGGACCGCAAATCAGGGACCTTGAGAGGGGTGTTGAAATTTGCAT
CGCTACTCCGGGCCGCCTCATTGACTTCCTGGAGTGTAACAAAACTAATTTGCGGCGTTG
CACCTACCTGGTGCTGGACGAAGCCGACCGGATGCTGGATATGGGATTCGAACCTCAGAT
CCGCAAGATAGTGGACCAGATTCGGCCGGATCGTCAGACGCTGATGTGGAGCGCCACCTG
GCCCAAGGAGGTTCGTCAGCTAGCTGAGGACTTCCTGAAGGACTACGTTCAGATCAACAT
CGGAGCGCTGCAGCTCAGTGCTAACCACAACATCCTGCAGATCGTTGATGTTTGCAACGA
CATGGAGAAAGAGGACAAACTTATCCGCTTGCTGGAGGAAATAATGAGTGAAAAAGAGAA
CAAGACCATTATTTTTGTGGAGACCAAAAGACGTTGCGATGAGCTCACCAGGAGGATGAG
ACGAGATGGGTGGCCTGCAATGGGAATCCATGGAGACAAGAGCCAACAGGAGAGGGACTG
GGTCCTTAATGAATTCCGATATGGCAAAGCTCCTATTCTCATCGCCACCGATGTGGCGTC
TCGTGGTTTAGATGTGGAGGATGTGAAATTTGTCATCAATTATGACTACCCTAACTCCTC
CGAGGATTATATCCACCGCATTGGACGCACAGCCCGAAGTCAAAAAACGGGCACGGCCTA
CACCTTTTTTACCCCCAACAACATGAAACAAGCCGGGGACCTGATCTCTGTGCTCCGTGA
GGCCAACCAGGCCATTAATCCCAAGCTGATCCAAATGGCAGAGGACAGAGGAGGCCGTGG
ACGGGGGGGAAGAGGTGGCTACAAGGATGACCGTCGGGATAGGTATGGAGGTGGCAGGGG
TAACTTTGGTGGGAGTGGTTACAGGGACACTGATAGAGGGTTTGGTGGTGGGCCCAAAAC
CGCCTTCGGTGGCAGTAAGGCTCAAAATAGTGGCAACTACGTAGGAAACAGTGGTAACTC
CAGTGGTAGCTATGGCAACAATTACAACAGCAATGGACAGGGCAGCTTTGGAGCCCCAAA
CCAGGGGGGCTTTGGGAACCAAAGCTTCCAGGCCCCTCCCCAGTTCGGCGGCATGCAGAG
ACCTGCTCAGAATGGCATGAGCCATGCGCCATTCCCGTTCAACTCTCAGCCTCCCCCGCC
GCCACAGACCCAACAGCCACCACCCCCGCCGCCGATGGTTCCCTACCCTATGCCACCACC



TTTCCAACAGTAGACATGGTCCACGCAGAATATGGAACAAACATGATCTTTTTCTTTCTT
TCTTTTTGTCTTGCAGTCCGACAGTCTGATATATTATTCTTTGTACTGTTTAACTTTGTT
TTACAGCTGGGTTGGAATGACTCGGTAAACCCAAAGCAGTAGATGGTGTCACAGACACGT
CTCCTATAGTGCGTTCATGATTACTGCACTTTTTTGACAGTTTTTGTTACATTCCTCTGT
AATTTATTTTTTTTCTTAATAATCCAGTGTTTTCAGTTTGTGATATGTTGAAAGTGATGT
TATGATATCCTATTAAAGGGAGCCTGCAGCCCTTTTCAAATAAAAAAGAAGAAAA
>CL791Contig1
TTTTTTTNTTAGGGTTTAACAAAAAACCTTTTACTGTTTTGCTCTTGTTGGTGTTTTATC
CAAACATTAGCCAGGATGCACATCAGGCTGAAGCTAGGAAACTAGAAGAATGTCCGCTCC
TCGTCCCAGCGGTCAAGCGATTCCTCGCACTCTGAAGTCCCTGCGCTCAGAGTCCACAGT
CAGGTTTGGGGGGCAGTTCTCCGTCACGCAGCCACATCTCGCTTCGCCATCAAACGCTCT
TGGATCCTGGAGACCGGGACCAAACCTGTCCTTCCTTTCGGAAGGACGGAGCAGCTTCCT
GTGAGTCGTCTGTGCAGCTTCCTGTCGTCAGGACAGGTTGGCGATGTTGGCCAGGAAGCG
CTGAGCCCACCACTCCTCCAGGTCTATAGGCACAAAGTTCTTCATCACAGCACTGGGGGT
CTTCTCCGTGTACTGAACAGGTCCGTGATGGTCAGACGTCTCCCTTCTGTCCTCCAGCTT
CTGTTCCACCTCCTGCCACACTTCGTGAACGAATCTGACGTTCTCCTCGTGTGCAGCCGT
GAATCCCTCAGCGGCGCCCTGGCTCTTCTTAGGAACCGCGCAACTGTGGCGTCTCCCATT
CAGACGGTTGAAGACTATTTTTGGGGCTGGAGAGCTGGACGCGAGCCAGGACGTCGGCTT
GATCTTCGAGTCGCCGGATTTGCTGTCGACCTGCTGCGTGGGACCTGTCCTCCGTTGGGT
AACGAGTTTGCTGGGACCTCTGCTGATGGTGTACATCATGCCAGACCCGGAACCTGCAGG
AAGCCGCTCGTGTCCCGGATCCAGATTCTGACCGGCAGACCTGCTCCCACGCGTGTTTCG
GGTCGGTGTCCCGGTTCGGGGGCTGCAGGGTCGCCCCGCAACCTCGGGTTATTCTCACGC
TCCCACGGAGGGCTGCAAACTCGGGGGTGTTCGGCCGCCGTGATCCGACGCCCGCTGCGC
GTGCCGTGGACCGCCCTGTAGGTCATTCAAGGAGATCGCAGGTCCACATGCCCGGGAGGG
GGGACGGGGGGGCTTCCTGATGTCCCGGGACGGTGACACGCACGCCCAGACACGTGCTCG
TCTTCAGCCCGCAGACTCTCCGGACCCGCGCGCCACGGCGTCTGTCTGACAGCTCAGAAG
GCCAACGCGCACGTTACCGTCACCGGTAGCCCAGTAG
>CL792Contig1
TTCGTTTTTGGGATTAGAATTCATGAACATGTAAAGACTTTTTGTAAACTGAAGCTAATA
CATCACCAAACATGACATGACTAAGAAATTAATAAGACAAGCAGTCACTCGAGTGCCTGT
TCTGCTTCAACTCTTCCTGCAGAGAAGGCGTTCACTTCCTGAACTGAGAGATTGGGGCAG
GAATCTTGATGTCCTGTCCTTTCTCCAGCCTTTTCTCGCACTCAATTAAGTAGTTGACTC
CATCAATTACTAACTGTACCAGCTCCACCTCTGACTTGCCCAGACGGTCCAGGTTAGAGA
TGTCAAAGGTGTCTCCAGTAGCAGCAGTGTCGACGCCCCCCGTGCCCCTCTTCTGTAGTC
TCAGATTTTCCAGGATTTTTCCAAAGCGTGGGTCCTTGCTGAGGAAAGGCAGTCGAATAT
GTACACCGGCTCTGAGACCAGTGCCGAGGTTAGAGGGGCAGGTGAGGATGTAACCCAGTC
GCTCATTCCACATGAACTCCCATCCCCTCTCCTGAATCAGATGCTCCACCTGTTTGAGAC
CTTTGCAGAACCTTTCAAACACTCTCTTCATGTTTCCACCTTTCTCCATGGAGATAATTC
TCGAGTGGTCCTCCTCGTTGATCCAGATCAAGAAGTTCTTCTCATTATTGTGCCAGATTC
CACGAGCATCAGGCCAGTCTCTAGCCATTCCAGCTGAAGTGAGCAGTGGTGACACGGGTT
TGTCAAACAGGAAGTGCTCATCGATAAGCTGTTGCTGCTCCCTCTGGGACATCTCTCCCA
GGCTGTAGTATCGACCCGCCAGGTCTCCCTTCAGGCCGGACAGAGCCGTCACAACCACAC
GCTCAACCTCCCGGCGCTCAGAGCGCGTACATGCCGGGGGGAGACTCAGTCCACGGATGC
TGCGGCCAGTACGCACACGAGATGACAACACATAGCGCTCATCAAACATTCCTGAAGTGA
TCTTGGATGAATCCAGATCAGTTGGGTGCTTCATTGTCCGTGGGTCATAGCCGTTGTGTC
TGTCTTTGATGACGGGGTCAAAGAGCTCAGAAAACACCTCGTAGCTCTCCTCATCTCCAG
CTACCATGCCCACAGTCTTGATGAAAGGGTGTCCAGGATTGTCCACTCCGGTCTGGATAC
ACTGGTCCAGAGTCCAGTTGTGGGTTGTTGCCCTGTCCCTCAGGCGTGCATAGATGGACG
GGGTCAGGGCAGCTGCCATGCAGTTGTTGTGCTTCCTCAGGTCAGGATAATCAGCACTGG
GAGGGTAGGTCCTCATCCTCTCAGCGGCAGCAGTGCTGTCACTGAGCAGATATCCCGATG
CCAGAGTGCTGGCTCCCATAGCCATCATCAGGGCCGTGTTGCGGCCAGAAATCATGCGAG
TGAAGGAGTTCGCCATGGCTATGCAGTCCGGTTTTCACCTTGGGGTTGATGAAGACAAAT
GGCAGCAAAGTAGCAGTGGGTTCTGTGCAGCTTAGTCCAAAGAGGCTCTATCTGCAAAGT
GAAGGCAGACTGAGGGACAGAGAGGGGATCAGAGAGCCAGTCCCTGAT
>CL793Contig1
TTTTTTTTTTGGGCTTGAATGTTTATTTAAAGTTATCCCGATGACTGCGCACTCCTCCTC
CGTGTGAAAGCCTAGTCTGAAAGGAGGAGGATACAGGCCACTATAATGGCATGACAGCAC
ACTTCTTGACAAGGCTACTTGTTTGGACTGCATCCGTCCACTCTGCACTGGTAGGACACT
TTGTGCTGCCTTGAAACACGCCAGCATAGTGATGCTGCTTGAGAGCAAGAAGAAGAAAGA
AAATAATAAACTAGGAGGCATAAATGTCCAAAATAAGGTTCGGAATCAGAAAGTCCAACC
AATGAATAGAAAAACTTTATTACTAAATGTTACGATCCTCTCTCCTGAAGAGAGCTGGGG
TGGAAGATGTAAGAATACAAAGGAAAAAAAAAGGTTATTCAGTGTCCTCCCTTGTCTCTC
AATGAGGCTGATGATCTGAGGTGTGCTGTGGTGACGATGACACTTGATCTGAGAACTGAA
GTCTAAAATGAACCAAGATTGACGGCGTGGTCACTGTCCCTCTCCAATCAATGACGCAGG



TCCTCGCTCCTCCTTCCACACGAAAACGGATGAACTGCGTGGGGGACTACAGATCGTCGA
GGGCAATGATTTTTTCGTCGCAAAAAAACTCAATGGTCTCCTCCTCCCAGTCATCCACAT
TGCTGTCCAGCTCGTCCGTGTCCACTCCTCCTCTGAGCTCCAGGCGCATGCTCTTCTGTT
CCTGATAGTTCTTGAGGGCTTCCTCTCGGTAGCGACGGTAGTCTTCAAGCATGGTTCTTC
GCTTGTCCACCAGTTCCTTTGAAGCCTTAGACTGACTCAGACGATCTTTCTGCTCAAAGG
TCTTTGAGTATTTCTTCAGATCCTTCTTGATCATCTTGATCTGATCTGCACTCAGCAGAG
TGGGAGGTCGGGGTCTCCACAGTAGCTGGCAGAAGCGGTCCTTGTTGTTTTTCTGAAGGA
GTCGACCCTGGAATGTCCACACCCAGTATGCATTGTCCACCTTGTGGCTCCACCAGGAGA
CGGATGTGACGACGTAGCGACCAGTTGGGTCCCACTCCACATCTGAAGCCATGTAGTGCT
CTGCTATGTTCATCATGGTACAGACGGATGTGTCTACAAAGGCAAGAGCTCCATTCATGC
TCCTGAGACCTGCCAGCACCATAAACTGACCCTGAGGACTCCAGAAAATGCTGTTGGCCT
GCTGCTTGTCAAACATCTTGATGAGCTCAATTTTGCCGTTGTTTTTGACGTGATAGAAAG
AGGCGTTGATCCTTGGAGACTCTCCATGCAGAACGGCAAACTTGCTGCCGTTTGGCTCCC
AGGCAAAGGCTATGATGCTTTCCTTCATCTCCACCACATCAACAGGAACCTGCTTCTCCC
TCATTCTGAAGATTTCAAAGTTGGTCACAACACCCTGAGTCCCTTTGGGCGTTCTGTCCA
CCTTCACACACAGATAATCCCCGTTTCTCTGCCAGTGCAGTTTGCAGTCGACAACATTGA
AGAGGTTACGGACCCGGATCT
>CL794Contig1
GGCACGAGGGGAAGCTGGTGTGCTGACGCTTCGCGTGCGAACCGGCAGACTGACGAGTCC
GGAGCCTCTCTGTTCAGCAGTTCGAACAGGGATTCCTGTCTCCACTTTGACTCAAAATGC
TGCGCTTGGCGGGCTTCTCGGTGGCGCTCGCGCTCGCTTTGTGTCCAGGTCCAGCTGAAG
CCTTGAAAGAAGGAGAATGTGAAGTGTGCGTCTCCTTCCTGGATAAGTTTTATCAGTCAC
TGAAGGACAGCGACTCCAGCTTCAAGAGTGCAGACATCGAAAAGGCGCTCACCAAAAGCT
GCAATGAAGCCAAAGGAAAAGAAAACCGCTTTTGTTACTACATTGGTGCAACGAGTGATG
CAGCTACCAAGATAATCAACGAAGTGTCCAAACCTCTCAGCTACCATGCTCCAGTGGAGA
AAATCTGTGAGAAGCTCAAGAAGAAAGACAGCCAGATCTGTGAACTGAAATACGATAAAC
AGCTGGATCTGAGCACGGTGGATCTGAAAAAGCTCAAAGTGAAAGATCTGAAGAAGATCC
TTGAGGAGTGGGGCGAGTCCTGCAAAGGATGTGCTGAAAAATCGGACTTTATTCGCAAAA
TCACTGAGCTTATGCCCCAGTACGCTCCAGCAGCGGCCAACGCACGGACAGATCTGTAAC
CATGGACAAGTCGTCCCACCAGGCAGAGCGCAGAGTGTTTGATATGTTGCATCAGTATGA
AGGTCGCCCAGAGCAGCGGTCCCATTAGGACACAGAGCTCGAGCTGAGAGACTGTAAGTC
TGGTTTGAAAACCGGAGGCTGCACAAAGATCAGCTTCTCTTCCGTGAAAACATGCGGCTC
TCTGTGGGTGGACTCTGGACTTACCTGACGCTTTGTCTCTATTTTGTTGTCTCTCTTCCT
CGTTTTTGTGATGTGTGTAGTCTTTGCTGTGTATTCAGAAGCTCAGAGGCCTTTATGAAG
GCAAACTTTTACCAGGAGACTCTCCAAT
>CL795Contig1
AGTGTTTAATCTTTGTTACATTGCTTATGGAGCTCATCTAGTAACGTGACATTCTGTATT
GAGGCGTCTCTGCAATGCGGGTAGCGAGGCTTCATTTAGGGGAGGAGCTAAAAATGAGGA
TGCCTAAGGCTTCACTGAGCGACTGTATACCACGCAACTGATTAAGAAAGCAGTTCAGAC
TTTGCCATGAGTTTTGACGATGCAAATTCTTCAGGAACCTTTCAAAGTGTAGGTTTGTGA
CGGAGAGCACTGGAATAAATCAACTGGATGAAAGGCTTCAATGCTTCATGAAGCTTCATC
TGCCCATCACTACTCATTTATCTTTAAGCAGCTGTGAGGGGATTTGGATGGATGGATGAC
CTGAAGGAGGTGCAGTGCTCAGATGCAAGATGCAGTTAAATCATGTTGAGGCTAAATAAA
ACTGCTGCTGATGAAAGACACCTCAGTTCCTTATTATTTAAAAGTAACCTGACCCTTCGA
TAGCTACAAAGGTGGAGCATGGATTATAAGTCCCTCCCCCACACTTTAATTCAAATAAAA
AGCTCCAACTGTGTTCAGTCCATCATCTTTTTTTAATAAAATAAAAAACTGAAAAACTCC
TCAGTGAGTCCAGATCAGCAGAAATGAAATCATATCAGATTTCATGAGTTCATTGAAGGT
AACGCAGCTGCCTCTCAGGATGGTGTCGCTCATCAGTGGAAACTGGTAAAGGCGGAGCTT
CTTCTGATTGGAGGCAGCTCACAGAGGTTTGGGCAGGTCCGACACCTCGCTCAGACACTC
GTCGTAGGCCTCCTGGTAGTCCTGGTGGGGCTTGATGAGGATCACGCAGGTTGGTCGCTT
AGAGCCGGCTGCTGAACCCAGGTCCACTTTGGAGGGGATGTAGGCGTACGGCAGGCTCCT
GTCCTCACACATGACCGGTAGGTGGCAGTACACCTCGATGGGCAGAGTGTCGCCAGCTAA
AACCACGATCCCTTTCTCTCCCTTGTTGATGAACTTCTGCACCTCCTTCACTCCTCTGCG
GATGTTCTTCACTCTGGCAGCTTTCTTCACGCACTTGTAGAGCTTCTTGCTGAGCTTCCT
GGAAGCCAGCGGCTGCGCGATCGGGTTCAGGTTCGCGATCAGTTCGTGATAGGAGCGCTC
CGGGACGCCGGCGGGCTCCTCCGCATCCAATTTCTCCTTCTTCACCTTCGTCATTTCCAA
TCGATGATTTTCTGAGCCGAACGTCTGCTAACAACAACTTAACACGAGGACACCTCACGT
GCTCAGCTTCCTCTGCTTCCCCCCGGCCATAATGCCCGGG
>CL796Contig1
TGATGTAACTTTATTGATCCACAAGGGAAATCAGTTCAACCTAACAGAAATTGGGAAGAA
TCTTTTTATTAATTACTTTAATTGATTTCTTAAAGTATCTGTATTCTCAAAATAAAAGTG
GAGAAAATGTAACTTTTTGGTGTAAATTAATCATATGTGAACAAATGACAATTATGACGC
ACAGAGTTGTTGGTAATTCAGATTTTTACTTCCTCCTAAATGTCTTCAAACTACCCCTTC
ATTGTTTGCTGGGCTTCCAGTTGGGGTTGAAGTGGCTGCGCAGACGTTCCCAGCACTGGT



AGTAGGTCTTGTCCAGTCTCTGACATGTTTCAAGACCCCACTTAGTGACAGCCATGCTGA
AGGACGACTCAAACATGAAAGCCATGGTTCCCTCAGCCACCCTCTCAGGTTTGAGCTCAG
CCGTGCTGTTCTTCTGGAAGCAGTCAGCATCAGGGCCGTGTGGGGTCATGATGCTGTGGA
GGCTGCCCCCTCCAGGCTGGAAACCCTCCTCTTTGGCTTCATAGTGGCCTTTGATCAGAC
CCATGAATTCGCTCATGCAGTTCCGGTGATAGTAAGGTGGACGGAAGGTGTGGTCAGCCA
CACCCCATCGTGGAGGGAAGATGACAAAATCAGCAATGGCCACCCCAGGTTTGGTGGACT
TGGCAGTGAGCACAGTGAATATAGATGGATCCGCATGGTCGAAGGCCACACAGTTGATGG
CCATGAAGTGCTTCAGGTTGTATTTGTACGGTGTGTAGTTGCCGTGCCAAGCAACCACAT
TGAATGGGGAGAAATCCTGTTGGCAGGCAAACAGTTTTCCTTGGTACTTGTTGATGATTG
TGTAGCCAGAAGGCACTGTGCGATCCTCAAACCATGCAACTGGACACAGGAAATCTCTGG
GATTGGCCAGACCATTTGCTCCTATAGGTCCCAGGTCAGGGAGCTCGAAATGGGCTCCGT
ACACTTCTAGAATGTACCCTCTGGTTTCTCCAAACACATCCACGCTGAAGCGCATCCCTT
GCTGGATGACACAGATCTCGTTCGGCTCAACCATCATCTTCCCAAACTCAGTGGTGATCA
AGATGTCACCCTGCTGTGGGACGATCAACAAGTCTCCGTCCGAGTTATTAAAGCACTTGT
CAACCATGGAAGTGTTGCAGGTGAATACGTGGATCCCAATACCATTGCGAGATTTGGAAT
TTCCTGCACCACAGATGGTGTGAAGACCAGCCACAAAATCCACCTTCTTTTCTGTGGACT
TCAGGATGGTGAAGGGCAGCCATCGCAGCTGATTTGGATCAGGCTCCACTTCATCCCAGT
TCTCTGTTAGATCACCACATGGCATGGGTGTAAACGGCTTATGTTTGACAGATGGAAGGA
TTCGGTACAACCAGCTCCTCTTATTGGTCGAACGTGGGCAGGTGAAGGCGGAGCCAGAAA
GCTGCTCAGCATAAAGGCCATATGGACAGACCTGAGGATTGTTCTGTCCTTCAGGTAAGG
ATCCAGGACACCGCGGATCTTCAGAGGAGAATTCATTCCCAAAACCACTCATGTACTTCA
GTCCAGCCATGTTGCTCTGTTTTAAAACTTTTCTGCAGTTTTTGAGCGTCTCAGTGGGTA
TAAATGAACTCTCAATCCTCACCGTCTTCGACACAAACCTTTTTCAGGACGTGCACCATG
CTGAAATGTGGCCAA
>CL797Contig1
AAGGTTTTTATTTNGTTNGAAGTTGTTGTAGATTCAGAACAAACGGTCCGCTCCACTGAT
GCAGGCAGGCTGCTCGTCAGACACATTTTTAGATCTTCTGTCCCCAGATGCCTTCTACTG
GTTCTTAGTATAAACATGAAAACTAAAGTCGCCTGTCTTTTCGTTCGTCTCTGCAGGGAA
TAACTGGAAGCTCCAGAACGTGTCACCGATTTGTTTTATTGAACAGCTATAAGCTTGAAT
ATGAATTTCAGAACAAACATGCAACGCAATCGAAAAATGAAACCCAGGTGGATCACAGAG
ACAAAGGAAGGGGACAGCGGCTGAGTCCATATAATCACAGAATACTCCTGTTGTGCAGAG
GCAGACGTGGACGGGGTTAGCGGTCAAGTCCCAGAACTAAAACACGTTTGTTTTCTTACA
ATAAAAGCGAAGATGCTGAAGTATCGGGGAACAGTATGGAGTTCTACGCTTGTGCGGTTG
CGTTCCGGAGACCTGGCTGTACACGAGAGTGTGCACGTGTGCTCAGGGTCGGCACCGCTG
GATGAACCGTGGGTACAGGCAGACGTCTCTGATGTGATGTCTGTTCAGCAGCCAGGTGAG
GAAGCGGTCCAAGCCCAGGCCGTATCCTCCGTGAGGACACGTGCCGTACTTCCTCTGGTC
AGTGTACCAGTAGTAGGGGGTTGGGTCGATTCCCTCCCTCTTGTATCCGTCCAACAGTTC
GTCGGAGTCCCAGATACGCATGGATCCTCCCACTATCTCGCCAACGTTGGGCATCAACAC
GTCGACCGACTCTGTGAGGCGCCGGTCCTCCGGACAGCGCTGCATGTAGAAGGACTTGAT
CTCTGCCGGGAAGCGACAAAGCAGGATGGTCTCGTTGATGGCGTCGGTCATCTGCCTCTC
TGGAGCCTCTGGGATGTCCTCTCCAAACTCGTAGTAGGACCCGTCGTCCTTCTTGACGTC
GTGCTCTTTGAGCCACTCGATGGCCTCAGTGTAGTTCATTCTCTTGAACGGCCGTTTGGG
GGGTTGGAAGTTCGGGTTGATGTCATACAGCAGCTGACCAGCGGGGGACTTGAGCACTCG
GTCCACAACGTCACACACCAGGTCCTCCAGCCGGTTCAGCAGGTCTTCAAAGGTGATGAA
GGGACACTCTGCCTCTATGTGAGTGTATTCAGCCAGGTGTCTGCGGGTGCGAGACTGCTC
GGCCCGGTAGGACTGGGCGATGCAGAAGGTGTCGCCCAGCGCTGGTATGCAGGTCTCCAG
GTAGAGCTGGGACGACTGAGTCAGGTACGCCTCCTCGCCGAAGTAGTTGAGGTTAAAGAG
CGTGGAGCCGCCTTCCACCTGAGTCTGCACCAAGGTGGGAGGAGTGATCTCGTAGTATCC
GCGGCTGAAGAAATGGTCCCTGAAGCACTGGGTCACCGTGGAGCGCACTCGCAGGATCTT
GGACACGTTCTCCCCTCTGATCATCATGTGTCTGTTGTTGAGCTGGACGTCCACGTCCGA
CTCTTCGTTCAGCAGGTTGTCGGCGCCACCTGCCGGGGCCAATCCGATCAGCTCCCAGAA
GTCGCAGTGCAGCTCGTGGCCGCCGGGCGCCTGCTTCCCCTCAGGAACTGCGTTGATGGT
CCCATACAGAACCACGGAGCTCTCTGTGGACAGCATCAAGCCGTT
>CL798Contig1
TATAATGTATTACAGATTTGTCAGGTTATGTTGTTGAAAATAAAATCTGAAGAAATTGAA
ATATTTTGTTTTTTGTGTTTCCTCTTTAAGGGCAAAGATTCCTTATGGCATCTAACCCCC
TAATTATTTTTATTTAAACCCACATCTTTGCATGCAAACTGTACACAATCCTAGCTAATG
ATGCAAAAGATGGGTGTTGGCAAGAGTTTTTATTTTTTCCACTTAACTACAGAAGGTCTC
GTTTAAGCTTCAGTGTTTTAATGCTGCTAAAGGAAAAAATGAAAATGTATTGACTGGAAA
GCAGTTCTGTCAGTCAACAGTGTCACTCCTAAAGTGTGTCCTTGTTGGCATTTATTCCCA
ACAAGTTAGTTGGTCTTGAGTGTAGACTCAGTAGGCGTCGTGGAAAGGGAAATGTGGATG
TTCTGCATCTCTCCACACTGTCTTGCCATCCTTCACTGCTGTCGGAACGATGAAACGCCT
CTTGCAGCTGAAAGAATTGATCAGCTTCATGTCCTCTTGCGACAAGTTGAAATCAAACAC
GTTCAGGTTCTGCTGGATTCTGGAGAGCGTAACACTTTTGGGGATGCATGCCACGCCCCT



CTGAATGTGCCACCTGAGGATCACCTGAGCAGGTGATTTCTGGTATCTTTGAGCGATTAC
CCCCAGTTTAGGATCCTCCAGTAGACTGGGTTCATCTGGAGATGCCCAGGGTCTGTCTCC
ACTCCCCAGAGGACTGTAGGCCGTCACACAAATTGCCAAAGACTGACAGTGTGACAGAAG
GTCTGCTTGAGACAGATAAGGGTGGCATTCTACCTGGTTCACCACAGGTTTGTGTTTTGC
TACACGGATGATTTCCTCCATTTGCCTAGCATTGAAGTTGGACAATCCTATAGCCTTCAC
AAGACCTTTATCCACCAGGTTCTCCATGGCTTTCCAAGTATCTCTGTAGTGCGTGTTAGA
GTAGCAGATGGTTCCATCGTTTCTTCGGGGCATCAGCTCTTTCCCTTTCTGAAAAGCCAT
GGGCCAGTGCATGAGGTAAAGGTCCAGATAAGAAAGACCCAAGTGGGCCAAACTGGTCCT
GCAGGCGTCTTCCACATCCTCTGGATCATGCTTGGTGTTCCACAGTTTGGAAGTCACAAA
GAGCTCTTCACGCCTCAGAGTCTTCCCCGGACCAACACACAGAGCCAGAGCCTCTCCAAT
CTCCTGCTCATTGCCGTAGACTGCAGCACAGTCGATGTGCCTGTAGCCACATTCTAAAGC
TGCCACCACCGCCTGTTTCACCTGTCCTGCAGAACTCTTCCACGTGCCGAGTCCAATCAT
GGGCATCCTCTGGCCCGATGAGAGAGTCACAAAAGTGCCCATGTTGCAACTTTGAGGACC
TGCCGAAGCACAGACAAAGACAGTGGAATGTGTCAGGTTTACTCCTGATTCCTTTCAGCT
ACAGCTGCATGTCAAAAGGCGAATAATCGGACCAAATACGATCAAATCTCTTTTTTGTTC
TTACCTTGAATCACTT
>CL799Contig1
TTTTGAATTCTCAAATCACTCCTTTCATACAAAATAAATGTTTGATAATCTGCAGGCTTC
AAACAAAGTGAGTCTTCCCGTTTGAGGCTTCACATAAGAAGGCTGATGCATTGCTAACCC
ATTCCATACATCTCTTAATGTAATCATTTCCCTCAACTTAAAAAACATGCTACATCGTAC
AAATTTCTTATTTACATAAGATAAAAAAGTTAATTCAAAAAAGGTTTTTCCCCCTCCCTT
GTACTGCTGTATCATTACAGTTAGCAAGCAAGAAATTATCAAGGCAATCCATTTTCTTCC
TTTGCTTAACTCAGTGTGAGAGGGTAACAACACAAAATCACCCCACAGTTCCACACATTC
ATTTGGGTTTTTGACAAAGGTATTTGTAAACAAAAAATAAGAGGAATAATGATTTTTTTT
TTCATATAATTAATGCATTAGTCATTTATGACCTTTAACCAATAACTCTCCACAGGAGGC
AATTCTGGAGCTCAAATATCCATCTCAAATTGGCTGTCATCTGCAACATCCTTCTCTTCC
TCCTCTTTCAGGTCCTGCAGTTTCCCCACGGAGTGTGTAGCTGGTATGGTGACCCCTGGG
ATCTGAGGCAGACAGCATGGGGGGGTCCTGGCGAGAGGGGAATTTCGACATTCCAGGAGA
AACTTCCTGTCGTAGATGATGCGAGTACCTCCTGGCGTGGTGGAGAAGAGGGTCCCCCCG
GGGGTCTGGCTGTAACAGTCAGGGAGCTGGGACCAGTCCTTCAGGGTGAGGACCCTGGTG
GGAATCGGGCAGCTTTTCGCTTGCTTTGCGCCAGTCGACATGCTCGCTTGTTGGCTGTCG
AATAAGTTTTAAGTAAACAAAAAGAAAATCCACAAAGTTACAGCGCTTTTAATGGTATTT
CTTTCCTTAAGTCGACCAGCTACTTTTATTCAAACGGTGTGCTTTTTCAGCAAAGAAAGC
GATAAAGTTAAACAAAACTCAAAAGGTTGACGCTTGCACACCACCATGTGCTTCGTAGCA
CACAGCTGCAGCAGCCGCCCGTGATGTTTTTGTGCCCCCGGCCATA
>CL800Contig1
TTTTTTTTTTGGAGCAAGTCATTTTTATTGGATTAATACATTTGAGACCAATAGGGATCC
TATGACAGCATTTATATTATTTTTGTTGCATATGAGAATTATTACAATCAGTTTTAATCA
ATCAAATTATTAAACATTTAAGGACGGTCTCACATAAGGGAAACACAGAAACCTCCTTTG
TACATTCATGGGCTCACATGGAATCCTTTGTTTTTCTTTTTTTCCATTTTCATTTACTTT
ATCATAAAAAACAAATGGCAAAATTTGACCTCAATATGACTGATTCAAAACAGACCTTAA
TCTATAACATAACTATGTGATCCAAAAAGCTACAATGGAAAAAAATTAAGAAATCTTAAA
AGTTTAGGGAAACTAACTCATGATGGTAAAATTTGATAAAAAATGATGAGAAGCTAGTTA
AACCTTTGCATGGTAACTGAAAGGTGTGTTATAGAAAAATCTGGCAGCTGTATATAAAGG
AGACTACACCTGGAATAAGAACTCAACTTCAGCAAAGAGTTCCAGTTTATTTAGAAACTG
CTGGTGTCGGCTGCTTGATGACCACACTGGTGTCTCTGTTACGAATTTTTAACTCCCGGT
GCATCTGACACCAATTGCACCAAACACAGAAACAAGAAGTGGCAATGTCTCTACAGAGGG
AACCCTTAATGCCATACATGTGTCGAATGCCAACTCTGAGAGACAAGCCCGCGGGGGGCA
CACACAGGGGTATACCGAATGACGAGAACGCTGTGGGGCTGCAGATGTCGCACAGCGGGA
GACATCGGTTCTCTCCAAAGCTGCCTGCAACCGTGCAGGCAAGACAGGGGCAGCACCAGA
AACCATAGCAACAAGAATTCATGTCATCACAACAGGACAGAAGGCCAGAGTTCCACTCTG
AGGATTTATGTGACATGGCTGATGGTGCTTTGGTCCCAAAATATAATCACAAAATCTGAT
GGAGCTGGAAGTCTTACCGCTGCCCCAGAGAGCTCTCCCCGGCCATA
>CL801Contig1
GGTTGTTGACGCGCCTCCACACTGGCAGGAATGGCGGCCGAAGTGAGGCAGGAGCTCGCG
CAGCTCATGAACTCCAGTGGATCTCACAAAGATCTGGCGACCAAGTATCGACAGATTCTG
GAGAAAGCCCTTCAGCTCATAGATGCGGATCAGCTGGAGTCCTTGAAGGCCTTCGTGGAA
GCAATGGTCAACGAGAACGTCAGCCTCGTCATCTCCAGACAGCTGCTCACCGACTTCTGC
ACGCATCTGCCCAACTTGCCCGATGGCACCGCCAAAGCCGTCTATCACTTCACCCTGGAG
AAGATTCAGCCCAGGGTCATCTCCTTCGAGGAGCAGGTGGCCTCCATCAGACAACATTTA
GCAACCATTTATGAGAAGGAGGGAGACTGGAGGAACGCGGCGCAGGTTTTAGTCGGGATT
CCTCTGGAAACGGGACAGAAACAGTATAATGTTGACTATAAGTTGGATACGTACCTGAAG
ATCGCCCGGCTCTACCTGGAAGACGACGACCCGGTTCAGGCCGAGGCTTACATCAACAGA
GCTTCGCTCCTGCAGAACGAATCCTCCAACGAGCAGCTGCAGATCCACTACAAGGTGTGC



TACGCCAGGGTTCTGGATTTCAGGAGGAAGTTCATCGAAGCAGCTCAGCGGTACAACGAG
TTGTCCTACAAGTCCATCGTCCACGAAACCGAGCGTCTGGAGGCTCTGAAGCACGCCCTG
AACTGCACCATCCTGGCCTCCGCAGGACAGCAGCGCTCACGGATGCTGGCCACTCTGTTC
AAGGACGAGCGCTGTCAGCAGCTGGCCGCCTACGGCATTCTAGAGAAGATGTACCTGGAC
CGCATCATCAGGGGTAACCAGCTGCAGGAGTTTGCTGCCATGTTGATGCCTCACCAGAAA
GCCACCACCGCTGACGGCTCCAGCATCCTCGACAGAGCTGTGATCGAACACAACCTGCTG
TCTGCCAGTAAACTCTACAACAACATTACGTTCGAGGAACTCGGCGCTCTGCTGGAAATT
CCACCTGCAAAGGCGGAGAAGATCGCCTCCCAGATGATCACTGAGGGGCGCATGAACGGC
TTCATAGACCAGATCGACGGCATCGTTCACTTTGAAACCCGTGAGCCCCTCCCCACGTGG
GACAAACAGATCCAATCCTTATGTTTTCAAGTAAACAACCTCCTGGAGAAGATCCGGCAG
GCCGCTCCGGAATGGGCCGCGCAGGCTTTGGAAGCCCAGATGACCCAATAAACCCCTCCA
CGCCCACGTCACCCGGCCCCGCCCCCTTTTAAGTTGCGTCTTCCTGCCTCAGAAATGATG
TGGAGAACTCAGCCACGCTGCCATCGTTTGTTCCAAGCGGTTCCTCATTGGTCGAATTTA
CTTTTCTGATGGACCGGACCTTCAGATGAGACTGTTTTTGTTTTCATGGTGGAGAATGGA
GGATT
>CL802Contig1
GATCGTTTAGTGTATCTTTATTATACTTCTCAGTTTGGACTTCAGCAGATTTGCACTAAA
GAAGGCCACAAATGATGAAGACAGGAAGTAAATGGTTCTTCAGAATAGGTGGAGTCGTAG
CAGGAGAAACATGCAGGTCTTTCAGGGATTTCTCCTGAAAACCCCTCAAAGGAACTATTT
CCATAACAGAACTAAACACTGTAAGGGCGCACTAGGACTACGAGAGGAGGAGCTCAGAGA
AGTCCTCCCAGGAAAAAGATAGCAAAGGAATCTGGTGGTTTTCCGGCAGATCTTCAGTCT
AGGAGGATGGGGCAGCGCCGGGCTTTTCGTCACGGCTGACGGGGATGCTGCGGTCGCTGC
GTCCATATTCGGCCCCCCCGCTGGCCTTTGGCCCGGTCAGGGTCAGCAGTCCATCGGCAG
ACAGGGAGCAGGTGATGGCCGATTGGTCCACAGTGGAGGGGAGGCGGTAGCGGCGGTGAA
ACTCCCGGGAGATGTAGCCATGGTCATCCTGTCTTTCTCCATGCTTGCCCTGGATCTCCA
CAAAGTCATCGATCACCTTCACGCTGAGCTCATCGGGGGAGAAGTGCTTGACATCCAGGT
GAACCGTGAACTTGTCCCTGTCAGACCTCACCTCGGAAATGCCGGAGTTTGAGGAGTCCA
GGAAGTTACGAAACAGCGACTGTCTGTAGAACGGACTGATGGTGGGGGAGGTGAAGGGCA
GGAGGTCGTGATCGAACATCCCCTCCCCGAAAAACTGGTCAAAGAGTCGAGCCGGGTACA
TGGAGCCCAGGGTGCGTCGGAACCATGGGTGCTGGATAGCAATATCCATAGTGGCTGAAG
AAACAAGGCTGTGCCCGGTTTGGTCAATCGACGGAGCTACTTGGCCTGGAGTCCAGGAGG
TGAAGACGGAAAATCGTTCAAAGACAGGGTTTTCCTACACTTTTCTGTTTTCTGGGCAAA
GAGGCAGCGATAATTCGTCCCAG
>CL803Contig1
TTTTTTTTTTCATNTGAGGATCTTTTATTTTCCATGTAGTGCCNTGAGATGACCTCAGTC
CTCCAGTCCCAAAGTAAAGTGAAATGAAACAGTTCAGCTTTGATTATACAGACATGTTAA
TGACCGACTGCAACACATCATCAAAAATGTGCAATAGCATGGATGGACAGCAAGTGTTTC
AAATAAAAACCCTACATCGTACATCCCAATGTTTATTACCAACTTTATCTGATTACATTT
TCTGAAAATCACACTTAAAGACCACAGACCTACTGAATTTGGAGCACATGAAAACAGTTT
TTAGCCAAACTACTTTGTGATTTGATTTATTTATTTAAATGAATATTCTGGCAGTTCAGT
CTCACAGAGAAATGTCGATGTGGTTAATGACAGTTCCGGCATGTGCGGCTTTCTACAGCA
GAAACATGGCCGACAGCCACACACACACACACACACACACACACAACACACACAGACGTG
AGTCAGAGGCAGTTGGTGAAGTTGTGTTAAAGTGCTGGCTGTGGCTCAGGGCTGCATGCG
GATGGCTCCGTCCAGCCGGATGACCTCTCCGTTGATCATGGGGTTCTCGGCTATCGACGT
CACCAAGTGGGCGAACTCTGCGGGGTCTCCCAGGCGTGACGGGAAGGGCACCTGGCGGGC
GAGGAAGGAGCGCACCTTCTCTGGAAGACTGGCGAGGAGAGGAGTGGAGAACAGTCCAGG
TGCAATTGTAACAACTCTGATGCCCATAGGTGCCAGATCTCGAGCTATGGGAAGCGTCAT
TCCCACGATGCCGCCTTTTGATGCAGAATACGCTGCTTGTCCCACCTGTCCGTCAAAAGC
TGCCACGCTAGCAGTGTTGACGATGCAGCCTCTGTGTCCGTCTGCGTCCGGCTGGTTCTT
CCCCATCTCCCCCACAGCCAGGCGGATCACGTTAAAGGTTCCTGCTATGTTCACGTTGAT
AACACGCTGGAAGTCCTCCAGACTGTGAGGGACGTCCTTCTTGAAATTGTATGTTTTGAC
CGCCACGGCGATGCCAGCACAGTTAACTGCAAGGTCCAACTTCCCGAACTTCTCTTTGGC
CAGAGACACGGCTGATCGCACGTCTGCTTCTGACGTGACGTCTGTCGGAGCGAAGGCACA
GCGCTCCCCCAGGCTGGCCGCCACGGCCTCCCCATCAGAGGAAGGAAGGTCCACGATGAC
GGCAGACGCCCCGCTCTGCACCAGGCGCTCCACTGTGGCCCGACCCAAACCAGAGGCGCC
GCCCGTAACCAGGCCAACCATGCCCTTCACACACCGAATCCTCGTGCCGA
>CL804Contig1
GGCCTACTAGAATAGTGGGAATGCCACGTCTGAGCATCAGCATCGACGCAGGCAGGGGCA
TTGGTTTGTTTACACCCTGACCCTGGAACAAATAATTATCAAGCAATCTGACGCGTAGAC
ACACCTGACACAACCCGGGATATAAAATGGGCCTCATCCGGTTCCTGGTGCTGACACTGG
CCACATGTGCAGTCCTGCTGCTAGACTTTCATCCAGTCATTTCTCATAGCCACTCCCACG
GGGATCATGGACATGCTCACTCACACGGACACCACCACCATGCTGATGATGGAGAAGACC
ACCCCGATCCACAGGTGAAGATGTTCCATGGAGTGAGCAAATGGAGCGCAGAGGCCAACC
TACCAGTGCAGGAAGAGGAGCATCATGGACACGCTCACGATCATGGACATGGACACGCTC



ACGATCATGGACACGCTCACGATCATGGACATGGACACGCTCACGATCACGGACACGCTC
ACGATCATGGACATGGACACGCTCACGATCATGGACACGCCCACCATGAGGACGTTGTTC
GTGTTTACAAGGAAGAAGCAGAACAGAGGCGTTCACATGGAGCAGATAGAGGGAAACAGA
AACCCAGTGGAGAGAAGAGGGATGTGGCGGAGCTGTGGACACAGGCTGTCGGAGCCACTC
TGCTCATCAGCGCTGCTCCTTTCCTCATCCTGTTCCTCATCCCAGTTCAGTCCAACAGCG
ACCAGCACCAGAACCTGCTCAAGGTTCTGCTCAGCTTCGCCTCTGGGGGGCTGCTGGGTG
ACGCCTTCCTCCACCTGATTCCACATGCTCTTGAGCCTCACTCCCATCATGAGGACGAAC
ATCACGGGCACTCGCACTCCAGTGAAGACGACCACGGACATTCCCACGGCGCCGCTCACG
CTCACATGATGTCCGTGGGCCTGTGGGTTCTCTGCGGCATCATCGCCTTCCTGGTTGTGG
AAAAGTTCGTGCGGCTGTTGAAGGGCGAGGATGGGCATTCCCACGGTCACTCCCACAGTC
ACGCTGCTGGGAAAGAAAAGCACCAGCGATGGG
>CL805Contig1
ATTGGGAGCTCTTGGTGCAAACTGTCTCACAGTTTGACGTTTCGGCTCAAGCCTCGTTCT
TCTTTTCTTCTTCCTTTTTCGTTGAGCCCCACAGATGTCCAAGCCTCCTCCCAAGCCGGC
CAAGCCAGGCCAAGTCAAGGTTTTCAGAGCCTTGTACAACTTTGATCCCAGAACACCAGA
TGAGTTGTACTTTGAAGAAGGTGACATTTTGTACATCTCTGACACAAGTGACAGTAATTG
GTGGAAGGGGACATGCAGAGGAAGGACGGGGCTAATTCCAAGTAACTATGTGGCTGAGCA
GGCAGAGTCCATCGACAATCCAATGCACGAAGCAGCTAAAAGAGGTAATCTCAGCTGGCT
GAGAGAATGTGTTGACAACAAGGTTGGAATTAACGGACTGGACAAGGCTGGAAACACTGC
TCTCTACTGGGGATGCCACGGAGGACATAAAGATGTGGTGGAGTTGTTGTTAAGCCAGTC
CAACGTGGAGCTCAACCAGCAGAATAAACTTGGGGACACTCCGCTGCATGCTGCAGCTTG
GAAGGGTTACTCTGACATTGTGGAAATGCTGCTCAACAAAGATGCACGGACGGACATCAG
GAACAATGAGAATAAACTGGCTCTGGACATGGCCACCAACGCCCAGTCTGCGTCACTCCT
CAAAAGGAAGCAGGCCAGCAATGTTACCCGCACACTCAGCAACGCTGAAGAGTATTTGGA
CGATGAAGACTCGGACTGAGCCGGCGCCGTTGAAACCTTTTCAAGTGCCTTCCATTAATT
CTGCAGGGAGGGTTGTGGACATTTGAGGGCTCTATTTAAGACCACAAACGGTTGTTTCTG
TTGCTTTAACTCCATTGTAGTTCGGTAACTTTGTTCAAACACGCCCGTGTCTCTGAGTGG
GAATTGCAAAGCCCCGAATTAATCATTTACAGTTATCCTGCTTTGCCAAGACCTCCTTCT
GATGTGGAGAAGGTTCTTGGAGTATTGGGAGAAACCCGCTGTGAACAGAAATGTGACCAA
AAGCTCTCAAGAGGACCAATTGTCAACATGCAGTTGGGAATAAACGTGTCCTTAAAGTTT
AAAAATGGATCTGGTCTGTCAAGCTTTAAAGCTTTACTTCCTGAAGTGGAGGCTTGAGGC
TTGTAATTGGGTTAACTTCCTGTCATAAATATAAGGGGGGCCACTGATGTGCATAGATTA
CTTTTGTGTGGTAAAGTGTACATAAACTGTTTTGTGGTTTATAACTTTTCCACCTGCAAA
AAAAACAACCTACTTTAATATCACTGTTGCTACAGACCTCATGAAAATAACTTTATATTG
ATCGGCTTCACAAAGTTTGAT
>CL806Contig1
AGTTTTTATTTTGTTTTAGTAAAATNGAACATTTATCTAACAGAACTTCAATCCCATCAG
TCTTCACTCCTGATAACAAAAGGCCTATGAGATCATGAAAATGTTGATAGTCCATGTGCT
TGAACAGATCAAATACCTTCTAGTCACATCTAAAACAGCCTGAAAGAACAAGAGCCCAGT
ATCTGTGTGGTAAAAATGGAAGGGGGTGGGGGGCACTCGATCACCTAGTGGCAAAGGGAC
GTTGAAGACCTGCAAATGGAGGAAGGGCACTGGATCACAGCTCCACTGTCGGCTCAGGGC
AGACCTGATCACAGGAGATGGACTCTGGGCCATATTTGATCTTTTTAACACTTAAGCCAT
GTGAGCGATCACATGATGTAGACCTTCTCCGCCTGAGAGAAGTTGAAGACTTCTTTGGTT
CTGGGACAAACCACTTTGTCATCTTGGCGAATGGACAGAAGGGAATTGTAGCCATAGACA
TATCCATTAGGCAGCATCATGGGGGGGTTGTTTTCATTCATAACCTCCCCAGAGATCTTA
CACACTAGTCTAGAGTTGGCACAGTGAGCCATGGGTAGTGGCTGGGCCAGTTTGTTCAGA
GATTTACTGCACACGGGGCAGTCTGGGTTTTTAGAGCTACCGTCCTCTTTGTAGCATTGA
GGTGTCTTGATGGCAGACAGGCCAGCCTGGAGAGTGATGGTGAAGACGGAGTTGTTGCCC
AGCTGGTGCAATCTGTAATTATCATAGCGGAACTGCTGAATCAGCATCTTCCAGCGGGCT
GGATCCAACAGATCCTTATAAGGAGAGACGTGTGTGTCTGATGGGAAAGCGAGCATTCCC
ATCACCTGCCGGACCTCATCCAACTGTCCCCCTTCGGCTTGGCTGAAGTGCTTCCGTGCA
TGCCTGACTGCATCCATGCGCTTGTTCTGTCTGATGAGCTCAATAAACTCCTGGATTCTG
AGGCTGAACTCCAGACAACTCTTCATTTTGCGGAGGCGGGACTTGTTGTCATGGCACCAG
GCCAGACAAGTAGCCGTCTCCTGCCTCTCCAGAGACTCCTCCACCTCCTTTGCTGTGAGA
AACATCTCAATGTTGACCAGATCCTCGATGCCGCTCTGCTTGGCCAGTTTCACAGCAGTG
TTGTAGTAGCCACAGCGCAGCAGATGCTCCACCATCATGCGGTCCATCCGTTTCTTCTTC
CACAGGTTGACTGAAGCCGGCTGGTCACCGCTGTGCTCCTTCAGGTGCTCGATGCGGCGC
TTGCACAGCTTGGCGCTCTCGTCCTCTGCTTGTATGGACTCTGCAGCCTTCCTCTTGAGT
GCGCTGAGTTTCTCCACCACTCCGTCCAGCAGTGACACCACAGAGTCCACAGCTGGGAAG
CTGCTCAGAGTCTTCTCCAGCTCCGCCACCACCATGGTGACGTGACTCGCCTCCCGGTCG
ATGTTCTTCTGAGCCGCTCGGAAGCGTTTGTTCAGGGTCTCATATGGCACCTTCAAGGTT
GGATATTCTTGGACTTTGAGGGCCATGGACAGTTGAGACGCTGTCTCCTGCACCGCCATC
TTGGTTCTGTGTTTTTCTGGTCCCCGGCCATAATGCC
>CL807Contig1



CCGCGCCACCGTCAACCAAGACACCAGGCTGGACAACCGGGTGATTGACCTGCGGACGAC
GACCAGCCAGGCCGTTTTCCGCCTGCAGTCAGGAGTCTGCCAGCTCTTCAGGGACACCCT
CACCAAGAAGGGCTTCGTGGAGATCCAGACCCCGAAAATCATTTCAGCTGCCAGTGAGGG
GGGTGCAAACGTCTTCACCGTGTCTTACTTTAAAACCAGCGCCTACCTGGCCCAGTCCCC
CCAGCTCTACAAGCAGATGTGCATCTGCGCCGACTTCGACAAGGTCTTCTGTGTGGGTCC
AGTTTTCAGAGCCGAGGACTCCAACACCCACCGGCACCTGACGGAGTTTGTGGGCCTGGA
TATCGAGATGGCCTTCAACTACCACTACCACGAGGTGATCGAGTCCATCACCGACACCAT
GGTGCAGATCTTCAAGGGCTTGAGAGACAACTTCCAGACAGAGATTCAAACGGTCAACAA
GCAGTTCCCTAGCGAGCCCTTCAAGTTCCTGGAGCCCACCCTGAGGCTGGAGTACACAGA
GGGCGTGGCCATGCTGCGCGAGGCCGGCGTGGAGATGGGCGACGAGGACGACCTCAGTAC
GCCCAATGAGAAGCTTCTGGGTCGCCTCGTCAAAGAGAAGTACGACACCGACTTCTACGT
GCTGGACAAATACCCGTTGGCTGTGCGGCCCTTCTACACCATGCCGGACCCCCACAACCC
CAAGTACTCCAACTCTTACGACATGTTCATGAGGGGGGAGGAGATCCTGTCCGGAGCTCA
GAGGGTCCATGATGCTCAGCTGCTCACAGAAAGAGCCCAGCATCACCAGATCGATCTGGA
GAAAATCAAGTCTTACATCGACTCCTTCCGCTACGGCGCCCCCCCGCACGCCGGTGGAGG
CATCGGTCTGGAGAGAGTCTGCATGCTGTACCTGGGTCTCCACAACGTGCGTCAGACCTC
CATGTTCCCACGTGACCCCAAACGCCTCACGCCTTGATTCCACCCCCACCTGGACTGACA
CACAGGCTAACTAACCCAGGGCAGGAAAGCATAGAGTGCCACCGTCTGACGGATAGGTTT
GTGGTTTGTGACTAACAGCTGCATTAGACGGAGAAGGACAGGTGTGGAGGTCACCTGCTG
CAGAGCAGAGTCCACTTTAAAGAGTCCTTCCTACTACCAGCATAGATGTCGGACGGACGG
TTTTGTGTCAGCTTTTGTAACAAACTTCAACACTGACAATAAAAATAAGAATGCCAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAACTT
>CL808Contig1
CTCCATCATCAGGGAACGTGAAGGGGCCAGTCAGAGAAGGAGATGTGCTGACACTCTTGG
AGTCTGAAAGAGAAGCCAGGAGGTTGCGATAGAAGCGCCCTTCGACGCGGGAGGTTGATG
CCTCAGTTTGAGAAGCCAACGGTCCACATGAGGAACCCTGAGAGGGTCGAACAGATCATC
TGTGGCCTCATCAAAGGAGGAGCTTCCAAACTGCAGATTATCACAGATTTTGACATGACG
TTAAGCAAATTTTTGGTGAATGGAAAACGCTGTCCGACGTGCCACAATATCATTGATAAC
TGCAAACTGGTAACAGAGGAGTGCAGGCAGAAACTGCTGCAGCTAAGGAATAAATATTAT
CCCATTGAGATTGACCCGCAGCTAACCATGGAGGAGAAATATCCGTTTATGGTAGAGTGG
TATTTTAAGTCCCACACGCTCCTGGTGGAGCAGCGCCTGGAGAAGGACAAGCTTCCAGAG
GTGGTGAGGGAGTCCGATGTTGCCCTCAGAGAAGGCTTTGAACAGTTCTTTGACCGCCTC
CACCAACACAATGTGCCTGTTTTCATTTTCTCTGCTGGTCTGGGCGACGTCCTGGAAGAA
ATCCTCCTTCAGGCCAGAGTTTATCACCCAAACATCAAAGTCGTGTCAAACTTCATGGAC
TTTGATGAAAATGGCGTTTTGCGGGGCTTCAAGGGCGAGCTGATCCACGTGTACAACAAA
CACGACGGCGCCCTGCGGAACACGGAGTACTTCAAACAGCTGAAGGAGAACTCTAACATC
ATCCTGCTGGGAGATTCCATGGGAGACCTCAGCATGGCCGACGGCGTTCCCAACGTAGAG
AACATTCTCAAGATAGGATTTCTCAACGACAAGGTGGAGGAGCGGCTGGACAAATACCTG
GACTCTTACGATATTGTTCTTGTGAAAGATGAGACTCTGGAAGTGCCCAATGCTATTCTC
CAGAAAGTTTCTATAACTCCACTGAACCACATCTCAAGCAGATCCCTTCTTTTCTTATCT
GCATCCTCTGTCAGGACATTTAACCTCGCCACTCTTCAGAGATGACCAGCATTTTTTCTC
AGCACCAAGTCCTTTCCACGCCTCCGTTTTAGCAACATTCTGAGATTATAGATTTCCTAT
GTAAACAATTTTAAAAGTCATCACAGCACCAACAGCTTGTCTAGACTGTTTTTATCTATT
TCTCATGTTTGTTTATGTGGTAGTTTTCCAAAGAAGAAGAGTGAGCTTTAAAAAGATCAC
AACCTTTGCCAGTTTTAAGTTTGCACAGTACAAATAATATTTTTTCATTTTTTTTATTAT
TTTCACACTTAAATATAGATATTTTTTAAAAGACTTTAAGTTTTAGCTATATCCCAGCAT
GCCTTTCACCAAGGTCTAAAATCATGTGACATAGCTGCTGCAAATTCATCTAGTCACTGT
TTCAAAATTAGAACATTATAAGAATAAACTGCACAAAATCTGAAAAAAGCAGCATTTCTA
TAAACAATAGAGAGCAATTCCTTTTATAAAGGATTTGAAAAAAGTATTTCAAAAATGTCT
TGCCTTTTATTTAAATGCAAGATTGTAACAATATTATAAGAAAAGTGTTGCCTGGAAGGG
AAAAGATGAACACTTGTTGTACGTGTTTTAGTTTGATGGTTGTTCAACCCGCTTGTTGTG
CAGAAATGCCATGTTTACAAAGTGTTTTTTTTTACCCCAAATGTGTTCATTTGATGTCAG
TTTTACAGACAGATGATGGTTAATTTACTGGTACATTAAAAATATATGAAGTAGATTTAT
TTTTTGTCCATCTTCCTCTGACATTTTAGTCTTCATGTCATGCGTATGCTGACCTCTAGT
GGTCATGATAAGGATTTACAGTCAGTAAAATCACACAATACTGCTGTAACAATAAAACAA
TAAAAAACAAGTGTTTAAGCTGAGCACTACCTCGAAAAACATTCATTTTTCAGTAGATTT
GAAATAAAAATGTCTGTTTAGTTTGACGTGGTGTCGAAAGTTTTCCTCAGGCTTGTATAT
TTGCTGCTACCACCTGCATGTTGCCTTCAATGTTTAAAGTGAAAGATCTATGAGACTAAA
AAATGTTATTTCTGTTAAATGCAGTCTAATGCAAAACTGTAATTGTGAGGTTTATGGACA
GTCATATTGTTTGACTGCATCTGAGTTACCAGGTTTTGACGGGTGCATTTTTTCAAATAA
AATGATGGATTTTGATGGCTTTAAAAAAATATACAATAAATACGTAT
>CL809Contig1
AGGAAGGATTTGTAGCCCGTNAAAAAATAANAAAAAAACAATCANGTNTGACTAAGAATG
TATACAGTTTCTCATTATGTAAATTACATTAACATTTGTGCAAATAAATTGTTACGTAAG



CATTAAAAAATATCAGGTGGTCGTTAAAGCTGTGCATTTAGAACCCAAACCATTTAGATG
CGTGAGGAAATCCTAACAGATCTAAAACAAAGAAAAATAATTACAAATTAAAAGTTTGTG
TGAATTTTTTAAGACTTTCCAAAGAGCAGAGTTTCATTTGTGCCTTTTTACTTTCTTTTT
TAAAACTATTTTAATGCTAAATTCGTTTGCGTTCAGGCTAGTAGTTTAGTTTTAGCTTTA
ATTAAGCTTTAATTTCCCTATCCCAAAATGATTGGTAAAGTTTTCCAGACCTTAGAAAAT
CAAAACAAAAAGATTCTGTTGAAAAGTAGCTGCAATATAAAAGAATAAATATCAAAAGCA
GTTTAGAATGTCTTTATTAAGTGAGGCAAAAGACGAATTTGTGAGGATAAAAATGGCTAA
AAATCTAACTGGCCAACCAAAGAAAATCATGTAGCTGGTCTTGAGATTGGTGCCATCAAT
ATTCCTCATGAAATGGATACTCCGGATGGTCAGCCCACATGAGAAGCTCCACAAATCGAA
TGTTCTTGTTCAGTCCTTCAATTGCCTTCATCTCCTCATCAGAGAGACAGAAGTCAAATA
TGTCAAAGTTCTCTTTAATGCGGGCTGAAGTGAAACTCTTTGGGATGACCACCACTCCTC
TCTGCACGTTGAACCTCAGGCACACCTGTGCAGTGGTCTTACTGTACTTTTTGGCGACTG
ACTTCAGCACTTCATCCTCCAACAGAGGCGGGCACTTTAGGTTGACCCATGATGCATCTC
TTGAAGTGCCTAAAGGGCTGTAGCCAACAATCACAATGTTGTTCTGCCGACAGAATTCAA
GCAGCTTCGGTTGCGTGAAGTACGGATGACATTCAACCTGGTTGGACACTGGTTTGTGTT
TGAGTCCAGGTTTGTTGAGAATCAACTCCAGCTGACGCTTGTTGAAGTTGGAGACTCCAA
GAGACTTTACCAGCCCGGCATCTTTGCACGCCTCCAGAGCCTCCCAAGTAGCACATAGAT
CAGTCGTATGATAAAGATATTTTCCATTCTCATCTCGAGGGTAGAAACTATCTCCTGGCT
TAAATGCAGTTGGCAACTCCACAATATAAAGGTCAACATAATCCAGCTGTAACGTCTTCA
GGGTTTTCTCCAGAGCAGTTCGCACAAGCTCAGGGGGGTGGAATGTGTTCCACAGCTTTC
CGCAGTAGAAGATGTCCTCCCGCTTCACCGTCCCGTCTGCTATTTTTTCCCTGATTGCCT
GTCCCACCTCATGTTCATTGAAATACACCAAAGCCCCATCAAAGTGTCTGTATCCGACTT
CAATGGCCAGCTTGACGGCTTCACTTGTGGCTCCTTTGGGGGTCGTGATTGGATCCCCAT
AAGTTCCCAGTCCTATTAAAGGAATCCTGTTTCCATCACTAAGAGGAATCGAGTGGTTTG
TTGCTGTCAACTCCATGCTTACTCTATTCTGCCCTCAGGTAAAGCCTGACAAAGTGTCCC
CCGGCCATAATGCCCGGGT
>CL810Contig1
CACGAGGATGATTGGCTACAATCTGCCAAGCTATGAGTATCTCTACACACTTGGTGACCA
GTATGCACTGAAAATGAGACTAGTTGACCATGTGTATGATGACCAGGTCATTGACCATAT
GACAGTAAGGATCATTCTTCCAGAGGGGGCCAAAAACATTCATATTGATACACCTTACAA
AATTGATCGTATGCCAAACCAGCTGCACTACACTTATCTGGATACCTTTGGGCGACCAGT
GTTGGTGGCAACTAAGTCCAACCTTGTGGAACAGCACATCCNGGATTTAGTGGTTCATTA
TAATTTCAATAAAATCCTGATGCTGCAAGAGCCTCTGTTGGTTGTTGGGGCCTTCTACAT
CCTCTTCTTCACTGTCATAATCTACGTCCGTCTGGACTTTGCCATCACAAAGGACCCTGC
TGCTGAGGTCCGGATGAAAGTGGCCTCCATCACAGAGCAGGTGTTGACTCTGGTCAACAA
ACGTCTGGGTCTGTACCGTCACATGGATGAGGTGGTCAACCGGTACAAGCAGTCCCGGGA
TACGGGGGCGCTAAACAGCGGTCGGAAGACGTTGGAGGCTGAACACCGCACCCTTACCAA
TGACATCAGTACGCTGCAGGCCCGCCTCAAGGCAGAGGGCTCTGATTTGGCTGAAAAAGT
GGCGGAAGTGCAGAAGCTGGATGGCCAGGTGAAGGATCTGGTGTTCCGCTCCTGTCAGGA
GGCAGAGCGGCTGGTGGCTGGCAAAGTAAAGAAGGAGGCTTACATTGAGAATGAGAAGTC
GCTGACCAGCAAGAGACAAGAGCTCATTAGCCGCATCGACAGTCTGCTGGATACCCTTTA
AACTGCTGCTGCTGCTCTAAAGAACACACCACACCCACACTTCTACATTTACCAGCTGGT
TCAATTCAAATGCAAAGAAATGTGACATATGATCAACTTTTTTTTTTAATCGTCATTTCA
TCCAGATATGGCTTATTAACATCTCATTTGACTCAAGTGATGGGTTTATCCCAACATGTG
CCTTTGTGCCTGGTGATAAACTAAATCACTGCGTACTCGCAGAGCAGCAACATCACAGCT
TTAATCAATTTTCACAGCCAGCTCAGACTTAATGCTTCTTGTGTTGTCAAGGCTGGACTT
TTTTATTTTCTTTTTTTTTCTCCCCTCTTTTTCACCATGAAATGTTTTTGGTAAAGGGAC
CGTTATTAGAAGGAGTAACAGAAGTGCCCAAATCTTTTTGGTCTCATGTCTTGACCCACA
AAAACTGTATTGTACATTTGAAAGAAGTGTGAAGGTAATGGTTTCTTCTGATCTTACATC
TTCTGCCCTTTTTTTTTTCTTCTGGCCCTTGACTGACAGTTATATTTGAAGCTCTGATTG
CGGATCAGCACCAATTCTTATTTTTAATGTTCCTCCGTCATATTTTCTACATTTTGTACC
ATTCAGGTGTTGTTTTTGCGTTATATTTTTGACTGTGAGATTAAAGACTTAGAGATTAAA
TTGGATGTGAGGAAAGACATGGAAGATGTACAACAAAGATCTAAGGAATGGGCAACAATG
TGGAACTTTTCAAAGTGAAA
>CL811Contig1
CATTTATTAGAAGTTTGTTTCTGGATNGTACAAAGTTCTGCATCGGTTCTGTTTCCGTGA
TCCACGTTACAGACGAACATTGAGGACATTTGAATGAATGCGGTTCTCTGACAAGGGGGT
CCAGGTCTGAAGTGAGTTTTCGTTCGCCAGCACCTCTACACTGTGCTTCTACTAAAACAT
GGATAAAAGGAAAACACCTTTTTTAAATGTACACCCAGGTAATGTTTACAAAGTAACGAC
ACACGCCGGATGGAAGGTCAAATACAAGGTTCAGGCGGGAGTTTGAGGAACAGGAACCTC
ACAGATTTTGTGCCGTCTTCTTGATTGTTCTTGTATCTACAGAGTCTCGTGTCTTTCCAC
TTTTCTGTGAGGCTGTGAACATACGAGAGGCAGCTGAACGTCTGAGAGGCAGGGGTTTAG
CACGACGACTTCTGCACCTCCAAAGTGGGGGTTTGACACAGGCGGGGAGAGGAAGTCACT
GGGCTCCCCGTTAAGCCCGCCCCGTCAGCTGAAGTTGGCTAAAGGAAGTGATGAGGTTAT



AGTGGGCGCTCTCCTCATCCGTCAACTCCAGGTTTCCGGGCCTCACCACCACCAGCACGT
TGAACCCGGCTTCTTCTGCCGCCTTGGCTTCTCTGGCCACATCTGTCAAGAAGGTGATTT
CTTCAGGCTGACATCCGATCTTCTCTGCGATCCTCTCGTAGCTTTTAGCTTCTACTTTAG
CTCCTATCGTGGTGTCGAAGTGACCGTCGAATAACTCTAAAACATCTCCTTCCACTGAGT
ACCTGAAGAGCAGTTTTTGCGCCTCCACACTCCCAGAGGAGTAAATGTAGACCTTCAAGC
CGCGTTCTCGCCACTTCTTGATAGAAGGAACCACGTCTGGATAGATCTCGCCTTTGATTC
TCCCAGAAGCGTAAGCCGCCCTCCACATGTGACCCTGGAGCTGCTTGAGCGCCGTGCTCT
TCCTGTCCGCCGCCATCTGCCACAGCACGTCCTCTACCACCTTCCTGATGGCCTTCTCCT
CGTCCGTGTGGACCGTTTGGTCCACGACGTGGACCGGACATGCCCGGTTCTGCTTCATGT
CCTCTTCAATCTGTTTTTTTAGGAGGTGAACATCTTCTTTGCACTCGTCTTCTTCCCAGT
GAGTGGACAGGTAATCCTCCAGATGCTCTCTGATGTAGGGAAACAAGATATCCTTCACGA
ATGTGATCGGCGTGGTGGTGCCTTCAATGTCCAACAGCAGAGCACCAGTGCACGCAGGGA
TGGAGACAGAGGCCATTGTTGATCACAAAAAGCAGCTGGAGACGTTAGCTGGTCTGAGCT
TAAAGGACAGCGGGCGGCGGCACCGCAGGATTCCAGCCAGGCGGCGATTCGGTCCGGTCC
GGTCCGATACTCGCTGCTTCTCCAGACAGAAAAATCAACACCGATCGAAATCCAAACAGT
TACGTTTGACACAACCTGTCCGTGACATGAGCTCGACAACCATTACAAAGCAACAACCAG
CTCACATGTTCAGCATCGTCAGTTTAGCCTCCGCGTCGCCAATT
>CL812Contig1
TTTTTTTTTTCAAATGAACTCTGGAAGCAAACCTGCCATACCTTCTTTAGTTCTCCTTTC
CTCTGATTTAAGACGCACCCACTGCTGCTTCTCCAAGCACAGGGGAAATGGCAGATCACC
TGTCGCCATCTAGGGGTGATTGTCAGGCATTACCAGTTGCTGTTGTTAGGGTAACTCGGC
ACGGCAGCGGGGTACTCGGGCAAACTGGGGCCTTGTGCTGTGTGAGCAGCAGCATTGAGT
CCAGCTTCCCTCACTGGAGCATTTTTCCACAGACCAGTGCTCCACTCTTCCTGAGCGCGC
TCCAGGCTGCCGCCGCCGCCGCGGTACAGTCTGTGCACCTTGATGAGAACAAATACCATT
AAAAGAGTCACCAGAGTGAAGAGCAGAGTCGTGATAAGCATCACTACAGCGGAGCCCACA
TTGGTGCTGAAAAACATCACTGTGGCAATCCAGCCGCACGTTCCCCAGCCAGAGATACCT
AAAGTCTGAATAATTGCCAACACACACTGGAGGAAAAAGATGAAGAAGAAGGCCATGAAG
TTGAAGGAGCTGTCCGCCCTGAAAGCTTTGTAGAGAGGTCGGAACCAGCAGGCGTAACTA
CAGGGGCTGAAGAGGATGAGCCAAAGCAAGGAGAAGCCAAAGTTAGTGGGCCCTCCACCT
CCTGCCCACCAAGCGATGCATGAAATCACGTTGAGGAAAAGCGTCCCTGAATACATTATC
CACAGCATGAACACTCTGCGCACCAGTTGCTGGTACTGAGCAGGAATTTCTTCATCAATC
TTCTGATAGAAACATGGTTTTATTCTTAGAAACTTTGGCAGGGGAGGAAAGTTATTGGCT
CTTTCTGTCATATTGAAATCCTGCTTCTTAATTCCGAAAGAACTTCTTATCTCCTCACGC
TTCCGTCGACAACTTCAGGGATCCAGAAATCATTCAGGATGCGCTTTTTCGATCCTCCCC
TTTCAAACGTACTGCCCC
>CL813Contig1
TTTTTTTTTTGCAGGGAGAAAAAGGCTTTAATACCAGGATAGTGGAATGAACAGGTTTGT
GGAAACACTGACATCTGACTAAAAGACCATAAGACACTCCTAATTTAATGGAAATGGTTG
GTTTGAATGCATACATGCCCATTGGGAGAATGAAATAATTAGCATTCATGTCTATAACTC
GCTCTGCAGATGAAGATGTTTAAGCCAACACGTCTTTATTTATACCTGCTCTACTGGAAC
TGTGAGCGTTACTGTCATATAAATGCAGCTGCTATGGATACAAGCTGCCTCCTTTAACAC
CACTGCAGCGTGCCACAACTGGGACAAAAGCAAGAGTGGGATTTGCACCAGCAAACCTGA
GCACTGAGTCCAATGATGAGCAGTGATGGTGACTTTTGGACTGCTGGTCATTTCTCTGAG
GAGAACGCTCTTTTCATCAGGGGGGGAGGAGTCTTCCCTGCGTCGTAGAAAGACTCGGGT
GGAGAAGACGTCAAGCTGCACCAGTCGGGTATGCGGCCCGTCTGGTTGTAGTGATCCCGG
GACACAGACCTGCTGCCCAGGATGTCCTGGAGAGCTCCAAATATGGCTCCTCCCAGCCAT
GCCGTGCAGTTTGGTTTGGAGGGTGGAACGTGGATCTGAAAGCTCCTGTTGACCAGCACA
CTGCTGTATTTGGGTTTTTCCATCAGGAGGCGTATCTCTGCCAGCAGGCGGTGGAGGAAG
CCGGGCAGCATGGACGTTCCCCCGATGACTACCAGGTTCTCACAAAGCACTTTCCGAGTG
TCAATAGGACACTTGACCAAAGCATCGAGTATCAGAGATGCCACACTCTTCTCTTCATTG
TCTTGTTCAAACAGAATCTCCATCACAGAGTCCCTGACAGATCCGTTGATATGCAGGATT
TTCTCCCCATCCAGCGGGTAATCCACATCTGGAGGAGGGGTGGGACGCTCTGCCGTCCCG
TCCAGGTTGAACTTGGCTGCTTGCATCTTCAAACCTCTCTGCAGGTCACTGACAAAACAG
GTTCTGACCTTAATGTCTTCCACTATTTTCTCTGAGAGGGTTCCGATGACAGCTGCCA
>CL814Contig1
CGGCACGAGGAAGACTCTCCGTGTTGCTGGACATGGCGACCCTGCTGAGAGGTCTGCGGG
CAGCGGGGGCTCTACGAGGGCTGGGAGGCGTGTTGGCTGCTCCCACAGCTACAAACCCTC
AGTTCTGCCGTCTGAGGAGAGGCTTCTACTGTGCAGCTCTGAGACTGCAGGACGAGTCCA
AATCTGACAAAGCGTCTTCCTCCTCATCTTCATCATCATCCACAAGCTACCATGAGCACT
ACCAGGCTCACTCGGCTCAACAGGACTCGGCCGGCCAGCATCACTCTGATCCTGCGGCAG
AGGGGACCAGCTCCAGCGCTGACGACCAAAGTGAAAACCATGATGAGGAGTACGAATCAG
AGGAGCAGCTGCAGGCTCGGATCCTGACCGCTGCTCTGGAGTTTGTTCCGCTGCACGGCT
GGTCCATGGAGGCCATCGCTGCCGGCGCCGAGTCTCTGGGTTTGTCTTCCGCCTCCACCG
GTATGTTCATCAACGGATCTGGGGAGTTGGTTCTGCACTTCATTGCCGACTGCAACACAA



AGCTGACGGAGATCCTGGCCGAGCAACACAACCAGGTCCAGCTGGGTCAGGCTGAGAAAA
AGAAAACCTCAGAGTTTTTAAGGGACGCTGTTGAGACTAGACTGCGGATGTACATCCCCT
ACATCGAATCGTGGCCGCAGGCCATGAGCATCCTGCTGCTTCCTCATAACATCCCAGACA
GCCTGAAGCATCTTTCTAACCTGGTCGACGACATCTGGTACTACGCCGGAGACCGATCCA
CAGACATGAACTGGTACACAAAGCGGGCGGTGCTGACCGGCATCTATAACACAACGGAGC
TCGTCATGGTTCAAGATTCTTCTCCAGACTTTCAGGACACCTGGGCGTTCCTCGATAACC
GGATCCAGGATGTGGTCAACATGGCAACCACAGCCAAACAGGTGCAGTCGACGGGTGAAG
CAGTGGTGCAGGGCCTCATGGGAGCTGCTGTAACTCTGAAGAACCTCACAGGATTGAACC
AGAGGCGATGATGGGAAACCTCTCCTAATCTTTGATCCCGACCATCTGAGCCGCTGATCA
ATTTCCCTTTTCTCCTCGCATCTTTGTTTTTTGCTTTAAATGTATAAAACACATGTAAAA
GCATTGGACTTTGGTTTTCAATAAAGCATGATAGCGTCATTATTTGTCATAGCCTGTTTA
TCTGAACACCGATTGACTGTCTGCAATACTTGGTTCTCAAACCCGAGTTTGTTTTACTGC
CTCGTTATAGACGTACACAAAGATTTGTAACTCAGTTGCTCATTCCCAAATACAATAAAG
CAGT
>CL815Contig1
TCGAGTCGGCCTTATAGACGACAGTGACGGTTGGCTTCCGCGAGCGGGGGACAATGAGGT
TCCTGATGGTGTTTGATTTCGACCACACTCTGGTGGATGAAAACAGCGACCTGTGGGTGG
TCAGGTGTCTTCCGGACGGGCGCCTTCCTGCCTCCATCGAGAATTCCCACCGGGGGGGTC
TCTGGATGGAGTACATGTGCAGGGTGATGAAGTTCATCGGAGATCAGGGTATCGGCCCGG
ACCGCATCCGGAGCGTGATGGAGACCATCCCCTTCGCCGACGGCATGGCGGACCTGCTGG
CGTTTATTTCGGAGAACAAAAGCGCCGTGGACTGCATCGTCATCTCAGACGCCAACTCCT
TGTTCATAAACTGGGTTCTGCAGGCTGCCGGGCTTGGCGAGGCGGTCGATAAAGTTTTCA
CCAACCCGGCGGCGTTCAACGAGGCGGGGCACATGGAGGTGCGCCGCCATCACTCTCACG
ACTGCAGCGAGTGCCCCCCCAACATCTGCAAGAGGAAGGTCTTGGAGCGGTACCTGTCCG
AGCGGGCCGAGGAAGGCGTGCGGTACGAGCGCGTCTTCTACGTGGGCGACGGTAGCAACG
ACCTGTGCCCCTCCTTCTGCTTGAGAGCGCAGGACGCCGTGATGCCCCGCCGGGACTTCA
CGCTGCTGAAGCTGCTGGCCCGGCTGGAGGCCCAGCCGGGAGAGATCTCGGTGGCGGCCA
AAGTGGTTCCCTGGAGCAGCGGCGCCGACGTCCTGCAGGAGCTCAAAGCAAGCATGCAGT
CCGAATAACGGAGCAGAAGAAGTCCTGGAGGCAGCGCTCCGTCCAGAACCGAGCAGAAGA
AGTCCTGGAAGAAGCGCTCCGTCCAGAACCGAGCAGAAGAAGTCCTGGAAGAAGCGCTCC
GTCCAGAACTATGCTCTACAATTTGAAGCACATTTATTGTCGCCAGGTTCTGAGAAGGGA
TCATTTATTTGTTGGGAATTTTACATTTTTGACCAGCTGAGTGATCCGACTCTGAGTTTC
CAGAGGGAAATTAGCTCTAAACAACCTTATGCTCATTTCTAGAAAGGATTGTGCTAAAA
>CL816Contig1
TGAGTTTCAGGCACTTCTTCCCTTTATCGTTTGGTTTTTGATTTGTTTTGGTTTTTTTCT
TTTGGAGCATGCAAGGGAGTCCTGGTTTTAAGGATTAAGTTAAGTTAAGACTTGCATCAA
AAATGCCTTGTGATTTTAAACTAGGTTTTTTGTACAGTTGTAGAACAGATTTGTTGAGTA
TTTGTAGACAATACAATGGCATCATGGGGGAACACATACCTCAGAGCTGGAACTAGTTTC
AAGATTGTATATGTAATGTAATATAGTAAAGTTAGGAGTTTATGTATATCATACTCGTGA
TATGTGGATGGGTCCCAATCGCAGGTGTGAAACTGGATTTCTTTTTTTATTTTTTTGGTA
TTTTTTAATGGCACATACTGTTTCTCCCCCCATCCCTAATTTTTTTATTATTTGTTTTAT
TTTCTCTCTCATTTTTTGTGCAATATATACTCTTGAGATACAGACCATCAACATTTGTAG
CAAGTGATGGGGGAAAAAGAAAAAAAAACAGACTTGTGCACTGTCAACATCCTGTTGTGA
TGCTGAAGCCTGTCCAGGGCGAGGAAAACAGACAACAACAAAAATCAGCTGGAACTGATA
GATTTAAATGTGGGAACAAAAAAAAACCTTTTAGTAATAATTAATCCAGCTGAAGCAAAG
AGGGGGGCATAGTCTGATTCTGTGGTGGTCTGATGGTTTAGCAAAAAATATAGAAGAAAA
AAAAAAGAACATTCCATAGTTCCTGTTTCATAAAATGAAACTTTTATTTTGAAACTGAAG
ACTGCCTTCTTTTTTTAAGACATTTACCACAAACCTGTATTTTTTATTTCTTGCACTTAA
GGAAAAAAAAAGTTTATTTTTATGTGGGTCTTAAACCATATGAAGTCAGTTTGATAAAGA
AGCGGTTTTGGAGTTTGACCTAATTATATGCCCGGACTTTTTGTTTTTGTTTCGTTGGAA
GTTCTAGGCAGTAGTTACTTCACATTCCAAGTGTGAATCTGTCTTTGACTCACCTTTTTA
ATAAAAAAAGAGGAAAAAANGTNNAANAAAAA
>CL816Contig2
TTTTTATTAACACATGTTGAGCCCACCCATTAAAGAGTATCCACCTACATACAAAATAGG
CATCATTCTGTCATCACATCCTCAAATGCAGGAAAGAACACATTTCTCTACAGATATTCA
CAAACTGAAAGGACAGTCAATGGTGGTAGGTACTTTTTTTCCTCTTTTTTTATTAAAAAG
ATGAGTCAAAGACAGATTCACACTTGGAATGTGAAGTAACTACTGCCTAGAACTTCCAAC
GAAACAAAAACAAAAAGTCCGGGCATATAATTAGGTCAAACTCCAAAACCGCTTCTTTAT
CAAACTGACTTCATATGGTTTAAGACCCACATAAAAATAAACTTTTTTTTTCCTTAAGTG
CAAGAAATAAAAAATACAGGTTTGTGGTAAATGTCTTAAAAAAAGAAGGCAGTCTTCAGT
TTCAAAATAAAAGTTTCATTTTATGAAACAGGAACTATGGAATGTTCTTTTTTTTTNCTN
CNANATTTTTNGCTAANCCATCANACCNCCNCAGAANCANACTANGCCCCCCNCTTNGCT
TCANCNGGATTAATTATTACTAAANGGTTTTTTTTNGTNCCCNCNTTTAAANCTATCAGT
NCCNGCNGATTTTNGTNGTNGCCGGTTTCC



>CL817Contig1
GCTCGGTTTATTTGNATAAGATCCTATGACNAAGAAGAACANGAATTGCAGAAAACAAAT
CAACCATTTGATTGTTTTTCTTGAAGCTTTTTTTACATTCAGATTTTATAGAAGTTTTCA
AACAAAAAAAAAAATCGGATTTTTTTTTTAACAAAGNAAAACANCA
>CL817Contig2
CGGCACGAGGGTCGAGGCCTGCGAGAAACTCACGCAGGGAGCTTTCAAGAAAAGTTGTCC
CGCGGAGGAAAACCGGCTTTTTTTTTTGATTCTTCGTCCGCATTTGCTGCTTCATCCTTT
GCTTTTGGTGAACAACAGACTGACGATGTCGTTCGTCCCGGGACAACCTGTGACCGCTGT
TGTGGAAAGAATCGAGATCCAGAAGTTGTCTCAAGGACCAAACCTGGTTCTTGGCTTCTG
CATCGGAGGAGGAATCGACCAGGATCCGGGACAGAACCCGTTTTCTGATGACAAAGCAGA
TAAAGGCATCTATGTGACCCGGGTCTCACCAGGAGGACCGGCAGATGTGGCGGGCTTAAA
GATAGGCGACAAAATCATGCAGGTGAACGGTTGGGATATGACCGTCGTGACTCATGACCA
GGCTCGGAAAAAACTGACCAAGAAGAACGAGCACGTGGTCCGGCTGCTGGTCACCAGGAA
GACCCTGGAGGAGGCGGTGAAGCAGTCCATGAGCAGACCCGGACCGAGCCCGGCACCGAG
CCCGTTTGGTACGGCAGACACGACTGCGCTGCGGCCGCTTGGTGGTGACGGAGCCAAACC
GCAGTCAGATCAGACGCTCTTTCAGTTCTGTTCAACGGGGGAAAAATGGGATGAAAGAAA
GATGACCTTCAACTAACAAACTCCAACAAACCTTTTCAGAATAATCTTCTACATCAACCG
TTTATGAAACACTAATTTTTGATAAACACTTCAAGGAAAACTTTTCAGGTTCATCAACAC
TGTAATAATAATAATGTAGTGTTTTATTGCAGAAGCTGGCAATAAAATGCAACGGAGAAG
GAATTTGAAACATTTGACCAAAGGCTAAACAACATTTCTGTGTTTTCCTGTTAAACTTTA
CTTCAAGGCATCAATATTTACTACTTTTTTATGGGTAAAACTACTAAATAATGTTTCTAA
TTTTGTATCAATCATATTTTTTAGCTTTAAACAAAACTGTTGTTATATTCTGTTTGTTCT
GTGAGGTCTCAGGAGTGGCCATTGCTGTTTTACTTTGTTAAAAAAAAATNTGATTTTTTT
TTTGTTTGAAAACTTCTATAAAATCTGAATGTAAAAAAAGCTTCAAGAAAAACAATCAAA
TGGTTGATTTGTTTTCTGCAATTCTTGTTCTTTGTCATATGGATT
>CL818Contig1
TTTATGTAAATTGTTNGGCAGACGGCACGTCAGATTTGAGACATTTGGGAAAACCTCAGC
AGATGTCTCACATTAAAAGTTCGGCGGTATTTATTACAAAATTGCACATTTGAAAACATG
TTTTTTGTTGCTTCAGTTTCATGGACTGGGACTGTGGCAGATTGCAGCTTTTGAACACAA
ACTAAGGCTGTATGACCAACCAAAAAAATACTGTAAGGGTCACGTGATATTTAATCGGAA
ATCCAGGACGGCGAGTCTCTCACAAGCATTCACACATTTCTCATTGATCAAAGTAAAAAT
CCTCTTAATTAAAACAAACAACTTCAAAAAAAAGTTCAAGTACAATAACTTACAATTTGA
AAAAGAATTGTAAAGAAAAATTACGAAAATGGACATTCCCTCATGTGCACTTTGGGTGTC
ATGAACGCCATCAAAAGAACTTCTTTGCTGCTGCTTCTTGCTGACTTTTGTACATGACAT
AGCAGAAGAACAGAACCGACTGGATGACAACAAATATAGCAAAGTGAACAGTGGATAAGC
AGGAAGGCATGGGAGGCATCTCAGGGCACTTCACCGCTTTTTCAGCAGGATTCTGGGCGT
TACGCTGCGCCAGCTGCTCCACGTCCCTTTTCACTGCATGCAGATGCTCCTTGATGTCAT
TGAAATGCTGAATTGTTTCATATGTACCCATTCCAGCTGCATTCCCCTGCTGGACGGAAC
CGATCTGGTTCAAGGAGTTGTGGAAGGAGGTTCTCAGCTCATTCAGGCTTTTAAGAACCT
CCTGCTGCGTGGCTATGACAGAACCAAGCTGCTGAGATTCCACCTGTCCGGACCCGGCAC
TAGTTGCCTTCTTATTGATCTCATCTGTTATGACAGAGACGTGTCTGCGCTGCTCATCCA
GGATCATAGCCAGCTGTCTGTTGAGCTGCTTTATTTCCAGGTGGATCCGATTCTGGCCCT
CAAAGACCTGACGGATCTCCCGCTCGTTCACACTTTCATACAAGTCCTCAATNGGCTCTC
CTNGGACATTNGGGTGCTCCTTCTGAAATTCTTCCTTCTTNTTATCCAGCTCNTGCTGGA
AGTTCTCAAATTCCTCNTGATATTTGTCCTTCTCTTCTTTAGGAATCTCAGCGTCGACTG
AAGGCGGTTGCTGGCCTGGCTCTGTGAGTCTGAATAACAAGAAGGACAAAACATCGTGGT
CATCTGCTAAACCGCCAGTGGCAGCTGAAATGCCAAAGAAGCCCTCCGTAGGAATGACCA
TGTTCTCCACCTTTGTGCAGAACTCATAATCTTCCTTGTCTGGAGTGAAACCGTTGTTGA
TCATGACCGTCAGTGTTTTCTTGTAGTAGGTGACTTTGGCCCTGATGGGATACGGTTTGT
TGCGGAAGTCCCGTAAACATGAACCAAGGGCTTGTGTGGAACCGTCATTTTGGTGGTCAT
AAACAAGGTTGCCATTGTTTCCAACGACAATGATAGCGGGGTTATTTTTCTTTGCGTCAT
TGTCAAAGGAATCAAAGAAGATTCCAACTCCGTCCCAGCGATCGGCAGCGCCGTACACAG
GACCATCAATACCTTGTGCGGTGGAGAACCACACAGCCAAACCGTCTGCTCCTGTTCTGC
CTCTCCCGGAGACTCTGAAGGTCACCTCGGCCTCCCAGTGTTCAAAGTTGACTTTGTTTT
TTGTCCACACAGAGCCCCTCTGACTCCTGAGGGACGGCGTGATGCGCACCTGATCAGCAC
TTGGAATGGCACTTCCACCGTGAATCCAGAATGGGATACTGCCGTCAGACTGCGCCAGGT
GTGGTCCTTTGAAGCTGTATTTGTACTCGAACCGGCGGTGAGGGGGCTCTTCTGACTTCG
ACCCATCCGTAGCGACGTCGGCGACACTGCGGTGAAAAGTTACAGCTGCCAGAAAACTTA
AAACGAAGTAGAGAGCCGGCCGCTGTGATACGCACACCGCCATGTTTCTGTATCACTGCT
GACCCCCGGCCATAAGGCCCGGGTTTAACGCGCG
>CL819Contig1
AGGGTTGGCACCAGTGGAATGTGAAAGTGTATTTCTAGAAGGTGGCAGATTTTTTCTTTT
GAGGCTTTTTTTGGGTGGAATCCCACTTTTGCTCAAAGATCTACTGGTTACATAAAACAT
TTAGAATTAAAAGGGTTTCACATGGTATAGTGATTTTACTGGCCTTTACTTTTTTGCTAC



TATTTTAGTTGAAAATTTCATTTTTATAACTTTGTGGGAAAAAGAAACAATGGAAGTACA
CTCACTGGCCACTTTATCAGGCACACATGTCCAATTGCTCGTTACTGCAAATTTCTAAGC
AGCCAATAACATGACAGCAACTCAATGCATTTAGGCATGTAGACATGGTCAAGACAATCT
GCTGTAGTTTAAACCGAGCGTCGGAATGAGAAATAAAGGGATTGAAGTGACTTTGAACGC
GGCATGGTTGTCGGTCCCACACAGTCTGGTCTGAGCCTGCTGGGATTTTCACCCACAACC
ATAAAAAAAAGGAAAAAATCCAGTGAACACCAGTTCCTGTGGGTGGAAAGGCCTTGTTGG
TGCTAGATGTCAGACGAGAACGGCCGGACTGGTTCCAGTTGATGGAAAGGCCACACCAAC
TCAAATGACCACTGGTTACAACAGAAGACCATCTCTGAACGCACAACATGTCCAAACTTA
AGGTATATGGGCCACAGCAGCAGAAGACCACACCAGGCTACACTCCTGTCAGCTAAGAAC
AGGAAACCCACAGGCTCACCAAAATTGTAAAACAGGAGAACAGGTTGGTGGTGGTGTAAT
TGTGACATTTTGTTGCCCCACTTTGGGCCCCTTAGTACCAATTGAGAACTGTTACAATGC
TGTTGCAACTCTGTGATGCTCTCATATCAATATGGTCCAAACTCACTGAGGAATGTTTCC
AGTACCTTTTTGAATCTATGTCATAAAGGATTAAGGCAGTTCTGAAGGCAAAAGGGGGTC
CAACCTGGTATTAGCAAGGTGTACCTAATAAAGTGACCCGTGAGTGTATATTAATATTTT
GCATGCTTAAACAAAAACTAGATGTGTCCGAATAATCTTTATGAAATAATTCAAGGATAT
GAAATGTTTAAATGGTACAGTGAAACCCGGGCTAATTTTTGCTGATTTAATGATGTCAAA
GTGAGATTTTTATCCAAATCTATGTCTAGGGTTGTTTTTTAGACATCATGATTAAGACTA
ANTAAAATATTTAAAAAAAAAA
>CL820Contig1
CTGTTAAGTTTTTATTTCTTGTTATTTGATCAGTACATGGACAAATACAGCTAATGTCGT
ATTTATATTGTATATATAATATATTTAAACTTTACAGTACACGTCTGAATGACAATGAAG
TGGGTCAGAGTCTTAGTGTAGAAACAGGCTAATGGGAAAGAGTCCCATAATAAAAAAAAC
ACTCCTACCCAAAAAACCCAACAAAACTTATTGCTTCGTACAAATTAATGAAGAGTGGCA
GTTAGAGAAGCAGAAGAACACAGGAGTCAAGATCATTATACCAAGATAAGTTCACACCCT
TTAGTGGATTTTAAAAAACCCCAGAGGGAACAGAAATACATTTCTCACATCACAGTAGGA
TTAGTGTTTGGTTTAGGTTACTTGCTCTACAAATAAAAATATCTACAAGAGCAAGAAGGA
CCAAGGTCTGTACAAACTGATCTGGGGGCAGCTCATGGGAGCTGCAGACCCAAAGATCAG
TCCCACTATTCACAGACCTTAAAGGGGAACAAGTCGGGTCTTCATGTAACATGTCAAAGG
GGCCAAAGATAAGTGCAAACCAGAGTGAGAACGAGGTGTAAGTTGACGTTACTGTACAGC
ACTTGAGAAAGGGACAAGATACATTCAGGAGCCCCCCAGGCAGTGTGGGTAGAAGTTGTG
TGGGAGGAAACCAAGTGTAGATGGTAGAAAACAGCTTTGAGAAGAGAAGAAACACTGAAA
AATGATCACACACAAACTCTGCAACGTGCAAGCTGGAGTGTTTTAGCAGTCAATCCTGGG
ACGGCGTTTGCTCTGATCTCATGATCTCTCTCTTTACAACATAAAGCTTATTCCATATGT
CAGACAAAATAAACAAGAATCAGTCTCATGCTTCAATAAATTCACATTCTTTTCCCTAAA
CATCCATTCAACAACATGTGTGCTCTGCATCTCTCTCTGCTTTGCCATTGACCTTTCGTT
TTTTAATACAAACAAACCTGACATGCATCTGTTCCTCTCTGGGGCCCCCTGGTGCTCAGA
AGCATACCTGCAACAAAAATAACATCTAAAAAAGGGTCTTTTGCTGTTAGCCCTTTGAGG
TGTGGCTGGGTTTGCCTGTGAGAGCCGGGGCACCATGTGATTTTTAGGGGAGGTTTTTTT
TTAAGGTAGCTGGGAGTTGCCCTACATTCTGAGCTTGGAGCCCAAATGGCGCCAAAAAAG
CCCCGCCTCTTACAGGCCACCTCAATTGCACAAAATCCTCAGTGATTAGAAGTTAAGCTA
CTACTTATGGGGAACCCTTTTTCATCTGACATAAAGCAAGAGAAAGTAAAGGAATGCTAT
GCGAATGCTCTGATGCACACCAAAACCAAGGGCACCATTTTGACCCAGAGGTAGTCCAGT
TCTGCAGAAAACAACAGAGCACCCTTTTTAGCCTAAGAAACTGTACATATGCACTAAAAG
TACTATATGCTAGTGAGATCACATTAACACACGAAATACTCACTAATCACATCACAACAA
ATGTTTTTGTGTAAACCCTGCAGCAAACCAGAGTCAATGCGGTTCTTCTTTCAGTGTGAG
CTGTTTGTGCCTGAGGTGGGTGGGTAACTTTGGTTTATCCATGCAAATGGGCTGGGCGCT
TTAAGAGAAGCATTT
>CL821Contig1
GAGAGGGCTCTCAGCCGAGAGGTTCTGTGGAGGGACCCTCGTGACAGTGGTGCCACCTGG
CGCCACCTGACCCAGCTGCCAGCGAAGAGCTTCAACCAGTGTGTGGCTGTGATGGATGGC
TTCCTGTACGTGGCTGGAGGAGAGGACCAGAACGACGCCCGGAACCAGGCCAAACACGCC
GTCAGCACCCTCAACAGATATGACCCCCGCTTCAACACCTGGCTCCACCTGGCCAGCATG
CGTCAGCGCCGCACCCACTTCTCCCTGGCAGCCAGCGGTGGCCGCCTGTACGCCATCGGT
GGCCGTAACGTTGAGGGCCTGCTGGCCACCACGGAGAGCTACCTGCCCTCCTCCAACACC
TGGCAGATGCGTGCCCCCATGGAAGCGCCCCGCTGCTGCCACTCCAGTGCCACTCTGCCC
TCCGGAGACATACTGGTGACCGGTGGGTACATCAGCTGCGCCTACTCCCGCTCTGCCTCA
TGCTACAATGTAGAGACCGACACCTGGAGCGAGAAAACCCCAATGGATACGCCCCGCGGC
TGGCACTGCTCCGCCACCCTGGGTGGGAAGGTGTATGTGGTGGGAGGAAGCCAGCTCGGA
CCTGGTGGAGAGCGGATCGATGTGCTCTCAGTGGAAGTCTTCAGCCCTGACAGTGGAGCG
TGGAGCCGGGCGGCACCGCTGCCCTTGGGCGTGAGCACCGCTGGCCTCTCCCTGCTGGGT
GAGAAGCTGTACCTGCTGGGGGGCTGGAACGAGGCAGAGAAACGCTACAAGGCAGCCGTG
CAGAAGTACGACCCGGCCACAGATAGCTGGTCGAAGGGGGAGGATCTACCAGAGCCCACA
GTGGGAGTCTCCTGCTGCGCCCTGGCGCTGCCACCCCGCCACGCACCCCGCCGACAGCTG
CACCGCAACACCCCGGGACACGAGGAGCAGAGCCCGGCCAGAAAGAACCGGAGCAGAGAG



AGCAGCGCGATCCCAGCACAGGTCCAAAGTGCATGAAAACACAGGAGAAACATCAGGCAA
CATCTGGATCACCAGAACATTTCCTCTGCCAGTGACCCCTTAAATCAAAATGATCCGGAA
TGTGAAAAAGAGGGACTCCAATTTTTTTATGTTTCTTCAGAAGTTAAAAGCCTTTAAGAA
CCAGAATGTTAAACAGGACTTCCACCCACAAGTCAGAGGGCTAAAAACGGTACAATCATA
ATTAAAAGACAACTGGGAACGCTTTTCAAACAGAAAAATAGATAATCGGAGTGGGACTTC
AATGTCAAAACAAGGCAAAGTAAAACTTAGGCTTTTATTCCATTTTTGAATCCAGTGAAA
AATTAAAGCAGCATCAAGCGGAATCATTTTAAAACACATTACTGCTGAGTTAGCATTTAT
AATAAAATAATTATACAATGTTTTGAATATTTTTTATTTTTATGGTCCTGAGTGGAGGAT
TTAGAGAGTACAAAAGCAGAGGGGGTAAAGGTGGATGAAAAGAGGAGTTGAGCAGGTGAA
GTTGAAGCAAGCACGATGGCAAAAGATGGAAAGACAGAAACAGATGATCTGTGACCGTGT
TCAGTGTGAAACTGCTGTGAGCCTGTGTGCAAAGGCATTTATGGTGACTTAGAGGAGCAT
GAATGTGTGTGTGTGTGTGTGTGAGGCAGTGTGTGACTGCTACAGCACATGAGCCAGTTT
CTGTTTCAATCAAAAATCCTGCAATAACATCAAAACAAACTTGAAATTTTCCCAAGATTT
CAGTGCAGGCCTGTTAGGAACGACCACAGAGGGTTAAATGTGAAATAAAGTGGCATAAAG
GTGGTAAAAATATTAAAAAAGTATATATATTTAACAAACATCTGTTTCAACTGTTTATTT
TCTGTGAAAAAAGCAAAAATGCGTTAAAAAAAGCTGTCGTCCATCTTAATCTTTGGAGGT
TAAATCGATTGATTTCTGTATTTGAACTGCAAAGGTGAAGTTTCACTGAAATAAATAAAG
>CL822Contig1
TTCGGCACGAGGCTGAGNAACGAAGGGTGGCAACGTGAAAACTTGGTCAACAACTTCGAC
GCTCAAGTGCTTTTACAGGAGGTGAAAAAAACTTTGACTCAAAGAATTATTAACCATGGG
CGTTGAAGGGGCTATGAAGTGTGTCAAGTTCTCACTTGTCTTTTTTAACTTCATTTGCTG
GTTATGTGGCCTGGCATTGGTTGTGGTGGGCATCATGGTGCAGGTGTCTCTACACAACAC
CTTAAAGATTAAAGACGTTTCGATGTCAGGAATTCCCATCGTAATCATTGCAGTTGGAGC
GCTGATTTTCTTCATTGCCTTCTTTGGCTGCTGCGGAGCCTGGAAAGAACACTACTGCAT
GGTCACCACGTTTGCTGTCCTCCTCACCCTGATCATCATCATTGAAATTGCAGCTGCGAT
TGCAGGATTTGTCTTTAGGAACAAGATCTCACCTATCGTCAACGAAGGTCTCACTAAAAT
GATTGAAAATTACAAAAACGGCACAGACGATTTCAAAGCAACTGTGGATCAAATACAGGA
GAACTTGAAGTGCTGCGGTGTGAACAGCTCTTCTGACTGGAGTTACCTGGACTCTGATGG
GAATTCAGTTCCGGACTCATGCTGCATAAACAAGACTAAAGGATGCGGGAAAGGGAGCAT
GAAGAATGCCGGCACGGTGTATCAGAAGGGTTGCCATGATGTCATTGAGAATCTCTTGAA
GACAAACATTCAGTGGGTCATCGTTGCAGCCATCGTCATTGCTTTGGTGCAGATTTTGGG
TGTTGTGTTCTCCTGCTTGCTGATGAAAAGCATCAGAAGTGGCTATGAAGTCATGTGATC
TACAGCTGAGGAGATGAGCGCTTGGCCGCCGTGTGCTGGGATCTCCACTTGAAAACATAT
TTTAAACCTTCTTTCATTGTACACAGAATAATACATTTCTCTTAAAGAAATAGTGGGTTA
CATTTCATAGATGAGCAATATCTCTGCTTTGATATTTTACATTTCTTGTTCAAAATGTCA
GACAAAATGATGGTCTAACAATAGTATATGTATTTGGCTAAGAAGTCTAAACACCTCATG
CTTGTAATGTTAATTGGGAATCTCTTTTTTGAGGTTTTTGTTGTTTGTTTTGCTGGGTTC
CATTTTTATTACTGTTTAAAGGACATTGAATTTGTTTAAAAACCACTCAGACATTTGGCA
TGAAGATGTTTAATAAAATCCTTATTCTCTAATGGTGTAGAACAAAGGAACAAAACATTC
AGCATTTTTTTGTNAGCAAATAAATTA
>CL823Contig1
AGCACGAGGCTTTATTGGCTCTTTCCCAGGCTAAAGTGTTTTTCTAGGAGGTTTTGGTTC
TTTTGAATAAGGATTTGTCTTTTTCAGCGCTAAAAGAAATTTTAATTTTGCAACCGAAGG
TTTTAAAAATACAACATGTAAGCAATGCAAATGACAACTTTTCATGCTCCCACAGGTGTC
TTTATTCTGTAGAAATTCTTTGTACACATTTACATTTTCATGAGACAAACTAGTTGGATT
TTTCCAACATATCTACACACTGGATAGCATTTATATCAAACTGTGCTAATTTCAACTCGC
TAGATGTCTTTTTTAGCTAAAATAGAGAGTAGTTGATGTTTTCTATAGCCATAAAATGGA
AAATAGTGCCATAAATACAGCAGCAACAAGCTAATAGTTGTGAACATCTATAAAAAGAAT
AAAAAAGGAAATGTGGAGAAGTCCTGTGAATTATTCAGCCTCTGCTCATTCAGGTCTGTG
CTCTCCCTCTAACAATAACATCCACGTGAGAGGAAAGATCCAGCAGCAGCCCATCCAGAA
AACTCTCTGTGCTTCGCTGTTGTTTCCACCTCCCTCCATTATCAGCGAGCCTGACGGGTG
TGTGTGTATGTGTGTGTGTGGTGGAGTTAGTGGGGGGGTTGCTCACACTGTTTAGGTCTA
AATAAGGCCTTGACCACTGGTCTAAAAATAAGGAGGAGGAAAGCTGTGTGCTCCGGCACA
CACGTGCAGAGTGAGCCTCTGAGTGTTTATGCACTTCCAGCAGCAGTGTCACGTTTCAAT
ACATCGAATCCTCATACAGGTCCGTCCGCAGGCAGAACAGGATGCCCCCGCCCAGCATGA
AGATGGTGGCTCCCCAGCCCAGCCCGTACCCCCAGTTGAACTCGTGATAGGTCTGCAGAA
CTGTTCCATCAATGAACTTGATGGGGTAGAGGACCAGGGCGCAGGCCTGCAGAACCACTG
CAGTGAACAGGAACACAGCCACGATGCGATACTGCTGCCTCTGCCGTCCCCTGCAAAAGG
AAATGACGGCCACCAAAAAGGCCACCAGAGTTGCAACGGCGCCGACCCCAAGCAGTACCA
AGGTGGCGATCTGCCAGTCAGATGTGAGGGTGGAGAAGCAGCTCCACCGAGCCTCCTCCG
CGGAGTTATCCGGCCCAGACTGGGAGCAGGACTCCCAAAGGGACAGGGAGAAGCGGTCCG
CGGTGACCCACGAGTGGCTCAGCAGAGCGACCACGTCCAGGCAAAGAGCGAGGAAGACGC
AGAGCAGCGCGATGAGCTTGAAGGGTCGAAACACGGACACTTCGTCCACAGACATCTTCT
CCTCCTCACGCGCTCAATCTCTGCGGCGCGAGCTCACCCGACGTCCTCCTGCGTTTGCTT



TCACCATAGCCGTCTGTGCTTTGTGTGCGCGCGAGGTTGTGCGCGAGAGCGTCAGGTTGG
AAAGCTGAC
>CL824Contig1
CACGAGGGTTGCAGAACTCCATGGTGGTTGACGGACACATGAGCACTCGCTTCCTGAAGC
AGTGGGTGAACGGAGCCGCCTTCCACACACAGATGCTGATCCACGAGGCTCGTCTGGAAG
GGTCGGCAGGGGTCAAGGCCACTCATGCAGCCGCCGTTTACCATCAACAAATGAACTTCC
TGTTGGAGAAATACAAGGCCTACCTGCAGACGGTGGTCACGGTCCACGGTGACAGGGGCC
CTTCTGGGTACTATGCCGTTCGGCAAACGGACAGTGTATGTGCAGTAGAATACGGAGAAG
GTCCACATGGAAAAAGACAAGTCGGGTTTTTCAATGCTAAAGAGAAGTACTGCTTTGAAA
CCCCTGAGTTCATAGAAACGCTGTTTCAAAGACGAAAGATCGCTTGGGCTAAAACGTACT
TCTCTGACCTGCGAGCAAATATTCCATCTCTGGTCCAACTACNAAAGAACTTTGTCATCA
AAACTTGAGGTAGACAAGAGTTTCAACAAACAACTTCNAAATAAAAATGAAAAGAAATAA
ACA
>CL824Contig2
AACAGTCTTAGCTGCTGCATCTCCTACTACTCTGGGACTTTTCTAAGGATGGGGGACACC
GTGTCTTTGTCTGCAGACCAGCGGCAGCAGGAACTGAACCTGTACGCCAATGCACTCTTT
ACTTCAGCCGAATGGAAAGGCTTTGACATCGACCAGTCTCTGCAGAAATTCTCAGGATTG
GGTGCAACAGCGCAGCTGAACGCCTACAGAGACTACATCATACAGGGACAAGACCTGATC
TACATTGGGAACACCCTGGAGAAGCTGGGGTCTACTCTGGGCGGACTCACCCCCATCGCG
AACGCCCTGGGGCCAGTGGCGCTCTGCATTTCTATGTTACTGGAGATAATCGGCGTGTCC
CTGGGCAAGAACGCCATGGGCACGGCTCAAATGCTGCGGCGGGTCTTTGCAGAGGAGAAG
GCCAGTGAGGTACGAGATCTGATGGACGACTACTTAAAACGTCTGCAGATAACCCTGAGG
AACCCAAGGCTTCAGCTGGACGACACCCGCCGCCTGGAGGCGGAACTGAGTACTCAGCTG
ACACGGTTGCAGAACTCCATGGTATTTGACGGACACATGAGCACTCGCTTCCTGAAGCAG
TGGGTGAACGGAGCCGCCTTCCACACACAGATGCTAATCCACGAGGCTCGTCTGGAAGGG
TCGGCGGGAGTCAAGGCCACTCTTGCAGCTGCCGTTTACCATCAACAAATGAACTTCCTG
TTGGAGAAATACAAGGCCTACCTACAGACGGTGGCCTCGGTCCACGGTGACGCATTCTCT
GCCTATCAGTACATGGACAGAATATGTTCAGTGGAATACGGAGAAGGTCCATATGGAAAA
AAGACAGATCCAGATTTTCAATGCCAAGGAGAAGTACTGCTTTAAGACCCCAGAGTTCAT
AGAGACGCTGTTTCAAAGACCAGAGATCGCTTGGGCTAAGACCTACTTCTCTGACCTGCA
AGCAAATATTCCATTTCTGGTCAAACTACGAAATAACTTTGTCATCATCAATTGAGATTA
CCAAGAGCTTCAACAAATGACTTCGAAGAAAGAAAATCAACGATATCAATTTAAAGGACA
ACCTTTTATTGAGTTCTTAGAAAAGCAGCGACTCAGGTTTCAACATTTGCCTGTTGAAAG
TTAATAAGAGATGTTTAGCTAGGTCTGTAGGTGGCAAAAAATGATTGGGTGTTGATGAAA
GTTCAAAATCAGTAAGAAGAAAAATGTGTTTTTTGTCAGTCCCTTGTATTTCCATAAAAA
CAATGATTTCAAGTATTGTACTGAAATGTCAGCAGAAGGTCACCACCTGTCCAGAAACAT
GGCGTGAACGTGGAAACATCTCGCTGGACCCACAACCTTCACAAGTAGCGTCAGCTCCCG
TTAATCACTCAACAAACGTCTCATTTGGTTCGCTTTTAAAAGACGCTGAAAGATTGGCCG
TCGTCATGGCAGCTTCAGCCCAATCCCACATCGAGTGACATCATGACAATGAAGCCCAGG
ATGGCGGTCCAGGACGCCAGCCGCCCGTCTCCACTGGTAAAAAAAAAACAAAGGAAGGCT
GAAATCATCCCCTTCTTCCATCTAAAACCCTTAGTGTTCACTTTGCTGACGTTTGTATGC
ATTTTTTAGTTTTCTGAGGTTTTTGCTGGTTTTACTTTCTGACTGATAGTTTCTTCCTGT
AGATCCTGCAGCTGCAAGATATGCAGGAAGAAACCATCATCATCTCCCTCAGAGGCTTTA
GAACAATCTTTTCTAACCGTGAGATCAAACAGTCTTCTTGCTTTCATGATGTGATGTAGG
CTGATGGACCTTCTGGTAAAATTGAACTTAAATAAAGAAATAAATGATGATGAAAAAAAA
AA
>CL825Contig1
CGGCACGAGGGTTTAACTTCCGGGTCACACTTCAAACATGGCGGATAAAGAAAAGAAAAA
GAAGGAGAGCATCTTTGACTTGTCCAAATACATCGACAAGCCAATTCGTGTGAAGTTTCA
AGGAGGACGGGAGGCCAGCGGAGTTCTAAAAGGGTTCGATCCTCTATTGAACCTGGTGTT
GGACGGTACAATTGAGTACATGCGTGATCCAGACGACCAGCTGAAGCTGACAGAAGACAC
CAGGCAGCTGGGGCTGGTGGTCTGCAGAGGAACCTCCGTCGTCCTGATCTGTCCTCAGGA
CGGCATGGAGGCCATACCCAACCCCTTCATACAGCAGCAAGACGGCTAAATCGCCCATGA
AGTGTTAGACCTTTGTTTTGTTTCTATTTTTGTTGTTTTTGTTTTAACCAACCTAATGGA
AGAAAGCTGGAGAATCAGCAGTAAAAATGACTTTTGAATGCACTTCCCTTTTGTTTGTGG
TGTCCAGACGTTGGAACCTCTGTTCTAAAGAGCTCATGTGCTACGGAAGTGCAAACCTTT
TCATTTTTATGCAGGAACAACGTGAGCTTTTTACTGTTTGTTTTTGATAAGAAAAATAAA
AGGAAAACCTATGCTGGAGTTTGTTTTTATCTTTGGGTGCAGTCGCTCCTTGCAGTGATC
TGAGCTGGATCACATCTTCCTTTTCACACCCTGAGTGAGCTTTTGTCAGTTTGAAGGGAG
TTTTTGTGTTTGGAATGGGAAAGCTTAGGCACACAGGGAGAAATCTGCGGCATTAACGAC
TTTAAATTAGAAATGCTGTAAGCAGAGTGGGGATACTGTGCTTAACACCCATGTTTACAT
TGTTTTTCTAAATGATGGAGAATTTTTGCAATAATAAGTTAAAATAAATCAAATTCTGCA
GAANAAACCNAAAAAAAAA
>CL826Contig1



TTTTGTGCAAACTAGTTTATTTACAAACAAAATGGCACATTGTGACAGCAGCGCGATCAT
ATACATGCAGAGATCGTATGGATGCAGTGCTACGATTCCCAAACCAGTAAGGACCCTTTA
AAAGCACGAGAGATGTAGAGAATCTCAGGGTGGAACTACTTCAACGTCATATAACACAAT
CTTTTTAAAAGTCAAAACTTGTTCATCGTGAATGTTTTTATAGGTTTACGCTCTAACAGC
AAACAGGACTTAAAATCTGGTCCCCCCCCCTCACTAACAGAAACGTATCCATAGTCACAT
ATGGACCCCCCCCTCCAGCCTCCCCTTGAGCATGACGGTTCATGCAGTTTGGTTCAGCTT
TCCAGTGTCAGTCTTCTGGGTGGACATTTACTGTCCCTTAGGTATATTGACATTCAGGGG
AAAAAAAGGCGTAAAACAAAACTAGATTAGACTGTAAAACATTCTTAAAAGCTAATACGT
GCTCCTGTGAACAACATACAAATATAAATCTATTTGCAAACATAACTTCACGCTAACGGG
TCCTGAGCATCATGCTAAAGTTCTCCAAATGCGACGGCTGTGGCTTCTGCTGCTCGTCCT
TCCTACATGCTATTCATTCCCTCACACTGTAATCCAGTGGATTTTAGGAAGAAAAATAAA
GGAATAAGGCAGGTCAAATTCATTTTGAAGGGATTTGTTTGAGGCGGCCATACTGGGTCT
AAAGCAGGTCAGCGGGAGTTTTGGGTGAGAGGGGTCGGGACGGGTGTGGAAAGAAAAGCC
CGTGGAACAGAAGAGGTAATGTAATAGCTCTGGGGCTTGACTGGAGTGAGTTATGTGTCT
GAGGCTGGATGTGGATTAGCCTGCCAGTTTACTGGCCACTAGAGGGGGTTTCCTTGGGGG
CAAGTCCTGGGGGGTGGGGATGTGGTCCCCTGTGATCTCGCTCTTTTCTGGCGCAGCAGC
AGTCGGCAACTGTTTGTTCTTGTTATTTGCTTTGGCCATGTTGTAGTCTCCAGAATCAAA
ATATTTTTGCCCTTTCTGCAAGCGTTTGCGAAGCATATCAGGTTTATGTCCTAAATTTGG
GTATCTGGCCTTCAGTTTTGCCTCCTCTGCTTTCTCCAGACTAACGTTTATCGTTTCTTG
CACCTCCGTTCCGTCCGCCGGCGCCTCCTCTGGGGTCCGTGCTTTCACCTTATCCCCTGA
CATTTTTTACCCAACCGTGACGCCGACCTCGCAATCGATCCTCAGCAGGACAAGTGATCC
TCGAATTCTGCGGCTTCGACTGGCTCCAGTTGAGAGATCGCTCCCGCACAAAACCTCCTA
CTACGTCAGATGCGGAGGAGACACCACGCGCGTTCCCCTCGTGCCG
>CL827Contig1
CCTCGTGCCGGAGGCACGTCCTGTGTTGGAAGGGCATCTTTGCTTTATACCAGCATGCTT
GGCAAAGTAATTGGACAGAAATATGTAGCCATTGCTAAGTCATGGTTACCCACTATGGCT
GTTTGGGGCACAACAGGAGGTGTAGCCCTGGTCTACTTAACAGACTGGAGGCTGATTTTG
GATTATGTTCCTTACATCAATGGCAAATTCAAAAAGGATGACTAAAAGAGGTGTGAGATT
ACTTTTTTTTAGGTCTCAGATTTCGGACACAATCCCATATTTGGTCTCCTGATGAGGAAG
TTTGCAGGATTCCATCGTCTTCATCCAGCTCCTCACTCAACGTTAAACTGTTTATTAACA
TTTGCCAAAATGTTTTTGCCATCGGATGTTTAATAATCGTCTGCTGTTGTCAACATGGAT
GAAAAAAAAGGAAAATAAACTACAGACATGATTCTGCTTCTTCTGACTGCTTGGTGTGAG
ATCTGCTGTTTATTTAGCTGACCTGTGTTACACGGGTTACATTTGTTTCCTGGTTTTCAT
ACAAAATTAAAATGATTACNTTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCCCA
NAAAAAAAAAAAAAAAAAAAAAAA
>CL828Contig1
TGTAAAACTTATTAAAGGAACAGGAGAACATTCAAACACTCAGAATCATTCAGGTAAAAA
AAGCACTAAAGTAAGACCAGCGGGGGAGGGAGGGGGGGTCTTCTGCATCTTCATGTGATG
ATATCCTTAACGGTCTGTTTGATGAAGTCTTTCCTGCTGCTCAGGTCGTGTTCTGGAAAC
ATGTCAAAAACCTTCTGGCAGATCTTCTTCATGGTCATCTCCTCCAGGTCGGCGTCTCTC
AGCAGCGTCTGCAGCGTCTCTTTCAGCTCCGCGTCGCTCAGACTCGTCTTCACCATCTTG
ATGAGCGGCAGGTCGTCTTCAGAGTCTGTGTCTGAGGCGTTCTGGATTTTGGCTGCAGAC
GGTGGCGGAGCGGCTCTCTTCTTTCTGGGCTGCTCCAGCTCCTCTGAGCTCCTCTTCTTC
ACCCTCCTCTTCTTTGTTGGCGTCTCCTGGGACTTGGCCGTCTTCTTCTTGGTTCGGTCC
GAGTCCGACCTGGAAGACTGCTCTTCATTGTCTGATCTCTCTGAGGGCTGCTCCTCTTCA
TCAGCAGGTTTCTCTCCGTCAGACTCTGCCGCCGTAGCCGAAGCTCCCGTCTTCTCGTCT
TCGTCCTCGTCTTCGTCGTCGCTGCTGGAGTCCATGACGATGGCTTTGGACTTGCTTCCT
GTTCTGGACTTCTTGGGGCTGCAGGAGCTGCGCTCTCTGGGCCTGCTCTTCTTCTTGGAG
TCCTCACTGGTCAGCTTCTTCTTGGACCTCCTCCTCTTCTTCACAGGAAGGCGCTTGCCG
CTGTTCTTGGGCGCCAGCAGGAAGCTGAGGATCCTGTGGATGAGGTCGGCGTGGGTGCCC
TTCTTCTCCAGGTCCAGCACGGTGCAGACCACCTTCAGCTTGCTGTTGCTCAGGTTGGAG
CTCTTCAGCAGCTTGTCCCGTTTCCGGTGGAACTGCTCGCTGTCCGCCTGGAAGGGGAAC
CCGTTGAAGAGACGCAGGTTCCTCTTCATGGTGGACACCTTCCCGGGTCGGTCGTACAGG
ATGGAATGGAGCGGCTTCAGGTCTGCTGGCTTCATCCTGCTGATCTGGTGGGCGGTGCGA
GGAATGTCCCCCAGCTTGTCTCCAGTACCGTCTCCGATCTTCAGCTTCTCCTTCTGCTTG
GGGGCTTGGAGGTCCAGCCTCTCCACCGTCTTCTTGGCCCGCTTCCCCTGGAGGACGTCG
CCCCCCCCGGAGGACTCCGTGGATCCGCTCCGGTCCGGACCCGCCTCCTCACGGTCCTCC
TCAGACGCCGCGGAGCTGCCCATGGCGGCGCGAGTCCTGCAGATGATGACATCACCGTTA
CAAACAATGACATCACACACAGCCTTTGATTTGAGCTCACCGGAACGGACAGAACCAGAG
CCGTTCCAGGAGAACTTCTACTCTGTAGAAGAAAACGCTTTGGTTCTGATCCGCGTGTGG
TCGCGTTCCAACCAGGTTAGAAACACGATCGGCGGTAAAATTCCATGAAACCGTTTGGTC
GTCTTCAGCCTGGCGGGTGGAACAGATCCTGAACATTGCAGACGTTACACCAGCGGGTCA
CGTTCAAGTCTCTGCTGAGGAGCTTCAGACTAACGTTTTCCAAAGGGAACTTCCATCAAG
TGCATGGGCGGGGTCAAAGGTCACAGACACCGCTAACCTGAAACGTTTCCTTATTCCAGG



GTAGAATGACAGGACCGGCTGCAGAACCCAGTTCTCCCGTTGGCGGGTCAGTTAAGGCGG
AACCTTAAACACCTCTGATCCGGACCCAGAAGACACGGATGTAAAGAACTGGAGGATTTA
GACGGATCAGTCGTGATTTTCACTAACATCAGTCCGGACGATCCTTTATTCCAGGATCCG
TAGTTTTAGGAGGACGAACTCTGCAGTCCGGACCATCGTTGATGTTTTTATGCATTAAAG
T
>CL829Contig1
TTTTTTTTTTACTTTTTTCCGTTAAATTAAATTTATTATATTTGATCTTTTTATTAGAAA
GAAAACAAAAAAAAAAAAGCACACATTACATACAGTATAGATGAACCCACATTTCTGGGA
TGCATATAGCAATATTTCTACTGGGGGGGGCCACCTTAAGATTGTTCTGAATATGTTGGT
GGTGTGCTAGGAACAGAGGAGACATCTTACTTTTATTTTGATTTTTATTTAACTTTGCTA
TTAATAGGCACCTTATTTGTAACGTTCAATATAGCAGACTGAGTTTCCGAAAAAAACAAA
AAAAAAAAGATGTGCAGAAATGAAAAAGAGTATAAAAGAATCGCAAATATAAGATGCAAC
GAGGAATTCTGCACCTGAAAGAGAAAAAACCGCTAAGGGACGGGGAGGGGAGGGGGGCAC
GTCAGCATCAAGTATAGCAACTACTTTGACACCCCCCCCAGACATAACTCCATGCTTTTA
CTTCAGCTCTTCAGTCAAGCATTTAAAACTGCTCAAAAAAGCGAGCAGAGGAGAGTCCCG
GCGTCCCGACGGAGCCGACGCCCATCTACGCATTGTGTAGGAAAGCTCCAGTTTGATCAA
ATACTTGAGGTTTCCGTGAGTGAAACAGCATGAAGGACATTAATGGAGCGGGGTGGGGGG
GTCCACGGACCGATTACAGGTGCAGAATTCCAGACAGAGCCTGGTCGAGAGGTCAAGACA
CGGAAAGCCAGTCGTCACGCCAATTTGGAAAAAGACAAACTGAAACAAATCCCTCAGCCA
CACACACTTAACCTCTGGGGAACATGACACACACACACACACACAGACGCACACTCTCAG
GAACCCACGGAGGCTGCAGTGGGGTACTACCGATTCAATCATGGGTGGGAGGTAGGGAAC
GGTGGAGGAGCGAGACGAGTTCCCTCACAGGGATGCATAATGGCCAAACGGACACGCCAA
CGGCTGCATGTGTGCGCACGTTTGTGGGTTAGCTGATGTGCAAGCATCAAATCAAATTCC
AGTTTGTGCTGCTGGAGCCTGCGAGGACAGCGGCCAAGCACAGACGCAGCGGGAGCCTCC
GCTCAGTCGATCACCCCCGGCTGGCG
>CL830Contig1
TTTTTTTTTTAGAATCAAGTTTTAATCCTTTCCAATGAAAGCATGTGAAAACATACACAG
ATCATTTCCACAGGGCTCTTCTGCAGCCGCTTTAATGAAACCACACGACAACTTTGAACT
GATAAAACTCTTTCTGTAGGCTCTTTAAAACTTAGAACATGCTTCCAGAGAAAAATTAGG
TCCACTTTTGAGGTACTGCAGTTGGCTGGATAAAAATACCCTCAATAAAATTTGAAAATG
GGTTTTTATAGCCTCCCGTTTAAACGCAGTAGGAAGGAAATCAGAATGAGGCGGTGTTTG
CCAGGCCGGTTTTATAACATGTACATCCAAAAACAGATTCACAGGGTTTGGTAATGCGTG
TCATGGTTGATTGGAATCCACTGCTTCCTTAAGAGACAATAATATATTCTTTATTTGAGC
ATGACCTCTCAAGTGTGTTCAAAGTTGAAGACAGGGCTCATGCAGGCGAGAGAGTGCACC
AATTTGTACAAATATTAATAAAATTAATTACAGTTTAACAAAACGCACCGATCGTAGCAC
CTTGAGTGGTTTGTGCACAAAAGCTCCTCTGTGGTTGAATTCAGAGCAGAACCTGCTGGG
TCAAAGGAGGAGGGAGGAAGAGGAGGATGAAGCTGAGACCAGCAGATCCTCAATGAAGAA
AAGGTGCACTGCTGTCCACTGCAGCATCAAAAGTCCTTTTGCTGATGTCACAAGGTCAAA
GTCAGGCGGTTCTGACCCAAGTTGGGTCCGCATGCCGGCGCTTCCAGGACTGTTCTGGGC
TTTCGAAGACTTCTTAGAGTCACAGGAAACAGAAGTTGCTTTGTGGGGGGAGCAGCTGTT
GGGTCTAAATGGGCGTCCGTACAAACCGTCTGACCCTGTCCTTCAGCGGGAGAAGGGGCG
TGTCTAACCAAGGAAACACACGGGACCAACCTCGAAGCCAAACCTCTGGTTGGATTCACC
AAAGTCATTGAGCATGACATCAATGATGGGCAGCTGGTCAATGCGGGGGGTGTTGATCTC
CAACATGGTCCTGGAGTAACCCTGCCTCAGCGAGCAGCCGTCCATCAGAGGCTTGATGAA
AGGATTATTGTCATAAGACATCTCCTCGTCGTTGGAGCCCAGGAAGCGCAGAGCCTTGTC
ATAGCTGTCAGTCAGGGCGTTGTACCAAGCCACAGACTGATGGCAGATATAGGTGAAGTT
CTGCCGCGCCGACGAACTCAGAAGCTTCAGGAAGGTCATCTGCACCAAGTCGATGGCGTT
GTCTGCTGCGTCCACATAGTTCAGTATTTTGCCACGTTTAAACTCACTGAACCAGGCTCC
TGGTGTCTCCTTGGGCCAGTTGGATATTCGAACCCCCGCGGATTTCCTGTCTGGGTAGAT
GCAGGTTTCTCCTCCTGCTGTGAAGTTACAGTAGACTTTGATGGAGTCTCCAATGCAGCC
CTGGTTGGGATCAATCCAGTATTCACCATCAGGGAAGTCGGGTTGGCTGAGGTGCAGGTC
ATTGCACGTCCTGGCTGGGTTGTCCTGGGTGCCCAGGGGGAATTTCATACGCTCGATGTC
CTGTTTGAGGTTGTTGAGAGATCCAAAGACGTCCTCCATCCCTTCCATGCCGGCGTAGTC
AGCCATTGCCTCATCCGCCTGCGCCTCAGCCTGCCGCCGGTTCTTCTTACCGGGCTGGTG
GATGG
>CL831Contig1
CATTACATGACAAAGGCTGCTGCTGACGCAGTTCGTGTGGATCTAGATCCTCCGAGACTA
CTGGAGCCTCAGAGCTGAGCTCACGTTTCTGAAGCGTCGTGGGTTCGATTCCCGAGCAAA
GAGGGGAGGAGGGGGGCTGAAGGACGGATTTCTGCGCCCTCTGACGTAGATGCCGTTCCG
GTTGGAGGCTGCGGAAAACCCCGAGGACCACCAGCCGACATGCCGCAGCCCAAGTCCCGA
AAGATCGCAGTCCTCGGGTACCGATCCGTGGGAAAGTCTTCTTTGACCATCCAGTTCGTG
GAAGGTCAGTTCGTGGACTCTTATGATCCCACCATAGAGAACACATTTACCAAAATGATC
ACGATAAACGGACAGGAGTACCACCTCCAGCTCGTAGACACGGCAGGTCAGGATGAGTAC
TCCATCTTCCCACAGACTTACTCCATAGATATCAATGGTTACATTCTGGTCTATTCTGTT



ACGTCTAATAAAAGCTTTGAAGTTGTTCAAGTTATCCATGAAAAACTGTTGGACATGGTG
GGAAAAGTTAAAGTTCCCATCATGCTCGTTGGTAATAAGAACGACTTGCACATGGAACGA
GTCATCAGCTGTGAGGACGGAAAAGCCCTTGCTGAGTCGTGGAACGCCGCCTTCATGGAG
TCTTCGGCTAAAGAGAACCAGACGGCGGTGGAAGTTTTCCGAAGGATGATCCTGGAGGCA
GAAAAGATGGATGGCAGCGTGCAGCCGGGAAAAACCTCCTGCGCTGTAATGTAGAGCCGT
CCAATCAGCATACAGGACGCTGCACTGGGAAATCCCGTTACTTGAAGGCGAGCCGCCAGC
CCTCCACCTCAGTTGACTCCACCCACAGGGCCCCAAATGTGTCTCCTATCCCACTGTTGG
TCCTCAGTGCTCACTTTAGTCATTTTCTCCGTTTGTTTGGTGAAGCTGAGGATGTGGCTC
ATATTACCCACAATCCCTCATGTCAGAGCTGATGCAGATGCATCAGAAATGAGCTCCGTT
TCTTCTGATCTCATCCATCCAAACCTTCAGCAGCTCTTTTTCTAACCCCACCACTGTCAG
CCTAAAGATCCATTTTCTAATGTTTCAAATGTTGTACAAACTGTTTTGGATTGTAATCAT
TAAAGTAAGAAGTGATTCTGTAAAAAAAAAA
>CL832Contig1
GAACTAGTCTCGAGTTTTTTTTTTTTTTTTTTTTTTTACAACTTCAATCTTTATTTCTTT
AAAATAAGGTAGAGGAGATTTTGTTATAATAAAAGTACAAAAAAAATGTATCAGAATACA
AGAATATACAAGACAAGGCAGAGGAGTGGCAGCTTACAGAATTATATATGAATGAAAGAC
ACATATTTGGTACATTAGAAAAATAGAAAAAAAACATTTTTTCTTTACTGAATAAATGAT
GCTGGAGGACCGAAACATGTTCAAATGAATTCCACCGTAAACAAACAGTTTTTCTGTTTG
TGCCAGCACGCTTGTAGATTTCTCTCCCATAAATAAAGCACTGCAGTGGACCTCATGGAA
GGAAAACCATGCGTGTGCTGCATATGTTTGGGGAATAAGTGCCTCGTGCCGAATTCGGCA
CGAGGGAAGACTTCAAAGAGCAGACCAGGATCCTCAAGGCTAGCATCCCCTTTGCAGTGG
TCGGTTCCAACCAGCAGATTGAGGCCAAAGGCAAGAAGGTGAGGGGCCGTCTGTACCCGT
GGGGGGTGGTGGAGGTGGAGAACCCAGAGCACAACGACTTCCTCAAGCTTCGGACCATGC
TGATAACCCACATGCAGGATCTGCAGGAGGTGACCCAGGACCTGCATTACGAGAACTTCC
GCTCGGACCGCCTCAAGCGGGGTGGCAGGTTGTCCTCCCATGGTTATGTTCTGCCTCTGT
CTCCTGCGAAAGCCCCAGAGCCGGAGGAGATGGACAAGGACATGATCCTCCAGGAGAAGG
AGGCTGAGCTGAGGAGGATGCAGGAAATGATCGCACAGATGCAGGCTAAGATGCAGAAGA
CTGGCGAGGAATGAGCAGCTGTGCGCGTGGGACGTCCTCGGTGGCGCCGCTGATGGACCA
GGCCGACCTGTTCTGCTCATCGCTCTTGCTTGAAGTTATTTTTAATACCTAGTTACTTCC
ATTCAAACAGTATTGTTTCTATCATGACGTANCAGCGTTTCTTTTTGTATTAAACCTTTC
CAG
>CL832Contig2
GCCGCTGCCCGCCCGACCGACGGCTGCTCGTCTCCGCTCTGCCCGCACACCCAGCGAACG
GCGCCCGCCTGCCTCTCAGCTGCTCGCCTCCCTGCTCGTGGAAGACGGTTCAACAAGGAA
AAGAAAATGTCTCAAGCTGAGAAAATGAAGCAGGGCCAGTTTACCAACCCAGAGCACAAC
GACTTCCTCAAGCTTCGGACCATGCTGATAACCCACATGCAGGATCTGCAGGAGGTGACC
CAGGACCTGCATTACGAGAACTTCCGCTCGGACCGCCTCAAGCGGGGTGGCAGGAAAGCC
CCAGAGCCGGAGGAGATGGACAAGGACATGATCCTCCAGGAGAAGGAGGCTGAGCTGAGG
AGGATGCAGGAAATGATCGCACAGATGCAGGCTAAGATGCAGAAGACTGGCGAGGAATGA
GCAGCTGTGCGCGTGGGACGTCCTCGGGGGGCGCCGCTGATGGACCAGGCCGACCTGTTC
TGCTCATCGCTCTTGCTTGAAGTTATTTTTAATACCTAGTTACTTCCATTCAAACAGTAT
TGTTTCTATCATGACGTAGCAGCGTTTCTTTTTGTATTAAACCTTTCCAGACTATGAGAC
CCACTTATGAATATGAATTGTTTACTGGGATATTCTGCAGCTTCTCTTTTTTTTTATATA
TATATAAAGCATTGCTGCTTCATTGGGAGAATCAGTTCTGCAAACCTTTCCCCACATGTT
TGTGGTTTCGAGCACAGTTTCAGCTGTCAGCAGCTCCTGATCTGCTCTGTAGCAGCTTTT
CTTCCACAGACCTGCAGATTGCTGTTACCGGTTCTTCCTCCTCTGTTCACTTGTGCCATT
TCCAGATCAGTGTTCAGATGTGAAACTGCCTTCCAGTGATGATGAGCTCCCAGAACTCTT
TCCAGTTGAGTGGGAGGTGAGCGAGGAGCAGTCCCTGTGGGGTTTAGGTACCCCGACTCC
TCCTCTGCATGCCAAGTGTTGAAGGATGGGTGCCGCAGCGCTGCAACCCCAAAAGGAAAA
CGTTTCCCCTCACCAGCCCAGACGCCACTTCCTGACATTCCTGTCTGCTGTTTTTATCCA
ACATTGAAGTACCAAATGTTCTTATGCATTTATTATAATAAAGGTTTTATT
>CL832Contig3
CGGAACCACGTTCACCTTGTTGTGAATGGCCTTCATGAACTGGACGTCCAGAGGTTTCAG
GCCGTGGCCGAGAGGCGAGATGAAGTAGAAGCAGCAGTGAACTCTGTTGTCGACGATGTG
TCTGCGGTTCAGACCGCTCTCATCGTGGAGGTAGCGCTCAAACTGGTCATCGATGTAACT
GATGATGGTGCTGAAACAGTCCTGGCTGTTGATGGCATCTCCGTAGCCCGGAGTGTCCAC
CACCGTCAGGCGGAGCTTCACTCCTCTCTCCTCGATTTCTACCGTGGACGCCTCGATCTG
CACCGTCCTCTCAATCTTCTCTGCAGCTCCAGGGATGACTCTCTCGGGGTAAAGGTCTGT
GAGGAAGAGGCTGTTGATCAGGGTGGATTTCCCGAGTCCAGATTCACCAACAACCATGAG
GGTGAACTCAAAGCCTTTCTTAACAGACTTGCGGTGAACCTGGTTTGGTAGGTTGGCGAA
CCCGACGTAACCTGGAGTCTCTGGGTTGGTAAACTGGCCCTGCTTCATTTTCTCAGCTTG
AGACATTTTCTTTTCCTTGTTGAACCGTCTTCCACGAGCAGGGAGGCGAGCAGCTGAGAG
GCAGGCGGGCGCCGTTCGCTGGGTGTGCGGGCAGAGCGGAGACGAGCAGCCGTCGGTCGG
GCGGGCAGCGGACCCTCGTCCGAATTCCTC



>CL833Contig1
TTGTCTTGTTACTTTGGAGAGTATNAGTGATTCATGTTTTATTTATCCTACATGCATTGA
TTACATGTAGGATGTTTCCACAGAGAAATTATTTCCTTTTTCATGTTAGTTGATCTCTTT
GGTGGGTTACCATGGATCCAAAGTTTCCCATGTTGAATGAAAAGATTCTAAAAGATTCAG
AATAGTGTGTGAATGTGGCCTCTAAACTTGCAGCAACTAATAACAGACTAAAAGATAAGT
AACATTTTTTTTTAAACTTTACAACAAAGATCCTTATTTTTATTTAGACTGCCCAGTTTA
GATCTAAAATACAGTCATGTGGTAAACATTTTCATTGTGTGGTGTCTAAACAAAAGGGTA
TAGTACAGAATAACACAGTACATGTTTAATAAGTCCATTTGTCATTACTGGACATTTGGT
CCATCCACTAAGACCGCATCCATACACGCAACAGGTCCTGTTTGTCAACTATTAATTCAA
AATCTGTTTGTCACAGGACGCCCCACACTTCCTCGAAGGCACTGCATATTTTTGCACAGG
TTAGTGCAGCAGATAGGGGATAGTTACTTATAGACACAGTCTTTTCTGTGTAGTCCACGT
TCACCGCTCCGTGTGCAAATGCTCCGATCACCACAGCAGCCGGTCCCTCGGGCACCAACG
TCCTGGGACCCACGGCTTCCCCCGAAGAGAAGGAGGTGGCGATGCGAGGGCAGCCAGGAG
GCAAGTGGTCAGACACTGGATTCTTAATGAGCCTCAGAAGCTTTTGAGGACCATCAGCTG
CTCTGACACTCAGCTTGTGCAGAAGCTGGACCATCAGGCCACAGAAGCGTGTGAACGTTC
TTGGGATGCGCGTCTGTGGATTGATCTCTATTAAGGAATTTTTCTCTGTATGGATGTAAA
CCTGCAGTAGGCCTGCCCTGTTCAATGGACTATCCATCAGCATCAGAAGACACTGATGTG
TGATGTCTGGTCTAACTTGTCCCGGATCCCTCCCACTTTTGACAATAATATTTTTGTGTT
GATCGCAGTTTAGCAACTCAAACGTTTTTCCGACCTTCACTGTTTCTAACGAGGCCCCCT
CCAAAATGACAACAAGTCTCCTTTCTGCCATTCGGTCGTGAAGGCTTCGCATATACTTCG
CAGGTTTGGGTTCATATTCGTCCAAATGCTCCAGACCACGCTTCTTTCCTTCGGAGGTAG
CCATGCTGTCTTCTTTCCCCCGGCCATAATGCCCGGGT
>CL834Contig1
TTTATTTAATACTAAACATTTTATGTACAGTTTCATATCCATAAAATCCAACGATGCTGC
TCGACATCACATGGAAACAAGCAGAACTGATATGAAGTCAAGCTGAAGCAGAAGTAAGAA
AATGGTGAGAATAAACAGTTTGGGGGGTTTTCAATCGTCATTTTTTAAGTTATTTTAAGC
ATTTACTATCCACAATACCAATTTTTTCCAACACCTGGAGGAATTGCTTTTGGGAGAATA
ATGCCATGATAAAAAATATAAGCTATTTTGATTTAAATGGAGCAAAGATGTTTTCCATCT
AGGCAGATTTCAAAGGAAAATTGAACCGTTCTGGATTTGAGTCTGGAAATGAGAGCTAAC
CTGGTAAACTCAGCTGAGAATACAAGGAGGATCTGCTTGTAGCCTCTTTAGGTTTGTCTA
CTTATACCTGATTTTATGACAAAATATGAAAAGTCCTTTTTGTCACAAAGTTTAATCAAA
TGCTGCTTTTGTATTGTGCATCAAGTTCCATTAACATAATCTATTAACTAAAAACCAGAG
AAGAAGAAAAAACACTGTCCCCTTGTGGCTTTAAAATGACTGACACCCTTTGGAGCAGAG
GGAGTTTTTCCTCAGCAGCTTTGCCTTGTGGATATCATTTGAATCTAAAAAACCGCAGAG
TCGTTGAACCAAAATGTGTTGCATGCTATGGAGTTTCTACAGTGCTTCACTAATTTATAT
CTATGGCTTCAAGTGTCGCCAACATGAAACTCTTCCTAGTTATTGACCTCAAGAGCAGAA
GCATGCTACCACCCAATGATATAAGGCATTACGTTACATACAGAGGCAACATTTGCCACT
AATGAGTACAAGATAGGTGATATTACATTTAGCCAGGGTTTCAATAATAAAGGTGGAAAA
GAGCAGAGGTGATATCTATATATCTCCTGATTTCTGTCGTCTTCATCTGATTGGGTTCTG
AATGATTTTTTTCATATCCCACGTGAAACGGGAGCGTGTCCTCTACCAGGCTGCATCTCT
AGTAGATAAAAAGTACCCTTGTTCTGGGAAGGGTGCCGTAAGCGGGATCGACCAGTTTAC
GCACTCTGGAGTAGTTCACAAAACCTCGGATGAACAGCATGAAGCCCAGAGCCAGGAAGA
CCCACCACAACCAGTACTGCCCATCAAAATAACCCGGGAAATAGGTAGAAAACCTGACGA
TGAGAACCCATTTGATGAGGGACAAGCCAAAGCCTGAGATGGCTCCATACCGACCAGCAG
CGGACGTGGTCAAGCAGAACGACAGAAAGAAACCGATCCAGTTGAAGAGGAATGCCATGA
AAAAGGTAAGCATGAAAATGCCATCATTTCCTATGCGCAGCTGGTCAGCATCTTCAAAGT
CATCTCTGGCCACAAAGTCTTCCTCCGAGACTCTCCCAGTGACCAGAGGGACGGCGTCCT
CTGCTTTGCTCCTCTCCGCTTCATCATAGGAAGGTAAGGTGGTGGCAACGTTGTATGGTG
GAGGATTTGGAAATCTTCCACCATCTTCCTTGTTTTCAAAGAAAGCTGCATTTGCCGCAG
CAATGCTGCTGTAGGGTGGTGGTGCATCCGGGGCAGGAGTCTCCTGGGAAGGCTGGGGTG
GCTCCTCCTCATTCACCAGCTCCTGATATCTGACGTTGCTGTTTGGTTCCGCCATCATGA
AACAGGAACTAAAAGTTTTTAAAAAGGTTCGTCCTTCGATTTCAGTCGTGAATTTGACGA
GACTTAAAGTAATATCACCAACGAAGCGGATGTCTGCTATTCGGCCATCTCCTTCCTTCT
CCCCCGGCCATA
>CL835Contig1
GNAATTCGGCACGAGGCTCTTCCGTGCGGGCAGCAGCAGTTGATGACACATTAACGTGAA
CCAGAAACTGGCTGAACTGGTTTATTCACTTGAATGTCATGATGCTAAGCTAGCTGATAG
CCAGGTATCCACAGGTTTCGCTGCCTAGTTAGCTACCGGATGTTCTCGGTCGTATCCCCG
TGGCCGTCTTGACATCTCCCCATCATTCCTGGACGAATTCGTGTTGACTGACCAGAGTCC
ACGAATTCGGTTCCATTCCATATATATAACATTTCTTTGCTAGCTTGAATTGACTTGACT
GCTAACGACGGTGCACTGAGAGAAAGAGGCTTACGAGAACTGCACCTAAGGACCACACCC
AGACAAGATGTCCCTTCATCAGTTTTTGCTGGAACCCATCACCTGCCACGCATGGAATCG
CGACAGGACACAAATTGCCATCAGTCCAAATAACCATGAAGTTCATATCTACAAGAAAAG
TGGCAACCAGTGGGTGAAAACCCACGAGCTGAAGGAGCACAATGGACACATTACAGGTAT



TGACTGGGCTCCCAAAAGCGACCGTATAGTAACTTGTGGAGCAGATCGTAACGCTTACGT
ATGGTCCCAAAAGGAAGGAGTATGGAAGCCCACGTTGGTCATCCTCAGGATCAACCGAGC
AGCCACTTTTGTGAAGTGGTCTCCGCTGGAGAACAAGTTTGCAGTTGGCAGTGGTGCTCG
GCTCATTTCTGTCTGCTACTTTGAGTCTGAGAACGACTGGTGGGTGAGCAAACACATCAA
AAAGCCCATCCGCTCCACCATCCTCAGTCTGGACTGGCATCCCAACAATGTCTTACTGGC
TGCTGGTTCATGTGACTTTAAATGCAGGGTTTTCTCAGCCTACATAAAAGAGGTGGAAGA
GAAACCAGGTCCCACACCCTGGGGCAGCAAGATGCCGTTTGGAGCTGTGCTAGCAGAATT
TGGAGGAGCAGGTGGAGGGGGTTGGGTCCACTCAGTTTCTTTCTCCTCTTCTGGTAATCG
TCTGGCTTGGGTCAGCCATGACAGCACCGTCACTGTGGTAGACAGTTCTAAGACTGCCAG
TCCCTTACAGCTCAAGACGGAGTTCCTTCCTCTCCTCAGTGTCATTTTTGTGTCAGAGAA
CAGTTTAGTGGCTGCAGGTCACGACTGCTGCCCAATGCTGTTCCGCTGTGACGACATGGG
GACGCTCTCGTTTGTCTCAAAGCTGGACCTCCCCAAGCAGAGCATCCAGAGGAACATCTC
CGCTATGGAACGCTTCAGGAACATGGACAAGAGAGCCACCACTGAAGACCGCAACACAGC
CCTGGACACACTGCACCAGAACAGCATCACCCAAGTGTCTATCTATGAAGGAGACAAAAG
GGATTGTCGCAAGTTCTGCACTACAGGCATCGATGGAGCAATGACCATTTGGGACTTTAA
GAGTCTAGAAGCTTCCATCCAGGGTCTCCGCATCATGTGAACAAATATCATGAAGGAATG
AAGAGATGCCGTGTCCTTACTTCTCCCCACCGGCCCTCTTCAGAAATTCTTACCTTTCCT
CTTCTTTTCTTTCACTTCAGCCCTCGCCACTCCTTCCCTGTCCGTCACGCAGCCAGTAAC
AAACTGACAACCTCACGAGTGTCTGCTGAAGCACTGATCAGGCCATAACACACGCAGTGT
GGGTTTGTACTAAACATGCTCACACCTATACACACTAGAACACACCTATACACACCGAGC
TGCCGTGTGACTTCACTGTTTTCTTTTTTTTTTGTTTGTTTTTAAATGAAGGTTAGCAAA
GAGTTTAAGTGGGAGGGTTTTTTGACAAAATAAACGTGANGTGACTTTGATGTTTTTATG
TTCTATAACCTCCTGTACCTAAAGTTGAACACTAAAAGGTGCGTTTTATCCAAAAAGCAG
ACTGTATTTCACCTCAGATCAACCCTTTGATTTCAGAAAGTCGGTGTTGAGGATGTGGCG
GACTTCAGCGACTGTTGGGCTTTCCTGTTGTTTTGNGTTTTCGCTGCTGGTTGTCGGTTT
AAAACCCGGACAGATTTTGATAGTGGGGGGGGGGGCAGCTTTCTGAACGGCCGCAGAGCC
ACGGCTCTGTAGCTACTACACTAAAACCACACAAGATGGAGGATTTCTATGTAACTGATC
ATGAGGTAGACATCAAATAAAGATAAAAA
>CL836Contig1
TTTCTCNTTTATTCCACATTTCAGTTCCCGACTTAACACTTTTCCATAAACTTAGAAACA
TCACTGATCAGATGAGTTGTCCCACCTTTTATTTGTTTTTCACAAGCTTTTCCCTGCAAA
AGAAACAGACCAAAAAAATAAAATAAAAGCCTAAAACAGAAAACTTTGTATGAAAAGTGC
TATATAATTACAATGTGATTTGATCACACAAACGTGAGGGATTTCCATTTAAACAGAAAG
AAATCCAGTTTTCAAACTTGCTTAAACTCTTTCGGGGTCATTAAGATGCTGGAGCCTATC
CCAGCCACTGGCATGCAAAGGCGTGGTTCACCCTGGAAGCCAGTTCAATTCAAACAAAAC
ATAAGTTTTAGCTAAAGCAATAAAAAACATTCCCCTCCCAGCTGTGAAAAAACAATAAAT
TAATACAACCTCTGTTTTGGGGAGCTGAACTATTTGCTTAAATCTCTGAGATAACAGATG
AAACTAAATATTACAAATAATATTTCCTATTTAACATTTTCTGCATATTTTTTTCTTTTT
TCAATCAGAGTCAGAGGAATTATTTGCCTCTTCCTTCCATCGTGGTTCCAACAGTGCAAA
GTGTTGGAGACGCATGGAGCCTCTGTAGATCCACTCTCTGCGCTGGCTCTCCTCAAAAAC
GACCTGAATCAAGCTGCAGTCCACAGCCGCCACCTGGCAGCGCTGCATCTCGCCGTTCAG
CTCCACCGTGAAGTGCTGTCCCGGCCCGTACTTGAAGGTACGCGGGTACGGCCAGTCCCT
CAGGTACTGCTTCATGAAGCATTTGTGATGCCCGTCAGGAACATCCGCCAAAACGTCCTC
CAATGGCCTGCACACCAAATGAAACAGAGGTAGCCCCACATACACGGGTGTGTGATCGTC
TACGAAGACCAAAAACCTGAACTGGTTCTTTCTGCTGGGGAGCTCAGCCAGGATTCCCGG
CCGGAAGCGGAACTTGTTGTTTTGACAGCGCACCACCACTCGGGCGCCCACGCACAGCTG
CTCCACCTTCGGCCTGGAATCAAAGGCAATATGGTGTCCGGAAACCACACACTTCCCCTT
TTCTTCAAAGCTCACTCTGTATTTCACCCGTCCGTCCGCTTTTGTAATTATCTCCACCAT
CTTCCCTCGTTTCCATTTTAAAGGTCTCCTCCTGGCCAGGACCATCATGTCTACCCTGAC
TTCCTCTTTTGCCAGTGCGGAGGGAATCTTTGAAGTTTCTCGAGAACAATGGCCAAAAGC
GCTGCTGCTGGATGCAGACGCAGAAGGATTCTGTTTGTGGTTTAAAGCGGGTACGTCTGA
GTCGCTGGAGTCTTCCTCCGACTCCCACCCCATATCTGAACCCGAGCTGCTGAGGGACTC
GTCTTCGCTGTAGAACTGCGGAGGTGTTGGCGGACGCAGAGCGCTGATCTTATAGTCAGG
AAGCCTGGTCAGAACCACCACCGCCTCTTTGATGGAGTTGACAGCGTTGCAGTCGTTCTC
CCACCTTGAAGCCTTGCTGGGAGTTTCTTGCTTAAGAGAATCGGAGGAGTTTTCATCATC
TCCTTTTTTGACAGACTGTGTCTTTCTTTTGTTTTCTACGGGCCTCCTGGACTTCTCTGC
AGCTTTGGCCTCCAACTCCTCCACCTCCATATCTGCTGCTGTACTCCAATTCTCATCCAA
ACGGAGGAAACGGAACAAACAGATAAACTAGCGGTAAATGTTAGCTAATGAGCGAATCCG
ACACTTTAATGTCCGTTTGTCGTCGTTAAAGACACGGCTTCTTTTCTTCTCC
>CL837Contig1
CAGTTTTGTTTAAAAAGTTCAATTTATAAGTGAAATCAACATCCCGAAACTTCCCACAAA
ACTCAAAAGGAATACATTTCTCAAAAGAAGCTAATGAAGTGCTGTACCACAGTGATAAGG
ATGGTGCCAGAGATTTTGGGTCACTTTATTGAAACCATATTTTGACAGAGACCAGAACAC
GTACAGAGCACACAACAGAAATAAATACCATCATGTGTACAGCGCTCATCGTCAAACTGT



TATTGCAGCTGGCTTTTGATTTAAATCATCCAGAAAGAGAGAGGGCATGCTATGTCAGCC
ACCACAAGTTGGGCCCAGTTTGCTCAACACGGATCCTGCATTTGACTGTGGAGTGTGGCT
CCTTAAACACATGACCAGCTCTGACATGCAGCCAGGCTGCATCTCAGTCTGACGTATTTA
GCCCCTGTTCAGCTAAGCTTCAGGAGCTTTCGGGGGCTACTTTAATCGAGATCCATGTCG
GGTTTGGTGTCTGCACTTTCCGAGGCTGGATTGCCCGTGTTTTCAGCCGCTCCTTTGTCT
GCAGGTTCCTCTTGAGGCTTCTCCTGTCCATTGACAGGACCGTTCTGCTCGGCAGGTGTG
TCCTCCTTAGGAGCCTCTACTCTGGGCTTGGGCTTGGTCACAATGGGATTACAAGCAGAG
AACAGTTCCCTTGTTTTTGCTCTAATGTCTTTGACTTTGACAGCTGGATCTAATGTCAGG
CTCTGCTTGCTTTGCTGGTTCATGGTGCTGTTCATCCATATCATCGCATCACTGGTCAGT
TTATCCACTTTGCTGACATCTGCCTCATCTAAATGGTTGTACTGCTCTTCATTCATTTTG
AAAGCTTCCACAAATTTCATGTACTGCTGGATTTGTTTTCCCATCTCATCAAAGGCTTTG
GGTCGCTCTTCAGCCTCCAAATACCTTTCCTGGATGGGCTGGCCGAGTTTCTTCAACTCT
GCCAGTTTGTCAATGTACACTTGTTTGGGTTGGTCCTCTCCGTCTTCATAAAGCCAGTTT
TCAGTGTCCTCCAGCTTCAATGACAAAGCATCTCTGTCCGATTCACTGACAAACTTCTCA
AAAATCCCATGTAGTTTGTCCCTCATGTCATACACATACTCCTCCACATAATTCTTGGCA
TCATTCCTCTCCTTCTCCAGCTTGTCCTGCATTATCATCTTGCCCTCGTTTTCTACAAAA
AGATTTAGCATGTCGTTCGCTAGTTGCCACTGCGGACTGTTTTCAATAGGAAGCTCCAGC
CT
>CL838Contig1
TTTTACTCAGTGTACTTTTGACAACTAAAAGCAAGACAGCAATTGTTAAAAAAACAAAAA
CTCAACAGTGACTAATGGATTAACATTTGTTGCAGCTCTGAAAGATCATTTGATTCAAAA
AGCTTATGTTAAGGAGAACTATTGGATTTAGAGGGGAAATTAAATCAGAAGAAAGTCAAA
CATTTCTTTGCACATCGTAAGAATGTAATGGAAGAAAATGCAAAAAACATCAGTTAAAAA
AAAATCCTATTCTTTGTCAGTCTTTTCTCAGTCAAGACAAACAAAACTAGTTCCTAAACA
CTAGCTGGTAAAAACTCTAGAAACATATTTATGTCATTTCGATTCCTCCCTCCTGAAGAG
GTGCTTCAGCCTGGGGAGCATCACTTTTCACTTTGTCCTTCTTTTTCCCCTTCTTTTTCT
TTGATTTAACTACCAGGAAAGTCACTGTTCCAATAACAGCAACGACAACTAGAGCGAGGA
GGACTCCACAGATGATTGCAATAGGGGTATCTGGCTCATCTTCCTCCATTTCCTCCCCAT
CAACATGGACGCCAGCACAGGTGGCATTGCAGCTGTTGTAGTCAAAAAATCTGTTCCCGT
TTCCGCGACATCCGGTCCAAATGAATTTTTTACACTTGTCATGGACTGAGTCATAGTAGT
ATCTCAGAAAAGTGCCGGTGCATCCCCCATTTTCCTTTTTTAAATGGCAGGCTTTAGTTG
CAACCCTGGGGTAGACACTTTCTGCATTGGGTGAACAGTTGCTCATGCAGTGTCTTTCAC
TTGTAAAGCGGTTGGCATTTCCTCCTTCGCCTTGGTAAAAGAAAGGGTTGCACTGGTCGC
TTTTGGGATCATAATACATAGAAAAGGCGAAAATAGTGCCATGTCCCGGATCATTGGGTT
CTTTACAGAATTCTGGAATGTCAGAGAGGCTGAGTTGAAATATTGACAAAAAAATTCCTA
AAAGCAGAAGGTTCTTCATCTTGCTGCTTGTCATCTGGCTTCACATCCCAGAGTGAATGA
GGGCCGTTATCTTTAACGGGAGTGGGTACTTCCTGGTGATCTTTGGACTGACGCTCCTTT
AACACTGCAGCTTCCAACAGGACTGCCTCATCCCACGGTTATTGCACTAATAATCTTGCC
CTTCCCAGTTTCAGTGGAGCAAAAAAGTGTTTTGCAGGCACCGATTCTGCAATTCGTCCT
ACTAAAATAAGGTGGACTGTTTTATCCCTGTTGTCTGTAGACCATTATTTCCCAACCCCG
GTCCTCCCCGGCCATA
>CL839Contig1
GGCACGAGGCTGGTTCGCTCTCCTTGATGCTAGTTAAAAATCATTTTCAGTGAATAACGG
ATGTTAACTGTGTCCCAAGACTTGAACGGTTTGACAAAAGTCGTTGCTTTTGTTAAACCG
TTCAAGTCTTGTTCATTAAAATGTATTGCACAAAAAAAAAA
>CL839Contig2
CTGGTTTCCCCCCTCCTGCCTGAAAGTCTGTCGCCATTGGATTTTGGAATGTTTCCCTAA
ACGGACACTTTATAATAAGTAAAGTTCGGTCCTCCAGAGTGAAAGACTTTCCTACAGCCC
CGCGGACACTTCAAAGTGCCAGAAAAGAGCAGGTTAAAGGTCACCTGTGAGCCGCAGAAT
GGAGAGACTGCATCTTTTAAAAGACTCCTTCTTCGGCCTGGAGACTGTCCAGCAGCAGCT
CATCATTGGATCCGTTGTTGCTGCCACAGGAATTTTGGCTTTTTTCGCTCGCAGAAGCAG
CGAAGTGAAGACCATTCCTCTTGGAGACGGTTGGTGGGGAACAGGCCAGAAGCCAGCATC
CGAGGATGAAGCCGTCCATCCCTTCACCATCCAAGCCTCAGACAGAGAGATCCAGGACCT
GCACGACCGCATCGACAGAACCCGCTTTGCTGAGCCCTTGGAGCACAGTGGCTTCCAGTA
CGGCTTCAACTCCACGTATCTTAGGAGGGTGGTGTCCTACTGGAGGAATGAGTTTGACTG
GAAGAAGCAGGTGGCGGTGCTGAACACGTACCCACACTTCAAAACCAAAATCGAAGGACT
GGACGTGCACTTCCTTCGCGTGCGCCCGTCACACGCCAGCGGCCAGAGGGTTCTTCCTCT
GATGCTCGTTCACGGCTGGCCAGGCTCCTTCTACGAGTTCTACGGGATTCTCCCACTTCT
CACTAAGAACCAGGACGGCGTTGCATTCGAGGTCATCATCCCGTCCATCCCGGGCTACGG
CTTTTCCGAAGCCTCTCACAAACAAGGGTTGGACAGCCTGGCCGTTGCCAGGATTTTCCT
GAAGCTGATGGAGCGTTTGGGGTTCTCGCAGTTCTATGTGCAAGGAGGGGACTGGGGCTC
CCTCATCACGACCAACATGGCACAGATGAAGCCTGAGTGTGTGAAGGGTCTCCATCTCAA
CATGTGCATGTCCACGAGGGGCTTCAAGATAATGCTGTCTCTGATGATCGGCCCCTATCT
GCCCTTCCTGGTGGGCCTCACTCGGGAGGACGTCCGACGGCTGTTCCCGTTCTTTAAGAA



GAACGTTTGGGAAATCCTGAAGGAATCTGGCTACATGCACATTCAGGCCACCAAACCCGA
CACCGCAGGCTGTGGGGTCAACGACTCTCCTGTCGGGCTGGCGGCCTACATTTTGGAGAA
GTTCTCCACCTGGACCGATTACAAAAACAGAGATCTGGCCGACGGGGGACTGGAGAGGAA
GTACAGCTTGGATGACCTTCTGACCAACGTCATGATCTACTGGACCACCGGCTCAATCGT
TTCCTCCATGCGCTTCTACAAGGAGAACTTCAAGAGCGACCCCAACAGCAGAATCGATGG
CCTAACCGGGATTTTCGTGCCCACCGGTGTGGCGGCGTTTCCCAACGAGCTGATGCACTG
TCCCAAATCCTGGGCTCAGATCAGATATCGGAACATCCAGTCCTACACGCTCATGCCGAG
CGGCGGTCACTTTGCCGCCTTCGAAGAGCCCCAGCTGCTCGCTAAAGACATCATCCAGTT
TGTGAAGAAAGTGGAGAAGCTGTAAATGCAGAGCAGGAGTCATGATGCTTTTGGTTTTAA
TTGTAATTCATCATTCTTCACACAAATATGCTTTAATCTTCTCTGCACCTGGTTCGCTCT
CCTTGATGCTAGTTAAAAATCATTTTCAGTGAATAACGGATGTTAACTGTGTCCCGAGAT
ATGAATAACAAAAGCAACGACTTTTGTCAAACCGTTCAAGTCTTGTTCATTAAAATGTAT
TGCACAAGCGGCGATGTCTGGTGTTTTCTGGAAATACCTGCATATTCTGTTCCCCACACA
AAGACAAAACATTCTTTTGTATGCCAAAGGTAAAAATAATAATCAACACACATGCACATG
AATGTCATGATCTTAATGCGAAAAAAAACAACCATTTTACTAAAATAAACATCCACTCGT
TTATATTCCACACAGACACACATTCTGATGATCCAAATCCCTTTTAGTGTTAGTTGCTGA
AGCCCTTAATAGTCACAGGTGCCTGGAACCAAACATAATCCTGCCAGTCGGCCTTTTCCC
TCTGCTTCTCACAGACGTTGGGATCTGTGGCCAAAGCGATGATCTGGTTTTTGACCCGGG
TGGGAATCTTGAATTGTAATTTGGGGCGAAACCAGTCCACGCCGCAATCCCTGTGAGCCA
GGGCTAAAACGGTGGTGGGCATCAAGCGAACGGGTCTGGAGTCGGACAGGAGGTCGGCGA
CGAAGAGCGTGCGGAAGAGGAGCCTCAGGCAGGAGGACGCTCGCAGACCCTGCTCCCCGC
CGACCAGCAGCAGGTCCTCCATGTTGATCTCGTANAGCTCCTTCGGCAGGACGAGGGAAC
CGCCCATCATCAGTA
>CL840Contig1
GCGCTTATGTGGTTAACCCTGAGTTAAGTCTCAGTTACCATTTTTGCCGGGCTTTATTAA
TAGTTAACACAGTAATTTATTTTGGGTTACGACGAGTGAGACCAATTACCTAAACGGTGA
AAATGCATCATGCAGCTGCTAAATGGTATGACAGACGAGACTCTGTGTTTGTAGAGTTCT
GTGTGGAAGACAGTAAAGATGTGCAAGTAAAATTTGCCAAGACTAAAGTTGATTTTAGCT
GTACTAGTGGAACCGATAATATCACACATCAAAATACAGTGGAGCTTTTCGGAGTGATTG
TTCCAGAGGAATCCAAATACAGACGCACCGATAGATCTGTGTTGTGTTGTCTACGAAAAG
AAGAGGTTGGGAAGTCATGGCCAAGGCTCACCAAAGACAAAGCAAAATGCAACTGGCTAA
GTGTGGATTTCATTAACTGGAAAGACTGGGAAGAGGACTCGGATGAAGATTTGTCAAGTT
TTGACAAATTCTCAGATATGATGAACACCATGGGTGGGGATGATCTACCTGATTTAGATG
GAGCAGAGGAAGAGCATGATTCAGCAGACAGTGATGATGAAAAAATGCCAGACCTTGAAT
AGACAAACATGGAGGTGATCTCAGCGCAAGTGAATTTGTTGGGGAGTGTAGACCTGACTT
GTAGCCACTTTGAAGAATTTCTCCACGCAGTTCCAAAGTGAAACACCTCAAGGGAGTAAC
GGAGAGTGACTATTGGATACAGACTTGCACAGACATCCATAGAAACATACAACGCTGTGC
TCTGCTGTTTGTTCTGCATGGACGGTTATGTTCAAATGAAAATGTTATTGTTCCTTGACT
CGAATGACTTTACTGGGATGTGCTGATGTCTTACACCTCACTGTTTTTGTTTGCTTTTTC
AATGTCAGGTGATGTAATAAATGTTGTGATTTCTAATGAAAAAGAAAACCACACTCAATG
ACCTTTTTTCCAAAAAAAATGTTTTTAGATCCCTAAATTCCATCCCTAAATGTTTGTTTT
TGTATACTGCACTTGTTTTAATTTAAAGGGGACAATTTTTCTTTCAGCAAACTTTTTGGT
GTATCCTGAACATCAGATAGTAATTAACTTCATTTTCAGTAATAAGTATTCTTGTCAAAT
TAACCTGTTTGGTTTTGGCAGTACATTCTTTTTTGGCATATTCCCTCCTCACCCCGGCAA
CCACAATTCAAATTACAACACAATGGATTCGATAAAGACTTTCCTTATTCCTAATAAAAG
TGAGAACTTGTAGAAAATATCAAGGCGTACCCATACGGCTAATAAATGTTTGTCACCAGA
TTTATGCTGTGGATGCTTGTGTGTTTGATTCAAAGTGTCGGAAACACTTCTGTTGTTTGC
AGTGAGACTGAGAACAGATTTCTAATAAACTTTACCATAAA
>CL841Contig1
CAACTTTATTAGTGAACCGACAGAACAGTTCTGAGAGCACACAGCCGTCACACCTCCAGA
GAGCACTGCTGTGGGGGTCAAAGGTCGCTGACGACCTCTGAGCTCTGAGCAGTCTCTCTC
TAGGCACAATGGCTCCGCCCACACATAGAGTCACACATTGAACATAGAATCACTGGTAAA
AAAAAGCAAATAAACTTTATTTTCTCCTCTGGTCTCTTCAGTCCTCATGAGTCTGGATCT
GTTCACACTGAAGTCAAACCGCTTTAGAATCAGTTCCATCCTTTTGCTGCGTCTCTGGGT
CGCCCTTTTCCCCTGCTGCCTCCTCCTCCTCCTCCTCCACCTCCTGCTCCTCCTCCCCTC
TTCCTCCTGGACCCCGGCCTCTTTGGGTTCATCCCCCCGCCCTCCTCCTTGCTGGTAGGC
AGGGCCCACAGGTTGTCGTAGCAACCGGGTGCCTGGTACCCCGGCTGGCTGCTGTCCAGC
GGCTCTCTGGACAGCAGGATCCAGACGGCGGGCAGCTTCCGGCTGACGTTCAGGCTGTCC
AGGCCGGCGGCGGGCTCCAGCGGCTCCCACACCTCCACCACGGTGCTGTGCAGCAGCCGG
GTCAGCTGGTGGAGCCCCTTCACCCGCCGCTTCACGATCTCGGCGCAGGTGATGGCCTTG
GAGACGGCCTTTCCGCTGGCTGTGAAGACCATCTGTGGGCAGGCGGCGTGGACCCTCTGC
CCGCCCTCGTCCTCCTCCCCCCCTCGTCGTTTGGCCTCCATGCGGCTCAGGGCGAAGCGC
AGCAGGTTGCGGATCTTGCTGCCGTCTTTGACCCGCAGCTCAGGCGTGTCAGCGGCGAGG
CCGGCGAACGGGCAGACGGACGGCTGCTCCACGCTGCGAGCTCTGCTGTAGTTCTCCATG



TGGAGGCTCCGGTTCAGGTGCAGCTCAGGTGTTCCTCTCTCGGTACCGATGCTTCAAGAT
CAAAGCAGAAGCCGCTCCTCATCCCGAGACCGGAAGGAGAATCTCACCTTCCTCATCTAC
GGAGCTCTGCACATGTTTCCCGCAGCTGAAGCACTTTCCGCTGCCGTATGTCGANCGGGG
GCC
>CL842Contig1
TTTTTTTTTTTTTTTTTTCCTTTTTTTAACAGCAGCCGTTTTCTCCCAAATCATTCCAAT
CAGTCTCGCGGCGAGGTGTTTGCTCTCCTTTGTTTATGTTTGATTTTTTTGGTGCTTTTT
TGAATATTTCTAAGAGCTGCAAACAGGATGTACATCCACCATCATTCACTGCAGGTGCCA
GGGTCCTCCTCATTTCCAGACAAACAGAAGAAAAACATTTAGAGTGGGGGGGAAATTACG
ACTATCTACTGTATAAAAATGTACAGTGGCTTTATTTGACATACATTCCATAGGTTAAAC
AGCTTCAAAATAGGAGGCACACCTAGTATTGCACTTCAATAAAAGTTCTGGCCCAAAACA
TCATCCAGAATATCAAAGGAAACTGAAGTGAAGAGAGCAATTTCGGAATACAGCTATTTT
GAATGTTATCTTTATATACAAGATTAAGTAAATCGTACACTATTTTCTTCCGTTCATAAC
AGTCTTTTCCACCAATTCATTTCTTTTGTTCATCACCCAAGATGCACTTGTACAGTACTG
TACAAGATTAAGAAAAAAAAAATGTTTACATATAATGATATTTTTAAATTTATAGTTGGG
GAAGCTGACAGTACAGCTCAATCCTTTTTTTTTATTCAAACCCACACTTATCCAAAGATG
CCCTTAAGCAAAATAATTTCATATTTGATGTTTAATCTGTTACATTTCAGTGACTGGGAT
GTGTAACGTTTATAGAAGCCGAGGGAATACAACGGCTGCATGCAAACACATCACAAGTTA
TTAAATTGGTTTATTCTTCTTTGTCTTTTTTTCTTCTTTTTTTGTAATTGCTTCCACTGG
GGAATCCCAAAGAGCTACAGCCCTCGCTTGCAGCAGCGCCCGGATACTGATGATGGTATA
GGAGCAGACGGGAGTACACTTGGCGTCTAGCAGAAACCTGGTCCAGCATCCAGGGGCCTC
CATGGCGTTAGAGCAACGCTTCGCCACCGAGCGTCAGCAGCAGCAGTGGCGGCGGCGGCC
AGTAATCACAGTGAACACACTGCTATCAGTCAGGTGGTTGGTGTTTTAGAAGGTGTGGGC
GTTCCTGCACACGCCACAACCCAGAGCAAACTCTTCTCCTGTTGGTGGGTGGACCACATG
CAAAGGGCACTCGGTACCTTCCAGCTGCTTCCCTTTGGGCCCTGCGGGACAATGGGGCAG
CTCTTCCTTGGGGACGCTGGTCATCCTCTGGAAGTCGTCATGGCAGGCGTTGCAGAAGTG
CGTGGTGCCGAAGCAGAAGAAAACCGCCACGGAGCAGCAGTACCGGCACTTATACTCAAG
GAAGTCGGTGCCATGCTTGGAGCACATCTGAGCCCGAGAGACATCTGAACATGCTCCACA
GATCAGCTCTCTGGGGTCATAGTCATCGCCCTGTCCTGCTTCTGCATCACAGCGGGCTTC
TCCCCCAAAGTATGCCTTCTTGCACTTGTAGCAGACATAGTATGCGTATCTGTTCATGGC
AAAGCCGGCAGGGTCGTTGTGGAAGCGTGCGCCGGGTGTGGTTATGGCCTCGCTCTTGTG
CAGACCCTCGTACTCGAGCCTCATCAGAGCCTTCCTCCTCACATCCTCATAGAGCTCCTT
AATTGGGTCAAGCAGGTCCTTGATCACAGAGTGATTGATTTTGTTCTTGCAAATAGGACA
CAGCATGAACCCAAAAGTGATCCGGGGCCCGAGCCAGCGATTCTCAAGAACACGCCGAGT
GCACTGGAGGTGGAACACGTGACTGCAGTCCAGCTGTATGGCAGGAGCAGCGGAGAGGGC
TTCTGTGAAGCAGATCATACACATATCGTCTGCATCCTGTTTCAGACAACCGGTGTTCTT
ATCACAGCCGTGCAAACAAGGCAAGCAGCTCTCCTCGTTCTTGACTCCTCCACAGGGGTG
TCCACAGGGATGGGTCCTGCAGCAGGCCAGCTTGGCATACTCCTGACAGTCTGGGTCAGA
GCAGACGCTGCCCACTGCAGACAGCTCGGTCCCATTTCTGGTTCCGCAGAACCGGCAAGC
TTCGGAGCTGCTCGATGCTGGTTTACCTGTGTGTTCTCTGAATTCTACCATGGCCTTCAT
CGTCTTTGAGTCCGCCAGGGCCATGAGCCAGAAGAGCTTCGTCCTCCCGCAGCCCTCATG
GAGATCTACCTTTATGGCCTCCTCTTCCTCCTTGAACACCTGTCTTTGGTGAGAGCGTGT
GCGTCGGTGCAGGTGGAGGAATCGGTCACAGTCGGTGCAAAGGTTTCCACACATGTTGCA
CAAGATTATAGCTGCTGTCTCTCCATCATCATGGTTGTCACACATAGGCATCTGCTTCTG
CTGTCCATCTTTCCCCATCCAGCGACCAGAAGACAGCCTGTCCACATGATCCTGGTCCAG
CACACAGAGAGAGGCCAAAGCCAGCCACAGCCTAGTTGTTGCGATGCAGCGAACAGGAGA
ACGGTGCTCCTCCTCCATTTTGGTGAGGGCTATGATAGTCTCAGCAATTGCATTTTTGGT
AACTCTGGACCAG
>CL843Contig1
TGAGGTGTTTGAAGTGAACAGTNAGCTGTACAGGTGAGGCTTTTGGGTNTTATTTAATGN
ACCGGTACACACATCACAACAATTAATTCTTGCTTTACTGCCAAATTAAAACAAAGCAGA
AGTTGTCGGTTCATAAATTGTTGTAATACACTTGAGACAAACATTTTCTTCAGGAGGAAA
ACTTGGAGAATTACAAAAAAAAAATTCGGGGGGAATCATGTTTTCTCTGCGGGTGATTTG
GATGAGAGAAAGTTCTTCAATCTCAGCTCAATCCCATTATCTGCGCGCCATCTGCTGCCG
TTGCCTCTTGGACGGTTTGAATTTGTGCTTCTTCTCAGCTTTAGGCTCAGGGGGCTCCGT
CTGAATTTCAACAGGTTTTTTGTCGGCCGGTGTCACAAAGACGTCAGCTGTGACATCTTT
CTCCAAATCCTCTTTGGCGGCGCTCCTCTTCACTTTCTGCATCTCCTTTAAAGTCTGCTT
CTCACGGACCTTTGCTGCAGCCGCCAGGCGGAGCTGTCGCCGGTGCAAGTTAGGAGACTT
GAAGTTTGGATTTTCGTAGAGTGTCGGTCCTCCAAAGCTTCCTTGAAAAATCTTAATGAG
GTTGAGGACAAATCGAGGCCCAATCTCCACCAATGAGGCGTCCTCTTCAATGATCTGGTA
GTTTCGGAACCATATTCTGTTATCTGCGATGGAGAAGGTGAAGACATGGTCCACAAAGGG
CTGGCTCTTTGGGTGATAGCGGGGAGTGGAAAAGGTCTGAATAAAAAGTTCCTTCAGTAA
AGCATAGTGGGGCTCCTTATCGAATGTAGGATCAAACGAGAGCAGCGGTCTGGATCCCTT
CAAGCAGTTTCCTGTCATCTTGAGTTCAGCCAGAGTATGAATGTTCTGAACCAGAAACTT



TGCAGAAGGTCCATGCGGGCAATTAGAGATCCACATGTAGAGATCCTGCTTCTTTTTGGC
TTCAAAAAAGAGGCATTTATTGCAGTTCTTGATCTCGCAGACCTCATTGACAACAAACAG
CTTATCCTTCCTGTCCATTTTTGTATCTGCTTTTGAATGAGGCATCAAGGTCCTCAAGTC
CTGCATCAGATGCCTCGTCCTGAAGTTGATTCCTCTGGAGGAGAAAATAAGAACCCGTTC
CTTGTTGGTCCATTTTCCCATGGAAACCGGCTTAGGGACGACTATTTCATTTACCGCGTT
CTGTTCGGTGTTCCCATCATCTGCGACGAATTTAACCTTTTTTGTTGTTTTTTCAGCTGT
AACATGCACTCCACGTTTTCTCTTGAAAGCCGCCATGTTTCTACAGTACCC
>CL844Contig1
GAGGTGCTGCGGCTGCTGCCTGCATCATCCTCCGAACGAAGCAGCAGAAATCATGGCGTT
CACATTCGCGGCCTTTTGTTATATGCTTGCTCTGCTGCTAACGGCGGCGCTTATCTTCTT
CGCCATTTGGCATATAATAGCATTTGACGAGCTGAAGACGGACTACAAGAATCCAATAGA
TCAGTGTAACACTTTAAATCCGCTGGTGCTGCCCGAGTACCTCATCCACTTCTTCTTCTG
CGTGATGTTCTTCTGCGCCGCAGAGTGGCTCACGCTCTTCCTCAACCTACCGCTGCTGGC
GTATCACGTGTGGAGGTACATGAGCAGACCCGTGATGAGCTGCCCGGGACTCTACGACCC
CACCACCATCATGAACGCAGACATCCTGGCCTACTGTCAAAAGGAGGGCTGGTGCAAGCT
GGCCTTCTACCTGCTGTCCTTCTTCTACTACCTTTACGGGATGATCTACGTTCTGGTGAG
CTCCTAAAACGGGTCGACCCGCACGACCAGAAGCAAAGATCCGGTGCTGGAAGACTGAAC
CCGCTGGGCCTCGCGGCTCGGCGATGACCTGGACTCGGCGCAGGCCGTCACCCCCTGAAA
CATTCTGGCTCTTCACCGACACGTCTGCTCCTCACGGTTCTGCAGAACCGCTCATGGAAG
ACATCTGAATGGACCCCCCCACACACACACACTTTTTTATTGGTTGTTTTTGATCCGCTT
GAGATTTAAATAAAGTTTTTCATCCGTCATCAGGACGGCGAGCTGATTTGTTGCCGCCGA
AGACTCAGCTGGTATTTTTGACGGGGGGGGGGGCACGTGGACAGAGACGTTTGTTTACTC
ATCATGTAATCTGTGACTCCAGATTATTGGATTACGTCTGCAGACAAAGGTCGAGTTTAA
CTTTGACCTTTGGATTTCAAACATTTCCTCCTATTTATTCCTAGTTTTTAATTTAGAGGA
TTGTGTTTCTGCCCCGAACACTCCAATGATGTCATTTGTGGGTGTGGCCAGACTTTCACT
GTTTGTCATTTCTGTCATGTAGATTCATTTCCCCGTGTCGCAT
>CL845Contig1
GTTTTTTAATNNCTGGTATTCTTGCTTAAGCTTTTGTNTTACTGATGCAGACACACAATT
TAACAAAGACCTTAATAGCTTTGAGATGGTTCAAAGATTGCTTAACTCTTCATGCTAAAC
CTGCAGCAGAATCCTTCAGACAGGAAATCACGAAGCTGGAATCTCTTTGTCTTCACACTT
TCTCAGCGGAAAAGCTTCTCATACTTGGGTTTGAGCTTTTCCAAAGTGCTGTTGTTCTGC
ATCTTCTGTTGCAGGCCCTTGGAGTCTCGAATCCTCTCATGAGCTTCTTCAAACAGCTTC
TCTCCAAGCTCCTTCTTCACCCGATCTCTCCAGGCACTCAGCTTCGGCCGCCCTTCCAGC
ACGTCCAAGGCCACTGCAAGAGGCTGCATGACCTCCACGACTGCCAACACATCTGCCAGA
GAGATTCTGTTGCTGATGAGGAATAATTTATCCTGAAGGAATTTCTCCTCCATCAGGTCC
AAGGACTGTCTCAGATCCTCAAGGGCAACGTCCATCTTCTCTTTGGAGACTTCAGAGCCC
ATAATTGCTGGAAACAGAGTCTTGAACAGGAAGACCTTTGAACAGTGTGATCGCAGGTTC
AGGTGCTGCCAAGATGAGTACTCATTAACCAGAGCTTGCTGCCGCAGGTCAGCCGGGAAC
CAATGATCCGCCACCAAGCACTTCCTAGCCAGGAATTTCAGGATGGCCGTGCTCTCTGTC
AGAACAAAGTCTCCATCCTTCAGAACAGGAACTTTCTTTACAATGCTGAGTTTTGCAAAC
TCCTCACTGTACTGTTGCCCATCTGCAAGTTCCACATGCTTGAACTCAAAAGGGATCCTG
AGAGATTTGGCGAACAAGAAGACGGCGCGGCATGGCGGGGACAGAAGGTCCAGATACAGC
TCCATCCTGTCAAGTGTCCC
>CL846Contig1
GGTATTTCTCTGGTTGATCTTCGAGTCCTGAACATCACCATCTTCATTCCCAAATCCAGA
CAGTTTATTGTTAATCTACTGAATTTAAGGATATTCTTCCGACTTTCGGGGACGGCGGAT
CTGCAGCCCTGCATTCCAAACAGGAAAACGAGCCTTTCATCATGAACTGCGACATTGACG
GAGACATGGAGAACCAGGTGGAGATGGAGGAGAAGACCAGGTTGATCAACCAAGTTCTGG
AGCTTCAGCACACACTGGAAGACCTATCGGCGCGAGTCGACGCCGTCAAAGAGGAGAACC
TGAAGCTAAAGTCTGAGAACCAGGTGCTCGGTCAGTACATCGAGAACCTCATGTCGGCCT
CGAGCGTCTTCCAGACGACGGACACAAAGAGCAAGCGGAAGTGAGCGTCGCTCAGGAGAA
GCGGGGCGTCGGGTCCGGCGTGGAAAACTCCCCCTCAGAGGAGAAGAGAGGCGTCCGTTT
TATTTACCTGCTTGAGTCAAAACTAATGTAAATATTAAAAGGTACTGACCCCAAGAGTCA
GTAGACGTAAACCTCCATTTAGTCCATGATATGTTTGGACCGAACTCTCGTGTTTTTTTC
AGCCTGGAACACGATTGCACTAAAGTTTCTCTGGAAAGGTTCACTCGCCGCTGGTTTCTG
TTAGGTATGCAAAGTATTTTGCACAAAAGCTGGACGGGAGTCTGTGTTTGTCGTGCATGG
CTGCAGAATTCTACCCAAAGCAGGAAAACAAACAGTGTTAAGAAAATGTAAACGTGTATT
TTGATGGCTTGTATTCATATTTCATCTGTTGCTACGGCAGATTGGTGAAACGTCTCTGCC
GCTCAGTGATTAGCGGGGAGAAATCGGGCCGGACTTAAAATGTTTTTAATTAGCCGACGA
GCAAAAGCGAACGTTTATCTGTGGCGTTTGAGGACAAATGTTCTGATTGGCGTCCGTTTG
TCCCGATCAGACTTGGAGGCAGCAGCAGCCGCCGCCGTTTCTCCAGTTCCTGCAGCTGAC
GAAGCAGCAGCTCTTCTCTAAATGGAAGAACAGAAACGGGGAAGAGAAAGGCCTTGAGTG
GTATCGATCCGGTGGGAGTGGGCTGGACTGCGTCTGCCGGCTTTAACTGTAATATCTGCT
GATGGGCTCGGAGTTTTGGCGTGTCTGCTGCTTCAGATAAAAGGCTCAGCGATGGCGGGA



AACCGGCGTCATTTGATCAGATTGTGTTTCCATCCAAACCAGAGCTTCACTCACATGTTA
CGTTCTAAAACACTAAACTGCGGTTCCGGGCGGGTGTTTCTAACAGTTACTCTGTATTAT
TGGTTTGGCGTGTTCAATTTGTCCTCCACACACGCTGGTACCGACCCGTGTTGTGTGTAG
ACCACTGTGTTGTGTTTGTG
>CL847Contig1
GACAAAGCCGACCTGGTTGTCACGACAACGGTGAGCACTCCCCAAGNACTGCAAGCGCTC
TGTGATGCGGACAGATTTCGTGCGGTACCACTTCAACGGCACGCTGCTGGACGGCACCGT
CTTTGATTCCAGCTACATCAAGAAGCAGACGCAGAACTCCCTGGTGGGCGAGGGCTGGCT
CATTAAGGGCATGGACGAGGGCCTGCTGGGCATGTGCGTGGGGGAGATCCGACACATCGT
CGTCCCGCCGTTCAAAGCGTACGGAGAGAAAGGATCAGGTGAGGAGATTCCTGCCCAGGC
GACTCTGGTGTTTGACGTCCTGTTAGTGGACATTCACAACCCGAAGGATAACATCACTGT
CGAGAACCAGGTGGTGCCAGAGTCGTGCTCTCGGCGGTCTGTGGTCGGTGACTACATCCG
GTATCACTACAACGGGACCTTCCTGAACGGAGTCACCTTTGACACCAGCTACCAGAGGAA
CAGCACCTACAACACTTACATCGGGATGGGATACGTGATCCCGGGAATGGACCAGGCCCT
GCAGGGAGTCTGCGTCGGGGAGAGGAGGAGAGTCATCATCCCTCCACACTTGGCTTACGG
AGAGCAAGGAGCTGGTGATGTGATCCCCCCGTCTGCTGTTCTCGTCTTCGACATCGACGT
CATCGACTTCCACAACCCCAGTGATAAAGTGGAGTTTCAGACCCTCCACAAACCTGAGGT
CTGCAATGACACCTCTGCAGAGAACGACCTGGTCCACTACCACTACAACTGCTCCCTGAT
GGACGGCACGCTGCTCTTCTCCTCACACGACAACGAGAACCTTCAGGATGCAGTTCTTGG
AGCGGACAAGGTGATCGACGGCCTGGACGAGGGTTTGCGGGGCATGTGCGTCGGCGAGAG
GAGGCTGATCACAGTGCCGCCTCACCTCGGACACGGGGAGAGAGGAGCCTCTGGCGTGCC
GAGCAGTGCAGTGCTGGTGTTTGACGTGGAGCTGGTGAGCCTGGAGAAAGGGGTGCCACC
GGGTTACCTGTTCGTGTGGCTGGACAGTCCTCCTGAAGACATCTTTAACGTCCTGGACAT
GAACAAGAACGGGGAGGTGCCACAAGAGGAGTTTGGGGAGTTTATCAAGCTGCAGGTGGA
TGAGGGCAGAGGTCGCATCAAGCCTGGACTGACCATGGAGCAGGTCGTGTCTGACATGTT
CCAAAACCAGGACCGCAACAAGGACGGCGTGATCACGGCCAGCGAGCTCAAACTCAAGGT
GGACGAAGACAAGGAGCGCGATGAGGCGAAGCACGAGGAGCTGTGATGAGCGCATTTTAG
ATGCTTTAGCTCTCTCTCAGGGATCAAACCCAACACCTTCAACAGACAAACAGACACTCT
TCCCATCAGCACCACACTTTATTGTCCTTCGTTTCACATCGGACAATCTTGCGAAATGAT
AAAAGAAAAACAAAGGAGTTTTAATAAGATGTACAATTGTAAAAGCACCTTTATTTGATC
CTGAACGTCACAGTCATTAAAATGTTCTTA
>CL848Contig1
AGGCGGCATCGTGCTGGTAAAGGGCATGAGAGAGTTCTTGGCGAGTCGTCTGCAGCTGCT
GCCTCAAGGTGAAACTATGAAGCATCACAGCATCCCACTCGTCTTGAAGTGACTTGAGAA
TGGCAGGAATGCTAGTAGCAGATGGAGCCTTTGGTCGAATAGGATGAGTAACTTTGATAT
CCACAAGCTGCTCCTCGGACAGGGGCTGTCCGTTCATCGGGTCCGTCCCATTCTCAGCGA
TGTACTTCTCTATCAGTCTGCGCTCGAACACATGGTTGGACACCGGACAGATGCACGGGT
GCTCTGGAACCTCGTTGCAGACTGAAATAAAGGTGTGGCAACCGCTTGAAAGACTATTCT
AAATCAGTAAATTCTTTTTTAAAAAGTAAATAAAAGCAACAAACATAAAATGAACGGAAG
CAATTCCATATAAAAGGCGGCATTGATGGCCGCTAACTGCTACATTAGCTAGTTACTAGT
AGCATTTGCGTGGCGCCTCGCTAAACACACACATTTCAAAGGTTTTCACTTAGCTTACTT
GCACAAACCAGAGACATGTTCCCAACGCTGTGTAAATAGTCTCCTCTGGAAAGTAATATA
TGCTTACTCCAACCTTGTGTTTCGCTAGTGTGCACCGATAATGACTGAATTGAAACTAAG
AAAAGCTATGCCCTTTCATAGCCTCAATAAAATCCCCGGCCATAATGGCCGGGTTTAAC
>CL848Contig2
TTTTTTTTTTGAAAAAAAAATATTTTTATTTTATCAAAGGCAGAGCTGCAACAAGTACAA
TGCTGTTTAATGAGCAATACAGGAAAAAGGTTTAAACTGAACAAATAAAATGAGAATGAA
ACTTTGGATGGCAAAATAAACAAAAAAAAAACAAAGTCTTCCTCTTTTTCAGGATGTTTT
ACCTCATTGAAGCTGTGCATAAAGCTAAGTAGGTTATCAATTCATTTTTGACAAATTACA
ATGTGAAGTTGTACAATATGCTATAAAACCCCCTCTTCTGACAAGTTAATTAAAAAAGAA
AAATGTGTAATCAAATAAAACAGCTGGCACTGACAACAGGAATAGTTTAAGCTTTTGTTC
CAGCAAAACAAAATGTACTTTTTTTTTAAACCATCAAAGTCAATAAGCATGTTCTTATTA
TGCGGCTGTGGTATTAATGGAAGATGGTTTCATATAATCTCTTCCAAACATGTGAACTAA
CACACTAAAAAAAAGTTGCCTTATTTCTAAAAATGACTATTTCCAGGACAGAATCAGCTC
AGACACGCAGATCACACCATCATCATCCCCCCCTCAGCTGGCAACGTAAATCCTCTACAA
ACTGTAAAATCGGAGACTTCTGTCCATTCCTGCGGATGTCAGGAACTTGGCATGTTCTCC
AAAGGCCACCCCAGTCACCAGTCCAGTGTGGTCTGTAAAGTTGAGTACTTCAGACCACTG
TTTGCAGATGTAGACACGAATGTCAGTTCCTGCAACGGCCAGGTAGGTACCGCTCTGATC
AAACACAAGGGACTTCACCTCGTAGTTGTTGTCCAGGGTGATGGTCTTAAAGTTCTTCAA
CTTCCTCAGATCCCAGAGTTTCAGAGAGCTGTCCTGAGCCCCTGTAGCCAGATAGTATCC
GTTCTCAGAGAAGGCGATGGAGGTCACAGGTCCAGAGTGGCCGGGGAAGTTGGCCACATT
GGTTCGCTCCTTTAGATCCCAGATCTTGATCTGAGAATCAGCAGTGCCAGTTCCAAAGAT
CAGACCGTCGGGGTGGAACTGAGCACACGTGAGAGCACAGCCAGCACTTTCATCAGTAAC
TTTGGTGAGGACTTTACCAGTCTGGATATCAGAAAAGGCCCAGTACTGATCCTCAGAGGA



GCTGAGCAGATAATCTCCAGTGGCGTGCAGAGACAGACCTGTCACGCCCGCCTCGTGGGC
TCGCACCACCTGCACACAGTTTCCTCCGGTGACGGACCACACGCGGATGGTGGTGTCAGG
AGAGGCCGAGAAGACCACAGACTGAGATGGGTGGTAAATGACAGAGGTCACTTTCTTAGT
GTGACCTTTAAGTGTCGCCACAATCTGCTCTTCACTCTTGTCAAACACAACAACGTTCTT
ATCAGCTCCACCTGTGAGCACTTTGTTGGTGTCAGAGGGACACACATCCAGAGCCAGAAT
ACCAGGCACACTGGCACTATGCAGACCAGCGTGGGAAGCAACTTGGCGGTACTTGCTGAG
ATCTTCAGCTCTGACCAAATCCTCTGGAACAGTTTTTCCTCTCTTCTTTCTCTCTGTGGT
GAGGATGGTCGCCTTGTCTTGAAGCTTCTGAATGATCTCTGGGGTCATTCCCACCTGTTC
ACTGATCTCCATGGGTTCTCCACCAGCACCTGCAGCAGCTGGCTGAGAGGCAGGGACTGC
TTGAGGGGCCACCAGTCCAGCTTGGGGTTTAAGTGTAGCAAGAGCTTCTCTTGCAGCAGT
GACCTCTTTGTTGAGGCGGGCGATGACTCTGCAGGCGGCATCGTGCTGGTAAAGGGCATG
AGAGAGTTCTTGGCGAGTCGTCTGCAGCTGCTGCCTCAAGGTGAAACTATGAAGCATCAC
AGCATCCCACTCGTCTTGAAGTGACTTGAGAATGGCAGGAATGCTAGTAGCAGATGGAGC
CTTTGGTCGAATAGGATGAGTAACTTTGATATCCACAAGCTGCTCCTCGGACAGGGGCTG
TCCGTTCATCGGGTCCGTCCCATTCTCAGCGATGTACTTCTCTATCAGTCTGCGCTCGAA
CACATGGTTGGACACCGGAGAGATGCACGGGTGCTCTGGAACCTCGTTGCAGATTGCACA
AACCAGAGACATGTTCCCAACGCTGTGTAAATAGTCTCCTCTGGAAAGTAATATATGCTT
ACTCCAACCTTGTGTTTCGCTAGTGTGCACCGATAATGACTGAATTGAAACTAAGAAAAG
CTATGCCCTTTCATAGCCTCAATAAAATGAGCCCCCCGGCCATAATGCCGGG
>CL849Contig1
CATCAACCCCTAGCAAACGGAACTGAAAGGAGTTCGCTAAGTGCTTTAGCTTTACTCTGA
AGGGTCCTGCTTTTATTTTGTCAAGTAATGGAGCTCAGCTGATCTGTTGGAGGACGAGGG
GGCGGGGCTGGATCACTAACCATCGTTTTCATGCAGACATTTTTGTACATGTTTTTTCTG
CGTGGACAGTAGGAATTTTTTATTATTATTTGAACATTCAATTATTTTCTGTACAGAAAC
AGTATGAATAAATGAAAATTTGTTTTTGAAGAGGTAAGTAAAACTTTTTTTTGTTTTTTT
TTTTGTTTCTTTTCTTCTAAGAGGGAGCAGGTGGGGGCAGGCGAGCTTCACTTTGCAGTC
ATCATCTGTACAAACTCTTCATAGTTGACCTGTCCGTCTCCGTCGATGTCTGCTTCTCTG
ATCATTTCGTCCACCTCTTCATCCGTTAGCTTCTCCCCCAGGTTTGTCATGACGTGACGG
AGCTCGGCGGCACTGATGTAGCCGTTTCCATCCTTATCGAATACTCTGAAAGCCTCGCGG
ATCTCCTCCTCACTGTCAGTGTCCTTCATTTTTCTGGCCATCATGGTCAGGAACTCCGGA
AAGTCGATGGTTCCATTCCCGTCAGCATCCACCTCATTGATCATGTCCTGCAGTTCTGCC
TCTGTGGGGTTCTGGCCCAGCGACCTCATGACGGTGCCGAGCTCTTTGGTGGTGATGGTG
CCGTCACCATCCTTATCAAATAAGGAGAAGGCCTCCTTGAACTCTGCAATCTGCTCCTCT
GTTAGTTGGTCAGCCATCTCAGACGGGTTCTGTGCTTGCTGGTCTGTTCGGGCAAACGGT
GTTCGCTCGGTCCTTAGATGGAGCTCCACTGGTCGGTTTGGAGTGTGCCTCGTGCCGA
>CL849Contig2
CCTCGTGGATAATCTGCTAAACTCCTCCCCTTCTCTGTGCTTCATGGAAATTGACGGATC
GATGTCAGTGTTGTTTTTCATTTATTTTGTTATTATTGCTTTTTTTTTGTGGGGGGCGTA
AATGTCTGTTGGTTGCCTCAGTTTCCCCTCTTGCAGCGCTGAGCTCCTCAGATCCATCCG
CTGTCAGGAGAGTCTGATCCGCTGCTAATCCTGTTTTGACAACAGCTACATGGATATTGA
TCCCTCCACATCCCATATGTGACCTTAGCAGCACAGCAGCAGCTGCCGCCGCCGCCACCC
AAGCCAGCATCCAGCTACCGGATCAAACGACAACAGGAAGTGGCGTGCCCTACGTCTGCC
CCCGTGTCTGACCACCATGAGTCACGCGGATTGTCCAGGCTGGATTCTGGATTCAACATC
TACATTATGGACGACTGGCTGAGAATCCCAACCCCTCCCCCTAACAGTTTTTCCAGGGCT
CCTACACAACCGCTGTGCTAATAAATGCATCAAACACTGAGAGGTTAGGGAGGGGGGCCA
GGCTCCAAATTAATATTTTAGGCCGACTCCTCTTCATCAGCAGAATGCGGCTCACCGACG
GCTTTTAGGTGATTGCAGTTTTTGTTGATTAAACTCTGCCCCCCTCCCATTCAGGGAATG
GAACCATCGACTTTCCGGAGTTCCTGACCATGATGGCCAGAAAAATGAAGGACACTGACA
GTGAGGAGGAGATCCGCGAGGCTTTCAGAGTATTCGATAAGGATGGAAACGGCTACATCA
GTGCCGCCGAGCTCCGTCACGTCATGACAAACCTGGGGGAGAAGCTAACGGATGAAGAGG
TGGACGAAATGATCAGAGAAGCAGACATCGACGGAGACGGACAGGTCAACTATGAAGGTA
GTTTTGTCTTTCCTCCTTTTCCTCGACACATTTCTACAGGAGCTTTTATTTTGTAAAACA
CGCTGAAGGCGAGGAATCCTGTAAGTGTCCTACTTCAGTGACATTTTTTTTAGCTTGTTG
CTGTGCTTTGATGTGATGTTATTCAGGAAAGAGGACAGTAATTAGGACATTTCTTCTCTA
CTTGTTTTTTTTTTAAAGGAAAAACTTCAAAATAAAAGCATCTATCAGCTAACTGAGGCT
GCAACCCCCCTCAGTGACTTGACTGTCCTGTTTCTCTCCACAGAGTTTGTACAGATGATG
ACT
>CL850Contig1
TTTTTTTTTTGCATTTTCGGTTGCTATTTATTGCACCAACATCACAGATGTTGCACAGCT
GTGCATATTAGTTAGAGGTTTTGAAGACAGCGTCACAGCCGAGTTTCTTGAGCTTGTTCC
TGTGATGGACACAACAGCTGATGACATAGGCAGCTCTCTAGTTACTGCACTGGACAATGT
TGGAGGGAACTGGTCACATGATGACAGTCTGGTCACTGATGGCGCCCCATCAAAGGTCAG
GAAGAAGGCAAGTTTTGCCACAAAACTCAGACAGCCACCCAGGAAAAGATTCTTGGACAT
TTCATTGTGTTTTGCACACTTGAATGACAGCACAAACAATTTGAGCTCCTCAGGAGTAAA



AGAAATCTGTGAGGATTCTAGAGTCATGCATTTTGGACCCTAAAGGAACCAAAACATCTG
AATATCCTGGTGATACTGTGGTATCAAGTCCTTCCAGAGCTCCTAGTTCCTTCAGCCGCT
ACACTTTCCACCATTTGTCCTCTCAGTTTGTGTACAGACCGCGGCAGACAGCGGTATCAA
GACGGCAGCAGCTGAAACCAAACTTTGGGTCGTCCTGAGTACTCTCAGGAAAGCTGTGGA
GAAGCAGAACCGAGCCCGCTCTGCTCCAGCTCTGCTATCACCGACATGTGTTTGAAGTCG
GCGGGGTGATGGTTGAAGGTCTCCACCAATCGGTACGTTTCCTGCCTCTGCGTGCCGTAA
AACAGCTGCACCTGATTGGCCAAGCACTGAGCCTCTTGGACAGTTACAAACTTGGAGTCC
ATCTCTGCCGTCATGAGCACCACGCCCTTCCTTTCCTTCAGCTCCGGGTAAT
>CL851Contig1
TGGTTTTATTTGTTTACACAAACAAACAAACAAAAACAGTTCAAAGTGCTCGTAGTCAAA
GGCTGAATTCAGAGGGTTAGGCTCCGCCCACTGCAGGACTGAGCAGGAACATGAACGGCG
GCTGAGGTTCCTCAGCGTCTGTGGAGGCGGACGGGGGGGTTGATGGTGAGATGGCGAGTC
TCTGCTTCCTAACAAACAGGTTGCTCCTCTGGAGGACGAGGAGGCTCAGGTCAGTACAGG
TCGCTCAGGCCCGCCGTCTTGCGAGCTTTCTGCATCAGAGCTCGGAGCTGGAACTGCTTC
CTGGAGAGGAGGCGCACGTGCTTTAGGAAAACTTCCAGATCGATGACTCCTCTGCGGAGC
GCCTCCCCCAGGTAGAAGATGGTGTCCTCGATGGCGTTCTCCTCGGCGTACAGGTTGAGG
ATCTGCTTGTACAGCGGCGCCGTGGGAACGATGACGTCATCGATGTCGTTGTTCTCCGTC
TGGTTCTCCATCTTCTCCAAAGCCTCGCTCAGCTCCTCGTCCTTCTTCTTCAGCAGCTCG
ATGTTCCTGTCCACCTCCGCCACTTCCTGGTCCAGTTTGGAGATCATCTCCTCCAGCTTC
TGGTGGCCTTTCTTCAGGTCCTCCTCGGTCCGCTTCAGGGCGTCCAGCTCTGCCTGGGCG
CGGTCCATCTCCTCCTTCATCCTCCAGCGCAGCTTGTCGCTCACGGCGGAAATCAGAGAC
GCCCGGATGGTGTCCTCCCCGATGGTCCCGTCTCTGCTGGGACCTGGGGGGGCCACGATG
ACGGAAAAGGTTGGGGGGTCATCTCAGAGCTTCTGCAACCACCACAGTGGAGACGGCAGT
CTGGAGGGGGTAGGGCCCTGCAGGGTAGGAACTGCCCCCCTGGAACTGAAAAGCTGGGTA
CCCCCCCGGGTTCTGGTTGTAGGGGGAGGCCGCCGGCATGCCGGCCATGTACGAGGTGTT
TGGTGGTCCGGCAGCTTGAAAGGCTGGGAAGGGGGGTTGTGTTGTGGGACGGGAAAACAC
TGGGGGCTCTTCTCCAAACACAACGATCATCACCTGGATCAGACCAATCAGGTCTGACTG
CGGATGCTTCCACTCGTGCAGGTAAGGCAGGTAGATTTTGCCGTTGGCGTCAATGTGCTT
CCCGGTTTTGATCATCATGGCGCTGGTGGGCTTGACGAAGCAAATGGGGGGGTTGTAGGG
ATAGGTGTCCAGCAACCACAGACACACCGGGATGTTATAGGTATTTCCTCTGTAGCTGAC
CGGAACCGTTCCCGTCAAACTCATCAGATCTCTGGAGGAGCCGTCATTAAACACGTAGGC
GTCCATGACCGGCTTCAGGTCTTTGTACTGGGAGATGACGTAGGTGATCTCCCGGACCGT
CAGGTCTCGGTATTTGTATTGCTTCAGCATTTTCTTCAGCGTTACTTCGTTGACCACCGA
CATGTTGTGATGTTATATGGAGGAAACAAGCAAACAAACAAACGGCTAACAGAAGCTCAG
ATGCTAAGCTAGCGTTAGCCTCGCGGCTCGTTCCGCACAAAGTTTTTCTCCTGAAGGTTC
AGCTCCACTAAAATACAAAATAACGGTTTTCAAGTCAGTCCTTGATCAATATAAAGGCAA
GAACACCGACATAAACCGAATTATTTGACCTGGAGGGCTAGTCAACACAATGTTACTTCC
GGCTCCAGTGACAGCTTCCGGTTTACGTTTG
>CL852Contig1
TTTTTTTTTTGAAGTTCAAAAACTGGATTTATTTGAATGTTTTGTCTTTAAAATCAATAC
AGGAAGAAATAAGAAACAGAGTTTGGTCCTTCAACCACAAACATCTTTAAGTCCAAGAGA
TGACACGTTTGCAGCGATGACTGAAATTCCTTAGGAATAAATCATAAAAGTAAAACATCC
AGAACTAAAATTATAAGCAGAAAAACAAAGTGAAAGAGCAGAAAGTTTCATGGATCAGCA
AAGCTGCTCCTGAGTTCACAGACTTCATCAGTGCAGACATTCCTGCTAAAAGCACATTCC
CTTCATTTACACCCACAACAGAGAAAAGTAGGATTCATTTCTGTACAGAAGCTCAAGAGG
GACAAACTGAACACAACAGGTTTCTGGAAACGAATAAGAATTTTTGTAATTAAAATGTAG
TTCATTAGAAAAAATAAAACCAAACTGAATTCACTGTGATTCTATTAAAGTTCCTGTTTT
TAGATATTCAGATAATAATGTGAAGCCTTCAGCCTCAATCAAAGATCTCTGAGGAATTAC
AATCGTTTTAACATTTCTAAGGTGTTTGGTTATCCAGAACTGAACCCAGAACCCTGTTAG
ACATCTGGAACATAGTTGGATTGACTTTACAGGACGATCCTGAAACATGGACTGGAGGAT
GTTTTCTGTTGGTCAGATTTGTCTTCTGCTCTCCCGTCTTCTGGTTTTCTTTCATAGAAA
ATAAGTCTCTGAATGTTCTGGAACCAAACTACAGATGAAGACGAAAATGTGACTCTAAGC
TTTTTCAAGGGTTTTTCATCTAAAGTGAACTTCTTTGCAGGTTCTGACCCAGAGTTTCTG
TGCGTCCTGGAGAGTTTCTTTAAAGCTCTCAGAAGAGGACAAAGATGGAGAAGAGGACGG
GCAGCACAGCCATGGAGATGAAGTGAGCTGCAGAGATGCTGGAGGAGCCGCTGACGAAGC
TGACGAACCCCGGCTGGGTCCCGCTGACCCGGCTGCTGATCCAGGTCTGGTACTCTGAGA
CCCGGGCGTAGACTCCTGGGGTGTTTGGCTTGGCACATCCATCTCCGAAGCTCACCACTC
CGGCCTGGATCCACCTGCTGTCGTTATTTTTACTGACCAGAGGACCACCGGAGTCTCCCT
GACAGGAATCCTTCCCTCCCTGTGTCAGACCAGCACACATCATGTTGCTGGTTAAACTGT
AAGAGGAGCTACACTGGGAGTTGGACACGATGGGAACGCTCACTTCCTGCAGACTGGAAG
ACGTAGAACCTCCCGATGAAAGCGTCCCAAAGCCGGTGACCCAGACGGTGGTCCCGCCGG
GGAAGTTGCTGCCCTGTTCTGCCAAACAAACGGGGCTGATGTAGTCGTTGAAGGTCACAG
GTGAGGTCAGCTTCAGCAGAGAGACGTCGTTGTCCTGAGTTTGCTTGTTGTAGTTCTCAT
GGACAATAATCTGGGACACCGTCTTGCTCACAGAGTTAGGACTGTTGTTTATCTCTGTCT



CTCCCAGGTAAACGACCACACCTGCAGTGCTGGTGCTGCTGAAACAGTGAGCGGCGCTCA
GGATCCATTGGCTGTTTATCAGAGACCCCCCACAGAGAGCCGCCCCTCCGGACACCGGTA
TATGCAGCCTGACCTGCCAGGGCCACGCCCCCGCAGCAGCGGCCTGGCCTCCAACGATCC
TGGACTCCGCCTTGGTGTTGAGGGCAGCTTTACCGCAGACATCGATCTGTGCACGTCCCC
CTGGAGCTGTGAGGGCCAGCAGCAGGACTCCGCAGGTGAGGAAGCTCATGATGTTGTGGT
CCCCGGCCATAAGGCCCGGGTTAA
>CL853Contig1
GAGGCGACTCACGACCTCCTGAGGACTGCGGCTTCACCTGTGCAAACGACAAATGTGTGT
CTCTGAACCAGACCTGCGACGGCGTGGACGACTGCGGCGACCGCAGCGATGAAATGTGCT
GCAAAAAATGCAGGAACAGAGCATTTCGCTGCAACACGGGGGTGTGCGTGCATCCAGACG
CCGTCGGCGACCACCAGCTGGACTGTCTGGGTGGTGAAGATGAGACGCCCAAACACTTGA
ATACCATCGCCAGAACCACCAAACAAGAAGCAGAACCTCCAGAATACGTCTCCCGCAGAA
ACGAGACTAAAACCACCAGACATCTGCTGGAGTCCAACCTGGTCTGTGGGATTCCCAACA
TGGACCTGGTGGATGAAACGGAGGAGCACGTGCGTGGAAGGATCAGCAGAAAAAAAAGGG
TGGTTGGAGGAGTTGAAGCCAAGCCTACCCAGATCCAGTGGCAGGTGGCGCTGCAGGAGC
ACGGCCGGATCGACTGTGGAGGAGCTTACGTGGGCGGGTGCTGGGTCATCACTGCAGCTC
ACTGCGTCAGGCGGAATCCTGCTGCCTTCAAAGTCAAGTTCTCTCTGTGGAAAAAGTATG
CACCTCAAGGAAGCACCGACATCGTTCCTGTCGAGGAAATTATCATCCATCCAAACTACA
ACCCCGCCACCTACGAAAACGACATCGCTCTGGTCAAACTGAAGAAGTATCCCTACAGAG
ACTACTGCGTGGAGGAGAACCCGGCCATCAGAGCCGTCTGTGTGCCGTGGTCCATAGAGC
TCTTCCAGCCCAACTACACCTGCAGCATCTCAGGGTGGGGTCGCACCAAAACCGGAAAGT
CCGCTGAAGTGCTGCTCTGGGCCAACGTGTCGCTCATCGAGGGCTGCCAATCATCCTACA
AGCACCGCTTCAAAGCCGGCATGATGTGCGCAGGTGATCTGGACGGCAATGTGGACTCCT
GTCAGGGGGACAGTGGGGGTCCTCTGGTTTGCCAGGACCAGCTGGGAGTCTCCTACCTGT
GGGGCATCGTCAGCTGGGGGGATAAGTGTGGAAAGCGTGGGTACCCTGGAGTTTACACTC
AGGTTGCCTATTTCTTCGAATGGATCCGGAGTCACACCGGTTGGCCTGCAGTCACCAAAT
TCAACTCCTAATGAGAAGAACCTCCGCCGTATCCACCAGTCCAGTCTGGGTTGAAGGCCG
TTTAGTGGAAACCAAATGGTTGTCATGGTTTCGTTGAGTTTGCAGACGCCATCCTGACCA
TCATCATTCCAGCAAACTCTGTTCCTGCTTTGATGGAAAACGTTTTCCTTCTTAGCCCAA
TGCAACTCTGGTTTTCAAAATGTTGCAACACATACAAACAGAAATATTTCAACTAATGGA
TTTCAGGTTTTAATATTAATAAAGAATTAAAGAGGAACATGTTTTATTTTCCACTTCCAG
GTGTGAAAAAGTTAAACATGATGGAATAAATTAGTTTTTGTCATAACGTTCTCCTTTGAT
TGGGTAAAAAGAAAATTCCTAAAACACGTAGAAAAACGATCAAAATCAATTGGAACCAAA
TAAAGA
>CL854Contig1
GTCGACTCGAGCGGCCGCGGACCGTTTTTTTTTTTTTTTTTTTTTCAAACCAAACAACTT
TTTTATTTAAAGTCCTTGAATTTATTACATCAAAAACATGAACTAGAGCCACGCCATCTG
GTTTTAGTGTCATGTAAGTCAGACAACGATACAGCTCACAGAATTTGTTCTTTCATCATC
AAAAACAAAAGCCAGCTTCGACATAAAGGTGGCTTTTTTTGTGCGTTCTGACAAGTGTGG
TGGTTGACAGCCGGTTAAAAGCGATTGCATACAACTTGAAAGTTTATTCACACAATGTGC
ATCCTCCAGAATGTCTGTAACAACTGACACTTGTTTGTTTTGATGCTATTGATCATGAGA
CAATTTTAACCACAAGTCTGATTAAATGTGTTATTTGCAACCACTTTTTCATTAAAGTCG
TAAGTTAAAGGTGTTGTGAGAGCTTTGAGGGCTTTAGCGTCTACTTTTTGGCTATCTGAA
GACGCTCACTCACATTTTCCCAGTTAACTACATTCCAAATAGCCTTTACATAGTCAGGAC
GCACATTTTTATACTGAAGATAGTAAGCATGCTCCCAAACGTCAATACCGAGGAGAGGGA
TGAGACCTGTTGTTCCCTGCAGGGGGTCTTGGTTAGCACAAGCAGCAACGCGTAACCTCC
CACTCTCTTTGTCATAGCCCAGCCATCCCCATCCTGAGCCCTGCACAGCCACAGTAGCAG
CAGAGAGCTTCTCTTGCATCTTTTGGAAGGAGCCAAAGTCTCGTTTGATGGCCTCCATCA
GCTCCCCTTGCGGCTCGCCTCCACCATTGGGAGAAAGGTTTGTCCAGAAGATAGTGTGGT
TAATGTGACCTCCTCCATTAAACTTCAGAGCAGGCTGAAGGGTAACCTGTGCAGTCACAT
CTCCCTTTGCAAGTGCCTCCTGATACTTCTCCTCTGTAACATTGAGGTTGTTGACATATG
TAGCATGATGTTTGCTGTGGTGCAGCTGCATTATCTCTGCACAGATGTGGGGCTCCAGGG
CGCCGTAATCATAGGTCAGGTCAGGAAGTGTGTGTTTCTGCCTTGATGATCCGACTTTCC
AAGAAACAGTTTGGTGCAGGATTGATGCACAACTGCGCATTTGCCAGACTTTGCAAAGCA
TGTTTGCTTAAAGGTTAGAGAGCCAAGAAAAGTGAAAACAAGGCGGTATTACTGCCCCCG
GCC
>CL855Contig1
CTAAAATAAAAAAAACAACCTGACTGGGGGAAAAAAACAAAATAAACAACACACATTAAA
TGTCACATTCCTTAGACATTTTTCATGCCCCCCGCCCCCTCCCTCTACTGCTGTCAAAGG
TTTCCCACTATTTACCGCTCTCCTTACGCGTGGAGATCCATCCTGTCACTTCCAGACCTN
CTCCTGGATCTGATCCAAGCTTTGCTCCTTTTTATCAAATTACCAATCTTCCGAATATAA
TTCCTCCTCCTCANTAATCGCACCTTTGTGGTTTCAAAGATATAGATGGAATCATTTGTC
TTAAATAGGTTGCCAAATTTCATTTGATTGGGCTACAAAAAACGATTCCGGAATGCCAGG
GTTATGTGGACAGGGCCAGGGTCGTGCTCCATGTATCCATCCTGAAGCCTAATCCTAATC



TGATCCTGAATCCTGATCCAGCTCCGGAATGGGGAGACAATGAGCCCAGTCCAAACCATT
GGTGCCATATTTGACTCCTCCTCCTCCTGTTTATCTTAACATGAACTGTTTCCTCTCTTC
CCATCCTATCCTGTTCCTCTGAACTCTACAGAGAAACACACAAGAAGGTCAAAAGACAAT
TGGTGTTTGCTAAGGAGAGGCAAAAAAAGCAAAAGAAAATATAATTTCAGATGGACAGCC
AGGAGAAGTGTACTGCA
>CL855Contig2
TTTTTTTTNTGTTACTCAATGTTTTATTAAAAGAGAATAAAGCTTTGAAATACTGGAGAC
AAGAGTCAAGGGGAAAAAAATGTTTCATCTATTTAAAATAAAAAAAACAACCTGACTGGG
GGAAAAAAACAAAATAAACAACACACATTAAATGTCACATTCCTTAGACATTTTTCATGC
CCCCCGCCCCCTCCCTCTACTGCTGTCAAAGGTTTCCCACTATTTACCGCTCTCCTTACG
CGTGGAGATCCATCCTGTCACTTCCAGACCTCCTCCTGGATCTGATCCAAGCTTTGCTCC
TTTTTATCAAATTACCAATCTTCCGAATATAATTCCTCCTCCTCAGTAATCGCACCTTTG
TGGTTTCAAAGATATAGATGGAATCATTTGTCTTAAATAGGTTGCCAAATTTCATTTGAT
TGGGCTACAAAAAACGATTCCGGAATGCCAGGGTTATGTGGACAGGGCCAGGGTCGTGCT
CCATGTATCCATCCTGAAGCCTAATCCTAATCTGATCCTGAATCCTGATCCAGCTCCGGA
ATGGGGAGACAATGAGCCCAGTCCAAACCTTCAGAATACCAGCAGCAAAGAGAAGGAGGT
GAGTTAGAATCACACCTTCAAAATAAAATTCACTGTTATTAATAAATGCAGCTACCAGGG
AGTTTACTTTAGGGGGATAAAACAAAGGGCATCAACTAAATTTAAGCCCAAAGATGCTTT
GAAAACAGAAAGATGGAAAAAAAAAAGTAAAACAAAAAAACTAACAACCTTAGAGTCTTC
CGAACACAACATGGTTTACTGTAACATTCAACAGCAATCTACTGGAAAGTGGGTGTTTGC
TTTTTTTAAAAAAAAATAAAAAGTCACAATAGCCTTATAATGCAGATTTCACAGTTTACA
AGGCACAGCCATCATACCATTGGTGCCATATTTGACTCCTCCTCCTCCTGTTTATCTTAA
CATGAACTGTTTCCTCTCTTCCCATCCTATCCTGTTCCTCTGAACTCTACAGAGAAACAC
ACAAGAAGGTCAAAAGACAATTGTGTTTGCTAAGGAGAGGCAAAAAAAGCAAAAGAAAAT
ATAATTTCAGATGGACAGCCAGGAGAAGTGTACTGCAGAATGAAAGAGAGATGGACAACA
GAAACCTCGTGCCGAA
>CL856Contig1
AAGGAGACGTGATGGACCTCCGCCTGGATATTGAGAGACGTAAGAGGTTTGCCGGGAGGG
AACGCGACTACAAGCGCGAGGGAGGCAGGAGCCCCGAGGGCTCCCGAGGACCCAGCAGGG
AACAGTCCACTGAGAAATCCGGAAAACACCAAAAGAAGTCCAAGAAGAGTAAGAAGAAGA
GGGATCGCTCTCCATCTTCCTCCTCCTCCTCTTCCTCCCCGTCCCCTTATCCTCCTCCTT
TCAGGGGCAAAGAGTATGTAGGGGAGGGGATGGAGCATCCAGAGGAGAACTACGGTCACC
CGCGTTATCCGCCGAGGGACTATGGGGGCCCTGGAGAAAGAGGCCCCCGAGATTACGAGG
GCCACATGGCAGAGAGAGGAAGAGGCCGAGGATTTTTCCCCAGGATCAGAGGAAGAGGCT
GGAACCGAGGGAATTACCCTGGCAACAGCAATGGAAACCCTGCCAATATGAACCCTCCGG
TTCGCCCCCCCGAGGAGGAGTGGGACCCAGAATACACCCCCAAGAGCAGGAAGTATTACC
TGCACGATGATCGCGATGGAGAAAAGACCTGGATCGACAACCGTGGGCGGGGCCGTGGCT
CCTTCCTGCCCCGTCGCGGGCGCTTCGTGTACCGGAAGGGGGGTAGCAGCCCCAAGTGGA
CCCACGACATGTTCCAGGGGGGCGAGGAGGGCGAGCTGGTGGACGATGGGGGCGAGGGCG
AGCAAAAGGAGGGGAAGAGCGGGGCAGATGGCCTGAAGCCATAAACCCCCCACCCCCACC
CCCTTCCTCGACGGTTGAAACGTGTTTGTGAGTGTAGACGAGACGCACCGTTACTGTGAG
AGTTTTAGATTTCCCTCTTTTTAACCGTCAAAGCTTCATCTTCCTTCCTGCAAATAAAAA
GCTCCGTGCCTTAGAGGAGGAGGGCGTTCGAAGGCTTTCATCTGTCGTTCACCCGGATCC
ACAGGACCAATCAGCCGCCTCCATCCGACAGGAGCGTCAGCCCTGTCCAGCAGCCTGAGC
TCCGCGTGTGTGCACGTGTGCTTGTTCACGTAGCAGTACATCTTCTCTGGTTTGTTTTGG
GTTTAGCGCCGTGTCTTTTTGGGTTCCGAAACGTGTCGTGTGAGTTTTTGTGAAGCTGCA
GCTTTGAAACGTAAAGATTTGTCCGAGATGAGCCGAGCGGGAAAACTGCATGGATCCGAG
ACTCCAGTTTTTCATTTTTACTGTTCATGCTTTGAATTAACTGTAATTTTCAATAAATCT
CTGTGATTCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>CL857Contig1
CGCGACTCTTACCTTCGCTTGCGCTGGGTAAGAAAAATGTCGATTTGAATGAATAATTTC
CCCACTTACTGCTTGTCGTTTAACAATGAATACTTTGACGCGTGGTCGCCGCATTTAAGT
GAGATTTTATTTCGACCACGCTAGCTTGTGGCTAAGGAAGTTAGCCGTCAGCTAAAGCTA
GCTCGACGCGTCCGCTTGCCGGAGGCTCTTCTCTGGTTTCGCGCATTTCGAGTTTGTTCA
CAGAATCCTCAGCTGTGAAACCGGCTCAACTAAACTCACCCGTCGGGCTGCAGCTTCAGC
CCGGGCGGCCATCGGTGGCGCTAACGGCCCGGTTCCGGCCGTGAGATGGGGGAGTGAGCC
GAGCGAGGCAGTCGGGTTTTCCAGCAACAAGCTGCTGCCCTTTTGTTTTGACAAAGGAAG
GGCTGCTCGATTTCTGTCGTTTGCTTCACTTTCGCCCTGCTTTTTGGGGGTTGCGGGTCC
GCTTCCCGCTGTGCCGCGCGCAGATGGCTCCACACAAGCAGCAGAGCTCGGCGGGGGGCC
ACCCGGCGGGGCTCGCCGCTGGAGGAAAAGCCAACGGGTTCTGCCAGCAGTCCTCCGCCG
TGACGGCTGCTGCCAGGAAGCCCAGCATGCAGCTGCTTCAAGCCGACCACGAGCTGTTCC
TGCAGGCCTTCGAGAAGCCAACGCAGATCTATAGGTTCCTCCGCACCAGGAACCTGATTG
CTCCCATATTCTTGCACAGGACGCTCACATACATGTCCCACAGGAACTCCCGGAGCAGCA
CCTGCAGGAAGAGTTCCAGAGTCGACAATCTGCTGTTCAGCGTGGAAAAGATGAGAGGAG



AGCAGGAGCTTCAGAGCCTGACCTCTAACCTGCAGCTCACCTTCACGGGCTTCTTTCACA
AAGCTGGAAAACCGTCTCAGGACAGCGAGTAACGAGCAGAACTCGGTGTCTCTGGAGGTT
CTGCTCGTCAAAGTTTGCCACAAGAAGAGGAAGGACGTCACCTGTCCAGTGAAGCAGGTT
CCCACAGGGAAAAAGCAGGTTCCCCTCAATCCGGACACCGGCGCCGCCGTTCAGGTCAAA
CTGGGTTCCCTCCCCGCCCTGCTGGTTCCCTGCTGTGAGTTTGAGCCCAGCAACTCCCAC
CTGGTCAAGTCGTACTCCCTGCTCTTCAGAGTGTCCATGCCGGGGTGTCCGACCAACGGA
GACAATCACCACAGCCGCGACTTCTCAGAGGATGCGGTCGGCAGGAAGAGGAGGAGCTCC
TCTCTGAGGGAGGAGGCAGAAACCACCTTTGTGGCTCAGATGACGGTTTTTGATAAGAAC
AGGCGGCTGCAGCTGCTGGACGGGGAGTACGAGGTCTCCATGCAGGAGATGGAGGAGTGT
CCCGTCGGCAGGAAGAGGGCCACATGGGAGACCATCCTGGACGGGAAGCGTTTGCCGCCG
TTTGAGAGTTTCTCTCAGGGCCCCACGCTGCAGTTCCACCTGCGCTGGACCAGCGACGCC
GCGGGTCGCTCCACTGCGCCCGTGGCCAAGCCTCTGGCCACCCGCAACTCCGACACCAAC
CAAGACAGCCGACCCAGCACGCTGAGGGCAGCGCACGCGCCCGCCGTCAAAGAGTCACCG
AGCGCCGACGTGCACGCCAAGAGGGAGCAGGTCTCCGCTGAGCCCCGGCAGAAGCTGAGG
ATCTTTTACCAGTTCCAGTACAACAACAACACGCGGCAGCAGACCGAGGCCCGAGACGAC
CTGCACTGCCCCTGGTGCACGCTCAACTGCAGGAAGCTCTACAGCCTGCTCAAACACCTC
AAGCTGTCGCACTCGCGCTTCGTCTTCAACTACGTGCCCCACCCTAGAGGAGCCAAGGTG
GAGGTCTCCATCAACGAGTGCTACGACGGCTCCTACGCCGGAAACCCCCAGGACGTCCAC
AACCAGCCGGGCTTCGCCTTCAGCAGGAACGGCCCCGTCAAGAGGACCCCCGTCACCCAC
GTCCTGGTCTGCAGGCCTAAACGGGTGAAGCCCAGCCTGTCGGAGTTCCTGGAGTCGGAG
GACGGCGACCGGGAGCAGCACCAGAGGACGTACATCAGCGGACACAACCGGCTGTACTTC
CACAGCGACAGCTGCCTGCCGCTGCGGCCGCAGGAGATGGACGAGGACAGCGAGGACGAG
CGGGACCCCGACTGGCTCAAGGAGAAGACGATGAAGGTGAGAGGGGGGTTGGCGGGGAGG
GGGCCCAGGACGTGCAGCAGCTTTCTGATGAGCCAGGAAGGCCTCGCCTCGGAGGAAGTG
GCGCCCAGCTGTTTCTCTGCTTCCTGCGGAGATGAGACGATTGAGAAGAGATTTGCTGTC
AATCTTCATCGCCCAGAGAAACTTTCCTGAACCGATCAGACAAAAAGCTTCATTGTTCTG
AAGAAGCTCTTGTTCTTCTTTCCTCTCTACTTTTCTTTCTGTTGACTTTACTCTAACACT
TCCAGATTGGCGTGACGAGCTCCACGCCACAATCACTGAAGTCTGCGTGGACGTTTCTGC
TGCTGGTCTGTTGGCGTCGCTTTTACCCCCGAGCTCCACCGCTCACCTCTGATTCAAGAG
GGGGAAAAAGTGTCAGAGTTTAGAGAAGGCCTGAGGATTTTAAACAGCCGAGGCTTCAGA
AGGGGCGGAAATCTGAGAACATTTGGGGGAAAAAGACGTTTTCGTGGTGAAGCGGTACCG
ANAGCGGAGAAACGGCTCCCTGCGGTGGGGTTCTGGGGTA
>CL858Contig1
AGTAAAAACTGGTTTTCTGGTTTTGTCCACACAGCAGCTATGATTCCAGTTCCTTCCAGG
AAGGGAGAAGCGCGTTCGTGTGACGCTGAAACCGGCTCCTCCGATCCAGATGCGAGTGCG
CCTCCGCGGACGGACGGACGGACATGGACCCCCGCTTCCAGGACTGGATGTCAGCTTTGC
CCGAGCAGCTGTGGGACATCCCGCTGAACCAGCTGGCCATACCCGGCAGCCATGATGCTA
TGAGTTACTGTCTGGACATAACCTCTCCACTGGTCAGATCTGAGTCCGACTGCTTCCGGT
TACTGGACAGACTTTTCTACTGCTTCACCAGGCCTTTCATCTTCAAATGGGCAACCACTC
AGGACAAAACCATTGAGGAACAGCTGTCGATGGGGATTCGGTACTTTGATCTCCGCATCG
CGCACAAACCCCAGGACTCATCCAGTGACCTTTACTTCACACATGTCATTTACACACATG
TAACCGTTTTGGAGACACTTCAGTCTGTTGCTGCTTGGCTGAAGCTGCACCCCAAGGAGG
TCGTCATCCTGGCGTGCAGCCACTTTGAGGGGATCGATGACCGATTTCACGAGTCGTTCA
TCGTCTGCTTGAAGAATCTGTTCGGGTCAAAGCTGTGTCCACGGGAGGAATCGGATCTGA
GCCTGCGGAGTTTGTGGAAGTCCGGTTACCAGGTCATCCTGTCCTATGAGTCCCAGCTCA
TAGCCAGGCATCCAGAGCTGTGGCCTGCCATCCCTTATTGGTGGGCCAATAGTAACACAG
CCCAAGGAGTCATCAGCTACCTGGAGTGGCACAAAGATCAGGGACGTCCAGAGAGCTTCT
TCGTGTCCGGCCTTAACCTCACAGCTGCCAGGTCGTACATCACCAAGAACCCGAAGGAGT
CCCTGCGGACACTAACCTTTAGAAACTGGAGCTGCGAGAGGAAATGGGTGCAGGAGCAGG
TACCTGGATCAGGATCCACCAGCCTCAACATCATAGCAGGAGACTTTGTTGGGCCACTTC
CACTCTGTTCGCTGGTGATTGAACTGAACCACAAACTGCTGAGGAAGATCAGCGGCCAAA
CCGAGACTCAGAAATAAAGCTTTTACCATCAAATTAATCCAGAATGTGCTCAGAGAGCTT
CCAAAAGGGATTCCATTGCATATTCGCTTGTACAAAGCACAAT
>CL858Contig2
TTGTGCCACTCCAGGTAGCTGATGACTCCTTGGGCTGTGTTACTATTGGCCCACCAATAA
GGGATGGCAGGCCACAGCTCTGGATGCCTGGCTATGAGCTGGGACTCATAGGACAGGATG
ACCTGGTAACCGGACTTCCACAAACTCCGCAGGCTCAGATCCGATTCCTCCCGTGGACAC
AGCTTTGACCCGAACAGATTCTTCAAGCAGACGATGAACGACTCGTGAAATCGGTCATCG
ATCCCCTCAAAGTGGCTGCACGCCAGGATGACGACCTCCTTGGGGTGCAGCTTCAGCCAA
GCAGCAACAGACTGAAGTGTCTCCAAAAACGGTTACATGTGTGTAAATGACATGTGTGAA
GTAAAGGTCACTGGATGAGTCCTGGGGTTTGTGCGCGATGCGGAGATCAAAGTACCGAAT
CCCCATCGACAGCTGTTCCTCAATGGTTTTGTCCGGGTATGGCCAGCTGGTTCAGCGGGA
TGTCCCACAGCTGCTCGGGCAAAGCTGACATCCAGTCCTGGAAGCGGGGGTCCATGTCCG
TCCGTCCGTCCGCGGAGGCGCACTCGCATCTGGATCGGAGGAGCCGGTTTCAGCGTCACA



CGAACGCGCTTCTCCCTTCCTGGAAGGAACTGGAATCATAGCTGCTGTGTGGACAAAACC
AGAAAACCAGTTTTTACTCCAGGAATGAAGTTAGTCTCAGGCTGACATGGTTCACACAGT
CACAGCGCGTCACAGTTACCCACAGACGCGTGGTCAGAACCC
>CL859Contig1
CCGGGTGTTGTCAAAGGCCCCCATGGCGATTTTGAAGCCAGCTCCTTCTGTGATCAGAAC
GTTCTCCTTTGGGATCCTCACATCCTCAAAGGTGATGCCTCTGGTGTCAGAGCACCTCTG
GCCCATGTTCATCTCCTTCCTTCCAACTTGAATTCCTGGAGTGTCTGCATCTACGATGAA
ACCAGTAAAAGCTTTACCTGCTGGACATTTGGGATCTAGGTTTGTGCGGGCCAGGAGGAA
GTACCAGTTGGCTTTCCCTCCATTGGTGATCCACATCTTTTGGCCGTTAACGACGTAGTC
GTCACCCACCCTCACAGCTCGGGTCTTGATGTTAGCCACATCAGAGCCCGCTCCAGGCTC
CGTGACGCAGTACGCACACATTAGAGGCTCCTCCGTCATCCTCCCAAGATATTTCTTTTT
TTGTGCGTCATTGCCAGCAATAATGACGGGCATTTGTCCCAGAGAATTGGCCTCCATAGC
AGTCTGCATCCCTGTGCAGGCGTAAGCCAGCTCCTCTGTGATGAGGCAGCTGTCAAAGAT
GGATAAGCCCATTCCACCGTATTCCTGTGGAATGTGACCATTGATGAGTCCAAGCTCCCA
AGCTTTCTTGATGATAGGGAATGGATATTCACCGCTTCTGTCATAAGCAGCTGCAACAGG
GATCATCTCCTCACGTGCAAACTTTCTGGCCAGCTGCTGGAACTCTTTCTGCTGATCCGT
CAGCTCAAAAGAAAACCCAAGAGATCCTGCATTGCTGCTGGAGGCTGCTGCTGCTTTGGC
TGTAGCAGCGCTGGAACTCTGCAGACGGATCCCAGACTGTAGACCAGCTCTGAAGACCTT
ACTGAGAAGCATTTTCCTGATGAGCTGCAGCAGACACAAACCAGAGTCGTCCCTCGTGCC
GAATTCGGCACGAGGACNCTTTAATGCTTTGGTTGCACTAGTTTTTCTGTACGGCAGTTT
TTCCTTNTTCAGACTGAAAGTGCTGAACTGGTNTGGATCCTGACAGGAGTTGGGGTTTTG
CTGACTTAGTTGATTATTTTNTGGAGGATTTCCAGCAGGTAAACAGACCTGTTTTTGATT
GAATCGGATTTTTCCGTGAAGTTAGATTTTTCTTATCCTGATATATGTTATTGAGCGGGG
TCTTTCCAGAAAGGATTCATGCAGGGAGGGCAGGAAGGTCTGCTTTCACAGCGGCTGTTT
CTACGTCTTCCTCCCAACAGCAGGCAGGGTTCATTTTTCCGAAGGGGGAGTCATAACGGG
AACAGAAATAAAGCTCAGGAGCAGCCGACCTGTCCAGGTGAATTGTTCTTTGGTAGCTCC
GCCCACATGGCCCCCCCTGGAGCTTTGAACTGCTTACTCTTGCTGTTGAATCTGGATGAT
TGTTGTGAACAGAGCCAGTTTCTGTTCCATCCCATCCATTCATCACCTTTAGCTGATTTT
TGCTTTGAAACGTGTCTGTGCTTGAATTCAGTCCTTTGTACCTTTAACAGTAACACTTCC
TACGGACAAAATACATGGGACTTCAGCTGTTATATTAATTATTGTATTGATTTGTGAAAA
TAGAAAATAGAATTCATTTGATTTTGCTAAGTACAAGGATTTATTGGAGATAAATTTTAA
AATGAAATGTTTCTAGAAAAAAAAAAGTAAAACTCACGTCTGACAGAAGCAGGAAAGGCT
GAGCTCTAATAAAAACCTNNNAAAAAAAAAAAAAANAAAAAANNNNN
>CL860Contig1
TTTTTTTTTTGTTTGTTACTAAAATAGGCCTTTATTGTGTTTTAAGCTGACAGGTTCCAT
CAGGATTTAGTTGAAGCGGACTCTGCGCATGGAGCCCACGGTGCTGTTCTGGCTCCCCCA
GTCAGAGTAGTTGTTGTAGTCTCGTTTCTCCAAGATGTAGTGAGGTCCTCTGTAGTTGGG
CTCCTGGTAAACTACCCACGCTCCTCCCAGCACGCGGATGGAGGCGATTCGGTTCAGGCT
GTAGCGGCTCATCAGGTTGGGAACATCGTCTTGAATTTCCATCTTCTTCCCAGAGAAGCC
GCCACGCTCGAACAGCTGAGCTCTGGGGAGGCCGTTGTCCTGTTTGACAGGACGCACAGA
GGAGACGTGGTCCACCTGAGCGCACCACTTATCATAGCAGTTGTACTCGCCTCTGTCGGA
CATGTCCCACAGGTACTGACGGCCCCTGTAGTTCTCATGCTCAAAACCCACCCATGCTCC
GCTCTCCACCTGGACTGAGTTACATCTCTCTGGGAAGTTCCTCTCGCTGATCCTGGGACA
GTCGCCGTTCAGGTCCAGCCGTCTGCCAGCGAAGTTCCTCTGTTCGAAGAGGGTCACCCT
CCCACTGGACCCATAGAAGGCGCGTTGGAGCACAGACCCCAGCTTGCTGGTTTGTTGGGC
GAATCCTGGAACCCTAGTAAAGATGTTCATGTCAGCCCCCGGCCATA
>CL861Contig1
TTTTTTTTTTAAGATTTAAACATCTATTTACTTTTAATTACAGTCAAACAGGTTTTTATT
TATTTGAAATACATACTCATTGGTGGAAAAGTTCTTTCTGGAAGAATCATCACACTAGTT
TTTCTACTGTACATTTTATCTACAAGTATTCAAGAGTTCTGCCATCCCAAAGCAACCAAC
TCTTCTTAAAAACGAAAAAAAAGACATATTTTTTACTTTTCCTTAGAAAGCAGTGTGCTA
TGTTATAGTGCAGCCTCCTTTGTCTCCCTTGTAGGGGTTCTTGTCATCCGGAACTCCTTT
GATCAGCGGATCATTTGGCATCAATCCTTCCACGAAAGCAATTGTGTCCGCACAGTTTTT
ACTCACTGCTGATCTTGGTGTGTTAACTTCCTTCTTCAACTGGTCCAACTCCATTTTCAG
GATTTCCTTATCTGACATATCCCGAGCCATCCTTGCTGTTGAATGGCGGGATCCCCAACA
ATCAGAGAAATGTGTTGGCTCCTAAGAGCTCAGCATGAGTTGTGTGCTTTCCTCTGGTCT
GGTCACTCCTGACCACTGATCGATCTACAGTG
>CL862Contig1
ACGCCTACAGGATGGTTCTGCCTCAGCTCCGCCTCTCTGGACCCACAAACTTCTCTCCCA
TCATCAACCATGTGGCGTCCATCGCCTCCAGCGCCGCCCAGGCCAACGCTGCCACTCAAT
ACTTCGTCCTCCTCATCCTCACTGATGGCGAGATCACAGACCTTGACCAGACGAAGGACG
CCATCGTTCGGGCCTCGCGGCTGCCGCTGTCCATCATCATCGTTGGGGTGGGGCCGGCCG
ACTTCAAGGCCATGCAGCTTCTGGACGGAGACGACGGCGTGCTGAGGTCCACCGTGGGGG
AGGCCGTCTCCAGAGACATCGTCCAGTTCGTCCCCCTCAGAGACTTCAAAGACGCTTCCG



TGTCGGCTCTGGCGCAGTCCGTCCTCGCCGAGGTCCCCCATCAGCTGGTGTCTTACTTCA
AGATGAGAGGCCTTGATCCCGCCAAACAAGGGCCGCCCGCCAAATCCTAAAGCTGGACCC
GCCCAGGAGACCCCGCAGCTTTGACCTTTCTTTCATTCCACACTCCAGTTCTGCACCAAA
CTTTGCCCATCAGTCGTGACGCCATCTTTCTGCACGGCTGAAACCCACTCATGTTCGTGT
GCACGTTCCTCTCGTGTTCACGTGTTCGTACCCCTTACAGGACGAACGCTGCCTTCAAAT
GACGCCTTCTAGAATGCCGCCCTCTGCTGCTGCTTGTGGGAACTGTCACTTCCTCTGGTG
CCTCTGGGTGTAAGGCTCCACCTGTTGCCATGGTAACCCCGCTGGGCCGTACGTTGGTGC
CATTACTTGAATGAATAGATTTCCACCTTTTGTCTTCCACAAATGTTGCTGTTGCCTTAA
TGCAAACTTTAGTGCCACCGGACCGCACTTTGGTTTAGGACGTGTCAATGAATTTTTTTG
TTCCAAACAGAAATTCACGTCTGGCATTTCTCCGATATTCTTCAGAAATCATGTTTCAGA
CGGGAATCCGTGTTGGAACCATGTCTGCTGCTGTTTCTCTTTGCTGCTTTTGCTTTCTGG
AGTCTGATGCGGATCTCTTCTGTTTTCTTCTTGTTCTACAGTCTGATCTGCCAACAATAG
AAAGCATGAGCGTAAAGCGCGTTTGCCAGAGGTGAAAGCTCTGAAAACGAGTGTCCACGC
TAACCTTCTGTCTGAACGCCGTTCTGCTGCCTTTTTTAGGTTTTTGATTTAGTGCCAAAA
TGTATTTTTTAAGTCAGATTTATGTATTTTTATCCTCAGGTTTAGGAAACCTGAATATGT
TTTGCTTTGACCAAAGAAACAAACGCTAAATGAAAAATCTTTATTCCAAAGTAAAGTCGA
CATTCTCAGTTTTCTGTTTGCACTTTGCGAATGGTCCCTCCGGGCTCCTGTACTCGATGA
CATCAGCACTTCCTGCTACAGATCATAAAACAGAT
>CL862Contig2
TTTTTTTTTTGAAGACAGAATCTGTTTTAATGATCTGTAGCAGGAAGTGCTGATGTCATC
GAGTACAGGAGCCCGGAGGGACCATTCGCAAAGTGCAAACAGAAAACTGAGAATGTCGAC
TTTACTTTGGAATAAAGATTTTTCATTTAGCGTTTGTTTCTTTGGTCAAAGCAAAACATA
TTCAGGTTTCCTAAACCTGAGGATAAAAATACATAAATCTGACTTAAAAAATACATTTTG
GCACTAAATCAAAAACCTAAAAAAGGCAGCAGACATGGTTCCAACACGGATTCCCGTCTG
AAACATGATTTCTGAAGAATATCGGAGAAATGCCAGACGTGAATTTCTGTTTGGAACAAA
AAAATTCATTGACACATCCTAAACCAAAGTGCGGTCCGGTGGCACTAAAGTTTGCATTAA
GGCAACAGCAACATTTGTGGAAGACAAAAGGTGGAAATCTATTCATTCAAGTAATGGCAC
CAACGTACGGCCCAGCGGGGTTACCATGGCAACAGGTGGAGCCTTACACCCAGAGGCACC
AGAGGAAGTGACAGTTCCCACAAGCAGCAGCAGAGGGCGGCATTCTAGAAGGCGTCATTT
GAAGGCAGCGTTCGTCCTGTAAGGGGTACGAACACGTGAACACGAGAGGAACGTGCACAC
GAACATGAGTGGGTTTCAGCCGTGCAGAAAGATGGCGTCACGACTGATGGGCAAAGTTTG
GTGCAGAACTGGAGTGTGGAATGAAAGAAAGGTCAAAGCTGCGGGGTCTCCTGGGCGCGG
CACGAGG
>CL863Contig1
TCTCCTTCTCTTTCTTGGCAGATGCAGATCCACTGTCGGTGCTCTCTGGTGGATTTTTGA
GGATGAACGTGCAGAGTTTATGTCGAGTGTCTAGCATGCCGCGGTACCCACAGGCCTTAC
AGGAAGTGCCGATGGTTTGCTTCTTGGGATTGACATGCAGGTCGGTTTCAGGGTTGTCAC
ACTCGGCACACAGCACAAATTTTTTGATGAACCCATCAAGCATATCCTGCAGCTTGTTCG
CCTCGTGGGATCCATTGACGATGTAACGATCATTTTTGGTATCAAACTGGGTTTGAGCAC
CAAGTTCACAACCAAAAAACTTGGTTGGGTATGTTGGAGGCCTGTTGAGAGCCTTTGCAA
CATCAACCATGTTGACAATGACCGTCTTGATTCCATTTCCTTTGCCTTCAACCTTGGCAA
TCAGACGGGGCATCTTGTACCGATAGAACTGGTCTGACACGCTGCGGTTGACGTTGACAG
ACATTTTGGCTGAATGTTAGTACTATCAGTAAGGTAAAAGGATCTTGGTTGGGGATTTTT
TGGGATCTTCTGTCTGGAAAAAAGGGGATGACATAAACAACTGCAAGAGCGCTCGGTCTC
TGACATGAAAAATGTTGTGCCGCTGTGGCTGCAAGCTCCTTGCTTGAAGGCTAGACTTCC
TCCACACAGGTTCCAACTGCTGCGCAACAGCTCGTTTTCGCAAAACAAAGACATAAACAC
AACGCTGCTCGTCCTATTGCCGCAGTGAACGGTGGTCGATAGCTTGTGGTGTATTGACTG
AAGCAGGCTCCGTTGATGGTATTATGCCTGTAAAGATGCCCCCGTTGACCACTGGAAGCG
TCAGGACACAGCGGGTCTCGGAGACACAGACAGGCGGCTTTTTCTGGAACGCCCTAGCGG
AGCGAGAACCTCTCGAATGTTCTGAGAAATGAAGCTACGCGCGACGCATTTACTGACCGC
TGTCCCCGGCCATAAGGCCGGGTTTAA
>CL864Contig1
TTTTTTTTCAGGTTGGAGTTTTTATTGAAAGGATTTTTATGACATGAAAGCACATGGTAA
ACAGTTTACAAAAGAGCTGCATGATCGACTCAGACAGAAACGTCTGGATTTCAAACCCAA
GTGAAGCTTTTAGAGTATCACTGCCCTCCCGCCTTCAAAAATACAAACTTAAGGTAAACA
CATAAAAGCAAACACATTAATAAGTATGCACAAACAGAGTTCCACCACAAAATCATGCCT
TTAAAATAAAGCCTTGAATTTCCCAGCTGCTCTGAAACATATCCAGAACATTTGGTACCT
CACAACTAGAAACTACACTTTCAACTAAACAGGTAGTGATTTCTGTGTTTGAGGGCACCC
CCCCTCCTCTGACAGACAACCTTCACCCCACAGGGTCACAGGTCATCGGATAAGCACGTG
CCCCAAGCGAGTGCACGGACTGGTCTGGTCATGAAAACTGGATCTGCTGCACAGTAGGGA
TCTGCTGATATGAGGTGGTGTACACCATGACGTTCTGCTGCTGGCCGTCTGCTGTAATGA
TCCCTGCAGGAAGTGGGTTTGTGAAATCATCTGTTAGCTCTTCACTCAGTCCCTCCCCAA
CCGACACGCCTGCAATCCCCTTTTCTCCCTTCATCGCCTCTCTGAACTTTTGCAGGTAGA
GCTTCAGTGGATCCACGTACATATCGAAGCCCAGCGTGGACATGGCAAACAGGATGTCCT



CGCCGTTGATGGTCTTCCTTTTCTCCTGGTGGCAGCGCTCACTCGCCTCCGATGTGATGA
AGCTGATGAACTCGCTCACACACTCCTGCACACACTCTTTGGCATCTTTGGCGATCTTTC
CAGTTTGAGGAACAGCGTTCTTCATGATGCGTGCCACGTTTGCAATAGGCAGATAGATGT
CCTGCTCCCTGTAGTTCTCCTTGGAGCCCCCCTCCTCGTGGTCATTCATGCTCTCCTCTC
CATCTTCATCCTGGGGTTGGAGAACGTACTGACCAGAAGCCATGTATTCTCCGGTGATCC
CCAGCTGAGATGTGTCTGTGGTGGAGCTGTCTCCGTCCATCTCCCACAAGTTCAGAGCAG
CTGATTGAAAGTCAGTAAGCTGGAGGGATGCAGATCAAACGTTCCTGCTATGAAGCCCTG
GTTGGTTCCCTCCCTGAGACGGCTGTTTGGTTGGACAGACCCCGGCCATAAGGCCCGGG
>CL865Contig1
GTAAATGACACACTAACATGTCTAATTTAAACAAACAGGTTGAGGACCAACAAAATATTA
ACCCCCCCCCATTCCATTGAGGTGTTCTCCCTACCATGACAAAGGTGGAAAGATTTCATG
TAATCCATGGACACCAGTGAAGATCACAAATCATTGAAGAAAAAAGGTTCAGTGCACTGT
CTAGATGGGTCTAGATGACCCCACTCCCAATGGTAAAGTGCCTAGGATAGCCCAAGGGTT
AAGGAGGCTTAGTGTCCTGACAGGTGTGTCCACACCTGTCAGTTCAAACGCAGAGGTTTG
TGTCCAGACATGCGTCACGGTGCGTCCTTTCACAGGCCCCTCCCCCATAAACACACATTC
ACACTGTGAGCATCACAAATGAAACATGTTAGTCAGCTTGTAACTGGGGGGGGCAGCCCT
TCTGTTAACAGTCATGTGACCTCTGCCCCCCTCCCCTAGCTGGACTGGATGAATTCTTCC
ATCCATCAGAAAGGATGGGAGAAAGCTCTCCCATTCTGGGGCGTTCAACCAACAACCAGG
AAACATGAAAATGAAGCTTTTATTAGTCAGACGAAGCAAACAGGAGAACATCTGCAAGAA
CCTGAACAAAAACCTTTGATCTCCTCCATCATCAAAAACACAAACAGACTATTTCTTCTT
CTTCTTCTTCTTTCCGCCCTCCCCCTGCTGGGAGTTGGGGTCTCCCCCTCCGCTCTTCTG
GGTCCGAGTCTTTAGCTTGGGGATCATTTCTGCCACGTACACCATCACATCTTTACGACA
CTTGAACTTGTCCTGACAGAGGCTGCCGTCGGACTGCTTCAGCTGGACCCGGACCCGGCC
TCTGAACTGGACGTCCCGGTTCCACTCCCTCGGGTGCATCTTGTTCTCCACATAGACGTT
CATCCCCGCGGCGGTCAGGACATCTCTAATCTCGCCGCAGGACGGATTCTCCACCGCCTT
CTCTGTGGGGATCCGGCGACCTTCAGCCAGAGTCTTCTTACTGTTGATGTAGACGGGGTA
GAGGCAGACGAACCTCTCTTTGTCCGCGGGGTTCTGACTCAGGTGGGCCATGGCTAAACT
AAACCAAAAACTACTTTATGCTATTAGAAACGCATAATTACTCGACAGCAGCTTTAACGC
GCAGCCTCAGTAGAG
>CL866Contig1
TCGGCACGAGGCACCTGTCCATTTTGTCTGCTCCCCTGCCCCCCTCCCGCCAGCTACTCG
ATAGACATTAGACATCCTGATTATGAACAGATATTCTTGTCTCCTAGAGGTTTTTGGCTT
TGTCTCTCATCTTCAGATGTACCTTTAGGGTTCGGACGGACGCTGTTTTGGAGATCAGAC
GCACATGTCGGCGCACATTCAAACATCTGTCCCTGAGTCGGACGGGGGCTCTGAAGCCAG
CCAGTGGGCGCTCCTCTTTCTTCAGGTGTCAGATGATGCGTTTGCAGGCAGCTGAGGGTC
CAGGCCGACGGGCTAGTCTGCTTAAGGGGAGCTGCAACTTCCACAGCAGGGTGCTATTGA
AACTAGCCCTGAGGCCAGCGGCCCGTCTGCCCCCCGTCCCACACAGTCGGCCCCTGCGCC
CTGACCCCCACCCATCCTCTGTGAGAGGGGGGGGGCTGCTGTGTGTGACCATGTGCAGCT
GGATCTTCCAAATCAGTGGTTTTCATGAAAAAATGTCCTGGTGGCTTAAAATAATGAAAT
AATGTGGTGCACATGGTCTTTATCTTTTTGTATTGGAGAATCTTATCCGCCCCCCTCCCA
AATGAGTAGAATAGGAGGATAAAGGTAATTTGTGTTTTTCCTGCACATCCCAGAGCTGAA
TCAGAAACACCTGGGAAGCGGTGTGTCTAGCAGCAGCCACAGGGGGGCGCTATTCCAGTG
CTGCTCTGACTGAACATCAGTCTGCTTCTCTTCCGTCTACGTCACAGAGACATTAGTTAG
CCAACGTTTCACTTTGCATGTTTAGCATCTGTCCTCTGCAGTATCTGTAGATGTGATCCT
ATAATCTGTCCTCTTCTCCTAAACTGATACAGAATCTAACTTCATATTTGTTTTCTTTTA
TATTTTTCTTAAGATTTTGAGACATGTAAGAAAGCTGATCTTTGTATTTTCCAAATTTCT
CATATTCTGGTGGTAATAAATAGATGTTAAAAAAAAAA
>CL867Contig1
TTTTTTTTNTGAGACACTTCAAAATTTATTCGTTTAAATCTCAAAACAAAAAATGTTCCA
GTTCATCTTCTGACCGAAGCAAAAGCATTGCCTCTTCAGGATTTTCAGCTGATAAAAATA
AACCTAACAGATAAAGTTTTTTGTTTTTCATGGAAGCTTAAATGGACACTTTTGTTAATT
TTCTATTAAATGTTAGCATGAGCAGAAAAACAAAACTGATATTTAAACGGTTCTTCTGAT
GATTTGAAGGTACTAACATTCATCTTAAATATGTTTAAAGGCTCCAGACAGAGTCAAAAA
AACATTTCTGCAAAAGCAACAAAAGCATAAACAAGACAAACACCACAAAGTGTGTCATCT
TTTTTTTAGAAAAAGGCCTTTTTATTGGTTCAGACATCAGAGCAGTGCCTCCACATAACA
CCATTAACTCAAAGCAGAATGCTTCCAATGATTCAGAGAAGAGACGTGTGAAAAATGAAC
AGAGAAGGAAGAAATACAACCCAACGTTGACCATGCAGCGCGTGTGTGCTGCGGTTTCCC
ACACAAACACACATTCAGAGACGCACACACGGCAGCAGCTCCTTGCTGATGGAATGGAGG
CGTGTTTAAGCGCATGTTTACAGTCTGTTGGACCAGAAATCTGCTAAACGGAGCTCAGAA
GAGGCGGCCATCACTTCACCAGTCCGATCTTCTTTGCTTCCGTTTCATAAATCAGCAGCC
TCCACATTTTTACTATGAAGACTTCTGCTTCTTCGTCGAGGACCATGGCAACGTCATCAA
GGATGCCCTGAGGAGTGCTGTGTGCCATTACCTTAGAACAGACAAAATCAACTAGCGTCG
GCTCCTCCTCCCCGATGTACTCGATGATCTTCTTGTTGATCCACGGCCTTATGCGGCGGT
CCATCAGAATCGAGTCCACCATGGCCCAGTCCAGCGGGTAGGAGAAGAGCTCGGGCCGTG



CCGTGGGGATCTTCTCGATCAGGCTCTTTATGTGTTTGCGTTTCTCCTCGGTGTTGACGC
TGCCTTTGGGCGCGGACATCTCGGCGCCGTCCAGGCCCAGGCTCTTGTCGTCGTCGCCGT
AGTCCAGAGGGACCAGCTTCCGCTTGCGCGGCTGCTCGTCGGCTTCGTCGTCGTCAAACT
TGTTGAAAACGCTGTCGACGGGCGCCAGCTTCTTCCGCTTAACGGCGTTGAGCTGAGCCG
GGCTGTTTGTGGCTCCCAGCTTGAGACTGAGGCCGATCTTGGGCCGGTGCTCGTCCAAAG
GTTGGAGGTCGGGGGTGTTCTCCCCCGGAATGATGATGCCGCACGGAGACTCGTTGCTGG
GGGAGTTTGGAGTTGCGTTCCCGCTGGCAGAGGACACGGAGGGGGCGGTGGTGATGGGCC
GCATGGCGGGTTTTGGTTGTGGCTTGGCCTCTTGTGAGGCCTCGTCGTCACGGAAGATGT
CCTCCTCCCCGTTCTCCCCGTCGTT
>CL868Contig1
TTTTTTTNTTCAACATTTTCTCNAGCGTTTTATTGAACATGATGCACAATAATATATATT
ATAAAGCACAACGTTAGGAATGCGGTTAATTAAAGAAAGATCTGTGCCACATTTCCACGT
TTGGACTTTATTCCAGAATAATCAGAAAACTTCCCACCCTAATCAGCCGCTCCATTTGGA
CTTTTCAGCTCTGACAGAAGTCTTGGTTCAGATCCCGACGGCTCCTCTTCAAACGACAAA
CTCCACATTTCACAGAACCCAAAACACCTTCAGTTTCTACTCAGGAGAACTCCTAACTGT
AGCTTTACAGCAAAGTTAATGTAAATATGAGCTTTTGTATAAGTGAGAGTGAATCAACAA
AAGAAGTCGGATAAATAAAGACTTTTCTCAACACTGTCACTGCTGGGTTTTTTAGTTTGA
GACCAAAAATTCCCCATCCGTTAGGAGTTTTAAACACTTTTTAGCACTTTTATTTTTCAA
TCCTGAGTCCAGAGAAAACGGAAACATCCAGGTTAGGATTTGGCCACTCCCTTTGAAACT
GCCAAGCCAATGAGGCCCGCTAATCCGGCCACGCCCAGCCCGATCCCTCCGACGATCGCC
ATGCCAACCAAGCCATCTTTCTTTAAGGCCTTATCGATCAGCTTCTCCATCTCCAGAGCC
TGCTTGTTCTCCGGCTCGTTCTTCAGGAGGGTCCGGATGTACCTCAGGGCTCGCTCGTAC
TCTTTGAGTCTGTAGTTGGCCACTGCGAGGTAGAAGAGGAAGTCTCTGGAGTCATCTTTT
GGAGATTTCTGGACAAGTTCCTCCAACAACGCGATTCCCTTCTGGATGTCCCCCGAGTAT
TTACTCCTGATCAAGCACCAGGCATACTCAAACTTCGTGTCCTTGGAGACGGCCCCCTTG
TCGAGCTCACTGTTGTATTTCTTCTCAAATTTCAAAAGGTCCTCAGGAGCTACTATATCA
CTCAAAACAGCCTCCATGTTTCCGGAAAACAACCCCCGGCCAT
>CL869Contig1
ATTTCTTTTATTTCTTTGATGAAAATTGAAGTTATATGTTTACAAGCGAGCTTCGTTTGA
TGTCGCTCTTGTAGGAAAATAGCATTAAAGTGTTAATTAAGATTACAAAGTGTGCACTTC
TGTACATGCATGGTTGTTAAAAATCATTAATCCCTCTTTCAAATGGTTATTTCATTACAT
GGTAATATGCAATCACACCAGAAGCTCAATGGAGTATGAACAATTCAGAAGCTCAGCATA
AACCCCGTCCATTTTTCTGCTACTTTCTATTGTGGGATGATCTAGAAGTTGATACAATAG
TCTGAGGACACAGAGGGTTTCTAGTAATCATGAATAAAAGCAGCAGGGCAGCGCTTCACT
GACAACCAACAGTATGGATTGTTTCACACTTGCACAAAAGACTAGGATCAATTGCTGCTT
TTATTTGAGATGCTTAAAGTAATTGCAGCGCATGACTTAATCCAGCTTTATTGGTGACCT
AAAATGCATCAACATTCACCCTGAGAAGCCCCCGTCTGTCATGATTTTATAATTGACACA
AAATATGCAGACTGTCTGAATGCAATTGTAGTCTGAATGTACACAAGTGGTAACATTTTG
AACTTTAAAATCAAGGTGAGGTCATGAGGACAAACAGCGTTTAGCAAAGGGAATAGAGAA
ACAGCATGACCATATACAAAAATACTGCTTAAATGTTTTAAAAATGTCACATTTGTATAA
TAATTTAGCAAAAATGAATCATATTTTCTGTATTCTTTGATGTGTATCATCGTTTTGCAT
CAGACCCCTTTGCGTGATCACCTGTTTATATATTGCTTCAGTTAAATGTTTCTATTTAGT
TATTGCATATCTAAGTGACCAACAAATAAAAAGTTACTTTTCCTCAACTTGTCTGACGAG
TGTTTGTTTCCCACTGAGTGAAATTCGGATTCTTTCATGCAGTTTTGGTGCAGTCAACAC
TTTTAAATGAAACTAATAGAATCTGCTGTCTGGAAAATCAGTTTGAGCACTGCACTCTAG
CGACCTTTAATCAAAAATGAATGCAGTCAAAATTCACTTTTTGCAACAATTAAAACAGTG
ATATCACCTC
>CL870Contig1
TTTTATTCAGACATGAACATGTCAGTGAGAGAACCAAACAGAAACCCCAGGCACTTCTTA
GTGTGAATCTCCTAACAGTCTTTTGACTCTAAAGATCTCTGCTTGTTCTCACAGAGAGAA
CCGCTCAGCCTCGTCACATCACTTGTACTTGTAGAACCCTTCTCCTGTCTTTTTGCCGTA
TTTGCCCTCAGCCACCAGCTTGTTGAGTAACTCACTGGAGGCGAAGAGGGGGTTGTGGGG
ATCCTTTGCACTCCAACCATCTATGATGAACTTCACTGTATCCAGGCCTACGTAGTCACA
GAGCTCAAAGGGGCCCATGGGGTAACCGGCACCCAGTTTCATGGCAATATCAATGTCCTC
TTTGGATCCGTGACCTCTCTCATGCAACCGGAGAGCCTCCATCATGTAAGGGACTAACAG
ACGGTTCACGATGAATCCGGGTGTATCCTTGCACGACACCGGCGTTTTTCCAAGCGCCTT
GCTGAAGTTCAGGAGGGAATCAAACGTCTCTTGGCTGGTGGTTGACGTTCCAACAACCTC
CACCAGCTTCATCATGGGGACGGGGTTAAAAAAGTGAAGGCCGCCAAATCTGTCCAGCCT
GCTGGTGGAGCTGGCGATGTCGGTGATCGGGAGGGAGGAGGTGTTGCTGGCAAAGATGGT
GTTCGCTGGTGCCAGCTTATCCAGGTGACCGAAAAGGTCCTGCTTGACTTTTAGATTTTC
CACTATAGCTTCCAACAGGAGATCTGCAGCCTGAACCGAAGCTCCAGCGTCTGTAGAGAT
GGACACGTTCTGCAGGACGTTCTGGATGAATTCCTCGCCTGCCTCTGGCTTGTCTGCAAA
CTTCTTCTTCACGACTCTTTTGAGACTTCCTTCGATCCCCTTTCTCGACTTCTTCAGGAT
GTCTTCCGAAGTGTCCACCAGAGTCACAGTGTGGCCGGTTGAAGCGGCGACTTGAGCAAT



CCCGGCCCCCATCTGTCCCCCTCCGATAATCGTAACATTTTTAATGACGCCGTTCTTGAT
AATCGAGGAAGAGAAACCTCTTCTGATCTGATGAGTGAAGAAAGCCATGTTTCCCTCGGA
CCAAGAAGCCCCGGCCATA
>CL871Contig1
ATTCTGAGTTGGCAACATGGCGAGTGTTCGCGCTGCGTCTCGTCTCCTTTCCAGGAGGGC
GATCTCTAATATTAAAGCAATTCCTGCTGCTGCAGTTCAAAATTCAAGGAACTTTCACTT
CTCCATCTACGGCAAAAAGAATAATGCCAAAGTTTCAGATGACATATCCACTCAGTATCC
AGTGGTGGACCATGAGTTTGATGCAGTGGTGGTGGGAGCCGGAGGAGCGGGGCTGCGGGC
CGCTTTCGGCCTGTCTGAGGCCGGCTTTAACACTGCCTGCGTCACCAAGCTCTTCCCCAC
CAGATCCCACACTGTTGCTGCACAGGGTGGGATCAATGCGGCTCTGGGAAATATGGAGGA
TGACGACTGGAGGTGGCATTTCTATGACACAGTGAAGGGATCTGACTGGCTTGGAGACCA
GGATGCTATTCATTACATGACGGAGCAGGCTCCTGCTGCTGTCGTGGAGCTGGAAAATTT
TGGCATGCCGTTCAGCCGCACTGAGGATGGGAAGATTTACCAGAGAGCCTTTGGAGGTCA
GAGTCTGAAGTATGGAAAAGGAGGTCAGGCTCATCGCTGCTGCTGTGTAGCAGACAGAAC
AGGTCACTCGCTGCTGCATACTCTTTATGGAAGGTCACTCCGTTATGACACCAGCTACTT
TGTGGAGTACTTTGCTCTGGACCTGCTGATGGAAGATGGGCAGTGCAAAGGAGTGATCGC
TCTCTGCATGGAGGATGGATCTATTCACCGCTTCAGATCCCAAAACACCGTCATTGCCAC
AGGAGGCTATGGAAGAACCTATTTCAGCTGCACATCTGCCCACACAAGCACAGGAGACGG
AAACGCCATGGTGACCAGAGCTGGTCTGCCCTGTCAGGACTTGGAGTTTGTGCAGTTTCA
CCCCACTGGGATCTATGGAGCCGGTTGCCTGATCACAGAAGGCTGCCGTGGTGAAGGAGG
AATCTTGATCAACAGTGAGGGAGAGCGCTTCATGGAGCGTTACGCCCCCAACGCCAAAGA
CCTGGCCTCCAGGGACGTGGTGTCCCGCTCCATGACCATAGAGATCAGGGAGGGCAGGGG
TGTCGGTCCAGAGAAGGACCACGTGTACTTGCAGCTTCATCATCTGCCTCCTCAGCAGCT
GGCCGCAAGGCTGCCCGGGATCTCGGAGACGGCAATGATCTTTGCTGGAGTTGACGTCAC
CAAAGAGCCCATCCCCGTCCTGCCCACAGTCCACTACAACATGGGAGGAATCCCCACAAA
CTACAAAGGACAGGTAATCGATTACACAGATGGTAAGGACAAAGTGGTGCCTGGACTTTA
CGCATGCGGTGAGGCAGCTTGTGCGAGCGTCCATGGGGCCAACAGGCTGGGTGCTAACTC
CCTGCTGGACTTGGTTGTCTTCGGGAGAGCCTGTGCCCTCACTATTGCTAGTGAGCACAA
ACCTGGAGAGAAGCTGTCGCCCCTGAAACCCAATGCAGGAGAGGAGTCTGTGGCCAACAT
GGACAAGCTCCGGTTTGCCAGTGGGAGTCTGAGAACCTCTGAGATCCGACTTAACATGCA
GAAGACCATGCAGAACCACGCTGCCGTTTTCCGTACCGGCTCAGTCTTGAAAGAAGGATG
CGATAAGATGGACGACATTTACCAGACCCTGGATCAAATAAAAACCTTCGACAGAGGCAT
TGTGTGGAACACAGACTTGGTGGAATCATTGGAGCTGCAGAACTTGATGCTGAATGCTGT
TCAGACCATCCACTCTGCTGAGCAGAGAAAGGAGAGCAGAGGAGCCCATGCTAGAGAGGA
CTTCAAAGTTCGCGTGGATGAGTTTGATTACTCCAAGCCGCTGCAGGGTCAGGAGAAGAA
ACCCTTCGACCAGCACTGGAGGAAGCACACACTGTCTTACGTCGACCGCAAAACTGGAAA
GGTGACCCTGAAGTACCGTCCCGTCATTGACACCTCCCTGGATGAAGAGGACTGTGCCCA
CGTTCCCCCCGCCATCAGATCCTACTAATATCTCAAACCCATCCATGTTCACTTACTCCT
TACTCAGTTACAGAATGTTAGTCATACTGCTCTTCAATAAAATCCCGTCTGTAGCAAGAG
ATCGCAATGTAAAACAGTCAGTGGCGTGTCTTTGCAGAGGTTAAACGCAGTGTCGTCTCA
TCAGCTTCCAGTGCTTCGTGTCACTCGTGACCTACCATCCAGTTTGGCTTTTAGTTGCAT
CGCATGTGATGTACTAAATGTTTCAGTAATTCTCACCTATACTCCAGAGTGAAGAGGCAA
TGAGAATGATGGTAGTTCAACTTCTCTGAGACAGAAGGAAGACTTTAAAGTATGTAAATA
TTGCACAAGTGCACAAGCAATGCAGTGATGCTCACCACCCCTCACTCCCTGCAGCTTTTT
AGGGTTTGAAAGTATTTACTGATCAAACATCGCTTAATATTCTTCTGATGTTGTCATCAT
TATGCCTGCTCATACGTTTTGTTGTTGTTGCCTTTTCTCTGAACTCTGAAGAGATTTTGA
ATAAAAAGGGCAGTAATTGCTGCAGTGCACAGGAATAAATGGGGATTTGAAAAAAGAAAA
CTGTTCTGAGATTTCCCTGTGTTTGTGTGGCATTGCATCTAAATGCATAAATCTTTGCAT
TTATATTGACGGTTGTTAGGAATCAATAACCAGGGTGTTTTAATTTATTTGAAAAACAGT
AAAAAAAAAAAATATNGTTTTGCCATTTGNACNGGTTNCCATACCTTCAANAAAANGTCT
GCTATAATCGGAAAAAAAAAA
>CL872Contig1
GGGGGAAACCGACCTAGGTCAGGACTATACAACAAAGCTGGAACTGCATCCGTTTGGTTT
TTTTTTCTGAAAGCGGTCTAACCTGTTGAGTCTAGAACTGAGATTGTTGCGGTTCGAGCG
CGCACAGAGAAGATACGTCGTTACCGGTCTCCCACGTGTCCCTCCGCCCGTGAGAAATAT
TTTTCTGTTTTTCCTTTGCCAAAGAACGAGTCAGGACGTCCTCAAGTCTGAAGATGACGA
AGATCTGCGCTTTGGTGCTGATGACACTCATATCACTGGTGTTTGCAGAAGAGACTGGAA
CAGATGATCCTTTCAACTTTGACTACTACAGACTGCGGGTCGGGGGCCTCATTCTTGCTG
CGGTCCTTTGTCTCATTGGCATCACTATCCTGCTAAGTGGCCACTGCAGGTGCAAGTTCA
ACCAGGACAAGAGGAGGAGGACAGGAAGCAATGCTCAGCCAATGCTCACCGATGAAGGTC
GTGCCTGCAACTGCTAAATTCCGACAGTAAACATCACCTTTCTCAAACTTGTAATTGACA
GAAAACAGTCGACAGAGTCATCCGACCGGATGAGATGCTTTTTGTTCTGATGCGGAGTCA
AACAGGAAGTAGACGGCACGCAACTGATCTTTGGTGTGAAGCTGAAAAGTGAGCTTCTCA
TCTGCAGCCTGTACCTCTATGTGTACAGATGCAGCCCCTTAGAAATGCATTTTTAGTTTT



CAGACAGTTTTTAAGCATATTTGAATCCCCCCACCTTTAAAACCATGTAATAAGCAACAG
GTCTTTCTTAAACCAATCAACAGTTTTAAATGTACATACTTCACATGTGATTCTGTTACT
TTTATGGAACTTTGAACTTTGACAAAACACAGAATAATCAGGACTTTTAACTATTTTTTG
GCCCAAACCTTTGATTCTAGAAAAGACAAAGAGAAAGTAACTTTAAAACAAAGGATTACA
ACCAAAAATGACTTTTAATATCCACATACTGTACTGTAGCTTGTGTCTGAAATGTTTTCT
TTTCTCACATAGTGTGCATTTAAAATAAATGTCAGTTTAGATAATAGTCTCCCGCCTGAC
CAGCTTTAACTTTTTTTAATGTCTTTACATCATTTCATAAATATCACCTTCCTGTAGTTG
TGAGGGATTAGAATGATGCTGGTGTTTTTACATTTACAGGTTTAGCTTTATGGAGGAGCG
CTCTGAACTGTACTGTGGAGATTTGTTTCTATAAAGGAAATGTAACCATTAGGAGAGTGG
GGCTCACTGTAATATCTGCGTAACTGTGTAGATGGATGTATTGCACTACTCTGACTTGAG
TAATATAAATTTTTAATAAACACTAA
>CL873Contig1
TTTTTTTTTTGGGNGGATTTTTTTTTTCTTTTTGTTGCAGACAGTGATTTTAATTTGGAA
AAAAAAATCACAATCTCATACACTTTTCATTTTCACTAGAAGTTAAATGCAAGGGTTTCA
GAATAGAACAGGCTTCAAGGTCTGTTACATGTCAAAGAGCTGCAGAACAGAAAGGTACTG
GTATGGTGTCATGAACAGATATATATTTATTTATATTTATTTAAAAAAAAAGTACTTTGT
GACACTACTTTTAGACTACAGCCACAGTTTAGTATTTAGCAATCTGCATGATAATTTGAT
GAAACCGCTAAATTTTCTAACAATTCACAAAGAACTTCTCTCTGACTAAGTTTTAGTTAC
AGGACATGCCACCCCCCACCCCCACCCCCACGGACCTTGCTGTTTACTTCAGTGATTAGT
CATCGAAACCTAAAACTATTGGAACACTGTACAACTTGTGCTGCATCATGCTTCCCTCTT
TAAGCCAACTCAAGCGGAAACAGGTCAAAAATCAAACTGGTTCAGCGGATCGACTGTGGT
TCTGTAGTCGGGACTATTCAGTGCTAAACTGCGGGGATTGCTTCTCTTTTCTGTGAGCTT
GATAATAGGAGGGTCCGATCTTTGCTCCTGTAGACGAAACTTCTGATGTGTGACGTTGAG
CCTCTGGATGATTTTGCACAATATTTATTTAAGACAGAGGGTCGACAAATCCGTTCCGAT
TAGGTGCTGAAAATCTGTCCTTCTGGCGGTTGTGGAAGCTTCATGTTTTCTTTGGACATC
ATTAGACGCCTCAGCTCTTGAAGAACAATTTTAATGCTATATGAATTCTGCCACTTTGCT
AATATTGGTATGCTACGAGAATCCACCATTCCGTTGGAATTATTTATCCCATTCATGCTA
ATTTTTGTAACAAATCTAACAGTGGGGGCTGTCTCGGGGTATCTAGGTCCACATTCCACT
TTCAGGCTGTATATTCTGTTCTCATAGTTGGTTCGTGCTGGTCCGATGATCATGCCCGTC
CACCGCGTGAGGGTCATGTCGTCGTCATCCTCCAGGCCCCAGCTGACCGTGCCATCACCT
TCGCCCTTCTGGCCTTCTTCCAGCTCTTCCAACAAACGAAAATTGCGTGGAACTTTAACT
CCTGAGGAGCCGCCATCTTCTCAGCCGAGTCCCAGACGCGTGGTACCAGATCGGCCAGAC
>CL874Contig1
TTATTCCATAAAACGAAGTCACATGATTGACACAAAAAAAAAAGAATCAAACAAGATTAT
TCAAATAAATATCCAGGAACAATGGGATCCATTAGGTGACAGAAAACATTACTCAGTAGC
CGCCAGGAATCAGTCTAGAAGTTGAAAAATCTGATCAGGCTTCAGATTTTCGCATACAGC
AAATCAAGCTTATTCAGTTTAGGTATGGATCAAATTTGCAAATAATATCATTTAACTAGT
TATGAATGTGGGCTGTTGGCATGGCAACAAAGTCACACTGCTGTTTAATATTCCAGCCTT
CAGTGTTTTATTGAGTAACAAGCTTTTTCTGAGAATCAAACATTTCATGCACCTAGAGGT
AAACAATTTGCCCACAGTAAGCCGTCCAGCTGCGCCACCATGGCAACAGAGTAAGTGCCC
GATGGGGAAGCCCTCTCCTCCTTCACCAGTCACAGGTCGTTCTCAGCGGAGGTTAGCGCT
GCTATCTGGACGCTGCACTGAACTTTCCCTCAAAAGCTCTCCTTCCTCCCTCCTGGTTTC
AGAGAAGCCATCAGGAGATAAAGCTGGTTTGTGGGACGACGTTGTCCACTTTGTGGTCGG
CAGGGTTTGCTGCCAGTTCGTAGTTGCAGATGGTCACTTCATGTCTGTGAGCCTCTGTGA
ACTCTCCTCTGAGCCCGATGTAGTACACCCGGGTGTTGTCTGCACCATAGTTTTTGGAGA
TGTGGATGGAAAGGTGCTCTACGTTGGTAAAACGTGCGATCTTTGTAGGATACTCCAGCT
CTGCATTGGGGTCTTTGTTGAGCCTGAATGACTGCTCCGGTTCTCTGCCTGTGTCATCAA
AAGACATCTGAGGAACGTTCTTGAAAAGCCTAATCTCAGCTGGATGAGTGTCGTCATCTT
CTCCTGATATAATGATGCTTTTCAGCTTCACACTGCCGGTAAAGGGGATGTTGAACAGCA
GCTCCTCGTCTGCATCACTATCCACAAACTTTTCTCGCTCGCGGCGCTGGTCCCACGGTT
TGAACACCAGCTTCCCGTCTCCGTCCCTGCTCTCGTTCAGGCACTGCAGCTTCTCCAGGT
CGATCCGCTGATACAGTCCGTACTCCAGGCCCCTCTCTGCGGGGTCGTGCTCATGCTCGC
AGCTGCAGCCGTGCCCATGCCCGTGTCCGTGCCCGGACATCTTGTGTATAAACTGCAGGG
TTCCGTGTCAAAAAGTCGTGGATCACGAGTATAAAACTGCACCGATTAAATGTTTCAGCA
AGTTTCGCTTCTTGAGAGCCCTAGTGTTCTTAAACGAAGTTGCAATTGCAACT
>CL875Contig1
GATTTTATGCATTTTCCCATAACATTCATGCAGGGATTGCAAAACGTAAGAGCCCTGCTT
TTTTTTCTTCGTTTTCATCACAAATGGGTCCCTTTATACATTGTTCTTTAGAAATCTAAC
AAAAAATTAATTTAAAAGCTTGTAAACAAAAGTGACCGTTATTATTCTGCTCCAAATAAG
ACATGTGCAGAGCAATTCATCCATATCTAAGTTTTCATATCAAATGTAATTATTTAAAAA
TATTTTGCTCACACGGGAGAAGTTAATACATTTTTATTCGTTGTGGATGGCAGGAAATTC
TTTTTTAAAGTGGCACAGTGGAGTTTTAGCCAGCAGGTGGCAGCATGAGCTCACCATCCT
TGCAGAGGGACAGCAAGAATAAATGGTTTCCCAATGAGTTTGTCAATCCACTGAGGGGAC
CTCATATTGATCTTTAGTTCTTCAGGTCGCTCATCTTCAATCTCTTTGGATGAGCAGCAT



TCAGCGCCTGATCCAGGTCTTCAATGATGTCAGCCTCATCCTCCAATCCAACAGAGAGGC
GGATCAGGGTGTCGCTGATCCCCAGAATAGTCCTCTCATTTTCTGGCACTGACGCATGAG
TCATGATTGCTGGATGTTCTGCTAGACTTTCATATCCACCAAGACTTTCTGCGACCGCAA
ACAACTTCAGGTTACAAAGGAAGGCTTTCGCATTTTCAAGTTTCCCTTTAATGTAGAAGG
CAATCATCCCCGGGCATCCAGTGCACTGTCTCTTCATTATGTCATACTGGGGGTGCGAGG
GCAGACCAGGAAAAATGACTCGCTCCACCCTGGGATCCGCCTCCAGGAACTTAGCAGCAG
CCATGCCGTTTTTGAAGTGCTGCTCCATTCGCAGGTGTAGCGTTTTCAGTCCACGGTTAC
ACAGAAAACAGTCGAAGGGAGACGGGACACCACCCAGAGCGTTTTGCAGAAACCTCAGTC
GCTCACACAGACCCTCGTTGTTCAATGAGAGCATCCCCATCACCACATCACTGTGACCGT
TCATGTATTTTGTGGCCGAATACATGCAAATATCTGCTCCCAATGCCAGAGGGCGCTGGA
AATACGCCGACATGAACGTGTTGTCCACGACAACCACGATATCCTTGTTGTGCTCGTGCA
CCAAATCGGAGCAGGCCTTGATGTCAACCACCTTCATCGTGGGGTTGGTTGGTGTCTCGA
TCCACACAAGTTTGGTGTTGGGCTTCAGAGCAGCCTTGAGCAGTTCTGGTTTTGTGCAGT
CAGCAAAAGAAACGTCCACGCCAAGACCAGCTGCAATTCTTCGGAAGTACCGGTTTGTGC
CTCCGTACACATCATCCATGCACACGATCCCATCCCCTGACTTCAGCAGGTGAGTGACGG
TCACTGTGGTAGCCAGTCCTGATGCAAAGGCGAGAGAGTACTTTGCTCCATCCAGAGCTG
CCACGGCCTTTTCTAGACAGTTTCTGGTAGGATTTCCACTTCGGCTGTATTCAAAACCGG
CGTGGTCCCCCGGTGAGTACTGCTTGAACGTTGTGGACAGGGAAATAGGCGGCACCACAG
CCATCGACTTCCACTGCTCCGGCTCCTGCCCGACGTGGATGGCGTCCGTGGCGAAGGATT
TAAAGGCGGTACGGAAGCCGGCAAACAGACCATTCTGCGTGTCCCGTTTGTTCGCGTGCT
CCATCGCGGCGTGTTTCCTAAAAGCGTCCGGACCACCGTGTACTCAGAGCGCGCATTCCC
CGGCCATAAGGCCCGGGTTTA
>CL876Contig1
TCGGCACGAGGCTAGCTAGTAGTCAAGTAAATAAAGCTTTTAAAAATTCATATCATTAGT
GAAATTGCATCTTAGGTATAGAGTCGAACAGTTTTCACTGGTAATATGTCAACTCCGGCA
AGACGACGTTTAATGAGAGACTTTAAACGGCTGCAGGAAGATCCTCCAGCAGGAGTTAGT
GGAGCCCCATCAGAAAACAATATCATGGTATGGAACGCTGTCATTTTTGGACCGGAGGGA
ACACCTTTTGAAGATGGAACCTTCAAACTTACCATTGAATTTACAGAGGAATATCCCAAT
AAACCTCCAACAGTGCGATTTGTCTCCAAAATGTTTCATCCAAATGGTTTGGCATACTTG
TAATTATACATAGAACTGAGATTATTACTCTACCTAATGTTTTTGGTGCTCTCTTGCAGT
GTATGCAGATGGCAGCATATGCTTAGATATTCTTCAGAACCGCTGGAGTCCAACCTATGA
TGTATCATCAATCTTAACTTCTATACAGGTAATGAATATAGGACACAAACCAAATCATTT
TTATTATAAATAAGTCTTATTATTATTTAAACGCAAATTTAAGATGCTTATCTTCATTTT
TCTATATATTTAAAGTCTTTACTGGATGAGCCAAACCCAAACAGTCCTGCCAATAGCCAA
GCAGCCCAGCTTTACCAGGAAAACAAACGGGAGTACGAGAAGAGGGTTTCTGCTATTGTA
GAACAGAGTTGGCGTGACTGTTGACTTTTGGTTTTTGTTGGAGTCTGGTCAGCCCAGAAT
AAACCAACCATCTATTAAGAAAGCAAATTCTCAGAGATGACACATTTAAAAAAAATAATC
CTCCAGTATATTTGTCCCATCACTGGTTGCTCAGTTTGTTTGCTGTTGT
>CL876Contig2
AGATAATGTACAGTTTGTTACATGGGTTACCAGTGCAAAGTTGTTTTTTCAAAACACCAT
TCCATTTCAGCGGCGTGACCAGGATTTGTTTAAGGTGGCGGTTATAAAATGTTCAAATAT
TTCCATGAGCCTAAAGCATTTGGATCTTCCTGAACCTGAATGCTTCAGGCATATGGGTCA
ACATAAGATGTCAAGTTCCCAAAAGGGCTACTTCTTTCAAGTAAAAAACAAAAAAAAAGT
GAAGTTTAAAGTAAAAAGGTATGGCTCTGCTAAAAAATATTTTTTTAGAAAAAGTACCTC
TAAAGGAATTTGTTATAGGAACATGGCAAGTAACTGTAAGTTCTTTATTTTTTCCAAAAA
GACTTCCAGTCTGCAGAAAAAAATAGCCTGCTAATCAGAAAAAGCCCATCAGCTTTATTT
TCAGTTAAATATAAAATGTCATCTACACAGCAAACCACACAGCAAGCACATCTACACAAC
TGTCACCACATCATTCAACCTGTTCACTTGAAAATTAAAAAGGTAGAGAATTGACAATAT
TTTATCTTAAAAAAGAAAAGAAAAGTCAGTTGGGGCTCAGCAAGTAACCCAGATATAACA
AGGTACATTAACTTATACATTTGCTTTTGCCAGACAATCGGATTTGGCAGGAGTGAATGC
CACAACACAACAGCAAACAAACTGAGCAACAGTGATGGGACAAATATACTGGAGGATTAT
TTTTTTTAAATGTGTCATCTCTGAGAATTTGCTTTCTTAATAGATGGTTGGTTTATTCTG
GGCTGACCAGACTCCAACAAAAACCAAAAGTCAACAGTCACGCCAACTCTGTTCTACAAT
AGCAGAAACCCTCTTCTCGTACTCCCGTTTGTTTTCCTGGTAAAGCTGGGCTGCTTGGCT
ATTGGCAGGACTGTTTGGGTTTGGCTCATCCAGTAAAGACTTTAAATATATAGAAAAATG
AAGATAAGCATCTGTATAGAAGTTAAGATTGATGATACATCATAGGTTGGACTCCAGCGG
TTCTGAAGAATATCTAAGCATATGCTGCCATCTGCATACACTGCAAGAGAGCACCAAAAA
CATTAGGTAGAGTAATAATCTCAGTTCTATGTATAACTACAAGTATGCCAAACCATTTGG
ATGAAACATTTTGGAGACAAATCGCACTGTTGGAGGTTTATTGGGATATTCCTCTGTAAA
TTCAATGGTAAGTTTGAAGGTTCCATCTTCAAAAGGTGTTCCCTCCGGTCCAAAAATGAC
AGCATTCCATACCATGATATTGTTTTCTGATGGGGCTCCACTAACTCCTGCTGGAGGATC
TTCCTGCAGCCGTTTAAAGTCTCTCATTAAACGTCGTCTTGCCGGAGTTGACATATTACC
AGTGAAAACTGTTCGACTCTATACCTAAGATGCAATTTCACTAATGATATGAATTTTTAA
AAGCTTTAT



>CL876Contig3
GGGCCCCTTTTTGTTTGTTTGTGGTAGAGTCTGACGACTCGGAAAGGAAGCCAAATATTT
GTCGGGCTAGTAGCGGGCGTCAACTAGCTAGTAGTCAAGTAAATAAAGCTTTTAAAAATT
CATATCATTAGTGAAATCGAATCTTAGGTATAGAGTCGAACAGTTTTCACTGGTAATATG
TCAACTCCGGCAAGACGACGTTTAATGAGAGACTTTAAACGGCTGCAGGAAGATCCTCCA
GCAGGAGTTAGTGGAGCCCCATCAGAAAACAATATCATGGTATGGAACGCTGTCATTTTT
GGACCGGAGGGAACACCTTTTGAAGATGGAACCTTCAAACTTACCATTGAATTTACAGAG
GAATATCCCAATAAACCTCCAACAGTGCGATTTGTCTCCAAAATGTTTCATCCAAATGTG
TATGCAGATGGCAGCATATGCTTAGATATTCTTCAGAACCGCTGGAGTCCAACCTATGAT
GTATCATCAATCTTAACTTCTATACAGTCTTTACTGGATGAGCCAAACCCAAACAGTCCT
GCCAATAGCCAAGCAGCCCAGCTTTACCAGGAAAACAAACGGGAGTACGAGAAGAGGGTT
TCTGCTATTGTAGAACAGAGTTGGCGTGACTGTTGACTTTTGGTTTTTGTTGGAGTCTGG
TCAGCCCAGAATAAACCAACCATCTATTAAGAAAGCAAATTCTCAGAGATGACACATTTA
AAAAAAATAATCCTCCAGTATATTTGTCCCATCACTGTTGCTCAGNTTG
>CL877Contig1
ANCTTTTATTTTGTAAACGACTGTAGTAAACCCCTTCCTGTTCCCCCGAGTCTGAGGACA
CCAGCTTAATCCTAACCGACACCAGCGGCGAAGGTGAAGAAGAGTCTGAGGAAGAGGAGT
TGGCTTTGTCGCAGCAAACGCCTGGAGAACGGCGAGCAGAAACGAGGTCACGCTCGGAGA
CTCGTGGGCGGCGGCCAGAACCTGTTCTGCTTCATCTGCTGCTAAAAAAAGATCAGAAAG
CCGCGGACGGCGCCCTGCCGCATCTTCAACCAGCCCGCCGGACGGATGGCGGACGTGCTC
CGTCTGCAGACGGGAACCGGGCGGGTCAGAACCTGCAGGGAGACGGGACGGACCAAAGAC
CGGACCACCGTGCTCAGGGGCCGGAGAGGGGGCGGGCCAAAAACCATCAAACCCAGAAGA
CATGGAAGGAAACCAAACGCGCCATACGCCAACAACGGCGAGGAGGGGTTGGACAGGAAG
TCAACAAAAACAGAAGGGGAATGCGGTGAGGATGCAGGAAATTCTACCTGGACAGGTGAG
AGGAAGGAAACTACAGGGAGGAACTGAACCAGGAACCAGGCTGCGTGTTTTGGGGCTTGT
TAGCCATGTGGCAGGTTCACCTGTCCAGGTGTGCCTTAAAGACCAGGAAAGCTTAAAGAC
AGAAAACACGGCTTTTATTTAGAGGAAACAAACATCAGAGCCACTCTCAGACAACAGTCT
GATTGGCTGCTGGCAGATGGGGGCGGGGCTCAGCTGTTAGCCAGCGAGCCCTTCAGCACA
CTGAGCACGCTCAGTGCCGAGTCCACACAGCCGTCAAAGTTGGAGTGACAGAAGGCGTCG
CCGCCGCAGACGAGCAGCGGCTGCTCCAGGACAGTCATGTGACCCGGACAGTCGGGGACC
GAGGTCAGCACCTGGGAGTACCGCCACTTCTGACACTTGATGCTGACTGGCTGAGGCAAA
TCAGGGAGGAGCCTGTGGAGCTCCTGCAAGATGATTGGCTGGACGTCCTCTTTGTCTCGC
TCCAGGTGCTTCTCGCCAAATGGAACGCTGGTGTGGACGACGAGGGAGGGGCCACAACCC
GAGTTATCTGCGCCGCGTTTCCGGTTGTCCACGGCGATGTAGCGGATGCAGGCGTTATCC
GAGACGTACTTGGCGGCCCAGCCGAAGCTAAAGACGGCGCCCGGGGAGAAGAAGAGCGCC
AGCGCGAACCGGGACGAGAACCTGACGCCGTCCAGCTGCTGCCTCTGCTGGACGGAGAGC
AGGTTTCCCAGGTCTCCCTGCAGCTGCAGGATCTGCGGCACAGGCATCGTCAGGACGACG
GCGTCAAACGTTTCACTGCCTCCCGCTTTTCTCTCCACCTCCCATGATGCACCACGGCGG
TGCAGAGCCGTCACGTGATGCTCCAGGAACACCTCGGCTCCTGACTGAGACAGAAAGTGC
TTGACCAGGCTGCTCATGCCGCGCGGCGGCACGTAGTCCTGACTGCCATCTCTCTGCCGC
AGACCTTCGATGGGACAGTCGAGAGGCTGCAGGACGCCTGCAGACAGCAGCTCTGTGTAG
AAACTGTGGTGGGACTGAGCGTAGGCCGGCGTGGCAGTGATGTACTGAGCTCCCAGGTCA
GCCGAGTGAGACGAGGCGTCAGGGGGAGGACGACTGGTGGACATCCTGCCGCCTGCGCCT
CTAGCCTTGTCCCAAACCACGACCCGGACCTTGTTCTGCAGCTCTCTCCGTAACAGACAT
GCGCACAAGCTGCCAGTCAGACCCGCGCCAACTATTAGCACGCGGGCCATTTTCGGAACC
GAAGCGGCTCCGGTCCGCTGGTTGTTCGGGTCCAGAATTGCAGGAGTTAACGGTGGATCC
GGGTTATAAAATAGAAAACCACAGACGGACACACAAAAACTATTCCTGCGTTAAAACCTG
CGGAACTTGCC
>CL878Contig1
CGTCAGTGCCGCTGCCAGGCTGCATGCACACACCAAGCACAGCATGGCATACAGTGCAAA
GATAGGTCCATCCATCCTGAGCAGCGACTTGTCCTGCTTGGGCAGCGAGTGTGTGCGGAT
GATGGAGTGTGGGGCGGACTATTTGCACCTGGACGTCATGGACGGGCATTTTGTCCCCAA
CATCACATTTGGTCACCCCATGGTGGAGTGCCTTAGGAAATGCGTGGGCCAAGACCCCTT
TTTTGATATGCACATGATGGTGTCCCGACCGGAGCAGTGGGTGAAGCCCATGGCTGCAGC
AGGAGCCAGCCAGTACACCTTCCACTTGGAGGCCACAACCAACCCTGGAAACCTCATCAA
GGAGATTCGAGAAAGCAGAATGAAGGTGGGGTTGGCCATCAAACCCGGGACTACGGTGGA
AGAATTGGCTCCCTGGGCCAACCAGATCGACATGGCTCTGGTCATGACTGTGGAGCCCGG
TTTTGGAGGACAGAAGTTCATGGATGACATGATGCCGAAGGTGAGCTGGCTGCGCAGTCA
GTTCCCTTCGTTGGACATCGAGGTGGACGGGGGGGTCGGTCCCGACACCATTCACAAGTG
CGCCGAGGCGGGGGCCAACATGATCGTGTCGGGCAGCGCTGTGATTGGAAGCGACGACCC
GCGCTCCGTCATCGCACTCCTGCGCACGGCGGTGGCCGAGGCAATCCAGAAGCGCTCGCT
GGACCGCTGACATCCTGTGGACCGGCCTCGGCGTGGACTTGTTGGGGTGGCGGGGGCCGG
AGAGGCTGAGTTGTGCCGGTTTGGATTCCGTCAGATATAAGATGAGGCTCTAACCTCCGA
GTCTCATCTCAGCGCAGGATGGCGGATCATGGAATTCAAGATTGGAGAAAAAAAAAAAAC



TGCAGAAACATTCCGGAAAAGATCCTCTGTCGTTTCAATCATTCATGGAGATTAACTGAG
TTAATTGTAAAAGTTTGACTATTTTTTCTTCCATTAAATCTTGTTTAAAAGATAAAAAAG
GTTGAACAGTTTTGCTAAAATTCTAAGTGGTCTTATTCTTTGATTTATTCCCCAAATTAT
AGTTTTGGGAAACATTTTCAAGTTTAGTTCATACTATAGTTCATACTGTAGTCATGGAAA
CGATGTTAGATC
>CL878Contig2
ACCTTTTTTATNCTTTTAAACAAGATTTAATGGAAGAAAAAATAGTNAACTTTTACAATT
AACTCAGTTAATCTCCATGAATGATTGAAACGACAGACGATCTTTTCCGGAATGTTTCTG
CAGTTTTTTTTTTTTNGNTCCAATNTTGAATTCCATGATCCGCCNTCCTGCGCTGNGATG
ANACTNGGGGGTTANNGCCTAATTTTNTNTNTGACGGANTCNAAACNGGNACAACTAAGC
NTTTCNGGCCCCNGCCACCCNAA
>CL879Contig1
ATGCAGACAGCTGACAGCGCGAGGATCTGAGCCGGGCGCGCTCCGTGACCTTCCTGTGTG
CGACTGACCGACAACATGGACGGCAACACGGACGACCTGTTCCACCCCAGTCTGGAGGAG
ACCATCCTGAAACTGGATCCGGAGGACGGCAAGCAGGTCATGGAGTACTTCAAAGCCCAC
GCGCTGCTGATTCGAGAAAAAAATCTGCTGCAGGCCTCCATCAGAGAGCAGAAGAAGCTG
CTGGTGGAAAACGCCAAACTGAAGAACGACATCGCACAGCTGCGATCTCAGCTGCAGGAC
AAGCAGGACAAGAAGCGCCGCGCCGGCAAAGCTTTGCTGTCACAAGCCCCGCCCCCAAAT
AACAATGACCACACCCCAGCCCTGTCTAACGACCAGCCTGCTTCCAAAACTGGAGCCACA
GCCGCTCAACCTGTCAATCATCTTCCTCCCTCCCCTTCCTCCCATGAGGGGGGGGACAGA
CGGGGGAGAAGAAGAAGAGGAGAGCGGAGAGCCCCTCCCACGTCTGACCCCTTCTGTCTG
GGGGCGGAGCCCCGCATGGACGCCTCACGCCTGGACCTACGGGTGGGACGGCTCCTCAGT
GTTAGGCCCCACCCACTGAGCGACGGCCTGAGCGTCCAGGAAGTGGACGTGGGAGAAAAC
GGCCCCCGAACGGTGGTCAGCAAGCAGGGGGGGGGGACGCACCTGGATGAGCGCTCCCTG
GTGGTGGTTTTGTGCAACGTCAAAGCCTCCAAGTTAAGGGGTGTGGTCTCCCAGGCACGC
CTCCTCTGTTGCTCCGCCTCCGATGACTGCGTGGAGATGCTGGCCCCCCCTGTAGGCTCC
GCCCCAGGCGACAGAGTCACTTTCCTCAGCTACCCTGGCGACCCGGACCGGGAGCTGCAG
TCCAAACAGCGGGTCTGGGAGGTGCTGAAGACCGACCTGCAGGTGGACTGCAGGGGCGTG
GCCAACTACAAGGGCTGCGCGTTCGAGGTGAAGGGGAAGGGGCTGTGCCGCGCCCCCTCC
CTGGTCAACTGTGCCATCAGATAGATCCTCCTGAGGCGCTTCTGCTGCAGAACCCGGATG
AGGAAGACACCGCTGAACGTTTAAAAAGAAAACGTCCTAAAGACGAATGAATGAAGCTTC
AGTCTGCCCTCAGTTTGTGTCTCAAGTTTCTAAAAGTTTCAGGTCAAACTTTTCAAACAA
ATCTGTCAAAGACGTTCATTAAAGAGTCTATTAAACGTGACATTCTCTGTTCCTAACAGC
AGATTACAACAACCTACGGTCCACTTTCTGACTCTAGCAGTTCAAACAGAAATGTCTTCT
TTATCAACTTCTCTGTTTAACAGTTGACTGACTCTGACTCTGTTCTTCTGCCGCCAGCCC
CGACCCTCGCCTGGATTTTGACCTTCCTGCCTCTCCTCTCATGATCTGATGCCTGTTACT
GACCCCTCCATGCCTGACCCTGATTCACCTTGTA
>CL879Contig2
AAGGTGAATCAGGGTCAGGCATGGAGGGGTCAGTAACAGGCATCAGATCATGAGAGGAGA
GGCAGGAAGGTCAAAATCCAGGCGAGGGTCGGGGCTGAAACTTTTAGAAACTTGAGACAC
AAACTGAGGGCAGACTGAAGCTTCATTCATTCGTCTTTAGGACGTTTTCTTTTTAAACGT
TCAGCGGTGTCTTCCTCATCCGGGTTCTGCAGCAGAAGCGCCTCAGGAGGATCTATCTGA
TGGCACAGTTGACCAGGGAGGGGGCGCGGCACAGCCCCTTCCCCTTCACCTCGAACGCGC
AGCCCTTGTAGTTGGCCACGCCCCTGCAGTCCACCTGCAGGTCGGTCTTCAGCACCTCCC
AGACCCGCTGTTTGGACTGCAGCTCCCGGTCCGGGTCGCCAGGGTAGCTGAGGAAAGTGA
CTCTGTCGCCTGGGGCGGAGCCTACAGGGGGGGCCAGCATCTCCACGCAGTCATCGGAGG
CGGAGCAACAGAGGAGGCGTGCCTGGGAGACCACACCCCTTAACTTGGAGGCTTTGACGT
TGCACAAAACCACCACCAGGGAGCGCTCATCCAGGTGCGTCCCCCCCCCCTGCTTGCTGA
CCACCGTTCGGGGGCCGTTTTCTCCCACGTCCACTTCCTGGACGCTCAGGCCGTCGCTCA
GTGGGTGGGGCCTAACACTGAGGAGCCGTCCCACCCGTAGGTCCAGGCGTGAGGCGTCCA
TGCGGGGCTCC
>CL880Contig1
GGGGGCAGCAGGAGAAGAAGAAGACGAAGAGCTGGCCGGGAATCTCCAGCGATAGGAATC
ATCTTAGCCGGTGGACTCTGCCCATGACTCCCGCTCTTGTCTTGCTGTAAACGGCCTCTA
TAACAGCCCCTCACCTGGAAGCATCGGACAGCAGCGGCGGAGCTCAGAGCTGCGGCTTCT
GGGAGCTGTGGGGCGCGCGCACGGCTAACCGAGCTAGCTACTGGAGATCAGCGTGAAGAG
AGCACGCACACACATACACACACGGTTGCTGCGGGATCGGAAACTCCTCTGAACGCCAAC
ATGGCGGCCAAATCTGGAGATGAACGTCTGAAGGAAATGGAGGCTGAGATGGCGCTTTTT
GAGCAGGAGGTTCTTGGTGGACCAGTACCGCTGTCAGGAAGCCCCCACGTCATGGAGCAA
GTTCCGGTGGCTTTGGCCGTCTCAGCCGTTCCTATGGTGCGGCCCATTATCGGCACCAAC
ACTTACAGACAGGTCCAGCAGACGCTAGAGGCCCAAGCTGCAAGCTTTGTAGGTCCTCCT
CCACCCACCTTCATGGCACCAGGTCCACCGTCTCGTCCTCCTCCCCCCATTTTGAGACCG
GCTTTCGTCCCACACATCCTGCAGCGTCCTGGTGGACAAAGGCTGCCAATGATGCGTGGA
CCCCCAGTCGCGCCCCCTTTGCCCCGGCCTCCTCCCCCGCCCCCCATGATGATGCCTCCT



CCGCTACAGGGTCCTATCCTTCAGGGACCTTCTCAGTCTCTTCAGCACATGGGTGCAGCT
CCTCAGGTTCCTGACATGGTATCTATGGCTCCATCTCCAAGATCAATGGCTCCACTCTCC
ATGAAACCTTCACCATCCGTCATCCAGGCAGCTCCAACGGTTTACTCGGCTCCTCCTGTC
ACGCTGGGTCATAAGAAGGTCGACGCCCGCACCCAGAGGCAGGCCAGAATGGAAGAGCTG
GCAGCGCGGGTTGCAGAACAGCAGGCAGTTGTGACGGCAGCAGGTCTACTTGACAGGAAG
GACAGTGACGACAGCAACACAGTGATCGGTCCCAGCATGCCAGAGCCTGAGCCCCCCCAC
CCTGAGCCGGTGGAAAGCGTTACAGAGGACAAAAAGAAAGGAAAGTCGGAGAAGGTGAAG
AAGTGCATCCGAACTGCAGCAGGAACCACCTGGGAGGACCAGAGTCTTTTGGAGTGGGAA
TCAGACGACTTCCGCATTTTCTGTGGAGATCTTGGGAACGAGGTGAACGATGACATCCTG
GCCAGAGCCTTCAGCAGATACCCGTCTTTCCTCAAAGCCAAGGTGGTCAGAGACAAACGC
ACTGGAAAAACCAAAGGATACGGCTTTGTGAGCTTCAAAGATCCCAACGACTACGTCCGT
GCCATGAGGGAGATGAACGGGAAGTACGTGGGCAGCCGGCCCATCAAGCTGAGGAAGAGC
ATGTGGAGGGACCGCAACATCGATGTGGTGCGCAAAAAACAGAAGGAGAAGAAGAAACTG
GGCCTCAGATAGGCTGGGTGTGGGGATGTCACCAGCACACGTCCCTGAGTTTCTGTTCAC
ATTTGTTTGTTTTACCTCAATAAAGCGTGATGCAGGNNAAAAAAAAAAAAAAAAAAAAAA
AAACTT
>CL881Contig1
GAAGAAATACTTGGGAGTGATGCTTGGACGCTGAGGTGCTTCATCGATTCTGTGTGCGGT
TAAACAGTGCAGCCTCAGGGTTAACAACTGAGAGAAAACATTCAAATTCTGTTCTGCAGC
ACTTTAGGTCAAATCTGACCATCAATTTGCAGTTTTTAAATATTCAGCCGTGAGTGGTCA
GACTATTACTCTGAATTCTTAAGTCATAAACACTCAGAGACTTGATTTGTCTTCAATAAT
ACTAACAAAAATAATCAATGCCATATTGTTTTTCTACCATCATCACTTTATTTTCCAACA
TCAGCCTACAGTTTTTATCATCATCAACACATAATCCATGTTAAGATTTCATCTATAAGC
CACTGTTGTGCGGAGAATTTGAGTCTGAAGAGGAGGAATCGTTTTTTTAGGGGGAATTTC
CTCACAGAAAAACCAGGTGGAAAATTCTGGAAAAAAGAAAGTGATTTATATCACAAAAGG
GATCAATTATTTCTGGAGATGATTTCCAGCTTCAACTGTAAATGTAAATCCTGCTATTGT
TCGGGTCTTAAAGGCATCTGCGGTTAACTCTTTCCATCGCCCAGCCTGCTTCCTGCCATT
ATTAAGACTCTGTTTCCTGCTCAGAGAGGAGTGTTTAAATGCGTTAGTCGGATTGGGGCG
ACATGCATCTATCAGTAAAAATGAAGCCACTGCTCATTCCAACGTCACCCTCAAGTTAAG
CCACTGAGGTTAAAGGCACAGCTTTAACACGTCGTCCTCACCCACCCTCCCCCTCCAGAT
CCCTCTCTTCATGTGAACATTCATGTCTTCCATGTTCACTTCCTCTTCTTCTCGTGGCGT
CTATAGGAGGACGCAGCGCTTTTTGGGCTTGGTGTCTGGAGGCTCCAGAGCTGCGAGGAT
GGCCTCATCAAAGACGTTCTTCAGACCTCTCTGAGTGAGGGCTGAGCACTCCACGTATTT
GACGGCTTTGAGCTCCCGAGCCAGTTTCTCTCCGCTCTCACAGGCCAGAGCTCGCTGCTT
GTTCTTTGCCAGCTTCTCCAAAGTGTTGCTGTCGTCTCTCAGATCCACCTGAGTCCCCAC
CAGCAGGAAGGGCGTCCGTGGACAGTGGTGGGAGATTTCTGGCACCCACTTTTCTCTGAC
GTTCTCAAAGGAAGAAGGAGATACAACGGAGAAACAAACAAGGAAGACGTCTGTCTGAGG
GTAGCTAAGCGGCCGCAGTCTGTCATAGTCCTCCTGACCTGCAGTGTCAAAAAGGCCTAA
AGTGTACGGTTCCCCGCCGATCATCACTGTCACCGCATAGTTGTCAAAAACCGTGGGCAC
GTATTCAGAGGGAAACTTGTTAGTCGTATATGAGATGAGCAGGCAGGTCTTCCCCACTGC
ACCGTCTCCCACCACCACACACTTTATGGTCTGCATCTCGTTCGCTCTCAGCCTGAGTGC
TGGTGAAGTGCTGCGTTCAAGGGCTTCACGTACATTCCTACTTACTTCCGTTCCAGCGGA
AGTCTGAACAATAACGTGTGTTCTGTTCAAGTTCCACGAGATGTCCCCGGCCATAATGCC
CGGGTTTA
>CL882Contig1
GGTCCCATCTAGCAGAGGTGACTTGAAGCTGAGACGAAATAAGGCTGCAATTATGCTTGG
ACAAGCAGTTAGGCGCTTCACTACTTCAGCCATCCGGTCTTCACATTATGCTGAAGGACC
AGGAAAGAATCTGCCATTTTCAGTGGATAACAAATGGCGTCTCCTTGGCCTAATGGTGGT
GTTCTTTGGCAGCGGCTTTGCATTCCCCTTCATTGTTGTCAGACATCAGATCTTGAAGAA
GTGAAATGGTTCCATGTCCCTTAACCTTTATGATCGTCAGCTGGAACATCCATCAACATT
CTGTCTTTGCTGAATGATGGAAATCACTTAATTGTCTTTGTAAATAAAGGTCTCCTTAAA
TACGAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL883Contig1
GGTCCAGCTGCACATAACAGCGCTGCTAAAGTGTGCACAGTCCGTTGCTTTAAAGACAAA
GGTACAATGGCTGTTCCTCCTGCATACTCAGACTTGGGAAAGTCTGCCAAAGACATCTTC
AACAAAGGCTTTGGTTATGGAGTTTTAAAGCTCGACATAAAGACCAAGTCTCAGAGTGGC
GTAGAGTTCGCCACTTCCGGCTCCAACAACACGGACACGGGGAAGTCTGGAGGCCACCTG
GAGACCAAGTACAAGCTGAACGAGCTGGGCCTTAGCTTCAACCAGAAATGGAACACCGAT
AACACGCTCACCACAGAGATCACCATGGAGGACCAGCTGGCGAAGGGCTTGAAGCTTGGT
CTCGACTCGTCATTTGTGCCAAACACCGGCAAGAAGAGTGCCAAACTGAAGACCGGTTAC
AAGCGGGAATATATGAACCTGGGCTGCGACCTGGACTTTGACATGGCTGGCCCGACCGTC
CACGCCGCCGCCGTGCTGGGCTACGAGGGTTGGCTGGCCGGGTACCAGCTGGCTTTTGAC
ACCGCTAAGTCTAAGCTTGCTCAAAACAATTTTGCCCTTGGATACAAAGCTGGCGACTTC
CAGCTTCACACCCATGTAAATGATGGCACAGAGTTCGGAGGCTCCATTTACCAAAAAGTG



AACAATAGCTTGGAGACGGCGGTTCACCTGGCGTGGACGGCGGGCAGCAACAACACGCGC
TTTGGTATTGGAGCCAAATATCAGCTGGATAAAGATGCCAGCCTTTCTACTAAGGTAAAC
AACGCCTGCCTTGTTGGAGTTGGATACACGCACACTCTTAGGCCAGGAGTGAAGCTCACC
CTCTCTGCCATGATTGATGGGAAGAACGTAAATGGCGGCGGACACAAAGTGGGATTGGGT
TTTGAGCTGGAGGCATAAAATTCAGGAGAACAGATGAGAGGAAAGCGGCGCAGGGAGAGG
AGGAGGATCCCACACAGATATGCAGACACACTCTCTTCAGCCTTAACCTGAAACCCAAAG
CAGCCTGGAAGACCTTACAGTACTGTAATCCACTCCGACTCATGTCTGGGATAGAAAATA
AAATCTTTTAAATATATTTTACCAGAGTACAATTCCTCTCTAATAATGTGCTGCTTTAAA
AAAACCTTCAGGATCTCACTTGCGTGCTCTCTGAAATGTTTTAAAGTCTCGTTTAGTTTA
TGTGGTCAGTCTGAGTTCAAGAAGTTTTGTTATGCAGTGTTTCTTTTGCACGTTTTCAAG
GCAAGAGGGATGATTTTAAAGGTTAGTCATTGGCAGATAAAGCCAATCCTCTTGATCTTA
GTCTCAAGCTGTGAATAATTAGCTGCCTGAACGTCTAATTTTGGCTCCTCTTGTTGACTA
AAGCGGAGGCAGACTTCAGTTTAGGCCTCTATCATCTCCTCTGTCTCGTTCTGTCTTCCG
TCTTCCAGCATTGACCTTCACACTTCACCTCTGTCCTTTCTATAATAGGGCAAAGAAATT
AGAACCTCAAAGTAATTTTAATGAATAAATATCAGTTAAAAAAAAAA
>CL884Contig1
GAGGGCTGCCCCGNAGCTAGGAGGGGGGTTGGGAGGTTCGAGGAGAGGCGGAGCTGACGT
CAACATCAAGCACTCTGGACGAGATGATGCGTCGCGCTACGACGACCGTCCCCTGGGGGG
TGACCGTGACCGTGGAGAGCGCAAGGAGCGCAGCCGCGACCGCGATCGGGACAAGGAAAG
GGAGCGGCGCCGGTCCAGATCCCGAGATAGGCGGCGCCACATACGCTCCCAAGACCGGGA
CAGGGACAGAGAGAAACCAATCGCAGAAGACGGCGCTAGCAGCCGTCGCCGCGAGCGAGA
ACGGGATCGCGGAGCGGCTGCAGGGGTGGGGGCCGCTGCGGGGGGGAGCAGTAGAAGCAG
GGAGAGGAGTCGAGACAGGAAACGGCGGAGCAGGAGCCGAGATCGCAAGCGAGAGCGGGA
GCGAGGCAAAGGGCTGGATGGAGAGGAGGCCGGTCAGGGAGACGGCGTTCCAGAACCTGG
TGAGCGCATTCCAGAGGAGCAGGAAGGAGAAGTGGCTGAAGGAGGAGAGGAACGAAGGGA
CAGGGAGCGAGACAGGGACAGGAGGCGCAGCCACAGGGACAGGGACAGGCGTCGGGGGGA
GCGGGACAGAGACAGGGAGCACAAGAGAGATCGTGGAGACAGAGACCGAGGGGAGCGGAG
AGAGGAGCGGCATGCTTCTGCACGGGAGGAGGTGGCTCCTCAAGGAGACGGCGCCAACGA
GGAGGATGGAGGCCCAACACACATGGAGGAGTACGGCCAGGAGGCCATGATGGACCAGCA
GATGGTCCCGTCGGTGGACGGCTACGGCTCCGAGAACGGCTTCAAGATGGAGCCAGTAGG
AGAGGAGTACTGAGGCGGGGGTAAACTCCGCCCCCCGCATGCCTCAAGCCTCAGACCTTC
AGGGTTTCCGGCCCCTAAATGCTCCTGTCAGCCCGTTTGTATCATTGCTCCTGCAGTGGG
GGGTGGGGGGTCTCTCATTGGAACTCTGCAGTTTTGTTAAAACATCAAAAACCTGTCAGT
TTGACTCATTTACAGAGGGGGGGGGCATCAATGAAGCAGCAACATGTCTCTGTAAGACGT
TAGTGTGTGTTGCTCGTTTTGTTTTTCATGTTTTTTGAATATCTGCTGTCAGTAGATTTT
CAGGGTCATTTTAATAAAGATGTGACTTGACGGCAAAAAAAAAA
>CL885Contig1
GCTTGACGTCGCTGCGTCCTTGGTGCGCTTGGCTCGGATCGGCTCGGTTCTCGAACCTGT
TGTGCTTCAACATGAAGTTCTGTTCGGCGCTGTTGGCTCTGTTCGCCGGCGTGGCCGTGG
AGGCCACCGTCTATTTCAGGGAGGAGTTTACGGACGGAGATGGCTGGAAGAGCCGATGGC
TTGAGTCAAAGCACAAGTCTGATTACGGTCAGTGGAAACTGAGTTCTGGAAAGTTCTACG
GAGACGCTGAGGCAGACAAAGGAGTCCAAACCAGCCAGGACGCCAGGTTCTACGCCCTGT
CCGCCCGCTTCCCGCCATTCAGCAACGAGGGGAAGACGTTGGTCATCCAGTTCACCGTCA
AGCACGAGCAGAAGATCGACTGTGGAGGAGGCTACGTCAAGGTCTTCCCCTCCGACCTGG
ACCAGAGTGACATGCATGGAGACTCCAAGTATTATGTGATGTTCGGACCCGACATCTGTG
GATACAGCACCAAGAAGGTTCACGTCATATTCAACTACAAAGGCCAGAACCACCTCATAA
AGAAGGATATCAAGTGCAAGGATGATGAGCTGACCCACCTATACACGCTGATCCTGAATC
CAGACCAGACCTATGAGGTGAGGATTGACAATGAGAAGGTGGAGTCAGGCTCTCTTGAGG
ACGACTGGGACATGCTGCCCCCCAAAAAGATCAAGGATCCTGACGCCAAGAAGCCCAGCG
ACTGGGACGACCGGGCGACCATTGACGATCCCAGTGATACCAAACCTGAGGACTGGGACC
AGCCTGAGACTATCCCTGACCCCGACGCCAAGAAGCCTGACGACTGGGACGAGGACATGG
ATGGTGAGTGGGAACCCCCCATGATCACCAACCCGGAGTTCAAGGGTGAATGGAAACCCA
AGCAGATGAGTAACCCCAACTACAAGGGCGCATGGGTGCACCCCGAGGTGGACAACCCAG
AGTACGCTCCCGATGCCAACATGTACCTCTTTGACAACATCGGCGTCTTGGGCCTGGACC
TTTGGCAGGTAAAGTCTGGAACGATCTTTGACAACTTCCTCATCACCGATGACATCAAAG
AGGCTGAGGAGGTCGCCAAGGAAACCTGGGAAGTCACCAAGGGCCCAGAGAAGAAAATGA
GGGATGACCAAGAGGACATAGAAAGGAAACTTAGGGAGGAAGAGGAAAAGAGCAAAAAGG
ATGATGAGGATGAAATGGACGAAGAGGACGATGAAGAAGAGAAAAATGAGGAGGAGGAGG
AAGACATGGATGCTGGAACAGATGACGATGAGGACATTAAGCAGAAGGATGAGTTGTAGG
AGTTTGATGATGAACCAATGGACATTTTTTCCCTAAAGCTTTTGTCTGAGGAAGGGGAGG
AGCCTAATGTTCATCTGCTTCAACAGTTTTCTAATTTAATCTGATCAGTTAAGGATTTTC
TGTGTGTGTGTGTGTGAGTGTGAGTGTGCTTGTGTATGAATGATGGGAAGAAGACAAGGA
AGTAAAGTGGATTTCCTGGGAAGGTGTCTCCTTGTCTCTTTATGCTGAAAACGTCATTGG
TAGTTTAACCAAAAACCTGATGAGTTACCGTAGCAACCAATCAAACATGAATATTCTGAA



TGTAAAAAATGTTTCTCTCCCTCCAGGGA
>CL886Contig1
GCCGGGGCCCAAGCAAAGACCTCCCAGCAGTTAGACGTGAAAGCGCTCCCACTCCTCCTC
CCTCTCTTCCTAAGCCTGCCTTGACCGAGGAGCAAGTGGAAAAGAAAGCAAATGCCATCA
TTGAAGAATACCTCCACATCAATGATGTGAAGGAGGCGTTGCAGTGTGTTGCAGAGCTGA
ACAGTGCCTCACTACTCTATGTGTTTGTACGGAACTGTGTGGAGTCCACACTCGAACGCA
GCACCATTGCTCGGGAGCACATGGGTCTGCTGCTGCACAATCTTGTAAAAGCAGGAACTT
TGCCCACACAGCAATACTTCAAAGGGCTAGAAGAGATCCTGGAAGCAGCGGAGGACATGG
CCATAGACATACCTCACATCTGGCTGTACCTGGCTGAACTGATCACCCCTATGCTCCACG
AAGGAGGCATCCCCATGGGACAGCTGTTCAGGGAGATCTCAAAGCCTCTGGTGCCTCTGG
GGAAGGCCGGCGTGCTGCTGGCACAGATCCTCCAGCTCCTCTGCAAAGGAATGACTCCTC
AGAAGGTCGGGGCTTTATGGAAAGAGGCTGGACTGAGCTGGAATGAAATCTTGCCCAAGG
ATGAAGATGTCAACACGTTTGTCACAGATCACTAAAGTTGAATTCACTGTAGATGAAGAA
ATGAAGTCAAAGGACGTCGGGAGGAAAAATGTCCTCAGTGGAGAAGAGATCAGTAAACAG
CTGGACAGACTCCTGCAAGACAAGGCCAACAACCAACGGATCCGGGACTGGATTGAGGCT
AATTTGGAGGATCAGCAGACGGTGAACAACCAGTTTATACGAAGGTTGATGACATCAGTG
TGCCAGTCGGTCATCATATGCGATAATCCATACAAGGTGGATATGGAGCAGATCAAGAAT
AGAGCCCCTCTGCTGCAGAGATACCTGTGTGATGAGGAGAAGGAGCTGCAGGCCCTCTAT
GCCCTCCAGGCTCTCATGGTTCACATGGAGCAGCCTGCAAACCTGCTGCTGATGTTCTTC
AACACTCTGTACGATGAGGACGTGATTAAAGAGGAGGCCTTCTACAAATGGGAATCCAGC
AAAGACTCTGCAGAGCAAACAGGCAAAGGCGTCGCCCTAAAATCCGTCACCACCTTAATC
ACTTGGCTCCGCGAGGCCGAGGAAGAGTCTGACAAGGATTGAGGCAACAACAAAACAACA
CAACAACAAAAAAGCTGCCGCTTAACTTTATCAAGAATTGTGCTCTGTAGGCAGCTGTGG
AGACTCAAAGACAATGTTGCCAGTGTGGCAGACTCAAATAAGTCCTCAATGAGGACACAT
CTTTTTTTCTCCCTCCTTTTTCTTTTCTGTGAGAGATGGACTCAGAAAATAATGTCTCTC
CTCCCTTTCCTGTTGTCCTCAAATAAACTTGAAAACGCATTCAGCAGGACTGCTTTTTAA
TGAGGTGTGAGAAACCCCACATCACTACAAAACTCTGTCAAGTAGCACAAACCAAGTGGC
TGCTTGAATCTCGACAGTTGCAACGCCCCAACATGTCATCCGACTTGCAGGAAGAAAACG
AACAGGGAGTGTGACGCGGTGGCTTCCCTGACCCCTTGGTTTAACGCTGTGTGTGTTCAA
GCACGGCTCTTGTGTCTGTCCTTTACTGGAGTGTGCAGCATGACTGAAGTGTGTTTCTAT
TCATGATCTAGTGGGACAAAATGTTGGTAGATAAAAATGTACATGAGCTAATCATAATTT
GCCAGATGGAGTTTTTAAGAGAAAAGGTTGTCTATTTTCACCTTCTGTTTCCTATCTTGA
GCCTAACAAAAGGACTAATGCTGACTTGGTCTACCTGGGTGTGGACTTGTGCTTCCTTTA
AGCCATCCTCTCCCACACCCAGTAGAGAACCATATGGACTGACTCAGCTGTTCCAGAGGA
CTTTTATGACCCAATCAGTTAAAACTTGAAGTCGGTGGAGAAATTACCTTGATAAAATAT
ATATATATATAAATAAATATATACAATGAAAGGAAAAAAACTAAAACAAAAAAAAAATAG
GTGATCTGAAAGCCTTTTCTACTTTAAGTGGAAACTTATTTCAGGATTGTTCCATAAATA
TAATAGACTTTTTTTCAGTTTTATTTTTCAGAAACGATAATTTTCTGATATAATTGCAGT
GTCTCATTTTCCAGGAGAAACATCAGTCGCCCGAATGCAGAGAAGAGTTTTTTGATAATC
CATTGATTATTAGTTTTATTTGACTTTTTTTGTAAATATTTTTTTTCTTTTCTCTCTATT
TAATAAATTCTTGCTTCTTTTGCATCTAAAACGGAAAGATGAGATCATTGAACATTGAAA
ATAAAGGATGAATGAGTTGCTGAAAAAAAAAA
>CL887Contig1
GAGGGGAAAGTTTTCGAAAATGGTGCAGCAGCTCCCCAAATACGGACCGAAAGAGAGCCC
TTTGCTTAAAGGGGGTCACCGTCCTGCAGTTAAAGCTGGAGGTAAAAGGGTGGTTAAGAA
GGGCGTGGAGGAGGGTGCCACCCACGTGACTCCAGAGAAGGACTCAAAAAAGGCCGATCA
TAAACCCAGCAGGTCTCTGGCAACCCCCAACAGGATGCAACAAGTTGGAATCCTCCTGAC
AGGATCTCTTGACAAGCTGAGCCACAACTTTCCAGAGACGCCAGTGAGTGTGAGACATAG
CAAGATGTGCCCTGCTGTGGAGAAGCCCCACTGCCCTCGGAGCTTTTTCATTCAGCAGCC
CAGGAAATGGTGAAGTGGCTTCCAGAAAGGCAAAGACAGCTGTGTGAAATCAGCTGTGAG
ATGCAAACAAAAGCTCTTAAGGGGAACTGTAATGTTTGCAGGGTATTGATGGGGGTGAAG
GGAATTTCTTCAGCATGTACTTGTGTAAAAGAAGAGAAAAAAATCTAAATTGTTTGTTTA
TGATGACTTCTGTCAACAAATGTTAATTCTATTTCCTGCTATCTAAATTTATTTTTGCTA
AATAAAGATGGTAAAAAAAATATGTAAACTTCCAGAGAATTGCAAAATATAAAGCGAGTT
AAAGATTAATTCCACAAATCTATGCATGTTTTTGTACTGGTTGACAATGAACAAAAATAA
AGAAATAAAAAAAAAA
>CL887Contig2
CATGCATAGAATTTGTGGAATTAATCTTTAACTCGCTTTATATTTTGCAATTCTCTGGAA
GTTTACATATTTTTTTTACCATCTTTATTTAGCAAAAATAAATTTAGATAGCAGGAAATA
GAATTAACATTTGTTGACAGAAGTCATCATAAACAAACAATTTAGATTTTTTTCTCTTCT
TTTACACAAGTACATGCTGAAGAAATTCCCTTCACCCCCATCAATACCCTGCAAACATTA
CAGTTCCCCTTAAGAGCTTTTGTTTGCATCTCACAGCTGATTTCACACAGCTGTCTTTGC
CTTTCTGGAAGCCACTTCACCATTTCCTGGGCTGCTGAATGAAAAAGCTCCGAGGGCAGT
GGGGCTTCTCCACAGCAGGGCACATCTTGCTATGTCTCACACTCACTGGCGTCTCTGGAA



AGTTGTGGCTCAGCTGTGGGGACACAAATATATGTTATATACACACAAACCTATGTGGTC
TCTGCAGGAAAAAACAAAACAGGCTTCCTTCACCTTGTCAAGAGATCCTGTCAGGAGGAT
TCCAACTTGTTGCATCCTGTTGGGGGTTGCCAGAGACCTGCTGGGTTTATGATCGGCCTT
TTTTGAGTCCTTCTCTGGAGTCACGTGGGTGGCACCCTCCTCCACGCCCTTCTTAACCAC
CCTTTTACCTCCAGCTTTAACTGCAGGACGGTGACCCCCTTTAAGCAAAGGGCTCTCTTT
CGGTCCGTATTTGGGGAGCTGCTGCACCATTTTCGAAAACTTTCCCGGCACGAGG
>CL888Contig1
CTACTGGATCACATTGCGGCTCACGCAGGTTGTGCTCTACCCGCCTCAATTTTCTCCTGT
GATATCTAATTTTTTTACTGTTTTATTTCTAACCAGACACAAGTAAACGCATCGAGCAGA
CCGCAGGAGTAGCCTTAATGCACCATGAGTTTATTCGGAACAACCTCTAGTTTTGGAACA
GGGGGGACCGGTGTCTTTGGAACCACGACAACAGACAGCCATAACCCTATGAAGGATGTT
GAAGTGACTTCACCCCCAGATGACAGCATCAGCTGTCTGGCTTTCAGCCCCCCTACCATG
CCAGGAAACTTTCTTATCGCAGGATCCTGGGCCAACGATGTGCGGTGCTGGGAGGTGCAG
GACAATGGGCAGACTGTCCCTAAAGCCCAGCAGATGCACACGGGGCCCGTGCTGGATGCT
TGCTGGAGTGATGACGGGAGTAAAGTCTTCACTGCATCATGTGACAAAACAGCCAAGATG
TGGGATCTTAACAGCAATCAAGCAATGCAGATCGCCCAGCATGACGGCCCAATTAAAGCA
ATCCACTGGATAAAAGCACCCAATTACAGCTGTATCATGACAGGCAGTTGGGATAAAACA
TTAAAGTTCTGGGACACTCGGTCCCCCACTCCTATGATGTCCCTGCAGATGCCTGAAAGA
TGCTACTGTGCAGATGTTGTGTACCCCATGGCGGTGGTGGCCACGGCAGAGAGAGGTCTT
ATTGTGTACCAGCTGGAGAACCAGCCCTCCGAGTTCCGCAGAATAGACTCGCCTCTCAAA
CATCAGCACCGCTGTGTTGCCATATTTAAGGACAAGCAGAACAAGCCCACCGGGTTTGCA
CTGGGAAGCATTGAAGGCAGAGTAGCAATCCACTATATTAATCCTCAAAACCCAGCCAAA
GATAACTTTACCTTCAAGTGCCACAGGTCCAACGGGACCAACACAACCACTCCACAGGAT
ATCTATGCTGTGAACGCCATTGCCTTCCATCCTGTCCACGGCACTCTGGCCACTGTGGGC
TCAGATGGACGCTTCAGCTTCTGGGACAAAGACGCCCGGACCAAGCTGAAGACCTCCGAG
CAGCTTGACCAGCCCATCACGGCGTGCTGCTTCAACAACAACGGCAACATCTTTGCGTAC
GCTTCCAGCTACGACTGGTCAAAGGGCCACGAGTACTACAACCCCCAGAAGAAAAACTAC
ATCTTTCTGAGGAACGCCGCTGAGGAGCTGAAGCCTCGGAACAAGAAATGATTCCCCGTG
CCATGTCGCGTCTCTTGTGGGGAAATGTGGACGACCTGCTGCTTTAGTGTGTGTGTATGC
GCTCGAGACAGACTCCTACCTTTCCGGCAAACCCCCCCTGGACCAACGGTGTGCCGCTGT
GTACTGTACATGGACCAATCAAATGGGCCTTTCCAGCCTGGCGTTGATGACTGCTGCATG
ACAAGTTAGCCTCGGAGGCCACCATAGAAAAGGAGAAATTAATTTGACATGCATCTTTCT
CTGTTTCCTTATTTTTTTTACAACTTTTCAAAGCCTTTTTTTGGTGTTTCTGTGATTTCC
TGTTACTTAATAACAAGCTTCATCAAAGAACTAGGTAGGAAACAGGTCTGAGCACTTCAC
CTTCTTCTTTCACCCAAAGGAGGAAATGGATTGTTTGCTGTAAAGTTGTCTGTTTGGGGG
TTACAGAACTGTATTCTGCATGCAACAAATTTCTCCATGTAGCTCTCCTGACATTTAAAA
CATAAATTTAGTCTTGNNAAANAAAAANNAAAAAAAAAAAAAAACCAT
>CL889Contig1
TTTTTTTTTTCAGATTTCACGATAGTTTATTGAGATTTCAGTTTAAACATGTGACTTTCA
GGACGTTTTCCCTCCAGTTGGACCCCAGATCTGCTCTGAAGACTGTCTCAAACAAGTGAA
GGAAAACTGTTTCAGAGGGTCAGAAACCACAGAAGGATGCGGATCAGACTGTAAATTCAC
ACGGCGTGACCTGAAACAGGCTTACATTCTACGTGTTCTCTCCGTCTAAATCACTGCTGG
CTATAACCGCCTACGTTATTGCATGAATTGATGCCACAAGTGCAAATGTATAAAAATGTA
CCACAAGAAAGAAGAGGAGCAGTGAGCATGAAGGGAGGAGGAAGAGGAGGAGACTTATTG
TGCAACAAGTTACAAGCAAACTCCAGACATCATTCCTGTGCTTCTAAATGGACGATGAAA
TCAGGAGAGGCGGAGCTTTAAGTAGAGCATCACTGCTTATTGGAGAACAGTTGAAATGGG
TTTTGATTCTTAAAGTTAACGGATCAAAAACGCTGGACAAAAAGACGCGTCTCAATGGGT
ATTTCAATCAGAAAGTGAGCGATATGTTCCTGTCGCGGAGCATCAATCCTCCCCCTGCAA
CATTTTTTTTTATTAGCTGAAGGACGCCGTGTAGCTTAGAGCCGGTTGGGAGGCGCTCCC
CTCAGGGTCCGTTAACCAGCCTGCAGGAACTTGGAGCCTAAATTCTTTGTCCCAGTGTAC
AGAGCAGCAACCTTGTCACACTGTCATTAAACGCAGCGTATGGCGTAACCATGGAAACAG
CTACAACAGCACGCAGGGCGTTTGTTGGTTTTGATCCAGGGGGGGCAGCACTCGAGGGCT
AGCAGGAGCGTTTAGCAGCGGGGCATATGCGGGATGAATATTTCATGTATGAACATGAAT
GTGCTCCCCGCCTGTGGAGGTGAAGGACTGGTCCGGTTCATCTCAAACATGTGCAAACAC
GTTTACGCAAACACAGAAATGTAAACCTGCTGCTGGGAGTCTCCAGAGACTCTTATTAGT
GCGATTAATTTTACATAATTTGACTGAGAATTAATACATAAATGAATCCGTGGAACCCTG
AACGCACCACACGACCCCATTACAGCTCTGTGTAATCCCATTTGCACCTAGCAGTAAAGA
AATCAGCGTACAGACTGTTCTGCCGTCTCTGGATGTTCTCTGGAGACGTGCTGGAGCTGC
TGCTCCACAGAGTCGTGGTTAGTTAAACACCATGAGATAAAGAAGCTCGCCATCACTGAG
ACAGTTATGGCGTCTCAGCCGCGTTTCGTGAGTTCCTTCCTGTGATTCGTTTCCTTCAGC
TGTTCGGCTTAAGCGCCACGGGATCACACATTCCCAGAATGCACAGCGACAGGGGTAAGA
GAAGAATGAAACTCTTTGTCAGGACCCTGCTCATCACAAAGGCAGCTTGAGCAGTTTCCT
AAAGAACAGTGTTTGCATGAGGCATTAAACAGTTAGCTCGCTGTCATACTTCACATTTAA
GACTAGCTCTGAGGTGGAATGTCTCATTATTCAAGGATCTTCTAAGATATTAAGCTATTT



TCCACTAGTTGACATAAGGTTAGTAAAAGTATTGTAG
>CL890Contig1
AAGACTTTATTGAGCGTGAGAGAGAGAGCCGTGTGGATTACAGACCTGCTGAAGTTCAAC
CAAACAACCAGTGAGTTTATTCCTCACATCTCCATCTGGATCCGAAAGCTTTGGTCACAT
CAGAGTGAAGAACATTCATTTACAGTGCTGTTAAAAAACAGGAACTGAACATGTGATTCA
TTTTTTTTTCTGTTCTTACAGGAAATCAAAGTGTGACTGACGTTAAGGCAACAAGACTGA
AGCTCCACCGCCGAGAAGATAAAGAAGAAGCTTGTCAGACCAGAAGAACCGAGCCACACG
GATGATGAGCGTCTGTTAGTTCATAAAAACATATACAAGGACTTTATTATTACACTTTGA
TAATGGGGGTAGAGGAGGGGGGCCGGACTCCAGGAGGAGCAGCAGAAACAGAACGAGCCG
CCATTTCCAACACATCAAGATGTTCGGCCTCCTCAGAGTCCGGACGTTCTCCTCAGGACA
GCTTCCTGTCCAGTTGAACCCTCAGAACCCGCCCAGAAGCTTCCAGTTTGATGCTTTCCA
CCTGGACTCGGAGCGAGACGGAACCCCTCGGTGTGCTCAGACTCTGTAGGAAGGACAACC
TCGTCTGCACAGTCGGGAACACGCCGAGCTCCAGAACCTCTGAGCTGCAGAGGCTGGAAC
ACGTCTACTGGACGGATCCACACTGCAGCTGAAAGACCCCAAACTTTTTTTTCTGAGTAA
AGACAAATCAAAAACGAGAAGAGGAAGGCCATGAATGTAACAAGTGGTTCTGCTGGACCG
GGTTCAGAACAGGTGCCACTTTCTGATGTGGAACCAGAGAAGGAGAGGAGGACCAAGTGG
AGCTGATGACGGAAACGGACTTCCTGTTCTCGCTCTCCGGTTCAGAAATGTTAGTGTCGC
TCGTCTGTCTCCACTGGTTCAGTCCTCGTGGCGGGTCCAGCGGGTCCAGACAGTTAAGTG
TTTCCTTTCAGGACACCCAGACAGCTCTGCAGCAGCTGGAGGTTCCCCTTGGCGTGTTTG
AGCTCCAGCTCCGCCAGCTCCACCAGGTTTTTCCTGAAGGCAGCCACTCGTCTCGTTTTG
AAGTCGATGAGCTCTTGCTTTGCAGACTCTGAGATCTTCTCAAACTTGTGGCAGCACAGT
TGCTGGTTGTTCTCCGCCTGCATAACGTCCCTGTTTTTCGCTCGTGCTTTATCCAGAGCC
TTGTTAGCGTTCTCGTAGTCCACCAGAGAGCGACTCCTGCGGTACAGCAGATCCTTTGCT
GCCTGAGACTCTCTCAGGTAGTACTTGAGGAGGTCGGCCAGCTTCAGGTCTTCGTCTGAT
GCAACCCGAGCCTCAATTTTCCGGGTCTTCTCAAACAGCTCAGACACCTTCAGGAAGAAT
TTGCAAAGATCTGTGGAGTCCTGCGTCCCCC
>CL891Contig1
AGAGGATTAAAGAGGGCATGAAGGGTAAAATTGACGACTACAGTGACTCGGACGAAGACA
AACATGATGCCTATCTGGAGAGGATGAAGGCTGAAGGCAAGATCAGGGAGGAGGGCAACG
ACAGCGACGAGTCGGATGCTGAAAGTGACGAATCCTTCAACCCAGGAGAGGAGGATGATG
ACATAGCAGAAGAGTACGACAGCAATGCCAGTGCGAGTGACAGCAGTGATGAAGGGGATG
ACAGCGAAGACGAAAGCTCAAAGAAGAAAAAACCCAAGAAAGTGGTCAAGGAAAAGAAAG
AAAGGAAAGAAAGGAAGCCACGCAAAGAGAAAAAGCAGAAGGATGCAGGCGGTCCTAAGA
GGCCCATGAGCGCCTACATGCTGTGGCTGAACTCCAGCCGAGAGAGAATCAAGGCGGAGA
ACCCCGGCATCTCCATCACCGAAATCTCCAAGAAGGCTGGAGAAATGTGGAGGGGGCTGG
GCAAAGACGAAAAGGAGGAGTGGGACACAAAGGCAGGGGAGGCGAAACGGCAGTATGACA
AAGCAAAGAAGGAGTACAAAGAGAGTGGTGGAGGATCAACTTCAAGTAGCAAAAAGGAGA
GTAAAAAATCTACCAGCAAAAAGGAGGAGAAGAAGAGGAAGTCTGCTGGAGGTGACAAAG
ACAAGGAGCGAGGAGGCAACGACAGCTTCAAGAGCAAAGAGTTCATTGAGACCAGCGAGG
AGAGCTCCTCAGACTCCGACCACAAGAGCAAGTCCAAGAGGAAGAAGGAGTCAGATGATG
AGGAAGAAGAGGCTGTGTCCACCCCTGCCAACTCGGAGGAAGAGTCTGACTAAACAAGTT
ACGTCAAAGACCCCAAACCAACAAGGACCAACAATTTATACTTTTGATTTCAGACTAGTC
GGCAAACTTGAGTTATACATATTTTTCTTTTGTTTAGATTTAAGACAACTCTAAATTGTA
TGTCTGGATAAGAAGAGTCATCTCCGGGTTGACATCTGAGCAGGCGGCCGGCCCCCTCCC
AGCTCAATGAAGCAATGGGGTCTTTTGCTTCGCTTGAATTATTAAGGTGTTTTTTCCATC
GAGCCCATGGGAGCTGCTCTGACGGAAGCAGCAGGAAAGACTGTGAGCCCCCGATTATGT
CATGTGAATGATGCAGAGTAGTGGATTTTTTGTTTCCCTCCTTCTCTCTGTATAGTGCTT
TTAAAAACAACATTTTGTGTGTTTTGCTACGCCGTGTTTTCAGGTTGACATAAATAATTT
TCAATAAACCTTAACTTTTTTTCCCCTTTGGTAAAAAAAAAN
>CL892Contig1
TCGGCACGAGGCAAAGGTGGTGACCAACGCCAAGAGTCCCGGCGCTCGCTGCTATGGCTT
CGTCACCATGTCGTCCTCTGAAGAGGCCACCAAATGCATCGGCCAGCTGCACAGGACCGA
GCTTCACGGGAAGATGATCTCTGTGGAGCGGGCTAAAAATGAGCCGGCGGGGAAAAAGCC
TGCAGAGAAGTCCGGCACAGAGAGAAGACAGTCCACCGACTCCAAGTCTGATGGAAAGGA
AGAAAAGTCTGAGGGAGAAGGAGACGGCAAAGGGCGAAACGAGAGGACTGTGGTTATGGA
CAAGTCCAAAGGAGAACCGGTTATCAGCGTCAAGACCAAAAGCAAGAGCCGGGACAGGAG
CACAAAGAGCCGCGATCGTAAGTCCTCCAGTAAAGAAAGGAAAGACATCCTGACATTCGA
TCAGATCAAGAAGCAGAGGGAGCTGGAGCGGCAGAGGCAGTTCGACAGGGAGCTCAGGGA
GTGGGAACGCCGCCGATTTACCGATCGGGACAACCGTCCGGACCGCGAGCGCGAGCGGAT
CCGTCTGTTCCGTGAGAGAGAGGAAAAGAAGCACCTGCTGCGGAAGAGACACTGGCTGGA
GACTGAGAGGGAGCGCCTTGAAGCCGACCGCATGGAGCGGCAGTTCCTGGAGCGCGAACG
GATGCGGATCGAGTACGAGAGGAGGCGCGAGCAGGAGAGGATTCTCAGGGAACGCGACGA
GCTGAGGCGGCAGCAGGAGCAGCTTCGCTACGAACAGGACCGCCGCCCCTTCAAAAGGCC
GTACGACATGGAGGGCAGGAAGGAGGAGTGGCCTGACAAGCGCATGGCCATGGACGACCG



TTACGGCCGTTCCGACTTCGGCCGCCAGGATCGCTACCAGGATTTTGACCACAGAGACCG
GGGCCGATTCGCAGACAATCCTCGGGGGATGGGCCCCGACAGAGACGGACAGCACTTTTC
AGACAGACACAGCAGGGAGTCTTGGGGTGGGGGCTATGACAAGCGCATGAACCCCAGGGA
TGGCGGCCGTGACTGGGATTCTGGTCGGAAGATGGATGGAGACCGGCCTTGGCAAGGTCG
TGACGGCGCCGTGCCGGGCCAGAGCCACATGGCTCGTGGAGGAATGGCGGGGCGTGGAGG
CTACATGAACGCAGGAGCCTCTCAGTCGCTGTCCGGACCCCTGAACAGAACAAATCCCAT
GATGCCGGGCGGCGGCGGCGGTGCTGGCGGACTGCAGGGAGGAGCGTTCGGGCGGCGTTA
TTGATCTGCTGAAACACGGACTTTGTCAGACGGTCATTTCTCGTGGATGTGGCCATCCTG
CTTTTGTACATTACGCGTGTTTATGTCATACTTTAAATCCATTTTTGATGGATTCCTCCC
ACTTCCTGCTTTGGGCGCCACTGTGACGCCGTGCAAACACTGACGGTGTGAAGGAGAACG
TCTTCAAAGCTGTAAGAAATGTTTACCTGGACTGACGGACCTGACCTCACCAAACGCCTC
GTGTCTCCGTTCAGCTTGATCTGTTTTTTGTTGTTTTTTTTAGAATAAAGATGCTTCAGT
TTTTGCTGACACGGCCTTTTTGGTTTCTTTTAATTACATCCTTTTTTCTGTTTTAAGTGT
TGCTTGTTAGATCTTCCATCGAAGACTGAGACGTCGCGTGTAAAAAGTCAAAGGCGTTTT
AGTTCCACTGATTATGGATGGTTCTTTTAATACTAAACTTGATTCAGAACAGTCGACATC
TTGTAAAATCCACACGATGAAACAAAAATAAAAGGTTTTCCAGGAAAAAAAAAA
>CL893Contig1
TAAACCCGGGCCTTATGGCCGGGGATGACTGATTTGGTTTGGAAGCTGCATGGGCTGATG
TTTTAGCGACTGCCGCGGATGACGGTGGAGGAAGTCAAAGTCTTCCGTATTCCTCGTGGT
TGTGAAGTTTGTGGATGTTTTGTTGTACTATTGTGAGCCTCCGAGATGCATATCGTGTTG
TGTTTGCTGGCCGCTTTTGGGCTCGGTTCGCACGCTCAGTATGCTCCTGATGAGGTGACG
GAACTACCCGGTATGACGTTCAAACCGAACTATCGTCAATGGTCCGGATACCTCCAAGCT
GGACCCGGGAGGTTCCTGCATTACTGGTTTGTGACTTCTCAAGAAGACCCCGCCACCGAC
CCTGTGGTCCTCTGGCTGAACGGAGGCCCCGGCTGCAGCTCCCTGGATGGATTCCTGTCA
GAGAATGGACCGTTTCACGTAAACGATGATGGAACCACTCTCTATGAGAACCTATACAGC
TGGAATAAGATTGCAAATATGCTGTATCTTGAATCCCCTGCAGGAGTGGGATACTCCTAC
TCCGATCAGCCTTACCCAATTGATGACAACCAGGTTGCTGAAGATAATTACAAAGCCCTG
CAGAGCTTCTTTAAAAAGTTCCCAAACTTCACCCAGAACGAGTTTTTCATCTTTGGAGAG
AGTTACGGTGGAATTTATGCACCAACGCTCAGCCTCCATGTGGCCACAGGAGAGGCTAAA
ATCAATTTTAAGGGCTTTGCAGTTGGAAACGGTCTCAGCAGCTTCGCTCTGAATGACCAA
TCCTTGATATACTTTGGTTATTATCATGGCCTCTTTGGAGAAGATTTGTGGCGCGATCTC
AACATAAATTGCTGTAATAAGTCAAACTGTAACTTTTATAACAGCAGTTCAGAGACCTGT
CAGACAATGGTAAATGTGGCCTTTAATATTGTGTATGAAACTGGTCTCAATGAGTATGCC
TTGTACTTGGACTGTGAGGGCGGCCAAAGGTTCCACAGAGGATATGAGTTTGCCATGAGA
CATCTGTTTAAGATGTTCAAGAAACAACTGCACACTTACAAGCTTCCAGGTACTAGAACT
CCCACTCCGTCTCTTGGCGGAGTCCCTCCCTGCATAAACAGCACGGCTCAGCACAAACTG
GCTGAACAGAGGCGACGTGAGGAAAGCTTTGCACATTCCAGATGTTCTTCCCCTGTGGGA
TATCTGCAGTGACGCTGTAGGAGAAAAGTACAAGACTCTGTACTCCACAGTGAAGGACGT
TTATCAGAAGCTGCTGTCTCTGGGCCTGAGGTCTCTCGTCTACAACGGAGACACAGACAT
GGCCTGTAACTTCCTTGGAGACCAGTGGTTCGTAGAGGACCTCGGCATCAAGCCCACCAC
CAGATATCAGACATGGCTTTATGAAGACCAGGTTGCTGGTTTCTACCAACAGTTTGCAAA
CATCACTTTCCTGACAGTTAAGGGTGCAGGTCACATGGTTCCACAGTGGGCTCCAGGTCC
AGCTCTTCAAATGTTCCGGTCCTTTATAACAAACACCTCCTACTAAGATCTAATCAGGGC
TGCATTCTGCACACATCAGCTGCTGTTTATTTTTAAGGGAAAAAAAATCAGTAAAATGGG
AAAAGGGACAAGGTTTAGGCCATTTAACTGTGTAAGAATTGTAAACTTCCTCATGTGGGC
TGGAAATTTTTACAGCTCTTGGATAATTTTAAATATTTGCAAATGATTTCTCTCAGCCCA
AAAACTGTTCTTTTCTAAATCTTTGCAGTGCCTTATTGTCATTGTTAAATGTGCATGTAA
TGTTAAATTTTCTTTCCTTATCGGTGAAAACCAAAAGCTGGTCCCTCAATGGAGTTACAA
AGTCAACTCATTGGTGATTCTAAAAACAATCGGGGGTAAAACTAGTTTTTCTAATAAAAA
CCAAACGATGATGTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL894Contig1
TTTTTAGTCCTTTTATTGTAGAAACCTAAGCCCCATCTTTTAGAAAACATCACGTTTGAA
TCCTTATTTTGAAGTATACAGAACATGTTTTTTTATTTCTGTTTTCAAAAAGTTAAAGCT
TTTCTGGTTTGGATTCATTCAGAAGAATGAAGTTATACAGCTTCAGTTTTCCAAAACTAG
GCGAGCAAAAGTTCAAAACATCTCTGTTTAGAATTTATGTCAGTTTTCAATCCTTATGTG
TCAGCTTGCAATCTCAACACTTCATGATGTATTCTTTGTAGTCAAGACTTCTGCTGAATT
TTGGTCATGAGCAGAAGTTTCAGTTCTGCTTTAATCAGACATAAGCTGGTCTTTACATTT
GACTTTGAGTAAAGTGGGTCAGTAAAAAGTAAAGCTTAACACGAGGATAACACAGGGGGA
GATTAGAGGAGGTTGAGCTTAACAAACATTTATTCATTACCAACAGTAAAACAAACATTT
CTGGTGCAAGTGTGCCCAAACATCCCCGTTTTCCATGTGTCGGCGCAGAGATCTGCAGGG
CGGCAGAACAGCTGCAGCAGAGTTGAAACCCTCCGTTTAACGGACTGAAAAGTTCAAAGA
AATCTTCATCCAATGATTGGTCAGCCGCTCAGTTCCAGACGCAGTTTTTTTTTTTAAACA
AATGGGAAACAGGCCGGTCTGACTGAAGGCCGGGGTTGGCATCATTACATCAACCGTGAA
TGAATCAGCGACAGTAGTGATGTGTTTAAGTTGGCCTCTCCGGCGTGGAGAAAGGAACGT



CCACTTTCATCTACAAGTCCTTCGGCTCCGCCCTTTATGGACCTGAGGTGCCTCTGAAAA
TGGCCTCAATCTGTTCCAGCGTCTTTCCTTTGGTCTCAGGGATGAAGAATACAGTGAAGA
GGATGTTGACGACGCAGGTAGACGAGAAGAGCCAGAAGGTTCCTGCACTGGTCAGAGACA
TCAACATGTCCTGGAAGGTTTTAGTGACAACAAAGGCCATGCCCCAGTTGGAGAGGACCA
CCATGGCACTGGCAAAACCTCTGGCTTTGGCGGGGAAAATCTCTGACATGATCAGCCACG
GGATCGGACCCCAGCCGATGGCAAACCCTGAGATGAAGACAGCCATGCTGGCCAGTGCCA
GCCAGGACAGATCTGGCTGTTCAGCGGTGACACTCGTAGAGTCAGTGACAGCGCTGCCAA
GTTTGGACATCAAGTGAAAGTAGACCCCCAACGCCACAGTGCTGATTGTCATGGCAACAC
CTGAGATTATGAGGAGGATCTTCCTGCCCGCTTTGTCCATAATTAGTGCCGCCACTGCAG
TGAAGACCACCTGGATCAGACCCACAATCACGGAGGCCAGGTCGCTCTCCTCAAAGTGAG
CCTGTTCAAAAATATTCTCAGCGTAGAACATGATGGCGTTGATCCCAGTCATCTGCTGAA
ACACCATCAGCATGACGCCGATTATGAGGGGTTTGTAGACACCAGGGTCCTTCAGGTCAG
ATATGTGGAAACTGGTCCCCTGGCTGTCACTGGCATCCTCCATGCGGGCGCACTCCCATT
CAACAGGAGCGTCAGGTCCTCGCAGGAAACGCAGCGCCTCCTCCGCCTCCCGCCTCTTGC
CCTGAGACAGCAGGAAGCGGGGCGTCTCGGGCATGAAGCACATGAGGACCATCATAAGCG
TCGGAGGGACGGAGCAGCAGATGGCCAGCCAGCGCCAATCCATGAAGAGACCTAAAAAAT
ACACCAGTAGAATGCCGAGCACCACCATGAGCTGCACGCAGGAGCCCAGCGTTCCCCGCA
CCTTCTCATGAGCCATCTCAGAGATGTACAGCGGAACAACCAGAGACGTGACCCCGCTGG
CCATGCCGGTGAGAACTCTGCCCACGTAGAGCATCAAGATGTTCTGCGCTGCAATGATCA
TGGTGAAGCCACAGACGAAGGGCAGAGCGCACAGCATCAGGCTGAGCTTCCTGCCGATCC
TCCCCACCATCCAGCCCCCCACCAGCCCCCCAGCTGCTGCTCCCAGCGTCACGATGGACC
CAAACCAGGAGGCCTGCACGTCGTCCAGCCGCAGCCGGGGGTCAGAGATCCTGGTGAGCT
CCGGGATGGCAGGGGAGCTGTATCCCAACACGAATCCGAAGCTCATGGGGCCCAGGACGG
AGGCGAAGGTGGCCAGGTAGAGCTTCGCATTCTTTACCTTACTCAGATACGCGTCCTGCT
CGGATATAAGCCCCGCGGGGGTCTCGTCGCCGCTCTCGGCGTCCAGCAGCCTCCGTCTCT
CGCTGTCCATACCGGCGGCCGCGCTGCCTGCTCCTTCCCGGATTCAGCTCTGTCATGGAC
CGCTGGATATGGGCGAGGCTGGAACACAAAGTACCGAAGGAGCACGAGCCGCTTTGAGAG
CACGAAGCGGGTCGGAAGTCGAACCAGGACCAGAACGAGGCACGTTGGACGGCGCTCCTT
CAGTAGCTCCCAGCCCGGACCCACAGCCGCGGCAGACAGACCAACCT
>CL895Contig1
TTTTTTTTTTGTCTTTTTGCTATTTTCTTGGGCCGCTTCCGCGGCATATGGAGGTTCCCA
GGCTAGGGGTCGAATCGGAGCTGTAGCCACCGGCCTACGCCAGAGCCACAGCAACGCGGG
ATCCGAGCCGCGTCTGCAACCTACACCACAGCTCACGGCAAGGCCGGATCCTTAACCCAC
TGAGCAAGGGCAGGGACCCAACCCGCAACCTCATGGTTCCTAGTCGGCATTCGTTAACCA
CTACGCCACGACGGGAACTCCTCTTTTCTTTATTTTTAAAATGTAGGTCATAAGGAGTAT
TACGTAATATACATAGTAGGTTTATAAAAACACCAATACTCATTATTTAATGTACACTAT
ACACTTTATGTAAAATACTAGCCTTAATCTTAATAGCAATCCTATTACAATCTTCATGTT
ACAGCTGAGGACACTGAGAACTGAACTGTCAAGTAATATGTCCTAGGAAGTTGCATAGCT
GGGATTTGAGTCTAAGTTTGCTGGAACCCAAACCCCAATTATTAACCCTGTCACTCCCTG
TCTCTAGTTGACACTCAAAATTTTAAGCTGATACCCAAAGTAGCTTTGGAAATAGACTGA
GTGTTACCGAAATGAGTGCAGTCTAGAAACCAAGACTTTAGACTATTTCCAATTACTGCA
CACACACATAAGTAAGAACTTACACTTTCACAAAGTAATGCTCAAGTTTCACTATAAAAT
T
>CL895Contig2
TTTTTTTTTTGGTCTTTTTGCTATTTCTTTGGGCCGCTCCCTCGGCATATGGAGGTTCCC
AGGCTAGGGGTCGAATCAGAGCTGTAGCCACAGGCCTATGCCAGAGCCACAGCAACGCGA
GATCCAAGCCGCGTTTGCAACCTACACCACAGCTCACGGAAATGCCGGATCGTTAACCCA
CTGAGCAAGGGCAGGGACCGAACCCGCAACCTCATGGTTCCTAGTCGGATTCGTTAACCA
CTGCGCCACAACGGGAACTCCAAATATTTGCATTTTTAAAAAGAAAAATAATCATATTCC
>CL895Contig3
ATTTTTAAAAGGTCATGATATAGCGTTAAAAAGAATTATATAACGTACTTTTCCACTTGG
CCTATTAAGGCATAGTTGAGGAAAAAAACATGAGTAAAATTTATTTTTAACTAGCTAAGG
AGTGATTTTGACATTTTTAGGCCCCAGTTTTCTCCATCTGACTCTTTTATTTAGATAAGA
AAGTGCCAGGGTATATACCTGAACAGACATGCTGTTTTGAATCGGATTTTTTGCACAAAC
TCATACAGCCCTTTAAAATTATGTTATTATATACATATAAATGGATATATGCCATCTCTG
TGGTTTGCGCATCAGCTTCAGAACCAGAACATTTTCAACACCGCATATCTACCTGTGTGC
GCCTTCTCTTTTTCACTCCTCAGTTCATTCAGAAAGATATTTGTGGAGTTCCCGTCGTGG
CGCAGTGGTTGACGAATCCGACTAGGAACCATGAGGTTGCGGGTTCGGTCCCTGCCCTTG
CTCAGTGGGTTGACGATCCGGCGTTGCCCTGAGCTGTGGTATAGGTTGCAGACGCGGCTC
GGATCCCGCGTTGCTGTGGCTCTGGCGTAGGCCGGTGGCTACAGCTCCAATTCGATCCCT
AGCCTGGGAACCTCCATATGCCGCAGGAGCGGCCCAAGAAA
>CL895Contig4
GGGTTGCGGGTTCGGTCCCTGCCCTTGCTTAGTGGGTTAACAATCCGGCGTTGCTGTGAG
CTATGGTGGAGGTTGCAGATGTGGCTCGGATCCTGCGTTGCTGTGGCCCTGGCGTAGGCC



GGTGGCTGCAGCTCCGATTCGACCCCTAGCCTGGGAACCTCCATATGCCGTGGGAGCGGC
CCAAGAAATAGCAAAAAAAAAA
>CL895Contig5
TGGCCTACAATGAAGATGGGAGTTCCCGTCGTGGCGCAGTGGTTAACGAATCCGACTAGG
AACCATGAGGTTGCGGGTTCGGTCCCTGCCCTTGCTCAGTGGGTTAACGATCCGGCGTTG
CCGTGAGCTGTGGTGTAGGTTGCAGACGAGGCTCGGATCCTGCGTTGCTGTGCCTCTGGC
ATAGGCCGGTGGCTACAGCTCCGATTCAACCCCTAGCCTGGGAACCTCCATATGCCGTGG
AAGCGGCCCAAGACATAGCAAAAAGACAAAAAAAAAA
>CL896Contig1
TCTGAAGACTTTATTTTGTTTTCAGCGGTAAGAAAAAAAATTCACACAGTGACTGTAACT
CTAAAAAAAATTAAAAGCTTTTAGAATGATAGACAGGAATTTTGAAATGAATGACAAATA
TTTCCCGACAAAATGGACTGTCCAACTAACTTGGTGATGAGGAGATCGAGGATTTATAAA
TAGAAGACGTCTCGCTCTCCACATATTATCTGATGTTGCTGACGGAGGCAAAAATCTCCC
GTCTTACCACCTTTAGATGTTTCACTGAAACACTTTTTCACAGTAAAGAGAAATGGGTTT
GTGTGAAAACTAAATGTATCACATACAAAACATGATTTATACAACAGAACTGTTAACATA
CCTAAACACACCTAAGCATTGTGGTCTGGTCCCTACCCTGCTTTTCTACCCTTGGAAGCA
GAAACTAAATGATTTATAATCTACAATGGAGTGGTAAAATGGTACAAGAAGAAATGAACT
GTTAAATAAACACAAAGGACAATGACAATAAACCTGTAAACATTGCATAACTTAAAGAAA
TTTGTCCTGCTTTTATGGACTTCAGCAAAAACAAACCCCATGCAATGACCAAAAGGCTCT
TCAGTATGACAGCAGCTCCCTCAGAAGATCCCAGTGGGCAGCTCCTTGCTGAACATGCCA
TCCAAGTCCAGCTCTCTGCTCATGAGGTCCTCCTCAACACTCTCCAGCGCCCACTGGTGG
TCGGTCAATTCTAGTGCCTCCCATTCAGCTTTAAAAGCTTTGTTTGTGTCTGCAGGCATG
GCCATGGCCGCGCCGCTCATCTGCTCCTGCATGATCCTGGACTGGTCTGCACCGTTATCT
TGGCCTAAAATTAAGGAATACATGCTGCGAAGACCAAAGACGTTCAGAAAATACCAGGAA
GCAGAGCTCACCCAGGAAGCATCCAAAGAGAGCAGCTCTATTCCCTGCTGCAGCATGGGC
TTAAAGCGCAACGTGAGGGGAAAGGGAACCTTTGTTGTAACAAATCCAGAGAAAGTCCAG
TTGATCCAGCCGCCAATGAGGATCATGGGAAGGACATTGGTGACGTTGCCTTTCATCATG
TCTGTCAGCATGCTGGGATCTGTCATGGGAGAAGGTGGGACGACTTTTCTTTTGGTCTTC
TTAAAAAATCCATCCTCTTGATTATTGAAGTAGAACTTCCTCATCAGAAAAGACTGCTTA
GGAATGTATTTTCCATTCTCCCTGAGGATTCTGCTCCGGATCAGAACCTGGCTGTCAGAA
ACTTGCTCTAACGTCAACTTTTTGTCGCTCTGCAGCAGAATCGACACATAATGGCGAATG
ACCCCGACAAGAAAAGTGATGAAGACGATGGGCAGCACGACCCACAGTCTGATGTTAGAG
TCCAACAGGAGCTCCGGTTCCGCCATGTCACCGTCTTCCTGATGTCCGGATCACAGAAGC
TGAAGAGCGTCCGCGGCGCCACCACCTCCAGAGGCTTTCTCCGTGTCCAGACAAACCGAA
GACATTCACGGGGAGAGGTAGTGAAAATGCTGTGGCTCCAACGTCTGTCCGCTCTAAACC
GCCGCTGCAGCCATGGCGTCGCGCTCGCTGCGGGATGACAGCAGGTTTCTGCCGAGCTGC
GACATCCCCCGGCCATAAGGCCCGGGTTTAACGGCCGTACA
>CL897Contig1
TTTTTTTTTTCTGGAAAAAAACAAAGCCATTTATTCTCAAAGGTTGTAGAGAAACTCACA
TTTATGCATAAAATCGTAAGCAGTTAACAGAAAAAAAAGACAGGATCTGCAGTCGTCACT
GGTGTCACTAGGTAGAGACACTCTGCAGCAAGGTGATGTTGTCGCCCTTTAACATAACCC
GACCCAGTGGCTTTCTGTTCTTGGTCTTCATGTGGACCTCCTCAGCATCATCTAGAACCA
GGTTCATGTACTCATCAAAGCCAATGATGCAGCCTTCTATCCGCATGTTCACCTGCTCAT
AAAGCCACACCTGGATTCGTGAGCGGTTCTGAAGGTATCTGAAAATGAGGTTAATGGGCT
GCACCATAACCTTCTGCACCTTCTGTCCTTGTCCTCGGTAAGCCATTCTCTTCACACGCA
AAAAAGACACGCAAGAAGTATTTCGTTAAAGAAATATTGCCTTTTACAATTGAATGATTT
CAACGTTCAGCTCACGATGCCAAGTTGCCTTAATGGCGGGTTTCTTC
>CL898Contig1
CCTCTCCCACTAGCATACAGCCCCTAGGAGTTTGTAGCTCCACCCATTGTAGTTTTTTTT
GGTTTTTTCATCTGCACCTGGTTTTACAGAACTTCTCAGGATGTAATTGCAGCTCCAATT
TTCTTAACCCATGTCCGTCATCATGGGAAAATGCTTCAAGAAGAAGTTAAAAACATCTTT
TTCCTCAGAGTGGGCCTCTCAAGATTCCCTTGTTCTTTCAGATCATAAGGGGGAACTGCC
CAGAGGATGGAACTGGGTGGATGTGATCAAGCATGTGAGTACAGAGAGTTCTTGGTTTTC
AGGTGACAGAAGGAGCCTCTGACTGTCGTCTCTGCTTCAGCTGAGCAAAACGGGTGGAAG
CGATGACCAGGCCTGAGGACGGGGGGCTGGCCCCATGGGGATCTGGCCCCACGAAGTCCT
GCTGCTGCAGCTCGCCCGCATCAGGCGGTGCAGCCCGGTGGAGCCATGGACACGGTTCGG
GTTTGCGGGGGCTCAGCCCGTAATCAGTGAGCGTCTACACACCACAGAGCGGTTGGCTGG
GACTGTAGCAGCTGCTTCTGCTGGACTGTAGTGTGGTGTAGTTCTGTTACGTGAAGCGGT
TTCTCTACCCATCGTTTTATGCTGATTTACAGAAAGTCTGTTTATAAAGATGGGAGTTTT
TGGCACCGTTGTCCAACTAAAACTTTCATTAAATGGTATTTTTCAAAAAAAAAAAAAAAA
AAAAAAAAAAAACGACACATTTAGACGCGA
>CL898Contig2
ATGAAGTTTTAGTTGAACAACGGTGCCAAAAACTCCCATCTTTATAAACAGACTTTCTGT
AAATCAGCATAAAACGATGGGTAGAGAAACCGCTTCACGTAACAGAACTACACCACACTA



CAGTCCAGCAGAAGCAGCTGCTACAGTCCCAGCCAACCGCTCTGTGGTGTGTAGACGCTC
ACTGATTACGGGCTGAGCCCCCGCAAACCCGAACCGTGTCCATGGCTCCACCGGGCTGCA
CCGCCTGATGCGGGCGAGCTGCAGCAGCAGGACTTCGTGGGGCCAGATCCCCATGGGGCC
AGCCCCCCGTCCTCAGGCCTGGTCATCGCTTCCACCCGTTTTGCTCAGATGCTTGATCAC
ATCCACCCAGTTCCATCCTCTGGGCAGTTCCCCCTTATGATCTGTTCTGCTAATTATTCT
CCTCTTCTGAGCTTTGGTCAGCTGCTCCCTCTTCTCCTTCTTCTTCATCGCTGAGGGGGC
AGAGATCAGGTTGCAGTTTGATGTCAGGGTCACAGCTGAGACCACGGGTCTGTGGTTCTC
CATCAGAGCCTCCTGGTTCTCCTTGGCCCACTCGAACAGAGTGTACGTCATAGCGGTGCC
CATGTTGGCCTCCGCCTGCTCCTGAAGCTTCAACAGGATGGTATGTTTGGTTTCTGCGGA
GATTCTGTTGTTGAAGAAAGCATCGAGGGAAATGTTTGGCGCCGTATCAGGGTAGGACTC
TGGCCATGTGATGTCAAGGATGAAGGATTTGACGTCTTCAAGGTCTCCTATCCTGAACTG
GAAGGAAACTGGACTGATCTCCTTGAAGCATTCGTCGTCCCCGTAAATGGACTGAAGAGC
CTCCAGCTCCATCTCCTGATCCTCGTTCGCTGTCATCGTGTCCCTCAGTTTCCTCTATTA
ACCTCCTGTTTGACAGAAGCCTGATAAATACTTAATAACCCATTTCCCCAGCTAAACCAA
AGTCACAGCCTCTGACTGAACCTTTAGTGCAGCGTGCAGCAGCAGAGCTTCTAACGGGAC
ACTTCGAGCACAGGCCAAC
>CL898Contig3
TGCTCGAAGTGTCCCGNTTAGAAGCTCTGCTGCTGCACGCTGCACTAAAGGTTCAGTCAG
AGGCTGTGACTTTGGTTTAGCTGGGGAAATGGGTTATTAAGTATTTATCAGGCTTCTGTC
AAACAGGAGGTTAATAGAGGAAACTGAGGGACACGATGACAGCGAACGAGGATCAGGAGA
TGGAGCTGGAGGCTCTTCAGTCCATTTACGGGGACGACGAATGCTTCAAGGAGATCAGTC
CAGTTTCCTTCCAGTTCAGGATAGGAGACCTTGAAGACGTCAAATCCTTCATCCTTGACA
TCACATGGCCAGAGTCCTACCCTGATACGGCGCCAAACATTTCCCTCGATGCTTTCTTCA
ACAACAGAATCTCCGCAGAAACCAAACATACCATCCTGTTGAAGCTTCAGGAGCAGGCGG
AGGCCAACATGGGCACCGCTATGACGTACACTCTGTTCGAGTGGGCCAAGGAGAACCAGG
AGGCTCTGATGGAGAACCACAGACCCGTGGTCTCAGCTGTGATCATAAGGGGGAACTGCC
CAGAGGATGGAACTGGGTGGATGTGATCAAGCATCTGAGCAAAACGGGTGGAAGCGATGA
CCAGGCCTGAGGACGGGGGGCTGGCCCCATGGGGATCTGGCCCCACGAAGTCCTGCTGCT
GCAGCTCGCCCGCATCAGGCGGTGCAGCCCGGTGGAGCCATGGACACGGTTCGGGTTTGC
GGGGGCTCAGCCCGTAATCAGTGAGCGTCTACACACCACAGAGCGGTTGGCTGGGACTGT
AGCAGCTGCTTCTGCTGGACTGTAGTGTGGTGTAGTTCTGTTACGTGAAGCGGTTTCTCT
ACCCATCGTTTTATGCTGATTTACAGAAAGTCTGTTTATAAAGATGGGAGTTTTGG
>CL899Contig1
GTATTGCTTCCGGTTTGCTGTGAAAGAGGGAACAAAGAAAAAGCGAGGCTAACAGTCGAA
CCGGCGGAGCAGCTCCGAACCAACCGGGATGTCGAAGCGCCCGTCCTACGCTCCACCCCC
TCCCCCTGCCCCAACCACACAAATGCCTTCCACCCCGGGGTTTGTGGGCTACAACCCCTA
CAGCCATCTGGCCTACAACAACCTCCGGCTGGGAGGGAGCTCCGGAGGCTCCAGCAGGAA
TTCCTCTGGGATTGCGGTTCCAAAGCCTCCCAAACCTCCAGACAAGCCCTTGATGCCTTA
CATGCGGTACAGCCGGAAGGTATGGGACCAAGTAAAAGCATCCAATCCAGACCTGAAACT
CTGGGAAATCGGGAAGATCATCGGAGGCATGTGGAGAGACCTGACCGACGAGGAGAAGCA
GGATTACCTGAACGAGTACGAGGCTGAAAAGATCGAATACAACGACTCTCTGAAGGCCTA
CCACAACTCCCCCGCATACCTGGCCTATGTGAACGCCAAGAACCGGGCGGAGGCCGCCAT
GGAGGAGGAGAGCCGGCAGCGCCAGAGCCGTCTAGACAAGGGGGAGCCGTACATGAGCAT
CCAGCCCGCCGAAGACCCTGATGACTACGACGACGGCTTCTCTGTGAAGCACACGGCGGC
CGCTCGCTTTCAGAGAAACCACCGCCTCATCAGTGACATCCTGAGCGAGATCGTTGTGCC
AGACGTGCGCTCGGTGGTCACCACGGCCCGCATGCAGGTCCTGAAGAGGCAGGTCCAGTC
CCTCATGGTGCACCAGAGGAAGCTGGAGGCAGAGCTGCTGCAGATTGAAGATCGTCACCA
GGAGAAGAAGAAGCGCTTCCTGGAGACCACCGATTCCTTCAACACGGAGCTGAAGAGGCT
GTGCAGTCAGAAGGTGGAGGTGGACATGGAGAAGCTGGCAGCAGAGATGGCGGCTGCTGA
GGAGGCGGCGCGTCGGCGGGCCGAGGAGAGGGAGCGCGAGGCGGCGGAGCAAGTGGAGAA
GGCTGCTCAGCAGCTGCAGGAGGGCGGGGCTTCTGAGCAGAGCACGGCCAACAGCTCCCC
AGGGACCAAGGAGGACACGCCCATGGAGACAGAGGATGCAGCCGCTTCAGAGCCGCCGTC
AGACCAGCAGCCGGCCGCAACGCCGTCATCTGAGCCTCCATCTTTGGTCTCCGAGATGCT
CTCTCCTCCCCCTGAGCCCCCCAGGGAGAACAGCTCTCCTAGTAGCATCTGCACCCCCAG
TGATGACAGCAACAGCATGCCCCCCCCTGCAGACAACAACCTGGAAGCAGCGGCTTCACA
GTCTCCTACTGGACAGGAAGTGACCCCCTCCGCCCTCCCCCCTGCCTCAGAGGAACCAGC
TCCACCACCACTTCTGCCCCCCAGCCAGGGCAGCCACCAGTATGAGTAGAGTTACAGCTG
TGGAGCCCCCGGGGGCAGCGCCATGAGCTCTTCCTGTTTTTTAAAGAATCTGCTGAAGCT
TTTGTCTTTGATGTTTGTAACCTTTCCAGAGTCTTCTAGATCCTCTGCTCTGTTTGGGAT
CCACAGCGTTTCCTCTCTCTTCTAGAGATTCCAGATCCGCTGTGGTTCTTCTGGATTATC
AGCGAGTCCAGACGCTCGCTTGTGTTTAGCTTCTTCACAGAGTCCAGCTAAAGATCAGGG
TTTAGTCCCAGGATTTCTTTTGTACCGTCTAAACGACCAAATAAA
>CL900Contig1
GAATTCCTTTTTACAAAACTGATGTTTAGTGTAAAGCTGCAGGGGGTGGAAGTCCAACAT



TGATAGAAATCACGAGTCATGGTAAACGGAGAAATAAATGCTGCATTATCCAAAACTACT
TGTAAAAAGTTAAATTTTTTAATAGTTTAACATAAAATGACTTGAAAATCAAACAAGAAA
ACAAAGACAGCCCAAAAATGGAATAAATGTCTAAAAAAAAAAAGGAAAAAAGAATTTTCT
TTTGGTTGTCATTAAAGCGTAAATGATTGAAAATCTTTGTGGGATTTTTCAAAGCTGCAA
TTCAGTGAACATTTGAAATGTCGTTGCTCTCAAAGAGCTTTCCCTTCTTCATCCCTGAGC
CTAAAACAGAGGGATTTTTGGAAATGACAGCTTCTCATCACTCATCCGTCTTCCAAACAG
CGCAGCTGCTTTTTCAAAAGTCGGGTAAAGGAAATAAAACACACACNCGTGTTTACAAAG
CATTGTTTAATCAGAGCCTTAAAAAAGTGTCCATCCGTGGTTAAACCACCACAGGCTGAA
ATAAACCCGTTCATGAACGCACCACAGAGATGCGTCACACAAACCCTCCGAAGGAAAAGA
TCCAGGTCCACGGCTCTTCCAAAAAAACAGGAAGAGCCGCTGCTCCTCGTGAGGAGTCTG
TCCCACGCAGATGGAGGGCCGCGCCTCCTCCTTTATCGTCCTCCTCTGAATCCTCGGCCA
CCACCACCTCCTCTTCCTCTGAAGCCTCCTCCACCGCGTCCACCTCCGCCCCGCCCACCC
CGGAAACCTCCTCCACGACCTCCTCCTCTTCCTCCACCTCGCCCGCCGCCCCGCCCTCCC
CGGGGCGGACCCTTTTCCCCCGGAGGCCTGGGCAGAAACCTCTGCAGTGGGAGCAGCTTC
ATGGGGTCTATGTAAAACTTCTGCAGCTTCTTGAAGGAAGACGCCTTCATGTTTTCAGAC
AGTTTGACAGAAAAGTAGAAGTCCCGCAGCTGCCCGAAGATCTCATCCACTTTCCCGATC
TGCTCCTTGTTTTCCAGGTAGACCGGAGCGTTGAAGTAGGGGACTTTGTTCTCCTCGGTG
GTACACTTGCAGACGATGTCATCTTCACAGGGATGGACGAACTCGCCCAGAGCGACCACA
TGCTCGGGGGGGCCATAGTCCTGTTGCCTGTTAAAGCCCCCTCGTCCACCTCCGCGTCCA
AACCCTCCGCCTCTGCTAAAGCCGCCTCCTCCTCCTCGGTTGAAGCCTCCTCCCCCTCTG
TTAAAGCCGCCTCCTCCTCGGTTAAAGCCGCCGCCTCCTCCTCGGTTAAAGCCCCCTCCT
CGTCCGCCGCCTCGTCCGCCGCCTCTGAAAGACATCCTGGTTGGATCCTCGCCTCACACA
CAAACACCTGTTATCGCAGAGGAAATGTCCACGTGACAACACGCGCAAGCGCAGGCTGCC
GTCCAGTGGCC
>CL901Contig1
TAACTTTTAATAATTAGAAAAAAAGTTTTCATCAGAATATATCACTGACAGTTGAGTACA
AAGAAAATCTGTTTAATTGAAGCTTCTGATCAGATAGCCCCGCCTTAAGTGGGCGTGGCA
TTTCCAGATGGTTCCCACAGCTCTGACGGCATCATTTTCATCCTCCCAGCAGAACCTTTT
AAGGCAAGCGCATGCGTGTGCGCACATCTTTCTGCTATCACAAAGTAGAACACAATCCAA
GTTAATGAAAGCGCTGCATCATTGAAGAAAGTTGTTCTAGAAGACGACATGATGACGTCC
ACAGATCCAGTGAAACAGGATTAATTCAAGACATTTGCCTGGATTCCGATCATCTTGTAT
TTGACAGCATTGAGCTGCACAGACAATCAACTGCTAGCAAAGACACACGTGATTATTAGC
AGGTTCAGTCAAATCTCGCTCCATCAGGAAGTTGATGATTCGGAGTTCCTCTGAGGTTAG
AGGAAGAGGAGGGGCAGCTTCACATTTTGGAGGAAGCAGCGATGGCGGAAGCTCCTGGAC
GGTTGTAGACGTGCACACTGGCGCTCTTTTTTGCCTGTGCATTGTATTTATCCAGGAAGG
TCTGAACACGGTTTCCATAGTCAGGATGGACGGCCTTCAAGTTCTCCACCATGCGTTTCT
GGATGAAGAGCTGGGCTTCTTTCAGGGACCCCGCCATGTTCTGGCAAAGCCTTTGGCGCT
CGTCCTCATTCAGCACTTTGGTGAAGAAGGTACNAACCTGAGTCACATTGTCTTCATCTG
CGCTGTTGTACCGCGC
>CL901Contig2
CGGCACGAGGGAGACCCAGCCTCAGTTTGTGGAGTCCAAGTTCCAAGTGTCTCCTGATGT
GGCGCGGTACAACAGCGCAGATGAAGACAATGTGACTCAGGTTTGTACCTTCTTCACCAA
AGTGCTGAATGAGGACGAGCGCCAAAGGCTTTGCCAGAACATGGCGGGGTCCCTGAAAGA
AGCCCAGCTCTTCATCCAGAAACGCATGGTGGAGAACTTGAAGGCCGTCCATCCTGACTA
TGGAAACCGTGTTCAGACCCTCCTGGATAAATACAATGCACAGGCAAAAAAGAGCGCCAG
TGTGCACGTCTACAACCGTCCAGGAGCTTCCGCCATCGCTGCTTCCTCCAAAATGTGAAG
CTGCACCTCCTCTTCCTCTAACCTCAGAGGAACTCAGAATCACCAACTTCCTGATGGAAC
GAGATTTGAATGAACCTGCTAACAGCTACGGCTAATCACGTGTGTCTTTGCTAGCAGTTG
ATTGTCTGTGCAGCTCAATGCTGTCAAATACAAGATGATCGGAATCCAGGCAAATGTCTT
GAATTAATCCTGTTTCAGTGGATCTGTGGACGTCATCATGTCGTCTTCTAAAACAACTTT
CTTCAACGATGCGGCGCTTTCATGGATTGGATTGTGTTCTACTTTGTGATGGCAGAAAGA
TGTGCGCACACGCATGTGCTCGCCTTAAAAGGTTCTGCTGGGAATGAATAATGGGATGAA
AATGATGCCGTCAGAGCTGTGGGAACCATCTGGAAATGCCACGCCCACTTAAGGCGGGAA
TATCTGATCAGAAGCTTCAATTAAACAGATTTTCTTTGTACTCAACTGTCAGTGATATAT
TCTGATGAAAAACTTTTTTTCTAATTATTAAAAGTTATAATATATTTTGCCTGTTTTTTT
TCCCAAATAATTTTGATCTGTTAGACATTATGGTAAAAAAAAACTATTTCAATTCAAATT
GAACTTCATATAGCACTTTACCTGCTACTTATTTATGTAAACCAGGGGTTTCAGACTCAT
TTTCACTGAGGGCCACATCAGCATAGCAGCTGTCCTCAAAGGGCCAGATATGACTTATAT
ATGTAACTAAATGTAATAAAAAATAAATGTAATTACTCCTTAATGTTAAAAAAAAAA
>CL902Contig1
GGTTTGTTTAGCTCCTGCGTGACTCATGCAGTGACAAGAGCCTGGACTTTAGCAGGAATA
ACATCCACTGTGAGGAATTGGTTTTTATTTGGACAAATGTGAGCTTTGTTGATTGGGACA
AGGACACGGTGCTGCTATGGCCCAACAGAACCCTCAGCCGCCCGCCTCGGGCTCGTCTGG
AAAGCTGGACCAGGTGCAGAGCCAGGTGAACGAGGTGAAAGACATCCTGAAAGACAACAT



CGACAAAGTGCTGGAGAGAGGGGACAGGCTGAACGAGCTGATCGACAAGACCGACGACCT
GCAGGCGTCCGCCGACTCCTTCCAGAGAACGTCCACGCGCGTCGCCCGCAAATACTGGTG
GAAGAACATAAAGCTGATGATCATCATCGGCGTGGTTCTGCTGGTCGTCCTGATCCTCAT
CATCCTCGCCGCCACCAAGGTTATCTGAACCCACCGAGAAGCTCTGGGTGCAGCGACCTT
CATGCAGAGATGAGGGATGAGGCCATCCTCACTGAAGTTCAATCTCAGAAGCTTTTTCTG
ACAAACACTCCACGATTTGACAAACTCTAGCGATGAAACACAAATCCAAAGTGTTTAGAA
CGTTTTTATTGATGCCTTTTTAATGTCCAATACACTGTGTATATATATATAGAGAGAGTA
AGTTCTTGACTGTCAACCTCTGTAATAACATGTAATATATGACAGACGATAAAATGAAGG
AAAGAAAATCCTGAAACTTCGCAAAAAACACATTTTCTGTTTGATTTGTTGGAACCAACG
ATACACTTCAGTACTGGACTAAATGAAGCCACTTTCTAGCAGCAGTTGAGGACTCAACAG
GGAAAGGAGGAACAAATAAATGCTAAAAGCCATCTAAACAAATGCAGAACACTGAAATAT
GTATGTAAATATGGAGGAAACGTAGGTCTTTTTGTTTTAAATGCTCTATCTCTACGTAAT
GACTGCTGCTGGATCATGGCTCCGGTCAACGCTCCTCCAGCGCTCTGCAGACGTTCATCA
CTCAAACCTACTTGACGGTGAGGGTTTGCCTCTTTAATACGGTTTGTAACTGTTGGTGTG
ACCGCCACGCCGTGGCGACTTCCCATATCCGCCCGACTGATCGTTGTAATCGCCATATCC
GTAGTAGTTGTTGTATCCAGAATAATCGTAGCCTCCGTAGCCCTGATTACCGTAACCGTA
GTTGCCGTAATTTCCGTAGCCCGGGTTCCAGTAGTTACTATAACCCTGGTTCCAGTTCTG
GCTCGGGCCGCCTCCTCTTCCTCTGGACCTGGACGAGTATCCTCCTCTGCCCCCCCAGTA
CTGCTGCTGCTGGTACTGCTCCTTCGACAGCGCCACCTTCACTTCGCACTTGCTGAGGCC
GATGTTGTGGTACTTCTTCTCCATGACCTTCTTCACAGCCTCCTCTTCTTTGAATGTGAT
GAAGCAGAAGCCTCTCCGTTTGTTGGTTTTGTTCTCCATGGGGAGCTCGATCGACTCCAC
CTCTCCAAAGGCACCAAAGTACTCTCGGACCTTCTCCTCTGGGGTGTCTGGAGACAAACC
ACCAACGAAGACTTTCTTCACCGGCTCCTTGCTCTTCATGGCCTTGGCTTTTTTAGGGTC
GATGACTTTTCCGTTGAGTTTATGTTCCTTCTGTGACGCCACCTTTTCCACACTTTCGGC
GTCTTTGAAGAGCACAAAGCCGAAGCCCCTGGAGCGTCCCGTCATGGGGTCCAGCTTTAA
CGTGCAGTCTACCACCTCCCCGAACTTTGCAAAGTAACCTCGTGCCGA
>CL902Contig2
ATGCCTTTTTATGTCCATACACTGTGTATATATATAGAGAGAGAATAAGTTCTTGACTGT
CAACCTCTGTAATAACATGTAATATATGACAGACGATAAAATGAAGGAAAGAAAATCCTG
AAACTTCGCAAAAAACACATTTTCTGTTTGATTTGTTGGAACCAACGATACACTTCAGTA
CTGGACTAAATGAAGCCACTTTCTAGCAGCAGTTGAGGACTCAACAGGGAAAGGAGGAAC
AAATAAATGCTAAAAGCCATCTAAACAAATGCAGAACACTGAAATATGTATGTAAATATG
GAGGAAACGTAGGTCTTTTTGTTTTAAACGCTCTATCTCTACGTAATGACTGCTGCTGGA
TCATGGCTCCGGTCAACGCTCCTCCAGCGCTCTGCAGACGTTCATCACTCAAACCAAATG
GCAGCATTCGAGAGCGTATGCTTCTCGTACCCGGTCCGCATTGAGCGGGCCCTGAGAGTA
TCTGGGAGTCAGCTCATGGCCTGCAAGGAAGCTCCGCTACTTGACGGTGAGGGTTTGCCT
CTTTAATACGGTTTGTAACTGTTGGTGTGACCGCCACGCCGTGGCGACTTCCCATATCCG
CCCGACTGATCGTTGTAATCGCCATATCCGTAGTAGTTGTTGTATCCAGAATAATCGTAG
CCTCCGTAGCCCTGATTACCGTAACCGTAGTTGCCGTAATTTCCGTAGCCCGGGTTCCAG
TAGTTACTATAACCCTGGGTTCCAGTTCTGGCTCGGGCCGCCTCCTCTTCCTCTGGACCT
GGAC
>CL903Contig1
GCAAAGCGCCACGTCATTGTTGAAACTTGCAAGTCGACTTCTCACCGGCGGGTTACCCTA
GTTCAGGTTCTGATGTAGTTTGGAAACGGGTTCTAGACTTTCCGCCGTTTTTCCGAAATG
GACGGGGCGGAAATCTTTGACGTCAGCGACAAAAACCCGCGTAGATCCCCGAGGAACCCG
GATTTGAGCTCGTGGACCATCACCGTCGAGGAGGTTCTGGCCCAATTCGGCTGGGTTCTG
CTGTTGCTATGCTCCGCCCTCTACCTGCTGGTCAAGTTCCTGAAGAGGAGACCCCAGGGG
GGCTCAGAGGAACCTGCTCCAGAACCGGAAGGGAGAGTGGAAGCTTTGGAAGCAGCCAGG
AGGAGAATGCAGGAGGAGCTGGACTCCAGAGCGGCTCAGTACAGAGAGAAGATGAGACAG
CAAGAAGAACAGAAGAGGAGACAGAAGATTGAATCGTGGGAGAACATGCAGACGGGGAGG
AGCTGCAGAGAAACTAGGAGCTCTCAGGCCAGTGAAGAGACCGGCCCTTCATCTGTCCCC
AAACCCAAGAAGGATAAGAAGTCGCTACGCAGTGCAGATTACAGCCCTCTGGGTGGCCAG
GGGGGGGGCTCCTGCTCCTGGAGACCTGGGAGGAGGGGGCCATCTTCAGGAGGATGAGGC
TAGAGTCGGAGGACCTCTGTCCTCCAGACGTGCACGCCGACCGCCCGGACCGAGCCGGAT
GCTGCATTCTGTGGAGCTGTGGGCGTGGTCACTGACATCATCGGACTCTGTGATCCTCAA
AGTCTCCAGGCTTTTTATGAAGCCACTTCTGCCAAAGGTCCTGGACCAGCAGGAGTGTCT
GATGGTCCGGGTTCGGGTGCCCCCCTCCTCTGTTTATGTTCGTGGTGTTTCACTGTGAAC
CCTTTGCTTCTCTTGTTACAATAAA
>CL903Contig2
GCATTGTTGAAACTTGCAAGTCGACTTCTCACCGGCGGGTTACCCTAGTTCAGGTTCTGA
TGTAGTTTGGAAACGGGTTCTAGACTTTCCGCCGTTTTTCCGAAATGGACGGGGCGGAAA
TCTTTGACGTCAGCGACAAAAACCCGCGTAGATCCCCGAGGAACCCGGATTTGAGCTCGT
GGACCATCACCGTCGAGGAGGTTCTGGCCCAATTCGGCTGGGTTCTGCTGTTGCTATGCT
CCGCCCTCTACCTGCTGGTCAAGTTCCTGAAGAGGAGACCCCAGGGGGGCTCAGAGGAAC



CTGCTCCAGAACCGGAAGGGAGAGTGGAAGCTTTGGAAGCAGCCAGGAGGAGAATGCAGG
AGGAGCTGGACTCCAGAGCGGCTCAGTACAGAGAGAAGATGAGACAGCAAGAAGAACAGA
AGAGGAGACAGAAGATTGAATCGTGGGAGAACATGCAGACGGGGAGGAGCTGCAGAGAAA
CTAGGAGCTCTCAGGCCAGTGAAGAGACCGGCCCTTCATCTGTCCCCAAACCCAAGAAGG
ATAAGAAGTCGCTACGCAGTGCAGATTACAGCCCTCCTCTGTTTATGTTCGTGGTGTTTC
ACTGTGAACCCTTTGCTTCTCTTGTTACAATAAAATGGAACAGACCCCTGAACAGCTTCA
AAAAAAAAA
>CL904Contig1
GCTGCAGGNAATTCGGCACGAGGGGCTTCGACTGGCCCCACAAGTTATTAAAGTCAGTGT
AGGGATTTGTCTGACTCTTTTTTAACCACCCTATTTATTGTTTTTGTAATAATTATTTAT
TTTAGACGTAGAATACGTTAGGAGGAGACATTCGCACCAACGCTTGTAGTTAGCCGTCAA
GCTAACCTAGCTGACTTCTAGCTTATTTTTTTCTTCCCTTGACTGACTCCTCATCCACAG
AATCTACAGTCGGAGATTTTCAAAATGAGTGCTGCCTCCTCCCAAAAAGTTATCCTGAAA
AGCACCACCAAAGTGTCTCTGAATGAGCGCTTCACTAACATGCTGAAGAACAAGCAACCC
CCTGTGGTAAGCATTCGAGCCACCATGCAACAGCAGCATTTGGCTAGTGCCCGCAACCGC
CGGCTTGCCCAGCAGATGGAGAACCGGCCCTCGGTGCAAGCTGCACTGAACCACAAGCAG
AGCCTGAAGCAGCGCCTGGGGAAGAGCAGCATTCAAGCCAGGCTGGGTCGACCCATGGGC
ACTCTGATGCGCGGAGGACCAGGAGGCAGAGGTGGGATTCGAGGAATGATGGCCAGAGGA
GGCCTGAGAGGAGGAGGACGAGGAGGTTTAATGGGAGGAGCCCTGTTTTCCCTCAGAGGG
AGGCGGGGTTCTGCAGGAGGACCCATGCGAGGCCGTAGCTCCGTCGGCCGATTAGCAATG
CGCAGAGGAGGCCGGCATCGTGGAGGAGTTTCTGGAAGAGGAGTTCGAGGAGGCATCACC
AGAGGGCGCGGCGGAATCAGAGGACGGGGCGGGTTTCCAGGTCGAGGAGGACGGGGCCGT
GGGCGGGGCAGAGGAGTGGGCAGGCCGGTTGTCACTCGTGAACAATTGGACAACCAGCTG
GACGCCTACATGTCAAAGACCAAAGGCCACCTGGACGCAGAGCTGGACGCCTACATGGCT
CAGGCGGACCCCGACAGCATGGAGTAACCGAGCCTGCACACCTGCCCGCTGCAGCTCACC
TGTACTGTGTAGTGTAGACAGCAGATGGCTGCCCATCAGTCTGGAGAATGTGGTCAGAGG
CAGCAGCTGCTGCCCCCTGCAGACACCACATCATTCAGTGAACACATCCACACACTTGGT
AGACCTCTGCTGTTCCTTGTGCTGTCTTTAGTTTTTTTATTTGGGCTTTTTTTTTATATA
TATAAAATGCTGCCACCTTTTCAGCTGTGGTCCTTCCTTTACCATCTGGTTATCAGTTTG
TTAATTTCAGTGCAAAACAGTTAAAAGAACACAAGCAATGTTTTAAACCAAATACCTTTT
CTCTCAATTTGATGAAATGTGAGCAGAGGTCTGTGAAACATTTGTGTTCTGGGCTAAAGT
AAAAATGTATATTTTAAATCAGATGTTCTCTGAATCTGTTCCTTCTGTGTTTTTATATGA
AGATCCAACACCATTCTGCTCATCATTTAGGGAGCCCGTTTCTGTTCATTTGGATTTAAA
GACCCACACTAAAATCGTTNCCCAGTGGGCTTTAT
>CL905Contig1
CGGCACGAGGCACCATTCATTTAATCAAATTAAGACTGTTTTGTGTTTTTGTTTCCATGT
TTCTTCATGATAATCTTTCTTGCTGAAGCATAACCTCAAACCTTTTACGCAAACGCATAA
CCTTTTTTTTTGTTGTTGTGGTTTTTTGGTGGTGGGGGTGGAAGGGGGGGGGTTGTTGCC
GTTTGTGCAAAATGACGCTCAGATGAGCAAAAATACCAATGAACCACTTGCAGCGACATT
CACCTCTTCAGAGAACTGTACTGGTGTTAGAATAGCAGGAACCTCGTCGTATCAGAAACA
AACACGTATAAAAATGAAAAGCACACATTTGTGTCCCTCCCCAGTTTAAACGTTTCTGCT
CTGAACTGTTTTTCCTCGTGATAACGCTCGCTGAAGAGTGACCAGGACATTGTTGTTAAT
AATTTGTGCCTAAACATGTTACCCCCTTGCCCTGTCTGCATGGTTTAATGGCGCCTGATG
GGAAATCTACATGTAATCGCCTTGCATCCACTTTTCCTTTGCGGCTGCCTTTTCACCTTT
TTTTTTAAAACCCCATTTAAAGCCATACGCAGCTGGGACTGCATTGACACACTAATTGAA
GTCTGATTTCGTTTTTTAAAAAGCTCTGAAATGCTTGAAACTGACAAAAGAGGGCTATGG
AATGAGATCATACCTTCCCTGGTCCTTTTCTTTCTGTGTAACATTTGGAATCATTAGTTT
TTAAAGGCCAGGTATCTATCTACCAAGAATAAAGTAAGCAAATTTTTTTTTCCTCTTTTA
AATAGCTTTAGTTGGGTAGTTAAATGTTTTTGTAGAAATAAAAGGCTAAAATCCAGGCAT
CCACATGGTTTTTATATCTGAAATAGTTTTAAATGGAGTTTAAATGCAGGAATTTGCTGG
CCTGGCTGTATCATAGTGACTGTCCGTGTCGCATATCGGCCGAGCTGTGACCGGTATGGC
AGCAGAGCGCCTCTGTGCTGTGTAGTTCTGTGCTGATATGTTACCGTATTCAGGCTAAAC
CAATGATGAAGTATTTAAAAAATAAAAGAGGTGCTCTACACCTGTTTATGCAATCTCT
>CL906Contig1
AGGAGAGGAGACGAAAGGAAGGAGAGGCAGGACAAGACGAGATATCCCCAAGACCCCCTG
GAAAGAAAACAACAACGCTGAGAGAATCTTCAACCTACTGCCAGAAAGAGACTCGCGCTG
CTACTCGGCTTTGATCAAAGGCATGGTGAAGCATGGAGCTTATGCAAAAGCTTTCAGTTT
GTATACAGATCTGCTCAACGACAGACTGACAGGTGACGTCCATCTCTTTAACGCTCTCAT
CCTCGCTGCCCCAGAACTCAGAGAAAAATACAATGAAAAGTGGGAGCTCATCAGCGAGCT
GCTGAACCAGATGAGTCAGCAGAAAGTTCATCCCGACCTGCTGACCTTCAACAGCGTCCT
GAAAGCTCTGCGGCGCTGCGGCTACGTGGCAAAAACCAAAGCTCTGTCCACGCTGAACGA
GATGAAGGCCGTGGGCATCTCTCCCAGCTTGGCCACCTATGACCACATCCTGGCGGCCTT
TTACAAATCAGCTTCATCTGGTCCGAGCAACACCGAAATCCTCCTGGAAGTGCTGACCGA
GCTGGAAGGAACCCGCCTCACCTGCCAGGATCCTGATGATGTTCTGTTCTTCTCCAGCGC



CATGAGAATATGTTTAGACGGCAAAGATCTGGAGCTGGGATATAAAGTCCAGAATCTATT
AGAAGTTGGAGACAACTGGAGGCTTCTTGGAGACTCCTACCAGCAAAGTATTTACTACGG
CCGCTTCTTCAACCTGTTGTGTATGATGGAGCACATCGACGTGGTTCTGGAGTGGTACAG
AAAGATCATCCCGTCGCGGTACTACCCCAACCCTCAGGGAATGAAGGACCTGCTGCAGGC
GCTGGACACCGACAGCCGCCTGGACATGCTGCCCACTATTTGGAAAGACATAAAGAGTTT
GGGTCACGATAACAAACCTGACCTGGTGGAGGAGCTGCTCGCTCTGATGGCCAGAGAGGA
GCACAGTCCAGAGGTTCAGGAGTCTTTTGCTGCGTGCGCTCTGAACGTGAAGAGCGTGTG
CGATGGGAGGCTCAGTACGGAGTGGAGCGCCTCCGCCCTGTCACACATCACCACTCTTCT
CCTGCGGGCCAACAAAACCCAGGAGGCCTGGGAGGTGCTGCTGGTCTTTAAGGCCAAGAA
CAGAGTTCCTTCCGAGGAGCTGTTGAACAGCTTCCTGTCCGCCTGCCATAGCCGTGGGGA
TTCCCAGGGAGCAGTGGAGCTGGTGCAGCTGTCTGCAGCCTTCTGCCTGCCCGCTACATC
AGGACTGGCCTCCAGAGCGCTGGCAGACTTCCACCTGACCGAGGAGCAGAGAGCCGCTCT
GTCTGAACTGGAGGTTGCAGTGGAGTCTTCTGACCCGAAGAACCAGCAGGAAAACTGAGT
TTTTACATCCATACATGCAAAAATCTTCCAGATGCCTCGAATAAACCTGTGTCTGTACTC
CCCCCATCT
>CL907Contig1
GAACTTCCGCAGATGTCGGCTCACTGGACTGCGGTTAACAATGTGGCTCCTCGGTTCTGT
TCTGCTCGTGGTTCTGGTCGGTTCTTCTGGTTCCGGAACATCAGGTGGGATCAGAATAAA
ACAGAAATGTCTGAAAATAGTTAGAAAGTAGCCGTTAAACAGCAGCGATGACGATGTTTA
AGAAACGCGGAAGTGAAACAAAGCTGGCGCATGAAATATAGAAAGATGGACTCATGGAGG
AGAACCGAGGAACCATCGGAACCATAAATGTTGCCTTAACGGTCCAGGTTACTGATTACT
GTCCTCTGTAACGTCTTTGATCCCCGCGACGCCCATGGTGAAGTGGTAGGGCGGTCGACA
CATGATCATAAGTTTGCAGGTTCGATTCCCGCCTTGCCCGCCCATGTGTCGGTGCGTCCT
TGGGAAAGACACTGAACCCCACCCTGCCTCTGGTGGGAGGTTGGCAGTGGAGCCGCCATC
AGTGTGAAACTGTAAAGCACTTTATATTTTCTTCTGATGCAGGTCTGAAGATCACTGCTA
GACCTGGAGATGACGTCACTCTGACATGTGGAGACACGAACATCACAGAGAGTTTGGTGT
TTGAGTGGAGCAGACCTGACCTGCAGGAGAAATATGTGTTTTTTTACAGGAGTGATGGTG
CTGTTCTTTATAACCAGCATGAATCTTTCAGGAACCGAGTGTTTCTGAAGGACAGTCAGA
TGAAGGATGGAGATCTGTCTGTGGTTCTGAAGAACGTGACCATGAATGACGCTGGAATAT
ATGAGTGTAGAGTTATAAAGAGAAGAACCAAGAGATCTATTTTAAAAACTCCTCCCATCT
GTAC
>CL907Contig2
GACGGTTGAGAACCTGCAGAACTAAATGAAATGATTGACCTGTGAACAGTCCACCTTCAG
CTGCAGAACCCACTAGAACCAGCAGGAAGAAGGTTCTGGGTCAGAAGTTCTGATGTTCTC
TAGTGAGCAGCAGCATTCATGCTAGAACAAAGCATCCATGGAGATCCACCTTCTGCTTCT
TCTGACCTTTGGACTCTTTGGACTTTTATTCTGAAAGGTTCTAGAGTCTGAACTGCAGAG
AAGATCCACTTCAGGAACACAAAAGACCTTCAAGGATCTGAGTTTAGACGATCCTGTTCA
GGATTCTGCTGGTTGTTAGAACCACTGGAACTTTGGTTTGGACCTTTTTTCTTCCTGTAG
ATCCAGAGAACAACAAGAACGACAACAGCAAGAACTGACAGAACAATCCCAATGATCCCT
CCTGGACTCAGTCCTTCTTTCTTCGTTCCTCCATCCTCCTCTTTTCCTCCTTGTTGTCCT
GGAGACGGATCACCTGGAGACGGATCACCTGGAGACGGGTCACCTGGAGACGGATCACCT
GGAGGATCCACGGACAGATGGATGGTACAGATGGGAGGAGTTTTTAAAATAGATCTCTTG
GTTCTTCTCTTTATAACTCTACACTCATATATTCCAGCGTCATTCATGGTCACGTTCTTC
AGAACCACAGACAGATCTCCATCCTTCATCTGACTGTCCTTCAGAAACACTCGGTTCCTG
AAAGATTCATGCTGGTTATAAAGAACAGCACCATCACTCCTGTAAAAAAACACATATTTC
TCCTGCAGGTCAGGTCTGCTCCACTCAAACACCAAACTCTCTGTGATGTTCGTGTCTCCA
CATGTCAGAGTGACGTCATCTCCAGGTCTAGCAGTGATCTTCAGACCTGATGTTCCGGAA
CCAGAAGAACCGACCAGAACCACGAGCAGAACAGAACCGAGGAGCCACATTGTTAACCGC
AGTCCAGTGAGCCGACATCTGCGGAAGTTCGGTCTCGCTAGCCGAC
>CL907Contig3
AATTACAGGCCGAATGGTTACGGTACCTACACCAACAATGTGGCTCCTCGGTTCTGTTCT
GTTCTTGGTTCTGCCCGGTTCGTCTGGGTCTGGAACATCAGGTCTGAACATCAATGCTGA
ACTTGGAGATGACGTCACTCTGACATGTAGAGATAAAAACATCACGGAAAGTTTGGTGTT
TGAGTGGAGCAGACCTGACCTGCAGGAGGAATATGTGCTTTTTTACAGGGATGGTGGTGT
TGATCCAGACAGTCAGCATGAATCTTTCAGGAACCGAGTGTTTCTGAATGACAGTCAGAT
GAAGGATGGAGATCTGTCTGTGGTTCTGAAGAACGTGACCAAGAATGACAATGGAACATA
CCAGTGTAGAGTTCTACAACACAATGGTTCACACAGAGAAATGAAGCTGATCTCCACCGT
CCATCTGTCTGTGGTTCCTCCAGGAAACCAAGGAGGAAGAGTAGGAGACAAAGAAGGAAA
GAATGAGGATGGAGGAAGAGATGAAGAAGGACTGAGTACAGGAGGGATCATTGGGACTGC
TCTGGCAGTTCTTGCTGTTGTTGTTGTCGTTCTTGTTGGTTTCTGGATCTACTGGAAGAA
AAAGGGTCCAAACCAAAGTTCCAGTGGTTCCAACAACCAGCAGAATCCTGAACAGGATCG
TCTAAACTCAGATTCAGAGAGAAAGACAACAAACTCAGATCCTTGAAGGTCTTTCCTGTT
CCTGAAGTGGATCTTCTCTGCAGTTCAGACTCTAAAACCTTTCAGAATAAAAGTCCAAAG
AGTCCAAAGGTCATAAGAAGCAGAAGTTGGATCTTCATGGATGCTTTGTTCTAGCATGAA



TGCTGCCGCTCACTCCTGAGAACATCAGAACATCTGACCCAGAACCTTCTTCCTGCTGGT
TCTAGTGGTTCTGCAGCTGAAGGTGGACTGTTCACAGGTCAATCATTTCATTTGGTTCTG
CAGGTTCTCAACCGTCTGGAAAGTGTTTGTCTGAATAAAAAGTTGTAAAGAGTTCCTCTG
TTCTCCTCTCAGTAAGAACATAGAGAACATTTCCAGGAAATGTGGTTCTAACAGACGATC
CAGAGACCCTTCAAACTGAAACAGCTTCAGCCTTTTTCTAGAAACCTTCTAGAAAAAGGC
TGTTCTCTCCAGACAGAAAGATGTTCTCTCAGTCGTCACACAAACACTAACAGCAGAACC
TCCTGGAGGAGGAGAACCTCAGGAACTCTGTCTGCACAGACATCTCACATCTGAGGCTCC
GCCCCCAGGAGGAGAAGCTTCCTGGAAGAGCAGCTGCTTCCTGGAAACAGTCTCTACTGA
GCATGTGCAGAACTCCCTCTGAGTGCAGACGGAGTCTGGTTTGTAAAAACTTTATTGTTC
ACAGACAGAATCCTACAGGAACAGGAAGATTTAGCAAGAAAACTCCTAATTTATTTAATT
TATCCTCCCAGATTAGATTTTACTTCCATTCCATTTCCCTGTACAAACAAAAAGCAAGTC
AAAAGTGTCATTTTGCTCAGCTTTATGATTTCATATTAGTTTATTTTTATGTATGTTTCC
CCCCTGGAGTTTACTTTGAACAGCTGATGTTCAGTTTAATGTTCTCTGTTATTTACTGTA
TG
>CL908Contig1
GATCTGGCGTTAACCCGGNCATTATGGCCGGGGGAGCCCCGGCATTCCTCCCTGAAGCAC
CTACTTTTTCTTTTCTTAACCTGTCCCCACTTGTAGCAGCCATGACTGAGCTGGAAAAAT
CCATGGAATCCATGATTACAGTGTTTCATCGTTACGCCAATGAAGGGGGAAACAAAAGCA
CCCTGAGCAAGAAGGAACTGAAGAAACTGATTGAGAATGAGTTACCAAACTTCTTAAAAA
GCCAGAAAAGTCCAGACACTCTGGATCGGATCATCAAAGATCTGGACCAAAACAAAGATG
ACGAGCTTGACTTTGAAGAATTTGCTCCCTTAATCATCGGCCTCTCGGTCGCCTGCGAAA
AGCATTATGCTCTGCTTCATGAAAAGGCTAAAAAGTGAACGGTTGAGACATCAGACCAGT
GATGATGATTATTTCTGTTATCCACTGAGGTTTAACTAAACATTCATTAAAGAAACACAN
AAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>CL909Contig1
ACGCTTCCTCGCCCACGTGGACTAGCATCGTGAATCTTGCTAGCATAATCCTCATCATGC
TTCGTCGGCAGGTCAGGCTGAGGCGGGAGTACCTGTACAGGAAGGCCCAGGAGGACCGGC
TCCGGACCATCGAGGAGAAGAAACAGAACTTGAAGAGCGCTCTGGATGAAAACCGTCTAC
TTCCCACAGAGGTCCGCAAGGAGGCTCTGCAGCTGCAGAAGCTGCTGGAGTACGACGACG
AGGGGGCAGAGGGTGTTAGCTCCCACATGGACGATGAGTACAAATGGGCCGGAGTGGAAG
ACCCAAAGATCATGGTCACTACATCCAGAGACCCGAGCTCCAGACTCAAGATGTTCGCCA
AGGAGGTAAAGCTGATGTTTCCCGGGGCGCAGCGCATGAACAGAGGAAACCATGAGCTCC
CAACACTGGTGCGAGCCTGCAAGGCCAACAACGTGACAGACCTGGTTATTGTGCACGAGA
CCAGAGGACAGCCAGACGGCCTGGTGGTGTGCCACCTCCCCTTCGGACCCACAGCCTACT
TCACGCTCTACAACGTGGTGATGAGGCACGACGTTCCTGACATTGGCACCATGTCTGAAG
CTTACCCCCACCTCATTTTTCACAACTTCACTTCCCGGCTCGGCAGGAGGGTCTCCAGTA
TCCTCAAGTACCTGTTTCCAGTGCCAAAGGACGACAGCAGGCGAGTGATCACATTCGCCA
ACCAGGACGACTTCATCTCCTTCAGACACCACACCTACAAGAAGACAGACCACAGGAATG
TGGAGCTGACGGAGGTGGGACCCAGGTTTGAAATGAAACTGTACATGATCAAACTGGGAA
CTCTGGAAAACGAGAACACGGCAGAGGTGGAGTGGCGTCAGCACGGCTTCACGCACACGG
CGAAGAAAAGGAGGTTCCTCAGCGTGCAGTGAGAAGAAGTTCCAAGACCACGACGGACTC
TTGAACAACGATGGCTTTATGCAGCAAAAAGGGTCTAACGGGACCTCGGTCACCATGGAT
GGACTATTTATCTGTGCGT
>CL910Contig1
TTTTTTTTTTCCAGACAAAAATTTATTTAAGAAAAAAAAAAGGTTGAACATATTTGTGTA
GATCACAGAATGACAGTGATAGTGGTTGAAGACGTTTTCTTTAACATCCATTTGAACTTA
AAAGGACTCTATTCTTTGCACACTAATCAGAAAGAAACAAAACAATACCGTTTCAAACAG
ATCTGAGAACATGGGACACAAGGAATGTGGTCACAAGCTGGACAATGATGTTCTTCAGTA
TTTCACTTCCACGGGTGGAAATTCTGCTTCAATTAAAGGTTTCATAAATGATACAGTAAA
CCAACACCAGCCTGTCCATACTGGAATGCATACATTTCACTTTGATTATACTGAGAAAGG
CAGAACATAAAAAAATCACAGAAATTACATTTTCAAACCGAAGTCCAGAATGATCAGCCA
GCGATACTCCTCACAACTTCATAAAGATAAGAGGAAGTTTTAAAAAAAAGGGAGTATGAT
GATCAGTGCCGTGTGGTCTGTGCTGAACAGCGGCTCACTGCTGGACAGGACTATCGAAGG
AGCGACCATTTGATCTGTTCTTTGGCAGACTGCAGTACCTGGGTGACTGTCTGCTCTGTC
AAAGGTACATCATCTCCTCTGAGGGCTACACGATGCACAACCTGCTGTGGGTCACTCTCC
AAGATTACTCCTCCGTCTACGATCTCATCCACAGCCAAGAAGAGTCCTTCCATATTCTCC
AGCAAGGCTCTCTTTTCAACATTTTTCCTCAACATCTGACTCAAGGAATCGAAGAGGCAA
TTTAAAACAGCCATAAGCATCAGCTCATTTTCATGTGAACTCCCGATCACATAAAAGAAG
AGGTCTATATTGCTCTTGTACACAACAGTCAGGCCCTCCAGCAAAGCTATTTCACTGTCC
GTCCTGTGCGTCTTGTTGAATATGTTTTTCTCAAACGCTTTCTGTTCCTTCACCGTTGGA
TACGTGTCATCGTAATACTTGGCATAAAGTCTTTCTCCGTCATTATCCAGAATGAGAACC
GCTTTGACTGTATACAAGGATGGTTCCAGTATGGGAGAATCCATCTTCACCAGCTAACAG
CAGGCTAGCACCCCCGGCCATAAGGCCCGGGTTAACGCGCGCTCAGAGA
>CL911Contig1



ATTCGGCACGAGGGGTTACCGGACGGTCAGCATGTCGGACCCCTGCTCCTTCTCGTCCCC
CTCCAGGTGCGTCACCAAACACCTGAACCTGCACCTGCGAGTGGACTTCCGGCGGCGCGT
GATCGCGGGGACCGTGGAGCTCACGGTGGAGGCGCTCGAGGACAACTTTTCTCTACTGAC
TTTGGACACCAGAGATCTGAACGTCGTGTCGGTGTCGGCCAACCAGCAGCCTGCTCGCTT
TACTTTAGCCTCCAAACACAGCTTCAAGGGGACACAGCTGGACATCACGCTTCCCTTTCA
CCTGTCCAGGGGGCAGCATGTCATCGTCCAGGTGGTGTATGAGACGTCTCCGTCTGCATC
AGCACTGCAGTGGCTCACACCTGAGCAGACTGCTGGGAAGAAGCAGCCTTACCTGTTCAG
CCAGTGTCAGGCTCATCACTGCAGGAGCATGGTCCCCTGTCAGGACACCCCATCAGTAAA
GCACACCTACTACGCCCAGGTGTCTGTCCCTAAGGACTTGGTGGCAGTGATGAGTGCTGT
GAGGGATGGTCAAGAGGAGGACCCTGAGGACAGCAGTCGTATTGTCTACAGGTTCCGGCA
GCCGGTGCCGATGCCATCCTATCTCATTGCCATTGTTGTTGGAGCTCTGGAGAGCAGGGA
GATCGGCCCCAGGTCTAGAGTCTGGTCTGAGAAGGAGTTTGTGGATAAAGCAGCGTTCGA
GTTCTCTGAGACTGAAACCATGCTGAAGACAGCCGAGGATCTGGCTGGACCGTATGTTTG
GGGTCAGTACGACATTCTGGTTCTTCCTCCATCTTTTCCATACGGCGGCATGGAGAACCC
CTGCCTCACCTTTGCCACGCCTACTTTACTGGCTGGAGACAAATCTCTGTCTACTGTAAT
TGCCCATGAGATCTCCCACAGCTGGACAGGGAACCTGGTCACCAACAAAACCTGGGAACA
TTTCTGGCTCAACGAAGGTCACACGGTTTTACCTGGAGAGGATGATCGGCAGACAAATGT
ACGGCGAGCAGTTCAGGCAGTTTAAGGCCATGGGCGGTTGGAAGGACCTGCAGGACTCTG
TGAACACCTTTGGACCCAACAACCCTTTGACCAACCTGGTTCCTAGTCTTCAGGACGTCG
ACCCAGACGATGCCTTTTCCTCTGTGCCGTACGAAAAGGGCTTCGCTCTCTTGTACCACC
TGGAGGAGCTGATGGGAGGACCAGAGGTCTTCATGGGTTTCGTGAAGTCGTACATTCAGC
TCTATGCGTACGGCAGCGTCACCACTGATGACTGGAAGAACTACCTGTTCACCTACTTCA
AGGACCAGGCAGAGGCCCTGAACCGGGTGGACTGGAACGCCTGGATGTTCACTCCTGGGA
TGCCTCCTGTCAAACCTCAGTATGACACCACGCTGGCCGATGCTTGCATTGCTCTGAGTC
AGAGGTGGACCAAAGCCGGAGACCAGGACCTGGACGGCTTCAGCGAGTCCGACGTGAAGA
CTCTGTCTTCCCACCAGCTCATCGAGTTTCTGTCCCTGCTGCTTCATGAGAACCCGCTCC
CTCTGACTCATGTGAAGAAGATGCAGGAGGTTTATGGTCTCAACACTTGTACCAATTCTG
AAATCCGCTTCAGGTGGCTGAAGCTGTGTGTTCGCTCCAAGTGGGAAGAGGCGGTTCCGC
TGGCGCTGAAAATGGCCACCGAGCAGGGCAGGATGAAGTTCACTCGGCCGCTCTTTAGGG
AGGTTTTCAACTTCAACAAGTACAGAGACGAAGCCGTTCAAGTGTTTGCGGCCCACCGGA
CAGCCATGCACCCGGTCACTGCAGGACTGGTTGCCAAGGACCTGAAGGTGGATGTCAGTG
GCACCACTGCTCAGTGAGACCAGAACCTCTAATGTGGGACCAACAGAACCAGCAGGAGGG
TCAAAATTGTTGGTTTCAAACGGGTCTGTAAGAACAAAAAATGCTTGAG
>CL912Contig1
TTTTTTTTTTCACTCCCCAAAAGCTGTTTTTATTTTTTTGTATTTATAAGCAGAGCTGCA
CACTGTGTATGGTGGCCCTGAAGTGCCATTGTAGGGAACAGCATAGGGATTTGGGATCTT
TTAGGGAGGTCTCTAGCACCAAGTCATGTGAGATTACAGAACAAACCTCTGTATGATCTT
ATTCCTTTATAACAGTAACTTGTTATAAATGAGCACTAAATCATAACATATTTTTTCAGA
GAAACATTTGCAGTGGAGAAATCAAAAGGTCCAACTTCAATCTTTACAGGTTTTACTGTC
AGATGTTTCATTTATAAATTAAGAAAACCAAGACATTATGAAGTCAACGTCACATATTAA
CAAAAACAGAGTGAGAACAAATATTGTTGTTCAGAGACGTTAGGTCTGAGCCTTTGAGCC
ACAGTCATTTCATGCATGGTTTGTGAAGCAGGACCTTCTTTTTCGTGCACAGCGATTATG
CCCATTTCCTGGCGTTCACAGCGGTTGGTGGCGTGGAGGCGGAGCTCAGCCCCAGAGCAA
ACTCAGGACAGTAGGCTCAGGCATCCCTGGATCTGCTCCCCGCTTGAAACCGAGGTACAG
CACAGTTGGGATAAACCCCCACCGAATGACAAACTGCCCGCATTGGAACAGCTGCTGAAG
CCGCTGCTTGGCCTCCTTACTCAGTTTAGCCATGTGTTTATCCGAGACAGTTTGGTCCTC
GAGGCCCCGGCCATAAGGCCCGGGTTT
>CL913Contig1
GAAGACGACACGACCCGCGCCTGCACGCGCACAACTCTTGTTTTGCTTCTGTGCGCAGAG
AGACGAGGACACGAGTGGAAAAGCTGCGAGTGGAGGCGTCTGTTCCAGGAACTACCAGCA
GGTCTGTCCACAGAAACAGGAGAACCCAGAAGTGCTTCATCATGAATTTTATAATGAAAG
CTGCGATGGGAGGAGGCCCCCCGGATGTGGGCAAGATGCTTGGGGGGGAAGAAAAAGAGG
AAGATCCTGATGCAGCAAAGAAAGAGGAAGAGCGACAGGAGGCACTGAGGCAGCAGGAGG
AGGAGAGGAAGGCCAAGTATGCCAAAATGGAGGCTGAGAGGGAAGTCATGAGGCAAGGCA
TCAGAGATAAGTATGGAATAAAAAAGCGCGAGGAGGCCGAGGCTGAGGCGGCCGCCGCCG
CAGAGGAAACTGCAGCTGGAAGCTTAACTCGACCCAAGAAAGCAGTGCCAGCCGGCTGTG
GAGATGAAGAGGAGGAAGAGGAGAGCATCATGGACACAGTGATGAAATACCTGCCAGGCC
CTCTACAAGACATGCTGAAGAAATAAGTTAGCAAGCCAATGCTAACATTCTAGCTCAGTT
CAAGGGTCATATTTACAAAGTTGGATTCCCCTGGTTTTTTTTTTTCACAAAATGATTTTT
TTGGACAATTTGGAGTCATTTAAAATTGATAATAATGTAGGAGAAAAAAAAAAATTTGAG
CCAACATCGTGAAGTATATCATTTAAAGCATGCTAGGCTGAAATAGCACTGTTAGCTTGA
TTGATGCTAGTGTTAGCCGCATTATACTTTAAAGCTAACAACAAGCAGAGGGCTAAAGTC
AAGTGAAAAACAGTTTTGTGCTTCTTGTCTTGGAAGTTTGACATGATTTTTCTGTCCACT
ACAAATGGTGCACGGCTGTCTTGCAGCACCAAAATAAGAATTCCACATTCTAATAATTTG



TAGATAAATAAGTAAATTAGCAAGCCTCCCAGGGGGAAGCGATCTAAAATATTACAAATA
AAGAATATTCTTTGTCTCTGTTGCTTAAACAATAAAAAGTGGTAACTTGATAAGCCATAT
TTAAAAAAAGTACATTTAAACTGCTGTTATTTGTTCCACCATGTCTGAAATGTACACGTC
TTTGCACACACTGTTCCACATTCTGGAGATGCTGGTCTCTCAGTCACACTTGTTCTACAT
TCATGTGATAAATGTCCAAATAGAAAAGTGTTTAAAAAGGTTTGTATTTCCCTTCTCTGT
ACCACTTTTTTATGTCTTGCATGCCATTAGTCCAGACAGTTTGTTGTGTGAAGATGTATT
CCAGTTTATGTACTTTATCGAGCAAAAAAATTGAAGGCAATAACTCCTAAGTTTGTGTTT
CCACTGTCCTGTTGGTAGAGTCTAACTGTTGATAACATAACTACTAGACAATATATGTGT
ATGTATTCAGGAACAAAGATGGTCATTTTGCAGGGTTTTCATTGTTTCGATGGAAAATAA
CTGCACAGCAGCTAAAATGTTAAGCTTTTAGCCATAAAACCTGACCGTGCAGTATGTATA
ATATTGGTGTGTGGAACTATGAGAACGGGCCGAACTCCAGAAAAAGTAGGGTTGGAATTC
ACTTCATAGAAAGATACTAGTAGTAGTAGAAACTACTTTTCCTTTAACATGCTTACAAAC
TGTAAAGTTATAAGTTCAGGTTGTCTACTGGTTTGTTTCAAGCAATAGTAAAAAAAATAT
CACATTTTTGGCCTAAATGAAGGTGATGCAGAACAGCAACAACAATAAAGGATGAATACA
TCTGTCTGTCCTTGAGAGTCAACTAAAATTAAACTTTGTTCACTAATCGAAAAAAAAAA
>CL914Contig1
AGAGATGGCTGCTCAGCCTGATTAAACCAGCTCAGTCAATCCTCAGCTCGCCACTCGGCT
CTGCTGCAGCAGAGAGGACCTGGATACAGGCACATGCCACATTAGTGACCACCAAACTGG
ACTGAAGTGACTGGGAAAGAACCGCTGGTTGATGGAGTTTGTGCGGCAGAGTGGTGACTA
TTGCCATGCTCAACACATTTAGACCCTGTCTGGAATGATGCAGCGCCATACAGTCCTGGG
GTCATGAGCCCTGGAAGACCACTGAGCCTTACCATCTAAAACTGACTGCTCATGGGTTAA
CAAGTGGAGCCTTATCACAGACAACGTACTGGAAAGAAGAGGAAAGAGTGTGACTGGGAG
AATTTAAGAAAGTAAATAAAAAACACTGACAATTGCAGAGCTTAAAATTCAGCTGATGCA
CAGTAGTGTTCTAGATCACAGGATACAGTCAACGGATGGGAGAACGAGCCGAATAAAAGG
GCTACAACTCTGGGAAATTACATAATTTTATTATCAAAATCCTACGCCAGGCTCACCCGG
AAGACAATTCTGAAGATACAGCAGTCAACTGCGACAGCTGGAACTAAAGTCACAGGTCCT
CCAGCAGTGTCAAAGGTTATGCAAGCCACCATGAACCGACCCGCTCCAGTTGAACTGTGC
CACAAGAACATGAGATTCCTCATCACACACAACCCCACAGACAGCACACTGAGCTCCTTC
GTGGAGGACCTGAAGCGGTATGGCGTGACACTGTTAGTGCGAGTTTGTGACATCACATAC
GACAAAACCACCCTGGAGAAAGACGGAATAACTGTTTTTGACTGGCCCTTTGATGACGGT
GCCGCTCCGCCTAATAAACTTGTTGATGACTGGTTGAGTCTCCTGAAGAAGAAGTTTCAG
GAAGATCCAGGAAGCTGTGTGGCAGTTCATTGTGTGGCTGGACTAGGAAGGGCTCCTGTG
CTGGTCGCTTTGGCTTTGATAGAAAGTGGGATGAAGTATGAAGATGCTATTCAACTCATC
AGACAGAAACGGCGTGGGGCCATAAACAGTAAACAACTTACATACCTGGAGAAATATCGA
TCAAAACACAGACTCCGTTTCAAAGACTCTCACACTCCCAAGAACAAATGCTGCACAATG
TGAAAACGCTTTCAGAGGTTCATCTGTACACCCCATGTAAACATTCAAAACATTTACACT
CACAGTAAAAAAAAAA
>CL915Contig1
GGGAATTTTATTGATTTGCAATATTTAAAAAAACATAACAGTGTGAATCTTTCATGTTTT
TTTTATAACTTACATTTCTTTAAATTTACAAAAGTGCAAACAGAACGTACGCATTTTTCC
TTAATATAAGCCAAAGCTGGTGTGACTCAAAGTGCCAAAAATGAAATCTTGGAGATTGGT
GCCATTAGTCCAGCTACGTGCAAACAAAAGAAGGAATTTACACTTGACTTAAAGAGGAAA
GGGGATATTTAGTACAGTCGTCAGCACTGATTATTAAAATGGTAATGGAACACACACCCT
TTGGTCCACCCACAGACACAAAAATGCTTAAATAGGTCTAAGTGTGGATATACAATGTGC
ACTGCTGTGATGCTCCAAGCGGTGTCCCAGGATCCCATTCCACATTTGAGTTATTTTCAG
CCGTATATGCCATTCTAGGCCTGGACTGTACGCATGGGTCTAATGTTAGAGTTTACAGGA
AGTAGTCCGGGGTGCGGCGGGTTACATGGGGTTCCCCTCTGCGAGGCGCAGGATCAAACT
GCAAGAAGGAATATTTGAGGGTGTCATCTAGTTCCATAATAGCTGCCTGGTTGCCACAGC
GATAACAGTAGTTAGGAGCGCTGAATATCGTCACCACGTTCCTCTCATGGCACCAGTTGT
AACCCTCCATGACCAGCTGGTGGGCTCGAGAGACCAGTGTGAGGCGGTTGGCGTGGTTGA
AGGTCTCAGATATGTCCTGACCAAAAGTGTAGCCTGCTCCTCGAGGAGAGATGCCCCAGC
CGCCGCGGTCGTCAGGGTCCGACCACAGCAGGTCGCACATGGGACCCTCATGTGGCACCT
CCTGCAAACGGTCCAAAGCCCTGATGTGATCCAATGTATCTATGGACGGGGACAGGCCTC
CATGAAGGCAGAAAATCTGAGAGTCTACCAGGGCAGTGAGGGGGAGGTAATCAAACAGGT
CTGTGAAGTACTTCCAAACATTCGCATTTCCATATTTCCTTAAGCACTCGTCATAGAAGC
CGTAAACTTGTGTGATCTGTCTGCTCTCGTGGTTTCCTCTGAGGATTGTGATGCGCTCCC
GGAATCGTACTTTTAGTGCTACAAGTAAAGTGACGGTTTCCACGGAGTAGTACCCTCTGT
CCACATAGTCCCCCATGAACAGGTAGTTTGTGTCAGGAGACTTCCCTCCGATCTTGAACA
GCTCCATGAGGTCGTGGAACTGGCCGTGCACGTCACCACATACCGTCACGGGACATCTCA
CTTCCTGGACGTTTGATTCCTTCGTTAGAATCTCCTTTGCCTTTTCACACAACGTTTTCA
CCTGTCCTTCGGTTAGCTGTTTGCATTCGTTGAGCTGCTCGATCCACTGATCGAGTTCTT
TCGTGAACGCCTTTTCTTCCATTCTGCTGTTTTCTTCACCGACACACGCGGCGGTTCTCC
AATGAGACTCCGAGTTCCCCGAAGCTTACAAAACGTTGACCGCAGGAGATGGTTTCACTC
CGACCGACAGAGGCATGGACCTCCAGCTGCCAGATCANTATGAATTGCCCCGGCCATAAG



GCCCGGGTTTAACGGCAGACG
>CL916Contig1
TTTGTTTTTAACATAGAATTGAATTTACCACATTTTTCTTCTAGGTTAACTCAACCAAAA
TCCACTGATACTGTCTGTTAAAAAGTACAGCGTTGGTGAATTTTCTAGAACCGACAGCCC
AGTCAGTTGGTGCCCGTGTAAAATATATTAGAGTCCACACACGCGGTGTAACCCAATACA
TTTCTCAACTTCAATGCCAGATGACAATAAATAAAAAAAGAAAACCAGAGTCAAGAAACA
TGACACTGACAGGTTCATCAAAAACATCCATCGCCGTAAAAACGATGAACTCCCAAAATC
AAGTGAGTGTCCTCTCTTTTTCAGTGCGTCTTCTTAACTCATAACTGGTGCCAGTCCCCT
TCAGTCCAGAAGCTTTCTTCTTCATCTACCATTCTTCTTGCACTTACATTTTAACACCTG
ATGTTTGTTGATAGGAATTCAAATGAGTTTTTTTCTGGTTTGAGGAAAGAAAGAAAGGCC
ATCCTGACGTTTACTTCCTTTTACCACCTCCTCCGTTAGCCAGAATCATCACCAGCCTCA
TGAAAATATTGAGGGTGTCCATATAGATCCCCATGCACGCATTGATGGGGTCATATTTCT
GCACGCCGTAGAGCGGGTGGGTCTCCGCCTTCTTGATAACCTTCTGTGTGTCGTAAAGGA
GGAACATGCTGAACAGGACCAGGCCGCCATAGACGGCGACGGAATACAGGCCTGCTCCGA
ACGCAGAAGTGGGTGGGAGGAACATGGATCCCAGAGATGAGGCAAACACCACCCCAAAGC
CAACAGCCAGCGGCCCTCCCATGTTGAGGAACTTCTCACTGGGGGCACACATGGCCACAG
TAGACAGTCCTCCCACAATACCAGCTGTATACCAGGCAGCCCTCATCATCAGAGGCCCTC
CAAGGAGGGTCAGTGGAGCAATGACAGCGCCCATCACACCTGCATGGAGCATCCAAGCAA
GATGTTTGGGCATTGGGCTGTGCTCATATGAAATGGACCTAACCAACATTCCCGCACCAA
TCATTGCAGCAAAAGTTGCTCCAATTGCAAGCCATGATCCTTTCATCATTAGACCCATTA
GTGCTGGTGTCCTGCTCACAGCAACTGCTGACAGAGCCGTTAGTCCAACGCTGCCTGCAA
AGTACATGTAGGTGGAGTGGATTCTGTCCTTCACGTACTGAGGCCAGATCATAGATTTCT
CAAGGGCACCAATTTCATTGGACATGCCCAGTCCATAATAGCACAGAGCTCCAAGACCTA
CTGCTGCACCTCCTGCAAGAATGATCCTTCCCATGCTGTCAATTTTGATGGCTGTATCTG
TTGCTGGCTCAAAAGCTGCTTCTTTAATTTGATCCTTTGCAGTTTTCACACGGCGGAACC
CAAACCTAGCCCGTGAGGAAAAACCCTGCTGCGGCATGAGAAGGGGCGGGCAGGCCTTCC
ATGTGGGTGCCCTCAAGGATGAAGAGCTTTGGGTCAGCACAGGACGGAGCCCGACGAGCG
GGAGACTCTTTAAGCAAGTCAGCCTAGCCACCAACATGTTTGTCTCTTTTTTGAATTTAA
GCTAGCTTGGTAACGAAACCCTTTTCCTTCACCTTCCTAGTCCGAAATGCGCAAGTTTCT
GACGCGCCCCCGGCCATA
>CL917Contig1
TTTTATTCTCAAAATGTGCCAACAGCTCAATTCTGGAGCATCACATGCAAAGAAACCCAC
GACACTCAGATATTGCCTAAAATCTTTACAAACTTTAACTGTAATGACATAAAAATGTGA
ACTTTGACAGCCTGAGTTCCACGTTTGCTAAATTATTTTGTTCACATGTCAGACGTGCGA
TGGTTTGGCGAGATGCTGGTGAACCTCCTCACCGTCACACCCAGGATGAAGAAAGGAGAC
AGAAACTGGCAGCAGTGCAGCTCTCGTGTTTAACACACTTTAAGAAAAAAAAACATGGTT
ACATTTGAAACAAATGATGTGTAAAATACAGAAAGATCATTTAGAACATAAACATCAATA
CTTCTCTTAAAGCTCATCTGTTCATTTCAGTGTTTTCAAAACGATACCAATACTGGTGGA
TCAAACCGAGCTCTGCTGACAGACACATTCAGACTTGACAAAAAACAAAAGTCAATAAAA
AACAAACGTACACAGAAAGGCTTTGGCTGTGATTGGCAGGTGTTTTGCACATTCACGCAA
ACTAAATCAGCCAGTTTAGTGTCTTGTTAACTGAAAACTTGCATCTAAACACAACCAAGT
TTTAGTCAGTTTAACAGAGAAAAGCTAAAAGCAGGAAAAAAAAGAGGAGTTCTCACTTTT
GAGAACAGAAGTTTGAAAGGGAACAGGGATCTTTCTGGATCACTTCAGTTTAGTGTTGAA
CATCTGAGCAAAGGAACAAGCTGGAGACCTCTCCTGGAAAAAGCTCAAAGAAAGGTGGAT
AAAGCCTGAAAAGAAGACTGGAAACTCTTGAACTGACGAGTTATTAGAGGAGAGCAGAGG
GAACCTTCAGAGAAATATCTCAGATGTTAGACGCCGACCAGTGTGGATATTTAGGGAGGG
AGGAGGTTAGACTTTATTTGCTTCAGCACCCTTGGTGAGGTAACGCAGTTAAGGCCCAGC
AGGTCCTCCTTCCACTGGGATGGGGTCCTTGTGGAAAGGCGTCTCCTTGTAGATGAACCA
GCAGTTCCCGGCCCACAGGAGGAGGTTCAGGAACCCGAAGATCACAGAGGCATTGAGGCG
GCCCAGAGACGGGAACTCTCCTGGTTCACAGACACTAGTGCACTGAAGCACTAGGTTGTC
TGGGTTTGTGGCCCATTTGACGTCAGTCAGGCCTTTGCCCCATGCAGAGGAGGACACCAG
CCACAGGAAGGCAAAGGCAGCTGTCACCACCAGATCCAAAATGGGGCCGCGGGTCGTCTG
CCGGTACATGTACTGGAAGCCCAGGTAAAGGACCAGGGTGGCCGTGCAGTACAGGAAGGC
AAACACGCCGACGCAGACGAAGAACTCAGCTGAGGAGGAGAAGTCGCCCTGCAGGTAGGT
CTGGTTGTTGGCAGTGCTGTTGCAGCTGGGAATGACGTAGGGTTTCGACGGCAACCTGAA
AGGGTATCCAAACACGGGGTTGACGTCCTTCTCAACACCAGTCCCAGGGCACTTGACTTT
GAAGTGGGTGGTTCCAGAATACCCTCCGGTGGTGGCAAAGGCAAAGATGGCAAAGAACCA
TTCCAGGAGCCGAATGAACCCGATAGGCTCCTTCAAAGGTCCCAGATCCAGAGAGAAGCC
CGCGACGTTCTTCTGCTGAGTGGAATCCATGACGGCAGTGGAGGGACGGTAGAGTCTAGC
TTTGTTGCTGTTTTTCGTCCGTTGGTCTTGAAACACAACCGAAAGAAGCTGTGCTTAGCG
TTGTGAGGCAGACATGCGACTCCAGCACCGTCAAGGGGGAGTCTGGAACTGCTGTCAACC
CCGCTCACCGTTTTAATAATCGGCACAGGCTGGACGATAAAACAGGCATCAACTTCCGGT
CTTTTTTGCAGCAGCAGCGTGTCGTCAAACAGCAGGGGCGTTTCTCTTCTTCAGTTTCCC
CCAGAGTGTCTTTCTTGGTTCCTTAGGTTTTTCTCTGTGAAGATCCTCGGTGTGGAGAGT



TTGTTGTTGGCAGAAGATTTTTTTTGTCCTCTTCAGTCGGTGTTGT
>CL918Contig1
AAATTTTTAATCTTCTGTANCAGAACTGGTCTTTGCGTTCCGTTTTATTGCAGGTTCAGG
GGTTAAGCAGCAGAGATCGAGGGCCGGTTGACGTAACTCTTCATGGGGGGCAGCGGTTTA
ATCTTCCGTCCCGCCCAGCCCCCCTTCCTCTGCCACAGGCCGCTGGAGGGTCGGATGCCC
AGCCAGCGGTTGCGCCCGGCTTTACCGATGACCCGTTTGTTGTGGTCGACGTTGGACACG
CGTCCCACCGTCACCATGCAGGTCTCCAACACCTGAACCTGCTGCTTTGACGGAAGCTGG
ACGATCGCCGTGCCGTTCACCTTCCGCAGCAAAACGCCGCTGGTTCCTGCAGCACGTATG
TATTCTGCCCCCCTCCCTGGTTGGACCTCCAGGTTGTTGACCAGCGTCCCCACAGGAAGA
GCCCCCAGCGGGTACGCATCCCCCTCATTGGCCGACACTGCCATCCTCCCGATGACCCCC
GAAGTTTTAATGATGTTTCCCGCCTGCATGGTTTCCGTGGCGATGATCCAGCGCTTCCTG
TTGCCTCCTGCCACCAGGGCGATGTCAGCCGACCTGCAGGGGTCGTACCGGACCTCCACC
ACCTTCTCCTCGAAAGGCCGGCCCCCATCGGGGGCTTCGTAGCGCAGTCGCTGGAAGTCT
ATCATCCGGTACTTCTGTTTGTGGCCGCCGCCGATGCCGTGCGTTCGAACTCTTCCTGTG
TGATCTCGGCCTCCAGTTTTCTTCATCCCCATTGGCCGGATGCTGTACTTCTCCCTCTGC
TTCCAGTAGGTTCTGTTCTGCTCCAGGGAGGCTGTGGTCAGGAAGCCTCGCCACTGGCCG
GCGCCGCTGGACACCAAGGCGCCCAGCTTCGGCTGAGGGGCCGCCTGCTGCGAGGAGACC
AGAACGGGCCGAGAAAGGCTCAAGGAGCGCAACGCTCGGGTTAAACACGACACCGCCATG
ACAGCAACGTCCTTCACACTTCTTGTGTTTTACATTCCAAAATTCGGCGTCCTTCACTGT
CCAGCGCGACGTCGCAAGCT
>CL918Contig2
ATTACGTCATCAGCTTGCGACGTCGCGCTGGACAGTGAAGGACGCCGAATTTTGGAATGT
AAAACACAAGAAGTGTGAAGGTTCTTCTTTGTTGCGTGTGGAACAAAGACGATCACGTCT
GGTCTTCTGTCTGCAGGACGTTGCTGTCATGGCGGTGTCGTGTTTAACCCGAGCGTTGCG
CTCCTTGAGCCTTTCTCGGCCCGTTCTGGTCTCCTCGCAGGCGGCCCCTCAGCCGAAGCT
GGGCGCCTTGGTGTCCAGCGGCGCCGGCCAGTGGCGAGGCTTCCTGACCACAGCCTCCCT
GGAGCAGAACAGAACCTACTGGAAGCAGAGGGAGAAGTACAGCATCCGGCCAATGGGGAT
GAAGAAAACTGGAGGCCGAGATCACACAGGAAGAGTTCGAACGCACGGCATCGGCGGCGG
CCACAAACAGAAGTACCGGATGATAGACTTCCAGCGACTGCGCTACGAAGCCCCCGATGG
GGGCCGGCCTTTCGAGGAGAAGGTGGTGGAGGTCCGGTACGACCCCTGCAGGTCGGCTGA
CATCGCCCTGGTGGCAGGAGGCAACAGGAAGCGCTGGATCATCGCCACGGAAACCATGCA
GGCGGGAAACATCATTAAAACTTCGGGGGTCATCGGGAGGATGGCAGTGTCGGCCAATGA
GGGGGATGCGTACCCGCTGGGGGCTCTTCCTGTGGGGACGCTGGTCANCAACCTGGA
>CL919Contig1
GCATTTTTATTTTGTTGTAGCATGTTGCTTGGGGGGGAGGAGGGGGGTTCTTCTTCCAGC
CTCAGTGTGGCCTTCTCCCTCTTTAGCACTGTGTCTCATGATCCCTGGTAGTTTTTCACG
AAACGAGCAGTTTCTTCATAGATCATTTCCTTCAGCGTCTCCTTGGGCAGATCATCCAGT
TCCATGGAGAACGTGAAAGGCTCCTCTGCTACAGGCTCATCATTGGGGTCATAGTATTGC
TCCAGGTAAGGGTGAGCCAGTGCGTCTTCAACGCTGATGCGCTTAACAGGGTTAAAGGTC
AGCATGCGGCCCAACAGATCCAGAGCTTTTGGATCTGCCTTGACAAAGAGCTTCTCCAGG
GGGACCTTCGGTTTCTCAGGCAGGGACTGCAAATAGTTCCTGGCCTTGACGTTTATGATG
CTGTTCAGATCTTCTTGAGATGGAGAGCCAAGAACACCTAGAATGTGGTTGAGCTGGTCC
AAGTAGTGCTTTCCAGGGAATATAGGCTTATTAGACAGCATTTCAGCTAAGATGCAGCCC
ACCGACCAGATGTCAATAGACTTGGAGTAACCCTTTGAGTTGAGCATGATTTCCGGAGCT
CTGTACCAACGAGTGGCCACATACTCAGTCAAGAAGCCGGTGTGGTCGTGCTCTGGATCA
GCTATCCGAGCCAAGCCGAAGTCACAGATCTTGAGGTCGCAGGTGGTGTTGATGAGCAGG
TTGGAGGGCTTGAGGTCACGGTGCAGCACGTTGGCAGAGTGGATGTACTTGAGGCCTCGC
AGGATCTGGTAGAGGAAGTAGCAGACGTGGTCGTTGCTTAGCCTCTGGCTCTTCAGCAGC
TTGTACAGATCGGTCTCCATCAGGGTCTGCACGATGTAGACATCCCTCATGTTATCAATG
TGCCGCGCCCTCAGGATGTCGTTAATCCCGATGATGTTCTCGTGGTTGAAGCGCAGCAGG
ATCTTGATTTCTCTCAGAGTGCGCTGGCAGTACGTCTGGTGCTCGAATGGACTGATTTTC
TTGATGGCCACGCGCTGATTTGTCAAGTTATCCAGGGCAGAGCAGACCATTCCATAAGCT
CCTTCGCCGATGTAAGACAGGTTCGTGTAGCGGGGGCCAACGTCAAAATTCTGGCCCCTC
ACCGACTCCGAGCAGGGCTTGGACCCTCCGGCTTCATTCTGCGCAACAGCACCAACCGCC
CCGGCAGCAGCAGCGCTGTCGGAGCCCTCGGCCCCAACCGCTGCAGTGCTGCACGAATCC
GCCATTCTTCCTCTCCTATCCGCTCCTGCTTCGTCAGGCTGTTCTTCCAACTGATTATCG
CCGCCCTTTATTAGCTTCTGCTGCTGGGTTAGTTTGTTTTTTAAAAGCGATTCGACCAGG
ACCTCTTTTCTAACCAGCGTAAATGGATTTGGTGCGCGAGCGCAGATTTGGTCTCAGCAC
GGTACGTAAATGCGCGTGCCACAAACTACTGTAAGACAGGTGCGTTAGATATGTTTACAA
GGGTGGCTTGTTTGGGCGGAGCCGAAGCACAAAGAGACGAGTTTCCTCCCACAAGTGGAA
TCCACAAGTAAAAAAGCATCAGCCACGAGGACGGGTCCATAAGGCC
>CL920Contig1
GAGTTTATTGAAGCCTTCACATACAGAGGAAGGGTTTAGGAAAGACTGACTTTGTATTCA
GCTCAAAGTCACTGATGGCTCTGTGTGAACAAACAAGTCGTCATTGTACAGGTCTTCGTC



CAGGTCCCCCTCCTCCTCGGTGAAGTAGGTAGGAAAAGGAGGGTTGAGAATGGTGGACCT
TCTGGTTGGCAGCACTGTATCTCTGACCTTCAGGACACAGTTTGTGTGTCCAGGGACAGA
GCCGTGGACATACAGCACGTTGTACTTGGTATTGACCCTCCATATCTTCAGTCCATAAGC
TGTGACAAACACGTTCCCCATTTTGCCAGGCATCTTCTTCCCTTTGAAAACTTTGGCTGG
ATCCCCCCCTGGTCCAGAAGCTCCTGGTCTGCGATGAGTTTTTGTTTGACCGTGGCTGGC
TGGCTGACCTTTGAATCCCCATCGCTTCATTACACCTTGAAAGCCTTTCCCGATGGATTT
GGCTGTGACGTCCACATACTGGCCTGGACGGAAGTGTGCTGCATACAGAGGAGTGCCTGG
TTTAATGATGGCGTTGTCAGACACCTTAAAGATGGTCACTTTCTGTTTTGGGGGCACTCC
TGCATTCCTGAACAGCTCCATTGCCTTTTCCGACCTATAGAACGGTGAGACGTTTTTCCC
ACCCACAGCCAGAGCAGCTGAATGGCCGTCATACTCCTCTTTAGACATGCACCTTATGAC
ATGGCAGTCCTGCACCTGTAACATGGTGACTGCGTGTCTTTCTCCGCTTTTGGTCCAGAT
AGGAGCCATCCCCAACTTGATGGCAACTAACCCGACTCTTCTGCTTCCTTCTGTCCACTC
GTGCCGAGGCCACGGCTCGTCTTTGAGAGGACAGAGCCTTTCAGCTGTCTGTCTTCTGTA
CTCCTCTGCCATGCTGTGTCTCATGTACTTCTGGTTGTCTTCTGTGAGGTGCTCCTCAAA
CCATGTTGGGATCTTTACAGTCCTGATACAGCCAACCAACTGGGAGGAGCTCTCTACTGT
TGTTCTTGAAAGAATGAAGCGGCTTCCGCGCTGAAGAACAAACCTCCAGCCCGATGCCGC
CATCACGCTCTTTATCCGACTTTACAGAGGTTTAAAACGAGAAGCGAAATACGAAAACTA
TAATGACATGGTGGTAAATAAATAACTCGAACGCTAACACACGCCTGCAAGCAAATGTCA
CCCTCCCTGCTTCCGGTACGTAAGCGAT
>CL921Contig1
GGGTAAAGTCTGCATCAGCTCCCCCGGAAACTTCAGCTGCGACTGCAGAGAAGGATACCG
GCTGCAGGACGACGGGAGGACCTGCTCCATGGTGGAATTCTGCTCCTTTGGGAACGACAG
CTGTGACCATCACTGTGTAAATATGCTCAACGGCTTTTACTGCACCTGTAAGGAGGGGCA
CAGGCTGCAGGCCGACGGGAAGACCTGCCAGGCCATTGACCTGTGTGCCGAGGGGAAACA
CGACTGCCAACAAGTCTGCATGAACATGGGGCCGGCCGTCTTCACCTGCGACTGCAACGA
GGGCTACACGCTCAACGAGGACGAGAGGAGCTGCACTCCCATTGACCTGTGTGCCGAGGG
GAAGCACGACTGTGAGCAGGTCTGCATCAGCGCACCTGGAGTGTTCACCTGTGACTGCCG
CAAAGGTTTCAGGCTCAACCACGACAAGAAGACCTGCACAAACATGGAGATGTGCAGCTC
GGTTCAGCACGGCTGTGAGCATCAGTGCGTGAACACGCCCGGATCTTATTACTGCGTCTG
TCCTGAAGGGCAGCTGCTGCAGGACGACGGCAAGAGCTGCGGCGCCTGCACGTCTGCCAA
CATTGACCTGGTGCTTCTGATCGATGGCTCCAAAAGTGTTCGTCCTCAAAACTTTGAGCT
GGTGAAAAAGTTCGTCAACCAGGTCGTGGACTCTTTGGATGTGTCCGCCCACGGTACCAG
AGTGGGCCTGGTTCAGTACTCCAGCCGGGTCCGAACAGAGTTTCCTCTCAACATGTACCA
CACAGCTGAGGACATCAAAGCCGCCGTCATGAAGGTGGAGTACATGGAGAAGGGGACGAT
GACCGGTCTGGCGCTGAAGCACATGCTGGAGAACAGCTTCTCGGAGGCAGAAGGCGCTCG
TCCGGCCGCTCGCAGCGTCCCCAGAGTCGGACTGGTCTTCACAGACGGACGGTCCCAGGA
CGACATCAGCGAGTACGCCAAGAAGGCCAAGGAAGCAGGTATCACCATGTATGCCGTGGG
CGTCGGGAAGGCGGTGGAAGACGAGCTCCGTGAGATCGCCTCTGAGCCGGTGGAGAAACA
CTTCTACTACACCACAGACTTCAACGCCATCAGCACCATCGCAGACAACCTGAAGCTGAA
CGTGTGCCCAGAGGAGAGTCAGGGGGAGGTTGAGGTGAAGGATCCGTGCGCCTGCGAGAA
CCTGGTGGAGTTCCAGCAGAACACTGGCAGCAGCCTGGAGCAGCTCACACAGAAACTGGC
CGCCATGAACACCCGCCTGGTGGAGCTGGAGAACCAGCTTCTCTCCAGGAAGTGACCCGG
TCACAGGGACCAAACGTTGGGGGGCACAAGGAGGAGGAGGAGCTGGTCAGACCCCAGCAG
AAGCATTGACCAAGCAGGACCTGCCCCATGCCGATGGTCGCTCCAGCGGTCTCCGGAGGA
TGGAGCCTTTGGGGCCTCGTCCTGGCGTGGGGGGGGTGTTGCTTCTTTCTATGGATGTAA
ACCTGATGCCCACTTTTACAAGCTACCACTGATCAGTGCCTTTGAACCGAGCACTTCCGT
CGTCTGCATGTCTTTCATACCCATCCTGTGGCTGTGCCACTGCTAGCTGTGAGCCGGGTC
CCGTCAGTCAGCGGGTCAGAACCACCAGGCTTCCTTCTCTGAGCGCCATATTTATGCAGG
CGCTACTATAGCTACCAAAGATGACGATTTCTCAAATAAGAGCATTTATGCCAAGAGTGA
CAGAGTTTCAAATCACACGTTACCACTTCTGTCGCAGGATGTCCTGAGCGTTCTCCCAGA
CTGTCGCTGTTGACCTTTGACCTGAGCAGCTCTGAAATGTAGAAAAAAAAAGGCTAGAGA
ACCCAAAGTGACGCGGTAACCACAGGTTCCCCTCTACTCAAAGGAATTTGGCTCTTTTTT
TTTATCTTTTCCGGCTTCTCATCAGCTGTTCATTTATGTAAAAATGAAAAAGCTGATCAA
AAGAAATGATCAGAAAACCGTCGATTGACCATAACTGAGAGAAGAAAGCTCTCTGGTCTC
ATAAAGGCCCAGCTTCAGTCTGTGATGTGTTAGTTGCATAAATTACCTCCATACCTGTAA
ATGTACACCTCAGTCTTTGAACTCTTGGATGTTTTGTTTCTAACAGCTTTCTATGTATAT
TATTTGTATGAATCTGTGTATTTACAGCCCAGAATGCAATAAAAGGGGGGGCGTTGAG
>CL922Contig1
GTTGTTTGGTTGTGTTGTTGTTGTCGTNCAATAACACAATAAAATCATTTATTGGTTGCT
CTGACAAACATTCATCTTCCTACTAGAGTCCATTATTTCATAGAAAACTACATTTGTTGC
TACGATCAGAGATTAGCCACATCAAAGGTTTCCATGGAAACAAGTTTGAATGACAGAAGA
TCCATCATCCTCCGATCCTCTCAGTGACTGTGGTCGGGTCTTCCTGTGACTCTCTCACTC
ATGAACTAGCGTCTCAGACAGAACAGAATGCTCGTGCAGACTCCGAACGCCTCTCAATCG
CAGTCCAGCGTGTCGGTGAGCGTGCCGCACGGGGCGTCGGTGAAGAGGGCGCCCACAAAG



ACGTGGGTCCCCCACGCCGGGTGGCGGATGGCCTTGCAGCAGCCCAGGTCCTCGATGGTA
AAGCCCAGCTGCTGGTATCGGTCGTCGGTCTCGAACAGCACGTTGTTGGTGTGAGCGCCG
AAGAACGGCAGGCCTGATGATGGGTCGATGAAGTCGGCCCAGAATCCCTTCTTCTGCAGG
GCGGAGCAAATCTCTGTCGCTCCGAGGATGAACTGGTCCAGCATCTCCAGCCGCTCCTGC
TCCACCTGGGCCGACCACGACGTCATGTCATTCCGGGTTCTCTGGGTCACCGTCACCACT
GTCAGATCTGAGAGCCTTTCCTCAGGAAACATGGATCTGAAATCTTTCTTCAGAGCGCTG
GGGCAGGACTGGACAGCACACTCCACCCCTAGGCCGCCAAGGAAGCAGTCAGCTGAAGGG
ACCCTGTGAGGAGGAGCAGCATGACCCCCATCACACAGTCCCCTTTGGTCTTCATCACTG
CTGCGGGGAAGCATCACGGCAGGGTTCAGGCTCTTATGTGAGCTGCTCCTCTGCTCCTCT
GAACGTGTGAGCAGCTGGAGGCGCTGCTCCAGAGGGTCCTGGAGCCCCAGAGGGTCTTTG
GGCCCCAGAGGGTCCTGGAGCCCCAGAGGGTCTTTGGGCCCCAGAGGGTCCTGGAGCCCC
AGAGGGTCTTTGGGCCCCCAGGGCTTATCAGAAGTCACCTCCCACACTCCTGAGAGAAAA
GAGGTCCGACTCCTGTCAGGGTCAACGGAGCCAGCGGGTCCGACTGCAGCAAAGGTTCTG
GTTCCAGCCACACGCCGCACCAAAGCATGGATCCCTGGAAGGTAAGTGACCAGTCTGGTT
CTGCTGCATAGGACGCAGGCCATCCCGCCGCGCGCGGTCCGCTCCTCTGCAGCGTCCGGC
GGTTCTGACCAGAAGAGGCTCAAACCCGCGGAGTCCGCTCGGGTCCGACCGTGTGTTGGT
ATTTGAGGGAATGGTAAGGCACCGAATCAACCGAACCACCAAAAGTAAAATACGTTCACC
CTTGGGTCTGCGCGTGCGCAGTTCT
>CL923Contig1
TCTGCTTTATTTCTTACAAACTGGTTTACAGAGTCAGAACAGTACAAACTTGAGAGAGCA
GCTACCAAAGCTTCAAGTCATCAAAGGAACAGCTGGAAGTAATGTTGACATCACAGGTTC
AAGATGCAGAATCACCATGGAATGAAGGGGACTCCGCCTCCGTTGGCCCCTCAGCAGCTA
TTCAAGCTGCTCTACTGGCTGAATTTTGTCCCATCTGCTGCACCGTACACACATTGGCCT
CTGGATGTCATCTGTTCCTCAGTGCCTATGAAGGACGCGGAGGGAGCGGGATGTTCCCAA
AAGCTACATCTAAGCATGAGAGGAGGAAGTCGACCTCCAACCAAGACAAATGGATTTGAC
CCGGCAAAGGTGGTGGTTCTTTTGAAAGGTTGTTAGAAATCTCATAGGAAACAGTTAAAA
CAACAAAAATCCAAAAACGACAGCTTCCAACTTTTACCTAAATGTGCACATTTCTCTAAG
CCTTCAGAGACCCGGGAGGTTTGGAAGAAAGCAGTTGAAAACGGTCTCAGAACCCAAACA
TGCAGTGAGAACACCAAATATCAAGATGCAGAGAAAGGAACCATTGGAATTGACCTTTGA
ACGTAACGTTTCAACCGTAAACACAAACCACAGCTGGAGGAGAACTGCACTTCACTTTGG
TAAGAGAGTGAAGCCGTGCGGCCGAATGCGGAGCCACAGCCAGACTCTACGAGCAGCATG
CTGTCAGCAGGTCTGATGAAGAAAACGTCTCATGCAGAAAAAACAAAACAAACAAAAAAA
GGAAGTTTGACCCTGGGAGGGGAGGGGCGCACAGGAAGGACCGGGAACAACCAAACACCA
ACCCATCGAGAAAGCAGAATAAAAGACCACTGCAGCTCCGGGCCACATCTCCTTCAGTCT
AGTTTCTGTGAGTTCAGAGCTCACTCATTCTGGATAAAACATTAGCAAACCAACAGTTTC
CTCCATATCAAACCCATTAAAAGAAAAAAAAAGATGTTACCAAAAAGGATTCTTCAAAAG
CACAACTAAAGAAGAGAACAGCCACCACACAACTGCGCCATGTCAACTCACAGCTAAAAT
ATCACCATGGCAACAAGGTTAGATAGTTAAGAGTAAAGAGCAACAAGTAAAAGAGAACAG
AGTCAGCCAGACCCTAAAGTGGCTGGAGGAGGGGCTTGCGTCAGGAAGAGTGTTGGAGGT
GGGAGGTGAAGGCAGAGGAGGCGGCGCTCCTATGCCGTCATCTCAATGGTTTGCACCTCT
GTGCGTTCGGGGGCGGCACAGCCGGCACCGTCTGCTAACGTGTTGGTGGCGCTGCGGCTC
CGGACGCCGTCGGTGGAGCTGATGCTGGAGGCGGAGTGGGTCCTGGAGCGAACCAACCGG
GTCATACCAGCTGTGGGCATGTAGCCCATTCCCTGCACAAAGTACTTGAACGCCTCTGCT
AGCTTTCCAGGCTGAACAACCTGAGGAAGGCCTCCACAGTCTGCCATCTTAAGCAGGGTG
GTCTTGGTAGGATTCATTCTGGAGTTACACTCCACCACAGCATCGACAGCAGGTGATGTG
TCTCCGACCACCAGCAGGGCAGGACACCTGAGGGTGGTGACAGTGTTTTCATTGAGACCA
GCTACAGGCCGCTCCATCTGCAACTCCGTCCGGCTGTCATAGCTGTTGTAGAACATGGCC
AGGTTCTCCTGGGGGACGTCCTGAGAAATGTGGAGTCGGTACGTCTGGATGATCTCTTTG
TTCTCTGTTAACTCATCACTGCTGAAGTGGTGGCCCATGATGATGTCCACCAGGTTGCTC
GTCCAGCCGCTCAACTTGGAGGCAGCCCAGTCCACCCAGCCTTTAGCACACGGGTCGACG
TTGATCAGAACTAAACCCTCAACTAAACCGGGCTCATTCAGAGCCAGTCTGGTGAGGATG
TACGCTCCAGCCCCAACTNCAATNCCGATCACGNTCTTAATNTGAAGCTGTGTCAGGACG
GAGGGCAGCATNTCAGCCAGCTCATCCATAGNGGGATACTGATACCCCTGTGGGGAAAAT
CGGGGGCGTTTTCCTGCTGTCCTGGAGCATCCACATGCAGAACGGAGAAATGCNGTGTGA
C
>CL924Contig1
GTTTTTTTTTTTTTGTTGAACTGCATCAATATAAAAACCCATTTCTAGAATGTTTAATTA
CAGACAAATTAGCCATTAGTCACAGTGAACTGAACAAGTGAAGACAGAGTCAAGGCACAG
AACCAGGTGGGAAGGTCTGAGCTACACAGGTGAGGGCCCTTCAGCTCAGTGTTACAGGTA
TTTACAGTTTGAGAGAGCGGGGCAGAAGAACCAGCATCTCCTACAAGCAGAACCTCTCGG
TCCAGACACGGATGAGGGTTCTGGGTGCAGAGCATCATCTGGAGAACAACTGAACCTCCG
CCATGGGTCAGGCTTCATAGGTTCCTGGTGGGGCGGTTAAAATGGCTTTACTCAGGAGTG
AGAAGACTGGTGGCCCCGTTAGTTCACGTCTGAGATTGCACAAGATATCCCGTTAACGTT
CGAGTCCGGTGGGAGTTGGAGGGAAGGGAGGGGAGGAGGGGGTCGCGCCGGCTTATCGCA



TGAAGTTCCCTCCTCCGATCTCCCGCTTGTATCTGCTGGTGAGGTTGTCCGCCTGCAGCG
TCAGCTTGGACAGAACTCCGAACAGTCCCCTGAGGTGATAGTGAAACTGCCGCTCCAGGT
CCGCGTTGTCGTCCAGGGGCAGGGCCCCGGTCACCGGCTGCTGCTCCTCCTGCTTCACGG
CCATCTCCAGGAAGCTGGCGCCGCTGCTCATCTCCCTCCGGAGGAGACCCCACTCCATGT
CGTTCTTGATGGACTTGAGCAGCAGGTAGTGCTCGTACATGTCCCTCTGCTTGTTGGAGC
ACGGCGGCTCGTTGTTGTTGGCCTCCCCCTGGCTGCAGGCCTGCTCGTCCAGCGGCAGGT
CCCGCAGCAGGCTGGGCACCATGATGGTCTCGTCCATGTTGTTGGCGGCCGCCATGAAGC
GGTGCATGACGTTGATGAGCGAGTGCTTATTGGTGGAGGAGTCCCCGTTGATCTGCATCA
TGGTGGAGGCAGGTGGAGGCTTGCAGAGCTGCTAAGGCGGCGGATCTGGAAATCGATCAA
CAAACGGGGGACTCGTTTCTTTGGAGGAACTCCACGAACCAAACACCCGCCGTGCAGCAA
AGCAAAGATTTCCTCGCTATAGGC
>CL925Contig1
GTCGGACGAGCTGCAGACCATCCAGGAGCACAGCGGAGCGGCTTCGGAGTGCGGGTCGGA
CAGCCCCGAGCAGGACATAGAATAGGCTCGCTTTTTTTTCCCTTTCTCCTCTTTTGTTTT
CTCTTTTTCCTCCTCTACTCTTTCATTCTCTTATTTAAGAGAGAGCCAGAAAGCCCCCGT
TGAAAGCGAAACACTCCCCACTTGCTTCCACTGCCATGGCATCTGCAAGCAGCTCCGCAG
CCTCTGCCGCCTTCGGGCTCGGCCGGAGGAAGAAGAACCCCGGGCTCTTGGACCAGATCG
GGAACTTCTTTGGAGGCGACAAGAAGAAGAAGGGAAAGGGCTCTTTCCGTGGAGCTCTGT
CTCCGGCCCCTCAGAAAGCCTCCGCCACCTCCCCACGTAAGCGTGGCGGGGAGAACGCCG
TGGTCCACTTCTTTCGCACGATGGTGAGCCCCGCCCCTCCCAAGTCTAGGTGGAGAGGAC
TAGCAGCCAAGATAGGTCTGGGCCCGCAGAAGTCCACTAAGAAGGCCGGAGCTGGGGACG
GCAAAGGCAGCCTGACTAGAATCTTCAAAATGTGATGGTCTCAGCAGCAGAGGAAGCAGG
AGCGCTTCTCCAGCCAAACGCTGAGGAGCGCCAGCAGGAAGGTAGACGTTCGAAAAACCC
CGGGGGGAACAAGAGGAAGAAAAAGAGGAAAATGACCAACCGTTCACACCCACCTTCCCA
GTCGTCTTCAAATAACACCTTAATGTTTGCTAACCCCCCCACTTTATGAGCCCCTTTGGG
TGATGGATGGCGACACAATCTGTCCCTTTCTCGTCCATCATCTGAAGCTCCATGTGTGCA
GCCATGGCTGTCTGCTGAGGCCGATCCTGAAGCCGCTCACGTGTGCAGCCTGATGACCTC
CTTCCCCTCGCCACAGCTCTCCTTTTTTTGTAGCGTCCGTGTTGGTTTCCTAACAAACGG
TGGCTGAAGCGAAGCACACCGAGACCGTTGAAGGATGGAGCCGGCACAAGCAGACCTGAC
CTGACTGCTGCTGCCTTTGGCAGACTGAGGGAAAGACTCGGGTGTCTTTGCGTTAGAACA
GTGGTGTTTTCTGTCCTGTCTGTCTGTCCCACGTCTGTGTTTGGTTTCAGAACAAGAACT
AACAGGTTTACATCGCTGTGGACCAGATGTCTTTTTAATTCACCTCATTTGTTGTAGCTG
TAGCAAAGTGTCCTGTCATAGATGTTAAGTGTTGATCGTAGCACACAAGGCTGACTGTGG
CTTTCATGCTTTAAAAAAAGTTTTAAATCAACTTTACAAAACTAACAAACCTTTATTTAA
AAAGCATCAGGCCAGATGTGGACTCCTGTCAGAGCTGTGATTTAGTCTGCTGAAGGCTTT
CCTCGTCATTTCTATGCACTCATACTGTAAATTCAGGAGATCCTGAGCCTCACTTTGGAC
CACCCAAAACAATGTGCTGTTTGTTTGTCCTTTATGGTGCAGGCTTTCAAAAAGAACACA
CTCAATTTCATAAAGGTGCTCTGGAACTAACTCTTCCTCAGAATGTGTCCGTCCTTCTGC
ATGAAAAAGAGACCCATGTTTCAATTCTAGAAGGTCCAGCCCCATTCGTTGTGCTTTCCC
AAAAGCAAGCATGTGTGATGTGCAGCCTCTCCCGTGTTTGCGTGCTCGAGCCTCGTGAGT
GCAGCGTGGCGTTTTTCCGCTGAATGGATCCTGAATGAATGTAAACAACCTCCTCATTAT
NGTATGTGTAATAAAACATGACCAGCCACTTAACTAAAA
>CL926Contig1
CTTGAGCTTTATTGGTAAAATGATTGCAGAAAACAGAAATACAAACAACATTGAAAAACA
TATCAAGCCAGATCCTTCCTGTAAAACACAGGTTAAAATATAGTTATCAAATCATGGTCC
TTGACAGATGTTCTTCACTCAGACTGCATTTGCTGTGATACTGAACCCCAGCAGGGCGAG
CTTTTGTATAGAAGAACACAACACCTATGCACTCATTTTGTGTCAAATCTCCACTATCAA
CTATCATCCAGAGCTTCATATCATTCCACAAATCAAACGGACATCAGGAGTTCGGTGTTT
GTCAACAAACTCCTGATCTAATTGTCTTGAAAACTGGCTTTTCTCTTCTCCACAAAGGCG
GTCATGCCTTCTTTGCGATCATCTGTAGCAAAGGTAGCGTGGAACAACCGCTTTTCCAGT
CTATTCCCCTCTGCCAAAGTCAGCTCAAACGCTGCATTGACGGCTTCCTTAGCCATTGCA
GAAACAAGTTTCGAATTGGAAGCAATCTTTTCCCCGCATTTAACGGCTTCAGACACCAAC
TGATCCACAGGATAAACTTTACTCACCAAACCTGACTGTTTGGCTTCTTGGGCATTGATC
CTGTCTCCTGTCAGCACCATCTCCATTGCCAGGGACTTGCCCACTGCACGGGTCAGTCTC
TGGGTGCCGCCAGCCCCTGGAATGGTACCGAGTAGGATTTCTGGCTGACCAAACTGCGCC
TTTTCTCCAGCGTAGATGATGTCGCACATCATGGCCAGCTCACAGCCTCCACCCAGAGCA
AATCCATTGACGGCTGCAATCACAGGCTTCCTCACTGTGGACACTCTGTTCCAGTGCGCC
AGGAAGTTCCCGCCGTAGCATTCTTGGAAAGTCCGATTCTGCATCTCTTTAATGTCTGCT
CCAGCAGCGAAGGCTCTGTCACTGCCGGTGATGACGATGGCTCCGACGTCTGCGTCCACT
TCAAAATCGTCCAGCGCGCGTCCGACCTCCTTCATCAGCCCGTCACACAGAGCGTTGAGA
GCCTTGGGCCGGTTCAGCTGAATAAATCCCACGTTGTTCTTCTCACCTCGCTTTTCCACA
AGGATGTACTCATACTGACCACCTGAGCTGTAGAGGCGGCCGGCAGACAGGAGGGCGGGC
GCTGCTCTGCAAGGCTTCAGGAGCAAAGCAGCATTTCTGCAAATGAAAGCCATGACATCA
GACTCTGACTCTGAGCTTTGCTTCTGGATCTCCACACCTCTGTCCTTCCCCCGGCCATAA



TGCCCGGGTT
>CL927Contig1
CCCGGGCATTATGGCCGGGGAGCGCGGTGCATTGTGAGTTGTCGTTGTCGGCCCGGTTCT
CCTCTCATTCAGCAAAATGGCGACTTCTCTTGGATCCAACACCTACAACCGACAAAACTG
GGAAGACGCGGATTTTCCGATTTTGTGTCAGACATGCTTGGGGGAGAATCCTTACATCCG
TATGACCAAAGAAAAATATGGAAAAGAATGCAAGATCTGTTCTCGACCCTTCACTGTATT
CAGATGGTGCCCGGGGACTCGAATGCGTTTCAAGAAGACAGAAGTCTGCCAGACTTGCAG
TAAAATGAAAAATGTTTGTCAGACATGTCTGCTTGATCTAGAGTATGGTCTGCCTATCCA
GGTCCGTGACACAGGCCTCACAGTTAAAGATGAGATTCCTCGCTCGGACGTGAATAAAGA
GTATTACACACAGAATATGGAAAGAGAGATGGCTAATTCCGACGGCACACGGCCTGTAGG
CCAACTCGGCAAGGCTACGAGCTCAAGTGATATGTTGCTCAAGCTGGCCAGGACCACGCC
ATATTACAAGAGGAACCGGCCGCACATCTGCTCCTTTTGGGTGAAGGGAGAGTGTAAGAG
AGGCGAAGAATGTCCCTACAGGCACGAAAAGCCCACCGATCCCGATGATCCTCTGGCTGA
CCAAAACATCAAGGACCGTTACTATGGCATCAATGACCCGGTCGCTGACAAGCTGCTAAA
GCGAGCCTCAACCATGCCCCGACTAGACCCACCAGAGGATAAGTCCATCACCACTCTCTA
CATAGGCGGTTTGGGAGACAATGTCACGGATGGAGATCTCAAGGGTCACTTCTACCAGTT
TGGTGAAATCCGAACCATCACTGTAGTCCAAAGGCAGCAGTGCGCCTTCATCCAGTTTGC
CACGCGCCAGGCAGCTGAAATGGCCGCAGAAAAGTCCTTCAACAAACTCATCCTTAACGG
ACGGAGGCTCACTGTCAAGTGGGGGAGGTCTCAAGCAGCGAGAGGAAAAGATGGTGTCAA
AGATGATGAGCTTGGTATCAGACTGGATCCTGTACCTGGACTTCCTGGAGCGCTGCCTCC
ACCTCCAGCTTTAGATGAAGAGGGTCATGCCAACTATTTTAACCTGGATCCCAGCTCCGC
TCCTGCTGTCATGAACATAGGTTTGCCTCCACCTCCAGGTATCAACCCACCTCCTCCAGC
TTTTGGTCCTCCAATGTACCACCCTATGGGTCCCATGGCTCCACCTGTGCCCCCTGCTAT
AACGATGAGACCTCCGGGTGCAATCCACTACCCCTCCCAGGATCCTCAGCGCATGGGTGC
TCACGGCGCTCACGGCTCCCGTCACATCACCGAGTGAAGTCCTGCAGTAAACGTTTGTCT
CGGTTTCCTCACCATGAACCTGGTCAAGTGTTTTCATGTGACAGCCCCAAACCTGAAGAC
TTCACATGGATCAGTCCTTCCTTCTGTACACAGCCCCACATGACATCCAATGAATTCATT
ACCTCAGTATGTCTCAAGAGGAAAAAAGTGGAATAGTACTCCATCACTGTGTAGCTTCTT
GCAGTTCTAAATGAACACAAAAGACTTCCAACATGAGTGCTGGCCATGATTACTGTTGTA
AAGTTCTTAGGGGTGGACCTGTTCTTGTCTTATTTTGCATAGTGTCACATAGAGCTCGAT
ATGGAGGATTAATTCTAAATCTGTCTCTTTTCTGATTTCTTTTTTTTAAAATAAATTTGA
TGCAATAGGGCCACTGCNNAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL928Contig1
TATTGAAGTAAAATATGCANAANTGCAAGTCATTCAAATACTTACTGGAAAAACCTATTT
GAAAACCCGTCAGTTCGTCATTTTCAAATCCCCTCAGAAAAACTTAAAAAAAAATAAAAA
TAAAATAAAACTATCGAATAGATTGATGCATCCCACTGCTCGTCGATTTGGTCAACTTCT
CTTTTGCTTTCTTCTTAACGGGATCCAATTCAAAGCTCTTCCATAGGCGAATAGTTTCAT
CCCCAGCGACACTTGCGATGGTGGAGCCGTCAGGGCTTAGAATGACACTGAGAACTCTGT
CCTCGTGCCCATTTAACTCAGCCACTTTGGAAAAAGATGGGTATTTCCAGATGACAACAT
TGTTGTGGGCATATCCATGTGCAGACACCAGCTCCTTGTAGTTGGGTGCAAACACCAACG
ATGAGACCTGCGACTGTGTGTCTAGTGAACTGATGCAGGAGCCACTATTGACATTCCAAA
TGCGGATGTGGCGATCACTGGTGCCCCCTCCTGACGCAAGGATATTTGACTGCCATGGAC
ACCAGGCCAATGCCTTCACAGCTCCCTGATGTTCACTCCAGCAATTAACAAACTGGGTGT
CGTTGCCGGCACTGCCCTCATGCACGCGTGGCCACACACACACCAAATTGTCATTTCCTC
CACTGGCTAGGTATCTGCCATCAGGGGACCACTGAAGCCCACACACCTCCTGTGTGTGAG
TGGTGAGTGTGAAGATGTGATGGTCTGCCACCCTTACATCATGGTGATGTATATGTCCTG
ATCTGGAGCCACTGGAAAGAATGTGGTCATTCCAACTGAGACTGCCAACTCTTGCTGTGT
GACTAGACATGCTGCGCAGGCGCTTCTGATTCTCAACATCCCACAACTGGACTTTGCAGT
CACTGGTACCTACAGCCAGGTAACTTCCATCCTTGGTCCAGGACAGTGAACAGATATAGT
CCTCCTCACGCTCCATCCTCATAAGAAGAATTATGTCACCTTTAGTGGCATCCCACAGGT
ACACGCTGTTATGAAGAGCCACCGCTAGTATGTTGTGACTGCCCCAGTCAAGAAGGTTTA
AATAGAAGTCATTTCGAAGATCTGGAGCATCCAATATTCTGTCAGGAGTTGAAGAGATGT
ATCTTGTCTTCTTCGTTGAGGCAGGTGTTGAACCTTGGCTGTAGAGAACTTTTAAATTGT
TTTGGTAGCCTTCAGGTGCGTTTAGTGGCTTTCCTCCAAAGTGCAGAATCTTTGCATCTT
CAATATTGTATCCATTAAGTGATACAGACCAAGCTTTTTGGCTTTCCAATGTGCTTCCTG
CTGTGTTGGCATCCAATGGTTCGTTCTCCTTTGTAAGCAGGAAGTTTGCCACATCCATTT
GTTTGCTGTTTCTTGTAGGAATGAAGCGATCCCCACCAATCTTTGAGGGGGTTTTCTTAC
TTTTCCCTGGTGTTTTGCTCGGTGTTTTAGAAGAACTCAGAGACACGTTGGTGGGTTTTC
CAGGCGACAGACCGTTTAGGCTGGATGTGTTGGAAGAGCTGGCCTTCCTCTGCCACCTCG
CCATGGGAGCGTTTAGGATGGGCATGTCCAGCTTCAAAATACTCTGGATGTCGTTCTCAA
ACCCAAACTGCGCCATCTTTAAGAAACAAGTAGAATTCAGCGAAACATTCAACTCGTCTC
CGTCTCTACATTGACCCCGGCCATAATGCCCGGGT
>CL929Contig1
CCTTTATATCAACATACAATACAAATAACAGCTGATTTTGGTTTAATAACGCTTTCATCC



TCCAGAGGATTTGGCTGACATTATAGATTACATCGTATTTAAAGTTCGAATGCCACGTGA
CACAAAGCAGATCTGGAGCAGATAAGATGGGAAATAAATAAAATAGTGTTTTTTCCTCAT
TTGCACTTGAAACAGGAAAAAGGAAAACCGTTTTATGCATCAGATCCAGCAGTTACACAG
CGGGAAAACGCGTTAAATCCTTCTGACATGAAGTCCAGCGGCTGTCAGGCGTGAATTCAA
GACTCCTATGCTCATACTGACGTCAGCGGGTTCGGCTTTGGTTAACCAACAACAACCGGA
ATAAATCACTTATTGTTTTACATGAGAACAAACTAGAGCCGACATTTTACAGAATCAAAG
ACACTCCAGCGGCTGGCTTTGATTTGGAAATGGTGCTGCTGTCTGAACTGCTGCATACAA
ATACAGAAGCGTGTGAAACGTGAGCAGCAGGAGTGAACTGCGTCTGAAAGGTGAAGACGT
TCTTGATCTCATGCCCACTGAAAAGCTGTTTCTATGATGCTGCATGGTGGGAAACACACT
GACACGTTTCCCTACGTTAGCGAAGCAGTGCAAAGGCGGGAGATTTACTGCGGTAATGGG
GGAGCAGTGGCAGCCATCTGAGGCGCTGGATGAAGTCATTTTTCTGGCATCAATGGAGGA
AAAAAAAAGTTTGGACTCATTTTAAGAAGTAAAACAAAAGAAAGAGTTAGTGCAGGAACC
GGATGCTCATCTTCTGCTCCACGTCCACTTTCTCCAAGACCTTGATGAACTCGGTGAAGG
AGATGCATCCGTCTCCGTTGGTGTCCGCCTCCTGGATGGTCCTGTCGGCGATGCTGCCCA
GCTGCTCGTCTGAGATGTTCACGCCCACCATCATCCGCAGCACCTGCAGCAACTCGTCCC
GAGAGATTTTGTCATCCCGGTCCAGGTCGTACAGCTGGAAGGCAAAGTGCAGTTTGTTTG
TGCGGCTGTTGAGCGGCTCCGTGTTGGACAGGTTCTTGTTCTTCTCGTTGTCCTCGACCG
GCCGGAAGTGAGCCAGGGTCCGCATGAAGCCTCTGAAGTTCACCTGATCCTCTCCGTCGG
GGAAGAAGGCGTTGATGATTCGGTCTCCCAGAGGGTTGATGGCCAGCTCCGGGATCCTCT
GGAAATCCTCTCGGCTGAGCGTGCCATTCTCCCCTTTGTCCAGGCTGGTGAAGCGGCTGT
AGAGTCGAGTGATCTGACTGTGGGAGAAGCCAGTCTCTTTTTTAATTTCTTCGATTTCTT
CTTCTCGAAGTAACGTCGACGCCCTGGATCCCATCACGGAGAGCAGCGAAGCGCCACCGG
GTCTTCTTCTTGCGCAACGAAACCAGCTGATAGAACCCGAATGTCCAAGTTAGCAAAGCA
GCTAACTAAAAAAATGCGAAAAAGCCACCGGGTCCGAACAGCTGAGGCGGGTCTGACAGG
CGTCACGAGTCCGGTTCCGCCCAAAGAACCGCGTTCGGAGCTCCCGTCGTACAACTCGAC
CTGTGGCGTCGGTAACTTTCAAGTTTCCTTCGGTCTCGCTGAGAGCAGTTTTGTCATTCT
TCCTCTTCTTCTGTGTATCAATAGATGGCGGCTAACGGTGAAAAGATGCGCTGCCGCCAC
CCT
>CL930Contig1
CAAACTTTCTTTTTTTGTAAGTATGTAAAAACGTTTGGTCAAATTGCACGTTTCTAGGTG
ACTCCGCAAGTCAAATCTTTCATTGTTCTAACAGCCTTTGGACTACTGTCTGTGTATTTT
TTCATCAGTTAAGAAAAAAATAAGCTATATTCCAGGACAAAAAAATCATTTCTATTCCTA
TTTATGTAGAGAATATGGACAGTTAATGGCACTTGTTCAAATGTAAGTCAGCCAAACCAG
AGAAAATAAGAACTGGTTGACAATCAGTCCATCACTTTGGATTTGATTACAGGTGCAGAC
CTTTTTTCCTTCAGCTGATAGTCCATGTCTTTCAGTGTCCCCCATCTTTGTGCAGCACTC
TAATGGCTGAGTGTGTTGAAGCCTAAGGCACAACGTTAAAGAGATTTTCCCCTCCTTCAG
TCCTCCATCTTGCTCCTCTCCTCCTCTTACACTGTTGTCCTTATCAGATGTTCCTATGTA
TAGGTGGGATGTTGATGATGTAGATAGGAGAATATTGCACTCNTGAGGTTTCNTTTGATC
TTGATTTCTGTGACNGNAACCATGTTAAGAAAAAAAGAAAAGAAAAGAAAAAAAAAACAA
GNATAAAAGTTAGACATCGGAAAAACAAA
>CL930Contig2
GTTTTTTTTTTCTTTTCTTTTCTTTTTTTCTTAACANGGTTACNGTCNCAGAAATCAAGA
TCAAAAGAAACCTCAAGAGTGCAATATTCTCCTATCTACATCATCAACATCCCACCTATA
CATAGGAACATCTGATAAGGACAACAGTGTAAGAGGAGGAGAGGAGCAAGATGGAGGACT
GAAGGAGGGGAAAATCTCTTTAACGTTGTGCCTTAGGCTTCAACACACTCAGCCATTAGA
GTGCTGCACAAAGATGGGGGACACTGAAAGACATGGACTATCAGCTGAAGGAAAAAAGGT
CTGCACCTGTAATCAAATCCAAAGTGATGGACTGATTGTCAACCAGTTCTTATTTTCTCT
GGTTTGGCTGACTTACATTTGAACAAGTGCCATTAACTGTCCATATTCTCTACATAAATA
GGAATAGAAATGATTTTTTTTCCTGGAATATAGCTTATTTTTTTCTTAACTGATGAAAAA
ATACACAGACAGTAGTCCAAAGGCTGTTAGAACAATGAAAGATTTGACTTGCGGAGTCAC
CTAGAAACGTGCAATTTGACCAAACGTTTTTACAAACTTTCTTTTTTTGTAAGTATGTTT
TTTTTTGTTATCTTTAAAAAAATTTATGACAAGTACTCATCATTGCCATCATCATCATCC
CCATCATCATCCTCATCATCTTCATCATCCATACCAGCTTGATCAGTGAGGACAAACGAG
TCTTCGTCGTCGTCGCTGAACAGCGAGTCGCCGCTGCCGAGATCCCCAGAAGACTCTAAA
GTGACACCGCAGTCTGCAGGACCGTGGGTGCGTGAGCCCGCGACTTCGTTGCCATAGCGA
TCGACACACCAGCACTGGCCGCTACTGCTGTGACACTGGTGAGACCCGTAGTAACCTTCC
TCATCGCAGGATGGCATGTACTGGCCAAGTAACTTCTTCCCAGCTTGCTTTTTGTTCATA
CTAGACAGCTCTGCTTTACACGGAGAATCTGTGTATCTCTGGAAGCCTGTGCACCACTCG
GAGCTGGTTATGACTTTGTCGGGGTGAGTGTCACATGACCTAAAGAAAGCATCAGAGCAT
GGCTCGTTCCTGTCCAAATAGAGGCTTCTGATTTCTGACTGGTCCAGCTGCAGGTCGAAG
TTGGTGTCCAGCCGGGAGAACATCCACCCAAGGGGGTCTTTGCAAATAGGTGACGCTCCG
ACTTCAAACTTGCTTTTCTCTGGCTTTTGGATCTTGACTCTCTTGTGGTTGCCATTCTCA
TGCAGCACTCGGAACCAGTCCCTGAGGCGACTCACCACCTCTTTTAGCTCCGACTCACTG
CACACTTTCTTTTCTACAGAACTCTTTTCAGGCTGAGAGGTGCAGGGACACATGCCAGCA



CACTTCACAGTAATCTTCTTTCCTGAGATGCATGCCTGGTAGTCGAGCTTACACTTTGTG
GAGTAAGTGTGGCCATCACTTCCACAGACGGGCGAGGGATGAACCACGGGGCACGGTTTG
CATTTAGACCCTGGACTCTGGTACAAACTGGCATCTTTGAAACTAACTCTCCTCTGGCTC
ACACAAGTGGCAGTCTTATAATCCTCAGCCACACAGACCTTATGCCGGCCGCATTTGATC
TTTGCACAGGGGTCTTTGGCAGGATCAAGACCTTGATCGAAAGGCTTAGAAGGAGTCCAC
GTCCCAGGCTCATCTCTGAATTTATCCCACCTTCCGGTGAGCCACTTATCGTCCAAAAAA
TTCCCGCTGTCGGATCGGGCAGAGGCGCGTCCGAAGGCGACGGCGCACACGCACAGCAAG
GCGACTCTCAGCATCTTGTCGCATCCGCTGCTCCTCAGACTGTCTGCGCTCGCTGCCGTT
TATCTGTCACCAGCGTTAGCAGCTCTCTCCTCCCCGGCCATAAGGCCCGGGTT
>CL931Contig1
GCTTTTATNNAAGATTACAAAGAATTTATCTTCTGTAAGTCCAAATTGCATTTTGGAGTG
GACCAAAAACAATACTGGAATTAATAAAGAAACAAAACTTGATTTGCAAAAATGCGATTG
TCAAAAAAAGATAACAATGTCCTACTTAGTATTTCATAACATGCACCCCTGCAAATACAA
AATACTTTATATTTTCCCCTGAGGTTTTTAACATGTATTCATTCTTTTCACAGATTGCTT
TCAGTTGAAATTTGCAAGAAAGAACACCATAATAGAGAATCATGATCTTACTGCAGAAAA
AGTTCTGCACCCGTGCAAACACACTCTGTACTTCAAATCCTTTAGGATTTCTTGGGAGTT
TGGAAATACAATGAAAGGCAAACATCCACAGACACTGACAGAAATATAGTGCAAACACCA
CAGTGGGCCTTTATGTGAGGCAAGATACATTCTGCTTCTGAGCCATTAAACATTGTTTCC
CCTTGATAACCTTTGAGGTGAAGACTAACCACAAAACAGATTGTGTGAGAGAATTGTGGT
TAGACACTATGTAAACTTTTGTTTTTTAACATTATTAGGGCAGAAAATGAAATAGGTTCC
CTATAGAACCTGAAATATTTAAACAATTAAGAATGATTCCGTTCAGACCGATTTTGAACA
TAAATGTTCTGACTTTGTTCAAGAAGTTCCATCATCGTATCAAAAAGATTATTGGGAGCT
GCTGAGCTCTACTTTTCTCACCACAAAGTTTAAGAGAAAAACATCGTGGACCTTTTAGAA
GTGATCAGTTATGTCTGGCCCAGTGTCATCAGTTGAGGGATCTTGTGGATCTCTGTTCAT
CGGTGCTGATTCAGCCTCAGTCGGCTCCCTCTGTGCCTCCGAAAGGCTCACCCCGTCCTG
GTTCCCCGTCTCTGGGCTCCTCCGTGCTCCGTTGTGCTCAGCCTTCTCTTTTTCCAGCAT
ATGGTAGTGTAAGATGTTCATGATAATGAGGAACAGCCCGCCGCTCATGATCACGGCACC
GCACATATAGAAAAGGTACTTGTAGTCACCATAGAGATCAACCAGTAACCCTGCAGTAGG
TGGTCCTAACAGCATAGGGAAGCACTCTATGATGGTGACCAGTCCAACAGCACTTGGGAA
CCGTTGGTTTCCCATCAGGTCCATTAGGCATTCAAAAATAAGGGCAAACACCATGCCAAA
GCCCACACCAAAAAAAACAGCGTAGCCCACCAGGAAGGCATAGCTCGTCATCATGGGGCA
AAGTAAATGGCACGCACCATTAAAAATCATGGCAAAGCCAAAGAAGTACTGGATTCTTGG
TCTGATCCACTTGCTGTTGGCTATCAAACCGGTGCCAGGACGGACAAACATGTCAACAAA
GCCCATGATGGAGAGCAGATAGGCTGCAGAATACTCCTCCACACCTTGGCTGACTGCATA
AGCTGACAAGAACACGATAGGCGCATAGGCACCAAAGATGTACATCGTGTTACCCATCAG
GTAAATGATGAAGCCCCTGTCTTTAAAAAAAGAAAAATCCAAAAACTGTCTTGCATTGGT
CAGGCACCTTCCTTTTTTGCTCATGTTGTGTTTAGTTGTCGTTTCCATATTCTTTAGTGC
TGCAACAGCGGATGGGTTGCAAGATAGAGTCACAGGTCTCATTAGTGCCCCTGCAACGCA
ACAGTTAAGCATCATACCCCCCAGTATTAGCAGACTTCCTCTCCACCCAAAGTCACCCAG
AAGAAATTGGTTGAGAGGGGCGAGAAAACAGAGGAAAACTGGACTTCCTGCCATGGCGAG
TCCATTAGCTAATGGCCGCTTGGATAAAAAATATTTACTGATGATGGTGAGAGATGCATT
GAGGTTAAAGCAGAGTCCACAACCTCCGATGATCCCGATGCTCAGGTAGAGATAAACAAT
GGACCTTCCAAAAGAAGCAGTAACCATGGAAACCCCACACATCAGTCCACCAACTATGAC
TATGGGTCGGCTTCCAAAGCGTTTGACCAGCACGCTGCTCACCGGTCCGCCTGCATACAT
AACAGCCAGCATTATGGAGGAGATCCATGCTATTTCACTGGAGCTGGCCCCCAAATCCTC
TTGAATTTCTTTGAAGAAGATGGAAAGAGCTTTAGGAGTAGAATAAGCAAATCCAATGGA
AATATGGGCCCCGACCACCACCATCCAACCCCATCCCCCATCTGGGGGTTTGGACTCCGC
AGCATCTGTTGCAGCAGGGCTCATGATCCTTTCACTTGTCACCTCTTTCCACCGGGAGCC
TGTTGCTTGTCTGGTGGCTCGGCAGCAACAGTGCTCATGTGGCCGCTCGGCCCCGGCCAT
A
>CL932Contig1
AAATAATTTACAGTAAATATTTCAAAGGAAAATTTGATTTGGATAAATTCCTGCAACAAC
CAAAGCAGCCTGAAAATAGTACAATCATCTAATCTTATATAATTGGATTCCAGTTATTTC
TTGGTTGTCAATGTATTATTAGTGCTCTGAAGATACATTTTCAGGTTTTTCTTCAGTTCT
TGCTGTCCTTATCTATGCTTGTAATTTCATTTTCTACCTCCTGCCTTTGATTTCAGTGGT
TCACAGCACAGTTGATTTTCATCAAAGACCTGAAAATTGTGTTTTCTGTGTTTTTAACAT
GTTCTTCAGCCATTTTTCTCATGATGGAGGACATTTATAAAGAAAATTTAGCTGCAAATT
GCATTTCGGAGTATTTCTTTATTCAAATGTAAATCAGGAGCAGATAAAAAAATACTGTTT
GAAAAAGGTTGCATTTGATATGCAGAAAATACCCTAGGTGGGTCAGAAGCTTCCTGCTCT
GTGCTTTGGGGGAAAGGGGGGCAGGATTGCTCCACACCAACAGTCCTGCCCACAACTCAG
AGGTGATTTTCTAATGACTTACTGTTGCACTGCAGAAACTATGTCTTAGAAAACGACACG
TTTTTCAATTTGTGCCAAAAAGTGGCACAATTAAAAAGCACAGGGAACGCTTTTCTAATA
GATCAAAAGACGATCAGAGTGGAACTTTAAGCGTTCTGTGTTCATAGGGCCTCTTGATTT
GACTCTTTTTGGTGTCAAACTGAATATTCGTTGGCATAACTCTTCCACTGACTGGCCCCT



GTTTTCCCTGCAGCTTGATCTCAAAAATTTAAAAAAGGGTAAGCCTGAATTTAGCCTTAA
GGACTTAAAGAACTGATGACTTTTCAAAGAATAAAAAAAAACAAGACTTGGTAAGGAAAA
TACATGTATTTAGTGGTCAAAACAACATTGAAGAAACCGAAAATTCTTTTTGGCAAAAAT
CTCCACAATGGTCAACAACACAGTGACACCGTGATAGTTGGTGGCTGAATACTTGATCTG
AGGAGGCCTAAGTGCAGAACACTTAACGGTTTCACAGTCCTCCAAACGTTTTCACGCCAG
CTTGCTGTTCTCCTCCTGACATGATGCGGTTGAGGGGAATGATCTTCATGGTCGTCTCCT
TCAGCGAGTACCAGCGGTCGTGCCACGTCAGCCAAGTGATGCCATTGTCATAGCCGTGTT
CACCCGCATCTTTTTCCGTGTATCTTCCACCCTGGTAGTATTTTCCAGTCAAATGAGCGG
CGTGACATCTGTTCATCCACCACCCGGAGCCGTCCTGCTGGGCACAGTTGCCATCATATT
TGTCGTTGTCCTTGTCGAAGGTGCTAAACTGCATGCCATTGTGTGACGTGTAGAACTTGT
CGCTGGGGTCTTCTCCTAGGTCAACACCATCGAAAGCATCTCCTGCGTCGCCACCAAAGT
AGTAGCCATACATCAAGCGGTAATTGTCTTCTGCTGAGCCTACCCTAAACATGGCGTAGT
CAGCGTGCTTTTTGTTGCCCTCCCAGTCAACAAGTTCTATCCTGAGGACAACCGGGATGG
TGGTGCTGATAGTTAGTTGATGGATCTTTTCATTTCCGAGCCAAAACTCGGTGGTGTCAT
CCGGAGACAGATAGCCAAAGCCCTCCTTGTACTGGACCCAGTCTCTCCTGAAGTCCACAC
TGCCGTCACGTCTTCTTTGGAGTACCGTAAAACCCCGCCCAACACTGTCAATCTCACAAT
AAACCAAGAACTGCTCCTTAGCTTTGGCTGGCTTCACATAGTAGAGGCCGCTGGTGGTGG
CACCTTTATTTGCAACATCCTGGCAATCTGCTCCTGTGATAGGCTGGATTTCAACGGAGT
CTTTGCAGGGCTCGCTGCATCTCTGCTGAAGCTGCATGGACAGCTGCTTCAGGTCTGCCA
TGCTTCTCTCATTGGAGGAGATCACATTCTGGAGTTCAAATATTTGCTGTTCTTGTGCAA
TAATTGTCTTGTCAAATCGAAGAACGTCTTCCAGCATACTTGACGACCTTTTATAGAGAG
GCTCTGGCTGGGAGCTCTTCTGGGCTGAAGCAGCTGAATCTCGCATGTATGTAATTTTTT
CTTCTGCTCCTTCAGTCAAATTAGCTATCATGTCCAGGTCTTTTTGCATCTCCGCCAAAA
TATCACTCACTTCCGGTAAATACTTGAAGAAGTAATCAGCAACTCCACATGTTGTGGGAC
AGTATTTTCCAAAGCCATCATTTGTGGTGCATGTTCCCAGATTATCTCCTCTTACTTGTG
CAGATGCAAGGGAGAAGAGTAATAGAAATCCTCCCAAAGTGGCAAGAAGTTTTGACTGCA
TGTTGTTCTGGCTTCCTGTGTTTTTGGAGAGTTCTAGTAGGCC
>CL933Contig1
TTTTTTTTTTGGATGAGAAACCTTCTTTATTCCTCCCAGCATAGATAAGGTGAGCGTAAA
TATGGTATTTACAGGCAGGCGTGTATTTACAGCATTGACAGACAGAAGCCGACCCAAAGG
TTCGGCTGGGAGCGGCGGGAGAACCTCTGCAGACGCGAGCGCGGCTCCGCCCATCGGGCG
GCGCTCAGGGCCCGCTGCTGCCCTCAGACAGGATCCGGCTGGGCTCGGTGAACTTGGCGG
TGGCGATGTAGAAGAGGGTGGGACCCGGAACCAGAGCCAGCAGCGGCAGCGCCACCTCCA
GCTTGTCCAGCAGGGAGATGGAGATGATGGCGTAGGCGTGCAGCAGCCAGTGGCTGAACA
GAACCACCAGACGCTTCTTCTTGGCCACCAGAGTTTTGAAGGACTGGATTTTAGAGACCG
ACATGTAGACAGCCAGCGTGACGAGCGACAGCACCAGGATGATGTAGGGAAAGGCGTAGT
ACAGCAGCCCGCCGCCGACGGCCTGCAGCACCGCCAGGATCGGGAAGAAGTACAACGCCG
CGTAGATGCTCCGGAAGCGGTCCGACTTCCCCAGGCCGCACGCGATCTTCTTGACCAGCA
GAGGGCGCAGCAGCATCATCATCACCAGGCAGAAGGCGTAGTAGATCAACACGATTGTGT
AGAGCGGGTACACGGCCTCCTGCGTGCAGTGCAGCGTGTGCACGTAGTCTGGGCTGGGGT
TGTACAGCATGGTGTACCAGTCCGACAGCATTTGGACCCGACAGGACCGGATGCTCAGAA
GTCCCAGCGGCTCCGTGAGCAGCAAAGTGACCAGGGCGGAGACGCTGCACTCCAGCGCCG
CCGTCACGTGCTGCAGCAGAGCACTGGAACTCTTCTTCCCGGAGTATCGCTCGATGAAGA
ACCAGTGCAGAACCAGCGGCAGCATGGCCATGAAGCCCAGGTACAGCCAGTCGTAGAGCT
CGGGGGATTCGTCGCAGCGCTCGCACACCTTCTCCTGATTGGCCCGTTCCCCTCGAGGAC
AGACCCCACACTCGCCCTCCACAGACCCGTTCACCAGGAGCCGACCGCAGTACAGACCCG
GACACCGGGAAGTCACGGAAACGTCCATTAGGAGAACGACATCTAATAAG
>CL933Contig2
GAGGGGCACAACAAATTGCACTGAGGAGAAAAATCTATCGGTTTTTTTTATATATTATAT
ATTTATTAGATGTCGTTCTCCTAATGGATGTTTCCGTGACTTCCCGGTGTCCGGGTCTGT
ACTGCGGTCGGCTCCTGGTGAACGGGTCTGTGGAGGGCGAGTGTGGGGTCTGTCCTCGAG
GGGAACGGGCCAATCACGAGAAGGTGTGCGAGCGCTGCGACGAATCCCCCGAGCTCTACG
ACTGGCTGTACCTGGGCTTCATGGCCATGCTGCCGCTGGTTCTGCACTGGTTCTTCATCG
AGCGATACTCCGGGAAGAAGAGCTCCAGTGCTCTGCTGCAGCACGTGACGGCGGCGCTGG
AGTGCAGCGTCTCCGCCCTGGTCACTTTGCTGCTCACGGAGCCGCTGGGACTTCTGAGCA
TCCGGTCCTGTCGGGTCCAAATGCTGTCAGACTGGTACACCATGCTGTACAACCCCAGCC
CAGACTACGTGCACACGCTGCACTGCACGCAGGAGGCCGTGTACCCGCTGTGAGTGCAGC
CCCCACCGCCGCGTTCAGGCGCCGCGATCAGGCGTAACCGCCGTTTGTGTCTCCTTGACA
GCTACACAATCGTGTTGATCTACTACGCCTTCTGCCTGGTGATGATGATGCTGCTGCGCC
CTCTGCT
>CL934Contig1
TTCGGCACGAGGCAGGTCGGTTCCTTAGCTAGCTGATGCTACAAGCTGTGAGAGCAGCGT
AGTGTTGTCTTGTAAAGGACACCGCTGTGTTAGTTTACTACTGCACGACACACAGGGCGG
TTCATTTAATTTATTACAGTCGTTCAACTTAACTTAGAGGAAAATATGGCGTCAAATCGA



CCAGGAGAGGATTCTACAGACGCAAGGAAAGACAATGGAGAACTGGCAGCAGGGGCTTCA
CCTGCTCCTGATCGCATGGACGTCGATGGGAAGCCCTCCTCTCACAGCTTTAGATACAGC
CTCAACTTTCCCACCATCGGCCTCTGCATCATCATTAACAACAAGAATTTTGATCGAGGA
ACCGGTATGAATCAGCGAAACGGTACAGACATCGATGCAGCCTCTGCAATGAAAGTGTTT
TCAAAGTTGGGCTATAGAGTGAAGATTTACAATGACCAGACAGTTAAACAGATTAAACAG
CTTTTGACTGATGTATCAAGGATGGACCACAGTGACTCCGCCTCTTTCGTCTGCATCCTT
TTGAGTCATGGCGACGAGGGCGTTTTCTTCGGCACGGATGGTTCGATAGAACTCAAAACT
CTGACGTCCCTGTTCCGAGGGGATCACTGCAAATCACTGGTGGGAAAGCCCAAACTGTTT
TTCATCCAGGCTTGCAGAGGCACCGAACTGGATGATGGCATTGAAGCAGATTCCAAAGAA
GACACCACCAAGATCCCAGTGGAAGCTGACTTCCTGTACGCATTCTCCACAGCTCCAGGC
TACTACTCATGGAGAAACACCATGACTGGATCTTGGTTCATCAACTCTCTGTGTGAAATG
CTCAGTAAATATGGCAAAGAACTTGAGCTCCTGCACATCATGACCAGAGTTAACCACATG
GTGGCGGTAGAGTTTGAGTCCATCTCCACTTTACCAGGTTTTCATGCAAAGAAACAAATC
CCCTGCATCGTGTCAATGCTGACCAAAGAGATGTACTTTTATCCTTGATGTGGGGCAGCG
GGGCTGCAAAAGGTTTTTGGGGGTTTGTCATTTCTCTTTTCAGTGTCTTTCTGGATATCT
TTCATAATCCACAAATGTTTAGTGTGGAAGAGGTACAACTAGACTGGCATGAAGTTTTTA
GTTCTCCAAGTGCATTTCTTCTTGATGTGGTCTGTATCTTTGTATCCCAGCAGCCTGTGC
TTTTAAACACGCTATTTTTATTTCAACATTTGGCTAAAGCAGAACAACTGACACGTTATT
GCTGTGTTTGGGTTTTTTGGACAGCAGCTTAAAGTATATCAAAAGCATGCTGGTTTTCTT
GTGTAAATGTTACACATTTCAGGGATATTCTTGGAGCCATTTTTGAATTAAGTTTGTGTG
TGTAATCACAAAACTCTTCAAGGCTTTTTGTGTCTCAGAATCACTTTTGCATTATAGAGT
GCATGCCAGAGCCAGTCTGTTATAACGGAATATACACGTTTGTTTTCATGATACTTGTGT
CATTATTGCTGTTTTGGTGCCTTTATACTTCAAAGTTGTGCAACTAAAACACAACCTTAG
AATTTCATGAGTAGTGCTTAGAGTAAATGGAACACCAGAACTGGGTGGGTAAATTAATAT
GTTGGAACATCCTGTGTGCTGTTTTATGATTTTTTTTTTTTTCCTGAATGTGGTTTTCCT
GTAATTAGTCATTTCCTTTGAATATTTTCAAATTAATAGCATGGCAGACTTCACAGTTCT
CATGAGCAATGTCTAACTGTTGCCTGGAGTCATTCATGTTTCAACTCAACTCTACTTTTC
ATGTTTACTGTTAATATGATGGACATGTTTGTCAGTGAGGGAGTGAGTGAAAAGAATGAG
AAGTAAAACCTACAACAATCAGGCAAATTGAATAATTTCTCAGTTTTCCTATTGTTTAAG
CAGCAAGGCACAATCTTTTTCAGGTATTTTCTAAAGAATAAAGACCACT
>CL935Contig1
TTTTTTTTTTAGACGGAAACTTGCTTCTTTATTGATCAATAACCGGTAGACCCACTGATC
AATAACCGGTAGACCCACTGATCAATAACCGGTAGACCCACTGATCCGAGCCGTCTTCTT
GCTCAAAGGCGCCACGGCTGCAGCTGCATAGATGTGAAGAGGTTTTACCCAGCATGCATT
GCCACTGTGGAGCAGTTCTACATCAGCTGGTCACCACAGCCCTCCCATCCATCAATGTGA
GTTAGAAGTAGACCAGGTGAGTCTGGGAGTCACTGAATGGCGGAAGCGGCAGCCTTTCCC
GCCAGCTTCAGGATTGGCTGCAGCTGCTCATCCAGGGGGGGGGCCGTGGGCTCGTTGGTT
ATCAGCCAATCGAAGTGCACGCCTTCATCCAGCCCGCATTCAGACTCAGCGTCGTCCACT
CCTGTGGTGAAGCTCCACCCCCTTTTCTGCCGCGTTTCATCTGAGCACTGAACCCTCACG
CTGACGGTCTTGTGCGGGAACTCGGACTGGAACCACTGCAGGTCCGACAGCCGCCTCGCA
TCACTGACCACCCACACAGGCTGCTGTGCCCCTGCGGTTGCTAGGCGACAAAAGAAGCCT
GGGTCCTGGCAGCGGCGAGCCTCTCCCCAGTGGATCATGTCAGCCCGGTACCGCTCTTTG
TACGGCCCGGGACCCAGCAGCTGGTCCAGGTCCAAGCCGTGTTCCTGAGCATACTGCTGC
TTAAGGGGTCCGGACAAGCGCAGCACGGTGCAGACCGCTGGACCCAGACGATCTAAGATC
AGGTCCGTGATATAATCCTTTCCGGACTTCCGCTTCCCGCTAAAAACAAGGACCAACTTG
GGGCCAGGACCTCGGACCTCCATCAGCTCGGACAAACCGCACCGGAAACACACATCCTTC
AAAATAAGAGGGACCGGCTGTTCCGGTAAATCGCAGGACAAAACTTGGAGGAAGATGGCG
GCGTGGCTGAGCGGTGCCCGTGTTGGAGCGCAGACGAGTCGAGTGTCACGGGTGAGACGA
CCGTGGACGTCTTTGATTACGATGCTGCCAACAATATGATCAAATCTCGCCTTTAAGCCA
CTTTTCTCCCGATTTACATGCGCGTGCACACGCGCGTGCTGCCAACCTTCAACAAAAAGA
GCCGTTCGGGTCGATTCGCCCCTGAACTCAGGAGGAG
>CL936Contig1
TTTTTTTTNNGGGGGGTTNTCAGAGCTTTATTTAAAACTCTCCAAAGACAACAGGCCCCT
TGAGCAGCAGCAGATGTTTTAGTTTGAATCCCCAGCTGCTGTTTCAGACAGCAGAGCAGC
AGCAGTGCTGCTCACAGGAAGCACATCCACGGTCTGCCCCCCCCCCGTTTCCAGGTTATT
CCTCCTGGGCCCCCACAGGCAAAGGGAGCCAGGACTGTCTGTGCAGGCTTTCGTTCCTCT
GCACCCCCTGCAGGCCAGGGGGAGACGTCCTCTGCATGTCCGCTGGCAGGTGCCTGAACT
CTTCCTCGTTCACATCGTAGTCCTTCATCTTTGACTCCAGAACCCACCAGCGCCAGCAGA
AGCCCACGTCCAGAACCCTGTGAGGGATCTCCCTCCACGGCGCCGACAGGCTGGAGCACT
GGGCTTCGTACAGGGTGGTGTCCGGGTCGTGGTCGACCCCGTAAACCACAGACAGGAGGC
CCAGGCTGAGGAGGCGGAGTCTGCCCTGGCTCTGCAGCTTCACCAGGTTCTGCACGTGAG
CGTCGGAGGCCGCGCTGCGGGTCCACGGCGACAGCAGACCCAGCTGGTTGGAGCGCTCCA
CCAGGGCCGCCTGGAACTCGGACTGGCCGGGCTGCGAGTGGAAGCAGAACCAGCCCCCCC
CCAGCGCCACTGCATACAACGAGGCTTTGAGCGGACGCTCCCGGGCGCCCACAACCATGT



CCCTGCACGCCTCTCTGTAGTCGCTCAGCAGGCTGCGACACCACACGCCTGCTTTGCCGT
TTTTCAGCCTCTCCCAGCGGCTGCCGGAGAGCCGAGCGGCGGCGGCGTCCGCCCCGGTGC
TCAGCGCTCTTCTCACGGCTCTCGACATGTTAGCAAACCCACAGCCAGCGATAGCAGACG
ACCTCATCCGGAGTC
>CL937Contig1
TTTTTTTTTTGACCCAGACTTCCTTCTTTATTTAAAAAGAGGCCACAGCAGCGATCAACC
CAGTTTCCTTCTAAGGAGCTTCAGGTCTACAGAGAAGACATTAAAGACCCGACAGGCTGA
CCTTCTTACATTTAAACAGTCCTCAGAAGAATTCGAGTCTCTTCTTCGAGTGCTCGCGGT
TTTGTTTCTGATGGCAGTTTTCTCTGGGGATCCTCAGTGGTCCAGGATCCGCAGGTTTCC
TGAAACAATCTTGTTCTCCAGCACCGCTCCGGCGGGAATATCGATGCGGTCGCCATGATT
TGCAATGATGATGACAGTACCCTTCAGAGAGACGTTCTTCCCGAAGGTGACGTCTCCAGA
CACCGTGAGGTGGTCGAGCTCTAACATGTCTGGGATGTTTTCAAACCTCTTCAGAAACTC
CTGGACCTTGGTGAAGGAGCTCCCCAGCTTGACGTGTGGCGTGGTGAGGAACTCTCTCTT
CTTGCTCATGGTAAGCGAGCCGGCGTCCAGGCTGTACAGGTTTGACATCACCAGCAGCAG
GTCGGACGACGTTTTCACCGGCAGGAAGCGGCTGCGGGGAACGTTCACCCCCATGGCGTT
TTTGAAGCTCTTGATGGCGGCGCCCACCGCTGTCTCGAGCTGGATGACATTCAGTCCGCC
GTCCAACGTCTTGGGGTTGACGATGATCTCCATGTCCATGGCGTTCTTTTCCTGTAGCCT
CTTAATGGCGGGCAGAGAGATCCACAGGTTGTTGGTGTTGAAGATCTTGAACTTGGTGAC
AGACTTGAATTCGTCCACGTGGGCCTTTGGGACCTGAGCGATCTCCAGAAGCCTCAGATG
GTCCTCATACTGGATCAGAGTTCCACCCTTTACGTCGGCACGGGTCTTGTCCGTGACCTC
CATGATAAATTCGCAGCGCCTGTCGGCCGGCAGGCTCATCAGATGGTGGAGGATGAAGAG
GTCGACCGTGGCTCCCAGGTTGTCGATGTTGGAAACAAAGATGTACTCTCTGCCTTCGGC
GAGGAGTTTGTCTAGCAGTCCTGAATTGTGAAAGCTGGCGTAGATGTCTCCGTGACCCGG
TGGGTACCAGGCCTCCGTGTTGGCGCCGTTCAGACCCATGCCCTTGGCAATCGGGAGCAG
AGACTCCTTGTTGATCCTTGGATATCTGCTCTGGTTGAAAGTGTGGATGTTGACTCGGTG
GTGCGAGTACTTCTGCAGGATCTTCTTGGTGTCTTCGTCAGTGTTGAAGGAGTTCATGAG
AACAAGCGGCACGTCTGTGTTGAACGTTTTGTTCAGATGCTCGATCTGCTGCACCGTCAG
GTCCAGGAAGGTGTTTTCATTGCGGACGCTGATCAGGCTCTTGGGGCCCTTGCAGCCCAT
GCTGGTTCCAAGTCCTCCGTTCAGTTTGACCACCACCAGCTTGTTGAGACTGGTGGTGAT
GTCATCAGGGAGTCCTTTGGCCTTGATCCTGTCATAGGGCTGGATCGAGTCCTCGGGTGG
ACGGTTGATTTTGGCCCAATTGACTGAGGGACCTTTGACCTGCAGGAATCTGTGGAAGAG
CTTCTTGAAGCCGTCAAAGTCTTTCCTGGAGATCTCCGCTTCCTCCTTGTTGGCGGTGGC
GAGCAGCGCCTCCAGCTCACGATGCATCGACTCCTCGTGCTGCTGGCGGAGCTTCTCCTG
GAACTCTGTCATGGCTCCTCTGGCGAGATCTGCTACAGTCAGAGACATTTTGTCAAAGAT
CTGCAGTTTTGAAAGCTCAAACTCGGGTTACAAAGAGCAACAATGGTCCCAAAGCAGATT
CCAGACTTGTCACTCACTGAACAACACTCGTCCTCCTCATCCTCAGCTCAGAGGAAGCCC
GTGAGAATGCGGCTTCAGCCCTGAGCCGCAAT
>CL938Contig1
CAACCTGACTGATGGGGTAACCTGAATATTATTTTAGAGCTTTGAGCTGACGTTTCTGCA
GATTCACATGGAGAAATGTGTTATATTTTATATGTAAAATGACTAATTGCTACAGCTAGT
CCTTTCAGCACATTGTTGCTCCTGGTTTTTTCCCTTATATATTCTTTTATTTTGTGTTTG
CACTCCATTAAGTCCAATATATAATAACTCCATTCTTTAACAAAATCCCTATAAAGGACA
TAGCAGAAATGGTATATTAACTGTACGTAGCCATTATTATTTACAAAACAGAGTGCAATA
TTGATTAAGCTGATAAATATAATGTACTATTATAAACTCTTCATTAAAGAGCCGAAATAA
AATGTTTAGTCAATGAATAAAGTAGCTTGTAGTGGTGATAGTGAATATCTTTAACACTGT
GCACAACTAAATAACGAATGAGACTTTATTTTGTTCTTCTGTTCACCTTGATGTTTTACA
ACGGATATGTCACGCGATCATCTTGATTCTTCTGAAGGAAATCCAGCTGTCGGTTAACCA
GCTGATAACTTGCTTGCCTTTTCATGAACTCTAGTGGAGTTATTATTGATTATTATATAT
AGACCTCAGGGTATTGTACCTATTGTATCTGTTTGCTTTGAAGTGCCAGAAAAAAAATGG
GTTAAAATTCACTCCATGTTCAACTCTCAACATGCTGCTGGTTGAGCTAAAACACACACA
AAAAATGTGTTTTTCTTTTTGTTAAAAATAGTCTCACCTGTGTCTTAGATTTTTGTCTGT
GCAGCTTGTGACAAAAAAAAGGTCACTTGTTTTTAATGTCCATTTATGTAAGTGGATTTG
CAATTGTTTCAAATGTTTATTTCTAATAAAACTATGTCTGTCCTGAAACTGAATTTTGTT
GATGTTGTCCTACATATCCGTGACCCAAGTATTCATTGATGCTGTCCGGTTTTTGAGCTT
TTATTGTAATGTTTTGTACAAAGTTAATTACAGACACGCACAATGTTTCAAACCTGATAA
ATACAATTTATTTGACATTGTAGTTGTTGTTTCCTTGTTTGTTTGTCTAACAATATCCAT
TCTAAGAATAAATTCTATTTATGGCGA
>CL939Contig1
TTCGGCACGAGGGGATTAAGCAGTAGGTTATTTAGGATGGGAGACGATTTAGGCGATGAG
TGGTGGGAGCACGACGACAATGCAGATGCTTCAGAGGCAGCAGAAGAGGAAGAGGAGAAG
CCTGTGGAGCAAACACAGATGAAAGCAGAGAAGAGGAAGAGGCAACCAGACAAAGCAGCC
AAAGTGAAGAAGAAAAGCACCGAGCAGAAACATCCAGTGGTTCCTCAAACTAAAGAGACG
GATGAACTGCAGCCCAAAAAGAAGAGGAAGAGGAAGAAGAAAACGATCACGGACGTTCTT
GCGACCTCAGACCCAAAGCCCGGCAGTCCGGCGGACCTGCAGGATCTGGTCACGCTGTAC



TTCTCCGACAAACGCTCCGTCATCGAGCTGGAGGAGCTGAAACTGGCCGACTCCAGTTTC
CTGTCAAGTAATGATTTGACCCACACTCTCTCATCTTACCTGAAACAAGTTTGTCCCAAG
TGGGCAAAAATCCAAAAGCAGCACTCGGAGACCGGTTCTGTTGTTATTCTCATCGTTTGC
AGCTCTGCGCTTCGAGCCATCGAGCTACTCAAGCAGGTGACGGCGTTCAAGGGGGAGGCC
AAAGCTGTGAAACTGTTCGCTAAGCACATCAAGATCGATGAGCAGGTGAAGCTGCTGCGG
AAAGGCGTGGCTCACATCGGCGTTGGCACTCCCGGCCGGATCAGCGCTCTCATCGAGAAG
GAGGGCCTCAACCTGCAGGCTTTGAGGTACGTCGTTCTGGACTGGAACTGGAGGGACCAG
AAGCTCAGGAGGATGGTGGACATTCCAGAGATCAAATTGGACCTCATGAAGCTCCTGGAG
AATGGAATCTTTTCTGCCTGCAAAGAAGAAAAAGTCAAAATGGGACTGTTTTAGCCTGCA
TGGTGTTGTGGACTCCAGTCCTCATGAGATGTTGGTGTTTTGAGGTGACACCGGCGTTCC
GGGAATCACTCAGAAAGGCCCCCTTGTTTTCCTTTTGGGAATCGTCAGACCCCGGGAAGT
GGGCCATTGGAACTCCAGAGGGTATCGGGGAGCGANACTNAATAAACAGAC
>CL940Contig1
GAGGGCTGAACAGAATCCTGGATCGTCCTGCAGTCATGGCTCTGGAGGCCTGGTACATGG
ACAGCTCTGACGAAGATCAGAGGGAGCCGCACAGGCTCCACCCACATCAGCCCGTCTCCT
TAGACCAGCTGAAGGAGCTCGGAGTTTTTCACTGGAGGCTGGATGCTGATCGGTACGACT
CCGACCCAGAGCTGAGCAGAATCCGCCAAGAGCGAGGCTACTCCTATATGGACATCATCA
CGATTCACGAGGACACGTTACCCAACTATGAGGAGAAGTTGAGGATGTTCTACGAGGAGC
ATCTCCACTCGGATGATGAGATCCGCTACATCCTGGATGGACGCGCTTACTTTGACGTGA
GGGACAAGGAGGACCGCTGGATCCGGATCTCTATGAGCAAAGGAGACCTGATCACGCTGC
CCGCTGGCATCTACCACCGCTTCACCCTGGACCGCACGAACTACACCAAGGCCATGCGGC
TGTTCGTGGGGGAGCCGGTGTGGAAGGCTCACAACAGGCCGGCCGACCACTTCCCCGTCC
GCCAGAAGTACGTGTCTTCTCTGCAGGGGTCCTGATGGACGGTCCCCTCCATCAACAGAG
AAATCAGCCTCCATGTGCATCACATGGTTGTTCCACATCAGTGCCAGTTCTTCCAACCCG
ATGATTTAGAGGTCACATTCTGAGAAGACCGACCTTTAGCCCGCCGTTGGACCAGGAACT
ACAGAAAAGAAAATTAAAAGACAGGGTTTTCCAGGAAAGAAAATAAAGT
>CL941Contig1
TNTTTTTTTTGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTNNTAATG
AAAACGTACTAAAATTTAATCATTCATAAAAGCTGGAAAAATTTGTGACACAGCAACAAC
AAGCAATATTAGAGGTTGTTAAGTACAATTCCATCCTCAAGACAAATCAGAACACCCGTT
GCCCCCATCGGTCTATAAAATACAAATTTCCTTAACTTTATTATGCAAAAGTGGAAGAAC
AATATATTATGGGGAAATATGGAAGGCTTGCAGCTGTCATTATAAAACAAAGTCACTTAG
GAAAGATGTTATCTATGCACATCCTTGTAAGGAGGAACCAGTAAAGTATAGTTAATGACT
CGTCTTCGGTGACACAGTTAGTGCAGAAATGTACAAGAAGACCAAGCTTTTACACAGGAT
CCTTTTCAGAAACATATTGTCAAAGACTGATATTACTTTGAATAAAACATTTTAGTTCCC
ATACGTGGATTGAAATCCACAGTCTATGTTTTCACATGAGACGTTTTCCAGAAGAAAGAC
ACCTTGGATAAGAACAAACAAAAGATAAGAACAGAAATGAAAAACTGTTGTCACCAAGCC
GACTGTACAAATTTCTTTGTCATTAAAAAGCAGAGAGGTTCTTAAAGAGTATGTGCCGTG
TCTTGCGAGTGGTAAAGTTTCCGTCGGCCTGTTTCAAATTGCTCTGGCGAGGACTTGGAA
TGCTGGCACCATCCACTGGGAAACAGTAAATCATCACTTGTTTCTGGCCTGGAGCAACTG
TGGGTGGCAGTCTTAGAGCAGCGTGCAGCCAGACTTCTTTTTTGTCTTCTTTTCAGGCGG
CGATTTTCTGTTGATCTGTCGCACCAGATCATAAAAAATCTCATTAACGTTGATCTTTGA
TTTAGCTGAAGTCTCTAAAAAGGCACAGTTGTTCCACTGACGGGCCAGATTCTGCCCCTG
CTCCTTTCCAACTACGCGCTCATCTTCCAGATCACACTTGTTCCCCACCAGGATCATGGG
AACATCCTCTGTGTCCTTTACTCGCAGGATCTGCTCCCGGAGGTCCTGTAGGTCGTTAAA
TGTCGACTGTGCTGTAATGGAGTAGACCAAAGCAAAGCCTTGTCCGTTTTTCATGTACAG
GTCCCTCATGGCCGTGAACTGTTCTGTTCCAGCTGTGTCCAGGATTTCAAGCATGCACTG
CTGCCCATCGATCTCCACTTGCTTTCTGTAAGAATCTTCTATTGTGGGGTCATACTTCTC
CACAAAGATGCCTTGCACAAATTGGACTGTCAGTGCAGATTTTCCCACGCCTCCTGATCC
CAGCACAACCAGCTTGTATTCACGCATGGTGGGCAACTTCACCGGACCGCACAAGAGTTG
TTCACAGATATGTCGATAAGTCCCTCTACATCTGGGGATAAGGGGTCAGCAGGTCCTCGG
GTACAATTATGTCAACCGCTCCAGAGGGAATGAGGATCAATGGGGAACCAGAAAACACCA
AAAAAAAAGTGCTCAAACTAGTCCGTGTTCCGCTACGTGTGCGCTCCCCCGGCCATAATG
CCCGGG
>CL942Contig1
ACGAGGGTCAACTGGAAGATCTCTGAGGAATCCCTCATAAACTTCACTGTGGTCACACGA
AACTTGTCAGTGGCGGCCAACGTCAGCAGTGACTATGGCGTTGGAGGATTTTTGCCATAT
GGGTTTAGTGGCACGTTGGCTGGAGCTGCCACCTGCTTCTACGCTTTTGTTGGATTCGAC
TGCATTGCGACAACTGGGGAGGAGGTGAGAAACCCTCAGAGGGCCATCCCCATCGGCATT
GTGGTGTCGCTCACCGTGTGCTTCCTGGCGTACTTTGGTGTGTCGGCTGCCCTCACCCTG
ATGATGCCTTACTACCTGCTGGACGAGAAGAGCCCCCTGCCCATGGCCTTTGAATATGTG
GGCTGGGGTCCTGCCAAATACGTGGTGGCTGTGGGTTCACTGTGTGCCCTGTCGACCAGC
CTGTTGGGCTCCATGTTCCCTCTGCCACGCATTCTCTTTGCCATGGCACGAGATGGTATT
CTGTTCAAATTTATGTCCAAAGTGAGTAAGCGTCAGTCGCCTGTGGCTGCCACCATGGCA



GCAGGTACCACTGCGGCCATCATGGCCTTCCTGTTTGACCTGAAAGCTCTGGTGGACATG
ATGTCCATCGGAACACTGCTGGCTTACTCGCTGGTTGCTGTCTGTGTGCTGATTCTCAGG
TACCAGCCGAGTGGAGCGCTGGAGCGCTCGGAGGTAAAAGGAGAAAGGGATTATCTTTCC
TCTGAAGGCCGTGAGTCCGACCTGACAGAATCCGAATCCCACCTCAACATGCTGAACGGG
GGCAGCTCCACCCTGCAGACCGTCCTCCACCCTCCTGCTGCGCCCTCCGTGCGTTCATCT
GGCGTGGTGAACACGTCCATCAGCGTCCTCGTGGTGGTCGTGTGCATCGTCAGCTATCTC
ACCACCTATCACTTTGAGGCGCTTTGTTCTGCGGAGGCCTGGATCCTGGCGCTGCTGTCC
ACGTGTCTCCTTGTTTTCAGCGGCTGCGTCCTGATGGTCTGCAGGCAGCCGCAGACCTCC
AAGAAGGTCTCCTTCATGGTGCCTCTCCTGCCTTTTCTCCCCATCCTGAGCGTATTCGTC
AACATTTACCTCATGGTCCAGCTGAGCGGAGACACTTGGATACGATTCTCGGTGTGGATG
GCTATAGGATTCCTCATCTACTTTGGTTACGGCATGTGGCACAGCGAAGAGCGACAGCAC
CGAACCGAAGGGACGCATGAAAACATGAAGACGCCCGGCATCGGCGCAGCAGACAAGGAG
CAGGAGCACTTCATCTGCCCAGAGAAGACCAGCCAGTGTTGAAAAAGTTTTCCCATCTCA
GCTTCAGACCAGGAGGGGGGGGGGTGCGCATCTGCTACTGCTGCCCTTAAGCATCCAGCA
GCTCCGCCTGCGTGAACCCGCAGCTTCCTGTGCCTCGCCCCTGCAGCGGCGTCTCCATCA
CACTAACACTGCAGCAGGATCTCAACCTGTTGGTCTCCTCTATGGAGCAACACGACACAA
AGACTTTTCCATTAACGCCAAAGCCAAGCTGTGACAGAGATTCCTCAAGGTTCTGAGGGG
CCATGAAGTCCAGGGTCTCTAGGGTCTCTCTCCATGGAGAGGAAGGTGGACGTTTGATAT
TTCTCAGAAAGCTGTCCTTTGCCTTTTTCTTTGACTTTATTTCCTTCCTCGCGTGATGTT
TCTGGCTGTTTTGATACGCTTTCAGAAACGCAAGAGGCACGTCGGTTACTGATAGCCTTG
ACTCTCCCGCATTTGGAGGTTGAGGCTTGCTTTGAGGCAGGCTCCATCCATCCACAGTCA
TTTAAAAACCCGCCTAATGTCCGTCAACCTGCGATGTTCAGCCACCAACCGGGACGTCTG
CACCGACTGTGTGGATGGAGTCTTCCAGAAGGGTTACATGGAAAATACCTATATTCACGT
TGGACCGCTGTGATGTCACATTTTTTCCAACTGCACAAAAGACAATGAAATAAAACTGTA
TTTTCCAGAANAAAAAAA
>CL943Contig1
GTTTTATNNAAAGATTTTACATTTTGAACCTCTGGTTATACACAGGAATCTGAAAGTGTG
AGTTACGTCTTTGGGGTAAAGAATCCATCAGTGAGAAACGTAATGCTGAAGACAAAGTTG
CTCACAAATTTGTCAACATTTTACCGTCCTTCAGAAACATTTCAGCAGAATATTTGCAGA
ACTTTACAAGATGAAGATTTTTTTATTTTTTATAAAGAACCGTTTATTGTTATTCAAACC
ACGAGATGATTCATGAAAATCGTCATCTTAAATTACTAATTCAAACAAAATAGAAGCTGC
TTCTTTTCTACAAAAACAGTCTTAGGGGTCGAGTCTGACACCAGCCTAAAACTGCGAGCA
TGGCCCCCCCCCTCCGGGACATTTACACATGGTACAGTCTGTACACACAACTGAAATACT
AAACAACAGTCTGGAATGTGTGTCCACTTTATTCTGTCGAGGGATCCTTCCTGGCTGAAA
AATCCTCCCACCTTCACAAATTCAAAAGCAGAACCAGAGACGGAGGAAGAGGTTGGAGGT
TGGTCTTCCTCACAGCTGGGGAAGCTTGTCGACGGGGGTGTCAAACTTGAAGTCGGGAGG
GAAAAGTTCAGCAGCGCGGGGGTAGATGAGCCTGTAGGACTGCCTGATGGTGACGTCCGC
CACTCCAGCAATGTCTCCAATTTCTTTCTGAGTCTTCTTCTCTGCAGACGCCTGAGACGC
CATGTAGATGGCTGCTGCCGCCACGGAGATGGGGCTTCGACCCGGAACCAAGTCCAGCTC
CACGGCCTTCCTCGCAATAAAGGTGGCCGCCATTTGAACCTGCTTGGGCAGGCCCAGGTT
GGAGCAGAACCGGGACATGAAGTCCCCCGTGGTGATGAGGTCCACGCTGGTCTCCAGAGC
CTTCAGGATCAGCTTGAAGCACCGACCAATCTCTTTCTTGGAGATTCTGGAGACGGCACA
GATCTCTTTGAAGGTTCTGGGGACTCCTTCCTGTCTGCAGGCGATGTAAAGGCAGGCGGA
TGCGATGGCGTCGTTGGCTCGGCCCTTCAGGCTCTTCTGCTCATAAACTTGCTTGAATAA
GTTGTTGGTTCTGTCTACGATGTTCCGGGGCAGGTTGATGCGGTCGGCCATGGTGCTGAT
CTCTTTGAAGGCGTGGAGCATGGCCCGGTCCGAGCTGCTCATGGTCCGCCGGTTCTGATA
CTTGGAGTTCCCAAATTCATCAAAGCTTGCAGACCCGGTTCCCTTGCCGATCATGGTAGT
TAGATCTCCTCCGTTGAGCAGAGGGTTCTGGGCGTCTCCCACTCTGGATGGATCTTTCTG
AGCTTTCTCGTTGGAGAAGGTTCTCCACTCTGAACCCACATCAATGACCCGGTCACCTAC
AACAAGCCCACACTCGGGGCAAATCATGTCCCCAGCGCGGTAGTCCTCCACCAGGATGGC
ATCAGGATGGTTGGGACATGTCACTCTGGGTAAACTGAGAGCATCTCCGCGACTTGTCGA
AGCCATCTTCCTCCGCTCTCTTCCCCCGGCCATAATGCCCGGGTTTA
>CL944Contig1
TTTTTTTTTTATAACAAACTACATTTATTCTAGATTTAGATTCCTAACTCGTTGTACAGT
CTGAAAGGTCGTTTCTGGAAACAAACAAAACATCATCCAGGAAAAGAGTTTGCATGGAAA
CAAAAATCACTTCAGATTAGAAAACAACAGGCTGTGCCTGTTCACGTGCACACAGGAATT
CTTGGCGTCAGGACGAAGGAAAACCGTCTAAAAGCCTTTTTTCAGGAGAAATGGAGTTAC
AGTCGAAGATGTAGTAAAAAAAACATGAATGTGACTTTGAAAGAGGAAAAAGTCTATTTA
CAGCTTGTTAAGCAAACCGTTTTAAAAAAACAAGCTTAGAAAAACAAGAACCTGGTGGAG
CTGAAATATGGATGATGCTTGATTTCACACTTTCTTCACTTCAAACCTTTTTTTTTGTAC
AAATATGCAGTTTCTGGTGTAAACTACAGTGACAAATTAAAAAAACAAACAGACAGAACG
TGTTTTTAAATGATGGAAAAGAGGAGAATAAATGTGATATAGCAGAATGGATTTGATGCA
CATCCTCTGTGATACTAAAACTGTGGTTCTTTCATTAAAACACACAATTGTTCTTTTAAC
CATAAACTCATAAAGGCTCCGCTTCACCGATCTACTCCTCACCAAACCAAACCCATGTGT



GCAGGAGCAGTTTTCCCTTTGAGGCCCAAACATTTACAGGACTGACGCTGGTCGGGACTA
AAGTGCCCGCTCTGTGCAGAACCCTGAGCTGCTCCGATGGCAGGACAACGACAGAAAGGA
TGCTGATTGGTGTTTCCCACCTATCCTTTAGCCCAAAACAGAAAACAGAAAAGAAATCAC
AAAGACAGCTGCTTTCTAAAATGATCTTAAAGCTCTATTTTTTACTAAGTTATTTAGAAA
TGAAAAACTGAATCGGAAAGTCTGAAAAGTTTGGATATCCTTGGATATGAACACGAGTGT
GGAACAGAAAGAGGGCGCTGCGATGCAGAGGAGTGTTAGAAGAAGGACCAGCACTTTTTC
AACATAAAAGAAAAGGTTCAAATTTAGGAATAAGTAATAATTGTGAAGTAATCCACTTTC
TAATAAAATCCCTGTTTCCCTCATGATATCCAAACTGCTGTCATTTCTGTTGAGGAGCAT
CTTCAGGGACACGAAAAGGTCCATCACAGACTAAAGAGGCACACAGAAATCCGGAACACG
CCAAAACTCTTCACTTTTTAACACTTTCATGTTCCCATCATGCACCTGGCAAACATCCAC
TCACACAAACATCTGTTCTGTGCTGCAGCGCCCATTATGACTAACAAAACATCTCCAGAG
AAAAAGAATAAGCTTCATTGAAGGAAAAAAAGCAGTTTGATTGTTTGTGGCGACAAAACC
GAGCAAAGGCTTTCCTCTTTTTGTTTTCTTAAAAAATACTACAGACAGCTAACACTGTTC
CTGCGCAGACAGCATGTGCTAAAGAAGATGTCCTCTCTAAAGCAGCATTTGCTCTTCAGG
CGCAGACTGAGAATGCTGTACAGCAGAGGATCTCTTTGGGCAGGCAGCCTGCAAAGACAG
CAGGTGCCATCCATGCGCAGACAGTATTTGCTGTTCTCTTGCAGACACTCTGTGCAGACA
GAAATCTTGACCATGCGCATCCAGCAGAAGGTTGGTTGAGCAGCTCGGTTGTTTCACAGC
AGA
>CL945Contig1
TTCGGCACGAGGGCCAACCACATCAGCCGGAGGGATGAGGGCGTGGCCGTGGCAGAGCTG
ACGGATGAGGACGTCAAAGCCATCGTGGCCTTGTCCAAAGACGAGTGCATCGGAGAGAGG
ATCTTCGCCAGCGTGGCTCCATCCATCTATGGTCACGAAGACATCAAGAGAGCCCTGGCT
CTGTCGCTCTTCGGAGGCGAACCCAAAAATCCAGGCGGGAAACACAAAGTTCGTGGAGAC
ATCAACGTGCTGCTGTGTGGAGACCCGGGAACGGCCAAGTCCCAGTTCCTCAAGTACGTG
GAGAAGGTGGCGAGTCGCGCCGTGTTCACCACCGGCCAGGGAGCGTCCGCCGTGGGTTTG
ACGGCCTACGTGCAGAGACACCCCGTCAGCCGTGAGTGGACGCTGGAGGCTGGAGCGCTG
GTGCTGGCTGACCGCGGGGTCTGCCTGATTGACGAGTTTGACAAGATGAACGACGCTGAC
AGAACCAGCATCCACGAGGCCATGGAGCAGCAGAGCATCTCCATCTCCAAAGCCGGCATC
GTGACCTCGCTGCAGGCCAGGTGCACGGTCATGGCCGCCGCAAACCCCATCGGTGGCCGG
TATGATCCCTCCCTGACCTTTGCTGAGAACGTGGACCTGACTGAACCCATAGTGTCACGA
TTCGACGTTCTGTGCGTGGTCAGAGACACGGTGGACCCCGTGCAGGATGAGATGCTGGCC
CGCTTTGTTGTTGGCTCGCACATAAAACATCACCCCAGCACCAAGGAAGGGGGCGTGGCT
TTGGAAGAGATGGTCCTGCCCAATACGACCGATGTGTCCCCAATCCCACAGGATCTCCTG
AGGAAGTACATCATCTACGCCAAAGAGCGGGTTCACCCCAAACTGAACCAGATGGACCAG
GACAAAGTGGCTCGGATCTACAGCGACCTGCGCAAGGAGTCCATGGCCACAGGCAGCATC
CCCATCACAGTCCGACATATCGAGTCCATGATCCGCATGGCAGAAGCCCACGCCAAGATG
CACCTGAGAGATTACGTCCTGGAGGACGACGTCAACATGGCGATCCGAGTGATGCTGGAG
AGCTTCATCGACACGCAGAAGTTCAGTGTCATGAGGAGCATGAGAAAGACGTTTGCCCGT
TACCTGGCGTTCCGCAGAGACAACAACGAGCTGCTGCTCTTCATCCTGAAGCAGCTGGTG
GCTGAGCAGGTGGCCTACCAGAGGAACCGATACGGCGTGCAGAACGACGCCGTGGAGATC
CCAGAGAAAGACCTGCAGGACAAGGCTCGGCAGATCAACATCCACAGCCTGTCTGCGTTC
TACGACAGCGACCTTTTCCGCTCCAACAAGTTCAGCCATGACGGCAAGAAGAAGCTGATC
CTGCAGCAGTTCTGAGGACTCTTCATCCTCTCCAGCTGTTTGGCTGTGAGGAGAGGATGT
TGTAAATAAATGTACATGTTTCTGATTTTTGACGAGGAGGTTCTTCCTTTCACGCATCTA
TGAACCGTAGTAGACGGAACGTCAAGTTGCTTTAAGGGAATCCCCATGTTTTCATCCAGT
CTTCAACTTTGGAAGGTGCTGGTGTGCGATACAAAAGTTCAAGTTAATGTTTTCCATTTC
AAATTTGCTGTACAATTTCTGGAGTAGTTGAAGCATTTTTGACAGAAAAAGGCTTCAAAC
ACAACCGCCATCTTTGCTTTACATTCATGTCGTTTCATGAAACATTTTCAGTAAAAAACT
TTGATGNCNAAAAAAAAAAAAAAAAAAAAAA
>CL946Contig1
TCGGCACGAGGCGTTGCTGCACAGGTTTGCAAAAGAAAAGAAACAGTCATGTCTGACAGA
GCGGTCCTGCACTATTTTAATGGAAGGGGAAAGATGGAATCGATCCGCTGGCTCCTGACA
GTGGTGGAAGCTGAATTTGATGAGATGTATTTGACGTCGAGGGACCAGTATGAAAAACTG
CTCAATGATGGATCACTCATGTTTCAGCAAGTTCCCCTGGTGGAGATTGATGGCATGAAA
CTGGTTCAGACCAAAGCTATCCTGCATTACATTGCAGAGAAGTACAACCTCCATGGAAAA
GACATCAAAGAGCGTGCAATGATCAACATGTACGCAGAAGGATTGATAGATCTCATGGAG
ATGATGATGATGTTACCCTTCGTTGCTGACCCAAAACCAAAACTGGACAACATTCAGAGT
AAAGCAAAAGAGCGTTACCTACCTGTGTTTGAGAAGGCCCTCTCTGGACCCGTTTACCTG
GTAGGAGGTAAACTAAGCTATGCAGATGTGCTGCTGCTGGAATGCACTCTGATGCTGGAG
GAAAAGTTTACTGGGATCCTTGGCGACTTTCCCAGTGTCAAGTCTTTTCAGGGCAGAATG
ATCAAAATTCCTGCGGTCAGCAGGTTTTTGCAGCCAGGCAGTAAGAGGAAGCCACAGCCG
GATGAGAATTATGTGAAGACCGTGATGGAAGTGTTCAAAATTACTGGTCCATTCCCTTAA
ATATTAAGGGCCCGCTTCATTCCATGAGTTATTAGCATGATTGCAAATACCTTATCTTAG
ATTATGCTGATTTTTGAAAAACATGACTCGACTGAAATGAATACTAACACAAATAATTCA



ATCTGTGTAGTGTAAAAGCATCTGTGTACTTTTTTTTTCTAACAACAAAGATATTTGTTA
ATGCAAAAATATCAATAAATGTGTTTTTGTGCANAAAAAAAA
>CL947Contig1
GCCAGNACGCTGCAGTCCACCAGCAGAGCAAAGGCTGCACATTTAACTGCATTTTGGATT
CAAAAAGATACAATGGATCTCATTGTGTTGGTGGCATTCAGCTCCTGGCTGGCTCCTGCA
TTTGCGTCGGCAGCAGATTATGACAAAGACCATGACAGTGCTTTTCACTATGATTATGAA
TCTCTGCGAATCGGTGGGATGGTGTTTGCAGTCGTTCTCTTCCTCCTGGGTATTTTTCTG
ATAGTCAGCAGAAAGTGTACATGTTCAAGGAGTGACAGATCAAGATCTCGTCATCCGGAA
GTGTAATGGCCTATTTAAAGAGGTTATCAAACGCCGCAGAAAAGGTTGACGGATTGTCAC
CACTAGATGGCAGCAAACGGTGTGATCACAGCACGGGATAGTCTTTCCATAAATATGTAG
TTTTTAAGACACCACAATGTTACCATTTCTTTCTTTTTTATGTTTTTCTCATAGGTAGTT
TTACTAGATGGTGTCATAATGTATTGCATGAGCATCTGTGCAATTTTCACATGTATTTGT
GCAACTTTGATTCTACAAAATAAATCAATTTTGAAATGAAAAAAAAAA
>CL947Contig2
TTTTTTTTTTCATTTCAAAATTGATTTATTTTGTAGAATCAAAGTTGCACAAATACATGT
GAAAATTGCACAGATGCTCATGCAATACATTATGACACCATCTAGTAAAACTACCTATGA
GAAAAACATAAAAAAGAAAGAAATGGTAACATTGTGGTGTCTTAAAAACTACATATTTAT
GGAAAGACTATCCCGTGCTGTGATCACACCGTTTGCTGCCATCTAGTGGTGACAATCCGT
CAACCTTTTCTGCGGCGTTTGATAACCTCTTTAAATAGGCCATTACACTTCCGGATGACG
AGATCTTGATCTGTCACTCCTTGAACATGTACACTTTCTGCTGACTATCAGAAAAATACC
CAGGAGGAAGAGAACGACTGCAAACACCATCCCACCGATTCGCAGAGATTCATAATCATA
GTGAAAAGCACTGTCATGGTCTTTGTCATAATCTGCTGCCGACGCAAATGCAGGAGCCAG
CCAGGAGCTGAATGCCACCAACACAATGAGATCCATTGTATCGTAAATCAGCTACCAATA
AGTGAAGTTTATAAATAAAGTTAAAACAACTTCAGCTTTAAGACAAATCTGACACCCAAC
CTTTTTGAATCCAAAATGCAGTTAAATGTACAAACTTTGCTCTGCTGGTGGAC
>CL948Contig1
TTTAGTGGAAAAGCTTTTATTGTGAAAATTAATTCCTTACCTGAATACAGTTAAGGAATT
TAAAAAGGAAAGGTCCATTACCGTTTATCTCAGAAAACAAATCAGTGCAGAAATCAAGTG
AAATTTTCTGGAGCTTTTTTGACATTTGCAGTCGTTTCATCTGAAGTAGTTTGGACAGTC
GTGAAATACAAGGTTCCAGGCGTCCTTGAAGGCATCAACAACTCTCTGGTCCAGAGGACC
CTCTTCTGCAGCATCCAGGTTTTGCTTAAGTTGCTCAATGTTCGACATTCCAAGGATGAC
TCCATCTCCAAGATCCCCCTTCAGCTGGGAGTGGTGGTACATCCAGCGGATAGCAGCAGA
AGTCAGGGAGGGTTTCTCTGAGCCGTATGCCGACTCCAAAGCCTTCAGAACCAAATCTAT
GGCCTGGAATTGACTCTCCTTCCAGTACCTGTCTCTGTACGCCGCGGCCCAGCTGTTCCC
AAAGAACCGACTTGCAGGCTGAGAACCGTCTTTGTCCTCATAGTGGTACTTTCCTGTCAG
AAGGCCTCCTGCTAATGGATTATATGCGTAGAACCTCAATCCACAGTATCTCAGACATGG
CAGCAGCTCTGTCTCAACTTGTCTCGTTGTGGCGTTGTACATTCCCTGATAAACAGTTGG
GACAAGCCAGTTGTTATGTCTGCAGATGCAAACTATTTCTGCCACTTCCCATGATGCATA
GTTTGACAGGCCAAGCTCCTTGAATTTCCCCTCTTTGTGCAGCTCATTGCAGGCCCTCAG
CGTGTCCTGGATGGGGTTTTGATGGTCAGGGGCATGGAGGTAGAAGAGGTCCACACAGTC
AGTGCGCAGCCTCTGCAGAGAGGTTTCCAGCTGGGAGCGCACACTCTCTGGTTTCAGAGT
TTTCCCATCCCAGGGGTTAGCTTTAGTAGCTATGCTCACTGCTTTAGGAAGAAGAGCCAT
GTCTCCAATGATGGCCTCCGACTTTCCGTCCGTGTACATGAACGCCGTGTCCAGGTGTTT
GTGTCCTCTGCCCAGGAACGTCTTCACCATCTCCCGGCTCTGCTCCTCGTCAGCTCGGCC
TCCGAACGCCATGGTTCCCAGCAGAGTCACCGGCTTCACTTCGCAGGAGCACGACATGTT
TCTGCTCCACGTCACGAGCGCGCTCCTCGGGCTGTGGGACTGTCGCAGTGTGCAGAGTCG
GCGTGTTGTCGCCCACAGCATGCTACTGCGCGGAAGATCACGCTAAGAAAGGTCAAAGGT
CGTGCTGGAAGCTGGAACTAGGAGGCGTGTCCGCTTAAGAATAAACCATTTGAGGATGAT
CCTGGTCCTTAGAGCGCTGTGAGTGGGCGCAAAGTTCAATTTGACCCCCCCGGCCATAAG
GCCCGGGTTA
>CL949Contig1
TGGTGTTTGGTTTTTTTTTTAACCCCCTTACAACCTGTGAAACTTCAAATGTAATCAAAA
ATTCAACTTTCAATTCTTGTGCAACACTTCAGGTGGAGGATTTCCACGTTGGAACATGAC
TTACAAATTCCACAGTTTGAACATGTAAAGGCAGTATTTGAAGACAGGTGGCATTAAGTG
AAAAAAACAACTTCTGGAACACTCCTGATCTGATGAAAATGAGCTCTTTATGTCTAAACT
TTCTTGCTGCTGACTGATGAGGCATTGTTGGTGTCTGTGTTCCGTTTGATGCCACTACAT
GAAGGCACACTTTATCATCAGCAAATAGGTTTTAGACCTTGAATAGAATAAAAAAAAAGG
CTTGTGATCTTCAGGCATTAATATGAGTATCAAAGACAGACATTTTTAACCCAGATTCTA
AAAGAGATCACTTTTCCTCCAAAGAAATGATGATGGGATAAGAGGAGACGTTCCAGATAC
TCCATTCACAGCATTGGATCCACCTATATATCCATTTCAAACTGCGCATCGTCACCTGCA
CTGCTACTGTCAGCCGCAGGCGTGTCTATGTTCACTACTTCTCCATTAAGGGTCTTCTTG
TTGAACTCTTTGGTTGGAGGACTGGTCACCCCTGGAATGCTGGGAAGGCCTCGTGGAGGA
GTCTTTGCCAAAGGAGAGCTCCGACACTCCAGCAAGAACTTCCGGTCGTAGATGATCCGA
GTACCACCCGGTGTGGTGCTGAACAGGGTCCCTCCGGGGGTAGTGGAGTAGTCGTGGGGC



ATGTGATCAGCGTTGTTGATGGTTACTCTCTTTGTGGACGGAATGGCCTTAGCAGTTGTT
TTCTGGCATTCGGTGGACATCTTTTCTTAGGACTCTTGTACTAAAACTATCTAACTAAAT
AATATGCCACGAAAAGAAATTCTGGGCGTCCCAGGGCAAAGCCAGATAGTTATTTGGCTC
AAAAGAACGGCTGCCTTTGATAAATAAAAATAAATACCTCTTTTTCATAAGTGCAAATTA
TCACCACACGCGCTCTCACAAACAGGAGGTGTCGATAATCTTTGTTAAAAGAACCTCAGG
ACACACGCTCCTCCACTTCCACATGCATCCCCGGCCATA
>CL950Contig1
TTTTTCTCTCTATACNAACAGAAAAGTGAACAAAGAAGGCGCAATTAAGTGCCATTAGTC
ATGAACGAGATCGTTGTTCTTCTCTCAAAGAAGACATGAAGAGTCCATCAACTGGAGGCG
AGATCATTGGGCGAGTCCAGAGGTCACAGGTCGAATTCAGAAAGCAAAAGAAATGGATTT
GTTGGTCTGTTGGTTTGAGCCATCCATGAGGTCCTGCAGTGTACTGGCCAGTCCACTCAT
TTTCCAAACAATAACTTGGTGCTGATGGGGTTGTTGGCCTGACCCTGCTTTGGTTTGACC
TCTGAGGTATTGCCGGACAGCTGGCTAATTTCGGGTCTGGTTGATCGAAGCTGTAGATTG
GATGGAGGAGTCGATTCATTGCAAGTTAGTTCCCACAGCACTGGCTGCTTCTACCCTGGG
GTGCAGCTTCTTGAAGGTCAACGCCACCTCTGGCTCGTCCACCTGCGGCTGCACCGCCTT
GGGGCTCGTTCTTCGGAAGCTTCTTGGCGATAGCCATAAAAATCTCATTGACATTCATTG
CAGTCTTGGCGGAAGTTTCCATAAAGAGCAAGCTGTTGTCGTCTGCGTACGCTTGTGCTT
CCTGGAAATCTACATTTCTCTTGTTGGTCAGGTCTGCTTTGTTGCCTGCCAGTGCAATTA
CAATGTTGGGGCTGGCTTGTCTCTGGAGCTCCTTCACCCAGTTCTTTGCACGTGTGAATG
TGTCTGTGTTGGTAATATCAAAAACCACGATGGCAGCCTGTGCCCCTCTGTAGTACATAG
GGGCCAAGCTGTGATAGCGTTCTTGTCCTGCAGTGTCCCAGATCTCAAACTTGACCGTCG
TATCATCCAAACATACCGTCTGCGTGAGGAAGGCAGCTCCAATAGTGCTCTCTTGGTACT
CGTGGAACTGGCCTTTGACAAAGCGCAGCACTAAGCTGGACTTTCCCACCGCCGATTCCC
CCAAAAGCACCAACTTAAACTGACAGATCTTGTTGCTTGCTGCAGTGCCATTGGTCCGTG
CTGGTCCACCTCGCCCTGCCATTGTGCAGTGTTGAAGGTTGTGAAGGGAAACTGAGGAAG
AGGTTACGAGGCCTAATGTAGAGGGCTGGGACAGTCAGGGTGATCTCAGGATAGGCAGGT
AGATGTGCCGGAGGAAGAGGGGTCACAACTGGAAGATGACTTTCTGCTGTCGCTGGTCTC
ATCGGCAGCTTCTTCTTCCCCCGGCCATAAGGNCCGGGTTTACGGC
>CL950Contig2
GGTGAATGTCAATGAGATTTTTATGGCTATCGCCAAGAAGCTTCCGAAGAACGAGCCCCA
GGGTAGAAGCAGCCAGTGCTGTGGGAACTAACTTGCAATGAATCGACTCCTCCATCCAAT
CTACAGCTTCGATCAACCAGACCCGAAATTAGCCAGCTGTCCGGCAATACCTCAGAGGTC
AAACCAAAGCAGGATCAGGCCAACAACCCCATCAGCACCAAGTTATTGTTTGGAAAATGA
GTGGACTGGCCAGTACACTGCAGGACCTCATGGATGGCTCAAACCAACAGACCAACAAAT
CCATTTCTTTTGCTTTCTGAATTCGACCTGTGACCTCTGGACTCGCCCAATGATCTCGCC
TCCAGTTGATGGACTCTTCATGTCTTCTTTGAGAGAAGAACAACGATCTCGTTCATGACT
AATGGCACTTAATTGCGCCTTCTTTGTTCACTTTTCTGTTTGTATAGAGAGAAAAAAGGA
TACAACAAAAAAAGAATAAAACCAGGCTTGTAGGGCCCCTCTTATTTTATTGGTTTTCAC
TTTCCACATGCATCTGAAATGGTTCCATCCAGTCATTGGGTACAAATCAAGGTGCATGTT
CTGTCCTGCTCCTGATTGGCTTCCCAAAAAAAGGATGAGGCTTTTACCAGAACTAAAGGG
CTGGACAGATGATTTTCTTGATGGATCTCTGTAGATTGATTGATTCTTCTTCCACCAGTT
CTATACTATTTGACACGGATGGATCTGTTTGATTTTAAAACCTTGACTTCAGAGGTTTTT
CAATCACCTGGTTTCAAACCATATGGAGTACAAAGTACTTTAACATTTTCACCTGTTTGT
AATTTTAGCATTAATGTTTTTTGAATCATCGGTGTAAAAATAAGAATTGTCCTCTTGACC
AAAATCCCTATTGTATTGACACCATTGCTTTATTTGTAACAGATTCTTCAGGTTTATAAT
CAATATGTAGATCTTGACAAAACACCGTCCCAATCTGTACATGTTATGTCAGACAATTTG
TGATTTTTTTCTTTTTTTTCCTTTTTTCTTTTTCTTTCTGGAGATCTCTGGTATTAAATG
CA
>CL951Contig1
TTTTTTTTTTGCNTGAAAGANTGNTGATATTTAATGTAGCACAGCAGAGTCTGAGATCAT
GTTGATGCTGTAGGACAACCATCAGTAAGACTGCCTGAACACAGATGCAGCTCGCAGGAC
GCCGCCTCACAGACCAGGAAGCTCAACGCCAACAGCCTGAAGATCTCTGGACATCAAACC
TGCCGCCGTTCTGCACCAGAAAAGTCTTTAGGCTTTTATTTGGGTGACTCAACCCCATCT
GTTCCTTTAAATTTGTTTTGTTGCCCCCCCCCAAAACTTTTTTTCCCCCCCAAATGTGAT
GTCATCACTGTCAGTTCCCGCAGAAACGGAGCGAATTGGCAGACGTGGGGTTGAGGGTCC
AGCAGTCGCAGAGCTCGGCTCAGAGAAGGTTCTAGTGGTTTGGGGGGCGTTCGCTAAAGG
CATGCATCAGTCCGAGCTCTGCGACTGCCACCGGGCGATTCCTGAGGCTGCAGGTTGCTG
GTTGAGCTCCCGGGCGCGGCGAGGCGCTGTCATTTTTGGACGCTCACACGAGGAGCAGTG
AGGACGGCCGCTCCACAGCATGAACAGGTCGTCTCCTCCAGCCGGGCCGTGTGGCCTCCA
CCTGCTCAGGCATGACATGGACATCAGACATGGATCCACACACGCAAGACACGCACTCCC
CCCTCCCCCTCCCCCATATGTTCACAAAGCGCGCCTAAAATCAAATTAGAGATCTCCCCT
AAACGAACCCCACACATTCCATTGGAATTCACGTGGATTTTTTTCATCTTTCTTCCACAC
TTCTTCTACGCCTTCACCTCCGTTTGACCTTTACACCCCACCCCCCCGTCT
>CL952Contig1



TTTTCTGTTTTTGTTTCAGCCTTATGCAGATTAAATAAAGTGACAGAATGAACTCCTGAC
AGGTTTTGTGATCTTAAACATTGAATTAAGTATTTTCACACCAACTAAGCATGTTATTAC
ACGGGATACTGCGATGCCTCTGATATTCTCTAAGTTCTAAACCAGCAACTTTGGTATTGG
ATTCAAACATCACACTTTGGAAAAAAAAATGTACAACTGCATAAATATAAAATGATTCCA
TCGTGAAAAATGGCTAAAACATTTAATAGAAAGTTGCATCACACTCTTGTGATGTCTCCA
GCAAAACAGATTTCAAAGCACTGAGTTGCCATGGTTTCCATAGAGGTGACAGCCTTTGCG
GATGAAGCCGCAATGCTCTACTCTACGGATTAAAACTTGAACAAACGTTAAGAATCAAAC
AGAAATGTCAAATCATGTCTGACAGATAAAAAGAGACACATGTGTACAAATGCAGAACAT
GCAACAAAACAAAAAACCGAAGGGTTTAACGGAGCGCAATCAGAGTACCATGTAGTTAAA
ACGTACTGACAACAACCCCATGCACTCATATTTAACACACCTGCACACGGACAGCAGCGC
GCACACACCTTGGACCACTAAAGCTGACATAAAACAGATTACAACAGGACTACGGCTGAG
GAAACGACGTGAGGATCAATACCTTGGGTGGGGACAAAACACAACTCGCTACATCTCAGT
AGTGGAATTGCAGTTTTATACAGTAACCGAACATCCCATGGCTCAAAGAATATTTTCTTT
TACAGTAGAATAAATATCATCTATTGCTATTCTTGTTATTAACTCTCTAACTTGCGACAA
AAACACGGATAAGCGGGTGTAAAGCACACGAATTAGGTGTAGGTCCTGTATATTATGAAT
GTTCAAAGACTAGTGGTGTTTATCAGAACTTCTTCGTTACTAACTAGGTTTAGGTTGCTT
TCAGTGTTAAGTGCTCGTCGCGGCCGAGGTCATGAGTTCACAGTGATCTTAACGTCGAAG
CGTCCCATATAACGGTCTTTTTCGCTGTACGCGATG
>CL953Contig1
TGCTCAGGTGCTTAAAGTACACCTTGTTTTTTAAAGTATTAAAAACTCGATGTAAACTGT
AATAAAGGCAGTAGTCCATCCTCTTTGCTGAAAACGTGGGTAGTCTACATCAGTCCTTCA
CTACGTGTTGTCTATTGTTAAGGATTGAGTAACACTTTTACAAAAGTGATGGGCTACATG
ACCAATCTTGCATGGAAAATGCACACCAAAGTGGCAAAACAGCAAGGAACAAAGCTGACT
ATCAAAATACATCTACTTCAAACCTGAAACATACATGCAAGACCTTGGCCTGGATGAACG
GCGCACATCAAAGTCAAGAGCTTAGCAGAGCATGTTTTTTTTTATATGTATATATATCTT
GAACAATTTGTTTAGTTACAGCTACAAAGAAACCCCAAAACAAGCAAAATGTGGTCAAGG
CCTTCGTGAAGCTGCTTGGTATCCTCAGATGAATAAACTCATAGCTGTCGAAGGACTATT
TATTTCTCTTGGTTGTTCTGACTTGGACCTCGCATCTCGTCTGTAATCCTAGCCACTGCG
GTGGCTCCCGTCTCCGGTGCGCTGAACGCGAGCCAGGACCAACTCGCGGGACACCCGCTT
GCAGTCCTTGGCCAGGCCCAGGAAGCACATGAGGTCGATGAAGCATGTCGTGAGGTTCAG
CTGGCAGCCAAACTCGCTGGTGGCATAGTCGTAGGGGAAGGTGTGGTGATAGTTGTGATA
TCCCTCACCTATGGCGCTGAAAGTGACAAACTTGTTCTCTCGGGGGTTGATGTTCTGGTC
GTAGGGCTTGTTTCCCCACATGTGGGCTGCGCTGTTGACCAGCCAAGTGGCGTTGAGCAC
CATGGTGTACCTCAGCAGGACTGGGACGAAGTACGCCGCCCACAGGGACTCCCCCCACAG
GTACCACGGTACGAACATCGGAATGAAGAAGCACACGAGCAGCACGGAGAGCTTATAATA
CCTCCTCTGAAACATTACCACTTTGTCAGACAGCAAGTCTCTGAGCTCCAGCTTCCTGCC
TTTTTCTATGACATCTGGATGTTTGCGCACCAGCAGCCAGCCAATGTGGGCAAAGAAGAA
GCCCCGTTTGGCGTTGTGGGGGTCGGCGTCTGTCTCTGAGTATTTGTGGTGAACTCTGTG
GTCTCGAGCCCATTCAAAAATGTCATTCTGAAATGCCATGGAGTTTGCAAAACCCAGAAA
GATCCTCAGGGGTAAGGAAGCCTTGTAGGTTCTGTGACTCCACAGGCGGTGAGCCCCCGC
CGTGATTCCCAGAGCACTTATGAAAAAACAAAGCATGGACCAAAGCAAGGTCAGCGGGGA
AACTGAGGGGATGAGGAGGATCCCGTACGTGGCTCCTATGTGCAACAGAGTCATCAGAAT
GACATTTCTCCACACGATCACCCTGCGAGGTTTGGGGCCCTCTTTCTCCTTGTAAGCGTT
ATCAAACACGTCTTCTCTGGTCTGCTCTGAACAAACATCCCCGTTGCTCGAATTGTGCTG
CTTTAGCTCCAATGCATCCGCCTCCGTCATTGTGTCTGTGGAACAGGCTCAGGAGATGCA
AAGTTGAGGTTTTAAAAAGATTCTGGCTCCTCAACGAAGACGATGCCGGTGTTTTGACCT
AAAATTACAGTCCCCGGCCATAATGNCCGGTTTAAACGGG
>CL954Contig1
TCGGCACGAGGATGACAACGCTGCGACCCTTTACCTGCGATGATTTATTCAAATTCAACA
ACATAAATTTGGATCCTTTAACTGAGACTTATGGGATCCCATTTTACCTGCAGTACCTGG
CTCACTGGCCAGAGTACTTTATTGTTGCTGAGGCTCCTGGTGGGGAACTGATGGGCTACA
TAATGGGGAAGGCAGAGGGATCTGTTGCTCGCGAGGAGTGGCACGGTCACGTCACCGCTC
TGTCTGTGGCTCCGGAGTTCAGAAGGCTCGGGCTGGCCGCCAAGCTCATGGAAATGTTGG
AGGAAATCTCAGAGAGGAAGGGAGGATTCTTTGTGGATCTGTTTGTGCGAGTGTCCAACC
AGGTTGCTGTAAACATGTACAGACGTCTGGGTTACAGCGTGTACAGGACAGTCATCGAGT
ATTACTCTGCCAGCAACGGGGAGCCCGATGAAGATGCTTACGATATGAGGAAAGCTCTGT
CCAGAGACACAGAGAAGAAGTCGATCATCCCGCTGCCACACCCGGTCAGACCGGAGGATA
TTGAATAACATCAGAGTGTGGCTCTCTGACTCGGATCTGCCGTCTTTATTCTGCTGTGTT
GTGATTTCAGCTGTAGTTCAGTGACCATGTAAATAGTGAAAATGACACACAAGCGCCTTT
TTTTTCTGCTTCAAAGTCGGAGAGCCACTGAATGTACAAAACGTTGCAGTTTTTAGTTTT
TATTTCTTATAAATTTGAAAGAAAGTCAGTTGAGAAAACACACAAATGAGTCTAAGCGGT
GTAACGACACAGAGAAAAGTTGCAATAAAGATGGCTCGTGAGCTGAGTTTTTTAAAAAAA
TGTAGAAAATCCCTGCCTGCTTTGACTGAATCTAATCTTTGTCCTCCTGAGGGCTTTTGC
TCTGCTTCTTCTTTGCTTCCTCATCTTCATCACTATCACTGCTGCTGCTGCTGTCCTCGT



CGTCTCGGTCATCATACGTTTTCTCCTGCTCGGATTCAGTCATGTTTCTGGCAGGCTCCT
CCTCTGCCTGCTTGTCGGCGAGGCCCGTCTCCTCAGCCTCCACTGATGTTGCCTCTTCAA
CACTCCGACCTTTTTCTTGAGGCTCGTCGGTGTTTATCTGCTGCCTCTTCCACATCTTGG
CCATCGCGAGCAGCTTAAGGTTGGGCTGGTTGGCAGCATCCTCTGGGAAGATGTAATCGT
AGTATTCTTCCCAGCCTGCATCCGACCCATCTTCAGCGGTCAGCTTCCTCCTCTTCTTGA
CCTTCTCGGGCAGCAGCTTACTAACTCGTTCTCTGCTGCTGTCTGAGCCAAACTCCTTCT
CATAGTCTCTCCAGGACTCCAGCAGCATCAGCCTCTCTTCTTTCTCCTCACAGTTCCTCA
TGCTCTTGTTGGCTTCCTCG
>CL955Contig1
CATTTGTTTTATTTGTCGTGTTGCAACAAAAATGGCCCTGAATGGACTATTCGGTGGGGG
AGCTGGAAGTTAACCATTTTCAATGGGTGACGTCACACTGACTCGATCCAGTTCTCAGAT
ATTGTCAATGTGCAGAACCAAAGCCTAATGCATCATGGGAATCTTGAATAAGCTACGACT
CGCTGGGACGGGCCCTGAAGGGAGCAGCTGAAGGGGCAAAGATGAAGATGCAGAATGACA
AACTCCAGAGGAGATTCACAAGTCGGTTCAACAGGGGATCTCTTCCCATGAGCAAGGCAG
CTTCACGCCAGTGTGAACTGATGCAACAGTAAAGATAGCCGTACTTCCTGCTTGGTTTTG
AATTGCTTAGAGTTCATCCCCATGACCACTCATTGTTATGCTATTCTTTTGAAGCACAGG
CTTCAACAACAAACCAGGAAACCGTCAGAACTTATTTACCTTTAGATGGAAATCAATAGC
GTTTGTCCAGCACAAACAGTTCTCTGTCATCAGCTGCTTTTAATAAAGCATTTCACTCAT
TTATACACTTTTTAATACTTTTGTCTCTGATCTTTGAACCCAGAGTCCTCCTTCTTTGCG
TCGCCTCCATTCTGGGATCTTCACCAAAGTGAGGAGCAGTGAGACCACCGAACGGCTCTG
AAGCAAATCCTGGTTTTTGCCTACAGCTTCAAGCCTTGAACGTTCGTCCTCAGATTCAGC
ATCTGTTTCTCCTGCCGTACTTTTTCCTCCTTGAACGCCATCTTGTTGGCTTTCTTTTCA
GCCCTTCTTTCCTTCCTTTCGTCCTTGATGAGCTGCTTCCTTGCCTTCCTCTCCTCTTTG
CTCTCTTCCTTGTTTCGGGGCTGGGTGGAGACGCGCGGCAGGTCCGAGTCGTTGATCCGG
GTCATGCGTTCTGCCTGTTTGGCTGTGAGTCCTCTGTTGGGGAGAACGTCCAGAGGGATC
CCCGTCTTACTGGACACACGGATCGACTTTGGCTTTGCTGGTTCTTCGATGACTTTGGGA
CGGTTGTAAAGGTTGGAATATGTACTGATGATAGTTTCGCAGTCCCATTTCTCTTCTGAA
GGCTCGATAACAACCGGAACCATCTCCTCGTCCGTCTCCTCATCTTCCTCTTTCAGAACA
GGAAGTTCCTTTGGACCCAAATCGTCAGGCCTCAACGAGTTTTTCTCTTTTTCCGTAAAG
TAGTCCTTGATGACTTCCTCCAGCCGAGCGCTGTCCGGTTCGATAAAGCCTTCCAGCTCC
GCGTTGTCCAGAGCGCCGATCTCATCGTCGTCAAACTGTTCGTAAAACTTCTCGAAGCGA
TCGTCCAGCAGAGAGAGCTGCTCGCTCCTCCTCATCACAGACGACGTCAGCGAATACTCT
GTGAAGCGGCTCTTCGTCTCCTCGTCCATGAACAGGAAGTCTTCACCACCGCGGCCGTCT
CCTCCCGTGTGCTCCTCGTCTGAAAAACCGCCCTCGGAGCCGAAATCGCCCTCTTCGTCT
GTGTCCTCCCACTCGTCATCATCATCGTGATCCCCCTCTGTTTCTAAGCCTCCCGCCGGT
CCATTTGCTTTTGTGATAAAGTCGTCATCCAAAATGTTGTTGGGGTTTTCGTAGTCAAAG
TCGTCATCGAGGGCAGCAACGATGTCGGGGTCCATATCCAGGCGAGGTCCAGAAATGGGA
GCAGCTTTGTTCAGGAGTCCCACCTCCTCTTCAAACTCTGAGGCGAACACAGAAGAAGGC
AAGTGCAGCGTGGCAACGGGACTGTCTTCCTCCTGCTCCATCTCATCGTCCCCTTCATTT
AGGAACTGAACAGATCCTCCATCACGGTTCGATGAAACAGCAGCAACCAGCTCTGACTGG
CCGGATGGCTCCTTCAGGTGCTGCAGGTAATCGTAGTCGTCATCAAAGAAGACACCAAAT
TTCCTCTGCTCCTCGTGTCTCTTCTCCGTGTCCACCTTTGCTGCAGGAAGGAGGACATGT
TGTGGCGCTTTCTCGTCAGCAGCCAGGGGATCCCTCTGACTGCGGTGGACAAGGTGAAAG
GTCACGGCCTTCTTCTTTTCAATGAAGGCTTTCTTCTTTCGATGCGGCATTTTTTATAGC
GCTCTTTTTTCTTCCGAAAAAGCTGGTGAGGTAAATCCTCCACAGGCAAACAGTAAAACC
ACAAAAAAATGTAACAATAAAAGTACAATCGTTCTTTGGCAGCTACTTTAATTCTTGATC
GGACACGCTAGTTTGTTCGTGGCCTTGTTAACATCGGATCGGGGCCATGTGGGCGGGGCG
CTTTGCTGATCTCCCC
>CL956Contig1
CATTTTTATTGACTGGAAAAATACAACAAGCACCTCCCTTTCCCCAAAACAAAGGAGAAA
ACAAAGATGCAAATCAAAATGATCCCCATAACACTTGTGATTAACCCCCGAGCAATTTCA
TTTAGTCAACTGAGTACATGTCAGGATTACAGTTACTGTGCAGCAGGAAAAGCGCTACAG
AAATCATGCCACAAAGCAGAAGGGAGTCTGGGAAATGTAGTAAAGGAGCAAAAGGCAAAC
TATTCCATACGTCATACAGAGCGTTATGAGTCACAGCATCAGCATACACATCCGTCTTAG
ATTGCATCGATGTCAATGTCATCCTCCTCCTTCTCGGGTGTTTCTGGTTTGACCGTCTCC
ACCTTCAGCTCACGAGCGGAGGACGAATACACCACCTCCACATTTTCGTCATCTTCCTCC
TCCTCTTCTTCGCTCCCCTCGCTCTCCTCTTCTGCCTCCTTCAACCATTTCACAAAAGGA
GCGGCCTTGGCGTGAATTTCTTTGGCAAGTTCCTTGGAGACATATTTCTTGGAAACCTTC
TCTGCCCAGGACAGGATGACGTCCTCTTCCAGCAGGTCAGCGTCGTACAGGTCTTTCAGG
ATGACGGCAACACGTGGGAGCAGCTGGACCTGATGCAGCTTCACCACACACTCAAAGCCC
CCCATCAGGTACTTCTGGGCTTTTTTGTTGTTATGGCAGAATCTTAGGAAGTGGCGTTTG
TACTTCTTGATCTGGTCGCGGATGTTTTCGTCAAACAACAGCTCACTGAGGATGAGGGGG
CCCATGGCCTTCACATCCAGACGCTCCGCTTCAGCCAAGATCTCCTTGTCGGCAGCGTCG
ATGGTTCCACTCTCCTTCTTTTGTTTCACAAAGCTGTAGAACAGGTTGACCCTCTCCTCC



AAGGGTTTCTCCAGGTCGTCGCTCAGTGTCAGGTTCTTGGCGTGGTCGCTGATCTCCTCC
ATACGACGCCTCTGTGCCTCCTCTGTAGTCTCCTCTGCCCAGTCTTCGTCGTCGTCATCC
CGATCCACAGCTTCAGGAGCATTA
>CL957Contig1
GCGCTCTTGAATCTGGTGCGGTCCTGGTCCTGGTTCTGGTTCTGGTTCTGCTCCCGCTGT
TGTGCGGCAGAGGAAGATCAGCAGCTCATCCTGGAACTGCTGGATGTCATGTCTGCCACG
AAGCTGCAGGAATGTCGTCAGCACATCTCTGCACAGCTGGATGGCGTGGTGGATTTCTGG
CTCAGACACTCCCATGATGCTGAATACGGGGGATTCTTTACCTGCATTGGGAGAGACGGG
AAGGTTTACGATGACCTAAAGTATGTGTGGCTGCAGGGCAGACAGGTGTGGATGTACTGT
CGTCTGTACCGAACCTTGGAACGTTTCCACAGACCTGAAATTCTGGAAGCAGCCAAAGCT
GGAGCAGCATTCCTGAGGAAGTTTGCTCGTATGTCCAGCTCCAGCTCTCCGTGGAAATGT
GCTTTCTGCTTAACGAGAGACGGCAAAGCAGTCAAAGTTCAGAGGAGCATCTTCAGCGAG
TGTTTCTACATCATGGCCATGGATGAGCTTAGCAGAGTGATTGCTGATCAAGACATGCAG
CTGGAAGCTGAGCAGATGATGGAGCAGCTCATCTACTGGGTCCAGGTGGACCCTTCAGGT
CTGGGCCGCCCCCGCCTTCCAGGAGATGTTGCCACCAACAGCATGGCAGTTCCCATGATG
CTGCTGTGTCTGGTTCGACAGCTAACTGAAGGCCGGGACCATGAGGCGGCCCAGAAGTAC
CGGGAGCTTGGTAGCTGGTGTGTCGCTCAGATTCTCCAACATGTCCAGAGAGCAGGAACC
GCCATCTTAGAGAACGTGTCAGAGAGCGGAGCTGAGCTGCCGGGCAGCGCAGGCCGTCTG
CAGAATCCGGGCCACGCTCTGGAGGCGGGCTGGTTTTTGCTGCAGTTCAGTGCAGAGACC
GGTGACAAAGAGATCCAGAAAACTGCTATTGAGAAGTTCATAGAACTCCCACTGGAATAC
GGCTGGGACAGAGAGCACGGCGGCCTTTTCTACTTTCTGGATGTGGATGGTCACTGCCCC
ACCCAGCTGGAGTGGAACATGAAGCCGTGGTGGCCCCACTGTGAGGCTCTCATCGCCCTC
CTCATGGCCTACAGTCAGACCAAAAGGCCGGAGCTGCTGCAGAGGTTCCTTCAGGTTTAC
GACTACAGCTTCAGCCACTTTCCTGATGAGAAGAACGGCGAGTGGGTTGGTTATCTGAGC
CGAGAGGGCAGCACAGTACTGGATTTCAAAGGAGGACCCTTCAAAGGGTTCTTCCATGTG
CCTCGCTGCCTGCTCATGTGTGAACGCCTACTGGATGATCTGCTCCAAATGCATGATGAA
TGAACACTCCAACTGATTCTGAACATCAGCAAAACATAAATAAAGAGATGTCAAAGGCTA
ANAAAAAAA
>CL958Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTAACCCATTTTACTTTTAATAGAAGACATACA
CTTGTGCGTTTCCAATTCTTTGGGACCACTACACAAACGAACCCATACATACAACTGTCC
AAGGGAACAATGGCAAAGCATGGCTTGGCTAGTTTATTAGTCCAGAAGAACAAAACTAAG
GACTAGCTGTTACATTAAGTAGCTTTGTTGGTCTCATTAAATGCCGTGGGAGGAAGCGGC
TTTCAGTGCGGTTTTGAACATTTTACTGAGCGATGCCGATCACGCCGCAGGCCAAACGCG
CTCCAGCATTTCCAGTTTTAAGGCTTTCATCATTTCCACCTTTTCCAAGATCATCAACTT
TCTCATGGACCACCACAGTTCTGCCAACAATAGAGTCTGGACCTGAGAGTCTGATAAGTT
TGTCCGTGATATCTATTTTAGCAACGTTATTATCTCCTGCGGTCACATTTCCCAGGTCCC
CAACGTGTCTTTCTGCATCTTCAGGACCCCCGTGGTTCTTGTTGTATGGGTTGAAGTGAG
GCCCTGCACTGACGCACCCATTGGTGTTATCTCCATACACGTGGATGTGGAAGCCGTGCT
TGCCTGGTGTGAGGCCTTTGATTTCTCCAGTCACCTTCACAGGGGCTGAATCGCTCTCCT
GTTCAAAATTAACCACGCCGTTGGTTTCTCCTGTTCCTTTCAACACACAAACTGCTTTCA
GCACCATTTTTGATCAAGTCTCCTCGTGCCG
>CL959Contig1
TCGGCACGAGGGCCAGTTCCAACCAAGAGGCGGTAACCGTGGCAACTTCGGTAACAAGAA
CAGAGATTTTGGCAACAACAGGAACAGCGGGAGCTTTGGCAACAGGAACGGGATGGACAA
GGCTCAGGCCTTCAACCAGAGCTGGCAGCAAGGGTTCTGGAACCAGAAACCGTGGAGCCA
GCATTATCAGCCGGGATATTACTGAGAAACTTGTTCTCATGGACTGGTGGCCGACACGGG
AGAATCCACCGCTAGCCACGGAACATCCCAGCGCCCCGCCGTTCCATTTCTTCTTATTAT
TTTTTATTTTTTTCTTAAAACCCCACTTTTAAAGTTCGCAAACCCGCCACAGACTGTCAG
ACTGAGAACACCGAGCAACAACATTCCACCGGAGAAAGCAGTCAGCAGGCGCGGGTTCCG
GCTCATCCCCCCTTCTTCTTTTTGTCATTTTTTTCTTTTCGAGCAGATTTTATATTTTCA
ACCACTTTTAAATGATTTTAAACCAACTTTAGTGGCCGACGTCTGCGGGGCAAATGTACT
GTTTCCTTCTGTTCAGTTTGTGTTTCATTTGTGCTTCTTTTCTTCTCATTTTTGAATTGT
AAATATATTTTTTTTGAGTAGTTTGTCAGAATTGTGAGGAACAGGACGATTGAAAGGAAT
CTGGCGTTTTTCTGCAGGGAAGCATGGTAGAATTTTCAAACATTTAGACTGTTTTCTGTC
TGTAGTTTGCTATTGAATCCTTTAAATTGAACAAAATTTAACACGTTTTATTTTTGGTTT
TGTTTACATCATCAAACCTGTATCAAACTTCATAGAGTTAACAATAAACATCTGGTTGAC
TTTTTTTTTTACATCCTTCCTGCCTTATGACTTCTACTTTTTTCAAAGGTGTGTTAAAGA
ACCTTTGGCTTAAAGGAAAACACTGGGATGGAATCTCTTAGGCTCCTTATTGCTCCATTC
AAGTATTGTAGTCATTTGTAGTTTTTAGCTCCTCTAATGTTTATCACCTTTCGGCCATTT
TCAGGATAGAACGAAGCCATTTTTGCTCTTTAAATTATGGCTTTTTTTTGAAAAATATGT
CTCCATTTATTTGTTTTTTTAAGACTTCATTCTCAGGAGAAAATGTCTTCTTTTTTTTCC
TTTAGCCGTTCCTTTAGGTGCAGTAGAGTAATTAGTCTCAACACTGACCCCGCCCCTCTT
TACCACAAGCGCTGGATTTGGCACAGGAAGGGAAGTAGCTCATTTCCACCAGCAAGTTCA



AGGGCTACAGAGCGTCCCACCTCCGCTTTATTGTGCAAACTAAAGGAAGTGGCAGCTTTT
CTTTTTTATTATTCCTGAGGTATCTTTATTTTGAAGTGTTGGGACCCTTTCCTGTCAATA
GCTCCCCAATTTCAAGTTTCTAATTTTTTTTTTACCCTGTTAAAGCAGGATATGAAATCT
CACTATAGTAGAAACTACATTTTGATGTAATTAATATGAAACCTGTAAATACTAAAATCA
CTATTTCAGTCCTGCATGAATGTTTATTAATGAACTTGCTAATAAATGTGGTTGAAGGAT
CAGCTTTCCCCCTTTTTCTAAGCTTTGTGAAAGTGTAAATGCTTTAAAATTTGCAGAATC
CAGCTTTGGTTTTACAGTAGAACCTTCAGATTTTTTGTGTTGCGGCTTTAACTGATCAAA
CAGAAAGAGCAGATGTTTGGTTTTGTGTCTTTTTCTTCTAGGTGTAACAATAAA
>CL960Contig1
CTTNCAAAAAAAAAAAAAAAAAGACAAACACGTAGAGACTGGTCTCAGAACCAACACATT
TGAGTCAAACACATACATGAACCCAATCTCCAGCTGGGTACGTTTTTATTATAAATCACT
CCAACAAGGCTTCAGATCCATCACAGATCTAAAAGTAGTCAAGTCCATTTCTAGGATATA
AAACAGACCAGTTTGTGGCTCAGGATCCGTTCCAACTCGATATGCGCTTCTCTATGGATC
ATCAATCGGTTACGACACTAGACTTGTGTTCACGCACAAGAATGAAGGTCAGAAAAGATT
TGCTAAAGTTCTTTTTCATACCATTTCACCGACACGAGTGGCTACAACCAGAAAAGGTCA
GCAGTAGATGGGCTCTGGCAGGCTGGAGGTCATGTATTCCTGCTGTGCGATGAAATCTGT
AGACTGCCACTGGCACTCAATGAGTGAGTCGAACAGCTCCTCGCTCAGCTCCATGAACTT
CGCGTTAGCTCCCACCACATCCGGCACCAGGCCTGGATCTTCCAGCAGCTCCTCCTCCTG
AACCTCCTCGCTTTCCTGTTGGGTGGCATACTGCGAGTAGTCATACTGAGGGTAGCTGTA
TCCATACATGGCCGCAGTTTGGTCATATCCCCATGAGGGGTAATACCCAGGGTAGGCCTG
GTTCTGGTACTGGTTGTACTGGTCGTAGCTGTATCCTGAACTGGACGGCCACGTCTGCTT
CTGCTCAGACTGCTGCGGCTGCTTGTTTCTTAAGTTGTTAGCAGCGAGGCTCAATCGTAG
AGGTTTGCTGCCGAGTCCCATGGCCCCCTGACACTCCTCTAAGGCTCGCTTCTGAAGCCG
CTCATCTGGAAACTGGACGAAGCCACAGCCCTTTGAGTTTCCCATGCTGTCGAGCACCAC
TTTTCCTCCGCGGCAGGATGGGTAGCGGTTGTAGAAGAACTCGTAGAGCATCCCATCATC
CACCTCTGGTGTGAGATCACCCACAAACAGAGAAAACATGGGCCCTGCTTCTTGTTTGCC
AAATGTAGCCCGGTTTAACTTGAATCTTGTGGGCGGGTTGGCTCCTGGCAAAGATTTGCC
GTTGATCTTGCGCAGACATCTCTCAGCTGTGGCCTCGTCGCTCATCTCCACAAAGCAGTA
GCCCATCGCCCCCCCCGTCATCTTGTTTCGTATGATCCGTACGTTGACCACCTGCTCCCC
CATAGTGGAGAACGCTCTGGTGATGAACTTCTCGTCCATGTAGGAGTCCAGGTTTCCCAT
CCACAGCGTGCTCATGGTGGCGGCTTCCTGCGCGTCCTACAGTTAACTTTTAATGCTTAT
CAAGCAGAAAATGAAACTGCGGGTATCACCAATTTAACTTAAGACCCGAAACAAGCACAA
TGCTACTGTATGGCGTTCATGGAAAAAAAAAAAAAAGTTCCCC
>CL961Contig1
TTTTTTTTTTCCAACTTTTAGAGATATTTATTTCAAAGAACTGAATCAATTATTTTCCAA
TCAATTATTTTCAAATAAACAATAAGACTTGGGCTTTGCAAGCATTGTTCTCCACTTTTT
CTTTCATTTTAATCAAACAGAAATGAATTATTTTTTTATTAAAGAAACAGCTTCTTCCAT
CACAAGGGCAGCCAGGTATTGGTCAATGTTTTAAATTTTTAAGAATTCTTCTAATTTTCC
CACTTCAATTGCATTCTCAAATGCTTCGAAATCTCCACAGTAATTGGAACCGTTGGCTAT
TTGAGGAGGCATTGCTGTTGGGTTGTTAGCGATTTTCCTCATCAAATCCTTATGTTCGGG
TTTCTGTGTGATGTCGATAGATTTGTAGGCGATTTTCTTGGAACTTAGCACAGAATTGAT
CCTTTCTTGACGCTTCTTCACCTCCAAAGAACCGCTCACACTGGCATAAAACACGGTCAC
AGACATAGCTCCTGCTCTGACGGTTCCAACCCAGCCAAGGCAAACACAGAATTAGAAATT
ATGACCTGATGAGGGAGGGTTCCAGGATCCTGAATGCAAGTATGTGGTGCCCTCGTGCCG
A
>CL962Contig1
ATTCGTAGGTTTATTTCATACTCCTGGTGGAAAAAAAAAACAATTTACGAGAAAGAGATT
TTTATTTGCATTTTCTTGAAATCCAAACAGTCAAATTGCATGCAATTACATTTCAAACAA
GGTCAGGTTTCATGGAAAAAAAACAAAAAAAAGCACATTTTCTCAAGAGTTTCCACAGTA
GNGCANGGTNGTTACCTTTTTTTTTTAAACATTATTTTAAGNGAAGTAAACCAGGACAAA
NACGGTNCTTTCCTTTAGGGGGCCAACATCANAGCCAAGCTNGCGCANAGGACCNCATAC
NCGTTGAAATCGACAACGCCTTCGCCATCCTCATCCAGCATTTNGAAAAACTNGNCCATT
TCNGCTNGTTTNGGAGGANCCCCNCCAAGCNGCNCTTTGAGCAAATCNGNGAGTNCCTTC
TTNGNCAAAGTTTTNGCATCNCCTTCTTTCCCAGCANACTNGTCAAAAACTTNCCNCAAA
ATNGCNATNGCCNCAAANATNGNAGNCANGGGGNCAAAAGTTNGCGGNACTNGCTNGACC
AAAGGANCCNCGGGC
>CL962Contig2
ACTAGCTTTGGTCAAGCAAGTCCCGCAAACTTTNGACACCATGACTACAATCTTTGAGGC
AATCGCAATTCTGAGGAAAGTTTTTGACAAGTATGCTGGGAAAGAAGGAGATGCAAAAAC
TCTGACAAAGAAGGAACTCACAGATCTGCTCAAAGAGCAGCTTGGAGGGGCTCCTCCAAA
ACAAGCAGAAATGGACAAGTTCTTCAAAATGCTGGATGAGGATGGCGATGGCGTTGTCGA
TTTCAACGAGTATGTGGTCCTATGCGCAAGCTTGGCTATGATGTTGGCCCCCTAAAGGAA
AGAACAGTCTTTGTCCTGGTTTACTTCACTTAAAATAATGTTTAAAAAAAAAAGGTAACA
ACCATGCACTACTGTGGAAACTCTTGAGAAAATGTGCTTTTTTTTGTTTTTTTTCCATGA



AACCTGACCTTGTTTGAAATGTAATTGCATGCAATTTGACTGTTTGGATTTCAAGAAAAT
GCAAATAAAAATCTCTTTCTCTAAATTGTTTTTTTTTNCC
>CL963Contig1
TTTTTTTAATGCAAAGCTCTACATTTTCAGNGNGGGCCAAAACTGTGTGGTTGCACAGGA
TANACAGGAATGTTGTTATTGGGAAAAGGGTCTCTTTGGGCCCAGCAAACAAAAGGCAGA
TTCAATCCATGTCCGAGCCCATTCATGCATTCGTCCTGTGCTCATCAGTATTTGCCAAGC
TCACACTGAGCAGCAATAAAGCCATTCTAATTAGCGGGTTGTCCGCTCGAAACAAGCCCC
CTCTTGATTTGAAAATGGGTTGCTTTCTCGTAGTTGGTCCACATTTCGCTTCCCCGGCAG
TTCCTGCTTCATAACATTTTCAAATGCATGTCTTCCTCGTCCGCAGCCTCCTTTGGTGAC
CGTTAGTTGTTTTCCTGAGAAACTGCGGTCTCAAATGGAGTCCTTTCTCCGTATTTGCTC
CAGAAGGTCATTTTGACTGTGTTCTTGTGTCCTGTCCGTTGGTCAAAAGTCTGGCAGGTC
TCAAACGGGGGGCTGTACAGGTGCAGACTCACTGCACACTCTGTGTGGCTGACATTTTCC
ACGCGATGCAGACCGATGGAATCATTGATGTAAGCAACCTTGTTTTCTTGGAGGACTCTC
TGGGACTTTGTGACCATGTCTCCCTGCGACTTGCCGTCCGGCCAATGAAAAAGCGTCTCC
TTGAGCTGGCCCTGCAACAGCTTCATGAAACAGTGGGAGTTTGTGTGATCGTGGATGCTA
CTTCCATGACCTTCACCCCAGCAGAGAATCATAAGATTAAACTTGTCGTTGCCTTTATCC
ACCAGGTTCCTCGTGTACCTGTACTGGTCAAACTTTGCATATTTCCTCCACTCGTGAGGC
TTGCTCTCATAGGACTCCATGAGGTTCTGCACCTCCTCCACATTGATGCGGTCGCTCTGG
AAGATCTGGTGCAGAGTTTTGATCAGCTCGTCTAGAGTTTCGGGCTTCACCAGCTCGGTT
TGCTCCATCTCTGTGCTGCAGAGGGGTGGGGGTGGGGGGTTCTCTGTCCGCGTGCGTTCC
ACTTCGGCCTCAGGGAAACTACTACTCAGTACTTGTGCCCCCGGCCATAAGGCCCGGGTT
AA
>CL964Contig1
CCTACTGGGAAACGCAAAGCCAACTTTCAACCAGCCGCTCCTCACGCCCAAGAAGGATGA
AGAGGAGAGCCTGGCGCGACGGGAGCAGGAGGTCCTGCTGCGCCGCCTCCAGCTCTTCAC
CCACCTGAGGCAGGACCTGGAGAGGGTCCGGAACCTGACCTACATGGTGACCCGGAGGGA
GAAGATCAAGCGCTCCCTGTGGAAAGTCCAGGAGCAGATCCTGCAGCAGCAGGTGGTCCT
GCTGGACCAGGAGCTGCTGAACGGCAATCCTTCGCCCAAAGACCTGGAGAGGGTCTTCTC
TCTGGGCTGGTTGTCCTCTCAGTCCAGCTTGTCCCCGAGTCTCCCTGAGCTGCAAACCAA
GTCACCGAAGCAGAGGAGAAAGACGAGCAGCGACCGGAAGAACCAGTCCGACTCCTCTCA
CACCCAAAGGAGAGAAAATCAGGCCAAACCCGTGGAGATGAAGGACAGCAGCAGCTGTCA
GCTGGGAGAAGTGGTTCCCGCTCAGGCAGGAGGCGGAGCTCCAGTCCAAAGCGCTGAAGT
CAGCAGGGAGGGGTGGAGCTCCAAGCTCGGGAGGCCAGACGTCATCCAGGAAGCTGTAGT
CCGGCTGCACAAGGTGGAAAGCAGGAAGGCTCTGAGGAGGGAGGCCCCGCCCCCTGAACA
GGAGGAGCGGGGGAGGAAGAGGAGAAGCGAGGCCGCGGACGGCTTTGCTTGTCCGATGAA
GAACAAGCTGGGGTCAAAACACCTGGAGAAAACCGTCTCCATCAGGCTGGTGGACATCAG
GAACTCTGACTCAGACGAGTTCTTCATCGACGAGGGCGTGGCCAAAAGAGGCCCCGCCTT
CTCAGATGTGACGCCAAACTCTAAGGTCAGCAGGGCCAGCGTGGTTTTAGACGCCGCCAC
TCTCCCGAAAGCCAACGTGTGGCTGAGAAGAACACCCATCGATGGCGCCCACGCCCCCCC
GGGGGCCGCGGCCGGACACCTGAGGAGCTGGGGGAAGTTCCGGATCCCCAGGCGGGGCGA
AAGGCCTCCGGCTGTGGCGTGGAAGGAGGCGGCGGAGCCACACAAGCCTCTACTGAGGCC
GCTGACCAACACGCCAGAGCCCTCCTACCCCAGAACACGACTGCGCACGGGGGCGGAGCA
TGACGGGTACCCGCCCGACCCCAAAGGAGGTCATGCGGAGCTGGAGCCCTGCCTGAAGCG
CTGCCACTCCCACGAGCTGAGGGGCGACGCCTCTCTGGGGCGCCGCTACGGCTCAGACAT
CATCCGCAGGGGCGTGCTGGCCTCATGATGAGGGGGGGGGNTCCNNTANTNTTTGTACCG
NTTTTTTTCANTAAANATNACAAANTG
>CL964Contig2
CACCTCCTTTTTTGCATAACAGCAGTGCAGCGGCGGGCGCTGTTTCGAAAAACGCCGTTC
CTGTTTCAGTGTAAAAAATAACTCTTCGCCTGTGCCGTCCTCTCGTAGTGCAAACGCTTC
AAATAAGTTAGGCACATGGCGGAAACCATCGCGGCTCCTTTACACGTAAGTGCTGTTGCC
GGGGAAACACTGGCCGCTACTCTGACCACCCGAAAAGAGACGTAAAAGGACTTCCTGTGT
TTGGCCCGAGACCAGACCTGGACGACCCAAACACTTAATCATGGCAACCTGTGGTCCCAG
GAAAACAACCCGCTTTTCCCTGTGATGAGCCAGCGTTTCCATGGCAACGTGACATCTTTC
TACTCCTTTTCTTTGGGAAAACGGACATAAACAGAATCTAGCTCAGCTTGACATTTATGT
TACGGATAAAAAATAAATATCTGCTCTGGTCTGAATCTAGCATTTTGTCATCTCTAGTGA
AAAATAGCGGTACAAAGAGTAGCGGACCCCCCCCCCCTCATCATGAGGCCAGCACGCCCC
TGCGGATGATGTCTGA
>CL965Contig1
CGGCACGAGGGCACTGAGGAGCTGAAGCTGAAGTACTACAACCTGATGATTCAAGTGGAT
CAGCATGAAGACTCCTACCTGTCCATATGCAAACACTACAGGGCTATTTATGACACCCCC
TGCATCCTGGAGAAGAGCAGCGAATGGCAACAGGCCCTGAAGAGCGTGGTTCTGTATGTG
ATCCTCTCTCCTTATGACAACGAGCAGTCGGACCTCGTGCACAGAATCAGTGCCGACAAG
AAGTTGGAGGAAATCCCTAAATACAAGGATCTTCTTAAGCAGTTCACTACCATGGAGTTG
ATGCGCTGGGCCTCCTTGGTGGAGGACTATGGGAAGGAGCTGAGAGATGGCTCACCGGAC



AGCCCAGCCACGGATGTGTTTTCTTATTCAGAGGATGGGGAGAAGAGGTGGAAAGACCTG
AAGAACAGAGTTGTGGAGCATAACATCCGAATAATGGCTAAATATTACACAAGAATCACA
ATGAAGAGGATGGCTAATCTTCTCGACCTTTCCATCGATGAATCAGAGGAGTTCCTTTCC
AGCCTGGTGGTAAACAAAACCATCTATGCCAAGGTGGATCGACTCGCTGGCATCATCAAC
TTTCAGAGACCCAAAGACCCCAATGATCTGCTCAACGATTGGTCACACAAACTCAACTCT
CTCATGTCTTTGGTTAACAAAACCACACACCTTATTGCCAAGGAAGAGATGATCCACAAC
TTGCAGTGATACAACAACGTTCTTTGTTTTCTATTTTTGATTCTGCTGGGCACCCGTACT
TTTGAACACGCAGCAAACTGAGCAATGTTTGACTGCAGCTCAACTGGAGTCTCAGAATTG
AGGAAAAATAAGACACATCCTTTCAATAGTGTTTTGTTTTTACTGTGTAGTAACGCAAAC
AAATCTTTCTGGTTTTCATTTAACCCAATGACCTTTGCAACCATTTGATGGAAAATTACA
TCCTCGTTTTTTTTTTTCAATTGCTTTATGAAAACGTGGTTCAGCCTGTTGTTTTCATTG
TGTACTGTACTTAGCAAGGCAAACAATAAACTTGTTTGGTGAACTTGTTTTAGCTTCAAT
GTTAATGACAATAAACTGA
>CL966Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTAGCTTTAAAATACATAATCTTTATTGTGAGAC
AAGGTTCCATGAGATAATTACAGGTCTGCGATGGGCTTGTGGGGCCAGTAAGGATATTTG
ACCTTGTCCAGTCGGGTCTCAGGGAAAGCATCGCTGAGGTCGTCCATGGTCATCTGGTCA
AAGGGGATCATGTTCTTAAATTTAGTGAGCTCCTCTTCATACTGAGCAATGCGGGCCTTT
GATGCTTCCACGTAAGCTAATGCGCTTTTATTAGCCTCGGCCTCCTGTGCGTTGATGGCG
CTGGTCTGAGTATCAACAGGCTCAGGGATTTGCAGCGCTTTAAACTTCTTCTCAAACTCA
TCAACCATTCCAGCTTTAGCCACTGCACTCCTGTAGAAGCTCCAGTCAATAGCAGCAGGA
GTTTCTGGCAAAGATGCTAGTTTGGCAGAAATGGCATCACTGCGAGTCTTCAGAGCGTTG
AACATGCTGCGCTGGTTGGGCGGGACACGTTCAGCAAACGCCAACCAGTCGACGGCCTTC
AGGGCAACGCGGCGGCTCGCCATCTCCACGGTCTCACTGCGATAAGCGTCGAATGAACAG
CACGGAGCGCCGGAAGTGGCCTTTCTCCCC
>CL967Contig1
ATAAAAGCGCAAAGCGGAAGTACAACCTAGAAGACTTCCGGGTCGCTGACAGATCAACAA
TGCAACAGCGGGAGGAGAAGCAGCTGGAGACGGCGGTGGAGTCTCTCATCTCCCGGGTGG
CTCACGTTAAAAACGCCCTGAGCAGCTTCATCTACAAGCTGGAGAATGAGTACGAACGTC
TGACATGGCCATCTGTTTTGGACAACTTTGCTCTCCTCTCGGGTCAGCTGAACACCATCA
ACAAGCTGCTGAGGAACGAGAAGACCCCAGCTTTCCGGAGTCAGGTCATCATCCCGCTGC
TCCTGTCTCCTGACCGGGATGAGGATTTAGCTAAACTCACAGAGCAACGCGTCCCGGTGT
TCAGTCACGAGATTGTGCCAGATCACTTGAGGACCAAGCCTGACCCCGAGGTGGAAGAGC
AGGAGAAGCAGCTGAGTGCAGAGGCGGTCAGGATTGGTCCTGAGTTGGCTCAGAAGCATA
TCCAGGCTCTGAACAAGCTGTGTTCCAACCTTCTGGAGAAGCTGAACAACCCTCGAGAGG
ACAGAGAGGGAGATGCTTCTGCAGTGCGGCAGAACAAAGCGTCCTTCAACCCCACAGACA
CCAGTGCCTTGGTAGCAGCTGTGGCTTTTGGGAAGGGACTCTCCAAGTGTAGACCTCCTG
GCCCTGTGGCCCCTGGCCACCCAGGGCAGGGGCCCATGATGAGCGGAGGTCCAACGTTAC
AGCAGGTCACTATTGGTGGCGGGTCAAACCAGCAAGCAGGTATGGGAGGGCCTGGGGCCC
CCCAGCAGCAAGGTCAGCCAGGAAAAATGCCAAGCAGCATCAAGACAAACATCAAGTCTG
CATCGGGTTCCATTCACCCTTACAACCGGTGATCTCCCCCGCCCGCCTCTTTACTGCTCA
GATGCAGGAACATCAGTCTGTTACTGGGTCCACCTTCACGTCCCCCTTTGAAGCTCTCTA
TACAGCCACTAGGTGGCAGCATGGGATCCTTTATGGCTAAATCTAACA
>CL968Contig1
GCTATTGAGGAGGATGCTGAGNACAGAAGAACCAGAGNAAAGAGGCTTCTGAAGATGAGG
TTGAAGTCGAGGAAGAGGAGGGAGAGGACAAAGATAAGCCAAAGACGAAGAAGGTTGAAA
AGACCGTATGGGACTGGGAACTGATGAACGACATCAAGCCCATCTGGCAGAGACCGTCTA
AGGAGGTGGAGGAAGATGAATACAAGGCTTTCTACAAAACCTTCTCTAAGGACAGTGAGG
ATCCTCTGACTCACATCCACTTCACGGCTGAGGGGGAGGTCACCTTCAAGTCCATCCTTT
TTGTGCCCAGTGCTGCTCCTCGTGGCCTCTTTGATGAATATGGCTCCAAGAAGAACGACT
TTGTCAAGCTGTTTGTCAGGAGAGTTTTCATCACAGATGACTTCAATGATATGATGCCCA
AGTACCTCAACTTTGTCAAGGGAGTGGTGGACTCTGATGATCTTCCTCTGAATGTGTCCA
GAGAAACGCTGCAGCAGCACAAACTGCTCAAGGTCATTCGCAAGAAGCTGGTCCGTAAGA
CTTTGGACATGATCAAGAAGATTGCTGAGGAGCAGTACAACGAGAAGTTCTGGAAGGAGT
TTGGAACAAACATCAAGCTGGGTGTTATTGAAGATCACTCCAACAGGACCCGTCTGGCCA
AGCTGCTTCGCTTCCAGACCTCCAACAGCGAAACAGGCCTGGCCAGCCTGGAGCAGTATG
TGGAGCGCATGAAGGAGAAGCAGGACAAGATCTACTTCATGGCAGGAACCAGCAGGAAGG
AGGCGGAGTCTTCTCCGTTTGTTGAAAAGCTGCTGAAGAAGGGCTACGAGGTGATCTACC
TGACCGAGCCTGTGGATGAGTACTGCATCCAGGCTCTGCCCGAGTTTGACGGCAAGCGCT
TCCAGAATGTGGCCAAGGAGGGCGTCAAGTTTGAAGAGAGCGAAAAGGCCAAAGAGAAGA
GGGAGGCCCTGGAAAAGGAGTTTGAGCCTCTCATGACTTGGCTGAAGGACAAAGCCCTGA
AGGACAAGATTGAGAAGGCGGTCCTCTCTCAGAGGCTGACTGACTCCCCGTGCGCCCTGG
TGGCCAGTCAGTATGGCTGGTCAGGAAACATGGAGAGAATCATGAAGGCTCAAGCTTACC
AGACAGGAAAAGATATTTCTACAAGTTACTACGCCAGCCAGAAGAAAACATTGGAAATCA



ATCCCAAACATCCTCTCATCAAACAGATGCTCGGCAGAGTAAATGATGATGCAGAAGACC
AGACCGCTTCAGATCTGGCCGTAGTCTTGTTTGAGACGGCCACACTGCGCTCCGGCTACC
AGCTGGCCGACACAAAGGCTTACGGAGACAGGATAGAGCGCATGCTCAGACTCAGCATGA
ATGTACCTCTGGATGAGCAGGTGGAAGAAGAACCAGAGGAGGAACCAGAGGAACAAGCAG
AAGACGACTCTGAAGCCAAAGAGGAAGTTGTAGATGATGATGATGAAGATGAAACGACAG
AGAAGGATGAACTGTGAAGCACTGCATGGGAGAACGTGGAACAGTGAAGCTGAGAACTGA
AAACCAGTGGTTCTAGTTCTGCTGTGGTTAACGTTACCCTGGGTGGGTGGGGTTTCTGGG
TTGGGGTTTTTTAAGGCAAGCATTTGTTCATTTTCATTCTTTTTTTTTACATTCCCTGTG
ACTGTAAATTTTGTTAATATTTAACTGAATTCTTTATGGAAAAATACGATCCCGTATTGA
TCAAATAAATGTTTCCTANNNNAAAAAANNNNNAAAAAAAAAA
>CL969Contig1
TTTGATAAATTGCTTCGACCGTACAAAGTGCAAAAAAAGCAACTGCCTTCTGATACGTCT
GATACAATAAAAATGAATGGCATAACAAAAGTTATAACAAAGTTATTAAAGCACCATAAG
CTGCATTAATGTGAAAATAAACATGTTAGTAACCTTCAAAAACATAGTTTGGAGTAACTG
ACCTGGTTGTCTATCTTTGCCTATCTTTAATTTTCTTATGAAAACCTTTTTTAGCATATT
TTTTCTGTTTTGTGTGAGATAATGACACAGAAAGGGGAGGCACTTTAGATGTGTTCCAAC
CAACAACTGCTGCTATGGTTACGCGTCATCACCCCCACAGAGCAATAGTAAGGCCTTGCG
GTAGTCTCCACCAGTGTCTCCCTTGATCATGGAAAACAGGGAGCGAGCAAACAGCTTTCT
GAACTCAGCTCTGATGTCCAGCATGTCCACCTCACCACGAGTCACCATCACTCGAATCAG
GGTATCATCGTCAGTGCCTGCACCTTTCATGGCATTGTAGAGGGTCTCAGCAAAATAGGC
TGGTACGCTCCTGGCACACTTCACAACAGCTAAAAGCAGATCTTTTAGGCTTCCAGATGT
TTCTCTCTTGATGCTCTCCTCTATTTCATATCCAGACAGCTTCATGTATGCATCAAACAC
TTTCCTCAGGTGTTGTGCACTGCGGTTGCCCAGGAGGGTAACAAAGGTTTGTTCGTCGGT
CCCAAACTTCTGTTCTCCTGCCTTGAAGAGAACCTGAGCATCATTCTCAATGTCTCCCTC
CTGAACCCCTGTCTGCCGGTTTGCCTGCAGCAGAATAACCAAAAGTCTCTTGAAGTGACC
TGAAGTGTCCCCACATATATCCTCCTCCAAGTCAGCATCATACTCCTTTCGGTAGGCAGC
AATGATGTCCTTCACCTGCTGAGGTGTTCTGGAAGCCAGTATCTCCACCAGTACCTTCTC
GTCTGTCCCTGCCCCCTTAATGGCATTTCGAAGGGAAACCACATCATAAGCAGTGGGAGG
GGTCATCAGAGCCACGATCAGGGTCTCGAATTTGCCACCAAGTTCACCCTTCAGGTCGTC
TATCAGATCCTTTCCAAACAGAGTCTTGTAGGTGGCCTTGATCTCCTGTCTCTGGGCGTT
GCTCCGAGCGCATACCAGCTGTAAGATGGCATCCTCATCGGTCCCTATCCCTTTCATGGC
CTTGTGCAGGACCTCTGCATCTGCACTGGCCTTGAAGTTAGCAGCAGCTTTCACGGTTCC
TTTGCTAGCCATTTAACAGTCTTTAAGGCTTTTGATCAGCTGAGAGAAAGAGCTCGCGGA
GCTGCAGCCGTCAGAGAGCGGAGAGAACCGGCGCGGCGAGAAGCGAGAAGGGAAAGAAG
>CL970Contig1
TTTTTTTNNNAAATTTTTTTTTTTCAACAGAAACGTTGTTTTATTGAAATCTTCAGAACA
GAACTTAAAAGCTGCAAGTAAACAAAGTGGAACCCTAAGGGCTCCAGACACCTGAGACAG
GTCAGGGCCCGGCCCAGCAAAGGAAGCTGCAACTTTGGCCGTCTCCTCTGGTTCTGAAAG
GTCACCGGATTCAGAACCGTTCAAGTGGAACAAAGCTGCATAAAGGGTGGGGCTGCAGAA
CTCCTGAACATCTCTGGGGGAGTGGAAAGAACAAGTGAAGGCCACAGATCGTCTCCCCGC
CTTAAAAACCAGCACCGGAGGCTCGCGGCCTTTCTGAACCAGTAAGCTATACGACGTCGG
ACGCCGCTGCAGCGTCCATCCGCTGGACTTTAACCGGGGTTCCTGTTCCTTCTGGGTCCT
CCATAACCCCGGCGTGGGCAGCTTGGGGGCCGGGCTCTGCGAGGGTGGGAAAGTCCAGCT
CAATGTCCATGATGTCCCCCAGGTCCAGCTGCTCTTCATTGTCCTCCTGGGTGCCGTTGT
CTGTGGGGGGGTCCCAGGCGTGCAGCTTGACCCTCCACAGCTTGATCTGCTGGTCCCAGG
AGCGACGGCTGTACTTCCTGAACTTGTTTGGGGTCTTTGGGTGAATGCCCGGCTGACGGA
GGTGTTTTGGGACCTCCCTTATGTAGCGGTCGTAGGCCAGTGTGTTCTTGCCGTAGCTGA
TCTGCTTCTGTCGCCGCAGCAACACCCCTTCATCCGTCTCCAAGCTTTCTTCTTCTTTGG
AGTCGCAGCTCCCAGATGATCCAGAGGACGCCTTCCTCTCCCTGTGGGGGCCGTCTGCAG
CCAAGATCCTCCTCCTGTACCGCTGCAGGTCTCTGTGAAGGTCTCTCCTCATCTCGTTGT
CCTCCACCTGACTTCCCCAGTCAGATGACGCGGCGCAGCGGGACACGGGACCTGAACTCT
CTGGGGTGGTAAAACTGGAATGTCTCCCTTCTGTGCGCTCATGCTCGTCTGTGCGCTCAT
GCTCGTCTGTGCGCATGCTCCCGTCTACGCCTCTCTTCCTGCAGTGGGACCACCGGGACG
GACCGCTCCGGGTGTGTTCGCGGCGGCTGCTGGTGGCGTCGGTCCGCCGGTCAGGGGTTC
TGGTAGACATGATCCGGTTCTGCGGGAAAACTGCTCGTTTGACACCAAAACCCGAGTTGC
GCCAAGCACAGAAAACAAAAACCCGCGGCGCGCCAAACACAAAGACGAGTGC
>CL971Contig1
GAGTGATGCACCGCTTTGATTAGTCTATTGATGACACGCACNTTCTGGGTGAAGTCCGGG
TCATCTGACTGCACTCTGTGTGGGGGTGCTCCAGTTGCATCTCCCCGTGTTGTGATCCAG
TGGCCACCATGTTGGTTTGCAGGTCTGGTGCTGCGTCGGGGTCTGTGAGCACGCAGCTTC
ACCTCACCGTCAGGGTAAAAGCGCCAGTAATCAGAAGCTGGCGGTGTGCTGCGGCGTCGC
ATGTGCTGTGCTTCAAAAAAGCTGGGCCCCCTCAGCTGAGGGTCCTCTCTGACGACCTCA
GCAAAGGAGCGTCGAGGGCTCCCATCTGGATGACGTAAAAACGTGCTCCTGTCTCGCTCG
AAAACACGGCCTCTCCTGCTGCCTCTCCTGGATTGGACCAGAATCCAGTCATTTTCATGA



GGCCTCGGTGGCATAATGGCTCAAATCACCCTTTCAGACTTAGCTGCTATATGCTCATTC
AAAAACAAAATGGAGGTCGAGGCGTGCTTTCACCGACGAATTCCGGTTTATTACTGGAGC
GTTCAAGTAAAAAAGATATATATATACAAGCCGAAGTTGCAACGTTTCGAACAAAGAACA
GTCTTCATCAGGCAAAAGGCTTTGAATAAATGTATACAGAGTTTGAAAAACCTGTCAAAT
GCAGCTGTGCTCCAAGTCTGATCTGCTCCGCCTGGAGTTCAGAGTAAAATGGACGTTCAG
GGCGGATCAACAACCATGATGCACCTGGGGTCCTCTGTGACCAATCGTTCCTTGTCTCCG
GGCAGAATGTCCCCTTCGCTGGGCCGGTGGAGTGTTGGAATTTTACAAACTCGGAGGGTT
GCATTCAATGGCACTCGTAATTTTAAAATTTCACATAAAACAATAAATTTAAGCTTATTT
GAACTGTAGAACATGAAAATATATAACAAATGAAACAAATTATTCTCAAACCATCTTAAT
TAAAATGTATTTCCTGTACAATATACATTTGTATGAATTTTAGTGACCAATTTTCTGGGT
AACAGACTTAAACTTATAAAGAATTGCAGTTATTGGTGAAGTTCACCTCAGTAAAAAGTT
CTGTTGACCATCAGACCTTAATAAGAACATAAAACAGTATATACAATCATTTTTTTCAAA
TTGAAGTGGGTGCGTTTTTACAGCATGTCCTTCTGAATGGAGTTGGAGGATCTGAGGAGA
AGAGGAAGAACCTAGTGAAGAAGCAGAGGGCTCTGGCTGGTTAGGATTAAGAAAAATAAG
AACTCCAATGCTGTGAGCATGGAGTTCCTGATGCACTGGCCTTCTCTGTCCCCACCATGG
CTCCACCTTCATCTCCCTTGAATTATGTTTTATTTTTGTTTCAGGAATATCCCGCTCATG
AAGAGGTCGGTCTGGTAAGCGCTGCAGGTAAGTAGGGTTAGGGCAAAACATACAGACGCT
TAGGGTTAGGGCAAAAAATACACACACGGTTAGGGTTAGGGCAAAAAAATACCACCACCG
GTTAGGGTTAGGGCAATTA
>CL972Contig1
GCACGAGGATTTACATGAGTATTTGAAGAAAGCTGTGAGAACAAAGGAACGCATTGAGTC
TGCCTCCAGCTCTCTCCTCCCCACAGACTCTGCATCCTGACCAGAAGACCCCTGTCGGTG
ACCTGCTTTACTCGAAGGCCATTCAACGGACTGATTGGTCACACCCGAGGTGGACGGGCC
CCTACAAGGTTCTCCTCACCATGCCACCTACAGTACACATTGCTGAACGACCCTCCTGGA
TTCACGTAAGCCACTGTAAATTGCTGAGAGCCTACGAGACTGACATTTTGAGACGCATCC
CTGGTTGAAGTCCAACTACGAAGCCGCCGCAGTGTGACACTACTCCTGGCGAGGGGCGCT
CCCTGGTGTGTTTCCTCTAGCACTGCTCTCTTCCAGCTACAGTGAGCTTCGAACCAGCTA
ACATGGGTCCAGCTGTTGCTCGTGGTTTCATCTTGTACTTTTATTCCCTCTTCCTCTGGA
GATCTCACTCACATCATCAGTGAGGTCAAGGCCCTTAAATCACACATTTCTTCTCAGATG
ACTGACGCCTACTGGTCTGGGTCCCCACTTTATTGGTTTACTTCTGGTGGAGTGTACTGA
TAAAACTAGTCACTCCGCTTCTCTGTGTCTTGTTTTTATTTTTTATTTTCGTCACCTGTT
TGATTCCATGTGTCAAATGAATGATCGCTGTCAGGCCGACTCTATCAGCATTATGCCTAC
NATTAACCTGATTCGCATCCGCTCGTGGTTGAAACTGGTCTTTACAGATTTATTTTATTG
TTTTTCTTTTGTTTGATTTGATTTTCTTTATTTTTCTTTATTTCTTAATTTGTTTCTTGT
TCTATGTAACTTTAATTAATGATTTTGTGCCGAGGTTTGGACTGGTGATGCATGCGTATC
CTAACGGATGACTGCTGAAGGGCACAGAGTCGTTGATGAGTTTTGCCCTCCCTGACTGCT
CAATGAAAGTTTCACACAGATGGTATAAGTTTAGCCCTGGAGGTTTTCGCATCAACACTC
ATGTATCACCTACCACCTCTGATGTGCTCATTTATTCACGTTGATTTTATGTTTTCTTTT
GTATTTACATGTACCTCTAAACTTTTGTTTTCGATGCAGAGCCGATATGCTGCCTATACT
GAAAATATTTGTGAAATGGTATTTGGTTGATGATGACAGGAGTTCTGCTGTCTTTACACA
TATAATTCTGATATGACAAACAGGGGGGTATGTTAGGAATAGTTAGGAACTGCCTTTAAC
TTTTATTACACTAATGGTTTAAACTTAATTCACTGAGCATGTATTGTCATCTCAAAATTA
TATTGCATCCTAAGACAGCACAACCAAGCTATTGTCCTCACAGTTTCTTCTCATCCTCCC
TTTTTCTGTGCATGTTATCTGCTGACCAGGCCTCAGACTTATCTTCACTTTAGCCTTGGA
GCTTCCCTCCAGCAGTAACCTGTGGGCGTGATTTTCACACGAAGATCCTCAGACCATCTT
CTGAATATGCAAATGCAGGGTTTTTATACCAAAGCCCATCCCTGAGCTCGTTGGTTCGGA
CTTTGAATGTACCATGTACTTCTGTCTGTCCCCTTCGTGTTTGTGCGAAG
>CL972Contig2
CGGATGACTGNTGAGGGGCANAGAGCCGTTGATGAGTTTTGCCCTCCCTGACTGCTCAAT
GAATGTTTCACACAGACGGTATAAGTTTAGCCCTGGAGGTTTTCGCATCAACACTCATGT
ATCACCTACCACCTCTGATATGCTCATTTATTCACGTTGACTTAATGTTTTCTTTTGTAT
TTACATGTACCTCTACACTTTTGTTTTCGATGCAGAGCCGATATGCTGCCTATACTGAAA
ATCTTCGTGAAATGGTGTATGGTTGATGATGACAGGAGTTCTGCTGACTATCCACATATA
ATTTTAATATGACAAACAGGGGGGTATGTGAAGAATAGTTAGAAACTGCCTTTAACCTTT
ATTACACTAATGGTTTAAACTTAATTCACTGAGCATGTATTGTCATCTCAAAATTATATT
ACATTTGAAGAAAGCACAGCCAAACTATTGTTCTAACAGTTTCTTCCCATACTCCCTCTT
TTCTGTGCATGTTTTCTGCTGAGCAGGCCTCAGACTTATCTTCACTTTAGCCTTGGAGCT
TCCCTCCAGCAGTAACCTGTGGGCGTGATTTTCACACGAAGATCCTCAGACCATCTTCTG
AATATGCTAATGCAGGGTTTTTATACCAAAGCCCATCCCTGAGCTCGTTGGTTCGGACTT
TGAATGTACCATGTTCATGTCTGTCCCCTTCGTGTTTGTGCGAAGTAAAACCTCCACAAA
AGCTAAAAAAAAAA
>CL972Contig3
TACTTTCATTAATGAAATTGTGCCGAGGTTTGGACTGGTGATGCATGCGTATCCTTAGTG
GTGGCTGCTGAGGGGCACAGAGTCGTTGAAGAGTTTTGCCCTCCCTGACTGCGCAATGAA



AGTTTCACACAGATGGTATAAGTTTAGGCCTGGAGGTTTTCGCATCAACACTCATGTATC
ACCTACCACCTCTGATATGCTCATTTATTCACGTTGATTTTAATGTTCTTGTGTACTTGC
CTGTATCTCTACACTTGTTTTCGATGCAGAGCCGATATGATGCCTATACTGAAATTCTTC
ATGAAGTGGTATATGGTTGATGATGAGAAGAGTTCTGCTGCCTTTCTGTGCACAATTTTG
ATAATTTTGATATGATAAACAGGGGGGTATGTTAGGAATGATTAGAAACAGAATAGTTAG
AGACTCCCTTTTGCATTTTATTAAACTAACTTTTACCTTTTATTACATTAATGGCTTAAC
CTCGATTTACTATGTATTATCATCTCAAAATTATATTACACTCTAGACAGAGCACAACCA
AGACTATTGTCTCGCAACATTCCTTTAACATCCTCCCTTTTTCATCTTTGTGGGTTCTGG
CAAATGTCTGCAAGAGATCTGACACTTTAGGTGCTCTGACCTTCGAGCATCTAGCCTGCA
ACAGTCTGTGGGTGTGTTTTTCACACCATGATCCATCAAATGAGGTTCTGAATATGCAAA
TGCCAGGTATATATACCAAGCCCTTTTCTGAGTGTCTTTGTTCAGACTTTGAATGCACCT
TGTTCATCTGTCTGTAACCCTGCGTACAAATCTGTGGTCTTTGTGCGGAGTAAATCTAAA
AAAAAAAAAAAAAAAAAAGAAAAAAAACAT
>CL973Contig1
CAGTAACCGAACAACTCCTGGATGAGGAAGACCTTCATGTTGCCAGCTTTGCATACTCAT
ACCTGGAAGGTTTTGCCAGATCCACTACTCCAGACAACCACTTCCTCTCCACTGCCGCGA
ATGTAGCCGTGAAAATTCTGGCTCCTAAGTTTGGCCGTCTCAGCTACTATTACAGCAAAG
CAAAGCACATGGACTGGTTTGATGATGACTTCCTTATTGGTACAGCCACTGAAATGTACA
TGATAAGAAATGCAGCATACATGTTCCCCTCTGAGGTCATGATGAGTGGGAAGCTACATG
TAATTGGTAGAATTGTGAAGCTCCTGGATCTGGGTATGCGTCTAGAGGGACTTAAAGAGC
TGTTTGGTGCTGGCATCCCAGGATTTAAAGGGGATTATAGTTTCAGCGACTTTGAGGCTA
TCCTCAGAGTGCTTGACAGCTGGGAGGACTTGCCAAACAACGAGCCCCTCTTTACAGCCT
ATTCTCGTGCTTCTGGACAAGAGTGGTTCTATGCTGACGTCAGTAAAGATTTATTAAGGA
GTATTATCATGGCTCTGAATCCGTCTGCATGGAAAGGAAGTCCCCTGTGGGCTGCCATCG
AGACTTTAAAAAGTGGAGCATCGTGGCACTACTCGCGAGCTTTCTTGATCATAGAAGCTA
GTTACTTTCTGCCATCCACTCTTGGTCTTCCCGTGGAGATTAGCAAATACTATAATTCTA
TCACTGTGATGACTGTCAACGCTAAAGCTATTGCGAAGCCACCACCAACGCAACATCTGC
ACCAACTTTTGAATTCTGAAATTGAACTGGAGACAGACGGTTTTGCTGGTGTCACAAAGG
ACTTTTGGGTTTTCTACGGAGTCAACACAGAGCTGTTCCAAAGTGGATCTGAATTCCACA
ACAAAGTTCCCATCGGTCTACCATGGAAGTTCACAACCAAAGTCAACATTCCAGAAAAGA
AATTTGAATTGGAGTTCCCTCCTTGTACAAAAGAGATTCCACTTATTTCAATGAGAGCTG
ATGTGTATGCCATCTCAAGAAACATTGCGGAACCAGATATGCATAAGAGAACACCGATCA
TGCCAAATCCTACTGAATCAAATGCTGAGTCTCAAAAGCCATTTTGGAACCCTAACTATT
GGCATCCATCCTACAACATGTGTGCTGAGAGCGACATCTATGGTGTTGGCATGTGCATGG
AATACGATCTGAGGAGGCAGTATTATCATGAGGAGTTCCCATTGTACTATTTCTTAGGAT
ACAGCCACATGGAACTCAAAATTGTGCCAGTCAACACGACCAAAACTGTTGAAAAAATCT
ACTTTGAGGTAAATGCTGGCACCTTCAAACACCCAATAAATGCACAACAACTGCTCCAGA
GTTTGGCACAGCTTTCTAAGGGACGGAGCTCAACACCTGAAGCTCTGTTTAATTTCAAAG
CCTTGGCAATGGCTGGGAACCAGAAGCATGAGGGTTATGATGCTGCAGTGTACTATACAC
CCGAGGCAAATGCACACAGTACCCAGCTAATTGTGTCCCAAGTTGGAGCAAACACCAACT
GGAAGATGTGCGTTGACACTAGTGTGGATGCTCGTCCTAAGGCAAAGACACACCTTCGAT
GGGGAGCTGAGTGCCAGTCCTATGAAATGTCCATGACAGCTGGTGCTTTACATATGAACA
GTTCCAAACCAACATTAATGTCTAAAGTACAATTCGTCCGCATCCCAGAGTACATGGAAG
AGATGGGCAAAAGAGTGGAACGCTACATTCCTGGAATGGGTTTACTTCTCGGATTCTACC
AGGAAAATGAAAGAAATGCTAACCGGGAGGTGTCTGCATCCATTACTGCTGTCTCAGAAG
ACAGCATTGATGTGAATATTCAATTCCCAGAGTACACTGTGTACCGCAAGGCTGTGCCAC
TTTCAGTTGGTTTTCAGAATTTCCAGCACAACATGACAACACCACAATAGACAGCTTTGG
ATGAGCATGACGTTGTAAAGTCAACAAAGCCCAGATGGAAGCAAGATGTCTGATTCATTC
TCACAGACTTCAACTCACATCTCTCCACTGAGCTAAACATCAGGAACTTAAA
>CL974Contig1
TTTTNGATTTTCTGGTCATTTAATTACAAAAACGCACAAGATGCAACTTCCTCGTAGCAT
AAAATCCTAACAAAACAAACGTTTTCAGGGCATAAAAGCCTCCACATCCCCCCCCAAATA
ATAGATACTTGTAATGGGAAAATAAATCCTCCAAATGGTCAAATGAAACTGGAAAAGGTC
AGGACATCGACATCAGCACCACTAGCATCCTGATCAGGATAATGTGAGGCCCTCTGGAGG
GGGCGGTCTCATCGGCATGGGAGGCATGGGCATCTGATGCGGCATTGGCGGAGGGCCTGA
AGCCCCGGGTGGAAGAGGAGGAACCGACATCCCTCCAGGTGGAGGAGGCATATTGTCACC
TGGTTGGCGAGGTCCGCTCATTAGAGGAGGGGGGTGTTTCATACCAGGAGGTAGTAGATT
ACCTGACTGAGAAATGGCTTTCTCCATTTTAAAGTGGAATTGCAAGAAGAACTGTTTAGT
CTCCTTGTTCCAATGGGTCCAGAAGCGGGTTTCTGCTTTATCAATCTCCCTGCTGGGTAC
CTTGAACGCAATTGTTTCATATGGCTCTGCAGCAAAAAGCAGGTACTGCCAGCGGCGATC
AGGCGGCTCAATGCGCTGTTCATAAGCAGACATGAAACGGTGCCGGGGTCCAATTCCCTC
AGCAATTTCTGGATAATCAATCTGGAATAGTAGGGACTGCTGGCCGATCTCTGGGTCCCT
CTGTTTGGTCACTTTATAGCCTGGTCGACCAATTTTGACAAACTTCTTGACCTCAACTTT
CAGTTTTGCTGGAGCTGGTTGTGCAGGAGATTCTTTTGCCTCCTTGGCTGCTCTTCGTGC



CAAGTTAGTCTGATGTTTCTTTCCTTGTGTGTGAGCCAAGTAGCTTCCCTCATTGTTGTG
AAGGGTCAGACAAAGTTTGCACTCATATGATCCTAAGTGATTTTTCATAAAGTAGGGATC
TTTATTGATATCAATAGTCTCCAGGGCCAGCTGACGCAACCGCTCCCGCCTGTCACGGTT
ACTTTCAGAGGCAGAGGCCACCCCGCCGCTGCCGGTCTTCCCTCCGGCTCGATGCTGGAA
ATCCATCTCTGTGAGGTGGACTCAGTCACAAGGTAAGAAAACAGGAATCCTGTTGATCTC
TTCTTATCAGTTTGCTAACGAGGGCACTACGCAAGCGTTTGTTCGCACTGAGCATGCGCC
AAATCCCCCGGCCATAAGGCCCGGGTTTAACGCGCGCTCAGAGACT
>CL975Contig1
TTTTTTTTTTGAGTTTATCAATTTTATTTACAAAAAAATGAAAATAAAACATGGTGGAAC
ATAGCCAAGTTTAACAGAGGAAATACAGTTAGCACTCATGACGCATACAGTACATGAGAT
GCAGAGACAACATTGTTGAAACATAAAAAAAGGAAAAGGACCTGAAGTTACTGGTCTAGG
ATATGATTGGTTTTGAAGTCTAGATCCTCTCAAAGTGAATTTGGGGCAGGTCTCTTCCTC
TTCCTGCTGCAGCCATACTTCTTGCAATTTATTTTGGTTTTTCTCTAGAACTTGAACTCT
TTGTATTTCTTGGCACCTCCTCGTGTGTCCTGTGGCTGGGCCTTCCTCTTTTTTTGCTTC
TGTTTAGCAGCGTGCTCAGCCACCATGTCGCTGAAGTCCTCCTTCTCCACCTGGGCCTGC
TGTTCTCTAACATGCTCCTCATACTTCTGCGTCATGGCCATTGGGTCAAGCTCCAACTCC
TCAGGAGCCAGGGCCACCTCCACGCCCTGCGACTCCTGTCCTCCACCTGTCTTTCGGCTT
ACCATGGCCGTGGACATGTCGTAGATGTGAGTGGAGGCCATCATGGCTGCACCGACAGGC
CCAGTTCTTCTCTCTGGGAGAACCGTAAAAAGCTGAGGAGTCTCATTCCCATCCATGGCC
TCCTCGATCTTCTTCTTCCTCAGCTCAATCAGCTCTGGAGTCTCCATGCCGGCTGGTACA
GACGAGAAGCCTCCAGGAGTGATGAGTCCACTGTCTGCTGGTGTGAAGAATCCAGTTTCA
TCTGGCTTCTCTTCATCGCTCTCCTCCTCCTCTTCTTCCTCTGAAGATTCCTCATCTGAA
GGCTCCAACTCTCCCCATGGGGTATGGTCTACCTCTTCTTCCTCAGCCTTAGCCTGGAAG
TCTGCAGAGTTGGTTCCAAACACATCACCATAGAGGGGCTTTCCCATTTCGTCAACGGGC
GGCTTCCCCCAACCACCCGCATGATAACCAAAGGTACAGTTCTCTGGGATGGGCGAGTTG
AGTCCTGGGATTTTGAGATTCGGGTAGGATGGAGGGGGACCGTACCTCTGCATGGCGATC
AACCAGGGAGGAGGCACCTTGTGGGCATTAGGTCCTACTGGCATTCCCAGAGCAATCCGC
AGCTCATCAGACAAGTCTCCTGGCTTCTTCTCCTTCAGACGAGTTTCAAACTCCTTGCCC
TCATAGTAAAGGTCACCATGGATGGTGAGTTTAGGTTTGATCTGCCACTTGAAGAAAGCA
TCATGCAGCTTCTGGTAGTCGATGTCAATCTTTCCCATTTTAGGACGAACCTTCTCCCTC
ATTTTGGTCTTCATTGTTTTAGCGTCCTCCTTCTCCTGCAGAGCCTCCCTCATCTCTTGG
ATTCCCGTCCTCCGGATGAACTCTGGCAGCTCAAACGGAGGCTTCTCAATCCCTCTCTTG
CCCTGCAGATACTTCCTCTTGAAGCACCAGTGGCGAGGCACAGGAACTGTGTTCCTGGTG
GCCTTTAGGTGAACCAGCAGCTTGGGCTCCTGTGCAGTCACATCGTGCATCTCCACAACA
TCTGGACGAGCCACCAGCTGTTTGAGTTCAGCTACAGTGAGCCGGTTCATCCGCCGCAGC
TTCTTTTTGGACAGTTTAGGAACATCTTGTTTGGCTTCCTCATCGCTATCATCGCTGTCC
TTCCTCTCCAGCTCAAACCCCTTCTTCCGCATCATACCCACTGGTTCCAGCTTTTCAGTT
TTCTACTGGCTCTTTGTCCTTCTCTTTTTTCACATCATCAGTTAACTTAAATGCCTCAAA
AATCTTTTTGAAGAAGATATAGTTGGGGTCGTAAATCTCCAGGTCCTCTGTGATGTACTC
AATCTCCCCCGGCCATAATGCCCGGGTTTAACNGCCGCTCC
>CL976Contig1
AGGAATTCGGNGAGGAAGAAGCTGACCGAANAGCAGTTTGGCCACCTGGACTCTTCGCCT
GGGACTTAGGACACAAGATGGGTCACGGCTCATCTGTCCCACATGATGAGCTGAGGGAGA
TCTTCAACGACATCAGCAGCTCCAGCGAGGACGAGGAGGACGAAGGGGACCGGCACGACG
ACGAGGACCTGAATATCATGGACAACGAGGACGACCTGGTGCAGCAACTGCAGGACAAAC
TGGACGAGTCTGACTCTGCTCAAAATGAAAATGACAGAAACAACCAAATCGTTATGGAGT
ACCAGGTGCAGATTAACAGCATTAAGGCCAAGCTGCAGGAAACCCGCGTCCGGAAGAAAC
AGCAGGAGGAGCTTACCAAGAAAGTGGACAACCAGGCCCTCAAAAACCGTTTTCAAGCCC
TGTTGGACGAGATCATCCAGCAGGAGGAGCGGGAGATGGAGCAGTTGGCGTCTCTGCAAG
AGCAGCTGGACTCGCTTATTGAGAAATGACCAGCAGGGGGCAGTCTGGTGGCATCCTGAA
CCCCGCTTCTCCAAAACGGGGATAACCTTCATATCCAGCTTTCTTCGTTCACTTGCTGTG
TCATTCTGCATGGTTTTCTACATCACGTCTGCAGAATACTGAGCTCACCTTTTATTCAAT
TAAAACATGTAATGCAAAATGTTGCATAAGTGAATGAGGTTGGCCTTGAAGTGAATATAA
GTCTCTTTTATGTGTCCTTTTATATCTAAAGCAAAATGTCAGCCAACTGTTACTTAACTA
AACCATTTGTGTTTGATTATGTGAATAAATTTGGGAACAAGTACAAGTAATGGACTTTCA
ATGCATTTGTTTGCAGACTGTCAAAATGTAAGAAGCTTTCTAAAGTTTTCCAGTTTTGTA
GGGCTATCAATCAGATTTATTTAGTCCTGAGAACTNATTAAATGACAAACTATAACAAAA
CTATTC
>CL976Contig2
TGAAGTCCCAGGCGAAGAGTCCAGGTTGGCCAAACTGCTGTTCTGGTCAGCTTCTTTGGA
CTCATCCTCTGCTATGACCTCCCACCGGACGCTGACGGCCTCTGCATCCGTGCTCAGCAG
CCTTTTCACTTCCTTCTCCACGTCAGGAGACTCGATGTACTTCTTTTTGGCAGTTTTGCG
AAATCTTCTCTTGCGTGTGTTCTTCAGAGGACAGGTGATGCCGTGATTCCAGATGAATTT
CTTATCCTTGTCCTTGTCTTTCTTCTTGCTCTTAGGATCGGTACCAGTTGGCTCCTCCAA



AGGAGGGTAGAGGTCTCCATCTAGTGTGCAAACCAGCATCTGGCAGATGTCTGCAGTCTT
GTAAAACGTCTTCTTGTCTACAGTCTTGAGAGACTCGATCATACAAGGCAGATCCACCAG
TTTGCAGGCCAGAGGAACCCGATCGACTCGGACTATTCCATGACGGCCGTCAGGGTGCAA
TTCAATGGTGAGTCTGTCTTTCATGTTCATGCTGCTCGACTGTGCAATCCTTCTGACCGT
CGAGGCATACTCCGGAGGAAGCCTCAGAATAAACTGACTCTCCAACTCATAGGGAGCGTC
TTCTTTACTCTTGGAGCCAACCTTCCCAACTTTAATTTTAGCTGTCATCTTCAGTTTAGT
AATCTGGGCGGAGTAGGTTTGGGAAATTCTAAGAAACCATTAAGGGGAAAAAGCAAAGAG
TTTGCGAAGATATTCCGATAAAAATAAAAAAGCGAAAACAGTTTAGCATAATAAAGCTAG
TGTAGCTAGCGCCTAAACCCCAGACACAACGAAGAAAACAGCTGTCT
>CL977Contig1
TTTTTTTTTTGTTGCAGGTCTTTATTTTTCACAAAAGATTATTATTTACAAAAAAAACCT
ATTTGCATTTCATACAGAAAACTGAGAAAGATAATGAGAGTTTTCTCCATTTTTTTGCCA
TAATATCGTTTTACACCATGGAGCTGTTTGAAAAACGAACATGAATTAAATGTGTCCTTA
AAATGCACTTTTTTCCATTTAAATACTGTTAAAGGTAATATTCATTTCAGCAATCTTTTC
TGCCTTCAACAAAAGTTTCCATTTCATGAATTGCAGTTAAAAAAAGGAATACAGAGACTT
AAAGTAATGCTTAGTATTGCAAACAGCTTGAACACCTCCACACTTCTTTGCGCCTTCTCT
CATTCTCTCTCAGTGTCCATTTTCCAGTCTTTTGGTCTTCCTCAGGCACCGTAGACACTC
TCAGTACTGTAGGTCATGTAAAGAAACAGGTCTTCTTGATGGTGCTCCTCATACACCGCC
GAAAGAGGGAAGCTGGACGGGGGAAGAGAGTTGTTGACGAAGAAAAAGAGCGCCTCCTCT
GGCCTCAAGGACACTCGCTGGCGGATGAGGAAGCACAACTGGCCCACTGTTAAGTCTGAG
GGCACAAGATATTTTTTCTTGTCAAGTTCAGGAGCTCGTGACTTGGGGGCCCTCTCAACG
ATTATTGGTATCTTGTCGGGGTGCTTGGCCCGGACTCGCTCCCCCTCTGCTCTCCTGACC
TCTAGTGGCACTGAGCGCTGGTACTGACTCCCCATCGTTAAAGAGACGGCTCACTTATGA
CGGTCAAATCCGGATGCAGTCTGCAGCCTCTCAAGTGGTTTACAGTACTAAGTTAATATT
TACTTTAGGATAAAAACCAACAACAGTGCATCGAAAACACGGACGCCTTTCAAAGATGTC
GACTGTTCCAGTTCTACTGAACAAAAACCCCCGGCCATAATGCCCGGGT
>CL978Contig1
AGGGAGAGTTGTTATCTAACAGCCGGACGTTTCAGGACTTCTCCTCTCCTTCATACAAAA
TGCCCGAAGATTCAAAACCGAGGGTCCAGGCATGGAACACCAGTGCTGGAGATGGGCTGG
AGGGCTTCAAAGCCCACGCTGTTTTCCAGGAGATTAGCAAGAAGCTACAGGAGGATGGGG
AGCAGTTTGTGAAGAAAATCGGTGGAGTTTTTGCTTTCAAAGTGAGGGACGGCCCGAACG
GACAGGAGGCCACCTGGTTTGTGGACGTGAAGAACGGCAGAGGCAGCGTTCACACGGACA
CGGATAAGAAGGCTGACTGCACCATCGCCATGTCTGACGCCGATCTGCTGGCTTTGATGA
CGGGGAAAATGAACCCCCAGACTGCGTTCTTCCAGGGCAAACTGAAGATTACTGGAAACA
TGGGGCTTGCCATGAAGCTGCAGACCCTGCAGCTGCAACCAGGCAAAGCCAAGCTGTAGA
GGAGAAGCAGGCTCTTCTGAGCGAGGCGGGGGCCACCCAGCTGGTCCAACCAGAGGGTAT
TGAAGGACAGATGATTGATTTCCTGATTGAGCGTCCTCTGACTCTCTCATGATTGTGGTG
ACAGCCTGCTAGGATTGGGACTGTGGTACTAACCTCTGTGAGCACTTCTCCACGAAGAAG
ACTCCCTTCTGTTGGGAGCGTCTGCACTGCGTCTTCATCCGCCTGATAGTCTAAGTGCCT
CCTGGTGTCAGACTGGTGGTCCTGTTCACGGTTGTAACCCACTGCTGCTTTCTCTGTTGT
GATCTTGAACTGATTTTTACTAAATAAACTAGTCT
>CL979Contig1
GATCCCCGGCTGCTGCTGCTGCCTGTCAACATCCGACACCATTCTGAAGCTTTTCCGTGT
GCGGGATTTGGCTTTATATATTTGTTCGTGAAAGTGTCTACTGCAATGCCCATGTACCAG
GTAAAGCCCATCTGTGGGGGTGACATAAAAGTTGATTTGCCGACCTGCATGTACAAGTTA
CCAAATTTCCACGCACAGCAGCAAGGCAACAGCTGCAGCTCCGAACATGCGCTTCAGAAT
GGCGAAGTGGATCCAGCTGTCAAGGCCCTGGAGGCTCGACAGGATGAGATCTTGAGGAAA
CTCTATGAACTGAAAGCTGCCGTGGAGGGCCTAGCTAAGACAGTGACAACCCCAGATGCT
GATTTAGACCTGACAGTCAGCAGCAGCCTCTCCTCACAAAGCTCCACGGCACTTTTTACA
GGTACCACCGACCTGGACGCACTACTGGGAAAGGACCTCGGCGCTCTCCGTGACATCGTC
ATCAATGCCAACCCGGCCCAGCCGCCCCTCACCCTGCTGGTTCTTCACCGTCTGCTCTGT
GAGCGGTACCGGGTGCTGTCCACCGTCCACGTTCACTCCTCGGTCTCCAGCGTGCCGCCG
CAGCTGCTGTCATGTCTGGGTCCACGCCACCCCGACAGCCACAGCCGCCACATGTTCCAG
CTGGGCTTCACCCTCATCTGGAAAGATGTCCCCAAACTGCAGATGAAGTTCAGCGTGCGA
AACATGTGTCCCATCGACGGCGAAGCCAACGTGGCTCGCTTCCTCTTCAAGCTGCTGGCG
CCCCACCCCAGCGAGCCCGCTCTCGCCACTCTGGTGGACAGCTGGGTGGACACGGCTTTC
TTCCAACTGGCAGAGGGCAGCTCGGAGGAGCGAGCTACCGCCCTGCGGGACCTCGGCTCC
GCTTTGGGTCGCAGCGCTTGGCTGTCGGGGCCGGAGCTCTCGCTGGCCGACGTGGCGTGC
TACTGCTGCGTGCTGCAGAGCGGTTCAGCGCCCTCAGCTCCTGCCAACGTGCGGCGCTGG
ATCAAGTCCTGTGAGAACCTGGGGTACTTCAGCCACGCCAAGACACTTCTGCAGTGACTG
GGACTGTCCTGGGACCAGACACTAGAGGCAAAAGAAGGACATTAGAAGATGAAAATATCT
CAGCTATGTCTGGACGTTCTTCTAGCTCCTCTTCCTCCTCAGTGTAGTTTGTTGCTGACA
GACGTGGTCCAAGCCAACACTTAAAACAACCCATAGATCCATATAGAACGGATATGCTGC
AACTCAGTTATGAGGGAGGAGGTTCAGACAGAAGAGGGGGCTTCCATCGCACACCCTCCA



CCCACTTTGTGCCTAAAAAAATCGAAGTGTGTGTATCTGCGGTGACCGGTAATGCAGTGT
TTTCACAATGCTTTGTACCAGTCGTTTTCTTAAACAAGAAATA
>CL980Contig1
AGCTCCAAAATACACAACAAGCAACACACTTCATTCACACAAGTGTGCGCGCGCAGACAT
CGCTGACAGTCCCTCCAACAAAGACGGATGCACGAGCAGGGAAACACGCGCATCACTGAG
AAGTTCACTCAAATCTGAAGGGCCCCTGTTCGGACGGAGGGGGCCGGCGCTGTCGGCTCC
GGCGGCGGGTCTGCCGGCTGAGGAGACGCTGATGACGCCCCCGCTGAATAAGGTGGTGGG
GGGGCATCATGTTGTCCGGGATTCTGCAGGGCATCACCGTAGCTGGGCAGAGGGGGGGCA
ATGATGCCACTCAGCGGCACCATCTCAGGAACTGGACCTCCGTCTCCTTCCATCCTCACA
GGAGCTCTGGGCATCCTCCTGTCATTCTTTTTCTTGTTTTTGTAGCAGTAGACTCCCAGA
ACTGCGGCAACGACGGCGCACACAACCACCCCCAGGATGCCGGCCACCAGCCCCGACACG
TCTACTCTGGACAGACTGCTTGGATCTTTGGTGTAGGCGGCCCAAAAGTCTTTCAGCCCC
ACCGTGTCGTCCTCAAAAACCTCTCTGGCCTCCTCGTATGTGCAGATCTCCTCTCTGCAC
TCCCTCTCCAGGTCGCCCTGCACCAGCATCTCAAAGTCAAAGCTGTTGTAGAGCAGGTGA
CGGGACAGGAAGGAGGCTGCAGACTGTTCATCCAGCACCACCGACTCCTCTGATCTGGGC
CTGACGCTGGCGGAGCAGCGGATCATCTGCAGCAGCAGCAGCCCGGTACCCCACCCCACC
GTTGGAGCCGTCATTGAAGCAACACGGCCGGCCAGCAGCATGATGAGCGGACCGTCACAG
CCTGGGGGAGCCCAACTCACTCCTCTGGACCTCCAGAAACATGGGAGATGCTGCCTGAAA
CTGAATCCAGAATTCTGTTGGAGGCGTCAGGAAGCAGAGAGCAGTGAGGCGGTCGTCACG
CCACAAACCGGTTTGACAGCATGTCAGCTGAAGCAGGAAACAAACCTGTATGAGAGGCAC
ACGGCTGTTTG
>CL981Contig1
AGGAATTCGGCACGAGGGCCGCGCGTGCGCGCCATCTCTTTTGTTTTGCTACTTTCTGTG
CTCCTGCTTCATCATGGAGATGAAGAAGAGGATCAGCCTCGAGCTCCGAAACCGAAGTCC
CACCGAGGTGGGGGAGCTGGTGGTGGACAACTGCCGCTCCAGCGACGGCGAGGTGGAAGG
TCTGTCAGAGGAGTTCACGGAGCTGGAGGTCCTCAGCATGGTGAACGTGGGCCTCAGCTC
GCTGTCCAAGATGCCCCTGCTGCCCAAACTGCAGAAGCTGGAGGTCAGTGAGAACTCCAT
CGGTGGGGGGCTGAACACGCTGGTGGAGAAGTGTCCTGGCCTGACCCACCTCAACCTCAG
CAGCAACAAGCTGAAGGAGCTGAGCAGCCTGGAGCCGCTGCAGAGCCTGAAGGCCCTGAA
GAGTCTGGACCTGTACGGCTGCGACGTGTCCTCTCTGGACGACTACAGGGAGCGCGTCTT
CCAGCTGCTGCCACAGCTCACCTACCTGGACGGGTTCGACCAGGAGGACAACGAGGCGTC
CGACAACGATGAGGAGGAGGAGGCAGGTCCTCCCGGAGATGATGATGAGGAGGACGAAGA
TGATGAAGAGCACGGCTCTGAAGAAGAGGAAGTGGGGCTTTCCTACCTGATGAAGGACGG
CATCCAGGACGAAGACGATGATGGAGATTATGTTGAGGAGGAAGAGGACGAAGAGGATGA
AGATGAGGATGGAGATGAAGCTGCAGCTCAGGGAGAGAAGAGGAAGAGGGACGCAGAAGA
CGAGGGGGACGAAGATGAAGACGAGTAGCTGCCTTGCCCGGCCCCCCTGCACCTGCCACC
CCCCATGACCCCATTTGGGCGTGGCCTCAAGCTGCAGGCTCTAAGATCAGGACTGCTGGC
AGATCATGTCCCGTTTCCGTGGTAACAAGGTGGACCTGCTTGTCTGGAGAGATCCAGATG
GGACATGGGTCAGAATGGACCTCAAGCACCAACTTGATCCGAATATAAGGTTCTCCCGAG
TTCTGGTGGCCCCTTTTTTGGGTCAGCAGGTGACGCCGTCCCCCAAATCCATTTAGAACT
GCCTCCAGAGGAGCTGAACCATTCAGATGGGTCAGAACCGACCCAGAGAACACTTGATGC
TCTGCCCCGCTCCAACCCCTGTGAATATTTGACCCTGAACACAAACTACTACACTTCCCA
TTAGCCTCAGGTGCTGTTACCATGGAGATGTTCTGTTCAGAGGCAGAAAATTCCTGAATT
GGACTTGTGGTTCAGGCCTAAAACTTTTAAAGAACTTGACCAATAAGCTCTGCCCCTTAA
CTGTCACACCTGTCTGCCGTTTTGGGTTTGGCGCTAGTCCGGTTCCTGTCACCGGTTTAT
TTTTATATTCTGTGTTTTNAATAAAACCNAAGGAAGCCCC
>CL982Contig1
CTTGTTTATTTTATGTGCATAAACTCTGCTAAGGAAAAGCTCATGTCTGTTTTTATTTAG
AAAGTTACTGGTGTAAATTTAAGGAAATCTGGTTCACATTTAAATCTGAATATAAAGGAA
AACACAAAGCTTCTATTTGTCAGATCATAATAATTTCAAAAGCTATTTTTACAACTTCCC
TCCATTTTCTGTAGTCATTCAAACTGAAATAAATCAGGCGAGTTTCAGGATACCCTGAAC
CATCGACCCGATTCCGTCAAAAATCTCGTGGATGGGAGCGTTGCACATGAAGGCGCAAGT
GGTGACCAGCTTGTTCTTCCCGTCCACGTGGCTCTCCGTCACGCTCTTGCTGACGTGTTT
GCAGCCCAGCTGGTTGATGGCTGCTGCAGTGTCACTGGTGTCCGGATACCTCTCGTCCTT
TTCAATGCCAACAGTGACCTCACACCCAGGAAACACTTTGGCAGCCAGGACAGGTGAGAT
GCAGCAGAGGCCGATGGGTTTGCCCTCTCCGTGGAACGCCTGCAGAGCCGCCTTCACCTC
GCCGTTAACGGAGCAGTCCTTCCCCTGCATCGCCCACGTGCAGAGGTTCTTTGCTGCTCC
AAAACCACCTGGAAAAATAACCGCATCGTGGTCTTTGACGCTCAGCTTAGACAGATCCTG
GATGTTTCCACGGGCGAGCCTCGCACTCTCCACGAGCACGTTTCTTTTCTCCTCGGCAGG
CTCACCTTTCAGGTGGTTCACAACATGCATCTGCTCGATGTTGGGAGCAAACATCTGAAC
AGTAGCTCCTCCTCTGCTCAGATGCACCAAAACGGCGGAGGCCTCGTGGATTTCGCTGCC
GTCATAAACCCCGCAGCCCGCCAGCACCACCGCCACGCGCTTTGCCATCTGTGCGGAGTA
GTAACTTTTGCGGAAGTTCTGGTGTGTTCTGGCGCTCAGCAGACTTCTACCACAACCGTG
GAGCAGAGTGAGCATGATGGACGCCCCCAGTGCGCAACTGCTACTTCT



>CL983Contig1
TTTTTTTTTTAATGTCTGAAGTTTTATTAGGACACGACGTTACACACAACCCGCTGGACT
GCGGAAAGTTCTGGTTCTGCTCAAACGGACTGAACCTCCATCACTTCTTCTTGACAAACT
TTTTGCGGGCGGCGTTGGGGTTGGCCCGCCTCCTGCCGCCACCGCACTGACCGTCTCTGA
TCTGCAGGTTGGCAGCGCGGCTGTAGACGTCGTTCTGGCTAAAGGGGGAGGATCCCGCCA
CGTAGTCCGGGTCGAAGACGTCGGTCTTCTGCCGGGCCTTCCTGGAGAGGCGCTGCTGGG
GGAAGCGCTGGTCCTCCACCAGGTGGGGGTTGTCTCCGTGTTTCCCCCCCTGAGGCAGCG
GCAGAGAGTGCCGCAGTCCTCTGGAGTTCAGAACTTTGGGGTTTCTGGAGAAATGCATCT
TGGTGGTTCCGTCATCGTTCAGCGTCACCGCCACCTTCTTCATGGTTCTGTTCCCGCAGT
GCGGACAGAACACCTTCGCCATGCTGCTGGTCGTCCTGAAGCAGGCGTGACACCTCAGGA
TGTAGTTCCTCGCCTGTCTGATCACCATCCCGCCGACGGAGAGGACGTGGAGGCCCATCT
GGATCAGAACGTTCTGCATGGCGAAGTCGGTGGTCAAACATCCAACTGTGACATCAGCAG
GAGCCGTCCAATCAGCAGACTCCATCTTGACTTGTCTGATGTTACTGGGAGTGATCCAGC
CCCCGCCGTCAGGCTCCTCCTCCTCTGGTTCGTTCTCTTTATCCTCGTCATCCGACCGGT
CTTCAGCTGAAGGGTCTGACCGAGAGGCTCCGCCTTCATCCAGTAGGGCCAGCAGCTCGT
CGCTGATGATGGGCGTCGGCTCCCTCCAGAACTGAAAGCTGTTGAAGTGCTCTCCGTCCG
CCGCCTCGCTCCGTCCGTCATGTGACTCCTCCTCCGGACCCAGTGACGCCAGCAGGTCGT
TGTCGAGCGGCGCCACGGGTTCCCTCCAGAACTGGAAGCTGTTGAAGCTCTCGCCGTCTT
TGTGGTCGTGAGTCTGTGTGTTTGAAGCTTCTGTCGCCTTCTTGGAGGGAAAGTGGAAGC
CGGGGACGTTGACCGGAGTCTCGGGGTGGCGCGGCGTGCTCTGGATGTTCACCTGCAGCA
GCGGCTCCTCCCTCAGGTGCTCCGCCCCCTCGTGCTCCAGCTGCAGCTGGTAGGTCAGAG
CCAGAACGCGGATGTCGGTGGCGGACAGACTCGGGTAGTCGCCGGTCTTCTTGGAGAACT
CGGTCACGTGTCTGACGTGCTCCGGATGCGGCTCCCTGAAGTGCAGCTGGTACGGCAGCA
CAGCCAGGCTCCTCCGGGTCTCTTTGTCCCGGATCTCGTCCACCACATCCCGCAGCGTGT
AGATGTTCGCTCCGATCTCCTGTAGAGGTGCTCTCTTCAGAAACGCACCGGCGTCAGCGA
CAACATGCTCCACCAGGGTCGGCGCCATCTTGGTAAA
>CL984Contig1
AGAGAAACCGGCGGGTTTGCTCCCCGGCCTGCACTTGACGTCTGAGGTGAACGCGGCGCC
GTGGAGCCAGGCAGCAGGCGGGAGTCCACGAACGCTGGAGAACAACAAATCAGGCTGGTG
TGGAAATGTTTTCAAGTGGACTCTCAGTCAAATGTTCAGAGGTTTGCATCAGTCGACCAT
GACAGGTTCCCGTCTGCGGGGAGCTCCTCAGGCAGAGAGCATTCTGGGAGAAGCCAAAGA
TCTGACAGGCTGAAAAGCTCAGTGAGCTGCCAGAAGCTCCGCCTACTTCAGGTGGTAAAG
GTTAAAAATGAAAAGCAAAGAATTAGGCAATCAACAGCAGAGCTCGGGGCCTCGGGTCAC
TGTCAGGTGAAGGTCAGTCGGAGTGTACGATGGTTGTTCTTTAAAGCCCAGGCAGCAAAT
GCAGCTATGACACTGAATTCGGGGGAGGGGGCGCTGACAGGTGGGCTGCACCAGGTTCAG
GCGGCGCTGGACACCGCCAGCTTCTTCAGGTGGTCCATGAACACCTGCAGGCTGACGTCG
TCGGTCAGGATGGGAGCGCCAGACTCCTGTCCCCAGGTGTACATGTTGTTGTGGGTCTGT
GACGGGTTGACTTTGGACAGCAGGAAGCGGGCCTGGCTGCCGCCTTGCTCCGTGTCGATG
TATCTCGGCATGGGGAAGCGAGTGTGCAGCAGCTCCCGCGCGTCGTCCTGGGGGGCGTCC
AGCAGCTTCTGGAAGTTGGCGTACTCGGGCATGTTCTGGTAACCGGCTTTCCTCCACTGA
GCCACCGTCTCTCCGTGATAGATGAGGATCTGGAAGAAGGTGTCCATGAGCAGGATCCGG
TCCGGCAGGATGCTGCTGCTGTCCAACAGAACCGGCTCGGGGGGTCCGTTGAAGGAGTAG
GCGTAGAGCACGGGCTGGATCATGATGAGCGCCTGGGTCAGGTCCTGCCGGTTGAAGTGG
TGTCGGTAGTAGGTGCTCTCGTCCGGACTGTTGTTGAACACTTGCAGGAACGGAGAGCGC
CGCAGGTGGAACATGAACTGGGGGTACAGAGAGAAGGTCTCGGAGAACCGGAAGGAGGTT
GGGTCGTCTTTGTGGTAATCTCCAAACTTCTGACACAGTCGGATCAGCTGTCGGTCCAGC
CACCTGAGCACGTCCGGCCCCTCCTCCGTTTCAGCCCGATACACCGCCAACCTCGCCATC
AGAACGGCAGCCGCCTCCTGGTCGAAGGACGCTGCGATGCTCTGGATCTGAGTCTGAGCG
TCCGCCCAGTTCCTGGCTGTGGTGCTGACCCGGAT
>CL985Contig1
TTTTTTTTACAGTCAGAATTTTTGTTACTTTTATTTTAGAAAATGTCCTTTAAAGTGTGG
CGTTTCAAGTCACATTTTTTGTTTAAAATACAGAAAATACAGACAGTAGAACATGGATAC
AGAAGAAAAAAAAAAATTCCAAGACAGAAAATAAAGCTAACAAGCCTTTCTGACTGCTCT
AGTTTTCTCTCTTTATAATGGAACTGAAGGCAAAGGAAGGAGGGCAGAAAAATGCTTCAG
GAACAGAAGGGGAGGAGTTAAAAGGAAATTGGGGCGGGGACAAAATGGTAAAAGTTAGTT
GAAGGAAACTATGGTTGCTTTATGGTTCATGTTTTAAATTATTCTTTATAAAGTCTAATT
TAAGATTTAATCTCTTTTTTTCTTTTCTTTTTTTATTTCATGGTATTTTGATCTTCAGGA
TCCAGGGCCCTCAGCGCTCCTCCTTGTGGTCTCAGACTGAGGACAAGGAATGCTGACTTT
GTCTGGCAGTGGGAACAGAACCGCCCGCGTCGCCTTCTCTGGCCGACCCACGCTGCCAAC
TCAAGATGATAAAGTGGAGTCCTTCTGTGTTTGCTGTGCTTGTGAACGTTGCATGGACTT
CTGACTTTCCAGGTCTCTAAAATGTTTCTCAACTATTTTGCGTACATGACTTAAAGCGCT
TCCCTCTTTGCCTTTGCAGTTCTCGACCTGGTAAGGCGGTGAGATAATGACATCGTCCAT
CACAATAATGTTCTTCTCCTGCCATTTACAGTCTTTGATGGTTTTATGAATAGTCTGGAA
TAGCTGTTGGCCCTCCACAGAAACCCCAGCACTGATTGCATAGGCTTGGGACAGCTTGTC



CTCCTTTTCTGTCCGTGCTCGATTGGCAAGCTTGCTAACATTCAGTGATGCTAGTGGAGG
AGGAGTCTCAGTGCGGTCATTAATTATGTCCACTTCAGAAACGTAGGCTAAGTTGATCAG
GATGACGTCGTGCAGGTTTGGCTTGCCACTGGAGGAAGCACATTTCAAAGTTAACATCTT
GGACTGGTAATCAAATGCGACAACTTCTCCTTGCAGACGTTGGCCTAGGCAGGTGAGGCA
AGAGACATGGCTCCCGACGCTAAAATACTCCCCCGGTCCAGGAGCCGCCATCTTCTCCGC
CAGGAAACCGGAGCGCCCTGTAATTAATCCGGGGTGAAACATGTCGGCGGAACTCAATCT
CTTGGGAATGGGTAAAAGTTCTATTTTTTAGAGAAGTTTTGCCTCCACACTGGTCCTCAT
TTATCCCATCCGTGGACGTTTTACCCCTTTTTCTTTGTCTGGCGCCCCCGGCCATA
>CL986Contig1
CTTTGAAGTATGTTTAATATTTTTTAGCTTTAGTCATGACAATGTGTACAAATATGACAA
AAAAGAAACTCACAAAACAGATGAAAAATAAAAAAGTTACTTTTGTATGTTCATTAACCA
AATCGGAAAGCAGTATCCATTTCTCAACTTGTGGCTCTTTTATTGTTTTAAATTCCACAA
GTTGCAAAACTACACATCAAGTCCCCATTGACAGTGAGACTGTGTGCAACAGTGCCATCT
ACAGCCTCCCGGTGGAACTGCAACCCAAAGTCTGCATTGACCAGATAAATTCAACCTTTC
CCCTTCCTCTGTTTGAAGCCTTGCTTCCTCTCACCAGCCTTCTTCTTAAAGCCCGACGAG
CCTTTTGGATTCTTTGATTTAAATGACTTGTCCTTATTTTTGTTCCCACCAAACTTCTTT
TTTCCACCAAATTTATTTTCCCTGTCCCCTTGTTTCTTGAAGCCAAATGCTTTTCCTGCA
GGCTTCCTTTTCTGTCCAAATGCCTTTTCTCCCTCTCTGGACTTCTTCCATCTTTTTCCT
TGTGGCTCTTTCCCTGGTTTGTCTCCATGCTGTCCTGTGGGCCGTTTCCTTTTAGGGGCT
TTGAACTCTTTAGAGGATGACCCAGGAGCCAGCTTCCTTTTCTTGGCCCGTGGAAACATA
TCTTCATCGGGTTCCTGCCCCACAGCCTGTCTGTAGTACTCCTCATCATCATCAGATTGG
ACATCAGCAGTCTGACCGTCCTGCATTCCTGGATCCTCCACCTCGCTGTCCTCGTCAGCT
TCAGATGTTTTTTTCTTTATGCCTTCCAGACTCTTTTTCTTGTGCTCTGCTCGTTGTTCT
TTCTTCTTAGCAACATTCTGCTCCTGGTGCTTCCGCCGCTCCTCCTTCTCTTTAAGCTGA
GCCTCCTTCCTCTCCAGGNATCTCCTGGATTTCTTCTTCGGTTTTGGAGATGGTTGAATG
GTAAAGGACGTTCCCGTCGCCCATCCCCTCCTGAATCTTTATGAGCTGAAGGGTCATGCG
GGGGCCGATTTCGGTCAGGCGGACCGCGCTCTTTTGGGACGCGATGTTGCCTCTTCCAGA
ATACAGCTGTGGAAGCTCAGTTATGTTGTCCTCCCCGTCTGGTTCCGCCTCACTTTCCGA
GAGGTTTGTTCCCTTGATCAGCAGCTCACTGATGTCCTCAAACTTGCTCATGTTGGGGAA
TTTCTCCTGCATCAGTTTCTTCACCCCGCGGCTCATTCCCACAGGAACCACCTTCAGGCT
GTAATGTCGAAACTGAATCTCCTGAGATGTCGGGTCGTAGGTAAAAAGCACACAGCGTTT
GATGTTGTTGAGATTCACCTTTTGGACATTTATGGAGGGGAACATGTTTTGAAACATGGT
GGACATGAGCTTTATGTGCATTCCGTCGACTCCAAAGTTACTGAGGATGATGAGCGGATG
ATGTGTGAACTGCTGCTCGTGCATCCGATGCTTCTTCTGAGATGAAACTACATCTTTGAT
AAGAGAATATTTGAGGACTCGAAAGTTCAGCGTGGGACCTTTGGGAAGTCGAGCCAGTCG
CATGTTCACACTGTTGTCAGTCTTACTGAAGATCATAAAGTGAGTGACTCCCAGAGGGCC
CGCCATCGCCACAAAGTCCTTCAGGACATTCTTCTTCCGAACCCTCAGAGACTCCGCGGT
GTAAGGCTGCATCACAGTGCGCATGTCCTGGATGAGCTGACCCACGTTCTTCCCCACCTG
ACCCCGGTGGAAGACGAACGAGTGCGGCACAGTGGAGTAGGCTTCCTCGGCCACATGGTC
GGCCTCGACTCGGGCCTTCTTCTGGTTCTTAGTCTTTGATTTACCCATGATTCAAGTCGC
CGTTGACGGTTTTAATTTTAAAATAAATCAAAATAACTACAAATACATTAAATCTATGTA
ACCCATGTGATCAGTTTTCCTCATTTTAGGACATCCGAAGAGTAAAATATCGACTTCGCC
ACAAACGCTAAGACCTCCACATGGTTCGCTCACAGCGTGTCACACACTAAATGTCCCCCG
GCCATAA
>CL987Contig1
ATTCGGCACGAGGGCCGTGTGAGGATATACTTTTTTGGTACCTTGGGATTAACGACGCGG
AATCGAAGCATCGACGGCCGACCTCCAGGGCCCACGATGTCCAGCGAAGTGCAGAGACCG
GACGACAGCCCCAGCACGAGCGGGGGCAGCTCGGATATCGAACAAAGGGAAACGGTACCG
CCCGAGCAGGAGCGGGAGCAAGCACAGCCCAAAAAGAAGGAGACCAAGATCTCCAGTAAA
ACCGCTGCTAAACTTTCAACCAGTGCCAAGAGGATTCAGAAGGAGCTCGCAGAAATAACA
CTAGACCCGCCTCCCAACTGCAGTGCCGGCCCCAAAGGGGACAACATCTACGAGTGGAGG
TCGACCATCCTGGGACCCCCCGGCTCCGTCTACGAGGGAGGGGTCTTCTTCCTGGACATT
GCCTTCACACCAGACTACCCCTTCAAACCCCCCAAGGTGACGTTCCGCACGAGGATCTAT
CACTGCAACATCAACAGCCAGGGCGTGATCTGCCTGGACATCCTGAAGGACAACTGGAGC
CCCGCCCTCACCATCTCCAAGGTGCTGCTGTCCATCTGCTCCCTGCTCACAGACTGCAAC
CCAGCCGACCCTCTGGTGGGGAGCATCGCCACACAGTACCTGACCAACAGAACAGAGCAT
GACAGAATAGCTAAGCAATGGACCAAGAGATACGCCACATAGACGCCCGCCGCCGACCCC
CCCGACCCCCCGGCCTCTCTCTACCTCTTCCCCTTTAGTCTGTCAAAGCACACTCACACA
GTGCAGCGGTATATCTGCCCCCCTGTCGTCCTCCTCCTCCTCCCCCCGTTTTATCTACCT
TTTCTGTGCAAAAACAAAAGAAAAAGACAAAAAAAAACAAAAGTTGTCCTTTGTTCCTTG
TTGACTTGAAAGCTTCTTTTTTATACAGAGAGTAGATTGGGATTTTTATTTTCCAATATC
TGAATGTTGGAAGTATTGTATTAGATAAAAAACACAGAATATTATAATTATCATACGCAT
CGTCCTCCAGCTACACAGTATGTATTCTCATTTCCTTCGTGGCGCCCCGGAAACAAACGC
GCAGACCGTTGCTTTTTCCGTTGCTCTCCTCGGTTCTCGTCACGGGTTCTTGGCCTGCAT



GGGACGGGACGGTTGGCTTCAGTGGATCCTTCATGCTTTCTAACTCCCTCTGATTTTGTT
TGTACTGTATGTATTTTTTCAAAGGCTTTTGAGGCAGACCACTAAAGTATAGGTCTGCCT
GTGAAAGAGGCAGGACTTGTGTATTTACTGGCTACCCGCCACCCCTGCAATTGCAGAGTG
GTTTGTCGTGCACTTGTATTTCTGAAGCACCCAATAAAACACAGTGGTTGGCTTGTGAGA
AAAGAAAAAAAAAA
>CL988Contig1
CATAGAAGAAACCGTGTCAGAGGAATCAGACCAGATGTGTCTGTCCAAGTCTCCCAACAA
GCACAACCGTCTCTTCATGAAGGCGCGTCCGTTCCCAGATGGTTTGGCTGAAGACATCGA
AAAGGGGGACGTCAGCGCTCGGCAGGAGCTCAAGGCTCGTGCGCGCTACCTTGCCGATAA
GTACGAGTGGGAGGTCACAGAGGCCAGAAAGATCTGGTGCTTCGGTCCAGACGGAAGCGG
TCCCAACCTGCTGATAGATGTGACAAAGGGGGTTCAGTACCTAAATGAAATCAAGGACAG
CGTTGTGGCAGGATTCCAGTGGGCATCTAAAGAGGGCGCACTTTGTGAGGAAAACATGCG
TGCGGTCCGCTTCGACATCCATGACGTGACCCTGCACGCAGATGCCATTCACCGCGGAGG
AGGACAGATTATTCCCACCGCCCGTAGGGTTCTGTACGCCTGCCAGCTCACAGCTCAGCC
TCGGCTAATGGAGCCCATCTACCTTGTGGAGATTCAGTGCCCAGAGCAGGTGGTGGGTGG
AATATATGGGGTGTTGAACCGGAAACGTGGACATGTGTTTGAGGAATCCCAGGTTATGGG
AACTCCCATGTTTGTGGTGAAAGCGTACCTGCCTGTCAATGAATCCTTCGGGTTCACAGC
TGACCTGCGCAGTAACACCGGAGGCCAGGCCTTCCCTCAGTGTGTGTTTGACCACTGGCA
GATTCTCCAGGGAGACCCCAATGATCCTGCCACCAGACCCTGCCAAGTTGTTGCTGAAAT
TAGGAAACGCAAAGGCCTAAAAGAGGGTATACCAGCCCTTGACAACTACTTGGACAAATT
GTAAACACACACCTCGGATTCTAAATCACCAAATGAACACCAAACCCTTCCCCGTGGGCA
CTTTAAATCTTTGGAGAGGCTTCTAAGTACATTGCACAGTTTATTTTCATGTTAAGTCCA
GAGCAGAAACACAACTTCAGTTGTAAGGTAGTGGAAAAGGTAGTGTTTTTTTAATTATTT
TTGTTGCCCCCATTCCACAGCTACACCAAGTGCCTAGGGTGAGGGTTTTGGGAAGCAATT
GGATCGAGGCAGTTATTCCTCTTTTGTTAGCTCACATTTTCTCCGTTTTTCATTTACTTA
TCTGCCAGGAGGAGCCTGTACAGTGCACTGTGATACTGCTGCAATAATGCTTGTTCAAAT
GGATCGTGGCCAGATTTAAGAATGGAAATCACAACAAAGTGTTGCAGAAGTCAGACTGGC
TGAATTGAACTTTTGCTCAATTGATGTAATGAATAAAAAGTCAAGTCATGATGAAAAAAA
AAA
>CL989Contig1
TTTTTTTTTTTTTTTTTTTTTTTTAAGTTGATAAAGGCAGACTTTATTTTGTAAGGGTCA
ACATCATGTCTGAACCAAACATGTCTAGTCACTCTGCAGTCCAAAGGGCAGGTTTATCCT
TTGCTGCAGGTCATCTTCACAGCTGACCTCCAGAGCTGGACAGCATCTTTAATGCTGCCT
GGTTTCACATCTTCACCCCTCCACGTCTCTGAAGAGTCACCAGTGCAGAAACATCTTCAG
GCAGATGATGCTTCGCGGCCTCTTGCTTCCGTTTCACCAGATCCTCTGGAGGAGAGCCTC
AAACCTGATCTGTGCCTAAGCACCCCCACCGACAGCTCAGCCCTTCAGGTGATCGCCACG
GTGAAAGCGAGCAGATCCCAGATCAACAGAACCCGTCTGAAAGCGATAGTCTGAAGGTTC
AGCAACATCATGGTGGAGTCAGTTAAACATCCTCTAGAAATCGTGCAACTCTGTACACAT
CCAAACCAGTGTGCCAGGCTTCATTGTCACTCATCAGCCACCAGTAGTGCTGAGGTGAAA
GCAGAGCCTGCCTTCCTCTCTGTAACCACTGCTGCTCTGGAGCTGCTCCATCCTGATCGA
CCCCATTAAGCAGTNTNCCGC
>CL989Contig2
CGGCACGAGGGTCCCAGAGAGTGGTCAATGGGGTCGATCAGGAGATGTTTAACTGACTCC
ACCATGATGTTGCTGAACCTTCAGACTATCGCTTTCAGACGGGTTCTGTTGATCTGGGAT
CTGCTCGCTTTCACCGTGGCGATCACCTGAAGGGCTGAGCTGTCGGTGGGGGTGCTTAGG
CACAGATCAGGTTTGAGGCTCTCCTCCAGAGGATCTGGTGAAACGGAAGCAAGAGGCCGC
GAAGCATCATCTGCCTGAAGATGTTTCTGCACTGGTGACTCTTCAGAGACGTGGAGGGGT
GAAGATGTGAAACCAGGCAGCATTAAAGATGCTGTCCAGCTCTGGAGGTCAGCTGTGAAG
ATGACCTGCAGCAAAGGATAAACCTGCCCTTTGGACTGCAGAGTGACTAGACATGTTTGG
TTCAGACATGATGTTGACCCTTACAAAATAAAGTCTGCCTTTATCAACTTATGAGACTGT
TTTATTTTGGTTAATTTTTTGTTTTTTTTGTTCTAATTGGATTTATAGAAATAAATCATC
TCACTGACTGATTTGCCAAAAAAAAAA
>CL990Contig1
TATGGCCGGGGAAAGTCGCAGAGCACGTGGCTTATAACGGAGGCGACATATTTTACCGAT
AAACAAATCAGCATTTTGGAATATTTAAGGGCAATATATATATATTTTTCTTTTGTGCTG
AAGTGTGAAAACAGCCAGTGGCCGCAATGTTTCTGCAGTATTACCTGGATCAGAACGGCG
ACAGAGTTTACACACTCAAGAAATTGAATCCTGACGGGGAGCCCACCAGCTCGGCCCATC
CGGCTCGGTTCTCCCCAGATGACAAGTTCTCTCGGCACCGGGTTTTGGTGAAGAAGCGCT
TCGGCATCCTGCTTACCCAGCAGCCCAAACCTGTTCTATGAGAGTGGAGACGGTAGAGGA
GGAATCCACCAGGAGCATCATGGAGGACAACGTGATGTGGATCCGCTGCAATTCCTAAAA
CATGTTTCATTACCCTCTGATTCATTAGTTAGAAAAAGCTAACACATTATGATGAGAAAT
GTATTTCTGATGGAACTTTCTCTGATTTCAAAAATCAAAGGATTGAATATATTCTTTTCC
ATGAGTAGTCGGTGAATTTAAATTGTATTGAATTTCAATATGTAAATGCATATATGTAAT
CTCATCAAACCGAAAAAGGCTATGATGCTTCTTATTGTACATAAATTTGTTTTGAAGTAA



AACCAANNAAAAAAAAAAAAANNAAAAAAAAAAACA
>CL991Contig1
TTTTTTTTTTCATTTTTACGATAATACTTTTATTGAAAACAGTCTTTTTACACAACACTT
TATTGCCCACCAGAGGGCGATAGGTTTGTCAGGGGTGGTGGTGGTGGTGGTGGGGTGTGG
AGGTCGCTGCCAGTGAAACATGAAGAAATTTGATGATGAAGCCACACCAACAGAACCTTC
ACTCAACACCTTTCATGAACTCCAGGAATTCATCATAATCAATTTTTCCATCGTTGTTTT
TGTCTCCGTCCTTCATCAGCTCTTCGATGTCATCCTCAGTGATGGACTCTCCGGTGGACT
CCAGCATGGTTTTCAGCTCCTCCAGGTCGATGTAGCCGTCTCCGTTCTTGTCAAACATGC
GGAAAAGTTCAGCCAGCTCCTCTTCTGGCTTTCCTTTGCTCTCCTCCTTCATGCAGCGAA
CCATCATCACCAAGAACTCATCAAAGTCTACAGTGCCGCTGCCGTCCTCATCCACCTCAT
CAATCATCTCCTGTAACTCCTCCGGGGTGGGGTTCTGGCCCAGCATCCTCATCACCTTCC
CCAGCTCTTTGGTGCTGATGCAGCCATCCTCAGCATCCTGGATGAAGATGTCAAACGCAG
CTTTGAACTCATTTTTCTGCTCCTCCGTCAGGTTCTCCACCGCTGCTTTGTAGACATCAT
CCATGGCTTCGTTGGTTCTGGCCTCACTGCTGCTGGGCTCAGAGATAGAAGGAGAACGGG
CAGGAAAACTGTTCTGGGTCCGTTTGGGTGAGTCCAAGAAAACTAAAATAAG
>CL992Contig1
CTTTTATTTGGATAAACTCTGTTTCCTGTTTATGTACAGTACAAATGAATGCAAATGTTC
TGCTGATGGAACTAAACAGATACATAAACAATATTCCAGATCGGGTGTTGCATAAAGGAA
GATGCTGGCAGGATGAGAAGCTACATGAGTTCTTTGCCACTAGTCAGTATGTTGCTGAAG
GCGTGACGGCAGCTCCTCCAACGAGGTCAGCCGGTGCTCCGGAGGAAGAGGAGCGGCCTT
CTGCATGTTGTTTCTGTCTAACAGAAAGCCATGGATGCCCACTGACCGAGAGGCCAGGTA
ATCATTGACGTAATGGTCTCCAACATGAGCCACGCTGTCGGCTGATGCTCCACATTTCCT
CAGCGCATGGTGAAAAATGGCTGGGTGTGGCTTTGCCACGCCGGCTCCCTCTGACGTCAC
TAAAAAGCTAAAATGCGACAGCAGGCCGCAGCTTTGCAAGATGGCTTCAAGACGATTGTC
GAAGTTGGAAACGACGGCCAGCTTCAGCCCCAGAGAGGAACAGCTCTCCAAGGCCGTCCT
TGTGTCTGGGTAGACCTCCCAGTTGTCTGCGCTGCAGAAGTTTTGATAAAGTTTGCATGC
GATGGTGTTCACCAGCTCTGGATCTGTGACCTTGCACTGGTGCAGAGTGTCCTGCACCAC
TCCCATCCACCAAGATCGCCCATCCAGACCCTCAGAGATTCCATAGTTGGGGTATCTGCT
GGAATAACTGTGATGAACCTTCTGAAAAGCAGCGCCGACCTCCACAGGACTCAGCTTCAC
ACCCATTCTTTCAGCTTCCTTAGCGTACTGCCCTCCCACAGATGAACGCACCTTCAGCAG
GGTGTCCTTCACGTCCCACAGCACCCAGCGCAGGGGGGCTCGCATGCTCCCAGTGTCCAG
TTATCTTCCAGCTTTAGCACCGATAGCTAGCAGCACTTCTTCCCC
>CL993Contig1
TGGTGTTCCCGCATTTATTTCTTTTTCTTACCGGTTTGTCCTCTGTGTGAGGTGCATAAA
TATGGTACAGAACAACATTTGTTATTTACATGGTAAAATTAGTGACGTACATCTCACATT
GTCTGCTTGTGTTCGAAGCTCAGCAGGAGAAAGAGGAGAAGAAAATGACGAACTGCTTTA
TAGTCTGGCCGTCTAACAAGACTCAAACCTACAAATAGAAAGCTAAAAGTCTTTTGTTCT
GTGGCAGGACAGCAAAGAGAAACAGCCAATGATCTTTCTTTAAGAAGTGGAAACAGAAGT
GAAGTCAGAAAGAACAGACTTCTAGTCTGGACTCCAGTATCAAGTTGAAATACATTTGCT
TTTTAAAGGATGTCAGGAGATAAATGTTCAAATGCGAGACTCGTGATCCTAAGTCTGAAC
TTCTGATCAAACAACGTTAAGTCAAGATCAGTGATAAAAATCCAGGTTCGTGTTGGGAAA
GCACTTAAAGAGGATTCAGTTTGCCACATATACAAAATATGTTTTTTTCTTGTGTTCAGT
TAAATAAGTAAAATCAGGAGGATAACACACAGAACCTTCACATTGCTGTGGTAAATATTA
CTCTTCTCCAGACCTTTCAGTCAGATTGATAAATCAGCTGTTGTTTGCTGAGAAACATGA
AAAATAACTCACAGCTGAAGCATAGGAACAGGCTGCAGCATATTCGTCTTCATCTCCTTG
CTGATACACATTTATTGTTTTTCAATCATTACGGCGCTCAAGAACCACACTGAGGAGACG
ACTGCTGTGTTGTTCTTTATTAGACTTTTGAGAATGTTTTGTTTTTTAACCAAATAGGTG
CAGAAGTAAACAGACTGATCACGAGTCCTGCTCTAAGGATGAAGAGGAGGTGAAATGTTT
GTGCGTATCGGCTCAAGTGCAACACAGCCTGTGGGAGCGTCATGTAGAAGGAGATGAGGG
GTTGAAACAAATTTATAAACATAAATAAAGAAGGGTGTTTGTTTGAGTTTAAGATGTTGA
AAATCCTTAACAGATGATGAAGAGGAAGGTGAATTTGTCTTCTAAGGAGTTCAGTCCTGC
TGCTAGTGAGCAGAGAAGAGCGATCTGGGGAACGGTGTTTGGAAGAGAGGTGGTCAGGTT
CTTAGATGGGCAGCTGGAAGGTGATGTCCACCTGAGCTTCTTTAGCCAAAGAGACGATTT
CTGAAAGTTTTACAACCATTTTGGCAGCTTCATCTAAGTCATCACAGGCCAAGATCTTTA
AAGGACTGGAAGCGATCAGAGCTTTGGCATCATCCACTCTTGTGCCCTGTAACCGTACAA
CTATGGGGATCTTGAGGTCCAGGTCTCTCACGGCCATGATGATACCCTGGGCAATGACGT
CACACCTCATGATGCCTCCCAAAATGTTGACCAGGATGGCCTGAACCTTCTTGTCAGAGG
TGATGAGTTTGAAAGCCTCGGTCACCTGATGTGCTGTGGCTCCGCCCCCGACGTCTAAAA
AGTTGGCTGGAGTGCCACCGTGCAGCTTGATGATGTCCATAGTCGCCATGGCCAGACCTG
CCCCGTTTACCAGACAGCCGATGGTTCCATCCAATCCGATGTAGTTAAGGTCAGCTGTGG
CGGCCTGATGGTCTTCGGGGGTCC
>CL993Contig2
GTAGTTAAGGTCAGCTGTGGCGGCCTGATGGTCTCGGGGGTCCTCCTGAGACCAGTCCCT
CATCTCAAAGACCTTTTTCTGTCGATATGCTGCGTGGGAGTCAAAGTTGATCTTTGCATC



CATGCACATCACAGTGCCGGAGGAGTCCTCCACCATGGGGTTAATCTCCACCATGGAGGC
GTCGTACTTGATGAACAGATTGTAGAGTTTGATCATGTTCTCCGCTGCCTCGTTGACCAG
CGCAGGAGGGAAGCCCATCTTCTGGGCCACCTTAACAGCCTGCTCCATCTTTATGCCCTC
CACAATGTCAACAGGCTCTTTGACGATAGCGTCTGGATTTTCTGCAGCAACGTCTTCAAT
GTTGACCCCCCCTTGCGAGCTGCCAATCAGCACAGGACCCTGAAAGGATCTCTCCATGGT
GATGGCGAAGTAGTACTCTCTGCGTGGATACCTGCGCTCGCACACAAACACCTGGTTGCA
GATTCGGCCTGCCTCTCCGGTCTGCTTGGTGAACAGCTTTCGCCCGATCATCTGGGATGA
AATATCTCGGACCTCCTCCGGCGAGTAGACGATCCTGACTCCGCCCTTCAGCCCACCCTC
AAATGTCCCCTTCCCTCTGCCACCAGCCAGCACCTGAGCTTTCACCACCAAATCCTTCGT
ACCAATCTGTTTTGCCACATTGTAAGCTTCTTCTGCGGAGCTGGCCACCATGCCGCTGGG
CACAGAGATGCCGGCCTCTTTGAGGAGGCCAATGCTCATGTACTCGTGTAGGGAGAGGTT
CCTCTGCTGCTGCTGGAGGTGGGGGGGCTGCAGCTGGGACCCATGGCTACCAAACAGACC
CGCAGATCCACCGAGAACCTTGGACGCGGTGCTGATAGTGTTCCTAGTCCCAGAACTTAC
TAAGGCTAGCTGTCAAGCAGCCGCAAATCAGGGACGTCGCCATGTTTCCCTGCACTGCCC
CCGGCCATAAGGCCCGGGTTAAACGGCG
>CL994Contig1
AGTATGCAGGTGAACAGTTACATAATAGTCTGAGGCAAGAAAACTTCTCCTCAGAAACAT
ATAGTATGAATTTACACAGTGAACTGAATGCAGACCATTCTCAGCAGTCCAGAGTCCAAG
CTTTTACTGATCTGAATTTATTCCACCGACAATCTAGCCTTTCTTACTCAAATCTAGAAC
CCCAATTTCCAATCACATCACCGAAGAACAAAAAAAAAAATAAAAATAGATGGCTCAGTT
GNGAAATAAATATCANTGAGGGTAGGCAANACANAANGGCTGAAATGACNTATGGGAGGG
AANAGCAANAACAGTTAGTAAAGCANGAGCAANAAAAGTACAAAAGCGTCTATGGNGTAG
TAACATACAGTANGNGCTAAAACAAAAAACAGGTCCTTAATTCCCACTGTACCCACNACA
CGGCCNGCAGTTAATCCAANAGCAACTAAAAACGGCAACGGCGGCAGGCTCCATTTGGGC
TTTAGTCCTAAAACTTGAGTCNAANGAACCCCAAAAAAATTGACTTCAAGGCNATNACGG
CTCGAG
>CL994Contig2
GGGGGGAAGGAGGGAAGGANGGGGGTTTCTTATGTCCTACATATTTGGGTTGATGTGCTT
TTTTTTTGTCTTTTGGGGTGGGGGGCAGAGCATCTGACCGAGTGGGGATGAGATTGACTA
GGTATTGTCAATATAATGTACTTTTTATGTTTCTTTTAACTTTCTTTTGTTATTTCATTG
CTTTCTTTGGTTTACTAAAAGCAGCTAACTACTACTAGTCCACTGTATGTAGACTCTCAC
CCAGATGGCTTTGTCGTGTGCAGCTCACCCAATAGGACACTCGAGCAGTCATCGCCTTGA
AGTCAATTTTTTTGGGGTTCATTCGACTCAAGTTTTAGGACTAAAGCCCAAATGGAGCCT
GCCGCTGTCGCCGTTTTTAGTTGCTCTCGGATTAACTGCAGGCCGTGTCGTGGGTACAGT
GGGAATTAAGGACCTGTTCTTTGTTTTAGCACATACTGTATGTTACTACACCATAGACGC
TTTTGTACTTTTCTTGCTCATGCTCTACTAACTGTTCTTGCTCTTCCCTCCCATATGTCA
TCTCAGCCATTCTGTCTTGCCTACCCTCAGTGATATTTATTTCACAACTGAGCCATCTAT
TTTTATTTTTTTTTTGTTCTTCGGTGATGTGATTGGAAATTGGGGTTCTAGATTTGAGTA
AGAAAGGCTAGATTGTCGGTGGAATAAATTCAGATCAGTAAAAGCTTGGACTCTGGACTG
CTGAGAATGGTCTGCATTCAGTTCACTGTGTAAATTCATACTATATGTTTCTGAGGAGAA
GTTTTCTTGCCTCAGACTATTATGTAACTGTTCACCTGCATACTTGTATGTTCTGTAAAT
AAATTCTGTTGATTAATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
GAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL995Contig1
TCATATTTTTAATATTTNTTACCTTCTTGAAATACAATAGTAAAATATATACTTGTGAAT
GTTAGTTGTGTCCAGGTGAGTGCGTTCCAAGTTATCTAAAGAGCATCTGACATTGGCAAC
ATAAAGGTCAAATGATCAAGCTCAAGAAGAATGAATAGTATAATTACTATAATACATCTA
AGAGTCACTAACTTGTAAAATATTTGACAATAGATACTGTTTTTTTGCTTTTTTTAAATC
AATATTTTATTCTCGAAGTGTTTCAAAAAGCATAAAGACGAACAAAAGTCTTCTTTTTTT
TTGCTGGTTTGAAAAAACACGTTGGTAAACCATAGTGTAGTTTCTTCAAGCAATTCTTTT
TCCATAAGCTGACTTCCACAGAAAAGATGCTAAGTGAGTTTCCTCTGTAACTCAGTTTGT
TCTTGTGAGGATGCGGACGGAGGCCGCCCCTTCGCAGCGTTACTAGGAAACCTCCATGTC
TGCTGTGGCTGCAGAGCTAGAGGCCTGTGGTCCAGTGTTTACCACTAATCGCTCCCGACT
GTTAAACACTTCGGCCACTGCTGCAACATCACTAATATCCCAAACTCGTAAGCCGTCCCT
CTGCCCCCCAAAGGCGTAGACAAAGGGCAGATCAGGGCAACATGAAGAACAAAACAGCAC
TCCCATTTTCATATCTCTCGAGTGCACCAAGTTGGGCTTGTTGCCTAAAATATCCCAAAC
TTTGACATGTTTGTCAGCTGAAGCAGTGACGAGACATCCTTTAATCTGGCTGCTGAGGTC
CAGGCCTGAAACTTCTTCATCGTGGGCCTTGAGTGTGAACACTGGTTTGTCAGAACGTGC
GTCCAGACAGTAGACAAAACCATCATCTGTGCTCGCAAGGAAGTTGCAGGGTGAGAAGTG
GTTCCAGACAAGACGCTCCACTTGACCGCTGAACCTCCAGGTCCGATAGCTGCTGTCAGG
GCTTCGACAGTCATAAAGAACCGCTGTTTTGTCATACGACCCTGATATTAAACTCTGAGC
CTCAAATGGGTGGAATTTCAATGTCTGAACCTTATCCGTATGTCGACGCAGAATTGTAGC
TGGTTTGCACTGAGTCAAATCCCACAAAATAACCGTGTCGTCTGCAGATCCACTCGCGAT
CACATTCTTGATCAACATGTTCCAAGATAAATCTAGAACTGCATCTGTGTGGCCCTCAAC



GGGCTCTGCAGCTGCAGCTTTCTTGCTCTTTTTCTTCTTCTTGGAGGCTTTTTTGCTCCC
AAGAGAGAAAACAGGCTCTAAACAATCCACAACATCCAGATCCCACACATCAATCTGAGG
GGTCATGTTGCCCACAGCGACGTAGTTAGCCCTTCTTTCTTCAGGGTTCGGATCAAAGTT
CAGCCACTCCACACACAGAGGATAAGCTGGCAGCAGGATGTCATGGTGGACATAAAGAGA
GTCCTCCTCAGAGTTATAAACATAGATGTCTAAATTGCAGCAGTCTTTCTCTGCTTTTCC
CGCCAGGATGAGGTTGTCAGTGGGTTTAATTTGGAAGTCCTCTCGCTCATATTGGTCTGT
GTCTTTGATAGTAATGTAAGGATCTTCCTGATTGGAGCTGAACACTGTGAGGCCAGCCAG
ACTGTCGCCAAGATTAGCAGTAGCGGCGTCTTCTTCATCATATTTGTCAAGGCCGTACTC
TGCTAACTCATCATCTTCCTCAACTCCTTCGTCATTGTCATCACTTGGACTTTCAGCCGC
AACAGGGGTTTCGTTGATGGGATTTGGATCAGGAGGCATACCCTCATCATCGTCGTCTTC
GCCATCCTCAGCTGCAAGATCCCCCAGGTCTTCTTTTGCCTCGGTGATGATACGCTGAAG
CTCATCTTGGCTTAACTCAACTTTGTCAGGAGTTTCCTTGGCAACGCCACGCTTCACCCA
CCCCACACACGTGATCTGGGAGCTCATTCTGCACAAACTATCGATGGAACACTAAAGAAT
AAATTTCAAGTATTATTTTACTTTACCAAACTAAAGGCATACGGAGAGGTAGCACGTGAA
ACTACTGCTAAGAGAGGAAAGACCCTGCCTGTCCCCCGGCCATAATGNCCGGGTTTN
>CL996Contig1
TTCTATATACAGAGGAATATTGCACAGGTTACAAATCCTTAAAGCACAGAAGTCCTTAAA
AACACAAAACTCTCACTTTAAAGAAGCAAAGTAAGAATTATTAACCTGTGTACTTTATGA
AGGGTAGCGTTCTTTTGTGCGTTGTTGCGTTTTCTTTGTGCGTATGTGGTGGTCAAGGAA
TTTACAAATCGTATTTACACACAGATAAATATAGTTTTCCCACTACTAAGAGGTAAAACA
GCTTTGAGACCCCCCCTTGGTTTTCTGCCTAATACTGCCTGACTACACCTGTTGAACAGA
GCGTTTCCTTCACAGCTGATGTGGCTCCGCCTCAGGATGTGGACCTACAACCATCAACAT
GTTTCTTTCTTCTTTTTGTAAAGAATTGGCTGAAGGGCTAAGAAAATAATTACACAAATG
TGTAAAAATAGAACTCCCTCTTCATTAAAAACATTTTTCTTCTGTGTTTTTTCTTTATGA
TGCAGAGTTTAGAACAAAAATAGCATCTGTCAGTATCACAGGAGAAAGAATTAACTTATT
TCTGACTAAACGGATTTGATAAGGGTGTTTCCATTTCTCCTTTAAGGCTAAGAATAGGCA
AACTTGGATTTTACTGTACGCATGTGTGAGCGTTCTGCATGAGCTGGGGCTTGTCCGTGT
CCGCGGGTCAGCACATTTCCTCGTCGGCAGTGTCTCGGGTGCAGGGAGGGCGTGGCATGA
TGGAGGGGAGGAGCTTTTCATATGTTGAAGCTTTCTCCACAGCCGCACGTGCCCTTGATG
TTGGGGTTGTTGAAGACAAACTCACTGGACAGCTTTGACTCCACAAAGTCCATCTCAGTT
CCCAGAAGGGTCAGTTGAGCCTTTTTCTCAATAAACACCGTCACACCGTCCTGCAGCACC
TCCTCATCAGATTTGTCCTTCTGTTTTGTGTAGTCCAGTGTGTACGTTAGTCCATTGCAG
CCACGTGTTCTCACCCCAACTTTCAAACCGAGATATTCTGGTTTGTCCTGCAGCAGAGAT
CGAATCTTGTTCACAGCTGCTGGAGTCAATGTTAACGCGGCTCGTGTGGGTAAAATCTTT
CTTTTATTGACCGCTCGGACGGTCGCTCGCACTAAGGAGGCAGACATGTTAAACTCCCCG
GCCATAATGCCCGGGTTTN
>CL997Contig1
GGCACGAGGCAGGTGCAGAGGACAGTACGGCTGTGGAAAGGGAACATGAGAGCTCTCGTC
CTCTTGGTGTGCTTCTCAGCGTGCTGCCTGGCTCAGAGGCCACAACCATGCTTATCTCCT
CCTCTGATGACTGGTTTCCTCTCTGTGAACACTCAAAATGAGAAGCTGACAGCCTATGCA
AAGTACTTCTACGATGCCTTTGGGAAGCGAATCCGCCTGAAAGAAGTGGGAACTTACGCC
AATCAAAGCTTCCACTTTGATGCTCTGCTGCTCTTCAGAAAGGGTGTTCTGTACAAGATC
AACCACAAGAACCAGACGTGCACCAAGAAGCAACTGGGTGCAGGTTTCCACCCGCTGGCG
GTTCCAAGGAACGCCACCCTGTTGGGACAGGCCGTCCTGGGCGGCTCCTCCGGACCCGGA
CAGGGGGTCCTGGTCAACACATGGACCGGACAGGTGCACATGAAAAACAGAACAGCTGAG
TACATCAGCACGGTCACCGAGTTTGGCTGCATTCCCATCAGCACGCTGTATCACACCAAC
AAGAATGGATGGATGGTGACCAGCTTCTTCAACAATGTCATAGGGTTAACAGATCCTGAA
GAACTAATCCCGCCCTCTTTCTGTGAAAACGCCATCCTGGACGAGGAGGAGGAGGAGCCA
GCGACATTCTACAGCTTATTTTAAAGCCTTCTTTACGGAAATATAATGCAAGCTGCTGCA
CAAATCATCTTTTGCTTGCTTGTTTTCTGAACCTGCACTTTGATCGAATTTAAAGACTTT
AGTTCAGCTGCAAATATGTATTTATCTGGATGTAGTGTCACGAGATTATCGACGCATAAA
GGCNA
>CL998Contig1
TTTTTTTTTTAAATTCAGGCCAATTTATTAAATTTCACAACTCNTGCATGTAGAGGGCAG
AGCGGTCAGTTGCAATGAACCAAAACAATAAGGGGAGAAAATAAAAGTTTGATAGCTCAA
CTAAAACAAAAACTTTTGTTTTCAATGCTCTTTTCTTTCAGACCAAAACAATCAGGTCAA
AAAATTTTCCAGTAACAAATAAAACCTGAAATAACCAAATTTATTTAAACAGATGCCGCT
TTAGAACTGCTCTTTTTGGTGTTGCTCCTCCGCCTGCATGTGTCAGAAGCAAGTTTGATG
CTAATAAACAACAACTGTTAGAAATTCTTCATGTCAGGAGGATTTTATCTTAGACCCCGA
ACCATCCCCATTTTTTAGAATTTTTGTTTTCCTTTTAAGAGATTCCACCCACGAGTCGGC
ACACCACGCAGGAGTGCCGACACACAAAAACACACACAGACACACACTTAGCCAACAGAC
AGAACCATTCGCTCTACATTCAAAACTTCTTTCAGAGTAACCTCTAGGAGGTGACCATTG
ACCCGACTCGCAGGGAAGGTGGAGTGCTGCTGCCTGAGACGTGATGGCAACAATTCTCTG
CCAGGGAAACAACTGCCACTCAAAGCCTCCGTCGGGGACGCGCCCCCAACAGAAAGCCTC



CGCCGGGGATGCGCCCCGCAACGGAAGGCCTCCGCCAAGGACACGCCCAACAACGCAAGG
CCTCCATCTGGGATGCGTCCCGCAAAAGGATGCACTCCGCTGGGGACGGGCCCCGCAACA
GAAAGCCTCCGCCGGGGATGCGCCCCGCAACGGAAGACCTAGGTCTAGGACATGGCCACA
ACAGAAGGCCTCGGTCAGGGCCGTGCCAGCAAAAGAAGGCCTCCATCAGGGGTGCAATCC
CAACGGACAACCTCCATCAGGGCCACGGCCACAACAAAAGGCCTCCGTCAAGGACGCACC
CCCAACAGGAGGTCTCTGTCGGGAACGCTACAACAATACAGGAACTTCGCAAGGATGCAG
TTTTAACATGGGAAAATTCTGACAAACGCAGAAACTGTCAGTGACATCACCCAACAAGAG
AACACAATAAGGGTCACAAGAATCCAACAGAAACCTCATGTTTTATCTAAAGTTGAAAGA
CTCGAGCTCCTGAGACGTGAGTGGAACAGAGAACCAAGAAAAACAAAGAATTTTGGAGAA
AAAGAAAAGAAACCAG
>CL999Contig1
TTTTATTTTAAATGTTTGTTTTATTTGGTGGAAGCCTTCAGCACAACATTTTTGATAATG
AAAGCAAAGCATTGACTCATCAAACCAAGCATAGTGCGTAGAGTAGTAATGACATTTTGC
TTTATGATGGTGGCTTTATGAGTTCAGAAGGTGAGATTCCTCAGCTGGTATCCCTCACTC
CTTAGCAAGAGCAGAAAGTTAGGCATCTGTGCACTCCCCGTTTTTGGGAAGCAGAACAAT
GTTGTCTGGCAGGATGCCACTCGCCGAAGAGACCCGCTTGAACTTCGCCAACACCTCAGC
ACTGAGGTCAGGACTGCGGCCATAGAGTTTGACGGCACTGTAGACATCATCTCCTTTTGT
TTTGAGGGTGTGGATCACGGCATACTCGTCATATTTGACGTCAACCACAGTTATGTCATT
CAAACTCCCCCATCTCTGACAGAAATATGAGAACTTCCCGGGTATGCTTGTTTTCTTCGC
AAGTTTGTTCTTTCTCCTGCAAGTGCCATCAGAATTGAGACGAGAGGAGGCAATGTCCAA
GTCTCCTTCTGCAGTTGGTTTTAGCATGGCTGTTCCCATCTTCATCGTTGCTTTGCGGCT
TACAAACCACTGAGCGTTGGTGGCATATCCTACTGTATACCACTTCCCTGCCATCTCCTG
TAAGTTAAAGTCTGCCTGAGGTACGACTTCAGAGGAGACACTCAGGGAGCAGAGCACGGC
TCCCAGCAGGATGAGCACAGAGGTCATGGCTGCTGCAGAGTGGGGTTAGAGCGTGGATGA
AGATGTGTCGGTCCACGCACCCCCGGCCATAAGGCCCGGGTTAAAGGC
>CL1000Contig1
AGGGCCGGGGAGGCCGGGGGCGCGGCGGTCAGAACCAGGGCTGGAACCAGGGCTACGGAA
ACTACTGGAACCAGGGATACGGCAACCAAGGTTACGGTGGTTACGGTGGATACGGCGGCT
ACGGCAACTATGACTACTCCTCCGGTTACTATGGATACGGCCCGGGATACGATTACAGTC
AGGGCAGCGCCAGCTATGGCAAGACCCCACGGCGGGGGGCTCACCAGACCAGCTACAAGC
CATACTGATGACCGCCCGTTACTCAAAAAAAAAGACTCCAGTAAGACCGACGGCTGGGCA
GCACCCCGGCCTCACTCGACCTCTTTTATGACAGACGACCATTTGTACAGAAAACATCCT
AAATGTAACTTTTCCATGTTTTCTTTTTTTTCTTTTTTTTTTTAATCCTGTGATTTTTAA
GTTTTAGATTTCCGCTAGTTTTTTTTTCTCTCTGCCCCCTCCCCTCCACATTTCCACAGG
AAGTGTAATTTTTACTGTACTTTTTGGTACCTGTTTTGATTCTAATGTATTGTAAGGGTT
GTATTTTACATGTGTGCTGGCTTTACAGGTTGGGAATCATGGCACTGTAAAGGAGCTTTT
TTTGACAAATAAAACAAGTTTTCAGTAAAAAAAAAAA
>CL1001Contig1
GTCACAATGNACTCACTGGAAGAGACGAGGCGACNAGAACAAAATGATCANNAAATAACA
AAAAATACAAGAGTTTAATTCAACACTTAAAAAGCACATTACTGCTCAACTAAATACAGT
TCTGAGTGAAAGCATGCAGGGCCAGAATGGATTTCTGCTTCACCATTAAGACAGAAAAAT
GGAAGGAAAATCCTTAGTCATCATTTAACACACGTTTTCACTACTGCGCTTAGATCGCCT
CAATGTGGGAAAGAAAACCTGAAAAGAAAATCAAAAATACAAAACTGCCTTCTTGACCCA
AAAATCCAAGATCTTCATTTCCTTTCAGTCGACCTGGAACGACTCCTTGACCGGGAGAAG
GATCGTGAACGCTTGCGGTTCTTGTCTCTGGACAGAGACCGGTATCTGCGTCTGTCTCTT
GAAAGAGACCTGCTGCGACTACGACTCAGGCTCCTCCTCCTTGGTGATCTGCGTCTGACT
GGAGGACTACGACGGCGAAGTTCATCCCGAGGACGCCTACTCCAAGACGGTGGAGGGCCC
CGGCTCCTGGAGCGCTTTTCCCCGGTGGATAGTTCCACGCGCACTCGGCAGCCACACATA
GTCCTGCCATCCAGTTCCCTCACAGCATCTGATGCATCTCTGGGATCTTCAAACTCAACA
AAGGCAAAACCTGGAGGGTTCCTGGCAACCCAAACAGTTCTTAACGGGCCGTAGTATCCA
AAAGCTCGTTCCAGCTCTGTCTTATTGCCATTGTTGCCCAGATTCCCCACGTACACTTTG
CAGTCAAGGGGGCAGTCTCGATGATAAGCAGGGTCTCCCATTTTATACTCCCCACTTCCT
TCCGTCTGTGAATATGCCTGACAGAAAAACCTATTTATAGGTGAAAAGAGAGATTTATCG
ATAAACGTTCGTCGCCAATTAGATTGACGAAACCAGCAGCGGAAAAGGACCGTCGTCTTC
CCCCGGCCATAAGGCCCGGGTTAA
>CL1002Contig1
TTACTACTATTACCTTCAAAACCAAGATGTACGGCCTGTTTCANACGGCGTTCTACTTCG
GCTACATGGCTGTGTTCAGCACTGCTCTGGGAATCATGTGTGGCGCCGTGGGATACATGG
GAACAAGTGCCTTCGTGCGGAAGATCTACACAAATGTGAAAATCGACTAGAGTCCAGCAG
CGACACAGGGATGTTCGTGGATTTGCCCCCCAGGATCCTGACAGACGGAGGACATCACTC
ATACTTTATTACTTTTCTTTATTGCTAAGAGATTGAGAGAATCTCACTTTGTACAATGTA
GTTTTCCCATTTTCTGAATGAATTTGAAGGCCTCATCTGAAAGCCAACCAAAGGACGTCA
GACACCTTCTGCTTTCAAACAAACATTGGGGCGAAGGTTAAAGGCCGACGCGACCTGTCC
TTTTCCACGCCGGCCCAGCTGAGGCCCCGCCCACAGCTGGAGGGGTGTAGCTCTCTTCAG



TGAAGAGGCCCGTGTGTGGGAGCTGGGTTGGTGTCTGCCTCTGGACTCGGTTCTGTTTTG
TATTCTTGAAGTGGCTCATTGTTGGGTGGGTGTTCCTGTAGCTGCAGACCGACGGTCATT
CCCCGGCGGGCGGCCCGCTCCATCAGGTGTAGTCCTGCTGTAGTTTACTGTACAGGAGCG
GGCAAAGCGGCGGATCCGCAGGTACAGGAAGGTTTTTAAATGTTGATCCCATTTCCCAGT
CCTGTTTTCTTACGTTTGGGTCTGAATGAAGTCTACTTGTAAAGATAATATATGGATGTG
GGAGAGTGTATATACCCATCACAATGTACCCTAGACGTAGATCCCACCTATATTTTCTTT
GTACAGATTTACTACAGGGTGGTTTTTTTGTTTTGGTGCTGGGGTCAGGCAGGTGGCGCC
GTTACATTTGCCTGAAATTGCATGAAGTTTTCTTGGCTTTTCTTTTTCTCCACTTCTGCT
GACTGACGAGCGATCACCTGAAGAGGCTTTTTTTTATCTTGTTTTGAAGCTTTAAAGGCT
CTGGGTCACCTGGTTCATGTTCTGCCGCCTAACCGGAGATGTCGTTTGTGAATGTGGGCG
GGGCCAGGCCGTGGCTTCCTTCCTGAAACATCCTGTACAAAGTTTCTGTACTAAACTAGA
TGTTTTCTTCTCCATACAGTCGGTATGTTTCCTGCTCGTGTGAGAAGTGGTTTTCTTTTC
CCGGTTTCTGGCACCTCATGTTGTGTACCGATGTCTGAGACATTTTCACCCTGATATTAA
CTTGCGTAAAGAAATAAACAG
>CL1003Contig1
TATTTTTTTCCATTCCCTTTTAGACATCGTTGCTTTAATATTCATTATGTCCAAACAGGC
AACTTGTGAAGTGATGTATAGATGTCACTGCTAAAACTTACACTTTAACTACCAAAAAAA
CCCAAAATGTTGGGCTAAGTAAGAAAGGAAAATGCACTTTTAAGTAGATGAGTAACAAAA
TGTAAAAGAAAATGATCCAATATTTTCAAAACAAGTCTGTGGCAAATTTGTTTAGGATAA
ATATATAAATAAAAACAACTTATTCTCTCAAATTTTGTTGAATTTTCAACTGGAAACATC
TGGTTGAATACTTCTAGTGAATTAAAAGCTGGATCAGAAAGGCCACAAGCTTATATTTGT
GAATGAAATGTGTGTCTTTTTTAAAATATGTGGCGATTAATCTTGTTTGGCTACCAAAGT
GGTTTATGGTGGAGAAAAAAGTGGTTACAATCTGTAGTCTGTGTATACTTGACATGCATT
GAAGTCATTTGAAAGGTTAAATGGAGAAAAAGAAATGTTTTTTTAGTTAAATAGTTATCA
AATTGACCATTTAAAGGATAATGTAACAGTATATCATATCTCTTAAGTGCCAGGTTAAAT
ATACTATTAGAATACAGTAGAAGACATAAAAGGCAGGACGTTTTAAAAAGGTAACAGGAT
TTGTTTCATGAGAAATACAAATTTCTCTTAATGCAGATGTGAGGTTAAAAATAAACAAAG
GCAGAGAACGGACTGGATTTGCTCTAGCGAACCAGAGGCGTCTGTTTGAGAGAGATGAGG
ACCGAGCGCATCCGAGACACGTCCTTCGCCTGCTTGTTGGTTTTTGGGTTGAAGTCGCAG
AGACGGGCTACCCGCTCCCACTCAGACCCCGGCGCGTCGCTGTCAGTTTCTGCCAGGAAA
GCCTCTTCCGATGCTCTGTTGTTGGCTTTATTCTTCTCCATCTGCTCATTCTGGTGTAAA
TGCCAGTCTTCCAGCTCCTTCTTGGCCTTCTCCCTCCACTCTACCTCTGCTGCCTTAGAG
GCTGAGTCTAATGCTTCAAGGCGGGCCTTCTGTTCCTCCCTCCACTTGCGTAAACTCTCC
GGTTCTTGTCTCTGAATATCCACCTGGGCGATGGCTGCATAGCTGTCAGTTGGGCCATTG
GACTCCTGAAATATTTCTCCATTTACTGCAGCGATTTCCTCTTCAAAGCCTTCTAACATG
ATGGGAAAAGAAATGAATCAAGATTTGAATGAAAGCCGTCTCCTTGGAAGTCGCTCCTTT
CTTCAGCCCGCTCTAGACTGAACTCCCCGGCCATA
>CL1003Contig2
TTTCATGAGAAATACAAATTTCTCTTAATGCAGATGTGAGGTTAAAAATAAACAAAGGCA
GAGAACGGACTGGATTTGCTCTAGCGAACCAGAGGCGTCTGTTTGAGAGAGATGAGGACC
GAGCGCATCCGAGACACGTCCTTCGCCTGCTTGTTGGTTTTTGGGTTGAAGTCGCAGAGA
CGGGCTACCCGCTCCCACTCAGACCCCGGCGCGTCGCTGTCAGTTTCTGCCAGGAAAGCC
TCTTCCGATGCTCTGTTGTTGGCTTTATTCTTCTCCATCTGCTCATTCTGGTGTAAATGC
CAGTCTTCCAGCTCCTTCTTGGCCTTCTCCCTCCACTCTACCACTGCTGCCTTAGAGGCT
GAGTCTAATGCTTCAAGGCGGGCCTTCTGTTCCTCCCTCCACTTGCGTAAACTTTCCGGT
TCTTGTCTCTGAATATCCACCTGGGCGATGGCTGCATAGCTGTCAGTTGGGCCATTGGAC
TCCTGAAATATTTCTCCATTTACTGCAGCGATTTCCTCTTCAAAGCCTTCATAGTTTACG
GTCTGCGGGTGAGACGCCTGGACACTGTCCGCGTCTTCCAGCGCCCCAAACCCGTCATTA
TCATTTTCAATCCCCGCTATCTCACTCTCTTGTTGGGCCAGAAAAGCTGCAGCCGGGTCC
TCTTCAGTCGGGTGTGCTCCGTTGTCAGCCATCGGAGTTCTACAGGATTGAAAATCTGGA
TTGAAGTAGTGACTGAGCCACCAACTAATCTTGGCAAGACACTGCTTAAACCACAATAAG
CAAATAAACCGTATGTAACAAACAATAACAAAAGGCTTCAAGCTAAGGCCTACGGTGGTG
ATTCATGATTTCTCCAATACTGTCATCCC
>CL1004Contig1
CCTCCAACACGGGCCCTCGGGGCTTCTCGTCCTCGTAATCCAGAGAGTTTCCACACAGCA
TCACGGTGTCCAGCATGATGATGCTCAGAGTCTTCCCCGTGTTGGGAATGCGAAAGTCCA
GCTCGTAGTAATACGAGGGGAACTTCCATCTATCAGACCTCTGGGAGTACTCAATCTGGG
CCTTCACGTTCCCCGCATGGTCATGGTTACCAGCAAGAACGTACCAGGGGACTCTGAGGG
ACTTGGCGGTGTAGACGGACTCGAAGGTTTCCTGGAAGCGAGGAGAGTCCACGCTGTTCA
CACCTTTGAAGTAGAAGTTATCGCCGAGGGCCAGAACAAAGTCGGCGCCCATCTGCTCTG
CCACTTTACTCATCTCCCGAGCCGTGGTCTTCTGCACAGGCGTGACGTACGGCGGGTACG
GCACGCCGCCCCAGTCCCCCACCGCCAGGAACCGGATGGAGCTTCTGTTTCTGCTGCTCG
GCTGGAGCTCCTGGAAGGCGGCAGGATAGCAGTGAACCACGGCAACGGCGAGGGCGAGGA
TGGAGAGAAAAGGGACTGCCATCTTTCAACTGAAGCAACACACCGTCAGTCAGAGAGAAA



AACACAAACCAGGAAGAGGAACCCCAACCAGCACACAGCCCTGCCTCTGCTAACCACATC
TCCCTCGTGCCGAAT
>CL1005Contig1
ATTCGGCACGAGGGCCCCCCAGCGCCTCCGCTGCGCGCCGCTTCCGCTCCCCACCCGCCT
CAGCGTGATGGGATGCTGCTGGCGGAATGCTCCAGGTGTTGGGACATCGTCCGCAGACCA
CACGTCCTTATCGCTGCAGTTTACAACACATCAGCGTTTCCTGCTGCTGAGCCATTTTGG
GTGGTCAGGGCGCAGCGCGGTCGGCTCTCGGTGCAGAGGAACTGCTCGCGCGGAACGGAA
GTTGTTGACTGGCAGCTCTTTCTCCCAACTTCACCATGAAGAATTTGGTCTTTTTGCTTC
TGGTTGCAGCTTTTACCGGCGCAGCCGCAGAGGAGACAGCAGAGGAGCCCATTGTGGAGA
CGCTGGAGAGGCCCGAAACTTGCTCCTTACTCTCCAGGATGGGAGACACCCTGCAGATCC
ACTACACGGGTAGACTTATGGATGGAAAGGTAATTGACACGTCACTGTCGCGGGATCCTC
TTGTGATCGAACTGGGAAAGAGAACTGTTATCCCTGGTCTGGAGCAAAGCTTGGTTGGCG
TGTGTGAAGGGCAAAAAATCAAAGCTACTATTCCATCTCACCTTGCATATGGAAAAAAAG
GTTATCCACCTACGATTCCAGGTGATGCTGCCCTGCAGTTTGAAGTGGAGGTGATTTCTT
TGTCGCAGCAGACGCCAATGCAGAAAATGATCAATGACGTCTTTCCTCTTGTGTGTTTGG
CTCTGGTGCCCACTCTCCTCGGTTTAGTGGGACTTTACCTGTACAAAAAATCTATTGCCC
AGAAGCCTAACAAAAAGAAGGCAAAAGACAAGAAGAGCAAGAAGAAATAAGAAAAAAAGC
AAGATGCTATTTAAATAAAGTTTTTAAAAAAAAAA
>CL1006Contig1
CGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGACTTGAAGGTTGAGCCTTTAAAGAAAA
GGAGCGCCGGGATCTGCAGGCCACCTGACGCGGTTTGATTTATTGCCCGCACACTCCTGA
GCAAGCGCCTCTCAGAGACACAATGGAGGACCAATGGCAGAGGGCATACGACTTTGCTGT
TGAAGTGGCAAGGAAAGCCGGAGAGGAAATTCGGAAAGCTGGCGAGCGTGAGATCCGAGT
CATGACGAAGAGCTCCACTGTGGATCTCGTCACCAAGACTGACGAGAGGGTGGAGAAAAT
CATCATTGGGTCTCTCACAGACGAGTTTGGAGAGGGCACACACTGTTTTATCGGGGAAGA
GTCCGTGGCGAAGGGGGAGCCGTGCATCCTGACTGACAAACCCACGTGGATCATCGACCC
GGTGGACGGCACCACAAACTTTGTACACGGGTTTCCATTTGTGGCTGTGTCCATCGCCTT
TGCAGTGAATAAACAGTTGGAGTTTGGCGTTGTTTACAGCTGCTTGGAAGACAAGATGTA
CAAAGCAAGGAAGGGGAAGGGAGCTTTCTGCAACGACCAACAGATCCAGGTGTCCGATGT
GAAAGATATCCACAAGTCTATCATTATTTCTGAGCATGGAACTGACAGAAGCCCTGAAAA
AGTGACCAAGACCTTTTCAACTATGCAGAAGATCCTCTGTATCCCAGTTCATGGGCTCCG
GGGGTCAGGAACAGCGGCCACCAACATGTGTCTGGTGGCGACCGGGGCAGTGGAAGCTTT
CTTTGAGATTGGCATCCACTGCTGGGACATTGCAGCCGGAGCCGTGATTGTCCAAGAGGC
CGGAGGAATACTTCTAGATGTTGACGGGGGACCGTTAGATTTAATGTCCCGACGGATGGT
TTCAGCAAACAACGAGACCATCGCTAAACGGATCATCAAGGAAATCGAAATCTTCCCAGT
GGTGAGGGACGACGCTCCTGCAGAGAAGCAATGAGAAGAAAAGCTGTCCACACTGAATGT
CAAAATGGACTAGAAAATGATAACAGTATTTTTTTAATGTATGTTTTTCCCGAATAAAGT
TACTGAGCTGCAATCAGCTGTCATTGTCTAAAGCTGAACCCTCGTGTTCCCCTGGAGGCT
CATTTCGTCTATTAATATCAGCTCACTTTGATTGCCTCTCTGCGATTGTCTGCGAAACAT
TTTGATTGAAGAGGGAAACGGCTATAATTTAACACTTAGCTATTTCCTGCACAATTTTCC
CCTCTCTTCTGCATTTTGCCATCTGCTGTAACAATAAATGTGTTTTTTATCCAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAC
>CL1007Contig1
TCGGCACGAGGGACGTGTTGGACCTTCATGAGGCGGGAGGAGAAGACTTTCCTATGGATG
AGGATGGTGACGAAAGCATCCACAAGTTAAAGGAGAAAGCCAAGAAGAGGAAAGGACGAG
GTTTTGGTGCAGATGATGGGGCCCGGTCCAGAGCCAAAGAGGACTATGATACTGTGGAAC
AGGACGGAGATGAGCCTGGGCCTCAGAGATCTGTAGAAGGCTGGATCCTGTTTGTGACGG
GCGTGCACGAGGAGGCCACAGAGGAAGACATCCACGATAAGTTCTCAGAGTTTGGGGAAA
TCAAGAACCTCCATCTTAATCTGGATCGCAGAACTGGCTATCTGAAGGGCTACGCACTGG
TGGAGTATGAGACGTACAAAGAGGCCCAGGCGGCCATGGAGGGGCTCAACGCTCAGGATC
TGATGGGCCAGCCTGTCAGTGTAGACTGGGCATTTGTCAGGGGGCCCCCCAAGAACAAGA
GAAGGACCGGTGGGCGGAGACGCAGCAGAAGTCCCGACAGGAGGCGGCGTTAAACACCAT
CTTTGGCGCGTGATAGTTGGAAAGTTTTTGTTTTGTTTTGTTTTTTGTCACATCTTCAAA
TGGAAAGTTCAAAGTTATTGTAGTATGTTTCTTAGTATCTGTGCTTTACATCCACGTGGA
AGCAAACACCAGGATGATTTGTTTAAAATTGGATAAAAACTGGGTTTTTGTGCATCTTTT
GGCCAACTTTTGTTGCACCATGTCAATTTTTTTTTCCTAGTTTGCTCTTTGTGACCTGGA
TTTTATTCCATTTTTTTATTGGCTTGAACTGTATTAAAGTTTTAAAGTGGAAATACCAAA
AAAAAAA
>CL1008Contig1
ACGGATTGGACAAAATAAAGGAAAGACGTCTTCAGAAAGATAATCACAGTATTGCATTTA
TATACAAAAGTCTTAACAGGTTCACAAATGAAGTGTACAGTACCAAATGACAGAAACCCT
GGAAATATATTTTACACCATTTGTTACGTCATAGACTCATGTCACCAAAAAAAAAAGAAA
ACAGCAACGCAGGTTTGAGCCAAACTGTTGACTTTACAAAGTTCACTTTTCAAACATCTG
CTCAAAACCAACTGGACTATAAAAATACAAAAAATAAAAATAATGGACCTTATTGGTCTT



CAATGAAACGGCTTCAAAGCATAATTGGAATTAAGTCAGATTCATCAAAAGTCCATGAGG
CGACCTAAAAATTAGACGCTGGATCCTCCAGCTCCTTTAATTGGTGTCCATCTGGCACTG
AGCGTTGTAAGCATCCAGCTGAGCGTCCAGCTCCTCTGCCGTCACCGGGGGTTTGTTTCC
ACCGCCTCTGCCCCGGCCTCTGAAGCCTGAGCTGCCCCCCCCTCTGAAACCAGAGCTGCC
CCCCCTTGGCCGCCGTTCAAAGCGGGGCTGGCCCAGCCGGCTTCGGTCGAAGCCTTTGTT
TGAGCTCTGCGTGCCGACGTCTGAGGCCACCTGCTGGATTTTCATGGGGTGACCGTCGAG
CGGGACGCCGTTGTAGTGCTTCATCGCTTTGAGGGCATCTGCTTTATTTACAAAGTGAAC
TTCAGCGACTCCTTTACTACGACCAGAGCGATCGTAGTGTATCGATGCCTTCTTTAAAGT
TCCAAACTCTTCAAAGAGGTCCTTTATGTCTGAATCAGAAACTCCAAAATCGAGGTTAGA
GATGAGCAGCTTGCTGCTGCTGCCCCCAAAGCTGTCGTCTGCCTCTGGACTCTGGGCCCT
CGGCCCACGAGAATGCTCCTCAAACATGTCGTGCTGCCACTTGTCCGGCAACTCCCTCGG
CCTGGTGTACGGTGCGGGTCTGTTGGTCCTCTCGCGGCTGAAGTTACTTTGTCGACCGCG
ACCCGGCGGCCGCGACGATCCACCGGCTCGACCGGATCCCCTCTCCCGTCCGGACGATCC
TCCTCCTCCGCGGCCTTCTCTTTTATTCATTTTGATAATGTCGTCCAGAGACATGCTCAT
CTTATCGGCCATAGTAGTGACAAAAACGACGAACGAGAAACCAACGAGGAAAGACAAACA
AGAACAAAGACACCGGACCGTCGACAGGCGCCACTTTTACCCTCGTGCCGA
>CL1009Contig1
TCGCACGAGGATCGTGTAGTCACTGTAAAGCTAGCGTCTGGTTCATTGAAGAAGATTTAT
TCATATATCAACAGAAAAACAACTAAAAACCTTCAACATGTCTATAATGTCGTATAATGG
GGGGGCCGTCATGGCCATGCGAGGGAAGAACTGTGTTGCGATCGCAGCGGATCGCAGGTT
CGGCATCCAGGCTCAGATGGTCACCACAGACTTCCAGAAGATCTTCCCCATGGGGGAGCG
GCTGTACATCGGGCTGGCCGGTTTGGCGACGGACGTTCAGACAGTATCTCAGAGGCTAAA
GTTCCGACTGAACCTGTACGAGCTGAAGGAGGGGCGCCAGATCAAACCTAAAACCTTCAT
GAGCATGGTGTCCAACCTGCTGTACGAGAGGAGGTTTGGACCGTACTACATCGAGCCGGT
GATCGCCGGACTCGATCCCAAAAGCTTTGAGCCGTTCATCTGTTCCCTGGATCTGATCGG
CTGCCCCATGGTGACCGAGGACTTCGTGGTGAGCGGCACGTGCTCGGAGCAGATGTACGG
CATGTGCGAGTCTCTGTGGGAGCCCGACTTGGAACCGGAGGATCTGTTCGAGACCATCTC
CCAGGCGATGCTGAACGCCGTCGACAGAGACGCCGTGTCTGGAATGGGCGTCGTCGTCCA
CGTCATAGAGAAAGACAAGATCACCACACGAACCCTGAAAGCCAGGATGGATTAGTTTCT
GCACCCGCTCTTACTTTTGTAAAAAACAAAACAAACAAAAAAAATGTACTGTCTGATTTC
CTACTGATGTGGTTCAAAAAAGAGAT
>CL1010Contig1
CCGGGCTGAGGAATTCGGNCGAGGGTTTCCCTATGTGNGAGACTGACCTCTGATATTTTT
AAACTTTTCATTGTTTAATTCTTCGGAATATACTGTGGACATTTTCGGCTTCAGTGAGTA
AGGATGAGACGCGCTGGTTTGGGTGAAGGAGGCTCCGGGAATTATGTGGCGAGTGGCTAC
AGTGTTTATGAGGAGGAAAATGATCATTTACAGGAGGGACTGAGAGCTAAAGTCAGCGCC
TTGAAAAGTCTGACTATTGATATTGGAACAGAGGTTAAATACCAGAATAAGATGTTGGAA
GATATGGACTCGGACTTTGATTCTACAGGCGGACTGTTGGGAGCCACCATTGGCAGAGTA
AAGCAGCTGTCCAGAGGGAGCCAGACCAAACTGCTCTGCTACATGCTGCTCTTCTGCCTT
TTTGTCTTCTTTGTCCTCTACTGGTTCATCAAGCTGAGGTGATAAGAGCATCTTGTTGGA
CTTTGCCCCTTAGCTCCACGTCTTCATTCCCATTCACTAGCAGCTCTGACCTAAAAAAAC
ACTTGTTCAATTGGTTAGGTGGGGATTTTTTTCTTTCGAGCATCATTTTGTTTCCTGATG
TCCCCTAAATGAGCCATGAAAGGGCTTGAAATAGAAAATAGACAAGAAATAAACTTTGAA
AGTGTTCATCTTTAACAAGGCAAATGACCCAGGAAAGCACCTTGTATACCATTTGTATAC
CTAACACATTAGTATTTGTGTTGCACAGCTACAGCTCAGTTATGATTAAACAAACAGGAT
CCACAGTCCAAGATACAACAGCTGCTGATGAGTTATTTTTTGTAAATGAGGTTAAGGTGG
TTTGAGCTGTGGAATAATTAAACACAATTTGGTGTACTTATGTCAAGGAGGGAGTTGATA
TGGACAGGTTTGAACACAAGTACGGTAATTACAACTCATGTTGATGAGTTTTGGACAGCC
AAATGAATTAAAGGCTGCCGATAGTCCTAAAAACCTAAAATCACAACTAAACAATTCAGT
CTTAAATGCTGCCAGAGCAAAGTTTCCATAATAAAACACAATTTCAACATTGTTTTTTGC
TATTTTAATTCTTCTGCCACTGATTTACAAACTATGAGCATAAACATTTGTTATACAAAA
TTATGTCAATCTTATTTCAACTGTTCAGTCCCATAAATGTGGACACACACAGTGCAGCAC
ATAAGGGACACGTCTGTATTACATCACCTGACATTGTAAATCACCACAGAGACCTTCATT
CTTGAGTAAAAATGTAAATAAAAACAGATTTTATGGCATCGTTTGTGTTTCCATGCTGGA
TGTGTTCAAAGCGTTTAACATAACTTCATCAATAAAAGAAGCAAACAATTACAAGAGATT
TCCAAACTAATTTTTTTTTTACAAATATCTGAACAGGTCAGGATGGTTTAAAATTGCACT
CATGTATTAATTATCATCGTCTGAGCAGGAATCTGCTGCAAATGACATCACTTCCGGGGT
AAAGTGTCCATGAACTTGCAGATTATTCCCAGCATCACCTCATCAGCCCCGGCGCCGATG
GACAATAACCTGGAATCCCTGTAAAATCTGCTAACCATCACATCACTGGTGAAGCCCATG
CCTCCCCAGTACTGAAGACAGCTGTCACTCAGTTCTCTGGCCAGGCGGCCCCCCTTTAAT
TTGGCCATGGATGCCAGTTTTGTAACGTCGTTCCCTTTAATGTACAACGCTGTTGCCCGA
TGCAGGAGGGAGCGAAGCAGCTCCACCTCGGTTTGCAGCTCAGCCAGCCGGAAGTGAACA
GTCTGGTGGTAAAGGACGGGGAGCTTGAAGATCTTCCTCTGCCGTGTGTACNGGATGGTC
TCCTGGATGATATTTTCCATAGTGGTCACAATGTTGGCCACCGCCCAGAGCCTCTCTTCC



TGGAACTGCAGCATCTGATAGGTGAAGCCCATGCCTTCTTCTCCGATGACGTTCTTGCAG
GGCACATGGACATCATCAAAAAACACTTCAGCTGTATCTGATGACCACATTCCCATTTTA
TCAATCTTACGGGCAATGTGGACCCCTGGCAGATTCATGGGCAAACAGATGAGAGATTTG
TTCTTATGAGGGGGCCCATCACTGGTGTTTGCAAGCAAACACATCCAGTCAGCCTGAGTA
CCGTTGGTGGTCCACATTTTCCCCCCGTTAATCACATACTCGTCCCCTTTCCTCACAGCC
TTGGTCTTGATGCTTGAGACATCAGAGCCAGCTCCAACCTCACTGACCCCAAGACAAGCC
ACTTTGTCGCCCATGACTGACGGAAGGAGGAACTCTTTCTTGAGCTCATCGGAGCCAAAC
CGGGCTAATGCTGGAGTTGTCATGTCGGTTTGGACGCCGATCGCCATGGGGATGCCTCCA
CAGCGGATGTTCCCCAGTTCGTCCGCCATGGCAACACTGTAGCTGAAGTCAAGTCCCAAG
CCTCCATACTCAACTGGCTTGTTGACTCCAAGGAAGCCAGCGTTTCCCAAGATCTTGAAG
ATCTTGTGGGCTGGAAATATCCCATCTGCTTCCCACTGATCCACATAAGGGTTGATCTCC
TGGTCGATGATCTTTCTCAAGGCCTCCTTTAACGCAAAGTGCTCTGGTGTGTAGATTAGG
TGGTCGTCCGCGGTCTCTGAGGCACTGGATTTAGATGAGACATTTTCAGATACCGAGCGG
ACGCTAACAAACCGAGAGAGCTGGGGTAAATGACGAAGGCGGAACAGCAGCTTTAACCTC
CGGGATCCTTCACGCAGCGCCATCTCTCCCCGGCCATAAGGCCCGGGT
>CL1011Contig1
TTTTTTTTTTAAAAACAGACACACAGGCAGCCTTCAGAGGATCATGTTTGGAGTGAAGGT
GTGGTCCCCACGGCAACTGATGGCTTTCAGAGCAGAAACAGGGAGGAGGAAACGGGTTTT
GGGTTGGTGAGGGTAAAAGAGGAGTTTTGGAATTTGCACAAACACATTTTTTTTTAATGC
TCAGTTCAAAGTAAGTAACGATTTCGTGTGTGTATCTGCATTGGTGTATGGATGTAAATC
TGGGAGTAGGATGAAAGTCTTCAGACGATCTTGTTCTCCAGCAAGGCAATCCTCTTCGAC
ATATTCTCTAATTTTTTTGTTAGTGCCTGTAGGGCACTTTCTACTTTCTTCTGGAACTTT
ACGAGTGAGTCACATTCACACGGCTTCTCCTCATCACAAAAGTTGATCTGCAGCTTCTTG
GCAATCTGGTTCATGGTTTTGAAGTCAGCGGTGTAGAAGTAGTGATCCGCAGTCGGCTCA
GATGCGATCTCTTTCAGCTCGTTCTCAACGGCATTTCCCACTCCAACGGCGTACATCTTA
TATCCGTTGTCTTTAGCCTTCTTGGCAGCATCTCCAATATAGTCCTGGCTTCGTCCATCG
GTGAAGACAATCCCCACTTTTGCTACTCCAGGCCGGGAGCGCCCAAAGCTGTTCTCTACC
ATAAAGTTCAGGGCCTGGCCTGTCATGGTTCCCCTCTCCATGTAAGCCATCTTCTTGACT
GCGTCTTTGAGGTCTTTCTTGTTGTTGTACCGGCCCAGGGGGAACTCCTCCCTGACGGAG
CTAGAGTACTGCACAAGTCCAACATGAGTTTTGGCGTCAGAGACGTCCAGTTTGTCGATG
ATCTGGTTGATCCACTTCTTGACCAGCTCAAAGTTCTCCGGGCGAACGCTCTTAGAGCCA
TCAATCACAAACACCACATCTGTGGCAGCATTGCTGCAAGCACTGCAGGTGCGACCATCG
TCCCTGAGGGTAAAGCCATCTTTGCAGGCACATTTGTATGATCCTGGGGTGCTGATGCAT
ACCTGCTCACAGTCGTGATCACCGGTGGCACACAGGTCCGACACACAGAGGGCTTCCTGA
AACTTCTTGGTGAGTTTCTCTATTACGCTGTAGCTTTCCACATAGTCCACATGGTCATCA
AGAGGATCACTGGCCATCTGCTTCAGGGTGTTCATGTCCACACGACCCACCCCGATGGCA
AAAATCTCAATGCCTGCCTCTCGCGCACGCTGAGCCACATCCCTGACGTTGTCTTGGGGA
CGCCCATCTGTCACGATGATGGCTACCCTGCTGATGTCCGGAGATTTGGTTCGAGCGCCC
TCGATCTCACTGAAGGCCACGTTCTGGGCAAACTGGATAGCCAGGCCGGTCATGGTCCCG
GTGGAGAGGGGCTCAATTTTGGTTACAGCTTTGACCAGAGCAGGTTTGCTCCGATGAGTC
TTCAAGGACACCTCATTCTTGACGCGGCTGGCGTAGTTGACGACTCCGACGCGGGTGGCG
TTAGGCCCAACATCCAGCCCCTCAATGACCTTTGCTAGAAAGACCTTCACTTGCTCAAAC
TCTGATGGTCGAACACTACGACTGCTGTCAATGATGAACACCAGGTCTGTGGGGCGGGTT
TTACACAAACCTGCAGCCATGGCAGCTGCTGTGCGAAGGTCATTAATGGCTTGAGCTCCC
ATGAGGCTGAGCAGCAGCAGGAAAAGTGGCATGGAGGGCATCATGGCGACAGACCGAAGC
CAAGGTGGGCTGCGGATGCTCCGAGGGTGAGAGGCAGGAAAGAGACGGAGCGGGACCAAG
GAGGATCCAGGCAATGGAG
>CL1011Contig2
GAGGGAGCCCCTCTCCACCGGGACCATGACCGGCCTGGCTATCCAGTTTGCCCAGAACGT
GGCCTTCAGTGAGATCGAGGGCGCACGAACCAAATCTCCGGACATCAGCAGGGTAGCCAT
CATCGTGACAGATGGGCGTCCCCAAGACAACGTCAGGGATGTGGCTCAGCGTGCGCGAGA
GGCAGGCATTGAGATTTTTGCCATCGGGGTGGGTCGTGTGGACATGAACACCCTGAAGCA
GATGGCCAGTGATCCTCTTGATGACCATGTGGACTATGTGGAAAGCTACAGCGTAATAGA
GAAACTCACCAAGAAGTTTCAGGAAGCCCTCTGTGCTTGCAGCAATGCTGCCACAGATGT
GGTGTTTGTGATTGATGGCTCTAAGAGCGTTCGCCCGGAGAACTTTGAGCTGGTCAAGAA
GTGGATCAACCAGATCATCGACAAACTGGACGTCTCTGACGCCAAAACTCATGTTGGACT
TGTGCAGTACTCTAGCTCCGTCAGGGAGGAGTTCCCCCTGGGCCGGTACAACAACAAGAA
AGACCTCAAAGACGCAGTCAAGAAGATGGCTTACATGGAGAGGGGAACCATGACAGGCCA
GGCCCTGAACTTTATGGTAGAGAACAGCTTTGGGCGCTCCCGGCCTGGAGTAGCAAAAAG
TGGGGATTGTCTTCACCGATGGACGAAGCCAGGACTATATTGGAGATGCTGCCAAGAAGG
CTAAAGACAACGGATATNAGATGTACGCCGTTGGAGTGGGAAATGCCGTTGAGAACGAGC
TGAAAGAGATCGCATCTGAGCCGACTGCGGATCACTACTTCTACACCG
>CL1012Contig1
TTGCTTTTGCTTCTCAGAGTAATTTAACGAGCACATGGGGTCAAACATGAACAGCAGTTA



GGAGACAAGAATGAGAAAATAGCCATATATACACATTTGATTTCCACCTAAATATGACTC
AATATGCATCAACAATCAACAACCCTTATTTTGTGTTTCAGGAATGTAAAGTCCAAAAAA
ATTAAATAAAACCCCAAATCTGATCAAATCAGGGTTTTTTCTCCAAAAAGGACTTTTTTT
AATAGGAAACATTCTTTATTAAAACCAATACTTTAATAATTTTCTTTACTATCTCCAAAG
ATCAGATTAAAAGCTGCCCTCACTGAGAACAAACAGACAGGAAGTGATGGATGAGGCACT
TTACATGGAACCAGTTCAGAAAGCTTCAGCATCTGTAGTGGATTCAACGGCGCTGATGAG
CAGCTGTCAGTGTGACGTCGCTGAACGAGTGTCTTCAGGACCTGGAGGGTCAACGCTTAA
CCAGCCATGACTTCCTGCAGCGGTCACACAAAGACAGGAACACCTCGCACCTCCTTCATG
ACTGGTCCATAGAGCTGAAACTGTACTGAGTGAAAATGGCGGCAAATGGCTTCATCCGTG
GCTCTTTTTTCTCCTTTTCTTTTGGGTGCTAGGGGTCCACCCTCTTCGCACTGACAAGGT
AGCCTTTGGATTTGAAAATGCCCCGGCTCTTGACGATGACGGAGTAGCGGAGGACCCACT
CCAGCCTCCAGCCGCTGAGGCTCTGGTCCCGCGCTCCCTCCCGCATGGCCTCCAGGAAGG
ACTCTGCCGACATCAACTCTTTGGGGTCGCTGTGCGTCAGCAGCTGGATGTCGAAGTCTT
TGGCGAAGGCCGTCAGGTCAGGGGGCATGACGCAGCAGGAGGCCAGGTTGACCTGGTTGC
TGCTGGGCTTGACCTGGGCCCAGTTGTACAGCTGCTCCAGCAGGTCTTTGTCCAGGTCGG
ACGTCCCGATGGCTGCTATCTTCTGGCTCCTGACCAGAGCCTCCAGCTGCTCCCACGCCG
GCTGCAGGTGAGCCAGACTCTGGTCAGCCTCCAGAGGCGGAGGCGGCGCGATGATGACCG
AGTCCAGCTGGGACACTGCCAGAGTCTGACAAGCCAAATCCACAGCGTCTCCGATGGCGG
ACTGGCCCGCCTCGCACAGGAAGAGCTTCACTGAAACCTTCAGCTCCTCCCTCTCCTCCG
GCGTGATCGTCTCTGTTGCTTCAGGTAAAGAGCAGTCCAGAACGTCTGGAAAACCCGGTG
AAGCTGCTTTTTTCATGGACACCCAGTCACTCATTGTGGCTTGAATGCAGTCTCGAAGCT
CCTCGCTGGTGGAGCCCGGGCACTTCTTTTTCAGCCGACTCCGGTTCACCAAATTCCCGG
TGTGGAGCCGGAACGTCTTGGCGCGGCTCAGCAGCACTTTGGCTTCAGTGTTTTGAGGAT
CCATGAGGCGCTTTTCCAATCTAGCAGCTGGTTAGCCCGAGTAAATGCGCCGAATAGAAA
CGGGTCGCGGTCCGCTTCGTAAAGACTTAGGGTCGGACAGTGCTGACAGCAGGGCGGGCG
GACGGTCCCGGACGAAGGGATGTCAGGAGCACTCGCCCTCGCGGCGGGTTAGCTGCATTG
ACTGCCCC
>CL1013Contig1
GTGACGTAACGAATGGCGAAATCCCACGATGCAATGCGAACAAGCTCAGCCACACATGGC
ATTTTGTTTTCTCACTTGCTAATATTTTTCTGCTGAAAGTAAGGATTTCCAAGTGTACGT
TTTATTTTATTTATCTAAATGAAGGTTAAAGTCCTTTCAAGAAACCCGGATGATTACGTC
CGGGAGACCAAACTAGACATTCAGCGAGTCCCCAGGAACTATGACCCCACCCTCCATCCT
TTTGAGGTGGCCCGGGAATACACACGGGCCCTGAACGCAACTAAGCTGGAGCGAGTCTTC
GCCAAGCCCTTCCTGGCCTCCCTGGATGGTCACAGAGATGGGGTTAACTGTCTGGCTAAG
CACACCAGGAGCCTCTCCACCCTTCTGTCAGGCTCCTGTGATGGAGAGGTCAAAGTGTGG
AATCTTTCCAAACGCGAGTGTGTCCGCACACTGCAGGCACACGAGGGGTTCGTGCGAGGA
ATGGTGGTCAGATTCTGTGGGACTTCTTTTTTCACAATTGGGGATGACAAAACGATAAAG
CAATGGAAAATGGAAACGCCGGGTTATGGCGAGGAGGAGGAGCCACTTCACACTATTTTG
GGAAAAACTGTGTTCACAGGGCTGGACCACCACCAGAAAGAGGGTGTGTTTGCAACATGT
GGCCAGCAGGTGGACATCTGGGATGAGCAGAGGAGCAGCCCGATCCGCTCTTTCACCTGG
GGAGTGGACAGCTTCAGCTCTGTCAGCTTTAACCCTGTGGAGACAGAACTTCTTGGAAGC
TGCGCTTCTGACAGAAGTATAGTCCTATATGACATGAGAGAGTCAGCACCGCTTAAAAAG
GTTATTATGACTATGAGGTCAAACACCTTATGCTGGAACCCAATGGAAGCTTATTACTTC
ACATGTGCAAATGAAGACTACAATCTGTACACGTATGACATGAGGTACCTGGAGAAGCCC
TTGGTGGTTCACATGGACCATGTCTCTGCGGTGCTCGATGTCGACTACTCTCCCACTGGG
CAGGAGTTTGTGTCCGCCAGTTTTGATAAAACCATTCGGATCTTCCCCAAGGACGCCGGA
CACAGCAGGGAAGTGTACCACACCAAGCGCATGCAGCATGTCATCTGCATAAAGTGGTCA
GCAGACAGCAAATACATCCTGAGCGGATCTGATGAAATGAACATCAGACTGTGGAAAGCC
AACGCAGCTGAGAAGCTGGGAGTGCTGGCTCCCAGAGAGAGGGAAGCTGCAAACTACAGT
CAGAAGCTAAAGGAGAAGTTCCAGAACCATCCACAAATCCGGCGCATCGCCCGCCACAGA
CACCTACCTAAGAGCATCTACCATCAGACCAAGGAACTCCGGGTCATGAAGGACGCTCGC
AGACGGAAGGAGATGAACGTTCGCAAGCACAGCAAGCCAGGAGCCGTTCCTGTGGTGTCT
GAGAAGGAGAAGCATGTTGTTACGGTGGTGAAATAGAGCGACTGCAGGGAGAAGATCCAG
ACTCTGACTGCAACCACACAGGAACCCGTTCAGACCTTTCTGTGTGAAGGATGAACAAAA
GCTCCAGCAAAAGACCACCAACCAATGTTGGGAAGTTATTCCGTTTCAAAGAAACCCGAA
AAGACAAACTAAAAGCTTCTGGACTGATGCTACTTCATGAAAGCTTGTACTTTTCAGTTT
TAAACAGTTTCCACCATTGAGATTTTTTCCTCAGATATTGTTCTGCATAACAAGTTTTGT
ACAATTTGCTTTCTTTTTTCATGAATCCTGAACCTGTGATTGTTGTAAATTTAAGAAATT
AAAATCAAGCAG
>CL1014Contig1
ATGGATCATCAAGCAGTTCCCACTTTCCATGGTCTTTTACATGGCAAGCTTTTCTACTCT
GGCCAAGAGCACCCTCATCCCATACAACCAGATTACAGTGGATGTAGACCTCATCACCAA
GTCCAAAGTTGAAGGCCTGAATGTAAAGGATAATGGCAGATGAATGGTACCGTGGAAGGA
ACACTGCACTCCCTCGTTTGCTTTCAAGGAGACAACCGTGATTTCCAACAATTTGGTGAA



CCTGGCTGCCAGGATTCAGTTTTGGTGTGGTGGCTGCAACACATTCATCCATGAGCAGCA
GAAGTGGCTGATGGGACTTCTGCTCCACTGCTGCCCATATAGGCATGAATGAACCCAAGG
GGATCACATTTGTCTTTGCCACACCGGTTAGTTGTTCATTGAGCAGCGCCATATGAAAAA
CCAGATTACTGTGACCCTCAGACACACCAGATCCAGGATTCAAGAATGGAGGAATCCAAC
CCTCAGGCCTCTTATAGACACATTCAATTGGCTGCTTAAAAACAACGGGCCTTCCCTTTG
CTTGTGGCCTGAAGCTCAGTTCATTCCTATAAACTACATTTTTTCCCCTTATCTGTTTAG
TAAATTTGCATTCAGAGAACTTGTAATCAAAAAATGCCTCCCCATCACCAGAGGGTAAAA
GTTGCCACTTGGATGGCATGCAACTTCCAAGGAAAAGACGAGCAGCATATGGCACAAAGG
GAGAAGAAACCCTCCATGTAACTTTCACAGAGTCTCTTGCACAGACAACTTTAATATCTG
GCTCAGCACCAGCTGCAATAAAAACAGCAAGGATCACAGCTCCAAGGTAAATGCAAGTCC
CCATGACTAGCTGATTCCCCCGGCCATAAGGCCCGGGTTAAACGGCG
>CL1015Contig1
GTTGGCCTTACTGGAGTCGCCGCTGATTTAAGCCCGGGAGCGTCTTTACCGCAGCGGGGC
CGTCTTCTGTCGACATCGGCCTCTTTTAAAACAGTCAAAACGTTTCCTGTGTTTGTTAGA
GGCCCGGGAAGTATCGCGAGGATGGAGAAGGCGACCGGCAGCCCGTCACCCAGGCCTCTG
GGAGCGCCGGACAGAAGGGCGGTCAGACCCTCTGCCTCTCCGGATCAGCACTCAGACTCG
CCCCCCGAGCACAAGGAGCGCCCGTCTAAGTCGCCAAGGAGACGGCGGGAGGGGAAGAGG
TCACAGCGGAGGGGGGTTAGTCACGAACAGCTGCTGTTGGAGATGGAGCGGCGGAGGTTG
CCAGGCCAACAGGAGCACGCCGAAGCTTCTGGTTCACCGTGCGACGCAGCGGAAAGTTCT
CCCAGGAGACGGGCTCACTTCCTGCATGGACCGTACCCGGCCACCCACTTCGGACCCAAA
GCCTGCATTCTTCCCAACCCAACCTCTGTGATGCACATCCAGGACCCGGCGAGCCAGAGG
CTCACCTGGAACAAGCCTCCCGTCAACGTTCTGGTCATCAGGAAGGTCCGAGACGAGAGC
CTGGTGGAGCCCTTCAAGCAGCTCTGCAGCTTCCTAGTAGAGGAGAAGCAGATGATGGTG
TACGTGGAGCGCAGGGTGGCCGACGACGCCTCGCTGTCCAAGGACGAAGCTTTTGGCTCC
ATCCGGAACCAGCTGTGCACCTTCAGAGAGGGATATGACGACATCTCCGACTGCATCGAC
CTCATCATCTGCCTGGGCGGCGATGGAACTCTGCTCTACGCCTCGTCTCTGTTCCAGGGC
AGCGTCCCGCCCGTCATGGCCTTCCACCTCGGCTCTCTGGGTTTTCTGACACCCTTCAAG
TTTGAATCCTACAAGATCGAAGTGGCCAAAGTGTTTGAAGGTAACGCGGCCATCACCCTG
CGCAGCCGCCTGAAGGTGAAGGTGGTGAAGGACATGCTGCAGACCGCAGAGCCGCCGCCG
CCGCTGCAGGAGCACAACGGACTCCTCCCTCACGGACACACCAACAGCGAGGCTGGAAAG
GTCACCCTGCAGCTGCAGGTGTTGAACGAGGTGGTGGTGGACCGAGGTCCGTCCTCCTAC
CTGTCCAACGTGGACCTGTACCTTGACGGACGCCTCATCACCTCCGTGCAGGGCGACGGC
CTGATCGTGTCCACGCCCACGGGGAGCACGGCGTACGCAGCCGCGGCGGGAGCGTCCATG
ATCCACCCCAACGTCCCCGCCATCATGGTCACGCCCATCTGCCCCCACTCGCTCTCGTTC
AGGCCCATCGTGGTGCCGGCTGGCGTGGAGCTCATGATCACGCTGTCTCCTGATGCGCGA
AACGCCGCCTGGGTTTCGTTTGACGGCAGGCGGCGGCAGGAGATCCGGCACGGAGACTGC
ATCAAGATCACCACGTCGTGTTACCCCGTCCCGTCCATCTGCTGCCACGACCTGGTCTAC
GACTGGTTCGAGAGCCTGGCTCAGTGTCTGCACTGGAACGTGCGGAAGCGGCAGGCCCGG
CTGGCGGACATCTCCGACTCCTCAGACACGGAGAGCTGAAGGTCCTCCTGCAGGAGCCGG
ACGCCATCACGCCATCGCCACATTCCACCGCAGCGTCTTCTTTAGCGTTAGGAGAGAAAT
GTTCTGATCCAGTTTTTAAAATGTACATTTAGACCCAAACTACGCTTGAATGTTCTGTAA
ATGGCTTTGATCGCTTTTGACCGTCAGGAGAAGCTCCGCCTCCAAACTGTAAATGTGTAC
ATACAGGAGCCAGAGATATAGAAGATGAGGTGATATTTATACATTTGCAGACGTTAGTTC
AGAATGACGTGTCCATAAATCTGGGTGGTAGAAGAACCGGGCCGGTCTCATCNGAGCCAT
GATGGTCCTGTCNCAGAAAATGG
>CL1016Contig1
AGGGCTTTTCGTGCCTGGTTAGTGGACTGACAGCCAGCTGTGCAGCTACAACAACAATCT
CCTGGATTTGCTACAGTCACTTAGATTTTTGTTGGCCATCTAATGGTTATAATCCTAAAG
TACTGTTCATTTTTTTTGTTCTGAAGTAGTCGTCAGCACACCGCTACAGCCAGAATCATT
GACGGTTTCTGCGCTAACTAGCTTCCTTCAACATGAACCCGTTGTGTAGCAGATGTAATC
TAGTGGTTTACCCCACGGAAAAAGTGAATTGTCTGGACAAGTACTGGCATAAAGGATGCT
TCAGCTGCGAGGTCTGCAAAATGACTCTAAACATGAAGAATTACAAAGGCTTCGAGAAGA
GACCATACTGCAATGCACACTACCCCAAGACAAATTTCACCTGTGTGGCTGACACTCCAG
AGAACCTCCGCCTGAAACAGCAGAGCAAGATGCAGAGCCAGGTTCTCTACAGGGAGGATT
TTGAGAAGAATAAAGGCAAAGGGTTCAGCGTGGTGGCAGACACGCCAGAGTTGCAGAGAA
TTAAGAAAACACAGGACCAGATCAGCAATATTAAATATCATGAGGAGTTTGAGAAGAGGA
AGATGGGAGGAGAGGCTCCACTTACGCCCACTACCCCCAGTGCAGGAGCTTTCCAACCAC
CTGCAACCCCTCAGAACTACCATTACGAGCCCACTCCTGAACCTGTGCGCCAGGCAGCTG
CTGCTCCTCCTCCCAGTTCTGGGAAGGTATACAGAGCAGTGTACGACTACTCGGCCGCCG
ATGACGATGAAGTGTCTTTTATGGACGGGGACGTGATCGAGGACGTGCAGCAGATTGACG
AGGGCTGGATGTACGGCCGCGTTCAGCGCACGGGCCAGCAGGGCATGCTCCCTGCCAACT
ATGTGGAGGCCATCTGAGTGAGCAGGAAAGAAAGCTGGAAAGAGGAGGACGAGGAGGAAG
TAGTGAAAGGGAGGGAAAGAAGGAAAAGAAAAGCCCAGTGCCATCTCATCTTAACGCCGC
TTTCTCTTAATTTTCTCTTATTCCCTAATCTGTCCTGTGACAACCTGAAACCTCTCCCAA



AGCATCCCCGCTCTGCTGTCACTGTCCACATCCATCCCTCTGCTTCCCTGTCCGTCTGTC
TGTGCTGACGTCTGTCTGTTTCCTCGCTGTCACTCAAAAACTGAAAGTCTTAAAAAAACA
ACAAAAAAAACATCACTGTTAGCAGTATGTCAGGGGTCATGTTGTGTCGCTTTTGCACTC
AACAATCAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL1017Contig1
TTTTTTTTTTCTGTTTCTGTTGTTTTTATTTAGGACTCTTCAGGAAATCACCATCATAGA
TCTGAAATCTACATTCATTTGCTTTATTTGTTGGACTACAGATATAAATTCAGTTGTACC
ATAAAATGTCATAGAATACAAAGGTTTAAAAAATGTATATAAATGGCACACACATCAGTG
AAACCTTGAAACCAGTGGATTCTCAACCCGATAACACAGAATGGAACAGTTTGGAAAAGC
ACCAATGAAATTTCCATCTGAAAGGATTTTCACATTATATTATTGCACTCAGCTTTTACT
ATATTTTATAATAAAACTGTTTTTTTTTAAACTAATATATCTACAATAAAAGGCACCATG
ATTCTTTGTGTTCACTGAGATCTCCACTGCTGCAGGACTGTAATCTTTCAAGCGTCGCTC
TTTTGGATCTTGTTCCTTAAGAGTTGGAATTCTTGCAGCAAATTTCTGAACACTGTGCTG
TTGTTTTTTAAAAAGCCACGCTTAATATCTTTCCGAACAATTCTGCAAGCAGGGATTAGT
GTTGGAATAGTGCTTGTGGTTTGTTAGGTGCGCATCGCGAGAGTCAGGAACTCCTCCCGG
GTTTTGGGGTCCTCCAGGTAAATTCCCAGCATGGTGCTGGTCACCGTGCGGCTGTTCATC
TTCTGGACGCCACGCATCACCATGCACATGTGCGCTGCTTCTATTACCACAGCTACGCCC
TTTGGCTGCAGAGCCTCACAAATCGCCATGGCAATCTGCTTGGTCAGACGCTCTTGAACT
TGAAGCCTCCGACTGAAGATCTCTGCAATCCTTGCTAGTTTGCTCAGTCCCACCACTTTT
TTGTTGGGAATATATCCAATGTGAACCTTTCCAAAAAAAGGCACCAGGTGATGTTCACAC
AGAGAAAACACATCAATGTCCTTCACAATCACCATCTCCTCGTGATCTTCATCAAATATG
GCATTGTTTAGGATGTCGTCAATGGTCTCATGGTAGCCCTTGGTGAAGAACTGGATAGCT
TTGGCGGCGCGCAGCGGCGTGCGCAGCAGCCCCTCCCGGTCCGTGTCTTCCCCGAGGTGC
CGAAGGATGCTGGTGTAGGCGGCCTCCAGCAGAGGCAAGCGGGACTCGTCTTCGGACTCT
TTGCGGGACGTCTCGTGCTTGCGGTGCGCGACGACGGCGGACTTCTTGGTGTCTATGATG
AGGTCGCTGAAGCCGTTGTTGAGGTGGAAGTCCTCCACGGAGTCGCTGACTTTTCCATTG
CAGTGGGAGTTCATGTTGCCGCAGAGAGAGACGGAAGTGAAGGACAGACAGGAGGTATTT
TACGGCTGCGCTGCT
>CL1018Contig1
GGGAGTAAGGAAGCAGTTGGCCCAGATCAAAGAGATGGTGGAGCTGCCTCTCAGACACCC
GGCACTGTTTAAGGCCATAGGAGTCAAGCCCCCTCGTGGAATCCTGCTTTATGGACCCCC
TGGAACTGGAAAAACTTTAATCGCCAGGGCTGTGGCCAATGAAACTGGAGCGTTCTTCTT
TCTTATTAATGGCCCGGAGATCATGAGTAAGTTGGCTGGAGAGAGTGAGAGTAACCTGAG
AAAGGCCTTTGAAGAAGCTGAGAAAAATGCTCCTGCCATCATTTTTATTGATGAACTTGA
TGCAATCGCTCCAAAGAGAGAGAAGACTCATGGGGAGGTGGAGAGGCGCATTGTGTCACA
GCTGCTGACTCTTATGGATGGTCTGAAACAGAGAGCTCATGTGATTGTCATGGCTGCCAC
CAACAGACCCAACAGCATCGATCCGGCTCTCAGGAGATTTGGCCGTTTTGACAGAGAAGT
GGATATTGGCATCCCTGATGCAACCGGCAGATTGGAGATTCTGCAGATTCACACCAAGAA
CATGAAACTGGCTGATGATGTGGACTTGGAACAGGTTGCCAATGAGACCCATGGTCATGT
AGGTGCAGATCTGGCTGCTCTCTGCTCTGAGGCTGCTCTCCAGGCCATTAGAAAGAAGAT
GGACCTGATCGACCTTGAGGACGAGACCATCGATGCTGAAGTCATGAACTCACTTGCTGT
TACCATGGATGACTTCAAGTGGGCTCTGAGCCAGAGTAACCCATCAGCACTGAGGGAGAC
GATTGTTGAAGTTCCCAACATCACCTGGGATGATATTGGAGGTCTGGAAGATGTTAAGAG
AGAGCTGCAGGAGTTGGTCCAGTACCCAGTGGAGCATCCAGACAAGTTCCTGAAGTTTGG
CATGACCCCTTCCAAAGGTGTACTTTTCTATGGTCCCCCTGGTTGTGGTAAGACTCTGCT
GGCCAAAGCAATTGCCAACGAATGCCAGGCAAACTTCATCTCCATCAAAGGACCTGAGCT
GCTCACCATGTGGTTTGGAGAGTCTGAGGCCAACGTCAGGGAGATATTTGACAAGGCTCG
TCAGGCTGCTCCATGTGTTCTCTTCTTTGACGAGCTTGACTCCATAGCTAAGGCTCGTGG
CGGCAACGTTGGTGATGGCGGTGGAGCAGCTGACCGCGTGATCAACCAGATCCTGACGGA
AATGGATGGAATGTCGAGCAAGAAGAATGTCTTCATCATCGGAGCCACAAACAGACCAGA
CATCATTGACCCTGCCATTCTGAGACCCGGCCGCCTCGATCAGCTCATCTACATCCCCTT
GCCCGATGAGAAGAGCAGGATCAGCATCCTGAAGGCCAACCTCCGCAAGAGTCCCATCAG
CAAGGATGTGGACTTGGACTTCCTGGCTAAGATGACCAACGGCTTCTCTGGAGCAGATCT
TACCGAGATCTGCCAGCGGGCGTGCAAACTGGCCATCAGAGAGAGCATTGAGAGTGAGAT
CCGCAGAGAGAGGGAAAGGCAGACCAACCCATCTGCTATGGAAGTTGAAGAGGACGATCC
TGTTCCAGAAATCAGGAAAGACCACTTTGAAGAAGCAATGAGATTTGCTCGCCGTTCTGT
CAGTGACAATGATATTCGCAAATATGAGATGTTTGCTCAGACACTGCAGCAGAGCCGTGG
ATTTGGAAGCTTCAGGTTTCCCTCTAGTACTCCTGGAGGAAGTGGTCCAAGTCATGGTGC
AGGCGGAGCGGGAACTGGTCCGGTGTTCAATGAAGATAATGATGATGATCTTTACGGATA
AAAGCAGACTGCCCCTCAGTGGCCAGTACTGGGATCACACCTGTACAAATTCTCACCAGA
TTCCACATTTTTAGGACTTTGTGCTTCTTTCATGTTTTTTTTTTTTTTATTCCCCCCCCC
CCCATATTGAGAAAGCATGTAGCTTATTGGCTTACCCTGACTTCATTCTGAGTTGGGGAT
TTTGGAAATATAAGGGGAGTCAGACGCAGAGTTTCTTCTCAGTGGGGTGGCTGGGTGACT
GGGTTTCTTTTTTTTTTCTTTTTTTTTTTTTTGAGGGGCCTCATTCTTTGTATTTCTCAA



CACAAATGGCTATGCTGATTGGAATATGTGCGAAACTTGGGAAGACAAAAAAAACACTGC
TGATATTTCTCCTTTCTTTTTTAAA
>CL1019Contig1
TCAAAGTAATACATTACAATCATGGTGTGTGTCGGCAACACACACCTTCAAGTGAGACAC
AAAATGCCGGGGTCTAGACCTTTTCTTCACAGTGACTAAAAGTTTCAAAATACAAAATAA
TCTGGATTCCAGCCACTCAATCTGTACACTTAACATTAAGAATTGCACTTGTGAACACAA
GCAACCAACACATTCGATCTTTACATCATTTCTTTCTTCACTTACCAGAACAATTAATCA
AACGTCTTCCCTGTTGAAAACAACCAATCACATGCAGATACTTTCAAACCACACATCAAT
ATAGCAGCTTCCTTTACATAGCTCGCCTCAGAATTACATTTTTCTTTTAACCAGGCAAAA
GTGTGCAATTTACACGGAGGGAAAGAAAGGGCTGCATGACTCCCATTTTAGAAAACAAGA
CCACTCTGAATATAGGAGGGTGCAAAGGTTTAGTGTGCTTTTTTTTTCCTTTCCGTTTTA
AAATTTTTTTTTATTAGAAATCAACCTAAATTTCCTTGAACAGAGAATCATTCTACTGTC
ATGCACCCCCTAGCTTTCCCTTCAATATGAAGGACATAATCAGCTCCTTTTCCTTCCTAA
TATCCAGACGTCACATTGAGCGCAGTCAGTGCATATTCAACTCATGCATCAGTCTGTATT
TTAGTGGGCAGACATGATAAGAAGGCACATTAATATTTTACAAAAGGTCTCTTTCCCCCC
TACCCCAAAAATCCCTCCTCTGGTAGCCACTGTTCAATCATTTACCAGGCCGAACGACCA
TGTTACAGCAGAAAGTAGGTCAGTTGAGCATATTACACTTAGGTTTCTGTCTTTTTTTTG
TACTACTTCTGCTTCTGAAAGCAGAGCTTGTTCGCTTCAGTTTAGTTTCTGGCTGAGAGG
CAGTCGAGTTGAAGCCCCAGAGCTGGATTTGCACTAAGAGCCCTGTCAGTGTCTGTGATC
TTGTGCCGGTGTGGCGAACCTCCTGCTGCTTTCACCAGTAAGGCACGGTGTTATCAAAGT
GACCCCAACTCTGCCAACCAGGAAAAAGTCCGCTGGACATGCGTGGGCTGCCGAACTGAT
CAAACCCCAGGTCAAGTACCTTCCCGTCCCCAGTTTTGTGCTCTGAAAGCCTTTTTGGCT
CAGAAGCTCTGCTCACGTTGTCGCCGCTCCAGCCATTGTGTTTGAGGGTGTAATTCTTGC
CATCGTTATTGTCCCAGAAAGCCTGGCCTTGGACCTTGAAGCAGATGCAGAACTCGACTC
GGTTTTGTGGCGGGACGTAGGATGGCAGCTCCACGACAAACGCAAAGGTGTCATTGTCCT
GGCTGTTGTAGACGTTGTTTAGGAAGGTGCAGTCCACGTCGGTGTAGCTGGCCCATGAGT
CGTAGGTGATGCGCACTTGCACCAACTTCTCGAACCCAATGTTTCTGACTTTGATGGTCC
CCGTCAGAGAGCGTTCCTGCAGGGAGCAGTTCTCCAAGCACACGGAGTTCTGAATCAGGC
GGTTCCGAAAGTCCAGATAGTCGGCCGAGGGCTGTTTAAAGTCAAGTGCCAGGCTGCGAA
CAGAGCTGATCTTTAAATCCATGGTGGCTGTTTCCAGGTCTGTCATGTCGAACTGCAGCT
CCTCTGTGATCTCATCCTTCTGCTTCATCTGGTACGGTTCATCATCGAACTTGGAGAAGA
CGTGGATGTTGGTGAGCGCCATGCCTTTGGTGTCGGCAAACACCACCCTCTTTTTGCCGG
CCTTGCTTTTGTTCCAGGCCACGCAGCTACCATCACTAACTGCCTTCTGCAGGCACGGTC
GCAGGGGCTTGTAGAGCTGCTGGCTGTGCCTGCGGGCGGACTGGTTGGCCCTGTTCTTGG
CCTTCTGCAGGTCATCGTAGGGGCTGAGGAAGCCTCGCAGAGGAGGAGAGTGGCTAATGT
AGAATCTCATGGCCACATCCATAGGCATTACAGGGCCAGGCATTGCTGATGGACTGAAAG
ACGGGAGCACACTTGCAGCACTCATGGGACAAAGAATAAAACGCCTCAGATGCGGAAATG
GTTCGAAACTTTTCAGCTGCGTTGGAAATGTGCAGAGCAGCTCTGTCTTAAAGTGCCCGC
TGCAGGAACTCCCCCCTTTATATGCCTCTTTCTCGCTCCTCAGTCCTCCAGTGCCCCCGG
CCATAAGGCCCGGGTTAAACGGCGC
>CL1020Contig1
GTTGGCCACATTCCTCTGTGCCCGTCCCGTTTGGCGTTCCCCTGGCCGAGGAGCTGCAGG
CGCTGCGTTCAGCTGAAGACAGAAAAGCAGAGAAATGCTCAGACGGTTGGGAGACCTTCT
GCTCCTGCTGGGAGTCATTGGTTTGAGTTTTGCTGCAACTCAAACTCCTAGCTACGATGA
CACCCCCAACCCGGAGTTTCTGAACCCGTCCTGGATGGCCGGCATCCCCGACGCCCAGCC
GCTCTCCGGGGTCACCATGCCGGGGACCCACAACACCATGGCGTTGTACGGCGGCGTGTA
CGCCGAGTGTCAGTCCTGGAGCCTGGAGTCCCAGCTCCACGCCGGCGTCCGCTTCCTAGA
CATCCGAGTTCGTCACATCAACGGGAATCTCACCATCCACCACGGAGTGTCCTACCAGAG
AGCCCACTTTGGCCACGTTCTGGAGGGCGTGGCCGACTTCCTGCTCAAGTATCCGAGCGA
GACGGTGCTGATGCGCCTGAAGGAGGAGTTCAGTGAAACCAACAACATCTACGGCACGGT
GGTGGACTTCATCCACCGCCACGCCCACTGGGACCTGCTGTGGCACAGCCGCACGGTGCC
GACCATGGGGGAGGCGCGGGGGAAACTCATCATCCTGCAGGACTTCTCCGGGCCCGACCT
GGGGATGCGCTACGGCTCCCTGGACATCGCTGACGACTGGAAGGTTCCCTCCCTCCTGGA
CCTGAAGAACAAATGGAGGAGCGTCTCTGAGCATCTGGAAGCTGCTCCTGCAGGAAACCC
GGAGCAGATGTTTCTCACCTTCAGCAGCGGCGCCGGCGTGTTTGCAAACCCCAGAGCGGT
GGCCCACTACATGAACCCCCAGCTGCACCACTACCTTCAGGCCCAGACGGATTCAAACCG
CCGCTTTGGGATCATCTGCATGGACTTCCCTGCTGCCCCGATGATTCGGAGGATCATCGA
CTTCCAGCTGACGGAAGTCCGGAAGGATGAGAGACGTTTCCTCAGCAAAGCTGGTGGGAA
ACGTGGAACCTCCTCACTGCAGAGGATCCTGAAGGACCGAACCAAGAGGACCTGAGACCT
GAAGGGTCCAGCAACTAAAGTTTAGAGCAACTTTAGATCCAAGAGGATTAGTATTGATTC
CACAATTTGATCCAGAGGCGCCAAACTTCCTGAAGGTCTAACCAAAAAAGTC
>CL1021Contig1
GCGCCCTCGCCGCGTCCAAGCTGCTGAAGAAGCCCGACCAGTGCCGCGCCGTCAGCACCT
GCGCACACCTGTTCTGGTCGGGACGCAGCACCGACAAGAACGGGGAGGAGATCCGTGACG



GGAAGCGTGTGATGGAGTGTCTGAAGAAGGCCCTGAAGATCGCCAACCAGTGCATGGACT
CCTCGCTGCAGGTCCAGCTCTTCATCGAGATCCTGAACAGATACGTCTGCTTCTACGAGC
GGGAGAACGACGCGGTGACAGTCCAGGTGCTGAACCAGCTCATCCAGAAGATCAGAGAAG
ATCTCCCCAACCTGGAAGCCAGTGAAGAAACGGAGCAGATCAACAAACATTTCCACAACA
CGCTGGAGCACCTGCGCCTGCAGAGGGAGTCCCCCGAGTCGGAGGGCCCCGCCTACGAGG
GGCTGGTCCTGTAACTCCGCCCCCGCCCGCCCTCACTTCACCTTCATCATCATGTGTAAC
TTCACTCACGCGGTCACAAACCATGGTCCTGAAGGGCGGAGACAAAGACTCGGAGAACCC
CGCCCTCGCTGGGTTCCGTCTTTCTGCTGCAGCTGATTGGTGGAGTTCAGGAGCACTTCC
TGTGTTGTTCACCTGCGGCCGGGGGAGCGCTCCTGTCGGAGGTGAGGCTAGCCACGTGTG
CTAATGTTGTCCACGCCGCTGCGCCCCCTGCTGCTGCTGCAGAGGAACTGCAGACGGAAC
CGAGGCTTCTGGGGGATTCAAACCTGCAGATGGTTCATTACTGAGGCGTCTGCACAGAAA
AAAGCTTTTCTTCTGACGGTTCTTCTTCATGTTAGGAGCATGTTTTCTTTTTGCTTTTAG
ATGTTTCAGCCTCTTGTAAATCGGATAGATAAAAAATGCTTATTAAATGGAAATGATGGT
CATTTACCACAATAAAGATGAAATTCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>CL1021Contig2
GATCCTCGAGCTGATCGGATCGCCGTCCTTCTAACATGCCCACCACCCAGTCCCCTCAGG
NATGAGCAGGAGAAGCTTCTGGATGAAGCGGTCCAGGCCGGTCAAGGTCCAGTCCTTCCA
GATGAAGCGATGCCTGGACAAGAACAAGCTGATGGACGCTCTGAAGCACGCCTCCAACAT
GCTGGGAGAGCTGCGGACCTCCATGCTGTCTCCAAAGAGTTACTATGAGCTCTACATGGC
CATCTCTGACGAGCTCCACTACCTGGAGGTCTACCTGACGGACGAGTTTGCCAAGGGGCG
GAAGGTGGCGGACCTGTACGAGCTGGTGCAGTACGCCGGGAACATCATCCCCAGACTGTA
CCTGCTGATCACGGTGGGGGTGGTGTACGTCCGCTCCTTCCCTCAGTCCCGCAAAGACAT
CCTGAAGGACCTGGTGGAGATGTGTCGCGGCGTCCAGCACCCCCTCAGGGGACTCTTCCT
CAGAAACTACCTGCTGCAGAGGAACTGCAGACGGAACCGAGGCTTCTGGGGGATTCAAAC
CTGCAGATGGTTCATTACTGAGGCGTCTGCACAGAAAAAGCTTTTCTTCTGACGGTTCTT
CTTTCATGTTAGGAGCATGTTTTCTTTTTGCTTTTAGATGTTTCAGCCTCTTGTAAATCG
GATAGATAAAAAATGCTTATTAAA
>CL1021Contig3
GGTTCGCTCACCGGGAAGACGGCCCCGGCATCCCCGCTGAGATCAAGCTGTTCGACATCT
TCTCCCAACAGGTGGCCACCGTCATCCAGTCTCGCCAGGACATGCCGTCAGAAGACGTGG
TCTCCCTGCAGGTTTCTCTCATTAACTTAGCCATGAAGTGCTACCCGGACCGCGTGGACT
ACGTGGACAAAGTCCTGGAGAGCACCGTGGAGATCTTCAACAAACTCAACCTGGAGCACA
TAGCGACGAGCAGCGCCGTTTCCAAAGAGCTGACCCGTCTGCTGAAGATCCCGGTGGACA
CCTACAACAACATCCTGATGGTTCTGCAGCTGATTGGTGGAGTTCAGGAGCACTTCCTGT
GTTGTTCACCTGCGGCCGGGGGAGCGCTCCTGTCGGAGGTGAGGCTAGCCACGTGTGCTA
ATGTTGTCCACGCCGCTAGCCGGCGGGGAGATAGGCTTTGAGAACCACGAAACTGTGGCC
TACGAGTTCATGTCTCAGGCCTTCTCTCTTTACGAGGACGAGATCAGCGACTCCAAAGCG
CAGCTGGCCGCCATCACGCTGATCATCGGCACCTTCGAGCGGACCCGCTGTTTCAGCGAG
GAGAACCACGAGCCTCTGAGGACGCAGTGCGCCCTCGCCGCGTCCAAGCTGCTGCAGAGG
AACTGCAGACGGAACCGAGGCTTCTGGGGGATTCAAACCTGCAGATGGTTCATTACTGAG
GCGTCTGCACAGAAAAAGCTTTTCTTCTGACGGTTCTTCTTCATGTTAGGAGCATGTTTT
CTTTTTGCTTTTAGATGTTTCAGCCTCTTGTAAATCGGATAGATAAAAAATGCTTATTAA
AT
>CL1022Contig1
GAAGTGACTTTAATGAATCCTATTGTTATTTACCACAGAAGGTTAAAAAGTAACATGACT
TTAGGTTTTATTCAGTCTCGCCCAACTGTGTGCGTCTGTGTGGGTCTGTCAATGCGATAC
ACAAACTCAGCAGGCAGGAAGTAACCCAAATACTCCACACTGTCAGGAGTTGTGTCTATA
TAGTAGTGGCCTCCTTCTCCGTGGTGGCTGAAGCAGTGGGTGTGCTCCACGCGCAGATCC
AAGCCAGGGTCTCTGGACACGAGCACCGACTGGCAGATGAGCGGGGCGTTGACCTCGAAG
TGCTTTAGCCACTTGTTGACGTCATCATTGGTGTTGAGGGGGCAGGCCGAGAACTCTCTC
GGCATGATGTGGATTTTGGCCTTCCCTTTCTTGATGATGAAGGTGCCTCCCAGAGCGAGG
CTTTTATCAGGATAGTGTGCTTCAAGAGTCTTCCTCAGGGCTGTCACCAGACTGTGGCTC
CCAGTTCTTTTCTTTGCCTGAACCTCTATGACCTTTCCAGGCTTCCCTTCACAAGCATAG
AGATTTCCCAGCAGTCCAAAGTTACAGTCGGAGAATTTCTGGCTGTACTTCTCCAGGAGA
CACTGGCCATCAGCTGGGTTGATGGAGGAAAAGTAGCTGCTGTTCACTGCAGGCCTGCCC
TCAGCCTCAGTCAGAACCAAAGGCATCAGCTCTGCGTTCATTCCAATAATTCTACAGGGA
GCAGCTCCCGCTCCAAGGAGGAAAGCTCCAGGCAGCTCCACCTTCTTTGAAATCGTGTTC
ATGTCGTATTCCTTGTCCTTTTGAACCAGAGGAACCAGGTATGGCACACCTCCCACATCA
GTGATGCGAGGACTTCCACAAAGACCTTTCACAGGAAACTGGAAGGGCTCCTTGCTCAGA
TCTGGACACTCCGCAACACTCACCCGGACCTCTGCAAAGTTGCTCTCCAGTCCTGCCTGC
AATACGCCCCGTAGCTCCTCTAAATCCGGGGCATGAAGCTGAACCTTCTCAGTTTGGGAC
ATATCTGCCATGACGCCTGCTGGTGCCCCGGCCATAA
>CL1023Contig1
CTGGCCGCCTACGCCGCCGTGGACAACCACGTCCAGAACAACCAGGTGGTTGGAGTGGGC



AGTGGATCAACCATTGTGTACGCCGTGGACCGACTGGCGGAGAGAGTGATGCAGGAAAAA
CTCAACATTGTGTGTGTTCCCACCTCCTTCCAGGCCCGGCAGCTGATTCTGCAGCACGGC
CTGGCGCTGTCGGATCTGGACCGACACCCAGAGCTGGACGTGGCGATCGACGGGGCGGAT
GAGGTGGACGCAGACCTGACGCTGATCAAAGGTGGAGGCGGTTGTCTGACGCAAGAGAAG
ATCGTCGCCGGCTGTGCAAAAAGTTTTGTTGTGATTGCTGATTACAGGAAAGACTCTGAG
GCTCTGGGCCAGCAGTGGAGGAAAGGAATTCCCATCGAGGTGATCCCCATGGCGTGGGTT
CCCATCTCCAGGGTAATCGCCAGGCGCTTCGGAGGGGAAGTCAACCTGAGGATGGCTGTC
AGTAAAGCTGGTCCAGTCGTCACCGACAACAGCAACTTCCTTCTGGACTGGAAGTTTAAG
GAGGCCCATAACTGGAAGAAGGTCAACACTGAAATCAAGATGATTCCTGGTGTGGTGGAG
ACGGGGCTATTCGTCAACATGGCTGAGAGGGCATACTTCGGCATGGAAGACGGAAGCGTG
AAGGTCCGGGACGCCCCCGGGAACTGATCCTTCGATGCCACATCTCCTCCTCTGCACATC
CCTCAGCTTGTTACCCCCTCCAGTGCCAGAAGAAACAGATCTGAGAGGTCTCTCTTCCTC
TAAAGCTTGATGTTGTCTGTAGGTGTGTCTTTGTACCTCTTCTAGCTTGTGATGCTTCTG
TGTCTCAACGAGTCCGGGATTCTCATTGTAAATAATGAATGAAGGACTGCAGGACTGTGA
GGTATCCAGCTGAGGAATGATGCGGAAGAGCCTTTGGGGTGTCTTTACATGCTGCTGTCT
CCGTTTCTTCTGCTGCACTGACGAAAGTACAACACAAGACTTCTGCAGAACTCACAAATT
CATTCTGGACTGAAAGCTCCATAAGGAGTCCTGATCATAAAGCAGAGGTGTTGTCCTTCT
CTCTGCAACCACATGTTGATCCACTTTGAGGTCATTCCTGAAAGTCTTTTCCCATGAGCA
GGTGTTGATTCTGTGTCACATGACTGTCTGAACAGATTTCAGCAGCTTTTCCTTCCGTTT
TTTTTTTTAATTTAGCATGCAGAGTTCAAACAAACCAACAAAGGCGGGGGGTTTTGGGTA
AACGGACCTCCTGCCGTCTTTAGTGCCTGAGACTCACTGGCATGACCCTTTGTCTTCTCC
TAAACTGTATTGTGCCATTTGGTTTGTCTTCAGAAGGTGAGAGTGATGTGGATCTGTCAC
TGGGAACGGTTTTCATGTCAAAAACGGCTTAAAGAGGTTAACGGAAAGAGAAAAGCTCCT
TCAGAATGAGTCGGTTTGAGTTTCCCTTTTCTCTGGGACATTTCCAGTCCAGGCAGCAGT
GTTCTGTTAGAAACCGTCTGTGCCGTGATGCTCTTCTGCAGAACACACTGAGCCTTCAGA
CTGGGAAGTTCTCTAAAGCCATGGATGACCCTGAGCAGAATGTTGCCTTTGTGACTTGAA
CATGATGGTAGGTTTTCATGGGGGCCTTCACCAGCATGTCCTTTATTTTCTGTACCAGCT
GACTGTGAACATGATTTTCTGTAAAGGTACTCGTGACTTTTTCAGTAAAACGATGGATCA
AAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL1024Contig1
TTTTGAATGGTGAAAAATTCCATTTAATATTTTAAACGGTGGCGTGGAAGACAGAAAAGT
CAAAGCAGACTGAGCAACATCTTCATTTTTTTCCTTTCTTTACAGAGGAGTCTGGAGGGG
GCGTGGCTTCAGGCCATCGGCAGCTCATGATGGGCGGCGTATTGTCCGGTCACCTCATGG
TAGATCTGCCTCTCGATGTCAGCCAATAAGCTGCTGGCTCCAAGCCGGAACAAGTGGGGG
TGGAGCCACTCGGAGCCCAGCTCCTCTTTGATGAGAGTCAGCCAGACCAGAGACTCCTGA
GCAGTGCGGATGCCCCCCGCCGGCTTAAAGCCCACCTTGTGTCCTGTGCACAGGAAGTAA
TCTCGGATGGCTCTCAGCATCACTATGGCAACGGGGTACGTGGCGTTGACCGCCTCCTTT
CCCGTGGACGTCTTGATGAAGTCGGAGCCCGCCATCATGGCCACCATGCTGGCCTTGTAG
ACGTTGCTGAGGGTTTCCAGCTCGCCGACAGCCAGGATGGTCTTCATGTGGGCGTCGCCA
CAGGCCTCTCGGAACAGCCGGATCTCATTGAACATGGCTTCCCACTGCCCTGTGAGAGCC
AGCATCCGGTTGATGACAATGTCGATCTCTGTGGCTCCGTCGTTCACCGCAGAGCGGACT
TCCTGCAGGCGGCTCTCCAGCGGCGTCTGTCCGGCCGGGAAGCCGGTCGCCACTGAGGCA
ACAGGAATGCTGGAGTTTGCTGCTTTCAATGACCTGACGGCATCAGCAACACGAGAAGGA
TAGACGCACACTGCAGCTGTAGAGATTCCTTTATCATGCATGTCCATCTTCCTGAGCAGG
TCGTGTCTCACTGGCTGGATGGCTTTCATGCAGAGTCGATGGACGTTGGAGGGCGTGTCA
TCTCCAGACAAGGTGGTCAGATCAATGCAGGTAACGGCCTTCAGCAGCCAGGCAGACTGC
CACTGTTTCTTAGGAAGCTTCTGTCCTTGAATGCTCTGAGCCCTCTTCAGGACCGCCTGT
GTGTTCACCCGCACTCTGGAGACCCATTCCAGGTCGAAGGCTGTTCCGGGATTCCTAGAC
GACATGACCAAGAAACTCAACTCCGACCCTCACGGCCAACTAACTGAAGCGAGTCACGTG
GACAGCACGGGGCTCCAGT
>CL1025Contig1
TTTTTTTTTTCTCTGTACCACAAACTTTATTTGCACACTCTGCTGTGTACATGTAAAAAA
TACATCAACACAACTCCCATCCCCTGTTTGCAGAGGCCAGTTAGAAAAACCAGAGACCGC
TGGCGTGCAGAAAGGAAAGGATCGGCGGGACTGGGGGGTGAATATTAACCACAGGACAAG
AACCGTAAAAGAAAATATCCCAAATGTAGTTAAAATACTGTAGAGGATCGTTGGAAGAAC
GATTTATCTGGAGATGCAAGAGTGAAAACGAGAATCCTTAAAATTAAAGGAGCAATTCTT
GACATAAAATGCTTAAACCTCTACTGTGTCCGCCTGCATTCGAGAGGAAAGCAACTGAAA
TGTACATAACTGACCGTTCAACTTCCTCTTTAAGCCCAAACTTGACATCCTCTTTGGAAC
TGAGCAGCATGAAGCTGAAGGAGCAGCTGGACTTACAAGTTATTCGAGGAAAAACTATCA
AAACTGACAAATTATCAGGACTTTCCCCTTTGTAAAAACTGTCAAAAAAGGAAATCCATT
AAACAAAAATATAAAAACCCAAACTATTGGTTGTTCGATGTTAAGGTTGAGTTAATGGTA
GGTTGAGGGTGAAATCCTCTACAGACATGAGGTAAAGCATGAAAAAAACAAAACACCTTG
ATTTTAAAAATGGCAGGATGAGAAGAAACAGCTGCAGAAAAGACCAAAGAAATACTGGAG
CACCCAAAGGTGGACTTGGTTCGGTCGGCGAGTCGGAGCCCGCCGGGTGATGGAGGGCCG



AAGCTCAGGGTCAGCTGGAGGAAGAATAGCCCTTGAAGCCTGGAGGAGGCGCCCGCTCAG
CTACAGCTCATCTCCCGTGTGACCCCGCTTGTAGGCGTCGCCTGTCAGCTTCTCCTCCGC
CTCCTTCATGCCGCTCAGAACGTGCTCTGCATTGCTGTAGAAGTACTTGTAGTTGGGGTT
GCCATTTTTGTTCACGATTTCGGGACGGACCTTTCCACTGGGGTCGAGGAAAAGAATCCG
AGGAATGTATCCGCCATCCGGGCTGAAAGCTTCATCCTTCGGCTCCTCTTCATCCTCCAG
GTTGACCATTATGAAGTTGTGAGCCAGCTCAGAGATTTCCTTGGATTCAGCAAATTTGGG
TTTCAGTGCTTTGCAGGCTCCACACCAGGTCTTGTGGATGATGACCATGACGGGCAGCCC
GCTGGCCTCAGCTTCTTTCTTGGCATCCTCCAGCGTCCTCCAGTGGATGTTGTCTCCAAA
ACCTCTGCCGCTGGCGCCGTCCACCAGACCGTGGAGCCCGCACAGACACACCAGGACCTT
CAGCAGCGTGAAAGCGGCCATGTTCACCGAGGACGGCTGCATTTTCCGCGGCTTTCTTCC
TCACGTCTGCGGCTACAGGGTGATATAATGGCAGTGCTGGTTCACAACTTTCGACCCGGA
CGTTCAACGGCTGCTTTTCCCCCGGCCATAATGCCCGG
>CL1026Contig1
TTTTTTTTTTAAATGTACATAGTATATTATTTATTATTGTAAATAAAAAAAATAAACATG
TCTGACTAAGAGTGGGGGTTGAGGGCGGGGTTTTTTTGTCTCTTTTTTGGAATCCAGCGT
AGAGGCCATGACCCCCCCCAGGATAGTAAAATGTCAGGAGTTGGGACACTGGTGGACGGC
TGTGGGGCTGAAGTGGTGGGAGGATGGATGTCTGAAACGGTTGATGGTTGGACGGCTGAA
GCACTGGAGGGCTGCTGGTTTTTCCAACCTGATACAAGGCCTTCATCCAGGCAAAGCACG
TTTCTGCTTGATCAGGTAACTTAGGGCACCAATACAGACACTTCATCACATGTGAGGCTT
TCTCTTTTGGCCTGAAATCTTTGTAGCCCGCCTCACATTTGGATGTTTTGGCGGCCACAG
CGATCACAGTTGATGCAAGAAGTTGTCGAGCCTCGTGGCAGATTCAGCTTTGAGACTTCT
TTAGCTCGTGCAGAGATGCAGAACGCGCGACAACCAGATTACCTTTATTGACGCCCA
>CL1026Contig2
GGTAATCTGGTTGTCGCGCGTTCTGCATCTCTGCACGAGCTAAAGAAGTCTCAAAGCTGA
ATCTGCCACGAGGCTCGACAACTTCTTGCATCAACTGTGATCGCTGTGGCCGCCAAAACA
TCCAAATGTGAGGCGGGCTACAAAGATTTCAGGCCAAAAGAGAAAGCCTCACATGTGATG
AAGTGTCTGTATTGGTTGGAAAAACCAGCAGCCCTCCAGTGCTTCAGCCGTCCAACCATC
AACCGTTTCAGACATCCATCCTCCCACCACTTCAGCCCCACAGCCGTCCACCAGTGTCCC
AACTCCTGACATTTTACTATCCTGGGGGGGGTCATGGCCTCTACGCTGGATTCCAAAAAA
GAGACAAAAAAACCCCGCCCTCAACCCCCACTCTTAGTCAGACATGTTTATTTTTTTTAT
TTACAATAATAAATAATATACTATGTACATTTATTCTGTTTTACTTTTTTATACTTAGTT
TCCTTATTTCCTATAATATTTATTAGTAGTTGTTGTTTGTTGATGTTAGTTCTTTTTAGC
CCCTTTTATGTTAAAATAGACGTAAATGATCCAGATGCTGATATTCTAATATATAGACAG
ATTTATGAATGAATTGTTCTCAACAGAAGTTCAACGCTATTGTGGTAGCAGTCTGACTGT
TTTACTGTAATCTGTCGTGCCTCACCCACTGTCCATCCCATAAAAAAGAACAATTCTACA
TCATTAACCTTTTTTTATTTTTATTCATATGGCACATTCATAAATACAAAGTTATAAATC
ATACCCCCCATTTTTCTAACTTTATCAATGAGTTCAAACAAAACATGAACACAATAAGAA
ACTCTGACCATAAGAAAGCATTTAAAACATTCAATCTGTGCGTCAGTTTCAATGTTTTTG
TGAAAAATTTCATAATAATCCTCTGGTTTGTTTCTTTCTTGTTGCTGTTGGGAATTGTTG
TTTTGAATTGTTACAGTCAATAAAGTTTGTATAAAAAACAACTGCAATCTGTCATGCGAC
ATGATACCTTTTCACGAGATCTTCTATATGAAAAAAGAGAAAGTCACGTCACGTGACCCA
CGTCAGGCTGCATATATTTATGGAAAAGATCAAACGCGTTCAGATCCTTTGAGGAAAAGT
TGAACGAAACAAACAAACTACGAACTGCATGTCTGCAATGAATGGATATTATGAAAATAA
AGGGGATATATACTGCTAGAAATGTTTTCAAAAATAAATTAGTCCACAATCACTCCTATT
TTATGGCATTTTTAGAAATGTTGTCAAAATAAAAATTAGTCCTCAAAATATCTTGTTTTA
TGGGATATTCCACCGAAAAAATGAACGTGCAC
>CL1027Contig1
GGGGAGGGGCAGGAGGACCCTGAGGAGCCAGAGAGGCGTCTCCGCTGGCTCCCCTCCTCG
CGCCGCAGTCCTCTGGGTGCAGAGCTGGACTCCAGGGCGGATGTGTGCGTGGAGGGCAAG
GACCAGCTGGGGGGCTGGTTTCAGTCCTCGCTGCTCACCAGTGTGGCTGTGAGAAACAAA
GCTCCTTACAAGTGTCTGGTGGTCCACGGCTTTGCCGTCAGCGAGACGGGAGAGAAGATG
TCCAAGTCCCTGGGGAATGTGATCGATCCAGACGAAGTCATCAATGGAGGAAAGGATGGC
GGCGCTCCTGCTTATGGAGCGGACGTTCTTCGCTGGTGGGTTGCAGAATCCAACATCTTC
TCAGAACTCCAGATTGGATCCAATGCTCTGAACTCGGCACGTGACAGCATCAGCAAGCTG
AGGAACACGCTGCGCTTCCTGCTGGGGAACCTGCAGGGATTCGACCCGCGCACTCAGTCC
GTGGACGCCAAGCGGATGCACTACGTGGATCAGTACATGCTGCACCTGCTCCGCCAGTTC
AGCATGAAGGTCACAGACGCCTACAGCGAGTTCGATGCCAGTCGGGTCATCCGCCTGCTG
CAGGCCTTCGTCACCAGAGACCTCTCCAGCTTCTACTTCAGCATCATCAAGGACCGGCTG
TACTGCGACCCGGAGGACTCTCCAGGCAGGAGGTCGTGTCAGACGGCGTTGGAGGAAATC
CTGGACGGCGTGACGCGCTCCGTGGCTCCCATCCTGCCACATTTAGCTGAAGAAGTGTAT
CAGCTGGCTCCAGGACATGAGAGAGGAGACACTCTGTTCAGGAGTGGCTGGATCAAAAGC
AGCTCGGTGTGGCAGCGTCCGGGGTTGGAGGAGGCCGTGGAAGGTGCGTGCGCCATCAGG
GACTCCTTTCTGGCTTCCATTGCCAGCAAAAACGCTGCCCAGTACGACCTGACGGTGGCC
ATCCAGCCCGGGCTGCTGTTTGAGCTCATGGAGTCTCTCCAGGAGGAGCCCACCTCCACC



TCCTCCCAGCTGGTGGAGCTGATGATGGCAGCTCGGGTCAACCTGGTCACTGAATTGCCC
CGGGACCTGGACCCACAGGCACTGGTCCGACACGGCAGCTTCCTCATCAACCTGGAAGGT
GGTTTCATCCGTGAAGAGAGTCCCTTCAGCATCGCAGTGGCGCCCTCTGCTGGTGCCCGA
TGCCCTCGTTGTCGCCGCTACACTTCAGAATCGGCAGACTGCTTGTGCAGTCGCTGCCAG
GCCGTCGTCTCGCAGGCTCCACCACTGCGGCCGTAGTCCAAAGGTGGAGGAGGGGCGGGC
AGAACGCAGAGGTCCCACCTGTCCCTGGTTGGACGGGTCACACTGGAGCAGAGACAAAGC
GGCGTTGAGGGTCACACTTCCTGTTTGAACTGTTGGTCAGTGGAAGAATAAAGTGTAAAA
CCCAGATCTGTACCTACGTAACCAGCTGAGAAACTCTTAGTGGTTTTAGGTCCTGGATAG
GAGATCAGTGTGTCACATGAGGAAGAGGAGTTCAGATGTATGGAAGTAAAGGGGG
>CL1028Contig1
CAGTAACCTTAAGAAAATTTTATTTTTGGGGGAGGGCTATTCTGCACCACCAAATATTTG
AGGATGGATGACAAATAAAAAAAAAACAAAAAAATCTGAGGACAGACTTTGGACATGAAA
AAAAGGACGGATGACCGTTTTGGACGGAGTGCTTTAAAGGCCGTAGTCATAATCTGGTTT
CCCGTCTATGAAGCTCTTGTAAAAGGCCTCGTGTGCTTCTTTGCTGAACATTGTTGCCTT
CACAGCTGGATCCTCCAACATTCGCCCCATCCACTTCTTCAGCTCAGGTGTGTGCTCCAG
GCAGTTCTGCACCCCGTAAACCTCAGTTCTCTCAAAATGTGGCCACATCATATAATCAAT
CATTGTGATGGAATCGCCTCCAAAGAACTTTGTTTTCTTTTGCACCAACTCTTCATTAAG
TTTCCCCAATTTTTCTTTCAGTTCAGCCTCCATTCCTGACACATCTTCGCCATTCCTCTT
TGCGGATGGAATCCTGTAGAAAAATGGTATGATCTTTGAAAAATGCTCCAACATCATTCT
TTGCTGAGCTTTGGCATAAGCAGAGGATGGAAGCAGCTTCTTCTCTGGATAGGCTTCATC
CAGGTACTCAGAGGTGATGGACGACTCACAGATAATTTCCCCTGCAGGGGTCTCCAGCAC
CGGGACAAGACCTAAGGGGTTCTTCTGGAAGAACCATTCAGGTTTTTCCTTCAGGTGGAT
GTTGATGGTTTCAAACTTTATCCCTTTGGTGTGCAGCACTAATCTGGTCCTCTGAGCAAA
AGGGCAAAACCTCATGCTGTAAAGTCTGATGTGGTCTTTAGGGACCGGGCCAGGAGCAGC
ACTTCCTTTTGCGAAAGACTTTTCAGTCGACATGATGGCGCACTTTCTATTAAACTTTCC
AAAGGACGGAGAACAAAATGTAGGAGAGAAGTAGATAAAAGCAGATAGATACAACAGGGA
AAAACCGATGGATCCCCCGGCCATAATGNCCGGGTTTNAACG
>CL1029Contig1
GNTAGAAAAAAAAAAAAACAACAATGTCACGTCCATCTTTCTTTCATTTTTACAAGAAGC
AAACAGGGCCAACTTCAACGCCAAATTCCTGATCAGGTCCACCAACATCCATAGGAGCAA
TGTCAATGATGGGCAAGCGGGATGTTTTTGGTGTCTTGTAGTCGATGACTGTCTTGCCCC
ATGTGCCAGTGTGTGACGTGCAGCCATCCTCGCTGACACTGTATGTGAAGCGGCTGTTGC
CCTCAGCTCTGATCTCGGTATCGCTGGAGCCCTGGAGAAGCAGGGCCTTTTTCAAGTTGC
CGGTGGCAGAATCCATGTAGGCGATGCTGTTCTTGCAGTGGTATGTGATGTTCTGAGAGG
CCTGGTTGGACATCAGACGCATGAAGGCAATCTGGATGTTGACATCCTCAGGATCAGCTT
CACTGCCGCCATACTGGAACTGGAATCCACCAGTCATGGACTCGCTGAACCAGACGTGTT
TCTTCTCTCTGATGTTCTTGGTTCTGTACCAGTTCTTCATGGGGATGCTAGACTGGCTGG
GAGAGACGCAGGTCTCTCCAGTTTCCATGTTGCAGTGGACTTTGATGGCATCCAGAGGAG
AGCCCTGGTTGGGGTCAACCCAGTACATGCCGCTCTTCCACTCAGGGTGGCACATCCTCA
GGTCGCGGCACATGCGTGCTGGGCTCTTCTGGCTACCGTCTGGGCTGCGGATCTTCTCTA
CTCTCTGGCTCAAGGTTTTGAGGGTGGTGTCAACCTCCATGTCACGATCGCGAACCATAT
TGGGATCATCGGCACGGTAGCCTCCGCGCAGGGGATCGGGGGCTTTCTCCTGAATAGGTT
GACTGACAAAGTCGAATCCACTTCCGGGAGGTCCAGGAGGTCCAGGGAGTCCAGGAGGTC
CGGGAGGACCAGCGGGTCCCATATCTCCATTGCGACCACGAGGTCCAGGGGGTCCAATGG
GTCCGGGCATACCGTTCACACCATCCTTACCTGGGGAACCGTTGTTTCCAGCGGGTCCAC
GAGGTCCAGCAGGTCCAGAGGAACCAGCAGGTCCTCTTCTCCAGAAGTCCAGCAGTCCGG
>CL1030Contig1
GGATCCGCGGCCGCCGACTCGAGCGGCCGCGGACCGTTTTTTTTTTTTTTTTTTGAATAA
TAAGACTTTAATCCAGATGAGTTTCAGACACATGTACACCACATTTTAAAGCTGGGTCAC
ATGAGGGGGGTTTGTTGAAATGGGAAACACCCACCAGGGAGGTAACCATGACATGAATCC
ATGTCACACCTCCACGACACAAACACACTTTGAGATCTACAACCTTTAGCTGTACAGCAT
GCAAAGCCACTGAATGTGTGACAAGATATCTACAGGCTGACCGGTCATATGGATCACCAA
CATCCACATGTAAACATATTCTTTGTTGTACATGTATATGCTTATTTTATTTTGTAAGAC
TCTTAGTCTTCTTCTGAAGTGCCACAGATTTAGTTCCTGTACACAGACACACATACAACG
AATCACATGATGCACACACAAATCTCTCTCAGGAAAACAGACACAGCCAGAGAGGCACAA
ATAAATAGGATGACGCGTGGCGTTTGCAGATCTGCAGAGTGCTTCATTCGAACAGCATGT
CTTCGTCCGCCTCCTCCGTCAGAATGTTGGCCGGCTCTGCGATGGGACCCAGAGCGGCCA
GGCGAGCAGCGATCTCCAGCTCGGTCCTTTCCCTGAGCTGCTTCTTCTTCTCTTGAATCT
TCTTCAGCCTGTAGAACTCCTCTCGCTCTCTTTCATCCAGCTCGGTAATGATGTAAGTGA
GAGTGCGATCGATCCTGGGAATGATCACATGCTCTATAGCATTGACACGGCGGTTTGTGA
TCTTTATGGCTTCATCCAGGGTGACAAAAGATGTCTGTAAGGAGGCCAGCTCCACCAGCA
GCTCAACAGCTCTAGCATAGTTCCTCTTCAACCTGGAGAGCTGCTCCCCTCCTCTGGCCA
GACCGGTGAGCTCATAACTGTCGCCCCCTTCTTGGTAGTGCTCAAACACCGGGAGGGTGA
CACCTGCAACGTTATCTTTCTTTGCCCGAACCTTCACCTGGGCTTTATTGACATTCTGGA



TTACAGTTGTGCTAAAGTCTCCTGCTGCAAATTTGGCTTCAGCCAAAGAGAAAGCAGCTT
CCCTCATCACCTCTCCCATCTTGGTTTTTGTTTCAATTATTTTGCGAAGGATCTGACGAA
AGCGCATAGAGAGGGCGTCCGATTTCTTCTTCAGCAGGTTGCGGCCGGTCTGAGCTCCTT
TCAGCCGAGCCTTCATGATGGTCTGAGCCATCCTGGACGGGAAAACGTCGATCCTTTCTT
TTCCAGACATCTTCTCGGCTTTTGCAGGATACGATCTGAAAACGGGGCGTTGTATAAAAA
TGTGCTAAACAGACAAACAAACAACCGTCTTCATTCGGGATTAGTTGAAAGACTAAGGTA
ACTGCCGTGATCTTGTTCGTCCGTGATGATCAGCTGGCCTCTGGTCATCCGGCC
>CL1031Contig1
GGCGTTAAACCCGGNCATTATGGCCGGGGACTTCGGTGTTAAATTTGTATATTTAAAAAA
ATTCTACGAAAAAGTTGTTACTTTGTTTGACTTTCCCTACTATTTTTCTTTTAAATAAAT
GCCAAGTAATTTTACGAGTATGAATTACGTACAGGCAATCGCTAACGACTCCTTGATACC
CAGTCAAGGTTGTTGATCTATATAACATGCGAACAGGGCAAATTGCATACCAGGCGTTTA
TCCCGATTCATTAAAGATCTGATAGGAGACCTTCGGGGGCTGCCCGCTAGCTGCCTGTTA
GCTAGCTAACGTCAAGGCTCGCGTGCACCTCCCGAGCCGTCGCCTCTCCTTGAAACAGTT
GTGCAGTAGTCGATGTTTTTAGCTCGTTCTTTAGTCAAGATGTCAGGCCACAATCCTTTG
CTGAGGTTGGAACAGCGAGCAGCCGAGGCCGACCAGCTCATCGAGTATCTCAAGCAGCAA
GTCCAGCTGCTGAAGGAAAAAGCCGTTGGGCAGGCCAGTGTCAAAGAAGAGAAGAAACTC
CTGGTGGAGAACGCTAAACTGAAGAAGGACATCGAGGAGCTGAAAAAGCAGCTGCTGGAG
AAGGAGAAGAGTAGAGGAGTGCTGGAGGTCGCCATGCCAACAGGGGACACTACCATTGAG
CCGTGTTCAAAGCCCACCCCTCCCAAACCAGTTGCAGCGCCCCCTGCTGCTTCTGTGAGT
GCTGCAGAGAACCCCCCACCCAAAGAAGAGGGCAAAAAGAAGAAGCCTGACAAGAAAGGA
GGAGAGAAAGCAGAGAAGAAGCAGCAGCAGCAGGTGGCGGTGAGCCAAGAGGACGCTAAA
GTGGATGTGTCTCGCCTGGACCTGCGAGTTGGTCGTATCGTATCTGCCCAGAAGCATCCA
GATGCCGACAGCCTTTACGTGGAGCAGGTTGATGTGGGAGAGGCGGCTCCCCGCACCGTG
GTCAGCGGACTGGTCAAGCACATACCTCTGGACCAGATGCAGAATCGCATGGCGGTCTTG
CTGTGTAACCTTAAGCCAGCCAAGATGAGGGGCGTGGTGTCACAGGCCATGGTCATGTGT
GCCAGCTCCCCAGACAAGGTGGAGATCCTCGATCCTCCCAGTGGAGCTGCTCCAGGGGAC
AGAGTCACTTTCCAAAACTTCCCAGGTGAACCAGACAAGGAGCTGAACCCCAAAAAGAAA
GTGTGGGAGCAAATTCAGCCAGACCTCCGCACGGACGAACGTTGTGTTGCGACCTACAAG
GGTGCTGCCTTTGAAGTGGCTGGCAAAGGAGTGTGCAAAGCCCAAACTATGAGCAACAGT
GGAATCAAATGAAATAACAGAGCTGCTTGAAAAAGCTCAGTGTTTACTTGGCAGTCATCT
CCAGTAACAACCATCATGGTGTTGGGCCACATGATGATGATGATGATTATGATGATGATG
AATGGAAGTAAATACTTTACTTTGAAAATGTTCAATAAAGGCTTTGGATTAAACAAAAAA
AAAAAAAAAAAAAAAAAAANAAA
>CL1032Contig1
TTTTTTTTTTCCAGTTCTAACCATTTGCGTTTATTGAAGCACACTGCAGTCATTAAGGTG
TTATAATAGTTCTTAACATCATTAAAAGCACAAGCTAAAACAGCAAAAACAGTCACATTC
AGAAGCAAAGGGATTTACTAAGCTATGATGAGAAGCACACGTAGCTAAAGGTGAGATAAA
CTGACATTACAGATACTTAAGTGAGTTTCATGTGCCACCATCATGCAGATTCAGCTGTGA
GGTTGATGAAGTGTGTGGGGAAAACGCTTCCTGATTGGTCACTGGGGAAGGGGGTGGGGG
ATCAATTGACGAAAAGCGAGCGAGTGAATTCAACAAAGTCGAACGCCGACGGCAGCTCGC
GGCCCTTGCTGTCCAGGTACGGCTTCATGTGGGACAGACAGTAGTCGGCCTGCTCCCTGG
TCAGGTTCTGATAGAGCTCCTCTTTAGTGACGTAGGGTTTGTTTTCAGCGCTGAGAGCCC
GGAAGGCACTCTCAATCTCTTCACTGGACTTTACGTTCTCCGTCTCACGGCTGATCATGA
ACGCCATGTACTCCTGCAGCGATACGTTCCCATCCCTGTTTGGATCCACTGTGTCAAGTA
TGGCTTCAAACTCAGGATCAGGTTCTCCTTCCTCCACCATGGGTAGGTCGTATCCCAGAG
AGCGCAGACACGACTTGAACTCCTGATGGTTCAGGCGGCCGGACTTCTCCTTGTCAAAGT
GTTTGAACATCATGCTGAACTCCTTAAGAGCCTCTTCTGTCACTCCGGTGGTGTTTCTGG
CTTGTATCTGTTGCTCCAGGTTGTGCTGCATCCTCATGCCCAGCTGGTCCAGTTGGTCCC
ACTGCTGGGCCAGGCCCACCGTGCTGTGCTCTGTGTACTTGTTGTCCAGGATGAGAGCTT
CTTCCATGGCCGCCCCCAGGTCTTCAATCTTCTTCAGCTGGCTGCGCATGGCGCGGATCT
CCTGGTGCTTCCGCTTAGTGGCCTCCAGTTGGGACTCCAGTGTACCAGACTCCTCCACCA
TACATGACCCATCCAGAAGATAAGTCCTGGTCTCCTGCAGCCACTGGTGGAAAGCATTAG
CGTGCTGAGCAAACTCCTGACGTAGCTTGTCGTTTTCTTCCTGCCTCCTCTGCTCCTTCT
GCAGCTCCAGCTCCCGCTCCTTGATGATCTTCTGTAGGTTCCTCCAGGTCTCCTCCAGGG
CCTCCATGGTGAACCAGGTGTACGGGTTGGACACAACCTGGTAGCTCTTGATCTGTTGGT
CCAGCTCTGCCAGCTGGTTGAAGTCCGCCTGAGCCGAGCTCAGAGAGGAGCGGAAGGCCT
CATGGGCTTCACGCAGCGCCCGGAGGCCAAACAGTGC
>CL1033Contig1
TTTCTCAGACATTTAACAGCTACAGACGCTCTTCATTAAATCTACATGTCAGTGATGTTG
GGCACACAGACCGCTAAATCAATAATGGACTAAATCAGACCGATGCAGCTCCAGACAAAA
CACAGAAATGGCTGACAGACGGCGCCGCTGACGGGTGAAAAGCTGCAGGACGGGTTTCAG
ACCAGATCTGACTGATGCCTGCAGCTGAAGGGAAAAGAAGGAACGAGGCTGCAGAGGAGA
GTTTCTGGATCTGAACTGAGAAGAACAAGAAGACAAGAGCTTAACTTCCCCTGAAGTCTG



CACACAGACATGCAGTGATGAAGAGGACACACCCTCATCCTCGTTTGTAAGTGCAAAAGG
ACGTTTCATTACAGCCGTGTCCAGTCCAGGTGGGAAAAGGTAAATCAATAAATTAGTGGT
TTGTTTCTGCTTGCTGGAGTGAGTGAGGAAGAAATGATGTGAGCTTTCTGATCTACAACA
GAACATGAGGAAGTCCAGGCACCTCTTTCTCTCAGTTCTCCCCCAATTTTAGTCGTGCAA
ACTCATTGGCCATCTGCAGCGCCTCCTGCAGGCACTGTGTGTTCCTGCCCGTGGCCTGGG
CCGACGTGTCTTTGCCGCCTCCTTTACCGTCCAGCAGGGGGCACAGCTCCTGAACCCACT
CGCTGGCTTTCAGACCACGACCAGCCACCTCCTGTGGGACCTGACACAGGCAGGTGATCT
TCCCGGCGTCGGGGTCGACGGTGAGGAGCATGGTGGCGGTGTGAGGGGACTGCGCCTTGA
GCAGCTTTAGAGACTCGTTCAGAGCCTTTGCAGAAGCTCCCGTCTCCATCTCCATGATGA
GCAGAGGCTGGTTGGGGTTGCTCTCGATCACCTCCTTCGTCTTCTCCAGGACTCTCTTCT
GGATGTCGGCCTTGTAGCTGCGGTCCAGGTCGTCCATGGTCTTCTTCAGCCCCTTCAGGG
TTTCTCTCATCTCGTCCTTCTGCCACTGTGAGATGACTGCGGTACCCAGAGACTCGGTCA
TGTCGGCGATCTCCTTCTGTATGTCCTTGTTTGGAGACGCCTGCTGTTTGACTTTGTCTC
CCAGAGCAGACAGAGACTGACGGAGAGCATCTGCTTTCCTCTGAGCCTTCTGGGCTTCTG
CTCCCGTCACCGCGACGATGCGGCGGATGCCTTTAGCGATGGCCTCCTCCGAGACGATGA
CAAACGGAGCAGCGTGGCTGGAGTTCTGCAGATGGGTTCCCCCGCAGAACTCGATGGAGG
TGAGGGATCCGGCAGGACTGTTTGGGTCATCGAGCAGCTCCTGGACGGGCACGCCGATGG
ACACGACCCGGACTGGGTCGGGGTACGTCTCGTCAAACACGGCGCGCAGACCCTGGATGG
CCTTAGCTTCTGCCAGAGAAGCCTCCTTGGCGTAAACGGGCTTTGCGTCTCTGATCATGG
CACAGGCAATATCCTCCGTTCGGTGGATCTCATCGGTTTTCAGAGCACCTTTAGCGGTGA
AGTCGAAGCGCAGACGGTCAGGCGCCACCAGAGAACCTCGCTGATCTGCCTCCCCCAGAA
CCCCCCTTAGGGCAAAGTTCAGGATGTGCGTGGCGGTGTGGTTGCTCATGATGGGCCGAC
GGCGAGCCTCATCGATGCACAGGCTGACCCTGTCCCCCACTCTCAGCGTCCCGTAGACCG
TACCAATGTGCAGAACATAACCCCCCCGAACCTGCGTGTTCTTCACGGTGAACTCCATCC
T
>CL1034Contig1
TCNTTNCACNGATAAGNGCNTAAAGCNTAAAAAAGCAACCNCTATTTGAACCTTTTTTTT
CCCCCCAAAATGATGCATGTTCAAAAACCNCAAAGCAGAGATATACAATGAACATGGAGT
TCCTCATCACATTGCCATTATTTCTGAGACATACAAAGTACTTTTTATATACTTTTTGTT
TTCAAACCAGTAAAGTTAGAATTGATTTCTTTTTAGGAAACAAATAAAATCTAATTCTTT
AGTGAATGGGGAAAAAAATGTCTTCTTTTTGTCTATGAAACAAAACATTATGGAACAATA
AGCAGTCCTCTATGGCAGTGTCAAAATTTATTTTGTTGGCACAAAAATTAAGGTGAAATT
TTCTGATATTATACAAGTTAGGGAAAATGTATTTACAAAAAAAAATTGAAAAATTTGTTT
AGTAAAGCACAAATACAGCTTAAAAATAGCTATAAAAGGCTCAATATCATTTACATTTAC
ACAAAGCAAAGGAAAGAAAATGCAGCCAATGATAAAAAGTGTGTATAAACACAAAAATTG
GTTGGAAAATTGAAAACGTAAAAAGTTCAGGACATACAAAATGAGACGGCGTCAGTAAAT
AGTTTTGCAACATCTCATCTGTTCTCCTTATCCAGCGATACGGCCACCACTCTACGGTCC
AGCTGTCCAAGCTTCTGCTTGTCCTGGGCAGACATCTTTACTTTCACCTGAGCGCGCTGA
TTTCGGGGAGAGTTGTTATCCTTCAGGATCTGCAGCGGGGAGCGGCCCTCGGCATCTTTT
TGCTTCGGTTTTCCTGTCTTGCCTTTGTTTTCATTGGCGATGTTCTTAACTGCAACACGA
ACGGCAAGAGGGGAGGAGCCTCCTCTGCCATTATGACCCTGCGCAACCTTGGCTCTTAAT
CCAGTGGCACCAAAGCCTTTACCTAACCACTGCGGCTTGAATTCCAGTTGGCTGGGACTC
CTCGGGTCAAAGGTGGGACAACAGATTCCAGTACTGACCGGTGGCTGCTTTAGTTTGGAA
GGAGTTGGTTGATTATTTAGCACAGAAGGCACAGAAAATTCTCCACCGAGCTCACTAGGC
CCTTCAGAAGATGGAAGGTTCTCCTTTTTTTTTGGCTCTGCAGAAGGCATTGGAGCAGCA
GATGGGTCCACATCAGAAGAAGCCGGGGGCTCCGATGTCTCTGGTTTAACTATGACAGAA
GGAAGGGCATAGGAATGATCAGCACCGTCCCCGAGAGCCTTCACTTCAACACTAGGTTCT
GTGAAGAAGCTCGCTTCGTGATGCACATCAGCGTAGATTTGAGCTGAAGTTGCCCCTTCG
TGGCATGTTATCAGGCTCATGCTCAGTCTATTGTTAAGAGGAGACGCGCTTGCTTCTTCG
GCCTCCTCAAAGGTAATATCCGTCTCAGTTTCTATCTCCACTTCGACCTGAGGATGCTCC
AGAAGCACAAAGGGACTGCAGACACTCTGCAGGGATGGATGAACAGGGGTGGAGAGAAGA
TTTGCATGTTCGGCTAACGAGCCAAAGTTTTTGCTCGAGTGAGGATTGAGCAGTGGCACA
GTGGAAGCCAGTTCTTCACCCTCAAGGACCTCCTCAACAGCATCTGTGAAGTGTTTCTGA
GGGCCTTCTGCAGCTTTGCCTTCAGTCTCATTGTGGAACAGCATACCAAGGCGGCGAGCT
AAAGACCCAACTGTTGCTCTCATAACCTCTCTGACAGGAGTGCGGGTTATGCCAACTGTA
GGTGAGCGAGGATCTGTTATGGCCAGGGGACACTCGCCTTTTAATTGAGAAACATTGGAC
TCCTGTTCTCCTACTTGAATGGGTGTTCGATCTATGCCGCCTGAGGGAGAGCGAGGATCA
ACCAGATGGCTGATGTGGGTTTTTTTAAAGGCTGGTTCTGGCTTCTTCTCTGCTGGCACA
GCCGACTTGCTCTCACTTGATCCCATAATGATTTTATTTTTCCTTATACAAGACAAAGAA
ATCGCACTCTGACACCGACCCTCTCGGATACTGACAAATCCAAGACAAACGACATAAACA
GGAACACTCAACTTTTAAAACATTTAAATGTCCCCGGCCATAATGCCCGGGTTT
>CL1035Contig1
TTTTTTTTTTCCATGGGAAAAACTTTATTTATCAATATGCGGTAGTTTCCAAACTGGTGG
AACATAATTTCCATTGCAGCTGGTGCCAACAGGTTACGCTGAGAAGCGGCAAATAAGTGA



ATGGCAAAAGAAAAGAACAAAATTTAACTAAAATGACAAAACTTGACAGTTGTGATTTAA
ACAAAGGGAAATAAATTCAACAGGTTTTTGCTTTCACGTGCACACTGAGAAATAATACTG
TGACTTTAAGCAGTGGCAGAAACCAACCTACAGTGAGGCTCATAGGCAACCGAAATCCTT
GAGCTAAATTAGTAAGAGAGGGATGACAAAAGAGAGGGGCGGAGGGAGAGAAGAAGGAGA
GAGCATCTTTAAAACAAAGGACCGCCTGGGAGATAATGAGTGGTGTAAACCAGATGATTT
ATTGGAGAGCGCACCACGGTCGCACTCTCATACATGGCCTCTTTTTTTTCTTTTTTTTTT
GTTTTCTCCGCTCCTCCTCTTCCTTATCTGCCTCTTTCTCTATCCTGCACTTTCAGCTTT
TTAAAACCCAAATCGTTTTGCTTTTTTAGGGCTGAACTCAAAGGGAGACTAAATCACACA
GTCTTCATATGCAGAGTTAAGTGCTGTCTTCTACATGTTTCAGCGACCTATTATTTCTCA
GCCACTGGGTGACAAAGTCCTGAACAAGCTCTGAGTGACTGCAGTTCCTGTTAAAAAGCA
AAGGCCCAACGCATGTCTTTTTTAAAACACGTGTGGTAACAACAACTCTTTAACAATACT
GGAGGCTGCGTAAAAAGACAGCTCATGTGACTGTTGCAATACGTAGTTGAAGTCTAAAGG
AAAAGGGAAATAAAAACATGTCACAGGGACAAAAAAAATGCAAGGATTTATACAAAACAC
ACTTTAAAAAGACGGCTATTTACAAACATCCTCCATTACAAAAATCTAATCTTAAATTTT
CTTATGAGCAGTGTTCAAGGTGAAATTACATCTTAATTCGGGCTCTGTCCATATATTTAC
AATTTTTTTCTTTTTCTTGTTTTTCTTCCTCCTACCCAAATTTGAATAACATTAAGTGGT
CACTAGAATGAACAAAATGAGATATGGTTCATGGTAATTTGTTAATGACTCCCTAAGCTG
GTGTAGCTGAACGGATGCGCAGCGATCCGAAACAAAAATATATGCTCTCGATGTGTTTCG
CAGAGAGCCACCGAGGGCTGCATGCTGAGTTAAAACACAGAACCACAAAAGCACAAGCAG
CTGTTTAGGTTGTTAACTCTGAGGTTAACGGCACACAAGAGCCATAGGAATCTTCCCGGA
GTCTTCAGGCTGCACTGCCTTTTAACTCAGCAGAGTTTGTCCGGTGATGGCGACAGCGCC
GTGCGTGGCAGCGGATGATGGGTGCCTCTGCCAGAAAATAAACACTAACTGCCATTCTGA
CCATTAGACTGGAGATAAACCTGGACCCGTCAGTCTCGGTGTATTTGTGTGTGCATGGAA
TGACAGCTCGGGTCTGTGCGCTGAAGAATGGATGTCCTTATCTGCTCCCCTCTCCTCTCA
CACATCATTAGCTTGGATCGTGGCGCTCCCAGGCTTGGCAGCCACACTGTTTGGAGCGCC
CAGTGCCAGTCCCGAAACAAGTCTGTTTGGCTGCCCCACCACAGCACCACATCTCTCACA
GATGTGAGAGATGTGAAAATAGGTGCAAATCTTGCACCTAGAAGTTCATATAGCAGCTCC
AGTTCACTGCTCAGGCCTGCATGGTGCCCGCCGCCACTTTGACTGTGATACCCTGTATAG
AATCTTTATCCACAACCAGTGAGAGGATGGAAAAATGGAAATAGTAGCACAGCCTCATCA
AACACTCAGGTCAAAGCCAAGTCGAAGGAACATTTTCTCCTTTTTTCTGCCGCTCTGTCC
TCCCTGGCGACTGAGTGTGGGCATGAAGATGGCACAGAGATTAGTCACACGCTGGCGACA
CCACTTACTGCGCACTCCAATGACTCATCTACAGATGGCAGCCAATTGGCATCTGATAAT
ACTGTATCCCGGTTTTCAGCAGCAACTTACATATAGGGCACTCTGCCTATATAGGCCAAC
CAATCAGCAGCCCCTCCCATCCTCTCACAGCCCACCTCCTCACCCAGGCAGCAGGCATCA
ATCTAACCATTTGATGCTTAAACTGTGGCACCAGAGGATGAAAACAAATACATACAAACC
TGCCTGCTGTGTTGAAAACCCCCACAC
>CL1036Contig1
GACGCTTTTTGACTTTATAGATATAATTTGATGAGTTCGTCGCTGACGGCGGACGGCGTG
AGGACGCCCAGGTCCGTGAACAGGAGGGTGATGAGGGAGGGGGGCGTGTAGTCGATGACG
GGGTGCTCCTCCGACAGGTTCTGCCTCTTCTTCAGGGTGTCGGCTTTGTACTTGAACTTG
TCCGGGACGTCCTGCTGGTTCAGCGGGTACAGCCGCACAAACTTAAAGCTCTCCGCCACC
ACGTAGAAGGGCTTGTTGTGAGCTTTGGAGCAGAGCGCCATCTGATAGGTCCCGATCTTG
TTGATGATGCCGCCGCTCTCCACCACCCCCTCTGCTCCAACGATGACCAGATCCACCTTC
TCCAGGACGTACCCCACAGCGGCGTCCAGGACCACGGTCACCGGGACGTGGAGCTTCGCC
AGCTCCGCCGCCATCTGCTGCCCGGCGGCGTCGGGCTGAGACTCGGTCACGTAGACGGAG
AAACGCTTCTTCTCCATGGCGGCTTTCTCCAGAACCCGCAGCACCACTCGGGAGAAGGAG
TGGGTCAGGATTTTGGCGCCGTCTTTGATGAAGGTGTGACACAGCTTGGCCACTTTATTC
CTGGACATGGAGATCTTCTCCAGAAAGAGCTCTCCTCTCTCCTCCATCACCTTTTTACAG
CGGGACAAATCTTGATGCTCCAGCGATGTGAGGCTGATGAAACGCAGGAAGAGCTCCCCC
CCCGACGACACCGCCACGGACGAGTCCTCCCCCTTCAGGCAGTCTGTGGCCCACGTCAGG
CTCTCCCTCAGGCCCAGGATGGTCTCACCTGTGTCTCTCCTCAGGAACTCCAGCAGGGTC
CGGATGGCGGCCACAGCCGACGCCATGTCCGGGTCCGTCCTCATCTGGGCCCTGAAGTAC
TCCACCAGCTCTTCTTCGTTCATCTCAAAGATTTTTGAAGTTTGTTCTTCGATAACTTCA
GACTAAAACAAAATGTTTTTTAGGTTCGTTTCAAAGGATTTTACTCATAAAACCCAGAGA
GAATTATGGTTATTATGCCTTGTGCTTCCAAAAAACAACAAAGCTGCAAAAAATAAACCA
ATTTTCACCCGAAAAAAACCTGTTTTGGCGGATGAAGGAGCTCGTGCAGCACCTGCTTAG
TGTTGTGCC
>CL1037Contig1
TTGTGTTNAAAGCTTTTTTTTATGAAAAAAAGTGCACATTAAACAAATAATTGTAATTCA
TAATCCATTTCAAAAGCCCACCATGCGAAACATAGATAAAAAAAAGAACAACTGTCATAA
ATTACATCATAATTCTAACCCACGTTTGCTAAGGTGCGTCATTGTACTCGGAAACACATG
TAACCGTAAAGGTTTGGTCTCAGTGTTCAGACTAAAATCACAAATAAAACCTTGGAGAGA
ATTAGAAACCAATGAGACATTAAAAATACCGAGTATGACTACAAAAGTCCGTTTAATTGT
TCAAAAATAACAAGCAGTGACAAATCAAAACAAAGAACAAACCACAGGAATGGGTTTCCT



GGCTTAAAGGCCTCATTGATTAACACAGTTACGGTAAATCCACAATTTCTGTGATTTTAT
GACAAATTCCTGAATACAACACCAAATGAGTAGCAAACCAATGGAAACATGTAGGACTTT
AATGAATTCATATTTCATCTCTACTTCAGGTAATCACTTGACTCAAAGTGGGGATTCAGT
CCTAAACTGCTTGAATCTAGGAGAGAAGAAGCAGAGAAGCTGAGCTGTGTTTTCGTTATG
AAGTATCCATGACGGCCGTTTGTGTTTCGTTAAAGAGGAAGGAATCCTGGTACTCCTTCA
TGTACTGAGAGGACCTGGCCTCATCCAGGAACAGAGAGTAAACGCGTTTGATGTCCTCCA
CCTGAACTTCTGTCCCTTTGCGCTTGCGACACACCAGCCCTGCAGTGCTGATCAGCTGGA
TGGCGTAACGCAGCGACGTCTCCATGCCGATTCGAGTGAGCACCGTGTGCGCTTCCTCAC
TTAGCTCCACATCCTCCTCCTCACACCTGATCTTGAGGATCTGCCTGGTCTCTTTTTCGG
TGTACGGGGACGTGGCGATGATGAGCAGCCGGTCCAGGAGGTCAATGGGGATGCCGTGAG
GACTCTGATAGTTTGTGCCACGAATTCGAGTGATGCCTCTGTTGGTGGCCATGATGAGGA
CTGGAGACAGGTCGCTCTCCAGGGCTCGGTTCAGGAAGGAGAAGCACTCCATGTCCAGCA
TATGCACCTCGTCAATAAATAACACCCCTGGAATGATCTCCGCCTTGCCTTCTTCCCTCC
ACTCACACACTTTGGCATTGATCTGCTCTCGGACTTCCGACTTGATTTCTCCGGTGTCTC
CGGAGAACAGAGCCAGGAAGCCTTGTGTGCGGCTGTTGATGACGTCGATCTCATGGAGGG
ACACTGTGTGCACCACCTCCTTCCTCTTCTGCAGCTCTCCTTCAGGACACTGGACAAACT
GAGTCTGGGCTCCCATGGCGTCGTAGTCTCTGGCTCTAGTGAAGGAGCGCCCCAACTTGG
AGATTTTCCCGGTGGCTTTGTCAATGGTAATAACATCACCGGCTTGAACTTTCTCTTTAC
TGAGGCTTTCAATCATCTTGTTCCCCAAGTCATATATTGTCTCCATCTCTGTAGTCTTCA
GAGTCAGCTTCCCCACCTTTGCACCTGTTCCAGTGGCGGGTCTGTCAATCTGGATTTCTA
CCACCTCCCCTTCAATGATTTCTGTCTCCTCTTTGATTCTCACTCCTATAGCTTTTCTAA
AAGCTTGGCTCAGTGCTTCAGTTTTGCTCATTTCCAGGGAAAAGATCTCACTTCCAGCCA
GAGCTGTAAAGGGGGTGTCAGGGCCCAAAGACTGAGCAATACCCATAGCAATAGCCGTCT
TCCCCGTGCCCGGCTGGCCAGCAATCAGAACGGCCCTGCCGGCGATGTGTCCGTCTTTGA
TCATCTCCAGGATTATCCCTGCTGCTCGACGGGAGGCCAGCTGGCCGACCATCCCCTGTG
ACACCTGTCTGGGCTCCAAAGCATCGTCCAAACCAAGGCCCCGAATGTGAGAGTGGGCCC
CTATTCTTTCAATCCGTGTAATGTCCCGAACCTCTGGCACTTTTGTAGTTGCCATCTCCG
CAGCCACACTTAAAAAACGTGAGAAGCGCCGCTTCTTTCTCAGGGAGTANCTGGTTAAAC
AGTACCAGTAGG
>CL1038Contig1
TAAAGAAGAAAAACACAAAGATTTATTGAAGGCGGCAGAAGATGCAGAACAGAATGGGAT
GGGGGGGGCACATACAGACACACTCCTGTGTTCAGATAGATTTAATGTCTTTGTGTTACA
AAAGTTTTTTTTTTTCATATGTCTGCACCGTTTATCAAAATATACATGTTCTGAACGTAA
AAGTGGATATAATCCAAATTATTTTGTGGTACAAAAACATGAATATATACAACCATCAAC
CCCGCATCATACGTTTTCCTCACCCCGCCCCCCTATAAAAAAAAGAAGAAAGAGAAAATA
AAAAGCTTCAACGAAACTGAAAGGCATAGAATCTTCTACAGTCGACATCACAGCTAGCAC
TGTGCTTGATTAAGGATTCATCCACATGCCATCTCTACCAAGATCTCCATAAAGTGAAAC
AAAAAGCAGTACAGTATACTCGTTACCCAAAAGCACGAGGAACACAAAACCCAAAGTGTT
TTGGCAGAACTGCAGGAATGTGAACAGGAACTTAAGAAAAAAAAACCCAGCAAACTTTGG
TCCTCAACAGCATCAACCGTCTTTGCGGTCGTGCATAAGAGTTCTACAAAAATACAAACA
GTATCCGTTTCTGGTCCAGAACTACTGCAGAGTAGTTTACAGGAAACTGGTGCGTGAGGC
ACAACGGAAGGTGTCGACAATTAAGACTCGGGTGTGATGGACTCAGGCTTTACGCCGAGG
AAAAGTGCACGAACGTGCCCCCCTGACCTGTGGGAGTTTGTCTGTGACGGCGCCGCTGCC
CCTCTAAAATGTAAAGGTCAAGATCTTTGTGTGTTGGCCTTTCCTCCTGTGGATCTCACA
GCGTATCAAAAGCAAAGGCAACTTTTCAGAATGATACATTAATGAAAAACAAACAAAACG
ACAAAAGGGGTTACGGTAAACAACGCCAGCTAACTGGGCTACTTTCAACCTAAGATTAAA
AAAGTCAAGGCACTACGTTAGCCATGAACACCAGCCGCTAAGTAGAGGCATCAGTTAAGT
TCAGAGATACACGTGAATTCTAACTTTAAAAGAAAACGTACATGAATATATAGTTGTACA
CATAGAAACATAATATGGTTAAATAAGTCCCTAGTCCCGGCAGGACGCCATGACGCTGAC
ATGGGAAGGCTGAGTACAGCGCCGCGCCTCCAAAAAAACAAAACAAGAGCGAAGATATGA
GAGTTTAAAAGTCTGAGTTGCGTAAATACAAAGAAATTCC
>CL1039Contig1
GGTTGGTTTTATTTTATNCTGCTATAGTCTGTCTTCTTGCAGGTGGGGGTTTCTAGGGGG
TTCTGCTTTGCTCTAAGTTGAGCGGCATTCTGAACCATCACATAGAAACAGAGGCGGTCA
AATCTTCCTCGGCAGCAGTCTGAACGTCTGGACGTTCATCCCGGTGTGTCATCAGACAGA
TGAGCCTTCGACGGCCTTCTGCTCGAACGCCTGCAGGGCCAGCTTGATGTAACCCGACCT
TTGGGATTCCTTCTGTGCGTAGATCTTCAGCAGGTCAGTCCCACTGGCTTGTTGGCTGGC
AGCCTCCTGGGCAGACTGGCTGTGGGGATGGACCATGTGGAAAAGAGACACGAGGCTCAC
GGCATCATCAAGAAGCTCCCTCTTCAGCATGTCCACTATCAGCCCATCAACCCTGCGGGA
GTTCACCAGGTACCAGGCCATGCCCCCGAAGTGTCGGGTGGACCGGAGCAAATGGTATTT
ACCCTGCTTCTCCAGGTCTTCATATGTGGCTCTGTGGACGTTGATGTAATCTGCAGAGTC
TGGTTCAAACTGGACCAGACACAAGTCCAACACGTCCTGATGACGGTCCTGGGAAAACAC
CATCCTGAGGTTCTCCTCTTTGAAGATGAGAGGAGGCATCAGCTTGCGCCCCTCCTTGGG
GAAATACACCTGGATGAGCCGGTCTCTCTCCTCCCAGGTCGCCTTCCTGAGACTTCCGTT



TGGCTCTCGAACGACGATGAACCTCTCCCTGTGTGGGATGTTGTAGGTAATGTCCGTAAA
GACATATCTGGCAGTGTCCATCCCTTCCAGAATGGTGTCCACCGTCAGAACATCATCGAT
GGGCTTCCTCTCTGGGAGAACGGGCGGCATCTGCAGCAGCTTCTTGGCCTGTTCGGCAGC
CTGCTGCGTTGCCTGCTGCAGTTGCTCATCTGTCATGAGTTTGTACGTGGGGGGCTTGAG
CTCCTGTTTGATGGGCCGGAACACTTTCTGCAGGTCCAGGCCTGTTATTCTGGTGAGGAG
TTCCTGCACTGCTGGATCAGTGAACTGGGGCTGGACATTCTCTCCTGGAGCTGTGTTCTG
CGTGTCACTACACCACGTCCTCGCGCTCCACTTCAACATCGACATTTTCTTATTTTTGTG
CACATTTCTGACACGGGTGAAGCTCCGAAACATGCAGTGCACAGCACCGAGCGCCGCCAT
CTTCC
>CL1040Contig1
ACTGTAAGTCTTTATTCCAACAAATAACCTCAACATGAAGACTACAAACAGGTGTAAAGA
TTAACATGCATCTTGGAGCATTTGGATGCTTTGCAGGAAAACAACAAGACGACGCTGCAG
CCCAAGACTTCAGCTCCAGCAGATGACTCTGCCAGATGTTCTTCCAGCAGCATCTCTCAT
CCACACTTACACCAGGAAATGCAGCAAATGAGCTCTAAAAAACAAGCAACAACTGCCACA
ACTGCTGAAAATGAACAATATTCAAATATAGTGTCAGAAAGTCCAAGCAGAGCTAACAAA
CACCTGCAAATGTGGATCACAACAGTTCTGGCAACGGTTCTGATGAAAGGTCCAAATTAT
GCAGCATGCTGAGCCAAGAAAGCTCTTATTCTTTGAAGCAGCTCCTTCTTGACGCTGTCT
GGCACCAAAGCTCTTCCTTTAGGCGTGATCTCAACAACCAGATCCTCCACGGTGACGTGC
TCCAAACCCTTTTCTCTGATGACCTCTTTGCAGTGAGCCTTCATCTGGTCCTTCCATCCA
CATTCAGTCAGCTTGGCTCTCAGTAACTCCTTCAGTCTCTCCCGTTCCCCCAGCTCCGTC
AGCCTCTGGTTGATGGTCGCTTTCAATCTGGACTCTTTATTCATCCTGGTAGTAGATGTT
TCCTCAGAAATGCCTCAGCGTTTCACTCCGTAACAGCGTCCGCCGCTAAACTGCATGCAA
ACACGGTGACCGTCAGTGACGTCAGGACATCAGAATAGATATGTAGATGTTACAGTTAGT
TTAATGTGCCGTAGGAATCAGAGGAAAGTAAAAAAGATGTGACACAATTCCCGTTCGTCA
CGTCCCCGGCCAT
>CL1041Contig1
TAAANAGGCGGGGTTCGGGGTCGCTTCAGCTTTTCCCGCTTCGTTCTAAAGTCTTCGGCC
ACAGACCCTCGCGCGCACGGCTCTGCCCACGAGGTATGACCAGAGGAAAAGCAGCCCGCG
TGACCGGATGCCTCGCGTGAACCGGACGGCGGTGTTGTCGCTGCTCATCGTTAGCAGCTG
CGTGTTCCTGCTGTTCCAGCTGCATTACTACCGGAAGTACGTCACCAAGCAGCAGGGGGG
GCCGTTACTGAGCCCGGTGCATCACCTGACCAACCGCGCTGTCCAATGGGCCGCTGTCTC
TTAACTCGAAGGTTAGCAAAGGCAAAGAGCAAACTCACCTGCAGCTTCAGGTGTTCCACC
ACAACCAGCAGCTGCCATGGAAAGATGAGGAAAACGGACCTCTGGGTCGGTCCAGTGACC
TGAGAACCGAACCGAATGCAGAGCTGATGTTTGGATGCGTGCTGTGGTCACCATGGTAAC
CGTCCGTCTCTACAGCAGCATGCTTTGCGTCAGCGTGACCGGGTGGTCCAGGAGCCACAA
TGCAGTTTCCTCTGCACCGACCGTCCAGTGTTGGCGTTTGGCGTGCATGCCAGCTCGTGG
GAGAGCACTCCTGAATTTGTGGCAGCTGCTCAGACCAAAGGCTTTGAGCTGCTGGAGCTG
CGAGGAAAA
>CL1041Contig2
GGTTGCTCCATAAAGATGGCGGGGTTCGGGGTCGCTTCAGCTCTTCCCGCTTCGTTCTAA
AGTCTTCGGCCACAGGCCCTCGCGCGCACGGCTCTGCCCACGAGGTATGACCAGAGGCAA
AGCGGCCCGCGTGACCGGATGCCTCGCGTGAACCGGACGGCGGTGTTGTCGCTGCTCATC
GTTAGCAGCTGCGTGTTCCTGCTGTTCCAGCTGCATTACTACCGGAAGTACGTCACCAAG
CAGGTGCTGAAGAAGTTCTTGGCCTTGGCCCACCATTTCCACCTGCCGCTGTTCCTCGCT
GACACTTTGGCGCTCTCGCTCCTGTCCCAGCATGCTTTGCGTCAGCGTGACCGGGTGGTC
CAGGAGCCACAATGCAGTGTCCTCTGCACCGACCGTCCAGTGTTGGCGTTTGGCGTGCAT
GCCAGCTCGTGGGAGAGCACTCCTGAATTTGTGGCGGCTGCTCAGACCAAAGGCTTTGAG
CTGCTGGAGCTGCGAGGAAAAGACCCGCGCCTTTCCAGCCTGGACACCCTGTCAGGGGAG
GAGATCCCGCTCCACTTCCTGTTCCGCCTTGATGGTTACATCATCCATGTGGTCTTCCTG
TACGAGCGCAGCGGGAACTACCTCTGGCACGGCCCGCTGCGCCTCAGGGCCGACATGGAC
CGGACCTTCGCCCCCTTCTCCCTGCTGGACTATGGGCGCTATGCTGGAGCGTACGACAGG
CCAGAACTGATCCTTACGGTCCTGGATCGCCTCGATGTTCGAGTTCCTCGCAACATCACC
CACTTTCTGGTGCAGCAGAGAGATGCTCGCTTCTTGGAGTGCCGCTTCCACGAAGCTCGC
CACTTCCTGCAGCTGTACCCCGACGACTCGTCTGCGGCGGCGCTGGACTTCCGAAGGAAA
GCCAGGACTCTGCTTCGTGTAACAACACAAACACTTGGTCTGCTCCACATCCCCTTCTGG
ATCAGCAGTGGTACCTGCCTGGGATGGTTCCGGCAGTGCGGCGTCATCTCTTACAGTCAG
GA
>CL1041Contig3
TGTCGTTTGCTCCATAAAGATGGCGGGGTTCGGGGTCGCTTCAGCTTTTCCCGCTTCGTT
CTAAAGTCTTCGGCCACAGACCCTCGCGCGCACGGCTCTGCCCACGAGGTATGACCAGAG
GAAAAGCAGCCCGCGTGACCGGATGCCTCGCGTGAACCGGACGGCGGTGTTGTCGCTGCT
CATCGTTAGCAGCTGCGTGTTCCTGCTGTTCCAGCTGCATTACTACCGGAAGTACGTCAC
CAAGCAGCAGGGGGGGCCGTTACTGAGCCCGGTGCATCACCTGACCAACCGCGCTGTCCA
ATGGCAGGTGCTGAAGAAGTTCTTGGCCTTGGCCCACCATTTCCACCTGCCGCTGTTCCT



CGCTGACACTTTGGCGCTCTCGCTCCTGTCCCAGCATGCTTTGCGTCAGCGTGACCGGGT
GGTCCAGGAGCCACAATGCAGTTTCCTCTGCACCGACCGTCCAGTGTTGGCGTTTGGCGT
GCATGCCAGCTCGTGGGAGAGCACTCCTGAATTTGTGGCAGCTGCTCAGACCAAAGGCTT
TGAGCTGCTGGAGCTGCGAGGAAAAGACCCGCGCCTTTCCAGCCTGGACACCCTGTCAGG
GGAGGAGATCCCACTCCACTTCCTGTTCCGCCTTGATGGTTACATCATCCATGTGGTCTT
CCTGTACGAGCGCAGCGGGAACTACCTCTGGCACGGCCCGCTGCGCCT
>CL1042Contig1
TTTTTTTTTTATTTNGTATTTTTTTATTTTATTTATAGTTAGATCCTGGTCAGGAACAAG
AAGAGCTCAAATAAAAACGATAAAGCAAAATAATTTAACTAAACACATTATACTCACCTA
AAAAACAACACTAAATTCACGGTTAATAAGAAGCAGTACAGAGTTGTGTGTAAGCTGCAG
GGGGCACCACATCAACAAAATGCACAATAATACTACACAACACTGATTGTGAAAATGGAT
CAAACGGTGTCAGTTTGTGGGCTCGTTCTGCAGCGGCTCCCGTCTCACAGCTCCAAGGTT
TCAGTATCAACAAGGTTCTGTTCGGTTCTGCTCATGCGGTATCTACAGGGGAAACACGTG
CACTCACTTTTTCACCACATATTTACAGTCGGGTTAGCGAGAGGAACCACAAAGATGACG
GGACACGGAGTCTGAAGCAACATGCCGTTGGGTTCTGAGTCGCTGGACCGAATGTGAGGC
GGTCCAACGGCGCAGAACTGAGTCCGGATGAAGCAGGTGATGCGGTGCAGCTTTCTATAG
TGACGCTCCGCCGAGAGAGCCAGCGACTCAGTCAAAGTCTCTGTTGACCAGAACCAACGG
CGCCACCAGGGTCCAGACGTAGAGGCCCAGGCAGATCCAGCTGGACGAGATCTTGACCCA
CACGGACGGCCAGCGGCTGGTCATGGCCTCGTTGGCAGAGTCGGGGCTGTACCAGTTGGT
CAGAGTCATCATGATGTAGAGCGACGCCAGGAACAGCATGAAGTGGAAGAAGGAGTAGGA
GTAGGTGACGCCGTCCTTCTCATTGTCCAGGGCTCTGTTGGGGCCGCCGCCCTCCTCAAA
GCTGTCGCTCTGAGGCCCGTCTTCAATCAGGGCCGACTCGTCGGTGGTCAGCGTCAGCTT
GTTGACNTGCGTGGTGGACGAGTTACGGATGCTGGAGTACAGGACACACATGAGGAACAG
GATCAATCCCACAATGCCCTGGGCGTCCCACCACTGAACGACCTGGTCCTTGCCAGCTGG
AGTGGTGCTGTTCAGCCCGATGATACCAAGGAGGCTGGGGTTACACTTTCTGTCTGGCTC
GTTGGTCATGGCCGACCAGGTCAGGTACATGGTGTACAGGGTGACCAGGGAGGACTGCAG
CAGACCGGACCGCGGCTGTGACTCCTGAATGTGGGGCAGCACGGACACCACGGAGACGCC
GAGGCAGAGCAGCATGTTGATGCTGATGAAGACCTTGTTCTCGGTGCAGCCGTCAGAGTG
GGTGTAGTAAACGTAGAACAGGACCAGAGACACCAGGGACAGCAGGTAGTTGAGCGCAGT
GACCGACAGCAGAGCTGCATACCAGCACCGCGAGTTCCCCTCCTCCATCTTCTCCACCCA
CGACTCGTTCCAGGAGTGGGCGAAGTCAATGAGCAGCACCAGCTGGATCAGGATGAAGCA
GAAAGCTCCCGCCATACCTACGTAGAACCACACGGTGGTGAAGGGACCTTCTGAGATGAA
GAAGGAACCAACGGTGATGGCGACAGCTGCGGCACATTTGAAGAACCAGAACCCGTTGTG
CAGCGCCGCGCGAGGATCCTGGCTGCTCCTCACTTTGATCATGAGCAGAGAGAAGAGCAG
GAAGAACATGGCCATGCCGAAACAGACGCGGTACACAGCCCTGTAGCCGACCAGCACGTC
ACAGTTCACGCGGCCTTCCACGCCGGGAATGGAGGAGCCCATCCCCCCCTCACAGAAACC
TGGAATCTTCTTGAGCTGAACCTCCATGCCAGGCATCAACATGATGCAGGCCACACCCAC
GCCCAGGAGCAGGAAGAAGGCATAGATGAGGCGTGTCACCGTGGAGTTGTTTCCAGAAGG
GCAGCATCGACACAGCAGACAGGGGGCGCTGCCGCACAAGCATGGGATCCAGCTCGCCAT
GGAGCACAAGCCGAGGACAGCTCCCATCGCGGATGTTGTTCTTCTCTCCC
>CL1043Contig1
TGATTNATGTGGAAGACAAACCTGCAANTGGTCAAAACGTGAAGTTTTTANAGTGACGGT
GGACGGTTGGNGGCNCTACCATCAAACAGGGNTGTACCTAATTCATTCCNCCTNTGTTTT
TGGTTNTTTTTTTTTTTTTAATCAACAAATTTTTGTGACGGTTTCTGTTCCATCTACTGT
TTGCTACAGAGAAATCAAAACGTGTCAGGGATGCTGCAGTCAGTCCGCTTACCGCCAGGT
TTATTTCTCCACACAGAGCTGCTACAACCTCAGTCGTGACACCCGGATCACTGCATTACC
GGCCCAACAGAGGCCTGGAAGTTCATACCTCACTCCACAGCTTATTTTACCTGGTTTTCC
TTGTTTTTATGGAACTTTAGGCATGAGTTGAGGATGTTATTAGTTTGCTTGATGAGTTTT
AAACCTGTCTGTAACATTAAAGATGTCAAAGTCTACATGGTTTGTCCGCCTTTACATTTT
TGGCTTGTTCATAATCGACGCTTGTAGTTTTTTTTTTTTTTTTGGGTGTGTGCGTGTGTG
TGAAGCAAGTCAGGGAGACCTGTCAGCTTGACGTCTGTGTTCGCTGACTGTGGTAGATTA
GCTGGTGTGTTTTTATCTTTTAAAAAATTATTCTGGTGCACTGAAATGTTCAAAAAAAAT
TCATGGACAAATGTTTTTTTCCGTGTGTGTAGACTGGGTGCTCTCCACTGTTTTCTGTAG
GCCACCATTTGTCTTTGACACACCCCCCCCCCCCCCCAAAAAAAAAACAAACAAAAAAAA
CTTGGAATCCAGGCGCTGGGTTTTTTATTCAACTACTAAAGGGTTTTTTGGTTTTTTTTA
CATGGGAACATCATGCCTCCTTTGATTTATATACTGGAAACTCAATAGGGGGGGGCATTT
TTTTTAATGGGCCCCTTTTTTAATGGACAATGGCTATTTTTTTATGGGGCCCTACAATTT
GGATCAAAAAAAGGGCAATAAAAAGAATTTTTTTTGGCCCAAAAAAAAAAAAAAAAAAAA
AAAAAAA
>CL1044Contig1
TCGGCACGAGGCCGAGCCGGCAGGTCTGTTCTGACCCGANCCCGGTCTGCAGACAGCTGG
GAGATGTTCTGCTGTCTGGAACGCCATTAGAGGAAACCTTCAGGACGCCGGTGGGCGGAG
CAGAGCGCCATGAAATATAACCACGGCGTTCTGGAGGAGGTTCCCGCGGGCCGCAGACTC
AACCCGGTCTGGAAATGGCACATTCAGGACCCCGCCAGCCAGCGGCTGACGTGGAACAAA



GCCCCCAAAAGTGTCCTGGTCATCAAGAAGATCCGGGACGCCAGCCTGCTGCAGCCGTTC
AAGGAGTTGTGTGTGTTCCTGACCGAGGTGAAGGACATGATCGTCTACGTGGAGAAGAAA
GTTCTGGATGACCCGGCCATTTCTGGAGACGAGAGCTTTGGGCCGGTCACTAAGAAGTTC
TGCACCTTCAGAGAAGACCTGGATGACATCTCCAACCGCGTGGACTTCATCATCTGCCTG
GGAGGAGACGGAACGCTGCTGTACGCGTCCTCGCTCTTCCAGGACAGCGTCCCGCCCGTC
ATGGGCTTCCACCTGGGCTCTCTGGGCTTTCTGACGCCCTTCCAGTTCGACGCCTTCCAG
TCTCAGGTCACGCAGATCATTGAAGGTAACGCCGCCNTCATTCTCCGGAGTCGCCTGAAG
GTCCAGGTGTTCAAGGAGAACTGGGAGAAGAAGGACGGCTCGGACGAGAAGAACATCGTC
CTGGCCAACGGCGGCGTGAAGGCCAGCCGCCCCGCCGTGCAGTACCAGGTTCTGAATGAC
GTGGTGGTGGACAGAGGCCCCTCCTCCTACCTGTCCAACGTAGACCTCTTCCTGGACGGA
CACCTCATCACCACGGTGCAGGGAGACGGATTGATCGTGTCCACACCTACAGGCAGCACG
GCGTACGCCGTGGCGGCGGGGGCGTCCATGATCCACCCCAATGTCCGGGCCATCATGATT
ACCCCCATCTGCCCCCACTCGCTGTCTTTTAGGCCCATCGTGGTTCCTGCAGGGGTGGAG
CTGAAGATCACGCTGTCGCAGGACGCCAGGAACACGGCCTGGGTGTCGTTTGACGGCAGG
AAGCGGCAGGAGATCTGCCACGGGGACAGCATCAGCATCACCACGTCCTGCTTCCCCGTC
CCGTCCATCTGCTTCCGGGACCCGGTGAACGACTGGTTCGAGAGCCTGGGCGAGTGTTTG
CACTGGAACGTGAGGAAGAAGCAGAACCACCTCGGCGCCGAGGACGAGGACTTCTGACGT
CCTCTGAGGTCCGTTTAGGCTCTGATGGTCCTGAAAAGAGAACCCGTCCGTCCTGAGGTC
ACGGCTGCAGACCTGAACATGGATTCAGCTTTAGAATCGGTTCTGGATCGGGTCAAACCA
GCAGAACCTTTAGCTGAAAACCCCAGAGGACAGACGGATTCTCCTTCAGGACGGCCGCCA
TGACAGAGCGCCTCAGACCAGCTCCGCCACCGTGCACCAGCCTGCGAGTACCGCTGGGCG
TCACGTGCACTGTGCCTTAAACTCGCGCACGTTTACATTCTTTTTCAAACTGTCCTGGAG
CCGCCCTGTGCACGTGTGCGTGCACGTCTCATCAGGACGGGCGGGTCATTCCTGTGCAGA
CGGAGGTTCTGGTTCTGCCTCCGCCTGCTCCTTAGATTTTAGGTCTGGGATCAGCACATT
CCAGTCTTTCTGGGGGGGTGGGGGGTCCTGTCAAAGTGCTTCTTCAAGCCGACAGCCGGA
AATGTCGTTTCAGCAGATTTTCTGCTGCTGTTTTTACTCATGAATAAAGAACCGTTGACC
TTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>CL1045Contig1
AGTGGTGCCGCGTGCGCGCGTGACGCTCGGTTCTCCGGTGCCGAGATAGCTGCAGTAACT
TCATGACTGCGCGGGTGAGCGTCATCTACTTTGGTCAGAGTGCCGAGCTGACTGGGCTGA
AGGGGGAGGAGCTTGTTTCTGTTCCAACGCCCATCAGCAGCAGGGAACTGTGGGAGCTGC
TGCAGCAGAGACATCCCCGGCTAGCAGTGCTGCGTGGTCACGTGGTCTTGGCGGTGGCTC
AACAGTACATTCCCATTGCGGAGCAGCTGGTGGTTCTGAGGGACGGAGACGAGGTGGCCG
TGGTTCCTCCGCTCAGCGGCGGGTAGGCAGGAATGTCCCAGCAGGAGGACGCGGTCAGGC
TGAGCCGGGATCCTCTGTCCGTGCAGGAGGTGGTGGATGCTGTGAGCAGCTCCTCCTGTG
GAGCCGTTTCCGTCTTCGTCGGAACGACCCGGGAGGACGAGGTGGAGGGCAGGAGGGTGG
TGGGACTGCACTACGAGGCGTACGAGTCCATGGTCCAATCAGAGTTCACCAAGCTCTGTG
CTGAGCTGCGGGGGTGCTGGCCCAGCGTGAAGCACATCTGCGTCCACCACCGGCTGGGGT
GGGTGAAGGTGGGCGAGGCCAGCGTCGCCATGGCAGTTTCATCTCCGCACCGCCACGACG
GCCAGCAGGCCATCCAGCACTGCATCAGCCAGCTGAAGGCCCGGATGCCCATATGGAAGA
AGGAGGTCTACAACACCCAGGAGGAGAGCTGGAAGGAGAACCTGGAGTGTCCGTGGTCCA
GCACCGCCCAGCTGCTGACGGATGGATGTGACAAAGAAAACTGAAGCTTGTGATCCAACT
GAAGGGGGCGCCAGTTAGCTGCTACCCGCAGAGCAACTGACTTCATTTAATCATTTGTTT
TTCTTCCTGAAATAATCTGTTGTAATTGTTGAAGCGTCACCGTGTTCTCAGTCTGCAGGA
CGTCCTGCTTCCTGAAGGAACTCAGATTGTCCATGACGACCGCGGTCTCTGGTTCCTGAT
CCAGTTCAGTTTCGGTTGCTCAACCCCAGCAGGTGTTATGACACACACTGACAGGTGTGG
CTGTTTACCACGAAGTCTGACGCACCTGAGCAAAGCAACCAGTTTCCACCGTTGTCACGT
GACTCAACACAGCTGCACCTTCAGCAGCGGGAACTTCCCTGTTCTGAGCGACAATCGGCT
CATCCAAATGATCAGAACTGGATCCACAGTAAATAAAGGGGATTTTCAGCCCNNAAAAAA
AAAAAAAAAAAAAAAAAAAAACAT
>CL1046Contig1
TTTTTTTTTTTTTTTCTTTTTTTTTTTTTGAAAGAATTTATTAACAGATCGTGAGGCCAG
AGCGGCGTCAGCGGCCGGGAACAGCGACCTCTAGTGGATCTGAGCCGGAACACAGCAGAC
GGTTGAGGCTCCAGCTTCTCCAGCTGAGGACAGCGGGAACAGTGAGATTATTCACACACG
GTTGAACAAACAAGTCCAGTTTTTATTGTTGTGTGGCGCTCCGGAACACTGATAAATAAA
ACAATGACAAACGGATTATTTCCTTTTCTCTAAGGATGCTTTGTTATCCTTAAGACACGG
TGAAGTCAGGAGAACCAAATTTATCATCATTCCACACGTGATTTCCTTAACCAGAGTCCT
GATGCAACAGAGTGTTTGTCTTCCTCTTTAAAAATCCCAGCTCGTCCCGGAAGGAGGTGT
TGGCAGCTGCAGCGTTCCCTCCCGTCCCAGGCCTCTCAGGAGTAACTTGACGTTTTGCTA
CCGACCTCGTCCTCCTGCGTTCCCATACTCTTCTGCACAAACTGTGGATTTACAGTAATT
TCCTGATCCATAGACTTTAACTTCTCATCCAGCTCTATACACTTCAACATCTCTTGGTCG
ATTTTGTGGAGCATCGCTGGGTTGTTGTATTTTTCAGGGTTGTCGTGGAAACAGACCATG
CCATCCTTTTGGTTAATGCTAGCGTAGATCTCACCATCTTCAATCATGTGTAAGACGTAT
TTCTCAGCTTCCTGCGGACCTGAGAGCTGCACTCGACTCGCCATGTCTTGCAAAGACAAC



GTCAGGAAGGTCTTGGTTAGCCTCTGGATGTTCTTCTTGTAGAGGGAGGAGAGGCACTGC
TTGACCAGGCCCGTGTTGTTGTCCCGCGTGAAGCTCTCGCCGTGTCTGCTGACCAGGCTG
CGCAGCTCTGCGGGGTTGTTGGTGGTGTAGACCTGAGCCAGCTCGTGGTAGATGTTGCTC
AGGGGCTTGATGAACCTCCCAACGATCTGTGAGGTGTATTTGGGGAGCTGCTGCACTTTC
CCATGGAGGATGAGAGAAACCAGGATGTACTTCTTATAGGCTTCCAACATGATGTGGCTC
ACTGCCATGGCTGGAGTGGTTATCGCCTGTTCATAAAAATACAGTGCTCTTTCAAAGTTT
TTCAGGCCCGTGTAGATCATGCCGCCGTAGTAGTAGTAACATAAAAAGTGCTTTGCATCG
TAGGCGCCGTTCTCTTTGCAGATGTCCATCATGTCCACCTCCAAGAAGGGCAGAGCCGGT
TTGAAGCACTTGGCTAGCAAGCACAACTGACACAGGTCTGCGTGGACTGAGGTAAGCTGG
TTTGTGTTCATCTGCATTTTGTCTATTGCCTGTTTTAGGATGACGATGCCCCTCAGAGGC
TGTTTCCGTTCCAGCAGGGCGTTTGTCAGCTGATGGCAGAGCCCCGCAAACGTATCTGTT
GCATATCTAATGTGCTCCCCGTTGCAGGTGCTGATGAACAGCTGAACTTGAGAAAAGAGC
GTCTCAAAGTCGGGGATGTTTGGCATGGAGAACTTCACAAATAGCACGGCCAGCACCCCC
AGAGAGTGCTCCTGGATGTCCAAGGCCCCCAGCACCGTGTCCAGGTGGGACAGATTTTTG
GCCAGCAGCTCCCCACTCTTGTTGATCAACTCACACAGCTGAGTCATCTGGCCTTGAGCA
GAGAGCTGTCGCACATTGTTCACGAACTGCTCCAAGGCAGAAGCCATTATTTCTCGGGTC
CAAGGTCGAGGTAATTCCCTCAGTTATTCATTCAAACACCAGAAACAACTCCGTCCGAGA
CGAGACAGGGGGCCACACAGCCGCCACTCCCCGGCCATAATGCCCGGGTTTA
>CL1047Contig1
AGATCCACCCGCTGCTCTGTTCTGTGAGGAAGCAGTGCTGCCGGGATTCAACGGACGTTG
TCTCTTCTTCTCTCTCAAGACGACGAAGGGGCGGACACGACACATTTCCCTGTAGTCAAG
CTAGCGGCGCATTTCGACAACAAATCAACCAAAACAACCGCGCAGCTTTTGCACAACTGC
ATGCTCGCCACAGTCCAGTTGTGGTAATTTGGTGCGGGTGGAAGTTTGACATTACAAATC
ACGGAAGCTGCGGGTGCCCAGGTCTACCTGACGAGTATGAGCCAGACTGCAGAACCCTCT
AACGATGGTCCCGTTGTTACAGAAGAAGCCAAGCTGACAGCAGTGGAGAAAAAAGACAAG
AAGGCGGAAGATGTGGCAGAAGAAGAGGAAGAGGAAGAAGAGTATGTGGTGGAAAAGGTC
CTTAACCGTCGAGTGGTAAAAGGGAGGGTGGAATATCTGCTCAAGTGGAAAGGCTTCTCT
GAGGAAGACAATACATGGGAGCCAGAGGACAACTTGGATTGTCCAGATTTGATAGCAGAG
TTTTTGCAGTCCCAGAAAGCAGCGCATGATGGAAAACGGAAGGCTGCAGGAGATGCAGAA
GGAGATGACAGTAAATCAAAGAAGAAGAAAGACGATACTGAGAAGCTGAGGGGCTTTGCT
CGCGGCCTGGAGCCAGAGAGGATCATCGGAGCCACAGATTCCACAGGAGAACTCATGTTC
CTCATGAAATGGAAAAATTCAGATGAAGCCGACCTGGTGCCGGCTAAAGAGGCCAACGTC
AAGTGTCCGCAAGTGGTCATCTCCTTCTACGAAGAGAGACTCACCTGGCACTCGTATCCC
TCTGAAGAC
>CL1047Contig2
TGGCTTTACTGGTGCACTTCACACTTTACAGTCAAGTAGAAAAAGGCCCAGTTTTTCACC
TCGTCATACATGTAACATTGGGGCGGTAAATAGTCGTGTTTTCTAAAAGGAAATGCACAG
AGAGGAATCTTTTATCTTGTGAAGTTTAAATTTGACGGGAAATAAAAACGGTAACTCCAC
TGGCTGGCATCACGACAAAAATGACAGCAAAGCTGCGACCTGTAAACCTGTAAGCATGCA
CGAGGAGAGCAACCGTTTCAAAAACAACTGGACTGGAATGGATGCAGGAAACTAACACTG
CTTGAGCTGTTGCTGCACACACTTGAAGCATACATTTTTTTAAGATCATATCCACAAAAA
AGAATGGAATGAATGGTAAAGCACCAATATGAGTCCAATGATGTCCTGCTGGTCTGCAGC
CCCTCCAGAAGCCCACCTTTAAAGTACAATCAAGTTCAATCCAAACTAGCTCTCTTTTCT
AGTTTTTGTCATCCTTCTTCTCGTCTTCAGAGGGATACGAGTGCCAGGTGAGTCTCTCTT
CGTAGAAGGAGATGACCACTTGCGGACACTTGACGTTGGCCTCTTTAGCCGGCACCAGGT
CGGCTTCATCTGAATTTTTCCATTTCATGAGGAACATGAGTTCTCCTGTGGAATCTGTGG
CTCCGATGATCCTCTCTGGCTCCAGGCCGCGAGCAAAGCCCCTCAGCTTCTCAGTATCGT
CTTTCTTCTTCTTTGATTTACTGTCATCTCCTTCTGCATCTCCTGCAGCCTTCCGTTTTC
CATCATGCGCTGCTTTCTGGGACTGCAAAAACTCTGCTATCAAATCTGGACAATCCAAGT
TGTCCTCTGGCTCCCATGTATTGTCTTCCTCAGAGAAGCCTTTCCACTTGAGCAGATATT
CCACCCTCCCTTTTACCACTCGACGGTTAAGGACCTTTTCCACCACATACTCTTCTTCCT
CTTCCTCTTCTTCTGCCACATCTTCCGCCTTCTTGTCTTTTTTCTCCACTGCTGTCAGCT
TGGCTTCGTGATTTGTAATGTCAAACTTCCACCCGCACCAAATTACCACAACTGGACTGT
GGCGAGCATGCAGTTGTGCAAAAGCTGCGCGGTTGTTTTGGTTGATTTGTTGTCGAAATG
CGCCGCTAGCTTGACTACAGGGAAATGTGTCGTGTCCGCCCCTTCGTCGTCTTGAGAGAG
AAGAAGAAGAAGCCCCGGCCATAATGCCCGGGTTAACGGCGCATCCCA
>CL1048Contig1
ACAAACTGGACATGTTTGGAAAAAAAACACCTTTTTATTATATTTGTTGGCATCACAACA
CTAAACAACTCATGATCCTCTGAATTCCAGATTATTATGAAAAAAAGGGAAGCGTCTGTT
TGACTGTGTTGACATTGATCTCAGGTTTGGTTTATGGCCTTGGCTGGATCTGTTCTAGTG
GCAGCTGAAGCTGGGTTGGATTTCTCAGACGCCTCAGATCCTCCTCCACCTCAGCTAGTT
CCTCCTTCAGTTCATTGTATCTTTTCACGTCGAATCTTCTCTTTCTGGCCCCCTTATAAA
AGTAATGCAGGAACTGTCTGTCTTTGGCATCTGGATATACATAATCCTGTTTGGTCAGAA
CATAGTAGGCGAAAATTCCGATGCTGGTCCCATACGTGATGAAGTAAGTGACCGGTTCCA



TGACGTCCCACGAGTAGACCCACCAGGTGAGCCAAGCCAGGGCCCCGCCCTGAACAGACA
GCAGCGCCATGCCGGTCCACAGAACCCTGGAGCTGTGGAACTCAGCTGTCTGGGACAGCT
GTGCCTTCATCTTCTCCAGAGGTGTTAACTCCTGTTTGAGGTTGTCCAGTTTCTCCAGCA
ACTGCCTCTCTCTCAGAAGGTGGTGTTCAGGCAGGTGAAGAGCGGTGTGCAGCAGGTGCA
CGACATGTTTCATGTCCTCTATGTCCGTGGCATGCTCACTGGTGGCAAACACTTTTTCAG
GAGGGCAGACGTTGTAGCAAACATCATTAATGACGAGGAGGAAGTCTTTGCCCAGGAGGG
CTTCTATTAGCGTGGAGTTAGCAACACGCTCCCCATCTTTGGAGAGAACAGCAGCTGTCA
GCCCAGAGTCCTCCCGCTGCAGATCCGTGATCAGATCTCCCACATTCATCAGCATGGGCC
TGAGGAAGAACAGACACTTCTCATGTCTGGATGGCAGTGGCACCTCCAGCACCAGACGGC
CATGTTTATACTCCAAAGACAAGTCACTAGAGGGAGCTAGTGTGCTGAAGAGAAGAGCTC
TGCGACTTCCAAGGGCAGCATGTCTGTGATGAACTTGTTCTAGAAATGTCGCCAGATGAG
GACGGGTGAAGCCGCAGTGAAGAGTCTGAAGACTTCCCCGAAGTCTCGTTCCAACTTTGC
CGATCATCCGCACCGAGAAAGACATCCTGAAGGGTTTTAGCTGCCTCTTTGAGGCATAAC
GCTACAAGGTTTCGTCACTCGATGTCCTTAAGGGCTCAAAGTTTCTTGCTGAGCCCGGCT
TTTGTGTATGTAAGTAGCCACGAATGCGATAACAGCGTGGATCACGGAGGGACAACACAG
CCCGACCGAGCTGCTAAAACATCCGCGCCGGAATCCC
>CL1049Contig1
GGAATTCGGCACGAGGGTCGCAGTACTACAGGAGATGCAGGAGAGCTTCAGAAATAACAG
CAAAAGTCGGGAGTTTCCGGCTCATTCGGCGAAAGTTCACTCGGTGGCGTGGAGCTGCGA
CGGCCGGAGGCTGGCGTCCGGGTCTTTCGACAAAACCGCGAGCGTTTTCGTCCTGGAAAA
GGACCGCTTGGTCAAGGACAACAACTACAGGGGTCACGGCGACAGCGTGGATCAGCTGTG
CTGGCATCCCAACAACCCGGACCTGTTTGTTACGGCGTCCGGAGACAAAACCATCCGCAT
CTGGGACGTCCGCACCACCAAGTGCATCGCCACCGTAAACACAAAGGGTGAAAACATCAA
CATCTGCTGGAGTCCAGACGGCCAGACCATCGCCGTCGGGAACAAGGACGACGTGGTGAC
CTTCATCGACGCAAAGACGCACCGCTCCAGGGCGGAGGAGCAGTTCAAGTTCGAGGTGAA
CGAGATCTCCTGGAACAACGACAACGACATGTTCTTCCTGACCAACGGCAACGGCTGCAT
CAACATCCTGAGTTACCCGGAGCTGAAGCCCATCCAGTCCATCAACGCTCACCCGTCCAA
CTGCATCTGCATCAAGTTCGACCCCACGGGGAAGTACTTCGCCACGGGAAGCGCCGACGC
GCTGGTCAGCCTGTGGGACGTGGAGGAGCTGGTGTGCGTGCGCTGCTTCTCCAGGCTGGA
CTGGCCGGTGAGGACGCTGAGCTTCAGCCACGACGGCAAGATGTTGGCTTCAGCGTCGGA
GGATCACTTCATCGACATCGCGGAGGTGGAAACGGGGGAGAAGCTGTGGGAGGTGCAGTG
TGACTCCCCCACCTTCACCGTCGCCTGGCACCCAAAGAGACCCCTGCTGGCCTACGCCTG
CGACGACAAGGAGGGCAAGTACGACAACAACCGCGAGGCGGGGACGGTCAAGCTCTTTGG
CCTTCCCAACGACTCCTAAGGGGGGCTGCGGGCGCTCTGCAGTAACGTCCCGTCTCCAGC
AGAGGGAGCTCCTCACTCACCCCCTTTTATTTTGTACTGTACAGCTGTAAAATACTTTTT
TATAATAAAATCATTTTTAACC
>CL1050Contig1
GATAATGGCTTGTTGGAGACCTCTTGGGGCAGTCCAGCTGCAGTGGGGGGGGGGTCGGTG
TGTGCTCCACAGCGTTCGGCTCCTCTGAACTCCTNTNTGTTTCGGACATCANCGCCGCCT
GCTGGNAGCTGTGGCAGGAGCTCAGGAGGAGGCTTTTNTGCACATCCTCACNCCCATTTC
CACTNTGTCCATGTTCGTTCTAATGTNAAACGGTGCCTTCCCNTAACTCCGCCAGTGGAC
CCCACCCTGACTGATGCCGCGCAAAAGCAGCACATCACGGCTTACCCANATTNTACCAAN
AACTGTGGNTTTTATCGAACCAAATCACAAGTTTATTTACCAAAATAACAAANAAAACCC
TAAGGGGATTACAATCTGATGTTTGACTTAATGTGTTAGAGCCCGAACATCCGATTCTCC
TCACGTCCATAACTGTCCGAGTGGAATGTCCTCTGCTTTGTTGATGGCATTGAGGCTGTG
GACTGTGATGTCTCTGTGAACTTCCTCAACGCTCTTCGAAGCATCGATCACCTGCCAGTT
CACCGACGAATCTTTCATCAGCAGCTCAAATTTCTGCTGAACCGCGTTCTGGAACACTCT
GGTTTCATACCTCTCGACCCCAAACTGACCTCTGAGGGCCGCCTCGGCCGGGCTCAGCTG
CAGGAACATCACCAGGTCGGGTTTCGGCAGTCCCACGTCGGGTTTCATGCACCATTCCAG
AGAGAAGCCAGGCTTGGCGCTGGTGAAGGCCGCCCCGGAGAACGCGTAGCGGTCCACGAC
CAGAGTGATGCCCTGCTCCAGCTTCTTCTTCATGGTTGGTACGAGCTCCCAGCGGTTGGC
AGAGAACAGCAGGTGCACCGTGTGGTCCTCCAGCTCACTCTTCTTCTCCAGGTAGGCGCT
GATCAGCTGGCCGATGGTCGTGGTCCGGTCGGGAAACCGCATGGCCTCCGCGGGCCTCCC
GCTCTTCTGCAGCGCCTGGACCAGCATCTTGCATTGCGTGGTTTTCCCGGCTCTGTCCAC
GCCCTCCAGCACGATCAGCGCTCCTCTTTACACGCCAGGCTTCACCCTCGTCCGAATTCC
T
>CL1050Contig2
GGAATTCGGCACGAGGTGACACTATAAATGGTGAAACTCTGCACCCCAAACCGTCCTGTA
CCTGCCAGTTCACCGACGAATCTTTCATCAGCAGCTCAAATTTCTGCTGAACCGCGTTCT
GGAACACTCTGGTTTCATACCTCTCGACCCCAAACTGACCTCTGAGGGCCGCCTCGGCCG
GGCTCAGCTGCAGGAACATCACCAGGTCGGGTTTCGGCAGTCCCACGTCGGGTTTCATGC
ACCATTCCAGAGAGAAGCCCTGCAGAGGAGGAAATGACCATCAACCCCCCCCTCCGAATA
CACGAACGAGTTCCACAAAAAGGAGCCGGCTTACAGGCTTGGCGCTGGTGAAGGCCGCCC
CGGAGAACGCGTAGCGGTCCACGACCAGAGTGATGCCCTGCTCCAGCTTCTTCTTCATGG



TTGGTCTGCAGGGAAGAACGGCGGACTCTTAAAGGTGCAGTTAAGAGAAAGCCTGCCAAA
AACTCTGTTTTTCAACCTTTTCTCATGTGAGCTTTAGTTTAAAACAAACCAACCAAGGGT
TGTCTGGAGGAAATCATTGTCTGCTCCTGGAAGATCTAAAAACATGTAATAAAACACGCC
TGAGTAACTAAAAAAAAAA
>CL1051Contig1
CCCACTTCCGGGGAGGACTGATCTGGATTCGGGTCCAAATCAACAGCGCGTACGTTTAGT
TCAGGTCTGGGCTCTCACGAACCGCTGATACAGAACCAGAAGACCGTCGACATGGCGACG
ACCGTGAGCACACAAAGGGGACAGGTGTACATCGGCGAGCTCCCGCAGGACTTCCTGCGG
ATCGCTCCCACTCAGCAGCAGCAGCAGGTCCAGATGGACGCGCAGGCGGCCCGCCAGCTG
CAGTACGGGGGCTCCATCAGCACGGTGGGGAGACTCAGCATCACTGTGGTCCAGGCAAAG
CTGGCCAAAAACTACGGAATGACCCGGATGGATCCGTACTGCCGGATCCGACTGGGGTAT
GCGGTCTACGAGACTCCTACTGCTCACAACGGCGCAAAGAACCCTCGCTGGAATAAGGTG
ATCCAGTGCACGGTGCCCCCAGGCGTGGACTCCTTCTACCTGGAGATCTTCGATGAGAGA
GCCTTCTCCATGGATGACAGGATAGCGTGGACGCACGTCACCATCCCCGAGAGCCTGAGG
GAGGGCAAGGTGGTGGACGAGTGGTTCACCCTGAGCGGCAGACAAGGAGACGACAAGGAG
GGCATGATCAACCTGGTTATGTCCTTTGCTTCCCTCCCTGCGGCCATGATGAGTCAGTCG
GTGGTCCTGATGCCGTCCGTCTACCAGGAGGGGGTGGGCTACGTCCCCATCACAGGAGTC
CCCGGGGTCTATAACCAGGGCATGGTGCCCATGGCCGTGCCCGCCGGCGTGCCTTCCCTG
AGGGGCCCGGGGGGGCCGGCCTGCAGCGAGGAGGATCTTAAAGCTCTGCAGGACATGTTC
CCCAACCTGGACAAGGAGGTGGTGCGTACGGTTCTGGACGCTCAGCAGGGCAACAAGGAC
GCTGCCATCAACTCTCTGCTGCAAATGGCTGAGGAGCTCTGAGCGCACGGCCACGTGCAC
GCGCATAGAAAGACTGTCCCCCCCTTCTGTGCACCTACGCTCACCGTCCAGGTCAAAGGA
CGCCACAGCAACGCAGAAGTGGCACCCTCCTCTGCCAATGTCGCCATCAGTGTTTGAGAT
CCGGCTGTTGCCATGGAGACCGTGAGCTTGTCCATGCCCCACCCCTTGTCATGTTTCCAC
ATCTGCAGCAGCTCGTCATGTTTATCTACTAAATATTTGTTTCTCGTTTTTATCGGTGAC
TTAAGTTATGAAGAAATGGATGTAGAATAAATGTTGGAATGCCGGCGCTGCGGCGAGGAC
GCCGTGTCTCCTGGTCAGATCAGTAAAGCTCTGATGGTCTGGTCCTCCCACCTGCTGTGG
TTCCATTCTGTGCTCTGCTTCTGCGTCATGTGGGGACCAGTGACTGGGCTCTGACTATTT
CCTGATAGAAGAAT
>CL1052Contig1
TCTTTAATNCCCTAACTACTNTTTCTGAGCCAATTACAGTTCATGCTGGTCCAGTATTCC
TACTTTCACAGCGAAACCGTCCCTTTATGAAGGACTGGACAAACAGAAACACCAGCCCAG
TTCTGGCACCAGGACCAGCATTTTGGTAGCGTTTGCTACACGAGCATCAGACAAACAGGA
GCACTCAAACAAACTGCATGGTGGTGGTTTGTGCAGGCCGTGTCCCTGGAAAGTTCCATC
TGCAGCGCCAAACCTGATGCTGATGACGCTAATATTGAATGAAGGCCTTTGCTTCTTTTG
CTGAAAGTCCACGTCTTCGCACAAAAAAATAAAAACCAACAACAGTTATAAAATAATGAA
AAACGAAGTGCGTGGCCAGAGAAATGGCATGGAAGAGGCGAGCATAGAAATGCACTGATT
TACTCCAAGACTACAGTGCCGCCTGCAGCCTCCAGGGCTGCTTTCAGCTTCTCTGCTTCT
TCTTTGGATACATTGGCTCGGATTTCTTGTGGAAGAGACTCTACAAGCTTCTTAGCTTGT
ACCAGGTTCAAGCCTTGGATGCAGTTTTTCACTTCTTTTATTAGCTTTACTTTATCTGCC
GCTTTCAATTCTGTCAATTTGACTGTGAAGTGAGTTTTCTCTTTTTTGGCCGGTGCCTCC
TCCTCATCTGCAGCCGGCGTTGCTGGCATGGCACTTGCTGCCATCGCCCCCATCGGCATC
ATTCCAACATCCTGAATGTTCAGAGTTTTCTTCAGAAGCTCGTTGAGGTCCGACACCTCT
AGCAAGGTGAGGCTGGCGATGTCGTTGACCAGCTGCTGAACTTTGGGGGAGTACTGTTTG
GGTGCTCCATCTAACGGGGGTGTGGCGATGGTTTCTGAATGACAGCTGGTTTTCAGAAGT
CGGAGTGCACACAAGGATGGAACCTGATGTTGGAGCTGCTGCCGGTACCGGTGCGTGCTG
GCGGCGGCGCGCAGCGTGGTCCGGAGGCAGCGGCTGGTGCAGTACATGCTAACGTTCACG
GCAGACGTGTCCCCGGTATCCCGCTGAATCTCAACCGAATCTGTTGCTTTGGTCCAACCC
GGTCCTTCTCCTGCACCCCTGCCTCAACAGCACATGGCGTCCCTCCTGACCTACCCACCC
CGGCCATAATGCCCGGGTTAAACNGCG
>CL1053Contig1
TCTTTCCTCCGTGAGGTTGACGGCAGATTCCGTCGTTTTTTCGGCGACTTTCAGGTATTT
TGAAGTGATCACGTGATCAGAAGACCTCTGTTCTGTGGATTAGGACCTGATGCTCTGCGG
CCTCAGGTCTGTAACTGATCTGCTCCTCAGGACCGTCTCCTCCAGCGGAACATGGCCACA
GACGGGGTCCTCGCTCGTGGGACCCTGGGGTGGACCTCCGGGGGAAACTTCACCTCCTTG
TGTCCCAATGGAACCAAATGGGTTTGGGACGGGCTCGGGGAGTGTGCCCAGGATGGGCGG
GACATGGCCAGCGTCTACCTGGGGCTGCTGTCCATCGTCTGCTTCATGGTGTCCTCCCTC
CCGCAGTACTGGAACTCGTGGAAGAAGGGGAACATGGACAGCGCGCTGTCCGTGTGGTTT
CTGCTGCTCTGGCTGGCAGGAGACTCCTGCAACCTGGTGGGCTCGTTTCTGGCAGACCAG
CTTCCCCTTCAGACCTACACAGCTGTTTACTACGTTCTGGCGGACCTGCTGATGCTCACC
ATGTACACCTACTACAAGCTGAGGAACCGCAGAGCAGCAGGTAGGACGGCTTTGAACGCG
GTGGGCGTGTCCTGCATCCTGGGCCTCTCTGCCAGCCTCACCCGTCTTCCTGGACTGAGC
CCCCAGCCGGAGATGAGTCCTTCCGGGTTCAGAAGTCGCTCGCTGCTGTCGACGGCCGAC
GCGGGCGCCATCGCCGCTTTCACCACTAAGGAGATAGTGGGTTTCTCCATCGGGTCGCTG



TCCTCCGTCCTCTACCTCTGCTCCAGACTCCCACAGATGTACACCAATTTCAGGAGGAAG
TCCACGGAGGGCGTGTCCTACTTCCTCTTCGCTCTGGTCATCCTGGGAAACGCCACGTAC
GGACTCAGCGTACTGCTGAAGAACCCGGACCAGAGTCAGGGGGAGAGGAGCTACCTGGTC
CACCACCTGCCCTGGCTCATCGGCAGCCTGGGAACCCTCAGCCTGGACCTCATCATATCC
ATACAGTTCCTGATTTATCGGAACCCTCCGGACCAGAACCCGAGCCTCCACCAGGAAGAG
TCGGCGCCGCTGATCGGCTGAAGCTTGACGGACTGGAGTTCAGACTCTCCTCCTCCTAAA
ATCTGATCTGATCTGAGTTTTTTCTTGAAGGTGAATCCTGATCCTGTTTGTTTACAGCAG
ATCCTAAATCTGCCCCCCCCTCTCCAGCCGTTTGGGTTTCTGTCCTTCATGAAGGACGCA
GCAGTTTCTCAGCTGGAGGCTCCTCTGATGGAGCCGTTGGTGCCGTCAGACCCGGGTTCT
GCGGGTTCTGATGTTTGGCTTCATGCGGGGGTCCGGCCAGAATCTCTAAAGGGTGGATCT
CATTTTCCTCCATGAGTGTTCTGGTTCCGAAGGTCACGGTTCTACTCCGTTTGCACAAAA
GCACTAAAGACTTTCAGAGGAGTTGGACGGTTTTCAGTTTCCTGTAAAGATTAAAGACCT
GACTCCGCC
>CL1054Contig1
TTTTTCAGATTTTATTCACTTTATTTAGAAGTTACCAGCAACCTCATTAACACAAGTAAA
ATATAACAAACATGGTCTGCATTCACTGTCAACTTTCAAACAATTCACATGTTAAACATA
CATAGGTTTTTTTATGTTTAAGTCTGTTTTTTGATGATCTAATGATTTGAAAAGATATAC
ATATTTCTTCCCCAGGCAGTGATGTTGTTTTCTAGCTGCAAACCCTCAATAATCAATAAA
TAGTTTCAAATGATAAAGCAATAATAAGTCATTTCTAAGTGCAAACATCCTTTTTAATTA
TACTAAGCATATGTGCAGCAGCGAACTGTTTATTTACAACATAATGTAGCCTCTTTGTCT
CAGTCCTCTCGTAAATATGCCTCTTGAATCTCATACTCTTCGCTGCCCTCCAGGAAAGCT
GCGTACTCTGCCATCCTCTCGATCTCTTCTACTTTAGTTTCGGCCAGTTTTTTCTCAGCC
TCCGCTGACAGTTTCCGGGCCTCCTCCAACTGCGATTCGGCCACCTTGATGTTGGTTCTG
ATGGAGATGGATGCCTGCTGGGCTCCAGAGCTGTATGCAGCATCTGCTGCCATTTTACAC
AGGTTGACAGCGCTGTTCCAAGTTGATTCATAACGTTTGCATTCACTCAGCCTTTCAGCA
GCCTCAGCACGCCAGCTGCTAATGGTCTGCTTGAGAGATCCCTCCTCTGCCGGACTCAGC
TTCCCCATGGATGACAGATATCGCTTTTGGAAGGCAATGCGTGAGTGTACAGCTTTTGCA
TAGTCAGTCAGGGCGTCGCTGAGAGCCAGGGATGTCTGAGACAGGAAGGTACTTGAGCTG
TCGGTCACCACCGAGGCAGCTCTCCTGATCAGCGAGTCATGGGAGAGATTTTCCACTTGC
CAAAGTCCGTGGCCAAGACTCAGAGATGCCAAGCTCACGTTTGTGGGGTTTGTCAGGTTG
GCAGGCCTCCGGACCGCAGCCCTCCTACTCTCAGAGCTGCTGAGGTAGCGGATGGAGGCT
ACTCCTCGTCTTTGGAGCTGAGAAAAGTCCGTCTGATTTCTCACAACAGCACATCTGGTG
CACACTGAACACTGACGAGCAGCCTGCATTTTGCAGATTGATGATTTCTTCTTCGAATAA
TCTGTGAAACTATTTTCTAACTGCCAGTTTTCTCCTCTTTCTAAAATTTCAGGTTTTTAG
CTGTAAGCTCCTTGTGGTCTTTGCTCTGCTGAATAAAAGAAATGGGCTGGTTACTAGAAA
GCTCAGAGTCTGCTCAGTTCCAGTAGG
>CL1055Contig1
CTAACTTTATTTAAATGCACTTTTTTCTTGTTACACATTTTAACTTCTGTCATTTTTTAT
ATTTGTTGGCTTAAAGCCCACATTTTACTGTATTTTTCATCCAAAAATATGACTCCTTTG
CATTTTAAATTCTCTTTACCTGCTATGATCTACAGTTGGATTCCAAGCATCCGTCATTTG
TGTTTCTCACAGCTGTTCACGTAAACAAAAAGATGCAGGAAGGTGTAGCTTGAACGTTTA
TTGAACATCCGCCTCTTTGCCTCGGCACCACCTTAGACCAGGTCCACGGGTTTACAGAAA
AAGCGCGGTGAGAGTCCGCTGAGCTTCCTGTGCGGCGCACCGAATGTCACTGTGGAGGTT
AATGTGCGTTTCCTGACGCGCTCCCCGACGAGCCGCAGACCCCCGGCCCCCCGTCAGCTG
CTTATGAAGTGATGGACACCATGTTGTTGGGACTGAGGATCTCGATCCAGTAACCGTCAG
GGTCCTGAATGAAGGCCAAGCCTTTCATTTTACCATCATCTGGCTTTTTCACAAATGTGA
CTCCTTGATCTTCAAAAAGTTTGCAGGCTGCATAAACATCAGGAACTGCAATTCCAATGT
GTCCAAACCCTCGGGGATCAGAGTTTCCATTGTGATACGGCTGCTCTTCATTTTCTGACC
CCCAGTTATGCGTCAGCTCGATGGTGGCTCTCCTGGAGAAGGTCCAGGCCGTCTTTTCCT
TCACATCTGTAGGGATCTCCTTCTTATCCTCATAACCCAAGAAGAAGAGAGAAAACCGCA
TGGAGGGGAAGTCAAATTTCTGCAGGAGTGTCATGCCAAGAATTCTGGTGTAAAAATCCA
AAGATTTCACCGGATCTTTCACCCTCAGCATCGTTTGCTGCATCATGAAATCCTTAGTTA
TAGGGTTTCCATCTTTGCAGGCTGCAGTCACCGCCTCGTCTGATAGGCCTTTATCGCTCA
TTTTTGCTTAAACAGACGCTAAAAAGTTCAGCGGGGCTGAAGAGCTCCGTCGGGCGAACG
AACTTCAGTCGAGAGCAGGAAGGGGAGGGGTGGCCA
>CL1056Contig1
GGGCGGAGGCGACGCGAGGACGGTGCCAGCTCCGGTCCGTGTCCGAGATCAGCGATGAGC
GCACCAGCAGCGGGTGAGAAGATGGAGAGCCAGAGCCAGATGGTGGCGCGGTTACGCGCG
ACGTTCCGCTCGGGCGTGACCGTGCCGGAGGAGTTCCGCAGAACCCAGCTGACCGGCCTC
ATGAGCATGATCAAAGACAACGAGGACCAGATCACCGACGCGCTGCACCGGGACCTGGCA
AAGCCCAAATTCGAGGCCGTCCTCTCTGAGATTGAGATTGTGCTGAATGAGCTGTACCAC
TCCATCTCCAACCTGGCGCGCTGGATGCAGCCGGAGTATGTGTCCAAAAGCCTGGCCACC
AAGCTGGACGACTGTTTCATCCGGAGGGAGCCTCTGGGCGTGGTTCTGATCATCGGGCCG
TGGAATTACCCGCTGCAGCTGCTCATCTTGCCCCTGATTTCTGCCATCGCTGCAGGAAAC



TGCGTGGTTATCAAGCCGTCAGAGGTCAGCGGCGCCACTGAGGGTCTGGTGGCCGAGCTC
ATCCCCAAGTACCTGTCTCAGGACTGTTACACGGTGGCCTGCGGTGGAGCCGAGGAGACC
AAGGCGCTGCTGGAGAATCGATTCGACCGCATCTTCTACACAGGCTCCCAGGCCGTGGCC
AGAAGCGTGGTGCAGGCGGCCTCCGTCCATCTGACGCCGGTGACCTTGGAGCTGGGTGGC
AAGTGTCCCTGCCTCATCTATGGGCGGATAAACATCACCGCTGCTGCCCGCCGCCTGGTG
TGGGCCAAATACTTTAACGCTGGCCAAAGCTGCGTGGCTCCAGACTATCTGCTCTGCACG
AAGGCCATCCGAGACGCTCTGGTACCGGCTCTGCGCGAGGTTCTGGAGGAGTTCTACGGG
AAGGAGCCTAAGGAGAGTCCGGACGTGTCGCGCATCGTGTCAGACCGACACTGGACTCGC
CTCATGGAGCTGCTCAAGAAGACCGCCGGGACGGTGGTTGTGGGAGGAGAGGCCAACCGG
GAGGACAAGTACATAGCTCCCACGGTGGTGGTGGACCTGCAGGAGGACGACGCTTTGATG
GGGCAGGAGATCTTCGGCCCCATTCTGCCCATCCTCACCGTGGAGACGCTGGAAGAGGGC
ATCGACTTCATCAACCGGAAGGAGAAGCCTCTGGCGCTCTACGTCTTCTCGGACGAGTCC
TCGGTGGTGAAGACGGTGATGGAGAACACGAGCAGCGGGGGGTTCTGCTCCAATGACGCC
ATCATCCACATGACGCTGCCCAGCCTGCCCTTTGGGGGTGTAGGTATGAGCGGGTGGGGC
AGTTACCACGGGCGCTGGGGCTTCGAGGAGTTCAGCCACCGGCGCGCCTGCATGCTGCGC
GGCTGGGCTCTGGAGAGGCTCAACGGGCTGCGCTACCCCCCCTACAGCAGCGAGAAGCTC
AAGTGGCTGCGCTGGACCACGTCTCCTCACAGCTGCTCGATCATGTGACCGCAGGCCGCC
GCCCACCGCCACCGGAGGGAATCGGCACGGGGGGGGTCAAACAGAACCTTAACTTCTGTC
CTGAAGCCAGATTTAAGGCGGACGGGACAGTTTGGCACAGAGATGTAAAACCCAAAACAA
GCAAAAAAAAAAGGAA
>CL1057Contig1
ATTCGGCACGAGGCTGAATTCGACGCTGGGTGTGTCCAGACTTTTTTACACATTCCCCAA
AAACTCCCGCTCCGTGTCTTTAAGCCGTTCTCCAGAGGGCCACCATGTTGGTGCTGGGTG
GAATCATTTTTCTGCACGTTTCGACCATCATCCTGCTGCTGGTGGCCACCATCGACAATG
CCTGGTGGGTCACTGATACCGTGTCAACAGACCTGTGGGGCACATGGGAGCTCAAAAGCT
CAGAGTGGCGTTACTCCAACCTCAAGACCTCTCCTAATGAGTTCCATCAGTCGGTGCAGG
CGAGCGCAGTGCTGGCCTGCATCTTCTCCATCCTGGCCTTGTTTGTGTTCGTGGCTCAGC
TGTTCACCCTCCCGAAGGGCCAACGGTTCACGTTCACGGGCATTTTGCAGCTAATCTCCT
GTCTGTGCGTGATGATCGCTGCGTCGGTCTACACTGCGGAGCTTCACGCCGGCGACAATG
GCAGCTATGGCCACGCCTACATTCTGGCATGGATCTCCTTCGTCCTCACCTTCCTGTTGG
CGCTCACCTACCTCATCCTGCGGAAAAAGAGCGAGTGAGGTGGAAAAAAAGAAAAAAGGA
TGGCAGCACCGCATTCCTCTGAATGGAACGTAAGGAACAGGATTTACTGGCTGCAGATCC
CGTCTGGTAAAAACACCCGTAGTAGTCAGGAACGCAAGAACACGTTTCCATCCGATCCAG
AGCCAAGTTTTGATTTAAGGTTTTGGAATGACTGACTTAAAATGTGCAGCTAAAAAAAAA
AAA
>CL1058Contig1
CGGCACGAGGTTTTGATTTAACATTTTTACCAATTTATTAAATAAACTTACAACTTGTTC
TTTTTTCAATGACATATTCCGGAGTACTTTTATTCACTTTGTGCACAGAAAATACAAATA
GAAATTTGAAGCAGTAAAAACCTCCATTGTAGCAAATTGGAAATTGGTTGCCCTGGATAC
AGCCTTCATTCACCAAAAAGAAAACAAACTGTAGAAAAGAAAGCACGCTCAGACCACACC
AAAATTCACTTTGGGGTAACATTTTAACTGGAAATAAAAGACTAGAGGCAGACACAAAGT
AAAATATCAAAAGGACAGTAGACATTTGCAGTTTCCCTGCTCATGCATAAAGACTTTGCA
TGGTGTGTTTCAGACCACCAACTCATCAAGTGTACTCTGTGAATTCCAGACTGGTGTTTG
GGGATCAGCAAAGCAAAACAGCATAACTTTGGGTCGTAGAAATGAAAGCAAAGTTCTGTA
AGGTGTTAAATCTGAGGAGCGGGTCGGTTAACACTTCAGACATTTCTGGTGGAAACGGGA
CGGTCCAGCTTCTCTTTGAAGGTCATTTTCTTATAAAAACAAAAAAACTACGCCCTCAAC
ATTTTCAAAACCTCAACTGACTACAGAGTTTACAAGGCGAAGCTCGGAGTTTCAGTTCTT
TTAGCAAAATGCTGACTTAAAGAAAAAAAAATCTAACAAGTGGAGAAAAAAACAAAAAAA
AAAAATCTACATTCCCCATCCCCCACCAAGTCCATTCATTGAGCCTCTGCTTCCTCCGCC
TCCACCGCCACCATAGTAACTGCTTCCCATCCCGCCCTGGTTACCTAATGTAGTCATNGT
AGCCGCCCATGTTTCCTTGGCTGCTGTACCCACCAGAGTACCCCGAACTTAGCTGACCCC
CGCTGTAAGAGGACTGGTTTCCCATGCCACCCATCATCTGGCTGCCATAAGCTCCATTAC
TGCCACCTGCTGTTGAGTTTAGGAACAACTCCACATAACGGTGCTGCATGTTGGCTTTGT
CTTTGGACATGGCTGCTACAGCATCTTCATGTGTTGCAAATTCTACATCCGCTTCCCCGG
TTACTCTGCCGTCTGGACCAATCTCAATGTGCACGCGCACAGGATTCAACGGAGAGAAGA
AATTGTAGATGTCGGTCTCTGTGGCTCTGTATGGCAGGCCTCTCATGTGGACACAGTGAC
CTGTTGTGCTCTGGAAAGACGAGCCACTGTCGCCATAGCGTCCGTCTGCCTCGTGCCGA
>CL1059Contig1
TGTTTTTCAAAGTCTGGAAAATGTGTTTTATTTACGTTTATACTGCATATTATGTATACA
TTTGTTTAATTTCAAAATGTTAAAACATCCCTTCTGCTTATGGGGTGAAGTGATTCACAG
ACCACACTGTGGCTTTCACTGATCATCAATCTGTTTCACAATGGCAGACTAAACTTGTGT
GGATGAATTAATTCAAAAGGGCAAATCTAAAAAAGAAAAACCCAAACCATGATGCTGCAC
TCAAACAAGTTTGCCCTGAAATCCTTTTTGTCACATTGAGAGCAACAGCTGCTCCCCAAC
CTGATTATTTGTCAAGACCAGGTCCTGCCATCGACTGACATCACAGCCAGCAAACCATGG



AGTCCGCTCGACTTCCTGTGGTTTTCAATAAAAGGTAAAAAAGACGGGTTTGAGAGTAAA
CAGCTGATTTTTACTCTTATTTCGGCGTCGGCTACAGTTGCAAAACGTCAGTCTTTCCTA
CTTTTTACTCCAACCTGTTGTAGCCTACAGTGTCCCAGAGCAAAAACCCAGACTCTAGTT
GAAAGTTACAGTCTATTCAGGTTTTTTTGGTGGGGGGGGGGGGGTGATATCAGCATTTTT
AAGTCTAATTTGGTCATTACTGAGTCATTTCCTACCGGCCAAGTGCACATCTGCAGATAA
GGAGATTAAAAAATAGGAAAAAAAAAAACAAAGACATTTGTAAAACTCAAGCGCTTTGTT
AGCAATAACTTATTTCACATCATGCAATTAAAAAGAAATAAAATTTAAAGATAAGATTAA
ATCACAACTCCTCTTTAATCTCTGTTTCCTAAAATGCATTGGCAAGCAAGGACATGTCCG
TACAGATAGTTTGTTCTTTAGCTTCAGAGTGGCACTTAATTTTGATATAGTCGCTTTTTT
TTTCCTTTGATGAGATAAAGTGAAGTACAGGGATGATGAAGAGTGTGATGAAGAGGACAG
CAAAGAGAGTAAAATCTTTAGACGTCCGACCAGCTCTGCTCCACGATGGCCGTCACCCTC
TTCTCGTACTCCCTCTTGTTTTCCTGATAGAGCTGTGCGGCCTGACTGTTGGCTGGGCTG
TTGGGGTTTGGCTCATCCAGCAAAGACTGGATGGAAGTGAGTATGGACGAGACGTCGTAT
GTGGGGCTCCAGCGGTTCTGGAGAATGTCTAAACATATACTGCCATCTGCATAAACATTT
GGATGAAACATTCTGGAGACAAAGCGGACCGTGGGGGGCTTGTTTGGGTATTCCTCTGAA
AATTCTATCAGCAGCTTAAATGTTCCATCTTCAAATGGTGTGCCCACAGGCCCAAAAATG
ACAGCGTTCCAAAGCATGATGTTGTTCTCTGAAGGTGCACCGCTTACGCCGGTAGGAGGA
TCTTCTTGAAGCCTTTTAAAATCCCTCATTAGCCGTCTTCTTGCTGGTGTGGACATTTTT
AAAAGCTGGAATTTGATGTTATACTTCTTAATGTTGTGTAAGCTACACCAAAGCCCAGAC
CAGANCCGGTGTTTCCCTCGTGCCGA
>CL1060Contig1
TTTTTTTNTTAAGCTTAATATCAATTTATGTCGATCAGAAAAATGCCTCCAAATCCCTGA
CTTTTAAAAATCTTTTAGAGTCAGGCTGGTTTTTGATAATTACACTGTGGTTGGAATTTC
ATTTTTAGGCTTAAGAAGCAGGTGACTGAGATGCATAATAGAAGAAAATGTTGAACTTCT
TACATATTGAACCCATAGACATTTATACTGAACCCGACAGCTGCTGCAAAGACAAAGAGG
GCTGAGATCAAAGCCCTGAGGCACTCCAAAGGAAAGAAAAGTCCACAAATAAGTTCTTGT
ATCTATAATGGAGCTTCAGTTTTTACACCAAAATTTACAGTTTCTGTATATTTCCAGACA
GACATTTCTTCAGACTCAAGTTACAAACATGTATGAAGTCCAGGAGCATCTCAGCAGTTC
CTCTGTTGACCCCCTCCTGGCTAAACTCAGAATCCTTTGCTGCTCAGCCAGCTTTTGAGC
TCCTGGTCAAAGTGACCTTTGATCCTCAGGGTCATGGTGACCTCGTTGACCTGCGTGGGC
ATATCCTTCCCCGTGAGCTCCTGCAGGAACTGCTTCACGTCCTTCTCCAGAGCCCAGATG
TCCCCCTCCACCTTCCGCACCAGCGTCATCTTACGGTTGCCGTGGGTCAGGTCGGTGTAC
ACCGGGATGTTGTGCATGCGGGAGCGGCGAATCATGTAGGGCAGAGGTGGCGGAGTCTCC
GCCGGGGGGGTCCAGCCGGAGGGAGCGGGACCGGCGTGCTTGGGCGGATCCGGGATCCGT
GAAGGCGGGATGAGCCTTTCCACGAACACAAACTCCTCCGTGGACTCTATCAGAGCCGGT
TTTTGTTGCTGCGGACTGGAGCTGGAGGCGAACCGGAGCCCAGCGGCGGACGATCCAGCA
TGGATGTGCACGAGAGCCGCGCGGAGCCTCGCAGCCCGAAGCACGAGACTCGACATGTTC
AGCGCGAGGTCTTGACCGAAGGCCAACA
>CL1061Contig1
TTTTAATATTGCACATTGTTTTTCTAAATTCACTCTTCATTCAGGAATATACAGACCTTT
GAACACCAATGGTCAATGACTTATTGTGGTTAACAGACACAGGAATATAAATGAACTGCA
GCCCTTAATCAATAACAGCACAATAATGGGTACGCTTGTATATTTTATTGACAGTTGTAG
AAACAGGATGATTAAAAGCAATTTCTTCACTGGAAAAGGTAAGAAATACACACAGAGCCT
CCTTTGAAGGGTTTCATTTCTCTGTGTGTGTGTACGTTGTTGCATTCTTCACGTGTGGTG
TGGTAATAACCAAAGCGTAACACATTCTCAGCTCCAAAACATGAGCAGTTTTCTATTTAC
AGGGGATTTAGCGTCATACAGCTCATCTGCACACGTCCAAAACCACACGGAAGCGCCGGC
GTCAACACAGAAGCATGCAGGCCAGACTGAGGCTGACCAGGTCAGAGGCCTTCAGCTGGA
AACTGTTTCCTTCGACCGTCTTTTACCATCGAGCAAAACAAGCAAAACCACCAGTGAAAC
CCTGGCTTTTCTTGTTGTGAGGGTTAAGATGCATTGGATATCGTTTTATCATATTTTCAG
ACTGGGTGGGGGGGGGCCCTCAGAGTAAAGTGCAGCGCAGTGGCAGACACCACAGAGGAT
TGGATACGTGTTTGCAGCAGAGGTTTCTCACCTCCACAAAGTGGGAAACGGCCTGTTTTT
GCAACCAACCAAGACCTGCACACGGGTCACAGGAGCGGAGCGTCCAGCTCACCCTGAGGC
CTTCGTGCAAAAGCTCTGCAGCACTCGGCATGCTGGGAGGAGGTTTTGCATGAAGGACAG
AGTGCCGGTTGGCTGAAAAACCTGGCCCTTTGATGCAACCCCTTTAATCAAAGGAAGTGA
GAAAGACTGCTGCTGCAGGAGAGAGGAGGACCGGGGGCTCCCCCAAACTTAAAGGCCTTG
AGTCATCAAATTTCTCAAAGATCTGGTATTTGTCTTCTTTCTATATCTTCTAATATATTA
AAACTAATTTGACTTTGAGTCATTTATCCAATAAGTGCTTTTGGTGGGTTTGTGCAAAAT
AAAGAGCAGAAGATCTGAAGAATTTCTGCCAAAGAAGCTCAAAAACGACAATAATTATGA
TGATCATTCTGGTACATACAGCTCTTATTCATATACAAGATCACGCATGCTTTCATTATT
ACTTCTAAGCAAATAAAGCATGAATTTGTCCCTTTTTAATGCTGTTAATAGTGCGTCCCA
ATAAAGAAATCAGGTCAAAAAAGCCTTACATGTAGAATACAGATAGTTCCTCTTAAAAAT
ATTCATCTTCCTTTACAGTACTTCTTATATTGCACTATTTGTTAGGAAATATGAGACTAA
TCAGAGGTGATATGTGGAGAACGTTTGCTCCAGATTGGCTGCAAACTTAACCAAACTAAA
CCCGTGGAGCTAAAATCTAAGCAGTTCCTCAAAAAGCTGTAAAACACCAAAGATTACGTT



CATGTGAGTAAAAGGACAAAACAAGGTAAATATGTTTTCTATATTACAGAAGAAAGAGTG
TAG
>CL1062Contig1
AGGGTGGCATTTTATTTTTTGGAACAAAGTGAACACAAATGTTCCCCCCTAATCTGTTCC
ACTGATTCACTTTCATTGATTTAATGTAAATTTAACTACCTAAACAAATCAGAAATGTAT
TAGAGTTTGCATCAAAGAAATAAGAAATTAAGAATAACGTTGCTCAAAAGCAGGACAGTT
CTTTAGAAAAGATGAACCCAGCTGCTGGCTGACAGTTTGCTACATAGCAAGTCCAAAACA
TGATCAGCTCATAATAAAGAGTTGTGGTTCTGCTGAGAAGTCTTGACTTGTATGTCAGTT
TCCATCATGGTCTCCTTAATGCAACAGCAGCACCTGCTACATCCTGTCAAAGTTCCCTTC
CTTCTCGTCATCAAAGCTCAGATCTCCTCTCGATGCTGAGCAGCTCCACCTCAAAGATGA
GCGTTGCTCCCCCGGGAATCTTCGGAGGAGCTCCCCGGTCTCCGTAGCCCAGCTCGGCGG
GGATGACCAGCTTCCTCTTTTCCCCCTCGCACATCCCCAGCAGGCCCTGGTCCCAGCCTT
TGATCACTTGCCCGGTGCCCAGGGTGAAGGTGAAGGGTCTGTCGCGGGGAATGCTGCTGT
CGAACTCGGTGCCGTCCTCCAGTTTTCCGGTGTAGTGCATGTTCAGCACGTCTCCCTTTC
GGGACTTGATGGGGCAGTTGTCCACGCGCTTCTTGATGCCAATCTGCAGCTTTTTCTTGT
CGGCTCCGTTCACTGCGGCGGGACTCAGAGACAGCGCCGCAACCGCAACTAACCACAGCG
CCCGCATAACTTATTGTTGATAAGCGAAAATTTGTAGTAAAGAATCAACTTTCAAATTTA
ACGAAGTACTTGGTGAGGAAAAAACCCCGACTAAAACCCTCGTGCCGAAT
>CL1063Contig1
GTGCGTTGACATTGCTGAAGAGTCTGCGGCCAGGTGTTACCAAACGCTAAGATTTCTTAG
CGTGGAGCCGCAGTACAGTGGCCGCCCGCTCTTCCTCGGCTAAAGCACCGAGATAGATTG
GAGACATGTACAGGCGGCCACTGCAGGCTGCCATCCGGAACGTCGTTCACGCGTCAGCCA
GCAGAGCGGCTCGCGGAAAGGTCTTGGAAAAAGAGGCCTGTTGTGGAGCCATGGCAGCCT
GTCAGTTGACCACAGCCAACCCTCCCCAGTGGGCGTCATGCCGGCCTCTGCACACTGCCA
CACAGCTGTGCAATGTGAAGGAGACACAGCAGCACTCGGAGGAGGAGGTTGGGGCCTTCA
CCAAGTTCATTGAAGCCATGGGTTTCACAGCCCCCCTGAAGTATAACAAATGGAAAATCA
AGATTGCCGCCCTGCGCATGTACACGTGCTGTGTGGAGAGGATCAACTATGACGAGTTCT
TTGAAAAATGCTCCCTTCCTGACACACTCAACTCCTGGTTCCTCATTGCTCAACTACACG
TATGGATGTGTCTGGTCCGGATGCGTCAGGAAGGCAGAGAAGGAAAGTACATGTGTCGTT
ACATCGTCCACTCGATGTGGGAGGACGTGGAGCAGAGGAGCAAAATCATGGGGATAGATG
CTGTTCACAGGAAGGAGGCCATGAAAGCCATGACGGAAACCTTCTATGCAGCCATATTTG
GATATGATGAGGGAATCCTGTCTGATGACTGTGTGCTGGCTGCAGCTCTGTGGAGAAACC
TGTTCAATCGACAGTGTGAAGACCCCCGACAGCTGGAACTTTTAGTGGAATATGTGCGCA
AACAGATGCAGTTTATCGACTCTCTGGATGGGGAAGACCTGCTGCTCACAGGAGAGGTCA
AGTGGCGCCCCCTGGCGGAGGAGAATGCACAGAGCATATTGAAGGTGGTCAAGCCAACAT
ATAATGACACAGGCCTGTAGGATGAAGAAGGCACCTCCTCTTCCTCACCTCACTTCCTGT
TTACTCCACTCAAGTTTTTTTTTCTGTTGCTGTGTATGATTTCCTGCTCATCATGTAACC
AGTAAAATCCAAGCTCTCCACTTTTGTCTTCTTAGTTTTTGCTCTTACATTTCTAAAAGC
ATCGTTTTCTTCACCTGCTGAACAGAAGAGCTGCTGAAGATTCTGTGATAATAACGGGCC
TCCCCATCTGTCAGCGGCTCATCTGGAAACAGAAGAAGGAAATGCCAACATTTTCCCTCC
CTTTATGTCGGGTTTGAGTGCACCTCCACTTTTCTGTTTCTTGCAGAAACAAACTATATT
TCTATTTTTGTTTCTAGAACGGCTGCTCTGTTTATAAAAAAACAAACTTTGAAAACCTGA
TCGCTCCTCTTTCACTGTTTAAATAAAGCTTCATCTGAACAGCTGATGGACTGTTTTTCC
TGGTCTGTCGTTGCGCTTAGACGTGACCAGGAGATGCAACAGCTGGAAATAAGTTAATGC
ATTCAATAAAGTTCTGGATGAATCAAATGTGAAAAAAAAAA
>CL1064Contig1
AGGAATTCGGCACGAGGCGAACACCTGCGGGCGCGTTAGGCACAACTTTTTGCGCTTCTC
ACAGGAGACTGATCAGTAGGTCACCACCACCTCTTTTGACTCTTGGTGTCGTTTTGTGAA
CTTTTTTATGTGCTTGGCAGTGATCATTTAAAGTTGCCTGAATGTATAACATGATGGAAA
CCGAGATCAAGACCCCGCTCCCGCAGTCTAACTCGGGTTCGGCGGCGGGCGCGAAGAACA
ACAGCGCCAACGACCAGGAGCGAGTCAAGCGACCAATGAACGCTTTCATGGTGTGGTCCC
GCGGGCAACGGAGGAAGATGGCACAAGAAAACCCCAAAATGCACAACTCTGAAATCAGCA
AGCGGCTTGGTGCTGACTGGAAACTTCTCACCGACGCAGAGAAGAGGCCGTTCATCGACG
AGGCCAAGCGTCTGCGGGCGATGCACATGAAAGAACACCCGGATTACAAATACCGTCCAC
GCAGGAAGACCAAAACCCTGCTCAAGAAAGACAAGTATTCCCTGCCAGGAGGACTGCTGG
CGCCGGGAGCCAACGCGGTCAACAACTCTGTGTCTGTGGGGCAGCGGATGGATGGTTACG
CGCACATGAACGGCTGGACGAACAGCGCGTACTCCCTCATGCAGGACCAGCTGGCCTACC
CTCAGCATCCCAGCATGAACAGCCCCCAGATCCAGCAGATGCATCGATACGAGATGGCAG
GTCTGCAGTACCCTATGATGTCCTCGGCGCAGACCTACATGAACGCAGCTTCCACCTACA
GCATGTCCCCGGCGTATACGCAGCAGACCGGCAGCGCCATGGGCCTGAGCTCCATGGGCT
CCGTGTGCAAGACGGAGCCAAGCTCGCCGCCGCCGGCCATCACGTCCCACTCCCAAAGGG
CGTGCTTGGGGGACCTGAGGGATATGATAAGCATGTACCTGCCTCCCGGCGGGGACAGCG
CGGAGCACTCCTCCCTGCAGAGCAGCCGGTTACACAGCGTCCATCCGCACTATCAGAGCG
CAGGGACCGGCGTCAACGGGACGCTACCTCTCACTCACATCTGAGAAGAAAAAACAGACT



TTTGCTCAAAGGTACTTGGATACTTGAACTTGTTTTTCTTTTTTTTGGTTGCTAAACAAA
TAAAAAGCAGTTCTGTTCTAGTCCATTTTGAAATGAACTGAAAATGGATCGGAACCTAGG
CCAGAACCGAAACGCTGAGAGGCATTTTTTAGCACAATAGAAGCAATCAACCGAACTAGA
AGAATTGGAATTCTATATTTTATGCCACATTTTCTGTCAATGAAAAGGCATGTGGCCTCG
TGAAGGGGCTGGTGTACTTCAGAAAAGCTGGATGGCCAGTTCTTCATAAATGTTTACATG
TCATGTAGAATGTCAGTCGTCTTCACTGTGTCCACATTTTGTAGATTTTTCTTTGTTTTT
CTTCCCACGAGCTAGAATGAAATGTAAAGACTGTGCGGGCGCAAACGCAAGCTTTATTTA
TAGCATTATATGTTTTTGTTTGTTTGTTTTTATTTCCTTTTAGCTTGTGGACCCTGATGC
TTTTGTCAAGAAAAAGAAATCTGTTTTCCTTTTTTATTTTGTAAATTGTTCCGTGACTGT
TTTTTTTTGGACGGTGTCTCCTTCAAACATTTACTCAAAAAAAGGTTTATTTAAACGGAC
GTTTCTACACATTTTAAGACCATCCTCTATTCTGAATAAATTTTTACGAAACGCNNNNNA
NAAAAAAAAAAAAAAAAAAAAAAACAT
>CL1065Contig1
CTTTGAATTGTCTCTGTACATGAATTGTGCTATATAAATAAATTTGCCTTGCCTTGCCTT
GCCTTCTAAGTTCCAGCTTGGTGAGTGTGCAGGTAGCCATGGCAACCACTTTCCAGGTCA
AAGGGAGGACCACGGCCATCCAGTCTCCCGGCTTTTGGATTGATTTGTATTTGATAAACA
TTTGTTTCCCACATTTTAATAGTAGAATTCAACACGGGACATAAAGTGGATTCTAAGAAT
AGGAACAAAAATAGGAACAACAAAATAATCCTCCTCTTGTTGTTACAGTGAACCCAACGG
AGGACACTTTGGACCGCTGTCCATTCACCTGTTCTGCATAAGCGGACTGCCGGACTCATG
AGAACCGTGTCTCTTGGGAGATTCGTTTCTCAAAGCCGGAGAGGCATTGGGACGGGTGGA
GTCACATGCAATGAAAAAGCACAATTCATCAATCTGTGGACCGTTTATCATCATTTTTTC
TTTTTAAACACTGACCCCCAGAGGTCTCCATAGATTTATGTTCAAAAGTGTCTCACATTC
TAGAGATTTTTCATTTCTCTCTATTTCTGACACAGAATCTGAACAGTTCAAACGTTTAGT
TCAAAATGATTCAAAGCAGAGAAATCCCTGAAAACAAACATTTCTCTTCTTTCAGGAACT
CTTTGACTTTCCAGAACTCTGCTGTGTCTCCAACATCATCCCCCCACAGTCCAGCATGGA
GCGTCTCTGGACTCTGTGGAGGAGAGTCCTGCTTTCAGAGACGCTGTAGAAGGACAGAAC
ACCTGCTCTGTGATCCAGGTACACTCCTACTCTGGAGGAACCAGGAGCTGAGATGGAGGT
TTCTATGCTGTTGTGGAGAAATGAGAAACAGTCTGGATAACAAACTAATGCCCAAGATTT
ATCATTTAAACCAAATCTACTTTCTCTTCCAGATCTGCTGATGTTCTTGTATGCGACTGC
TACACAAACATATTTTCCTCTCCTCTCCACCTCCCAGTAACAACGTCCAGTCCCACTCTC
TTTACTAAGAACCTGAAACCAATAAGTAAATCTGTCTGGATGATCAGAATCAGACTGAGG
TTTTTTCATATGTGTCACCTTTCTGTTCTCCTCTGACAGTAACCC
>CL1065Contig2
AGGTTTTTATTGTTGTCACATGATCAGAAACCACTTTTCTCTGAAGAACAGAGACATGAA
AACACAAATCTTCAATCCAAAGTTGTCAAATGAAGCAGAAAGAAAACAAAGTTGTAAATG
TTCTTCTTTCCACAAACACAATCTTCTCCTTCAGCTTCTTCTCTTGTCGTTTCTGTGGAG
AACAAACCAGAGAAAGTCTGGGATTGTGACCTCACTGATTCCATTTGTGCTGCAGCTTCC
TTCAGTTCCCATGACAACAACACAAAAACATGTGTGTGAAATTTGAATTCAAAGAAACCA
AAAGAAAACAGATTTGACTCCCAAAAGTTTGACATTCATGTTCCAAAATGTCTCCAATCC
ACATTCTAGAGATTTTCATTTCTCTCTATTTCTGACTACAAACATTTCTCCACAGAATCT
GAACAGTTCAAACGTTTAGTTCTAAATGATCCAAAGCAGAGAAATCACTGAAAACAAACA
TTTCACTTCTTTCAGGAACTATTTCACTTTACACAACTCTGCTGTGTCTCCAACATAACA
ACACAACCACAGTCCAGCATGGAGCGGCTGAGTGAAAGTGGTCTGGACTCTGTGGAGGAG
AGTCCTGCTTTCAGAGACGCTGTAGAAGGACAGAACACCTGCTCTGTGATCCAGGTACAC
TCCTACTCTGGAGGGAACAGGAGCTGAGATGGAGGTTTCTATGCTGTTGTGGACAAATGA
GAACCTGTTTGGAGAACAATCTAATGCCCAAGATTTATCATTTAAACCAAAAAGACTTTT
ACTTCCAGATCTGCTGATGTTCTTGTATGCGACTGCTATATAAACAGAGTATCCTCTCCT
CTCCACCTCCCAGTAACAACGTCCAGTCAGACTCTCTCTACTCAGAACCTGAAGAAAAGT
AAATCTGTCTGGATGATCAAAATCAGACTGAGGTTGTCTAATATATGTCACCTTTCTGTT
CTCCTCTGACAGTAACAGTTGTCTGTGTGCTGTGTTTGGATCCAGTGTGATTTGACATGA
ATATCTGAGGAAGTCAGCTCTGCTCTTTGGTTCTGGTCCTGGTTCTGACAGTAAAACGTC
CACATGAGAGACTCTCAGTGAGATGTTTGTCCATTCCTCTCTCAGAATGTCCTGCAGTTT
GTCTCTGAGCTCTGACACAGCTGCTGTCACATCCTCAAAGTATGTCAGAGGACGGACATG
GATGCTGGCTGAGGGGGTGGACTCACTGAGTGGTGGCAGTGAGGGGTAGTTGAGCAGAAA
GTGGCTGTGATCCTCTGTGAGCCAGAGCTGCTTCAGCTCAGCGTCTCTCCTCTTCAGCTC
AGCCATGTCCTGCTCCAGCTCCTCCTGAAGACCTTTGACTCGCCTCACTTCAGTTTGCTG
CTGGGATCTGATCTGCTGCTCCACATCACAGCTTCTTTTCTGGAGGAGACGGATCATCTC
AGTGAAGATCTTCTCACTGTCCTCCACGCTTTGATCAGCAGAGTGATTGATGGCCTCCAC
CTCCTGTTGAAGCAGCTTCACCTCCTTCTCTCTGTCCTGGATTCTCTGCTGGATTTGTTG
CTGACTCTCCTCCAGCTCTCTCTGCTTCTCAGTCCTTTCTGCTGCAGCTGAGACTGTGTC
GTGGCCTCTATGTTCATCCACAGAGCAGAGATAACAGATGCTCTTCTGATCAGTGCGACA
GAACATCTTCATCACCTCATCATGACGGGAGCAGATGTTCTCCTGCAGGTTCTTGGAGGG
TTCCACCAGCTTGTGTTTCTTCAATGCAGCTGCTTTCAGATGAGGCTGAAGGTGTTCCTC
ACAGTAAGAGGCCGGACAGCTCAAGCAGGACTTGATGGCTTTCAGTTTTCTTCCAGTGCA



GACGTCACAGACCACATCTTCAGGTCCAGCATAGCAGAGACCAGCAGGAGCAGCTTGGAG
TCCGGTCTTCTTCCGCTGCTCCACTAAAGCTGCTAACGTGACATTTTTCACCAGAACAGG
CCTCGGTGTGAAGGTCTTCCTGCACTGAGGACAGCTGTGGACTTTCTCCTCTGCATCCCA
CAATCCTTGGAGACACTTCATGCAGTAGCTGTGTCCACAGGGAATAGTCACCGGATCCTT
CAGCAGATCCAGACAGATGGAACAGCTGAAGCTTTCTTCATCCACATCCGCTCCTTTCTG
CGCCATTTCTCCTCTCAGACACACAGACTCTCTCTGAGAGTTTCACTTTCTCAGAAACTG
GATGACTCTGACCTCCAATCAGATGGTTCACTGTGCTCCTTTCTTCTCATTCAGTTGGTG
ACGCCCATCAAGACAGAGGAGGAGCGCACAGATTCAAAAATATTGTCGTCTCTGCTCCCC
GTTGTGTTATTTTGTGCACCCTCCTCAGGAAGCCACTAGACACCGGAGGAACGTTCTTGG
AGCAGTCGTCTTTGTTCTTGAATACAAAGAAACAGCTGGGGACGGCCCGATGGAC
>CL1066Contig1
GCCGGNAAGGGTTTCTCCTGTGGCGTTCGTCGTGTGTTGGCGCGCGCTCCGGCACTCAGG
ACTCTGACATCATGCGAGGTCCAAAGGAGGACAGCCAGGGCGACATCCCCCTGTATGAGC
AGCTGGAGGACGAGGCTTTCCCTCCCCTCCCTCCGCCTCCCTCCCCAGGTCAACAGGAGG
GGCGTGGCCTGTCAGCAGACGGCGAGGAGGGGGAGGTGTCCGGGCTGGCCGACGTCCCCG
CCGCCAAGAGGAAGAGTGCAAAGAGACCACAGCCCAAGCTGGACTCCAACAGGCTGATTT
CAGAGAGAGGACTCCCAGCTCTGCGCTCGCTGTTCCAGGACGTCCACTTCAGAGGAAAAG
GACACGAGGCCGAAGACCTGCGGCTGCTGATGCAGAAGCTGGAGAACTGGGCTCACCGGC
TCTACCCCAGGTTCCAGTTTGAGGACTTCATGGACAAGGTGGAACGGCTGGGAGGCAAGA
AGGAGGTGCAGACTTGTCTGAAGAGGATCCGGCTGGACATGCCGCTGACGCACGAGGACT
TCACGGAGAAAGACGGTGAAGAGGACTTCCCTCATGAAACCCACCACTCTGGAGACCCTG
ACCCCTTCAGCAACCAGGAGGAGGAGCTTCACCACTCCACCCCGGCCCCCGCCGCCCCCT
CCCTGACAGAGGAGCAGCGCAGACGCATGGAGCTGAACCGACAGCGAGCCTTGGAGAGGA
GGCTGGCACGGCGGCAGCAGCTTAGTGATGCTTCAGACTCTCAGACTGCCCTCCTGAATG
ATCCCACTGACCGAGCTGAGGAGGATCTGGATCAGGATCTGGATCTGGATCAGGATCTGC
AGGCCTCCAGCTCTTTCACTCAGCGGTCGGCTGCAGACTCCGAGCCCCCCCCTCATGAAC
CTCCAAGTGTCCTGAAGACGTGTGACCCGGATCAGGATGAGGAGATCAACCTGAGACCTT
CCCCTCCAGCAGCAGAGGACGGCTGTCCTGTAGGTCAAAGGTCATAGACTCTTAGGGTTC
TGTATATGCAGCAGTGATGTCATGGTTTCTGTTGTTGTGTTTCAGTTCAGNAAGGGTCAA
ATAAAGG
>CL1067Contig1
TTTTTTTTTTCATGAGAAGAAGCTTTTATTATGAGGAAGGAGATCAAACTTTAAACAAAA
ATATTTAGAAAATGTCCGATTTAAATGGCAGCGCAGTTCCTTAAAAAGCTATGCATTTCA
CTGCATATTATACTATATATGTATGTGACAAATAACATTTAAATTGGAAAATAATTTAAT
CTAAAATTAGATTTTTTTAAGTCTAGCATCTAAAATGTCAGAGAGGAGTTCTTCAATAGT
CCACAAACTGGCGCTGCAGCACAAAAATTGACTCATTTCAATTCAATTTTATTCATATCA
CCCAAAATCACAGCCACCTTCATCTCAATGGGCTTCGTATTTGGTAAGACTCACTTATCA
AAATGATTTATTCAGAGACAAAGAAATGTGTTTGTTTGGTTTTTAAGTCTAGTTTTGCTT
TCCCCCCCCTCTGATAATTATATAACTCATAACTCTTATGCTTTTATTATTTTGCGTGGA
CACATTCTACACGTCACAACATTCTTTTTTTCTCTTTAGGTGACCTCACAGAAAAACATC
ACAGAGGAGAAAATCAGTTTTAAATAACAGAACACTGCCCCCATGTGGACAGAAGCGTTT
ACTGCAACCACAGAGTACGATGGCACGTGCATGTTAAACAGTAAACAGAGTACATAAGGA
CATTTCAGCCTGTTAGGATCTAATAAATGTTTTTTTATCAAAAGAAAAAGGTACATTCAT
CAGAGTGTATAAGGCGTGTCGCTGTGTTTTTCAGCTTTGCAAGAATTTCACTTTAAAATT
TGCGCTGATTTGTGTGGTTTTTACTTAAATGTATGTATTACTTTTGTTTAAACATGTATT
TAAAAAAAATGTTATGCAGCAAAATATTGAAGTCAAAGGATTCTCACAAAACACCTGAAA
ATGTTGCTTTTTTCCACGCTGGTTCTGCAGGTTAGTAAAGTCCGATCTGATGGGGGTTTC
TCCTTCATCGTTTCATTTGGTGGTGATGGCGACTCCCTTCTTCACCCAGGCGTTGCTGTT
CAGCAGAGACAGCATGAAGCGCGCCACGTCTCCCCTCCCGACGGCACTGCGGGGGGGCTG
GTTGTTGCTTTCGGGCACAAAGTATCCCTCGTGGGTCAGAAACTCCTGAGCTGTAGCAGG
CAGGTTCTTGAGGCCGGGAGGCCGGACCACGGTCCAGTTGATGTCCTGGGTCTTTGCCAG
CGACTGCTCCATCTCGTACATGTTGCTGAGGACGCTTCTGATCATGGGCAGCAGGAGGAA
CCGGATCAGGTACGACGACTGGGTCCCAGAGTTTGGCTCCGTGTACCAGGAGGTCATGGC
GATGAGGCGGCTGACACGGGCCTCTCGCATGGCGCTGACCACCGCGGCCATAGACATGGT
GTAGCCCGTCACCCCGGAGAAGAAGGAGGCGGGGAAACCGAGGCAGGACATGACCACATC
CTGGTCTTTGAAATGATCCTTGAGGCTTTCGGCGGCGAAAATATCCGCCTTCACCACCTT
CAGATTGTCATTGTGCACGGCGAGCTTGGCCGGGTTCCTGACGATGGCGGTGACGGTGTG
ACCTTGTTCCAGCGCCTGTTTGATCAGGAACTGTCCGGTCTGCCCGGTGGCTCCGAGCAC
GGCGATCTTCATCCTCAGGACTCAGGCAGAGCTGGAAGACGGAGCAGTGAGTCAGGCGGA
GCGGCAGCAGCCGAACGTCCCCTCCGTTAGCTAGCGGGTCTTCATGAAGAAAGCGAACAA
GCAGCAAGCGCGCGCGACACACGCCGCCATTACTGCCCCGGCCATAAGGCCCGGGTTTAC
GCGC
>CL1068Contig1
GCACGAGGAAAGAACAGTAAAATGTAGAATTAAGGGCCACTATTTAAAGAAGTGATTTAA



CAGATGGAACTAAACTGATTTTTAAAAAACATTTTTAGCTTATATTCTATGTTCAGCCGT
GAGTTTTTCATTTTTATCTGCAGATTTTCAAAGAGCGAGAAGAAGACCTGAAAAGGCTTT
CCAGACCTTTGGCTTGCACATGTTTTAGGACGTCAATCTGGGATGAAACTTTATATAAGG
CCTGGTCCAGCATCGTGTACCAGCTCATCCCAAACGTCCAGCAGCTGGAGACAAACCTGA
GAAACTTTGCTCAGATCATAGAAGCAGATGAAGTCCTCCTGTTTGAGAGAGCCACTTTTC
TGGTGATTTCCCATTATCAGTGCAAAGAGCAGCGTGATGCTCACAGGTTTGAGAAGATCA
GCAATATTATCAAACAGTTCAAACTCAGTTGCAGTAAACTTGCAGCCTCCTTTCAGAGTA
TGGAGGTGAGGAACTCTAACTTTGCAGCTTTCATTGACGTCTTCACCTCAAACACATACG
TCATGGTCATCATGTCTGACCCCTCCATCCCGTCTGCAGCCACTCTCATCAATATCCGTA
ATGCTNGGAAACACTTTGAGAAGTTGGAGCGGGTGGATGGACCCAAGCACAGCCCGCACA
TGCGA
>CL1068Contig2
TTTTTTTTTTGATCGTCGCCTCTGTAGTAAACACATGTTTTTTCTTTAATATGTCAAGGC
AGAACAAATTTCTTTCTCCACAGACTTCGATACTCTTCAAAACACTTCAGATAACTAAAA
CTTAAAGAAAAATATTGTATTTTTTTCCCGGGACGACCTGTGATTGGATGTGAGCCTAAA
GAAGAAACGATGCCGGGCTGCTCATGTTTATGGGAGCTGCAGGACTGTGGCATGCGGTCT
GCGCTCCGTCTGTCAACTGATTGGCCGAGGCTCTCGCCGTGCAGTGAAGCAAAAGGCTAG
CGCATTCGCATGTGCAGGCTGTGCTTGGGTCCATCCACCCGCTCCAACTTCTCAAAGTGT
TTCCTAGCATTACGGATATTGATGAGAGTGGCTGCAGACGGGATGGAGGGGTCAGACATG
ATGACCATGACGTATGTGTTTGAGGTGAAGACGTCAATGAAAGCTGCAAAGTTAGAGTTC
CTCACCTCCATACTCTGAAAGGAGGCTGCAAGTTTACTGCAACTGAGTTTGAACTGTTTG
ATAATATTGCTGATCTTCTCAAACCTGTGAGCATCACGCTGCTCTTTGCACTGATAATGG
GAAATCACCAGAAAAGTGGCTCTCTCAAACAGGAGGACTTCATCTGCTTCTATGATCTGA
GCAAAGTTTCTCAGGTTTGTCTCCAGCTGCTGGACGTTTGGGATGAGCTGGTACACGATG
CTGGACCAGGCCTTATATAAAGTTTCATCCCAGATTGACGTCCTAAAACATGTGCAAGCC
AAAGGTCTGGAAAGCCTTTTCAGGTCTTCTTCTCGCTCTTTGAAAATCAAATCTCTCTGA
TCTTCCTGAACCAGGTCCATTTTGTGCACAAGACAGAATACTTTGGCATCAGGGGAGTTC
TGCAGAATGGCTTCCAGACACGACTGATAGTAGTGCATGTCTTTCTCCAGCTCACGGCTC
TCAACGTCGAATACATAAATAAGAACCTCAACATTTCTGAAGATGTTGTCCCTCTGACTG
GTGAAGTAGTTCTCCATAAATGTGTCCTGTCCTCCACAATCCCAAAGGTTTAGAACTAGA
TTACCAAGAAAGCGAACATGGGAGTGTTCCACGTCAATTGTAGCTCCAAGACGACGTGTG
TCCCGAGCAATGTAATTGGCAAAGATGATTGATCTCATACTGGTCTTTCCAGACCCACTT
TTCCCCATCAGAAGTACCTTTTTCTTCATTGCTGTGTTTGACATCCCCCTCAGCAGACAC
GAGTTTTTTTCTGAGCTGAAGGTCAGATGACTTCAGTCTGATTGCAGCAGCTGTCTCGAA
GAAATACACCAGTTAATTATCTTCATGCAACTTTCGACTACTGCTTTTGCTCCTTTTTGT
AAAAACGGCTACACACGTTACTTGTTAAAAACAGACAGTGAGGTGACGATCAGCTGCTTC
CTGTTTATGCCAAAAGTCACATCCCCGGCCTTA
>CL1069Contig1
TGTCTTTTTCCTTTCAAGTGCCTTTTCCACACCGCCGTACGGAGTGACATTCAGATGGGA
GTCCTGTGACGGGGTCAGTGGTTGACAGAAACGTTTGAGTGCAGTTACACAGACAGCACG
AGCAAAGACTCTGCAAAGACTTCATGGCTGAAACTGATGGGAGCAGAAAGAACGATCGTC
AAAGTGGTGGTCTCATTCACAGTTGTGGTCCAGTTTTGCTGATACTTCTCACAATCTGAA
AGCCCCTGAAAAGCCTAAAGCGGACACAATCGAGCATCTCCATATTCTGAGAGAAACTAT
ATATTGCTTTTTTCCCCCATTATTTTTCACAAAATGTGTGAAAAAAATGATCTTTGTGAT
AATCAAAAAGTAAATACCGGTACTTAGGGCGTCTTTGATGGCAAAGGAGTAATATTGCAC
TGTTTTTTATTTTTTTTATTCTGTTTTTAAGCAGGAGTGAAGACGCCGGGCACCTCTCAG
TACACCCACGACACGGGCACCCACCTGTGGGGTGGAG
>CL1069Contig2
GAGCCGGTGGCCAGCATCCGGACAGCCCTTTCTGATCTCTACCTGGAGCAGCTCCTTCAG
AACAAACCGAAGGTGGACAAGGCAGCGATGCAGACCTTTGAGAGCAAGGGGGCCGAGGTT
TACACCAACGGTTGCGCTGGACACACGAACGGCACGGAGCTGACCAGGATGAAGGAAGTG
GTTTTTGAGAAAAGCGCCTCAGAGCCGATGGGCGTCACTCTGAAATTCAACGACAAACAG
CGGTGCACCGTGGCCAGAATACTGCACGGAGGGATGATCCACAAGCAAGGGTCTCTACAC
GAAGGAGACGAAATCGCAGAAATTAATGGCAACAGTGTTGCGAACCAAAGCGTAGACCAG
CTCCAAAAGATTCTAAAAGAAACAAATGGAGTCGTGACGATGAAGATTATCCCCAAAATG
CAAAATCGCTCCAGGATCTGTCAGATGTTCATGAGGGCACAGTTTGATTACGACCCCGCC
AAAGACGACCTCATCCCCTGCAAAGAGGCCGGCTTGAAGTTCAGCACCGGAGACATCATC
CAGATCATCAACAAGCAGGACCCCAACTGGTGGCAGGGCAGGGTGGAGAGCAGTGCTGCG
GACTTCGCCGGGTTGATACCCTCCCCTGAGCTCCAAGAATGGCGGGTGGCCAGTAAAAGC
AAAGCCAAAGGGGGGAACCCGTCTTGTAGCCCATTTGGAAAGAAAAAGAAGTGCAAAGAC
AAGTACTTAGCTAAACACAGCTCTATTTTTGACCAGCTGGATGTGATTTCCTATGAGGAA
GTGGTACAGCTTCCTGCTTTTCAAAGGAAAACTCTTGTGCTCATCGGTGCACCCGGTGTC
GGAAGGAGCCACATCAAAAACTCACTGTTGACGAAATACTCCGATAAATTTTCCTACCCT
GCACCACATACCACCAGACCCCAGCGGAAGGATGAGGAGAGCGGAAAGGAATATTACTTC



ATCTCCAACGACGCCATGACCAAGTGCATCACTGGAAACGAGCTGCTGGAGTACGGCAGC
TTCCAGGGGTACATGTTTGGGACTAAATTTGAGACCATCCAAAAGATTCACGAACAGGGG
AAAATAGCTGTGCTGGATATTGAACCTCAGACTCTGAAACTGGTTCGGACTGCCGATTTT
GCTCCTTTAGTGGTTTTCATCGCTCCAACCAACTCTGCCACACAGACGGAAAACCTACAG
ATGATCCAGAAAGAGTCGGACGCCATCCTGAGCACATACGGACATTTCTTTGACGTGGTT
CTCGTCAACAACGACGTAGACGAAAGTGTCAAAGGGGGTGGAGGAGGCCATCNAGAGGGC
CACCTCCACCCCACAGTGGGTGCCCGTGTCGTGGGTGTACTGATAGGTGCC
>CL1070Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTCTTCCATTTATTTATTACAATTAAT
TCAATTTCATCCATTTTTTCCTGTGTCAGCTTCTCCTCTTTCCCATTTAAAACAAGTCCA
GTATGTGGCTATTTTTTTTTAGAACCGACAAGTCCGGATGTTGGCAGGAAAGAAAGCAGG
GGGGGGGGCAGGTTTGACAGAGGAAAAGAGGGAGGAGCCACTTCAGCGTGAGGAGCTGTC
TCAATAAACTATGTGTGGTCATTTTTTCTTTATTTTATTTTTTTTCCAAAACTGTCATTT
TCTTCTTGAACTTGAGGCATTTCGTTTTTGTTTTTCTTGCCGGGTTCTCTACTCCACGTC
TTCTGTGTCGTCTCCTTGGTCTCCGTCCATTAGCAAAGCAGCGTACTTGCTAGCAGAGCT
GAATTTAGGGGTTGGGGTTTCTTCGTATTTCTTTGGCTCTGGGGGGGGTTTGGAGTCTCT
GTCTTTTTTGAGGTCCTTTTTGTCTGCCTCCTTTCTTCGGTCTTTGTTAGGCGCTTCTCC
TCGGCCCCGCCCGGCTCCAGGCCCAGCAGGCCCCCCTCGGCCCCGGTTCTCATCTTTTCC
AGAACCTCTTTCATCTGAAGAACTTGAGGAACTGAGCTTGGGAGGAGTCGACCCGCCTGG
TGAGACGGGGGAGACCGGGGCCCGGCTGTCTCCGTCATTGGAGCTTGTGCTGGCTGCACT
CCGTTTGGCCCACACGTTCTCCTTGGGAGGAGGAGCAGGCATCACCTTCAGTGGTTCTTT
GGAGGAAGAGCTCTGCGGTGAGGGCACAGGGGAAGAGGAGACCCCTTCTCTCCCAGAGAA
AACCTCGTTCTCTCCGGAGCGCTCGCCATCTCGACACCTTGAACCTTTTCCAGAAGTGCT
TCCTTGCTGTGAAGATTCGCTTCCTGTGCGAGATCGCTCAGTGGGAGTCTCTTCATTGCG
CCAACCAGGTTCCCTGTCCCTCATCTTCCTGTCAGGTCCTCCTCGGCTCTTGTCCTCCTC
CAACTGCCTTTGCAGCCTTTCTTCCTCCTTCTTCAGTCTCTCCTCCACCTCCCTCTCCTT
GGCCGCTGTGTCAACAGGTTTGGCTCCGCCAAAGATGGACGAGGCTCTGCTGCCGGAGCT
GGGAGCGGCAGCCGGAGACGTGCCGCCGCTGTTGCCAGGACCTTCTTCTTCTTTCGGGAC
TGACCGAGGCTTCAGGTTCAACTTGGGTCTTTGTATAGGAGCTCTCTCCTCACGGCGCTC
GTCTCGTTTCTCGTATCGGTCATCCCGATCGGCGTAGCGATCCTTGTCGCCGTAGCGATC
GCCGCTTCCCCGAGTGTCATCGTAATCTCGACGAAAGCCAGTACCGAAGGCACGGCGACC
TCCCCCGCCGCCGCGAGAATCAAAACCGCCTCGATCATAATCTCTGCGGTCCCGATCGTC
GCAACGATCCCTCCGGTCCCGGTCGTCATAGCGATCACGGTAGCGGTCTCTTCCTCCTTC
GTATCGATCGTCGCGCCTCGGGCCGTCTCTGTAGCGGTCTGACTCGTAACGGTCCCGTGG
TCTTTCTCCAAAAGCATCATCCCTTCGTGGAGGCCCGTCATCAGCATCTGAACTCGGCCG
AGCTCTCCAGTCACTGTCCGTTTTGTCAGGTCCCATGTCGGCCATGCGCCCTCCCCTGTC
TCTGCCCCCCATGGGCCCGCCGTCTTTATCTTTGTCAGATTGATCTGCAATGTCAACACG
AATCCTGCGATTCCCTAGATTCTCCTCGTCGAGACTGAGAGCCCTCAGGAGAGAATCCAC
GTCATCAAACTCGGCGTAGCCGAAGCCCTTCAGTTTCTGCGGGTTGTTCGGCTCCCGGGG
CAGACGCACTGCACTGATAGCCAAGCCCCGGAAAAAGTCCTTGATGGACTCCTCGGTGAC
CTCGTAGGGCAGGTTGCCGAGGAAGGCGGTGTACGGCGGGCTGCGGGGCAGTTTGGCGCG
GTTGATGTTGGGCTCGCGCGCCGAGCGAGGGGCAGTCGGCAGGATGGAGCGGTCAATGGG
GGGCGCCCTGTATGTATCCTCGTCAGTGTGCCATGACGTTGAGACGTCTCCATCCAGGTC
GTCAGTATCATCTGCCCAACTCGTGGACTTGCTTGGGTAGCTGGGAGGCGCGGCGGGGTT
GCCTCCAGAGTCCTCTGCCAGGAAGTCAGTAGACTAAGGTCTTCCCCTTCCCTCGTGCCG
AATTCCT
>CL1070Contig2
TTTTTTTTTTGGNAAANNACCCCCCCCCCCCCCCCCCCCGCGCTTTCTTTCCTGCCAACA
TCCGGACTTGTCAGTTCTAAAAAAAAATAGCCACATACTGGACTTGTTTTAAATGGGAAA
GAGGAGAAGCTGACACAGGAAAAAAT
>CL1071Contig1
GCGGTGCTGGTTGTAGGTGATAATCATGGCGGAGCTAGACAGCGACAATTTTCTTTGCTT
GTCTCCGGAGATTGTGAAAGCGCATAAGGCCATCCTGCAAAATGAAGACCTGTTTTCTCC
CTCCTTCTGTAAAGTCTGCAGTGCTGTCCTACATTCCAACAAGCAGAGGTGGAGCCATTA
TATGGGCAGAAAACACGCCAACAAAGTGCGGCAGTATACCTCCCTGCAGAACGAGAAAGA
GCTCCTCCATAAGAAGCAGAAAACATCCGAGTCTGATGAGAGCAATGGCGACTTGGACAG
AACGAAGGCCTGTCAGTTATGTAACACTATCTTCACCTCTAAAGCTGTGGCCGAGTCTCA
CTATCAGGGCAAATTTCACGCCAAGAGGCTGAAAATGGAAATGACCGACGTCCAGCCCGC
AGGCAGAGCCTCCACGGCAGAGGAACCAAAGGAAAAACCCGGAGGGGTTATAGCTACCGT
GAAGACGAAGGACGACAACCCAGAACGCTTTTGCTCCATCTGCGACGCCAGCTTCAACAA
CCCGCTCATGGCAGAGCAGCACTACGTGGGCAGAAAGCATAAGAAACGAATGACCCGGGT
CAAACTGATGGAGACGTACGGCTTCTCCTCCGCACAAGCTCCCACATTGCTGAGCTTCAA
GTGCGTCCTCTGCAACATCGAGGTCAACTCTATTAGTCAGTACCAGTCCCACCTGAGCGG
TGCTAAACATAGAAACCAAATGAAGAAATCGGGTGTGAAGAACACAACAGAAAACCAACA



GTCAGCAGAAGAAATGCAGGGAGGCAGCAAGCCCAGAGACGACCAGAAGACACCTGCAGA
CGACGAGTACACACCTGCAGACGACGAGTACACACCTGCAGAGTACACACCTGCAGACGA
CGAGTACACACCTGCAGACGACGAGTACACACCTGCAGACGACGAGTACACACCTGCAGA
CGACGAGTACACACCTGCTGACGACAAGTGCACACCTGCAGACGACGAGTACACACCTGC
AGACGACAAGTACACACCTGCGGATGACCACAACACAACTGCAGATGACCAGTACAAACC
TGCTGGTGACCAGTACTCTTTTGCAGTCGACCGGTACACACCTGCGGACGACCGGTACAC
ACCTGCGGACGACCATTACACACTTGGGGACGACAAATACACAGCTGCTGGTGGCCAGTA
CACTTCTACAGTAGACCGGTACACACCTGCGGATGACCAGTATTGTTCTGACGAAGACCA
GTTCTCTCTTGAAGATGAACAATCTGCAGCTCCATACCAGTACACCCCAGAAAACGGCGA
GTTCTCCGAGCTGCAGCAGTACACCTGACACTGGACTTCAGGAGAAACGCCGCAAACAGT
CAACAAGCATCCCCCTTTACCGCACTATGGAACCCCAGCAGACCTTCTGTCCTGCAGTTT
ATCTCCTTCTCCTTTTATTTCTGTGCAACCATCAGAAGTAAACTTCAGAGTGGATTCTGG
AAAACAGTCATGGTGTTTCATTTTTCTCACTTTGAGGTTGTTCCAGACTGACCGGAGCAG
AGCTCTTTGACAGATGTCCACTGGAATTTCATCTTCATCCGTTTCTGTCCATCGCTTTAA
TAAAACATGAGAGGATTTTTAAAAAGTAACTGCTCTTGTCAGAATGCACGTCTCATGCTT
AGTGCTTGCAGATGCTGTCAATGTGAATCAAAAATGCAAAATAATAAAACATGGGATTGT
TGGAAAAAAAAAAAAAAAAAACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>CL1072Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTCCTTTT
TTTTTTTTGAAATTTGGAGAGTTTTTATTTTTTATTTTTAACAAAGAAATTACATTTCCT
TCATTGCACAATGAAAAATCCCCCGGCCCTCAACATTACCATATTTTATTATCATGTTAG
GTCCCCATTAACAAGTTTCCATTAGTACATAGAGAAACTCATATTCTGTATCGAAGTACA
CACAGGTATACCTTAACACCACAGGTTCAACAGCAGAATACTTATTTGAGTAACATGCAT
CATATTATAAATCCATAATGTAACCATAATTTGAGATAAAATCCTTATGAGGAAGTGTCA
ACTTGCTATAAGAGTCTAAGAACCCATGTCACCCATGCTGATAAGATGGTGTGCATCGTC
TCTGTGGTTCCTCAGCATCTCCATTTCCCTCTGGTGCTCTCAAAGCAGTTCTCACAGTGA
ACCCTGCGTTTGTAGATCCACATGCTGTCACCTGCTTTCATGTGGGCCAGAGAGCAGTTG
CATACATCACATTTAAAGCAGGTAGCGTGGCAGTTGATCTTCATGTCATCCAGAACCATC
TTAGCGTCTCCGGTGAACGGCTTGCGGCAGTAAGTGCACAGGTCTTTCTCAAGCACCGGC
CTTTCAGAGGATCCATACACACTCGTCCTGGAAGACTTTGAGGACATTGAATCTGTCGGG
ATATCATCAGGCCTCTTGTAGGATGTTGAGGTGTATGTAGAAGGGCTGGTGATGCTGGTG
TACTCATAACTGGAGTCTGGTTTGGTGTATGAGTAGGAACTACTGTAGCTGTTGGTGCGT
GAAAAAGAAGGTGAGGTCAAAGTTGGGCTGTCTAATCCATTGCTGCTGTCCTTCTTAGTG
ACGCTGGATCTGACAGGAGAAGAGGAACCAGAGGTGATGGAGTTGGGCAGGAGGGTTTTG
TACAAGTCATCTTCAGTCCTGTTGGTGCGTGAAAAAGGTGAGGTCAGAGTTGGGCTGTCT
AATCCATTGCTGCTGTCCTTCTTGGTGACGCTGGATCTGCTGACAGGAGAAGAGGAACCA
GAGGTGATGGAGTTGGGCAGGAGGGTTTTGTACAAGTCATCTTCAGTCGTGGAAGAGGTT
GAGGTCTTTGACGTGAGTGGGGTTTTAGTGGAATTTCCGTAAGGGATGCTGTAGTCTGTG
TTAGTCTTTGTGCTTTCCCCAGTGGTTTTGCTGTCTGTGACATCACCTCTCATAGCCTTG
GGAATGAGCGAATCATAGAGTTTGTTCTCAGCATCTGTGCTGTCTTTGCTGCTCTCCACT
GTGGTCACGCTTGTCTTTGTCACACTCGATTTGACAGGTGAGGATGAGTCGGATGTTTTA
GACTTAGACAGAAGTGTGTCGTACAGATGATCTTCAGGCTTGACATCAGTGCTGCTCCTT
ACTGTCACAGTTTTGGTTGTGGTGGTGGTTGATTTACTGTCTGTGGTTGATGGATCCCTC
TTGACAGACGAGGGGGTGAGAGAGTCAAACAGCTTGTCCTCAGCTTCTTTGGTGCTGCTG
ACAGGTTTCTCAGTCACTGTTGGTTTGGTGGGTGAGTAGGGGGGGTACTGGGCCCCTTTG
CTTGAAGACTTGACGCGCTCAGAGAAGGTCTCAGTCTTGGGGGAGGATATGGTCTCAGGA
GATTTCACGCTCTGGGTGGTGCTCGTGGTGGTGCTGGTTGTCTTTGTGGAACCGTCATCT
TTGGTGACTGTAGAGGTTTTAGTGCTCGTTTTTGTCTCCGCTTTGACCGTAGATGGGCTG
CTTGGAGCTTCTGGTTTCACACTTGAATATCTCTTGGTGTAGGGGGATGTAGACTTGGTG
GTAGGGGTTGGGCTGGTCTCGGGATCTTGAGGAGAACTGAATTTTTTGCTGAGAGCCAGG
ACAGATGCTGATGTTTTCACAGGTTTGGTGGTTTTTGGGTCCTCTTGTGCTGAACTGGTA
GAAGTTTCATTGGGCTTGTATCTTCCCAGCACACTTCTGCCAAAGTTTGGGTCCCGATCG
ACAGATTCATCTTCATCATCGAGTTTTCTGATCCAGCTATTGTCTTTAAGGAGGCTGGTC
TTCTTTTTGCTTTCCTCAACCGCCATGCTGGGACTGCTGCTTTTAATTTGTGTTGAATAC
CGACTCATGTTGGAACTTCTTCTGCACAGGTGGTTCAGTGACTGGCTCTGATC
>CL1073Contig1
GTGAAAGACAATGAGCTGACTCAGATAAAAAAGCAAGTGACCCTCCTGGCTGAGGAGAAA
AACAAAGAACAGGAGGTGATCACCGAGGAGCAAGTGATCAAAGTTCAGAATGACCCCCAG
CTTCAGTCTGAGTACCGGCTCCTGCTTGAAAGGAAGCAAAAAGAGACGGATAGTAGAAAA
GAGCTGGAAGACGAACTGAAGTTTCTCCAGGAGAAGCTCCGAAGGCTGGAGAAGGAGAAG
GCCATGGCAGAGGAGAAGATTTCCATCAAGGAGGTGCTTAAAGTAGAGAAAGATATGGCT
CTGGAAAGGGAGGTAGAAAACCTCCGGAGACAGTATGAGGATGAGAAGTCCAAACGCAGA
TCCTCTCAGCGGGAAAAGTCTGACCTCCAGAGAAAAATTACAAGCCTGGAGGAGGAGAAG
AACAGGGTTGTGGTCCAGGAAAAAGTTAGGGAGATTGTCCGTCCCGATCCAAAGGCGGAG



AGTGAGGTCGCCAATCTCCGTCTTGAGCTTGTAGAACAACAGAGGCGCTTCAAGGATGCA
GAACTTCAGTTGAAGTCTCTGCAGGATGAACTGACCATGCTGAGGAACCGAGGACCTCAG
GTGGAGGTCAAAGAGATGATCAAAGAAGTCATCAAGTACAAAACAGACCCACAGACCGAG
AAAGAGCTGGAAGGTCTTCGTGAAGAGATCGTTGATAAAACACACCAAATTGAGAAATCA
GAGATGGAAATCCGCCAACTTCGTGACGAAATTCAACGATGGAAGGAGACAAAGCCTCAG
GTCCAAACTAAAGAGGTGGTCAATGAAGTGCTGCAGTACAGAGAGGATCCCAAGACCATG
GAAGAGATTGAGATTCTAAAAAGAAAGCTGGCTGATGAGCAAAAGAAACGCCTTGATCTG
GAGAGAGAAAAGTCTGCCCAGGAGGAAAAGATCAGGCTAAAGAAGTTGGATCTGTCTCAG
GTCAGAGAGAAGATTGTTGAGGAAATAGTGGTCGAGATGGTAGAAGATCCTATCCTCAAA
TCAGAATGTGAGAACTACGTCCAGACCATCAACAAGGAGCAAGAACTGAAGGAGAGCTTA
AAAGCAGAACTCTCAAGGCTGCAACGACAGATCGCTGACTTAGACCTACAGTTGGAAGAA
CTGGAGCGGGAGCGGAAGGCAAGACGTGAGGCGGAACTGGAGATTCAGAGGCTTCGGATC
AGGCTGAATGAGCTGGAAATCCGGGACAAAGAAAATCGCGAGAAGGTGACAGTCAAGCAA
AAAGTGGTGCTGCAGCAGGATCCCCAGCAGGAGAAGGAACACTCTATCCTGAAGCTCCAG
CTCGATGAAGAGCGGCACAAGCGTACCTTGCTGGAGAAGAGGCTGGACGCCCTCAAGCAG
CAGCAGCTAACCTTGGAAAGAATGGACGTGAAGGAAAGAGTCGTCCGCACTGAGAAGGTC
CAAGTTGAAAGGGACCCAGAAGCCGAGATGGAGATTGATGACCTCCGGAGAACTTTAGAC
GAAGAAAAAAGGAGAAGGCGTGACCTTGATCAAGAGCTCGCCAGCCTTACTTCCAGGCTC
TCAGATATGGAGTTTCATCAAACTAAGTCTACCAAAGAACTGGACTACATCAGAGACGAG
AGCAACCGTCTGCAGCAGGAAAACCAGAGGCTGCAGAATGAGATCCGCAGACTTCGGTCC
GAGATTGACATTACTAGCAACGAGACAAAGCTTATCACCGAGTCTGCACCAAGGGATGAC
GGGAAGAACTTGGAGATGAGACTTGATGCTTTGCAGAAAGAGCTTGCAGAGCTCAAACGC
ATAACAGTCCAGAAGGATGAAGAGATTGAAAAGCTGCAGAAGAATCTTGGGTCAGTTAGT
ATCAAGAGGGAACAAAGAGAGAGCCACCTTCGGCGCTCTATCGTCATCATCGATCCAGAC
TCAGGCAAAGAGATGCGACCGGAGGAGGCCTACAAACTGGGCCTGATCGACTGGAAGATG
TTTGTGAACCTGCAGGGTCAGGAGTGTGACTGGGAGGAGATCTCGGTCAAAAGTCCTTCA
GGGGAGTCCACCGTGCTCCACGACAGGAAGTCTGGAAAGAAGTTCTCCATCGACGATGCG
CTGCGAGCTGGCCGCATCACTGATAGGCATCTTCAGCAGTACAACAACAAGGAAATCTCC
ATTCAGGAGTTTGGCTTGATGGTATCAGGCAAGACCAAGTGAGCAGGTCAAGATAAGGGT
TTGGGGTTCAATGCTCAGATTCCTGTTTCAGCTTTGGTTAAAGAAATCCTTTTTATAGTT
TGCTCTCAACACTGTGGGAACTGGGCCTTTAGCTGTTTGTTTTTTAATCCATTTAATTAT
AATGGGCTTCTCGTCTCCTCTGTGTCCGCTGTGCAAAGATTGAAACTCCTGCCCTAACAT
AATCCACTCTGAGCCTGTACTGGGGTTAATGACCTATGACCTAGCTACTATTACTGCTTT
ACGGGGTTGAACTTATACATTCTGGAAATCAAGCTGTGAAAGCTGAAATAAAGAGAA
>CL1074Contig1
TTTATTGAAGAAAAAAGAGAGAGAAATTTTGTGCTGTAAAGCAAAAAGAAACAATTTGCA
TAATCAAACAAACCATTAAATAATGGTAAATAAGAAAATAAAATTTGTGTAAAGAGCAGC
AGTAGTTGAGTTGGGCCCATCAAAAAATTCTAAATTTATTCTGCTAATGCATATCTACTA
CGAAGAATGGTACAACAATGAAATAATATACCAAACTCGGATCCCTACTAATTTGTGGTG
TGTCTTTTCTTTTCAGATCCTAATGTAATATAGCTAGGAGAAAGCTCCACTTCTCTCACC
ACAAGTGTAATTAATGGTGGTTAAGCACAATTCATAAAAAAGAAAATGCAGAAAATGTTT
ACTATACCTATTTGTCCGTAAGTCCAACACCACTTACTCATTTTTTTATATTTTTCTCTA
CCATAAATATTGATCATTTCATTCTAAATAGATTCAAATAAACAATGCACAAGCCTCAAT
AATGAACCTTAGTCTGAAGATCTCTGTGACAGCAATTATTTATTAAATGCATATTATGAC
CAGCATAAGCTTTGTGAAAGGATTCCAGATTTTCATTGGCAGGAATATAAAATAACTACT
TTAAGCATTAAGCTTAGACTGAGCTGTGCCTGTGCTAATGCAGCAGAATAAGTACCATTC
GTCAATCTGAGGCCAGCCCCTTGTTACAGAGCCTTGTCATGAACAGACAATAAGATGGAA
AAACACTGTTTCATTTGTATGTTTTAAAAAAGGGGACACATTTGATTAAAAAAACAGCCA
AGAAGCTTTGTTGCAGCAGATTTCATAACACAGAAATATATTGCCTTTGATCGGGTAGAT
ACGAAGCAGCTCAGACGATCTTCAAGTCCTTCATAGCCGACTCCAGAGTCTTGACATCCC
AGATGCTCATTCCTCCATCCATGCCGGTGGTGCAGAACTTGGTGCACTGGCTTCTTCCTC
CTTCCAGCAAAGAGATTTGACTGATGCTGTTCTTGTGCAGCGTGTTGAGGTCCTTGTCGG
TGCCCTGAGTCTCTGAAGCTCGGCGATCCAGATTCTGGAAACGCTCTCTGGCGCTGATTC
CCTTCTGGGCAGCTTGCTTTGGAACATCCAGCTTACCGCCAAATGTCAGGCTGACTTTGG
CGCCATCGTACACAAACAGCATTGGGTAACAGTCGTGACCAGCTGCTATTAAGCTGTTCT
CAGTGATGAAGGTCACACACAGCAGAGGAAGCGTCTCTGAGCTCAGGCTGCTCACCGTTC
CAGTCTTGCCTCCCTCTGCGACAGATACCGTGGAATCATGGGAAACCCAGGCCAGACGGT
TGCCGGAGTGTGAGAAACACACACTATGCACCCAACCGCCTCCTCCTCCTCCTGAAGTCT
GGACCTGAGCTCCTGAACCTCCTGACTCAAACAAGACCTCCCCAAAAGGCATCTTGCTGC
CCCAGGGGGTGGGGCTCGGCTTCTCCTCCACCTCCTTTATATAGGCAGAGAAAACCCTGC
ATTTGAAGTCACATGATCCGGCTGCCAGCAGCACATTATTGGGATGCCAGTCCAAACTCA
AGATGGTAGAGCGGATTGGCTTCTTGATGTGCTTGCACACCCACCAGTCATTTTCCTGCT
CAAAATAGCAGATGGAGATGAGCCGCGAGCCGCTGCCGACAGCAAACTTGTTCTCCTTTG
GCGACCACTTAACACAGCGAGCAGCACGGTTGATCCTGAGGATGACCAGGGTGGGCTTCC



AGACCCCCTCTTTAAGGGTCCACACGTAAGCATTACGGTCTGCTCCGCAGGTGACTATAC
GGTTACTCTCTGGAGCCCAGTCAATTCCTGTCACCTGTCCATTATGCTCCTTCAGCTCGT
GGATTTTGGTCCACTTAGCCCCATCTTTCTTGTAGATGTGGACCTCATGGTTGTTGGGGC
ACAGTGCGATCTGGGTTCGATCTTTGTTCCAGGCGTGGCAGCTAATTGGTTCCAGTAAAA
AGCTGTGGTACGACATGGCCAATCAAAAGTCAGAAGCAGAACAGGAAGTAGGGAGAGGAA
CCAGGAGCCGATGAGCTGAGAGATTAAAAGTCAGGTCCAGAGGGCAGGACTGAGGTGCAT
TAATGTCAGAGGTAGCAACAGAACAGAGGCAGAGGAACACTGTGGACCAAAGCAGGATGT
TCAGCTCGCGGACTCTGGCCAGTCAACACGAACGCAGTCGGCAGAGTGAGCCCCCGGCCA
TAAGGCCCGGGT
>CL1075Contig1
GTCAGGTTCTTTTTTAACTTCACCTTATTTCAGTGCCAGTGTGTCACATTTCCTCATTTA
CTCTTTATTAAGAATCGATTTTAAGCCGAGACTTTATCTTTGTGTCACGTGACCTTGTTG
CGGTTTCTCTGGAACAAATTGTTCTGAATTATTTTTATTTCACGTGTGAACTTGCTTACG
TTAGCTCTTCTTGTTCAGCTAGCCGCCATTCATTCTCTCCAGATAAAGTGTAACATTCTG
TCTACTCATCATGGATCAAGCAGCGCTCGCGACAGGAACACCAAAGGGCCCGTGGGGTTC
TGTGGCGCCGGCCCCTCCGGCCTGTTGTCTGACTGAGGTGATGAGCGAGCAGCTGGCCCG
GCAGCTGGACGAAGAGAACAACGTCCTGCCTTCGCTCTCAGACCCTGCAGCTGATCTGCC
GTCGGAGGACGCCCCCGACACCGACAGTGACCTGATGCTGGCCCAGATGCTGCAGCTGCA
GTTCGACCGCGAGTTTGACGATCAGCTGCGCCGCGAGGAGAGGAAGTTCAACGGAGACAG
CAAAGTGTCCATCTCCTTTGAAAATTACCGCATGGTCCATCCTTATGAGGACAGCGACAG
CTCGGAGGACGAGGTGGACTGGCAGGACACCAGACACGATCCCTACAAAGCTGAGAAGCC
ACAGGCCACGCCCAGGAAGGGCTTCACAGGGAAGGGGAAGAACATCACCACCAAACACGA
CGAGGAGACCTGCGGGCGCAAAAACACGGCGCGCATGGACAACTTCGCCCCAGAGGTCCT
GGTGGGAGACGGGCTGGGGATGGACCTGAAGCTGTCCAACCAGGTGTTCAACTCCCTGAA
GCAGCACTGCTACAGTGAGCAGCGCCGCAGCGCCCGGCTGCACGAGAAGAAGGAGCACTC
CACCGCCGAGCAAGCCGTGGACCCCCGCACCCGACTGCTCATGTACAAGATGGTGAACGC
CGGCGTGCTGGAAAACATCAACGGCTGCATCAGCACCGGCAAAGAGTCTGTGGTCTTCCA
CGCCGACGGAGGAAGTCTGGAGGAGCAGCCGGTTCCAGACGAGGTGGTTCTGAAGGTGTT
CAAGACCACGCTGAACGAGTTCAAGAACCGAGACCGCTACATCAAAGATGACTACCGCTT
CAAAGACCGCTTCAGCAAGCTCAACCCGCGCAAGATCATCCGGCTGTGGGCCGAGAAGGA
GATGCACAACCTGAGCAGAATGAAGCGTGCAGAGATCCCTTGTCCAGAGGTGGTGCTGCT
AAAGAAACACATCCTGGTGATGTCGTTCATCGGAAAAGACCATGTCCCTGCTCCCAAACT
CAAAGACGCCATGTTGAGCCCAGATGACATGAAGGCCGCCTACCACCAGGTCCTGCATCT
CATGCAGCAGATGTATCGGGAGTGTCACCTGGTCCACGCTGACCTCAGCGAATACAACAT
TCTGTGGCACCAAGGAAAGGTGTGGCTGATCGACGTCAGTCAGTCTGTGGAGCCGACCCA
CCCCCACGGCCTGGAGTTCCTCTTTCGAGACTGCAGGAATGTTTCCACGTTCTTCCAGAA
GAAAGGGGTGAGCGAGGCCTTTGGCGTCCATGAGCTCTTCAACGCCGTGTCTGGGCTCAA
CATTCCCATCGGCGCCGAGGATGAGTTCATGGCACAGATCGTGGCTCTGGAGAAGAGGAA
CGAGGACCACGTGCAGAAGCGGGGGAGGAAGACGTTCCCCGTGTCTTTGGAGGACGGCGG
CCCCCCGTTAAAAGTCGATGCCGACGACTAACGTGAAGCCGGTTCTCTGTGAGACCCGCC
GTGTTGAAAGCTGTCTGGACTCCGGTGGAGGAAGACTCCTCCAGGACGTCCCACCTGCCC
CACTAAACCCTCCCACCGCCTCGCTGAAAAGGCAGATGGGGAGGGGTTTTTTCAGGTGCA
GCTCGCAGTTTCCTTCTGCTTCTTCTGGTGTTTTTGTCCACGCCAGCAGAGCTCCACCCC
CCGGTTCTGAGGACGCGTCTGCAGGAGGCTCAGAAGCTTCCAGTGGTTCTCCTCAGAGTT
GAGTGGTGCTTTTGCTTGTTTGTGGGTCAGAGGCAACAAGGCCGAAATAAAATCCTGACA
ATGGCAAAAAAAAAA
>CL1076Contig1
CACGAGGGTTAAAAAATATTTTATTACAACACTACAGACAGATATTACGCTAAATGAAAT
ACAGGGGAGGAAGAGGTAGTTAGAACAAGTGTTGACACTTCTACAATATTTTCCCCTGAG
AATTACAAATGACAGCCGCTACCTACCACCAAGAACGTGTAACATTCTCTGGTTAAGAAC
ATTCTTTTCACATGAAAAGCTTTGTCCTTGTTGTAATCACAATAATTTGGCCCGTCACAT
TAGATATAAATCAGTTTTAGATTCACACAAAAAAAGACTCATTTTAGTAGTAAACATACA
GTGTGTAACAGTTCTATTAACACGAGGGGAATAAAGTTACTTTAAGACAACAAAGTTTGC
TCATGGATACCATAAGGTTAGTCACTAAAATGTATTTTTGCAGGAAAGATATTATTGGAG
CTATATTTGAACTCCGAAGCAACCTTTGGAGTTGCAAGTTAACAATTGTTAGCTGACAAA
TTAGCTGCAGTTGTCTCGGTTACAGGCCTCTCTTTAGATTTTATATTTCTTCTTTCCACT
TTCGCTGATCACACATATGTGATTGAGGTCTCTGAAATACTCATTATAGTCCAAGGCATA
GCCAACCACAAAACGATTGGGTATCTCAAAGCCGACATAGTCAGGAACACAGGTTGGGCT
GAGCTGCACTCTCTTTACCAGTAACCCAGCTATTTTGATCATTTTGGGCCTGAAAGACTC
CACGTGCTTCAGGAGGGTCTTCATCGTCTTTCCGGTGCCCACAATGCCCTCCACAATCAA
GACGTTCTTCCCAGATAAAAAAGACAGATCTTCTGCTCCGAGAATGTGAAGATCTTCAGT
TGACTGGTCATTCAGGTAACTCTTCAGGCGGATGAAGTGAACTCTCATGGGAATTGTGTG
GTCGGAGTTGCAGCTGAGAGCTTTGATCCTGTCCACCAGGTCGGCGCAGAACTGGTAACC
TCCTTTCAGCACGCACAGAACCACAATGTCATGGTCGCCCAGGTCATCCATGATGTTCCG



AGCCAGGCGCTCCGTCCTATCCATGATGACGCCATGCGGAATGATGACGCAGTCCAAGTC
TCCGTAGTAGTGCGCTGGGTAGCTGAAGAGGTCCAGGCTGTAACCTGGCCAGTCGTCGTG
AATCACAATGCCCTCGCTTTTGCTCTCGGCCCGGACAGAAACTTCAGCCATTTTGAAGAA
GAAGAAAAAAAAACCCGCTCTCGTTTCAACCAAAGTGCTGCGAGTCTGTGCGGAGAGGTG
ACCTGGTCGGGAGGAGGATCTGCGCGGGGGAATGTGGAGCACTATTGTGAAACCACCGTG
AGTCCCTGCCCCTCTGCAGTGTCCCCCGGCCATA
>CL1077Contig1
GGCACGAGGGCAGCATTCTCTGCAGCATCCATGCAGGTTTGCACCCCAACACGACATGAC
ATTACTCCACGCAAATATATAGACTGGCATCTCCACATACGTCGGGAGACGGTCATTGTG
GGAGACTCTAATATTGGCAGACTTCCATCCTTCAAGTCTGACCACATCCAGATTGACAGC
TTTCCTCAAGCCACATGGCAAGACGCTGAGTTCCTGCTGAAGAACGCCACCTTCCACACT
GAACCAAAGACTATTTTGTTGTCATTCGGCATCCACCAGAGGACTCATCAGGACAGGGAT
GTCCCAGTTTTGGAAATGTTCCAAACTGTTAAAGTGGCAGAAGAACTTTTCCCAGAGGCC
AAAATTGTGGTCCCTGCAATCAAGTACTCACCTAGCCTGCCACCACAACAAAAAGCTGTG
CTGGACTATTTGAATGAGCATGTCGTGGAACTATTTAATCACATCCCTCTTTCAGGTGAC
TCTGTTGAAACAGGCCAGAACAATGTGGACTGGACTGCAGACGCAGCGTTGAGAGTTCTG
CAATACTGGGGTCCCTGGTTAAAATAATTCCCCCTTAATCTGCTTTGGAGGGAGGGAAAA
TACAGAGTGATCAACATTCATTTACATCTGTTTCTTTGTTTTCAGAGCAGCTCCAGCACA
AAAGATGGTTCGCAACCAGTGTCTTTCCCTCTGTATCCAGAAGAGGGACTTAATGTGTAA
ACCAATCAGGTTGATTTACCTTTCTTTTTTATCCAGCAGATGGAACCAAAGAGTCTCATA
ATCTGAATGCTTAATTTTGACTGTCAATTTCTTTGGGCTTAACCATGGCTGTTTGACCTT
CATTGAACCATCTTCATTTAACTGTCCCTGGTCCCTACCTCTGACCCTAACCAGATGGGT
TTGGTCCCCTAACCCTAACCGGATGATTACTTTGCCCTAATCCTAACCCCTTTGGACCCA
TAAGGCCCTATACTTACCCACTTAAAGATTTGGATCCAAAATAATGGTAAAATTTGACCC
ATACCTACCTGCTGTGATTACCAGACAGCTCCATCCACGAGCACAACCCTGAAACAAAAA
GAAAAAAATAAAGTTAAGGGGAGATGAAGGTGGAGCCATGGTCGAGACAGAGATGGCCCG
TGCATCAGGACCCCATGCTCGGCATGGGGTTCTTAATTTTCTCACTCCTAATCAGCCAGA
GCCCTCTGATTCTTTGCCAGGCTTCTTCCTTTTCTCCTCCATCATCTAACTCCAGTTGGA
AGGACACATGCTGCAAATATACAATCAGTTCAATTTTGATTTAAAAGAAGAAAAAAGTAT
TGGTTTAAAAGCATTTTGTAATGTCTGATTGGTAACCTTACAATATATGTTCATGTTTTA
TTGTTCAAATAGTTTAAACATGACTCCTTTTATGTGTAAATAGTTAAAAGTGATTTTTTT
ACATGCAAGTACAAAATGACAACAGTCATTGAATGTAACCCTCCGAGTTGGAATATTCCC
ATACTCCGCCGGGCCAGTGGAGGGCGCACTCTGCCCAGAGACAAGCAGCGATTGGTCACT
GAAGGACCCAGGTGCATTTTGGGTATTGATCCGTGTTGTTGACGGTGACTTGACTTTGAT
CTCCAGACAGAGCGGACCTCACTCGGAGCGCAGCTGCAATTGCAGGTTTTCATACTCAAT
TCGAATTTATTCAAAGCCATTGCCTGATGAAGACTCTTTACTGTTCGAAACGTTGCAACT
TCGGCTTGTATATAGTTCTATTTTAAACCTGAACGCTCCATTAATAAACCGAAATTCATC
GGTGAAAACACGACTCGTCCTCCATTTTGTATTAGCTTTAGCTTCTTAGTAGCCACGTCT
GATAGAGCCTTATTGAGCTAATATGGCACCGAGGCCACATGAAGGCGACTGGATACAAGT
CCAATCCAGGAGATGCAGAAGAAGAGGCCGTGTGTTCGAGCGAGACTACAGCAGCACGTC
ATCCAGTCATCCACACCACATCAAGGGGCGCTCCTACGCTGACGCAGCCAGGGGGGACCC
GCAGCAGCAGAGAGAGCCCAGCCCTTTTGAGCGACAACACGCACGACGCCGCAGTACACC
GCCAGCATCCTATTACTGGCGTGTTTACCCTGACGATGAGGAGAATCTGCGTGCTCAGGG
ACCCCAAAGGATCGCCAGATACCCAAACCAAGATGGCGGCCACTGGGTCACAACACGGGG
AGCGGAAACCAGAGCCCCCCCACATAGAGTGCAGTCGGACGACCCAGACTTTACACA
>CL1078Contig1
GATTTTTCCTCTTTATTATATACACAAATTTAAAAGTATAAAAAAGGATAAAATCACAAG
CAACTTTATGCAGAACATTGATGAAATTTTAGCCAATCCTCTAAACCCAACAACAGCATT
AAATGTGGTTTGAGGCTTGGAAGGCTCGACTTAATGTACATTTGGAAACAATCATAACTT
TGTTAGATATAGGGGTACGTCTTCACTGATTATGACAATAGCACATCGTTTAGGCTGTTA
CAATCTGATCTTTTCAGTGCGCTCCATGCTCAGACAATAGCAACACAATGCCACAGTGGG
GAAAAAAACTAAAATTGAAAGGATCTGCATTGGTTTCACTGAAGGTGTGCTTTGCAGATA
TGCCCACAACATGATACAGGGGTATAAAACAAGACGGGGCCCCAAAAACAAAACATTAAC
AGTAAACTGACATTTAAAAACTTTAATGAGTTCCTTAAGATATACAGTAACATGACAAGA
GGAGCCCTGCAGAAACTAAAATGCAGCATTTAAAATCGACTGCATGAGTATTTTCCATTC
TCCCCATCGCAGAGCTAAAACTAATACAAAAAAACAAAACAAAAAAAACAGTATTTTAGT
TAAAACAAAGTCCGGGTGGTTCAAACATGACTCTTGAGTGGTATGGAGGATGCTGTTGAT
TGAGGATATCTGCCTTTAGCAGGAATTGATGTCTGTCTTGGGCACGATGCAGCCAACATG
CACCCCCCAATGAGACCCAAGAAGGCACCGGCCCAGGTGATGAAGATAGCGGCGCCAAAC
TCATACTTTGAATTGACGGGAGTGAAAGGGTTGTAGAAAGCTTGGACGATGTCGTTCGTG
TACCAGCCGCAGGCCACGATGGCGCACAGAGCTCCAACCAGCATGATGATGCCTCCAGCC
ATGGCAATGCGACTCTTTTTGACTTTGTCGTCTCCACCACAGGTGGTGCACTTCATTCCC
ATGCAAGCTACACCCAGACCAGCCACAGAGACCACAATGCTCAACACCATGAGGGCGCGT
GTTGCCTGGAGAGCACCGTTGAGCTGCAGGATGGAGTCGTACACTTTGCACTGGATCTGG



CCCGTGCTCTGGAACGCGCAGGACATCCATAATCCGTCGTACATGGACACCGCCGTGATG
ATGTTCGAGCCAACAAAGGCGGACATCTTCCACTGGGGCAAAATGGTTCCAATGATGAGT
CCAAACACCGCAAGGAGGCCGAGAGCGAACCCCAAAATCTGCATACCGGAGTGGGCCATC
GTTCCCCCCACTTGCTTTTACGAATTAAATATATATGTAAAAAAAAGTAAAAATAAAAAG
CAGCTGTTTTCGATTTTAAAAAAAACAAAACACGACGTTTCTTTGACAAAAGTTCAATAA
AATCACTCCTCTGACAAAATATCTGCTTGTATTCCTTGGTTTAGCGAGAAGAAAGTCACA
CAACGCCGGTAGTTGGAGTGAATTTAAACTGGGTCGCTGCTCTCCCCGGCCATAAGGCCC
GGG
>CL1079Contig1
TTTTTTTTTTACTTTTNTAAGACACCCTTTGTGAAAAAGACATCAACAAACAACATCAAC
AGCAGGTGGAAGATGTGTGCTGGTTTCTGGTTTCTGGCTTTCCACGTTGCATAGACAGAT
AGAGGGATCAGAACTGAACACAGAGACAGTTTTTGAATCAAAGTCACTTGCTTTTATCTA
CAAAGACATGATTGCATCCTTAACATCCTTTCCTTTTCAAAACGATTCAAAAGAGCGCTG
TCAAAGTAGAAAAAGAAAACAGTTGCACTGCATAGACAACAATAGAATGAGTCAATTTAG
TAGCACCAAAGTTTTGCAGGAACTGTTGATCATCTTTGCAATGACAATGAGGGTTTCACT
ATCAAATACCAATAACTAAACCTTACTAATAGCACCTTTAATTGGTTTTTAATACACCCC
TACAAAACTAGCTGGAAAAAAAAACTTTATTCTAGGGGTGACTTCATATGAGGTAGCCAT
CTACATACTGCAATGATCTTTTTCATCTTTTCTTAGTTTTTCCTAGGTATTTCCCTTCAG
AATTTAGATCAAGAAGACACTCCACACTTTTTACAATTTATTTGACACCAGAAAAATGGT
ACATATCATTGGTTGTTTTCAATGTCCTTCTGCAGTGATAGAAAATGGCAAAAGTCAGCT
GTGTTTCATTGCACATGTGGCTCTCTTTCTCAATTGTCAAAGGGAATATTTTACAAAAGT
AAACATTATTTTCTTGTTGTTAGTGGAAGCAAGAGATTTTTCTTTAAAGTGTCCTCATGG
TTTGGTTGCAGTGGCAGTCCCAAAAAAAAAAAAAAAAAAAATCTCAGGGNCGGNAAAAAC
AAAANAAAAAACNCTGNCTNCANAAAAGGGGTTTTAACCANGNGNCCCANNGGCACCCAA
ANGANTTTTNATTGCAAAAAAAANGGGATTTAAAAATNACNGCTAAAAAAAAAAAAAAAN
ANNANTGCCCCNCCCNNNTTNNTTNCTTTTTNANAAAAANNAAANGGGNCCANNTNCACC
CCCAA
>CL1080Contig1
TTTTTTTTTTGTTGAAAGAATCTTTATTAAAAACAACAATTGACAACCTGGATTCCAAGT
TCCTCAAAGAACAAAATCTGCACAACATATTTGGTACGTGAACTTCACTCCCAGAGCAGC
AGGGGTGGGGCTTAGTCCACCTGTGAGCCGCCGGTCCTTCAGCTGAAGGTCACCTGGATA
TCTGTCACGTTCCACCCAGACAGGAGTGACTCCTGGACTCTGAAAGTCCACCTTTGTTTC
TGGGTCCAAAAATCAGGTCCATCCATCGTCAAAGACTCCTTCAAACTGAACCAGAAGCCA
TGTTCATCGTGGGAGAACGTCCATCTTCATTTGCCCCTCAGACTGGGAGCAGATCCATCT
CTGGCTCCTGAGTCACACCAGCATCTCAGGAGCTCTGAACTGAAATCCAGCTCTGGAGAA
GACAACGTCCCATCATCCAGGGAAGGTCCGAGCTCTTTAGCGTTCCAGTGGAATCACAGC
CACCGAGGCAGATGACGGTCCAGGAAACCAGCCAACCTGGTCTGAGATGCTGCAGGAAAA
CCCATGTTTGAGGTCCTCCGTTCGGCTCTGCTCCGTCAGCGGGAAAGACCCCCGGCCATA
ATGCCCGGGTTTA
>CL1081Contig1
TAAGTACACCTACCAACATTTTAATATCTCTAAAAAGGGACAATAACAGAAAAGTATGGA
TTTCAAAAAACTTTACAGAATCAACTTGTGTGAAAATAACCCCACCTGATTCTGACCATT
TATACTGATAGAAATGATAACCAGATGAGTTCATAAAATGTTTGAAGTTGGAAAGGCACT
GAACGTGAATCATTCATGGCATTTCTTTCAAAGGATGTGTTTAAACAAAGGAAATCATAA
ATGGGAACAGTAAACAGGCACAACAGAGAGTACAGGTTAGTAATAGCATATATACATGTG
CATTTCTATGGAAGCATAAATGACAAATGAGGTGCTGCCATCAAACCTCTACTTAACAGT
GAAGAAAAGATGACTCCTCTTTTTTCAGCATCTTCACCTTCATTTGCTACTGATAAAGCA
ACAACAGGGGTGTGCAGTAATATTTTATATATGTATGCAGACTTTGCAAACATATGATTT
CCATTTAAGTCCATTCACATATGTACACACACGCACGCACGCACACACACCTGTCAATTT
CTGCTTCAGTGCTGTTAATATGGCTGTCACACAATGAAAAGTTGTTTTTGGATACATGGA
ATATCAAATAAAGTCAAGTCCAACATATTCTTATAAATAATAAAAATGGGCTTAATGACA
CACAAAGTAATACAGTAATAACCTGAGGAGGGGTAAGTGTAACTGTAATGGAGGAATGCA
TCTTATCTACATCAGAGTGACTGGTGTAAATCCGTTTTTTGTTTTTTTGCTGGTTTTTTT
GCAAATTTGCGGTGGTTTGACACTTGACACAAGCAGTGGTAAGTCCCAGTCTTTTCATTA
GTAGATTTAAACATATTACAAGGTGAGAAAATCTATAACAACGTGTAGTTATATGATGGC
ATTGTGTGGCTTCTGTGGATTAAAAGAAAAACAGGAAAAAAAAGTAAAAATAGCACCTGA
CTTACACAAACAGCCCTTTCAAAATGAACCCGAGTTTACCCGTTTTGGGGCGTGAAATCA
GTGCAGTGGTAAACTGGGTGGCATTCTTTGGAAACATGCTTTCTGCATGGAGCAAAAGGC
CGCTTGGTCTCTATGTCATGTAAAGTTCAATCTCTGGCTGTTGTGTATCCCACGCCTCCC
ATCCGTCTCCTCTTAAAAAAGCAGGGAAGTAGCACCATCCTTTGAAGACAGGAAGTAAAG
CCAGAACACCGGTGCATGTCTTGTTGTTTAAAGGGCTTTGTTGTTTTTTTTTCTGTTTTT
GTTTGTTTGTTTGTTTTATTGGGGGTTAAGTTCTCTTCATGCACACCTGACACCGGCTTA
TTTGTGTCCGGAGTTCGCCTGCCTTAAGAGTTGTCGGGATTGGTTTCTTAAACATATTGC
TGTCCTCAATGGTGGCTAGCCAGAAGCTGTAAGAGTTGGCATAGTAGTTGCAGGTTCCTC



GCCCGTGGCACTCGATGAACGGAGCGCTCCGGAATTCCTCTAGACA
>CL1081Contig2
ATAAAGGTGAGCCTGGAGAGGACGGAATTCCTGGATCCACTGGGGAGAGAGGAGACCCAG
GTTTGCCTGGTCGGGGTGTTCCTGGACCTCCTGGAGAACTTGGTACCAAGGGTGACAAAG
GTAGCTCTGGTCTTCCTGGGGCCCCAGGTAATCCAGGTGTCCCTGGAATCAAAGGGGACA
AGGGCTATCCAGGTCCACAGGGACCGCAGGGAGAGACAGGGGAGCGAGGTCTTCCTGGCA
TTTCTTTGCAGGGACCTAAAGGAGACAGGGGAGAAACAGGAAATCAGGGAGCACCAGGAC
CCAAAGGAGTGATAGGAGAAGCTGGCTTTCCAGGCAGAGATGGTGAAAAGGGCGAGAAAG
GCAGTCAAGGTCTTCCTGGTTTCCAGGGAGAAACGGGACACAAGGGCGACCCTGGAGTTC
CTGGACTTCCTGGTCAAACTGGTCTTCCAGGTATTGATGGCCAGAAGGGTGAAAGAGGAC
TCCAAGGTGTTCCTGGTTTTCCAGGTACAAAGGGTGAAATTGGAGACATAGGGTTCAAAG
GAGAAGTGGGGGACAGGGGTTTCCCAGGACTAAAAGGTGGTGAAGGCCCGCCTGGTCCTC
CTGGCCCTCAACTTTTCATAAAAGGAGATGTTGGGGCTCCAGGAATTCAAGGCTTGCCGG
GCCCTCAGGGGCCAGCAGGGTTTCCTGGACTGAAAGGGCAGCAAGGGATAACAGGTTTTC
CAGGGCCCAAAGGTGACAATGGAGTTCCTGGTTATGATGGTCTGCCGGGAGCTAAGGGAG
AGCCTGGTCTGCCAGGACCTCAAGGTCCCAGAGGGTATCCTGGCCCCCCAGGACCAGATG
GAGTTCCAGGGCAGGTGGGTGCTCCTGGCCCCTCATCCATGGACCATGGCTTCCTGGTAA
CAAGGCACAGCCAAGCGGTTGAGGTACCCCTCTGTCCTGGGGGAACCAGGCTCATATATG
ATGGCTACTCTCTGCTCTACGTGCAAGGCAATGAACGCTCCCACGGACAAGACTTAGGAA
CTGCAGGCAGCTGCCTCAGGAAATTCAGCCCCATGCCCTTCCTGTTCTGCAACATCAACA
ACGTTTGCAACTTTGCCTCTCGCAATGATTACTCCTACTGGCTCACTTCGCCGGAGCCCA
TGCCCATGAGCATGGCACCTATTACAGGGGACAGCATCAAACCCTTCATCAGCAGGTGTG
CTGTATGTGAAGCCCCAGCCATGGTGATAGCAGTTCACAGCCAGACGATCAGGATCCCAG
AATGCCCCGAAGGCTGGGACTCTCTGTGGATTGGCTACTCCTTTGTGATGCACACTAGTG
CTGGTGCTGAAGGTTCGGGACAGGCTTTGGCCTCTCCTGGTTCCTGTCTAGAGGAATTCC
GGAGCGCTCCGTTCATCGAGTGCCACGGGCGAGGAACCTGCAACTACTATGCCAACTCTT
ACAGCTTCTGGCTAGCCACCATTGAGGACAGCAATATGTTTAAGAAACCAATCCCGACAA
CTCTTAAGGCAGGCGAACTCCGGACACAAATAAGCCGGTGTCAGGTGTGCATGAAGAGAA
CTTAACCCCCAATAAAACAAACAAACAAACAAACAAACAAAAACAGAAAAAAAACAACAA
AGCCCTTTAAACAACAAGACATGCACCGGTGTTCTGG
>CL1082Contig1
TGTTTTATGTTTGTGCAATGAATGGTTNTGTACTTTAACCCTGATGCATTTATGGAAAAC
GTCAACAACGAGAAAAGAATAAAAAATAAGAATAAGAACATTTCAGAATGAAAAGCTTTG
AACAGATCCACATTCAGAGCACTGAGAACACGTGAGACTTTGCTGTGGGGGGGTCCGTCC
TTAAAAATGAAAGATGTGGTCTTCAATAAACCACGCGGATGCATACGGTCCGCATCACGG
CGCTGTCCCGCACAGGTTGGTGAGGCGGTTCTGCAGCAGGCGGATGCTCCTCAGCGCCGT
GTCGTCCAGCAGAGACAGATCCACCGAGTCCATCTGACTGGCGAGCAGCTGGATGCTCTC
GCCGTTGCCGATGGGAACGTTAATGACGATGTCCTCGTTTCCAGCCGCGATGGGGGAGCC
GTTAACGGAAATGCTGTAGACTCTCTCCTTGTGGCGAGGAACTCTAACTGCAGGAGTCTG
GGGGAGTCTTGGGTCAAAGCTGGGGGTGATGAGGGGCGTGGCTCCCATCAGGAGCGATGA
GTCCAGCATGCTCCTAGCGGGAGTGACCAAAGGCTTCCTGCTGGACCGCCGGATGGTGGT
GCTCTGCTTGCTGACAGTCAGCGCCTTTGCCCTCTTTGACGTGGTCGGGGGCTTCTTCGC
GGCTCTCCCCTTCCTGGTTGTGCTTGGCGTGTTTTCGTCCTCAAAGCTGGACTTGGCTCC
GCCTTTCTTTCTCGTGGTTTTCTTCACAGACTTCGGTAGATTGGCGTGGTCCTTGGCCAC
CACGCTCTCGACCACGGCGGCTTCCTCTTCTCTCTGCCTGACGCTGTCCACCTCTGGAGT
CTTGGGTTTCTCCATTTTGTAGAAGTCCATCCACTTCATCTGCCGCACGGCCATGGGCAG
CTTGATCAGAGCCATGTTGTAGCTGTTGTCGATGTCCTTCAGAAGGTGGTTGATCTTTTC
CTTCATCTGAACGACTCTGGTATTCACTTCGCTGTCGAAATCCTCCAAAAAAACTTCCAG
TTTTTCAATTTTCTGGTTGTTCTTTCGCTGCTTCGTGGTCCTTTTCCTGGGCGCCATGTC
CGCTCAGAACTTCACAAACAGGAGAAAACTGTGAAACGTTGTTTTCGAGATGGAAAAAAA
TAAGCCGCCGAGGACGTTAGCAGCTATGTTGTTAGCTTTGGAATCGGCAGGAGTTTATCC
GGCAGATTAATTTACTCCCGTTTTCATTCTTTGGTCTCACTTATGATATAAATGTTTTTA
GATTCAATTCGTCTGAGTTTGAAGCGGGTTTTCTTACAAAGGTAACAGTTGTGTGGGTTT
CCCTCTGGCCTGCCTTCTTCCCCCGGCCATAAGGCCCGGGTTAAACGGCGCGCTGG
>CL1083Contig1
GGGAACCGGAAGCTGAAAGGAATTTGTGTGGATCTGAGCAACCGCATCATCGCTCGAACT
CCAAAGGGAAAAAAACATTATTACGGCAGAAGAATGGTGACCGATGTGCAGCTGGCGATC
TTTGCCAACATGCTCGGGGTGTCCTTGTTCCTACTAGTTGTCTTATACCATTATGTTGCT
GTTAATAACCCCAAGAAACAGGACTAGTCACCCAGAATGACACGAGAGGAACCTGAGTCG
GCGCCTCTGAAAATGCCATTCTTCCCATCCACAAGCCCTCTTTCACAAATTCCAACTTGT
GTTTGCACACTGTTTGTTTTTTAATAAACATGAATAAATCGAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAACAT
>CL1084Contig1
GAGGGTTGGAAGTGACGGACATGACCGGGTGAAACTTCGTCTTCTTTCTGCCTAAGGGGA



CGCAGATCGTCTTGAAAATGGGGCAGTGCGGCGTCACGTCCTCCAAAACAGTCCTGGTCT
TTCTGAACCTGATGTTTTGGGCTGCTGCTGGTATCTTGTGCTATGCTGGAGCCTATGTCT
TCATCACCTATGATGACTATGATCACTTCTTTGAAGATGCCTACACGCTTATCCCAGCAG
TGGTCATCATCACAGTAGGAGCCCTCCTTTTTGTGATTGGACTCGTTGGATGCTATGCTA
CTGTGAGGGAGAGCTCCTGTGGCCTCACAACGTTCGTCATCATTCTTCTGCTGGTCTTTT
TGTCCGAAGTGGCAGTTGTTGTTCTTGGATATGTTTACAGAGCAAAGATTGAAGATGAAG
TGAACAGCTCTATCGTAGTAGTTTATGAAGAATACAACGGCACCAACAGCAACTCCCAGA
GCCGCGCTATCGATTACACCCAGAGGCAGCTCCAGTGCTGTGGGATCCATAACTACACAG
ACTGGCTGAAAACACGCTGGTATGAAAAAACCAAAAACAACAGCGTGCCCATTAGCTGTT
GCAAAACTACTGTTTCAGGCTGCACAGGGTCTCTTACCCACCCCGAAGATCTCTTCAAAG
AAGGTTGTGAGGCTCTTGTTGTGAAGAAGCTTAAGGAGATCATGATGTACGTCATCTGGA
CTGCACTGACATTTGCTGCCCTTCAGATGATGGGGATGCTGTGTGCGAGTCTTGTGCTTT
GCCACAGAAGCAGAGATCCGGCCTATGAGCTTCTTCTTGCAGGCGGCACTCAAGCGTGAA
AATGACAAAACCCACTTCTCTTACAGAATGTGTCATGTGCCCATTACAGAATGGGCACAT
TTGAAATCTATTACCACACTAAACTTAATCCACAGTTTGGACAGCTAACATTTCTTTAAC
CTGTTGTACTGAAAGCTTTTGGCTGAAGTGATCTATGGTTGGTAAAGCAACTTTACTTTA
AGCATTTAATCCCTGACATAATTTTCGTTGGTAGTTTGCACTGTGTGTATGGACTTTATA
TGATTTTATATATAGATATATATATGCTAAATTTAATTAAAGAATGATGATATTCATTTT
TCTATCAGAACAAATATTTATTTTATCAATGTTTCATTTTAATTCATGGAAATTATTAAA
ATTACACTGTTTGCCAGTATATTCTTAAAGTATACTATTGCAGCCCAAGTCAATGGTGTA
GCTCATTTTGTCTTTTCTGTTTTGACTCATAAGTAATATACCTCAACTAGTTTTGGTTAA
CCTTACTTTCAAATTTTTTCCTCTGTTATTTTGTATTTTATTTTGCAGTACAGACTAAAT
GCATGCAAGATGGAGTGCTTAACATAAAATTATATTTTGTTTTCATGGTTTCCTTTGTCC
AAATAAAGCCGAAACCCAGCAGA
>CL1085Contig1
AATGATGTGAAACAAGAAAATAGCAGAGAAAACTGACATCAACCATCATGTCTTCTGTGT
TTAGGATCATGGAGTCTCCAGTTTGAGTGTGCCAGGCGTGTGTGTGTGCTGCGCAGCCTC
CTGTGGCTCGGTCTGACATTCTACCATGTGCCAATGACACCACAGCACGGATACATTTAT
GTGGGCCTTGGAATGAAAAATCTCGATCTTCCATTCATGCTGTGAGACGGACATCCTATA
CTTCCTTGAAGTTGTTTTGTTTGAAAAGTGTTGCTGTTTTCTCCAGTTTAATGGCAAACG
TCTTTCATGTAAAAACCGATTCTCAGACAGAAAAGCTAATATTTTATTAAAGCATTTGTG
ATGCCTTGAGTTTACAGTCAGCATTTGCATTCTCCAGTTTTTTTTAAATGTCCTGATTGT
TATTGTGGTTCAGTTTAACACAGCTAACAGAATTTTATAAACCAGAGTTGGAATAAATAA
TGATGGATAAAGGTTTAGGGTTTTCTCCAAAACCAATTCCATTGACGTTTTGAGTGATGA
GCCAAACTTCCTCCTCCAGCTTTCAGTGTTTTATGTACAGAGGTTTTACACCATAGCGCA
CATTGTTCTTGAGAGCTGGATGACCCACAGCCATGCGCTTCTTACACCACTTCAGTCCAG
TTTTATAGATGGGTTTTACAGAGTCAATAGACCACCGTGTCAGGTACCTGTTAAGGTTTT
GCTTAGGCTTCTTAGGTACGTGACCTTCTGGAAGCTTAGGCTTGTGGTCAGGAAGAAGAC
CTGCTCGCTGAGCCATCTGTACACAGATGGCAATCTTGCGATGCTCCTCAGGACAAAGAC
TAGTTATTCTCCTCGGCAACATCCCTCCGTCAGACCTGATAAACTGACTCAATAACAAGA
CATCTGTGTAGTTGTATTTGTTCTGAAGGTTCCATCTATAGATGGGACACTTGGCAGTGG
GATTTGGAGGTTGTGGTCCAGCAGGATCATCTAGAATTTTTCCTTCAATAGTTGTTGTTT
TGTTTTCTTGTGTTTCCACCACTTGCCGAATTCCTCTGCTCTGAACGGTCAGGGTAGACA
TTATAGGGGAATTTTTTTTATGTAAACTCGATGTTATGCAGTTGTTACCAAGTTTTAAAC
CCGAGAACGAGGTCCAAAAAGACCTCCACACTGCATGGACCGCCATGTTTACTTTGTGAC
CTCCCCGGCCATA
>CL1086Contig1
CCCCCTCTNCCNCCGTCACTGTGCACGTCAACACACACACACACACGGTTCTACACGTAA
GCTTCAGGTTANAGCNCCANCANCCACTCAAGTGGTTAACTTCAGGGTGATCAACAAAAA
GCCTAAATACAGGAAGAGGTCAAGCTAAACATGGCGGGTTTCTCAGTCTGCGTCGTCGTC
CGACTCCTCCTCCTCCGCCGTCTCCAGCCAGGTGAGCCACTGGTTTACCTGGAACAATGC
TTTTCCTTTTCCAGGGAATTCTTGCGCGATGTCTTCTTTCCATGCCAGGAAGGCTTCTTC
TTCAATGATCTCCATGTCGTAGAAGTGGACAAAGTAGCGCAGCAGCATGCCTTTGGGGAA
GCCACTGGCGTTGCAGTGCACTTGCAAAGCGTAGAGGGCGCTGACCTGCAGCTCAGTGTG
GTCGTGCAGGAACTTCTGCATGACGGGCTTGAAGGCCAGCAGCAGATTCTTCTCCTGCTC
CAGCTGCTCTTTGGAGGGGGCCGTCAGCGGGTCGTCACCCTCCGCCATGCACAGCTCCTG
GTGGATGTACTGCAGGAAACTTGTCATGAGGATGTTGACGAAACCTTTGTCAGTGTGCAG
CTTGGGGGAGATATTGTCCTTGATCCACTTGTAGATGGACTGTGGAGACGGGTCTGCCGT
TATTTGCTTCAGCAGCTCTTTCTCCAGCTTCAGCAGCGGAAACAGGAAGCTCAGGCCCTT
TCCCTCAAGAATCTCCAGCATGCGGTCCTTGTTTTGGTCGATTTCTGGAAGCATCCTCTG
CATGTTGACCTTGCTCTGCTGGAAGAGGTCAGTGAGCCACTCGCGGTCTTTTAACTTAGC
CACCTGCTGCAGGCAGAGCAGGAAGAGGGGGAAGTGGGTGCCGTTCTCCAGTGGGTGAGC
TAGCTCCGCTAGGCTCACCAACTCCGCGATGATGGCCCGGCCTGCAAACTGGGCCAGGTA
GGACTTCACCAGGGGCACGTCCACCTCGATCTTCGGGCACTGGTCCAGGACATGGAGGAA



AGCCTGCATGAAGTTCTCTCCAGAGATGAGCCCCTCAGTGCGGAGAGTGTGAATTAAGGT
GCTGACATGCTCCTTATCCTCATCAGAGCGGTCCAAGGAAAAGAAGACGATCTTACTCAG
CATCTCTGGCAGGAAATGCTTCGGCGCCTTCATGTCTCGCACGCTGATCACAGCCTCAGT
CAGGTTCTTGGAGTTCAGGTACTCGGTCATGATTCCCTCCGTCATTTTCAGGAGTTCCTC
CTTGGCAGGAGGCGGTTTCTTGTTGGTCTTCGGAGGTTTCTCTTGAATGGGTGGAGGGTT
GGTCTTCAGGCCAAGCTGGGGAGGCTGTCCGAGGGGGGGGGTTTGAGTGAGAGGCGGCTG
AGCGCTGGGAGGCATCATTGTCGGGATTTGGGGTTGGAGCTTGGGCACCTGGTTCTTGTT
AAGCAGGAATGACTGTGCAGGCCTGAGGCTGATCTCATCGGCATTTAGCTGTCCTTTCTT
ACTGAAGCGTGGAGGCATGTCCTTGGNCTGCACCTNCTGCTGGGTCGTGTGGTTCTGGTT
CTGGCTAAGAAAATGCTGAGTTCTGCACCT
>CL1086Contig2
TGTGTTGGACTTTATTGACATTTAAGCAGAGGTGAACAGAAATCAGGAAAATCCACTGTC
TTATCCAAACACACAGGTTTAGGGTCAAATGTTTATTCAATTCAGGATCAGTTACAGGCT
TTTTGATGTACACTTCATCTCATGATCAATCATCTTATTTTCTGAAGCCAGGACAATAAT
TGGTCCAAATTTAGAACAACAGCAATTTCATTGGTGCATTTCTGCAAGAATCTGCTGGAT
GTTGTCCTACTTGCAAACAACCAGAAGCCTCCCTAAAAACGTCTTGCTTTCATGCTGGAA
AAGGGAAAAAACAACAACACAACTTGACCATGGCGGTTGAATAGCCTTCAATTCTCTGTT
CCTCACAGCAGGAAGCCTAAACAGCCCGTGTCAGAGGTAGAAACACGGCGTCTGTGAAGC
ACATCCACCACACGTCTTCTAAATATTGTAACAACGAAGGATTATTGCAACGACTCGTAA
TGAGGAGGAGATGACCAAGATGCTCAGCGTGACCAGAAAGAAAACTGTGGTTCAACACAT
TTGTTGTGAAGGTTTCACAGGTTAATGCTTCATTTTCGGCCTTTTCCTTACATGTTCTGA
CCTGCCAGCAGCTGGAGGCAGGACCTTCTTCAAGTTTGGGGGGAGAAAACGCTCAAAAGC
GTGAAGCACGTGTTCTCGTTGGCGCCTACATGCTGGGACTACTTTGAATGAGGATCCTCT
CCGAAATGAGTCGGTCCTCTACCGGGGAGGGGAGGGGGCACACCCGCCCCAACCCGCTGA
AGGGGGGGAAGCACATGCATCAACATGACAACGCAAACAAACCTGGAGTTCGAAGAAAAA
CACTTTAACTACTCTACATTTCACAAATTCATGACATTGATGAAGAGCTCGGAGGCGACT
GCTCCCCCTCTGCCGTCCACACACACACACACACACACACACACACACACACACACGAGG
TTCTACACGTAAGCTTTAGGTTAGAGCGCCAGCAGCCACTCGAGTGGTTAACTTCAGGGT
GATCAACAGAAAGCCTAAATCCAGGAAGAGGTCAAGCTAAACATGGCCCTCGTGCCG
>CL1087Contig1
TTTTTTTTTTGTGATATAAGACACATTTATTTCACAGGACAGAGTGAGACAAGAAAACAG
ACAGACAGTCCAGGCGGTAGCAGAGCGTCCATGAATAACAGCATCCTGGTCCCGCCTTGC
TGCCGGGGGCTGCTCTACTGAAGACCATTCCTCACTTTGTACTCGTGCACATCTGTGCTG
TGCTGCTTGAAAAGCAAAGCCCAGAGGAAGGCGGAGCTCCCGAAGGCCAGGCCCACCCGC
ACCCAATTGGGGTTCCTGGTGTCAGTCTTGGAGCTTGTAAAAGCAGATCTGGATCCAACT
CTGCTAACGAAACCAACCCGTGACAACAACCGGGATAAAGTCATCGTTACTGAACACCCG
TTCGGTCCGCCGCACAGGATCGATTAAACAACCTGCAGGCCTGACGTACAGAACGCTGAA
AAGTCGAGCGGCCGCCCTGACGGTACGTCACGTACTTTCCGGACCCCCGGCCATA
>CL1087Contig2
GGGTTCCTGGTGTCAGTCTTGGAGCTTGTAAAAGCANATCTGGATCCAACTCTGCTAACG
AAACCAACCCGTGACNACAACCGGGATAANGTCATCGTTACTGAACACCCGTTCGGTCCG
CCGCACCCTCGTGCCGAATTCGGCACGAGGGCAGTGCTGAATGAATCTGGAATGTCANGG
CAGCCNGTCGCCCCGGGTCANCAGGTCNTACTGGTCAGNCAGCATTCCCAGTCTGCAAGT
GGAGCTTCTGGAAACGTATACAGTACCTCAGGTCACGCACTTAAATGTGGGAAAGACCCT
CAGATGAACACTGATAACCGGAACCAGTGCTACTACTGCGACCAGATGTTCCAGAACGCC
AATGCACTGCGACGCCACTGCAGACAAGCCCACGGGAAGGACCGCTGTCATGTCTGCAGC
GTCTGTAGAAAGGCTTTCAAGCGAGCGACACACCTCAAGGAGCATGAGCGTGTGCCCAGC
CAGGCCCGTCTCCCAGCTCCCAGAAACCCAGACTCTTCAACTGCTCGTCTTGTGTGAAGG
CTTTCGCCAAACGCAGCCAGCTGGAGAGACACAACCGAACACACACGGGCGAGCGGCCCT
TTAAGTGCAGCCAGTGTGACAAAGCCTTCAACCAGAAGAGCGCTCTGCAGGTCCACATGG
TCAAACACACTGGGAAGAAGCCCTTCAAGTGTGAGGTGTGCAACATCAGGTTCACTCAGA
AGAGCAACATGAAGCACCACATGAAGAGGTCCCATGGCTACGGTCAAATTCAGGACATGC
CTCTGGACCAGGACGAAGCAGCGCCGCAGGTCGG
>CL1088Contig1
GGGCCCCATTAAGTCTCAGAACCAACCAGGTTAAGCTGCTAAGCCTGAGGTCACATGACG
CCACGCCCACCTGCAGTTCCCGTCACTCACCAGCAGAGGCGCAGTCCATTCTCCATTTGG
TTATTTTAACCCCCCCATGCAGGGGGCACCATCACTAACAGGGACTTGTAATGAAACCGG
TGCCTTGAGGCCCAGCCTGGCTCTCCAGAATCAGGTCACGTCACCCCAAATCTCGCCATC
TCCACCTTCTGAGGTCACCGCCAGACGCGCTCTGCTCTCCTCTCTAACACAGGAGTGAAC
AGATGTTGGACGTAGTTTAAGGGTGGTGGGGGGTCTCTGAGCGTCGATCCCAGCGTCCCC
CGAACCGAGGAGACCCCGTCTCCCCCCAGGCACCTGTGAGCAGAATGCATGGCGGCACGT
TCACGTCCTCAGATCCTCGTCGTCATTCCTCTCATCGTCCCAGATGTTTCCTGAAACGCA
TCGTCGGTCTGACAGGGAGCGGTCGGTCAGGAGGAGCCCCCCCTCCCTCCTCGGGGGGGG
GGTGGAGTTGGGTTGCAGGGAAAGGTCGTCCTCTTTCTTTCTGTAGCCCCTCAGCTGTTG



GCTTAGACTGTAGTGAGGATATTTTTACCTTTGCCTTAAGTCACGCTTGCTTAGACGGAG
GATGGGTCGCTGGCCTCCCCCTTTAAGAACCGCCCGTCCTGTTCCGGCACGGCGGGGTGG
AAACCCTTTCTTTAGGGGGGGTTGCTGGGACGTTCTGTTAGAACGACCCTCCTCCTGAGG
CTTTTTAAGGCGATCACCCCCCACCCCTCCCTGTAGCGGTCTCTAACCGGACAGATTTCA
TGCAAGCCTTAACTAAAAGCGTCTTTTTTTCTTTTCTTTTGCAAAAGCGTAGATGCGAAG
CCATGAGTGTGATGGTTTGGAGCCCTGCAGGACAGATTAGTGGCTGACACGCTCGTTGAT
TTAAAGGAATTCTCCCGTTTCCCCGTAGCGGAGATTGTTTGAAACTCGTCGCCGTGTCCG
TCTGGTCTCAGTCCAGCCCGTCCGGTCGCTGGCGTGGACCAGAAACGCCAGGATCTGTCC
CGTTCTGTCAATTGTTCCTCAGATTTATTTTTTTGTGATTGGCATCTCATCATCTTTCTA
AACTCCTCAGTCATCCGTCTGCAGCATCCGCTTTTCTTTTCTACAGCTATTTTTATGTTC
AATTGAAACACTTGATTATATAAAGGA
>CL1089Contig1
CGGCACGAGGGCGACGCGTGCGCCGTATCCCTTGAAAGGGACAGTCGATGCGTTTTTTAT
GCTTTTCTGTTATTTTTTACCCAGCGTTGATCTCTAAATTAATAAAACACGAAGAGCAGA
CATGTCTTTGGCATTGTCGCGCTGTTTGTGGAGGGTTTTTTCCCGGCAGACTGTCCCGTC
ACGTGTGATTTTCGGGGAAAATCCACATGCTGTGAGGGGTCCCTTGGTTGTTCCTGTGAT
GGAGCTGAAGACGTCAGCCCCCCTGAGAGCTGAGCCAAAAAAGAAAAAAAAAGTGGATCC
ACGGCGGGAGCAGATGATGAGGGAGCGGCTGAGGAAGAAGCTGAAAAAGCTGGAGAAGGT
TCCACCTGAGCTCATTCCCATAGAGGACTTCATCACTCCCATCAAATGCTTGGATGAAAC
AAGGAAACGTGCTGCTCCAGATCTGTCATTTGAAGAGAGTGAGAGCCGAGCGCTGCTGCT
GAAGGACTGGAGTCGATACAAACAGCAACAACACAAGGCTGAAGTAGAGGCTATTGAACT
GGCTTTGGAGGCGCAGAGAGAGGCGCTGGAGGAGCTAAAGCTGGAGTCTGAGGAGCTGTA
CCAATCGGCTCTGAAGCCAGACCCACATCTGTTTCCCTTCACCCGCGAGGGTCCCTCATA
CACGCCCCCAATACCAAATTATGACGCCCCGGATGGAAAGTATAATGACATCACAAAGGT
GTACACACAGTGATGGACAGTGGAGCGCTGTTTGTGCAACTCCAGAGGACTGCTTTCACA
TGTTTGAGCTTCACTTGAGTCAAGATGAAGCATGTTTGAGAGCCTGCAGGAGAGATGAGC
CTTTCTGCCTTCATGTATGTTCAGTTATGAAGGCCAAAGTCACATATCATCAATGCAAAC
TGTGGATCCATTTTTTTCTATTTTAAGAAACTTAAAATAAAAAATGTCTACGGTTTCATT
TTTAACTGTAATTTTCTTTTGTGTTAAACTGAATGTTTTAGTATGAATTGAACACAGGAC
TGTAATTACAGCCCTAGAAACAACATTTACCAAGATTGAAGAGTGTTAACATGATGGTGG
TTACAAAATATGTGTTTCTGCTTCTTTCCAGACAAAACCTTTTGTTTTCTGTAAGGGTAA
AAATTAAACTTCATGAAAAAAAAATGAAAATAAAACAAATCTATTGTTCACTTTAATAAG
TATTTTCAATCCAATGATATTAAAATCAAACCATTTCTCCCCCAATCATTCTATTAAAGC
AGTGATTCTGTATTTTTAAGAAAAATCCTGTTGAATTTGTCGGTCTGCTTCACAAAACAT
TATTCTCTTTATGGTCGACTAACAATTTCCCCCTAATCAACAGTGAGTGTTTGCAGCTCC
ACTACATCTCGTGTCCATTAAAAATTAAATACACAAAAGTCAAAGAGGTCCTTTTAGGAG
TCTTCTGTGTTGTCCTGGTTCAGAGGCAAATTCCAGTCTTTTGGAGGCTCACACCTCAGT
TCCCACACTGGGTCAAAGTTTTTTTGCTCTGCCACCCGCTTTCTTTCACTTCTCTGCAAT
GCTTCCTTAGTCTCTGTGCTTCTAGATTTTTCCCACTCTCTGCAATTATAGTAGTCCTCT
TTCCACTGATGGCATGATGGGGTGCTGCCGTAAGTGTAATAATGGTGGAAGCGATTCACA
AGACTTTTGCAGTGCCAGAACTCACTCCAGTAGGTGTCACATGCTCTCGGTGGCCTCCAT
GTTGTTACCCGGGTCGGTCCATAGTAGGCGACGCGTGGTCGAC
>CL1090Contig1
AACCTTTATGACAAAGCTCCGTTGGTGCGGTGAACCCAGGACACGTCCTGGTTCTGGCTG
GTCCGGGTCACATCCTCTCCACGGGGCTGATGCCCAGGATTGCGAAGCCTTGGGCCATGA
TGGCGGCGGTGGCCTCGCACAGCAGCATCCGCCACATGTTGATCTTCATCACCTCACCTG
TCCGCCGGTCCTTCTCCACGCAGTAGCAGCTGTCGTAGAACTCGGTGAAGGTGGTGGCGA
GCTCGTACAGGAAGTCGCACAGCGCGTGCAGCAGCAGGTCGTCCAGGATCTTCTGCAGGA
TCTCCGGGAAGCGCAGGATGCACTTCCCCAGCTTCCACTCCTTCTCGTGGTCCAGCAGGA
TCTCGGTGGTCTCCGCCGCCCTCCTCAGCGCCGCCTCGTCGATGTTGGCCAGGCGGGCGA
TGGACCTGATGCGGGTGAAGGCGTACAGCAGGTACGCCGCCGTGTTCCCGCGGTCGTCCA
GCATCTTGTCGAAGGAGAAGACGTAGTCGTTGATGCGGTTGTGGGACAGGTCGGCGTACT
TGATGCAGCCGAAGGCGACGGCTCTCTGCGCCTTGGCGAGCTCCTGCGGCGTCAACACCT
TGTCTCGTTCCTTCTCCAGCAGCTTGTCCTTGCAGCGCTTAAGCCCCTCCTCCAGCAGGT
CCATCAGCCTCACCGTGTCTCCAGAACGCGTCTTGAACTTCTTCTTGTCCTCGCCTAGAA
CCACCCCAAAGCCGGCGTGCTCCACCCGGGTGACCTGCGGGTCGTACCAACCGATCATCC
GGGCCACAGCAAACACAACCTGGAAGTGGACGGCCTGCCCGCTGTCGGTGACGTAGATGA
TGATGTCAGCCTTCTCCTGGAAGATCCGCTGGTGAAGGGCGGCCAGGTCGGAGGTGTCGT
AGGTGTAGCCCCCGTCCGACTTGACGATGGTGAGCGGGATGGACTGGCCCGGGCAGAACA
CCAGCTTCCGGCCTTCGTCCAGCTCCACCAGGCCTTTGTCCTCGAACTCCTTCACCACCT
GCGTCATCAGCTCCTGGTAGAAGGACTCCCCCCGCTCGATGAGCTTGACGTCCAGACAGT
CGTAAACTTTCTGGAACTCTTTCCGGGACACGTCACAGATCAGCTTCCAGGCCCTGAGGA
AGTCCGGCTCTTTGCTCTGCAGCCGGACCACACACCGGTAGGCCCGCTTCTTGAAGTCCT
CGTCTTCATCAAACCGTCT



>CL1091Contig1
TTCGGACGAGGCAAAGCTGTTCGGATCTACTCAAATTGGATCTACAGTAAGCCTCGCAGG
AGAGCCCATCATTGGCACACATGGCCTCCCAGAACATGGACCCTGCAGCAGCTGGAGCCT
CTGCAGCAGCTGCTCTGAAGGGCAACGAGAGCGAGAACAACATGACCAAAGGCTCGGTGT
CCAAGCGGTTGCAGCAGGAGCTGATGACTCTCATGATGTCGGGGGATAAAGGCATTTCAG
CGTTTCCAGAGTCGGATAACCTCTTCAAATGGGTTGGAACCATTGATGGAGCGCAGGGGA
CGGTGTACGAGGGCCTCCGGTACCGGCTGTCCTTCGACTTTCCTGCAGGCTACCCCTACC
AGGCTCCTCGTGTGAGATTTGTCACGCCTTGTTTCCACCCCAACGTGGACGATCAGGGTT
TCATCTGTCTGGACATCCTGAAAGACAAGTGGTCGGCCTTGTACGATGTGCGCTCCATTC
TGCTGTCCATACAGAGCCTGCTTGGAGAACCAAACAACGAAAGTCCTCTGAACACGACAG
CGGCAGAAATGTGGGACAACCAAGATGCTTTTAAAACTCACCTTCATGCCACCTTTCAGA
AGTAAAGCACCTCCAAGATTTCATCTGTCTTGTCTGTTTGTATAATATTTTTATGTTTGT
ATCTTTGTCATTTCAATAAAGTTCTTTAAATCACCTTTAAAAAAAAAAAAAAAAAAAAAA
AAAA
>CL1092Contig1
TTATTTCTGGCTTTTTAGTTTGTCTTCTAGTGGACATTTGACGAACTGCAACGTTCTCCT
CAGATTTGAGAACAGCGTGTGGTTCTGCTGTTGAAGGGCAGGAATAAGGTTCCAAGTACT
CATAAATACAAATCTGTGATCATATTAGTAGAACAAACTAGACTGAGAAAAGGTTCAGTC
AGTTCTGCAAACGCAGGTTTGATCAGTTCTCCATCAGTTTCTGTGGCTTCTTCCTGAAAT
GTTCTGCGCATTTCTGCTGATAGACCAACGGGTCACAGTCACGATGGCCACTGTCAGTAG
GCTGGAGCCTCATGACATGACCCAGAGGCTGCTGTGGTGCCGACCGCTCCACCACAGACC
CGTTCAAAGTCACAGTTGATGAGAAGTTTGTCTTCAGCCACTCAGGAAGTGTCCGTCGGT
GACTCCTGGTCGTTTCTGCTCAAACTCCCCGGTCGTTCGGGCAGACTAAGGTTGAGGGGG
GCGTGCTCAACGGTTAGCAGGCGGCGGCAGCGCCGAATCCCAACAAGTGCTGAGAGGATG
AACGCACTGGCCAGCAGGGCGGTGCCACTGAGCAGGAAGGTGCCGGTGTAACTTTCTGTG
ATGTCGACCAGCAAGCCTCCGATCGGCGGGCTGAGCAGGTAAGGGATGGCGTGCAGGAAG
TAGACCACACCCAGCGCCAAAGACAGGTGTTTGGCCCCCACAACGTCAGATGTCACCACG
GGGATCAGAGCTACGTAGGCGCCATCAAAGTAACCGTAGAGGATGGCGAAGGGGAGGAGG
AGCCTGAAGGACCGAAGCAGTGGCGCAAAGATGCAGCACAGACCTTCCATCGCCACAGAG
AGGATGTAGCAGGACAGGCGGTGCGGCTTCAGACACCTTTGGTCTGTCAGCCAGCCAAAG
GTGATGTTTCCCACGATGTCGATGACTCCCAGAATGGACATGAGGAAGGCGGCGTGCTGG
TGGCTGATGCCGGCGCTCAGAGCGTACGGTACCAGATACACGAAAGGCAGGCTGCAGCCG
CTGGCCAGGAACAGGAAGGACACGGCCAGACCCAGGAAGTCCGGCTGCAGCAGGAAGGAG
TACTCCGTTCTGGAGAAGGAGAAGCGTCTCTTCTTTGGTGATGGGTTGGGCTTTTCTCCA
GGCAAGGTGAGGGGCAGAAGGCCGACCTCGGTCTCTTTAGGGGGTTTTATGGAAAGTTCA
GTGTCCTGCGAGGAAACTTCACCACATGTCGCCTCCTCTGTCTGCTCCTGCACTGTGATT
GGTCGCATGAGTGCTCCGCAGACGCAGAGATTGGCGACTACAGCGCTCATGATGAGCAGC
GCCCCCCTCCAGGAGTACAACTCAATGAGCAGCTGCAGGACTGGAGCCAGCACGAATGTC
CCAATGCCGCTGCCCGACATGGCGATGCCATACGCCAGCGCTTTCCTCTGCTGGAAGTAG
CAGCCCACCAGGGCGATGGCAGGGGTGTAGCAGAGGGCGAAGCCCAGACCTGTGAGGACT
CCCATGGTGAGGTAGAGGAGCTCCAGGCTGGTGGAGAAGGAGCTGAGCAGGAGGCCGCAC
GATGACAGGACTCCACCCAACATCACAGCCACCCTGCAAGACCAGCGGTTCCCCACCAGG
CTGCCCACAGGAGCACAGAGCATCGTGATGCAGTCCACCAGGCTGTGGATCCATGCAGTG
GCTGAGTATTCAGCCCCGAAATGGCCCTGAAATTCCACGAAGAAGATGGAGATGCACATT
CTGCTTTTGATCTCTTCTGGGCTTGTGGTTCAGAAAAAGACCACCAGATCCACCGGCAGC
AGAACAGTTTGAAACATGTCTTTTGGAAGTCTAAAACTTCTTTTTCTAAAGTGGTTTAAG
CATCTCAGAGAAGCGCTAAAATTC
>CL1093Contig1
GTTCCAAGATCCCTTCCACAACTTCCAGAGTCTGTTCTCCCCCCTGATGGGGAGGAACTT
CTTTGACTCCATGATGGACATGAGCAGCGACCCTGTCCCGAATGAAGATGGCNGACNGTG
AACGAGGACTGTGGTGGTCACCAAACCTTTTGGCAACNAGCAGGATGACCTGCAGAGAGA
TTCGCCGCAACTCAGCCGGTTGCATCAAATTCCGCAACGAGTGCTGAGAAGTGCAAAGAG
ATCCAGCATCTGGACTGTGACGGAAAGAAACCTCTGGAGGGCCCGCTGAAGGAAGAGCTG
GAGGAGGCTCTGGCCACGGCCGAGCGCTTCACGCAGCAGTACACCAGCCTCCTGCAGAGG
ATGGAGGAGCAGCTGTTCAACACCTCCTCCATCCTGGACATGTTCAACAAGCAGTTCGGC
TGGGTGTCAACTCTGGCCAACAGCACCAAAGACGGCCTTTTCCGAGTCAAGGCGGTGATA
AGCAGAGACTCACCCACGGAGGAGAAGCCTGCAGAAACCAGTGTGGAGGTGCAGCTCTTC
GACTCCCCGCCCATGACGTTCACAGTTCCGGGCGAGATCCCCTGGACCGACCCCAAGTTC
TCTGAGGTGGTGGCTCAGGAGGCTCTGGACCGCTACAAAGAAATCAGCGTGGTTGTCAAA
TAAACTGGGTTTAAACCAAAAACCCGAAGCTTCTCGCTGACCAGAGAATGTTTCGACCTC
AAGCAGACAGCAAGCTCACCCGGAGACAAACCCTGACGCCTCCTGCTCCTCCTCAAGCCC
TGCTTCTGCAAACACTCTGGAACCCTCTCATAGGTTTTATTCCTTTAGTCCTGCTGTGAG
GCGCTGTGCTCTTTAGCTGCCAACGGGAAGGCCTCCTGAAACAGGGAAAACACTGCAGAC
GTTTTTAGTGCGCACCTTTTTTTGTATTTGTTTGCATAAAATGAATTTGTTGAAGACGAG



ATTCTAGGTTGTAAGATTTGAGATTGTTGAAAAAGAGAAGAAACTGGAATAGTGTGTTTG
TGATAATAAATGTGTTGCTTTAAGGCACTCTATTAAAAAAAA
>CL1093Contig2
AACAAACAGAGGATCTTCTCATCATTTCCTGCTGACCATCTTGGAGTCAGAGAGGATGTT
AATGATGATGATGATGATGAGGAGGAAAGGATCCAAAGAGTCTTTGGCTTTGGTGGCTCT
TCTTCTGGCCTCGGCCAGCAGCATCCTGCCTCCATCAGAAAAAGATCTAAACGAGATCTC
CCAGCAGGGGGAACGGTATCTGGACACCCAGATTGAGAACGCCATTACAGGAGTGAAGAA
GATGAAGGAGGTGATGCAGAAGTCCACTGAAGATCACAATAAGTTTTTGGATGCTCTGCA
GAAGAAGAAGCAGCAGAAAGAGGAGGCTATTCGGGAGGCTCAGGAGATGGAGGCTAAACT
GGTTCACGAGGAAGAGGCGTGTAATGAGACCATGAAGGCTCTGTGGGAGGAGTGCAAGCC
CTGTCTGAAGACCACCTGTGTCAAGTATTACTCCAGAACCTGCAGCAGCGGATCCGGGCT
GGTGGGACGTCAGCTGGAGGACGTCCTGAACAGAACCTCGCCCTTCTCCATTTGGGTCAA
CGGCGAGCGGATCGACACTTTGGAGCAGGAGGGGCAGCAGCAGAACAAGGAGTTCAAGAA
CCTGGAGGAACGCTACACGGAGATGGCCGATGGGGTGGACAGCATATTCTCAGACAGCAT
GAAGGTGGCCGATCACATCCACCTGAACCCTCCCGTCTTCTTCTTTCCCCATTTCCTGTC
TCCGTACGCTCGGCGCGCCAGGAGCATCCGCTCCCTGTTCCAAGATCCCTTCCACAACTT
CCAGAGTCTGTTCTCCCCCATGATGGGGAGGAACTTCTTTGACTCCATGATGGACATGAG
CAGCGACCCTGTCCCGAATGAGGCAGATGGCGACGTGAACGAGGACGTGGTGGTCACCAA
ACCTTTTGGCAACGGCAGGATGACCTGCAGAGAGATTCGCCGCAACTCAGCCGGTTGCAT
CAAATTCCGCAACGAGTGCGAGAAGTGCAAAGAGATCCAGCATCTGGACTGTGACGGGAA
GAAACCTCTGGAGGGCCCGCTGAAGG
>CL1094Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGAAATTGAAGATCTTTTATTGTGTTTGT
GAATTGTGACGGCTGATTTAAAGCCTCCAGAGGGTTACATGGTTATATCCAAGTGTGAAC
AGCCCATGTTTCAATGTGCAGAGCTTTACATGTTTTGGAGGTCTGGATGAGATGCTGCAT
CACTTATAAGTCTTCATGTGCCACAAGCCGTCATTTAGATAGTGCACGTTCTCTATTCCA
ATTCCTTTGTTGACTTTCTCTATGTCTTCTGCTGACATCTTCATCACACCAACACAAAGT
GCATGCTGCTTTCCCTCTGCCATAATGGCAACTACAGTGTCAGAACCAGCAGGGTAGAGT
TTAGCACCCGGTGACGTCAACCCGGGACACATAATATTTGCACCACTTAAGACAAATTTG
ATGGCACCTTTGTCCACTTGCTGGTGAGGGAGGATGAAAGGATATTTATGCAGTAGTCTG
AGAGTCGGGTAGAACGGTCCTTCTCTTTGTCTGAAGAACAGCAGCTCTCCATTCACAGTT
AGGATTTCAATGTGTTCGTGGCATCTGACTATTTTGACAGGGTCCTTTTTTGGCATGATT
TGATTGAGCCATGGCTCAATGTCAGGAAACTGATCCAACAGTTGATTTTTAATGCCTTTG
ATCACAGATGTTTTCAGCTGGATACAGTTGGACACATTTTCCTTCTCATCAAATTTCTTA
AACATTCTCACGGGTTCTTGACAACGCTTTATGTAAATGTGTCGACGCTCTTTTGTAATC
TCACTTCGCTAACAGTAAAACAAGCAACATATAAAACTATTAATCTATTTTAGGTTACAG
AGCCACGCTTGTTTGGCAGCCGAGGGTTAGTCGTTCTAGTGTCGCCTCATTTTACCCCCG
GCCATAATGCCCGGGTTAAACGGC
>CL1095Contig1
AAAAAAACATGTACCGTAATTTCCGGACTACAAGCCGCTACTTTTTTCCTGCGCTTACAG
TCCTGCGGCTTATTCAGTGACACGGCTTATTCAGTGACGCGGCTAATTATTGGATTTTAT
TGGCGGCCGCCGTGTACGTATTTTTGGACACAGTGAATAGTTTGAATTCTCTAACATCAA
ACACAAGTCATTTGTTTTTCAACACACCTCTAAGCAGCCAAACAGCATGGACTTGACTTC
AGGTCTTAGACACTTCAGTCATGGTTCAACAAAACGAAACACGCATGTCCAGCCGCATCC
CAGAATCCTTTGGTGCCATTAGACCCAACGTGCACGTGATCGCCGCTACAATATGATGAA
GCTTTCAAGTTAAAAGCAATCGTTAAAAGCAGCGTGAAAAAATCACCAACGGGTTTGGAA
AAGCCGGTCAGCTGCGTGACGGAGAGAACAGCGCATGCTCAGGAGTGCATTTACCTCTGA
GTCATAGTGACTCGGCTGGCTGCACGTAAATATGTGGCAATAATATCAGCCTTTATTTTG
TCGGGACACGACTGGAAACACAAATTGACGTGGTCGTGCTAACGGTTTCTAAGGACTGAG
CAGAGATTTGCATTGAAACGCTCACAGCCTCCGTGTGAGCTGGAGACTGCGTGTCGTGTG
AGCTGCGGGGCCGATGGCAGTCTGAAGGCTCCCACACGTAACAACGCATCCGCCCCTCAT
ACACAAAACGTACAGTATTAAGTCCGATTGCTCTGCACAGACACGATTTGCTCCGTCCAC
CGGCGCAATGGGGACGAAGCGCTCCTCCCTGTAGCCGCGCTGGCCAGAGCTGTCGGAGTA
GATAGGAAGGGGAGACAAGGAACGCTCGGGAGCGCGGAGGCGTCGAGCGTCGAGCCATTC
TGCAGGCTGCAGCCAGGGCTTAC
>CL1095Contig2
AGTTGAGCAAAATGAAAAATTGCTTACAGCAATTACCCGTGAAGAAATTCAATTGGCAAT
CAGAAAATTAAAAAGAGGAAAAATGGCGGTCTGTCCCTCCCCCAAACATCGACTACAAAC
TAATCACTTCTATAATATCAAGGAGATTTGAAACAATTCTCCCTGTGCTGATACATAAGG
ACCAGACAGGATTCATTAGACCAATGCTTCTCAATTAATTTTTGCAAGGCCCCCCCTAGG
AAAAAGAAAATGCCCCCCCCACACACATAAACACTAGCTGCGGTGACAATATATGAGGTT
AGTATCTATAGAAATTGCGTAAGTATATCTAAAATTGAATCTTTTTAAGATTAACAAAAG
AAAAAAAGGAATACCCACAGATGACCGGAGGTTTCTTAAAACAGTAATAAAAACAATATG
CCCTACAAAAATAATTTCTAAATTATACAATTCCGTAGTTCCGGACTATAAGCCGCTACT



TTTTTCCTGCGCTTACAGCCATGCGGCTTATTCAGTGACACGGCTAATTTATGGATTTAA
TTGGCGGCCGCCATGTACGTATTTTCGAACTCAGTGAATAGTTTGAATTCTCTATCTAAC
ACCAAGCACGAGGCATTTTTATTCAACACACCTCTNAGCAGCCAAACAACATGGACTTGA
CTTCAGGTCTTAGACACTTCAGTCATGGTTCAACAAAACGAAACACGCATGCCCGGCCGC
ATCCCAGAATCCTTTGGGGCCATTAGACCCAACGTGCACATGATCGCCGCTACATTATGA
TGAAGCTTTCAAGTTAAAAGCAATCGTTAAAAGCAGCGTAAAAAAGTCCACCGTCACCAA
CGGGTTTGGAAAAGCCGGTTTGCTGCATGACGGAGAGAACAGCGCATGGAGTGAATTTAC
ACTCCATTTACGGTTTCTAAGGAAACCGTAAAAGCGGAATTTTGCTTTGAAAAACTCACA
GCCTCCGTGTGAGCTGGAGACATCTTCTCCTGCTGATTGAGCTGCGGGGCCGATGGCAGT
CTGAAGGCTCCCACACGTAACAACGCACCCGACCCTCATACACAAAACGTACAGTATTAA
GTCCGATTGCTTTGCACAGAAACGATTTGCTCCGTCCACCGGCGCAACGGGGACGAAGTG
CTCCTCCTTGAAGCAGCCCTGGCCAGAGGTGTCGGAGTAGATAGGAAGGGGAGACAAGGA
GCGCGCGGGGCGAGAGCGGAGCGCAGAGGCTTCTGAATTCTGACGCACGCGCCGCACTGA
GGCGCGCGTATCACGCTGAGGCGCGCGCTTTTCAGTCGCCGCTGCTTTATTTTACCGGTG
TGTTTTTTAACCAGCCCTGTTACTCCCATAACGCTGCCGCGACACAAGCGGAAGGAGAGC
TTTTCCCGTTCACCCCTCCATGCACTGCTGCTACTTGCTCATTCTTAAACACGTACAACA
GAATGGCGAGCCGGGCATTGGCCCCGCCTTTAGCCCCTAAGACTCATGGGAAATGTGGAA
TCGCGGATGTAAATTTCCTCATCATAACTGAGGGATGTAATGT
>CL1095Contig3
CGAGGCNCTCGTGCCGCCCATTTTNACGTGTTTAATTAGTTTTAAACATACACAAGCCGC
GTCAGAGTAGAAGCCGTGCATGTGTTAGGCGATATTGTCATCCTGACAGATCACGGCCAG
CATCCCAGAGTGAGTGCAATTCTTTAGCACATTGTGGGTGGTGCCAGTTTTGCCTCTGGC
TCATGTATTTGAGTGTATCGACATCTGCCAAACAGCATGGACCTCTATTCTGTTCACAAG
TTCCTCAGTTATGGTGTTTTTATTTCATTTTTTTTTTACTTATTGACAATCTAGGTATCA
TACATAAAATTACAAACAGTAACCATATAATCAACATTACATCCCTCAGTTATGATGAGG
AAATTTACATCCGCGATCCCCCATTTCCCATGAGTCTTAGGGGCTAAAGGCGGGGCCAAC
GCTCGCCTCGCCATACTGTTGTACGTGTTTAAGAATCAGCAAGTATCAGCAGTGCATGGA
GGGGTAAACGGGAACAGCTCTCCTTCCGCTTGTGTCGCGGCAGCGTTATGGGAGTAGTAA
CACCAGTAAAATAAAGCAGCGGCGACTGAAAAGCGCGCGCCTCAGCGCGATACGCGCGCC
TCAGCGCGGCGCGTGCGTAAGAAGTTTCCTTCCACAACAAACACTGTTGCTCCGCGGACG
CCTCTGCGCTCCGCGCGCTCCTTGTCACCCAGGGAAGAACGCTTTGTCCCCATTCTGCGC
TGGACGGAGCAAATCGTGTCTGTGTAGAGCAATCGGACTTAAAACTGAACGTTTTGTGGA
TGAGGGGCGGATGCGTTGTTACGTGTGGGAGCCATCAGACTGCCATCGGCCCCGTAGCTC
TATGTGAACGAGCAGCAGAACATGTCTCCAGCTCACACGGCGGCTGTGGGTCGGTGTGAG
CTTTTCAATGCAAAATTCCGCTCAGTCCTTAGAAACCGTAAAAACGATCACGTCGATTTG
TGCTTCCCTC
>CL1095Contig4
CGTGCACTTGATCGCCGCTACAATATGATAAAGCTTTCAAGTTAAAAGCAATCGTTAAAA
GCAGCGTGAAAAAATCCCCCATCAGTAAATGGAAATGCCGGTCAGCTGCGTGACGGAGAG
AACAGCGCATGCTCAGAAGTGTATTTACCTCTGAGTCATAGTGACTCGGCTGGCTGCACG
TAAATATGTGGGAATAACATCAGCCTTTATTTTGTCGGGACACGACTGGAAACACAAATC
CATTTGGTCGTTTTTTACGGTTTCTGACTGAGCGGAATTTTGCATTGAAAAGCTCACAGC
CGCCGTGTGAGCTTTTCGGATAGGAAGGGGAGACAAGGAGCCCGCTTGGCGAGCGCGGAG
CGCAGAGGCGTCCGGGGAGCAACAAGTGTTTGTTGTGAAAGGAAGCTTCTGACGAACGCG
CCGCGCTGAGGCGCGCGTATCGCGCTGAGGCGCGCGCTATTTTACTGATGTTTTTTAACC
AGCCCCGTTAGTACCATAATGCTGCCGCGACACAAGCGGAAGGAGAGCTGTTCCTTTTCA
CCCCTCCATGCACTGCTGCTCCTTGCTCATTCTTAAACACGAACAACAGTGTGGCGAGCC
GGGCGTTGGCCCCGCCTTTAGCCCCTAAGACTCATGGGAAATGGGGGATCGCGGATGTAA
ATTTCCTCATCATAACTGAGGGATGTAATGT
>CL1096Contig1
CTTTCTTTTNTCTTTTGACAAAACAAAAACTACAGAAGGAACATCCTTTAATAGTATTGA
TTCCAGATGCTAATTTTTTGTAGTTTCCATGAGTCCATTTGTCTGAGCACAACTCCTGAA
GTTCTCTGCTGACGAAGCTTCATGCAGCCGGTCCACAGAGACTGAGCAGCGCCTTCTGAT
AGTCACCTTTGGTATGGCCTTCAATAGTTTCTTGGAGAGACTTTCCAAAAGCGGACTTGA
ATTCAGAGCAGATCTTTTGCAGGTCCACTTCACAGCGTGACACAATAATTCTTGTTACTA
TCTTTTCCTTGGCTCCTGAACTCTTCATGGCTTCATTCAGTTTTTTGGCAAAGTACAGCT
GCTTGTTTTCTATGCACTGAACTAACACTAGGAAGGACTTCTGCAAATCCCCCTTAACTT
CCTTGACAATGCTCTCCTGCATGTCATAGGGGCTGTAGCTCCTGTACTTCTGAAACACTT
TTTGCAGGTGGGGGACACTTCTTTCAGACATAATGGAGATCCATGTGGCCACATCAGTTC
CCTTTATCTTCACTCCAGCTTCATAAAGAGCCCTGGCATCTTCATCTATTTTCCCATAGT
CTACAACAGAAGACGGCTCATCTCTTTTGGTCTGCACAAGAGCTAGGAGAAGTTTGGCAA
AGTTCCCTGACGTGTCGCCTGCAACGTCTTTGTGAAGCTCCTTTTTAAACAAGTCTTTGT
AGACAGACTTGATTTGAACCAGCTCAGAATTGCTCCTTGAGCATAAAAGCTCAATCAGAG
TTTCTTCATCTGTCCCTAACCCCTTCATTGACCCTTTGATCTCTGTGGCATCAAACTGGG



CTGTGCTCTTCATCAGTCCAAGGATCACACTTTCGAGTGAGCCCGACAGCGCCCCCTTTA
GGGCTGAGATCATATCCTTCTTCGTCTTCCTCTCATACGCAAAAGCGATATCTCTTCTCT
GGGAATAGGTGCGCTTTGTGAGGATGTCAATGATGGTCTGCTCATCCACGCCTTTTGTCT
TGATGGCAGTTTCAATTCTTGCAGCATCTTTGTCTGGATCAAAGTTCACCACAGGCACTA
CAGTCGGATATTTGATTTCTCCAGTCTCATTCAGTGACAGCTGTCCAAGAAACTCTGATA
CCATTGCCATGGTGACTGTCCGTAGCCGTAGATGCTGAGACAAAGCAAAGATTTGTCTGT
GAGTCTTTCCCCGGCCATAATG
>CL1097Contig1
AGGAATTCGGCACGAGGCGCTGCTGACGTGCCGCAGAGTTAACGGCGATTTCTCAGTGAA
CTGGATGTTTTCAAGTCATGTAACCAGAGAAAGACCATCCGACTCTTCAGCTCCCGACGG
AGACACGGAACAGAGCAAAGATGGCAAACGAAAACGTGAGCGTCGTCTTCAAGCTCTACT
GCCTGACTGTGATGACTCTGGTGGCAGCTGCCTACACCGTGGCGTTACGCTACACCAGAA
CCATTTCATCTGGAGATTTGTACTTTTCCACAACTGCAGTTTGCATCACAGAGGTCTTTA
AACTCATACTAAGTTTGGGGATGCTGACAAAGGAAACAGGAAGTTTGGTCAAACTCAAGA
GCACCATAGAAGAACACATTATTTTCAGTCCGAAGGAGCTGCTGAAGCTCAGCGTTCCCT
CCGTCGTCTACGCAATTCAGAACAACATGGCGTTTGTGGCGCTGAGTAACCTCGACGCAG
CCGTTTATCAGGTGACGTACCAGCTGAAGATCCCGTGCACGGCGCTGTGCACGGTCCTTA
TGCTGAACCGCTCCCTCAGCCGCCTGCAGTGGTTCTCTGTCTTCATGCTTTGCGGAGGCG
TCACGCTCGTCCAGTGGCGGCCGGCCGAAGCCACCAAAGTTCAGATCGAGCAGAATCCCT
TCATGGGGTTTGTTGCCATTGCAGTTGCTGTCCTTTGTTCTGGATTTGCAGGCGTCTACT
TCGAGAAGGTGCTGAAGAGCTCGGACACATCTCTGTGGGTGAGAAACATCCAGATGTACC
TGTCCGGCATCGTGGTCACCCTGATTGGTGTTTACGTGACTGACGGAGACAAAGTCCTGG
AGAAAGGCTTCTTCTTCGGTTACACTCCCTGGGTGTGCTTCGTCGTTTTTCTGTCCAGCG
TCGGCGGCCTCTACACCTCTGTGGTGGTGAAATACACGGACAACATCATGAAGGGCTTCT
CTGCCGCTGCAGCCATCGTTCTCTCGACCATCGCGTCTGTTCTGCTGTTCGGGCTGCAGA
TAACTTTTGCATTTGCAAGCGGAGCGATCCTCGTGTGCATTTCCATTTACCTGTACGGCC
TCCCGAAGCAGGACACGTCCAGAGTGAGCCGGCTGGACGCGAGTGCAGAGTCCAAGCAGA
AACTGATCTCCGTGTGACCTCGTGCTCCTGGAGGAGGAGGAGGAGGAGGAGGAGGAGGAG
CTCTGCTGTGCCTCAGAGCTTCTGGAGATCATGAAGGACCACCGAAGCTAAAGGGTTAAG
GACAGTTTTCTAAATTAACTACGAATCAAGATTTCTTTCTTGTTTGTCTGTCAGCCAAAG
GTGAGAACGGTGCGTGTAAAGTTTGTAAATATTCTGCACCATTCTGCTACTTGATGGAAT
CCACCTTTATCTTGAAAGGAGTAAAGAAACTCTTATTTTGAAACTTTCAAGCAATGTATT
TGGAGGTACTGTACCATTTTTTTCCCCTTACACTTTCCCCCTAACCATTTTAGGTCCAAG
TCACATAATTTTCAGTTCCAGACTACATCAGGAAACTTTCATTACATTAAAAATATGAA
>CL1098Contig1
TACTAAAAAAGGCACAGGGNAAACTGTATGTCTACTCAAGGAAAGAGGAAAATCAGCCAA
ACGAGGATGAGGACAGAGAGACCAGGTTGATGCTACAACCAGCCAAACCACATATAAATG
CAACCTGAAGAAATTAGGGAAGAGCTACAAGCTAAACCCTTTCAAAGATGTAGGAGCTGT
AACGGCATGCTGACATAATAGTGATGGCAGAAGACAGAAGAGGACAAGATAGTGGGAAAT
ATTTGGCAAACGTGCCACTGTTTGGTAAATTCCTTGAGGGTTGACCTTCTAGTTAACAGT
CATTTTCCTTTTTTTCAGGACCATCTCTACCTCTTCCTTAGACCATAGTGGTCAGCTTGT
CTACGAGATCATCGACGGTGTAGACAATGAGCTTGATGTCATCCTTTTCAGACATGCGGT
GCTGGCCGTATCGCCTGAGAACGACGTCCACGTCGTGGCTGAGGACTCGCTCTGCGACCT
GCATGGACACGTGCCAGGGGACGTCCTCGTCCTTCAGCCCGTGAATGAGCCGCACAGGGC
AGGTGATGGGTATGGGACTCTGGAGCACACAGTGATTTTCTGCTTCCTGCAGAAAGTTCA
TGCTAAACTTGTAAACGCCTTCCTCTGTGTGTTTGGTGGGCACCGTCCACTCCCCTTTGG
CCTCAAATTCCTTTCGAGTCTCTAGTGGAAGAGAGTTGAATGACGTGACGAGGTGATCGG
CGGCAGTGGCGATTCCCACTAAGGCGGCGGTCTTCTCGGGTCTCGCAATGGCTGCCAGCA
GCATCAGCCAGCCGCCTATACTGGAACCCACCAGTATCTGTGGTCCCTCGACTAACTCAT
CCAACACGTAAAGGACATCTTTTTTCCAGGTACCAAGGGTTCCTTCTGCTAACACTCCCT
CCGAGGCTCCATGTCCCGTGTAGTCAAATCTGAGGAATGAGTGACCTAATGACCTGCAGA
ACTCCTCCAGGGCCTCAGCTTTCTGTCCATTCATGTTGGATGCATATCCTGGCAGGAAGA
CCACACCTGGGCTCTTTCCCTTCACTTTTCTGTAGGCCAGCTTTGGAAGATTAGGTCGTG
ACGCGAACTGAACTGTGGATTTGTGTCTTCTGACTTCTTCAAATCGCGTTGACCAAACAG
CTGTGAGCCCTCCATTGCTTAAAAATTGTGAAAGTCCTCTACGGCAAGACCTCAACGAGA
CGGCTGCCATACTGTTCTGCAAAAATTACGAACGGC
>CL1099Contig1
CGGCACGAGGCAGGGTTTTACTTCCGGTCTCCCGGTCCACACGCGTTTCCTACGCGGTTT
TGTGAATTGAAACACGACTTTGTTTCGTTAAAATACAGACACCATGAGCAAAGCGCATCC
ACCAGAGCTAAAGAAATTCATGGACAAAAAGCTTTCCCTGAAGCTGAATGGAGGCAGACA
CGTCCAGGGCATCCTGCGAGGGTTCGACCCCTTCATGAACCTGGTGATGGACGACTGTCT
GGAGATGGGCCCCGGGGGACAGCAGAACACCATCGGGATGGTGGTCATCCGAGGAAACAG
CATCATCATGTTGGAGGCTTTGGAGCGAGTATGAGCAGAGCACAGCGGCGCCTCCTGTTT
TCTCATTCCATTGTAGTTCATTCACAATGAAAGTCTGTTGGTTTTGAGATGTTTGTTTGT



TAATAAACTATTTTTCTTTTTATTCGTGCGTTTGTTTGGTTTTACGAAATGTTACTGTAT
GTGTTCTTTCCTGTACATGCAGCAAGAATTTAGTGTTTTTGTGATGGAGGATGAGCTGCT
AAACAAAAAATGAATATCTTAAATGTTAGTTAGTCTTATCTAAAGGAATTCGAAAGCTTT
TTTNATAGCTTAGCTGTTAAAAAGCTATAATGGCTAAACAATGTTGGGAATGCTGGTGAT
GACATAAATGCTGAGCTATTCTGATAATTTGATAAACCTAAAGTCAGCTGAATATTTAAG
GTGATATGCTTCATTTCCATTCATGAGCTGGCAAACTTGTTATAAACTAGCAGGCAAGTA
>CL1099Contig2
GTTTTTTTTTTTTTTTTTTTTTTTTTTTTTAGAAAAATAGTTTATTAACAAACAAACATC
TCAAAACCAACAGACTTTCATTGTGAATGAACTACAATGGAATGAGAAAACAGGAGGCGC
CGCTGTGCTCTGCTCATACTCGCTCCAAAGCCTCCAACATGATGATGCTGTTTCCTCGGA
TGACCACCATCCCGATGGTGTTCTGCTGTCCCCCGGGGCCCATCTCCAGACAGTCGTCCA
TCACCAGGTTCATGAAGGGGTCGAACCCTCGCAGGATGCCCTGGACGTGTCTGCCTCCAT
TAAGCTTCAGGGATAGCTTTTTGTCCATGAATTTCTTTAGCTCTGGTGGATGCGCTTTGC
TCATGGTGTCTGTATTTTAACGAAACAAAGTCGTGTTTCAATTCAC
>CL1100Contig1
ACGAGGGATGAAACTGCTGTAACAGAAAACTCTTGACATTTTGTTGTCGTTCCTTCAGTC
AGACGCGTAAACTTCAGCTGCTCGCTGACGTCAGTCCTGCAGGTTCTCGGTCAGTCTGTT
GCTGGATCCTGGTTCCGGTCTGTCCTGTTACCGCTGGACGCGGTTCTGTTTTCTGCAGGT
CTATCCTGAGCTGAGCACGGGCTAGGCCTAGTCTGACCAACAGGGACGAGCCTCGGTGTC
TCCTGCAGAGAGTGTCCGCGAAGCGACGACTGATCCCCGGAAAAGAGGCGCTGCGATGGA
CCGACCAAGCAGAAATGCTTCAGTGGAGCACTACAAGGCTGCCATGCTGCTGAGCGGTGC
CGGTGATGCTCTGGGCTACAAGAATCAGCTGTGGGAGTACAACGAGTCTGGACCAGCAAT
TCACCAGGAGCTGCAGGAACTCGGTGGTCTGAAGAGCATCAAGGTCGAGCTTCCTGATTG
GCCGGTGAGCGACGATACAGTTCTGCATCTTGCGACGGCTGAAGGACTGGCAACAGGGAA
GACAGGCGAGGAGCTCCTGCATGAGGTGGCTGCGCGCTACGTGGAGGGAATGAAAGACAT
GGACGGGAGGAAACCAGGGCCTTCCAGCATTCTGGGTGTTTCCCAGCTAAAGCCTGGAGA
AGAAGGGGGCTTCAGAGTACCGTACAACCCTGAGGGGACCGGCTGTGGAGCAGCGATGAG
GTCCATGTGCATCGGCCTGAAGTACCCGAGACCGGACCAGCTGCTCTCATTAGTGGCCGT
TGCTGTGGAGACGGGCAGGATGACCCATCCTCACCCCACCGGCTTTCTGGGAGCTGTAGC
ATCGGCTCTTTTCACCGCCTACGCCGTCCAGCGCAGGCCAATCACCACCTGGGGTCTGGG
GCTGATCAACGAGGCCTGTCCCATAGCCAAAGTGTTTGTGCAGGGCCGGGAGTTTGCCGT
GGAGGAGACGGAGAGGGACTGGGGATACTTTTGTGACAAGTGGCAGTGGTACCTGGACAC
GAGGGGTATCTCTAACGGAGTGGGACCTGTCATCTGGCCCCCCGCGTACGGTCCGGCAGA
GAGGGACGAGGCCTACAAGAGCTTCAGTTTGTCCGGCTGGGCCGGACGGAGTGGCCACGA
CGCCCCGATGATAGCGCTGGACGCCCTGTTGGGAGCAGGTCCAGACTGGGAGGAGCTGAT
GAGCAGAGCCGCCTTTCATGGAGGTGACAGTGACAGCACCGCAGTGATTGCTGCCTGCTG
CTGGGGTCTCCTCTATGGCACCAAAGGGGTTCCTGAAGGCAACTACTGCAACCTGGAGTA
CCGGGACCGACTGGAGCGTTGTGGCGAGCAGCTGTACGCCCTGTCACAATGACCTGCTCC
CAGAGTCAGGTTTGTCCGGCTGAGGAGAATCTAGGCCGGGCTGACGCATTCTGTAGCGCG
TCCATCTGGAGGGCTGTCACTGAGCCGCAAAGTGTGCTGGAAGAGAGAACTGCTGACCCA
CTAACCCATTGTCACTTCTGCCATAACAAGGACACTGCGCCACACGATGAAGGCCAAGAG
GACGGCGTGCACAGGGGTCCCCCTAGTGCCCGTTCTGGAGTGAGCAAGCGTTGATGTTCC
ACAGAACAAATTCAAACTAATGGCAATAAGAAGCTCATGTAAACACGGCCCTCAGAGGTA
ATGACTTCACTTTGTCGACGGGAAATAAACGCAAATTCTTGTGAGCTTTAAATGAAATCC
TCTCCTGCAGTAACTGAAATGTAAAAAAACAAACAAAAAAAACATCTCAACAGCTCAGAA
GATGCATCGAAAACCCACAGAATGAGCACTGACTGCATCCGACGCAACATGGAAATAAAT
GTAAAAACCAACAAAAAAAAAA
>CL1101Contig1
AGTTGCACGCGGAGGGAAACGCCTCCTCTTCCTCCTCTGCTGTGGTGCTTCAGCGGAGTT
TCTGCACTTTCACCTCCGTGCTGTCTGACCACTGAACGCGGCGTGGACATGGCTTCGAAC
CGGGTGATCGTGTACGGCGGGCGCGGCGCCCTGGGATCCAAATGCGTCCAGCATTTCAAA
TCCCAAGGATGGTGGGTCGCCAGCATCGACATGGCTGCTAACGAGGAGGCGAATGAAAAC
GTGATTGTGAAGATGAGCGAGTCCTTCACCGAGCAGGCGGGACAGGTGACGGCAGATGTG
GCCCAGTTGCTGGGGGAGCACAAGGTGGATGCCATCTTGTGTGTGGCGGGTGGATGGGCT
GGAGGAAACTGCAGTTCTAAAGACTTGTACAAAAACACAGACTTGATGTGGAAGCAGAGC
GTGTGGACCTCCACCATCTCCAGCCACCTGGCCTCTCTGCACCTGAAGTCTGGGGGGCTC
CTGACTTTGGCCGGGGCAAAGGCAGCCCTGGCAGGAACTGGGGGCATGGTGGGCTACGGC
ATGGCCAAGGCCGCCGTTCACCAGCTGTGTCAGAGTTTGGCAGCCAAAAACAGTGGGATG
CCACCAGGAGCTGCGGCCGTCGCTATACTGCCCGTTACCCTGGATACGCCCATGAACAGG
AAGTTCATGCCCAACGCTGACTTCAGTTCCTGGACGCCGCTGGAGTACATCGCAGAGACG
TTCTTCAAGTGGGCTGCAGGTGAGAACAGACCTGCCTCAGGAAGCCTCATGCAGCTTCTG
ACCTCTGACGGCCAAACCCAGGCCGTGGCTGCTCAGTAGAGAACAGCCGGGGGGGTCTGA
TAGGCAGGGGATAGATGGAACCAAAGAGGATGGGGTGGAGCAGAGCAGAGCTGGTGAAGA
GTGGGAGAGAAGATTGATAAGGATGGGAAGAAGAGGAGAGAGCAGGATGGAGGAAGAGCA



GACTCACAGTGCCATCTAGTGACAAATCACTACATCTGTCCAGGTTTAACACAGCCGTCA
AACCTCCCAACTGTTCTTCCTGAAGGACCATCAGGAGGTAATGGTCCTGCAGAGCCGCAG
ACATCTGTGTGCTAAATGAGATGTTTCAGTGTATGTTTGAGGCTGCTGTAGAGCCACAGC
AGCTAATAAAGTCGTACTTGTGATGCTTTACCGTGTGTGACGTCATATCAGAGTAATTCT
GTCGTGGCAGTGTTATTACAGCAGATTCATGTACTAGAATCAGCAGAGCTTTGCCACTTC
TCCATCCTCTGAAGGGCCTTTCCTACCGGCTTACACAGCTCCAGCATCAGGTGTTGGTTC
ACTGTCTACACTCTGGAGTTCCTCTGCTCCTGTGGAAACTCCACAGATGAATCCCACCGT
CTTCTCTAACACACCAAGTGTTTACAAATGGAGTGGCCTTATTTTCCTTTGCAGCTCTGA
AGTGTCCTTCATGCTGTTGGCATGTCTGAAGTGTCCCGGTGATGTTGATTTGTCCTGTAG
CGGTCCAACATGTGATGCCTCCAAAATAAAACTACTATTTTAAAAATTCACCTGCTAAAT
GAAGGAAACGTCTTTATGAGTGTTCATGGATGATAACCTTCCTCTGGTTCTGTGTGCAGA
ACAGTTACTCATTTCATTTAAATTGGAGGGGAAAGCTAATGTTTCTGATTTTCAAAGATC
CACAACAGATTTTTTTATTTAGAAACATTCTTTTCGAAGCTGGAAGTAAAACCAT
>CL1102Contig1
CACGTGCATGAAGGAAATCAGCTCTGAAGCGGCGCGTCGTCTCGCTGCAGGGTGAAGGAC
ACGATCTCTTTGACGATCCGCTCTGCGATCGTCCTGTTGTTGGCGGCCACGATCCTCCTG
GACATCAGGTCCATGTCTCCTCCCTCCACATCCATCAGGACGCCACCTGCCTCAGATACA
ATCAGGGAGCCGGCAGCTACGTCCCACACGTGAATCCCAATCTCGTAGTACGCCTCCACA
CAGCCCGAAGCCACCAGACACATGTTTATGGCGGCGGTGCCGGCACCTCGCACCCCGTGA
ACAGGCAGGCACAGGATGTTCCTGAGGCTTCGGAAGATGTGATCCACGGCTGCCGGGTCT
CTGCTGGAGCCGAATTCTGTGGCAACGATGGCCTGATGGATGTCTGCCTGTTCAGAAACC
TGCAGGGGCTCGCCATTGCAGAATGCTCCCTTCCCCCGCCGTGCGGTGAACATTTTGTCC
TCCAGGCAGCTGTAGACAACGCCAAATTCCACCTGCTTGTTGATGGAGAAGCCAATGGAG
ACGGCAACAAACGGAAACGCGTGAACAAAGTTAGTGGTTCCGTCAATGGGGTCAATGATC
CAGGTGGGGTCATCACTCAGGATACAGGACTCACCTGCAGCGACAGACTCCTCCCCTATA
AACCTGTGCGTGGGGAATTTCTCCTTCACTGATTGGATGATGAGCTGCTCCACCTTCTGG
TCTGTCTGGGTCACCAGATCAACAGCACAACTCTTAGTCATCACGGTTCTCTCATCCTTC
AGGGCCCCTCGCACTATCTCTCCAGCTTTCCTCGCCACGGTAACGGCATGGTCCATAGCG
CTTTGCCAGATGTCGGCCATGATGGCGTTAAAGACACACGGACCCTGCAGCCGCTTTGAG
ACACTCACTTCCGGGTTTCTTCTTTTCCTCCCGCTGCATGACCCCCGGCCATA
>CL1103Contig1
TCTTGTTTTTTTCCTAAAAGATGTGAAAGAAAGAATGAAAAAGAGACGACAGGAGCATCA
CAGTAGCTACAGCACGATAATAGGTTGACAGCCACCTGTACATTAGATCCACTAATTGTC
TGCAGCTGAGGCTCTCTGCAGTTTCTCCTCTGGAAGCGTCGTTTCTCTGGAAATATAAGT
CAACCTGGAGTCTGAGGGGTCTTTGGGATTTTCTGGCTACATCAAGGTCCAGAGATGATA
AATTTGTTAACAAAGAAAAATTATTAAGAGAAAAATTACAGCTGATAGGAGAAAAAGCTC
TTTCCCTGTAAGGTATTCAGACAAGATAAAATGAATTCCTCTGACAGGCTCATTAGATGT
TGATGTGGCAACAAATTGTCACCCGTGTCAACATGCTGTTCTTACCACTCCATGGAGATT
TTATTTCTGGAAAGAGAACTGAAAGGGGGCAAAAACCACAGCCGCGTCCGTTTGGCTGAA
CATGGAGGTGGACCTCACAAAGCCTTGATGAATCAATCTGAACATGGTACGACACGAGGG
GCTATCAGAATGATTGCGAGTTCCAGCGTCCCTTCAGAAGAATTTGACACCTTTCCCATC
ATCCATGCTGATGATCTCTGCTCTGCCGTCTGTTTGTAGAGCCTGTAGAGAGCGCAGCAG
CATCCACTCTTCCAAACCATGAAACTCTTCTCCTTGAGTGTCGTCTCCATTAGAGAGCTC
ATAAAGTGTAAACACAGAGTTAACCATCCCGTTTTTGGAAACCCACTGGTATATTAATTT
GCCCCACTCCTCCGGTCGTCTCCACATGACTAAACAACGCAACTTATTTTTGTCCAACCA
TTCCAAGTTCCCTTTTTTCCTCAGCTCCTCAAACACAATCTGAATCGCTTCCATTGACAG
TTTTCGTTCTATCTTCTTGTTGTTAAACATGGGGCTTTCTTGTGCTTCCATGACATCCAG
GGTGTACAGCTTGTGATGCCGGCAGTAGGACAGAGCCAGGGAGCACCAGGCTTCCAGTTG
TTTCTGTCTGGTGTCAGCATTGGGCTGTAGTGTAAAAAACGGCGGAAAGTTGTATTGCCA
GGGCCACTCGAAACTCATCGCAGTGGAAGCGGTACACGACGAAGCTGGCAACTTCCGGTA
AAGATTCCGGCTCCCCC
>CL1104Contig1
TTTTTTTTTTGACACTTCAGATGTTCTTTATTTCACTTTTAACAGAAATTGTAGTAAAAA
AAATCCTTAAATATATGCAGGTTGTTTTGTCATTTCAGACGGCATGACCATGAGATCTCT
GAGGGGGAGGCTAAAAACTGCGACTCTAAAGGCTTGATGTATGGCGGCGAGGCAGAAATG
GGAGGAAACGTTCGTGTCGGTGCAGCCGTCAGAGTCCGTCTGGAGCTCAGCTCTCATCTG
CCTCCAGGTTGATGTTGTCTCCAAACTTGGCGTAGAGCTGGACCTTCAGGTCGTTCAGGA
CCTGCTGTATGGATGATACTCGCTCCTCGTAGCCTCTGACCTCCTCCTCTAGCGCCTCCT
TTGCAGACTCCAGCATCTTTTGCGTTTCTTCCTGCGAGTGGCTGACAAAAACGCCACCGA
TCTGGTACGGGATGAGCATGGTGTCGTCATCCAGCATCATGATGTCATCACTGGCGTCCT
GCAGGTTCTGCAGAGTTTTTTTGTTTGCCTCGATTTCGTTTTTTAGCTCCTTGATCCGGC
TCGTGTTCCTGGCAAATTTGTTGATCTTCTGCTGGTCTTCAAAGGTGACCACGATGTCTT
CAACGCCTGCTGTTGCCTTCATGGTGGCTGCTGCCATCGTGCCTTCTTCGACGGGAAACC
CCGGCCATA



>CL1105Contig1
TGTTGCACCACACCGCAGCACGGAGAGGAGGGCCGGATTCATCTGCACCAAAACCCTGCT
TTACCATCCAGCCAGACTCTGGGAAGGAAATCCGGTTCTTTTTACCTAGTAAGGATTCAG
GAAACACCATGGGAGGCAAACTGAGCAAGAAAAAGCTCCTGATGTTGAGGAAAAAGAGAC
AGTGACAGAGATTGTTAAAGCTCCAGATGACATTGAATGTGCAGAAGAACTAGCTCCCAT
CACAGCAGAGGAGGCTGCTCCGGAACAGAAATGCGAACCAGCAGACACGGCTCCGGTTGT
AGAAGCAGAAGTTGCTGTAGCAGTGGAAGCAGCTACTGTTAATGAAGAAACATCAAAAGA
CACAATAGAAAAATTAGCTGCTGCAGCAGAAGAACCAGCTCCTGCTGAAGAACCACCTTC
ACCAACAGAAAAGGACGCAGAGAAAGAAGTACCACAGAAAAATGATGTAGAGGATCCAGC
AACAGCAGAGTTGCCAAAAGCTGAAGAAGCAGCACAGGCATCTTCAGCTCCTGAAGCAGA
AGAAGATGCACTGGTTAAGGCTGAACCCGAGTCTGCTGCTCCACCTGAAGAACCCAATGT
AGAAGTTCCTCTTGTACTTGCAGAATCCATTCCAGAACCAAAAGCTGCTGTTGAGCCAAA
AGAAGCAGTGAAAGAGACAATGGTGCCTGATCTAGAACCAGAGGCTGAGTTAATGCCAGA
ACAAGCCTTTGAGTCAGAAACCAAACCAGAGCAAAGCCCTGAGGCAGATCCAGCAGCTGA
GACCACAGTAGAGCCAGAACAAAAAGAGCCACAAGTAGCACCAGAAACAGAACCTAAACA
ACCATCTGAGCCCGTGTCTACAGAGCTGCCCCAACCAGAGCAAACCTCAGAGCTAGAGCT
AGAAGAATTGCAGCAAGCAGAACAACAGGTCAGAGTAGAGAACGGACCAGGAGAACCTGA
ATCAATTGGAGCCGTATCAGAGTCTGTGGAAGCAGAAATATCCGAGTCTGTGAAAGCAGA
GATGAAGATCTCTGAAAATGTGTCTGTGGTAGCAGCAGAGCCTGTCCCTGACATCGTTGT
CTCAGACCCGGTCTCTGCTTGTGACATGAATGTTGAGTTGGAAGAGCCTGCCTTGTCTTG
CCCAGAGCCAGAGGTGGAAAGCAAGATGGAGAATGGAAATTTAGAGAGCCTGTCTGCTAC
AGAGGACGTGGCAGACGGAGTCAACGGAGAGCTTGAAGAAAACTCTTCCGCTCCAGCAGA
GGAATGTGTAAATGGAAATGAAGAACAGGAGGAGATGGCGATCAAGGAGCAGAGTGATTT
TGAGCTGAAAAAGGATGTGACCCTGTGTGGAGGTGCCCAGGAAGTTTCTCCATCAGACAT
GATGGATAGTCTGAGCACAGAGGTCACCCAGGGAGTCTGAGAAGAAAAGTTCTCTTATGT
CACTGTGAAAGTAATCAATTTGTCGTTGATCCAAGAAAGCCATCAATCCAACAAGGCTTT
CTAGAGTGTTTTGTGACCACTAAATCCTTTTTTGTGGCCACTCAGGACAAGGATACTTTC
TATTGAGTAACCCAATAGATGGTGTGTATCCCAGAGTGACGGGACACACACGGGCGCGAT
GGCAGTGAGACGGAAGTGCAGAGAAAAGACTTGTGCGCAAAGGTTGCAACTCAACGGCAT
GAAGAAAAAATACTGAACAGTAGATATGGTATTAAATAATAAATGAATCTGTGTGTGTGC
GGCTGAAAAAATGATGCACTATGGTCTTTGGAAGCATCCATTATTAGCATTTTACTGGAT
CTAGATTTACGTATATCCTTTCTATTATCACATGAAGTACAATGACATGATGTGTTGGCC
TTTTTTAAATGATGGTACCTGTAAGGTCTGTTCATTTTAAAGTGATTGTTGAGAATAGAT
AATAAAGAGAGATT
>CL1106Contig1
TTGTGACATAATATAAACATCAATTAGACTCCTTCAATGAGCAAAAGCAACAAAAGAAAT
TAACCTTCGTTCACCACTTTCAAATAAATCTGTTTCTTTAGCTCCAATACTGAGAGCCTG
AAGACACAAAGTGTAAACACTGCAGCTCTGTCTTCTGTGAACAGGACTGGTTAAACATCA
GGAGCCTCCAGTTAACGGTTTACTGTTAACTTACTCAACTTGTAGCCAAAAAAATTAAAA
AAATCTGGTCTTTCGATATCATCTGAAACACGAAGAAATTCTCTGTATTAACAGTCTTAT
TTACACACGGCCATGTACTGAGCCTGGCTGCTCAGAGAAGTAGTCAATAATTCCTCGGGA
AAAGCTTCACATCATCAAGAGCAAATGATGAAACAGAGTGTTTAAAGAGCTGCAAAGATG
CTTCTGCCAGGGCGACACAAGCCCAATAAAGGAAAAAAAAAAAACAGATTAAGGCGGTCC
TCAAAGCAAGACCACCGCTCTGATAGGCCAGGATCTGAATGAGGTGGAGGAGCTGTCCTC
AAAGCACTAAATTACAGCAAAGGTCCAAACGAGGAAGAGCATTTCCCTCCCAAACACAGA
CAGGAACACAGCCAAACATGGGGTTATGTGGGAAATCAATATATTGAAATACACTACGTC
AAACATCCAGACATTGCAATAAACTGTCAAAAGAAAAGCAAAACATGTGCTGCGTGAACA
GGAAGTTGTACAATGAGTGATGGGAAATGAAAACTCCCTGCCCCCTGAATGGTGGGATAC
AGGGCCTATATTGAAATTGACTAAATGAGCCTTTTACCTGAGTTTGGGCCATCGTCTCCA
AAAAGCTGAACTGAACCCCTGCAAGTTCTCACGTTCACATACGCGCAATGTTCTAGCTTC
ACACAACAGAAGGTAAGAAGGCTTGCAGAAGTACCGTTTTTAAATAGTTTATAAACACAC
TCGAGAGCAAATTTCTGTTCTAAAATAATTATCTTTGGAGAAAGACGAAGAAGAAAACAA
CAGGGACCAAAAAGAGCTGGTCTCAGCATCTCCACATGTCCGTGTTGACAGAAACCTCCT
GAATCTTCTAAGCTTCTGTGTGGAGAAACGTGAGAAAATGAGGAGTCCCACAGGTTAGGC
CTTTTTTTTCCTTTTTCTTTTGTTTTTTTGCATAGCCAGACAGTGGACATGACCACTGGA
ACCACTCAGTTTCAAGAGGAAAAACTTAAACGAAAGTGGGGAGTCTTGGTCCATCTGTTT
CCCCCTTTTCCATTCGCTGATGTGAGGGGGGGGGTTAGTTGCTCTTTCTGGAAGTTGAAG
CCCTTGGCTCAGATGGCATCGGGTTCCTTCTGGCGCTCACGTCCATTAGATGTCTTCTTG
ACCTTCGAAATTCCTTCCAGAGCGCCTGACTCCGTCACCACTTCATCCATCTCCACGTCC
TCCTCGTCCTGGGGAAGCTGCAAGTAGGGGTTATTGGACGCCGGTCGGAACTTGTAACCC
GTCAGCACGAAAAAGATCAAAGTGGAAACCTCCACAAGAAACTCATAACACCACTGCCAC
TGGAAAGGCATGGTGATTTTGAGCAGAATGGCTATGATCCTTGTGAAGTAGATATAACAC
ACAATCATAACATAGTAATGTCGGAAGAGCTTGAGTTTCTCCAAATTCATGGCAGCTTTG
CCATCTGTGCTGGAAGCCTCCTGTAGGTGACGGATGGACCTGTGAACACGGGTTAGATAC



AGTTAAAGGGCATTTTACTCGGACAGTTTAACACTTGAACTCTCAGAATTTGTGTTTGAA
GATCTTATGTCAAAGCTTCCATTTCCTAATAGTAGTTGAAGGACGTAATCTTGCATAAAC
TTTGGGCTTCGACTGTATCTAATTGAGAAAGTAAGACAGGATTGAAGGGTATGCAGTGAT
GTAATCCCATGACCATTTGCTGCACCACAGTGCTGGGTAGTTGTGCGCTTTATCCGCATT
GCATAAAATCATTATGAAATGAAGGAGATCCAACCTTTCCTCAAAAAGCAGCCCACTTAA
AAAGGAAAGCAAACTCAGGAGTCATTACATCAAAAAGTTTAATTAACCTGGACTTGGTGA
TGAAAATCTTCTCGCCTAAATCATTCTTTACCAAGCTGCTGAAATCCTAAACCTACCAGG
AGCCTCCCTGGACGTCTGCATTTTCCACCTCGACTCCAGTTCCTCTGCGTAGGT
>CL1106Contig2
GGTTAGCGCTGGTGCAATTTGACTTGGACACGGTGAAGACTCCTAATCGACCCCTTTTTT
AACCATCTGGGAGGATCGTTGTTGGTCGAAGTATCCGTTAGCAAAGTCGGTGTGATGGCC
GAAGCACACAGGTATTGTGTGGTCGGATTTCTACTCCTGTCACTGCTATCTGGATGCACG
GCACGGATACATAATCTTACCCTGGAGAATGAAACGCGCTTTGTTGTGGATCTCAACAAC
TTTGGTTTCTACGCCAATGGGACTTTGAACGTGAACCTGTCTTCTCTGCGGATGAATGAA
GGGATTGTGAACTACACCAAGTATCCAGTTGGATTCAGCCTTTCCAGGTCTCGTGTTAAT
GGAGTCTTGTCCTACACAGCAGATGAAGCGGACACCTGTACACTCGATTTGACCAAATCA
CCCAATGATGAGCCACTCATTCTTTTTCTTATTGACATCAGCAGCCTCAGCGTCAAAGTG
ATGGCTATGGGCGACCAGGACAATGTGTTGACAGCAAAGCCGAAGGCTGAAACAAACACA
GGAAAAAGAAAAACCACAGTGGCTTCTGCTACAGAGAAACACCCTGTCAGTATGAAGTCA
GCACAGCCTGATAAGTCTAAAGAAATCGTGGAGCAGACGAAAGAAGTTAAGGATGAGGAA
AAAGACTTTATTCTGGACAAGCCAACCAATTTCAGCTTAGCTCTGGTCAAAATTAACAAC
TCCTACAACTTCATGTTCACCGTTTTGGTTGGCATGAAGGCCCAGGGCATATACAGCCTC
AAGTTCCACTACTGTTATAACAGGTTACCTGGGATCCAGATTCCTTACTCCTTCACGGTG
GCTGTGACTGAGAAGAATCCAGGAAGCTTCCTGTCTGCAGCAGAAATCCCTTTGTCCCGC
CTCTACCTGTACATGGCTGGAGTCTTCCTCGTTGCTGCCATAGTCTGGGTCCACATCCTC
ATGAAGCACAGGTACAGCGTCTTTAAGATCCACTGGCTGATGGCGGCTCTGGCTTTCACC
AAGGTTATATCCTTAGTTTTCCACAGTATCAACTATCACTTCATCAACACTGAGGGCCAT
CCGATTGAAGCCTGGGCTGTCATGTACTATATAACTCACCTGCTGAAGGGCGCTCTCCTC
TTCATCACTCTGGCTCTGATCGGCACGGGCTGGGCTTTTGTCAAATACATCCTCTCTGAC
AAGGAAAAGAAGATATTTATGATAGTCATTCCTCTGCAGGTCCTGGCTAATGTTGCTTAC
ATCATCATTGAGTCGACAGAGGAAGGCTCCAGCGAGTATAATCTCTGGAAGGAGATCCTC
TTCCTCGTTGACCTCATCTGTTGCGGAGCCATCCTTTTTCCCGTCGTCTGGTCCATCCGT
CACCTACAGGAGGCTTCCAGCACAGATGGCAAAGCTGCCATGAATTTGGAGAAACTCAAG
CTCTTCCGACATTACTATGTTATGATTGTGTGTTATATCTACTTCACAAGGATCATAGCC
ATTCTGCTCAAAATCACCATGCCTTTCCAGTGGCAGTGGTGTTATGAGTTTCTTGTGGAG
GTTTCCACTTTGATCTTTTTCGTGCTGACGGGTTACAAGTTCCGACCGGCGTCCAATAAC
CCCTACTTGCAGCTTCCCCAGGACGAGGAGGACGTGGAGATGGATGAAGTGGTGACGGAG
TCAGGCGCTCTGGAAGGAATTTCGAAGGTCAAGAAGACATCTAATGGACGTGAGCGCCAG
AAGGAACCCGATGCCATCTGAGCCAAGGGCTTCAACTTCCAGAAAGAGCAACTAACCCCC
CCCCTCACATCAGCGAATGGAAAAGGGGGAAACAGATGGACCAAGACTCCCCACTTTCGT
TTAAGTTTTTCCTCTGAAACTGAG
>CL1107Contig1
GGTAATAACTTCTAAAAATAAGAAAGCACTGGCAGTGTTGAATACAAAAAGTGACTTAAA
TTTGCTTAAACCAAGAAGTTGTTCAGCTGTGGATTATAGCAAAGAGGGCTTGATGGAACA
GATGGAGGACTTCCATTGATTTGATAAAGCATCTCTTCATAGCAGCCTTCAAACAAGTTG
ACAAGTGAGGAATACTGAAGGGTTTATTTTATGAATTTCATCTTTCAGATAGGTTCAGAC
ATGTCTGATTCAAAAAAAAAAATTAATACTGATGAACTCCAGACAAATGGAAAAACAAGA
TCTAAAGAAAATCCCATTTCTAACTTTTTTTTTTAACTCTTTTTACANACCCCTTCAANA
CNGCAGNACACAGGGTTCTTNGGNCATATNTTTTTATCCAAAATTCNGGATTATTCTGCA
AAAATAANGTTTTATATTTGGGNACCTGTTTGATTTCAATAANGCCTTTTTAAATCCAAA
NAANTAAAAAANGATGNCAGTTTANCAAACNATAACNTACCCCGAATTCCCNCNTTTAAN
ANAANTGTAAACTTTTTTTGNGAAACATCAAANCCCCTAANCNTTAGGACCGACAACNAT
GGCCTCNCANCTNCCCNCNCAGGAAATCANGTAAGCGTTAANCC
>CL1107Contig2
GGGTACCTGTTTGATTTCGATAATGCCTTTTTAAATCCAAAGAAATAAAAAATGATAGCA
GTTTAACAAACGATAACATACACCGAATTCCCACATTTAACATAAATGTAAACATTTTTT
GTGAAACATCAAATCCACTAAACATTAGGACCGACAACGATGGCCTCGCATCTTCCCACG
CATGAGATCATGTAAGCGTTAAGCCTAATACTAGACTATGCACTGAAGTTTGGTTTTTTA
AAATCGAATGTAATCATATGTATTGTCATAAAGCATAATGGATTGTTTTTGACAAAATTG
TGAAAACAAATCTGCTCTAAACGCATTCCTGGACTAAAAGAAAACCATCTGAATGACATA
TTGAACTACAACCCTTTAAAGAAGACTTGACAAACCCAGCAGAGGAGTTTCAGCTGATTT
CTCTGTATTTTTCCATTATTTATCCCTAAACCAAAACTTACATGGAACCCAATCATGCTG
TGATGAAGAAAACAGAACTCGGCAAAAGTTAACAGCAAAAAAATCCATTGTGAATGTGAG
GATTCTTAAAATGTCATCAGAACCGGTTGCTTTAACCTTCTTTATGACTAGAGTACACAA



AGCCACAACATTTGGAGCTCAGGACAAGTAAATGGCAGAGGTGACGATCTGCATTGGGAC
TTGTCCGGTTGGTGCTACATTGCTGAATATTGTGAAGCTCAGAACGAGGACGTGATGAAC
ACCAAATACTGTAGAATACACCAAGGCAGCGTGTCTACATTTAAAACACTGAAACCACAG
AGAGAAGCACACGCAAAAAGGATGATACAAACCAGTACAGAATAATACAGCACATTTATG
GTGGGGATATGCATACAACACTGATTCACTGAACAGGAGAGGATGCAATGGAGACAAATG
CAGATATAATGTGTCAAAAGGGTAGAAATGAGGGTTTATGTCAACCCAATTTCTTCTAAG
ACACTCCGTGGCGCCTCGGCCTCCTCTTGCAGCAGGTCGGCCTGCTCGATGGCCTTCAGC
ACATTCTTTTTGGACGTTTCCTGGGCCTCGCCCCCCAACAGGAACTCATCCAGGATAAAG
TAGGCTTTCTCGAAGTTGAAGATAATATCCAGTTCACAGACGCTGCCAAAATACTTGTCC
AGCAGCTCCACATATCTGTGGATTATCTCCAGGGTGATCAGTTCATTATCCTGATCCTCT
ACTGCGCAGCAGAAGTACAGGCTTGCATACCTTTTGTACACAATCTTGAGATCCCTCCAC
TCGAGGAAGCTGCACATCTTGGGCTTCCTGGCCAATATAGTCTGGACCAAGTCTCTAGAA
ATTTTCTTCCTCTCCTTGTCAGACAGAGGGACATACCACTTCTGTAACCGCAGTTTCCCC
TGACGGCTGAACAACAGCATGAACTGCATGATCTTCGAGTTAATCGCCAAAAACCTGGAA
ATGTACTCGTTAAACCTTGGCAGGTAGAAATAACAACCCGCAGTTTATCATTAAAAATAT
GAAGGCTAGCTTTATAGATGCTAAACTCCCCAGTGCAGGCTGGGGGAGACGACAGCTCAG
TTCTGTCCCCGGCCATAAGGCCCGGGTT
>CL1108Contig1
ACAGAGGAAGAGGTTGCTGTTCTTCCTGGATCTTTGAGTGAAAACCTGTCAGTCGTGGTG
CTTGTGAGCTCGGTTCTGCTCAGGATGCTGCTGGTTCTGACCGAGGAGCACAGAGAACAC
CTGTCCATGCTACCGCAGGTGGAGCCTTCAGTGGTGGGGGAGTTCGGTCGCATCGCCCTG
GAGTTCCTGAGGAGAGGAACCAGCCCGAAGATCTACGAGGGAGCAGCCAGAAAGCTGGGG
GTTTCTGTGGAGGCGGTGCAGCAGGGGGTGGAGGGCCTGATGTTCCTCCTGATGGAGAGC
TCCAAACACACAATATCTGAAGTGGACTTCATGGACTCTGTGCTGATTCTGGGCTTTGGT
GAGGAGCTAAACCAGGTGCTGCTACAGCTGTATCAGGATAATCAGGTGCAGATTCGCAGA
ATCCTGAGCCAACTGATTCCAAGTCAGCCAGCCTTCCATCAGCTGGAGTGGAGGCTTGAT
GTACAGTTGGCTAGCCGCTCATTACGGCAGCGGCTGGTCCCCACGGTAACCATGCGGCTG
ATGCTGTCAGAAAATGAGGAGGGCCAGCGCAGCACCAGAGTCCTGCAGACAGACCCCAGC
ACCCTGCTGCACCTGATCTCCACTCTGGAAGCTGCTTTGGCTGCGGTGAAGACCAGCCAC
TCTCGCCGCATCCTGAGGAACATCAAATAGTTCCACCAGAGCGCCTTTGAGTCACATGGG
AGGGGCTTAGCTGCATCTCTGACAGAGCCCTCTTCAAAGGGCAGATGTTCCTCAGATCAG
AGTCCAATTCTGAAACTTGGAGCTTTGAAAGACAAGAGAGGACTTTGCACAGGTTTGGGA
ATGTGACCATGAACACTTCACAGGGCAGAGCTTCAGCCAGACCTCCGGGTTGGGAGGTAC
CTGTTGTAAGTTCTGAAAATCTGCTTTTGGAGTCTGACTAGTGTTACTGCTGTGGAGGCT
GTTTCTCCTCCTCCTCTGGAGTTCAGCTAATGTTTGCCTTCAAGCTGCTGGTCTTGGGTC
TAAACTGAAACAAAAATAAACAATTTGTACACAAAACCAAGCTCTCTCATTGTTCTGCAC
ATGTTCCTGCCTCCTGCACCAAACTGGCGCACAAGACTTGTGAGTTTTTCAGACACTGAT
GCACATGTAAACACGTTTACGCTCGAGCACGTGTAAATGTTTTTGTAAATCTAAAGCTGT
GGTCTGTAGCAGC
>CL1109Contig1
GCACGAGGTGAGTATGCAGGCCCTCCCTGCTCAGCCGANAGTCTGTGCATCGTGGAGATG
GGAGGTGTGGAGAAACAGGACGAACTTGGAGAAAAAGGCACTATGGGCTTCCTCTACCTC
AACATCGGGCTGCAGAACGGTGTGCTGCTGCGGACCGTCTTAGNACCCTGTGACTGGAGA
CCTGTCCGACACCAGAACCCGGTACCTCGGATCCCGACCCGTCAAGCTCTTCAGAGTCAG
GATGCAGGGACAGGAAGCCGTGCTGGCCATGTCCAGCCGCTCCTGGCTCAGCTATTCATA
CCAGTCCCGCTTCCATCTGACCCCCCTGTCCTATGAGACGCTGGAGTACGCCTCTGGCTT
TGCTTCTGAACAATGCCCAGAAGGCATTGTGGCCATCTCCACCAACACACTGAGAATCTT
GGCTCTGGAGAAACTGGGAGCTGTCTTCAACCAGGTGGCCTTTCCTCTGCAGTACACTCC
CAGAAAGTTTGTGATTCACCCGGAAACGAACAACCTCGTTTTGATCGAGACGGACCACAA
CGCCTACACCGAAGCCACCAAAGCTCAGAGGAAGCAGCAAATGGCAGAGGAGATGGTGGA
AGCTGCAGGTGAGGACGAGCGGGAGCTGGCAGCTGAGATGGCTGCAGCATTCCTCAACGA
GAACCTCCCAGAGTCCATCTTCGGAGCTCCTAAAGCCGGAGCCGGGCAGTGGGCCTCTCT
GGTGCGGCTGGTTAACCCCATCCAGGGTACCACTCTGGACCAGGTTCAGCTGGAGCAGAA
CGAGGCCGCTTTCAGTGTGGCAGTGTGCCGCTTCTTAAACACAGGAGACGACTGGTATGT
TCTAGTGGGAGTTGCCAGAGACATGATACTCAACCCCAGGTCCGTGTCTGGAGGTTTCAT
CTACACCTACCGACTCACAGGTGGAGGAGAGAAGCTGGAGTTTGTGCACAAGACTCCAGT
AGAGGACGTTCCTCTGGCCATCGCTCCGTTCCAAGGACGGGTTCTAATCGGAGTTGGAAA
ACTTCTTAGAATTTATGACCTGGGGAAGAAGAAACTTCTTCGTAAATGTGAGAACAAGCA
CATTCCTAACATTGTGACGGGCATTTACACCATCGGGCAGAGAGTCATCATTTCTGATGT
TCAGGAGAGTCTGTTTTGGGTTCGGTACCGACGCAACGAAAACCAGCTCATCATCTTTGC
CGATGACACGTATCCTCGCTGGGTGACGACGGCCTGTCTGCTCGACTACGACACCATGGC
GGCTGCTGACAAATTTGGCAACATCAGCATCGTGCGTCTTCCTCCCAACACCAGTGATGA
CGTGGATGAAGATCCTACAGGAAACAAAGCTTTGTGGGACAGAGGGCTCCTTAATGGAGC
ATCACAGAAGGCTGAAGTAGTCGTGAACTATCATGTTGGAGAGACGGTGTTATCTCTTCA



GAAAACCACTCTGATCCCCGGAGGTTCAGAGTCGCTGGTCTACACCACACTGTCTGGAGG
CATTGGAATCCTGGTCCCCTTCACTTCACATGAGGACCATGACTTTTTCCAGCATTTAGA
GATGCACATGCGCTCTGAGTTCCCCCCCATCTGTGGCAGAGACCATCTCAGCTTCAGGTC
CTACTACTTCCCAGTGAAGAACGTGATCGATGGGGACCTGTGCGAGCAGTTCAACAGCAT
GGACACACACAAGCAGAAGAGCGTTGCTGAGGAGCTGGACCGGACACCGCCAGAAGTCTC
CAAGAAGCTGGAGGACATTCGCACACGTTACGCTTTCTAAACACACCCACAATTTACATG
AAGACTCACACAAACTCTGTTGTTCAGCAGTTTAGCCACCGTACTGACTCAGTTTTATGG
TAATGTTTGGTAAACACAACTTATTTCATGGAAATATCAGAGAAGAAGAAGGAAAAAAAA
CACATTAATTTGCAGCCATTTTGCCCCCATATATGATGACATGATCCTCTTTCTCTCACA
AGTTTAAGAACCAAACATGTGAGAGGCTTTAGCCACAATCAAAGGAACACAAACGGCCCA
TGACCCAATTTCAGAGTTTCAGTTTGTCTGCTGTGTCAGCACAAACCACCAGCTGCAGTT
CAGCCAAAGTGACACAAAACATCACAGAGGTGTCCTTCAAATGGAGACTTCCTTTGGCTG
CAGGGGACATTTTGAAAATCATCCTCACACTGAGCAGCATTATCGAACTCAACAAAATGT
ATTGCAGACTGCTCAAGAATGCGTTTCGTTTAGCAATAGGGGTTCATGTTCTCTCCCATG
ATCAGAGATATATTTTGTGCAGCACGAAAGCCTGAAGATGACTAAATATTTTCTCTTTTT
ATCAGAGCAGAAATGGAGAAGTAGGCTTTTGTACGCTGACGATTTCGTCTGTAGAGTTCT
CGCTGACGTCTTTTTAAACATGTGCTCGGAGCGTTGCAGCAAACGGAGGCTGACCTTGAA
CCGAGTGCAGCCTCAGGCCACTCTTCAGCGAGCCTTCCACCAACCGTCATACAATTCTGG
GTCAGCTCAGACTAAATAAGTGGGTGGAAAAGTCCTGAAGGGTTGCTTTGGGTGGTGCTC
TTGTCAGTACAGTAAATTCCCAACCTCAGCCACAGACACTGCATTCCACAGCAATCACTG
GACTTGGGGGTTTGTGGGACAGAGACAGGGTCTGTTTTTTTAGTAAATAAAGT
>CL1110Contig1
TTTTTTTTTTCAGATAGATCTCTTTATTTACAGTATAGACCACCGTTTTAGTCACAAAAA
AGTGCAGCTATAAAAATAACATTTTTCAATGTTTATAATTCAGATAAATACAATATAAAC
ACACATGAACTGGCCCCAGGACATTTCCTTTCCCACATTTGGCACAGTATAGGAAAAAAC
TCAGAAACTGGCCTTCATGAATCACAAACTGGAAGAAAAACTCAAACGTGGCACCCTTTG
GTGCTTCACCAACACTGTCATATGCTGAAGCCGTCTCTACAGGAGGCTGCTAAACACTCT
TGCGGCTGGTTGCAATGCTACAAAGAAAGTGGGCCCTCTGGAGCGGCACGTTCCCCTGTA
AAGTACTCGTATTTGCTACAAATGAATAGACTACATTTGGTCTGGTCCAAAAAATTGGTG
CAAAGACAAGGATCCTTGTTTTGAAGGCATAAATGAAAAGAAGCCTGCACACGTATTCAT
GCATAAAGCACGCAGAGGCTTACATTTGTTCAGATCTACAGAGCCAGCAGCGTTACAGTA
CTGGTACAAGACGCAAAGAACAGTTCTTGTGGTTCAGACATGATCAACAGGTTTTCCCTG
TTTGCCAAAGTCATCGTTTTCAATAATGTTTAGATGACTTCCTCTTCTCCTCGTTCCACT
TTCGCTGACCTGCGACGGGCCGGGCGCCGCCTTCGCTACTCTGCACCCAACTCCAATTTG
TAGGACCTCAATCAATCCCCGTTTGACGCAGCACCACCAAATATCCTGTTTGTAGCCGTC
TATAACAAAACCCCCAAAGGGATGACAGAAGCTGAAAACAACATGCTGATGCTAAAAACA
GGCTGGTCTTGAAAGAGTTATCCAGGTCTGGGAAGGTCCGGTGCTCATCTGCCTCGGCAG
ATGATGGGGTGATGGGAATATGGGAGACATACTCTGGAGGCTCCACTGTAAGTCGTGTTG
AAGCACCACCTGGACTGCAACCTAACTAAGCCACTCTGTATTTGCGTAGATCTAAGGGTT
CTTTGCTGGGGACACACCAGTCATCAGCTTCCTGGCAGATTTTATAGTTCTTCAGGGCAG
TTTTGTTGTACACTGGCAGCCTTTCAACGGAGTCTGTAGACAGCGCCTTCAAGTAGATGA
CAGCGTCTGTGCCGTAGCCTTCCATTGAATAAAGCTGCAGGTCCCCTTGGAAGTATTTTG
CATAGAGGCGAGAAATGGGAAGACCGTAACCAAAGCCAGCTAGTGGCGTCCGTGTGTGCT
CTCCTATCTGTGGAGTCGGAGCCGTGGAGTACATGTAGCTGAAAAGGTTCTCGATTTTCC
GGAATGGGACTCCGCCGCCAACGTCGCTCACCTTGATAGACATGTCCTCGCCGCCCAGAG
ACACCAAGGCTTTAATGGGTGGGAGGTTGTTCTTGTTCTCATGAGTCTCTATTGTAGCTC
TCATAGCATTCTTGAAAAGCTCAAATAGCATGTGATACAGGTGAGAGGGAACGTATACAA
TAGATATCGGATGACTCGTCTTCTTGTGGTTCATTTCTTGAAGCAGAAGATCAGGAGAGC
GGAGGTAATACTGGTCACACAGCATCTTGGCACTATGGAAGGCATCTTGCACCACTTCTC
CGACTTGGCAGTGAGGCTCGATGCTCCCAATGGTGGTGGGGTGGGCAGGGTTTGTGGTGC
CGTTAAAAACAAGGGTGTGCTGGTTGATGAGCATTCGAATAGAGATGCGGCTCATGTAGA
ACCGGTCCAAGAAGTACTGGATGTTTTGATTGGTGACCACATCCTGGGGAAAGACCTCTT
TGTATTCCATGACCCCCTGAGCCATGGTCGGCACCACGTCGTTGTGTCTGTTTCGAATGG
TAACCAGTGCGTCTGCAAAATCTCCAAGGATCTGTTGGTCATCAGGGTTCTTATCCAGGA
ATTCAAGGATCTCCATCAGACTCTGAATGTACCATCTCTGCACCATTTGCACTGAAGGGG
TGGTGAGCAGCTTGTCAGGCAGAAGGTTGATTTCCTTCATGATGTTTGAGAGTCTCACAG
GCAGTTCCTGCCTCAAAAAGACAAAGGATGTCTTTTCACAGGCATTGATGGACCCGAAAT
CGATGAATTGCTTCATGGAAAGCGGCGAAGGAGAAAACTTGGAGAAATGATCGATGTGTT
TGGGCAGGCTGGCTAAAGCAGCGTTCTGCATTATAAACCGAACCGACTTCATGGTTGCTG
TGTTGATCTCGGCTCCTCTCTGTGTCAACAACGTCTGATGCTAGCCCCCGGCCATAAGGC
CCGGGTTAAACGGC
>CL1111Contig1
GCCGAGCTTGAGTTTGTACAGGATGGTGGTCTTTCCGGCCGCGTCCAGACCCACTGAAAC
AACAGACAGCCATCAGGTTCCGAACAGTTTCCGGTCCACTCCGACGGGGGCGGAAACACG



GCTGCCGTTAGCTTAGCTAGCTCCGCTGGCCGGAAGTTTGATGGATTTCTGCTGAGCGGA
ATGCCAACGGGTCCGGCCCGAGCGGAGTAACCCTAGCGGGGGCAACCCGGTTCGTTTGGA
CCTGCGACCCGGAGCCCGGCGGCGCTCACCCATCAGGATCCTCATCTGCTTCTTCCCGAA
CAGCCTGGAGAACAGCGACGAGATGGTCAGACCCATTTCAGCGGAGGTTCGGTTCGCACA
GCCTCGGTTGGACTGGTGGGGCAGCTCCTCCTCGGTGCCACGTCCAGGCCAACGCGGAAT
AAATGACGTCACAGCCGCCTCACAACTTTATTGACAGGGTTGAGTGCTGCGTTCAGTGCC
CAAGGGAAGAACTGTGTAAAAGGCTTTTCGGTACGTTTAGAAAATACTATCTTCTATTTT
TTTCGAACAATTTTATTTATATGATTGAAATAAATAAGATCGTCTTTCAAGCAGAAAGTA
CTAGAAGTCCTAAAAAAAAAA
>CL1111Contig2
GGGCTGAGGAATTCGGCACGAGGGTGGCACCGAGGAGGAGCTGCCCCACCAGTCCAACCG
AGGCTGTGCGAACCGAACCTCCGCTGAAATGGGTCTGACCATCTCGTCGCTGTTCTCCAG
GCTGTTCGGGAAGAAGCAGATGAGGATCCTGATGGTGGGTCTGGACGCGGCCGGAAAGAC
CACCATCCTGTACAAACTCAAGCTCGGAGAGATCGTCACCACCATCCCCACGATCGGGTT
CAACGTGGAGACGGTGGAGTACAAGAACATCTGCTTCACCGTGTGGGACGTGGGCGGTCA
GGACAAAATCAGACCTCTGTGGAGACATTACTTCCAGAACACACAGGGCCTGATCTTCGT
GGTGGACAGCAATGACAGGGAGCGCGTAGCGGAGTCGGCAGAGGAACTCTCAAAGATGAT
CCAAGAGGATGAGCTCAAAGAGGCGGTGCTTCTGGTTTTTGCAAACAAACAAGATCTTCC
CAATGCCATGGGGGTCAGTGAACTCACCGACAAACTGGGCCTGCACAGCCTGCGCAGCAG
AACTTGGCACGTCCAGGCCACCTGTGCCACTCAGGGGACCGGTCTGTACGAGGGGCTGGA
CTGGCTGTCCAATGAGTTGTCCAAACGCTAAGCAGCTGACTGATGATGTCACCGTGTACA
GAGGAAGAGGAGGAGCCTTCCGCCAGACTGTTCCTGTTTTTTTTTTCTTTTTTTAAATTA
TAGCTGTAGAAGGAAGTGATGTCACAGACTCTGAGGTTTCCCATCATCCTCTTCTTCTTC
TGCCGGTGTTTGTTCTTTTATGCGCATGTTTTAAATCCAGATCATGTGACAGGATGTTTT
GGGAGAGGGGTGGGGCTTGGGGCAGGTGAGAGCTACCTGGGCAGGTGACGAGTCATTCCA
CAGCCGGACCGGCGCCCCCGTCATTCCTGCCTAATGTGAAGAAGAGATGAAGAAGATGAC
GCAATAAAGCTTTTTCTTGTCACGCTGGTGGGCTTTGTTCTGAACCAGAACCTGCAGACT
CTAGACCAGACCGGTCTCAGAACTGAATCTGGTTAAGGATCAGACAAACTTCAGGTTTTC
GTATGTTTA
>CL1112Contig1
ATTTTATTGAGGTAGTACAGGGTATGAATTTGCAAGTTTTAAGTTAGTCCACAAAATCAA
ATGATCATGCACAATAAAGTGAAAATAGTTAAGCTACAAAAATCAGGAAAGATGATTAAA
TGCTCTTTTTGCCCCTAAAAGAACAAACTTTTTTTCTGCTTTGCTAAATTAAGATGGAAT
GCATTGCTGTACTCATAACTACAATAACTAAGACATTTACTGAAATCTCGTTAAGTAAAA
ATGAACAGTAATGAGTTCTGAATATTAAAATGTATTATATTAAGGCAGTATTCACGTAAA
AGCATAGAGCCGTGGCTCCTTGCTAAGACATACCTGATGATCAAAAACTGGTTGGTTTGT
TTGAACCTATAGCAGTTAACTAATCCCAGTTTTGAAGTGAGCAGAAGAGCTCAGGAGGGA
CTGCATTACTATTAATAGGAGCAAAACAAAAACATAACTCTGGGTTAGTGGGGCATGCTT
CCACTATAAGTTATAAAAAGCACAATGTTGCCACAGCCAATCAGAAACCATCACTACGTT
GTTACCATGAAGGAATTCATTGTTATTTACTTGGAATAAAGGAACTGGATAGGACAGTTC
ATTCCAATATTTTAGTTAGTTGATGTTTCTTAATTGGCCAAAACTTGACTATTTGTTGGC
TAGCATTCCACTACGTCTCCAGAGCAACACCTTCATTGTCTGTTTGCTTCAGCATCTCCA
GCCGCTGCAGCAAAGCATTCCCAAATGCTTCTCTGTAACCCGGACTGAGCGTGTCCAGAA
GTGAGTAAATGGTTTCGTGGTACTGGGTGCTCAGATCTTCGTCCACTTGGTCGAAAACGT
GGCCCACCACCCTTAATCCGGCCTCCGTGAGCTCCAGACAGTACCGGTTCCCCTCTCTTG
TCTCCACATTGATGTAAGCCACGTCTGACGCACTGCCGAGGTTCTGCGACACGTGCATTT
CAGACACGGCAAACAGGACGTCATTGACCACTGCTTCTGCCTCCAGTCTCATGTCCTTGA
CGTCCCCCAGCTCAATGCTGTCCTCATCAAAAGTGCAGGCCTCCTCAGGCTGGCAGTCTA
CCTCCATTTCCCGCCCAGCTGCTCTATTCTTCCGCCTCGTAAGCTTCCAGTCCGCCCCGA
GCTTCTATGTGGACGGACGAGGGCTCGTCAAGAGAATCGCTTTTCCTCCCACGTTGTTGT
ATAAATCTGATTACAGTGCGACGAAATTGATCAGTTTTGCACACCTTACTATTGTGCTCT
TTCCCCTGTAGTTTTTGCTTGTTTACTTTCCGAAATAACCCTGGTTAACTCACATTTAAA
ACCAAAACACGTCCGGTTGGCATAGTACCGATCTACAAGCTATGGAATCCTTTTTTTTAT
TCCAAAACTTTATTGATATTGTCTAAACCTCGTGCCGA
>CL1113Contig1
CCCGGGCCTTATGGCCGGGGGAATGACTCTGAGGGTGACTGCTGGAAACATGGCGGCCGC
GTTGGGAAGACTGTTGTCCTTCAGTAAAAACGCAAGGGTGTTGAGATCGACGCTCACACC
TGTTCACCGCTACAGTGTGGAGGTTTCCAGCGCCGGGGAACCCATCACTCACACCGGACA
GGTGTTTGACGTAAACGATCCCAGGAGAGCCAGGTTCGTTGGCAGACAGAAGGAGGTGAA
CAAGAACTTTGCCATCAAGCTGGTGGCAGAAGAGCCGGTGGCAGAAGTTGGAGTCAGAGT
GGTGTCGTGCGATGGAGGGGGAGGAGCTCTCGGACACCCCAAAGTCTACATCAACCTGGA
TAAAGACACAAAAGTGGGAACATGTGGATACTGTGGACTACAGTTTAAGCAGAAGCATTG
ATTCATCGCCTCTGTCTACGCTCCTCTGTACTTATGGCCATATTGGTTAATAAATTATAT
ACGTTCTGTCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT



>CL1114Contig1
AAGTTTTGAGGATTTTCAGGTACTTTCCTTTNTCAGNAACTNTGNTGGGATTACTTATGT
AATCCANANAGTCCTTTNAAAATTTTCNACCNAATTATTGAAGAACNCATATTTAAGTTT
AAAAAAAAAAAAGAGTTGTGAGCTGAGAAATTCGCGAAAATTGTAAACAAATCTCAGTTT
GAAAACTGCTACTGATGCTTTTGCAACAGCCAAAAATAAAAAATGTATACTGCCATCTAG
TGATTTAAAGGTGTCACTGCACCTTCAGACAGACCCAGAAACCGCTGCAAGAGCTTCAAA
ACCTTTATGACCTTAGGAAAACTTTTGGAAAAAAATAACGAACGATTACTATTAGGTTTG
CATATTTTATTGAACTTTAACAAGGATTAACTTAGCCTTTTTGAGCTTTTTTGGGGCGTA
ACTGCTCTGACTCCCTTCACGGTAAGGGACGCGGCTGAACTCAGTAACAGAAGTCAGGAG
AAATTACTTTGCTGACGTGTTGTTTTCTAACTCTTCAATTTAACTTTTGACAGAATTGTG
TGTCCAACAGGTCATCAACTGCACACAGGACAGTGTTACATTTCTATTGTACAGCTGAAC
CAACGACTTGTCTTAATAAACCATCTGTCCCTTTATAATGACACTAAGTATGGTGTGTTT
GATATGGTTTTTTTCGTATGATGTGCCAAACGTGTCAGATCTTTATTCTTGATATGAACA
GATGCGTGTGTTTCATGTTGTGTGTCTGTGCTGTGCTGTAGTGTGTTGTTGGAGGTGTGA
AAGACCAAACCTATGCAACATGCTGGTTTTTAACACGCAGCCTTTTTTTTCTTTTCTGTC
TAAGGCCGTGGAACGGACTAAAGGGTCAGACGTGTGCTTGCTGTTTTAGCAGTTTTAATC
ATTGTTTGGTTTGGACTTTGGTTCCGATTGGAGCCAAAACCAAGCAATAAA
>CL1114Contig2
TTCGGCACGAGGACGGTATGTGGAGAGCAGCAATGTCGGAGGAGGTTGGGAAGGCGATCC
AGTCGGTGTTGGAGCGGGTGACCCAGGCGGCGACGCGGCGGCCCCGGACCTTGCCGGCTG
TCACGCCTCGCCTGGTCGCTGTCAGCAAAACCAAACCCCCAGAGATGATCGTGGAGGCCT
ACAGACACGGGCAGCGCAACTTTGGAGAGAACTATGTCAATGAACTGGTGGAGAAAGCGT
CTGACCCTCTGATTTTAGAGTCATGTCCTGAAATCAAGTGGCACTTCATCGGACATCTAC
AGAAGAATAACGTCAACAAGCTTCTAGGAGTTTCTAACCTGTTCCTCGTGGAGACGGTGG
ACTCCGCCAAACTGGCCGACCGCGTCAACAGCTCGTGGCAGCGCCTCCGAGGAGCCGACA
CGCAGAGGTTAAAGGTCATGGTGCAGATCAACACCAGCGGAGAGCAGAATAAACACGGCT
TGCCGCCGGAGGAGACGGTCAGCACGGTGAAGTACATCGTGTCGCAGTGCTCCGCCCTGC
ACTTCTTAGGACTCATGACCATCGGTCGCTACGGTTACGACCTCACTCTGGGCCCCAACC
CTGACTTTCAGATGCTGCTGAGTCGGAGGCAGGAGGTGTGCGACAGTCTGAAGCTGCCCC
TGGAGGAGGTGGAGCTCAGCATGGGCATGTCCACCGACTTCGAACACGCGATCGAGGTGG
GCGCCACCAACGTGCGAGTCGGCAGCATCATTTTCGGCAACAGGGAGTATCCCAACAGCG
CGACCAACACCCCCAACCCCAGTCCGAACCCAAGTCCCGCTCACAGCCCCGAGAAGACGT
CCAAGGTGGTGTGTGAAGAAGCTGCCAAGAAGATGCACCATCTCACCGTCTAAGCGCGCT
AAAGCTGAGCCGGTTCTGCGTCCAGCTGCAAATCCCGGGGAACTTTCCGGGAAACGTAGC
TACACATCGGCTCGACGCAAACTGCTACAAGTTTTGAGGATTTTCAGCTACTCTCCTTTC
TCAGTAACTCTGTTGGGATTACTTCTGTAATCCAGAGATTCCTTTCAAACTCTTCAAACA
AATTATTGAAGAACACATATTTAAGTTTAAAAAAAAAAGTGAAGTGGAAAAATTTTACTC
TAGAGTTAAACTGATAAATTCGCAAAAATTGTAAACTAATCTCAGCTTGAAAACTGCTAC
TGATGCTTTGGCAACAGCCAAAAATAAAAAATGTATACTGCCATCTAGTGATTTAAAGGT
GTCACTGCACCTTCAGACAGACCCAGAAACCGCT
>CL1115Contig1
GGCCTTATGGCCGGGGGTAGAAGAAGAAGACACTCGTTCTGGCTGATTCATTGTAGCTTG
TTTGCTTGTACCGACTCTACACAAAAACAAACCTATCTAAGCTCCTGAGGGATTTGGTAA
CAGATCTCAAAGATGGACAGGCTGCTGAGGCTCGGAGGTGGAATGCCAGGACTCGGTCAG
GGCCCCCCAACAGATGCACCTGCTGTAGACACAGCAGAGCAGGTGTACATCTCCTCTTTG
GCCCTGCTGAAGATGTTGAAGCACGGGCGAGCAGGTGTGCCAATGGAAGTCATGGGACTG
ATGCTGGGAGAATTTGTGGACGACTATACAGTGCGAGTGATTGATGTGTTTGCCATGCCC
CAGTCAGGAACAGGAGTTAGTGTTGAAGCTGTGGATCCAGTGTTCCAGGCTAAGATGTTG
GACATGCTGAAGCAGACTGGCAGACCTGAGATGGTCGTGGGGTGGTACCACAGTCACCCC
GGGTTCGGCTGTTGGTTGTCAGGTGTGGACATCAACACTCAGCAGAGTTTTGAGGCCCTG
TCAGAGCGAGCAGTTGCAGTGGTGGTTGATCCAATTCAAAGCGTCAAAGGAAAGGTTGTC
ATTGATGCCTTCAGATTGATAAATGCCAACATGATGGTGCTGGGTCATGAACCAAGACAA
ACCACCTCCAACTTAGGTCATCTGAACAAGCCTTCAATCCAGGCTCTGATTCATGGACTA
AACAGACACTACTATTCCATCACCATCAATTACAGGAAAAACGAGCTGGAGCAAAAGATG
TTGCTGAACCTTCACAAGAAAAGCTGGATGGAGGGTTTGACTCTGCAGGACTACAGCGAG
CACTGCAAGCTCAATGAGACCATCGTCAAAGAAATGCTGGAGCTGGCCAAGAACTACAAC
AAGGCTGTTGAAGAGGAGGACAAAATGACTCCTGAGCAGCTGGCAATCAAGAATGTGGGA
AAGCAGGATCCCAAGAGACACTTGGAGGAGCATGTAGATGTTTTAATGACATCCAACATC
GTTCAGTGCCTAGCTGCCATGTTGGATACCGTCGTTTTCCAGTGACGGCAGCGGTGCAAC
TGTTAATATGAACAACCCTGGACTTTGTTTTATATAAAATAAATATGTGTATGGAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAGAAAAGAGGAGGAAAAAAAAATAAAAAA
>CL1116Contig1
TGTCTTTTTTATTTGATCAGATTTTCATTTGATAAACTTTTCTGATATGAATAAACATCA
AAGATTGTAAGCAGGCTGTTGTTGCACTCGGACCGGCGGTGGCGGCGGCGGTGGTGGCCT



GTTGAACATCAGAGGAAGTGACGTTGAGATGAAGACCTCTTCAGTCACTGCATCTGCTGG
AGTGTCTGCAAACGGTCTACAACAAGCGGCCACGTCAGCATGTCAGTCTGATCTGACTCA
ACAGATAAGAGCCAGACCGTCCCACCTTTGGCCCAGTCCCCCCCCCCAATCAAACCGGGA
ATCAGTTCCTCTGGAAGAACTGTCAGACGATAAATCTCCTTTATTTAGGTTCAGAAACAC
AACAGGTTGGGTTGGAATCAGTTCTTCGGGATAAACAAGCTTCCAAAAACAGAATCAAAA
CAATTGATCTGATTTCAATCAAATTGAACAAACCATCACAGCTTCATTGTTATCAATATT
GTAATTGATTATTTCAGGCACAGAGTAAACTTTATCAAATGGAGGCAAAGAACATGCAGC
TATTGTCAACAGGAAACGTCAATAAAGAGTAAAATCCTTTTTCTCATAAAAAAACTGGTG
TTGAAGGATGAAAATAAACTTGCGCCTGGTGTGACCAGCAGGTTCTCATCTGGCTCACAT
GTCGTCTGCATGCGGCCGCAGACGGTCGTAGCGCTGCGGGTTCAGCGTCACAGACGACAC
GTGACCTGTGATCGGGTCGACATGGAAATGGCTTTCTTCCTGACTGACGTTCTGAGACTC
CAGACCGGAGCGTTCCTGCTTCACTCTGAGAGTCCTCATCAGTTCAGAAATCTCCTCCAT
TTCCCGCTCTTTAGGGAACCGGTGGCCCAGAAGATCCGGTTCTTCCTCTGAGGAGAAGCG
GGAGTCAACCACATGCAGCACCCGGGAGGCCTGAAGGTTCTGCAGGGACCGGGACTGGAT
TCTGACGGGGCTGAAGTCTCCATCGCTGACCTTGGAGTCAGAGAAAGGTCTGAGGTTCGG
GAACAGAATCAGAGAAAATGACAGCAGCAGCACCAGCACACATGTCCCAGTTTGGGCCGG
TTTGCTAGATGAACTCATGACCAGAGCCTGCAGTCTGCGCAGCTGGTCCATCAAGGATAT
GTTGCATTTCTCCAGCTGCGACACTTTTCTCTGCAGCTCCTGGTTGTGTCAGAGCAAGCA
GCCATTCTAAAGTTCTTGTTTTTTTAGGCCTCGTTCCCGGCCATAATGCCCGGGT
>CL1117Contig1
GCTTCNCAGNAAAGTCCGTCAGTGCGCAGGTCGTCTGAGCTCGCACGTGCCCGTTTGTCC
TCTGTCTGCGTGCAGGTCTTCAGTTCTAACGGGGAAGATGTTCGGGAAGGCAGCCGTGGT
CGGTGTCCTGGTTTCGGCGGTGCTGTCCTCCGCTTCCGCCGGGGTGTTCTTCAACAAGAA
ACAGCCCTGCTATGTTCGCAAAGCCGGGACGAACCTGTCCGGAGTCAGGACCGCTCCTCG
ACCTCATGAATATTTAAATGTTTCCGATCTGCCCAAGTCCTGGGACTGGAGGAGCATCAA
CGGCGTCAACTTTGCCAGCACCACACGGAACCAGCACATTCCCCAGTACTGTGGATCCTG
CTGGGCCCATGGCAGCACCAGTGCCATGGCAGATCGCATCAATATCAAGCGAAAAGCAGC
CTGGCCTTCTGCATATCTTTCTGTCCAGCATGTGATCGACTGTGGCGAGGCTGGCTCCTG
CCATGGTGGAGATCACACTGGGGTGTGGGAGTTTGCCCACACTCACGGCATTCCGGATGA
GACCTGCAACAACTATCAGGCCAAAGATCAGGATTGCAAGCCCTTCAACCAATGCGGCAC
CTGCACCACCTTCGGAGTGTGCAATGTGGTGAAGAACTACACCTTGTGGAAGGTCGGAGA
TTACGGTGCTGTCAGCGGGAGAGAGAAGATGATGGCTGAGATCTACGCCAACGGACCGAT
CAGCTGTGGGATTATGGCCACAGATAAACTGGACGCTTACACGGGCGGTGTATACTCGGA
GTACCAGGACGAGCCTTTCATCAACCACATCGTGTCGGTAGCAGGATGGGGGATGGAGGA
CGGCGTCGAGTACTGGATCGTTCGCAACTCCTGGGGAGAGCCCTGGGGTGAGAAGGGCTG
GCTCCGGATTGTGACCAGCGCCTACAAAGGAGGAAGCGGCAGCTCGTATAATCTGGCGGT
GGAGGAGGACTGCATGTATGGAGATCCGATTGTTCCCAAAAACTATGTGTAGATCAGCCT
TTAGTCAGCTTTCTGCTGTCATCATTTTCAAATCAGGGAAAGAGGAAACTTTAATACTCG
TAAATATAAAAAAAAGGGAACTTTCTCTAGGGCTTCCAGATCAACATCACATCTGTTTTA
GATTTTTATGATAAATATTCTGCTGTTTTAAGGAGCTCACTCGTTGCTCATTTCTTGATT
TTCAAGCAACAACAAAATTTTAACTAGATAATGCTTTGAATTTTTTAAAAGACAGACGTG
GGGTGACTTCCCATGATGCACTACACGCTAATGAAAACTCACTTTTAAATGTGCCTTGTG
TGCCTCAGCATGAAGCTCAGATAGTTGCATCTTGCTGTTTTTATGCTCATTTTGCACTTG
AAANATTCAAAGATGTCAAACTATGCCAATAAACATGTATTATCAGAC
>CL1118Contig1
GCAGGATCTCTCCATCAAGGCACCAGTGAGTCCTGCCAGCAGGTCCAGCCTGTCTCTGAA
AGTGGAGCAACACACTTCAGTGGCTCAGCTCACAGTTACCAGAGATATGACTCCATCTCC
AGCTTAAACCATTTCTCCATGGAGCTGAAAATCAACTCTTCTGATGGCCTCGTCCTCCTG
GCTGATGGCAGGCGACACAGCGGGGCAGTGATGTCCCTCAGCGTTCCTTAAAGGTCACCT
GCTTCTTTTAGTAGACGGGCCAAAGGGGAGGGACAGCCTTCGACCCAAAAAGAAGTACAA
TGACAACCAGTGGCACACGGTCTTCGTAAAGCATGAAGGGCAGAAGGTCAGCCTGATTGT
GGATGGCATCAATGCTCGATCTATGAGGCAGCCTGGGACTCGCATTACCGGACCTCTCTA
TATCGGTGGGGCGCCACATTCAGTGAAGGGCCTGGACTCTGCTGGCTTCGTTGGCTGTGT
CCGGGATCTGAGACTGAACAACGCCCACGTTGGAAACCCGGCATACAGCCAGGGGACCAT
TCCCTGCTTCCAGAACCTTCTCCAACCAGGAGTCTACTTTTCTGGAGAGGGCGGTCATGT
CAAGATAGACGAATCTTTGGTTTTGGATCGGGATGTCGAGATCCAGCTTGAGGTTCGGCC
CGTTTTTGACTCGGGACTGCTGATGCACGCTGAAACGTCAGCTGACCTACAACTAAGCGT
GATCCTTGTTGAAGGAAAGGTGACGGCTTCTGTAACCAGCGGCGAACGTAAATTCTCCAC
GTCTGTCACTCCCGTGGACCCTCTGTGTGACGGACAATGGCACACTGTCAGCGTGGTCAA
AAAGAATAAGAGTTTGAAGCTGCTGGTGGATGGAGTCGGCACGCACAGGGTGGGCCCCAA
ACAGAGCCGCTCTGCAGGGGCCAACGCAGCGTTTTACCTGGGAGGTGTGCAGGGTGGCGC
TAAAGGGCCTAGGCTGCCTGACGGGCTGCCAGCCTTCAGAGGCTGTGTCCGCAGGGTGAC
AGTCAACCACAGAGCCGTCACGCTGTCCAGGCCGCTGTCTGTGCACGGACCTGTGGGAAC
ACGAGGCTGTCCCCACATGTAGATCCAGGCTGAGCCTCCTCCACAAACACATCCACTAGA



GATGCAGTTTGGAGAGTTTCCAGGGAGGCCGATCCTCCATGGTGGAGATGTGTCAGGCAT
GTTCGGGATTAAAGATCCTCCTAGAAACAAGAACACGACCTTTGACATGAGCAGCTCCAC
ACACAGAAGCCTTCTTCTTCTTACATTCCTTAACTACAGAATGCTGGTGGTGGGTATCAT
GCTACTGTAGCTAATTTAAGTTAGGACGTCATATTTATTATATACAGTATGTATTTCTTT
TAGAAAAGGTGTTTTCACATTTGTCATTACTGTGTGCTCCATGGCTGACAGACATCTGTA
CACTGACACTAGAGCTTTTTCTTCTGGACAATAAAGACATTCTCTAAGAAAAAAAAAA
>CL1119Contig1
AGTTTAACTGTTGGATNCATTTCTGAATGTTAAAAAAAATAACTNTTTCCTTTTTCATTA
TTTTATTGCACTTTATTTCATTTAGTCACTTCTGACCTTCCATACTTTGGAGAAAACCCC
CACAAATGTGTCACTTTTGGTTTCCAAATACCCTTCATCCAGCATTTCTACCACATTTTA
AATTTCCCCAGCATGATCCCAACACTCTAGAAACAGCTTTTAATCGGAAAACCCATAAAA
AAAAAACAACACTAACCACCGATAAGCGCCCATTATTTTAAGGCTTTTTGGTCCTGGACA
AATGTCACACACGCACAGTTCAGAGTTCATCATCGTCCACGCCGCTACTGCCATCGTACA
AATCGATCCTTGCGGATCTCAGTGGGAGGAGCTTCTGTCAGGACGCCTCACCAGCTTCTT
GGTTTCTCACGTGGTGGTACCCCCTGTTTCTGAAGGGCTCACTCTGCCGACAGACGACGG
TGAGGAGAATAACGATGAGGATGAAGAGCAGACAGCTGGCCACGGCCAGGCTGATGATGA
CCTCTCTGTCGAGCTCTGCTGAGGGCAGCTGACACTCCTCATCTCTGTTTGGAGATATAA
AATGGCTTGTAATGCTCACAAAGTCCTCTAGGGGGCAGTCAAGGGAACAGTTGGACAGCT
GGAGTGGGTACGGTTCTACGCTGCTGTCGTTGCGGTAAAACATGGACACGGATGTGGATC
CGTCGTCGTTCCTGTAGAGCTCAAAAAAGTGGCAGGACGCGTATGGCGGCTGCTTCCCGT
TGAACACGTTCAGACTGGCTTGAAGAGCAGTGACGGTGGTGTCATGCGCTGAGAGCATCA
TCATTTTGAACTGCCGCGTCGGGTCAGGAACGGCCATCCTAGAAAGATTTTTCACTATTT
CTCCCAGCAAGATTCCTCCTTGCAGACGACTCTTCTCTTGCTGCTTGTAGAAGCCAAAGG
AGACCTGAAACCCAAAGTCTTTGAGGATCCTGAGTTTGTCCATGACTTCAGGAGTCACCC
AGGCTGGTGCGGATTTGTTATGTCGAGCCTCACAGAAAAGTGTGTCGTAGACGCTCCACA
CCGTTTCCACAGTAGTATGCTCCAGTCCAGTTTTATTCTTCACCAGATCAATGAGGTCCT
GGTATGTGCTGGTCACGTTCAGAAACTCCTTGGTGTGCGCCGTTTCTTCCATCAGCTGCC
TGTAGCGAGGACAGTCTCCCAGAGGGAACGACAGGAGCCGCTCCTCGCTCTGAGGCACCG
TGTGGACCGGTATGGGCTGCCACTCCAGCTCTGGATGGAACACCTGCTCTCCTTTAGGGG
GGTAGAGACCTGCCAGATTAGCTTCGGCGCTCATCAGGGTCCGGTCGTAGTCTGTGCTGC
GAACTAAGATCTCGTGCCGAACATAAGATTCATTCAGGAAGTTCTTGTAGCGAGACCTCA
GGTACTGACCCAGCTCAAAGTGCTGCCTCATCCCCTCCTGAGAAAGCTGCCCAAAGCCTT
GAGGCCAGGCACTCTCCTGGTAGGGGTCAGTGGGATAGGCTTTGACAGGCGATCGGTCAC
CGTGTCGAAACAGCACTGTCACAAACACCAGTTTTTTCTCCGCGACCGCGGAAGCCACGG
CGAAGACGAAAAGCACGACGGAGGACACCATCATGACTCCGTCCGTGGCTCCGCTTTCTG
CAGAAGAGCTGTGCTAAGCAGCGCGGCGGCCCCCGGCC
>CL1120Contig1
TTTTTTTTTTCTTTTCTCTTTACACAATTTATTGAGCATCATGTCCAATATACATTGCAT
TGACACAAACGGGAAAAACAAACAAAAACAAAACCTACAACAGATGGATGGTGTCGCTGG
GATGAATCACCTGCGCACAGCGTTTTCAGAGCATATTGCTTCATGACATTTTTAAACGCA
CCGAATCTGTGCAAATACAGTGAACACCGGTCAGAGGAGGTTATGGTGGGTTAGAAAATT
CAGACTGAAAAAGGTTATGTCAACAGCAGTTATGTGATCCACACGAATGCAACAACGGTA
CACATCGCATTCACCCGGAATCTACCAACGACAACGTCCTACTCAAAACATACCTCGCGC
CTGCAAACCTGATTGTATGCGCCGAAAGATGGGGTTTGCTACTTTTACTGTTGGTCACAG
CTTAACATGTAACATACATTTGATATTGGAGGTCAACATGGCTTAATAGTCAGCAACACC
TTTAGTAAAAGCGAATACAACCCGAACAAGGCGTTTAATAATTTCTCAAAATATAGTTTA
GATTTGTCTTTAATTTTCAACAGAACACGCATTTATACTTTAAAATGAGCCGTTTAGTGA
TACAATGGGGATTAATGAGCTTTATTTTGGCATGAGTCAGAAGGAAAAGGGGCGTAATTT
AAGCCATCAAGTGTTTAAATGCCAAAGTAAGGATTATTTTAGTCACATACATTCATTCAA
GCCAAATGTGATACATAGTGCCTGACTTTGCAATTGAGCCTCTAAATCTTTCCAGTTTTT
CCCCTCAACGTGTTGTTGGTAAAAAGATTGAAACATGTTGGTTTACCGGCAGAAACGGGC
TGGAATATTTCCTGACGACATCCAGGTTTCCTTGTCCACAGGAGGAAGACAAGTTCAGGG
AAAAACATGGAATTTTACATTTGTCTCACTCATGGCTGATCAAGACTTTTAGGAAGTTTG
AACCTAAAATTGGCACAAAAAATCTGCTACTGTTGAATTTGCAATGTATCACCCAAAACA
AATTTAGAATAGTCTTGTTGGTGTATTCAAAGGCTCAAATCCTAGATTTTAGAGCTCCTT
GGGGTTAACATTTCAGACACTGGCGTGACAAGAAAATGAAACAAGAGGCATTTATGCAGA
ATAATAATGAAACCAAAACCTCTTAAATTGCATTAAAGGTTCTCAACCCATCAGTTTTTA
CATAGCGAGGTGTGGGGACATGAAGCCAACAGAAGGCAACGGTGATTCACTGACGAAAAT
GGTATCAAATGAGCAATTAGTTGGGCTGACGGTCTGGTTAGTACACAGCAGGGAGGACAC
ATGGTGACCTAACGACAACGAGCTTTTGTTTTTTCACAATCTTGACCACTACATTGCATA
AGAAACCTGGTAGAAAGTAGAAAGTGTTCAGCAGCAGATAAAAAAGCAAGTTAATTTACA
GTAGTGACATATCTCACCCTGTTAATTTTCAAAATAAATAAAATTAAATATACACTTCCA
GGTAGGAAACAGGAGATTTCGCTGGTAGGGTTTTTCCAAATTGGCTCATCTGGCAGACCA
TTCACAGAAAATAGGGTTGGGGCCAACCAACCTTTGACTGGCAAAACAAGAGGTGCAAAA



GCCTTTCGCTGAAGTTTTCCCTCTGAAGGAATTTCCCTAGAATTTACAGCTGGCTCCTAA
TCGAATGCCATCTCTTGACTTTTTCTTACACAACGAGCAACCTTCTTCTTGAACTCCCCA
TTGGGGTCCTCCCTCCACTCTTTCGCAGCATCAACATTAGCTGGTGAATCACTGTTGGGG
TCTGCCAACATGGAGATAACACTTATCATGATTGTCTCTACTGTGTGGATGGGAAGCCAG
CGCTCCTCTGGCTTTTCATAACCAAACTTATCTTCTCCTGGCTCGTGCAAAATCGAGATG
CAAACATCACCATTCTTGGCAACATTGGGATGCCAGATCTCTGTGATGAACTTCATCTTA
GGTGGTCGCAGTGGGTAATCATAGGGAAAGGTTAGGTATGCTTTGAAAAACCCCCCTTCA
AACAGAGTATCTTGTGGACCGATGATCACAACCTCCCACTTGTATATGTCATCATCGTCT
ATCAATCCAGCTGAAAAGCCCTCTACTGGGTTTTTGTTGAGCTCTGCCAATTGTTTTCGA
AGAAGTAATGCTGATTGTTCGGTCATGGTACGCGTACGTAACTAAGAAAAAAACTGTCTG
TATAGACAAATATCTTCTGGCACACAGAGAGGAGGTCCTGCGATGCTGCTGCTCCCCGGC
CATAATGCCCGGGTT
>CL1121Contig1
GNCGCGTCTCCTGCGGTGTTGTCACTCTTCACGAGCTGTCACGCACGCACTCCTGCCAGC
TCACCGGAGCGCTTTGTGGGCCGCGGAGGGTCATCGGAACACCGGCAGAGATGGTGCTGC
TCACGATGATCGCCAGGCTGGCGGACGGACTGCCGCTGGCCGCCTCCATGCAGGAGGACG
AGCAGCTGGGTCGAGATCTTCAACAGTACCAGAGCCAAGCGAAGCAGCTCTTCAGGAAGC
TCAACGAGCAGAGTCCGTCACGCTGCACTCTGGAGGCCGGTTCCATGGCCTTTCACTACT
GCATAGAGAAAGGAGTGTGTTACCTCGTCCTGTGTGAGGCTAGCTTCCCCAAGAAGCTGG
CCTTTGCGTACCTGGAGGACCTGCAGGCGGAGTTTCATGAGCAGCATGGGAAGAAGGTCC
CCACGGTGTCCCGTCCGTACTCCTTCATCGAGTTTGACACCTACATTCAGAAAACGAAGA
AGTCGTATATCGACAGCCGAGCACGAAGGAATCTGGGCAACATCAACACAGAGCTGCAGG
ACGTGCAGAGGATCATGGTGGCCAACATCGAGGAGGTCCTGCAGAGAGGAGAAGCTCTCT
CTGCTTTAGACTCCAAGGCCAGCAACCTGTCCAGCCTGTCCAAGAAGTACAGGAGTGACG
CCAAGTACCTGAACACCCGCTCCACTTATGCCAAGCTGGCTGCCGGGGGGGTCTTCTTCA
TCATGCTGATTGTTTATGTGCGCTTCTGGTGGCTCTGAGCAATGAAGGAGATGAGGATGG
AGGTGAAGAATAAACCCACCACGGTCCGTGGACGCTAAGAAACGCCATCCCATGATAGGA
CTTTACACATTTAAGACCCGCCCATTTCCATCTCACCTGTCCATGGAGCACAAACATTTC
TTTTAATCATTAATCTGTTGTAATAGATTAGAGAAGCGTACGTGTGCACGTGTCTGTGTG
CACGTGGAGGGGGCTGATCAAAAACCGTAAGGGTCTAATGTAGCGGCTAAAGGGGCATGA
ACCTAATTAGTTTTGATGACATCACAGGTGGGCGGGGCTGAGGAAGAGTTTTGCTTTGTC
TTCAGTGGTTGCAGCGAACAGATAAAGTAACTGCAGAAGTGATTGAAATAGTCCCTTTTC
CTCCCCTCGGTTATATTATGGGATGGTGAAACTGTAATGTTTTTCTTTTTTTTTTGCTAA
AACGTTTTTATTTCTGAACAGAAAATCCAGCAGGTGACCTCGTTTGGGGCCTGATTATCT
GGTGTGAACCAGAACCCGATCCGTGTCGGTTCTCCTCGCTGCAGATGGAGTTTTTTTAAA
GTTGAAGTTGGGTTCCACCTCATTAGTCTCCTCCTACTCTGCTTCCATTTCTGCTAAATA
TCCAGATTGGGCTGACAGTGGAAGCTGAGAAGTCCTCGTGGAGATCTCTGGTTCCACACC
TTTAAGGTTCTCTGTTCTGTATTTCTGAAGCGGCAGTCTCAGCTCTTTGGGCCGCGTTCC
TGCAGTTAAGGTAGATCTATGGTGTTTAGGTTGCTATGAGTTTCTTTTCTTTGTGTTTGA
TCTCGTTTTGTCAAGAAAGACCTGAGACGTCCGTCTCGGACCGAAGAATCTCTGTGACGG
TTCAACACTTCTGTTTGTGTGATCTTTACGGTGTCGTCGCTCACGAGACCATAGAAAGAA
AAGGAACCGTTCTGTGGTTCTTCTAGACGGTGTCTCTCTCTTACCTCAGCTTTCCTTTAG
CTGCAGCCAGCTGGAGTCCACGCGTGGAAACCGCAGGACGCCGAAAGCCGCTGATCGGCT
TCGACCGTTTGGGAGGAGTTTTAAAGCTCTTAAGGAATGTTCCACTGAGTGAAAAGTGAG
AAGGCCTTTGAGTGTTCTGATGGTTCCCTCAGAAATAACATTTCTGCAGCTCCAGCACCA
CTTTTCAGTGAGAAGTTTCCTTTTGGAGGATGTGCTCCACTACGGTTATGCTCTGCAGAA
AAGCTGCAGACCGGATTTTACGTTTGTAAATTTTACTTTGAAGTGGACTCCAGAA
>CL1122Contig1
GGCGCCTTTGCTAACTGTAATGGGAGCTGGCGATTTTTTCAAAATTTTTATAGTTTAATC
TGTGAATGGCGCCNAAACAGGACCCGAAACCTAAATTTCAAGAAGGTGAAAGAGTGCTGT
GTTTTCATGGGCCATTGCTCTACGAAGCTAAGGTAGGCTGTCGGAGTTAGCCTGTCTCTT
TGACGATGCGACCCTCCAACGTGTTTGATTCACTTTGATCACATTGAAGTGTGCCTGTTT
TTGCAGTGTGTTAAAACAAACATCAAGGACAAACAAATCAAATACTTCATTCATTACAGT
GGCTGGAACAAAAACTGGGACGAATGGGTTCCTGAAAGCCGAGTGCTGAAGTATGTGGAC
AGTAATCTTCAAAAACAAAAAGAGCTTCAGAGGGCTAATCAAGACCATTATGTAGAAGGA
AGAATGAGGGGTGCTGTGCCGAATAAGAAAATACCTGCTGCATCGCAGAAAAATGATGTA
AAAACCAAAAAGAACAAACAGAAAACTCCTGGAGCAGGAGAGGGGACGAGTTCAGGAGGA
GATCCAACGCATCCTCCACGAAAGAAGAGGGCGCGTGTTGACCCCACTGTGGAGAGCGAG
GAAACTTTTATTAATCGAGTGGAGGTGAAAGTAAAAATCCC
>CL1122Contig2
TTTTTTTTTTACAAAAAAGAAAAACCTTTTTATTACAAAATAATGACGCTTTCAAGAGCA
ACATGATGAAAGGACTCTTGGAGAAGATAACATTGAACAGAAATGTTTGTCAGGAAAAAC
TGAAATGTGCTGCATTCAAAAAGAAAACTAGAAATAAAAAGAGGGGGGAAAATGAGTTCT
AGGACTCATTTTAACATCTTGCTCGGATTCTTCCCGATAACCAAAAAGGTCCAATCTGTC



CCAAATTCTGTTTTTGGTGAACCGCAGTGTTTGAAAATGAGATTTCCAAAGTTCAACGGA
TGAAGGCTGGGGATCCGAGAAAAAAAAACAAAAAAACTCTACACGGCCTTTCTGTGATAC
TCAGGAGGGGCAACTTCATAATCGCTGGCATTAAAGAGTGAAGCAGAGTTCTTCACCAGA
TACTTCAGAAAGTCCTGTAGATAACTGAGCAGCAGAGAAAGGCTCTTCTCATCCAGTGGA
GTGTAGGCTAGCATGGCTCCAATTCTCACAAAGAGTCTGAGCAGGTGAGAAGCGCCGTAG
ATCTGAGACATGGGAGTGTCAGGGTGATTGGCCAGGATGTCTGCATACTGAGGTCTTTCA
AATTTGTAGAGAAGCTGCGTTCCCAGCATAACATTGAAATATTCCCGGATACCCGCCACC
ACTTCATTTACAGCAAATTCCTTGCTGTCGGAGTTTCCTCTTGATTTCTTGTAGTTTGCA
TAATCTTCCAGAACGCCATCAACATTCTTTTTGGCTGGTAGATGGACAAGTTGTTTTTGT
CGCGTGATGAGGTCCCAGTCATCAACAAGCCAGGGTTTCAGCTCCTCTGGGATTTTTACT
TTCACCTCCACTCGATTAATAAAAGTTTCCTCGCTCTCCACAGTGGGGTCAACACGCGCC
CTCTTCTTTCGTGGAGGATGCGTTGGATCTCCTCCTGAACTCGTCCCCTCTCCTGCTCCA
GGAGTTTTCTGTTTGTTCTTTTTGGTTTTTACATCATTTTTCTGCGATGCAGCAGGTATT
TTCTTACTCGGCACAGCACCCCTCATTCTTCCTTCTACATAATGGTCTTGATTAGCCCTC
TGAAGCTCTTTTTGTTTTTGAAGATTACTGTCCACATACTTCAGCACTCGGCTTTCAGGA
ACCCATTCGTCCCAGTTTTTGTTCCAGCCACTGTAATGAATGAAGTATTTGATTTGTTTG
TCCTTGATGTTTGTTTTAACACACTTAGCTTCGTAGAGCAATGGCCCATGAAAACACAGC
ACTCTTTCACCTTCTTGAAATTTAGGTTTCGGGTCCTGTTTTGGCGCCATTCACAGATTA
AACTATAAAAATTTTGAAAAAATCGCCAGCTCCCATTACAGTTAGCAAAGGCGCATCTCA
CTACTCCCCGGCCATAATGCCCGGG
>CL1123Contig1
AGTCCTGCGGGTTGAAAGGACTACAAGGTCATACATCTGGACATCCAAAACAACATCTCC
ATCATGAGGTGGTTGGATAAAAGCAGTGAATACAAGACTTTTTCCCCACCATTCTCATTC
GCAATCGTCGTCTTTGGTCCTTTCAGTCACTTGTTTTAATCTACAAAAAGCCAAATCCAA
AACAGGAGAGGTAAAAATCATTTGTTCTTGCGGGACGGACACACATGGCGGGTTTTGTCC
TGACCACTGAGAGGAGTACAGTTTGTTTTCTGCTTTGGCTGGTTCTGAGTAAAGCTGGAG
TGTCAGGTTGCCTTCAGCCGCTTGGCGTTTTCAGACGCTTTACTGGGAAAAAACGCGGCA
GCTTCCATCGCAGAACCTGATCACGCAGAACGACTGAGACTTGTTGCTTCATGAGAACCT
TAAAATAGCATCAAAATCACTTCAAAGCCACCAGATCAGCCTTTTTCAGAATCAAAACAA
TATAAAACGGTTCCCATAACAGCACCGAGGTTGTACCAAAAAGGGTTTTAGAATCAGCCT
TTTCCTGTTAAATGCTGAATGGCGGCGCCTCTACACAGTCGGCTCCAGCAGCTCCTGCAA
GTCACACAAAGTCTCCTTCACGGTGCGAGATAACGTCTCTGCGTTGGTGTCCTCGCAGCA
GTTGAAGGCGGTGATGGAGAAGTGGACGTGGTCCGCCTGGGGGTTGTAACAAACGGCGTA
ACCGTCGGGAACCAAGGGCCCGAAACACATCACGCTGTCGGTGTTTGCAGGAACCTGCCC
CGTCCTCAGCTTCCAGTGCGTCGCCAGGCCGTAAGCCGTGTCCATGAAGACTTTGGGGAT
GCTGAGACCCTCCTCGATGGCCTGCAGTTTGAGCCCCAGCAGGTGGTTGTCAATCCCGTG
TCCATTAAGAGTCTGTTCCGTCAGGACCGTGTAGGCATCCACAGCTTCTCTGAACAGTTC
TAGCTTGGCTTCACGCGAAACAGATCGGTCATCAAAAGCCAGAAGGAATTTTAGTGCTTG
GTTAGTGGGTGAGCGGATGTACTCCGTCCGTCCTCCTCGAAACAACCTCTGGGAGGCGAT
GTCGCACGCCGGACAGACCTCATTGTGAACTCTGTAGTAGGCGAGCTGCAGGGCGACCTG
GATGAAGGAGTTGGGACTCAGATTGTGCTTTTTGGGAAGTTCCTTTCCAAACTTCTTGAA
GTTGAAGACATAGACATCGAGGTCATTGATCAATATGTCAAGGTTCTGCTTGGCCTGCTC
GATGTCCCACTTGATCTCGCGGTCGATGTGAAAGTAGAGTTTTTTTGGCATCGGCAGAGG
AACCAGCGGAGCTCTCTTTGGATCAGGATGCTCACAGTACTCCAGGATGTGATGCAGCAG
GGAGGTCACGGGCATGCCCTCAGCCGTGGCCTGCTCATACAGGAGGCCCCAGGAGCCGTC
CTCGCCGCCACAAACTGCAG
>CL1124Contig1
TTTTTTTTTTTTTTTTTTTTAGAAAATGACACATTTGTTTAATTTTTTAGCTAAAAATGG
CAAAATGATAAATAAAAGACCACTGGAAACGCTTTTACAATAGATCAAAAAGATATTTGA
AGGGGGACTTTAAAGGCCAAACATATTTTGTTTCATTACAAAACAAAAAAAGGTGTACCG
GTACATTTATTCACAGTAGTAGTCCTCACTAAAGAAATAAAGTATAAAATATATTATGAA
ATAACCACAAACAGCCTTTAATAACTTAATAAAAATGTTATTTTTAGGATTCATGTCCAC
TCCTCTTTCATTATAAAAAATAAAATTGCACAACTGCATCTGATGGCAATTAAAAAAAAA
CTATCTACAATGAAAAGACCAAACAATGAACCAACAGATGAAAAGAAAAGACCAAAATCA
GACTAATACAAGGATAGAAAACTGTATTTTTTTTCCTTAAAAAAAACAACTTACCAACTG
CATAAAAAGCATGCACAGAACTGGGGTTTGTTTTATTCACAGTGGTGAAGAAAAAACAAA
CATATTGTCTTTATCTACATATTACTACCAAACATCGGGTTCAACACAGCAGATAATGGG
ATCCAACCACACAAAACATGAGCTGATATAACTACATTATAAAGGGCATCACAAAAATGG
TACAGAACAGCAGTGTAGAGAAAATACTTGTGTTTCCAACAATAAGAAAACTGCTGTCGT
TTGCAAATACAAAAAAAGGAGGGGAAATTTTCAGCAGGAAATAACATTTTGAATTTCCTA
CCATTAGACCAAAATTTGACAGAGTATGGCTTCATGGCAGTAATTTAATCTCCATGAATG
TTGAGCAACAAATCCATGTTCCATTATCGTCCAAACAGGTCCTTAACTAAACTAAAAACT
GGTCTTTGGAGCTCGGCAGTGAAAGCTGAGCATGATGATGCCCTTCCGTTTTAATTTCAA
TACCAGAAAAGTCCACTGGGTGAGCAACTGCACAACCAGATCCCTGGAAGACCAGTCAAA



AGGATGAGAGACACAAGGAAAACCCTGGTGAGGTATTTGGTGCAGCGGGGCAGAAAGAAG
AACAGATGACATGAAGTGTGCCAGATGTCCACTGGGATGGAGGATCTCTGGCAGGGTAGA
GTTCAGCTGAAAGGGTTGATGGCGGCGATGGTTCTATGACACCCGGATCATCTGAGCTAC
TGTCTCATCTGGTGGAGACTGAGAAAGATCCTGCGATAAGCCCAATGCATCTTCTTTGTC
CTTCGGGGAGAAGAAACGGCCTCCATCTCCTCGCTTGCGTTGCATAGCGTGACGATGGCG
AGACTCGTGTAGATACTTCTGCCTCCTCTCTTTGGGGATCTTGCCCTCAGCCTCCAGTTT
GGCTCGGGCCTGTCTTCGCTTCAAAATACGATGGTACTGTTTGGCATTGACATACAGAGG
CTCCTCCTCCAGCATCTCAGCCCCTGGCAGGGGGATCCGCTGCATTGTGGGAACTCCTCC
ACTTCCAGGAACCATCATGACCATTCCACCTGCATTGACCATGTTGCCGGAGACGGGCAG
GGTGACGGTCACAGTGCCTTGGCCACTGTTGGTAGTGTTTGTGTTGGCACCCCCTGCCTG
TACAATCTGAGCTCCTGCCAGGCTGGCAGCTGGAATTGTTATCATTCCCTGCTGCAGGAC
AGATCCATCTGTGTTGACCGGCTGGTACACGATGGTCTGTCCATCAGCTGTCTGTGCCAC
CTGTTGACCCTGCACACTGATCTGCTGCCCCTGGTTCTGTCCGGCTGTGATGGCTGTCTG
CGGTTGCTGAATGATGATTTGCTGTTGACCCTGCTGACCCTGGAGCTGAAGAGTCTGGCC
ACCTTGCAACTGTATCTGACCTGGCTGTACCAGCTGGATCTGCTGCAGTCCTTGAGCTCC
AGACACAGGAACCTGCATAATGGTTTGACCCTGACCTCCAGACATGGCCTGCACCATGAT
GGGCTGGCCTGACGAAGTGATGAGCTGCCCACCGCTCACCTGAACCATTAGGGGCTGGCC
TTGGACCTGCTGTTGGATCTGTCCGTTGGCGGTCTGCACAACAATCTGCTCCCCTGTCGT
AGTGGTGGCAGACGTGTACTGCTCCCATCGCTGCTGCTTTTTGACGCAGTCCTCGTAGCT
TCGCTGTCCGGTTTCCTTCTGATTGGCTCTAGTACAGCTCGCTAAAACCCAATCAAC
>CL1125Contig1
TATATGCTAAAAAAGACTCCACTGACTGGGTTACTGCCAATGAGGCAGCTGTCAGTCACC
GCTTCTTAAAGGTAACAGGTCTGCAAGCAGGTGAAAGCTATGTGTTCAGAGTGCGTGCTG
TCAATGCTGCCGGAGTAGGCATGGCCTCAATGGCTTCTGACCTTGTGACTGCCAAGGCTG
TGGCAGGTTCCCAGGAGGTTTCTTGTGTGGTGGATGAGAAGACAGGAGACATTGTTCTGT
CATTTGAGTCCTGCCAACTAAGTGAGGGCTCTCAGTTCCTCTGGAAGAAGGAATATAAAG
AAATCACTGATTTCTCCAAAGGACTTGTGATAAAGACAGAAGGCAACCAATCGAAGCTGA
TTTTTAAGAACCCAGATAAGGAGGATGTTGGAACATTCTCTGTTTCTGTCACCAACACAG
AAGGGGTGTCATCCAGCTACACAATCACCTCTGAAGAGCTGGCCAAGATGCTGGCACTCA
GCCATGACATCAGACACCCAATCATCCCGCTGAAAATCGAATTGTCCTACAAGATTTTGG
AGAGGGGCAGAATGAGGTTTTGGTTGCAGGCTGAAGAAATTTCCTCCAATGTCACCTACA
AATTCTTTGCCAACAACAAGGAACTGTCTGGAGCTGATCCCAACAAAATGGGCCATGATG
TTTCTACTGGTATCATTGAGTTCATTCTGGACCATTTCACAGAGGAGAATGAGGGGACAT
TTACATGCCAGATCACTGATGGAGGTGGCAAAGCACAGAGCTCACTGGTCTTGATTGGAG
ATGCATTCAAAGCAGCTTTGGCTGAAGCTGACTACCAGAGGAGAGAGTACATCCGAGTGA
AAGAGGGCCCTCACTTCAGTGAGTTCCTGACACTTCAGATTGGAGATGACTGCTCTGTCA
CTTTAGTCTGCAAGGTTGCTAATCTAAAGAAGGAATCAGAGTTCCACTGGTATAAAGAAG
ACACAGAGATCATCCCAGAGGTAAAGCCTGATCTTGGATCAGGTGTCTGCAAACTGCCAA
TTAAAGAGTTTTCACAAAAGACAACAGGGGTCTATAAAGCCACCATCAGTGACGACAGAG
GAAAAGATATGAGCCAAATTGACATCAGTGGAAAAGTCTTTGATGATGCCATAAGCAAGC
TCAGCCAACTGGCTGGAGCCAGTGCTGCAGAGCTGGTGATTAAGTGCACAGCAACAGGTA
TCCAGCTACAGTGTCACATGAAGTATTACACCTCAGAGATGAACGTCACCTGGTATCATG
GTGAGACTAAACTCTCACGCAGTGACAAGACTGTGATTGGTGGAAATCCCGCCATGGCAA
CTATGGAGGTGATCGAGCCAGGGGAGAAGGATAAGGGATCGTACTCTATCGTAATCACAA
ATGCTGAAAACTCTCACAAACGAACCCTGGACCTCAGCGGTGACGTGTATGAAAAAGCTT
TTGCTGAGTTCCAGAAGCTCAAAGCCGAGGCCTACGCTGAGAAAAATCGTGGTAAGGTGA
TAGGAGGACTGCCGGATGTTGTTACCATTATGGAAAAGAAGACCCTCAGCTTAACATGTA
CAGTCTGCGGAGACCCCAAACCTCAGGTGTCATGGCTGAAAAATGGAGCAGAGGTTGAAC
CTGACGACCAGTACGTGGTCTCCTTGGATCAGGGCAAGTTTGCAAGTCTGACAATCAAAG
GTGTTTCAATGGAGGATTCTGGCAGATACACAATGATTGTCCAGAACAAGTATGGAGGAG
AGTCTGTGGATATAGTGGTCAGCGTGTACCGTCATGGGGAAAAACTCCCTGAGGCAAAAC
CAACTCTGACCCCCAAAACAATCATCCCTCCGAAACTTCCCATTGAGATTCCTCAGCCTA
AAACCCAGCCAGCTAGTGCAGCTCCTAGCGCTGCAGCCAGCCCTGCTCCCAGCCCCGCAC
CTCCAAAGGCACCGGCAGGAAGAGGGATAAGGAGTCCTACTCCTTCTCGGAGAAAGTAAT
GCGTTTTGGAGCTATGGATTTGGGAAGAAAATCTGTTAACATATAAGGTGCCCCATTAAA
GTCATACATGGAAACTAAATAACATATTTGTTTGAAAACATTATTGAATGAAAAAGGAAT
GTGAGTGAAACAGCATTTTAGAAGAAAATCTGCTGATGTCTAAACATTAAAGAATTAGAA
AACCAATGTACATCAAAAAAAGATGGAAGTTCAACTGAACTG
>CL1126Contig1
CAGTACTCTTCAGCATTTTATGATGAAGTGGAAGAGCTTACAGAAGAGACGCCTGCAGAA
CTGCCAAACTTTCCAGAACCTAATCTGGAGAACGAGCTGGAAAACCCTCCTGAGAGTGGG
CTGGGTGCTGCCTGTGAGCCTCAGCTTGATGTGGTGATCCCAGCCAATCAGGGAGAGTCT
GTTCACCCTTCAACCAGTGTGGTTCATGGACCTTACTACTACTTCTACCAAGCTGAGGAC
TGCCAGCAGATGTTCCTTCATCCTCTGAATGTTCGCTGTCTTTTACGTGAATATGGCAGC



TTGGAGGCTTGTCCTGACTCCATCACTGCCACTGTAGTGGAGATAGTTGGACACACAGTC
ACTGAGGATATTCGTCGTCGGCATCGCTATCTGGCTCATCTGCCTCTCACATGTGAATTC
AGCATTTGTGAGTTAGTTCTTGAGCCGCCAGTTGTTTCCAAAGAGACTCTGGATACATTT
GCAGATGACTTGGAGAAAAGAAGGCGCATGAGGCACAAGAAAGTGAGAGATGAGAAACGC
AGGGAGAAAAGAATTGAAATTGAGGAGAACAAAAAGCAGGGTAAATATCCAGAGGTGCAC
ATTGGACTGGAGAACTTCCATCATTTCCCAGCATTTGGCTCTCCTCCTCACAACTTTAGT
CCTCCGATTCAGTCTGATCTAATTTTTTCCCCTCCATCCCCCCTCAGCAGCAGTCCCTCC
TCTGATGGTGTGAGACTCCTGACTCCGCAGACAGTGGGCAGCCTGGAGGAGGATTCTCAC
TGCATGTCTTTTGCACAGATGCTAAGAGATGGAAAAGCCAGGGTTGATGTTGGACCCAAA
ATCACTCAAAAGAAAGATAAGCTGCTCGCCCCCCCAGCAGCCGACAGTGATGGCGAGAGC
GACGGATCAGAGCGTGTTCCTGTTCCCAGCTTTCAGAATTCCTTCAGCCAGGCTTTTGAG
AAGGCTCTTCTGGAGTTGGACAACGGAACAGCTTCACCACCTCAAATGGTGGTCGAACCC
GATGAAAAAGGTGGAAAGAAGAAGAAGAAAAAGCATAAACTGCTTTTCAGCACTTCCATC
GTTCACACAAAATAGGCAACACTGAAGTTCATCCATTCATATTGTTCACAGAGGGTGTTC
CTTTGTTTATTTAGTTCCCTGGTAATTTTTCTTGAAAAAGGGGGGCTGGTTTGTAGCTAG
CATTTTTGCTGCTGTAGCGTTTTTTTTTCTTTTCAGTTTATGGGTATTTCAACCCATTGG
TGTTCTTAAGAGTAATTTTGGTCTAAGCTTGTGTGTCATTCTCATGTCCTGCTGAAGGCC
TTAAGGTAATAAGTAGTTCACAAATGAAAAGAAGCTGCTGGCGCTAACAGTTTATGTGCT
TCAAACGTCAGAATAATTCGGATGTGACCATTTTCTCAGACTAACCCCCAGCACTGCACC
TACATGATGTAAACTATGGGATACTTTGCAGACAAATTACATTAAAAGATTTAAGGGTGC
TTTTTACTCAAGTAGCAGTCAGCCAGCTGCAGGAACATTGCACCTCTTAAATCTCTGCGA
CATTTAACCCTCCACAGTATGTTTGAAACCTAACATTGCTACACAAGCAAAAACATATTT
TCATGTTTAAAGATCATAGATAACAACTTGGGTTTGCTCCTCTGTAAGCCATCTTAAAAG
TAATGCAAATGTTATCGCTGCAGTATTTAGCAACAAATGCTTTCCTAGAATAAAGGTAAA
GCGATTTCATCATCATCCATATTCTGCTTGTTTAGAATATAAACTCACTTTATTTTTTAG
TTGTTTCACCATTGGCTTAATTCTTTCCTTTACTTTTTCTCCGCTAATTTTTTTTCAGTG
TTGAAATCTGGTGATGGAGGTTTTCTGAGATTAAACAATTGTTAAACCTGAATGGAGATA
ACAGATGTGTGGGAGTTCTTTTTGTTTTTGAGCAGGTTAATAGACTAGTAAGGGAACTAG
TCTTTTGTATTAAATAAAGACT
>CL1127Contig1
GCTCGGGTCACTCACCCAAGCACAGGGTGTGGTACCGGGACTTCCTGTCTCTCCTCGACC
ATCCGGAGTTGAACAGCGTGGAGGAGTTTTGCGACAGAGTTTGGAAAAAGGAGCGAAAAC
AAAAGAGGGTGAAGACTTCCAACGGCAACAACCAGAGCAAACCCGACAGCGCCAGCCGGC
CGAGAGCGTTGGCCCCTACTGCTCAGAAGCAGCAAAGCGGTCCGCCTCCTGGCAAGCAGT
GGCCTCAGGCTGGAGCTCAAACAGCTGGAGGCTCGACACGCATCCAGAACACTCAAAAAG
GTCAAGAAAACCCAGGTATGTTGAACACCCAAGCCTTGAAGAACAATCAGAAAACGCAAA
ACCTTCCAAAGGGTCAGGGCACCGTGGCGGGCTCTCAGGCTGCAGGAGGATCGCGGGTGA
ACAGCCAGCACACAGCCAAGTGGAGACGGATGCAGGACAATAAGAAGGGACGCAACAGGA
GGACCCATGAGCTCCAAAGGCCCCCGCGAAGCGTTTGAGGAAAAAGCACGCAGATAGATG
GACATCTGCAGTCAGAAACACATGCAAGCACAATGCCATGCATCCACACAAGCACATCAA
CAAGTCTGGTAGGCTGTAATTCCAGTGACCTCTCCATAACAACCAAAACAAAGCATCCAG
CAACGGTCTAGTGCAGAAAACATATGAGACAAAAAAATAAAAACATTGAAACCCAAATGC
ACATCATGGACAAAAAGACTGAAACATTGGAGTGGATTCTGTAAATGTGTGAGTACATCG
CTGGTTGCCTGGGATGCTGCCTGGAAGACACTTCCTGTACATAAGCTACCAAAACAAAAA
AGACTTGGCAGAGGGGCGGAAGTGTTTGTTTCTCAGCAAAAAGGACTTATAATGCTGAAA
GGACATGTTGCAGATCTTTCCTCCTTGACCTGAGCATGTGAACGTCTGCACAAGGAAAAA
GAAGAAAAAAAAAACTCTGATTTTCAAGAACATAAAGCGATTTCATCTGTAAAGATGCAA
AAGTGGTGCCCTGAAGGGACGGAACAGAAGGGACACAGTCACCCCAACATGTGCACAACT
CGCTTCAGTGGCCACCATGCTGTTTTCAAACAAACATGAGCATTACAACACAAAAAAAAA
A
>CL1128Contig1
ATTCGGCACGAGGCGCCATGGCGGTGAGTTCGGTGCACCTGGAGTCCGACGCCTTCCTGG
TGTGCATGAACCACGCACTGAGCACGGAGAAGGAGGAGGTGATGGGTCTGTGCATCGGGG
AGGTGGAGGAGGCGCGGATCGTCCACATCCACTCCGTCATCATCCTGCGCCGCTCGGACA
AGCGGAAGGACCGGGTGGAGATCTCCCCGGAGCAGCTGTCGGCCGCCTCCACCGAGGCGG
AGCGGCTGGCGGACCTGACCGGGAAGCCGATGCGGGTGGTGGGCTGGTACCACTCCCACC
CGCACATCACCGTGTGGCCGTCCCACGTCGACGTGCGGACCCAGGCCATGTACCAGATGC
TGGACCAGGGCTTCGTGGGCCTCATCTTCTCCTGTTTCATCGAGGACAAAAACACCCGGA
CGGGTCGAGTTCTGTACACCTGCTTCCAGTCCGCGCAGGCCCAGAAGGGCTCCGAGTACG
AGCGCGTGGAGATCCCCGTGCACGTCGTGCCCCGCGAGGCCATCGGGAGGGTGTGCCTGG
AGTCCGCCGTGGAGCTGCCGCGCATCCTGTGCCAGGAGGAGCAGGACACGTACCGGCGGA
TCCACGGGCTGGCGCACCTGGACCCCGTCACCAAGATCCACAACGGCTCGGTGTTCACCA
AGAACCTGTGCAGCCAGATGTCAGCGGTGAGCGGGCCGCTGCTGCAGTGGCTGGAGGACC
GGCTGGAGCACAACAGGCGGAGCATCGCAGACCTGCAGCGGGAGAAGGAGGCGCTGCTGC



GGGAGCTGGCTGCTCTCTGAGCCGCTCCGGACGGACTGATCTTCTGCTGCTGCTCCTCCA
TCCTCGGGTCTGTCCCCCATCGTTTGGTCTCCCTTCCATCCTCGGGTCTTCTCTCAGCAG
GAATGATTTCTCCTTCTTCCTTCTCAAAGTGCTCCTGGACAGACTTCAGGGTCCTCAGTT
GAAATTCTAAGAATGATGAGGAACTACAGGAAGATGCTGCTGGATGAAGGTCACTTTGAG
GAGCATCCTCCTCATGCTCATTCACAACAGTTGCAAAAAGCAAACATTTGTAGGTGAACA
AATTCGGGGTTTTGGGTTAATTTGACTGTTTTTCTGGTTAAATGT
>CL1128Contig2
GAGGCCTGCTTCAGTCCGCGCAGGCCCAGAAGGGCTTCCGAGTACGAGCGCGTGGAGATC
CCCGTGCACGTCGTGCCCCGCGTGGCCATCGGGAGGGTGTGCCTGGAGTCCGCCGTGGAG
CTGCCGCGCATCCTGTGCCAGGAGGAGCAGGACACGTACCGGCGGATCCCACGGGCTGGC
GCACCTGGACCCCGTCACCCAAGATCCACAACGGCTCGGTGTTCACCAAGAACCTGTGCA
GCCAGATGTCCGCGGTGAGCGGGCCGCTGCTGCAGTGGCTGGAGGACCGGCTGGAGCACA
ACAGGCGGAGCATCGCAGACCTGCAGCGGGAGAAGGAGGCGCTGCTGCGGGAGCTGGCTG
CTCTCTGAGCCGCTCCGGACGGACGGACTGATCTCCTGCTGCTCCCCCATCCTCGGGTCT
GTCCCCCATCGTTTGGTCTGTCCCCCATCGTTTGGCCTCCCCTCCATCCTCGGGTCTTCT
CTCAGCGGGAATGATTTTTGGAGAGCGTCTCCTTCTTCCTTCTCAAAGTGCTCCTGGACA
GACTTCAGGGTCCTCAGTTGAAATTCTAAGAATGATGAGGAACTACAGGAAGATGCTGCT
GGATGAAGGTCACTTTGAGGAGCATCCTCCTCATGAATCCTTATCCAAAACAGTTGCAAA
AAGCAAACATTTGTAGGTGAACAAATTCATGGTTTTGGGTTAATTTGACTGTTTTTCTGA
TTAAATGT
>CL1129Contig1
CCCGCGAGNACGCTTTCCAGTTTATTAGGTACAAAGAGCCAAGCGGCACTTTACAGAAAA
CGACAATGATTACAAGTTCTGAGAAAATATGACAGAAATATGGCCATCAGGGGTTCCTGG
AACACGGAGGAGGATCACCGGATCGTGTATTTGTCCCATTTTTTCTCCGGATCATACGGT
TCCCAGCGGCTGGCAGGAAAAATGTGCTTGTTCTTCTCGTACCAGCTCCTCAGCACCACT
TTACCTGCGTGAGACTCATCTTTCTCCACCGTGGCGTCGTTCACCAGCCGAATGTCGTCA
TGGACGTCGAAGCTGAACAGCGGCCCAGACTTCCCTCTGGCTTTGGTGACAATGAAGTCG
TAAAAGCTGTGGTGATGTGGGATTATCAGATCTTCTTTGATGTACATCAGCTGCTCCACT
CCAGCAGATCTTAGCTCACTAAAGTCTTTCCTCAGGACCTCCAGGGCCTTCTGCAGAAAG
TTCTGGATGGTGTTACCCTTCTTCATCTTGACGGTTTTCCGGTGTCCAGACCCGTCCCAG
TAACTGAATGTGATTTCAATCTCCTCATTCTTAATCTTTTCCTGCTTCAGCTCCCACTCC
TGCCTTAGCTCCTCTCTGAGCCGGTTCTCTTCCTCCTCTCTGTCCCGATCAGGCAGGAAA
CTCGTGTCCACGTCTGGATTTTTACCCAACTTCTTCTTCTTCACTGGACCTTCATCTAGC
TCGTCTTCTGCCTCTTCCTCCTCACTTTCCTCCTCTTCTTCTTCAGGATTAAAGGATAAA
CTGGCTATCTTCCTCTTCTGTTCCTCCTTTCTCTTCCTCTCCTTCTGCTTCTCCAGTTTG
AGCTGGAGCTCTTTGGACTGCTCCTTCTTAGCCAGCTGTTTCTCCCTCTCCTTCACCAGC
GCCTCCTGTTTGGCCTTCATGTCATTTAGCGTCACCAGACCAACGGTGCTGGACTTCAGC
TCAGCCTCCACGGCGTCGTAATGAGCAGAGAACTTCTTGTCGATGTTGGCCTTCACCATG
TTGTCCTCTGCTATCTTCTGCTTCAGTTGCTCGAGCTGTTCTCGCTCTTTCTCCCGCTTC
TTCATCAGTTGCATGGCTCTTCCAGCCTCGCTAGCGGCTCCTTTGTACTGCGCCATTTTC
CACCTGAAGTTTGAGGTTTCCTCCGAGAAAAAAAACTCACAAACAAGAGGCTTAGAAGCG
AGGTTTAATCAAAAAGTGACAGAGTTTTCCAGAGCTTCAAAACACTGCGGGTTCCCCAAC
AACAAA
>CL1130Contig1
GGCAGAACGCTCCAGGGGCTGCAGCTTCAAACCCGCTCACCGCTGCGGTCACCGCTGACC
CCCCCAAAGCAACATTCCCCGCCTACACCCAACCCTCTGTCTCTTCTTCCTCTGCCTCTT
CTAACCCCTCTAGCAGCACTGTGGTCAAACCCCCGGCCACAGTGACCAGTAAGCCCGCTA
CCCTCACCACTACGAGTGCAACCAGTAAGTTGATCCACCCTGATGAGGATATCTCACTGG
TAAGTTGCTTGAGCTTTCTACTTTGACCTTTTCACAGTAAGTAATGATCAGATTAATAGT
TTATATGGAGAGGGGCGGGGGCGACGTTTACCTACGTAAAACCGACACGATCAGGATGAA
GATGCGGGTTCGATGTTCCTGTAAATGGGAAGTTCCGCATTTAGTCTGTATTTTCTAAAT
ACAACGTAGTCGTTTTTCCTTCTGTGGTTATGTCAAAGGATGATTCTGAACTTGAATATC
CTCAGTCTGAAATCAGGGCACGCCAACTTTGGTACCCAATACCTCAACCTTTTTGTGAGT
GTTTCGATGTACTGAGAGGGTCCGGGGAAACGTTCTGCCGTCTGAATGTTTGCTTTCTGT
GTTGTTCGACCAGGAGGAAATGAAGGCTACGTTACCCAGATACCAGCGCCTCATACCCAG
GCCTGGTCAGGCCCTGACTGCTGCTGCTCCCTCTGTGGCAGCCGTGGGCGGCATAATGCC
CCCGCAGCAAGGCATGCCCCCGCAGCAGCCCGGCATGAGGCATCCCTTGCATGGTCAGTA
CGGTGCCCCTCCCCAGGGCATGCCAGGTTACATACCTGGAGGGATTCCTCCATATGGGCA
GGGTCCCCCCATGGTTCCCCCTTACCAGGGAGGCCCTCCCATGGGTATGAGGCCGCCCGT
CATGTCTCCAGCCGGACGCTACTGAGGAAGCAAAGAATTCTTCCACCACATTAGGTTTGA
GGCTAACACCTTTCTCTCACCTTTTTCAAACCTAGCTGCAAGCAAAGAGGAGTTAAGATC
AGTGGTGATGAAGACGTGTTTTGTTTAAACTCATGGACATTAATTGTAAAATGTTAAGTG
AAATGCAGCCAAACAGCATGCAAATACCTAAAGGTTGTTTGGGATCTAATTGATGATGAC
GTGAGGATATATTCTTTCCCATAGATTTCACTCAGGTTCATTGTGGTGAAGTTTGTAAAA



ATGATTCATATTTTCTTTTGAAGCTGCTGGAGTAACATGAACATACCAACTTCTTACAAA
GGCAAGTTTCTCTTGTAAACCATTTGTTTACTTTAGTGGAGTTATTGAGGCCTTCACAGC
ATGCATAGATGCTGTTGGACATTTTGTCCCCAACCATGGTTGGTGAGGGTCTCAGTGATT
TAAGATGATTCCAACAAAGTAGTGTTCGAGTTTGTGACTCATCAGTCTCTAGCTTTATTC
TTCTTTCAGGTTTGTTTTTGTTGTTGTTTCCTGGTTCAATTCAACTTGTATGCATCCTTT
GTAATGTTTTATNATATTGTTGTAATAAAAT
>CL1131Contig1
CTACTTCAATATCCATAAAGAAGTACTTAGATTGTTGTACTTTACTTTAAAAACTGCCCT
AAAGATAAAAGACCACAGTTCGTGCTTTTCTAATTCACAACGTTATTTATGAACCCATAA
TTATGTTGTTACTATATTTTTAAACGTTTTAAATTATCAATAAGCATTATTTGAATCAGA
CTTTCCTTTTGTAATCAATCTGGCAGCTGATATATTCAACTTTGAGCTTCTTGAGTGTTA
AAAAAAAGACTCGTGGAGACCCAGTTGGGGACAAAATGTTTTACTAGAGAGGCCGGAACA
ACCGTTGAGAACAAAAGCCTCCACATGACTAAGAAGTTACTAAGAAGATGTCATGTATGT
TACACAGATGGCGTCAGAAACACCGCAAGCTCCGTTTAAACAAGGTTCCAATCACGCTTA
GCTAAAAAACCCAATTGCATTAGGAGAGCTTAGAACTGCCAAGGATTTATTTAGCAAGTA
CCACCTTTTCTTTGTTGGCCAATGCTAGACTCAGCTGAAATTGTACCCCTCTGACTTCGA
CGACGAACTTGCCGAACCCAGATGACCCTGTTGAAAGTCTAAATTACTTTTTTTTTTTTT
TTTTTTTGACAAATACATCAGAAGGACTTTGATTAAACCTGCTTACTAAGTGTAATAAAC
TACAAACTGGATTAGCTTTTACTTTAATGCTAGTTCGGCTTTTAGCTAACACTGAGGATA
GCTTTGCACGATTAAAAAAAACACCCGGCTTAATTATTAAGATTAATTTTAGGTTGTTTT
TTTTATATTTATCGTGTTATGTTTACGTGTAAATGATAAATTAAAAGAAATGTTTGATGT
TATTTTCGGTTTTCCTTTAGAGTTTATGGTGGGTAACCGATGCTAAACATTATGCTAAAT
AAGCAAAGCAAGAATTGTTCAATGGAATATTAAAATAAAGTCAACTTCTTTGACAAATTC
TGACAATAATTTCAAAAATAATACTACGCGTAAGTCTGTAACACATTTTGCAAATGTGTT
TGCATTGTTAAATAACGTGGAGCGCTTGTTTAGTTGTAGGCCTGAGCCATTACTTCGACT
AGGCCCGGTTTCTAACTTAGCCCATTTAGGGAGCTTTTTAAGTTAAATTCACGAAAGTTA
AATATAGTTTGGATGTGACAGTTTGTGCTTCCGAGACTTTAGAAGAACCAGAACCCAATT
AGAACATGTACAAATAAAACTAGAGTTAGCTTTGGCATGCAGCTAAATGACAAAAGACAG
AACAAATACTCACTAGGGATCATTTGTAAACCTGGGTGTTCTCGGAGGTTGGTATCCGTA
CAGATGGCAATAAAGCACGTCAAAACAGAAGCAGCACATCTCCGCCGAGACCACCATTTT
TCAGCCGCCACTTCCTGAACCTGGTCCCGGGCTGAGATTCGGGGAGAGGCCGGATGTATT
GTAACCGGCCGGGGCTGGAGACAGCGCGTTCGTGCCACCGCCGCTGCTGCCACAGCCACT
ACTGCCGCCGCCGCCGCTAACGGTTCCCCCCAGGCCGTTGACTCGGCTCAAGTTCGCAGT
AGATGCAACAGTCGCGGAGGAGCCAATCCCCAACTCCGAACCGCC
>CL1131Contig2
TTTTTTTTTTCTTTTTNTGAGAGTCATCCGAGCCACACAGCCTTTGAGAAACTGCAGTTT
TCTTGCTACATTACAAGTTTGGATGGTTAAGAGATAGAAACTGAAGGAAAAGCTTCTTCT
TCTTCTGTTAAAGTGTAGCCAGAGTACCAGACTAATCCAATAGAAAGACTTCTTTCCATC
CACAGAATCAAACACCTAATTGGGTTTGCTGAAAATACACAACATTAATATTATTCCATG
TTGGTTTAATGTTTTGGATATATGAATGGGAGGGGGTTATTGTCATACATATGCTGCAAA
AACTTAACCACAGGCAAAGGAGAAGAAATGCATGGATTTCTTGCCATAATCAAATGATGC
TCTGTTGCCACCCGTTGCCATGTCAACGTCTGGGAGACGGCCAGCATGGCAACGGAAACT
ATCATCATAAAATGGAACAGTAGTAGAAATAGCTAGACCAGGAGGGGGCGGGCTCTCCTG
GGAAAAGGTCCTCGGAGAGGTCCAATGATTGGTCATGCGGCTCGCTGTCAGGAATAATGG
TTGTAGGGGGGTAGAGGGTGCCCAATGCCGTTCTGGTAGTGATGGTGCTGGCGGTGGGCG
ATGTACTCTGCATAACCCATTGTCATCTTTTCGCTACGGTACCTGGTTAACTTAATAGTC
TTCCTGAAGTCATTTGTAATGGGAGCTTTGTAACCTCCCTTTCGTAATAAGGAATCTATG
GTTTGAATGTGGTCCCAACCTTGCTCCTTAGCGACCTCTGGTAGGTAGGTGGCGGTGCGT
TTTGATCCTTTTTCATTAAAGAACTCTATCCGTATACCATGAACACCCACCTCCCAGTCA
AGGTAATCACCGACATCTTCAAAGTTGGTGAGAAGAGACACTGAGCAGAAGAGTCGAGGC
AGCTCATCCCTTGTCATAGGGGGGAAGCGGCTGTCTTTAAGGGCACTGGTAAGGGTGTAC
TCCCTGAGTCCTGAGTGCAGATTCATGGCAGAAAATGTACCTATACAACCCCTCAACCGT
TTGTCTCTGCCTATTTTCCAAGTGACAAACAGTGGATAGGGATCATTTGTAAACCTGGGT
GTTCTCGGAGGTTGGTATCCGTACAGATGGCAATAAAGCACGTCAAAACAGAAGCAGCAC
ATCTCCGCCGAGACCACCATTTTTCTGCCGCCACTTCCTGAACCTGGTCCCGGGCTGAGA
TTCGGGGAGAGGCCGGATGTATTGTAACCGGCCGGGGCTGGAGACAGCGCGTTCGTGCCA
CCGCCGCTGCTGCCACAGCCACTACTGCCGCCGCCGCCGCTAACGGT
>CL1132Contig1
TTTTTTTTTTAAAGTGTCATGTGGGAAGGTTATTTTGTAGAAATTGAGTTCTGCATAAAT
GATGGCACATTATCTGCAGACTGTCGAATCCTCTAACCAATCAACAGAAAAACTTAACGA
AAAGTTCTTCAAAGTTCTGTGCAAAGAACGGTTCCACCTCGGTCGGTTCTGCAGCTGAAG
TTTAGGGGAGATGAAGGGGAGGGGGGGCAACGGGTTCTGCTTTATTGATCCAACACTCGA
CTTGGCGACCCGGAGAAAAGAAGGACCCAACCTCATCTGAGAGTGGAATAGATCAACAGG
AAATGGACCTGCTCCCTCGTTTAGCCCCGCCCCCCTTCATTTGGACAGACGCTTTGGTCC



GTTCCAGGAAAACAACTTTTTTTGTTTTGAATAGATGGAAAGATCAGAAGCATGCCGCTC
TGGTATGCTTCTGATCGGTTTCTTTTTACGGTTTCTGTAACCGCACTTACCCAGAATGCC
ATCTGACATATTTCCTCTATGAGACAATTTTAAAAAACATTTTGGGGAGGAAGAAGCTCC
TAAAAACCATTTTCCTGCAAAAGCACATCATTCCAGCAAGGTTGATAAAATAAAAATTTA
AAACACGAAAGCGAAATGGTTGCCGGTAAAAATCTTAGAGTGTCCTCCGACGGCAGAGCC
ACAGGTTCGAGTCCTCGGTCTGTCCGCCTCCCCGACCGCACACATGGAAGCCCTGATTGA
GTCCTTTTGCTTTTTTGATTCAGATGGTTTGAAACTTAACAGAAATACATACATACATAC
AAAACCAAATGATAAAAAACATGAATAAAAGGGGAAAAAAAAGAAGAAAAAAAAACATCA
GAAATTGTGGCTTTAATGATTCCAAAGTCCGCCGGTCTGTTCTTGATAAACTTCGATGAC
GTCCTCATCCTCCATGCCCAGCTCTTTTGGGGTTTGGTTATCTGCGATTCTCTGTCCCTC
AAAAAGAAACCGTAGCGTGCTCGCCAGGACTCCCTGTCTCTGGCTGTAAGACTCTTTCAG
CTTCTTTAGATGTGTGGTCATTTTCACCTTGAAGTGGATTTCACTGCTGTCCTGACCGAT
CACTTTTAGTTTGATGTACTCTCCATCTTTCTTGTCGCCTCCGTCCTGATTGGAAGGTTT
CGTCTCCGTGTCTGACATGTTTATCCTGACTGTGTGCGGGAGGGGGAGGGAATCCCTTCA
AGGTGTAGCGTTAGCTTTTAGCGGTGGCTCTTGCTTTATGTTGTGAGGAATGCGACATCA
AACGGCCCCGGCCATA
>CL1133Contig1
GGCTTTTTGTTCCCGTTTCTTNGATAAAAACAGTTTAGAGGTTGGAGGAAGTAGAAAAGT
AAAAAGAGAAGAGTGTGTTCAGAAGTTCAGGTCCCGTCCCAGCATGCTCTGGACAGGAGG
GAAGCAGCAGAGCTTCGGTCCCCAGGAGCTGCTGGAGAAGTGAGAGGAACACTGCAGTTC
ATCAGCAGGGCTGCAGAGGGCGCTCCCACAGCGAAGCAGGGCTCTGCACGCTGGCTGGAA
CGCCAGCACACCACAGCCAGAGCGAAAAGGAGGAAGATGAAGACACCTGGCTCTGGTTCG
GGAGGAAAAGTCCAGATGTTGCAGGAAGCCGCTGGTTCTGAGAGGATCAGACGGATTTTC
TAGCAGTCAGAACTCTGACAATGGAACCGACGCCTCCCACTGCTAGAACCTTTTCGTGCC
ACTGCAGCAGAGTGGCGCTGCTGTTGTCCGAGGGCTTCTCAAAGCCCTTGTAGATGTATT
TCATCAGCAGGTCCACTTCACCTTTGTCCAAAGAGCTCACCGTCTTTTCTATGTCACTGC
CCTTAAAGCTGCAGAGCACCTTGACCACCAGCTGCTGCACTCCTTCTTTGGCATTCTGGT
TCTTGGAGTTGACTGGAGGGTTCTTCAGGACTGCGCGCAGCGCTCCGTTCTGGTTCCCTT
GTCTCAGCAGCGAGTCCACCTCCGCCTCGTCCGGACCGGTCTGGTTCTCCCCTCCCTCTT
CATCGTCCACAAACTTGTTCTCGTCGTATTCGTCGACGTCTACCTTTCGGAACCGGTCGG
ATACAGTGTTCTTGGACATTCTGAAGCTGTTTATAATGATCAGAACCTGGTTCTGTGGAG
ATCAGGTGCAGCTAATTCCGCGGTCCAAAGCTGCACTTCCTCGTTTATTTACTTCCTGAA
TCTCCTCTCTTCCCGTAGGCCAA
>CL1134Contig1
GGATTATTTGACGTTTACCTCAGAGTTTGGTTCTGTTGTTAGTGGTTCGAACTCATCACC
GCGCGAGAAAGTGGTGCCGCCTACAGGAGTCAGCGGATAACTGAGCGTGCTCAGTGGGGG
TGATCCTGCCTTTTCTCACACAGACCCCATCAGACCGCCACCATGGTTCTGGCCGACCTG
GGCAGGAAGATCACCTCGGCGCTGAGGTCACTCAGCAACGCCACCATCATCAATGAGGAG
GTGTTAAACGCCATGTTGAAGGAGGTGTGCGCCGCCCTGCTGGAGGCAGACGTCAACATC
AAGCTGGTCAAACAGTTGAGGGAGAACGTAAAAGCTGCTATAGACCTGGAGGAGATGGCT
TCAGGTCTGAACAAGAGGAGGATGATCCAGCACGCCGTCTTCAAGGAGCTGGTCAAGCTG
GTGGACCCGGGAGTGAAGGCCTGGACGCCAACCAAAGGAAAGAACAACGTCATCATGTTC
GTCGGTCTGCAGGGCAGCGGCAAAACCACCACCTGCTCCAAGCTGGCCTACTATTACCAG
AGGAAAGGCTGGAAGACCTGCCTGATCTGTGCGGACACCTTCAGAGCCGGAGCCTTCGAT
CAGCTGAAACAGAACGCCACCAAAGCCAGAATCCCCTTCTATGGCAGTTACACGGAGATG
GATCCGGTGGTGATTGCCTCCGAGGGCGTGGAGAAGTTCAAAGCGGAGAACTTTGAGATC
ATCATCGTGGACACGAGCGGCCGACACAAACAGGAGGACTCTCTGTTCGAGGAGAAACCG
GCGTTTTCTCCCTTAGAGGAAAGTTCTGAAGAACAACCAAGACTTCATAGTTTGTTTGAG
CTCATGTTCTATTAAAATTCTCAATAAAACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
CCTTGT
>CL1134Contig2
TCTTTCNTCCAAAGTCGTTTTATTGAGAATTTTAATAGAACATGAGCTCAAACAAACTAT
GAAGTCTTGGTTGTTCTTCAGAACTTTCCTCTAAGGGAGAAAACGCCGGTTTCTCCACCG
AACGACCAGAGCAGCTTTAAAAGGAGCGACACAAACATTTATTCTGACCCGACGTCTCCA
CGGATCATCTCAGCAAATCAGGACCGGTTCTGCTACGTATACATTTCACACAGATTCATC
ATTTCCACTCGTCTTCATCCACCCTCCTCCTCCTCCCCTCAAAGGAACATGGCAGTAAAC
AAAGCTTGTCCTGCTTCTTCAAGTCCTCCTTTTACTCTGCAGTTTTGATAAAAATGTCGT
CTGCTGGTGCAGACCAGCAGCAGGCGGCCCCCATCATCTTCTGCGAGAAGGCAGGGATGC
CTCACATGTTGTTGAATCCCATCATGCCTTTCATGTTTCCGGCCGCTCCCTGCTGAAACT
GGCGCATCATGGACTGAAGACCAGCCATTCCTCCCATGTGGTGCAGGACTCGGGGGTCCA
TCATCTTGGCCATCTGCTGGTTCAGTTTGGCCATCTGGGACGGGTTCACGTTCTTGGACA
TGTCTCCTCCTTTGAACAGCCCCTTGATGCCGCCCATCTTCTTGACCATCTGAGCGAACT
TGGTGTACTGGGTGAGCAGCTCCTGGACGTCTCTNGTGGCGACTCCAGACCCGCGGGCCA
CCCTCTGGATCCGGTTGGGCTGCTTACTGAACAGCTTGGC



>CL1135Contig1
CCTGGCCAGNANATCCCACCAACAGNAGCGGAAATCGCCACCCTGAACATCATTCCTCTC
TTTGTCCAGCTTCTCTACTCATCAGTGGACAACGTGAAGCGCGTGGCCGCCGGCGTTCTC
TGCGAGCTGGCGATTGACAAACAGTCAGCTCAGAAGATTGACGCCGAGGGCGCCTCGCCT
CCTCTGATGGAGCTGCTGCACTCCAACAACGAGGGCATCGGTAGGACTGCTGCGATAAGG
CCGCACTAATGCAGCACTTAGTCGTAGACGGAAGCCAGTTGGACGTGCAGCAGTGCGTCG
TTTAAGTGCCGTTTTCACGCTCTCCCTCTGTGGTCCATTATGAGAGAGCACATGTTTCTG
CTGATGTGTGAAGGCTGGATCCTGCTGCCTTCCCCCGAAACTCCATGTTTCTTTCATTTA
CAGAGCTCGTTTTGCGTCTTTCATCCGCAAAGAAATCCTAAACGTCTTCTCGGATTTAGC
AAAAGGGGAAAGTTAGTGTCGGAAATCTTTTTCCCCTGGGGTCAGGGAGAACAGCTGGTC
TGCTTAAGAAGGTAAAAACCAAAGCACTTATTCAAACTCTCCCCAAATCTGTTCAACAAA
AGCATTAATGATCTTGAAATGACAGGAAAGAGACCGAAAAATATCCAAATGTATCTTTTT
ATTTGGTGGAGCTTCGAAAAAATCTTTGAAACATACCAACGGTTGTTACTGTGCTTTGAT
ATTTTT
>CL1135Contig2
GATATAATCTTTATTTTATAAACAGATTTTCAGTAAAAACTCTGAAGTACAAAGACTAAG
TTCCCTGTCAGTAGTTCGCTCCAGACTAACGTCTCATGAGTTCACGCATCCATCGGCTGC
CCTTCTTCTGAAGCAGTGGCCACGCCCCCCAGAGCCACGCGAATGGCGGCGGCGTGGAGC
ATGCAGAGTTTTTAACTGTTATTTTTTTGTTTCTCATAAAAAAGGAAGCTACATGATTAT
CATAACAAAATAAAATCTCTTTGGCGTCGAACACCCACCCAGAAGCAGAAACACACACAC
AGCTGAAGCCTCAGCGCCTGAACTAGAATCAGTAAAATTAGTCTATAAAACACAAGTTCA
GCCCTGTTAAGATTATGAGTCCCATATTCTGTAATAATTGCATATTTTACATCATGTGGG
GGGGCACAGGGAACACTCCACTCCTTCCTGTTCTCCTCCTGGTCTCAGCTCCTCCTCCAT
CCTCATTAATATTGATCTGGGTATTGTCCCTCGTAGTAGCCTGGTTGGTATTCGTCGGGC
ATCATGCCATTCATGATTTCCACGCCCATGCCCATGCCCATGTCGTCCATGCCGTCCTGG
TCAGCCGGGTATCCAGCAAACCCCCCCTGGAAGCCGGCGTCGAGCTCATCTTGGTATGGA
GGCTCCATGGAGATGTTGTTGCGGGCCATCTCCCAGGCGACTGGGTCGTGTTTGAACAGG
GAGTGGGTGAGCTCCATGGACACGCGCTTCTTGTGTTCCAGGCTTTTGTCCTCGGAGATG
CGGAAAAGCACGGCGGCTGCATACGTGGCGATGCCCTCGTTGTTGGAGTGCAGCAGCTCC
ATCAGAGGAGGCGAGGCGCCCTCGGCTTCAATCTTAATAGCTGACTGTTTGTCAATCGCC
AGCTCGCAGAGAACGCCGGCGGCCACGCGCTTCACGTTGTCCACTGATGAGTAGAGAAGC
TGGACAAAGAGAGGAATGATGTTCAGGAGGGCGATTTCCGCTCTGTTGGTGGGATCTCTG
GCCAGGATGTGCAGCGCTCCGGTGCATCCCTCCACGATCTCCTCCATCCTCACTCCAGCC
TGGAACGTCTGCTGGTTGGACGAGTCGTGTTTCTGCGTGTCCTGGTGTGCTTTGATCAGC
AGGTCGACCAGGCGGGGCAGGACTCCCGCCGCTCTCAGGGCGCCCTGGTTTTCCTGGCAC
AGGGCCAGGTTCCGGATCAGACCCACCGCAGCCTTCACGACAGGCCAGTAGTAGGGCTGG
TCCACCAGCTTGATGATGGCGGGAATGCCGTAGTGATTCCTCACTGCGTTTTGCGCCAGC
TCGGCCTGCGGGTGGCGGGAGGTCAGATGCCGCAGAGCGCAGACCGCAGGCTCGATGATA
TCCTCCCTTTGCGCGGCGCGCAGAATGGCGTGGATCAGTGCCTCGATGCCGTTGTTCTGG
GTGACCAGAGACTTGTTGTGGCCGTTGTTGCAGGTGAGGTTGGACAGGATGCCG
>CL1136Contig1
AATTCGGCACGAGGGGAAGAATGAGCACGGCGGCGCTGACGGCGGGTCTGGACCGGATCC
CGGACCAGCTCGGGTACTTGGTGATCAGCGAGGACGGAGTTCTGGCGTCGGCAGGTGAGC
TGGAGAACGACGAGCACACGGCGAGCGTCATAATGCAGATGGTCCGGACCGCGAACCGCT
TCCGGTTATCTGGATCTGCGGACCACTTCCGGTCACCCGGATCCGAGGACGTCCCGTTTA
AGCGCATGTCCGTGGTTCTGGAGGACTTCGTCTTGGCGGTGACCGTTTCCGGTCAGAAGG
TGTTTGTGGTCAAACGTCAGCACGCGCATCCTGAGCACGTCACAGCGTGAAGGCGGGGCC
AGGCGGAGAGGACGACAGTCCACCTTTGGACCGAGTCGGAACCGACTTGCTCAGTAATGA
ACTGATGTGACCCACCAATCGCACAGAACTGGAGCAAGTTCTCTAAACAGTTTCGGTTCT
GTTTGGATCATTGGACAGAACCCAGTTACGTTTAGGTTCTGGACCTTTACAGAACAAGGT
CAGCTACAGTGGTTCTGAAGGCAGAGCGGAAGACCGATCCTGCAAAGGTTCTGCTGCATG
TTTTGGATTCTGAAATAAAATCTTCATCTCCCAAAGAAACCAGATTTTCTGTCAGAACTT
GTCATTTAAATAAAGTTTTAATGTTTTGAAAACTGATTCAAATAAACATACAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAA
>CL1137Contig1
ATGGTTTTTTTTTTTTTTTTTTTTTTTNTNNTAATTTTTTTTTGACTTTATTTCCATTTA
TTTCAACAGCTCTTCCTTCAAGGCAACAAACAAACAAACACTGGCTGTGAGTAAAAAGCA
GAGGAAGGACGGGAGCGTGAACGGTAGAAAAAACGGAGGAAAGTTCACGGGTTGGCTTTC
TTCCTGCCTCTGGATTTCTGGACGAGTCCCGGCGACGTCTGGGTGCTCATCTCCACCAGT
TTGGACTTGGCGGGAACTTTCCGGGATGCTGGAGGCTTTCTGGGGCTTTTCTTCACTCCG
TTTACCTCTTTCTTTTTCACTTCTCTCGTCTTCTTGATAGGGGTGTCGTTAGAGCCCCCC
TCCTCTGGTTTATCTGCCGCCATCTTTCTCTTTCTTGTCTTCTTGGCAGGAGCAGGAGCA
GGCGCCGCTCCGCTGACGGCGGTGAACTCCAGCTGCCCGTCGTCTTTCTGCTGCAAACTC
TTGAGTCCGCTCTGCAGGACGGAGCGCAGCTTCTCGTACCGAGGCTTGTCCTTGTACCCC



AGAGACTTCACCTCCTCCATGAACCTCTGGATCTCATCGGGTTTCTCTTGAGAGGAAAAA
CACTTGGACATAAACTCTGAGATGTTTTCTTGACTCCTGATCTTGGAGTCTCTGACGTAG
ACGGGGTCTTGGAGCTTGTCCTCCCAAGGCAGACGTCCGCACAGCCACTGAACCATGCAG
TAGGACAGGATCTCCAAGTCGCCCCGCCTGCAAGGAGCGACTCCTTTGTGGGCATCGATG
CTGGTGAACTCTATGGTTCCATCGTGGCATTTCTTGGGATCCTCCTTGTACTCTTTCAGG
ACGCCATCAGGAGCGTATCTGTATGCCAGGCCGTAATCTACCAGATAAACCTGGTTGGGG
TCACTGTGGCTCAGCATGAGGTTGGACGCTTTGACGTCGGCGTGCACGTACTCATGCTCG
TGGATGAACTCCAAAATGTCCAGCAGGCGGAGACCGAGCTGCAGGACCAGTTTTCTGGGG
AATCTCTTCCCACATTCTTCAAACTTCTTCTGCAGGTCTGTGCCGAGTCTGTCAATCACC
ATGAAGCGATACCTTTTCCCTCCTTTCTCATGCAGACCGGAGCCCCAATAACGGGGAACC
CCCAAATGCTTCAACTTCTGGGTCTTCATCCAGGTCTGGATGAGATCGGGCTTGGCGGCT
CTCATGTAGAAATGCAGCTCGGAGAACAGCGGCCCGTTTTCGCTGGGTTCCACTTTGATG
ACGTACGGCGCTTCTTTACCAACAGGTTTGTCAGAGTTCTGATCCGCCAGATAAATCAGG
CCGAACCCCCCCTGGCCCACCGGAGCTCCCAGCTTCCAGGATTTCTTCCCGGTGTCTGTG
AGAACTTCTCCAGGGGGAAACTCCTCGGCCAGCTTCCTCTTCGCAGGAGCTCTGGCTCTG
CCGGTCGCTTTGGCTTTAGGGGGCATCGCAATATAAATGATCGCGGTTGATTTAGGGCTT
AAGTGTTTACGGAACAAACTTCCCGCAAACTTGCCGGTCAGGAAGTCCCCGGCCATAAGG
CCCGGG
>CL1138Contig1
GTGACTTTCTACTTGCAGCGTTATCCTTCTAAGAATGGACGCGTTGTTCTATTAGAAATT
GTCCAATATTTCAGTCTTTAACGTCACGCCACCGCTAGATATCTCCGTGAAAGCTACGCG
AGGAACTCAAAAACTCTTCGCCGTGAAGCGCTAACCATATCCAAGATGGCAGGAGTCGGG
GCCAAACGAGAGGGGCCGCAGTTCATCAGCGAGGTTGCCATGAGAGGGAACGCCGCCGTG
CTGGATTACTGCCGCACGTCCGTGTCGGCCCTGTCCGGAGCGACGGCAGGCATCCTCGGG
CTGACGGGACTTCACGGCTTCGTTTTTTACTTCCTGTCCTCCTTCCTCCTCTCTCTGTTG
CTCATCCTGAAAGCGGGCCGGCGATGGAACAAATGCTTCAAATCTCGGCGGCTGCTCTTC
ACTGGAGGTCTCGTCGGGGGCCTTTTCACCTACGTCCTGTTTTGGACCTTCCTGTACGGA
ATGGTGCACGTGTATTAAGACCACCTGCCACAAAGATCATTGCCATGTTTCCATGTAAAA
CCTCTTAAAGCTTTAGGCTCGTCTTCCTGCTGTTTGTTAATAGATGATATTAAATGAAGT
CTTTCAAAGTGAGCTGCTGTGTTGAAAGAACTCTAAAAGCTGCATTCTCATTTTTTAAAA
ATGTATAAAGTTCTGTAGCTTCTGCTTTGTATCATCTGCATCCATTCACTTCTTAATAAA
TTAACTGATCACGTACAAATTCTGTCTTGTATAAAAATATAGAGTATTGTGGTTATTGAT
AGAAATAAATTTTACCCAACAAAAAAAAAA
>CL1139Contig1
TTCGGCACGAGGCTGCAGCACCACAACCTGTCTACTGGCTGGGTAATGACACCCTCAGGG
TGTCGGCTGCCCTTTTTGCCGAGNAACCGTCGAAGGTTATGCCAAGGCCTTCAAGGAAAA
GAAGGCATGTTGCCGAAGTCGGTGGTGGTGCTGCAGGGAGGAGAGCAGCAGCAGAGGTAC
TGCACAGATACAGACGTCGTCTTCAGGCAGGAGTCTTTCTTTCACTGGTCGTTTGGAGTG
ACTGAAGCCGACTGCTATGGAGCCATTGATGTGGACTCTGGGAAATCAATCCTTTTTGTA
CCTAAACTGCCTGAAAGCTATGCAACTTGGATGGGAGAGATTTTTCCTAAAGAGCACTTC
AAGGAGAAATATGCGGTGGATGAAGTGCATTACACGGCTGACATCGCTGATGTCCTGTCC
AGGATGACACCAGCTGTTCTCCTGACACTGCGAGGCCTGAATACCGACAGCGGGAGCGTC
TGCCGCGAAGCCTCCTTTGAAGGAATCAGTCGGTTCACGGTGAACAACAGTCTTTTACAT
CCGGTCATCGTGGAATGTCGTCTCCTGAAGACGGACATGGAGCTGGAAGTCCTTCGCTAC
ACCAACAGGATTTCCAGTGAGGCTCATAAAATGATCATGAAAAACGTCAAACCGGGACAG
AAAGAATATGAAATGGAGAGTCTTTTTCAGCACTATTGCTACACCAAAGGAGGGATGCGC
CACACCTCCTACACCTGTATCTGTGGATCGGGCAATAACTCCTCTGTCCTCCACTATGGC
CATGCTGGAGCTCCCAATGACAAGACTATTCAGGATGGAGACATGTGTCTGTTTGACATG
GGTGGGGAGTACTACTGCTACTCTTCAGACATCACCTGCTCCTTTCCAGCCAACGGCAAG
TTCACTCCAGACCAGAAGGCCATCTATGAGGCCGTTCTGAAGTCATCTCGCGCCGTCCTG
GCTGCCATCAAACCAGGTGTGAAATGGACTGACATGCACCGCCTGGCTGACAGGATTCAC
CTGGAAGAACTGGTGAAGCTTGGCTTGCTGCACGGCGGCGTTGACGACATGATGAAGGTG
CACCTGGGCTCCGTCTTCATGCCCCACGGCCTGGGACACTTGCTGGGCATCGACGTGCAC
GACGTGGGAGGTTACCCGGAGGGGGTGGACCGCATTGATGAACCCGGACTGAGAAGCCTC
CGTATGGCTCGCTTGGTGCAGGAGAGGATGGTCCTCACCGTGGAGCCTGGAATATACTTC
ATCAACCACCTGCTGGATCAAGCCCTATCCAACCCCGCTCAGCGCTGCTTCATCAACGAC
CACATGCTGGCTCGCTTCAGAGGCTTTGGAGGGGTTCGCATTGAAGACGACATAGCAGTG
ACGGCGGATGGCGTAGAGCTGCTGACCTGCGTCCCTCGCACGGTGGAGGAGATCGAAGCG
TTTATGGCCGACTCTGGCAAACCGTTCAGCCCGGTCCAAAACAAGTAGAAGTGTTCAAGA
ACCAGATGGAATTAATTTAGTGCAAACGGTTAAAAAAAATACAATTACAGAGATAACAGA
TAAAATCTATGTTTTGAAGGACAATAAATTTCACTCCACATCTGCTTGATATCGAGCCTC
TTTATATGTAGCAAGCTTCTTATTATTCCAATAAAAAAAGATACGTTTTCATACTGAATA
AGCCCTGGTCTGAGCTCTATGTGCCAATAATGAATCCAGAAATGAAAGTTGTGACTCTGA
AATTTGTTTATGCAGACTTTAAAAGGGAAACCTTTCTTGAACAGTGTATTGCCTCCCAAA



TTGCACAGTTTTGTAATTTTTTAAACCTTTTTACATCCTCCCTCTCTGTAATCCTGTGTT
TACAAGATGCAGTAACACGGNATAAAATAAAC
>CL1140Contig1
TCGGCACGAGGATTTCACAGACCAATCTCAGATCATGTCAAATACACAAACATGCCTAAA
GAGATGACAGGTAGGGTCGTTTCGGGACATCTTGGGCGGCGGCCCGTGTTTGTTCAGTTG
TACCGGTTCTGTTAAAATGTGGAAATTACAGCTTCAGCGTGAATGTGGCGACTGCGAAGT
TAGGCAAACAGGTTGAGGTCCTCTGCAGGAACATCAGCCAGAACTCGGCGCTCTGCAGGA
AAAACCTCGCGGCCGCAGGACCAGAGAAGTTCACTGCTGAGTTTATCCAAAAGCAGATCG
AAGAGTTCAACATCGGAAAACGACACCTGGCCAATATCATGGGAGAAGACCCCGAGAACT
TCAGCCAGGAGGACATAGATAGGAGCATCGCTTACCTGTTCCCCTCCGGCCTATTTGAGA
AGAAAGCTCGGCCCCTGATGAAGCACCCAGATGAAATTTTCCCAATGCAAAGAGCTGTGC
AGTGGGGGGAGGATAGACGGCCATTCCACTTCCTGTTTTACACCGGCAAACAGTCTTACT
ATTCACTGATGCATGAGCTTTATGGCAGAATGATGAACATTGAGAAGCACCAAGATCGTC
TTAGAAGCAAAGGACTCTTCTCCAAAGATGGTCACAAGATCTCTCTGGGGATGAGTAGGT
GGCTCACAAAAGAGGAACTAGAGGCCTTGTTGGTGGAGAACATCTCTACTCATGATTACA
ACCGCTTCATCCAGATAATGGAGCGGCTGCTGTCCATGCCGTACTGCAACATCGAAGAGG
AGTTTGTTCTACGTTTCCGGCACCTTCTCCAGACTCAGTCCAGGCATCAGATGGTCTCAG
CGCTGCAGAAAGATGAGAATGGCGTGGCTTTTAGCTCTGCAGAAGGTTGCAGGAAGACGT
CTCACTCCACCGTTGTCCTTCGAGACTGCGGCTCTGGGCGCCTGAGTGTCAACGGCCAGG
ACTCGCTCCTGTACTTCCCTGTGCTTCAGGACAGAGAGCAGCTGATGTTCCCGCTGCAGT
TTACAGGCACGCTGGGACGCTTTGACCTGGAGTGCACGGTGAGCGGTGGAGGCAGATCCA
GCCAGGCGGGGGCGCTGCGGCTCGCCGTCTCCAGAGCACTGCTCAGCTTCCTGTCTCCGA
GTGAGGGGGAGATGATGAGACAAGCTGGCCTTTTAACACCCGACCCCCGTGTGAGAGAGA
GGAAGAAGCCAGGTCAGGAGGGCGCACGTCGCAAATTTACCTGGAAAAAACGTTGATTGG
ATCTGAATTCAACTTTTGGATTTAGAAACTGTAGTGAGATCATTCGGCCACCAGGTGGCG
TCCTGCTACAAAAATATGCCATTTGTTCTGTGTATACTTAAATTAAAACATTTTCAATAA
TAATGGAAAAAAAAAAAAAAAAAAAAAAAATGTAGGCCGCCTAGAACAAT
>CL1141Contig1
GNNAAACCCGGGCATTATGGCCGGGGGCTGCACTTCACAGCTCTTTGCTCCAGTGGAGAG
ATTTCCGCAGGACAAGGATGGCGCTGACCTTCAAGGCTGCTTTTCTGGCCCTAATGCTAG
CCCTGACACGGGCAGCCCCATTGGAGGATTCAGCAGCAGGCGATGGAGATTCCGCTTTGC
CAGATCGATGTGCAGGTATCGAGTTCGATGCCATCACTCCTGACGACAAGGGTCAAACTT
TTTTCTTCAAAGGAGATCATGTTTGGAAGGGCTTTGACGGTGACGCTCAACCATCCAGTC
AGTATTTTAAGGAGTTAAACGGTCATGTGGATGCGGCTTTCCGTATGCACAACCCAGAGA
ACAAAGGCGACCACGACCACATCTACCTTTTCCTGGATGACAAAGTGTTTAGTTACTTTG
AACACACTCTCGAGGAAGGCTATCCCAAAGAAATCCAAGAGGATTTTCCTGGAGTTCCCA
CCCACCTGGATGCAGCTGTGGAGTGTCCCAAAGGAGAGTGCATCACAGATTCCGTTTTGT
TCTTCAAAGGTCCAGATGTGCATGTTTATGATATCGTCACAAAGACAGTGAAGACCAAGA
CATGGCCCCACCTACCTGCCTGTACCTCTGTCTTCCGCTGGTTGGAGCACTATTACTGTT
TCCATGGACACAACTTCACCCGTTTCCAACCCGTAACCGGGGAGGTGACTGGTAATTATC
CCAAAGATGCCCGCAGGTATTTCATGCGCTGCCCCGACTTTGGTCACGGAGGCGAAAGAA
CAACTTTGAAATGCAGTGACTTCAAAATGGACGCCATCACTACTGATGATACCGGCAGAA
TGTACATGTTTAAAGGTTCCAACTACATGCGTTTGGACACCCACCGTGATGGACTGCACG
CCTTTCCAATAACCAGGTCGTGGAAAGAACTGACCAATGGCGTGGACGCTGTTTTCTCTT
ATAACGACCGAATCTACTTGATTAAGGGAGATCAAGTTTACATCTATAAGGCAGGTGCTC
ACTTCACCCTGATCGAAGGCTATCCGAAAACGCTGAAGGAGGAGCTTAACATTGAAGGAC
AGGTGGATGCTGCTTTTGTGTGTCCAGGCCAACGCACAGCTCACATTATTCAAGGAAGGA
AGATTACCTACATCAACCTTGCTGCCACGCCCAGGGAAATCACCCTTGACGCTCCTTTGC
CTTTTGGCGACATAGATGCTGCTTTTTGCTTTTCAGACGGCATTAAAATTTTCCAAGGGT
CCAACTACTACCNCTATGATAGCCCGATGTTACTGGTTATGAGCAGGATTGCCCCCATAC
CTTTGAAGGTCACATCGGCGATGGTGGGCTGTGAAGATTAGGAAGTTTAAATAGAAGACT
TTTTAATTTAAAAAAAAAAACAACAATAACTGAATGGAGGGCCTTTTTTTACCATATGGT
AGAATTTAAATTAAATAAAATGATTGAGAAAAGATGGTCGTTTTCTTGGAGTTTGCTGGA
ACAAAATAAAAAGTGACAACAGCAGAGGAGGATTCTACAGTTTTGCCACTAGAGGACCTT
CTGCACAAAAAAGTGTACCGCTGGAAATAAAGCACTGAACTAAACCAGTAAAAAAAAAAA
AAAAAAAAAAAATAAAAAACTT
>CL1142Contig1
GGCCGCTCTGGCAAGCCTAGAATCGAGTCTGAGCCACCTGGATGTGGACGACTGGGATTT
CTGACAGGAAGACTTGGTGGGAAAGCTAGCATAAGATTGTATTGAGAGACCCCAGCCAGC
CAGCCAGTCAGTCAGGATGGGACTTGCTTTTAGCTCTTGGTGAATATAACAAGCATCCAT
CAAAAAGGAGCAGATGTTGAAAAGCCTTCGGCCATCTTGCCTGTCTTTCTTGTGTCACTC
ATGCTTTTATTCTCTAGAAATGTACCATTTCCTGTACTTCACTGTTCTCTTACCCGTTTG
CAGATTGTACACTACAAGCCAAAAAACCCCAAAACTTAACAGTTGTTTTCTGTGGCAAAT
TCTAAGTTGTCCAGTTTGGGCTTTTGAAACTAAAGAAACATGAAGCTGCTACTAAATTTT



CTGAGTGAACGTCCTACCTCTTTCCACATGACGTGGCCCAGCAGGTCAGAGACCCCCCCA
TTTTCAGTGTTTGGATGGAGTCTAAATGCTGAATTGAAGCTATAACGAACCATGTTAGTC
CCAAACTTCACCTGAACATTAAGCGTACTCCTTTTTGGCTCATGAACCTGACTCAAGCCC
ACCTGCAAGCATCTGTATCCAGTTTGTAAATTCAACCTTAAAAGTCTATATGTTTAAATT
GAATTGAATGTATTCTGGGTGCATCTTGATTCTTGTTTAGTCTGCATGTGGATTTGAGGG
TAAGAGTTTAAGGCTGCATTAGGATTCTTTCAGAAAGCTAACAACGACTGAAGCATCCAA
TAATCAAAAACAGCTTTTATTCAAACTTTAAACAGGAGACAAAGATGTTCAGATGCTAAT
CCTCGTCTGATGGAGGTTGGTCTTGCGCAGCGTAATGTTTCTCCAGCTTGGCCATCAACT
CTTTGGCCGGGTTGAAGACGCCGTTGGTTTGAGTATTGCACACATAGCAACGCTTCGATT
TGCGATAATGCTGAAGGGCGCAGGCCTCACAAAAATAGTGCTTGCACTTTGTGACAATGG
GATTCTTGTACGACTCTCGGCAGATGAAGCACTTGAAGGGCACGTCCTCATCATCGCTGC
TCACTTCATAATTCTCTTCATCATTTGCTCCATATCTGCCCTCCTCCAGCTCCCTCTCAA
TCTGCCAGCCGTGCTTATAGTCTGATCTATCGTGAAGGAACTTGCAGCTGTCTCCAAAAC
CACAAAAACCCGTCTCTTTGTAGTCTTTGCAGATGTCAGGCTGATAATCCCACCGAACGG
TGGCCCTCAGATGTTCAGGGGCTCTGATTGGTCCTTTTCTGACCATTCCAGAGGAGGCGT
TGCCCATGCTGGTATCTTTAGGCTTGATGAATTTCTGGTAGTTGTTGATGCCACGATATA
TTTTATCATCCTCTTTACCTGTTAACTCCTCTTGGATTTTCTGACTTCTCTCAAAAATAG
CTTGAGCGTCTTTGTCTTTTTCCGTGTCCAGCTCGTACGTGGCTGTTGCGCCCATGTCTT
CAGGTCCCTCAGGTTTGGCTGATCGGCTGGATTTGTAAGCAACTGTGATCTTTCCCTCGT
TATCATCTTCACTGTCACTTGAAGAAACTGCATCTCTTTCCACTTTTTTGGTCCTTTGGA
TCATGGGGTTGACGCGACCCTCTTTCTTATCTCTTCTCACCACGACGCTCTGCTCCTCCT
CACTGTTGGCATCTTTGTCACTGTCGCTTGCTTTTCTCTTGCGCCCGCAAAACTTTTTTT
GCAGATTTCTTGAACAAAAATGTACAAGACTGCGCTTTTGGTTCCTCCGAGTCGGCCATC
TCACCGGCAGTTTCCCCCGGCCATA
>CL1142Contig2
GAGGCTGAGAATGAGCTGTGGGTCATCACTCCCTTCATGGCTTATGGGTCGGCAAGAGAT
CTCATCTGTTCAAACTTTGTTGATGGTATGAGCGAGCTGACCATCGCCTACATTCTGCAC
GGCATGCTAAAAGCGCTGGAGTACATCCACCACATGGGATACGTGCACAGGAGCGTGAAG
GCCAGTCACGTTTTGATCTCTGCTGACGGACAGGTCTGCATGTCGGGCCTGAGGAGCATT
TTCAGTTTGATCCGTCACGGACAAAGAGCAAAAGTGGTCCACGACTTCCCCCAGTTCAGC
ATCAAAGTGCTTCCATGGCTCAGCCCAGAGGTTCTGCAACAGAATCTGCAGGGCTATGAC
TCTCGATCAGACATCTACAGCCTCGGTATCACAGCCTGCGAGTTGGCCAATGGACATGTG
CCTTTTAAAGACATGCCAGCCACTCAGATGTTACTGGAAAAACTCAACGGAACAGTTCCA
TGTTTACTGGACACGACCACCATTCCCCCGGAGGAGCTGTCACTCAAGCCGTCCCGCTCT
GGGGCCGATTCTGGGATCTGTGAGGGGCCCGGAGCAGGAGGGGCCCGGCACTCCAACGGA
GAACCGTCTTCCTCGTCAGGAGGTCACCCGTACAACCGGACCTTCTCCCCACAGTTCCAC
CACTTTGTGGAGGTCTGTCTACAGCGGGATCCAGAGAAAAGACCCTCTGCCACCACCCTA
AGCGGGCATCCGTTTTTCAAACAGATGAAACGGCGGCCCTCTGAAGCGCTCCCCGAGCTG
CTGCAGCCCGTGTCGCCCATCACCAGCTTCGAGGGCTCTCAGCCGCAGGACTCGCCCTCC
GCTCTGGCACGCTTAGAATCGAGTCTGAGCCACCTGGATGTGGACGACTGGGATTTCTGA
CAGGAAGACTTGGTGGGAAAGCTAGCATAAGATTGTATTGAGAGACTCCAGCCAGTCAGT
CAGGATGGGATTGGTTTTAAGTCTTGGTGAATATAACAAGCATCCAACAAAAAGGAGCTG
ATGTCGAAAAGCCTTCGGCCATCTTGCCTGTCTGTTTTGTGTCACTCATGCTTTTAATCT
CTAGAAACGTACCATTTCCTGTACTTCACTGTTCTCTTACCCGTTGCAGATG
>CL1143Contig1
CAACCCAGTACTCTGCACAGCCATACNAGTGGAGGGGGAAGGCTCACAGGCTTCTTGGTC
ATTGGGAAGAAGCAGCCAAAGACTTGGCCACCGCCTGCAAACTGGATTATGACGAGGACG
CCAGTGCAATGCTGAAGGAGGTCCAGCCGAAGGCGAACAAAATCATCGAGCACAGGCGCA
AATATGAGCGCAAGAGGGAGGAGAGGGAGATCAAGGACCGGCAGGAGCGCATAAAGAAGG
CCAGAGAGGAGCACGCCCGTGCTCAGAGGGAAGAGGAATCCCGACATTTTGGAGCCGGAG
CAGGAGGTTTCCCAGGTGCTGCCGGATTCCCAGGCGGAGGTCCAGCAGGTATGCCCGGTC
TTGGTGACCTCCTGAAGGATCCTGAGGTGCTCAACGCCATGAAGGACCCTGAGGTGATGG
CCGCCTTCCAGGATGTGGCTCAGAATCCGGCAAACATCTCCAAGTATCAGAACAACCCCA
AAATCATGGCTCTCGCTTCCAAGCTGAGTTCCAAGTTCGGAGCCCCCCCCCAGCCATAGA
AGTGGACTGGACCAAAACGGAGATGATGTTTGGAGGAGCGAGTGAAATTAAGCTTTTCAA
CATTTTCTCAGTGTGTTTAGTTCTATCAGGGGAGCAGGTCAAAGTGATGCAAATGTAACA
GAAAGATGGAAAGTGTTTTTCACTGGTTTCTTTTTTTTTTTTAAATCTTCCTCAGTTTGT
TAGCAACATCAACAAATCAAACAGATGGTTATGGGTCAGTCCTGGTATTTAGCTAAGCCC
CTCCCTCCTCTCTGATGGGTCGCGGCTGTGATTTAACCTGCGACAGCAGCTCGGACAGTT
CCTGCATGGAACCAACGCCTCTTTCTAGAGCCATTCTACACTCAGTAGGAAATTCCTGGT
TGTGAGGCCGCACTCCAAAGCGTGGGTGCTGGTACATGCTGTTGTGAAAGGCTAACTGCA
AATAACTTTAATATTCCTGTGAAAAGTTCACAAA
>CL1144Contig1
CACTTCTTCTCCCAGCCATGGATGTTTTTTCTCCATCCCAGGCCTTCTACGACAGAGCTT



GTGCTTTGTCCCCAGACGACCTGGAGTTCGGCTCCAGCCTAGAGCTCACCGGCTCTGAGG
AGGACGAGCACGTCAGGGTTCCCGGAGCCCCCCACCAGCCGGGACACTGCCTCCAGTGGG
CCTGCAAGGCCTGCAAGCGCAAATCCAGCTTTGTGGACCGCAGACGGGCGGCCACCATGC
GGGAGCGCCGGCGGCTCAAAAAGGTCAACCACGCCTTTGAAGCACTGAGGCGCTGCACCT
CGGCCAACCCAAGCCAGCGCCTTCCCAAGGTGGAGATCCTGCGCAACGCCATCCAGTACA
TCGAAAGCCTGCAGGAGCTGCTGCGGGAGCAGGTGGAGAACTTTTACGGCCTGCCTGGAG
AGAGCAGCTCTGAGCCTGGAAGTCCTCTGTCGAGCTGCTCCGATGGCATGGCAGGAGGCA
GCAGTCCGGTGTGGCAACAGCTGAATGCAAACTACAGCAGCAGCTATTCTTATACAAAGA
ATGAGAGTTTGGACAACAAGACAGCCGGCGCCTCCAGCCTGGAGTGCCTGTCGAGCATTG
TTGACCGCCTGTCCTCCGTGGAGTCCAGCGGTGGACCGGCTGCCCTGAGGGACGCCGCAA
CCTTCTCCCCCAGCAGCTCCGACTCTCAGCCCTGCACTCCTGAGAACTCTGGATCCAGAC
CCGTCTACCACGTCCTGTGAAAAACGGTTCTCTCTGAGGAGAAAATATGACCATGCCAGT
CGGGAAGAACTTATTCTGCGTGAGAACGACTCGCCGGATGTGCGGCAACCTTCAATAAAT
GCACAAGAACTGTAAATATGTAAAATATGTTCCATTTATGCTGTTATACCCACTGACGCA
TATTTAATGTAACAGTACATTATTCAGAAATGTCATATTTAAGCCGTTTTGTTGCTCTTT
ACATGTCATGTCATCATTAAATTTCGTTTTTTTAATACNAAAAAAAAA
>CL1145Contig1
TATTCTTGATTAAACAATTTGGAGGCAAATGTTTTGCATACTATATCAGCTAAGGAATGA
ATACATTCGTTGTAACTGCGTTATCAAAGAAGTACTGCAAGGTAGGAAGCAAATTTTCTG
CTTTACACACAGATACTAAAGGGTTTAACACAAATATATATCTTTTACCTTTTGGTACAC
GATATCAGGCCTGGATTTTTAAAAGTCATGAAAGACAGTGTTGTCAGTTCCATTTGGCCG
TGTACTCGGCTCTCTGCGGCTGCCAAAGCTCAGTCCCCTCAATGATGCGACGGATCATAG
AGGCAGTCGTGATAAGTAAGTGTCCTGCAGCTTGAAGGAGGGTGGAAGCCACACGCAGCA
TCTCCCTGAGAACTTTCTTGGGCCCCAGACACTGGAAGTCAGCGCTCACACTGTACAGGC
CTTGAAATGTAGCCTTCACATTCAGGGAACCAAACACATCTTTGGGGCTTATCCTATAGA
GGTCAAAGGTGACTCGGGCTATGTCTCTTCCGGTCCGAGGTTTGTTTTGGTCTTTGAGCA
CAACAGAACCTGCCTGTGGGCTCCATGTCTGTCCCGGCCGCAGCACCATGAGCATGATGT
TGTCAGGTAAGGTCATGAGGAACTCATCAGAGTCCACCTCTGTACCGTCCTCCTCACAAA
CCAGACACAGAGATAATGCTGACAGTGACATCAGCAAAGCCTGGCAAGCCTTCTCCTTTA
GCTCCTCAAGGGTTCCAGCCGTGACACCCTTCTTAGTTTCCCTCCTCTGGCAGCACACTC
TGAAAGGCCGCTGCGGTGGGGACCACACTCGCCTGGTTACAGATTTGATCAATGAAGACG
TGGTTTCCATATTTGCCAGTCTTTTGCTCTCCCCTTCTGCTCCCTTGTCTTTTCTGGGTG
TTTTTCC
>CL1146Contig1
CCACAATTTTCAGGACACTGTCCATAAATTGTTTGATTGTGATGGTTCCTGTCTTGTACT
GTTGGACAAGCTCTCTCCTCTTTTCTTCAGTGATATATTTGGAGTAGAGCAGATCCCACA
GAGACACTGTGGTTCCCCTGTACTTCCCTCCAGCTTTTGTTGTTGTAGTGGACTTCAGAA
TGAGCTTTGTTGCCTCATCAACAAAGAAATAGAACTCTCCTTTCTTTACAATGACCAATA
AGCTGAGCCCTGTGACGGGATCCGTAGTGCACCGTTCAATCAGCTGGAGATAGGTGAGGT
TCTCTTGGGTGTTGGGATCAAAGAAGCCTTTTGTGTCATCATCAGGGTCAGAGAGTATCT
GGTTCATTTCTTCATCAAAGTAGCCTCTTTCGTACGCCACTTGAACAGGGACTCTGTGAC
TGTAGACTGGATCAATAATGCCTCCTGTGGCGATTTGTGCCTCAAGTAGACGAATGCCAT
GATCTTTCACAATGAGATCCTTCTTTAGAGCCTGGAACAAGGAAATTGTGTCTCCAGTGT
AGGGATCTTTGTATCCCGTGACTGCTCTCTCAGCCGAGAGCAGCTTGCTCTTCCATTCCT
TTCCAACCACTCCTTGAGCTACAGCTTCCTCCACTGAGAGCTTCTTGTTCTTGACTGGGT
CAATGACAAAGCCTGTAGCCGCTTGGGCCTCCAGCAGAACCAGTGAGGTCCCAGGTGTCA
GCAGGCCTCGGCTCTTTGCCTCTTGAATACTGAGTGTCTCTTTTGTGGCCTGAAGGTACA
CTCCAGCGATGCTGTTGGTGCCCTCGAGGTATTTGCGCACAGAGTCCTTTTCACTAATTT
CAGCCACTGTGAGCTTTCCAGCAGAGAGGTCTTTGAAGGTGTTCTCGTCAATGATTTTTG
ATTGTAACAGCTCTGAAGCCGTGACATCTTTTCTGATTCCCTGGAAGGTAGTCACCTCAG
TAATTGTTGTTCTGATGGATGTATTTGACGAGGAGCTGTCTACAGCTGTTTTCTCAATTC
GACTTGTGGTCTGCTCCTCCACAATTTTCAGGACACTGTCCATAAATTGTTTGATTGTGA
TGGTTCCTGTCTTGTACTGTTGGACAAGCTCTCTCCTCTTTTCTTCAG
>CL1146Contig2
AGTTNGTTTTTCTTTTTATTTAGTCTAAAGAAGTCTGCTGGATTTGAATAGGTCTAGCAT
CACATCATACCTCTCTCTCCATATTCATGACTATTTTGTGTCTTTCAGAAAGATTTGTAA
TAACAAAAGATTAATACAGGATTTCATTTTCTTTATTGTTGAAGAAGAAAATTTACAGTT
ACTGCAAAAGAAAATATACAGTATTTTTGGAAAAGTTGCATCTACTGCACAAAATAGTTG
TTTTTTAATTCCCTTTTTAGGTACTCAATAGTGACATGAAACTAAAGGGGTCCAAAGGCG
CCAAACAATTTGCCAAAACTTTGTTGTTTTTTAAGATAATAAATGAAAGCATTTCAACAA
AATATACACATTTCTTTTTAAGAAAGGGTGTTTTGTTAGTTGCTTATTAGTGCCGATATC
TTCAAATGAAAATGTGTCATATTCAGATACTACAGTTAAACAAAGTAACCAAATAATCAT
CAATAAGCCAGTAATGTTACTAAAATGCATATCATGTTTAGAACTGTTAAAGACACAGAT
TACTAAAAAAAAAGCACAAGATCAGAATAAAACATGGAAAGTCAGGGTTTGATTTTGTAT



TTTAAAAAAAACTTTGCATAAGACAGTGATACTATTGCAGGACATGTATTGGGAGCAAAA
CAATATATAATTTGTAACCTTGTGTTACCATTGCTGGCCTTGTGTCAGTTAGTATTTTTA
ACAAGTTCTGAATTTTGGGGATAAATGTGACCACTTTTGTCGCTTTTTTAAAAAGAAATT
CTTAAAATAAACTTTACAATTTCTTATACTAACATCAGATTGGCCTAACTGTGGATGTGG
ATTTAATGGATCACATTTATTTTACCAGCGGGAGTAAGCAAAGACCTGTGATGGGATCTG
TAGTGCACCTCTCAATCAGCTGGAGATAGGTGAGGTTCTCTTGGGTGTTGGGATCAAAGA
AGCCTTTTGTGTCATCATCAGGGTCAGAGAGTATCTGGTTCATTTCTTCATCAAAGTAGC
CTCTTTCGTACGCCACTTGACTGGGTACTCTGTGACTGTAGACTGGATCAATAATGCCTC
CTGTGGCAATTTGAGCCTCAAGTAGACGAATGCCATGATCTTTCACAATGAGATCCTTCT
TTAGAGCCTGGAACAAAGAAATTGTGTCTCCAGTGTAGGGATCTTTGTATCCTGTGACTG
CTCTCTCAGCCGAGAGCAGCTTGCTCTTCCATTCCTTTCCAACCACTNCCTTGAGCTACA
GCTTCCTCCACTGAGAGCTTCTTGTTCTTGACTGGGTCAATGACAAAGCCNGTAGCCGCT
TGGGCCTCCAGCAGAACCAGAGAGGTTCCCAGGTGTCAGCTCGTGCCGAA
>CL1147Contig1
TCGGCACGAGGGTCGCTCCCGTGATACGGATTACTGTGAATTTGTCAAAATTTCAATCCC
TTTCCGACTCTGTTAGTGTTAAGACCTCCTCCTTTCGAGAAAATAGTTGTTTTATTACGC
ATTCCGGAGGGTAAAGCATGTCCACCCCGGCTAGAAGAAGACTTATGAGGGATTTTAAAC
GGCTACAAGAAGACCCCCCAGCTGGTGTCAGCGGAGCCCCGTCTGAAAATAACATCATGG
TTTGGAATGCTGTCATATTTGGCCCCGAAGGAACACCATTTGAGGATGGTACATTTAAAC
TCATTGTAGAATTCACAGAAGAATACCCCAACAAACCCCCCACGGTACGATTCGTGTCAA
AGATGTTTCATCCAAATGTCTATGCAGACGGCAGTATATGTCTAGACATCTTACAGAACC
GCTGGAGCCCCACGTATGACGTGTCATCCATTCTTACATCTATCCAGTCCCTGCTTGACG
AGCCGAACCCCAACAGTCCAGCCAACAGTCAGGCGGCGCAGCTGTACCAGGAAAACAAGC
GGGAGTACGAGAAGCGCGTGTCCGCCATCGTCGAACAAAGCTGGAGGGACAGTTGACCTG
ACAATCCTGGTGGCTGCTATATTAAGCTGTGCGTGCTGGAAGTTTTAGTGGACTCTCTTG
TTACCCCCCACTTTCTTTTTTATTTTATTTTAAGCTTTTATGCACTTTACCTTAATCTTC
CACTTTTCTTTTGTAACCNCTTTTTTTTTTA
>CL1147Contig2
TGTCTGTTTTTTACATTTCTGGAAAAGACTTACATGGGGACAACCAGTGCAAAATCTGTA
CATAATTTCACTTGCAGGCGTCTGCTGCATACAGAAGTGAATGGGTCAGGAGAACATTTA
ATCATGCACGTAGTAACAGGTCGCAGCACAGCAGACACGGCAGAAAGATGGCTGATTCCA
AGACCGCTCGTGACCCCCGCTTCCTTCAGAACCAAAAACAGATCAACAGAAATGACCCAC
AACTTGATTGACGCCCCCTTGTGAACGTTTAATCCATGAATTGTTATTAGCAGATATTTG
TTTGAGGGGGGGTGTAATCCTCATCGGTTCTGACAAACTACCAAAGCAGGTTTCAACACA
TTTCCCCCTGAAGGATTAGAAGAGGGTGATATTAAAAAAAAAAAGTGGTTACAAAAGAAA
AGTGGAAGATTAAGGTAAAGTGCATAAAAGCTTAAAATAAAATAAAAAAGAAAGTGGGGG
GTAACAAGAGAGTCCACTAAAACTTCCAGCACGCACAGCTTAATATAGCAGCCACCAGGA
TTGTCAGGTCAACTGTCCCTCCAGCTTTGTTCGACGATGGCGGACACGCGCTTCTCGTAC
TCCCGCTTGTTTTCCTGGTACAGCTGCGCCGCCTGACTGTTGGCTGGGACTGTTGGGGTT
CGGCTCGTCAAGCAGGGACTGAGGGGGGAGCGTTACGTTAAATATGAAACGGGGAAAAAA
AAGTCACCCCCAGCTCATTTAGTGCCCTGTCTTTACCAAACACATGAAATATACAGCAAC
TCAACAACTAAACAATCTAAAAGCTGCGTTGTGGTTCATAAATAAGGGGATTTGTCATTT
TTAGACATTACTTTCAGCTTTTAGTTTACATTCTAGGAATTTACAGATTAGAAAATGAAC
ATAAAATCCTTGTTTTTTTTTGTGTAAAATTGCAACATCAATGAAACTGACAAAGCGGCT
GCTTACCTGGATAGATGTAAGAATGGATGACACGTCATACGTGGGGCTCCAGCGGTTCTG
TAAGATGTCT
>CL1148Contig1
TTCGGCACGAGGGACAAACCCCAGGACTACAGAAACGTTTGTCCGTGGAGCTGACCAGCT
CTTTATTCAGGACGGAGCCAATGGCTTGGAATGATACTGGAGACCTGGGACTGGATATCG
GAGCACAGGGAGACCCCCTGGCTTACAGACCAGATGATGGAGCATACAGAGCCTACCCAG
CCAACTACGGGCCGGACGCCCTGTTGGACCCAATGATGGAAGGTGCGGACTATCACACTG
ATGCTCTCCCTGACCTGGGTCACCACACTGACCCTCTGCCAGATCTCGGTCACACCCAGG
ACCTGATGGACAGCAACCAGCTGGCCTGGTTTGACACCGACCTGTAGGATTGTTTCTCCG
GATAGAAGCTGCATTATGACTGGCCCTGTATTGTTTGAAGCAGCATTATGATTGCCCTGC
AGAGTGTTAAAGGTGAAGCGGAACCGGTCTTTGGAAGTGCCTGACACATGAAAACAACAA
TGGTTGCCACAGGAACGCTGAAGCATGTTGAAATTTGGAGGGAAATGAGACTTAAAGTAC
CCGATATGGAAACACAGTGGAGGTCTAAGAGCAGGTTAGCTTTCTGAACGAACGCACACG
AGGTGAATCTTGAGTTTGAAACACTTGTTTTACCCTGGCCTGTATTACCAATATATTTTT
CTTTCCTTTTTATTTTTTACTCTGAACATTTTAATTTTGTTCTTTTTGTATTATTCATTC
TGTCATGGTACTGACCCAGCTTGCCTTCACACTAGCTATATTCTTTTTCTTTTCAGTGCT
AACTACCTGTAATTTTATTCTTTTTAAGGAAACGTTCATTACACATAGTGTTAAGTTATA
GTGTTATTATACAATGTTCCTTTGCTGACGGTCAAATGTGTAGAACACTAATAATCAGTT
GAATTGTACTCTGACTTAAAGTGTAACATTGTGTAGTTTGTTTTTTATAATCTCAAAAAT
GGAGAATTATGCATTCTTATGTGCTTGTTGAAGCATAAAATATGTCAGTGTCACAAATGT



TCTAAAGGGGGCTGGGCAGAAATTGAGGGGGGATCGGGGGACAAATCTAGAGACGAGTGT
TTTATATCAAAGTATCACTGGTAGGTTAACTATTTTGTATGCCATCGTTGGATGTCTGAT
AGAACTCTAACGCTATCTCTTTGGTGGTCGGATAAAACCCAGTTTTATGTGCTATCAGGG
GTAGCTACGTTGACAAACAGTTGTAGTCCTGCTGTGATTATTTTCAAGAGGAGTTAATAA
CACGGCTGAAGAATTAAAAATGGCATTTTATTACAAAAAAAAAAAAAAAAAAAAAAAAAA
AAACCTT
>CL1149Contig1
TTAAAGGCGGTGCAATGCAGCCAAAGTTCAGCAGGGTGCCAGTTGGATTGTTGTCCGTAC
AGCAAATGGGTGGCCCAGAACGGCTAAAATCTGTTCAGGAAAAAACGGTGGTTCTTTTTA
CACAGAGCATCAGTGGCTCCACCTCAGGCACTCAGTCCAGATGTGGAGGAGCTCATGCTG
AAGGGATTCCTGCTGCAGGTCACTCTCCCCGAGACCGAACAGTTGTACAAATACTTGACA
TACAAGCTCGCACCGCCGCCCTCGCACAGCAGCCCCAGTGGGAGGGGCACGGAACAGTCT
CCGAGGAGGAGTCCTCAACACAATAAGGGTGGAGTTTCCAAAAAGGAGTCACTGAGCAGT
CAGAGCAACAGGACCAAGAGACGCAAAGAAAGCTCCGACTCACAGCACAGCGAGAAAGCC
AAGAAATCCCGGAAGAAGAAGCCCAAAAAGAGCAAAGAACGAAGCGAAGAAGTGAAGAGG
GTTTGCTCGCCGGGGCACACGTCGTCTGACCCCGCCCCTTCAGATTCAGAGGAGGACTTT
TCACTCTGTGCTGCACCGTGGTGCAGAGAGCCAGAGGGTGACGAGGTGAACTGGGTCCAG
TGTGACGGAAGCTGTAATCAGTGGTTCCATCAGGTCTGTGTGGGACTCTCTGCTGAGCGA
GCGGAGAAGGAGGACTACATTTGCATAAGCTGCACACAGCCTGACTATGAAAGAGGAGAT
TGAAGACCAAAAAAACGCGTCACATTAAAGGATGAGCAGTCTCTTTGAAAGCCGCTGCAC
TGGAGCGCACACTTGAACTCCTGTGTGGCTCCTCCCCTTTACCTTCTGGCTTGCCCTCAG
TGAACATGGTGCTACTGTATTTTTTTTTTTTCTTTTTTTCATCAGTTACTAAAGACTTCT
GTCACTGCTTTTGTCTTTTGGCTGGTTTTTCCAGCCAATCAACTAATCTTTTCTCAAGAG
TTTATACAGATGTGGTTTAAAAAAAAAAAAAAAAAAAAAAA
>CL1149Contig2
TTTTTTTTTTAAACCACATCTGTATAAACTCTTGAGAAAAGATTAGTTGATTTGCTGGAA
AAACCAGCCAAAAGACAAAAGCAGTGACAGAAGTCTTTAGTAACTGATGGAAAAAAAGAA
ACAAAAAAAAAATAAAATACAGTAGCACCATGTTCACTGAGGGCAAGCCAGAAGGTAAAG
GGGAGGAGCCACACAGGAGTTCAAGTGTGCGCTCCAGTGCAGCGGCTTTCAAAGAGACTG
CTCATCCTTTAATGTGACGGGGTTTTTTGGTCTTCAATCTCCTCTTTCATAGTCCGGCTG
TGTGCAGCTTATGCAAATGTAGTCCTCCTTCTCCGCTCGCTCAGCAGAGAGTCCCACACA
GACCTGATGGAACCACTGATTACAGCTGCCGTCACACTGGACCCAGTTCACCTGAAACCA
CACAGAGAGAAGGGATGTGGCTGCCGTCGGAAAGCATGAGGGAGTTAAAAATGCCGGGAG
AAATTACCTCATCCCCCTCTGGCTCTCTGCACCACGGTGCAGCACAGAGTGAAAAGTCTT
CCTCTGAATCTGAAGGGGCGGGGTCAGAGGACGTGTGGCCCGGCGAGCAAACCCTCTTCA
CTTCTTCGCTCCGTTCTTTGCTCTTTTTGGGCTTCTTCTTCCGGGATTTCTTGGCTTTCT
CGCTGTGCTGTGAGTCGGAGCTTTCTTTGCGTCTCTTGGTCCTGTTGCTCTGACTGCTCA
GTGACTCCTTTTTGGAAACTCCAC
>CL1150Contig1
GGCTCCGACCTGTTAGCATTTGTCTCCAAACCTTCTAGTACCGCGGGTACGTAAATGCTA
ACCGAACGCGGAGAGCTAGGCTAACAAATGTTGCCTATCTTTAGCCAGTTTATCACATTT
ATTGATAATCATCGTCACTGCTAGCCTAGAGCGCATGCGCACACAGTCCTTTTCCTGGAA
GAGGGTGGTGACGCCACGTTAGCGTGTTAGCATTTGTTAGCAGGTTTCAGGGTGTCATAA
AGTCCTGCTGAAGGTCCAAAGTTCCAGGATGAAAGTCTTCTGGAGGGTTCCTGTCTCTCT
GCTGCTGCTGGCTGCTCTGAGCTCAGTGACCTGCCAGGACTCGCTGGTGTTGGACGGTTC
TGTTGGAGGAAGCGTCCTGCTGCCCTGCATCTTCTCAGAACCTCTTCCAAACCAGATCAA
CGTTTTCTGGAGGGACAAAGATGACAACGCCGTCTTTAACATTGAGAACGGTTCTCCAGT
GTTCTCAGACCAGAACCAGAGGTACCAGAATCGAGTGTTCAGCTTCCAGGAAGAATTCAA
GAACGGAAACTTCTCCATCCAAATGAAGAACCTGCAGATCAGTGATTCAGACACTTATGT
CTGTAACATTGTTCCTGGACATAAGAGGAGGGTCCAGCTGAGAGTTTCAGAAGTGAGGCC
CACGCTGGCGCCTAAGACTGCAGGTTCCTCGGCAGGAGCAGCTGGACCTTCCATCCTCCA
CGTGGTTCTGCTGGCTGCTGTGCTGCTGGGCTGCTAGAACCTTATGGTTCTATTCCCACA
GGAGGTCAGCAGCAGATGTTTAGCACCTGAACACCCTCCTCCTCATCAGGATGCAGCTTT
AACCTCCGTTCTTCTGCAGAAGGTCATTCAGACTGAAGACGTTCCTGTTCCTACAGATCC
AGTCGTTATTTATTTATGTTGATGAATGAAGGAGAACCTGTTGGAACTTCTGTTCTAGAA
GCACTGAAGGACTTTTATTTTGAAAGGTTGTTTTCCGTTCTCTGTCTCTGGATTCTCTGA
CTGAGCTCCTTCACTATAAAGTGCGTTTGCCGTTTTGTAACGATGTCTGAATCTACAATT
CCAAAATCCTGAGCTCTAGAAATTTCCCAGAAGTCTCTGCAAAGAACCAGTGTCATCAAT
GCCCGCTAGATTGGTGAATATAGACCACAATGCATTGCGTTTGAACATTTTTTGTGAAGA
AAATGTATTTAAATTTTTTTTCATCATCTTGAGAACTCAGTAGATTCATAAATAGTTGTA
AAATGTTCTCATTGCTGAGATTTTCACTTCCTGGATCTGGTGACGTCTTATTCACCGTCT
AATAAACAAAAGTAGTGATCATGGAGTCTGAACAGCTGTTCAAATCCAGAGCTCTACATA
GTGTGTAGTAGTCAGGGGTTAGGGCAGGAGTTCAGATGTGTTTCCATCTTTACTTTCCAT
CCAGAACCTTCTCTGGTTCAGAGGTTCTCCTGATGAGGATCTCCAGTTTCTCAGAT



>CL1151Contig1
GGCACGAGGAATCTGGCCTCCATCGCCCTCAACATGTATGTCACCCCGGAGCGGACATTT
GACTTTAAGAAACTAGCGTCTGTCACCAAAGTCATCGTCAAAAACCTAAACAAGATCATC
GACATCAACTACTACCCCGTCCCTGAGGCAGAGAAGTCTAACAAGCGCCACAGACCAATT
GGAATCGGCGTCCAAGGACTAGCAGATGCCTTCATCCTGATGCGTTACCCCTTTGAAAGT
CCAGAGGCGCAGCTGCTGAACATCCAGATCTTTGAAACCATTTACTACGCCGCCCTGGAG
GCGAGCTGCGAGCTGGCGGCCGAGCTCGGACCGTACGAGACGTACGATGGCTGCCCCGTC
AGCAGGGGCGTCCTCCAGTACGACATGTGGGAGAAGACGCCGACAGACCTGTGGGACTGG
AAGCTGCTGAAGGAGAAGATCGCCAAGCACGGCGTGAGGAACAGCCTGCTGCTCGCCCCC
ATGCCCACAGCCTCCACCGCCCAAATCCTGGGCAACAACGAGTCTATCGAACCCTACACC
AGCAACATCTACACCCGCAGAGTTCTATCGGGGGAGTTCCAGATCGTCAACCCCCATCTG
CTGAAAGATCTGACGGAGAGGGGGCTGTGGAGCGAAGAGATGAAGAACAAGCTGATCGGC
AACAATGGATCCATTCAGGACATCGCTGAGATTCCAAATGACCTGAAGCAGCTGTACAAA
ACCGTGTGGGAGATCTCTCAGAAGACCGTGCTGAAGATGGCTGCCGACCGTGGCGCCTTC
ATCGACCAAAGCCAGTCTCTGAACATCCACATCGCAGAGCCCAACTACGGCAAACTGACC
AGCATGCACTTCTACGGCTGGAAACAGGGTCTGAAGACGGGAATGTACTATTTGAGGACG
AAGCCGGCCGCCAACCCCATCCAGTTCACCCTGAACAAGGAGAAGCTGAAGGAGGGCCAG
TCCAGCAAAATGCCGGAGCAGGACGCTAAAGAGAGGAACACGGCGGCCATGGTGTGCTCT
CTGGAGAACCGAGACGACTGCCTCATGTGTGGATCCTAAAGCTGCTGTAGAATTAAATGC
ATTTTATGAAATGCTGTTTCACCGTAGGTTAATAAAATGATTTGTTATCAAANAAAAAAA
AAA
>CL1152Contig1
CCCACAGGCGCAACAAGAGACAGTATGAGGATGAAGGTTTTGATGGGACCGAATGGGGAA
GGGGCCACTATGAGGAACCAGAGGACTGGAGGAGTCAGGGGCACACTCAGCCAGAGGAAG
AGTGGCGCGGCCAAGGCTATGAGCATGGTTACGACCAGGGCTACGAGCAAACCTATAACC
ATGGTTACGACCAGGGCTACGAGCAAACCTACAACCAGGGTTACAACCAGAGGGAGGAAG
AAGAGGATGACAGAGGAAGGAGTGCTGGTCATCAGTTTAGTGAGCCTGAAGATGAACCCA
GGGTGACCGCAGACGAGTCCTTCTTCAGGTGGCTGGCCATTTCCTACGCCTCAACACACT
TAACCATGACGCACAACCACCACGGATCCTGCCATGGGGACACTCGCACAGGCGCCCTCG
GCATCATCAACCGAGCCAAGTGGAGGCCAATTACAGGCAGTATGAATGACTTCAGCTACT
TGCACACAAACTGCTTGGAACTGTCGGTTTTCTTGGGCTGCGACAAGTTTCCTCATCAAA
GTGAACTGGCACATGAGTGGGAGAAAAACCGAGAGGCGATGCTTACCTTCATGGAACAGG
TGAATCGAGGAATTAAAGGCATTGTGAAAGATGAGCAGGGGAATCCTATTGCAAATGCCA
CAATCTCTGTAGAAGGGATCAATCATGACATTACTACAGCACCAACAGGGGACTACTGGA
GGCTCCTCAACCCCGGAGAGTACCAGGTGACGGCTCGAGCTGAGGGCTTTTCCTCCATGA
CTAAACTCTGCGTGGTGGGGTACGAACCAGGGGCCACCGCCTGCAGCTTTAACATGGCCA
AGTCCAACTGGGATCGCATCAAACAGATTATGGCTCTCCATGGCAACAAGCCAATCCGAC
TCAGCTACGGCAACAGCCGGACACAGAATCCTGTGGGATATATTGTCCCCAGACGTGTGC
CTTTAGATGTTGGTGAACCAGGCGTCGTGCTCACTGGCGTGCAGCGAAGGAGGCTGAGGC
TGTACCGCCGTCGACAGCAGAGAAACAAGAAGCTAAGAGCAACGACGACATTACCCCCCA
CAACCACCACAACACCCCCCACCACCGCAGAAACCATCACTTCCTGGTACGACCCGTGGC
CACTTTGGGAGGGACAGTCCTCAACTCACGGCGGGATCACGGACTCTCCCCTGGATTACA
ACTATGATTACAACAGTGATTAAAGCAAACGTATCAGGCTGAATACAAGAAACAACCAAA
TGCTACTAACTCTTCCCTGTCATATTGTACTTTAAGCTGTTTGCAATGACAAGTAGTGAG
AATGTGGAAATTTAATTATTGGAAAACTTTGTCACTTAATATTTTTTGAATGACTTTATA
TAAGAATGTTTCTGCTAGAAAATTAGAAAAATCGAACTTGTCTAGAAATGTTCTGTTTTA
CTTTTGTTGTAAATGAGATTTGCTTCAAAAAAAGATGTTTATTTTCAACACTCATAAAAA
AGAAAACTGTATTTACATCACCTCAAGTGGCAGAAATGCAGCTTGATCAGCTGCTGCATC
AAGAGAAACGGTTTCTTCAGGCACGGATGGTGTGCAAATAAACTGTTATCACACAAGTGT
TGCCTCTGCTCATCATTTTTTTCTGGATTTCTGTTACTCTGATATCTGACATCAAAATCT
ACTTTAAAGGAAAAAACTAAGTGTCCTATCAGAGCGGTTGACAAAACAATAATCAATAAC
ACCAGTGGAGCTACAATAGTGAGTTTTGTCCCAATTAGTTGACTCAGATGTGAAGCAAAT
CGTCCAAAGGTTAGTGGCTGATATTCATCTCATTTTCTTCATCTTTGTCAGCAGAAAAAG
CGGTGAAGCTGATTGGCTCACACTGAAGAGTGCGTAAGTTGACCAGACAGGCTGTTTGAG
TGCTGCTGAACTCTGGAATCGTCACCAAAAGAACCTCTTGACCATCAGGACCTTTGATGA
GTTTGGACTCAAAGGTCGGAGCATTGCCGCTGAAGTAAACATGCGGACATTCCTCCAAAA
TAAATGGATCTTTCTGATAGAAAGGGTAACAACCGAGAGTGTCAGGAGCTGTGGGAGCCA
AGTGTCTCAGCTGCAGAGTCTCCTCCAGTATCTCCAGGTGACTGTCCATGCTGCTGTACC
TCTGGATGTCACAGACATTTTGGCCTGAAGTCCCCAGAAACCTCACTCCATCAATGCTGG
CTTCAAATGGATTAGAGACCAGCTGCAGGGTGTTGTATGCAGAAGATAAGGGGAACATAC
ATGGGTGAAGAGGTTGCTGTGGGAGAGTGTAGTTGGTTGGATCATACTGGCCCGGCATTA
CATCTACTGGAACAGAAGCCACCAGCTGAAGCAGCAGCTCATCAAGAACACGGATGGCTT
CCACACTGCCAGCCTGGGTCTTCTTTGTGAGGTACTTGGCCTTTGTTGATGCGTCTTTAT
CCTGGGTGTTTTGGCTCAGGAGGTTTCCAGCCAACAGAACCCGGGAAATTGCTGCTGCGC



CGCTTTGTTCGCCTGTGTCTCCAAGCTGACCGGTGACCATGTCAACCAACAACTGCAGCC
CCAGCATGCTGTCAGCATTGTGGCCCCCTAACCCGAGTCCTGAAGCCAGGAGCACAAACC
TGTCTGAGCTGAGCGCAGGTCTTGGTGTCTGTAAAGGGAGATCAGCCATGCAAAAGTCCT
CAACGGTGAACTTGCCATCGTTCTTTTCAGCTCCATATATTGCAACGACACTACCTGTGA
CACACTTATCTTTATCAAATTTGCCCTCCAACTTGATCCTCTGGAGTTCATCCTCTAAAA
TCAGCTCATCTGCTTCACTGATGTATTTGGCTCGTGCAGGCTGAGGCAGCAGATTGTGCT
CTTCACTGATTTCCTTCAGGATGGATGGCTGCAGCTCCATTCGCTTGAACAAGGTCCCCA
CAATACAACACTGCTCCCCCGGTTCTAGGTCGCACAGTTTCTTGATAAGAACATTAGATC
CCCACTTCTGCTGAGCTCTCTCTGCCAGCAGGGGCCTCATCTGCATGAGTCTTGCTGCAT
AAATGTGAGCATACTGACGACTAAAGCTCCTCTGACCAACTCTGTAACGATCGGAGTACA
ACTCGTAGGGTAGTGATATCCTTTCGAAGGTAGGGCCCTGCTCCTCAGAGGCAGGGCTGC
AGAGAAGAGAGGGGCCATTCTTCTGGGCGCTCACGTCAGAAAACATGGTTTTCCTTAAAC
GGGAAGTCCTTTTAGATGTTTTAAGAAAAAGCGCAGTCCCCGGCCATA
>CL1153Contig1
GAGGGGAAATCGAAGGACCATCCACACTTTGAAGTGCCTTTCCTGTCCTGCATTCTGTGA
AAACAGCAAACCAGATGTTGAGAGGTAGAAAGAGGGAAAAAGAGACTATTAGAAACAGAC
ATTTATGGATTACATTTCTTTTTTTTTTAATCTGNGCTTTCCCCAAATCAAATTTTATCC
ATGTCAGCAGTTGAAGCATTTGTGGATAGTTTTTATTGTGTTGCATCTACNCTTCANACT
CTTAAAGTCCCACTCCGATTATCTTTTGATTTATTATCAAAGCGTTCCCAGNGGACTTTA
AATTATGATCATGATGTTTCTAGCCAAAATAAAAATAAAAAACTGTCGTTTTATGTGACA
AAGTTTCTGTGGAGCAGCAGTAAATAAATTGCCTCTGAGTTGTACGTGGAACTGCTGGAG
CAACCCTTCCCCTCGCCATTCCTGAAAAATCTCTGTGGACATGCTCTCCTGCTAGCTTAC
AGCCCATCACACTCCCAACCTAACATTACAGGTGCAACAAAAATGGCGAGGAATATCATA
GCTATCCAGACGTACAGTTTAGATCCAGATTCCAGCTCGGATGAGGGAAACAAAGACGTT
TATGGATCTATTTGTCTGCAGGTGGATGCATCAGAATGGAGCGGAGCAGGGAGCTTGTGG
CCCCGCCCAGCGTGTTTTCTCCTATGTCACAAATAGATCTGTCTCGAATTACATTTTTAT
TTTTGTCTGCTTGTGATTTACAACGATTTCAATAAAGAAATGCTCAGTTTATTGCAATTT
TGAGCCTTATTTTCTAAAGTTATATCCTCCATGATCAGAAAAATGCCACAAGAACATGTC
AGGAAATCCAAAATGTGATTTTTTTTTTTATCGGAGTGGGCCTTTAACGCATGTGAGTAA
CCGTAAGATCCATGACTGGGTTTGTGTTCTTGTAGAAGAGAGAAAAACTGTCTGTTTTTT
TACGATGTGTCTCAGACTCACTGACCAGTCCGTTTTTCCCCCACAAACTTCCCTTATGTC
GTCCCTCATTCTGTCCTCCAGCGTGAGGCTAAAACCGCCAGTTCCAACAGCTCAAAAGAT
GTTTCTGTTTTCCACTTTCTCCTCCTGTAAGTCACTTTTGGAAAAAAACATGTTGACTGA
TGTGCTACAGCTTTGTGCTGTTGAGGGTGTGAGATAAGTGCTGCTGATGGGCTGCTCTGA
CTTTGAAAAAAGC
>CL1154Contig1
GGNTCCGCGGCCGCCGTTTTTTTAAAAATACACGGAGTTTATTTCCCTGACAATAGTTCT
AAAGCACAGATTAAAACATTAATGCAGATATATCTGGATTCTCAAGTAAAGATCTACTGA
CGCACAAGTTACATGCGAATTACTCGTAGATTTTCCTAAGAACAATGGAAAACTTTGAAA
ACAGTCTTTTTAAGATGTGTTTGAATCCCCGCCTTCCGGAAAGAGCATGGTCGCTGGTCC
TCCGCCCCTGGTCGCTCTGATTCGTCAGCCGATAGCCCGCCTGCTTCCTCTGGCCAATAG
CTGACGATTGCCAGCTTCGGATCCGCTCCGCCTCTCGGGGGCCCATTTCACCGGCGCACA
CAGTCCGATGATCAAGAGAGTCCCCACCTGGTCAGAGTAAATCATTCCTGGACAACTCAA
GGTTCCTTTTACCAGTATCCAGAGCAAAGGTCAGCTTCAACCTCCACATGAGAACACGAA
TCTTAGCACTTTCCCAGGGGAAGAATCTTCAACCCAGATGGTACAGATATCGCCCATGGC
ATATTTATGGCACCTAAGAAAAACACCTAAGTTTGCACAAAGAACATCCTATGTCTTCAC
AGGATGCTGCAACCATAAAGCAAAAAGGAATGTCACACGACCATAAATCTGGATAGTTCA
AAATAAGTTCACTTCACACTAAGGATAAAGCTGTAATATAATAAAGAATAAGATATTAAA
ACATACATTTTCTACATTTCCCTCTCTTGATCACACAAAGTGTGATCACCTAAAAGACTT
AACACTACAACACTCAAAAACAACAAAACATTACAAACCTAACCTAACCTGACAGCTGTG
GTCTGAAGCCCGCACAATCTGGAACACAAAATATTTCAAAGGAGTTAGGCGTCCATGCAT
GAACGTGCAAGCGAAAACTGTCGGAGCATCAGTTAAACATTCAGTGTTCAGTCTGACAGG
AAAAGTCTTGCGACGGCTCCGTGCTCCTGCGACAACCACCCCTAAGGATGCTCATGCTCA
CAAGATCGACC
>CL1154Contig2
TCTCTCCGCGTATAAAAAAATAATTTGTAGAGGCCGAAGCCTCCTTGGTGTTTCCGAAAA
TCCTAGACGCGCAAAATTAGTTCCTATAATAACTCTGTTTTTCGTAAGGGATTTCTTAAC
AGGTTGAACAGACGCAAACCTAGTCAATTTGCTGCTTTCCAAATATCACAAGCTCCCAAT
TTGCCAACGTTCAATTTTGTACAGGCCGAACAGACGAAAAACCTGCATAATTATAATTGT
CCAATTTTTCAAAATCTTTTACTGCCGCCCAAAGTGTATATTTTGCCACCGTTCAATTCG
CTGTTCTAGGGAGGGTGAACCCAACACTTATTTACTGGGGTGCGCTCGCCCGTTCGTTCG
TATAGGGTACACTGTGCCACCCATACAATCGACTTCTCCTTTAATTTGAGATCATCAATA
CGCAGACTTTACAAAAGGCTCTGCTCACCATGATTATGAATGAGGCCTCTGAAGAAGTCG
ACCGCATGGCAGGAAGCATCCCCAGACTTTACGTCGAAAGTCTCAGAAATCTCGTAATAA



GCCACTATGATGTGGTCCAACCGGTCTGGTCCGCGTTTCCTATTCACCCCCGACTTCACG
TCTCGAGGTCACCAAATTGAAGGAAAGAGAATCGTCCGTTTTTGGGTTCTTTCCATCCAT
GCGTGTTCGATAGTCGAGAGTGGTAAAACAAACAAGGATTCAACCGGTTTAAAAATACAC
GGAGTTTATTTCCCTGACAATAGTTCTAAAGCACAGATTAAAACATTAATGCAGATATAT
CTGGATTCTCAAGTAAAGATCTACTGACGCACAAGTTACATGCGAATTACTCGTAGATTT
TCCTAAGAACAATGGAAAACTTTAAAACCAGTCTTTTTAAGATGTGTTTGAATCTCCGCC
TTCCGGAAAGATCATGGTCGCTGGTCCTCCGCCCCTGGTCCCTCTGATTCGTCAGCTGAT
AGCCCGCTTGCTTCCTCTGGCCAATAGCTGAAGGTTGCAAAGTCCAGATCCGCTCCGCCT
TTCCAGGGGTAGGGGCCATTCACCGGCGCACACAATCCATGATCAAAAGGAGTCCTCCTC
TGGTCCAAAGTAAATCATACCAGCCAAACGAATACTCCATCGCCGGCACGAGATCAGAGG
TCAGCTTCATCCTCCACATGAGAACACGAACCTGAACACTTTCCCAAGGATAAGGTGTTC
AACCCAGATAGTAGAAATGTAGTCCCTGACATATTTATCACGTCTCTGGAAACTCCTAGA
TTTTGCACAAAGAAGTCCTAGTTGCTGCTGCAACTACAAAGCACAAGTGAAGGTCACTGG
AAAATAAGTCCTGATGAGTTCAAAATGAGCCTCGTGCC
>CL1154Contig3
ATAGTTCTAAAGCCAGTTTAAAACATTAATGCAGATATATCTGGATTCTCAAGTAAAGAT
CTACTGACGCACAAGTTACATGCGAATTACTCGTAGATTTTCCTAAGAACAATGGAAAAC
TTTAAAACCAGTCTTTTTAAGATGTGTTTGAATCTCCGCCTTCCGGAAAGAGCATGGTCG
CTGGATCTCCGCCCCTGGTCCCTCTGATTCGTCAGCTGATAGCCCGCCTGCTTCCTCTGG
CCAATAGCTGACGGCTGCCAACTTCAGATGCGCTCCGCCTCTCGGGGGCCCGTTTTCACC
GGCGCACACAGTCCGATGATCAAAAGAGTCCCCATCTGGTCAGAGTAAATCATTCCTGGA
CAACCCAAGGTTCCTTTACCGGTATCCAGAGCAAAGGTCAGCTCCAACCTCCACATGAGA
ACACGAATCTGAACACTTTCCCAAGGATAAGGTGTTCAACCCAGATAGTAGAAATGTAGT
CCATGACATATTTATTGCATCTCTGGAAACTCCTAGATTTGCACAAAGAAGTCCTAGTTG
CTGCTGCAACTACAAAGCACAAGTGAAGGTCACTGGAGAATAAGTCCTGATGAGTTCAAA
ATGAGTTCACTTCACACTAAAGATAAAGCTATAACATAATGAAGAATAAGATATTAAAAC
ATACATTTTCTACATTTCCCTCTTTTGATCACACAAAGTGTGATCACCTAAAAGATTTAA
CACTACAACACTCAAAAACAACAAAACATTACAAACAGGTCCACCTGACCCGACAGCTGT
GGTCTCAAGCCCGCACAGTCTGGAACACAAAATATTTCAAAGGAGTTAGGCGTCCATGCA
TGAACGGGCAAG
>CL1154Contig4
CAGATTAAAACATTAATGCAGATATATCTGGATTCTCAAGTAAAGATCTACTGACGCACA
AGTTACATGCGAATTACTCGTAGATTTTCCTAAGAACAATGGAAAACTTTAAAACCAGTC
TTTTTAAGATGTGTTTGAATCTCCGCCTTCCGGAAAGAGCATGGTCGCTGGATCTCCGCC
CCTGGTCCCTCTGATTCGTCAGCTGATAGCCCGCCTGCTTCCTCTGGCCAATAGATGACG
GCTGCCAACTTCAGATGCGCTCCGCCTCTCGGGGGCCCGTTTTACCGGCGCACACAGTCC
GAAGATCAAAAGAGTCCCCATCTGGTCAGAGTAAATCATTCCTGGACAACTCTAGGTTCC
TTTACCGGTATCCAGAGCAAAGGTCAGCTCCCACCTCCACATGAGAACACGAATCTGAAC
ACTTTCCCAAGGATAAGGTGTTCAACCCAGATAGTAGAAATGTAGTCCATGACATATTTA
TTGCATCTCTGGAAACTCCTAGATTTGCACAAAGAAGTCCTAGTTGCTGCTACAACTACA
AAGCACAAGTGAAGGTCACTGGAGAATAAGTCCTGATGAGTTCAAAATGAGTTCACTTCA
CACTAAAGATAAAGCTATAACATAATGAAGAATAAGATATTAAAACATACATAATGAAGA
ATAAGATATTAAAACATACATTTTCTACATTTCCCTCTCTTGATCACACAAAGTGTGATC
ACCTAAAAGATTTAACACTACAACACTCAAAAACAACAAAACATTACAAACAGGTCCACC
TGACCCGACATCTGTGGTCTCAAGCCCGCACAGTCTGGAACACAAAATATTTCAAAGGAG
TTAGGCGTCCATGCATGAACGTGCGAGCGAAACCTGTCTGG
>CL1155Contig1
TGTATAAATCTCTTTATTTAGTATGTTTAGCAAAATGCACACAAAAGAAATAACCCAAGA
AAATCCGGATTTTCATTGTATTGAATCATTAATTCATCAATGTCCAACATTCTATCAACA
TCAAAATGCACTTGTTTTGTCATTTTTTATTTGTAAGTAACGTGAGTGTACATAAACAGC
CTTAAAAAAAGATAAAATGCAGAGCAACATAAAACGTCAAGAAAGCCAGGAAAAAAATGT
CTCTTTACAAGAACAAGGCTAATTCTTTTTTTTTTAGTTTTGGTGACGAGCATTGAAACT
TGAAAAAACTTGAAAAGTACATAATCTTTTGAATCAACACAAAAAAGTACATAGCACATA
AAAAGCATCCAAACAGGGATCATATTGCATTTGTTTTATGTACAAAATATTTACTCTTTA
GAATGTGTTTAAAAATGACCTGCTCTGTGTTGTGGAAGTATATTTTTGCAGTGGATATAT
CATATGAAAGCTAAAATAACTCCATACATTAAAAAAATAGTTTTTAAAATGTTTTTGAAT
GTATAAAGAATATTTTCCTTCAAACTAACAAGTCTAAGTATACTGTATGTTATGTTTAGT
AAACCCTTGAAAACATATATATCCCACCAAAACAGCCGGAAGCAGCGGAAACAACCCCTG
CAACATTTAATCTGTGATCATTTGATAAGATGGCATCTGGTCAATAAATCTGGAATATTT
ACAGAAAATCTTCAATATCAATAAAATACAAATTAATCTTATTTACATGCTGAAAGGATT
ATAAACAATTTGACAATCTCATGTTCTCCAGTCTAATTTCTTAAAAAAACATATTTGTGC
ATGCTATCCCAGGTTTCAAAAAGCCTATAGTAAAGAATTCACACTTATGGGAGAATGTAT
TTAAGTGTAAGAATGCTTGACTGAATCACTTTTTGGGTGAAACAGAAAGCTCAAGTTTTG
GGAATTTAAGGCCTGCTCTTGAACCACTGTCACTACTTGAGGATGAAGATAGTCTTGATT



TTTTTGAGGGTGTGGAAACACTTGAGCTTCCCTCCATCCCTGCCTCATTTTCTCCTCCAA
GTGTTACTTCATATGAGCCCTTTGACTTTGAACCAAAACCTCCAAATGTACCAAACTTTA
ACTTGCTTTTTTTTCCCTTTAACCTTGTTTACTCCTAGGTCAAGGGAAACATCACAAGCC
TCAGCTTCTAGGGTAGGAGAACTAGTTGCTGGTGACCCTTCATCGCTGTGGGACGAAGAC
CGATGTCTTGGGTTTTTAAATAAATCCAATGAAGCTGACTTGCTTTTAGATGACAAGGTG
AGTCCAGTAGTGCCTTCCATTTCCAAGTTTCCACCATCATAAGAAGGTGCACATAGCTCT
GTTGAAGCCTTATGCACTTGTCCACTTGCTCCTAATTCTACATCTGTGCCACGAAGATCA
TCTGTACTTCCTTTTACTTTCGATTTGCCAAAAAATTTTGGCATCTTTAACTTTATTTTG
CCTTCACTATGACTCAGTTCAGGGCTTTGAATCGCAATATTATGTGAGCTGACTTTGTGA
CTGGCAGATTGGGACTGTGTGTTTATGTCTCCACCGGATAAAACTTCTGATTCAACTTTA
TTGTCACTATCCAGGCCTTCAAAATCAGCCTTTACAATACCGAACTTAGGCACCCTGATT
TTGGAAAATGTTAATTTCCCTTCAGGATAGCGAAGACCACCACCTGACCCACTTGTTGCT
GAAGAACTTACTTTCACATCTGGCCCTTCCAAACCAACATTTGCACCAGCAGTTCCAGAA
CAATCAAAAGAAGTATTTAAGCCAGCAGACACCAAATCTGTTTTAGATGATTTAACACCT
TCAGCTAAAGTTCCATCTCCTTTCATTTTTGGGGATTTCATATCTAATTCAACATCTGGG
AAGTGAATCTTACCAAACAAAGACTTCTTAGTCTTTGTCTCTTTGAC
>CL1156Contig1
GCCCTTAAGCATCACACAGTTTGTAATCACATGTGCAGGTTCCTGTGGCTGATGATCCTA
ACAAACCTTAGACAGAATGAAGTCTAGTATCTTCAGATAATGGTTTCAGAGTTTGGGATT
TTTTTGTTTTTTTGTTTGATATCTTCAGATGAAGACACACAAAGCATTTTTAGTTCCAGC
AATGGAAACTGTGCCTTTGATGATATTGAATGCAAAAAGTCTGGATTTATTTTCCTGTTA
TGCAAAAAATTCTGTACTGGTTAACAAATGCATGACTGTTCCTGTGTGCGCTCTTGGCTG
ACGGGAGTCCGGAATCACCGAAAAGGCCTCTCTCTCTCTCTCAAGAAACCTGTTGTTCCT
GTGCAGCATTCATGAATACTAAACCAAACCTTGAATTGAACTGTTCTATTTGAGCTGCTT
TTCTAGAAACAAAAAATCTCTCCTCAACATTACAAATAACACAAATACAAGTATTAGACT
TTTTGAACATTTTAGGTACAAATTATTGCATTTGTATTTTTTAACACAACAGTAATTACT
TTAGTTGTCAATTAATGCACTAAAAAAATATATACATTTACAAAAAAACACAATAAAAGC
ACTTAATGGTAAAGCACTTTACGTCCGCTAAATCAGATATGAATAGTCTTTGGAGCCGGA
CCAGTTCATTCATTAGTGCACTCTTCTCTGCAGGCCATTCAGATTCCATGTAGTCCACAC
ACAAGGTTGGCTGGCACTGCAATGTCGATTTTTTTGGGCTTTGGGAGATTCAGATTGTCC
ATTATCTTTATAAATTCTTCCTTGCTTTTTGTGAGGCGGGGATTCAGTTTGCGCTCCTCT
CCAACTGTGGAAACGGTCTGGCCTAGATAGTCATGTGCGGGGTAGATGAGGCACTGTTCA
GGCAGCGTAAAGATCTTCTGATGGATCGAGTCATACAGCTTTGAAGAAGATCCCTGTTGG
AAGTCTGTCCTGCCACAGCCTCTAATGAGCAGAGCATCCCCAGTGAAGGCCATGAGCTCA
TCATCCAGCACTAGAGTGGAGCAGCCATCTGTGTGGCCCGGTGTTTCCTTCACAACCAGG
TAATGTTTTCCAAAAGGGATTTTGTCCCCCTCCGACAGTTGAATGTCTGCTGAAGCGCCG
CTGAACTTGGAGATGGCGCTCTTCAACCCCAGAATCCTCTTCTTCATCAGTCCTGTGCTT
GTGATGTGGTCCGCATGGCAGTGGGTGTTTACTGCAACTGTTAAGTTGAGTCCAAGCTCT
TGGACAAGTTTCACGTCTCTGTCGAGCTTCTCCAGGACGGGGTCAATGATGACTGCATCC
TTGGTTTCAGTGTCTGCGAGCAGGTAGGTGTATGTGCAGCTTTCAGACTCAAACAGTTGT
TTGAAGAGGAGTCCTTGTCTCATCGCCATACTGGCGCAGTATAACCTCCTACTGTCTCGC
GACGGCTCTATGAAAGAATTTAAACCGGAATAGAAGCGCCTACTTTCGGTTAGAGCGCAA
GCCGAACCCTCTGTTATCGATCGGAGACGCAATGTATGAGATGCTATCCGTTGAGCAGTG
CGTACTCTGCCTCCCCGGCCATAAGGCCCGGGTTAA
>CL1157Contig1
TCCCCCGGGCTGAGGAATTCGGACGAGGCTGACCCTCATCCGAGCGCAGGTTTTTAGGCG
CTGTTGGGTGACCTTTGATCGTAGCGTCAACATTAAAGAAGTCTGTTGGAACCTCCAGAA
CATACGCCTGAGAGATTGTGAGCTGGCTCCGGGAGTCAACAGGGACCTGGCCCGGAGGGT
GCGCAATGTTAACGGAATCACTCAGCACAAGCAGGTGCTTCGCAACGACATCAAACTAGC
GGCCAAACTCATTCACGCTCTGGATGAAAAAGGAGACCTGTGGGGCAGCAAAGCACAGGA
GGAGGGGCCAGGCTCGGAGTTGCCTGCTTCCAATCCCATCTTGAAGAACATCACTGATTA
CCTGATAGAGGAGGTGAGTGCTGAGGAGGAGGAGCTTCTGGGCTCTGGGAGTGGAATGGA
CACTGAGGACAACAACAAAGAAGGAAACCCTGCTGAGATGACTGTGGAGAGGGATGACAA
ACTGGCCAAGGTTTTGGATCGTTTGGTTTTGTACCTCCGCATTGTGCATTCTGTTGATTA
TTACAACACCTGTGAATACCCCAGTGAGGATGAAATGCCGAATCGCTGTGGCATGATCCA
TGTGAGGGGACCCATTCCCCCCAATCGCATCACGCATGGAGAGGTGCAACAGTGGCTGAA
GATGATGGAAGAGAAGTTGACCCCTTTGTTTAGTTTGAAAGAAATGCTCTCTGAGGAAGA
GGCAGTGAAGATGGGCCGCAAGAATCCAGAGGAAGAGGTGGAGAAGTTCATATCTGCCAA
CACTCAGGAGCTGGGCAAAGACAAGTGGCTCTGCCCTCTTAGTGGCAAGAAGTTCAAGGG
TCCCGAGTTTGTCCGGAAGCACATTTTGAACAAACATGGAGACAAAGTTGAGGAAGTGAA
GAAAGAGGTGGCTTTCTTCAATAATTTCCTGATGGATGCTAAGAGACCGTCGCTGCCAGA
GATCAAACTTCCCCCTCTTCCGGGCTCAGGACAGGGTTTACTTTCTCCCACCATGCCCTT
TCCTCCTCAAGGTCCGATGGGCTTTGGTCAGCCTCGTCCTCCACTGATGGGTTACGGGGG
TGCCCCTCCTTACCCCCCTAACCAGTACGGAGGTGGGAGAGGCAATTATGACGGCTTTCG



TGGACAAGGTGGTTATCCAGGCAAGCCTCGCAACATCAGAATGTCTCGCGGCGATCCACG
CAATGTCATTGAATATCGCGACTTGGATGCCCCAGATGATATGGACTTCTTCTAGATACC
CCACATCTTTATTAAATGTCGTTCTGCCTGATTAGTTTTTTTTCTTACATGTGTTTTCAG
AAATATTTGGTTTTGTAGTTATAATGCCTTTACGACATGCCTATGTACTGCTGCAGAGTG
AGTCCTCAATAAAATCCTGATTAAACCTGATAAAAAAAAAAAGGAACAAAATGAAAAAAA
CC
>CL1158Contig1
TAAAATGGGACTCCAAAATAATAATAAAAAAGTGTTTGCATTTATTGTAACAAAGCAACA
GGTACACTTAATGTTTATGTGAACACAATTCCAGTGGAGCAGGAGAAATGTTGCAGACTA
CTGTATCCCATGATGAAATATTACACAGACGCTCTAAAATATTCAGGTTTCACTGGAACA
AAAAACATTTCAATTTCAGGGGCTGAAAAACTAGATTGAATCTTTATTAAAAAAAAAAAA
CTAGTTGTGTTGAAAAAGAGCAAGGATAGTTGTGAACAAAACATTTAGGAAAGCCAAAGA
ACAAGCTGGTGCTTTGTTAAAATCAGTTCCATTAGTACAAGAAATCACAAAAGGAAAATA
TAGCCATTAATTCCTGGTTTTCTCCACCATTGGACATATACATATATATGTATATATATT
TAGAAAAGTTGCTAAGGATGCTATGATTCATTTATCACTGCACCATGGCTTATCTTAACT
TGAACAGAAATGATTTTTTATTGTACATACAAATTGCTTTTGTTGGTACATTAGATCTAC
GTAGGATGATGTGCAGAATGCTACATTTTTACCTTTAATGTTTTGCATGTCTTTGTAAAA
TGAAGAGAGAAGGATGACAGTTGAGATTTTTGAAGCGTCCTTTCCATCTCTCAGCCCTGC
TGCGTCTGGACATTTTCAAACAGGCTGTCGCAGCGGCGACAGACAAACAGCCTGACAAAA
ACTTCAGGTGAGAGACAACAAATTCTTTTTTTCCTTTTTCTTTCTCCTATTTAAATACAA
AACCCCACCCACCCTAAATAATACATTTTGCTCCCCAAGCCTGTAGAATAACCCCGGAGG
GACAACAGGAAAGTTTTAGACTAAATCTTCAATCTTCATCTCCGTCATCCTCACCATCAT
CGCCTTCACCATCATCATCTTCACCCCCTTCTTCTTCCCCCTCATCAATATCTTCCAGAC
CCTCCTCATCATCGTCATCATCATCACCGTCACCCTCTTCGTCCTCCATGTCTGGGACCA
GATAGTACTGCAGTGGGTTAGGCCAGATGTCATCCTTGATCACCTCTCCCAACTCATCAG
CTCCTGCGTCTGAGTGGTCGGTAAACCAAGTGAAGAAGCTCTCCGGCTCCTCGTGCTGCC
TCTTTTTCCCAGCTTTGTTTGACGTCTGCCCTGAACGTTTTGTCAGATCCTTTCCAGTTT
TCCATTTGATCTCAGTGGATTTGGAAATGGGATCTCCACCCTCGTTCACATTAAACTCTT
TGGAAAGGGTTTTGTTCTCAAAGTACGGATTCTCATCAAAACAAAAATCTATTCTATATC
CAGACTTAATGTCTTCAAACTCTGTGACCTCAACCTTCGACAAGTAATGGAGTGCTTCCT
CATCATCCTCCCCCAGAAGAGCGGAAACTTGTGGATGGTTGACAAATGTCGTGACCCAGA
AGTTCGGGATTTTGGCGATGAGTTCTGATCTCTTTTGAAAAAAATGGCTGCCGTAATTTG
TTGTATTTCTGCTCTACTTTTAATATTTCTTCGCTAGCCTGTTCGTTCAATCTGTCAATT
TCATTCTGTACTTCATCAATGTGTTCGATTGCTTCCTGCTGCTCTTTTTCAGAGGTCTCG
TCCGCAGCGTCGTGATTGGAATTCTCCTTCCTGCTGGCTTTTGCCGACATGGTTGATCGT
TTCCTGTTACACCTTACGACCAAGTCAGTTGAAAATGCCCTTTTGTTCGACTAACGTTGT
CTTCCCTTAATGCAAAGTGCGAAGCTGTCAGCCCACAACAAAAAGAAACCGACGCAACCT
TGCACGCTCGTTTCCCTTCTCCCCGGCCATAATGCCCGGGTTA
>CL1159Contig1
CGGCACGAGGGAGAGCGTAAATCTACGGACGAAGAGAGGGAACAGCTTAGTCCAGGGTGT
TTTAAGACAATTTAAATCTTTACAGTGCTTTAGAGTTATCGGGGCAGCATAATGGCGGAT
AAGATGGATATGTCTCTAGACGACATTATCAAGCTGAACAGGCAGAGTAGAGGCGGAGCC
CGTGGGGGAAGAGGCCGAGGCCGCGGAGGCTCAGGCGGTGCCCGTGGAGGAGGCCTTGGG
CGTCTTGGTGGTGGCGGCGGCGGATTTGGAGGCCGAGGCGGAGGATCAGGCCCCATGAGG
ACCCGACAGAACCTGAGCCGCGCTAGAGGCAGACCAACGCCTTATAGCAGGCCCAAACAG
CTTCCCGATAAATGGCAGCACGACATGTTTGACAACGGCTTCAGCGGCTTCAATGGGGCT
GCTGGAGGTGGCGGAGGAGCTGGTGTGGAAACGGGAGGAAAGCTCCTCGTCTCCAATCTG
GACTTTGGGGTGTCAGACGCAGACATCCAGGAACTCTTTGCTGAATTTGGGACTCTAAAG
AAAGCTGCAGTTCATTACGACAGATCAGGAAGAAGCCTTGGAACGGCAGATGTCCACTTT
GAAAGGAGGGCAGATGCCCTGAAAGCCATGAAACAGTACAATGGCATTCCTCTTGATGGG
CGGCCTATGAACATTCAGCTCGTCACATCACAGATCGACACACAGAGGCGGCCTATGCAG
GGTATGAACAGAGGTGGTGGAGGCATGAGTAGAAATCGGGGTTTCGGAGGGATGCAAAGA
GGCCGAGGGGTCCGTGGTGCAGGTGGTCCCAGAGGAAGAGGGCCGGGGGGGGCGCGGCGG
TGCCCCCAAGCAACCGCTATCGGCAGAAGAGCTTGACGCCCAGTTAGATGCTTACAATGC
CAGGATGGATACCAGTTAAGGAAACCTCCCATCCTAGTTGACGTCATCCCTCCCTGTCTG
CACAGAAAGGGGTGCTTGTTACAGATGTGCAGAATATTTTACACTTGTCTTCTGATGTGA
TTGAAATTGTTCCAACCTCTTCTTTTAAATACTCCAAAGTGTTTTTTACCAAGTGTTTTA
TTTTTGTTTTAATTTTTTTTTTTTTTTTNATCAAANGGTTTTACTGTAGGTNAACTGCTG
GGGGGANTTTTCNCA
>CL1160Contig1
TTTTTTTTTTACATCTGCAAATGTTTATTATTTTACTACAAGTATACAAAACCTGACAGA
CAATTCTGTGAAAATGGATATTTACAGAAAAATCAGTTTGGAGGAGAGGGCTAGACAGTC
GGAGCTGTGCTGGTTTCAGAAGTCAGGAGGCAGATCAGGACTTTCACGCTGAAGACTCCA
CAGAGGCCGACTGGGTGGGAGCCTCCTGTGATTTCTCCTCCTGGACTCCATTGCTGGCAC



TAGAATCATCGCTGCAATTTACTGAGACTTCCTGTTTTGCTTGCTTAGCATCTGCGTCCT
TTACTGGCTTCTCTTCTTCTGGTTTCCTCTTTTTCCTGACGAGATGAGAGATGTCCGACG
CCGCTTTGGAAGAGGAGCTGCTGTCACATTTCCCTGGATCCTGGCTACTTTCTGCAAAAG
CTGCCGTTGAAGACGAAGGCCCGCCGTTTTCACGGAGGAATGCTGATGAAGACGAGGTTC
CACCGAGCGTCTGCTGGATGGCCTGCGACGCGGCGCTGGCTGTCCTCAGGCTCTCTTTGG
CGTCTTCCACCTTTTCTCTGATTTCCGGCAAAAGTTGTTTGAGCTCTTCCATCTCGCTCT
TCTCCTCTGCTGCACCGCCGTCTCCTTCTGCTGCGTCGATCGCCTTCTGTAGCACGGACA
GGCGGTTTTCGCCTCCTTCTATGGAACTGTTGTAGTGCTGGATGGCCTGTCTGTACTCAT
CCATGTAGCAGAGTGTTGTAGCGACATGGTAGTGAGTCTCAGCAAGTANAC
>CL1161Contig1
GGTTTACCCACGTTGTGTCGTTTCTTGCGATATTTAAACGTAATTCTCCTAGATTTGCTT
TAAACTCTAATTATGAGACCTTTAACGGAGGAGGAGACAAAAGCGATGTTCGAGAAGCTT
TCGAAATACATTGGAGAAAACATCAAACTTCTTGTGGACCGACCCGACGGTACCTACTGT
TTCAGATTACACCATGACCGAGTGTACTACATGAGCGAGAAAATTCTTAAGTTGGCAACG
AACTTTTCTCGAGACAAACTCATTTCAGTGGGAACTTGCTTTGGAAAGTTTACAAAAACT
AAGAAGTTTCGTCTCCATATAACCGCTCTGGATTTTCTGGCACCTTACGCAAAGTTCAAG
GTTTGGGTGAAACCAGGAGCAGAGCAGTCCTTCCTGTATGGGAACCATGTGTTGAAGTCT
GGGCTGGGAAGGATCACAGAGAACACCATGCAGTATCAAGGAGTTGTGGTGTACTCCATG
GCTGATGTACCGTTGGGTTTTGGAGTTGCAGCCAAGACCACCCAAGAGTGCCGGCGAGTG
GACCCCCTCACCATTGTTGTTTTCCACCAGGCTGATGTGGGAGAGTTCATTAGGAACGAG
GACACATTAACATAATCAGAAGAATTTTCCGTCTAAGCATCAAGCTGCTTTCAGCAGTCG
GACATTACCATCTAACAATCTGCTGTGCTGGACCTGAATCCAAGCATCAACACAGCATCA
AGAAATCCCTTGAGCAGGCGTACGTGGCTAAAGCCCACGAATATGATCTGATGTCACAGC
TGGACCACAATCCTCTGTTCCTGGATTCAACAATTGACTAACCTTTTATAACCTACTGGG
TCTCTTTATTAATACACAGTTAATGGGATATATTGTCGGCACATTCTNTCTTCTAAATAA
TCCT
>CL1162Contig1
GTTAAAAAGGTCATCAAAGACGACCCTCGCTGTATAAAATTTTCCTCCAGTGACAGAAAG
AGACAGCGAGAATTTGAAGATTACATCAAAGACAAATACATAACAGCCAAGGCTGACTTC
AGAACCTTGTTAAAGGAGACAAAGTTCATAACGTACAGGTCAAGAAAACTGATCCAGGAG
TCAGAGCAGCACCTAAAAGACGTGGAGAAGATCCTGCAGAACGACAAGCGCTACCTTGTT
CTGGAGTGCGTCCCAGAGGAGCGCAGGAAGCTCATCATGTTCTACATTGAAGACTTAGAT
CGGCGAGGCCCTCCACCTCCTCCAACCGCGTCAGAGCCAACTCGACGCTCCACCAAGTGA
CCAACTACATCTTCATGGCCGTTGTCCCATCTGTCAGTGCGCCCCTCTTTGGCCAGAGCA
TGACCTCCCTCAGCACCCCACAAACCCTGGTCTCCAGGCCCACAGGTGGCCTTGCAGTGT
TATCGCCTGGGGTCATATTACATAAAGATATAACATTGAGATGAATGGTTATGCTCTTTG
TGTTATCTCACCTCTTAGCCCTGAAGTAGCCTTCTATCTAAGGCACCAGCAGGGAACAGA
GGTTTCCTGACCGGTAGGTAACCGCCGACCTCTGACCTTCCATAGACAACATGCGAGGGA
GGGAGGGAGGGAGGCAGCTGCCTGAGCAGCCACACAGATGTAAGATAGCTGATGTAAATG
AATTTGAGTGTATGCGAGCCTGTGTGTGTATGAATGTCTCGCACACTTCCAGGTTTGTGT
GCATTCGATTGGAGGCGTCCTTAAGCCTTACATCTCCACTGTGCCAGTCATGTTTCAGGC
TCAGTGTGAATGTTAGTTTAAGCTCAGTGGTTTATTCCAATGTGGCAGCAGTTTCTTTGT
TGAATTAATTAAAGGAAACTTCCACAGTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGAAAAAAAAAAAAAAAAAAAAA
AAAAAACCTTG
>CL1163Contig1
TTTTTTTTTTATAAAAGGCAGTAGTTGTGTGGTCCAGGCGCAGGGGGGTGGTGGAAGGTC
CTCACGCCTCCAGGTACTCGGGCTGGACTCGTGCCACCTTGCGAAACTCCTTGGTGTGCG
TCTGTGGACACTGCATCTCACACCAGCTGATGGGAACCATCTGAGCTCGGGCTGCGTCGC
TGTGCGCCACCACCACTCCGAGCTCGTTCTCTGCAGTGGTCAGCAGGTAGTTGGACTGAA
CGTCTCCCAGAGAAATCACTTTGGCCAGAACAATGTCCCCAGGTCTAAAGCTTCTGTGCA
TCTCCACCTTATCTTTCTCTGTGGCGCGAACGTCTTCTTTCCTGATGGTTCCTCTGAACA
GGTCCTTGAGCGGCGTGGAGCCCACATACAGGATGTGCACTTTGGCGAACCTGGAATTGA
TGCTCGTCACCTTACAGGTGACGATGGCGCCCACATCTGGCAACAGCTGGACTTCTGTTT
CTCTGACCACAGAGATCACAGGTAACTGCTCCCCCTCATTCTTCTTCAGCACGTAGCCTG
CAAGAGAGGAGTAGATGTAGCCGTGCCGCAGATACACTCCAGTTCCCAGAATGCAGTCCT
CCACGCTGCACAGTTTGTCACCTGGAACGCACAGCCTCGTGGGAGACATGTTTGCGGAAA
CCCCGGCCATAATGCC
>CL1164Contig1
CCAATCTGCAGACATCTCATTTGCCCCCCTCCTGCCCCAGGTGTGGTAAAACATCCTCAT
GGTGGAACCAGACAGCCTCACTGGTGTGACTGGCCATGATCGCCCGCTCGATGAAGGGCC
CTGCACTGGGCGGTCGGTGTGAGCACACATCCATCAGGACCGTCTGCAGGTTGCCAGAGA
TCTGCTCTGTTGTCATGTTGAGCGTGGCTATCTGCGTTCGGATGTAGCAGTCGCTCTCCA
CCAGGTATTCGTGTCCCGTTTTAAAGAGCTCCAGCGTCTTGGGAATGTTGGTGCTGACGG



TTCCCCTCTTGCTCTTTGGAAACTTCTTCCTGAGTTTGTTCTTTAGCGGTAAAAGTTTGG
GCAGGATTTCAGGAACAGCGAGGTAGAAGTCAGCGGAGATCTCATCCTCCAGGACCTGCT
GGATTAGCTCCGCCCCCCCGGCAGCGGCAGCTCCGTTTTCCTGGGCCTCTCTGGCTTGAT
TTGGATCCTCGGTAAAGACCAAAACCCTGTTGATGGCCGTCTTGAAGGGGTGGGGCAGGT
GCACAGTGCTCACAAAGGGGTCAATCTTTTTCTTTTTCTCCAGCTTCATGTCCAGCTTCA
GGTCGATGTAGACTGGCTGATTGTGAGGAGTGAAGTCCAACACCTGGAAGCGTTTCAGCA
TCTGGATGGCCTCCGCCGCTCCGTAGACAGTCCTGGGATAGTACTTCAGAATGAACACGT
CGTCCACGGGGACCCAGGCGGTCTTCCCAAAGGGCTTGTGTCTGTCTTTGTCCTGGATGG
GCCTCTTCTCCTTCTTTACCTCCTCCACACCCCCCTTTTTGTCTTTCTTCACTGCCCTGA
CTGCGGCTAACGTCCTGACAGGAAGGCTCCTCGCTGCCGACTGAGCCGTGCAGAGGGGGC
CGCCGCCGCCCAGCAGCTGACCCGAACACGCCGCCGTCACTTTCCACAAAGTGAGCCGGA
AGGCAGCCATGTTTGTTCCCGCCGCTGACATGTCAACT
>CL1165Contig1
GAGGGGAGAATGGCGTCGCAGGACGGACTGGCGGCTCTGGGGGTGGAGGGGGCCTCCGCT
GCTGCACATGCTCTGTCTCTGCCTGCAGAAGCGTATGGAAACGACCCTCGGCTGGAGGTC
ATGTGGGCGATGAAGGCCTACAACCACGCAGAGGTCTACTTCAATCTCATCTCATCCGTC
GATCCCAAGTTCCTGAAACTGACCAAGCTGGACGACAGAATCTACTCCAGCTTCAGAGAA
ACCTTCAAGGATCTGGACGTCAGGCAGCTCAAGGAGGAGGACCTGAAGTCTGACCAGGCC
AAGGAGAGGTGGCGTCCGTTCTGCAACCAGTTCGAAGGCTTGGTGGAGGACTTCAACTAC
GGCACTCTGCTGCGCCTGGACTGCCAGAAGGGCTACAGCGAGGAGAACAGCATCTTCTCC
ACCAGGGTGCAGTTCTTCGCCATCGAGATCGCCCGCAACAGAGAGGGCTGCAACGAGGCG
GTCTACAGGTCCAAAGAACCCCGCAGCTGATGGACCGGGTCGCTCCTGCAGGAGAGGACC
TCACTCTGTTGGGGAGAAATCTTCATCTTCCACCTGAGGAGTCTTCGTCATCCGGTTCTA
TTGGACGTTTAAAAGCCGACGTTCCCACATCCACGTTTCTACAGTGTTCCCGCCTCGGAC
AGGAAGTGACATCATGAACAAACTTTCTGCAAAACTCAACATCCGTCACTTTAAAGCTGC
TTGTTTTTTTTGTTAACACAGAAAATAAAAACCAAATGTGCAAAAAAAAAA
>CL1166Contig1
AGTCATGGCTCCTGCAGGAGAACTCACGGCCTTTTGGATCACAGCACTGCTGACCTGTCT
TGGAGCACAGCTGGGAGAAACCAAAACAATCTTCCCGTACGTCCCCTTCCCACCCGCTCT
GCCCTTAACGGAGAACCTCGCTGCCATTTGCCAGGAGGGGAGCGGCCGGCCCAGATACCC
GGACAGCTTCTTTCCTCCGTCTGGTTACAGCCACGACCGCCGGCGTGGGAAGGCCATCAA
CCGCCTGGAGTCCTGGTTCAGTCTGTGCTGCAGCGGACTCGTGGCGCAGCAGCCCAGCCA
GATCCTCTGCTGCGCCCAGCAAGCCTGGATTCAGGCCCTGTCCCAGTTCTGTGAGGAGGA
ATACTCCACTAAGACGATGGTGTACGAGTGCTGCGAGGACAAAGGGCCGGCGCGCTGGAT
CTGCTTCAACAGCGAGCTGCCCAACCCCGACTACAGCCCCAAGCCGGGCTACACCGCTCC
AGCCATGCCTCAGGAGCCAGGATTCAGCTTCGACCCAAATGTTTGCTAGAGATGATGGCC
GACGCATCCTACAGAGCAGAACCTTATCCACCGAGTTAACTCCTTTCCATATATCGTGTT
TTTGTTTCAGACACACTATATCAGCATAAGTCCCTCTAACTTACTCTGTCTGTTCTCCAA
CATCAGAAAATGCATTTTAACACCAGTTTGTTTCCTTCTGCACAACATTTGGAGCCCAAC
AGGGACATTAAAGCAGTTAGTGTCTGAAAACATGGATTTGAAATGAAAACAGTTTGTCTT
TTGTGAAAGTAAAAAATGTAATCACTAAAATGTTTTCGGTATAAAAATGTAATAAATATG
TCTCAAATAAACAC
>CL1167Contig1
GGGGCCGTTTTTACACGTGCGGCGGAGTGTCTGCAAGCCTCGGAGTTTTCAGTGATAATT
TTATATCGTAAATTTACGAAAATGAGTGAAAAAGTCGCAGCTGCAGCCGAACTTTTGGCT
CTGAACCCGGAAGAGGAGAGGACGTTCAAGGAGAAGATACGGGAGGCGAAGAACAAGAAG
AAATCCGGAAAGGGGAACGCTCTGGTTCCTGGGGTGGTCTATGTGGGACACCTCCCTCTG
GGCCTGTTTGAACCTCAGCTCAAGTCCTACTTTGAGCAGTTTGGATCTGTTCAGAGGCTT
CGGCTCTCCAGGAGCAAGAAGACTGGCGGAAGCAAAGGTTTCGCCTTTGTGGAGTTTGAA
TGTGAGGAAGTTGCCAAGATTGTAGCAGAAACCATGAACAATTACCTGATGGGGGAGAAA
CTCATCAAATGTCACATTGTACCTTCGGAGAACGTTCACGAGAAGCTGTTTGTGGGGTCC
CAAAGGCAGTTCAAGAAACCGTCCCACCCTGCTGTGACGCGCTACAACAAGAAGCGCACG
GCAGAGCAGGTTGCCAAGATGACCGACCGGCTGCTGCGCAAAGAGGCCAAGCTCCGCAAG
AAGCTGAAAGCTCATGGCATGGAGTACGACTTCCCAGGATTTGCAGCTCAGAAGAAGCCG
GTGGAGGCAGCGGACTCGTCGTCCTGCAGCAATGATATCACGCCAGTCTGCACGCCATCT
TTCACGGAGAGGAGGAAGTCATTAGTCGCAGATGACACGGATGACGAGATAGTCCTAAAG
ATTCCGCCGGTGGACAAAGAGGAGGAAGAAGACAGTGAGGAGGAAGAGCAGTCCTCTGAG
GAGGAGCTGTGAGCTTCCTGAGTCCACACAGGAAGATGATGTGGACCTGAACTGTAATTT
ATGACTTTATTAAATCTCTGTGTTCTGAGAGGATCTGCTGTACGTCTGATAGACAGCAGG
TGGCGCTCTGACAGGACCACGGAGAGCTCATTCATCTGTTGAGGTTCAAACTTAGCAGCA
CAAGCTGCTTTCAGAACAACAGAGGAACGTCTGCAGGTTAACAAGGAAAGCAGGTTTTTC
TGAACCTTCATTCTGAAGGGTCTCGGATGGAACATCTTCCTCTTACGCTGTAAAATGTTT
ATTTTGTAAAATAAATACCTGAAACCTATCTGCTAACTGTCAAAAAAAAAAAAAAAAAAA
AAAAAAAAAACCTT



>CL1168Contig1
TTTTTTTTNTGAGGGAAGAGCAGCTTTATTCTTTAAAAGCATAGACATTGTTGGAGAAAC
CTGGTAGGCAACACAACACTACCAACATACCAATAGGTTGTCCACATATTAGTGTATAGT
AAAGGTAAGTTATTGTGCAAATAAACATCTTGGGACACATTTCTAGATCTTCACACTTCA
ACAGAACAAGGTTTTGGTTTTGTTACGTTTAGATTGTCATTCGAGGAACTTTCATCATAT
AGTGTGAGTTTTGTTTTCTTTCATAATTACAGAGGATTAAACAGAAAACTAGTGGATTCT
TACATAATAAAAGCATGAAGCGGATACATGGTTACATGGAGTTAGCACAATGACAGAGGG
TTGGTAAAAATATTTCTATATCTTTAGCTTTTTACAGAAAAAGAAATTGTGGATTTAAAC
TTTTTGGCCATATTGATAAAACATCTATCATTGACCACTCACGACCTATGAGAGCCAACG
TTCTTCCTCTTCTTTTCAAATGTTAAAGAACATCCTCATGCCTCCAGCTCCAGGCCTAGA
CCTAGCTTGTGACCACCAGCATTTATATTTTTTCCATCCACCATTGCAGAGAGGGTGAGT
TTCATTCCAGGCCGCAGAGTCTGAGTGTATCCAATTCCAACCAAGCTGGCGTTATTCACC
TTTGCAGATATGGAAGCACTGGGGTCCAGCTGGTATTTTGCAGCGATGCCAAACAGAGTA
CCATTGCTCCCAACCGTCCAGGCAAAATTTACAGCTGTCTCCAGTTTGTCATTCACTTTC
TGATAAATGGATCCGCCAAACTCTGCACCATCGTTTACATTGGTGTGGAGCTGAAAGTCG
CCGGTCGTGTAACCGACAGCAAAGTTGCTGCGGGTCATCCTAGACTTGGCAGAGTCAAAG
GTCATCTGGTAACCTGCCAGCCACCCCTCATAACCACCTACTGCTGCTGCGTGGATAGTA
GGACCAGCAAAATCTAAATCTACGTCAACGCCGGCATTGACGTGTTCCTTTTTATAGGCT
GCCTTGATTTTGCCACTCTTCTTGCCAGTGTTGGGTGAAAACGTAGTATCAAAGTTAAGT
TTCAGCCCTTTGGTGATCTGGTCCTCAACACAAACTTCCGTCCCCAGTGTGTTTTCTGTA
CTCCATTTCTCTGTAAAGGTCAACCCATACTCAGGCAATTTGTACTTGGTTTCCAAAGTA
CCAGTGACCTTGCTGGTGTCCGTGTTTGAGGAGCCAGACGTTTTAAACTCCACTCCACTT
GAAGATTTGGTCTTCACATCAAGCTTGACCAGACCGAACCCATATCCTTTGCTGAAAATG
TCTTTTGCTGATTTTCCCAAGTCTGCATAGGCTGGAGGAACTGTCATTATGACAAAAATT
ACAGTTGTTCAGAGTGTCCTGGTTAACTTTGGCGGTAGAAAAGGGCCAGAAATGTGCTCA
AACCGGTGTAGGACGATATGGAGGAGACACCGCATTCCCCGGCCATA
>CL1169Contig1
TAAGAATCGATCTATTGCCCCCCCTAACTCCTCGAACATTATTGGGAAGCTACTCCACAA
AATAATGAGGAAAACAAAGTTCGTAGATCTGCAGCGTTAGCGTAGTGAGTTCGCAAGTGT
GGTTTTTCTGTTGCTAGCACTTTTTGTTTTTTACCAGAATATTGTGAATATTTGTTCCAC
AAATCTATGGATCAAGATGAATAAAAGAACATTATATACGAGAATGTGGGCATTATTAAC
AAAAAAACCTCAGTTGCCAAGGAAATCCAAAAACGTACTTTTGCCGATGCTTCTAAAGAT
GACATCGACCCTAAAATGGTTGCTATGGAGACAAAACCAACAGAAACGCTGCCATTTTGA
AAACATTATTTTTAATGAATTTGACACGTGCAGCTCTGACCACGGTGGCAAGGGCAGATG
GGGAGAGTGAGGGGGTGTCACAGCCTCTCAGCTGTTGAAGGCAGGTCAAGGGGTGACGAG
GGCGGGCCATTCAACGCTGCACGCAGCTTCAACCATTATATCTATTATTGATCGGTTGGT
TAAACCTTTCAGTCGACACTGAGAACGGTAAGGCAGAGTAAAGCTGATTGTGGCGTCTCT
GATGTTTCATAATAAAACAGCTGACCGTTCAGTCTATATCCAAATTTTGAATAATATACT
TTATCCTAAAGCAGATTAAATCGTAAGCAAGTCGCCATACTCGCATTTAACGTTTTACAA
TGAAAATAAAATGTTTTTTCTTTTTTTACTATACAAGTCTGCTGGTTTGAGTTGTTAAAG
TATTGCAGCCCGGTTCTGAACTGCAGACCAACACCTGCAGCGAAACACACACGGAACAGA
CTCTGTGCACTCATGACAATAGTGTTCAAACCGAAAGTACAGAAGGCGTTTTAAAAAGGA
GAAAACGAGGAATACTGCAAATGACAGGAGACAGACAGCATCCATCAAAGGGCACACAGG
TTGGTAAAATGTAGGAATGCTGCTGTCTGAGGGGGCATTAGGGGGGTGGAAAGGGGCAAA
CGAGAGAAGGGCAAGTCGGTTTCCGAGGACTCAAGGAGGCGAATCAGCGGAGGCTTTCTT
CATCGTCCTGTATGGTCTTCTTGATGCGGAGCAGCATGGTGGTGAGCCACTGGTCCAAAC
GGGAAATGCTGTCAAATTCTTTCACCGAGTCAGTGTATGCGTCCACGTTCTGTTCTTCAC
AGGCGTCAAGAAGTTTCTTCAGCAGCTTGCACTCTCGAGAGTCTGAAAAGGCTGGAAACA
TCTCTTCATATTTCTGCACGGCGAGCTTCGCGTTCAGCGTGTCCACGCAGAAGTGGCAGA
GCGCCGCCTTGAAGAAGTGATCCTTGGCACTGTACTTCAGCAGCGTGCTGTCCATGGCAT
ATGTTCCCACCTGTTCATAGATTTCAATGGCTTTCTGGTACTGCTCTAGCTGGGCAGCAT
AGGTTGCTACTTTCAGAAGGCACTTGTTGGCCGAACTGGTGGATTCTTCGCCTTTATAAT
AATCTGCAGCCTGTTCATAATGAGCAATAGCCTTATCGATGTCCAACAGCTCGGTCTCAT
AAATCTCAGCAATGGTGATGTGGTGCTTTGCTGCAATAGTGAAACGGCCCATGTCGGTGT
AAATCTCGATTGCTCGGTTTAAGCAGTTTATGGCCTCTTGGGGGTCTGCTTTTTTGAAGG
CATTTCCAGCGTCTATGAGGTTAGTTGCTGCATCGTGTTTACTCTGCATCTGCAGGTGAA
GATGAGCAGCCTGCGCGAAAGCATTTCCTGCAGCAGACCAGTTTTTAGCCATTTTGTACA
TGTTGGCTGCTCTCACATAGATTTCGCAGGCCTCTTCCGACCTGGAGGAACCCCCAAACA
GCGTCCCAAAAAACGACTTCGACGATTTTATTTTTTTGTCCGCCTCCGCCATCAAAGCTT
CCGCTTCCTTTTCTTTCCCACTGTTGTCCATTTTCGTGCCTTTTCCCTTAAATCTGTGGA
CAAATACCTAAATGTAAAAGTCAACAAACTTGCTAACTGCTGCTAGCTGCGTCGTCACAT
CACCAGTTACCCCCGGCCATAAGGCCCGGGTTAAACGGCG
>CL1170Contig1
TATTTTCTTTTATTTGGTGAAAAANAACTGGAATTGAATCCAAAGTATTTTCCTTTGGAC



CACACAGATGTCACATTCACGTCACTGAGCTGATAACTGCAGTCATGGAGGCATTTGATT
TGCATATAAAGAGTCTCCTTAGCTTTCACAGGCATGGATTACTGGACTATCGCTCATTTT
CACGTTGCTAGGAAACCAATCATCCTCGACTTTCTATTTTCAGCTTCAGCATATTTAGGG
TCTGAGGGACTCTTGTAGAGTATTCTGCACAAACATTCATCTGTATATTAGAACTCAAAA
AATTGATAGTCTACTGGATCATTCGTCTTGACGGTGTGAAGTCTCACTTTGAGTTCAGGC
TTTGTTTGGCACTGAGCAGCTTTTTTCCTCTCCCTGTAAACTGTTGTTCGCTCAGTTGGT
TTGGTTAATTTCTTCTTCGGTGCTGCTGTCCTTCTGGATGGAGGCAAACATGCCTCGGTA
CAAGGCTTTCTCTTTTTGAAGCTCCCGATTTAGCCTCTCTTCTGCCCTCTGCAGATGCTT
GCGCACGTTGGCATCATGAGGCTGCTCTGTGCAAGCCTGGGTGAGGTACTGTTTGGCTGC
CTGTGCGTCTCCCATCTCTAGTGTGGCTACGCCTGCCCTGTAGAGCGCCTTGATGTTGCC
TGGTTGCCAGTGCAGCACTCGCAGACTGTACTCCAGCACTCGGGCGTAGTCGACTTTCTG
TCTTTGCAGCAAACACGCAGCTAAGTTGTTGTAGCAGTCCACTTGTATGCTTCTCAATAA
AGCCTCCAGTTCCGGCGCCAGAGCCGGTTTTTCAGGTCCAAACCCTCTCACGGATGTCAT
CACCTCAGGGTCCAGGCTTCGGAGTATCAACAGAGCCCGGTGGTAACGACCAATGGCTGA
GCGAATGTTTTTGCCTTTGTAGAAAGCATTTCCTTCTGCTTTCAGTTGAGCTGCCTCTTC
CAGCAAAGCACAGTCCGGCTTAATGGAAGACCTCCTGAATCCAGGAAGACTGGATTCTGC
TGCTGTCGCCCCCTGTCCGTCCAAACCACAGCCTGTTGCTGAAGCCTCCATGCCTGAGTT
ACCAGTTAAGAAAGGATGTCCTGGTGATTATTATTACACCTTATGTTAGGAACGTAAACA
TGAACCAAAGGGTGACAGCTTTCCTCTGTCAGCGCTGCTAGCATAGAATGCTACTCCC
>CL1171Contig1
GCACCGTGTCGCCATTTTTGTTACTCTTTGTACGACATTGTTAGCCCCTTGTACTGCTTT
TCAAAGCACACTTTACCAGATTTTTTGACTTCTTTGTCAAATAATGCAAGGAAACAGAGG
CCCTCAGCATAACCACGGCCACAACCGCCAGGGGGAATACTTCAAAACCGAAGGACCTAA
TAGCAATGGCCAACAGCCGGAGACCAGCGAGCAGACCAACCCCAACGCGGCCTTAACCAT
GGACCTGCAGAGCTTCAGGAAACCCGGAGAAAAGACCTTCACACAGCGGAGCAGGCTGTT
TGTGGGAAACCTACCCACAGGCGTCACAGAAGATGACCTGGAGAAGCTGTTTGCAAAGTA
TGGTAAAGCCAGTGAGATTTTTATTAACAAAGAAAGAGGCTTCGGCTTCATCCGCCTGGA
AACCAGGATCATAGCTGAGATCGCCAGAGCCGAGCTGGATGATCATGTATTCAGGGGCAG
ACCTATCCGAGTCAAGTTTGCTACGCACGGTGCCGCTTTGAGTGTAAAGAATTTACCAGA
GTTTGCCTCCAACGATCTCCTGGAAGAAGCTTTCGCTATTTTCGGGCAGGTGGAGAGGGC
GGTGGTGATTGTGGATGACAGGGGGAGGCCCACGGGGAAAGGCATCGTCGAGTTCACCTC
AAAGCCCGCAGCCAGGAAGGCTCTGGATAAATGCAATGATGGTGCCTATCTTCTCACAGC
CTTCCCCCGACCCATTACAGTGGAGCCCATGGAACAGTTCGACGAANATGAAGGACTGAC
CGAGAAGTTGATCAACAAGAACCAACAGTATCACAAAGAACGGGAGCAGCCACCGCGTTT
TGCTCAGCCGGGCTCCTTTGAGTATGAATATGCAATGCGTTGGAAAGCCCTGATGGAGAT
GGAGAAGCAGCAGTACGAGATGGTGGACCGCAACATGAAAGAAGCTCAAGAGAAGCTGGA
GGCTGAGATGGAGGCAGCCAGACACGAGCATCAAGTGATGCTGATGAGGCAAGACCTGCT
GAGGCGGCAGGAGGAGCTGCGCCGGATGGAAGAGCTCCACAACCAAGAGGTGCAGAAGAG
GAAGCAAGCGGAGCTCCGGCAGGAGGAGGAACGCCGGCGGAGGGAGGAGGAGATGAGGAT
GCGCAACGAGGAGATGATGAAGAGGCAGCAGGAGGGTTTCAGAACCAACTTTTCTGAAAA
CAGAGAACAAGATATGATGATGCACATGGGTGGTCACGGGTTGGGCATGAACAGAAATTC
CCTAGGTGGGAATTCTGGACCTGCCAATGCTGCTGCTATGGCTACAGATAGCGCTCCGAT
GATGGCAGGTCCAGCAAACAACATGCCTGTAGGAGGACAGAGCGGCTTCCCCCGAGGCCT
TCCGGGGCCTGGAGACTATAACAAGCAGCGGAGATTTTGAAGAGCTTCTTCCCTTGTCTT
ACTATGCTCACTGTAATTTTCCATTTTGGGTAGAAAGTGTTACTTTTGGACTTTGAAATG
TGCATGTGTTTTTTTTTCTACCGTTTTTATTTGTCCTTTTCATTTTATTTTAGTACTAAT
ATGTCATAACTCCAAATGAGCCATGCATTTTCAATTGTTTCTTACATTCACTAGATAGAG
ATGGAAAATGTTTCTTTGTCCTAAATATGTCAACTTTTCTGGAATAAAGTCATGATTCCT
TAAAAAAAAAA
>CL1172Contig1
AGAGCATCCCAGCTGATGCCCCAGCAGAACCGCCTCGACCAAAAGACACAGACGCAGGAG
AGCGAAACCTGTCCTCCCAATTCCACCACGGGGAAAGAGAAGAGGAGGAGCAAGCCAAGT
GAGAAACTGATGCTCTCAGCAGGAGCCTACAAGTGAGAGGAAACTGGGAGGTGGAGAAGA
GTGAAAGCAGAAGATACAAAAAGCCTTGAAAGAGGATAAACAGTTTTCGTGCCCCTCCGC
CCGTCTCTGTCGCCATGCTGTGTCCTGTGCTGCTTTGTGCCACTTTGCTCCTTCTGACTC
CGTTTGAGGTCACGGAGGCTCGTGCTCTGCATCCATCTGCCGATGCTGTGCAGTTTGTGG
AGCAGTTTTTGGACCGCTACAATGACCTTCTGACTCTGGACGACCTGGAGAACCTGTTGA
ACACCCAGCCGGAGGAGCAGTCCACCCTCTCCTCGGGGGTCAAAACAGCAGAGTACCCCA
AATGGGCCGACCTCCAGACACAGCCGGAGACCCCGTGGTTCCGCCTGCTGAAGGGGGCCC
TGACCAACCAGAAGCGAGCAGAACCCGATAGGTCACGGAGGGGATGGAACCGAGGATGCT
TTGGCCTGAAGCTGGACCGGATCGGGTCAATGAGTGGACTGGGCTGTTAGTCAAAAGAGG
AAAGTAAAGACTGGCGACATCTTTGGTAGAAAAAGGGTTCATCTGCAGAGAAGAATATCA
ACACGTAGACTACATTCTGTCTGTTATCTGGTGTATACTGATGTGGTTTATCGCGTAGAT
GCTTTATACTTTATCCCATGTGCTCTGAACTAAATAATGTGCATCATGTGTCCATCAAAG



TATTCTCCTGGATTGTCAGCCTTGTTTCTGAAGTAATCTTATGTCTCTTAGTTTCCTTGA
CTGTCATATATGTAGAAATGTTTTGACATTTTGCGGTCAGAAGACTGACTAAAAGCATCT
GTTACTGACGTAGATACCCAAAGATGATGGCACCTGTGATCCCTACAGTTTTCTTTTTAT
GTTC
>CL1172Contig2
ACTCTTCAGCATTTGTTTGTAATGCAAGCTTTATTGATAACTGTTTACATCTCACAATGC
ATTCCACAAACACGACTCCCAGCTGGGAGCTTTTCATCGTCACAATTGAAGTATGAAGAA
GTTGATCATTCACAATTCCTCGTGCCGAATTCGGCACGAGGGTGGAGAAGAGTGAAAGCA
GAAGATACAAAAAGCCTTGAAAGAGGATAAACAGTTTTCGTGCCCCTCCGCCCGTCTCTG
TCGCCATGCTGTGTCCTGTGCTGCTTTGTGCCACTTTGCTCCTTCTGACTCCGTTTGAGG
TCACGGAGGCTCGTGCTCTGCATCCATCTGCCGATGCTGTGCAGTTTGTGGAGCAGTTTT
TGGACCGCTACAATGACCTTCTGACTCTGGACGACCTGGAGAACCTGTTGAACACCCAGC
CGGAGGAGCAGTCCACCCTCTCCTCGGGGGTCAAAACAGCAGAGTACCCCAAATGGGCCG
ACCTCCAGACACAGCCGGAGACCCCGTGGTTCCGCCTGCTGAAGGGGGCCCTGACCAACC
AGAAGCGAGCAGAACCCGATAGGTCACGGAGGGGATGGAACCGAGGATGCTTTGGCCTGA
AGCTGGACCGGATCGGGTCAATGAGTGGACTGGGCTGTTAGTCAAAAGAGGAAAGTNAAG
ACTGG
>CL1173Contig1
TCGTTTGGTTTTTTATTTTTTCTGAGTACATGCAGGCTTAAAGGTTTTTAAAATAAATAA
ATGTGGCACATGTTCACAAATACATCGTAAAAGTTTCACTTGATGATTTTATGAAAAGAA
AAAAAACAACAACAATGGGAAGTTGAATCTTAGCAGAAACTAAGGTGGCCTGCAGCTCCT
TGAACTTCACAATAAAGGTCCCAAAAAGTTATTATCAGCATAAACAGATGGTGGAAGCTG
TACAGGGTCTTCATGGTGGGTTTCTAGTCACTAAGGTTCAGGGTAGAAGACTTTAATGTG
AATGGCGGAGTTGTTGCGCGTGCGCGTCATGGGCTCCCCGCTCTCATCGGGATCTTCGGG
CTCCAGGTCGTCGACGAGCTCCACGGTGGAGGTGTTGGCCGCCAGCTGCAGCGCTCCCTG
GCTGCCGGCCTGCAGCTGCAGCGCGATGTTGATGGCTCGGTTGATGGCGAGGCCCAGGCC
GTGGACGCAGATCTCCCGGTGGCCCCCTCCGTCCAGGAGCTTCTGGCAGCGCGCCAGCTG
GGCTCGGAAATCCGTCTTCATGTTGACGTAGACGTCGTTCCGCCGCTTGGGAAGCTTCCG
GGGGAGCCGCTTCCTGAGCGTGTACTCCACCGGGTCCATCTCTGCTGCCGGGGAGCCGGA
CTCGGAGTGTGGCAGCGGCGTTGGAGCCGAGGACATCCCGGCGTGATGGGCCTCAGTCAT
GTTTGTTTGTGAGAGTGGAAAACACGCACCGTGAGGAGACAGACTTTGGTGAGGCCGCGT
CTTTAGTTCCTTTCATATTTTTAAGGCCGCTTCATGCTTTTTGAGTGTGTGTGTGTGTGA
AGGCTCCTTCCAGCTAACGGATAGCTTTTCTTCTCAT
>CL1174Contig1
CCTTAAAAAGGTCTTTATTATTACAATGCTTGACGTAAAGCGATAACACATAATTCTCCA
TCAGCACCAACTGTGAATGCCTGCAGGAGCAACTATTTACATTTTGTGTTCACCTGGAAA
AACCAGGGCCTCGGGTCTAACAGGAGCAATCGGCTTCAAAAAGAAACATAAAACCAAACA
CAGAAAAAAGCAGGATGTTTGTGACAATTCAGGCAATGAAGTCCAGTGGTCTGTTGAATC
CCCCTTTCCTGTTCATGTACTGTCTGTATTTTCTTTTCAAAGTAATGTTAACAGCATGCG
CATTGACAGATCCATCAGTTTTCTTCCCCTTTGTTGAATCGAATGTAGAAAATCCCATCA
GCTTCATCATTTCAATTTCTTCCTCTGTCTTACCCTGCATGTCCTCCGCTGAGATCTGAA
TGGGCTTTGCAGACTTTGCCTTTGAATCTTTGCGTTCATCTTCCAGTTTCTGTCGTGAAG
GAGAGATAGAGGAGGAGCGTTGTTGTCGTCTGGGAGGAGTTCTTGAACGCCTCCTATGGG
GAGAGCGAGAGCGAGTTCTGCGGCGGTCTCGGTCCCGGTCTCTGTCTCGAGAGTGGGAGC
GGTCTCTGTCCCTTCGTCTTCGTTCACGTTCCCGTGAGGTAGTTCGAGACCGCCTCCTAT
CTCGTCTTGGAGGAGTTCGACTCCTGCTTCTTCCCATCTCCGGACACCTCAGATGCTGTC
TTCACGAATAAATGACCAAATGTGTTCGAAAATAAACTCTGAAACGCACTTTATCTACTG
AACGCTACTAAATGCATCAATGGAATTGTCCGTAAGCCAACTCTTCTTCCCCCGGCCATA
>CL1175Contig1
TTGGCCACTGTGCGTTTTCCTGTTAGTGTGGCGCGTGCAGGTTGTTTTGAGAAGCAGGGA
AATCAACAAAGATGGCGAGGAACGCCGAGAAGGCCATGACGGCGCTGGCCCGCTTCCGGC
AGGCTCAGCTGGAGGAGGGGAAGGTTAAGGAGCGGAGGCCTTTCCTGGCATCAGAATGTA
GTGAACTACCAAAGGCAGAAAAATGGCGACGCCAGATAATCAGTGAGATCTCCAAGAAAG
TGGCTCAAATCCAGAACGCCGGTCTTGGGGAGTTCAAGATTCGGGATCTGAATGATGAGA
TCAACAAACTGCTGAGAGAGAAGGGCCACTGGGAATATCGGATCAAAGAGCTTGGAGGGC
CCGACTACAGGCGCTTTGGACCGAGGATGCTGGACCACGAGGGCAAAGAGGTTCCAGGTA
ACCGCGGCTACAAATACTTTGGAGCAGCCCGAGACCTGCCTGGAGTCAGAGAGCTGTTCG
AGAAGGAGCCTGCTCCGGAGCAGAGGAAGACGAGGGGAGAGCTGATGAAGGACGTGGATG
CAGAGTACTACGGCTACAGGGATGAAGACGACGGCGTGCTGCTTCCTCTGGAGGTGCAGT
ACGAAAAACAAGCTGTGATGGAGGCAGTTCAGAAGTGGAAAGCGGAGAAGGAGACCCATC
TGCCTGGAGAGAAACCGGCACAAGAGGAGGAAGAAGAGAGCATTTACAGTGTCCAAAACC
AAGAGCCCGATGATGATGAGAATCGGGATGAACTGGAGGAAGAGGAGGGCGGAGTCACGT
TTTTTGCCCATGTTCCAGTCCCATCTCAAAAGGAGGTGGAGGAAGCTCTGGTAAGGAGGA
AAAAGATGGAGCTGCTGCAGCGTTACGCCAGTGAGACTCTTCAGGCTCAGAGTCAGGAGG



CCAGAGCCCTGTTGGGTCTCTGATCATTGTTCTACTTGTGTGTCCCACTTTGCTGCTCCG
CTCTCAATAAAGCTTCTTCTTTGCTATTTTTTTCAAAACAAAAAAAAAAAAAAAAAAAAA
AAACC
>CL1176Contig1
TTATTTGCATAATGAACATACAAAACAGTGAAATGGTATGAATGTTTATATATCAAATAA
AATTCAAAGAAGGATAGGTCCAAAGATAAAAAAGAAAAACAAAAAACTGACGATATCCAA
GTGGAGGCTTACACGTTTGCAAGCTTTAGCTCAAATCTTCTCAAACTTCGGAAATATGTA
CATTTCATGAGTTGCGGTACAATTCGTCTTCAATGCTTAACACAATACAGCTAGCTGCCT
TTTCTTTGTTTCAGTAGAAACGTAGATGCATTTATATAGTTCAAATGCTGATGTCCCAAA
TCTATTTTATGGTTACAGTTTTGAGCAAGTGCTGCACGAAGACATCCAAGTACCAGAAAC
TTCAGCTACTTTACAGCAGGAACAAAAGGCTACATCAGAACAAAGTGCGTCTTTATACTT
CTGGAGGCATAATCTTAAAAAGGCCCTTCTTTGAGCTTTCATTGTAAGCTCGTATTATTA
TTTTTTTAATGAGTCTGTCATTTCTTAGCATTCCTCAATGAGCAGGTCTTCAGAACAGTA
CAGTTTCTTTTTGATCACGCGGAAACCAGTACCAAGTTTGAGTGCTTGCCGGACTGCTGG
AGTGGAAGTAGATCTGGAGCTAAAAAGTCCTTGGATTTTTGGCCACAGGCCACCCGACTC
CAGCCTCAACACCAAAGTCAGCTGAAAAGTGGGGACGAGGCAGGGGTCTACCGAAAGCTG
CGCCATGCTCTCACAAACGTCCCCTTGCTCCACACAAAGGTCAATGAGAGCCCCTCTCAA
TCCGCAGGGCTCGCTGGCAGCCAGATGGAGGAGCTCCTGTCCGATGTGCTCCAGCAGCTT
CTCAGGGATGAGCAGTTTGGTGCACCTCAGAGCACAATCCGAGTCTTTGGCTTCTCTGAG
GCTCGATGCAATGAGGTCCACCACTTCCTTCAGGATGGTTTCCTCCAGTGGGTCAAAGAA
CAGGTCGTCGTTGTACGGACACAGGTCACTGGAGGTATCAGAGCCAGATTCTGAGAGGTC
ACTTCTGCTGCCATTGTTGGACCCTGACGTGATACTGCTGCTGTTTGCGTTGAAATCTGT
TAACCTGTGGACCAGCTTGCCCCAGGAGAGTCTCCTCGGACTGCTGTCCACTGGGGACGG
AGGGGAGCTGCCCATGTCTGTGGGTGCAAAGACTTCTGGCATGGTTGCAGTATTCAACAG
CTGCTAAAGGGTAATTTATGCGAATGTAAACGCGTCCAGCTTCGTTTTCCCGAGGTTTTA
GATCACAAATCGGATGGTTATTGTCTGCAAAGAATCTCTGGAAACTTCTAGCGTCAACAC
CTCCGTCCTTGCTCTAACCAGCTGCCAATCCCC
>CL1177Contig1
TTATTTACGATTGCGGTTGTAAACTCAGCTTGCTCTCACACAATGGGAAACTGCAGCACC
GTTTTTAATCAAAGAATACAACATTTTACTGTCGTGTCATGATTTCTGGAAACCTGACGA
GTGGCGAACAACCATAGCAAAGACTGAGCTGTGGTTAATGTCAAAAAACCCAAGACATTC
AAGTATAATCAGATATGTCAGAGGTATATGCAGATGACTAATGAAGAAAAAAAGAAAAGG
CCACAATAATTACAGCATGAAACATTGCATACATGAAAAGCTTTCGATTTATTTAAGTAA
ATGTTGGTGCATGAAATCATTGTGCAAGTTGTAAATGGCCTGTTAAATATATTAAAATCC
AGTTTAAAAATGGAGGAACTTGAGGAGAAAAAAGAAACTTCAGTATTTGACGGTAACAGA
ATTTAAAAAAAGCAAACTTTTAGAGTATCTTCCTATTGCAACAACTCACGTTTACAAAGT
GCAGCTGAAAACCCATTGACAATTCCAGATAAAACAATTATTTGTTCTTTTCTGTAAACG
GTGAAAGGCAGTTATGGCAGCACTTGGTGACGCATAAGAGTGACAGAGGGTCCACCTTTT
AATCCAATGTTGCACAGTATTAAATAAAACAAACCTGGCCAGGTTCAATGTTTATCTACT
GCAAGGCTCGACTGAAGTAAGAAAAAAAAAAAAAAAGAAGTTGATTTGAGAAAACACACC
TCATTTGAAAGAATTTTAACCATGACAGACGTAAGAAGAAGAAAATACCACGGAACATAC
AAGTTCAATCATTGCATCTTATTAATACATGGCTTTGGCCCAAATTTTAGTAATCTTCGT
CTTCTGACTCCTCCTCCTCTGCAGTCTCCAGCCAGGTTAGCCATTGGTTCACCTGAAACA
GGGCTTTTCCTTTTCCTGGGTACTCTTGGGTGAGGTCTTCTTTCCATGAGAGGAAGGCTT
CTTCTTCAATTATTTCCATGTCGTAAAGATTTACAAAGTAGCGAAGCAGCATCCCTTTAG
GGAAGCCCTTGGTGTTGCAGTGCACCTGCAGGGCGTAAAGAGCACTGACTTGCAGATTGA
TGTGATCGTGAAGGAACTTCTGCATAACAGGCTTGAAAGCCAGCAGCTTCTGCTTCTCTT
CATCCAGCTGCTCCTTACTAGGCGATGCAAACTGTTCTTCGTCATCGTCAGGGTTGATCT
CATACGCAATGTACTGCAAGAAGCTTGTGATTAGGATGTTGACAAAGCCTCTGTCAGTGT
GGAGTTTAGGAGAGATGTTGTCTTTGATCCATTTGTAGATGGACTGTGGAGAGGGATCAA
CTTGGATTTGCTTCAGCAGCTCCTTCTCCAGTTTCATTAGTGGAAACAGAAAGCTGAGAC
CTTTGCCCTCCAAAATCTCCAGCATTCTGTCCTTGTTTTGGTCAATTTCAGGTAGCATCT
TCAGCATGTTGACTGTGCTCTGCTGGAAGAGTTCGGTCAGCCACTCCCGGTCCTTCAGCT
TGACCATCTGCTGCAGGCACAGCAGGAAGAGCGGGAAGTGTGCTCCATTCCCAAGATGGT
GGGAGAAGTCTGCAATGCTGACCATGTCAGAAATGATGGCTCGTGCTGCAAACTGAGCCA
GGTAGGACTTCACCAGAGGGATCTCTTCCTCTATCTTGGAGCTCTGGTCCAGAACAGTAA
GGAAAGCCTGCAGTAGATTATCACCAGTGGCAATGCCCTCAGAGCAGAGTGCATGAATTA
ATAGGCTTGCATGTTAATAATCATCACCTGACCGGTCCAGAGAATAGACTATGATCTTGC
CCGGCCATA
>CL1178Contig1
ATTTTGAAAAACAAGTCTTTTTGTGATCATTTCTTAAGATTTAGCAGCAAAAATATGAAA
GTTTGTGTTTCTGCTGAGAAAAATTTGAAAACAATTCTTCCAAAATCCACATGACAGAAC
ATTTTCTTACTTCCATAGATGAACAACATGATGGTTTTAGACAAAGTAGGTGAAGAGCAG
AAGACAATCCAACATCAAACTCAGATCAGGAAGTGAGGGTAAATATGAAAATCATTCAAT



CCCAGACGTCTCTCCTGAGGGATGAAATGTTCAGAGAACGTCCAGGAGGAGGTGAGGAGG
AGGAGGAGGTGTGCTTCATTATTGAGCTGCTTCTTCACAGAGCTTTCTGCTGCTCTGACT
TTCCAGTGTGAATTTGTCACTGGGATTGGACCGGCTCCCCGCTGACCTTTACGGGTGATT
CAGTGGCGGCTGGAGGCGGAGCTTTCTCACAAACGCAGCGACAGAACAAATGAGTGTGAC
TCCTCGCCAGCAGCAGCCGCAGGACAAACTCGGGATCTTCTTCACATTTTGTTGGCCTTC
CAGGTCAGGTAGGAGTTCCAGACGACGGCGACCAGCTGCACCACGGCCAGCCTGTGGTTC
AGAGGAACGAAGTAGAAGTTGGCGATTTGGACCGGAGGCCAAAGATAGTAATTGCAGATG
AGAGCATCCGTGTAATCCCCCTTCAGTTTGGCGACGTTCTCCTCCACCGACAGGCCGTTC
AGAGCTCCGCAGATGGAAAGGAACGCTCCCAGGAAGCACGGAGCGAAGCACAGCTGATCC
ACCAGCATTTTCTTCATGGCGGCACTTTTTCCTCCTCCAACCACAATCCGGTCCAGAACT
TTATACCAGCTGCCGATCACCGGGCCCACAAAGAAGAATCCGATGCTCATCATCCGAGCC
GTCCGCCGCACGCTGTGGCGGCGTAATCCTCTCCTCTCGATCAGCTGCTGCGAGATGACG
TCCCCGACGCCCACCAGAGATCCTGCGGTCATGATCTGCACCGTCCAGGGATACTTTGAC
ATCATAGTCTGGTAGGATTTCCACAGGCCGGCCATCGCGCCCCCTGCAGGAGCACACACA
CGGTTCACGCGCACGCGCCGGTTACTCCGTTCCTTTTATCAGTTTCAGCCAAACGGTAAC
GTTTCCCCCCCAACAAGTTACACTCGTGAGTTATAAT
>CL1179Contig1
AATCTGTTACACNGATTTTAAACAATATGCATCAATCCCTTGCTTGAGTTTTACTTTTTA
TTGTTACCTGCCTGAATCTGCCGCCGTCATTAGCTCCAACCCCCCCACCATCTGTATGTT
AAATGTAGAAATCCCTGTTTCATAGAATATGATTTAACTCTATAAATAAATAAATCATTT
TAAAACAAACTGGTGCTCTAGGAATGGCAATGTATCGGGCAGACGTCTGCCTCTAGAACT
CTTGGGTAAAAAAAAAAATCAAATAAAAGGCCAGGCAAGTGTTGACGGCCAGCACAAGCG
TGACTCAGGACCAGAAAACGAGGACTATATGTGGTAAGGAGCAAAACGCTTTTACTTTAT
ATACACATAGTAATTCATCACCTATAACTCACAGATTCTTCCAAGATTGAATACTCAGAC
TGTTGCTTAGGTTTGGACTATGACTGCAGAGTTTGAACCTCATAAGCCCACAAATATCTC
AAAACCCTTAAGTCAGTCGTGTCTGTTCTGAGCCGGCGTGGGGTGTCACCGATGCACACG
ACAAGGCTGAGAATGGCTAAAGGCAGATGTGCACGTTTCTTGAGGGGGAAAATGGAGATG
AATTGCATCCACCACATCTCTGATGTAGTCAGATGGTAAACTTGTTTCTCGAGTGCGATG
TGATCGGTAGTCTGCACCTCCACTCCTTCACAATAACTTCAGCAAGGAATTCCAAAAGGC
CTAGTGGATCATGGGATGTGGTGTCCTTTCACTGGTATTGTCTGTAGTCTCCAAAGGGAG
GGGAAGGCATTGGGGCGGGGCCGGGTTCCTCCGCAAACTGAGGTCCAGTTGGGATTTGTG
AAGAGGCAAACCTTGTAAGCAAGATTCCAGCGCCCTCTATCAATGCCAGCAGAATCCCAC
CCATAGCAGCAGAGCCAACCATTGCTACAGGCCCATTTCTTGCAGCGAGAATAGCACCAG
TCATGGCACCACTTGTTATTGAATTCCAGGGGTCTTCTTTCCCTCTTACTTTTACTAAAC
CACAGTCAATCATGGAAAAAAGGCCTCCCCACACCGCAAAGCTACCTCCCAGTTGCGGGG
CTCTGGTCTTAATGGCAGTTAAACTACCCCTCATCCTGTGGCTCATTCCCGAGGGTGCGT
TTCTGAAGCCCTTTACCGCCTGGAATATCCCTCCTCCAATAGCTCCCATGGTGAATGCTC
CACCACAGTCATCCACAATCCTCCAGGGGCACGGCTCTCTCGCATATTCCTCCATTTTGT
TCTTTCACCGTGTTCCCCTGAGCGCCCTGAC
>CL1180Contig1
CAGGAGGTCCTGGGAGGAATGGGACGAGAGGAGATCCTGGTGATGCAGGACCAAGAGGAG
AACCTGGACCACCTGGACCAAAAGGGGACTGTTGGAAGACCTGGCTTTGGCTATCCAGGA
CCAAGAGGACCTCCGGGTGAAAAGGGAGAGAAAGGCAATCCTGGACCTCGTGGCAGCCGA
GGAGAGTGTGGTCAAAAAGGTGGACCTGGAGATAAAGGACGTCCAGGAGAACCAGGGGAG
CCTGGATCTATGGGGGAGCCAGGACCCAGAGGACAGAGAGGAGAAGCTGGGCGAGACGGA
GATCCTGGGCCAGAGGGAGATCCAGGCCTCACTGAATGTGATGTTATGACCTACATTAGA
GAGACCTGCGGCTGCTGTGATTGTGAGAAACGTTGTGGACCTCTGGACATTGTCTTCGTA
ATTGACAGCTCAGAATCTGTGGGTCTTACCAACTTCACCCTGGAGAAAAACTTTGTCATC
AACACAATCAGCAGATTGGGATCTTTTGCCAAATCCCCAGACTCAGAGACAGGCACGAGG
GTTGGAGTTGTTCAGTACAGCCACAGTGGAACCTTCCAGGCAATCAGCCTTAATGACTCC
AAGATCGACTCCCTGGCTGCATTCAAGGAGGAAGTGAAACGTTTAGAGTGGATTGCAGGA
GGAACATGGACTCCATCTGCTCTGAAATATGCCTACGACAACCTGATCAGGGACAGTCGG
AGGGCTAAGGCCAAGGTCACCGTGGTGGTCATCACTGATGGACGCTTTGACCCAAGAGAT
AATGACACATTGCTCACTTACCTGTGCAGAGATCCCAGTGTTGATGTGAGTGCCATCGGT
ATTGGAGACATGTTTGATCAGATTGGGGAGAATGAGAATCTGAACAGCATCGCCTGCCAG
AGGGAAGGCAGGGTGACGGGAATGAGGCGCTTTGCCGACCTCGTTGCAGAGGAGTTCATC
GATNAGATTGAGACTGTGCTCTGCCCAGATCCTGTCATCGTATGTCCCGATCTTCCATGC
AAATCCGAGCCTGCAGTAGCTAGTTGTGTCCAGCGGCCAGTGGACATCGTTTTCCTGCTG
GATGGTTCTGAGAGGATGGGCTTGGAGAACCACCGCAGGGCCAAAGAGTTCATCGAGAAC
GTGGCACGCCGTCTTACCTTGGCCAACACCGCCACAGACGACAGGAGAGCCCGTTTGGCT
TTGCTGCAGTACGGCAGCCCTGTAGAACAGAAGGTGGAGTTTCCGCTCACTCACGAGCTT
GGCGTCATCTCAGATTCACTGGCCAATGTGAACTACATGGATTCCTCTTCGGCTCTGGGC
AGTGCTATCATCTATGCTGTCAACAACCTGGTGATCAAACAGGATGGCCGGCGGTTGTCA
CGCCGCAACGCGGAGGTGGCGTTTGTTTTCATCACTGACGGCATCACAGCCACAGAGCAG



CTGGAGGAGGGCGTGAGTGCCATGAAGAGAGCAGAGGGCATTCCTACGGTGATCGCCATG
GGGAGTGACACCGATGAGGAGGTGCTACACAAGGTGTCACTAGGCGACACGTCAGCCATC
TTCAGGGGGGATGACTACAGCATGCTGAACAAACCTGCTTTCTTTGAGCGCTTCGTCCGC
TGGATATGCTAGTGAGGAACTGCAGAGCTGTGGAGGTCATGAGATGGCGTCGGACCAGCT
CCTTCAGAGAAAACACACACAGAGACGAAACTCTGTGGTCATTATCACTCCTGGATGTAA
GGCACTGAGACGGTTGCATATTCTGTTGTTGTGGAGAAAGGAAAATTCAGCAAAGAAAAT
AACAAAGGCAGGACCAGTACTCAATCACAAACACACGAAATACTTCAGAAATCATTTCCT
TCAACAAAGAAAAGGTGCAAGAGTATAACAGATTTTCTGTTGTTGTTTTTGTAAAATAAA
CTTGTTGCAGTAAGTCTCAGACACACAATCTCTCTTTTTTAAAGTTACTATTTACTTTAA
AGGTGCTAGGGGTTTAAAAAAGCCATATGAGGGTTTCAATTTTTTTTTTATTTCTTTATA
TGCTGTAATTATTATAGTTTTTCAGGGTGTATGGTGATTTACACCTGTCTTCAGGAACAC
AATAGACACAAATAACCCCTTTTCAGGTACATCAGTTCCACCCATGTGAACACAAACATG
AAAGAAAGAAATTTGTACACAGACTGTCAAAATAAAGTC
>CL1181Contig1
CGCAAAGGCTACCCGATAATGTCGCGGCATCTTCGCTTCGTAGCTCGGACGGTGATGGTC
CAAGACGGCAACATCGACGCGGCCTATAAGACGTTAAACAGGCTTCTGACTCAGGATGGG
ATCATCGACACGGTGAAGCGGAAGCGGTACTATGAGAAGCCCTGCCGAGAGCGACAGAGG
AAGAACTTTGAGAACTGCAAGCGCATATACAACACGGAAATGGCCCGGAAAATTGCCTTC
ATCTCCAGGACCAACAGAGACGATCCCTGGCTGGGCTGTTAGAGCCTTTCCATTGAGGAA
AGAACGTTGTTGATGAGATGAGCGAGCAAAGCAGAAGACAAAGAAATCACTCTCTGAAGG
GGTTTATGCCACAAAAAAGCTGTCAGAATATTATTGTTTTAAAAAAAGAACTAAACATTG
TGGATATTTTTTCACCCATCTGTAAAAATGTGCAACATAAAAGCAAAAGCACACTTCTTT
CTGATCACTTTAATTAATAAAATACACATTTCTGGGAGATACTTAAATTTAGACCACAGA
AACGTGCAGAAGTTTCGCTGAATCTTTAGTGAAGCCTCATTTGCCGGGAAAAACATCTTT
GAATGAGTTCTTTTTAGCTTAGCAGCAGCTTGCTTTACGTTTATTTAAAGGAAGCCATGC
AGAGGAGGTCAATGTTTCCCACATAGCATGCACCTCTGTCAGCTCCTGATCTTTCTCCAC
AGTCATGTTGCAGCCACTTCTCTCCCCTCACTGTGAAACTTGACTTTCTCTTCTGTGTGG
TCACTGGGTCATGTTGACATCCTGCAGCTTCAGACGATATATGCTAAATAAAAATGTTGC
CTAATAGTTCACAAATACAGTACTGCGTTTTAAATATTCTTTAAAATCTTCCATGCTATT
TTATTTTGTGGTCTCCCTATAGTTTGGATTTTCCCTGGTGAAATTGACAACGAAAAAAAT
GGCTTCGTCTGTAATTTTGAATCATTTTGAATGTTTTAATGATGCAACAAAGTTTTAATC
TTTCACTGAGTTTTCTCCACACAAAAATTGCCTCTAGCAGAAAGAGAGCAAAGAAATTTC
ATGTTAAATCTGCTTCTCAAGCGATGGCAGATAGTTGGATTACGCCACTTTGGATTCTTT
AACATCAGTGTATTTTTTTTTTTTTTGGTGCAGTTAAAGCAGGAAATAAATCA
>CL1182Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTGATTAAAAGATACTCCTTTATTGTTAATTTTTC
TATATTTGCTCTGTAACGGAGCAGCAGTTGAAGGTTTGGCACTTTGACTAACACCACGAG
TGAGGATCGCTGTTAGCACATTCACATTCAGGAGCACGGTGTCCGGCATTCCTGTGAACG
CCAGAAAATCCCTCCAAGATCAAACAACGCTCCGAAAATTAAAACATCCATCTTCACTTA
ATATATTATTTCAGATTATCTGTGCAAATACCTCATTCTGAAATGGTTGGGACACCAATC
TAAGACATCTGGAACTTACAGACATTATTAGAACATTTCTGACATCAAAAATTAGATTTA
CGATTAGTAAAAATCAAATATTTGCATAAAATGTAAAACATTTGTTAGAATTAGAATAAA
ACTTTGATAAAAAGAGGATTTAGAACTCGTCACATGCATTCGTACGGCGTTAAAGAAAAC
TATGGATGAAGCTTCTGCTCTAAAAGGTCTCACAGTTAATATTCTAGTGTGCTTTGATGC
TCCGTCTGCGTCCCGCCGTCGACCACGGGCTGAGGTCATGCACACGTCACGGGTCTGCAG
AAGAGTGTTGCTAGGTTACCAAGCTAACGTACATTTACACCCTCCTGAACCCACGATAGT
CTGACGTAGATGAAGTCTACACAGGGAACCGCACAGACACAGATGGCAGTGGTACCGGCA
GGACGAACGACGAATCTAGAGCCGGTTCTGTCCTGTCCTTAAGGCGTGAGGAGTCAGTGT
GGAGGTGGAGAGCCTGCAGGTGTGCCGCTGACTGCCCGGACCGCCGCGCCGCCCTCAGTG
CAGAGGCGTCTCTAGAACCTCCGCCTGGACCACGATGGTGGGATTCTCGATGTCGGCTTT
GCTCTGGACCATCCTCAGCTCCAGCTGGGCGGGACTGGGCTTCTTCCCAGGACCGGCCGT
CTCGTTGGCGTAGGCGATGGTTCTCTGGATCACGTGGTGCATGACGGACACCGTCTTCTC
GCAGGCCGTCTTCAGGTCCGTGGGGTGATGGTGGGTCCAGGCCAGCAGCATGGCAGCGAA
CAGGTCTCCTGTTCCCACAAACACCGCGTCCACCTTTGGGATGTCCATCCAGATCTTCTG
GCTGACGCGCGTCCCGTCCGCCTTCTTGATTTTTTGGCTCCCGAGGGCCACCAGGAAGCC
GCCTCCACGCTTGGACCGCAGGTCTGTGCTGGTGAGGACCACGGTCTCTGGACCCATGTC
ATGAAGCAGGTCCATCAC
>CL1183Contig1
GCTGAAACGACACAGAAGCAGATCAAATGGTTCCTGTGACGTCCTGACAGGTCAGCTGAC
TCCCAGGCTGAAGCCCCTCCTCCTGGACACAATAGAGGCTCCGCCCCCACCACTGGTCCT
TAGAAGTCACTGTAATGCAGCAGCCTGAAAAGGGGGGCGTGGCCTTTGTTGTTAGCCAAT
GAGAAGAAGCCACTGTGAGGGGAGAAGTGCAGGCAGGCGGCTCGGTGGAGCAGCTTCCTG
TTGGCCACAGGAAAGTTGGAGAACACCGACAGGCTGCGCAGGTGCACCAGCCGCACGGCC
TCGTCCTCCGCCTGCGAGGCAATCGCCAAGATCTCAGAGGTGGGGTTAAAGGCGAGGGCG



GTGGCGGCGGTCAGCAGATTCATAACCGCCTTCAGAGGTTTGGGATTGGCTGAACTAAGA
CACGCCTCCTGGGAGTAGATGTTGACCACTCCAGACTGAGACCCGCAGGCCAGGTAGCGG
CCGTCCGCAGAGGCGGCGATGGATGTCCCCTTCACGCATCCGTCATCAGCGAACCTGTTG
ATGCACCTGCTGCTGCGCACGTCCCACACGTACACCTCCCCGTCCTCTGAGTTTGTAAAG
AATTTGCTGCCGTCACGAGAAAAGGCCACGCCGCTGACGTTCCCGTTGATCTTCATGCTG
TGGACCACCTCCATGGTCTTGAGCGTCAGCAGGTGCAGGTATCCACTGGTTCCGGTTAAA
AGCAGAGCGCCCCCATCGGGACACACTGAGAACTCCTTCACTCTGGTTTCCTTTAGACCT
CGGACACTGTGCACTGGCGATACGCGGCCCTCCATCATGTCGTACAAGTAGAACATCCGG
TTCCTCACGCTGGTGGCGATCACCGACTCTCCGTCCTGGCTGAAAGCGGCTCTGTGCACG
GGAAAGCGTTCCAGGTGGATGCTCTGAATCTTCGGGTTGGTCTTTCCGTCCACCTGAAAG
AGGGAGATGGACTGGTCGAGACCGGCCGTCATGACCACCTGGGCGGTGGGGTGGAACTGC
ACGGTGGTCAGTCTGTCCTCTGAGGGGCGGGCGCTGTTGGCGTGGAGACACTTCTTCATC
TTTAGAATGCCGCTGGGGAGACTCTCCGAAGACCCGACGAAGTTCCCAGTCTTCCTCAGG
AGGTCATCATCTTCCTCCTCCTCCTCGGGAGCCGTCCTCCTCCGGTGGCTGGACTCCGCC
CACGACGGTGTTCCCCCCATTGACTTCTGGAACTCCTCCCTCATCCGCTGCTGCAGCCTC
TCCGTGGTCATGGTGGACTCCGCCCCCCCTCTGACCAGGTTTCTGCGGTAACGGTGGGTC
ATGTCCACCTCGCCCACGCGCTCGTCATCCTCATCCACCCAAGCAGGTGCCCTGGGACGC
CGTGGCTCCTCCCCCTCGCTCTCAGACTCCCCTTCATGTTCCGCCTCAAGGCAGCAGCCT
CCGGGCGGCCGCTCCTCCTCCTCCTGTTCGAGCCTGTTGAGCAGCTCGTGCTCCGTCCCG
AACACCTGCGCCTCGAGCCGCTGAACCGCCAAATCCTCTGCACCCAGAACCGCCAGCCTC
CTGGCGTTCTTCCGCCGGTTCCGCTCCTCTTCTACGGGGTCGGGTTTCTGCGACCGGAAT
CTTTTCTTGGCCGCTTTTCCTTCCTCCGTTACCGGCAGCGGGATGACGTCCTCCATCTCG
GTGCTGAGGAAAACCGGGACTCTGCCTCGGTCAGACGCGCCGCGGTTCGGTGAAAGAGGA
TTCACGTGGAGGAAATCCAGCC
>CL1184Contig1
TTTTTTTTTTAAGATACAAAATATTTATTTTTGAAAACGTGTTTGTTAGAGAAAAGCAAA
ATCAAAAACAAACTGAAAAAAAGGAAAACCAAATCCATACAAATCGTTTTGTTACTGGCG
TACCATTCCGGTGCCGGGAACCGAAGGGCCAGGAGAACTCGCAGATACATGAGCCAATCG
CAGAGCCAGCCTGAAGCGCCGGTATGGTGGCACTGATGGTGAGAGGGCATCAGTCTGTTC
TAGAAAACCTACAAGACGATGCGCCAATCTGATTTTCCTTTTGTTAAACAAAAACGGAAA
AGAACACTGAGGGGACTAAATGGTTGGTACTGGAGCAGAAAGAAACGGAGCTAGAGGGCG
CTGTTGAACAAAAACTGAGAAACTAAGGGCCCTTAGAGAGAAAGGGCAAGCCTTAGAAAA
CTGAACTGTGTGCTCTTAGAGATATGGAGGCCTCAGATCTGCAGAAGTTAGAGTCTGAGG
TCACAGAGGTCAAAGCTGCACTGGAGTCAGCTCAGTACGGCCACCCTTCCAGCAGATATA
AACATATATATGCATTCATAAACCTTTTATTCTCGTCTTTTATTGTGGTGGTACAATATT
CCCTGATTGCCTCATTTGGCCGCTGAGTGTGATACAGGATCCTGAAGAGATATCGAAATC
AAGGAGGAGCAGAAACAAACCGAAGGAGTTATGAAATTGTCCGTCTTGTGGTAAAAGAGG
AGATTGGTGGGGGACTCTCCGGTCTGTGAGATTCGGTGTTGCTGTCCTTCGTCCCCTTCT
TTAAAAACACGTTAAACACGCTGGCCAAAAGGGAAAAAAAAAACCCACACAGTTCCTCCA
CAGCAACATGCTCTATGTCAACTTCTTTGCTTTGTTGTAAAGCGAGTCCACAACTTTGCT
CATGTTCTGAATCGTTTCCAAAGCTGCTTCATATGTTTTGTCCACTGGCGGTTCTTCAAA
GATGATCAGCACACCCTCACCCTGGTCGAGGATTCCGTGAAACTTCTTATCCAGGATCAT
CTGGGATAATTTCCTCTCAACATCTCCCTTCGATAGCTTGATTAGACTTGAAATGTGCTC
TATCTGAACTCTGGAAAAGGGTTCGATGACTCGNATGAGGTTCTGCTCCAGCAGGTTATC
GTAAAGCTTTGCCAGGTGAGTGTTAATGATGGGGTCGTCCTTCAGCTCTGCTTTGTACTC
TGTGAGGACCTTTTCAAAGTCTGCTAATGATCTGTTCTTACTGGCCTGGGCCACACATTT
AAGAGCATCTGTCTGTCGGCCTGCATACCGGAGAGCCAATTTTCCGCTGATCAGTGCTTG
AACTTCCTCTGGCAGGTTGAGCACGATTTTGCACAGAAGCATGTATTTGAGAGCTGTGAT
GGCTCTGGGACTGTCGATAGAGTCGTAACCCTCAAAGGCCTCAAAAAAGTAGGAGTAGGC
CGTCTTCCAGTCCTTCTCCTCGGCAGCATGGATGATCCCTGACTGCATGTCCAGCGCTGC
TTGAAGCTTCGGAGGACAGTAAATGGCGTTGGCTGTGGTTCTGGCCGAGGTGAGGGCTGC
ACGGGCCTTGGGCAGGTTACTGAGGGCGTGATACGTCTTGCTTTCAAGCAGCTGAACCTC
CACCAGGAGAGCTTTGTCGTCCATCTTTTTAAGCTCCTGAAGCAATTGGGTGCCAAGAGC
CAAGGCCTCCTGGTATCTTTTGGTATCAAAGTAGAGCGAGATCAGCCGAGCCTCCAGTGC
TTGTCGAAGAAAAGTCCGCTTCTCTGCTTTAGCCCACTCAATGCACTCCAGACACAATTC
CACCTCCTGGCCTGTTGCTGCCTCCATGTCCAGGAAAAGGTCAAGCAGAGAGCGGACCAG
ACGAGCTGCCTTGGCTTTGCTGATTGAGATCAGAAAAGGCCTGACAAACTTCAGCAGACC
TCCCAACTCTGCTGCTTGTCCTGTCTTTGCTAGGAGGGTCCCCAGCTCCAAGATGCTCTG
TTCTTTAACCCTAACAGCTTCTTCATCGTTCTCTTGAACATCTCTTCTCACTATTGAATG
GAGAATGTCAATAGACGCGTCGCGATCCGTGCTGATGAGAGACTGAGCTCTCTGGAACTC
AACTACCGCTGCGGCCGCCATCTTCCTTTTTCAAATATTGCTTGAATCCCCGGCCATAAG
GCCCGGGTTTA
>CL1185Contig1
TTTGTGTCCTTTAAGTGTGTAGATCATTAAATGACAGATAAACGAAACTTTGCATCTTGG



ATATTTGACGGAGCAGCAGCATCACATACATGTCTCCAGCATGACAGACTACTTAGAGAG
TGATGGAAACTGCATGTAAGTCTTTCCTTTGGTGAGAATCATGAGCGCCTCCCCATTCTT
CGTCTCATCCGTCACCAGCTCCATGAGACCCTCGGCCACCTCGGACACGCTTATGACTCC
CAGTTTTTCTTTGATCTGCCCGGCCACTTCAGCCAGGTGAGAGAACGGCCCCAGGTTTGC
AGAAGCGTTGGCTATCAGGTCAGTTTGGACAAAAGCTGGACAAAGAGCGTTGAAGCGAAT
GCCGTACCCCGACACCTCAGAGGCACCCGCCATCGCTCGTGTGAAGCCCACCACTCCGCT
CTTTGTGGCCGTGTAGACGGGACAGGTGATGAACGGACCCAGACCTGCCATGGAAGCTGT
CATGACGATAACTCCTCCTTTACCGCCGTTTAACTTGTTCATGTACTCCAGAGCGATGTA
AGTTGCTCTAATGACGCCCATCAGGTTGATGGACACAGTTTTTTCCCACGTGCCCTCATT
CATAATACCGGCATTGTTGCACAAGATGTCGATTCCTCCGAAAGTTTCTACTGTTTTCTG
AAAGGCAGCTTTGAGCTGCTCCTCTGATTCCACATCACATTTCAGGAATAAGGCACTTCC
TGCTCCGTGCTGCTGATTCAGGGACTCCATTAAACTCTGTCCAGCAGAATCATTCACATC
CAGGAGGGCGACCTAGGCGCCGTTCTCCAGGAGAAGCTCGCTGAGCGCTTTACCGATGCC
CATCGCCGCCCCGGTCACCACCGCGCTTTTGCCGGTCAGAGCCATTTCCAGAAGCCGACG
AGGTCCCGTCAGATTCTGCAGGAAGTGAAAGTTTCACGGAGAGACGTTTGTCACCACCAG
GTCACACCCTGCAGTGCGGGTCCCAGCATGCCGGATCTGAGGAGCCACACAGC
>CL1186Contig1
TACAGACTGGCTGTCATCTGGTTGGAGCTGCCGCTCATCATATTTGGAGTCGTGGCTCTA
GTGGCTGGAGGTTTGGTTCTTCTTCTGCCTGAAACCAAAGGGGTTCCTCTGCCGGAGACC
ATCGATGACGTGGAGTTCCCCCAACGGAAGAGGGACAATCAACCAATGAAGAAACTGTTC
AGTCCAAACGACGAATCGACAGTCTGATCTTTATTTCACCTCCAGACACAAACACGGTTC
CTTCAGGTGCTTCAGGCAGCAGCATTACAGAAACAGGATCATTGTAGATCCACAGTGGAT
AGATCAGTTTAGCCGGCTTTCATGGTCGTCTCAATCCAGTCGATGAATTTTGAGACCCGA
ACGTAAACGCCGGGTTTCATGGCGTTGGCGCAGCCCAGTCCCCACGAAGTCACTCCCTGC
ACCACGTACTTGTTCTGGGAAAAGCAGACCAGCGGCCCCCCGCTGTCCCCCTGCAGAGAA
AACGGCTGCATTCAGTTCAGACAGAACCCACAAAACCTCTAAAGACTCATCCCAGAGTGG
ACCTAAAGGAGAACATCCAGTCCCATACCATCACACTCCCCCCTCATGTCTGACCCACAT
CAGCGGGGTCTCCCACGGATCCAGGGGGGTCCGAGCGTCTCTTTCTGACTGACCTCTGAC
CTGAACTGTGAGGTCTGACCTCCTGGACCAGTTCTCCTCGTTCTACGTCTCATTTTGATT
AAATTCGTTAAGCGAAGCAAAATGTGAGGAGGTGGGAAGTCCTCCTCCAGGGGGCCTGGG
AGGCTTTTCCGTACCTGACAGCTGTCGTGTCCTCCGTCCCGGTTTCCGGCGCACATCTCG
TGACTTTTGACCCTCCCGTTCAGGTAGGAGGGGCCGTTGCAGACCCTGTTCTCGATCACA
GGGAAGCCCGTTTCCTTCAGGACGCCTTCACCTCCCGTTCCTGCAAAGGAAATCCCGATC
AGCTTCCCGTTCTGCCGTGGCAACGGATCTCTGCACGTTCTCACTCTGAATGCTTCCCT
>CL1186Contig2
TACNAACCCAGACGCTGCTTNGACGCATCGTTGGCGGCTGTCAGTCAAGACCTCACTCAT
GGCCGTGGCAAATCAGCNTCCGCACCAGTTCTGGGATCCATTTCTGTGGAGGAACTCTGA
TTGATCCTCAGTGGGTCCTCACTGCCAAACACTGTCTGGAGAGGTCCACTCGGCCGTCCG
CCTACAAGGTTCTGATGGGAATCCACAAGGAACGGGCCATCGAGCCTTCCAAACAGGAGC
GGAGGCTGGAGAAGATCGTCCAGGGGCCCATCGGGGTGGACATCGCTCTGCTGAAGCTGG
ACAGGCCTGCAGACATAAACGACAAAGTGCTGCCCGCCTGTCTGCCTGAGAAGGACTACA
CCGTCCCCAGCGACACAGGCTGCTATGTGACCGGCTGGGGGGAGACCCAAGGAACGGGAG
GTGAAGGCGTCCTGAAGGAAACGGGCTTCCCTGTGATCGAGAACAGGGTCTGCAACGGCC
CCTCCTACCTGAACGGGAGGGTCAAAAGTCACGAGATGTGCGCCGGAAACCGGGACGGAG
GACACGACAGCTGTCAGGGGGACAGCGGGGGGCCGCTGGTCTGCTTTTCCCAGAACAAGT
ACGTGGTGCAGGGAGTGACTTCGTGGGGACTGGGCTGCGCCAACGCCATGAAACCCGGCG
TTTACGTTCGGGTCTCAAAATTCATCGACTGGATTGAGACGACCATGAAAGCCGGCTAAA
CTGATCTATCCACTGTGGATCTACAATGATCCTGTTTCTGTAATGCTGCTGCCTGAAGCA
CCTGAAGGAACCGTGTTTGTGTCTGGAGGTGAAATAAAGATCAGACTGTCGATTCGTCGT
TTGGACTGAACAGTTTCTTCATTGGTTGATTGTCCCTCTTCCTGAAAAGGAAAGAAGAAA
AAGGTGAAAGGTCAATAAAGAAGGTGTTCTGCGTTGTCCCTGAAGATCCTGTGGGT
>CL1187Contig1
AGGAATTCGGCACGAGGGCAGAGGAGATGGAGCTGCAGCTGCTGGTTGCTCTGCTGCTGC
TGCTGCCGTCCTGCGGCGGACAGTCTTCCCAGCACTGCCACGGGCAGCCCTGCCCCCAGT
ACCAGGTCCTGGAGGCCAACAAGGACTTCGAGGTGCGACAGTACCCCCCCAACGACTGGC
TCTCCACTGAAGTGGAGGGCTCAGATTTAGCTGCATTCCTGGCAGCGAGGTCCAGGCTGA
AGGATTTCTGTGAGAAATCTAAAAAAGCAGGCCAGCCGTGCCCAGACGCCTGGCCCGCCA
TCATCACCGTTTCTAAAGAGGGACAGGATGAGGAAGTGACCTTGTCCTGGTTTCTTCCTC
CTGAAACAAAGCTTCAGACCTTCGACACTTCGGTCTCCCTGCAGCACAGAGACGCAGCCA
TCCTCTTCGTCAGCTCCTTTGATGGTTTTCCGGGCCTCAGCGGCGCCCAGGACCATGTGG
ACATCCTGAAGAAGTCCGTGGCCAAGGCGGGGAGGAAATTTAAGCCCCACACTTTTACTG
GAGCAGGTTACGACACTTATTTAGCTTCCAGTCACTACAATGAGGTCTGGGTGTATGCTG
CCTGACAACAGATGATGTCATCTGCTGACAGCGTCATGTGACGATGGTTCAGGCTTATCT
TCCTCATTCTTTTGTTTATTAAAACCATTAAAAGTTCTTTTAAAAACTTCCTGAACAAAC



CAGAGTCACTCCTTAGAAAGGCTCACAGCCAGAAATGGTTTTTTTACATCAGCTTTACCT
GTTTTTACCTGATCCAATGTATTTTAACTGCTGTGTCTTTGAATTCATGTAAATGCAATA
AATAGAGAATACGAGTAACTGACATAAATCAAAAAAAAAA
>CL1188Contig1
GAAAATCCTGAGGTGAATTTCCCCGCAGACTCGGAGCAGAAGAACCCGGGAGGATGACGG
CGCTCAGCAGCTGGGAGTTATGCGTCAAATACGCGCTCTTCATCTTCAACTTCATCTTCT
GGCTGGCAGGAACCGGCGTGCTGGCCGTGGGCCTTTGGCTTCGCTTTGACTCAAAGACCA
AATCCTTGTTTGAAGTGGAGGAATCACCGACGGTCTTCTTCACTGGCGTCTACATCCTGA
TCGCCGCGGGGGCTCTCATGATGGTGGTGGGCTTCCTGGGATGCTGTGGAGCCATCAAAG
AGTCCACGTGCATGCTGGGACTGTTCTTCGTCTTCCTCCTCCTCATCCTGACTGTGGAGG
TGGCTGCAGGGATCTGGGGGCTCTCCAACAAAGACAGAGTGGTGGAGGACCTAACTCAGT
TCTACAAGGAGACGTTCTCCAACTATCAGACCACCAAGCAGGAGGCGCTGAAGGAGACGC
TGCGTGGCATCCACTTTGGGCTGAACTGCTGCGGTCCAACAGGGACGGTCTTTGATGGCG
CCAACGACATCTGTCCCAAGAAGGAGGGGCTGGACATCCTCGTCACCACGAGCTGCCCCA
CCGCCATCGACGGCATCTTCAACAACAAGCTGCACATCATCGGAGGAGTCGGGATCGGCA
TCGGAATCGTCACGATCTTTGGGATGATCTTCAGCATGATTCTCTGCTGCGGCATCAGGA
AGTCCAGGAACTACATGTAAACCAAACAAAGCTCCACCTTTTAACCGGTCTAACCTGGTC
AGTCAGCCGCTCGGACCTTCAGGCCTGGGGGGGGGCGCGGAGCTCCCGCAGCGACGGCCC
TCTGCCACCATCTGTGGGGGTGTGTACTCGTTGTTTTAATTTAAACCAACATTCAAGTAA
AATGTAAATTTTCTGTAATGAAGTCAAACCGAGCAGCTTTCCCACTGAAGGATTAAAGAC
CCCCCCCCCCCCCCCCCCA
>CL1188Contig2
TAGTTCGTTTATTTGGCATCTTAAAGACGTCAACTGCATTCATGTAAATATTTGCATAAA
ACGCCACAGTTCTGCATTAAAAAAATGAAAATCAAAGCTTCAAAATAAAAGACTTTGCTG
CTAACCAACGATGAGTCCACAGATCAAACTTTAAGTGCAAATAACAGAACTGAAATATTA
CACGTTACAGATTTTAAAAAGGTAAAGAAAACGGGAACGTCAGCTGGGGGGGGGGNGTCT
TTAATCCTTCAGNGGGAAAGCTGCTCGGTTTGACTTCATTACANAAAATTTACATTTTAC
TTGAATGTTGGTTTAAATTAAAACAACGAGTACNCACCCCCACANATGGTGGCANAGGGC
CGTCGCTGCGGGAGCTCCGCGCCCCCCCAGGCCTGAAGGTCCNAGCGGCTGACTGACCAG
GTTAAACCGGTTAAAAGGTGGAGCTTTGTTTGGTTTACATGTAGTTCCTGGACTTCCTGA
TGCCGCACCAAAGAATCATGCTGAAAATCATCCCAAANATCGTGACNATTCCAATGCCGA
TCCCNACTCCNCCAATNATGTGCAGCTTGTTGTTGAANATGCCGTCAATGGCGGTGGGGC
AGCTCG
>CL1189Contig1
TTTTTTTTTTCAAGATTGGAATCACAGTTTATTAGGGATTATAAAACACTGGGGTCAAAA
CATGAACGAGATGTTTCAAAACAAGCTGTATAAGAATGAGTGCTTCTCCTCTTCCTCGTC
TTCCTCCAGCTGGACTCCTTTGCAGAAAGTTGGAGGGGTGAACACTTGAGGATCTGGGAT
CCCCATGATGTTGTTATAGAAACTGACAAGCACCCATGCTTTACTGTCTGTACTGACCAG
AGTGTTGACTGGAAAGCAGCCAAACTCGGTGACGGTGCTCAGGTACTTTGCGTTTCTCTT
CCTCAGCTGCATCTGCCCGGTCCACGTGTTCACCAGGAGTCCTTCTCCTTGAACAGAGGT
GCTCCCCAGCACGGCCTGACCCACCAAGGAAGCATCGTTCGGAATGGCCAATGGGTGGAA
GTCTTCCATCAGGTGCTTTTTGAAGCATGTGCGATCCTTGTTGTTGATCTTGTACATGAA
ACCCTGTTTGAAAAGTAGGAGCACATCCAGCTGGAAGGTGGTGTTCACGTAGGATCCTAT
CTCGGTGAGGCGGATGCGCTTTCCCAGCCCATCATAACTGTACTTTGCAAAAGCAGCCAG
CTCCTGAGCTTGTGTGGAGATAGATACGCCTCCTGATAGGAGAGGTGGGGAAGAGCATGG
TTGTGGCTTCTGAGCCAGGCAGCCCATCCAGAAAGAGAGCAGCAGCACGACGGACCTCAT
GATGTCTGAAGAAAATCTCGCTTTCCTCCACAGAAGTCCCCGGCCATAAGGCCCGGGTTA
AACGGCG
>CL1190Contig1
ATTCGGCACGAGGGCAGCCTTGACTCTACAAACAAGAAGTCGGAAGAGTCTGTCTGGATT
TTTCTTTTCTTTTTTTCTTTTAAAACAACACCACCGAGAAACGTAAATGGCTTTAGAATC
CAGAATCACTCAAGAAGAAATTAAAAAGGAGCCAGAGAAACCCATTGACCGGGAGAAGAC
CTGCCCTCTTCTGCTGCGAGTTTTTACCACCAACAGCGGCCGCCACCACAGAGTAGACGA
ATTCGCTCGAGGAAATGTTCCCTCAAGTGAACTGCAGATTTACACGTGGATGGATGCCAC
TCTGAAAGAACTCACCAGTTTAGTGAAGGAGGTTTATCCAGAGGCCAGAAAAAAGGGGAC
CCACTTTAGCTTCGCTATAGTCTTCCCTGATCTCAGAGGGAAAATGTACAAGTTCAAAGA
GATCGGCAGTACGATATCTGGCAGAAAGGGTCCAGATGACTCCATGACCTTGCAGTCTCA
GCGGTTCCAGATTGGGGATTACCTGGATATCGCCATCACGCCTCCCAACAGAGCCCCGCC
TCTTGGCCCACGAATGCGTCCTTTCTGAACCCATGCTCACCTAAATATGTGCTTTGATTG
ACAACTCTATTTCATTTGTGTCTTCAGTAGTTTTGTGTCATTTTCTAATAAAAAAAAACT
TGTGTTCAATAAAGACTTTTCATTTCGGAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL1191Contig1
TTTTNTTTTTCACACTGAGAAAAGAATTTAATGATGTAAAAAAACGAAAGCATCTTCTGA
GGGGGAGAAAGATCAGGAAAACACAGATCGGACAGACAAACTAACAAAAAGTTCCATCAG



ATCTCACTGAGCACAGGTTCGCCTCATCCTCCAACAAAGAAGAAAGTCCAGTCCAGGAAA
GCAGGAGTTCCTCATGAGCTCAGAGTAAACGTCTGCAGCTCAGGTGCTGCAAGCCGAGTC
GGTCCTTTTGTACGCCACCATGCTGCTCACTTTGTGGATAGAGGTGGTGAAGGAGCGCAA
GCGCACCTCCTCTGATTGGTCGATTATCTGAGGCCCCGACTCTTCCCACTTGTCAGGAAC
CACCAAGTCTTTGTCCGTATACACCAGGAGGTCAAAGGAGCACTGCGTCTCCAGCAGAGG
CAGGAAGGTGACGGTGGCCGTGATCTGTCTGATGACGGAGCGGATCTCATCCTGAATGGT
CTTGATGGACTTCTCTCTGGGAGCACTGCTGCTCTCTTTGGCCGACTTGTCACACTCGAT
GTCAAACTGCCATCGCTCCAGCACCTCGTTGGTCTCCAGGCAGGTGATGACCAGCACCAG
CTTCTGCACGCTGCACTCAAACAGCCATTCTTTGAGTTGAGACACCACGTTGGTCAGGTA
GTTGTTCAGCCTGGGCTCCGTGGAGACCTGGAGGCTCATGTCATAGTGAGTGACCCTGGT
GAACGTCTCTGGGGGGTAAATGCCCCGCTGGTACAGGATGCTGTTGATGCCGAAGGAGAA
AAACTCGGCCACCAGCTCCGCGCTTCCTTTAAGGGTGATTCCTTTTAAAGTACTCGTCAT
TTCATGAAATGACAATCAACCGTTGAAAAGAAACGTCGGGCTTCTTGCTGCACTGAAGGC
TGAAACTGGTACCCGCCGTCCGATTTGAAAAATCAGTGACAACCTCTACGCATGCGCAAA
AAAGAGTAGGCCAACAAGGCTGACCCG
>CL1192Contig1
CCTACTGGAGAGCACAGCGGCTGCAGACACAGACAGCAGCAGGTGAGACGGAGGCTGCAG
GACGGAGCCGCAGAAGGACGGGATGGATGTCCGCCTGCGGGAAGGTGACGCAGCACAGCG
GCGTTAGTGCAGGGATTCTGCGCTGCTTCCACAGACAGACAACCATTCTGTGTTCCGGGA
GCTGCGGAGCTCCCCTGTCGCCAAATGGACGCGAGTGCGTGAGGGGAATACTAATGAACG
GCACGCTGCGTCCTGGCGAGGCGCGCCGCTGACGGTCACAGCAGAGCCGATCAATCATCC
GGAGCGCGCCGGGGTCCGCGCGCGGCTCCTGGGGGATTTTTACGCATCCGAGCCTGGAAT
TAATGAAACAATCGTGAGGCTGTTTTTTTTCTCCCTGCCAAAATGGGCAACAGTTTCTCC
AACATCTCTGCCTTCCAGTCGCTTCACATCGTCATGCTGGGTTTGGACTCCGCCGGGAAA
ACCACGGTTCTCTACAGACTCAAATTCAACGAGTTTGTCAACACGGTACCCACGATCGGC
TTCAACACCGAGAAGATCAAGCTGAGCAACGGCACCGCCAAAGGCATCAGCTGTCACTTC
TGGGATGTTGGCGGCCAGGAGAAGCTGAGGCCGCTGTGGAAGTCCTACAGCCGCTGCACG
GACGGGATAATCTACGTGGTGGACTCGGTGGACGTGGACAGGCTGGAGGAGGCCAAGACG
GAGCTGCATAAGGTCACCAAGTTCGCGGAGAACCAGGGCACGCCGCTGCTGGTCATCGCC
AACAAGCAGGACCTGCCCAAGTCTCTGCCGGTGGCGGACATCGAGAAGCAGCTGGCCCTG
CACGAGCTGACGCCCTCCACCACCTACCACGTCCAGCCCGCCTGCGCCATCATCGGAGAG
GGGCTCCACGAGGGCATGGACAAGCTGTACGAGATGATCGTGAAGAGGAGGAAGTCCCTG
AAGCAGAAGAAGAAGCGGTAGCAGGCGCTGAGCTGGACTGAAGCGGCCTTTCTCAAACGG
GTTTACTTTGCAGTGATCTTCCTCTTCCATCCTCTGGATTGAAGCTCCTGAAGCTGTGAA
GCCCTGCTGCAGGAGGGGCTGCAGGACTGAAGAAAACACCAAAAAAAATATTAACACATT
GGAGAAGCCTTCAGAGCCACTGAGGCTGATAAACGGGCTGGCCCGCTTTATCTGGATCCT
GAAGAAGCTGCGGCTCACTTTGCTCTTCTTTTCAAGACTGTTAGTTTTGGTTTGCATCCA
CAGGAGGTCTTTGTGGAATCACAAGTTTGATTTTGCACGTAGCTTGGGCCCCCAGCCCCC
TGCTCTCCAAACAGACACGTGTAGTATGAGCTGGGTGTCATTCAGACTTTTTGGAGCAAT
GAAGTAGCCTTCCCTCTGCATGGTGGACAGGGGACCACGTCCACTACTTTGCACTTTTCA
GTTGCTTACAGACAGCAGAAACAACATTGTATTAATTAAAGGAGCAGATCCAGGTTGTTT
GTGTACCAAGCCAAAACTGAAGTATTTTTTGAATATTAAAAGATTCTAAACCCACTAAAA
AAAAAA
>CL1193Contig1
CGGCTTTTATTGCAAAAAAGACAGAACCGGAGGGAGTCGAACTACCAACCACAGACTGAT
CTATGGGGGGATGGAGGGCAGAACTTTTTTATTTGATGCTATAAAGAGAACCGGGCCTCT
GAACTGTCTGGAGGTCTTTGGGTCTCATGTCCTGCAGGAGCATCAGCAATGTCTGAAACC
TTCCTCCTCCTCCTCCCATCATTTCTTCTTCTCCTCCTCCTTTTTGTCGTCCGGCTTGTT
TCCCGTCTGGGAGGCGAGGGAGCCCATGGCGTTCCGGATGGCCTCGTTGTTTGGATCCAC
GCCGGGCAGGTTCTCCAGCACACTCTGGAGGAACTCCGGGTCCTGCATCACATCGTAGTC
GTCTTCGTCCTTTGCCGACTCGCCCGTGTCCATGGGGGCTCCCGTGTCCATGTCCCCGTA
CTCTCCCCCAGCCAGAGACATCTGCATGGCGTAGGCGATCTGCTCCTCCTCGGTCATGCT
GCTGAAGTCTGGCAGCGCCGCCGAGCCGCTCTCCGGCTGAGAGACGGACATCTTCAACAG
GGCGTCTTCGGACTCGTCTGCACTGGGCGTCGGCACGCCGGCCTCGGCCGCAGAGGCGGC
GGCCGCTCTCCGGGCCTCCTCCTCCTGCCGCTGCCGCTGCTCCTCCATCGAGACGCGCAG
AGCCAGGGCCAGCTCTGGGTCGGCACTGGGATCCACACCAAACTCAAAGTCACTGGCACC
GAGTCCGATCATGGAGCCTCCTTCACCCGCCAGGATGGGGGAGGAGAGCAGAGCGTCTGC
CAGACTGGGCCCCGGGGGAACCGTGACCAGGTGGGAGCCCGTCCCCTCCTTCCCGTTCAG
AGTGTTGATGAAAGCGGTCAGCTTCTCCGTGTTCACCTCCTCCTCTCCAAAGTTGATGAT
ATCCACGTTCACTTTTTCTTTTTTTAGGCGCTTCGCCAACTTGACCAGATCTTTTTCATT
ATCCTCCACAGGACTCCCAACAAACGCTATGATCCTCATTTTGTGGTTCTTTCCTTGTCT
GTGTTTCAGAGCCAAGTGAGCGACCCTGATGCCCGTGCAGAAGCAGATGTTCCCTTTGGG
CTGAACGGCGTGCAGTTTGGACAGGATGCGTCCGCTGTCCGGGGTCAGAGTGGTCAGGAC
CTCGCAGTTGTTCGCCATGGTCATGAGGCCGACATTGTTCTCGGGGTTGCTGCGGGTCTT



GGAGTGACAGACGATGTTGACCGCGTCCTGCTGAGCCTGTAGTCTGGTCGGTAGGAAGTC
TCCGTTCCGCATGTATTCACTGTTGTCCACACAGACCATCGTACTTTCCAGCACCATTTT
GGAAACTTCTTGTTGCTTCCCCGGCCATAATGCCCGGGTTAAACGCGCGATC
>CL1194Contig1
GGGNATACAATGTGAGCATGATGGCTGACTCCACTTCCCGTTGGGCCGAGGCTCTCAGGG
AGCATTTCCGGCCGTTTGGCTGAAATGCCTGCTGACAGCGGTTATCCTGCCTACCTGGGT
GCCCGACTTGCCTCCTTTTATGAGCGTGCGGGAAGAGTGAAATGTCTGGCAAACCCTGAA
AGGGAGGGAAGCGTCAGCATCGTTGGAGCTGTTTCGCCTCCTGGTGGTGACTTCTCTGAT
CCAGTTACCTCAGCCACACTCGGTATTGTTCAGGTCTTCTGGGGTCTGGATAAAAAACTG
GCTCAGAGGAAGCACTTCCCTTCAGTCAACTGGCTGATCAGCTACAGTAAATACACCCGG
GCTCTGGATGAATACTACGACAAGCACTTCCCTGAGTTTGTGCCCCTGCGCACCAAGGCG
AAGGAGATCCTTCAGGAGGAGGAGGACCTGGCTGAGATTGTGCAGCTTGTGGGAAAGGCT
TCATTAGCAGAAACTGATAAAATCACTCTGGAGGTGGCAAAATTGATTAAAGACGACTTC
CTGCAGCAGAACGGCTACACTCCGTATGACAGGTTTTGCCCTTTCTACAAGACGGTGGGC
ATACTGTCCAACATGATAGCCTTTTATGACATGGCACGGCATGCGGTGGAGACCACAGCT
CAGAGTGACAATAAGATCACCTGGGCCATGATCAGAGAGCACATGGGAGAAATCCTCTAC
AGGATCAGCTCAATGAAATTCAAGGACCCCGTGAAGGACGGCGAGGCCAAAATAAAGGCC
GATTACGCCCAGCTGCTGGAGGACATGCAGAACGGTTTCCGTACCCTGGAGGAATAGGCC
TCCACTTCCTTTCACTTTCCTTCTCTTGTCTCCCTCCAGTGCAGGATCACATTCCATGTA
TTCTTTGTGTGCTCCCGTGCTCCTTTGAGTGATTTTGTGCGAGTGCGTAAAAATAATGTG
GAGGGGAAAGAGAAAGATGTACTGTACTCATTTTTTTTGTTGCCTCACGTAGGCATCCTC
TCAATCCTCTGCATGGTCACCAATCGTATGTGTGCGTGCGTCCTGACAGATGGATGTCAC
CGGCCCCTTTGTTCCTTTCTCTGTTGACATGATTTCTGTGTGCAGCCGTGTTGCTCTTCC
TAAAGAGGATTGTTCAGTTGATGTATTGTAATTCACAGCCCATCTGTACAGAAGAGTATT
GAATATAAATTTAATAAGATCAGTCTATTTATTGCCAGCATTTTGATGTAGAGGCTTTCT
GTTTGTTTTTATGGTCGTGTTTCATGCTGTTGCAGTGTTGTGCAGTTTGCTGTGTGAATG
TATAAGAGTCAAACTCTTGACGCTTTCGCTGTCCAGCTGTTTCATCATGTTACTCCCAAA
AATATAAAATAAAAAACGGGCAGAAAAAACAACAAAAAAAAAA
>CL1195Contig1
TCGGCACGAGGGAAAGTTGCAGATGTGATGATCAACCTATATGCCATGACCGCCGTCCTT
TCCAGAGCCAGCCGCTCCATCAGCATCGGCCTCAGGAACCACGACCACGAGGTGCTCCTC
GCAAACACTTTTTGCAGCGACGCCTATTTCAAAAACAACTACTGGATGGTTCAGCTGGAG
AAACACTCTCCGGAGAACAATGACGCCAACATCAAGAAGATCGCCCAGAACGTCCTGCAG
AACAGAGCCTACATCTGCTCCCACCCCCTGGAGAGGACGTTCTGAAGTTCCTGCACCGCA
GAGCTGCTGTTTCACTCCATCTGCACCCAGATGCTCTTCATACATGACTGTTTTACTATG
ATTCAGTGGACGAGCTGTTTTTAACATGGATCAGAGTTTGGGAACAAGAAAAAGCCATCA
ATCTGACCCAAGTGTCTGTAACCTTTTGTGCCCTAAATTGAGAAGTTTGAGGATGGAACA
GATTTCTAATGAACTCTTAAATATTGGACAGCTTTGAGTGTCCTTATGTTTGTACAAGAA
AAATCTAATTGGATCTCTGCTCAATCCTGCCTGATAAAACACCAGTCCACAGCCAGCATC
ATGAGCTATACAAGGAAAGAAAAAAAATCCCATCATCAAGCTAACGAAGCATTCATACCG
TCTAAAGGGTTCTCACATCTGTAGATGGATTTAATATTGTAACTTAATGTATGATTCAAA
TGATGTAACATTAAAGAATTTTTTAATTGTAAAAAAAAAA
>CL1196Contig1
ATCTTTGACTGGATGTAACTAACGGCCCCTTCTGTTGCTAACCAATAGAGGGTGTTAATA
GTTTGCTTGTATACTTTACTTCTTGCTTTCTGTCGACTAGTTTGTTTGATTGTAGGCGAT
TTTCTAATGCTGTTTCACCAAGAATGCACCAGCCACCACCAAAAAGTAGCTCAACATAGC
ATCTAAATGAAGAAAGTTTAAGCTTGTGGGGCGCCGATGTGTTACTGGGGCAACACGACA
TGAGTTTAGAAATGTAACGGTCTTCCATGCATGTAGGACTTTTTAGGTGTGCTATCGTTT
TCATTTAACCCTCCGAGTTTTTAAGCTTCATTTTGAACAAAAAGCAAAGGGTATAATTAT
CAGTCAGACCAAAAAATGAAAACGTGCATCATGTATTGCTATAATGTGTGTGTCTCTGTG
TGAGTGTGTCTACAGTGTTCTCGGGATGTCTTAGTCAAAGTCGCTGGTGCCTCTGTGGAC
TTTCTGAGCATTATTAAGACTGGGGGTCTCCACCGGCCAGCGACGGAGCTGGGGGTTCAA
CTGAGATTTTCCTCGTCATCTTGGTACATTTTTTAAGTTTGTTCGCCCGAGGCAACACAC
GACAACCTATTGTTGTACCAAAAACCAAAAATACCAAGTTCAGCGACATAATGCTACTCC
TCCTCTCCCGAAAGTTGGTGCACAGCCATCGTTTTAAGTCTGAGGAGAGAATTGTATTTG
TATGCGTGTCTCTCTTTGTAGTGTTGTCGTGCCTCAAGTTAGTCATTTTGAGGCGTTTTG
TTATGGAGCTTCATCGGGGGGTGGAGTGAACGCTTTCATCACACCCATGTTTATATTGGG
AGTATGGACAGATTGCTCTCATCTACTCATTTAATACCTTCTAGTACAATTTTTTTTTCT
TTTTTTAGTTATTCGGCCAATCGGGCAAGGGCTTCTTCCTCCACCAAAAGAATAAAAGAG
GCAGCACTGGGAAATCTGGTGTTTCTGATGAACCCTTCCAATCATTTTATACATTAACTT
ATGTGAATAACAAACCATTTTGATAGTAAGGTAAGCCTTATCCAGATAATGTCATTTAAG
ACTTTATTGAACTATGTTACAGAACAAAACCTGATCTTTAAACATCAGGTGTGATATCCC
TCATCTGTTTTGTTACTCATTGCATTTCATATCTTACATTATTGCCACACTAAACTGTCA
AGCCCCGCCCCTTTTTCTACCTGTTGTAATGGATGTCACTGTACAGTTTGTGTAATGTTA



GTATTTTCTTTTTTCATTTTATAAACATTGTTTGGAGATGCCAGTTTTATTTTGGCCTTT
ATCTAACAGATTCACAAGAATTGATTTTTGATGTTATTTAGATCTTTGGTTGCAATGAAA
GATTTACAAAAACAGGATTTGATGCTGTGGAACCGCACTAGTTCATTCTTTTGTGTGTTC
CTCACCTTTACTGGTTTACGGAGCTGTTCTTTTTCAGTTTTTGTGTTTTATGAGGAATCG
TCTAATTTCTAAACCTGAAGATCTTTTTGGGAAATGTAAACCGCAGAGCTGTACTTCAAC
ACTGAACAGCGTTTGGATACTTTGAGTAACTTCCACAGCATCAAATGGGGTTGTAAACCT
TTACTTTCTTTTTTTCTATTCGTATATTTGTATCGCTCCTCTTTTCCTTGTATTTACCCC
TCTACCTCTGTCTTTCCATTTCTCTTGTATATAACCCCACTGTTTTCAGACTTGTGAGTC
TGTATGAACTCCTTTTATACCTCAACTTTAGAATTGTTCTAGAAAGAGTAAAACAAAAGG
AACAATATAAAAAATTGTAGTGTTCTTATTAGAAAAATTAATAAAAAAAATATTTAGTGT
GACCTTTCAGTATTTGATTTCAGACTTTAGGAGTGTTTCACTTTTTTAAGTTTGTCACAA
ATGCTCTTGTGATAGTCAAATGTAATAAAAAGAGAGATTGCACCATCATGAGGAGTGAAC
GCTTTTCTCCAGCCCTGAAATCAGCTCCAAACAGGAAATACAAAAAGAATACTCTGCAGT
CACTGACAAGTGTTCAGCAAAAAGAAAAAGAAAAAATCTTGAGTGACGTGAGATTTTCCT
CATGGCAGGAACTGTCCTTCTGCTCCTGAAGCTTCACAAGGCCTGATCCTGGAACGTCTG
ATCCCAAT
>CL1197Contig1
CAGGCTCCAAAGGTCTTTCCCAGGAGTAAACAGGAAGAAACATCACTGACTTCTAACCAA
ATATAAGCAGTTCATCACAGCTGTAAACTGAGCGGCTCCACATCACCACAGGTCACATGA
TGAGAGCTGACCCTCAGAGTGGGTGTGTAAAACCACGGTGTAACTGTGAGTCCAGCTGTC
TGCAGAGCTCTGACTGAAACAGAACAAGTGCTTTTCCACTGACAAGACATCTTTCAGGGA
ATTTCTTTAATTGCTGTTATGGTAGAATTAAGTGTTAAAAAAAAATACCCCAAACCCATA
AATAATCAGCTAAACAGCCAGACTTCAGGAGAAAATGTGCGTCTGGAGATGCTAACCCAC
TGTTTTATCTAAGAACTCCTGCTGGGATTGGACATATCTGAAGTATTAGCTGATTAGAAT
GTGTATTACAGTCATCTTTAGAGGGAAAAAAAGCAGATGCAGGTCTCCATTCTAAGGCCC
ACATGTCAGTACCTCACCAACATGAGAAATTAAAGGTAACAGGAGGATGGAAAGCCCTTT
ACTGTGGAGACTGGACCTCTTTAGTAGCTACGTCCAAACAGAGTGTAGTACTGTGCAGCC
TCCTTCCCACTGACACACATCTGACCGGGCTGAAGGGTCTTCAGAGGGGAGAAAGGGATA
CACAGACTCTTAGCTCCCATAGATGGAGCTCCAGGCTCCAGGTCCTGGTCCTTGGCAGTG
GTTTTCTTGATCCAGTCCTCGCATTCGATTCCTCCACAGAATGGAATCTGGACGATTCTG
CCCTGGTCCAACTCTTTCTGGAACTGTTCCATTGTGTCTGCGGTCACCATGTGACTCCTG
AGGTCATCGGAGGCCTTCTTGAACAAGCTGCCTTGGATCTCTTCCAACATGGCGACCAGC
CTCTTCTCCACCTCGCCCTCTGGTAGTGTGATCTTCGCGCCCGTATCCCTCCTCACTGCC
ACGCACTGCTTCTGCTGCATGTCTTTAGGCCCCACCTCCAAACGCACAGGGACTCCCTTC
AGCTCCCAGTGGTTGAACTTCCATCCCGGTGAGTAATTGTCCCTGAAGTCTGACTTGACC
CTGACTCCAGCGTCCAGCAGCCTCTTTAGGTACTTGGAGCACTGGGCCAACAGAGCCTCC
TTCTCCTGTTCTGGAAGGGATGCGGTGATCCCACATGGGATGATGACCACCTGCACACAG
GCCACTCTGGGCGGCAGCACCAGCCCCATGTTGTCTCCGTGGACCATGGTCAGCACGCCA
ATGGTCCTGGTCGTGATGCCCCAAGAGTTCTGGAAAGCCAGCTGCTTCTCGCCCGGTCTC
TTTGGATCCTCGAACACGATCTCAAACATTTTTGAGAAGTTCTGCCCCAGGTGGTGAGAT
GTAGCCCCCTGGATGGCTCGACCGCTGGCGGAGATGAACGCCTCCACTGTGGTCGTGTAA
TCTCCGCCGGCAAACTTCTCCTTCTCCGTCTTCCTGCCCTTCACCACTGGGATTGCCAAT
AGTTCTTCATAAATTCTTGCATACAGATCCAGGATCTGCATCACCTCGTCGGTTGCCTCC
TCTTTGGTGGCGAACGCCGTGTGTCCCTCCTGCCACAGGAACTCCCTTGTCCTCAGGAAA
GGCTGCGGGTGTTTGAACTCCCATCTCACAATGTTGCACCACTGGTTGAGTTTGATGGGC
AGGTCTCTGTGGGACTGCACCCACTTTGCATAAGCGGGATACATCACTGTCTCACTGGTG
GGTCGGACCCCCGGCCATAATGCCCGGGTTTAACG
>CL1198Contig1
TTTTTTTTTTGCAGGCAGCAGGAAATTTTAATTGGTGAAAGATTCTCAGTAACCAAAAGA
TGAACTTTAGTGACAGATTGTAGTACTTCACAATAATATAGAGAAAATTATTAAAGAGCA
GAAAAATGAGCACAAATTAGGCCTAATTTCTCATCCACAATAATCCAGATCCTGAACAAC
TTGAACCAGTGATACATCGCTGAAGAGAAAACCTTTTGTCACAGTGCTTTGATATGGTTA
TTCGCCGCATTCCCGTTCGTCGATTTCGCATCACGTAGCCAAATGGGGGGATGATCTGAT
CACTAATATGGTGCAGAAAACTCATTAAGGTTTACTTTGTATTGTTCTAGATGCTACATG
CTGCTTGACTTTGGCAGGATCATCAAAATAACATTTTAGCTGGAAACTAAACACAATATC
TTGGATTGATCAACTAAAACAGATATTGTAAATAAACAAGAAAATGGCTAAAATATATAT
ATATATATATATATAAGTAGCATGTTGTCCATGGAGTCAAAAAGGAATTCACACAGTGTG
CAGAATGACGTTTTATCCTGTTGGACCTCTTCATAAACACTGTTTTTCAGTTTGTTTTAA
TCGTATCTATGGTGCATCGGACATTCCTGTCAGCTCTATAATGAAGCGATGTCGACGGAA
ATGTACAGGTGGCAGGCGCAGAAGTCCGTGTCCTTTCATTCATACTTTTCCAGGAATGTA
GTTGCGGTCGATGGCCTCCTCTTGAAGAAACATGTGAAGACAGCGCTCGTTCTGGGCCAA
GGGGTGACCTGCAATTCTGTTGATGAACTGCTCCAGGCCCACTCGCCGCTCCTCGATGAA
AGACTCCTCAAAAAGGCCCTCATCGCCGCGGAACGGCAACTGTCTTTTTAGTGCTTTCCC
CGGCAGGGGTGGTACCACAATCTTACTGTCTCTCTCCAGCTCATTCTTTAACCATTCAAA



GTCGCTGTATCTTCTCCTCACACACGAATCCTTCAATTTGAAAATGGGAAGGTTTGTCCT
CATTCGAACTTCATAAGTAGTGTAACGGTTTCTTCCCACTCCAACGATCTGGGGATCGTA
GACATCTATTTCCAGAAAATTGCTCGGGGGACCGTAAGCATCCGTCAGATCCTGGGGCTT
AGAATTCAACCGGCGAGTGTCGGCTACTACAGGATCTGTCATTTTGTCGGGCTGTAATTT
TTAGATGGCCAGTAAAGTATTAGCGTAAAAACCAACTTAAAAACACGCATACGTCTTAAA
TCTCATCTGAAGGCCTCAATTGATGACTAAAGCAGATCGGTAGGGTCGGCCAAGTAGCGC
TCTTCTTGTTGGGGGCCAGCCGCCCTGCGCCCTACCCTTCTTCTCCCCGGCCATA
>CL1199Contig1
TTTTTTTTTTGGTACAAATTTGCAACATCTGAAGGAATGATTTTAATATGCACACAAATG
TATCATTTTGTTATGTCAATGTATCCATTGTTAAGTCTTTTGTCTGAAAACACACAAAAC
ACAAGTGTGGCCTCTTAAACATGTAGAATTTTTTAATGGGCTTTCTTAACATGCGTTACA
TTTTATTTCATATATTACACCACGGGACAATTATGAACCGACTTAGGACAGATAACAGTT
GTGACTGAAGATCGTCTCATTTCTTCATCCATTCCTCCTTTTCGTTTCTCTCACGGATCA
CCTCCTCCAGGTATGGAGTCAGGTAAAAGTCCTCCTCTTCGTATTTTGTCCATTGCTCTT
TTGGGAGAATCTGCTGCTTCATAGAGAGATCCAAGGCTCTCTTGATTCTGAACATCCTGT
CATTGTAAACCCTTTCTGGAAGCCTCCTAAGGGCTTCTTTCACATCTGCATCCTCAATTA
TTGTGTCATCCCGCATTAACCCAAGCTTGTTGAAGCCACACAGGTTGTAATACCATTTGC
GGAAACCAAGCATGAGCCTGCCCGTAGCCACTGGTGCCCTCGCCGCCATATTTTCACTGA
GACCGCAGTCCCCGGCCATAAGGNCCGGGTTAAACGG
>CL1200Contig1
ATGGAATCAAATTATAAATGTNCNTTAAAAAAAAAAAACTGTCCGTAAAGGAATCAATGG
CAGGTCTGTTTATGTGAAAATAAAGCCTTTGTTTGGAAGTTGTTCATGCAGCTTGCCAAC
TCAAACACTGAACTTTCACCCATAAGCATTGCTTCGAAAGCACCGTGACAACTCCACCTT
TTCCAAAATCTTTAATGTTAATAATTATAATAAATGAACAAAGTCACTCAAACAACTTCT
TCAGTCAGGGCTTTGAGCCTGATGGTGCTTAACAGCTATTTCATGGAGCATGACTGGAAG
TGATGGGAAACCCAGAGTTTAAGGGGAAAACTATTGTGAATAAGGGAGGGGTGGATTGAT
GTGACAGCATGAATGCAACATAGATATACCCCTCCATCTTTCAAATTAAGTTATATTACA
TTTCAAACCACCCCGCTACTTCTTCTCTGCAGTTGATCCACAGACCAACTCCTGTCCGTC
CCCTCTGACGCCGGAGTCTCCGTCCCGCTATCACTGCACTGCTTGCTCATTGGCAGTGCT
ACCAGAGTCCTGGGGCTTCATCACGTCGGGCAGTTCCGGGGGACTAGAGAAGGCCTCGAT
GTGCAGCTGCTCGAACATGTCATCATTTGAACGGAAAGCTAGACCCACTGTAGCTGGCGC
TTGAGGTCTGGCGGTCTGATTAGTAAATCCACAATCCCCCAAAGTTTTGTTGTCCTCCAG
CAACTGATCATCTTTGTAGAGCCGCTGGTCGTCAGGTGCTCTTTTCAAAATTCCTTCAAC
AATTCGTTTTAACTCATAGACAGTGGTAGACTCTTTGGCATCTGTGAAGATTGTGGTCTT
GTGACGCCGAATCATTAAGAACACATCCATTTCAAACGTGCAGCTAGCCCCCCAAGTTAC
GCCAGCCTGTTAGTTGTGTAGCCGAGACCCAGACTGCACCGCGAGCGGACCC
>CL1201Contig1
CGGCACGAGGCAGCGAAGAAAACCACAAGAAAAAGAAGAACAGTAAAAAAAGTCATGAAT
CTTCTGAAGAGGAAAGCCACGAAATGGAAAACCAGGAAGCCAACAAACCAACGGCCAGCT
CTGGTACCACTGAAATGTCAAACGCCGTATCTGGAAACGCAAGATTGAAGAGAGACGCTT
CATCCAAAGAGAAGGGCAACAAGAGACAGGGTGACAGAGGACATGGCGACAAGAGACGAG
GCAAAAAGGAACGAGGCCATGACGAAAGTGAAGGAAATGAAAACAGCCGCGAGGAAAGCC
ATGGAATGGAAAACCAGGGAGCCAACAAACCAACAGCCAGCTCTAGTACCACTGAAATGT
CAAACGCCGTATCTGGAAACGCAAGACTGAAGAGAGACGCTTCATCCAAAGAGAAGGGCA
ACAGGGGACGAGGCAACAAGGGGCAAGCTGATAAGAAAAGGGGAAACAATGGACGACAAA
ACGACAAAAAGGAAAATAAGCCCAGTAAACACAGCCATGAATCATCATCTCAAGAGAAGG
ACAACGTTAAGCCCAATCAGGGGCCGGCCATCTATTTTGGGCTCTTCCAGCTCTCTGACA
GCTATTTCTGTGATTCAGGCAATGGCTCGTCCAAGAATCTGTGCAACAAAAATTGCTCAG
CCTTTATTGATGACAACATAGCAGACGATCTTGAATGCTTCGCAAACAAAGGATACTGGA
GATGGATCCTGGACGAGGTCTCCAGCAGCTGTTCAAACCAACAGGACACCTACTTTAATG
AATGTCAATAAGCAGGTCTACAAACATGGGGTCTACCTGCAACATTTAATGCTGGGATCT
TAGCTGTCATGGGAAGTTCCTCATACTCTGGTTTCTCGGGCATTTTTCATTCCTTATTTT
ACTGATTGTTTTTACATTATCTAGGATAACAACATCATTGAAGTTGATAGATTTGCTAAA
ACCTTTTCAACAACAGAAACAAAACGTTTATTATAACTTTATAGTATTTGATTTTGTATC
TGTGGAT
>CL1201Contig2
ATGTTAACAAATAGCAACATACACTCACAAATACCAAATACCATTTGGTATTTATTAAAC
ACAAACAATATAACATTCTAATATAAGTAAATACTATATTTTAGAAATGTAAAGAAAGCA
CCAAAAACGTAACAAAATAAAATAAAAAAATCAGAAAATGCCCGAGAAACCAGAGTATGA
GGAACTTCCCATGACAGCTAAGATCCCAGCATTAAATGTTGCAGGAAGACTCCATGTTTG
TAGACCTGCTTATTGACATTCATCAAAGTAGGTGTCCTGTTGGTTTGAACAGCTGCTTGA
GACCTCGTCCAGGATCCATCTCCAGTATCCTTTGCTTGCGAAGCATTCAAGATCGTCTGT
TATGTCATCATCAACAAAGGCTGAGCAATTTTTGTTGCACAGATTCTTGGAGGAGCCATT
GCCTGAATCACAGAAATAGCTGTCAGAGAGCTGGAAGAGCCCAAAATAGATGGCCGGCCC



CTGATTGGGCTTAACGTTGTCCTTCTCTTGAGATGATGATTCATGGCTGTGTTCACTGGG
CTTCTTCTCCTTCTTGTTCTTCTGTCTCCTTTCCTCACTTTCATCAGTTTCATCACGGCC
CCGTCCCTTCTTTCCCCTTTTCTTATCAGCTTGCCCCTTGTTTCCATGTCCCTTGTTGCC
CCTCTCTTTGGATGAAGCGTCTCTCTTCAGTCTTGCGTTTCCAGATGCGGCGTTTGACAT
TTCAGTGGTATTAGGGCTGGCTGTTGGTTTGTTGGCTCCCTGGTTTTCCATTCCATGGCT
TTCCTCATGGCTGTTTTCATTTTCTTCACTTTCGTCATGGCCTCGTCCCTTTTTGCCTTG
TTTCTTGTTCCCTCGTCCCCTGTTGCCCTTCTCTTTGGATGAAGCGTCTCTCTTCAGTCT
TGCGTTTCCAGATGCAGCGTTTGACATTTCAGTGGTACTAGAGCTGGCTGTTGGTTTGTT
GGCTCCCTGGTTTTCCATTCCATGGCTTTCCTCGCGGCTGTTTTCATTTTCTTCACTTTC
GTCATGGGCTCGTTCCTTTTTGCCTCGTTTCTTGTCGCCATGTCCTCTGTCACCCTGTCT
CTTGTTGCCCTTCTCTTTGGATGAAGCGTCTCTCTTCAATCTTGCGTTTCCAGATACGGC
GTTTGACATTTCAGTGGTACTAGAGCTGGCTGTTGGTTTGTTGGCTCCCTGGTTTTCCAT
TTCATGACTTTCCTCTTCAGAAGATTCATGACTTTTTTTACTGTTCTTCTTTTTCTTGTG
GTTTTCTTCGCTGATGTTGTCACTGTCTCCACTTTTGTCATGGCCCCGCCCCTTGTTGTC
TCGTCTTTTGTCACTTTTCTCTCTGAAGTCATTGAATGGAGCCCATCGCTTTCTTCTGAA
ACTGCCATCAGTGCTGTTTGTCATTGGGGCCGAGGAGATTGTTGAGATGATGTCTTGTTC
AGTGGCCGTTTGGTTTCCTTCAGCTGCTTGTGTTGTTCGCCTCGCTGCTGCAGTTGGGAG
CACAGCATTTCCAGTCACCAGGCTGGAGTCAAGATGGGATCTTCTCTCTAGTTCACAAGT
AACTAAAGCTAGGATTTGGTCCTTGTATCTGCCATACTTTCTGGGCAGAGGCAGAACTTC
CTGGAGTTTCTGCCTCAGCTCACATTTGGAGACGATCCTGCCCTCAGATAGGTTTAGCAC
CAGAGCGGCCACAGACAACGCCAACAGCAATCCCAGCTTCATGACTCCAAAGTCTTTTTG
CTTTCCTGCTTGTCCTTCTGTCTTGAGTTTTCACTCTGAATGATACCAGGACAATAC
>CL1202Contig1
GCAGGNAATTCGGCACGAGGCTTTGTCTGTCTGGAGTGCAGCGGCAGNAGCGAACTAAAC
GCAGACTTTTTCTTCTTCTTTTTGCGCCTCAACAGCTTCTTTTCGCAGCGGAGCTGAGAA
AGAAATCCTTCCGCTTGTTTAAAATCCGAGAGGAGACAAACACCTGGAGGATAACAGAAG
TTCACGGGATGGAAATGTAGACTCGCCTTTGCTCAAGAATGGTGTAGGGGTAGTTGTATG
GAGTTCCAACTGGGGGCAGTTTCTTGAAAGGATAGAGGTGGGACACTGTTAAAAAAAGAA
AAAGAAAAACTTTGTTCTGCGCGGAAGCGGTGATTCGGTGAAACAGAATATTTACGCACG
GTTAGCGCGCACAGATTTCCAAACCCCAAAATGAGCAGCGCGTGCGTTTTTGTCCACGGA
GACATCCGACGGAGACTACAGAAGTCTGGGCTGGTTTTAGTTTTCGTCCTTGCCTTCGTG
CTGGCCTGCCACTGCTGTCCGGACAAGTGTGTGTGCTCCTCACAGACTGTGAAATGCCAA
AACCAAGGCCTGCACGCAGTTCCAAACTCCATCCCGGCCAAAACCAAAATCCTCTTCTTC
ACAGGAAACAACATTTCAAATATTAACAGAGCTTCTTTCCCGACTCGCCTGGAACTCCTC
ACAGATCTGTATCTCAGCGGGAACAACATGGAGCATGTGTATGCAATGGGATTTGTCAAC
TTGCCAAACCTTTCCAGGCTGGACTTAAGCAACAACAATTTCCAGACTTTTAACGAAAGT
GCTCTCCCTCCAGACAATAACCTGGAGTTTTTAAACCTAAGCAGATCTTTGAACAATCAT
TCTTTTGTCGATGTTATCTTGGATTTCCTCCGCAGTGCAAACCTGCTACATCTGACCACC
TTGGACTTGTCAAATAATGACCTGGTGATTCTTCCGGACGGCATCTTCAGCAGCCTCCCC
AACCTGACCTCCCTCAGCCTGCAGAACAGCTCTCTCATCAGCATCCAGAATGTGACGCTG
AAGTTGCCCCTGCTTCGTGACCTTGACCTGAGGAACAACAGCCTGAGAACTCTGCACAGC
AGCACCCTGGGTGAGCTCTCCGCCAAACCTGACCTTCGCCTTCGGCTGTCCGGGAATCCC
TGGCGCTGCAACTGCATCATAGACGAAATGCTGATGTGGCTGAAGAACACCACTCAGGTG
ATGGACAAGCAGGAGCTCACGTGTGCGGAGCCTGAGCCTCTGAGGCGTGAGCCTCTGCTG
CAGGTGGAGCTGTCACAGCTGAATTGTTCCAGTGACATGGAGCGAGTGCTGGAGACGTCC
TACGTTTTCCTGGGACTGGTGCTGGCGCTGATCGGCGTCATATTCCTGCTGGTGCTCTAC
CTGAACAGAAAGGGCATCAAGAGGTGGATGTACAACATCCGCGATGCCTGCAGGGACCAC
ATGGAGGGATATCATTACAGGTACGAGATCAACTCTGATCCCCGTTTGGCCAACCTGAGC
ATCAACTCGGACGTGTGAGGGGAGGACGGCTCCGAGTCTGGATCCCTGCCGTGAGATGAC
AAATGACTGAGATTTTGCATGAAAGTCTTCCTCCCTTACGCCCTCAACCCCCACCCCTCC
ATCCCCCCCTGATAATACCAAGTCGATTTTTGCATCTATTATCGCTTCTGACTTCCCTCT
GGCCGCATGTCCCGCACAAGTACCTGACAGCTGCGACTGCCAGCTGTTTCCCTGTTACTT
TGCATGGACAGTGAGTCTTGGCAAAGGGTCTTCCTGGAGAGCTGCGCGGAGTGACATGTT
CTATTTTTACTTTTCCTTAAGGAGTGCATTGACTTATAAGTGAAAGCATACTTGCTGGAA
ATGTTCTGCATCCATGTCATTAAGCCTCTGCTGCAGAGACGTTACACTGCTTGAGTTTTA
ATATATGAATATGTTACCTGCTTTAGCCTTCTTTGGATTTATCTTAGTGCACCTTGCATA
GTTTTCTTGGTTAATAGATGAATGTGACCTTTTTTATTTTTATTTTCAATGTTTTTCATG
TAAAATATNGGTTAAATAAAAT
>CL1203Contig1
CTTCTCTGCCGGTAAGAATGTGAGATGGCGACAGAAAAGTTTTATTTTAGGCTTAGTGGA
AAAAAACGGAGAGAATTCAGTCAATTAGGAAGCAGAAAAGGACAAAATCTGCCAGCAGAA
CAAACCTGGATCCCACAAAACATTGCAGAGTTTAATTAAAAAAACAAAAAAACAGCACCT
ACGGGCCACTTTTCTTTTATTAAAAATAAATACGATAATTCTTGTTAAATTGCAAACCAT
CTGATGAATGATGAATATACATCAGTAGTTTGGCTCAACATCAGTCTCGTCTGTCGCTGC



ATAAAATAAATAAGGCTTTACAAGAGGATTAAAAGATTTAAAATCATAATCATGACAGAT
AATAAAAGGCAGCTGCTTATTTGTCTTATGAGTCCATAGTGATACATGATCCTATATCAG
TTTTAAAGTCATAATTTGTGATGGCACCTATACATGTCCAGAAAAATCTATACTATCAGT
CCATGTAGTGCACCTCTGCCTGCAGCTCCTTGGTGACGTAACCAACCAGAGCGGCGGTCA
GCTGCTGCTTCAGCACGCCGTTGCTCATCACCAGAGCAATCAGCTGAGCCACGTCCGTCC
ACTGAATGTCTCCAAGGACGGCCATCACGTCATCATACAGCTTCTGCTGCTGCGGGGGGC
TGAGCTCCATGATGATCTGCGGCAGGGGTTTGAACTCTCCGCTGGTCAGCCAGCAGCCGA
GAAGTCCGCCCACAGCGCCACCCACGGCGATGCCAAGAGGACCTCCGATCAGGCCTCCAG
CGAAGGCCAGCCCACCCGCCGCCGCCGCTCCCTTCCCAGAGCCTTTCACGGCGGTCTTGA
TCTGCTGGTTGGCGGACAACTCGCAGCAGAGCTTCATGACTTCATCGACTCGTGGGGCCA
TGCTGACAAAATGATGAAATCTTTGACCCTTCTTAATGCGGTGAGGTCATTTTATCAGAA
GTTAGGCTTTGCTGATCACCATCTTTAGCTAACGTGTTTTCCCCGGCCATAAGGCCCGGG
TTTNA
>CL1204Contig1
TTTTTTTTTTGTTGTTTGAAAAATATAATTTATTTTATTGCAACTGCAGAAACTGTACAG
CATTAAGAGAAACCCCATCCCCCCCAAAATTTTCACACAAGTTTAGTCGAAGAACCGAGT
CTTATTTTATAGAGCAGTTTCAATCATTCATAGGCAGAAGATGCTTTGGGTTTACATTGT
TGCGCTCTAAGGCCAGGAGTGCCAGTTGGATAAATAGAAAAGAGGCGATGATACACGTGA
AACTAGTGGGATCGCTTCTTTATGTAGCAGGAATCTGAGGGAGGCCAAACTCATCCACCA
GGACACCATCCCTGTTGGCTGTTCTGTCGCCCGGATTTCCCTCTGGGATGGAGGGAGCAG
TCGCAGCTTCATCCAGGTAGGAGCTGTCATCATCCATGAGGAGCTCATCTCCCAAAGCAT
CCAGTTCTGCTTCCAAGTCGTCCTCATCGATTTCAGGTGTGCCATAACTTCTCCCCATTG
CCTCCTGAATTTCATTAGCATCCTCCATCATGTCCTCAAGTTGGTCTTGGATATCCTCAA
TCTTATCAATTTTCACTTGCTTGTATGCCTTCTTCATTTCCTTAAGGCCTGTTTTCATGG
CGTCAACTGTAGTTTTAGTGTCTTTAAGTGTCTGGATGGTGTAGTTAGCTTGTTCCATGT
TGAATGACTGCTGCATGAGGTTATCCCTTTGGCCTTCGTACATCCTTTTTTGCTTCAAAA
CTCTCATTGCTTTTTGCTTCACCATGTTCTTAGAGGGCCCATCTCTCATCTTTTTCATTT
GATCCTTGTATTTGACCAGTTCTGCATCAAGTCTCGCGATTTTCTTGTCGACGGACTCCG
TCCGAGAATCAACGTTTCCGATGCAGTCAGACAGGTTTGGTGGCGGAGCTTTGGGTTTAC
CTGTACCAAAAATACGATTCATTTTGACTAGATTTAATAATTAAAAGTAGAAGAAAAGCT
GGGCTGCTCCCTTGTCGACAATCCGCACCCGGAAGATGTCCCCCGGCCATAATGGCCGGG
TT
>CL1205Contig1
CGAGGCGCGGCTCCGCTGCAGCGCCGGGAGTGTTTGCGGAGTTTCCGCAGCATCAGGCGC
AGATTCGGCGCAGGCGCACACCCCGCAATGGCGACCGCGCGGGTTGGCCTCCTGCTTCTC
CTCCTGTCGGCGGCTTTGGCTGAGCAAGTTCAAAAAAAGAGCGAAGAAGCGCGACCTGTG
CGTCTGTTCACTGAGGAGGAGCTCCGCCAATATGACGGCAGCGAGGAGCACCATCCTATT
TACATGGCAGTGAAAGGGGTGGTGTTTGATGTCACCAAGGGGAAAGAATTTTATGGCAAG
AATGCTCCATACAACGCTCTGACCGGCAAAGACTCCACCAGGGCGGTGGCCAAGATGTCC
CTCAACCCGGAAGATCTGACATCGGATATTACCGGCCTCACAGAGGAGCAGCTCCAGTCT
CTGCAGAACATTTTCGAGGGCACATACAAAGCCAAGTATCCTATCGTGGGGTACACTGCG
TCCCGGATCCTCAGTGCTGATGGAAGCCCTAACCCAGACTTCCAACCAGAGGAGCAGCCT
CAGTTTCAGATCAAAGATGAGTTCTAATGGTTTTTCATCCCAGAATCAAGGTGGATTGTT
TTCCCAAACACTTACAGACCTGATCTTAAGTCTTCAAAGTCTGGTTTTAGCTGGACAGCA
TTCTTTGTTTTCTCAGACTCTGACTGTTTTGGTGTCAGCTGTATGGACTTTTTAGGTTCT
CTCTTAAGAACCCTGATGATACCTAAAAATGTGAAACTTTTCACAGATTACAATACATGT
AGTCATGTAAAAAGTAAAAAAGAAAACATTTACACTCAAGTTTTTTCTATTAGACCCACT
TCAAAGCAAATGTTTTTTTTTAACATGTTTTTGTGGCCTTTTTCTGACTATGGAAGACAT
GTATAAAGATA
>CL1206Contig1
CTTTTTTTAATTTAATTGGGAGTTGTAGTTTACAGATTTGTTACACGTTTCCAACATGAA
ACAAACAAGAAAAAAAATCTTATTTCATAAAGTTTGAATCAAAAAAGGACATTAGGAAAA
CCTATAATTTCAAACTGTAAAATTCAAAATACACAACCCCTACGTCCCTTAGTTTGCTAT
CTGTGATTGATGTGAACAAAATGAACGTGTTCTAACTTACCATATGCACAATATTATTTT
GTTTCTTATAACTAAACTTTATACATTTCCTAATAATTACATCAGTAGGACTTTTGTAGT
CCAGTTAAACATAATAGAGCCAAACAATGCAATTCCTTTATTTTTAGAAACATTTGCTGT
ACAAATATCCTCAAAGGTCTCTAACTAATTACTTGTTCAACTTGGCACATGAGAATTGAC
CCCTATTTTTCTATATAAATCTCTGATTTGTTTATGACACTGCATGCTTAAAGTTTAGAG
CAGGTCCATTTCTGAATATCATTTTGAAACCAAAACTTGATGATTCCCACTTTGTTCTAA
AAAATAACAATGAAGTCAGCCACACCCCAAAGATGTACTCATTTTATGTTCAAAATTCTG
CCATGAAGACAACACAACAAAGGTCAATCACAAGATATAAAAATGGTCCTTATGATGATC
CCCCCTAAAAAAGGGAAGGTGGAGTCCAGAACGCTCAGTCCAAAAGCTCTGGGTGGTGGA
TGGATGGGTACACAGATTCAGGGAGAACATGAAGTCCCATCCATGGTCCTCTCTAGGTCA
GGGTCTCTCCTTTTGTCACTCTGGCCTCTATGTACTCGATCCTTCTCTCCAACGCTGTCA



GCTTCTCGTTGAGGGTGGCCAGGCGGGATCGACAGGACATGTCGAAAGAGTTCAGAAAGT
CGGCGATTTTTTTGATGCTGCTCGTTATGACTTCTATATACTCTCGATTCGCCCAGTCTT
GGTGAATCTCCCTCTGAACTGGGTCTTCCTGGCCAGCCATGTTGGATGATTCTCCGCCCG
CAGTACCGACCCCGGCCATAATGCCCGGGTT
>CL1207Contig1
TTTTTTTTTTCAAGGTTNATAGGTGTTTATTTTAATAAACTCTTTAACCTGTTGAGGTTT
TTTTCAGACAATAATCAGGGATCTGAAAATGAGAAATCCATGGCAGATGTCAGAGTATCG
GAGAGCTTTGTGGCAATTTTGTCGGCTCTTTTTTGCTTTTTTTTCCTCTTCTTGTTGGCA
GCCAGCATTGCGTGGCCTTGTTGTAAAGGATCTATATCAAAAATGTCCTCTAAACTCGGA
GTCCGGGGAGCTGCTTCACTCACGGGTAAACGGTTCACCTTCTGTGATTTGAACTCCACT
GTCATTGGTCCAAATTCTGGATCTTGATCATCTTCCATAAACTCAGTTTTATCTTCTGCT
GTTGGCTCTGCCCCGGAGCCTCCTTCAATCTGTAGACCAAAGTGTGGCTCCTCGTGATCA
CCTTGTGTCATTCCAATGGACTCCATACAAAAGCCCATTTGGACATCAGGGCAAGACGAC
TCTGCAAGAACCTCCTGATTTCCCTTTTCCAGCTCATCCCAGTTGAAAGCTTTTCCCATC
TCTGTTACAATCTCAGCACTGACATGAGTGGGGAGAGTGTGTGTCTCTGGAGGGTGTGTG
AAATAAGTGATGCGTCCCCCTGTCCAGTCCATCAACACACTCTTGGCTGCTTTGTCTGTG
TCTGGCAGACCTCCTTTTCTTAATTTGCCTTGACGCCTGGCGAGCATTGCCAAGAACTCT
GCAGCTGTCTGAAAGTCGGGAACGCCGTAATGCTCCATGATCTGGACTTTGTTGCATCGC
CGTAGGATGGCCTCAACAGGCGGCAGAGGATCTACCAGCTGTTCAATCTTCACACAGTTG
CGGAGAATCATCACCGCGTCACTTGTTGAGGTTGCCATGACGATACCGGGGCAGTCGAGA
AGTTTAATGTGTTTGTCCAAATGTACCTCTTGAAGGCACTTTGTTACACCCGGGGTGGCG
CCGACGTGACATGCTCGTGCTCGTTTCAGGCTGTTGATTAAACTGCTCTTTCCCACATTT
GGAAAACCCACAACACCAACAGTGATGGCTGTCTTGATGTCCTGGTTGCGACAATAATTA
CCAAGTAACCTCATCAGGCAGTCCGCTCCAATACAGGCACTGGTGCTGAGAAGCTCTGCG
GTGGCCTGGGTCACCGACACATTACTGCGTTTCAGGTTCTTTGCTTGTTGCTGCGTGGAC
GCTTTAAAAGCCACAGTAGGAAACTCATTCCGAAGATACTTAATCCATTTCTCCACAATT
TCCTTTGACACCAAATCTATTTTATTAAGCACCAATACTATCTTCTTGTTGGTTCCACTC
TGGATGACTGCCTGTTCCACCTGAGGACATCTGCAGCCCAGAGGGTCACGAGCATCCAGC
ACCTCCAAAATCACATCAGATGCTTCCACAACCTTTTTAAACTCTCTGTAATATGCTTTT
CTTGAATTTTCATTTTCAAAATTTACATGCTTCTCCAAACTCCTCATCTCCGTCTCCTTC
TGTTCAAACTCTCTTTGCCTCAGCAGGATGTCCTCCTGAAAGCTCTGTAAGTTTCTTCTC
TTCATCATCTCACGTTCTCTTGACAGCTTCTGCTTTTCCTGCAGATTCTGAAGTCTTTGT
TTCCTGACTTCCTCTGGCTTTCTGGAGTCTTTTGTTTGCTGAACAGCTGAGGTCCTTGTC
CCCCCTAGACCATGGCCCTTCTGTGCATCTTTCGTCTTATTTCCGAGGAAACCTAGACGT
TTGGCACGTTTTTGTTTTGCTTTAGACATGATTCTAGCTCACGTGTTTTGAG
>CL1208Contig1
TTTCTGGTTTCTTTTCTATAAACAGCTGTGGGCCGATTTCTGTCAGAGCTGAATCACAGC
TGTTTTCCTCAGCTGACGTTGGATGGTCTCCATAACAACCACAGCTTCATACAGAGGCAT
GGCTTCCTGTGGCCGAGGTCTGAGAACTCCAGTGGACATCTTCTCAATAACGTCCTTCAG
GATGTGGAGGTATCGTCCTTGTTGAGCTGATGAGGTCGTCCACACTTCAGGATTCAGAAA
AGACACAGATGCTGATTTCAAAAACAGTAACCTGCAGTCTGGAGGATCAAGCTGCAAGTC
CTGATGGGATGTGACCCAAGTTCCCCCCGCTGACAGCATGCTGATGATGTCATGTTTGTG
TGGGAGTAACTTCTCCTCGATGAACAGACAAACTCCAGAGTCGATGACTGCATCCACCCC
TAGCCCTCCCGTCTCCTCCAAAACTGCAGACAGCAAATCTGAGGAGCCGTTGTAGACTGG
AATGACTCTAGCGACCAGCGGCTCCTGAACCCCAACAGCAGGCCGGAGCTGCTCCAGAAA
TGCTTGCTCCTCTGCTGAGTTGGACGTGGCCAGGACCTTCAGTCCACAATAAGAAGCCAG
CTGGATGCACATGAGGCCAAAGTTGCTGCTTCCATCTAAGACCAGCAGCGTGTGTCCTGC
TGCAATACCAGCATGTGTGTGGAGAGCGGTATAAGCCCGGACACCATCCCGCAGTGTGGC
AGCTGCGCAGGTCGCACTCAGCTTCTCTGGCCTCCGAACTAGAACACATTCATCCACATC
TATTACTTCACAGAGCCCAGAACACAAAGAGTCCAGGGGGAGGATGCCTACAACTTCATC
TTTGGGCTGAAAGAATGTCACTTTGGGGCCCACTTGAAGGACAACACCGGCCACCTCCCT
ACCCACTGGAACCAAATCCGTCTGAATCCCGACATCCCTGAGTAGCTTTAGATCCACTGG
GCTGAGTCCACATGCCTTCACCTGAACTCTGACCTGATGGCTGCCCAAGACCTCTGGAAG
AGTCGTTTCCTGAATGATGAATTTGGGCTCGGCCTCGCCTTCCTCGGCCCGGCAGAACAA
ACCTTTCATGTTTGTGCACCTTTCCTTCAAGCGCAAGCGTGCGATGTTTCCATAAAACCA
ATCTTTAATCAGCTGACTTCTTCTTCTTTGGTTTCTGAGAC
>CL1209Contig1
AAGGTTTTTTTTTTTTTTTTTTTTTTTTTGTTTATTTTTTTTTTTTTTTTTTTTCTGGAT
TCATTTGAACTTTAATAATAAAAAGAGAACTAAAATAAAAATCTCAACATAAAAAATAGA
TGGCAAACAGACTCTGAACTGATTATGAGGATAATGTGGTCGCAGTGATGATACAGTAGA
ATAATAATAGTCACATAATAATCAGAAGCATAATAATCACCATCAGTGTTTGCTGGGGGT
CCAGCAGCAGAGATCACTGTTAGCATGGCACTCGTCCAAATATGTCACACCCACAGACGC
ACGAGCACGAGGACACGAGCACAGCACCGACTGAACATGCCCCTCAATGCAGGGGGCGGG
GCCCGAGAGGGGCGGGGCTGCTGGCAGTTTGTGATTCAAAAATCTTCAATGTAAAAATCA



TTTTCAGCAACTGCACGGCGCCCCCTGCAGGCCAGGCTCCACCAAGCAGAGCCCAGTGCT
GCTTTAGCAGAACCAACACCACCCCAACGGGTCGTCAGAAACATCAGAGCTTCGTCCAGA
GTCCGACAGCCCTCGGTTCTGTGATACCACAGCAGACCGGAACACAGTTTGGACTTATGT
TGGTTCTGGAAAACTTTGAGGAAAGGTTTTCAGAGAGACATTCAGGAGCTGGGAAAGAAC
CACCACTATGAGTCCAAGCTGTGGTTCTGTTCTGAATGAGCGAACAGAACAAACCAATGA
ACTTCATTTGGGTCAAAGGAACTTCAAGCTCTTTCACAAAGTTCCTCCAATAAAGTCAGA
GGTTCTGGCTCTGTGGAACAGAACTTTCTACCAGTTCTTTTTTGTCTTCACTAATCAAAA
TGCATTTTCAATCTTTTTGTTAAGAAACCAGCAGGTCCAAAATAACACAAACAGTTCAGA
GAATCCAAACAAATTCGACCAGAACAGAACGATTTACAGAACCAGTAGAAAACAGTTGAA
CCAGACATTGGCATCTCACAACTCAGGTTGGGTCTGGGGTTGTTCCGCTCGGCTTCAGAC
CTCAACGGTCTTTATGTCAATGAAAAGATTAAAGACGGGGTTCTGGGTCAAAACAGGGTC
AAGGGTCTGAATCAAATTCCACTCCCATAAAAATGAATACGAATTTGCTTAGACGGCACC
AGCCGATTCTGGGCCAACATCAATCACAGATTAGTTCTGGTTCAACCCATCAGAACCAAA
CTCTTAAAATCCAGAAATGTTTCTGATTCAGAATGGTTCAGTGGCATCAAAGTCAGTCAC
AGTCACACTCAAAAGGCTCTGATCGGGATAAAGTCGCCCTCGGATCAGGGCTTCGGGTCA
AAAGATCCGGGTGGTTCTGGGGGTGCGTGTCAGGGAGGATGGGTGACAGGAAGCGAGAGA
AAGCTGCTTTCTGTCAGAACTGCGGGAAAGGAAGTGGACCAGAATCTGTAGCAGCTTGAT
AGAAAATAGATGCAGCGCTGGCTCTGACTCTGGACCTGAAAGCCCCGCCCACAAACACAC
CTGCAGCTGTGAACTTTTTTTAATTCTCGCGCTTAAACTAAAAAGACAAACAAAGACGGC
GCGATGACACGAACAGGACGAGCGCCGCTGAGCCGGGACCCATCCTCCATCGGGAATGTA
ACGCTGAGCCTCAAGGGGTGTGTGTGTGTGTGTGTGCATGTGTGTGGGTTTGTGCATATG
TGTGTCTGGAAAAGCGAGTGTGGCGGGGGCGGGCTCCTAGCAGTCCTCGTCCTTGTCGTC
CACGGCGCCTTTGAGCCGGAGGCGGGCAAAGTCTTCAAAGACGAAGTCGTCGTCCTGGGA
GACGTTTGTTTCGAACTCTATCAAGTTGGTGTCGATGGGGGGGTCCATCTCTGGCACCGC
AGACTGAGGGCGGGACAACGGGGGCTCCACAGGTTTGGGGTGCATGAGGATGAAGGGTAG
CTCCACCGACACATCGACAAACAAAAAAACGCCGTTTTGACTGGAGAGAGAGAAGCCGCT
GCGTCCGCACGCGCCGCCATGATTCTTACAGTTGTAACCAGTGTTCAGCTCCAAAATCC
>CL1210Contig1
GGATCCGCGGCCGCCGAAAATTTCGGAGGAGCAGAGAGTCAACAGCCACATGACAGGATC
ACAAAGGCAATCTCCGCCCACCTGCTCCATATAAGCTGGTCCTCTGCCTCTCACGAACCC
ACTCACCTTCAAACCTGCCATGCAGAGACACAAGAAAGCAGAAGGCATTCAAGCCAGGAC
CAAGCTCTTATATACCACGGACAAACAAACAAATTTCGCTCAGTTCTGCACCTGATGAAG
GACCAAAACGTCCGAAATATTGCGCATATGCTCTGAGTGACAAAGGATGACAAGAGGAAC
CTGTAAGGAAAAAGGAAAAATGTCCTGCAGAAGAAACCTACTTACCTGAATAAGCAAAGG
AAAATGAAGAGGAACCACAATTGAACATTCAAGTTTTCCAAGGATATAGGAGCCTAATTT
TTGACCATGTAAGTCCACTTTTCCTAATTTTTGAGTGTGGGGCGGATGACTCTGGTCTTC
TGGACGAAAGGATGGTCAATGCCTTCGAAATTCACCGCCTTTGGTGGTGAATTTCTAATC
TTTAACCCCTGACTAGCTCGCGCCCCTTTGTCGGTCTGGTGCCGGAGTTTGAAGCCCCAC
TTCCTACCATGCTGCAGAAGAAAACACGTTCTCTCAGACATGATGTGCTGGACTATACAT
GCCTCCCAAGTCACCTTATCCTAAGCCTAACCTCAGTGAAGAGACAAGCCCTTTCTGAGA
GGATTTCTGGAGGATAAATGGCTGAAGAGGAACAAGAAGAATTGTTTGTGCAAGCTGGAT
GGATCCTTTATCTGCTTGGACCTCACGCGTGCGTGAGGGGGGGTAAGCTCCTACTCCTTA
AAACTATATGTGAGGCCACAAGTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAATTTNNGGNANTTTTTNGNNNNNANAANNNNCCCCCCCCCCNNNNNGGGNNNAAAAN
NN
>CL1211Contig1
GGAAATCTGCTGAGGAGAAGGCCGAGCCCCCTCAAGCTATGAACGCCCTCATGAGGCTGA
ACCAGCTGAAACCGGGTCTCCAGTACAAGCTGATCTCCCAGACGGGCCCGGTTCATGTTC
CGGTCTTCACCATGGCCGTAGAGGTGGATGGGAAGTCCTTCGAGGCTTCAGGTCCGTCCA
AGCGCACCGCCAAGCTGCACGTCGCTGTGAAGGTTCTGCAGGACATGGGTCTGCCCACCG
GAGTGGACGTGAAGGCCGCTGAACCGGCGGCCAAAGCAGACGAGCCGGCCGCAGCCACGC
CCGCAGAAGAACCTAAACCCGCCACAATTCCAGCCGAAACTCCTGCAGCCACCAACGCAG
ACCAACCCGAACCCTCAGAGGCCGCTCGCCAGCAGGGACCAATTTTGACGAAACACGGCA
AGAACCCCGTCATGGAACTGAACGAGAAGAGGCGGGGCCTCAAGTATGAGCTCATCTCAG
AGACTGGCGGCAGCCACGACAAACGCTTCGTGATGGAGGTGGAGATTGACGGGCAGAAGT
TTCAGGGCACCGGCTCCAACAAAAAGGTGGCTAAAGCGTACGCAGCCCTGGCCGCCCTGG
AGCGCCTTTTCCCAGAAGGCTCGGCGCCCGAGGCTGTTAAGAAGAAGAAGGGCCTGCCCA
TGCACCCTCCACCGTTTGCTATGATGGGTGGCGGGGAATTAGGCGTGGCCAGGGGCCGAG
GAAGAGGAGGGCGAGGCCGAGGAAGAGGCAGAGGCTTCAACAACGGAGGCGGCTACGGCC
AGCCAGGTGGCTTTGGATCCTATGGTTACGGGAACGGTGGTGCCAACTCTGGCTACAATT
ACAGCTCTGGGGGTTCAAACGGAGGAGCGGGGGCATTGAGCAACCTGTCCAGCGGACCCC
AGCTCGGAGCCGCACAAGGATCGACCCCCGACCCCTACCCTTCCTTTTACCAAAGCTATT
CTCCTGCTAACAAACCCCAGAAGAAGAAACCCCCCATGCACAAAGGCGGGAAAGCCCCCT
TTCCGGGTTCTCCGGGCGGGGGGCCTGGACCTGCAGCGGGGTACCAGCCCAGTGGGCCTA



CAGGTCTGAGCTCATACAATCAGTACGGGCAGGGGAAGAAGAACTTCAGCCAGAACCAGG
GGGGGGCAGGCAGTTACCTGTACAGCACCGCCTACCCCAGCCAGGTGACGGGGGGAGGCG
GAAGCAACCAAGACTACAGCTACGACGGTTTCAGCAGCCAGTCCACCTACAGCTCGCAGG
GGGCCGGAAACAACCTGGGCTTTGGCTCCACCCACACGCCGTACCACAACACGGGCTACG
GCAGAGGAGACGGCGGCATGAACTACCAGTACAGATAGACTCCTCCCTCCCCCCCCAAGC
ATCGGCGAGTCCAAAGAAAGACGCTGCTTGTGCTCTGTGGCTTCTCCGTTCAGCTTCCTC
GGTGTTTGTGTAGATCACAGTGAGGCTGCAGCCCAGCAGAGTTCTGCTTTAGTGGTTTGG
TCCGTGCTTCTTCCCGTCTTTTGGCATATTTACCTTTTATTTTTTTTTATTTTTTTTCTT
GCTGCCAGTTCTCAAACACATCTCTAAATGTGAAGAAATATTTTTCCTTTTGAGAAGAGT
GACGCCACTTTTTCCCCTCAAATGGAAGGACTAGCGAAATGCTGTAAATAAGTTTGGAAG
TTGGTTTTGAAGCGATGCCTGTAATTTTGGCTCATTTTGTAATGAAGCTGATGTTTTAGT
TGGGAAGGTTTCCAGAAGACATTTCTGCTTATTTTATTGAATGGAGCGTTGCTGTTCATG
TGTTGGTTTTAATAAATGATTTTTATTTTAGAAAAAAAAAA
>CL1212Contig1
GTGATGGCCGCCAGCCGAGAAAGCGCAAAAGAAACAAAATGATCCGCTGTGAAAGCGACA
CTAAAATGACCTCTGAGCTGCTGACCGTCTCCGCCAACCGATGATCTGACGTCAGAGGTC
CCTCCAGGCCTCCGTCCTCCATGCCTGCTTCCCCAGGCTTCACCAGGCTAGAGGAAAATG
ATCCCATGAACCCTCTTCGCATCTCTGTAGGAGACCTCCCTATTTTGGCTTCCATGGGCA
AAACCACAGACCCACGGTTCCGCCTGAAGTGGAAGCCAATTGTATCTGTGGGCATCTTGG
TTGGACTGGTTCTCCTCCTCTTCATGCACTTCAACTCAGGCTTGCGGTACCGCCCAAGTG
GCTGGAAAACCAGCGACAAAAATGGTTACAACTTGCAGCCGGATTCTCTGTACAATGACA
CATACCCTCTCAGTCCGCCTGAGCACACCTCCCAGGGCACCCGTTACCGCATCGGGGTCA
TCGCAGACCTGGACACTAACTCTCGCAGTGACAAGAAGCTGACGTGGTTCAGCTACATGC
GGCGGGGTTACCTGATGGTGTCGGAAAGTGGCGACAAAGTGGCCGTTGAGTGGGACGCGG
ACAGGGTGGTGCTGGAAAGCCACCTGTCGGAAAAGGGCAGGGGTATGGAGCTGTCCGAGT
TGGTGGCGTTCAACGGGAAGCTGTACAGCGTCGATGACAGAACTGGTGTCGTGTATCTAA
TCGAAGGGAAGACGGTGGTTCCGTGGGTAATCTTACCTGATGGTGATGGAAGTGTTGCCA
AAGGGTTCAAAGCGGAGTGGCTGGCTGTAAAGGACGAGCACTTGTATGTTGGTGGGTTGG
GGAAAGAGTGGACCACCACTGAGGGGGTGTTTGTCAACAACAACCCAGAGTGGGTGAAGG
TGGTGGGCTTCAGGGGGGACGTCCAGCATGAGAACTGGGTTCCCAGGTACAAATCCATGA
AGACTGCTATCGGGATTGAGCCTCCGGGTTATCTTATTCATGAGTCTGCGGCCTGGAGCG
ACACCCTTCAGCGCTGGTTTTTCCTCCCCCGCCGCGAGAGCAAAGAGCGTTACGAGGAGA
CGGCGGACGAACGCCGCGGCACCAACCTTATCCTCAGCTGCTCCCCCGATTTCAAAGACA
TCAAAGCGAGCCGAGTGGGTTCCCGAAATCCCACTCACGGATTCTCCTCCTTCAAGTTCG
TCCCAAACACAGACGACCAAATCATTGTGGCCCTGAAGTCAGAGGAAGATGCCGGAAAGA
TCGCATCATACATCATGGCCTTCACTCTCGATGGACGCATTTTTCTGCCCGAATCCAAGA
TCGGAGATGTGAAATATGAAGGGTTGGAGTTCATTTGAGGCGTATGAAGATGGGAGGAAA
TTTGCTGATGAGGCCAATGCACTGTGGTTTTAGTTTGTTTACAATTCAGTCACTGTTGAA
CTCACTGCACTTTGGGTTTCCTTTAAATTGCATAACTTTAACCTTAAAAAGGATCATTTC
TGCAATAATCCTAAAGTCAGTCAAGAAGAATAGTTTTTTTCATGAAAGTGAAAGTCGGGT
TCTGTCGTACCAGCATGCATCGATGCAAAAGACCTCCTAAACAAGTCAGATGAGGGCTTC
AACAGTACTGTAGCCTTTCCTACATTGAATGTAAAAAAAAAATGGAATTTTTTGACTGTG
ATTTTGTTGTTTGATTTCTAAAGAACATGTACACTCTGTAACCCTTCAAGCAGCCTCTTT
TTGACCTGTTCTTCAGTGAAAATATTTCCATTGTTCAAACAAGAAGAAATTGTTTGGCTT
CATGTTGTT
>CL1212Contig2
ACTGTTTGGCCTGCGAGTCATGATTGAACTGCTAGCTGTCAGCGAGCAGAGGGAGAGGTC
ACAGCTCAGGACCGACTTTAGCGGCTTTTTAAAGAAACTGGAATGCCTTCAGCTCAGCCT
TCCAGCAGGAAGAGGCGAAGAGGTCCCTCCAGGCCTCCGTCCTCCATGCCTGCTTCCCCA
GGCTTCACCAGGCTAGAGGAGAATGATCCCATGAACCCTCTTCGCATCTCTGTAGGAGAC
CTCCCTATTTTGGCTTCCATGGGCAAAACCACAGACCCACGGTTCCGCCTGAAGTGGAAG
CCAATTGTATCTGTGGGCATCTTGGTTGGACTGGTTCTCCTCCTCTTCATGCACTTCAAC
TCAGGCTTGCGGTACCGCCCAAGTGGCTGGAAAACCAGCGACAAAAATGGTTACAACTTG
CAGCCGGATTCTCTGTACAATGATACATACCCTCTCAGTCCGCCTGAGCACACCTCCCAG
GGCACCCGTTACCGCATCGGGGTCATCGCAGACCTGGACACTAACTCTCGCAGTGACAAG
AAGCTGACGTGGTTCAGCTACATGCGGCGGGGTTACCTGATGGTGTCGGAAAGTGGCGAC
AAAGTGGCCGTTGAGTGGGACGCGGACAGGGTGGTGCTTGGAAAGCCACCTGTCGGAAAA
GGGCAGGGGTATGGAGCTGTCCGAGTTGGTGGCGTTCAACGGGAAGCTGTACAGCGTCGA
TGACAGAACTGGTGTCGTGTATCTAAT
>CL1213Contig1
TTTTTTTTTTATATTTTAAATAACTTTATTCTGTGAGAATTGTTTAATGTGTTTTTTTAC
GAAATGCATGTATGTTTTTTGTTTTTACACATTTTTCTTTGAATAAAATATGATTCCTTT
TTTTATTCCTTAATTGAAATATCTTCGGCTTGCTTTTAAAACCTGAAATCACCTATTTAC
AAAATCTGTTAACAGCTCTAAAACAATTTGCTTCCACAGAACACTGTCCCCACGGCCACA



ACGGGTTTCTTTATTACACACATTTTACTTGGTACAAAATAATTTGCTTTACAATTTCAA
ACGGTCTCCATCTTCAAATGCTCACAGTGTAGGATTATATACAAGGGGGGCGGGCAGGAC
TCGTGTCATGTGATCTGATGTGGGGCTTCCAGCATCTCCATCAGGAAGGTGTCGATAGGC
GTGTCACCGATTAGCTTGAAGAAGAACAGATGCTCCAGACACTTGAGGCCGATGGAGCGG
AGGGCGGGCAGCCGCAGCAGCAGTTTGGCAAACCTGCCCGGCTGGTCTGGGTACTTCTGT
TTTGTATACGCCTCCAACGAGGCATAAACCTTTTCCCTTAGCGCCTCCACCTCTGATGGG
TTGGACAACCCTTTTGCATCTGGGTTGAAGAGGACGATCGCTCGCAGGCAGCCGAGCTCC
GTCTTATCCATCTGCATGTCTTTCATTTTTGAAACCAACTCTGTCAGAACCCTGTCAAAG
ATGGATCCGACTCCGGCGCTGTGGGCGCTGCTCCTGTGGACGTGGAGCCCCGTAGCCAGC
AGGATGCCGTCCTTAACTGTGACCGAGCGATGTGAGAAAGAGGCGATGAGCAGCTCGTTC
CAGCCTGCTCGTAGTAAGATGACCTGGTCATCCAGGGGGAGATCAGAGAAGTGCGGGATC
CTTTTGGCCCACTCCACCAAGGTGAAGAGCTGCTTGTCAGCTGCCTGGCAGATATTGGTG
ACGGGGTCGTTGGTCGAGTTCCCGGGACTGCTGTCGCTGTACGTCTCTGTTTTGGGCTCC
ACAGCCAGCTCGGCATCCAGGATCTTGTCCACGGGCATCTCCTCGTTGAAACTGCAGGTC
GACTCAACCTCGTTCTCCCCACGCTCCTTCCCACGCTGCCTTTCTTCCTGCACCGCTTCT
CTCTTCATGCCCATAGCCAGGCACTTCTGGTAGCGACAGTACTGACAGCGGTTCCGCTGG
CGCTTGTCGATGAGGCACTCCTTGCTGTCTCGACACGTGTAGGTGAGATCTTTGCGGACG
GTCCTCTTGAAGAAGCCTTTGCAGCCTTCGCAGCTGTACACGCCGTAGTGCTTCCCTGAG
GAGCGATCCCCACAAATGGCGCAGATGTGCTTTGACATCCCCCCCGGGCTGGTACACTGG
TAGTTGATGTTCCCCAGGTTCTGCAGGCCCGGCGGAGGCTTGATGTCCTCGGAGCTGCTG
ACACTGTTCATAGAGTTCATCTGTGGACTGCTGAGCTGTCGGAAGTTCATGCTGGGGGTG
GACTGCAGCGACACAGAGGGCGATCCCAGAGACGACGTGATGACGGGATACGGAGAGGCC
AGCCCGTTCATCGGCAGGCCCAAGCTGGACATGGGGGACTGGATCGGCCTGGAGGTGCTG
ATGACCGATGGGTGGCCCACCATGCCACCCATAGGAGGGGGAGGAGGATGTGCGTGCGCT
GCACTCATCGGCCCTGAAGAGTTCAGGTGCAAGTATGGATCACTGCTGTCCATAGTGTGC
GGGGTTTTTGCGCGGATTTCCTACGGACGGCGCAGCTCCGCATCCCAGCGCATTCCTCTC
CCAGCCCGCCCCGGCCATAATGCCCGGGTTTAACGCGCG
>CL1214Contig1
TATGATTTATTCTTTTTAACTTCATCCAACTTATGCAAATATAAAAAATAGTCAGAAATC
ATCCCAATACACATTTCTCCAATGACAAATGATGATGGCAAATCTTAAGAATTTTTTTTA
TCAGTATGGTTATTTGCGTTTTAGGACATTTAATCTGAATTCCACACGTGGCTCAATGGT
ACAAACAACACAAGTTTATACTCTCACTGATCAATTAAATGCAACAGGTTAGAGACTAGA
ACATAAATGCAAAATCTGTTCTCATTGGACCACTAATCTCCTGGGTGAAATCTGCAGTAG
TTTGAGGAGGAGAAGAAGAAATGGCCAGCACTGTCCCCACTCTGACGTCCAGGGCAGGAC
ATCTCCAGAGCCCGGTGAAAAGTGATGAGGGCATCCAGTCTGTGCCAGCAGTGTTCCTGC
CTTCAGCGCAGACGTTCATAAACATCACCTCACAGCTCAGAGAGAAACCCGCCTCAAACA
ATGAGGGTCAATCAGCTCCAGCCAGGAATGGAAACAGTGGGTTAAGAGTGATGGTGTGGT
CTGCTGTTCATGTGAACATTCATCTTCATCTCATTGTCCAGGATTTGAACCAGCTGCTGC
ATGGAGGGAAGGTGACCGGACTCCAATTTTGACCACACAGGTACATCATTTAAAGTGATT
TCAAAAGCTCCTGTTGACAATAACTGGTTTTCAATCATATTGCTGAAGAAGAACACCATC
ATGCAGGCATATATCTTATTTCCCTGACCCCATTCCCAGAAAGCAGGGGGCTGCATACCA
AAGAGGGCAAACGGGTCCTTGCCGATAATAATCACCCCAATCACAAGCAGTTTGAACATA
GACAAGAAGGAGGCAACATGTCGATACATGGGTATTGGCAGATAATTCTCCCCTTCGATG
CGGATGTCTGGGTACCGCTGGTACAAGGCCTGCGTGTACTCCTCAAACACCCGCTTGTAC
CCTCAGGAAATACAAAATTGAAACTTGAGAAGAGGGCCCGTCGCAAACTGCATCTTCATC
CTCTTTATGCCACTGCTGTCACCAGACGTGGAGCATAACAGCGAAAAAAAAACCAGAATG
AGGAGCGAAAGACGCAACAGCTTCATGTTAGCCGAGTGCTGGTGTCTCCCTCTGCCCCCG
GCCATAATGCC
>CL1215Contig1
AATTTCAGTGGGCAGTCCATGTGATGTGCAGTGGGATCCATAGTGAAGAAAAACTCCTGA
ACTGCCCCATAAAAAACAGCACTCTCAGATCTCTGACACCATGAAACTGTGGCTGACTCT
TTTGACTTTTCAGCTTCTGAATCTTCTGCAGATCTCTTTGTCACAAAATGGATGTTCACG
GCTCCCTGGTGTGCTCAATGCACATGTGTCAGAACAGACCAGAAAAGATGTGTATCAGCT
AGGTGAGACCATACTCTTCACATGTGACACTGGTTTCACATCAGACCTGCCCATTAAATA
TGTGTGCAGCAGTGAAGGCTGGGTGACTCTCCGTCAGGAATCTTGCTACTCATCCACAGC
CAGCTGTGAGCACCCTTCTGCTCATGGAGGGCTCAGAATTAACGGGTTACCAGAAGACAA
CAGTCCAATACCTCCTGGTCATGTCCTACTATTCGGCTGTGATGATCCTGACAAACGTCT
AAATGGCAGTTCAGTGTTGATCTGTGACAGAGACGGACAGTGGAATAAACCAGTACCCTC
TTGTGAAGCTGTGAAATGCCAATCACTCACGGTAAACGACAAAATCTTGGTGACTGGAGA
TCCAGAGGATGGAACGTATGGCAACGCTCTTCTATTCAGCTGCAAATCCCGCAGTGAGAT
TTTAAAAGGACCGACTGAGATTTATTGCGATGAGTCGGGTAAATGGAGTGGAGAAGTCCC
TGAATGCACAGAGGTGACATGTGACACCCCTCAGATTATTCACGGCCGTGTTACTGAGGG
TTCTAAAGTGTACAAAGAAGATGATTATCTGAATTTTGTTTGTGACAACAAATACAAAGC
TGCTGATGAAAGACGTTCAAGGTGCATAAAAGTTGGGTCTGAAGCAGTGTGGAGCCCCAC



ACCTCAATGTTTACTTATACAATGTAAAGTGAATTTGCCACCAATCCAGGGAACAACATT
TAACCGTTATGACAGAAACGTGTTCTCACCTGGTGACACGTTAACAGTCACATGTGAGGG
GGATCGCTGGATTGTAGACATGAAAACAACCAGAACAGTTGTTACCTGCAAGGATAATGG
AGACTGGGACATCACACCGGAATGCAAAGATATTACATGTCATGAAGACCGGCGAGACCA
ATATCTGTATTCCTTTTATGTTCCATGGGGACAAACTAAAGTAAATGGCCG
>CL1215Contig2
CGAGGGAGATTCAGTGTGGCAGCTTGACCCAACCTGGNACCGCTAAATTCTGCAAGGATG
GTGGATTCTTTCTGCGCTACGTGGAAGCTGGTGGACAGCCAGAACTTTGATGAATATATG
AAAGCACTTGGTGTTGGTTTTGCCACAAGACAAGTGGGCAACGTCACCAAACCCACAATA
GTGATCAGCCAGGATGGAGATAAGGTGGTGGTGAAGACCCAGAGCACCTTCAGAAACACC
GAGCTGTCTGCCAAACTGGGAGAGGAGTTTGATGAGACAACACCTGATGACCGTCATGTT
AAATCCACTTTCACCATGGATGGAGACAAATTTGTGCACACACAGAAGTGGGATGGCAAG
GAGACCACATTTGTGAGAGAAATAAAAGATGGGAAGATGGTGATGACATTAAACTTTGAT
GGAGTCACTGCGGTTCGCACATATGAGAAAGCCTAAACACAACCGTCCTCATTTGAAGAA
ATTGCTCCTGTACTGTTGCAGTTTTTGCAGAAGAATTCAAACTTTGTGTTGTGACATGAG
CCAACCTTTTTTGTAAGAACTTCACTTGTGTGCTAAATGTGAAGGACAATAAATTGCTTA
ACTGCAAACCTCGTGCCGAATTCGGCACGAGGCTCTGACACCATGAAACTGTGGCTGACT
CTTTTGACTTTTCAGCTTCTGAATCTTCTGCAGATCTCTTTGTCACAAAATGGATGTTCA
CGGCTCCCTGGTGTGCTCAATGCACATGTGTCAG
>CL1216Contig1
TTTTTTTTTTGAATCAGTTGTTTTTATTTGAAATATTTACAGATTTGACCCTCTCCACAT
ATAATTTAGCACCACAATAACAAAAAGAAAAGGTTCACGAATGAAAAGAATTGTGATGAT
GTCGGTGATCAACAGACTAAACCACAAAAAAAAGACACTTTGCATTTTTTCTAACATGAT
TTTATGAAGAGATCAGTTGTTAACAAAGCTCTCTGCAGAAAATGAAATGAAATGGATGAA
CACGGTTGACTTGGGAAGAATTTTCTGCTTCCCCAGAAGAAAGCTGGGACACTGGCAGGT
TTCCAGAGGCCGAACTGGTTGAACTTTTCATTTCTTTTTTTGTTCCTTTCATCTCAGCCT
CTGTTGGCGAATCATGTCATTGTTTCGTGTGATGGCCATGGCGGCTCGGGCGCGCGGCCC
CTGCTGGGTGAAGTGGTAGCCAAACTTGAGGATGCTGGAGTTGTTCTCCAACATGGAGGC
GATCTCCATCTCAACTGAATCTCCCAGTTTCTGCCTCTGGTTGTCAATCTTGAGCTCCAT
CAGGGTGGCGTTGCTGCCCATTGCTTTGATGATGGCCATCATCCCCTCTGAAGTGATGAA
GTTGGACTCGATGTTAAGACTTTGTAAGAAGGTGTTTTCCTCCAGCATCTCAGCACAGGC
ACGGGCCACGGGGTCGTTGCTACGGGTGGCAGCGATGCTGAGAAACTCCACGTGAGAGTT
TCCCTTCATTGCTTCAAAGATCTCTATAAGTGTTGGGATGGGAATGTCCTTGATGTTGTT
GAGGTTGACCTCTGTCAGGCTGCTGTCATTGTTGTTGATCCGCTCCAGGGTCTCCTCCAC
GTTGGTGGGGTTGGGAGGTTCCTCTGGGTAGATCTTGAATGGATCTGGTTTCACAACGCT
GTTGATGCCCTCTGTGTTAGCGATGGTTCCCGTGGTGCCCAGAGCGTCGTAGTACTGCTT
GTTGCTCATTAGCGTGTACATTCCAAGGATGGCTGCAATGTCGCACATCTCTGCGTCAGT
GGCGTTTTTCAGAGCCTCCTCCAGCTCGGGCTCCAGGATCACCTGCTCATGTTGGGAGAT
CTCGGATTTCTTCTTTGGGACAAACTGTTTTCCTTTCTTTTCCCCGGTGAAGGGCACCAG
GTCCTCCCTGTCAGGGAACTCCATGGCTTGCTTTTCCAGGTGCTGCAGCAGGGCTTCGCG
GTCAAACGGCCCCGTCGGTCCCTTCTTGGTCTGGTCTCGCTGCCGAAAGCCAGCTGGCAG
CATTGCATTCTCAGGATCCATCTCCTGCAGCTCATACTCCAGCTTGTCCAGCTCTTCGGC
GCTGAGGCCCTTGAGGATGGCATCCTCATCGATGTCCCTGGGGTCTGACATGGCGCCGGC
TCACACACTCATGCACTCCTTCACAGAAGCTCAGTGCTGAAGCAAAGGGGAGGCTGCAGC
TCCAGCAAGTCTGTTCTCTTTTTTTCTCTGCCTCACCCCCCCTCTCTCGTGGGTCAGGCT
TCAGCCCTGCTATCCTGAGACAGGGTCGCTCGCCGCACTTTGACAAGTCAGCATTTTATT
TTATGGTTGCATGACAGAGCCCCGGCCATAAGGCCCGGG
>CL1217Contig1
GTCAGGTGACAAATCAGGAAGTGAGTGCCGGAGTCTTCGGGATCAAGTCTGTTCTAAATC
TGGGTTTTCCGATGAGATCCATACGGGTATAATCTGCGGTACAGAAGGATGGAGGATGAT
GAACTTTCGCCAGAGGATGGGATGGGTGGGCGTGGTTCTCTTCCTGCTGTTCAGCATGAT
GGCAGCCTACTACGTCTTTGAGGTGCACAGCTTCAGTCTGGAGCATGTGCAGAGAAGCAG
CATGGGTACTTTGGTTATGCCCCCCCTTGTCTCCACCCACTTGTCATCGCTGCCTGTGTG
GATGCTGGCGTCAGTCTTCTTGCTGCCGTACCTTCAGCTCTTCCTGTTCCTGTTCTCTTG
CACCAGAGCGGACCCCCGAGCTGTAGGATACTGTGTGCTCCCCGTCTGCATCGTCCTGCT
GTGCAGCCGTCACCAAGCAGCCAAACCAACCAATCACAGAGCGGGCACACTTATTGACAC
GTAGGGGGCAGAGCAGCAGATGGACATGCTAGTTTCTGTGTTTGTCATGTCACTTCCTGT
GTGCCTTTCAATGAACACTCCTTTGGGTGTTAATAGTCATGCTGTCAATTATCCCACAAC
ACCTCAGAGGTGGACCAACTTCCCCGTCCTAGAGCTAAGCTATTGACCAGCTCACATCTT
TTAAATCAATCAGGGAGCAGTAGTCTCAATTGTGTGTTTAATAACATGACTAACTGGTTA
CCATGACAACAGAAATACAGTGAAGTTATGAAAATAAAGGGTCCAGGTGAACAGCAGTGG
GGCGTGTCCACTGGTGATTCAGGTTTTGGATCTTTTGGTGGGAGGCGGCGGATTTGATCT
CAGCTCTTCTTCATCTTCCTCGTCTTCGTCACTGCTCTCTTCTCCTTTACCTGCAAATTT
TAAAAGGGGAAAAAATCAGAGGCCCAACGCTGTCTGGACTGTGGTTTTGCCCCTGAGGAG



CGGTGCTGCTGGCTGCCAGGTGCCGGGCGACACTTTCCTGTCCTTTCAAGTTCCCTTTTC
AGAATTCCATTCTAAAGGAATTTAGTTTAGAAACAAGCGGTTGCATCTTCATACAAAGGC
>CL1218Contig1
CGGCACGAGGGACAGTTTTTATTGTTGTACTACCAGTAAAAGGTTCTGGTTCCAATTTAA
TAACTCTTTAAGGAAGACAAAAATAGAAGCATCTAAGATCTTCTTGTGATTCTTAAGAGC
ATCGATATATACTTGAAACACTGAATATGAGAAATACGGCAGATCTTTGAATGAACAGGG
CCTTAGCATATTTAGAAACAATATAAAGCTAAGTGAGATCACAAACATAGATTAGCAGTT
AATTACTCAACTAATTATTGAATCAGATCACACCCCACTGCTCTTGGATCTAAAACATTC
TCTACAATGCAAATGCTGCCCCCCCGGAAACTAGATAAGACCTTACGGGTTCTGACTCCT
GTCAAACCACCATCATCACTGCGTGCCAGCACTGCTCAACTCATTGAGCAACATCTGACA
TTTGGCCATTAGGACTTTGATGGCCTCCTGCATTAGGACATCTGCAGGTAGACTGCCGGT
AGATTCTATGGTGAAGATGAAATGGTCTCGCACTCTGCCCAGCTTCACCAAGTTCTTCAG
ATCCTTGTGTCGAAGTACTTCCCTGCTACACGTATCTAGTCGACTGTTCACCACTTTGGC
AACCTTCTTCCCTCGAACATCTTCTAGATCTATAACTCCACGTGAAAAGCAGCGCTTCAG
GCGCTCTGCCTTCTCTCCCTCCACCTGTTCCATCAGTGTGATATCTGGGAGAAGACGATT
ACTAGCTGTTGCCACCGGGGAAAACTTGGCATGATCCTTTCCAATGCCTTTGACACAATG
CATGACCACGTCCAGCTCCTGCCCAGGTCGTAGTTGAGCTATTACAATGTCATCATGCAC
TGCCCCAATCCGACTGTCTGCAAATACATCTGCCTGGTTCCCCAAAGGGACCCAATTTAT
ATCCTTGGAATACACAATGTGGTTCAGGTACAACTCTCGTGGGTCTGAGGACTCTTTGCT
GGCTCTGGGGTTCCTGCTGCATTTGATCTTCAGCTGAAGTTGAATTGTATCTATTTCTGA
AGCTTCTTGCTCTCCGAATTCCTCGGCAATGTTTTTGTACTCAAACAGACGAGGATCAGC
TTTGATGGGCACAAGGCCCAATCTGTGGGCCAAGACTTCATCCTGGACAATCGATGTATT
GTTGTAGATAAACACCTTCTCAATGGCCATGGTCGGAACCTCTGCAAGTAAGATTCTTCG
AAAGGCATTGGCAATGGCAGCATCAATCCCCACCATATCAAACTCTATGTTGTTCTCATC
CAGATGCACAACGTCAATCCTAAAGTTCTTCTGAAAGGTCTTCATGTCCCAGCCATCCTG
GAATCCAGGGTAGTTTCCAGGGAAGTCTGTTGTGTGGACATTCTTCACTCCGAACTCCTC
TAGAACCACCAGATTCCTGATCTCCTCCACGTTACTGCCGGTGGCCGCCATGATAGTTTC
TTCTTCTTTGGCAAGCGGTGCGCTCCGGTGTAGGTACCATCACCGTCGCCCCCTACCTCA
GCCTCTGT
>CL1219Contig1
CCATCTCCTTTGTCCTTCTCATCTTCATCTTCCTCAGCAGCTCCGATCTGAATGAACTTG
GACGACTCAGGGAGGGGCTTCTCCTGAGCAAGAGGAGTCTCGGTGGTGGGCTCCTCATAG
TTGCCCCAGGCTTCAGAAGGAGCGTTCCAGTCGGAGCTTGGGTCGGACGAGGCTCCATTG
ATTCCAGACCACTCGTCTTCCACTCTGGGCTGACTGACCCATGACAGGCTGCTCACTGAC
TGAGGCTGAGCAGGACCGACTCCCAGGCGAGCCAAAGACACCAGATTCAGCTCTGCGGAC
TGTATCGGCCTGTCAATCACAGTCCAGGAATCGTCAATCCCTGACCGCCACAGAGGCGCT
GGCTGGATCGAGGCGGTCCAGGAGGCTTGTTTGGAGGGAACGTTGTGCGATGGACCCCGA
ACCTTTAAGGTACCTTTAGCAGCTGCTGCGTCCACTACCTCACTGCTGTTGGCTGGAGTA
ACAGCAGCTTCAACCTTCTCTGGCTTCACTCGTGCAGACTCTTGTTTCTTTTTCTGGTTG
GTTGGCGCGGGGATGCCGGCAGAGGTGGTCTTGGGCTGCTCTGGGGGAACACTCACGGGG
GTGTTCCCTCCCCCAGGACTGGATGAGCCATCGCTGGAGCTCTTGTCTTTCTTGCGCTGC
TCACGTTTCTCCTTGTTGCTGACCTTGGTTTCCCACGTGCCTTCTTCAGGTTCTTTGCCG
TCTGCAGTCACTATTTTGGTCTCCTTTGCAGCCTGTTTTGGCTTCTTTTTGGACTTCTTT
CCCTCCGCGGTCTTTTCGCTCTTTCCCTGTGGCGGGGGCGGTTGGTGATGATGTGGCACT
ATCTCCTCTGAAGCTATGGCTTCCTCCTCCTGCGGCTCGGGGACAGCTCTCCCGTTTGGC
TGAGCTTTCTTTTCTGCCTTCTTCTTCTTTTTCTTTGGCTCGTCGGATTTCACGGGCTTG
CTGACACTTTGCTTGATCCCAGCGCCGTCATCCGCAGGGCGTACAGCGGGACGTTTCTTG
AAAACAGCCCGGCAGACCGAGGCCCACAGAGCCACCATCAGCAGCAGACCAGCGCACGCG
GCTAAGACGATCGCCCATGGAGGAATAAGCTCGGGCTTCAGTCCCAGGTCCACCCCGAGC
TCGGAACGCAGCCATCCCAGGCCTTTGGACAGCTCCTCGTTCAGGCGGCGTGCGAGCAGT
TTCACCTGCTGGGAGGCCGCGTCCTTCCACTGCTCCATTTCTTCCTTTTTTCGCCCCCCA
ATAACGAACAATTAGTCACGCTCCGCTAAACGCCGCTTCCTGCGCTAGCACGCGCTGTTA
GCTAAAAATAACGGAATGACTTGGACATGGCAGACAATAAATTCATCTAGCAGCATCAGC
GGAGCTAGACCGCCGGCTGACCAGCTAAACGCAAACGCCGAGGTGACACCTTCTTAGCTA
ACTAGCCAATTAGCATGAAACAGCATCGAGAGATCGTTTTCAACCGACAGCTGACCCGCA
CAATGCACCGACCGCCAGCATAGCAGGTTCACCTCATATGGCTCCGTCTGACTCCC
>CL1220Contig1
TTTTTTTTTTTTAAAATCAGNACATTTTATTTGAGCATCTTTTAGATGAAAAACATACAA
AAAAAACTAAAATGTTTTTAAGAGATACTTTAGAAAAACCAAAGCCTTCAAATAAATGTA
TGATTCAGGTATTTTATTTACTGTTATGTGGCGAATCACAAAAAACTAACTTAGAGTTGG
AAAATAGACATTTGCTGTTGTAACAATAAAATGTTAAGTTTTCCTTCTTCACACATTAAT
TCATATTTTCTTTAACGTTAAAACAGTTTTTTTAAAAGAGAAAAAAACCCAACTATGTAC
ATGACATCATACTTCAGAACATGTCACTGCTGTACATATTATACACGTATGTTACAAACT
TCAGAGCAGACTGATGGATGTCCCTAAACCAGAGATCTCAGCGTTGAATAAACTCCTGAG



GCTCCGTTTGGGTAAACATGGCGGAGCGTCCCACCGGCCCTTCAGAGCCGCCCACGCGGC
CCCTGAGGCTTTGGACCACCGGCAGTGACATCCGTGTGCCGACAGCTCCGTGGGTCCTTC
AGGAACATGAGGGCGTGTCATCGATTTAGTCTCAGGGTGACTCTAAACAAATGAAGAGCG
GCTCCCAATGCCAACGCCAAAAATGTTTGTTTAGGAATTTAAATCGTAAAAATCTTTCAC
CAAAATATTCCCTAAAAACGTTTTTTTTCCTTCTAGTTTTAAATGGAGTAAATCAACCGT
TAGCCGACCGCGGCGTCCTGAGGTCACGCCGTCTGTGCCGCGCTTTGGTCAGAACATCAA
AGGGATGCGGTATGAAACCTCCCATAATCAGACGCGTCTTCACAGCTCGGTTCATAGCAG
CAAGTTCTTTTGGGGGGGGGTTTGACAGTGCGCCGCTAAGCTCCGCCCCCACCCCAGAAA
GGAGTGCCTTATTTGTTAACCAGTGTTGGAGCTCAGTGGTGCAGATTTCTGAGGTGCAGT
GAACGCAGCACGTCAACGTCCGGTTCTGGGACGACCCAGAGTCCCGGAAACGGCTGCAAA
GATCCGTGTGAGGTTTTCCAGATGGTCCACACCATTCTGTGTGTCCTGACCAACAGAATC
GTTTTGTCATAAATAGAAGAATAAAAAAAAATAAAGTCAGAAACTTCTCAGACTTTGAAG
AGGATTCGTTAGTTTGGTCCCACCTGGAGCGGCCCCGCCCTGATCCCACATGGAATGTTC
CTGTCCGGACAAACTTCACTTTACACACAAAACAATGGGAAAAGTCACATGACTTTCCAG
TTCCAATATGAAACTCACATTTGTTTCCATATTTTTGTCCAAAACTACGTTTTTAAAATG
CTATAAATAAAAAAAACGGTGGTTTCTGCTCTGAAGGAGGATCAACGACTGCAGGGCATT
GTGGGAAAAATAGGTGAAAACAGACAGAGGTTTCTGGCCTTTTATAGTGAACTAGTGTTA
GATTCCTCTCATGTTTGGGTCCTCTTTCAAAATAAAGCGCTGCTGGTCACATTTACAGAC
GTGGAATCCCGTTTTTACAGCTCAGCCTTCATCCTCAGCGGTTACTCAAAGTGAGACTAC
AGATTAAGAAAGACGTCCAGAAAACGGAGCGGCCTTCCGGTCAGAAACCTGAGCGGCGAG
CTCTGCGGCGGTCGTGGAGGGGCAGCTGGGAAGGCTGGGCTTTTATTTGGGTAAGCTCAG
CGCGGCCGCCNCTGGTTTCATNCTTGAAGTACTGGTTGAAGCGCAGGACTGCATATNCCC
AGGAAG
>CL1221Contig1
TTGTTTGCNCGNGTACNTTTTACGGGGNGGGGGGTNTTAGAGATTTTTACTCCTCCCCTN
TTTGNCCNCTTTTNTTTTGGACNGGTTCAAAGNGCAGNNCCNGTNTGTACNGTAATTTTG
NCTGAAAAAGAAAAAAACNAACNAGNTTTGCTGGAGTTGATAGGAGTTTGCATTGAGGAC
CCCCCCCCCCCCATGTCTGCAGGTGATGTTCCTGTGCACTTGTGGAGAGGGGAGGGGGAG
GTATGTTGTTTTCCTGTCCTCTGTACTGTAAAATCTCGAATACCGATACGTTTGCGCGTG
TGTGCGCACATTCGCGGCGCCTCGTCCATCCGTGTGGAGATTTTTTTTCCCTCATGCGGG
ACGGAGCTGAGGACTAACAAACGTGTGTGCGCACACACACGCACAAGCAAACACAAACAA
CTCTTCAGAGTAATATGAGCCAGAGCTGTAAAAGTCCCGTACAGTTTAGGTTTGTACAGA
TTTGATTACTTGAAAGAGATTTTTTGTGAATTCGTTTTGTAGTCTTTCATCAAGTTGACC
AATAAAGTGAGAATCTGACCTGGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL1222Contig1
CGGCACGAGGACTGAGGTCGACTTAAAGGAGACGTCTGTGATGATGGCGGCGTTAGCGTC
CTTGAGTTTCAAGTCAAGAGCAGGTCTCCTGATTTCTGCTCAGTCGTCTCTGTTGGACTC
GGTTCGGTTCGCCTCTAAGAAGGCAGGCGGGAGCTCCAAGAACGTCGGAGGAAAAAGCCC
CGGCCGCAGATACGGCTTCAAGAAACAAGACGGGAACTTTGTTCATGCCGGCAACATCCT
GGCGACGCAGAGGCAGCTGAGGTTTCACCCAGGAGCGCACGTGGGCATGGGCACCAACAA
CACCCTCTTTGCTCTGGAGGACGGGCACGTCAGGTTCACCAAGGAGGTGTACATCCCACC
GCCGCGCAGCCCCGAGGCTTCCGCCATCATTCCAAAACTGCCCAAAGGCGCCGTGCTCTA
CAAAACCTTCATCAACGTGATGCCCGTCCAACAGGAGGCCAAGTTCAGGCTGGTGGATCA
GGTGTGACGGGGATCAGGACTCCGGGGCTGAAATGACAGACTTTCCGATGCGAGTGGAGC
AGCGGTCCAGAGGAAGCTCTGCTGTGGAGGACGTCCAGACTTGTGCTGGAGTTCACCGTG
AAGCTGAAGGTCCCGTCTGTCTTCACTGAGCTCCAGGGCCCCCCCAGGTGTGGACTGAGC
TGCTGCTGAGCTTTATGGTGATGATTAAAGTTTTGTATAAAAAAAAAA
>CL1223Contig1
ATCACCCCCTCACCAATAATTCAGCTACAGAGATGATAATACTCAAGAAATATCTTGCTT
TCTTTTTCTGTCAATTTTTAAAAATGAAATGGATAAAACTTACTATTAGAAAACGACTAC
TACTGCCTGTATGTAAATCTTACTAATTAACCATTACTCAAACAAAATATAGCATCCAAA
TGCTAAACATGGAAATCTAACCATCAAAGAAAAAAAAACTTAAACTGTCTGTTTTTAGTG
AAAATACCAACAATTTCTAGTTGTATTAATTAAAAACAAGACAGTAAAATTGAAATTGAT
ACTATTAACCAGTAAGGACATCGTAGTGTTTATTATTCACTTAGACAACAATATGCAAAA
AGGAAATAAAACAAAGTCAATAAAAGCACCAAATGTAACTTGGGAAAAATGTCCACATTA
TTCTTAAAAAAGAAAAGAAAATTAACTTGAAATCTTAAATAAATTCAAATCCTCTCTGGT
TCTTCATACACACTGTATTCGATCAAGGCAAACTTGTAAACACAAAATAAGAGCACCAAA
TGTAAAAAAAAGGATAAAAAAGTGTGAAATCTAAAGTTTTTAGGAATTAGTGAACAAATA
CTTTCTTCTTTTCACAAGAACCGTGTTGTCTAGGGTTTTACTTTCTCTTTCTGTCCTGAG
AGCACCGTGGGCAGTACCATTTGCCTCGTGGTTTGGTTGTTAAACCCACACATGCAAAAT
GGAACCACTCAATGGAGCATTCTGTGTTGTCACAGCCAATCATCTCGCCGTAGGACACCT
GGTGACACAGGCAGTAGGTGGGTTCGTTGGGGTCCACAGGCATGTCCAGAACATCAGATG
GGTGCACATTCCCAAAGTTAGATGAAGGGCTGTTGAACTCTCCTGGTTGAAGAAGTTTGA
CTTTCTTCTGTGCGCTCTTAGGACTGCCATCTTCATCTGAACTCTTCACCTTAGACCTCG



TTTTAGCGACTTTCTTTTCTTTTTGTCTGGTGTCACCTTTCTTCCCCTTACTAGAAGTAG
AATCATAGTCTGTGCTTTCAATCTGCTTTTCCTTCAAGTCAGCTTCAAAGCGAGCCAAGT
CCGTGTCCAGACGTCTGATGTGTTTGTCAACCATTTCATAGGTCTGCATAGCCAGCTGCA
CCTTATCATCCCCAAACTCTTTGCATTTACTGTAGGATTGCTGAATCTGCCTCAGTATGG
ATAACTTCTGCTCAGAGGAAAGAGTCCGCGCGTTGGCTGTGTATTCTTTAGCCAGAGAGT
CAATCTGTCCTTTTAGATCTTCTGTCCTCTGATCGAGATCTCTCATTAAATTGAAGTTTC
TCTGCAGCTCGAAGGGGAGATTTTCTATACTGTCCAAATAATGCTCCAAATACATCCCCG
CCGCCATCTTGCACAATGTAAACACAGCTTCCGACCCCGGCCATAATGCCCGGGT
>CL1224Contig1
GCTTTTCTGATGCTTTGATCTCCATAGCAACCATTTTATTTTTTGGTCGCCTGGGGGTGA
CGAACAGATCTGTGTCATTTTTAGAAGAATCAGAGGAGAAAAATTTGTGGATTTCCCTAG
CAACAGAGGTTTTTGTGAAAGTGAAAACTCAAGATAAGATGACGATGGCAGCCTCTTCCT
GAGGTCAAAGGTCAACTAAACCTTGCTTCTGGTTTTACTTGACCCACTGGCGCGTGTGAA
ATTCTGTGAAGATGCCTAGAGCAAAAGTTTTCTTTTCCCATATTGTGGAAAAATTGACAA
ATTTTACATTTTGTCACAAAATGGCCACCAAGCTGTAGGTCCTGTGGCCATCCCATAATA
TTTTGAATCTTCTTGAATATCCTCCACATGTTTTGGATTTTGAAAAATATATTTTGGGCC
CCAAAAGAGATTTTGGCCCACTTTATGTTTTTGACCCGTTGTCTCACCGTGAACCAAAAG
GAAGTAAATGAGAGGAAACCCTTTCAAAACAAAAGCGTTCTTTAAGCTCTGATGTTCTCC
ATCTCTAAGTTTAGGCGGCTGAACAGTAAAAAAACAAACAAGGATTTGACTTGAAACATC
TTTCTGAATGGAAGTAGATCAGATATGTAAACTTGAAGGGAGGGGGCTTCTGTCTGCGCA
GACGCTCTGCTGCAGGCGGCAAAGCATTCAGGGACTTAAAGAACTGCAGAGGGGAACACG
TTCAGAGAAATGTTTATTTATCAGGACTGAAAACCTTCTCCTTAAGTCTGGTCTGGATCC
AGACGTGCATGTTTGCTGGTAAACAGACATGATGTAACAGCTGGACTCTTCATCATCTTC
ATCATTGTTCCTTCAGGTCAGATTTCAAAATAAAAGGCAGAAGAATCAAAACATCCTGTG
CAAACGCGTACCACAAACTCGTCAGACAACGGTGGCGTCTCCAGACAACTCGTCCTGGAG
ACCAACTGTAGTGTTCTCCTCTCAGGCGACGCATAGGCCACGCCTCCAAACCGCAGACTG
ACCCAATCAGGTTTTACTCAAAAGAACAAAGTCTGTGTTTGGGAGCCAATCCCAGCAGCT
GAACGTAAAGGCGTCACTTCAGCGAGGTCACGGATGCCATGACCGCAGTTTAGCTGCCAG
TGGGGGGAGGGGGGGGTCTGGTCTGAAGCAGGTACAGCTCACCTGGATCTATGAGAGATC
CAATAAGCTGCTGCTGCTGCAGGTTTGAGCCAATCAGAGGAGACTTCCTGCTTTACATCA
AACAAAGCTGCACTTCAACACATTTACTAGAACGCTGATATCTGACCAAAACCGCGTCGG
ATCATCATCTCCACATTTCCTGAAGGACCCGAAGACGATGTGTGGACTTACAGAAACTCT
GATCACCAGGATCCATGAAGGGGAAGAAGAAACACGTTTTCAGATCCAGAATCTGTTCTG
CTTTAACAAACCGGACTCAATCCCAGTTTATCACCGAGACGACAGAAACCCTTCAGAATA
AAAGCATCTCAACTTGACACTGATGGTCTGTTATGAGACTTCCCTCTGCTCTAAGAAGGG
GGAGGGGGGGCAGCATCATCAGCAGGTTACCATGGTAACAGAGTTAAAAATCTACCTCAT
CTCAGGGTTGAGAAGGTCGGACTGACTCAAACCTCCGGATCGGAACAAACCGGGTCAGCT
GGTTCCGCCGGATTAACGGTTCCGTCCACGCAGAGATGAGGTACATCGTTTCTCTCAAGG
ACACGCCCCTCTGCCGCGGAACGCCGTGGTGGGCGGGCCCAGTGATTGAGCAGGTTGGAC
CTGTGCGGGTTTCCCGACAAAGCCCCGCCCCCAATAAAAAACCATTCCCTTTGAACCACC
AATAATGTCCAGACA
>CL1225Contig1
GNNGGNTTTAAAAAACNAAAAAAAAAGGAAACCCCAAAGNAATTNGNGNTNTCCNGNTGG
GNAGCNNGNTTTTANGCATTTGCCTTTTANTTCCCCCCGNTTNATATTTGNAGNNGGGGN
TTTTTTGTTTTTTTTTTTGGCGCGCATTCTACACTCAAAGTAGCACAAAGTTGGATGAGG
CGTCGGCTGTTTCACAAGTGTTTCTAGTGCTAAGGTTGCTCCTGCCGCTCATGCTTGTGC
TCTTTCCTCTCCTGATCCCACTCCCCCTTTGATCATTGCTTTTTGTATTTAAAAAAATGA
CAAAAAAAAAGCTGTGAATTAACATGCAAGTCGAGGAGGATCATCACTCAGCAGGGGTCC
ATGCAGGCAAAGAGCAATACCCTCTGGCATCTCACAACAAGTGTCTATTTGACTGGAACT
GTTGTACGAAAATAAAAACAAACTCAACTCCGCNNAAAAAAAAAAAAAAAAAAAAAAAAA
AAACCTT
>CL1226Contig1
GCTCGACACTCTGTTCCTGCTCACCCAGGTGTACCATTACCTGGAGACGACATCGAGCTG
GGACCTGTTTGGAGCCAATTCCCAGAAAAGCTCAGCTGATCTGAAACAGAAGATTCAGGA
CGGTCTGATTGATCTCAGTTCAATCAGGAATGGAGACTCCAGTTACAGCACATCAATAAA
AGCAGAACCGAGCACCTGGGTCACGGCGATGGTGGTGAAGGTTCTGGCTCTAGCAGATTC
TGTGATGTCGTTGGATCATCAGTCTCTCTCTGAGTCTGTAACATGGCTGATTTCCAAGAC
TCAGCAGGCGGACGGGTCTTTTTCTGAGTTATCCTCCTTCAAACCCAACAGAGCCATGGT
CGAGGGGGCTGATCCCATAGAAAAATCGGTGTATGTAACATCTATTGTGCTCATCGCCTT
GCAAAGAGCAAGCGAGATCAGAGATGAAAGACTGCAGCTTCCGATTTCATGTCAGCAGCA
GACGCTCATCTGCAGGATATCTCTCCCAGCATGCCAGAGATGTGAAGAGCGTGTACGTGC
GGGCCGTGGCGACCTACGCCCTGACCCTTCATGACCCCAACAGCATAGCGGTGTCTGAAC
TAATCAGCAGCCTTGAGAGCCTAGCTCGACAGAAAGGTAACCCTGTGGAACTCAGATATT
GGCAGGAGGCCGATGTGACGGCAGACTGGATAAAGCCTGACCAGTCCAGTGGTCAGACAG



TGGAGACAACATCATACGTTCTGCTGACTATGCTGCTAAAGGGGAGGATCCCTTATGCAA
ATCCAATTCTGTCGTGGCTGACTCAGGATCAGTACTACTGTGATGGCTTCTTCTCTTCAA
CGGACATGGTCTTGACTTTGGAGGCACTGACCGAGTACAAAAAGTTAATCCCACGAACTG
AACTCGATCAGCAAATCAACATCCGCTACAACAGAAAGGGAGAGGTGAAGAGAGTTGCCC
TTAAATCGCAGGCAACCTGTGGTTGCCCCCATAGAGATTTCCCTGACAGATGACATCACT
GTGTCCACGGGTTATGGGAAGGGAGTGTCTAATGTAAAGCTGAAGACGGTGTTCTACCAG
ACAACAGCCTCCCTACAGACCAGATGTAACTTTGAGCTCAACATTGAGATGTCCGGCTCC
AACCCCTCAGAAAGTTCTAGCACGGAGGCTCCTCACCTGGCCGCCTGTGTGAAGTATAAG
CCTCCTTTAAATGAGGTGTCGACTGCGTCTTCTCTGACGGTGCTGAAGATCCAGCTTCCA
ACAGGTGTGGAGCCGTATTTGGAAGACCTACGACAGTTCATGGACCCAGACAACCCCATC
ATATCCCACTATGAACTCCAGGGAAGCACAGTGGTCATCTTAATGGACACAGTTCCCTCA
GATATCTTCCTGTGCGTTGGGTTTCGGGTCAGAACCAGGTTTAAGGTGGTTGGCGCCAGC
GACTGCCTGTTCACTGTCAGTGAGCGACAGGACAGAGGCAGCTTGTGCACCAAAGAGTTC
TCCCCCCAGCACCAAATGCTTCAGCGCCTCTGCCTGGGCGAACAGTGCCAGTGCATGACG
GCTGCGTGTGCGGCCTACAGAGGAAACGTTGACCTCAGTCTGACATCAGTCCAACGGAGA
GAGGAGCTCTGCCAGCCGCACGTCAAATACGGCCTGATAGTGGCGGTGAGGTCATCGGCC
TCAGAAGGAGACTTTATGATCTACTCTGCCTCTGTGGTTGAAGTCCTCAAGAATACGGAA
AAAGATCTTGAGGCTTTAAATCCTAAATCTGAAGTGGAGCTAGTGAAGAAGGCGACATGC
ACCAGCATCAACCTTCAAGACAACAAACAGTATCTGGTATTTGGATCCAGAGGCTCAGAA
GTCCAAAATGGCAGACACTTCAAGTATCGCTTGGCCTTGGATTCGGAGGCACTGGTGGAG
CTCCTGTCGACAGACTGCAGCTCTGACTTGTGTCAGAAGCACCAAGCCCAGATGGAGGAT
TTTAGTGTTTACTTTATGCTGAATGAATGTATCTGAGCTTCAGTCTCGACTGATGTTTGT
CTGTGAAATTTCATTTCATAAAAATGTTAAAATAAAGATTTATAATCTGCCNNAAAAAAA
AAAAAAAAAAAAAANAAAA
>CL1227Contig1
TTTTTTTTTTGTTGTTGACATTTTTTACTTTCATTCAACATGTTACAAACAAATACATCA
ATCTAAATACAAAAGGGAAAGGAAATAAAAACCACTGTAGTAGAAACACAAAACTGTCGA
TTCCAGCTGCTCTCTCCGAGTAAGCTTCCAGGAAACACGGCTTCTGGTCCAAACGCTGGG
TTACCATGGAAACATCATCCAAACTCCCTCTTCACTCCTGAGCCTCCATGCTCTCGTCCT
CCCCCTCTCCCCCCTCCTCCAGAGCATCATCTTCCTCTTCTTTCCTCTCTGGAGGTTTCT
CGTAGGCCTTCTCAGATGGGGTCACAATCACACCGTCCCATGTGGACATCTCTGTTGCCA
GGTAGCTGGCGTCTCCGTCAAGGCCAAGAATCTTCCTGTATCCTCCATGGGAGAGCACCC
TGACCAGTGTCTGAGCTGTGAAACAAACCATGTCCTGCTGCTCCAAAGTCATCACTGTGT
GAACTCTAAAGTTCCCACTTTCACAAGGATCTGTGATGCCCACAGAGCCAGGCAGGAAAA
GCCCGGCAGCCAGCATCTGCAGGCAGCGCCTGTAGGCCACGTTCAGGGACAAAGGCTGCC
TGGAAGGATTGTTCATCACTGCGGAGTGGCCCAGCAGGTCAATAATCCAGGGGGTGAGGG
GTTCAAATCCAGGGAAGCGCAGTCGGAGATCTTTCAGGAGGCGAATCAGAACTTTGACCG
TCGACTGAGAAGCGTTCTCCTCAAACCAGCGGGCGTGGCGGATGGCAGCCAGAGCACTCT
GCAGCACTCGGATGTCCAGATGTAACTCTGGATCCAGTTTGCGCAGGTTGGGTGGAACGG
TGGTGATGAGAATCTTAACTGTAGCATCAGCCGAGCTTATTTCAAATCCGGTTTCATTGG
TCAGCATGGACAGAACTTCAGTAGGGTCCTGGGTGCGGAGAGTTTCCACAACCTTGTTGC
CAAGAGCAGCAACAGCCTCCAATGTTGGGAGGATCTTCAGGATGACTACAAGGTCTGCAA
CATTGTGCCCAGTAGTCATGGTTCCCTTCTTATAGGAACCCACCTGACGGACTTCTTCAA
TTTGCACTTCAAAGTTTCCAGGAGCAACAATAAGGTTGTCAATGACGTTGTTGATCTTTG
TGACCAACGACAAGATAGAGGACTGCTCTGCTGGCGTGGGGCTCAGGTCCTGGTTTCTCT
TCAGGAGACACTCGCTGAAGGTCGTCTCATCAGAAGCAGGCTTCACTCTGGGGAAGGCCA
TCTCGCACACGTAGAAGTCAAACGGGATGTGTGGGACAAACGGGCGGTACCCCTGGACCA
GGCCTCCGCGGGCTCCGAAGCGCCCTCCCCGGCCTCTTCCGCGGTCTCCTCTCATCGTGT
AAGACGTTTTGATTCCGAAAATATAAAACAAACGAGAAGAATTAAGATTTGCAGCTGCTG
CAATGAAGGCGCAGAACCGGACATAGACTGGGGCAGCGCTAG
>CL1228Contig1
GAGGCTTCATGATGCGCGCTACAGCGTAAGCTAACAAGATGGCAGAGTACTTAGCATCCA
TTTTTGGCACCGAGAAAGACAAAGTGAACTGCTCTTTTTATTTTAAGATTGGTGCCTGCC
GACATGGTGACCGCTGCTCCAGATTACACAACAAGCCGACGTTTAGCCAAACGGTTGCGA
TGCTCAACATTTACAGGAACCCTCAGAACACCGCCCAGTCCATGGAAGGTGTGACCTCTA
ACGTCAGTGACGTGGAGATGCAGGAACATTATGACGAGTTCTTTGAGGAGGTCTTCACAG
AAATGGAGGAAAAGTATGGCGAAGTGGAAGAAATGAACGTGTGCGACAACCTCGGGGACC
ATCTGGTTGGAAACGTTTACGTGAAGTTCCGCAAGGAGGAGGATGCAGAGAAGGCCATGC
TGGACCTGAACAACCGCTGGTTCAACGGGCAGCCCATCCACGCCGAGCTCTCCCCCGTCA
CAGACTTCAGAGAAGCCTGCTGTCACCAGTATGAGACGGGGGGTTGCACCCGCGGGGGTT
TCTGCAACTTCATGCATCTGAAGCCCATCTCACGTGACCTGAGGAGACAGCTGTACGGCC
ACCGCAGGAAGAGCCGCCAAAGACCCCGCTCAAGAGACAGGCAGTCCGGCTCCAGGGACA
GAGGTCGAAAGGCAGAACACGATCACAAGAGGCGGCGCTCCAGAGACCGGGAACGCTCCG
GGCGGTTCTGAGCCACAGCCCGGACCCCCCATCCTCCTCCCCCTTCTGAATACACACTTG



TCTTTTTTTAAAGTTGTCCTACAAGATCTGTTGTAGGAATGACTGAGATGTTTTAAAGCT
GGAGCTTTGTTATTTGGAAAATGACCATTAAATTTTAAATCCTTGCTTAACAAAACAGAT
TCTTTCCCCGGTGTATCTTAAACATACTGCTATATTTTATAGAAATTTTGTCAAAGGGCG
CTTTATTTTTTTAAATAAACATTTCAC
>CL1228Contig2
GAGGGAAGGCCATGCTGGACCTGAACAACCGCTGGTTCAACGGGCAGCCCATCCACGCCG
AGCTCTCCCCCGTCACAGACTTCAGAGAAGCCTGCTGTCACCAGTATGAGACGGGGGGTT
GCACCCGCGGGGGTTTCTGCAACTTCATGCATCTGAAGCCCATCTCACGTGACCTGAGGA
GACAGCTGTACGGCCACCGCAGGAAGAGGTCCGAACGTCGCCGGGACTCTCAGAAACTTG
AGCAAATGCAGCCGCCGCAGAAAAAAACGCTCCTCTATTCTGTCTCTGCAGCCGCCAAAG
ACCCCGCTCAAGAGACAGGCAGTCCGGCTCCAGGGACAGAGGTCGAAAGGCAGAACACGA
TCACAAGAGGCGGCGCTCCAGAGACCGGGAACGCTCCGGGCGGTTATGAGCCACAGCCCG
GACCCCCCATCCTCCTCCCCCTTCTGAATACACACTTGTCTTTTTTTAAAGTTGTCCTAC
AAGATCTGTTGTAGGAATGACTGAGATGTTTTAAAGCTGGAGCTTTGTTATTTGGAAAAT
GACCATTAAATTTTAAATCCTTGCTTAACAAAAAAAAAA
>CL1228Contig3
ATTTTCAATAACAAAGCTCCAGCTTTAAAACATCTCAGTCATTCCTACAACAGATCTTGT
AGGACAACTTTAAAAAAAGACAAGTGTGTATTCAGAAGGGGGAGGAGGATGGGGGGTCCG
GGCTGTGGCTCAGAACCGCCCGGAGCGTTCCCGGTCTCTGGAGCGCCGCCTCTTGTGATC
GTGTTCTGCCTTTCGACCTCTGTCCCTGGAGCCGGACTGCCTGTCTCTTGAGCGGGGTCT
TTGGCGGCTCTTCCTGCGGTGGCCGTACAGCTGTCTCCTCAGGTCACGTGAGATGGGCTT
CAGATGCATGAAGTTGCAGAAACCCCCGCGGGTGCAACCCCCCGTCTCATACTGGTGACA
GCAGGCTTCTCTGAAGTCTGTGACGGGGGAGAGCTCGGCGTGGATGGGCTGCCCGTTGAA
CCAGCGGTTGTTCAGGTCCAGCATGGCCTTCTCTGCATCCTCCTCCTTGCGGAACTTCAC
GTAAACGTTTCCAACCAGATGGTCCCCGAGGTTGTCGCACACGTTCATTTCTTCCACTTC
GCCATACTTTTCCTCCATTTCTGTGAAGACCTCCTCAAAGAACTCGTCATAATGTTCCTG
CATCTCCACGTCACTGACGTTAGTCGATTCAATTCTCTGTACGTCCATGGTTGAAATCTG
CCTTGGTGGTTGGATGTTTCCATCAGAAAGTGGTCTTTGCTACGCCTCGAAATGCAAGTT
TAAAATCGATGTCCTTGTGTCTGTATTTTACCAGGTCACACCTTCCATGGACTGGGCGGT
GTTCTGAGGGTTCCTGTAAATGTTGAGCATCGCAACCGTTTGGCTAAACGTCGGCTTGTT
GTGTAATCTGGAGCAGCGGTCACCATGTCGGCAGGCACCAATCTTAAAATAAAAAGAGCA
GTTCACTTTGTCTTTCTCGGTGCCAAAAATGGATGCTAAGTACTCTGCCATCTTGTTAGC
TTACGCTGTAGCGCGCATCATGAAGCACCTAGCCGTTCCATCTCCTTCATATAAAANACA
>CL1229Contig1
GTCACACAACCGGACTCGTTTCCTTGGGAACCAGCTTCATATCACTGATGTTTGTTTATT
AGAGATTCACAGACAGATAAAACTTTATTGATCCATGGTTCTGTTGGAGCCGACAGACTC
AGGGAGGACGACCGGATCCTTGAGGGAAATCTCAACAGAAATTGATTTTCCTGGAGACTC
GAGGACTCGCCGTGGGTTTACTTCCACTGGCCCTTCTCGTAATCCCACTTGGCGGCGAAG
CCCTGGACGGGATTGACCCTCATGTCCAGCATCCTCTTCAGCTGCATGGCCTGAGAGTCG
CCCTCAAACGTCTTGGGAAGCGGAGGGTAAACGTAGATTCTCTGCCACCAAACCACCAGG
CCGGTGAAGCCCAGGAAGAAGAAGATGCCGCCCAGGACGGTCTTCCACTCGGAAGTCTTC
TGCTTCATCTCAGGGTAGGTCTGGCAGAACATCAGGCGGTACAAGGCAATCTTCTCCTCT
TTGCTCAGCTGGGTCCACGGTCCTTTCTCCTTCTGCTTCAGGCTCTTGTCAGCGTCCGTC
AGCAGGTCTTTGTAGGGTTTGTCAGGCAGAGGGACGTCCGCGCGGTCATAATACATGGGC
CGGGACATGTCCACTGTCTCTGACACCTCATGACCCTGGCTCGCCATCCTGACGGCGCTG
CTGGTCACGGCCACAGAGGCGCGCCTGGCCAGGAGGCCTCTCATGTGGCCTGCAGCCTGA
CGCAGCATAGTTGTTGCAGGATTTGAAGATGCAGCGTTGAAATCTGGAGAAGACGAGTGT
TCGGGGCCTTCCACCCTGTTTCGTCTCTCCTCTTTCACCTCCTCACC
>CL1230Contig1
AATGTTTTAGTTGCGTAATCCTTTGACTTGCATCGTCCTGACCGATAAGGTGCAGCGTTT
ACCAGACTTCACGTCCGCCCAAAACCTGCAAATGTGGAGAATAAATACAGGGAACCCCCC
CCCCCTCGGGTGGNACGGGTGGCNACAGCGTGCANTTGATTATCGTGAGGAAAAACATGC
TTCAGTTTGTCTGGGGGAGGTCACTTATGCNCAACCTCGGTTCAGGAGGAGCTNAGGCCC
GAGTCGNACTCGGCGCTCCCGCAGGACGCGCAGGGCGCCGGCGGGCACGGGATGGANTAN
CAGGAGCAGGCGGAGCTCTTCAGGGTCTCCTCCGTGATCACCTCCTGCAGGGAGTGCTGC
TCCTCTACCTGGAAAATGTTTGGCTGCTCGGCTTGGACGTCACAAATGCTGTCATAAATN
ANCCCATCGATGCCCTGCTCCCTCAGCTTCCTCCTGGTCTTGNGGTCGTTGTTGTCGTCT
CCCCAGCTGAAAACCACCAGGCCTTTGGACTTGGCCTCTTCNATGTANTTGAGGTGCTTC
AGGAGCTCCTCGGTGTGAGCGCTGATGCCCAGGATGTTCTCGCTCTCTGCGAAGCTGATG
GCGATTTCAGTGTTCTGACAGCGAATGTCCATCAGCTCGGGGTATTTGTCTGAGATGCCC
TGAGTCAGGAAGAGGATGGGATACTTGTTCTGCTTGTGACGCACCATGGTGCAAATATCG
GGGTCAAAACAGGAGAAGATGATGCGTCTTTTTCCAGCTTTCTGCAGGACACAGGACAGG
ATCGTGTCCAGGAAGGAGTTCATGTTGAAGTAGGAGGAGAGGTTTCCGTCCCACGATCCG
TCCTTCATCTGACTGATCCATTTCAGCTCAATGTTGAAGCCCACGGTTTCCGGGACGGCT



TGGAAGATCTGAGACAGCGAAGGGAACGGCTGATGTTCATCTATTTCCTCCTCGTCCTCC
AGATCTTTGTGGTCACTTCCTGTCATTGCCGTCACATGAGCCAGCTTCAGAAGCTGCAGC
TGGTCAAACGTCAGATCTTTCACCGGGACCTCGATCAGCTCCAGCTCCTTGTCGTTTTTC
TTCTTCTTGGTGGAAATGCAGCAGGTCAGATCGTGGTACACGATGGGAACGCCGTCCTTG
GAGAGGTGGACATCAAACTCCACAAAGGCTGCACCGTGTTTGGCTGCGCTCATGAACGAG
GCGATTGTGTTCTCTCTGACTCTGTGGTGTTTTGCTGCGTGCGTGCTGCCTGCTCCTCTG
TGGCCCACATCCACCGCGCTCCTCTTCCTCCAGTACTTGGTGTATGAGGAGCTCATGTCA
CACTGCAGCCCCCGGATGGGTCGGATTACCAGGTAATCCACTCTTACTTTTC
>CL1231Contig1
AGCCGTTTATTTCTNATAGAAATCTGAGATTTTGGCTTCTTGGAGCCGCACATACTTCCT
GTTTGGAACGCCAGGGGGGAGGGGTCACTCAGTCCAGTTGTCATATACAGTCAATAGTTC
AGATCTATAAAATATATAAAGGCAGGATTTCTTAAAAGCCAGCAGGCTGCTGTTCCTCCA
GCCCTGAGTAAAGGGTTAGGAGACCGGTGGTGAGTCAGAGATGAGAAAGTAGAAGAACTT
CTAGAGCATTTCACCTCCTCACGCTTTTATTTTCTTAGAAAGAACTTTAACAAACTACTG
CAAGTATTATAGCAAACTGTTATTGCAACGTGATTCATGAAACAATACTGATGTTTACAG
AAACAGAAGTCCCTCTGAAGTCCTCGAGTCAGGAATAAACTTGACTGATCATTAGCTTTG
TGGTCGAGAGTCGACGGGATTTTCCTCCAGACGGTCATTGAAGCAAACGCTTGCAGGAGT
GTTGAATCCATAGTATTACAGCTGGCTAACACTTTGCAGATTAAAGGTAGTCTCAGTCTG
GCTCTTCAGCTCCAGTTTAAGGTGGACTGAAGTTCTCCAGAATCACAGAAGCAGTAAAAG
AGGATGTAAGTGTAGCAAAGACTTATTATTCTAGGCGGTTAGATTTGAAGACGTCACACT
AAATGGTTTACAGTCATATCAGACTCTGCCACGGCACCGATAAAGACCAAGGGGGCGTCT
CCTGGAGTTTCAGCTGGCCTCCTGCACCCCAGACGCAGGAAGTGACTCTGCCTCGGCACC
CGGCGGCTCTTCCGAAGAGCTCCTTCCATGTCTGCTCTGCAAAGAGCGTCCCAAAAACTG
CCAATACTCCTTACGGATGGTGTCCTTCTCCTGAGCCAGGAGCTCACAAATTTCTAAAGC
CTTGCTCAACGTTTCCTGCCGTTCTTGCTCCTCCGTATTCTTGGAGTTTTCTAGAGCGTC
TTCGTAGCAATCGAACAGGAAAGCAAGAAGGTAAGGAGAGCAGTGCGTCTCCTTCAGCTC
CAGGACCTTCTCCAGCAGACCCGGCTGAGATGACAGGCCGTGGTCTTGCAGAATTCCTTT
CAAGTAATTCCATGCGCTTTCATTGTGAGGAGCCTTCCTGATCTGCTGCAGACAATACTG
AATCTCTCGCTCCACCACAGCTGGATCGGAGTAGCCCGTCGTGTGAGAAATCACAAAATG
CCTTTGGTTCCACGCTGAATTATTCCTCACATCGTCCTCCAAAAGACTTTCCACAAACTC
CAGCTCGTTGTCCCACAGCTTGTACTCCTGGATGACCCACTGCCTGTGCTGCCAGGCGTG
GTAGTTCTTGGCATCCTGGCTGAGGATCTCAGCGATGAAGGCCAGCTCCTCTGTCGGGTC
ATTCAGCCACTCCACCACCATCCGCCTGTGATGCCAGACTTGGTAGTTTTTGGGCTGTTC
CTCAATAATATTAGTTATGTAAGTCATCTCTTTCCTCAGATCCTTCGACAGAGCCTGCAG
CAGAATTCGCCTGTAGTGCCAGACAGTGTAATTTGCAGCATTCAGATCGATGGCGTCTGC
TGTCAAAGCGAAAGCTCTTTCACTCCTTTCGTCTTTCTTTAGGAGGGCACGGAAATAATC
ATAAACATCTGAGAATTTTTTAGAATATGCGATCTTAACAACAGGGTTTGGTCCCTCATC
CTGGGGAACAGGTTCCAGGTCAGCCCACTCCTTTCTGTCACTGTAAAATAAATATTGACT
TGGCTCGACACCGTAATCGTCTCCGAAGCTTTCATCCGCCTCAGCATCCATTTCTTTATT
TTTATCTTCCACCTCCGGAGACTCGTTGGACGTTTTCTCGACACCCGACATTGCTAATTT
TCTAGGCTAAATACCAGCTTCCAACTCTCCCCGGCCATAATGCCCGGGTTTNAC
>CL1232Contig1
CGCTGGGCTAAAACAGGAAAAAGAAGGGAAGAAAAAAAAAAGAACAGTTCATGTTCATGT
TTACGGACTTTTACCAGGAAACGTTCAAACGTTGCGCCTGCAGCTCTCCCGATTTAGCTG
CTTCTCTCTCCACACCCGAGCGCGCTTCACAGAGAGCAGGTAGAGTCGGACAAGCAGAAC
TCTGCAGGGTCGGATGAGGCCGAACACGATGAACTGAAAGGACTTTGGGGAATGATCTGA
GAACAGATGAGGGTCTTTGTAGTGCCTGTCCAAGTTTATTCTAGAAAGTTTTGGACAATA
CACTTTGAGATTTCTCCTGGTTCTCTGTAGACGCTGGGTGTGTTTATGACTCGAGTACGT
ATTTACGAGCGTGTCTGTGTGTCAGGATGTACTGTATGCTGTTTTTGTTGATTTTTTTTT
TTACGAGGGCTGTGAGCCCAGCAGTCTCTCAATAGCGGCGTTGATGTCTCCTCCGGTGGC
GATGAGGGCCTGCAGGTTGGCTTCGCGGTTGATGAAGCCCATGGCGCTGAGCTGCTCCAG
CTGGGCCTGGAACCGGACTTCTGGGGTCTGAGTCGTAGCACTTCCTCCCCCGGCTCCCCC
GGCAAACATCTGGAGCATCTGTTGCATCAGCTGCTGCTGCTGCTGACTGGGGTTCGTTCC
TGCACTGCTGGGTGAAGGGGCGGGGTTCTCAGTGGGCACGCTCCCTCCTGTGGGAACGCC
AGGAATCCCGCCTGTCATCAAGCTGGGCATGAGGCCGGGAGCTTCTGTCTGCAGCGTCTG
TAGACCCTGTTGGATCTGCATGAGAGCCTGCATTGCCCGTGGGTTGGTCATAACAGAGAG
CGCCTCTGGGTTCTGCATCTGCTGCAGAAAGACGGGCAGCTGAGATCGGAACTGCTCCTG
CAGTTGGGGGTTTCCAGCAAACAGAGGATTATTCATCAAAACCTGGGATGCCAACTCTGG
GTTTTGGGCCAGTGACTGCATCATGCTGCGCATGTACGGAGCAGACAGCATGTTCTGCAT
CAGCTGGGGGTTTTCTGAGATCTGCTGTAATAGGCTCTGCATGCCAGGGCTGTTGAACAT
GCCGTTTCCCAGACTGCTAGCATTGATGCCCAAAGGATTAGACACACTTGGGTTGGTTCC
TCCCGTGGTGCTGGTGCTGCCCGTGGTGCCCCCTCCACTCTCAGGGGAGCTCGAAGCATT
CGGGGGTCCCCATGGATTGGGGAGGGGCTCTCGGTTCTCTGTCCTCGACGGCTGAGCACC
AGAGTCTGAGTTTCCGCCTAGAGCTGAAAACGGGTTGCTACCAAACTGTTCTCTTGCAGC



ACTAAACATCGGTTCTTGGATGTCTGTATACATCCTCCGCAAGGCATTGTAACCTCCTGG
GATGCTTTCCAAGTTACTCAAAGCGCGGTCCTGGTTTCGCATCATTTCCTGCATCATGGC
GGGGTTTCTGGCCAGCTCCATTGTCTGTCGCATTAGCTCTGGGTTGTTGAGCATGTGGGA
AATCTCAGGGTTGCGCTCCATCAGCTGCTGCATCTGAGGATTGGCCATGACAT
>CL1233Contig1
ATTTTAAAACGACCAAAAATCACCGTTTTCTTGGAGTGGGTCTTTTTAGGATGTTCACAG
CCAGAAGGTCCTTTAGATCCACCGTAAGACTGATCGCTTCGGAAGATGCTTCCTGTCCTC
ATCTAACCCTGGCCTTCAGTGACTCTGAAACTAACTGCTCTAAATTATTTTTGAAGTAAT
CAGCATTTCATAGAGGACGTCAGATTATGTATTTTGCGGCACCACTGGAAGAAAAATAGA
GATTTAGGATCAGACTATGTGACCCGGTTCATTAATGATGCTGTGGTTGTGACTGTGATG
TGGTCCCATGTCTGAAGAGCTCCTGTTCATTAACCAGTGTGTTCAAGCAGACCTGCTGTC
CTCATGGGGGTGTTATCCACACTCATCAGAGGTCTGGTTCGAGGTGCGGACAGGATGTCC
GAGTTCACCAGCAAGCGTGGATCCAGGACCCACAACAAAGGGAGGGGCGCACGGCCTGCG
GGACTGCGGCTCTCCAGCGGGAAGTTTGTGGCGGTGCGGGCCATGATACCAGAGTTTGTG
GTGCCCAGTTTGGAAGGCTTCAAGCTCAGGCCGTACGTGTCGTATCGCTCCTCGGAGGGA
ACTGAGCCTCCGGTCACAGCGCAGAGTTTATTTGATGACGCTGTTGCTCCTCAGATCAGG
AAAGACTTTGAAGAAGGCTCCTTCAACCCAGAGCAGCTGCAGAAGTATGGCTTTGAGCCC
ACACAGAAAGGGAAGCTCATCAAGCTGTATCCTAAGAACTTTGTGCGCTAGCGGCTTCCT
CCTGTGCACAGCTCCTGCAGAGGGAACCAACTCTGTTCTGAGAGCTGGTTTATGTCAAAT
GAACAAACTGACCTTCTGCTTTTGCTTTCACATGTCCCGTTAATACAGAACATTTTACAA
AAACCACAGTTGTTTGCTGAAATAAAGATTGACTGACTGCTCAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAA
>CL1234Contig1
CAAGAGCAAGAATGAAAGCAAAGCAGTTAAAAAANAGGAAGAAATGAAGAAAAAAGTGAT
GTTAATTGTGGGAAAAAGTTCATTTTAGTTCACTCACTACCTCGCACATAAAAAAGAAGT
CTTGACGATGTATATGCATTCAAACATGTGCACAAACATGCATCCTTAATTGCCAGTTTT
ATGCTGCCATGGTTAGGAACGACGTATTTTGTCATCTCGGACAAAACCACTGCGACCCCC
TCCTGTTTTTCAAGGTGTGTTGCTGCCACTTGAGACCTCATTTGGAATACAGCTCCATCC
GAGACACTTCCTGAGTCTTCCTTTTTATACGCATTAAAAACAATGTTTCCAATGATAACA
GCAAGAATATTACTGAGGATTCATACAATTCAGATACTTGGATACAGTTAGAGTTACGCC
TCCATTCCATTTTGTGGAGACTCATCCTTTGGAGCTCTGAGAACACGTGGCCGAGTAAGA
CTTCAGAGGGACAGCCTGGACCTGCTGACTTCTGCTAACTTTTGTCTTCACGATGTTTAC
TGGAGTTTAGGTTTGGCACCACCGGGAGTTGGATCAGGAGGTGGGCCCCCACCCTGGGCG
AGTCTTTGTAAAGTGTCCTTGATGCTATCTAACTTAGCCTGGATTTTTGCAACAAAGCTG
TCCACCTCCTCCTGACGCCTCTTATAGAAAAGTGGCAGAGAGAAAACAGCAATCACACTG
ATGATCAGCAGGGTCAGGCCGTTGCACAGGTCCCCCAGGTAGGTCACCAGGTACAACAGA
AACAGGAACTTCAGGGAATCGAAAAGGTTTCCAACAAAAAAGAGTTTCTTCAGGGCGTCA
ACAGCAGACAGAGTCGACACTATGACTTTCTGCATGTAGAGGTCAGCCTGCTCCCCACTG
AAACTGATATCCAGATCCAGGTATGACTTGAAAGGATGCTCTCCATCTCCCCAGCTGAGG
ACGTAGAGGAACTGGTAATAGGTGCGCACAGATATGGTGAAGCACATGACAGCCAGGGAG
ACAGTGGAGACCACAGTGATGATGCTGAGCTGGAACAGGGACAGCAAGCCCACCACTAAC
CCCGTGAGCACCATGCCGCTTCGCTCCATATCCTTCCAGTAGATCAGGTCCATCACTTTA
CTGGCCATTTTAGTGTGTGCTCCAGTGTCTCACTCCACCTGTCCCTCACTGTGTCCCCAC
TGTGCTCCCCTCACGTGTCTCCCCGGCCATA
>CL1235Contig1
GCGTTCCTTTGGCACTTGCTCCTNTGCGTTCACCTGTACGTACGGGTTAGTGCTGCTGTT
GGCGGGGGCGGGGTCTGAGCACACGACCGCGCTCAGAAGAAAAAGAAGAGCGACAAAAAC
CCAGAAGTCCAGAGTGGTCCAGCTAGAAAACGAGCAGAGGGGCGGGTTTGTTGCAGGGGC
GGGGATAGAGTCCAGTCGGCAGGCTGTCCAAGGGGGTGGGGTAGGGGTGGTGGGGGTGTG
GCCTGCTGGAACTGGAGGTGGTGATGTCATCATCGCGCTCACACAGACACTCATCTCACT
GCAGCCGGCGGCGCTCCAACACGCTCGTCCGGCGCCGTTTATCCTTAAGCTTCTCTGATG
TCACGAATGCCCCCCATCAGGCCTGGCTCTTCAGCTTGCGCAGCTCCTTGGTGGCCCAGG
TGGCCAGCATCTTGGTCTTGTTGGTTTTGGAGCGCCGGCCCTCCGTCAGCAGGTCGTTGA
TGAGCGGGCGCACCTCCACCAGCTTCATCACGTCTTTTCCAAACGCCGTGCACAGGTCGC
CGATCAGGCCGGCAGCATTGGCCACCACTCCGTCAGAGTGATCCTCATCCTCGGCGATGT
GGTGGATGAAGGACAGGATGAACTCCACCCGGGGCTGCACCAGCATGACGTCCGGGTGCA
CGTTCTCCTGGTCGCCCTTCAGGCCCTGGATGATGCCGGTGTAGGCCTCCAGGCAGCCCT
CCCTCAGCTCGTTCAGGTAGTCCACCATGTCGTAGTCCGTCTTGTCCACCTGCGCCTGCG
AGGCCTGCTTCCTCGTGCCG
>CL1235Contig2
TGAGTGTCTGTGTGAGCGCGATGATGACATCACCACCTCCAGTTCCAGCAGGCCACACCC
CCACCACCCCTCCCCCTCCCCCTCGGACAGCCTGCCGACTGGACTCTATCCCCGCCCCTG
CAACAAACCCGCCCCTCTGCTCGTTTTCTAGCTGGACCCCATATGACATCATGATGATGT
CACCGGCCCACTGCTCCCAGCAGCAGGGTGGGGGGGGTGGGGGGCTGGACCACTCTGGAC



TTCTGGGTTTTTGTCGCTCTTCTTTTTCTTCTTCTGAGCGCGGTCGTGTGCTCAGACCCC
GCCCCCGCCAACAGCAGCACTAACCCGTACAGGTGAACGCAGAGGAGCAAGTGCCAAAGG
AACGCGGCGGCGGTGGCGGCCGGACTGGAGCTTCAGCCCCGCCCCTGCTGCTCGTGGGAG
CAGTCCCTCAGCGTTTGTGCGCGTTGACACGATTTCAGAGAATTGAAGACGTTTGTAAAG
GTTCTATTTTTCCATTGCTGTTAAAAATAAAATGTTATCAAACATTCCCGAGCAGTGCTG
TGATTCTGGCTTCCTGCGGTCCACGCCCCCCCCACTGGACTTTGGAAGCTGGACTCCGGA
CGCCCTAAGGACTTTTTTTAGTCTACTGTTGGGGGGCCGTTGCGGTCTGGGTAGAGCTGT
CTGGATCCTGTGGTTTTACCATCAGTGTTCAAGCTGCACTTGTGTGGGCTTTTATTTTGA
AAAGATGCTGCAGCTGTAGGGAGAATGCACTTCCTGTGTACGTGAACCACATGCTGGATT
GTTGCATTGTGAATCACTTGAAGCCAGTCTTCTTTTCAACTTTAGT
>CL1236Contig1
TTTTTTTTTTGCATGTCAAAGCTTTATTTCAAAAGCCACAGCACAAAATACAGTCAAAAA
TACAGCAAGTGTCCAAAATTTCGACACTGGTATTGTGACATCATGATTCAAAACAGCCTT
AGAAGTATTAAAACTTTTTTTTTAAACTACAACCTTTTCAGATTGCGTACAATCATCCTT
TTTCACTTGGAAAAACAAAATTGAAGAACCATACCAATTAAACAGAAAAAAATGGCACTA
CGTTTCCATGGCAGGTAAACAGTTATAACCATCCCACAGAATAAACACTACAATGAACAA
TGTGATCGTTTTTGGGTTGCTGATCATTCACCTACAAATTCAATGTCCAAAATGCAAGAG
GGCGTATGTGAACTATAAATGTCCTCTTACCTTTAGTTAAACATGTGACGTGCACAACAA
TCTCTCCTTATTGAAGTTTTGTCTTTAAGTTTTGGGCTTTTCTCGAGAGTTCAGTCGGAT
CCAATTCCATGACCACCTTTTGAATCACCTCAAAAGTGTAGGGGAGCTGTGCCAGGTAAC
TCATGTTGAAGCAGTAAAAAAGTCCAAACAGCATGGCTGTTGCAAGGGCCACATTATCCA
GGTCCTGAAGTATCACCACACCTTCGATGATGATGCCAACATCAGGAAAGTCCTTGCCTG
GTGTCTCCCTGGCAACATAGACTCCCACTGTTGTTTTCTCAATGGCACTGAGAGTGGAGA
CATCAGTCATGTCCATGTACTCGTGCACCAAGATGTCAGGATTCTCCTTCAAATAGAGGC
AAAGTCCTTTTTAATGAGGGACTCCCTTCTAGCATCCACGTCATCCATCATCATGTCTGT
CATGTCTTTCAACATTTTGCCCTGCTTCCCCGATGGCTTTGCAAACACTCTCAGCAGACT
TTCAGACAGAAAGTCAAGCTGCGACAGAAACCTTGACTGTAGAGGCATGGTTGTAATGCG
CTTGAACTCTGCGTTTATTTTGAAAAACTGAAGGGCAGGCCTTGCATTGCCACATTCACT
CTGTCACTGGAACACTAGTAGCACTGTTCACACAAATACTTGAGCCCACGACTTTTCAGC
TGACTCCAGGTGAATAGATGACTTGAGTTTGTCAATCGGGAAAGTTGTGGTGTGACGTGT
CGTACCACGAGGAATTGGATTTGACTGAGATGGCT
>CL1237Contig1
TTTTTTTTTTGCACTGAACAACAACAATCCTTTAAAATGAGCACAGAATATACAGAATAT
ACAAAAAAAAAGGTTTTTAATGAAATCAGACACAATTAAAAACAGGAGGTTATAAGATGC
AACTAGAAATATTCTTTGCAAAAACTGAATGCGTGTTGAAGTCCATGTTTTGGGTGGAGG
TTTTTCCCAGCGTTTACTCTGTCCAGCGGTGTCCACAGTGAGGGGCTGTGCAGACATAGT
ACAATCGCATCGCATCCTCAGCCTTCATACTGTGTGACTGGAAGAACACCGCCTCCTTGT
GGCCACATTTCGGACAGGGATGATCCTCTGTTCTCGGCAGCGTTGGATCCTGAGCAACAT
CAGCAATGATTTGCGTCAGTTCATCAACCTCATGGGTGATCTTGTTCACATAGATGCAGC
TGTTGTCTGCCTCTTGCTGGTAGTCGCAGTTCCTGCAAGCATACAGTAGGATGCGGTTCT
CCTTATCTTCTTTTGGATATAACATGTTATTACATTCCTGACAGAATCGTATCCCAACAA
ATCCAGGCTCATATGCACCGCCGTCGATATCCATTAAAAATGTATTTATTGAAAGAAAAG
CACGTTAGTTACAGCAACAGCAGTCTGTTAGCTAGTAAGCCTTCGGGTCCCCGGCCATAA
TGNCCGGGTTT
>CL1238Contig1
CTCGAAACGGAGACGTCTGCGAACAACACCGCATCCGCACAAGAGCCCCAAAGCCCCGCT
GGAAACGAGGGGGAGAAGGCGGAGGCCAAGGCGGAGGCCAAGGTGGAGGCCAAGACACAG
CAGAAGGCAGAGGCCACGGCCGAAGCCAAGGTAAACGCAGAACCAAAGGTCGACGTGAAG
GTGGAGGTGAAAGCAGAGGGGGAAGCCAAGCTGGAGGCCAAGGTGGAGGCAGCTGCAGCT
GCAACTACAGCAACAAAAGTGGAGGAGAAAAAAGCAGAAGAAACAGCAAAGGTGGAGCCG
GCGGCAGAGGAGAAACCTGCTTCTGCTGAGAAGGACGTGGAGAAGAAGACGGGCGAAGCG
GCGGCTTCATAGGGACAATCCACTACTCTGCCTCAGAATCACAGCACACAGCTCAAATTT
ACAGAAACGGGACACTGACGCCAAAACAAGCCGCTGTTTTTTCATGAAATGCTCAAAACC
CAAATTCTTCTCTTTCAAACTCGGGATAAACCTTTCCCTAAATATGATTCTGTACGTGAA
AGCATGGCTCTGTGTACATCCCACTGTTCCCATTGACCTCAATGTGATGCGGCTGTGCGA
CAGCGTGCAGACGTGCACTCCCTGTGTTCTTCCTGACAAAAGCACGTTTGACTGAACTGT
CAAAGCCAGAAATGCAGCACAGAGCTTCCATCCTTCCTCAGCACTCACCATCGAGCTCCT
CAGCGGAATAATTGGACATTTTGGCCTCTCATAAAGCTGGAAACTAACTTTTTCTACTTC
CTGATAGTTGATTAAACTCTTAAACACTTTTTAATGCCTGAAGATCTCATTTAACTGGAG
CCAAATGTCCACAAATTCCTTAATTCCATGCATCCCAACCGCACTAACATCTCCTGACCA
GCAGCTGTGGATCATTTAGCATCCAAATAAAAGGTTTTCTTGCTAAAGCTCTGCGTCACT
CAGACCCCCTCACTTCTCCTCCTCTGTCATCTTCCCTCACTCTCAGTGTCAGCAGCTGGC
GGCTCACCTGTGACCTTCAGGTCGATAGTGAAGGTTCAGGGATGGAATCTATACCCAACC
AGCTTTCCAGCCAAAAACCCGGAGCACAGCTTTGTTCTGAAGGGTGTTCCCCCAAATAGA



TCAGACAGGAAGGGGGAGAAAAGACACATTCTAGTGGAAAGCGTTCTGTCTCTTTGCATG
CTGTTGGGTTTTCCCTGCAGAACCTGCAGCCATAGAGCCGCATCTCAAGTGACTTTCTGG
CAGCTCTGGATAGAAGGAGAAGAGCAGAAACCTGACCTCCTTATTTTTTTTAAAGCTGTT
CTTCAAATTCTCCTCAGCTGTTCAGGCTTTTATTTGAGGGGGGCCACACCCTTCCCCAGT
CTGAACAAAGAGCTCACCTGCAACTGGATGCTTGGGCTTTAGGGATTTGGGAATGACTGG
ATTTTCAGAGCAACACACCCTGAGACACAAAGAATGACACAGAAGTGATCCTGAAAAAAG
GCTGTAGCCGCAGGGAAAAGCTCCAAAACATTTAGTCTCTTCATATATTTACCTTATAAA
CCTGTAATTGTTTGAACCACTATAGAGATCAGTTCAAAATGTAACTTCTGTACAACATAA
CCACCTTTTAAGTGTATGTAATCTCCATAAGAGTCGCTGCTGCTTGTCAGGAATCTGCAG
ACGTTTCAGACACAAAGTCTCGCAGCTTGCACAACGCCGGAGCACCTGAAACTCTAAATA
AGCAAGACAAATAGGGTGGGTCATGTGACCACTATGCTTACCTGTGACACACCTTTCTGT
AAATACTCTGTCTCCCTCTACTCAGCCTTTTCCACCCGCCGTGCCTCATGCAGCAGCTTC
TACTAACACCCCCAGCTTCCCAGACGATATTGTTTTTATGAATGAAATATCTAATTTTAT
AGTCATGCTTGGTACTTCCTGTGAACTACACACACCTGAGCCTCTTGCACCGATGGCATG
TGTGGCAGCATGTCCAGCAGATCGGGTACAGCCTAAAAATGGACCAAATGCATCCAAACT
GGTGTGTCAGATCTTTATTTAGGACGTGCTGACTAAACGAATCCAGTGTCTTTACTGTGA
CGTCACGGTGTTCAAACTCCCCAGAATGTTATTCTAGAAAAACATCTGCAGCTGAACATT
TGACACCAGATATTCCAGAGAACGGAGGACGAGGTGGAACACGGATGAGACCTCAACATG
GCTGCGTGTGGATGTGAGACTCGCAGGACAGTCATTCATTCCCAGGATGCTGTTGTCATT
CTGTCGTCATGGTAACGTCTGCTGAGCTCGTTCTCCGTATGCTGTATCCATGTTAATCCT
TGTAT
>CL1239Contig1
TCCTCCAGCACCGACGTGCCCTCGCTGGCACTGCTGTAGTGACTCAGAATATCCGATGCC
AGCTCATCGTCACTGGCAGCAGATTCTCCCTTCATCCCATTTTTAACACCCGGCTTACTA
GAGCCACGTTTCCCTTTTTTACTCCGCGGCATCTCGAGCAGCTTTCAGACCCGCCAGGTC
ACAGCGGAGCTAGCTATGGTGTAGCAAGCTAGCTAGCTTGTTTCAGTCAGCAACAGTTGA
AAGAGAGGCAACAGGTTTACGATAAAATGACCCCACCCTGTCTAACTCGTTAGGTGGAAG
AATGTATTTAAAATTAAAAATGCTCCTCTTCCTCCGGGGACACTCCGGTTACTGTTAGCT
AGCGTCCCTATGAGCACGTTTTGCAACTCTCGTCTTCTTTCAATCAGTCCAACAAAGGGA
GCCCAGAGGCGGAAAAGTCTTACAGCTTCAATCGTTTTCTCCCAATATTATCTATGATTG
TCTCCGGGTAATCTATACCTGACACTAAGCTGAGATGTTAAAGTATGTTTCGAAGTGTTT
AGGACGGAGGTTTTGAGCACGCTCNTTTAGCCAGGTCCACCATCTT
>CL1239Contig2
ACCGACCGNTAAACCCGGGCATTATGGCCGGGGATTAGTTATCGAGGGGAAGATGGTGGA
CCTGGCGAAAGGAGCGTGCTCAAAACTCCGTCATAAACACTTGCGAAACATACTTAACAT
CTCAGCTTAGTGTCAGGTATAGATTACCCGGAGACAATCATAGATAATATTGGGAGAAAA
CGATTGAAACGTAAGACTTTTCCGCATCTCTGGGCTCCCTATTGTTGGACTGAAAGAAGA
CGAGAGTTGCAAAACGTGCTCATAGGGACGCTAGCTAACAGTAACCGGAGGAAGAGGAGG
ATTTTTATTTTTAAATACATTCTAATCCACCTAACGAGTTAGATAGGGTGGGTCATTTTA
TCGTAAACCTGTTGCCTCTCTTCCAACTGTTGAATCTGCTGACTGAAACAAGCTAGTTAG
CTTGCTACACCATAGCTAGCTCCGCTGTGACCTGGCGGGTCACTCTGAAAGCTGCTCGAG
ATGCCGCGGAGTAAAAAAGGGAAACGTGGCTCCAGTAAGCCGGGTGTTAAAAATGGGATG
AAGGGAGAATCTGCTGCCAGTGACGATGAGCTGGCATCGGATATTCTGAGTCACTACAGC
AGTGCCAGCGAGGGCACATCGGTGCTGGAGGAGGGTTTAGGAGGTGAGCAAGTGGATGAG
CAGTCAGCCCAGGAGGAGACGGAAGACAAGCTCAAACAGTGTATAGATAACTTAACGGAC
AAGAGCACCAAAACACGTCTGGCTGCCCTCGAGTCTCTGCGACAGGCCTTTTCTTCCAGA
GTGCTCTACGACTTCCTGACAGAGAGACGTCTTACTGTGAGCGACTGCCTGGAAAGAAGT
CTTAAAAAAGGCAGCAGTGAGGAGCAGGCATCAGCAGCCACACTCTTCATCCTGCTTTGT
ATTCAGTTAGGAGGCGGGGATGAGGCAGAGGAGGGCTTCAAGATGCTCCGCCCTATCCTT
ACCACCATCCTGATGGACAACAGTGCCAGTATGGCGGCTCGCCAGAGTTGTGCTCGGGCT
TTGGGGATGTGCTGTTACGTCTCAACTGCTGAGGAAGGAGAGGATTTGTGCAAGTCTTTG
TCTCTCCTGGAGGGCATCTTCATGTCTTCCTACCCAAACAGAGAAGGAACGCTGCCCACA
CCCAAACCTGGAAGTTCAGGCCTCCACACTGCAGCCATCCAGGCCTGGTCGCTGCTCGTC
ACCCTCTGTCCAGCCTCCAAACTGTCTGCGCTGCTCGACTTTCACCTCCCAAAGCTGAAG
GCTTGTCTTCAGAGCAGTGATGTCAACTACAGGATTGCCGTGGGAGAAGCCATCGCTCTG
CTGGTGGAGTTGGGGCGAGACATCGATGAGGAGTTTGAGGTGGAGGACAGTGAAGGTCTG
TGTGAAGGTCTGAAGAGTTTAGCTACAGATGGAAACAAACACAGAGCCAAGAACGACAGG
AGGAAACAGCGCTCCATCTTCAGGGAGGTGCTGCACTACATAGAGAATGAGGATTTCACA
GAGGAGAAGATCAGGTTTGGGGTAGAGAGTGTTTACATCGACAGCTGGATGAGGAGAAGA
ATCTATGATGCCTTCAAGGAGATCCTAGAATCTGGAGTCAGGCATCATCTACAGTTCAAC
CCACTACTACGAGACATCTTTGGCCTCGGACCCCCCCTTATACTTGACGCCACCATCAAA
GCCAACAAGATCTCACGGTTTGAGAAGCATCTTTTCAACGCCGCCGCCTTTAAAGCCAGA
ACCAAACAGAGGAACAAAGTCAGAGACAAGCGAGCCGACGTCATGTGATGAAGATGAAGG
ACAGTGGAGGGACTCTTTGGGTTGTTCTGAGATGGATCCATCATGATGCCTTCTTCTCTT



AACTGTATCAGATGCACAGACTCACCAAAAAAAAAAAAAAAAGTTTTATACTTTCCTCTT
GTGCTCTTAAATTTAAAAATGCTGATT
>CL1240Contig1
TTACAGTTTCTCTAATCTATTTTGCTAACATGGGCTATTATTTCATAGAAAGCAGAGGAA
AAAAAGAAGTCAGTATCTGGATGTTATTTATGAAGAAAAAAAAAATGAAGCAACATATTT
ATGAGTGACCTCAAGACGTTTTGTTTTTTAATTCAAATGACAAGAAGTTAATATATTTCT
AAAAAAACAGGAAGTCAGTTTCTACTAAAATAAGAAGTTTTATTTATGAAAGTTATGGAA
ACTTTTTTCCAAGCGAGTCTCTTATAGCTGAAAATTTTAACTTCAGACGTGCGCCGCTCT
CAACATCACGTGCGTCCAGCGCAATAGTGACAGAAAATAATAGACTATTTTTTAGGATTT
GGAGATATTTTAGTCACAGAGTTTGGATTTTGTGCCTCAATTCTCTATTTTTCTTGCATC
AGCATGCTTTTTCAATGCTGCTTGCTGTAAAGCCCCCTCGTCCCCCTCGTTAACCGACCG
ACTGACTGACTGAAACTCATCGCTCATTTCCTCTGTAATCTAAACTCGCTTTTTCTTCTA
GAAATGTTAGAGAACTGCTTGGGATGGATGAGGCGGCCGCGGCCGTCCGGCCGTTAGGGC
TGCACATCATTCTCTGAACACTCACTCCACCTCTACATCCGCCATCGATCTGCCGATCGG
TGAGTGCCGTAACGCCTGATCGATGGTTCCGCTCCTCCCCGGTGCGGGAGCAAGGCGGCA
GCGCTGTAGATCTATGTAACTAGACGCACACACAGACAAGACACACACAGCAGATTCATT
ACCGTGGTAGTTTGCATGTATGTTGTATGGTCACTTAGACCGGAGAGGCGGGGCTGGTGA
GGCCCGGTCCGCCTCTCCGCTGTAGATTTTCATAGTTGGGAGTCTCTAGAGTTTGAGCCA
GACCACCTCAGCCCCGCGCAGAGGCCCGACCCGCCGGTGCCGTTTAAGCAGGGAGCCGGT
TCGGCTCTGGCGGCGCTGGTTCTTCCTGAGAGGCCGATACAGTCCGACAGTTTGTCTTTT
GGTAGCGTTTCCAATTTTTCCGGCACAGTGGAGGTGTTTCATACCGGTCTGAAGATAGTA
CTAGTAGTGCGTTAGTTTCTGGTTTCTCTGTGAGCAGTGAAGGAGGGTCGCTGCTGCGGC
CCCGAGCCAACACTCCGATGGACGGGCAAACAGCTCGACAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAACAT
>CL1241Contig1
TGTTTTTCTTTTTTGGCACTGAGCTAAACATGGCAATTAAGTTGATAAATTTCTCATTTT
TAGCTAAAAGAAGAATGGAGATTGGAGCAGCACTGAGTCACTTTTAAATAATCAAAACAG
CTTAATTGTACATCTACACAGCCCTCCAAATGTCCGTAAAGTCTGGAATTTCACATTAGT
TCTTCAAATTGTGCTCAGCAGGTTGACATTTGTTTTCCCCTTTTTACTGGGTTAAACCTA
AGACTTTCTTTTGTTCTTGTAAAAACACAGAACTGCAGTAGCTTCTTAATAAACATTTGA
AAAGTAGAAGAATACAGAATTCAAGGAAAGATTCCAAACTATCACCTATGTTGCACAAAA
TGACAAAGTTCAGTTCTCTTTCTAAACTAAAATAAAAACATTCTCAAAGTGGAATTTTGG
AATATATTATTTCATACAAGTGCAGAAACAAAATACTTAAATTAAAGAACAATCCAGTGA
TTTTGAAGCTTTTTAGTGCTGGTATTTCAGTCACATCTTTTTTGAGTCCATTCGACACAT
TTTCCCTCACAGAGAGAAGGGAAAAGACCCAGAATGAGGTTAAAAAAGATCAGAAAGGAA
CTCACGGTACTGCAAAAAGAAGATGCTCACGTTTTTACATAAACTATTTCATATTACTAA
GCTTGGAAGAAGAAACGCCTGGCAACTGTCTAAGCAGGCAAGCTGAAATGAAACCAGTGT
ACCACTTGTGAGGTAAATTTCTAAATAGAGCAATAAGCAAACTGCCCAATATTTACTAGT
TATTAAAAAGTTAACAGATGATCTTCAAACTCAAGCATTCATTTTTACTTTTAAAGTGCG
CAAAAATGGTTTTAATTTTTCGACAAATGAGATTAGTTTATATTCCAGCCAAAAGCCCAT
TACATTCAAGTCTGTTAGAAGTTCATGCTAATATGTTTCTTGTTGTCAAAATACTGATCC
AGAGGATGCTGTGCTGGTTTGTGATAGTGCCGCTGGTCTGAGCTCAAGGAGGTAATTTAC
TCTAAACCGGGTTTTAAGCTCAGCCTGACAGTTTAACTTAGCAATTTGTGGCGATCGAAA
ACGGTCTTTCGCTGCTCCTGGACCTGTTTCTTCCAGCGCTGCTGTGCTCCCTCAACCCGC
TCCAGCACCGTGTTTCCTCTGGCCTGCCCGCTGTCTGCCTGCGGACGCATCTCCTCACTG
TCTTCCTCGTTGTGCAGAGGCTGAGTGTAGGGGTCATGTTTCCGGATGAGAGGATCAACA
AGGAGCAGGAACAGCATGTAGAGCAGCAATGCACCCACAACCGATAGGTAAATGATGATG
GTTACCTTGATGGTGTTGCTACTTCGCTCCTCATACTTGCACTCACACAGCAGACAGTAA
GCTTCTACATCATATCCAGGAACTGGCATCGGCTCAACAACATGGAGGCAGGTACAATCT
TTCTGGGTAACATTCCTGTTATAAATGTTGCCACTGATGTTTCTGTATGGTGGACAGATG
CACTTGCAGCGAACATCTTCAAAGTTCTTAGCGTCTGCAACAGCACCAGCATCCAGAAGA
AACACAGTCACGACTGTTGCAGCTAAGAAGCTCAAAGGTCCGTATTTGTCAAACATCTCC
CTGCTGGATCGGAAAGTTCTCCACTGACGCCGTGTTCACAGCTCGTCAGCAGCGTATTCG
TGTTGTGCATTCAGGACGCAGCTCTAGCACGAATCGCAGAGCCCCGGCCATAATGCCCGG
GTTTAACGGCCGATACCT
>CL1242Contig1
CATTTATTAGAGCAAATTCAATAATAAACTTTATGAAAAAGAGCTACAACATGAACACTT
GGCTTACCAACAGCTGTTGATATATTTATATGTATGTACATTTTACCTTGTATTGGCATG
CTACAAGGGCCCCTTAAGTATTAAACAAAAAGCCAGTGGACAGAAATGCATTCAAGAACT
TCAGTTCCATCTCGCACTTGACCAGGAAAGAAAAAGGCAGGTTTCTACACACACAAATAA
AGTCATTAGAAAGACGAACATGTTTAGGTTTGTCTGTACATGGTAGTTTCTCTGGATCCA
ATTCAAGATAACACAGACAGGAATGCATCCCGTCTTACTTTGCAACTTTAAAAAACTGCA
CGGGTCTGAACCCCGAGCGCAGAGATGACCCATCGGCAGGTAAACAAGACTAATATTCAG
GACCTTAGTTTGAAAAGATTATGGTATGCAATCCACTAAAAAAAAATGCTACAACATACT



CCTACGCATCAGAGGTCGTCTTCTGCCACAAACCAGTGTTAGAATCGACCTCGACAAATT
CAACTGATGAAATGTACAACATCTAAACCCTTCATGATCGCCTCGGCGTATAAAAGACGC
CTAAATTTTAGAGACAACAGCTCTGACGCTGATTCCAGCTGCGGGCCAAAACGAATAAGA
GCTTAAACACGTTTCTCTGAAAAGCGGTGGAGCGGATGCACGGACATTTGATGTAAACCA
ATTTATTGCAGAGCAGGTATTAGATCATCCAAACACTCTCCGAGAGCTCAACTGTGTTCG
TGTCCTGGGACTGAAAGCAGGGGAATGAGAACTAAAGTCCAAAGGTGAAGCAGAAGTCCT
TCTCCGGGCTTTTAGACACGCAGGATCTCCAGGCAGTTGTTGTAGCAGATGGCGATCCAG
TCTGGTTGTGTTGAAGCCCACTGCACGTTGTTGATCTCCCCTTCGGCGGTATAGGCCAGG
ATGGGGTCTTCGATGGCACGTGGCATCTGCTGGATATCCCAGATCAGAGCCTGATGATCG
TCGGCTGCAGTGCAGATGTGACAGGAGGAATGAGGGGCCCAGGCGATGCCGTTGACACAG
GCGCGATGGTTATTGAGCCGCGCCACGGGTGTGCACGGCACACGGACATCCAGGATGACC
ACCTCCATGCCGTCCATGGCCATCGTGGCCAGGTAGTTGGGGTCCTGTTTGTTCCAGCAG
AGACGAAGCAGTGGGTGGTGCTGGGGGTCTTCATAGATGATGGTGCTGTGCTCCAGATGT
CGCAGGTCAAACATGCGGACGGATCCGTCGGCCCCCACGGAAGCAAACATGTCTCTGCCC
CCTCCTGCACGGCTGAAAGCGATGTCATACACCTCTTTGTCGTGAGCGATTAGCTGGGTC
TTTCACGTGCCCAGACACCAGGTTTACTCGTCCCAACACCTGACCTGTCTCCAGGCCCCA
GATAGTGCAGGTGGTGTCGATGCTGGATGTTCCCAGAAGATTGGGATCAACTTCGTTCCA
GTCAAAGGAGGTGAGAGGGGCACAGAAGTCTGAGTTCTTGTTGTTATTTAGCAAACACTC
CAGACGTGTTTCCGTGTCGCTGACCCTCCAAATGCGCAAATAGTCTCCACTGGTGGCCAG
CAGGTCTGGGTAGACCCCTTTGGTGTCCGGGATCCACATGATCTTGGTGGTGGGGTAAGG
GTGATCAAACGTGTTCCTGCAGACAAACTCGGAGCTCTCCTCTTCCAGACCCACCAACTG
AACCTTGTTGTTATACTCTTCCACAAAGCTCCCGAGGGCCAGCCGAAAGCGTTTATCCGG
ACGAACGCTCCAGTTCATTGCGTACACCGTCCATGGCGCCTCGTACTTGTAGATTTCTTT
TCTTTTGCCGTGAAGCGACATCCTCACGAGCTGTTGTCTGAGCAGCTAACACGCTAGCCC
TAGCTTACTGTCAAATAAGAAAACGCCGCGACGAACTTTTACCGGCTCGTTTTCCTATAA
TAGAAAAGCATCAAAAGAAGCACGGTTGACTGTTAAAAACGTAAATCTTGTTCTAAAACA
AGATTTTACAGCACTTCACTTAACAAAGAGTAGCAT
>CL1243Contig1
TTTTTTTTCACTCTAGTTTTCTGATTTTAGCTAAATGTGATAAATTGGTGGAGTAGTCTG
AAAATGTTCACTTGTAAAAGAAACAAAATTGCTCTCTTTTTGTTTACTATAAGGAATTTA
TCGTACTGTTTTTTATTTTAGGGTTTATTTCATTTTTACTCATCTTAAAGGCATGTTTGA
AAATGTGTGTCTGATAAACATTCCTCCCGCTGCAAATTAAGCTACGCTGAAATCAAACGG
AAACAAAAAAAAAAGTCAAAATATTTGAAAATGTTTGCATTCAAACCCTCAGAGCAGACT
CAAGAATTTCTCCGACTTAAACCACACCCCTCCTGGTTTCCAGCGCACATCATTCCTGAA
GCCAACACACTGGTGTTACACACAAAAAACAAAACAAGATGAACAAAAAAAAAATCATTT
GCAAGTTATTTAGGGGAGGCATTCCCTTTATTTCTGTCTTCTCCCACCACCGAAAACTAA
CATCTTTTTGAATGCCTTCCAGATAAACAGTGATTTTTTAAAAACAAATCAAAAAAATTA
TTTATTACTCATCTCTAATAAATCTTTTGTAACCTACCGTGTTATTCTCATTTACTAGAC
ATTGTGAATAAGAGTAGAAACAAACAACTAGTGTTAAAAGGCAAACCGTATTGAATCTGA
AGAAACACCCGCTCATCCACACACACACGCTCACACACACACACTCTTCAGTTTCCGTTG
CTCTTGCATTGCCTGCAGGGATCTTCAGAGATCATTGATAGCTTTTCTCTGAGAATCTTA
CTCTATAATAAAAACACGAGTCGTTGCCTTTCTTCCTAAAGTATTTAAAAGCAAGACAAA
AGAAGAACTTTTAGGCAAACGCTTCGGTCCAGAGAAAAAGAAATGAGTCTTGGGATAAAG
AAGAAGAAAAAAATATATATTTATAAGTAATATCCAGTATCCAAATCTGCGAAAAAAGAA
AATGCTGGGAGGGAGATGATCTCTCCCGGTTTGTTGCTTTTGACCCACTGGTTTTACCAC
AAGCTGAGTGTAAGAAATTGTTTCTTGGGCTACCATTAAAGCAGTAGTTCCTCCCAGCTA
TTTCAGCGGGTCAT
>CL1243Contig2
ATTTTTTTTTTGTTCTCTTGTTTTGTTTTTTGTGTGTAACACCAATGTGTTGGCTTCAGG
AATGATGTGCGCTGGAAACCAGGAGGGGTGTGGTTTAAGTCGGANAAATTCTTGAATCTG
CTCTGANAGTTTGAATGCAAACATTTTCAAATATTTTGCCTTTTTTTTTCCGTTTGATTT
CAGCGTAGCTTAATTTGCAGCGGGAGGAATGTTTATCAGGCACACATTTTCAAACATGCC
TTTAAAATGAGTAAAAATGGGTGTGAAATAAACCCTAAAATGAAAAACAGTACGATAAAT
TCCTTATAGTAAACAAAAACAGAGCAATTTTGTTTCTTTTACAAGTGAACATTTTCAGAC
TACTCCACCAATTTATCACATTTAGCTAAAATCAGAAAACTAAAGTGAAAAAAAAATCAT
ATATTTTACTACTAAACAAGCTTATCTATGCATTAACTTTATTTCCCGTTCATATTTATT
CATCTTATTGGTATAAGTTTCCATTTGGTCAACTGGATATGTGCTAACCACCCCTGTTGT
TTGTCTTACACTGGTGACAGAAGCACTGTCCATCCCAAATAGCGACACCTTATCTTACCC
ACTGGAATCTGAATGACAAAAGCAACCCCAGATCATAATACTCCCCCCTCAGTTAATACT
GCAATCATGCCTTTTTTTACATTTAAAACAAGATCGGCCGGACTTTTATTAGAAACACAT
GTCTAATTGAATAATTGAATGATGGACAGTGTTTTGAACAGAATGAATCATTTCAGAGAA
CTTTCTATGCTGCTTATAGGATTCCTGGGGCAAATAATGCAAATCCCCTACAAACTCAAA
AGTTCAACTTCTTTTTTATTTAAACATTTTTTGATACATCCAGAAATAGTTTGAAACAAA
AATGATTAGTTTTGAGATTTGTAAGACTTTAGCCTAGAATTTGAATTATGGCTCAGTATT



GTACTCTGTTTTTAGTTTTTTTTAAGTTTTTTCCATGTGGGTCACACCTTTCCGGCTTTA
TTTTAGCGTGTTAATTCTGATATATTTGTCACAACGATGGAATGACCCACACTGTATGTA
ATCAAAAATCATATTTTTGTTCGTTCTTGATGAATTTTAACTGAAAGTGACCCCTTGCAA
TAAAGAAGTGTGGTGCCGTCCGCTCGGCGGCCCAGGCGAGCGACTTGCACTGCCGTGACC
TTGTTGGTTTTTGCCAAGGCTTTTTTTCCTTATGGAGTGTGTATTGTTATAATAAAAATA
AAACCAACCGGTACCTTCAAAAAAAAAA
>CL1244Contig1
CGAGGGGAGAGCGACAATAGTGTCTGAGGGAAAGTTGACCCGGACTGTTGTGAACGAACA
TGGACTCTACGGCGGTGGAAATCGACGGCAGCGTGATGGAAGGAGGAGGACAGATTCTCA
GAGTCTCCGCGGCGCTCAGCTGCATCACCGGGACAGCCATCAAAATCACGAAAATCCGCG
CGGGGAGGAGCACACCTGGACTCAGACCACAGCACCTCAGCGGCCTGCAGCTGGTTTCAG
ACCTGTGCTCAGGCAGTCTGCAGGGAGCCAGCATCGGCTCAACGGACGTCAGCCTGACTC
CAGGAAAGATCCGCTCCGGAAGCCACGTGGCCGACCCACAGACCGCCGGGAGTGTGTGTC
TGCTTCTGCAGGTCGCTCTGCCCTGTGCTGTGTTCGCCGACGCCGCCTCACAGCTCTGCT
TGAAGGGAGGCACCAACGCAGAAATGGCGCCTCAGATTGACTACACCCTGAAGGTCTTTA
AACCCATCGTAGAGAGGTTTGGAATCAACTTTGACTGCGACGTCAAAATGAGAGGTTACT
ACCCGAAAGGAGGAGGCGAGGTGAACGTGACGGTGAATCCAGTCAAAGAGCTGCGGCCCG
TCACCCTGACGGAGCGAGGAAACATCACCAAGATCCACGGCAGGGCGTTTGTCGCTGGAG
TGCTGCCCTTCAAACTGGCTAAAGACATGTCAACTGCTGCTGTTCGAACCATCAGGAAGG
AAATCAAAGAACTCTACATCAACATCCAGGCGCTGCAGGAAAAGGAGAAGGCTTGCGGCA
ACGGGAATGGTATCATAATCATTGCAGAGTCGTCAACAGGTTGTTTGTTTGCCGGTTCTG
CTCTGGGGAAGAAGGGCGTGTACGCAGATAAAGTTGGTATCGAGGCTGCTGAGATGCTGC
TTAGGAACATCAGACACAACGGCTGTGTGGACGAGTTCCTGCAGGATCAGCTCATTATCT
TTATGGCCTTGGCGAAGGGAACGTCCCGCATCAGAACCGGCGCCGTGACTCTCCACACGC
AGACAGCCATTCACATCGCGGAGCAGCTGACTCAGGCAAAGTTTACAATATCGAAGTGCG
AGGATGAGATGAGCAGCAGCGTCACCTACATCATCGAATGTCACGGATCGGGAGTGGTTA
ACCCCAATCTGTAGCCGGACGCTGACGTGAACGCGCCGCCTGTGAATGCACTGAAAACAC
TATCGGACTGGTAGCTGCTCCCACTCTCTTAGCTTCTGTCTCTCAGGGTTTTTCCTTAAA
TATACTGTAATAAGTAAATAAAATAAACAAAAA
>CL1245Contig1
ATTTACTTGTGTACAAAAACAAAGAANAAATAAAACAAACAACATCTAAAATATGACAAA
CTAGGACCATGACACTTATCGTAAAAAAAAAAAAGGAAAAAAAAGAACAAGTGACAAAAA
TGCGTGAGATAAAAAGAAAATCGGTAGAGCGAATGTTTAACAAATTCAGCAATTTATTTT
ACACATGGTAACAGGTTCCCTGACAAATATCTGTCTTATATCCACTTTAAGAAAAAAAGA
CTTATTTAGGAGATAAGGGGCACACCTGATCCACACCATGACCGGTTCTCACATGATCCA
CTGTTTTCCCACAATAAATTTGTGACATTGAGCGACTATGTGTAACATTTTAATGAAAAC
ATTCGCATGTTTTATATACCAACATGTCCAAAATGACTTTCCATGTAAAATCTGGTCAAA
ACACTGAAAAAAAGGAAAAAAAGCATTGAGAAGTAACACCGATGGCCACTGAGGTTCAGT
AGTGACGCGGTGAATAGGATCGAGATCTGGATCGGTATCCCCTGCTGTAGTATGGAGACG
GAGATCTGCGCCTGTATGATCGGTACTCCCGATCATCATATCGATCATAGTCACGATCAT
ACCCTCTATCATAACCTCTGTCGTAGCCCCGGTCATACCCTCTGTCATAATCTCTTGAAC
CACGACGAGAACCACCACCACCTCCACCGCCTCCGCCATACGTGGGACGTCCCATGTAGA
TTCCAGGGGTTGGCGTGTGGGCTCTTTTGGTAATGGAAAAATCCACCCGGATCCTGCGCC
CATCAAGTTCCATTCCATTAGCTTGCTCCTTGGCCTCCTTGGAATCCTCAGAATTTTCAA
AATAGACGAAGGCAAACCCCCTCGAGCGACGAGACTGTTGGTCATAAACTATGTTCACTT
CGCTCAGTGGGCCGTACTTGGAGAAAACTTCGCGCAGGTCTCTCTCTGTGGTGTACAGGC
TCAGACCAAACACACCCAGACAGCAGCTAGGGTCCGGGTTCCCCCTGTTGCCAATATGTC
TGCGGCGATTTGACATCGGAGAGCGGCTATGGCTCCTATGTCGCCGGCGGTAGTCTGAGC
TACGAGACCGGCTTCTGGAACGCCGGCGACGGGAATGGGAACGAGAACGGGAGTAGCGCC
TGCGCGAACTGCGATGAGACCGAGACCTAGATTTTGATCTTGAACGAGAACGAGATCTGG
ACCTCGAATGGTGGGAGCCATCTTTTGAACGCGCTGGTGAGTGGCTAGTAGATTTAGCAG
AACCCCGAGGGGATGCACTCCTCGAGTGACCTCTCGAATCCTCCTTCTTGAATTCTTTTT
CGGTGTCACTCATTTTGAAACTATGAAATTTGATAAGGATTAACAGGAATGATAGCGTAA
CACGCGAGATCACTAAATTTAACTAAGCGCTGCGCACACCGACCGAGCCACCTAACCGAC
CTTCTCCAATATTCTATCCCCGGCCATAAGGCCCGGGTTTAACGGCCGCTCC
>CL1246Contig1
GTTGGGCCTATGGTAACTGCCAGCCAGACACCTCTGACCCCGAGTCTCCGCCCCCACCCT
CTAGGCTTAGACTGATGTGTCCCACTGAATGACACTTCTTCATCTTTTTCTAGTTTTTCT
TCATTTTTGTACAAGTCTCCACCGAAAATCCTAAATCTGTCAGCATAAACGGCCTCTGAA
ACTGTTTATCGGTTCTCACGGGACGTCTGATACTCTCCCTCTGAAAGCCATAAGAAGAGA
TTGATCCGGGTGTGTGAGCAGGTCCGTAAAACCCGCGTCGCTCGGCGTGATTTGCAGCCG
CTGATGCATCAGTCTAAACCTAGCCTGCAGCTCACCTTTGCATGCATCTCCTGCCGTCTG
CAGCTCCCCGAGAGCTTCGGCGCCACCAACAGCCTGGCGCCATAGACACATCACTCTTTT
AAGACCACAGCTGTGACACTATCTGCCAGTAACCTACCAGTAACCATGTGGACAAAGAAC



CAAAAAAAGACAAAAAATATTGTTGTGATCCCTTTTCTTTTTCTAGCAGCATCCATGACG
TGCGCAGTCGTGTCCCACGTAGACCGAGTAGAACTTGACTAGAAACTGTGCATGTTTTCG
TCCCGTTGAAGCTGTGACGTGTTCACTTCTCTGCACTCATGTCCTTATCGCCGCCCACAC
CTCCAGTCGTGTGCGCTCCCTTTTTTGGCATTAGGACTTCCTTCTTCCTCCCTCGTCCCG
TCCCAAAGACGTCCCCCTGATCCAGCAGCTCATGCGGAAGGTAGAGGCCTCACTCTCTGA
CCGGAAACCCGGGATCAGACTCACCTGACAGGAGAGAGCAGAGCCGGAAGAGTCCAGTTT
GACACCACAGAATGTCCAATCTCCAACAGAACGTGTGCCTTTCGCCAACCCCGTTAGACG
TGTGACCACGGCAGAGACGCGGCGCTCTGGCTGTGGTTCTGGACGACCCTTCTCCTTATC
CGTGCTTCATCAGACTCACCTGAAAATTCTACTGTAGTGCTGCTGTGAGAGACGAGTTGA
ACGCACCTGAGACACATCCACTGGGTCATGCTAACTCACAGACGGGTCTGCAGGACATTT
CAGTTTTGATCTGAAGGAAAAACTGGATTTAGGAGAATCATGTTCATGAAAACCTTCAGT
CCACTGGAGCTCAGTGGAAGCTCTTAGACAGGAACGGATCTTTACTCTGACCACGAGGCG
GGACGGAGGTTTAGACCAGAAGGTTCTAGTCTACCTGCATTACAAAGGCCACCAAGTCCT
GAAGAGGGAGATTTGACTCTAAAAGGCCACAGCAGAAGGGATTTAGTTTGTAGATTTGAG
GTCACGAACAATCTATCAAAGATGGTTTTCTAGGCATGCTGGAGGAGCTGGAACACGTGT
GACGAGTCTTTAAAGAACACGTCAGAATGGGTTGAGGTTAAAGGGCGAGCGTACTGATGC
ACAGCCTGTTCCCCGGTCTGGATCCCACATTCCTACGTATGAACGGTTATTTATCAGAGT
CGTGATCTACTGCAGACACGCGCCAGTGGAACTGTATGCATAGTAACTGCGTGAAATGCT
ATAAACGTAAATGTTTGTTATCAATGTCACAAGTTGT
>CL1247Contig1
TTTTTTTTTTAAGTAAAAGTTTTATTTAAATTACCTTACAAAGTAAAAAAAAACAAACTA
AAACCTTTTCTAGGCTACAGTCAGCTTGGTTTGATACATTTTGTTAAGGTGTAAATAAGC
ACTTATAATAAAAAATAGAATAGTATCTGCAGTACGTTGTAACATGATGAATATCCAGGT
GGCTATGTGTCTGTACAGGAGACATGAAGGACAGAAAGGTACCTGAACAGCACTACGTCA
CTAGCTTTTGATTGGCGTGTCTGATAAGTCCTCAGAACCAGAATAAAATGACAATAAAAC
CACAAAGAAGTCTGTCTGTTTTCAGTTTGGACTCGAACCCAAGGACAGGAAGCATGGAGA
CCACTGTACCCCACACCCACCCAACGCAGGCCCTCTCCCAGGGAATCTTCCCAACCAGCT
TCTTAGTATCTGGCCTGGTGATCGGAGGGACTGCACAACGTTACCAAACACAATTGAGTT
TACGCAAATCTGACAACTGAGTCACACACGGGAGAGGAGGGCTGACAGCAGCTGTGGGGC
AGTGGCTGCACGTCTTTCCAGACGTGACAGATTTGGGAGCAGGGTGGTGTGAACAAGCTC
GGGTTTCAGCGCAGCAGTGGCAGAAGGTGCATGCAGGTGGACCAAGTGGATGTGAGATCC
AACACCGATTCACCCCACAGACGGCGCAGAAGCAACAGGCAGAAGTTACTCCTGGGCCTC
TTTGCCAGTCATCTTGTATATCTCGGTGGGACCGTCCAAGTGGGTGATCGTCGTGGTCAG
CTGGATGTCCTCCCCGCTGTTTGCCCCCGCGTCACCACTCGACTGCTCGTCTCCATAGCG
TTTGTGGGACGGGGCGTAGAGGAACATGATGGCGAAGACGTACAGGTTCCACATGCCGTA
GACGCCCGTGAAGAAGGCGCTGTTCACCTGCACAGCGTAGTCCCCCCAGTGCCAGTGACC
TTCGTTCACCTGGCTGATGATGAAGAAGATAACAGTCATGGCAGCACAGGCAAGAGTGAC
CAACATGAGGAATTTAAACCGGAAAATTAAACCCTCGTAGTGCAGCCGCCTGGCTTTTGA
CATGGCCGGCAGGGACGTCCTTTTACCGCTGATGTTTCTGAAGACTTGGTAGACCATGAA
ACAGAGGAAGAGGAAGTACAGACAGGCACAGATCCCGGCCACAATGATGAAAGCCATAGC
CAGCTCGGTTCCTACGTCAGAGGCCCAGATGCTGTAGAAAGG
>CL1248Contig1
GTTCTCTGTCACGCTCCGGGNTTCCCATCATGGCGGACTCTGCATCTGTAGAGGCGCTTC
TGCAGCATGTTGAGAAGGCGGACGGCGGCGTGGACAGCCTGGATGTGGCGAGCAGCATCG
GAGTAGACCACCAGGTCATCGTCGGAGCCGTGAAGAGTCTTCAGTCGCTTGGAGACGTTA
TCTCAGCCGAACAGCGTTCCTCGAAGCACTGGGAGCTGACCGACGAGGGCACGGAGTTAG
CCGAGCAGGGCAGCCATGAAGCCCGGGTCTTTGGCTCCATTCCTCTGGAGGGTCTGCCGC
AGAGCGAACTCATGAAACTGTCCTTTGGGAAGATCGGCTTCAGCAAGGCCATGTCCAACA
AGTGGATCCGGGTGGACAAGTCCCATGAGGGGGGGCCCAGGATCTTCCGAAGCGTGGAGA
GCATACAGGACCAGGTGAGGGAAAAGCTGCTTCTGGTGCGGAGCGGAGCTCAGCTGGAGG
AGAAGGACAAAAACGAGCTGAAGAAGAGGAAGCTGCTCACAGAGGTAACAGTGAAATCTT
ATTGGATCACCAGAGGAAGCTCCTTCAGCACCACCCTGACCAAACAGGAGACGGAGCTCA
CGCCTGAGATGATTGCCACAGGCAGCTGGAAGGACCGAAAGTTTAAACCCTACAACTTTG
AGGCCATGGGCGTGGCTCCAGACTGCGGCCACCTGCACCCGCTGATGAAGGTCCGAACAC
AGTTCAGGCAGATCTTCCTGGAGATGGGTTTTAGTGAGATGCCCACAAATAACTTCATAG
AAAGCTCCTTCTGGAACTTCGACTCCCTCTTCCAGCCGCAGCAGCACCCCGCCCGAGACC
AGCACGACACCTTCTTCCTGTCAGACCCAGCACTTGCCCACGAGTTCCCTCAGGACTACC
TGGAGAGGGTGAAGACGGTCCACTCAGAGGGGGGCTACGGGTCTCAAGGGTACAAATATG
ACTGGAAGATGGAAGAGGCTCAGAAGAACATCCTCCGCACTCACACTACAGCGGTCAGCG
CACGCATGCTCTATAAGCTGGCACAGCAGGAGAAGTTCACTCCCGTCAAGTATTTCTCCA
TCGATCGGGTCTTCAGGAACGAGACCTTGGACGCCACCCATCTGGCAGAGTTTCACCAGA
TCGAGGGGGTGGTGGCCGACTACGGCCTGACGCTGGGGGACCTCATGGGCGTCCTGCACC
AGTTCTTCACCAAACTAGGAATCACTAAACTGCGCTTCAAACCTGCATATAATCCGTACA
CGGAGCCCAGCATGGAGGTGTTCAGCTACCATGAAGGACTGAAGAAGTGGGTGGAGGTGG



GAAACTCTGGCGTCTTCAGACCGGAGATGCTGCTGCCCATGGGGCTGCCGGAGGACGTGT
CGGTCATCGCTTGGGGCTTGTCTCTGGAGAGACCCACCATGATCAAATACGGCATCAACA
ACATCCGAGAGCTGGTGGGACACAAGGTCAACTTGCAGATGGTCTACGACAGCCCTATAT
GCCGGCTGGACTCTTAAGCCCCGCCCACCTGCTGCATCATTTCCACCCCCCCGGACCTGT
TTTTCACCTGAGGTGCTCCGTCCTCCAGCTGATGGAGGGTTTGTCCGCAGAAACCCGAAG
GCAGCATCTGCCTGAACTTTGTTACAGCCCTCGTCCTGCAGACGATCTCGGATGGAAGGA
AATAAAGAAGCTTTTTTTGTAGCTTTAACCTCCGACTTTTCTTTTTTCACTGCAATTGTT
TTACGAAAATACTGTTTTAGATTATTGAGGCTAATTCTGGCCTTTTTGGAGGAGTATCCA
TGACAACAGCAAAGGTCTATGCAAGCTTTTGAAAGCTTAAATCTTGTTCAGATTAAAACC
TTCAATGGAAAAAAAAAA
>CL1249Contig1
ACACACACATATACACACACACACATATACACACACACACACACATGGCACGTTTTAAGC
AAAACCTGAGGGCCACATGCTTCACATCTCAACCATTTCCTTTGCATCCAGGTCTGAGGG
GCCTCTGTAACTAAACAGCACAAATCTTTCTTTTTTACTCAAATCAGCCAGTTAGGGAAA
ACCCCATCTATAGAGTGTGGTGTTGTAATGTGGGGTGTTTCGGGGTATCCTGAGGTTTAA
GGGATCTGCAATTTCCCCAGATATTTACGAGTATTTCAAAAAGGTAGAAGACCAGTTCCT
CCTGACTAAAAGCGTCACAGATGTGGTCCTTTGAGCAGCTGAACAGGACTCAAACCAGCC
GATTGGGGTAGGACCTCCGCGTCGTCATTAATCCAACTGTCGTCCTGTGAGTGCTCAACC
CGTCCGGTCACAGTGGTGGAAATGAAAGCGAGTGCTCTTATTCTGTTGCTTTCTCGTCTG
TCAGGAAAGAAGTGCACATCCGTTCCAACACCACGGCACTTTCTCCGTTGTGGTTTTGTT
TTGTTTCTAGTGAGATGACTGATGAGAAAACTCGTCTTCTGTCGCCTTCTAGAGCTGTTC
GGTGATCTCAGTGCTGTGTTCACGTCATTGCCGGGACACTGATCAGATCCACATCCAGGT
TTGAATCCCAACTAAATGTCTCCCACAGCCTTCCTTCCTGATCCTGAGATGATCTGAACA
CAGCAACAGGAGGGAACCTATGAGGCACCAGATCTTCTCTAGATGGCTTTGAGATGTGTA
ACATTCGCCAATCTGTTCACTTTTTTTCTTTTTTTTTATTTGAAAAAGAAAGTTTTGCTT
CTGGTCAGAAATAACTTTAGATGTCAATAAATGTGTTTGTTTCAGGACTGATAAAGATAA
AGAAAGCAGGGTGTAAATGGGAGAAAAAATATTTTTTTCCTTCAAGTGTCCAGACTGCTT
AGAATGATTTCAGTTTACATCAAGTAACTGTATCAATTTATTTATTTTCTTTGTTGAAGT
TGATTTTATTTTGAAGGGACTATTTTAGGGGGAGAGTGGGCTTTAGGACTGAAGGCTCAC
ATCGCCTTTGTTCCTCCGGCCTTACAGGAGGGACCTGACCGGAGGATCACCGGCAATGTG
CTGGAATTCCTTTAATGTTTTTGCTTTTATTTATGAATAGTTTATTGTGCTGTCCTTTGG
TATGGGATTAGAAATGACAACGTTGATTCAGCGTACAGGAGTCTGAATGAGAAAGTACAT
GAAAAATAATTGTAGTGTAAATCTATCAATGTCTTATTATATTGAGGAACATCATGAAAT
ATATGTATATTGGAAAAACAGTACCTATGACAACTTGTACTTTTGTGTGTGCTTCGTGTT
CTCTGTGAGTGTGCCCCAATGAGACCTTTACCTGACCTGTGTAAACAAGCATGGATTTCT
ATTCAGTACTGACACAGACCCTTTCCCCCAATCCATGACATGATGTAAGTGTGCCAAAAT
>CL1250Contig1
TATAGTTTTTTTATTGAATAGACTGAGAATTTTACATTAGAAGATTATAAAACAAAGCTA
GAGTGACAGAGGAAAATCCAGAACAGAAGGGGGGCGGGGCTTGGAGGCTGATACAGATGC
TGAAAGGAAACCAAAGTGTTGGATCCTCCATCTTCTGATACCTAAAGAGAAGAAAAAGTC
TTTGCTGAAGGAGTGTTTCTACTCATCGATGTACTCAAACGGCTCCGGAGGCTCCGGCTC
CTGCTCTTCCTCTTCTATTTTGGGCCCATGTGCCGAAACTGGTTCCACCAGCTCTTCTTC
CTCCTCACTGGTGTCCTTTAGGATGATGATCCCACCAGTGTGCAGCGGTTTGAAGGGCTG
GTAGCGGCAGGCCTCCGGCATGGTGAGGACTTTGAGCTGAGCTGGCATCGCTCTGGCCGG
GTTCTCCATGAGCTGGAAGTTGGGCTCTGCCTCTTTTTTCTTCTCCTTCTCCTTGTCTTC
ATCTTTCTTTTCTTTTTCAGTTTCTTGGACTTCCACTTCCATCCTCTCCTCCTCCTTCTC
CTTCTTCTCCTTCTCCTTTTTCTTGGCTTTGGCTGTGATGGAGAGAACGGCGGTGGATAC
CTTCTCCTTCTCTTTCTCCTTGGGGACCTCCAGAGCAGGAGGGTAGGCGAAGGTGGACGG
CTTACAGTTGGAGCGGTACTGCACCTTTGGCATCTTCAGGTCCTTGTTGAGGCCGATTAT
AGCCGTCGGTGTGAAGGACAGTGAGAGGAAGTGGGAGAGGGGGAACCAGAACCAGAACTG
GGTGAAGACCAGCAGGCCAACCACAGATGGCATGTGAGTATGCCCGGTTCTGGACTGCAG
AGAGATGGTCACGTTTCTTCCACCTGCATCCAGAATTCCCTGGGCCAGGATGGCGCCAAA
CTTGGCCTCGTGCCG
>CL1251Contig1
TGTGTTTTATGCATTTATTGAGGAATNATNAGAGAAACAGAAATGAATGGATTCGGTTTG
TGTTTTCAAGTGCAGATTTTATGCTGCCATGGTCTTCAGAAAGTCTGAAGATCAGGATTA
GTTGACGTCCAGCTTGTGACATTTGCCATCATCACTTCCTGTTAACACCTTGAATTAACA
ATACAGTCAACAGAAGCAAAGTAATTCCAGCAAAATAAAGAAAAAGAGGATTTGTTTTCT
GCTGTTCCGCTATAGTCTTACAATACACGAGTCCTCTACAGAACAAGTTCATTTAACCCA
TCACAAATGGACAATTCTAACTGGTCACAGCTGTTACAAAATCCACAGTTCAAACTATTT
CCTGGGTTCCACCTAAACTGCAGCATTGGTGTACTGTGAGCATCCCTCCATGGGTTCCCT
GTCACAGACTAAAAGGCATGCAGATCAGATAAACTGACTTGTCTGCGTCCGTGTGGAAGC
GCTCCAACTGACCGGCCAGTGTGTCCTCGACAGCTGCATCCTAGGATCGATTCCAGCCCT
GACGAGTGACATCAGGTCCACGAGATAGATGGATTATGGACAAACATTGGCTCAGTCTGC



GTTCTGAGCGAGTCAAAAAAATACAGGTGACAGGTGTAGCAACAGAGTGTCACTTTGTAT
ACATTTCCAGAGTGACAGATGTCATCCAGGCTAGTCCTGCTGCTCTGGTTCTCCTTCATC
CTGGAGGTTTTGCCCTTCCTGCTGCCACATTAGCCCTCCGTCCTGTGCGGTGTTGTAGGA
GCCACAGCCTGTGCACTTCAGCCCCAACACATGGAAAGGGACCGTGCAGTGGGTTTGGCA
ATCATGACATATCACTTGGACTGTGGCATCCTGGTACTCAGAGGGCATCGGTGTCTGAGC
AATCTCTTTGTCAAGCAAGTTCCAGTGGTAGTCCAGGTTCCAAGCAGACCGCATGCACAG
GGGGCAGCGGTGGACGCCTGTTTTGACCATGTCATCGAAGCAAGTCTTGTGTAAAAGATG
GCCACATGGAAGGACATGAGCACCGATCCTGGACGTGTGAATATCCTCCATACAAACCGG
ACAGTTCTGCCTAGAGACATTTTCGACACATCTGTGGTTTCCTCTCAGATCCTGGGCCAG
ACACAAATTGCACTTGTCACAATGGAAGTACTTCTCACTGGGTCCAATCCTGCATATTCC
ACAGGGCTGGCAGTGGTACTGCTTCTTATCCTTGTCAAACAAATGGCAGATGTCACAGTA
ATATTCCCCAAACTGTAACTGACACTGCTGACATGTTTTTTGGGCCTGCTGCAAGGTGTT
ACACTTGGAGCACTGCACCTCTCTGACTTTGAAGCGATCCATCGGGTGGTTCTCCTGAGC
ATCATGGCACAGACGACACACGTACAGTTTCCCACAGCACGGCGCTTTTAACAAACAACC
GCGTACGTAATGTTCACAACCGACAGGTGAAGCCATGCTGTCTCCAAACCCAAGCTTCTC
GAAGTGTCCGTTGCCACGAAGGCGAGAAAGGTTGCTCGCTTCTTCTTCTTCGTTG
>CL1252Contig1
GAGGGCCGTTAGTCCGTCTCTTGGCCAGCTTTAACCCGGACCACCATGGGAGTCGACGGT
TGCACCAGATGCATCAAGTACACGCTCTTCTTCTGCAACTTCATCTTCTGGCTCGCTGGA
GGCGTGATCCTGGGTTTGGCTCTATTCCTGAGACATGACCACCAGGTCAAGAGTCTTCTG
GACATCACAGTGGACGGACAGCAGCCCCCCAGCACCTTCTACACCAGCATCCACATTCTG
ATCGCCGTGGGCGCCGTGATGATGGTGGTGGGCTTCCTGGGGTGTTACGGCGCCATCCAG
GAGTCCCAGTGCTTGCTGGGAACGTTCTTCACCTGCCTGGTCATCCTGTTCGCCTGTGAA
GTGGCCGCAGGCATCCTGGGATACATGCACAGAGAAACCATTTCCAAAGAGATGATCATC
TTCTACGACTCGCTGTATGACGAGGCCATGAAAACCAGCTTGACCGAATCAGACAGGAAG
GTGGCCGCCATGCAAGGACTGAAGATCTTCCACGAGACGCTGAAATGCTGCGGGAAAGGC
TTAGGCACCTCCCTCTTCAGCAAGTTTGTGGGCATGAAGGACGGGGTGGACGTCTGCTCC
ACCGAATACGTCACCGTCAGCTGCCACACCAGCATCAACGACCTCTTCTCCACAAAGATC
CACATCGTGGGAATCGCCGCTCTGGTGATCGCCATCATCATGATCTTTGAGATGATCTTC
AGCATGGTGCTGTGCTGCGGGATCCGCAACAGTCCGGTGTACTGAGGGCCGGAGCGGCCG
GCGCCCTGACCGGAGGAACGGCCGCCGTGACCCGCTTCCTGTTTTGTAACCAGGAAAACC
ACGTATAGCGCTTGCTGGAAGTAGTCCTCGCTTTACGACCATGTAAACCGTGTCCCCCTC
CCCTGTTAGCCCCAGACGCCGCCTCACCCCTTAGATCTGACTCACGTATGTCGATATGAA
ACCACAGACGCTTCCTAACGGCCTTTCTGCGCATCCAGATGCTCTTACATTCTCAGTTGG
AGGTTTTTTTCACTGTTTCATGTATAAACTGTATATAAATGTATGTTGACAGTGCTTTCT
GCCTGAGCATGGGTCAGCCAAACCCCGCCCCCTCCCCTCCCCTCCCCCACTGCTTCTGTC
ATTTCCTGCATCCGTCCTTTTCTGACGCCGTCGAGCTCTGTTTCCTGTAAGCCTTTGGTG
CCAAAAACATGCTGGGAAATGAAGTAATTGTTCCGTGGCGCTGCGGCGCTTGTTCGTGCG
TTACGGGAGCTGTGAAGAGCTCGCCGTGGCGCTCAGCGGCTCCGCTGACGAGGAGAACCG
TGGCGGTTGTCCTCGCGCCTTCTCCCCCCCGTCTCCTCACGTCCTTGGTACGTCCGGCCG
GGCGGGAGGAGGACCCGGGTCCTGCGGCCACCTCTGATGCTGACCTTTGAACCCCGTGGC
CGCATGCCCCCTCCCCCCTCCTCTCTGGCAGACTGTGGTTTGCCCAGATATAAAGGGATT
AAATGTATTTTACAAAAAAAAAA
>CL1253Contig1
GTCATCAACATGCGCCATCAAGGCGCCACACACCACGGTGGATCCTTCACGACCTTTCAC
GCATTTTTTTGATAAACTTTGCGTTAAATGTTACTTTAAAAATAGTCAAACGTTTGTGTC
ACAGAGAAATTCATAGAAATGTTTCGGTTTTCAGTCGCAGTTTTTGGCAGAGGCGTCGCT
AAAAGGTTTTCCTCCTCTTTCCCAGCAGAGGGCGCTCTTCCTCCAAACTTGCAGCTGCCT
GCAAACCTGGTGGATCCATCCAGACTGAAGCGCCCTCCTCCCCCGGCAGACTGCCCCCTG
CCCCTCCTGAGGAGGTGTGAGGCTGTGGTCCCTGCTCACCTGAGCCCCATGCAGACGTGG
GTGGAGAGTCTGCAGATGGAGGACGGCGAGCCGCTGGGGCGGGCGGAGCTCCACCCAGAC
GTCTTTGGAGTTTCTCCAAGAATCGATATTCTGCACGACGTTGAAAAATGGCAGAGAAAC
TACAAAAGAATCAGCTACGCCCACACAAAGGTCAGGTCGGAGGTCAGGGGTGGGGGCAAG
AAGCCGTGGAGACAGAAGGGGAGCGGACGAGCTCGCCACGGAAGCATCCGCTCACCGCTA
TGGAGAGGAGGTGGGGTGTCCCATGGGCCTCGAGGACCGACCAGCTACTACTACATGTTA
CCCATGAAGGTTCGAGTCCAGGGGCTCAAAGTGGCTCTGAGTTTTAAGATGGCTCAGGAC
TACCTTCACGTGGTGGACTCTCTCCACATCCCCACTCCAGACTCTCAGTACCTGCTGGAC
CTCATCCGGCGCCGGCACTGGGGGGAGTCGGTCCTCATCGTTGACGTAGCTGAAGAGTTC
CCTGAAAACATCCTGCAGGCCGCCAGCGACCTGAAGAAGGTGAACCTCATCCCGGCCATC
GGGCTGAACGTGCACAGCATGCTGAAGCATGAAGCCGTCGTTCTGACGCTGGAGACCCTC
AAGTTCCTGGAGGACAAGCTGCTGTGGCACGACCAGCGCTACACGCCGCTGTACCCGTTC
AAGCTGCCCTACCGCGACTTTCCCTGAGACCCGAAACCCGGAGACGGGAATCTTATGAAC
AGTAAAAATTTATTAAAAAGATCCTAAAAACTGTGGGACAGCTGGAGGCTCATGGCTGGG
AGCTGAACCGCTGGAGGTGGTTGGCCAGCTGGTTCCTGACCTCCCAGCGGAGCGCCGAGC



GCTTCTTCTCCGTCGGCACGACGTAGGAGTTGGGCACAAAAACTCTGCGAGGTTTAGGCT
GAAACGAGGAAGAGGAGGGGTGAGGGAGAAGTTTGTGGAGGAACCTGTTTCATGCACAAA
CTGCTGTGGAAAATGTTAGAAATAAACAAATCGGTTCCAAACAGAAAACCGTGTTCTTCT
TCTGA
>CL1254Contig1
GCCTCGTGCCGGCACGAGGCTCATTTGTGGGCTGAACTGGTGTTCCTGTACGACAAGTAC
GAGGAGTACGACAATGCCATCATTACCATGATGAACCACCCAACGGATGCCTGGAAGGAG
GGCCAGTTCAAAGACATCATCACCAAAGTGGCCAATGTGGAGTTGTACTACAAAGCTATT
CAGTTCTACCTGGAGTTCAAGCCTTTGTTACTGAATGATTTGCTCTTGGTGCTCTCGCCC
AGACTGGACCACTCGCGCGCTGTCATCTTCTTCACCAAGGTGAAGCAGTTGCCTCTGGTC
AAGCCTTACCTGCGGTCCGTACAGAACCACAACAACAAATCAGTCAACGAAGCACTTAAC
AACCTCTTCATCTCAGAGGAGGACTATCAGGCACTCAGAACATCAATAGATGCCTACGAC
AACTTTGACAACATCTCTTTGGCCCAACGTTTGGAGAAACACGAGCTAATTGAGTTCAGA
AGAATTGCTGCCTACCTTTTCAAAGGCAACAACCGCTGGAAACAGAGCGTGGAGCTGTGC
AAGAAAGACAAGCTTTACAAGGATGCCATGCAGTATGCATCAGAGTCCAAGGACATAGAG
CTGGCAGAAGAGCTGCTCTCCTGGTTCCTTCAGGAGAATAAGAGGGAGTGTTTTGCAGCC
TGCCTGTTCTCCTGCTACGACCTGCTACGACCAGATGTGGTGCTGGAGACATCCTGGAGA
CACAACATCATGGACTTTTCTATGCCATACTTCATCCAGGTCATGAGGGAGTATCTGTCC
AAGGTCGATAAACTTGAAACCTCAGAGTCGCTGAGGAAAGAGGAGGAGCAGGCAACAGAG
ACGCAACCAATTGTCTACGGAACGCCGCAGCTGATGCTGACGGCGGGTCCCAGCGTACCC
GTGGCCCCTCCTCAGCCGTATGGCTACGGCTTCCAGCCAGGATTTACTCAACCGGCAGCT
CAGCCAGGCTTCGGCTACGGCATGTAAAGACCCTGACCCCCCCCCCCACACCTTTTCTGT
CCACATCCAGTCTGGAGCTGCATCCATCCATCTCCCACAGTCCTTCTCCACATCATGATT
GTCTCTCCAGGTTCTGTACGGAGCTGGAGTTTATCGCTGAAAACCTTTTCTTTTCCAAAC
TTTTTTTTTTTTAAACTTGTCATGAAGGACTCAGCTATATTTTTGTCAAAAAGATTAAAA
AATCAAATAATTTTCTCACATTCCATAATAACTAGATTAAAATTTCCTTCTTTTTTTTTT
GAGTGGGAAGTGGTTTCTGTTGAATGAGGGGCTTGTGGGAGGAGCCAGATCTCTTGTCAA
GTGAAAACAAAAAAAAAAACAGGTCTGTTGTGAAGCATCTGATTTGCACTCTGTTAGAAG
AAATTATTGTAGAACTTCTTTCATGTATGTGAGCAGCTTTTTCTGTCCCCCTGTAAAATG
CATTTAATCGTTGTATATTCCGACACAGAAACTGCTGTCAAGGTCCTTTCTACAGCACCA
CCATCAAACCAACTGCCGCTTCGTTGACCACGGTTGTGAAACACTACGTCTCCTAAGCTC
TCTCTCACAGCTCGTTTTGGAAGAATATTTGAAACAAAATTTACAGAAACGTTTATTTTC
AGCAAAGGTTCCCTTGTTGATCTTTTTAGAGAAAGTTTCCACGTTGCTTTAACAGAAAAC
CATTCCACCTCAGGAGGGACTGAACATCTGCCTGCGTGCAACTAACACGCCGTTACTGAC
TGCAAGAGATGATGTTGAAACGTTCTGGTCCCGCTGTGTGCTCACCAGCATCTAACTTAT
ACAGTTGACCTGCTCGTCCTGAATATAAACACATGTGGAGGGTGGGGTTGAAGTTTTTAT
TAAAGGCTTGCTTGTATAAAAGAAATCAAACATTAACTCCTTATATTATCAAATTTATCT
TGGATTAAATTGTGCACTTATGATATTTGATTGTGCATTATCAGGATCAGAATAAATGAA
AGAGCCGCTCTGTTTTCACTAAAAAAA
>CL1255Contig1
CGCGGTTATNCACAGGCTGGTCTGCAGCCGAGCGGAATACACTGAAAATGGTGCAGAGCA
CAACACTGATGAATGACGGCCATGCATGTCCACGTGTCTGTAGTCTATATACAAAGTCAG
AGAAAAGGCCACGCCACTCTGAAGCTGTCCAAGACCCCGACTCATCACCGTCAGCCACTC
CTCTACAGTCAGCAGAAATACAAACGGCCAATAATACAGAGGAAAATACAAAACCATAAA
TATCTGAAGCTCAGATTTAGGATCCGGGTTTTCCTGTGCAGACAAGAGCATCACTGGGAT
CAGAACGACAGGACAAGCAGACACTGAGGCGAGCTACTCACACTCTAAGAGTCAATACGG
AATATTTATTCACAGCACATTCAAACCAAAGTCCACTCCTGCCAAGAGAAACCAAAGGAT
CCCACCATGACCTCACGGACTCCTGAAGCTGGATCAGAACACAGACCAGGTTCTGAGTTG
GGAACGAGCTGCTGATGCATTTGCACCGCCGCCTCGGTCCCAACAGGAAACGATGGTCTG
GTTTGGATGCGTCTTCACTAAAAGCCTCCAGATCTTTTATCTTTTATCCCTGGTTGATCT
TCAGAGCTGTAGATTCAACTGTTTCAGCAACCTGTTGGAGGACAACGCAACCTAGATGTG
CTGAGATGGAGGCTGAAGAAAAGATGTGCTAACATTTGATTATGAATATTTAGGAAATGA
AGAAATCACTTTGAAGTTTTCGTGTGTTCAAACAGAATCCAGACATTGTTGCTCAGTGGG
TTCACTCACTTCTCCTCCTAGACTGTAGATAGAACCTGAAGATCCTAAAACCCACCAGTC
GTTTGTGTTTTCCCAAAGCATTCTGGGTTTGGCCCGGTTCTGCTGAACCTCTACGAGCTT
CAAAGCAAACCATGAGACGCTTCCTGCCGGTTTAAAACAGGGCTCCCTCCTTCCAGCCTC
AAACGTTGGCTCACTGTCTTTGGGCCACAGAACAGCCGCAGGATCAGAACATGCTGGTTC
TGGCTGCAGCCGCTCCGCTTTACTGTACCACCACAATCCCTTCTGTTCTGGTCCCCGGAC
CGGCAGATCGACAGGCTCTCCGTCAAACGTTGGTTTCACCGCTAGAGTCAAACTTCAGCT
TCACAAACACTCTGAGAAAATAGTCCTCTAGGGGTTTAGGAGTAAAAAAATAAGCATATG
TATGAGAGGTTTGAACCCTCGGATGATGGATGCCAGGCGAGGCTCCTCCTACCAGCACTG
CTGTGGTTTCCCGGGTAACCGCAGAGGAGTCTGTGCACCTCAACAGCTGGCTGTCCTCTC
CAGATGTTCCTGTTTGACCTCAGCAGTCACAGACTTCCTCCTTCTTCTCCTGCTCACCCT
GCTCCTCTTCATCATCCTCAGCCTCCTCCTTGGCGCCGGTTGTCTGCTTGAGGCGGCCCC



TCCTCCGGTTGGGCACCCGGGCCTTCATCCTCCTGGAGAGCGCCAGCAGCTTGTTGTGCC
TCTGCCTCCTCTTGGCTTTGTCCGCCTCCTCCTTCTTCCTCTCCTCCGCCCGGTCCGAGT
CGGACTCGTCCTGCCGCTGCAGCCGGCTGCGCTTCCGGGGCTGCACCGTCCGTTTCGGAC
CGCTCCCGCCGCCTTTCCCCTCCTCGTCGTCGGGGCTGGAGGAAGAGGAGCTGTCGTCGC
CGCCCAGGAAGGAGCGCTTCCTGCGGGCCACGGAGCGGCTGTCGTCGCTGGAGGACGCCC
CGGACTCGCTCCAGTCCCGGTCCCCCCGCTCGCTGTCCTCCTCCGGGGAGCTCTGGAAGT
CGGACTGGGACCCGGAGGAGGAGGAGGAGGAGGAGGAGAAGGAGCCTTCGTCACTGTCGT
CCAGGATGGAGGCCGGCAGGCCGATCTGGCGCTTGTTCTTGGTTGCGGCCACCTTGGTTT
TCCGCATGGACGCGAACATCTTGCGCTTGTACAAACTCTCCATGTCTGCACGCGGAGGCC
AGTGACATCCAACAAAAACGGGGGGATTAGGGACGAAACCTAACCGTGGCAGAAGCTAAC
GTCTACTGTGCACGCGCCCATGCGGCGGCTCGTCTGACAGACATGGCGCCGGCACGTGCA
CTACACGGAAGCGCTTCGTATCCGCGCGGCGTCTACACGCCACACTCGGGAGTTTGGAGT
TCTCACTCGCCGGTTTAGCTAATTTCCTCGCGCGCAGCTACCGTTGCTGCTGTGTTATTG
TAGCCCCCGCTTCTTCTCGTCTCGATAAA
>CL1256Contig1
CCCTCGAGAAAGAACAGGGGGCATGCCAGCAAATATGAGCGTCAAAAAGTATGGAATCAA
GAAGGCTCCTCCGCCGTTTTTTCCACATAAGTAAGGAAATCTCCAGACATTTCCCAGTCC
GATTGCGTATCCGACACAAGAGAGTAGAAAGTCAAATTTTCCACCCCATGTTTCTCTCTC
AGGTATTTCCTTTTTCGTCTTCTGCACCTTCACCACCAAGGTTTTGGGTTTGTCATTTGG
CGTGGTGCTGGGCGCATCAGTCACTGTCTCCGTTAAGACGTGCCCATCCGAGGCTTTGGT
CCCGTTGGTAGCCATGCTGACGGTGTTTTTCGGTTAGTCCTGACCAGCAGAGAGATGAGA
GCTTCAGCACCGGTCCTGACGTGCAGTGGTTTCTCCGTCCTGTGCCGGGGGTCCTCAGAA
AATAGTCGAGGGGAAACGGATGAGCAGACTTATGCAACGTAGCAGGAATTGCAGTCGGGG
CACCAAAGTGACGATGCGAGCAAAAAAATTTGGCGTCTTGGACAGATTGTTTCCCAGATT
TAAACATCCAATTTGAAAAAAATTACTTCCTTTTAGTTGCGCGTAGTAGAAAGGAAATCA
GAAAAACTTTGCATCCGATGGCACTTAAGCAGTTGTGAAGTCCAGAGGAGGAGAGAATGG
TGGTCAAATGTGTCTTTGAGAGCGCGGTGCTGTCCTTAAAGGAGTGGTGCTGAAAGAAAG
GAGGGGAGCGGAGACCGGAGAAGAAGCTGCTGCCTTCTGGTTTAGAGTGAGCAGGGACGT
ATCATGGAGCACAGGCTCCACACTCTCATCTACATAGCCCCAATGTCACCTCAAAGTCAA
CCCTCCCCAACTNCCAG
>CL1257Contig1
GCTCACTCAGGTTAAGCATTTCATGGCAAAGCGGATGCTGGTAATGTATTTGTTTACAAA
GGTAAGGACGTGTCTCGCCTCTCCTAGATGTTTCTGCATGAGAATGGCAACCCTGCCACT
GTTCTGTTCCCGCCCAAAACGTCCCATTTTCAGTTTAGAAACAGGATCTTCCTGTCCAGC
TGCAGTAGAAGACATGAATCCAGAAGCAGCCTTTGCTCTAGAACATGGTGTGCATGTAAA
CATCATTACTGTTGGTCACCTAATAGATTTAAGCTTCAATTCCATTGAAAGGAAGCACAG
AGAAGTCGTGATGATGTCAGGATGAGGTGTTCTGGTAGAGCTGCATGCTGGACTGTGGTG
CCTCTGCTCTGCTGATACGTTAGCTCCTTTGGCGTGAACTCAGACCTGCTCCTGTTGTCC
TGCAGCTTCCAGAAGCTTCCAGTCAGGCTCTGTTTGCAGACGGCCAGGCTCATATCTGGG
CTTTAGACGGGCTGTCTTACCTCGTTCAAGCATCCTTCACAGAAGACCAGTTTGGAGTTG
TACAGACGACATTACCCAGCATTCTCAGCTCCATGTTGCTGTTGCAGGAGGCTGTGGATC
GACACTTCAAGCTGCCTCACGCCTCCAGTAAACCCGTCAGGTCCACCATCAGTCTGGGGG
ACTCCTCCCACAAAACACTGCGCTTTGCGCTCAGAGCCACGCTAAAGACCGCCATCTACA
GGATAACCACCACCTTCGGAGCCCACTTACATGCCGTTCAGTTGTCTGCAGAGCACCGGA
AGAGACTGCAGCACTTTCTGGAGTACAAGGAGTGAGGCCCCGCCCCCTACCTGTGTGATG
GGATCGCGGACGGGTGAAATCTGAGCTCTGCTTGTTTTACAAAAGCATAAAGTAAAGGAC
TCTAGGTTCAGACAAGCTGCTGGGGATTCCTAGGCTGATGTCCGTCATGACGGTTTTGGA
ACGCCGCGCCTGGTTCAGGTTCTTTGGTTCAGGTTCTTTGGTTCAGGTTCTGGACTGACC
GAAACCTGAACCCATCCGCTCCGAGTTCACTTTGATTTTCTTTGAGCAGAAGTTTCTCAT
CAGAAGGCTGGGAGCAGCACTGACTTTGAGTTTCTGCTGATGTTTGAATAAAGACATTTG
AAAAAAAAAA
>CL1257Contig2
GACCAAAGAACCTGAACCAGGCGCGGCGTTCCAAAACCGTCATGACGGACATCAGCCTAG
GAATCCCCAGCAGCTTGTCTGAACCTAGAGTCCTTTACTTTATGCTTTTGTAAAACAAGC
AGAGCTCAGATTTCACCCGTCCGCGATCCCATCACACAGGTAGGGGGCGGGGCCTCACTC
CTTGTACTCCAGAAAGTGCTGCAGTCTCTTCCGGTGCTCTGCAGACAACTGAACGGCATG
TAAGTGGGCTCCGAAGGTGGTGGTTATCCTGTAGATGGCGGTCTTTAGCGTGGCTCTGAG
CGCAAAGCGCAGTGTTTTGTGGGAGGAGTCCCCCAGACTGATGGTGGACCTGACGGGTTT
ACTGGAGGCGTGAGGCAGCTTGAAGTGTCGATCCACAGCCTCCTGCAACAGCAACATGGA
GCTGAGAATGCTGGGTAATGTCGTCTGTACAACTCCAAACTGGTCTTCTGTGAAGGATGC
TTGAACGAGGTAAGACAGCCCGTCTAAAGCCCAGATATGAGCCTGGCCGTCTGCAAACAG
AGCCTGACTGGAAGCTTCTGGAAGCTTTGTAAACAAATACATTACCAGCATCCGCTTTGC
CATGAAATGCTTAACCTGCTCTCTTCGGTTCTGGAAGAACTGAGCCAGAAAACTTGGCTT
GGAAGATTCTGGTTTTGGAGTGGGGAGGGTGGCGGGTGAAGCTGGGGGGCTGCCATTCCT



CTGTGAATCTGTGGAAGTGGACCAGAGTTTCGGCGCCCTCCTCATCACGTGGGGGCTCTG
CACCACGCCATGCCACGGCGAGCCCGGATCCACCGGAGATGTCAGTTGCCGCAGAATGGG
GGAGGCAAAAGGG
>CL1258Contig1
CACCGTCAATGGAACCTTCCTGTAAGGACCCGATTCCACCAGTGGGGATCTCTGCTCCTT
GACCAGGAGCCTCGTGCCGAATTCGGCACGAGGAGTTCATGCTGAACGGAGCCCTGACCA
TCGGCACCATGGACGGCGCCAACGTGGAGATGGCCGAGGAGGCCGGGGAGGAGAACCTCT
TCATCTTTGGGATGAGGGTGGAGGAGGTGGCCGAGATGGACAAAAAGGGATACGACGCCA
TGGCGTACTACAACAAGATCCCTGAGCTGAAACACGTGATGGACCAGATCACCAGTGGAT
TCTTCAGCCCCAAAAACCCAGACCTCTTCAAAGATCTGACGGAAATGCTCTTCAAACACG
ATCGCTTCAAGGTGTTTGCAGACTTTGAAGACTACATGAAATGTCAGGAAAAAGTCAGCC
AACTTTACCAGAACCCAGTGGAGTGGACCAAGATGGTGATCAGGAACATCGCCGGCACGG
GGAAGTTCTCCAGTGACAGAACCATCACGGAGTACGCCACAGAGGTGTGGGGGGTGGAGC
CCACCGACCTGAAAATCCCGCCGCCAAACGAGCCCAGAGAGGCCATCGAGGAGACGGTCC
GGGCGCTGAAGAAGATGTGAAGCCAGCAGGGGGGCGCCCTCGTGTTTCCATTTTCCTCGC
TGAAGAACCGGCTGCTGCTGAGTTCTTAGTCTGACGTTTCTGCGTCAGCGCCCACAGAGC
CTGCTGGCTGCCTCAGCTCCAGGATTTAGTCTGCTCCCAGTCTCAGCTGAGGACTCGGTA
GTTTTTGATAACTTTTGTGCATCTTCCTGTGGTTTGTAGCAGGATTGTGTCTTAACCTGT
AGAGAACAGACGTGCTCTCCACGCTGACTTCAAATAAAAGATTAACTATTNNAAAAAAAA
AAAAAAAAAAAA
>CL1259Contig1
TTTTTTTNTTCAAAGTTTTTGTGTTTATTCAGTTTTTCCATATGCAATACTGACATCTGG
TTTCAAAAACATCATGGCGGAACACGTGACAAATGTTTATAAAAACCAATGAGAAAGAAA
CGACGGCATCACTACTCTGCAAAGTCAGATTTGGTCCGGATCTTTCCGGAAATCAAACTT
CATGCTAAAAATTTGTGAAAAATATAGAGTGGAATAACAGGAATAACAGATTTTCTTCAC
TAAGCAGTGATGATAGCATGAAATGTTCAACTTGAGGAAAATCACGGAGGAGCTTTAACT
TGTGACCAGCACCGGAGTCACATCGACACATAAATCTGACCCAATTTGAGGCTTCTGACA
TTTCTGCTGTGTGACAGATCACAGAGATGAGCCGCAGCCGGTACAGAGACAACGACCACC
CCTCTGACCCGCAGTCACACGCTACCCAGAAAGGCACTAAGCTCCAACGGGGATGACTAA
AGTGCCATATAAAGACAAGAACACTTAAGCAGCGTAATACAGAGACCCCGTTATGGGAAA
GACTGACGATCTTTAGATACTTTTACCTCTTTAATTTAAAAAAGGAGGAAAACTTTCAAA
GTAAGCAATCGTTGCTGTTTTGTTGTACAGCAGATGAATGACTTTAGTGGGACGTGGTGA
CAGTAAGTCCAAGCGCTGGTAATCAGACTCAGCAACCATCACATTTGCTCTAAATGCTCA
TCATTAACAACTACAATGAAAACAGCGTTGTTACAACTATAATAATGTGTACCAAAGCAG
CCCTGAAATGAATAGCCATAGTGTAATGTCTACTTTGTGTGTGACATCATTTCACGCTAG
TAGACATAAGCTGCTGCAGTCGCTGCTGAGCTACAAACGTCCTTCTGTGCAGAGGAATGT
CATGTGTTTCGTCGTCCATGTCCATGTTTTTGGACAGTAAATGTCCAACGGTAAGTGACG
AATTTGCTAAAACATCATTGATGAGGCAGAGAAGTCTCCAGGGCGGCTTGGATCCTGAAG
CATCTTCTGGTTTCCTGCTACCAGGAGGGGGCAGTGTTGGCCAGCCGTCTCATGCGTCTG
GTGTTCCTGTCTTGGTCTCGGATCTTCTTCTCCATTTCAGCATCTGTGAGGGTCTCCAGC
AGGGGGCACCACTGGTCAGCATCTCCAGTGTTACGGATGGCTATTTCTACAGTAGGAAGA
GGGTTCTCACTGAAGGCATACGTCCTCTGGTGCCAGCTGAGCTGACCGCGAATACTGTAG
GCAATGGTGGTGACGAACTCTCCACCGAGGCCCAGCTCGGAGCACAGCTTTAGGGCGAAG
GACTCTGGAGAATTCTCCCTTTCAGACATGTCCCACTCAAACTGGTCCACCAGAGAAATG
TTCCCCACATGGATGTTCAGCTTGATGATGACCCTCTGATCTGCCTGCTCCTCAAACATG
GCCTCCGTGGGGTAGGACTCGATCTGCTGACGGATAGCTGAGGCGATGGCAGGAACAAAA
GCCAGCGGATTGAGGTCCAAGTCATCGCACAATATTTCTGCAAACATCTCTGGGGTCATC
AGTTTCTCATTCATGTTCCACGTGAAGGCATCTCTGAGCTTCTGACCGTCGATCTCCATG
TCTAGGCGAATGGGGACCAGCGCCTCCAACTGGGTTGCATTTTCATGGATGACTGCAGGG
TCATGATCGTCAAAGCACAGAGGGAAAGTCCTCTTCTTGTCGCGGCCCATTCGATTGCGG
TTGATGGCGGTGGAGGAAGGAACAGCATCCAGATGGTGAGAGCTGCTGGGCAACGTGGGA
ACCCACTGACTGCTTCTCTTTACTTTCTGCTCCCTGAGGTAAGCTGGGGGTTCGGTGTTG
ATAGAAACTGCTTTGTATTTCTCATCATTTCCTTCAAAGATTTCCTCACATTCTGACGCC
TTCAGTAGAGTCACGCTGGTGGCATGTGAGGAGGCCATAATTTTTTTCCTCTCCTCCACA
GAAGCTAGCCTCCTCCATAGCGATGGATATCTTTTATACAGGGAGCCTCTGAACATCCGC
AGATAGTTCCCAACCTCGGATCCCACCATGTAAAAATCTCCATCTTCTTCAAGCTGGAAC
TTGACCGGCTTCTGGCCGAACGTTTTACTGAGAGCAAGCTGCATCTTTGGGCTTTGGTTC
TGCAGCTAAGAGGGTTCTGCTTTCTGCTGCATTTGAAAGCGCATAAAAACCCCCCGGCCA
TAAGGCCCGGG
>CL1260Contig1
CGGCACGAGGCTCAAGCTGCTGTGGAGGGTCTCTCTGCCAGCTGCTTTCCCTACAGGGGA
GAGCGGCAACAACCAGCAGGATGAGCTGCTGAAACATGAGATAGCCAGACTGAAGAGCAG
ACTGTCACAGCAGGAAAGGATGCTGATCGGCGCCGTGAAACGACTCCGCACCACCAACCA
GCTCAAGGAGGGAATGGAGAGGGTCATTATTGATCAATTGTCTCTGACCCACGGAGTTTT



GAAGAAAGCCAGAGGAAACTTGGAGATGAGTTCTAGTTCCCTGTTGGGCTTGTCAGGAGC
AGCAGATGAAGGAGGTCCCAGTCAACGGGCAGTAGACACTCCGCCTGCAGACGAACACTC
GGAGGATCTCAACAGTAACACATCTCTGCATTGCACTAACTGAGCCTGCTGTGAAAGCAC
TGCAGCCTCTGCCTTTTAGTTGGACTTACTGTAGGTACGGAGGGTTTCTTCTAAAGAAAA
CGCCTGTAAATAAGAACCCTTTGTTATTTTTATACAATGTATATTTGAAACGTGTATTTT
AATACCCAACGTTGTATTTTTTATTCACCTGCTGTCTTGTGTATAAAACATGGAGTTCAG
TATAAATGCAGTAAAAGAATTGTCATGGTCAAAAAAAAAA
>CL1260Contig2
CAGCTCTGCGGNAGAAACTGGAAGAGCAGCTGCTCCGAGCTCCCAGTCACTCTNAGACCA
TCANCATCAACTACCTGCTGTCCTCTCCGGATNAAAGAAGTCGGTCACCGGATCGGGAAG
GCTGTGATCTTCATCATCACTCCNTCCNGAGTCACAAACGCAGTACTGCTGTTCGCGATG
TGAAGCGGCGCGCTCATTCCGAGCTGGACGTTTGCTCAGCCAGCAGCAGCTCCGGCGACA
GCGCCTCTGGCCGTCCCTCCCGGTTGGTCCCGGGCCACCGGATGTGGGCCAACCGTAGCG
GGCGCCACGTTTTGGGCTTGATCGAGGATTACAACGCTCTCCGGGAAGCAGATCGCCGAG
GGTCGTCAGCTGTCACGCAGCATGGATGCACAGCTGCAGGAGTGTCTGCACACACTCACA
CAGCAGAGCCCCGACAAGGAGCACATGAAGGCTTTGTGCAGCAGCACAAACACCATGCCA
GCAGGTCCTGGATGAGGCTGGCCGCCTGCTCAAGCTGCTGTGGAGGGTCTCTCTGCCAGC
TGCTTTCCCTACAGGGGAGAGCGGCAACAACCAGCAGGATGAGCTGCTGAAACATGAGAT
AGCCAGACTGAAGAGCAGACTGTCACAGCAGGAAAGGATGCTGATCGGCGCCGTGAAACG
ACTCCGCACCACCAACCAGCTCAAGGAGGGAATGGAGAGGGTCATTATTGATCAATTGTC
TCTGACCCACGGAGTTTTGAAGAAAGCCAGAGGAAACTTGGAGGAGGTCCCAGTCAACGG
GCAGTAGACACTCCGCCTGCAGACGAACACTCGGAGGATCTCAACAGTAACACATCTCTG
CATTGCACTAACTGAGCCTGCTGTGAAAGCACTGCAGCCTCTGCCTTTTAGTTGGACTTA
CTGTAGGTACGGAGGGTTTCTTCTAAAGAAAACGCCTGTAAATAAGAACCCTTTGTTATT
TTTATACAATGTATATTTGAAACGTGTATTTTAATACCAACGTTGTATTTTTTATTCACC
TGCTGTCTTGTGTATAAAACATGGAGTTCAGTATAAATGCAGTAAAAGAATTGTCATGGT
CAATCGATTGTCCTTTAAATCCCTTTATTGTTTTAGTAAAAATAACCCAGATTAGGTACA
AAGGAATAAAAAACAGTTTATAATCTACTACATGGAATCAGGTTACATTGAAGTCGTGTC
TGAAATGGTTCCGGTGTTATGCCATCAGTGACCTATAAAACTAGGTCTGTGGAATTCACT
GGTACCAGCAGCACCAAGAACCCGGTCAGGCAAAAATATTCTGGCTCTGCCTCAATAGTT
TCCTTGAAGACGGGTAACAGCTGATCTAAAGCACTTCGTTTTTATTTATTCATAATGAGA
CACACCTATCTCTGCACGAGACGCACAAAAGCCTGAACCAGCTGGATGATGGGCTCCTGG
CCTTCGTGGCTTCCCTTGGATCCGGGTGGGGGTTGTTTGGATTGGGCGGAGGCCGGAGAC
GACGGAGAACCCCTCCGGAAGTGACGGGACAGGCTGGAGAGAAGCGTGCTCTGAGGATGA
TGGGAAATACTGTCAAACCTTTTTTTAACCGTAAACACCCACTTCTTACAGCCACAGGGG
GTTCAGGAAATTAAAAGTTGAGACATGTTCAATCAGCCGCTTTCACGCGTAGCTACTCAA
GTTTTTCAGGCTCAATGCACGTTGCCAGCTAAACCAAGTCAACTGATATGATGGTGATCC
AATGAACCGAACCGTTTCATGCTCAAATCATGAGATTTGCACCCCTTCAACATTCTGTGT
TGGTAAACAGTAGCACATCAAATAAAAGCATTTTGACCAAAAAAAAAA
>CL1260Contig3
GCCGTTCAGAGCCTGGCCTGCTTGGACGAGGCGGATCACACGGTTGGTTTCCTCCTCCAA
CTGTCCAGTTTCTGTAAGGAGTGGCAGTTTCACCTCCCCAAGCTGCTCCTGGACGTGCAG
ATCAACCTGTGTTACCTGTGCCAGACCTGCACATATCTGCTCCACAGCAAGAAGATGCTC
CATCACTACCTGCAGGCCAAGAATGGTGAGGCGTTGCCTCCTGGTCCCCTCTCCAGGACC
CAGCGCCCCCCTCAGACTCAGGCAACAGCAGGGGCAGCGGGGGCAGAGGAAGCCGAGCAG
AAGGCCCTGCTGACCGTGCAGTGCAGCCTTTTGAAGATCCTCAGCAAAACCCTGGCTGCT
CTGCAGCACTTCACTCCCGACTGCTGCCAGATCCTCCTGGACCAGTGCATGGACCTGGCC
GAGTACCGGACCCTGTTTGTGCTCAGCTTCACGACTCCGGCCTTTGACCCCGATGTGGCG
CCTTCATTTGGGACCCTGCTGGCTACGATCAACGTGGCGCTCAGCATGCTGAGCGAGATG
GAGAAGAAGAAGGAGACGGCTTCGGTCAGCATAGCATCGCTGGCTTCATCCGAAGAGCTC
CAAGCTCTGAAGTCACTGCTGATGTTCACCATGGAGAACTGCTTCTACGTGCTCATCTCT
CAGGCTGTCCGGTGTCTCAAAGACCCCTCCATCCTCCCGCGGGACAAACAGAGGCTCAAG
CAGGAGCTCAGCTCAGAACTGAGCACGCTTCTCTCCAGCCTGTCCCGTCACTTCCGGAGG
GGTTCTCCGTCGTCTCCGGCCTCCGCCCAATCCAAACAACCCCCACCCGGATCCAAGGGA
AGCCACGAAGGCCAGGAGCCCATCATCCAGCTGGTTCAGGCTTTTGTGCGTCTCGTGCAG
AGATAGGTGTGTCTCATTATGAATAAATAAAAACGAAGTGCTTTAGATCAGCTGTTACCC
GTCTTCAAGGAAACTATTGAGGCAGAGCCAGAATATTTTTGCCTGACCGGGTTCTTGGTG
CTGCTGGTACCAGTGAATTCCACAGACCTAGTTTTATAGGTCACTGATGGCATAACACCG
GAACCATTTCAGACACGACTTCAATGTAACCTGATTCCATGTAGTAGATTATAAACTGTT
TTTTATTCCTTTGTACCTAATCTGGGTTATTTTTACTAAAACAA
>CL1261Contig1
TNTTAAAAAAAAAAAAAAAACAGGATTCTTTTTTAACTGTAGTATACATCATGTTTCCTT
CTAAAGGTCTCGTGTTATTCTTCTCGCAGCGTGGAGGACGTCTGAAATGTTGACCTTGTC
TCCAAATTCCATCTCTCTGTGCTCTAGTAATATTCCCTGCGGATCCCGACCAATAACAAA



AACTCCTCCAAGAACAAAGCCTTCTCCCAAGACGTTTCCCAGGAAGCCTTTTCTGAAGGC
CCTCAGGCCGTTAAACCACACTCCAATACGCAGAAAAGCCAAGAGCCCCATCTTCCGCTC
ACGGGGCCCATAGAAGCGTCTCTTTTCATCCAAGAAGATCTCTCCCTTGAAGTATGGACG
GAAGTTTTGGACCTCAGTGCCAACATCCTCCTTCACAACAGCATACAGAGAGACCCCCAG
CTGGTCAAGCTGGGGTTTCAGAGAGGACAGCTCAGCAGCCTCCTCTCTGCACAAAAATCA
TCCAGGACGGCGTACTGCCATGATGACAGCTCCAGCCTTTTCCCACAGACACTTGGCCTT
GAAAGTCTTGATTTCGCCCGTCAAGGTTTTGAGCTCCGTGTCCTCCAGATGGTTGAGCGT
GGCTTTCAAGGGAGCTGACAGAAACATGTCAGTCATGTAGTTCAGAACCCCAGCAATGAG
GCCACCGACAGCGGCCACAGCGTCACCAACAATCCCCAAAGCCATTCTGGATCTCTGCAC
GCGCTCCTTCACTGCATCCCAACTCCACACTCACACAAACTCAGGAGTGGAGACGCATTT
AAATTCCAGCAGGGTTTTAGTCACCAGTTTGCTTTTCCCTTCCCAAAGCCCAGCCCTCTT
TCAGCCTCCCCGGCCATAAGGCCCGGGT
>CL1262Contig1
TGTAGACAATAAAAAAAAGAAATTTCACTGTAATTGAAAATTGTTTTCCCCCTTACATTT
TATTGACAGTGCAAATATGATTTGGTCATTACATGTTTCATTTTATCATATTCTCACCCC
AGGAGGGAGGACAGATGAGCGAACAGAGGGAATCCAGAGGAGAACAACAAACCACACAAT
GCCAATAACAAACTAAGCCATAAGCCTGTCAGCTGCAAAACATTTAAACTTGCCTTTTCT
ATTTAACATGTTAGGTGGATATGAGCGATAGATGTCAAAATATTAAATATGTTCACCTGT
TACAGTATAGAACCACCTGGAAGATGCAAATACCTCTGCAACATGTTTGGATTATTCCAA
CTTTACGAACAATAAACAAGTAAAAGGGAAACACTTAAATTGGAAGGTTCAAACTGCTAA
TGTCAAGACTGGTCCGAATCTAAAAGCAAACAAGGCCAACCGGTTCATTCAGATCAAATT
TAAATCATGATATAAGCTGTGTTGACTATTATCTTTAAAAAACAAAAACAAAGTAAAACT
TTTTTTTTTTAATAAATTGGCCCAATTTAACTGAAAACTACTAAATATCTTAAATTTAGC
TCAATTGAGGAAAAAAATACAGGATCTTGCTAAATTAAGATGTGCTTACTGCTAATGATT
TACGTCAAACCAAGATACCCAAATAGTGCATTGTAGCAAATGGAAGTGGAGATAGCTGCT
CTGTACATTACCATGCAAATCAACTGTAAAGTGTTGGACGGGTCAAACAGTTTGGAGCTG
AAGCTGTGGTTTAAATATGGCTACTGACTCGTATGTACAGTTGTTTATAACGGCCATTAG
TTTAAAGATACACATTTGTCAAGATTCCTCTCGTCCACCGTCCTTCTGTTTTCCATCCTG
ACAGTCTCTAAGTCTTCTACTCCAAGTCGGGCATTTTCTCATCATCGCTATCTGCAGAGT
CATCATCATCTGCACCATCTAGATCAGGAAGGTCCTCCTCACCGCCCATGTTGTTCATCA
TGTCTGAAAACTGATCAAAGTTGCCCATCTCTTCCTCTGAGTCGTCCTCCCAGTCTTTCC
AGTTGTTGAAATCGACACTAAGCCAGCTCAGCTTAGTTTTGTCTTTAGTTAGCCTTGGCC
ATGCTTTCCCCGGCTGTGCTTTTCGTAGATAACACAACACTGAGCGATCTGTGCGTTTGT
GTTTGGATTCATTCTCATCAATAGCTTCAAAAAGTTCTACTTCATTCTCGTGTTTTTCAT
TGTCAGCTCCTCCAAGACAGCTAAAAGCAAACTTGGTTTTATCAAAGTTCACTTTGACGT
CTTTGCTGTCAGCTATACAGAACTCTATAATAACAGAGTCTCTCTTGTCGTACCATTTTG
CAGTTGCTGGATGCATTTTGTGATGTGAGCCTCTGAATCACACAATGAAAAAGTGAGGAG
TAAAAAGGGATAGTGTTGTAAAGGAGTGAACGCTTGCACACTCACAACCAAGGCAAACGC
TTCAACTACCCCCGGCCATAAGGCCCGGGTTAA
>CL1263Contig1
GGGAATCATCCACAGAGATCTGAAGCCGGGAAACCTAGCCGTGAATCCAGACTGCCAGCT
GAAGATCCTGGACTTTGGCCTGGCTCGCAGCACGGATGCAGAGATGACGGGCCTACGTGG
TGACCCGTTGGTACCGTGCGCCAGAGGTCATTCTGAACTGGATGCACTACACCCAGACTG
ACATGGACCAGCTGACTCAGATCCTGAAGGTTACTGGAGTCCCGGGCCCGGAGTTTGTTC
AGAAACTGGACAGTCCGGAGGCTAAAACGTATGTGAAGAATCTGCCTCGCTACCCAAGAA
AAGACTTCTCCTCGCTCTTCCCCAAAGCCAGTGAACTGGCCATCGATTTGCTGGAGAAGA
TGTTGGTTCTGGACGGGGATGAGAGGCCCACAGCAGAAATAGCTCTGGAGCATCAGTACT
TTGACAGCCTACGAGACCCGGACGACTTACCCGAGCCGGTGCCGTACGACGACAGTCACG
ACAACGCCACGCTGTCCCTGGATGA
>CL1263Contig2
GCTGAAGCCGGGAAACCTAGCCGTGAATCCAGACTGCCAGCTGAAGATCCTGGACTTTGG
CCTGGCTCGCAGCACGGATGCAGAGATGACGGGCTACGTGGTGACCCGTTGGTACCGTGC
GCCTGAGGTCATTCTGAACTGGATGCACTACACCCAGACTGTGGACATCTGGTCAGTGGG
GTGCATCATGGGAGAAATGATCAACGGAAAAACGCTTTTCAAAGGAAAGGACTACATGGA
CCAGCTGACTCAGATCCTGAAGGTTACTGGAGTCCCGGGCCCGGAGTTTGTTCAGAAACT
GGACAGTCCGGAGGCTAAAACGTATGTGAAGAATCTGCCTCGCTACCCAAGAAAAGCCTT
CTCCTCGCTCTTCCCCAAAGCCAGTGAACTGGCCATCGATTTGCTGGAGAAGATGTTGGT
TCTGGACGGGGATGAGAGGCCCACAGCAGAAATAGCTCTGGAGCATCAGTACTTTGACAG
CCTACGAGACCCGGACGACTTACCCGAGCCGGTGCCGTACGACGACAGTCACGACAACGC
CACGCTGTCCCTGGATGAGTGGAAGCGATTATGTTTCAAGGAGGTAAAAAGCTTTGTGCC
CTTTCCACGGCGGGACTCCAAGAGAAAAAATACCCTCACGATGTCCTCATGATTCTCTCA
ATGTGATGTTACACAACCCTCCCACCCCCTCAGACAGCCAAGGGTGCCCTTGTATATTCC
AGCCGCTGTTTTTTTAGGGTTTGTTTGTTTTTCATATCCATCCTCTTTGTGAAATTCTTT
ACTAAACATCCTGCCTTTTGTGTAGCGCCTTCAGACAACCTTTGTTGTCCTCTGGTGCTT



TATAAAGAAACTGAATTGAATTAAGTGTCCATCAGTAAATTGTGTCAGAAATGAGTTGAC
TGTACTGCAGGGATCTCTCATGCAGACTTCCTGTTATAAGGTTTCCAAATAAACAATAA
>CL1263Contig3
GCAGGCGGGCTGTGGGAGGGAGGTGAAGTTTCTGCTGCTTCCTCGCTGCTCCTCTTCATC
ATGGACGCGAAGACACATTTCACCCGAGAGGAAATCAACAGTACGGTGTGGGAGGTCCCG
GAGAAATACACGCTGCTGAAGCAGGTCGGAACCGGAGCGTACGGTTCGGTTTGCTCTGCC
ATCAACGGGAAGACCAAAGAGAAGGTGGCCATCAAGAAGCTCCACCGGCCCTTCCAGTCG
GAAATCTTCGCCAAGAGGGCGTACCGAGAGCTGCGGCTGCTGAAGCACATGAAGCATGAG
AACGTAATTGGACTTTTGGACGTGTTCACACTCGCCTGCTGCTTGGATGAGTTCCAGGAC
TTCTGCCTGGTGATGCCTTACATGTATACTGACCTGTCAAAGGTGCGAGGGTCTCTCTCC
GACGACAAAGTCCAGTTCCTAGTCTACCAGATGCTCTGTGGACTCAGGTACATCCACAAG
GCGGGAATCATCCACAGAGATCTGAAGCCGGGAAACCTAGCCGTGAATCCAGACTGCCAG
CTGAAGATCCTGGACTTTGGCCTGGCTCGCAGCACGGATGCAGAGATGACGGGCTACGTG
GTGACCCGTTGGTACCGTGCGCCTGAGTGGACATCTGGTCAGTGGGGTGCATCATGGGAG
AAATGATCAACGGAAAAACGCTTTTCAAAGGAAAGGACTACATGGACCAGCTGACTCAGA
TCCTGAAGGTTACTGGAGTCCCGGGCCCGGAGTTTGTTCAGAAACTGGACAGTCCGGAGG
TGGAACACATTCAGTTTGTCCATTCTGGCTTCAGCCTGAACAAGACAGTTGTTTTTTCCA
ATGATGTCCTCTTGCTCTTAAATCCACACCAGTTTTAAGGTCTAACCAAACCTGTACAGA
GTTAAAGTGGAAAGTCTTTCATTAAATGGGATCCATTTCTCAATCAGGCTAAAACGTATG
TGAAGAATCTGCCTCGCTACCCAAGAAAAGCCTTCTCCTCGCTCTTCCCCAAAGCCAGTG
AACTGGCCATCGATTTGCTGGAGAAGATGTTGGTTCTGGAC
>CL1264Contig1
CGGCCGCGGACCGTTTTTTTTTTTTTTTTTTAAACTTTAAGATGACGTTTTATTCAAATA
AAAAAAAACATTTTTCTTCAGCAGAAGATGCTTCTGTTTCTTCCAGGAGGCGGGGATGAT
CTCTGCTTCACAGGTTTATATATATATACAAGATCAAGTACAAAACTACTTTAGTGATGA
GGAGGACGCCGACGTTTGGCGAACATGCGGACGGCCAACGACACCAGAACACAGAACGGA
GGGGTGGAGGGGGCGGGGTTAGAGTCAAGTCCCGTTTTCCCAGCATCATTCCCGCTGCTC
CATCTTGACTTTGGGCGGCTTCAGGAAAGATCGGTTCTTTTTCTCTTTGCTCTTCTTTCC
TTTCGCCTGGAAGGTCCTCCAACTGTCCACTCGTCCGTCCCGGGATTCCTCAAAGTTTTT
CTGCCATTCTCTGTCCCGCTTCGCCTTCTCCGCCGCCTCGATCTCTTCCTCTCGAGCTCG
TTTCCGCTCATGCATGTCCTTCGCTTCCCTCTCCTTCCTCTTGATCTCCAGCTCTGCAAA
CAACTTCATTGTCTGTTTGTACACTGCCTGTTTAAACATTTCCGGGTCGTCCTCCTCCAC
ATCTTGACATTTCCCGTCTTTCTTCAGCTGCTTCTTCTTCTCCTTTACATTATGTTCCAC
ATATTCTTTTCCGGCCTCGATCACATCTAAAGCTCTTTTCTTCTGTTCTGGATCGAGTAG
GAGCTTGTAAGCTTTGTCCACAGCTTCAAAAGCTTTCTGCGATCTGTCAGGATCATCCTG
ATTTTTGTCAGGATGGACTAATATGGACAATGCTCTGAATCTCTTCTTTAGTTCATCGTC
TGTTGCCTCTGGATCAATCTGTAAAACCTCAAAGGGGTTGAGGTTGAAGTAGGAGGATCC
GGGTCTGAGGAGTCTGTCAATCTGCTGCTTTGAGGTCAACACAGAGTCTCTCTTCTCTAT
CTGTTTCACCTGTGATCTGGACAGGAGGCCGCCGAGCTCAGGTGAGGTGTGAAATCCTAC
AAGGGTACCTGGTGGAGATCCATTTTAAGACCCTGAACTACAGAAGAGCCAAACAAGACA
GAAACAACCCAACACTT
>CL1264Contig2
ATGGCCGGGGACAGTAGCCGGGCTTAAAATGGCGGCGGCCGAAGGAGAGTCCTCTCACAG
TGTGTCAGATGAATTATTTCAGAACTTTTACACGGAGGTGAAACAGATAGAGAAGAGAGA
CTCTGTGTTGACCTCAAAGCAGCAGATTGACAGACTCCTCAGACCCGGATCCTCCTACTT
CAACCTCAACCCCTTTGAGGTTTTACAGATTGATCCAGAGGCAACAGACGATGAACTAAA
GAAGAGATTCAGAGCATTGTCCATATTAGTCCATCCTGACAAAAATCAGGATGATCCTGA
CAGATCGCAGAAAGCTTTTGAAGCTGTGGACAAAGCTTACAAGCTCCTACTCGATCCAGA
ACAGAAGAAAAGAGCTTTAGATGTGATCGAGGCCGGAAAAGAATATGTGGAACATAATGT
AAAGGAGAAGAAGAAGCAGCTGAAGAAAGACGGGAAATGTCAAGATGTGGAGGAGGACGA
CCCGGAAATGTTTAAACAGGCAGTGTACAAACAGACAATGAAGTTGTTTGCAGAGCTGGA
GATCAAGAGGAAGGAGAGGGAAGCGAAGGACATGCATGAGCGGAAACGAGCTCGAGAGGA
AGAGATCGAGGCGGCGGAGAAGGCGAAGCGGGACAGAGAATGGCAGAAAAACTTTGAGGA
ATCCCGGGACGGACGAGTGGACAGTTGGAGGACCTTCCAGGCGAAAGGAAAGAAGAGCAA
AGAGAAAAAGAACCGATCTTTCCTGAAGCCGCCCAAAGTCAAGATGGAGCAGCGGGAATG
ATGCTGGGAAAACGGGACTTG
>CL1265Contig1
CCCGGGCATTATGGCCGGGGATATAAACTACAACAAACAAGATGGCAGGAATAGGAGCTT
TCCTGAAAAATGCGTGGAATAAAGAGCCTGTTATCTTGGTGTCCTGTGGAATCGGACTGA
TAGGCGTTATACTTCCCTTCGTCAGCCCCTTAACGAAACATACAGCCATGCTAAATGCAG
CTATGCCATACAATTACCCAGTTCCTGTCCGGGACGATGGAAACATGCCTGATGTTCCAG
CCCATCCATGTGAGCCAAAAGGCCGAAATTTGGATTAGATCAAGAATTTATAACTTCATG
TCTCCCAATCATTGTCTGTTTTGCTTCTGTTCATATATTTGCATAGTTTCCCTTATTGTC
ATTGTCTGACAGTAAAGACTATTTAATTCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA



AAAAAAAACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL1266Contig1
TTTTTTTTTTGTCTTTTTTCTCTTTCTTTTTCTTGGGTTTAACAATGGGACCCTGAGAGA
GAGCAGTAAGCTGCTCATGAACGGCTTTCAGCTGTTCCTGCAGCTCTGCCAGTCGGTTTG
CCCTCTCCTCTTCAGAGTCAGAGCTCGGGCTGCTCTCACTCTCCTCACCGTCACTGCTGA
GCTCACTCTCAGAGGACGAGGAAGACGAGGAGGAAGAAGACGTGGAGCTCGGTGGTGCTG
GGGCCTCATCTGGCATTTTAGCAAAGCAGAATTCAAACACGTCCTGGAGTTTTCTGGCCA
TGGCCACAACATCATGATCGGGGGGGTTGTATTTGTAACAGTTTGAAAACATCAGCCTCA
CATCTGCAGAGAACTGCTGGGCTTCTCTGTACTCTCTGCCGTCCATTTTCCTCTTGATGG
TACTGAGGTCCATGGGAAACTTTATGATTTCGTGGTAGTCGTGAAGACCAAGTGACACGG
CATCCACGGGCTTGTAAAACGGCCAGGCGTACGCAGCGTGCTTCTTGGACAGCAGCTCCT
TCAGAACGCCGCTGCAGTAGCGCAGCTGCGGACTCAGCTTGCTGCGCCGCACAGGAGTGG
GCAGAATCGAATCGGGCAGGTCTTTTTTTGGAGGTTTGATGGGCCGTCCGCTCACTCCTC
TCCGACTCCCAGATGTTGCTTTGGCGCCGAGCATCATTGTTCCGCCGCCCATGCCCATCC
CCATCCCCTGGCTAATGCTGATGGCCTGATTCATTCCAAGACTGGAGCTGTGGTCCATTC
CCAGGGAGGTGAGGGTGAGCGGGGAGTCATGACCCCCAACCATCCCCAGGCCGATGCCAG
TGACCCCCAGAGTGCTCATAATTGGCATTGCCATAGTGGTTGGGGTTGTGGTGTCTGCTT
TCCGCTTCACGCCCTTCTTCTTAGCTGTAGGCTGTGTAGGAGGTGGGCCTGTGATGGCAG
GGATAGTCTGCTCCGGTTGAAGGGTGATGCTGCTGCACTTGGTCAGAATTGTCTGTGGGG
GTGTGGAAAGGATGGAGTCTGGTGTTTCTGGAGTGGGAGGAGAGTACACCGACTGGGACA
CGGCTGGGACCTGATGGGCTGTTGTCACTCCTCCTGAGATTGAATTGTTCCTTCCCTTTT
TAAGACTTTTAGATTGCTTGCTCCGTGGAACAGGTGGGGGCAGTTCTATCTCCTCCTGAG
GCATCTGAGCCACTTTCTGCAAAAATGCCTTTTCCAGAGACTGAGCCATCAGGACAATGT
CATCTGTTGGCTTGTTATAAATATAACAGTTGGTAAACATGGCGTTAAAGTCCTGCATGC
ACTCACTGGCACTGCGGTAGTAGTTGTTTTCTAATCTTTTCCTTATGGTGCCCATGTCCA
TGGGAGTTTTGATAATTTTGTGATAGTCAGGTAGGTTGAGCTTGGCGGCATCTACAGGTT
CATGAAAAGGCCAGGCAAAGTGGTGCCTCCACAAAGACTTAAGCACCACTTTCTGTAGAA
ACTGAAGCTGGTTGGTCATCCTTCCATGCCTGCTAGGGTCCCTCACTGGGGGCTGTGGGG
GTCCTGAGGGGGCCATCTGACTGATGGCGGGCATCCCAGGACTTTCAAAATCCTCGTAGA
GCAGCGAGGGTTTACGAATGCGCTTTCCTGCTGCACTCTGATCCATCATGACTCCTGTAT
GTCCAATCTCATACCCAGTGTGAGAGCTGTCAAAAGGCGGGTTGACAGCCATATCCATCA
GGATGAATCCGGATTCTGTTTTGTCAGTCAAAACCAGGATCCGTCTCCGGTCGCCAGTTT
TTTCCGCTCCCGCCAAGACAACACAGAGCACACTACTTCGTTGAAATCCCCGGCCATAAG
GCCCGGG
>CL1267Contig1
AATCATGTTTTAAATTTTTTTAGCATTTTTACAGGAAAAAAAAGAGGGAAATTTGATTTA
AATCATTCAATCTAACCTATAAAAATCAAAATAAATCAGTAAAATCTGGTTGCACTTTGA
CTGAGGATTTATTGCTATTCTGATTGTTTTGTAGATTATTGTCATTAGTTCCAACTTCCA
CAGACTTGATGAAAGATGGATTCAGGATGCAGCTAAGAGCCGGAGCGAACCGCTCGGATA
ACCACGGAGCTGTCCGTGAAGCGCGTCGGGAAGAAGTCGTTCAGGAAACTGTTCTTCAGC
CGGTGCAGGAAGTGGATGTATCTGACGCCGGGTCCATAACCGGAGAACACATGTGACACC
TCCTTCCACTGGTGTGAGTAAACACTCAGGTCCTCAGTGGGGCTCACGCTGTGCTCGGAA
ATCACTGTACTTCTGTCTGCAGCAAGAAGCTTCACCTGCAGCTGGTAGATGGACTGATGA
AGCTGACTCTCCTCGTAGCAGTCCTGAACGACGACTTCAGGCTGAAAACCATCCAGGAGC
TCCTCCCACAGGCCCTCCGCCTTCAAGTCCACCACCTGCTCCAGGGTGAACCAGCTGAAC
TGAGGCAGAGCGCAGACCACCACCCCCTCAGGGATGCCACTGGTGTCGTAAGGCAGAACC
TCTGTGCTCGTAGTCCAAGCAGAGAAGTCACCTTCAGGCTGAAAGCGCGGAGGTCCACGT
GGGGGGGCATCAGGCAGCTCATTTTCTGGTGGGGGAGAGGCTTTACTTAAACCGAGAGGC
GCAGGGTTCCTCAGCAGGTTTCTCCCCAGCGGCTTGGCCTCATAGATGGTCTTCCAGTCC
AGGCCGTCGGGCATCGGCGCTCCGCGCAGACCCCACTCCGCCTCGCACCTCCTCTTCCAC
TCCGCCGCGCTCATGCTGCGCCCAAATTGCAGACTGACGCTCCCGGAAGTGTTCGGAGTG
GAAGAGCTCACCACCACCCCGGCCATAAGGCCCGGGTTTAACGCGCGCTCAAGCCC
>CL1268Contig1
ATCTTTATTTACTTTGGACACAGATTTTCTAACATGAGAACATGGGAGTTCGGATCCTCC
CCCTGAATGGTTCAGACCTGAGGAACGTTGATGTCTGATGTGGGGATTGGAACCAATGTT
CATGTTCTCTCAGCTCCGTCCAGGACAGGAACCTGTATGCTGCTGAGATCTGTTGCCACG
GTAACCCAAAAGAGGGGGTGGAGTCTAAAGCAGCCAGGCTTTGATTGACAGCTAGAAGTC
CCTGCTCTTTGAGACGGGCTCCACTTCCCGCTCGTACTCGATCTCCACGAACGCCCGCCT
CTTCCTCCCACGCGCCGCAGATTTGGACGTGGAGGCCCCCGCCTCTTCTTCATCACTGGA
CTCCTCCTGCTGCTCCTCCCCCTCACTGGACTCCTGCTCCTCCTCGTCGCTGCTCGTCTT
GAGCTTGTTCATGTCCTCAAAGTCGCTCAGGTCACTCTCCTCCACCTCGTCCTCTGCGAC
AAACTCCCGCTGCTCCACTTCCTCCTCAGCCTCCTCCTCCTCTGACTCAGACTCGCTTTC
GTGGTCCTGCTGCTCCAGGGCTTTGTCGAAGGCGTGGACGGGGAAGTTGTAGATGTCTCC
GTACGTTCCCTGTTTCAGCCGCTCCAGCAGCTCCTTCTCGATGGCGTTGTCCAGCTGAGC



GGCGATCAGGGCTTTCTCCTCCTTCCTTTTCTCCCTGCTCTCCACCTTCCTGCTGAGAGG
AACCAGCTTTCTCTGCCTCTTCAGGACCAGTTTGCGCATCCGGATCAGGTACTGCGTGAT
CTTGGTGAAACGTTGCTTGCATTTGTGTCGAATGAACCGAGGCCAGTAAATCAGGTTCTG
GTCGATCTGTTCCAGAGCCTTTTCGTAGTTCTTACTGAGCTTCACCTTCTCCCACATCCT
GGCGGGAAAAGCCGCTCGCTCGATCACCTTCATGTAGAGGAAGCACTGACCTTTCTCCTC
CCTGATGGTGGCATATTGACTGTTGGAGAGGGGGCAGGACGAGCGGTTACACAACCCCGT
GATGTTGAACTCATTCCTGCAGAAGTTCTGGCTCTTGGTCTTGACTTTGAAGGAGCAGAA
CTGCTTGTTTCCAATGATGTCCCAGATGACGTCGTCGTGCTGCATTTCCGCTTCCTGTCA
CGTTTTCCCTCAGAGAAAGGAAACGTTTGATGAATTTTCCTTAAAGATAAACTGATAAAA
TATGACAGAAACGTTTTACAGGGTTTCAGAAACACATGTACAAAACGAGGGCCGCCATCT
TTGTTTAGGCGGATGTGCCC
>CL1269Contig1
GAAGCAAAATGTTTCNTAAAAAAAAAAAAGTAAATAAATAAAACAGTTGATGTGTTAGCA
TGAGTGCCCCCCACCCACCCCCATGTGCTGTGTGGTGTGCCGTTGTGTGTGAAGACGTGT
GTGTCCTCAGGTTGTTTGTCAGGTTTTAAAAGCACCTACCCTGCCACACATCCGCCCTAC
ACTACTCTGCTACAGTCGCATGTAGCTCCAACTTGACCCATCTTTCTCCTCCAACCCCCC
TCCCCCCATGTCTGATAAGAGGCTTGTGTTATGAGGACACTTGGTATTAGTATTTTGCAC
TCTGCTGGCTGATCTTAATGCACTTCTAAGCATGGCGGTCGCACTCCAGTCCCATCACGG
CTTTGATTTCCTTCCAAGTTTGCGGCCTGTTTCCCATCATCCACTCCCAGCGTATCTGCT
GGAGCCGCACAGGTGGCACACTGTGGTGTAACGGACGGCCCCTTAGTCGGTCCCCGATCA
GATCAGGCCAAGCTCTCCTGTGTGGCAGCGAAAATCAAAGTGTCCATCCATCCCTGACTG
AAGGAGGTAAAATGTGGAGCTGGGGTCTGGAGTGCAGCCACCATGCTGGTGTGGGGAGTG
ATTGTGTCCTGTCAGCCTCTGGTTAGTGTTCTGTTCTAATCTGCTGGGCTCCCTTTGTGA
ACCTGTGGACGGTGCTTCTCTTCAGAGTGCCATGTGAGAATCAAATGCTTCAGTAAAAGA
AGAAAAAAAAAAGAAAAAATGTTTTACTTACTATGTTATTCATGATTTACCTTTTATATT
TTTGTTTGTTTTGTTATCCAAGGGTTTAAAGTTCAAAGCTCATACAGTGCTCTTTATGTG
GGGACCTGCCAACCTGCACTCCTTTTAAATGTGATGAAGTTTTTTCTGTTGGTCTAAACC
ATGTGTGCCAAACTGTATGTATATTCTTCTGTCAATGCTTTGAATATTAACAGTGCATAA
AAAGATATAAAGAAAATTCCGATTTTTGGATGCGTTTCCATCGACCTTGAAGAGGAAAGA
AAAATGCAAATTGTAGGTGTACAAGTTTTGTATTCCAAATGCTCATGGGTGCTGACAGTG
TTTTCCTGCAGTTTATAAAAGGTGTGTTTTTTGACTTGTTCGAGTCTTGCTAAAGCTTAC
ATCTGCACTGTGCCTCCCTATTTGCACAAAGCTTATCTGAATCCAAGGCCCTTCCTTTGT
ATTTATATTATTAATACTGTGCTTATCCACCTCTTGCATCTCATGAAAAACAGGTTGAAC
CCTCATGTCTTAAACTGAATTCTTCACCAAGCGACACAGATGAGCTAAACTCTGCAAAAT
CCAAAGTTACTTGCTATTCCTTTGAGTGTTTCACTGTTAGGTCATTAGTACAGAAACAGA
TGTGCTCATGCAGCTAGTGCAGAGACGACACTGGAGCTCCACAAAACCCCAACTTGCTGG
CTGATAGTACCTCGGCTCCGGCTTGCCCCAGACACAACACTTCCGCTTTACAGCAGCTCA
CAGTTCACTCAAGGATTGTTAGCTATTCCTCTTTTCCTGTGCTGCATCTGCAGAACCTCT
TGACAAGTGTAGCAGCTCCGCAGCAGCCAAAACTCCTCTCCCTATCAGCTCCTTCTCTCT
GCATCACACGTTCATGTAAAAAAAAAAATATAAACCTTCCC
>CL1270Contig1
TCGGCACGAGGCTGCATCGACGAGTTTGATAAGATGGACATCAAAGACCAGGTGGCCATC
CACGAGGCCATGGAGCAGCAGACCATCAGCATCACCAAAGCCGGAGTGAAGGCGACCCTG
AACGCCCGCACGTCCATCCTAGCTGCAGCCAACCCCGTCGGCGGCCGCTACGACCGCAGC
AAGAGCCTGAAGCAGAACGTTAACCTGACCGCCCCCATCATGAGCCGCTTTGACCTCTTC
TTCATCCTGGTGGACGACTGCAATGAGGTCACAGATTACGCAATCGCAAGACGAATCGTG
GACCTTCACTCGCGCGTGGAGGAGTCCGTGGACAGGCTTTATTCTCTGGATGAGATTCGA
AGATACCTGCTTTTTGCCAGACAGTTTAAACCAAAGATCTCCAAAGAGTCTGAGGAGTTC
ATTGTGGAGCAGTACAAGCGCCTCCGCCAGCGAGACAGCACTGGAAGCGTCTCCAAGTCT
GCCTGGAGGATAACCGTTCGGCAGCTGGAGAGCATGATTCGCCTTTCTGAAGCCATGGCG
CGCATGCACTGCTGCGATGAGGTGCAGCCCAAACATGTGAAGGAAGCTTTCCGCCTTCTC
AACAAGTCTATCATCCGAGTGGAGACTCCTGATATCAACCTGGAGCAGGAGGACGAAGTG
GAGGAGGAGGAGCAACAGGAGGAAGGCAACAATGTTCCAAATGGAGTCAATGGTCACGTC
AATGGCCACATGGAGGATGTGAACGGCCACTCGGAGCACAGCGCTCAGTCCAAGCCGTCC
CTCCGCCTGTCGTTCTCCGAGTACAAGCGCATCTCCAACCTGCTGGTGCTTCACCTGCGC
AGAGTGGAGGAGGCTGAGGAAGAGGAGGAGCTGAAGAAAAACGCTGTGGTGAACTGGTAT
CTGAAGGAGATTGAGTCAGAGATCGACTCAGAGGAGGAGCTCATCAATAAGAAGGGCCTG
ATAGAGAAGGTGATCCACAGGCTGGTGCATTATGACCATATCCTAATCGAGCTGTCCCAG
GCAGGACTGAAGGGCTCAGAGTCTGGGAGCACAGAGGAGGAGGAAGTTGTTCTAGTTGTC
AACCCCAACTACACCCTGGAGGACTAAACTGTCTGCATCATCCTCCATCATTGATGCTTC
AATGGATTTCTTACATTGCAGCCTCTAAAATGCTGTTGGACTTATTTTTCGAGTTGACCT
CAGCTATTTAAAAAGAAAAAAAACAAGGGAAAAACAAAAAAAAGCAACGTTTAGGGATTT
TCAAGATGAATAAACTGTAAATAGGTTTCCGCTGCTTTTTCTAACTCACTGACTTTTGTG
TAACCTAAATTGAAAGCTTTCCACAGTATATATATTCAATTCAAATGTCACATTTGAAAG



ACTGGGTTTCAAGTTATGTTTTGTGTGTTATGATGGAAATTAAATGGTAGTTTAAATAAT
AAAAATATTTGTAAGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL1271Contig1
CCNTTAAAAAAAAAAAAAAAAAGTTNGGAAATGAAGAGTTGGAAAATAAACTCAAATGTA
TCAAAACAGAAATAGGAGTAACAGTACATTAAAAAAGGACTCTTGGCATGACACCAAAGT
ACAGAGAAACAAAACAAAAAAAACAAGCCAGGAAGCAGCGCTGATTTGAAAATGGAGCTG
CAGGAACAAGCTGTCGACAGTTGCTTCAGAGGGCATCATCTGGGTTAGCGCCCACCGGTT
TTGCGACCAGCCCAGGACCGGGAGCGAGAACGTGAGCGTGATCTCGACATGGACCGAGAC
CGGGAGTGGGAGGGGGTCTGCACCCGTCTCACTTCTTCCTCGATGTAATGGGAGGCAGAA
GCTTGATTGATGTTTTCGTGAGGGGATGCAGATCCTTGGCGTGATCTAGACCTCTCTCTG
GACTCTCTCCGAGGTTTGTGCTTGTATCTGTCTTCCTCGCGACTCCTGCTTCTTCCTCTT
GGATACATTCGTCCACGGGTCTCTTTAGGAGACTCTGATCGTCTGCGCCTGCGATCATAA
GACGGACTGCGGGACCGGTATCGCTCATAGCGCTCGTATCGCTCATATCTGTCGTAGCTG
CGGCTGCGTGACCGTCTGCGTCGGCTATCTCGGTCGTAGTCGTCATATCGAGATGATCGG
CCCGGGGAACGCCTCTCCTTTGTTTTCATCTGATTGGGTGTCTTCCGGTCACCCTGGGCA
AACTGGATCTCAATCTGTCGGCCACAAACCCACTTTCTGTCCAAGCTGTGAAGAGCATCT
TCTGCATCTCGCACATCCTCAAACTGAATGTATGCAAATCCTCTTGGTTGGCGTGTATAG
AAGTCAAGTGGGATGTAGACATCTACTATTGGCCCATAGCGGCCAAACTCACGCCGTAAA
TCCTCAGGCCTGGACTCATCGGAGATGTTCCGGACAAACAAAGACGTGTTTGGAGGCCTC
ATGTATCTGGCCATACAGCGACACACTCAACAGAAGGAAACGGTTTCGACACGATGCCTG
CTAGCCCCGGCCATAAGGCCCGGGTTTANCGGCCGGTAG
>CL1272Contig1
TGAGCTTTATTGTTGGCTGTGTNATGGTGGGGGGTGGGACTGCAGTGTCAATGCAAAAAA
TGAGTAAACATGTGGACATCTATTATAGGAACATGGGCACATGGGGGGAAAAAAGGAGCC
ATCAGAGATCAAAACCCCCCCTTATTGAATCTGTTCTGCATATTAGGAAAGCTGGATACA
CACCAACAGTTTTTGTGTGCGATTTCTCCCCCCCAGAAGTTTCCTGACAGGCTGCATCAA
TCAGTTGCCTTTCTGTACCCCCCAGCACACAGACAGGTTACTGAATTTTTACTTTGATCA
TCTGAATAATTCAGGTCAGAAATAGAAAAATAACCCAAGGATACACACAAATACTCACAC
AGTCTCAGCTTTTATGACAAATAAAGTCAACAATAAACAAAATTAGTCCAGGGAACAAAT
CGGGAAGGGAAGGGAAGGGGGTGTACAAACTGGTTTCCTCTTAGATTTTATTGGTTGCTA
TTGAAATACAGGAATATAAATGATCAACAACACCTACATCAGTGTCTGTTCACCAACAAT
GACAAGGTCAGACGATCATGTGACCCGCATGGAAGCTCTTCAGTATTTGGGTCTCTTCAC
GTCCACACCGTCAGCCTCCATCTTCTTCCTCTTCTCAATAATCGCACTGATCTTCTTCCA
CTGTCGGTCCAGCTCTGCCTTCTCATTGGTCTCCTTGAAGCGTCGTGTCTTCCTGCCCTC
AGACATTTTGATGCCATATTGGAAGGCAGCCTTGGGGAGAGCCTCCTTGTTGTTCATATA
ATCTGAATACTCCTCCTGAGTGTCGAAGTCCCAGCGGCCCAGAGGACCCTTCTTGTTGCC
CTGGTCCATCTTGCTGTAGTCAACTTCTTCATCACTGTCAACGGCGAGATCATCCATTGT
TGCCGGGTAACACTCTGCATACGAGTTGGATCCCCCAAAGAAATCTCCCAGCTGCTCTTT
GCTGGAATCTCGTCTCACAGATCCTGGCTCCTGGCCCTGCCACTGGCTGCCTGCAGCTCC
TCCAAAGTTCTTGTTGATCATCTTGATGTGCTCCTGCACTGATCCGGGACCTGTATCCAC
CTCCAACACCTGCTGCTCCTCTCCTCTGGGTTTCTCAAAGTAGTTGTGCCTCCTCTTAGC
ATCATCATCCCGCTCTCTGTGGCGCTCCTTCTCCTTGGGGGGTTTGGGGACGGTGGTTGG
GATGTAGTCCCCGATGTCATCAAAGATGCTGAGGTCAGTCTCCGGAGCTCTTTTATCATC
CAGTTTACCTTTGTCCTTCTTCTTCATCTTCTTGTGTCGGGTTCCCTGCCTCAGGTAGGA
CAGGATCTGGGTCAGTTTTGAGATCACGATATCGTTGGTGGTCAGGGTCGTCTGAGCCTC
CATGCTGGGACAGTCAGCTTTGCTGCGGATCAGAGTCGTGGGAATGTCGGTGTCGGTAAA
CTCGTCATCCAGATCGATCACGTATGCCATCCTGCCGGGCAGGAACAGCTCATTTCTTTC
CAAAGCCCCGGATCGGAACACGACCCGGTAGATGTTCCTGCCAAGACGGGTCTTAAACTC
CATCTTCTCCTCCGGCTCCACATCCTTCTTGGCCTCCTTCTGGACTTTCTCTATCATGTC
TTCTTCTTCCTTCTCCTTGCTAGTGATTTCTGCTCTCACCTTCTGCAGCAGAGCGAAGTC
CAGACCTTTCACCAAGTGAGTGTGCTCCATGTCACCTCCCAAGAACTTGGACTCCTGGAT
GAGCTGTCGACGCTTCTCTGCTGCAGATTTGTCAGCCTCAGCAGTGGGTCCAACGGCTCG
GTAGTTGGCCGTAGTGCTGATTAGCTCCGTCTCCTCATAGTCCTTGTTGACGCCGTCCCG
CCTCTCTCGCGCTCGGTCACGGTACTTCTCAGCAAGCTCGCGCTCTCGCTCCATCTCCTG
CTGTCGCAGTTTAGCATAGTAGCTCTTCTTTTTCCTCCTTCGTGCTGCAGGGTCCTCATC
TTCATTGTAGTCTTTGGGCATCTCATGGTGTCTGGACTTGGTGGGCGGGGCAGTTGCAGG
TGCACTCCGTGGCGTCATGAGCAACTTTCTGAAGTCATCATTGGTCAGTTTGGACTGAGC
AGCACTTCTGTGGTCGTCCACTTCGTGGCCCTCAGGGGCCAGGGGGTTGGAGTAACTCTC
AGTCTCAGGCATCTTTACGGACAACTGCTTCTGTCCTGTAGGAAGACGGGACTCAGGTCC
GGCCCGGTTCGCTCAAAGTTAGCAGTCTAATCTGGCTACTGTTCCTTTTTTCTGCGGACT
TTCGTCCTTGTTTTTCCCAACTGTTCCGCAAAGCTGCTGCTTCCGTCCGGTTTGGAAAAA
GGCTACAGGTT
>CL1272Contig2
GCAGGAGCACATCAAGATGATCAACAAGAACTTTGGAGGAGCTGCAGGCAGCCAGTGGCA



GGGCCAGGAGCCATATCCTCTTTTTACCTGTTTGATAGCTTCCGGAGGGGGCGGAGCCTC
CCTTTTGCATGTTTAGTTGTAGTTGTTTAAAAGTGGGTAGGGCTTCCGGATCACATGATC
AGCGTTGTCTTTAATAAAAACAAACAGGATCTGTGAGACGAGATTCCAGCAAAGAGCAGC
TGGGAGATTTCTTTGGGGGATCCAACTCGTATGCAGAGTGTTACCCGGCAACGTAAGGTT
CAACCTGACACACTGACAACGCCAAAAAAAAGCACATACTGACAACGCTACAAACACACA
ACCCCACACGCCAACAACGATACAAACGCACAACCCCACATGCTGATAAACTAACAACCC
TTCAAATGCACAATCTCACACACTTACAATGCTTCAAACACACAACCTGACACACTGACA
ACCCTACAAATGCACAACCTGACAGTCTCACAACCCCATAGCAGGTAAGGTAAACATTTT
TGCGTTGCAGAATGGATGATCTCGCCGTTGACAGTGATGAAGAAGTTGACTACAGCAAGA
TGGACCAGGGCAACAAGAAGGGTCCTCTGGGCCGCTGGGACTTCGACACTCAGGAGGAGT
ATTCAGATTATATGAACAACAAGGAGGCTCTCCCCAAGGCTGCCTTCCAATATGGCATCA
AAATGTCTGAGGGCAGGAAGACACGACGCTTCAAGGAGACCAATGAGAAGGCAGAGCTGG
ACCGACAGTGGAAGAAGATCAGTGCGATTATTGAGAAGAGGAAGAAGATGGAGGCTGACG
GTGTGGACGTGAAGAGACCCAAATACTGAAGAGCTTCCATGCGGGTCACATGATCGTCTG
ACCTTGTCATTGTTGGTGAACAGACACTGATGTAGGTGTTGTTGATCATTT
>CL1273Contig1
GAACGTTTAATTAGAAATGAAAATGCAGGTTAACTTCAAATCATACGCGAATGGTTACAT
AGGAGTAAAAGTACTGCAGTCACATGGTTACAGCACTCAACGTTTCAGACTTTAAAAACC
TAAAGTGAACCTTCTTTGGTTGAAACTCGACACAATGCCACATTTAAGCAAATAGAAGTC
TTTTTTGTGAATGATTTGCCATAAGAGTGTCAGCTGGTCTGTGGCTCCTAGAACAGGCAG
CTGCTGTACACGCTGACTTTGTGGCTGATGTCCTGCAGCAGCTCTTTGACTGCAGCTTCC
AACTCCACCAGCTGCTCAGCTTTCACCTCCAAAATGTGCTGGTTATCTTCATAAGACTTT
TCAAGATCTTTTAAAAGCTGAAGCTTGTCAGCCGCCTGCAGCAGCAGTTCTTTCGCCTCC
TTCTGCAGTGACTCCGCCCTGTCCTTTGCCTGAGCCACTCCCACTGCCTTCTGATCAATC
AGCTGCTCCACGGTGCTGACCTTCTGCTTCAGCCCTGACTGCAGCTCCTGTTTGACCTCG
TCTGCCATGCTCTGTATGATCGCAGCGTCCTGACTGGTCATGTTGGCGCTCCTGCTGACA
TTCCAGTTCTTGCTCTTCAGCAGCATCACGTCTTCATCCAGTCTCTGTAGTCTTACGGTT
GCATTGTTGACCTTCAGCTCTGCACTGGCTGTTTCTATTTCCACGGAAGACAGCAGCTCT
TTGGTGTTCTGGATTTCGGCAGCAGCCTGCTGGATGGCGCTGCCAACCGATGTCTGAGCT
TTCTGAACCTCTTCCAGAACGTGCTTCACTTTCTCTGCAGAGTCCTTCACACCAGCCGCC
TCTTCCCTGGCATGGCGGGCCTGCTCCAGCAGGGCCTCAGCTCTCTGGATGTTCTCAGCG
CTCTGCTCCAGGATGGACTCCACATTTCCCAGCTCCCCCACTTTCAGTCGGATCTCTTCG
GTGAGGTTCTGGAGCTGAGCCGGTGTGGTTGGCATCTGCAGAGCTAGAACCTCATTGGCC
ACATGTTCAATGCTGTCTGGGTCTGCAGCGTCCTGTGTGAGGAAGTCTCGAATGTGTCGG
ATGAGACTGCGAAGCTCTTCGTTGCTCCGGTCTACTTTGAGTTTGGTTCTGTTGGCGTTG
TTCAGGACGTTCTGAGCGCTCAGTTTGGCCTCATCTGCCTGGAGCTTGGCTTCCAGCACC
ATCTTGGAGAGCTGGTCCACTTCCTCCAGGGCGCTGGCGATTTCCCGCTCAGACTCCTCA
ACCTTCATCAGAACGTTGTTACGGTGGTCACGGCGCCGTCGCAGCCTTCTCCTCCACATC
CACCCTTCCCCTCACAGCCCAGACCACCACAAGAGGAGCGGCACGAGTCCTGAGCGTTCG
AAGGACCCCCACACATCTTTTGGTTAATCCACGACAGGTCCAAAGTCTGCAGCTCTCCTG
CCAGCTGGTCCAG
>CL1274Contig1
TTTTTTTTTTGACACACCAGTGCAGTTTATTGTTTGCTCAGAAAATCATTAGAAACAGTC
TAAGGGGGGAAAAAAAATCCTGGTACGCTTATATATATATTAAATTCCTTGAGATGATTG
TTTAAAGAAAATATTAATGCCAATACATTTCTATTGAATCGACATTGTTTCTTTCGGTCC
TTAAATGTGGCACCATACCACCAAATAATGTTCTCATTTTCTGCAAATTATAGTTAAAAG
CTTAGCAAGCTATGATGCAGTCTTAAATAGATATTAATAATGTAGAAAAACATAATGACA
GAGGATGATTTTGGTGGTGAAGAGGCCTGCATGTCCGACATTTGGTTATTCCGTTACAAA
AAGACAGGTAGTGTTACAGTTAAGCCCGACACGGCCGCTCATGTCTGTCTGAAGCTGCAT
GGCACCTGTGGAGTTGGAGCTGTGGTGAGAGAAGCGAGAGGAAAAACTGAGCCGGCACAG
TTTTTACATGTGCTTGTATGTCTTTCTGCACAGCGATCATTCACATGGCTTTGACTTTGA
TCTGTTTCATCTTCATCTGCTTCTTTTCCATCTTCTTCTGCTCGCGTCGTTGAGCTGCTT
CCTCCAGACGACGTTGTCTTTCTGGATCCTCTTCATTCATGATTCTCTCCTTCTCGGCTC
TCTTTTTCTCCTCGCGGCGGGTCTGGGCTGCCTCCTGGCGCTGAGCGTGAGTCTGTTTCA
GGAAGTTTTCTTCCACCCGAGCCCTATTCCTGTCAGCTTTCTGTTTTCCCTCTCTGTTTA
GACGGAGCTTCTTGACTTNATCGATGCTGTAGATCACCATGTTCATGAGAGGAAGCAGTG
AGTCCATATCTTTGGGAGACGTGTTGCCCATTCCAGGCACATTAAATGTAAACAGGAGTG
TCTTCTTAGTCTCAGGCAGCTTTAGAGGCTGACCCTCCTCTTGCATAACTTTTGGACCAG
AAAATTGGTCTGAAAAATGGATGGACTCAATCTTTTCCGCTTGGGTGGTGATGTAGTGTA
CCATCTTGTTATCCATCACACCATCTGTGACTTCGCCCATCTCACTAAGAATAGCCAGGG
AGTCTGGAAGCCCATATTTAGCACCGGACTTCGGCTTGTCTCCACAGAATTCACTCAAGT
CTTGCATGTCCTTCTGCATGCGAGCCATTGCTTTCTTTGTACCCACAGCAAACACAAAAG
TGCCCATGTCCTCGTCATTAAGAGTCACTTTAACTTGCACTTGGTCACATGCAGGCCTCA
TCATCCTGGCAAGAACATTCAGAAGATCTTGTCTCTTCAGAAACTTGAGCTGAATCAGCA



TGCCTTCACAGCACACACGCCCAGAGCACCACAGGTTGTAGATATGTTCATTTTCCTGAT
TCAGTTTCCCAGTGCTGACAGCTTCTTTACTCGTTCCATCATCACCCACTAGTGCAAAGT
TGCTCTCTAGAAGCTCTTTGTGTGAATTGAACCAAGCCTGAGCCAGCCGACTGTTTTTGT
TCTTGCCAATGATGTAGTTCATGATGTACGCCAACAGGCCGGTCACCATGAGGATTTCCA
TGTAATAACTTTCCCAGCTGTTTTGAAGATGTGCAGGAACCGTGTGAATTATTAGCGGGT
CCTTCATAGAGGGGCCAGGCTTTTCCGAATCGCCAAATCCCTCAAACTCATCCTGGTCAT
ACTTTCCATCTTGATCTTGGGTATCCGAGTCCTCAAAACCGTCTTGACCATCTTCCAGCT
CTACAGTGGCTTCATCTTCATCTTCATCTTCTTCAGGCTGTGCAGATGAGACTCGTGGAG
GGGGGGCGCTTTCTTTCTCAGCTGTTAAATCCTCATTCATGTCCTCAAACTCTGCAAAGT
CATTGTCATCAAACTCTGCTAGGTCCTCCCCATCATCAAAATCATCGTTGTAACGGCCCT
TGGAGCCAGGAAAGGCCAGGAGTAGCAGCAGTATGGGTATTAGTAGAAGACGTGGTCTTT
GCATGATGGAAACCTTGAGGATAAAGTATAGCAATGAACGCGAAGCTGGTTAGGAGAAAA
GAACTTGAAACTGTCCTTGGAGTGAAGTTCCCCCGGCCA
>CL1275Contig1
TACAGGTGACTTTACACAGGTNAAGAGCAGATNACCAACAGGTCTGTGAGAAACAGAATT
CTCATTTTAGGAAGTAGATTCCTTATTTTCTGCATGATTATACAAACAAATTCTTTAAAG
ATCATACAATGGGATTTTCTTGGATTCTTTTTGCTATATTTAGTATACCTTTAATAATTA
TAGTCCTCTTCATCCTTTTAAGTGGGACAACTTGCAGAACTGCTGACTGCCAAATCATTT
TTTGCCCAACTGTAAAGAAAACTAATTATATATCAAATAAAAGCTTTGCAGATGATCCGT
TCTTTGAAAACACTCCATACTAAATGAACATGAACACAGCANCCAGTTGTAAAAAAAAAT
GTAGTCACATTTATTTTAGTCCTTACATGACAACCATATATTATGTCTCACCACCTACTT
TACAACACGTTCTCATGCGTGACTTGAATCCCTCTGCTATTTATGACTCTAGCCTTCAAA
ACACCATACAGGAAAGACGTGTGCTACAATATGTAGGCATGGCTTGGCCAGTTCTGGCTT
CGTGGAAAACGTCTCTCTGTCCGGCCCCAAATTCTCAGTTGTAAGAGAGTCTCTGCATCC
AATTCTTAAAACTTAGTCCAGGTTTCTGTGTGTCTGCCGGTCCGGGCTGCAGCCTGTGAG
CCGGATCAGGGCAGCTGGAGCGCCTCTAGCCAATGGTCACGCCAACCCCACATTGGAACT
TGTTCTTGCGATGGTTGAGGAAAGCACCGAGGGCCAGTGTGAGAGGAAGCGGCACCAGTT
TCTTCTCAAGGGTTGCACCAACCACCCAATTACTGTCAACTGTGCCTTTAAACAACAAGT
TGGCTTTGGGGAGATCCAGCTGATAACCAAAAGATGTCGTAGTGTCCTCCATCCGTGTGC
TGGCTTCAAATTCAACCCCAACCTGCAACTGCTCATTAGCTTTGTGGTAGTATGTAGCAT
GAGCTCCAGCTCCTCCCACAGTTAAAGTAGCAACAAAGTTGTCACCTGTGTATCTGCCCA
GCAGAGAGGTTACAGTCCCTTCCTCGCCTGGTCTCCTGTGATACACCAGCTCTCCACCCA
GAGCCAGAGCCGGCGTGACTGACTGGAGATAGTGAGCAACTACAATACCAGATCCAACAA
GCACGTCTGGATTTCCGAGTGTAACAGCAGTGGTGAAGTCTTTCCCGCGGTATTCCATGT
CACACTGCCAGTTCACAAACTTTTGTTGCTGAGTTTGAATGGCTATCTTGGTGCGTACAG
CTTTGGTTAGTTGGTGGATGATCTGAGCATTCAGGCTGCCAGTGTTGTCCATGTCTCCGA
CTAAAACGGGAAATAACTCAGCAGGTCCTGTCTGTTTGTTGCCAACATAGGTCGAGCCAA
ATCGGTAACCAGAGTCACCCAGGGTGCTGAGGGTCACAGTGTGGCTAACCTGAAAGTGGT
TACTAAGGCCTTTGTTCACCACTAAGCGCACCCCTTCCATCTGCAGGGGGAAAACCTCTT
TACATTTGCGGTGGCACTCCTCGTACGTGCCAGGGTTTGGAAGGGATGAATCTGCATCGC
CTGCCTCCTGTCCAGATTCAGCTGTGGAGGGAACGGAGGACACGGGGGGCATGGTGAACC
CAGGAGGGACTGACACCAGCCCTGGCACCCCCTGACCACCAGACGCTGCAGCTGGGGCTG
GACTGGGGGAGGTGGCAGCCAGTACACTGCCCATCCTCTGAGACTATGACAGAGCGGACG
GTTAAGGGGTCTAGGGGGTACTTGCACACCGGCAAAGTTCACGACAAACGTCCGCGACCG
GAGTACCCCCGGCCATAAGGCCCGGG
>CL1276Contig1
AGAGGCAGCGTGCGCTTGGTGGTCATACCAAACCCCAACTGCGACTCGGGAGGGCAGGGC
GGCGTGGGGATCGGCCTTGTGACGGGAGCAGGGTCTGACGAAGACGGGTGGACCACCGTG
GGGATTGTTATCATCGCGGTGGTGTGCTGCGTGGTCGGGACGTCCCTGGTGTGGGTGGTC
ATCATTTACCACACTCGACGACGAAATGAAGACTGCAGCATCACAAACACAGATGAGACC
AACTTGCCCGCAGATATCCCCAGCTACCTGTCCTCCCAGGGTACTTTGGCTGACCGGCAG
GATGGGTACATCCCATCCGAGAGTGGAAGCAGTCATCCGTGCATGACGTCCTCCATCAGC
GGCTACTACCTCCAACCTAAAGACGCCAACGGTCTCTACCAGCTTGATACGGGAAGCGAG
ACGGACATGGAGGCAGCTATAGATCCTTTGCTCTGCAACTATCAAGGTCCAGTTGCTTCT
CTGCTTCGTCGAGATAACATTTACTACAACGAGCCGTCAGACGTTTTCACAGGGTGTTCT
GTGGACCAGAGACCGGTCTGCGTGGACGCCGGCAGCCTGACCGACTCCAGAGGGAGGGAC
TATTTCACGGCGGAGCATTTTGACGTGCGCCCTTCTGCTTTCCTGATGTCACTTCCTGTT
ACCAGTCTGCATCATGGTCCTTTCCCGCAGCAAAGGGACCGGCGGCCGTCCATCGAGGAG
GTGGAAGTCGTGGACTGTGGGGGACGTCCCGATCGTCCGCCTCCCTACAACACATTCATG
GGAACGTTTGGGAAAGCTCCTTGGAGACCTCAACAGGATCCAGGGTTCAGTCACCAACCA
GTGACGTCCAACGGGATCACTCTGCACCAAGACCCGTACGCCGCTCCAGATGTGGACCTC
AGAGGGAGCGGCGACAGCGAGGAACCGTCCTACGAGCAGCTCTACAGGACTGAAAGCAGC
TCTCAGCGCAGAATGAGCACCTAGCGTCTCCTCATGAAGAGGTCAACCAGGAACCAGGAA
ACCTTTCTACCTCACTGAATGGACGCGTTTGCAATAAGAGACTTCTACGATACGCACGTG



AATGTAAAGGACGATTATGTGTCGATAAAATGAAAAGCGGCATTTCAGCTGTTGGATCAA
AGTAAACCTTTGGTTTTTTTATAAAGTTTTATTCTATTTTGTAAATTGTATATGAACAGA
ATTCCTTATTTTGGCTTACATTATGTGTAGGATTGTTTTGCAGCTCATTTATTTCAGCTT
TGAATGAAGCAAATTTGCACATATATGTAAACAATAAAACAAAAAATCCACC
>CL1276Contig2
TCGGCACGAGGCGAANACGGGTGGACCACCGTGGGGATTGTTATCATCGCGGTGGTGTGC
TGCGTGGTCAGGATGGGTACATCCCATCCGAGAGTGGAAGCAGTCATCCGTGCATGACGT
CCTCCATCAGCGGCTACTACCTCCAACCTAAAGACGCCAACGGTCTCTACCAGCTTGATA
CGGGAAGCGAGACGGACATGGAGGCAGCTATAGATCCTTTGCTCTGCAACTATCAAGGTC
CAGTTGCTTCTCTGCTTCGTCGAGATAACATTTACTACAACGAGCCGTCAGACGTTTTCA
CAGGGTGTTCTGTGGACCAGAGACCGGTCTGCGTGGACGCCGGCAGCCTGACCGACTCCA
GAGGGAGGGACTATTTCACGGCGGAGCATTTTGACGTGCGCCCTTCTGCTTTCCTGATGT
CACTTCCTGTTACCAGTCTGCATCATGGTCCTTTCCCGCAGCAAAGGGACCGGCGGCCGT
CCATCGAGGAGGTGGAAGTCGTGGACTGTGGGGGACGTCCCGATCGTCCGCCTCCNTACA
ACACATTCANGGGTACGTTTTTGCTAACGACTACTTTTTNTTAGACGTTCTCTACCTTCA
AGCTGACGTTTCCCCTTCCAGGAACGTTTGGGAAAGCTCCTTGGAGACCTCAACAGGATC
CAGGGTTCAGTCACCAACCAGTGACGTCCAACGGGATCACTCTGCACCAAGACCCGTACG
CCGCTCCAGATGTGGACCTCAGAGGGAGCGGCGACAGCGAGGAACCGTCCTACGAGCAGC
TCTACAGGACTGAAAGCAGCTCTCAGCGCAGAATGAGCACCTAGCGTCTCCTCATGAAGA
GGTCAACCAGGAACCAGGAAACCTTTCTACCTCACTGAATGGACGCGTTTGCAATAAGAG
ACTTCTACGATACGCACGTGAATGTAAAGGACGATTATGTGTCGATAAAATGAAAAGCGG
CATTTCAGCTGTTGGATCAAAGTAAACCTTTGGTTTTTTTATAAAGTTTTATTCTATTTT
GTAAATTGTATATGAACAGAATTCCTTATTTTGGCTTACATTATGTGTAGGATTGTTTTG
CAGCTCATTTATTTCAGCTTGAATGAAGCAAATTTGCACATATATGTAAACAATAAAACA
AANA
>CL1277Contig1
AGTGTGTTTGTCCTGAGCGCTGGGAGCAGACAAGGAGACACTGTCGTGAAGTCCGGGCTG
ACCGAGGGGGGAAGTCACCGCCGAGGCCACTGACTGGGACAAAAGGATAGCAGAACAAGG
GCACACAGGACAGGGGGAAGAAGCGCACCGCTGCAAGGAGTTGGAAGCAGGAGTGCTGAC
ATTTGACAGAAGATGAGCACATACACAGTGACTCTGAATGGCCCTGCTCCATGGGGCTTC
AGACTACAGGGAGGAAAAGACTTCAACATGCCACTAACTATCTCCAGGATAACTCCTGCC
AGCAAGGCAGCGGGTGGCAGCCTGGCCCAGGGCGACATCATCACAGCCATTGATGGAGTC
AGCACCGAGGGGTTGACACACCTGGAGGCCCAGAACAAGATCAAGTCCGCAACAAACAAA
CTGACACTCACAATGCAGAAATCAAGACGTCCAGCTCCAGTCCCCACGGCAACTCCGAGA
ATGGACTCGCCCATGACTGTCATCGCACATCAGAAGGTTATCGCAAACACAGCTGGAAAT
GTGGAGTATTCTCCCAGCTTCAACCCCATCGCTTTCAAAGACTCTGCCCTCTCCACTCAC
AAGCCCATTGAAGTGAGGGGTCCCGGAGGAAAGGCCACCATCGTTCACGCTCAGTACAAC
ACACCCATCAGCATGTACTCACAGGACGCCATCATGGATGCAATAGCAGGACAGTCGCAG
GCCAAAGGACACGAAAGTGAGGAGGCCGGCTCTCCCCTGTCTGGGGTTCTGCCTGTTAAG
GAGCCTGTGGTGGATTGTGCGTCCCCTGTATATCAGGCAGTCATCAGGCCTGGAGACACG
AACCAGGACATGTCTGAGTGGGCTCGGCGTGCTGCCAACCTGCAGTCTAAAAGCTTCAGG
ATCCTGGCCCACATCACTGGCACTGAATATCTGCAAGATCCTGATGAGGAAGCTCTGCAG
AAGTCAAGAGAAAGGTTTGAGTCTGAAGTCAAAGGGCCACGCTTTGCCAAGCTGAAGAAC
TGGCACCACGGATTGTCTGCACAGATCCTCAACATCCAGGAGTAAAGAGAAGCAAAGCGA
GAGGGGAAAAAGACAAAAGCAAGAAAGGACATGTAAACATGGGCGAAACCTTCAGAGTTG
ACAGGAAATAAAAAGGGAGTGGAAGAGGCGAAAACTCCTCAGGAATGTGAGATCTGTGTA
TCTTAGATTAGATTAGTGGAATGTGAAGTAGCACATGTTAGCGTGTGAATACTTTTATGT
TGAAATGCTTAAATATCAAATATATCTGTCTGCTGCTAAAACCGTATCTCACATTTGGGT
TTTTTTCTTTTTCTTTTTCCTGATGATTTGCGTTCTCCATCTCTGAAGAAAAAAGTGTTG
TACAAAACGAGGAGCATCTAAGTGAAAATGCAGAAATCACGACAGAAACTATGTTCAGAA
ATGCATGAGTTTCAACCCTGTTCGCACGTTTGCCTGATGTCACAGTAGGACAAATATGTT
CAGAGATATTTATCTTCATACACCAATACAGTATGTAAAAAATGCACTCAAAAATGTACT
GATGTTAATGTGAATAAATGTTTTCTTAAATCTAAACCTCGTGCCGAA
>CL1278Contig1
GGGCAGTTTCTGAGGACTGTGGAGGAGTGCTGTCCGCAGACTGCATACGCAATCAAACTC
AGGCTACAGGAAATGGCAGAGGGTGAGCTGAAAGACATGGAGTACTTCTTTTCCACCCTT
CCAACCCCGTTCACTGCCTTTGATTCGGAAGCCTATAAAACCAGTGTTGTTGGTCTGTTC
ATGAGACACATGCTGCTGGCCTACAACAAGCTGTCTTTCAGTCAAGTTTACAAGCTTTAT
AAGTCCCTGCAGGAGTACTATCACAGTCATTGCAGCAAACCCTCAGAGGGTCAGGTGAGT
TTGTCGGTGTTGGCTGCAGACGACTCGGACATGGATCTCACCAGCACGGAAGACACAGTG
GGTGACAGGATGGAAAGCAAGGCACTGGACACTCCACTCCATTTGTCAGAACTTCGAATT
GATAACGCTCCGAGCAAAGGGCCCCTGTCTCAAAAACAAGCAGAGTACTTTCTTGCACGC
CAGGCGTATCTCATGAAGAACGATGAAAACAAAGCCCTGAAACCCGCCGAACTGCAGGAA
GAGCTCAATAACATGCTCAAGTTTAACCCCGATTTTGCAGAAGCCCACTACCTGAATTAC



TTGAACAGCATGAGAGTCCAAGATATATTCCTCTCCACCCACAGTCTTCTACACTATTTT
GACCGCTTCATTTTGTCTGGAAACGATGGAAAGAGCAACGGCGATGAAGGTTACGGACGG
AGCCTTCGCTACGCTGCTCTGAACCTGGCGAGCCTCCACTGCCGCTTTGGTCACTATCAG
CAGGCTGATCTGGCGCTACAGGAGGCCATTCGCATCGCCCAGGAGTCTAACGACCACGTG
TGCCTGCAGCACTGTCTGAGCTGGGTCTACACGTTGGAACAGATGAAAGGATTTGACAGC
ACAGTTCTGACAGAAGATTCGGTGAAAATGGCTGCACAATTCTGCCTGCCGTACTTGGCT
TCTCTGGGCATTCAGTCTTTGGTTCAGCAGGGGGCGACACAGGGTAAGACTGCACACAAA
CTGATGGACGCTCTGAAGGACACGGACATCTTGCACTGGAAGCACAGTCTGTCGGAGCTG
ATCGAAATCAGCCTTGCCCAGACCACGTCCATATGGAGGATGTACGGGAAGAGTACCATG
GCTCTGCAGCAGGCCCAGCTGCTTCTCAACATGAGCAGCCTGGAGCCAGTCAACTTCGGG
GTCCAGCAGAATAACACAGAAGCTTTTGCCATTGCTCTCTGCCACTTGGCAGAGCTGCAC
GCTGAGCAGGGCCTGTATGGGGCTGTTTCAGAGATTTTGCAGCATCTGAAAGAACAGTTT
CCTCCTCACACACAACATGCAAAGCTTTGGATGCTTTGTGATCTGAAGATCCAGTTTGAC
AGACACATGAACAAAGGAAAGTATCTTTTGGCAGAGCCGCTAGTGGCAGCGATCTCCGCC
TTAAACAAAACCGAAGGCCTTTACAGAAAAGCACAAGTTCTGAAGGCTCTGAACCGCAGC
ACCGAAGCTCACAAAATCTTACAACAGCTGCAGGTTCACTGTGAGAGAACCAAATGCACA
GAAATTATTATCAGGGCAATGCTGTCCATGGCTGAGCATCACTGGGAGTCATCTGGCTTC
TCCACAGCTCTTCCTCTCGTCCTGCAGGCCTTGGCTCTGGCCAGAGAGCACCACCTGCAG
GCCCTGGCCTCAGAAACCATCCTTCATCTGGCCTTCACCCAGGTCACAGCCAGCAGGAAC
AGTGACTGCATTCAAGCACTGGAACTCGTCCAGTTTAGTTCACGCTGGGCGGTGTTGCAG
GTGTTGATAAAGAGATGAAAAGAAGCACAGTACTTTTGGTCTGAAGTTTCTGTTTTCTCC
TTTTGCAGCTGATGCTGGGAGTCCCTGAGCAGGCTCTTTGCGTTCTCCACGAAGCCATGG
AGCCAATTCTGGCACATGGAGCCGTCCTGGACAAAGGCCGCGCCATGTTGCTGGCAGCTC
GCTGTCAGATGGCTGTAGCTGGGTTCAAGCCAAATGGACAAGGTCAACCAGATCTGCCTT
TGATA
>CL1278Contig2
TTTTTTTTGTATGTATTGAACGTAAAATTTTAGACAGAACACAACAAAACAAACATCAAA
AAGGGAATTCACTTTCCAGCGTGTGCCGTCATCGAGGCTACACAGTTTGATTTTCCACCT
CTGGCTTACAGCTTTTTTAGCATTCTATGGGCAATATATACTTCATCCAGACCACTGAAA
CACATTACTCTTGCAGATAACTGTGATATTACCCTCGTTCATCAAAAAGCAGATGGTAAA
TTAGCATAAATGTGGCAAATCTCACCTATTCAAACTGAGGTGATGAGGCTTGGAAGACGC
TTTTAAAACATCAGTTATAGTCAGCGACAAAAAAACATAAACAAAGCATTTTAGCATAGA
GAAATCACAGTGGGGGCTTTTTACCACCTAGTGGTGAGTTGCAGCATGACAGGTCTCATT
ATTGTGGTAATGGAATGTTATCAGAGACGCATGGAGACAGGTGGAGCTGGTGACTGCAGC
TCCTGGTTCAGCAGCCGGAACAGCATGGAGCTTTTGTTGCTCTGCAAGGTCTGTCCGAGG
GAACGGTGCAGCTGAGCCTGGAGGTAGCTGACGTCCCGCAGCCGCTCCTTACAGTTCAGT
TTAGAGAAGTAGGCTGCAGCCTCGTTCAGTGAGGCAACAGCCAAGCGTATCAAAGGCAGA
TCTGGTTGACCTTGTCCATTTGGCTTGAACCCAGCTACAGCCATCTGACAGCGAGCTGCC
AGCAACATGGCGCGGCCTTTGTCCAGGACGGCTCCATGTGCCAGAATTGGCTCCATGGCT
TCGTGGAGAACGCAAAGAGCCTGCTCAGGGACTCCCAGCATCAGCTGGGTGAAGGCCAGA
TGAAGGATGGTTTCTGAGGCCAGGGCCTGCAGGTGGTGCTCTCTGGCCAGAGCCAAGGCC
TGCAGGACGAGAGGAAGAGCTGTGGAGAAGCCAGATGACTCCCAGTGATGCTCAGCCATG
GACAGCATTGCCCTGATAATAATTTCTGTGCATTTGGTTCTTTCACAGTGAACCTGCAGC
TGTTGTAAGATTTTGTGAGCTTCGGTGCTGCGGTTCAGAGCCTTCAGAACTTGTGCTTTT
CTGTAAAGGCCTTCGGTTTTGTTTAAGGCGGAGATCGCTGCCACTAGCGGCTCTGCCAAA
AGAT
>CL1279Contig1
GCTGGACAAACCCAAACACACACCAGGCGGGTCACTTTGCTTGGAGCTCCTCCCACATGT
CAGGAGAGCCTCAGAGAACACTCAGCATCAGGAAACCCGCTCATCCAGCCTCAGCCTGCT
CCCGTTCACGCTCGCAGCTTTGTCTCCGCCCACCGTCGGCTCCTCATTCGCCTGTGGCCG
TGCACACTGAATGTCTGCCCTCCTGTCGCCTTACTCCCCCCTCCCTGCTGTTTCTGAACG
CTCTGCTCGTTTGAGAGGGCCGCTTCGATTGACCATGCACTTGTGCTCTAACTAACACGC
TGCTGCAGCCAAACCTGCTGGACCGTCAACCGCCGAGGCCCGGAAACACTAAACCCCTTC
ATCTCCAACCAGAATCCATTCACTTTTCCCCTAAAGGTTCACACTAACTGCTCTTTTCCG
TTAAATGCTGCAGACTTTGACTCCACCCGCTGCATTTAGGTCTGTCTCTTTAGCATTTGG
GCCCAGCAGCTGTTTGGACAACCGTCCAATCAGAGCGAACTCTCACGTTTTCTCAGTGAA
GGTGCACCTCAGAGGAACTATCTCCACAAAAACTGGATTGTTAACAGATCTGAAAGGAAG
AGGTTTCCTGCAGCCACTGCATTTTCCTGTTGGGTGTTTGCTTTGATCGTTTCTGCTCTC
CGAAGGCTTTTCCTCTGAAGGCTATGGACAGTGTGCCATATGTGTCAGGCCATCACTTTA
AGTTGCCAAATCTGTTACAGGTTCTTACTCTGATCTCATTTCTTCATGGTCAAGAAGAGA
AGCATGTTTAAAAGAATAACTGTTTTCATCGGAGGCCGTCTCCTGTAGCGAGGAAGGTTT
TTTTTTTTGACCGAGTGGAGATGACCGGAGAGTTTTTCAACTGAAAGATGAGGCTGCAGC
TCCTCAGCAGCCTCACAGGGATGAAGCAGTTCATGCAGTCAGACGCCACCTGCAGACTGC
TCAAAGGGATCAGAGGATTGTGCTAAATCACTTAGAAAGCATTTTTGTTGTAAATGTTTG



GATATCAATAAAAGCAT
>CL1280Contig1
GCTTCGCTTGGCGAGTCGGTAGCTAAAGGCCGCTGGTTGATACAAAAATAAGGGAGCCAT
GGTGAATCCTGCAGCCCGCCGATACTGGGTACATTTATTTGTTCCCATGGGCTTTGTGAT
TGGCTGGTACCTTGATAAACTACAAGACCAAAAGCTGACAGCTTTTAGAAACAAGAGTGC
ATTGTTTGGAAGGGAGCTAAAGCCTGGCGAGGAGGTGACCTGGAGGTAGAAGCTTCCCGC
CTGGAAAATCATCCTCTCAGCTGTGGTGTAAATGATAAATAAGAAGAGTCATGTGACTCC
CTTGTCACGTCCTTTGAGTTGTATCAACCAATAATAAATATGGTCTCTCAAAATAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAC
>CL1281Contig1
GTTTTTTTTTATTGATTTAGCTGATTTTTTTTAATAGAATGCAAAGGTCCATTACGTGGA
AACATATTCAAACACTGCATCTGCTATGGCATACAGAGATATGAAGAGAAGAGGCTGCCG
GAGACGGCGTCATTACATCATTAGAATGTAAACTTTACAGAAGAAAAGAGGAGAAAGATG
CCACATGAAGGCATCCATCCATATTTACTGGTCATAAAAGTTTGACAGCGAATAAACGAC
AAAACACTCCCCACAAAAAAGAAGAGAAAACACCCGCAAATGTTGTTTAACACAGATATA
CAACAGAGACAAATTAAGCCCACCTCTTACTTTGTCTGCGAGGCTTCACAAACAGTTTTT
CTCTAAAACAAAACAATTTTACAGCTTTCAACGTATCCCCACATTTACAAAGAATTCCTA
AGGGAAGCATTTGTTTTTTTAGACCCTTTCAGGAGAAAAAAAGGAGGGATGAAGCTCAAA
GGTGTAAAGACGGGCTAGTGGCAGCTGTTTCAGCGAGTAGTGATTAGCAGGTAAAGGACA
AATGGAAAGGAGTTGATTCATAATTGTTGTCTTGCATGCTCTAGCAGGAGTTGTGAAGGT
CAAACGAAGGTCATGGAAAGAGGCCAGAGCAGAGCGATGAAGCAGGAAAAGGAGGCGTGA
GTGGATGCTTGTCGTTCAGGTTCGTCTTCTCCTCAGTACGTCGTTGCCGTCCATGTTGGT
CTTTGGAATGGTGTCATGACTGGATGGTGGTGGCTGTGGTCTTCTCTTTAGCGTCTGTAA
CCAAACTCGTCGGCGTCGTCGGCGCGGAAGTCTCCGTAGCGCCAAATGTTGAGCCTGGCA
CTCTTGGCTGATTCTTGACTGTTCAGGTACTCTGTCACAATCTTCTGCAGGTGTTTCTCT
TTGCGAACGTCCACCATGACCAAGCCCTCCTTGACCAAGCCCAGGCCCACGTCCTCCTTG
GTGTCTCCAAACTGTATTGAGACGTGTGGGCAGCTGGCGCCCGAATACTCAATGTTCATC
ATGCACTGGGTGTTCTGGATGTCCCGCACAATGCAGTCCACCACATCTGCACGAGCATCC
TCGTCCAGTGGGACCTGGATGAAGGCGAAGGTATACTCGGTGGCCTGGGCTGGCAGGGTC
CTGGTGCCGAAGGCAGGAGGCATGGCAGCCAGACGGGTGGATGGCACAACTTCTCTGTTG
CCATAATCGATGTAAAAGACGTGAACCTTCGCTGGTGACTCAACTTTTTCCACTCTGGCT
CTGTACCATTCTCCATCTGCAAACTTGGCTAAGCAGTAGTCTCCTCTGCGTGCAGAATAG
GACCCTTCCACAGATGGGTGGGCAGCGATCTCTGCTCTCATGGTCTCCATCAGGGTCTCC
AGCTGGGCTCCTGTTTCTACATCCTGGGCGTAAAAGTGCAGGT
>CL1282Contig1
TATTTATTTAGACGTTAAAAAGTCTTACAATATAGAGCTCCAGAAAAGATAAAATTTGTC
AAAGAAAAGAAAACATGCTGTATACTACAATGGAGAAGACATCTCTCCTATCATGCAGAG
GGTTGGAGCTTCCTCTGGGTAACACCTGTAAGAAATGTCACCAAATTTTAATTGGTTCAG
GTGACCTTAAAGAGAGAAATTAACCGATTACACTTTTTGGTAAAATGGCTACATGTGCAC
AAAAAGTGGTTCCATTTTTCTTTCTGAACCCTTTGTTTAGGTTTTCACAATTACACTCGG
TAAATTACCACCCCAGAAGCCTAAATCCAATCTGTTTAGCCAATCAACTCATTTTGAATT
CATATTTGAAAATTTCAAGTCTAAATAAATATTTTTGTTCCATCAATTAGTAGTGCACCC
AGGAGAACCTCAAAACCCTTTTTCTTCCCAATGCAAAAAATAAAAACAGTTGAAGGGAAT
TAAATTAACAGACCAAAACCCAACATAATCTGAAAAACTAAATGGTGCCAACACATCACC
TCCGATAAACCGTTCCACCTTACGTACGTCAATACTCTGGAGACATTTCTGGACTTCCAT
AGTGGAGATAAACTTGCCAAACTCAAATCCCATTCAAATAAAACTCGTTTCATTCAGGGA
ACAATTCCAATTACCACTCCAAGCTGGTCAGCTATGACTAGATCTTTCAAAGCAAAAAAT
GTCACCCCTTATAATAACCTTTCATTGAAGACATGTCCTTTTTCAGGTTTTAACTGCATA
AAAACTACTCGAACAAAACATTATGATTTGAAACATCACATTCTTATCCTCNATTCATCT
ACNTCTGCC
>CL1283Contig1
ACATTTTATTGAGTTCTGCAGAATCTTAAGTACAGTTTGAAGTGCTGTAATAGGGCAACA
GGAGATGATATCAGGTCCGTAAATCTGAGTTTTGAATAAATGTATGACAATATGATATTC
TTTATTTTCATTAAAAAAAATATATCAAAAACAAAACAAAGATGGAATGCACAGAACTGG
TCTGAGTGCTAAACCTGCAATTGTGGATTACATAATTTCACTCTGCGAAGTCTACAGTAT
ACAACCAGTATCATAGAAGCAGGGAATGATTCATTAGAAGCACAAGAACCTACGATGAAG
GCGGAAGGAGTAAGGGACCGTAGCAGGGTTGGGGGTGGGTGGTGGGACAGGATGGAGAAT
TGAGGGGAATCGAGGTTAGGATGCTTGTTACGGTTCAGTAGTAATGCCAGAGTAGATGAA
CGGCATTTGGAGCAAAGAGGTCAACTCCTGGCCAATATATCCAGGTCAAACTAACAAGCC
CTGCCTTACAAACAGAGATTAAGAGCACCGACTCTATATCGCCCCCCACAGGACATGTAC
ATCCTTCCTCAGCTTCAACAGCGGTGCCAGTCTTTGGCCATTTTATTCTTTCCATCTCAT
TGGGAATAAAGGTTAAAATATAAGACTTTAATACAGTTGAATTGAACTGGGGGCAATCAG
CTTCTCTGAAACTTAAATAAAGGGCCATAGCAACTTAACTTTAAGCAAATTAAATGAATG
AATTCCCCTAAAAAGAATACAAAATATTTTTTTCCAATCCAACATTTGTTTTTGTGTTTT



TTTTTTAAATCCAGCAGATGCTAAACACACGTGGAGGCTTTTAGATGCTTCGTGTGTTTT
TCACCTTTTTTCCCTCGTTTACCTGGGAAATACTTAAAGTTCTCTTAAAGCCGCATTACT
TCCTCACATTCACAGAAAAATGAAGCACTTTCAGCTGCAAGCCATTCCCTTCCCAGAGCA
CCATAACCTATATCCCCCCCCTCCCTCCAAGATACACATATGGTGCATATACAGTTTTAC
AATGTCATCGAGCTACATAGTTGGAGCTTCGTCTTCTTT
>CL1284Contig1
CGGCACGAGGGCAGTTCAGTGTGTTCCGTAGGTTTCTTTTACACAATCATCTTGTTGGAG
CTGCAGATCTCTGTCTTTGTTAAGCAGCAGCATCCTCCCTGTGAAAACAGCTCACCTCAT
GCTCTGTGCTGAGGGGGGTCCTGAACATCATCTCTGCAGCTTTGGGACAACCCTCTACAA
CCTGTGTGTGTTTTTTCAGTCTCAAGTGTCCCTCTGCTGTGAGGTGATTAGGCACGAGTC
TGTCAGAATCTTGGAGACTCAGGACTTTTAAAGGCTCGAGTGGGTTGTATCCACGCTGAC
TGCAGCAGATACACAAAGATCCAGTCTGACTTCTGTACTTGAAAAGATGTGCAGGAAAAT
GTAGGAAAGCATCAGTAAGGCGGAGCTGCAACAGTCTTCACAGAACTGCAGACGTGCTCG
TGTGTCTTCTCATTCTGTAACTGTCAGCTTTGCTCAAATGAACCGTGTTTTCTAGAAAAC
AACTAGCTGGTCTTTTCTACTTCCTGGTTAACCTACAAACCTTTTTAAACACTGATGATG
AAGAACGTGGCCAAGAGAGAGCTTCTAGATTTTAAGAACTGTTTAAAAGTAGACATTTTT
CTGATAATCAGATTTATTTTTGTTTTGTTTTTTTGTAGAAAAGCGTTTGGGAGTATTTCT
CACTAAGCCATAAGCTGTCAGATGGTTTAAGGAAATGTGCTGCTTCTGACTTTTTTCAAT
GAAAACACTATGAAACAAAAGCAGCACCACAGCCTGACTGCAGAGGGCGATGTTACCCTG
CAGACGAGCTGACCAGAGGCCGGCCCCTTAAATTATTTCATGTAATGACTTGTTTTTGAG
GCTGTGAAACACCTGAGAGCTGCAATAAAGAGT
>CL1285Contig1
ATTTTTATTTGGCAGCACTTGAGCTGCTCAGACACAGGAGCATTTCACAGTAAAAGGTGA
TCAAACTGGACAAGACATAAAGGTATGGCAGTGGTGCAAACGTCGGATTCCCTCTCACTC
CCACAGTTATGAAGCAAAGCTTTGCTCGACTCACATTCCTGAAAAACAAACACTGAATAA
AATGTTCACACTGCAAATCCCCAGACCAGGACTTGCAGTAGAACTGGCACAGGATCTGCT
TTAGAATCTCCAGTGAAGCCCCTCCTCTGGGCCTGTAGTGCACTTCATTTAAGAAAAGGA
AGAGTTGTATATGAGAAGTCATTGGCCGTGAGGCAGGGCTAGGGTGGCCGGTGCGATTGT
CGGCAGCTGTTGCAGCGCAGAGCGCGAGCAGATGAGATGACCGGAGCGATCGCCACAGTT
GACCACGAGCGTCAGCTCGCCTTCAGTTCCAGACGTCACATCAGGGCCCAGAGATCCACT
GGGAGCTTCATCCACAGGGAATTTAAGTCTCAGTGCCCAAATATTGGTCCTCACAGCTTT
CAGCTGCGCTTCCATGAACAACCTGGTCCCAGCAAAATCTGTCTGACTGCACAGAATGGA
TGCCATGGCAAAGAATGGACACGTAAGGGTTGAAATGAAAGCTCAACAGCTGAAGAAGGT
CACATGACTCTTAACATGAAGGAGCAGCAGATTGGTGACGAGGCTCCCGAATGAAAACCG
GATGGATTGGGAGTTAGGATGAAAAAGGAAACGAAGGGCTGTGTTTACTGAACAAGCACA
GCAGGTCAGAGGAAAGCGTAGAGCGGCGGTTTTGGTCTGTCAGTGTGAGCCTTCAGGCAC
TGCAGTCACGGTCCGTCTCCCAACAGGCCCTTTAAAATGGCAACAGGTTAAAGTGATGTT
TTTCTAGACGATCATTTTTAACATGAGTGTTTCATGGAAAGCCGAATGCTAGTCATTTCA
GGCTGCAGTCTGACATGTGCTCCAGTTTCCAGCGTCACAGTTTGATGGTGGATCCGTCCC
GCCCATCGTGTGTTTACAGTAAACAGCACAGAGCTGGAAAACGCCTCTTTCTCTTGTTGT
TCTTCCCGTTTCCGTTGGTCTGATTGTTTTTGGACATTTTCTTGCCTCGTACCTCTCGCA
TCAGGTCAAAGAACACCTTGTCAACATTGGCTCGGGTTTTGGCAGACGTCTCCACGTACT
GGGCTCCCCACTCCTCTGCCTTCCGACGCGCCTCCTCCACAGACACATGTCTGCGTTCCT
CCAAGTCAGACTTGTTCCCCACCAGCAGCAGAGGAATTTTGTCCTCGTCCGCCTTCACCC
GCAGGATCTGCTCCCTGAACTCATCGGTGGCTGTGAAGGACTCTTGTTCTGTGATCGAGA
ACACCAACAAGAACCCCTCCCCACTGCGGAAGTAATTGTCCCGTATGGCGGCATAGTCCT
CCTGGCCCGCTGTGTCCAGGATGTCGATCTGGACTTCGTCTCCGTCCAGGACCACCTTTT
TCCTGTAGCTGTCCGCTTTGGTGGGCTCGTAGTCTTCCACAAACTCATCGTACATGAACT
GCAGGGTGAGGGCAGACTTCCCCACACCTCCACTTCCCACCATTATCACCTTGTGCAGAG
CCAGAGAGCTCTGGCTTTTCCCTTTATTGGCTGCCATGGCGCGATGCTGCTGTCTGTTTT
ACACGCCGACACGTGCACACCATCAGAGACGACCGAAAAAACACGTTGTACCTTCAGCCT
TCAGAAGATGCTCTCCTCCCGGCTGCTTCCCTGTGACTGACAGAAGCATCGGAGCTACCC
CCGGCCATAATGCCCGGG
>CL1286Contig1
GNAGTGACATGTTGACGATTACAAGCAGAAAGTGAGAAAACTTCATTTGAAAGCAAATGT
CTCATCAAAAAACTAAAGGAAAGGAACAGGAAACAAAAAGTTCATTTATGGTTATTATTC
AGAGGTTAGTTAAAACTAAAGACCGAGGTAACCTGTTAAGCTGCAGGTATGTTTTCTCTG
CCGGTAATAAAGGAAGGAGTGCTGACCTCAGGTCTCCCTCAGCATGTGAGATTTAACCGC
ACAGGCAGAAAGAAAAACGAGCAGAGAGAGACATGATTTCTCTGAACTCATTCCAGCCTT
TGGTGACTCGCTCCGAGTCTCCGTGTGCTCGCATGGAGGTTCTTCAGCTTAGCTGCCAAA
GCCGAAGATGCCCTTGATGTAGCCCGTCAGGCCGCCCTTGCCCTTCTGCTCCACCTTGTC
GTCCAGCGGCGGGAAAGTCACGTGGTTGAGAGCCAGGTCAAAGAACAGAGGCTTGCAGGG
GATTGGCTGGAAGTCTGGCGGGAAGGGGACCAGGTTGGGATGTTTGCCGACCAGAGTCGA
GTCGATGCGGAAAGTTTCCAGATGCTCGCAGAGCGGCGTGTTGTCTTTCTGCTGATGAGG



AACAGAAACTTCTGCAGTCTCGTCCTTGTCTAAAATGGCAGCAGCTTGAAGTGAATATTT
CTCAGCGTTCACCTCAGCGATGAGCTCCTGAACGTCAGGAAGATCCTTGAGGCTGCTGTT
AAGACTCTTGGCTTTGGACTGGACCTCCTTGGCGTACTTCAGCACCTTCTCATACAGAAC
CAGCGCCTCGCTCCACTTCTTCACCAGGACATAAGACTGAGCTATAAAGAAACACCTGTA
AGCTTTGTAGATCAGCGTCTTGAGGGACACCTCTTTCTGGAAGGCGTGGTCGTCCTCCAA
ACCCGGCAGGGTGGACAGTTCAGCCAGACTCTGCAGGATGATGTCATAGAGGCGGATCAG
GTCCTGAGGCCGGGGGCCCCTCTTGCTGTCGTCGGCCCCCGTCTCCTTCAGCTGAACCTG
CAGGGTGTGAGCCATGCTCTCGTTCCTCTTCACCAGCGTGCACAGCTTGATGTAGGTCAG
ATAGCTGTGCAGGAACTGAAGGTTGGAAACTTTCCCTCCATCGCTGTCTGAGCTCCTTTC
TCGCAGTTTCGCCTCACTCTTCAGCTCCTCTCTCACAGCCTGGATGGTGTCTCTACATTC
GGCCAGCAGGGTCTCATAAAGATGCTCTTTGGTCTCCTCGTTTGCTGCCTGAGCAATGGC
GGCCTCGTTGTCTGCCAGACCCAACAGGAAAATGCGAGCCTTGTCGACCTTCACGGGAAC
GCTCCGCCCTCGCCACTCCACCTCACTCATGGTAGCTGCCTGCTTGGTTCTTGCCTGAGT
GATCAGCGTCTCCAGTTTCTCTGCCATCATGCCTCCGCCTCCACCTGTCAGCCGCATCTG
CATCAGGTCGTTGATTGCATTCTGGTCTCCGATGTTGTAAGCACAGTAGCGGATGTTGGG
GGAGATCTCGTCCACGCGCTGACGATACAAAGCCGCCATCTCCTCGGTGAACGCACTGGC
CAGTTTCTCATAGATGGTTTTGCACTTGTTGAAGGCTTCCATGGCGCGTTTCCACTCCTG
CAGCTCAAACTCCACCATCCCAGTCAGGTATGCAGTGTAGGCCTGCGCCTCCAGTTTGGT
CTTCGCATCGACACGGTGACTCTCGCAGAGCTTCTCCAGCCGCTCGCTGTGCTTGGCGGC
CTTCCGGAGGCGTGCGAGCAGGTGGAAGCGCTTCCGCGGTTCTGTGTTGGCCTCCTGTTT
CAGCTGCATGGCGTAACTCCAAGCACGCTCTGCCTCCATCAAAACCAGCAACAGATATCT
GCTGTCAGTCAGCATTTCCTCTGTGATTTTCTTCCCAACAAACTTATGCCGGTTGCCCAT
CCTGAATCCAAGAGTCTTGCGTAGCCGACGCAGCCTGCGGGAGCAGTAGCCCCTGTATCT
CTGGTAGTCTCCGTGTCTGAGGCCATGCTGCTGCTGGGACTCCTTGATGATTTGCAAGAT
CTCAAGACCAAGTCCGCTATCCGGGAGATTTTCCTTATTTTCTTCCCCGACGGAGACTTT
AGCTTCGTTTGGTTTGTCTGCGGCCATCTCTACAGGCTAACGGTGGAGC
>CL1287Contig1
TTTTTTTTTTGTGAANGTTTTTTTTTATTATTTTGCATCNCTTTGTACAACTTTATCATT
GATAACAATGATTGTTGTTTAATGGGTTTCTTTCCCAAACAACTGTCACACACAAAGTCC
AAATAAAAGTTAGAGATGGGGAGTTGTTTTATGACATAGGCATCCCAGATGTTTTTTTTT
TTGGTAAAATAGGTAGCAAAACACTTAAGTATCAAAACCGATTTGGCATTGTGGCTGTCA
AATAAAGTTCAGTACAGGAAAATAACCTGCACATGAGAGGAACAAAACTAAAAAGAAATT
GGGCTTAAAAGCCTCTAAAATGATGATGTAAAGTTGAGAAAGAAAAGAAATTTCTGGTAT
GCGTGAAGACCTCAACCAACAAAGCTCATCTCCCAACAAGCCCACGCAGGACAGAATGAG
ATTGTCCACTGAGTGTGTCTGAAGTTGTGGAACTTTTGTCGATCTGGGTAGGTTTGATTT
CGTCGGTAATTCCCGCCTCATGTCAGAATAGTGTCGTCGATTTCTTCATTGGAGTCTGGC
AGGCTGGCGATTTTCTTTAGTGAGCGGCGGTGACATTCTGACAGCAGATCGTTACTTGCT
GAGTCCAGAATGGCAGTGACACTTTGTAATGTCTCCTCTCCATGGCGGAGTCTCAGTAAG
TTGACAATGGTGTGTTCGCTCTGGGCTCTGACTGTGGTGTTCTTATCCTTGGTGTTGTCC
AGTAGAACTTTCAGCATAGGCTTAATGAGACCGGCTTCCATGGATGGTGTTGCCGGCTCT
CTGAAAACCCACCATAGCACCCTCTCTGACACCAGCCTGATATCACTGGACTGATTCTGC
AGACACTTAACAAACTGAGTGATGATGCGCTGGGAGATACTGCTGCCTCCTTCCACTCTG
AGGTGATGTCTCATCAGATATCCCAAACCTCGGATTCCACTTGTTGCAATAGGAATCCTG
TCAGCTGTGGCGTTGGTCAAAATGGTTTCCGTCACAGTATCGCAGTATTCTTTCCCACAA
AGCTTTTCTGGAGCGGATTTGACGGCTATGGCCAGGGCCAAGCTGCGACCATGACGGACC
ATCCAGTCCACACCGGACACGTCCCCTAAGACATGCTGAAGTAATATACTCTTAAGCTCC
TCCTCTGACAGGAAAGCGCACAGCTCACCAACACATCCGGCTGACGCCATTCGGGTTGCG
TCCTCGTCATGTCCCAACATGCCGAGCAATGTGGTGGTGATATTTTTGCGGATTGCTGGG
TCCACCTTTGATCCGGCCCCCTGGATGACGAACCTCAAGGCTTGCAGCATAGTCTCTCTG
ACTCCAGAGTCTTCGGCGTTGCGTATGGCAGAGAGCTGCTCAGTGAAGAGCGGGTCAACC
TTGGTGTGGATGGACACCAGCTGACCCAGAGCCTCTGCGGCCTTCAGTCTCACCCTCGTG
CCGAA
>CL1288Contig1
TTCGGCACGAGGCACACGTGAAGGTCAGCAAACTCGGCAACATATTTCTATAATTAATAT
AAAGAATAGAGCTACAACAACATATTTGAAGAAACTATGGACGGGCAAGGAGCAACCGCT
GACCCTCAGCTTCAACATTTCATCGAAATCGAGTCTCAGAAGCAGAGGTTTCAGCAGCTT
GTGCATCAAATGACGGAGGTTTGCTGGGAAAAGTGCATGGACAAACCTGGGCCCAAACTA
GACTCCAGGACGGAATCGTGTTTTGTGAACTGCGTGGAGCGATTCATAGACACCAGCCAG
TTTATTCTCAACAGATTGGAACAGACTCAGAGGGGCAAGGGCGGGTTCTCGGACAGCATG
TTAGAATAAAATGTGTCGCTGAAAGGACGAGGAGGTTCACGCACATCTGCAGCTTCTGAG
TGAAGCTGTTGACCCTGATGGATCTCACAACTAAGAAAGAAGGAGAACTTTAGGGTTTAT
TTCTGTCAAAAGTGCCTGAGACTAACACCAAGCATGGAGTCGTACATAAATGTAGTGTTG
TCCTCTGCTGGTATGGAAGTATTGCTTGGACTGGGGTGTCCTGGCAGCTGTGTCAGCTGA
AGAATTCAAGTAAAGTAACAGTTCGAGCTATGTTGTTACTATCCACTGGCAGAGGGACAC



ATCTGGGAACTTTTGGATATCGAGGACTTTACCACAAACCAGGACTCCTTCACGGGTTGA
CCGAACCGTGTGCACACACCCTGAAGGATCTGAGCTGTACATGCAATAAAGAAATGTCTG
TCCATCCNAAAAAAAAA
>CL1289Contig1
TCCCGGTCCTCCGAGACGAACTCGTGCGGGAGCTCAAACAGACATTGAGCTCAATCAAAC
TGGAGGAGAAAGGAGTTTACGTCCAGGCGTCCACGCTGGGTTCACTGGAGGCTCTGCTGG
AATTCCTACGGACATCCAAAGTTCCTTACGCTGGTATTAACATCGGTCCTGTCCATAAGA
AGGATGTAATGAAGGCGTCGACCATGTTGGAGCACGACCCGCAGTACGCCGTGATTCTGG
CGTTTGACGTGAAGGTGGAAAGGGAGAGCCAGGAGATGGCCGACAGCCTGGGAGTGCGCA
TCTTCGCAGCCGAAATCATCTACCACCTGTTCGACGCGTTCACTAAATACAGAGAAGAGT
ACAAGAAAGCCAAGCAGGACGAGTTCAAGAACATAGCTGTGTTTCCAGCAAAGCTGCGGG
TTCTTCCTCAGTTCATCTTCAACTCCAGAGATCCCATCGTGATGGGCGTGTCTGTGGAGG
CTGGCGTCCTGAAGCAGGGGACGCCTCTCTGCGTTCCCAGCAAAGGGTTTGTGGATATCG
GCATCGTCACCAGCATCGAGGTGAACCACAAATCCGTGGACTCGGCCAAGAAAGGCCAGG
AGATCTGCATCAAGATCGAGCCCATACCCGGAGAGTCGCCCAAGATGTACGGACGCCACT
TTGAGGCCACAGACATCATTGTCAGCAAGATCACTCGGGCGTCCATCGACGCCCTTAAGA
ACTGGTTCAGAGACGAAATGCAGAAGTCGGACTGGCAGCTCATAATGGAGCTGAAGAAGA
CCTTTGAAATCATCTGAAGGATCCCTTCTTCAAAGAACAACAGAGACAGACGCAGTCGTC
CTCCCTCAGACCGTGAGGCAGCAACAGAGGGACACAAAAAAAAAATCAAAACAAAAACAA
AAGAAGAGAAAGTGTTTTCCTGTGAGAAACGAAGCGTTTTTCCCACTGTTGTAAACAGTG
GTAGTTTAGACACATTTCTCTCTCTCTCACACCCACACACTCAGTATTCCAACGTGCCTG
TTCTTCAGCATCAACGTTGTTTATTTTATTTTCTTCTTCTTGGTTCCTGTTGTGATTCGT
GGATGCTGCTTTTAGGCTCCGCCCCTTTCCTCCCCAGACTATGTCGATGTGGGCAAACAC
GGTGAACGGCGTCGGACACAAAAGGAGGAACTGAGTTGTTCAGTTTGGACTCTCAACGGT
GTTGACCCGAGTCACTCTACAGCTGACCTGGCTCTGCTGCTGGGCGTCCAGTTGGACAGC
TGGGGGACGAATGACAGAGGAGATTTTAAACCGTTTTTTGCTGCAACTGCTGATGTAATA
AAGTCTCAG
>CL1290Contig1
ATTTTCACATTTTTTTAGGCAAGTCACGGTTCCAAGTAGAGCAACAGTTTAACTAATGCT
GAGCTGAGCAAAGCCCATCAGCTTGATGTCATCTGGAACCTCCTCAGTTCCGGAGGCCAG
TTTGAAAGTGACACTTTTATTGCTTTGAGGCTCATCAACTATTTTCTGCAAATTTGCAGC
AACTATAACTACATCCCTCCCATCCACCAGACCTGCAGACACCAGCTCCTGTGAGACGCC
ATCTGCTGTGTCTCTCCCTGGCATAAACTCAAAGCGGATGTCGTTTAGTTCTTTTTTTAA
GTTTCTTAACCTCAGGACTAAACTGATGGGAGACTGAACATTGCCCGAGGACGAGGAAAT
CTGAGTGGGAGGAACGCAGAGCAAAGCCTCACCGGGGGGTTGAGTGTTGACAGGTGGGGG
CTGAGGTAGTTCAGTCTGACCTGCATCCACCAACTGCAGTTGACTGGTGAAAGACTCTGG
AGTCTGGAACATCTCTGAGTTTTCGGGTCCCTCCTTCACTCTTGGCGACCTCAAAGCTGC
AACAGCTGCTCTGCCTTCTTCACTTTCTTCATCGAGCTCGTCATCACTCCACTCCCACTC
GCCATCCTCCGTTTTATGGAGACGCCCGCTGGAACCTGGCACCCGGCGCACCCTTTTTGA
CCTCTCCGTTATTGTGGGTGCCTTTTGCAGTAGTCTGTCATGTAAGAATTCATGGTTCTT
AGCTTTCTGGAAGAATTTATGCTTCAACAACTCCAATGACGTTGGCCTTTTCTCTGGGTC
TTTCTGTAGACACGAAGAGATCATCTTCCTGAAGGATTTGCCATATTTCTTTACCATTTC
CTTGTCCGTGATGCCGGTCTCCAAAGTTGGTGGGTCGTTCTGCAGGGTCAGCATTAAGAC
CTTCATGGGTGGGTATTTGTGATAAGGTGCGGCGCCTGTGGCAAGCTCGATTGCGGTGAT
CCCAAAACTCCAGATATCTGCTTTGAAGTCGTAGCCCCTCACCTGCTCCATGACCTCTGG
GGCCATCCAGCACGGGGTTCCCACAAACGTCTTCCGCACTTTGTTTCTAGTCATGTCTCC
ACCAGCAGCTAGAAAGGCACTGACGCCGAAGTCTGCTATCTGCACCGAACCATCGTCTCC
AAGCAGAATGTTTCCGGCTTTAAGATCCCTGTGAATCTGTCCGTTTTTGTGCAGGTACTC
CAGACCGTCCAGTACGTCCTTCAACACGGTGGCGATGCTGGCTTCATCGAGGACGCCCGA
CTTGTGTTCCCCACGTGAGATGATGTGCTTGATCACATCCAGCATAGAACCGCCACTGAG
CAGCTTCATAACCAGCCACAGCTCATCCTTTACAACGAAGGAGGTGTAATAAGTCACTAT
ATTTGGGTGGTGGCACTGGCTCATGGCCTGGATCTCTTTCAGGAGTTCGTCCATGCTGGT
CTGGCATTTCTCTAAGTTGATCCGTTTGATGGCCACCTTCTCTTTTCGGGGAATACAGTA
GGCCGCTTGAACCACAGCGGTGGCCCCACTTCCAATCACCTCGTGTAGCTCATAATCATC
TCTGTTGATGGACCAGGGTTGGGAGCTCGGGTCCTCCGACATGGTTCAAGAGTCTGCTGA
GACCGTAGTGTCTCTGCGGTTTGGCGGTGAACCCAGACACGGTGCGAGAAAAAAAGAAGT
TATCCAAACACAGCCAACAAAGGCGACACTTCCCTTTCTTAGCAGATCCTGCAGCCCC
>CL1291Contig1
CTCATTTGCAGACAGACGGACTGTGCGCCACGTGGATCCTCCTCCACAGGATGAAGCGAT
TTAGCCTTTTGTTGATGCTGGCAGCTGTCCTGAGCTTCTGCCAGGCTCAGTCAGAGTCGG
GTGGCGAAGGGGAGGGGTTGGAGGAGGAGCCAGTGGAGCTGTTCACAACACCAACCACAA
AACTTGGCGCTGCGGTCTCAGACTTTGGCTACAACCTTTTCCGTGCCTTGGCAAGCCGTG
AAACATCCAGTAACGTCTTCCTGTCACCCATCAGCGTGTCTGCAGCTCTGAGCCAGCTGT
CCCTGGGAGCGTCTGAGGGATCCCAGAGGCAGCTGTTCAGGGCTCTGAGGTATCACACTC



TGCAGGACCCTCAGCTCCACAGCACCCTGAAGACCATGCTGGCGTCAGTCACGGCGACAG
GGAAGGGCCTGAGCACAGCTGCCCGCCTCTACCTGGCACGAAGACTCCGCCCAAAACAGG
ACTTCTTCAAAGCGGTGGAGCAGCAGTATGGAGTTCGGCCCAAAGCACTTATGGGAGGAG
CCAAAGATGCGAAAGATGTCAATGACTGGGTGTCTCAGCAGACGGGCAGGAAGGTTCTGC
AGTTCCTGGCCAAGCCCTTCCCTCGCGCCGCTGGGGTAAACGCCGTGAGCGCCTCCTACT
TTAAAGGAAAATGGGTGACCCGCTTTGGGCAGAGTGGAGCTCTGGACAACTTCCAGGTGG
AAGGTGATGTGCCAGTGCGTGTTCCTATGATGCAACAAGACAACTACCCAGTGAAGATGG
GATCAGACTCTGATTTGAGCTGTGTGATCGCTCAGATCCAGATGCAGGACGGCGTCAGCA
TGTTCATATTCCTGCCAGACGGTGTCACAGCTAACATGACCCTGCTGGAGGAAAGTCTTA
CAGCTGAATTTGTTCAGGACCTGGCCATGACGCTGCTGCCTGCAAAGGTGTCCCTCACTC
TGCCTGTTCTGAGGCTCAGCTTCTCCACTGACCTGCTGCCTCTGCTCGGTGACCTCGGTC
TCTCTGAGTGGATGGAGAATCCGGAGTTGGACAACATCTCCACTCAGCGCAGCAAGCTCA
GCAGCCTTGACCACAAGGTCGTCATGGAGACGGCACCAGAGGGGAGCCAGTATCCGGATG
TCGCCTCCACACATGGCCACTTGACATACCGAGTGGACCGGCCCTTCCTCTACCTGATCC
GTGACGAGGCCTCAGGGGCGCTTCTCTTCATCGGCAGGGTGGTCAACCCCAAAGGCCTGA
CAATATAACCCCCCGTGTCCCTCCTCAAAGTGCACACTCTTAGCGGGTCCTAGGAGGGAT
TGGGCGGGCGACTGTGAGGTTTGTGTTTCTGTGGACGTACTCATCAAACACAGACTCGCA
CAGGAGGAAATCATCTATGGTCTTTTCATCTTAAAAAAATAAAAGCAAAGTCAAACCCTG
AAAAAAAAAA
>CL1292Contig1
GCGGGAATCAGGTCGTTAAGCAAGTTGGTTGCTCGATTTCACCCCGTCACTAAATTATCT
TTGCATTTTAAGAATTACTTACGAAGTGTCAGCATGTGGAATCAAGGAGGCTACAGTGAG
TCGGGAATGGTTGGGGGTTACACGCAGTCTCCTGGAGGCTTTGCATCGCCTGGCTTGTCC
CAAGGAGAGAAGAAAGGGAGGACCCGTTCCACTCAAATTATACCCTGCACAGTGTCTCAG
TTGATGTCTGCATCTCAGGCTGATGAAGCCTTTAAAGTGGGAGAAGTGGAGGTTAACCAG
GTCACCATTGTTGGCATCATCAGAAGCACGGACAAATCCATGACCTACATCCAGTACAGG
GTTGATGACATGACAGGTGCTCCTATGGATGTGAAGCAGTGGGTGGATACAGAGGATCCG
AGTGTGGACAGCACTGTTTTGCCTCCAGGAACATATGTCAAAGTCTCTGGAAACCTACGC
TCTTTTCAAAACCACAGGTCTATGGTGGCGTTCTGTATCAGACCCCTGGAGGACATGAAT
GAAATCACCTCACACATGCTGGAAGTTGTCCAAGCACACATGGCGCTCGGCAAACCGCAG
AACACCCTTGGTGGTGGTGGAGGAATGACTGCTGGGAGCGTGTCCAAGCCAGCCATTGGA
GGAATGGGAGGCAGCTATGCGGGTGCCAGCGATATGACTAACAACGGGTTAAGTCCAAAT
CAAAATCAGGTGCTGAGTCTAATAAGAGGTTGCCCAGAACCACAGGGTATCAGCATTCAA
GATCTGAAGCACCGACTTGGTGGTATGAGTCTCCCCATGATTAAACAGGCGGTGGAGTTC
CTTAGCAACGAGGGTCACATTTTTTCCACTATCGACGAAGACCACTTCAAATCAACCGAC
AACGACTAGTTCACTTCTTTTGAACTTTTGGGGTACCGCACTGAAACCTTTGTTACTCAA
GTTGTAGACTTTGTCAAACTCTTAATGCAAGTACAAAAATGTGGGAAGATACTCAGCATT
TTTCTGTTTCCTCCTTCTGCATTCATGCAGCAGCTTCTGCTATTCACTTCTTTGAAGGAA
AGCAGTTGTTGCTGCACTTCATTTTGTGTTTCTGTGTGTACCCTCTCCTCTCTTGTAAAG
CATCTTTTGATTTTTTAGTCTTGCACAAGTACCCAGTGGCGCTTTTTACTTTCTGTGCAG
TTTTCTCTGTAAGAATAGATTTCGCAAAACTGTGCTTGGATTTTTCTTCCTCTGTAAACC
AAGAATTTATTTTGTCTGTATAATAAAATAAATCT
>CL1293Contig1
TCAATCAAATCAAAGCAGACTATGTTGTTATTGCATAACTCTTAATGATCATAATAAACC
CAACTTAAAGATTACCAGAAGTGCGTATTCCTTCAACTGTTTTGGTATAGTGACCAATTT
AACTGACATCATACAAAGTACTCAATGTTATTTCAGCTTTTATTCAGCTTTTCTACTTTC
TAGATGTATCTTCAATCTTTCTCTGTATCATCTTGCACAGAATTCCTTTACACTCTATAT
TTTCTTTTTTTTTTAAACTTCTTTTCAGCTGTCCTGTACCTTTTTACAGGTGATCACGTA
GTGATGCTGGCTGAAGTGTCTGGTTAGTGGGATTTACTGATCACAGGGGTTGACCACCCG
GCCGCTGAACAGCAGCGTGTTGATGGTCGACTCTCTGATGAAGAGCAGGAAAGGCCGATC
GGCCTGAAAGACCTCGCGGTAAGGGTTGAAGGAGCGTCCGACAGCAAGCACGACGGTGGC
AGCCGCCGCCTCACTGCCCTCTTCATTGACCTCCAAAAAGGCTTTGTGGTAGGCATCGGA
GATGAAGAGCCCATCAGAGTCGTCCTCCAGGATCCCTGGAAGGCTGGCGTTTTCAGCGCT
GAACAGGTCGGTCAGTCCAATCTCCTGCAGCACCTCCTTCAGGTTGAACTTGTCCTCCAC
CTTGAAGCGAGGGATGGACACGGAGACGGAGGTCTCCGTCATCTGATCCAACCAGTTGTT
CAGTTTCTTCAAATTCAGGCTCTCCTCCACCTGATTTAGCGGTGTGTTTCTACTGGGGAG
GATTATCACCATAGTGATGTCATCGCCTATGTACGGCATCTCCAGCACCTGCACCTCATC
ATCGGGAAAGTATTTATATTTGAACTTGGACTCCTGGAACATCATGTTGACCTGGCAGTT
GTGACTGCTGCTGACTTGGAAATCTGAGGAGAACACAGCTTTCTTGTCGAACTTTTTCTT
CCACTGACCCTTGAAGTAGATGGTGTTGACAAGAACCAGAACCGTGTTGGAATCCAGCAC
TCCTGATGGCAGAGTGTCTTTGATCCGGTTCTCCGTCTTGTTGGAGATCCAGTCGTTGAT
GGTGATCCGGGCCTGCTCTGGATACATCTTGAAGTTGAGTGGCAGTAGTTTGGCTCCATA
CACCATCTCACTGATGTTCTGGAACGTCTCGTTGAAAAACAGCGATTTCTCTCCAAACAG
CCGGTTGGCAGAGACCAACTCTGTGGTTTCGTCTTTCTTTCTGTACAATCGGCAGTTCAG



TTTGGCGAAGAAAAAATGAACCTGATCAGACGTCTTCTCCTTGATGGTGTCAAACTGAAA
GACCTTCATGATCTGCTCCAGAGTTCGGTTGCAGGCTCCCAACTTGGTCATGGCAAAGGC
GGTGGAGATGCTGATGGGCGACATGAAGATGTTCTCCTCGGTTTTCCTGCTGACAGCCAG
GTGTTTGTAGAACGACAGGGCGAAGTGACTGTTGGCCTTGGACAGCTCCCACACCCTTGG
GTTGGTAGACTCTGGAACCACCTTGGGCTCTGGCGTGTGGTCCTCGGGGGTCTCCAAATC
GGGGCTGCGGTAGCTGCAACGTGGTTCGAGAGGAAGGTCCTTGGGTTTGGCGTTGCAGAT
GTCCACATGCTGAGCCAGCACGATCGAGGGGAGGAAAGCCAAAACTAAAAGCCAATGAGT
AGCCCTCATTCTGAGCAGTTGGTCGTGTGTTCAAATGTGTGCAGTTTCAGCTGAATTCCC
CCGGCCATAAGGNCGGG
>CL1294Contig1
ACCTTTATTATGTAACACAGCAATGATACTGTCCATCACAGCCCCTTCCTTTCATCCAAT
CTACATATGTGATACATGAGTGAGTACTCCATCATACTGACTCAGAACAGAGTATTTAGT
ATTTAGATTTATTGAAGATCTCACACAAAAAGAAAATTTGAAAGTAATGAATCACAAAAT
TCCGATACATTTTCACAATAATAAATGCAATCCCCGACTACACGGATGGTGAAATAAAAG
AATCCAAGGGCTGGCTAAGAAATATATTTCCATGTGTCATTCACATCTATTTTATTTCAT
GCTGCTGAAGTAACACTGCCGACATTCCAAGTATTTTTTCTGAAGATCTATTCCACATAT
CAGCATCCTTGTAACGAGTCGGAGAAGATCCAGAGGGTCACTGACTTTCCTTTTCCAGAT
ACTCTAAGCTGGGTGCATCCAGCCTCTGTTCGTGGTTTCGGTTCTTTGTGAACTCCTTCA
GCATGTCCATGACTTCACCTTGATACACCTCCGGTGTTGGATGAGCTTCTGTGGCCCAGT
AGTAGATGTCCCAGTCATTGCTTGGTTCATTAATCAGTCTGTCGTACTGCAGCAGCTGAC
TTTCTGTCATTGTATTCAGGTATCGCTTTGCAAAAAGACTGAGCAAGATGCAGTTCTCCA
ACATGCCCCTCTTGCGACTTTCATAAAGAAGCCGGCGTCTCTTGATGTTGATGGGCTCGT
CTGGCTTTTCCAGCCATGGAGGCAAAGGGATCTCAATCAGGTCAAACTTATTGTCATCAG
GAGCGTCTCCACGGTAACCACGGGATGAAACCATCCCTGTGATGGCTGGTCTCCATGATG
CCTGACACAGTCCTGTTACAAGTCTTTTCGCCACAAGACCAGACAACATCTTCACCTTCC
TTGTGTAAAGTTGACAGATTGTTGTGCAATTACACAAGCCCCCGGCCATA
>CL1295Contig1
CCTACTGGCTTTTCTCCAGACAAACGCCATCCAGCACACAAGCTGCACCATGGTGCGCAC
GGTGGCAGTGATTGGCGCTGGCCCTTCAGGTCTGACCAGCCTAAAGGCTTGTCTGGATGA
GGGCTTGGAACCAACCTGCTTTGAAAGCAGTGACGACATGGGTGGACTATGGAAGTTCAA
GGACGTGTCAGAGCCAAACCGAGCTAGCATCTATCGCTCCCTAACGATCAACATCTGGAA
AGAGATGATGTGCTACAGTGACTTCCCTATCCCAGCTGATTATCCCAACTACATGCACCA
TTCTAAAATCCTGAAATACTTCAGGATGTATGCAGATCACTTTAAACTGCTTCAGCACAT
TCGCTTTCAGACCTCGGTGAAGAAAATTACCCAGCGACCAGACTTCTCTCGCACCGGTCA
GTGGGAAGTGGTGGTGGGGACTAAAGATGGGAACGAGGAGAGTCACATCTTTGATGCAAT
TATTTGCTGTTCTGGTCACTTCAACTACCCGAACTTGCCTCTCAAAGACTTTCCAGGAAT
TGAGTCATTTGAAGGCAATTACTTCCACAGTTGGGATTACAAGGGGCCGGAGGACATGTA
TGGGAAGAGAGTGGTGGTCATTGGGATTGGTAATTCAGGAGGAGACATTGCAGTGGAGAC
CAGCAGAGTTGCAGAAGAGGTGTTCCTGAGCACTCGCAGTGGTGCATGGGTCATTAGACA
AGTGTCTGACAACGGCCTGCCAGTTGACATGTTCAACACGCGCTTCGTTCATGTCATGCT
CAAGCTTCTCCCAATGAGTTTGCTCAACTGGCTTGGGGAGAAAAAACTCAACTCTATGTA
TGACCATGCAATGTATGGTCTCAAACCCAAACACAGGCTTCTCAGCCAGATTCCAGTCAT
CAATGATGACCTGCCTTTCAAGATTTTGTCTGGAGGAGTTATTGTCAAACCAAACATCAA
GTCAATCCATGGCTCCACTGTGGTGTTTGAAGATGGTAGCTCTGTGGAAAATGTGGATAC
CATTGTGTTTGCTACAGGTTATAATTATGATTTTCCTTACTTACCAAAAAATGCTTTGTA
TAAGTCTGGCCACCGTGTGGGTCTATACAAGCATGTCTTTGCTCCAAACCTGGATCATCC
CACCCTGGCCATTGTGGGTTTCATTCATTCTGATGGCGCCATCATGCCACAGGCTGAAAT
GCAGGCCCGCTACGTTGCACGTGTCTTCAAAGGACATAAGAAGCTGCCATCAAATCAGGC
CATGATCAAGGCTGTTGAAAAGGACACCAGAAATATTGAAAAAAACTACATCACGTCCAA
ACTGACACCAATTCAGGTGGACTTTGTTGAGTACATGGACAACTTGGCAAAGGACATCGG
AGTGAGACCAAGCCTCCTCTGGCTCTTCTTCACAGATTTCCCCTTGTTTAAGAGGGTTTT
TTGGGGGCCTGTCACTGCTTATCAGTATCGACTGTTTGGGCCAGGAAAATGGGATGGAGC
TCGCCAAGCAATCTTCACCCAGTTTGACCGCATGTACCAGCCAATGAAAACGAGAAAGGT
GGAGGTGAATAAAGGTTCAGCAAAACAGCTGCTGTTCAAGCTGAGTTTGGTCACCGTTGC
CGGAGGAACTGCTCTGTACTACATTCAAGCTCACCATCCAAACACCATTCCCGCCCTGCT
GTCCAAGTTCCGTCCTCAAGTTGTCTGAACAAACCAGGAGTCCACTGTCCTAGTACCTCT
GACCATATTTATTGTTTCAAAAACATTTCTGACTAAGGATTCTAAATAACACCAGACACC
ATACTTTTCTTTCAGCTTTTTTACTTTAAATTGGATTGTAGTGTGAGTTTAAACAAAGAG
GCAAAGCAAGGCAGCTTGAATACACAGAAACTTTCACACACAGAGACCACTAGTAGTTCT
TTACAGAGACAAAAGATCTTTGTCATTATTCTTGTTTCTTTTTTTTTACTGTGCTGAAAC
ATTAACACCAGACTTTAACAAAATTGATTAAAGTTTTTAATTCTTCCAAAAAAAAAAAA
>CL1296Contig1
TTTTTGTTAAATGTTTATTATTNNAATTTTTTTGCAAACTTGGAACACTTTAGTGTCAAG
AGCCTGTAAAGTGCAAGAATCACTGAACCATTGTAACTGAAAGACTCCTGTTTACATTAA



GAACAAAATAGCCTCACAGGCGATCACACACACGCACACACAGACACACACACACACACA
CACACCAACTGTGATGATGCTGTATAATTTCTGCAAACTATTTATTGTAAAAGATAAAAC
AAAGAATCTTTTTCGATCCTGCTGTTGTTTGACAGACCTACTTCTACTAAAGCAGCGACA
GGCTTAAATCATGGGTTTATCTGTAGTTAAAGTCTGTTTTCAACAAACTCTGCTTTGACT
TTAGACCACGGAGGTGAAATCTGAGGCCTGGTTGTCGGCTTCCTACTTGCCCACGGTGAA
GGACTGCAGCCCGGTGATGGCTCTGCCCAGGATCAGGGCGTGGATGTCGTGGGTGCCTTC
GTACGTGTTGACGGCCTCCAGGTTCATGACGTGGCGGATGATGTGGTACTCGTCTGCGAT
GCCGTTTCCTCCCAGCATGTCTCTGGCCTGCCGGGCGATGTCCAGCGCTTTGCCACAGCT
GTTCCTCTTCAGCATGGAGATCATCTCCGGCGCCGCTTTTTTCTCATCGATGAGTCTGCC
CAGCTGCAGACAGGACTGCAGCCCCACAGTGATCTCCGTCAGCATGTCGGCCATCTTCTT
CTGGATCAGCTGGTTCCTCGCCAATGGAACGCCAAACTGGATTCTGTCGAGCGTGTACTG
ACGAGCAGCATGGAAGCAGAACTCGGCTGCACCCAGAGCCCCCCACGCAATGCCGTAACG
GGCGTTGTTCAGGCAGCCGAAAGGACCCCCCAAGCCTGTGACTTTAGGCAGCAGGTTCTC
CTCGGGGACCTCCACCTCATCCATGAGGATCATTCCTGTGGCTGAGGCTCTCAGAGAGAA
CTTCCCCTCGATCTTCGGCGTGGAGAAGCCCTTCATGCCGCGCTCCAGGATGAAACCGCG
AACTTTTCCATCCTCGCATTTAGCCCAGACCACCGCGATGTCCGCCACTGGAGAGTTGGT
GATCCACGTCTTTGAGCCCGTCAGGGAGTAGGTGCCGCTGGAGGGGTTGTACTTGGCTCT
GGTCTCCATGCCGCTGGGGTCACTGCCGTGGTTGGGTTCGGTCAAACCAAAGCAGCCCAG
GATTTCCCCACGAGCCAGCCTGGGAAGGTACTTCTGCTTCTGCTCCTCTGTTCCGTATGC
ATTAATGGGATGCATGACCAGGGAGGACTGAACGCTCATCACTGAGCGGTAGCCACTGTC
CACTCTCTCCACCTCTCTGGCAATCAAACCGTAGGCGACGTAGCTCGTTCCCGCACAGCC
GTAACCTTTGATGGTTGGGCCAAGGACCCCCATATCTCCCATCTCTGACACTATTTCTCT
GTGGAAGACTTCATGTCTGTTTGCCATCAGGATGCGAGGCATGAGCTTCTCCTGGCAGTA
AGTCCGAAACGAATCCCTGATCATGACCTCCTCCTCCGTCAGCTGGCCCTCGAGGTCCAG
CGCATCACGCCAGTCGAACTGGACCTTAGGCGCCTTAGCCTTCTGTTCAAACTTCTCTGC
ATCGTGCCGGGTGGCCGCCGCCGTTCCTTGAGCTCTGCAAGCGGAGACCAGAGCGCATCT
GTGAGGACGGACCAAGAGACGGTGCACAGCGTTTCTCAATGCCATGACAACAAAGAACCT
GACTTAAGTGGACGAAATATCGCAGACTGAGCTCGTCGTCCCTCGTTACTTTTTAGTGAA
GCGACGTCAAAACAGCCC
>CL1297Contig1
TAAGTTTGTTTTGTTTTTTTAAGACAAAGCCACTTTTAATTCAACAGTAAACTGAACAGA
AGAAACATTTAAGCACTAAAATTCTGAAATGTCTTTTTAGATGAGCTGCAGTCAGTCTCT
CCACGTCACCTCCACTTCATCTGTTCTGTACCTTTGTGTGATCCACGAGTCTTCTAGCTG
TGTCACCTGACCAGAGCGGAACATCTCCCAGCCCGCCTGAGCGATCATCGCGCCGTTGTC
GATGCAGAACCGTTCATTTGTGGCAAACAGCTTGGCTCCTCTCTCCTGACACATCACTCC
CATCATTTCCTGGAGACGCAAGTTACAGCCAACGCCACCAACAATGAGCACCTCCTGGGA
GCCGCAGTGAGCCATGGCCCGCTCGGTGATCTCCACCAGCATGGCGAACACCGTCTCCTG
AAGGGAAAAGCACAGATCTTCTGGCGTACACTGATCAGCACTCAGCATCTTATTAGCAGC
CTCCTCAATGTAGGACAAAATCCCCGAAAAGGACACGTCCATGCCCTTCACTGTGTATGG
CAGCTCCACGTAGCGTTTCCCTCTTTTGGCCAACTGCTCTATGTTGTAACCTGGACTGGG
GTCATTAGAAATCTTGATGACTCGAGCAAACCTGTCCAAACAGTTCCCAACCGCAATGTC
GATGGTCTCCCCGAATATTCGGTAGCGCCGCTGTGAGTACGCGATAACCTGAGTGTTTCC
TCCACTCACGTACAGCACGGTGGGGTTGTTGGCTTTGGTGATGAGTCGACCCATTTCTAT
GTGTCCGATACAGTGGTTGACACCGAGGAGCGGCTTCCCCCACAGCTGGGCGACTGTTCG
GGCCACAATGGCAACTGTCACCAGGGGAGCCCCCATACCCGGACCTTTGGTGTAAGCCAC
ACAGTCGATGTCCGTAGGTTTGAGGCCTGCTTCCTCCAGCGCCTCCTCCAGGACGGTCAG
TATAACACTGCGGTGGTGTCGTGCAGTGTCACTCGGCATGAACCCTTGACCAGGGGGGGT
GATGTAAGTCCTTCTTGGGTTGGAAAGCACTTCGCCATCCTTTATAATGCCAATACCAAT
CTTATTGGCACTGCCCTCAAACCCGATAACTATGGTCATGGCAGCCGGAAAACTCTTATC
TAGCTTTATGCTTTCTCTCTTTCTTTCTTTGGCATGAATAAATTAAAATTCGTAAAACGA
TGTTTATTTCGACATTTCTTAAAAGAAACTACAGTTTTTAAGCTATTTTTGCACGCGAGG
TTTTCAGGACCCAGGTCCC
>CL1298Contig1
CCAGAAGGTTTTGGATTGTTTGCAACCTCACATTACTGATCCTGACGTACAGGCTCTGAA
GGCAGCCCAGCTCGACNGCCCCACGGACAACAGCCCCCCTGACCTGCAGCTAGATGTGCA
GCCTGAGAGCGACTCTGGAAGCCTTTCCCCANAGTGTAAATCTGAGGAACTGCAGTCAGA
GATTGAGGGAGCGTTGACNGAANAAGAGCAAACCATGGAAACTGTTCCAGCTTCANAGAC
GTGTCCTCTCCAGGAGCAAGGCGATGAGCCGCAGACAGAGACCCTGGAAAATAAGGAGGA
GTCTCCTCCGTGCTCCCCTGTTATGGAGTGTGAACTAATCGAGAGTGTAGAGGAGGAGAA
AGAAGACTCTCCTCACAGCCCGTTGTCTGAGGATAAACCTAAAATCCAGAATGTCATCCC
CCAGCCTCTGTTGGACCAGTACCTGTCTATGACAGACCCGGCACGAGCCCAGACGGTGGA
CACGGAGATAGCCAAACACTGTGCCTTCAGCCTCCCAGGAGTAGCCCTCACTCTTGGTCG
ACAGAANTGGCACTGTCTGAAGGACACGTACGAGACCCTCGCTAGTGACGTACAGTGGAA
AGTGCGACGCACACTGGCTTTCTCTATCCATGAACTGGCGGTTATCCTGGGCGACCAGCT



GACAGCCGCTGATCTGGTTCCCATATTCAACGGCTTCCTGAAAGATCTGGATGAAGTTCG
CATCGGCGTGCTGAAGCATCTTTATGACTTCTTAAAGCTGCTGCATGCAGACAAAAGGAG
AGAGTATCTGTACCAACTGCAGGAGTTCATGGTCACAGACAACAGTCGCAACTGGAGATT
CAGATATGAGCTGGCAGAGCAGCTGATCTTGATAATAGAGTTGTACAACCACCGTGACGT
GTACGACTACCTCAGACATATAGCGCTCACCCTTTGCTCTGACAAAGTGTCAGAAGTCCG
GTGGATTTCTTACAAACTGGTGGTGGAAATTCTGCAGAAGCTGTATGCCAGCAGGGCTGA
TGACCTGGGCTTGGAGTTCATCAATGAGCTGACCGTGAGGTTCTGCCACTGTCCCAAGTG
GGTGGGGAGGCAGGCGTTTGCCTTCATCTGCCAGGCTGTTGTGGAGGAGGACTGCATGCC
CATGGAGCAGTTCAGCCAGCATCTCCTGCCCAGTCTGCTCAGCCTCTCCACAGACCCTGT
AGCCAATGTCCGCGTTCTGGTGGCCAAGGCTTTACGTCAGAGCGTGATGGAAAAAGCTTA
TTTTAGAGAGCCGGGCTGTGCCTATTCTAACAAGCTGGAGGAGACTGTGATGGCTCTGCA
GTCCGACAAGGACCGAGACGTCCGATTCTTCGCCAGCATGGACCCAAGCAAAGGCCTAAT
GGACACGGCCCCTTTTATCTAGCCTCAGCTCTCACACACCTTCACAGCCTGCCTGTCTTA
CCTTCTTGGCTGCCTGACCGACACACGGCTGGCTTAACTGGCCACACCAGCATCTGGACC
AGAACCCTTTGAGAGTATTGAATTGGGATGTACAAGTGCACGAATGCTCAGACCACGCGG
CCCTGTCTCTGGAGGGACGCTGAAGCGCACACGACAACAAGAAAATGCAAAGTACTCAGA
GATTTCCACAGCCGAGCAGGACTCTGGTGGCCGTGGTGGCGGTTGCCATAGTCATGTCTG
AACTTGCTCCCACCCCCACGCTAACATCGACCCCACCGCCACAGACTCACACTTTCCAAA
GCTAATTCTAAACCCAGTCTTTTGTTTTCTTTGTGGATTTCATGGCTGTGTGTGTGAGTC
CTGCTGGACTCTGATGTGTGCACTAACTCAGGGGGACTCATCTGAACCTGAACAGCATTA
TTAGCTCATGTTATAAGGAGCCGCTCCTGGATTTCTGGTTGTAAAAGAAAAACTCCAGTT
GCAGAAGGTGCAGACCAGTCCAAGCTTTCCACCTGAACGTCGGTTGTCTCTAATGTCCTC
TGACTTCTCAGATGTCTTCTGGTTTCTTCCCTCCCACCGTCTCAAATCCCTTTTAGTCTC
TCCTGGTCTTCGTGGACCACAGAAACCACTACTGCTGCACAGATGGGATGATTAGTCTGC
CACTTCGTGGTATCTCTTAAAAAAAAAAAAAAAAAAAAGCAATCTGATAGACTATGACGT
GCCCGGGATGTGACAGTATGTCTCCTAAATGGCAGGAGATGAATGAAATACCTCCATTTG
TTTATGGCCAGCAAGGGTCACACATGTGGAGGGACATCCAAACTGGTTCTGAATGTCCTA
GACTGTGTTTTTTTTTTTTTAAATGCTCCCCATCCTTTGATCAATGCTTTGGTGTTGAAC
CATCACTAACTAACAAGGGCTCATGACAAAGTGACTCCAGCTGATGCAG
>CL1299Contig1
CTTCCAATCTTAGCAAAAGACAACAGTTACATCAAAATAGACAATTTCAGAAACAAGCTT
CATGATTTGGACACCATCAGACTAGAACCGAAAAAATATTTACCAAATGTAAGAGGCAAA
TACTGACCTTCTCTGACAAGTTTTACCACCAACTTAAAAAGCCCTTTTTTAAAATGTTCT
AAATACAAGTTTTTGTACAATGTTATTAGGCCCACTATAACTTTTGAATGGCACTTCATC
TTAAAAAAACAAAAATGTAAATGTTTTCTCAATGCGAGATACCTGTTGTTGTCAAGCAGA
ATCTATTTCCCAATAAATCTGCACTATAGTGCAGCACAGACACACTATTAATAAGTAACG
TCATTTTTGATAAAAGATAATGCAAAGAGCCAGAATAATCATACAAATAAGAAGCAAACA
TGCACAGAAAGGCATAGAATCTGTCAAATGATGTGCTCTAAGGCACGTTAAACATAAAAT
TGGTCTGCATTGATGAGTTTGCCATTAAGAACAGTAATCGATGAGGCTGGACGAGGTGCA
TTCTTGTGTCTATATCTGGAGGTAAAACAACAGGAATATAAGATACAAATAAAGAAAAGG
AATCAGTTTCATTGCAGCTTTCCCCCTCCTAAACCCTTGAGGGCTGATGCAGTTGTAGGG
TCAAAGGGACCCCCCAAACATTGACCAGCACCTGGGAAAGTGTTTCACCCTCTTTTTTTT
CTTTTACACAGACTCCATGAGCAGCTCCTCCATGTCGGATCCCTCCAGCTCACGGAAAAC
CGCATGTGTGCCAATCACAAACAGTGTTGCTCCAAGAACCCAAAACACAGCAGCTCCAGC
TCCAGCCAGCCAGAACACCGGCAGGGACAAGGCTCCAGCGAGACCCATCTGATGAGGGAC
ATTAAGCTGTTTGCCAAGAACAACCAGTCTGGACTCTTGAGACTTCAGGTGGATTATGTA
GAAGGCACCAAGAAACACAGCCAATGCAATCAGTAGCATAGGGGAGCTTATAATGCAGTA
CAGGATGAGACCCAGGAAGATGAAGGTGTAGTTGCTGTTGTAAGTTTCCACATTTTTCAC
CACTCTCTGGCATGCATCTCCGAAGTTTCGTGGTTTTGAAAACTTGCGTTGGTCCACAAA
ACTGGCCCACGGTCGAATGGACAATCGGCGCCTATCAATCCACTCCTTGGCCATGCTGGC
AGAGAAGCCTTTAGGGAGCCAGAGCTTTGAAAGGATTCCAGCTCCACCCGTGCCAGTTGG
GTGAGCATCTTCAGCCGTAAACAGATCTCCAGCCTTGCTGTCCATGTCCACTTGACAGTT
CTCTCCCTTTGGTACTCCAGATGGCATCTGCAAACCTTCTCAGACCAAGTTATGGATAAA
AAGCCAAGTTGTTTTGTTGCTGTTGGTCCTCACGGATGTGA
>CL1300Contig1
ACAGCAACAGAGAAAATGGCCAGTCACCGGTTGGTCCTGGTTTTAGGTGACCTGCACATT
CCCCACCGCTGCAACACGCTGCCCGCAAAGTTCAAGAAGCTGCTGGTTCCAGGAAAGATC
CAGCACATCCTCTGCACGGGAAACCTCTGCACCAAGGAGAGCTACGACTACCTGAAGACG
CTGGCCGGGGACGTCCACATCGTCCGGGGAGACTTTGATGAGAACCTCAACTACCCAGAG
CAGAAGGTGGTCACGGTGGGCCAGTTCAAGATCGGCCTGATCCACGGCCACCAGGTGATC
CCGTGGGGCGACATGGCCAGCCTGGCTCTGCTCCAGAGACAGCTGGACGTGGACATCCTC
ATCTCTGGGCACACGCACAAGTTTGAGGCCTTCGAGAATGAAAACAAGTTCTACATCAAC
CCGGGTTCTGCCACCGGAGCCTACAACGCACTGGAACGGAACATCATCCCGTCTTTCGTA
TTAATGGACATCCAGGCGTCCACAGTGGTGACCTACGTTTATCAGCTGATCGGGGATGAC



GTCAAAGTGGAGAGAATCGAGTACAAGAAGTCTTGAGACGGAGAAGAGCGTCACGCTCAA
GAGCTCTGTGTACCATTTCATTCCTGTCCACCAGGGGGCAGTAAACCACCAGTCCTCCCA
GTGTTGTCGCTGGAACAGCTCAGTGCATCCTTCTGTTTAGAGGTCATCAGCGTTTTGCAC
CCTTCACATTTTTGCTCTTAAACTAAATACGTAGTGCCCCCTCCCCTTTGTTATTATACA
TTTAAGCTCTTTAGTTCTGTCAGTCTTTCTCATTATTTCCACAATAAAAGTCTAATTTTT
CCTTANNAAAAAAA
>CL1301Contig1
AGTGCAGACCCGGAGCTTTGGCGCAGCGGCCGAACCCGCAGCATCGCACCCCCCCCAAAA
AAACGGCATCTGACAACAAAAAGCGTCGCAACAAAGAAGCTGAACCTTGAAAATTCAGAA
AATCCGCTCGAAAAAAAGAGTCTTGACATGATGGAAAAATCCAACTGCCAGTACGGTTCC
TTTCTGTTCTGGAGACAGCCTATTCCAGCGCTGGACCTGTCTGAACTGGAGGATCTGGGC
TTGACGGACCCTCAGCCGGTTTTCAGTGGCGCTAAAGACAAGATGTCCAAGCAGTGCTGT
CAGGAGGAAGAGCTGACCGAGTTTTCCTCCTTCAACTACTGGAGAGCGCCACTCGCTGAT
GTCGATGCTCTGCTGGCCGACCTCAACCTTCTGCTTTGAAGAGCTCCACGCACTTGCCTG
TCACTTCACCTTTGACCCCACATGGACCCACCTCCATCTGATCCCCAATCGGCTCTTCTT
CAGACTAACGATAGCCAAATGTAACCGTTTTATTTCACCTCCAAACTCCATTTTTATTTT
TTTCAGTTATTTTCACTCGGCAGGTGGAGTCATTTATCAGACGGTTTAAAATTAATGGAA
ATTATTCTGAAATTCTACTAAATCTCTGTGCACTTTTACTGTGCCTAAAACAAAAAAAAT
GATGCTTAATTATTACCTTTTCAGAGCAAAGGATGATCAAAAATATTTGTTCCATCTTCA
CAGATGTGCGTCTTAAAGAGAATCAAAGGCTTTAGTCCAAAATTAAGGTGAAAAATAGAC
CATTTACTGAGTAAACCCAATAAGATTCAATAAAAAGTGACCTCGATTATGCAAGTTCCT
CCAACAGTTGGTTAAAGAAAAGGAAATAGAAAAGAAAAAGCCTTAAATATTTTTTGTTGA
ATGTGCTTTTAGGTTTAAATGTTAACGCTGTGGGTGGTTGATTATTTTACAGTAGTTTTA
TTGTTGGAAATGGCAAATGTGGAAATGTACACAGCAGCCCCCCACCCCCCAATAAAATAA
AAAAATACTGTAAAAAAAAAA
>CL1302Contig1
TTTCGTGGTTTTGTCCTGCAACTCTCCAGTTATTACCTAAAATCACCTTTCTGATTAATT
ACTAAACAACTCCTTTGGTTAAAAATACTCATAAAAAGCAAGTCTTTCCCACCTTAACAA
TTTAAAAAACATTTAGTTTACTTTTGCCATTTACTAGTTACTCTGATCACTTACAGACAA
ACTACTAACAAAAATTAGGCACAGAAGGCTCCAAGTGGAGATAAAGTATAGGAAAGTATC
TTATTTTCTATTTGGAGAAGTTTTCAACTTTGACAGATTTTAAAGATACCACTTCTGATT
ACATCAGGCTTTAAAGAAATACCGGTAAATAACATGCAATGATCTAAAAACTGCATTTCG
ACATTTCTACTCTGTTTTACTTGCAAACACAAAACCCAAAGGACAGTAGTTTAACAGTTT
GTGTAGTAAGAACAATGTTGTGTTTGTTCTGAAACAGCATGCAAGTGAAGCAAATGTAAT
TTCATGAACAGTTTTATTTATTTGTCAACACTTACAGAGAACATCCTATATTATCCGGAT
TTGCCAGATAATACAGTCTGCATTGTTATCGGTGTGTTTACAAAAAAGGCGCCTCTGATG
ACTGAAGGTTGGACGTTTTGAAGGGATTGACTCAGTCATCGTGCTTCAACTTTCTGATCT
TTCCCTTGTGGCGGTCAATGTCACGCTGCAGACGTTCAATCTCCTTTTTATGGTGGTCGA
TTTCCTCCTCGTGGTGCTGCCTCAACGCAGCCAGCTGCTCCTTTTCTTTACGTTTGAAGT
ACAGCTCCTCCTCAGCAGCCTGCCTCTTTCCCATGGCTCCACCCGCATCTCTAATGGAGC
CTCCGCCTCCTCCACCTTTCCCTGCACCTTTACCTAGTTCACCCAGCTGGTCGGATGACA
TTCTCAGCTGAGAGGTGACAAAACTCCTGATACCGGGCCTAAGGAACCTCGCCATGTTTA
TTCGGCTAAATGCCCCGGCCATA
>CL1303Contig1
TTTTTTTTTTGTATTTCTAAGTATTTATTTTTTCAAATCATTGTGAATCAGGAACAGATG
AAAAAAGCTGTTTGAAAAAGATTGTAGTTGTGACATAGAAAAGATGCTGGACGGGCCATA
GGTTTCCTGCTCCGCTCCATTCTGATCATCCACTTGCAGACAAATAGATCCATGAATGTC
TTTGTTTTCCTCGTCTGACCAGGAATCTGGACCTGAACTGTACGGCTGGATAGCTATAAG
GGTCCGCCCATAACTCAGAGGTGAATTTCTACTGGACTTCTGCTGGTCTGCAGAAACTAT
GTCCTGGAAAATGACACTGTTTTTTTTTAATCTTGGCTAAAAACGGCATAATTATAATTA
AGAGAACTCTGAAAACGCTTTTAGGAGAGATTAAAAATGATTGGAGTGAGATTTTAATCA
GGATGGATGCCACAATCTGGAACTACAGCGTTAAATAAACAGCACTAGAAATGTGTTTTC
ACTCCTTTCTTTAATCAATATTACTTACAACAAAACAGGAATCGATAAACTCTAATGTTT
TCGTGGGATGAGTCATAAACCAATACGGAAACATGAATGTCCATGCCAACGAGCGTTGGA
AGATCTCAAAAACCACTAGGAAGTCTCCATCTTGTAACCATGTTTCTCCAGTTCCGCTCT
CAGCTGATTTGAGAAATCATCCTCAACGTTATCATCATCCCAGTTGTCTTCCCACACATG
AGCATCCTCATCCTCATCCAGGCCCGTCCAGTCTTCGGCTGGAAATTCTTCAAATTCGTC
ATCCTCTTCCAGCAAACCCAAGTCGACGGTCTGCTTTTTGTCTGTCATGTTAGCTCGTTG
CTGTCGTCTGTTGTCGCTACAGGTCAGTCTACGTCACTCACACCCCCGGCCATAAGGCCC
GGG
>CL1304Contig1
ATGACTTTTACTATGACATCGTCTTCAGGATTCATGCTGAATTCCAGCTCAACGATGTCC
CAAATTTTCCGTTCTGGTTCACCCCGGGCCAATTCACCGGCAACATCGTCCTGTCTAAAG
ACGCTTCCCATGTTCGATACTTCCACCTCTACGTTCCAAATGATAGATCCCTGAATGTGG



ACATGGAGTGGCTTTATGGAGCCAGCGAAAGCAGCAACATGGAGGTGGACATTGGATACC
TGCCTCAGATGGAGCTGCAATCCACAGGCCCCTCTACTCCGTCCATCATCCTGGATGAGG
AGGGAAACATCATCGATAGAAGAGACAGCAGCAGTGAGCCCATTCAGTTTGTGTTTGAGG
AAATACACTGGTCCTCAGAGATCAGCCGGGAAGAAGCTGCTCGCCATCTGGAGGTCACCT
TCTACCCCTTTAAGAAGGTACCATACTTTCCCTTTCCAGAAGCTTTCAAGAAAGCTGAGG
CAGAGAAGAAGTTGGTGCATTCCATTCTCCTTTGGGGAGCTCTAGACGATCAGTCCTGCT
GAGGTTCAGGGCGAACTCTCCGGGAGACGGTCCTGGAAAGTTCGCCCATCCTGGCTCTGC
TTAACCAGAGCTTCATCAGCAGCTGGTCTCTGGTCAAAGAGCTGGAAAACATGCAGGCTG
ATGTGCAGCATCCAGAGTTAGGCGAAAAGGCTCGCTTACACCTGGAAAAGTACAGTTTTC
CTGTGGAGATGATAGTGGCACTGCCCAACGGAACCATTGTGCACCACATCAATGCAAACT
ACTTTCTGGATCAAACTGCGATGAAACCGGAGGAAGAAGGCGCGACTGTCAGCTTCTCAG
CTGGGTTTGAGGACCCATCAACCTCAACTTACATCAATTTCCTGAAGGAGGGGCTCCAGA
AAGCAAAGGAGTACACGGCACAGTAACTCGCTAGAGGACGTAATGATGGTGCCTTTGAAT
GTCTGTGTTGGCAGCTGGAAAATGGATTTAGTATTCTCTTTACTATTTAATTTAACATTT
TTTATGCAGTTTTTGGATTAAAAACTTTATTTCTGGTCGCTGCTTTGAATAAAAATATAT
AAACCTGGTAATCCCCATTAGAGTTGAGCACAAATCCTACCTGATGTCCTTTAATTTCTT
TACAATGGTGGTTTTACATGAGCAATAGTTAACGGTGAGTCTTCAAGCTGCCGAGTCATC
CAGAGTCGGAGCGCTGTTCGTTTCCTCCAGCTACGTTTCTGCAGTCTGTGAAGTCTTGGC
CTGAAAGCTCCATCCGAGCCGGGCGAAGCCTGATGTCATTGCTGAGGCGTCTGAAAGGAA
ACTCCCCGCTCTGACTTGTGACAAAAGCAGAAGGAAAACTGAAATGGACTGCTCATTTAT
CTTTGTGTACTTAGAAATGTTTTAATCTGAAATTCAAAAGATGTGACCATAACAAAGAGC
ACTGTTTTGTCATGTCAAGCATGATAAACAGATGGGCATATGTCAACAAACAGCTGGTGT
TTCTGGGTAAATAAAAGGATCTCCTTGACCTTTCAATGTAACACACCAATCTATTTTCTT
GTATTTCCATAAAACAATGTAAAATAAGCATACAGAGATGAAGATTTGACATAAAATGCT
TACTTTGAGTGACTTTTATATAAAAAGCCTTCCAATTCTGTTTTCATTTTTTCCCACTAA
AGTTTTTTTTTTATTGGACTGTATTGNGTTTCTTTGCAACAATCATACAACAGTTAAAGT
CTACATTGTGCTAGTTTTATTAACTAACCCACAGTTTTGTACAATGCAAGCAAAGTCAGT
CAGAGCAGAAGCATCTACAGCAGCAGAATGACAAAACCCTGTGAATGTAAAGTCCTTTTT
ATTGATTTTTACCTTCATTTGGAAACGGCTTTGGTTTCCACACACCTAAAATGGTTATGA
AAGAATTTTTAAATATGGTGAGTGGTTTAGGGGAGGAGGAGATGGCTTGTGAGACAGCAC
GCTGTACAGAAATGCAGTGCAGACATTTCTAAATACGACTAAAAGGTAGTTTTTGGGTGC
TCCTAAAGAGCTGAGCGGCAGCATGAAACTCAGAACATGCACAAACAAAAAAGGCACAAA
ATGTGTCTTTGTAAGGAATAATGAATAAGTTAGCAAAGTGCATACTTGTAACCAGCTCTA
TTATGAAATAAAGATTTGAATGCTCTATTTTTATAATATCTTAGCTCTTTTTACATCTGC
AGACCTGATTTGGCTGCCAAGTCCCCACAGGAATGACTCCAGTGTTACAATTATCTACTC
TGAGATCGTGATCAGTTCAAGATCCACCATTTTTTGTTAGCTCTATGTGATAACAATGAC
TGGAATGAGCAAATGACTGTTTTTGTTTTGTTTTTTGCTTTGTGATAAAGTCTGCGCTCA
CTGAAGCCAATCAGTGGCAACGAAGTCTATGAGTCAGATGAGAAGAAGTCCCCCGGTAGG
CTCAGCTGAACGTCCACACCTCCAGCTCCATGATGTGGAAGTCAGCCGTTTCCGACAGGC
AGCAGTTGTTAAAGGTGTAGCAGGGGCTGCTGCGCCCCACGTACAGGCTCTCATCCACCC
ACAGCCCAAAGTGACCACTGCCTCCACCAATAGCAAAGCAGTCCAAGTCTCCTTTGATGA
AAAATGAGTTTTCTCCAGTCCATTTGAAACACTTGAAGCGGGGGTGCAGCATGAAGAGAA
ACGTCTCTCCTGTGCCGTAGAAAGTCTCGCTGGGTCTCAGTGGGTGAGACAGGAAGGCCC
CGAAAATCTCATCAAGAGAATCTTTGATGACTATCAGCACAGGAGAGTCTATTGCTCCCC
CCGGCCATAAG
>CL1305Contig1
GAGCGGCCGTNAAACCCGGGCATTATGGCCGGGGGAGGTCAAAGGGACGAGCAAAGATGG
CGGCGTCGTCCAAAAAGGTGTTCGAGCTGTTCGTGTCGAAGGTCCCGTGGACCGCAGCCA
GCAAGGAGGTGCGGGACTATTTTGGACAGTTTGGCTTGGTCAAGAAGTGTCTTCTGCCAT
TTGATAAGGAGACCGGCTTCCACAGAGGCTTCTGCTGGATCGGCTTCACAACAGAAGAGG
GTTTGAACAATGCCCTGCAGAAGGACCCTCATGTTCTGGAGGGAGCAAAGCTGCAGGTTC
AGAGGAACAGACGTCCGTTCGCAGGACAGAAGTCCAGCAGAGACGCCGAGTTTGACTGAA
GCTTCCTCTGTGGTTCTGCAGAGAGGAGAGGAGCTCCCTCTACCTCTTCTTGTCTGAAAC
GCTGGGTGAAACCAGTGGACCATGTTTGTTCTATGGAATCAAAATCCTTAAATTCCTCTG
TTTTGGTGTTGTGAAACTGATATTTGTTGACAAATAAAATCTTTATTTATTAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAACAT
>CL1306Contig1
ATTCTTCCAGCAAGTGTTTATTGACAAGACTTACAATGAAATTCTACCAGTCTGTTTAGT
GGGAAAAAAAAAAACACNCNCCAAAGTACTAACATTGTGCAATGACTCCCCACACTCAAA
TTCAGGGAAACGTTACAATTGAGCGATATTTAATGTCAAAGACAGACAACCTCATCAAAA
CGCTTTCTACTGTCAATAAAATAAAATGACAAACTCAAGTGGAAATGAAAACAATTGCAT
AAAAAAAAAGTTAAAAATTTGAAAATATACAAATTGGGTTCAACCTAAGGGCTTGCCCTT
TTATTTTTTAGTCGTCTTGCGGATCAGTGCCATTCTCTGTTTATGAGCTTCTGTGGTGCA
AGCCTTCTTATACGGTCGAATTTCATCAAAGCCATAACCAGGAATCCACATGTTCCATTG



ACGCTCTAAATGTAACTGAACGTCTTTAACCTCCAACGTGTTTGATTTGCGATGGCGTGC
CAGCTGACAGGCTGCTGTCACAACACTTTCTATGAAGTCATCTGCAATTTGTAAAAGCAT
CTCTTCAACATCCTCATCCAGTTGCTCATTTGGGTCAATTTCTCTCACCAGGTCCTGCAG
TTTCTTCTTAGAGAGGACCTGAGATCCTTCTGGGCTGCTTCTACCTGCAGGACCAGCAGG
CAGGCTCTTCACTATTATTGGGGTGCTATTGGCCATTCTCAGTGATCAAGGTCAAGGAGG
AAGCGCAAAGCAGTTCTTTAAGTTACAAGACGCTGGTGGCCCGGGTAAGGCTCTCCCAAA
TCCTGCGTGGCAGTCGAAAACACCGCTTTTTCAAGGAACCACAACCTTTTTAAATTAACA
CTATCTGTCCATTTTCGTCATTACTTCGAGGGAAAGGTACGTCTTTGACACTAAATTTGT
CTACGAACAGGCAACAACCGTTCCAGAATTCAGGGAGCAATATTCGGAACTTCCGATTTT
GCCCGATTCTG
>CL1307Contig1
CGAGGTGGAAACCTTGAAGAAGTCAAATGTTCGTCCCGGCGGTTGTTGCTGCAGACGAGC
CGCAGTAACGATGACGATGAGAAACATATTCGTTCCCATTTATCAGCTGGGAAACCCTCA
GCTGAGGATCTTCAGACCCAACTGGTTTCTGACCCTGGTGAGGCCGGGAAAAGAGCAGCC
TCCGGACACGGCCCAGTTCCGGGTCCCGATGGAAATGACAAAATATGATGTGAAGAACTA
CTTGGAGAAGATCTACAATGTCCCTGTTGGAGTAGTTCGCACCAGGATACAGTTCGGATC
CAACAAGAAGAGGAACCACCTGAACCAGAAGGTCAAGAAGCCAGACTACAAAGTAGCTTA
TGTTCAGCTGGCTCAGGGCCAGACCTTCACCTTCCCTGACGTCTTCCCTGAGAAGGACCA
GACCCCCGCCGAGGGCTCCATGGAGGAGATGCAGAACAAGTTCATGGAGGACGAGAAGCA
GCGGCAGAAGCTGGACCCCAGGAGAGGGGGGGTCACCGAGTGGTTTGGACTGTGACGGCG
GTGGGCGTGGGCCGTCCGCTCTCTTCTGCCGGGGCGAGAGACGGGCCGACACCGTTGGCC
TGCTCTGGCGGCTGCGGTCCGATGAGCAGGTCCAGAATCAGAGGAGGGGAGTGGACCGCC
TCCAACCTTCATGAAAACTGTGACATGAGGTTTCAGGAAGTTTGTGGGTCTGGACGGTTC
TGGACGGTTCTGCACGGTTCCGTCTCAGACTCTCCAGAGGTTTCTTTATGTGTGAAAGCT
GTTTAACAAGAACCAATAAACGCTGGTCTGAAGGTTAAAAAAAAAA
>CL1308Contig1
TTTTTTTTTTTTTTTTAAAAAATGTAGTCTTTAATATTAATGGCGGTACAGCAGCTTTCA
ATCATTCCCTGATTTGCTTTTCTCCATTTCCCAGTCTGAGGTGTCGGGAAATTACGGAGA
GGCCTTGATGCTGCTGGCTGGAACAGAAGACTAACTCCTCCCATCAAGTCTGTTCTCAGT
GTTCATTGGATGCTGACTGACCAACACCTAAATGCATTTGACTAAACCTAAAGATGTTTT
AAAAGGCAAACTTGTGACTTAACATGTCAAATGTCCTATTAGCACTATACATTTGGCCAG
ACTGTCTAACTTAATCAAAATAAAGAGAACATTTTTAAGTGTGAAAAAGCAGACTGTTGT
CTAGCAGTTGTATAAAAATTATTTAATAGTTTTGTTGATGTTGCTGTAACCGACTCCAAC
ACAGGTCATCAGAACTTTGTCTCCACTTTTCCTTTCATCTTCTAGCGGCTTCTGGACTTC
AATCTTGAACATAACCTGGAAGAAATCCCTGACGTGTCTTAGGAACTCAATCGTGTATGC
TGACAGGGGTCCGAGCAGAACCTTTGATACATCCTGTTGGCCAAGGGTCATGAGGAGCAG
CGCCAGGCTCTGATTGGACGAATCCACACAGCCGCCCCGGTATATCTCTTCCAAGAGCAA
CTTGGCACAGTTTCTGCCAAGGTCTTCTGGCAGTATGGGGTCTCCTTGCCCCTGTGGAGT
TGAAGACATCTCCGCACCGAGAAAGCAGCCATTCTGGGTTTCGGCCACAAGTGTCAAACC
AAAGCCTGGAGACTTGCCAGAGTTTGCTCCTTTCATGTGGTCTGTGTAAATATAGATGTC
TGGTATGAACTGGTTGAGGACAGCCCTGGTTGACTCTACAATCCTGTTGGCCATCTGAGG
AGAAACTCGCACAGAATATGCCACTCCTCTAATCCTCTTGATCTTGGCTTGCTCTGTCAA
CTGGACCGGTTTGAGAGTTCTGCGGATGGGGCAAGACAAAACCACCTCTCCTCCACCACC
AGGTGCCATCCCTCTTTTCACCACCCTGAGATCAAATCCCTCCCCATCAATTCCAAATCT
TTTCATCAGAGGGACAGCCGTGGTCTTCAGCAGGTCAATCGTTGGATCATTGGGGTCGTT
AGTAACTCCTCTGAGAGTTGCCTTCAGAGCCATCTTCATGAAAGGAGCCAACATGAGTAA
AGCTTCAAGATAGTATCCAATGGAGCGTTGAGGATTGCAGTCGTGCTCTATAGAGCCGCC
ATACAACAATCCAGGCTGGTAGGATAGCACAGTTCCTGTTTGATTAATTTCTATTCTTGA
GCCATTGGTCACTTTATCAAGAAGTCTGATGAAGCTTGCTTCAAAGTCGCGCAGCCCTGG
GTCGTCCTCTTTAGATCGTATGTTCTTAATTCTGACACGTTTCCCACTAAGTGTTGACAA
AACTAGCCGCTGTCTTAAAAAATTGCACCCCTCGTAAGAGAGTCCCTGGTTTGCCATTTG
TATTGTTGTTTCTATGCTTGGCAGCAGGAGAATCCACGTGTGTTTGTGCAGGAAGCAACC
GGCCATAAGGCCCGGGTTAAACG
>CL1309Contig1
GACTTTTACGGAAGACAATTCTATTAAATGGGCCTCTCGGTGGGATTACATCCTGGTCTC
GATGCCTCACACCAACATCCAGTGGTTTAGCATCATGAACTCTTTGGTCATTGTTCTCTT
CCTCTCTGGCATGGTGGCCATGATCATGCTAAGAACTCTGCACAAGGACATTGCCAGATA
CAACCAGGTTGACCAGGAAAACTTGATAAAGGTTCCATCGACCAGGGATAAATCTTCCGT
AACCTATGAGGACGCACAGGAGGAGTCTGGATGGAAGCAGGTGCACGGAGATGTTTTCCG
TCCTCCTCGGAAAGGAATGCTGCTCTCCATTTTCCTCGGCCAGGGCACTCAGATCTTCAT
CATGACATTCATTACACTCTTTCTGGCCTGTCTGGGTTTCCTGTCGCCAGCCAACAGAGG
GGCTCTGATGACGTGCGCCGTGGTACTCTGGGTCCTGCTGGGCACCCCCGCTGGTTATGT
GTCTGCACGTCTCTATAAAACTTTCGGAGGAGAGAAGTGGAAGACCAACGTGTTGCTGAC
GGCCCTCCTGTGCCCAGGGATCGTCTTTGCAGACTTCTTCCTGATGAACTTGATCCTTTG



GGTGGAGGGCTCCTCAGCAGCCATTCCCTTTGGAACTTTGGTAGCCATCTTGGCTCTGTG
GTTTGGGATTTCTGTGCCCCTGACCTTCATCGGTGCCTACTTTGGATTCAAGAAACCTGC
CATTGAGCAGCCCGTACGAACAAACCAGATCCCTCGCCAAATTCCAGAGCAGTCCTTCTT
CACCAAACCCATCCCTGGAATAATAATGGGTGGGATCTTGCCCTTTGGCTGCATTTTCAT
TCAGCTTTTCTTTATCCTCAACAGTATTTGGTCCCACCAGATGTACTACATGTTTGGATT
CCTCTTCCTGGTTTTCATTATTCTGCTCATCACCTGCTCTGAAGGCCACAATCCTGNTTA
TGCTACTTCCACCTATGTGCTGAGGACTACCACTGGTGGTGGCGTTCCTTCTTGACCAGT
GGCTTCACAGCAGTCTACCTGTTCATCTATGCTGTGCACTACTTCTTCTCAAAACTGCAA
ATAATTGGAGCAGCCAGTACCATACTATACTTTGGATACACCATGATTATGGTCCTCATC
TTCTTCCTCTTCACAGGTACAATTGGCTTCTTTGCTTGCTTCTGGTTTGTCAACAAGATC
TACAGTGTGGTGAAGGTGGACTAGCAGCACAGGAAACTTCTATCTGTAAACGGCGCTGAG
CCCCCCAGCGCCGTCTCTCTAATAAAGTAGTCTGAACAGACCTGAACTGAAGCATTGCTT
ATGACAAAAACAGAACAGAGCCCGTCCTCTTTTGTGCTTTAAACCTTTGTTGCTCTTTTT
CTTTTCTTTCATATAAATAATTTGTGTTCACTGATGACCGTTAATATTTTGAATTGCGCC
TTGAAAATCGGTGTGGGTTCCAATGATTGAGTTCTCACAGTGAGCAGTTTGGTTTGTTTT
TTACTTTAGTTTTCTAAGGACAGAAAAAAGTCAAATGTTAAGGACTTTGCTATTCTATTG
TTTTTTTCTTAATGCTCCTTTTTTATTTCCTGTTCTGTAAGGATTTAATGAGTATGTACA
TATATTGTATAGAGAAGGAGAGCGAGGGAGAATGCTACTTAAAGATTGTCAATCTTATCA
ATTTCCCCTTTGAAGTTTTTTTTCTTTTCTTTTAATTCTAAAAACGGGCTTTAAATTCTT
AAATATCAGCCTGTAATATAGTTAAGACATAAATTACTGATGTTGCTATGGTACCTGTTT
CTTTTCTTGGATTTAAGTTTGAATACATCAAATGGGTGTTTTATGTTGAGAAGCACATCT
GTCCTACCGAGCTGCTAAAGCTACAACATGTTGCATATTAAAGATAGTCTCTCAAATGTA
ATAAATCTGCCACCAAAAAAGATAGTCACCTTGTTAACTATGAATGCTCTCTTTCTATTG
AGAAACATCCTTTTAGATTTAATGAGTCAACCATTAGGTAGAATAAACACTGCTGCTGTT
TGCTTAAAGCAGTGTGGCTGCATTGAAGGTGATGACTATTTCACAAATGTGTAAGTAATC
CACAGGAAAAAAAACGTATTTTTGTCTTTGAGCTACTAAGAAAAATGTTTTTTTTCACGT
TAAATAATATTCCTTTTTATTTGCTTCTGAGTGAAAGGCCATTAATCCATATTTAATGTC
CAACTCATTGCATTACGAAAATAAAATAAAAAATAAACAAACCAAGCCAAGCTTTTTTTT
CTGGGATGGCACTTAAAGAAAATTTGTCTGTTTTGACAGTTTGGTTCACTAATTCTGCAT
GACCAAAATTTAATTTATAATAAGTTTAATTTCAAAAGTACTTTTCCACCTTTGAAGTCC
CACTCTAATCATCTTTTGATCTATTGTAAAAGTGTTCCTAGTGGTATTTATTTATGATTA
TGCCGTTTTTAGGCAAAATAAAGCTTATTTTCTATGACAAAGTTTCTGCAGAGCGGCAGG
AATTAGAAATTTGCCTCTGAGTTATAAGCAGGACTGATTGAGTGAGTCTCACTTCATTTC
CCAACCCCCCCCCCCCCCCCCCCTTTTTTTTTTTTNNCCCCCCNNAAAAAAAAACCCCCN
CCCCCCAAAAAACCCNNAAAAAAAA
>CL1310Contig1
GAGATAAAGCACGTCCGGCAGAAGCTGCACCAGGAGGCGGTGAAGCTCCGCGGACTGGAC
CGGACCCAGCAGGCGGGACCTGAGCTGGTTCTGCCGGGGGTCGCGCGTCCCGCCGCGGAG
CCCGGTTCCGAGAAAGCTCCGCGGGGGGAAAGGGGTCCGGTCCAAACAGCCGCACGTGCA
CAGCAGCCGGTGTTATCTGGGAGCTCCTTTCCATCCAGCATCTTCCTGGGTACCAAGATC
TCTCCAGAGACCCTGGTCCAGAGTCTGGACCACCTGGAACCAGCGGATGTTACTTCAGCA
CCCCAAACCACCAGGACAGGTTCAGAGGAGAAGAAGATCAAGTCAAAGAAGGAGAAGATG
AAAGAGAGGAGGGAGCGTTGGTTAAGCAAGATCAGCTCCATCAAGCGAGTGAAGGAGCAG
CAGGCGGCCGAGGCGCGACGGAAAGCCACGCCCGTGGTGGGGGACATGCAGCCGCTGGCC
GACGCCCTCCCGCAGCTAAACGAGCTGATCGGTCCTGCAGCTGCGGCGCCGACGTCGCGT
CGGAAGAGCCGCAAAAACAAGCTGCCCGTGAAGAAGGCAGCGCCTACGGACTTCAGCCAG
ATGAAACAGTCCCAGAAGCGCCGGCTCCTGGAGACGGAGAGCCTGGGCTTCAGCAAAGCG
GTGAAGGCAATGGCCACCATGAAGAACCCTCTGGCGGACATCGGAGAGCAGCTGAGGAAG
AGGATGAGGCAGGAGGAAGAGCAGGCTCCCAGCTAACGGCAGCTGCAGAGGTGAAGGCCC
TCCACAGACTCTGGACGCTGCACAGCTGCTCTCGGGACCCCTCACCTCCTCTGGTGATGG
GGGTGGAGCTTCTGTTTGTGCTCGGCTCTGACATTCACCCTCCTGTTGCTGTTTCACCTC
ACAAAGAGGTGGAAGGTGCAAAACCCTCTGGCATCACGGCCGTGGAAGGAGATCGCCACC
GAGGGGGTGGAGCTCTCTTTAAGTCACACTTTCTAGGGACATCCGCCTGTATTTGATGTA
GAACCCTCAATGGGAGTTTGTCCCGAAGCACTATTGGAATAANAGAAATCAGAGAAAAAA
AAAA
>CL1311Contig1
TTTATTTTCATTTTCAGCTAATATTTGGATTTTTTTTCTATTGCTAGCTGCTTTATAAAA
CAGACCCGTTTGACAGTAATTACTTGTAAAATTAATTTGTATTTTATTCAGATTATAAAG
TTCTCGCAGCACAAACTGAGATGTCAAAAGCCCCAAAGAGCCTAGAAACATTTGAACTTG
CAATAGCAGAACTTTTACAAATAAATATTAACAAATACATTTATTTTCTGTCACTCCAGA
TTACACAAAGTTCAGGTGTGTGTCCTTGTCCACGCCAAAGTTGCCTTTGTGTTCCTCAAA
CAACTCGCTGAGTTCATCCATGTACAGCTGATGGAGGGCATCAAGTTCCTCAGGTGTGGG
CTTCTGTTTTTTCTCCACCTTTATTGGCCGGCCAACCACTGTCGTGATTGGTCGTCTGTA
GGGGAGAAGACCAAAAGAGTACTGGAAAATTCCACGCGCGTGGAACAGTGGCAGGGAGAT



TCCCATGATCCTTTGCAGGTGTTCCTGTATCCATCGGAGCCAGGTTCCTCGCGGGTTTTC
AACTTGATCATAAACTTCATTCTCTCCAAAGGAGAAGACAGGTACAAGATGAGCTCCATG
CTCCATGGCCATTTTGATGAATCCTTTCTTATTAGCTAAAAGCACGTTGAACGTCCCAGG
ATGAGCATCAAGAGCTTCTGGAGCTCCACCAACCGCAATGACGACAGCGTTCCCACCACG
TTTTTGGCGAAGAGGATAGCTCGCACTTTCTTTGTCTGAAGGAATCAGTCCTGCACACAT
GGCGTAGTCTCTGAAGAAAGGAGCTCTGAACCACAACGGCAGCATGAGCAGGTAGGTGGT
GAGGCCCGGAAACAACTTCTGGAAGCCTGTGGCGTAGGTGCAGAAGTTGGTGAAGGCTCC
TGCCACCAGCACACCGTGAGGATGAAAGCCCAGGATGTAGTTGTGTTTTGGGTCCAAATC
AGCCGTCTTCACTAACTTAATGGGGAAGTAATCCCTCATGTGCTTCCAAACTCTGAGGCC
ACATAAGAAGGGCACCCTGCGGCCTCCACGTGCGGGAGTGTCAAAGTCAATGTACCACCA
GGTGGCGTACAGCACGCTGACCAGCCAGAAGCGGGTGAAGAGCAGGTAGATGAACAGGGA
GATGCAGAGGGGTGCCAGACCAAGGAAGGAGAAGACCCACTGCAGGACCGCGGCGGTCTG
CACCCTCCTGTGTAGGGGCACGTCCAAAGGTGCAAAATCAACCTTCATCTTTGTTTTGGT
TTTTGAGAAGAACAGAGACAGTTTGGAGATCTGCAGCACTAGTCAACGTGAACGGTAAGG
GAAGTGACCCCCATCACGCCCCCGGCCATA
>CL1312Contig1
TTTTTTTTTTCATTTTAAACNCTTTATTCAAACAGTGAGTAACTCTGCAAACCTTCAAAT
CACCTTCCTAATTGCTTAGGAAGAACTAAACCAGAACAGTGATATGTCAGCTTTAACATG
AAAGCAAAACGGAACCGTCCTCCACGATTTCCTCCTCAGTATCTGCGCTCTGCATGGTGG
AATGAAGTGGCGGCAGCAAAAAGAAAAAGGCCCAAACCCGCTAAATTTAGAGATTGTGAA
GCGAAAAGGGACGAAAAGCAGCAGAAGATCTGCAGCAAACATCTCAATCTCCTCCACAGG
CGGCTCAGGACTTCCTGGTGCTCAGTCATGGCGTGACGGCGGCGAAGCTGCACTCAGCAT
CACCACCCGACGGATCTGCAGCGCTTCACCGCTCAGCCGACATCCTTGGAAGCTGATTGG
TTGGAGCGCATGCTGGCTCCTTTTCCTGACAGAACGTGAGGAAAAGCCGCAGGAAGTGGC
TCGCTGGACATCAGGATGTGCGTCTGCGGCGGCTGACGGAGGCCAACGGCGAGGCTTTGA
CACCGGTCCGAGTCCGTGTGTTCTGCAGTCGGTCAGTCAGTCATCCAGCCAATCAGAGCC
CCGCTGTCAGACACAGGCGGCCATTGTTTCCCTTGATTTGTCCTGGTGTGTCCTGTGTGT
GTGTGTGTGCACGTGTGTGTGTGCACGTGTGTGTGTGCGCAGCGCCCAGACCTCGCCGTG
GGCCAGATCAGTGACAGATAGAAAACGGGAGGACTAAAGAAAAGTAGGAAAGGAGGAGTC
AGATGAAGGAGGACAAAGAAGTCATTCTTTCCCCGTGGTGAGGAGCTTCAGGGCTTTCTG
GAGGTTCTGGATGGCCGTGCCGACGTCCTCGTACTGCAGGGCGCTGCCCGCGTACTTGCA
GTACTTCTGCGCCTTGGTGAAGTCGTCGGCGGAGAGCTGCAAGCCGCCCGGCTGCTGCTG
GGCACTGAGCAGTGTGGGGTCAACGGCGGGCACAGAGCGAGGAGCAGGCATGGGTTTGGC
AGCTTCTGCAGGTGGAGGTAGATCTGCTGGGGTGTTGGCCGGTGCATGGGCTCCTGGTGG
AATCTGGATGTTGTTGTAGTTGTGCTTTGGGGGACCTGACGGACCCGACCCCGGATTTGC
GTTGAAGCCAATTCCTGGAGGGGGCCCTTGATCCGACCCATCAAAGGACTGTGGGGAGGG
GTTTCCCCGGACGGAGCCCCCTTGAGAGAAGCTCTGGCTGGAGAAACCTTCAGCTCCGAA
CTCTGCTTCCTCGTCTTCGTCCATGCCAATGGGCCCCGGCTGAGGTGTCTCCCCATTCTT
CAGACAGTTATGGATGTAGGTCGCCTTCCAGCGGGCATATTTCCTGTGCTTGACATTCTC
CTCTGACAGCTCCCCAAATACAGACAAGACATCAAGAAGCAGGCTGGATGTGAAGAAGGA
CTTGATCATGTTCTTGTGGAACCGTTCCGCTCGGTCCTCGTTGTCAGCATACAGGAAGAG
TTTTAAGGCGTAGTTCTCAATGTGAGCGTTCCCAACGACCTCTTGGGTGATGGACTCGTT
GTCGCTAAACTCCTTCTTCATCGTCTCTAGTTGATCCATGAGTTTGACCAGGAACTTTCG
GCACTCCGGTGTTTTGCTGTCCAGCTTCATTCCCGTCTGCATGGCATACAGCCGACAGTA
ATAAGCCACGACCGGGTCTCGTTTTTCATGTTCCTGCGCGGTCCGTAAGTAGTGCTGAAT
GGATCTGAGAGGAGCCGGTAGAGCCATGAGTGACTTTCAACCCTCACAAAACAGGCAGAA
CATCGGCAAAAGTCCAGTGTTGTTGTTGTTGTTGTTAGAAGAGTCCCCCCGGCCATAATG
CCCGGGTTAACGCG
>CL1313Contig1
CACGAGGGCCAAGAAAAATGGTGATAACTTTGAGTTTTCACTCTCAGGACAGTCTGATGG
CTATGTTGCAGCATCTGTGCTGATTCCTCTCATTGGGAAAGAAGTTGTTTATGTCTGTGC
AAATAACAACAATAAAGTAAAGTTTATTGGTGCCATTCTGGAGAGCAACCAACTTAAATT
AACAACTCTCAGCGTAAACTCTGTGAAGGGTAAGGTCAGAGGCAGAACAATCCAGTGCAC
ATTCCTGGCCACAGTACCAGACCCACTTGTTCTAGCAAGCAAGAGAGCACGCAGAGCTAC
AGACGTCACCGTCTCTGTCTTAACTGGATCGTACAATACAAGCTCTGACGATTTAGGAAC
ACCAACCCCAACAATAAGAGCAACTGTTTCTGACCTGGCAAACAGTAATACCACTGTTGT
CAATCAGATTAACAACTCAACCACACCTGCACCAGGAGGAAACTCAACAACTCAAGCAGG
AAACACAGTCGGATCTCTACAGACAGATATCTCTAACACTGGGTGCCGTTCTGATAAACT
TTGCGCAGCTGCGCCCTCATCATGCAATCCTTCTGCTGGAGGCACCTGCTCCTTTTTGTC
GGCTAAGCAGAAGAGTGGTCAGATCTATTCCTTTGAGCTCTCAGGACTGTCAGATGGTTA
CATGGCCTCTGCCTTATCAACTACTTCGACCACGAATAATGGATCCTTAGCCTATGTGTG
TGCCAACAACAACGGTGCTGTTAAATTCATCACTGCTGTCCTCAATAATGATAACACATT
GACAGAGAAAACGCAAAATGTGATCTCTGGCTCTGTAAAGGGGAAGATTAGTGGAAGACA
AATCCAGTGTATATTTGAGGCCACACTTCCAGACACCAGTGTTCGTGCAGCGGTTTTCTC



AATGTTAGTCGTTAATGGAACTTACAATTCCAGTTCAAATGCTTTTGGAAGTGCTTCTAT
TTTAGTGAGAACCAATGTAGTAAACCTCTCAGATCCTACAGCAAATATCACCAACCTTGT
TACTTCTGGAGTGGCGCCACACTACCATCCCTTAATGCAAGCTCTGCTTGTCACCTTTGG
CATCCTGGTTCTCACCATCCTAGGACACTGATTTAGACCATGTGTCCCTTCTTATCCATC
AACAAATACCAGTGAATGGACGCTTTGAAGATTTAATAGAAGACAACATGTTGACAGAGC
ACTCCCCATCAATTTCCTTTAAAGCCAATGTTATACAGTTTCTTTATGTAATTTCTTGAT
GTCAGCATGAGTTTGTAACAGTGGAAAAAAAACAACTCAGAACAGAGGA
>CL1313Contig2
TTTGAAATCATTACTTTGAGGTCAATTACAGTTTGCAATGTGTAAAATCCCTTTTACTAT
TGTTAGATAGCATACTCCATTTCATTGTAGTATGATTTACAAACACATATATTTATACAG
AAACACACAAAAAACATCAGTCAAAGTTGACTTCATAGTAAAATATCAATAGGACTATCT
CTTACAGGATACTTTAATGATTCAATTACATCATAATAATTAGAACAAAAAAACATTGTA
AAAAATAATTACAACTTTTGATGGCACTTTAATCCACTACAGAAAAGACATGGGTTTAGG
AGGTAACCAGACCTTAAAACCTATTTTACATAAATTATTCCATGTATGTTAATACAGTAA
TTTGGTTAGCAACTTTTAGATATGTTTAATGAGCGCAAAGCTTTTTAAATTTGAAATTTC
AATTTTAATATCTAAAATTCTATGAAGGACAAGAAATCCAACATTCATGCATTTAAATAC
TTGCATACAAGAGATTGAGCTCCTCTGTTCTGTGTTGTTTTTTTTCCACTGTTACAAACT
CATGCTGACATCAAGAAATTACATAAAGAAACTGTATAACATTGGCTTTAAAGGAAATTG
ATGGGGAGTGCTCTGTCAACATGTTGTCTTCTATTAAATCTTCAAAGCGTCCATTCACTG
GTATTTGTTGATGGATAAGAAGGGACACATGGTCTAAATCAGTGTCCTAGGATGGTGAGA
ACCAGGATGCCAAAGGTGACAAGCAGAGCTTGCATTAAGGGATGGTAGTGTGGCGCCACT
CCAGAAGTAACCCTCGTGCCGAATTCGGCACGAGGGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGACACA
>CL1314Contig1
TCGGCACGAGGCAAAAGAGGACTGAAAGAGGTCCCACCGGTTCAGATCTGACTTGAATCA
AGAAGCAAGTGAGTCAGGATGGCTGTCCTCCTCCTGTCCAGTCTCCTGCTGGCTGCGCCA
GTCCTCCTGGTGGTGTCCGGACCGGTTCCTGGCTCCACCAACAAGACGGTGCCTCTGATA
CTGTGGCATGGAATGGGTGACAGCTGCTGCAACCCGCTCAGCATGGGCGCCATAAAGAAG
ATGATCGAGCAGGAGATCGCTGGCATCTATGTTCTGTCGCTGATGATCGGGAAAAATGTG
GTGGAGGACACAGAGAACGGGTTTTTCCTGGATGTGAACCACCAGGTGTCGATGGTGTGC
AGTCAGCTGGCTCAGGACCCAAACCTACAAGGGGGGTATAACGCCATGGGCTTCTCACAG
GGGGCGCAGTTCCTGAGAGCTGTGGCTCAGCGATGTCCCTCCCCACCAATGAAGAAGCTG
ATATCTGTTGGGGGCCAGCACCAAGGTGTGTATGGGCTGCCCAGGTGTCCCGGCGAGAGC
TCCCACCTGTGCGACATGATCCGCGAGGCTCTGAACAGGGGGGCGTACAGTGACCTGGTG
CAGAAGCACCTGGTGCAGGCCCAGTACTGGCACGACCCGCTCAACGACGACCTGTACAAG
AAGCACAGCCTGTTCCTGGCAGACATTAACCAGGAGAGGAGCGTAAACGAGACGTACAAG
AAGAATCTCCAGCAGTTGGAGAAGTTTGTGATGGTGAAGTTTCTGCAGGACTCGGTGGTG
GATCCTGTTGACACGGAGTGGTTCGGCTTCCTGAAAACAGGCCAAGCCAAAGTGACGGAG
ACTCTGCAGGAGAGCGACCTCTACAAACAGGACCGGTTGGGCCTCGCTGCCATGGACAAA
GCCGGAAAGCTGGTCTTCCTGGCTACAGAGGGAGACCACCTGCAGTTCTCCAAGGAATGG
TTTGACGCCAACCTGCTGCCGTACCTGAGGTAGACGCTGTCGGTCCCGCCCCTTCCACGC
GTCATGAGCTCCTCTTCCAGCTGCTTTAACAGATCAAAGGCTTCTAACACAAGAAAATGT
TTCTCTGCTGTGAATCTGATCAA
>CL1315Contig1
GGTGACTCGTCATCGGTGAAGTCCCTCTCCGCCAGTTTGCAGCAAAAATGTGCGGCTCCG
TGGTGCTTTTCTGGCTCTGCGCGTCCGCTGTGCTCGTCCGTGATGGGCTGTGCGCGCCCC
CGCCACCCAAAGAGGCGTGGAACTACGTGGAGGTGAGGGACGGGGCCCACATGTTCTGGT
GGCTCTATCACGCCGACGCTGGGTTCCGGGAGCTCCCGCTGGTCATGTGGCTGCAGGGTG
GACCCGGGGGGTCTGGAAGCGGATTTGGAAACTTTGAGGAAATCGGGCCCTTGGATCGGG
ATCTACAGCCCAGAAGCACCAGTTGGGTGAAGGCGGCCAGCGTGCTCTTTGTGGACAACC
CCGTGGGCACCGGCTTCAGCTTCGTGGACCGGGCCGACGGCTTCGCCACAGACGTGTCCA
TGGTGGCCTCGGACATGCTGGTGCTGCTCCAGAACTTCTTCACGGAGCGGCCCGAGTTCC
AGAGCATCCCCTTCTACATCTTCTCTGAGTCGTATGGAGGGAAGATGGCCGCTGCCATCT
CCTTGGAGCTCACAAAGGCTGTGGCTCAGGGGTCGGTCAAATGCAGCTTTGCCCGGTGTG
GCTCTGGGAGACTTCATGAAGCCGGTGGTGGACGTGGTCGACCAGCTGCTGAGCGCCGGC
GTCAACGTCACGGTCTACAACGGCCAGCTGGACCTCATCGTGGACACGTTGGGTCAGGAG
CAGTGGGTCAAGCGGCTCAAATGGGACGGCCTTCCCGGCTTCAGCAAGCTGCGCTGGACG
CCGCTGGATGACCCCGCCTCACAGGGGGCGACCGGAGCCTTCTACAAGACCTACAAGAAC
TTCTCCTTCTACTGGATCCTGAAAGCTGGTCACATGATCCCGTCAGACCAGGGAGCGATG
GCCCTGAAGATGCTGAAGATGGTCACTCAGCAGGACTGATGGTCCTCTGAAGCCGCCTGA
ACGCCTCAGACAATCACTAATGATCCAAAATCCCAACTGCAGTTTGGTTNGATTCTACGT
TTTGTATGTCTGCGTCCAAAGAATCAATAAA
>CL1315Contig2
TTTTTTTTTTACAAATAAAAACTTTATTGATTCTTTGGACGCAGACATACAAAACGTAGA



ATCAAACCAAACTGCAGTTGGGATTTTGGATCATTAGTGATTGTCTGAGGCGTTCAGGCG
GCTTCAGAGGACCATCAGTCCTGCTGAGTGACCATCTTCAGCATCTTCAGGGCCATCGCT
CCCTGGTCTGACGGGATCATGTGACCAGCTTTCAGGATCCAGTAGAAGGAGAAGTTCTTG
TAGGTCTTGTAGAAGGCTCCGGTCGCCCCCTGTGAGGCGGGGTCATCCAGCGGCGTCCAG
CGCAGCTTGCTGAAGCCGGGAAGGCCGTCCCATTTGAGCCGCTTGACCCACTGCTCCTGA
CCCAACGTGTCCACGATGAGGTCCAGCTGGCCGTTGTAGACCGTGACGTTGACGCCGGCG
CTCAGCAGCTGGTCGACCACGTCCACCACCGGCTTCATGAAGTCTCCTGCCATGTTGCTG
AACACGTCCTCCGCCTGACCTCCCCAGGTGACATTCTGGGGAATGATGCCCAGCTTCTTC
CTGATTGGTCCGTTCATGAGCTGGCTCAGGGACGGCCTCTGGAGGGGGCTGACGTGCCGC
AGAGCCTGCAGAGAGAATGAAGTCCTTCGCAGCGGAAAACCTCCGTTTGTCCTCTGACTC
CTGCGTCAGGATGTTGTAGAAATTCACTCCGGTTTGTGTTCTGCTCCACCACCGTCTCAG
CCACGGACCACAGCTCTGTGGCCTTCAGGAAGCTCTGCTGCTCCACGGCCTGCTTCACCG
CCTCCGCCGCGCCGCTCACGTCCGCCAGGCCCGAGTCGTCCAGCAGGGACGTGGGCGCGC
ACAGCCCATCACGGACGAGCACAGCGGACGCGCAGAGCCAGAAAAGCACCACGGAGCCGC
ACATTTTTGCTGCAAACTGGCGGAGAGGGA
>CL1315Contig3
GGGAGCTGTCCGCCGGACAGTTAAGACTCTGATNGACGAGGAAAACAAAGACGTTCCTGG
ATCTGACAGTGGATGCATCAGAACGAAACCTAAATACTCAGAAATGCAGTTTTAGGCTTC
ATTTCTCTTCATATAGCTCCCTAAATCATCCGAAAAATGCCATAAGAACATGTTAAAAAC
ATCAGAGTTGACCAGCTAAGTGCAGAACACAAACGGAGTGAATTTCTACAACATCCTGAC
GCAGGAGTCAGAGGACAAACGGAGGTTTTCCGCTGCGAAGGACTTCATCTCTCTGCAGGC
TCTGCGGCACGTCAGCCCCCTCCAGAGGCCGTCCCTGAGCCAGCTCATGAACGGACCAAT
CAGGAAGAAGCTGGGCATCATTCCCCAGAATGTCACCTGGGGAGGTCAGGCGGAGGACGT
GTTCAGCAACATGGCAGGAGACTTCATGAAGCCGGTGGTGGACGTGGTCGACCAGCTGCT
GAGCGCCGGCGTCAACGTCACGGTCTACAACGGCCAGCTGGACCTCATCGTGGACACGTT
GGGTCAGGAGCAGTGGGTCAAGCGGCTCAAATGGGACGGCCTTCCCGGCTTCAGCAAGCT
GCGCTGGACGCCGCTGGATGACCCCGCCTCACAGGGGGCGACCGGAGCCTTCTACAAGAC
CTACAAGAACTTCTCCTTCTACTGGATCCTGAAAGCTGGTCACATGATCCCGTCAGACCA
GGGAGCGATGGCCCTGAAGATGCTGAAGATGGTCACTCAGCAGGACTGATGGTCCTCTGA
AGCCGCCTGAACGCCTCAGACAATCACTAATGATCCAAAATCCCAACTGCAGTTGGTTGA
TTCTACGTTTTGTATGTCGCGTCCAAAGAATCAATA
>CL1316Contig1
GTTCAACGTGTCGGGGGCGTGGCATGCGCATCATGATCAGACAGCTGGCCCCGGGCATGG
TCCAGCAAATGCAGTCTGTCTGCACCGACTGCAACGGAGAAGGCGAGGTCATCAGCGAGA
AGGACCGCTGTAAAAAGTGTGAAGGCAAGAAAGTAGTGAAGGAGGTGAAGATCTTGGAAG
TCCACGTGGACAAAGGCATGAAACATGGACAGAAAATCACCTTTGGGGGAGAGGCGGATC
AGGCGCCTGGCGTGGAGCCTGGAGACATCGTCCTCGTCCTGCAAGAAAAAGAGCACGAGA
CCTTCAAGAGGGAAAAAAACGACCTCTTCATAAATCACAAGATCGGCCTTGTGGAGGCGC
TGTGTGGCTTCCAGTTCACGCTAAAGCACTTAGATGGAAGACAGATCGTCATCAAGTATC
CTGCTGGAAAAGTCATTGAACCAGGCTCGGTCAGGGTGGTGCGAGGAGAAGGCATGCCCC
AGTACCGAAACCCTTTTGAGAAGGGGGATTTGTACGTCAAGTTTGACGTCCAGTTTCCCG
ACAACAACTGGATCAGCCCTGAGAAACTTACGGAGTTGGAGGACATGCTGCCCTCGCGGC
CGGAGCCCCCCATCATCACCGGCGACACGGAGGAGGTGGACCTGCAGGACTACGACGTCA
GCCAGAGCTCCACATCCGCCGGGCGCAGAGAGGCGTACAACGACAGCTCCGACGACGAGA
GCGGCCACCACGGGCCGGGCGTGCAGTGCGCCCATCAGTAATCTCCAATTTCTCTCTTTC
ACATAAAAATATATATTACAAAAAAATAAAAACACATGGCCTGCATCTACTTGGGGGGGA
ATGTATGGTTTTTAGAATAAAGAAAGATGTCAGCGAGGCTGAGAGGGCCTGATGGCCCCA
CAGTTCCAGCACCTTAAACCATTGAATTGTTACTAACATGACCTGCTCCATCTGAGGAAG
GCTGCAGCTGAAGGGACTCCTCTGAGACTTCAGGTAGATGTTGTAAAGAGAATCTGAGAT
GCATAAACGTTGTTGCCTCCGCGAGCGCCTCGCTGATCTGTCGTCTGGTGTTCACTGTAG
TCCCCCTCCCTCCAAACGGAAACCCTCCAGTCCAGCCCTCTTCGTAATGGGAGCTCCAGA
TCAGACAGATTGGTTAGTTTGCTGAGCCTGTGACTTGCATTTTGTTTTCATAGTATTTAC
ATTAATTTAAAAATAAACTAACTGGTGTGCAGAGATGCTGAGCTCTTTTCCACACGGTCT
CATTCTTTCTGCAGCATTTGTAGGACTTGTTTCTGATTTTTACACTCTTTTTTTTCTTTT
GTCGTATTTTTCCCTTTTTCTTTACAATTTATTTCAAAACATAAGTTGTGTATTTCATTA
AAGTGGTTGTTGATAAACTTCTGCAGCTGCTGATCCCTGAGCTGTGATTTTCTTTTCTTT
TTTAATTTTTCTTTTTTTAAGAAAAGCAGCAGTGAAATAAGGAAAAAAAGGAGTAATAGT
CTGTATTTGTGCTGAGACCATTTGCATGTAGAGTGCGTTGGTTCCTGCACTTACCAAACA
TTCAGTAAAGCAGCACTCTTCTTCAAAAATGTTTATGAAG
>CL1317Contig1
CGGGCTGAGGAATTCGGACGAGGCGGACGTGACGTAGGAGGTAGTGCAGACTTATGGGAA
GCGTGACGGTAGTTCTAAAGCGATAAACCAAGTTCGTTTTTACCTTCGTCAAAACTTGTA
ACCCTCAGGGTTTCCCGTCTTCAAACCACTATGGCTTATCCCGGATACGGAGGGTACGGA
GGCCCCATGCAGGGAGGCCCCATGCAGGGAGGCCCCATGCCGGGGGCTCCTATGCCAGGT



GGACACATGCCCGGCCAAATGTTTGGACAGATGGGGGGCGCGCCACCCCAAGGAGGATAT
GCACCGTATGGTGGAGGCTACCCAGGAGCATACGGCGCCCCGCCTCCAGCCGCCAACGAC
CCCATGTGGGGTTACTTCACAGCCATAGCGGGGCAGGATGGAGAGGTCGACGCTGAGGAG
TTGCAGAAGTGTCTGACTCAGGCCGGCTTCACCGGCAGCTACAGCCCGTTTAGCCTGGAG
TCCTGCAGGATCATGATCGCGATGCTCGACAGGGACTATACGGGGAAGATGGGCTTCAAC
GAGTTCAAGGAGCTATTTGTAGCTCTGAACGGCTGGAAGCAGAACTTCATGATGTTTGAT
CAGGACCGCAGCGGAACGGTTGAGCCCCGGGAGCTGTCGCAGGCCATCAACGCCATGGGT
TTCAGGGTCAGTCCTCAGGCCTTAAATGTCATCATCCAGCGCTACAACAAAGGAGGAAGA
ATCTTTTTCGACGACTACGTGGCGTGCTGCGTCAAACTCAGAACGCTAACGGAGAACTTC
AGGCGCAGAGACACCATGCAGCAAGGAAGCGTCACCTTCCAGTACGACGATTTCATCCTG
TGCAGCATGGCTGTCTAAGCGTCGCCATCACAACAGGAGGTCCAGATTTCAGCAGGTATC
GGCGCTGAAGTGTAACCTCAGTTTTAATGCCTCGGCGCCGTGTGAAGGACATAATTTAAC
CAGGTGCACTTAGATATTTCCTTTCACACAAGGGAACAGCTTGAAATAAGGGAGTTTGTT
TAAAGCCAGATGTGTTTGCAATCCCTTATTCGGCCACAAGAGGGCAGACGGGCCATTAAT
CGCAATGTACTGTGCCATTTTCACCTCTGCTTTTTTTTTTTTTACTTGTATAAAAACACT
TATGTGGAACCGCTTAAGTGACTTAATGTCAAATTGCTACCAAACACAGCCAAACGAGTT
TGTTACACTCAGTAAACGTATGAATCATTGTGTAATTTGTTTATTNGTCTGTACAATTGT
GCATCATCCCAATCGTATTTACAGTTTTCCTTTAAATAAGAGTCAACAGAAACATTCAGG
TCAGCTGTTAAGTGNTGCATGGTATAAAATAC
>CL1318Contig1
TTTTTTTTTNGTTCCCTCTTTTTTATTGGCACATGCACCTTGATCAGCTGACATTACTTT
TTTTTTTCTCCATTTGAATCCAGGATGTGCCAGGAGGTTTGAAAGGTGATCGAGCGTAAA
TAAACACATTCACACAGCGGATGCAGCCAGAACCTACATCAGTGGCTTTTCTGTTCTGCA
GTCCGATACAGACCCAACCGGCCGGGTGAGGTTAACGTGAAAAAGTGTTTTTCTTCTAAA
CCAAAAAGGAGTCCATAAAAGCAGCTTATCTAACATTTCAGTTTGGGCATTTGATCAAGC
ACTGCTTGGAAGGCCAGACTTGCTCTTTTAAAAACTCATAGCACAGCATTTTCCTCAGCC
ATACAAGGAATGATGGTTTTCATTCTTTTCTATATAAAAAAAAATAATAATAATTCTGTG
ACGTTTTATTGGTTATTTATTTTAAAATTTGCTAAATCAACTGAGTCACAATCGAAATGT
AATAAAGGAGATCAGAAGAAGTGAGCTTGGAAAAGAAAACGGCTGAATAAAACTTATTTG
ATCATTCTGGTGTCAATTCATGGCGAGCATTTGGTCTTAAATACTTACAAATGAACAGAA
AAAGAAAAGCAGATGACCTTCATGATAGTCAGGAACTTCAGAACAAACAGTGGCTTCCTT
TCTACCACACTAAATTTATACTCACACTCTTAGCTCACCTAAGTTGTTCCCTCAGACTGT
AGAGTTAAACAGTTTAAGTGACAGACGGACAGGTTTGGTTTGGAAATTGGAAGTCCGTTT
ACCTGTTCTCAGAACCACGACCACTCAAAATTCAAAAGAGAAGAGTGAAAACCAACACCG
CACAACTCCTTGGGATTCAACTAGACTGTACTGAGAGTTCCTCCCCAGGTAAAAAGGCTG
TTATTTCTTCTTGGGTGCGTTGGGTGTGTTGAATTTGAAAAAGATAATGTCGCCGTCCTC
CACGGTGTAGTTCCTGCCCTGTTGTCTGTATTTCCCAGCAGCCTTAACTGCACTTTCGCT
GCCCTCCTCTTTAAAGTCGGAGTACTTCATCACCTCAGCCATGATGAAGCCTTTCTCAAA
GTCTGTGTGGATTTTTCCTGCAGCCTGAGGAGCTTTGGCACCTTTCCTGATGGTCCACGC
TCGCACCTCATCTGGCCCCGCTGTGAAGAAGTATTCCAGCTGCAGCGCGGCATAACCAGT
CTTTATTATTTTGGTCAAAACACTTTGTGTTTTTTGTTCCTCGCAATACTTATCCCTGTC
CTCCTCCTCCATGTCCAGCAGTTTGGACTCCAAAGCTCCACTCAGGGGAATGACCATGGC
ACCAGGATCATGAACGTCTACCCATTCTTTGATTTTTGCCAACCACTTGTTCTTTTTTCT
GATGTAATCCTTCTCTGAAAGATTAACCAGGTAGATCATGGGTTTAGATGTCAGAAAAAG
GTATTTGTTCAAAACCTCGATCTCTTTGTCATTCCAGTCATGGTAAAATCGGACGTGCTT
CTTCTCATCCACCACCCAGTTCTTTACCTTCATCATGATATCATATTCAGGTTTGAGTTT
CTTATCTCCTCCCCTCACAGCCGTTTTCTCGAGCTTGTCGATAATCGGAGCGATCATTTC
TTCATCCTTTAGTCGTAACTCCTCGTGGATGATCTCAATGTCTCTCACTGGGTCCACGTT
GCCCTCCACGTGGACAATATCTTCATCGTCGAATGCACGAGTCATGTGAAAGATGGCATC
ACAGGCACTGATGTGGGACAGGAAGGCGTTTCCAAGTCCCTGCCCCGCGTGAGCTCCTTT
CACCAAACCAGCAATGTCCACGACATTCAGGAAGGCAGGAACTTTACTGGCTGGTTTGTG
ATACTGGCAGAGGAAATCGTAGCGTTCATCCGGTACCGGCACCCTGCTCTCATTTGGGTC
GATTGTGCAGAATGGGAAGTTTTCTGCTGCCGCTTGACTTTTAGTCAGAACGTTGAAAAA
TGTTGATTTTCCAACATTAGGCAATCCCACAATTCCAATTTTCAGAGATGTTCCAAACCG
ACCGATTAATGGAGGCTGTTTCGGGGCTTCGGTCTTTTTCGGAGGCATCTTTATGAGTGT
TTTTAGCCTCAGAGCTACGTGGATGTTCAACTCAAAAGTGTGCTCACACCGACAGTTACG
CTGGAAAGCCC
>CL1319Contig1
GTCCGGGGAGACGTGCTCGTTGGTACAGTGTAGTGGCACGTCAAGATTGTGTGATGTTTT
CATTCCAGAGCGCCGCTCTCGTCGCAGCCATGCTGTTGGCGGTGGTGTCCAGAGTTCTCT
GCCAGGCTGTTACGCAAGCTAACCTTCGGTCGTCCCCGACCTTTGCCTCCTCCTTCGCAC
GGACTTTCACAGCCGCCACTCCATCATCATGCGGCGGAGAAAAAAAGGAGAACGATCAAG
CCTTCGTGGTGACCCACTCGCAGCTGAAGACGATGCTGACTAACCGTGACATTCAGCTTT
TCGACGTCAGAGACCCGGATGAACACCAGGAAGGGCGCATTCCTCAGGCTGTCAACCTCC



CATTGGGAGTCCTGGAGGAGTCTCTGAAGCTTCCATCTGATCACTTTGAGCAGAGGTTCA
AGGTGAAGGCTCCTGAGAAGGAGGACGCCAACATAGTGTTCCATTGCAGGACAGGCAAAA
GGAGCTTCCAGGCTCTGGGGATTGCACACCAGCTGGGATTTCACAAGGCTAGACATTACA
AAGGAGGCTACGTCGAGTGGGTTAAACAAGAAGGAAAATGAATCCAGACTTAAGTGTCTT
TCACACTCCTGTCTTTGTTTTTTATTGTTTGGTTTTTGTGTGTGTGGTGTTTTTAAAAAG
ATATTGACTATACAGAATGTATAGCAAGATTGCACGGACTTAACACTCGATGTTTTATGA
CATTTAGACTGTTACACGTTTTTAAACTGAGCTGAATGTTTCTGCTTTTATAAATAAAGA
ATAAATAAAGAAACTACANAAAAAAAAAAAAAAAAAAAAAAAA
>CL1320Contig1
TTTTTTTTTTGACTTTTATCCACTTTTCCTTTATTGTGATTCAAGTGGCACAGAAGGTTG
GGGACCTGCTTTGGAGAAGGCAAAGCAAAAAGACCATCACTATTCATTCGGAGCATTGCC
TGAGCACCGAAGTGGAACCATCAATGCAAAGCAGCAAGCCCTGAATGTGGAACAATCATC
ACAAACAAAACTTCTGAGACCACACTGGAGCTCTAAAAGAAACAGAAGGGTGGAGATCCA
AACAGAGGTGCTCAGAAAGGCTAGAAAGCAGCTGTTGATCACTTGCTCTCAGTGACACGT
CTCAGGGAGCCGAAGGTGGGGCTGGTGCTCCCCCACTCGCTGTGCCTCCTATACTCTCCT
GGGCGCAAGAAGTACTGCCGCCCCCTGTAGTTGGGGTGTTCGTGCAGCATCCAGTAGCCC
TCCATGACATTGGCAGAGGAGATGTCACGGGTGTGGAAACGCTCGTGCAGATTTGGGCAG
TCCTCCACCAGCTCCAGGTTTTGGCCTCCAAAGTCGGACCGCTCAAAAATCTTCATCCTG
TAGTTCCCAGTGTAAGGTGGGATCATACGGCAGGAGCGGATGCAGTCATTAAAGCCTGCC
CAGTGCTGGAAGCCTGGATAATCCCCCTTATGCAGCATGTACTGATATCCAGAATAGTTC
GGCTTCTCGTAGGCCACCCAGCAACCACTCTCAACTCTTATGGAGTTACAGCGGCCAAAG
AAATTCTGCATCTCAGGGGAGTCGCTGCTGCACTCATAGTGGCGACCCTGGAAGTTCCTG
TCTTCATAAAAGACAATCTTGCCCATTGTGATTGTGTTAAGTTCAGAGCGGACCCCC
>CL1321Contig1
GTCTGGGATCGGCCGTTAACCCGGGCATTATGGCCGGGGGGTCTTGTCGGCACATTTCTG
AGATGCACCGGTACTCTTTTTGAGCATTTGAGATGGCGGTAACGTTTCACACAGACCTGG
GAGACCTGAAAATAGAGTTATTCTGTGAGCGCACTCCCAAAGCATGCGAAAACTTTCTGG
CGCTGTGCGCTAGTGGTTTCTACAATGGCTGCGTCTTCCATCGGAACATTAAAGGCTTCA
TGGTTCAGACTGGAGACCCAACTGGTACTGGCAAAGGCGGGACGAGCATTTGGGGTCGCA
AATTTGAAGACGAATTCAGTGAACACCTAAAACATAACGTCAGAGGGGTGGTCTCCATGG
CAAACAGTGGCCCCAACACCAACGGCTCACAGTTCTTCTTCACATATGCCAAACAGCCCC
ACCTGGACATGAAGTACACCATCTTTGGAAAGATCATTGACGGCTTGGAAACATTGGATG
AACTAGAGAAGCTGCCTGTGAACGAGAAGACATTCCGGCCGATAACCGACACCCGGATCA
AAGATGTGACCATTCACGCCAACCCTTTTGCTGGATAACTGTTGTGCGTTACTTTGTGCT
TCAGTGAAAATCTGTGAAGATTAAAAAACGCAGGAAAAAATAATAATGTCTTTACTGAAG
GCAAATAAACCATTGTGTTTGTTTAGCAAATGCTCTAGACTTCTGACAGGTTTTTTTGTA
CCAAATAAAGTTTTATACCACTTTCGAAAAAAAAAAAANAAAAAAAAAAAAAANAACCAT
>CL1322Contig1
GGGACTGGGAGGACTGTTAGTGGGAGGAGGCAAGACAAGAGGGAGAGCAGGAGCAAGCAG
AGGGGGACAAGAGAAGGAAAAAAGAGGAGTAAGCAGTCTGTTCGGAATGTAAAGAGATCA
GACAGAGATCTGAAGTTCTTGTAGTTTCCTAGCCTCCGCTGTGCTGCTCACCCTGAGCTG
AGGGACCATGCTGCAGGGTTGGACTCCTCCTGGGCTCTGGGCTCTCCTGCTGTGGCTGCC
GGGGCTCCTGGCGTCAGGCTCGGACTTCAAGCATCACCGATACGAGGAGATGGTGCGGGC
GCTGTTTGCGGTGCAGAATGAGTGTCCTTATATCACCCGCATCTATAGTATTGGGCAGAG
CGTGGAGGGACGCCACCTTTATGTGCTGGAGTTCAGCGACAACCCAGGCATCCATGAAGC
ATTGGAGCCGGAGTTCAAGTACGTGGGCAACATGCACGGCAACGAGGTGCTCGGCCGTGA
GCTCCTCATCAAGCTCGCCCAGTTTCTGTGTGAGGAGTATCAGGCGAGGAACCAGCGGAT
CACGAGGCTAATCCACGACACTCGCATCCACATCCTGCCCTCCATGAATCCTGACGGCTA
TGAAGTGGCCGCCAGACAGGGTCCGGAGTTCAACGGCTATCTGGTAGGTCGAGGGAATGC
CAGAGAAATTGATCTGAACCGGAACTTTCCAGACCTGAATGCACTCATGTACTACTATGA
GAAAAACAATGGACGAAACCACCACCTGCCTCTGCCAGACAACTGGGAGCAGCAGGTTGA
ACCAGAGACCTTAGCAGTCATTAAGTGGATGCAAAGCTACAATTTTGTCTTATCAGCCAA
CCTCCACGGTGGAGCCGTGGTGGCCAATTACCCGTTTGACAAATCCAGATACCCTCGCAT
TAGAGGACGCACGACACATGCGGACACTCCCGACGACAAGCTCTTCCGGAAGTTGGCGAG
GACCTACTCGTATGCTCACAGCTGGATGCACAAAGGCTGGAACTGTGGAGACTTTTTTGA
TGAAGGCATCACCAACGGGGCCAGCTGGTACTCTCTGTCCAAAGGCATGCAGGACTTTAA
CTACCTGTACACCAACTGCTTTGAGATAACTCTGGAGCTGAGCTGCAATAAGTTTCCCCC
TGAATCTACACTGCCCGGAGAATGGATGGCCAACAGAGAAGCTCTGGTTTCATATATTGA
GCAGGTGCATCATGGGATAAAAGGCATGGTGTATGATGAAAACAACAACCCCATCCGCAA
AGCTGAAATCTCAGTGGCTGGAATCAACCATGATGTGACAAGTGGGGTGGATGGCGACTA
TTTCAGACTTTTGTTACCAGGCACCTACACGGTGACAGCCTCTGCACCGGGTTACCTCCC
CTCCACCAGCACCGTCACAGTGGGACCAGCTGAGGCCATTCAGCTTCATTTTTACTTGAA
AAAGGCCAAGAAGCAAAACTTGAAACAGAAGCCCCACAAAAGCAAGAGGAACCTCTCATC
CCACAAAACCTCTCTGAAGCTGAGCCCCAGATGAGACACAGACTTTAAAACTACATGCAG



AAAAACATGCACACACTCATAGTCTCATATAAAACATATACTTTATACCAGCTTCACTTG
AACAACATAACGACATTCCTTTTGTAGCTTTTAGGATTCATCAAGCTCTCGTGGTTTTTG
CTGATGACCCTTAAATGCGTGTCTTTATTAAGAAATTGTTGCAAGCCTGTTGTATTTATG
TATCATTTTTGGCTATGTATGATCTCAGCTGACCGGTATGTTACTATTTTTTTTCCACTG
TATTAATTTGATGAACAATAAAAGAATGTTTTGACCACCAAAAAAAAAAAAAAAAAAAAA
AAAAAA
>CL1323Contig1
GGATCCGCGGCCGCCGTTTTCTCACCGTGGCCTNCTTNCTGTAGCCCGGTTGAGGAAGTA
AATTTCGCTGACAGGGCTGGGTTCACTGAGGGAGAGGCGAAGAAAACATCTTTCGCAGGG
GACTAAAATACAAATAAAAACCACAAAAGGCGAAAAGGACGAGTTGGTAAATTAAAAGTG
AACCTAGCGCGTACCGGCATCTGTGGATCGTGCCCCCCTGCCCCGCTGAGACCGCCGCAG
ACATGAATGACCAGCAGCTGGACTGTGCTCTGGACCTGATGAGGCGTCTGCCTCCTCAGC
AGATCGAGAAGAACCTCAGCGACCTCATTGACCTGGTTCCCAGTCTGTGTGAGGACCTCC
TCTCCTCTGTGGACCAGCCCTTGAAGATTGCCCGGGACAAGGTGGTGGGGAAGGACTACC
TGCTCTGCGACTACAACCGAGATGGAGACTCCTACAGATCCCCCTGGAGTAATAAGTACG
AGCCCCCCATCGAAGACGGTGCCATGCCTTCAGCTCGCTTGAGGAAACTGGAAGTTGAAG
CCAATAACGCCTTTGATCAGTACAGAGACCTGTATTTTGAGGGGGGGGTCTCTTCCGTGT
ACCTCTGGGACTTGGATCACGGCTTCGCTGGAGTTATTCTCATAAAAAAGGCTGGGGACG
GATCCAAGAAGATCAAAGGATGCTGGGACTCCATTCATGTGGTGGAGGTGCAGGAGAAGT
CGAGTGGTCGTACTGCTCACTACAAACTCACCTCCACCGTCATGCTGTGGCTGCAGACAA
CCAAAACCGGATCTGGTACCATGAACCTCGGTGGCAGCCTTACGAGACAGATGGAGAAAG
ACGAGACGGTCGGGGAGTCTTCGTCCCACATCGCCAACATCGGCCGCCTGGTGGAAGATA
TGGAGAACAAGATCCGTTCAACGCTGAATGAAATCTACTTTGGGAAGACCAAGGACATCG
TCAACGGCTTAAGATCTATTGAGTCTCTGCCTGATAATCAGAAGTACCGGCAGCTCCAGA
GGGAGCTGTCGCAGGTCCTCACCCAGCGTCAGATCTTCATTGACTAGGGTTGGAGGAGCG
TTCAGACTCAGGCCGACAAGCAGCAGAAGGACGCTCTGAGGAACGACTTAGTGGAGGCAC
TCAGGCGCAAACAACCGTAGCACCTTCAGCAGCAGCTAGAGATGCTTTCTCTTTGTTTTT
TTGTTTTTTTCTCTTGTCTTAATGTGTCTGCCTCATCTGTTTCTTTGTCTCCTCCTCCTC
CTCCTGTTCCAGTGCTGCATTTGTGAATAACAAGAAAAGGAGAAAATGCTTTGCTTCTTT
TGTTTTTGTCAGTCTGGGTTTTTTTTATGTCATGAAGCCATCATCCTCTCACCCTCATTC
TTAATGAATATGATAGTATTATCAAGCTTTATGATAATCGTCAGCTGTTCATGTCCTCAG
TCACTCTGAAAGAGACGCCGCACCTCCTCTGAGGAGGTGATGAATGCCCGGCTGTGGTGT
CACCGCACACCCCCCACCCCCACCCCCCACGTCAGTACTAAACGGCGCCCGTCGTGCGGC
CGTCAGCCCTCCAGGCCCCGTCAACTGACTGCTCCACCACGTCTGCATGCTTGTGTCAGG
AGGAGGGGATGGACTGTTTTCACCCCCCCACACTC
>CL1324Contig1
TTTTGGTTCGTGTAGAGAAGTGTCTGTATGTTGGGAGGAGGGGGCTCCAAGCGCCAGCAG
GTCATAAAACCTGAGAATCAGCTGTTCAGCTCTTCTCTGCAGGGCTGAGCAGTCAGAACC
TGGTGGTGTTCGACCTGTTTGCCTCCATTTCAAATGTACCCTGGAACCTGCAGCCTTTAG
GGTTCCTGCAAGGGGACACAGCGCCACCCTGTGGCTGCTGTGTGTAATAACCGCCTTAAT
AGGTTAACAGTAACAGAAAAGTTTATTTTCAGAAAACTTAGTTAAATCCGTAGTCACAGG
AGGAATGCTTCAACTAAACCACTGGACCTGCTCGTGCACCGATCCATGAAGTGACGCTCC
TTTAGCACAAACGTCTGCGCCTGACAGTCCGCGCGCAGGGTTCATTTTAGTCATATAGGT
GATCAGTCGGTTCACTGACTGCTTCAGATCGGTAAGGTTTTTCCTGTCACGGTCCTTTTG
ATGGCGGAGGCCGCCATGCCGCCAACCAGCCTCATCCCAGCGCTCCCTCCGGGTATCAGC
GACACCACGAACCCACCGATGACTGCGACCTGCAGCGCGGCTCCAAGCGCCGTCAGCACG
GTGCTGTGAAGGCTCAGCGCCGCGTAAAGGGTCCCCCCGAGGGCGCACAGGTACACCGCC
GCTCCTGGAGAGGTGGGCAGTCCGGCGGCCAACTTGCTGGGCCCCCGCAGGACCGCGGCG
GCAGCGATGGCAAACAGGGATCCGAGCGACCAGAGCAACGCGAACTTCCGGGCGTAGAGC
AGCAGCAGCGGGGCGTACAGAGCGGACAGGCCGAAGCAGAGCGATGAGAATGACACGCAC
ACGCCAAAAGCAACGAGCCGCTGCCGGCGGCTCAGTCCCGGCAGGCAGGGGTCCGGCTCG
GCCGACCAGGGCCAGGAGAAACCGCTGTTTCCTCCAGAAGACGGTTGTCCTCCGGCCCAC
GGACTGGACCAACGCCCGAACCAGCTCCCAGAAACCGGCTCTGGGTCTCCCAGATCCACT
GCAGTGCTGGAGCTAGACTGCGAGATAGTTCTGGTCCCGCCGCCTTTGGACTGAGCCAAG
TATTCCTGGAGTTGTCGGTTCAGTTCCGCCATCACTCTACAGGTTTACAAGACTTCTCAG
TAGG
>CL1325Contig1
CCGGCGCATCACGAAGACAGACGGCAGCTTTAGAAACAGACTCCGCCCCAATGCCGTCCA
AAGGTGCTGGAGGCAGCCCTAACCACGCCCCTTTTCCTGTCACCGCCCACCCCAAAGGTC
TGCAGGATTGCAGGAAGCAAGACCAGAAGCAGCAACAGATCTGCTTCAGACATGCTGTTT
GTGACTGAGGAAAAGGGGCGGGGCTTATGCTGAAACACCCACCTGCACGTCAGCTTTCCA
CACAGACTTTGGCGTGTGTAAGGTCACAGGGGTCACTGAAGGTGACCTTAGGGCAGGGGT
CGGGAACCTATGGCTCGCGAGCCATATATGGCTCTTTTGATGGTCACATGTGGCTCGCAG
ACAAATCTTTATTTATAGGTTTTTTTTTCATTAGACCAGTCCTTCTCGGGCGCGAGGCGA



TGCCAGAGGCGCGCAGTAGTAGCAGTGCTTAGAGAGAGAAATCTGCGCCAGCGCTATCAG
TTACTATTATCTATTATTTCACAGAGTTTGTACCAGCTGGAAACCTGTGAATTGACGTGC
CTAAAACTGCGCGCTCCCGTCTCTGAGAAAGAGCGCGCAGATGCGGGGACGGGATGTGTG
AGGGAGAAAGCAGAGGGTGGGGCTGAGGTGTTGTGGGGACAGCAGGTGAATCGCGCAGGG
ATTGTAAAAACGTAAAACCCGCTGCCCGTCACTCACTGCAGCGTGTGAGTGTGTGTTTGT
CTCCATATCTGCATGTGATCAGTCTGTCTCACATCTACAGAACATTCAGACCTACGATCA
CGTTTGAAGTCTCAACGCCTGCATGAAGCAGAAACTCACCATGGATCAACCAACCAGACT
AGACCATCAGCAAAACTACCACGAGAAATACTCATCATTTATTAGCAACAGCATAACAAT
GTTATTAAAAATAATCCGCAGACTTATTGTACTTTAAAAATGTTGAAATTAAATCAAATG
CACACATTCATTTGTATATTTAGTTTTAAACAAATTGTCGCGGACTGAGTTGGGTGGCTG
TTGGGCCGCGTTAAAAGTTCTGGAGTTCATTAAACGCATCAAGCAGAGATCTGATTGGCC
CTCAGTTCTGTCGCTCAGCCTGATGTTAGGGAGTTTGGGACCAATGGGGTTCAGCTATGG
GCCGAATAAGGGAAATGGGAGGGCTGGAGCGGGAGCAGGTGAATATAAAGTTGGGAGAAG
CGCTCTCGTCTCGTCTCGGCGGGAGACATTCAGGAGTTGCTGAATTAATTGTACCGGCGT
TT
>CL1325Contig2
GCCTCACATCTAAAGAACAGTCAGACATAAGATCACGTTTAAAGTCTCAATGCCTGCATG
AAGCAGAAACTCACCACGTATCAACCAGACTAGACCATCAGCAAAACTACCACGAGAAAT
ACTCATCATTTATTAGCAATAGCATAACAATGTTATTAAAAATAATCCACAGACTTATTG
TACTTTAAAAGTGTTGAAATTACATCAAATGCAGACATTCACTTGTATATTTAGTTTCAA
ACATATCGTTGCGGTCCGAGTTGGACTGGGTTGCTGTTGGGCCGCGTTATAAGTTCTGGA
GTTCATGAAACGCATCAAGCAGAGATCTGATTGGCTCTCAGTTCTGTCGCTCAGCCTGTT
GTTAGGTAGTTTGGACCAATGGGGTTCAGCTATGGGCCGAATAAGGAAATGGGAGGGCTG
GAGCGGGAGCAGGGGAATATAAAGTTGGGAGAAGCGCTCTCGTCTGGTGTCGACAGGAGA
GATTCAGGAGTTGCTGAATTAATTGTACGGCGTTTGTTGTGGTCTACAGTAACCAGAATA
AAGAACCTTAAAAGAGGTTAAGTCTCCGTGCCTCAGTGTGGGAAAGGGACACTACATTAT
TGTATGGCTCTTTCGAAATTACATTTAAAAATATGTGGCGTTTATGGCTCTCTTGGCCAA
AAAGGTTCCCGACCCCTGCCCTACAGGAACCACTTTGTGACTCTGGTGCTGAAAAAACTC
ACAGAAAGGACAAAAAGCTCTCTGCTCGTCTTTACAGAACAGTTTGGGATTCTCCTGCAT
GTTTCCTGCAGACCTCCATGAACTTCTGCTCTCCTGCTTTTGTCTCTGATGATTCAGATT
TCTGTCTTCCAGCAAACGAGTCAGCAAGTTCCTTCAGGCAAAAGTTCACAGCAGGATGAT
CTTCAAAAGATTTTCTTTTACAGATGGGACAGTTTTTGTTCTGAGTTTGTTCCCAGAACT
TCTGCAGGCAGCTCCAACAGAAGTTGTGGTTGCAGCTCAGAGTTACAGGATCATTGAAAG
TCTCTGAACAAACGTGACACTTCAGGAAGGATTCAAGAAGAGCAGCTCTCTCAGCCATTT
CTGACCAAAGTCTTTCAGACTCACCAGCTTCTGTCTTGAAGTTCAGGATGAAAATATTCC
ACAAATCTTTGTTTTTCCAGCAGAGATTTAAAGACCTTCAGTGGCGTCTGAGTTCAGTTC
AGCAAAGTCATTTAACTTTCCGTTTCCTCCCCCGGCCATAAGGCCCGGGTTAACGCGCG
>CL1326Contig1
TTTTTTTAGTTCTAATATATGTTCCAATACAGCTTTTGATGATTCTCACTGGCTTTATAA
TACATCAATTAAAAAAAACGGATAATAAGGCTTTGATCCGAGTTTGGAAATCACAAAGAA
GCCATGACAAAAACAGGATTCCCCCTCATCCGTCATCCGTTTAATGATTTTTAAAACCTA
GCATCAAAGACTGAAAAGGCTTCAAAAACAACCTTATAACAAATAATAAACCCTGACGTG
GGATTCTAAACAGAACAGTAATAGAACATAACAAGATAAACACAAAAATGTGGAATTGAG
TCCATGTTTTTCCTTAACTTATTTTACAACCATCTTCAGACTCCCAGAATGCTCGTGGGT
TTCTTGGTTTCCTTCCTTTAGGAGTTCCCTGCAGTCTGTGGCTGAAGGCTGCGTCCTCCA
TCCACATTTTGACCTCAAGTGACGAAATGAGGACATGGGAGTTTAGTATAGTCGCGAGGA
TGAGGAGGAGCCGGTGAGATGGTCCCAGTTGTTGTAAACGGCATAAGCTCCAGACAACGC
CAAACCAAGCAGGCCTCCGCGGGCTGCACCCTTCAGTCCGCTTGCAGATTTAAAGAGCAT
TCCTGTTAATGTGCCGGCAGCCATTGTGTTGATGTCATCCTCTGCTCCTCTGGCCTTCTC
TATCGCCACACCAAAAACACTGTACAACAAGGCAACAGAGCCTAGAGAGTTGGCCCATGA
TCCCCCTTGTCTGGTTACCATATTAAGAATTTGAACATTTCGTGGTTTGGACCACGTCAT
ATCTCTGGTCTCCTTCAGACCCATCCTAAGACCGTTGATGGCTCCCAGGGCAGCTCCTGT
CATACAGGAACCTCCAATGGTGAAGAACGCCAGCTCAAACCTCCCCCTAGTTTTATTAGC
CCCAGTGGGTAAAATGAACTCATCTGTGTCCTGAACCAGGTATCGAGGGTCCACGTTGAG
GTAAGGGGACAGGGGACTCATCCCAGTCAGCGGAACTCCAGCCAGCTCTGTATTGGAGTA
TTCTGGGGCACCCCCTCCAAAAATACTTCCGAGACCTCCTTTAAATCCCCCAGATCCTTG
TGAATTATTATCCATGGCTGTGAAGTTAAAGGGTCAAGTGGAATAGGGAGTCGAGCCTGT
GCGGCTAACGTCGTTAGCACTATGTTAAATTATAAAGCTTTTTATTCAGAAGCGCAGCCA
GGATCCACCTTCACTAAAATAAAACATCTATAAAAGCTTATGCTGTACCTCCGATAAATT
TTAAGAACGCAAAATCAAATCGAACTCGTGTTTTACTGCTCAGAACTCGCCTTGACGTCA
TGCCACTGACCTCCAACCCC
>CL1327Contig1
TTATTACTCCTTTAGAGATACAGAGATGGCGGTGAACCGATCACATTGGCTCTCTGAAAG
TGTGGAAACAGCGCTGCGTGCAGCAAAAGAATCAAACAACTGAAAACTTCATGGTGTGTG



TGTTGGGGAGGGGGGGTGTGGACACTCAGAAAGCTTTAATTGTGAGATTCCCGTTAAGGC
TGGGTTTGCTACACCAGGGCTTTGGAAACACTCAGGTTGCTTTGACTCTCTTAGCAACCA
TTGCTGAAGTGTGCAACAGAAAGGAGAAGCGGCAACTGTGCGAACCGCTGCATGGGTCCA
GTATATAGCAACAGCCAGAAAAGGCCTGCAGAGACAGCAGACTGTGCGTGTCTAAAGCTT
GGTAATCCAGGTTATAACACCTAAACCACGCAGTTCTCATGTCAAATCTGAATGAGACAT
GCGGTAGCTGTTAATACTTAAAGGCGCTGGTGAAAATACTTTGTTTCATCTGCCAGCATT
TTCTTCCACTGAGCTGGAAAATAAACTTCCTGTTTTGTTTTTTTCACACCAGCAATTCTT
GAATTAATATTCTTGAACTAGGTTGGCGGGTTTTAAGCCTTGTAGGCTGTTTCTTCCTGT
TTTGAGTATTGCTGATTCTTTGTCTCCATCATGGTGGAATTGATGAAGGTTAGTCGAGGC
TGAAAAGAAAAGAAACAAAGAGTGCTGCACTAGTTGAATTTGCCCTGAGCTCAGAACAAC
AACAAACATCAGCTAGGCAGCTAGTAAAATCTCTGGATCACAGGAGCCAGAGGTGAACGC
AGACCTGATGTCAGGCGTCTGCTCGTGAAGTAAAAGCAAATGTTATAAATACTCTTCCAT
TTCCCTCAGAGGATATACAGATCTCACTAATAAGGTCATCCACATTGGATACAGACACAT
TCAAGTACTTTTTGTTTAGGTTGAGGAACCAACATTTAATTCGTGTGAGCTTCAGTCGTG
CTGAGCTCTTGGAGTGGTGCCTCTTGATTTTGGATTGAGTGTGTGTGTTTGTGTGTGTGT
GCGCGCTGGGTCTGTCTGGTAGAGTCCAGTCGGTGCGTGCCAGTCCAGCCTACATTTGGC
TCAGGAAATGAGCGCGTCCGTTTTCCTCCAGGCGGCGAGTGAGGATCTCACAGCCGGTCT
CCGTCACCAGCAGGGTGTGCTCGAACTGAGCCGACCTCTTCCCGTCTCTGGTCACCGCCG
TCCAGCCGTCAGGCCATGTCTCATCCTGCCAGCCACCTTCACAAATCATGGGCTCGATGG
TGAACACGTGACCCGGCTTCATGACTCCGACTGCTTTGTTTTTGGCATAGTGTGGCACAT
TGGGGGCGGTGTGAAAGAGTCTGTGGATGCCATGGCCGCAGTAGCTCCGGACCACGGAGA
AGCCGTTAGCCTGGGCGTGCTTTTGAATGACGTTCCCCAACTCTCTGTAGCGAACGCCGG
GCTTCACGGAGTCGATGGCTTGCATAAGGCATTCATACGTCGTCTGGACCAGCTTCTTCG
CTCCTTCATCTACCTCCCCCACAAAGAAGGTTTCATTGAGGTCGCCGTGGAAACCATTAT
GATAGACGGTGATGTCCACGTTGAGGATGTCTCCTTCCTGCAGGGACCTTCTGTCTGGGA
TGCCGTGACAGATGACTTCATTGACCGACGTGCAGGACGATTTGGGGAAGTTGTAGTAGT
TGAGAGGTGAAGGGTAGCAGTTCCTCGCTGTGCAGGCCAAATGCACGGCATGATCGATTT
CTTCTGTTGTGACTCCTGGTTTTACCATCAAGGCTGCAATTTCCAGCACTTCTCGGGCCA
GCTTGCACACGACTCTCATGCCTTCAATGTCCTCTGGAGAGAGGATCTTGATCTGCGACG
TCCCCTTCAAGAACTGCTCGGACTCGGACATCCCTCTGGGATGATCGGCATAGTCAGGCC
TCTGGATTCCACTTGGTACAAGCCTCATGGGAGTCAGAGGGTAATAAGGGCGTAGCTTTC
CTGTGTAGCGATAGCCGGGCCATGGGTCTGTGTTAATGTCCTTCTCTACACAGTTGTTGG
CTTCGATTTGGTTCTTTTCTTCTTTTGCTTTTTTGTGAAGCAACTTGTGAGATGCCCAGG
CTCCCCTTGAAACATTCCTGCGAACAGAAATAGGAGCCTTGAATGCCGAGCTTGATACAC
GTGGGGCACTGAAGTTTGGCATCCTTGCTGCAGTCCTCTGTTTCACACTCCCTTCTGGCC
TCGGTGGTCGCCATGCCAGCTGCCTTCCCCCCCGGCCATAAGGCCCGGGTTA
>CL1328Contig1
TCGGCACGAGGCTTGCCATCTCAGATCTTCTCCAACCTGAACAGCCTGCATCAGCTGCTG
CTCTCCAACAACTCCTTGGTGGCCATCCACAACTCCACGCTCTCTGGTTTGGAAAGCCTG
CAGGAGCTCCACCTCACTCACAACGCCTTCAAGATGTTTCCAGAGGAGGTTCTGCGAGAG
TTCGACTCCCTGCCCAGNAGCGACACTTTTCCTTAGGGAGAACCCGTTAACGTGCACGTG
TGGAATCGAACCTTTCGCTTTGTGGCTCAACAGCTCCCAGAACCGCGTGGCAGACGCAGA
GGACCTGGTGTGCTCCTTCCCGGCCGCCATGAGGAACACCTCATTGCTGGCTGTGGGCAG
ACTAACTCTGGAGTGTCACCAGACGGACCCGGAGGCAGACGTGGCCCTGCAGACGTCTTA
CGTCTTCTTGGGGTTAGTCCTGGGTTTCATCGGCCTCATCTTCCTCTTCGTGCTCTTCCT
GAACCGTAAGGGCATCAAGAAGCGAATCAACGACATGCGGGACGCCTGCAGGGAGGTTTG
GGAGGGCTACCACTACCGCTTTGAGCTGGACTCTGATCCCAGGTTATCGCAGCTCTCCAA
CAGCGCCGACGCTTGAGGAGACATCCTCTTTGGCTCTCTGACTGATGTGATGCAGTAATG
CAGAGTGGAATGTAAAGGTGTACTGTAATGTCTGTGAAAATGGTTCCCTGCAGACGTTTG
ACTGGAGCATGCACCCTGAAGTGCCTGAGGTCTCCGGTCTGGGATCAGAATCAGGCAGAA
GATGCTCAGATCCAAACTCAGCAGAAGCAAACAATGGTGCAATCAAATTCAAAGCACAGA
CAGACAGCCATTCATCTTTGATCCTTTTGCTCCTTCTGGTCCGCTGCCCCGGGGAGCAGA
GAGGAGTTAAGGCGCCAAAAGCCCTGCCCTGAGAATTGGCTGCAGGATCAGAAAGGGGGG
TGTCAGCACAAGCGGAAGCCTCAGCTCCTTTATTTTTCCCCCTTTTTTCCCCCTCAAACA
TTTGGTTTCAACTCCTTGAGTTTTATTGTCAGAGTGATGAGAAGCAGTCCTAGCCAGGCT
GAGGCCGCTGAAAGCAGCCCCGCCCCTCCACTCATCTGGAAGACAACAGCGGCTCCGGGG
GCAATTTGAAGGAAAAGTCTGTCCAGGTTTTTCTGTTTAGGCCCCTTTTTTCTCCTGATA
AGATGCAGACGCATTTCCTTCAGAGCTCCTCTTGAGATCCAGGGAGGAGCTCGGCCTCCT
GCTCCATGACCCTTTCCTTTTGGGGAAAGCTTTTTCAAAAATCTGATGTGTGATTCGCAT
GTCTAAACAAACTCTGATTGTAAGAATCTGTCCTGAGGGTCACAGTGATGAATCTGTGGC
CGTCTGATTCCAACAGGCTGAAAGGAGAAACTAGCTGTTTTCCTCTGTTTATGAACCTGT
TAGAGATGAGGGGCTTGTGGATTTAGATCAACTCCTTGTATTAAACCAGAGTCCTTCAGC
GGCTCGTCCTGCATGTGGAATGGCAGACTTTAGCTGGAGTGAAATGAGAGAAATGATGGT
CTGGACCTGGCTTCAACCATGAGACTCACTGTTGCTTCCATGGTCCCCAACAGTCCTGCT



GATGCTCCTTCTGCCCCGCGGACTGCCATCATGCTGGCGTGTGATGGGATTCAGTCTTGA
TGACGTGGTCTGACTATTGTTCAGTGTCTTTGTTCCTCCTAATCGCCGGTGGAAGCAAAA
TCCAGGAGGAGCTTTTATTTTGTGTGCAGGACCCTGCACGGGTTACTGCTGTCCACTTCC
TGAGGAGAAAAACTATTTACTGCATGTCATTCCTTCTGTTTCACTCATA
>CL1329Contig1
CTTGGTCTCATCTGTTAAGAGTACATTGTTCAATTGCGACAGCCAAAGTAGAAATTTTCA
CTTCCATTTGATTGAGCTACAAAAAAAAAANAAAAAACGCATCAGTTTTCACATTTATCC
TCATAAAAATCATCTTTTCCAAGGACCCCTCAAGAATTCTGATTCTTTCAACACCACATA
GATAAGTCTCCAAAAAGTAACTTGCCTCTTTAGAAGTGCTTCATGTTTACATTTGGACAG
GTTATTTTGGAAGCTGAAAGCTTTTTTTAATCGTTTTAAAATGAGGATTAACTGTGATTT
GGGATGGAAAAGTAGGTGGACGGTAGGGACTGTCCTAATTTTTGCCTAAATCTAAACAAC
TTTTCTTTTTGTTAAGTGCATTTAAAAACAGCCAAGACTAGTATCTAAACATTTAAAGAA
CGATCCTCACTGAGTGGTACAGACCTTGAATGCATTTCAAACACTAGATTTTTAAGCATT
TAAAATTCCAATTTCTGGTCAGGAGCTAAAAAACCTCATGTCCAAAGTCAATGACCAATC
GTTTTTATTCTGCAGAAGTCACCACTGAACAATGTAGAGATGAACTCTGCAAACGTGACA
ACCAAGACACAAAAACCAATGAGGCCCGCCCACACCGTCACACGGGAAACATGAGGGAAT
GCTGGAAAAACAAGAAGATCAAAGACTGTGGACAAGCCTTTTCTAATGGGAAGTGCACAA
TTAGAAAAAAACAAACAAAAACAAAAAGGAATATCCACATGGATTTATGGGCGTGGCCAA
ATAAAGGAATGACTTATTTTTGAATCAAAAAGGGCCAGCAAAGGGTGGAGTGTGTGCAGT
TTGAAAAAGGTAGCCTTCATCTTTAATCCCCGATATCCATAATTTAATCTGGCTAAATAC
CCAGAGAGCAAAGCTAGAAAAAAATAATCAAATTTTTGCAATTCCAATTTTAAAAAAAAC
AAAACAAAACTATAACCCCTCAATTATTAACTATTAAAAAAGACAAACACAATGGTCTAG
TAGTAACTTTTAACCTCTATTTGTCCGGTTTTACAGTGAAACTGCACAAACAGGGAAAAA
TAGAAATGACTGCTTGGCTAACTAATCTACATGAAAGTGAGGGTATAATGTCCGCATTCT
GGCTATTCTTTTCTTTTTAGTTAGTTTGAATGTGTTTTCTCCGTCATTGCTCTCATGCTC
CTCCGTTTCCATGGTTACTCCAGCGTCACAGTCCAGTCTGCTCCTGCGTTCATTCCGGGC
TTACGGACCGTCACAACCGACATGGAAGCATCAAAGTCAAATTCCAGCTGACTTTCAATA
CCGTCAGCAGTCTTGAGGGTGACCTTGGCGGGTTTGCTGGATCCTATCAGGACGATCCGT
TCGATCCATGAGTTAGTCGTGAAGTGGGAATCAGGAACCAGGTTGACAGAAGAGAGGACG
TTGTTGGAAAAGGACAGCCTTCTGTGGATGAATTCCTTCTTTTCATAGTTAAACGTGTGG
CCATCATCCATGTAAAGCTCACCCTCTGCAACCCCCCGAGCGTTCAGAGCCGCATAAAGA
GTGTAAGGATCGTGTTCCATGCAGGAGGAGGACCGACGAACTCGCATTTTCCGAGGAATG
ATGGAACCCCCGGCCATAATGCCCGGG
>CL1330Contig1
CTGGAGTACCGGAAGCGTGACGTCAAGCTAGTCACTTAGCCACCGTTGTTTTTACCACCT
GTTAGCCAAAATTGTAGTTGTTTCTGTTCGTTCGGGCTCCTTGGACCCTGGACAGCACAG
TTTCCGTCATGGGAGCCCAGCGCAGTGAGGGAGGCCGCGACTGGCAGGAGCAAGAGGAGG
CGGAGAATCCGGAAAAGATCACGAGGCCTTGGAACCTGATGATCAAGCACAGACACATCC
ACAAACGAGGTCGCCGCTCACTCTCGGCTGTCAGTTACACAGATCCTCATGTGTCCATGG
ACCTGTTGAGGGCAGTGCTTCAGCCCAGCTTCAACAATGACATCATGGCGGTGTTCATGA
AGTATCAGAAGTTCTACGAGAAGGCAGCGGAGAACGTGAAGGAGAATGTAGGCATGGAGG
TGCAGACGGATCATCTCATCAGGGAGGCCTACAGGAACGCTCTGGAACATGCCAAACAGC
TCTTTCCAGAGAATGAGGTGAAGACGGCGGGACCTGGGGTAAGCATGAAGAGACTACCTA
AAGCTTCTGATGAAGAAGGCTCACAGAGAGGAAGCTCCTTTCCTAGGAAGAGGAAAAGTC
GCCCCACTGTCGCGTTTTCAGACCGACCCACAACCTACATTCCAGTGAAGCCCAAGATTG
AAGCCATTAGGAGGGAGGGGCCTAAGTGGGATCCATCCAGACTCTCAGAGACCACCACCT
TTGTTCTAGGCTCCAGAGCCAACAAAGCTCTCGGGATGGGCGGGACCAGAGGACGGATTT
ACATCAAACATGCGGACCTGTTTAAGTATGCTGCAGACTCCAAGGACAAGCAGTGGCTGG
CAGAAAGACACCACATGAGAGCCACAGGGGGCAAGATGGCCTACCTGTTGGTTGAAGAGG
ACATCCAAGAGCTGTCTTGCAGTGATGAGTACAGAGAGTCTCCTGAAGTGAGAATGGACG
AGCTGAAGCCGTTCACCGTTCCAATTTGGATGGTGGAGAAGATGCAGCAAGCCATGGAGG
TGCAGAAAAATGTTGACCCCTGACCTCACAACGATCATGCCCCTCACCCCTCTCCCCCCC
AATTCTATGCTGTT
>CL1331Contig1
GAAATCTGAGGGAAGTNCGTTTGTCCTAAAGGGAACCTTAAATCAAACCCCTGTGTTTCA
AACATGGAGAGAAAAACATTTTATCAGAAGCTTTCAGACATCGTTTGACTTCCAACGTCA
GCTGGTGTCATTCAGTTTTCCTCAGATCTTGTTGAAAGCAGCCACGTCCACAGATTGAAC
ATATTCCTCAAAGGCGGTGATGGCCTCCTCCAGCACATCCGTGCCCACTTTATCGTCCTC
CACCACGCAGGCGATCTGGAGCTTCTTGATACCGTAGCCCACTGGCAGCAGCTTGGACTG
CCCCCACAGCAGGCCGTCCATCCTGACACTTCGAACGCACTCCTCCAGCTTGGACATGTC
CGTCTCATCATCCCAGGGCTTGACATCCAGCAGGATGGAAGACTTGGCGATGAGGGCTGG
CTTCTTGGATTTTTTGGCTGCATACTCAGCGAGGCGCTGCTCCTTGATCCTGGCCGTCTC
GGCGCTCTCAGCCTCGTCTTCAGAACCAAAGAGGTCTATGTCTTCATCGCTGGTGTGCTC
TGAGGAGGGGCAGGCATTTAAGAGTACAAACTGAGTTTTGGTAGCCGGGAGGCGGACCCT



CTCTGTCTGGAAAGACTTGATGTGGTTGTACCAGCGCCAGAGGTGCTGAAGAGTCTGAGT
GGGAGTAGAGGGGATGGCATCGAACACAGCGGCATCTGCCTGGGAAGCTTCAAAGCCCTC
CATGTAGCTTTTGTCTGCCAGGAAATCATTAAGCGCTTTGAGGCCTTCTTGAGACTTCAA
GTCACCAAAAACAGTTTTAGTGGAGGCTGGGGGGGCAGGCAGAGGCTGCTGGGAGTCACC
TTGCCTGGGGAGGCTGTGCTTGATGCTTTCCCGCATGGGGACATCGTGTGTGAGGAGGGC
TTCAGCAGTGTGGCCAAGGAAAGGCTCGATGTCCATCTCCAGGGCGGAGCAGGGCATGGA
CAGTTCAAAGCGGCTCCCGGCCATAAGGCCCGGGTTA
>CL1331Contig2
TAATTAAAAAGTTTAAAAACTTTATTTCAAAGGGTTTGTGAGGAGACTACAGAAGGAACT
TTATTGAGAGAATTAGAAAAGATGGAGTCACAGGAAAGGCTCGATGTCCATCTCCAGGGC
GGAGCAGGGCATGGACAGTTCAAAGCGGCTGATGACATCTGGGTGAAGAACACCTAGTCG
GCCGACACTCTTCCCGTGGACAAAGATCTCAGCGCAGCGACCAGGGAAGAAGGTGGAATC
ATCTGCAGCCTGGATGTGGTATCCCTGTTCCCTGGCTGCCTTCACCTCCAGCAGCTGCAT
GGTTCGGTCCAGTAGCCCGTGGATCACCTCAAAGCCAGGGCTCTTGTTGTAGTAAATGGC
GCAAAAGCGGCGGCTGTTTCTCGCCCCCACATCTTTGGTCTCATCCTTTAGGACCACATC
AGAGATCTCAAAAAGCTTGAGGGGAAGGGGCATCTTCCTGTTTGCAGCCACCGTTTTCAG
CAAGCCTGGCAGCAGTGAGGTGCGCGCCACCTGAAACTCTGCCGTCTTTGGGTTGGAGAT
GTGAACAGCTCTCGTGTCAGAGATCTTTTTACCAAGTTTGTCTGCGATGTCTTCCTGAGA
GCACAGGGCAAAGTTGAGAGCTTCTGTAAACCCTGCAGCTGCCAGGTCTTGTCTCAGCAG
CTCGGTCAGTTTATTGATTGGGAACTGGTTGGCTACAGTGTAGGTCCGTGGCGTGGTACG
GGTGATGTTGTTGAACCCGTAGGCGATTGCGGCGTCCTCCATGATGTCACAAGCATGGAT
GACATCCGGACGAGTGGGTGGGATCTCTACCTCAATCTCATCACCGGCTCCGGTGGGCTG
AGAAAGCAGACACATCCTGGTGAGCAGCTGGGCGATCTTTTCTGTAGGTTCAGAAATTCC
AACTTTTCGATTGATGAACTCGCTTGTCAACTTCTCCTTTCTGTAAGCCAACTCAGGGTA
TATGCAGGTCTTCCCATCAGGATACACCACCTCAGCCTCCTCCACCGTGAAAGGCCGTGA
ACAGTACTGGCTGAACATGGTCACCATGACGTCCAACACAATCTTGGCCTTCGACAGGTC
TGTGGCAGTACACTCTATGAAGACGTTTTTTGTTGTTAAGCTGATTTTTGAGTGGTCTCC
GTTAATAATAGGAGGCATTGACAAGACCACGCCGTTGCTGTCATAGATGACTGGATACAC
CGGCTTGTCTTCAATGATGTGAAGATAATGCCTCAAGTGGCTGTCTGTCTTGTAGAGGCT
CATGAGCTGACTTGCGGTGTACTCTTTGTTCTGGTTGAGGGGCTTGAAGCTGATGTCTCC
TGGGGGTTTGGCCGTATAGGTGAAGGGGCCAGAGATGGTGTCCAGGTCGTGTGTGCCAAT
GGCCACCAGGCTCCTTTTCCTGCAAACATTCTGATGCAGCTTCTCCTGGAGCTCTATGAA
GCTGTCATAGCGCTCCTTGGTGAAGGTGATGTTCCTCAGCACAGCCGCCACAGCGTGGGG
CCTCACTGCTGCAGTCTCCTTGGTGATGATTAGTCTCTGAACTTCTCCGGTGGTGGGGCT
CACGCGGCTGTAGCGGGGCGCCTCCAGCTTGTTCTTGAAGACCTGCAGTCCACGGACAAG
CCCCTCCAGACATAGCAGGTCATAGCGGTTTGCAGGCACATCGATCTTGTATAAAATGAC
ATCTGATGCTCCCGAGGCCTTGGAGTCACCTTGCTCCCTGCTGATTATCTCCTTCTCAGA
GGTAATTTCGTCCAGTTCCAGTCCAAATTCAAAGCAGAGCTCATCGAACTCCTCGTCGGT
GTAAGATCTGCCCAGCGCGCTGAACAGAATATCTCTTTTAACCCCGACGGTCGGCATGCT
GGCTATAGCTAATCTTTCACGGCTCGACCAAAAGGACCCGAGCAGCCGGCCGTCCCCGGC
CATAAGGCCCGGGTTAA
>CL1332Contig1
GAACTAGTCTCGAGTTTTTTTTTTTTTTTTTTAAAATAGTTTATTGGTATAAATGTTTCA
AATGCACGTGTTAAATGCCCTCATTTTCATTTTACACACTGTGTTCATAGTTCACAATGG
TGGAGTAGCAGTCTTTTGGGTGTTTGCGCCACACATCAAGTCTTGTGATCAGAATATGCA
ACATTTCCTCTTCATGTAAAAAGTCACAAGATTTAAGAAAAGGGGATGCGGTGATATGAA
GAAGCTCTTGTGCAACTTGCAAATCAAAACAGCTTTAAACTGTAATAAGCAAGCTAACCA
CACACAAACGTATATATTTTATTGCACAATTAATACTATAATTTGAAATTCGTATTTCAA
TTTATGTTACAAAGTAATTTTGAAAAAATTACTTTACACATAAAAAGGTAAACAATACAA
AAAAATACTGGTCATGGATAAGTATGGTAAATCAAATTAATTCTGGCCTCTCAATCCTTT
GGTATGTTTGGTGTTATCTGTCAAGTTTTTTTTAAATTAAAGAAAGTTATTTCCAAACAA
TTACACAGAGAAATCCAATAGGAATATGTAGCCCTGTGTGACCAGGTTTTTCCCAGCAGG
TGGAGATATAAGTTTTGCTAACTGTTGCAGAGTTTAAATAGATCGCAGCCTTTTGAAAGA
GTTTACATCTTCAGAAGGTGGTCTTCTTCCAGGTCTTTCTTTGTAGGTTTCATCGCCTTC
ATGCTTGAAAACAATGTCTTCATTTTGCTCATTTCGCCATCTTTCCGCTCAGCTGTCTCT
ATTCCAGAGTCCCCCGAGCCCATGTCGATTTCAGCTGGGGTTGCCCCATCTGCAGAACCT
TCAAGGCTACCAAAACTTTCTTCACCTACTGAAGGTGACTCTCCGTCTTCACTCTCCATT
GGCGTTTCCTCCTCTTCCACCTCAGTTTCATAGTCATCTTCATCCTCATTTGGTGGACTT
TCCCCTTCCACAGGTTCTGCCTCTAGATGCTGTGCAGTGGAGGCAGGCAGCTTGGAAGGT
AGCTCTGGGCTCCACGGCATCTTAGGAGTCTGCTGAACCACACAGTTCGCCTGGTCACCG
TTGGGGTTACATCGCACAAACTTATATACAGCTGTCGTGGGCGTTCCCTTTGCGTGTATT
AAGGCGAGGCAGGAGACGAGCAGAAACAGAAACAGTTTCATCCTTCAGCCTTGTCTTCGC
AAACAAACAACCAACCAAGTCTTTCTGGAGCTGCTTCTTCGGGTCGTGTTGAGTAATAAC
TGCCTCCCTCTGCCGCTTAAATTCCCCTCAGAGGAGCTCAGCCCTCTTGTGCGTCATGGT



TTCCTGAAACTTTCAGCTAAACTTGAACATCCTCAGTGGAAACTTACATTTCTGCCTCTC
CCCGGCCATAATGCCCGGGTTTAANCNCCGC
>CL1333Contig1
TTTTTTTTTTCCAATCAAGTACAAAAATTTATTAGACCCCTCTCCCTGCTCAACAGTAAA
ATATTTTTTCCCCTCAGACATAAAAAGGATAGAAAAACAAAAAAGATAAAAGAATTAAAA
ACAAGTCCCTGCTGAACGGGCAAATAAAGCAGTGCTTTGTTTTCAGTCACCAAAACTACA
TTCTACAATACTTTGCAATTACAAAAACGGGAGAATAATAACTGTCACTAACAAAGACAG
TTATTTCTTAGCTGCTCTTCCTCGTCGGGTTTTTGGCTGAGGTTCATTTTCTTTAAGACC
ACTCTTGCTTGTGGAAGCCGCCGCCACATCGCCGCCATGAACTCCTCGCCTGCTTCTCTT
GGCGGGCACAGTTTGGACAGCGTCCCCTGAGAGCTCCTCCCCTTTGGCCGCGTCGGCATC
AGAGACATTTTTGTTTTCATTGTGAGCGTTGAGTTTTGACTTCCTACCACGAGCAGCCTT
TACAGGAAGTGCTTTTGGAATATCACAGATCTCCAGATCTGCTTTCCACGAGACAAACCG
CGATGGCTTCTTTGATTCCTCCACCACAGGCTTGCCTTCTTCTTCAGCAGGGCTCGTCTG
CTCACTGCTCACCTCTTCAGGTGATTGCTTTGCTGCCACCCGTCTTCCTCTCTTTGCTTT
TGGGGCAGCGACACCTGGAGCCGGTTCTGGTACAGACAGAGTGAGTTGTTCCGCTGTCTC
ACCTGCTGGAGCTGCTCCTCGCTGAGCTCTCTTAACTGGGGTGGCTTTTGCTACCTCATT
TTGGGCCGCCTTTTCTCTCTTTGTTCTGCTGGATTTGCAGACTTTTTCAGTGGTTTCCTG
ATGTTCAGGCTCCAGCTCTAGGCTCTCAGCAGTGACGGCGTCCTCTGGGACCCGTTTCCC
TCTTCTTCCTCTCACAGGTTTGTCTGTGGAGACACGGAGAGGCTCTTGTACTTCAGTAGA
AGGTGCAGCAGCCACACTTTCAGCGTCTTGTTTTGCTTTTCGTCCTCCTCTCCTTGGTTT
TGCAGGTTCTTCCTGTTGTGGGACAACAATTTCCTTTGGTCTCTCCTCCACAGAAGCCTG
CTGGGAGTTGGTTACATCTTGTGAAACCTTGTCGACTTCTTTCTCCTCATGTTTGGCGTT
TCTTCCTCTCTTAGCTCTGACTGGAACCTCATTTTGGACTACTTTTGTTCTCTTCGCTCT
GCCGACTTTTTCCGTCGTTTCCTGATGTTCAGGCTCCAGGTTTTGGCTCTCAGCAGTGAC
CGGGTCCCCTGGGACCGGTCTCCCTCTTCTTCCTCTCACAGGTTTCTCTGTGGAGACACA
GAGAGGTTCTTGTACTTCAGTAGAAGCTGCAGAAGCGTCTTGTTTTGCTTTTCTGCCTCC
TCTCCTTGGTTTGGGAGGCTGTGTATCAACAGCAGCAGGTTCTTCCTGGTGTGGAGCATT
AATTTCCTCAGACTTGTTTGTTAGTTCCTCAACAGAAGCCTGCTGGAAGTTGGTTACATC
TTGTAAAACTTTGTCGAATTCTTCGTCCCTCATGTTGGGCGTTTCTTCCTCTTTTAGCTC
TGCCGGGAGCCACAGCTCTGCTGGGTTTACAGATTCTTTCTTCTGTTTCCTGATGTTCAG
GCTCCAGCTCTTGGTTCTCAGCAGTGACGGCGTCCTCTGGGACCGGCTTCCCTCTTCTTC
CTCTCACAGGTTTCTCTGTGGGGACACGAAGAGGCTCTTGCACTTCAGTAGAAGCTGCAG
GAGCGTCTTGTTTTGCTTTTCGCCCTCCTCTCCTTGGTTTTGTTGTCAGAGCTTCAACAG
CAGCAGGTTCTTCCTGGTGTAGAGCAACAATTTCCTCAGACTTGTTTGTCTTTTCCTCAA
CAGAAGCCTGCTGGCAGTCGGTTACATCTTGTGAAACTCTGTCGACTTCTTCGTCCTCGT
GTTTGGCGTTTCTTCCTCTCTTAGCCCTGACTGGAGCCTCATTTTGGACTCCCTTTGCTC
TCTTTGCTCTGCTGATCATTGCTGACGTTCCCTGATGCTCAAGCTCTTGGTTCTCTGCAG
TGACCGTGTCCTCTGTGACCTGCTCTCCTTTCTCTTCATGTTTTGCAT
>CL1334Contig1
TTTTTTTTTTGGATCAGTTATTTATTGTAATACCACTAACAGACGGCACTAAAGTCTTTA
TGGGTTCAGCTCTGCTGCCCCCTTGTGGAGTCTGTCTTTAACGACAACAAGAAACTGTCC
CACAGTTTGACTGCTAACAAAAACGATGGTGTTTTATTGTGCAGATAGCTCTGAACATTT
GAACCTCGATGATAAAAAAAAACAAGAGTATGCACAGAGGAACCACAAATGTTTGACAGT
AGTCGGTCAACATTGGTCCAAATTTAACAAATGTCCTCCTCTTCAATCAGAGGAGCCGGC
AGGTCTGTCCACAGCGCCGCCACGGTGCATTTAGGAGGTCTTGTAGAACTTCTGGATCAT
GTAATCTGATAAGGAAGGACACCAGTCTTTGGTGAGAGCCATGACCTGCGTGAACCAGGG
GTAGAACAGCTCCCTCTGCCTCGTTGCTCCTGTGATGATGATGTTCAGCGCAGCGTCTGT
TGCAGGGTAAGCCGACATGTCCGTGAACTCCCTGATTTTCTCCATAGCGGATGCTGTGTC
TATGAGCCCCAGGGTGCATATGGAGATGGACACGTTGCTCTTCTTCATCACCAGCTCGTG
ACGAAGGGACCCGAAGAAGCCATTCAAGGCAAATTTGGTTGAAGTATATGGAGCTACGTA
GGGAGTGCTGACTCGACCACATAATGATGACACGACCACCAAAGCTCCTCCGGTCCGCTC
CAGGAAGGGCAGAGCTCTCCCCGCCATCTGGACGTAGCTGTGGAAGTTGATCTTCATGAG
CTGCTGAACCTGTTCGTGATCTCCATCCCACATCCTGAGGTCGATCGACCCAATGTGGTT
CAGAACTAGGTAATCCAAGCCTCCCAGCTCCTCCAGAGCAAAATCCACCACTTTGTCAGG
GTCTGCATCCGTGCTCATGTCTGCTGCTATGTAGACCGCCTTCTGAGCCCCCAGACTGAG
GCACTTCTCCACCACCTGCTGCAGAACTTTCTCCCTCCGGGCTGTAATGACTACCTGGGC
TCCAAAGCGGGCGTAATGATAGGCCATCTGCTCCCCGATACCTGTGCTGGCCCCCGTCAC
CAGAACTCTGGCGCCTCTGATCGACTCTGGATCAAAAGTGGGTGAAGTCCACTTGACAGC
TAAAAAAACTACACATAAACTGACTATCAAGACTTTAGTAAAAGCCATTTTGGAAAAAGC
AGCAACTGGTCTGACTGCTGGGTTTTGTGGAATTGTGCTGATCTGTGGTTATACAACGGC
TGCATTTGGCAACACTCCAGTAGG
>CL1335Contig1
CTCGCGCCTTTGCCGTCTTTTCTAAGCTTTCGGGGGTGTTGCTCCTCACTTAAAGCTGGC
GGAGATTCCTTAAAGATCATGGCCCCCCTCGTGCTGAAACACCTGGCTTCTGCCCTGGCT



CGCCAAATGAGTGTTTTCAGGGGCTCCTCGCTAGCTGCTCTCAGATGCTTCAGCAGACCC
CCGACTCTCCCCCCTCTGCTGCTGCCAGCATCCAGCTCCTGCGGCCCCCTGGCTCAGGTT
GCCACCTCTCTGCTGGGGCGGTGTCAGCATCATCCTTGCATCCAGCCGACAGCAGGGATG
AAAACCAAGTCCGCCCTGAAGCGACGCTGCAAAGACTGTTTCTTCGTTCGGAGGAGGGGG
CACCTGTTTGTGTTCTGCAAGACCAACCCCAGACACAAGCAGAGGCAGGGATGAAGCTGC
TGGCAGAATAAACAGCTGGAAAGGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACC
>CL1336Contig1
CTGTTCGACAGCAATCGCAGCACTGAGCGGTTCCACAGACAGCTGGGAGATACCCTGCAG
GTCATGCCACTTAATGTGGTGTTGGATGGGCCGGCCCCCTGGGGTTTCCGCCTGACAGGA
GGAAGGGACTTTAACCAGCCCCTGACCATCTCCAGGATCACTCCAGGCAGTAAGGCGTCC
TCAGCCAACTTGTGTCCTGGGGATGTTATCCTGGCCATCGAGGGAGTCCCAGCTACAGAC
ATGCTGCACTGTGAGGCTCAAAACAAGATAAAGGAGTCCAGCAAACAGCTGTGTCTCACT
GTGGAAAGGAATCAATCACGACTCTGGTCGCCTCATGTTATGGAGGACGGCAGAGCTCAC
CCGTTTAAAGTCGACCTTGAGACCAAACAGCAGGAGTATAAACCGATCGGCGCCACTCAC
AACCGCAGAGCTCAGCCGTTTATTGCTGCAGCAAACATTGATGACAAACGACAGGTGGTC
AGCACGTCCTACAACACTCCCATAGGCCTGTACTCTTCAGGAAACATCCAAGATGCCATG
GAGGGCCAGATCCGAGGCCTTGTTCAGCCCAAGCCTGAGAGTCCCAGAGCTCTGAGCAGC
ATCGAGGAATCTGACGTGTACCGGATGCTGCAGAAAGACCAGGATATGCCCCAGGAGCCT
CGGCAGTCTGGCTCCTTTAGAGCCCTCCAGGAGTTTATCGACAGCGACGGCACTCGTCCC
ATTGTGACCCGGACAGTCAAAGCCCCCACCTCCAAACCAGCTCCACCTACAGGAAACTTG
CAGAAACTGCCCGTCTGCGATAAGTGTGGGAATGGGATTGTGGGGACAGTGATTAAAGCT
CGGGACAAATACCATCACCCCGGGTGTTTCGCGTGCTCCGACTGTGATGTCAACCTAAAG
CAGAAAGGCTATTTCATTGTGGAAGGGCGTCTGTACTGTGAGAGCCACGCCCGAGCCAGA
ATGAGACCCCCAGAGGGACACGACCTCATCACAACATTCCACTCACCTTAGAAGCTTCTC
CAAGCACTTTGCCAAACATGTTCAGTGATCTGCAATGTTTGTGCAAGATAATCTTAGCAG
AACGAATCATGCTAATGTGATGAATTGGAAATCACACTTCACAGCTATGTCTCATTTAAA
CATTGCCAC
>CL1337Contig1
TTTTTTTTTTGTCTGCAGGTGAACACAGAACAAATACTTCTCTTTATTTCAGATTTTTTC
ATCCGACAGGCGTGTCATCGTCTGACTTTGATAAAAACACTGATTGAACTTCAGGAGGTC
CGGTCTGGATGGGGTTCTGAGGAGCAGGTCCCCTCAGTCCACATCGTCCGCTCTGTGGAC
TCGCTCCTCTGCACACAGCAGAGCTGGATCACACCTGCACAGGTGAAGCTGCTCAGATCC
TCCACCCATACTAACAAATCCACCTGGGTGGGGTTGGCACTGCTGTGGGTGAGCAGAACC
CCCCAGGCTCATCAAATACTGAGTTCATGTGTCCATGTGCTGGGGGGGGGCCGAGCAGGT
CTCAGTCCTGGTGGGTCTTCTGGAGGAGCTTATGTTCGTACAAGGCCAGCTGCCGCCCGA
TGTTTCCCATGGTGATGACCCCGGCGAAGAAGATGCAGGGCAGCCAGGAGCGGATGTAGA
GGAAGTCTGGGGAGGTGTACTGGAAGAATTCGTTGTAGACCAGCAGCTGCGTGGTCAGCG
TGGCCAGCAGGGCGATGGCCACACCCAGGGCAAAGCCGCGGCGGGATCGGTCGAAGGTCC
ACCACAGCCCGATCGACAGCGCCGCCAGAGTCAGCGACAGCTGGACGTTGTTGGCGAAGT
CCACTTTGGCGCTGGCGTGGTTGATGCCCACGAAGACGGCCACGCAGCGCATCACGCTCG
ACCACTCCCTCTTGAAGCGGTGCGGCTCCCCCACCCGGCTGTCGATGCAGGGGTACAGCA
GGCCGATGACAGCTGAGGCGGTACCGCAGCAGGGAGGAACCCACCACGCCGAGGAGAAGA
TGCTGCTGATGACATCAGGAGGAAAGAGCGTGACGTTCCTCTGCACCTGCAGCAGGTTCA
GCACCAGAGCCAGGAAGACCCCCACGGAGAAAAGCAGGCCCCCCCGGATCAGCAGGTTGG
TGTTCCTGTCCGTGATGAAGGACATGTAGGGTCCTCGGGGCCCCGCCCCTGCACCCCCGC
TCATGGCCGTCAGAGTCAGGAACTTGGGGGTGAGACTCATCAGCGCCCCCTCTGGTCACG
GCCGACCTTGCGCCCGCAGGAGTCTTCCCCGAACACGTGCATGTCCGAGCGCTGAGGCGG
CCCAAAAAGGTTCCAATCCCAGAACCGGATCACCCCAGCTGAGCCTCCAGCTCCACGGCT
AAACAAACAGCCGTGACGTAACCACGTC
>CL1337Contig2
GTTTAGCCGCGGAGCTGGAGGCTCAGCTGGGGTGATCCGGTTCTGGGATTGGAACCTTTT
TGGGCCGCCTCAGCGCTCGGACATGCACGGGGGCGGGGAAGACTCCTGCGGGCGCAAGGT
GTTTGACTCCCTACACATTCACTTCTAGGTCGGCCGTGACCAGAGGGGGCGCTGATGAGT
CTCACCCCCAAGGTCCTGACTCTGACGGCCATGAGCGGGGGTGCAGGGGCGGGGCCCCGA
GGACCCTACATGTCCTTCATCACGGACAGGAACACCAACCTGCTGATCCGGGGGGGCCTG
CTTTTCTCCGTGGGGGTCTTCCTGGCTCTGGTGCTGAACCTGCTGCGGGTGCAGAGGAAC
GTCACGCTCTTTCCTCCTGATGTCATCAGCAGCATCTTCTCCTCGGCGTGGTGGGTTCCT
CCCTGCTGCGGTACCGCCTCAGCTGTCATCGGCCTGCTGTACCCCTGCATCGACAGCCGG
GTGGGGGAGCCGCACCGCTTCAAGAGGGAGTGGTCGAGCGTGATGCGCTGTGTGGCCATC
GCCCTGCTGGCCACGCTGACCACGCAGCTGCTGGTCTACAACGAATTCTTCCAGTACACC
TCCCCAGACTGCCTCTACATCCGCTCCTGGCTGCCCTGCATCTTCTTCGCCGGGGTCATC
ACCATGGGAAACATCGGGCGGCAGCTGGCCTTGTACGAACATAAGCTCCTCCAGAAGACC
CACCAGGACTGAGACCTGCTCGGCCCCCCCCCAGCACATGGACACATGAACTCAGTATTT
GATGAGCCTGGGGGGTTCTGCTCACCCACAGCAGTGCCAACCCCACCCAGGTGGATTTGT



TAGTATGGGTGGAGGATCTGAGCAGCTTCACCTGTGCAGGTGTGATCCAGCTCTGCTGTG
TGCAGAGGAGCGAGTCCACAGAGCGGACGATGTGGACTGAGGGGACCTGCTCCTCAGAAC
CCCATCCAGACCGGACCTCCTGAAGTTCAATCAGTGTTTTTATCAAAGTCAGACGATGAC
ACGCCTGTCGGATGAAAAAATCTA
>CL1338Contig1
GGCACGAGGCGATGAGGGGAGGGCCCCACAGAGGGGGGCACTTCCACAGGGGAGGCCGGG
GTCGAGGAGGAGAGCCAGGCTTCAGGGGCCGAGGGCGAGGAGGCCCCCGGGGGGGACATG
GTAACATGAACGACATGTCCAAGAGGGCCGTGTGTCGCCATTTTATGATGAAGGGCAGCT
GCAGGTACGAGGGCAACTGTGCTTTCTACCACCCGGGTGTAAACGGACCCCCCCTACCCC
CCAACCACCCTGCAAACCAACACAACCAGCACCCACAACACGGCCACTAGGTGGCTCTGG
AGCCCACACTTACTTCAAAGCGGTGAACTTTGTGCTCTGATTGTGGGAAATCAGGAGGGA
ACAGAAGCTTCGCACAGAGGCAGCTGAAGCTGTGAAGGTCACGAGACTCCAGTGGTTTAT
GGTCACTTTTAGAGGTGGGACTGAAACAAACGGCCTCAGGTGACACCTTCAACGGGAACT
GTCTCTGCAGCCCGGTAGCTCTAACGCTGCAGCTTCAGTGCCGACCTCCATGGAGCCTCC
AACACTTTTTGTGTGCGCACAAAACCAAGACTTAAGCAGCAGACCTGCTGCAGGATGTGT
GTTTCTATTACAACCATGTTCCCACACACTGTCTGTCTCCTGAGCAGCTGGCGTTTGTCT
GACAGTGTTGCATTCACTGGATCAAGTGTTTTCTGTGAAAACAGCCATTTTGTCCCGTTT
CTTCCGCAGGACTCAAGTGTTTCTTTTTTCTTTTTTTTTTTGATACAGCCACTAATTTCA
AAAGCTCAGTTTTTTGTCAAATTAAACTGTTTGAATANANAAAACATTCATATGNGCTCA
TTTCAGTTGTTTTGTACTCAAAAGTATTAAATAAATGTCTAANCNTAAAAAAAAAA
>CL1339Contig1
ATATTTATTTAACAAAGAAAATATATATATGTCAATTTCTCATGAAAGAAAAATAGAAAA
ACCCCAAATTTTGGTGAAAATGCTGATTTTAAAATGTCAAAATCCAGCAAAGTATTTAGA
TCGCTTTATAAACCGCTGAACAAACTTTACCAAGTCAATTTATTAATGGTAGCAGAAACT
GCTCAGGTACAGAGGAGCTGCTGTTTCAGAGTTTTTGCACATTTTCTTGACAGCTGGTAG
CAAAGAAATCTAAAAATCAAGACTTTTTAGTGATGATCCAACCATCAAATCTGCCTCATA
TACAAAATACGACCTCTAAATGCCAATCGTATTAAAAGTAACTTTCTTCAGTATAACCAG
CTTTTATTTGGTTTCCTTTAGATATTTTATCCTTAGTGTTAATTCAAATAATGAAAAAAA
TCCTGACGTCTTGAGGAGTTAGTATTTACAGACAATAGAAAAAATGCTCCAGACTCTTAG
GCCATTTGTATTATTTGGCAAAGTCTTAAATGTGACAATGAGCTAGATAAATGGATAAGG
ACCTTCCTTATGTTTTTCCTTGTTAGGATAATGATACACTTGTGAAAAGAAAACACCTCA
AACAGAAAGCCATAAACCTTTATAACATATGGTCGCTTGTGGTAGTCAGCCAGTATTTAG
ACACTTTTTTGTGGATCTCCATCAACAACATGACAAATGGGCTTGTTTTCTGCATTTAGT
CTCTTCTGAGGTTGTTCAAGCGCTCCTCCAGATCTGCATCAGCATCAGCCAAGGCGGCTT
GGGGTTCCGCTTTCTTTCCTCCTGCCACTGAAAGGCTTCCCCCAGTACTGGGTAAACTTG
ATAGTTCATCTGACAAATTCAGACCGAGCTCATCCAGCACTTGGGACACAATAGCATCAC
TCTCCTCCTCATCATCTTCATCCCCCATGGCGTCGTCAATGGCGTCATTCATCATCTCCT
CCTTCATGTCCATGAGTTCACTCTGTTTCTCAAACTCCATCATGATCTTCTGGATCTGAG
GCAGTTTCAGCTGTCTGTTCATGGTGGCCATAGCCTTAGTGACGCCTTTCATCGCCTGCG
CCATGCTGTTGTTGGACTTGAGTGTCTGTATTTTCAGACTGACAGCCTGAATGTTTGCTT
TCATCATGATGAACTTCTTGACGTAGCGTCTTGTGCGAACCAGGTCCTTGGCCATGATCT
TCACTGCATCCATTTGTCCTTGCTTGGCCATTTTCTTGATGTCAGCGATAATCTTCTTCT
CCTGCTGTTCCAGTTTCATTCGCTCTCGGTCCAGATCTCTCATGGCTCGATTGAGCGCTC
GCTGGTTCTGCCTCAGCATCTCTTCCGGCGTCTTCCTCTTTCCGAACAGAAACTCCATCG
TGGACCGGGACTGACGACTAACCCAGAGGATAAACGGCGGTTAACGTGTATTTTCTGACT
CCAAATCCTCTCAGATATGAACGGTTATTTTGTTTTCTTTCTAACACTTCCGTGTTGCCC
CCGGCCATA
>CL1340Contig1
AGGAATTCGGCACGAGGCTTTTCCGGACGGCAGCACCGAAACCTCGAACTTTAGACATCC
AGCGGCAAGAATGTCCTCTTCTTCCAGCATCGTAGCCATGAAAAAGGTGGTCCAGCAGCT
GCGTTATGAGGCGAGCATAAACAGAGTGAAGGTTTCTCAGGCAGCTGCTGAACTACAACA
GTTTTGCATGAACAACGCCACACAGGACCCTCTGCTGACTGGCATGTCCTCCAGCACCAA
CCCTTTCCGACCACAGAAGGTCTGCTCCTTCTTGTGAGAACTTCCTTGTTGTTTTGGCCT
TGATATCATCTACAGGGAGATAAACCTCAACACTACTCCTCATGCCTAGCCATCGCACTG
CCACGGGAAGATGTCTCAGATGTGGGCAAATTGGGCTCATTTCTGGAGAAAAGATTGTTT
TCTTTTTCAGCCACAGTGGAAAAATATTGGTAGTTTGATTTTTTTTCATGGCACATTGTG
TTTTTTTGGTAAAGTTGTGCGCCCTTTTGTATTACTTTGTTTGAGTAATCATTGTTCTTT
TTGACCTTTTTATATTTAATAAAAACAAACTTCTTTACCAAAAAAAAAAAAAAAAAAAAA
AAAAAAACCTT
>CL1341Contig1
GAGAATGAGAGCAAATGTTAATGTTACACTAACACGAGCTAAACATAGATAACCAATAAC
TAAAATGGGTTAAACAGGGAAGTTGACGGTTCCCGGGATCAATGTTCAGTTGGGTTTTGG
GATCGTGTGCCAAGCATTTGGCGTCTTTAGCAAGACTGAGACACAAAACCACGCAGCTAA
AGATGTCCACATCACCTCCTCCTCTGGCTGCGATATGTCAGTTGACAGCTACCCCCAACA



AAGAGGCCAACTTCTCCATCTGTAAAAAGCTGGTGGAGGAAGCTAAGGAGAAAGGAGCCT
CCATGGCCTTCCTGCCTGAGGGATTTGACTACATTGGTTCAAGTCGAGAAGAAACTTTAT
CGCTCTCAGAAAGTTTGGCAGGAGACACAATAGCTGGATACATCAAAGTGGCAAGGCAGT
TAGATGTGTGGCTGTCTCTGGGAGGATTTCACGAACAAGGGCCCGAGTGGGAACGTGAAA
AACGCATTTACAACAGTCACATCATTATCAACAACAAAGGTTATGTATTTAAAAAAAAGT
TTTTTTGTCCACTAATTTGTAAGACAAACTGTTTACATTTTGTTCTGGGTACATAGTCAT
ACCAGTGAACTGTAATTGCAGGAGACATCGTTTCAGTGTACAGGAAGTCACATTTGTTTG
ATGTGAAGCTGCCAGAAAAAGGAATATCCCTCATGGAAAGTGACTTCACGCTCCCTGGAC
CTTCACTTGTATCCCCAGTGCAGACTCCAATTGGCAAGGTGGGCTTAGGTATTTGCTATG
ATCTGAGGTTTTCTGAATTATCACTCGCTCTGCAAAGAAGCGGTGCTGAGATCCTGACGT
ACCCATCAGCCTTCACTGTGGCAACAGGAGCTGCTCATTGGGAGGTGTTACTCCGCGCTC
GGGCAATCGAGACCCAGTGCTTTGTCTTGGCAGCAGCCCAGGTCGGCCAACACCACGAGA
AGCGCGCGTCCTATGGTCACAGCCTGGCAGTGGACCCTTGGGGCGAGGTGCTAGCTGACT
GTGGAGGGGAGAGCCCTGCAGTGGTGCTAGTAGAAGTCGACTTGGATAAAGTGAGGAGAA
CCAGAAAAAATATGCCTGTCCAACAGCACCGCAGAGAGACAGCGTTCTACCACAGTCGGA
ATAAATTTCAACANNATAAAATCATTAAATCTCAAAAAAGCAATTTTGCA
>CL1341Contig2
GTCAACCTTCTGCCGCTGAGAATGAGAGCAAATGTTAATGTTACACCAACACGAGCTAAA
CATAGATAACCAATAACTAAAATGGGTTAAACAGGGAAGTTGACGGTTCCCGGGATCAAT
GTTCAGTTGGGTTTTGGGATCGTGTGCCAAGCATTTGGCGTCTTTAGCAAGACTGAGACA
CAAAACCACGCAGCTAAAGATGTCCACATCACCTCCTCCTCTGGCTGCGATATGTCAGTT
GACAGCTACCCCCAACAAAGAGGCCAACTTCTCCATCTGTAAAAAGCTGGTGGAGGAAGC
TAAGGAGAAAGGAGCCTCCATGGCCTTCCTGCCTGAGGGATTTGACTACATTGGTTCAAG
TCGAGAAGAAACTTTATCGCTCTCAGAAAGTTTGGCAGGAGACACAATAGCTGGATACAT
CAAAGTGGCAAGGCAGTTAGATGTGTGGCTGTCTCTGGGAGGATTTCACGAACAAGGGCC
CGAGTGGGAACGTGAAAAACGCATTTACAACAGTCACATCATTATCAACAACAAAGGAGA
CATCGTTTCAGTGTACAGGAAGTCACATTTGTTTGATGTGAAGCTGCCAGAAAAAGGAAT
ATCCCTCATGGAAAGTGACTTCACGCTCCCTGGACCTTCACTTGTATCCCCAGTGCAGAC
TCCAATTGGCAAGGTGGGCTTAGGTATTTGCTATGATCTGAGGTTTTCTGAATTATCACT
CGCTCTGCAAAGAAGCGGTGCTGAGATCCTGACGTACCCATCAGCCTTCACTGTGGCAAC
AGGAGCTGCTCATTGGGAGGTGTTACTCCGCGCTCGGGCAATCGAGACCCAGTGCTTTGT
CTTGGCAGCAGCCCAGGTCGGCCAACACCACGAGAAGCGCGCGTCCTATGGTCACAGCCT
GGCAGTGGACCCTTGGGGCGAGGTGCTAGCTGACTGTGGAGGGGAGAGCCCTGCAGTGGT
GCTAGTAGAAGTCGACTTGGATAAAGTGAGGAGAACCAGAAAAAATATGCCTGTCCAACA
GCACCGCAGAGAGACAGCGTTCTACCACAGTCTGGAATAAATTTCAACATGATAAAATCA
TTAAATCTCAAAAAAGCAATTTTGCAAATTGAAGCTGTAGAGGTTTTCCCTTTTTCTCCA
TTATTATGGTCCACAGCAGTCCTGGATTCTAAGGACTGTATTGTTTTTGCAATTCTTCCT
TTTTTACTGCCCCTTTGAGTGAAAATTCTACCTCCGCGGCAAACTCACCAAAATTTGCAC
ACACCTGATACTCGGTGAAAAGGAATTTTGGGAGTAGTAAATAATCCCCCACCCCCACCC
CA
>CL1342Contig1
GACCTTGAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGCCCTCTGTGTGGCGACTGC
AGAGCCGACGAGCTAAGTGGCAACAGCGGGTTAGCTACGCAGCTAGTCATGGTGAATGTG
AAGAAGCGGAAAGGTCGGGTCGTTATTGACTCTGACTCGGAGGACAGCGCCAGTGACGAC
AATTTAGATCAGGAGCTGCTGTCTTTAGCAAAGAGGAAGCGGGTGGATTCCGGCGAGCAG
GAGGAACCCGTCAGCAAACCAGCAGCATCCACAGACTCGGAAACATCCGACAGCGACGAC
GAGTGGACTGTCGGCGGCACCAAAGGGAAAAAGAAGGTAAAGCCGGGCAAAGGTTCCGAG
AAGAAGAGCGCTACAAAGAAGAAGGTCAACAAAGCTTCAGGCAGCTCAGATGGAGGCAGC
TCGGGGGACAGCTCCGCTCCAGAGGAGGGCGAAGTGTCGGATTCCGAGATCAACAGTTCG
TCCTCTGACTCGGACACCTCAGAGGACGACGAGTTCGAGGACGGGTACGACGACGACCTG
ATGGGCGACGCCGAAGACAGAGCGCGTCTGGAGCAGATGACCGAGAAGGAGAGGGAGCAG
GAGCTGTTCAACAGGATCGAGAAGAGGGAGGTGCTGAAAAGACGGTTTGAAATCAAGCAG
AAGCTGAAGACTGCGAAGAAGAAGGAAAAAGAGGAGAAGAAGAAGAAACAAGAAGAAGAG
CAGGAAAAGAAGAAGCAGTCTCAGGTTCAGGACGCTCAAGTGGTGATGTCCCACAACAAA
GAGAGGCGGTCCAAACGCGACGAGAAGCTGGACAAGAAGTCCAGTGCAAATCTTCTAACC
ACTCAGTCAGATCCTCTAGCAAAAATGCAGCCGGCTCCAGCATGTTCAGCCCTCCGTCAG
GGAAAAAGCCGGCTGAGGAAAAGAGCAGACACACTTTGCTTTCAGCCAGCAAAGCTCCGT
CCAGCAGACCTGCAGGAAGCGCTGCTCCCTTCAGACCGTCTGTGCTCTCCACTCGCAGGA
TCAACGTTCGGTTTTCAGAAGCTACTCGCGACAACGAGTTTAAAGGGTCTCTGCTGAAGA
CGCCGGCACGGATGTCGCTCTGCCTGGTTTCCTCCACTCCGCAGGCGGCGGCGGGGGCGG
GGCCTCACACCGGGAGACCTTCCACGTTCTCCGCTCAGAAAACTCCAAGGACTTTTGTTT
TTAACGGAAACACCTCACTCACACCCGGAACGCAGAAGAAGGCGACCTTTGACCTCAAAG
CCAGTCTGGCGCGGCCGCTCACGTACAAGCCTCACGCAGGGAAACTGAAGCCGTTTGCTG
AAGTCAAAGAAAACGCAGCAGCAAACAAATCCCTGAACTCCCACCAGGAAAGCTACAAAC



AACACAAAGTTCAGACCAGGGAGGACCGCAGGACACAGCAGGCGCAGGGACGAAAGCAGA
AGAAGGAGAGCATGCTGGGAGCTCGCAGAGGCCTGGCCATGATGTAGGAGCCTCCGCTCT
GTCTCTTGTAAATATTTCAACTTCTGTACTTTTTTTTTAGCAAAGTAGACGAGCTTCTGC
CTCTGCATTTATGTGTCCTTCTTGAGTTATTTAACTGCTTTGCTGCTTTTAATGTTTTGA
CGTCAAAGAAAAACTGTTCTTTTTGAGAAAAACACGCTTTAGATAAAAAAAAAGGTTTTA
TGCATTTCTGGTGCTGTTTTTTTTTCTGTGTTTCAATATTTGTTTTATAATAAAAAAGAC
AAACTTTTCCCCGAAAAAAAAAAAAAAAAAAAAAACAAAAATTCTT
>CL1343Contig1
TTTTTTTTTTAAAACCCGAATTCCATTTATTTCAGAGTAATGCAGGTTCAGACAACAACT
TTCAGGGGTTATTCTAGTCTGGGCTTTGCAGACAGCATAAGGTTCAGAGTAAAACTACAC
TTTTTCTGCACCATGAGGGTATTTTCCACGTAATACAGATTCTCCCACACAGATTATTGG
TCATCTCAACAGACTGTTGATCATCAATAATTTGACATCAAACTAATAATCTGACAGATT
AGGTTAGGATATTCCTGGTCTGTATACGTTTCCCCCAGACACCAATTATTATGATGTAAT
CTGGTTTGCTGTTTTGACCCGATCATCAGGGAATTTGGACCTGATTCTGATAGTCTCTGC
CAACAACAGCCAGGAGGAGCCCATGATGTTCAGAACCGAGCCTCTACAGAAGAACCCAAA
CAAGCTAAGGAGCCACAAACCCGATCCTGGTACCGTCCGCCCAGCAGAATTCAGCTGGGT
CAGGTCCTCTGTCGAGGCTCGGTTCTGAAGACAGCTGCAGATAACCATTCGGTCCTACGT
CGGCCCTCAGCCCCAAACTAGAGCCACATTGCGGGGATCCCGGCGGCCTGCTAGGAGCTG
CTAGTGCGCATGCGCACACGCTGGACGTTTGGCGCGCTGCCTCCGTACAGTCGCAGTGTG
TGCGAGCAGGCGCAAAGCGCGGCCTCCTTCTGTGCTCGTCCTCGTCCCCATAAACAACAA
CAAGAACAAACTGGACCCATCGTCCGGCTCGGTCCGGTCCGGTCCGCTCGGGAGCCACAA
ACCCCGCAGCCCGGCTTACGATGGCAGAGACGGTGAAGTACGTGGACGAGGAACACAAGA
GCATCTTCCTGAAACTGTTGAACGAGCAGCGGCTGGAGGGGGAGCACTGCGACATTGCCG
TGGTTGTTGAGGACGTCAAGTTCCGGGCGCATCGCTGCGTGCTTGCTGCTTGCTCCAACT
ACTTTAAGAAGCTATTCAAGAAACACGAGGTGGACAATTCCTCAGTGATTGAGATAGACT
TCATCCGCTCAGATATCTTTGAAGAGGTGCTGAACTACATGTACACAGCCAGGATCTCCG
TCAAGAAGAGAGACGTCAACCTGATGATGTCTTCAGGACAGATCCTTGGCATCCGCTTCC
TGGACAAGCTGTGCTCACAGAAACGAGACGTTTCTTCAGAAGAAAAGGACAAGTTTCCAT
TTGACATAGTGAAGATGGCGCTGCCGCCTGAAGCTCAGCTGGCTGCCGATTCAGAGGTTC
TGGATGAGCAGGATGACACACCTTCAGGGGACGAACTTGAAGACACATCGGCCAATCAGG
AGCTAGACAAGTCTCCGAGTGCAGCACTGCGTGTTCAGGAGGCCATCCTGAAGGAATTAA
CCAATGAGGATGTGCATAAGGTGTCCTGCTATGACCAGGATGTGGTGTCAGAGATGGAGA
CGGAGCCTAAGGATCTGGGAACGGAGCATCACGCCACCCAGACTCTGGCGTTTGCAGACA
GCATAGGTGACGTGAAGGATGAACAGGCGCCTGGCTGGTCCACGGCGGCTGGTGACATGA
AGTTCGAGTACCTGCTGTACGGACACCGAGAGCAGCTCGCCTGCCAGGTGTGCGGAAAGA
CTTTCCTGGATGAGAGCAGGCTCAGGAAACACGAGAAGCTTCATTCAGCAGAGCGGCCCT
TCACCTGCGAGATCTGTACCAAAGCCTTCACTACCCACGCTCACCTAAAAGAACACCTGA
AGATCCACACAGGCTTTAAACCCTACAGGTGTGACGTTTGTGGGAAATCGTTTATTCGTG
CTCCAGACCTGAAGAAACACGAAAGGGTTCACAGCAACGAGAGGCCATTTGCTTGCCAGA
TGTGTGAGAAGGCTTTTAAACACAAGTCCCACCTGAAGGACCACGAGAGGAGACACAGAG
GAGAAAAACCCTTCGTCTGTCCGTCCTGCACCAAGGCCTTTGCTAAGGCGTCAGATCTGA
AGCGTCATGAAAACAACATGCACAGCGACCGGAAGCAGCTCAACCCTTTGCAGAGTGAAA
CCGAGGCGCTGCAGGCGGCGGCCATGGCGGCAGAGGAGCAACACCTGGAGAACATCAGCT
GCTCCTAACGGCCGGGAAAACGGCCGGATCCGCTCCGGTCATCCAAACCTCTTCACGCTG
TGGCGTGATGTGACCGACACGGCAGGCTTGTCTCTTCAATCTGCGATCCGTTTCTTTAGG
AACAAACTGCTGGGATCATTTGGGATTTAGGGGTGGTACGGTGCCAAAACGGGTTCTGTT
CAGTTTCATGAGCAGAGCTGTTTAAGACTGAGCTGCTGCAGCTCAGAATGGACTCGTGCA
CCATNCAGGTGTGCTGGTGCTGCC
>CL1344Contig1
TAAACATCATCGGTGCATCATCATTGCCTGGCATAGGTTTGAATAATTATTTACTTGTAT
ATTTTAATGTTATAATCTTGTTTTGTACTGTGAAGGAGAGGTAAAGGGTGTTAAACGGAG
GTGAAGAGGAGATTATAAACCAGTTGAAGAGATGCATAGCTCCATTTGATGACAACAAAG
TAGTGAAAACCTCCCAGAAAAAAAAAAACCTTCAATATACTCCTGCTGTTTCCCTATGAG
GGAANACTTTTTTTTTTTTAAAAACAAACCCNCNGGCNCCCTTCAAAGGATCANGTTTGG
AGNGAAGGNGNGGCCCCCNCGGCANCTGANGGNTTTCAAANCAAAANCNGGGAGGAGGAA
NCGGGTTTTGGGTTGGNGAGGGNAAAAAAGGANTTTTGNAATTTNCNCAANCCCNTTTTT
TTTTAANGCNCATTNCAAAGNAAGTANCNATTNCGGGGGGGNANCTC
>CL1345Contig1
AACAATGTTAAACAGCAACAACAAAGGCACAAGCCAGTGGGTTATTATTACATTTGATTA
TAAATCCGACACCGTCACTGAAGAGAGACTGAAGCATGTCAGAGATGTGGAAGACATGGC
AGGAATAGATAGGAATATGTTAGTAGTTATTAATTAGTAGTATGGACAGCAAGATATCTA
ATGAATGCATTGAAGATGAAACTGTATGCACTAAGCTTTAAGCTGAATGTCAAAGAATCA
AAGGCAACTCCAAATACCTGAATCTCAGATTCAAATGCAGTAGAATGTTAAACTACTTAA
TTTTGTTTTTCTTTACAACACTGTAAGCAGTAAGTATTTCTAGTTAGCTGAATGATCTCA



GTTAGACCTGCACAATATGAGGAAAACTCGCGATATGCGATATCAGAGATTAAAATTGCG
ATAACGATATAATTTGCGGTATATAAACAAACAGCAAAATAACCAAATAACCATTCCCAG
TTTAAAAATTATACTCCAAATGACCCACGTTGACATAGGTTACAAACATCTAACATAACA
GGGCTCCATCTGATTGGTCAACAATGTGAAGGCGTCCATCCGATTGGTCAAATGCATTAA
GGGATTTATTTGATTCGTTAAATGGTTCAAGCTGCCATTAGATTGTTTTAACACATTTAA
GGTTTATGATTTATTGCGATATTTGCCGTTAGAAGCACCATGAAAACTTCTGAACTAGTG
TTACCTACTACACTGCAGTGCTCTCTTCAAAACATCTGAAACAGACTAGAGCAGATTTAA
GTTTGATATGGTCTATTTTCAGTCATTGAAAAGTGTAGAAATAAGTGATGTCACCAGAAT
GCACCAAATTGCACCATATTAAAAGTTTCCGGGGGGGCATGCCCCCGGACCCCCCTAAAG
TTGCAAGCACCTGCGGAGCGGCGGGTCCCGCTATGCGCGGTGTCGGGCCAGTAACTTTCA
GGCAGGGCCAGTAAGTTTCAAAAACTACTGGCCCTGTGGGCCAGTGCAAATTTATGGGCT
ATGTCAACCCCTGTACAACACTCTGAAACAATATGGAACATCTCTGTGGAAATCTTTTTT
CTTTGAAAACCAAATGTGCTCTTGTAAAACATTTTTATAAGAAGTTGCCTTATAAATCCT
GTACTATAGACCAGTGCTTGAATCGTTTCCTCTGATTTTGGGTTGTGCATTGTTCTCTTT
GATTTCTCTGTAGTCTCCCATTGACCTGTTTGTAAAATAGTTCAAGTGGAATGGTTGTGC
ATGTGGCGATCACTCTGCCTGTCAGCTTTGCTATGATTTGTATATAAGCTTTATTGTTGA
TTTCTTTTGACAGAC
>CL1345Contig2
TTTTTTTTTTCCAAACTTTATTGAATGTAACAATTCAATACTAAACAATGTTAAACAGCA
ACAACGAAGGAACAAGCCAGTGGGTTATTATTACATTTTAGGCAGATATATTTAAACTGA
CACACATATCAGCGCGCCCCCTGGTGGTTTTTCACCACGATGATCATAAATCCGACACCG
TCACTGAAGAGACACTGAAGCATGTCAGAGATGTGGAAGACATGGCAGGAATAGATAGGA
ATATGTTAGATGGAGTGACGGGTGGAATTAGTAGTATGGACAGCAAGATATTTAATGAAT
GCATTGAAGATGAAACTGTATCCACTAAGCTTTAAGCTGAATGTCAAAGAATCAAAGGCA
ACTCCAAATACCTGAATCTCAGACTCAAATGGAGTATAAGGTCAAACTACTTAATTTTGT
TTTTCTTTACAACACTGTAAGCAGTAAGTATTTCTAGTTAGCTGAATGATCTCAGTAATT
TAATTGTATTTAATTTTTCAATTATTTAATTTAATTAGGTAACTAAAGTAACTAAAAAGT
AAATGTAACTTTGCAACAGTAACAAAAAGCAGAACCTTAAGGCAGTCAGGGCAAAAAAGT
CAATAAAACTTCTTAACTATTGATTAGGAACAAATGTGAAATAGCAGTGATTAGAAGCAG
CATGAAAACTTCTTAACTAGTGTTACCTACTACACTGCAGCGCTCTCTTCAAAACATCTG
AAACAGACTAGAGCAGATTTAAGTTTGATATGCTCTATTTTTAGTCATTGAAAAGTGTAT
AAATAAGTGCTAGATGTCACCAGAATGCACCAAATTGCACCATATTAAATTTTTNCC
>CL1346Contig1
TCGCACTTGAAGCTTTTTGGTCTTTGATCCGGCTCATTCCACCTCTGACACCTTTGTTCT
TGATCGGAGAAGAGACGAACGCCATCAAACATTAGAGACTTGGCGTGAAGGTCACGTGTG
TTCAGCTTTCCACGCTCTGGACGGATGAACAGTGATCACAGCTGAGGAGGAAGAGCTTTC
TTTAGAAACGCAGAAATCCAGAGAACTGCTGCCTGTGAAGTCACAGTGATTAACTTTGAA
AGGCGGAGCTGACAGACGTGTTTGGTTTGTGGTGGCAGCAGGCGTGAGGATGAGGAGCTG
CATCTACAGCGTGATGAAGAGGAGGAGCTCTGGAAACCTTGACAGCAGTGACATGTTTGC
TGCCAGAGACATGCAGCAGAGCTGAGCATGAAGTGGAGCGGCCTGAAGGTCGTGGATTCC
TGAGCGGCTTTGTCCCGTGGAAGAACGTCTTTCAGGAGCTGAGACTTTCCCTCCGTCTCT
CCTGCCTCAGACCTCGGTGCCGTCATTCAGGTTGTTGTGGAGCTTGACCTCTAGGTTGAC
CTGTTTGACTTTGGTGTGTCTGCCGGCGTCCTGGTTGACGTTGATGTTCCTCACCGTGCA
GTGCTTGCTGCTGAAGTTCTTCTCCACACACTTGTCCATGCACACCTCCATCTTGGTGTT
GAGGGGATACTCCTGGTAGGGTTTTTGGGAGCTCTTGCTCTTGGCGGAGTGGCGGCAGCG
GCGGAACAGGAAACAGGAAGCCAGCAGGGCCAGGACCAGCAGCGTGATGGCTGCCACTCC
CCCGCCCACCGAGCTGCCCAGGTGGGCGTTGAAGGTGGCAGAGGGGAGCTCCTCCAGGTG
GAGAGACTTCATGTTGGTGCCGTTCTTCACCTGGTCGCCCTCATTGTCGTAGATGAGGGA
CTCGTCCAGCATCAGCCGCCCGCTGCGGTCTACCAGGTCACGTTTAGAGCGGCTCAGCAG
AGAGGTCACGGAGCGTTGAATTCTGGGATTGGAGTGCGACT
>CL1346Contig2
TTTTTTTATTTCAGAAAAAAGTTTATTATTAAAAAAAGGCACCAGATACAGGCAGGCTTG
GCATTGATTTATCCCCACAAAATAATAATATTGTCCTGTCCCACAGTCCCCCGTCCTTGT
CCCACAGGCACACAGTTGAAGGGGTGGAGGTCCAAACAGAAAGACACAAGTGAAGACGTC
ATTTAGTCATTGCAGTGCTTCCAAACAGTGTAGAAAAACCACCTTCCAGTCCGACAGTAG
TCTGGCTCTAACATCACACAGAAGAACACCAAAAACATTTGAGGACTGCGTCTTTTGGGG
GCGGAAACCCAGCTGTGATGGAGTCCAGCAGGTAAACCCGTGGTTCTGTTCATGCGGTTC
TGCTCGGCCCGAACACGCCTGACTCCCCACAAACACACTATGGATCCTCTACTGCAGAGG
AGACAGATGTGTTTGCTAAGCACCACAGTAAGGCTGAGGACTGGAGCAGAGCTGATGCTC
ATGAAGAACAGTAATCGCACTTGAAGCTTTTTGGTCTTTGATCCGGCTCATTCCACCTCT
GACACCTTTGTTCTTGATCGGAGAAGAGAGGAACGCCATCAAACATTAGAGACTTGACGT
GAAGGTCACGTGTGTTCAGCTTTCCACGCTCTGGACGGATGAACAGCTGAGGAGGAAGAG
CTTTCTTTAGAAACAGCCCTCTGATGCTCTGAGGCCTCCTTTGAGCTGAAAACAAACACC
AGGCGCAGAAATCCAGAGAACTGCTGCCTGTGAAGTCACAGTGATTAACTTTGAAAGGCG



GAGCTGACAGACGTGTTTGGTTTGTGGTGGCAGCAGGCGTGAGGATGAGGAGCTGCATCT
TCAGCGTGATGAAGAGGAGGAGCTCTGGAAACCTTGACAGCAGTGACATGTTTGCTGTCA
GAGACATGCAGCAGAGCTGAGCATGAAGTGGAGCGGCCTGAAGGTCGTGGATTCCTGAGC
GGCTTTGTCCCGTGGAAGAACGTCTTTCCGGAGCTGAGACTTTCCCTCCGTCTCTCCTGC
CTCAGACCTCGGTGCCGTCATTCAGGTTGTTGTGGAGCTTGACCTCTAGGTTGACCTGTT
TGACTTTGGTGTGTCTGCCGGCGTCCTGGTTGATGTTGATGTTCCTCACCGTGCAGTGCT
TGCTGCTGAAGTTCTTCT
>CL1347Contig1
GTTTAATTTAAACAGAATACATGAAAATGATACATATNNCAAAAAAGTTTACAACAAAAT
TTTGTTTAGTACAAAATGGTGAAAGTCTGTTTTAGTCAGATGTGTTTTAATTAAATTCTA
ATTTTCTTTTCACAATTCTCCATATTTATTTACAAATCATTTTTCTACACAGAAAGAAAG
TTTCTGGACTCACACAAAGCTGAATTATCTTCCGTCATGTTTGTGAGGATGAAATCTTAC
GAATGGTTGTCTCCATAATGGACACAATCATTCACACAGGATGAAGTCTGTAAACAAGCT
TGATGGACAAAAACAGAAGTTTTGTGGTTTAAGGTTAATTTTTTCCCCTTTGACATTGCT
AAACATGAAAATGCACAAAGAAATCCCTTTATCTGTCACCGTGGCAATCACAGTAGCCCA
TTGGGCTTTTCCTGTGACTCTTCTGAATCATCTGACAGATGGGCGGCCCCCATTTTCTCC
TCCAGTCTCTCACATTCCTCTTCTTCTAGCCGACTGCTCTGATCATTTCTTATCTTGTAT
TTGGAAATGAACTCGTTGCTTGCCAGAGCTCCCTCCGTTCGAGGGCAAAAGTATTTTGAT
GTAAGTCGGCTATCCAAACGCTCTCCTGGCGTAATGGGTTTCATGAGGCGATTCAACTGG
ACGTTCCAGTGCCTTACATGCTGAGTGGCATTCCTCAGCCTCTCCTGCATTTCCTCTAGG
TGCTGGTGGCTCCTCTGGCGTGATGCTTGCAGATCCTGAAGCTCCCGGGAAGCTGAGTAG
AGGGCTAAGGGGGTGTCCTCGTCTGTGCTGCCATCTGAGGCCTCCAAAGCAGGACTGAGT
CTCTGCAAGTCCCTCTGCTTCTCTTGGAGGAGCTTAAACTGCAGCCTTTTCTCCTCTTCG
GCCTGCAGCAACATCTCCAGTTCCAGCCTGGCTCGTTCCTCCTCCAGTCGAGCCTGGATC
TCCATGTTCAGAGCAGCTTCCAGTTTCTGTTGAGTCATCTCCAGCTCCTGGATCCTTTTT
TTCTGCTGCTCAGCCTTCCTCTCCTTCTCCTGCATCTCTGCCTGCATGCTGTCTCTCAGC
ATCTCAGCTTCTTTCAGCTGTCTCTCCAGATCCATCTGCACCTCCTTTTGTTTCCTCCTC
TCCATCTCCTCCGCTTCCCTTCGTCGATTTTCCACTTCTCGTGCATGCTGAATGATGTTT
TCTATCTCCAGGTCTTGTCTTTCTTTCTCTATCTTCTCCATTTCCTGGACACTCAGCTCG
TCTGACTGACTGCTGCGGCTGCTGCGGCTGCTGCAGCTGCTGCGGGAACTCCGGCTGCGC
TCTTGGTCTTTGTGCTCGCGCAGCATGCGCCTCTTCAGCTTGAGTTCATGGTGTAGGGAG
GACTTTCCCTCACTTTGAAGGCGAAGTGCTGTTTGAACAGCTTGAATCCACTCCACCTTC
TGCCGTTGGTCAGATGCACTCATTTCATAGGTTTTGTTGTGGGTTTTTACACAGAACAGG
CAGCGCTTCCCTTCCCTGTCTGGAATGGGCTCAACAACACAGCTTTTATCCAGCTGGATT
TCCCCTCTCTTGTCTTTAAGGTCCTCGCCGACGTAGTAAGCCATGTAGGACGGTTTCAGC
ACAAACCAGCGCTCGGTCCAGTTCCTCCGCATGTGCCCCTTTTCCCCTCG
>CL1348Contig1
CACCCCTAGACCGCATCCATCCACGCACCTCTTTGTCACCGGTGCTGCGGATTCACGCGG
GTTAACTTCAAATCATCCAGATCCGGATCGGCTCCCCCAGCAGAGAAAACAGCAGCTCCA
ACAGGAACATGGGAAAGGAACTCCTCTGCTTTTTCACCCTTTGGATAACTTTGGGAAACA
TTTCTGCAACTTTTTCTTCTGATCTTGAATCCAACACCACATCTCTGTTTGTGAACAGCA
CGACCACGGCTGCTCCGCTGCCAACCACCACGGAGTGGATGACGGATTACGCCGACATCC
TGTCCAAGTTCTCCCTGCGCACCGCAGACATCCCCGATGAGGACATGTGCTACATCCAAG
CCGGCCATCCAGAAACCATCAAGGACTGTCAGTTCAACGCAGAAGCTCAGACCTTCATCG
TCATACACGGCTGGACGGTAACGGGGATGTTTGAGAGCTGGGTGCCCAAGCTGGTGTCTG
CGCTGTACGAGCGCGTGCCGAATGCCAACGTCATCGTGGTGGACTGGTTAACCCGAGCCA
GCCAGCACTACCCCACCTCTGCCTCCTACACCAAACTGGTGGGCCGGGACGTGGCCAAGT
TTGTTACCTGGTTACAGAACGAGCTGCAGCTGCCCTGGGACAGGATTCACGTGCTGGGTT
ACAGTCTGGGGGCGCATGTGGCTGGAGTGGCGGGACACCTCACCGATAACAAGATCAGCA
GGATCACAGGTTTAGATCCCGCCGGCCCCTCCTTCGAGCACGCAGACGACCAGAGCACCC
TGTCCCGAGACGACGGCCAGTTCGTGGACGTCCTGCACACCAACACGAGGGGCTCTCCTG
ACCGCAGCATCGGCATCCAGAGGCCCGTGGGCCACATCGACATCTATCCCAACGGAGGCA
CCTTCCAGCCGGGTTGCGACATCCAGAACACCCTGCTGGGGATCGCATCAGCGGGGATCA
AGGGCCTCCAGAACATGGACCAGCTGGTCAAGTGCTCCCACGAGCGCTCCATCCACCTGT
TCATCGACTCTCTGGTCAACACCCAGCACCAGAGCATGGCCTACCGCTGCAACTCCAAGG
AGGCCTTCAACAAGGGAGTGTGCCTGAGCTGCAGAAAGAACCGCTGCAACAAGCTGGGCT
ACAACATCAACAAGGTCCGCACGGCTCGCAGCACCAAGATGTACCTCAAGACGCGCGGCA
TGATGCCCTACAAAGTTTTTCACTATCAGGTGAAGGCACACTTCTTCAGCAAGAGTGAGC
AGAGCTTCACAGAGCAGCCAATGAAGATTTCACTGTTTGGAACTCACGGGGAGACAGAGG
ACATCGCCTTCGTCCTGCCAGAACTGAGCTGCAACAACACCGTGTCCTTCCTCATCACCA
CCGACGTGGACATCGGCGAGCTGATGATCGTCAAGCTGCGCTGGGAGAAGGACGCCATCC
TCAGTTGGTCCGACTGGTGGGGCAGCAGCAAGTTCCACATCCGAAAGCTTCGCATCAAAT
CTGGAGAGACTCAGTCCAAGGTGATCTTCAATGCCAAGGAAGGAGAGTTTGCTGATCTCG
TCAGGGGAGGAGAAGATGCCGTCTTTGTCAAGTCAAAAGAAGACAACATCAGCCGCAAAG



AAAGGCGGATGCACAGACTCAAAACTGAGGGCAGTCTTTTTGGAAAGAGCGAAGCCTGAA
CCATCAACCACCTTCACATGTCCAAAGAAAGAAAGGACACGGCGACGCCTGACAAGCCTA
CTGAAGTGAACTCTTCACCTCTTGAAAGCATCGTTTTTTTGTTTTTTTTTTCCTGTTTTT
TTTCCAAACTCCCACATCAACCAACACAACCTCATCCGTAGCGATGGAAACAAGTCGTGA
TTTTTCCCGTCTTTCTGAAAATTCTGCTGCTGAAAAAGTTGAAAGTTTCCTTTTTTCAGC
ATCTTTGGCCTCTTTGTAATCGATGTTTCTGCTTTTATATCCCACCTGTACTGTTCATAG
CCTGATGTGTTTGAGCCATTGAACTCTCGTGCCTATGTGAACTTGGATTATTTGTAACAG
ATAAATGATTCCTAGTGACAGGCATGATTGAGAGAAATCTGTTTTGTTGTGTTTTTGTCC
TTTTGTTTGTATTAACCACTAGTTACCAACAATCGACAGGGACCAAAGAGACATTTGCTA
TCTACTGAACAAAAAAATGACAGCATTACCTGTAAATACATTCATCTGTATCATTATTTT
TTAAAATACGACTTATGTGTTCATACCTTGTCTCTAGACGCCTTTATTTTTTCTTTTTTT
GTGTGCCTGTATTGGTTTTTGTGTCACTAGTCACTTTATAACTGCAGCCATTTAGATGTC
AAGATGTTTTCAAAATTCTCTCCTTTAGAGATTTTGTGTGTTTTATTAAGATAAACTGCA
GCCAGTTTTTTCTTCATAATTTAGAAATGACAAATTCTTCATGTTCGGATGATTTATTAC
CCATAATTCACCAGAGCGGAGGCGCTTCAAATAACCCCAGCCTTAGAACTAAAAGTAAAA
ATCTGACAAAGCTGCTTAATAAATAAAAAAAAAACAACAAAAAACAAAACGTATTT
>CL1349Contig1
CCGCGGNCCGTTTTTTTTTTTTTTTTTTAGGTTGAGAATTTTTTTTATTATCAAAAGTCA
CAAAAGTTATTGGATTTTATGTACATCATGGAAAAGAATGAGGGGGTGTACTTCATGTTT
CCACCGTTCCCTCTTTGACTATGGCCATTGCCAAGTTTCTTGATAGCGCGAGTCTCAGGA
GCTCCACTTTGGTCAACTCTACATCTTCCTCCTGCATGGATTTGTCCGAGTCTGAAGATG
GAGTGTTCAGTGAGGAAGTGAGCTCCTCTAAACAGAACATCAACTCATAGGTTTGGTCCG
CTGAGAAGATCACCTCTTTCTGCTCCAGCAGAGGCAGCGCATCAGTCAGCAAGGTCATCC
AGAAGCTCCGAGGAGCAATCTTGGCCGTCATGAGGGAGAGGAGCAGCTTTGCAGCCTCCT
TGAAGCGCTTCTCCCCGTAAAGCTTGTGAAACTCGCGGTACTTCCCAAGAAAAGTCAGCC
TGTCGCTTAGCAGCATGGCTGGACCCAAGTTGTCGATCAAATCCAGATCAGAAAAGGTCC
CTTTGGCGCAGTAATCCTGTAAAAATCTTTCAGAGATGAGGGTGGCAAACGCTGCATCTT
TGGCTCTGATGCTCCAGGAAAGGGCGGAGCCAAGTCTGTTGTTTCTTAAGGCCCTCATGG
CCATGATTTTACAGATACTCCGTACTTGCTCCGACATCTGCCTCTGTTCACAAATGCGGA
GGACCTTCAGTGCTTTCCGCTCCGTGTCTAAGGGAACGCGCTCAATCTGGAGCTCAAGGT
AGACACGACCAAACTCGAGGCAGTGATCGAAGTAATCCACAGCCAACTGCCACAGACTGT
GATGAGTGAAGAGGCCAGAGGCATATTCCAACAGGAGGAATTCTCTTAAATTGGAACCAA
AGTGTAGATTGTGAGACTGGAGGAGTTTGCAGTGATCCAGCAGGTCTGTCAGATGAGCCA
CAAACCACCAGTTGTTGAGAGCGATGCTGCAGTCCTTAATAACTTGATGGATGTCAAACT
CAAAGGCAGCCAGCAAGATGCTGTCCAGAGGTTCTGGTGCGCTCCTTGAGTCCAGAAACA
TGGTCATACACGACTGTGCATAGTAGTGCAACTCAGTGGGCTTTACCCTCGTGCCG
>CL1350Contig1
TAATGACATTTTATTTNAAAATGAAAATTGAAGGAATGCTTTAGGGTTTTGGTCAGACTT
GATATACAAAATGAGTTGTTTTCATCGTTACTTTTCTGCAACATACAAAGAAAAAGAAAA
ATACTTTTGGTCATTCCAACCGACTGTCCTCGTCATGTTTCAGCAGTCAACATGCAGGGG
ATAACCGAATGACACAAACATCTGTAGAAAAGCACACTACCAAAGAAACAGTACTGAACA
GAATTGTATGTCTTTTCATCTGATTGCAGATTTGAGCGCACAAGTTAGCAAATTGTCCTT
CAGAATTGTCCAGCAGGATGTGTTATTTAGGCACCGATAGACAGTCGGACAAAAGGCCCG
CCTCGTCGCAGGCAGAGTGGACTACAATACAAAATGTTGAGCATTTAAAAAGTACAGGAC
AATACAAATTTTTTGGCCAATAAATATAGAAAAACAAAGCACTCATTCATGGTAAAAAAT
ATCAAATCGGATAGTTTCAAGTGTTGCACTGCAAGTACCACGTCCCCTGGCTTTCCACTC
ACTCCTGACAGTGTTGATCATGCTCAGCATGGCACACGAGTGTGTGTGTGTGTGTGTGTG
TAGGCCTACGAATCTCAGATCAGGCAGAAGACCATTCTCTGTCCCGATTTTTTTAAAAGG
CACAGTTGTTACTTTCAGCACTGTCCATATCATACAAGTGCACATTGTGTGTCAGACATA
AATGAAACATTGTGAAATTTAAATGAGAGAAAACAAAACGTTTATGGTGTATGTGCCAAC
ATATCCAGTGTCTTTTCCCCGAGAAAGAGAAAACTTCACCTCTTTGACTTAATTTGTAAC
CACCCAATCTAGCACAATTTGAGAAATTAACTATATTTGTTTTTTAGTAAAAACATGTAA
AACAGCCTTATTTAAAAGAACAAAACGGGAAAAAAGGCTACAGTAAGGTTTCCTTGTGCT
GAATGTGATCCTCAACCGGTAAATGTACNGGAACTATCAACCATTCCACAGNTGGTTTGC
ATAGGGGAACCATGCTCACTGTTAAAAATAGATTTCCTTACAAAAAGAAATCNCTGAATG
TATAAAACCCGGGGGNGCCGATGTTTTTTTATAGTTGCTTAAAAGGCACAAAAAAAAAAT
GAAAGCAAAGTCCAAAAGTCAAGTTAGGGCAGGCAGGTTTTTGCTTTGGCAAAAAACAAA
CCCCACCTTGATGTTCACACAGAGGAGTGAATGTCTGGGATTGCTTTGGCTATCATTTAC
CACTTTTGTTTGTAGTGCTTTCAGAAGGTGGCAGCCCAACTTTGCTGGGTTTTTCCGAGG
CTGGAATATCTTCACCCACACGCCAGTACGTTTTTGGAAACGGTAGCATCTGCTCTGAAC
AAACACGAAGAGGCTCCGACGGCAGCCGAGCGGGTGAAGGTGAAGCTATTGTCCGCGGAG
CTGGTCCAGCTGAGCCTCGTGCCGA
>CL1351Contig1
TTTGTTTATTNCAGAATTAGGATTGATTTNAGAAGATTTNAGAATTTGGATAAAGTTTTG



TATATTTGTGTTACGGAAACACAGCTAGTGATGTCATTTTTTTACTGTGTGAGAAGATGA
AGCTTATATCAAAGAAGAGAAGATGATTATGGTTCTCAAACCAACTAAAACCTGGAAATA
TCTAGACTAGATAAAACTGATCAATAGTTTCGTTGGGGCTCCATGACAAATGCAGAGATG
CTGCTGGCGACCCTAAATAAATTCCAACCGCTCTTTTGACTTTTTCTGATGGGAATCTAG
TTTGGTTGTCGACTTTATTTTTAAATTGAACAACAAAGCAGTGAATGGATTAAGGTCAAA
GGACAAAAAGCAAAAAGTAACTAACAATGTAAACAATTATACTAAAGGTTTAAGCATCAT
TGCGATGTGATTCCTTATCCATAAATTGTATTCATATAGTTCTGATTTTTTCACTGTAGT
GACAGTACGTCATTGAGTTTGAGCTGGATCAAGCTTTCACATGGACATTTGCCAGCGCCT
CACTTGAACCGATGTGATTGGAGGCCACGCATTTGTACGTCCCACTAAGGCCCGGTTTGA
CGTTGGGTATCAGCAGCTTTCCGTCTTTGGTGGTCTGTGCCGCGGCCGGTAAGCCCGCCC
TGCCCACTCGACTCCAGGTGAACTGGATGGGATGGGAGCCGTGAGCAAGGCACTGCAGGT
GCAGGGGGTCTCCGGCCTGCAGCTTCACCTGGTCGGGCAGGCAGGTGGCGTAGGGGGGGG
TTTCCACCTCCATCTGAGCGTACGCCTCGCTGTAGCCGTGCACGTTGGTGGCATTGCAGA
TGTATTGTCCTGAGTCCTGGCGCCCCACGCTTTCCAGGGTCAGAACGCCGTTCTCGTCTT
TGCTTTTCCATGGAAGAGGAGCTCGGAGCTTCGACCACGTGATGAGAGGAGGAGGAGAAC
CTCTCGCCCGACACTCCATGGACACAGTCTGTCCTTCAACGGCGGTTATTTCTTCGGGGG
TCACTGAGGCCACCGGTGCTCCAGGCTCTTCCTCAACAATGACCTCGATCTTTGCCTCCG
ACACCCCCTCGCTGTTCTCAGCCTGGCAGACGTACACCCCCAGATCCTCGGAACGGATTG
CTGGCCACTGAATGGTGTTGACATCGTCGGTGTCCGTGGTGAACAGCTGTAGGGTTGAGC
CCTGCCGTCTCCAGGTCAGTTTGGGACGCGGCCTGCCCGTCGCTCGGCATTGCACCGACA
CGGCGTCACCTACCCTCACCAGTAACGGCCCCGCTGGTGTCAGGCGAAGCTTCGGGGGAT
GTTTGACATTCAGCACTGCAGAGGCGGCGCCGCGACCCGCAGAGCTGACTGCCACACAGC
GGTACTGGCCCTGGTTCAGGGGTCGGGCATTGGAGACCGTGAGAACAGAGCCTTCAGGAC
CAACCTTGATGTTATCTGCCAGTGCTTGGTTGTTGGCTCTGGTCCACTCCAGGTTGACGG
GCTGCACGCTGCTTCTCACCTGGCACCTGAAGCTGACGGTCTCTCCTTGTCTCACAGTGG
CAGCTTTGGGCTCCACAAAGACGACGGGAGCCTGGGCAGACACTGCACATATTACAGAGA
ACAGGAGCAGAGCAGATAAATCCATGGTTGAGGCAAAGCGCTTTCTCTGCTGCGTCCGTC
CTTTCGGCC
>CL1352Contig1
TTCGGCACGAGGGTGGACCTTTCTAAGNATCGGGAAGCAGACTTTTGAAGTGGAAACGTT
TAAGCCTTTCATTGTGGAGATTGTTGATTCAGTGGAAGCCTACGCTGAGATGCTAAGGGA
CATTTTTGACTTTCCTGCACTAAAGAATCTTCTCTCCGGGCCCAATCACATCAATGTCCG
TCTGGATGCTATGCATGGAGTGGTCGGTCCTTACATCAGGAAGATCGTCTGTGAAGAGCT
GGGCTCTCCTGCCAACTCGGCCGTCAACTGTGTACCACAGGAGGACTTTGGGGGCCACCA
CCCGGACCCCAATTTGACCTACGCTGCTGATTTGGTCAACACCATGAAAAGTGGAGAGTA
TGACTTTGGAGCTGCCTTTGATGGTGACGGTGACCGAAACATGGTACTGGGTAAACATGG
CTTCTTTGTGAACCCCTCTGACTCTGTAGCCGCCATTGCTGCCAACATAACCAGCATTCC
TTACTTTAAGAAGACCGGTGTCAAAGGCCTGGCCCGCAGTATGCCCACAAGTGGGGCTTT
GGACAATGTGGCTAAAGCTCTGCAGATGGAGCTCTATGAAACTCCAACCGGCTGGAAATT
CTTTGGCAATTTGATGGATGCTGGAAAACTTTCACTGTGTGGAGAGGAGAGCTTCGGCAC
TGGCTCGGATCACATTCGGGAGAAGGACGGCTTGTGGGCGGTGCTTGCATGGCTGTCCAT
CTTAGCCACCAGGAAACAGAGCGTGGAGGAGATCATGAAGAATCACTGGCAGACGTTTGG
CAGAAACTTTTTTACCAGGTACGACTACGAGGAGGTCGACTCGGATGCTGCTAACAAGAT
GATAAAGGATCTGGAGGCACAAATGTTTGAACCATCCTTTGTAGGAAAGACATTCTCATC
AGGGGACAAGAGTTATGTGGTGGCTGTAGCTGACAACTTTGCCTACACAGACCCAGTAGA
TGGCAGTGTGTCCAAAAACCAGGGCCTCCGGATCATCTTCTCTGATGGTTCTAGGATTAT
TTTCCGTCTCAGCGGCACAGGCAGTGCTGGAGCCACCATCAGGCTCTACATAGACAGCTA
TGAAAAGGATCCCCAGAAGATTTACCAGGACCCGCAGGTGATGCTGGCGCCGCTGGTGGA
CATCGCCCTCAAGGTCTCGCAGCTTCACGAGAGAACGGGACGCACCGGGCCGACTGTGAT
CACATGATTCCTCTGCCTCAACACAAGCGCTCACAATTAGCAACATGATACCTTTGCTTC
AACAGAGGTGAAGCTGCCCCCCCCCCATTTTGTGCTATTTTGCCCGCTGTTATTAAATTG
GATAAAAATGGAAAATGTGTGTTATGCAAGGGAATAGTTTAGGTCTTCTGATTTTGCTCA
GAGTTAATCACTGCCATCCTGTAGCACCAGACTGTAGGGAGCTTTTTAAGATACACGACA
GGTCTCATAAATTCTTTTAGGTGTCAGAAAAGTTGTGAAAGTTTGATGTTTTTGTCTCTG
TAGCAGCACGTTTGTCCTTGTGTGTAACCTCCTAAAACTAGTTGATTTGCTTCACATCTT
GTAACGCTGGCACTGCTGAACCGAGGGGAAAGCAGTGACTCTGGGCAGCATGTTTCCCTC
CACCCCTCTCCCTGGTGCCTTCCCCTCTGATGAATAATTCTAGGTTACTGAAAACGCCTC
TCAGCCTGAACCATAACTGAAGTCACAAAAATAAAAATAA
>CL1353Contig1
GGCACGAGGTTGAAATTGAAAACTTTTATTGATTTGGTTTTCTAAGGGAATCATCAGTGA
TGTTTCACTGCAAATAAGATTTGTTGCAAATATGTATTCACATCACACTGACATATCTAA
TCCATCAATTTAATCTGGTTTGATGACAGAATTAGTAATTTGTAATGCAAACCTGAACAA
CAAAACAACGGAATTACTTCTATAATATTCACTGCACAATGCAATCAGTTGTGGCTCAGA
AGATGGGAACACATCAAAGCAATGTGATTGAGGGCTTGTTTAAAGCTAGAACATTAGTTT



AGTGGAGCAGGCCGATACATTAAAACTGAAAGCACATGAGATTTTCCACAATGTCAAACA
AACAGAGCCAAGTCAATTAAAGGTGGAGACATCTATGTGAAACAGGATTGTCACAAATCT
GCAGAAATGAGAAGCAGGTGAGATACACTGAGGACTTACATTCGTACTGTGTTCAGAAAG
TGTCTCTCCTTGAAGAGTTACAAAACTACAATCCCTCGGACAGTTTGAGGAAAGTACAAA
AGTCTTTGTGAAGAAAGGAAATGGCCCGCGCCTCTTTCCCGTTTATCGGCAAGTTGCTAC
AAAAAGACAGGTTATAGTAAAATTACACTAAATGTCCCAAGTAACGCCCACGTTTGCTGA
GGCAAACGTGACAGAAGCTTAATCTAGAGGAGCTCAGGGTTCTGGTTCACAGTTGTCCAA
GAAATGTTAGCGTCATAGATCTCAAGAGGAGTTCAACTGAAAACATAATGCAGGCAAAAC
AGCTTTGCACAAACCAAAACATCCACTGAGGGTCAAATCTGTTCGACCAGCCGGTCTTCA
CTCCACAGAGAAGGAAGGTGGCTTTTTCCCCTCATCCCAGCTCTTAAATTAACCAAATGG
AATCCCATCTTTTAACAAAAAATCCTCTTCATTGGTTTTCTCCATCCCTTTGGGTGTCTG
GGAGCTTTTATTTGCGTGGTTCCAACTACATTCATGCTTGTGCTGCAGGCGTTTCTCTGA
TGGTTGACCGGTTATAGGCACTAATTCTGGTTTCTGCGTTCACCGCCGTCGCCTGGTGTC
TGCTGACGGCACTTCCTGAGCATTCCACGCCAACCAGCTTTGTTGACTTTCACATTTTCC
TCCTGCCTTTTGCCTGGTTGTTGGACTGATGCAACAACCC
>CL1354Contig1
TTTTTTTTTTCTTTGAACCACAGAAACTTTATTTGTAACGTTGGACCTGAACATCAAACT
GAAGTGGATCACACACAAACACGTTTCAGACTCGTTTATTAAAGATCAAAGCAAAAAAAA
GGAAACTTCTCAGTCCCTGGCCACCAATCAGATGATGCTTACCTTCAACACCTGAGACTC
AAACTGCAGCGATGCCACGCTCCGCATTCAACCAGCGTTAGACCACAGGTACCAAAAATA
CTTTAATTTATAAATTAAATCATTTACAGCTTTGAGCAAACGAAACATTTCTTCACAGAA
ACAGCGGCTCTGAAACGGCCACACGATCAAATACCAAAATGTATTCAAGTGCTAAAAGGC
CTTCGCCCCCACAGGACGATGGCGAGCAGCAGCAGCAGGTCACGCTGGATCTTCTGACGG
CACAGAGTCCACCACGGCCTCGGGAGCCCCGCCAACCGTCTCCTCAGAACAGGACGGTTC
ACAATCCGTTTCCTGTGGAGGCTCCACTTCCTGTTTCACGGATGTTGCCTCCAATGCACA
GGAAGTGGACTCCTGCTCTGTTTTAAAAGCCCCGAGCGGGTGTTCGGTCATCAGCTTGCT
GGGAGAAGGCGTGGCATCGAGGTACGACGACTTTTTGTAATCTTCAAAGCAGGATGGGTG
AAAGTTCTTCTCATCCACTTTAATGGCGTTTTTCAAGAACCAGTCCTCCTCTTCCTCCAC
CCAGTACGTCTCAAAGGGTTCCTGACAGATCTCACACGACTCTCCCACCTGGTCCTTGGT
GGCTCTCACACTCTGAAACTCCTTCTCCTTGGCCGCTGCTTGGGTCTTCTGCACCACCTC
CTCATTCTCCTTCTCAAAGAAATGACTCTTGGCTCGCTCCTCCAGGTCAGCGATCTCCTC
AAACTCGATCCAATCCGTCAGAGTGTAGTACCAGCGCCGATGCGTCACCTTCTTGCTCGC
CTGCTTGTCGGCGTGGTTCTGCCGGAAGTGCCAGTCCAGGTGGTCGGCGTACAAGTCGGT
CTGCGTGGCAGAGAAGCGCATGCTGCAAAGGCAGCACTGGTTCCCCGTGTACAGCTTGGT
TACCACGCTCTCGTACCGCAGCTTCATGTGATCGATGCTGAAGCCGGTAAGGTCCGGGAT
GTCGTTCTCTTCAACCTCCTGGTCTTCCTCCTCCTCGGGCTCAGGTGCGGCAGGGGGGGC
CACAGCTGCAGGCTCACCGCTGCTGGCGGGGAGGGCGGGGTCCGGCTGCGACGGCTTGAT
GATGCCAGTGGAGATGAGTTTGCTCAGGAGAGACTCGACGTCAACCTGACCGAAGTGCTC
CCCGCTGGCGGCCGCCTGAGGGAATTGCGGCTCAAACGACACCTGGTTTGGGGGCAGGAA
GGGGGCGTTCATGCTCGCCATCACCGGCTGCTGCATGTTGATGTTGGGGGCCGGAGGGTT
GTAGAAGGACCCGGGGCCCGGCTGGCCGATGTGCGGGTTGAAGTTTCCGGTCG
>CL1355Contig1
TTTTTTTTTTGCCATCACAGGTTTATTAAGTGACTTTGTACATTACAAATGAAAAATAAA
ATTAAAAATACAGATGGAGTAACACAGCCAAAGCAAAAATGTGTTGTTGACTCTTCCTTT
CCACTGATCCGCGTTTTTCCAAACACTTTCAGAAACTATTTTTTTCTAAACATGAAGATG
CTGCCAAGTCTGAGTTTTTTTTTCTCCAAACATACAAAAGAAGTCAGTACTTCAGCTGGT
TTGGTAAATATATTTATATATATATATAAAAATAAACTAAAGTGAAGTATAACACTTATG
ACATAAATGGTGATCCGATGCTAGTGGAAAGAGCTAGAAAAACAGAGGAAAGTTTCAGAA
CAGAAAAAGGAGTATACAAAAAAAAGGGGGGCGGGGTCGTTTCAGGGTTTCTCTTTATTG
GATGTGAGGAGGGCGGCAGGAAAACTGAAGGCCTTCTCTCTGACACACCAGCTCACGTTC
AAACACTGACGCTGTCGTCTTTCGGTAAACGTTGACATTGCACCAAAAACTGATTGTACA
ATAGTTTTGTCTCATCGTGCCCAAAGCCACCCTGTGGGAGGGGGGGGGCAGCAGCAGTAG
CTGGAAGGTTGAGGACAGTATTCAGTTATAACAGTAACAACAACAATAATAATAATAACA
TCAAGAATAATTAAAATATAAGTTTGGCTTTTCTAAAAGTGGGTTATTTTTCCTTTCGTT
AGGGTAAACATTTTTTGATGATGAGTCCCGTTGCAGGGATGGAATCCTCCCCAGTCAAAC
TGCCCCCGGCCATAATTN
>CL1356Contig1
TTTTTTTTTTATACTTTACCTTCCTATTACTTTATTGATATATTGGACAGAAAAACATAA
AAACCACATTCATAGTTGATTTCCCTCAGCAACGGTTTGCTCCAAATGTTGCTTTGAAAT
GCAGATGATGAGAAGAATGAGTTGACTGCACGACAGCGCAGAACTCTGCAGAAGAGTTGA
ACAAGGGCCAGGACTCTTGCTCACAGGTTCTAACAGCAGTGACCGATGCAGAGCGCCGAC
GGAACCCAGCACCACATCTGCACGGCTGCGCCTGGTTGGCTGCGGAGCAGGAGGTCAACG
GGGAGCTGCAGGCGGAAGAACGAGTCTTCACATCAAAAGGGGTTAGTTCCCCATCACGAC
ACACCTGACGAAGAGGACAACTCGTCAAAATCCAGACTGGAGTACAAGGACCAGGAGGAG



AAAAGGGGGTTTCCAGTCACGATTGTAAACAGGTGGGTTCATGATGGTGTCCACCTCGCA
CTGTACACAGAGGATGCAGCATCTGGGTTGCCATGGTAACGCAGAAGTACTGAATGTGTG
GTTGCTGGACGCTGGGTCTTGCGTCAACATGTCATGCTGGTGAGAACAGAAGGCACTGCG
GTGTCTGATTGGCAGAGATCAGTCTGAGCCCTCTCTGACAGCTGAGGGGGGAGGGGGCAA
CCCTTTTCCCTCCACCCCCCACCCCCCCCACTCANTCNNCTTTATCTTTCCTCTTGNNNN
TNAACNNANCTTTNCTGNNTCCTCNTGNCNAANTCCTGCNNNCCNNNNNATCCNCTANTT
CTNNANNNNNCNCCNCCNNNNNNNANCTCCNNCTTTTNTTCCCTTT
>CL1357Contig1
TTCTGCTGCAGTGCCAATTTAAGGCGGACTTTATTTCAAGTAGAGTCAGAATGAATAACA
TTGGATTCTTATTTCTAACTAGCTGACAGCTCCTTAAGATTCTAAGGGTTCTGCTTCTGC
TCTGATTTGCTCCAACAGTGAGTGGCAGATTGGTTTTCCGGGTGGGTCTCGGCATTCTGA
GAATTATCCTATGAATGACCTTGATGGTTGACCTTTAACCCCAAGTCCTCTCACCCTGAA
GGTGTTACCCGCCAGAGGCTGCTGGCTCTTCTCTGATTGGTCGAGGCCCAGACTGGCTGA
GGTCACAAACAGGTCAGAAAAGTCTGGACCTCCAAAACAGCAGGAAGTGACCTTTGTCAC
TGGCAGAGAGACAGTCTGCAGCTGCACACCAGTGGTGGGATCGATGTGGATCACTCTTCC
TCCGTTGTAACAAGCTACCCAGAGGCGGCCGTCAACATCAGTGGTCATGCCGTCAGGAAG
CCCCTCCCCCTCCTTCATGCGATACACCACACGCCGGTTCGCTGTCTCCACAGACTGGAT
CTGGTTGCTGGTTGAACTCCAGCGGTGGATCTTCTCTCCTGCGATGTCGACAAACAGCAG
CGTCTGCTCTGACTCCTCCCACACAGGCCCTTCTCCAATGAGAGCGGGCGTCTTGACCAC
GGACTCCACCGTCACGGACGACATGTTCACCTGTCCTCTGGAGGATCGCTTGTTACTGTG
GAAACACTCTGGAAACTTCCCCTC
>CL1357Contig2
ATTTAAGGCGGACTTTATTTAAGTGAGTNGAATGAATAACATTGGATTCTTATTTCTAAC
TAGCTGACAGCTCCTTAAGATTCTAAGGGTTCTGCTTCTGCTCTGATTTGCTCCAACAGT
GAGTGGCAGATTGGTTTTCCGGGTGGGTCTCGGCATTCTGAGAATTATCCTATGAATGAC
CTTGATGGTTGACCTTTAACCCCAAGTCCTCTCACCCTGAAGGTGTTACCCGCCAGAGGC
TGCTGGCTCTTCTCTGATTGGTCGAGGCCCAGACTGGCTGAGGTCACAAACAGGTCAGAA
AAGTCTGGACCTCCAAAACAGCAGGAAGTGACCTTTGTCACTGGCAGAGAGACAGTCTGC
AGCTGCACACCAGTGGTGGGATCGATGTGGATCACTCTTCCTCCGTTGTAACAAGCTACC
CAGAGGCGGCCGTCAACATCAGTGGTCATGCCGTCAGGAAGCCCCTCCCCCTCCTTCATG
CGATACACCACACGCCGGTTCGCCAGAGATCCACTGGTCGGCTCGTAGTCAAAGGCATCA
ACGGTCAGAGACAAACTGTCAATGTAGAAGAAGGTTCTTTGATCCAGAGACCACTCCAGC
CCGTTGGAGATGTCCACCTGGCTCAGGAGCCTGGTCACTGCAAGGTCAGAGTTCACAGAG
TACAGAGATCCTTGTTTCCTCTCAATCTGGCCGTGCGGACTCTCCTTCGCCATCGTACCT
GCCAGCAGCCGTCCAAATGGATCAACTTTGCCATCGTTGAGTCTTGTGTTGAGTTTGTCT
TCATCAACTTTAGCTAGAGGTGTCATCATCTGAGAGGACCAATCAACAGCCAGGATGCTG
CGGCCAACACCAGCGACGTAGCCGCCTGACTCACGAGGAACTACAAAGCCCACCGTGTCA
CCTGTCTCCACAGACTGGATCTGGTTGCTGGTTGAACTCCAGCGGTGGATCTTCTCTCCT
GCGATGTCGACAAACAGCAGCGTCTGCTCTGACTCCTCCCACACAGGCCCTTCTCCAATG
AGAGCGGGCGTCTTGACCACGGACTCCACCGTCACGGACGACATGTTCACCTGTCCTCTG
GAGGATCGCTTGTTACTGTGGAAACACTCTGGAAACTTCCTCGCGAACGCAGCACGTGAG
AGAAAGCTCCA
>CL1358Contig1
TCTCCCCGTGGCCCGGGACCACTCTGAACCTGCTGAAGTTTCCCATCATCAACCCAACGC
CGTACAGGATGTTCAGGCGGCAGAAGCGCTTGAAGGAGGCGGAGCAGCAGATGGAGAACG
AGCTAACCCCACTCGAGCTGAAGAGGCTGCAGCACTTGAGCCGGCAGGGGTACCTAGTGG
GTCGAGTGGGGCGGACTTTCCGATCCGATGGACCCAAAAGAGACGAGATTGAGTTTGATC
CAGACAGTTTGGCGTTTGGAGAAGACGAGGAGCCGGCAGAGACAACTGTGCACCAGTCAC
ATGACGAGCTCAGTTACAACGAGCTGAAGGACGCCCACTGGCTGTACGACACGCCGGGGA
TCATCAAAGAACACGATATCCTCCAGCTGCTGCAGGGAGAAGGAAGTCCAGCTGGTGGTT
CCGACTCCGGGCCGTGGTCCCGAGGACCTTCGTGTTGCAGCCCGGCATGTCTCTTTTTGT
GGGAGCTTTGTTCAGGATAGACTTCCTGCAGGGGGGAGAAGTCCTGCTGGTTTTCCATCA
TGGCTTCCAATTTGGTTCCAGTCCACGTCACCAGTCTAGATAAAGCTGACAGCATTTATG
AGAAACATGCAGGACACGTCCTGCTGGGGGTTCCAACAGGGGGGTCAGAGCGGATGAAAG
CGTTTCCAGCGCTCGTTCATCAGGATTTCTCCGTAGAGGGTGGAGGTTACCTGGAAGCTG
CCGTGGACGTCAAACTGTCCTCAGCAGGTTGGGTGGCTGTGACGGCGGTGGAGGGACAGC
AGCTGCAGCTCAGGGTTCACGGGCCGCCGGGCGCTGGTCTCGGTCTGCGGACGCCACCGC
TGCTCCCTCATGTTGTGAATCTGAAGGGGGAACGGATCCGAAAATCGCCCACCTACAAAA
CCATAAAGGTTTCGGGACTTCTGACCAGCGGACTGTCAGCCACAGGTGCTGAGCGGCTGC
AGGTGAAGAAAAAGAAGTGACCCCAGGCACCTGCAGGAGGGTGTAGCTCCGCCTCCAACA
CCTGACAAATGTGAGCAGCAGCTGCTCTGATTAGTGGAATGTTTTTAAGTTCATGAGATT
TTGTAGATGAATTTATTGGTACATTTTGCTGTCAGTCTGATTAAAGACGTCTGGAATGAA
AGGATTTGTCAAACTTTATTGAGAAAGCAGTCAGAGATGGAGAGCTCAGAA
>CL1358Contig2



TTTGTCAACTTTATTGAGAAAGCAGTCAGAGATGGAGAGCTGCAGAATAAAGCTGTTAGT
TTGAAGTGAAGAAAAGTCTTTCCGCTTCATCAAAACCATGAAGCAGTTTCACGAACAAGC
CTGGGGGGGAGGGGGGTATTGCACTGAAATATTTACACACCTGAAACATTGGGGCCAGAA
TCTAGACTTGTTCACTTGACAGTCTGGAGAGGTTCAGCTGCAACCTTCAGACCACACAGC
TGATTGTCAAAGGCACTAAAGGTCAAACAGCATCCGGTTCCCATGGAAACACGTGAAAGA
CCCACAAACTGCTGGATGAAATGAATTTTTAGGGCATGGTTACCAGGGTAACAACAGCTG
ATGTGATGTAGTGTTGCAGGCGTGGTGAGACCTGCAGGACTGGTTAAAACCTGAGAGTTT
CTGCTTGAACTGATCTTGATTTGATGCTGAGAAACCAGAAGTCCTCCTCTGGTCTTTTGG
CTGCAGCAGACTGGATCAGTTCATGAGCTGAGCTGAAAACTGGTTCTTGATCAGAAGAAT
TGATTCCTGATCGTGAATTGGAATTGACGTCTTCAGTTTCTACTAAAGAGCCTTAATACA
TAGACTACAGTGAAGCAGCCGCAAGCCTCGAAGGTGAAAATCATTTGAACAAAGGGAATT
GTCTTCAGTTGATCGGCCAATCCGTTTCCGTGGAAACCTCTCACTTCTGAGTGCTGGCGG
CCCCATCCATATAGTAGACATTGACGAGGTGGCGGTTCAGGTGGCGCCTGTACTCCCCCT
CTTGCATGAAGGTGCGGTCACAGAAGATGCACAGGTGGCTCTTGAGCTCTGCTGGCGTTG
GAACCTCTTCTGTGGGCGTTTCAGGGTCGTTGGTCATCTTGCCTAATCTGGCGCCAGCCC
CGTTGAGGCCAGAGTCGTCACTTCCCTCTGACGCGCTGTCACTGATGTCACTTCCTGCCT
CCTGGCAGCTGTGGATGCCCTCATCATCCTCAGCATCAGCAGGTCTGCTGCGCTGGCCTG
GAAGCAGTGGAGGCAGCGTGGGTTTGACAAAGGTTGGAGGGTGCTGGTCTTCAGCCCGAC
TGGCAGCAGGTTCTCCNGGAGTGGTGCTGCAAGAATCTGCGCATTCTTCAGTGGAGGATC
CTGCAGGACTGTCTCTTGTGGGCTGAGTGGACGTCTCTGGAGCCTCTGAGGATGGGACTG
GGTCGGCTATCTGACGCTCTGTTGGAGCTTTCTTGCTGGACTTTCTAGTCTTGGCAGCCA
GAGTTCTAATGGATCTGTCGGTTGGGCTGGACTCTGCCTGTTGAGGAGACTTGGTCGGCA
GCTTTTCAGCGGCAGGAGCTTTCAAACGTCTGGTCTTGGAGGACCTTTGGGAAAGATCCA
GAGCTTCAGCTGCTCTTCTCTTGGTGGGTTTGACCTTGACCACCTTTGGTTTGGATTTTT
TTGCAGGAGTCGTGGGTTTCTCTGTGGCTTCCTTGATATGATCTGGTTTCTTCTCAGACT
TCCTGGATCCACACTTCCTGGGTTTAGAGCTGTCCCTTCTCTGAGGTACCTTCTCCTTGT
CAGGCCTGACCTTTTGGTCCTTAACATGTGCTTCTTGTGACATTTGCTGTTGACAGGCTT
CCCCTGCTCTGTGTTTCTCAGGCGGGGGTTCCTCTGCTTGGTCCTGGTCCGTCTTTTTCA
CTGCTTGCACCTTCTTGACTCGTTTCTTCACCTTGTTGTCTGTTGTCACAGGCGTAGTCT
CTCCCTCAGGAACCTTCTTCTGTCTCATTGAGATCTTTTTCTCCTGCTCTTTCACTTTCT
GTGGTTTCTCTTCCTCAGACATGAGTCTAGGTTTCTTTGCAGACTTGTCGGTAGTTTCGG
TCCCTCCTGGTGGGTTGGTCCTGCTGCTCTTCTTGATGGACAGATTTATGGGGCTGGAGT
GGTCGTCCTCGTCCTCCATGTCCTCCTCAAAGCTGGACGAACCATCGGACTTGCTTGCTT
TAGAGTTCTCCTCTGCACCGTCAGTACTGGGCTTCTTGATGCGCAGTTTGACTTTGGAGA
CGTCCAGCTCCACGCTGCAGCCCGAGTGTCTGGACTTGATGTGGTACTGTAGGTTGCACT
TCTTGGAGGCGGCGTACTTGCAGAGCGGGCAGAGGAACTGCCGAGGGTTCAGGTGAAGCT
CCACGTGCTTCTTGAAGTTGCTGCGGTCAGCCGTCTTGTACTCGCAGTAGGGGCAGGACA
GCGGTTTGGGGCCGTTGTGCACCTGGCGGGCGTGCCGGGTCACTTCGTGCTGGTTAGCTG
CCAGGTAGGGGCAACTCTCGCACTTGAAGGGACGCTCACCTGANTGAGTCCTCATGTGTC
GGGTCAGGTGTGTCTT
>CL1359Contig1
CGGAGTCGCGGTCCTCCTTCCTCACCAGAATGATGATGAAGGCGGTGACCATTCCTTTCC
CTGTGCCGGCTGTTTGGGCTTCCCGGTGGACGACGTCAGACAAGCGCGGCAGCAGATGAG
GGTCGAGCTGCCGTATCGTTACATTGTCTACAGTGTGGTGGGCTTCAGTTGTGTCTTCTT
TGTGCCTCAACTCTTTAGCATCTTCAACCTAGCATAAATCATGTCTTCCTGAAGACATGA
TTTATGCTAGGATTTCCAAGACTGTGTCTTGGAAACATGCTACCACTTTTGATAAACAGA
GACAGTTTAGTTTTTGCATGATCACAGTGGAATCAGACGTTAAACGAGATGCATCAATCT
CTGTATTTTCTTTGCCAAAGCTGGCCCAGTTTCAGAAAACAGTTTGACAACAACTTCTGC
AAATACAGAAGTGCTGTTATTAAAACACTAAAGTATCATGTATTAGTGCAGGACAGAACG
GCACCATGCCGATGTTCTTCTATGGTTTGTTTTATCAGCTTGTCTGCATTAGAAAAGAAG
ATTCCAGTTGTATCAGGAAAGGAAGAATGTGCAGGATTTTCATGTGGAAAAGACAACATG
GCAGTTAAGGTGTTATCTGTCCAAGCTTTTGAAAAAAAATAATCATGTTTTATTTACTTC
AGGTGCAAAATAGTAGGAAAGGAAACGTTTATTTTAATAGGAAAAAAACGGTCAAACGGA
CGCTGCATCTCAAACTCTACAGACCTCAGCCAGCAGGTGAATCCAACTAATGCATGTTTG
GAAGCTTCTCAAAANACACATTTTACTCTGTAAAGTTGCATCTTAGCATTTCTGAAACAT
CAAAACCAAACTTAACAGAGAAAGACAAAACCTGGATCCCATTTGCAGTGATGTTCTGTG
ATTTGTTTTGCACANACNGGGACCTGGANAGGTTGCAGTCTCGGATTTGAGGTTCGCCGT
TTAAACCAAAGTAATGTTTGTGTCAAATGTGAGGCTCGATGTGGGTCAATAGATCCACTA
GTTACCNCAGAGGGTNTAAAAACTAAACTTTTACAAATACAAAAGCATTGCTTGAACTTA
TCAACGGAACTTTTNTGTTCACCAAAATAAACTTTTTGGTTAGATTTNTTTGCTACAAGT
AACAGATTGTATAACCACTTATNTTCTTTCATATGTATTAAAACAATCAGGTGTATTTTA
AAAAAAATTGGCCTAACAGATCAGTTATTTTTGTTTTTGTATACACTNAGCATCACTCTG
TNTCCTATCCCACGTTGGCTGCACTNTGAAATTGTATTGTGAACAAAGAGATTTAACAAA
AACAATTATATTTGATAAATTGTTGTTTTGCTTTAATTATTTTCGTTNTAAATTGTTGCT



AGAGATAATATTTAAACNCTGTAAATGAGTTTTTCTTATGAACATTTGTACTCCTGAAAA
CGTACAAGATGTCTGTGATTATAGTGACTGTGTGATTTGTGTTTCAGTATTGATTAATAT
TAAACTCAGAATACCCTTTCTCCTTTTTGGGAGGCCAAAAGTTAAATAAGTCTTTATCAT
TGCTCTGATTTATTGTTATCCTTGTACAAAACATGACAAATATTTTTACTATTTTTTTTT
TCTTCTTGCAAATAAATACCACTTGNGTTATATCATAAAAAAAAAA
>CL1359Contig2
TTCGGCACGAGGCAAGNCTCTGGGCACGGCGGCGGGTGCTGCGCTGGCCTCCCACATGAA
CTATCAGCTGGGTCTGCTGCAAGACCCGCCGCTGTCCTCACTTCCTCTGACTCTGCCGGC
CCTCAGTGCTGGCTTGGTGCTGCGCTCCCTGCTGCGTTTCCTCATCGGAGTCGCCGTCCT
CCTCCTCACCAGAATGATGATGAAGGCGGTGACCATTCCTTTCCTGTGCCGGCTGTTTGG
GTTTCCGGCGGACGAGGTCAGACAAGCGCGGCAGCAGATGAGGGTCGAGCTGCCGTATCG
TTACATTGTCTACAGCGTGGTGGGCTTCAGTTGTGTCTTCTTTGTGCCTCAGCTCTTTAT
CATCTTCAACCTAGCATGAATCATGTCTTCCTGAAGTGCACTGTGTCTTGGAAACATGCT
ACCACTTTTGATAAACAGACAGTTTAGTTTTTGCATGATCACAGTGGAATCAGACGTTAA
ACGAGATGCATCAATCTCTGTATTTTCTTTGCCAAAGCCGGCCCAGTTTCAGAAAACAGT
TTGACAACGACTTCTGCACATACAGAAGTGGTGTTATGAATACACTAAAGTATCATGTAT
TAGTGCAGGACTGAGAACGGCACCCATTCCGATGTTCTTCTATGGTTTGTTTTATCAGCT
TGTCTGCATTGGAAAAGAAGATTCCAGCTGTATCAGGAAAGGAAGAATGTGCAGGATTTT
CATGGGAAAAGGCAACAGGCAGTTAAGGTGTTATCTGNCCAAGC
>CL1360Contig1
TTTTTTTTTTACAAGTACTTATTAATTTATTTACACAATTAAAAAAGCACAGATACAGTG
GCATTACAAATGAGGAGCCAGAGTCCTGGGATGGGAGTGAAAAGAGATTCCCGTGGATCC
ACGGCGTTCCCTCCGCAGGCCGGAGCGTCCTCCAGGGGGAGGTGACAGAGCAACGGTGTT
CTCACATCCAACATCAGTGAGACACACACGTCTATCATCACATTGTTGTTTTCAAGGTGA
AATCTATTCAGGAAAACTACAGACACGGCCTCAGCATGGCGTCTACTGGAATGAGGCGCC
CCCGCCCCCTCTACACGTCAGGCTCCTGCAGCGGCTGCCGAGGACGTGGAACAGAGCAGG
CGATGCATCCTACACACCACAACACAACTACAACCCCCTCAGCTACACAAACCAACCACT
TCATCACACAAAGACATCTCTACTTTAAAGCCCCGCGGGTTCCGGTCCGATCAGGAGATC
CGGCCCAGGAGGCGTCTGCGTCTACAATCGGTCAACAGCTGGGAAGGCTCAGAACTGCTT
CCTTTGGGGTCACATTCAGGGCCGCCTCCACAGAGATGTTCCTGAATGCAGCACGAAGCC
ATCCCCTGATCCGGACGCCAGGACCTCGGGTCGGGACTCCAGAGAAAGAACCGTAGTGAC
TGAGGTGAAGGTGGATAACAGTCTTGGGTTCAGTAAAAATCTAAGCGGGATCCGACACAA
ACTGACCGCATTAACAGCGATTTGGAGGCGGAGCTGTTCACACGAGCAGCAGCGACAGAT
TCTCAAAAATAAAGTTAGGAATCTGGAAAAGTCCCGTCACACAAGACCAACGGCTGCAAC
AACCCGTGTGGAAAGTCCAACCGGTCCTGTCTGACGCCAAAGGAAGCAGACGGAGACGCC
ATACAGGCCCAGGTGAAGGTACAAAAAAAGGTCAAAGGTTAAATAAAAAAAAACCTGCTC
ACCCTGATCCCTCACCCCTTCCAGAGTGTGAGACTCTGAGACAGAAGCACATAAATACAC
ACAAACACACACGGCTCTAAAAACACCAGCCGCTCTGCCATATTCACAGTTTTCTGACCT
GAACGCCACGTGGCGTCACAACCGGCGCTCGGACCGCAGCCGTCGCGTCCCACAGCGGCG
GCACAACTCAGAAATTAAGACAAAGTCACTTTGTGGGCATGTGAGGTCAGCACAGGCTCT
CTCCATGCCCGTCCCACCTGAAGGGAGCAAAGACACTCGGCCGTGCGGCACAGCTAACGC
TCCCTTCACGGGCTGCTACCAGGCCGAGCAGCCGCTTCAGGAGAAGAGAAAGTACAAGTT
AAACCATAAAGGAGGATGAATCCATGGCTTCATCACCAGAAGGGAGGAGGAGGAGGCATT
TCCACATCTTCCACAAGACAGGAAGAAGAGTTTTTGTGGCTGCTACTTTGCCAAGATGGT
AGTTAAGGCAACCAAACCGCTCCACCTGCCCATCCCTTTGTCTCCCACACACACACACAC
ACAAACACAACATCCCGACTGTGCGTCTCCTTCCACGAGTGAACAGAAGCACAGCCGGGC
>CL1361Contig1
AACCCGGGCCTTATGGCCGGGGATTTTCAGAGACATAGGGGTCTGCAGCGCACATGGATG
TAAGTTACAGGAGCGGTGGCACGCAGCCTGCGAGCCCCACCCCCCTGCCACACAACAGAC
CGGCTTCCTATATAGACTTTCGGAAAGTGAACACGCTGTACCGCTCAGTCCAGCGCTGGA
AGACCGGCCCTCCAGCTGCACGCACTCCCCCAGCAGCTGCAGGTCTTAAGTGATCTCGGC
GATTCCCTCTGCTTTGAGCCACACCACCCCAGCAAAATGATCATAAGACTCGGCAGGCTG
ACACCTGGATACTTCCGGCTCCTCCAGAGGCAGGTTGCTGGTGAGGTGCAGACACAGCCT
CGGGACCGGGCTGTGAACCAGATCGCCATGATGCTGGCCATCATGGGTCTGAGCCTGTCT
TACTACAGTGCCAAACAGATGACCGAGAAGGTCCATGTCCAGCCTGCACCGTGAGACCCG
GCCGCTCTGGCTGCGGAGATGATGGATGAATCGATGACAAATGGAGGATGTGGAGCAAAG
AGGCAGAGAAGGGAAGGCAGCAGTGTCTCTCAAGACAGCACTTTCTCACCTCAGTCACTC
TCGGACACTGACTATTTGGCACCATTTGTGCACCTTGAACAGAGCTTTAAAGGCTCTCAA
AAGTGCATTTTCCACACTTTTTGTAGCCAAGACCTTTTTTTTTTTAAATAGGGAATTGGG
GGGAGATGGCTCACTCTGGGATGTGGACTGGTTTTATTAACTGGTTTGAGAGGGTGAATA
AAACCAGCTGACTGCCAACTGGGTCTAAATATTAGTCGTTACAAGGGTGCCAGTGCTGTT
CAGAACAAAAAGGAGAAAATTAAACTGTGAATTGAGGCCAAAAGGGTTCAACTGTGAACA
GCAACTGCCTGCATTTCAGCTGGACTCTGTAAAGAAGTGATGTTTGACCCATTTCAAAGT
AAAAGGGAATGAAAAATGATCTTAACCCTTTTAGTTTCTTTTCTATAGCAAGAGAGCCTT



CAGAACAGATCAGAACCTGTCTGGGGGGAAAATGCATGTGAACTGTTTTATCAGGTTTTG
GAGGTTCCATTGATGTTTGCACAAAACTGCAAAAAATAACTTTTAAAGTACTCCAGTGAG
TCTCCAAAGGGACTTTAAACTACTCACCGCATGTTGTGTGATTTCATGGTTTTAGCAATA
AGTGAAGATTGTTTGATAACATGTCTTTGAAACGTTTCTGTGCAAATGTGTGCAGACCAT
TAATCCAATCGAAGTCTTTGTGGATGAATGTAATACTGTATTTTGTAATGATTTAATAAA
GCTGTGAATATTTCCAAATTAAAAAAAAAAAGATAAAAACACTGCCTT
>CL1362Contig1
TTTTTTTTTTCTTTTTTTTTTTTTTTTTAAAGCTCCAGGTTTTTATTATTTTGCAGACCT
TCAGTGTGAGGGCTCCACAGTATAGATGAAACAAGAAACATTCATTAAAAACAGAAATGT
CTGACAATATAAAAACATAAGCAGCAAACCAAAGGATGTCACTGGTTCACAGGTGATGCA
AAAATAAATTACTGCACTCTTGATCTGAGTTTTCCAAATGAAGCACAGGTATTATATTAT
TCACAAATGATTCTAAGGAAAAAGAAAAAGCTGCTTTCAGACCCATCAGATCCAAAAACA
GAACCCAAAGAATGTGATGACGTGTATCACCTGCTCCTGAGACTAATGCTACAGCGCTGC
AGCTGAAGGTCATTTTACAAAAAAGAATAACCGGGATACAATGAGAATCCAGGTAGGTTT
AATTACTTGAAAGACAAATTCATGATAGATCAGTGTCTCTGTCCCCAGCCCAGTCCCATA
AGGCTCAAAACTGAGATTCTTTAAAATGTTATGAAAGCTTGACGGCAATTTTTTGCTCTT
TCTTCAGCATTCTCTGAGCCTCTTTCTCCAACTTTTTCCGCTGCTGCTCCATGAACCGCT
TCTCTCTCTCAGCCAGCTTCTGCTGCCTTAGCACGTCTTCTGCCTCCCAGACAGCATTAG
ACTCGTCCTCCCAGGCGTTGGCGTCTTCCTGCCAGGTTTCCATTTCCCCCAGTTCAGCTG
AAGGTGGACTGAAGGCCATCATGTCCTGGGAAGCTGCCAGCCTGCTGGAGAATCCTGCCG
AGCCGTCAGGAGCCTGGTAGTTCATGGGTTCCCTCTTCTTCAGCACAATCTTTTGTGTCT
TCCTGATGGTGGGGGCCATGTCTTTAAAGTAGTCCGGCTCTTCTTCTTCCTCATTGGGTG
GAGGGGAGATGGTACCGTTGCCACCTTCGATCTTAATACTTGTGGGAGCATCTTCGTCCC
AGGAGCTCCAGTCTTCAATCTCTGGCTGCTTTTGTAAAGAGGAGGAAAAATCCACCGTTG
TTGGAAGAGTTATTTGATCTCCACTGAGTTTGCGTCCTCTTCCACTCCTGCATATCAACC
TTTTCAGAAAGGAGAGGATGCTGGCTAAACATGTGCAGATCTTGAACAGACGGAATTGAG
TGATGGCCATGATGAAGGTGATCTAATTTAATGTAAACACCGCGTATGCAGAGCAGATGC
GTCGTGTTCGAGGCAAAAACAGTCAAGTTCATTTATTTGCTAAGCGCTGCTTGCTAGCTT
TAGCTTAGCCCGTTGTAAAACATTGTATTGTTTACCTCTTTAAAAGCCGTTTTTCAGAAG
ACACATTAGCAGTGAGTAAAAACATCACCGTGAATGCAAAGGCTGGCACGCGGCAGAGCT
CCGCAAAGATGTAGTTTCTTGACAAAATACTTAAATTTGTGCTAATGCTGGTCTCTGTCC
CATGGCTGCCATCTTTGAATTGGGAGGAGCAACAATGAGGAAGTACACGTCATCCTGCTG
CCCCCGGCCATA
>CL1363Contig1
GCACCACCTTGTTGAGCCGTTAAGGTGAAGATGCAGCTTCGGCGGCCGTCTGACCGTGAA
GTGAGCGAGCCTGTGGACTTCCAGTACCTACCAGCTGACCCAGATGAATACGCGGCTGAA
TGAGAAGAGAAAGAGCGGCACAGCAGATGTATTCCAGAACTTGAAGCTGGGGTCGATGCT
GTCCAGTGTTTCCATCCCATCAGACCGGCGGCAAATGAACTTTGCAAGGAGAACAGTCCC
ACCTAAACTTTCCTCTGTGAATGTGTCAACCGGGACCGAGACGCCCCCTGGTGCCAGTGC
AGCCAAACCACAGGCCCCTTTCCTCTTCACTCAGCCGATCCAGGCCCCTGCGCCGCACAA
GAGGGAGCTCCCCGACGCAACTTCAAGCCAACCCTGGAGATTTATGGAGACTCTGAAGAA
AGATTTACAGACCCCCTTCGCAGGGAGTTCTTCATCAGCCGCTCCCTCCTCCTCCACCAC
CATCAGCGCCTCCACGGCGAGCAACCAATACCCCACAGTCAACATAGCAGACCTTCAGGA
GTTCTTCCCCAACATTTTGTCCCCCATGAATCAGGAGGCAGAAGCCACTCAAGCTAGTAG
TGCGCCCCCTCAGGCCAGCAGCTCCTTCCCCCTCCAGGCCTCGCAGTTCTCCACAAACCC
CGCAGAAGACGACCTCCCAGAGTTCCCCAGCTTCTCTGAGGGCCAGGTCCCCATCACCCT
GGATAGCCTGAACATGGACGACTTTGAGGACCTTTTGAACGTGGGCGGGGGTGGCGCCGT
TCCCATTGGAAGTTCGGGCCAGCAGCCCCACGCCACCGCACCTCCCCAGAATCCCACAGC
GGGCCAGAACCCCTCGGACCCTGCTGGCAACCCAGGAAGCACCTGGATTGAACTACNACC
AACAGCATCGTCAACCTGCTGCAGAGCGAGGGCATGATGGACGCCGCCCCCCTCAACAAC
CACCACAGCGGCTACGCAGAACCCGACGACTACCAGCTGCTGTCCGCCGACGACGACCGC
CTCATGTCCATTTACGAAAATGAAAATCACGCCGAGTTTGTGGCGGGACGCCAGACCTAA
AGGACCCTTTCACCAAAGACTTCTGCTTTCTGCCTTCAGGACTGAAAAGATGCCAAGGGG
AAACAGAAAGACCGCTCACTGTGGACAAAGAAACCCCCCAACCACAGATTCAGATCATGT
CCTTATCATTACAGAACCATTATGTGGAAGACGACCCGCGCGTGTTCATCAGCTGATGAT
GGCGTCGCTTCGCTGACACGTGTTTGGCAGGTTTTTGTACTGTATCTGAACAAGTTTATC
TGCTGTTTTTAGAGGAAGTTTGGGGTTTTGAATCCAAAAATGAACAGCCTGGTATGTTGG
CATGTTAGCATTATACCCTTTTTTTTTTATCAAGTGTCCCTTTGGTTTGAAGTGTCATCC
GAAGGTTTTGTCTGCGTGTGTAAAGAACCACATGAAGGTCTACATGTAAATATTTACAGG
TTGAACATGTGCTTGCAGACCAGTCCGTGTTCCTGCTTCTGTTATCCTGGTGTTTCTACG
GTTACTGTCCAAAGAACCGACTTTTCTGTTTTGCTTTTGGTCAGCAGCCCCCCCCTCCAC
ACACAGACATTATGCCTAACCTTTTTTCACAATAAAATCGACAGAATGTAAAGGAAAAAA
AAAA
>CL1364Contig1



GGCAGAGTGGAANAATTGCAGTTTCTGTGGTGTTCCAGGCTGTTCGTCTTCCAACCAAAA
ACAGCCCTACTTTTCATTTCATTATTTTCCTGTGGATCCAAACCTCAAACCCAAATGATA
TAGGCGATCCGAAGAGAGGAAGGGCATAGTTTAATGTAAACACAGGTGGCACCCTCTGCT
CTGCTGCCGGCAATTTCGCTCCGGATTGTGGTGCGGCTGCGTCGTTCGTCGCCCGAAGAG
TGGTGTTGTCCCGAGCCTTTTCCCTTGGAAAAACTTTACTGCTCCTTTGAGAATGGAGTC
ATTATATGACAGAACCTCAAACATCGGGCTATGCAGCTATGCTGTGAAGATAGCAACATG
GTGGCTAAGCTAAGGCAGTAAATGGATCAGGACTACGTGACACACCCACCTGCAGATCGC
TTCCTCAATGGTCGTGGCCATCTTTCGTCTTCCCGGCCTAATTGACCAATAACGGGACGT
TTTAGTTGCTTTCGGATGCGTCGACGGGTCTGATTGGCTCTGTCTGCACCACGTGGTGCT
CTGGATGAGGCTTTCCATGACTTAGAAGCCAAGTTCCTTTGCTGGAGCCAGGAGTCGATG
TCATGGCGGACAAAGAGTTCCTCGTTCAAGACCTCATTACTGACATTGGATCTAAGCTCA
TCATGCCACCTTTTAAGCGTTCAGCTCCATCAGCAAGGAGGAAACGGAACAAACGCAGTC
ATGCCCCGCCTCAGAATTATGGTGGAAAGAGTGATCTGTAGGATAAAGTCCTTTCACATC
AGGGACTCTCTCGTGCCGCTCACACTGATGGGCAGTGTGAATCAGATCTGGCTTAACTGC
CGTGTTTTGGCAAATTGTCAAGGACTTTTTTGTTTTGAAGAGTGAATTAATGTTTGGTAT
GTAAATAATGTATAATGTGCAAATAGTATGGAAAAATTTAGTGTTCCCACATATTCTTAA
AATCTAATTAAATATAATTGTTATATTCTTAATATTTTTCTGTTGAAATGTGACTTNACT
TCACACAAAAATTAGANAACAAATAAAACAATT
>CL1364Contig2
GGCGGGCACAGAGCGAAATTTTGGAAAAATACGTGGTCTTAGATGCATTCTGGTGCATTC
TGGCAGCTAGTTATTCACTTCTTTATCAAGAAACTAAGACTAATTGGAGCATCATGATTT
GTCATTCAAACCCCTAGTTTGACTCTCCATTAAGGACTTGCTGGTCCTAAAAAAGAATTT
GGAAAATTGCTCAAAGTAACACAATCCTACAATCTACGCTTTTCCTTAAAGCTGCAAAAC
ATACAATTGCTAAAATATAGTAACATCAAAGCCCCAAATGGCAAAAAGAACACCAGTAAC
TATGATATTCTATGAAAATACCTCAGTTATTTATACATTATTTCTGCTTTAGAAATGACT
GATGTACAACATCCACTTGCACTGTTTTCTCAAACTATAACTACATCAAAATATGGGATC
TGCTTTAAACTATAATTCTATAACATAATACATCAATTCTTTAACACCAATACTAAGTAA
TCTGGGAAATATCAAAACAAACATACAAACTAAACTAAAGATTGTAAACATTATTTTTTA
AGGGAGTGCGGGTCCAAACCATCAAATACTTATAATTAATGTCAACTATACTGAACTAAA
TCATGGTAATTAGGGAATACAAATAAATTAGATAGAGAAATGTATTCAAAATAAAAACTG
AAACTCAAAACATAAAATTGAATTTTTTTCAAAATGTGGTTTTGAGATTATTTTACACAA
AAAAGTATTTGACCTACACTACCTTAAAAATCTTTTTTTTTCCAGCCAAGACCACTTCAA
TTTGTTTTTTATCGTCTTCTCACAACTGAGGTCGTGACCACGCTCAATAATGACGATGCC
TGCCATTATTTTAACACAAATTTGATCGCAAACTCTTCAGATGTGTTTGTGAAAGTTTAG
CGTGGGTCCGCTAGTTTTGGTCTCTAGGGAAGCGAGTCACGCTGACCACGTGGTGCAGAC
AGAGCCAATCAGACCCGTCGACGCATCCGAAAGCAACTAAAACGTCCCGTCATTGGTCAA
TTAGGCCGGGAAGACGAGAGATGGCCACGACCATAGAGGAAGCGATCTGCGGAGAAATAT
AGAAAATAAAGCTAAAATTAGCTGATTTCAGACCATTTTTTAATCTGGAAAGCGATTTGT
CCGTAGAGATCAGGTCTTTATTTCCCGGAAAGTACGTTCGGTTTGCTCAAAAACCCGGAT
TTCCGGGAATTCCCGGAAGACTTTCATCACTGAACTTAGAAAGTTTTGTGTGGCATAAAT
ATCACTCCATAGCTACATTTTAAAATTAAAGAGAGAACGCACACTGCCATCTGCTGGTAC
AACCAAAAGCCTCATATCTCAGGTTTTCTAGACGCTTCCTGATCTTTAATTTATATTTTA
AGAAAATTAAAAAGGAATTCTAAATATGTTTGTAATCCTTGTTTACTCTGTTAAAGCCCT
CACAAGTAGGATGGGGCAATAAGTGAAATTA
>CL1364Contig3
TTATACAGTCTAATCGCTTCCTCTATGGTCGTGGCCATCTCTCGTCTTCCCGGCCTAATT
GACCAATGACGGGACGTTTTAATTGCTTTCGGATGCGTCGACGGGTCTGATTGGCTCTGT
CTGCACCACGTGGTCAGCGTGACTTGCTTCCCTAGAGACCAAAACTGGCGGACCCACGCT
AAACTTTCACAAACACATCTGAAGAGTTTGCGATCAAATTTGTGTTAAAATAATGGCAGG
CATCGTCATTATTGAGCGTGGTCACGACCTCAGTTGTGAGAAGACGATAAAAAACAAATT
GAAGTGGTCTTGGCTGGAAAAAAAAGATTTTTAAGGTTTGCTTAACCTTCCTTGCTCCAG
ACCAGGATGATTGATGTTCGAGCATGGGCAGAGTACATAGTGGAATGGGCCGCCAAAGAC
CCCTATGGTTTCCTCACCTCTGTCATACTAGCTCTAACACCTTTCTTCATCGCCAGCGCA
TTGCTGTCCTGGAAACTGGCCAAAATGATCGAAGCACGTGATCGAGAGCAGAAGAAAAAG
CAGAAGCGTCAGGAAAACATAGCCAGAGCCAAGAGGACCAAGAAGGACTGAATGTCACAA
TACGAGGACGAGGGCACAAAAAAGGAATATGGAACCATCATAAACCACTGCCTTCTTTCT
TCCAAATGACATGGTGTCCTTCCCTGTTCGAGCTGTAATGTCAACACAGGGCTACTATGC
CTTACACATAGGAGGCGTGGTGTTGGCCCTACAGCCTTTGACAGTGCTGAGAGGGATGCC
ATCGCCTACGGAAGGCTTGTCCTGCTGGGACTCTGGTCAGCAAGAGCTCAGCGGTTAGCC
AAGTGATGTTTTTATATCAACACCTGTAGTTGTGCAGCTGTTAAAACGCCTTGCATTCCA
TTGTTGACACCTCAGTTTAATTCATTTGACTTGACCGTTTAATTGTCTTTTGATCTCTTT
TTCAGCTACTTTGCTTGAGAGCATCCCAAAGTATTAACTTTTTGTCAATAAAATCTTATA
TGGATAAAAATGTGAGCTTTTAGAAAAAAGTGTAAGAGCTTCTGATTTTGTAAACATTCA
AAAGATGATAAATCAGAGGGTCAGACTTAATTTTCAAATAGAATACATTTTTAAAAATAT



TTCAAAGTTGCAAAAAACTCAGCTTTGCAAGGATGCACATTTGGGTTGTTTTTAAATTCT
ACAGAGCAACATTTTTTAAAATGCAAGTGGATATGATAAAAATGACAAGGTTCAGAAAGA
AATGTCACCAGGTTAAATTGCTCAAAGTGATGTCGGAGACTAACCTGTG
>CL1365Contig1
ATTTCATTCTCAAATTTTACAAGTGACATAGTACTAGTCAGTAACAAGTATTACAAAAGT
TTATAGTAAAGAAAAGTATAGAATATACCATTTCCTGACTACACAGCAGCCATGTAAGAT
TTCCATTTTTAGTGGGATGTGGATTTAGGGTCATTCAAAACTCTTAAAATTGACCATTTG
ATCACAGCAAGAAAAAAAAAAAAGGGGCTTGCTTTTATTTTGAAGGTAAAGGGTGTGTGT
GCAGTAGCGGTCATGCAAACTAGTGAAGGACATGTTAAAAGTAAATTTAACAAAAGGAAT
TAAAGGAGGCCTTGCTTCAATCACTGGCATTCCTTAAATTTTGTAATGATGTAATCCCTT
TATGAAGACGCGGGGGGGGGGGGTCATGTGCTCAAAATTACACAATCTGAACTGGGAATC
GGATGCAGAATAAGTCATTTTTGTTGTCGTCTTTCAGTTCCCACTCCACAACCAGTTTAA
TTGGAGGATACTCCGACTTGACTGGAAGTTGAGTTGCATAATTGTATGCCTGACCCTTAT
GGATAGGACACTGGATTCCAGATTTACAGCCATCTGGTTCAGGAATGGGAAATGGAATGG
GAACGCCGGCAATAATCCCGTGAACCACTGCTGTGCTCGTCTGGCTTTCAACATCACTAT
TAAAAGTCACATTGACAGTATAGGAATCTCCCCTGTGAAGCTGGCATGGCTGGGCAGTGC
AAGGGTTGATGTCCACCATGGCCACTTTTCCAGAGGAAGAGCCACAATCCACAAATTTGA
CGGAAGTCGCACAGGTGAGCCCCATCATCAGGCACAAACCCAATATGAAACCGAACCGGG
CATCCATGTCTCCGTTTCTTTAAGGCGAGTTCAAACCTATAATTCTCTAAAGGAAGTAGC
CTTTACCTCGACAATGTTTTCGCCCGAAATATTTATCAGACAACTCCCCCGGCCATAATG
CCCGGGTTT
>CL1365Contig2
AGTGACATAGTACTAGTCAGTAACAGAGTATTACAAAAGTTTATAGTAAAGAAAAGTATA
CGAATATACCATTTCCTGACTACACAGCAGCCATGTAAGATTTCCATTTTTAGTGGGATG
TGGATTTAGGGTCATTCAAAACTCTTAAAATTGACCATTTGATCACAGCAAGAAAAAAAA
AAAAGGCTNGCTTTTATTTTGAAGGTAAAGGGNGNGNGNGCAGNACCGGNCANGCAANCT
AGNGAAGGACANGTTAAAAGTAANTTTANCAAANGGAATTAANGGAGGCCTTGCTNCAAN
CNCNGGCNTNCCTTAAATTTTGNAANGANGTAANCCCTTTATGAAAACCCCCNGGGGGGG
GGGGG
>CL1366Contig1
GGGCCCCCTAACCCACCGCACTGACAGAGCCGAAGCTCCGCCAACATGAGTACTATGTTC
GCGGACACCATCCTGATCGTCTTCATCTCCGTGTGTACGGCGCTGCTGGCTGAAGGAATT
ACCTGGGTGCTGGTTTACCGGACTGAGAAGTACAAGAGGCTGAAGGCCGAGGTGGAAAAG
CAGAGCAAAAAGCTTGAGAAGAAAAAGGAGACCATTACAGAGTCTGCTGGACGTCAACAG
AAGAAGAAGATTGAGAGGCAGGAGGAGAAGCTGAAGAACAACAAAGTTTTCATAACCAGC
ATGTGAGCGTGGCGCACCCTTCAGGGCAAAGGTGAAGAGCACGGCTTCCTATTCGGAACC
CATAAATGTTGATTTAACTTATAAATGCTTTCTTTACTCATTAGAGAAGTTAAAAATGTA
AACTGCTCTTCATCTTTGTTAGTGACTGCTGTGTCTCTCTTTGCATGTCAATAAAGTTTG
TTTTGACTCAAAAAAAAAA
>CL1366Contig2
AAACTTTATTGACATGCAAAGAGAGACACAGCAGTCACTAACAAAGATGAAGAGCAGTTT
ACATTTTTAACTTCTCTAATGAGTAAAGAAAGCATTTATAAGTTAAATAACATTTATGGG
TTCCGAATAGGAAGCCGTGCTCTTCACCTTTGCCCTGAAGGGTGCGCCACGCTCACATGC
TGGTTATGAAAACTTTGCCGCCTGGGGAGGTGGTCCCAGGAAGCCCCCTGCCTGCTTGGT
AGCAGCTCTGGAGGGAGCGAGGCCGAGCATTTTCTGAATATTCTGTCTGATGGACATGGT
GCAGAGGATGTAGAGGAAGATGAAGGAGCAGTCGGTGTAATCTTCGCCCAGCAGGTTACG
GTGCGACAGCCCCTGGATGTAAGACAGCGGCACGAAGGGCAGCTTTGCCACGACCCTGCC
ATCGAAAATGGAGTTGAACATTCCCATCAGCGCCGTGAAGCAGAAGCCAATGGCAAACAT
GGACTTCATGCGAACCATGGACAGATCTCTGTTGTTGTTCTTCAGCTTCTCCTCCTGCCT
CTCAATCTTCTTCTTCTGTTGACGTCCAGCAGACTCTGTAATGGTCTCCTTTTTCTTCTC
AAGCTTTTTGCTCTGCTTTTCCACCTCGGCCTTCAGCCTCTTGTACTTCTCAGTCCGGTA
AACCAGCACCCAGGTAATTCCTTCAGCCAGCAGCGCCGTACACACGGAGATGAAGACGAT
CAGGATGGTGTCCGCGAACATAGTACTCATGTTGGCGGAGCTTCGGCTCTGTCAGTGCGG
TGGGTTAGGGGGCCAAATCCTGGAATCCTCTGAGCTCCGTCCCCCGGCCATAATGGC
>CL1366Contig3
ATTCGGCACGAGGCTTACATCCNGGGGCTGTCGCACCGTAACCTGCTGGGCGAAGATTAC
ACCGACTGCTCCTTCATCTTCCTCTACATCCTCTGCACCATGTCCATCAGACAGGTGAGC
CTCCATACTCTCAGTAAACCACAGAGCGCCGGAGCTCGGTCAGACGAAGTCAAATGGACT
GCAGACTGAGTGTGAGCTTGTCAGGGCAGAAGTTATGCTCCTGTTTTTGTTCAGGAGACT
CGAAGAGCTGCTGAGGAAGAGTGGACGTAGCAGTTGAGCGGCTGAGAAGCGTTTTCAGTC
TTTTCTGTAGCAAATCATTGGAAGTGAGCTGCCAACGGTCTGACCCTTTTAGGAGGACCC
TTGACACGGGACCAAAAAACATGAAATTAAAGACAAAAGACCCAAAGATTGTGTGTAGTT
AAGATGTTTGATCTCAAAACATTAAGTTTTGTTCCAATCTAGCAGGGTGTCCTCGATCCT
CTTCTTCACAGATGTCACATATCTCTTTAGACAGCTTCATTGTTCACAAGGAACCTGTNA



TATGTTTTCTGTTACAGGAAGTATTTTGTTTTTGTGGGGCTCGNTGAGGCGTTTGGGTTT
GGGAACAGCAGCTCCCTGCAGACGGATACCTAGAATGTTAATGATCTATCTCTGTCAGAA
AATGCATTTCTGATTAAGTCTTTGTCCTGTTTCTGCAGAATATTCAGAAAATGCTCGGCC
TCGCCCCCTCCAGAGCTGCTACCAAGCAGGCAGGGGGCTTCCTGGGACCGCCTCCCCAGG
CGGCAAAGTTTTCATAACCAGCATGTGAGCGTGGCGCACCCTTCAGGGCAAAGGTGAAGA
GCACGGCTTCCTATTCGGAACCCATAAATGTTGATTTAACTTATAAATGCTTTCTTTACT
CATTAGAGAAGTTAAAAATGTAAACTGCTCTTCATCTTTGTTAGTGACTGCTGTGTCTCT
CTTTGCAGTCAA
>CL1367Contig1
AAAAACATAGTTACTTTTTTTATTTGAAGTCATCAAAGAAACAAAAGTCAAGCATTTATT
TTATTGCAAACAAAACTATAATTCTATACTTTTTTATTTTACTGTACAGCTACGTGATGA
CAGAGTTGAGAGAAACAGGTTGTGGAGGATTTCTACTAACGTTTACAGAGGCATAAAGTA
CACTTATTTATCACAGTCACATAATTACAATGGAATATTTCAGAATCAGACGAGTAAAAT
AAGGCTGTTTCGAAACAGTTTGTGTGATTATGAATGGAAAAACAGTGATGACACAAGTGC
CGCCTCCAAAGTCACAAAATTCAATCAGTCGGTCAAGAATGAACCCATTTCAGGAGCGTT
TCAATGAACACACATTACTGATTAGATGTGGCATCCAAATTTGGAGCTTTTCAGCAACTT
TCAGAGTGAAGACCGCTTAACATCTGCTGATATTTAGTGACCGGCTGATACTGATCACTC
CTAAATGTGTTTCTGTATAATCCCAGCTTCATCAGGGGTTTCTGTAGTAAGGTCACGGGT
ATGACAAACCACTCCAAACCACTCCACTCGTTCTCACTGAAATCTATTTGAACATGGAGT
TGAAGGCGCGTCCGATGATCAGCCTGCGGACCTCGCTAGTTCCTGCACCGATCTCATACA
GCTTGGCATCTCGCAGGAAGCGGCCCATCGGGTAGTCATTGATGTAGCCGTTTCCACCCA
AACACTGAATTCCATCCAAAGCAACTTGAGTAGCATTCTCAGCGCAGTACAAGATCACTC
CTGCACAGTCCTTTGCACTAAAGTGTCCTCTGTCACAAGCTCGAGCGACGTTGTACAAAT
ACTGCCGACACGAGCTCAGCCTGGTGTACATGTCGGCCATCTTGCCTTGCATGAGCTGAA
AGTGTCCGATTTTTTGTCCAAATGCTTCTCTGACGTGCATGTAGGGAATCGCGTTGTCCA
AAACCGCCTGCATGATGCCAACAGGTCCGGCTGCAAGCACCAGCCTCTCCAGATCCAAGC
CACTCATCATCACATAGACGCCTTTGTTTAGTGGACCCAGCACGTTCTCCTCTGGAACTT
TGCAGTCTTCAAAGACCAGCTCGCAGGTGTTGGACCCCCTCATTCCGAGTTTTTCTAGTT
TCTGAGCGGTGGAGAATCCTGCCATGCCCTGATGGATGAGCACATTCACAAGTGTTTGCT
CCATTACAACGTTTTTTTTAAATTTGTTTAATGCACTTCACATTGCTAAAAGGCTGGATT
TACCTTTTCCACAATAAAAGCGGTGATTCCTTTTTGATAGGCACCGGGGTCCGTCTTGGC
GTACACGATCAGCACGTCTGCGTCCGGCCCGTTTGTGATCCAGAACTTGTTGCCGTTCAA
AACATAATGGTCGCCTGACTTTGTGGCTCGGAGTTTCATGGACACAACGTCTGACCCGGC
GTTGGGCTCGCTCATGGCCAGCGCTCCCACGTGCTCTCCTGACAGTAACTTAGGCATGTA
CTTCTCCTTTTGTTGGCGGTTGGCGTGACGCACCAGCTGGTTGACGCACAGGTTGGAGTG
AGCGCCGTAGCTGAGAGCGATGGCTGCAGACACCCGGGACATCTCCTCCATGACGATGAC
GTGATCCAGGTAGCCCAGTCCTGTACCGCCTTCCTCCACTGGAGCTGTGATACCAAGCAG
TCCCATGTCCCCCATTGCTTTCCAATATTCCCGCATTTCTGGAAACGCATTGTTCTTGTC
GATGTCATCTGCATAAGGAGCAAGCTTTTCTGAGCAGAATTTACGAACTGACTGCCTTAA
CTGAATCTGCTCATCTGTGAGTCCGTTCACAACGTCGTCAACTGGGATGGAAGCTCCAGC
GCATCCTCGCTTCACCACAGCCAGGTTAGAAAACCTGGAGCAAAGACGCAGCGAGTTTCT
GACGGCGAACATGTTGTTGCTTCAGGGGGATGAGGTCAAAAGGCTATGTGTCCCCGGCCA
TAAGGCCCGGGTTAAACGG
>CL1368Contig1
TTTTTTTTTTATTTAGATACTTTTTATTTACATATATTTCACAGAATGTGATGAATACAG
CTTTCACAAAATAAGAACTGCTCAAAACACGTCTGCAAATAGTCCACTCGTCCGTTTTTA
CCCCATCTGAGCGACCACTTAGCGCACTGGATGGAAAGGCTCGACGATCTCTGCAAACGT
CTTCTTTTCTTTTGCTTGAAACTTTTCTGGGTGAAGTTTGACGTACTCGTTCATGTCTCG
GTCCAGCTTCGCATACGTGTAATTTTCATGTTTTGTAAGATGGTAGCCGAGGAACCAGCC
AATCGTTGTCAAAAGAAATTGCCGATGGACACCTGCTTTCAGGGGCGGCCTGTGATTGAT
AGCATTGTGAAGCACCGCGGTGACCCAACCGATACCCGCCAGCCACACCGAGTTCCTGTT
CACGATCCCGGGAGGAGGGAGATACTTCTTGTCGTCTGCAGCAGACCCCATAATCACCAA
AATGTCCTGCAAAATGCAGCTTTGTTTCGACCTCGGGTCGGTACGGCCGCAAAAACGTCC
CTCTACTATCACCTCTGAAGGAAGTCAACCTCGTGCCG
>CL1369Contig1
TTTATTAACTGCTTCCGCAGTAACTTGTTTGTCAGCACACAACATGTTAGCCATGTTAGC
GATTAACAATACCTGTAACTCCCAACTTTGTTTGCAACATGTGAAAAAGCAGCCTGATAG
AACAAAAACAAAAGTTACTGGAACTACACTAAGTCACAACCTTGTCAGTAACACCTAAAA
ATATAGTTCAACACAGCTACATATTAGCCACATTAGCGTATTTACAATAATACAAGTGTG
CCTCATAGTGTGGGAAATACAGTAAGCATTAGATGTGTTTATGACCTGCACATTACGTCC
AGGAGCAGTTTTTTTCTGAACACATTAAACTTTCAGCCTGAACTAAAGCTGCTATTTCAG
AGCAGCCATCATCATCTGCTTGAACTTCTCCATGTCCACCTTCTTCATGATAAAAGCCGT
GTGGCTCTTCTTCAGAAAGCCCAGCGTGTCCACCACCATCATTCCTCTGGTGTGACTTCC
TGTCAACTCCACACTGACGGGGTAACAGTCGCTTTCTATGATGAAGGAGTCATCCACGGC



GGCCGCCATGGCGTAGGAGTCGCAGGAAGTGAGGCCCGTGCCGGCAAAAAACACTTTCTC
AAAGCGTTTACTTTTGGATGCCTGGATGCTGTGGCGGAAGATGGTCTCCATGAAGCGAGC
TTTGTGGCTGTCCTGAGCCAACCAGGCCTCACAGAAGTCCCAGGATAGTTTGTTGTAGCA
GGTAAACTCCCAGCAGGCCAAGTATGTGGGACACTGATAATCTTTTAGGACGATGTACGC
AGCTTCAGGATCGGCAATGAAGTTAAACTCGCCACATACTCTGGTGTTTCCTCGAGACTC
AGTGTTGCCCCCCATGATGTAGAGCCCTCGGAGTTTGCTCGGCAGAGACGGGTCCAACCT
CACAGCCAGAGCCAAGTTAGTCAGAGGCCCCGTGGCAACCAGAGACACCTCTCCTGCGTT
TTCATTCACTATCCTGATCATGGCGGACACAGCTTCTTGTTCCTGAAGCAGATCCAGAGT
GGGAGCGTTGGAGTCCGGAGCGTCTCCAAAACCGTCCTCTCCATGGAAGTGTCCAGCATC
AATGCTGTCCCCCAGGAGCGGTCTGTCCGCACCTTTAAACACTGGGATCTCCAGTTTGTT
GCAGGCCTGCAGAACACGCAGAGAGTTTTTACACACATTCTCCACTGATGTGTTTCCATG
AACGCAAGTGATGCCCAGGAGCTGCACGTTTGGGGCGGCAAGTGCCAGCATGATGGCTTG
AGCATCGTCCACACCACAGTCCACGTCCACCAGCAGCTTTTTGGACATCCTGCAGCCTGA
AGGAACAGAACACTCCAGCCCAGGGATCTGCAACCTTTAACTGTCGCCAAGTGGGGGAAA
CGTAAAATGTGGTGACCCGCTGTCACAGACCGCCGCTCCC
>CL1370Contig1
GTTAGATTTCTCCAAAAGCCCACAGATCTTTGGTTGGACTACTTCCCTGACTCCATGATA
GGGGGTATGCTGTGACTCTGTCTGGTGGACGCCTTACCAGGTGGGGATGTCTGAGGAAAA
TTTGGGAGAAGACTCGGCCAGCTCCCCTGTCTCTCCTGTGGACAGTGTGAGCAACAGCGA
GGGGGAGCTGGACAGACCGCCGAAGAGATGTGGGAGGAAGAGGAGACCGAGCAGGAAAAA
CGGGGAGGACTCAGATAGCCCGACCCCTGGGAAAAGAGGGAAGAAGTCCAGCAGCAGCAG
CCCGCAGTCTTTCGAGGAGCTCCAGTCGCAGCGCGTCATGGCCAACGTCCGGGAGCGTCA
GCGGACGCAGTCTCTCAACGAGGCGTTCGCGGCTTTGCGCAAAATTATCCCCACTTTGCC
CTCCGACAAACTCAGCAAAATACAGACTTTAAAGTTGGCAGCCAGATACATCGACTTCCT
TTGCCAGGTGCTGCAGAGCGACGAGCTGGACTCCAAGTTGTCAAGCTGCAGTTATGTGGC
GCACGAGAGGCTGAGCTACGCCTTCTCCGTGTGGAGGATGGAGGGCGCCTGGTCCATGTC
AACATCTCACTAGCACCAGGAGAAATCCTACCCAACATGGTGACTGCTGAATTTATTTCC
TGAAGGAACAACCTGGAGTCCAATGCTGGATACATGGGATCACTGCCACAGACGACTGAA
GCTCTGCGTGGGGATCTTTTTTATATAAGAGGCCCGACAGCCTTGCGTCAGCTCCCAGTT
CCCCACTCTGATGAGTTTTCATGCTGTTGACGAAGAATGTTAAAGAAGAATCTTTTTTGT
GGTGTTTTTCTCTTTTTTTTCTCAAAAAAATCTTTGTTTAAATGCATGCATTAGACTTTT
CTCTGTGGTCAAAGTGCATCATTGACGTCTCAGTATTTCTTCAGCCTGGCTGGAGGTTGA
TTTCGTGGATCTAACCTGTGCAAAAAGAAAAAAAAGAGAAAAGTATTTTCAGAATACACT
TATTTATTTATTGAGGAAGCGTGGAGGAATAGATCCTGTGTCTGGAAAAATGTCATTCCT
ATTTTTTTTATAATCGCTTCTTTTATATGTTTGTATATATGANTTGCATTAAA
>CL1370Contig2
TTCGGCACGAGGGAGAGAACTAGTCTCGAGTTTTAATGGTGGCAGCCTCTAAAGGCCACA
TCTAGGCTGTAGAGGAAAGTGTTTGGGGTGTTTTTTTTTTCCTTTTCTTGTGACAGTAAA
ATGTAACCCACAGGTGACTGCTGAATTTATTTCCTGAAGGAACAACCTGGAGTCCAATGC
TGGATACATGGGATCACTGCCACAGACGACTGAAGCTCTGCGTGGGGATCTTTTTTATAT
AAAAGGCCCGACAGCCTTGCGTCAGCTCCCAGTTCCCCACTCTGATGAGTTTTCATGCTG
TTGACGAAAAATGTTAAAGAAAAATCTTTTTTGTGGGGTTTTTCTCTTTTTTTTCTCAAA
AAAATCTTTGTTTAAATGCATGCATTAAACTTTTCTCTGTGGTCAAAGTGCATCATTGAC
GTCTCAGTATTTCTTCAGCCTGGCTGGAGGTTGATTTCGTGGATCTAACCTGTGCAAAAA
GAAAAAAAAGAGAAAAGTATTTTCAGAATACACTTATTTATTTATTGAGGAAGCGTGGAG
GAATAGATCCTGTGTCTGGAAAAATGTCATTCCTATTTTTTTTATAATCGCTTCTTTTAT
ATGTTTGTATATATGTTTTGCATTAAAGAA
>CL1371Contig1
CCATGGCGGCGTCTGTGGCCTGCGGGCTGGTGCACCTGCACACAGAGATCATCGGCACGG
AGGGAAAAGCCGCCATCGCACACAGAGACCTGAAGAGCAAAAACATCCTGGTGACGAAGG
AGCTGCGCTGCTGCATCGCAGACTTAGGGCTGGCTGTGACCCACACTCAAGCAGACAACC
TGCTGGATGTGGGCAGCAACCCCAAGGTTGGCACCAAGCGCTACATGGCACCCGAGGTGC
TGGATGACAGCATTCAGACCGACTGCTTCGATGCCTACAAGAGAGTCGACATATGGGCCT
TCGGACTGGTGCTGTGGGAGATAGCCCGCCGCACGTACAGTAACGGTATTGTAGAAGAGT
ACAAACCTCCGTTTTACGATCAGGTGCCAAACGATCCGAGCTTCGAGGACATGAAGAAGG
TGGTGTGTGTGGAGCAGCAGAGACCCTTTATTCCCAACCGCTGGTTCTCAGATCCTACTC
TCTCGGCTCTGGTGAAGCTGATGAAGGAGTGCTGGTACCAGAACCCCTCTGCTAGACTTA
CAGCACTCCGCATCAAGAAGACCCTGGACAAGATTCAAAGCTCTCTTGAGAAGGGCAAGG
AGTCGTAAGGGAGGAGCCTCAGGTGCGGCGTCCAGCGAGAAGAAAGGCTGACCGGGAAGG
CGGAGCTCTGAAGCGGCTCCACTCTGTTTTTATCCTCTTGTGGATGCCTTCCACCCACCT
CCCTCTGTTTGACTTGAAGATGTTCAGACGTCCATCAGTTCCCCTTCATCTGAAGCGTTT
ACTGTTCGGAAACGGACGCCGTTTTGTTTTTCACCTAACGACACTTGAACGCCCACGTCA
GACTCTTTTCAATCTTTGGCCTTTCTTCAACCCAAACATAACATCCAGATCTCCAGCAGA
GCGCTGCTGACAGACAATCATTTAGCTTCACGTGCCAGGAAATCGCTGTTACAAAAGGAA



AAGAGCCAATCAAATCAACTGTGGGGTTTTAAATATAGTTTTTTGTTGTTTTTTTTTATC
AAAACACCAGAATATTTATGTGTTGAATCTTCACTGTTGCCACACTACTGAGGATCTGGA
GGACTGGACTGTAAACGTAAAGATGAACTCAAGTAGGAATTTATTTACTGGAAAGAAACT
TGGAGGGAAAAAAAACACTACAGGCACATTTTTAAAGCTGGTTTGTGTAGAAATAGCACA
CTTTAAGTATGAACTTGTCTGCAGCTGAACTTGAAAGTATGAACATATCCGGTGCGTCGA
CACGTTCGACGCATGTTCGACACGTGCAGAAAGGAATCGGGACAGACGTGTTTGTGCTAA
AAACAAACATGTAGCATGCTGGATCTTTCCAGTTCTGCCACATTCTTTAAGTTGCCTAAA
GAGAAAATCAAAACAACTTGATGTTGAAACTTTTATTGAAGACTGGTTTCAGCACTAAAA
GTGCTTTTGCTTTGTTTTGGTGGGGAAAAAAATGTTTTTTTATATGTAATAAAACATTAA
CTGCAGTGTTGTGTAATGATTAGCCTACAGACAGATTTTACTCTACATTTCAACTTTTAC
TGCTGTCGACCACTTCCTGTTATCATTTTTCAGAACATCACAGATCTGGAAAACTAAATC
ATGAAGACTCGCTCCTGGTTTACAAACATGTCAATCAAAAATAATTTCAGGAAACTACAA
TATTGCAACATTTCACAGCATTATTTGCTGTAAAAGGATTTAAATGTTGCACAATTGTAA
TTTTTCTTATTTTAAAGCCTGAAAATGCAACATTTAAGTCATTTTTACCTCCTGAAAATT
CAAAAATGACCACAAACAATGTTTTTTGAGCCTTTTGTCTAGCGGATTCTGTTTCTAACT
ATTTCCTGTAACATTGCTGCACGGTCACCTCAGATTATCTGGTAAAGTCTTGTATGGGTT
GAGGATGCCGTTCGGGTCCAAAATGGCCTTTATGGTCCCCATCAGTGCCACAGCTTGGCT
CGACTTACTGTAATAGATATAGTTCCTTTTCTTCAGACCCAGTCCATGTTCTGCACTAAT
GCTGCCCTGGAACTTGGCTGTCCATTCGTAGACGAAAGGCTCAATGGCCGCCAGCAGAGC
GGGGTTCTTGGCAGGAGAGGTGATGTTCAGGTGAAGGTTGCCATCACCTACGTGGCCATA
TCCCACCACGCTTTTGGCGCGCTCCCCCAGGTGCTGCCGCATGTCCGTCACCAGCTGGTA
GATCCGCTCCACCGGAAGAGAAATGTCGTACTTGTAGGTGAAGCCGTCGTGTGTGAGAGC
CTCTGTGATGCGTTCGCGCATCGACCACAAAGCCTGAAAAGCTTTATTTTTGCCTCCTCT
GTGGCCACGGTCCCATCCACAACTAACGAAGACTTCATGGCTTCTTCCAGGAAGTTGTGG
AGTTTCTCCTCATCGTGGTTCGAGTCGGATCCCTGAGTTTCTATGACGATGTAAAACGGA
CAATCAGAGATG
>CL1372Contig1
AAATGTGAAATGTATGAGCCTTTGTAAAAAAGGGACACACGTCAAAGAGAAACATCATGA
GCAGCAATATCCAATGATAATGAAAACCGATGAAGGAAAGAGATTTGTTGGATCTTTTCA
TCTGGGGTTCTCCTCTTTCAGGCCTCAAAGTTGTAAACTGACAAGTCGAAAGCCTTGGTC
ACATGCAGCTCCCATGAAAACTGATTGACAGGTCTTTTGACTTTGCCTTTCTGCCGCTTG
CCCTCCTCGATCATCAGCTGGACGTCTTCATTGTCGAGAATTCGGATGAGGTCACCCTCG
GGGTCACGGTAATTCAGGGCAATGTCCTCCACCTTGAAGACGTTCCTCATGCGAGACAGC
AGTTCGTTATATGTTGGTTGGATGCTCAGGTCTTCTTGCACACAAACGTCTCTGGTCTCT
ACTCCAGAGGGCGTGAGCAGGAAGCAGCGGAGGCAGCTGTATGTGTGACCTCCACCGTTA
CTCTCGGAGTCACTCTCTGGGAGGGCTTTAATAATCTTTACATAGGACTCTGGAAAAATA
CCCGTCTGATTGTTAACTGTTCCTTCCAGCCAGTCGGCATTAACTCGTCGCAGCAGGAAG
ATCACTTCTCCCCTCTTCAGGTTCAACTCCGCCTTGCTGTTCCCGCGAAAGTCGAACATT
GCCTGAAACGCAAGCAGGGGAAAAGGAGAGGCAAGTGAGTGAACAGAGAGGAACACGTGG
AGACGGATTCAACACAAAGAGAGAGCCATGACAGGCAGAATGGTAATGACAGATCTGCTA
AAGCCTGAGGAGATCAAGAAAGCTCTTGATGCCTTTGCAGCAGAGACATTCGACCCCAAA
AAGTTCTTTGAAATGATTGGGATGAGGGCCATGACTGCAGAAAATGTCAAGAAGGTCTTC
CAGGTTTTGGATGTGGACGCGAGTGGATACATAGAGGAGGATGAGCTCAAGTTTGTCCTA
AAGGGCTTTTCTAAGGATGGCAGAGATCTGACTGATGCAGAGACAAAAGCATTCCTCCAA
GCTGCAGACAAAGATGGAGATGGAAAGATCGGCATTGACGAGTTCGAGGCTTTGGTGCAC
GAGTAAAGGGACCGTTCAACCCCTTCTTCCTCATCCTTTCCATCCCTTCATTCATATTTT
GGAAACTGCCACCTTCTAACTCCTCTTACCTCCTTCTGGACCCCACATACGGAGGCTGAA
AGGGAGCCATGAGGAGAAACATGCAGGCATAAGAGCCATCAGTTTCCTTAATAACGTTCC
TTTTCCCACATACCACTCAATGATTTATCAGGGTAGTCAGTGGTTCAAAAACAGATGGTG
CTTGTGCTGTTGATGGTGTAGATGTTAAAAGACTCCTTGTGCACAGTTTCTGCGTGTTGA
CATATCAGCTCGCCTTTTCTTTTTTCTTTTTGTCCATCTTCTATTCCTTCCTTCATTTTA
CACCTGCAACTCTGCTGATCAGACCATGTAGTAAATCTATAACAGAAACTGTGAAGATGG
AAATTGCACATCATCGAGAAATCACAA
>CL1372Contig2
AGTGGTATGTGGGAAAAGGAACGTTATTAAGGAAACTGATGGCTNTTATGCCTGAATGTT
TCTCCTCATGGCTCCCTTTCAGCCTCNGTATGTGGGGTCCAGAAGGAGGTAAGAGGAGTT
AGAAGGTGGCAGTTTCCAAAATATGAATGAAGGGATGGAAAGGATGAGGAAGAAGGGGTT
GAACGGTCCCTTTACTCGTGCACCAAAGCCTCGAACTCGTCAATGCCGATCTTTCCATCT
CCATCTTTGTCTGCAGCTNGGAGGAATGCTTTTGTCTCTGCATCAGTCAGATCTCTGCCA
TCCTTAGAAAAGCCCTTTAAGACAAACTTGAGCTCATCCTCCTCTATGTATCCACTCGCG
TCCACATCCAAAACCTGGAAGACCTTCTTGACATTTTCTGCAGTCATGGCCCTCATCCCA
ATCATTTCAAAGAACTTTTTGGGGTCGAATGTCTCTGCTGCAAAGGCATCAAGAGCTTTC
TTGATCTCCTCAGGCTTTAGCAGATCTGTCATTACCATTCTGCCTGAAGGAAGGGGTGGA
TGATGGAGATGAGAGAAAAATGAAGAAGACAGGAAAGGTGATGGAGGGAGACTGGAGAAA



ACACGCGCTCTGGAGACTAAAAGTAAGCCTCGTGCCGA
>CL1373Contig1
CGCGGNCCGTTTTTTTTTTTTTTTTTTGTTAATCAAACCCGATTTATTTGTATTTGTAGT
CTTCATTTGTCAACTCGGGTCATTTTTTCATATATAGTTATTAAACTAAAGTGTGTTCAA
CCAAAAAAGGCTTTAGTTCCTTAAAAACATAAAAGCAGCTGTTTTTTTCCATGTGGACAC
ATTTTGTGATAAAATATATAAACAAATGAAAGGGGGAAAAAAAAAATCAGCTTGTCATAT
TAAAAAAACAGACAAACAAAGGTGAGTGAAAGTGTAACTCAACACTAACGTAAAACAGTG
AGATTCATGGAATCCTCCTGTTTGTGTCCAAAATGATTTCAGAGGATTCCTTCCACCAAC
AGCAGGTGAGCTGCTGTCACTCAGGAACTCTTCATCTCCTCTGTGTGGATGGCGTGCTGC
CATGGGAGCACACACTTCCTCCTTCACTTCCTCTGTTTCTGTCGTTTTGGAGGCGGCTCT
GCGGCTGTGGAATCTGCTTGTTTTTTAGACTCGTTCTTTTTCCCGGAGTCTTTGTCGTCC
GGCTCGTAAAGGGCGCTCCTGATGAAGCGGGAGGCGGCGCCCTTATCCAGGCGCGCCGCC
TTCTTCTTGTCTGTAATCTCCTTGACTCGGTTCATGTACGCCCGGATTCGCTCCAGTTCC
TGTTTGATGCCGTGTTCTCTGGGGTTTATTCCTCGAGTCACCAAATACACCCAGAACAAC
GAGTTTAGGGTGTACGCAGACATCAGGTCCAGTTTGGCCTGGTCCAAAGGATCCAGCTTC
ACGAGCAGCTCGTTTCTGGACATCGACATCAGTTTGTCCAACATGGATTTCACCGCAGTC
ACGGAGGAGTCGAAGCTCCGCAGCTGCTCGTCGATCTCATACGGGTATTCCTCCTCCGTA
GACGCCATCGTCCTTTAGCATCCGCGTGCTCCAAACCCTCGTGCCGAAT
>CL1373Contig2
AATTTACAAANATGTAACAANAACGATTCAAANNAGGAAAAGAATTTGGGATATTTACTC
ATCAAGATTCGTGTTCTGTGAATGCCACTTTTTTAAAAAGCCTTTTGAACACATGTTTCT
GATTATTGGCATTTTTCATATAATGGAAGTTTTTTCAAAGTAACATCCAATTCTCAATTG
ACAATTCAATATGTTATTCAAGCTTGGAATATGAAAAATACACTTTACTATTTAGACTTC
AATATTAAAAATATTAAATAAAAAAATTTGCATTTTAAATTCTCATTGTGTTATATCATG
TAAAAAAAACATTTATCTTCTTGGACAACTGANAAGTTGTTTCTGNTAATCCAACCCGAT
NTATTTGTATTTGTAGTTTTCANTTGTCANCTCGGGTCATTTTTTCATACATAGTTATTA
AACTNAAGTATGTTCAACCACAAAAGGCTTTAGT
>CL1373Contig3
CCTGAGNGACAGCAGNTCNCCTGCTGTTGGNGGAAGGAATCCTTTGAAATCATTTTGGNC
NCAAACNGGNGGNTTCCCTGAATNTCNCTNTTTTACGTTAGNGNTGANTTACNCTTTCNC
TCNCCNTTGTTTGTNTTTTTTTTTTTTTATAAGACAAGCTGATTATTTTTTTTCCTTTCA
TTTGTTTATATATTTTATCACAAAATGTGTCCACATGGAAAAAACAGCTGCTTTTATGTT
TTTAAGGAACTAAAGCCTTTTGTGGTTGAACATACTTTAGTTTAATAACTATGTATGAAA
AAATGACCCGAGTTGACAAATGAAAACTACAAATACAAATAAATCGGGTTTGATTAACAG
AAAAAAAAAAAAANCNTCNNGCCAANTTCNTGCACCCCGGGGNA
>CL1374Contig1
TTTTTTTTTTTTTTTTTTTTTTTGCAAATATCTTTTATTAAAAGGTGCAACTTAAAACCA
AAGTAAATTCAATGTCATCTGTAATATTTACAAGAAGGTAACAAGACTGCTAGCAAAGCT
CAGTTCGCCCTACAGGAGACTTTTTGTGAGCTCAGCTTATTTAAAAAGAGTTACATAAAT
ACAATGGATAGTATTGAGGCCTTCTTTGCTCTTTAATCTGAATGATTGTATTTCCAATCT
ACAGTAACTCTTCAGCCTGTAGGCTATCGTCCCGCCGGCTCGTCTCCTTTATAAAGTTCG
GTGCTGAGGCTTAGTTGCTGTTTCAGTTACTGACTGACTGCAGTAACGGCTGCTGAAGCT
GTTGTGGGGAGAAATCGAAGGGCCTGCGATTCTCTGTGAAGCCGTAAAGTTTGCGGAGAG
CCACTCGAGCGGCTTCTTCCTCTGCGCCGACTAGAGTCTCTCCTGGACCCTGAGCAAGGA
GCTTCTGGTCACTGTATAAGCCGACAAAGTAGAGTGGCAGGACAGTGCTGGCTCCAGCAG
CCCTGATGAGACGAGGCTCAGGCAGAGGACACTTCCTCTCTGTCAGCTCCTCCACCAGCA
GCCCCATGGGGTCCACCACAGTCCACAAATCAAACAGGTCTTTTCCGATCAGCTGAGTCG
ACAGGAAATCCCTGAGAAAAAACCCCGTTCGCTCTGCTCCACTGCTTTCCTTCAGAGCTC
CGATCAAGGCCATGAATGTGGAGCGGAGAACCTCGTCGGGAACGGGGAAGTCTGCACTCA
TGCTCAGGTCCTCAACGCCCAGGTTTCGTGCTACATGAGACACGGTGGCTGCGCTGGTGA
GGTTCCCCACTATGCTCTCCACCCCCACAACCGGGAGTCTCGGGAAGTTAGCCCTGCACC
AGTCGCTCAGGAAGCTTTTGGCGAAACGCTCTCCGCTGTTCCTCAGCTGAACGTTGTCCT
TCAGAGACAGAGCCGTGCTCTCAGAGTCCACTCCCAGCTGCTCTCTCCTCTCCCGCTCGG
CGCGCAGATAACACGGGTTGATGAAGGCCGTCTTCAGAAGCTCCAGGGAGAAGTTCTCCT
GCAGGCGGACGCTGAAAGCCTGGACCTCGGCGTGGTAATCCCAGTTAGGCTGCTGCCACC
GGGGCTTCGGAGGCGGAGGCCCTTCGAGCTTCAGCTTCTTCGCCATCAAAAACGTGTACG
CCTTCATCCACCTTTTCTTCTCTCTGACCTGCAAAAGCGGGACGCTTCTGCACAGCCGCT
GGCTGTGAATCCCTAAAGTTAACACGCCGCGGTTTAACAGAAACCCCGCCGCCATCTTTC
CTTCACCCCTC
>CL1375Contig1
AGCGCGAGCCCACATCGTAAGAGGGGGAGGGGGGGCGCCTGTCTGCACACACCCCCTTCC
TCCTTTGGTCACTGTGGCTCCGCCTCCTTTCAGGAAAAACTCTAAATACCACCGCCTCCT
TCCCTCCCTCCCTCCCTCCTTCCTCCCATCGGGTTTCGAACCGCCACATCTGGAGTGCTC
CGTCGTCGCCCCCCCCCTTCTTCCCCTGATCCCAAAGCTCTGCACGGCTTGGGCCTCCCT



GTGCTTGCATGACATGGAATTATATATTTTATTTTTTGTTGTGCATGTAGATCAATTTTT
TTGAAATAATCCTCTTGTTTACACATGGATGGTGATGTTAATATATTTAAGAATTTAACG
GTATACAATATGGATGTTGCCAAACTTTGGTAAATGTACACATATTATTATGGGAGGTGA
TCCAAATGAACTGAACTACATGTAACTTTTGTATTTACCCGGGTCAGCGACGTGCTTCGA
TTCCAGTCGCAGTTGCATATCTGATCCTGTCTCAAACTGCCACACTGTACTCAGCTTAAA
GGGGAAATCTGACTTTTCTTTTTGTTTGTTTGTTTGTTTTCTTTCTTTTGTATATAAGTA
TTTGTTCAATGCAGTTCTGGCTCTCTGTTATCTGTATAGTTCAGGCCGCGCTTTAGTTTG
TAAGTGCTACTTTTTCTCTGAGGGACTTTAGGTTTGAGCGGGGAAATGGGAAAAAGATTT
GAACCTTTTGTTTTCCTTTTTCTGCATGCTGCATCTTATGCTGTGGGACTGTTGGAAACT
TGATACTGTATGAAAATGAAATCAAATTTAAATAAACTTTGAAATGTTGTAAGTAAAAAA
AAAA
>CL1375Contig2
TGCCGTTAAACCCGGGCATTATGGCCGGGGACTGCAGTGAAAGCCTCGGCAGCAGCGGAG
AGACTCTGAAGCTCGTTTCAACGCCAGGAGCGGACCGCGAGGAGCCACGACAGACATTTT
TTTTTTCTTTTGCCCCTCGTCGTCCTCGACGCAGCTCGGGCGGCCTGCTGCTCCCCAACC
ACCTCCACTTCGTTTACACCGCCTGGATTTCACCATCCGACCTGCACCATGGGAAATGAA
GCGAGTTACCCCCTGGAAATGTGCTCACATTTCGATGCTGATGAGATTAAGAGGCTAGGG
AAGCGGTTTAAGAAACTCGACCTAGATAACTCGGGCTCGCTCAGCGTGGAGGAGTTCATG
TCCCTGCCGGAGCTGCAGCAGAACCCGCTGGTGCAGCGGGTCATCGACATCTTCGACACG
GACGGAAACGGGGAGGTGGACTTCAAAGAGTTCATCGAGGGGGTGTCACAGTTCAGCGTC
AAAGGAGACAAAGAGCAGAAGCTGCGATTCGCCTTCTTCCCCTGATCCCAAAGCTCTGCA
CGGCTTGGGCCTCCCTGTGCTTGCATGACATGGAATTATATATTTTATTTTTTGTTGTGC
ATGTAGATCAATTTTTTTGAAATAATCCTCTTGTTTACACATGGATGGTGATGTTAATAT
ATTTAAGAATTTAACGGTATACAATATGGATGTTGCCAAACTTTGGTAAATGTACACATA
TTATTATGGGAGGTGATCCAAATGAACTGAACTACATGTAACTTTTGTATTTACCCGGGT
CAGCGACGTGCTTCGATTCCAGTCGCAGTT
>CL1376Contig1
TTTTTTTTTTAAAAGCTAAAAACATTTATTTAAAAAAAAACAAAACACAAAAACCACATT
GAAAAAAACCAGATGAACAAAGTGTTTTCCAAATCCTTAACTGTCCACAACGATCGTCTC
TCAGAAATCCTCCAGCCTTAAATTTCAACGTCGCTCTCTTTGTCGTTGTCATGGTCGCCG
TCGTAGAATTCATTCGCTGCCTCTTGTCGGGTGTAGTTCTCCTCAGCTCCCCTCTCGTCT
GGGTCGGGGTCGTCTGTGCGTTCGTAGCTCAGCATGTCTGACGGGACGTCGTGGATCTGG
ACGCTGGGCGCGTGGTTCAACATCTTCAGGTTTTCAAACACGGTCTGACGGATCTGTTCC
AGATACTGTCTGGAGTTCTGGTTTTCGATCCTGGTGCTGACATCAGGATGCAGCGTGAAG
TCTGGGGCAAAGTACTCGAAATATTCGCTGTACGGCAGCTCGTCGCTGATGGATTCCTCC
AGCAGCAGAGATGTCTCATAGGTCCAGCAGCGAGCCACGTTCCTCACAGTGTACCCTCCT
CCTCCGAGCACCAGCAGAGGAATCTTAAAACTCTTCACGAACTCCACGCACTCCCCGTGT
CCCCGTATGCTAAGGTTGAAGCAGCCCAGTCTGTCGCAGCCCAGGGAATCGGCCCCACAC
TGCAGGACGATGCAGGTGGGCTGGTAGTAATCCACCACCTGCTTGATGACCGGCTGGAAC
AGCTGCCGGTAACTCTGGTCGTCGATGCCGTCTCGCAGGGGGACGTTGAGGCAGTAGTAG
CGTCCGCTCTCGGCCCCCACCTCGTACATGTCACCCGTTCCCGGGAAGAAGTAGTTCCCA
TACTTGTGGAAGGACACGGTCATGACTCTGTCCGTCAGGTAAAAGGCCTCCTGGACGCCG
TCTCCGTGGTGAATGTCGATGTCGATGTACAGAACTCGGGGGTGGTACTTGAGAAGCTCC
AGGATGCTGATGACGATGTCGTTCACGTAGCAAAATCCCGACGCCTCAAATTTTTTGGCG
TGATGCAAACCTCCAGCCCAGTTGATGGCGATGTCACAGATCTTGTGGTTGAGCTGCGTG
GCGCCCTGCAGAGACGCTCCCGTGTATCTGGAACAGAACTCAAAGAGTCCTGGAAACACA
GGACAGTCATCTCCAACGTTGAAGGTGTTCAGGCTCTTGGTGAAGCCCTGCATGTTGTTG
GGGCTGACCTTCTGCAGGAAGTCGATGTAATCTTCAGAGTGGAACCGGCACATGTCGTGC
TGAGAGGCTTTGTACGGCTTAAAAACCATCATCTTTTTATATAACCCATAATGCAACACC
AGACTGTGGGTGAGAGACAAACGGTGAGGCTTCATGGGATGACCGGCACCGTAATGAAAG
TTTCCCACATCTGGGTCGTAAAAGTAAGACGTCCTAATAGACATTTTAAATGTAAAAAAA
ATAATAATAATCCTGAGATTCAGCGAGGTTTTACTTTTTAAAGAGCGGCTCAGTCTGCCG
CATTTTTCCTGCCGCTAACGGCTAACCGTAAACATTTAAAGGTGCCCCGGCCATAATGNC
CGGGTTAACGGCCGGTACCC
>CL1377Contig1
TTTTTTTTTTAATGTATGAGCAATTTTCCAATGTTTTTTTAATACATTTTTACAAAGCAG
CAGAAAAGATACAGAAAGGCTTTTGATGATTTTTTGATGGATTTTTGATGGTGATGGACA
TTCTTCAGCCGCGGGGGCGGGTGGGGTAGAAACTCTCTGTTTTTGCAGATTCTGCGGATT
TGCAGTTCCCTCTAGTCCCTAAACCCTGTGAATACTGGGGTGATACTGTAATACAATTGA
TTACCCACTAATTATAATAAACAAAGGACCAAATCTAACTTATTTTTATACTTGATTCAT
CTTTTGATTAAAGATGTATTTAGCCATCACATGTAATATTTAGGGGCATTCAAAGTATTT
AGAGTTTACACATTTTTTCGTGTTTATTAATCATCTATTCTACCTTGGACTTTTTCATTA
TGGTCAGGCATCTAAACATACATCTGCAGGAATTCCAGATAAATGTGAAGATAAACAATC
CAACTGCTCCAAAGACTGCCATCACATCTAAACATTGGTAGGCATACCACGGCAGTTTAT



ATGACTCTGTGTGAAGGTGGCCAGCACCCTTGTGCCTCATGACAAACTCTATCCAGAAAA
CAGCCTTGTCCATGGGTTTTATTGGTTGATCGCGATAAATCCGGGACAGTTTCATCATGT
TCTGCTTGTAGGGTTCTGTTGGGTCCAGAAGATTCTTTAGGGAGTTTGTCAGAGACTGGA
CATCCATTGCTGTTATGTCAATGATTTTGGCCACGCCATGGGCCTCCATGCGCACCAAGT
TATCATGCTGGTCAAAGATTAGGGGAATACCCAAGATTGGCACTCTGTGAAAAATCGCCT
CATAAAGGCCATTGGTGCCCCCGTGTGTGACAAAGAGCCTGGTTTTAGGATGGCCAAGGA
TATCATCCTCGTGCCGA
>CL1378Contig1
GGAGGTTTGCGGGGAAGTGGCAGCGGTGTTCAGTCCCATGGCGGCTACTCTCCAGGAGGT
GGTAGAGGAAAGCTCCCATCCCTCCTGTCCAACCGCATGTACCCTGAGAGCGGGGGCTTC
CAGGGTTCTGCTGCAGGGCCTCACGACTTTCCTGGGAGGCATTTTGGAGGGGGCCCAAGG
GCTGGCCGCCAACGAGGCCGCAAGAGACCCCTCAACAAACAGGTGAAACCGCAGGGCAAC
TTTCAGAAGAAGAGAAAGAATCCAGCAGAAGCTGATGAGCCAGAGTCAAAGATGAACAGG
AAAGAGGATGAAGGGACGGAAACGACACCAGCAGAAGAACCAGAAAAAGCTGATGATGAC
AAAGCAGAGACGGCAGCCGATGAGACGCAACCCACTGAAGGAGAAGATGTCGCTGCTCCC
AAACAGGAGGAAATGACAAAGCCTCATGGAAAACAGAGCCAAGGACAGGAGAAGTCAAAA
AACAGGAAGAGAAGAGGATTCTTGGAAAGAGTGATGTTTGCATGTTCCGTGTGCAAGTTT
CGCTCCTTCTACAAAGCCGATATGGAAGTTCATCTTGAAAGTCGCTTTCACAAGGAGCAC
TTTAAGTTCCTTTCCAGTCAGCTGTCCAAGCCCACCACAGACTTCTTACAGGAGTACCTT
ATGAACAAGTTTAAGAAAACTGATGAACGGGTCAGCCAGATGGAAAATCACAGTGCTGCT
ATCTGCCAGATGTACAGAGAACAGGACTTGACCAGGGAACTGGGCATGGAGCACTTCATG
AGGAAGGTGGAGGCAGCTCACTGTTCAGCGTGTGACGTTTTCATTCCCATGCAGCCCCAC
CTGATCCAGAAACACATCAAGTCTCATGACCACAACTACAACCGAAAGGGAATGATGGAA
CAGTCCAAGCGAGGATGTCTGTCAGTCGCTCGAAGCATCCTTAACCACAAACTGATTGGC
AAGAAGCTGGAGAGCTACCTTAAGGGTGAAAACCCGTTTGTTGGTAACCAGGATGAGCAG
GATCCAGAGGACTCCATAGCGAACGAAGCCTCTGAGGTAACCAGTGAGGCAGCAGCTGGT
CAGACAGAGGTCAAAGACGAACCTGTGCCTGAGGAAGAGACTGTCAAAGAAGAGATGGAA
GAGGTGCAGATAGAACCGCCGGCAGCTACAGCTGCAGACCAAGAAGAAGAACGAGAGGGC
AACATGGAGCAGGACGGAGACAAGGAGCTGGAGAATGCAGAAATGGAGGGTTTTGAAGTT
GGAGAGGATGAAGATGAGGGATACATAGTACACAATGAGTTCGAGGAAGGGGGGTTCCGG
GATCCTGACGAGGAGGAAGCGGGGGCCAATGTTGCCTAAGAAGACAAAGTTAACGCTTTA
TTTAATGTGCAACTTTTTGACCAGTATTTTGTCTCTTATCACCCCCCCCCCCAAAATCCT
TCCTGTCTGCATCTGAGGGCCAGACAAAAACCAGTGAAGTTGTACCACATCAGCAGAACA
TTATGCAGTTTCAAGTGTAGCTTTGCAAAAGGTTGTCTGAGCAGCGGGGTGACATCTTAT
CAAAGGGATGCTGCATATCTGCTTTGAGGATGTTCATCCACTACAAAGAGGCCCATCCAG
TCCTGCTTTTGCATAAACACATGCAAAAGTCCCTGCCAGGACCAGGCCCTTACTTTGGTT
TTTGGGAATAGTGAATGTTTCCAACACTGTTAGTTTTATTGCTAAGATTAAAATTTAGGA
ATGCAAAAACACGAAGTAAAAGTATTGTCAACATTTACGTGAAAAACACAAATGCATGAC
TTCCCATCAATTAGTTGTAGATATTTTGGTAGACTCCTTTCTACATCTTAGACTGCCAGG
CAAGAGCTCTTGCCTTTGTCTTTAAGTCTGTGTGCACTCTGTTCTTAACTCCAGCTGAAA
TGTTTGTGTTTAAAGCCATTTGTAAATTCTACTAAAAATGTAACTGTTGGGCCTGATTTC
TGTGCCTTTTGTGAAGTGTTGGAAATCTTTAGAAATATTGAAATAATCTGTATTGTCTTA
AGCCATTGCTTTCCCTCAGACATGAAAACGGTGCCACCTGTGTTCATTTGGATACCAGTG
ATGT
>CL1379Contig1
TTTTTTTNTTCCACATATTTAAACCTCTTTATTCAAAAAGGCATGTTTCCATCACACCTG
CATCCAGATCCTCACAGTCAAAGGAAGAGTGTTGAACGGATGAAATTACAACCAGATCGA
AGACCGGATCATTGGACTCTGCAGCCTCTGGCCCACACAGCCTTCAGAACCCCGTTTTGG
GAGCGTTCTGATGCTGGGTGCACTTAAATGCAACAGGAGTTAGTTTGCACAAACCAAACA
GTTTCTGTGGAAAATTTACTGGAAAATGTTTGTTGTTGTGTAACGCTGCTGCAGCTGGGT
TCACCAGAGTATCAGCTGCTGTGACAAACACCAGAGCCTGATGACACTTCCTGAGGATCC
ACGAGCAGGAGGCTGCATGCAGACATCAATGGCGCCAGGCCTGCTCTGAGCTGCAGTCAG
GATTTTAAACTGTAGTGGATGCAAAATTTTCCTGAAAACTTCAAGTGATTTTTGCTCCGA
TTGTGATCTTGGGAAAATGTTAGTAATTGCTGTAACATTTAAAGAGAACATCCAGACAGG
CAGGAAACCCAACTTCAGGTATCCAGGTCCCTCGTATCTGAGAGACGGATCTGGAGCCGG
CGCCAAGGCCAGCAGACTGCATCCCGTGCAGAGTTTGAACATGTGTGTAGTGTTTGTCTG
CATGTGTGTAGTGTTTGTCTGCATGTGAGTAAGCTTGAACTAAACAGTGAGGTTGAACCA
GCTGTGAGTGTGAATGCATCAGGCATAAACACAGACTTAAAAATGCTCAGAAAGGGCGTT
AAATGCATGCTGGTCTGTTGAATGCCAGCTTTGTGTTTTTTTGCTGAGGGCAAGCAGTAA
CCATAGCAACCTTGAACAAATGCTTCCATAAGGAAATCTTGGGTGGAGAATTATGTAATG
AGGTGCAGCTCATCAGTCCTGCAGAAGCTAGACCTGCTGGTCCACGAACAGGAAAGGGGC
TGTGTGGTTCAGGTTCAGACACGGTTCTGCAATCGAGGTGAAAGACATTTAAGAGAAGTT
CTGGATGCAGGACAGCTCCCATCACATCCAAATATGTTCAAGTACAAAAAGAAAACAGTG
GCAGTTTGTCGAGGGGGGCGTCAGTCCTCAGCTCAGAGGTCTTGTGGGCTGATGGAGCTG



AAGGTGCGAGTGGTCTAAACAGCCTTCCTCGTGTGATGGTGCTGTGATGTTTGTTGAAAC
CCCAGTCCACAGCCTGATGAGTGGATGGAGTTTATAAGGACTTGGTCTTGCCTTTCCTTA
GGACCAGCTTGTTCTTGACATACCCACGCTTCCTCTTGGCCGTCTTCTTTGATGTGAACT
TCTGGCGGCTGGAGTCCGTGCTGCGCAGCCTGTTCTCCATCCGGTCCCTGTTCTCCAGCT
TCTTGACCTTATAAATTCTAACCAACCAGTGCTCTGATGTGAAGGCCTCCTCCAGGTGCT
TAAGCTTAATGTCCTTGTTGCCAATCTCTGCATTTCTTGTCCGGTCAAAGCCCGGGGGGG
TCCGGAAGTCCAACTGCATCTCCCCAAAGCGGTAGTAGGACATCTTGTACATGAGGCAGT
TGAGCAGAGTGGGGGAGCCAGCTTTGTCTACCCTGAATTCACCCTGGGGGGTAAAGTAGT
CGCTTTCCCGG
>CL1380Contig1
GAGGGGGCATCACCGCACCAACGGAGTCTATCACTGCTTGAAGGAACTGAAGGCTCAGGT
CAAAGCGGGTCGGCGCCGGCTCTTCGCTCAGGAAAAACAAGGCAAAGAGGACAGGCAGCA
CGGGGAGGAGCCGCACTCGGGGCAGGAAAATGGGGGCTTGTTTGGCGACCAACACAAATG
CATTTACAAGGTAAGGAGGAAGAAGCCGCGAAGGTTAAAACCCCAGATGAGAGGCAGATA
GAAGAATGTCCGTTCCCTGGGTGTTTCCTGTTATGCCTGTCATGTGACTTTAAGTCAATA
AGTGCTGCTAACACCTCTTATTGTCATTTAAAGGTGAGCAGTTTCCATCAACGGCAGGGA
AGCATCAGTGGACGTTGCTTCCCCATAGCCTCATTTGCCTGAACTTTACTTTTTAGTCTA
ATCTTACTGATCAGACACACTTTTACACCGTCCACTAGTTTCTATTTTTTTCTATCCTGG
CATTTTTTATCAGGTTTTTGCTGAAAAGCCCGTTGAGCTCGCTGCTTTTCGTCTGTTTCT
TTTTTAACTGTCTGAGCTCATTCCGAATTGAGACAAACGTGAGGTGAAGTCCACCTTTCC
TCAAATGACATCAGCAGGCCCCGCCCACAGCACGACTCTTTAACTTGTTAAGGAAACCCA
TTTGCAAACCTGAAAATAAGATTTATTCCACTGATAGTGGAAGTCGGAGCACCAAGGGTT
CATTGGCGCTCTGACTTTACGCCCCTTTACACTTCCTTTCTTAGCCTAGCATCCTCTTGT
GTGCATTTCAGTTCTATCCCATCAACTCAGAGGTTAAGGTAAAATAACCTACTTATGACT
GAAACTGTATATTTTGCCTACTCTTTGATCAAAAATTCAGTTTTTTATGCTTCATCTGAC
TGTTTTTTTTGTCTTACTATATGAGATCGGAGCAGCTGACGCGCTGCTGCGGTTTCAAAT
CGTTCCAAATGTTCAGCAGAAGGTTTGGTTACCGAACAAAAAAAAGCAAAAAAAAAA
>CL1381Contig1
CGGCACGAGGCGCCATGCGCGTTAGTGGCCTTCACCTGCTGCACAAAGAGTGCTGAGTTT
TACAGACTCGCAGAAAGTGCTAGCAGAGGCTTTATGGAGTTACTATAAATAATCAGTTTT
ATGCACACTGACCAAACTATCCTGCTGCAGAGTTATTTGTGAACTGTTGCAAACAGATGT
CTGTATAGTAGGTGAATATTATAAGAGATATATACAGTGTATTATATTGATTAGTGGTCT
GAGTTGCAACAGTGCAGTTTCATGTTAATGTGCACCCACTGGTATGTTTCCACAAGAGTG
AGTGAACAATAATTTTCTCAACACTTTATTTTGAAAGATATACTCAAATAATTATAGAGA
TTAAATATTTATATTTTGATATTTTGGTGTATTGAGAGTTCACTTGTACAAATAAGTGTA
GATGTGATTTAGTTTATGACTCAAGAAAGAAACATCAGTGGGTGCACAGACGTTGACATG
TTTCTGTGTTTTTAATCAGTGGACTCTCCGAAGGATTCAATCATTATAAAGGGAAGTGAT
TCGTGCGTTTCAATCATTTTAACTCTAAAGGGCAAACTGTTTGAACCAAAGATTTTGAAA
TGGTCACCGTTGCATATTGGTGTCAGATATCAGTTCAAAAGCATCCTATTTGTGTGAAAC
TCGATCGGTTCCAGTGATTTTTGCTTGGTATTCTATTTTTAGTTCAGTATTTTGTCACAA
TGCTTTTTTTTGCAAACTTTAAACAAAGCAAACATCTTAGTTCTCTTTAAATCCCTAAAT
GTTGAATCTGTCAATAAGGAACATTTGTAGTAACCAAACCAAAGCTTTTTGAGTCACACC
AGTTATAGTTTTGGGTCATATAGTTATCAAGGGTACATAGGTGCTAACTTTGGTGTTTAT
TTTGTCTGTTTGTTGTATTTTCAGTTCAGATGACACAGAACTGTGTGTCTGTAATCAAAT
CAAAGGACCCAGGATTTTGGTCTGCTGCTTTTCATGTCAAATGCTGGATTGATGTTCCTG
TCCGAGGATGTGAATTTAAAGGGATAAAACATAGAGTTCGCTCTTTGTTTTCCTTTCTAA
GCTTCTGAGCACAGCGGGTTATTTACAGTCATGCTCAGGGGAACCCGCATCTGCTCTGCA
GTGAGGAAAAACAGGTTTCAAAATATGAAATTGAATGTACCTTTTTTGCAATGATTATGC
TATCTGATATTTTCTGTTGATGATTTGTTATATTTTTGTGACATGGAAATGATTAGCAAG
TTTTTTCCCAAGTGTTTCAAGGGCAATTTAGACAATGTTTTATTATAAAAAGTCTGATTC
TCACTTGAAAAAAATCA
>CL1382Contig1
TTTTCCCATGAAAATATTTTATTGTGGAAAACATTGATATTATCCTGGAAGTGCTTTCCA
TTTCCTGACATGCTGATGTGAATGAAGTTTGAGGAAAAGGGAGATCTTTAAGGGGTCAGT
GATGTTTGACGGTGTTGTTCGACATCTGCAGCAGGAGTTTTGTGTAAAAGAAAAAGCTGC
TTTGAGGCTTTTAATTGGTTAAATAAAAGATGAAGATGAAATTTGTATCAGAAGAGCGCA
GGAGGGATTCCACTTCCAAACAGAAGACTCCAAGAAGTAGGAATTTTCCATCTGCTATTT
GGCTCCTGGTCCTGGTTGTCCAGCAGATGAAGCCAGTCGTTGAGATGATTCACCAGAGCA
AAGGCGTCGGGAATGTTGTCTCCTTCAGAACAGAAGAGCAGCAAGACGGCGAGCCGGAGA
TCCTCTGCACAACTGTCAGAGTAAAGTCCTTTTGTGATGCCTCCTCCTGGGATGCAGAGT
CGAGGCTCGGCCTCAGCATCCGTTAGTCCGGGAAAGGCCGGCGTTCGCTCCATCTCCCTC
CAGCCCAGCTCCTTCAGAGCATCAGCACTCACTCCCAGCAGAGACGGTGTGACCAGGAAC
CGAAGAGGAGAACCCTGAAGCTGCAGGTCGTCTCTCTGGTAGGCATGGCTGCTGGACAGA
ACCATTGTTCTGGAGAAACCGCTCGCTTTGATCCAAGATACCAGCTGCTGGCGAAACCGC



TTGGTCCTCGTCTGAATAATTGGGGCTCTGATCTGGAGAACTGCCAGCTTCATTTCTGCT
GCTGTGTAAACTTCTGCAGGAGTGTGCAGCTCCTCCGCATCCTCTTTGCAGGAGCTGTAG
GGGTTGTTTCCAGCCATGGGGATGAGACAGTCTGTGTGCATGTAGCCCACTCTCCTCATG
TTAAGAGTAGATACGATGAGGTCGACCGCCAGCTGACCCACGTTACCAACAGAAACAGCC
GGCATGACGAGGGTAAAATCTTTGAAAACAGGAGGCGAGTCTTGCGAGGAAACAAACATG
ATGCTGAACAGGGAGCTGACACAAAACCAGAGAGTTACGGTTAAAAAAAGTATGTAGGAG
TACGCTAATCACAACTGAAAATTTGTAATATCTAAGCACACGCTTCCTCCCCCGGCCATA
AGGCCCGGGTT
>CL1383Contig1
TCCCCCGGGCTGAGGAATTCGGACGAGGCGGAGGAGCTGCTCCCAGCGTGAGGGCGAAAA
TGAAACATGGAAGAGGACGTCGCTGAAAGTTGGGACGGAACTGTGGAGAGTCGGGAAATG
GAAAAGCGGTTGGAAGACACGCTTCGGATCGGCCACAACGACAAAGAGTCCAGTAATTCT
TCACAGGCCCTCCTGAGGACGACCATGGTAATACAGGACAGCTCCATCCCATCAGCACCC
CCACCTCAGATACGCATTTTGAAACGGCCCGCCAGTAACGGGTCCTTGGCTTCGTCCATG
AATCAAAACAGACCGGCGCCGCAGGTGAAGTCTCTGGCCCAGCGAGAAGCAGAATACGCC
GAGGCCCGGAAAAGAATACTGGGCAGCGCCTCCCCAGAGGATGAAGCTCAGGACAAGCCC
GCCAATGACAGGCCCGGACGCAATAACTCTACGCTGCCTTCAGAGGACTCCAGATCAAAC
AATCACACTATCCGGCAGCCCGCCGCCCCCGACGGAACCCAGGGGTTCCGGCAGCACAGA
TAAGCCGGTCTCAGGGCGACCCGGCCATCTAGGGGAGAGAGGTCAAGGGTCATCAGGGGT
CAACAGGACCGTCTTCTGAAAACTGGCTTCCCTGGATCAGACGGTCCCGGCCGCTGCAAC
CCTTCAGGAAGCAGGGGACGCCGGACGGAACGTCCTCCCCCCCACACTGCGCTTTATTTT
GGCACTGTGATTATGGACGTCTTCTGGACTCACTGTGATTACCCCCCCCTTTAAGAGACA
CCGCCGCCGCGGTCGGGATCAAAGAAACACTGATGAGGTGAAGCGAGGTGCCATATCCAA
ACGAGATGAGCTGGCTCTTCAGCAGCCCCCTCCTCCCCCCAGCAATAATTCAAGTCTTCA
CCTTCTCTGGTTTTAATTTTCTTTTAATCGCTCGATGCGCTGACATCTAAAGACCGAAGT
TCTTTTGGGCCACAGAGAACCTTTTTTATGACCCTAGTATTGGTTCAAACATCTGCAGTT
CTTCTCAAAAGTTTTTGCACTTTTCTTTGGCAGTGAAAACATGAAATCATTTGGTTCCTA
AACTGTAAACCGCTTCACCACGAGGCTGCACTTTGGCCAAGAACCCAGCAGAGCGTTACG
TGTCGGCGCGCGCCGCCTGTGGTTTTTAAACGCCGCCTTTTTCATTCAGGTTCCGTTGTT
TTTTCGTGGTTTCTCTGCGGCCTCGCTCGGCTTTTACGGTAGCCTTTTCTGTTTGTATGT
TAAACAGACATTTGGAGCAGTATTTTAATAGAAATGAGCCCAAAGCCCTTTGAAACCCAC
AAATGTCATCGTTTGAAGGCGCCGTCGGCGGCAGCAGCAGCTTACAGGGAGACGGAGGAG
GGAACTTCCTGCTGTACGTCACCCCCCTCCCTCTGTCTCCACCTCTTCAGGTCCTCTGGA
GAACAGCCTGTTGGAACTCAGGTCCATGTCGGTAATCCAACCAACCGGGATTGTATTCGT
ACGGCGGGTCGGCCCGCTCAGACGGTATGAAGCTTGGCACAGAGACGGTGCTGGCTAAAG
CTGAACTGAATGCTAGTTGTTTTGTTTTTTTGTCACTGCATCGTCGCTCCGTGAGGAATC
TCCAGGAAACATCTCAGCGCTGGAACATCAGGAGGACCCACAGGAGCGTCCTGTTCTTCA
CCTGCTCACACGTCACAAAGCCATATTTGGTGGTGGAACAGTCTTTTTCGGATGGTTGAA
TTCAGCTTGTGCCTCCTGTAGGACATCTTTACTTCCTGCTTTAGTTCAGAAAACCTGCAA
TATGATGCGAGCAGCCGGGCTCAAACTGNCCTGTAAATACGATTTAATAAACAGAT
>CL1384Contig1
GTGTTCTGGCCATCAATGCATGAGCGCAGAAAAATCTTTGCACACTTGCAGGAAACGCAT
GCGCGTAGATGAAACCAACTGGTTTGTGTCAAATCGATGCAGACGGATGTGATCGAGCTG
AAAATCACCTGTATTCTGGCATTCATGGTGACACACAGTCCATGGGCTCAGAGCGGGCGG
AGATGCGCAAGAGACAGATGCAGGTTCATCAGGAAGCAGCTGCCAGTGTCCTCCAAGCGC
GCCACAGAATGGGAAACACCCCCACGAACGCCTCAAACGCCTGCTGCTTCTGCTGGTGCT
GCTGCTGTAGCTGCTCCTGTTTGACTGTAAGAGGGGAAGACGAAACCATACAGAGATCTA
CATTTGAACACAGGACAGAAGAGACAACCAATAACTGTGAAGAAAGTCCAAAGCCCACTT
TGGAAGACGCTAACTCTTGGGCAGTGTCGTTTGAAAGGGTGATGAAAAGTGCAGCTGGAC
GGAGCTGCTTCAGGCAGTTCCTGAGGACAGAGTTCAGCGAGGAGAACATGATGTTCTGGC
TCGCCTGTGAGGAGCTCAAAAAGGAGACTAACAAGATTGTGGTGGAGGAGAAAGTACGTC
AGATCTATGAGGACTTCATCTCCATCCTATCTCCAAAAGAGGTCAGTCTGGATTCACGCG
TTCGAGAGGTGATCAACAAGAACATGCTGGAGCCGACCTCTCAAACATTCGACGATGCTC
AGCAGCAGATTTACACGTTGATGCAGAGAGACTCGTACCCTCGTTTCATAAACTCGTCCA
TGTACACGGATCTCCTCAAGAACCTGGAGGAGGCTCCTCCAGAGCCATAGACTCTCCCCC
CCACCCTGCCAGGCACTTCAGGTTGCGGCGCATGCATCCCACACAGAGAAGTTTCATGTT
CGTGTTGGCGTCCGGCTATTTCCAGACCAACTGGTGGAGAACTGAAGACTCCCAGTCTGT
GTCCAGCTGTAACTGCTGTTTATTTACCCACCATTAGCTTACCAAAACCCTCAGAGCAAA
CT
>CL1385Contig1
TGTTTTTGATACTGTCCAATTTCTGCACTATGGCTGCTGCAAAAAAAAGAAAAACTTTTA
CAAATGCATCTGCTCAGATCAATTTCACTGCAACATACAACAGCTATGTGTTCAATTAGA
ACATTTACAGAGAAAAAAAATATCTGAACATGACAATACCTCTGTAACACACTTCAATGG
AAAACATGAAAGCAGTCTGCACATATTCAACAATTGCCAGATTTAATTTCCCCTCAGTGC



ATTGAAATAGATCTAAAAAAAAGTCCCTTATATTGTTTTTTCAACACAAAAAAGAAAAAC
ACCATTTGACTATGGGAATGAGCAGTAAGAAAAAAATGTGTTGAAATCCAGTGTCAGATA
AGATGTACAGTACTTGAAGACAATAAAAATTCAAAGAAAACATAAAAGGTTGCATTTTGC
CATAATAGAGGAATTTAGGATATTAACTACTGCTGTATAAATGCTGTCATAACCTGCAGA
TGACAGAAGCAAAACTCAGTAGCGATCATAATGCTGCCTCTCCTGATAGGAGTTGGATCC
TTGGTTGTACTGACTTCCATGCCCCCAGCCTCTGTCTCTGTCTTGCCAGTGATGTTGCCT
GCGATTGTCCCTGTTCCAGCCCTGGTGTCCCCTCCACCCACGGTCTCCATGCCCACGACG
CTCATTGTACCTGTTATCCCGGCCCCTCTGGTTTCCTCCTGCCCGGCCCCTCCAGTCTTC
CACAATAGGTGGGGGGTCGGCGGGTCGGTTGAGATACTCCTGGTATTCTTGGTCCTCGGA
GGTAAACCTATTAACAAACAGCTCTTCATAGCCTTTGAGGGTTTCCGTGGCCTCGGACAT
TCTGATTCTTAAAACTCCGAAAAGACTCCTTTAATCCTCGTAAGTGGTGTTGGATGTAGC
AGAGCTGTTCAGCTAAACTATACGGTCCCAGATTGGTCCGTTACAA
>CL1386Contig1
ANCCCCCCCCCCCCCCCCCCCTTGGGCTTCTCTGTAACCTGAAGTCTGCTTTTTACTTAA
CAGGGAAACCAAAGAAACAGAAGCATGAACATGGAAATATTTCACTTTGGGGAACGTTCA
TTCTATTTTAGCTTGATATGTTTAAATGTAGTTTCATATAAGGAAACTCATCTGTTTTGT
GATATATGACTGAACATGTGTAAAGGTGTCTAATCTTTATTTTCGGGCTTCAAACAAATG
AAAGTATTAAGTTTGCGTCAGTCTGTTCAGGATATTAGTGAGCGAGTCTCAATCAAATAT
GACACTTTAAAAAAAAGTTTTTCTTTGAAATTTAAAAACCTTTCGAAGGCTAAAACTGAA
GTTTAGACAAAAATACAAAAGTAGCTCTACATTCTGCAACAGCACTTCATTTTTTAAGGC
TTATTGGTTTAGATTTACGTCACATTTGGGTTTTAGGAGAATATTAAATACATTTTTCTA
CCAATAAACTGACGGAACTGAAAAAAAAACTTTCCTTTTAAAGAAACTTAACTATTCCAT
TTTAAGCTGTTTAGAAAGTTATAATGAATGCACCTCGCTAAGCAACAGTTCCTCTGTCTT
GAAATCATTGTTTTTGTACCCAATAATCCAAACCTTTCTTTTTCTTTTCTTTTTTATAAA
AGTATAATTCCTTTTCAAAATATTTATTTTTATAATGTCACATTACAACCGATTATCCAA
ATTAGCAGCTAAAATGTAAATGTATTCATGAGAAATAAATGCACCCCTAGAAAAATACAA
ACGATTTATTTTGATCAAACTTTTTTTTCAAATAGTAAAGTTATGTTTTTATTTTAACAT
AAAACCAAATAAGAAAGTGAACCCTGTTGTTTTTTCAGACCAGTTTATGTTAATATTCTT
ATGTTAACTGTTTACTTCCTACAGATATAGCAGTGAATTCATATTTTTCTAAACTTTCTT
TTGTAAAACTTTATTGGTGTAAAAAGCTGCTGGGGGACGGCCCGGATGCTGCATGTCATG
TATCGGCGGATCTCACTGGACGCTGTTCCAGCTTCTACCAAAGATCAGCTGTTGCTCTCC
ACCGCAAGAAGGTACAAGGATTTGCTGAGAAAACACATCTGCACCCAGAGTGCATCCTCA
TAAATAAACTCTTCAAAGTAAAATCTCCATTGCATTTTTAATGGGATTTTATTTTGAAAT
ATCTCAATCATTTCGCTTCCTTACAAATGAAAAAATGAACCGTGTGCAAAAACATTTCAG
GTTTCCATTTTTATGTTTGCTTTTCCCAATTTTAATGAAAAGAGCATAAATTGATTTGAA
AAAGAGCGTTTTTGTGACATTGAAAATACGCTGGGCGGGGCCACAAACTCCTTGCTCCGC
CCCTTTCTGATCATCCACCCGCAGACCAATAGATCCATGAATGTCTTTGTTTTCCTGGTC
TGAGCTGGAATCCGGATCAGAACTGTACGGCTGGATGGATACGATGCCGCTAATGTTCGG
TCGGGGTGTGGGGGGGCTGTAAGCTAGCGGGAGAGAGTGTGAACAAAGAGGTCTCAGTTT
TGCTTGATGGGAATGGGGGCGGGGTCCCGCCCACACCTCAACATTTTTAAGAGTTCCTTC
AGAAACGATGTCCTCAAAAACAGCATCACGACAATCAAAAGACCAGAAGATGATCGGAGT
GGAACTTTAGGTCTAAAGAACTGACACAATACTGCACAGGGAAAAAACACACATTCATGG
TAAAATGAACCTCCTGACCATCACACTTCCACCTCCATGTCCGACTCTTTCTCTACTGTT
TTTTCTCTGGTAAATTTTGTTCGTTTGCATCCTTTTGACACAGATTCTGACCGTCCAAAA
GGTTTTTCTGCCCGTTGTCAGTCAGCATAATATTAATTTAAAAGTGTCGGGAATGTTTGA
AAAGTTCCTGAGTCAAATGTTATTTTCACAGCATAGTGTAAACTCTCCCATGTATCCATG
TTTGTCCATTTTCTTCAGAATCACTGATGTTTTAGGGATTTGAGT
>CL1387Contig1
GAGGTAGGCTGCAATAAACTCTGTATCCACCAGGGGCTTCAACAGCATCCAGATGTGCTT
TAACAGCAGCAATACATTTTATATGCTCCCAGAAATGACTTACAACTCGTCAACTCAGCA
GACCAAGACCTCAAGAGCATCTATGAGTTGATATATATCTGGATCAAGATCTGGATCTTT
ATTCTGATCCGGTTCTGTATCTAGATATTCATCTAGTGCCGATTAAGGATCAAGATCTGG
GTCCAGATTCAGATCAGAAACTGGTCTGGACCATTGTCTGGTCTCGCTTTAGATCTAGAC
TTTGATCTAAGTCTTAAGTCAGTCCTGAACTTGGATCTGCAACCAGGCCTTAGGTTTGGG
CATGGATCTACAGTTTCTTGCTAAAGTTATGCCGCTCCTTGACTTTTTGCCAATGTTGCT
ACATTACAGCTGTAAGCTCATTGGGTTGTTCATGGGAATTTATGTTTTGGATCAGAACAC
AGTAGACTAACGGTGAAGTGAGACGAGGAAAATATTTACATAAAACTGATTTAGATAGCA
GAAACTTGACATGTGGGTATGTGTCCAGCCCCTTTGTTCTGAAGCCGAGAAAAAGCTCTG
GTCCAACTAGTTACCTGTAGAAGTCTCATAATTGGTGATGTCCACCTGTGTGAACAATGT
CACATGATATGTTCTTACATTTTACCCACATTGGAGGAGAAACCCTCATAGGCTGTAACA
CCTTAGCAGGAGGCATCATTTCACAGCCATGATGACCAAAGAACTCTCCAAAAGCACGAG
GGACATTCTGTCAAGAGGAAAGGGTCAAGTTATTGCTAAATATCCAAATCTTGATCTCAA
GAAGCACCAATAAGTCAATCAAAACCACATGAATAGAACATAGCACAACACGAATATGCC
AGCAGTCAGCCCCCCACCAAAACTCACGGACCGGGCAGAGAGGGCATTCGTCTGAGAGGC



CAGAGACTTTTGGACTCTCATGGGATTTTTGAATCTTGATCCAGGTCTGGTTCCACATTT
AAATTGTTCTCCAGTCTTTGTCCAGATATTTATTTTGAGTCGTCACAAAGATCGTTAACT
TGATCTTGCTCTGGATCCAGATTTGGATCCAGATCTGGATCCAGATTTGGATCCATTTTG
TGAGCTGGGTCTGTATCTTGAGTCAAGTCTGGAACTAGACCAGAACCCAGGCCTAAATCT
GGCTCTGAGTCCTAGTCTAGATCGGGATTGTAGAACTGTTGACATTGGTTCTGGTGCTGG
TCAGCTAAATAGAGTTAAGGTCCTTCCTAGGAGGTGCACAGAGGCCCTGCAGCATCGTCC
TTACAGGATGTGTTTGCTATAGAAGTAGAGACCATCTTTGCTCCTTGTCTACATTCAGCC
CCGACATCCGCTGCTTCATGCAGCTACAGTTGTCTGAACGGCAGTTTGGTGCAGTTGATG
TAGGCTGTATAGTGTACTGCAGTAGTGGTACTGCAGCAGTATTCTTAGTTCAGGCCTCTC
TGAAGAATTTTCTGCTCTGATATTAAAGACACATTTGCCCAAAAGACGTGTTGACGAGTT
ATTGAATTGTTGCAACACAAACATGTTGATTTGGTTGCCAAATAACCGACCAAGGAACAG
TCACCCCCCACCCCCCTGAGGTAAACTAATGTGGAACAGGTTTGGGATTTGAAATACATC
A
>CL1388Contig1
TCGGCACGAGGAAACGCTGCAGCAGGCCAACCTCCTCAATGCCGTCATCGTCCAGCGGCT
AAAGTGAGGCGGTCAATCAAGCAACCCTGCTCTGCGGCCGCGTGGACCTGCTTAGGACCC
AAACATGAACTTACACACAGACTGCTTCATTTCTGATTTTCGTTTTTCTTAAATGAAACG
TAACGTTGAGCGTCCCCGCCTCATCCCTGTCTGCGCCCAGCGTTGAGGCGTTCAGTGCAA
CCACAGCGGCAGAATCCCAGAGGAGCCTGCAAATGCTGCTAAACTGTGGTTTTAGGAGGA
AATCTGTGCTTAGGGTTTCTCCTTCACAGTCCAGCTCTCTGAGAGTCTCTCTAGCTGTTG
AGATCTTCACTGAACCTGGACCAAGTTCTTCTCCTGTTAATCCCAATCTGACCCTGTAGT
GATGCTCAAAGTTTGGTCCTAGGTTTTTTAAATTCTCCTCATACACGACAGTTCAAAACA
GATGAAAATCTTTTCCTCACTCTAACTGATACCAGTAGCCTTATTTTCCTTTTCCTCCTC
CAGAATCACCCCCCTTCCCTTTGTGGAAAAGCAGAAGGAATTATTTTTTTAAACTGCCTT
TTTCTCCTAGTTTTCTCTTTTACAGATTTGTCCCAGTTAGATTGCAGCGTTTTCATACAG
CCTGATGTAAGGGGGAAAGCCAGTCTTATCAGATGGACGGCAGAACGGACGTGACCGCTG
GTTATTATCGTAGAATTTGAAAACACTGACATCTTCTATGCATCTCGGGGCAACACAGAA
ATATGTTGGGACCTCTGATTAAATAAATCCATTTTATGGTTGATGTATAACCAANNAAAA
AAAAAAAAAAAAAAAAAAAAACCCT
>CL1389Contig1
AGGAATTCGGACGAGGCGGCTGCCGTGCTGGAGTATTTTCTACAGAAAAGGAGTAAGGAG
TGTTGATGCCAAAGGAAAAGAGACTCTGTACAACTTGGAGTCGTTGATAAACCAGGCGGT
GTTCCCGGGGCTGCAGGGTGGACCGCACAACCACGCTATTGCAGGCGTTGCTGTGGCTCT
CAAACAGGCCATGACTCCCGAGTTCAAGGTCTACCAGCAGCAGGTTCTTGCTAACTGTAA
AGCTCTGTCCAATGCCCTCGTGGGCCACGGCTACAAGATTGTTACTGGCGGTTCTGACAA
CCATCTAATCCTCCTGGACCTGCGCAACAAAGGTACTGATGGTGGACGAGCTGAGAAGGT
GCTGGAGGCCTGTGCTATTGCCTGCAATAAGAACACCTGTCCAGGAGACAAGAGCGCTCT
CCGTCCCAGTGGACTCAGGTTTGGCTCTCCAGCTCTGACCTCCAGGGGCTTGGTGGAGGA
AGACTTCAAGAAGGTGGCTTTGTTCATCCACAAAGCTGTTGAATTGACCCTGGATGTGCA
GAGGAGCCAGGATCCCAAAGCCACTCTGAAGGAGTTTGTCCAGGCTCTGGCTCAGGGAGA
GAAGTTTCAGGAGCGAGTAGCTGCGCTGAGAGCCGAGGTGGAGGCTTTTGCCGGTCAGTT
CCCCATGCCCGGCCTGCCGGAACTGTGAGGCCAGACGAGAGTTGGACTAACGTTTATTGT
TTAAACACACCAGTCAATGGGTGTATTCTGACCTTAAAGCATTCCTCACTTGATAATTCA
ATAGAATTGTTTTTATTAAAGACACATTTAAGCTCAGTCCTGCAAATGTCATTGTGTCAT
GATTTAGTAATGTTACAGAGTCCTGATGTTTTACTTGGGATTCACATCTTTTAGATGTTA
CGATCAAAACTGACTGGAAATTCATGACTGGAATTTCGATTTTTAGTAAATTAAGTCCAA
AAACATTCCATGAGTATGTGTAACTCATTCACTGTAATAAAAAGATTTCATG
>CL1390Contig1
TTTTTTTTTTTTTTTTTTTTATTAGGAATTATTTTTAATGTGAACTACAAAAAACAAACT
GACCACATGAAATGTAAGACTCATCTTCACACTCCTTTGATGTGTGGTCTACATTTGGAT
GAATTCCATTTGAAGGTGATAGGAACTATGGACACAAACACATTAGCTTTCTTTTTTTTT
CTTTTTTTTACAATATAAAACAGCAGTGGCCCCATCTCTCTAATACACAAGATGGAAACC
CATGCAACACCATCCATTCACCACAAACAGATCTTCAGCTGCCAGGTCAGTCGACACATT
GCGGTGCAGAAAAGGCTGGTTTGTCGAAAGAATGTCAGTGTTTGCTCTTCTTAGATTTTT
TGTGGGACCGGTGTGGAGACCTCGACCTGGAGCGGGACTTCTTGGTTGATTTTTTGGGCG
TTTTTGAGCGCGACCTCCTCGTTCGTTTCGGTGTGCGTGGGGATGAAGGCGACCTTTTTG
AGGATTTCTTGTTGCTGGATCGTGGAGAGTCTTTATGAGAGGCACGGGACGATGTGTCTT
TAGAGTAGGATCTGTCGGAGCGTTCCGACCTCTCGGAACGTGGCGAGGACGAGCGGCCTC
TTCTGCTGCTGCTTCTTGTTGGACTGGGAGAGCCGCTGTGATGCCGCTTTCTCTCCTTTC
TCGTAGGCGTGTCATCTTTCTCCTTTTCTTTCTTCAGCTCCTTCAACCGAGCCTCAGCTT
TCTCCTTCTCTTTCTTCTCCTTTTCTTTTTCCCGTTCTAGTTTTTCCTTTTCTTTTTCCT
TCAGCAGTAGTTTGTCCCTGTAGTGCTCCACCTGCTCCTGAATACTCTGACCGGGCTTTT
TGGGTCTCTTCCCAGATTCAAGCTCATCCTGAAATTTCATCACTTTGACCTCAATCTCTC
GGAGCTTGGTGCGTTTCTCCTCGTTCATCCCAGATGACTTGGCTTTCGTGTCGGCGTCAT



CCTTGATGGGGTTGGAGTAGCTCTGGTTTTCCTCGGAGCGAGGGCTCCTGTCGTCATCGC
TGTCCTCGCCCTTTTTGGTTTCTTCTGGCTGCTCAAAAATCTCCCATTTTGATGTCGTCA
CAGCTTGTGCCTGCAGCTCAGCTTCGTCCACAGCTTCCCATTTGGAGGGCGCCACCTTAA
ACGTTGCCTCCTTGGACTGATCGAATGGGATTCCATCTATATCCTCTTCCATAGGCTTGA
TAGGAATGCCGTCGATGTCGTCCAAAGGTGCTCCGTCGATGGGTGCCCCGTCGATGGGTG
CTCCATCAATGGGCACCCCATCCACATCCTCCAGTAGGGTGCTTTCTACAAACTCCCCTA
TGGGAGCGCCGTCAATGTCCTCTGCGGGCTCAGGCTGGTAAAGGGACAGTTGCGTCATTC
ATGTGGAGACGTGGAAGGTCATTTGATGGGTAGCAGAGTCAAAAAAGAGCTTAGTAGGAA
CATTCACCTCCACAATGACAGTTGGAGGCTCCTTGTCTGCGGAGAGATTGACTAGACCCA
GGAAGA
>CL1391Contig1
AAGACCGCACCTGTCCGCGCACACCTGAGGCACCATGCTGCAGAACACGGGGAAGCTAGC
TGGCTGCACGCTCTTCATCACGGGCGCGAGCCGTGGAATTGGAAAAGCTATTGCTTTGAA
AGCTGCCAGAGACGGCGCCAATGTCGTGATTGCTGCAAAGACAGCCGAACAGCACCCAAA
GCTGCCGGGCACCATCTACACCGCTGCTGAGGAAGTGGAGGCAGCGGGGGGGAAGGCGCT
ACCATGCATCGTTGACATCAGAGATGAGCAGCAAATTGGAACAGCTGTTCAGAAAGCCAT
CGACACCTTTGGAGGTATTGACATCCTGGTGAACAACGCCAGCGCCATCAGCCTGACGGG
AACTCTGGAGACCCCAATGAAAAAGGTTGACCTGATGCTTGGGATCAACCTGAGAGGAAC
ATACCTGACGTCCAAGCTGATCATCCCTCACCTGCTGAAGAGTCGCTGTCCTCACATCCT
GAACCTGTCCCCGCCTCTCAACCTCAACCCTGTCTGGTTCAAGAACCACACAGCTTACAC
GATGGCTAAGTACGGCATGTCCATGTGCGTCCTGGGAATGGCGGAAGAGTTTCGGGGTCA
GCTTGCTGTAAACGCTCTTTGGCCCAAAACAGCAATCCAGACAGCCGCCATGGACATGCT
GGGTGGAGAAGGCGTGGCCAAACAGTGCCGCAAAGCTGACATCATGGCGGACGCCGCCTA
TGCCATCCTGTCCAAACCGAAGGAATACACGGGTCACTTCCTGGTGGACGAGGACGTCCT
CCGAGAGCAGGGAGTCCAGGACTTTGAGGCGTACGCTGTCCAGCCTGGTCACCCTCTACT
GCCAGACTTTTTCCTGGACGAAACCCCGGACGTGTTGGTCCAGCAGATGGAGCAGCACGG
GGCAACCCCAGCCTTCAAACCTCCACCATTGTCGACAGCCCCGCCCCCCTCCGATGGACC
AATAGAAAGCACCTTCAATGCCATCAGAGGCGTTCTCAGCGAGGACGTCGTCAAATCGAC
GCAGGGCGTCTACAGGTTTGATCTGTCAGGGGAGCATGCCGGCGTCTGGTTTCTGGATCT
GAAGAGTGGCTCTGGCAGTGCGGGGAAAGGCGACCCGTCGCTTAAAGCGGACGTTGTCAT
GAAGATGGATTCTGGGGACTTCAATAAAATGTTTGCAGGGAAGCTGAAGCCCACTCTGGC
CTTTATGTCTGGAAAACTGCAAATCAAAGGTGACATGACCCTTGCAATCAAACTGGAGAA
ACTGATGAGCCGCATGAACAAGGCCAAACTGTGAGCTGGTGTCCACGGCACGAGGCCATG
GCCGCGCTCTGACGACGCAACCGTTTCAACCGCACACGTTGCCTTAATTGCAGCAACAGT
CAGACAGGAATCCTTGATAACCGCTGCTGTCCAGGTAACTTGACTTAGCTCTGAGCCGAT
CAGTGGGGGACGGCCGGACCTGGAGCCGTCTGGAGCCTTTGGTTGGAACACTTAGCAGTT
TAACAAATGACCCCTGTATCACCATGGTAACCCTCAA
>CL1392Contig1
AGGAGTACAAGATCGCCTGTCTGCTCATGGTGTTTGTGGCAGTTTCTCTACCAATGTTCG
CCTGCAGCGTGATGTCACAGTACAGCCCTGCTATCGAAGGCCACTGCAACAACATCCACT
GCCTGGCCAAAGCCATCAACCAAATCGCAGCAGCGCTCTTCACCATCCACAAGGGCAGCA
TCGAGGACCGGCTCAAGGAGTTCCTGGCTCTGGCTTCATCCAGTTTACTAAAGATTGGCC
AGGAGACGGACAAGACTACGACCCGCAACCGGGAGTCTGTGTACCTGCTGCTGGACATGA
TTGTGCAGGAGTCGCCCTTCCTTACTATGGATCTGTTGGAGTCCTGCTTCCCTTATGTCC
TGCTGCGAAATGCCTACCATGCTGTGTACAAGCAGAGCATCAGCGCCAACGCATAGACAC
ACACACACACACATACACACACTGACAGATGCACAGCACACTAAACCCAAACTAAACACA
CTAGTCATAGCACGACGAGTGACTTTAAGAAAACACTAGAACCACATGGAAATGAACAAA
CGCACTCCAGCTAAATGGAGGGATCAGTGTGATCACTGTAAGTCTTGTTTTGTGTGATGC
GTCTGAGACCACGGCTGCAGCGGTGCTCCGTGTTTTAAAGATTCAAAGAACAAAAGTATA
AACAGATAGATTCTATTCAGCTGAAACACCAAGATAAACAGTACTTTTCTTTTGGGCGGC
TGATGACCTTTGGAGGCGGGGCTATTCTTTTCTGCAGGTGTGCATTCATCCTGACCAACA
TGCACACACTGGTTCTAACTAGTACTACGTGGTGACTCCGTTTTTTTCTTTTCTAGTAGT
TGTAACAAACTTTTGTGGGTAAAAATCTATTAACTGTATTCTATATTAATGTAAGCTGAA
CTGTATGTTTTCATTCATTTGTTATTTTTATTAAATTGCCAAAAGTGACACTAAAAATTG
GAAGGTTGGCTGATGTAAAAAGAAAGTTTCGGTTCCACAGTTGTGTGATAAACTGCAGAC
AGTTTGGAGGTGTAAACACAAAGTACATTTGCCTTCTTGAAAGGCTTGTTCAGCTGTGGT
TTAAGCTTTTGTCCAAACAGGAAGACGGAGCTCGTAATCAGGACTGTGGAGCTGCGATGA
GGCAAAATAAACAGATTTAT
>CL1393Contig1
TTTTTTTTTTTTTTTTTTCATCATTTCTGCTTTCACACCTTTATTAAAATTCGTCACAGT
TTCAGCCAGTCAGTCATTTCATGCAGCTCAAAGGTCAAAGACCTGCTGACCATCTTCAAG
TGACGAGCACTGCTGTAACAGTGAGGGGTTCCCAAAGCTGAACAGTAGAGGGCAGAACGG
CTTCGCCAAGAACTTGGACTTAAAAAGCAAACAACAAAATCATTTAAATAAAAATGTTGC
AGTCAACATGGTTACCACGGAGACCAAACCGGCCCATGAACAGTGATGAACTTTTTCAAA



GGAATCCCTTTATAGATTGCGTTTGTTAGTGAAAGCAGAGTCTGGGCTCCATTCGTTTTC
CGACGTCTCACACGGCTTCCAAGTCGAGCTTGGCGATGTATGGGGAGCGGAAAGAGCCCA
GGTACAGACTGCCGGCGTGCTCGTGGACCTCGCTGACGTACGCCACCACCAGGCCATTGG
GGTCATGGAAGCTCCGCGTGCAGATGCCCCCATCATGGAGCTCCGCCACCAAACTGTAGC
GAGGAACAAACTTCACCAGAACGTCCGGGCTGAAAAGCTTGAAGATGAGCTTCTTGATCC
AGGGTCGCTGGGAGAGGAAGTCCAGCAAGGAGAAGCCAGGATTGGCTCTGACGGCAGACA
TGGCCACCCAGTACCCCCCGGAAGAGCTGGGTCGGATGTTGTCGGGGAAACCGGGCAGGT
TCTCCACAAAGGTGTCCATGCCGCCTTTGTTCAGACCAGCCACGTGCACCCTTCGGATCC
GGGCCATGGTGGTCTCTGCCACCAGAACTGACTCCTCATCTGGAAGCAGGTGGATGCCGT
TTGGGAAGCGGAGGTTGTCCATGATGACGGTCAGCTCTTTGGTTTCGGTGTCAAACTCCA
GAACTCGGCCGTCAGCGGTGGCCTCCATGATGAGCTGCATGTAGTTTCTGCGCTGCCACC
TGCTGCTGGAGTCTGTGAAGTACAACTTTTTCCCGTCACGCGTCACCGTCACGTCGTTGA
TGAACGACAGCTTTCTGCCGCCGACCACCTCACCGCCGGCCACCAAGCGGGTCTTTTCTC
CTGTGCTGGGGTTGACCTCAAACAGGCCCAGATAGGCGTCAGCCACAAACAGAGTCCCAT
TTGGTCCCACTCTGATCCCCAAAGGTCTTCCACAGACGGGTTCATCCTCTTTGGAGCCAC
ATGGAGGTTTTCCGAGCCGTGTGACGGTGAGGATCCTTCGACCAATCAGCTTTAGTATCT
GCCCGTCAGCTGTTCCAGTGTAGAGGACGTCCCCGATGTTGGTGATGGACTCTGGTCCGA
GGATCTGGTCCTCAAAAAGCCTCTGGGACTCTCTGAGCTTCAAATTGGGCTCCCAACAAC
CCTTCATAAGCGGTGGTTCTCTAAGGCTGAAAGCTTCAGGGTTGATGGGAGACTCCAGGA
TGAAGACGACAACTAGCAGAGGAAGAAGAAAGAAGCCACCCAGAGACAACAGGGTCACCT
GGAAGACCCGCCCGCTGTAGGTGCCGGAGCTTTTGAGGCGCCGCTCCGGAAGCTCGTCGG
TGATGACCTGCGGTCTCTGCAGCCTCCGGAGGCGCAGCCCCCCCGACTCGTTCATGCTTC
CTGCACGGACACCGAGCCCAGTTCTGC
>CL1394Contig1
GATTTTGATGCAGAAGGTTCCATTAAACTTTGCTCTCCTCAAACATCAAAATAAACTCTA
AAAGAGTCGGATAACCCCTGACTAGTCCCGAGGGTAGAAAGCTGGAAATGCCCCTGGGGG
TATTTATGCCCAAAAGCTGATGCTCTGCCGACAATAGAGCCGTTTGGAACTTCAGGTTCT
TTGGGTTCTGTGTGCAGGAAGCAGGAGGAGCTGGTGTACAGCGTGAGGAAAAGGCTGGAG
GAGGCGCTCATGGCTGACATGCTGGCCCAGGTGGAGGAGGCCACCCAGGAAGGAGAGCCC
CCGAAGGAGGAGGGCAACAGCAGCGAGGACATGGAGACTGTATAGCTGCGGGGTGGGGGT
GGGGGGCTTTATTGTGCAGGTGGAGTCCAGCTGTCAGGAAGACCCGCCCAGCATCGGCGT
CCACATCAACCCAAACCTTCATCCAGGACAGCTCGGCACCGGCTTCTCCCTCATCAGAAC
CGGGGCGGCAGGGGCTCCTGGCTGCATCCGTGAGCCCAGATCATCGTAGACGTGGAACAA
AAAGATACAAACCAACGAAGGACACACTTTTACCGACGAGTATCCGTCAGTGGCATTCGG
CGAGCGGCGCATTTTTACGGAGAAGTTTGTATATTTGTGACAATCATGAAAATCAAACAC
GTCAACAGCAGATCGTCTTTTAGGGTCCGTTGGAGAACGGGTTTTTGTACTTTTGACTTT
TTGTAGATGTAAATTTGTTTGTGTGCTCCACAAGTAATCTGATTCCACCAGTAACCTGGT
TCCACTGGTGATCAGGTTCCACCAGTGACCCGGTTCCACTGGTGATCCGTTTCCACCAGT
AACCTGGTTCCACTGGTGTTCTGATGTCTGAGCGGCACGCCTCCATCTGATGCTTGAACC
ATTAAAGCTGTGGTCAGAGGCATCACTTTAACCTGAACTTCANAAAAAAAA
>CL1394Contig2
CCAGGAAGGAGAGCCCCCGAAGGAGGAGGGCAACAGCAGCGAGGACATGGAGACCGTATA
GCTGCGGGGTGGGGGTGGGGGGCTTTATTGTGCAGGTGGAGTCCAGCTGTCAGGAAGACC
CGCCCAGCATCGGCGTCCACATCAACCCAAACCTCCATCCAGGACGGCTCGGCACCGGCT
TCTCCCTCATCAGAACCGGGGCGGCAGGGGCTCCTGGCTGCATCCGTGAGCCCAGATCAT
CGTAGACGTGGAACAAAAAGATACAAACCAACAAAGGACACACTTTTACCGACGAGTATC
CGTCAGTGGCATTCGGCGAGCGGCGCATTTTTACGGAGAAGTTTGTATATTTGTGACAAT
CATGAAAATCAAACACGTCAACAGCAGATCGTCTTTTAGGGTCCGTTGGAGAACGGGTTT
TTGTACTTTTGACTTTTTGTAGATGTAAATTTGTTTGTGTGCTCCACAAGTAATCTGATT
CCACCAGTAGCCTGGTTCCACTGGTGATCCGGTTCCACCAGTGACCCGGTTCCACTGGTG
ATCCGTTTCCACCAGTAACCTGGTTCCACTGGTGATCAGGTTCCACCAGTGACCCGGTTC
CACTGGTGATCCGTTTCCACCAGTAACCTGGTTCCACTGGTGATCAGGTTCCACCAGTGA
CCCGGTTCCACTGGTGATCAGGTTCCACCAGTGACCCGGTTCCACTGGTGTTCTGATGTC
TGAGCGGCACGCCTCCATCTGATGCTTGAACCATTAAAGCTGTGGTCAGAGGCATCACTT
TAACCAGAACTTC
>CL1395Contig1
ACCCGGGCTTATGGCCGGGGAAGTAGAAAACATGGCGGCCTCCCTGTCCAACCTGACCCG
GTTCGTGTTCCGCCTGTCCTCTACAGTTTGTTCTCCCTTACGGCAGGTCCAGAGGCTCCC
TGTTCGTCGTTTGGGTCCAGGTCGGTGTTTGTGCGTAGCAGCCTCATTAAAGGAGGAGCA
GGCAGTTCGGGCTCTGGAGGCCCGCCACCGCTACAAGGAAAAACCCTGGGAATATCTGGA
AAGTGAAGAGTACTTGGAGCGGTATGGAAATGGGCCGGTGTGGGCCGGGTACCGGAGGAA
CCACAAAGGAGGCATTCCACCCCAAAAGACTCGCCGGACCTGCATTAGAGGAGATAAGGT
CTGCGGGAACCCCTGTCCGGTGTGCCGGGATTCGAACCTCATTGTCCATCCACAGAACGT
GAAGCTGCTGCAGCAGTTCATGAGCCCTCACACGGGGGCGGTGTATGACCCCACCAGGAC



GGGTGTGTGCATGAAGCAGCAGAAGAAGCTGAACGAGGCCATCAACACAGCTCAGGACCA
AGGAACGCTGCCTTTCCAGATCCCACATGTGGAGTTCTCAGGAGATGATTACTCAAACTC
CCATGATGCAGTTGGCTTCACACCACCCCCACCCTGTCTGAACTCTGGTGAAACTTGGTA
CAAGTGGTATGGCGAGATGACACCTGACGCCGGCGAAGTGGCTAAAGTCAGGAAACTGTA
CAAAGCATACCTGAAGAGCTGAGAAGCTCCGCCTTCATGTTACACACAAAATACAATAAA
GATTGTGGTCAAAGCGTCCAAAAAAAAAA
>CL1396Contig1
AGAAGGACCGGATCGGGACGCAGAGCGGCCGCGCGACATGTCTGTGATGGGGAGGGTGGC
TCTGGTGACCGGGGGGGCGCAGGGCATCGGCAGGGCGGTGGTGGAGGCGCTCCTGAGGAG
CGGCGCGAAGGTCTCCGTGGTGGACATCAACCAGAGCTGTGGCGACGTCTGCAAGTCCGA
ACTGGACGCCGAGTTCGGAGGCGACAACTGCGCCTTCATCCAGTGTGACGTCACCGACGG
ACACGCTCTGAGAGACGCCTTCCAGAAGACCGTGGAGCTGTTTGGACGTCTGGACATCGT
CATCAACAACGCCGGCATCAACAACGAGAAGAACTGGGAGAAGACCATCGACGTCAACCT
GACCTCGCTGATCAAGGGAACCTACCTGGGCCTGGAGCACATGAGCCGGGAGCACGGCAA
GCGGGGGGGGACCATCGTCAACGTGTCCTCCATGGCAGCCTTCTTGCACTCGCCTCACCA
GCCGGTTTACACCGCCACCAAGCACGGCGTCATCGGCTTCACCCGCGCGATGGCGGACGC
GTCCATCCTGGGGAACTACGGCGTTCGCATCAACGCGCTGTGCCCCGCCTTCGTGGACAC
GCCCCTGCTACAGTCGGTGGAGGACGAGGACAACATGGGCAAGTTCATCAAGTTCAAGGA
GGACTTCAAACGCAGCATGGACAAGTTTGGAGTTCTGCAGCCGTCGCTGATCGCCGAGGG
GATGATGACGCTGATCACCGACCCCTCGCTGAACGGAGCCGTGATGAAGATCACCTGCTC
CAAAGGAATCCACTTCCACACCTACGAGCCCATGTCCACCTGAGCCCCGACCAGGACACC
TCCTCCTCCTGCAGGAGGACCAGACAGACCTGGGAGGAGCACGAGCGTCGCTCCTCGGAG
CTTCCTGCTCTAGAACGTTCTGCTGCGGCTTCATGCGACCGATAGTCCAAATTGTGACGG
AACCAGAGTTTAGGGATGAACGGACGTTCTCACCAACGGTTCTGCTCCGGAAAGGCTGGA
GGACCTGAAGCTGTGGACGGGAGAGTTATCGCCGCCACTTTGACGTTTTTACCGTTTCCG
ACATTTGGAACAAAATCAGGTTCTAAGCAAAAACCAAAACGTTCTCCTGTTTCAGGTTCT
CTGGTTTTCATGACTCCAAGTCCAGAAAAGTAAAGAATCTGAAAACTCTAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAA
>CL1397Contig1
CCTTCCGTCTGCTCATCATGTTCTGCGGGGCCGCAGCAGCAGCAGCAGTCGGCGCTGTGA
GGCGGATCCGTGGATGCGGAGCAGCTCAGGATGATGTCGTCTTTCTACCACCCCGGGAAG
GAGGCGGACATGGCGGCCATGGCGGAGCCGCTGTGCCTGGAGAGAGATGTGTGCAGAGTG
ATCGAACTGTTGGACCGACTCCAGAGGACCGGTGAGCTCCCCCCTCCCAAACTCCAAGCC
CTGCAGAGAGTCCTGCAGAGCAAATTCTGCGCCGCCATCAGAGAGGTGTACGAGCAGCTC
TACGACACTCTGGACATTGTCGGGGGACCAGAAGTCCGAGCTCAAGCCACGGCAAAGGCC
ACTGTGGCGGCGTTTGCAGCCAGCGAGGGTCACGCCCACCCCAGAGTGGTGGAACTGCCA
AAGACAGATGAAGGGCTGGGCTTTAACATCATGGGAGGAAAAGAGCAGAACTCCCCCATT
TACATCTCCAGAGTCATACCTGGAGGGGTGGCCGATCGCCAGGGGGGGCTGAAGAGAGGA
GACCAGCTGCTGTCTGTCAATGGAGTGAGCGTGGAGGGGGAGCAGCACGAGAAGGCCGTG
GAGCTGCTCAAAGCTGCTCAGGGGTCGGTCAAGCTGGTTGTCCGCTACACCCCGAAGGTT
CTGGAGGAGATGGAGGCTCGCTTTGAGAAGATGAGGAGCGCCCGGAGACGTCAGCAGCAC
ACCAGCTACTCGTCTCTGGAGTCCAGAGGCTAATCCATCTCCACCCTCCTGTTTCTGCCT
CCAGAAGGTGGGAAAGAACAGAAAACCGTCTCCACCCAAACAGTTCAGGATCTCTCCCTC
CTTCCTTCCTGCTCCTCAGAAAGTGCTGTCAGATGATTCCTGTAAAATTACCTGGACATT
GTGACGTTGTCAGCATCTGTCATGCTCTGGCCACACATCTTCTTCTGTGCGTGTGGCTCA
GCTGTGTGTTTGTTTGTTTCTCAGCAGAGGAGCGAAGCCTTCAGCCTTTATCACTCCAAC
ACCAACCTGAGCTAGAGGGCTAATAGTTCAAGAGCTACAGTTACCTCAACAGTTACCTTT
GAGATGGTTTTGTATTTATTCCT
>CL1398Contig1
ATCCGCTTCAATCTGGCCTACGTCAGCCATGAAGGAGATGACAAGAAGAGACCAGTCATC
ATCCACAGAGCCATTCTGGGATCCGTAGAGAGGATGATCGCCATTCTGACGGAAAACTAT
GGAGGGAAATGGCCGCTGTGGCTGTCCCCCCGCCAGGTGATGCTCGTCCCTGTGGGACCC
ACCTGCGAGGAGTATGCCGAGAAGGTCAAGCAGGAGTTCCACAGCAGCGGCTTTATGGCG
GACGTGGACCTGGATCCCAGCTGCACCCTGAACAAAAAGATCCGGAACGCACAGTTGTCT
CAGTACAACTTCATCCTCGTTGTTGGGGAGAAGGAGAAGACGAGCAACACGGTGAACGTT
CGCACCCGAGACAACAAGGTCCACGGGGAGTGCAGCGTGGAGGAGTGCATCCAGCGTCTC
AAACGGCTCAAGGCCTCCAGGAGTCGAAACGCGGAGGAGGAGTTCTGAGCTGGCGAGCAG
CACCAAGTCCAGCTTCTCATCAGGGACGGAAAGGCCGCCAATGTTCACGCAGCTTCACTT
TTTCTCTCAAACAAATGTGGGATTTCTGTTTTTTGTTTGTCTTCCGAGGTCGATTTTTAT
GACTGTCTAGTTTAAAAAGACGCTAGAGCTCCTCCCCTCTCTGCTAACTGCACTGGGCTG
TGTTCAAATCAGATCATTGGATTGTTTTTTTTCTTTTTTAAGCAGCAACTGAACAAAGTG
ATCCAAACTGCGGGAAACGGTTTGTTTCTCTGTCCTGAACTTCTTCCTCCGTCTTTTCTG
TGGGAAATTGTACTTGAGCCACAGTTTTGATAATAAACTGTGTATTCTGGAAAAAAAAAA



>CL1399Contig1
GGCACGAGGGCTGCGTGAAACAGCACAGGCGTTGCAGCGCATTTTCAGCTGTAAAAGCAA
AACTGTTCGAACAGAAATGGCCGGAAAAAGAGCTTTAGTAATTCTGTCTAAAGGCGCAGA
GGAGATGGAAACTGTTATTCCTGTGGACGTCATGCGCAGAGCGGGGATCGCTGTGACTGT
AGCGGGTCTGACCGGAAAAGAGCCCGTCCAGTGCAGCAGAAACGTGGTCATCTGTCCCGA
TACTAGCTTGGAAGAGGCCAGCAAACAGGGTCCCTATGATGTGGTGCTGTTGCCAGGAGG
AATGCCGGGGGCCCAAAACTTAGCAGAGTCCCCTGCTGTGAAGGAGGTGTTAAAGGATCA
AGATGGTAGAAAAGGCCTGATTGCAGCCATCTGTGCAGGCCCTACCGCTCTTTTAGCCCA
TGGCATTGGCTTCGGCAGCACAGTCACAACGCATCCTGCCATGAAGGAGAAAATGATGGC
TGGAGATCACTATAAATATTCAGAAGCTCGAGTACAGAAGGATGGACATTACATCACCAG
CCGTGGACCAGGAACCAGTTTTGAATTTGCCCTGACAATCGTAGAAGAACTTATGGGGGC
CGATGTTGCAACTCAAGTCAAGGCTCCTCTTATTTTGAAGGACTAAATGTTTCCACTGTC
ACCTAAAAAAAGAGGCCTTGCCTCAGTAATAACTATTAAATTCCTTAAACTGTGTTTCAC
ATAAAACAGTAAATATATTTTTCAGCCCAACTAAGATTCTGAGTGTTCTTCCTGTGTCAT
AGATGCTTACAAATGCTTTCAAAACGGAAATAACACTAAAATGCATTCAAGAGCTTTTCA
AGCAGTCAACATGCTCAGCGTATTTCGACAGTTTAATGTTTTTCAAACTAGAAATAAAAG
T
>CL1400Contig1
AAAAAAAATCAACTCGAATGAAGGAATCACAAAATCTTGTTAGATGTCATCAGACATAAC
ATAAAAACTACAGTCAATTTTCAGCACAAAATTTAAAAAAAAAGAAAGAATTTTTCTCGT
CTCCTTGTCACTACAAACTCAGCTAAATTTACTGCAATTTATATAGATCCTTTGTGTCCG
AGGAGCCAGGAAATGCGAAAACTGCAGCTGATCTGCGGCGAGTATTTAGAGTAAAGACAA
CTTTCTATCTGGAGGAATTTGAGCTTGAACGAGAGCGATGGCCCCTGCGGCCAGGAAACC
TAAAGCGAGAGCGGCGACGTGGTGGCGAGCGCCTCCTTGGGGAGCGTGATCTTCTTCTCA
TGCGTGGTGGGCTGCGGCGCCACATCGGTGGAGGTGGCGGCATTCTTCGAGGAGGAGACA
GTCTACGTGGAGGACCACGGATCAGCTGAGTCAGCACAGCAGCTGCAGTGATTTCCTGCC
CGTCAATCTGACCTCCATCCATGTGTTTAAGAGCTTTCTGGGCTTCTTCAGGGGTCTCAA
ACTCCACGTAAGCAAAGCCTTTGGTCAGGTTTGGGAAGAGCCTTTCCACCGGCATGTCAA
CCGCTTTAATTTTTCCATATGTAGAGAAAATCTCCTGGATGTGTTCCTTGGTTACATTCC
TGGTCAGCCTTCCCAAGTGAACCTTTGTGGGTTTAGGGGTGGGACTTCTTTTTCTTCGTT
CTCTTTCTTCTCCTCTCTTCTGTGTTTTAGAAGGAGATCGTGAACGGCGTCGGTTGTCAT
GGCGTCTGCGGCTGGGACTTGGAGAGGCCGAAGAGCTGGAGGAGGAGGAAGACCGAGAGC
TAGAGGATCCGGAGCGACTGGAAGAGGAGCTGGAACCACTTGAAGAACCAGAGCTAGAAC
CAGAGCTGCTGCTGGAGGATGAGCTAGATCTGCTGCTGCTGCCTGATGAAGCACTGCGGC
GTTTCTTTGCTTTGTCGCGACCCCTTTCCTTGTCTCCTTCCTTTATTTTTTCTTTTTCCC
TGTTTTTCTTTTCATCTTCCTTTCGCTTTATCGGTAATGGTGCCATTCCAACGGCCAAAA
ATGGCTTCACTTGCGGTCTGGTGTGACCCCGGCCATA
>CL1401Contig1
TGACAATGGCGCCTTTAGCCTTGTTTGTGCTGTAGATGGCCCACAGACCCTGCTCATCCA
CGGCGAGGTCAATGTCTGTGTAGCCCCCCCAGGAGTAAGGGTGCTGGCCATGAAAGCCAG
CTTGAGGCAGATCCAGGCGAGATGCCACACTCTCAGATACCAGGTCGTAACGAATCAGTG
TGCGGCTCCGTCTGCGTTGGTAGTAAAGCGAGCCTCTGTAGACGGTAGCACCTGTGCTTT
CCACAGGCTCTGGCAGAACCAGAACTTTTGAGGGGAAGCCTTTGGAAAACTGCTCCATGT
CTTCAAACATAAAGAGCTGACGCACATCTGTGCCCACTGCATCAATGCGCCACACAGTTT
GGTTGGTGAAACTGGGGCCCCGTGGGTCGGGATCCAGCAGCCAGACTCCATACTTTCCAG
TGATACTCTCAGCTTTCCTGTGCATCACAGGGTTTCCTACAGACAGTAACTCTCCACATC
CAGTGAAGCTCAGATTTCCCTCAGGAAGCAGGCGGGATGCAGGAAGCTCTGTCACCTCGG
CCTTCATCTCCTGATAGGCATCATTCCTCAAATCATGTACAGGGTCTTTGGCAGGTCTGT
AATTGTGCAGAGCTCCCTCGGAAGCCTCTGTCTGTTGGCAGGATCTCTGCCTGAGGCTTT
CCGCTTCCCGCTCCAGCTCAGCCAGGCTGCTCTCCAGCTTCTGGACCCGCTGGCTCAAAT
GCTCCTTGTCCTGCTGAAGCTGGTTCCTTTCCCTAGTAACTAGGCTGTAAGCTTCCTGGA
GACTCTCTCCTGCTCTCCCAGCACCGCTGCCTCCATCCGCTCCTTCAACCAGGCGACTGA
CCAGAGCTTCAACCAAGGTGAGCCGAGACAGGACTCCATTCAGTTCTTGTTTAGTGCTGC
TTCCAGAGCAGCTGCTTTCCATTGGACTGGGTACAGTGAAGGTGTAATGGCAGCGTCCGT
TGGGGTCATTAAGGCGGCTGAGAGAGGCTTGGTTTTGAGCCTGATTTCGGCAGAACAAGT
AGAAGAAGTAGAGAGCTATTTGGACCCACATTCTGGATCAGCTGATAAAGTAGATTGCAA
AGATTTCTCCCCAACTTTCCCCACCTGATTCTCCTTGTC
>CL1402Contig1
ATCGAGTTGGAGAAAAGTGACAAGTCGCAGTCAAGTTAGTGACAGCATCTTGACAGGCAA
AGGTCAGGGCCAGATAACGCGCCTGCGCAGAAAGAGATATCTGCATTAGCTGGATTTGTC
TCTTTTCTGTACCTTCTTTGCTTTTTTCCAAACCCACGTGGACAAGTCACCCGGGTTAAT
GTGTGACATATACAGCCTGGACCCACACCGCGCGTCTCCACAATGCAACATGAGCTGGGC
GATGGAGCCTGCTAACTTCTATGAGAGTCCCAGCCTGGGCGGCCCCCAGCAGGGGGTCTG
CAAGCCCGGCGGCAGGCCGGACGCCGCGGCGGAGGAGAACACGCTGGTGGAGATGAGCAC



CACGCCCGCCATGTACGAGGACGAGAGCGCCATCGACTTCAGCCAGTACATCGAGTCCAT
GACATCCGTGCCGAACCTGGAGCTGTGCAACGACGAGCTCTTCCTCGACCTCTTCAACTC
CGTCAAGCAGGAGAAGGCGGACTTCTACAGCCTGCAGGGCTCCGCGCTCCCGGGCGGCGT
GCAGCAGCAGCTGCTGGCGGCCGGCTACGCGGCGGACCGGAGGCTGGAGAAGCCGGGCAC
CTACGGGGCGCCCATCAAGCAGGAGTCCGAGTGGAGCGACAGCGACCTGTCCTCCTCCCT
GCCGTCCCAGATCGAGACGTGCGCGCAGACCTCCGTCAGCCTGACGACGGGGCAGCCCAC
CCCGCCCACGACCCCGGAGCCCGTCTCCGCGGTCAGCTCCGCCAAATCCTCCCCGAGGAA
GATGGGCAGGGAGAAGGGCAAGAAGTCTGTGGACAGGTTCAGCATGGAGTACCGGCAGAG
GCGCGAGCGGAATAACATTGCGGTGCGCAAAAGCAGGGACAAAGCCAAGAGGCGCAACTT
GGAGATGCAGGACAAGCTGCTCGAACTGAGCGCCGAGAACGAGAAGCTCCACAAAACCAT
CGAGCAGCTAACCAGGGAGCTCACCGGGCTCCGGGACTTCTTCAAACAGATCCCCAGCGC
CTCGTTCGCGGGCTCCACGGGCGCACAGAGCCGGTGACAAAGCTGTGAACGAAGCTCCAC
GGAGACATACCTCAGAACTCTTTACCATCTGTACCAGATGTTTTTTTTTTAAGCTGACCA
TAATGGCACTGGAAAAATGTAATGTTGATGCCATATTTTTCGTGGGATTTTTCTCTGTAT
TAAATTATTTTACCACTGCATTTACACGTTAAACCAAAACATGGTACACGTTTTTTTTTA
ATTACAAAAACTTTGTATAAGAGCGAGAGCATGACCTTTTATATAGTTTGTATGAAACCT
TTTGTGTTCTATGGAATCTGTTAATAAAGTTGTTGAAAAAGCCNNNNANAAAAAAAAAAA
AAAAAAAAAAAAACAT
>CL1403Contig1
GCAGTAAAGGGAGTCTGGACCGGCGCTTGAAGTTCAGGCTGATCCGGGGAGGAGACGCGG
TGTGGGAAGGTTCTCTCTCGGCGTTGAGGCACCACAAAGACGATGTGCAGACCGTGAAGA
CTGGGATGGAGTGCGGCCTGTCCGCCGACACCGACATGGACTTCAGACCAGGTGATGTCA
TCGTGTGCTACGAGGAGAAGGAGATGCAGCAGGTCACCTCCTGGGATCCTGGTTTCTGAT
TTCTCATCACGCAGTGTAGTGAAGGAGGCGGAGCCAAGGTGGCTCAAATGTCAGAACACG
GGTGGGACGTTTATGTTTGAGAACTTTATTAAACAGACTGATCACTGACAGCTTTGTTTC
TGGACCGCCTCACTTCTTCTTGGCCTTGGTGGGTTTGGCGAGCAGAGCCGGGTTGATTTG
ACCCGGGCTAAAATCTCTGACAGAGAAGAGGCGTGCTGCACGCTCCTGCAACGTCCCGCC
ACACTTCAGCCCTCGCCGCTGAAGCTCCGCCTTCAGGACGTCTGGACCCAGAAGCTCCAG
CTGCTGCACAGACGTCACCAGGGACAGGTCCACCTGCTGGGACTGATTGCAGAACTCCTG
TGGGTCAGGAGGCCTCTGCTCCTTTGAGGAGGCCACATCCGGTTCTGCTGAAGGTCCGGT
GTTCTTCACTGCTGGTTCTGATGGAGGTCCGGCGTCCTCTGCTGCTGGTTCTGATGGACC
GCTGTCTTCTGAAGGTCCAGGAACCGGATCAGCTGATGAGGACCTGCAGGGTGGAGACTC
TGTTGCCATGGTGACGTGTCTGCTGCCAGCCGTCTGCAGGCACAGAGGCTCCTCCTCCTC
CTCTTCCTCTTCCTCAGAACTCTGGAGCTCCTCCAGGCCCGTCCAGAAGCTGGCTGCTGC
TCCGCCCCCCGCCTTCTTCTTCTGCGGCGGCGCCCCGCCCGGCACCGTGCTGCTGGCTCT
CTTGACCGCTGTGATGTCAGCGGCCGCCGCCGGAGCCCCGGAGGACGCCTGCAGACCTTT
AAGGACAGAGTCCTCCAGCCTCTCGCTCAGGTGGTGGCACTGCCGCTGGTACTCGGGGTC
GCACAGCTGGTGTTTGGGCGCCGCCAGCTTCCTCTGCAGACGCTCCAGGCGCCGCTGCTC
CTTCTCCGCCTCGCGCTCCGCCTGCTTCTTCAGCCACTCCGCCATCTCTTTCTCGTGGTT
GACGTCCCGGAGGCGCCGCCCGCTCAGGTCTCTGCAGGCCTCGCGGTTCGTGGTCTTCTC
GATCTGAGCGCCCAAAGCTCGCAGCATGGAGCCGAAACCGCCCTTCCCCCCACAGAGGCG
GGGCTCCAGCCGATACGTCCATCCATCCTGTAAGGGGTCCTGGGGCGGGGCCAGACGACC
GTTTGTAGTGACGTAAAAGTTCTGCTGCGAGACGAACCGGTCCAGAACATCTTTGACCAC
AGAGCCGCGCGGAAGCACGCAGGCAGAACCTCTGGACCTCGGAACCACAACGAACACCTC
CATCCTGCCTTCTAGCGGCACACGCATGCGCAGCTTCTT
>CL1404Contig1
ATTTTTTTTTACAGACATCTTTTGACATTCAAAGGTTTTCCTTGTGGTCCAAACAGGCAC
AAAAAATAATTGAGAGTCCATGAAAACTGTGGGATTTATTCAAATCCACATTTGGGGTCT
CCTGAACGAAATCTCCTTAAGAATGACCTCAGGAGCAGAAACCTGCAGACGGCTGTCATC
ATTTTTTGTGATCAAAATGTTCACTTTAGCTGTTTTCAAAGCTAACAAATCCTTTTTCAT
GTTCAATGATAAATCAATTTCTAATTATGAAATACTGAGCAGCCCCCACCCTCCTGTTTG
GCCACAGATGAATTTTCTTCTTGATTGGGAAACAACTTAAATTACTCAAGTAAAACAAAG
AACAGGTTAGAAAGAAAAAAAAACAGCAAATTTACACTTGGGTTACAAATCTATCCTCTG
AAATCATACAAGATAATCTGAAGACTGACCACCACCACACCTGACGCTATGTTTGTGGGA
ACTGAGGGGAGGAAACAGATGCTTTTGATTGGAGAGTTGAAGAGGCTGTAGATCTGCACA
GAAGAGCTGGGGTCGGCCTGGGTCTCCCTCTATGGCGGTTACATGTTGGACTCCCAGGTG
TAGTCTTTGGCCAGGCCGCTGTGGGTGACCTTGCAGGTGTACCTGGCTCCCTGCTTTGGT
GTGAAAGGAGCGCTCTTTGTCAGGTGAAAGTGCCAGTTCTGTTTGAACGCCAGGTCGGTC
TGCTTGGCCTCTGGTAGCTCCTGGTCATCCTCCATAAGCCGGATGGTGATGTCTGGGGGG
TGGAAGTTGCTGACGTGGCAGATCAGGGTGTTTTCCTTCCCATACTGGCCAGGGTCACGA
CTGTACACCTGGACTGTCGGAGGGGATGTTTTGGAGAACGCTGCGCAGCAGAAAGCCGCC
AGAGCCGCAATGAAGAAAAGCTCTTTCATAGTTTCTTCCAGAGGACAATCAAACGCGTCC
GTCTGTTTCAAAGCCCGACGAGACTATGGC
>CL1405Contig1



AGCAACACACAACTGGCCTGGACTTTACAGCAGTGTGTGACATGCCAAAAATGACTTAAT
ACTGTAATATACAGTATAACATTTCCATAATTCTCTAAACAGAAAATGGGGTGGGGTGTG
CACACCATAACTGCTTTCAGGAACACCTTTACCTAAAACATTTTATTTCAAAAGATAAAT
AAAAGAAAATTAAATGACATTTACAATGAATGTTCTTTGCATGACTGTAGCTATTTACAT
GTGCTAGTCTTCAGTGGAAACCGTGCCATACTCCCATGCAACAAAGGCCATGCAAACCAA
ACAGTGCTGCAGGACAAGCATGAGCCAAAGAATACTATCAGTGACAACATGAGCACCAAT
TTTCAGTGTTCTACACAGTTAAGCATCTTACATTGTGTTGCAAGAAGAGATCAGTGGCAA
AAAGTATGCCAATCATATCCCCCTATTGTGATTATTTCACAGAAGACTAGAGTTGCATAC
AAATTGAGGTAATTTCTGCCACAAGCTATGACTGATTAATTGCATATTCAAGGCGGAAAC
ATAAAATAACTCATTGCCTCCTTGTAAAAAAGGCAAGGTTATATTTCCTTCACTTTCCCA
ATGATGCATCTACCATTGGGGTATTGGTGAGCGTTCCCATTCTGGCAGCGTTTCCCGTTG
GCCACCACAGTCTGGGAGTCACTGACGGAGCCATTCTGCGTTGTCTTGTGCTCAACTATG
GGAAGCCGGTTGCCCTTTATGTAGGCCTGCACCCAAAAGTTGGCAAAGAGGAAGAAGAAG
AGGACTCCATAAATCCAGATAAGGTGGATCCACAGGGGAACCTGGTAGTCACAATTCTCC
ATGAAGTAGTACTGGCTGATGTGAATGGACACCAGAATGAACTGTATAAGTTGGATGGCA
GTCATGTACTTCTTCCACCACAGGTACTTCTGAAAGCGAGGCCCTGCAGCAGAGAGTCCA
TAGTAGGTGTACATGATCACATGAACCACCGAGTTGACCATGGCATGGAAGGATCCCATT
CCTCCAGCAGGGGTCAGGGTGACACCCCACCACCATGTCCAGGGCATGAAAGAGTGATGA
AAGACATGAAGAAATGTGATCTGGCTTTGCTTCTTTCTCAGCACAAAAAACACTGTGTCA
AGAAGTTCAATGAACTTAGAAAAATAGAACAGCCAAGCAACTCGAATCATCCTGAGAGCC
TGTGGGCTGGTGGTGGGGTCAATGAGGTCGCATCTCCACGTGAAGGTGGTGGCCCATCCA
GACATCAAAAACTCATACACAATGTAGGCATTTAGTAAAACCATGCTGAGGTTGTAGATG
ATCATAGCTCTGTTGAGACCGAAAGGTTTGCGGTTTGCCATCAGGCGGGGTCCGACGTAC
ACTGCCAAGGCGACGTAGGCCACCAGGATGGTGGACATTTGCACAGGGCTCTGCATTAGA
GGGTAGTCCCTGACCCTGGAATCAATCCTTGACTGAAGATAGCCATGGAACTTTACAACG
CTGGAGACTGCTTTGTGCAGCATGGTTGCAGCTTGTCTTTTATTTATTCAACCTTCTATG
AATGAAAGTCCCAGGCTCCCCTGTTGAAGAGGAAAGCAGCTACACAGCCAGAACAGTCAG
CCCTCTGTTTAGATGATCCAACGGATGAGGTGAGTCAGCAGGTACAGGCGAAACTCAACT
GTCGGCAGTAGACTCCACTTGTCCTTCTCATGAAAGGGCAAACACGGGCGGCTGAAGCTC
TGAGCCAGGAGAGCAAGCGTGTGAAAGTGACAGATCAGCTGTGGTCCCC
>CL1406Contig1
CGATGGCGGAGCTTACAACTCTCGATAGCCTGCTGGAGATGGGCTTTGACAGAAACAGGG
CAGAGAGAGCTGTGGCCAGCACGGGGAACCAGGGAATAGAGCAAGCCATGGACTGGTTAA
TGGCACACGAGAATGACCCAGACATCGATGAGCCCTACGTTCCTCCTGTGGGGAACGTCC
TGGGAGAAGCTGCAGACACCCAGAGCGGCACGGAGCCGCCCACACGGGAAGACCCCGCTG
AAGGAACAGCAGAAGGAGACGGCAGCTTTGTTGAAGATGAGGAAAATAAGCGGCCGATGT
CAGAGGAGGAAAAGCAGGAACAAGTCAAAAGACTAGAGGAGCTGATGCGAGTGAAGCAGG
CGGAGCGGCGAGAGCGGGAGCGCGCCGAGGAGGTGGAGCGCGAGAAGCAGAGGAGGAGAC
AAGGCCAGGAGCTGCAGCAAATCCGCCAAAAAATACAAGACGACGAGATGAAAAAACTGG
CTGAGCAGCGCAGGAGAGAGAAGATGGAGGACAAAATGGCCAGACAAAGAGTCAAAGACA
AGATCGCGCGGGACAGAGAGGAGCGAGCTCAAAAGTTTGGGGGCGGTGCTGCCTCGACCA
CATCCGCCTCGTCTCAACCTAACTTACCCAGTCCATCCTCCCCCACCAGTCAGGGCCCGC
CACCCAGCAAAAAGGAGTATGATGAGTCCAGGATACAGGTCCGCCTCCTGGATGGCTCCA
CCATCACGGCAGCCTTCAAGGCCCAGGAGCCTCTGGCTGCGGTGCGGGTCTACATACAGA
TGAACAGTAACACCCCAGAAGGTCAGGATTTCACGCTGCTGTCGCCCTACCCTCGCCACA
TTTACACTGAACAGGACATGGAGAAGCCCCTCAAAGAGCTGGGTTTGGTGCCTTCAGCTG
TGCTGGTTGTCTCCAAGAAATGAGTCCAGGAGGATCTGCCGTGTGGCCTACCTCACCACC
TGCATCAACACCATAAACACCTAAACCGGGAGGATCCAGAACACAACCGCCACCTTTGGG
TGTCACTCAGTAAGCCAGCTGTTTGACCTGCAGAAGTCTAGAGACTCTGAAATGTAGAGA
TAATTATGTTGGTCAGTGCTTACAGTGAGTTGGACCTTCAACTTTTACCAACTGAAGAAA
GCAAACAGCTGGCTTCTGACTGAAACCTCTTCCAGGATCACTTTCAGAAAAGTCTTTCAT
TTTTAACCGGATCCTTATGCGCCTCTGACTGACAGGACCTTAGAGATAATCCCATTCTTC
CTGATTTTGTAAGATTCTACTTTTTTTTTTTTATCATTCAGATGTATCAACAGTTCTGTC
TGCATTGTCACCAAAAATCACAGACAATAAAACTGACTGGAGAACAGAAAGATCCAAGTT
TCTAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL1407Contig1
GATTTTTCTTTTTTTGCTTGAATAAACATTCATCTACATTATATTGAGTTGTTAGAAAAA
TTTGGCATTTCCAATATGAACGTACATTTTTTCAGAGTAAAAGAACAAATGTAAACATTT
AGTGATCCCTCACATTTGCCAAGAAAGAATAGATTTTTGCCTCATCTTCAATCATTTTTC
AAGTTTTGAATTTCAGCAGTTGGATTCAACATTTTGTTAGCATGTATCATGTCAAATTAA
ATAAAAAACGAGTGAAATTTAATTATAAAACAGTTTAAGCTGACAATACTCAAGTCAACT
TCCTGTATTGACAACAAGAGTATTTAAATTCACACACAGGGAAAAAAGGGTTTAATTCTT
CGGTGGCTTTTATTGGACAAAGCACCTTTCTACTGCAACAGTTGAGAAATGTCTTTTCCT
TCCATTAGTACAAAACGAGTCTTACAAAAAGGAGCATCTTTGAGAGTGTTTGGGGTACAG



CAGTGCAGAAAAGTTGAAATTATGAATGAATTGCAGTTCACATGAAGAAAAAACAACCTG
ATAAGATCTACTGCTCCTGGGCTGTTCTTAATGAAAACCACATCTGAGAGTTCAGTTCAT
GCGCAGCGACAGAAACGGTGTCAAACAGAAACTGATGGAAGCGACTGCATCTGTTTCCAC
TCCAGATTACCCCCCCAACAGCAGTAGATCCTCTCCACTCTGTTTAAATAGGATCCCCCA
TTTTTGGACAAAAAACAGACAAAACAAAAGACAAACAAAACAGATGAGGTAAACAAACAT
TTCTACGGCACGGTCCATCTTTTGTTTCTGTCACAACTTCCTAAAAATCCAGGTTCCTTT
TAAAATAAATCCCATTTTTCCTGTTCTGCTGACATTTCTGATCCTGACATTCAATAATAG
ATTGTGTTTTTCCAATTTTCCTAGTACAGATAGTAGTGATGGCTCAGGAAAACAACAGAA
ATGCCCCTTTTGACCCCTCCCCCCCTTTTGTAAACAAATGAAAAGTCTGTCCCTCCCATG
GGGAGTCAGACGCCGGGGTCTGCCTTTTCCGTCTCCAGCGGCCCACTGATGCACAGTCTG
AGCAGTTTCTGAGCTTACAGCTCATCCTTCACCGCGTCCGGGCTTTCGTCCTCCTCTTCC
TCCAGTTCAGGCTCCTCTCCGTC
>CL1408Contig1
CAAAAATATTAACTATGGACATCCTGCAGTTTGTTTGAAGCCTAGTGGAAAGAAGGAGCG
CACAGGATGCTACAAATGTGGGGGATGAAGGAGGGTTTGCACCTAATATACAGGAAAACA
GTGAAGCCCTGGAGCTGATAAAGACTGCCATAGAGAAAGCAGGCTTCACTGACAAAGTGG
TGATTGGGATGGACGTCGCCGCCTCAGAGTTTTTTAGTGAGGGCAAGTATGACCTGGACT
TCAAGTCCCCACCCAATGCTGCACGCAACATCAGCGCAGACGAGCTGGCCGGTATCTACC
AGGGCTTCATTAACAACTACCCAGTGGTGTCTATTGAAGATCCCTTTGACCAGGATGACT
GGCCTGCTTGGTCACAGTTTACAGCTTCAGTGGGCATCCAGGTGGTTGGAGATGACTTGA
CGGTCACTAACCCTCGCAGAATACAACGCGCCGTGGAGGAAAAGGCCTGCAACTGTCTAC
TCCTCAAAGTCAACCAGATTGGAACCGTCACTGAGGCCATCAAAGCGTGTAAGCTGGCCC
AAGAGAACGGCTGGGGCGTGATGGTGAGCCACCGCTCGGGAGAAACAGAGGACACTTTTA
TAGCTGACCTGGTGGTCGGTCTTTGCACTGGACAGATCAAGACTGGTGCTCCATGTCGAT
CTGAACGTCTTGCCAAATACAATCAGCTTATGAGGATTGAGGAAGAGCTGGGTGACCAGG
CCCGTTATGCAGGACACAACTTTCGCAACCCTAGTGCCCTTTGAGCGCCAGCGTCCCATG
CAGGGGTGCAGAGGAGAGCGCACATGCAATTAAGCTTTCACTTAGCATGGTTTGTGATCA
CTCACCAGTCTTGGAAAATCTAAAAACACCTTAAGTGTGACCTACAATAATAAAAACACA
GTGTGCAGATATCGTAGCAATATTATAATGATCAAGTGAAATCACACTTCTCCCTCCTCT
GAGCCTTTAGTCTGTTTTCAGATTGTTGTGGAAGTGTTTGAAATGTTTTTGCTGTTGTTT
TGCCTTCCTGCTACTCTGCAGCCTGATCCAAAAATGTGTGTGTATGTATGTTTGAGTGTT
TTGTCAGATGTTAACTCAATAAAAAGGAATATATGCTGTTAAAAAAAAAAAAAAAAAAAA
AAAACGGTCCGCGGCCG
>CL1408Contig2
ATCGCTGACCTGGCAGGAAACCCTGAAGTCATCCTGCCAGTACCAGCGTTCAACGTGATC
AACGGCGGCTCTCACGCAGGGAATAAGCTTGCCATGCAGGAGTTCATGATACTGCCAATT
GGTGCCAGCACTTTTAAAGAAGCCATGCGCATTGGAGCTGAAGTCTATCACAACCTCAAA
AATGTCATCAAGAAGAAATACGGACAGGATGCCACTAATGTGGGGGATGAAGGGGGTTTT
GCACCAAACATTCTGGAAAATAAGGAGGCTCTTGAGCTTCTGAACGAGGCCATTGCCAAA
GCGGGGTACACGGAGGAGGTTGTGATCGGCATGGATGTGGCAGCATCAGAGTTCTACAGG
GATGGAAAATACGACCTGGACTTCAAGTCGCCTGATGACTCANGCCGCTACATCACCCCC
GACGAGCTGGCCGATCTCTATNAGAGTTTTATAAAGGATTATCCAGTGGTGTCCATTGAA
GATCCCTTTGACCAGGACGACTGGGCAGCATGGACCAACTTCACTGATACTACAGATATC
CAGGTTGTTGGCGATGATTTAACAGTGACAAATCCTNATTGTATNTCCAAGGCTGTGGAG
GAAAAAGCCTGCAACTGTTTCCTGCTTAAGGTCAACCAGATTGGCACCGTTACAGNGTCA
ATGAAAGCGTGTNAGATGGCTCAGGAGAGTGGCTGGGGTGTGATGGTTAGCCATCGCTTT
GGTGAGACTGAGGACACCTTCATTGCTGATNTGGTTGTTGGGCTGTGCACNGGACAGATC
AAGACCGGGGCTCCCNGTCGATTTGAACGACTGGCTAAATACAACCAAATTTTGAGAATT
GAAGAGGAGTTGGGAGAAAAGGCTCGATTTGCTGGAAAAAACTTCAGGAAACCNCTGATG
GAGTAAATNTTTTGCATAGTNTTCCAAACATAAAAAAAAAACATATCAGCTCCCTGACTG
TAGCAATAACATTCTAGGGACAGATCTATGAAGAAAATATACTGAAGCGGGAATTGTTGA
TCCTCATATTCAGGTTCTTCTTTGGAGGTAGCATGAATTATTAGATCTGATAACAGCATT
AAAAAATTACTTTCAAAAGTGTTGCACTTGCAAT
>CL1409Contig1
AGNGTTTTTTCCGGNTGTTACCNTGAGGTAGATAACACGTTTACATTAACGCCTNTGATA
ATGGTTGNTGCGGGCATCATGTGTNAGATTTACNGTATGAAAAAGATGTTAAGGAAGCTT
TTACGGGGGGNGGAGAGGGTCAATTTAATTTCAACAAAATAGAAAACAAAAAAAAACAAA
AAAAAAAGGGGGGGGGGACTATATCCCATCCCTGGAAAGGCTGTTTTAAAGCACTTTAAA
AGCCCATAGCAATGTCAGTCATGTCACACCCTAACCAGCCAAACTTCATCTTCTAAATCC
TGTAATGGTCATTTCTCCATCCTCCACTTCTGTACAGTACTGATAACAAGCGAATGATAG
GAGTTTAGCAGTGAGGGCATTGACATGAACCACTGAAGGCCTGGTGATCAAGGCTCGAAG
TGATGGTTGTAGTCTTTAAATAGAACAAATCACCCCTGTAAACTTAAAAAGAAATTATTC
AAGTACAATATGCCGATTTAAAAGAAACAAAAAAAAATAAGAAACTGCTTACATTTTGCA
CTGTAGGAGGGATATGTACACGTTATCAATTCAGATGCTTTAGGATGCTGCTGTAGGCTT



TGTGGGCGATCTGTGGGGAGCATTTGACGGCACACGGCGTGAGGGATGCCTGGATGGATT
TTAGAGGCAAGTCATCACAGCCGTCGAAGCCAGGCAGGGCCAGAGATTCCAGCTGCACGT
TCAGCACGATCTCCGTGTTCCTGTCCAGGAAGCTGTCGTCCAACTCGTTCACCACCGAGG
GCTCCACCTCCGAACTGGTGATGGTTTCCACGATGCTCTCTTCCTTCCGGCTGAACAAGT
GGTCCAGGTAGCTGGTGTATGTGACGTCCTTCTGTGAGTGGTCCTTTTGGTCAGGGCCCC
AGCATGCTTCATCTATCAAACAGCCACTGTCCCCAACAATCTCTGCGGGCCCGAAGCCGT
CCCAGGGGCTTGGAGGGACGACGCCGAGCCCTCCCCCACCCAACTGTGCCAGGTTCACCA
GACACTTCTCCTCTTTCTCCTGGCTGATGGTCTTGGACATGGAGGTGGAACGGGGGGCTT
CCAGCTGGGAGACGGAAAAGTTGAGCTCGT
>CL1409Contig2
CGCCCGTTTAACCCGGGCCTTATGGCCGGGATCTTTTTATACTGTAAATCTGACACATGA
TGAAAGCAGCAACCATTATCATAGGCGTTAATGTAAACGTGTTATCTACCTCAAGGTAAC
AGCCGGAAGAGACACTCGAAGCCGCACTAGTGCTTTACACAGGTGACCATCCTCATGCCG
TCAGATGAAGTGGTCGCTTAGATGAAACCTGTCTCACTCTTAGCATTTAAAGATAGTGAG
GTGTTTCGGTAATCATTATTTATTTCTAGCAAATGTGCGCTATTTATTTTATGGAAATGT
GTTATTTCAATGTGGTTCTTGACGATTGAGGAGTTAAACAGACTTCCATTTTCATTTCAG
CACTATAAGGGTGTGCAAGTGTTCCTCTGTTTAAGGTAGGATGCAAATTAATGTGGTGTT
CTAAAAGAAGTGGAGGCTTTCCATGTCCAATATTCAAATGGATACTTTTCCTTTTATTAT
TATTATTATTTTGTTCTTTTCGAAGTATTAGTGCATTCTGTCATCAGTGGTAAAACTCAT
GTATGGTTTAAAAATAAAAGTGCCCAAAAGTCTTAATTTTATTTTATTTTTTATGTACAT
GTTGGAAAAATGTGTGCATGGAGGCAACAGAAAGGTACACCAAGAGTAAACAATGACTAT
ATTGTATGTCAGTTTTAATTGTTTTTTTTATGTACTTTTTTCAGGCAAGCATGATGAATT
AGGTTAAAGTGTAGCATGTAGAACACTTAAGGACTTTTTTTGTAATCATTGGTTCTCCTG
TTCTACAAAATATCTCA
>CL1410Contig1
CGGCACGAGGCCTGCGGCCCCGCCTGGTGTCATCCAGGTTCTCCTGCTTTATGTTCTAAG
GCACACAGACGATGGAAAGCACAGTAGTGTCCAGAAAAGGCTGGAGTCCAAGTGTCGGCC
TGCAGTTCAGCTCCTCAGCTCCTCTATCAAAGCCATGGACTGACCAGCACCGCGGGTGCA
GGTCCTTTTCCTATTCAAATGGTTGACTGTGCCAGCAGATGCGTGGCGCTCAGCGGGGAG
GGGTGTAAACCACAAAGGTCTGGGTTCTTCTGAAGGAGGACGCCGCGTGCTGCCGCTGCC
TGAGCAGACGAGCCTTTGAGCAAACCCAGGCGTTGTTTTCCTAAACGAGCATTCCCACTG
AATTACAGCCCCTCACCTTTCTCCTGAGTGAGTGAGTCTTCTCACCTTTTCACTGAGAGA
AGTGTGACGTGTAAATTCAATTCATTCATTGTTTCATTTTTCAAAATTAAATATATATAA
AAATATATATTTTTTGTTAGTCTATACATTGTAGATTTTTTACATAAATGGCAATATTAG
TTAAAAGTTTAGAGTGTATTGTAGATGAGCTGTAAAAGGGGAAGTTCGTGTTGAACTGAA
CTGGGATGGCAGAAGGAAAATGATCAATAGATGATAAAGAAAAGTGTTTGTTATATCCTT
TTTATTCCAGTTTTAGTTGTAAGACGCATCATCAGCGACCGGGAATCGAACTCTTGTCTT
TCCATTGGTGGACGGCGTGTGCCGCAGTCGTGTCGAGGCGCTCTCACCGGGGCGATCGGA
GGGTTTTGTGTCCAACAGTAATTATTATTATGCAACAGGTTTTTGAATGTAGCTCTGGTA
GAAGGATGGCGTTTCATCAGGAGGGTTTCATGTTTGGGTTGGTCCGCCCTCAAACCAAAC
GGCCGTGTGTGCAGCTCTCCGTCGGCTTCCTGCACACAATGGATAAAATGGAGAACAAAA
CAGTGTTATTGTGTTTATTTTTTCCCATGTCATGTTGTTAAAGGTTTCTTTTTACCAACA
TGTAATCAGAAGTGGGAGTGAGAGCATTTTGTCCGTTTTGGTTTCTACAAGAAGATGAAG
AAAAACACCTATACAAATCAACAGTGTGGCCTTTTCATTCTCAAGACTTAAGATGTCAGG
ATGGGAGAGTGAAGCTTTATCAGTGCCTGAACTAGTTTGTTTCAGTTCTGAGCGTTTTCT
GTTGTGAACCATATCATTTCATTGTCATGGAGATTAAAGAGGTACTTGTTCATTCCCTGA
CCCCTCCTGCTCCTAATGTTTTTTTTGTTTTTGTTTTTTTAATTTTCAGGAAGAAGTTTA
AATGGTATAAAAAGATTTTCTTTCAGTGTATCTAGTTAATAAATAAATGTTATCATAGAC
CATGTTTACTTTTGTTTTTGTTTCCCCGTCCTCCTCCTCCTGCTACTGGATCTGTCTGCT
TTTTGGATGCAGGTCCAGCGGCTCCACCGCTTCAGCCCCTGAAAATCCCGTCGGCGTGAA
CATTAAAGATCCCGCAGCAGTTTTCAGGTTCAGGTCCTCCAGACCAAACGTCTGAAATGA
TGTGGAGGGAAGCCTGCCTCTTAGATTCCTGTCCAAACACATCTGATAACTTTAGAACGT
CGTGGAAATTTGACTGAAGATCATTTCATGCTAAGGATAAATAAACAAGGAAAAGTTCGG
ACCCAAGTGCAGTTTAGATGCTGCGGTGTCTGAAAACTATGGACTTTATTTTTGGGTCAC
TGAATGAAAGTTTTGCCCTAAATGGTGGTGAGACCACCAAGTGTTAACTATTGAACCCAG
AGGACCGTGTTTACTCCTACAGAGTCCTCTCAATATTTCTATGTACCCATCAGTTTAAGA
TAACCTGTAAATGTAGCAATAAATGTGCCATTTTTAAAGCAGATTTATACATTTTCCAAT
GTCTGGTTTTGAATATTGTATACAGAGAAAGTTAAACCATTTTAATAAAGGGTTTAAACC
ACAAAAAAAAAA
>CL1411Contig1
TTTTTTTTTTGATTCAGAAACCTTTAATAACAGATCCATCCGCTCACAACATCTGAAGCA
TCATCTGGACCCGACGCCAGCTTCTCTGAGAACAGTTGCATTAGGAAAATAGTGGGCGGG
GCCCGTCCAGCCTCGCAGGGCCTACAGTCCCTCCCAGGGAAACAGAGAGAGGGAGTCGGA
GGTTTTGTCCACACCATCATCTGAGGAAGATGGAGGCAGCCTCACGGATGCAGGACACTG



CCTTCTGGATGTCTTCATCTGTCTGCTCCACCGTCACCACCACCCTGATGCTGGGTGGGG
GCATGAAGCGCTCCTCTTTCTCCAGGTAGCGGGCCACAGTCAGAGCCACGTGTCTGTCCA
AACAGTGATCCACGATGGAGCGCAGCAGCTGCAGGTCGGAACTCCTGCAGCCCGAGCTTC
TCTCCAGCTGCAGGTGAAGAGCCGGGCTGAACGGCACCCCCACCAACTTCAGACCTGGAA
TCCCCTGCAGAGCCTGGTGGACCTGGCTGCACCTCCTCTTCAGGACGCTGAAGATCTCTG
GATCCTCCTCCATGATGCTGAGGGCTTCGATGGCGGCAGCAGCCAGCATGGGAGGCAGGG
AGGCAGAGAAGCAGTAACCCTGACCCGAGAGCCGCTGGTGATCGATGACAAAAGAGCGTC
CGCAGCAGAAGCCCCCAATGGAGGCCACGGCGTTCTCCATGTTGGCACTGATGAGGTCAA
TGTCGTCGATATTGACCCCGAAGTGCTCGGTGACTCCTTTCCCGTGTTCCCCCAGCACAC
CGAACGACATGCTCTCCTCCAGGAAGATCCTCACCTTGTATTTGTACTTGAGCCTAACCA
GCTCAGGGAGGGGGCAGACGTCTGCGGTGTTGATGTACAGCCCCTCCACTACAATGAACT
TGCGCGTCACTCGAGCTTTTCGGGGATTCTTCTGGTCCTCCAGCTCCTGCTCCTTCAGCA
GCCTCTCCAGATCCTCCATGTCATTGTGCTTGAAGTATTTGATGAAGCTCCGAGACGCCT
GAAGGCCTTTCTGGATGGAGAAGCAGGCGGCTTCGTCCACAAAGATGATGTCCCCCCTCT
TGGAGTAGGCTGGGATGGCACTGGCAATGGTGGCAAAGCCGTACGAGTAAATGATGGCTT
CCTCTGTCCTCATGAACTTTGCGAGACGGCTTTCCAGCTCCAGATGGACATCGAAGGTCC
CGTAGAAGCCTCTGGGGCCACACGTGCCCACGCCGTACTTTTTCAGGGATGCCAAAGCCT
TGTCCTTCACACGGTCGCTGTCCAGGAGGCCCAGGAAGTTAAAAGATGCAAAGTTGGTGC
ACTCTTTGCCATTAATGATGATTTTGTGGCTGGGGGGTAGAGCGTGATGTGAAGCTGCTT
CTGCCTGGACTTGGAGCTTGGTGAGGCTCTAGGAAACGTGTGCAGAGAAGACAGATCCAA
CGACTGGAACACACTTCACATCTGCTGGTTTGATGCCGCAGGAGGGCACTGGACCTGCTG
ATGCATGTGTAGCGAGTGCAGCGGAGGAGCGCCCCCTGGAGTTTTTACCCTGTGACCACG
TCGTAGTTGAGCGAGGGGTGATCTTTGGAAACTGGAGGAACCAGAGGCTCCGGCTGCCAT
TCCTCGATCAGATCTTCTTTTTCCTTCTCTGTAAGTTTGTAGGTCTCGTGCGGTTTGTAG
GTCTTGGAAAAAAAAAGGAGTCTGACGATCCACAGGATCAGGATCCCCTCTAGAATCAGG
TGATACGCAGGAGCCTCGTAGAAGGCCTGAACCATCTCCACCAGCACCCACTGCTGCCCG
GCCGCCATGACGCTTCCGCCTTCCCC
>CL1412Contig1
TTTTTNTTNTACGACAAACAATACAAACTTTATTCTTTAAAAAACTGGGATAAACACACG
TTGAAATATTTACAAAACAGGAACAGTTGAGAAAAGATTTTTAACACAACATATAAAGGT
TATGGAACAATAACGTTTCAACTGGCTTCTGTTTAACAAGGAAACTGTCTATTCTGTAAG
TAAAAACAAAGAAAAACTGGATTTTTCTGTGATCCACAGATCAATTTAAACGTCTTCATC
AGAGTCCGAGTCCAGTTTGTAGGCCACAGGTTTTCGCGCTCGTGAGGGTTTCTCTCGTGG
CGCCACGGCAACAGGAGCCGCTGCTTCTTCATCAGAGACCTGGAAGCTATCATCTTCATC
CCATTTCCTCGTTTTCTTGGTGCCAACGCTTGCTTTGTTCTTCAGGCGTGACATGAGGTT
GTCTGAGCTGCTGTCGGAGTCATGACTGCTGCTCTGTTTGCGTTTCACAACAGGTTTGGT
CTTTGCCGCCTTTGCAGCTTTGCCTTCGCTCTCAGAGTCGCTGGAGTCAAAAGAAGGAAC
CTTTTTGGCTGCAGCTTTAGGCTTTGAGAGAACATCCAAGATGGACGGCTGCTTAGCATC
TGCAGCCTTCTTCTTTGAAGCAGCTGCTTTCTTGGAAGGAGCCGCCTTCTTTGCTGCCGC
CTCTTTAACTTTAGCTGGAGCCTTTGAAAGAGGCTCCGAATCCCCAGACAGAGAGCTCGA
GCTGACTTTGGTTGGTTTAACCGTTTTCATCTTTGGCACTTTTTTTGCCGGCTCTGGTGC
TTTGACAGCAGGAGCTGGAGAGGCCACGTCGCTGTCAGAGAGGACGCTGGGCTCTGGCGC
GAAGCTGGCGTCGTCGTCACTGAGGATGGCCTTCCGCTTTGGAGCGCGCGTCTTTCCCAG
ATCATGGAACTCATCTTCACTGTCAGACAGAACGTACTTTACCGGAGCTTTGGTGGGACG
GTTCACATGCTCCCTCGGGGCAACGGGGGATTCCTCATCTGATCCTGCTTCAGATTCCTC
ATCCGACCACGGATTCTTCTTTGGCTTCTTAGAGACGGTCGAGAACTGAAGAGTGGTTTG
CTTCCCTTTGCTGGAAAGAGCTCTTTTAGTCTGGGTTTTGGTTTTCTTGCCCAGTCGTGC
AGCCAGACCAGTTTCCTCGATCTGCTCCAGGTTCTCACATTCTTCGCCAAACTCCATCTT
CACCACAACATCTTCACTCTTGACTTTCTTTCCCCCCCGGCCATAAGGCCCGGGTTTA
>CL1413Contig1
AGTCCCACCAATCTCTTGGGTTCTCCTTTTTCGGTGATCNGTTCTTCTCTTAGCCCATCC
GTGGTCTCTTCTTCTCTGGGATTTGGACCCATCAGCAGCAATCAGATCTCTTCTTCAGCC
CCAACATCAGGGATGCATTCAGTCAGCAGCTCAGAGGATATCAAACCACCTTTTGGTCTG
AGGCCCATGCAGTCTCACAGCCCAGGCATAATGCTGTCTCAAAAACGACTGTGTGTGATC
TGTGGGGACCGCTCCTCTGGCAAACACTACGGCGTGTACAGCTGTGAGGGGTGCAAAGGC
TTTTTCAAACGAACTGTGCGCAAGGACTTGAGCTACACCTGCCGGGACAACAAAGAGTGC
CTGGTCGACAAACGCCAGCGCAACCGCTGCCAGTACTGCCGCTATCAGAAGTGCCTGGCC
ATGGGCATGAAGAGGGAAGTGATCAGTCATGTAAAGTGGAAAAAGGAAGATGGAAAAGAT
GAGGGATGGATGACGGTTCAGGAGGAACGGCAGAGGAACAGAGAGCGTGAGGGGGAGCTG
GAGTTCAGCGTTGGGGTGAATGATGAGATGCCTGTGGAAAAGATCCTGGAGGCCGAGACG
GCCGTGGAGCAGAAGACCGAGCTTCACTCTGACGGAGGATCTGCAGGAAACTCCCCCCAT
GATGCCGTTTCCAACCTCTGTCAGACTGCAGACAAACAGCTGTTTGCTTTGGTGGAATGG
GCAAAAAGAATCCCTCATTTCTCTGAGCTGCCGCTTGATGATCAGGTCATCCTTCTGCGT
GCAGGGTGGAACGAGCTCCTGATTGCCTCGTTTTCCCATCGATCCATCCCTCTGAAAGAC



GGAGGTTCTCTGGCATCTGAGCTGCAGCGCGACGGCTCCCACGCTGCTGGAGTTGGAGCC
ATTTTTGATAGGGAGAGTGTGCAGAGTGCAGAAGTCGGCGCCATATTTGACAGGGTTCTT
ACTGAGCTCGTCAACAAAATGAGAGACATGCAAATGGACAAAACTGAGCTTGGCTGCCTT
CGAGCTATTGTTCTGTTTAATCCAGATGCTAAAGGGCTCTCTAACACAAGTGAGGTGGAG
CTCCTCAGAGAAAAGGTCTATGCATCATTGGAAGCTTACTGCAAACAAAAGTATCCAGAG
CAGCAGGGAAGGTTTGCTAAGCTCCTCCTCCGACTGCCAGCACTGCGATCCATTGGCTTG
AAGTGCTTGGAGCACCTCTTTTTCTTCAAGCTGATTGGTGACACACCTATTGACACTTTC
CTCATGGAAATGCTTGAAGCTCCCCATCAGTTGTCTTAGATCGGAAACGCGTTCTGTGGT
TCAGATAGCTGGAGTTTGGGAAGCGTGGGACTGGAGTGGCACTTTAAATTCTTTCAAGAT
TTGTCAATTTGTCTCACTGCTGTCTGTGATACACTTCAGTGCAGCACAGATTTGCTCTTT
AGACCAAACCCAAAGCTTGGCATGTTCTACAAGCTGGTGCTATATGTTGTCATAACTTAA
AACAATAGCTATGGTAAAACAAATATTTTTAGAAAATGTAAACCTTTACATATTTCTCTC
ACAAGAGCTGTAATTTGGGTACTCATTTTTATATGAACTTTTTAGAAACAGTGCGTTTTT
TCCTCCCTCTAAATTCATCCAGAAAACCTTTTTCTTCTCATTTTTAAATCGAGAAATACA
ATTGAATGCAACATGAATTATGAGCATGCATTAAAATGTCACCTTTTTTTTAATGCTTAA
TAATTTGTCATGGTTTTAAACAGTCATGAGGATCTGTGGCTGAAACAAGT
>CL1414Contig1
AGGGTGAGCTTCGTGACTACAGAACCGAACCGAACAGCGCGTGATGGCGGGCCGCGGGAA
GCTGATCGCCGTGATCGGTGATGAGGACACGTGCACCGGGTTCCTGCTGGGCGGGATCGG
GGAGCTGAACAAGAACCGGAAACCGAACTTCCTGGTGGTGGAGAAAGACACGAGCGTCAC
TGAGATCGAGGAAACGTTCAAGAGCTTTCTGGCGAGGAACGACATCGGCATCATCCTGAT
CAACCAGTTCATCGCAGAAATGATCCGGCACGCCATCGACGCGCACGTGCAGTCCATCCC
GGCGGTGCTGGAGATCCCGTCTAAGGAGCACCCCTACGACGCGTCCAAGGACTCCATCCT
GCGCCGCGCCAAGGGCATGTTCTCTGCAGAGGACTTCCGATGAACCGCTCGCCACGCCTT
CATGTGGTTGTAGTGGGGTCCGACCCGCTCCCACTTCCTGTTTGTTAAATTATTCCACGC
TCCCACTTCCTGTTTGTTAAATTATTCCGCTGTGATTTTGACGCCTTGAAATAAAATGTT
GAACGCCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL1415Contig1
GAGGCTTGTTCAACTTGTTGACTATCTTTGAACCAGCAATAGCAGAAGGTCCACATCTGA
AACATCTTGGTCTTTAAAGCACCTCTGCTGACGATGAAGTCTGCTGAAGCAATAGCAGCT
GAGGTGATTAGCAGCAGAACTGTGACAGTTGAAATCACAAATCTTACCAACAATTACTGC
CTCTTAAACCCCAGGGTTCACCTTGAACATGGGTATTCGTACAACCCCCCTCAGCCCAGT
GTGAGCCCTCTGAAGACAGAGGTTTGCACTTTCACCAAGACAAGAGGCACCGCAACTGGA
AGCGTCGGCGTCCTCACCTACAACCTTTTTGAGATGACGAAGAAGGACCACATTGAAACC
CTGGCCATCATGTTCTCTGTTCCCTGGGATTACAACTTGTACCAAAACTGGTTTGCAGTG
GGCATCTACGAAAAGGGGTGCAAATGCAACAATGATTTGTTCAAACAGATGTACTACGAC
CGTGAGCATGGCTTCGTCAGGGCAGAAGCCACTGGCTCCGAGATCAATCATGTGGGCACC
AATTTTGACATCAAGGCCACCATGTGTCCCATGGGCAATGCCATTATGAAAGTAGAGGTG
TTGGACAAGCAGGCGGTTTAAAACCGCCTTCTCATTTTAATTAGCAGAAGATTTTCGAAC
ATGTTGCATTATTTTACAGCTGTGTTGTTGCTGACTGGTGACTTACAGTCTGAGTATTAC
CCTTCGTGAAATCTGGCTCAGACCAAAGTTGAGCTTGTGTTTAAATCCTGGCAGAGCCAA
CCCTTCTTTGGAACCAAAGCCTCCCATGTATATCAATAGCATTTCACCTTAAACTAGTGT
CTTTAGAAATGGAAATCAAACCACGCCTCAACCAAGGATGAGGGTAAACAGCTTGATCAA
ACACACAAAATACCTGTCCTAACTACCTTGACGTTGCAGTCTGAGAACTGAAATAAACT
>CL1416Contig1
TTTTTNTNTNGTGTGCAGATTTTACAGCTTTATTTTTGCTACCAACACAAGTTTGTTGTA
ACTGACAGAGAGAGAAACAAACCTCTCATGCTGGGCGGCACCAGCAGCTTTTCACACAAA
AACAGGGTCTCTGATAAACTTGCTTAACAAAAATGTCCATCAAATCCTGCCAGGCAGTTG
AAAGGGGCTTTTTGCTCTTAAATCCAGAAGAAAAGCCCAATCCAGGTCACCAACAGTGAG
TTTTACTACATGCCAGGATTCTTGGTTTCCCCTGAAGCCTCAGTCTTCAAATGTAGCCGT
GGAGTCAAACGCGATCACTTCTCCAGCTTCGTTTTGTCGTCGGGGAAATACAAAAAACAC
AGCGTCCTGCGGCTGGATGGAGCGGAAGCTCCTTCAGGTTCTGTCCCTCACGTTGTCGCT
CAGAAAGACGATGTTGTCTGCGATGATGGTGGTGGCCTGACGCCTCACTTGGTTTTTGTC
CACATACTCGCCGTAATCCAGTTTTCCCTCCACAAGAATCCTCGACCCTTTCTTGACGTA
CTGGTAGGCCACGTCTCGCAGACCCGGTTTGAACACGGACACTCGATGCCACGTCGTCTT
CTGACTGACGTCTCCTGTTGAGCTCACCTCCCCCTCGCCGGAGCGCCACATCTCATTGGT
TGCTAAAGAGAAGATGGTGACTGGATTTCGACCCTCCACCTGTCTCATCACCGGATCCTG
ACCAACCCGCCCCAGCAGCTGGACGCGGTTTATCGACCTTTCCAGGATGAGGCTTGTGTC
TGTGCTTCTGCATCTCACCGCCTGTCTGAAGATCTGCGCAGACGCACTTCTGAACATCCT
CTCTGCAGCAAACAGAACCGAGTCCAAATGTCTGCGTGGAGATAAGGACCACGAGTCGAT
TGAAAACTTAGCAGATGCACCGAAGACTTGGGTAACCTTGCTGCTTCCGGTCCGTCCCCG
GCCATAAGGCCCGGGTTAA
>CL1417Contig1
GAGGGGAAGAAGCCAGACTCAAGGCGTCTTCTCAAGCGTCTAGAAATGTGTTAAAAGTTT



CCTCAAACGGCGAGCTCAGTTCAGGATCAAGGGTTGCAACACTGCCAACCACAGGAGCCG
AGAAAGGGGAATTCAACAGGAAGGTGTGCATTCACTGCAATGCCACCTTCCACAGTGGAG
TGAGCTTGTCCAATCACCTGCGGGCGTATGCAAAGAGACAGAGGATCGCCTTGCTTGAGG
GAACAACCATTGACTGTAAAGCCGTGAGACAGCGCTCCAGGCCGGGCTCAAAAAAGAAGA
CGCCGATGTTGAACCAAACGCCGGAGGAGATGTACAGACTGACCTGCAGGTTCTGCGACC
TGGTCTTCCAGGGCCCGCTGTCCGTCCAGGAGGACTGGATCAAACATCTACAGAGACACA
TCATGAACACTGGTGTCCCTCACACGGGGCTGGGTATGGTGGACGTCCCCCCACTGATCA
CAGAACCCCCAATTCTCAAGACTGATGAAGACAGCTCTCTGGCAGTCACTAATGTGGCCT
TGTGAGGGCAGAGGGGGTCTTTGGGAACCGGTTCCCCCACGGCAACCTTTTTTAGATCAC
TAGAGTGTATGTGTATGTACATGTGACGTTCTTTCACCTTTTTCTTTATNATCAGTACAG
TACTGGCCCGT
>CL1417Contig2
TTTAGAGCCACACAAACGTTTTACGCATTTCTCTAAGTGATAAAGTACAATTCAAATTAA
ATTATCTTAAAACAGTATATCTGAACATAAAATATAGGTGACATGGAGGGCGTGGTCAGC
ACAGACCGCCCTCATCCACTTTCAGTTTTATTCTCTATTAGAAACAACACGTTGACTGAA
ATTCTATAAAAACATTTCTATGCAAACAGGGTTTTATTTTTTTTTGCATCTTCGGGGGAA
AGCGCCTCTGTGGGCGCCGCGTTTCTGCAGAGCATCACGGCTGCTGCTCAGAGGAAACCA
AAGGAAAAGTGATCAACCGTGAGCAGTCTGAGGTAAAGGTTGCTTCATCTGGAATGGATT
CAACACCACTGCAGAAAGCCAGGAGACGGTAGAAAGAATTCAGTGGTGACATGATCCAAA
AGAAGAGTGGAACCGTCCAGATGCTCCAACGTGTACGTGTACACGGGCCAGTACTGTACT
GATTATAAAGAAAAAGGTGAAAGAACGTCACATGTACATACACATACACTCTAGTGATCT
AAAAAAGGTTCCCGTGGGGGAACCGGTTCCCAAAGACCCCCTCTGCCCTCACGAGGCCAC
ATTAGTGACTGCCAGAGAGCTGTCTTCATCAGTCTTGAGAATTGGGGGTTCTGTGATCAG
TGGGGGGACGTCCACCATACCCAGCCCCGTGTGAGGGACACCAGTGTTCATGATGTGTCT
CTGTAGATGTTTGATCCAGTCCTCCTGGACGGACAGCGGGCCCTGGAAGACCAGGTCGCA
GAACCTGCAGGTCAGTCTGTACATCTCCTCCGGCGTTTGGTTCAACATCGGCGTCTTCTT
TTTTGAGCCCGGCCTGGAGCGCTGTCTCACGGCTTTACAGTCAATGGCTGAAAATCACAT
TCCAGTAATGTAATTCATTGACGTTTCTGATGCTCAATCTGTGATGACAAATGTCAGGTT
CGCTCAGGCAGTAGCTGTCACTCAGCCTAAAGATTCCCGCCTTTGGCGTGGCTTTCCTCG
TGTCTGCCTCTTTCGTTTGGTGTTTTACGTGTGTGAGCGCCTGAACCTGGAGCAGAAGCA
AACGGCTGTCCAACGTGTCACTTCCATGACTCCGCCCACCGTCAGCCAGGGTTGGATGGT
GCATCGAGGGGCTCTGTCACTGTTTCATCAACACTTTATTTCATAAAACAAAACTTACTT
GTTCCCTCAAGCAAGGCGATCCTCTGTCTCTTTGCATACGCCCGCAGGTGATTGGACAAG
CTCACTCCACTGTGGAAGGTGGCATTGCAGTGAATGCACACCTTCCTGTTGAATTCCCCT
TTCTCTGTAAGAAAACAGGGAAAACCGTCTTCATTCAGTGTCAGAATTAAGCTGCAAATC
TAGCCTTGGAAGAGGTTTTTATTCAAACATCAAGAATTGTTGGTAGCAGAAACTGTCATG
TCGCTTTTGAAGGTTTCTTTTCAATAAATGAATGCTTAAAGAAAAGGGTTTCTGAGAAAC
GAAAAGACTGAAGTCACTGGTATGAAATGCAGTGATTTTTTTCCCATTTGGATGAAGACT
TTTTTGGATTTGCTTGCTCTTCATCTCCATCCTAATCAATCCCTATTGGGATCCCTATCC
CGCCATCTTGTTCTCACTGCATGTTCCATCCTGTCCACATTTATCGTGCATGTCATGACC
TTTGGGTTGGGCCATGATCTC
>CL1418Contig1
AGGAATTCGGCACGAGGGCGAAGTGACAGTTGAGCACATTTAGCCCCTTGCTGAAGTGTC
CATTTCAATCGCCACAATGTTCGAGGAAGCAAGTGAGGTGTTCGATAATATGTTCAAATC
TTCCTTCCCCCTGACGTTTATCGTGTTTATCCCGGCGGTGTTGATTTTGGTGTCCCCGCT
GCCCGCCGAGGCGGCGCATGAGTTCACGGTGTACCGAATGCAGCAGTACGACCTCCAGGG
ACAGCCGTACGGTACCAGGAACTCCATCCTGAACACGGAGGCTCGCACCATGGAGGCAGA
CGTCCTAAGTCGCCGCTGTGTTCTTATGCGGTTGGCAGACTTCTCCTTTGACAAGTATCA
GAAAGCTCTACGGCAGTCAGCGGGGGCCGTGGTCATCATGCTACCCAAGAACATGTCTGC
CATGCCGCAGGATGTGCTGCAGCAGTTCATGGAGCTGGAGCCAGACATGTTGACCACTGA
GACCATCGTCCCTGTGTACTTTGCTATAGAGGATGACGAGCTGCTGTCCATCTACACACA
AACCCTCACCTCCTCGTCCTCTCAGGGCTCCCTGTCTGCAGCAGAAGTGCTGCTGCATAC
AGCCACGGCTAATGGTTTTCAAATGGTGACCAGTGGAGCCCAGAGCAAAGCCATAAGTGA
CTGGGCCATCACCAGCCTGGAGGGTCGCCTCACTGGAGTTGGAGGAGAGGACCTCCCGAC
TATCGTTCTAGTGGCTCATTATGACTCCTTTGGTGTCGCTCCATGGCTGTCGTACGGCGC
CGACTCGAACGGCAGCGGAGTGTCCATGCTGCTGGAACTGGCTCGGCTCTTCTCTAAACT
CTACACCTACAAGAGGACGCATGCTGCATACAACTTGCTGTTCTTTGTGTCTGGTGGTGG
AAAGTTTAACTACCAAGGCACCAAACGTTGGCTGGAAGACAATCTGGACCACACAGATTC
CAGTCTTTTGCAGGACAACGTAGCCTTCGTGATGTGTTTGGACACCGTGGGAAACGGGGA
CTCTCTGCACCTTCATGTCTCCAAGCCTCCAAAGGAGGGAACTCCTCAGTCTTCTCTGCT
GAAAGAGCTGGAGATGGTCATAAGTAGTCAGTACCCAGAGGTCAAGTTTTCCATGGTCCA
CAAGAAAATCAACCTAGCTGATGACATGCTGGCCTGGGAGCACGAGCGCTTCGGGATCCG
CCGGCTTCCCGCCTTCACCCTGTCTCATCTCCCCTCGCACCGCTCGGTGCAGCGCTCCAG
CATCATGGACGTGCGGTCAGTGTCCTTCTCTCGCCACGGAGCGGGAGAGCCCCCTTCTGG



GCCTCATGTGGACGTGAAGAGACTCTGCAGGAACACCAAGGTGGTGGCAGAAGCTTTTGG
CTCGAGTCATCTACAACCTCACAGAGAAGGGGGCTCCTGGAGATCTGCAGATTTCCACTG
AACAAATGCAGGTGCAGGAGGAGCAGCT
>CL1418Contig2
TGGTGGTTTTTTATTGTTGGTTGTTTGTTTTAAATGACAGACAAAATTAATTTCATTGCA
GAGTCACAGAAGAGGCGAGGCAGGCTCCAGAGGACACAAACTCCTCCAATAAATAAGGAT
TTAGGTGTACCATAAAAAAAGTACTGTCACCACGGCCGACGTGGTCCAGGGGTCACGCAT
GTCCTAGAAAAGGTCAAGGCGACGCCGTTTCACGACCGTTTTTAAATTCTCACTGCAAAA
AGAACTTAAGACAGGCAGGAAAGGAGGCTTTGCACACCAACCTGGACACTCGGATAAGAA
AAAGGATCTTCTGGAGCCTGAATCAGAGGATCAGACCAGTGTAGCAGGAAAAAGGACAAA
CAGCAGACGATGATTCCCCAAAAGAAGACCAGAGATTTCCCACCAGCATGTGGGAGAATC
CGCCCGGCACGTCTTCACAGTTCCCCCTGCAGGTCGCTTTCTGTAAACGCTTGTTTGTGT
TTGAAAAACTTCTATAAAAAATGACCCCCCCCCCTGCTGCCGCATCAACAGAAACACAGG
AAGTGAGAGCGGATGGTTCTGGTTCATGAAGTCCACACGGCGGGACGGGCCGCCGTAAAA
TCAGCAGCCCGGTCCAGCCTCAGCTTTTCGTGATGGTAGACAGTGTTCTGGTTCCTTAGT
GGGCCTTTGCTTTGGGCTGGGTGAGTCTGCGGACGATCCCATACAGGACCCCGAAGTTCN
GGATAGCCAGGTACATCAGCCCCAAATAGGCGGCGATGCAGACCGCCAGCAGCAGGTCAA
AGATAGCCGGCTTCACTCTGTAAGCATTCATGGTCTGTTTCAGCTGGTCGTAAAACACGA
ACTCTGGATCTCTTTTGTCGGCTTTGACATAATGTCTCTTCACATCCTTGAGATGGCGTC
CCAGATGATACTCCAAGGTGGAGACCACGCTGCTGTCTTTGTCCACCAGCTGAGCGGCGC
GGGGCTGCGCCGTCAGCCACTCCACCACCGCCGCCAGCTGCTCCTCCTGCACCTGCATTT
GTTCAGTGAAAATCTGCCTCGTGCCGAA
>CL1419Contig1
CGGCACGAGGGCGCTGTTAGGGTCGATGGCTGAAGGTAGATAAGTGTTTATGCGGACACA
CCGAGGAGCCCCTGACAGCAGGGAGCGCTGGACGTTTCTCCACCATGGACGTCGTCCCGA
CAACAGCTCGGAACCGTTGGAAACGTTTCTGCTTCGCCGCGGTCTTCATGTTGAGCGCGA
GCGCCGTTGACTGTTTCGGACGGAACCAGGACAACGAGCTGACGTTCCTGCTCCCCGCCG
GAAGTTCGGAATGTTTTTACCAGTCAGCCGTCCAGAATGGAACGATGGAGGTCGAATATC
AGGTGATTGCCGGCGCTGGGATGGACGTGGACTTCACCATCGTTTCCCCTGAAGGCGTTC
GGCTGATCGTCGAGTCTCGGCGTTCTGACGGCGTTCACGTGGTGGAGCCTACAGAGGGCG
GGGACTATCAGATCTGCTTTGATAACAGCTTCAGCCGCTTCTCTGAGAAGATGGTGTTTT
TTGAAATCCTCACGGAGGCGCCGGGCGGAGACGCCGGCGGAGACGAGGAGTGGCCGATGC
TGGACGAGCCTGACGGGAGCCTGCTGGAGTACAAGCTGGAAGACATCCGAGACTCCATGG
ACGCCGTGTACAGACGCCTGGACCGCAGCCGGCAGATGCAGACCGTGCTGCGGGCCTTTG
AGGCGCGGGACCGAAACCTCCTGGAGGATAACCTTTGGCGGGTGTCGTTCTGGTCCTGTG
CCAGCGTTCTGGTGATGCTGTGCGTGGCTCTCACCCAGGTTTACACGGTGAGGAAACTGT
TTGACGATAAGAGGAGAGTCTGCACATAAAGTCAGACTCTGTGGGGCTTTAGGGATGTTT
CAGGTAGAAGAACCTTTTCTGCTCCAACAAGTGCCGCTAACGTTTTCCGTGGACCCATAC
GGACGTTCCAAATCGGGATTCTGTTCTTCAGAGCTTCTGGACTTTTAAAAGGTTGATCTT
AATGTTTCGCTGCTCGTCCGAGGAGTTTCTCCAGAACCGAAACGTCACACAGACGACCCT
GGAACCGAAGAGCAGAACGGCTGAGGATCCTCAGACAGACATGAGATGTTCTGGAGTCTG
GGATGAGGGTCTACGGAGCTAAAGGCTGAGCGCTCACATATGTGCTGTGTGGTTTAGGGG
TCCAAACGGCTAAAGCCGTCACATTATGCAGACTTGTTGGTCAGCCCGTCTGCACACACG
GTCCAGGCTGACCAACAGGACGAGGTTCCGTCTGTCAACGGATGCTGCTTTTGGGAAATC
GTGATGACTTGGTATGGATGTGGACGTCTGCTTAAACTTCCTGTTTTTCTTAACACATTA
CTGATTCCACACATTTGAAACCATTTTTGCAAATGTTTGGATGTTTTCTGTTCTTCTACG
TGGATGCCAGGGTTTTTACCGAATAAAT
>CL1420Contig1
GCACCCAGCCGCTGAAGGACAGATTGTTTCTGCACAGGAAGGACTCACAGAGAGCGCCGC
TAATACCGCCGTCGAATAATCCAAAGTTCAGAAAAGCTGTGGGAATTTGAGAGCTGATTA
TACTTTTGAACACTGTGCAGCAACAAGGCAGCCTTTAAAAAAACCAAAAAACTTGTTTCT
AATCTGTTTGAAGAGTTTTTGTTTTAGATGCTGTCAGTCACTTTACTGGACTGTCTTTAT
GAACAATTTTGAATATTAAGAGGGGGTCTAATTCAGCAGATTTTGCTGCACAGAACCCAA
TAGAACCACCAACTCACTAGTGATTTCATAATCAGGTGGTCTGGACGGGGGTCTCTTCTA
AAGTATGGCTTTCGGAGACATCCTGGAGCAGGTGGGGAGCACAGGACGCTTCCAAATAGT
TCACGTGACCCTTCTCTCCATACCGGTCCTGTTGATGGCCAGTCACAACCTCCTACAGAA
CTTTGTGGCTGTGGTGCCGCCTCATTACTGCAGCGTCCATGCAAACTTCTCTCAGTCCCA
GCTGAGTCCTGAGGAAAAGCTGCTGGTCACGGTGCCGCTGGACCAGGCGGGGGAGCCGCA
CAGGTGCCAGAGATACGTTGCTCCACAGTGGCACCTCCTGGATAGGAATGGGAGCTTCTC
CTCTGAGGAGGAGCAGAGTCAGGGGGAGCAAGGTTTGGCTGTTGACTTGCAAGAGTGCAG
AGATGGATGGTCCTACAACATGACAGAAATGACCTCTAGCATTATCTCTGATTGGGATTT
GGTTTGCGATTTGCGTTCTTTAAAGCAAATGGGACAAACCATTTACATGGGAGGTGTGCT
GGTGGGGGCTATTATCTTTGGGGGCCTTTCGGACAGGTACGGTCGACGGATCCTCCTGCT
CATCTCCAACATGCTGATGGCCGTGGCAGGAACCTGCGCTGCCTTCTCACCTTCCTTTCC



ACTCTTCTGCCTGTTCCGGTTCGGATGCGGCATGGCTCTGTCAGGCCTGGGACTCAACAC
CTTCTCACTGATCGTGGAGTGGATTCCCACTCGTATCCGGACCGTCACAGGAACCATAAC
GGGCTACTGTTACACGCTGGGTCAGCTGCTCTTGGCGGGCATCGCCTACTTCATCCGGGA
TTGGAGGTGGTTGACCCTGGCTGTGTCTCTGCCTTTTTATGTCTTCTTCCTCATTTCCTG
GTGGTTTCATGAATCTTCCAGATGGTTAGCTCTGAACAATAAGCATGAAGAAGCCGTCAA
GACTCTAAAAAGTGTGGCCAGATTCAACGGACGCCACGAAGAAGGAGAAAAACTTGACAT
TAAAATGTTACAAGAGTCGATGAAAAAAGAGATGTCGTCTTCAAAGGGGTCCTACTCTGT
CCTGGATCTGTTTCGCACCCCAAAAATGCGAAAAATGACCATCTGCCTCAGTGCCGTCTG
GTTATCCACCAGCTTTGCCTACTATGGTCTTGCGATGGATCTGCAGAAGTTCGGTGTGGA
CATCTACTTGATACAAGTGATTTTTGGAGCGGTGGACATCCCCGCTAAAGTGGTCATCAC
CACGTGCATGAGCTTCATAGGACGCCGGCCGTCCCAGTGTGGTGCTCTCATCATTGCAGG
GGTCACCATTCTGATCAACGTGGTGGTCCCCTACGATAAACAGACTCTGCGAACATGCCT
AGCCGTGGTGGGCAAAGGCTGCCTGGCAGCATCCTTCAACTGCTGCTACCTTTACTCCGG
AGAGCTGTACCCAACCATCATCCGTCAGAATGGGATGGGATGGGTCTCCATGATGGCCCG
AATCGGAGCCATGGTGGCGCCGATGGTGCTGCTCACCGGGGACCACATCCAATGGCTGCC
AGGTTTCATCTATGGAGGCGCTCCAATCCTCTCCGGGGTGGCGGCCGTATTTCTTCCAGA
AACCCTGGGTACAAACCTCCCGGACACAATTCAAGATGTGGAGGAGAGGGAATTGCAGAA
AAGCTCCAAAATGCCTCCAAAGGAGGCCGTAATCCTACAAGACACGCAAGCAAATCTCCT
CAAGCAGGCCGCC
>CL1421Contig1
ATTGTGAGCGATTCTGGCAGGAGCGTTGAGTCACAGTATGTAGTCCTGGAGTGTTACCAT
GGAAACGTGTCTTACTGACCCGTGAGCACTATGATTCATTTTATCTTTATTTACTCATAT
TTATTGTTTTAGCTCACCTTGGTTTGAGTCTGAAAGCTGTCGGCCGTCACAGGTGTCACC
CACTCCACCAAAGCTGTGTGTGGTTAAACTGACGGTTGTCATAGTAACTGACGGTTCTTT
GGTTCTGGTTTTCATATCCAATGGTAAGCTCTGAATGGTCAGAATTTTTGGCTGCTTATG
TCGTTGTTGGCATAGTGAGCTCAGAGCGCCACCTGCTGACAGTTTTTGTAAATAAACCCA
TTCTGTTCTTGACTTTAACCTTTTTGTATTGTTGATATCAAAGTATCATTTATAATTAAA
ATAGATCATATGACCTTGTGGGTGTGTCCTACATTAATAAGCTAACAAACACAACTGGGT
TCTTCTGACGGTCTGATCTCTGACATCAGAGGGTGGGAGGTCTTCTGAGGAGGAGGACTG
GATGTTCTTCATCCTGAGCCATTAACACTCATGAACATCAGGGTTATGAGACCCATACTC
TGGACTTGGGCATGAGTTGACGGTTCTGTTGAAGAGCATAGTCCTCAAAAGCTCCGCCCT
CTCAGACAACATCAAAGTTCAGGAATGTTTATTTGAAAAAAGAACCAATTCTCTTCTACA
TTAAAACTGCAAACTCCCAAACAGGGTGGGTAGTGTTGCTGGTTTAGGGTGGGGCTTATA
CCCAATTCGCTCATTGATAAGATCCACCCTCGAAGTAACAGTGGAAGCTGATGCAGAAGC
TCCACCCCCGGTTAGGTCCACGCCAATAACAGAAGAACTGCATGCTCCTGACTCTGCCTC
CTCACGCTGGCGCTTTCTAGCCTCCAGATCCTTCTTGACTCCCTCAAACTCCTCCATGTC
ATCGATCTTCAGCTCCAGACGTGTTGGTTTCCTCCTCAGCATCTTCTGGTTTCAGCTTGA
ACGAGTGGGTAAAACGCGCGCTCGCGGAGCTCCACGACCTGTTGTTGAGACACAAGACGC
GCGTATCCAGGTTTTTCCAGTGAACCGGAAGTAGTAGGTTGACCCGGAAGCGGTTACAGC
ACATATATCCGGATCATTTAGCGCGTGGAGGCAGCTTTGTCGGATTAAGGTGAGTTTACG
AAAAAAGTAACGAAGCTGTAGCAGCAAAAACAGTTAAGGACTAGCACGCGCTCACAGCAT
CTAATTTATTCCTCGCGCGCTTTCAATCAGCCACAGATTCCCCCGCGTGGATCGGAACCG
GTTCCACTGCAGAAATTGGTTGGAGGTTCTAACTGTTGTGCAGCTTCGCCTGCGAAAAGG
GTG
>CL1422Contig1
AGTACGCTGTTACAAAGGCTTTGAAGATTCAAGGACTCAGAAGCTTCAAGGCTTTTTAAG
AGTTTCAAGGCTCACTTCAAGACATCAAAAACTTCAAGGCTTCAGAAGCTTCAAGGCTTT
AGAAGCTTCCAAAGATTCAAGGCTCCGAAAGCTTCAAGGCTTTGAAAGCTTCAAGGAAGG
CTTCGAAAGCCTTAAGGCTCCAGAAGCTTCAAGGCTTCAGAAGCTTCATGGAAGGCTTCA
GAAGCTTCAAGGCCTCGAAAGCCTCAAGGCGTCCGAAGCTTCAAGGCTTCAGAAGCTTCA
AGGCCTTGAAAGCTTCAGAAGCTTCATGGAAGGCTTCAAAAGCCTCAAGGCTTCCAAAGC
TTCAAGGCTTCAGAAGCCTCAAGGCCTTGAAAGCTTCTGAAGATTCAAGGCTCCGAAATC
TTCAAGGCTTCAGAAGCTTTAAGACTTCGAAGCGCATTGTGCTTGAAGGTTCATAAAACA
GAAATATTTCCAGCAGCTGTGGAACAGCTTTCCTCACATGCGGGTTTTATTTGTACTTTG
TTACATCGATACAACAACATTACATAGCAATGAGTAAAGACCAAACTCAAACGATGGTTC
CTTAATAAGAGTCAGTGTTTGTTGGGTTTCATGTTCTACGTTTCACATCACGTTTATTAC
TGAAGGCGGGTTGAAGGCGCCCTATTGTTGAAGCATTCTGGACAGCAACAGGAGCTGGTT
GAGCTGTTACNTGAGTTTTTTGTTTTTTTTTTGTAAATGTTGCAGAAATCTTACGTCAAA
ACCAGCAGATGGTTCATTTGCTTTCAGAAGAAAGCCCTCACCAAAAGCAGCAGATAAGTG
CGTTAAATTAAATCTTTGTGCAAAAACACTCACACCTCCGTCTTCCTCCTAACTGACAGT
AAACTAGTTCTGTAACAGGAAGCGCTCTGCTGCTTCCAGTCCAGCTTTCAGTGGATCCCA
CATGAACCAGTCAGACGTCTGCTTTGCTCAAAGGCAGGTTCACATCAGGTCGCAGCCAGC
AGGCAGGCCTCACTCGGCTGTTTCATCTCAGGCTAATGGAAGCAACAAAAGGTTGATGAG
GATGGAAGGTTGAGTCCACGACAAAAGCAAAGCTGTTGTGTCCGGTTTGAGGCCGGTCAG



CGCAGAAATCGCAGCGATCTGATGTAAAGCCGCAGAAAGCATGTCCACCAGCCTTTCCTC
TGCTCGCAAAGAAGGAGGGATGCGTGTGAGGGGAGCGGGACTGTGGTTCTGCTCGCTCAC
GCCACGTCCAGAACCCCAGCAGCCACCAGCTGCCTGGAGAGCCAGTCCAGCCCCTCGTGG
AGGCCCATCCCACTACGGGCGTCGCAGCCCTGAATGTGCCAGCTCCTCCCACAGCACAGC
TTGTGAAGGCTCAGCAGCTCCGTCATCTCCTCCACAGACACGGCGCCTGGAACGTCCTGC
TTGTTGGCGAAGATGAGCAGAAGGGCGTCCCGCAGCTCCTTCTCTGTCAGGAGTTTGGCC
AGCTCGCTGTGGGCCTCCATGAGTCGGTCCCTGTGGCAGCTGTCGATGACGAACACCACC
GCTTGAGTGTTGAGATAATAGTGTTTCCAGAGCGGCCTCAGCTTATGCTTTCCACCAACG
TCCCAGATGGTAAATTTTAAGTTCTTGTACTCGACGGTCTCCACGTTGAAGCCGATGGTT
GGGATGGGCTGCATGAACTCGTCCTGCTTCAGCTTGAACAGAATGGTTGTTTTTCCAGCC
CCATCGAGCCCCAGAGTCACCACCCGGATCTCCATCTTTGGTCCGATGTGAACTCGGTTG
TCCTTGGTGAAGGTGACGGGGATGCCGGCGTCCAGCTGGATGTGGTCTGCCAGCTCCGTG
AACTGGTGCTGCTGCTTCTGAAGCGTCTCCAGTAAACAGCTGATCTCCTGCTTTGCCAGA
ACAACCCTGCAGTCGTCCTGCTGAAGAGTCTTCTCGCAGTGCAGGCAGGCGGTGGAGACC
TGCGACAGCAGGATGGTCATGTCCTCCTGCTGCTGCCTCAGCCAGATGAGCCTCTCCCGA
ACGTGGGCGTCCACCACACTCAGCGCCATCTCCTCCTGCCGACACAGAGTCTCGTGGAGG
TCTGAGAAGTAAGCCCGGACGCAGGAGCGCGCGCTCTCTGCTGTGCCGGGAATATGCTCG
GTGTGCGCCATGCCTACGCCATCCTCCACGATCTGTTCTCCTCCTTCTATCTGCTGCACG
ATGCCCACCAGCTTCCTGGAGTACTCGGACACTTCGTCTGTGAAGCTGCGGATGCAGTGG
GCCATGTCCAGGATAGAAGCTCGGATCTGATTGGCCTCAGACTCAAGGAGAGCGTGCTTA
TGTCCCTGGTGCTTGCCATACTCCTTGCAGACGCAGCACATGAGAGGCCCGGACTGACAC
GCCTCCTCCAGGCACACAAACTCGATAGCATGGACCTGATGCTGGGGGCAGAGCATCTTC
TCGTGAGGCTTATCGGCCAGCGGCACGCGGCGGTGTTTGGCCAGCGTGCGAGTGGAGTGG
GTGAAGCTGGGAGCACTCGCCACACAGGTGGGTGGCG
>CL1423Contig1
CAATAAAAATTTGTTAAAAAAAAAAAGACCCACATTTATGGCAGAGTCCTTCAACCATCT
GTTTTTTACAAAAGGAAGCAAACAGGAGAAGAAAACTTCCAGCCAGTCTCTTTTCCAGAG
AGTAAATTACGGTCTTGGTGTCAAAAACAAAACAAAAAAAAACAGTAGAGGAACACAGGG
AGGGATTGTGGAAATCGCTCTACACGACTCGTCGCACTTCAAAAAATCTCTTCAGGTAGT
AAATTTGTCCGAGCGTCATGGCGACCAGGACCAGAGCTTCAAAGAAGGACCACAGGACCA
CCCTGCTGTTCGTGTTGTCATTGATCGCTCTGTGTATCCTCTCGCGGACCTCCATGTACT
CCTGCTCATGCTTGACCGCTGTCATGGCAACAGCCAGCTCGTTGATCATCTCCTCCAGCT
TGTTCTGATGAGCTTCAGTCTCCATGTTCTGGCCTTTGGGAGCCTCTCCGATGTCGATGG
TGAACATGACGATCTTGGGCGTCATGGTGGACATCTTGTTGCTGAAGCAGAACTTGTAGG
TTCCGTCCATGTGAGCAGCCACAGAGTACTTCCCGCTGGACTCCCGGTCCCCTTTGTAGA
TCTGCTTCCCGTCAGGCCCCATTATCTCGACGTCGATGTCCAGAAAGCCTCCTTCTGCCA
CCTCGAACATGAGGCCCATCTTGGTGCCGGAGTTCACCCGCTCATAGAAGCACTCTTCGG
CATGGGCGTCTATGCTAACGAAGTAGCCGGACGCGGTGGCCGTCAGGACGGCCAGCAGGA
CGACCAGCTCCGAGGCGGTAAACATGTTTCAGGCAGAGAAAGACGCGTCCGGACTGTCCG
GCCCTCTTTTCCGAGGAGAATCCTGCAGGATGGAGGTACGTGGAGGAAGAGAGGCTCCGC
AGGAAAGGAGCTGCACCAGCCTCGGCTGCTGTACACCGCTCTCCCCGGCCATAATGCCCG
GGTTTANCGGCCGC
>CL1424Contig1
AATATGCCCAAGAGAGTGAAGGCCACGGTGGAAGAAAATCCCGCTCCCGAAGGAGGACAC
GAGGAGGAGCCGGTCCAGGAGGAGCCGAGACGGACCAGGAGTGGCCGCAGGTTGTGCACT
CCCGCCGCCTCGGTGAAGACTCCGAGCAGAAGGACGAGGCGCTCTGTCCTCCAAGAGCTG
CCGGCAGTGGAGGCACAAAACACGGTAAGACCAGAGAGCAAACCCAGTGTTCCGGTCGAA
GACGACTGCAGTGGGTCAACGAAACCAGAGTTAGAAAACCACAACGAGGAGCCGGGGGAA
GCAGCCGGCGATCATGAAGCTAGCGGAGACGATGACGTGCTAAAATACGAGCCTGAAACG
GTTCCTCCTGCGAGTTCAGAAACCATCCCAAAGAAAAAGAAGAAGATGGCGGCCAAGCGG
GAAAAGGAGCTGGTGAAGGCGTATTCTTTGAAGCTTAAAGAGGAGAAAGCACGGCAGAAG
GAGGAAAAACGGAAGAGAAGGGAAGAAAACCTGAAACGCCGCGCAGAGAACGAACGCAAA
GCAGAGATTGTGCAAGTGATCCGGAACACGGCTAAGATCAAGAGGATGAAGAAGAAACAG
CTCCGCAAAATCGAGAAGAGAGACNCTCTGGCTTCAAATTCAAACCCCAAAACNCNCCCA
AATATTTAACCCGNTTTAATGTAAACNTTAAATTGCCCTGAAATCCCCTGTTTTGTCTTG
NAGTTTTACTAAAAATGTACTGNCTGATCCGNCNGGNGCTGTTCATAAGCCNGAAAGNGN
TGCTTTTTGCTTTATTTTCAGNGGNAAGTCNCTNTTAAAGCNTAATTNTACAATTATTTT
TGTTTTTTGGNGGGGNGGNGTCAAATTTCTATNTAGTAAGNAACNAATATTTACNGAAAA
AGTAGTTGCCNTAAGNAACTGAATGTTGAAGNAGAACNTTATTCNAAATATGGTTTATAA
TAAAAAAATGTTTCNACCTATTTTNTAATTTCTGTAAAAGCTTCAACCNTTACNCNTTTT
GGTATAGAAGATGTTCCTGAGATGNGAAAATGGNAAAAAAAAAATGTTTAAGTTAAACCA
AAAAACAGAACAGATGGCATATTTTAACAATTTATTTACCGGTATTCTTACATCCCGTCT
ATGCAGCGATTTAGTCACAGTCCCATTCACCCACGATTACGCACTTCCACATGGCTGAAG
GGTTAAAGGGATTCCAGTACTAAAATAAATGTGGAAAAAT



>CL1424Contig2
CTATTTTGAATAAAGTTCTTCTTGNACATTCAGTTTCTTATGGCAACTACTTTTTCTGTA
AATATTTGTTTCTTACTAGATAGAAATTTGACACCACCCCACCAAAAAACAAAAATAATT
GTAGAATTATGCTTTAAGAGTGACTTTCCTCTGAAAATAAAGCAGAAAGCATCTCTTTCT
GGCTTATGAACAGCTCCAGTCGGATCAGTCAGTACATTTGTAGTAAAACTACAAGACAAA
ACAGTGGATTTCATGGCAATTTAATGTTTACATTAAATCGTGTTAAATATTTGTGTGTGT
TTTGGTGTTTGAATTTGAAGCCAGAGTGTCTCTCTTCTCGATTTTGCGGAGCTGTTTCTT
CTTCATCCTCTTGATCTTAGCCGTGTTCCGGATCACTTGCACAATCTCTGCTTTGCGTTC
GTTCTCTGCGCGGCGTTTCAGGTTTTCTTCCCTTCTCTTCCTTTTTTCCTCCTTCTGTCG
TGCTTTCTCCTCTTTAAGCTTCAAAGAATACGCCTTCACCAGCTCCTTTTCCCGCTTGGC
CTCCATCTTCTTCTCCCATGAGGAACACAGTGGTTTGTCTCGCAGCAAAGCAGAGAACCG
CTGTTTGTTTCGGTCCTTCCACACTCGTCCTGATTTGGGTTTTCCCAAAGGAATGACTGC
GCTCTGCTTGACGTTTGGAGCAGCAGGAGGAGGTTTCTTCTTCTTTTTCTTTGGGATGGT
TTCTGAACTCGCAGGAGGAACCGTTTCTACAGGCTCGTATTTTAGCACGTCATGGTGGTC
TCCGCTAGCTTCATCGCCGGCTGCTTCCCCCACCGGCTCCTCGTTGTGGTTTTCTAACTC
TGGTTTCGTTGACCCACTGCAGTCGTCTTCGAGGGGATCACCGGGTTTGTTCTCTGGTCC
TACCGTGTTTTGTGCCTCCACTGCCGGCAGCTCTTGGAGGACAGAGCGCCTCGTCCTTCT
GCTCGGAGTCTTCACCGAGGCGGCGGGAGTGCACAACCTGCGGCCACTCCTGGTCCGTCT
CGGCTCCTCCTGGACCGGCTCCTCCTCGTGTCCTCCTTCGGGAGCGGGATTTTCTTCCAC
CGTGGGCTTCACTCTCTTGGGCATATTGTCAGTTTTGCGGTCAATAACATAAAAACTGTG
AAAAACTTTACCCACGTGGGTCCAGACTGTACTTTCCTGCCATACGTCATTCTGTTTCCG
GGTTTCAACGTGAGATGTGAAACAAAAGTACGCATTACTGCCACCTACAGGTGAGACAGC
GAAGGTGCAGCCTGCAGTTGGCGTTTGTAGAGACTATGTATGAAGTATTCAATCCTGCAC
CAATACAAAACCTGTTAAAACAGTCTAATTTAAAACATCAAAAAGAAGGTTATTATTATA
ATTAGTGTTTTTGTTTTGAGTTAAAGTGCCTTTATTCTTTCTTTTAACCTGGAAAATCAA
TAATCTATTGTTGTTTGACTCAAACAAATTTGGACAAGGTATGGAATGTCTTGTGCACGA
CCATATATGATGGTCATGTATGATGTTCTGTATTTACAGTATTGTCAATAAAGTTCAT
>CL1425Contig1
CGGAAGTGGAGGACGCTGGAAACAGCATATTTACACTTATTTGTTTTCCTGGACAGCAGT
TACATTTCTTCGAGTGCATCAACAGTAGCCGTCAGAATGCCGCTGCCCGTGCAAGTCTTC
AACTTCCAGGGATCTGTGGAACCCATGCAGATTGATGCAGATCCTCAAGAAGACCAGCAA
AATGCTCAAGATATCAACTACATAGTGGAGAACCCGACTCTGGATCTGGAGCAGCATGCG
ACCAGCTACAGTGGATTAATGCGAATCGAGAGGCTGCAGTTCATCGCTGAGCACTGTCCC
CAGCTCAGAGTGGAGGCCCTGAAGATGGCGCTCACCTTCGTGCAGAGGACCTTTAACGTT
GATGCTTATGAGGAGATCCATCGCAAACTGACGGAGGCCACACGGGATCTGCAGGACGTA
CCCGACACGGTGCCGGATGGCGGAGCGGCTCCTCCTCCGCTGGACTCTGCCTGGGCAGAA
TCTACCAGGAAAAAGGCTCTGCTGAAGCTGGAAAAGCTGGACACGGACCTGAAGAACTAC
AAAGGCAACTCCATTAAAGAAAGCATCAGGAGGGGCCACGATGATCTGGGGGATCATTAT
CTGGACTGCGGGGACCTCAGCAATGCTCTGAAATGCTACTCCCGGGCCAGAGATTATTGC
ACCAGTGCTAAGCACGTCATCAACATGTGCCTAAACGTCATAAAGGTGAGTGTTTACCTT
CAGAACTGGTCACACGTGCTGAGCTACGTGAACAAGGCGGAGTCCACCCCAGAGATCGCA
GAGCAACGAGGAGAACGAGACGGTCAGAACCAAGCCGTCCTCACCAAGTTAAAGTGTGCA
GCAGGACTGGCTGAGTTGGCCTCGCGGAAATACAAGCCGGCGGCCAAATGCTTCCTCCAG
GCGTCCTTCGACCACTGCGACTGTCCAGAGCTGCTGTCGCCCAGCAACGTTGCCGTGTAC
GGCGGCCTGTGCGCCTTGGCCACCTTCGACCGGCAGGAGCTGCAGAGGAACGTCATCTCC
AGCAGCTCATTTAAGTTATTCCTGGAGTTGGAACCTCAGATTCGGGACATCATTTTCAAG
TTCTATGAATCCAAATATGCTTCCTGTCTGAAGTTGCTGGATGACATGAAGGATAACCTG
CTGTTGGACATGTACCTGGCCCCCCACATCAAGATCCTCTACAGTCAGATCAGGAACAGA
GCTCTGATTCAGTACTTCAGCCCGTACGTGTCTGCAGACATGACCAAGATGGCGCAGGCC
TTCAACACCACCGTGGCGGCTCTGGAGGACGAGCTCACCCAGCTCATCCTGGAGGGTCTG
GTCAACGCTCGCATCGACTCTCACAGCAAGATCCTGTATGCCAGAGACGTGGACCAGCGG
AGCACCACCTTTGAGAAGTCCCTCCACATGGGCAAAGAGTTTCAGAGACGGGCCAAGGCC
ATGATTCTGCGTGCTGCGGTGCTGAGGAACCAGATCCATGTCAAGTCCCCCCCCCGGGAG
GGAAGCCAGGGGGAGTTGACTCCAGCCAACAGCCAAACCAGGATGAGCACCAACATGTGA
GGAAGGACGCCGGATCCCTGCGGTCACCACACCTCACCGCAAAGATGTCTGACCCCAGGA
GACTGCTCAAGTTTGGTGTTTGTTGGTTAGATTGTCATGTGACGCGGTGCAGAGATCAGA
CCCTTCACAATAAAAGCTGAGCATGAGCTGCAGATGTGCTGCTGCTGTTCAAACTCTTGT
CCACTGAGGTTTCAAAATAAAACTACAACTGCTGCACACAAAAAAAAAAACAAAAAAAAA
AAAAAAAAACAT
>CL1426Contig1
ATTATACAAACACAAAGAAAAGTCACATATTACCTGGGAGATGAAACTACAACTTCCTCA
ACAAAGAAAAAAAAATGTAATGTGAGCAAGAACGTAGATCAGTTCAATTGACAAAGATAC
ATTTGTGGGGTTTTTCTAGGCAAAGGTTGAAAACCAAGGATCACAATCTTATGCATTACC
AGCAACCACGATACCAATTTTGATTAATAATAACAGATCAGGCAATCTATGTTGCACGAA



AAACAAAAAGAGAAGGAAGGCTGCAGACGGAAGAATGAAGAGACGAGATCTTAGCTACTC
CCTCTTGTCATGCTTGCATCAAAATGTCAAAAATAGAAGATATCTAGTACTTGTACACGA
GAACCACCTCAAAATGATGAGTTTGCTAGTAAAGGTCTGCCAATTTAAAATGTTCCTCGA
TGAAGAATCACACACCAGCTACGCCTGAAGGGAAGTTGATGTTAAAAGGAGGCAATTTAG
AATCTCCTCGGGCTGTAGGAACGAGAACGGGACCTGTATCGACTGTAGTAGGGCGACGGC
GAGCGCCTGCGACTATACCTGTAGTCATACTCATCACATCTTTCATATCTGTCGTATCTG
TCATAACTGCGATCATAGTAGGAGTCCCTTCGCTTTCTGGTACCGCCGCCCCCGCCGCCG
CCGCCTCCATTGTAAGTTGGCCTTCCCATGTAGATTCCCGGTGTGGGGGTGTGGGGGCGT
TTGGTAATTGAATAATCCACTCGGATCTGCCTTCCATCCATGTTCATGCCGTTGGTGTGC
TCTATTGCCTCCCTCGCATCACAGAGCCTCTCAAAGTAAATAAAAGCAAAGCCGCGGGAG
CGACCAGTGCGCTGGTCATGCACCATATTGATCCCAGTCAGACGTCCATAGCGTGAAAAC
ACCTCCCTCAGGTCACGCTCAGTAGTGGACAAGTTCAAGCCAAAGACCCCTAGACAAGTG
CTGGGATCAGGGTTCTCTCTGGTACCAGTATGGCGGCGGCGGCTGGACATTGGGGATGCG
TTTTGGCTCCTCCTACGGCGATGGTCAGGGCTGTAGGACGGAGTGCGGGACCTCCTCTGA
GGAGAGCAGGATCGAGAATTCGAGCGGTGCGGGTTCGATTGCCTCCGAGAGCGAGACCTG
ACTTTTGAATGGGAGTGGGATCTAGATTCAGAGCGAATACACGCCTGAGATGGGCTTTGG
GAGCCAGACTTGCTCTGCGACTTGGTCCGGGCTGGACTCCCATGGCCCCCTCTGTTGTAG
TTTCCGTCCTCGCTGCCACTCATTGTTTAGTAGAGTTACAATCTTCTTCACAGCGATAAA
TTGAATGCTTTTGTTTTATGTTATTACAGATAAATTCCGCTTAACGTTAAGTGGTTGCCT
CAAACAGACTACCTTGTAATTTACGAGTGTAAATAAAGTTATGACAAACCAAAATCCGCG
ACTATCGGTCCCCCGGCCATAAGGCCCGGGTTAAACGGGCGAT
>CL1427Contig1
GCACCAGCAAGCGGCTGAGCTGACCCGGCGCCCACCCCCGGTCCCAGCGCGGACCTACCC
CCGTGTTCTGGTGCCCTACATCTCCTCCAACTACGGTGACGGTGCGCAGAGTGGACGTTC
GGCCGCTTGCCGAGATGAAGAAGCCCCCGAGGGTCCATCTGCACTCCAGACTTCGGCCCA
GACAGACCCCCCAGGGCCAAGTGCCACGTCCTCTGTTCCAACCCCCGCCTCCTCCATCGC
AAAATCAACCTCATCCTCAGGTCAGCACTGCCTCCCAGGCCCTTCCTTCCCCCCCAGCTT
ACCTGCCTCCTAGTCCCATGCTGGTTCGAGCAGTCATGGCCCCCCCAGCCTCACCTGCTT
TCACCCGCACATCAAACGCCAGCTCCCGAGCCTCGTCCCGCAAGCACCCCTCGCTGCACC
GCTCCAAGTCAGACCTGAGTGATCGTTACTCTCGCGCCACGGCCGACCTGGAGCGCTTCT
TCAACTACTGCGGGCTGGCCCCCGAGGAGGTGGAGGACATGGGCGGGGTGGAGCGCTTCA
CCAGGGCCAACTCGGACATCGTGTCCGTCTCCAAGCTCCGCAGCGTCAGCACGCCCAGCT
CCGAATGCGGGGAAGACGCAGAGCGCATGAGGGAAGAGGAAGATGAGGAGGACGGGCCCC
CCAGGGCCTCTGAGCGAGTCCCGTACGGGATTTCCATCATCGAGAGGAACGCTCGCGTCA
TCAAGTGGTTGTATGGAATCCGGCAAGCCAGAGACGCCAACAACGCCGTCTCAGATGTGT
AGACTATCAAGAACTCAATGAACCATGAATGGGGAGGGGGTCTGCCTTACAGCACGGATA
ATCTCTTTCTGTTTCTGATGTCCTGAAACAAGAACATTTAAAGCAATAATAAACGTGTGT
AAAGTATGCAAGGAGATGCATTAAGGTACCGCGTGTGTATGTGTGACTGTGCCAGTGTGA
AGCAGGACAAGAGCCACCGTAAAAACTGTGAACCTTTTTCATCCAAAAGGCAAAGAAGGA
AAAGAAAAAAAAACTTTTTTGCCGTTGAATTTTGTAAATCCAGAGTGTTTGTGGGCTTGC
TCCTGCAGCGTTTCCCCTTTAGGACCACGCAGATCACAAGCACAAGACGTGGAGTCATGT
CTGCGTCTGCAACCCAAACACTCTGAGTTTACAACGAAAAAGCAGGTCACAAATGAAGAA
AGAAAAAAAGGTTGTTGCTCTGAAAGCGTCTCAGGAAAGATCGAGTTCCAAACAGACCAG
TATTTATAAAAAAAACAGAAGAAAAGTTATTGTATTTTGATATCGATGTACAGAATCTAG
TTTGTAAACACTCGCACGGACAGAAGAACGGAACGTAAGAGGCGTTTTTACTCAACTGAA
GTCTGCAGGAGCGTCACGTTCTCCTCATCTTCTCATGAGTCGCACCAGAGGGTTGAGAAC
TCCTCAGTGCCGTTCAATCAGGCGCTGCATGTCCAAAGAGTCTACAGATGAGAGATGCTT
CACCACCGTGTATCCTAAAACANAATAAAAATG
>CL1428Contig1
ACTGTGACGTAACTACTGTGCGACTCGGTGAAAGAACAGTCACGTGGACTGCTCCGGTCC
AGGCTCGTGTTCTGTTTACAGCAGCTGAGACCCGCGGGGATGGGGGACCGCAGCCGGCTG
TGCTCGGTGTGGCTCGGTTCGGAAACCGGGATCCTAAAGGGGGTCAGCCTGACCCGGAAA
CAGGCCTTCAACTTCTGCGACACGCGCCAGCTGAGCCGGGACCAGGAGGTCCGCGTGCTG
AGTTGGGGCGATCCGCCGGCGGAAAGCGAGCTGCTGCTGGGCTTAGTGGACGGAACCGTC
CGAACCTTTAGCACCGAGAAGGGCGCGTTCACGGACGCGCGGCGCTGCGGGGACCCGCAG
GACGGATGCTTTGCGGGTCTCGCGGCGCTCAGCAGCTCCACATTGGTCTCGTGCACGGAG
AACGGTGCTGTGCGCGTGTGGGCCGAGGACAGCCGCGAGCCCGTGACCAAGCTGGAGGCG
GGAAAGACGGTGTGCCGGATGAGACAGAGTCCGGTAAGCCGGAACAAGGTGGCCACCGGC
GGGAAGGAGAACGGGCTGAAGATCTGGGACCTGCAGCGGCCGGAGGCGGCCCTGTTCTCC
GCCAAGAACCTCCGGGACGACTGGCTGGCTCTGCGGCGGCCGCACTGGGTCCGGGACGTG
GCCTTCATCCCGGACTCGGACAAGGTGGTGACGTGCACAGGCTACCATCAGGTCCACGTC
TTCGACCCCTCCACCCCTCAGCGGCGCCCCGTCCTGGAGGCAGAGTACGGCGAGTATCCG
CTGACCGCCCTGTCCCTGACCGCCTCCGGCTCCACGGTGGTGGTGGGAAACACGCAGGGC
CAGATCGCCCTGCTGGACCTGAGGAAGGGGCTGGTGTGTGGCTGCCTGAAGGGGCTGTCC



GGGGGGGTGCGGGGCCTGCAGTGCCACCCCTCCCAGCCGGTGGTGGCGTCCTGCGGTCTA
GACCGCTTCCTCCGCATCCACAGTCTGGAGGACCGGCGGCTGCTGCACAAAGTCTACCTG
AAGTCCCGCCTCAACTGCCTCCTTCTGGCCAGCTTGGAGCTGGAGGAAGGGGCGGGGGGG
CAAGTAGAGGGGCAGGCTGAGGTCAAGGAGGAAGAGGAGGATGAGGATGAGGTGTGGGCC
TCCTTGGAACAAGTGGAGGAGGAAACGACAAAGAGGAAAGCAGCAGAGAAGGACGAGGAG
ACGCCAA
>CL1429Contig1
GAGGGAGAGAGAGAGAGTCCAAACATCGTTTTGTCAGATGCCAACATGGAAGATGCTGTG
GAGCAGTCCCACTTTGCTCTGTTCTTCAACCAGGGCCAGTGCTGCTGTGCTGGCTCTCGC
ACGTACGTCCAAGCAGACATCTACGATGAGTTTGTGGAGCGCAGCGTTGAGCGTGCTAAA
AGAAGAGTGGTGGGAGACCCCTTTGACATGAAGACTGAGCAGGGCCCTCAGGTCGATCAG
GAGCAGTTCAACAAGATCCTGGGCTACATCAGCAGTGGGAAAAGAGAAGGAGCCAAGTTG
ATGTGTGGAGGCGGCGTGGCAGCAGACAGAGGATACTTCATCCAGCCCACAGTATTTGGA
GATGTTCAGGATAACATGACCATTGCCAGAGAGGAGATTTTTGGTCCAGTGATGCAGATT
TTCAAGTTTAAAACTTTGGAAGAGGTTCTAACGAGAGCCAATGACAGCAAGTATGGCCTC
GCAGCTGCCGTCTTCACAAAAGACATCGACAAAGCCAACTACGTGTCTAGTGGACTTCGC
GCCGGCACCGTCTGGATCAACTGCTATGATGTGTTTGGAGCTCAGGCCCCATTCGGAGGT
TACAAAGCTTCTGGAGTTGGCAGAGAGCTCGGGCAGTACGGCCTGGAAAACTACACTGAA
GTCAAAACGGTGACCATCAAGATACCCCAGAAGAATTCTTAGGTTGGAAGCTGTTGATGG
GAAACAAAAGGATGTGACTTGTATGATCCTGAATCTTTCTGGATGATTCTAATCATCTCA
CGTTGAATCCAATCCTGGAGATCTTTTCCTGAACTGGAAGAAGCTAATGTAGCTAACGTA
GAGGAAGACGATCACGCCAACAGTTGCTATGCTTTGAAATGCATTATGTTGAGTGGATTC
CTGCAAAGATCATTGTTTGTTGTGAAACATTAAGCTACAATTGTAACCGTACAGTTTTAT
TTGGTAATTTCCTTAAATAAAGGCAAATACAACTCTNAAAAAAAAA
>CL1430Contig1
GCACGAGGGCCAGNAAGTAGCTGAGTTCGTTTCGGTTAACGTCACTCGTTAAGATTATCT
GTAGGAAGAGTTTGTAATTTGTGCTCTAGTGGATTTTTTTAAACAGTGTTTTTAATCTCT
TGTGGTGAATTTTAAAGGTGTTATACTTTTAGTCAAGGCTGCGCGGCCTCCCGGGTTAGT
CAGCATGAGTTACGGCAGGGCCCCGCCAGACATCGGCGGCATGACTTCCCTCAAAGTGGA
CAACCTGACCTACAGAACTTCACCCGAAACCCTCAGGTACGTGTTCGAGAAGTACGGCCG
GGTCGGGGACATCTACATACCCCGTGACCGCTACACGAAGGAGAGCCGGGGATTCGCGTT
TGTCCGTTTCCACGACAAGCGGGACGCGGAGGATGCGATGGACGCCATGGACGGGGCGCT
CCTGGACGGCCGGGAGTTACGGGTCCAGATGGCGCGATACGGCCGCCCTCCCGACTCCCA
TCACGGGGGACGCGGAGGAGGATCGTCGGGCCAGAGGCGCAGCGGCTCTGGACGCAGAAG
CAGGAGCCATTCCGGCAGCCCAAGGCGAAGAAGACAAAGCCGATCCCGCAGCAGGAGCCG
CTCTCGTTCCAGAAGCCGGTCCCGCTACAGCCGATCCAGGTCCAACTCAAGATCCAAATC
CCGCTCCCCCAGAGACAAAAAGTCCAAGGTACATTCTCCCTCAAGATCTCGATCCAGGTC
CCACTCCAAGCCGAGGTCCAGGTCCAGGAGCGGCAGCCCTTCCTCCAAAAAGGGCTCCAG
GTCCAGATCTAAAAGTCCGCCGAAACAGGCAGAGAATTGAACGGAGTCCTTTGGGAAAGT
TTCGATGGAAGACGTCAGAGTTTGGCTCTCGTGCCGCCGCCGCCAGCAGCAGCGTTCATC
TGTCAAAGGTTGCTGTATTTTGTGTTTCAGTCTTTTCTATTTAGCTGCCCTTAAAATACA
ATTTGACTTCACGTTTATAGAGGGATTTGGTTTAATTCATGTTTGTTATTTTTCTTTAAT
TTGAGAGTAAATTTTAGAAAATCTTGGTGGAGACTCTGCAGGTTCAAATAAAGACTAGAA
CTTTGAGGTTTACTTTCATGCTTTAGGCTTTTTTTGTATTTTCTAAATCTGCTTGGAAAT
GACATTAAACAATCAGTTGAATAATTGTTTGCATTTATTTGGTTCATGCATCCTGTCAAA
GTGAATTTGTTTGCTGCGAAACAGTAAAACAATAAGCTGAAGCTGATTTTTGTTGGATTA
GGCTTCACTGAGTGACATTTTGCATCTGCTTTTCTTTCATTCTAACGGTGCTTGTGTTTG
TTTTTGTGCACTAGGCGCAGTTGTGTAGCTGTTGAATTGTGCTGGTTAGCTGTTAAGGTG
CCATGTTGCTGTGCGGGGGGCTTGGATGTTTCCAGTTTTCTCCAGAAAGCTGCTGTGACT
GCGCTGCTACGGCTGCTAAAGTCAGTCTGTCCTTTTGTGACAAATGGAGGTTTTGTACTG
GAAAACGGG
>CL1431Contig1
TGCTTTGGTCTGCAGATCGATTTTGTTGACGTGGAAACGGTCGCGAGCGAGGTAATAAAA
ACCTGCAGAAATACACGACCTATAGTCCGTAAAGCGGCGCTCCGACAGCCGAACCATCAT
GCTGGACTTCGCCATCTTCGCCGTCACGTTTGTCGTCATTTTAGTGGGCGCTGTTCTGTA
TTTATACCCGTCGTCAAGGAGAGCCTCAGGAGTTCCGGGTCTCTTCCCAACAGATGAGAA
GGATGGGAACCTGCAGGACATCGTGGACAGAGGCAGCCTCCACGAGTTCCTCGTCAGTCT
GCATGAGCAGTTCGGTCCGGTGGCCTCGTTCTGGTTCGGCCGCCAGCCGGTGGTCAGCCT
GGGCTCGGTGGACCCGCTCCGGCAACACATCAACCCCAACCACACCACTGACTCCTTTGA
GACAATGCTGAAGTCGTTGCTAGGCTACCAGGCAGGGGCGGGAGGTGGGGCCAACGAGTC
AGTGATGAGGAAGAAGCTGTACGAGAGCGCCATCAACAACGCCGTGAAGAACAGCTTCCC
TGCGGTGCTGAAGGTGGCGGAGGAGCTGGTGGATAAGTGGAGCTCCGTCCCGGAGGATCA
GCACATCCCGCTGTGCGCTCACCTGCTGGGCCTGGCCCTGAAGACCGTCACGCAGCTGGC
GCTGGGCGAACGGTTCAAAGACGACGCCGAGGTCATTTCGTTCCGCAAGAACCACGAAGC



GATCTGGTCGGAGATCGGGAAAGGCTACATGGACGGCTCCTTGGAGAAGAGCTCCAGTAG
AAAGCGACACTACGAGAGCGCGCTGTCAGACATGGAGGCCACGCTGCTGGCGGTGGCGAA
GGACAGGAAAGCGCAGCGGAGGCAGACGGCGTTCGTGGACGCTCTGCTTCAGTCCGGCCT
CACGGAGCGGCAGATCATGGAGGACTGCATGGTCTTCACGCTGGCTGGATGCGTCATCAC
AGCCAACCTGTGCATCTGGGCGCTCCACTTCTTGTCGACCGCAGAGGATGTCCAGGAGAA
ACTGTGCCAGGAGGTGGAGGACTTGTTTGGTTCCGACCCGGTTTCCCTAGACCGGATCCC
GCAGCTGAAATACTGCCAGCAGGTCCTCAACGAGACGGTGAGGACCGCCAAGCTGACGCC
CGTCGCCGCTCGCCTCCAGGAAGTGGAGGGGAAAGTGGGTCAACACGTCATCCCCAAAGA
GACGCTGGTGATCTACGCTCTTGGCGTGGTCCTGCAGGACGCTGACACCTGGAGCACCCC
TTACAGGTTCGATCCCGACCGATTCCAGGACGAGTCGGCTAGGAAGAGCTTCTGCCTCCT
CGGCTTCTCTGGGAGCCAAACGTGTCCGGAGCTCAGGTTCGCCTACACAGTCGCTACAGT
TCTGCTCGCCACCTTGGTGAGGCGGCTCAAGCTCCGACCACTGAAGGGACAGGCACCCGA
GGTCCGGTCTGAGCTGGTGTCCACACCCAAAGAGGAAACCTGGATCACGGTGAGCAGCAG
GAGGGGCTGAGAGCTCCAGGAACAAACTCCAGTCGAAGAGAAACCAGAAAGTATTAGAGG
TTAGGCTCCTCCCCCTCCTCTCGACGAAGATCTCATCTTCAGATCAGTGCCTTTCTAAGC
CCTCACCGCCATCCTTATACCATCTCTGCACCTCGACTGTCCTCAGACTTCTAGGTCTTT
GTGAGTCATAGAGGATCTAGAAGATTCCAACACTCTTTTTAAAAAGCTCTTGAATGATAA
AAATGTTCCAAAACATTTATTGTTCTGCTTTACCCATGAACAAATGGAGCTAACAATTAG
CTCACGAAAAACAAAAAAC
>CL1432Contig1
CCCCGGGGGGGNNNAAANAAAAAAANNNNNCNAAAAACCCCCCCCCCCCCCCCCCCCCAA
TCAGCTCCATTTTTTACGTCTACGTCATCATCGCCCCGACCGATGGCTTTGATTCACACA
CGTTGTTCCGCTCTGAGATGTTTTTGGGGGATTTCTGAGCGAAGGTGCAGCAGGAAAACC
CCTGAAATCAGCTCAAACCCTGGTGGGTCAGACGCTCGGCGGTCCTGACGGAAGCGTCTG
GGTCGCACGGCGTCTGCGGCGTGAGTGAGACGTCCCGTCCGTTTGAAGGGGACTCTGCAC
GTTTACATCGACCCGCCATGTGAGACGGACCCCGCACCCCTCCGTCCGTCATTCTAGTAG
AACCCCGACCCGCCAGAAGACTCACTCTAGTTTTTATCAGTCACAATAAATATTGTACAT
AATAGAAAACCATGTTAGAAAGTGGAGGTTTTTTCAATTTTTATTTTAAAGACACTTCCT
TCTGCCAGGGAAGCTCTAAAGACCAAAGAACAGAAACGGACGACTCTTCAAAGATTTTAT
TTTTGTTGGTGATGGTCATTCTGACTATGAAACGTTTCATTCAACTCCCCCTTCATGTCG
ATTTAATAAATGTTTTGCAGAAGTCTGGACTGGTTTGAATTTTGTTTTTTTAGTTTTGGA
TGTGCCACTATATTCTGATTAAAGTTTAATTGATTTAAAAAGTGCTTTAAAACTCGTGTA
TCCTGCTCCTTCCTGTAGATGTTAGGCACATTTCTTCCTGAAGGCGCAGCCTGACGTTAC
TCTGCATTTGCCTCCACTGGGGCTGCAGAGGACAACGGAGCAGCCAGGACAAACCACAGG
CGTCTGAGCGTGGCTGAAGACTGTGGTGATCCTGTAGCAGCCTAAACATTTGACGTCCAT
GAAGAAGGAATTGGGACTCTGCACCAGCCTCTTCTTCTTGTGTCTCCTCATCTCCTCTGC
TAGACTGGGATGCATCAGATCTTTGGCCAGAGACATAGTTACGCGGATCATCAACGACTT
TTTATGAGTTGAAGTGAAGCAAAAGTGAAATTAGGATTTTCCCCGGCCATAATGCCCGGG
TTAAACG
>CL1433Contig1
TTTTTTTTTTGAGGGAGCATTCGAGATGCAATCATAATTTATTTGTTCAAAAACATTCTA
CATATCATTTTCAGCTATGGACAAAGCAAACATACTCAGCAGACACTCATTTAAGACAAA
CATCAGTCTGGTCGCTCCAGACTTTCAGAGACACCTTTGTTAGCTTCATACACTCACATA
AATATGTTTTCCTCTATGAAAATGTATTTCTTTACAGGAACCTTGTTATGGACCCCACAG
GCCACAATAGAACAAAGTGAGAATCGATTTAGTACAAACAGACGACTGTGTGAGTCTGGC
TCGTTCACAAAAATCAGGGAAATGTCGATGGATCCTGAAAGCTGAACGGGAATGTGGCGT
TCCTCTTGTGTTTACGCCGAGCTGGAAACTGCCAGCTTCTTCAGGTGGTCCATAAAGACC
TGCAAGCTGACGTCGTCGGTCAGGATGGGAGCCCCCGACTCCTGTCCCCACGCGTAGAGG
TTGTTGTGCGTCTGTGATGGGTTGACTTTGGAGAGCAGGAAGCGTGCCTGCGAGCCGCCG
TGCTCAGTGTTGATGTAACGCGGCATGGGGAAGCGTGTCTCCAGGATATCGTTGGCATCG
TCCTGTGGAGCCTTGAGGAGCTGCTTGAAGTTCTGGTACTCGGGCATTTCCTGGTAGCCC
GCCTTCTGCCACTGTGCAATAGTCTCTCCGTTGTAGATGACCAGCTGAAAGAATGTGTCC
ATCAGCAGGATGCGGTCCGGCAAGATGCTGCTGCTGTCCAGGAGCACGGGCTCTGGTGGT
CCGTGGAAGGAGTACGAGTACAGGATGGGCTGAATCATGATGAGGGACTGGGTTAGGTCC
TGCCTGGTGAAGTGATGCCTGTAGTAGGACGACTCATCGGGGCTGTTGTTGAACACCTGC
AGGAAGGGCGACCTCCGCAGGTGGAACATGAACTGTGGGTACAGAGACAGGGACTCGGAA
AGCCTAAACGATGTGGGATCTTCTTTGTTGTACTGCCCAAACTTCTGACACAGGCGAATC
AGCTGCCTGTCCAGCCAGCGAAGCACATCGGGGCCCTCTTCTGACTCCGCCCTGAAGACC
CCCAGGCGAGCCATGAGCACGGCGGCCGCCTCTTGGTCAAACGAGGACTCAATGTGCTGA
ATCTGAGACTGCGCATCGGCCCAGTTCCTGGTGATGGTGGTGACCCGTATCCTCTTCTGA
GTGTTGGAATGCTGATACTGCGTGACCCTCGTGCCGAA
>CL1434Contig1
TTTTTTTTTTCACAGATAGTCATTTATTGAAGCTCATAGCACAGATATATTTAGCACAGA
TTGACCAAGGATCAGCAGAACAAAGTGAAACAGCAGAGTCTCCTACAGTGTGTCCTGACG



CATAACTGCACCCTCTCACCTGGGGGGAGGCATCTTGACCCCCACCGCCCCTCCTCATAA
AATGAAGGGGGGGGGGGGGGGGGGCCNAAAATTAANCCAAAAANNAANGGGNA
>CL1435Contig1
GGCACGAGGCAGAGGTCGTGGAAAGCTCTGTGAGAAACTCCAACGTTTCATTTCTCCTCT
CAAAGCCGTGAGACCAAAGCAGAACCATGTTGGGAACCAGGGCTTTGCTTTCTAAACAAA
CACTGGCTGTTTTTTTCCGCCAGCCTGCCTGCTTTGTTCACCAGGGTGACTATGGCAACT
GGGGAAACACCAATGTCGCTGTGGTTTTCTCTGGATGCGGATGGTGGGATGGAACTGACG
TCCATGAGGGCGTGTACACCATGTACCACCTGAGCAGAAATGGCGCTCGCTTCCAGATTT
TTGCCCCAAATCAACAGCAGATGAACGTGATGGACCACATGAAAAAGCAACCAGCTTCTG
GGGAGAACAGGAACATGATGATTGAGTCAGCGCGCTTCAGCCACGGGCAGGGAAAGATGC
AAATGCAGGACCTGTCTTCCCTGGATGCCAGCAGCTTTGATGCCGTCATCTTCCCTGGAG
GCTACGGCATCACTAAGAATCTATCCTCTTTTATGAAGGATGGCAAAGACTTTAAGCTGC
ATAATGATGTGGAAAGGGTGCTGAAGGACTTCCACCGTTCACGGAAACCTATCGGACTGG
CCAGCATGGCCTCTGTGCTGGCCTGCCGCGCGCTGCCAAGCATTGAGGTGACCATGGGCT
ACGAGCGTGATGAAAACACCCGCTGGGGGAACTGGCCCAACACCAACATGGTGCAGACTG
TGAAAGCCATGGGCGCACGCCACAATGTCCGCGAGCCATACGAAGCCTATGTGGACGAGA
AGAACAAAGTGGTCAGCACTCCGTCCTTCATGTGGGAGACAGACTATCACTATCACTACA
TCTTTGATGGGATTGGAAATATGGTCAAACATGTGATGCGTCTGTCCACCAAGTGAGGCG
ATGTTTGAAGCCTGGAGATTAGTGAATGTTCAGCATTCACCCAATACTGAGAGGAAGTCT
CACCTGAAATAATAAAG
>CL1436Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTGCCCAATTCAATTTATTTTAAGATTCCGGCACAGT
CAACAACCTGGTCATAAAAACGTGCAGCGTTCAATTGTTCTAGAAAAATCAGCCGCTTGA
GGACTTCTAAGATGACAGCAGTACAGAGTTTTTAAGGCACCACATTCAGTAAAAATGACT
ACACATCTTTAGGAGTGCTGTAAACGCATTTGTCACACACGACCTGTCAATTCAGAAGTA
AGAAAAGCACAGAGGTATACAGAACACATTTATCAAGCAGACTTCAACCTTTGTTGCAAT
GTTTATTTTTATACACAAAAAAAGAAGATAAAGCACAGACTTGGAAAAACAAGCTGCAGA
GAGATTTAAGTATCCAGAAGAGGAAAAGTGCATTTACGGTGTAAACCTTCATTTTCTTCA
GTGTAGCGGGGTAAACTATGTAACAGTTTAAAGTAGTTAATGTAAGCCCCCCCCCCAAAC
ATGCGTAGAACTACATGGTCTTGTGTTGAGGGGGGTCAGAAAGATAAAGGTCAGCTTTAG
TGTTTTCTCTGTTGACCATGACATTTGACTGCAGGTGCTTTTGAATTTCCATGTCACTCC
CACCTCCACCTCATTTCAGGAACGTGTCGAGCTTTCTCTTGATATTGTCAAAGGAGTCCA
TTCCCATGTAGTCAGCCTGGCCTTGCTCCCATTGCTCCTTCCGCTCCTCTGAGGAAAGCT
GGGGAGGGAGCGCCGGGGGAAAGCTGCTCTCACCATCAAGACATCCGGAGAAGAAGGGCT
GGTCTCCATACTGCTCCTGCAGCAGCGGCACCACAGAGCTGGCATACAGAGTCCACCAGT
CCAGGAGGAAGGTGGGATGAGCGGCGGCCTCCTGCCCACTGCCCGAAACCTGTTTGGCCT
TGGGGTCAAATGTGTAACTCCACGGCTTGGTCTGCCCAAGAAAGTGGACCACCTTGGCAT
TTCCACCATACTGTTTGAATGCTGGAAGGTAAGTGTAGATGGCTACGCTGCTCAGGTTGT
AAATGAAGGGGAGATGTTTTGATATGTCAGCTGTTGCCCAGTCGCAGAAGAAGCCATTCA
AGACACCTTGGTCCCCTCCATCAAAACTGCCGTGTTTCTGTGCAAAACTGAAGGAGTTTT
CCGTAGGTCTCCACAGAAGGACGAAACACAAACACACCCGAGTTAAAGCAGTCAGGCCAG
CCAGGGTCAGGAGCAGCCGACAGTTCCTCCCTGTCAAACAGCTCGTCTATGTTGGAAAGC
ACCAGAGTGTCTGCATCCATGAACACACATTTGGAGTAATGCGTGAGCGTCCAGCAGTTG
AGTTTGGTGAAGGTCACTCCCAGATCAGGCCTCTTCATCATTGCTAGGTGAGCCGTGTCA
CCGCTGTCCATCAGATCCACCACCTTCACTTCATCGTAGATCATCCTCAACACTGACCGG
CACGGTTCCGACACATGCGGGCCAATTAATGCAACCAACTTTTTGGAAGTGTTGGTGTTA
CGAAGGGACTTGCCCAAAACCATGGCGCCCCGAGCATAGCTGTCGTTGGTAGCCAAAGTC
ACAAAGGCCTGATCTGCCATGACTGCCGGTGGAGATCTAGCTACCGCGCAGCTTTGATTT
AAAGGCGGCAGCTGAGAGGAGAGAGGGCCCCGGCCATAATG
>CL1437Contig1
GCCGTATTTTATTNAACCAATCCGTGGAAGACTAAATTTGCTTCACAAATGATGCACAGA
AAATGTACAAATGGATGAATGAACAGAGTCTGCTTTTCCAAATAAGAGAAGGCACAGCAG
CAGAGTGGGACAGATGGGGTCCATTACAAACACTGAAGAGGTTACAGTATATCACTTTAA
ATTCTACTAAAGTAAATCAATATGTACTGTACTCCTACTGGGATTTAGAGGGGTTTTCCC
TCTACAGATGGTAAAAAAAAGATGTTGCCGAGTTTTGTAAAAAGTAAATGTCCTGATTTT
AGGTCACTGTTTCCAAAACCTGCAGTCTCATACGTGACTATAGAAGAGGATTTGATGCTT
TTAGTGGAGTGACAAACAGTACTGCAGATTTTGAGCTGCCTGTAGGTGGCGCTACAGAGC
AGAAGGCGTTCTTCACAGAGGAATGTTGGCGTGCTTCTTCCAGGGGTTGACCTGCTTCTT
GCTGGCCAGCACCTCCAGATCGCTGCAGATCTTCTTGCGTGTCGATGACGGCTCGATGAT
GTCGTCCACAAAACCTCTGACAGCAGCTGGGAAAGGGTTGGCAAACTTTTCCACGTATTC
CGCCTCTGCTTCCGCCTGATTCTCCTTTCCCCTGAAGATGATTTGAACGGCCCCCTTAGC
ACCCATGACAGCAACCTCAGCCGTGGGCCAGGCGTAGTTGACGTCCCCTCTTAGGTGTTT
GGAGCTCATCACATCGTACGCTCCCCCATAAGCCTTTCTGGTGATGATGGTTATTTTTGG
TACGGTCGCTTCTGCAAATGCAAACAGCAGTTTGGCTCCATGTCTGATGATGCCTCCGTA



CTCCTGAGCCGTACCTGGCAGGAAACCCGGCACGTCCACAAAGGTGATGATGGGAATGTT
GANGGCGTCACAAAAGCGGACGAAGCGAGCTCCCTTCACCGAGGAGTTGATGTCCAAGCA
GCCTGAAGCCACTTTGGGCTGATTACCCACAATGCCCACAGTGCGCCCGTTCATCCTGGC
AAAGCCCACGACGATGTTTTTGGCGTAACTGGGCATGATCTCGAAAAAGTCCCGTTCGTC
CACTATTGCATGGATGATCTCCAGCATGTNGTAGGCTTTTGTTGACTCAAACGGAACAAT
GGTGTCCAACGCCTTCACCAATCGATCATNGGGGTCGTGGCACTCCNTGATGGGGGGCGA
GTCCTGGTTGCTCAGCGGCAGGAAGTTGAAAAACTCCCTTAGGTTTAGCAGCGCCTCCAC
GTCGTTCTCAAAAGCGCGGTGTGCCACCCCGGACACGCTGGTGTGAGTTTTGGCTCCTCC
GAGCTCCTCTTGGGTCACATCCTCGTTGGTGACAGACTTGACCACATCCGGACCTGTGAT
AAACAGGTACGACGTGTCCTTAACCATGAAGGTGAAGTCTGTAAGTGCCTCGT
>CL1438Contig1
AACCCGGGCCTTATGGCCGGGGACCAGCTGGAGTTCCATTGTCGCAGGATTAAAGCTCGT
TCTGTAGGAAAAGGACGATGGCTCCAATTGGGATGGTCAGCACTCTGAGCTGGTTTGGAC
CTCTAATGTTCATTCTCTCTGCAGTCGCCTTCATGCTCCTCAGCATCCTTCTTATTACCT
TGTGCACCAATTGTCAAAAAAAATCTAGCAGCAGCTATGGCATGAATCAAACAAAGAACT
CCAACGGGAACACTGAAATAAGCAGAGGAGGATCCAATGAACCAGACGGTGTTGTGAACA
CCAACTGGCGAAACCACAGCACCATGCCTCCCCTCACACTGGAAAGAACTAAAACCCGCA
GCACCCAGAGTCAGCCAGTTAACTCAGGACACTAACCTTTCAAGAAGAGAACTTGACCAA
CAGAAACAACCTCATTCCTACAGCTAAGAAGCAACATACCAATGCACGGAAAAACCCTTT
TCCTAAACTTGACAGTATCCCAAAAGGAGTGGATGCCATCCACTCATTCTACTTCATCTG
CACACGGATCTCTTTGGCCTGGAATTTAAATTCTGAACTTTTCATCATTATTCATCAGCT
TTTTGCTTGCATTTCACTTGAACTCTGACTCCCAACAGAAAGATGTCTTTATAGGTTTCA
CACTCACAACAAAAATATGTAAGCTGGAACAATAAAAACACAATCCAGACAGGCTGCAAA
TGTGTTTTACTTTTGTAAGTTATCTGGTTACAAAGACATCCTAGAAACCAAGTCTTCCTA
ACTCAAGAGTTCAGTGGTGGTTAAAAGTCCTGAGGCGATTGGCTCACTGTGTCAATCGAC
CTGTCCCTATGTTTGAAGGAGTACAAGACACCCTGCTGTCGTCACGGTGAATATTCCAAT
CCAGCCACTCAGCAAATAATACTCTGAAGACAGAAGCAGAATGAGAAGGTTGTTATGAAA
CTTACTTTAACTCAAATGATGCTCATATTTTGTTTCTTTTACTATTCTATTGAAGACTTT
TTCTTTTAGATTTGCATTTGCCTGTTTAGTGTGACATTCATGTAAATTCCTGACAAACGA
TGAAAAAGATGTCAATAAAAAAAGTGCANNNNANAAAAAAAAAAAAAAAAAAAAAAACAT
>CL1439Contig1
TTTTTTTTTTAAGCCTTCAAACAAGTATTTATTAATAATTCAACAATAACTGGATTTGAA
CAGGATCATCAGTAGTGCAAACAAAAAAACAAAAGAGAAGCAGTTTAAATATTTTCACCC
TTCAGCAGCAGATACACACTGCCAGTAGAACACAACAGGTTGACAATAATATATATATAC
TTCCAATCGGACACTGAGAAAATGCTGACAGAAAAAAACAACCAACTGCCAGAAAGGTGA
ATTAACAAGTAGTTTTTATACACATGTTTTTCCATTTAAGAAGTATTTTACTCTGTAAAC
GACTTCTCTGCACTCTCCGACAACAGAAGGTGGACTGATTTGCTCAGCCTTACATTTCCT
CCCTATGATCTAAAATACTAACAAGGCAGTAAAACGCAGGTGACTTTATATGTATTCACT
CAACTCCAAGAATATTGCTAGATACCCACCCAACAAAAGCATTTGAAAAGGAGTTTTTCC
TTTGATATGGACCCAAAATAAATATATGAATTAGAAGAATGCACTCTGAGCTAGCAGTAT
ATTAATGAAGGCGGGGTACAATGTGAAAGTAACTCTGAATGACTAGAAGAAAACAGCTTT
TGATTGTGAACACGTGTCATCATTGTTTGGCATCCACATACTGATGGATGAAAGCAGCAG
CTGACAGTTGTTCCGAGAACAGCTCGGTTCCCCCTGACACAAGGCCATCGTTTTACAGAA
TTCTATCAGTACACACCTCCACAGCTTTGCCAGAGCAGCATTTAACAAGAGACACAGAGG
AGGACAAAAGGAAACAGAAATGAAGAAATGCACTATAGTCACACATGATTGGCTGAAAGT
CACTTTAGTGTCACAGAGGTCGCAGGGAAATTCAGCGGTGAACATAGAGGCTGATGCGCT
CGTTCAGAAGATTTGTTGCTCAAAGAGGATCTTCTCAAACCCTTGGGGAGCTGTGTGGTA
GAAGTCGCTGAACTGACAGTCTAAGATGGCGCTGTCATCCACATAAACAACGGGGTAGAC
TGTGCCACGGATCCCTGAGGCCGGACAATGCATATTCTTTCCATTAAGATATAAATTCAT
CTCCACATGGTCATATGTGATGCCTATGACATCACCTTCCTGGGGAAGGCTGTTTGCAGG
CAGGCGATTTTTCTCTTCATTGTTGTGATAAACAGATCCATCGTGCCTCAGGACCAGGCT
GTTTGTGTCTCTGCCCAAAGGCACTTGGTTGAGATTCACTTTCTGAGTGGCCACACCGAC
TCCCCACACACCTGTGGATTGGATTTTAAACTCAAAATAACTTTTATTTTGGTGTAAAGG
AGCATTAGCAAGGCAGCCTCCTGTGCCACATATTCTTCTGCCACTCTTTACAATGACAAC
ATCAGTGCCCATGTGATGAGTGTCCAACTGAACCGTGGGCATCTCTTTGAGGGGAACATG
CCCCGAACCTCCTTCTCCGCAGCATCCAAAACAACAAGTAAACATCGAAGCCATTCTCGA
TCCCCCCGGCCATAAGGCCCGGGTTA
>CL1440Contig1
GCATGACCACGTCGTATTTTCTTTTCCGCAGTATTTCAAATGCGCATTAGGTCCTGAAAA
TCCTCAAAAATGTCTATTTTCACACCAACCAACCAAATCCGGTTGACGAACGTGGCGGTG
GTTCGGATGAAGAAAGGCGGGAAGCGCTTCGAAATCGCCTGTTATAAAAACAAAGTTATG
AGCTGGAGAACCGGAGCAGAGAAGGACCTGGATGAGGTTCTGCAGACTCCGTCTGTCTTC
ATTAACGTGTCAAAAGGTCAGACGGCGAAGAAGGATGACCTGCTGAAAGCTTTTGGGACA
GAAGATCAGACAGAAATCTGCAAGCAGATCTTGGCCAAAGGGGAGCTCCAGGTGTCCGAC



AAGGAGAGGCAGACGCAGCTGGAGACCATGTTCAGGGACATCGCCACCACCGTGGCCGAC
AAGTGTGTGAACCCGGAGACCAAGAGGCCGTACCCGGTCAGCATGATCGAGCGGGCCATG
AAGGACATCCACTACTCCGTCAAACCCAACAAGAGCACCAAGCAGCAGGCTCTGGAGGTG
ATCCGGCAGCTGAAGGAGACCATGGAGATCCAGAGGGCCCACATGAGGCTGCGGCTGCAG
CTGCCGGCCAAGGAGGCCAAGCGTCTGAAGGAGAAGCTGAAGCCGCTGCTGCAGGTGGTG
GAGAGCGAGGAGTTCGACGAGGAGCTGGAAATGATCTGTCTGGTGGATCCCGGCTGCTTC
CGGGAGATCGACGAGCTGATTCGCTGCGAGACCAAAGGCAGAGGCTCTCTGGAGGTCCTG
AGTCTGAAGGACGTGGAGGAAGGAGAGGAGAAGATGTAGCTCCTCCTCCGCCTGCAGGAA
GAGACTTTCCCCTTCAAGAAACACAGACCAGCAGATCCTTCTCACTTATTTATTCACTTT
TTGCAGCTTCTCCCGTTCCTTTGAAGCTTCAGATCCACTGAAGCTCCAATTCCAGTATCT
CCAACACTTCTGGTTGACTTAAGCACGGCTTTGCACATTTTCAAAAATATCTAAACACTT
AATCTATTTTTGTTTCCTGGAGACCCAAAGAAAACACGTTTGATTTGCTCAAATAGCCTC
AGAAACAACAAAGTGCGCCTTCAAAATAGGAAGGAGGTTTGAACAAACAAGAAGGAAATG
TTCTTCTGTCGGGTGGATTACGTTCGACAAACTAATAAAGGCAGACTTCACAGTG
>CL1440Contig2
GACCAAACAACACTGATGTTACATTAAAGTACATTTCTTATNGTCGCAAAAAATATTTCA
TAAAGAACTAAGAAAACTGCAGTAAAAAGTGAGTTTCTGTTTCCAGCCTGATTGGTTAGA
AAATAAAAAAACAAATTATGATGACAACCCTAAAGAAAAATAAGACAACAGGAATAAAAT
CATGTTTGTAAATAAGCAATTTCTAGTTTGGTTGAATTTTTCCTCACATCAAAATTGTAA
AGTTTTGGTAAATATATCCTTTAAAAAATGTAAAGAGGGTACATCCCATATTTTAAAGAT
TTAGCAACACATTCCTGGAAGAATGAGTTGCATTTATTCTCTGATTTCTCGCTAAATCGA
TCAAATGCGATCCTGTAAGCAGGCGTTCACGCTGAGAAAAAAACAGTTCTTCCTCATTAT
TTGTTCACCGCTGATGTTGTGACTGTTGGAACTAAAAGTGCAGAGCAGGAAAAACCAGAA
TGGAGAGTCAGCAGAGACACACTGTGAAGTCATGCCTTTATTAGTTTGTCGAACGTAATC
CAACCCGACAGAAGAACATTTCCTTCTTGTTTGTTCAAACCTCCTTCCTATTTTGAAGGC
GCACTTTGTTGTTTCTGAGGCTATTTGAGCAAATCAAACGTGTTTTCTTTGGGTCTCCAG
GAAACAAAAATAGATTAAGTGTTTAGATATTTTTGAAAATGTGCAAAGCCGTGCTTAAGT
CAACCAGAAGTGTTGGAGATACTGGAATTGGAGCTTCAGTGGATCTGAAGCTTCAAAGGA
ACGGGAGAAGCTGCAAAAAGTGAATAAATAAGTGAGAAGGATCTGCTGGTCTGTGTTTCT
TGAAGGGGAAAGTCTCTTCCTGCAGGCGGAGGAGGAGCTACATCTTCTCCTCTCCTTCCT
CCACGTCCTTCAGACTCAGGACCTCCAGAGAGCCTCTGCCTTTGGTCTCGCAGCGAATCA
GCTCGTCGATCTCCCGGAAGCAGCCGGGATCCACCAGACAGATCATTTCCAGCTCCTCGT
CGAACTCCTCGCTCGATCATGCTGACCGGGTACGGCCTCTTGGTCTCCGGGTTCACACAC
TTGTCGGCCACGGTGGGTGGCGATGTCCCTGAACATGGTCTCCAGCTGCGTCTGCCTCTC
CTTGTCGGACACCTGGAGCTCCCCTTTGGCCAAGATCTGCTTGCAGATTTCTGTCTGATC
TTCTGTCCCAAAAGCTTTCAGCAGGTCATCCTTCTTCGCCGTCTGACCTTTTGACACGTT
AATGAAGACAGACGGAGTCTGCAGAACCTCATCCAGGTCCTTCTCTGCTCCGGTTCTCCA
GCTCATAACTTTGTTTTTATAACAGGCGATTTCGAAGCGCTTCCCGCCTTTCTTCATCCG
AACCACCGCCACGTTCGTCAACCGGATTTGGTTGGTTGGTGTGAAAATAGACATTTTTGA
GGATTTTCAGGACCTAATGCGCATTTGAAATACTGCNGGAAAAGAAAATACGACGTTGGC
CTCGTGCCGAA
>CL1441Contig1
GCGAGNAGGAGGCGTGCAGCCGAGNAGGCGAGGAGGGGTACGTGGTGTTCGGGGTGGCCG
CGGTGGAAATGTAGGAGGAAAGCGCAAAGCTGATGGGTACAACCAGCCAGATTCCAAGCG
TCGCCAGACCAATAATCAGAACTGGGGCTCTCAACCCATTGCTCAGCAACCCCTCCAAGG
TGGTGATCATGCTGGTAACTATTTTGGTTACAAATCTGACAACCAGGAGTTTTATCAGGA
TTCTTTTGGGCAACAGTGGAAGTAAACCAGTAAGGCTTTCATAAAAGGAAAGAATTGATC
CTTTCTGCCTTGTTTTTTCTCATTTAGAGACTTGATCTAATTGGCCCTCTATTCCATTTT
GTTGCCAGCTTTATTTTTTTGTTTTTTCCACTCAAAAGTTAGTGACACCTGGCAGGATAT
CTTTATGTATATATTTTATCGATCCGCTTGGACTCGATCTAGTCACTCTCACCTGCTTCT
GGCAAACTGCATTTTTTCCTTTGTTGTTTTTGTTTTTTTAAGGTGGTCGTAAAAGATTCT
TCAAATCCAACTTTTCCAACATTTTTAGATGCGAAATGTGCTGAAGCTGTCTATTTGGCT
GTAGCTTAATGTATGTTTTATAGAAATTCTGATTTTAATGTTTTAACTAGTTAAAATAAA
AAAGCTACCAAGCTTCTGTCTCCTAAAAATGTATTTAATAAGAGTGAAATTACAATTTGT
ATTGTAAAAGTAATGCGTGTCTTGTTATTGAAAAGAAAAAAAAAAAAGGACANCCGTAGC
CCNCATTTTNGGGCTTTACATTTNGGCTNGNATNCTTNGCNGTTNGNCNGCTTTAATAAA
CATACNCNCNCNCGNGTACAAAANCTTCAAAAAAAAAA
>CL1441Contig2
GAGTTTTTGTACACGTGTGCGTGTATGTTTATTAAAGCAGACAAACAGCAAAGAATACAA
GCCAAAATGTAAAGCCCAAAAATGAGGACTACGGTTGTCCTTTTTTTTTTTCTTTTCAAT
AACAANACNCNCATTACTTTTACAATACAAATTGTANTTTCNCTCTNATTAAATACNTTT
TTAGGAAACANAANCTNGGTANCTTTTTTATTTTANCTAGTTAAAACNTTAAAATCAAAA
TTTCTNTAAAACATACTTTAANCTACNNCCAAATAAACGGCTTCAGCACNTTTCNCATCT
AAAAATGTTGGAAAAGTTGGATTTGAAAAANCTTTTACNACCNCCTTAAAAAANCAAAAN



CAACAAAGGAAAAAATGCANTTNGCCAAAACCAGGTNAAAGNGACTANATCGAGNCCAAN
CGGATCGATAAAATATATNCTTAAANAT
>CL1442Contig1
GGGTCGATTTCNGACGACTAACCACCCGTTTGTTTGGATTATGGAGGTGCTCGGGGGGCT
GAGCACCTCTTCCGACGTGCCTCTGAGCAAGACTTTTTACCCTTCTTGGGGTGCCGACCC
CTGCTCCGACCCCCCTGGAGGGGGGCAAGAGAGGGGCTCAAACCCACGAGGATCAGTTAA
GCTTTCAAGTATCCTTGATCTGGCATTAGACTAGTATTTTTTTCTCTCTCCTTTCTATGT
AACATAGCTGTATTAAATCTTAGATAGCAAACAGAAGGCATTCCATCAGTGCCTTGCCCA
AGGGCTCTCGGCAGCAGCCCCCTCTTTCCCGGAGTTGTGACTTGAGAAGAGACTGAGCGG
TTTCAGATTTCCTCCCATCCTGCCAAGAATATGCCTTGACTCAAAGTAACATGTTTCCTT
CATTCCAGTTCTGCCTTCTAGCGCCACCCAGTGGTTGGTTTGGTTAGTGTTGCCTGGTTG
AAAAGCTCTTGAGTTGGGTTTGTTTGGGGAAATCACTGCTGATGGTTGAATATATATATA
TATTTTTTTAGCTTTTTTTTTCGAGTGATTTACATAGCGGTGCTTAACTTGCTATGGACT
ATTTAACTTATTTATTATCTTGTGAAAAAAGTATAGGCTACATTGGTAATTTGTGTCCAT
ACTGTATTTATCAAGTATGATGAAGCAATAGATCTATATTCTTTTATGTTTAAATTATGA
TCGCCATTATTAATCTGCATAAAGTGGAGTGTATGTTCTTTTCACAGTAATATATATATT
GTTTTGTTTTCCTTTTTTTTGTAACTTCACTTGGTTATTTTTATTGTAAATGAGTAAAAA
CAAAATCTTAATTTAAGAGAAGGTATGTGATATTTATTTCATTAATTTTCGTTCCTTGTT
TACGTTTATTAAAACAAAAGTTTGCATGATTGCTGTCTGCTCCTGAGGCTGTCAGTGCTT
TAGAAGGCCTTTGTTTGTTTTCGTTTTTTTTTCTTTAGTATTTCTCTTTATTCTTTGGAG
GATCCCCATTAGCCGTGTGTGTAGAATGTATAAACAGAGGTTGTACAGACCGTCCAAACC
TTATTGTTGACCTACATCAGCGACAAAGAACCCGAGTCAATAAATTAACCAAAAAGTATT
TTTATTTTTTTTTGCTCTCTCTCCTGTTTGCACGAGGTCACACTGTGATTCCAGCCACGT
GCTAAAGAATGTAGCAATCCCTTGTGCCCCAGTATTATTGTGTAGTGCCTGTTGGGGTTC
ACCATCTTTACATGCCTTAAAAATTAACCAAATAAAGTATTTTTCCTACATTTTTTTTTT
TCTACAAAAGTTGAATGTAGTGTTGGATCCNCGACCTGGATTTTGAGGTTGTTACCACTC
GGACAGAAGCGACCTTCTCCCATTTGTCCCCCATTCCTTTTTCATGTTCTTTTCGNGTAA
AGTCTAGTTTTTCGGAGTTTGCTGGGGAGGAAAAGTGGACNACCACGTCNGGTTTGTACA
TAGTAGGTACAGGGGGATGCGCACTATGTACTTTTGACTACTTTATCAAAAGTAAAGCTT
TTTGAATGTAACAAACGGACAAAAAAAAAA
>CL1443Contig1
CCTACTGGAAGACACACGNTCCGCACGCGCGCCTCTGTCAGAACCGAAGCCATGCTGTCC
GCGTGCTTGGAGGTGCTGGGCATGACGATGAGCGTCACAGGCTCGCTGCTGGTGATGATC
GCGTGCGGGCTGCCCATGTGGAAGGTGACGGCCTTCATCGACTCCAACATCGTGGTGGCG
CAGACCACGTGGGACGGCCTGTGGATGGCGTGCGTGGTGCAGAGCACGGGCCAGATGCAG
TGCAAGATCCACGACTCCATGCTCTCGCTCCGCCACGACCTGCAGGCGGCGCGCGCGCTC
ACCGTCATCTCGGCCGTGCTCGGGGTGGTGGGGCTCACGGTGACCGTGGCGGGGGCGCAG
TGTACCACCTGCGTCAGGGACGAGCGCGTGAAGGAGAAGGTTGTGCACGCAGGGGGAGTG
ATCTTCATCGTCAGTGGGCTGTGCGCGCTCGTGCCGCTCTGCTGGATGGCCAACAACATC
ATCGCCGACTTCTATGACCTGCGCGTGCACGCGTCTCAGAAGCGGGAGATCGGCGCGTCC
ATCTACATCGGCTGGGCGGCGTCCGCGCTGCTTCTGCTGGGGGGGTCGCTGCTCTGCTGC
TCCTTCTCCCAGGACTCCCGCAGCTCCTACCCCATCAAATACGCCCCCACCACCACCTTC
ACGTCCGGGGGGGACCTGGACAAGAAGCAGTACGTCTGACGCTCTGGCGCCGAACGGAAC
CGAACCGACTGTCCCTTCAGAAGGAGTTTCCGGTTCCAGCCTCGGCGTAAAGTTCCTGAA
AATAAAAGTCGGACTTCTTCCTCCGCACCTGTGAGCGCGCGCGCGCCAGCGGAATGATGC
GCGCGCGCTGCAAAAAATGTACAGTTCTGTCCTGTC
>CL1444Contig1
ATATTTTATTGATGAAATAGTGTTAGGTGAACAGTCACAATCATTTTGACATAAACCGAC
TTTCAAAGTGGAATGAAATATTTTTTCTGCTGCATCCTACAGTAGTGAATGTAACTAGAC
TTTTCTGACAAAAGGCAACTTAGTATATTTTCAAAATAAAACAAAATGCGCTGCGTGCAT
CAGACGTCTAATGTAACAACAAAAAATATATTCTTTAAAAATATATAATAGATCAACATG
ATTATGCAGCTTAAGTTACAAGAAAGGATTTTGTGCATTTTGATCCACCCTTCTGTAATC
CTGACCACAAATGTTTTCAAAAGTAATTTTTAAAACAAGTACAGACTTAAATGCACAAAT
TAGATTTTCTTCCACCTTTCTACACATTCAATGATAGTATTTTTACTTTTAATTAAATTC
TATATTTTATATGGTTTTTCTACAATAAATTACCAGTTTTATGGTCAGATCCGAGGCAAC
AGGAAAACAAAACCGAAGTTAATGCAAGTGAAATAGAAAATAAAGACACATTAAAGTGGG
CACATTCTTTAACACATTGCAAGTTTAACACATTTTTCCATACATCGTCTTTCAAATATC
CTTGTACTTTATTATGGATTCATTTAAGACACGCCTTTTTCTTACACAAACTAACTGACC
AAAAAACAATCACATATATTTCATAAATTTCATATGATATCCACAAAAGCAGTGTGACCT
TGCCTTTTTTGCTTTGTAACTTAAGTACTTTAAAACGCTTGTTTTGTATTCTAACAACAT
ATCTCTTTTACGTGTATTGGTTATAGATCATTTGCACTTCTGGAAGACTTTTCTTAGATG
CTGGGTGTGGAGTTGAAAGCCTTCGTGCTTAGTCACTGCTACTGCTGCTGCTGCTGCTGC
TGCTGCTGGAGGACTTGCCATGTTTGTGTCCATGCTTTTGTTTATGAGCCTTCTTCATCT
TTTTCTTCATCTTCTTATTGGCTTTATGTCCAACCAGCCCAATTCCCATTCCTGCAACCC



CACCCGCTACTACTCCACCCATTGGCATGGCTCCTCCATGATGATGCCCTTTGTGGTGCC
CCCCTTTGTGGTGCCCCCCTTTTGGAGAGTGTGGGTAGTGACCTGGATGAACACCAGCAT
GTGGGACTCCTGGAACTCCACCTGGAGCCATGGGATACGGGTGAGCTCCAGGTGCTCCAT
ATGGCATCATTCCTGGAGCTCCATGTGGTCCCATGGCGACATTCCCACCAGCTGGGTACT
GACCAGCTGGGTACTGACCAGCTGGGTACTGACCAGCTGGGTACTGACCAGCTGGGTACT
GACCAGCTGGGTACTGACCAGCTGGGTATACTGGTTGTGGAGGAAAGACTCCTGCTGGAG
GCACAGGAGGATATGCAGGGTTGTAGCCAGGGGCAAAGGCTGGGTTTGGTGGAGGCACTG
AATGGGGAGGACCTTGATTTGGCCACATGGTTTTGGTGTAGAGCCTAATGACAAACACAC
ATCAGGTGTCACAATAGAATCCTGAGTAACTTGCCTCTGCTTGTTCGACGTCACTTAGAA
ACCCGGAGCTTCTTGTTTCTTCCGCGTTGAGCTCTCCC
>CL1445Contig1
TGCACTGTCCGTCCGTCTTCTACAGCCGCAAGATCATCGAAGGGACCGAGGTGGTCCAGG
AGATCCACAGCAAGCAAAAGAGCGGCGCCGCCGAGGACTCGCCCCGCCGCGGCCCGGAGT
CCCTCCCTGTGGGTCATCATGACATCATCACGGACATCGCCACCTTCCAGACCACGCAGG
GCTTCATCGTCACCTCGTCCAGAGACGGCATCGTCAAGGTGTGGAAGTGAGCGGGCCACA
CCCGCCGGTCCTGCGGATCAGAACCTCCCACCCAGAAGCTCTCCTGCATCTCAGCTGCAG
CTGCTGCAGAACCGATGGGATCAGGCGGACCGGATCCCTTCGGTTCTGCAGTGTGTTCCA
AGTCAGTTTAATGGTGTGTGAACCTTTAGAGCATCAAGTTCAGACTGGCGTCTGCATTAA
CCGGGTCAGAGTCTGCCGTCTGCGCAGAAGAAGCGGCGTGTCTGAGGGGACTTGAACGCC
TCGCCGTGATGAAAATGACACATTCACTGACATTCAGACTCGTTACAGAAACGTTTATTT
GGCTTCAGTTTCATTCTTCCAACCGACACAGAGGTTCTGAAGGGTCAACAGTTCTGGTTT
CCTCTGACCCACATTGACCAGCGTCAGGTTCTGAAGCTGCAATAAAAGCCCATATCTGAC
TCTTTCTGCTCTTTTTGTTACACTGAGTCCGCTTTGGTCTGAGGGAGAAACCGAGCTGCC
GGGTTTTGGGTTCTAGAGCCCACCTCTGAAGGTTCTGCTCTGAGCTCGGAGAACCTCAGA
TGTAGACGCTGGACTTTGGGGGCGGGTTTTCGAGACGAGCCTGTGGTTCAGAGGGAAGCC
TCGCTCAGCGACCCTCCAGGGGGGCTCCTGGTTCCCCCGGGGAGGTTCCTCATCGGCCCT
CCAGACACACGGTCTGGCACTCCTCCTCCGTGCTGAAGCGGTTCTGGTTGCCGCCACAGC
CACCGTACCAGAAGGGAGCACACTTGGTCTCGTTGCTGTCGAAGAACCACATCATGGCGT
AGGTCTGGCAGGAGCCTTGGTCCAGCGGCTGCCGGCAGGCGTCTTTACGGTTGAAAGTGG
CGAGCTCCACCTGCAGCTCCTTTTGGGGTCCATTGAATCCGGTTCCGGGGTGCAGTATCA
GCCCGTCTCCTCTGGTCTCTGGGGGGTCCAGCTGACCCGCCTCCTGCTGTCCTCCCCCCC
CTGGAAAGACGGTCTGCCCCCCCTCCTGGTCGCGCAGTTCACTACAGGTTGTTCGTAAAC
TGGCGGGGGGGTAGGGGCTGATGTCCTTGCTGANG
>CL1446Contig1
TTTTTTTTTTGAAGTTCCAAAAACAGTTTATTTTGTTTTTCCACAGGAGTAAAGCAGAAT
CAGCAGAACCTCCTCGGTTTTTAACACTGATTTCTGCTCAGGAGAAGCTGCAGCCAAAGA
AAACCGGGTGGGAGGAGGAGAAAGCTGGTTTTGAAAGAGAGTAGCCCTCACGGTTTTATA
TCAGTACTGCAGGTCTGCATGGGGATGGGGGGGGACCTGCGTTAAAGTGCACACTGGAGC
AGGAGGGGGGGGGCGTCTCCCCTGCATGAATCGTAGCTTATGCTGTCGTTACTGTCAAAG
TGGCTCAGTAAATTCACACGTCAGCGGCTTCACGCCACAAGCAGCCCAACACAGACAAAA
ATATCAATTAAAAACGCAGTTTGTTTCTAATAATAATTTCCTTTTCACTTAATTAAAATT
TCTGATGTTTGTGCTGTGGTTTGGAGCGTTCCAGTGTCAGGAAACTCCCAAAAAAAAAAA
GGTAAATCATTGAAGTTCAAAGATTTTGACAAAATCCAAAGATCCAATTCTTACAGAAGT
TGAACTGGATTACAGCACAGCTAAAGAATCAAAAAGTCCTGATTATTTTAACGCCACAAT
ATGTCAAATAATCGACATAAAGAAATCTCGTTAGTCAAATGGGTAAATATGCATTAGTGG
TTGACAGAAACGTGTCAGCTGCTCGCAGCGGGAAGCCGCTCAGAAAAACCGAAGATACTT
CATGTTTCACCAGAACGCCGTCAAGAAGAAGCTGAGCAGCAGCTGAAGTCCGACCTCCAG
TCGGACGTGTTGGCACTGAGAGAAGAAAAGACGGAGAGCTGGATAAATAAATACTTCTTT
GATTTCTCAGCCTACATTCGTCATCCTTCTTCTTCTGTGGTTAATACAAGTTTGGTGATC
GGGGGGGTTAAAAGAAGAAACGGGTACAGTAAACGAAAACTGCAGGCAGGAAGCTGCAGG
AAACGGATGAGGGGTGGGGTCAAAAAGGCAGGAAGCGTGCAAATCCTGTCATCACACTCC
CCCCTCCGTGCTTCAGAGCTGGCTCCTGGCACTTTCTGGACGCCGGAACAAAGCGACTTC
AGAGTCCGACCGCCGTCCCTCACTGGGCCGTGCTCTTGGTCCGCAAAGCTACGATCACAC
TTTGGATGTTTTCTTCAGGGACCAGCGCGTGGTCAAACTTGAAGGTACTAATGTAGTAAG
CAGGAATGTCGGCCGTCGCCAGAGGCTCCGAAATCTGAGCCACGATGCCGCACTCGTCGA
ATCCTAAAGGCTGTCCTCCGATTCGAACCATTTTCCAGAGCTCCCCGGAGGCGCTGGTGA
AGAGCACGTTGTGTGGAAACCTCTGAGCCGTCTGCTCGTCCATGACCAGCGAGATGTAGC
CCTCGATCAGGGAGAAGGAGAAGAAGCGAATGTGGTGGAGTCTTCGCCGGACGCGCCCGG
ACGCGTGGTCGAC
>CL1447Contig1
TCGCGATTCCATTCGGTGTGTTCAGAGCAGCTGGATGAGAGACCATGGAAGACCGTGCAC
AGATCCAGGAGCACATTAAGACCCAGGGAGAGCTGGTCCGGAGGTTGAAGTCCGAGAAGG
CGAGCAAGGAGCAGATCGATGAGGAGGTCGCTAAACTGCTGCAGCCTGAAGGCTCAGCTT
GGAGGAGAAGATGGAAAACACCAGTTTGTCCTCAAAACACCAAAGGGAACCCGAGACTAC



AACCCCAAACAGATGGCCATCAGAGAGAAGGTCTTCAACACCATCATCAGCTGCTTCAAG
CGCCATGGAGCAGAAACCATAGACACCCCAGTTTTTGAGTTGAAGGAAACCCTGACAGGG
AAGTATGGAGAAGACTCCAAGCTCATCTACGACCTGAAGGATCAGGGAGGGGAGCTGCTG
TCCCTCAGATATGACCTCACCGTTCCCTTTGCACGATACCTGGCCATGAACAAAATCACA
AACATCAAGCGCTATCACATAGCTAAGGTCTATCGCCGTGACAACCCAGCCATGACCCGT
GGACGCTATAGAGAGTTTTACCAGTGTGACTTTGACATCGCAGGTCAGTATGATGCCATG
ATCCCAGATGCAGAGTGCTTGAAGATCGTGCACGAGATCCTCAGTGAGCTGCAGCTCGGA
GAGTTCTGCATCAAGGTCAACGACAGACGAATTCTGGATGGGATGTTTGCTGTGTGTGGA
GTTCCAGACGAGAAGTTCCGCACCATCTGCTCCACGGTGGACAAACTGGATAAGATGTCC
TGGGAAGACGTGAAGAAGGAGATGGTGAATGAGAAGGGCCTCTCGGAGGAAGCTGCAGAT
CAAATTGGGGAGTACGTGAGCATGCGGGGCGGGATGGACTTGGCAGAGCGCCTCCTGCAG
GACCAGAAGATGTGTCAGAATAAGCAGGCCTGTGCAGGCCTATCAGACATCAAGCTGCTC
TTCAGCTACCTGCAGCTCTTCCAGGTCACAGACAAGGTGGTGTTTGACCTGAGTTTGGCT
CGGGGTCTGGATTATTACACCGGGGTCATCTATGAGGCCGTGCTGACTCAGGCCGGTGTG
CCCCCCCTGGCCAGTGACTCCCAGAATGGGGCCAGCTCAGAGGAAAGTGCAGGTGTGGGC
AGTGTGGCAGGCGGGGGCAGATATGACGGGCTGGTAGGAATGTTTGACCCCAAAGGCAGG
AAGGTGCCGTGCGTGGGGGTCAGCATTGGCATCGAGAGGATCTTCTCTATCATGGAGCAG
AAGGCCGAGGCCTCTGCAGAGAAGGTCCGAACCACAGAGGTGCAGGTCATGGTGGCGTCT
GCTCAGAAGAACCTGCTGGAGGAGAGGCTGCGGCTGGTCACAGAGCTGTGGAACGCTGGC
ATCAAGGCCGAGGTTATGTACAAGAAGAACCCAAAGCTGCTGAGCCAGCTGCAGCACTGC
GAGGAAGGGGGCGTCCCGCTGGTGGCCATCCTAGGAGAACAGGAGCTGAAGGACGGAGTG
GTCAAACTGCGCGTGGTGTCAACCAGAGAGGAGGTGGACATCTCCAGAGCCGATCTCATC
GCTGAGATCAAGAGGAGGACGTCTGAAGCCTAACTCCTCCCTGCTGCCCAACTCCAGTTT
TGTACAGCATCCCCCTGGCCCCCAGTTGTCCTTGGAGCTCTGTGGTTCTGATGTGGCCTA
GAAAGGAGTTCAGGCTGCTCCTGCAGTCAAGGCAGATGTTTACCTGCCTGGTCCAAGAGT
TTGCTGCACATGTTCATTAAAGCTCTCGTGTCCAAAGAGTCTGTGTTCTTCCTGAATCTG
CAACCAGAACTGAAGCTTCTAATGAAAAAAGGACTGATGGACCAGAAATGGAGGTTCCTT
CCTTCATGTTTACTGCTGCAGGTACTATGGCAGTTCTGGTGCTGGTCTGGTCCAATGCTG
GTTATGTTTGTTGCTGCTCAGGCTCTTTACTGCAGTGGAATCTTCTCCATCAGGGTTGAT
AACTGTAACATCTGGCCTCTGGCCCTGTCTGCTGTTGCATTAGCACCACTTGCTTGAAAA
TAAGAATATCTGGGATAAACTCG
>CL1448Contig1
ATATTTATTGACATAAAACAGTTTTTATTGAAAAGAAACACAAAACCTGAGATAATTTCA
ATTTTGCACATTGCAGGGATTGATTGTCAACAATCTCATTGGCAGAGAATGAACACCTGA
GAATGACATCACACTATTTCATTCACATGTTTGCGTAAAATAAAGCATTAATGTGTTGAA
AACAGAAATTAAATGACAGTAAAAAATCTTCAAGTGTTTTGATTCTATTACTGAAATCAA
TACAGTCCAGAACGCTGCACCAGTGTACAAGACCGATTCTTGTCAGGCACAGAAGCAGCA
CTGCAGAACAGATCAGACATGGCCCACTATTCACTCCACTACAGTCATCTGTATGACCAG
GATGGAAACAGGAAGTCTTTGATGGAAAGACATGGAAAAAATAAACTATTCCACAGAAAT
GCCACACAAGGGGACAGCTGAATGGAAAGCTTTCTGGTCCAAGAGATGGATCAGAACTGT
TTCATACATGCTGTATGCCTCAAGCAGAAGCAGTGATTCTGGGCCTTTAGTGTCAGTCTT
AAGGACAGGTATGTCATTCGCAAAATCAAATTCTGATTCCAGTTTGATTCCAATCGGATT
GTTCAGGTCAGGGCCTGTGAGCCTGACAGCTCATCATGGTTTGAACATAAGTGGCTTCAT
TGTCACAAAAGTGAAGTTGTAGAACCTCGGCAGGCCCTGGTGACTGATGCTGCTGAATTT
GTCCCAGTAAAATGGTGGGAGGCCATCCTGTGTGGTTGGACCGTTCACCGCCTCCGCAGT
AAAATCTCCTGCCATGAAGAAATCTGTCACCTTGGAATCATAGCACCCATCTGGAGAAGA
TTTCCCAGATTTAAGGTCATTACGGCAGCAGATACTCTTGCAGGGGTCGCCCTTGGAGTA
AGGATCCTTCTTATAGTCATTAAATCTCATTATGTGCTTCAAGGAGTCCAGATCTTTGAC
AGCAGCCTGGTCACGGCGGAAAATCTTGGCCCTGGGACACAGATCATAGGAGAAATCCTC
TCCGTACTCTTTCCACATTTCGACATAACCACTGAGTGTGTAGATGCTCCTGTGGAAGGG
AATGTTGTAGGATGGCCAGTAACCTCTGCGCAGAGCCTGGGTCTGGTCTGAATATTCCAC
CAAGCTGGGGATCTGCTCCACCACTGTCAGAGCACCGTCATCCAGGCTGTGGCCCAGCTT
CACTTTGCTTCTGTCCAGCACCATGTACTGGTTGTTGTAGGTGCCAGAGTTGTACTTGGA
GAAGGTTTTGGCCCATTCCTCTCCCGTTCGCGCTAAACTGTGGGCGAGCCGGACCCTCTG
CCAGGCCAGTAGGCTTTTAGGAGTGACGGTGTCAAACAGAGAAGAATTAAAGACGTTGTT
GGTCGTCTGAGTCATCATCAGACCACTGCCAAGGAGGTAGAAATCATCTAGAGACACCAG
GAAACCGGGGTAGCTGCTGAAGGAGAGTTTTCCTGTGGCTGTATGAGGCTCAGAGATGTG
GAAATCCCAGTGTTTGTAGATCCGCATGGTGGCAGCATATGTGTACCAACTGGAATGAGC
AAACAGGAGGTTCTCAAAGCCTGGCAGCATCTTAATAAGTGCAGAGCAGTGCCCCATCCC
CGGCAGTTTGAAGTCCCGCAGCAGAGGTTTGGAGTCAGGGACCAAGGCTGGGATTAGATC
CAGCAGGTCTCCGACTGCATTTAGAAACTGGATGTCAAACAGCGATAGCGGTTTTTTGCC
TTGCTTCTTGGCCCAAGCTGCCGCGCCCGCTTGCAGCCCGTCTATCTGGGCCATGATGAA
GCCGGCGTGTTTCCACAGAGGATCAGAGCTCTGATTCAGTTTCACCTGCTGTCTGACCCA
AGAGTCCTGGTTCTCCATGAAGGTCTTCACTGGGTCCAGGACCTTTGGGTCCTTGACCAG



CTGCGGGTACATGTTGGTGTAGTGGTCCATCATCTGTTGAGCAGTGAGGAAACCTTCCAG
GTATCCAGCCAGGAAAAAGGTGATCTCGTCATCTTCTGGGGTCTTTCCATATCCGGCACG
GATCTCCAGGATACTCCAGCCGGAGGTGGATAGGGTGTTGTTCAGGTAGCCGTAAGCATC
CCCTTCTGTCTCCAGAACTCCCTCTTTCAGCAAAACTAGCTTGTGCTGAGCGTCCCAGTA
CACAGTAGCTGCTGTTAACTTTTGAGAAGAAGCGAAGGTCGCAATCACATGAAGTAAAAG
AAAGACTTCCAGCTTCATTGTGGAATAAAGAGGTAAAAGTCGAAGGACATGCAAAGAAGA
AGGCTAAGGCTGGAGCAGCACGGAGAAACTGATATGTAGCAAGGGGCTAAAATGAAAACC
AAATGTTATATTACAGAAGGAAAGTTTCAGGAAGCCCCTGAGTCACGGGAGCAGAACAGG
TCCTGATTGGCTGCCAGTCGGGAAGAGGAACAACACTGAGCCCCCGGCCATAAGGCCCGG
GTTAAACGGCGCGCTGAGAGA
>CL1449Contig1
GGTTAGTGCTGATTTTGGGGAAACGCACCGACTAAAGAGCGGACAGCAGTGAAGACGACG
ACAGAACAGCTCTGCGCTCGAATCCACAGCTCGCCATGAGGGAAATCGTTCACATCCAGG
CCGGACAATGCGGGAATCAGATCGGGGCCAAGTTCTGGGAGGTGATAAGTGATGAGCACG
GCATTGATCCTACCGGCAGTTACCAGGGCGACAGCGACCTGCAGCTGGAGAGGATAAACG
TCTACTACAATGAGGCATCAGGGAGCAAATATGTGCCTCGTGCCATCCTGGTAGACCTGG
AGCCAGGAACCATGGATTCAGTTCGCTCTGGCCCCTTCGGACAGCTATTCAGGCCTGACA
ACTTTGTATTTGGTCAAAGTGGAGCAGGAAACAACTGGGCCAAGGGGCACTACACGGAGG
GAGCTGAGCTGGTGGATGCCGTCCTGGATGTGGTGAGGAAGGAGTCGGAGAACTGTGACT
GTCTCCAGGGCTTTCAGCTCACTCACTCCCTGGGTGGAGGCACAGGTTCAGGGATGGGCA
CGTTGCTCATCAGCAAGATCCGAGAGGAGTACCCTGATCGCATCATGAACACCTTTAGCG
TCATGCCTTCCCCGAAAGTCTCTGACACTGTGGTGGAACCTTACAACGCCACACTGTCTG
TGCACCAGCTGGTGGAAAACACTGATGAGACCTTCTGCATTGACAATGAGGCTCTGTACG
ATATCTGCTTCCGCACATTGAAGCTGACCACACCAACCTATGGAGACCTCAACCACCTGG
TGTCAGCCACCATGAGCGGGGTCACCACGTGTCTCCGCTTCCCTGGCCAACTCAATGCCG
ACCTCCGGAAGCTGGCTGTCAACATGGTGCCCTTCCCTCGTTTGCATTTCTTCATGCCGG
GCTTTGCTCCCCTCACAAGCAGGGGCAGCCAGCAGTACCGCGCCCTCTCTGTTCCCGAGC
TCACACAGCAGATGTTTGATGCCAAAAACATGATGGCAGCATGCGACCCCCGTCACGGCC
GCTACCTCACAGTGGCAGCTATCTTTCGCGGCCGCATGTCCATGAGGGAGGTGGATGAGC
AGATGCTGAATGTGCAGAACAAGAACAGCAGCTATTTTGTGGAGTGGATCCCCAACAACG
TCAAGACCGCCGTTTGCGACATCCCTCCTCGAGGCCTCAAGATGTCTGCCACCTTCATCG
GCAACAGCACCGCCATCCAGGAGCTGTTCAGGAGGATCTCTGAGCAGTTCACCGCCATGT
TTCGTCGCAAGGCCTTCCTGCACTGGTACACTGGAGAGGGAATGGATGAGATGGAGTTCA
CCGAGGCGGAAAGCAACATGAACGACCTGGTGTCCGAGTACCAGCAGTACCAAGATGCCA
CTGCGGACGAAATTGGCGAATACGAAGAAGACGAAATAGAAGATGAAGACGAAGTCCACC
ACGATCCTCGCCACTGATCTAAAACTGCTTTCATGACTTTGAAGTAGTTCCAGATTACAT
GTGAGGAATGCCAGAAATCCAGGTGTTTGCCAAACATTGCATTGTGAAGATAGTTCTGAG
ATATTCTTTAGCAGAAACAGTGCTTCATGTAGAAATAGCTTCAACTGACAAGTCTTGCAA
CCGCAATTACAGCAGAAAAATATTCAATTTTCTTTTTCTTAGTCATGATTTGCCAGCTTC
AGAAAAAAGTACAATCTTGTCCTTGACACAGTTTTGTAACACCGTGCACCGATGGTCTGT
AGTCCAAAA
>CL1450Contig1
TTTTTTTTTTATTTTGTAATATTTTTATTTGAGAATCTCAAAAGAAGACCAAATCGCAAA
AATACATAAAAACAAAAAGTTTTATCTGTTAATTATGCAACTTCTAAACAATTTGTTAGC
TGTAAACACAAAAGTCAAGGCAGATTATTTATGTTAAAACCTCATTGCAAGGTTAACGTT
GTGATGGAATTAGTTTCCGGAGTGGTTAAGTGCTGTTTCCATTTAAATCTGAAGCTGTGC
TGCGTCCTTTACCGAAGGCTTCAAGACACTCAGATCTGGCAGGAGGGAAGACACCCCCAC
GCAGTGCCATGGATCCTCAGGGTGGGCGGTGGGAGCGCTGAAACTCTGAATCTCCACTCC
GTTTGCTGCCAACACTCCAGCCATTGAAGACAGCAGTTGAGGACCACCAGAAGCCCTGAA
GAACAGCAGATTTCCACAGAGAGCGATGGGTTGCCGGAACACGCTACCGTTCAGCTCCAG
CAGGACAGGGACCCCTCCTTGAACTGATCCGCTGACTCTATAGCTGCAGCCGCCGGCAAC
TAGTTCCACCTTACACACACCGTCACCTTCAGATGCACCGTGGGTCTGACTCACCTCAAT
TTCTTTCTGCTTGGACAGGCTGAGGACATTGATGAGGTTTGGGCGACATTCACAGTCCTG
GCTGAGCAGGCCGACCAACACAGCTGACTTCATGTAACCAGTGCAGGACTTCATGCACTC
GCCTTGAGATGTGATCTGAACTCGACTCAACGGCTTCTNGGCGGCACTGCAGGACTGAAG
CAATGCTCCCAGAGATTCTCCCAGTTTGATGAGCAGGTGGGACTCCTGGGAGAACGTGCC
AGCCAAAACTTGAGCATTGACTGCTCCAACCAAGTTCTTGCCTTTCACCATGTCCACAAT
TTGCTGGGCTATGTCCTCCCCACAGCGAGCCTGAGCCTCCTTCGTACTGGCGCCCAAGTG
AGGACAGCTAATGACATTGGGATGGTCCACCAGAGAACGGTTCTTAGGTGGCTCCTCATT
GAAGACATCGAGCCCTGCTCCTCCACACTGTCCAGACTCCAAAGCTCTGAGAAGAGCAGC
CTCATCAATGATGCCCCCTCTCGCACAGTTCACAACCTTCACTCCTTTCTTGCACTTAGC
AAATGTGTTGTCATTGAGGAGACCAACAGTGGAGGGCATGAGGGGAGTGTGGACAGTAAT
GTAGTCACACAGAGGCCATAGCTGCTCCAGCGACATCTGCTCCACCCCCCAGCTAGCTGA
CACCTCCAGTGGAGTAATAGGATCATAACCAACAGTCTTCATGCCAAAGGCTTGCATTCT



CGTGGCAACTTCCTTCCCGATTCTTCCAAGTCCAACTATTCCTAGAACTTTGCCATACAG
CTCTGAACCCATGAACTTTTTACGGTCCCAGTTCCCTTCTTTCATTGACATTACAGCTTG
AGGCACATTCCTTGAAAGGCTCATCAGCAGTGCACATGTCAGCTCAGCGGCACTAATTGT
GTTACCGCTTGGTGTGTTCATGACAATGATGCCCTTATGGGTAGCAGCATTTACGTCCAC
ATTATCCACACCGGTCCCAGCTCTCCCGATGATCTTGAGATTATGAGCGGCACTGATGAT
GTCAGCTGTTACTTTTGTTGCAGATCTGACCACAAGGCCATCATAGAGCCCAATCTCTGC
AATCAATTCCTCTTTCTTCATGTTCTGCTTCTCCGTCACTAGGATGCCGTTTTCCTCCAG
GATCGCCCTGCAGCGGGGATCGACACTTTCACTGATTAGCACGGATTTGATGGAGGTCGG
GGCCATCTTGGGATTTTTCTCTGTGGGGTTGCGGATGCGGGGCAGCCGGTTAGGAGAGTT
GGTGAACTGATGATGATGATGATGATGGGTCTCTTCAGAGTTCCTCCCCCACCTCGTGCC
GAAT
>CL1451Contig1
TTTTTCATATACCTCAGATTTATTATAATGTTACAACACTTTTACATTTGTTTTTATTGT
TTGTACAGCAATTCCAAGGATTTTGTTTGAATAAATACTTTTTTTCCATTCTTACTATAA
TTAGCAGTTATTTTGTATTAATCAGCTGTTTATTCCTCACTGCATGTTTTCTGAATACAA
AAAAGTGTTTAGTCATTTTCAGTATTTACAAAACAGCCATAAGTGCTCATTGAGCAGCAG
GTTCCATCCTGAAGGGCCAGCGGCTACCACCAGCGGTAGTGGGCATAGGCTCGGTTGGCT
TCGGCCATCTTGTGCAGCTCATGCCTCTTCTTGATAACATTGCCTTCCTTTTCAAAGGCG
GCCAATAGTTCTTGGGAGAGTTTTTCATACATGTGGGTGCGCCTGTGTTTGTTTTCTCTG
CACTCTGTGATCATCCATTTCATGGCGAGGAACCGGCGTCGGTTGTCTGTAAGCGGGATG
GGCACCTGGTAGGACTTTCCACCTTTCTGTATGCTCGCCAGCCCAACAACAGGCTTACAG
TTCTCCAGTGCTGTATGGAAGATGGTGTAGGGATTACATTCAATCTCCTCTTTCTTCCCT
GCTGGAGATTTGTGATATTTTTCCACTTGTTTCCTTTTTATGTTTTCCAATGTCTGTGTG
ATGATCTCTCTGGCTAAAACCTTGTTCCCGTCCGTCATGATCATTCGGACAAATTTACTA
ATAAGTGGGTCATCAAAGACTGAGCTGGTGGTGCTGCAGGTCGCTGCTTTTATGGGTCGG
AGCTCTTTGAGCTTGCGCTCCTCCTGCTCCTCAGTGCTCAGCTCTGCCTCAGGACGGCTG
TATGCCTCCCTCCTCACCTCTGGCTCCAGGTAGTAAGGGTTATATCTGCTCCATCTAACC
AGGACCACGCTCGGTGTCCAAGGTTTAAGCAACCCTGCTACGGAGGCCGCCATGCTGAAA
ATGTGTTTCAGCGAGGACCCCCCC
>CL1452Contig1
TGGAGGAATCACGGACAGCGTACGCGGAGGAGACGCCGGAGAGAAACAAACCGGATTCAG
GATGGTCTATAGCGCCGCTCTGCCTTTGGGGAACGCAGTGCCCGTTCTGTCAGAAGAAGT
CATGATCGGGAAATATTTCCCCCAGCTCGCCTCCCCTGGCCAAAGGTTAAACCCGAGCCG
GCGGGGGAGCGTCGAGAGCTGCGACGAGCGAGACACCACCACCCCCGTTCCTAACCTGGA
AGACGGCCTTGAGGACGAGCTGCGTCTTGTCCACCACGACGTGACCCGGCAGATGGAGCG
CTGCTTGACTGAGGCCAAAGCCTCCGTCCTCAACTGTCAGGTTCTGCTTCTACCTCGTCA
CATGATCCCCAGAGTGACCAACGACGTGCTGCGGAGCTCCGTCGACGAGCCCTGCGGGCT
CCGGGGGGCCTCCATCCAGCTCTACGTGGAAGGCAAAGACGGCCTGAAGTCGGCGGGGAG
CATCTTCCCGGATCCCTCTGTCACCCCAACCTTCGAGCTGTCAGTGGTCTTCAGATTGGA
CAAAGGCGACGGCTGGCCGCCGCTCAGGCACTTCTTTGACTCCAAGGTGCTGAAGCTGAG
GCCGGAGTACAGACTGGTGAAGAGGAAGCTGTACTCGTCTGCCAGTCCTGTAGTTCATGA
CTTCAGCTAGTGTAGGCGGGACGCTACACGTCTGACCTCTGTCATCCACTGGAGTTTCTG
TTCTGAACCCTTTTTGTACTTAGTCTCTGACTTTGAGCAGGTCCTCAAACATTTTCAAAG
GCTGCAAAACTTGTTCCAGTATTGAGCAGGTCTCCTTAAAGAAGCACTTTGTTTTTTTAA
TTTATGAAATGTGAAAAAAAGG
>CL1453Contig1
TTTTNTTNTTCGTTCTTAAAATTTTATTTTGCATTAAAAGCAACTTTTAAACGGTTTTCA
GAACCTTTTTGACCAAAATATCACTTCAAATGAATCCAAAGTCTTGAAACCCATATACAA
ATTAATACACAATTTTTCTTCTAAACCAACTTTATTTTGTCTTAATTCCAGATTCATGAT
GGCATTGTGTTGTCCTAAAAATATGCAAACCTGTAAGGCACGTAGATTCATAAAACAATA
AAAAATGTGCATTCATTAATTTTTCTTTGTTTTTAAAAAATATAAAAGCAAGTGTCCAGT
CGCTCAGTCATCTGATGGAAGATATTGGAATTTCGCCAGAGAAGACTTCCTGCAGAGTTG
AACTGAAAACAGTGACACCTACACCCCCAGGGATTTCTCAGAAATCACTTAGAGGCAAAA
GCACAAACTTGTCTGCCCCCATCAGCAAGGAGATCCACCTCCATCGCTTTCAGGGTGACG
TCCTCACTTCCAGGTTACAGAAGCAACCTGGATGAAAATGAGAAAACACCAATGAGACAC
AGGAAGACATTGTTGTGTTTTTTTAAAGAGACATCAAGCTACTTTACATTAGAAATTTTG
GAGCAAAATAGCATCCCATTCCACCCCAAACATTAAGCCACCAATTCTCATAAGATTAGC
TACAAGAAATCGCATGAGTTAAAAATAATGGCAATCTTACGCACCATGTCAAAGATACGC
CATACATGGTTGACCAACACAGAGTGAAGACAGGTTGATTTACATACCTAGTTGGCTGGA
TGTGGATTTCCTAAAGAGATATTTCAGACTTCTATCACAATCGACCCCAGGTAATCAACA
GGGTCCTGATGTAGCCTACAAACAAACTGCTACGGCTATATTGGCTGGGATAGCCTACTG
GTAAGAGAACACCTAAATATAGGAATAATCAAAGATAAATAACAGAGCCCTCAAGTCCAC
AAAATCAGAGTGTAAATAAATGAATCAATGAGTCATTTGTAATGCCTACAAAAAAAGTGN
TTAAAATATGTGGTATATGTTAAAAATAAAGTCACACCCTATGAAGCCTACATGCATCGG



CTCTGG
>CL1454Contig1
ATGTTTTTTTTTTTTTTTTTTTTTTTTTTTTNTGTGAAAAAAAAACATTTTATTTCTTTT
GACAATATATATCTTTTGAGCAGTGGTTGAAAAGTTCTTTTATCTACACAACAGATAATC
ATGAAATAGTACAGAGTTAAAAAAAAGGTCGTCTTGTCATTATGAGGGAAAAAAGGGCAG
ATTTAAAACTTAAGCACAAAGTGAATAAAACCTGACATTTTAAATAGAAAAAGCATAAAT
TCAAAGAAAGAAGAGGACAGAATTTAAAAAAATCTCCTGGTTTTCTCCTTAGCGGCCTTG
TCTGATGATAATGTCTGACATGTCATCAACTTTGACCAGCTCCAAATTCTTTTCATTTGC
CAGATGAAGCAGAGCCACAAAGGCCAGCGGCACCGACAGGTTCTGAGCCATAACGTTCGG
CAACCTTTGAAGCAGCATCTTTGTGGTCTGACTGAAGGCTTTCTCCCCACACACATCCTG
AGTCTCAACAGTCTCCTTCACCTTTTCTTCTGGACTATCTGTTAAAAGAGTCCACATGCT
GTTCTTAAGCTTCTTCATATCCATTTTCTTTGCTGTCTTGGCATAATTGATTTCAATTTT
GTTGACTCTGTGAGGCTCAGGTACCAGTTCATCCTCCCCGTAGGTGGACACACCCTCCAG
GTCTTGTGAGGGTGGAGCTTCACTACCACCTGACGGCTGGATGTCATCGGAACCAGTAAA
CCCCTCAACATCGTCGTCATCACTGTCACCCCCCTGAAGGCCCGGGCAGAAGTTGGCCGT
GTCGTTGGCGTTGTTGTAGTCATAATCACCGATGCCATCTCCAACTTCTCCTGACAGCCT
CTTCTGCCCTTCTTGACACAACGAACTGGATGGTTTGAGGCTGAGCTGGGAGAGCGTCTC
TGGTGGAAACTGGAAATCTGTTGGTAAAGTAGTTTTTTTGTTGGTGGTACTGAGTGCAGA
CTTGACATTTGTGGTGGCTGCCCTTGAGGTGCGAAAGAAGGTGTCAAAGTTGACGTCATC
ACTGAAGTCTATTTCAAAGGTCTTTTTAGGTTTCCTTTTTCGTGTCTCCTTGTCAGGCAA
ATGATCCAATTTGTGCTTTGGTTTGAACTGCCAGTACCCAGGGCCCGCCCACGTGGCCAT
GGTCCTCGGGCTGAAGTACGAGTATTCTCTGGGCTGAGAAGACAGCTGCAGGCACATAGT
GGAAATGTCCCCTTCTCCAATGGGAATCACATCTCTTCCTTTTCCAGAGCCCCGGCCATA
ATGCCCGGGTTTN
>CL1455Contig1
CACGAGGTTTTTTTTTGCATGAAAATAACTTTATTGTAGACACTTTTTGACTGAATCATG
CATTTATTCTTGCTGTTATTTTCCCTGTTCTTCCTTGGTTTTCTTCTATTCCATTTCCAA
GTCCTCCAAATCCACAGTAACCTCTGATTTGAACCAAGGTGAGGGGGAGGGGACATATGG
ATCATACGTCCAATGAGGATACACTCTTTTGTATAAATTCATCAGGACGGTGTCTTGGGA
CCGCAGCTGGTTGTCAAAGACACACTTCATGTGACCATGTGTTCCTAATGCTTCTTTGAT
GTGGCCTCTGCGACCCCATTTTGTCCTCAGCTCCACTGGTTTGAACCACATGATGTCCTC
TCTGTTAAAGAACATGTAACGGACAACAGCTGAGCGTCGGTTAATTTTGAAAGGGTGTCC
GCTAAGGACAATCCTCTTCAGTACAACTCTCTGGGGGTCGCAGCTAAGCAGACTCCCGGT
AGCCACCAGGTCCTGCACACCGTCTGTTCTTTGTTTGAAGAGAAGGACTCCAGCAGGAGG
GAAGGTGATGGGGGCATACAACGACACCACAGTGGGAGCATCGGGCCTCAGGAAGCGCTC
CATCTTATGCTTGTCGGCTGATGTGTGCTGAGAGAATATCGGGGAAGCCCGAAACCTCCG
GAATCCACAGTGGAACACAAGCTCCTCTTTGGATTTGATTGGCTCTGTGTTACTGGGGTG
TCTTTGCACCAAGACATGCATCACCGACATCTTCTGTTCATGAGGCAGGAGAGACACCAA
CACCAGGGGTTTTCCAGACTGGACACTCTCGATCACAGAAAACGGCACATTGATGATGTG
CAGCGTCACGTACCAGCCACTCAGCGCGCCCTCATCCTCGGCTGCAGCCTCTGCCAGTAT
GCGTCTGCGGGTGCGTTCAAAGCTCTGGAACTGGAAGATGCGCGAGTAGTTGTGAGGCAA
GTTCTCCATGGGGTCCCAAGGGGAGGTGCGGAAACTCTTTAAGCCCCTGTAGCGCTGGAA
CCTGGTTCTGGCAGGTGTATCAAGGGGCGTGTCCACCTCATCAGGGAACATCTCATGGGA
TCGAGCCTCCCGGTAGAGTTTCAGACCTTCTTCTT
>CL1456Contig1
CTTGAATGACACTGCCTCATAGAAAGGATGAAGCTGAAGCGTAATTTGTTTAGATAAGTG
AAGTCATTTCCTCGCAGAAAGCAGAACCTCTCCTCGGAAACCCAGTTCTTTTGGTATGAA
GAAACCAGTGCAGGGGTGAACAGCTGCAGCGTTAAGCAGAGCCCTGTACAGTACAGTTCT
GTCACTTTCAATGCAGCAGTGCAGTTGTACATCAAAAACCTCGGTGAGTCCTCTCCCACT
ACTTCCGCTTTCGTCTGCCCCATTTTTCTTCTTGTGCAGTTATATAAATGAGCACAGAAG
TAAGAATTCAGTCACATCCATCTGTATGAAGCTGATCACAGCTCAGGTCACAGGCATCAC
AGCAGTACAGCCAGGTAAAAAAGCCCCCATCCAGCTGCAGGCTCACTGGCTTTCAGCATC
AGCTCCACTGAGTTCTACTACATCCAGTCCCCCGCTTGTGAAACATTGGTCAGCAGATTA
GCTCCTGCTTCATGTCAGGTCTCGTGGGGAATTGGGTCTCGTTAAAGCAGAAGGCATCCC
GGCCCGCCTTCAGCTCCCCCTGCCCTGGGCACATGAGGTACGACTCGATCAGGTCCAGCT
CAGGGGACAGAGCAGGGCTTTCGGGCTCCGACTCTGACTGGCTCATCTCCGGCTCATCCA
AAGAGGAGGCCGGTCTCATGTGGAGGTGCTGGTGCGAGTTCAACCAGGGGTGACGGAGGC
ATTCTTCTGCAGTGGCTCTCTTCCTGGGGTTTTTTACCAACAAGGACTTGATAAAGTCAA
CTGCCAGGGAGGAGATCCCTTCGAATGTGTCCTGCGAGTAGTCTACGTTGACCTGGGAAA
TGTTCAGGAACGTCTGCTGCTTTTCGTCACCCAGAAAGGGAGACTCGCCCGTCAGCATGA
CATATGTCAGAACCCCGATGCTCCACATGTCTGTCGCTGTGCTGATGGGTTCATAGCTCA
GAACTTCTGGTGCCACGTACTCTGGGGTACCCAGGATCTCCCTGACCTCCCTGACATTGT
CCATGCGTCTGGACAAGCCAAAGTCAACAATACGGATGTCACCCAGAGGCTTGGCGCAGG
TCAACAGGATATTCTGGGGTTTTAGATCCAGATGCACCACATTGTTTCGATGAAGGAAAG



CCACGCCTGTCAGGATCTGCTTCGCCAGCCGAATCACGTCTTTCTCTGTGAAGGCCTCGT
CGTTATCGGCCACACACTGGTTGAAGATTTCACCACCAGCGGCACACTCCAAAACGAGGA
TGATTTCAGAGGTGGTTTCGTAGACCTCATGCAGTGCCACCACATACGGGTTTGCCTTGG
CTGACTCCAGCACGGCAATCTCGTTCATGATGTCCATGCGGCAGTCCTCTCCCTTCCTTC
GCTTTCGCAGGAACTTGGCAGCATATTGCTTCCCTGTGGCCTTCTCTGTGCACTTCTTCA
CCACTGCAAACTTTCCCCTGCCCAGTTCTTTGCCCACCAGCTCGTAATTAGCGCTGAACG
GTTCCTTCCTTATCCTGGAGTTGATTTCTGTCACCTTCCCGTTTTTATTCATTCTAGCTA
GGTGGATTATTTGGCATAGAGGTCCAGCCGTTAGATAAAACGATGTAAGCACTATTTCAC
TGCTCCGCTCCAGTAAACGCTCGCATGATAACAGAAAGAAATGTGTTGGTGTGCGTCAGG
AGGAGTCTGTTTGACACCAGCCGGGAGATCGTCCAGATTCAACGCGTTCCAATGATGAAG
GACTATGCGTAAACGCACGGCANCAGTCGGTGCGCTGGATCAGTCTCCAGTAG
>CL1457Contig1
ACAAGTCCCTGAAAACCTCGACGATCCGCCCAACAGCCGTTTGTTCTTGGTCACGAGCCG
CAGCATCAGCGAAGATGAGCTCCGCGAACGTTTCTCCAGATTCGGAGACATCCAGGGGGT
CTGGGTGGTCAAAGACCGGCAGACCAAGGAGTCCAAAGGCATCTCCTACATCAAGTTCGC
CAAATCTTCGCAGGCCTGCGCGGCCATGGAGGAGATGCACGGACAGATGCTGTCGGACAA
AAGCAAACCCATCAAGGTCTTCATCGCTCAGTCTCGATCTTCAACCAGACACAGAGACGT
GGAGGATGAGGAGCTTACCAGGATCTTCGTCATGATACCCAAAACCTTCACAGAGGAAGA
CCTGAAAAACACTTTTAAAGAGTACGGAGACATTGAATACTGCGTCATCATCAAAAATAA
ACTCACCGGGGAAAGTAAAGGACTCGGTTACGTCAGATACTACAAACCCTCCCAGGCTGC
CATCGCTATAGAGAACTGTGACAAATCGTACAGGGCCATCCTGGCCGAACCCCGCTCCAA
ATCCAACGCCTCTGAGGATTACTCCGGCGCAGGGAGCAGAGGGGAGTACTGGCGCAGACT
CGGCCAACCAGTACGGCTTTCACGCAGACCCTGGCAACTTTGCGGGTGCCGGAGAGCCGC
GCGGGGGACTTCACGCGCGCGCTGATGGTGTCCACGCGGGCAGCGCTCACGCAGGAGCAG
GTCTTCGCTCTGTTCGACCTCATTCCCGGCATGGAGTACTGCGAGCTGCAGAGAGACTCG
TACGGCATGAACAAAGGCTGTGCCATGATCCGCTACAGTAACCTTGGCTCTGCCCTTTAC
GCCAAAGAGAAACTGAACGGCTTCGAGTATCCGCCCGGCAACAGACTGGTGGTGTACTTT
CTAGATGATGGCGAGGACCGCAGCAGCTCGGTGGGGCGGATGGCCATGCAGTTTGTTGCT
GCTCAGATGATGTCCGCTGTGTGGAACGGAGCGTCCAGCAGCCAAATGCTGAAACCTCAT
AGTTTCTCGCCGTCGCCCTCCATGTCCCGTATCCAGACGGACGTCAGCCTGCCGTCCCTG
AAGAAGCTGGCGCCCCCCGACAGTAAAACCAAGGAGCGCTTGTTTGTGGTGTTCAGCCCG
TCCCCTCTGCCCCCTGATGTGCTGGAGGACGTCTTCTGCCGCTTTGGGTCCCTCATTGAG
GTCTATCTGGTTCCCGGGCAGAAAGTGGGATACATAAAGTACGCAGACAAACAGTGCGCT
GACGAGGCCATGGTGGCGCTGCACGGCCGTGTGGTCAACGGCGTGAAGATGAAGGTGATG
CTGGCCGATCCCCCCAGAGAGGAGTCGCACAAACGGCCCCGCACCTACTGACGGCAGCGG
GGGGCGGCGACTGTCTTGACTGACACCTGACCTGACAGACCCACACCTCCTGACCTTAGA
CCGACCTTTGACCCCTGTCTGACGTTGCTTCTTCTGGGAAGACGACCCAGAACTGTCTGA
ACTTTGAACCCCCTCAA
>CL1458Contig1
CGGCACGAGGCCAAGAGCACGTCATCGATCAGGGACACGATGGAGACAACTTCTATGTCA
TAGAGAGGGGTATTTATGACATTGTGGTATCAGGAAAATGCGTGGGTCAGTACAACAATA
AGGGCAGCTTTGGAGAACTGGCACTCATGTACAACACACCGCGTGCTGCCACCATCATCG
CCACTCANGAGGGAGCACTATGGGGTCTGGACCGTGCTACATTTCGTAGACTTATTGTTA
AGAACAACGCCTAGAAAAGAAGGATGTACGAGACGTTCATCGAGTCTGTGCCCTTACTCA
AAACACTGGAGCCAAATGAAAGGATGAAGATAGTGGATGTACTTGGAATGAAGCAGTTCT
TAGATGGCGAACGCATTATTGCACAGGGAGAAAAGGCGGAGTGTTTTTACATTGTAGAAT
CTGGAGAGGTCAAAATCATGATGAAGAGTAAAACGAAGGCAGACCACGCAGACAATGCGG
AGGTGGAGATAACACGCTGTAGCAGAGGTCAGTACTTCGGGGAACTGGCTTTGGTCACTA
ACAAGCCCCGGGCCGCCTCCGCCTACGCTGTGGGAGATGTCAAGTGTTTGGTAATAGACG
TTCAGGCTTTTGAGCGCCTCCTGGGTTCCTGTAAGGAGATCATGAAGAGGAACATCTCCC
ACTACGAAGAGCAGCTGGTGGCTCTGTTTGGCTCCAGCATGGACCTGAGAGACTGAGCCT
CCAACACCACCGTCCGTGCCTTCTTTAACACACACACAAACAGACACACATGCTCAAACA
AGTCCTCCCCGGCTTCATTCAGCCGCTAAATGAGCCCAAAAGCTGAACACACAGATTCCC
GTGTCATCTACATCCACATATCCCTGACGTTTTTAGACATGTTAGCTCGTTCACACATCT
GTGGCGGGCACTGAGAGACGCACACTTCATTTAGTTTGCTCTCCCTTAAGCACATACCAG
TTTATCAAATTCCTCAATAAGCTGATGCAGTTTTATGTTGATAAACACACACACACACAC
AACTAAAGGTCACACACTTTTTTTGAGCCAGCTTCAACCTCTCAGTATGTCTTTGCTACA
ACGGCCCTTATCCAGGCTAAGCAGTATAAGAAGAGAAAGTGTACAAGCACTCCATACATG
CATTTAGCAAACACATCCTCATCCCTCATGTGTGCAAGCTTTTTACATCGACATGAGCTT
TTGAGCAACTCTGTTGTTCCAAGCCTCAGCCAAGGACACATCCACATGCAGGCACACACA
GGTAAAGGTACATTTGTGCACAAACACAGCCACATCTGCAAAAACTGACAAATTGTTGAG
AAGCTCGACTTCTCTAAACAGAAAGAAAAAAAAAATGTTTGAAGAAAAAAGGAAAAATGC
AAATATAAAAAAATAAAGGTTAAAGGAAAACGTACGTTTCAGAAACATTTTATGATGATG
AAAACAGATGCTTTGATAAAAATATTTAAATTAAAGTGTTTCCTCTTTGGGAGACCTGGG



GTGCAGAAATGTGTGAGTTTGCTCCATTTCTTCCTACACTGTTGGTGATTGAACTCAGTT
TTTGGTGGTGAGTATTACAGGACCACAGAGGAAGACGTAAAAACAATAACCCCACCTTTT
CTGGGCCATTGTTCTTCTGTCATTGCCCCCACTCTTCATTGTATTGAATTAATTAATATT
AATGTATTATTACTATATATTCCTTTAGTTTTGTTTTACTTTCACAAGTTCATGTTAAAA
TCCACCATTCATCTCTGACAAATGTAAAAATGGAAAAAAATCTAATAAAATGTTAGTGCT
TAATTCATTGAATGAGTTGTCCTGGATTTAAAGAGTTAAAAAAA
>CL1459Contig1
TCGGCACGAGGTGGATAAGGACCTGGTGACAAACGTGTCTCCACGAATCGTACGTGGAAC
CACCTCAGGTCCTCTGTATGGACCAGGTCTGGGCTCCTTCCTCAACATTGAGCTCATCAG
TGAGAAAACTGCAGCATACTGGTGTCAGTCTGTCGCAGAACTCAAGAAAGACTTCCCTAA
AAATGTGGTGATCTCCAGTATTATGTGTGCTTACAACAAGGATGACTGGACAGTCCTGGC
AAAGATGGCAGAGGCCTCAGGAGCAGATGCTCTGGAGCTGAACCTGTCGTGTCCCCATGG
GATGGGGGAGAGGGGCATGGGGTTGGCCTGTGGTCAGGACCCTGTGTTGGTGCGAAACAT
ATGCCGGTGGGTGCGAGCTGCGGTTTCCATTCCGTTTTTTGCCAAACTGACACCAAATGT
GACCAATATTGTTGACATCGCCNAAGCTGCCCATGAAGGCGGCGCAGATGGAGTCACGGC
CACCAACACGGTCTCAGGCTTGATGGGACTGAAGGCTGACAGCTCTCCCTGGCCGGGTGT
TGGTGCAGCCAAGCGCACCACATATGGAGGGGTGTCGGGTAATGCCATTAGACCGATCGC
TCTCAAAGCAGTGTCAGCCATTGCTAAAGCAATCCCAGGTTTCCCTATTCTGGCCACCGG
AGGGATTGACTCTGCAGAAACTGGGCTGCAGTTTCTTCATGCAGGGGCGTCTGTGCTGCA
GGTTTGCAGTGCAATCCAGAACCAGGACTTCACAGTGATTGAAGATTACTGTTTGGGGCT
GAAGGCCTTGTTGTACCTGAAGAGCCTGGAACTGAAGGACTGGGATGGTCAGTCTCCTCC
AACTCAGAAGCATCAGAAAGGAAAATCTGTTCCCAAAGTACAAGAGCTAGTTGGCAAGGG
ACTCCCCAGCTTTGGCCCATACCTCCNGCAAAAGACCGAAGCTATTGCAAAGTACAAGAA
AAAGCTCAGAGATGCTGGTGAAACAGATGTAAAGCAGCCCAACATCAGCAGAATCAACAC
CCCCCCNAAGCCTGTTCCTGCAGTCAAGGATGTGATAGCCAGAGCATTACGCCACATTGG
AGCATACCAGGAACTTGACAACATGGAGCAGGTCCAGGCTTTGATAGATGAAGATATGTG
CATCAACTGTGGTAAATGTTATATGACCTGCAATGACTCTGGATACCAGGCTATACAGTT
CGACCCAGAGACCCACCTTCCTTTTGTGACTGACAGCTGCACAGGTTGCACTTTGTGCCT
CACTGTGTGTCCAATCATAGACTGCATCCAGATGGTTACCAGGAAGACACCTCACATACC
ACAGAGGGGTATACCGATAAATCCTGTCTGCTGAACAGATTGAGAAAAAATCTATGTTTT
TCACCTACATAGTTTGGAAGATCAATATTTCATTAAGCAGTTACTTTTAATGGTAAAAAA
ATAGGGGTATAATGATTCATTTTAACAACGATTGATTTTGTAATTTGTAGTTGCCGACCT
GATTCCTAGTCGATATTGATTCACTGACCTAAAATCGATCCAGGATATATTTACATTCCT
TGTATTTCTTGCAAGATAACCAAGTTTAAATATGTGTACAAATACTCTTAAAATATTTCC
ATGTAATTATATATTTTGATT
>CL1459Contig2
TTGTCAAGTTCNTGGTATGCTCCAATGTGGCGTAATGCTCTGGCTATCACATCCTTGACT
GCAGGAACAGGCTTGGGGGGGGTGTTGATTCTGCTGATGTTGGGCTGCTTTACATCTGTT
TCACCAGCATCTCTGAGCTTTTTCTTGTACTTTGCAATAGCTTCGGTCTTTTGCNGGAGG
TATGGGCCAAAGCTGGGGAGTCCCTTGCCAACTAGCTCTTGTACTTTGGGAACAGATTTT
CCTTTCTGATGCTTCTGAGTTGGAGGAGACTGACCATCCCAGTCCTTCAGTTCCAGGCTC
TTCAGGTACAACAAGGCCTTCAGCCCCAAACAGTAATCTTCAATCACTGTGAAGTCCTGG
TTCTGGATTGCACTGCAAACCCGACACCCCTCCATATGTGGTGCGCTTGGCTGCACCAAC
ACCCGGCCAGGGAGAGCTGTCAGCCTTCAGTCCCATCAAGCCTGAGACCGTGTTGGTGGC
CGTGACTCCATCTGCGCCGCCTTCATGGGCAGCTTTGGCGATGTCAACAATATTGGTCAC
ATTTGGTGTCAGTTTGGCAAAAAACGGAATGGAAACCGCAGCTCGCACCCACCGGCATAT
GTTTCGCACCAACACAGGGTCCTGACCACAGGCCTC
>CL1459Contig3
TAAGGATTTTATTAAATCAAAATATATAATTACATGGAAATATTTTTAAGAGTATTTGTA
CACATATTTAAACTTGGTTATCTTGCAAGAAATACAAGGAATGTAAATATATCCTGGATC
GATTTTAGGTCAGTGAATCAATATCGACTAGGAATCAGGTCGGCAACTACAAATTACAAA
ATCAATCGTTGTTAAAATGAATCATTATACCCCTATTTTTTTACCATTAAAAGTAACTGC
TTAATGAAATATTGATCTTCCAAACTATGTAGGTGAAAAACATAGATTTTTTCTCAATCT
GTTCAGCAGACAGGATTTATCGGTATACCCCTCTGTGGTATGTGAGGTGTCTTCCTGGTA
ACCATCTGGATGCAGTCTATGATTGGACACACAGTGAGGCACAAAGTGCAACCTGTGCAG
CTGTCAGTCACAAAAGGAAGGTGGGTCTCTGGGTCGAACTGTATAGCCTGAATGACAGAA
GAAAGCCATGTTTCAGGATAGAATATGATGGTGAATAAAAAAGGTAACAAAGAAGAAAGA
TGGACAGACCTGGTATCCAGAGTCATTGCAGGTCATATAACATTTACCACAGTTGATGCA
CATATCTTCATCTATCAAAGCCTGGACCTGCTCCATGTTGTCAAGTTCCTGGTATGCTCC
AATGTGGCGTAATGCTCTGGCTATCACATCCTAGAAACACACACAAAAGCCCCACTTATT
TCTCAGAAAAACGAGCAAATAGTTCCTGTAGAGGCGTGAGAGTGCTGCACACCTTGACTG
CAGGAACAGGCTTTGGGGGGGTGTTGATTCTGCTGATGTTGGGCTGCTTTACATCTGTTT
CACCAGCATCTCTGAGCTTTTTCTTGTACTTTGCAATAGCTTCGGTCTTTTGCTGGAGGT
ATGGGCCAAAGC



>CL1460Contig1
GGCACGAGGGTAACTTCCTCTTTTTATCATTTAAGTTTTACAGCAAAAATCACAGCTTGC
AGTATTGTTGCCATAGCTTTGATTATCACCGAGGGAGAATAGAACAACAGCCTTGTCACA
TAGGATTGTTAATCATAACCTTTGCATGTACTAAACTATAGCACAATTCTTTTTAGGGTA
TTTTAGTTTCCTTAGACTGTGGTAACAGTGTAATTTTTCATTTTTAAGTAAAACTGTGCT
TAGATGTTACATGTTTACCCTTCCCTTAGTCTATGCTAGTGTCCAGTTTGCAAAATAATC
TGTATGGTTTTGCACATCATTCTGCAAAGTGAGGCCTGAAATCTTTCTGGGGTTTACCTG
CAAACGTTCTCCGGATTATGCGGCGCAACCCCGGCTTTTGATTTTTCTAGACAGATCCAT
CGATCCCTTTTCGTGATACTTGAGAGAACATTAACTTTATTTCAGGAGCAGCAGGAATTA
ATCTGCTAATGTATATCAATTAAAGAGGGACTCAAAAGTCCTTTTTCTTGTGGTGTCCCA
AATGCAGACTGGAGTTGTTCTTTGTGGGTTTCCCTAAATAATATATAAACTGGCAAACAA
ATTTGCTGTAACATGAGTACCCTGCAGTCCCCCTCTTTCTTCCTCTTACCAGCTAGGTGT
ACAAGCTTACCCCCCCCTTTTCAGTTTTTGTTACCTTGATACACTGTAGTGATGATTACA
CATTGTGCTCACGATCCTTCTGTTTAAACATAGTTTTTTTTCCTTCCTTTTTTTTCATTT
GGTTTTGCAGCATTCCTTGTTAGCAAACGTGGTTTCAAATCTAAAACTATTGAAGGAAAA
AAATAAAATGCGGCTTTGCCTGAGAACAAGTTTTTTGGGAAAGGCTGCAGGATGGGTTAT
CTTCAAGAAAA
>CL1461Contig1
CATATTTATTGCCATTTACAGAAGCTTCTTTTAATTTACACCCATAACAACAAACATTAT
GATCAAGTTTCCTTGCAACAAAATGTAGTCATTTGGAATGGAATTACAGTGAAACCAACC
TTCTACACATTTTTCACAATAAGACTACAGCAGGTCCTCATACTTTTGTATCTGTATACT
CAATATATACACATATGTATTTAACTTAAACAGCATCACACAAAAACCAAGCACGACATA
TTAGCCAAATAAGTCTTCTTTCATAAATTTATCATCACTTTTACTGCACAAATAATAAAA
AAACACAGAAATCAGCAGGGCGATCAGGTGAAGCAAACATGAGGAGCTCAAGTTATGAAG
GAATCATGTGAGCTGTGAAAGTAAAGGGAATAAACCCAACAAATATTCTGTTTTTTTTTA
ATCTATCAATCACAGCCTCTTCTTTTTTTACATTACCTGTTTTGTTGTTTTCTTTGTTGG
CAAAAGAAAGCCCGACACAAAACACAAACATTTACTCTGAAAACAGCGATGATGACTGTG
AGAATTTAATCCATCCTGATCTTCTGATTGGTCATCCTATAGATGATGCTGTCATAACCT
GGGTCCATGTTCCACAGGTTGTAAGCAATGACGATGACGGCGAGGACCAGCACGATCATC
ATCCACAGCACTATGTTAAAGATCACTGCGTACTCAAAGTTGTACTTGTAGGCCAGGTTG
TACGGGCTGCCAGGGTTACTAATCTGCTTAGATTCCAGGATTGAACGAGACTTCCTGGTC
AAAGGAGCTTCAAATGTTTTCACCGTGACAACCTCCACAGCAGCACTGTTGCCATAGAGA
CGATACATGTCCTCTCCAAACTTCTGAAGGACAGAAGCAAGGATGGATGTGGCGTCCCGG
TACTGAGGAGAGTCTTTGCCATAGACGCGGCTCAGCTCCTCCAGCCCAGACAGCTCCAGT
GAGTACAGGTCAGGAGAGTTGTCCTTGGCCAAATGTCGGTGTCTCTGCAGCAGAGCTGTG
ATATCATGCAGCACTTGGACCTCAGACAGGAAGAGCAAATCCGCCTCTGCATTTCTGCTG
AGGGAGTTGAGGGGGAAAGAAGTGAGCACTGAGCCATCCTGAGACAGACGAGCCCGGATC
TGCTGCAGGGTGACTGGTAGGTCTTCAAACACGGCATTGGCTTTGCCAAGCATGTAAAGT
CTCTCCTCGCTGGGAGCCAGCTGCAGCACCACAGGAGTGTACTCAGCGAACGTGGAGTGT
ACCATCTCTGCAACACTGTCCAGAGTGAAGGCCACGGGGTTCTCCAAGGGGTAAGAAGCG
ACACTCTGAGGCAAATCCAGGCTGTCAACTCCTCTCACGACCACCAGGACGTTAGCCCGA
GGTCGCTGGAACAACGGACCAGCCTGGAGGCCCGGCCAGGACAGATCCTCTTCCACAGAG
AAACCCATGGTTAGAGCCACCAAGTCTGGGATCTTCTCTCCAGAAAGTGGCCAGTCTCCT
TTCTGAAAAGACAAAAACTCTGGAGCCTGCAGCACTGTCAAGCTGTCCCCCTGGACACCA
GCGGTGACGAGGATAAGCGTTACGGCGAGAATGGCTTCCATCCTTACAGAGCTCCTCAGC
GACATCTTCTTCCTGCGATCATCAGCTGACCCGCCCCCGGCCATAAGGCCCGGGT
>CL1462Contig1
TTTTTTTTTTCATGGCAAAAGGAGTGAAGTCATTTTATTTGTTTTTAATATGTATCTACA
ACAAGGGGGACACAGGCAAAAACAACCGACAAGCTGATGAAAATTAAACAAAAAAATAAA
ATAAAATACATTAATTATCAATGCAGATTTCCCACCTGTTTTTTTCCCAATAAGCAACAT
TTTTTTTTTGTTGTCTAAAGAAACTTTACAATATAAAGAAACATACGAAGGAACCTCTTA
TTTTACTACACAAGACATTTAGGATCAGCGCTACCCTAACATGAGATACAAAGCAACTCC
CCAAGGACAGACTGCCTCATATTCAATACTGCTTTGTCATCAAGAGGAAAAAACCAGGAA
CTCAACAGAAAAATCTTTACTCCCAACCCCCCCTCCAAAGTCCTCTTGACCCCCCCTCCC
TCTGAATGATACAGTATTATACATCAGCACGATAGAAATACAGAAATGATCAACGCTGTG
ACGGTTTTACTTACAGGACAGAAAGAAGTCGGACTGCGTTTTATACAACAGGGGTTTTAA
AGTACATGAGTTCTCCCGCCTCTATTTTTGCAACAAAACCGTCCGTCCGTTTGTTTTTCC
CGTCAAACGCGTCGACAGAATCCTTCATGGTGAAGCGAGAGTCCTACTCGCACCTTCTTT
CTGTTTCGGTGATGTCAAAGAACGGCGTTTATTTCCAAATGAAAACCATCCTCTCCTTCA
AAAACAAATTAAAGATTTTGATTTACTTTTTTTCTTCTTCTAAGAACAGAGAGGATTTTA
TTTTATTTTTTCGTTTGTTTTAAAGAGAAATGTGTGAGCGAGTCACTCCTCCTGAACACC
AACAAACTATGTCCTCCCTTGACACAGCAGCTGTGGTGGAGCGGGAAGCCCCACGTCTGT
CTGTGATGGGGCTGAAATAGCAGAAAAGTCTGTAGCAGCTCCAGTTTCTCCTTGTTCTTA
TTGTTTCAGAGGAAATGCACCCTACTTTACGATCAACCGCCGTGATCTGAATTATCAAAA



CATGTCAATGATATCAAAATGCATTTTACATTATTTACAAAAACAAAGAAAACATGGATA
TTGAGCATTAAAACAAGTGGAAGGGAAGAGTCATATGTGGCTGGAAAGAGGGGGGGGAGG
AGGACGGAAGCCACTCGATCCGGTCTACAGAGCAACGCCTCGCTGTTCTCAGACACAAAA
ACAAACATCCAATCAGCAGTTAGAAGTCTCTTCACCACCAGCGACTGTAAAGAAAGGAGG
GGGTCGGAAATAAATCTGCAGGAAAAAACGGACAGGC
>CL1463Contig1
CAATGTAATTTTTCCCCTATCACAGGGACTGTTCCACAGTGGAACGGGTTTGGGGTGGAG
GTGGTTCTCGGGTTCTGAGGTCTGTTTAGTCTTCCTCCTCCTCTCCCTCGCCAGGCGGCC
GGGTGATTCGGCGCCCGCCTCTCTTACCGGCAGGCCCTTTGGGCTTGGCGAAGGCCTGCT
TGTGTGCGTGCTGCTTGGGATGCACCTCCTCATACAAGAAATCACTTGTTAATTCCTCCC
CGCCTTCAATTTCCAACTTTTTTTCAATCTCGATCTGGAGGTTGTTTTCCACCATGTCAA
TCAGGTTATTTTTGCAGCTGGAATACAGCATCCTCTCCCGGATGCTACATTTGTACCCTG
GCATCGAGTAAATGAAGACTGTGGATTCCAGGTAGTCTCCTTCGTGGGAATGTTTGTACA
GGAAGAAGTGGTACCGGGGAGAATCTTTTGGGATTCTCTTTGGCAAGTCCTTCACTTCTG
TTGGCTCAGTGTTGCACAAGTGAATCATCTCTCTTTCAGCATTTATTTGCAGTTGCACAT
AATTGATTTTCTTCTCCCTGAAACGTTTAAGAGCTTCAGCAGCGTCTTTGCCAATAGGGA
AGGCCACTCCCTGCAGGGTCTGCTGCTTAGTGTCCACACTAATGTCTGTCTGCACCTCAC
TGAGTTTGATCTGTCTCAGCTCCTCCTCTGCAGCAGTAAGGGGTAAAGGAGCAGACTGCG
AAGTCAGATATTTCCTGTAACCGCTCAGGTTCAAGTCCTCCTTTGCGGTTCCAAATAGTT
CATCCTTTATGTGGCCTCCTCCAAATTCTTTCTTCAGTGTTGCTCTGGTAGCAGCATACA
ACATTTTGTGTCGCACCATAGAGTGGTCCGGTGACCAAGCCAGCAGGATCCATTCAAAGC
CCTGGTTGTTGGTGGAGTCTAGCCGGTACAGAATATAACAGGGCATGTCATCGTCAAGCA
GGGGCAGCACTAAGGAATCATATTCTTGGTCCCATTTCTTGGACGCCTTCCTGGTGGTAC
CCAGGCTTAACTGCTCATCCTCGATGACGATCTTTAAGGCTCGATATTCATCTCCGCTTC
TGGCACATGCAAAGATATTCTTAACTTCGTTCCCCGCTTGAATGCCCGTTTGGTGTGACA
TTGTGTATTTAATCGGACAGAGCGACGTTCAGGCGAAACCAGAACTGAGAAGCAGGAAGT
GCCGGCCCCGGCCATAATGCCCGGGTTTNACNGGCGTGAC
>CL1464Contig1
GGCACTTCAAGCGACAGTGTGCTTAATAGCAATATGAAACACCAAATCATAGAATGAGAT
TGGTTGCGAGCATCGGAGGTTCCACCAGAGCCGCAGGTGTTCAGGGCTGAGTGTAACGCA
GGTAGTTCTTTCCAGAAGGAAGATCTTTGGTTGTCACGCCGTGGGGGAACAGGGAAGCAG
CTTCAGCATCAGAGAGAGAGGGGATGACCATGACTTTATCACCTGGCTTCCAGTCAACAG
GCGTGGCGACTTTCTTCTGTGCAGTCAGCTGCAGAGAATCGATGACTCTGAGTATCTCAT
CAAAGTTCCTCCCTGTGGTGGCGGGGTACAGGATGGACAGCTTCAGCTTCTTGTCTGGAC
CAACCACAAAGACGCAGCGAGCAGTGAGAGGAAGGCCGTCTTTGTCCTTTTCATCAGGGT
CCAGCATGCCCAGCTGGACCGACAGCTCTCTGTTATCATCAGCAATAATGGGGAAAGGCA
GAGGGCTCCCAGCATCATCGTTGAACGCCATCACGTCCTTGCTCCAATGTTTGTGGTCCT
CAACACTGTCAATAGACAAGGCAATCATCTTGACGCCTCGCTTCTTGAACTCGTTTTCGA
TCTTGGCCGCACAGGCCAACTCTGTGGTGCAGACAGGTGTGAAGTCCCTCGGGTGGGAAA
ACAGGATCCCCCATGAGTTTCCTAAAAAATCGTGGAACTTGATCCGCCCGGCGGTGGTGT
CCGCCTCGAAATTGGGAAATACGTCTCCGAGCAGAATTCCTGGCATGGTCAGCCGAGTTA
TGGTTCTCGATTACCAAACCAGGGCAGAAAGGATGTTGTGGTTCACTGCCAAAT
>CL1465Contig1
TCAGCAGAGCAACACAAGCACTAAGATGGCGTCTGGACACGAACGGCGTCGCTCGTGTTG
ATATGCAGGCAGGCGGCTGAAACGGCAGCGACGGAGACTCGAAGCAGGGAGGAGGAGATG
GCAGCAGAGGTCTTCCCCACCAGCATCCCCCACAGCCAGGAGGCTGAGGTGCTGGAGGCT
AAGAGGAGCTTCATCCAGCAGAGCGAGCAAGAACTCCCAGTGGATGAGGAGGGCAAGCCC
GGAGGGGGGCCGGCCAGCAATGAGGGCGAGGAGGACGGAGAGGGCTGGCAGGCAGCCCAC
CCCACCCTGAGAGAGAGGAATGCCCTCATGTTCAACAATGAGCACATGGCTGATGTCCAC
TTCATTGTTGGTCCACCAGGAGACACCCAGATGGTCCCAGCTCATAAGTACGTCTTGGCA
GTTGGGAGCTCTGTGTTTGGAGCCATGTTTTACGGGGATCTGGCAGAGGGACAGTCTGTC
ATTCACATTCCTGACGTGGAGCCGGCTGCCTTCCTCATCCTGTTGAAGTACATGTATAGC
GATGAAATCGAGCTGGAGGCAGACACCGTCCTTGCCACGCTCTACGCTGCAAAGAAGTAC
ATCGTTCCCGCCCTGGCCAAAGCCTGTGTCAGCTTCCTGGAGACGAGCCTGGAGGCAAAG
AATGCCTGCGTGCTGTTGTCTCAGAGCCGGCTGTTCGAGGAGCCGGAGCTGACCCAGCGC
TGCTGGGAGGTGATAGATGCCCAGGCTGAGCTGGCTCTGCTGTCCGAAGGTTTCTGTGAG
ATTGACAAGCCCACGCTGGAAATCATCCTGCAGAGAGAGACACTCCACATCCGCGAGCTG
GTGGTCTTCCAGGCAGCACTTAACTGGGCCACAGCAGAGTGTTGGCGGCAGGGCATGCCT
GTGACCCCCCACAACCAGCGGGCGGTGTTGGGTAAGGCTCTGTATCTGGTACGGATCCCC
TCCATGTCGCTCCAGGAGTTTGCAGATGGCCCAGCCCAGTCGGACTTGCTCATGCTAAAG
GAGACTCACAGCATTTTCTTGTGGTACACAGCAACTAACAAACCCCAGCTCAACTTTCCT
GTGGTGAAGCGGGCTGGCCTGGTGCCACAGAAGTGCCACAGGTTCCAGTCTGCTGCCTAC
AGGAGCAACCAATGGCGCTACAGGGGTCGATGTGACAGCATCCAGTTTGCTGTGGACAGC
AGGATCTTTATAGCCGGGCTAGGCCTTTATGGGTCCAGTGGTGGGAAGGCTGAGTACAGT



GTTAAGATTGAACTAAAGAGACATGGATCTGTTTTGGCCCAGAACCCAACCAAGTTCCTT
TCAGACGGGTCGAGCAGTACCTTTCCAGTGTGGTTCGAGCACCCGGTCCAAGTGGAACAG
GACACCTTCTACACGGTCAGTGCTGTGCTGGACGGGAACGAGCTGAGCTACTTTGGTCAG
GAAGGGATGACCGAGGTGCAGTGTGGGAAAGTGACCTTCCAGTTCCAGTGCTCATCAGAC
AGCACCAATGGCACTGGTGTACAGGGGGGGCAGATACCAGAACTGGTCTTTTTCTGTTAA
ATTGGTACTTATGTGTAGAAAAGGAACTGCAGCTTAGGGGTTGT
>CL1466Contig1
GGCACGAGGCTGGTCTCTTGGAAAGTCAACTCCAATGTCATGTCGTCCAACCTCAAATGG
GCTTCAGCCACCATGAAAATCGACAACCCGCACATCACCTACACAGCTCGCGTTCCTGTG
GATGTTCACGAGTACAACCTCACGCACCTGCAGCCAGCCACCGAGTACGAGGTTTGCCTC
ACCGTTTCCAACATACACCTGCAGACACACAAGTCCTGCGTCAATGTGACAACACGGAGC
GCCACCTTCGCCCTGGACCTGTCTGGTCAGCACCCCAGCGCGGCCGTGCTGGTCGTCATG
GCAACCATGCTGGCCTTCCTCTGCCTGGCCACCGTGGGCATGTACACGGCCCGCAAATGG
AAAAGGAAAAACTACCACCACTCCCTGAAGAAATACATGCTGAAGACCTCCTCGATCCCG
CTTAATGAGCTGTACCCTCCACTCATTAACCTGTGGGAGGCTGATGGGGAGAAGGATAAA
GATGGGGGGACAGAGGTAAAGCCTTGTCCTGTTGATACCACACGTAGTTATTACATGTGG
TGAGAACCGACTAAAGAGGCTGGACTGCCTCTCCAGTAGCACAAAAAGACACTTTTGCCA
TTTTGGTGCAAAAGTCAACAAGGGTTGCAGGTGGTTTTTGTATTCTCAGCTTTGCTAATA
AGAGGCAGAGTGATCAAGCGCAAGAAGTTTATTAGTATAGCGTATCGCCTTTGTTTAATC
TGTACTTCTTCTTAACTGTACTGGACTCACAGACGGCAGCTGTATTTAGCCTCCAGGTCG
ACTTAGTTGTTCTGCTCTATTTCTGTGGTGCATTTCTGACTTTCTTTAGAATGAATAACA
ATGCAGGGTGGAGGATCTTGTTGCATTAGTAAAACTCACTGTTTCATTTTTATTCTATTT
TGTAAAGGAGCTATTTTGTTGTGCACTGGTAGAGAAAGAAGTTTGTACAGACTTCAGTCA
AAAGCTGACAGCAGGGTTTAGACTCATTTAACCGTCTACTGAATGTTAGCAATCGTGCCG
TAACGTTGTATCAACTATAACTTTGAACTTTTTGATTTAAAAATGGCAAAGCAGTAGATT
TTTAGTTTGCTTTTAAATGTAAAGTTAAATGCCATAAATGCGAACTTTCCTTACACTTTT
TTTTTCTTTTTAGTGCACTAAAACCTTTGAGTCCTTTTTGGATGATTTGTTTCTTGGACT
AGATGTTTTTTTTGCTCTTTGCTTAGTTTGTTATTTTTACATACAATATGTATACTAAAT
AACCTAACTAATAAATT
>CL1467Contig1
TGTTATTTATTTAAGATATACATACCCAAATGCAAAATTCTAATTTAAAAAATTTCCGTA
GTAACAAATTGACTTGAGATGTAAAGAAATGGTATGTGCCTACTTCACAAAATGTGACAA
AGCCAGGTTAAATTGAAATGACAGCATTTAAAAATGTTAATCTCCCCACCCAAAAAAAAA
CCCCCATCTGTGTAGAAATTCAGCTGCTATTATAAAACAACAATTGTATGTTTTAAATTA
AGTGTACTCGAGTTCAAAACTCTTAAAATAGAATCTTTTTTTGCATCGACTTTGCATGTT
ACAGTAATGTAACTATGAAATCAAAGCAGTTAAATTGAAACCCAAAATAGACAATTACCT
ATAAAATAAAATAAAAACAAAGCAAAGGTGGGAGGAAGAAGACTGGTGGCAAAATATCCA
AAGAGGTCATGATGAGGGCAGGACTCTAAGGGTGAGGGCTGGGATGAAGGGAGCTTTCAT
AGAGGTTATGTGCGGGCGCTTCTCTCAGTTTCTGCAAGACATTCCCTGACGAGTGCACGA
GCGTGGATGATACCTCTCTTTAGCCTTTCCATTGCACTCTTGCTCCCAGCATATGTCGGC
CTGATCTCGCGGCTCATCTCCTCGATGACGGACAGGAGCTCGCTGTAGGTGGACCCCTGG
GACACTTTGACAGGCTGAACAAAGCCCATAGATGGGGGACCAAAGTCACTGAAGACTGGC
CTGAAGTTGGATGACGAGGGTAGAGACGGCGAGGGGACCGAAGAGCCTGGTGGAGTGTGA
TTGGACCCAGACGGCGCAGGAGCAATAGGTTTGTAACTCATGGCGATTTCAACAGGCAGC
TCCACATACAACGCGCTGCTTTCCTCAATCCCGTCAACCCGATGCTTATACAGCTTCACT
GGTGATGGTGAGCTCCTGAGAGCTTTTTACTGAGAGCAGCAATCTTAGGAATGACGTGAA
CCTTAGCTCCGCCTCTGTGTGTCCCCGGCCATAAGGC
>CL1468Contig1
GAGGTTGAAGATTTATGTAGATCTGGAAAACTGAACAATCATGTGCAGCAGAGACAGCAC
AGAGGAGATCGACTGACAGTCCAATCAGGGCGCAGAACACCGTGCACTCTAAAAAAAACA
TGCAACATTGCACTGTAAAAAATCTGCAAGAGCGTGAAAGGTGAACCACGATAGAACGAG
GGAACACTGTACATCGAAACGGCTAAGATGGACATTTGAAAATGAAATAATGTTGCTATC
TTTTCTTTTTAATAAATTACCTTCAACATTAAAAGAATAAATTCTATAATTGTTTCAGAC
AGGATTTTTTTAACAGAACAATTAAAGATCACAGTCAAGCCCAGTACAATAGAGTAAAGT
TATAAAGTTATGGACCGCTTTACATTGTACACCAGATGAAATGCAAAAAAAAAACAATTC
AACGAAGCATTCACAAAAGGTTTGAGCGCGCTGCAGGAAATTAGGTTTTTCCATTAGAAC
TACAAAAAAAGGACTGAAGGGAAAAGCCAGGCATCTGGTCTGAGGGGACAAAACCACGAG
ATCTAAATAATCAGTCCTTAGCTTCAGTGTCAATCTTGGAATCAAGGAGAGCGTTTCAAA
CGCAGGAAAGCTACAGGATGAACGGGATGATGGGAGAGCGGAGAGGAGGGTAGTCTCGAA
ACTCCTTCAGGTAGCTGCGGTGCTTCCCTTTGGCCCAAACCGTCATCTGGATGAACCCCA
CCAGAGTGAAGAAGGCCACCGGGAGACACTGGGTCATCAGGGTGAAGCCCAGCCAGGAGC
CCAACTCATAGGTGTAGTTTGGGCAGGACACCAGCAGGGAGATCCAGGTGAAGGGGTTCT
TGGTCGGATAAGGAATCTTTCTGGTCTTAGAACCTGGTGGACGGAGGTTCCGCAGAGCAA
TGTGGATGGAAAAGTTGCCAATCTGACAGAACAAGAAAAGGATGAGGGCCAATCGGATCT



GCTGCTCGCCGTAGATGGGGGGGGTATATAAGGGGTGGTTGATGTAGTAAGCCATCCACG
CTGCAAAGCCCCAGTAGTAGGTACAGTTCTTAAAAATGTTCCGTAGGGGCATCGTTCCAT
GAGAGAAGCGATGCACAAACAGGGTCTCCAGTAGCCTCTTCATGTAGTGGAAGGAGTGAC
ACATACACGCCAGATGAACAACCCAGTGTTTACTGGTGGTGAAGTCGTATTTGGCCGCAT
AGATGAAGGGAACTCTGAAGTAGAAGAGCAGATAGATGACCAGAGGGCCGGTGTACTCTG
TCAGAAAAACTGTAACCCAGCTGATCTGAGCCCCCAAGTCCCTGAAGTAGAACGTTGCTG
TGGTTCCCACTGGAAGATGCTGCAGAACATCCTCGTCCTTTAGAGACTTCCCCTTCGGGT
CAAGACGGATGGACTGTCTGGCTGGGTACCACTGAGGATGGGTTCTGTGGAACATGGACT
TGATCTCACCGATGGTGGCATTGGGCTCGACCTTGTCCAGGAAACAGAGCTTCTCCTTGG
TCTTGGCATCCAGGATCTCCACCTCGTAGTGCTTCATCTTGGCGGTCAGCAAAGCTCTCT
GATCCACCGGGATGAGTGACGCTCAAACCTCCAATGAGCGACCGGACAGGACAGCGCTGT
CAGCGACCACGCGCTCGAACCAGCCAATCAGCATTCCC
>CL1469Contig1
TTTTTTTTTTCTACACAAATCTTTATTTTGAAAGTCACAACAGTGAAAGGATAAAAAATG
AAAAATGCAACGTCTTTTACAAAAATAACTCATGCTTGAAAGAAAACATTTTAGTAAGCG
TTCCTTTACCCATAGTTCTTCTCCAACCTTTCTTGGAAAATTGAGTTCATCACCACAAGA
GATGCCAGTCCATAAAAACGGCTAAATACTTCAGAGCTTCACTCCTGGTCTGCCAAATCA
TTTTGTTCAAAGTACCTGGCAGCCAGACAGATGAGGAGGTTGAGGTGAGCGAGTCTGTCG
TCATCCTGGCTTTCCAGAGTGCTGCGGAGTTGGGCACATCTTCTCGCCAGCTGGCGGATG
GAGGAGTGTGCTTCAGGCAGCAATGGCTTCTCCAAGCAGGCCAACAAAGCATACAACCAG
CAACCCAACTGAGGGACTAGTTCATGCTCTTCAAACCAGCTAATAAGAACGTCCAGCACC
ATCAGAGCCGTCGACTGGTTTAGTCTGCATACGATGGTTAAGAATGGAGGAAACCCAACC
TTGCTATAGTCCAGTTCTGCCTCTGGTTTTGCATCTGTGGGGCAGGCTGATGCGCCCAAG
TAGATCCTCTCTCCTAAACAAAACTTCTTCCAGCCCTCCTCATCTGTAAGGTTTGGCATG
CGTACATTATTATCCAGAGTCTGGCTGCTCCAATGTTTTCTATTCTTGGTGATGCTCCGT
CTCACGTCAGAAAAATTACTGACTTGTTGTTGTTGCCAGTGAAGGCTGGGGGAGAAACCT
ACTGGGGGAGCGTGGCACCCAGCTACAGATACATGGACTGTTTGCTTCTTCTTTAGTTTC
TTAGGGTCAATTTGAGCAACCACCACCTCTGGACACATGGACGCTTCCAACTGGACCTGT
CGCAAGTACTCCTGGGGGTTCCTCGGTGGACCGCTGAGGTCTACGTGCTCGGTGTCTTGT
CCTAACTCCACCGGAAGCAGCCTTGGCATTAACTCCTCAACATCCGACTTCATTTTCCGC
TAATAATGTAAAACTCTTAAGCGAAATCAGGACATTAAAACGAAGACTAGGCAGATGCTA
GTATTTACTGTTGTCCAACAAGCGCCATTTTGTTTTTCCCCCGGCCATAAGGCCCGGGTT
>CL1470Contig1
GTTTATTTTTTAATAAAAGTGTAACTACAAAACATGATACAGAAAATGGCTGTGTCACTT
AAATGTAAAGACTGTCATTTCCACACTCAGAAACGCTCAAGTGTTCACATTACACAAGCT
CTCCGGACTCTAGCTGCATAAGGAGTTACTTCCTCCGGTGGAAGAGATTCTTGATTCCTT
CTTCCACAGACTTGGGTTCATGCAACATGGTCATGGGCTTGTTTTTCAGGGCGGCTTCTC
TCATGCTGTGGTAAACGTACTCGTTCTGTTTGAACATCCTCAGTTCCATCTCTGTCTGCA
CACGCATTGCCTCAAGGTCCTTGGTGATGGGGTGTGTTGGACCATGTGTGACCATGAGGA
TAGCATAAGCCTTGCAAACCATGCCATGTGCAACTTCTATATCCCCAGCCTGCCAGTGAA
TCACCCCAGCTCGCATGGCGGCCATACCGAGAGTGGCATTTGTTTGGGGGATACAACTTC
GTGTATCCCTCCACCATTTTTCGGGCGTATTCTGCAGCATCATTCAAGTACTGCAGGTAA
GCTTGCACTTCGCTCATTGTGCTCCACATCCTAAGCAGGTAGATGTGTGTCTCAGCCAAA
ACTGGTTCTGTCTTCTCAATGCACTCCCTGCAGATTTTTACTACCTCATGGTAGTCGCCA
TTTAATCGAGCTTTGTCCATCTTCTCCAGCATCTGATAGCAGTAATCTGTTGCCTCTTTC
ACTTGCTCCTCTGAAGGCTTTACACCGTCCACTTCCCTTCCTCCCAGCTTTATGTCGTCT
TTGATTTTGTTCTTGCAGTGTTCGCATGTGCAATCAAAGAAGTATTGTGTTTTCAGAAGC
CTCTGCCGCTCCTCTGACAAATTCATGTAGTCCACATAGGCAACTGTGAGCTCTTCTCCT
TCAGCAATTTTCCCCAAAGAGCGCAGCTCAATCTTGCCATGATTAAGGATTACGGTGCAG
TTAGGCCAGCAGTCATGATTCACCAGGCACAAATTTGGAAAAAGACCCACTCCTACTGCC
TGCAGGCCCCTCTGGTCACTCACAGAGAAACCATTACAGTTGATCACTCCAAATATGTGT
GAGATGTCATCGACTGTGTGCTGCTTGCTGGTCCGTGGCCAGAAGTCCAGGAAATTGTGG
ATGTCCACTTTGAGTTCCTTCAGCTCGTCTTCTTGCATGTCCGTGATGTGGTCCTCCAGC
TCGTCCAGTGTGGTCAGCTGCATGTCAGACACCGTGCTCCCATCTTTGTCGAGACGCCAC
AGAATCCGGGCCACCAGCCGAATGTTCTCATTTGGTACTTTTCCATAAGCTTTGATGGCG
CTGCATTCTTGCTTGTGTTCAGCCCAGCCAGCACGCTGGCAGGTTCGATCACAGTAATGA
GCAAATTTACACTGACCGCACCTCTGGAGCTTCTCTTGCCTGCGGAAACAGCTGTGGCAT
ACGCGTTCCGCTAGACTGTCAAATACAACAGCTGCAAGACTGGCCTCAGAGAATATGACG
TCTCCAGCCCAAAACTCCTTGGCGGCCTTTAAACCCCTCCCTTTCCCAGGTGAGTCAAAA
ATCACCACGTTTTCCATGATCAGTGCTTTTCCTCCTCTTGAACTGTACCACGAACCACAG
CAAATAGGTGTGCGTCTTAAGTTCACAAAGAAAAAAGAAGTCTTCCATGGAAAATTAAGA
AATATAAAAAATTGGTTGAAACATCACCCAAAAAAAAGACTTGCTGATGTTCACTCACCA
AGAGTCTTTCAAA
>CL1471Contig1



AGATTTTGTATAACTGTACGTCAGACAAAAAAGGATCCATTGGTCAATATAAAAACAACT
ATGGAGATCAGGAAGGACACCCAATGTGCATATGTACAATTTCTAAGTTAAATTAATCCC
TACATGGTACGTCTCTGCAGGCTTTACAGGAATGACCAACATCTGGTTTGCAGCTGGAAA
TGAAACCAGACATGGAAATGACATCATTTATTCTATTTGCTTCCTGTGCGGCAGACAGAG
CGGACGAGTCCATCACCAAGACAGAAATCACTCCAGTTCAGTGAAGCGCGCAAACATGGC
TTTCCTGACTGCATCTTTGTACGTGTCTGAAGGAGAGAGGGTGTAGTTGGTGCCCTTAGT
GCCGAGTCCAGCTCCTTTTGTTCTCAGCTGAGCCTCGATTGGAGCAGTGATGCCCTGCTG
GTTCCGCCCCAGACCTTTGCCTTCCTTCCAGCCCATGGGCTGTTCATAGTTGATGACAGG
TGCCGGCTGGCTGAATTTCTTCTTTTTGGACACGGGGGGTTCTGGAATGCCATATTTCTC
TCTCCTCTCAGCCGCTCGGTCCCTGTACTTTTTGCTCGGA
>CL1471Contig2
TTTTTTCTTAATTACACAAGATTTTGTATAAACTGTACAGTCAAGACAAAAAAGGATCCA
TTGGTCAAATATAAAAACAACTATGGAGATCAGGAAGGACACCCAATGTGCATATGTACA
ATTTCTAAGTTAAATTAATCCCTACATGGTACGTCTCTGCAGGCTTTACAGGAATGACCA
ACATCTGGTTTGCAGCTGGAAATGAAACCAGACATGGAAATGACATCATTTATTCTATTT
GCTTCCTGTGCGGCAGACAGAGCGGACGAGTCCATCACCAAGACAGAAATCACTCCAGTT
CAGTGAAGCGCGCAAACATGGCTTTCCTGACTGCATCTTTGTACGTGTCTGAAGGAGAGA
GGGTGTAGTTGGTGCCCTTAGTGCCGAGTCCAGCTCCTTTTGTTCTCAGCTGAGCCTCGA
TTGGAGCAGTGATGCCCTGCTGGTTCCGCCCCAGACCTTTGCCTTCCTTCCAGCCCATGG
CCTGCAGCATTTTGTTTCCAATGTTGTCACTGCTGAGGCCATCTTTGGTGGGCTGTTCAT
AGTTGATGACAGGTGCCGGCTGGCTGAATTTCTTCTTTTTGGACACGGGGGGTTCTGGAA
TGCCATATTTCTCTCTCCTCTCAGCCGCTCGGTCCCTGTACTTTTGCTCGGACTCTTTTC
GCTCCAGCTCCTCCAGTTCTGCTTCAGTCATCTTGGATCTGCGCAGAACTTCCAAGTTTT
TCTTGTGAAGGTCAGAGAGTTGCTGATGCCGAACTAAACTTTCTTTATTTGGAAACTGTC
TCCTGCAGAGCAAACAGGCCAACTTCTTCCAGTCTGTCAGCTTGTCCTGACCTCCCTCCC
CATCAGGCTCTGCTCCTCCTTCCTCAGGGTCACTGTCTCCACTGTAGGCTGCCACAAGGC
CACACTTAGAAGCACCGGCTAAGCTGACGGGGGCCTCCTCTTCAGCCATCCTTGACGCCT
CATGGACCGAGTCGGTCTAGACCCGCCTGCTTCCTTTCGAACAACGAGTATCCAGCGTCA
GCAGCGGCCGCCTCCTTCCTCTCCTCTTGACTGATGGGCTGAAAGCTGCTCTTGAAGTTC
TCCTTCTGCTTGTTAAGACTTTTAGCCCACCGCTCCATGTCCTTAGCAATCTGCTGAGCA
GTCTTGCTCTTTGGCTTCTCCTTCTTCTCTTTGGGTTCCTTGCTGCTGCTCGCCGCAGAG
CCATCAGCCGTTTTCTCATTCTGTTCTGTGTTGATGTTGGCCGGAGCCGGAACGTACGTC
TGCTTCTCGGTGTCCCAGTAAAGGTACTGCTGCGTCTGAACGTTGTAGTAATAATGTGAA
TTTGGGTCATAATAGAGGCCCGTTTGAGGGTCGTAATAGTAGCCGGAGGACTCATCGTAC
TGATAGGTGGAAATATCAGGAACCGAGTTGCTGGTTTCTGCAGTCTGTCCAGCAGCTGGT
AAAGTACTGCCGGCATTTCCAGCAGCTGCAGCGTCTATAGCTGGCAGATGTGCAGGATGA
GGTTTTACATCCAGCTGTTGGGCAAGCGGCAATGCCGGCACGGCAGGCTGTGCAATAATA
TGTGGTTGGTAGACTTGAGCACTCTGTGACAGAACAACTCCCACTGCAGCTGGAAGAATC
TTCATGCCTGGAGCAGCTCCAAGGAGTCCATTTCCCTGTGAGGTGCTGGTTGCTGCTCCC
TGGTGATAGTATGTCTGGTAATCCTGTGACAACGGAGTGTAGCCTTCCTGCAAATACGCA
TACTCTGACATCCCGTCTGAGCTCTGCTGCGGCTGAGTGGAAGACCACTGGGCTGCAGCA
ATAGCTGTACTTGCCACAGAAAAGGCACTGACTCGATTCCCATCAGGCAGCAGCAGGTCT
TTTCTAGCACTCTTTGCAAAATCCACCCCAATGGTTTTTCCGTCCAGTTTGAGTGGAGGC
TGCAGGCCCTGCAGGATGGTGAGCAGCTGAGAAGCCTCCAGTGGGGACGACAACTGCACA
AAGGCAAAGCCTCTGTTCCCCGGCCATAAGGCCCGGGTTTANCGGCCGC
>CL1472Contig1
TNTTTTTTTTACATCAAAAATGACTTTATTATTGCATCNTAGTCTTTTAAAGACTATGAC
AGAAAGAGGAGGAGGAAAGTGCAATAGCATCAAGTTTAAGGTTTTTCTACAACAGAAACC
AATAAAGCTTTAGCAAAGAAAGTTGAATGCTTTATAGTCCACACAGAGTTGAGGGGCAGA
AAGAAGTGCCTGCTGATGGTCCTGCAGAGCAGTCTTCATTTCTTAGCAGCCCTGGTCTTC
TTGGGCTTAGCAACCTTGGGTTTGGTCTTCTTGGGGCTCTTTGGCTTCTTGGGTTTTTTG
GCCGCAGCAGGTTTCTTGGCTTTCTTGGGGCTCTTTGCCTTCTTCTTTTTAGGCGACTTT
TTGGCTGCAGAAGCAGCTCCTGCCGCTTTCTTGGCACCAGCCTTCTTGACCTTTTTGACC
TTCTTTTTCACCACCTTCTTCTTTCGCGGTGAGGGAGGCTTCTTGTTCAGTTTGAAGGAT
CCAGACGCCCCGCTTCCTTTGGTGCGAACCAGAGATTTGTTCTTCACCAGTCGCCTGATG
GCCACCACGATCCTGGCTTTGTTCTTCACTACATCGTATCCTCCCGCTTTCAGGGCCTTT
TTCAGGGCTGCCAGGGACACACCGCCGCGCTGTGAAGATGCAGAAACAGCTTTCAATATC
AGGCTCGCCAGTGAAGGGCCCGACGCCTTCTTGGTAGATCTCTTTTTGGGAGATTTAGCT
GGTGGTGCTGCAGGCAAAGCGATAGCTGCAGAAGACATCGTGGATCTCTGAGGGCAGAGT
CAGGTCAGTAAGGTCACAGACAAGACAGAGTGATTCTCTGCTT
>CL1473Contig1
TTTGGTTAATCTTTTTATTCCTCGGATATATACATGATACGTNATTTTCTAAGAAAAACA
ATCTCTGATAAACGAAACCTGACTTTTCAACAGCTTCTTTGCTAAAGGTTGAAACCTTGT
AACAGGTCTGATTGATAGGAAGGAAGGACAGCTTGTTCTCTCAGCAGTTTAAAACAAACA



CAGAGGCTCCAACATGAAACTGATCTTTTTTAGGTTTCTATACTTATGTGACAAAATATT
TATTCAGAATATTTTCTTCTTAAATCTGCAGGCTCTGATCCTTCAATCAAAGTATAAATT
CATTGTTATCATGTTTCAGAGTGTAATTCAAAGTTGCTCAAACGTGCTGGATTTACAGTG
ACACTGAACTATGACCCTCACTCCTGTTTATTTGCAGACTGGCTGCCGCTGAGTCAGCAT
TTCTGTGCTGATAACAGCAGGCGGCTGCAGCTGGAAGCTCCTTCAGATTCAGAGTTTCCC
CGCTGCTTCACAGTTCAACTCTGCCATCCTGACAAAGCCTTTACACTTAAGACAAACCAT
GAGTCAGCATTATTTCTGCACGAGTTTGGCAGCACAGTGTGTCCGGTCCTGTCAGCACGG
AGCATTATTTCTCAAAAACACAATTTAATCAAAGACTCAGGACAGGTCAGAGAAGAGAAC
TTCTGCTCAGTGCAGAACAATGAGTCAGCAGAAGAGGCTGTCACTGTTTGGTTGCTCCCC
AGATGATGAGTCCTATCACAACAGCGGCGATGGCCAGAACCACCAGCAGGATGCAGATCT
TCTTCCTGGAGCTCCGCTGGTAGTCTGCGGCCCGGGCCAGCTGCTGCGTGGCATTCTGGA
CGTGCACGTCTGCACTCTCCACATTGGCTTCTATACTGTCTATCATGTCCCCCTGCTCGT
GCACCATCATGCCAAGGTCCTTAAAGATGTCATTGATGTCTGTGATGTCCGCCTCCAGCT
GCCTGATGGATGACTCTCGCTCCTGGATCAGCCTCAGGTCTTCTTCTGTGATGGCTTCAG
CCTCCGTCTGGACCTGGGAGTAACTTGGAGGAAGATGTCCGAAGCCGTCATCAGGCTGAC
CTCCCGACAGCCTGGAGCCAGCTCGGACTCGGGCCACGAACTCCCGCTCCTTGTCGGCGG
CCTGCCGTTGGGTCTTCTGGAAACTGTTCAACGCAGCAGAGAAGTCATTGAGCAAACGCT
CCTTCTGCAGCTTCCTCTGCCTCTGATCGGGACCGACGGGGAGGGCGGTGAAGGCCTTGA
TCAGCTGGTCGGTCTCCTTGGCCAGCTGGTTCCCCTGCTGCTGTTTCTGCTGAAGCGTCT
GTCTGAGCTGGCTGCTGTCCTGCTCCGTCCCCAGCAGGGTCACGGCCCTCTGCAGCTCTG
AGGTCAGTAGTGTGATCCTCTGGATGTTGGAGCTGATGTTCTGAACCAAAGCGGCGGGCT
CCCGTTGAATCCCAGCCTGGTAGGCCATGATGAGAGCTGCGCTGAGACTTGGAGCTGCGC
CGTTTCCTGACTCGCAACCACTCCCCGGTCACATGACGCGCAC
>CL1474Contig1
CCTACTGGAATCGGTCAACTAAAAGTTAAACCAGATCCAGAGGATAGAAGAGAATCAGAA
TGAGAGGACTAACATTATTCTGTTTGTTTGGATGCGTTCTGACTGCAGCAGCTGAAATCC
CGATATCTGCGTGTCCGGGATGTTTTGCCGCACTGGAGGGTTACAACGAACCTTCCTTCA
ACTCCTCAGAGGTTTTAACTGAAAATACGTCTAACATCACATCAACACCAGAAACAAAAG
TGGACAAAAATGAAGGTGGAGATGAAACCCTCGGGGGGAAACCGACTGACGTTGCGTCTT
CCCAGCCTGGGAACTGGCGTTAGCTGAGTCTAGACCTGAATAGCAGGACGCTCTGTGTTG
GTCATCCGTGAGAAAAGGCTGTTCAGGTCCAAAGATGATGTGGGAGGACAGTGAGAAGAC
AATCACAATTAATGTTCTCTGACAGCCCTGCAGCTGCGTTCTGTTTCCCCTCCTTAGAGC
TCAGCGCAAATGTAAATTAGGGAAAAACCCAACAAACTTAATAAAAGGGGAGGCGACAGA
AGTGGAGAGAGATGGTTGCTGGGTGTGATCTCTGTTCGCTCTCCTCGTAAAGGTAAAAAA
AAAA
>CL1475Contig1
CATCTTCATTGCCATCTCATAGGTGGGAAGGATGTACTGAGGGGGAGTCTCAAAGGCTGG
GTAGACGGCGATCTCCGGCATGTTCCTGTTGTTGATGTACTTGTAGCAGTTCCACACACA
GTTGATCAAGTAAGCCTTGAGGATGATGAGGAAAGCAAAGAAAACCAGCACAAACAGCAG
CAGGCAGCTGGAGTTCATGGACAGGAGGTTATCTTTGTAAGGGAAATCCGGCAGCTGATC
CAGGTAGTCCCTGATCCTGGGCAGGTAGGTGAGAGAACTGATGGCCACCAGGCAGCTCAG
AGCAAAGTCAAAGAGCTGGTAGCAGAAAAAGGGGATGAGCCAGCCGTCGCGGTGAGTGAT
GGCTCCATACACCATCATGGCACTGATGGTGAGCATCAGCAAGGAAATGGCGAAGCCAAC
ACAGGCGTTTTCGGACATCCTGTCAGAGGCAAAGTAGTGGTCAATGACCTCATACTGAAG
GTCAATGGTGGGCACATTCTCCGGGTGGGTCACAGCGACCGTCAGCAGGATACCCATCAG
CAAGTTAACCACAATGTACCACGTTCCCAGGATGATGGTCCCTGTTCGGACATGGCAACA
TCCACAACACCGGGTGGTGTACAGTCGATCTCGACTTGGTTTAAAATGATGCATGTCCTC
CACGAGCGTGGGAAGAAACATCTGGAACACGGATCGAGTCGGGGGGCAAAATGTCCTCAG
CGTCAACAGTTAGCGAGCGATCGACGAGAAACGCCCACCCGCTGCCCCCGGCCATAAGGN
CGGGTTCTNCCGG
>CL1476Contig1
AGAAGATCAGAGAGCTGGGCTCGCTGCCTCAGGAGGCCTTTGAGAAGTACCAGACCCTCA
CTCTCAAACAGCTCTTCCGAAAACTGGAGCAGTGCAACACGGAGCTGAAGAAGTACAGCC
ACGTCAACAAGAAAGCTCTGGATCAGTTCGTCAACTTCTCCGAACAGAAAGAGAAGCTCA
TCAAGCGGCAGGACGAGCTCGACCGTGGCTACAAGTCCATCATGGAGCTCATGAACGTCC
TGGAGCTGCGCAAATATGAGGCCATCCAGCTCACCTTCAAACAGGTGTCCAAGAACTTCA
GTGAGGTTTTCCAGAAGCTGGTTCCTGGTGGGAAGGCCACACTGGTGATGAAGAAGGGCG
ATGCTGAAGGCAGCCAGTCCCAGGATGAAGAGGGAGGCGCAGACAGCGAGAGGGGCTCCG
GCTCACAGAGCAGCGTCCCCTCTGTGGACCAGTTCACCGGAGTCGGCATTCGAGTGTCAT
TCACGGGGAAGCAGGGCGAGATGAGGGAGATGCAGCAGCTGTCGGGGGGACAGAAGTCTC
TGGTGGCTTTGGCCCTCATCTTTGCCATCCAGAAGTGTGACCCCGCCCCTTTCTACCTGT
TTGATGAAATCGACCAGGCACTGGACGCTCAGCACAGAAAAGCCGTCTCAGACATGATCG
TGGAGCTGGCAGGTCACGCTCAGTTCATCACCACCACCTTCAGGCCCGAGCTGCTGGAGT
CCGCCGACAAGTTCTACGGAGTCAAGTTCAGGAACAAGGTGAGTCACATCGACGTGATCA



CGGCGGAGCAGGCCAAAGACTTCGTGGAAGACGACACCACCCACGGCTAAAGCTCCGTCT
TCCAGCGCGTCTCCGCCCGCTGCTGCCTTCAAGGACCAACGGCAGCAACGGGACACACTT
CCCACCCGTCACCTGACTTCCTGTTCAGAACCAGTGGTTTAGTCCCGACGGCTTCTTCTG
GGTTTCACGTGTTCATTCTGGTGCAGCAGCTGGAGCTGCTGCTCCAAAGCTCTGCCGCAG
GTCTTTGCTGTCAGCAGCTGATGGCTCAGAACCGAACCCTTCAGACCGGTTCGGTTCTGA
AGGGGGCCTCCAGAGGCTTCACTGAAGACCGGACGCCGTCCGTTTGGACGCCGTCGCACT
GCAGACGCGCTCTGCCTTTGTGGTTGCTGTTGCAGTAGAGTGTTACTTTATTTTGAAGGC
CTCTGTTTAGTTTTCAGCCGTCACTCCTCTGAGGTCAGGAGGTCATTTCTGTTCCGAAAA
GTGTTTGGGATCAAAACCATTTTTTGTTCTTCTATTCCAAATGTTTTTATGTATTTAGAA
AAAAAGAATAAAAGCTT
>CL1477Contig1
ATTGGGCTGAATTTAAAGGAAATAATCTCTGGTGAAAGGAAAAAACAAAAAAACATCCAA
AAATAAAAACATCAAATTTCAGGAAATAAATAAGTCTGGAAAAGTGAATGACATAAAGAG
CGGAATTGTAAAATAAAGAAAAGAAAAAGGCCTTGAGTTGTGTCAAGGTTCCCATGTAAC
TCAACGTTTCACCTCTTTTCTGACCCCCCCCTACAATGACAACAATGAGGAGATCCAAAC
ACTTGCCATGTTTTTCCAGCTGAGCTGCGATTTTTATCCCACTCGAGGTGCACTGATGAA
CACACTGTCTCTAGCAGGTTTCCATTTCGTCTTTACAGCCATCAATCACAGTCATCCCAG
GTTGAATTTGTTCAGAAGTGGCCTCTCTCTCCACTCTGATCTTATTTACAGTGAAGCAAC
ATGTCAAACAGACAGAGTTCAAAGTGAGGCAGTAGAAACACATGAGACCTGCAGCTTTCT
GAGTGTGCGCTTTGTTCCAAAAAAGCCATGCAGCTGCTTTACATGCCAGACAGAAGTACC
TTCATCTCCCCCCGACAGTTGACAAGGCCTCCGTTTGCAAAAGGAGCCCAAAGGATTTGA
TTATTTGCGATTTTCGTAGTAAACGATTAACCGACAAGAACACTACATGAACATTTATAC
CCTGTTTAAACCAAGCTTCAGTCACACAGTAAGAGCTTTCAGCGTGCAGATTCACCACTT
CCGCATCACAAAGAAAAACAAGAAGACTTCACAATCAATGACCTTCTACTCTATTTTTGA
TATCTTTATTAACAATCATAGCCATATTCTCAACAATGGAAGATTTATAAATATATTTTG
GTTTTGATTTGTCAAAGTTGTCTCTGCACTCTGATTCCAGTTGTGGAAAAAAAAAATCTA
AAATCTAAAAGTCCAAAGCACTGTTTAACAATCAACAGCTTTTTCTTCAGCCAGGAAATC
CATTATGTACACAGTGGCTTTGTTTGAAAAACCCAGTTCAGGTTCGGTGCCACAAAACGG
AGAGATCAGAGCAAACAGCAGATCCAGAAACCATCCACCATCCAGGCCGCATGCTCAATC
ATCTGGCCCGGTTCCATTTACTGCTGGGTTTTTTTTTTTCTTCTTTTGGTCTGCTTTAGC
AACAAGGCTCCCAAATCCAGGATACTCCACGCTTGGTTTAGGCAACGAGAACTCTCTGCT
CCATGTTAGGGCTGAGATTGTCTCTATACATCCACGAGATGCAGCATCCAGACGGAAGGG
GAGGGAATTTTTGTCCACAAATGAACCGAAATGTTCACGCTAAAGCCATGGGGCACCATG
GTTCGCCTCTAACTGAAGCTACATCTGAGGACTGGGTCAAGCCCACGCTAGTGTACAGGC
TGTCCTGTCCTGGGTACTTCACAGCCGAGCCTGAGCCTGTTCCCTCTCCAGGGCTGGACA
GCACGGACGAACTGACCTGTCCAGTAGGAGAACTGTTCTTGGAGCAGTCTTCAGAATTCG
ATGAGGACGTGGATGTGGGAGTCATCGAGACCGAGTTATTGCCTGAGGATCCTTTAGTTT
TACTCAAAGTTTTGGGTTTTCTTTTTCTTGTCTGGATGCCTTCTTTCTTCATGGCAAGGG
GCCGAGGTACCCCGTGCAGTTTTGTGTAGAGTCCGCAGGCGTTACACACCGGCTCCCCCT
CCGCGTTTCTGCGCCACAGGGTGGTCGTGCTGGTTTGGCAGTTGGCGCAGGACAGGCCGA
TCCTCCTGGAGGTTGACGTGCGCTTCTGCGGTTTAATTAATGGCCGGCTCAGCCCATTCA
TTTTGCTGTAGAGGCCGCAGGCGTTGCAGAGAAAGTGGCCCGTGCCGTCGCGCCTCCAAA
GCGGCGTGGAGATGGAGCCGCAGTTCACGCACTCCCGGCTCTCCCCCATGTCGTCGAGGA
TGTCTGAAACTCCGTTTGGTCCTCGGATTAGGGGCGCGCCTCTGCTCTGCAGGGTGTGCA
GCATGGTGTTGTCGAAAGGCCCCCCGGTCCACGGTGAGGGCAGCTGGGGGGCAACATAGG
GGGAGTATGGGCTGGTGTAAGTCCCACTGAGGGGGCGGGAGAGGCCGTACTGGTCCCTGC
CGCTCACGTTCAGCGTGTTGCCGTANCTGCTGTCCCGGGGCGTCCCGTTGTTCATGGGCG
GACTGGGNGGGGTAGTGGAANCGGCTGGNAGGCGTGCGGGCTGCC
>CL1478Contig1
ACTGTTTGAGTTTATTGGAAAGAAACACAACAGTGTTGGGAACATCGTTTTATTGCTTAT
TTAAATTATTTTTTATCAGACACTGGTTTGTTTTGTAATTTATAACGTACGTTGGTACTT
TTTACATTGATAAAAAATAATTTAAATAAGCAGTATAATTTTATAGACACAATGAACCTC
TTTGAATCAACATCGTTTTATATTTTTAAAAGCACTCCATTTGTAATAACTTATTCAGAA
TCATTTTCAACCTTGCACATGTCCTCTTTAAGAGGCGTTATAGCAGTTTTTTTCTTTTAG
TCATAGCGTTTTGAATAGAACTTTATTCATAGTTCCGGTTCACATGGATCTTTGGATCCC
TGGCAGAGTCTAGGCCCTGTTGTTGCTGCTTGTAAAGATTTCGTCAACTCTGCTCGGTCA
GCGAGAGTTGGAGTTTCTTGGGCATTCGTGCATCCGGTAGGCACACATGAAGAAGATACC
TGAGAAGAACGTGAGCACCACTGCCACCCAGCCCATGATATAAGACCAGGAGAACCGCCA
GTTGCCATAGCGTTTACCATAGTAGTTCACCGTCACCCCGGTGTAGACGGCCATCGCCAG
CAAAACAAAGAAGCAGGAGATGAAGAAGAGGATGCCAGCTGCAAATGTCTTGTCAAAGCC
GTCAAAGGAGGAGTAGTGGATGAAGGCCATGATGCCAATCACGATGCCGATAAAACAAGC
CAGCAGGGAGAGAATCATGAAGGCCCGAGTGGCATCCCAGTACGCGATGCTGTCTGTGTG
CGCAATGCATTTCCCCGGAACGCAGTACCGCCACAGGCCCTGGTGCATGTAACTGCTGGA
GTGTCGGTACTGCATCCAGTAGTCTGTTGCCGTGGAGACGATGAGGAGTATATTCCCGAC



TCCGGCGCAAAACAACCCGCCTCCCATAAAGCTGTACATCCTGCTAGAGTGTGAGACTCT
TCCTTTATTTTGGCCTTAGAAAAAGTCAGAGCATCCAGTAAATTGGGTTGTCAACGCACA
GGGGAGCCCAGTATTGGCC
>CL1479Contig1
GTGTGCAGGCGGTCCTCCAGATGAGCGGAGCGGCACCGCGCAGCTCCACAATGCGCCATT
TTTCTACTTTTCTACCAGTTTGTACTGCCAGCGAGCCGCCGTCGGGGGTTTTCATGGGCG
GGATAGCATGAATTCCCGGTGTTGCACTGCTGTGGCGATGGACCTTGGCGTTTGTCAACT
GAGGAATTTCTCCATATCGTTTCTGTCCTCGGTGCTCGCAAAGGAGTGCGCGTCTGTCAG
GGTCGATAATAGCTCTTCAGGCATTGGTGTGGTTGCCATTGACAACAAGATTGAACAAGC
GATGGACCTGGTGAAGAGCCATCTGATGTACGCCGTGCGCGAGGAGGTGGAGGTCCTCAA
GGAGCAGATCAAGGAGCTGATCGAGCGCAACACTCAGCTGGAGCAGGAGAACAACCTCCT
GAAAACCCTGGCCAGCCCGGAGCAGATGGCTCAGTTCCAGGCGCAGGTACAAACCGACGG
CTCTCCGAGCAGCGCCGGCCAGCCGCCAGTCCCCCCGGGAAACTCGCAGGTCCTCCCGTC
CACACAGAACTCTGGCACATCGGCGTAACGCGAAAGCTGTACACTGGAAAAGCCCACTAA
GAGTAGGAGTTGACTCGAACATCAGCAAGACCGACTATGCCGACATCAGGAGGAGCACTA
ACCAGAAAGAACCTTTTGTTTTGTTGCACATTTAATTTAACTGACGGAAATGGAGTTGCA
CCTGTGTGAATGTGTACATGAGTGAGTGAGTGTGTGTGTGTCCGTCTTCATTTCGTCTGC
AACTTCTGCTACCTGCTTCAGACAATCCTCGTTGTCATGCTGGTTGTAGTCTCTCGGCGA
GGGGCAAGACGGAGCGATCAGAGAGGTTCGCCGTTTCCCTTCCCTTGTCCAATGAGTTTC
TCGTGGAGAACGCCCCCTCCCCACCTTTCTCTTCTGTTTGTCCCTTTGCACTTCTTTTGC
AAGCGACGTCGAAAGACTTTTAACGGACGAATCGGGAGCTCCGCGTCCTCACTGCACACG
TCCCCATCACGGCTCCACATCCCCGTCCTTGGATCAGCCACAGCTTCCTAATTGTTTTCA
TGGATGGATCATTCGTACAGGGATTTATTGTTATTCTGAAACGCAGTAGCAGCTGGAGCA
AAGTTTGCTGTTATTGTTTTAAATAATGTCCAAAATGACCTGATAAAGGAAATGCGAATT
TCTCGGACATGACTGTTTGTAGGTAGTATGTTTTGTACAGATGAAAAGTTTTCATTTTTA
ACTCTGCCAAGTGCCTGGTTTCTAACCATAGATACATATATGAAGCTTCTTTTTTATTTG
TGTTATCCGTTTGTGTATATAAAAATATATATATCTATGGTTTTGCCAGGTTTTGACCTA
CTCGTAGTGTCATAACTCAAGGGGGGGGGCAACAGAAGAGGACCTTTTTACCTCAACACT
AAGATGCTGTCTCTCCTGCAGTGACTCACAATTTTGTACTGTATTCCAACAATCCTTTGC
CGTCGCTTCAGACTCACTTGCTCAAATGATCTGGACTCTTTATATTTTGGGATGTGTGTA
GCTTTTTTTAATTTTTATTTTAAGTATATGACAGTGGAGTTTTATTTTTGTTTTGGTTTT
TTGTGTCTGTTTTTGTACAGCCAAGTGTGTGAATTGCTCGTAGTGCAACCGGAGCTCTGA
ACACAAAAAAAAGAGACTGTTGGTATAAAGAAAGGAAAATGCCCTGCGTCAGGTTTCCTG
TGCATGTTCCTTCAGCCCATCACAAATGTGACGTTTCAAATTGCACTAGACAGTTGCACC
TCAAATAAAAAAGTGGAGAAAAAAAAAA
>CL1480Contig1
GATTGAGTTGGCCTGAAGTGTTGCTGCGCTGCACACCTGCTGCAGACATGGCGGGACTGG
CATCGCCGTTAAGAGTCTGTAGAGGGATATTAAAAGAATTGCGGGCCATGCAGGGTCCAA
GTTACAAACGATCGCTGGCGTACAGTTATGTCATGGATCAGTTTCGAAAGAATAAGGTGA
CGGGGGAAAGGTATTGCCGTGCCCAGCAGGAGGCACTCCATGCCTCACACACATATCTGT
GTTTGCTGGCGTCCACCAGGAGCCACCAGGCTTTGCACAACCTTTATCACGCCAAAGGAG
AATGCAGCACAGAGGAGGCGGCCGGTCTGGTGGGGCTCCGGCTCCCCACACAGCCAGGAG
GAAAAGGCTGGGAGAAGTGAAAACATAACAGATCCTGCAATGGAGAAAGAAACTTTAAAA
GTCATCAGACATTTGGGCTACAGTTAAAGGACCTCACACAAAAGGTCCAAAAGACAAAGG
TTCTTTACATTCAAACAGAAATATCCAACAAAAGTCGGAGGATATTTTTGCATGATGGAC
CGAGGTAACAAGTTGTATATGCTTTATCATTGTTGAAAGTGAATAAAAAACATATGTAAA
AAAAAAA
>CL1481Contig1
GGCACGAGGAAAGCATGCGTCGCCCCGAAACATTGTTTCTCTCTTAAACGAGCGGAATAT
CGCGGGCTTTCTGTGGATTTTTTTGCGCCGTTTTCTCCTCTCTTGATGCCAAACATAGAG
TAGTGGCTACAATGACAACAGAGGCAAGTGCAGTGAGTGAGGCTGACACTGAGGGCAAGC
AGAAGGCAAGTGGCGCCACGCCCGAACCAGAATCGGAACCAGAGAAGCAGAATCAAGACG
CCGCGACATCCGAGAAGGAGGGAGAGTCCAGCAAGAAGGCCCAGGAGCAGGTCGCTGAAC
CTGGGCCTGCAGATGCAGCTACATCTCCTGAAGAGGAGCAGCTGAAGCCTCGCACCCGGA
CCTCTGCCGGCAAGGGCCTGTCCCGCCTCTTCTCCTCCTTCCTAAAACGTCGCTCGCAGT
GCTCGCAGGACGGCGAGGGCTTTGAGTCGGAGAAGGCCAAGGACGAGAAAGCAGAGAAAG
AGGAAAAGGCGGACAGTCCAGAGGAAGAAAACGTGGAAGAAGTGAAGAGTGAAGGCAAGG
AGGTCAAAACTGCTGAAGAAAAAAACGAGGTAAAGGAAGTTAAGAAGGAAGAAGAGAAGC
TCAAACAAAGAGAGGAAAAAGTTGAAGAAAAGGTCGAGAAAAAAGGCAGCAAAAAGAAAA
AGAAAGAAGCAAAAAAGAAGGTGGAGCAGACGGTGGAGGAGAAAGTAAAGGAGGATCCGT
CAAAACAGGCAGAAGAGAAGACAGAAAAGAAAGACGAGACGAAAGAGGAGAAGGCAAAGC
AAACTGTCGAAAAAGAGGAGGAAAAACCAGAGATAAAAGAGGAAGAAAAAGAAAAGGACA
CCGCTGAGGTCAAAGAAAAGGACGCAGAGACTGGGAAAAAAGAGGAGGAAAAAGTTGACA
AGAGAGTCGCTAAGAAAAAAGAAAAAGAGGACAAACTAAAGAAGAAGGAAGAGGAGAAAG



CAAGAAGGAAAGCAGAGGAAGAAGAGAGGGCTAAAAAGAGAGAGG
>CL1482Contig1
GCACGAGGGTTTTGTGTCAAAGTTGATGTGTTAGATTTTTTTTTCTGAAGACTTGTGGCC
TTTCTTTTTGGGGAGAACGTGAACATTTTTTTCAAATTTATTTTATTTTTATTTTTTTTA
CAGTCAGCCTCATAAACTGACTGATAAAGTCAAATAAATGAAATTGTGAGACTGAACTAT
GTGATCTTCCATTTTATGAAATATAACTTAAATTGGTGAGGGGCTGACCTGATGTTTTAT
AATTTGTACATTTTTTTTCTGCTCAGGATCTCTGTCTTTTAAACCGTGATATTTTATTAG
TGTGACATTTTGCACTGCTTGATACATTTTAAACTGATTTTTTTTTCTTTTGCTTTTTTC
CTCGTCTTTGATGCCTTGATTTATTGACTAAATTGTGCTTTATCCTAATTGTTTGCCTTG
ACATTTTTCTTGGAGGTTTATAGTAAAGCAAGACTTTGTTTGTTTTTGATCCTGTCAAAG
TTTTCATGGTTATTTATTCCACACATTTTGACTTTTGACGATATAAGATCAAGAATTTTA
AATTTAAAAATCAAAACTTATTTACCTTGGCTGTTTCTTAATTTGACATTAAACAGGAAA
AAATGCCTTCTTTTTTTTAAATCCATCCTGATTTGTCAGTTATGCTGCAGTGGGAACTCA
AATATTTAAAGTGTGTTTGTGAGTGTGGGTGCTTGTTTTGGTCACTTAAGAACCAAAGAA
TTGTCCCCATTTCATCAAAGTGTTTTTACAGTGACCAACCATTGTTTTTGAGAGGCTTTT
TTTCTATCATATAAAAAAAGAGGCTAATAAACACAATGAATGTCATGAGATTTGGTTAAA
AATTATTAAAAGCAAATAAAAGCCAGTGAATCTGTTGTGTTTTTAATAGAAATGTATATA
TTTTTTTTCCTCTAAAAATTAATTCAAGGCCTATTTGAAGTGGGATGGTGGAACATCCAG
GCAGCAAATCACACACTAAAAGAACCATGTCGGGTTTTGATTTATCCTGTCAAACTGTAG
AGACATTTGTTGGATAAATCGTAGTTCTTCGGGAGCTTGAGGCAGCAGCCGGATTGGGAA
AAAATTGTAAAACCTTTGATCTTCTGCATCACAAGGTGGCATACTGCTGCAAAACGGGGA
CATGCTGATTAATACT
>CL1483Contig1
TTTTTTCCCCTTGTATTTATGCGCTTACAACATGTATTTATGTTGATGCAGAGACTCCTG
GAGAAAAAAACAGTTCTTTTTCTGTTTTAGTTTTTTGGATTATAAACATCTTGCACATTT
GGCTTTGTTCTTGCAGTCCCGAGTGGGCGAAACTTGTCTTCCTTTGTTGCTTTCGGGGAG
GCTTCACTCATCTTTAACCTTTTCTTTTTGTGGCTGTTCCCAAATGTAGCTGTTGAGGAT
CTCCCCCAGGACGTAGAGAATGAAGATCAATAGTGTCATGGTCCCGAAGAAAGCAGCTCG
AGCAATGGAGGAGACGCGCTCCAGAACTGGGTACACCCACACACCAGTCACATGGTGCAC
CCAGCAGGTCCAGCTGATGTAGGCCATGCTGAAGACACATACTGCCACCAGACCCCACAG
CCTTCTGGGATACTTGTGGTGAGTCGTCCTCATCTCGATGATAACAAAAGGCAGAACGGT
GGTATGCATGCCGTGGTTGAGCCACTGAGGAATGAAATTATCAAGCAATTTGGGGTAAAC
CAGCTCCCTGTCGTACAGGTACAAAGTCCAGAAGGTGAACACCACAAATGCTCCAACAGG
AAAGGCCAGGACAGCCATGATCCAGTCCCTTAGGCCAATCAGCTTCCTGTGCTGCCGCTC
CTGCTCCCTGCTGTCCCCCCCATTGGTGAGCAGACTAGACACATCAATTAAGACACACAA
CCCGAAAAACGTGGCCTGGATCACCAGATCGATGAAGGTCAGGAACTTCCAGCTGCCTCC
GTAGGTCTGGTGCGCCGGCATGTCCAGAGCCTTGTAGTGGCAGAGGATGGAGAAGTAAGA
TAATAGGATGGCGGCTCGGAGGACCTGCGAGGGGATCAGCGCCATGTCGGCTCGTGCTCT
CTGTCTGTCCACGTGGCCTTTAGTTTCTTCACGGCACAGCTGCAGTAGACTGCTTTCACC
TGCGTTGTCTTCCTCCTGTCTGCCTGCAGCTGCCTGTTGTGTTCACCGCTTCCGTGTTAT
GATGAAGACAACGACGACGATGATGATGATGCGGCCAAC
>CL1484Contig1
CGCGGACCGTTTTTTTTTTTTTTTTTTTAATTTAAGACTTTAATATTTGGAAAATTAAAA
ACACAGTTCAAAAACAAGTGCACACAAATTCAATGCAAGGTGTCACATGATATGATATCC
GTCAAATGTTGCACTTATGCCAAACCAGCAGCAGGAACTCCACACCGGCAAAAATCACAG
CTTCACACAAAATGACTTTTGTCCTGACGGATCAGGTTAGTTCTTAAAAGGTAAAAGCAA
CTTATAGGACAAGAAACACATTTCTGAAAAGACTGGTCTTCAGCAAATCATCATCAACAG
AAGACGACAAACACGGAGCAAAATTATATGAAAACAAACACGTTTTCAATGTGCATACGA
CTTAAATAAACCCCGAACATATTCAATGAGCGTATTTACAAAGCATTTTTAACACTGATA
GACGAGTGATGGCGACAGAAGCAAAAACAAGCAAAAAAAAAAAGTAAATAATTTCANATN
CAATAANNGCTGAANTAAAANCAGATGTTANGGTCANATCTAGAGGATTTTTTTTCTANT
TGAGAATCANGANGGTTATATCNCANTTTCAGGGTTTTTCTTTCCNGTTACNCTTTTCTA
ACAGTAGGATCTNCCCTAAGCAAAGGTCNCNGAGNGACNCAGAACNTAATAAACNCGGGT
AAGGTGTATGATGGTACCGAGAGTTTCAACCCTGCAATTCTTCCAGCTAAACCCCCCCCA
CAACA
>CL1484Contig2
CGGAGCAAAATTATATGAAAACNAACACGTTTTCAATGTGCNTNCGNCTTAAATAAACCC
CGAACATATTCAATGNGNGTATTTNCAAAGCNTTTTTAACNCTGATAGACGAGTGATGGC
GNCNGAAGCAAAAACNAGCAAAAAAAAAAAGTAAATAATTTCAGATACAATAAATGCTGA
AATAAAAACAGATGTTAAGGTCAGATCTAGAGGATTTTTTTTCTAATTGAGAATCATGAA
GGTTATATCACAATTTCATGGTTTTTCTTTCCAGTTACACTTTTCTAACAGTAGGATCTA
CACTAAGCAAAGGTCACTGAGTGACACAGAACATAATAAACACAGGTAAGGTGTATGATG
GTACCGAGAGTTTCAACCCTGCAATTCTTCCAGCTAAACCCCCCCCACAACAGAAAGGGA
CACGTTTCAAACACGTCATTATAAGGATGAGTATTTACAGCATCAGGGCAGGTGAATGTC



GCGCCCTGGAAGGTGGCTGGCTCAGATCAACACTATTAGAAACCGTCAAGCAACTACATG
ACCTAAAAGGCCTACATCCAAAAGACAGATCTACGTTTGAGATGCACATTTCCAAAACGA
CTTTACACCACGCGCTGAGGCTGCCCCCGTCATCACACCGGACAAGTTCAGATACAAAAT
CACCGTTGGTAAGTGGCGGCACGACACTAAAGACAACAGGAAGTTCAAGGTGCATACAAG
TCCCTGGTTGGACTGTCAGAAGTTGGTTTGTGGGATGATGGACAAAAAGGCCGTTGGTGT
GCGTGGGGGGGCAGGGCACATGCAAAGATGTCTCACCAACGAAGCAAGCTGCAGTCAGGA
AACCTGGTACTCAAATCAAGGCCGAACAGGTCACACCTGTCAGTTTGAGAAATAACCCTT
TCATGCACGAGTACGCGGCACTTCCAGCTTCAGCTCCGAACCGGTCTCTGCGGTTCCTCA
GTCTCTGGTGACGGCGTGTGTTTTGTTTTTCAGTGATGTCAGGTGCTGAGTGCGCTCGTC
CATTCTGTTTTTGTGGGTGTGTGGCTTTGAGTGTGTGTGTGTGTGTGTGTGTGTAAAAGG
CTGAATGCGTGCCTCTACATGTGTGTCATAAGGTGTGTACCAGTGTGTCTACAGGTGTGT
TTGCTGCTTCGCAAGGTTAGCCAGACTATAGGAAGGCGCTCGGGTTTGCTCGCGGATCCT
TCTGGTTCCTGTAGCGCACGGCCAGCCACACCCCCAGGATCTCTGAGAAGCTGAAGAAGA
GGCCGACGCCGCCGAGGATTTTCAGGACCTCCGTTGCATGATTCAGCATCTTTTCCCCGC
AGGTGGGACAGCTTCGTTTTAGTTTGCACGGAGCAGGACAGTTTCTCAAATCCGTGTCAA
ATGTGCTGTCGGTGACGTTGAGCAGCCCACAGCAGTTCAGCTGGCTCTCCAGGTCTGTCT
TAGTGTTGTTTTCTAGGATCCCCCAGGCTGATTTCAGAAGCCCTTCCTGCTGTCCTCGGT
TCATTGCTAAGCAGGAACAGGAAACTCCGAATTGAAATAAGAAAACGATGAAGAGGATGA
CCATGTAAAAGAAAAGCATGACTTGGTGGTGGTGAATGGCTCCGATGAGCCCCACAATTG
CAATGAGCAGCAGGAACACACCCACCGCTATGACCCCCCCAATGATGTGGATGCTGGACA
CCAAGCCGAAACCCTTACCCCACGCTGCCACTGCGATGAGCAGCAGCCCCACCATCATGT
AAACCACGTTAAGAGAACAGAGCGCATTTTTGGAGCAGGTGAAACCGCCACAAACCATAT
TAGAATATTTGGCTGTCACGGCTCAACACCAGTGATGTAAGGATGGCTATTGGAGCGGCT
CTCCCCGGCCATAATGTCCGGGTTAAC
>CL1485Contig1
TTTTTGAACAAAAACAAAAACAAGATGGCTTTCAATTTTTACAGTATTTAAATCCCTTGT
TTACACTTCGGTTAGGAAGCTAAATTGAGGTTTTATTTCTAAAAGTATTTTGTTAAATTT
GCAGACGTTGGATTGAAAATGCATCAGTCCAAGAAGAAAACAAAACCTCTGAGCAGCTAT
AGCATACAGTGTGCTAGCACAACAGCATGTGGACAGGATGTTTACTAGAGAGATGGGTAT
TGATTTTGCCCTTCCGTCTGTCCTAACATGTAAACGCTGAATTGATCAACAGGTCAATTT
CCTTAAGAGTCAATGGGATCCTTTCAGACAGTTTTTATGGCAGGATAAACCCACAAACTG
GATCTTCCATTCACGTTGTTCACAATCTGATTAAAAAGGTAATTAGCCTACAAAAGGCTG
GACTTACTGGTACACTGATAAGAAAATATACCATACATCAATGTGAACAACTTCCTTAAA
ACTCCACCTTCCCTTTTATAATAAATGTTTGGAGGCATGCAGTTACACAACAAAACTTAT
TCAGAATTTGCAGAAAATATAGTGATTCCAGGAGAAGCACCAAATCTGATGGTCATAAAC
GTTAGTATTTAAAATTGGTAGTAATCTAAAAGACAAAGCATTCATTGGAAAATAGCTTTC
CTTTAAAACAGAACAATCACATGATGGGATAGCAGCCGTACATAGCGATGCCACACTGGT
CGTTCTTGTTGCGCGCCATCCGAATGTAGCCCTGCTCCCCGAAAGTGGTTCCCCAGCTGT
TCTTTACCAGCCAATAGTCTTGTCCGTTTAGTGTGCCGTAGCCCACAGCCAACACACCGT
GGTTCACATTTTGGGAGCAGGAAGAATCATCGTAAACTCCACTCCTGTAGAAGGCAAATC
TGGGTCGGGTGGCATCAATTGCCACTGAAATGGGTCCAATGGTGGCAATGGCCTCCTTCA
GAGCACCCTCGTCTCCCTCAGGCAGAAAGCTGTATTGGGAGCAGTTGGCTGCTCTGTACT
CTGAGCTGTAATGGCAATTTTGCGTCACTCCTACATAAGGGTAACCAGCGTCAGAGTCGA
TGCCCTGGTTGTCGATGACATATTGAAAGGCTTGATGCATGAAGCCTCCATTGCAGCCAT
GGTTACCATACTTTGATGAACAGTCCACCAGATTTTGGGGACTGAGGTCCACCAGCTTTC
CTGTCTTCCTGCATAGCTGGCCTTCCAAGGCGCCGACGGCACTGAAAGCCCAGCAGGAGC
CGCAGGAGCCCTGCATTTTGACGCTTGTGACACAGTTCTTCTGCCTCCAGTCCATCTCGT
CTGGGATATTGTTGGACCCCGAGGCTCCAACAAAGAGATGTGGCTCCCTCTTGAGGTTGG
TGGGGGGACGCAGCGAAGCAAATTGCTGAAGGATCTCCTCTTGTGTCAAGTCTCCCATGT
GGTTCATGCTCAGATCATAGGTGTGGAGGCCCATGGAGTACTCCAGGTTGTGCATGGTAA
TGAGCATCAGGTTCCTCTCCCACAAATCCCTGCGGTGCACGTCCTCCTCTTCACTTGGAT
AGTGCTTGCTGTGCGTCTTCTTCCACAGCTCCCAGTGGATGTCCAGCCGGCTGTCAAACG
CAGAAGCTGCTCCCACACACAGGGAGACGAGCAGCAGGCTCCCCAGCACCGCGCCTCGGT
TGATCATCGGACTCATCGCGTTCGGTTCTTCTCAGCTGATCCCCGGCCATAAG
>CL1486Contig1
ATAATTAAGAACTGGCTGGTACACTTCCAGATGAAACAACAGACGACACAAAGCGACGGT
GAACTCCGTGTACATCCCACCTGTTCACCATACAGACATCCAACTTATCTACAATATTTA
CAGTGTTTTGCCAGTTTCACTTATGCAAAAATAACCAAGCACTCAAAGAGAAATGAGGAT
ATTTGACTTGGTGTTAACAAAACACACTCAAACCCTTCGGGGATTGAATGAAACATGAAT
GTTGTCTGGACCTGTCAGCAGCTGGGAACGGTAAAAGCTCTGGTGAAGGTAACCGTCTGC
GGTGAAGGCCTCTCGGAGGCCTTTTTCTTCATCGTTGTTGTTTCAAAGGCTTCTGCATTG
ACGGGTGAAGGGATGTGTTGTTTGCTCTGTTCAGGTGAGTTTGAGCAGCCGCGCCCCCGG
GGAAAAACCAATCAATTCAGGCCCCATTCCCTCTGATTTCAATACTTAGACATCCCATAA
ACCCCAATGACTAGGAACAGTCCCACAGCAACATGAAAAAGTGCATTTGAACACGGCTTC



CTCCCCTCTGTGGCAGTAACATACTGTTGGCATCATTTCTAAAGCTCCGTCTGTCACTTA
GAGGAAACCCATGAGGTGGACCGTCTGAAGGGAGACTCGCATCACATCCTGCGCCTCCTT
TTCCTCCTGAAACCTTAAACTCTGTCAGCAGCACTTCCATAAAAGACAATAAAAGTCAAA
ATCAGATTTAAACAATGAAAACTTCTGGAAAGTTTCCAGAAGGTTTTTGCGAGGGGTTCC
CTTGTATCAAAGTATTCAGGGATCCCTCAGGGCCCCTTTGTTCTTCCGTTGGCTAATCTT
CTACAAAAAATGTCTGAATATGCAAATATGTGAGCGGTTTGCGTTATTTGCTGGCTGAGA
TCGAGACCCTCTTGAGATCAGCTTGAGCATTCGGTTCGCCTGACGCGCTCAAGCTCTGTT
AGCTCAAAGAAAGAAAGATATTGTACACTTTGATAGAAAAAAAACCTCCTTACAAAAAAT
ATTTTCACAAAAACAACACAGAGTAGAAATCAACACTGATGTTTTGGCCAGCATACATGT
TTCCTTTGTACATAACCAAAGGTAGAAACAGATCTACCTGCTTCTCGCAATCACGCTCAG
AGGTCAGAGGTCAGACATGAGCAAGAAGTGCTCTCAACATGTCCCCCTGTCTCAGTGAAG
TCAGACCCCCCCCCAACAGATTGTTAATCAAATGAGGGTGTCCCTGTAGGCCCCGCCCCT
TGCTGAAATGAAAGTCTTTGACTCCTCGGTCCAACAGTCCAAAACATCTTTGTTCATTCC
AGCTTCTGGAGGAGAGACCGGTCCAGAGGAGCCGTTTGGTGTCGATCACAATCTTCAGAC
TAGAAAAGTACACTTAGTCTTGCCGAGCAGCAGAGAGACACAAGAACACCAACAAACCTA
CGGGCTCTCTGCGTTCGGAGTAAAAGAAAACCCTAAAACCGGCCTCACGCCAGCGGCCTG
CCTCTCAAACGCAGCTGTCATGCAGCAGAGGCTCCACGTCCTCGTCGCTGGCTGCGGGGG
GGCTCTCCTCGTCGCTGCCAGGGAGGGGGGTG
>CL1487Contig1
GGAAAACAGGTTAACGCCGGTTTAAATTAATCCGTCACAGACCAGCTAGCTTGCAGCAAA
TCCAGCTGACCTCCAGGCAGCTGCACGCGCTCCAACACAGACGGAAGAGGAGGGGCTGGT
TCGGCCCCGCCGTCTGTTCTCGCGCAGGTTCGTTTAGACTGACTCGGTTCGGATTCTTCC
GCGCCTCCTCGCGGGTCCAGAGCGCCGGAATGCAGCAGGCGAAGGTGGCAGACGACAAGA
AGGAGGAGGCCGCGGTGGAAGTCCGCTTCACCGACCTGCCGGACGCCCTGATCGCCTGTA
AAGTCCCGCCGGACCTGTTCGCCTACGGAGGGGTGAAGGCCAGTTTCGAGTCGCTGTTTC
GCTCCTTCGACCCAGAGGTCAAGTTCCAGTACTTCAAGTCCTTCCGGCGGGTCAGGATCA
GCTTCAGTGATGCTCTGGCTGCAGCAGAGGCCCGGCTTAGACTGCACAAGACGGACTTCC
GCGGCAGAGAGATGAGGCTGTACTTTGCTCAGTCAGTCCACATCGGCAGTCCTAGTCTGG
AACCCCCAAAACCAGAGAAGCAGTTCTTGATCTCCCCTCCGGCTTCCCCTCCAGTGGGCT
GGCGGCAGTCTGAAGACGCCATGCCTGTCATCAACTACGACTTGCTGTGTGCCATCTCCA
AGCTGGGACCAGGAGAGAAGTATGAGCTGCACACGGCCACGCCCACCACGCCAAGCGTGG
TCGTCCACGTGTGTGACGACGACCACGGCGACAGCTCGACGCCAGAGGACAGCGACCAGG
ATGACAATTCCCGCCCGACGCGGCCCAAAATCATCCAGACCCGGCGCCCCGATTACTCGC
CGTCCCCCGTTCAGCAGTGAGAAAGTGCGCCGCCGCCAGGGCGCAACACACGACTGGGAT
GAGTCTGTTTCGACCGTCTGGGTCCCGGCTGTGCTGGACAGGATCTCTGGCTTTGACTCT
GCTCTAGTCTCTAGTCTTGAAACGTCCCGCCACGACCGCTCTCCCGTCTCTTATTTTATG
ATTTTTCGGGTTTCCATCCGTCTGGTTCCTCTAAAACCAGAGAACCATCGGGTTCCTCCG
ATAAAATCCACAGTAGACGGTCTGTTCCACCAAAACTCTTGGGGATCAGGATGTAGACGG
CTCCGTATTTAGCTGCTGTTTTGTACTAAAATATGCT
>CL1487Contig2
TGTGCGTGGATCAGCAGAGCCTGCAGAAGGCTGGGTGACGTTGGAGCAGTCCACTCCCAC
ATCTAGAACATTCCTGCTCTGCAGCAGAGCCTGTCAGGAGGAAGAGTAGCAGCAGGGGGG
GGGCATTTAGGCTCGGCAAAGCCTGCTAACCTTGACGTGGGTCAGTTGGAGAGGAAGCTC
TCTTCCGCCGAGCCCAGTCACCCCGGCTAGAGATAGCAGCTGGTGCTCCCGGACCTCCGT
CACCCTGGGGAAGGCTACACACCTCCGACCCCCCCGGTTCGCCCCCTCGTCATCGCTCGC
CGCCGCTGGTTTTTCCTCGCCGGGGAGGTGTGCGTCACCCTGTGCCATCGCCTCGGTTTT
CGGGTGGAGGAGGTTTCGGTTTCCAGGCCTGCCAGAGATGCATATTAAAACCACCAAGTG
CAACCGCTTCTGTCTGGTTGCCTCGGTAACCAACCAGGAAGTCTTCCTCTGTCATGAGGC
GCGGGCCAGTTTCGAGTCGCTGTTTCGCTCCTTCGACCCAGAGGTCAAGTTCCAGTACTT
CAAGTCCTTCCGGCGGGTCAGGATCAGCTTCAGTGATGCTCTGGCTGCAGCAGAGGCCCG
GCTTAGACTGCACAAGACGGACTTCCGCGGCAGAGAGATGAGGCTGTACTTTGCTCAGTC
AGTCCACATCGGCAGTCCTAGTCTGGAACCCCCAA
>CL1488Contig1
GCTGACTGCCGCCGAGTGGCCAAATGGGGAAGAAGAAGAGCTGGAGCCCGGAGAGGCACC
ATTGGCAGGTTCACTGATGGGCATGAAGACCTGCGCTTCAGGGTTGAAACTGTTCTTGAT
CTCCTTGTCCAGATCGAGCCCTCCATTGTTGGCTCCACTTTCATTGCTGTCATCGACATA
CAATACTTTGATGGGCCCCTTCTCTCCAATCTGATAGGACACCTCATAGGGGTCAATCCA
CACGCTGAGGTCCTGGGGCAGGTTATTGCGAACATCCTCGATCTCTAGCCCGCTCTCTTT
GGCTGCTTTCTCCACCACAGGGTCCACCTTCTCCCCCACGTGGATGCATCGGAATCCTGA
GCCTTTGTATGGCTTGTCTGGGTACCAGTGTCCTTCATATTTCTGCTTCAGCTGCCTCTC
AAGCTCCTCGCCGAAGATGTTGACCCGCCTCCTGGGCAGCTTATTGTACAGGTACGAGAT
GATGAAGTTGAGAGCTACTTGGATTTCAAGCTGCATAGCGGACTGCTGAAGTGTACCAGA
TGTGTGAAGATTAGCTTCTTCTGACCTTGAACGTGTCCACCGGGTCTGCTTTGTTTATCC
GTGTTTGGCAACACAGACGTGCTCCAGGCAGGGTGGCAAAAGCAACCGGGACGTGGGTGA



AACAGGTTGGAAAATCAAAAAGTGCTGGTTTCGTGATGCAGTGGTGTCCCTCCACAGGGT
GTTTAGTACTTTTTTTTCTTTTCGTAAAAAATAAAGATTCTCAGTAGTTCTGAAGTACCG
TTGGTTAGTGCAAATAGGAATAAAGTATAAATACTTTCTTTACATAGGATATATTATCAG
TTTTACAAAAAATATTCCAGTAAATGTAGGTTTCGGAGGATTGGCGTTTACGGTTTGCTT
CGGTTTCTGTTCTTAAGGTTATTTTGCGTGTTTAAAGTCCTCTTTCAGCAGGCTTGCAGA
GCAGCTCCCTCCTACACGGGAGTTTCGCAACTTCGTCCCCCCGGCCATA
>CL1489Contig1
TTTTTTTTTTAATAAGAACAACAGCTTTTACTGAAAATGTGTTTATCGTCCATCAGAACA
AAGGCCACAGCGGCGTCCCGCAGGCTGATGCCAAACACAGACTAAGGCACAGAAGAACCA
CATTTACCAAATTACAAAAACACTTATTTTCAAAAAAACAACAATGTTCTTTAAAACAGG
CAGATTGTCAGATACAACAGAGTGGAACTTTAAATTCTTTATGCTTTCACTCACAAACAT
TAAAGTCTGTAACAGAAAAAAGAGCCACAGAAGAAAAAAACAACAGTAAAAAAATCTTAT
TCCATCCATAAAACCAAACTTCCAGCAGGAATTCTTCAGGCCTCTTATTTCCATCAGCAA
AGTTTGTCTTCAGCGTTCGTTTCCACCAGAAAACGATTGGTTTCAATCTGATCACCTTGT
CCTGAATGGTTGGCACACACCAGGATGAAACGCCGAAGCAGAATCACCGATGGAAACAGA
GACCGAAGCGAAGGCAGGCGAACAGCGCCGCCTGTTGCAGATGCTCCGCCTCTTATTTTC
TGCCTCCAGCTCGTCAGACGTTAAAACATTTTTAAAACGGTTTTATTTTTTTAACTTTAA
CAGAAAAAAACGATTCTGATGTGACTTCAGGACAAAGACTTGGCTGAACTCTGCTGCTTA
TGTGGATCAGAACTGAGTGACATCATCACTGTGCGACAATCACTACATAAACTACGTTTC
CCAGAGGGCAGTAGACCGGCTGCAGGAACCAGAAGCAAACAGACACCATGAGAGACCAAG
AGGGACACGTGTTTGACCTGCAGGGGGCGCTGCAGGGACTCCTGTCCTGGACTGAACCAG
ATTTGATTGGATTCNTCCGGAACNCAGTNTTTCAGGGGGATTAGTGGANTACAGGGGTNT
NTGGAGCGATNGGACCCCCTCCGTCGCGTTTTGATGCGCANAACCTNGGGGGGATTAAAG
AAGGACCCCTTCCGGCCGTTTTCAGGANTTCAGTGGATGAAGCAGCAGAGACCCGAGCCG
TCGGCCTTAGTGTTTACGTGGTTTCGGAAGAATCATNTGTTTTTTTTCAGAACCTCGGTT
TAAAAAATGAATGAAGGACACGGGGGGGGGGGACAAAGACAGACAAGAACGATTGAAGCC
CCGCCTCCAGCTAAAACAAAGTGTGTAACAAAGATGGAGGCAGACTTATGCCTGATCGTT
GAGCCTCTCCGTCTCAGGAGCCGCTGCCGGCACCGGGCCGCCGTTACTGACACCCGGACC
CGGGCCGGCTTTGAAGGGGGACCCACGGGTCTTCAGGAAGTAAGCCACGTCTAACGCAAA
GGCCAGGGTCGCCAGGACTCCAAACACCACAGCAACCCTCTCCAGACTGGAGCCGGCGTT
ATCGGCGGCGAGCACGATGGACGAGATCAGGAGGAGGACCGCGATCCCGACCGTATATAA
GAAGTTCAGTTTGGGCCAGCATTCGATGCCGACCTTCTCGTGCAGCCTGGTGGAGAGGAG
GATGAGGAGCAGCAGGGTGAAGAGGAAGGCCGTGCAGCTGACGAACTCAAAAAAGTAGAG
GGGGTTGCAGTTCCCACAGCTGGAGACCAGTTCCTCCAGGATGAAGGCCACCAGGGACAG
GCCCACTTCAGCTGCTTTAAGGCCAAACTGGACCTTATCCAGGAGTTTAGAAGGAACCAG
GAACCAGGAGGACTTGGGGTTGGAAACCGTGGTGGGGGCGTAGACCTCCGTCATGGCTGC
GCTCACCGTTTCCGTCAGTTCCACTGAGAAAGGCAACGTTTAAACCGAGGTTTTGACTCT
GAACTTCCGCTTTGTTTCTTGTCGGTTTCCCCGGCCATA
>CL1490Contig1
TGTCTTTATTTGATTACACAGAGTTTGACTACACACTAGATAAAGTTGGCCTCATTTTTG
CTTTCTATAGAAAACAATGACATAGATGTCAACTCTGTTGGGTATGTGTAGGTCAGCCAA
TGAGAATGATTGTGATAAACTAAAAAAGCTGTTTGTGTATCTCAGTTCCTTCGGTTTCCG
TGCTGTTTGATGAAGATCTTTGGCGCAGTCCAACCCTCTGGGGGCTTCTTGAGTCCAGCT
CGCATCCAGATCCTCTGAAGATCCTCTTCAAATCTTTTCTGTTTTTTCTTCCCCCTGCCT
TCCATTACTCTCCTCCTTAGGAATTTTGTTCGCTTTTGAAGCTTTTTGTATTTATGCCTA
TTCATCTTCCTTCGTCGGATCTCCAGAACATTTTTGCACTTCATGGGTGTTGCAGGGCTC
TCCCCATCGTCCAAAGAAGGGACAGAAATGGGGGGCAGCACTTTTTCATTCAGCAGCTCT
ACATCTCCCTGTGGCTGAGAGGACTCCAGCAGGGGAGGAAGGGAGTAGCGGAGTGAGAGC
CAGCTCTCCAGAGGACTCACTGACAGTTTACGTGGAACCAGGGCTTCGTCCAGTTCCGGC
TCAAGTTGGATCCATCGTGGGGGAGATGTGTTGTCTGCTGCTGTTGAGTAATTTTGATAT
TTTTGTTGTATTGGGGAACTCGAAGGAGGAAGAGCCTTCTGTAGAAATCCATTAAAACTT
GGTTTGTGGGCTTGAAGTGTACATATTGTTCTCTGTAAAAAACCAACCCGAGGGAAAACC
CTTGAAACAAACATCCTCAACTGGAAAAGATCAGTCTTGTGTCATTAGGAATGAATTGGA
TCACTGCTCCAAAAATTGCGTCGACCGGCGTTTAATCTTCAATGTGACTTAGGAGAACCG
ACTTCCGGTCTCCCCCGGCCATAATGNNCGGGTT
>CL1491Contig1
TGGGGGGGGGGGGGTCTGCATCCTTCCAGTTGGGAGCTCCTTGTGCTGGCTTGAAACATT
CCAGTAAGCAGAATCAAACCCAAGAAGCCCCTTTATCAAACATTCCAGAGAATTCCAGGG
AAAGGTGGTTCAGGGACACCAAACGCTAACCTTCAGGCTCTCATGTGCCCGCTGTCCTCA
CATCTGTGCACAGCAGTGCTCTAGCAGCGTCCTTTCATCTCTGCGCTGCCATCACGTCCT
CTGCTTTCTCCAGAGGTCAAAGTGGGGGGTGGGGGTTTGGAATAGGAACTGCTTAAGTAA
ATGTAGCACAGGAGTCTGGAGGAAATGCTCAGATTTTCAGATATCCCTTGATTTTTCTCG
CTGCTTCTGGTTGACCACCCAATGGTGGTGGTACACTCTCACCCCTATCTGGTTTATCAC
TGTGACGGGAGGGCAGGTGTGATAATTGCCCCCCCCCCCCATCTGGGCCAATGATCGGTA



GCCCTCCTCACCCTCGTTGTCCTTGAACCAAAAATAGCAATATTACCCTCCCAGGTGGTG
TGAGACATGTTGGGGGCAGGTCGCCTCATCCTCCGGGAGTAGGTTCTGTTCAGCTGTTGT
CGAGGCAAAATGCTATGCTGCAAAAATACTAATGTACTCAATGTTCGTGTATGGTCATGA
ATAAATTGGTAAAACGCGCAAAAAAAAAA
>CL1492Contig1
TTTTTTTTTTGGTCTGCAGATGTTTTATTATGTAAAGTCATATTTGGTTTAATCTTCCTC
CTCCTCCTCCTCATCCTGGTTGATCTGGAAGTAGCGCAGCTCATAGCTCTCCTTGGTGTT
GGCTACGACCCGCAGCCAGTCCCTGAGGTTGTTCTTCTTCAGGTACTTCTTGGTGAGATA
CTTCAGGTACCTCTTTGAGAACGGGACTTCAGAGTTCACAGCGATTTTACTCTTGCTCCT
CTCGATGGACACCACTCCACCCCCGAGAGTTCCCGCTTTGCCGTTCACCTTGATGCGCTG
CTGCAGAAACTGCTCAAAATTGGCAGCATCCATGATGCCATCTTCAACGGGATGGGTGCA
GTCCAGGGTGAACTTCAGGATCTGCTTCTTCCTCTTCCCTCCCGGTTTCCTAATTGTCTG
CTTCCTAGTGGGTGCCATGGCTAACAGTCAGCAAAAAGGAAGTTGCGTCCCCCGGCCATA
AGGCCCG
>CL1493Contig1
GGGGCGCGGCAGCTTTAGCAGCACGCGCACACTGTTGTGAGTCTGAGCGAGGTGTTAGGA
ACTCGTCATCGGCACACCGGAGCCGTTCAGGGGAAGCCAAGCTGCGATATTACTTTCAGT
CGCTGTAATTCAAGAGGTGGTGAAGTTTGATGAGGAAAAATGTCTAAGGGACCAGCTGTT
GGCATCGATTTGGGCACTACCTACTCCTGTGTAGGAGTGTTTCAGCATGGCAAAGTTGAG
ATCATTGCCAATGATCAGGGAAACAGGACCACACCCAGTTATGTCGCTTTTACCGACACA
GAGAGGCTGATAGGAGATGCGGCCAAGAACCAAGTGGCTCTTAACCCCAACAACACAGTA
TTTGATGCAAAGCGCCTCATTGGACGCAGGTTTGATGACAGCGTTGTCCAGTCAGACATG
AAGCACTGGCCGTTCACTGTTATCAATGATAATACACGGCCTAAAGTAAAGGTGGAGTAC
AAGGGAGAAACCAAAACATTCTACCCAGAAGAGATCTCCTCCATGGTTCTTGTAAAAATG
AAGGAGATTGCAGAAGCCTATCTGGGCAAGACTGTAACAAATGCTGTGGTGACTGTGCCT
GCCTACTTCAATGACTCCCAGCGCCAAGCTACCAAAGATGCAGGAACCATTTCTGGCCTT
AATGTGCTTCGTATTATAAATGAGCCCACTGCTGCTGCTATTGCTTATGGCCTGGACAAG
AAGGTTGGCGCTGAGAGAAATGTTCTCATCTTTGACCTGGCGGTGGGACGTTTGACGTCT
CCNTCTTGACCATTGAAGCGGCATCTTTGAGGTCAAATCCNCCGGCTGAAGACACACATT
TGGGAGGTGAAGACTTTGCCAACCGCATGGTGAACCACTTCATTTCTGAGTTCAGGCGCA
AGTACAAAAAGGACATCAGCGACAACAAGAGGGCAGTCCGGCGTCTGCGCACAGCATGCG
AGAGAGCCAAGCGAACCCTGTCTTCCAGCACTCAAGCCAGCATCGAGATCGACTCTCTGT
ATGAAGGAGTCGATTTCTACACATCCATCACCAGAGCCAGGTTTGAGGAGCTCAATGCTG
ACCTGTTCAGAGGCACCCTGGATCCTGTAGAAAAGGCTCTCCGGGATGCAAAGATGGACA
AAGCTCAAATTCATGACATCGTGTTGGTGGGAGGTTCCACTCGTATTCCCAAGATCCAGA
AGTTACTTCAGGACTTCTTCAATGGGAAGGAACTGAATAAGAGCATTAACCCTGATGAAG
CAGTAGCATATGGTGCAGCTGTGCAGGCAGCCATCTTGTGTGGTGACAAATCTGAAAATG
TTCAGGATCCGCTGCTGTTGGATGTCACCCCCTTGTCTCTGGGTATCGAAACGGCTGGAG
GAGTCATGACTGTGCTCATCAAGAGGAACACCACTATTCCTACAAAGCAGACGCAGACTT
TCACCACCTATGCAGACAACCAGCCCGGAGTGCTAATTCAGGCGTTTGAGGGGGAAAGGG
CCATGACCAAAGACAACAACCTTTTGGGAAAATTTGATCTGACTGGGATTCCTCCAGCTC
CTCGAGGGGTTCCTCAGATTGAGGTGACTTTTGACATCGACGCTAACGGTATCATGAACG
TGTCTGCAGTTGACAAAAGCACCCGGAAAGGAGAACAAGATCACCATCACCAATGACAAA
GGTCGTTTGAGCAAGGAGGACATCGAGCGTATGGTACAAGAGGCAGAGAAATACAAGGCT
GAAGACGACGTGCAGAGAGAGAAGGTGTCAGCCAAGAACGGTCTGGAGTCTTATGCCTTC
AACATGAAGTCCACCGTAGAGGAGGAGAAGCTGAAGGACAAGATCAGTGAGGACGACAGG
AAAAAGATTCTGGATAAGTGTAATGAAGTCATCAGCTGGCTGGATAGAAATCAGTCTGCA
GAAAAAGAGGAGTTTGAGCATCAACAGAAGGAGCTGGAGAAGGTGTGCAACCCAATCATG
ACCAAGCTGTACCAGGGAGCAGGAGGGATGCCAGGAGGTCCGGGCGGGTTCCCCGGTGCT
GGTGCAGCTGGACCAGGAGCGGGAGCAGGTTCCTCTGGCCCTACCATTGAGGAAGTTGAC
TAAAGCAGATTAGACGAGTAAGGACCAAGCACAGAAATGAAAAGCCTGTTCAGATTGTGA
GGAGTAAAGTTCATATGTTCTGTGGGGTATTAGTTTGCCTTGTTCATGATGGTGTCTGGC
TTTGGGAGATTTTGCAGTTCACTTTCCTGATGAACTG
>CL1494Contig1
TCGGCACGAGGCAGAGATGGACGACGGGGACGAGCCGGGTTTGGTGCTTTCTCACACCTC
TTCGGGATCCAAGACGGGGAGTGACAAGATGTTTTCCCTGAAGAAATGGAACGCTGTGGC
CATGTGGAGCTGGGACGTGGAATGCGACACGTGTGCGATTTGTCGGGTACAAGTAATGGA
CGCGTGCCTCCGATGTCAGGCGGAGAACAAACAGGAAGACTGTGTCGTTGTTTGGGGGGA
GTGCAACCACTCCTTCCACAACTGCTGCATGTCCCTCTGGGTGAAGCAGAACAACCGTTG
CCCCCTCTGCCAACAAGACTGGGTGGTGCAGAGAATCGGCAAATGAGGACTGAGCCCGTG
TTTTCTTCAGAGCCGTCCCGGCCTTCTCCTGTGCCGTCTTCCTGCTCGCCATCGCATGTT
TCCTGTAGTCACAGCGTAAAAGGAGGGCGGGGAACAAAAACGCGTACAGATCAGCTGCTC
TACCCCTTTAGAAGCCTCATGGAGGGATGGATGACAATTTACAGTGTTTGACATTTAAGA
TTAACTTTGATGTATGTTGCGATGTTTGGCACAAGAAGTGGTTTTTATTTTAGAAATAAA



AGAATTGTGAAAGCTGAAAAANAAAAAAAAAAAAAA
>CL1495Contig1
TTTTTTTTTTGCCTTGCAATGATGCTTTAATGGAACTTTGAAAGATATCCTAGAGTGAAC
CATTCATTTCTACTGCAGAACTGTCTCAAACGTCAGGTAGTACAAACTGGTTTTGTTAGT
TAAACATGCAATATACTGTTGAACAGAAACAAAAAGCCTGCTATGGAGGCTTTCAAACTG
GAAAGCTCAGCTGTCACAACCGTATAGGCTTAGCAGGATCTTACAAAATAAAAGCTTTGT
GGTTCACCGGAGCACAAACGGTCAAGCTAACGGAGCCACGTCACACAAACGCTGTGACTT
TGACCAACCTACGGCAAGAGCGCTGAACCTGCTGAAGCACACGAGAAAACAAAACGTCAC
CAAGTGCTAGCTAGTTAGGGCTGTCCCACACGAGACTGTGGGGCTGGAAAAATGTATCCA
GAAAGTTTGAGGACTCAGATGGGGTTCAGATAAAACCAGTGAGCTTCATTTGCTCCCAAT
CAAAATAAAAACAAAGAATAAAAAAAAGGCCTCATGTCCATGATCAAAACACTAGTCACA
CTTAGATGAAAGTCTCCAGTAATTTGGTCAAATTTACCAAAATCTAAAACCAGTGTTTGA
CAGTAATGATGCTTTTATAGCAGGAGGGTCAGCCCTGAACCTTAGTAAAGCTGTAGCTGT
GTTTCTGACGAGGCTTTATTTTGAAACTTTCTGAGAAGAATGCCTCATGTGCAGAGAGGA
AGGACCAGAAAACAAACCAAAACAACAAAGCAAATATAAAAAGAAAAGGACATGTGTTTG
GTAAAAACAGTGGGATAAATACACAAATGAGTCCATTTCCTTCCGTCAGAGTTTTCCTTT
CAGTTTAAAGGCTCGGTCGCCGTGGACCAATCAGTCAGTACCCCGCTGGGAAGGGGGCGG
GGCCTGGGGGTTTGCAGTGTTACTTGGTGGAAAAACGGTAGTATCTATAGTCCGTTACGG
TTTTAGCAATACACTCAACTCATAACCATGACTGGAACAGTAAGAAAGACAGAGGCTTCA
TTGAAAAACCGCTACTGTCATTTTTTTTCCTCCTTCTCCTTCATTTTTTTTATTTTTATC
TGCTCCTCTACTCTGTTGCTGTCCTCTTTGTCTGCTAAGACGTCTAACCCAAGTGGAGAG
GAAACAAACGGGGGCGGGGGGAGGGTTGCAGGGAAAAGGTGCATTCCAGGGAGAACGGGA
AGGACTTATACGTTACCTTCCAGGAAACTATCAGTCTTATCGCAAACGGTGGAGAAGTAC
>CL1496Contig1
GATGTTTATTTAAGCGTATTTATTGATTGATTGGTTTTACAATGAATTCGACCAATGAGA
AAACATGTTGTGTTTTCATATTTTGTGTATAGCCCACTTTGACAGTTACAACATCATTAC
AGAAAAAGCTTTGACAGAAATTATCGGTGGAATCACTTTATGAATTCAAATAATTTTTCT
TTGCAAACTCAAGTTAGGCTGATAACATGAGAAAAAGCATGAAGGTGTGTATCAAACACA
ATATAATAAAAAGTTATGACCTGAAATGGGTAATGCACATTTTGCATGATTACAACAGTA
ATGTCATTACTTTACAGTGACTTTATCAACTGACGGATGACCGACTTGAATTAAAAGATT
GTAATCGTTACAATAAACAAGACACACTGGTGAAAATAAAGTACACTTTCCACTGTGAAA
TAATAAGTCATGCATGATTCCATGGAAACAGACATGTTAGGCTGTATTTGTTGCACCTGA
GCCACCACAGATTTGGCTATGAAGGTGCATGTTATCATTTGAAAGCTGCTTAAAACTCGG
CTGTGAGCTGTCCCTTGCTCTGGATGACCCTCATGACAGACTGGACCACCTCTAAAGTGG
TGCCCTGACCTCCAAGATCAGCTGTGTGCAACCTAGTTTCATTCATTGTAGTGAGGACAG
CATTCCTGATCAAGGTGGCATAATTATAAAGCTTCAGGTGGTCCAGCATCATGCAGCTAG
CCAGCAGCATGGCTGTGGGGTTTGCAATGTTTTTACCAGCAATACTTTTCCCTGTGTTTC
TTGTGGCCGTTTCAAATACAGCATAGTCCTGACCATAATTGGCTCCAGGCACAAGGCCGG
GGCCTACTACCAGGCCAGCACACACGTTGCTCACAACATTTCCATATAGATTAGGCATCA
CCATTACATCAAACTGCTGTGGTTTGGACACAAGCTGCATAGTGGTGTTGTCCACAATCA
TGCTGTCAAATGTAATGTCTGGGTATCCAGAGGCCACTTCCCTACAGCACTGCAGAAACA
AACCATCACCAAGCTTCAACATC
>CL1497Contig1
TTTTTTTTNNGTGATTGTATTGTTTTTAATAACTTACAACACTAAAAGCAATAGAACCCA
TAAATTATTCATTCTGGTAAACAGGTGGTAGCCTGTTTTATTTAAACCAAGATAGAGATA
TTCCCCCCATTCTCACACCAGAACCAAGCCATTAAAGGAGCCTTCTTCTGTCCTCTCACA
TGTCTTTGCATTTGCCAAAAAAAAAGTGCAAAGGCTTTGATTTCCCACGCAGGTGACAGG
AGGCACGGCGTCTTAAAAATCTGGCCTGTCTTTCTTCAGTTTGGAGTAGTCCATGTTGAC
TGCAAAAAGTTTGTACTGCTGATTGTGCTCCAGCTTGTTCCAGGGCTCAGGATTGTTTTT
GCGGTCCCACGAAACATCTGGATTTTTTAGAGCCAGTCTTCCCAAATACATCATGCTCAT
TGCTGCTCCGCCACCAATAAAGATAAACAGGGGAATGAGAGCTGGGTGGTTCTTCAGCTG
TTTGCCGACAACTTTCAGCATGGACGACATGGCGGATAACCTTCACGTACACCCCGAGAG
TGAGTCCGTGGATTTCTGCAGTTGGACGCAAATGCCGCTGCACAAGGTCCACCTCCG
>CL1498Contig1
TAAATGAAAGTAGAAAAGCTCTATATAAGTACACGCCATTTACCTTGTTTTTACAGATAT
TCTAACACTTTATTTNGTAGTATAAAGCGAGCTTCGTTAATACGTAGAATCTTTATCCTC
ATCTTCAGTATTTTTTATGATTGAATCACAGATTGTTGAAATGTGCCTGTAAAGAGCAGA
AAAGCTGTTTTGAAGAACTCACACGGTGTTAAATGTTGCATCACCAACCTTTTCTTTTAA
TATGATGAATCGTCTTCTGTTTTCTTTCTAAAACTAGATAAAAAATGGCCAATTTTCATT
TTACATGTACAGATTTCATCATTTAATCATGTCCACACTCGTGTAATGGGGCTTAGCAAA
CTTCAGAATGCCAACATGACGTTCAGCTGCTCGTCTGTGATTTCTTTTTCTTTGACCTGA
GCAGAACACACCACAGGTCCGGCACGCCGTCACTCATCTATCTGACTTGGATAAATAAAG
TCAGCCGCCGAGCAGAAAGGGAATCAGACAGTCAAAATGAAAAATTCCACTCAGACATTT
CATTTCAATTTGAGATGCTTTGGACATGAGGCGCAGTAAGAGGTCTGCTTTAGAGCCGAA



GGCCTGAGACATACTATTCAAGTATCTTGTGGTACGGGAAGAGGGGCAAGCCTTCAGTGA
AACCAGGAATGTCCATTATCGCAGTGGCGTTGGCCATCTTTGGTGAGACAGGGACAAAGT
TGAGTTGAGACACCTCGCCGTAAGTCGAGCCGCCTGTACTATCTCCTTTTTCATCTCCTC
CATGTGTGTTACCACCACCCTCTTCATCGTTCTCTTCAACACCAAAGCCCACCACATGCA
CGCTCAGTTTGCGGCAGTTTTGTCCTCGATGTTCTTGAAACCAGGAAATGAGTTGAGCTC
TGGTCATCAGCTTCAGGGCATCAACCTCTCTGTTGAGTCGGTCAAACACGTACTGTTGTG
TCACCACCTCCGACCAGTTCCTGTCCACCTCCTCCCCGAGGTGTGTGTCCTCACACTCCT
TCAGCTTAACAAGTGCAGTCACCTGAGTCTTAAAGGCATCCTCAGTCAAAGCATTGAGCT
TCTCCCCAAATGAAACCAGGAACTCTTCAATCTTTAACTCCACCAACTCTGTGCTGAACT
TCGTGGCCTGCGTTTCCACGGTGACCGAGAAACCCAGGACTCCCGAGGTGTTTCTGCAGG
TGGGGTACACATGATATCCCAGAGTCTCTTTAGTCCTGAGGAAATCAAAGCAGGGCTCCT
CCATGTGCATCACCAGCAGCTCCATCAGTGTGTGCTCTCTTAAAGTTTTAGGCCCCGACT
GGTAGTAAACGGTGACTTCAGAGTTGGCGTCTCCTTTATTCAGCGATTTGACCTTACACA
TGTGGTGCTTTTGGGGAGCTCCACCACCCTGAACATCACCGGCACTTCTGCTGTCAGCTT
GGAGAACTTTAACTTTTCGGTGACATATTGCAGGAACTGTGCCGATTCGGCACTGCTGAA
GTTTCCCTGCACCAGCCCCTCTGCAAACAGCTCAGCCCTGAAGCTCCTGCTGAATTCCAT
CAGCTCCTCCACCTTCAGGCCGGCTGAGAGAGCCTGGTACTTGTCCACCATGGACCAGCG
AGAGCGCTCCAGGATCAACAAACGCACGTCCTTGCTGAGTTTCTCTGGTTTAATGAGGAT
GTTGAAGTAGTTTTCTTGAGCTGTTCCTTGAACATGCTGAAACGCGACGCGTGGTCGAC
>CL1499Contig1
TTCAGAACCCAAAGAAATGACCACTGCTCTTTCTGATGGCAGCTGGAGCACATTCCTTTC
TGATGGTCCGTTGCATGCGGCTGTAGAAGCGGGTTTGAAGTCAAATGTTTGAGTTTACAG
AGCAGGGTCAGAGGTAGAAGTCCAGTTGCTTTTCGATATGTTTAACCTTCGGCTTCAATA
GGATCACTCAATTTTATCACCTAACCTACTGAAAAGCAGTTTTTATTTTTTTTCTATTTT
ATTATCCCTGATTTTCAGACTTTACCTCAAGCAGCCAAAAGCGTGTGAAGGGAGAAACAG
GAAAAGCTCGATGACAAACGCAGAAATACTTAGACTGGTGTTTTCTACGTGTCTGAAAGT
TGGAACTTCCCACCTTCTGTACTGTCATGAGACTGCATTATAGAAGGTGACTGTATTTTA
ATTTTTATTGAAGTATCGTACCAAAAATAGTTTTAATTACTTACTTATTACTTCAGATCA
ATTTTCTTCAGTAATTATTTATGTTTTTCTCTAGAAAATATTTACATTAAGTTTGAAATG
GCATTCCTTTTTTTGCAGTATTATTGATACTTTGTCTCTGTGAAAAACAATACTTCCTGT
AGCATTGGTACCACAGTAGAAGTGCTAACTTCCCCATTGGCTGTGCTGGGACCAAAGATG
TGGTCATCATCTCACTGTGACTCACTGTAGATATTTAATGACTGTTTCAGTCTTCAGTGC
CTCACAGTGTTTTCTTTTGTCTGTACTATCATTCTATCGGTGCCATGCTTTTGGCTCTTG
GCTTTGAGCTGTAGAAGATCACAAGTGTTGGTTCTAGACTCCACTTTTCTGCTACACTGA
GTTTTAGGAAACTTTTCAAAGTTCTCCCTAAACCCACAGAGGGTGAAGATAAACAGCACT
TGTTTGCAATTCAACTGGTTTGAGAAAGTACCTTTTTATTGTTTTATTTGCAGTAATTTA
TACAAATACACGTTATCCTTACACACTCTAGATCTAAACCTAGGATTGTGCAGTGTTGTA
CAGAAATATATCTTTGCATCCTGCTACCTTTTCTGGTGATATATCATCCTTTATTCATAG
TTTTTTCTACATTTTACAAGTGTTAGTTATATTCTATTTTAATATAAGACAATATAAAGG
CCCCCTTTTATGACTGAATTTATGATCAGAAGTAAGTTACCATTCCTTGTTTTAAGAAAT
CAAACTTTGTCCTTGCCAGAGTGGAGAGTGACAGAAGTGCAGGTCGGCCTGCACGGACTT
GCCGCTCAAAGGCGAGCGTGACCTTACGATGGGACTCAGATTTGGACAATTCTTGCATGT
CAGTGGGAAATCTTGTGAGGTTTGCTGCTGAATAAAGAATCTGACTTTCATGTGAATGGG
ACTGTTGCTGTTTTTATTTGATTAAATGACTCAATATAT
>CL1500Contig1
TTTTTTTTTTCCTTATCACACTTTATTATGGTAATGTCTAGAGGAGTTATTCACATTCAA
AGTAAGTCTGGCAACACCACAATATGTAGTTTAATGCCAAACTTAAGGCAAATTTCAATC
TGGGTAGTTTTAACATCCCAACTCAACATTGTGTTGAGTTTTATGCCACTAAACATTTTA
TAATCAGACAGATTCAAAGTTTGCTTTAAAACCCAAAGCGTATTTTCACTGTTTCAATCA
TTTCAGGAACCTCACTGCTACAGCAGTGATGTTAATCCCAGTTTGCTCACTTATTGGGAT
TAAAAGAGAAACCCATTTGCTTCAGGTTTCAAGCAAAACATGTTCAAACTTTTTAATATA
GAAGGTTTTTACAAAATACGACTCTGAACCCGTTTGTTCAGTTGGCTTTAAGGTTACATT
TCGCCGGTCTGGCCCATCCTCACGGCTTGGGTTTCACAGCTGTGGCAAAGACGCCCACGA
TGATGGCAACAACAGTGAAGCCCTGGGCAAAGATGCGTCCCCTCATCAGCAACTGGGATT
GTCTGGTCTTTCCTTGGTGGAAAGCGCGGAGGCCGTACATCAGGGCTCCTGCTGTTCCCA
AACAGCCTATGGGGACGAAAGGGTTCTCCTTGGTTTTCCTGATGAATTTCTCTTTGAAAG
TTTCATCCTTGATTTTCGGGGAAGGGAAGAAGCCTTCAATGACAGGAGGTTGCGAAAGGT
CAAAAGGCATGGGCCCAGACGGCGGTGCCGGAGACTGCGGCGCCGCTTGTGTCGATGCAG
CCACCATACTTGCATCGACTGCTTTCCAGTAGGCCAACAG
>CL1501Contig1
GGTTTTCCTCGGCTCCAGGAGATTGAAGGAAGATGATGCTGCTGAGCGCCCGGCGCGGAC
CTCGTGCGTAGCTGGCCATTCTTAGCCATAGATTTCGACTTGCCTTCTCCACCGAATTTT
TATGCCAAATTTATTTTCCGATGTCGAACTGTAACCGGAGCGGCGAGGACACCGAGTGAC
ACCACAAAGAGAGGAGGAGGGTGCAGCAGCAACAGTAACTGGACGGAGTTGGGCTTCATA



TTACACCGGATGCCATTATACGGTTTTAACTATCAGCTACTATAACAAGCCAGCAGTAGA
ACCATGGAGGTTGTAACACATTTTATGAATGACACTGTAGAGTTTTACAAATGGAGCCTT
ACTATAGCAGACAAGAGGGTGGAGAACTGGCCAATGATGTCATCACCCTGGCCCACCCTG
GCCATCAGCTGCCTGTATTTGATCTTCCTGTGGGCGGGGCCTAAGTACATGCAGGACCGC
CAACCCTACACACTCAGGAAGACCCTCATAGTCTACAACTTCAGCATGGTGGTCCTCAAC
TTTTACATCGCCAAAGAGCTTCTGCTAGCATCGAGTGCTGCTGGATACAGCTACCTTTGT
CAGCCTGTCAACTACTCCAATGATGTCAATGAAGTCAGGATAGCCTCAGCTCTTTGGTGG
TACTATATTTCCAAAGGAGTGGAATTCCTGGACACTGTGTTTTTCATTCTGAGGAAGAAG
TTCAATCAGGTCAGCTTCCTTCACGTCTACCATCACTGCACCATGTTCATCCTTTGGTGG
ATCGGGATTAAATGGGTTCCTGGAGGACAATCATTTTTTGGTGCAACCATCAACTCCTCC
ATCCATGTGCTCATGTATGGTTACTATGGCCTGGCAGCCCTGGGACCACATATGCAGAAG
TACCTCTGGTGGAAGAAATACCTCACTATTATTCAGATGATCCAGTTCCACGTGACCATC
GGCCATGCTGGCTACTCCCTCTACACCGGCTGTCCGTTCCCCTGCTGGATGCAGTGGGCT
CTGATTGGCTACGCCGTCACCTTCATCATCCTCTTCGCCAACTTCTACTACCACGCGTAC
AGACGCAAACCTTCAGCGCAGAAAGGAGGCAAACACGTGGCGAACGGCACCTCCCTGACT
AACGGTCACAGCAACGCAGAGGAGGTGGAGGAGAACGGGAAGAGGCAGAAGAAGGGGAGA
GCGAAAAGGGAGTGAAGGAGGAGGAAGCAGCTGTGTGGTGACAGAGGACAGGAAGAAGGG
AGGGAGGAGAAATCAAATCAGACGCATCCCTGCTGATACTGTAGATGTCTGGGACCAACA
GGAGGAGATGAACGGATAGCAGTGTGTGTTTGTGGGCTTGTCTGTTAAAAGAAAAAAAAG
AAGTTGCTGATCTTGTCAGGGAGAAAAAAATGTCTCCATAAGAGTTTATTTTAACCAAAA
CAAAGAAAATGTTTGATGTTGTAGGCTGTTTGCTCCTCTGTCCAACTTTATTTTGGGCTC
TGATAGGACCAAAATGTTTAAGGACCTTCAACCTGCTTTACTTCTATGACCAAAAAAAGA
AAAAAAAATCACCTTCATGTTTTGTACTCTGGACTCTCATATTTCAGCTTGAATAGTCCT
TAATATGCAAATGTATATATTAGTGCTTTTGAAAGTGACGTTTTATCATAAAGAGGGGAA
AAATGACCAACTGGATTATGTTGTTTTGTTTGCTACACTACTACAGACGTGTAGTTGGGT
TGACGATAGTCCACATCTATAACTGCTGTTCTTCACTTATGTCA
>CL1502Contig1
GTGTTTATTTTTAACATTTCCTTCCTGTTAGAACACAGACGCTTTGCTGCTGCTGCTGCA
ATGCAAAAACATGTGGATGCTTCCTGCAGAAATGCAGATGGACAGATAACAGAGAAGTAT
AGGAGTCCTAGTGTTCAGCAGCCAGACGGGGGTTGGCTCCTCAGCTGCGCGTGCTGTACA
GGTCTTCATCTTCAGGGCTGGACTGGCCGAAGTCCATGAGAGCCGGGTCTGGCTTGAAAC
CAGAGCCCTCTTTGCTGCTTTCTGTGGCCGGCTGTTGAGTGGATGACTGCTGCGGCTCTG
ACTCGATTACAGGCTCGGTTGAATCACCAGCAGGATCTGATGGCGCATCCGAAGTTTCTG
GATCTGACGTTCCTGACGGAGGAGGTCTGGACTCAACATCTGCAGAGATTTCCGAGGAAG
ACTCAACTGGAACCTCCTCCGTTGCCTCAGTTTGTGTGTAAGCTGTAGACTCAGCCGAAT
CATCGTCAAAAGCTTGTTTTTCATTCAGCTCCTCCTCGCTTCTCGCAGGAGATGCCGATT
CATCAGACGGAGGAGAGATGAGCGTCTCTCCAGGCAAAGAATCCCCAAACGAGCCTGAGC
TGGGCTCTGTTGGGGGCTGATGGGTAGATATTTCTGTAAGCGTTCCTGATGAATCCTCCT
CTGTTGTGACGGCAACGACGGGCTCATAAGAGGCAGGAGCAGACATATCTGGCTCTGTGA
TGACAGGGCTCTGGAGTGAAGCATCCTGGGCCGACTCCGGGTTTGGTTCTGTAGCTGCCT
GTGGCTGCGAAGCCAGGATCTCTGTGGAAACGGGCTTCTTGGAGGCGAGCAGCGAGGATG
CGACGGCGCCGCTCCACCGCCCCGCGGCATACACCTTTTTTCCCGTCACCTTAAGCGCAG
CCACGGCCTGAGCGGGGTAGCACACAGACGCTGCTGCACTCATCAAGCCCAGAGGAACAG
CTAACCTCTTAAAACGCGAGCCTTTCCGAGCCAGGAACATGCCAAGCAGACCAGCCATGG
TGATGGTACCAAACCTGGGTAGAAACTCCGGAGGAGGCTCTATCAAGTAGTAGTACACAT
CTTCTCCTCCATGGTAGATATTAACGCTTCCTTTTTTCACATACACACAGGCATCCTTCA
CAGCCTGGACCAGCGGCACGATGCTCTGTCTGGTTACGCTGACGCCTCTCTCAATCACTC
CTGGACTCTCTGGAACAAATGTAGCTTGGGCTGAGTCTGGCAGCGGGGTGTAGATGTTCA
GCTTTGATCGAGGCACCAGCCCATCCACAGGCTCCTCATTTGTCCTGTACACGCGAATGG
AAGCGATTCCCAGTACCGTTGGGACGGCCACCATCGCCACCTTGGCCGCCATGACAGCGC
TCCACCTCCCTCTTTCTCTTCTTCTCTACCTTCCAGGTCTCCCCGGCCATAAGGCCCGGG
TT
>CL1503Contig1
ACTGTTACCTGAACAAATACTTATGTACATAAATAAGCAACTGGGAATCAACAGTTTGCC
ACATGGAAATGTTCTGCCAGCCTTCACATGTGTTTGTCAAAAGGCAGACAAAATAGAGGA
GTCTTTAAGGGGGAACTAAATCCATAAAAAAAAATCTCTTGTTTTAGACGTGTACTGAAC
CAGGAAGTGGGAAGTCGGGCGGGGAGTCCATTTGAGATACAAACTGCACATACAGGCATC
CAGATGGTTAACACATGGCAGATGGAAAGAGACACAGAATCCTGTTGTGTTGAATCCTTG
TTTTGATCAAGTGTCATTTCTTCAAGGGACCTGACATTTTGCGTAGACCTTTTATCCTGT
AGAGAAGTCCGTTGATAAAGTCCTCTTTTGGCTTTCCACATTCTTGCAGCAGCTCCTGCA
ACCGACTTCTTTGCCCCTCATCTGGCAGCTCCAGGAGCTCATCGATGTCAATTTCTAACT
CTGGGATCTCCTCCTCCTCACAGTCAAACAGCAATTGCAGCTGCCCGTCAATCCACTCCT
CAATGTCCAGCCTCCTCTGCAGGTCCTTGCGGTTATATTTCACTGTCAGCTTGCCCAGCT
TACGGTGTGCTGGCTCTTCTGTTTTGTCCCCCGCCTGGAACATCACCCTGGACTGGGTGC



TGGGCTCTGACGCCATGGCTGCCACGGCCTCAGGAGTACCGTGGAGGCACACAGAGCTGT
ATCACCCCCCGGATGCACAGACTCACAGACTCACAGGCTGACTCCTCTGCACGGTGTCTT
TCTAAAACTGCTTATCTGGGGGGCTGCTTCGTATATCCTGTTATCTTTCGAGTCTCTGTC
TCTGAAATGCCGGCTCTGCTTCCCTGCCTTTTCCTCGTCCTCCCTCCCTCCTTCCGAAGC
TCACAGTCCTGCTCTCCTTCCCTCCTCCTTTTGCAACACCCACTGGCTGCAGTAT
>CL1504Contig1
ATTTTTTAATCTAAAATACCTCAAATTACAGCCACTGTAACTTCAACAAATACAGACTTG
AATAAATCCATGAGTTTTAGTCATCTTTAAGTAAAAAAAAAAACCTTTTGAACAAAGCCT
TTAAAAACTTANATCTNTAAAGGAGCANATAATTAAAATGAAGTATTTCACCCTTTTTAC
AGACTTGATTTTATTGAAGGGGATTTACAAAAATCAAGTGTCCAAGTCAGCCAGTGCAGC
AGCATGAAAAAGATTCAGAGGGAGTTCAAACAATCCTTTGGAAAAATCAGCTCGACTTCT
TGACCTGGTCATCCATTAGGTCCTTGGCTTCGTTTATTTTTGCTGCTAAATAGGGAGATC
CACCTCTGTCGGGATGGTTCAAGATCATCAACTTTCTGTGTGCTTCTCTGATCTTCATTT
TGTTGGCAGTGGGACTGACGCCTAAGACTAGGGCAGCCTCTCTTTTTGTCATTTTTGGTT
CAAACCCTCCTCTATAATACCCTCCTCCAAAAGCCGTCTTAGGAAAACTTTGAAGAGCCT
GCTTCACCTGAGGCTCCATGTGCTTCATGGCCTGCATGACATACCGACCTGCGAATCCAG
CCGCTGCCAGAGCCAGACCCGCCGCCACCATGGAGCTGGCCATGCTTTAGGGATAGGTTT
TCGTTTATGTCAAAGATTAGAAAAAGAACTTTTGACCTCTCATGATTCCCTTACTGGTTC
CCATGTGTTTATCCCCGGCCATAAGGCCCGGGTTAAACGG
>CL1504Contig2
TTTTTTTNTTCCCTTTTTACAGACTTGATTTTATTGAAGGGGATTCACAAAAATCAAGTG
TCCAAGTCAGCCAGTGCAGCAGCATGAAAAAGATTCAGAGGGAGTTCAAACAATCCTTTG
GAAAAATCAGCTCGACTTCTTGACCTGGTCATCCATTAGGTCCTTGGCTTCGTTTATTTT
TGCTGCTAAATAGGGAGATCCACCTCTGTCGGGATGGTTCAAGATCATCAACTTTCTGTG
TGCTTCTCTGATCTTCATTTTGTTGGCAGTGGGACTGACGCCTAAGACTAGGGCAGCCTC
TCTTTTTGTCATTTTTGGTTCAAACCCTCCTCTATAATACCCTCCTCCAAAAGCCGTCTT
AGGAAAACTTTGAAGAGCCTGCTTCACCTGAGGCTCCATGTGCTTCATGGCCTGCATGAC
ATACCGACCTTAAGTCTATTCCCGCAGATGATGTAAGGTGTTTTCAGACTGACCTGCGAA
TCCAGCCGCAGCCAGAGCCAGACCCGCCGCCACCATGGAGCTGGCCATGCTTTAGGGATA
GGTTTTCGTTTATGTCAAAGATTAGAAAAAGAACTTTTGACCTCTCATGATTCCATTACT
GGTTCC
>CL1505Contig1
CTGGTTTCACTGTTAGTTCCGATGCTGTGCGATTTGTACGAAGAGCCTGAAAACAGACTT
CAAATCTTGGGGAGCTACGCATAAATGCACGAGTTTTGAACGCGGAAGCCTGAAATGTGC
ATCTATACGCATAGACTTTTTAAAGGAAGCAGCCGCTCAACCGCACCTTTCCCAGCCTGC
AGTGAACGCAGCATTACTAGGAGTTTTTGTTGGCAGTGCTTGTTATTTACAGATAGATTT
TGTTTATGTTCTCACAAACGCCACAATCCAACTTCCAGTGGTAAATTTAGCCTTTTTTAA
CAGCCAAAATATTCCCAAAATTGAGATCAAGCTGTTTTTATGTCATACAAGAAAAGCTAA
AGCTAAATCCACAAAGAAAGTAAAGACAAAGTGAAAAGTGTCTAAACAGATGGGTGAAGC
TCAAAGTTCCATGGTTTTACTCCAAAGGGTTTCACCATCGAGTGTCATGAGTCGTTGGAA
ACAAACTATTTCAAAGCTCAGAACTTTTTTGAAAGCTTGTTAAATTAGGAACTAAAATAA
TGCAAATGGGGGGGGGGTTGTCCCTGCATTATTGTAAAGTGAAACTCAGCGCTGAGTTTA
AAGACCACTGATGACAGGAAGCCAGAGCCGTCTCTGGTTCTGGTCCAATGAAACCAGAAG
AACCGTCTCTGTTTGATGATGTGAGCACATTCCGGACTCTGCGGGACTCCGCCCCCTCAG
GCCACATGACCTCCAAGCATGTCGTCTCCAGCACGTTTGCTGTTGGTTCCTGCTGTGATC
CTGTCCTCGTGTCTTCCTGTTTGTCCTGCAAGGATTCTGGTGTTTGCTGCAGGTCTTCTG
CGCTCAGAGGGAACAAGTCCGCTCTGTTGACTGACCGGCTCCTCGGGTGGAAACTGGGAA
GCCAAGAACCGGATCAGCACTTTCCAGCATTCCTGTGCGCTCAGTGTTCACACATACGTA
GCAGCTACTTTAACTTACCTCTGCAGTGTTCTTTGTGAGAAGAAGTGATGTCTTTTGGTT
CCAATCGTTTACAGTGTTAGTAGTTTTAGTAGGGACTGAAATGTTGCCAAATCTAACAAA
AGTGAAGGAAATCTATTTTTTTGGCAGTTGTATAGATGTGTTGTTCTGCTCCCAGTGGAA
TGGAAATCTGTAACTTTATTAAAGTACTGATGACGTCAAAAAAAAAA
>CL1506Contig1
ATTCGGTACGAGGTGGAGGAAGAGGAGCAACAGCTGGAGGTGTCGTCTGCACCGTAGAGA
TGATGAGGAGCAAGGCGGATGAGGAAGAGTACTGGCACAGTTCCAAGTTCAAGGCTTTCA
CTTTCGAGGACGAAGATGAAGAGCTCAGCAGGCTGAAGGAGTCAAAGCAGGCGGTTAACA
GCATTCGGCAGCTGGTGGAGGAAGATGATGATGATGACACGGAGAAGGTCAGCTGGAGTG
GAGAGCCAGTTGGCAGTATCTCCTGGTCCATCAAAGAGATGGCAGGGTCCAATCAGAAGA
TAGACAGAGAACCCGCCTTCCCCAGAATCCCAACAGAACCATCAACCCTTAACAAAAGTC
ACTCCGGACTCTCTCTGAGCTCCCTGTTCAGAGGAAAAGCAAAATCAGAAAACTTCCAGA
GCTTCTCCGACGCATTCAGTGACTCTGTCCGGATCTACGCTCCCGAGTTACGAAAACCTA
AATCTGAATACAAGGATTATGTCTGCGACTGGTCGCCGGAAGAAACGGTTCAAAGGCTGC
TGCAAGGAAAGGCAGTGTCTCTGGAGAAGTTCCGTTCACTGCAGGACAAACTGCTGCTGC
TGGACTTTGCAGTCGCCGCTCATGATGGGAACGTCATAACTGCAGTTTTAATTCACCTAA



AGAGGTCTCTACGTAAAGAGGTTCTGTTTCGTGAGCTGCAGTCCAGGCAGACGGCTCTGA
GGCATTTCATCCACTACCTGACTGAGAGCAGAGAGCAAAAGCTGCTGCTTGAGCTGCTCA
GGTATGAACACACCTGAACACAGCAGCATGCACGTCACAAATCTGACGCCTTTGTTGTCC
TTAGGGCTCTAGGCAGGACAGAAGATATGGCGGTATGTGGTACTCGGTAGTACTGAGACA
CTGATTCTTTCCTGTATTATTACATTTGAGCTGAATTGTTTCATGTGTTTCCATGGAAAC
AGTTGCTGCAGTATAAAGAACACCTTATCATCACAGATGAAAACAACAAGCGAGACTTCC
TGAAGAGCTGTCTCAGCCTTCCATTTTCTGCAGAAGACTCTACTCACGTTCAGGATCACT
ATACACTGCTGGAGAGGCAGATCATCGTTGAGGCAGCAGACCGGCAGGCGGAGCGTGGAG
GAAAGGTGGATATATTCCAGAAGTTTCCCAGAAAAGCTTCGATCCTAAACATGCCTCTGA
TCACGACTCTGTACTACTGCTGCTTCTACCACTACGGGGAGCCTGAGGTGAGTGCTTCGT
CCTGCAGCTCACCTGCACAGGTGGGCTCAGAGCCACAATGCAGGGTTGTGTTCTCCATCT
GCAGGGGACCTTCAGCAGCCCTCTGAATGTGCGACGCACCTTCAAGATCTCGGAGAAGCA
GTACTTTGTAACGGCGCTGGCAGCAAGGGCGAAGCTCAAGGCGTGGTCGGATGTGGACGC
GCTGTTTACGGGCAGGAACTGGTTAGGCTTCACCAGAAAGAAATCCCCTTTGAGCTTCCA
CCGGGTTGTCGACGTGCTGCAGAGAAACTCCGCCCCTACACAGGTGCTACAAGACTATGT
TGCCCTAATTGATGATGCAGAACTGAGGATCAGTTTGGCTCAGAAACTGAAATGCCATGA
CATCGTCATCAGCACGTTCCGCGACATGAAAGACCGGCAGATGCTGGTGGCCTACAGAGG
AAAGGTGGAGCCAGGCTCGGCCCCCGAGAGGAAGATTGATGATCTGCTCAACAACCAGCA
AATTCGCTGGAAAAACTGATGAAGCTGGACAACAGAAGGACAGCTGACTCCTCACACGAA
GCACAAAGCAGGCCCCAAACTCCTCACTATTACTGTATTCCTGAAACTTTTTGTACAAAT
AAAAGCCAAACGAAAACACAAAAAAAAAA
>CL1507Contig1
ATCTCGGTTTTTACATCAAACTGGAATCAAACTGCTCACAATCAGTTCTATGGAAATCTC
GGTTTGGTTGAATGATTCTACAGATTATTTATACACAGCAGACCAAGCTGCACTATTGAA
CGTTTGTCCTCCAGATTTATTTCACAGGACGGATCTTAAAGCTGATCCTCTTCAGAGAAT
AGTTCTGACCCTTCCAGTTATCCCACTCCACTCCAATTGAATTGAAGTAATCATCTCTCC
CCCAGCGATAAATGCCGTTAGGGTTTGCATGGTTACAGCCATTGTACCAGAACGCCCCTA
AAAATCGTTTTGCACAGTTGTCATGCCAGGCGTCCTGGTCTTTGTCAAAGGTGGAGAACT
TCATTCCATTGTGGTAGTTCAGAGCGTTTCCTGCTCCTCCATCAGTGAATCCCGTCACCT
CCAGTTTGTATCCTTCATCCTCTGGACCAATGGAGAAGGAGGAGTAGCGAGCGTACGCCT
TGTTTCCTTCAAAGTCCTCCATGTCGACCAGCAGCTCATATTTTTTCCTCAAACAGAGCT
GGAAGAGATTCTCCAGACCCAACCAGATCTCTCCATCAGCAGAACCAAAGCCCGTCCTGT
AATAATCCCAGGGTCTGTAGAAGTTCAGAGAACCGTCCATCCTCCTCTGGAAGACCATCC
ACTGTCCTCCGAGGGAATCCATGTCGCAGTACACCTGGACCCCATATGTGTCTTCTATGG
GATAGACGGTGTAAACTCCACTGGCTCTGCTGTTGTCCTGGTCGTAGATATCACTGCAGT
CCACAGGAGGAACCCCAGGAAGACCGCCCACCAGCTGTGGAACCAGGACCAGGACTGACA
GCAGAGCAGCACTTTCCATCTTTGACCTTTTTCAAGCTCTTTGCTTCAGTCGCTTCCTTC
AAGGTCTCTGATATTGGAGAAACTTCAGAAGAAGAT
>CL1508Contig1
TTTTTTTTTTCAGTTTATTGGGTTTTATTCTTGACAGGAATATGTACAGAAGAATATGTG
TATTTTAGTCTTAAATTTCATAATTTTTTACTTCCTCCGGTTCTTTCTCGGGATCCCCTC
CCCTCTCCAAGTACAGGTTGTTGTATGGATATTGCTTTGGAGCAACGGGTTGGTAGGCAG
GAAATTTGTCCCCAATGTAGAACATAAACAGCATGAACCCAATGAAGCCAAACAGATGTT
TACACATTGTAGACCAGGGCACAGGGCTTGGTGATGTATCCACACGATTCCGGATGTACA
TGTCAAAATCCCAAGGAATCGGCTCTCCCCAGTTCCTTCTCAGGTCAGGATGATCCCATT
TGTACCACGGGTCCCTCTCATGCTGAGACCTCTCAGGTAGTTTTGGATAGTCACCAAAGC
CTTCGCCATTGTCGGGAAATGGTTCATAATCCTCAACCCTCATATTGTACTTTTTTGCAG
CTGCTGCTCTCTCCTCTGGTGTTTTCGGATACGCACCGGGTAGGCTGCCTTTACCCATGC
TTGAGGCTGCTCTACATCCTGACAAAATGCCTGAAATCCCAAAGCCTTTCCCCTTTGCGA
CAGCCTGAGTCCACCGCCGGAGATGAAGGCCAGCCATGTTTACTGGCCGCCGATGTCCCC
GGCCATAATGCCCGGGTTT
>CL1509Contig1
TTTTTTTTTTCAGGATTTAAGAAAGAAAACTTTATTGGTTAGAGAAGCATTTCACAGATA
CAAAGAGCGACTCTGTCTTTTATTATCAGGCACTTTCACTGTACAACAGTGGATCCTCGT
GGGTCAGCACCGCGCGACAGACCACTGGTCCGGTTCTGTCACTGGTGTGCGCCACAGCTC
CCTGTGAAACCAGGTGATTGACATCGTGTGTGGCTGACTTTTGTGTTGTACAATAAATTA
GTAACATGTCTGTAAGAAAACTCGTGCTTCAGAAAACATCTTCTAACACCAAGATCTCAG
TGCAAACATCCAAAACATGAGTACCGACAACATGATGAACAGGTCAAGATGAGGACGGGA
GGGGAGGGACAGCTGTGGAGCTACCAGGGCAGACGTTAACACACACCACTAAAAATTAGT
CTACAAACTCACATTTCATCTGGACAGCTAGTTACAGTTACAGTACTACGTCTCTATGTG
TCAGGCAGCAGCGGTTAAACAAACCCTACAATACTCAACATTCAGAGTTCCTGTTCGCCT
CAAGAGACGAGCTCAATCCGAGCTTGATCCGAGCGCTAGGTGACGGTGACGCACGGAACA
AGAAAGTCGTGAAACAAAAGCACGTCATCACACAGATTCAAAGTCTCTCAGGAATCCACT
GTATAGTCGGCTGCGATTGTAAGGCAAACGGTTTGGTTTGGTGTTCAATTAATACGAAAG



GGGGTTGGGTGGAAGACGATTGTTTTTTTTATATGGCAGATTCAGGGCAATAATCCTGAT
CTTCCACATGAGATGAAGACCTGTTTAAGACAAGTACTCAACGAAGAGCATAGAAAAACT
TCACCAAACCACGACTCCAGTTTTTTTGACAAAATTCTCAGTTAGAACTCAAGAGGGGTA
TCGCATGGACTACAGTCCTGTATCCCAACTATATTTGGCACCTGTTCATTGAAACTGCAG
TTTTCTACTGCAACCAAAGGTTTGTGCCTCCCTGAAGGTCATGGTTGGTTAGGGAAACCG
CTGCTCAGAACGTTCCTCAAAAAGTTGTTTACAATCAGGTCCTAGAGAGGACTAAATGGT
GACTTCTGTCTGTAGCAACGGTAGAACCAGTAAAGGATCAGAATCCATTATCTGGACGTA
CAACCCTGGAATATCACCACAGGTCCTGGTTGTTCAGGGCTTGTTTGTGGGTCTACTGCA
TGTTCAAACAATAAACACTATAAGCTTTACTAAGAACTAGATAAACCCCCGTTAGTCGGC
AGGTTAGTTTGGAGTTAAGC
>CL1510Contig1
GATTACAAACAATATTCCAGACTTTTATTTGTGTACAAAATAAATTTACAAACATATCTA
ACGCTTCAAAGATCTCAACAGGGACACACCTTCAGCTCTGTTCTAAATCAGAAAGAAAAT
GTGCAGAAAATCAGTCCGAGTGAGTCCTCCCCGCATACAGGATCTATTTGAACTGGTTGT
CGATCAGCGTGCCCTTCATCTTGGCCTTCTTGGCTTCTAGCTCCGCCAGCTCCTGCAGCC
TCCTCTTGCTCATGCCCTTCCTCTCCAGCTGCTTCTCGATCACCTTCGCGTTCTGCGCGT
AGGAGTCCGCCACCTCCCTGGCCTCGATCTCCTCCTCCTCCTCGTCGATGGTGGACACCG
TGACGGAGCTGAACTTGCCCATGTCTTTGGTTCTCTTCGTCATCATCACGCGGACCTTCT
TGGGGGCTTCGGGCTGCTTCTGGCTGTAGACGCTGGTGTTCCCGAAGCCCTGTCCGAACT
TGACGACGGCTCCGTCCACGATGAATATGACCGGGTTGTTCTTCTCCTGGTGCTGGTAAA
AGAGCAGCAGGCCGCATTTGCCGCACTTTTTGCGGTGCTGCCGCTCGATGCCCTCGGCGC
GCTTGATGTACGTGGTCTCGTCTGCCTCCACGTTGCAGATCTTGTGCGCGTGTTTGGCCA
CATCGACCACCCTCGCGCGGTCCCGGGGCCTCATGGGAAGCTTCTCCAGCTGGCAGTCCA
GAACCAGGACCATCTGCCCGCACAGACAGTAGTAGACATGGAGGGGCTTTTCTCCGTCGT
CGTACTCCTCTCGGTCCCGGGTGTCCGAACACACCACACTCCTGGACACGACTTTCGGCA
TCCTTTCCACGTAATTACGGGAAAAAAAAATACAGGCTAAAAGAGCGTAACTCTCAGGAA
ATGTACGCCATATCGAAACAAGCAGAAGTGCTTACTACTTCCGGTGTGCCT
>CL1511Contig1
TGGTCTATGTCTCCCACCCTGATGCAGAAGGTCGCAGGGTGCCTTTCCTAAAACTGAACG
TTCCCATTGGATCCATCCCCTTTAACCAGTCAAGAGTGCCGCTTGAAGCTCAAACTCAGA
CCAGGATCTCATGGAAGCCCTACAGGCAGAGCAGTGCCTACCTGGTGTCCTGCTATCCTC
TCACAAGCATCAATGAGAAGATGTTCGAGATCCGCCTGCCAGAAACAGCCACCACCGCTA
ACCTGATCGGACTCACACCTGGGGCAAACTACAACGTGATTGTGGAGGCACTGCTGGGGG
CACTCAAGCACAAAATTCTGGAGCAAGTTGTGACTCCCGGAAACACCATCCAGAATGGCG
TTCCTTCCACCAGTGACTCCTGCTACGACACCTTTACCTCCACCTACTACAATGTCGGTG
CAGAGTGGGAGAGGATGTCCGAGACTGGCTTCAAGCTGTGGTGCAAGTGCTTGGGCATGG
GCAGTGGCCACTTCCGATGTGACTCATCTAAATGGTGCCATGACAACGGAGTCAACTATC
AAATCGGAGAGCAGTGGGACCGTCAGGCAGAGAACGGCCACTTGATGAGCTGCACTTGTC
TGGGAAACGGCAAGGGAGAGTTCAAGTGTGAACCACATAAATCAGTGTGTTACGACGATG
GCAAAACCTACCAGGTGGGCAACCAGTGGCAGAAGGAGTACCTGGGTGCGATCTGCACCT
GCACCTGCTTTGGAGGACAACAGGGGTGGAGATGTGAGAACTGTCGCAGACCAGGCGGTG
AGGTTGATGCCATTCCTCTGCAGCCAGTTAGACATGGAGACAACACCCTGCTTAAAAAAA
TCCACTGCCCCATTGAGTGCCTCCGACCTGACCTGCTGGCAGACGCACAAGCTCCTCCAA
ACTAAGAAACGAAGCGCCACCAGTCCGGCATCCGCTCTCCTCTCACCGTCTAGTTACTGC
ACTGCATCACTTTGTAGACGCCCGTTCAACTGATCACAGTTCTTATATGCACCTCTGCCT
GCTGTCGGATCAATCCCGGTCGTTTTTGAAAGCCGGTCTCTTCACTGTGACTCTCAGCAC
CACAGTTTTCACATGTTTCTCTCTCAAATGGGGTTTACTCTTTTTTTAACCAAGAATGAA
AGCACAGCACCAAAGAATGTTGCTGTTTCATCCCTACTGTCCATAGAAACTTTTGCTTTT
CTTTGTTGAAACTCTTCTTTCATTCCTGAATGGATGCACTACTTGTGATTGAAATTCTGA
TCTCTTTTTACTAATTTATCTCATTAATTCCAGCTTGTGAATGTGAACTGTTCTATTTTT
GTACTTTGTTGGTGCCAAACTGTTTTCCTGACAAGAAAAAAAAAAGTCCCTTGTTTCAAT
AAAGCTGGANACATCCTGAAAAAAAAAA
>CL1512Contig1
TCGGTTCCGGTCATTCCGGTTTCCTGGGTTTGCTTCGGTCCGTGTTCCCGCATCACCTGT
GGATGGAAACCAGAACTGCGGCGGGGGTCCGGTTCTGGGTTTTGCTGGGTCTGGTTTCCC
GCCTCGCTGGTCTGAAGGATGACGGAAGGGGCCTGGTACGGCGAGTCCGACTTCAGGCTG
GAGGACGAGGGGCCCTGCAACCTGGACGTCCTGGACGCCTCTGAGCTGTCACACCAGCAG
TTCCTGGACAGGTACGCCTTCAGCCGCCCGCTCGTCCTCAGAGGACTCACGGATAACACG
GTCCTTCGGAGGTTCTGGGGAGGTCCTTGCCCGTCCTGTTCTAGTGAAGCCCGTTGGGGT
CCAGACGCGTTCCTGCTGACGGACGGCGGTGGTTTCTGTGTTCCAGAGGTTCCGGCTGCT
GTGCTCCAGGTCCAGCCTGCTCCGAGACTACGGCTCCCGCA
>CL1512Contig2
TTTTTTNACGACATTNTGAGGTNAACAGGCTGTCGGTNAAGGTNCAGCTGGGAAAGCGCT
CGCTTCAGTCAGCAGCGTCAGAGGGGGCGGAGCTCAGCCGAGGAAGGTGGAGATGAAGAC



GCTGGTGTCCAGGTTGAGGGTGGCGTGCCACCATCGGTCGGGGAAGAACAGCACCTCTCC
AGGCCGGATGGTGCACTCCAGCGGAGCCTCGTCCTCCGGCAGGTGGGGGTAGGTCTCCGT
CAGCCAGGACAGGGTGGTGCGGTTTGGGTGGAAGTGAGGCCGGCTTTCCGGCGGGTAGAG
GAACCAGCGCTTCCTACCGTAGATGACCTCTGAGAAACCCGCACCATGCCAGTGGAAGGG
CACGCCGGTTCCTGCACCTGCGATCCCGAAGCTGTAGGCGCCGCTGGTGTGAGGCAGGAC
GTACGGCGGCGGCTCGTACTGCTGGAACAGACTCTGCCACTCCGTGAAGTTGTTGTCTCC
AAAGAAGTAGAGCGTGTCGCTGCCGAGGGCGTCTGCCGACTGCGGCCGCAGGTGGACGTC
CACGTACTCCTGGAAGGGAACCTCCACTTTCCTGTAGGAGTGGGTGTTCGCCGTGCTCAG
CTTCACCCTGCGGGAGCCGTAGTCTCGGAGCAGGCTGGACCTGGAGCACAGCAGCCGGAA
CCTCGTGTTATCCGTGAGTCCTCTGAGGACGAGCGGGCGGCTGAAGGCGTACCTGTCCAG
GAACTGCTGGTGTGACAGCTCAGAGGCGTCCAGAACGTCCAGGTTGCAGGGCCCCTCGTC
CTCCAGCCTGAAGTCGGACTCGCCGTACCAACCCCCTCCGTCATCCTTCAGACCAGCGAA
GCGGGAAACCAGACCCAGCAGAACCCAGAACCGGACCCCCGCCGCGGTTCTGGTTTCCAT
CCACAAGTGATGCGGGAACACGGACCGAAGCAAACCCAGGAAACCGGAATGACCGGAACC
GGGCGCTTTCAGCCCCCTCGTGC
>CL1513Contig1
AGGAATTCGGCACGAGGGTGAAACGCGCTCATCTCATGAACCCGATGGTCCCGGGGCTGA
CGGGGGCCAAGATGAGTTCATCAGAAGAGGAGTCAAAGATCGATCTGCTGGACTCCAAAG
AGGACGTGAAGAAGAAGCTGAAGAAAGCTTTCTGCGAGCCGGGGAACATCCAGAACAACG
GGGTTCTGTCGTTTGTCAAACATGTCCTCTTCCCTCTGCATGGAGAGTTCAGCATCAAAC
GGGATCCTAAGTGGGGCGGAGACAAAACCTACTCCGTGTTTGAAGACGTGGAGAAGGACT
TTGCTGAAGAGAGGGTTCATCCAGGAGACCTGAAGGCCTCAGTGGAAGCTGCTCTGAATC
AGCTGCTGGACCCCATCAGGAAGAAGTTTCAGTCTCCTGAACTTCGCAAACTCACCAACT
CTGCTTACCCCGACCCCTCCAAGACCAAAATGGGAGGAAAAGGAGCCAAAGCAGCAGCAG
GAGGAGGAGGAGGAGGAGAAGATGATGAGCTGGCCCCCTCCAGACTGGACATCAGAGTGG
GGAAGGTCATCAGTGTGGAGAAGCATCCAGATGCAGACTCTCTGTTCCTGGAGAAGATCG
ATGTGGGAGAGCCAGAGCCCAGGACCGTCGTCAGCGGGCTGGTGGCCTACGTTTCCCAGA
AGGATCTGCAGGACAGGACAGTGGTGCTCCTGTGCAACCTGAAACCTCAGAAGATGCGGG
GCATCGAGTCTCAGGCCATGCTGCTGTGCGCCTCAGTAGAAGGGGAACCCAGGAGGGTGG
AGCCTCTCGATCCTCCAGAGGGTTCATCACCGGGGGAACGGGTGTTTGTGGAAGGATACG
AGACGGGGAAACCAGACGACAGGCTTAACCCCAAAAAGAAAGTGTGGGAGAAACTACAGG
TGGACCTGAAGGTCTCAGACCAGTGTGTTGCTCAGTGGAAAGACAAGAAGCTGCTGACCA
AACTGGGACAGATCACATGTAAGACACTGAGAGGAGCCAACATCAGCTAAAGCCTGCTCC
CCACAAAACTGCTGCTCATCCAGCCACAAATCGCCATGGCATCAAGAAGAAAGTTCACCT
TAAAGCTTGTGATTGATCTGACTTCAATCCTAAGTCTCTTGTAGGCTCCTTTCCCGGTTG
GCTCCATGACCAGATCTGTGGCAGGAATGCAAGACGGTTGTGTTTGTGGTGAAGTTCCAC
AAATGTTCAGCAGATCAAAATGTTCCAATTCATCTGTAAAACAAAATAAACTGTCTGAAA
CCCANAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL1514Contig1
AGGAATTCGGCACGAGGCTTTCTTGCTGTGCGCTAACATCGAACCGATTTTAGTCACATT
GTTTACATAACTCAGGTGAATTTGACCAAATTGTGTTATATTATTTTTAAAAGTGTGATT
GGGTGCAATTATTAAAAAATAAAGCGTTTTAATTAATACCCGAGGTGAACCAAGCGCTTT
GTTTTTAAACGCCAATAGGTTTTTCCCCCCTTTTTTTAGTCGCCGTCATAGCAAACCTAG
CATTAGCATTAGCGAAGCAAACAAGCTAAAGCCAGCAATTTAAGATTTTTTTGACTATAC
TTAATTCAAGGGGGGCGTGAATGAGCAGCAATGTCGGGCATTGCTCTTAGCAGACTGTCT
CAGGAGCGCAAAGCCTGGAGGAAAGATCACCCCTTTGGATTTGTTGCTGTGCCTACTAAG
AATCCAGATGGTACCATGAATCTGATGAACTGGGAATGTGCCATCCCTGGAAAGAAAGGA
ACCTTATGGGAAGGAGGACTGTACAAACTGAGGATGCTGTTTAAAGACGATTACCCGTCT
TCCCCACCCAAATGCAAGTTTGAGCCGCCCATCTTCCACCCGAATGTGTATCCCTCAGGG
ACAGTGTGTCTGTCGATCCTGGAGGAGGACAAAGACTGGAGACCTGCCATCACTATCAAA
CAGATCCTCTTGGGTATTCAAGAGCTGCTGAACGAGCCAAACATTCAGGACCCTGCACAA
GCTGAAGCCTACACAATCTACTGTCAGAACAGGATGGACTATGAGAAGAGGGTAAGGGCG
CAGGCCAAGAAGTTTGCCCCCACATAGAGGGCAGAGCTCTCCTCTGTGCTGCCCAGCAGT
CTGACGCCATGCAGGAGGCAGGCAGCGCTTGAAGGACCACTCCAATAAGAATCCATCTTT
GAGTAGTATTTTGCTGTCGCGCAAATGACAAGCAAGCCCTTTTCTCCTTCTCAACTTTTC
AACAATTCTTTTTTTCTCTGTAAAATAAAATAAAAAAATAAGGAAGGCATTACCGGTAGC
TGATCAAGCTGAGAACTGCTGTCAGTATGACTCTCGTAAACATCTACCATCCATATACGG
AGCTTTCATTAACACAAGAAACAGCGTTTTGCCATCCAGGAAGGTTGTTTGTGGCAGATT
TGATCTGCTGCACCATCATTCTTTTTTGTCTTTTTCTAAAAGCCTCAAACATCTTTTACT
TTTAAGAGTGTGAAATGAAACAAACCAGTCAGAAGCACAACAATATTTTCATCACATCAG
CCTTTACATCTGAAGTTTGAGATTAAAGGATAATTATTTACATTAAGAAAAAGACAAACT
TGGCACGTCATGAAATCGGACGGTTGAAGTTGGGAGGAAGTGAAGTTTCTGTGGGTGTTT
GCCAATAAAAATAAGAACTATTTATGCTGAGGCAGGAGAGTCTTTGCTCCAAAAAAAACC
TCCATTACATCCTTGAATATTGTGACGAGTCTTTTGTGTGAATCCAACTGCAAGTGAAGC



CGTGTGTCAGTTACTGTGATGAACTCCACACACATTTATCATTCGTGTGTGCTTCCAGAG
ATGGTGTCATCAGCCGCTTTGTTGCTCGTTTTGGCCCATTTCATTCATTTGATCCCGCAA
TGCTTCCACGAAAAAACACAGGTGTGTATAAATCCCCCCCAAAAAAGAACAAAAGAGCTC
AATGGAGCTGAAGGAACCTCAATGCGACGGCCTCTAAACAACCAAACGGGACAGAGGAAA
GAACAGTCGAGGGAGCAAAGGCCTGATCTCTATGCCTCCAAACATGAGTGCATGTAAATA
ATATAAATATAGGAAAACTGTGGAAGTTGTTTTATATTGTATTAGCCAGTTGACATTATT
TGGGCATTANATAAAAGACAATACAGGTCTAATATGNAAATAAAATTCAATAAAAGCTTA
>CL1515Contig1
AGCAGGATCAGGATTAAGGGAAGCCAGCCTCTCACTCTGTTTGTGGGATCTGTTGAATTC
GATCAGACTTCACTCACAGCATTCCACCTTCAGACGGGAATCATGACACATGCGATGGTT
TGAAAGCGTACCCGTTAAGCGACATGCACAAAGAGTGTGAGGCTTCTCGAACAAGCTACA
CACTGTACACTCTTATCTACGGCGGAGAGAAAAGGTCATTACTGCCTACGGTATGTTATC
CCTGTGATGGCCTCGAGAAAATAGATGCAATGGAGAAAAGAAGCTGTGTGTTCACACAAA
CAGTTGCTGGTCAAAAACCTCTACTAGAGTATGCTGCACTATTATTTACAATGTGTGTGT
ACTAAGCGGTCAGGCATGGGGTCAGCCGTGTTTAACTCTAAATATCTAGGAGGTAACTGC
TACAAACTTGCTGGAAGGTACTGAAGCCCAAACCTGAAGGCATGAGTGTTATCAAAGGAG
GAGGAGGACGATGCTTCATCTAGTTAAATGACTACAGAGCTACAGATGTTCATCCACATG
TTCAGTGGGGATGCAGTGGGGAGACAGAAAGAAAGGCTGCATGCAACTCCAAAGGTAGTG
TCCTTGGACAGGAAACAGTGTCTGGTCATCACCATGACATTAACTTGCAGCAGTCTCCTG
CTGAACGATGTAGTGCCTGTTTGAATCATCCACCTCGCTGCTGCAATGCACCTCACTCCT
GTTATCATTTATGTCTCTGGTTTCGTTGATGCTGTTACCATTGTCAATGTTGAGTGGGTA
AGACTCCAAAATGTCTCCATTATATCTTCCGGCTCTGTAGCCCAATGCTGTGGAAACTGA
GTTGCTCTGGACTGAGTTTGGGTTGCCGTTGACATTTGCGGAGTTCTGATGGACAGTGCT
GCCCTGGAAGAGAGCGTTGCTGTAGGTGTTGCCTTGTTCAGTGGCACGGATGTACGTGTA
GAAAGGGTTTGTGGGAGAGCACACAGGCAGCTGCTTTGGCCTCACTGGCTTTGCAATTTG
TGCCGCATGTGGGCGCCGTAGAGCATTCTTTGCCCTCATGGCCTCTTTGATACGATCGAC
CTCTTGCTGGTAGCGGCGGCGGTCCATCATGGCACCCTCTTTTGCATCCCTCAGTGCAGT
CTCCAGGGCCTTAACTCTCTCAGCAGTAGACCGAAGACGTTTCTCCAGCTTTGGAAGCTC
ACAGCGCAGATCTGCATTGTCACGAACCAGCTGTTTGTGAACCTTTGTAAGTTGGTCCAA
GTTATTCTCAAGAAAGGAAATCTTCTGCTTCTGGGTGCAAGACCCCCCGCTATCATCAGG
CTCCATTTCGGAACTTTTTTTAACCCGCGACGTGAGGTCTTGAACGAACAGCTTGCGCAG
GTTGTGGAGGGTCTGGAGTTCGCG
>CL1515Contig2
ACGTGAGGTCTTGAACGAACAGCTTGCGCAGGTTGTGGAAGGGTCTGAAGTTCGCGGGGC
GACTGTCTCCTCCAGACCCTTCAAGTCCTGTTTGGTTTGCTCGTGGCGCTCATGCAGGAA
TGAGAGCTCCTCCAGACGCTCAGTCTTGGTGCTGTCCTGACTCTTCAGGTGCTCAAAGTC
AGCTCGCACTTGAGCCAACTCCAGCTCTAGCTTGGAGTTACGATCTGTGAGCTCATCAAT
GACCCTCTGCTTTTCATTGATCTCATCCCTTAGGCGGGCCAGCTGCTTGTGATGCAGGCC
GCGGTGAGATTCCACTTGCTGACGAGACGGTTTCTTCACATTTCCATCTTCAGTCTCGCC
CTTCTCTCCCTCCTTCTCGTCGAGCAGTGAGTTATCCTGCTCCTGCAGCTTGGCGAGCTC
TTCGCTCAGAGAGTCGTGGCTCTCCTCCAGCTGCCTCTTCTTCTGCTCCACACTATGCAT
GTACTCCGTCAGAGAGCGTATCTTTGCCTCATGTTGAGAGATGAGAAGTTGGCAAGAAGA
CAACTCCCTGCCGGTCTCTTCCATCTTGCGATGACATTCCAGCTGCAGGTTCTCCAGCTG
ACGGCAGCGCTTCACCATGCTCTTCACCTCTGACTTGATCTTGCTGATGTAGAGACGAGC
CACAGTGAACTCCTCTTCAATAGCACCGCTGATCTCCACAGGCAGCTTGATCTCTCCATT
GCCCACGATGGCGCTGAACTCACTGAGGTCCCTCATGAGTCCATTGAGGACGTCAGCAAT
GCGCTTCCTTTGCTGACCGCTCACTTCCTGCATACAAGAGAGTTCTGCCTCCAGCTCCAT
CAGGTTCGCCATTTTCTGTGCCAGCTGGTCAGCCAGCAGCTGATTCTGCAGGCCTTTCTC
CTCCACCTCCTGGCTCTTTTGGTCATAATTGATGGCCAGTTCTTCCAGAGCCTGAAGCAC
CTCCTTCACCTCGGCTTTGGCGCAGTCACTCTCAACCTGAAGCCTGCCAAGCTCAGCCTG
GACCTTGTCCCCATCGCCCCTGGAGGAGGCCAGTAGCTCATCTTGGTCCAACATCTGCTG
CTTTAGTTTCTCCACCAGCTGACACTGAAGGTTGATCTCATCATCCTTGTCATCCAGCTG
CTTGTACAGCTTGCGGATCTCCTCCTCATACTTCTGTCGCTCCTCCTCAGAAATACGGAC
CACAATGGACGAGGAGTCGTTGTCCAAAATGGGGCGCTCCTCCACAGTCTCATAACGGAT
CACTGTGTCTGATGAGGTGCGCTCCGTCTCCGGCACATTCTCTCCATTCCTCCAGCGGTT
GAGCTCAGC
>CL1516Contig1
CACCCGNTTAGTCCTTTCATACAACAGAGGGAACATTGAGCCCTCTTATGCCATACAGCA
ATAAACAAAAAACAAAAAAAAACCCTCCCAGCACAGAAAGATGTCGACAGCCAAGCTCTT
TACAGGAGGCGCGGTCGGTGTGAGTCCAAATGGCAGGTTCAGTTGTTTCAGTGGCAGCTC
CGGGTCAGTGTGAGCCCACACGAAGCAGTCAGGCTTTAACGAGGGGGTGTGGCCGCAGAT
GCACCACGCCACCTACCTTCCTGCTGATATCCCATTCAGAGCATTCTGGGAGAGGAGGGA
AGAGCCCACCATGGTGCTGATGGGCTGACCTGAAGACGCGCTCAGCGGGCTGCCGTCTCC
CCTTAGGATGCCGGTGCACTTCCAGTTGTCCATGTAGTTTGCCTTCCATAACCGCACGCA



GCCATCGTCCCCAGAGGAAGCCAGCAGGGTGCTTGTGATGTTCCAGCTCACACGCCACAC
CTGGGAGTTGTGATTGTCGAACTGCGCAACAATCTGCACCTCAAACTTGCTGGGTCCGGT
GGATGAGCTCTCCTTCCTCATGGGGGCAAGCTTGAATATTCTGACATCTTTTGTTGCAAT
AGCGAGAACATGGAAAGATCTCCCCAGGTTGGGAGCGAACGCGATGTCGTGGACTGCGTC
GGTGACAGTCATCAGAGTCTCCACTTTGCCGTATTTCCGTGTGTTTTCGTTGTACTCATA
GATCTGAACCTTCCCACCGCTCGCGATGTTGCTGTCATCACTGCCCACGGCAAACATGGA
AGGGTGAGCCCGTGAGCTGGAGGGGTTCCATGAAATGCAGCTGCAGCTGAGCTTGCATGA
GATCTCGTGTTGCAGCGACCACTGGCTCAGGTTCATCACATCCGGAGCTTCGTAGATCCT
CACCACGCCGTCCGCAGAGCAGGTGGTCAGCATCAGACCCATGTGTTTAGGAGCAAACTT
CACATCGGTCACTGATGTCCTACTGTCCACAAGTGTGGTCCTCTTAATCCAGTGGCTCAA
GCCTCTCTGCTTGTCGTTGGATTCTCCTACAATCTCCTCCCAAACCGCAGCGGTTCGGTC
AAAGGAGCAGGAGGCCAAAACCTGCCCGAACTCTGGATGAGCCCAGGTCACTCTCCACAC
TGAGCCGCTGTGTGTCTTCCAGCTGGCTGTGCAGAGCCACTCTCCACTCTCGCTTTTGTC
CCAAACCTTCACACTCTGGTCACTGGAGCAAGTCGCCATTCTCCGGCCGTGAAAGTCGTA
CGACACATCGTGAATTAGATCTTTGTGATCCGCCGCGATACTACGAGCCACAAACATGAT
CCCGGTAGCAGCGCGCCGCCAGCGATAGCTTCACCAGCGCGTTAGCAGGCCTACCGCAGA
AATCATCCAGCTTTGAGACCTGCTTTTTTTGTTTCCCCGGCCATAAGGCCCGGG
>CL1517Contig1
TTTTTTTTTTGCAGATGAAAGCTCAGTCAATTTATTGATTTATGGAAAATATATCACATC
TTTACAACTGTGACATTCCTTCAGATAGTAATTAATAGTCAATTTTCAATTAACTTCCAA
ACGCCTGACATCCGGAAATGCCTGAAAGCAACATTTAACGTTCACCGTTTTGCAAAAAGA
GAAAAAGAAAAAAGAAATTCAGCTAACCTGCCTCTTTGACTCAATAGTCAGCAAAGCTCA
ACACTGTTGCACATTTAACTCCGCCCCCTCCATAAAGTTCCACAATGAGCCAAACTAAAG
TCCAGCCACCTTTCAAAAGTAGCTTTAGTGAATATACAATATATTTAATCTGTTCAATAA
AACAGCAAGCAGACTTAAGTTTATTCACTGAACTACAAACTGAAGATTACACACCAACAA
AGACAGGAAATGAGTCAGACACATGGTTATAGCAGCAGTTACAGTGACATTTGGGTTTTT
TTTTTTTTTATCTTTTAGCACTACGTTATTTAATTCTCCAACATCCATATAGTTTATATC
AAAGTGCAAATATGCTCCAAATGCATCATTTTGTTATATTATGCAGATTTATTATTTTCT
GAACTACAAGACTTGCAGGAAGTTCGAGGCGTTTGGCACATTTCAAAACTGAAGGGGGAA
AAAAAAAACATGTCACAGGTGATTTACTACAACATTAAGCAATGCAAACTTTACAATACA
CTATTATATATATATATATTTATATTTATATATATAGTCATATTTTGTAACCAAAATTTT
GTCATCAATACATTAATATTTGAAAACATTTAAAAAGCATTACACCAATATTGTATTATA
TCTGATTGCAGAACTAATGTATCAACTGCAGTTTTGCTCAACTGCCTGAAGTGTTTTTTT
TTGTTTTTTTCTCTCACAATAACCAACCTGAAGCAGCACAACACTCTCCTGTATCCAAAC
AGAGCTGTTGGCTGTTCAAAGCCTTTGACAAAACTTCATCCCACCTGGGAGAAAACCTCC
ATCACATCAGCCTGATTTATCTCTGAACCTTTTCGAGGTATAAAAACACTCACCTCCAGC
CAAGCACCAATGAACACCCTATATCTCAACTAATTGCTCTTGCAATGATTAAAAGTGACA
CACATTTTACACATTTATAGATATATGTTTATGTACGTGCCTCCCAGCGGGAACACGGTC
TGACCGCCACCTCAGACGGGATCAGAGCGTCCCTGTTGTCACAAGAGATGGTCACAGAAA
GGGTGCATGCAAGAGGAGTACTGGATTTAATAATTACAGAGTCACCACGGGTGCAAGACA
TTTTTCATTGCTGAGAGGATTAACTGGAAAGATTTTTTTTTTTTTTAAACCACCAACTTT
CCTAAGCCAACTGTATCCCGACTGCTGTCCCTTCTGCCTTTTCAGTGTTGCTCTTTCCTC
TAGATTAATCAGGGGCTGGTTGACTCACAGAACCATGGTCTGATGGTGGAGGGCTTTGCC
TTCTTAAATGTTGCCCCTTAACTTCTATAGGGATTATACTGTTGGTGTTAACTAAACAGA
GACCTTAGAAGTAGTTAGATGCACTGAAGCACAAATCGCAAAATCCTACAGATTAGTGAT
CCTGGGGGTTTGTTAACCGTTTGATTATTGTTCTTTTTTTTTAATCTTAAAGACAAATCT
CAAGAGGACAAGTAACACAGAGAAAGATCGGAGCTCTCTTCACTTGGCAGTCATCATCTG
GACAAACTCCTCATAGTTGACCTGACCATCTCCATCGATGTCAGCCTCACGGATCATCTC
ATCCACCTCCTCATCAGTGAGCTTCTCACCCAAGTTGGTCATAACGTGTCGTAGCTCAGC
TGCGCTGATGTACCCGTTCCCATCCTTGTCAAAAACTCTGAAAGCTTCTCTGATTTCTTC
TTCACTATCTGTATCCTTCATCTTTCTGGCCATCATCGTCAGGAACTCAGGGAAATCAAT
AGTCCCATTACCATCAGCATCCACTTCATTGATCATGTCCTGCAACTCTGCCTCAGTGGG
GTTCTGTCCCAGAGAGCGCATCACTGTCCCCAGCTCTTTGGTTGTAATTGTACCGTCGCC
ATCCTTGTCGAACAGCGAAAATGCTTCTTTAAACTCAGCAATCTGCTCTTCAGTCAGCTG
ATCCGCCATTATCCCGTTGTCGTTTCAGGCTCTTTAATGTTCAAAAAACAAACTTGTGTT
GTTGCTCTTGAATTTCAAAGACTGCGAAGAATTTAAATTATACTGTTCTTTGCAAAGGAC
TGAGGAAATCTGTCTGAACTGGATGCTTGCACCGCTGACAGCCCGGAAACCTCAATCCAG
CGAAGCCAACCTGTGTTTGGTTCGACAACCCCCGGCCATA
>CL1518Contig1
AAGTAAACAAAAAAATTTATTGGTTGAAATGCATACAAATATCCCACAGAAAGCACCGTT
TGTACAAAACTTAAATTATTAAATTGAGGGCGGTTGGGGCTTCATTTCACAGCGATGGCG
GCAAACATGTCGGCCTCCATCGGTTCGCTTGTGTCTTGCACTGTGGTCAGGTCTATGAGC
GGCTCTGGAGGCGGGGCTATGCCCATGGCCTTCCTGATGGCGTGGACGCTGCTCACGTCG
CACGGCGCGACTTGACCAGTCAGTTCTGTGAGGTTCCCCGTCACCTTCTCAGCCAGCTCC



AGCTCCTTGGCCGTCGGGGCCAGCAGGCAGATCATGTTAGGCGGCTGCTTGGCGCTCAGG
CGTTCCTTCTGGGCCTCTTGCAGGTCGCGCAGCAGCTTTGTAGTCTCGTCCAGTTTCTGC
TGAAAGTGCAGGGCTTCCCCAGAGAGCTCCTCGTCCGGCTGCAGGCCTGCAGCCGAGCGC
AGGGCATCCAGCCCGCGGAGGGACTCGGCGACCTCCATGTGCTCCTTGTTCTCTTGGGAG
TTTGTTGTTTTCTCCGTTTGAGCGTCCGCCGCCTCCGTCTCCTTCAGGGTCCTGGAGTGC
TCGCCGTTGGTCATGGCGTCAAGCAGATTGTCAGCCACTTTGTACACATACTCGTTTGAT
CTGGCCAGAAATTCTGACAAGCTGCCAAACAAACATTCATCACAGGTTTCACCACAACTC
TTTCCAGAGCTCAATACCCACTTAGAAAAAACAGTAGGAAATTGATTTCTGCACTGCAGA
CGATTCCTAGAGAGCTAACCGGGCAATTCATCCCAGAAGGAAACGAGCGGCGAAGGATTT
GTGTGAGGAAGAGAAATGAGCACCGAAGACAGGAATCAGCTTCAATGTAAGCACTGCTGC
GCTAGAAAACTATACTGAAAACATGTGAAATTAATCTCAGCTCCTTCAGCCTGGATGTCA
GCGTAATAAACTAAAAGGGGAAAACAGTGCAGAGAAACTGGTTTGCATTTCAGAATCTTC
TTGCTGCTCGTTTGTGACAGGTTACAGATGAGGAGGCACGGAGCCACACCTGTCTGGTCT
GTGAGAATGAGTGACAAAGGGCGGCAGCAGTTTAAGCCTTCATGGTCACAACTGCCCTGG
TCAAGAATGGGGAAACCTGTACAGGTGGTCCACAGCAAATATCAAGATCGCA
>CL1518Contig2
TGGAGTGCTCGCCGTTGGTCATGGCGTCAAGCAGATTGTCAGCCACTTTGTACACATACT
CGTTTGATCTGGCCAGAAATTCTGACAAGCTGTCTGAGCCCTGCAGACTGGACTCCTCCC
CGTACAAAGAGTAGACAAGGTCAGAGTCGTCTTTGCTGATGTTGGCGAAGCTGGAGTCGT
AGGTGGGAGCGTAGGAGGTGAACGGCCCGTAGTTTAGGTAGGACACTGGATTGATCCTGT
TCCTCTTGTCCTCTCTGAAGCTCTGCAGGCAGTTGACCCCATTCTGCAGCCGATGGGACA
TCATCCCCAGCTTCACTGGACAGTAACCGGCATCCCCCACTGACGGATCGGCGGGGTTGA
GGATTCCCAGGGTGGTGGAGCCATCGGACCTCCTCCTCACAAACTCCAGATCACACTGCA
GCACTCTGTTGGACAGCTTCCCTCCAGACTCGGCGATGACCTTGCACATTTCCTCTAGCT
CCTTTTCAGCGTTTGCCGCTTCGTCCTTGGCGTCTTTGTCCTGTCTGGGAGTGCTGGGTG
TGCGTGAGCGCTCGCTGGTGTCCGTGCTCATGGATCTGTCCTTTCTGCAGCCCCCCTGTT
CCTCTGTCTTCAGCGCCTGTGGGGTAGAGGGGTCCAGGCCCGACATGAAAGCGATGCTCT
GTTTCAGGCTCTCCAGTCTTTCCTGACTCAGGATCTTCATGCCAGAGTGTAACAGTTTCC
GAGCTGCTTTGTGGTAGATTGTCTCAGGTTTGTTGTATATCATGGCATTGTCACACATGA
GCTTGAAATCAGTCTTAAGTTCATCCAGTGATCGGAAGCAGCCTTTCTTCACTTTCTCCT
TCATCGTGCTGAAGTCCATGGGCCGTTTGATAATGGAGGAGTAACCAGGCGCTATCAGGT
CTGTCACTGGAAAAGAGAAAAACGCACTGGGGTCTTTCCTTTGAAGCTGCCGGATGAGCT
GGTTCAAAGCTTCCTGCAAAGGAGTCTGCTCTTTTTCTTCCATTTTATCCAGCTCTGAAC
GGATTGGAGTTCTGCTCTGCTCTCTTTCGTCCTCTGCTTCTCCATCCTGTCCTTTTTTCT
TCTTTGTCATCTTCTTCTTTGACTTTTCATCTTCAGGGGAGCCGAGGCCTCTCTCTTTAT
CCTTTTTCTTCTTCTTCTTCTTCTCTTTGGCTTTGTCGGAATCTGTTGGTTGCTCGTCAT
AAAATGTGTCCCGACTCGAGCTTCCGGTCGTCACCTCGTTCCCGGAGACTTTCAGCACCA
GTTTCAGAGGCCTCTCTCCATATTCTTCATATCCGTGTTTTTCGGACTTGTGCTTTTTAT
GCTTCTTGCCCATTGTTAGTATTTTTGATCAGCCCCGGCCATAATG
>CL1519Contig1
ATTCGGCACGAGGAAAATCTTGACGAACATTGTTATCTTAGAGCAGCCGATTGCCATCGT
GGGTTTTCGGTGACTACCGTTATATAATTTTGTCTCTTCTGTGTGAGGGTCAGAAATTCC
TCCTTCGGTTGTTTATTCCGAGCCGTCTAAAGTGGAATGGCGGAGCCAAGCGCCAGATAT
CAGCAGCTGCCTAATGAGGACACTGAAGAGAGTCCACAGGAAGCAGCAGACGCACCGCCT
CCATACAGCAGCATCTCTTTGGACAACTCTGCCTTCTTTGACTACAAGGAGGATGGCGTT
TTCCCGAAGCCTCCGTCTTACAACGTAGCAACCACACTACCTTCCTATGACGAAGCAGAA
AGAAGTAAAGCCGAGACCTCTGCTCCACTGGTGAACGCCAGAGATGATGAGTTTGTGGCC
AGAGATGAATTTGAAGATGCAGACCAGCTGAGGATAGGAAATGATGGCATCTTCATGCTC
ACGTTCTTCATGGCGTTCCTGTTCAACTGGATTGGTTTCTTCTTGTCCTTCTGCCTCACC
ACATCAGCAGCAGGACGCTACGGGGCCATCTCAGGCTTTGGCCTCTCCCTCATTAAATGG
GTCCTCATAGTCAGGTACTCCACATACTTCCCTGGTTACTTTGATGGGCAGTACTGGCTG
TGGTGGGTCTTCCTGGTTTTAGGCTTCTTGCTCTTTCTGCGAGGCTTTGTCAACTATGCC
AGAGTTCGCAGGATGGCCGACACCCTCTCAACTCTGCCCCGCACCCGAGTCCTCTTCATC
TACTGAAGACTTTATCCCTTTTCCTTTTCCTTTTTGAAATGATCAATTAACAAAGGGAAA
GCTGATTATTGACACCCTCTTTCTAGCGTCCTTCAGATAAAACGGCATGCGTCGCCCTTT
TTTGCAATAAAAGAATTAAAATCTGCAGAATTCTTTAAGTAATTGTGAAATTTAGTGCTT
TCAGCAACAATTAAAAGACGTTCAAATGAATGCCTTATTTATTGTGTTGTATGTTGGTTC
CAGCAACATTTGCAGTTCTCTGTTTTGGCCACAAGGGTGCAGTGTTGTATGCATAAATGT
TTTTGCCCTGTAGTTCGATGTAACGAAACCCAAAGGGTGTTTCTAAAGCGGGGGGCCAGT
AGGGCAGGGGTTAAGGGATATGATCTACGAGTAAAATATATATGTATATTAGTGTAATGT
GTTTCTGACCAGCACTGACTGGTTGCTTTGGATTATTTCGCATGATAAAACCTTTTTTTT
TCTTTTTTTCTCTCAGGTGGCTAAAAAGAAAACAGTCACAATTCTTTGGGCCAAGTTTTT
GCAAAATGTGTTTTTTTTCTTCATGTGAAAACAGTTTGTACACTTGCTAATATTAGCAGT
TTTTTTGTTTATTACTGTATTAAAGCAGAAAATCTTGAGAGAAATTCAGCAGGTTTTGGA



TTTAAGTAGATCATCTGTCACAGAATTTCTTGGTTTTGTGCAGGTAGGCAGTTTTTGTTT
ACCTAGTGATTGTTCAATGATTATTTTTCTTCATCCAAACTGCATTTGTGGTGTAATAAT
GGAATATGAATAAAAAAAAATAACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL1520Contig1
ACTTTATGAGCCTCCGCAGAACGACTTTTCCTAGCAGCCGGTTAGCATCATGGCGAGCGT
TGCCGACACGAAGTTATACGACATCCTTGGAGTATCACCTTCTGCCTCCGAGAATGAGCT
AAAAAAGGCATACCGCAAACTGGCAAAAGAGTACCATCCTGACAAGAATCCTGAAGCTGG
GGACAAGTTTAAAGAAATAAGTTTTGCCTATGAGGTGTTGACAAACCCAGAGAAAAAGGA
GCTTTACGACCGTTATGGCGAACAAGGGCTGCGAGAGGGAGGAGGCGGAGGGCCAGGGAT
GGAGGACATCTTCTCTCACATTTTCGGCGGTGGGCTCTTTGGGTTCATGGGTGGACAAAG
CAGAGGACGCAATGGAGGAAAGAGGAGAGGAGACGATATGATACACCCTCTGAAAGTGTC
TCTTGAAGACTTGTACAATGGAAAAACCACAAAACTGCAGCTCAGTAAGAATGTGTTGTG
TAGTGCCTGCAATGGTCAAGGAGGTAAAGCTGGAGCGGTGCAGAAGTGTGTGGCCTGCAG
AGGAAGAGGAATGAGAATCATGATCAGACAGCTGGCTCCTGGGATGGTTCAGCAGATGCA
GTCGGTGTGCACAGACTGCAGCGGAGAGGGTGAGGTGATAAACGAGAAAGATCGCTGCAA
AAAGTGCGAGGGCCAAAAGGTGTGCAAGGACACAAAACTTCTGGAGGTTCATGTGGACAA
AGGCATGAAGCATGGGCAGAAGATCACATTTTCTGGAGAAGCTGACCAAGCACCAGGCGT
TGAACCTGGAGACATAGTTCTGGTGCTTCAAGAGAAAGAGCATGAGGACTTCCGGCGTGA
AGGCAGTGATCTTCACATGGTCCACCGCATTGGTCTGGTTGAGGCTCTCTGTGGATTCCA
AATGACTGTCACACACCTGGATGGACGTCAGCTGCTTATTAAATACCCCCCAGGGAAGGT
CATCGAGCCAGGCTGTATTCGAGTGGTGAAAGGAGAGGGGATGCCTCAGTACAGAAATCC
ATTCGAGAAGGGCGATCTTTACATCAAGTTTGACGTCCAGTTTCCTGAAAACAACTGGAT
CAGTCCCGACAAGCTGAACGACCTGGAATGTTTGCTTCCTGCTCGTGCTGACGACCCCAT
CATTGCAGCAGACGCAGAGGAAGTTGACTTGACTGAGTTTGAACGGAGTCAAGGCTTTGG
AAGTGGAGCCAGAAGAGAGGCGTATAATGATAGCTCTGATGAGGAAGGGGGTCACCATGG
CCCCGGGGTGCAGTGTGCACACCAATAGACTCATACACAGACTTGCACACATAAACAAAA
GCTAAATCAGACACACGCAGCCCTCCGTTTCCATTGCTAAATCAAGACTTGTTGCGTATA
GATTCAGATTTCTTTTCTCTGATGAGTCCAGTGAAAAAAAGAAATGCAATCATCCTCCTT
CCTCAGCTCTATGGTGCCCCCAAGTCAAAGAGATCCCAGATGTGCGGTGGCCGTTTTGTG
TTATTGGACATCAGTGTTCATCAATTTCTCCAGCAAGAAGAGTTAAGTTGTGAGATGTTC
ACTGGCTCTGCATCGCTTGGGCATCCTTGTTCTCGTTTTAAGCTTTTTATGTTTTACTGT
GGGGAAAACAACAGTCTAGTGTACAAAATGCACATATTGTGAAGTATCCTGTAAAACGTG
TAGTTTAGTCAATCACATACAAGCGCATGTTCGTTCTTGCTGAAGATTTTGATCAGTTAG
ATTCAAGCTCCAGAAACTTTCAAATGAAGTCTGACACCGCAGCTGTTAAAATGCAGAGTT
CTACTGCTGCAAGAACTGGTCTATTAACACATTTGGAAAGAACACTCGAGGTTAAAACTC
CCATCTTAGAGAAAACTTGATTCATTGATTTGCAGGGAATGCTTTTGTTCCGAGCTGTGA
GGTCCATTAAAAATGAGTGTACCACCGGCCAGATAAATCACTACGTTTATTTTTGTTGTC
TGAAATTCCTTGGTGTGAATGTTGTTGTGTTCTGAAACTGCNA
>CL1521Contig1
TTTTTTTNTTAGGTATTTTAGTGAACTTTATTAGTCAAATAATAAAATACAATTCCACTG
CATACAAAGAACAAAAGATAAAGAAGCTGCGTGGCCCCTCGCCGCGGCCCCTCCCGCTCG
TAGCAGCTTCATTTGGCCGCCTGCTGGGCCTGACGCCGGAGCAGAACGTAGATCTTCTCC
TTGATCCAGTCCTTGTTGTACGGCTGGTACGTCTGCGTGTCGGCCCGATACACCAAACAG
CTGAGGTCGGCCAGGTCGTCGATGAAGTCAAACAGCTGGCTGATGTCGTACGTTATGGAC
GGACTGTTGGGGTTCATCCTCTTCAGATGCTCCTCGTACATCTTACACACTCCTTCCATG
CACTCATTGACCGACTCAAAGTCAGCGTACGTTCGCCCCTCCGGCCTCTTTGTGGGCTGA
ACCAGCAGGATGGTGTGAGACATTTTCCCAGCGTTTACACTGCTGTTTCCAGTGAGATCT
GGAAACCTAGCTTAAGCCTCGTGCCGAA
>CL1522Contig1
GGACTTTTTATTTTTGTATGAGTGGCGGTCAAGGTGGTGTCAATCATTGCAGAAATACAC
CAGCTTCTGTACATCTGAGGTTTTTTGCAAATTAAATGTTTCATTTGAAAAACAAAAGCA
GAGGAAGCTTGTTTTTTCCCCCCCACCAGCCTCAGCTCATAAATGTTTAAACAGGGTCAG
AAACAACAAAGTCTAGTTTTCCCCAACCCTGTGGCGCCCCCCTGTGGCCTGTTACTTATA
CCACTGCACTGCTGCTGGTTTGGGAACTTCATAGTTAAGTGTATCATATTCCTGCCACGG
TTTCAGTTGGGGGCCGGGAATGAGGATCGTCTTGATGACGGGGTCCTTGGCTGGAGCCCA
GGACGGCACAATCTTCCCATGCAGCCTCCAGCGGCCGTACGGGTTGATGAGGTGGCGTTC
AATGATCAGGTACTCCAGGACGTCCTTTGGCTGCTCCTCGCTGCCCAACATCAGCCTCCC
AAAGCGGTCATAGATGGCCAGAGTCTGCTTGGAGTGCAGGCGCACCGTCACCTGTCCATA
CAGGTTTCCTTTGGTCACCATGTCGGGGCAGCGGGCGTGGACCACCCTGGGCGGCTCCAG
CGACTCCACGAAGCTCCAGCGGATCGTCTTGTGGCGGTTTCCCCTCGTCATCTCCGGGTA
ACAGCGCTCCGTGACCAAAGAGTGAAGCTTCTCCTTGTTGAATTGTGTCAGAGCTCTGTG
AGCCTCGATGAAGATTTCCTGAGCTTGCTCTGCAAACGTCTTGGTGGAGAACAACGAGTC
GTGCTCCTTAATTTTACGGATCGCCAGCTGGGAGGCGGCGCTCTGTCGGATCTGCTCGGT
CCTCTGTTTCAGGCCTTCTTTGGACAGAGTGGAGAGGCGAGCGTCGCCCTCTGGGGGGAT



GTAGGGGTCAAAGACCCCCGCTGTGCACGCGATGTTGATGGGCCTCTCCATGTACTGCTG
CTGGATAACAACCCCGGCTGCTCGGGCTCTGGCCTCAGGGTCCTCCTGCTGCTTCCCCTT
TATCCCCACCGCCGGAGGGATGAAGTATCTCTTCTTGGTCCTGGCTGGAAGGACCAGCGG
GAGGGGATGCCGCACTTCCACAGACGCCTCCACAGTCTTCAAGGAGTTACATGTTCCTCT
GTAGACACCGACCAGCGTCCTCCTCACTGACATCGCCATGTTGTTACCCTGAACCAACCC
GGATGCAGTAGG
>CL1523Contig1
AGGAATTCGGCACGAGGCGGAAGTGAACTNGATGCATTAACGTCACTTAAGCTACAATGG
CAGCCACCAAGGCTTCTAAGGAACAGAAATACGACAGACAGCTCAGACTGTGGGGGGATC
ACGGCCAAGAAGCTCTGGAGAATGCTCATGTTTGTCTCATCAACGCCACGGCGACTGGAA
CAGAGATACTCAAGAATCTGGTGTTGCCAGGAATAGGAGCTTTTACCATCGTGGATGGAC
ACACTGTGTCTGGAGAAGATGCTGGAAACAATTTTTTTTTAAGTAACAACAGCATTGGAA
GGAACAGAGCTCAGGCTGCCACTGAACTGCTGCAGGAACTGAACGGTGATGTATCTGGTA
ACTTTGTGGAGGAGAGTCCAGACAAGCTACTTGACAACGATCCAGAGTTTTTCCACAGAT
TCACTATAGTCATTGGTGTGCAGTTGCCTGAAAGCACTTGTTTGAGACTCGGCTCAGTTC
TGTGGAATGCCTCTGTACCTTTTCTGATCTGTAAAACTTACGGTCTCATAGGCTACATGA
GGCTGGTGGTACAGGAGCACACAGTGATTGAATCTCATCCGGACAATGCGTTGGAGGATC
TTCGATTGGATCAGCCTTTTGAAGAATTTAAGAACCACACTAATTCCTATGATCTTGACA
GCATGGACAAGAAGGACCACAGTCACACTCCATGGATTATAATTGTTGCTAAATATCTGG
AAAAATGGCTCAGTGAGCACAATGATCAGCTACCTAAAAATTACAAAGAGAAGGAAGCCT
TCAGACAAACTATTCGGGAAGGGACCAGGAAGACTGATGGTGGTGTTCCAGAGGACGAAG
AGAATTTTGAAGAGGCTATTAAAAATGTCAACACTGCATTAAATCTAACCAAGATTCCAA
GCTCCATTGAAAACCTCTTCAACAGCGAGCAGTGTAACAGCATCACATCACAGTCATCCC
CCTTCTGGGTAATGCTCCGAGCTGTGAAGGAGTTTGTCCACGACGAAGGCAAAGGAAGCC
TTCCTGTGCGGGGGACCATCCCAGACATGATTGCAGATTCTCAGAAGTTCATCAACCTCC
AAAATGTCTATAGGGAAAAGGCCATGCAGGATGCTGCAGCAGTTTCTAAGCACGTTGAAT
GTCTACTGCGGTCTGTTGGAAAGCCTCCAGAAAGCATCTCTGAGAAGGACATCAAGCTGT
TCTGTAAGAATGCATCCTTCCTGCGGGTGGTTCGCTGCAGATCTCTGGCTGAAGAGTATA
GTGTGGATTCTGTAAATAAAGACGAAATCGCTTCATACATGGACAATCCCGACAGTGAGA
TGGTCTTCTACCTCATGCTTCGTGCTGTTGATCGCTTCTATCAGCAGCACTCCCGCTACC
CAGGAGTGTATAACTATCAGGTGGAAGAAGACATCAACAAGCTGAAGGTGTGTGTGAACA
GCTTGCTGCAGGAGTACAGTCTGAGTGTCAACATCAAAGATGACTACATCCATGAGTTCT
GTCGGTACGGAGCTGCTGAGCCCCACACAGTTTCTGCATTTTTGGGAGGATCAGCTGCTC
AGGAGGCCATCAAAATCATCAGCCATCAATTTGTGCCCTTCAACAACACTTTTATTTATA
ACGCCATGTCGCAGACCTCTGCAACATTCCAACTATGATCGCGGTGACAAATGCAGAGCT
TCCCCACAGACAAATCTGCAAAAATACTGAACAGATTCGGACTCTAATAAATCCAACTGG
TAACTGCTCCTGTGGGTTTTGAAGAAAATCACACATTCTGGAACGGGATATGGAAGAGCA
AGGAATGCAGCACCCTCTGGCATTTTCTTCAAGTATTTTCTGTTTTTTAATACCCTACCA
TGCAAAATATTAAAAAATCCTTTAAAGCTGTGATTGTAACATAACATAGCAGCCCTTTCT
ATCCTCCTGATCCCATTGCGTTTTGTTTTGGAGCACCTCGTTTGAAAACGTGTACTGTTG
AACCGCAAGGATTAATATAAAAAAAAAGGAG
>CL1524Contig1
TTTTTCAACTTTATTGTATTTTTACTAGTAAAAATGTCAAAACGATTTTGTCGACAGGGT
TGATGTGGAAACAGGCAGCAGGTTTGCCACAGTTCATGATTTTTTTTTTTCCTCCCCAAA
GTGAAAAAACAGACGCAAAACAAAAACTGCAACACAAAACTAAACCAAAGACAGAAACGT
TTCCATTTGAGTTCAGGTTTGTCTGTTTACATGTAAACTCATCCTGTTTCTGGGGTTCAG
CCGTGACTTTGGCGTGCTGCAACACTGAACACGGGGACGGGGTGAGGCTTGTCACCTTCA
CTAAAAGCAAACACACTGGACCGGTGAGGATTGGAAGGATGAAACACTGAAAGGGTGTGG
TTCCAAACGGCTACAAGGACTCTAACAACAAGGGAGCGAATCACTAAAGTGTTTGCTTTT
CTCGGAAGGGTTGAGGAAATGCAAAAATGGCATCGACGGGCCGCAGCTGTCATTTCATTG
TGCAGCTTTGGCAGCAACCATGAGTCCTGCGTGAAGAAAGGCAAATTGACAAATCTAAAC
ATTGAGGAAAATCAGAAGGATGTGGAACAACAATAAATTAATCCTGAAATGTGACCAAAG
TACTTTTTGTCTTTTCAAAGAAATCCAACAACAAATAGATCTTCCATAAAAAGCTATAAA
ATAAATAAGCACTCTTTTCATTTGAGTACAAAAGAAGTTGCACAGTGTGTAGGCCTGGGA
AGAGATGGGAGCCATCAGATTGACTTTGATTTTTGTTTTTCTCAATAGTTTTGAGTTTTC
TCCTTTTCTTTTTGGATCCTTTGGTCAGAATCACTTTTGCGCACACACTGGAAGGGGTGG
GGTCATTGTGACCCATGAAGAGCAGCACCGACGCCGGTCCTCAGTACACCCAATTGACAG
GGACCCACTGGGATTCAGAGCAGAGTTTGTCCACAGCGGCCTGTAATGTCTCAAAGGCCT
TGTCCAGGTTGTCGTTGACGATGGTCAGGTCAAAGTAGTGGGCATAGGCTCTCTGGATGC
GGGCACTCTCATCCACCGTCTTCCGTAGATCCACATCCGTGAGCTGCTTGGTTGTGAGGC
CTGCGTCCACCACCGCTTTGTGCATGGCTTTGAGGGTGTCAAAGTCAGGCGCAGCGATGA
ACACCACATAGGGCATGAACTCTGCCGTCTTCAGTACCTTCAGAGCCTGTGGGTTCACAT
CCAGGATGCATGTGCGTCCAGTGGCCACCACCTCATGGATGGAGTCTATCTTTGTCCCGT
ACAGGTTCCCGTCGTACTCTCCGTGCTCCAGGAAGCGACCGGCCTTCACGTCCGCCTCCA



TCTCCGTCCTTGAGGTAAAGTGGTAGGAGTTGCCGTCCAGCTCATCGTCACGAGGCCTCC
GTGAGGTGTATGGTATGGTGGTGCCAAAGCGTGTGGGATGGAGCACCATCAGCCTGTTCT
TCAGGCTGCGTCGGCCCACTCCCTGAGCTCCAATCAGAACCAGCGTCTTTCTCTGGAAGG
GCGGAACCTTTGCTACTTCCTCGTAGATCTGAAGCTCGTGTCTGTCAAATTCTGCATTCT
TCGCCGTTAGATACATCATCTTCTTCTTCTTTTTTCCAGCTAAAGTCCCACAAAGGATTC
CTGACCCATCCAGGTCTCTGGGGACAAACGCTTTCCTCTTCTCCTCCAGGAACTGACTGG
GAATCAN
>CL1525Contig1
ATTCGGCACAGGCTCCAACTCAGGCTTCGACAGCTCTGTGGCCAATCAGATCATTGAGTC
TCTGGTCACAGGGCTGCGTCCTCCTCTGGAGAGTCATTTTCGACCCGAGTTCATCCGGCC
GACGCCTCCGCTCCACACATGCGAAGATGAGCTGGCGTGGCTGAACCCCACCGAGCCGGA
CCACTGCATCCAGTGGGATCGGTCAATGTGTGTGAAGAACAGCACCGGCGTGGAGATCAA
ACGCATCATGGCCAAGGCCTTCAAGAGTCCGCTGTCGGCTCAGCAGCAGTCCCAGCTGCT
GGCTGAGTTGGAGAAAGACCCAAAGCTGGTGTATCACATCGGCCTGACGCCTGTGAAGCT
GCCTGAGCTGGTGGAGAACAACCCACTGGTGGCCATCGAGATGCTGCTAAAACTGATGCA
GAGCAGCCAGATCACAGAGTATTTCTCAGTGCTCGTCAACATGGACATGTCGCTGCACTC
CATGGAGGTGGTAAACAGGTTAACCACAGCTGTGGATCTGCCTCCAGAATTCATCCACCT
CTACATCTCCAACTGCATCTCCACGTGTGAGCAGATCAAAGACAAATACATGCAGAACCG
CCTGGTCCGGCTGGTGTGCGTCTTCCTGCAGTCGCTGATCCGAAACAAGATCATCAACGT
CCAGGACCTGTTCATCGAGGTGCAGGCCTTCTGCATAGAGTTCAGCCGCATCCGTGAAGC
GGCCGGCCTCTTCCGCCTTCTGAAGACCCTGGACACTGGGGAGAACCCGGCCGAGGCCAA
GCCCATCAAATGAGCAGGAGTCCTGACATCAGAGGGAGCAGGGAGCCGTACAGCTCAGTC
ATGAGAGGACGTGCTGTAAATATGCAGCTCTGCGGAGGATCTTTGTCACTGACTCATCAA
TTTTTTCTTTATTAAACCCTCGAGTTTGTATTATTTTCGATGTCATTTCCTGAGTGATCA
AATGTTGCATTAAGTCAAAGCTGCAGAAATTCCATAAGCTGCTATCACTTCGGCAGATTT
ACTGGAGCTCAGTGAAACATTTGAACTCAAAAGTGTTTTACTCCTTATTTTGTCTCCATA
AAATTGTTGAGTGTTTGGTTCTTGTGTGCAGAGTTGTATGTTTGCAAAGCGTGACACAAG
TTCTGACCGTTTTCTTCTGCTCCCAGTTTTCTAGCTTTTAAAAATGTTGAGGGTAAAGTT
TTGCTGCAAATGCTTAAATCATTTAAAAAGGGTTTCAGATGTCGAAATAAAAAAACTCAG
ATT
>CL1526Contig1
AAGGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTAACGTTTAAACCAACATTTTTATTAAC
CTTCAAAATAAAAGCATGATAATTGTAAATGCAGAAAAGCACGATTTTCCAAAGTTCTGC
CAGAATCCAAAATGATCCGTTTCTGAGCAGCAGGGGGCAGAATGGAGGACATTTTGGAGA
GACTCACACCCACACAGATGAAAAGCAGAAAGTTACAGAAGTCCGCAAAGGCCTCAGATC
AAGCACTCTTCACTACGATGCCGCCACCTGAGTCAGCGGCTCCTCCAGGTATTGCACCAG
CGCCTCCGCCTTTGCTTTCAGCATCCCGAAGCCCACCGTCTCTTTGGCGTACATGCAAAG
CAGCAGGTTAGCCACATGCGTTATGGCCACTCTCCCTTCCATGCAGTCCATGAGGATGAA
CTTGAGTTTGTCCTCGTTGAAGGCCTGGTGGCCGTTCTTGTCGTAGGCGGCCCAGATGTT
GCTGGCGATGGCAGCGGTCACTCGAGCGTCTGTGTCGCCGTAACCGGAGTACGCCAGGAG
GGAGCCTTCGTTGTTCAGTAGGAGGGTGCTCTGGACGCCGTTCGTGTTCGCCTGGCTGAG
AACTTGCGTCAGCGCTTTGGGTCGCAACATGGCCGACCTCTCTCAGGAGAAAAAACCCAG
AAAAATGATCTGACTGAATAAACACGGGGCTTAAAAAAGAAGAGAGAACTGCTCAATAAC
AGAGCAAAGTCAGCTGACTCGATTCTTCTTCTGTTTCCTTTTCCGGTACATTTAGAGATC
CCCGGCCATAAGGCCCGGGTTTANCGGC
>CL1527Contig1
TTTTTTTTTTTTGACATTTCATTGTTTACTTTCATGTTCAAAAAGTTACATAGAATCTGA
AGAGTTAAAATGTGCTACAGAACGGCGCTCTAAACGGCTAAAAGCTGCTTCAGACAAATA
CAGAACATCTCAATGAGCGTAAAAAACAAACCAGTTTATGTTTAATAAAAAGTGTAAAAC
ATCTACACATAAAAATCATTGAACGCCACCGTTAATGAAAAGACATGGAACGGGAAATGT
ACAAAAGTCTGTGAGGAACCAAGGGGGCGGCTCTTAATCGAACATGAGGTCGTCCTCGTC
ATCGTCGTCATTGTCCGTTCCGATGAAGTACTTCACCTCCTTCCTGGCGCTGCCTTGGCG
CCCCCGGGAAAAAGCGCTGGCAGCACTCAGGCCGTTGCTGTCGTCGTCATCGTCGTCAGA
CGGAGGTTTCTGAGGTTTTCTGCCTGGAGGTTTTACAGCCTTCTTCATTGGAGTGTACTC
ATCTTCAGATCCAGAGCCCTTCCTCTTCCTTCCCCGTCCTTTACCTTTGGGGGTTGCTGC
TGACTTCTTGGAGCCGGTGTCGGAATCAGAGTCCCAGATGGATTTATCCGGTTTCTTTGC
TTTTGCTGCTGGGATTTTCTTGGGTTTGGGAGCTGCACCGGAGGGTTTCTGAGTCACTTT
CTTTGACTGTGACAGCTTGTCAAAAGCAGAGCTGCTGGAGTATGTGTTGAAGACGGGAGC
GTTATCGTCGTCACTGTCAGACTTGGAGCCGTCGCTGTCGTTGCTCTTCTCGGAGAAGGC
CGTCTTGGATGAGAAGCTGCTGGTTGTCTCCTTCTTTTTAGCTGGCAACGTTTTCTTCGG
CTTGGGTGGACTGAAGGAGACTTCCAGCTCCTCTTCCTCATCGTCGTTGTTGAAGTGGCT
CTTGTTCTCAGGGAATCCAAAGTCGTCTTTGAATGACCTCACTGGAGACGAAGCTGTGTC
ATCTCCTCCATTTTCCTCTTCATCTGCTGCCTCCTCTTCCTCATCCTCTTCTTCAGAGAA
GTCAAATGTGTATTTTGGTTTGGAAGCTGAAGCTCTCTGAGACTTGGTCTCTCTGGGAAT



GACGGGCTGGTTCTCCTCCACGTCACTCTCAGACTTGGACTCATCATCAGACCAGGGGTT
TCTCTTCTTTACCTTCTTTGCAGGAGTACCTTTGGGTGCCGGCGGCTTCCTCACTCTGGG
CGCTCCCGGTTCCTTCTTTTCCTTCTTGACTCGAGGAGCTTTGGGTTTGCTCACAGAGTT
CTCTACGGTTCCTCCTCCATCATCATCCAACTCCAGCTTCACTACTGAGTCTGAGTCAGC
CTTCTTCTTT
>CL1528Contig1
TTTTTTTTTTCATCTAACAACGGGTTTATTTCTGTGAGCACAGCAGTTATATTTCCATCA
ACACAAAAGCATTTTTACATTCTGCAACAAAAGGTAGTATCTTCCTCCATGAAGCTGGGG
GGGGGGGCAGCCAGCCAGCAGGACCACGGTCTGCAAGGCGGGGTGGACAAGGTTTTAATC
CAGCACGGATCCCGCCTCAGCTGGAAGACCCTCCGCCTTCCTCCAGTACGCATTTCGCCA
CTTGAACCATTTCTCTGTTTCCTCCACTGAAAGTCCACATTCACTCGCGATCAGGATGAT
CTGCAGCTCGTCGGGGTTTTTGGAGAAATTTAAGAAGTTCTTCTCCAGCTGTTGGATCTG
TTCATGTTTCAGCGTCATCATCATCTCATCCTCGCTCCTGTTCAGCGCCATCCTGGCTGG
TCCAAAATGAAAATAAAAACCGCGAAGGAACCCCTTCTGTGCGTCTGCTGTAGCCGCGTG
CCCGTGTCGTCGTCCGCGTGGATCGCTGCTCGGTTCCGCGCAGCTTCGGTGGCGACTCAG
CTTCAGTTCTCTGGATGACAGGAGCAGCACTGGCCGTTTGACCC
>CL1529Contig1
ACTGGTTTCGAGATGCTCCGTCCCTTCTCATCATCTTTGTTCTAACTATGCCGCAGCCTC
TGCGTAAAGAGCACTTTACCTGCGTTGTCAAGATGCTGTACAACCTGCAGTTCACCCAAG
GTTTGGCTGCGATGTCGACCAAGTTCAGCTCCGAGGAAAGGCAGGCCCGGGTGACGTCTG
GAGCACTTGCAAAGAACACTGCAGTCTCTGAAAAGTCCTGTGAAGCCCTGCTCGGTCATA
TTATCAGTGAGCTCTCAAAGGAAAACCGCGTCTACAACGTAAACCCGGAGGAAACGGCAA
TGCTGAGCTCCAGTGTGTGGTCCCCACAGTCTGTAGAGGTCAGCCTTCAGCAGTTCTGCC
TGCCCTTTCTGCGCCTCTCCTGCCTTCTGCAGCACCACCTTTATGGCGACAGCCTGACCG
GCTGCTTGGAGGAAGAGGAGTTCTCATCTTTGGCTGTGTGCCTAGGGCTTCTACCTTCAT
CCCCTCAGCCTTCCAACGCCATGCACAGTGCCTCATGTCTGGAGTGGCCCGTCAGCGCCT
TTGACTTGGTGTCACAGTGGTGTGCTGAGGTCACGGGGCTCTCACAAATGCAAGCTGAGC
AAACACTGACCTTGCTTGTTCAAGATCCTCAGTGGGCAGCCCCTCGTCTTCTCCAGCTAC
CTGACAACTATAATATCATCTTCCAGTACTATCACAGAAAAGCTTGTACTGTCTGCAAAA
AGGTGCCAAAAGACCCCGCACTCTGCCTTGTTTGTGGCGCCTTTGTCTGTCTCAAGGGCG
TGTGCTGCAAGCAGCAGGGTATCTGTGAATGTGTTCTGCACTCTCAACACTGTGGTGCAG
CAGCAGGCATCTTTCTGCTCATTAATGCCTCCGTCATCATCATCATCCGTGGACATCGTT
TTTGTCTGTGGGGCTCCATTTACCTTGATGCCCACGGAGAGGAAGACCGTGATTTACGCC
GTGGCAAACCCCTCTTTTTATGTGAAGAGAGGTATCGTGTGTTGGAGCAGCAGTGGGTGT
CCCACACCTTTGATCACATCAATAAGCGTTGGGGGCCTCACTATAACGGACTCTAACCTC
CTCCTGATACCATAGCCCCAGACTGAAAAGCATTTTATTATTATTTCTGTCCTGCTCTTT
ATTTACCGGCTTCTGTTTAAAAAAAAAA
>CL1530Contig1
CCAATAAAATGTGGGAAAAGAACAAATTGAATAAAAGGAATCCAGGTTATTGGGGAGGGC
TTTAGCAGTCGCTTTTCCATAGCTTGATGGTTTTGTCGTTTTCTAAAGCGGCTGATGCGA
TGATGTTCTCTGTTGGGTGGCAGGCAGTGGAAATGACCACATCTGTGTGGCCCTGAAGTT
TCTGCACGATCTCTTTTGTCTGCAGGTTCCAGATGTAAACCATGTTGTCCTCCGAGCCCG
ATACGATCCACTTCCCCCCAGTGACAGAGAAGTTGGCGAATATGCAGTACTTCTCATTCT
TGTGGCCCGTGTACGTTTTCAAACACTTTCCTTTGCTGTAGTCCCACAGCTTCAGTGTGT
TGTCGAGTGTAGCAGCCAGAATGTATTTCCCATTGGGGGAAAACTTCACAAAAGACACAG
GAGGGTTGTCATCATCGATGAGGGTCTTTAAACACTGGCCTGATGCCGTGTCCCAGATTC
GACAGAGGCCGTCGTAGCTGCTTGACACAATCAGAGAGCCGTCTCGGTTGAAGTGAACGG
CAGAGACGGGGTCAGAATGAGCTGGCAAAGTTTTCAGACACTTCCCAGTCTTTACGTCCC
AAATCCTCACACTTTCATCGAACGATCCCGACACGATGAGGTTGGACTGCGGGTTGAAGT
TGCAGCAGAAGACGTAGTTGCTGTGACCCTTCAGGGTTTTCAAGCACTTTCCCGAGTTGA
CATCCCAGATTTTCAGGGTTTTGTCGTCTGATGCAGACACCAGCAGGTTGGAATCAGAGG
ACCAGGCCACATCAGAGATGCCAAGTTTGTGTCCAGATATGGTTTTCTCAAACTTGCCAT
CATACGCTCCCCAGATCTTGATGAGTTTATCAGCAGATGAGCTGGCGAGCCATTCTCCAC
TTGGACTGAATTTGACAGAAGACACGGCTTTGGTGTGTCCTGCTAACGTGAACTTCAGGC
TGTAGTTTGGCTTTGCAGGCGCAGACTTGCTTTGGCTTGCAGATGCTGACTGCACAACTG
GAGGTTTTGTGTCAGTCTCTGGTTTCTTGTCTTCGGTTGCCATCATGAAAAAAATAGCAT
CTACTGAGCAAGAAACGTTTTACAGATTCACCTCCAGATTTTTTTCCTCCACCGAAGAAA
ACACGATTAAAACCAGTCTGTTTTTTCGTAATATGATCCTAAACTTACAAAAAACTAATC
TACCTGCCTCCTTGTATACGTTTGGCTGCGAGAAAACCAACGAAGAAACGAGGGAAT
>CL1530Contig2
ACCTTATTTTTTTTTTTATTACACCTGAAGCTTGATGGAAATGTCACCGGTTTGCTCAGA
TGGTAGTGCACAGATACACAAAGGTACAAACAGAAATAAAGGCCCAATAACTATTACATT
TATTGTACAGAAGCTGTTATGGAGAAGAGATTGATATCAAAAACATAGAAGGACAGAGTG
TTGCTTTAGAAAACATCACCCTTTTTTTTTTCTTCTTTCTTTCTTTTTTAATTAGATGAG



GCATCAGAGGAGGTGAGAGGATGACGCTTGTTAAAGAAAAAAGGCGTCAGATATCATCAA
CTTAAAAACTCTCTGCATCCGTCGACGGCACCAGTACAAAAACGTCCTCATCTTCCAATA
AAATGTGGGAAAAGAACAAATTGAATAAAAGGAATCCAGGTTATTGGGGAGGGCTTTAGC
AGTCGCTTTTCCATAGCTTGATGGTTTTGTCGTTTTCTAAAGCGGCTGATGCGATGATGT
TCTCTGTTGGGNGGCAGGCAGNGGAAATGACCNCNTCTGTGTGGCCCTGAAGTTTCTGCN
CNATCNCTTTTGNCTGCAGGTTCCANATGTAAACCANGTTGNCCTCCGAGCCCGATACNA
TCCACTTCCCCCCAGTGACANANAANTTGGCGAATATGCAGTACTTCTCATTCTTGNGGC
CCGNGTACGTTTTCAAACACTTTCCTTTGCTGTAGNCCCACAGCTTCAGNGNGTTGNCNA
GNGTANCACCCANAANGTATTTCCCATTGGGGGAAAACTTCACAAAANACACAGGAGGGT
TGTCATCATCGATGAGGGTCTTTAAACACTGGCCTGATGCCGTGTCCCA
>CL1531Contig1
TTTTTTTTTTTTTTTTTTAGATGAAGAAGTGGTTAAACTTTATTAGTACAGACGATGGAG
ACAATTTACAGAAGAAAGGTTGATCTGCAGAACACAGCCGATATAAAACAGAGGAATTAA
GGAGCGGAGCGGAGGAGGTGCTGAAGGTCTCGTTACTTCTGTCCCAGCTGGGAGAGCTGC
TTCATGAACTGAGCGGCGTTGAAGAGTTCGCTGCAGCCGTAAACGACCTTCCTGCCCGGT
TTGGACTTGGTGTAGTCCACAAGGTTCTGGTACTCTATGTAGTTTCCTCCTCCCACCACA
AAGACGATGGCCTCCTGGAAAGGGTTCTTGTTTCTGGGAACGGAGCTCTCGCTGCCCCGC
AGCATCTTCGGGTCGAAGTATCGATAGTCATCGGTTTCAGGATGAGACTTCATCTCCATC
AGGTTGTCCAGGATCCGAGTGACCGGGAGGTTGTGCTGTTTGAGCACAAGGTTCTTCACG
CCCTCCATGACAAACTGGGAGCCGGTGTTCATCACTCTGGAGAAGAGACCCATGGGTTTC
ACCCCGCTGTTTCCGTAGTTGGCAGGGTTTGCCATTTTGGTGAATGCTTTCCACTGTTTA
ATGTAGTTGAGAGGTGAGAGGTCACAGCCCGCATCCAACAAGGCCTTCCTGTACTGCTCC
AAGTCCAACTCAGAGGGAGCCTGCTGAGCTGTGATGTAGTAGATGAGGAAAAGTCGCATT
TTGTCCTCCGGTGTCCCAGCATCAGGGTCGGTGATGATGTCCAGCAGAGACTTGTCTAAG
TTGGATTTGCTCAGCAGCTTCTCTTCATACTCAAAGTAAACGTCGAGTTTCCGGCTCTTG
ATGTGGTCCAGCACTGCCGTCGCAACGTTGGTGTGAAGGTCAATCAGCCTCTTCTTCTCC
AACAGTTCAGGCAAAGAGCTGACCGCTGAGGTGAGCTTGGCCGTGTTGTCGGACAGCATG
CTGATGGCTCCTTCATCCTCGCCCTCCAAACCCATGATGCTCTTCAGGTGTTTGACCTCG
TCCTCCTGGGCTCTGTAGGAGTCCAGCTCCTCCTGAACGGACTCGGCCACCTCTGGAAAC
GGACTGCCCTTGTGTTTCTGCCAGAACTTGTCGGCTGCAGTGAGGTCGTAGCTCTTTTTG
CTCTTCTTTTTTGGTCTGGCGCCGCCTGGTGACGGCTCCATGCTGCTGCCCTCCTCCATC
ACCACCCGGTTCAGGTGAAAGTCCAGCACATCGTGGATCAGCGCCTGATAGGTCCAGGAG
TGATGTAGGGGCGTGGCCATGTCCATGTTGCGATCAGCCAACACAAAGAGGGGCCTCTGG
AAGCTGAACTGTCCCGCACTCATACTGTCTCCAGTAAAGAGGCTGTTCCTGGCGTCACGC
AGGTTCTCCCGAAGCTTCTTATCCAGCTTCACGGCAACCATCTCTGCGGCATTTCCTCGA
GGGCAGCGGATGATGGGCACAGCACCCAGAGTCACGAAGAAGCAAAAGAGGCTGTCCACG
ATGGAGTCCATGATGGCCTCCATGTCCGTGTCCTGGATGTCTGCTCTGTTGATGGCGTGA
TACGAGATGAGCTCTTTGTTCTGGTGGCAGAGGATGAACATCTCGTCTTCCAGGGTGATG
AAGTTCAGGTACTGGTCAAACACCTTGGTGACCTGACTGACGACGTTCGCGGCCAGAGCG
GCACTGGCGATGTCCTCCAGTTTACTCCTGCTGATGGCAGAGATGAAGTTCAGGTAGTAG
GACTCATACAGCTGGTTCCTCAGGTCCTGACAGATCCTGTCAATGTTCTCCTCCGTGGGC
ATGAGGAAGTAGATGGCAGGAACGTCTGGGATGGGATCTCTGTCCGAGTGAAGCAGCAGA
TGCAGGGTGATGCCCATGTCCCGCAGCTCCTTGACGGACAGCAGGGGGGAGATGATGTCC
TGACCGAACCGGTCGTAAATCAGAACCTTCCATACGGGCTCGGCCGCATTGTTCTTCAAA
GGAGGGGTGTTGAAGTTCAGCATCCGCCTCAGAGCGACTGTCTGCTTCTCCCGCACAGAC
GCCGCCATGTTTCCTGTTGGGTCCCCGGCCATAAGGCCCGGG
>CL1532Contig1
GCGGACCGTTTTTTTTTTTTTTTTTTACAAGTTTATTGAGCTTTTTACCACAACACAGAG
GTTTACAGACAGTACAGCATAGTGATGGGTCTATATATACAGATATTCTGCAAGGTGGTT
CCTCACATAATCCTGTTGACATTACAGTAATAGTCATACAGAAATAAATAAATGCATTTC
TCTGAAACAAGGAAGTTACTTACAGTATCATGACACGCTAGTCTACGTACAAGATTAACA
ATATATAGCACATGTTACTGAGATATGCTGAAGTTGGAGAGATTGAAAACATAAAAGTGA
GTCATTGCTAAATAAAAAAAGGATGTCAAACTATGGGTTGCTTGATAAGTTCAGGGGCTG
CTTCTTTCATTTTAGAGGTCAATGTAATGTTAATATATAATCTAAAATGGAAAATGTAGC
CAGCCAATTGTTTTGTTTACCCCTTAAACAGGACACACTGACAAGATTGTTGAGGAAGAC
AGGAGTGCACGCTTGATTCTGAAGCCCTGAGATGTATTAATGCCAATAGGAAAATCAGGT
CTGTACTACTGTCATGCATGTGGATTTTGAAGGTCTAGTTTAAGGAGAGCAGAGGTGCAC
ATACTAATGATCAATTTTGTTAATAACAAGCCAATTTCAGCAAGAAAGCACAGAAAGATT
TATATACGGAACAATATTTAGGTTGGTTTAGATGTTGTGAGGAATATGACTTAATTTAAG
TATGAAAGGAATTGGATTTTTCTGCAGTTTAAAGGATGGTTAATTCTATTACAGAGTATG
TTTTGTTCGTATTTAACCATAATTCACTCAATCAGTGTCACATCACATACTCCACCCTAG
ACAAGCAGTTTTCTTCTATTCTGACTGGCTGGTCAGAATTTCTTATAGAAGAACAACAGC
GACAACTACAGGCCACAAGCTTCTGTGGAAGAGTCCCAGACTGGTGGCTGCTCAGCTGGA
AACACGCCTGCAGTAACTTTCAAACCACTGAACTCACTACTGAGACAAATCAAAGCATTT



GATCATGAAATAAAGTCTTTTCCTCCGACAGTTTAAAAAAACGCTTTCGGTCAAAACATA
AAACATCTGTATATATGCATCAGACTAAGGTGGTCCAGAGTTACAATCATTATATTTACC
ATTTTGTTTAGAATTGAAAAGCTTCTGATGCTCTGCTTCATGAAGGTGACTCTACAAGCA
CATTACTAAGGAGCTCTAATTCTAAAATTTGGCCAAAAATTTGAATATGCACTATTAAAC
CTGCTGGATAGGAGAACCCTGCTAAGACAAATAACTGAGTCTAGATTTCTAAAGCTAAAA
CTCTTCTTTATTATAGAATATAAGGATAATATAAGCTGCTCTAGAGCTAGTAATTACAAA
TGTATGCAAGGGACAGCAGTGTCAATTGATTCTGAGACATCACTTTATGTTAAGGCTCTG
TTAACACAAGGTGGAAGGAAGCTTTTACTAAAAGTGTAAGAGCTGGACATCCCTCATTTG
CAAAAAGCAATATTATGGTACTATCAAATTAAAATCAAATTAAAATGAAATGAAGTTGCT
GTTTTGATATCTTGGTTTCCCTTTTTTTTTTAAATTAACGTAAAACTGAAACATT
>CL1533Contig1
CGGCACGAGGAAGGCAGAGGGCTCGGTCGCTCGGCATGTTCTCCGTTCCTCCGGGGAAGA
AGCTGCTCCGCAGCTGCAGCGGACTTCGGATGGTGGCAGACGGCGGCAAAAGCTCTCCCT
TCTGCCTGGAGGAGCCGCAGTGGGTCCCGGACAAAGAGTGCCACAGATGTATGCAGTGTG
ACATCAAGTTTGACTTCATGAAGAGAAAGCACCACTGCCGGCGCTGTGGCCGCTGCTTCT
GCGATAAGTGCTGCAGTAAGAAGGTGGCGCTGGACCGCATGTGCTTCGTCGACCCGGTGC
GGCATTGCGCCGACTGCAGCCTGGTCTCCCAGAAGGAGGCCGACTTTTTCGACAAGCAGC
TCAAAGTGCTCATTGCAGGAGGAACGTTCAGCGTCACCCCAGGAGAGTCAGAGAAGTCTG
AGGTCATGACCTGCCGGCTCACCTCCCACCACCTCTTCCTGCTGCTGGACGGTGAGACTC
CCTTAGAGGTCCCGGTGAGTCGGATCTCTAGCATGCAGATTTTGACAGATGCTGCGAGTC
CAGGAGAGAGCTCGCGGCCCAGCGGCATCGTCCTTCACTACAAGCGGATGGCCCACATGG
ACACGCAGCAGCTGCGGATGGACGTCACAGAGGACAAGAAGGGCCCGGCGTGGCTGGCTG
CCATGTACAAGGCCGCCAAGATGATGAAGTCCTCTGGGGACCCGTGACCTCCAGGACGTC
CGGTGGCACGCCCCCTCTGTTTCTGGGATCTGATTGGCTCCTGGTTGGGATTACTCGTCA
CTTCTTCTTCCTTCCAGTTTTCTTTAAAGCAAATGTTTAAATGGAGCAGAGGTTCCCGTG
CAGCAGAACCACGTTGGGTTTCTGGTTTTTAGCATTCTGAGACGCTGAAGCTTCAGCTAA
ACTTTATTCTTTCTTTTGCACAAAATCAAACTTTATATGAAAAACTTTATAGAACTAAAG
CAAACAAATAACATGGCACTTTTTATAACCTCTCAACCCAAACAACACAATAACGTTATG
CTGCTGGTTATTTTATTATTAGGACTTTTTCTTTTTGCTGTTGAGACATTTTTTTGTTTT
TGAGGAGGATTAGGACCAAGTAGCCCCGCCCCCACAGGACCCTGAGCTGAACCCAGACCT
TCCAGAAGCAACTTAAAGGGCAGATCCACCAAAACGGTCAGACTTACAGGAAGGAAAGCG
ACGCCTGAGGAGAGTTTGTCGCTCACAGCAGAGATTTCAATAGAATCAGCAACTCTGGAA
ATGCAAACGGCAGCACTTTTTACCATAAGTTCAATGTTTAGAGGCTGATTTTCTTTTTGA
AGACTGTTCTGGCGCCTGGTTGTCTTTGTATCATGATGTGAACTCTGAAGTCTCCCTTCT
CGCCAGGAAAGGACGCACAAACCGCTTTAACTGTACTTCCAAGTATTAAAGTTTTCTATG
ATATATTTTGTTAAGTATTTTGACGGATGGCATGTACTAATTTTTAAGCAGAACTCTGTC
AAGTATTTTTAATACACGGGTCTTCTGTCCTTTTCCTTTGGGACCGTGCAGCACGGACAC
GGACGGCGAGCAGCGGATGAGCACGCCGCAAAGACGACGTGCAGCTGCTGCACATCTGTA
TCTCTGAACGCTGCAGCTCGTACTTCCTGCTTTCATTTCAATAAAAGCTTCACACTGCAC
TTACCGTTGTGTGACAGTAAAGCAGCACAAAACACAAGCGACGCCCAATAACAGAAAACC
CACTGAACAGGAAGTCCACTGCAGAGTCTTCAAAA
>CL1534Contig1
TTTTTTTTTTTCAACACTGACAGTTTATTTACACGGGTACATTTTAGCCATTTAATGAAT
TGCAGTGTCACATTTCTAACATAGGTGTCAATTTTCTTAGTACTGATCTTTAGCAACTAA
AAAAAAACCAAAAACTATTTTTTCCAAGTGACAAAAACTTTAAGAAGTGTTAATATAGGC
CACAAATTTAGAAATAAAGTACACTTGAGTATAAAGAAGGTAAAGCACCTTGTGCTATTA
AGTTATTCAAATTTAAAATACTTACCTTGAAAAGAAAACAAAAAAAAAAACAATATAAAA
AAGGTCAAAACATATTCCTATTCTAAATTAATATTTCAGCTGTTTAAATTTTTCTTTTAA
AAAAGTAATCTGAATACACAGCCCTGCAGAAGTATTCTAGCAGGAGTGAGTGCACACACA
GTATATTTGACTTTTTTTTAGTTCATCTTTTTAAGAAACAGACATGTTTATTTGACACCC
TTTGACACAAACACTTGTGATGTGTGATCTGAATTGGGAGAAATGCGGATAACGATGGGG
GAGAAAAATCAAGTTGCCTCTGTTTCTGGAGGGCGGTAAGACTTTATAGAGGATTTCTGC
AACACAACATGCACTTCCACCAAGATTCCTTTTTTGGTTCTAAAGAAACTCATTTCTTTT
TTGAACTGGAGCCAGAATGGGAGGATCCGGATGAATGGCCGCTGTGCCTTTCGGACGAAT
GGGATCTAGAGCGCCTCCTTTTTCTCCCGCCAGATGAGGACCTGGAGCGGCTGCGCTTCT
GTCCCCCCTCGGGTGAGGAGGAAGCCGATCGGGACCTCTTCCGTGGAGAGGAGCCCTTGC
CAGACCCGGAGCTGGATCTGGAGCGAGACCTCGAGTGAGATCCAGATCTGGAACTCGAAG
AGCTTCTAGACCGAGACCTGGACCTCGACCGAGAGCTGGAACTGGAGGAGCGTGAAGATG
AGCGGGATGATCCAGAGCGGCTGCCTTTTTTCTTAGCTGGCTGTTCATCTTCATCGCTGG
CAACCAGGTCATACTTGGACAAGTCACCATCGTCCTCATCATCATCCTCATCATCTAACT
TGTATTTGGACAGATCACCATCCTCATCATCTTCTTCCTCATCGTCTGGTTCCTCTTCTT
GGACTTTAGGCTCTTCTTTCTTTTCACTTTGTTTTGACGAAGACTGTGTGCTGCTCTTTC
CACGATACTTTTTCTTTTTCCTTCCAAACTCATCATATTCACCATCAGATTCCTCCCTTT
CAATGTATTCCACATTCTCCCTTTCATTGAAACCTCCACCATAACCTGTTCGTTCTTCAA



GCTTGGCATATTTTGGAGTGTTACACATGTTGCATTCGGATCGTCTGGCCCAATTCACAT
TGCCACAGGTATTGCACTGCCAGTCATTTGCACTGAAGAGACCTCTGCTCTTCTCAGCAA
GTGTTTTCCCGATTTCTGTCCCTCCGGCTTTCATCATTTTAGCCTCTGTTGTTTTTTCTC
TACCACATCTGTTGCAACTTGTTCTTCTCGCAAAGTTCACATTTCCACACTTTTTATCAG
GACAAATCCAGTCCCCATCGCTAACTCGAAAGCTCTTCCCTGACATATTTGTGCCTTTTT
GCGCCAGGACAGCGTGCTCAGGATCTCCGTCGGTGTTCATGAGGCAGCTGCCGAATCCC
>CL1534Contig2
CTCCAGTTCAAAAAAGAAATGAGTTTCTTTAGAACCAAAAAAGGAATCTTGGGGGAAGTG
CATGTTGTGTTGCAGAAATCCTCTATAAAGTNTTACCGCCCTCCAGAAANAGNGGCAACT
TGATTTTTTTCCCCCATCGTTATCCGCATTTNTCCCAATTCAGATCNCNCATCNCAAGNG
TTTGTGTCAAAGGGNGTCAAATAAACAAGTNTGTTTTTTAAAAAAATGAACTAAAAAAAA
GTCAAATTTNCTGTGNGCNCTCACTCCTGCTAGAATACTTTTGCAGGGCTGTGTATTCAG
ATTACTTTTTTAAAAGAAAAATTTAAACAGCTGAAATATCAATTTAGAATAGGAATATGT
TTTGACCTTTTTATATTGTTTTTTTTTTCTTCAAGGTAAGTATTTTAATTTTGAATAACT
TAATAGCACAAGGTTCTTTACTTTACCTTCTTCATACTCAAGTGTACTTTATTTCTAAAT
TTGTGGCCTATATTAACACTTCTTAAAGTTTTTGTCACTCGGAAAAAAGTTTTTTTTTTT
AGTTGCTAAAGATCAGGAGTAAGAAAATTGACACCTATGTTAGAAATGTGACACTGCAAT
TCATCAAATGGCTAAAATGTACCCATGTAAATAAACTGTCAGTGTTGACAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAACCTT
>CL1535Contig1
TTAACCCGGGCATTATGGCCGGGGGCCGCGCTCGTTCTCCCGGAAGAGCCCAGGTTCGAT
TGTAGACACGGCGCAGCGGAGACCTCGGATTGATTGTGCTCATTTTCGTTAATCAACTCT
GCTACAAACGGACTCTCCCTGGGGTCACACCCGTGTAATTTTGTCGTGTTAAAGGATAAG
TTAAAAAAATGTCGGTCGTTCAGCCCAGTCGCTCAAGCACCGGCTGGCCGCGCCGCGGTG
GAGAGCAGTTTGCGAACAAATACATCAGCGGGCCCGCTAAACCCCTGACTCTGGAGAGAA
CCATCAACCTATACCCTCTCACTAACTACACGTTTGGGACCAAAGAACCTTTGTACGAGA
AGGATGGGTCGGTGGCCGCCCGGTTCCAGAGGATGCGAGAAGAGTTCGACAAGATGGGAA
TGCGCAGGACAGTGGAGGGTGTTCTCATCGTTCATGAACACAGGCTTCCTCATGTGTTGC
TACTGCAGCTGGGGACAACTTTCTTCAAGCTACCGGGTGGGGAGCTGAATCCTGGGGAGG
ATGAGGTGGAGGGCCTGAAACGCCTGATGACGGAGATTCTCGGGCGACAGGATGGGGTGA
AGCAAGACTGGGTGATTGATGACTGTATTGGCAACTGGTGGCGCCCCAATTTTGAGCCTC
CACAGTACCCTTACATTCCAGCTCACATCACCAAACCTAAAGAGCATAAAAAGCTGTTCC
TGGTTCAGCTGCAGGAAAAAGCTCTGTTTGCCGTTCCTAAAAACTATAAACTGGTGGCGG
CACCACTGTTTGAGCTGTATGACAACGCTCCCGGGTACGGACCCATCATTTCCAGTTTAC
CACAGTTGTTGAGCAGGTTCAACTTCATTTACAACTAAGTTGGGGGGGGGAACGGAAGTG
TCTGTCTCTGTGAGTGCAGCCAAAATACTGTCATGAAAAAGATTTCCACCTCTGTCTCAG
CTTTTACAAAAAAAAAGACCCTTGTCATGTCAGGTAGAATAAAGGTCCACAGGGGTGTTC
ATACTTTTGTTAGAAGAAAAGTGAAAATGTAAACTCTGACGTTTCTTTCTGTTTGTGGTT
TGTTTTTTGTTTTTTTTTTAATTAGACTGCAACTTTTTATAGTATGCAGATGTCTTTTCC
CAGTGTGAATCGGATTTTATGTTCACTTAAGGAATGCTGATGTTTGATTAAAAAACTGCG
ACATTGCATTTCATGTTGTTTTAACTTGTAACAATGCTGTTCTTTTTAATAAAGCCTTCT
TTTGTGTGTTTTTATACAAGAGCTGGTCAGTG
>CL1536Contig1
TTTATTTACAAAGAAGCTGTTATTTACACTTGTTTGTCAGTTTTGTCCGGTGAAGGTGGA
GCTTGTTCAGGGGAGATCTGGTAGAGAAGAACTCCAATCCTCCTGTTAAACTCTTTCAGC
TGATCCGCCAACGTGAGCTTTTCTCCGTGACTCCAGTAGCGAGGCTGAGTCTGCAGCTGC
TTCACCTCCTCCTCCAAACATGCAGAAGCTTCTGGCACTTGGCTCAGCATCTCCAGCTCC
GTGTTGCAGGCCTGCAGCAGCTGCAGGACCCTCTGGAAGATGTCCGTCCCGGTGCTGAAG
CTGGGCGGCTCTCTGCTGCAGTGGGCTTTCAGGTTGCTCTCGTAGACGGGGCAGAAGGTC
GTCATCAGCTGCTGCAGGTCACCTGCTGCCAGACGCAGCGAGCTGGCACAGAAAGACGGG
CTTTTCTGCTGGCTGTGCAGGAAGTCACACTTTGACTGCAGCTGCTCGAGTTCTGACTGA
GTTTTCTGCAGGAGAGCAGCCACGTCTCCAGCCTCCTTCCTGGGTTTGTAGGGTGACCTG
CTGCTTTTATGTAAAGCCCTGATGTTTACCGGCCAGGGGTTGAGCGCAGGTTCCAGCATC
TGTCTGAGGTGTGGCAGATTCTCATCAGCGAAGAGCTCGCTCAGGAGAGCCTCACCGGAT
CCACAGGGCTTTGCCGTGTCTGAGATTAGGGTTAAAAGCTGCTCCAGGAAGCAAAGCTGC
CGCAAAGGACTCGTATTACCTCTGATCAGGTCGAAGTCATCCTTTCTGCAGAGCATCAGC
TCTTCCCCAACTGCAGCCATTTCTTTGGTCAGAACATCTGGGTTTTTCACTGAAACTGCT
TTGCTGACAAAGCTTGGAACGATGCTGCTGAAGATCCAGGCCAGGATGCTGGAGCGCAGC
TCTGAGGGGCTGCAGAGCAGCTGCAACATGGTGTCTGCTTCCCGCAGATCCAGACCCGGG
AGCAGGGGGCAGGACGCAGCCTGTAGCGAATCGTAAACACGGCGAGCAAGTAGGTGTGTG
GAAGGACCCGCCATTTTCCAAACACGTCTTCCCCCGGCCATAATGCCCGGGTTTAACGGC
CGC
>CL1537Contig1
CAGNGTGGGCCCCCNACANGTGGGGGGGGGGGGGCTTGCAGTGAGGTTTGTTTCGAGGGA



CTCGACCGGGTTGGAGGGTGGTTAAGTTGCAAACTTTTTGTTCACTCGAGGCCTTTGTCA
CCGACGGAGATGGAAAAAATAAAACGNATATACAAAGGACAAA
>CL1537Contig2
TTTTTGTCATTTGTATCATCGTTTTATTTTTTCCCATCTCCAGTCAGGTGACAAAGGCCT
CGAGTGAACAAAAAGTTTGCAACTTAACCACCCTCCAACCCGGTCGAGTCCCTCGAAACA
AACCTCACTGCAAGCCCCCCCCCCCCCANTTNTCGGAGGCCCANATTGA
>CL1538Contig1
GGAGAACTAGTCTCGAGTTTTTTTTCCGGAAGTGCCAAGCGTGATCAGAGCCTCTCACTG
CCGCGCCGAGGGAAGTTTTCTCTTGTTTCTACCAAAAGTCTTTCTTCTTTTTCTGAATCC
ACCACCAACATGGGCGATGAGGAGGAGAAGTATGACGGCATGTTGCTGGTTATGGCGCAG
CAGCACGAAGGAGGAGTGCAGGAGTTAGTGAACACGTTCTTCAGCTTCCTCCGACGTAAA
ACAGATTTCTTCATCGGAGGAGACTCTGGTGCAGCAGAGAAGCTGGTCAAAGAAGCCTTC
GATCACCACAACAAGTTAGCCATGAAGGCCCAGAGGGAGAAGCAGATGAGACAGGAGAAG
GAAAAGAAGGAGAAAGCTGAAAGAGCCGCCAAGCTGGCAGAGGAGGAGGAGGAGAGGAGG
AAAAACCAAGATGGACCCAGAATTCAGGAACTGACAGACGAAGAAGCAGAGAAACTGCAG
TCTGAGCTGGACAAACAAAAAGACGACGAAAAGGAGGAGGGACGAGCAAACGCAGAGAAA
ACGCCGGACAAGGCAGACAAAGAGAAGGGGTCTGATTCTGAGGAAGAGGAGGACGAGAAG
GACAAGGGAAAGCTGAAGCCAAACTCTGGGAATGAAGCAGATCTGCCCAACTACAAGTGG
ACGCAGACGCTGTCTGAAGTCGATCTGTCGGTGCCTTTCGACGTGAAGTTCCGCATCAAA
GGGAAAGACGTGGTGGTGGACGTCCAGCGGCGCTCCATCAAGGTGGGCCTGAAGGGACAC
CCTCCGGTGGTTGAAGGTCAGCTGTACAATGAGGTGAAGGTGGAGGAGAGCTCCTGGCTC
ATCGACGACGGGAAGGTGGTGAATGTCCACCTGGAGAAGATTAATAAAATGGAGTGGTGG
AGCCGAATCGTGACCACAGATCCAGAGATGAACACTAAAAAGATCTGTCCTGAAAACTCA
AAGCTGTCGGATCTGGACGGAGAGACGCGTGGGATGGTGGAGAAGATGATGTACGACCAG
AGGCAGAAGTCCATGGGCCTGCCCACGTCTGAAGAGCAGAAGAAGCAAGACATCCTGAAA
AAGTTCATGGCTCAGCATCCAGAGATGGATTTCTCCAAAGCCAAGTTCAGCTGAGTTCTG
CCTTCGTGTTCCCGCTCAGCCCTCCCATCATCCTCTGGGGCGGAGAAGCTGTGTGTTTGT
TAACATCGTCTCTCTTTGCGTGTCGTCTAGATGTTTTGAGTTTTTAAATAAAATGGTTTG
AAATGAGAAANNAGANN
>CL1539Contig1
ATAACATTATATCAATAATATTAATACAGAACTTGAAAAAAAAAAAAGGAAAAAAATAAA
ATAGCTTTTTGTCCACGGCCTCATTCTCGGGGAGTCAGAAGATTTGATCCTCCACAAAAA
AACTCTGTAAAGTTCATTAAGAATGAAGGGAGCGAAGTGGGTGTGGCTTCAAGCTTGGGC
GCCCAGTCTGTCCTTCGGCCGTGCGCCAATCAGGAATGTTGACATGAGGAAGGGGCTCCG
GGTTAGAGACATTTTTCAGTCTACTGCTGTGACATCTGCTGCGTCTGTGGCGGTGCCTCG
GGGGCTCTGCTTGCCAGGCGACTCAGAATATTCCTCTCGGACATCTGGAGTCGCACAGCA
ACAGGGGGTATCCGGGCGATGGTTGCTGGGAGGCGCGTGACGTCTGCCTTCATGTCACTC
AGCAGCTCCTCCAGCTGCTTCAACACTTTGTGCAGAACGGCGTTGGCCGGTTTGTTCCCG
GACATGGACTCCTTGCTCAGGTGCTGGTGGGACTCGGCCAGACACTCCACCTCACTGAAG
CGGGTGTTGAGGGCCATGGAGGGGTGAGAGGGGTCCTCAGACATGTTGAGGTAGGCCGCT
CGGCGCAGCTGCTCCTCGATCACGAGCGCCTGCTCCAGCAGCTTGAATCTTCTGGCGAGG
AACTTGTTCTTGATTTCCAGGAAGTTTCCTCTGTTGATTTCTCCTTTAAAAGGCTCGTTG
AGGATGGCGAACCGGACGTCATTCTGGATGTCCTGCCAGCGAGCGTATCCATGTTGGATG
ATGCCAGCCAGCAGCCAGTAGTCATGGCGACGGTGCCAGATCTCATTGGTTTTCTTTGTA
ACCGTGGCGGCGCGCTCCTCGTTCTGCCACAAAGAGTGGAGCTCTGTAAATCCTCCGTCT
GCGATGTTGAACATAAAGCGAGTTTTGGCCTTCTTTTTCTCCTCGCTCACGCTGCTGGCC
GAAACGGCGGTGGCCGACGCTGCGCCCTCTTTGCTGCCGTCTCCATTCTGCAGTTTGGTG
GCCTCTTCTGGCTTTGGAGCTTCTTTCTCATCCTTCAAATCTTTCTTTACATCTGGTGGA
GTGGTGTCCATCTTTTCTGTCTTTTCTTCCTTATTTTCTTCTTTCATTTCCCC
>CL1540Contig1
CGGCACGAGGTCTGCTTCTGCTCTGCCCTGTGAGTGTCAGAACGTTCCAGCATCATGCCT
TCAGAACTGGAAAACGCCATGGAGTCCCTCATCAAGGTCTTCCACCGCTACGCCAAAGAC
AACCAGCTCAACCGGCGGGAGCTCCGGGAGCTGATGGAGAACGAGCTCTCCAACTTCCTC
AAGGCTCAGAAGGACCCCGCCGCCGTAGACAAGATCATGAAGGACCTGGACGCCAACGGG
GACGGCCAAGTGGACTTTGAGGAGTTTGTGTCTTTGGTTGTTGGACTGTCGGTCGCCTGT
GAGCAATGTTACCAGATGGAGATGAAGAAGCGAGGGAAGAAGTGAAGAACAATGAGAAGA
AACCCAAAAGCATTTCAATTTTTGTTGTAAAGATTGTTTTATCCATTAAAGAAACTGGAC
TGTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL1541Contig1
ACAGGCAATATTTTAAAACCTGAAGGAGCAGAACCCTTTGGTTAAAACGTCTGGACATGA
GCCTGCAGAGGACCTGCTGTGATTGTGTCCCACACAAGGAAATGAGCGTGTGAGCGGGCG
GATCTTCATCTATAACTCCTCTTTATTCTTTATGATAACAGCGGTTCTCCAAACACAAAC
CCAGCAGCAAAGAAGACATCATTCTGCTGAAATCTAGAAACAAAAGCTCCAGCCGGCGTT
CTTAAACCCAAAGTGTCCGCTCCACTCCGTGCTGGAGAAGATCGTGTCCTGCACGCCAGA



AAACCAGAGTGCGTTTGTCATGATGTAAGCCTTGATCTCAGTGGGGGGGTGGGGGTCAGC
GGGACAGGAGAGGCAGGTCGCCGGAGTTCATGATGAGGCTGGAGTCCAGGTTAAGACTTT
CTTGGTCAAAGTTGAGCTTTTTGCTGGAAGAGCCGTCACCGAGTCCCTCGATGTCCACCA
AGTCGCTGTTCACGTCCGAGTCATTCAGAGCGCTGAGCGTCACGTCTGCAGTCTTCTGTT
TCTTGATGGGTGGGGCCAGAGGAGGGTTGTTCTGCATCCCCGTGGCTACAACAACCTGCG
AGCTCGGCACGGTGATCATGGCTGGGGTGGCGGGCGCCATGGAAACCGCTGCTTTCTTGA
CGGTCTTCTTCGGGGATTCAGAGGAGATGGGGACTCGACTGTCCTCGTACAACTTCCTCT
TTACCGTGCTCTTGATCTGAGCGACAGTGCGCTCTTTGATCACGGAGCTGATGTTGTTGA
GGTCGTCTCCGAAGCGGCGCACCGCCAAGCGCAGCATATCAATCTCCGTCTCGGTCCATT
TGGCTCCTGCAGGGCTGGAGTCCGACACCGGGTGCAGCTGCATGGTAAGTTCCCCCAGCT
TGGTGAAGGCCGCTCCAGCCGCCGAGAAGATCTCCCCCACCTTAGCAGAGGCAGACGTCA
TTTATCCGGAGATGGTTGTGTTCTCAATCAAAACCACAACAATAAAAACAAAAACACGAA
GAAACCCGTTAGCCACAATTAGCTTCTAATGTCGCGGCGGTGAACGGGCTTCCATGGAGG
CCGCAGGATACTTTATCAAAACTGCGCAGACTCCGAAGAGGAAGATTTGTGTTTATATTT
TGATATAAATTCTGAATATGTGGAAAAATCATCTAGCAGAAGAAACACACAACAAAGGTG
GGCAGACAGGATGCGGAGGTTGATGTGCGATGACAACAATTCCCCGGCCATAATGCCCGG
G
>CL1541Contig2
GCGGTTCTCCAAACACAAACCCAGCAGCAAAGAAGACATCATTCTGCTGAAATCTAGAAA
CAAAAGCTCCAGCCGGCGTTCTTAAACCCAAAGTGTCCGCTCCACTCCGTGCTGGAGAAG
ATCGTGTCCTGCACGCCAGAAAACCAGAGTGCGTTTGTCATGATGTAAGCCTTGATCTCA
GTGGGGGGGTGGGGGTCAGCGGGACAGGAGAGGCAGGTCGCCGGAGTTCATGATGAGGCT
GGAGTCCAGGTTAAGACTTTCTTGGTCAAAGTTGAGCTTTTTGCTGGAAGAGCCGTCACC
GAGTCCCTCGATGTCCACCAAGTCGCTGTTCACGTCCGAGTCATTCAGAGCGCTGAGCGT
CACGTCTGCAGTCTTCTGTTTCTTGATGGGTGGGGCCAGAGGAGGGTTGTTCTGCATCCC
CGTGGCTACAACAACCTGCGAGCTCGGCACGGTGATCATGGCTGGGGTGGCGGGCGCCAT
GGAAACCGCTGCTTTCTTGACGGTCTTCTTCGGGGATTCAGAGGAGATGGGGACTCGACT
GTCCTCGTACAGCTTCCTCTTTACCGTGCTCTTGATCTGAGCGCCTGCAGGGCTGGAGTC
CGACACCGGGTGCAGCTGCATGGTAAGTTCCCCCAGCTTGGTGAAGGCCGCTCCAGCCGC
CGAGAAGATCTCCCCCACCTTAGCAGAGGCAGACGTCATTTATCCGGAGATGGTTGTGTT
CTCAATCAAAACCACAACAATAAAAACAAAAACACGAAGAAACCCGTTAGCCACAATTAG
CTTCTAATGTCGCGGCGGTGAACGGGCTTCCATGGAGGCTGCAGGATACTTTATCAAAAC
TGCGCAGACTCCGAAGAGGAAGATTTGTGTTTATATTTTGATATAAATTCTGAATATGTG
GAAAAATCATCTAGCAGAAGAAACACACAACAAAGGTGGGCAGACAGGATGCGGAGGTTG
ATGTGCGATGACAACAATTGAGCGCCATTGGTCCCC
>CL1542Contig1
ATTTTATTTTCACAAATCAAACTCAATCTGTAGCAGAAGGTGGCTGCGCCAGGCCTCAGT
ATAAACGCTGGAATGGCACAAACATCTGCATAGGACTAACAACCACCCCCATCCTCTCCT
ACAGCTGTAAAACACAGTCGGTGTTGGGGTACGGCGGTAGGTTCAGCTGGTACTTCCTCT
CCAGGCTGGGGGGCACGAAGCGACCCCCCAGGAAATGGTACCGGCCTCTGAACATGGATG
CTGCTTTCTTCGGGGCGGTGAGGGAGATGAGAGTGTCTGGCTGCAGGCCATCGGCGGCGC
CCTGCTCAACGTCCCAGCCTGACGGGATGTCGATGCTCGCGATGGGCACCGTGGTTTTTT
TCAAGACATCCAGTATGGAGCCGAACGGCTCTCGCACAGAGCCCTTAAAGCTGAAGCCAA
AGATGGCATCAATCACCAGGTTGTAAGCCTCGTCGATGACGTCCACCTCCGGCATCTCTG
TCAAGAAGGGGATCTCCATCTTCTGGCACTGCGTGGTCAGACCCTGGAACAGAGGCTTGT
TGGGCCTTTTGGGGTACAGGATGGTGGGCTCATACCCAAACAGCTTGAGGTGTCGGGCGC
AGACCAGGCCGTCCCCCCCGTTGTTTCCTGGTCCACAGACCACCAGCAGAGTCGGTCTGG
CTTTCGTCAGAGACGCAACAGGATACGCCCGTGCGACGGCTGTGGCACAGCTTAGTCCAG
CTAACTCCATCAGCTGGTCCACACTGAAGCCATACTCACTGAAGAGCTCCTCGTCAATGT
GTTGAGCCTCCTCCTGCCCAAGATACTTAATGCTGTGGGCCATCGTGGATGCTGCTCTGC
TGCCCAAACACTCCTTATGGTGGTCAGCTGCAGCGGAAAGAGAGCATGTCCCAGCCTGGG
AGAAGGAAGCTGCCACTCGGGAGGTCACCAGGAAGCCGATCCCAAACAGAGCCCGAACAT
TCAACATCCAGGTGGGTGCAGGTTCCGAGTCTAAAGGTTTGCCTTATTAACAAGCAAGCT
CACATCAGCCCTTCCACAGTGAGACTGACAGCAAATTGGGAAGGTTTGTTTGAAGGTCTG
AAGCCGCCTGCTGCGAGCGTACCCGGAACTTCCGCCTTTAGGCCAACCAGTG
>CL1543Contig1
GAGGCTACAGCGGCTCGACCGTCAGTTGGCTCAATTCAACGACTACNACTTTGTCTTCTC
AAGCTACACTAAGAACCGCCAGCAGAACCAGCAGAGCTGAGGCCGGAGGATGAAGAGGCG
GCGCAAAAGCCCGGGCGGGCCCCCGCGGCCCTCCCTTTGCGCCCGGCTTCTGCATTTAAC
AGAAAGCTTTCCGTCTTCCTCCTCCCTCCTCTTCCTCCGCTGTACCGCAGCGTCTAGTTG
TCGTTTCTGTGACGTAGATCTCCCGCATGAGAGCTCCCGTCTGCCTGTTCCCGCTCGCCG
CCACTGCGACGGTCGGAGGCCGCCCCTTTGCTTGCGGTGCGGCGGCCCCTTCCTGCAGGT
GCGCCCCCTCATCCCCCACAGACAGGGCTTCCGCCCGCCATAGATTCCGGTTCCTGGCAT
CCTCTGACCGACCGGTCTCGACTCGTTTTAGTCACCAAACGGCTTTTTCCTGTCTGACGG



GGCTGCCGTTTAACCCCCCTCCCCAGCCTCACACTGTGGGGTCCAGAATGCGGTTCTGGG
GGGTGCTGGATGATCCACATTGACTGCAAGCTAGTTTGGACCCCAAATGCTGACCCGTCT
CCTTTGTCAGAGAAAATCCTGGAGACCTCGTCCCCCCCCTGCTGACCAAACATCAGCCGC
GGGGGACGTCCCACCCTGAATGGGGGGTGGGGGGTGAATCAGACTGTGAGTCAGCGTTTT
CCTTTCTGGGCTGGGGGGGTGCAGAAATGTGCCAGAGGCCTGCAGGTCTGAGCATGCCAG
GGCGACCCCGGATCATTCCACACATAACCGCTGCTGAACAGCTCTGCTCATGCTGCCTGT
CGCCCCCACCACCCCCCCATCTTTTTTTGCAGTGAATCAATGGAAATATTGTAGGCCAGC
AGTTTTTTTGCGCGGGGCGGGGTTCTTCCGGACGCATGCCACTTCTAGTTCTCGCCGCCT
TTTCATTCGCTTTGACCAGCTGTCGCCGTTTTCAGGGGAGGAGGGGTTCTTCCTGCGGCT
TCACCTGTGCTTAATCCCACCCCCAGCTGTGAGCTCAGGTCCCGCCCTACGACAGAACCT
GCTCCTAGCTCCGTCCCACTGTGGGCGCCGTAGCGGCTCAGACTGGACCAGCAAAGAACC
AGAACTGGGGCGAGTTCCCCTCAGGTTTTAGGACCAGGTTCTGCTCCGGACCTCCTCTCT
CAGCCACAGCCGGCCTCTTCTGCTGAAGAACTTTGGGTTTCTCCAGCAGAACCGGCTGTG
GTCCTGGTGGTGGTTGGGTTAAGCACACGTCGCCCCGATTGGGTGGGTTTTTTGTGTTTG
TTTGTTTTTCTACAGAAGAATAATTTCTGGATTTTTCTACAAAATCTTTTGTATTTCTGC
TCTGGACCAACCTTCCCGTCCGTCCGTCAGTCGCTGTACTTCCACTTCGTTTTTCGGTTG
ATTTCTGGACCCCCCCCCCCCCCCCCT
>CL1544Contig1
CGTAATGCTAGTGCTAGCTTTAGGACTAATTTCGCGGTTAGTTTAACAAATTAATGTCCC
GGTTCTTCACAATTAATGTTTTAATTTCAATAATCATAGATAGTATGACTTGCATATAGT
GTATATGGACGTTTATAGCCAATCTAAATGTTTGCCTGGAATCACAGAAATGGAAGAACA
GACGGGCTCTCCTGCAGCCAACACTGACACCAGCACCCAGAGGAACGGAGATGAGAAACC
CCGGCGAGGCAGCTGGACCAAAGGAAGGAAAAGAAAGAAGCCGATGAAGGACAGCAATGC
TCCCAAAGCCCCTTTGACGGGCTACGTTCGCTTCATGAACGACAGACGGGAGCAGCTACG
GGCAGAGCGTCCAGACGTCCCATTTCCAGAAATTACCAGGATGCTGGGCAACGAGTGGAG
CAAGCTCCCCCCCGAGGAAAAGCAGAGATACTTGGACGAGGCAGAGCGAGATAAGGAGCG
CTACATGCGTGAACTGGAGAAGTACCAGAAGACGGAGGCCTACAAACACTTTACCAGAAA
AGTCCAAGAGAAGCAGAAAGGCAAGAGACACAGGGGAGATACCGGACACCAAACAACCAG
TGAGTCCCTTCATGAGAAAGATGTGGAGGGGAAGGACAGGACTGTGTTTGACATTCCCAT
CTTCACAGAGGAGTTCCTCAACCACAGCAAAGCAAGAGAAGCAGAGATGAGACAGTTACG
CAAGACCAACATGGAGTACGAGGAGCGCAACGCCGCCCTGCAGAAGCACGTCGAGAGCAT
GCGGGGGGCGGTGGAGCGGCTGGAGGGCGACGTGATGCAAGAGAGGGGCCGCAATGGGCT
CCTGCGCCAACACCTGGAGACCCTGCGCCAGGCGCTCACCTCCAGCTTCTCCTCTGTGCC
TCTGCCAGGCAGTGGAGAGACGCCCACTCTTGAAACGGTTGACTCTTACATGAAGAAGCT
CCACACCATCATCGTCAGTAACCCTCAGGAGCACGAGAACCTCATCAACACTGTGAGGGA
TGTGGTCAACCGTTTGGACAGATAATTGGACCAAGCTCTGCTGAGGCTCATTCCAGATCA
CCTGTTCACACTGAACCGTTGGATCTTCTCCACTTCACATCCCAGTTTTCCTGAGAATTC
GTTCTTCTGCTTTCATTATCTTGGCTAAACGTGGTTTCTACTATTTATTTATTGTTTTTT
TAGACATTTTAAACATTTCTCACAATTGATTCCTGAATTTCACAGAGGTTTCCAGTCATT
CATCTCGTTTCATGTGACGCATATTCTACATCACTTCCTGTCAGTTATCTAGTTAGTGGG
TTTGTACTTTACTATATCAAAGAAACTATTGTTACATGTCTCCTGTATCTTTGCTATGTT
GAAAAAACGATGTGCCATCTCTTTTTTTATTTGTGTGATACATTTTTGTCTTTTCAATAA
ATGTTTTGATGATATGCATTTTAAGTTTGTTAGGAATTTTGGGTACATGTTTGCACTAAA
NAAAATAAAACTAAAAAGAAAC
>CL1545Contig1
ATTCGGCACGAGGCTTTGAGGTAGCTCTGTTGTAGCTGCTGTTAGCCTGCATTCATATCG
GTAAATGTTGTTTATGCTTTTCAAGTAATAAACGATCCCATCACCATGGCCTCTCGAGCA
GGTCCAAGAGCGGAGGGTACAGATGGCAGTGACTTTCAGCACCGGGAGCGGGTCGCGTCT
CATTACCAGATGAGCGTTTCCTTGAAGTCGGAAATCCGCAAGCTCAACATTGTCCATCTC
CTGATCTGGGTTCTAATGGCCGCCCAGGTGATAGCTAGCCAGCTGAGCTTGGTGTCGCAC
AAAGTGGTGGCCTCTCCTTATCAATGGGAGTATCCCTACCTCCTCAGCATCATCCCCACA
GCCTTCAGCTTTTTGGCGTTGCCCCGCAACAACATCAGCCACCTGGTCATCTCCATGATC
AGCGCCGGGCTCTTTTGCGTCGCTCCCCTAATCTACGGCTCAATGGAGATGTTCCCCGTT
GCCCAGCAGCTGTTCCGCCACGGCAAAGCGTACCGCTTCATCTTTGGCTTCTCGGCGGTC
TCCGTCATGTACCTGGTGATCGTCATCGCCGTGCAGGTGCACGCCTGGCAGATCTACTAC
AGCAAGAAGCTGCTGGATCAGTGGTTCACCACCACGCAGGACAAGAAGAAGAAGTAGTGA
CGTCGCTTCAGATTTCCAAGCATTTTGGACACTTCAGTGAGAATTCTTGTGGAAGCCATT
CAGGAGAAGAGACTTAAATGCTGCTAGCATCTGTTTATGCTAATAGACGGTGGTGATTTC
AAAATCAGTCCTTGGCCAACCTGTGATTCATTCCAATGAGTTTTGTTTGCCATTTCATAA
AAAAGAAAAA
>CL1546Contig1
GCCGTAAACCCGGGCCTTATGGCCGGGGGATGGCGGTCCGGGCTGCATAAAACGAGCCTG
GACGGTTTTTAGGTCTTCACTGTAAAGGTGTGAACATCTGCTGAGTCATGGCCCACATCA
CTATTAACCAGTACCTGCAGCAGATCTACGAGGCCATCGACAACCACGAGGGCTCCTTCT



GTGCGGAGCTGCTCTCCTTCAAACACCCCCATGTGGCCAACCCTCGCCTTCAGCTGGCCA
ATCCCGAAGATAAATGTCAGCAAATCCTGGAGCCTCCGTATGATGAAATGGTGGCAGCTC
ACCTCAGATGCACATATGCGGTGGCCAACCACGACTTTGTTGAAGCCTACAAGTTCCAGA
CGCTGGTCGTTCAGTCCTTCCTCAGGGCCTTCCAGTCCCACAAAGAGGAGAACTGGGCGC
TGCCCATCATGTCCGCCGTCACGCTGGACCTACGCATTTTTGCAAACAATGCAGAGCAGC
AGCTGCAGAAGAAGGGCAAAGGTCACCCAGGGGAGATGTTGGAGAAGGCCGCCGAGCAGC
TGATGAGCTGCTTCCGAGTCTGCGCCAGCGACAACCGAGCGGGAATCGACGACTCAAAGA
AGTGGGGGATGATGTTTCTGAGCAACCAGCTCTTCAAGATCTACTTTAAGATCAACAAGC
TGCACCTCTGCAAGCCCCTGATCCGAGCCATCGACAGCTCCAACCTGAAGAACGACTACA
GTCAGGCTCAGAAGGTCACCTACAAATACTACGTTGGACGCAAGGCCATGTTCGACAGTG
ACTTCAAGCCGGCCGAGGAGTTCCTGTCCTTCGCCTTCCACCATTGCCATCGCTCCAGCC
AGAAGAATAAGAGGATGATCCTAATCTACCTCCTGCCTGTCAAGATGCTGCTGGGTCACA
TGCCGACGCATCAGCTTCTTCGGAAGTACGACCTCATGCAGTTTTCTGATGTCACCAAAG
CTGTGAGCGAGGGAAACCTCCTCCTGCTGAACGAGGCTCTATCCAAACACGAGACCTTCT
TCATTCGCTGCGGGATCTTCCTCATCCTGGAAAAGCTGAAAATCATCACCTACAGGAATC
TCTTTAAAAAAGTGTATCTCCTGCTTAAGACCCACCAGCTGCCCCTGGACGCCTTCCTGG
TGTCACTGAAGATGATGCAGGTGGAGGACGTGGACCTAGATGAGGTGCAGTGCATCCTGG
CTAACCTCATTTACATGGGTCACATTAAAGGCTACATCTCCCATCAGCACCAGAAGCTGG
TGGTCAGCAAACAAAACCCGTTCCCTCCCCTGTCCTGTCTCTCATAAACTCCATTTCCCA
CATTGCAGTTGGGCAAAAGCTTCTTCTTTGTTTTGTATTGGTGGAATAAAGAAATCGTTT
TTCTAAACAAAAAAAAAAAAAAAAAAAAAAAAAAAAATCTT
>CL1547Contig1
AATGTTTTCAGATTCTTCCATTAAGAACCTCACTATAAGAAAAAAATATTCTTTTTTGCC
GTTAAAATATTATAACCATTAAAAAGAAATCTGCTAAAAGAAAAGTAAAATCATAAGGGA
TTTTGTAAGAAACATTCACAACACGCCACACATCANTTGAATCTTTTTAGTACATGAATC
TTAAAAAAATGACACGAAATAAAAAATAAAATCTTCTCATCCCATGAGACATTCTCCCTG
AATTCTCCTGAGGAGCAGACATTTGTGGCAGCCGCGGTGTCAACAAGGGCAGATGGAGCA
AATTCTCTACTTTGTCTTCCTGAGAAAGAAAAAAGGGTCTAATTTGTTCAATGACAATCA
AACACAGACTCTTCAGTTCCCTTCAAGTGTTGAAGCTTGTTCCAATCTGCTCTGATTTAA
GTTGGCACAGGCAGTTACAGCTTGATTCGACACACAAGTGATTGGTTTAATCAGCAAACA
TCAAACCAAAAACGATGATGAAGGCTCAGCTTTAAAAGCTAATCCAGAGAAATATCGCAT
CATTGGAAGTCTCTCCGAGTCCCTTTTACGTCACGTAAACGTTTAGTTTGTGGCACTTCT
TTAGTTAACCAGTTACTGTGTACCTATTTTTATCACGACTGCAAACATTCAGCATGTGAA
CACTGATAAAAAATCTAAAAATTAAAATAAAACTCAAAAGTTTCTGATTAAAAAAATTTG
GATGAACAAGAAATGTGAAATCTGTCACTTTCCTGTTAGCGTGCAATTTTTACTCCCTTT
GATGGATGAGTGAGAAAAGCAAACAACCTAATTCTGAAAATCCTCAAGCAGCACATGAAG
TCAAACCAGATGACTTTTTAACTTCTACAGTTTTGGGATGGGCGTGGCTGCAACGGCGAT
GCTCTCGATGGAGCACTCGTCACTTCCTCTGCGGATACGGAAGAAGCCGTTCTCTCCCCA
GCTGGTTCCCCAGCTGTTCTTGACGATCCAGTATTTCTCCCCAGTCTTGTGGCAGCGACC
GTAGCCCACCAACAGCACAGCATGGTTGGTCAGCTCGAAGGGATTGAAGGGGTCAGCCAG
GCCTGTGTGGTGGTAGATGCCCCCGGCATAGTGCATGAAGTCAGGGTAGACCTCAAAGGC
GACTGCCATGGGCCCATGGTGGACCAGCTCCTTCATCATGGCCATCTCACTGCAGCCGCC
ATAAAACCCACCCACGTACTTGTACTCGGCTGTGTACGCGCGCCCACAGTTTTGAGGAAC
ACCGCACGGAGAATCTTTGGCAATATATGGAAAGCACGACTCCTCCACAATCCCAAAATC
CTGAGAATACTTCCCTATCAGGTATGGGAACCCTCCATCACAACCTTGAGAGTATTCAGA
GCAGGACACCACTTGCTGAGGACTGAAAACAGGAGTCTGGCTGTTGTTTGTCAGGACTCG
AACACGCGCCTCCAGCATTCCCATGGTGGCAAAGGAGTAGCAGCTGCCGCATGCCGCTTG
GTTTCTCACAGGGCTAACAAAGTTCACACCACCAACGTTTCTCCAGTCCCAGCTCTCAGG
CAGAGCTGCAGCCACCTTGGCCAAGTCGGCAGTCACAGGTGCAGGGCGGACACGCACAGG
GACTCGAGAGGCC
>CL1548Contig1
TTTCCCTTTATTTTGATTAATGATTAATACCATGGGACAGAATTTTCACCTTAAGAATGG
AAACATTTCAGTCAATATTTGCCTCAAAAGGAATATATGTCTTGTAATAATAATAATAAT
AATAATAATAATAATAATAATAACAAGCCTGCATCTGTGTGAGGAAAAGCACAGGACAAA
TATACAAGAAGGAGGCACCTAAATCCTCAGCTGGACCTCAACATTCCAACACAAGAAGTA
GAAATTACAAACAAATTGACTTCAGAGGCGATCCAGCAACAAGGAGCAAGGTCTTTTTAA
ATGGAAGTTCTGTCCTTTTCTGTTTAAAAGCCTTTAAAATAACATTTAAAAAGACGACTA
CAGTTCCATTCAATTCCTATAGAAACAGCAGAAAGAAAGAAGGAAGAAAGGAAACCCTGA
TCCTTTTGACTGCTTCTCCGTCACCGTTTAAAGTCCTCCCCGAGCGAACATCTGTCTGTA
TCCCACCACAACATCTGTGTCAAAACTGCAATCAAAAAACTGGAGGGGGGGAAAAAAACT
GGGGGGGTTGATTTTTGTCACCCGTCTTAACTCTGTGCGCACTAAACTGTGTGATTGTAA
AAAGGCCAGGCCTTCAAATGATGCTGTACACACGTGTTCACTGGAGGCCACACTACCGAT
GATATGGCAAAGTCAACAGAAGGACCTGGTCCAGCTCTTCTTCCTTTGTTGGTGTGTGAT
CTGGAGCTGCAGAGAGGGCGGGGAGGGGGGAGGGGGACGCCCAACATGCATGTCCCGGTC



TACAAGATGAACTTCCCTAAGAAAAAACCGATGAAAATTGCTGCTATGACGACGAGGAGG
GAGGGCAGGAAGGCGGTTGAGTTTGACATCATGTGGTCTGGGGGAGGCATTTTTCTCATC
CTAACTCCGTCTTCCTTTATTTGTCGGTTCTCCTCGTTCAGCTTGCTGATCTCTGCTTGA
AGCCTCCTGCACTTCTCCTGCATCTTCTTCAGCTCCGAATCCTCCACGGTCGGCTCGGCC
TTCACCGGGACCGAATCCACCGCATTCACCAGTTTGTCATTTTCAGAAGGCAGCTCAAAG
ACGCATCTCAGCTTGGAATCCATGAGGTCATCAGGTTTAGATTCTTTCCACAATGAATCC
ATGTCGGAAACATGTGACGGGGCGAAAATGGTCTGAACCATGAACTTGTGTTTACTCTTC
TCGTTGGGATCATATTCAAAGGGTTGTAGCATAACAGAGATGACGACAGTTGCTCCAGGA
TCAATGACCCCACTGTTTGGTCGTACGCAGTACCTACGTGGAGCTGTTGTCTTCACCTTG
AAGCACACTCTTCTGTCTGAAGGGTTCTTCAGTTTGAGGTTCGTGGTTACTACATCTGTG
AAGGGACCTTTAAATTTGAGGTCGGAAGGCGGGTCGAGGATGAGAACCTGTTCCAACTTG
GACATTTTAGCGCGGGTGGTGATGCACTTGGTGTGGGTACGCTGGAGGAGTATCTGACAA
GTGGAAGTCCCGGATCCCCTGCCACTTCGGAGTCAACCGCGGACTGACT
>CL1549Contig1
GCATGGTGTTAGTAATGTCATTACTGTTTGGGGTGGCAGTTGTAGAAAGGGTGGATGGTC
AGTGTCGTCCGGCTATAGTCAAACATGCACACGCTCAAAACGTTCGTACACTCATTTACA
AACACGCGCTTCCTCAAAGCGGGCTGTCTGGACGCTCTACTTCTTCCTGTAGTTTCCGAG
TTGAATGGCGGTGCGGTCGAAGACGCAGCGGAAGGTGATGGGCTGAACTTCCCAGTAAGG
CACAGGATTGCTGAACAGGCTAATGCCGGAGTACATGGCCTTTTTGGTGTTGAAGTTAGG
AGGACAGAAGTCCTCTGTTCCCACAGCAGCAATCTTGTTGGAGTGGAGATAGACCACCTG
GATGTATTTATGGTCGGGTAAACCAGGGGGAACGCTGGTCAGGGCGTTGTTGTCCAGGTG
AAGTTCTCTCAAGTGGGGGACGTTGGCCAGTGAGCCATTTTCTACAGAGCTGATTTCATT
ATAGCTTAAACCAAGCTTGGCCAGGTTCTTCAGGCCTTTTAGCCTGTCTGATGTCACTTT
GGTAATTTTGTTTCCATCCAAGTGAAGCTCAGAGAGGGAGCTGGGAAGACCTTTGGGGAT
CTCAGTGATGTTGGTGTCAGCAATTCTGATGTAGGAGACCTTTTTCAGGTCAGCAAAAGC
TGCAGCTTCAACTCCTGCGCTCTTCAGGGGGTTGGACCCAAGCTCCATGACTATGACGTT
AGACATGCCCTGGAAGGAGGCTTTTTTGATCTTTACGATCTCGTTCTCGTGGATGCGGAG
CTCCTGTAGGCTCTTGGGCATGTTGACGGGCACGTCCTTCAAGAGATTTTTTGACAGGTA
GAGGCGCTGGAGCTTGCCCAGAGAGCTGAAAGCTTTCGGATGGATAGTGGTGATTTTGTT
GTTCACCAGAATCAGAGTTTGTAGTCCCTTTAGGTCCTTAAAATCATTCTCCTTGATTTC
AGTGATCTTGTTGTTCTGCAGGTCCAGCAGGCTTGTATCCTTTGGGATTTTCTCAGGAAC
TTTCTTCAACCCGAGGTCAGAGCACTGGATCACACGGAGATGGCACTGACACATAAAGGG
GCAATCCGGTCCTAAATCTACGTCAGGGAGTCCACGTCCTTCTGGTACCTCTGTCACCCC
CGATCCGGGGTCATCCTCCATCATGAAGTCTAGGAATCCTGACTGGCGGAAGGGCAGAGC
CCAGCAGGCGGTGACCAGAAGCAGGAAGAGACAGGCTGACCTCATGGTGCTGCTGAAAGG
GAGCCTGTTCTCAGAGGATGGACGAAGAGAGTTGAAGCTGTTGAAATGAGCTTTGACTCC
CGAAATCCACTGGAGCTGTGAGGATGAGACTGAGAAGGCCCACGAGGTAATTGGACTCTG
CCAAAATCGAGCAGGTGTGTTCTCTCACAGCAAGGGGAGGAGAAACTGCTGCACACAAGA
GGAAGGGAGAGACGGGACACAGCAGAGAGAAAGACCGAAGGAAGGTGGGGTCCAACCGCC
GAGCAACCTCTCAGCACCCAGACAATTGGTGGAGGACTCGCCTCATTCTCCACTCCAAAA
ACAGCTGGAAACGGCAAAAGGGGGGAGGAAAAAAAGAGAGGGGAGAGCAGAGAGGATGAG
AGTAAGGGAAGGAACAAGAGTTTAGGGGTAGAAGGCAGCGTTTGGGCTGGCAGAAACCCT
CACTGTGACATCTGGTAATGATAGGTCCTGTGGAGCTTTGCACACACACACTCTGCTTCT
CCTTCTTTCAGCTGCTGTCATTCATCAGACTCAATACTGACTATTCCAAGCAAAGACACA
CACAAAGACTCTTAACGTTGATGCCTCCTTTCTGCCCCGGCCATAATGNCCGGGTTAAAC
>CL1550Contig1
CCCGGGCCTTATGGCCGGGGGGTGTCTTCTAGAAGCGTTCCTGGTAGTACGTCGGTGCCT
GCGTGTTCTTATTTTTCTCTCTTCTTTAAACAGTTTATAGTATCATGCTAAAGTCTCTGG
TCCGCGCGGTGGGAGCTGCTGTTCGGCTGTCCTCGGCACCATCCGCTGCTGCACGGGCTC
TGCCGCTCAGCTGTCCGACCAACCGCTCTCCTGGTTCGGTTGCATCTCGGCCCTTCACCC
GCTCCCTGTGGATGTTGAACAGTAACGGAGCCCCGTCGGGATACAGACCTAAACTGTTCA
GCTCAAAAGTACTAAGTCCGTCTGTGTCGTGTGGATGTGGAGGGCTGCACACGGAAGGAG
ACAAAGCGTTTGGTAACTTCCTGTCCGATGAAATCAAAGAGGAAAAGAAGATCCAGAAAA
ACAAAACCCTTCCTAAGATGTCTGGAGGATGGGAGCTTGAGATGAACGGCACAGAGGCCA
AACTCACAAGACACCTTTCTGGTGAAAAAGTGACGGTCACATTCAACGTTAACAACAGCA
TCCCTCCAAGCTTTGAGGAGGAGGAGGAAGCGCAGCAGCAGCAGAAACCAGCAGAGGAAG
AGCCAGAGATTGTATCTACGCCAAACTTTGTTGTTGAAGTAACAAAACAGAATGGGAAGC
ACACGCTCGTGTTTGACTGTCATTTCCCTGAGGATGAGATGAGTCATGGTGAGGGGGAGG
AGGAGAGCGACATCTTTGCCATCCGGGAGGTCAGCTTTCAGCCAGAGGGAGACTCTGAGT
GGAAGGAGACCAGCTACACCCTCAACACAGACTCCCTGGACTGGGCGCTGTACGATCATT
TGATGGACTTCCTGGCCGACCGCGGCATTGATAACACCTTCACAGACGAGCTCATGGAGC
TCAGCACTGCCATAGAGCACCAAGAGTACATCAAGTTCCTGGAAGATCTCCAAAGCTTTG
TCAAATGTAACTAATATTTAACTTAACTGTCTGTTCTCCAGATGAAATTTCAAAGGACTA
AAGCACTCAAGACTCATGTTTGGCACCCGGCAACAAGAATGTTGCTTGTTTTTCTGTAAC



TTCAATAGAAATATTTGTCAGCCATAGTGATCATTTAGTTTCTCAGCCTCTATTTTACAT
CTCATGTCCCCTTTAAATGTGTAAACGTTCAATCAAGACCTGTTCTAAAGCTAATAAAGA
GAATTGT
>CL1551Contig1
TTTTTTTTTTAGAAAAGAAAGGTTTTATTGTTTCCATCTCTGTATTTTGAGTTAGGAAAG
AACACTCAACAGTCCCACAGACCAGAGGCTTGGTCTGGATGCTGGCTCAGTTTTCAGTTT
AGTAGCTCTTGGTGTTCTCGTACGATTCAGGGAATGGCAAACTGACATGTCCACTTCCAA
CCACCAGGGGCAGGATGCCGGCGTTAGGTACAACATTCCACGACAATGTCAGGGTAATGT
TTTTGTTGGATCTGAGTCCATTTCCATCATCAAAGAAGAAATATTTGGACTTCGTGTCTT
TGAGGTTGAGCTTGGCATTGTCTCCTCGAATAAGGATCTTGTCCCAAAGGACCACTTGAT
TTAGAGAGTTGGCTTTGGTAGCGTATTCAGCTGACAGATAAATAAACAGCTGCTTCACGT
TCCAGTCAAAAATGGGTTGCAGATCAGCTGAGAGGTCGAAAGTCACAAAGCCCAGGTCGC
TCCGTTCTCTAGGTCCAGTAAAATCATCGACATTCTTCAGCAGGACTCTGGACACACGGA
TGTCCACCGGGACCCTCCGATCCTTGAAGGCGGTGGTGATGAAGCAACCGAAGGTGAGCA
CCGCCATGACGCTCAGGGAGAAGGCGAACAGCGAGTTGGCTCTGGACAAAACCGTATTCA
TCTCTGTAACCTCCGAAAACCGACCCGAACCGAACCTAAGCACTCCGCTAGCAGCAGCAG
CTTGCAAATGAATCGAAAGCCCAAGCTGATCCAATCACTCAAGTTCTTCCTCCCCGGCCA
T
>CL1552Contig1
TTTTTTTTTTGCGTTCAAGGACTGAAGTTTATTTGGTGCTCATGAGAAACATTCCCAGAC
TCCACCTGGCGCTCTAATAGCCCATGAGTTTGCAGTAATCCAGGTCCTGGTTAGTGGCGA
GAAGCTTGTCCACAGTGACTCCAATGGAGGTCAGGATGTTCTGCAGCTTCTCCAGGGTCT
CCTGAGGCAGGGTGGGGGTCCTGCTGAGGATCCAGACGAAGTCCGTGTGGATCAGCTCCA
GGTCGGTGCAGCTGTAGACCAGCGCAAAGTTGTTGTAGTCTGTAGACAAGACCCAGTAGG
GGGACGGGGGGCTGTTCTCAAAGAAGGTGACCATCAGTTTGGCGGGCTCAGTGGGGCTGG
GTTTGGCCGTGCCGTTCAGGGCGTAGATGGTGCCGTTGTTTAGCAGCTCCCTGTTGAGGA
CCCCCACCACCCCGGGGCTCTGCAGGCTGTACTGAGCCGTGCTGCACTGGCCCTTCTGGA
AGGAGTTTGGCAGTTTCTGGATCTCGTACCATTTGCCAAGGTACGCCGCAGCATCAAACT
TCTCCTGAACGGCGGCGTCCGGACATCTGCCTGGCATGATGACCTGAGCGCTGGCGGACA
GTGCGCACAGCAGGGTGAGGCCCAACATCTGGATGGAGTTCATTCTCATTTTTGCCTGCA
GCC
>CL1553Contig1
TATGGCCGGGGACACCAAGCCTGCTGTAGGAGGAGGAAGAGCGCAGCTCCACGGAATGTG
TTGACGCGCCAGAATCCCCACTTTTGCCTTTTCTCGTCGATTCGCGGCGTCTTTGTTGCT
TCCATCGCCGCAGCGCAGACTCAACAGTCCCTGTTGGCCGTATTTACATTCGCTTTTGTC
TTCTCTCGCGTCTCCGTGAGCTGTTGGTGATCTAAGATGAAGGCTGTTTCTCCAGTCCGC
CCCCAGGACCCCTCCTCCAGCAGCAGCCAGCTCTCGCTGCACTATCTGTCAAAGCAGAGC
CTGAACATCGCCCGGTGCAGGATGGAGGAGGAGGACCTGTTCTGCCTGCAGTACGACATG
AATGACTGCTACAGCCGACTGAAGCGCTTGGTGCCCACCATCCCGCAGGATAAGAAAGTC
AGCAAAGTGGAAATCCTCCAGCATGTCATAGACTACATCCTGGACCTGCAGCTGGCCCTG
GAGACGCACCCTGCTCTTCATAAACAACAGCGGCTCGGAACATGCCCTCCTGCAGCCTCC
AATCCCAACAGGACCCCGCTGACGGTGCTCAATGTCGACCACCAGAGGACATCAGTAGTC
AAAAAACCAGAAGACTCAGTTTTATGCCGTTGAGATGTGGGAACTGCACTGGTGTGCAGG
CTGCACAGAGCCGCTCCAAAGCCAGCAATGCTTCGCCAGGGACTCACACCCAACTGGAGG
CACAATCACAAGGGGATTGCGAAACCACTGGGAGGAATTAAACCCAAATAAAACCACCAT
TCACATCAGAAATGTTTCCCCTTTTTGGTACAGTCAAGAAGGACTCCGTGCTTAAACACC
TCCCTCTCACTTTGCTTTTGCCACATTTCTCTCCTAAAACCTAAAAATATCTCCATGCTG
AGATTTTTTTTTTTTTTGGAAACCCATCTGCCAAAAGCTTTATGGAAACTGTTTGTGAAA
TGTGCTTAAGAAAAAATTAAATAGACTCCAGTTTAAAGCTTTACTTAACGTTCTGTGTGA
TTTGATCATCTATTGTTTCAAATAGATGAGTTGTGTTAAACAGGGAAGTCTTCCCTGGAA
TCTTCAATTGTTTGATATTGTAAAGAAGAACAATTCCGATTGAAAAGAATTAGGATTGTA
AATAGAGAGTCACAAATGTTCTATAAAAGTACATTAAAGAAAACCCTATATGCTTAAATA
AACTATTGTAATTATAAGATATTTTTTATTAAAACCTTCTCTTTGTTTTTGTAAATATTG
TGTTTTAACAATAATGTCCTCACATGTGGATAGCTCTTTTCAGTGTTTTGATCTAGGTAA
AAATGTAGCATGTCAGGTGGATTGCATTGAATGTGCACTGAAGCAGCTCTCTGCGTGTAA
AAATCTGCTGGAACCCACATCGGAACTTTCTTCGCCTCCTCCGTTTTCTCTTGGATTGTT
TCATATCTGTGAACTGTGAGGAGTTTGACTTTGACCTGCCCGCAGGGAGGGGCGGGTCGC
TGTGATATTTGATATTCTAGGAAGAATGGATATAAATAAAAGTGACTTGATCTGATTTTT
TGTTGCACTCATGTTAAAAGGTAATGTAGAAGAATTTTTGACAGCGTTAACTAATTTCAA
ATAATCACTGAAACACATTGTATCTTGTGTATTTGCAGACCGAGCTTCTCCCTGAGAAGT
TAATGGTTGACCCAGGAAATCATTAAGCGGTGGTTATGAACTGCTGAAAGAGGTGAACGT
TACCTGACCCTTGTGGACAGGAAATCTCTTTAGGCTGATGATTTCTTTGTGGGAACATCA
GCAGCCATTCTTATTCTAAAAAAAAAAATCACTTTTTTTATGACATGGAACACAGAATTT
ACCTCACCACCCTCCTGCCAGTGTGCGAGGGCACTTGTACATTTCTGTCAGCTGCACTGT



TGAACTTGATCTTCACTGGCTTGTGAGGAATTGTCAAAACTATTAAAGTTTCCAAANNAA
AAAAAAAAA
>CL1554Contig1
CAATGATGGCGTCCTCAGACTGGCGCTTGTCTCTGAAACTGGCGGACCAGCCCAAATCCA
CCTTTCACTTCCCCGAGATGATGCCCGGAGATGTCCCACCTGGAGGATACAGAGTCGCCA
CCTTGAAGCAGCTTGTAGCAGCGCAGCTGCCAGACTCCGTCCCAGACCCTGAACTCATAG
AGCTGGTCCACTGTGGGCGAAAGCTCAAGGACGAGCTGACACTGGACGCCTGTGGGGTCC
AGCCGGGATCCACAGTACACATTCTGAAGAAGACATGGCCAGAGCCGGAGAGCAGTCCAG
AGCCGGTGAACAGAGTGACTGCAGCCAGAGAGTTCCGGGTGTTCCACGCCGCTCTGCCAG
CTCTTACAGTGAGATGCCAGGAGGCTTCATGTTTGAAGGCATGTCAGACGACGAGGACGA
CTTCCAGTCTGGCAGCCCAGCAGGCCCGTCCAGCAGAGGTGGGCTCTCTGCGGGGATTCG
TCCGGTGTCTTTGGGCCACAGCGGAGCGGCCGGCCCGCGACCTATTACACAAAGTGAACT
CGCAACTGCTCTGGCGCTGGCCAGCACTCCAGACAGCAGTGCAGTCACTCCCACAACAGC
CAACCAGGCGGACCCCTCTGGTAGCATGGCCCCCATGCCGGCCGGGACACCAGTCAGCAC
GGATCTGTTCAGTCAGGCTCTGCAGCAAGCTCTGCAGGCCTCCAACGTTCCCACTCTGCA
GGGCCGGTGGCAGTCCCAGATGCAGCAGCTCAGGGACATGGGCATCCAGGATGAAGAGCT
GATGCTGAGGGCGCTGCAGGCCACAGACGGCGACATCCAGGCCGCCCTGGAGCTCATTTT
TGCTGGTGGCCCTGGACTTTAAACCCCGACTCTGCAGAGGAAACCTTCTGTAAAGGACGT
CATGCNTGCATCTTTCGGTTTCAACAAGTTCAAACAACTTTC
>CL1554Contig2
TTTATAGTAAAATACAGAAAGTTGTTTGAACTTGTTGAAACCAGAAAGATGCAAGCATGA
CGTCCTTTACAGAAGGTTTCCTCTGCAGAGTCGGGGTTTAAAGTCCAGGGCCACCAGCAA
AAATGAGCTCCAGGGCGGCCTGGATGTCGCCGTCTGTGGCCTGCAGCGCCCTCAGCATCA
GCTCTTCATCCTGGATGCCCATGTCCCTGAGCTGCTGCATCTGGGACTGCCACCGGCCCT
GCAGAGTGGGAACGTTGGAGGCCTGCAGAGCTTGCTGCAGAGCCTGACTGAACAGATCCG
TGCTGACTGGTGTCCCGGCCGGCATGGGGGCCATGCTACCAGAGGGGTCCGCCTGGTTGG
CTGTTGTGGGAGTGACTGCACTGCTGTCTGGAGTGCTGGCCAGCGCCAGAGCAGTTGCGA
GTTCACTTTGTGTAATAGGTCGCGGGCCGGCCGCTCCGCTGTGGCCCAAAGACACCGGAC
GAATCCCCGCAGAGAGCCCACCTCTGCTGGACGGGCCTGCTGGGCTGCCAGACTGGAAGT
CGTCCTCGTCGTCTGACATGCCTTCAAACATGAAGCCTCCTGGCATCTCACTGTAAGAGC
TGGCAGAGCGGGAGGAGCTGGCACTGGACTGAGTCGGCATGCTTCCTGCAACTGAATGCA
GGACCAGGATGATGGCGTTGACCAGTGCCGGGTGGGAACTGGTTAACACTTCCAGCATGT
TTGGATCCGTGAACTGCACAAAGAGATCCTTATCCTGAAGCACTCCTAAAGCGACCGGGT
CTGACCTGAGGCCGGGTGTGGCTACAATGATCTGATCCAGAGACTCCTTATTCGTCAGCA
TTTTATAGACTGCGTCTCTGTAGGCTGAATTGAGCGAATGCAGAGCGGCGTGGAACACCC
GGAACTCTCTGGCTGCAGTCACTCTGTTCACCGGCTCTGGACTGCTCTCCGGCTCTGGCC
ATGTCTTCTTCAGAATGTGTACTGTGGATCCCGGCTGGACCCCACAGGCGTCCAGTGTCA
GCTCGTCCTTGAGCTTTCGCCCACAGTGGACCAGCTCTATGAGTTCAGGGTCTGGGACGG
AGTCTGGCAGCTGCGCTGCTACAAGCTGCTTCAAGGTGGCGACTCTGTATCCTCCAGGTG
GGACATCTCCGGGCATCATCTCGGGGAAGTGAAAGGTGGATTTGGGCTGGTCCGCCAGTT
TCAGAGACAAGCGCCAGTCTGAGGACGCCATCATTGTCGCTCTGTTGACACTCGTTTCAC
TTCCGGGATTTGTAAT
>CL1555Contig1
CTTTATATGTGTTGCATTTTAGCAGTGTGCTGCAAAGACAGGCAGAAATATGTGAAGATA
ATATACAAGAATAGAACGCATTCCATTAAACACAAACCATAACTTCCTTCTACGGTGAAA
CCAGGTCTGACAGACAAATCTCTGGGTCCAGTTTGATAAATAACTTTGTAAAAGTAGAAA
TTCTTCATCAAAACATGTGTGGCTTTTGTTGTTTGTTTTTCCTTTCAACATACTTTGTTA
AAAATAACAGAAAAGCTGATGCAGATCCAGAAGAACATGTTCTGCTTCGATCACCGATTA
CATCGTTGGGATAAAATCCCTCTGATGTTCAGGGATGCGATTAGCTTTCAGCGTGACGCT
GGTGTTTCAGTCACATGATCTGTAGCGGGGGGGTCTGGGCAGCAGCAGGGTCGGTACACA
GGACGGACACGGGATGCATGACGCTCCACAAACACGCGGCACGCCAGCTTTTCACCCAAG
CTGCTCCAGAAGTAGAAGCCGGGATGACGAGGAGCCGGCGGGGGGACGGTGCTGCGGCAG
CATCTCACAGCAGGACACATGACTTGGGGGGTCTGAATGGATTGTCGCTGGAGGGCACCC
CCATCAGCAGCGGGTCTTTGTTAGCGTTCTGCAAACAGAAGTTCTTCAGTTCTGCAGAGG
CCTGAGAAACCTTGATCCTGCGGACGCTGGCCTCCAGCCGGAGCTGCTTCACCGCCTTCT
GGGCCAGGGCGAGGCTGCTGTTGGAGGCGCTGTTGTTCGACATGACCGGGTCCGAATGAG
AGCGGCAGAGGCCGAACGCGCACTTATACCGAGGCGCGCGCGGGGCCTCCCC
>CL1556Contig1
TGCAGGNAATTCGGTNACGAGGGAAACAGCGGCGCTTTGGGGCTGTGGAGCGGTTTTGGA
AAGGGGTGTTTATAAAGGCAGAGTTGTCATTGAACGTTGGTGTTTGGTCCTTTCTCTGGA
CTTTCTGAAGGAGCCATGCAGGCATTTCTCAAAGGAGCGGGTGTCGGTAAACCTCTGAAG
GATAAAGGGCCGGCTGGGCCCAGCGCAGACAAGAAACCAAAGACTGTTCCTTGGGTTGAG
AAATACAGACCAAAATGCGTGGATGAGGTGGCCTTCCAGGAGGAGGTGGTGGCGGTGCTG
AAGAAGTCCCTGGAAGGAGCAGATCTTCCAAACCTGCTGTTCTACGGCCCGCCTGGAACA



GGAAAGACTTCTACCATCTTAGCAGCTGCTAGAGAACTTTATGGGCCGGAGCTGTACCGG
CAGAGGGTGCTGGAGCTGAACGCCTCGGATGAGCGAGGCATCCAGGTCGTCAGAGAGAAA
GTGAAAACCTTTGCTCAGCTTACCGTGGCAGGAACCCGTCCAGATGGAAAGCTGTGTCCT
CCCTTTAAGATCATCATTCTGGACGAGGCGGACTCCATGACGGCGCCGGCTCAGGCGGCT
CT
>CL1556Contig2
TTTTTTTTTTCACCTCGATTTATTTATTATAAGTTTTTATTCTCTTCAAAGGAATCACTG
CATCTTTTTTTAGATCTCAGATTGAATGAAGTGATTCTGAAATAACAACATTCACTTTAC
AGAGACAACATGACAGGTACAAAAATCTATTTATATATGTGAAAACAACCAATGACAGTG
TCTGCATGAAGCTGGTCCTGCAGAGTCTCAGCTTTGGGCGGCCCGCTGCATGATGACAGA
ACACAGACTCAACATCTGCAGGTATTCATCTGCTCCGTCCGAGAGGCACTTACTCACAAC
CGCCATCTTCTCTGTAATGATGGACTTGTCCTTGTCCTTCAGGTCACTCTCTATGATGGA
CTCATGCAGCTGACTGAGGATCTGTGTGGCTGCATAACCGTCATTCACCAGGTTCCTGAC
TGTTACCTCCAGTCTCTCAAATGTCCCCTTAAAACATGTCTGCAGCAAGCCCTCTATCAT
TTTGGAAGGAACCACCCCGGCTATTTCAACAATAGCTCTGTCAGTGATCTCCTTGTCCAT
GTTGAGTCGAGCAGCACACTGCAGGAATGTGATGGCTTTCCGCAGGTCCCCCTCTGACAC
CTGCACCAGTGCCTCAATACTCTCTCTGGTGTATTTGAGGTTCTCCTTCTCACAGATCTC
CAGCAGTCGCTCTTCTTGGATTCGATTGGCCAAAGGTTTAAATCGAAACTTGGAGCATCT
GGATGTTAGGGGCTCAATAATCCTGCTGATGTAGTTACAGATGAGACAGAAACGGGTGGT
ACGGGACTCCTTCTCCATGGTCCGCCTTAGAGCCGCCTGAGCCGGCGCCGTCATGGAGTC
CGCNCTCGTCCCCCGGCCATA
>CL1557Contig1
CGGCACGAGGACATTTTACAATTTTATTTTATTGCTCATGAAGGTGTGTGGTGAGTCCAA
TTTACCATTCTGGTTTAATTCAACAGATTCATTTGTTTACAGTATTTAAAAGCAACATAA
ATCGCATGGCTTCATGAAAATGCTTAATATTTACTGCATCCTTCAAAAAACAAAAAAACA
AAAGAACTTTAGCACATCTACTTAACTGTGGGGAATCTTCCAACCTCATTTACTTTAATT
GAGCTCATAAACAGTCTCTAAAGCTAACTGACATGGTTCAACTACAAAGACTTTGCAACA
AAAGGAACGCAAGGGGACTGAAAGTTTGTCTTTTTTTGTTAAAAAGTAAATTTTTTTTGT
CCATTGCTTTTTCAGGGCAACATTGACTTTCTTCTTCCTTTTCCTTCTGTGCAAATCCCT
TTTGTTTTCTTCTTTGCTCTCTTTTTGGTGCCTGTTCCTGCAGGGTAACGTCTGGTAGAG
GTGTGTTGTCCCTACTCTGCGGGCTTTGGGTGCATAAGGTTGAGTGGCAGTTCCACTGTG
ACATCACTGGCAGTAAGGCCACCCAGCAGACCTCCTCCGGCCACCATGAGGTTAATTTTA
ATCTTGTAGGAAACCAAGATGCCCAACACCTCTTTCTCTACACCTGGCCGTATCATGGTG
GTGGAGGCCAAGTTTGTGTCCTCGTCCTTCAGCCGTCCATCCAGAGCCAGACCCCTCTTC
TCCTTGTTTTCGGAGAGAGCGGGCTTGATGGTCAAACAAAGGTCAGCAGTGCTGGATGCA
TCTACTGTCTCCCCAAACTCCTGGTTAAGAACAGTCTTGGTATATTTGTCTGCTGAGTAG
AGGACGATGTCAGTGGTTTGGTCCACAGTGATTTTAATTTTCTTGACTGTTTTGTTGCTC
TCGTTATTGATTTTAATTTTAATTGGGATGTCTTCACCATGAAAGTAGAGATCTTTCTCC
ATGGATGCCTCTAGGTGAACGGGTTTGTCAGACATCATGAAGCTTTTGCAGACGTCTGCC
TTGGGCCCAGCGCCGACCTGAGAGGGGGCATACTGGATTTTACGGACGACGAGGCGAGCT
GTATCCTTCTTATCAATCTTTTCATCCGGGTTGTTCTTCTCCTTGGCAAGGTAAGTTTTC
ACTTCAAAGTCAACTCCACAAGCCTTTCCCGTGTCATCAGGTCCAGGCTGCAGAGAAACT
GAGCATGGCAAGTTGGTGGGAATTTCGAAAGAGAAAGGGTAGGAATTGTCTCCAGCTTTC
TTCAGTAAGGTGTCATGCATGGCGCTCAGCGCTGGTTTGCTGCTTTCCGGGTAAATCTGT
ATCTGCTGGATCCAGATGTCCTTCCTGAAGCACAGGCCCATCACATCCAGGTCGTCACTT
CCATAACGGAAGGCACAGGCCATCTGCACGAAAGCTTTTCTGTCTCCAAAGTCTGTAGTG
TCCACCTTCACAACACCATCGAGTTTTTCCACAGAGGACACGTGGTCCACATAGTCTCTC
TTTCCCAGGTAGAGGGTCAGCCCTCCGTTTCCACTGGTCTTCTTGAAAATCTTTGCCATG
ACTGGAAGATTAAAGATGTATTCTGCTCTGGGTTGTCTGGACCTGTGGCAGGGTGTGTCA
GGGATGAGTGTCCCCGGCCATAATGCCCGGGTT
>CL1558Contig1
GAGGGTGAAACCCAGTCTGTCCCAAAGACCAACATGCATCTCTTTGCTCTAATTCTTGGC
ATTTGGCTTCTACCAAAAGGTGACACTCTGAAGTGTCATGAATGCATACCAGACAATTTG
GGGAAGTGCACTGAAACACAAAGAGAATGTCTTTTACAGTCTCATCAATGTGGTGCATCC
AGACTCATTGCCTATGCAGGTGGTTCAAAAATTCTGGACCAAAATGTGAAGAGTTGTGCT
CTGCCAGAAGAATGTGGGGAAGCTTCAGTCAATTTTGGGTTGTCCAAAACCTGGATCAAC
ACCCAATGCTGCAACTCCAACCTCTGCAACACTCAGTCTGTTCCTGACTCAAGCAATACC
ACTCCAAATGGGAGACACTGCTTCACCTGTGATGGTTCAACATGTGACAAAACTTTAGCC
TGTGAGGGGAACGAAGACCACTGCGTTACCGGAACAGTTGATGCAGGAGGAACCACAACC
ACCGTAAAGGGATGCATCTCTGAGCTGATGTGCTCTGCCTCAAACAGCTTTCCTTCTCGA
CTTCTAGGAACAAAGGTTAGCTGTTGCAAGGGTAACTTGTGCAACAGTGCTGTCACTGCA
AGTACAGGTCTGCTGCTTGTAGTCGTGGCGTTGGTCTCTTTGACATTGTTTTCTTAAGAG
AGAATTCAAACAGTGAATTATTTGGCACCTCTCTTTTTCATACACAAAGTCTATGAGGCC
CTCACTCTTCTCCTCTTTCAACTTATCTTTTGAAGATTTAAAGTTTGAAGATCCAAAATG



ATTATTTTTGATAAACTTAAATGTTTTTTTGTGTTTGTTTCTTTTTTATTTCACTTGTCA
ATTACAATTCTGAGTAAGCTTTTCAAAAGTGTGTGTGAATTTAAATAGAAATAAAGTT
>CL1559Contig1
ATTGGCTTAATTTTCTAGTGCAGGAGTTCTGCGGGCAGCACGATAGATCCCGTCATCCAT
CGTTGATTGGTTGCTTATCCCAAAACTTAAATCATAACTCCCCACAACTTCGTGCAATCA
AGTCCTTGTAGGGCTGTGTAAGTAAAATTATCCATTCATATTAGTCCAACCACACAAATA
TGTGAGAGTGGCTATGATTATCTTCTCTCTTGTTTCTTTTTTACCTCCCCATCTTTTGTC
CAGTCACACGTGAGTCTGCATGCGTTGGGAGGGCCGGCCCAAGTCGGACTGCTGTGAGGA
TACTTGTGAGGAGGCATAAGAAAAGCGAGACGAGCTAGACACCTTGCTGGCCTGATCTGA
TTGGTCATAAGCATCCACCTTCTCATAGGAAGCAGGCTTGACATAGCTGGTAAAGGCACG
ACCATACGTAGCAGGTAGATACGCTGAGCTGCTGTAGACGGGATCAGTAGGATATATGCT
GGCTGGTTGGGCAGGCTGTTGCTGGCCAGCTTGCTGCTGTTCGTACGAGGATCTGCTCAC
TGTATTAGTAGAGTATCTCTGGGAGAACTCGTAGATTCGAGGCTGAGTGCCATGCTGACC
GTACACTGGGCTGGGAGAGGGCAATTGCGAAGGAGTGTAGACTGGCCGAGAGTTGGGCAC
ATACTCGGAGAATCCACCGCTGCGGATGTTGCGGTCATCATGGCCTCGTACATTGTAGTA
GCCATTGGTAGGGTCCTTAATGTCGGATCTTTCATCGTCCTCCTCCTCTAAGAGGTCGCT
GTGTTCTGTGCGCGATGTCCCTGGAGACTCACTGCTGTTGGGAGCCATGGGTTCTTTGAC
ATCCTCCTCATCATCGTTGCCTCGTGTGGCATTGTGATCACTGTGAACAATCTGAACTCG
GATGTCACTCTTGGAGAGACGTGTGCACCTTTTACCATTGAGCTCACCTTTGCCTGTGTG
CCTGCAGCACAGGGAGACCACCGTGATGACACAGATGAGCAAGACGCACCCTCCACCGAC
TGCTCCACCGACAATTATCAGTGTGGGCAAGGCCTCTTGCTCCTCTAGTGTGACCAATGC
CGTGCCGGTTCCAAAACGGTTCCAGGCTGTGCAATTATAACGCATCTGGAAATCCTGTGC
CAGCGTCTCCGATAGCACCAAAGAGGAGAAGACCCCACGGTCACTGGTCACAGTCTGCAC
CGAGTAACGACCAGAGGAACCAGAAGACAGAGTCATGTCGCCAAAGGTCCACACAATGTT
ATCGGGTGGGGGGCTGCTTCCCACCCGACACTCCAACTTGCCCTTGGAGTGCTTGACTGC
ATGCTGTGTAGCATCTGCCGTGATGATGGGTGGACCATTCACAGTTAGAGTGACATCTCT
TTCTGCAACTCCAATGCGGGGAACAATGGCCTTGCAGGTGTATGTTCCAGCATCCTCCTG
GGTAACAGCCTTCAGCTGCAGGGTGTTACCATTACTGAGCACCACGCTGGAGCCCTGCTT
TGTCCAAGCCAGGGTCAGAGGAGGGTTTCCTGTCCATGCACAAGTGAAGGCTGCATCCAT
CCCTATATCCACCGTCATCGGCTTGGGTTCCGAAAGAAGTCTGGGGCCAAATTGCACATC
TACCAGGGTGCTAACATTGGTGCTGCCCACAGAGTTGGACACCTCACAAGAGATGGGGTC
TGTGAAGTAAGAGTAGTCCACTGTCACCTCAAGACTGTCCCCATTCGCCTCAGAGATGGG
CACTCCTCCTTTTGACCACCTGTATCCTGTGATCTCAGGATTGGCTGAAGCAGAGCAGAG
GAAGAGGACTTTGGCTCCCTCTGTCACCGTCTGCGGTTGGACGGATAACGTCACTGAAGG
AGGGTGTTGGACATTAATAGTGACTGATGTCTGTCGTCCGGCAGGAGCAGCTGGGTTGAG
AACTCTGCAGGTGTAGGTGCGT
>CL1560Contig1
GACGAGNGCGCGAAAAAGAGCGCGAGCGGGAAAGGGAGCGGCGTGACCGCGAGAGGGAGA
AGGAGCGGGAAAAGGAAAAGGAAAGAGAGCGCGAGAGAGAACGGGAAAGGGACCGAGACA
AAGACCGGGACCGCAGGACCAGAGAACGTGAGCGGGAACGGGAAAAAGAGAGGACTCTGG
ACGTGAGCATCAACCGCAGCCGATCGAGAGAGTTGAGTTTGAGTCGAGACAGAGACAGAG
AGAAGAAGCGGGACCAAGAGGACGAAGAGGAGGCTTACGAACGCAGGAAGCTGGAGAGAA
AACTCCGAGACAAGGAAGCAGCATATCAGGAGCGTCTGAAGAACTGGGAGCTCAGGGAGC
GAAAAAAGGCACGGGATTATGCAAAGGACACTGAGCGAGAAGATGAGCGCCGTCGAGAAA
CGCTGAAAGAAGGCAAACGGTTGAAAGAGTTTCTTGAAGATTACGATGATGAAAGAGATG
ACCCCAAATACTACAGGGGCAGTGCACTGCAGAAGCGTCTCAGAGACCGAGAGAAGGAGA
TCGAGGTGGATGAGCGAGACAGGAAGAGGGAGAAGGAGGAGCTGGAGGAGATCAGACAGA
GGCTGTTAGAAGAGGGACATCCAGACCCAGACGCAGAGCTGCGCAGAATGGAGGAGGAAG
AGGAGGAGCGTTTGAGACGACCTCCCATCATCCAACAGCCAGAACCAGAGGTGCAACAAG
AACGCTACAGAAGTTCACGCGACCACCGGGACCGCAGACCGGAGCAGGAAAGGCCGGAGG
TGCGGCCACAGCCTCGTCTCTCTGACAACGAGGTGGAGGAGGGCGAGGAGGGGGATTATG
ACAACGATGAAGAGAACCCCGCCTTTAAACCATGCTTAAAGCCCACGATGCGACCCATCA
CAGCAGCACCTTCAGTGTCCTCGGCCAGCGGGAACGTGTCCCCCAACTCCCCGGGAAACG
AGTCGCCGTGCGGCATCATCATCCCTCACGAGAACTCCCCCCCCGATGCTCTGCCACCAG
ATGAAAACCGGCCCAAGATCGGCCTCAGCCTTAAACTAGGTGCTACGGGGAGCCCCGGCC
AAACCGCCGCGGGCAAAAGGAAAAAACTCCCAGTGGACAGCGTCTTCAACAAGTTTGACG
AGGAGGAGGCCGACGAGCAGCCTCGCAAAAGGAAGCTGGTCCCTTTGGATTACGACGACG
ACAAGAGCCTTGACGTGGAAGGAGCAGGGCTGTCGGGCATCAAAGGAGCCAACGCCGAGG
AGAAACGCAAGCACATCAAGAGTCTGATCGAAAAGATCCCGACAGCAAAACCGGAGCTTT
TCACCTACCCGCTGGACTGGAGCATGGTGGACACGACGTTGATGGAACGCCGCGTCCGGC
CGTGGATCAATAAAAAGATCATTGAGTATATTGGCGAGGAAGAAGCAACATTAGTGGACT
TTGTGTGTTCAAAGGTGATGGCTCACAGCACACCACAAGGTATTTTGGATGATGTTGCCA
TGGTTCTGGATGAAGAAGCTGAGGTCTTCATAGTGAAGATGTGGCGGTTGCTCATTTATG
AAACGGAAGCAAAGAAAATCGGACTGACCACCTCATCACAAAATGCATCCATCCTGTGAA



ATGTCATTTCTGAATCAAAATCCTGGACGGGGACTCTCCTGAAGCACACCTCACAACCAC
TATAGGAACAGAAGCTGGGAATGTTGATGTGAATTTGTGAAGGCACTCTCCATTTTTTTG
TATTANNATTAAAAT
>CL1561Contig1
GCAGAGTCGAAGAGTTGCAGTCTCTGTTGCGTTCCAGGCTGTTCGTCTTCCTACCAAAAA
CAGCCTTACCTTTCATTTCATTATTTTCCTGTGGATCCAAACCTGAAACCCAAATGGATA
TAGGCGATGCGAAGAGATGAAGGGCATAGTTTTAATGTAAACACAGGTAGCACCCTCTGC
TGCCGGCACTTACTAACTTCGCTCCGGATTGTGGTGCGGCTGCGTCGTTCGTCGCCTGAA
GAGTGGTGTCGTCCGGAGTATTTTCCCTTGGAAAAACTTTACTGCTCCTTTGAGAAGGGA
GTCAGTATATGACAGAACCTCAAACGTCAGTCTATGCAGCTATGCTGTGAAGATACTAGC
ATACGGTGGCTAAGCTAAGGCAGTAAAGATGGATCAGGACTACGTGACACAGGTAAGGTT
GTTCATAATGTGTTTGGTTAACGTTAGTCAACTATGTGTACCGTTATTGGATAAATGCAT
TTCTACCTGAAAAAATTAATATTTATAATAAAAGATGTTCATGCTCTCACCTATTTTAAT
TACATGTATTTAATCACTTTTGAGCATTTTGTCATTTTGTAATTTCCTTAACAAAAATAA
ATGAAATGTATTTGTAATTAAATACTTAACATACTTTTCAAAACATGATTACTGTGTTGT
GTTGAAAGGTAGCATAAATATATTAAGACTGATTTTTAATTTCTTTATCTTCACATGTGC
TCTGGATGAGGCTTTGGATTACATCCATGACTTAGAAGCCAAGTTCCTTTGCTGGACCCA
GGAGACGATGTCATGGCGGACAAAAGTTCCTCGTTCAAGACCTCCTAACTGACATTGGAT
CTAAGATCATCATTCCACCTTTTAAGCTTTCAGCTCAATTCAGCAAGGAGGAAAATGAAC
AAATCCAAGCCATCACCCGCCTCAGAATTATGGTGGAAAGAGTGATCAGTAGGATAAAGT
CCTTCCACATCAGGAACTCTCTGTGCCGCTCACACTGATGGGCGGTGTGAATCAGATCTG
GCTTAACCGCCGTGTTTTGGCAAATTATCAAGGACTTTTTTGTTTTGAAGAGTGAATTAA
TGTTTGGTATGTAAATAATGTATAATGTTCAAATAGTATGGAAAAATTTAGTGTTTCCAC
ATATTCTTAAAATCTAATTAAATATAAATGTTATATTCGTAATATTTTTCTGTTGAAATG
TGACTGACACACAAAAAATA
>CL1561Contig2
TTTCTACCTGAACAATGAATGTTTATAATAAAAGCTGTTCACGCTCTCCCCAATTTAATT
ACATGTATTTAATTACTTTTGAGTATTTGGTCATTTGGTATTTCCTTAACAAAAATAAAT
GAAATGTATTGGTAATTAAATACTTAAAACACTTTTCGAAACATGATTACTGTGTTGTGT
TGAAAGGTAGCATAAATATGTTAAGACTAGTTTTTAATTTCTTTATCTTCACAGGTGCTC
TGGATGAGGCTTTGGATTACATCCATGACTTAGAAGCCAAGTTCCTTTGCTGGAGCCCCA
GGAGACGATGTCATGGCGGACAAAGAGGTCCTCGTTCAAGACCTCCTTACTGACATTGGA
TCTAAGATCATCATTCCACCTTTTAAGCTTTCAGCTCCATCAGCAAGGAGGAAACAGAAC
AAACCGCAGCCATTGCCCGCCTCAGAATTATAGTGGAAAGAGTGATCGGTAGGATAAAGT
CCTTTCACATCAGGGACTCTCCCGTGCCGCTCACACTGATGGGCAGTGTGAATCAGATCT
GGCTTAACTGCCGTGTTTTGGCAAATTTATCAAGGAAGTTTTGTTTTGAAGAGTGAATTA
ATGTTTGGTATGTAAATAATGTATAATGTGCAAATAGTATGGAAAAATTTAGTGTTTCCA
CATATTCTTAAAATCTAATTAAATATAATTGTTATATTCTTAATATTTTTCTGTTGAAAT
GTGACTTTGACTTAACAAAAAAATTAGAGAACAAA
>CL1561Contig3
TTCGGCACGAGGGTCAATGACGTGTAAAACAACTTCCTGTTAGCGTAGCAGCAGATATGA
AGAATGGCAGAGTCGAAGAGTTGCAGTCTCTGTTGCGTTCCAGGCTGTTCGTCTTCCTAC
CAAAAACAGCCTTACCTTTCATTTCATTATTTTCCTGTGGATCCAAACCTGAAACCCAAA
TGGATATAGGCGATGCGAAGAGATGAAGGGCATAGTTTTAATGTAAACACAGGTAGCACC
CTCTGCTGCCGGCACTTACTAACTTCGCTCCGGATTGTGGTGCGGCTGCGTCGTTCGTCG
CCTGAAGAGTGGTGTCGTCCGGAGTATTTTCCCTTGGAAAAACTTTACTGCTCCTTTGAG
AAGGGAGTCAGTATATGACAGAACCTCAAACGTCCAGTCTATGCAGCTATGCTGTGAAGA
TACTAGCATACGGTGGCTAAGCTAAGGCAGTAAAGATGGATCAGGACTACGTGACACAGG
CTTTGGATTACATCCATGACTTAGAAGCCAAGTTCCTTTGCTGGACCCAGGAGACGATGT
CATGGCGGACAAAAGTTCCTCGTTCAAGACCTCCTAACTGACATTGGATCTAAGATCATC
ATTCCACCTTTTAAGCTTTCAGCTCAATTCAGCAAGGAGGAAAATGAACAAATCCAAGCC
ATCACCCGCCTCAGAATTATGGTGGAAAGAGTGATCGGTAGGATAAAGTCCTTCCACATC
AGGAACTCTCTGTGCCGCTCACACTGATGGGCGGTGTGAATCAGATCTGGCTTAACCGCC
GTGTTTTGGCAAATTATCAAGGACTTTTTTGTTTTGAAGAGTGAATTAATGTTTGGTATG
TAAATAATGTATAATGTTCAAATAGTATGGAAAAATTTAGTGTTTCCACATATTCTTAAA
ATCTAATTAAATATAAATGTTATATTCGTAATATTTTTCTGTTGAAATGTGACTGACTAC
ACAAAAAATTAGAGAACAAA
>CL1562Contig1
TTTTATTTAAAGATTTGATTTAAAACAAAGCAGCGATTATAGTCTTTACCATTAAGTGTA
AATGAAACCGCTCTAAACAAATGTAAATTGTCTGTGAGAACAGACACTCTTTCACCAGCA
GCGGAGGAAGGAACCAGCTGAAGCGGGAGTCCCGTCAGTCCATGCAGCTGTCGTCTGTCG
TGAACTGCAGCAGCGATGAAGACACGCAGAGCAGCAGCTGTCCAGTAAGTCTGGTCAGAC
AGGTGACGCAGCGCAGCACCGACTTGAAGATGTGTTTGATGCGGGTGCATTTCAAGTCGT
AGGACAGCGTGTAGATCTCATACAGCGTGGCTCTGATGGTCAGGCAGCACAGCAGTTCCT



TGGGGTGCACCTTGTACACGTCAATGGTCAGTTTGGCGATCCCCTTCTTTCTGTGCTCAC
GGAAACTCGGTAGGATCTTGCTCGGTGTCCACAGCTCGCCTTTGTCCAGAACCATCAGGG
GGGTTCTGCAAGGGAGTGACTGGAAGAACTCCTCTGAGTCCACCACAGTTCCGTCCTCCT
CCAGAACCAGAATCAGGAAGTTGTAGTTGGACAACATGAAGACTTTGGCTGCCTGCTCCA
GAAGCTCATCCAGCGAAGACGCCAGCAGCCCTCGTCGCCGCATCCGGCTGTAGCTGCAGA
CCTTATAGCAGCGAGGCTGAGGGGAGGGCAGGATGCAGCGGGAGAGGCTGGTCTGGACCG
TCAGCACAGATCTGAGCAGAGAATCCGGCAGCAGCGTTTTAGCGTAACTGACTCCGGACT
GGATGGAGAGCGGCGCCATGCTCGCGCCAGTCAACAAAGAGCCCCGGCCATAAGGCCCGG
GTTAAGCGCGCGCNCAAC
>CL1563Contig1
CCTTGAGCGCGCCGTTTAACCCGGGCATTATGGCCGGGGGTAGGATTCATTTGTGTTCAT
CAGCTCTATGGCAGAAGAAAACAGACACTGCTTGAAAGAAGCTTTCAAAATGGCCAAGAA
AGTGTTGATTGTGTTTGCCCACCAGAGCTCTGGATCCTTCAATGCTGCAGCCAAAAGTGC
TGCTGTGGAGGTTCTGACAGCTCAGGGCTGCACAGTAGAGGTTTCTGACCTGTATGCTAT
GAACTTTAAAGCTGCTGCCACTGCTGAGGACATCAAAGGGGACGTTAAGGATGCTGAACA
CTTCCGGTATCAGGAGGAGACCAGGCTGGCATGGGAGGAGGGCAGGCTGGCAGAAGACAT
CACTGCAGAGCAAACTAAACTCTCTGAGGCAGACCTGGTTATCTTTCAGTTCCCCATGTA
CTGGTTCAGTGTTCCTGCCATCATGAAGGGCTGGATTGACCGTGTGCTCACATGTGGCTT
TGCCTTCACTAAAGAGAAGCGTTACAGCCAGGGACTCCTGAAGGAGAAGAAAGCCATGCT
GTCCTTCACCACTGGCTCTCTTGAATCCATGTTCAGCTCCACTGGCATCAATGGAGACAT
GAACGTCACTCTGTGGCCAATCCAGAATGGTATCCTGCATTACTGTGGCTTCCAGGTCCT
GCCTCCTCAGGTCTTTTGGGCTCCTTCTTGTGCGTCTCCTGAAGCTCGTACGGCCATGTT
GGAGGGCTGGCGCTCCCGACTGCAGGGCCTGCTGGAAGAGAAGCCGCTGTCCTTCATCTC
CTTGGACTGCTTTGACCCAAAGTCTTTCCAGTTGACCCCTGATGTTCAGGAGAAACATGC
CAGCCAGGATTTTGGTCTGACAGTGGGCATCCACCTGGGCAAACCTTTGCCACCCCAGAA
CCAGATGAAGGCTGGATGCTGAAGATGTAGCTGTGAACTTGTAATGAAATAAAGGCTTGT
TCTAAAAGTTTGTAAAATTCTAAGATTTATATTGCTGCAAATTAAAATATTTGCAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAACAT
>CL1564Contig1
CCTTATGGCCGGNGGACAGAAGCGAGACTTCCTTATAAAAGGAGACCACACCAGAAACAA
CACTTTCGATTTAAATCCCTCCGCTTTGGAAAACCTGCAGTCATGGTGGAGCTTTTTGCT
GGCCTGAAACTGATGAATAAAGCCGGGGAGTTGGTCGACTCCGAGGCGGCGCTCAGTAAT
AAAATAGTAGGACTTTATTTTTCTGCGGAATGGTGCCCTCCGTGCCGCGGCTTCACACCA
GTTCTGAGTGATTTTTACACGGAGCTCGTCCAAGAAAGTAACCCTCCGGCCCCGTTTGAG
ATCGTGTTCATCTCCTCAGATCAGACCAAGGAGAGAATGATGGGATACTTTCAGAAAAAG
CACGGAGATTGGCTCGTTTTGCCATGGGACCCCGAAACGAAAAAGAAGTTCTCCCAGCGC
TACAACATCTCAGGAATTCCCACATTGGTGATTGTGAAGGGGAATGGTGACGTAATCACA
AAAGATGGAAGGGCTGATGTTCAAAGCAAAGGCCCTGCATGCTTCAAGATCTGGCAGAAA
GCCTAAGAAAAAAGGAAGTCCAACTGGATTTCAGTTTTGATCTTTTTCTTTCTTATTGTC
TTGCTGGATGATGGGTTCTTTAAAAACAATAAAACTTGTCTTTTGGTGAAAAAAAAAAAA
AAANAAAAAAAAAAAAAACAT
>CL1565Contig1
GGTGAGATTGTCTTTATATTAGTTTTCAGGTATGGTTTTTATGGCTTTGATTTACACCTT
TTAAGAAATATCCACCAAGAAGTGTAATATTTTGTAATTTTTGGTTGATTTTGTTCGTGA
GGTTTTAGCATCAAAATACATAAAGAAGTGACACCTCAGGTGTCACTTGGTTTGATTCGG
TTTTATCTACACGATTCGGTTTTGTTTTTTAGATGCCTATTTATTCATTTTTAGCTATCA
TGAGTCAAGAGTGTTTTTTAATTGCAAACGCTGTATGTGTTTTGGTGTTAAAATTATATT
AGACATGTTTACTTCCGCACTACAAATTCCCAAATACTTCTAGTTCCGGTCCAGTTTCAA
CCTTTGTTTTTGCCAAGAATTCCCTTCATTTTCTAGATAGCAAGGTTATCTCGATCACAA
TGTCTTTGAATTGTTTTATTATTATTATTTAATCTTAGATTGAGTATCTTATACGTGCGC
AACTGTTTACAAACCTGATTATTAGGTTTGAAGATGGACAGCAATCAAGAGTCCAAAGAT
GGCTCAGACCGTTCAGAACTGGTGTCTGAAGACGGCAAGAATACAAAGTCCGTGTTGTGC
CAACGCTGCGGATGCAAAGTGCTGTGCCCAGGCATGGCCGTTTTTGCAGAAAAGGAGCTC
TTTCTACCAGCCATGCAAAAAAAGCGCAGCCTCAACTCCACAGGAGACTCGGTTGATGGC
GACACTCTGACTTCTCACTGGTTGGTGGACGACATGTACACTTTTGAGAACGTGGGCTTC
ACAAAAGACGTAGGAAGAATCAAATATCTCATCTGTGCTGATTGCGAGATTGGACCAATC
GGTTGGCACTGTTTGGATGACAAGAAATGTTTTTATGTGGCTTTGGAAAGAGTGAATCAT
GCATAATGATGCTGAATATGTGAGCCCTAAAGACTTCAAATAACGTGTTTGCAGACTACG
CATTACTTTGTGGATTTAACTTGATTCAATCCTTCAGATATCTGTATGTTTACAGAATTG
TGTGTACTTTGTTGTCTCAAAATTGCACCGTGTTTATTCTTATCAATTACACTGACAATA
TGGAGATCATTCTGATCATTCTGTCTTAATAAAAGTTTCTACAAAGTCATTCCTAAAAAA
AAAA
>CL1565Contig2
TTTTTTTTTTAGGAATGACTTTGTAGAAACTTTTATTAAGACAGAATGATCAGAATGATC



TCCATATTGTCAGTGTAATTGATAAGAATAAACACGGTGCAATTTTGAGACAACAAAGTA
CACACAATTCTGTAAACATACAGATATCTGAAGGATTGAATCAAGTTAAATCCACAAAGT
AATGCGTAGTCTGCAAACACGTTATTTGAAGTCTTTAGGGCTCACATATTCAGCATCATT
ATGCATGATTCACTCTTTCCAAAGCCACATAAAAACATTTCTTGTCATCCAAACAGTGCC
AACCGATTGGTCCAATCTCGCAATCAGCACAGATGAGATATTTGATTCTTCCTACGTCTT
TTGTGAAGCCCACGTTCTCAAAAGTGTACATGTCGTCCACCAACCAGTGAGAAGTCAGAG
TGTCGCCATCAACCGAGTCTCCTGTGGAGTTGAGGCTGCGCTTTTTTTGCATGGCTGGTA
GAAAGAGCTCCTTTTCTGCAAAAACGGCCATGCCTGGGCACAGCACTTTGCATCCGCAGC
GTTGGCACAACACGGACTTTGTATTCTTGCCGTCTTCAGACACCAGTTCTGAACGGTCTG
AGCCATCTTTGGACTCTTGATTGCTGTCCATCTTCAAACCTGAAAACTAATATAAAGACA
ATCTCAAATCGAAAAACCAGCGTAAAGCCAAGTTAGCCAAATAGCTATGTGTGCTTGTCT
ACAGTGTTCCGATCATGA
>CL1566Contig1
GCACGAGGCTCGTCCAGCACAACGTCACTGCTTACTTCTGCGGCCACGACCACAACCTGC
AGTACCTGGAGGAGCTCGGTGTGGGATATGTGGTGAGCGGCGCCGGGAATTTCCTTGATC
CTGACGTCCGTCACAAGGACCACGTTCCCGCGGGTTCTCTGAAGTTCTTCACGGGCCAGG
CTTCGACGCTTGGAGGCTTCGTCCATGCAGAGGTCACAAATGACAAGATGATCCTGACCT
ACTTCCAGGCCAAAGGCACCTCCTTGTTCCAGACTGTTCTCTCCCGGAGGCAGTTTAAAT
AGACCGGCCGTCGGTGAGAAGCTGGAAAAATCTGCAGGGTAGATTAAGAGAAGGTAAAGT
CTTGGCTTTTAAAGATGCCTTTCAGCTTCATGTATAATAACTGTTTTAAAAGAATTCAAT
TTTAAATTTGGCCTAGTTGTAAAATAAATGCTATATTTCAGTTTGAGTCATGTGACTCCT
CACGCTTGCGGGGGTTTCCTCGTGAGGAAAATTCAGGTGTTCTCTGCAGATCTCCTCTTT
TACCTGTAGAAATGTGCACGTTTGCATGAAGGGGGCGCTGGGAGCCGGTCGTGCACATTT
GACCTTTTTTTATGTGATTCTGTTGCTGAGCTCCGGATGAAAAGCCGGATGTGTGCAGAA
TGCAGAGATGGTTTAATGCTGTGGAGACTTTGAGGGGAAGCATCAGGTTCTGGTCTCATG
TGAATCTGGAACCGTGTACTGCTCTTACCTTTAAAACATAAACTTTGAGTAAAACCCGTG
AAAACTGATCTGTAATCACTGATTCATGTGCAATAAATGTGTTCAGAAAAATTGCAAAAA
AAAAAAAAAAAAAAAAAAAA
>CL1567Contig1
GCACGAGGGGCAAACGTTACCCCATGGAGCTACACATTGTGAACAGTAAGGCATCCTATA
AAAAGAACACAACACTGGCTGTTGGCGACTCTACAGGTCTTGCCGCTCTTGGATTCTTCA
TTGATGTGATGTCTGGTACAAACACCGCTCAGCCTCCAGGCTGGAATACACTGACTTCCT
ATTTGAAAAACATCACAGAGAAGAATACTTCTGTTTCGATGGCTGCTGGAATTTCTTTGG
ACGATCTTCTGTTTGGGGTGGATCGCACAAAGTATTATCGCTACCTCGGATCCTTGACAA
CCCCTGCCTGCAACGAGGCTGTAGTTTGGACCGTGTTCAAGGATCCCATCATGGTCAGCA
AAGATCTGATTGACCTCTTTGGGTCAACAGTTCGCTTCTCCAACAGCACATCCTCTTTCA
TGACCAACGTCTACCGCAGCATCCAAAACAGTCAGCCTGTGAGGACACAGCCCACCTCAT
CCGCCACACGGCACACTTTGAGTCTGATGTCTCTCACCCTGCTACTAGGAACATTTTGGG
GATAAAAGGAATTGTAATTTATTTTTCCCCAAATTTTCCCCAAAAACAACCAAGCCATAT
TATTTATCANGTTTTCCTTTTAACTTTAACAAATNTTTAAAGNTGAAGTTTGGNGGNGTT
TTGCCCCCCCCCCNTTCCCACGCCTTTTTCCAGTGCCTGTAGTCATTCATTTTAAACACA
CAGGACAGGGACTAACGTGCAAATCTAATATTTGTTAAGCCAATTCAGACATCCTGGTGC
TTCTAAAAGGATGTCAAAGTTTATGCTTCTGTGTCATTTCTGCAGTGTTACAGAGCTGAT
ATGCACTAATTGAAGCATGCACCATTTATCAAGTTTATGTTTATACTCTTATGCACAAAT
GCATCGTTTTTTGTTCAGTTATTTTCTTATTTTCATTTGAGCAGATGTATCTGCTGTTAC
TAATGCTCTGAGCTGTTGGTGTAATGAAGGATTTGAATTTTTCTTAATTCAGATGAACAT
GTTATTTATCATTGAACAGGCACTTTGTCCGGACTGTACACAAGTGTTGCAACGTTTGAT
ATCATAAGCTCAA
>CL1567Contig2
TTGTGGGATCGGCCGTTAACCCGGGCCTTATGGCCGGGGAGAGAGGTGGCACTAGTGCTC
TCAAGATGAACTCATTGGTCGTAGTTGCAGTTGCCGTGTGCGTCCTTGTGCCCGGTGCAC
GTTGTGCTTCAGAAACAATTGCCTGGTGCTTTAATTTACCATCTTGCAATGAAACCACCT
GGGCGACGATAGCTGCTCCCTTCTGTAACGGGACCCGTCAGTCACCCATCAACATCGTCT
CAGCAAATGCCACAGCGGACGCCAACCTGACGGCCTTCACCTTCACAAACTACAGCAACA
CCTCGGCACTGACAAAGATTGAAAACACAGGAGACACAGTCAAAGTCACACTTGCTGATG
GAGTCAAGATTTCAGGAGGAGACCTGTCTGAGGACTATGACAGCCTGCAGTTCCACCTGC
ACTGGGGCAATGGCAGCACTACCCCCGGCTCAGAACACACCGTGGATGGCAAACGTTACC
CCATGGAGCTACACATTGTGAACAGTAAGGCATCCTATAAAAAGAACACAACACTGGCTG
TTGGCGACTCTACAGGTCTTGCCGCTCTTGGATTCTTCATTGATGTGATGTCTGGTACAA
ACACCGCTCAGCCTCCAGGCTGGAATACACTGACTTCCTATTTGAAAAACATCACAGAGA
AGAATACTTCTGTTTCGATGGCTGCTGGAATTTCTTTGGACGATCTTCTGTTTGGGGTGG
ATCGCACAAAGTATTATCGCTACCTCGGATCCTTGACAACCCCTGCCTGCAACGAGGCTG
TAGTTTGGACCGTGTTCAAGGATCCCATCATGGTCAGCAAAGATCTGATTGACCTCT
>CL1568Contig1



CCTACTGGTACAGACAACAGCCGAGCGCGTCGATGCCGCGCGTTACATTTCAACGCGAAT
TTACGCAGCGGCTGTTGCTAAGGTTATTTAATTTTGCTGAGATTTACACATGTTCACCTG
TGTACTTAAAGGTTTTACATAGCGGTGGAGACAGGTGGCGCCGTGCTCTGCAGGCTGGCT
CTCTGGAGCGTAATTGATTCGTAGAAGAGAGCTTCAGTTTAAAAGAAAAAACAAGCAATC
AATGGAGGACAAACGCAAGAAGCGCAGCCCTAAGGTGTCTCTTCCTCAGCCTCCTCCTCC
TCCCATCAACCCCAGGAAGCTCTCCGTTCTGCCCGCCAGCAAAAGTGCCACCTTCTCCCT
TGGCCTGCCGCAGCCACCCTCCCCCAAGAACAGAAACAAGTATAAAAGATCGATAGGAGC
TCCAGGACAGCCAAAGGAGGCTTTCACAACCGTCGCAGCTCCGCCTAAAATCACCAGACC
TCACAGGGAGAAGCCCAGGGCCCCACAGCCAGCAGGGCCCAGCAAAGTTGTCCAGTCTTC
TCCCCTGCAGCACTCTTTCCTTACAGACGTTTCCGATGTGAGAGAGATGGAGGGAGGCCT
CCTCAACCTTCTCAACGACTTTCACTCAGGCAAATTGCAAGCTTTCGGAAAAGTCTGCTC
GTTTGAGCAGCTGGAGCACGTGCGGGAGATGCAGGAGAAGCTGGCCAGACTGCACTTCAA
CCTCGACAGCCACGTGGAAGAGCTTTCCGAGGACCAGAGGAAATGCGCCTCTGACCACAA
CCTGGAACACCTGCTTTCTAATCTGGAGGAGCTCAGCACCTCCATACAAAAACTCCACTT
GGCTGAGAACCAGGACCTGCCAAAGAACTCTGGTCCATGACATGTCCAACTTTAAACCAG
CTTAGTGTGGCATTGATAAAGCAGAGGGGTGGAAAAGATCTATTTCTTCTCTTTCAGAGC
ACTGCAGTGACTAAAAGCCATACGACCTTAAATCCACCCTTAACCCAAATGATAAAACCA
TTTCATCAACAGCACAAAAGTGACCCGATTGTTAGTTTTGGACTGAGATAAAACTAGATT
TCCAAGCAGTTTCTGTGCATCAAAAACC
>CL1569Contig1
GTGTTATAAAGTTATTTACTGGAAAGAAGAACAGAGACGCACATCGTCAGAGACAGGTTG
CAGCAACAATTGATGTGTGTGGGTTTGTAGACAACATTTTTCTCTGAAGTTAGACTGTGT
TTACATCACAGCTACAAGTTGAAACAATCACTAGTTTAGCCATTTGATGAAACAGATCAA
TATCACCCGATAAATAGGTCATGTTTACAATGAAGTACTAATGTACAAAGAGAAAAAACA
TGGTTTCCTGTAAAATGCCAACAAACTACAATTACACGCCTTTTTACATTGAACAAAACG
CTCTAGCTGATGCATTACTGCGGCTGGGAGAACACTGGACTGAAAAACTGATTAAAGGGA
AGTGACAAAGGGGGCATGTTGGGGGGCAAAAGTTACACTGTGAGTGGACATCCTTTTTTC
TCTTGAGTACGACGAAACAATGACACTTCTCAGTGGAGGAGGGAAGGATGGATTTCCCTG
GTGGAAACCAGGCAGCAGCATTTCTTTCTCTTTGGCCATGCTCAGCTTGTCTCCTGTCTC
CATCAGTTTACTGGAGACACTGAGGCGTCGCTCCTCCTCTTCTTCTCCTCCTCCCTCTTC
TGCATCCTCCTCCACTGGTTTGGGGCCAAATATCCAATCTCTATTTGAGAGTAGAGCAAC
AGTGTTTTTCCTGAATTTGGGAATGAACAATTTTCCGCATCAGATCTTTGGTGATAGCTC
TGTCAGGGGGAACGTCCTCACTTTCTCTCAGTACTATTACAGCTCAGCAGTTAAAAAAAA
AGTACAATTTGTGTTCAAATAATCTCAAGGTTAACAACAAAGGAAGCAGATTAAAAATGC
AAAAAGTTGACTCTGCAGAAAGCACTACAAACTGAAGCGCTTGTGCAGACTAGTCCTAAG
CAAAAACAATTACATCCAGTCCCTCATTCAGGCCGACTCCCTTAGGCTGGAGTTACTGTT
TTCTTGGGCTTGTCTTCTGGCTCCGACAACCATTTGTAGTAAGCATCTCCCAGGATGAAG
CCCCAGTAGACGACAGTCAGTGAGGTGTTCACGGTCATGATGGCAATGATCAGCGGGTGA
ATCATGGTGGCAGACTGAGGGAAAAATCTGGTGTCTGCGCTTTGGGCAAAAGGGTTGCCT
GAATGT
>CL1569Contig2
ACATTCTTTTTGAAGCTTTGGTCTTCCCTGACCTCCGTCTCTTTCTCTTCATGGCGCACA
CCTTCTACTACGGTCTCCACCCCGTCTCTTGGTTCATTCTCATTGCCAACGTGGCCGTCA
CTATCATTGAGTGGCAATTTCTCATTCGTCAGTTTTACAAACTTTCCACTGCAAAAGACG
AGTCTGCGACCACGCCAGCGGCAGCTTCCACTTGAACCAGAAGACTCCAAGGATCAAACC
TTGGTTTGATCACCATGGATCATCTGCCTATTGGCAGAGAAAAACAAGCTATCACCAAAG
ATCTGATGCGGAAAATTGTTCATTCCCAAATTCAGGAAAAACACTGTTGCTCTACTCTCA
AATAGAGATTGGATATTTGGCCCCAAACCAGTGGAGGAGGATGCAGAAGAGGGAGGAGGA
GAAGAAGAGGAGGAGCGACGCCTCAGTGTCTCCAGTAAACTGATGGAGACAGGAGACAAG
CTGAGCATGGCCAAAGAGAAAGAAATGCTGCTGCCTGGTTTCCACCAGGGAAATCCATCC
TTCCCTCCTCCACTGAGAAGTGTCATTGTTTCGTCGTACTCAAGAGAAAAAAGGATGTCC
ACTCACAGTGTAACTTTTGCCCCCCAACATGCCCCCTTTGTCACTTCCCTTTAATCAGTT
TTTCAGTCCAGTGTTCTCCCAGCCGCAGTAATGCATCAGCTAGAGCGTTTTGTTCAATGT
AAAAAGGCGTGTAATTGTAGTTTGTTGGCATTT
>CL1570Contig1
TTTTTTTTTTGTTCAAAAATTAACTTTTTATTGCCGTTCAGAGGATCTTAACACTTTCCT
GTCCTTCAATGAGGACATCCTGAAGTGGGCGGGGCACCAAAGCGCCCTCAGAAGTATGGC
GTAGGGTCGCTTTGGTCACACATCTGCACGTGGACGTGGGAGGTGATTCCCGGGTAGACG
CTCTGCATGGGCAGCATGGTCCCGATCCTTTCGCCCTTCCTCACCGATCCAGACGTTCTG
GCGGGTCTGACGTAGAACAGCTTGAAGCACAAACCCTGTCCTTTCAGGTTGATGCCCTCA
TTGATCGCCTCCTTGTTCCGGTCGGTGTAGACGGTGAGTTTTCCGTGCAGCGTCACGTCA
AACGGGGCGTAGACGGTGGATCCGTCCTGACATTTCACGTCCAGGCCTTTGTGGAGCCGC
CCCCCCCGACTGGCTCCATAGTGTCCTGATCCCCATCGGTCAGAACCCCGAACGCTGTTG
GACGGGTTTCCTTCACAGAGCGGACCGAAGGTGGCGCCATCGCACACCCACAACACACCC



AACATGAGGAGGAATCTTCTCATCTTGGGATCTTTGGCGAGATTCTGATGAAGAGGACTC
CTCTTCTGCTCTGGATTTATAGACTGCAGTCTGAACCTCACAGCTGGAGGGGAGAAGTTC
TGCGCCTCTGCGTGGACGAAGCGACACTGAGGATCTGCCGCGTGTTTCCTGGAACGAAGG
AGGCGCGAGGCAGCAATGCTAAAACACCCGCTACGTTAGCCTCGTGCCG
>CL1571Contig1
ATTTACAGNAATTTTATTATGTTGCAAACAATGACATCCAGATATATTGATACACAACTT
TCACTGTGCGTGTATGTGCATTTGTGAGTGTGTGAGTGTAAAGAGCTGTGAAAACCACAG
AAAGCTGGATGAAAATCCTGTGTGTGGAGCCTTCGATGGGTTAACAAGGCAGAGATTGAG
CGAGAGGGCACCTGGCGATTCTCTGGGGGTGACATTCACACGCAAACCTCAGAAAAAGGG
GTGAGCCTTAAAAAAGCCTGTCCTCTCAGCAGCTTATGGATCATTAAGGTCCAGTGAGTG
TCTACAAGAAAGCAAGTTCGATGAGAGAGATGAAGCATGAAAGAACACAGTAGGCGAGAA
ACCTCTCTCAATACTCCATCAGAGCAGAAGCAGTGAGAAGATTCTCCTGTCGTAGAATAC
AGACACACATTCGCACACACAATCATACACAACACTATACAAACATGTACATGTGCACTC
GCCCACAAAACTTCATGTGATTTGATTGGAAGCCACCTCTCTGACAACTTCGGTTTCCTT
TTTGTTTTTTAAATATGCGGTCTTTACGATTTCTCAACCACCAGGAACACAGTGACAGAC
CGCCACAATGGAGGCGCGTAGTAAAACAAAATGAAACACAACCTAAAGCCCTTCATCAAG
GGGTCCCACTGGTTCTTGTGCCCTTTCAGTTGACTAGAATCCACCTGCATCAGCACGCCC
AGATTTACCGTTTGACATGACAGGGGGTCATGACAGCAGTATGCAAATTTGCAAATCAAA
CAGTATAGAGTTTTTTTTTATGGAGTCACCATGCAAGAATACTTAACTTTCTGAATGTGT
TGGTGTCAGAGAGATTGCGTGATATTTATTAAGCGTACCCTACATCCAGAATTATTTACA
CTAAAGGACAATAGTCATCTTATTAGGGCTGAAGCAATGTTGAGGAGCAAGGAAGGATGA
CTGGGAGAAAGTGAAGCGCCTCTGCTGTCAACTATAGTTTGGAGAGTATGAGGTGAGGAG
CCAGGCGGAGCATCAGTAAGTTGGGAAGGAGGTGCAGAAGAGGGTAGGGCGAGACGGAGC
TTTAAAGGTTTATTTTCTTTCAGAGTAGAGGTAAATGGGGATCAGGGCAGGATGAGAGAT
GATGGAAGTCTCAGCGGCACTCCCAGACTTTCACTGTCTGGTCGACGCTGCCTGTGACCA
CGTAGGGGGCAGACTTGTGGAAATCCAGAGAGGTAACAAAGTGTTCATGAGCACTCAAGG
TCTTCATGCAGCGTTTGTTCTTGAAGTCCCAGATCCTAATGGTTTTGTCATCGGCACAGC
TCACTATGAATCGTCCTCCAGGATGAAACAACACCCCACGCACCCAGTTGTCATGCCCCA
CCAAAGTCATGAGGCAGATTCCAATGCTCACATCCCACATCTTAATTGTTTTATCTCTGG
AACCAGAGAGAAGGAATGGACCAGGTTTCCCGCTCTTCTTACTCTCTGAGCCTGTGGCTT
CCAGGATGGTGGGGTGAGCACTGTCAGGGGCCCAGGCGATACATTCTACCACATGCTCGT
GTTCCCGTA
>CL1572Contig1
AAAGTCGTATATACACTTGGAAAACCTGTGATTTTACAGTTCTTACAAAGTTCCATTTCT
TTTCATTTTGATTTGGCAACTATTAGATTCTTGCTACTAGCATATTTTGCTGCCAACTTC
AGAATAAAAGAAAATCACCTCTGACTCAGAATGGACACATCTGAACTGTTGGGTTTGAAG
AGGAACACAGCTGGTTTAATAATCAACCACACGCTCATTTGCTGCATGTCCTCTGCAGCC
GTCATGGCCCGGCTTTGCCTCCCTCCCCGTGAGTTAGTTTAGTCTTCATCTGAGCTGCTG
TCGTCCTCCGGCTCTGACAGGTCTGCCATGGGAAACCGCAAGATAGCAGCCACTCCCCCC
AGCTGAGTCAGCTGTTCTCCAGACACATGAAGGCTTGAGAATATCCTGACAGTTCCTCCG
TTGTCTCTCACGCTGTCAACAAGCCGGACGTAACGACTCCTGGTGGGAACGTCCTGATGC
CTGAATAACTTATCGCTTATCAACAGAGTGTCAACGGCCAACGCGTCCGCAGCTTTCTCC
ACGTGAGCGACTCCGTAGAACGCTCTGTTGGGCTCATGCTGAAGCATCTTGTAGAAGTCC
TCCAGAGCTTTCACCTCTCCTGCTGCCTTGGTGTCAGAAAGCCGACTTGTCACAGTGGGG
TCACAAAGGATTTCTTTGAGTGAATACTTATGACCTGATGATGAGTGGACGAGCATGAAT
TTGGGCCGGTTCTCCAGCAGGAGCTTGTTGTCCTGCCGCACGGCTTCCTTGAACATGTAG
GAGATGAACTGGTCCTTCACAAAACCAGGACTGCCAACCAGGATACACTTCACCACATCA
AAATTGATGTGGCGGAGGATGGCCTGCATCACAGCCTCATAGAACCTCTCCAGCGCCTTT
TCATGCTGGCTGCAGCTCCCTTTCCTCTTGCGCGGAATGGTGACCTCGACTTTGGCGCGG
AGCAGGGTCATGGCGGAGGTCACCAGCACAATGTTCGCCAGACCCTCCTGCATCACCACT
GCAGCCACATCTGCCTTCTGAGACGGATCACACGCTTGTTCGATTCTATCCAGCACAACG
CTGTCCCAGCTCTTCTTAGCGAGAGTAAACTTCCTGTTGAGTTCGAGCTCAATGGTGTGA
TAAGCTCCCATCTTAACAAACTGATTCTCTTCAAGGTTGGTGCCTTTCACCCTCAGCCGA
CAAGCCTGTGTGTCAAAGTCGATGGTCTCCACGCACAACGTCAGAGTGGTCCGAACCCGA
GAGCTGCCCACGCTTCCAGTAGCAGACTCTGTCTGCACCTTTCTGATGGTTGAAGCTCTG
AGGCTGTCCCCCACTTGGAGAAGGTTGTAAGTGTGCCACATATCCTCTGCCTCTTCAGGA
ACCAGAGTCACCTGACCGGCATTATCTTTCTCAATATCTTTTTGGAGCAACTTCATGGTA
GAAAGGTCTTTAAAATACAAAATGAATATTAGTGTGAAAGTGAAAAACTTGTATTAAGCC
AAGCTCGATACATGTTTTGTTTTTTAAGGTAAACAAGCTAAACTAAGCCATGTCAGAACT
TTAGAATGAATCGCTCCTGTTGAGAGCCAATGCGTGCTTGCGTCCCCGGCCATAATGNCC
GGGTTAAACGC
>CL1573Contig1
GAAGGGTGTGTTTTCTGAGGTTTTAGGCGGGAAAAGAAAAGGTCCACAGAAACACGAAGA
GCATCTGCAGAACAAGAGAAGAAAGCAAACGGGCAAAGATGAAGAGTATTACATCCCTTA



CAGACCGAAAGACTTCAACTCTGAGAAAGGCTTAAGCCTCGGTGGAGAGGGCAGTAACTT
TGAGCAACAGGCTTCCTCTGCTGTTCTGGACCTTATGGGAGATGACAGTAACCAGTTAAA
CCAGCACAAAAAAATAATGAAATGGGACCGGAAGCGGAAGCGCTTTGTAACAGAAACAAG
AAAAGAGGACCACAAGAAGAAAATTAAGACTGAGAACAACAGAGTCGTTGTTAACAAGAA
GAACAGGAAGAACTTTTATGAAGAGTGGAAGAAAAAGTACAAGGTGGATGATGCAGATTC
TGGATCAGAGGGAGAAACAGGAGGAGGAGCTGGAGGTCGCGGCCGAGGTCGCCGGGGACC
GACCTCTCGCAGGACCTCTGCAGGATCAGGAGGTCGCAGAGTACGCTCAGAGCTAAAAAC
AAGTGCTCAGATCCTAAAGCAGCGCAAAATCAAAGACAAGCAGAAGTTCTTGCAGGGCGG
TGGGATGAAAAAAATCCGCGCTAAGAACAAGAAGTGGGTCGGAGAGGTGAAGAAGGCAGG
CTTTGGTCGGGGCAGCCAAAAGAAGGGCAAGCTGAAGAAGAGACTGTGAGGGCGACAGAT
GACAATCTTTAGGTTACAGGAGAAGCTGTGGTGAAGACAGCGTTTTGGACTGTAAAAGTG
CATTTCATCCTTTCATTTTGACGCCTCCTTTGGTGTCAGCAGCTCAGACAGAATGTTTTT
AAATGTTGACACAGCATCTGTTCTGTTAATTACTGGATCGCTACATAAAACCCTTAATTA
GAAAAAAATCAAGTGTGTCATTGCCCTTTATATG
>CL1574Contig1
CTTGCAGACACATTAGGCAAAACGATGATGTTTATTCTGGTATAAAAAGTCAAAATCAGA
AGTTCAGATGCAAACTAGACTTCAGTTCTTTACAGTGCAGCCCATTTGTTTTTTCACCTA
CAGTTAGTCCTATAATCATAAATCACTCAGTCTTATTTGTATTTAAATATAAATAAGTTG
CTAATGTGAATAATTCATTGTCAAAGATTATTAGTTTCTGTTAGTGAACTGAACCATCTC
ATAAAAGAAGAAAGCTTTAAAATCAAGCATGTTGTCTGAATGCGTTTGTATTTGTTCTGA
TCCAAAAATTCACATTATCATGAAACCAAAAGAGTTTATGCAAACCAATCAAACAGCAGA
AGCTTCCTGGTGTTTTAGTTTCTCCAGCATCTTCTTCAAAGAAAACCAGAACCTAGCCTG
AGCTTTTTCACAGAAACACACAACTGCTACAGGTTAGTTGCAGTCACATCATCAATCAAT
GCTTCGGCTTTTTTTCTTCTTCCAACACTTCTGCAAAATTCCGTGTTGGTACAAAAACAG
ACACCAGGGGGTCAGCTTCTAACTCAAGAACAATCGGTGTCTAGATTGAAAACAAGTGGA
TGAGATCCTCTGAAGCTCCATTTAGCTGCTGTGGACCAGATTGACGAAGAGGAAGAGCGA
GGCAAGAGAGATGGCGCCGGTCAGCACGGCCTTCACCAGCAGCACCGTCCAGCTGCCCAG
CAGGAAAACGTGGACAAATAACTCCATCAAAAAGGCCTTGTAGACACACAGAGCCACCAG
GACAGTAACAGGCAACCGGAAGCTCTTTGGAAGATCATAGCGTGTAAACATCCACACTGC
AGCTGCCATGGTAATGTAATGGGCCAAACTTATGTTAGAGTCAAAGCTCATCTGGATGTA
CTTCCAGTCAAACTCAATGCCTCTGGCTCCGACCCACAAAGGAAGACACCTTGACATCAC
AAGTTCTGCTGTTGCCCAGCCCATGGCAGCCACCATGATCTTGTACTCTCCTTTTCCAGC
ATTGCGGGACATTACCAGATGGAGACCCAACAAGTCTGCCAGGTCTACTGTTGCCTTCAT
GAACTCCCCAACAAAGTCATACACTCCTGCTCCTCCTTCCCATGTAGGAAAAAATGTGGC
AAGAAAAAGCATTTTGCAGAGTTGGACAAACAAGTAAGTTGCACCAGCTTGGACGCATCT
CCAGAAGGCGTTATACTCCGAGAGGCCACTGCACTTGTATGTTATAAAGTAGGGAAAGTA
AGCCAGGGCGAAGCAGTTTCCAAAGTGAAAAAGTGTCATGATGACTCTGGTCACCAAAAG
AACTGAGGGGGTAAAAGGGGAAAAACGCTGCCTCGTCTCGACACTTGACAGCGAACGGAA
ACGACCGTGGTCACTTTGAAATGTGTCCCCC
>CL1575Contig1
ATGCATAAAAACAGAAGACGAGCTCAGAAAGTTGCTGCAAAGTACAAAGGTTTATTTCTT
CCATTGCTAATAAAGAAACACTTAGAGCAGCTGAAACTGTTGAAAGCAAGAGTTCAGCCA
AAAGGTTTAACTATTGCCGTTTTTAACGCACTAACTCCTCCTGTAAAGGTCTGTGGCTGC
TCTGCTCTGCTGCTGGTCCTCATGGCAGCTCACTTTAGCTCACTGTAGCCCACATCGCCG
CTCTCTGGGTGAGCCCGACACTCATGAGCAGCTGATTTTCCATCACAGTGAGGCTTCTGC
TGAGGTCGAACTACGACTGAGGCTCATGGGGAGGGGGGGGGCGGCGGCGGCGGCGGGCGG
CTTGATGCCGGTGAACCCCCCCACGTGTCTGCTGTCATCTGGAATAGGCAGCTTGAGGAA
GTGTTCCAAAGCCCCGGCGACCTTCTCCGGACAAATGTTGTAGACCGGATGAGTCGGCGC
CAGTCGGTTCTCCTCCTTGCCCAGGATGATCTCCTGATGATGGTCCAGGTTTCCGAAGTG
CTGTGCTACGGCGAGGCCGCTCAGGCAGTAGCAGGTGTGGTAAAAGTCTCTGGACTTTCC
GGGCTTATCCAGCAGACCCCCTGTGGGGTTCTGACAGCACAGGAGGATGTACTCCTGCAA
GGCCTTCTGCTCAAACATCCACTGGTTCCGACTCAATTCAGACTCTCCCTCTTTGAATAA
GGCTCTGTGGAGCAGAGGCAAGACTCCAGCTTGCCAGAAAGAGTAACAGCCGTCCACCAG
CTTATTACAGCGGCCCTGAAACCCTCCTTCGAAGCGCATTTGCCTGCTGACCACCCACCT
CAGTAGGGCTTTCAGATCCAGCATGTGTTCGTTTCCCAGGATGACGAGTGCAGCGGTGCC
GCAGAAGGTGTAACCGCCGTGGGCCTCCAGGCCCGGAACTCCACTGAGACCACCTTCCCA
GTTCTGACACCTGAGGATCCAGTTGGTGGTATCTTCAAACAGTTTGGGGGTTAGGATGTT
TGTAAGTGATGCCACAGACGCCGCACAGTAGGCACTTCTGACATCCACTTCCCCTTCCAA
CGTGCATCATAAACGAGCCATCCGGCTGCTTCAGCGACCAGAGGAAGTCCAGCAGCTTCT
CTCTGTCTATAACACTGTAGGCCTCCTCTGTGCCGATGATGCACAGAGCGTTGACCGCGG
CGTAGGTCGGCGCCAGGTGAGCGTACTGACCCGGGCCGCCGGCGAAGCCGCCCGTCGGGC
TCTGACAGCGAGCCAGGAACTGACAAACGTCTGAGGCGACCGTCGCAGGAACAGGCTCCT
CCAGCAACTCCAGACTGTGAAGAATCCAGAAGCAAAGCCACGGTCTGCTGGCATCCAGAC
ACTCGTAGGCGTCCGATAGGTGACGTAAGCCCTTTTTGAGGTATTGATAGTGCTGATCCC



GCAACAACGTTGGTTCAGGTAAGCTATGAATTTGTTTGTAAACACTGATAACTTCTTTAA
TGCTGGACTCCACCTTTTTTTGCTCCACTGAAGTGACTGTCTCCACCCCGTCATCGATAA
ACGTTTCTGCGGTCAGTTGTTCACTAAAAGACCTCAGAACAGGCGACACGCCGTCCATGG
TTAAGACAGGACCCGACGGCAACAGAAAAACGTGGAATGAAGTAGTAATGTCAGTGAAGA
TGCCTTGTTTTGATACTTCTCTCCACACGCTTCCTGTCTAGTCTATAGGC
>CL1576Contig1
AGTTCTCCAGGGCAGGAAGTTTATTTTTAATTTCTCTTATTTTTTTAATTTCATTTTTTG
AAATTCCATGTTTCCAATGAACACTTTTTCTTAAATATTTATAGTTCTACAAATGGCCAC
TAGGTGGCAGAATGGTCCTGCTCTGATAGATGACAGATTTCACTTGTGGGCCACACAGGG
TTTTAAAATGTGACATGAGGACGAGCGTGGATCAATCCAGCACAAAAGAGAAAGATCTAA
CAGGCAATTTTGATGGGAAAAAATGGCTTTATGCTTTAAAAAAAAAGAGAACATTTCAGA
GTTTTTAAATGACAAAACTGTGACTTTTGTTTTTATTTTTAGTGCCAGTTGCTCCAATGG
GAAAAAGGCAAAATGAGAGAAATGCTGCGTTCATGTGGTGATGGAATGATGGGAAAAAGG
CCTGTCAGACTCTGAAAACACACATGAACGTCATAAAAACAACAGATCTGAATAACCTTC
TGCACCTACAAAGGTCTCTGCAGTGCACCAAAACAGAGGGCTTATGCCCCCCCCCTGATT
TATGATAAATAAAAGAGTTTATTAATGATCCTAAAATGATTTTGAGCCTGGAGGTTTCAT
GTAAATGTACGGAAATAAGGAAATAAGATAAACATTAAAGCAGAGAGGGAGGGGAGGGGG
GGCATTTTTGGCACACCACCTTTTATTCATGCACAACAACTGAAGTCACCAGATCTTTAT
CGCCGTAGAAACCCTTTGTCCGTCTGAACGGAGCTGCTGCTCTAAAGACGTTTCAAAACA
CAAACCAGGAGAGTGACGGCACCGGCGACCACGACGCGGCGCAGCTCCATCACGCCACTC
CTTCGTCTGAGTCCAGGAGGGCGGTCCTGCTGCAGAAGACGTCCGCCAGCATGTGCTTGG
GGATCTCGGAGCCGCGGACGTGCAGCGCGTAGCAGGCGTCCTCCACCTTGCCCAGGCTCT
GGCGCAGCGTGTGCAGCTTCTTGGACACCTCGTACGGACCCGTGTTGCCGATGTAGGAGA
AGCCGTCGTGGATCTGCCGCAGGAACTGGCTGAGCTGGAAGGGCGTGTCGATGTCCCCGT
TCCCCACGCTGCTGATGCACATCCGCATCAGCTCCCCCGTCAGATCGGCCACGCCCAGGA
GGTAGTCTGAAGGCGTCACGTGGAAGGTCAGAACCTGGGCTCCCGGCGCCGGGCCTTCAG
CGGAGGCCTTAGGGTCGCCCCCCTCGGCTCTCATGTACACCAGTCTGGCATTGATCTCCT
CCAGGCTGATGAGGCTGCGATGTCGGATGTAGTGCAAGAAGGAGACGGCCTCCACGTACT
CCTGAATGCCCGGAGTAAAAGCTCGGTGAAACTGATGGATGTCCTCTCCTCTCAGCTCCT
CAGCGACCTGACCGATCTTCTGCCTCACGCCCTCCAGCTTTAGCTCCGCCTCCTTCAAAA
CCTCCTCCGTGTTGGGAACGTTGGCCACTCTGTGGAGGAGAAAAATAGTCCTCTTGCTTT
CGATCGTGATGTCTCGACTGATCTTCACCAGTCGCTCGTATTTGTCGTGTTTGGTGTCGA
GTTCCTGCTGGAAAACTTTGAAAGCAGCAACGACCGGTGAGGAACAGCTTCCCGTGTCCT
GCTCCCGAGCCGCATCGCCGTTTTTCCGTGAAGATCCCTCCCCTTCTCGCTTCTTCATGA
CTTCAGCGATACTGTTAATATTTTTGACTTAGTTTTTAGCACAAATGTGTATCGAATCGC
TAACCACCCGAGACGAGGTCTTCTCCCCAAACT
>CL1577Contig1
TTACATTTAGTCTTTGCTCTTACTTAAGTTCTTGCTTTACAAAAGAGATTTTAAACGAAA
TTTCTTGATTTCATGCGTTTGTTTTCTAAATTCTCTCTGCAAAGCACTTCTGCCAAATAA
TCTACTGTAATCCATTAAACCAGACAGTGTTGTTGTGACCTTAGTTCTCTCATTGGCACA
GTCAGACCAAATAACTGCAGCCTTTCTGTCCAAAGCAGGTCATCAGAGCAGAACCACACA
GGCTGATGTGATAGAGGAGAAGAAGGAAGCTCCAGCAGAGACCTAAACACGCTCACACCA
CGCTCTCCTTCCTGAAGAGTAGACATTTGTTGTTTGCTGGCATGTCCACCGTCTTCTCCA
GGAACAAACCGTTTTTCTGCGCCAAAGAGCGGAGCAGGGAGATGTCCCTGAGTCCCCATT
CTGGATTCCTCTGCCGCAGACTGCGGTCAAACTCTATGTTGCTTTGGGGGCTGATCTGCC
CGTTCACTGCGTACGGCCCGTACGTCAACAGCAGACCCTGCAGCTTCAGCACGGCTCCGG
CGCCTCTGAATAAACCCTCAGTACAGGCCAGGGGAGAGATGTGCATCATGTTGATGTTGA
GAATCAGATCCAGGCTTTCCGGCCGGATCCCGGCCCAGCTCTGATGGGGAAGAGATGCAT
CCAGGAAGACGGCCGGCATCACATTGTCCAGCTGGTAGTGAGCTCTGTACGCTTCGATGC
TGCTCAGGGACTCGCGCTCGTACTCGGTGGGCTGCCAGATGATGTTCCGCAAAGCTCGTG
CGAAGTGGGTCACGTGCTGTCCGGTACCGGAGGAGATTTCCAGCGCGTGCAGCGGTCGGT
CGGAGGGCACGCTGTGCCGCAGAACCTCCAGGATGGGCTCCTTGTTCCGGTCTGCCGCGG
GGGCGCTCAACATCGCGTCCACGGACGAAGACACGCGGCTGCACGGGCCGAACAGTTTCC
GGAACCTCTCCAGGTGGGTCAGGACAGGTGAGGTCCTAACACGCCAAATTTACGTCACAA
AAGTTCGACTTTTCCCTGAAAATCGACTCTCCGCG
>CL1578Contig1
GAGGGCGGGAAGCTGTGCGGCAGAGGATCTGCAGAAGAACGGGTTCTAGTCTCACCATGG
CCTTCAAACTCAGCGTGCTGGTGCTGTTACTGGCTGTCGCCATGGCAACAGTGGTGGCCC
AGAGGCGGCGGCTAAATCCAAAGGTGTCTGATGAATGGAACTACAGGGATGGATCTGAAC
AGGTCAACATTCGCGGCGTGGCCAACCTGACGCAGGTCCTGGACGACTGGAGGTTCGATA
TTCTCAGACAGATGAGAGGTCTGTTGGAGAACGACCACCAGTCGCTGCTGCCCGACTACG
CCAGGATCCAGCCACTGTCGGAGGCCTTGGACGACCTCTACAAGGAGTTCAACGCCCTCA
AGGCTCACCTAGGCGATCTGTCCGAGAAGTTCGCCGCCATGGAGACGTTCATAGACGAGC
TCAAGGCCAGTGGTGCCAACAACCCGAGCCCTGCAGGGGGCGCTGCGGCCAGTCCTGCAG



CGACCCCCAGGCTCCCTGGGAGGAGGGTGATGAGGAAGAAAACCAGCACCCCCACTTAAG
GAGCATCCGCTGCTCCGTCTCTTTCCTGCCTGACAGGTCATCCTGTCTCTGTTCTGAAGC
CCACCCCTCCAGAAGTTTTGCAATGATCCAGGATTTTCCAGCTGTAAGCGTTCCCACGGG
TCTTTAGGTTGTAACGGCGCCATTTTATAGCCAAAATCCAAACCCTGTGTTATGTTATCT
GACATAGTTTCTGCAGAGCGACAGCAGTTCAAATTTACCTCTGAGTTGTGGGCGGGAATG
TTGGCTCGAAACCCGCCTTCTTCCCATCATTCCTTTGTTTACATGCTCTCTAAGCTTACA
GCCCCCCACACCCCCAGCCCAACATTAGCAGTGCAACAAAAAGGGCAGCAGTGTCGTAGC
TATCCATCCGTCCAGTTCTGATCCAGATTCCAGCTCAGACCAGGAAAACAGATGTTCATG
GATCCGTTGGTCTGCAGGTGGATGTCAGAAAGGGGCGGAGCTTGGAGCTAACGGCCCTCT
GACTGTAGTTCTGCTTCACAAATAAGATCATTTTCAAACTGCCTTTTTTTTCATCTGCGC
CTGATTCAGAACAATTTGAGGAAAGAAATATTCAGAAATGCAGTTTTAAGCTTAATAATT
CTTCCATTTGTTCTCCATCATCAACAAAATGTCACAAGAAAAAACTCATCAGAGTGCGTC
TCCAACAAATGTGGTGAATCTGAAATTCCCCGTTGAGTCACATTTTACTGAACTGATCTT
TTGAGAAAAACCCATTTCTGTACTTTTGTTTAACAAAAGAAAAACTGGAGAAACCCTGTG
ATGATGTTCTTCCACAACGACAGTGTGAAGGCAAATCAACTCCAGCTGCTTGCATTTGAA
ATGTATTTGCTCTGTGCTGCTTCTGCTGCAAATAAACT
>CL1579Contig1
TTTATTTTCACAAAAAAGGCTTATGCAACTGAAGTGGGTTTCTTCATTCATAACCTATTA
TTGAGGTCTGTTAAGAGTGAACAAAGTGTCTTTATTAGCACACAAAAACAAAAAAAAAAC
AAAATATATATTTATATATGTATAAAAAAACAGAACCAGCAAAAATGGATTGGAAGGATT
TGGGATTTGAAGGATTTGAACAGGTGGCAAACATGTTTCGGTGAAACATCCACTAATGTA
CTCTCTTGAAAATGAGAGCTGTCACACTGTTGCCTGTCTTGCCTCCAAACTGGAACCTTG
GTGTAGGCAACTCCTGCACGAACTCAAATCCTTCATTGAATCTCTGGAGCAGCTGCTCCT
TGGTCCAGTTACATGAAGTGATAGAAAAGAAGCCATTTTCTTTCAGGGCATCCCTTAAAG
CTTGGACATAGAGTTTCTTTGCCTCTTTGGAGTTGTTTGGATTTAGGCTTATCGCATCAA
AAGTTCCTTTGTCAATGCAGACATCAAACTCTTTCAGCTCTCTATTGCAGTTTAGGAAAT
CCACCTCCTTCACTGTGATATCAGACAAGCATTCTGTTTGGAGAACATTTCTGGCCAGTT
CTACAGATGCTGGAGAATAGTCTACACCAGTCAGGTTCTTAAATCCATGTTTTGCCAGCT
CAACCAAAAAGGCTCCATTTCCAGTCCCGATGTCAAGAATGGCAGCATTCTCAGGGATCT
TTGCCGTCTGCATCCATCCCAGGACACGGCTCATGCTTTCCTCACCAAACCATATCTCCC
CTACATCTCCTATATCTTTGAATGTTTCAAGCTCTTTCTGGTACATTTCCTCCCAGTATT
CTTTCGTTCCAAGCTTTGATGTTTCAAAATCATTATCCGAGCCTCTGTCTTCTTCGCAGT
CTGAGGTATTTTCACAATAATTAGACCTTTCACCGGCGTCTTCCATGCTGCATGCTATCC
TTCCAGGACAGATGTGGACTTCATGTCCCAGAGTACATTTCGATTCTCCCCGGCCATA
>CL1580Contig1
CTGTCCGTTTATTCCCAATTTAAATCTTCGGCATGTTTATCTTCCCAAAGAAAGCAGATT
TTAAAAGCAAAACAAGAATTCAACTAAATATTTTACAATTTTAGGAAACCAACACAGAAG
ACATTTACATTTACTGGAAAGCGGCAAATACAAGGTTTTCCTGTATATACAGTGGCGGGC
ATGGAGAAGCTATTGACTGACACAGAGATCAAACACCCTCCCACAGCACAGTTATCCTCC
ACCGGAACATGGAGCAAATGGCTTCCTAATTAAATCAGTGTCCTGCGCTGTCAAATCACA
GGCGGCTGGAGGCTGAGCTCTCCTGGCAGCACTGGGCTATTATCGGCTGATCAGGAGGCC
TGTTACTGTGCTAATTGCTTCTTCAGTGAGCTGGACCACAGCTGATGGATACACTGCCGT
TTCTGCTTTTCCCCCAAAAATGACCCACTAAGCAGCAAGCAAAACACGCTTATGACATGA
CCAAATCTAGGAGGAAGTTGCTTTTTTTATTTTGGACTCCAAGAAATACCCTCCATGAGG
GTCTTAATCCATGTTGTGCCATTGATGAGTTTTGTGGTTGCGATGATGTACTCCATCCCG
CTGTCTTCCATTTGAGAGAGGAATCGGAGAGCAGATATTTCTGCGTATGTCACTCCACCG
AGGAAGAAGACCAGCGTTGTTCGGTTTTCCCCCTGCTGACGTTTTTTATGTAATCCAGAT
GGAAGCTGCTGCCTCTCCTCAAAGTGTGGGCCTGGAAGCATCTTCAGCACCTCCTCTATG
CTTCGCCACCCCGGCCTCGCCAACACTTGAGTCAGCCGGATGCTCAGTGGAGCGTAGCCG
CTGTACACGTACGAGATGTCGTTGGGATTCTGCTCATTGGCGTCCTCCATCCAGAGTTTC
AGAGTTTTTCTAATAGTGGGGTAGTTGTTCCGTGAGCTTGTTTGTGGTTTTAAAAGACCC
ACCTTCTCTAGGTTGTGCAATGTTAGTATGTGCTCATAGCCGTAGGTCTGAAGAATCTCT
CTCTTGTAATAATCCAAGACTTTCTGCTTGAGGCCGTTGTTGCACACTGACTGCATACAC
ACCAAACGCAGGATCTTGATCAGCGGATCCTTCTGAGCTATGCAGTCCTCTATGTATGTG
TTCACCTTGTCTGTGTCGACTCCAGTCATGAACTCCTGTTCCACCGTTAGACTATCAAAG
AAAGCTTCTGATGTGGTTATGTCTTTGACCAGCTCTGCAATCGACGTGTGGTTAGCCAGT
GAGCTTCGTGCTGCCTGCATGTGAGGCAGCTGAGACACAAACTGCTTGATTTCTCCCACT
GTTTTAGCATTATGACGTTCCTCAAAGGCAGCAGATATTATTTTAGCTTTCTTGCTGAGA
GCTGCACCAACAGCGTTAAAGTTCTTGTCCCGGATCTCTGCGTACAGCTCTTCCGCCGAG
TTTAGCTGCAGCTTCTTGGGCTCTGTGGGTGGATCTTTACTAGCTTCCCCTTGCTTCATC
TGTGCAAACTTCTCAGGAGGCAGCTTGACGTACCCATTATTTATTCCATAGATTTCATCG
ATGAGCCCCTCATAGGTGAGCTGTGTGGCCCAAAGGAAGTGAGCAGGTCAACGTTGCGGT
CCAGGAGCAGAAGAGTGTCGAACACAGGCAGGATCTGGTTCTGAATGCCGGCAAACTCTC
TCTTCATTCTCAGCATCATGTTGGCAACATGTCTTGCACAGTCTCCTTTTCCATATATCT



GAGGAATGGTCCCATAAAGGGCTTGTAAAGTCATAAGGCCTTTGGCGGTGTGGTACAGGC
TGGTTTGGTCATTTTCCAAGTAGCACTCCCTGAAAGCACTTTCATACTCCATGGACAGCA
GATCCCCATCATAGGGAATCAGGTCCAGGATATACTCATCCATGTTGATAAAAGAACCTA
GCACGCCTTGGTCCTTCAGTCTCTGCTCACAGAGCATGCTCCTCCGAGGCACAAACAAAA
TGTGAAAGTCTCTGGATGAATGCAGTCTGTCCTCACTCTGAACATTCTTTGCAATTATGT
CCATCAACTCCAGCCTGGGACGGACGAAGAAGATTATGTTCTTCACATCAGCATTGGGAA
GTTTCCCACTCTTGAGGGTGAACATCTTTTCCACCTCATGTTCCTTTAGAAGAGAGTACT
GAGCTATGAGTCCAAAAGGCCCAGTAAGATACTCATCCCAAACTATGGCTTTGCTTCCTG
CACACTTGTCCAGAAATTCCCGCAGGTCTTTCCTCGCAGCTTCCCTTAAAATGTTTAAAT
TCACTTTTCCGTAAGACAGATGAGCAGCCATCTTTCCTCATCAGCAACAAGTCAGGTGAC
CCATCCCGGCCATA
>CL1581Contig1
CGGCACGAGGTTTCGTTTTGAAGACAAGAGGCAGTGACAGATTCTTCGAAGATGTCGAGC
TCCTTGGTTGTTTGTGAAGTGGATGAAAGTCTGAAAGAAAAACTGAAGAAGTTTAGATTT
CGAAAAGAAACCAACAATGCTGCTATACTGATGAAAATAGACATGAAAAAACAACTTGTT
ATCCTGGAAGAGGAGTACGAGGACATTTCCATGGAGGAGTTGAGAAATGAGCTTCCAGAG
CGCCAACCCAGATTTATTGTCTACAGCTACAAATATGTCCATGCTGATGGAAGGGTGTCT
TATCCCCTCTGTTTCATATTTTCCAGTCCAATGGGTTGTAAGCCAGAGCAGCAGATGATG
TATGCAGGCAGCAAGAATCGACTCGTGCAATCTGCAGACCTCACAAAGGTCTTTGAAACC
AGAAATGTCGATGACTTGACAGAAGAGTGGCTGAAGAACCAGCTGGCGTTTTTTCGCTGA
ATCTGCATCGTCTGGCAGCATCATTGTCAACCGCAACTACCACTTTTATTTGTTGCATAA
TTAAAATCAGTGATTAAACCACTTTGTTTTCCATCACCTTTAAAGTGTTTAACTTCATAT
TTTCTTCTTTTTTTGTCGTCAAGTTCTTGTAAATCTAAAACCAAATGAACTAAAACCAAA
TGTCATTGATGTCATGAGCTGTTCTGCTCGATTGTGTTGTATTTTCCAAAAAAAAGAAAA
AATAATCAAGACTTTTGGAAAATGTCACCAGTAATTTATTATCAGTTTCAATGCCTGAGT
TGAAATCAGTTTGTCAAAATCAAATTGAACAAATTTATGCTGCATTGAAGGTCAAGCAAC
AAAGGATTTGCGTACAAACAGATAATGAATGAATGTAACCCAAGTGAAATCTCAGGGATA
AAAAAGTGGATTCAAGAAAAAATCTTATGTAAAGATGCGAGGAGCTACACTAATGGAGCT
CCAGCGCCAAATTCTGCGACTGTGCTCGGTGACAGAGGAAGGACACATGCATATAAGCTC
CATCAGCCCAAACACACAGAGAACAAAGGGTTTGCTCTTCAGCCTGCAGGTTTTAATCAC
TGTCACTGGCATCACTGGAGTCGGAGGCTCTTTCGCTTCCGCTACCACTCTGAGCCTGCG
CCTCGGAGTGGTCACTGCTGTGGTTGCTGGGCGCTGGAGAGGCACTGCGACTCCTGGTGC
CCCTTCGGTTCTGCCCTTCCTCCTCGCTATCGCTGCCTTCGTCCCCGCTGCTTCTGGCCG
AATTCTTGGGCTCGTTGTCATCGCTGTCGTCGTCGCTGCCGAAGATCTCCTCCTCGTCTC
GCATCTCCCTGGTCCTCTCTTCGCCGCTTTCGCTGGCACTGCCACTGGACTTCCTCCGCC
TTTTCCGTCTGGCTTCGTTGTCCTCGTCCTCCTCTGCGCTCTGTTCCCGCTCTTCGTCTT
CCCTCTCAGATTCACTGCCGGAGTTCTCTGCCTCACTGCCACTTCCTTTCTCTTTTTCAT
CACCAGAGTCCTGCATGTCTTTGTCCAGGTCTTCCTCTTCATCTTCAGGTTCATGGTTCT
CAAGCTGAGCTTTACGTGCCTCCTGAGCTTCAAGCTCTTTCTCATTCATATCTCTGTGCT
TACAAACAAGCACAGCATTTGTTGTGGACTGTGCTCCAGCCTTGGCTCTTCTCTTACTCA
ACCGCACCCTGGTCTCCAGCTCGTTGTAATAAACACCATCTCCATCTCTGAAGATGAAGA
AGTAGTTCTCCTCATAACCTTTGCTGGCTTTGTTTTTGACATTCCAGTTGTATTCTCGCG
CGATCTTGTAGTCGTAAACATCATCCGCCATGTATTCCACTCCCTCCTCGGAGTCTCTCT
TAC
>CL1582Contig1
ATCAAATTTTTTTATTGATGTGCACAAATTAGTGGTAAGAACAATGAGAAGCAATTGTTA
TCAACAAAGTTTAAAGACCCCAAAATCCCGTTTACACTGTATTTTGGAGAAGTTAAAATA
CATTAATTTTACTAGGCAAACTACAAAAAATAAATTTTAGGTTTTGCACAATGTGAAAAT
ACTGAGTATTTATTTTAAAAAATCAAATAGAATTTAATTTGTTACACCAAGATACAAAGC
AAAGAAAACCCTGAAGATCATCTGTCATCTCTTAATAAAACAAAACCAAAGAGATCAACG
GCACTGCCAAAAGGCTGGCAGTTGCAGTAGTTGCGCCGTTGCAGAAGTCGCCCTCACAGC
AACTATCAACTTTACCCACAACTTTATTCCCCTGTAGAAACGTTGGAAAAGTTGGAGAAG
GACATATATTCTTTGTAGCACAGCCTCTTGCAACCTTTGTTCCTCCTTGATCAGTCACTG
TTGATGTAATACAGCGGTCCTGGTTACTTTCACAGTTCAAAGTTCTGTTGCATGGTAGAC
CAACACAGCCATAGCACTTCATTTTATTTGGAATAGATTTGCTGGGCGCGCTTGCATCTT
TGGTGTTGCAGAGGTCTGTGTTGCAGCATTCAATCACGAATGAGATTTTGAAATTTGCAT
AGTTAAAGGAAGACTCGCCGCACTCTGCGGTCGGAACACAACGTTTTGAGAGAACATTGC
TTCTTTCTGCACCACCTTCATAATAGATTTCTCTAAGTGAGGCACATTGTTGATTTGATG
AACATTCTACCTGTTTGTTAGTGCAGGTTCCTCCTGCCTGGGCTGGTATGCACTCATTAC
ATTTCAGAGCATCAGCCTTTGGAAGAAGCCATATCCCAAGAAGCAGTAAGAAGAAGTTCA
TCTTTCCCCTC
>CL1583Contig1
TCGGCACGAGGCACGTGTCTTCGTGGGACCCGATCTCTCGTGAAAATGCCTGTAACCCGC
TCCAAGAAAGTTGCAGTCCAGCCTTCTGCCACCAGGATGAGTCTAAGGGGCTTCCGTAGT



GTCCCTCTGGTTCCAATGGAGACCTCCTCCTCTTCCTCAGACGACAGCTGCGACAGCTTT
GGCTCTGATGGAGGCTTCGCCAATACGAGAAGCCGCCTGAGACCGACGAGGAGGACTGCG
GAGAAGCCCAAGATGCCTGGAGTCTCCTCAGAGGAGGACACCTGCAGTGGTTTTGAGGAG
AACGTGATCAGCAGGCAGATGCAGAAAATAAGTGTAAAACCTTCAGGAAGAGGCCGAAGA
TCAAACGTCCTGAAGGTTGCCTTGACTTTTCCTGCGAAGAGGTCGGACAGGAAGAGGCCC
GCATCTGAACCTTTGCCTCAGGCTGGGGAGCAGGAATCGGACTCCGAGGGAGAAGAGGAG
AACTTCATGAACAAGAGAGCTCTGAATATCAAGGAGAACAAGGAAATGCTGGCAAAACTC
ATGGCAGAGCTAAAAAAGGTGCCTGGAATTTTTTCTGATGGACGACTGGGACTTTCAGCA
TCAACAACGCCCAGACGTGCACCTCGAACGCCTTCAGGAACTCCAAGAGCTTTTAGGAGA
AATCCAGAGCGCACATCCCGCCCCCACACACGCTCCCGCTCTCTGGTGGACGGACCCCCC
ACCCCGCCTCCGGAGGAAGAGTCTGAAGACAAGTACAGCCTGATCCGCAAAAGTCGCTAC
TACGAGGAAGTGGACGAGCCTCCTCGCCGGCGGTCCTACAACGGCACCAAGGCCATCCCT
CATGTGGTGCGGCCCGTCGAGGAAATCAGCGAGGTGGAACTGCAGAACATCTGCCACAAC
GTGCGGGAGAAGCTCTACAACAGCTCCACTGGATCCACTTGTCACCAGTGTCGACAGAAG
ACCACCGACACCAAAACAAACTGCCGTAACCCGGAGTGTGTCGGTGTGAGGGGGCAGTTC
TGTGGCCCGTGTCTTCGGAACCGCTATGGAGAGGAAGTCCGGGATGCTCTGCTGAATCCT
GACTGGCAGTGCCCCCCCTGCAGAGGCATCTGTAACTGCAGCTTCTGTCGTGCACGGGAG
GGCCGCTGCGCCACAGGAGTGCTGGTTTACCTGGCTAAATACCACGGTTACGACAATGTG
CACGCCTACTTGAAAAGCTTGAAAAGAGAACTGGAAATGGAAAGCAGTGAGTGAAACCCA
GACGGGCCGCTGAAGAACCTGAACCTGAACCGCCGTCACACAAAAAAAGCTTTTTGTTTA
AAGACAACTGACATTTTAAGGAAGCCGTCTGGCATTTTTCCTCTTCAACTTGTGTTTTAT
GATCCTATTGATCGTTCCATTTTTTGGCCTAAATCTCACATTACAGCTGAGAAGTTGAGA
TGAAAAAGCATACCGACTTAAAAAATGTCTGATCTGCTCTGCGATCTGAGTTTTACCTAA
AAAAGTTCTTATTATTCCAAGATGCTTGTAAATATCCCTTCATATTATTTCTGCAGCTTC
AGGCATTTTTAGGAAAGCCTTTGTTTACATTGTTTTAAATGTAATGACTCCAATCATCCT
CCAGAGGACACGTTTTGAGATTATCTTTACTTACAAACCATACAAATTGATTTTCATCCA
TCCTTTTTTTTCTTAAACCCGCTTTATCGCTTTTGGGGTCACAGGGTCACCGGAGCCTTA
CCTGGCTACTGTTTGGCGAAGGTGGACAGGTCGCCAGCCTGTCGCAGGGTCACACACACC
CACGCACTGTCAGACCTAGGGACAATTTGAAAGTCACCAATCAAGCCTTATACATTTAGG
ATGATGGGAGGAAGCCTGAGGGCCCGGAGAAAAGCCACATAGCTGGGATTTGAACTAGGC
TTTCTTGCTGTAAGAGGCGAGAGTGCAACCATGCAGCCCTGAAGTTGATTTTCCTCAAAA
AAAAAA
>CL1584Contig1
TCTTTCATTCAGCTGTTTACTATTTCGAGTTCAGATTTTCCGTTTACTTTTACTCTTAAA
ATGTCATTAATGTGTTTTTTTTTAAATGCAACTGTGGTCTGTAAAGCGCTGTGATGACGC
AGCGCCTGTCTGACATGCCGTACAGAAGTGAAACATGGAAACCTTTCATTCATTGTGACT
CACTGTTCTCTGCAGAGAAGACTCTCCTCTCAGCTCCATCATGTCGGGCTAAATCCTGAA
TGTTTGGAGGAACCAAACAGCCCCACCCTTTAGCGGATGCCTTTCTACCTTTAGGTCCAG
AAAACAGCTCTTCTTTGGATTTCTAGGAACCTTCACATGGGTTTGGGTTCAGGAAACGCC
TCATTTACTCATGCAGAAAAAATAACATCTACAGGGGTTACAACCAGCACAGCAGTATAT
TTTCTCAAACACCTCCTATGATCCTGTTTGCGCTTGCTTTTTTTCTTTGGTTTATAAAAG
GCAAACAGTTACGATTGATCTTAAGTGTTTTATTTTCTTCTATTTATGCAGAATCAAAGA
CATTCCTGTGAGGAGTCGACGCTCTTGTAGGTACTTCATCTTAGCCGCAAACCGGTGCAC
AAAGCAGTCCCAATGATTAAATCAATCACTACCCATCTGACCCACTCCTGTGTGGGAAAG
ATTATCCGTTCGCTCATAACTGAGGGTTCTGCGCCGCTTTTCCACCCACTCTCAGCTCCA
GGGAGGCTTTTCAGCTGACGTGTTTTGTTCTGTTCCAGGTTTGGCCCGTTGCTGACAGTT
CAGGTGATCTTCTGAACGTGTGGATCTTCACCGGACCTTTCAGGTCCTAAACTACTTAGA
CTTTTTTTTCCTTATCCATTTGCTTTGAAGCAGGTTATATTGTGTGCAGTATTTTATGTA
CAATCGATAACATAAACGTTTTTGCCACAGTTTTATATGAACGGATGCCCTCTGTCTGTG
TTTATTCGTTTCTTTTTTGATATAGACTCCAGTTTTACTACAAGAAATATTTATTTCATG
TTATGTTTGGAAGTTCTCTGTGTAAAAATTATCCATTTACAAGAAATAAACCTGGAAAAA
TCCAAACATCACAATTTGCGCGGCTTAAAAGTAATTTTTAAGTTGTTGTTGTTTTTTTAT
TAAAGCAAATATTTAAACAATCACGGCATGTTTGTCAATGACATCAATACTTCTAGTATT
ATTGCACATATTTTTTAGTTAATAATAAAAAGCATTCATTATTTGCAGCTGTTACTGTTG
AATGTTGACATTTCTAATCTTAAATGGCCTCTTGGTTTTCTGTATCATGTCTTCATAATT
TATACTTAATTCATTTTTATTATTTAATACAGATTTATGAATGTAAAGGATTTTATGGAA
AGATTGATAATGGCTGCACCAAATGTAACTGTTTAAACTTGATTTACAAAATGTTTAATA
CATCTTGTAAA
>CL1585Contig1
TTTCCCCCCCCCCCCCCCCCCCTCTCTCTTGTACAGTATTTTTCATTTATCAGTGAGTGA
AGGAGTTTCATTTTCTGTTTTGGTCATTGTAGAGCAGGTTTGATAAAGAAACGCTGTTGT
GCCTTGAGCTCAGTGCAAATTAAAGTGTCATTTAAACTGTAAATAAAAATCAAAAACCTC
ACTTTTACTTTTCATTGGAGTTGTGGCGCTTACATGTGATCAAATGGTTATTGTGGTTCA
GTTTGGACATGTTCTAAGTCAATTTGTTACATTTACTCTGCTCACCAATGCAATTATTTG



TGACAAAAAACTGAAGCTTTGAATAAAAACCGCCCATTTCAAATGTAAAAAAAAACAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL1586Contig1
GGCCTATGGACTTTGCAGCTCTCAGTCAGAGCCAGCACACGCTCACAGAGACGGACGCTC
ATCTGATCATCTGTGCACTTCAGAGGTCCCAGGAGTTACGTCACCTCCACCATGACTGAT
CGCTTTGACTGTTACTATTGCCGTGACAACCTGCACGGGAAGAAGTACGTGAAGAAGGAT
GAGAAGCACGTTTGCACCAAATGCTTTGATAAGCTCTGTGCCAACACCTGTGCAGAGTGC
AAGCGCCCCATTGGTGCCGACGCCAAGGAGTTGCACCATAAGAACCGCTACTGGCATGAG
GACTGCTTCCGCTGTGCTAAGTGCTATAAGCCGCTGGCCAGTGAGCCCTTCAGCGCTCGT
GATGACGGCAAGATAATGTGTGGCAAATGTAGCTCGAGGGAGGATGGGAACCGCTGTCAG
GGCTGCTACAAGGTGGTGATGCCAGGCTCCCAGAATGTGGAGTACAAGAACAAGTTGTGG
CACGAGGAATGCTTCACCTGCTTTGAATGCAAGCAGCCGATCCGCACTCAGAGCTTTCTA
GCCAAAGGAGACGACATCTTCTGTGTTCCCTGCCATGACAAGAAGTTTGCAAAGAAATGC
TTTCACTGCAAGCAGGCAATCACTTCTGGTGGGATCAGCTACCAGGACCAGCCATGGCAC
TCCGAGTGTTTTGTGTGCCAGACCTGCCGTAAACCTCTGGCAGGAAGTCGCTTCACTTCC
CATGAGAATCACGTTTACTGTGTGGATTGCTATAAAACTGACGTGGCCAAGAAGTGCCAC
GGCTGCAAGAACCCAATCACAGGGTTTGGTCATGGCACCAACGTGGTGAACTACGAGCAG
TACTCCTGGCACGAGTACTGCTTCAACTGTAAGAAGTGCTCCCTGTCGCTGGCCAACAAG
CGCTTCGTCTTCAACCAAGACCACATCTACTGCTCCGACTGCGCCAAGAAGCTGTGAACT
CCACGAGCGAGCATGGGTGTTCACGGTGGAGTTACAACCAAAGTGACCCTTTTTGCAGAT
CAATAAAGGAAAGAAAAAAAGCTAAATTAGAACAGAAGTGGAGAGTTTTGGTCAAACTTC
TCCACTGGTAAAGTCCACCGATGCAGTAGCTTTCCCCTTTGACAGTAGAGCAGGATGATC
TTTTTAGGAATCAGAGCAGTTAAATCTTTTCTGTGCTGTGCAGTTTTGTGGTCTGAGCTT
CAGTGCATTCATAATTTCTTTCTCGTTGTTACTTCTTTTGTTCTTCAAAGCCGGCTGCTG
CTTTTTCATAAGATCTTTTATGAGTAATCGGTTTCATCTTTGAATGTCTGAACTGCTTA
>CL1586Contig2
CTGCCAGAGGTTTACGGCAGNTCTGGCACACAAAACACTCGGAGTGCCATGGCTGGTCCT
GGTAGCTGATCCCACCAGAAGTGATTGCCTGCTTGCAGTGAAAGCATTTCTTTGCAAACT
TCTTGTCATGGCAGGGAACACAGAAGATGTCGTCTCCTTTGGCTAGAAAGCTCTGAGTGC
GGATCGGCTGCTTGCATTCAAAGCAGGTGAAGCATTCCTCGTGCCACAACTTGTTCTTGT
ACTCCACATTCTGGGAGCCTGGCATCACCACCTTGTAGCAGCCCTGACAGCGGTTCCCAT
CCTCCCTCGAGCTACATTTGCCACACATTATCTTGCCGTCATCACGAGCGCTGAAGGGCT
CACTGGCCAGCGGCTTATAGCACTTAGCACAGCGGAAGCAGTCCTCATGCCAGTAGCGGT
TCTTATGGTGCAACTCCTTGGCGTCGGCACCAATGGGGCGCTTGCACTCTGCACAGGTGT
TGGCACAGAGCTTATCAAAGCATTTGGTGCAAACGTGCTTCTCATCCTTCTTCACGTACT
TCTTCCCGTGCAGGTTGTCACGGCAATAGTAACAGTCAAAGCGATCAGTCATGGTGGAGG
TGACGTAACTCCTGGGACCTGAGTGCCTGTAGAAGGTCATGTTTGATTCCGAGTGAGTCA
AAAAATGAAGGAGAAAAAGAGGTGTTCGATCAGGGACCGCAGCATCCAAGACAAGTCAGA
GACCACATCATCAAGGCCTGTTTATACCCCTCTGTGACCCCCGGCCATAAGGCCCGGGTT
TA
>CL1587Contig1
GGCACGAGGCCCTGTGTGACAAGCTGCAGTGTGTGTGCGACAAAACCACAGCAGAGTGCA
TGGCGGCGGCTCACTTCAACCACAGGCCGGCCCCGCAGCAGTGCCGGGGGCCCAGCCCCC
CCTGCCGGCGGCCCAGCAGACCCCCAAAACCTGTGCAGGAACCCCCTGAGTCCAGTGAGG
AGCAGCAGCAGAGCGCCAGGCCAGAGGACCCCACGAGTCCACCTGTGCAGTCCCCCCACA
GTGAAGAGGATTCGGACCAAAGGGAAGAAGTTGAATTGTGGGTTGAAGAAACTCCCCCTA
TTTCCATCGAGGAGAGCAGAGAACAGCCCGCTCTCGACGGGATTCAGACCCACAACCAAA
GACCAGCAGAGGAGGAAGAGGAGGAGGAAGAGGAAGAGGAAGAAGAAGAATTTTAGATCA
TCTTCAGTCTTTCAGCAGCTGTGAGATTTGAACCAGTTTCAAAACGTGACCACAGGTGCT
GAAGAAGAACGACGAAGGTCCAACTCCACAAAAACATTTTATTTGATCTCTCCAACATGA
ACGTACAGACAGGAAGCTTCTTCTGATGTGGCTCAAAATCATTTTCCCTTTAGTGTGGCG
TGTGTGCCAGCAGAGCGTGAACAACAGCTGCAGCAGCCATTCGCATTAGACAAGAAGCGG
ACAAACATCACGACAAACATGAAAAAGCTGGTTTCTTTTCATTTAGTCTCCTAAACATTC
AAAATAAACACTTTTTTAAAAAACAGGCTGGTTTGTGTTGATGTGTTTGTTCTGATGTGT
AGCAGATATGAGGTGATCCATCACTATTTTCGATGAAAACAACTTTTTTTGCAGATGGTG
TTTCAGTGAATCTTGGAGCTAAAATTAGCACATTGCACAGATTTCAAAAAATAGACTCTG
ACTACAGATATACATTAAAACTGATTCAGTTTCATCCACAGAATGAGAAAATGCTCTACG
AGTTTAAAAAAAACCAAAGCTATGAAGGCCTTTTGATCTCTGCTCCAGCAGGCGACGCTT
CCACCATGCAGAAAACATTCCTGCCGACGACGCATTAACATTCCAGCCACGCATCAGCAT
GAACCGACTTCCCAAAACCCTTTAGACGATTCAGCGAGAAGCTAAGATTGTGCGGTTTTA
GGCTAAGAGGTGGACATCAGGCTGTTTTGCAGCAAAAATGTCGGTTTTCCAGCATCTGTG
TTGCCAAATTCGAACCCAAACCAGGAAGAGCTTCCTGGGATTAGGCGCTGGATTATTCTC
CAAGAAAGCCTTGAGTTTCTGACAGGGGGATCACATTTGATCTCAGAAAAAGCACTGAAA
GCATCGGGTTGAACACAGCTGGACCTACATGTGCAGACGTGTAGGTGTTGCTTTTATTGC



TGGTCAGAGGCTGAGCTAACATGTTTGGAAGGATTTTAGCAGATAGCCTCCTGCATAAAC
ACTCACCACTCACATAATCCATGCAGGTCGTTCAGGTGACCTTACCTCTGGTTAGGTAGC
TGCTGTCACTCAGGTTTGGTGGTTTTTCTATCCTAGCATGTAGGTCAAGCTGTGCTTTAG
ACGCCTACACTGAAACCAAGTTTGCAAACTGAGCGTGAACATTTCTGATGCTCTGATCGA
GGTTCGAGACTCCAAAGGTTTCATTTGAAGCCACCTCACAATCTCTGTGACTTTAAGCGC
TTTAGAGGCTGGATTAT
>CL1588Contig1
TTTTTTTTTTACAGATTTGTACTTTATTGAAACTTTCCATCAAATAAACAGCTTGGAGGG
AAGGGTATTTGCCATACCAACACGTACACATCATCATTATCATTACCGTCAAGACCATTA
CTATGGCTGCTGATGCTGGGTCACATGTCAGCTTACAGGAAGATACGTCACAAAGGCAGA
GTGAAAAATTAGGAGTGATGATGGGAAGAAATGAACAACGTAATAGACAAGTAATAATCA
CACTCTTATCAACCTGTATAGGAAACAGGAAGTGCAACTTATTAATCATCAGTAACTAAG
TAACATAAGCAGAAAACCTATCACCATGCGCAGGACAACACTGATAGTAAAAACAGCTTC
ACCTTCCAAGGAAACAAATGGCGGAAAAGAGGAAGAGGAGGACACTTAGGTCCTTCAGAA
GCTTCTGTGAGAGGGCAGGTGAATGTCCAAGGGATGGTTTAAGCCTGGCTCCCAGGCGCA
TTGTTTTAAGATGCAGGCTGCAAACAAGGAATACAAATGAACATCTAAATGACCCTGCAG
TTTGATATGACAACTATGTACAAAGTTATAATTGTGCACTAAGAAATCAAGATGTTTGTG
GAGACAGGAGCAAATTGGAGCATTAAACCACTTTTTTAAAGTAAATCTTATGAACAACCA
CCAGAGAGGTTTGATCAATTTGAATGTCCCTTTCATGCACTATTTACTATGTTTCTTAAG
TTTGGGAGGTAGAAACTTCAAATAAGAATGAATACTCCGGGTTATGATGTGTGTTGGGGT
TATGATCCATAAAAATCCTTCAGATTGATGTCTATGCAGTAGAAAGGTAACAGATTCAAA
TCAGACCGTCCAACATGGCGAGTGGGGTGTCATGGTTAACTCCAGCATCTACAGAGGCCT
GCATGACAGGGAAGTTGAGCGTCCGCTCTCCCTTAAGAGTTTTTTATGAGGGAAACACAG
AGGTAAAGCTAGAGAAAAAACTACTTGTCGGTTCTGGTTCTGTTTAGGTCTGGATCTGAT
TCAAAGCTCAATCTAAAGTTCAATCGAAACAACTCAGCATCAGTTGAGAACCGGCTTTTG
GTGTGGGACTTAACAAGAAACAGATCCTAGGTTTTAGTTGGAAACAAATAGAAACTTTTG
AATATTTTCACACACAGCTCAAAGTGACAGTTCAAACATTTTGCCTCAAATTACAAACTT
GAATATGAAATCTCAACAACAGGAGCATTTTACTCATCACCATTGTTGTTTAAATGGCTG
AATTTGTTAATGTTTAATTTAATTATTTGCATATTCATTAATTAAAATGTACATAAATTT
TCTCCAATCATCCTCCTAACACCAAAGCCAACTCTTCAGGAAATGCAAAATGGGAAAACT
GTTGGCGACCCACTGCTCGTTCACTCCCAGCGCTTCCTACTGCATGTCGGCTCACATCTG
ATTGGAGAAGGAGGTTGGGGCTCCCTGCTGACCGTATTCTGCATCCTGGTTGTATCCCTG
CTGGCTGAACTCAGGTTGGTAGCTTCCTTGGTTGCTGGCATAGGGGTCTTGTTCATATAC
CCCCTGCTGACCGTAGGCATCAGGAGCAGGTTTCTGCTGAGGAGGTGGGGCACGCATGAA
GGGGGCAATGATGCCTGTCTCTTTAAAGACAAACCACCAGGTTTCCCACCCATAGAACCA
GA
>CL1589Contig1
AGAAATTTCTCAGTGGTTATGTATTTTATTCAGAGTTCTCAGTCACCACCGTCGGGTCCC
ACGGTAGTTACTACCAGGATCAGCTCATATAATCCCTGAGAAGCCAGTATTAGGACAGAA
AACCATTGAAACACTCCAGATACTGGAGAATAATCGCCACAGTTCCTCAGCACAATACAA
TATTTTAAAATAAATGTCCGGGTTGTTAAAAAAGTGGGTGCAACCCACAACAGAAAAAGT
CTAAGCATATACAGGGACTACTTAACTACACAAAGTAGCAGTACACAATACTGCAATTAA
GATATAGAGGTTAACCCAACATGGGTAATAGAAAACAGAGGTAATGAACGCCTCTGTGTG
AAATGACTGATGCTGCTCTCGCCTCACAGGCATCAACAGTAACCAGCCAATATTATGTGT
AAATACCACACAATAATGTTGATGATAACAACAGAGGAGCTCCTAGTCTTTTGTGCAAAC
TTGGACTGCAGCTCAGATTACACATGTGGCTGTTACTGCTGCCCCGCCATCACAAACCGC
TCTGCCCTCACTGCTTTTAGGTGTCAAAATACATGAAATACTCAAAAAAACACACAAAAA
AGCCAGTGATTTTTCAGAGGCGAGATGTGCATCAGCTCATTTCTCACACAAATGTGCAAT
ATTTTCTTTTTTTTTAACAAGAAGACTGATTGCAACCCTCAAAACAAAATCTTTTTCCAC
TTACAACATTTCCCTGATTGTAACAAATGCAAGGAGTGTTTTTAAATACATAAAAATAAG
GAGGAAATTCTATTTTGAGGGGTTATTTCGTTAGTTTTGATGCAAATCTGAAGCAAGTCA
CTAAAAGATGTAAACAGCTTTGTTTCACCGTAAAAGATTCAAAAAGGAAAAAAAAGTGCT
TTGACATGGTAAACTTCAGAGTAAGACCCCAAAGAATGCATTTGGAAATCGGCCATAAGC
CAGCTCAGGTAATGAGAGAAACACTGTTCACTTAAAATGCAGCAACGTCTTCATATTAGA
GCATTTATCCGGAGTCCTCGGCGTTAAAAAAGCTAAATGCAAATAAACCAAAAAGCAAAA
CCTGAGCGGCTTTGCGTTTTTAAAAGCTAAAGTTAATGTAAAGCTGGCAAAAAAGCGTGA
ATCCATGTAAACACATTCTATGAGAATTGCAGGTACATTTACAAGCAACATATACATAAC
AAAGTTC
>CL1590Contig1
CTTAGCTGTTGGGGTCACAAGAACACACAAGAGTTTGTTTTTTTCGGACAGAATCTCACA
ACAGTGTTTTAGAAAAGCAAAATATCCATCAGTTTCTGGGATGTCTGGGATGTTTTTCTT
GATGTCAAGTTCTCAGATTGCAAAACTCACAAACATGCCAGCAGTTAGAGTGAAACATGG
AGATTTTTTATTTAAAGTAAGACCTCTGTCCTTTTCTTTTTTGCCCTCCACCCAACAGGA
TAACACCACCTGTCCAATCTGTCGGGCCAACCTGGCTGATGGGTCTTCTTTCGTCCCCTC



AACACAAACAGGAATCTGACATGGAACAACTAAAGGATTCGTGTTTTTGTTTTTATTTTT
CGGGTAATTACCTGACTCTTCAGGAACAACTGCTGCTATCAGGCTTGTTGAACACAATAA
AGAAGATTTTTTTTTTTAAATGTCAGAGTCTCCGCCGAGCATCACTCCTCATAGTAGCGT
TTTTTCATGGCTCGGTATTTCCTCAGGAAGTAAAGCGCCTCCAGCTCTCGAGCCACAAAC
TCCCCTCGAGCAATCAGAGCCTTGATCTGCTCCTGGTCCTGGACCGATTTGTTTTTTGAA
AATGCAGATCGCAGACGATCTCTGAAGTAGTCGCCACCTTTGGGGTACTCCCGCCCGAGG
TAGAGGAGATTCTTGTAAAGCTGAACCACTTCTCCCCTTAGTGGATTCGCCATGGTCCTC
ACGACAGCCGGAACCGAACCCTAAAAAACCGTCTGTCAGATTCGACTGTTCATAAAACGT
TAGCTCCCAGCTGCCCTGAACTTTGACCTTCGGTTAATTCGCCCAGGCAGAACCGAACTT
TCACCTGGTTATAAAACCGAACCGAACTTTCACCTGGTTAAAATCGAGAAAAGTTCCCCC
GGTGCTTTCGAGTTATCACTATTTAACCCACGACGAGACTGACTTTAACAACGACCCGGA
ATTTCATTAACTTTAGAAGGTTTACAAAGAACAGCTGAGCCGTTCATAACCAGTAAACAA
CCGAAGAGTTTGAGCATGCTGAGATGATAACCTCCCACCCCCGGCCATAATGNCCGGGTT
AACGCCGCATGC
>CL1590Contig2
TTTTTTTTTTGACATTTAAAAAAAAAATCTTCTTTATTGTGTTCAACAAGCCTGATAGCA
GCAGTTGTTCCTGAAGAGTCAGGTAATTACCCGAAAAATAAAAACAAAAACACGAATCCT
TTAGTTGTTCCATGTCAGATTCCTGTTTGTGTTGAGGGGACGAAAGAAGACCCATCAGCC
AGGTTGGCCCGACAGATTGGACAGGTGGTGTTATCCTTTAACCATCGATCGATACATTGG
ACATGGTAGTCATGGAAACACGGCAGCATCCTGAGCTTTTCCCCATCGTTGTAGTCACAG
AAACATATCTGACACTGCGTGTTCCCAGCAGTTTTGGCCGAATGGAATTTTTTGGTGGGA
AACCTCTGGATTTCTCTGCGGCTAAGTTTCCTGGAGACCACAGCTCCCTGCCGCTCCTCA
AACTCTANAAGAGCCTCATAGTTGTTTCCCTGAATGTCATCCGAAAAGTCTGGAAGAATA
TTTCTCCTCCTGCTGCTCCGCCCACGTTGCCTATGCTGACCAATCAGATCGTCTTCAAGG
CCCACCAGCGGGGAGACAGCAGCCAACACCTGAGACATCCAGTGAGGCTCCATATAGGAG
AAGTGCCTATGTGGGCTTTGCTGCAGTCGGTGCTGATGCTGGTGATGGTGGTGTCTGCTG
AGCTGCTCCTCTTTATCAAACTGAGCCTGTAGGCTTCGAGCAAGCGCCTCGTCTTCCTCC
ATCTGTAAGGTGCGTACAGTGCCATCGTCCTCATCAATGAGGATGACGGGCTCCACCTCT
GGGGAGGTGTCTCCCTGCTCTCTGTTGAGCCATCTTCTCTCCTCTTCCGTAAGAAAAGAC
AGTGAGCTGGAGCTACATGCTGCTGAGGCTGATGTTGATGATGAAGAAGCAATTGTCTGA
ATCTGTTTTGAACTAACAACTGAAACAGGTGTGAGGTAGGATGTGGATGACCCTAAAGAG
GAGGAGGAGGAGGAGGTTGAGGAGGAGGGGGTCTCCAGCCAGCTGCCCAGTGGTAAAGCC
CTCAGAGAAGAGGCGGGAACAAAGCCGGTAGTCTGCTCAGTCAGTCGCCGACGCTTCGTT
TTATGTGAAAAGTCTTGAGCTGCTGCTCCAGCAGAGCCTCTGATTCCCACAGGGCTCAAA
CGCTCCTCTATGCTTCGGAAACACTTCCGACGTTTACTGAGCTGTGGGCTGGGTGTCTCT
GGAACGATGATGGACAGATCATGACACAGGACATCTGCGGGTTCCAGAAGAAGGGCTCGA
TTCAAAGATCCTGGACTGTCTGGTTCTGATGGACAGGGGCTGGTTGAGAGCCTGTCAGCC
ATGGCTTGTTCAGAACCGATAATGCCTGAACCCAAAATGTTTTCCCACCTCTCTGGACCC
GAACCCCACGTCCAGCTGAACGTTGGATATGTGCTAACAGAGGAACCGCCACCTGAGAGG
GATCCTAACAGGAAGTGCCCCGGCCATAAGGCCCGGGTTTAAACG
>CL1591Contig1
TCGGCACGAGGACGACTGCGATGAAGAGGAGGCTCTTGCTGGTGTCCAATTCCACCCTGC
ACGGCGGCGGATACCTGGACCACTGTCAGCAACAAATCACCGAATTCTTCGGAAAGGATG
TGAGGAGAGTGCTGTTTGTTCCTTACGCGCTCCATGACAGAGACGCATACACCAAGACAG
CCAGGAACAAGTTCCAAACTCTGGGCTATGAGGTGGACAGCCTCCATGAGGCTGAAGACC
CAGTCCGAGCTGTTCGAAAGGCTGAAGGCATCTTTATCGGGGGAGGCAACACTTTCCGCC
TGCTGAAGAGCCTTTATGACAGCAAGGTGGTGATGGAGATCAGGAAGAGAGTGATGGAGG
ATGGCGTTCCGTACATGGGCTCCAGCGCTGGTACCAACGTAGCTACCATCAGCATCAGCA
CCACCAACGACATGCCAATCGTCTACCCCCCTACCTTTGCAGCCATCGGTCTTGTCCCCT
TCAACATCAACCCTCATTACCTGGACCACGACTCCAGCAGCCGCCACATGGGGGAGACCA
GAGAACAGAGGATCACGCAGTACCACGAAGAAGCAGACACTCCAAGTGTGCTGGGTCTGA
GAGAGGGCTCCATGCTGCTGGTGGAGGGCAACAAAGCCACGCTGCTGGGAACCACAAAGG
CTCGGCTTTTCACTAGGGGGAAGCAGACAGTGGAGTACGACCCAGGCAGCGACCTCAGCT
TCCTCCTCACAGACGCACACTGACCAATCACAGAGCAGAAAGTAGCTGAGCTTTTCATGA
GTAAACATTTCCTGCTTCGGATTTCCTCCTTCAGCTGTGATCAGGAAAGCACACAGTCAA
ATGTGAAGAGATCATTTTATTTCATTTGAAAAGGTGAAATCATTTTTTTGAAGTGAAAGA
CTACAAACATTGGAAATAGCATTTATTCCAGGCAGACGGACAAAGTGAAGTTAATAAAGC
CCTCAGTCAAACTGTTCAAAGCTCAGACCAATTTCAGCAGCTCGTCACACACCAACATTA
CAAAGAAAACTCCAGAAGTTCCAACAGTGCAGTAAACACTGCCCCCCCCCGTTCTAATAA
AACAAGATTTCTCTGGACAGGAAGCAGCGAAAACCAGCAACTCTATAAAACCCACAACCC
CAACGTTCCTCCACTAAGGTGTTTGCTGGATTTTCTGAGTTTTTTTCCCCAAGGAGAAGC
AGGAAATGATCCCAGGACCATTTGATGGCAATTAGATAAAAAAGAAAGCATTCAAACAAC
TTTCAAAATAGAAGTGCAGTTGTTTGACAGCTTTAAGTTTACAGGAAATTCTCACGCAAG
AACATTTGATACAGTAAATAAATGCTTGTTTAAAAAAAAAAGGGCCTAGATCTTTTTTAT



TTGACATTTACAAGTTTTTTCTCAAATTCTATATTCAAAACAGGTCAAACTTTATGAAAT
GTTGAAAAAAATCTGTGAAACTTTGTGGTATAGTGGAGAACAGACAAACACAGCTTGTGG
TGTGGCTTAGGAATAAGGATCACTNTAATACAGGCAGGTTTGGCCTCAGCGGAAAATGAA
AACTTTAAAAGTTTTCACAAGAGTGAAAATAACAGAGTTTGGGACTTTTTCCTTTTTTTT
TTCAAAGATTCGGAATGATGAAGGATGTGAACATGTTCCCTCGTGCCGA
>CL1592Contig1
AATTTAATTCCACTGGGACAAAGTAATAATATCAGAAAAGGCATGAGAGCAAAGGGGTGG
TTGTAATGACTGCATGCAGCTGACTTTGTCTATCTGCTGGAACTCTATCAGCTGATGGTC
AGACGCCCAGCTGAGCCTTCATCCGCCGGTCCTTCATCGAGTTCTCCCTCCTTATTCCAG
TACCAGCAGCGGTTCTCCAGATTTTGGGCATTTTTTCCTTTGAAAAAAACAAACCCCTTC
AACTAAGATGCATGAGCCGATAAGCATGCGACAAGTAGTGCGAACAAAGCGGCCGTTAGT
TTCAGAGGTGAAAAGAAGGGAAAACAAGAGAAGGTGCTCCGCGGTCAGCTCCCTCTGGAA
ACCCAATCGCTACGTCTGCTCAGACAACGGAGCAGCAGAGGGGCTGCTAAGGAATCAAAT
CACAACAAAGCAAATAAATAACCAACAAAAAGTGCAAGAAACTAAATTCTCAAGTGGAGC
AAAGCTCTTTTTTTTGTTTTTTAGGGAAATATTAACTAGATCTAACAAGTGGATTGTCAA
AAGTTCTTAACATTGAATCTATTGATAGAATGGTGCTGGGTTGATGAAAGCATTTTAAAC
TATTTCATTTTCACATATCCCTTTTGACTAAGACTTAAAAAAGGCTGATGGGAAGGGGGT
CGGGGGGTCCTTCTGTCACTTTTCAAACCACAGCATTCACACGTTTTTAAATCACAGATT
TCAGCTTCTCGCTCCTCATATCTGCAGGATTCTTCAAAGCGACTTTAAGAAAAACGGCGG
AAACGTTTTCACAGGCTTTACACAGACACAGCGGCCCAGAGATGGGATGAGAGCGGAACG
GCGTTCAGGAAGGGTCTCGTGAAGGAATCTAGGAATGCATATGATGGCTGTGTGTCCATG
TGGGTTCAGGAACGGGGGCGGCTTCTTAGGCGGGCATGTAAGGAGGAGGTGGGTCCTTCT
CCGGCATCTTCATTGCCATCTCATAGGTGGGAAGGATGTACTGAGGGGGAGTCTCAAAGG
CTGGGTAGACGGCGATCTCCGGCATGTTCCTGTTGTTGATGTACTTGTAGCAGTTCCACA
CACAGTTGATCAAGTAAGCCTTGAGGATGATGAGGAAAGCAAAGAAAACCAGCACAAACA
GCAGCAGGCAGCTGGAGTTCATGGACAGGAGGTTATCTTTGTAAGGGAAATCCGGCTGTG
GAGGGAAGGAGAAGAGATCAAACGTCAACAGCTTTAAAAAAAACTCTGATGGAGAGCAGT
GTAAAATAAATAAATGGGTGAATAAAAGTGGGAGCAGACAGACCAGCTGATCCAGGTAGT
CCCTGATCCTGGGCAGGTAGGTGAGAGAACTGATGGCCACCAGGCAG
>CL1593Contig1
ATTCGGCACGAGGGCGAGCGGAAGCGGCTGCGTACTGAGGACAGAAGTTAAGGAGAACCA
GAACCGGTCTGCTGCCCTGTTGTCGTCAAAGTCCCGGTCCGGTTCTAGCTCCAGGTGCTC
GGTGTGAACTCACTAGACTGGATCAGCTTCAGTGCCTTCAGTACTCGATCGGCCATCTCA
CCTGTCAGCCATGGATCACATGAACCACACCCCCCTGCAGGCCGAACCCACCCCCAATCA
CCACCACACCCATGTCCAGCCCACCACCGCCCACAACCACGGAGGAGGGGACTCTGGTGG
CGGCCACATGGGCATGGCGATGACCTTCAACTTAAACTACCTAAACGTGCCGCTGCTGTT
TGAAGGGCTGCTTATCAACTCACCCGGAGAGATGGTGGCGGCTTGCATCGGCGTGTTCCT
GCTGGCAGCGCTGTATGAGGGCCTAAAGATCGGGCGGGAGGTGCTGCTGCGCCGCAGTCA
GGTCAACGTGCGCTACAACTCCATGCCGGTTCCAGGAGCCGATGGGACTGTGCTGATGGA
GACCCACAAGACGGTGGGGCAGCGGATGTTAAGCTCCGCCCACTTCCTACAGACGCTGCT
GCACATCATCCAGGTGGTGATCAGCTACTTCCTGATGCTCATCTTTATGACCTACAATGG
TTACCTCTGCATCGCTGTGGCAGCTGGCGCCGGCATGGGCTATTTCCTGTTCAGCTGGCG
AAAGGCTGTGGTGGTCGACATTACGGAGCATTGTCATTAGCCACAATGCTAGTTAACCTC
ACAACTCTAACACCTGTTAGCTGTTTGCTAGCAGGAATACCAAGTAATTAGCAGTAAAAG
ACGTATAATCACAGATGTTAACGCGGTGGGAATGTCGCGCCGCCTGTCGGCTGGAAAACC
CAAAACGTTAGTCTTGCGGTGAACCTTTGAAGTTAGACAAGCCGGCCAATGGGAGGGCAG
AATCTTATCAGCCAAACATCTTCTTTCCTTTAGTGCCATGACCACATTGGTTAGCGTAGC
TCCTCCCCCTCAGTATAACCAACCAGGAACCTCATGTGGGTATCGGTTTGACAGACGACC
TGGAACCAGCACAGACTTGTTTTGTTTGATTTCCTGTTTACACTTTCTTTGTCGACATGA
CAAATTGTGTCTTTATTTAAATGTACACACAGATTCTCATGATTATTCTTGTTTCCTGTG
TCTGTGGAAGAATCGACCAATCAGAGCGCAGCCATGTGATCATCCTGTACAGCTCTCAGG
TAACCGACTCTGAGCATCAACGATGTTGATCGCTCGCCGCCATGGGCCTTAAATCCTCCG
TCTGCTGCCTTACTCAGCAGCCATCCGCTGTTGTCATGGAGATGGAAACCCCGCCTCTGC
TCTAGCCATGTACACTGAGGTGGGCGGGCTTTATCTTTTGGACCAATGACGGCGCACAGA
CAGTTTGATGAAGGGCATGTGACCTCCTGTGATTGTTGTGAAGGTTTTATCAAAGTGTTT
TATGCCAACATGCTGGAATTATAACAGAATAAAGTT
>CL1594Contig1
TGTGCATTTATATTTACAAAGTAAAAGTTTTTGCAAAACATTGGTGTATAATTTGAGTGA
AAGCACTTCGTATTAGAAGTTAAAGGAAAACAAAATCCATCTTTAGAAAAATGCAGACAA
TAAGGCCTCAAAACCTGAAGAAAATGACCCAAATTCTGGAAAACACAGATATAGGTCAAA
GTTCATTTTTGCTCAAGGCAGAGGAGAATTTTAGATCTGAAACCCACAATGCAGATTCTC
TAGAAAGAAGGCTGAGAGGAGTCATGTTTGAACAGAAAGGCTTCCTGTTCATTTTCCTTT
TCTCCCTTTACCGCCCTTCACTCCTCCTTTGCCGCCCTTGGAATGTCTTCCTTTTCCTTT
GCCTCCTTTAGCGTGTTGTTCCTTTCTCTGCATTCCTCGCATGTCCTTCTTCATGCGACC



ATCCACCACCTTAAAGACTCCTTTGACTCCAGGAGGTCTTCTCACTTTCTTCCCTGCTCC
TTTTTTGGTTACGACGTACGTCACTTCTCTTTTTTCCTTCCCCAAACCAGCTTTCTTGTA
GATACTCTTCAGCTGAGCCATCTTCTCGCGTTCAGAGATGTCCACAGTGTTGACGACAGC
CTCTGCTTTCTTCTTGGCCTGCTCCGTCTTTTTTAACATCCTCCTCTTCTTCCGTGCCTT
GGCTTCAGCAACCCGTTTGATGGGCCGGGCGTTGATTTCCTTCCATTTTTGTTTGTACTC
CTCCACCATCTCCTTGGTGACCTCCACTGGTCTCTGCCTGTGTTTACGCTCATCATCCAG
GAACCACTCCGGTACTTCCCATGTGTCCTCAGAGTGGGCATACCTGTGGAAAGAATTATC
CACCAAATCTCTTGTTTTTTTCTTAGAAGTGGCGATCTGGCAACCCAAAGCCAGGCCTTC
TGCGTTCAGAATCCTAGCTTTCTTACTGGTACTTTCCACTGGGACGACCTGAAAATCATC
TTCATCCGGATCTTCTGACATCCCACCAGCACCTTTGGCTTTCTTCAGTCTGTGTATCTC
CTTCTCATCATCACTGCTGTCGTCAGAGTCACTGTCACTGTCTTGTACAGCTTCACGTGA
AGGTCCTGGCTTTTCATCGTCGGGAGCAGAAGCTTCCTCTTTCCTCTCCTCCTCCTCTAG
CTCCTTTTCCACCTGATCAACTTTCCTTTTTTTACCTTTAGCTTTGGGTTTGTTGTGAAG
CCACTCGGTCTGCATGAGCTCACCTTCAGCATCTCCTTCCAGATCAATTTCAGAAAAAAT
ACCCTTGCTGAACCATAAGTTGGTCTCCCGTTCCTTCTTCTCATCCTTTTCTTCTAGTTC
CACCAGCAAACCCCCCTTCCTGTTCTTCATCTTCTGCCTCCTCCGTGAACATCACTTTCT
TCTTTGTTTTTTTCCTGGCAAGCTCTTTCTGTCTCTGTTCCACCTCTTCCAAGTCCTCTT
CATCTAAATCAGATGCTAGGGACATTTCATCTGCGTCATCTTCCTCTTCATCTGAGAGGT
GAAGGTCATCTTCTCCTCCTACTAGACTGTCAGCCGCCTGCATGTCCCCCTTTGTGATGT
CAGACAGCACCTTTTTCTTTTTGATGACGGCCAAGGAGAACAAAGACGTGTCGTCTGTGT
TGGCGATGGACACACCCGGCAGGTCCATCTTCAGCGCCACTCTCTCCCTCTGCTTCCTCC
TCTCTTTCAACAGCTTCCTCTTCTTCCGTCTGAGTTCGGCCACTTCTTCGGCTTTGAGTT
CAGCCAATTTTTTCTCCATTTCCTTCTCCTCTTCATCCTCGTCTTCCCCTTCTTCCACTT
TGTCCTCTTTCTTTTCTTCTGGTTCATCTTCAGAATTGTCCTCTTCATCAGAACTTAAAC
TGATCTCCTGGCCGAGCTGCTTGGCTTCCTCCTTCAGTTTTTTTGCCAGGTATCTTCTCA
GCTTGGCCCTCCAGTTCAGCAGGAGGCGCAGTTCTTTGCGGCCCAACACTTTGATGTCAC
GACAGCATTCCTTTATTTCGCTGCTGGTGGAAGAGTGGGACTCCAGGTCGGGACTGTCAA
ATTTGATCTCGCTAGCTTTTCCCAGAAAGTCTACCGGATTTTCCGCTTTCAGGAAAGATG
TCACGGTGAAACTGTGGTAAAGCGTCAAATCCCCATCTGTGTATCCCTCTGCCTTTGGTT
TCTTGACGGTAATCAGATCCCTCACAGTTTTGGCTTGCACCTCCACCTCTTTGAAGGCAT
GTTTGGGGTCAAAGAACTTACCGTCTATTTTGTCTGGAGCTAGAAATCCCTGACAGACGA
CAAAGATCTCAGCGGACTCGTTTCTCGACGCCTGTGGCTTAGTGGACTGCACCTTCTTGA
AGAACTGCTGGAAGATCCAGAGGAGGGGCTGATAGTCTTTAGACCGGAAGACCTTGGTGA
CAAAAGTGCCACCTTTGTTCAAAAACTCACAGGCCAACTTTAAAGCCATGAGAGTCAAGT
GAGCTTGGGAGAAGGCGTCGTGTTGCCAGTTCGCTCCCACATTTGGGGCTCCATCATTTA
ACACGACGTCCACTTTCCACGTTTGAAGCTCCTTTCGTAGAGCCTGTTTGCACTTCTCAG
TGGTGATGTCCTCCTGCAGAGTCACTACACTGGGAATGGGTCTAATAGGAACCAGGTCCA
CACCAATGATGAGACTTGAAACAGGCATAAACTTGGATGCAACCTGTAACCATCCACCTG
GAGCAGCGCACAGGTCGACCAAAGCTCTTGCTTTCTGCAGAAACTGGAACTTACGATTGA
GCTGAATGAGTTTAAAGGATGAACGAGAGCGATAACCTGTTTCCTTTGCCAAATGGTAAA
ATTTATCTTTTCTAGTTTTTCCAACTTTTAGTTTCTTCCCCATATTTATCGCGGGATTGT
TTTCTTCCCCAGCAAGAATCCACTAACAGGTAAAAAACTAAAACACGTGTTTACGTCCCG
GCGCAGAAATCCCCGGCCATAATGCCCGGGTTTAACGGCCGT
>CL1595Contig1
ATTCTTGTTAAATATTTCTGCTCTTCTTTCAGGGATCGTCACTCTGTCTGTAATAACTCT
TTATTCCATCAGAGTTGATGTACACAAGGCTTCAAAGACATTAACCATCATCACCAGTGA
CCGGACAGTTTCAGGAGACATGAATCTGACTCACCCAGTGAAGTTTGAATTTGATTGTTT
ACAGTAATTGCTCCATAAATGCCCCCCACTCCCATTTCTAACTATTTTTTTAAACATTAG
AAACACAGAAACATCCATCCTGCTCTCGTGCGCATGGACACTCCGGAGTCACATAATCAT
TACTTTATGTCAAATCACAGTCAGCAGGGCCGTAAATGAGGTCTGGGAGGTCTTCTTGGG
GGATTCTAAAGGGCCTCAAACTCATCAATCCTCTGCTTGGTGTTGCCCATTCGGATCTGG
CGGAGGGTCTTGTACTTGTCTCGGCCGGCTCGGACGTTCTCGGCGTGGAGGACGTCGTTC
AGGGTCTTCTTGTTATCGTCTCGGGCCCCTGCCAGGTCTGAGCTCAGGGCCAGCAGCTGC
TGCTGAAGGCGTTGGTTCTTCTCTGCCTCAGTGAGCCGGTCCTCCTCGCTGTGGTGGTTG
TCCACGCCCTGCGTCTGCAGCTCGGCGCTGTAGGTGCTGTTCTCCTCGCTGTGCTCGCTC
TCGTTGTCCGAGGAGGAGGAGGAAGAGGAAGAGGAGGAGGGGGAAGGGGACGGAGCAGGG
GGGGGCGAGTTGGCAGTGGTCATCACGTTGTGGAGCTCCTCCTTTGTCTTCATTAGATTC
TCTTCCACCTCCACGGCCTTGCTGTGCCATGACTCCGCCTCCTCCTCCTTCATCCTCTTG
GCCTCCTCCAGCAGGGCGATCTTGGCGGTGTACTCGGCCAGCTCTGCAGCCAGCTGCTCC
TGGCTCTTCTGCTGGTCCTCAGCTTGCTTGGCCAGTTCCTCCTTGGCAATTATGGCCTCC
ATCCTCTCTGCCTCCAGCCGGGCCGCCTCCTGCTCCACCCTCCTCCTCTCCTCCTCCAGT
CTCATGGCCCGCTCCAGCTGCTCCTGAAGTTCTCTCTCTGCTCTTTTGGTGGTCTCCTCA
AACTGGGACAGCCTCGTCATCAGCTCCTGCTTCTCCCGCTCCATCTGCTGCCTCTCCCTC
TCCATGGCTTCCCTCTTCCTCTTCTCGTTCTCCAGCTGATCCCTCTCCAGCTTCTTCTGC



AGCCTCTCCTCTTTGGCCTGAGCCTTCATCTGCTGGACCTCGATGC
>CL1596Contig1
ATCTGAGCGCTCTGTGAAACGTCAGTGAGATCAGCGGTCAAGCCCCGGTCTGCCACCACC
GTTTCACGTGTCGGTGACTGCAGGAAGGAAGCAGCGACCCCGAAGTTCCTGCTGAACACG
CATGTTCAGACTTCAGGAAACATGTAAACTGCACAGTGGTTTGAACAGCAGCCCTTGTTT
CTGTTTAGCTTTGGTCTCCAGTAATTAATTAAAATAGGGGGCGTCAACAAACGATGCTAA
GAAAAAACAAACAACAGGTTTGACGGTCACCGCTCAGGATTCTGCTGCTTTGGATGAATC
AGTGCTGTGATGCGCTTCTGAAAATACAAGAATGATAACTGCTTTAAAGCATAAAATTAG
ACTAGAGTTGCATTAACCTTTCATCTAAATGGACCTGTAGGAAACAGCCATCTTAGCTTT
TACAACATTTTTAAGGTCCCAGGAAAAGTAGAAGCCCACATTTTTGTAGATGACACAATG
TCTCTGTTGGTCTTCTTCCACAAGGAAACCTGAAGCTCGAATCAGAGCTCCAGCCGTCAC
AACAGGCCGGTTTTAGCTGGCAGTCGGGTTGACTGTGGGCGGCGGGTTCTCAGGCGACAC
CTCAACGGCGGACGGACTAGAGTCCCTCTCAGAGGCGGAGCCGTCGGCAGGAGCAGACTC
TTGAGACGAGTCTTCCTTGTCGTCCTCCTGGGGATAAAGTTCGGGGAACCTCTGCATGCA
CTCCTGCATGCTGCGGAATTTGTCGATGCACTCGGAGCCCTTCACCTCCTCTTTGCTGTA
GTGGAAGCACGAGAACGCCTCTTTGAACTGGGTTCCACACGGCCCACTGGCCATGCCGCC
GAGACACGGACAGTTCCAGTTTATCCCCCCGTCAGGAAGGATCAGGCCCTGCTCCTCGTA
GGGGTCGTTGGGGTCATCTGCGATCAGCTCGGCGTTGCTGGGAGCGTCATGATCCTCCTT
GGTCACGAAAATGATGCGATCTTTCCCGTCTTCCCTGCAGTACGACATGTCTGATTGTGG
TTTGGATCAATGGTGCTCCTTGACAATAGATAACCTGTCAGCAAAACGCAATGAGGCGTC
TTAAGGAGTCTCATTTGACATGCTACCCGGTGTTTCACTGTAACGAAGCAGCACCTC
>CL1597Contig1
CACGAGGGCCGCAGCGCGTGCTGACGGCCACGAGCTCACAAACTTTCTCTAATTTCAGTA
AACCGGGCTGGTTCGAGTCGGGACCGGTACCTGGTTGGCGGGTTTGCACTCCAGGAGCTT
GACTGTGACGTGGCATCAGCTGCATCATGGCAGGTGTGGAGCAGGTTGCGTCCGTGGGGC
GGATTCTGGTGGACCCGGGCCAGGTCCTGACCCAGCGCTTTCGAGCCTTGTTCACCCTGA
AGAACCTGGGAGGTGCCGAAGCCATAGAATGGATTGGTAAGGCGTTCAGCGACAAATCTG
CCTTACTGAAGCATGAGCTGGCGTACTGCTTGGGTCAGATGCAGGACCGGCAGGCCATCC
CTGTTCTGACAGCCGTCCTCAGAGACGCCCAGCAGGAGCCCATGGTCCGACATGAAGCAG
GGGAGGCTCTTGGAGCAATCGGTGATCCTGTGGTTCTTGACCTTCTAAAGGAGTACAGTC
GGGATCCGGTCATTGAGGTGGCAGAGACATGTCAGCTGGCTGTCAGCCGGCTGAAGTGGC
TGCAGAGTGGCGGGGAGCAGCAGGACGGCGCCACTGACATGAACCCGTACTGCTCTGTGG
ACCCGGCTCCACCTGCACCGAGGAGGAGCGTGCCGGAGCTGCGCCGCGCTCTACTGGATG
AAGACCTACCGCTCTTTGAGCGGTACCGGGCCATGTTTGCCCTGCGGAACCTAGGTTCTG
AAGATGCTGTGCTGGCCCTCGCAGATGGCCTGCAGTGTTCCAGCGCACTCTTCCGTCACG
AGATCGGCTACGTCCTGGGCCAGATGCAGCACCCGGCGGCGATCCCGGCCCTGAGCGCGG
CACTGCAGCATGCGGCTGAAAACCCCATGGTGCGACACGAGGCAGCAGAGGCCCTGGGCT
CCATCGGGAGAGACGAGTGCCTGGCTGTGCTGCACTGTTACCGTGGAGACCAGGAGCCAG
TAGTTAAGGAAAGCTGCGAGGTGGCGCTGGACATGCTGGAGTACGAGAACAGTGACCAGT
TCCAGTATGCAGATGGGCTGGTCCGGCTGCAGGGTTAGAAGGGACCGGACTGGCTTCTGT
CCCCCGTTGACTTTTTGCTCGTCCTGTGTGACATGGGAAACCAGCGGACTGATCCAGACT
GAAGTTCTGACTGGGCTGGGCTGCTCCCTCCTGCCTCATTACACATTCTGGATCAGTTTG
GACCAGTTTTAAGGATTCCAGGATTGGGCGCCATCAATTCATCAGTTAATAAAAATAAAA
AAACCGGGA
>CL1598Contig1
TTTTTTTTTTAAACCAAAGATAACCTTTATTACTAGAGTTAGTCCATATACATTATCCTG
AGGTGAACTCTGAGTGAGGGCAAATAACTACATAAGGATTTGATAGTTCAGGAGTTTCTT
TGAAGACATTTAAATCAATTAGCACTGACTGTAATGTAGAAGAATTCTTTCATTGGGTAC
AAAAGGGCGTCACGCACTTCCATTGTGATTAAAGACAGACGGCTGATTATGTCTGTGTTT
GAGGTTCAACAGTTCGTAAAGCTGCACTGTGTGTCAACGGAGGAGGAAGGTCATTTCACG
TTGTGGAACAGCTTGTGTGCAACACAATGGTCCCGGGCATGCAGGAAGTCGAAGAGCTCC
TCTGTGCAGTCTTCCTCAGTGTTGGACCTTGAGCTGACCCTGGCTTCACACATTTCCAGA
CGCTCCTTAGCGTGCACACAGTGCTCGGTCTGCTCACATTTTGATCGTATGGCTTCTAAG
GGATCCACCATTTCTTCCTCCTCCTCTTCTTCTTCTTCCTCCTCCTCTGCAGGTGCATCT
TCCTCCTCATCGTCCGGCTCTCCGTATGTAAGCATCTTCGTCTCAAATCCCATTTTTTTT
CCACCGGCGAACCTTCTCGAAAAGTCGGCGAATCAAACTCACGACTCGTCAATGTCCCTA
CTGAGAAAGCAAGGTCGGTCCCC
>CL1599Contig1
AGGATTTTTCTTCCTTAAGTAATTTATATAATAGGTTTGATCACCCCAAATCACTTTATT
TAAGTCCAGGATGGAGATTTCACAGGCTCCTTTTTTAGAAAACTTCAGTCTATGGGGTTA
CAGGGCGGGGGCAGAGGTGGCTGGTTAGCAGGGACACGGCGTGCTGGCGTCCAGCTCCAC
TCTCAGTCCACAACACAGCAGGAACGCTTCCTGTTTGGGATCTCGCCCGAGGAACTTCTT
CAGCATCTCCGAGGCATCCTCGGAGCCGCCAGGCCGCAGGATGAACTTCCGGTAGTCCTG
ACCCACCTTCGGGTTCATGATGCCCTCCTGTTTGAAGCGAGCGTAGAACATGTCCATGGA



GAACACCTCACTCCACAGGTAACCGTAGTACTGTGCGTCGTAGCCGCCGGCCAGGTGACC
AAAGGTGGCCGGCATGTCTGTACCTGGTGAGGCAGGAACTCCCAGGATCTCCTGACACAG
GCGGCCGTACTCTTCTGCCGGGTCCAGTCCGGTTCTGGTGTGCAGAGCCTGGTCCACTTT
GGCGAGGACTATTTGTCGCAGATTAAAGAGACCGGTGTTGGCGAGGCGGGACTTGATGAG
TTTGTCCAGCAGCTGGTCTGGGATGGGTTTACCGGTCTTGTAGTGCTTGGACATCTTCTG
CAGAGGCTCCTTCTCCCAGACCCAGTTCTCCAACATCTGGGACGGCGCCTCCACAAAGTC
CCGCTCCACGTGGGTCCCGCTGAACATGGCGTAGTCGGCCTGGGCACACAGCTGGTGCAT
GACGTGTCCGAACTCGTGGAAGTACGTCTCCACCTCGTCGTGCTGCAGCAGGGACGGAGC
GTCCGCGGTGGGCTTGCTGAAGTTCGCCACCATGGCCGCCACTGACATCTGCCTGGAGCC
GTCGTGCAGCAGGCAGCCGGGCTGCAGGCCGAAGCAGGCGGCGTGGCCGTACTTCCCCTC
CCGGGGGTGCAGGTCCAGGTAGAACTGTCCCACCATCTGACCGCTGCCGCGGTCCTTCAC
GCTGTACAGGGTCACGTCGGGATGCCAGACTGACGCCCCCTCCACCAGCTGGAAGGACAG
TCCCAGCAGGTCCTGGTAAATCTCTAGCAGACCCTGAGTCACCACCTCCATGGGAAAATA
CTCCTTCAGCAGGTTCTGGTCCACGGCGTACTGCGTCTCCTCCACCTGTGTCATGAAGTA
GCGCGTGTCCCAAGCGTGAAGCTCGCCGTCGAAAGGTAGTCCGCGTTTCTGACACTCCTT
CTCCTTCAGCTTGAGGATGACCGCTCGCTCCTCCTCCCCCAGAGGCTTCAGCCGGCGGGC
CAGCTCCTCCAGGAAGCCGGACACCTTCTTCCCAGACTTGGCCATGTTCATCTCCAGGAC
GAAGTCGGCGTGCGTGCTGAAGCCCAGCAGCGAGCTCTTGTGCGCGCGCAGCTTCACCAG
CTCCTTCAGGATGGCAGAGTTCTCCTGCTTGCAACGCGAGTTGAAGGCCTCCTCCAGCTT
CCTGCGCGTCTCCGGGACGAAGCACTTCTTCATGGTGGGAAAGTAATGGGGATACTTCAG
AGTGACCTTCAGTTTGTCTCCGTCCTTTTCCAGAGAGTTCAGGAAGTCTTCAGGAAGCCG
CCAGCCGACGCGTGGGTCGAC
>CL1600Contig1
ATTCGGCACGAGGCGCCTGAGAAGAGCTCCGCTGTCGGAAGGTTTTATTTCGTTTTTGCA
TTAAACTGAGCATAATGCCAAAAGTGAAAAGGAGTCGAAAGCCACCCCCAGATGGATGGG
AACTAATTGAACCCACTTTGGATGAGCTGGATCAAAAAATGAGAGAAGCTGAAACTGAGC
CTCATGAAGGAAAGCGAAAGGTGGAATCTCTTTGGCCCATTTTCAGGCTTCATCATCAGC
GCAGTCGCTACATCTACGACCTTTTCTATAAAAGGAAAGCTATCAGCAGAGAGCTGTATG
ACTACTGTATAAAGGAGGGCTATGCAGACAAGAATCTGATTGCTAAATGGAAGAAGCAGG
GCTATGAGAACCTCTGCTGCCTGCGCTGCATCCAAACCCGAGATACCAACTTTGGAACGA
ATTGCATCTGCAGAGTTCCAAAAAGCAAACTGGAAGTTGGACGGATCATTGAATGCACAC
ATTGTGGATGCAGAGGATGCTCTGGCTGATCTGAAGAACGGAACTTGTTTTTTCTTTCTA
TTACACATTTGAGACCCTTCCAACTTCTAGTCTGGAACGGCAGTTGATTTGTCACTCATT
TGATCTGAAACACTGCTGCTCTCATAAGGGATCAATATTTTTAGCATCCTTCTAAGTTTA
AACACAGAAATTCAGCAGAGAGCATCATCAGGGGCCCATTCAGTCTAGGCGTGTGTTTTC
TTCACAACTAAAGTCTTTAAAAGAAAATCTTTAAAGCATGTAGTTAA
>CL1601Contig1
TATTTTATTTTGAAAGTCTACAATAATCTGTACAAACTGTAATTTAAGAGAATCAGTTAA
AATATACACATATACATATATTTGACATGTTTTACTAACCACTATGAGGCCCAACATCTT
AAACAATCATCGAAAACGTGACGCTTCTTGTCTTAATATAAGGCACTGTCCAGTGTGTCA
CCATTGTGTCATCATAGAATTCATGACGTGTAAAAAGCAGCATGAGTCGGCGCCGTGAGA
AATGTGGCAATCATCCAACTGGAGAAGCTCAGAAGACGACGATGAGTCTGCAGATTAGTG
GCACTGAGCGCCACTGAGGTGTTTGCTACAGTTTGCAGGTAGCTTGTGCCACTTTGGAGC
TGCTCTTCCTGCTGAGGGTCCGGCAGATGAAAGCTCCAGCATCCATCAGCTTGGTGAGGT
CCACTCCCGTCTGTATTCCAAGTCCATGCAGCATATAAACGACGTCTTCGGTCGCTACGT
TTCCAGAGGCGCCCTGAGCGTAAGGACAGCCCCCCAGTCCTGCTACAGACGAGTCCACCA
CACTGATCCCCATCTGCAAAGCGACAAGGATGTTAGCCAAGGCCTGACCGTACGTGTCAT
GGCAGTGCACCGCCAGAGCACTGACTGGCACCTCTCTGGTCACAGCTTCAAGCATGTCAA
CCATGCTACCAGGAGTCCCCACCCCTATAGTATCGCCCAGGGAGATCTCATAGCAGCCCA
TGGCGTACAGACGCTTGGCGACATGTGCAACTTTCTCAGGTGCCACCTTGCCTTCATATG
GGCATCCGGCGACACAGGAGACATAACCTCTAACTGGCACAGCAGCCTCCTTCGCTGCTC
TCATGACTTCGTCAAAGCGTTGTAAACTCTCATCCACTGAGCAGTTTATGTTCTTCTTGC
TGAACAGCTCAGATGCAGCACCAAATATGGCGACTTCGGATGCTCCAGCCTTTACAGCAG
CCTGGAAACCCTTGAGATTGGGCGTGAGGACCGGATAGGTCACTCCTGGTTTCCTTTGAA
TTCCTTTCATCACCTCCACCTGGTCTGCCATCTGGGGAACCCACTTAGGAGAAACAAAGC
TGGTGGCCTCGATGACTTGCAGGCCTGACTCTGACAGCATGTCAATCAAATGAATTTTAG
CCTCTGTTGGGACGATGCTCTTCTCGTTTTGAAGTCCATCTCTGGGTCCCACCTCCACGA
TCTTCACTTTCTCTGGAAGCGCGTGGCCTGCTTTCAAACCAGTCGCTTTAACTTTCGCTA
CGGTGCTCAACGCCAGGTAGTGTTGACCCATGGCTGAGCTTAAAATCCCTCTGTTCAGCA
GCCTGACCACAGCCGCCATGACAGCCTC
>CL1602Contig1
GGGAGTGGCGGTGAGCAGCCGCAGTCCGTACCTTTTCTCCTGCGGAGNAGGATAAGCAAG
TCAAATGCTGGGATCTAGAGTACAACAAGGTAATCCGGCACTATCATGGCCACCTCAGTG
CTGTGTATGATTTGGACCTTCATCCAACTATTGATGTCTTGATGACGTGCAGCAGAGATG



CCACAGCGAGGGTGTGGGACATCAGGACCAAAGCAAATGTGCACACCCTAACGGGTCACA
CCAACACTGTCGCCACGGTGAGATGTCAGGCAGCAGAACCTCAAGTCATCACCGGGAGCC
ACGATTCCACCATCAGGCTGTGGGATCTGATCGCAGGAAAAACCAGAGCAACTCTGACCA
ACCACAAGAAGTCCGTCCGGACGCTGGTGATGCATCCCAGACAATACACGTTTGCCTCTG
GATCGGCTGATAACATCAAACAGTGGATGTTCCCCGACGGAAACTTCATCCAGAACCTGT
CCGGTCACAACGCCATCATCAACACGCTGGCTGTGAACTCTGATGGAGTGTTGGTGTCTG
GAGCTGACAACGGAACCATCCACATGTGGGATTGGAGGACGGGATACAACTTCCAGAGGA
TCCACGCGGCCGTGCAGCCCGGATCTCTGGACAGCGAGTCGGGAATCTTCGCCTGTGTGT
TCGACCACTCGGAGAGCCGGCTGATCACCGCAGAGGCCGACAAGACCATCAAAGTGTACA
AAGAGGACGAGACGGCTACGGAAGAAAGCCATCCAGTCAACTGGAAGCCAGAAATCCTCA
AGAGAAAAAGATATTAAAGACTTCAGTGTTTTTCTTTATGGAACAGGGATGATGTTTTTG
TTTTTTTACGTACTTTAGCTGTAGATACGCCCAAAATTATCTTTTCTTCTTGCTTCCTCA
TCACACAGACTGCTTGTCAACTACTAGTAGTTTCATTAAATCGGTTGCTTTCTAAGAACT
TTTTGCAGTCTTGTTCATCTGTCAAATTTTGAGCTGCCGCTGTTTGCTGCTGAAGTAACG
GCTCCATGGTCTTTTATCCACGACCGGACTCCCTTCAGATTGTGATCGGCGTGTAAAACC
ACCATTAGGTCATAAGGAACGTCCACACATAGAAACACACTCTGCTCTTTTTCCTCGTTG
GCAATGTGAAGTTTATTTTTGCTTCATTTCAATAAAGATCACATTTTCTCATAAATCTTA
TGTCCTTTTTAGTTCAAGAGTATTCTATGCCTCTACAGTCATGACCATAAATATGTGGAC
AGAGACACATTTTTTTAATTTAGTTTCTGTACATTACAAAGAGTGAATTTTAAATAAAAC
AACTCGGATGCCATTGAAGTGCAGACTTTCAGCTTTTATTCCATGGGTTGAACAAAAAGA
TTGCATAATCCTGAGGTCCTGACTGTATTATCAGATGTTCTACTGGAGGGTTTTTCACTC
TGCACCAAAAAAACCAAA
>CL1603Contig1
CCGGGCTGAGGAATTCGGACGAGGGGCTCTGAGAGTNCCGGAACCGACTGGCCTCCACCC
GGGCCGAACTGGGCGGAAAGACGTGCTCGGTGGCCGGGCCTACACAGAAGCCCCGCGCGG
CCCTCGGAGAAATCGGAAACGTCGCAGTTATTAACAAAGATGTCACGAAAAAGACTATCA
AGACGGAGGTTGCTAAGAAGACAAAGATCCCAGCTAAAGCTGAGAAGATCGAGCTACCAA
AAGCTGCTGTGGTCCCTGTTAAACCAGCACCTGAAGTGCAGGTGACTGAGGTGCCAGCCC
AGGCTGAACGTGCATCCCCCACCCCCATGGAGACCTCTGGATGTGAGTCTGCTGACCTCT
GTCAAGCATTTTCAGATGTCATCCTCAACACGGCCATCAGGGACGTGGATGCAGATGACT
ACGACAACCCCATGCTCTGCAGTGAATATGTTAAGGACATCTACAAGTACCTCCGTCAGC
TTGAGATGGAGCAGAGCGTAAAGCCAAACTACCTTGAGGGTCAGGAGATCACCGGAAACA
TGCGAGCCATCCTCATTGACTGGCTGGTACAAGTGGGCCTCAAGTTCCGTCTGCTGCAGG
AGACCATGTACATGACTGTGGGAATAATCGACCGCTTTCTTCAGGACCATCCAGTCCCCA
AGAAGCAGCTGCAGCTGGTTGGCGTGACCGCCATGTTCCTGGCCTCCAAATACGAGGAGA
TGTACCCTCCGGAGATCTCAGACTTTGCCTACGTGACGGACAGGGCTTACACCACTGCTC
AGATCAGAGACATGGAAATGACTATTCTGCGAGTGCTGAAGTTTCAGCTGGGCCGCCCCC
TCCCGCTGCAGTTCCTCAGAAGGGCCTCCAAGATCTATGAGGTAACTGCTGAACAACACA
CCCTGGCCAAATACCTGCTGGAGCTCTCCATGGTTGACTACGACATGGCTCATTTCCCGC
CCTCATTGGTGGCGAGTGCAGCTCTGGCGCTGACTCTCAAGGTCCTGGATGCAGGGGAAT
GGGATGTGACACTGCAGCATTACATGGAGTACACAGCAGAGACCCTGACACCTGTTATGG
CGCACATCGCTAAGAATGTCGTGAAAGTCAACAATGGGCAAACTAAACACATGGCCATCA
AAGGAAAATACTCTACATCAAAGCAGATGAGGATCGCCACCATCTCTCAGCTCAAATCCT
CTGTGGTGAAAGATCTGGCAACGCAGATTTCTTAGTGAGGACAGCACAGTGTGCTGCCGT
GTACAGATGGACTGTTGCTGGGATTCTTGGGATTGGGCTTTTTACCGACTACAGTTTTGT
TTTTATTTTAAAAGTGTGCCTGAAGTTGTGACAGACAGCCCTCAATCACAGTAGTTTCAC
CAAAAGCATCCAACTCCTTGGAGCTCAGTCGGCTACATCTGACCACAGAAATGCACAAAC
TTGTTTTTATCTCTATATCACTTGTTAGCTAGCCGGCTGAACTCCTGACCCAGCAGGCAA
ATGTTTCTAAACATGTGGATTTACAACAATATGCTACCTGTGTTGAGGTGACTATGTAAT
ATGTACAGTTATTCTTTTAAATTTTTGTTGTATGGGATGTTTCTGATTTTTATTTTTTTT
TTAAATGTATATTAAATGGCCTTATTCTAAGATTAGTTCCTGTTGTGATTTTATTTCTCC
ACTAGGGGGTGCTCTAAGAACAGTCTGCAGATGTTTGAGGATTTAAATGTTGGTATTTAG
ACCATAAGTTTAAAAAGATACAGTTTAATGTTTTAGCTATATCCTGTTGGGTTAAAATCA
ATTTCTTCACCAAGATTAGTCCAAAAGTGGATGTTGTGTAAAACGCTGTCTAAAGAACTA
AATTTTAAATTCTTTACTCTATTTCAAATACTATTTTCTGAAATGTTTTTGTAAATTTAC
TCAGTGTTGCAGTATAAAGA
>CL1604Contig1
CAGAAAGTAGAAGAATAGAGTTTGGGAAAACAGGTTGACCAAAGAGATCCAACAAAAAGG
CAGTCTGTTGAGGAAACCACGTGCTACCGTCTGTAGAATGGTGAAAATCAGTTGTTGCAC
GCTGCCTACTGGGGATGTTGATCTGTTCCTGCCTCTGGAGTCCTGCTGAGACAGTGGGAG
GAGCCAAGAGTCGACCTCGACCTCAAAGAAGACCCAAGAAGCAGAAGGTCAACCCGGTGG
ACGAGAACCCACCAGCTTCGAACATTGATATACAACAGATGACAGGAACATGGTATCTCC
TCATTGCTTCCTCCAAATGCCCCTACCTGTTAAAGCATGGAACCAATGTGCAGCCAACTG
TCATGACCCTCACGCGCTCCTCTGCTTCAGACCAAATTCTGTCTGTTAGCACCAAAACAC



GACATAACCATCAGTGTTGGGAGATAAAACAAGAGTACCATCTGTCTCCAGTTGCTGGAC
GTTTGACACTCAAAGGAGATCGTCCTGAACGGAACACTGAAATAGTGATCGGGGAAACAG
ACTACACCTCGTATGCTGTCATATACTACCACAAACAGGGCCAGGTCACAGTAAAGCTGT
ACAGCAGGTCTGTGGAAACGCTTTCAGAGCCCATGTTGACCAAATTTGAGCAGCTCGCTG
AAAAGCAGGGCTTTGGGCTGGCCTATCACTTTTCCTTCCCCGATTACAGTCACTGTGGTG
AAGTGGATCAGGACCACGTTATCAATTGCATTCCTACATGCTGAAGAAGATGGGCTCCAC
CGTGGATTTTCCTGATTTTAGTTTGAAATGAATTGCAAACAAAGAAGGAAATACATATTC
TAATGTGTGAAAAAATAAAGTTTACATGAGAACATTTATCCATCCNTCCATTTTCTTAAC
CCGCTATATCCCTTTCTGCATCANGGGGTTGCCGGACCCTAGTGTTGGTGGGGTACACCC
A
>CL1604Contig2
AATTCTTTGAAAGCATGTTCACATCTGGGGTTTATTATCTGCAGCCCCAACACCACATCA
TTTTTTATATAACCAAACTAACTGCAAAATGAGCTTATATGTGAATTATTTACATCTTGT
TCATGTCAATTCACACAATTTGATAGATTTCTTCATGTACTTTGAGACAGACTGGCAACC
GGTCCTGGGTGTACCCCACCAACACTAGGGTCCGGCAACCCCCTGATGCAGAAAGGGATA
TAGCGGGTTAAGAAAATGGATGGATGGATAAATGTTCTCATGTAAACTTTATTTTTCACA
CATTAGAATATGTATTTCCTTCTTTGTTTGCAATTCATTTCAAACTAAAATCAGGAAAAT
CCACGGTGGAGCCCATCTTCTTCAGCATGTAGGAATGCAATTGATAACGTGGTCCTGATC
CACTTCACCACAGTGACTGTAATCGGGGAAGGAAAAGTGATAGGCCAGCCCAAAGCCCTG
CTTTTCAGCGAGCTGCTCAAATTTGGTCAACATGGGCTCTGAAAGCGTTTCCACAGACCT
GCTGTACAGCTTTACTGTGACCTGGCCCTGTTTGTGGTAGTATATGACAGCATACGAGGT
GTAGTCTGTTTCCCCGATCACTATTTCAGTGTTCCGTTCAGGACGATCTCCTGGCAGGAA
CAACAGAATTTCTCTCCAAGAACTTGCAGTGTCATTCAGTAAAAAGCTTACAGATGAAAG
CTGACCTTTGAGTGTCAAACGTCCAGCAACTGGAGACAGATGGTACTCTTGTTTTATCTC
CCAACACTGATGGTTATGTCGTGTTTTGGTGCTAACAGACAGAATTTGGTCTGAAGCAGA
GGAGCGCGTGAGGGTCATGACAGTTGGCTGCACATTGGTTCCATGCTTTAACAGGTAGGG
GCATTTGGAGGAAGCAATGAGGAGATACCATGTTCCTGTCATCTGTTGTATATCAATGTT
CGAAGCTGGTGGGTTCTCGTCCACCGGGTTGACCTTCTGCTTCTTGGGTCTTCTTTGAGG
TCGAGGTCGACTCTTGGCTCCTCCCACTGTCTCAGCAGGACTCCAGAGGCAGGAACAGAT
CAACATCCCCAGTAGCAGCGTGCAACAACTGATCTTCACCATTCTACAGACGGTAGCAGT
GGTTTCCTCAACAGACTGCCTTTTTGTTGGATCTCTTTGGTCAACCTGTTTTCCCGAACA
CTATTCTTCTACTTTCTGTCCCTCTCTGTCTCTTTCTGCCCCTTATCT
>CL1605Contig1
TGGCTGATTTGGATTATTTACTTTTCATTACATTTTAATTTATTGTTACTTTTGAACGTT
TTAAGTCATTTCAGTGAGCATTGTGGACTTTCTTTCTTTAGCTGAGGGGTACATACAATT
TTTTCCACCACTGTACCCATTTTTGCTAGGCCAAAGACATAATCAGTCTTGAAAAGAGTG
TTTACTAGAAAACAGTTTCTCTCACACAACATTATCATCATTACATCTTGTTTATTGACA
GACACAGAGTGGGAAAGTGTTACAGATGTGACATGAAAGTGCAAAGACAGTCTTCTCTTT
AAATTTACATACGTCAAACATCCAGTTAATTTTTCAGCAGATGGATCTCAGTCCATTTCT
GGGTCTCTGTCCTTCTTTGGACACAGGTCTTTGGTGGGGTCCATTACAGCAGGTGGAGGC
ATGTTCAGACACTCCACCTGTGCTCTAAACTCCTCCATCTCCTTCTCCTCCAGCTGCCTC
CGTCTGCTGAACAAGTAGAAGTGCTGCCTCTTCCCCGACTCGACAGTCATGAGGAATAGC
AGGCAGTCACGGCAGGACGTGTGGACGACCTTTGCGCTGAATTGGCTTTTATCCGTCCCG
TCGTAGCTGAAGCTGCTGCCTTCGAGGGAGATGTTGTAGTAGCTGTATAAGCAGGAGCCA
TTTACACTGAGGCTGCGGGTGTAGGAGATGCTGCTGGCGTTGGTGGGGCTGGAGAAACCC
ACAGTGGCGCTGTCTCGTTGTTGAAATATCTCCAGGTATGGCAGGTAGCTAATGCTGCCA
GCAATTAATGCCCACCGACCCGGCAGGTCATGTGGATCGAGCTGATCCAAAGGGCGGGTC
AACTCGGTGCAGGTCAGAGGAACCGAGTGTCCCACAGAGGCCAAGCAGATGAGAGCCAAA
GCAAAAATCATGTTGAATCTTTTGCAGTCAGTCTCCCTGCAGCTTTAAAGCT
>CL1606Contig1
TTTTTTTTTTAACTATGTTTTCTTGTTTATTTTAATTGGTTTAATAGATTATTGCATGAT
TTTAAATGGTTTACAGTTTCGGATCAAAGCGGCCTCCTCGCCTGTTGGCGGCGCTGTTGC
GTTAATCCGTTGATACCGACAGGGAAGAAGAAGACGCCGCTGCGGGGAGGGAAGGGGTTC
GGACTATGTCGTCCTCGGACCCGCAGCCGCGGTTCGGTCAGTCCGTCAAAGGCCTGCTGT
CAGACAAGGTGGGCTCGTGCAGCGGGGACGTCATCGCGCTCACGCGCCAGGTGCTGAAGG
GGTCTCGGAGCCAGGAGCTTCTCAGTCAGGCAGCGAGGAACATGGTGATCCAGGAGGACG
CCATTCTCCATGCTGAGGACAGTCTGAGGAAGATGTCCATCATCACCACACACCTGCAGT
ACCAGCAGGAGGCCATCCAGAAGAATGTGGAGCACTCCAAGAACCTCCAGGACCAGCTGA
CCCACCTGCTGAAGTGACGCTGCCTGCAGGGGGCGCTGCAGCCGAACGAGGGTGGGGGCA
GGGGAACAGACTCCCCGCCCTTCAAAGACCTCCTCTGATCCTTCCCAAAGCGTGTTCTGG
CAGCTCCGCCTCTGGTGCTGGTCATGTGATGCGCTGTGACCAATCAGACAGCAGAAGCAG
AAATAAATTCTAAAGATTGAACCAAAAGGGAAAACAAAAAAAAAA
>CL1606Contig2
TTTTTTTTTTCCCTTTTGGTTCAATCTTTAGAATTTATTTCTGCTTCTGCTGTCTGATTG



GTCACAGCGCATCACATGACCAGCACCAGAAGGCGGAGCTGCCAGAACACGCTTTGGGAA
GGATCAGAGGAGGTCTTTGAAGGGCGGGGAGTCTGTTCCCCTGCCCCCACCCTCGTTCGG
CTGCAGCGCCCCCTGCAGGCAGCGTCACTTCAGCAGGTGGGTCAGCTGGTCCTGGAGGTT
CTTGGAGTGCTCCACATTCTTCTGGATGGCCTCCTGCCTGCAGGACAAACACAGCTGAAG
CCTCGCCGCTCTGCAGCTGCCCGTAGGCCCCGCCCTCCCCCATACTCACTGGTACTGCAG
GTGTGTGGTGATGATGGACATCTTCCTCAGACTGTCCTCAGCATGGAGAATGGCGTCCTC
CTGGATCACCATGTTCCTCGCTGCCTGACTGAGAAGCTCCTGGCTCCGAGACCCCTTCAG
CACCTGGCGCGTGAGCGCGATGACGTCCCCGCTGCACGAGCCCACCTTGTCTGACAGCAG
GCCTTTGACGGACTGACCGAACCGCGGCTGCGGGTCCGAGGACGACATAGTCCGA
>CL1607Contig1
TGTCAGCAGTTTCTCCAAACGTTCCAGGGGCTCCAGGTGATACGGCATGATTAGGATCAT
GGAGGCCTGCTTCTGGCCCAGAGGCATGTTCAGCACAAAGATTTTGTTCTCTGTGTCTTC
AAAGAAGTCGTACAGACCAGTGCGATGCATCATAGAAACCCCCACTGTGAATGAGCGGGT
TACTAGGAAACCGCGAGTGTCGACCATTTTCTCATGGAATCTCTCCTCCCAGTGAGGCTT
GAAAAACATGGCGTTGACGATCATGGCTCCATCTGGGTTCTGCACCTCCTTGGTGACCTC
GGGGAGCTTGCCGTCCGTCGACTTGGCCGCCCACTCGTTGATGGAGTTCACCGCGCTCCT
CTTGTCCCTCAAATTGATTTTGGAGTGATCGTAGTTGTAGTGCTTCTTGCTGTTCTTCAC
GAAGTCGTCGGCAAAGCTGACGGTGCTGGGCCCGTAAAGGCGGTTGTTGATCTTCCAGGT
AGTGTTGCGAGCCTTGGTGTCACTCACTTCAGAGAGGAGCTCCGACAGGCCTGAATGCAG
ATGCTCGTCCTTCAGTTTATCAGCGCTGAGGACGGTTTTCACCTGGGAGGCGGTGGACGC
CTTCCCACCAAGAGCCACCATCCCAAGAGAGGAGGCCACCACCACAGGAGAGATGGCGAT
GTTGTCGGTGCTCTTGTCCTTTGCCATGCTGTGGTAAAGGCTAAAGGCCAGATTGGCACT
GTTATCAGCCAGAGTCGTGGCGTGAACGCTTAGCTTCTTGTCCTCTGCAGAGGCTCCCAA
GGCCAGCAGGCAAAGAGCAACAATGGTTGTCGTCCACATCCTGTCTGTCTCCAAATGCAG
CAGCAGCCTGGGGATGTTTTCATTTCTGCGATTTTCTTTCTGGCACAGATTCGCAGGGCG
TCCCTCCTGTGTNAGTCCGTGGGGGGC
>CL1608Contig1
TTTTAATATTTTATTATTTNCTGCTACGTNAGGAAAAAAAAACAGGGGAAAAAACCAAAA
ACATTCTCACATTCCCCCCACAGACGATGCAACTTTCAGCAGCTAAGCACAAGAAAACAA
TTCAAACTGCTCCGTGGTTCTGCTTTAATTAGCCGAAGTGTTGATTTGATTGAAGAGTTT
GTCTTTGATGACTTGAGACATCAGGCCATGAATAGCTTCAATGGTTGTCTTGCAGCTGTC
TCGAGTAGCTTTGGCCAGTTTGTCCTCTGACTTCCTGTCATGCGTGTCCAACCCGAGCAT
GAAGCTTCCTCTGCCCAGCTGAGCCTCCGACTGCTCCAGTTTCTCCGACAGGTCAAACAC
CTGACCCGTGGTGTAGTCCGAGTTCGTAAGAAGGCTGGAGGAACTTAAGGTATTGACCCA
ATATTTGTTCCAAAGGAGTTCCAGGAGCTTTCGATCCAGAGAAGACTTGAAGTAAGTCAC
CTCCAAGGCGTAATATTGTTTACAATGAACACCAAAGTCTTCTATCTTGTTCAGCGGGAT
TGTTTGATATTCTGATGGTCCTTCATCTGGAGGTTTGTAACCCTTTGGGTATGTTCTGAA
GGCACCTAGATTGACTTTCCCTGCAGAAATAGTCCGAGTGGGGTCGATAACAACAGCAAC
AAAAGGCTCCTGAAACTGCTGGTTGAGCATCTGAGTGCTCACGTCGATCCCTGACAGCCA
GCATCCGTAACCCGGGTGACTGTGGTACCAGCCAATGGCATTCTCCAAACGGCCAACCTG
TTTGGCGTTTTCAATGTAGGCAGCCATGTATTCGTATGCTGCAGCCTGCGCGTTCACCCT
GGTTTCTGTTCCCTCCACAGGCAAAGCGAAGCTGTCCATGATGATCATGGTCTCCCCGTC
CACCTTCCCCAGCATGAGACCCATCACCTCCAGGTTCCCCCCTGACCTGGCATGCATCAC
CATCTTCAGCAGGGCCAACGCGGAGATTTTGCAGTACTTGAAGTAGTGGTGATCTTTTGT
CCACGGCTTCGCCGCGAGGATTTCTTGTTGTTGTTTTTTGTCGTATTTGTAAATTTCATC
GATGCTCTGGACTTCCTGCATGCTGTTCGACAGCTCCCACGTTTTCTGAGCTGTACTACT
TCCAGCCATGATAAAGTGTCAATTCAAAATACGAAGAATAAGCGTTTCGAACGTCAGTGA
CAACAACACAAACAAAGAAATTGTGTATATCCGTCTAAAGTAACAGGGCCAGACGTTCTC
TTGCAACGGCAGCCATCCCCGGCCATAATGCCCGGGTTAA
>CL1609Contig1
TTCTTTATTTCNCNGTATAGATTATCAAATACAGTCGTCTCTGTTTTGAGTTTAGTTGAA
GTGCTAGTAGAAAAGTGCACGCTAACATTTTTAAGGGGATGACAACTAGACCTGCAGGGA
AATAAAGAAATCACATAATTTCAAACGCTGAAGCAATTCAATTCAAACCTAAGATTAGCA
TCTACTGCTACAACCAAAAGCACAACTCAAATTATCTTATCTGACCACACTGAATGACAA
CGACAAACGTTTAGCATCCACTCTTTGCTATTCAGAATATTGACTTTTGTCCTTCGTGGT
CAAAGTTTGAAAAATAAAACGCTTGAAGGCTTCATTCAAACTTGATGCCCTGAGCCAGAG
GGAGATCTTTGCTGTAGTTGATCGTGCACGTCGAGCGCCTCATGTACTGCTTCCAAGAGT
CGCTGCCCGACTCCCTTCCACCTCCTGTGTGCTTCTCCCCACCGAAGGCTCCTCCAATCT
CAGCTCCACTAGTGGGAATGTTGACATTGACTATGCCACAGTCGGACCCTTTGGGCCCGA
GCCAGCGAAAGACTCGACCCATATCTTTGGTGAAGATGCTGCTGGACAGACCTTGCTGTA
CCTCATTGTTCCACGCAAATGCCTCCTCTTCCGTCTTGAACTTCAGGACGTAGAGGATGG
GGACAAATGTTTCAGTATGGACGATGGGTGCATTGTGAGGCAAACCAGTGATGATTGTGG
GTTCTACATAATTTCCAGGACGATCCATCACTTTTCCTCCACAGACGATGGTGCCACCCT
GCTGCTTGGCCTGCTCTACTGCTGCCAGATACTGTTCCACGGCCTGCTTTGTGTGCAGAG



GACCGTAGAGAGTATTGGGGTCCCAGGGGTCTCCGATGCGAACTTGCTTGTAAGCCTTTG
CAATCCTCTCAACCACAGTGTCATGGAGACTCTCATGCAGCATCAGCCTCCTTGTTGTTG
TGCAGCGCTGGCCGGCAGTTCCAACAGAAGCGAAGACAGCAGAAGGTACTACAAGGTTCA
AATCTGCATCCTCAAACGCAATGATGGCGTTGTTTCCACCGAGCTCCAGCAGCTTCCGTC
CGAATCTCTCTTGCACCGTCATGGCCACCATCTTCCCAACATGGGTGCTACCAGTGAAAG
ACAACAGATCTACCCGCTCATC
>CL1610Contig1
AAGGAACTGGAGGAGATCCGCAGGTCTGGGATGAAGAACTTCAGGAACATCCAGGTGGAG
GAATCCAACCTGCTCTCATGGCAAGGCCTCATCGTTCCTGACAATCCGCCCTATGACAAA
GGTGCGTTTAGGATTGAGATTATTTTCCCCACCGAGTACCCCTTCAAGCCTCCCAAAATC
ACCTTCAAGACCAAGATCTACCACCCCAACATTGACGAGAAGGGCCAGGTGTGCCTCCCT
GTGATCAGTGCAGAGAACTGGAAGCCGGCCACCAAAACCGACCAAGTGATCCAGTCCCTC
ATCGCGCTGGTCAATGACCCGCAGCCTGAGCACCCCCTGAGGGCCGACCTGGCAGAAGAG
TACTCAAAGGACCGTAAGAAGTTCTTGAAGAATGCCGAGGAGTTTACAAAGAAACACGGC
GAGAAGCGGCCACTGGACTGATCACATGACGCGCTTCAGAGCCCCCCCCTGCCCAGTCCC
CTCCCCAATCCCCCTCCCCACCCCGGCCGGGCCTCGCCTCCCATTGAGGACTGTCTGTGG
GTCAGGCAGCCTCCCCCTCGTCCTCTTTGACCTCCAGGCCATTTCCAACTTTCTGCTCTC
TAAAGGCCACAAAACGGAAACGGGTGCAAGGGAACACGCCGCTCAGCTAGACGGAACCGA
TTCTGTTCCTCCGTTCAGAACCTTCTCTTTTCAGGTCCGCTCTTTATTTTTGATGAGTAG
AAGCTTTCAGTTCCACCCCTGATCGGGCTGCTCTCATCTGACGACCAGGTGAGAGAAGCT
GCTGCCGGGAGCTCCGAGGTGTTCTGAGAGACCCGCCTCGACCCAGCGGGTTTCCTTCCG
AACATCCACGGCTCCTCTCAGAACACAACCTTCACTTTGTCTGCTGCATGAATCGGGTCA
CCTCTGCTTTTCTTTTCCTCCTTCACTCGCTTACCTACATTGTTTTGATTGGCACTTCAT
GTTAATCATTGGTGGGAAGAATGTGTTTGGGTCAGTCAGAACCTCCCATACATGCCCCCT
GTCCCACTGCTGGGCCCGGCCACTCTAGAACACAAGCTCTCCGCCAGCCCGAGTTGGGTG
GGGCCTCACTTATCCAGCTAGATCAGGAGAAGCTGGAGAAGGAGGCTCGAGCTCCTGGAC
GGGCCCAGAACCACGTGTCTATGGCGGCCAACGGCACATTGGTTGCCCGGACCGGATCAG
GACACAGAGCGGGACTGCAGTGGCCTAAAAGCACCATGTAACAGCTGTTTAAACTGGTCC
GATATCATTCATAATAAAGATGGCTAACCATTGGGAAAAAAAAAA
>CL1611Contig1
AACACTGCCCCCTGGTGTNCAGAANCCGTAGNATTAAACAATTGNTTATGCAGAGAAATN
TAAAAAAATATTAANAAAATAAAATCAACCCATCAGAATTAGATTGCTGTGTAAAATTGT
ATCCTTTCCAAAGTATGAATGAACTGAATTAATCAAAACAGCTTTTATTTGTTGTGATGA
CATTAGGACAGACTGAAAGAGCTTCAAGTAATTTAACCAAAATCCAAAGACAAAATAAAA
GTCTAAAATCAAATGTTTCCTGTTTGAAAATTCTTTCTAAAAAAAAAAAAAATTAACATT
TTTAATTCAGTAAAAAGTTTTATTTTTAGATCAACATGATTCCGGTCACTTGGAGCTCTG
CGTCGACAAGAATCTGTCAATCATATCGAACGACCTCTCTGGCTGGTCGTAGGGCAGAAT
GTGTCCTCCTCCTCGGATTATGACCTGGTAAAACTCTCCAACTTGTCTGACATAACCCGC
CACATCTGTGTCACCGGGCTGCAGCTTCCAGTGAAAGCGGGGAGCAGCTTTGTACTCTGC
AGCTCCAGTCCAGTTGACTGTTAGCAGGAACCTCTCAGTCAAAGGAGCAGCTACGATTAC
ATCCAGCTGCCCGCTGTACATCAAGACCCTGTAGTTATCCATCAGCTCCCCCAACCACGG
TTTGATGCTCTTCATGACATCCTGCAGGAGGTGCTTCTCCACCTCAGAGCCGTCATGGAA
AGTCAGGTTCCCCACGTGGATGGCACGCCGCACGGCAGGCAGGGTCACAAACTGAGAAAA
GTATTCCTGATCCTCGGGTTCCCGACACGTCATGTAGTTGAAGTAGTTGGTGCAGCCGGT
GGCATTTTGGAAGAAAGATGGGTATGGACTCAAATCTCCATTCAGCAAACTGTCAAACAC
CTCAAAAGCCTCCACCCATTTCTGCTGCTGGATGAGCTGGACTCCAAAATCTGTCTGCTT
GTCTACATACTGCTTCTGGAAATCGTCGATCATTCCTGTTTGATACAGGAACTCACCGTA
ACCCTGCAACATCACTTCTGGGTCACAGAGTCCATCACCGATCGCCATGCCTTTAAAGTT
GATCTTCACTTTAGCTGTGGGGTTGTTTTTGTGGATGTAATAGGAAATGGCGGGGACGTA
CTTCCCTGCATACGACTCTCCAGTGGCGTAGAACTCATTAGACTGGTACTCAGGAAACAT
CTGGAAGAACTGTGTTAAAGCACTGTAAAGATCTCTACCAACATCGTCCTGATTCTGAGC
AAAACCTTTGTCATCGTCGGTGAAACTGAAACCGGTTCCCACCGGGTTGTCAATGTATAA
AACTGAATATCTGCTTGTCCATGTGATATTTCTTAAACCAATGGTCAGGTTCTTGTAAAC
CACATACGGCCCGTGTTCCACAAAGAGTCCAAACATTGATGTGCCCCCGGGTCCACCTTG
CAGCCAGAGCAGGACCGGTGCTTTTTCCTGACCAGCCATAAAGGCAGGGACAAACCAGAA
GAAGAGGTTGCTGTTGTACGCCTTGTTGACGGTCAGATATCCAGCATAACTCTTGACATT
TGCTCCGGGCAGGTTTCCAACCAGACTCAGCTTCTTGGCTTCAGCTATGGCTCCTTTCTC
GATGTAGGGAGTGAGGAAGAGCGGGGAGCCGGGGTCCAGACCACCCAGGGGGCTGACACG
GTGAGACTTTCCGCAGAAAAATGAAGAGCAGCTCCGGGAGGTGGCCGACTCCAAACAGGT
CCATAGAAACAAGACGTACAGGGATTCCTTCGATAACCTCATTGTTCTGACTTTGCTTCA
GAACCGGTACCGAAAACGTCCTTAAATTGGAGGGAAATGGATCCGGACGGTACAAAAACT
CCTTACTTTATAATGTTGTAGTCGGGCCCCCCC
>CL1612Contig1
GTTACACCGTTGCTTTCAGGTTGGCAGGACGGCGGTTGCACGTTAGCTGCACGTCGCTGG



GCTCAAATATTGCAGAACTGCATTAGCGAAGTAAATGGACGAGACCGGCAATAGACAAAC
AATTTGCCATCTTAACTCTCCGTAGCTCTCAGACCAGGAAACGCGGCAGCTGAAGAGAAT
CGCGTCAGTCGAGGTTAGCTGTTAGCATGCTGCTATGTCGCAACCAATAACATTGCAGCT
GGGTGTTTGGACACATTGGGTGTAGCACACCTGAATCAGCATTAACTGCGGAGTAAAAAA
AACAAGAGATGGCGGTGTCGGTGCGGGGGCTCTACTTTGTCGTGACCCTTTTTTTGGGTA
GCTTCTTTGGAAGTATCTTCATGCTGGGTCCAGTTTTACCCCTCATGCTGGTTTCTCCTG
CTTGGTATCGCTGGCTCACGGATCGAATAGTTGCCACCTGGCTTACCCTTCCTGTGTCTT
TGCTGGAGCTTGTTTTTGGGGTGAAGGTGGTGATTACAGGTGACGGCTTTATTCCGGGTG
AGCGGAGTGTGATCATTATGAACCACCGCACTCGTCTGGACTGGATGTTCCTCTGGTGTT
GTCTGCTCAGGTACAGCTACCTTCGTCTGGAGAAGATCTGCCTCAAGGCCGGACTAAAGG
CTGTGCCTGGCTTTGGCTGGGCGATGCAGGTGGCCTGCTTTGTCTTTATCCACCGTCGCT
GGGATGTAGACAAGAAACATTTGGAGAACATGTTGGACTACTTCTGCGACATAAAAGAAC
CCCTGCAGCTGCTTTTGTTTCCTGAGGGTACAGACCTCACTGAGAACACCAAAACAAAGA
GCGATGCATTTGCTGAAAAAAACAAGCTGCCAAAGTTGGAGTATGTGCTTCATCCCCGCA
GCACCGGGTTCACCTTCATTGTGGACAAACTACAAAAAGGAGACAACCTGGACGCCGTCC
ATGACATAACGGTGGCATACCCCAAGAACATTCCCCAGACGGAGCGCCATCTCATACTGG
GCCATTTTCCACGGGAGATTCATTTCCACGTCATCCGTTACCCCGTCTCCTCCCTTCCCG
CCGCCTCCTCTGATCTTGAGTTATGGTGTAGAGAACGTTGGGCGGAAAAAGAGGTCCGCC
TGCGGGACTTCTACTCAAGCCAGCCCCGGGGGTTTGTCCGGGACGGCGTTGCACTCGTGC
CACCTTGTAAATCGGAGCTCCGAGTGTCTCTGATCAAAGCTGCCTCACTGCTGTACTGGA
CTAGCTTCATCGCTCTGTGCTTCACCGGCCTGTGGCTCTGGACTCCCGTCAGGCTGTACT
GCCTGGTCATGATCGCCGTGTACGTGGTCCAGCAGAAGTTCTTTGGAGGGATGGAGCTGC
TGGAGTTATCTTTCCATCAATACTGGAAGTCCAGGAGTGAGAACGCTGGTCCTGGTAAAA
GGGAGCAAGATGAAAAGACAAAGTGATGCGAGAAAAAAAAGGAAAAGAAAATTGGCAATG
GCGTGCTTCCACTCCATCATGGAGTTAGAGCTCAGTTCAGAGAAAACAGAGATCTGAAAA
CTCCATTTAAAAAACAGAAAAGGTAGTGAGCCCCCTGATGGAATGCATGGCCTCTAAGGA
TAGCTTTCAGTTCAGTCAAAAGAAAAAATGAGGGAATGTTAAGTACATTTATTCCTTGCT
GGGTTCAAGGAATTCACCTCATGCGATCCATGTTATGTCTTTTATCCACAGCTTTTTAGC
TTGCAGTCATTTTAGCATTCTGTCAGGTTTATAGCTGGACGTCCAGGATCTCATGAAAAC
CATCGTATTGTAGATTGTTTTTTTATTTTATTTTATTCCAAGAATGGAGCAGAGCCATAG
TACAGACCATCTGTACACATAACCATGACTTGACTTTAATCATCATTCAATTGAGCACTT
GAATTTGTCCTGAACTGCTGTCTTTTAGCAGCATCCAGTGTCAATCTAAATGAACCTTTG
TGGTC
>CL1613Contig1
TCTTTTTTTTTATGTAAATTAAATGGACACACCAGGAAAAAGCCTTTTAAAAGTGACAGA
AGACGTAAAAAGAACCGAGGCGTTTCAGGCTTGCAATGATTTGATTCGAAGCAGACAGCA
AACTTTAAAATCAGGTGATAAGATGGACAGGTGGCTTACAGGTGATTTGAACTGCAAAGT
TGTCAGATCTGCATCAGATTTACAATAACAGAGTATAAAGTTCTGCAAAGACTGGATAAG
AAGAAGAAGAAACTCCTCACTTCGGCTCGGCTCTGCTTCATTTACTTATCCTTTTTCTCA
TCATCAAGAAAGGTCCTCTGCATCAGTCTGGGTTGAACCATCATGCGATAAGGAGCCAAG
CCTCGGCGACAGTCAGGGCGTCCGCGCATGGTGGTTCCCTCGATGGGGTTGCCAGACTCG
TCCACACACCAGCAGTATCCAGTGGCGTGCCAGCACTGCATGGCCTTGTATTTGCCCTGC
TCATCACACTGAGGCTTGTATGTGCCGATCTTGCTGATGGTGTCCGGCGCTGCCTCCAGC
TGGCATTTGGTCTTGATCATAGATGCTGGCTGAGGAGTTGGAGCAGGAGGCTGCTTCTGG
GCCATCTGGAAGATCAGCCAATAGCGCATCCAAGTCTCAAAAGTCTGCCACTCGCTCTCA
TTGACCTGCTGCCTCAGGGTCTCCAGGTTGGCCTGGAAGGTCTCATTGAACTTTGGCAGA
CTGACATCCTGCATGAGATCCATCAGCTGCTTCTCCACGCTGACCACAGCTGTGTTCTGC
AATTTAGTCAAAGGAGTCTTGGCGTCTTCACTGAAGTCTGACACCAGAGGCAGGCTGTTC
ATTGGCATGGCCATCCTCGCTGGAGCAACGGCCTGGGATGCTCGTGTCAGTTGTTTCCCC
ATTCTCTCAGAGCTCTTCTGAAGGGTGTGGATCTGCTGCTTCTGGTTGAACACCATGTAG
GCAGTGAAAACCTGGCTGGCCAGCAGCAGACACGCCAATGTGGTCAGGCCGGCAATCTTG
AAGGCACGGCTGTTGGAGCCCCCTCTGTGCACCACACGGTGGATGAGGTTCTCCTCGCTG
CCGGACACATCCTCTGCTGCCAGGGAAGCATCTTCTGCAGTGTTGGCCATCTTCAGCGCC
TCTCTGCTTCTTCTTCTTCTAACTATAAATCTGGGCCTCGTGCCG
>CL1614Contig1
TATCTTTTATGAAATTATTGAATGACCAACGATAGCGCGATCTAAATAAAGACAAATTTT
GTTTATTTTTTCTTATCAAGAATCGCCTCATTTGAACAATATACAAAAACACCTTTGAGT
TTCAGAATGAAGTGCTTCATAACACTCTGAGAGCAGCTGACAGAATATCTTTAAAAACAT
TGATGATGGACAAGAAGCAGAAGGATGGAGGTCCTGGTATCACCTGTGAAATATCAAACA
TGTAACCTCACACACAGAGCTAACAGAAACGCCTCCTCTAATGCATCATACTCAGTCGAG
AAACGGACAGGCTTTTTCTGTAGGAACCTTCTCACCAGCTACTACAAAAAGATTCAACAG
AAACTTCCTTCTTGGTTGAGGCAGAAAGTCTGTAGAGACGAGAGCTCGCCTGGAAGCTCC
TCTGTGGATTCTCCTGCTCAAATCAGGCATGTGTGGCTATCCTCTCGATGATTCTCCTGT
AGCCTTCCACCACATCCTGATAGCTCTTCTCCAGCTCCTCATGCTGCGTCTGAGTGTCCA



TCTGACCCATGTGGGACACCAGCTCTTCTGGCCGCAGGCATTTCTTCATTTTTGCAAGCT
CCCTCTGGTTCTTCCTGTACGGTCCAAAGAGCCTCTTCTTCACCTCTAATCGGTACTCTC
TTGCTTGTTTTTCATCACTCATGTCTGTTGCTCGCAGGCGTAAGATTTCATACACTCGCC
TTGCATGTTTCTTGTTAATTTTTAGCTTGTCTTGTGCTTCTTGGACCATGTCCGCTGAGA
AGCCCAGGAGCAGCTTGTCTTCAGCGAAGGACGGCAGGTTTTGGCAGAGTTTCACCAACA
CAAAGTCTCTCAGCTTCACATAGTTCTCCGAAGGGTCTTCAGCTGTGATATCTTGCACTT
TAGGCAGGCTGCAATAAAACCTGTGCACTGCCTCCAGAAGCTGAGCTCCGTGGCCTTCTC
CTTGGAATGGAGGCAGGATCAGCATTTGGCTTACACGTGGTCGGGTTTTGTCTGGGTATA
CGTAGTAATTATAAACTGTCATGTAGCCAACAGTTGCGTAGAGAGTCTCCCCGTCCTTAT
TGTATTTTTCAAATACAAGAAAGAAGTCCCAGCGATCATCATCGGCGTCGATGAAGCTGG
CGGTCTCAATGAACCACATGAGGAAGGTCTGCAGGCGCTCGTGGTACTCTCGGAATCCGG
GGCAGCTGATCTCCACCTTGTGAATCTGGTATGTGAACTCTCCCGCCTCCTCGTTGTGGA
CCGTGTATGAGTGAAGAAGGGTGCCAAAGGGCTTGAAGTTGGCCTCCTTTTCCAGCAGCG
AGGTGAAGTCATCCGTGTTCGAGGTGAACCCGGCGGGAATTATTTCCCGGATCTTCCCCT
CCACATCATCGGGCTCAACGCAGTCAAATGCTTCGGTGACTTTTGAGGAATATTTCACTT
TGAAGAGCGTGCTCAGGTTTCCAGCTGTGTAGAAGAGCTGGATCTGAAGACCTTTGTATC
CAAAAGCAATCTCATCATCTCCAAATACTTGATGGCTGAACTCTGGGTGAAATGTGGTGC
TATCATCATCAACATCCTCAGGAAAACGAACAACTTTGAGGGAAATTGCCTCGTTGGTAT
CACACTTGTATTCAGCAAGTTTCTTCTCCATAGCGTTAACTCCCGCCATTTCTAGACAGT
GTGTTGCACGGAGTTGTTTTTGCCCCAAAAGACCC
>CL1615Contig1
ACTGGATTCATCCCCGGACCGGAGCATCGAGCAGCGGCGCAGCCGGCACACCGACAGCCC
CCCTCCATCGCCTCGCTCGGATCACCGTCACCAGGCTCAGCGGACGCCCGGCCTCCCTCA
GCGTTACTTCAAGATGAAGATCGATACCAGTTTGACTATGCCCCTGCTCCCAGAGGCCCT
GTCCCAAGCCGGCCTCCAGTTTTCTGTAGCCACCGAAGAAGACTTTGATGAAATCATGGG
AATGAGCAAAGATATCTATGGTGGCCTCGACTACCTTCCTACTAGATACACCAGCTGGAT
GCAGGAGTCTAATCGTACAGTCATCCTGGCCCGTAAAGAGGGGAAAGTGATTGCTCTGGA
GTCGGTGGTCGTGATTGATGATGGCGAGACCATGCTGGTGGAAGGCCTGCGCGTTGCTCC
TCAGGAAAGGGGGAAGGGGGTGGCGGGAGTCCTGCTGCGCTTTTGCTCCGAGCTGATCAA
AGCCAAATACCCGGATGTCAAAGTGTGCCGTCTGACCCGCGATGACCAGCTCAGGCCCAA
AGACTTCGAGAAATACCGCATCATAACCAAACAGGGCATTCTGCTGGTGCGCTTCCGAGC
TGAAGAACTCAAACTGCGTCTGTCTGAGCTTGGTTTGAGTGGAGGTATCCACTCCTCTCT
TTGGCCCACCACCTCCAACGCCGGCCCTGTGCATCTTAACCACACCACCGTTGACCAGCT
CTACTTAACCACTGACCTGATGAAGGGGCTCCTTCCCAACGGCACCATCATCCAAGACTG
GCAGCCTTTCAAGATTCTGCGCAGCAACCTGGACATCCTGTTTAAGAAAGACATCGACTG
GTTGGTGGATGATGAGTCCAACCCTACAGTGGCCAGTCTCTGTACCTTTCCTTTCCCAGT
GCCGATTGGAGAAGACTGGTATTACCTGAACATCGACATGTTTGGAAAAGACCTGAACTT
GGCCCGGCAACAGTTCCTCTACCACCTGCAGCGTCACACCAGCACCTTGAAGGGCCACGT
GATGTGCCAAATGTTCCTGGACCCGCCCCTCTGGAAGCCCATGGCCGACTTCTGCCGCAA
TGCCCTGAAGGTTGAGCGGGTGAAGGAGTACAGGGAGCAGTGCGTGGTGGAGGCAGATGT
CATCTAGTGGAAGTGGGGGGAGGGGAAAGGGCCACAAGGAAGCCAATAGCATTCAGCTGA
AAAAAGAAGAAAAAACGCAACCCTCTTCATTGAGGAGATAGAAACTAAGCAAAGTCAATA
TTTTTACAAAGCAAAACTAGTACGAATGCAGTAGTTTTTTAAAAAGTTCAAACATGCATA
ATGAGAACATTTAATGTCATCGACTTCATTAGATTTGGGGTTTTCCGAAACCACACCTTG
CATGAAAGTCCCTGCATGAGAATTTAGCTTTAACACGACAGATTCCTTCAAAACAGCATC
AGTGTTAACACGAGGGCCAACGGTTGAGAAAAGAAAACAACAACAAAGGCTCCAACGACC
TCAAAATTATAGGATTTCATTTGAGTTTGGCATTATGTGAACACTATGGAGGGTTTTGTT
GCATTTTAGCTGCAAAAGCTTTGAGTAGAACGCCTAGCTCGTTAAAAAAAAGCCTCTACA
ACAGCTGTAGACCTAACCTAAAAACAGTTCAAACCTACAAATGCTCTTCCTTTAAAAAAA
AAA
>CL1616Contig1
GTATTTTCAGCACGTTACTAAACCGGTGAGTGGAGAACGAAGAGCAGCCCTATAAATCTC
GTTTTCGGTAGTGAAGAGGAGTTCAATAGCGATTAAACATAAAATGGAGAGGACGGTTAG
TCTACCGAACCAGCCTGAGAACACAACTAAAGTCACTCTGGTTGAGAGAAACCCGGCACC
CAGTGGGCTGGAACTGGTCAGCTCCTACCAGACCAACAGAGTGGGAGACCCCATGGATCT
GGTGGCTCTGGCAGGACAAGTACAGAAGGGAGACGAGTTTGTTAAAGCCAACGCTTGCAA
CAAGCTGACAGTGATTGCAGACCAGATCAGATATCTGCAGGAGCAGGCCAGGAAGGTTTT
GGAAGAAGCAAAAAGAGACGCAGACCTCCACCACGCCGCCTGCAACATTGTAAAGAAGCC
GGGGAACATGTATTTCCTCTACCAGCGTCCATCTGGACAGAAGTACTTCTCCATCATCTC
ACCTAAGGAGTGGGGACCAAGCTGCCCTCATCCGTTTTTAGGAGCGTTCAAACTTCAGCA
CGACATGTCCTGGACTCCTGTGGACGAGGTGGACAGGAGGGACGCAGAGATCGCCATCAT
GGACAAACTTCTGAGCCAAAAAATAGCCTTACCGTCTTACAACGGCCCCAACTTTAAAGG
CCTCACTGAATAAAAGTCTGCTGACAAGATAAAGAACTTTTAAGAATGGACAGAACTAAG
CCAAATAAAAGACTAAGAACATTTTTTTAAATAAAAATCACTAACATGGTGGTTGGTTAA



AGTTTTCTTTGACAAACCAGACCCTACAAGGTGTAAAGTTGACAGCTTTGATATATTTTT
AAGTCTTAATAGGTTTGTTTTGTTTTCAGAGCTTCTTCACCCACTGGGACAGTGTTCTGT
TCATCTGATAACAAGCTGCCATTTCAATATTTGAAACTACAGGAATAACGAAAAAACTAT
TTCCAGGTGTGAGGACTCAACATCAGGCCGGTCTTAATTTCCTCTCTAAAGACCCACCTC
AATAAAAACCGTGTTTCTACT
>CL1617Contig1
GGTTCCACATCCGCTTGACACGGNATTTCTTGTTTTTATGACCAAAGTCCAGGAGACAGA
TTCCTAAAGACAATATTACAATGCCTTTCGTGGAGCTCCAGACCAATTTACCTGGTTCCT
CGTTTAATGAGGATTTTTTGAAGAAGTTGTGTTCGTGCGTCGCTTCAACCTTAAGCAAAC
CAGAGGAGAGGATGAACGTGGTGGTGAAACCTGGGCTGCCGATGCTGATGGCTGGCTCTT
GCTCGCCGTGCGTCATTCTGTCGGTGGCGGCCATTTCTGTGACGGACTCTGCTGACAAGA
ACAAACAGCACAGTGCCAAGATCTTTGAGTTCCTAACTAAGGAGCTCAGTATGACTGAAG
ACAGGATTGTTATCAAGTTTGATGAGTTGCAGCCTCACCAAGTCGGGAAAAAGGGAACAG
TTATGAGCTTCCTGTGAAGATCACATCTTCTGTTCGCTCCGCTCCTCCTCATTCCTAAAA
AAAGTTAGATTTGTGTTCAGCACAAAAAGATATTATTGGAAAACATCCATAGCTTTTTAA
TTTTTTTTTTTGTAAAATAAATCTAGCATTAAAATACTTAANAAAAAAA
>CL1618Contig1
CCTCACCGGTCGTTCGTTGTTAGCCTCTCATTTTCCGGGATTTTGCGCCTCTGTAAAGGT
ATTTCAGAACCGCAGTCCCATTAAATGCGAAATACAGTTGATATGGTGGACGACCCAGAG
TATGAGGAGGAGGAGGAGCCTTCCTTCAGCGACCCGGAGGACTTCGTAGATGATGTCGAG
GATGAGGAGCTCCTTGAAGACATCTTGCGTGAGAAGCCTCAGGAAACGGACGGCATAGAC
TCTGTGGTGGTGGTGGACAACGTTCCTCAGGTGGGGCCGGAGCGGCTGGAGAAACTCAAG
AACGTCATTCACAAGATCTTCTCCAAGTTCGGCAAGATCACAACTGAATTTTATCCCGAA
GCTGATGGCACGACCAAAGGATACATCTTCTTGGAATATTCCTCTCCTAACCAGGCCTTG
GAGGCGGTGAAAAATGCGGATGGATACAAACTTGACAAACAGCATACATTCAGGGTCAAC
CTCTTCACTGACTTTGACAAGTACATGAACATCAGTGATGAGTGGGACCCTCCAGCAAAG
CAGCCCTTCAAAGACTTTGGGAATATGCGTCACTGGATAGAGGATCCAGACTGTCGTGAC
CAGTACAGTGTGATCTACGAGGCTGGAGAGAGGACTGCCATTTTCGCAAATGACGCCAAA
GAGCCAATTCTGGCTGAAGAAAGGGCGCGTTGGACAGAGACCTACGTTCGATGGTCTCCT
AAAGGCACCTACCTGGCCACCTTTCACCAACGTGGCATTGCATTGTGGGGCGGTGAGAAG
TTCAAGCAGATTCAGAGATTCAGCCACCAGGGCGTGTCCCTCATCGACTTCTCACCATGT
GAGAGGTATGTTGTGACCTTCAGTCCCTTGATGGACACTAAGGAGGACCCTCAGGCCATC
ATCATCTGGGACATTCTGACTGGACAGAAGAAGAGAGGCTTCCACTGCGAGAGCTCAGCA
CACTGGCCAATATTCAAGTGGAGCCACGACGGGAAGTTTTTTGCTAGAATGACTCAAGAC
ACTTTGAGCATCTATGAAACTCCATCAATGGGTTTGCTGGACAAGAAGAGTCTGAAGATT
AATGGGATCAAGGACTTCTCGTGGTCTCCTGGTGACAACATCATAGCTTTCTGGGTACCC
GAGGACAAGGACATCCCGGCAAGAGTGACTCTGATGCAGATGCCTTCCCGTCAGGAGATC
CGGGTCCGTAAC
>CL1619Contig1
GCCTCGTGCCGAATCGGCACGAGGATCAGGACTCCAAAAGCTGGAGTGGATCAAACCTAA
AAACTGAGGACAAAACCTTTTCTGGACCTTTGACATGAAGATTATTTAACCTCATATCCG
TTTGTCAGACATCCCATAATTTCTACATGTAGTAAAACTGATTTTCGTTGGTTTATTTTT
CTGTTTCTGCTTAAAAAAAAGTTTGAGAAGAAAAATAAAAATGTAACTGAACAAAAAAAA
AA
>CL1619Contig2
CACGAGGGTCCCCACAACCAACCCAGGACCTGCAGTGCACCTCCACCAAACGCCCCAGAG
AAGCAGGTACTTCTTCTGCCAGCAGCGTCAAGCCCGGAGAGCGGGGCGTCGCCAGAAAAA
CGGCTGAGGGAGGGGGCCGGTGAGGATGAAGGGCCCAGACAGAAGAACCGCCGGCGTTGT
TTCCACTGCCAAAGCAAACTGGAGCTGGTTCAGCAGGAGCTGGGGTCCTGCCGCTGCGGC
TTCGTCTTCTGCATGAGGCACCGCCTCCCAGAGCAGCACAACTGCCGGTTCGACCACCTG
GGCCGCGGCCGTCGGGACGCCATCCTGAAGATGGTGAAGCTGGAGCGGAAGGTGGGCCGC
TCCTGCCAGCGGATCGGAGAGGAGTGCTCCTGAGGACCAAGGGCTGCTGCTGCACCTCCT
GCAGATGCTGGCTTCTGTCTCCAGGAGAAATCCGGTTGAAGGACGGACTGGGATGTTTGG
GATTTCAGCCTCCAGTTCTCCGCTGTGGAGCTGCCCCCTCCCTATTCGTTCCCCATTCTT
GGATGATTTCTTGGACCCTCCCCCCGTCAGTCCCGACCTTTCCAGCTGAAGATCTGCCAG
CGTTGAGGAGGTTCTGCTTCTTCAGCACCGTGTGGTCATCAGGACTCCAAAAGCTGGAGT
GGATCAAACCTAAAAACTGAGGACAAAACCTTTTCTGGACCTTTGACATGAAGATTATTT
AACCTCATATCCGTTTGTCAGACATCCCATAATTTCTACATGTAGTAAAACTGATTTTCG
TTGGTTTATTTTTCTGTTTCTGCTTAAAAAAAAGTTTAAGAAAAATAAAAATGTAACTGA
ACATCCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL1619Contig3
GGCACGAGGGCCCTCCCCCACGTATGTCACACTGCTGCTTCGGAGCTTGTCCCCTGGCGG
CCCGGGGCCCCGCAGGTTCCTGAGCCGGAGTCATCGCAGGTGAAGCCGCGGACGTCCACC
GGAAGCTCCCGCTGCTGGGTTTTTCCTCCTGGAGCGGAGCTTTAAACCCCCGGAAGCTGG



AGCACACTTCCGCCTCTGTCCTCCGGACTTCAGAGGAAAAGGTTGGAACCAGCAGGCCCC
GGACTCATCCCCGGACTCGCGTATCCGCCTCCTCCGTGCGGGAGTGATGGGAGACACGAG
TGGACGCAGCGAAGCCGCGCTGCCGCCCCGCTGCCCCTGCGGGTTCTGGGGGTCCAGTAA
AACCTTGAACTTGTGCTCCAAATGTTTTGCTGACGTCCAGAAGAAGCAGCCAGAGGACGA
CTGCACCCCCCCATCCCCCCAAGGCCCCACCAGCAGCCAGCCTCTGACCCTGCCCTCCAC
GTCAGCTGGGGAGCCCATTTTCTCCAGCCTGAGAGAAAGGGGGGCTGTCCCCACAACCAA
CCCAGGACCTGCAGTGCACCTCCACCAAACGCCCCAGAGAAGCAGCGTCAAGCCCGGANA
GCGGGGCGTCGCCNGAAAAACGGCT
>CL1620Contig1
ATTTTTNTTTCTTCCATTTTTTCTCTTAAAAAAACATTTTTACATTAAGTATGAGTCAAT
TTGAATCACGATTATGCTCTCAGGTGTCTTTCAAAAATAAAAAAATAAAATATTGTTTCA
CAGTAGAATCAACTTGAATTAGATCTCAGTGTCCTCCTGTTCCTCACAGAGAAATGTCTT
GAATCAGTTTAAACCAATGGGTAGCTAGCTGCTGTGGCAATCCCGCACTGGTTGCTTTTG
TTCTTGGACATCTTGATATATCCCTGATCTCCCCATGTCAGACCCCAGCTGTTCTTCACC
AGCCAGTAGTCTTGGCCATTTTCTGAACCGTATCCCACAGCCAGGACACCGTGATCCAGT
TCTGAGCTGCTGCACTGAGGCTCATCATACAGTCCTGACTCATAAAGCTGGAAGGAAATG
TGAGATGCATCGATGCCCACAGAAATTGGTCCAATGGTGGCCACAGCCTCTTGCAGCGCA
TCCTCGTCACCTGAACTCACATCAACATAGCCGGTGCATGTGGCGCCGACTGCATCTGGT
TTGTAACGGCATTCCCCGTCCTCAGCCTCATAAGGGTAGGACTCCTCTGTGTCTATCCCT
CCAGTGGCTTGGATGTACCTAAAGGCATCATCCATCAGTCCACCGCCGCAGCCCATGTTC
CCATAGTCACCAGAGCAGTCAACCAGCTGCTGCTCACTCAGAGAAACCAACTTGCCGGTC
TTCCTGAAGGTCTGGCCCTCCAGCGATCCAGTAGCACTGAAAGCCCAGCAGGAGCCGCAC
TGCTTCTGGTCCTTCACGTCAGTGACATATCCTTTGTCCCGCCAGTCAACAGCGGCAGGC
AGGTCTTTGTTTTCAGGCAGACGGAAAAAGGTGGAACCTCGGCGGGGCAGAGAGGCATTG
AAGGAGCCCAGGCAGCCCTGAGAGATCAGGCGCTTGTACTCCTCATTTTCCATGTCAGCA
AAGTAAGTCATGCCGAGGCGATACGACTTGATGCCCTGATCTGCCAAGATGTTGTGCACC
AGCACCAGTTTACGGTTGTTCAGCCAGGTCTGCCTTCGCTGAGCCTCCTCCGTTGGAGAG
CTGTAAGTCCTCCCAAACTTCAGCCTCCAGGCGTGGAACTCCAGGTCCTCCAGAGACAGG
CTGGCACAGTTGGCCACGGCTAGAACAGCAGCTACAGCGAGCAGCACCTTCATCCTTTCT
GCTTGTTTGTCAGTGTGGACAAAGAAGACTGCTTAAACCCCTTGCTGGTCCCCGGCCATA
AGGCCCGGGTTAA
>CL1621Contig1
ATGGCCTTTCCAACCTCCCCTCAGTTCACGCAGGTCCTTTCGGCAGCACAAGGGAAGCAG
GGAAGGGGCGCTAAGATATAAAAGGCAGGACAGGAACTAGACGCCTCCAGGAGCGCAGCA
CTTCCAGGCGCGCAGTGGTTCCAAGAGCGCAGCAGTTGCAGGCGCGCGCAACGCGGAGCG
CCGCCGGATTAGAGTTTGACGCCTCTGTCTCCTGACGGCGTGGGGCTGACAGCTCCAATG
ATTTCCTCTGAGAGCCTGACGCCAGTCGAATGAGATGCCATAATTGCTTTTGGTTTCTTT
TTTCATCCGTGGAATCCCGACAGTGAAACTTTGAGACTGTGGATGACAGTGACAGCAGAG
GCAGAGGGCTTTACGCTGAAGTGTCCCAGGATGGAGCTGAGGAGCGCGTGGCGCGTGCTT
CTCTTCCCGATTCAAATGCTGTATCACATCCTGAAGGCGAGTCTCTGCTCGCTCTTACCA
AGCAGAAAGAAGGACTTGAGCAAAGAGGTGGTGCTGATCACGGGCGGAGGTCGAGGCATC
GGTCGACACCTGGCCAAGGAGTTTGCCAAGCAGGGAGCCAAAAAGGTGATCTTATGGGGC
AGAACAGAGAAGACTCTGAAAGAGACAGCAGAGGAGATCGCCCTCTCGGGTACTGAGAGC
CATTACTTCCAGTGTGACGTGGCCAACAAAGAAGAAGTTTACAAGCAAGCCAAGTTGGTG
AGAGAAAAGGTGGGAGATGTCACAATATTAGTGAACAACGCGGCCGTCGTCCACGGCAAA
GGTCTGATGAGCAGCGACGACAACGCCCTTCTGAAAACCCAGCATGTCAACACTCTGGGG
CAGTTCTGGACGACAAAAGCCTTCCTCCCTCGGATGCTGGAGCTGCAGCACGGTCACGTC
GTCTGCATTAACTCCATCCTGTCTCAGTCTCCCATCCCGGGGGTCATAGATTACTGCACC
TCCAAGGCGTCCTCGCTGGCGTTCATGGAGAGCCTGACGCTGGGCCTCCTGGACTGTCCG
GGCGTCAGCTGCACCACGGTGCTTCCCTTCCACACCAACACAGAGATGTTCCAGGGCATG
AGGATCAGGTTTCCTCAGCTTTTTCCACCTCTAAAGCCTGAAGTAGTTGCTCAAAAGACT
GTTGATGCTGTCAGAACCAACAAGGCCTTCATTTACCTGCCCTGGACAATGCATGCCCTT
GTCATCCTCAAAAGCTTCATGCCACAAGTTGCTCTTGAAGAAATCCAGAAGTTTACTGGG
AGTTATACCTGCATGAACACATTCAAAGGGAACACATGAAGCTGGCTTGCTTGCATTGAG
AGAAAGCTCCGGAAGGTAATGAAAGGAAAATGGACCTCAAGGATTTAAAAGTGGGAGAAT
TGACCCATAATTCAACACACTGCGGACATACAGGGCTGTTCCATCTGCAGATAAGCGTCA
GTGCATCCTGAACTCGTGTGCACATGCAACCATACAGGTTTTGTGTAGTATAGATGCCAG
AATCCAAGCCTCAAGCCATAGGTGTGTAACAGTAGTTATTTTGGAGGGCTTTTGTGACAC
CAGTTTGCTATTTTTACAGTTCCCTTTTATTCTGTTTTTAATGTGTCTTATCTGAAC
>CL1622Contig1
CTCATACTTTATTGAGTCTTTATGGAAAACATAACATTCAAATTAGGGTATTAATAATAA
AGTTATAATAACATCACATATCTGTATGGGATTAAGGTTTCTTTCAAAATTCCTAAATTT
TAATACATTTTCTGAAACCATCAATAAAAAAGTAAACATTCTAGTTACGGAAAATGCACT
AAAAACATAAAACCCTGCTTTCAAAAACTTGGAACAGGTACAACAGTTTTAAGTGGAAAG



TTAATAGTTAAAATTAGCATCAAGCTAGGAGAGTGATCTGAAAAAAGTAATTAATTAATA
AATACGTTTTGAAAAACACTACAGCTGCAAGCATCAATGGACACATCATCATTGGTCATT
GCTCCACAGCACTCTTAAAAAAGAGCAGAATGATACAGTAAAATATTTTTGTTGAGAGTT
TTGCAACTATTGATGACTTTAGTGGGTCTCATTTGTTTATAGAACCAGGTTGTGGGTTGA
CAGCTGTGTCCTTGGCTTCAAATCTCCTTCCTTGGATCTCATGCAAATCTTGAGTAGGGA
TTTGGTCCATTGAGGCCATATTTCTGTCGGATTTCCTGATGTCTCTGTTTCATCTCTGCA
GTCCTTTGCTCCTGCTTGGTCTTTGCCTTATCGCCTCTTCTCTGCATTTTGTTTTCAAAT
CTTGTGGATCCAAAGCTCTCACACTTGCAGCAACAGAACATGCACACCAGGAGAGCAATG
ATGATTACGCCACCAAGCACTGCCAGCGTGATGATCAGGGTCTGAAAATTCATCATGCAG
AGCCCCCAGCGTGCATCATTCAGTGGGCAAAGAGCATGGGGTGGAAGGATGGTCTTCGCT
GGATAAGTTACACATGACTTGGTTTTAATGCACCACAAGCACGAGACATTTTTCAGACAT
TCCTCACAGTTTGTAGCATTTTTCTTCTCGCACACGTCATCAGGTGAGGACTGAGCAAGA
ACTGACGCCAAGCCGAAAACAAGCAGGAGAGCAGCGAGTAAAACCCGAGAATCCATCATT
CCAAGACAGACGCACAGGACGCAGACCACTCGCAGCGTCGTTCCTATGAACTGTACAATC
GACAAGACGAAGGAAAACGAGAATCCAGAGAGAGAAACGTTTGGTCCTCTCGACAACAGG
AACTCCAAAGCGAACGTGCCCAGAAGGAACTCCCCGGCCATAAGGCCCGGG
>CL1623Contig1
TTTTTTTTTTCGGTAACAACCAATTTTATTTCATGATACACAGGCTATAATTTCATAAAT
AAACAGATTCAGAATCCTTACCCACATAACCCTTGTCATTTGTTGGAGCTGCCGAATAAC
AAAATGGTTCAGGTGAAATGATGGTGTAATCCTGCGAGTATTACCTATTGCTTCCAAATG
TTACCTTTAAAACATGATACAAAAAGTTGAGCACACAGCTTTAGAAAAATATCAAAATAG
AAACAAAACCCCCTCAAAAATGGTTGCAGCCCAACATCACCTCTGCTGAATCCTCCTTGC
TTCCGGCAGGTTACGCAGCTCCATCTGCTAAAACTACAATGCCTTTTTGTATTCAAAGGC
AGAACTTTATTGACAAGAATCAATTAATTTCACTTAAATGGTCTGGATTCTGTCTTCTTT
GGAGCTTTTTAATGTCTGCACATACATGAAGTGGGCTATGTGGGTGCAGTGCAACCGCCA
GTCCAATATGGAGGACCGAAGGATCAGAAATCTTACAAAAGATAAAAACTGAAAACCTAA
ATGAGAAGCACAGCAGATACCTAAACCCTAGCATACGTAAAAGCAAATAGGCAAATGTTA
TGAATGGAAATAAAGAAAACTATTATAAAAACACTGCAATTTTACTTTCCTTGTGGAATC
TTTGTCAAATACATGACATAATACTTCATTTTTATTTTGCCATTAAAGATTTTATGTTGA
GAAATTTATGTTTTTGACTTCTTAGTAAACTAAAATTACCTGTAGTTTGGGTCACGTTGT
GCGAATATGAACAAATCAGCCACAAGAATAAAGAAGAAAAAAAAAGTTTAACATAATCTT
TTTCATGCTGTGACCTGATTACAACATGCCCCTCCCCATCAACAAATCAGAACCTGAGCA
CCATAGACAGAAATGACCCACTACACTACAGCTACAAAGCAAAAGTGTATAGAACTCATA
CAGAACATGGGAGGGGCAGTGGGAGTAGAAATGCAGCGTTGTGCGAGAAAACAGGAACAT
GGGAGGGCACTAAGTGCTAACGAGTGTCCAGGCACTTCACCGTCAGAAAAACACCTAGCA
CAGAGCGCGAGATAAAAACTACAGTATGACTGTCAAAACTACCACCATGCATGGTTCGAG
TGGCCTCTCCACACCGCACTCATTTTCTACGTGGAAGAGTTAAAACACACAAAGACACAA
ACGATTCACATATTAAAACCATTAAAATTAGTCTCTTTTGACTGCCACAGAACAGTGTTA
TCCAAAAGCTACTGCTGGAGTACACCTCCCTCTTGT
>CL1624Contig1
TTTTTTTTTTCAAAATCAAAGCGTATCAAAGCTTTTATTCTGAAATCTACATTACAAACG
CTGTTAGTCTTGGAGCTTGACGATAATGAAATAAAGTTTAGGAGGTCGTTCCTTCACATT
CAGATTGGACATACAAATATAGATATCTTTATAAAAATAGAAATGTACGAACAGGAAGAC
TAGTGAACATTTCTGGATTCATATTTCATTAATCGTACAAAGATGTAATTAAATTAAACA
TTTTTTAAAGTTAATTCAAGTCACTAAACAGAATTTTTCCCTTAAACACCACAGAGGGAG
GAGTTATCCTGAGACCAGACTGAGGGGAGAAACACCCTCCCTGGTGAAATAGCCCTTTAC
TGTTAGAGGTCAAAGGTCATAGCAGTTTCTTTGGACTGGATGGATTAAACCAATCAGACG
AGGAGGGCGTGGCTTAAACTTACTGAAGCAAAAAACCTCTAATAGCCTCAAACATCAGAG
TGTTGCAGAACAAAATCAAAAGTAAACACAAGTGGGGTGGACGTCCCGACCCGCTGGAGT
TACTGCGAGTCGATGGAGGAAGACGATGATGGCCTGAAGCTCTGGCAGCAGCTGCTGAAG
AAAAACCCTCAGGTGGAGTTTAAGAGTAGTTTGATGGTTGAAGGTTCAGACGAGTCCTCC
AGAGACTGCAGGAAGTTCTCCTCCTCACTTCAGAGACCCATGATGTGGTTGATATGACCC
GGCTCTCCTCCGAGACATCGGGCGCAGCAGATGGTAGGAGGTCTGAGATGAACGGCACGA
ACCTGCTCCTGCTGACTGGTCACCGTGGCAACGCAGGACGTCTCCATGGGACACTCCGCC
AGCTGCAGAGCCGCCTCCATGCACAGTCGCTTCTGCACTGGTTTACAACTCCAAAGCTCC
GCCCCCTCCTCCAGGAACCGCCTCTTCAGCAGGTTAGCGCCTTCCATGCTAACATGTAGC
TTACTGGCAGGAAAACTTTCGCGTTCGCGCAGTGACCGGAAGCTGGCTGTGTTTACTGCC
GGTATACAAACAAATCCCCGTGAAACCGGGCGGGTCACCGGTTAGCCACTCGCCAGGCGA
CTGTGGGCTTCCCTGCAGCTCTGGGTCACGGAACC
>CL1625Contig1
AGAGTGTTGACTTCAGACTCAGAAGACTGCAGTCTGAACTGAAGCGCTGGAGACTCAGAC
ATCATGTCTGCAAGAATTCTCCTCCTTGCCCTCTTTCTGTGTGGACTGAATGCATCCAGG
GATGAATCTTCTGTAAACCAGGAGTTATCCAACATATTCAACGAGCTGTGGCGCTTGGAT
CTGAACCGGATGACGCCTGGGATTGATTACAACATCTCTGTTCAGAACAAAGCCGGGTTT



GTGACCCAGGGCAGCACTGTGGTGAGGGATCAAGCCCCACAGCCTCTGTTCTCCAGTGTT
GATGAGGATAAAATGAAGAGGACAACCACTTTTTTTCTCCTCATGAAACTCCTGGACAAC
TATGAGCGGTCTGCCAGTGTGTCCGAGCAATACACGCCAGAGGAGATCACAGAAATCAGC
CTCTTCCTGGATGCTGTTCTGGAAACTCAAGTCATGAAGAGAGCTCATAAGTACCTGGTG
AGCAAAGGAAAGTCCAGCTCAGATCTAACAACCTTCAAGAATCAACTTAATTGGATCTGG
TTCCATCTCTACAACCGTCAGAGAGACACCGGCCCAGACTCCTGCGGATTTGAACACGTC
TTTGTCGGGGAGACCAGAACCGGATCGGAAATCGCTGGTTTTCACAACTGGGTGCAGTTC
TACCTGCAAGAAAAAAACACTCATTTGGACTACAAAGGGTTCAAGGCCGGGCATCAAGAC
TCCCCTGATTCAGACGACCACGTTCTGAACCTCCAGTTCAGCTGGCACGGCGCAGTCAAG
CCCGTTGGAAGTGCTTTCATCGGGACCAGCCCTGAGTTTGAGATGGCCGTCTTCACCATC
GTCTTTCTGATGAACACAGAGAGAAGCACCAAGGTGGTGGTCGACATCGACCAGTGTCAG
CTGGAGCTGCTGGTGGTCCGACATGGCAATTCCATTGGGACAGCATTTCCCAAACTACTC
AGCAGCAACAGCAGGCATGTCCGTCAGCAGTCTCACTGATGCCCTCCAGCAGAGAGTTTT
CACCTTCTTCTGTGCTTTTATATTAACAAGCATGATGATTATTACACATATGATTGATGG
AATAATCATTTGTGACAGCAGCTAATTTTGAACATTTTGAAGGAAATCAGTTTTTTTAAT
TCTAAATGATCCTTGTAATTGCCTCACGGGGCTGCAGTACAAAGGAATCCCACTCAGAGG
TGCAATAAATAAACGTCACTTTCAAAAAATGCTAACTTTTGTTGCTGCACCATCAGTTAA
GTTTCAACGCTTGAAACATTATAGTGTGTTTCTGTGCTAAAAATCTCTAAATCTGAAATG
TAGGAAACCTTTGTTGTTGTTTTT
>CL1626Contig1
GTTTTCACTTNATCTCCAAAAATCAAACACTCACACATAAAAACAACATTTTAAACTGAA
TGTGACATTTTCAAGAGATAAAAACAAGGAATGTGGGACCAAAAGGAGTGGAAAAGCCAA
CAAAGCATGAACTGAGCCTGAACCCTCCAGTGTCGTTATTTTAACTAAAATACAAAACCT
AATGACATTTCAGTAAAATTCTGTGGTGGGCAAATACATATGTAAGACACTGAAATTTAA
CTACAAGAGTCTATAAAAGTAAAGGAATACTGAAGATGGAGACACTGGTTTGTTTTCTCA
AACAGGAGTGTTTCATCCCCTTCAAACAAAATGGAAAAGTAACAAATAACAAGGACTGGA
TGAACAAGGAGGTAAAAATAACATTCATTATCATCACAATCCTCATATTAACTTAAAATA
TTGTCCTAAATCTTTCCTGATCTTTTGGATGTTGATCATCTGAGTCCAGAATAAAATATC
AAAACTGGACAAAGAAGATCCCCCTTTTCAAACTTTCCACGCAATGCTCTCATTGCGTCC
CATGTTTTTACATGAAGCTGCTGTGTTTGCAGCCTTTTGATCCTGAATCCACAACATTTT
ATAATTTCTTTTCTTTAAGTACACCTAGTCTCATCATAGTTCATCATGATCAGCGGCCTC
ATCTGTTTTGAGTTTGAACTCTTCCTCTGTGATCTTCCCGTCTCCGTTTCGGTCCTGGTT
GGAGAACATGTTGTCAATGATCCGGTAAGGATCGAAGCCGGGAGCCAGGCGACCTTTCCC
GTCATTCACNTGCTGCATGATGTAGTCGGTAAACTCGGAGGCCTCCACCTGGCCATCTGT
GTTTTTGTCCATCTCCAAAAAAAGGTCGGGGGAAACCTCGTCATTCCAGATAAACATGTA
GCCTTCAGGAAGTCCCTCCTCCATGTCAATCAACTCGATGTCAAACACCAGCACAGCACT
GCCTGGGACCTCACCAGTGACTCCTCTCTCTCCATATCCCAGGTGAGGTGGGATAACAAT
GTGCCTTTTCTCTCCCACACACATGTCCAACAAGCCATCCTCCATTCCAGGCACCACCTG
GTTGGCTCCCAGGACGATGTTGTACGTTTTTCCATAGTTGTAAGTGGAATCAATAGAGGT
TCCATCCATCAAAGAGGCGTTATAGTGATATTTCACAAAGTCTCCTTTCTTGGTGAGCTT
TTCACACACTTGTGGCTTGAAAGTGACAGTCACCTTGGTTTTGTCTGACGGGTTGTGAAA
GTCAATGATATGAATGTCGAACACCAGCACAGCTGATCCAGGGATTTTAGTGCCTGTTCC
CTCTTCTCCGTAGCCCAGGTGGGGGGGGATAGTAATACTGCGTCTCTCTCCGACACAGAC
TCCGATCAGAGCCTCATCCATTCCGGCAATCACATATCCTCGACCCACATAGGTGTCGTA
CGTTCGGTTTCTAGAATAGCTTGAATCAAAAAAAGTCCCATCTAGCAGGCTGCCATTGAA
GTGGTAACGAACAAAGTCTCCAGCCACAGTCTTTCTGCTACAGGGTTCAGGAATGGCCTG
ATTGGTCACTGTGATCCCATCTTTGGGATTGTGCAGGTCCAGGAGGACCACATCAAACAC
CAGAGACGCCTGTCCTGGAATGTCGCTGCCGTCTCCATTCTCCCCGTATCCGAGAGAAGG
GGGCATCGTGATGATGCGCCGTTCTCCAACACACATCCCCAGCAGCCCCTGATCCATGCC
AGCAATCAGCCAGCCGATCCCCACGTAGGTGTCGTAGGTACGCATGCGGGTGTGACTTGA
ATCAAAAAGAGTTCCGTCCAGCAGGGTGCCATTGTAGTGATAACGGACAAAGTCGGAAAC
CTCCACCTTNCCTGGAGCAGACGGAGGGTCTGTAGTAAGTGTTGATCTGCACGCCGTCCT
CTGGGTTCCACACATCCAGCAGCAGAACGTCAAAGTGGAGGATGGAGTCTGGAGGGATGA
TTTCACCGTATCCTTGCTTTCCGTAAGCCAGCTCAGGCGGGATCTTGATCAGTCTCCTCT
CATTGATGCACATCCCCACCAGGGCTCTGTCCATCCCTTCAATCAGCTGCTTCTTGCCAA
CAAACACATTGTAGGTGCTTCCACGATCATAGCTTGAATCGAACTTTTTCCCGTCCGGGA
ACATGCCGATATAATGATACCTGACGAAATCCCCCACTTTGACCGCGCGCACACATTTTT
CAGGAAACGAACGTTTTTCTCAATGACTAGGTCGTCTAACGGTACCGGAGGAGCGTCGCA
GGCGGCGAACGTCACCAGGAACGAAAGTGACAAGCATGCTCTGCACGCACTTGAGCATTT
TCAACGCCAAAAAGTGGGGAAATCTTCAAACTTGAAATTTTCCAGGGGGAAAAAGGTCGT
GCGTAGTGGCTTTCCGCTCCCCGGTACTTTGAAATCCTCTACTCAGTCCCCGGCCATAAG
GCCCGGGTTAA
>CL1627Contig1
CACTTAGTTTTTTTTTTCTTCTTGCTGCTCAAGCATGAAAACAGAAATTCGGACCGCTCC



CCTAGTCGCCGAGTGCGTTACGACAGCTCAGCCTCATTTGCTCGGTAAGACCAGTCAGTG
CCAGTGTGAAGGTACTGTTACCCCGTCATTCACGCCGTGATGGACAACCAACCTCTTGCT
TCAAAATTTTGGCAAATGCTGCAGAGGCCGTCGAGGAGGATTCATTCTTTTGTTTTGTTT
TTTCTTCAAATCTTTTTATTGTTGGTTTCCTAAACTAAACTTCCTCCTACATTAAATTTG
TGGAAAAATAAAGAACAGCAGCCCCTC
>CL1627Contig2
ACTAGGGGAGCGGTCCGAANTTNTGTTTTCATGCNTGAGCAGCNAGAAGAAAAAAAAAAA
ACTAGTGTAACTTTGAATGTCACGGCTTTGCTTAGCGAGACAGAGAGGGAGCCAAAGAGC
AGACAGCATGCAGCGATGAAGATAGGCTCGCAGAGCTTTCCGACTCCTTCACGTGACTAA
ACGGACCGCCATCGTCAAAGGGTGAACAGCAGATGACGTCAGTGGTTGAGGAAAACCTGG
TTTGTGTTTGCTTTGTGTCCGGTGTGTGTCCTGCTCAGTCTGTCATACTGTAACTAAAAT
GCAAACTCATGAAGTAAACTTAGTGCAGCTCGTCCCTCTCATGTGCTGATGTGCTTTCTT
AAAGAAATTAAACGTTTTTGGACACCTAATTCTTATTGTCAGTATTGTCTTTACTGTAAC
AATTTCTATTGGCTCCTGATGTTGGTGGGGAACAACCTTATGGCAAAATAATAAAAAAAT
AGAGTATTGAATTGTGGTGACTGAAAGTGATTTTTCAGAGGCAGAACAACTGAAAGAAGC
GGCGCCTAAAACCCCGGAGCAGAATTAAAAAACAAAGTCTAAATGTGATCAGAGCACGTC
CACACTGTTAAGGTGGAAGTTGTACGAGCTGATTGGAGGTTTGTGGACTGACTGTCATCT
TCTCCATGGAGGAAATGCACCTGCATATTATTCTGTCTCTTCAATAAAAGATGATACCTG
CTCCAATATTCTTCATAGTACAATATTGTGCATGCTGGTGATGTATTTATACAGTAACTC
AATTTATTAACTTATTCTGTAGATGTTATGTATTCATATGAACATGGAATTATTTGACCT
TAACCAGATTCTTTTCTATTTATTTCTTCCTAAATGCAACTGATCTTTTAATCTGTGTTT
TCTTTACTCCATTTGCTGAAGTACGCTATACCAGAACAGTGATGTAACAA
>CL1628Contig1
TTTTTTTTNTGAGATTTGGTATTTATTTAGTATAATAAAGACGTTGGAAATTAAGCACAA
TGTATAATAAACTATTTATATACAGACATTAAAAAGAGCTTAGAAATTTTAATTCACAAG
TAAGTAGAAATTTAAGGCGGAGCTGTGAAAATCATTGGACTTATAACTGACACTACAATG
AAAGTTACAGCTGAGTATTTCTGTGATCCGGTCAAGGTCTTTACAGCACAATCTTGAATG
AGCTGACAAAATCTGGTGATCTTGAAATGACATGCTGAAATTCAGAGAGGTTCACGGTTC
CATCCTTGTCAATGTCTGACTCTTCAAGAATGTTGTCGATGAGCTGTTTCATCTCATCAG
GAGTTAGGCTTGTATCCCCTGTCCCACCAGTCAAGCAGTTAACCAGTTTCTCCAGATCCT
GACGACCAAGGGTCCCATCATCGTCAAAGTCAAAAATACGGAATGCATAGTGAGATTTGA
TTTCCAGAGTCGCTGAATCGCTGAAGGCACTCAAAAGATCGAGGAAGTCGTCAAAGTTGA
GGCTTCCATCGTGGCTGTCAGATGTGGAGAACACCTTGCAGATTCTCTCGTTGAAAGGGT
TGGTCTTGAGTTCAGGCAGCTCCAGGATGGCGTTCATGGGAATTCTGTAACTTATACCGT
TTGTTTCCTCCTTCGGTAGCAGCTCGCTAAATCTCTTATAAGCAAGAAGAATTTCTTGCT
TTGTTAGGAAGGTTAGCTCTTGATATTCGGATAACATCCCTTTATCGAGTTGACTGGCTG
TGGTTCCCATCTTCAGCTTTTTAAACTGGAAAAAGTCGCTTTTAGTTTTGTTTTGGTAGT
TTCAACTACAAAACACTCGAAGTGAGATCGCATTACCTACTTCCGCCTCGTGCCAA
>CL1629Contig1
TACGGATTGACTCAAACTGCTGAGATTAGTAGGAATCATGGATTTAATGATTTGAAAGTA
ACAAGGCCGTTGATTCAAAGCAGAATTGAGCAGCTGATGATTCAAATACTTGAGTCTAAT
GTGCAACTAGCTAAAGCAGACATAGATCTCTCCTTCTTCCTCTTTCCCTACTCTTCCTCA
CCCATATCATGGAGCATCAACTGCTTTACGTGTAGTTCATGCTCTTCCTGTAGACATCTG
TGTGATGTTCTGTTGTCTGTTTCTACGTGTATTGGGTTTAAATAATGGGGTCCCTCGTCG
TCAGTCCAGGCCTAACCTGTCTCCTCTAAGTGGAATGTGCTCCAAGAACTGGGTTTTGCT
CTTGGATTTATCATAAACGCACAAAAAGAGATGCAGATACTGGTGGTTAAAGTTCCCCTA
AATGTTTTCTTCCCTCTTCTGCATCAGTGGTTGACCTTAAGCAAGTCACCAGAACAATCC
CTGCACTCCTGACCTGCTGCTGAAGCAATCAGCTGGTTGTGTTTCGACATCATCCAAGCT
TCTTGTCTGTGATGTCTGGTGACCTATATTTAAAAATGGCACCAGTTTAGTTTTTAACAG
CGTTTTGTGTAAGAAGCAATTTTAGACGCCAAAGATTTTCCACCTGAGGTTTGGATTAAC
TTGCAAAAAATTGAACATAAAACATGGAAACCAAAGAGTTAAAAGGATTTGAAATGCTCT
AAATGTATCTCCTGGACTAAAATCCAAGCAAATTGTGAAACACAGCTGGACAGTTTGTGT
CGTCTTTTAACGTCTACAGTATGAAGTGGAGCTGTTTCCTAGTTAACTCTGATGCTGGAC
TTTGTTTTTCTGTGGGACTGTTCTGCACTAGCTCCCCCTTGTGGTGTCGTTGCAGTAGTA
CACTGTCTGTTTTGTTGTTTTCTCTGTGATGGTACACCTTCTGTCTCGTCCAGAACGCGG
GCTGCTTGGCTGGTGTTGTACAGAGAAACCGGCTTGTTTACACGGCCTGCTGAGGTGAGA
TTGAAGAGCTTCTCCTCTAAAGTCAGTCTGTCGGCGTGTTGCATAATGTTCAAAAGTGCC
TCTTTGTCATCCATGCACCCTTTCACCTCCCATCTGTCTTTTTCTGTAACGTCTTATTTA
GCTCCTCATGGAAACTGTTTCAATAAACGATCTTTTGTG
>CL1630Contig1
TTTTTGAGTAGCAGCATTCGTTTATTGTGGGTGTTAATGAGTGCGGATGGAGGAGCGGCA
CCAAAATAATGCATAATTGCAGCGTAGGGTTTGCTTCAAACAGAAAAAAGGGTCTGCAAA
TTTACCAAGAGTCGGAAAATAAGAAATTAGAAAGCCAACTACACTGTTTTCATGCTGAAC
ATATATTAAACTGGATTTAAAAATCTAAGTCCATCTTGCATTCACTTGCTTTTAAAAATC



ATATTAGGTTTTTTTATTTTTGTTTTGACTTCTTAACGTCTGGCTCCACAATCTTTTGTC
CGGTGAGGAAGTTCCACACACCGCCTCGGTAGAACTCGTTCCCGAATGAGTAGAGGAGAG
CGTTGAAGAAGGGGTTTGTCTTTGCAATGACAGGAAGCAACATTCGCAGCTTCGGAGAGA
CGAGTTTGACATTTTCAAAGCAGGCGTAGATACACATGAGGACGTATGGACCCCAGCACA
TTAGCATAACCCTTAAGGGCAAGCTAGTGTTAAACCTGTAGTAGTGGATCTTCTTGAAGT
GTTTGTAGATGGCATCGTAGCATGACAACATGATGAAAGCCGGGAACATCAGGTAGAAGA
ACACCAGAGACAGCATGTAGGTGATGTAGTCCCGATCTCCTTTGGTGTAGTCCAGAGTGC
AGCCAATCCTCATAGGCTCAAAGTCATAGACGCCCCAACCCATAAGTGGAAAAGCAGACC
ATAAAATTGAGAGGATCCAGATGATGAGGCTTATTGTTATAGATGTGCTCCAGAAGAGCT
TCTGCCTGGTGCAGTATTGGTGATATCTGTCCCAAGCAATTGCAGCCATGAAACTGATGG
AAGCCAGAACTGATATCATCCCTTGGAAGCCGTGATAGTCACAACCTTCCTGGCCAAAGG
GCCAGTACCTGAGATAACTCGCATAAGCAGCAGTGAGCCCATTTATATTCAAGCTGATGT
CAGCCAGTGCCAGATTGAAAACGAGGAAGCTGCTGGGACTTCTCATCTCCTTAACTCTGA
GGAAGGCCAGGATGCTGATGGCGTTGAGGAAGAATCCTAACAGGCCCCCAACTAGAAGCG
CAGAGCCGAATGTAAACATGTCAAAGTCCGTGAATCCCTCCGGTAATGTGTGCGTCCCCA
TGGTTGGATGGATGCACAGCCACACGTTTGCGTAAAACACAGCTCCTTCTCTATGAGTAT
AAAGCTTCTCTGCTTCGCTTTATAAAGGACCTCTTCTCACGTGAAAAAGCATAAGGGTCT
TATTTCGGCCACCCCCCCCTCAAACTCCCCCGTTTGCAATCCTCCCAGGAATGTACTAAC
GAGCACACGTCCTGCAAACTTTCTGCAGCTGGTTGCTGCGCAGCGACGTTTCTCTGCCCC
CGGCCATA
>CL1631Contig1
CGGCACGAGGCTAAGCTGCACATCGTGTAACGTTCAGGAACAACATTCGCGGTGGAGCAT
TTAAACGTAAACATTGAAGAGCAACGCGAGGAGCATTTATTGCGGAAGCTGCAAGTGCGC
AATCAGCGGGTCAGGTGTGATCTACACAAAAATGAATTCCCAAATCCGCCAAAACTTCGA
CCAGGACTGTGAAGCTGCCATCAACAGACAGATAAACTTGGAACTGTATGCTTCCTATGT
TTATCTTTCCATGGCCTACTATTTTGAAAGGGACGATAAACATTTACCCAATTTTGCTAA
GTTCTTTAACTCCCAGTCCAAAGAGGAGCGAGAGCATGCAGAGAAGCTGATGAGTCTGCA
GAACAAGCGTGGAGGCCGGATTTTTCTGCAAGACATCAAAAAACCCGATAGGGATGAATG
GGGCAGCAGCCTAGAGGCTTTGGAGTGTGCCCTGCAGCTGGAGAAAAGTGTAAACCAATC
CTTACTTGACCTTCAGAAATTGGCTACAGATCATGGCGATCCTCATATGTGTGACTTCAT
TGAAACCCACTTTCTGGATGAGCAGGTGAAGTCCATCAAACAACTGGCAGACTGGATCTC
AAACCTGCGGCGAATGGGAGCCCCTCAGAACGGCATGGCTGAATATCTCTTCGACAAACA
CACCATGGACAAGGAGGCCAGTTAAATCCGAACGGCGGCGTCCACAATGCATGCAGGCTG
CACTCATTTGCTGGGAGTTTGGAAGTTCCTGTGTTAATGCTTCATATAAATAATAGAAGG
TCTACCTAAATAAAAGCAATACAAACCTTTAAATCAAAGCTGCTTATGTATTATTTAGAA
TATTTTGTGTCTCGAGCAGTACCTGTTTGGGAGCTGCACTGCCAAGAAATATATTCATGT
GATGAACATAAATGTAATGGAGAAATGCAATAATAATAATAAAACAGAATTATCAGGAAA
TAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAANCCNAAAAAAAAA
>CL1632Contig1
GGCTGTAAAAACTGTAGTTAAGGCCCCCAGGCAAAGGCAGGTGGATAAGACCACGGGGTT
ATTGTCCATTAAAGGGTTAAGTCGAATGAGAAGGAAAATGCCTGCGACAACCATCGTGCT
AGAATGCAATAGGGCAGAGACCGGTGTAGGGCCCTCTATAGCTGAGGGGAGTCAGGGGTG
AAGGCCGAATTGGGCAGATTTACCAGTTGCGGCTAAGACAAGGCCAAGTAGTGGTAGGGT
CAGGTTGTGGTTTGTACTTGTGGAGAATAATTGTTGTATTTCTCAGGAGTTAATATTTAC
TGCCATTCATGCCATGGCTAGAATTAAACCGACATCCCCCACTCGGTTGTATACTACAGC
TTGGAGGGCTGCGGTGTTGGCGTCCGCTCGCCCAAATCATCAGCCGATTAGTAGGAAAGA
TATAATACCAACGCCCTCCCAGCCAATAAAAAGTTGAAATATGTTGTTGGCTGTGACTAG
GATAATTATAGCAATCAGAAAGATAAGAAGGTATTTAAAGAATCGGTTTATATTAGGGTC
ATTATGCATATATCAGGATGCAAACTCTAGAATAGACCATGTAACGTAGAGTGCCACGGG
GGTAAATACGATAGAGTATAGGTCAAATTTAAAACTAACATTAATATTGAATATTAATGT
ATTTATTCATTCCCAGTTCGTTATAATAACTTCGACCCCATCGTTGAGGAAAATGAATAG
GGGGAGTAGACTTACAAAAAAGGCCATTTTGACTGCGTTCTTTACGTTTTGTGTAGCCCA
CAGACCTCGTGAGGGGTTCGGGTTTAGTGTTCCTAGGACGGGCAGGATAAGGATCAGAAA
AATTGTTATCAGGCTTGAGGACAGG
>CL1633Contig1
GCTTTATCAATGTTAGAAAACAAATGCAGCCATAAGCTTTAAAAAATATATTTTTCTCCT
CAGGCAGTTGTAGTGTAGGCACTGGAGTCACAACAGAGATAGCAGACATTCATCCTGGAG
AGTGTATTCAATGTGTCAGTTGTATGCATAGAACATACATATGCATTTCCCAAATAAAGC
AGAATAAAGCTAAACATAAATTTTGAATTGTACAAGACAGTAAGCAATGTTTTTTCTTTT
AGGCAATGCGATGAGGGGCAACTCCCAGAAATCATCAATGACAAAAAAAAGGTACAAAGT
TGTGATTTTCCTTTACAGTTACAGATTGCTGTTATCCTTAAATATTAACTAGAAAGCAAC
AAAAAATTGTCTATGACATGCATTCAGCTAAAAGCAAATGTACACAATCTATCTATTGGC
TACTACTTTGTCTCAATTTAAAGGCTTTACTTGAGGCAACTTTTCCCGTTTAAACTGAGC
ATTTGACTGCAAAGATCAAATCACAGCCTACAAGCTCAAACGCATATTCGACATGGTCTT



TGGTGAAGAGGTAAACAGATGCACCGAGATGAGAAGCAAAGCTTGCAAAAAACAAACACA
TGAAAACAAACCCTCAAATCGATTACTGCGTTGAACTGTCACATCCCTTGAATTATAGTC
ACTTGTTATTCTGAAAGGATGACAACTGTAAGGCCACTTCTCGGTTGAAAAAGAGGAACT
AGTCTTGTAAGCTTTTCAGCGCGCTTTTACAATTCTTTATGTTGTTGATTAACTTACAGA
TACTATTATATAATAGAAAAGGTGGGGCAAAGGGGTTCTTTAGGAGAACAAGTTAAGGCA
AAAGACTAAACCC
>CL1634Contig1
CCCGGAACAATCGAACAGCACGGTCAGGAGCAGTCGCAGCAGATTCCAAAGACGTTTTCT
CGTAACGACACTAACATTTAGTTTTGGTTCCAGCGTCAGCGATTCATAAATCGGCTTCTG
TACGAACAAAACTGTATAAGCTAACCAGATGATTTGTGTGTTTTAAGGTGTTATTGGAGA
TGTCTAAAGAAGTTTTTCCTCTCTTTCTGTTTGTAGGTGGTTGTTTTGAGTGACTAATAA
CCCTAAACGTTTTTTTTTTGTAAGATGAGGCCTCAGAACAGAGGAGAAAGCGTTTCTCCC
ATCAGCACTCGCATGTTTACATACTTTTGGGGAAACTGCTGCAGCAGCAGTGGAGACGAC
ACACTCTCACAGTTGTTTTTTGATGTTTACACCGTTGCATCCCTGCAGAAGAAGCAGTCT
GCCGTGCACGTCCTTTGGTTTAAGCCGCCGGAACACTCTACGTATATGTACATAGACATA
CATATATGTTTTTGTTTATTTTTAAGGACTGTTGTCTTTCATTGTTTCCTGAGAACCCTT
TTTAATTGATTCTAAATCACATATTGATGGATTGATGGACAGTGTTGGTGATAACAGTGC
AGCAAAAGGGGCGGGACACCACGAGGCGGCTTTAGGTTTTTCATTCAAATGCAGAGATGT
CACTGAAAAGCTGATTTTTAATGCTTAACTTAGTGTGTACTTGTCAGAGCATTACTAGCT
GTTGACTCACCGTAGCAGTAGAACTAATCAAAAAGTTAAAGGATTTTGTATTTAGAGTTC
TCTAAATGCACATGAAATGAGTTTGTATTCAACAAAGACTGTTCATTTTGTTTTGATAGA
TATGTGCATGTGTTTTAGAACAATAAATCCTGTTACATTATATACCTTTCTTCATATGAT
ACTTTGAAATTGGCCTCAAATAAAGT
>CL1635Contig1
TCTTTAGAGTCGTTGACAAGTTTTTTTAATCAAAAATATTACAGGAAAATAAAACCGTAT
CTGAGTCTTAAAGTTTTTTTTGCAGTTTTTCCAACCAGTTCTGTAAAAATGTGAAATTAT
GATGTAAATTTTGATGCTGAGGAACTATAATAAAAGCATGAATAGTTCAGCTTTAGTAAA
ACATTTGCAACAAATATGGTCAAAACCATTCTGTACATAGAAATGAAACCATGTTTTCAT
GAGCCTGCAGTGGTCTGGACTCGTGAGCTGCGTCACACAGTCAGGTATTCTTTCAGCTTG
TCCATGATGGCGGGCATTCTGTCTGCAGGTATCAGCATCACTGTTCTGAAAGGCTTCATG
GGCACGTCGTCGAATGACCACCTGCCGCTCAAACAAGAGTCCGCCTCTTCCTGGACCGAG
TAATGGAACTTCAACAGTGCTTCCTCATAAAAAAATTCCTCCTCAGCATTGACAAACATG
TAGTCCTCTTTAGGAACTCCTCCTCTGGACTGGATATTCTTAGATGCTTCTTTGCAGGTC
TTGCTAATCATCACGCAGTAGTGGCACCTCCCACTGGGCTTATTAGTCCTCTGAGCGTCA
GCTATCTCCTCCTGGAGTTGTTTATGCAGTGGGAGGGCGATCTGTGGGGGTACGTTGATA
AAACGCTCACTCAGCAGAAGCCCAACGGGCTTATTGGTGTCATTGAAGATTTTCTCAAGC
TGTTCTGTCAGAGCATGAGGAGCGTTCTTCTCACACTGCTCCAAAATCAGCTCCTTCACT
TCCTCCACACATTGCACACCCTTTCTCTCTGTGAGGTTTAGCATAGAAATAAAACCGAAC
ACTTCATCTGCATCTTCATCATCACTGTCTTCTGGAACCTCAGCTTGCCTGATGACACTT
CCAATGTGGTTCTGCTGGATGATCATGTCTGTCAGCTCTGATGTGTTTACATGAGCTTTC
AGGAACAACTGCTGCAGCAGCTTTTTTATGCCATTGAAGTCGTTGTTTGACATGGTGTGA
GCTTCAAAATCCACGGTGACTTCCTCGTTAATTTCTTCTGATGCGTCGCTGTCCTCCTCT
TCCTCCTCGGAATCCCCATCATCCTCGGGATTCTTATCAGAACTCTCGCTTTCCTCTGGG
TTTTCACCCAAACCTACTGCTCTCTTTTTTGCCGAGGACGCCATGCTGCACCATGAAACA
CGCGTGTCCCCGGCCATAAGGCCCGGGTT
>CL1636Contig1
AGAATAAAAGTTCATCTCCATCCACACAGTCTAACTTTGGAACGGCTCCGTCTTTGAGGT
TCAGCATGAAAACTTCTGTCATCTGGAGTTTGCTGGTCTTTCTTCTTCTCTGCACGGGAG
AGGTTGAGTGTCAGTGCACAGCAGATGGCCTGGAAATTCAGGGGGGTACTTACACCCTAA
CAAAGGGCCTAGAGACCAACAGCTTGCTGGTCTATCAGTGCCCTGATAACTTCTACCCGT
ACCCAGACACAATTCGTGTGTGTCACCCCAACAAACAATGGAAACCACGACCAAAAAAGT
TTTCTCCCCAGAGATGCAAGCCTGTGGAGTGTCCTGACCCTAACGTCCTGGAGAACGGAA
ATGTGTTTCCCCCTTTGGAGAGATACCTTGCTGGCAACACCACCACCTTTGAGTGCTACT
CTGGTTACACAATGCGCGGCTCTTCAAGTCGTACCTGCTTATCCAATGGGAAGTGGAGTG
GCTCCACCACTATCTGCAGTCGTGATTCCGGGGACGCATGTCCTGATCCTGGTGTCCCAC
CCGGTGCCTCAAGGAGAGGAAACACATTCGATGTTGGTTATGATGTCACGTACTCCTGCA
ATGGCAACCTGTTTTTAGTGGGGTCCAGAGTCAGAGTGTGTCAGGAGAACAGCCAATGGA
CCGGCAGAGAGCCTGCATGCTACTCCAAATTCACATATGACACTTCCCAAGAGGTCTCAG
AAGCATTTGGCAGTTCCATCAAAGACAGCCTCACCACCCTGCAGCCCACAAATGACACAC
AAGCTGGGAGAAAAATCCGCATTTCAAAGAATGGGACGCTCAACATCTACATCGCCTTGG
ACATTTCAGAGAGTGTTGAAGAAGAACACTTCAAAAGAGCAAAGCTGGCCATCATTACAC
TTATTAAAAAGATTGCAGCCTTCACTGTGTCGCCAAACTATGAAATCCTCTTTTTCTCCG
CTGATGTGTATGGAGTTGTCAGCATTGTTGAGTTTTATGAAGGCAAAATAACTCTGGAGT
CTGCCATCAAAAATTTGGAAGATTTTCAAATAGGTGACAAGAGCACTGGAACAGACGTGA



ACGCTGCTTTAAAGAAATTTGAAGAAGGTATGGCTTGGATAGAGCAAAAAACTGGAGATA
AATTTAGTGAACATCGTCACGTCTTTCTCCTCTTCACGGACGGTGCATACAACATGGGTG
GCTCCCCATTGCCAACATTAGCCAGAATAAAGAACAGGGTCTACATGAGTCCCACAGGTG
ATCCCGGATCAAGATTGGATTATCTTGAGAGCTACGTCTTCGGCATCGGGGCTAACATCT
TTGATGATGACCTGCTGCCCCTCACAGCAGGAACGGAAGGAGAATTGCATTACTTCAGAC
TGAAAAAAGAAACAAATTTAGCAGCCACCTTTGATGATATAATTGATGAAAATGAAGTCA
TTGGCCTCTGTGGTCTGCACAGAGACTATGAACTCACAGCTGACAAAGACGGCAAAAGGA
GAAGATATCCATGGGTGGTGTTTATCAATATCCAGGGCAAATCCCCGAAGAAATGCTTGG
GCTCTCTGGTGTCGAGTGAGTTTGTCTTGACCGCTGCCCACTGCTTCATCTTCAGTGATG
AGCCACAAGATGTCAAAGTTGAAATTGACGATGGGAAAGGCAGCAAAGAGAAGAAAGTGA
AAACATTTAAGCTACATCCACAGTACAATGTTACGGCTCGAGTGAAACAAGGCGTGGCTG
AGTTTTATGACTATGATATTGCTCTCATCCAGCTGGAGCGACCTGTTCAACTCTCCATTT
CTGCCAGACCCATATGCATACCTTGTACTAAGGAAACCAGTGATGCTCTCAGACTCCCCG
GGTCAGCAACATGCAGAGATCAAGAGGAGCTTTTATTGAAAAACCAACGAGAAAGACTCA
GTTTCTTGACTCGGACAGAACCACTAGTTGGTGAAAAAGATGTCTATGCAAAGCTTGGAG
ATAATAGAGATCTATGCATCAAAAAGGCATTGAAAGCAAAGGGAATAACAACAACAGACC
CAAAGATTCCTGTGACGGATAACTTTCTGTGCACTGGAGGTGATAGAGACCACATAGCAT
GCACAGGTGACTCTGGAGGAGCTGTGTTTAAGAACTATGAGAGTCGCACAATACAGATTG
CTTTGGTAAGCTGGGGAACCCAGGAGATTTGCACTGGAGGTGGTATGAGAGAGACAACGC
CTGAATCCAGAGATTTCCACATCAATCTTTTCAAAATGGTTCCTTTTCTCAAATCAATCC
TTGGAGATGACGATCAGGACGATTATGCACCCCTTACATTTATAAACTAACAAACACATT
CAATTAAGAAAGTCTCTGAATAAGAGGCGACAATC
>CL1637Contig1
TCCACTTTCAGTTTATAGAAAGTCAACATTTCTATCTAAAACTCTCAGCTGGAAACAACA
GGCACATTTTTTCTTTAGCTTCTTCTCCCAAAAGATCAATGGCAGGCAGAGAACACCAAC
CAGGCGGCAGGTTGTGGCGGTGAACTTATACCCGAGGAGGCATGGACAGATAAACGACGT
GTCAGTAAATCCACAAGCCCATCTTGTGCGTTCTGCTCTTTCATTCCCTGACGTTACTGT
AAAATGATGTGCTGATGTGACATGGACCACTATGGATCCCAGTCCTATATTTACTCAGAA
CTACAAAACACAGAATTCCTGTGACTTCCTCTTCTTCTTTAACTGAACTCTTGATGTGGT
CCATGATCATTTAAAGGGTTTTTTCCATAACCCTAAATTGGAAATCACTAGATGTTATCA
GGTGACACAATCTGAGTGAATTGATGCTTTACCTAGAAATCTTTAAGAATTTACAGACAC
TTGTTAAACTAAAAGAACAGTTTAAAACAAAAATGGTAAAAATAAATCGAGATAAAATTC
ATTAACAGCTATTGATCAATCTGTACACTCAAATAATGCAGATGTCTATCTACTACATTT
ACACATTAGGAGTCAGACCTTGTTGGGCTTAAACTGACATCCATGACAAAAATAATAATT
CCCATCAGCCCCTCTGTTCAGTAGGAAGCGATCCAATCGACTCCATGTGATTCAGACACG
TTGGTCCTGGTTTGTACTGAGACTCGCACTCCCCTCAAATTGTTAAAGCAAAACGAACTC
TTAATTTCTTACTTCTAAGAAATAAAAAGTACCTTGGACAAGTTAGCTTAAGAGTTAAAC
AAAGCAATCCAAACAGAAAAGGAACAGAAAAAAATGCACATCGTTTTGAAATGATCAGAA
AAGAAATACAATTCCAACCTCTTTACATTCATGTTTTTCTCCNGGAGCCACGTCTTCATG
TGCGTTTAGCTGAATACAATGCAGATGACAGGTTTCCTCTTGATTTTTGTTTTTGTAGAA
AGAGATATAAAATCTGAATATTATATGCTCTAAACCCCACTCTTTTTTGTCCATAACAGT
AAAGACCAGTGTTCAATCAGACAAACATGGCTTCCACTCTTCCCCCACTAATAGTCCGTC
AAAGCTTCCAGTTAGCTCGATTTCAGAAGGGGGTGGGCCTGCGGCCTTCCCAGTAATTTC
GATAAGCAGTTTCAAACATATCCTTGCAGCTCAGCTTTGCATTCAAGCGGGAGCAGATGA
GGAAGGAGCCGCCCATCTTGCGATGCAGCGACTACGTCTCCTCCGGAGGAGGCGTGAGCC
GGTGTCTGAGCATGACCGGGATGAGGTTGTGGATCCGCTCAGTGGTGGACTGAGAGCCAA
AGTCGAAGACCTCGTAGGAGGCAAAGGCCTCGCCGAGGATCATCACGGCGTCAACATGGG
CGTTTGTCATGGCCTTGGACTCGTATCCAGTGAGGAATTTCATCTCAATAGATTTCTTCA
GAACTCCTTCTCTGTTGCCCTGAGCAGCACAACGGATAATCTCGATGTAGATGTCGTGAA
CTTTGCGACGCGTGGTCGAC
>CL1638Contig1
AAAAAATACATATACACCTTTAGTCTTTAGTGATTTGCAGAAAAAAATGGTCCAGAGTCT
TGATTAGTGTTTAAATGTTTCCTTCAGGTTTCAGTCACATTATGTTGTTGAAAAAAGTCG
ACATTTTCAGATAATGTAAACATGTATACATCATTGAGGAGTGCTTCATTACAGGAAGAA
CGATTTTAAGGCTTAAACTTAAGGGCCAGTTCCTGCAGTGCTGCCAGAAGTTGGTCCTCG
TCCTGTGCTGAGGGGCGGGACCAGGCGAGGGGTAGATGTGTCGGCACGGGTTTGCGGTCT
TGGAAGAAGAGGCCACTTGGTTGTTTGATGGCGGCAGCGGAAACGGCGAGCCACACCACC
GTGTCGGCGCCCATGGCCTCCGTCCTCAGCTTTGATTGCATCTTAGCATGAAAGGAAGGC
ATGGAGGACTGGACCGCTGGTGTGTCAGCCCAACCGGGGTGCATGGAGGAGAAGTGGATG
TCTTTGTGCTGAGCGGCCCATTTGTCCGTCAGAACCACCTGCTGCCTTTTATTCTGAGCG
TAAGCCATGGTGCCGTCAAAAGCGCCCTTCTCAAACTGGAGGTCGTCCACGTTCAGCTTC
TGAGTGAGCATGCCACCTGAGGACACCGTGATCACTCTTGGGTCTTCGACTTGCTTCAGC
GAAGGAATGAGTGCAGTGGTGAGGATGTATGTGCCAAGGGTGTTTGTGGCAAAGTTTTTC
TCTAAACCCTCGTCCGTAAGCTCCCTCTGGTTGACCATGCATCCAGCGTTATTGATCAGC



ACATGGATTTTGTTGTTCTGTGAGAAGTTCTGTGCAAACTCCCACACTTGTTTGGCACTG
GACATGTCAACAATGTGAACATGAACATTCTCATTTTTACTCCGCTCCACAATTTCCTCT
TTGGCAGCTTCTGCTCGTCCTTTATTTCGACACACCATGTGCACAGTCCCCCCTCTGGCA
GCAATTTCCTGCGCTGCAGCTTTTCCTATCCCACTGTTAGCTCCTGTGACCATGAAGGAC
CTCCCAGTCAGGTTAACATCCAGGTCATTTGGGACAAAATGCTTTGCTGCAGCTTCGTAG
CCACTCTTCGTATACTCCTGGAGTCCTTTCATGAACCAAACGGCGTTCCTGTAAATGGAC
ATGTTGGGTTATTTGCTTGAAGGAAGGAAAATAATTGTGAAAATGCAACAGTGTCCAGAG
GAGCGTTTAAAAGCCGTGTTTTGGTTTCATAAGAGCAACTCGGGCATGTGGTGGAGTCCC
CGGCCATAATGCCCGGGTTAAACG
>CL1639Contig1
TAATCGGATGTCCTTCNAATCNACTCTTTNAAATGACCTTGCATAAAACATACAATTATT
TTTCCTATTTAATATAGGTNAAAATGTGAACATAAGGCATTGTTTAGGGCTTTTACTAGC
ATGACAGAAAGCAGTGTGTGGTCCCACTGGTGTTGAAAATTTGCAAGAATGAATAATTTC
ATTTAGGTCTATGTAAACCAGGTGGCTTCCTGGTCTACCAAAAATGCACACACACTCTTT
CAAAAACTGTCAGGAAAAACACATCAAACCCAACCTAAGATTTTACTACACTGCAAGTAT
AATGAAGAAAGTTGCTGTGGCCAGCTCAGTTTTTTTACATTTGTCCTACCAGTCAATTAC
ACAAGTCACTAAAAACAAGTCTGACCTTTATTTTTAAAAATCAGAAAACAATGAAAATAA
ACGATGAGAATCACAATAAATTGGGCTCCACTGAAAACTGCATAAGGTTAGTGGCTTTTC
CATTTCTAACCAGTCAGTTTAGTAAAAAAAAGTGTTTATGCAAGGATGCCCCCAAGGTGC
CTTCTATTTTTGTTTGGTATTCTAACTTCATTCAGGGAGTTCTCTGCTCCTCAGAAGATT
CCAAATGGTTCAGGGGTTCCTCCGTCTTTTCTTGCAACTCTTTTGGTGGTAGTTTCTGGC
TTGTTTTTGACAATGTGCTATAAATTGTCATGGCCTGAGAAACCATTCCACTGATGTCAC
CCGTGTTGGATGGCAGTAGGATGGTGTTGGACTGTTTGGCGAGGTTAGAAAATGCAGACA
CATACTGTTCTGCCACACTTAAAGATGCAGCAGCGTTTCCATTCTGTTCAGTCAGAGCCT
CAGAGAGCATACGTATGGCTTTTGCTTTGGCCTCAGCTTTGGCTATGACTGCTTGAGCCT
CACCAGCTGCTTTATTGATCTGCTCTGCCTTCTCTCCCTCTGAGGCCAGAATCTGCGCTC
GTTTTCGACCTTCAGCCACATTTATGGCTGCCTCCCTTGACCCTTCAGACTCCAGCACAG
TTGCTCTCTTCTTCCGCTCAGCTTCAACCTGCATCTGCATAGATTCTTTAACACGAGGCG
GGACGTGTATGTCCTTGATTTCATAACGGAGGCAGCGGATTCCCCACTCATCTGATGCTT
GGTTGATTGAGTGAACCATGTTGGAGTTAAGAGATTCCCTTTCCCGAAAAACTTTATCCA
GTGTTAATTTGCCCAGCTCTGAACGCATGGTGGTTTGAGCCAACTGTGTGACTGCATATT
CTGGATCCTCAACGCCATAGCTGGCCTTGAATGGGTCCAGGATCCTTAAATAAAGAACTC
CATCGATCTGAAGTGTTACATTGTCTAAAGACACTGCAGACTGTTCTGGGACATCAATCA
CAATTTCTTTGAGACTTTGGACATAACGAATTCGGTCAAGTAAGGGGATGAGGAAATTTA
AACCCGGCTCCAATATGCGGTGGAAGCGACCCATTCTTTCCACCACCCAAGCTTCCTGTT
GGGGCACAAAGAGGATCACAGTGTTCATTGGCAAGCTGGAAGCCCATCGCTGCTGCACTG
GTGTAACCAAGAGCCTTGGTGCAGGCCGCTGAGCTTGCAGCAAAATAGCTCCACCAGTCC
GACACAGCGTTCGTAACATGGCTTAAATATTATGCAAGGACTGTAGTGACCAAAAGTAGT
TTTCTAAACTAGGTTCAATTCAAACTCCTCACTTACGAGTGACCCTTACAAGCCAGGAAA
TAGACGTTACATCATCCCC
>CL1640Contig1
GAGGGCGGTGGCCAACTGGCTGTTCTCTCAGGACATGGCTCACGAGTTCACCAGGCTCTT
CATCTGGGAGATCCTGCACTCCACCATCCGGAAAATGAACAAACACGTGCAAGAAGATCC
AGAAGGAGCTGGAGGAGGCCAAGGAGAAGCTGGAGAAGCAGCAGAACAAGAGGGTGACCT
CACAGAGGGGACAGCGGCGACGGACGAGGACATGGAGAAGAACAGCGAGGACGAGGAGGG
TCAGCTGGAGGAGCAGATCGAGCGGCTGCAGGAGAAGGTGGAGTCGGCTCAGAGCGAGCA
GAAGAACCTCTTCCTCGTCATCTTCCAGCGTTTCATCATGCTGCTGACGGAGCACCTGGT
CCGCTGCGAGACGGGCAGCGTGGACATCAGCACGCCGTGGTACAAGAACTGCATCGAGCG
GCTGCAGCAGGTCTTCCTCATGCACCACGTGACCATCCAGCAGTACATGGGAACCCTGGA
GAACCTGCTGTTCACCGCCGAGCTGGACCACCACATCCTGGCCGTGTACCAGCAGTTCTG
CGCCCTGCAGCTCTGAGAGCAGAAGTCCCCCTTAAGGAAATACCAGCTCAAGAATCTTGC
ATCAAGAATCTCCTCTTTGGTTTTTGTTTGTTCGGCGCCACAGGCGAGAGCGAGGCCGAG
TTTGGAGCCAGTTAGTTTCCTGTAGCGTTCATCTTTTTGGTTTTAGAGTTTTTCGTCCGG
CTCGTCGTCGTGGCTCATTTCTTAAAACTGCTCAGTCTGGATGTCCGCGGGAGAGGACCC
TGCAGGTCCAACCCAGTTTTTATATTTGCTTTATGCGGATTCAAGATCTCTCCGGTCTGT
TTTTATGTTGTTTTTGTTTTTCTTCAGTGAAATTAAACAA
>CL1641Contig1
TTTTTTTTTTCAGAGTGGGTCTGTAATGACATGTTATTAAAACTTTATTACATGTAAAAT
GTGACTAATTGAAGACACAGATGAAGGAGCTGACAGATGTTTGATTTCTTTATAGCACAT
AAACAAGTTTGGCATTTCAAAAAGGTCATGGTTGCTCTCCTGCTCTCTTATCACACTCAA
CACAGACAAACCTTTTCAAATCCTACTGGCCTTTTTTTAACACTATGAATTACAAGGCAC
TGATTAAAACAAAGAATAAAAACTAAGCATTAGATTCCGTTTTTATTTTGTCTACCTTTC
AAAAAAGATAATTCACGTCAGCGCATTTGTTTAGTAACTTCAGTTGGCCTTTTTGAAAAC
TTGCTTGGCAACGATGCCTTGAACTCTCATCTCCAAATGCAGCTTGTCGCCCTCCAGCCA



GTGAGTCCAGCCACGTCCCTCCTTCTCTCCTCGCTGCACACACACCAGCTTGTCTCCTTC
CCAGCTCACTGTGGTCTGACAGGTGCGTCCGTCCACCGGCCCCAGATCTTCAGTGAACTC
TTTCCCGATGGTGAAATCCATGTTGAAGTTCTTGAAGGTGGTGAGCGTGCGGATCTTCAT
GGCTCCCGTCTCCGGGTCGTGGGTGATTTCTTTGGTGGGCTTCAGCAGACACACAATCTT
CCTTAAAGCAAAATTAACATCTAGAGCTTCGAGGTAGGCGTCCATATTTTGCTGCTCCAC
CATGTGAAATGTGCCGGAGTAGTTTGGCTTGGACATTTTTTTTTTCCTTTGACAAAAGCC
TTCAAAAGGGAGGAATCACTTCTTGTTCTTTGCCTTTGTCTCTCCTCCAGTCAGGCCCAG
AATCGCACAGTTTCAGCTTCCGCCCAGATTGATATCACTTTCTCTTGCGTAACTTTCCTT
TTTTTTTCCTGACCAAGTCTGGACTGAACAGCTCCGCGCGTACAGCGAGCCTCTTAGTCT
TATTTCCCACCGATGGAGAGCCGGTCGTGCAGCAGGAGGTTCCGCGCTCGGAGCTCCTCT
GAAGGCTGCAACAGTTTAGGCAGATGTGTCCCCGGCCATAATGCCCGGGT
>CL1642Contig1
GAGGCTACACCTGGTGCCCCGAGGCCAGTACACGTCGGGGAAGGGCTCCAGCGCCGTGGG
CCTCACCGCATACGTGATGAAGGACCCGGAGACCCGGCAGCTGGTCCTGCAGACTGGAGC
CCTGGTGCTCAGCGACAACGGCATCTGCTGCATTGACGAATTTGACAAGATGAGCGACAA
CACGCGCTCGGTGCTGCACGAGGTGATGGAGCAGCAGACCCTCTCCATCGCCAAGGCCGG
AATCATCTGCCAGCTGAACGCTCGCACTGCTGTGCTGGCGGCGGCGAACCCCGTGGAGTC
TCAGTGGAACCCCAAAAAGACCACCATCGAAAACATCCAGCTGCCTCACACTCTGCTGTC
CAGGTTCGACCTCATCTTCCTGATGCTGGATCCCCAAGACGAGGCGTACGACCGCAGGCT
GGCCCACCACCTGGTGTCCCTGTACTACCAGAGCGAGGAGCAGATGGAGGAGGAGTTTCT
GGACATGGCCGTGTTGAAGGATTACATCGCGTACGCCCGGACCTACATCAGCCCGAGACT
GAGCGAGGAGGCCAGCCAGGCCCTGATCGAGGCCTACGTCGACATGAGGAAGATCGGCAG
CGGACGCGGCATGGTGTCCGCCTACCCGAGACAGCTGGAGTCGCTGATCCGGCTGGCGGA
GGCTCACGCCAAGGTGCGCTTCTCGGAGAAGGTGGAGACCATTGACGTGGAGGAGGCCAA
GCGGCTCCACAGGGAGGCCCTCAAGCAGTCGGCCACCGACCCCAGGACGGGATTCGTCGA
CATCTCCATCCCTGACGACAGGTATGAGCGCCACCGCTCGCAAACGCAAGGAAGAAGTGG
CCCAAGCTTTGAAAAAGCTGATCCAAGCCAAAGGAAAGACGCCGGCCATGAAATACCAGC
AGCTGCTGGAAGACCTCCGAGGACAGTCGGAGACTGCCATCACCAAGGAGCTGTTCGACG
AGGCTCTGCGCGCTCTGGCAGACGAGGATTATCTCACCGTCACGGGGAAGACCGTCCGTC
TGCTGGCCTGAGGCCTGTGGTACGGTCCTGGATTCTTCATCCAGACCTGAATCCCGGTCC
TCCGGCAGGTTGTAAAGTGTATCATAAATGTTTTCTGGGGAGGATTATTATCAGAGATGA
AACTTTGGAGAAGATCTGGATTCCTGTTAGAGTTGGTATTTAACTGCTTCTTTATTTTGC
TGCTGTGTGCTCCCAAAAATGCTACATTTATGTTATGGACTGCTTAGTATTGCAACAGAA
GATTGTAGTAATGGATGCATCCTAAAAAAAAATAAAAAGTTTCACTGGCCAAANNNNNNN
NNNAAAAAAAAAAAAAAAAACAT
>CL1643Contig1
ACAATTCCTTGCGCTACCAATATGGCGCCATCGTAAATATTTTGACATTCGCTAACCTTT
CAAGGTATTAAAGTCAGAAAAAAAAATGGGAAAGTTGGTCGACAGAAATTACGTCAGTTG
AGAAAATGAAATTATTCTTAACATTATTGAAACAAAGCCGTAAACCAGCGGTTTATATCG
AGGTTTACCAGCGTCGTCTGAGTGGCCGCTCAAGCACGAGCCTCTTAGCGGCGCGAGACG
AGCTAATAGTTGGGTCAAGTCAGGAGCTGGTGCGAGCTCTGGGCGCTCAGGTGGACGTGA
GGCCGTCCTTCATCACTGAGGAGGAAGAGGCTGCCCTGCTGCGAGAGCTGGAACCGGGAC
TGAAGAAAAAACGCTACGAATTTGACCACTGGGACGATGCAATTCACGGCTATAGAGAGA
CTGAGCGTTCGTCGTGGGGTCCGGCCTGTGAGGACATCCTGAATCGGGTCCGATCAGCTG
CTTTTGCTGATGGTCGTCCTCTCCTCGGCCCCGTCCACGTCCTAGATTTGGACAAAGCTG
GCTACATCAAGCCCCACATTGACAGTGTTAAGTTTTGTGGCAGCACCATTGCTGGGTTGA
GTCTTTTGTCAGACAGTATTATGCGTCTGGTTAAGGAGGACGACCCCAACCAACAGCTGG
ACTTGCTGCTGACCCGGCGTTCCCTCTACATACTCAGGGACCAGGCCAGGTACAACTTCA
CTCACGAGATCCTAAAAAATGAGGAATCCGTGTTCAGTGGACAAAAAGTTCCCCGGCATC
GGCGGATCTCCGTCATCTGTCGAAACCTTCCGAGCTGACGTCCCGGATCGGACGCGTGGA
CGGTCCGATCCGGGACCAGTGGCGGATCAGCTCGGACATCCAGCAGACTGTACTTAATGT
CTTGTGA
>CL1644Contig1
TGCAGAGTTGCACAGTACCCCTTTTGAAGACCACAACCCTCCTCAGCTGGAGCTAATTAA
GCCGTTCTGTGAAGACCTGGACCAGTGGCTCAGCGAGGACGACAATCACGTCGCAGCCAT
CCACTGTAAGGCTGGGAAGGGCCGCACCGGAGTCATGATCTGCGCTTATCTTCTTCATCG
GGGCAAATTCTTGGAGGCCCAGGAAGCCCTGGACTTTTACGGTGAAGTCCGGACAAGGGA
CAAGAAGGGAGTTACGATCCCAAGCCAGCGCCGCTACGTCTGCTACTACAGCTACCTACT
GAAGAACCAGCTTGAGTACAAGCCAGTGGCGCTGCTCTTCCACAAAATGGTCTTTGAGAC
TCTCCCTATGTTCAGCGGGGGCACCTGCAATCCCCAGTTTGTGGTCTATCAGCTGAAAGT
GAAGATCCACACGTCAAACCCCCTCCACACACGGCGGGAGGACAAGCACATGTATTTCGA
GTTCCCGCAGCCGCTCCCGGTTTGCGGAGACATCAAAGTGGAGTTCTTCCACAAACAGAA
TAAGATGATGAAAAAGGACAAAATGTTTCACTTCTGGGTGAACACCTTCTTCATCCCTGG
ACCAGAGGAGAGCGGGGACAGGATGGAGAACGGGTCTGTGAACGATGCAGAAAGCCAACC



GAGCGGGCCGGGTCAGGGCCAACCACAGAACGCAGAGTGCAGGGACGGCTGCAGGGAAGG
CGACCGGGACAGGGACTACCTCATCCTGACGCTCAATAAGAACGACCTGGACAAGGCGAA
TAAGGATAAAGCCAACCGCTACTTCTCGCCAAACTTCAAGGTGAAGTTGTATTTTACGAA
AACCGTGGAGGAGCCCTCAAACTCTGAGGCAAGCACTTCGACTTCCGTCACCCCGGACGT
TAGCGACAATGAGCCAGACCATTATCGATACTCTGACACCACTGACTCTGATCCGGAAAA
TGAACCTTTTGATGAAGAGCAGCACACGCAAATCACAAAAGTGTAACTC
>CL1644Contig2
GCCTACTGGAATTACAAAATCTACAACCTCTGCGCAGAAAGACACTACGATGCTGCCAAA
TTTAACTGCAGAGTTGCACAGTACCCCTTTGAAGACCACAACCCTCCTCAGCTGGAGCTA
ATTAAGCCGTTCTGTGAAGACCTGGACCAGTGGCTCAGCGAGGACGACAATCACGTCGCA
GCCATCCACTGTAAGGCTGGGAAGGGCCGCACCGGAGTCATGATCTGCGCTTATCTTCTT
CATCGGGGCAAATTCTTGGAGGCCCAGGAAGCCCTGGACTTTTACGGTGAAGTCCGGACA
AGGGACAAGAAGGGAGTTACGATCCCAAGCCAGCGCCGCTACGTCTGCTACTACAGCTAC
CTACTGAAGAACCGGCTTGAGTACAAGCCAGTGGCGCTGCTCTTCCACAAAATGGTCTTT
GAGACTCTCCCTATGTTCAGCGGGGGCACCTGCAGGGACGTTAAAAACAGGAGCGAGCCG
ACCCCTCAGGGCTTCAAGAAAGGGAATTGGCATTGGGATCCCCAGTTTGTGGTCTATCAG
CTGAAAGTGAAGATCCACACGTCAAACCCCCTCCACACACGGCGGGAGGACAAGCACATG
TATTTCGAGTTCCCGCAGCCGCTCCCGGTTTGCGGAGACATCAAAGTGGAGTTCTTCCAC
AAACAGAATAAGATGATGAAAAAGGACAAAATGTTTCACTTCTGGGTGAACACCTTCTTC
ATCCCTGGACCAGAGGAGAGCGGGGACAGGATGGAGAACGGGTCTGTGAACGATGCAGAA
AGCCAACCGAGCGGGCCGGGTCAGGGCCAACCACAGAACGCAGAGTGCAGGGACGGCTGC
AGGGAAGGCGACCGGGACAGGGACTACCTCATCCTGACGCTCAATAAGAACGACCTGGAC
AAGGCGAATAAGGATAAAGCCAACCGCTACTTCTCGCCAAACTTCAAGGTGAAGTTGTAT
TTTACGAAAACCGTGGAGGAGCCCTCAAACTCTGAGGCAAGCACTTCGACTTCCGTCACC
CCGGACGTTAGCGACAATGAGCCAGACCATTATCGATACTCTGACACCACTGACTCTGAT
CCGGAAAATGAACCTTTTGATGAAGAGCAGCACACGCAAATCACAAAAGTGTGAACTCTT
TTAAAAAGCAGGAAAAGAAGAAATTATACAACTGAGAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAACAT
>CL1645Contig1
TTCGGCACGAGGGTTTCTTTTCATTTTAACATCATTTTTGTCTTCCATTTTAAAGGTTTA
AATCCGTATTGCACAATTACTAGCGTGGTTACTGCATTCAAGAGAAAGACAAAACACACC
CTCAGTTCTACGGTTCATCTGTCTTTAAATAGAAAAGGTGAACTGGTTTCTGAAATATTT
TGACGTAAATGAAGGACATAGAATATAAGCATTAAAACACACAAAAGTCTAAGAATCCTC
AAAAACAAGGAGCAGGATCTAATTAAAACCTCGTTTTTGAGATGATTTGTCAAATGATCT
AGTGGAGTTCAGACAAATTGTACATTTTGCGTTTCAAGCACCAAATCTACCATGGATGTG
CCTCTTTCAGAAAAAAGCCTGTTTGCCTTGAGAAAAATCCAAAATGGCAGCCATTTTTAA
AGATGGCAGCCACACACTCAGTTGTTACAAAAAGATTTGATTTCTGTTTGCTCCCATCTC
AACAATATGAATGCACAAATTACAGTCTTTTATCTTCAGGGAGACCTACAGATTAAGATT
ATATTTATTTTTAAATCTTACATTTTCTTGTGGCAAACACGCTTTTGCCAAATTTGGTGC
TTTTCCCACAAAATGCACGATTATTTTAATAACCGGTTCCACTAAACTGTGCGCCACCTG
TTTCGTGGTGCTGAAAACCCACTCTGATGAAAATCATGTTTTATGTTCTTGTGGCACGTT
TCTGTATTTCTTTATTCAAATTGGGATCAGACAAATAAATACAAGTCGTTTGAAACAAAG
AAATGATTTATGACTTAGGAAATACTCCGGGGGGTGGGGGTGGGGATGGCACAAGCTCCC
TGCTCCGCAACGGGAAAAGGAAAGGGGGACGGGGTTGCTCCGCGGTCACACCCACAACAC
GGAGGCAAACATTGTCATACTTTGGGGGGGGTAAAAACGGAAAAAAAGACCACTTGGAAC
ATTTTGAAAATAGATCCGAGGATGATCGGAGTGGGTCTTGAACTGATGAGTGGTTTCCTG
CTGTCTTTGGGGGTCAAAGCGGTTTGTTTGGCCTTTCGTTCAGACCCTCATTTCAGTTTA
ATTCTAGTCATTTGTCTGGTACCAACAGGGTATCAGACTTACTAAATGCATTAGAACTTG
AAGAAAATGTTTTCCTCATTTTTTCTCTAACGTTTATGCTAATCTATTTAATATTTCTCA
AAATGTTATGTAATTGGGTGCATTTAGTCCTGCTTTTGCATGTAATACTGTTTAAACTGG
TAAAATGGTCTTTTTGTAAACGACTTCTGTATTTTAAAATAAGTTAACACAAATGTATTA
TTCTTGCTGCCTTTTTTAATTGAGGGATAAATTCTTAAAATGGATTTAGAGCCAGGTATC
AAAGCAGTATTTGAATTTCATTATTGAATTCAATCCATGCCTTCCTTTTGTTTTGTTTTT
TAAAGTAATTTTTCTCACTGTTTCTGAAGCAAATAAAAGAAAAGTGATAAAGTTTTTGTC
TTATTGGAAGAAAGAAAAAGAAAAAAAACGTTTCCATAAATGTGACGTTTCTAGAAACAG
AGCTGTTTGTTTTTATTTGAGAGCAGAGTGTGATGTGTCGGTTTAAACCCAAAATGAAAT
GATTTACTACAGCACACGTTGGAATGACACACACACACACACACACGTCACTGAGGACTT
CAGTCACACTTCTTCACACACACACACACAGCTGGAACATGATTGCCCGATGGTTCTCTA
GTTTAACACTGCACCCGATGATTCGGTATGACATACATAGATCACAGCATCTTTAGTTAT
TCATCTTTTTGCTTTGCTTTTTTTAGTGCACATACATATATGGCACTTGGGAGAAGCTAA
GCTATTCTTATTAGCATAAATGTCCTTTTTAAGAACAAAAGGAGCACTGTATATAATACA
TGTCATAATCATACAAGATTCTTACACAAAATGTTTCAAAACAAACTCGTCGCTTCCAGT
CTGTAACGGTCATCCTCTCTTCAGAGTCCAGGTTCCCTCCGCCTGACAAAGGTTTGCTCG
AGGGGAAATCCAGGAGAAGATGACCGGCAAATGGCACATCCATGAGGAAGAGGAGGGAGG



GATTTGGACAAATTATGAACAATTTTGCTCGATTGAATCCAAAGCAGAGTGCAGGGAGCA
GACTTTGGTCATTTCTGTAGTGTCTGCTCGGTGCGATGATTCCCGTCGTCTGTGAATCTC
CCGATCTACCTCCCAGAGCTGCACTTCTCCCAAATACAACCTCCCAGAGTGACGGAGCTC
TTTGTAAACCTTATCGACGCTTCAGCTCGTTCTGAAGTCTCCGTTAGCTTTCGTTCTCAG
TCGGTGAAAAAAAGTGGAATTAGTGTTATGAAGCACAGTTGGAGGTCGGTGTTGGGGATA
GGGGGCGGGGCTCACAGGCCCGAGTTCTTCTCCTCGCGCTCCGTCCTGCGCCTGGTAATG
TTCCTGGGCTTTATCTTTAACGACAGTTCCCACAGAGCCTCCTCAGCCAGGTGGTCGCTG
AAGTCGTTGAAGAAAGAGATGATGTCTTCGTTGCGCTTTAACTCATAATGCACTTGCTGG
AAGCGCCTCATGCTGTCCAGAATGTTGAACTGCTGCCANGCGTTTGGAGAAGTTGACCTT
CCCATCGATCAGGTCAGGGTTCCCCAGGTGTACAAATGTCAGGTCTTGGAGAATGAGACC
CAAGTATGGGATGCACGGGGGCTCCACGTCAGCCAGAGCAGCTCTGTACGCCCTGAAGGA
GGAGGAGCTGTCGATAAGAGTGCAGTACTCCTCCAGTCCCTCTGAGGTCTGCTTTTGCCA
CTCCAACCTCCTGATGGGGGCCGAGTCCAGGGCGGACAGTATTGCCAGGTAGGAGTTGAA
ATTATTCAACTTTCTTAAGTGCTTCATAATCTTTATGAACTTGAGGAGCAGCTTCTCTCG
GTCTTGGGCTTTCTCCTGCTGAATTATCAGCGATCGGACCCAATAACTCATGTTGTTAAA
GTGCTCTGTGAACTGAGTCAGGTTGGGACCC
>CL1646Contig1
AAATTCTTTATTGATCCATCAGTTGTGACATGCAAAATAAAACTGTCCACCAAACTCTGC
AGAGTTTTTCCTTTTTCACTTATACAAAGCAAGAAACAATAAATATAATTAGATGACTCA
ATTTGCATGAGTTTGGAAATTTTATTAATTAACTTCGTTAATTTGGCTTTTGAAGGAGAA
TGGGTTTCTAGGCAAAATATCCCATAAAAATACTTGATCTTGTTCTTCAGATTGTCTTCA
GTTCAATCTGTGCCGAAATACCTCTGACCGAAATGTGTTGGAGCCACTGGGTGAACCTCG
GTGGTCAGGATGGTGATATCTGGGAACTCCTGGATTATAGATTTGGCTCCATGAGGTGTG
GAGAAAAGGCTGAGGAGGATTATATGCTTGGGCTGGACTCCGTGCTCTATCAGCACCCTC
ACCGCCTCAATCACAGTGTTGCCCGTACTGAGGATGGGGTACATGAGCAGCACCTTTCGT
CTGTACACGTCTGGAGGAAACTTGGCGTAGTAGACTTTTGCTTTCTGCGTCTCCTCGTCG
CTCTGGATGAGGATCTTGCCGATGCGGATGGAGCGGCAGCAGTCCCTCAGACCCTGCTCC
ATGGCCTCACCGCTCCTCATGATGCTGACTCCACAGTTTCCTCTTTCAAACTTGACACCA
TCATACTTGTAACCTGTGGGTGTTGTTACAGTACACTCAGAGTATGGAAGTTGATTCAAG
CCTTCTTCTACAACAAGTCGAATCAGTCGGTCTGCACAGAAAACAAAATCCCCTCTGCTG
GTTGTCTTGTCTCTGATTATTGTCTGTAATTCCCGGATCTGGTCGTTCAGAGGAAGAAGT
TTCAGCTGAGGTCCCAGATTTTCTTCTTGTTCTTCTTGGCCAACAATAGCTGGCTGTGTT
CCACTCGGTTCAGAGTTGTTCAGCACTGCAGGCGTATTGCTGCTGCTGTTTGCGAACCGA
ACTTGCTTCATGTGATGCTCCTGGCCACCACTGCTGACATTGTTCAGCTGCTGATTGTGG
CATGGCATCCTATGACAAGATCAGAGGGCTCCTGGAGCTAAAGTTGGTTAGCTTGTCTCA
CCCGAGTCCACCACGTTGTCAACGTGCTTTTCCACTCGCTTAAATGTAACGCGTTGCGAT
TCAAATAGCTCTAATTGAAAACAGATACACATATAAGGATCCAGAACTATCCAATAAACG
TCAGTTAAAGTAATATAGGCAGCTAATATAGACCTAAGAAGCAGCTTTCCTGCTAGCAAC
GAGGCTACAACAGTGTTGATGAAGGACGGAAAG
>CL1647Contig1
TTTTTTTTTTACTTTTGGATTTTTGCTGGACGTCAGACATCAGTGGAGGTCATAAGAACC
TCCAAGCGGGGAAATAAAGCATATAGCATCACTAAGATATTGGCATTTTCTGTGCTTACA
GTAAATTTGAGGTCAAACAAAACTGGAACTGAAGGAACGCTATAAAAGTTCACACTAGTT
TGCTTTTTTTTGTTCATGTTAGCAAGGTAAAAACAGGGAGCTGCAATAACACTAGAGACT
TAAATGAAACTCTGTAGAAACTGTTTACAGTGAAGACGGATGTGGATGCTTCGACTTAAA
GTCAGTTCCTCTGGTGACTGAACGATCACTTTAACAAATCTCCAATTCATCTACTTTTCT
ACAACATTTTGACTGTGAAATTTAAGATATCTAACAGTCCTAATGCTTTTTACATAAATA
TACCATATTGAACATTGGAGCAGCACCCCACATCACAACAACCCTTCCTCACTGACCTTA
AAATAAAAGAAGTTTGAAGAAGAAAACAACTGTATCTACATGCGTTGCTCCAGTGAGAAA
TAAATCTACAAACCTGCACAGTTTGGCTCCTACTGCACAAAACTCCTTTTATTTTTAGAT
CACAGGAAGGGTTCACCTGCAGCCTTTTTGTCTCGCTCATAATCTTCTAATCCGTTCACA
AGTGGGCAGAAATGATGTTCACACTGGAGTAGTTTGAGGGGGGGAAAGGTTGTCTCTCTT
CGGGGTGCTTTGCTCGCCGCTGACTCATCCCTCTGAGCGCTCGCCCTACTGGCTCTGAGT
TTCGCGGACCTTGGCTTGCAGGGCGTCGCACGTCTTCTTGGCATCGCCGAGCAACATGGC
GGTGTTGGGCTTGTAGAAAATAGGGTTGTCGACAGCCGCGTATCCAACACCCAGAGACCG
TTTCATCACAATCACCTGCTTAGCCTTCCAGACCTCCAACACCGGCATGCCAGCAATGAT
GGAGTTGGGGTCTTCCTGGGCGGCGGAGTTCACCGTGTCGTTGGCACCGATCACCAGAAC
CAGATCCGTCTCGGGGAAGTCCTCATTAATCTCCTCCATTTCCAGCACAATGTCATAGGG
GACGCCTGCTTCAGCCAGAAGCACGTTGAGCTGACCAGGCATGCGGGCCGGCCACGGGGT
GAATACCAAACCTGACATGCTTGCCAGCATCTTTGAGCATCTTCACCAGCTCTGCTATGG
GGTACTGAGCCTTTGCTGCACAGAGTCCATAACCTGGAGTGATGATTATGTTCTGGGCCT
CTTTAATCATGTCGACAGTCTGATCCACGTTGACCTCTGTGTGGGTCCCTGTGATCTCCA
TGGGCTTTCCTGTGCCGGTGGAGGATGTGCCATAACCTCCCAGGATCACGTTGGCCAGTG
AACG



>CL1648Contig1
AAAAACTTTTTTGACAGAATCTAGAGAATTTTATTCAAAAATACATACGAAAAGCATTCT
GTCTCACAAACCCAAACTCATTTAAGAACATTTCATTCTGTTCCACTGTTATTCACTGTT
CCCTGCAGGGCTCTCTTGACTGGCATCTTCAATATCTGACTTCTCATCATTCTCAAGTGT
CTGTTGTAGCTCCTGAATGGTGGTAAGAAGAACGTGGAACTGCTTCTTCCTCAACTCCAA
CTTTGCATCCACATTCTCTTTGATGTGGGACAGTTGTTGGAGCTCTTTGTCAAGCGCCTC
TAGCTGCTTGAGTGTTTCATGCCTATCTGGATGCTGCTGGATTACCTTGGCTAATGCATC
ATATTCTTGGCGATTTTTTCGTATCCTCTTTGCCCTCTGAATATCTTTTTTGCATTCTGC
AATCTTCTCATGTGCAGATGTGATGTTTTGTTCTATATTTGAATAGATCTTCTCATAGTT
TTCCATTTCTCTAAGATTCATGTCATAAACCATCAACGTCTTTCCCATGGAAAACTCACA
CTGAGCCAGAGTGCCCAACATCCGCTGGTACTGTGTGAATCCTTCCTCCGGAGTCCCGGG
CGAGTTGCACCATTTAGTGAAGCTTTTAAGCAGCAGGTTGATCCGGCGGTCATCTCCGGC
TCCGTCGCCATCAATAAGAAGACGTTTCCGAATGACTTCATCATCTGTTACGGCCCCCAT
GTTTGCAATGAGCAATACTCCCCGGCCATAAGG
>CL1649Contig1
CGGCACGAGGCCCATCTGTTCGTTCATCGTCATCTATCTTTTTTTGTTTTTATTTAGAGG
GCAGCATTGGCTCCACGGCAAACGACGTTCACATTCAAGCGAATGAATCTTTTCTATATC
GTGTTGGTCGTTTGCTGCCGTCTGTCCCTCCCTTCCTGCCATCTGTTGAGTGTGATGATG
GATGCATTCTAACTGTAAATCTGTATATGATTCCACTGATCAATCAGCAGTCCTTAAAGC
CTTTTCCTCCTCTTTAACTCCGCTTGAGCAAATGATGAGCGCAGCATAGTTGGATGTGTT
GCAGTACACTTTTTTAACAGTAAAGAGTTCATTCAAAATTGTATTTAACCAGTGCTTTTT
CTTTTTTTCTTTTATTTTCTCCTCCTCCTCTCGATCTGTAACACCTAGATCACTGATGCG
GCTTAAATGAACATTTTTCTCATCCTAAAATTAATGAAATCCATGTCTTTGGTAGGCTTG
AAATGCTTTAGCTCCAGGCTTCTGTCTTCGAGGCAGAGTAGCTATGTGTGTGCAAAAAGC
CATTGGGCTCCCTTGTAAACAAAAGCATGGGGTCAAAGTATTACTTATAGAAAGATTTAT
TATTTTTTATATATAGGAAATGACACCGTCTATTCGATGCATTTAAAAGCCAGTAAATCT
GAGGAGGGGCGTGGCTGTAAAATCTAGTCCGTATACTGAAGGTCAGACTACAAGTGTGTC
TTTCTGCTCTGACCAGGTAAAGACCAGAGGACACACAGGAAACACCTTGAAGAAAAGGAA
CCATGTCTATNAAATCTACATGAACACCATCCATAGATTTTGTATTTAGAAGTGGTATCC
TTTTGATGTATGTGCATTACCAGAATATTATGCATGCCTTGTTTTTCTTTTCTTTTTTTT
TTAAATGACCAATTACCAAAAAGGAGG
>CL1649Contig2
ATGTGTGTGCAAAAAGCCATTGGGCTCCCTTGTAAACAAAAGCATGGGGTCAAAGTNTTA
CTTATAGAAAGATTTATTATTTTTTAAATATNGGAAATGACNCCGTTTTTTCGATGCATT
TAAAAGCCAGTAAATTTGGGGAGGGGNGNGGCTGTAAAATTTNGTCCGTATNCTGAAGGT
CAGACTNCAAGTGTGTNTTTTTGCTTTGACCAGGTAAAGACCAGNGGACNCNCNGGAAAC
CCCTTGAAGAAAAGGAACCANGTTTNTGAAATTTACATGAACACCATCCATAGATTTTGT
ATTTAGAAGTGGTATCCTTTTGAAGTATGTGCATTACCAGAATTTTATGCATGCCTTGTT
TTTCTTTTCTTTTTTTTTTTAAATGACCAATTACAAAAAAGGAGGGAAGAAGATGCCAAA
ATTTCCAACAAGATACGATTGTCATGTTTTTTTTGTTTGTTTTTTAAACTGAAAGTAACT
GAAGTGCGCATAACACACTTTGTGTCCCTTTGTGTCTCTTTCATTCCCTCATGAATCGAT
GATGAGCTGTTCCAACAAGGATGGGACTTGCTGTTGTTTGCATCATAAAAAAAATATGTA
ATAAATGTTTGCAATGAAAAAAAATGGGCTTTACCATTCATCAGTAATGCTGACTTATTT
TTATTTTATTTTCCAAACTCTGACAATAAAGCAAGA
>CL1650Contig1
CCTGTGTTTTAGTATTTCTGTGCCCCCCCCCCCAACTGAATAAGACAGACNCTAACTTGA
AAATGAAATTGNCAAACACAACTCATAAAANGACGTGCTNTTTAAGAAANGCCCACTAGG
GGTCATTGGNGCANCAAAAATAGCTGAACTTGGAAAAACGCCACAGGAATTTCACCTTTT
TTCTGCATTTTACAACAATTTCAAATCCACAGGCTTCCTTACTTTGATCACAAGTTTTAT
ATGCATCTTCTTAAGTTTGAGAAGCAATCCAGATGTGCTCAAAGGCTACACACCTGGCCC
ATAGCTGCAATATGTGCAGCAAAAAAAAAAAGAAAGGGTACAACTAAAACCTAATTATCA
ACACTGACATGCANATTTTATGATCTCTTCTCATACTCCTAGCACTGCATCTTACGAACA
CTCCTGGAAATCCTCTTGAACTCGCGCTGTCCTTTCTGCCAGCGCTTCAGCGAGGTGATG
ACCAGGTGGCTCTCTGTCTTCTGGCCCATGACCAGATAGGCAGTGTTGATGTCGTTCATC
TCCTCACAGATGCACTGCATCCCATCCCGCAGCAACAGCGGCATCTTCCTAAGGTCGCGC
TCGGTCACACCGTTCACCAGGTATATGATCTTGCTCTTTGTCTCTGGGACTATTTTGGTA
TCTCTGTTGATGTACGAGATGTCTTTGACCTTGATTTTCATAGCAAAGTCATTCTTGCAC
AAACTGTCCACAATTTCGTTGTCCTTCTCATCAGTTTCCTTGCATGCGTCACACACCCTA
GGTGCTTCCTCGGTGACTGGCACCAGGTTCTCGCTGTCTACAGGTGGGATGCACAGGTCG
TCGTCTGGCGGGAAGCGCTCACAGTCCAGCATCTTCGGCCACGGGAAGCCGAAGGCGGAC
ATGACGGGCGCGCAGCCGCGCTTCACGCTCTCGCACAAGGACCTGCACGGCTGGATCGGC
TCGTCCAGGTCATCCAGACAGACGGGGGCGAAGAGAGAGCAGAGAAACTTCCTGGTGTCC
GGGTGGCATTGCTTCTGCACCAGGGGGATCCAGGAGGCCGCCTGCTGCAGAACCTCGGTC
ATGGTCTCGTGGCCCAGAAGGTTCGGGAGGCGCATCTCCGTGTACTCCATGTCGTGGCAG



AGCGGCAGGCTGGCGGGGATCTGCTTGCAGCTGTTCCGTTTGAACAGCAGCTCGTGCTGG
TCGAAGTTGAAAAGCGCGCGGCTGCAGTGGGTTGTTGTGAGCAGCAGCACAGCGGAAATG
AGGGCTCTCATGGTGGTCGTCCTTGAAGGGGTTCTAAAGCTTGGTGGGTCCTCGTGGATG
GAGCGCGCGCCTTT
>CL1651Contig1
TTCTTTTNAGCTTTACTTGCAAGCAAGGAGCAGACAGACAACGGTTACATTCAAGCGTTT
TGGAGGTTCCGCCTTTCTTTCCTCACGGCTGCATGTCTGCGGCCTTCACCTCCCAGGGAG
CTGAGTGCTGTTATGAAGCTGAGCGGCTGCAGACAAGTGCGAGTGCATGCCAGGGTCATT
GAAGAAAAACAAAGAATATAGTGTCTACAGTTCCATCAACTGAAAGACTAACGACCATGT
TAACACCAGACTAAAAATAATAAAAACCATCCAGCCAGCATGCCTACAAACTATGATTTG
GTATGATAATAGGATTTAAGCTAACAAACTCCAAGACTTTAAATAAATACATGGAAAATA
ATGAGTATGGAAATACATTTTCTTAACACAATCCTCTAACGGGCCTGCATGTTAAAACTC
AGCCTTCAGGTCAAGTCTGACCCCGTTTGCCTCTCAAAGCTCTTCTTCTGAGCTCAGGTT
CTCATCTTCAACCCGGATGAGCAGGTCCACGTTTGAGGACGTCCAGAGCTGCATGAACAT
GAGCGGATCTGTCAAACAGCAGAAAGGCTGGAGCTTCTGAGATCAGGAATTTCTTTATTG
GTGGGAAAGTTCAGATCAGAAATCAGAGAGAGGTGTTGCACCAGAACCATTACAGCGAAA
CATCTGCATGCTTCATCTGCGCAGAGGGGAGTGGAGCTGGAACTCCTGGGTCTCCTCCTG
CTCCTGCGCCGCCCTGCTGGACCTCCTGTCATTCTTCAGCTGGAGTGGCCATCTTCAGGA
GGCTGTCCTTGTCAAACCTGAAGAGCCTCCAGCCCTCCTCCTGCGACAGGTCCTCCGCGC
CGCGGCGTTTGTAGAACTGCATGGACGGGGCGTTGTTTTCCGCCACCACGAACATCATGC
CGGTGCAGCGCGTCTTCATCGCCAGGTCACTGAGGTGCCGCAGGATCTCCGAGCCCATCC
CCAGACCTCTGTACTCGTTCATCACGTAGAACTCCTCCAGGTAGAGCTGCTTGCCCACCC
AGGGGTCGTAGGTGAAGTAGTACATGGCAAACCCCCCCACCTTAGGATCTTCACTGCTGC
TCTCTCCTTGGATTTCAGCGATGATGCAGTGGTAAAACGGCGTTTCACCAAATCCATCCT
CCAGGAGATCTTTCTCCGTCAGCGCCACCTGGTGCTCCATCTCCTCGTATTTAGCAAGCT
CCTTCACGAGTCGTAATATGTCTGGCACGTCCTTGGGCTCTGCTTTTCGTAATTTATACT
CCATTTTCTTCTTTTCCCTTTTTTTCCTTTAGTCAAAAGTCCTCTGTATGTGAACTGGAA
GATGAGAAGTTTCTTCATTCGCGTCAGAGTGGCTTTATCCCCACAGTCAGCCTCTGGTCC
GGACGCGTCTGTCGGGACAAGATCATTCAGCTGCGCTCAACCTCGGCTGGGTCACTGCCG
TTTAGGCCCCGGCCATAATGCCCGGG
>CL1652Contig1
TTTTTTTTTTTTTTTTTCCAGAGAGAAAAATCATGCTTTTTATTCACAATAATTTCAAGT
GCAGCTGAACAGGACATGTTTAACAGAGGCACAAAATCCTGACTTTGGTAACAAAGGAAT
ACTTTCAGAGTAAAACATTCCTCAGTTTGGCATCTCGCTCATTGAACTGAGCCCGTCATC
CTCCAGTCAGAGTGAGTGTCTTCATGCCTCCTTGACATACGTCCTCACCGCCACCACATC
TCCCATAATGCATTTCGCTATCAATTTTCCATCAGAGATCTCCCTCTCAATACTCGTCTC
CTTCCCGTCCCAGCTCTGTTTCTGCACAAGCTTGCCGTTGTCCAGCGTGATCACGGTCGT
GGTCTTCCTGTCGTCCGCGGTGGTCTCCTCGAAGGGCTCGTTGAGCTTGAACTTGACCTC
GGTGGTTTTGAAGGTGCTCTGGGACTTCATGGAGATGGTGCCCTGGTCCTCGATGCTCAC
CACGAGGTTGGGTTTGGTGCGGTTTCCCACCTGCCGAGTTGCAAATCCTACACCAATTGC
CTTCATGTAGTCGTCAAAGTTCTCGCTGGAAATCATTTTCCAAGTTCCAACAAACTTTTC
AGCCATTTTCCGTTGCTTCTCGATGGACCAAAAGGAAAGGGGAAAAATAAAGATGCCAAC
AAACTCCTTATTCTAAATTAGTTTTTTAGGTCAGTTTGTGCCCCGGCCATAATGCCCGGG
TTAAC
>CL1653Contig1
TAACCCGGGCATTATGGCCGGGGGGCGCTAGTCCGCAGTAGTTTCTGGAACGTACCTCAT
GCTTGTATCATGGAGAAAATTTCAGCATTGAAGGAGCAGGGCAACAAAGCCCTGAGTGCA
GGGAATATCGATGAAGCTGTGCGTTGCTACACGGAGGCCTTGGCTCTCGACCAATCCAAC
CATGTTCTGTACAGCAACCGCTCAGCTGCTTATGCCAAAAAGGGCAACTATGAGAACGCA
CTCCAGGACGCCTGCCAGACTATTAAGATCAAGCCAGACTGGGGAAAGGGCTATTCCCGA
AAAGCTGCAGCTTTGGAATTTCTTGGGCGGTTAGAGGATGCCAAAACAACGTACCAGGAG
GGACTCCGCCATGAGCCCAATAACCAGCAGCTGAAGGAGGGTTTGCAGAGCATCGAAGCG
CGGCTTGCAGAAAAGCTGATGATGAACCCCTTTGCCATGCCCAACTTGTATCAGAAGCTG
GAGAACGATCCAAGAACCCGGGAGCTTCTGTCAGATCCCAGCTACCGAGAACTGCTGGAG
CAGCTCAGAAACAAACCGTCAGAACTTGGAACGAAGCTGCAGGACCCCAGGGTGATGACT
ACACTGTCGGTGCTGCTCGGCCTGAACCTCTCTGAGATGGAAGAAGAGGAGGAACGCTCT
CCTCCTCCTCCTCCCAAACCCAAGGAGACTCCACCACCGCCCCCTAAAGAAGAAGACCTA
CCTGAAAACAAGAGAATGGCTCTGAAGGAAAAGGAGCTGGGTAACAGTGCTTACAAGAAT
AAGGACTTTGAATCTGCGCTGAAACATTATGAGGAAGCTATGAAGCACGACCCTACCAAC
ATGACTTATTTATCCAACCAAGCAGCTGTGTACTTTGAAAAGGGAGACTTTGAAAAGTGC
AGAGAGTTGTGTGAGAAGGCCATCGATGTTGGCAGAGAGAACCGAGAAGACTACAGACAG
ATTGCAAAGGCTCTGGCTCGAATTGGTAACTCGTATTATAAGCAGGAAAAATACAAAGAA
GCAATTCAGTATTTCAACAAGAGTCTGACGGAGCATCGCACACCGGACGTCCTGAAAAAA
TGCCAGCAGGCTGAGAAGATTTTGAAGGAACAGGAAAAACTTGCCTACGTCAATCCAGAG



CTGGCGCTGGAGGAGAAAAACAAGGGCAATGATGCTTTCCAGAAAGGAGACTATCCGTTA
GCCATGAAACATTACTCAGAGGCCATTAAAAGAAACCCCAATGATGCCAAACTCTACAGT
AACAGAGCTGCCTGCTACACAAAGCTGTTGGAGTTTCAGCTTGCCCTTAAGGATTGTGAA
GCGTGCATTAAGCTGGATCCAACCTTCATTAAAGGTTACACACGTAAAGGAGCGGCTCTT
GAGGCCATGAAAGATTATTCCAAAGCAATGGATGCCTATCAGAAGGCTCTGGAGTTGGAC
TCCTCCTCAAAGGAAGCGACGGAAGGCGTTCAGCGCTGCATGGTCAGTCATGCCACGAGG
AACGACAGCCCGGAGGACGTGAAGAAGAGGGCCATGGCTGACCCTGAGGTGCAGCAGATC
ATGAGTGACCCTGCAATGCGGATGATCCTGGAGCAAATGCAGAAGGACCCCCAGGCCCTC
AGCGACCACTTGAAGAACCCCGTTATTGCTCAGAAGATACAGAAACTTATTGATGTTGGA
CTGATTGCCATCCGCTGATTAGAGCTACGTGCCCAAGAATATCCCGAGATGACAGTGGAA
CAACAGGGAGATTCCTCAAAAGTACTACATCCACTTCTCTTGCCTTCAGATTTGAATTAT
ATCGTCACGGGTCTCTCTGGGACTTTGTATGTTCACTTTTTTCTTTGTGTTTAAATCGGA
TTCACAATTTTTATATTTGTTTTGGAGGTAAAACATCAGTTGGTATGTTTTCTGAAAAGC
TTCAGCGCTCTAGGCAACGTCATCCAAAATAAAAGAAATTCAAAATGTGCAAAGACTGTA
TTACATCTTCATAGAAATCTGGAACATCACCTAATTACGAAAGGGGGAAGCCAACCTAAA
GCTATTTTTGTATTTCTGTTGGTTCATGGTTGAAGCTAATCATAAAAAAATAGTTTTCCT
TTTCTGCACTAGCTTCTTTGTGTGTTTTTTTTTTTTAATCCGTGACAAAAGCTGTTTTGG
GTTTGAACGGTTTTCTTTTAACTTTGCCTTTTTAGACATCTTTTTATTTCACAGGTGCAG
AGCTCAGCTTATAGCTTCTACCAGCTGCACTCCTTCAAGTTGTCAAATCTAAAAAGGCTT
CAATCTTCATGGCATTCATTTTAGTTTTCTGTGCACTCTTGATGCATTAATTGATTTGTG
AACTTCTCAAATAGTTCCTGGCTGACCTCAGTCCTTAATTCCTGCAAGTCAATAACTGTT
TGGCAAGGCTGGAGGGATTTGCCTCCAACTGACCAGTTATTGGTTCTGACAAATATTTAT
CACTTCACGATATCTTCTAAATACTAAATATCTGGTTGTGTGAAGTATTTAAAAGAGCCT
CTATTTGTATCTGATTGCTATATTAGGCGTAGAGGAGAGAACGGATCACGTTGCCATTTG
AGGTTACCTCAACGAAGCATTGTTGCGGTTCATGCAGGTATCTATGTACTAGTCACGTAT
TTTGCCTCAACAAATCCATAAGATTTTTCATGTCTGACATTTACTGTGGTTCAAGAGCAG
TAATAGGGGGGGTTGGGCTTTTTTTTTTTTTTTTCT
>CL1654Contig1
CCCCCCCCCCCCCCCGGGAATGTTGAAGACAGAAAGGGAGGTGGGAGGTTGTAGTTTTTG
TTTTTTCTGTTTTTTTATTTGGGATAGAGACAGAGCAGTTTACCAGCACTCTGATATCTG
TTGAGTGTGTTTGCTCATTGTGTGTTTGTGTGTGTCCGGCAACATGAGGTGTACTATTCC
CACTCCGTGGTCCCGGGCGGTTTGGAGGTCAGATCGTACATGACTCTGGAGATGCCGGGG
ATCTTGCTGATCTCGTTTACCATTTTCAGCACCACCTCCTCTGAGATGTGGTTGCCAGGC
GTGGCGGGGATGCCCGTCATGAAGTCGCTGGTGATAAAAGTGCGGATCACCACAGAGCGC
CTGCAAGAGGGCTGCTTCTGCAGGGGGTCCCGGTCAAAGTGGAGGGGTGTGAGGATCACT
GGCATCTGGCTGATCTTGCCCGAAAAGCCAAAATCTCTAAGAATAGAATGAGCCACAAAG
TCCGCCTGTCTGAGCGTGCTCAGAACGCCTGTGGTCAGGAAAGTCGGGGTAATGTCTTGA
GGCGGCTCCTTAACATGTGGTCCAAAAATATACACAACTCTGTTGATGGTGTGGCACATA
CGAGGGATGAGTCTAGCCAGGAACATGAGGGATTCCCAGTGCGGTGATTCTTTACTTGTG
ACCCCGCACACATAACTGTAGGACCTACAATCCCCCTGGACGCCGACAGTTTTGATGGGC
AGCAGAAAGGCATTGAGTGAATGGCGGCTGGTGATCTGCATGAGCTTCTCCTCCTCATCA
TCTGAAATGCAGGATTTAACTCTCTGGAGCAAGGCATGGGGCTTTTTGACACTTGCAGAA
AAGTCTGCGACGATTTTTAGGATATTGTTTGTTTCAGCAAAATCTTTGCAGATGTAAGGC
TCCTCTGCACAAATCACTCTGATGGACAAACCACGACCAGGAAATGGATGTCGTGAGACN
ATCTCCTCTGGAANGCCCAACTCCCTCCCGAGCGCTCTGACCTCATCTTTATGAAAGTCT
TT
>CL1655Contig1
GTTTATTTCTCAGCTTTAGTTCTTTCACAGTGGTATAAAACTGCATTTTCGTTTTTTTTA
GAGCAGGAAAAATCATAATGCAGATTTTCATTTTCCCAAATCCTTCAGAGCTGGTCTCCT
TACAGCCATTTTTCTGTTTACACAGTACACTCTGCTTGCATAAAAGCATCAAACACATGT
GCTTATCATACACGGTAACAGAGATCTAGCCTTAGGCAGCCTCTCACAGCGGTGTAGAAC
TGTATTCCCTTTAAGAGCTGGGAAGTTTGTTCATTAGGCTTTTTGGTGCATCTTCTAGCA
CACAAATTTGTCAAATTAAAAAAGAAATATTCAAGTATAATTGTGTGAGGCCTGCTACTA
CTTCTTTTCTTTAAACGTTTCTTTTTTAGTCATTTTGATTAAGAAATACTGACACAATTC
ACATATCCAAGTAAGATTTACACTGGTGTTTGATTCCATGCTCACCGACACAACTATCTA
ATACTACATTCAAGGAACCTGAAACTGTATTGGGTTATAATGCTGTTTCATATTCCATTA
ACCAGTAAACTGGTTTCATTCACATCATTTGCTTAAGAAAATCTAAGCTACACACGCAGA
AATCTCGTTTAATCTGTAAATTCACAAAAAAAATGGAATCAATACAAAGCCCCACCAACA
GCATGGAGTGAACAAACCTTTAATGTTCTTAAAAAAAACACAATTTAAAAAAAAAAAGGG
TTTTTACGGGGCTGAGGGTTTAANACATCCTAAGGGAAGTGCAACAAAAAAACTGTTTTT
TTATAACNGGCCNGGTAAATAGATTTAAAAATCAGGTTACAAAACGATTTTGGAAANATG
NCTTTGTTTTGTTTTGAGCTACGGGCTTTTATAA
>CL1655Contig2
CTTCNAGGNACCNGNAACNGTNTTGGGNTATAATGNTGTTTCNTATTCCCTTAACCCGTA



AACTGGNTTCNTTCNCNTCNTTTGNTTNAGNAAATTTTAGNTNCCCCCGCNGNAATNTCG
NTTNATNTGNAAATTCCCNAAAAAAATGGNATCNATNCAAAGCCCCCCCNACNGCNTGGN
GNGNACNAACCNTTAATGTTTTTAAAAAAAACCCNATTTAAAAAAAAAAAGGGTTTTTAC
TGGGCTGAGGGTTTAAGACATCCTAAGGGAAGTGCAACAAAAAAACTGTTTTTTTATAAC
TGGCCTGGTAAATAGATTTAAAAATCAGGTTACAAAACGATTTTGGAAAGATGTCTTTGT
TTTGTTTTGAGCTACTGGCTTTTATAAAGCAGGGAAGACATAACAGACCACTAAAACACA
ACCCATGTGCTTACAGCACAGTCTGATAGATTTTTAGTGCAGCCAAACACTAAACAGTGT
CAGAGCCAATACCCTGCAGTTCCCTTGTTTGAAACCCATGGCTCTTGGCTGCATGGTCCT
GTATTGACCCCTTGTGGAGAACACAGAGGAGACACATTGAAAGCCAAAAAAATAATGGGA
CAATTAAAAAACATTGATGGTTAATAAAAAAAAAAAAANCTTTANTNGGGGGNCNCCAAA
NCNNNANGGCAAAAAAAAAANTTCC
>CL1656Contig1
TTTTTTTTTTTTTTTTTTTCAACCATAAGTGCTTTATTTATTAGAGATAAGCAGACAATA
CAAAACATCAACCACTCATTATTTAGGCTTAATTCTGATCATTGGTCCTCCGTATTCTCA
TCAGCAGTCGTCTTCACATCATCAACGTCACATCATCAACGTTCTCAATCTGAGGAGGTT
CTGGTTTTAACAAAAGTGAGGAATGTCATTGGTTTACTTCTTTTGAGGCCAGATTTTCTG
ACCCACAACCGGGAAAAGAGAGGTTTTGGAAATAAGTTCAAAAAGAGAAAACACGGAATG
ATAACAAGAAAAAGAAACAAAAGAGAAAAATGATAAATGTAAGATATGGGTTATATCGGT
GTTCATACATATTAATTCAAATTACACCAAGTCACACTTACAAACGTAACCATTAGTTTG
GCAAAACAAAATTAAATAAAATTAAATAATTGGAGCATATAAATCAGGATTCAGTGTCTG
CATAACTAAAAGGTTTCTGCCTGTCCCTGTCTCAGCAATCATTCAAATTGTACTTGGAAT
AAGCAAAACTGCGTCTAAACATGGTAATTTTGTGTATTTCAATGATTTTTTCCTTCAGCA
ATTTTCTCAATGATTTCCCTTCTGTGCATGTAGTTCATCTTCTAGAACTGTAATGACCCC
CCCCCAACAGCTTATCTTTTTTTTATTTGTTCCCAAACCCACACATCACATCCTCCCCAA
AAAGTCCCACAAATGACGCCGGTTCTTCATTAGCCCCCCCTTATCCTGCCAAACTGGAAT
GACTCAACTGAACTGATGTGTCTGACGGGCCTCGGCTGAGGAGCAGTGCACTTTCATTTA
TAAAGGGGATCCTTCCAGGGTGACTACTGATGAGCCCCCAAGCTTTTCTGCAAGGGTGTG
TCGGTCCTTCAGGTCCTCCAAACCGTTCACCTGCCACTCGTGCTTAATGCCCTCAAACTT
TCTCTTGATAGCATCTTTTGAGCTAGCGTAGATCATCTTGCTCTTCAGAGGAGCGCTATC
TGGAGCCCAGAAGATAAAAACCAAGTCCTCCTTCTTGGTTTCTTTGGTCTCATAGGTGGC
GTCGTACAGAGCGTAGCGGCAGTCGTCCGGAGGCAGCATCTTCACAAAGTGCTGGTACGG
GTCCTGAACGGTGGTACCCAGGTCCCCCTGGAGGATCTCTTTGCCATCGTCCAGAACAAT
GTTCTTGAGGTCTGAGCTCAAGCAGAAGAGAACGGCCTTCTTCCTCCTCCTCTTCTCATC
TTCATTCGCCTGAGCTTTACGCACCTTCATGTCGTTGAAGATTGCGATAACTTCATCTGT
GACTTTAACGCCAGAGGCCATTGTCGGAGCTGTGAATAGATCCCTC
>CL1657Contig1
TTCTTGGTTTATTGTTAGTGAGAGTAGGTTGAATCAAAAATGTTCAATGGGCTCAACAAA
GAATGCCTGGAGCCATCCATCACAGTTCAACATTTGTACAGCCTGTTCAGTCTGGTGATA
TCATTGTTGCTCATCTGAGTGGCTGTGCCAAAAGGAACATTAGGATCAGGATAGGGCTCC
ATGGTGGGCCTGTTGTTTGCAGAGAAGGCATATCTGTGGTACTGCATGACAGAGTTGTAG
TCGTAGGGAGTGTCCAGGTTCAAAGTGTTGAGTTTATCAAAGGCGTACTCCAGACCGGAC
TGGATGTTCTCCCACAGAACTCGGATGTGTTGGTCCCTGTCAGAACGACATTGTTCGTGG
TTGAAGCCAAGGGCGTGAAGCAATTCATGTTGAACTGTGCTGTGGTAGATGCAGCCCTGG
CGGTCCAATGACAGCGTCTGGCCATAACCGATGCGTCCAACGTAGGAGTAACAGCCATTT
TGTGACTGAATGTGAACATAGTCTCTCTGGCCAGAATAAGGGATAAATCGGATGCAGGAA
ACCTCAGAAAAAGACTGCAGGCCCCGCTCAATGACTTGGAGTTCACTAGAAGAAAAATGA
TTAGCAATCACATAGGGTATGTACACCCTTCCATCAGCAGATTTGGGCCATAAGCAGCTG
CTGGATGTGCACTGGTCAGCGTTCCTGTCAGATTTACTGACATAGGCAATGTCATCCACC
ACAAATGGCTCGTCTTCTGTATGAACGACATCCTTGTTGGCCTTCCACAGGAGCTCAGAG
ACGGACAGTTCCTTCTCTGTGGCCCAGGAGCAGGTGGAAACAGCCAGGAGGATGGCAACA
CTTAGCTTTAGGGAAGCCATGTGGTCAAACATCCAGT
>CL1658Contig1
CGGCACGAGGCGAGGGCACGCCAGCATGGTACAGAAGTGCAAGTTGTGTGCCAGGGAAAA
TTCCATTGATATCTTGGCGGACACAATAACAGCCTATAATGTAAGCAAGAATCTTTTTCT
GCACAAAAGCACACTTTGAGTCAAATAAAAACCTGAAAACAGAGATATTCAAACTGTGTT
CATCATGAAGGCTTTTTAAAAAAAGTTATATCTGGCTGATGGCTCCGTATTTGTCATGGA
AATGAGTTGTGCGAAGGACCCCCACCGGAATTGGTTTGTATAGAAGACAATACTTTTTTT
TTTCCTAATAAACAAACACCTTAGTGCATGCGGACGCACCAAACACCAAACTGAAAGCAA
AAAAAAAGGCAAAAAATTCTGTCTTAAATGCAAATGTTGTGCTAAGTGGAATTTGCAAAT
GTTCAATCTTGTGTGTGTGTTTTTGTGTGTTTGTTGGGAGGAAGGCTGAAAACAACGAAA
CCTTCAAGACGATGGTTCAGTTTGAGTGTCGAGGTCTGGAGCCCGTTGACTTCCAGCCAC
AAGCTGGCTTTGCTGCAGTGGGAGCAGAAACCGGAACACCTTTTCCTGAAGTCAACCTGC
TGGAAAAAGACTGGACAGACTACGATGAGAAGGCCAGCAAGTCAGTCGGGATCTATGAGG
TCACCCATCGGTTCACTAAGTGTTGATGCCGTCCTCCCATAACCTTTAGGACGGGGTGAA



TGAAACACTGCTGCCAAGACTCCAGACTCTGATTCCTCCAAACCAGAGTTCCTCCTAAAC
AGAGAGCGTGGACTTTGAGTGATGAGGAACATAAATGTATGTGAATGTGACACAGTTAAT
TCCATCCTGGATGGATCAGTTTAATTACATACATGCTTTTTTCTTTTTTTTACTACCTTG
TCAATAAAGGTAAGT
>CL1658Contig2
TTGTGATGATCAAGAAAGCAGTGTGCAACTAAATATAAGAAACCACCTTTTTCTAGGTTT
TTGATGTTATATCACTTGTGCTATCCAAGGCACTTTAATATTGGGAGTTGGGTCATCTAG
ACCCACTAGACAGTGCTCTGGACCTTTTTCGTCAATGACTTGTGATCTTCACTGGTGTCC
ATGGATTACATGAAATCTTTCCACCTTTATCCACCTTAGTGTTGGTAGGAAGAACACATC
AATGTAAGGGTGGGGTAATTTAAGATGGCACAAAAAAACTTTAATCTTTATCTAAAGGTT
CATTTTTACAGCCATGTTTAACTTTCTAAATCTGCCTAGTCCATCATGAAGTTCAACTAA
AACTATTTAAAGCAAAAGAAAGGGAAAATTAAATTCAGAATTGTAAACTTAACCTTTATT
GACAAAGGTAGTAAAAAAAAGAAAAAAAGCATGTATGTAATTAAACTGATCCATCCAGGA
TGGAATTAACTGTGTCACATTCACATACATTTATGTTCCTCATCACTCAAAGTCCACGCT
CTCTGTTTAGGAGGAACTCTGGTTTGGAGGAATCAGAGTCTGGAGTCTTGGCTGCAGTGT
TTCATTCACCCCGTCCTAAAGGTTATGGGAGGACGGCATCAACACTTAGTGAACCGATGG
GTGACCTCATAGATCCCGACTGACTTGCTGGCCTTCTCATCGTAGTCTGTCCAGTCTTTT
TCCAGCAGGTTGACTTCAGGAAAAGGTGTTCCGGTTTCTGCTCCCACTGCAGCAAAGCCA
GCTTGTGGCTGGAAGTCAACGGGCTCCAGACCTCGACACTCAAACTGAACCATCGTCTTG
AAGGTTTCGTTGTCTTCAGCATTATAGGCTGTTATTGTGTCCGCCAAGATATCAATGGAA
TTTTCCCTGGCACACAACTTGCACTTCTGTACCATGCTGGCGTGCCCTCGTCCTCCTTTT
AAGGGCACACTCTCCACTAAGGTCACATACTGCCACTTGTCAGGAATTTCGCCGCAGTTC
CCACATTTAAGCTTCAGAAACCAACGGAAGTCCTCTCCCAGCGGCCTCACGTTCGTGACG
TTTTCTAAGGTGGCCTTGAACTGGAGGCCAAATTTCTGTTGGATAAAACAAGACGTTGAA
ATTAAAAGACCTGAAAACTGCGAGCACGTTTACTCCAGAAATAAACACAAACGCCTCAAA
CCCCCTCCGCCATAATGCCCGGGTTTA
>CL1659Contig1
TCCTTTTTAAAGAAAGAAAGCACGGGTCTTTGTTATGGCTCCAGATCTCCTAAAAATGAA
CACAGCCACATCTAAATTTGACATTTCTTTTGAGAATGATCATAGCCAAGATTAACAATA
GTTGCTGATATCACTCCTACATAACTGACAACGATGAGGGGGGAAATAAGCAAAATAAGC
AGTTATAAAAATCAAAAAGCCAACTTTAAACATCAAGATACAATGATACAGAAGAATCTA
AAACTATAGAATGCAGCTGTTTTCCAGGACATGGATGTTCTATTGTTCAGTACTGAGAAT
ACTCTTTGCTCTCCAATTTGGCAATAATTCGCTCCAGTTGCCTCTTAGCTTCACATTGTG
GAAAGTTGCTCATATCGTAGTACTGGGGTGCAATCTTCACCAGCCACTCTGGTTTGATGT
CTGTGCACGTTCGGATGTAGTTCTTGGTCGTGAGGACAAACTCATTGTAGAGCACCCACT
CTGGCTTGTGGTCCAGGACAGTGGACGGGTGCAGCTGAACCACCTGGTTGTCTTTGACTG
TGAGGTAATGTCCTGTGCGTTCCAAATGAGCCACCTGCATGAAGAAGCCAGTGCAGAGAG
CACGCCGGATGTTGATGTAGTAATCTCTGCTGGTGAACTCTGTGCTCCGCCTGGGCAGGT
TAAAGCGGTCCATAATCCTCGACAGCTGCTGACGCACGTTGTCAGCAGACATCAGTGAGC
GGTAGTTGACAAAGTTGTCATAGCACCACTGGTTAGACTCATGGTTTTGTTTGAAGGCAT
GGTAGACATTGAGCATCGTCAAGTGGTCTCCATCAATGTGAGCAAACCTCATCTTGGACT
CGTCAGCTGCCTTCTTAGCCTCCGTAGGACGGACAAAGCACTGTGGGACTGACAGCATGG
CGGTGATGGAAAGAATTTCGTTGGAGCAGTTAAACTCGCAGCTCGCAATGACCATCTTTG
CTAGCTGAGGATCCAGTGGAAACTCCGCCATCATGGAGCCCAGCTCGGTGAGGTCTCCGT
CATCGTTGAGAGCGGCCAGATAGTTCAGCAGTTCAAGAGCTCTCATGAGGGTCTCTGGAG
CTGGTGGATCCATGAAGTCAAAGTGAACGAGGTCATCAATGCCCAGCTTTTTCAGCTGCA
GCACCACGGAACCCAAATTGGACCGAAGAATCTCGGGGTATGTGTTATCCTGCATCTCAG
TTTTGTAGGCTTTCTCCGTGTAGAGACGGAAGCATTTCCCTGGTCGTGTTCTGCCGGCGC
GACCCGCCCTCTGCTGGGCAGAAGCTTTACTGATGGCTGTGACCAGCAAAGACTCCACTC
TGATCCGAGGATTGTACACCTTCTGTTTCGCAAATCCAGGATCGATTACAAAAACCACTC
CATCAATTGTTAAAGAAGTCTCAGCGATGTTTGTTGACACTACGACCTTTCCTG
>CL1660Contig1
GATTCCCACAGCTTTGTGATTCGGATGAACAAGGCACTGACTCGGGGGTTTGAGAAGGAT
GTGGGGAATCGGACCACTCATCATTTCCTGTACCCGGAGAGCGCCGTGGACGTGGACGGC
GGCGTCAGCCTCGTCCTGCTGCCCTTCAAGCTCAGAGACCTGGAGTGGCTAACCAGCGCG
CTGTCCACTGGTCACATCAAAACGACCTACATGAGGGTGAAGGAGCGGATCCAGGCCGAC
AAAGACAAGGTGCTGGTGGTGAATCCGGCCTTCTTCAAGTACGTCCATGACCGGTGGACC
GAGCACCACGGCCGATACCCGTCCACCGGCATGCTGGCCATCGTCTTCGCTCTGCACGTC
TGCGATCAGGTGTCCGTGTTCGGGTACGGCGCTGACCGGGAGGGGAACTGGCACCACTAC
TGGGAGAAGAACCGGCACGCCGGCGCCTTCAGGAAGACGGGGGTCCATAACGCCGACTTT
GAAACCGAGATCATCCAACAGCTCGCCATAGAGGGCAAGATCACTCTGCACCGCTAACAC
CACCACTGCCCCGCCTCCTGAGGCCCCGCCCCCGCAGGGCCCAGCCGGGGACCGACTGCA
TGCTGGACTGAAGACG
>CL1660Contig2



GATTTTATTTGGTATCATTCCATAACAGAACCGTAGACTCGGGTCATTCGGTGACCTCTT
CTTCCTCCCTGGAGGGAATCGAACCTCCGAGCTGTTCAGCGTTTGAACATCAAAGCACAG
ACGGGTCAGAGCAAACAGGAAATGGAAATGTGTTTCCTGTTTGTGTTTCCAGGACCTACA
TGAGGGTGAAGGAGCGGATCCAGGCCGACAAAGACAAGGTCAGAGCTTCATCACTCGCCT
CTTTCCCTGCGGCCCATTTGGTCGCTGCGTTGGGGGCGTGGCTTCCTGTAAGCCCCCCTG
CTGCTTGAATACATGAGGGCGCTGTTGTCCGTGCAGGTGCTGGTGGTGAATCCGGCCTTC
TTCAAGTACGTCCATGACCGGTGGACCGAGCACCACGGCCGATACCCGTCCACCGGCATG
CTGGCCATCGTCTTCGCTCTGCACGTCTGCGATCAGGTCAGCAGGGGGCGCTCTTCCTCC
CACGTGTCAGAGTTTCCCGCCTAACGCGACTCCCTCTTCAGGTGTCCGTGTTCGGGTACG
GCGCTGACCGGGAGGGGAACTGGCACCACTACTGGGAGAAGAACCGGCACGCCGGCGCCT
TCAGGAAGACGGGGGTCCATAACGCCGACTTTGAAACCGAGATCATCCAACAGCTCGCCA
TAGAGGGCAAGATCACTCTGCACCGCTAACACCACCACTGCCCCGCCTCCTGAGGCCCCG
CCCCCGCAGGGCCCAGCCGGGGACCGACTGCATGCTGGACTGAAGACGCAGCTTCATCAG
CTGACGCCAGTGATGAAGAGGCGTCTGCTGGGACTGACCACACGGAGCCTGGCTCCGAGG
GGAACAACCACGCCGTTTCTGCATTCTTTCTTTGCAGGAGACGTTCTTCTGACTTTTAAG
CCAAACTTTCAGGAAATGTTTACGAGTCCCTCCAGAGAGACCAGCTTTATTCTGAAAGGT
TCCGGAACCCGGAAAATGACAGGAAGCCAAACGGAGCCCCGCCCCAGCTGACGGGGGGGG
GGGGAAA
>CL1661Contig1
GAGGCTTGCCTCAGACTGGCTGATCTGGTTAGATTGTAGAAATCTAAATCAATGAATCTA
TGAATTGATCAACCCCTGAATTCAGTTTTACCCCCAAAAGCATGGCGGTTACCATCTGAC
TGACACTGCAGACACAGCTGTCCAGTCATCCGGAAGCAGCTTTAGGTGAAGAGGTCACGA
TGAAGGTCACAGACGTTTCCTGGCTTTGATCAGCGATGCCTGCTCTGACCTGCCGCTCAA
ACGCTCCATGTTTCATTCCTCCAGAGACTCTTTCCATTCCTTTGTCACAACATGTGTTTA
TTTATGTCACTTTCTGTGTCCTGTCAAGTCAAGCACGCCTTTCTCCTCCTCCTCCTCCTC
TGCCTGAGGCGTCAACAGCTGAAATGTTTTTACCCAGAAATGTCCCCAGAGGTCACCTTT
GGACATTTTGTCTAAGAAAAAAAATGTACATTGAGCGTGACACTGTTGTGTAGTCTGAAG
CCCAGCTCTCCCATCGCATGTCCGACCCCCGCTCTCCAGGTTGAAGGAGGAGACGGCCTC
CTGATGCAGGAGGAGCGCGCCGCCCGCGTGAGCTTCACCAATCACTTCAGCAAAGCTCTG
ACCGAGGTGGTTCTGACCGTGGAGGGATCCGGTTTGCTTTTGGGGAAACGGGACACAAGG
GTCGCTGTCCTGGAGCCAGGAAAGACGATCTGGAAGAAGGTGTCGATAACGGCGACTTCG
CCCGGCACTAAAGTCCTGATGGCCACGCTGTCGCACGGCGCCGACTCCATCACTGCTTCC
AGGAGTTTCCACAAACTGTCCGTCCTTCCTGCCTGACGAGACGCCATCAGCCACATCAGT
TTAATGCCGTCAGAGGACGAGAAGGGAAGAATNATATATAAAAACAAAAAAAAGGGGTTA
CCCTTGTTATAATTTGCTGATAAGTCCATATTTCCTCATTTTTTTTGGCCTAACAAATTG
CAACACATGGATTTTTTTCAAGGATGAAATGACATTTAATATAGTAAAATAA
>CL1661Contig2
CCCTTTAGGGTTGAGGACGTGAGTGAGCTTCAATACACCCAACCATGAAGGTTTACAGCA
CAGGTCTCTCTGGCAGGAACTTCCACGTGTGGGTGGAGTGCTGGATGAGGAGGGACGACC
TCAGCCCAGAGTTTAACGGCTGGCAGGTGGTGGACCCAACGCCCCAGGAGACCAGCGCAG
GGATGTACCGCTGCGGTCCCTGCCCGGTCGCCGCCATCCTACAGCGCCGCCTCAGAACTC
CGTATGACGGCCCCTTCCTCTGTGCCTCCGTCGACGCCGATGTCATCCGGCTGGTCGTAC
GGAACGAGCAGGTGGTGGGGAGGATGGTGGAACCAGACATCGTGGGCCGGCTGATCTGCA
CCAAAAGCGTCGGTTTGGACCGCCCAGAAAATCTGACGTGGACGTATAAGCAAACGAGAA
GCGAACAGCAAGCGGGCTTTCCTAGCAGCAGTCAAATGAGCAGGATTCAACCGCGAGTTC
AACTCAGCGGCTCAGCAGAAAGCAGAACAGGGGGACCGGCCCCCACCCTGCAGGTGTCCC
TGACCATCGATGAGATGCCAGCCCTGGGCGAGGACATTCGCATGACCGTGACGGTTTCCA
ACCGCTCCGGCAGCCCCCGGGCCCTGCTGGAGCACATCAGCGCTCAGCTGAAGGAGTACG
ACAGCAGCCCGCTGAAGAGCTTCTGGGTGTTCCACGGCGAGGTCCTCATCCCGCCGTTTG
AAGCCTTGAGACTCCATCACTTCATTTCCTACTCGGACTATTCCTCCACCGTGGCGGGGG
AGGACTTTGTGAATTTGGCGGTGGTGATGAAGGACATGAGGACCAAAGAAAGATTCCTGG
CTGCTCAGGAGTTCAGCATTCGTGCTCCACAAATCGCTATAGAGGTTGAAGGAGGAGACG
GCCTCCTGATGCAGGAGGAGCGCGCCGCCCGCGTGAGCTTCACCAATCACTTCAGCAAAG
CTCTGACCGAGGTGGTTCTGACCGTGGAGGGATCCGGTTTGCTTTTGGGGAAACGGGACA
CAAGGGTCGCTGTCCTGGAGCCAGGAAAGACGATCTGGAAGAAGGTGTCGATAACGGCGA
CTTCGCCCGGCACTAAAGTCCTGATGGCCACGCTGTCGCACGGCGCCGACTCCATCACTG
CTTCCAGGAGTTTCCACAAACTGTCCGTCCTTCCTGCCTGACGAGACGCCATCAGCCACA
TCAGTTTAATGCCGTCAGAGGACGAGAAGGGAAGAATAATATATAAAAACAAAAAAAAGG
GGTTACCCTTGTTATAATTTGCTGATAAGTCCATATTTCCTCATTTTTTTTGGCCTAACA
AATTGCAACACATGGATTTTTTTCAAGGATGAAATGACATTTAATATAGTAAAATAAATG
CGGACCTGTGTGTGAAGACTAAAGGAAAACTTGTGAGCATCATTTTTTGTAGAGTTAGTT
TGAATAATTACAGCAGCAGATATCTTAATAATAAAAATGACAAAAAATGTCACCAATAAT
TCCTACCAGAGGAGACCGACCCAGCTCAGGAAAAGCACTGCTTTTTCTGTCAAATATTAG
AGGATAAAAATAGAAAGTTACATTGAGAAGAAAGATGTCTGAGTATGTCTTTCTATCTTT



CTGATGATAAGTCATAAATGTTTAAAATTATAGTTTAAAGAATTCAGATAATTCTGAGAC
TTTGCTTTGAAAGTGTCCAGAAAACAATAAGGAGCTGGACTTGGATTTGTTGGTTTTATC
ATTTTCAGTGTTATAAGAAATTAAAAAAGAAATGTTTATAAGAAAAATTATGATGGAAAA
ATAACTATTTTTAAGGTGTTTTTTCTTTCTGCTTTTTCTTTTGTGGATTCTGCTGG
>CL1662Contig1
GTTGAAGTTTTCTTTATTTGTAAGAATGTTTATGGAAAATTACCAGCTGTACAAGAACAG
AAACAAAACGTGGAAAATAACAGAATGGTGTGACTGTGACAGCTGACAGTGTCTGAAAGG
AAACGCTTTCCTCATCTCAAACAATATCCATCTGCCTGGCTTTTACTCTGCCTGCCTCTA
GATCAGCGACGGCCACTGAGCCGGACGGTCGCCACCGTGGAAAGCAGGACTTTGTCCGAA
GAAGATCGCACGTGGAACCCCCAACCCTTGAGGGGTCACGCCTTTTCATTCTTTGAGATG
CTCTTTGCAGCTTTGTTTGGCCCACAAGCGACTGGTTTCACCAGGGGCAGCTTCACAACA
CTGCAAAAATATGTCCCTAATGTCATGCACAGCTCAGAGAATAACATGACAAAATAAAAG
CATACAGAGAACTGAGCAAATACATTTTTATTTAAAAAATTCAAACTTAGTGGGTTCAAT
TTGACAGTCAGGAAAGAATTTTGATTTACTCAAAATCACAAATGTATAAACTGATGTCAA
AGTTTGTTATTTTGACAACATTTGTATTTTAGTCCACTGGGTCATCAGAGGGAGCCTGGG
TCAGTCCAGCTTCAGAAACAAACAGCTCTGCAGTGTTCTGCTGTTATTTTCTTCCCATGA
TAAAGCTGGGAGCCTCCGCATCATCCTCCTTCTCAGCCTCATCCTCCTCCTCCTCTTCAT
CACTGCTGCTCGCCGTTTTCTCTGCTGTGTCCGATTTGTCTTGATCCCCCACTTTGGCTT
TTTTCGCCATCAGCTTCTTCTGCTTCAGCTTCTCTCGCTTCTTCCGCCGCTTCTCCGTGC
GTTCCTGCGCCGCCTTCCTGTTCTCCTCCAGCTTCTTTAGGTAGTCCAGGTCCTTCTGCT
GCTTCTCCGACAGCTTGTCCAGGAAATCCTGTCTTTGGTACTCCCTGCGGCGCAAGTGGC
GGTAAACGTGGAACTCCCCACTGCCCGCGCCGGCGCTCGAGCCCATCACGTCCCTGACGA
ACTCCGGCGGCGCGCGCGGGTTCCACTCCTTCGGCCTGTCCGGAATGGGAGCTGGTTTCT
CGGGGTTCCGCATGAGCCGCTCAAGCCGTAAACGTTGCTCCTCTGCCGGGTTCTTGGGAA
TAATTAGAGGCTGAGCCTCTTTGGCTCCAGATTCCCCGGCT
>CL1663Contig1
TTTATTGCATTATTTTTCCACAAAAAATGTTGACAACTGTTGCAGCAAAATGTGTTAAAA
GCCCTTTCTCAAAAACAGCACAAAGTTGTAACATATTTGAAAGCTGGGTGTATTTTTGCA
GTCCTCTCTGGAATCACCATAAGCAGAAATCTCAGGTGCTTCTCATTTTCTTATAGATGC
AAGGTAGGCATACCAAAACAAAGCGATGAAGTTCGCAAACAGCACACGGAACTGAACAGG
TACAAAGTTGATGTTTATGAATTGAAATGGGGTCCAGACTTTCCAGTTCATCTTTAGAGC
AGTCCAGTAACTGCTTCTCATCTTTTTCTCAAAATCCTCCCATCCTTTAGCTTCCAGGAT
GTTCATAACAAAGTAAAAGAGAAGCAGAAATCCTGGTGCAAATATGAAGCGGTCCAGGAG
CAGCCGCTTGACTATACAAAAGGGATCTGTGGTGGGCATCCACAACTCCATCAGCTGGTA
AACGAAATGGCTCACTGGTCCTGTAATAAGTATCCCAAAAACAGCATATCTTGCAGCTCC
AGCGACATTTATCTCATTAGCTGGGGTTCCAATTTTGGCCTTTTTTCTTGCCTCTAGGAT
CTGTGACAGCAGATTTCCTAATGCAGAAAGAAGGCCACTGGACAGGGATTTGGTGAGGAT
CGGGTATTTCTTCAGGAGGATCAGGTACTGCTGGAGCAGATGGGAATGGACGCCCGCATG
GCCCCGGAAAGGCACGCTCTCCACAGGCATCGCTACTCTTTAAAGTGCGGTCCCCCGGCC
AT
>CL1664Contig1
TTTATTCAGTGTTATTGCACTTTGAGAGGATGTCTTTAATGCTGAATAAAGTACAGGTTC
TGACATGAAGTATACACTACATTGCTGTTAAAGGCGGAAAAGAATGCAAAAAATATATTT
ACAGGAAGTAAATAAAGATACTATAAAAGATGCTCATGAAACATTTGTGTTGAGCGGTCA
ACTATAAAAATCGGTAAAGGTTTACTTTCTTTAAAGCATCTTTTAAAATTGAAAAATACC
TTTATAGCTCCTACCGCCTGTCTTTGAACCCTAACAGCTCGGAGGTATTTAGACCAGCCC
CAGAATGCGTGCCACCCACCACTTGCAGGGCATGATGACCCTGCACACCGGCCTGCAGCC
TCGGTAGTGGTACGGGTACGGCTCGTAGCCCCTCAGCGGCTCGCAGATCCGCACGCAGTG
GGTGTAGCTGCGGCGGCACTCGTTGCAGCAGACGCCCTGGTGATCCAACATGGGGTCCAT
GTCCATGGTGGCTTCCTCGCCCTCCAGATTCCGCTGATAGGGGTTCTCCGGGTTGAACTC
TGCCTCCACATCCTCGTAGTCTTCCTCCGCTGTGGCTGCCTGACGGCGCTGAGGTGCGGC
TCTCCTCTTCCTCTGGCTGCTGCTAGAGTAGGTGGGACGGAGCCAGAAGATTGGCAGGTC
TTCACACAGGTCCTTGATTTTGTCGCTGAGGAAGGCGGAGTCAGAAAGAGGGGCGTCAGC
TGACACCCAGATCAGATCATCCTCGAACTTTGCAGGCATCACTTCGTCCTCCAGGTCAAA
GGTCAACGAGTCTTTGTCCGAGGCCCCCAAATCAGGTAGACGAGCTTTCACTTGAGTCTT
GATGTAGCACTTCTCTCCTCCTGCAAACCGGATCCCTGTAATCCCAATTTCAAAGTCGTG
GACCTCCACTGCCTCCTCCGCCCCGCTGCTGGTGCTGAATCTCTCCATGTTGTTGGCTGT
GTCGATCTCCATTGAGCCCTCCTCCACTTTGCCATTGATGCTCATGGTGTAGTGGACGTT
GTAGACGTGTTTTTCATTGTTGTTCCAGAAGTAGAAAGCCCCCACGGCCCCCAGCAGCAG
GAGCAGGGCTCCAACTATGAGCACAACCACCCCTGCCTTCAGGAGGCGGCCGGTGGCGGC
GGGTTTCACCGCCACTGCGGAGTAAGCCGGAGGCATAAACTGATGCACGTACTCGGGTNC
CCGCCGATGCAATCGGTACCTTCTCTGAGCTCCCGGCCATGACTGCAGCCGAACTGGCAA
A
>CL1665Contig1



GAGGGCGGACACAGCGATGGGATCCAGTACGACTCCGCTGACGGAGTGTGAGAAAATGGC
GAAGGCCAGAGGAGCTGTGGCTTTACCGCTACACTCCTACTGGTTTGACTTCTGGGTGTT
CGTGCTCCTGAATGTCGCCTTGTTCATATTTGTTTACTTCGTGGTTCCCTGAAGAGGTTT
GTCTCCTGGACTCTGAGGCCTGAAGTTGTGGATCCCTGCTGCCCTGCCGTGGAAGTGAAC
CCAAGTTTCAATAAATGAGTCCGTTTTATTTTGGAGGCCACGTATCAAGTTTCCGCCCAT
GATCTGACTTTTTGTTCCTGACATTCTGGCTTCATGTCGGACACCTGAACCACAGACTTT
CAGCGGTCGCCGGCTTTTGTGCATTGACTGCTTGTTTGGATTTAGTGACCAAGAGGAAGA
TATTTTTGAAATGTTTGTCGTATTCTTTGACTGACGGTGAAGTGTAACAGCTCTGATGCT
GCTTGGACGGTAACCTGCTCTGGCTCTGATTCCACATCAACAGTTTGCTGCAGAGCACTA
GAAGGCAGACTGCAGCGCCTGCCACTCTATAAGGAAAGTGTATTGAGGGTTAGTTGTGGA
GACCAAATTTCACACAAATGTGTTGCTGCAACACAACCCCATGCACACATGTTTTGTAAA
TTTGCACACGGACAATGCAACAAA
>CL1666Contig1
AATTTCCTTTATTGAGCTGACATCTGCTGCAGCACAGGGTTTCCTCTGCACTGATGGACT
CCTGCAGGCTGCAGGATTGTTCTCCAAGTCCAAAGCTGCTCCTCTGCTCCTGCGCTCCTC
TGCTGCAGCTGAACAGACAGGAGGAGCAGAGAAACAGAGGAGCCTCCTCCCCAGGTGTTC
CTGCTGGTTCTCTTCCTCGTCCTCTTCCTCCGTGAGGCCAAATAAAAACAAAATAAACAC
TAGATGAGTGGCTCGGCTGGGAGCTCTTCTCAGTCGTCGTCCACTGTGGGTGTGATGGTC
ACGCCCCTTCTGATCTGCCCCCAACCAATCAGACGCCAGTGTTTCTCCACACGCCGACTC
AGAGCGATCTTCTCCCCCACCTCCGTGCACACGGGGTTGGTGAGGACGATCTTGGCCAGA
TCGGCCTTGACGGCGCTGACACGCCCACCTGTTGACAGCGAGCCGATGTTCACCATCAGA
ACCTCGTTTTTGGACAGTTTCTGGACCTTGGCTGCTTTCTTGTCCCCTTCTGTGCGCACT
CCCAGCAGCCTTCTGAGCAGGAAGTAGGAGATCTCCAGCTCCGTGAAGATCTCAGGCAGC
GCGCCAACAGCCCCCAGAACCTGGCCGACCATGCGGTCAGCCCGGCACAGCGTCGGGTCG
ATCTTTGTGCCCACACCTATCAGGCCTCCGGGCGCGGCGTACTGCAGGTCGTTGTGTTCA
GCGAACAGAGACACGATCTTGGAGAAGATGGGTTTGCACATCAGCTTTCCTTCCTGGTCT
TTGGAGACGATTCCCGGCCGCACCTCGATCTCCTGGCCGACCTTCAGGACTCCCTTCAGG
ATGCTTCCTCCGGCCACGCCTCCTTTCAGATCGTCCACCTCGCAGCCGGGCTTGTTCACG
TCAAAAGATCTGATGACGATGAGTCTGGGCTCGGAGATGAAGTCTCTGACGGGAACTGGG
ATCTTCTTCACGATGTACTCACAGACCACCTCGATGTTGTACTTGAGCTGGGCTGAGATG
GGAATGATGGGGGCGCCCTCAGCTACTGTGCCCTGCACGAAGGCCAGGATCTGCTCCTCG
TGCCGAA
>CL1667Contig1
CTCGAGGAACCGAGACAAGAAATTCCGGTGGGCTGCTGGCTGAACTGCAAGGAAGGAACC
CTTGTCAAAGCTGAAGGTGCCCTCTCGGTTGTTCAACCAGGATTCCAAATCCAGAGCACC
ATGGATGACGAACTCCTCATACCTGCCAAACATGGCAGTAAAACGAGCAGCAAACACCTC
CCTCAGCTGAACGTTCAGCTTTGCAGCCTTCAGCTCTTCCTCCTCTTCCTCAAACGCAAG
TCCCAGTGTCTTTCCTCCTTCCGACCCCTTTTCACCCCCACATCTCCTCGCCAGAGCCTG
CAGTCTCTCCAACACTTCTAGCTCCTCACCTCCAAGGTTTCCGTTCTGCCTGTCCTCCAT
CAGATCCTCTAGAACCAGGCTGCTCAGGCGCGGAGAGTTAGAGTCCGGGCTCGCGCTGGG
TTTTGTGGTCGGTCCTACCTGTGCTGGGTGTTCAAACCGCAACAGTACCTCATTTAATTC
CTGGATTAGCTCGGTGTGATCCGGAAACTGTGGAATGTCTTCTGGGTATTCAACACAGTG
TTTGTCAATGTCCACAAAGCAGAGGTTAGCCTCGTGTGGAAGGTGGAGGGATGATCGCTG
GGCTCCATCTTTGCGCTGGATGCCCATCAGGAAAGGAACGGGAGCATGCAGGAGGTGGTG
CAGCGGCCCAGAAATGATGGGCAGATAAATGTGCTGCCACTGAAAGGGGAACAGCAAAGT
TGTGATGCCCTCTGCCACCGTCATTAACCGCTGGTAGTCTTGAGAGCAGAGCAGGACTTG
TGTCTCCAGAAGTACACAGGTCAGCAGCTTGACCATGTTCTCCACACCCAACAGGGAGAA
AGCCTCCCCAAGAGGATAGTCTGCCAAAGGAAGTTCTCCTGGCCCTGGGCGTTGGCACAC
AATGGGCCCCTGCACCCCGTGAAACCTCAGTGACCGTCCAGGTGGAGGTAGGGGTACCTC
ATAGAGAATATTGTGGATGTAGCTCTACCAGAGGGAGGGGTGGAGCTGTCTGTGAAGTCA
CAGCCTGGTGCAGCTGAGCCAGAAACCGCTGTGAAGCTTGCAGAAAGGGGAGGGGCGTGA
TGAGGCAAAGGGCTTTGGAGACGTACAGGGTGTCACGCGTGGGATCAAAGGTACCCACAC
AGCCCAGGCAGCCAGGAGCGCCAGGCAGGGACTCAGCATCCGACTCTTCCAAGCTGCTCG
CAAGAGAGTCCATGCTGCAGGTGGAGGGTGAGGAGGCCGAAGAAGATGAGGATGAGGAGG
GTGAGGAAGAGGAGTGGTGCTCCACATGGTGCATTTGACAGAGTGTCTGCATGGCGGTGA
TAATCTGGGGACTGGTCACCTCCTCGTAGAAGGTATGAACAAACCCGTAGGAGCGTGTGC
CGTCATCAAAACCAATAGTGAAGGAGTGAAAGCGAGGATCAAGGCGTTCTGCTTGGGTGC
AGAAGGACAGACCTCTGGGCATACACAGCATGTTAATGGCATCTTTGTTGAAGGGGTGTC
TGTCCGTGCTCTCAGGGTGGTGCACCAGAACTTTTGACTTGAAGGAGCGTCGAATTGGAC
TCTGCTCAAAACTCTCCCCAGCTCCGTCGTCCGGTTCCAGGCCCGTCTCCGTGTCCACTC
CACAAACAACAAAATAGTGGGCGAAGCGGCAGGAAGCCGGCCCTCCCGTGACCGCCGCAG
AGCCGTTCATCCTCGACGCGTCGACGCGGTGGCGACTCCGTTCACTGCTGCTCGGTGCCG
CGGATTATCATAGCGGGTGGATCCGAACTGTTCTGTCTCCTGGACTGAGCGATGGGTTCT
GATGAGGATGAGGTCTGGTGG



>CL1668Contig1
TAACCCGGGCCTTATGGCCGGGGGTTGTTAGGAACGAGCTCTAGATGCTGAAGATAGATT
TTTTTTCTTTATTGAGAGAACAAAGTAATTTTATCTAAGCAGAAATCTAATTTTATTTCA
TTATACTTAGTTTTGCTAATTCAAGGTCAAGATGTCGTACATGCTACCGCATCTCCATAA
CGGCTGGCAGGTGGACCAGGCCATTCTGTCTGAGGAAGACCGAGTTCTGGTGATCCGCTT
CGGACACGACTGGGACCCAACGTGTATGAAGATGGATGAAGTTCTTTATAGTATCGCTGA
AAAGGTGAAGAACTTTGCAGTCATTTACCTGGTAGACATCACAGAAGTGCCCGACTTTAA
CAAGATGTACGAGTTGTACGATCCTTGCACCGTCATGTTCTTCTTCAGGAACAAACACAT
CATGATTGACTTGGGAACTGGAAACAACAACAAGATCAACTGGCCCATGGAGGACAAACA
GGAGATGATTGACATTGTAGAAACGGTGTATCGAGGAGCCAGAAAAGGACGGGGTCTGGT
TGTTTCTCCCAAGGATTATTCTACTAAATACAGATACTGATTCTCACTTTTTTTAAACCA
TTTTTTACCCTTTTTGTGTATTTTTGTTTTGTTGATGACAAACAGAAGAAACTCTGCTTT
TCCAGCAAAGGAGGACGATATTCCAGCTACTGGTCTCATTGTTTTCTCATCAGTTTTATT
CAGTTTTGAAGCTTGTTTGAATTTTTGT
>CL1669Contig1
TTTNCGTTTAAAACTGTAAATACTTCATACATTATTTTTAATCCATAATTCAGTTTCAAC
AGTGAAGTAATATGTTGCAAAGCTAAAAACATTTTTGCTCAACTCGATAGTTGCCTTGTC
TGGAGACAGAAGACATTTTATTTAAAAAGCATTTTATAACAACTTATAACAAATGTTCAT
TATTATAGAATACACACAATTGCACACATGATTATAAAGTATCTGCATTAAGTTACTATC
AAATATATTCAGGCACAGTGACAGGATGTCTTTGGTGAAAATTTAAAAAAAAAGTTTTGA
AAAAAATAACAACTTTAAATTGACCTGAAAACAAAAATATTACAGCATGTTAAAACACAA
ACATGTGACATATTTTGGATGAAATGACACAGTAACTGAATAACTTTTTTAAGTAAAAGA
GTAGCTGCATCCTTTTTCCACTCCTATAGCTTCAGACCTGTCATTTGAAAGAAAAGAAAA
CAATAGAATGGCACAATTTATAGTTGAATCCACACCGGCAAGAAGCTGCTTCAAATAAAT
AGCTTTGAGATGAGCTGGTGAAGAGGATGAGGAATCATGTTTGCCCCTCAGGGTTCATCT
TTGCTGTCTCAGAGCCGTTATAAGCGGCTGCAGTGGCTCCGTGTCTTCAGACTCCAGCAG
GGCGTGCTGGTGGCAGAAGAGCGTGAGGTGTGCAAACATTGTGTTAAGGTGTGGGTGCAA
ACCCAACGCAAGTGCTTCATTGTAGTGAGACCAGTAAATGTGAGCCAGAGTCCTAAACAA
AAGCAAAAAGACCTTTTGGACGAGGAGTAAGAAGCCCGTTGGAAACGCAGCACCTGCTTT
AGTGGGAAACACATCTTCGTCAGTCAGTAGCTCCTGAATGTAGGACAGAGCGTAGTCAAA
GTAAAGGGGAGCGGAGCACTTCAGCCTCCTGCCATGTTNGTCAGTCCAGAAGTAAACCGT
GTTGCCCGGTCCACAGGCAGTTGGGCACGTGCTGGTGGTGCAGAACTCCGACAGCGCGCT
GGATAGCAGATTTATGTGCTTGAAAAAAGCAACAGTGTTACTGGCAAGCCACTCTGCCTT
GTCAACGCCAGGCGGCAGGGCCGTGAGCGCAAACATGTCTGCGTCTGTGATCCGGTGGCG
CACGTGCGGCTCCTGCAGATATGGGCGCTCCTCTTGATTATTGTTATTGATTCCCGGTTT
CTCATTGCTGATGTCACAAGCAGCTTTGCTCTCAGTCTTCGTGGCTGAGGGGTAACTATG
GCAACCCCCCATGGCGTGGCGCTAAGAGCGGAGCTGTTTGTCTTGGTAGCTCCACTTTTC
CATTCCACACACACACACGCACACACACACACACTAACTAACACGCAGGCGTCTGCACAC
CATGGCCAGCATATGTCAACCACATCCCAGCACAGCTGACACAACCCTCCTCCAAACGAC
CGACAAAAAGGAGCAGCAGGAGTTGAAGTCTGTCTTCTTTGTGGAAAAAAAAAGGGGAAG
CTTTTTCAGTCGTCAGCTTCTCTTTTTCCCCCTCCTGTGTCAGTGTGTTTATGCCTCCTT
TGTCTCAGTACCACAGGCTCCTCCTCTGCCAACTCCCCCCCGGCCATAAGGCCCGGGT
>CL1670Contig1
TTATATTTATTTGCTTTATAGTATTTAACCCATAAACCATGAATTAAAGTCACCGGACCG
TTTGACCCGTTTGACGGTTTCCTTCAGTTGATGGTTCTGGTTCTGGTGCCTCTCGTCAGA
CGTGAAGGCTGCAGGCGCCGTCTCCATTCAGGCTGTTGTCTTGACGGACCGGATCAGAAC
CGGGCTGAAAGTGGCAGCATCTCAAGGACACAGAGAGAAGCTCTGACAGGTTGGACTTTT
ATTTATGAAAACGTTTCTGGAATAAAAACTAAAAGCTTGACGTTTGTTCGTTTATCAACA
GGTTGATGCCAGGTTCTGGAGGAGAACCGACACCCTTTGGGCTTCAGTTCTGGTTAAACG
CAAAGGCAGAAAGCCTGGAGGCGGACTCCAGCGGCTTCTTCTTTTTGGCGTCGTGGGCCG
TGTCCTCGGCGGCGGCGGCGCTTCGCTCTTCCTCCGCCCTCTTCCTCTTCTTCCCGTCCG
CCGCGTCTCCGTCGTGTCCTTTGGCTCTGTCCGTCCACGCCAGCCGCTCCTCTGCGGACA
GCGCCCTGAAGCGGCCCATGGCCTCCCTGATGACCTCCGTCTCGTCCAGGTCCGGACCGT
CTGCAGTGATGCTCTTCCTGTTCTCCTCCAGCCACAGCTGAAAGCCCGTCTTTGGCCTTT
GGTTCTCTGAAGCGGGAGGCGGAGCTTCGGCTTGTTTTGGCAGATCTGCGGGCGGCTCTT
TGTCCTCCTCGGCCTTCTTGGTCTTGGAGGTGGCCATCTGCAGCAGGGTGGACTGAGTCT
TCGTCTTCGGACGGGGCGCCAGCGGTTTCAGGACGGGGCTTTTGCTGGCCTTCGCTGCGG
GCCCGCTCAGCGGCGCCGACTTCCTGCCGGAGGTCATGCTGTCCAGGATGTTGGTCGCTC
GCGGCTGAGCCGACGCAGACGACTTCCCCGCGCCAGAAACCTTGAAAGGATTGGCTCGAC
CCGCTTTCCCAACTGCTGTCACAGACGGCGTCACAGGTGAGCCGGTCTCTTTGGCAAACG
GATTTACGTTTGTTCCCGTTTGCGTCTCCTCCTCTTCCTCCTCCGACGGTGCGCTCCTCT
GACCTCTGAACTCTGCTTCTTCCTCCTGAAGTCTGGAAGCACGGCGTCCTCCGGCGAGCT
CCGCCTCACCAAACTCAGAGGAGCGTCTGATGCCGGAATAGCGCAGATCTTCGTCCTCCT
CTTCTGGCTCCTCCTCCTGACTCTGGATGGTTTTTTCCATGGCGATCTCACTGAGCCTCT



GGGCGAGGGCCATGCGTCTGGACCGGGACCTC
>CL1671Contig1
TCGGCACGAGGTGACGATGAATGACGTCACACAAGGTCGACAACAAAATCCTTGTCGTCC
CAGACGAGAAGTCGAATGTTTTTCTGTGGTCAACAACCTTTGAACATGTTTTTTCTGCGG
GTTTGGGTCTCGGCCAGCAAACAAGCGGTGTCCAGAAAGCTGTCGATGGAGTCTGTCCTC
ACAGGATGCTCACGGGCGTCCAGTGGAATGGCGGCAGACAAGGAGCCGCTGAAAAAAGCC
AAAACACCACAAGGACGCTTTGACGTTCCTGAAGAGAAAAGCAAAGATGTTCTAGAAAAG
TTTCCTGACAACATCAACCCTGTAACTAAGGAGAAAGGTGGTCCTCGAGGTCCAGAGCCC
ACCCGCTATGGAGACTGGGAGAGACGGGGCCGCTGTGTGGACTTCTAGCTCTGCCTGGAT
TGTTGGGATTTTTGTTGTATAGTAGTAAATCCATGTTACAAATGTTGCTTCCATTGTAAG
CTTACCGTTTGTGAAAATGTTTCTCACATATGCTCAACTTTAATATGATTTCTGCCAATT
ATGGAGTTTTTTTTGGCTTTTTTCTTTTAAAAACATGTTCACTGAAAACTATCCATTTCT
TCCACAAGCTGAGATTGTTTCAGGCCTTTAGGGGCTAAAATGGTTTGTTTTAAAAATCTT
TGGAAGATTTTTTTGTGTTTTCATAGACATTAACTGATTGCTCTTTCCTCCATTTGTAAC
CACTTCTGATATCAGCCACCTTTAGAACAGTTCAGCGCACTAATGTCTGACATAACACTG
ACAAGAGGAATTGTCTTTTAATGCTCAAACTGCTCATAAAAAGAAATCCATCCATCTTCT
GAATCCTCTTTAAGGTCACATGGTTGCTGGAGCCTATCCCAGCTACTGTGGGAGGAAGTG
GGGTACACTCTGAACAGGTCGCCAGTCTGTTGGAGGAACAAGAAGAAATCCCTTTGATTA
ATTAAATAGAGTCGATTGAGAATGGTAAATGGCGTGTACTTATGTAGCGCTTTTCTACCT
ACAAGGCCCAAAGCGCTTTAGAGTCACACACTGGTGGCAGCTCCGCCCCCGAACACTGGC
GCCAACCTCCCACCAGAGGCAAGGTGGGGTTCAGTGTCTTGCCCAAGGACACATCGACTC
ATGGGCGTGCAAGGCGGGAATTGAACCTGCAACCTTACGATCATGGGTCGACTGCCCTAC
TGCTGCACCACGGCTGCCCCCAAAGAATGATTGACAGGAGGAACTTCATTGTTTCAAACC
GGATGGACTGTAAACTTCTGGATCATCTTGAGAGAAGTCCTGATTCGAGGTCGGCCTAAA
GGCTTATTGTGTTTTCCTCTTGTTTGCACACAGACACCTAATGTACAAAGAT
>CL1672Contig1
ATTCGGCACGAGGCTTAGATGATAGATGAGTGCAGATCATTTCAAGACCCCTGCACGCAT
ATTCAGATGTCCTTGGAGCGGCTTTCCTTTAAAGCTTTCGGTGAAGCTGCATCTGTAAAA
TGGTGAAAAATAAATGCTCCGTTGCAGAAACATCAGCTCCCCTCTTCAAAAACCAATAAA
ACGTAGCTGGCAAGTTGATCATCTAGTTTTCACTAAAGCTTTGGGCGTTGAATATCTGAG
ATAACGATAAAAATATGAAATGATGCCGATTCCAGCTTAAACCTCTAATTTTGCCTGTTC
ATTCCAATGTAGTTCTCGGCTAATAAAGAACTCTGCCGTATAACGTCTTCTCTTAGCTTC
TTTGCCATGTTGTCCTCTTCCTGTGTGTCCTGGATGTGATGATCTGCCGCTGTGACTTTT
AAAGTGGCCTGCTGGTGTAGCTCAGCTGCATGTTCACCTGCATCCGGAGGCAGAACTGTC
TGAAGGTTTCTTGTGAAAGCTTCAGATCTTCCTGTCGGACTAATTGGTTTGATTACCGTG
ACTAGAGTCTGTCTGCTTGAAGTAGTTTGGGGGATTTTGCGGAACTGCCTTTTTGCTTGG
AGCTGGGTGAGGCTTGGATCCGTCTTCTCTTGCAGTTGGACAACAAAGTGAGAAAGCATT
CTTCCCCCCAAGTGTTCATTTTTAAAATAAGACGCTTGATGGCTTAAAAAAAATCGTAGA
CGGCTCTGTTGTCTAGCTTGCAGACGATGCTTCTCGAAGGTTAAGGAGCCTCTTCCTTTA
AATGCAAACGGGATTGTGGCAAACTATGGCTCCCAAAAGAGACAAACTCTCTTTTTAGGG
ATTTTTACTGATGCGGCCCTTGGATGCACACCTTGTTTTTGGTTTGTTTTAATGAAAAGG
TTTTTTTTTNGTTNGTTTTTTTTNGCTNCCCAAGNGNCNNAAAAAAAACNGGATATAACA
AAAGCAGTTGANGATTTTTCTAGTTCAATTTG
>CL1672Contig2
GGTATTTTTGTTAACAGTTTGCTGTGTGAAGAGTGAGACCATAGTGGCAGAAACATCATG
AGCTCTCCTGCAGGAGCTTGTTGTGCAGCTGGATGAGACTCACAGGCAGCTTACAGAGGA
CAGACGTGAGGCCACAGGAAACGACGCACAGACGGTCAGAGCTGCCCATCAGTCCCTTCT
CACACCAGACCACAGCAGCACAAGGATCGCTTGGGACTTGCGAAGTTGCAAAACAACATT
TTTTTAAACATTTCTGCTAAACAGCATAAACAGTTTCTTTTAATTATTACCAAAAACAAG
CAGCATACATAATTCAGATCTCTGGTTAACTGCCTCCCTTGAATAAAATCAAGGGGAGTC
TTCTAAACTTATGGTCTGCCATGACTTAGTGATCCTGAGAAATGCTTCGTTTTCAAAAGT
TGGTCACGTCAGCCCAACAAAAAGGCCGACTTCCAGGTAATCTCGATTGTGTGGACAAAC
GTCCCCATTTTTTGGCTTCAGCTAGGACATTTAAACACACAGGCATCTTCATTAGCCATG
CCAAATTGAACTAGAAAAATCATCAACTGCTTTTGTTATATCCAGTCTTTTCTCAGACAC
TTGGGTAGCAAAAAAAAACAAACAAAAAAAAAACCTTTTCNTTAAAACAAACCAAAAACA
AGGT
>CL1673Contig1
CGGAATTGGACCAAAATGAATGGGAACACGACAGCGAGGACGAGGATGAAGACAAATATG
CAGACGACATCGACATGCCCGGTCAGAACTTTGACTCCAAGAGACGAATCACCGTCAGGA
ATCTGCGTATCAGAGAAGACACAGCTAAATACCTGAGAAATTTGGATCCAAATTCAGCGT
ACTACGATCCAAAAACCCGAGCCATGAGAGAGAACCCGTACTCCAACACTGGCATGAACC
CTGATGAAGTTGGGTACGCTGGAGACAACTTTGCTCGCTACTCTGGAGCTACAATAAGCA
TGGCTCAAACCCAGCTGTTTGCCTGGGAGGCCTATGAGAGAGGCTCCGAGGTCCATCTTC
AGGCTGACCCCACCAAGCTGGAGCTGCTCCACCGCTCCTTTAGAGTGAAGAAGGAGGACT



TCAAAGAGGAACAGAGGGAGAGCATCCTGGAGAAGTATGGAGGACAAGAGCACTTGGACG
CACCCCCCCGGGAGTTGTTGTTGGCCCAAACTGAGGACTATGTGGAATATTCTCGTCACG
GCGCCGTTCTGAAAGGCCTTGAAAAGGCCGTCGCCCGCTCCAAGTATGAGGAAGACGTCC
TCATCAACAACCACACCTGTATTTGGGGCTCCTACTGGAAAGATGGCTTTTGGGGATACA
AGTGTTGCCACTCGATGATCAAACAGAGCTACTGCACTGGAGATACTGGATTCAAAACAA
ACAATTCAGACTGTGTTCCGTTTGAAGACGGGCCGATTGAAAATCAAGAGGAGGAACAGC
CCAAGACTCTCCTGGAAATGCATCAAGACAAAATGAAAGAGAAGAAGAAGAAAAAGAAGA
ACAAAAAGAACAAGAAGCGGGCCTCAGACAGCAGCGACTCAGAGGATGAAGAAAAAAAGA
AGGAGAAGTTGAAGAAGGCTCTGGACGCAGAGGACAAGCGAGTGAAGCAGGTCGATGCAA
TCATGCAGCTGGATGAGAGGAAGAGGCCCTACAACAGCCTGTATGAAGTTAAGGCGCCCA
CCGAGGAAGAGATGGAAGCCTTCCGCATGAAGCGCATACGACCAGACGATCCCATGGCGT
CCTTCCTGGATCCCTGATCCACCACCAAATCCAGAAAGACTCAGAATAAACAAGTCAGAT
GAAAACAGCAACAATCCTGCACTGGAAGTGCTGAAAGAATGCATATTTTTGTCCTCTGAA
ATGAATTTTCACACCTTTGTAGGACGTTTAGCCTTTGAAAAAACATCTTGTCTTTGTTCC
ATACCTTTATGCTGATGTGCAGAACATGTCTGTCGCTTTCAACATGAGGTCTGCTTTTTA
CATTAAACAACATTTTTGTGTAAAAATAAAAAAAAAA
>CL1674Contig1
TAGTGCCACACTTTCATGGCTTTTTATGCAGAAAAAGAGGCTGAAACTATAAAATGTGAA
TAAGACATAAAACGTTTGTGTAAATATCTAAAGCTCACGT
>CL1675Contig1
TTTTTTTTTTACATAGTACTGCACTGTTTATTCAAATCTGGACCTCATTTTCACTCTGTC
AACACACACACACACACAAAACTACACAAAAAAACATTAAAGGTTTACATGTTAAGACAC
TTCAACTGACAGCAGAACAGTTTGGTTTTTTTTACAAGTTGCTTTTTTTAAAGAAACAAA
GATAAAAAATATATCAAAATACCTCCTGGAAACAAAACACAAAGCATTTGTGCTCACGAG
AGTCATCAATGCCTCATGTAAGAAAATTCAACACAAAAATAAGAAAAGCTGGAGAAATAC
AGTACAGTGAAAATCACATGATGGCATTTCATTCATCAGACCTTAGACATCAAATAAATA
TCTTTCATCAGCAACATGTGAGATCTAAACCCAGTGATGAAGTGTTCCGTCTCCTTTAGT
CTGAATTGAGTGTTTTAAAAAAATGCCAGAGAACTTTAAAAGAAACAAACAACAAAAACA
AAATGTCTACTTTATGCAGTTTTCAGTGCTTGAATATAAGATTTCACAGACATCTTTCTG
AATTTCAAACCAGCTAAAATACAGAAACAAGAAGATTGGACTACTAAGACCTTAAGACCC
ACTCAACATCTTCCAAAGACGGCATTTTTGTGCACCAAATATCTTTAGTTAAACCTCGTC
TCTCAACTTCAGGCGTTCATATGTTCACAGGCTGACCTGTGGGCTCTCAGCACATCCCAA
GACACCACAATCAAGTGAGCTGCCTCTCTGTTAAAAGAAATGGACGTAGGGGTCAGGATC
TGTGATAGAGCACCAACACCATCGCACAATGATGGACAGCTAGAATCCAGATCAATCCCA
TCATTTTAAAGAGGTTAGGAGTGAAAAAAAGAAAAAAAATCAAACTCTTCAAAAGTACAA
TCCGG
>CL1676Contig1
CATGCATGCACAGTCAGCAGAGCTGCAGAGGCTGGCGATGGAGCAGCAGTGGCTGCATGG
CCACCACATGCATGGAGGACCTCTGCCCGGCCAGGAGGACTACTACAGCCGTCTGAAGAA
GGAAAGTGACAAGCAGCTGTAACCAGCAGCTGCAGTGCAGGACAGAGGAAGTTGTTACGG
ATCGGTGTTCCAGAGGTTCTCCAGGACTTCTGACCAAACTCAGTTTGAAGAACAGAAACA
ACCGGACTGAATTAGAAATGCTCCATTTTTTTATTTGTTTATTTTTTTGGTTTCTGTTCC
CGTCAAAGACTTTTTTAAAGCTTTTATTTTCCCAGACATTGTATTTAGTCGATAGTGACC
AGACGTCCTCAAGACTCCTGCATGACGAAGCTTCCCTGACATTTTTTGTAGGTGCTAGAA
CAAGACAATGTGCTCATCACAAAGAAAAACAAACCGTATGAGAAGACCAGTCAGACCATT
AAAATAACAAGTGCTATCTTAAATTCAACATTTATTTTATTACATTGTTGGAGGGTTTTC
ATAATTTTAAGAGAAGCTACAGCATGGCGTTTTTGAGTCTGTAAATAGTATATATAAACA
TATAATTATTGTAATTATTATTGCTCGGTGTGGACTCCAAACTAAGTTGTTTCAGCTTCC
AGTATATTTGTTTTAAAGCATTATCCCTCTTTAGTAAAAGCGGGTGGGGGGCACCGTGGC
ATTATAAGAGCAGTTTCTGAGAGTTGCAGTTCACTTGTGACATCACTGTGTTAGATTTAG
TCCCCCACACACGTACTGTATGTCAGGCAAAGCCTGTCCCCGCCCCCTCAGCCGCTCGCC
AGGTGTACAGAACCATACACTTTTGGAGCGGAGAAGCAGAGAGGAGTCGAGGCTCTCCGG
CGTGTCACCGGCGTGCCGAGGCTGAAAGGAAAACTTTGCACTGAAGGAGCGCCGCTGAGC
TCTACTTAACCGGTTCATCCTTTGATTCAGTGTTTGAGTCAACAAAAGAAACAGAACCTC
TTCTGTTTGTTTGGTTTTGTTTTTTACTCTTACATTTAAGTTTTTTATTTGAAGTCATTT
TTAGCTTTGATTTCAGCGGGTCTTACCTGAACACATCGCCAGTCAATACTTTTTATCCAA
ACATTGACCCCCCCACAGATGCTTTTTAACGCCATCTTGGTCCAGTCACCGGTATTCGTT
GCAGAGCTCAAATCTGACAGCGTGGATCTTCAGCTGGACTGTAACAATGTTCACTGTGAC
ACTAGAGGGGGGGGCTGATCTTCTGTGTTTGTGTATTTATCTGTGTTCTCATTCGTCATG
GTTCCACATGGGCTCTGGGGCTTCGGAGTGGCATGCTCGTGTGTCACCAACTGTTACATG
TAGTCTTGACTCGTCACGCTGCGGCGCTCAATTCTGCGCTTTTTGTCCTTTTTTCCCCCA
CTGACAGGAGTTTGGTTCCACACTCAAAGACTGTTTGTCCATCGAGGACTTGTGGCTTAT
TTTGAGGATTTTCATCTGTTTTATCCACTTAACTTACATGAAAAAGTAACCATATTTCCC
CTCGGAGCTCTATATTTTTACATGAACGCCTGCAAACTTCAGACTCTTGCTCCCTGTAAA



GCCTATGAAAAAAAAGCGTCTCGCCATCTTACCACGACGAATTCTCCATCTTTTTTGCCT
CATTTCCTGACCGTTCCCCTGCCTTTTATCCACTCTTTTTTGTGTCCTTTGATGTTAAGT
GTTGTCAATGGATTAGCTTCTTGTTTCAGAGCGGCAATAGCAGAATGTAAATTCTGACTG
CTAAGATTTATATATATACTGGTATCTTGAAGCTTATTGTATATATGAGTAGTCGCCATG
GGATGACACAATGTAAACAAAAAGTAGAAATAATAAGGAAAAATTGTGAGTCCTGTGTTC
TCTCCATTTGAGTATTTTGTAATTTTTTGAAAAATTTGTGGAATTAAAATAAACGACTAC
CTCGTGCCGAAT
>CL1677Contig1
TCGGCACGAGGAAGACGGTCTTTAAGTGCCTGGTTATGCTCTACAAACACAGTCCTGACA
TGGTTGTGGAGTTGATGAAACCCATAGTTGCTGCTTCCAGTTATGCTGCTGGCCACAAAG
ATGTGGATCAAGAAACACAAAGCATGTTGGTGGCACTGATCAGACAGTTTGCCCAGAACC
ACAGTGCAGACTTCCAGGCAGCAGTGGGCTCCCTTCCCGCGGAGCAGCAGGCCAAACTCT
GTGCAGCCGTCAGTGCCTCATAGCCCCAAAACAGCCTTCCAGCCGTGACGGTGGGAAAGG
AATCGTTCAAGTACAACATTTTAACAAACAGGATCTGAGCAGAAATTCCATTAAAGTTAT
TCCACTCAGCAGTTCTGGAGCTCAGTATTATAATTTATTTGCTTATATGTTCAGTTTTTT
GTTGATATTTCATCATTTTTAATAGTTAGCATTCTGTATTTAGCATTTGGAGTTTCTGTG
ATGTTTGTGGCATCAGCCACATTCTGTTGGAATGAACTTCTAGATCTACTACAGTGTCCA
TCTTTGAATTCTGTCCCTGTTTGCAGTGTTTTGATTGACGTCTAACAACTGTTGCTGTGG
GTTTTTACTCTGGCTTACTAAAATAGAAAAACTCTTTATTTCAGACCATATTTTCACTCG
GAAAGAATTAGCTTAGCAACACATATACAAACGTCTGTTTAGTTAAACATATAGAAATGC
CAAAACATCAAATATATTAAAGGTTTTATAAAAGCAGGGCATAGTTTGAATGTTTCTGTG
ACACATTTTCAATGGTGTTTCTTTACTTTATTGTAGAAAAGAAAAATTTTGTGGAGCCCC
TGAATAAACACAAACT
>CL1678Contig1
TTTTTTTTTTACAAACATATCACACACATGTTTATTATAATGTCATCATTCAGAAAACAC
ACAGTTGGAGAAAAAACATTCAGGGGAAGAAGATGGACGGTGTTCTCACAGATGACTTCA
TCGAAAAGACTTCTGAGGAGCTTCTCCTCCTCCTCCAGACGTTCCTCCTTAGATCAGAAG
AACGTCATCAACCCAGGAATGTGTGATTAAAGCGCTCCTTACTGTCTGTGTGACGCCATC
AGGGGGCGGAGCTAAACAGATCTGAAAAGGCTCTCCAGAGCAGACGTGGGAAAGGTGAAG
CAGAACTTTAAAAGGACCCTCCTGTGATAAAGTCTAGACAGTCTCTTCTGCCCGCTCTGG
CAGGAAGTCCACGTCTGCGTCCATCAGCTCGTGCTTCACTGAAGCACGGGGGCGGCAGTC
AGTCATGTGGACCACTCCACGGACCAGAGAGAAACGAAGAGGGAAGGTTCAACGAGTCCC
CCAGCAAAGGAGGCCGAAGAAGAAGAGGAGGGCGGCCTCACTGTACCACCTCAAAGTAGT
GCAGGATGGCCATGATGTGCTGCGGCATGAAGACGTATCCCGTGTAGACAGCCATGCCCA
GCACGGAGATCAGCAGGGAATTGAAGACGGTCCGCTCCCAGGGCTCCAGCATGTATAATG
CGGTCACCAGGAGGTACTGGTAATAGAACCAGGATAAGTTTTTCCAGCAGTCTCCCAGCG
GCATTTTCCCGACTCTGAAGGCTTAGCTTAGCCTAGCTTAGCCTCCCC
>CL1679Contig1
TTTTTTTTTTAGCAATATTAATTTTTTTATTTTATTTTAACAGCTTCTATAATGACAAAA
ATTGCATAAAAGAACAACTCTGTGGAAAAATGAATGACACATTTGTTAGGTTTGGAATGG
TGGATACAATACCATTAATTGAATTAACATTTTTTTTTGCCCTTTACACTCTTTACTTGA
TAAGCATTGAGAAACTTTACATTTTTTCCTCTTGAAAGGCAAGGATAACTAAAAAAAACA
AACAATGCTGTCAATGACTGAACTAAATCCACATTGCTACACTGGAATGTTGTGAATCCC
CAATCGAAACACGTCGTTTGTGCAGACCCATGCATTGTCCTGGAATTTCAGCATGAAAAC
CTGATGGAAGGCCATGGGTGGATCATCGTCCGCTTGTAATTGTCCGAAAGCCATAATGAG
GATGCAGTTATCCATTGTGGGTTGGAAGTCTTGTTCGGTGATTACGTGTTTGATGCGTTT
GAAAGGCAGGCCTACTAGTTTTGCAGCGATTGCTTCCCTGCCTTGAACTGGAGATCCTTC
CCAAGTCAAACATGCAACAGGAGAATATAAGTTAGCAATGTCCATCCTGTTGGTGTTATC
AAATTGGTTATAATACTCCTGGATAAAGCTCTCCCCAATCTTTTGCCATATTTGTTTTTC
AGCCATGTTTGAATTTTTTCCAACGGTGGGAAAAAAAACGTGCCAGACCTGCACTATTTC
CCGCTTCCTTTTCCCCCGGCCATAATGCCCGGGTTTA
>CL1680Contig1
TTTTTTTTTTCAAGCCAGCCTGAAAATTTATTATTCTGATCTTCACATGTCCAAGAAAGC
AGTCATTTAAAAACATATATTCAAGCACAAAAAGATCAAAGCTGAATTGACGTCAAACTG
AAGAGAAATCTGCTCATGTCGGCTACATCAGGTTACTGGCTGATTTCTGTTTATTCTGGT
TTTGTAGACTTGAGTGAGCCACTGTCTTTGTCATGGTGTTTTGGGTGAATTGTTAGGAAC
ACTACACCCGGAGCTTGTGATGACACGTTGTCAATCATGTTTTTTTGTTGCAGAGAGAAA
CAGTCACTGATTTGGCAACACGAAGAAGGAAACTGGGCAACCGTTTTGTCGTCAAAACTC
ATTTGAGCAAAAAGTACAGATGACAATTTCAACAAGCCCAACTACTCTGTTCACCTTTTG
TTCAGTCGTCTTTATACCAAATACAATCGCACAAGCACAAACCCTGTGTGTAGCACTAGG
ATGAATTTGAAATCCAGTGAATACAAAAATATTCCAGCAAGAGACAGCAGGTTCTCCATA
CTTCTCTGTAGTTATTCATAGCCCCATTCTGAGAAACTATGAAACATGAATAAACTAAGC
TTCCAAATGTGTTGAGATGTGACTTTTCTAGTCCACTGGTGTCTGTGGGCAGCAGCTGTA
CAAGGCCCGTCCTCAGTAAAAGCTTCTTCCTCCCCGCCCTTCCCACGGACACTCTTCAGG



TGTCCAGCTGAGCGTCTCAGTTTTTTCCTTTCCTGGTGGTGCTCGTGTTCAGCCTGTTGC
TGCTTCATCTGTTTGTCGGACTTTTTTAAAGTGAAGGTGAGCTGTTTGCTGCCCACTGCC
GTGTCTGCCACACTGATTCCTTGCTGCTCTTCCAACTGCAGGCGATCCTCCAGAGAGGCT
TTTTGAAGTTTCTGCTTGTGAGCCATTTCATTGAAACTTCTAAACTCTTCTCCACTTTTG
AGATTATAAAACTGGGGCTGATTTGTCTTCTTGCTTTCTGCCACTGAGGGAGTTTTCTTG
CCTCTGCTCTCTTTCTTCTCGAGCAAAACTGTGTTGCTGTCCATTTCCTTCCTTTCTTGT
CTCCAGCGGTGTTTGTCTTCTTGCCGCAGCAACCTGCGCTGTTCCCTGACCTCCTCCAAC
CAGCTTTTGTCGTCATCAGAGCTCTCCTCCCCCGGCCATA
>CL1681Contig1
CTGGAGGTACGAGTCCGCGNTTAGAGCCGGAGAGCCCGGTGCGTGGTGCAAGGAGTGAGG
CACAAGTGTGACAAGAAAGAAAAGAGAGGGAAAGAAGCAGAGAGGACCATGCAGCCCTCT
GCTCTCATGGATCATAAGGATATCTAACCATTTGCTCTGGGAGCGCACAGACACCGCAGT
CCATGCCTCTGCCTTGCCAGGTCATTGATGGGAAATCAACTGGACCGGATCACCCACCTC
AACTACAGCGAACTGCCCACGGGGGATCCGTCCGGGCTGGAGAAGGACGAGCTTCGGGTC
GGCGTAGCCTACTTCTTCTCTGACGAAGAGGAGGAGGTTGACGACCGCACTCCGTCCGAC
TGCGGCTTCACCAAGGACCACAGCCCGACAGAGGAGGAGCCCTACCCGGTCAGCGAGGTG
GAGTACTCAGCCTTCTGCTCCCAGGAATGCATCTTTTCCAAGCTGCGGGAAAATGAGGAC
TTGAATGTGTACTCGGTCAAAACTTTGCTGACTATGTGCAAACCAGGGGACCTACTGGAG
CTAGTGGGCACTGCGCAACCCCCCCACTGGGTCATTTACGAGCATGACGACCAGATTATT
CATCTGCACAAAGGTGAGATCCGCAAGGACAGCCTGTTGGAGATCAGCAACGGGCGTCAC
GGGAGAATAGTCAACAATCGGTACCGATTTCGACCGCTCCCCCCAGACCTGGTGATGCAG
AACGCGGTGGGACACCTGAGCCTGAGAAGCGAGGAGATTTGCTGGACCAATTCGGAAAGT
TTCGCAGCTTGGTGCCGCTTTGGGAAGCGGGAGTTCAAAGCAGGTGGGGAGGCGCACTCC
GCGGAGCAGCAGTATTTCCTCAAAGTGCACCTGTCCGGCAGTGGAGTGCACACTCTGGTG
TTTCGCAGCCTGGAGGATATGATCCGTGAGAGGCGGCGCGTGGACGCCAGTGGAATTCTC
AAAGAGCTGTCTTTGGTTAACGGGGGCAAAGACTGAGCGCAAAGGAATCCCCTCCCACCC
CTCTCCACTTTGCCTCCTCCCAGAGACGCACACTTTTGCGCGCACACAAGCACATAAACA
TGCAAAGGACCTGTTGGTTTAAAGACTGGCGGTTTGTGCGTCCTTACAGTGGGATTTATC
CACGAGAGATTAAAAAAAGAAAGGCCATATGAGCAGACAACGCCCCGACAAACAGAATTC
GTGGCGAAAGAAACACGATTTCTGACCCACTCATCCAATCTCCACCCTCACAGCGCACAT
GTTTTGGTTTCCAGTCGATCGTGGATCCTTCTTTGCGCGGCAGACAGGCGGTAAAACCTG
GAGAAGGAGGTGTTAGATAGAATTTGGGCTGGCTCTCCACAGCCACCCTTCTATTTTTTT
ACTGTTAGCTTTAAGACTGGGACAAACTACAACACAGATCCAAGCCACTAATGAACAAAC
CTTTACCAGACCCAACTGAACAAAGAATCTTGGCTTGACCAAGCTCCTTTCGCCATATCA
AAAGTATTGTAATCCCCACAATGCTGTCATCTTGCTCCCTGGCACTGGATGTACGTGTAA
ACTGTATTCATACATTGATTTAAATTTGAGTCCTTTATTTTTGTATTTAAGTTTAGTGGA
CTTAACCCTGATTTTTTTTTTCTTTTAAATTTTTGTCCAAATAAACGG
>CL1682Contig1
GCGTTTATTGAGTTAAAGACGAACAAAAAGTTACAAGTACAAAAAGAGTACAAACATTTT
TTATTAAAAAAATACAAAGAAAACAGTAAAAAAGATTCTGGATAAAAACTTCAACCATGA
TAGTTGAGGGTAAAAAAAATCTAAGACACAAAGAAAAGTCAAAGTCTCAGCAACTTTGAT
GTCAGCTGGAGTCCAGATTCATGATAGACCAAGTGGCTCAGGAGGGTCTGCTTTACGGCC
GTCCGGGTCCTCACTCAAACTAAAATGCCCACGTCGTTTCTGTCACTGGAAACTGCTTAG
ACACGAGGAAGCAAAAGCACCTGACATAGGTAAGGCAGAGAAGAGCATGTTCACAAATCA
GACTGAAGAGCGTCCTCCTCCTCCTGGACTCTATGCTGAAAGGTTGGCGCCGGGGTCTTA
GTCTGAGAAAAGGGCGACGATGTTGGTCTCCATGCTCTGGTACACCAGGAACAGGAACCC
CAAGACCACACCAAGCAGACACAGCTTTATCCACACGGACATGGAGCGGCGCACCGCTCT
GACCTGACCTGCAGGGGGGGTCGCGGTCAAGGGCTTGGTGGAGGAAGGGGTCTGGCTGCT
GACTGTGGCGGCACGTTGCTCTGAGGAGGGGTTGTTCTTGGAGTCGCTGGCAGACTGGAA
GGAAGTATCGTCGGTCACTGGACATCCAGCTGCTCCTCGAATGGGCTGCCGGCAGGTGGC
GAGCATCCCTGTGGGACAGTTCAGGTCATTCGGAAACGCCTGCTCCTTCTTTGGGCTCTG
GCTGCTGGTTTTGGTTTTCTGGACCGTCTGCTGCTGGCTTCTGC
>CL1683Contig1
TTTTTTTTTTGCCGTTTTGTGTATTTTTATTGAAAGAACAGGTTTTTAAAGCAGCATAGC
ATCATCCTCTGAGGAAAAAGTAACAGCAGAATAGAAAAACCTTCTAAGTAGAGTTGTGGG
GCAAAATAAATATGTGAGTAATAAGTGATGTTTCAAGTCTTAAAGCTTTCTTAGACTTAA
AAAAGCCTCTAGAAGGAAGGCTGTCTGTACCCTGAAGGACATGCCTTGTGAGCCACAGAT
TCTTGGCAGCGACTTTAGTAATAGTGCATTATTTTTTAAAAATTATCTTGCTGCAAGTTT
GCGCAGACTTTACAAAATATATAAAATAAAGAAGTTGAATAAGAAACACTTCAAACACTA
ATGTTAGTCAAAGCCCTGTTTGTGGCTGTGAAGGCACTATTGCAGCAAGCAACTAAAAAT
TGTAATTTGTGTTTCAAATGGTGGATCGATGTCTTCAAGGTCTGAAATCACAGTGCAGAG
CAGTAGATCAAAAGCAAAGATAAGAGGCTGAGCGGTGGCGGGGGCCGATCACAGGGCCAG
TTCCGCCATGGCGCGCTCCAGAGGGTCGCTGGCCCAATAATCGTGGTCCCAACCCAGGAA
CCAGCCGGTGAAGGTGGGCGGCTCGAAACCCTGCTTGATTTTGACGATGGGCGTTCTGGG



GTCTCTGTTGGCTGGGTCGGTTTCGACGTAACGAACCGCGGATGCCATGGCTTCAGTCTT
CTCCTCCTCCTGAGCTTCATTCCCGATCCAGACAAACACCTGATCCCAGGTGTCCAGGAT
CATGACATCATCGGTGGCGAGATCATCCTGGGTCAACTCCCCAGGAACCTCTTCGATGAC
GAAGTTTCCCGTCTTATTGGAGCAGGCGAAGAGTCGAGGTGGATGGGCGTCCATCTTGTC
TTTAAGCCTGGTGGACGTGCGGTAATCTGCCTTTCCACCCAGAGCCCCCCAGAACTGAGC
TGTCTCGCCTCCTTCTGACAGCTCTGAGGCTCCCCGGCCATAATGCCCGGGTTTANCGGC
CGCTCC
>CL1684Contig1
TTATTTTAAATCCTTTTTATTATATCTTACTCTTTAACAGATGGTCAAACATTTTTTTAA
AATTCAGAATAAGTCAACTGGCAGCAGCTAGCTGCAGATTGTCTCATTGTACTGGTAACA
GGCAACTGCCTTTTATTCTTCTTTCCAAACCATTTTTTAACAATGCAGTTTAGTTTCTGA
AACCAAAAACACAAAGAAATCCCCCTATAAATAGAGCTTTGTGGTAAGTTCTACTGCAAA
CCACAGGATCCCGAACATGTCTATCTCTCCAAACACTCATCTTTTCTTCTGTTGCGTTCG
AGTGATTTTGCTCAGACTCAGTATTTGCTTGAGATTTGCAAACTTTCATTGAACAATTTG
CTCAGTTTCCATTCAAAGTTATAGAAAATAAAAAAGTGGAAAATTCCAGACTGGAGTAAG
ACTGCAGTTTTGACTTTTTCTCAACCATAATATGCTGAAAATAACCAAGATATGCATGAA
AGGGAAAAAAGTAACTACATGAGGGCATAGTGTAAAAATGGAGAAAATAAAAGCTCTTAT
AGAGTTGTACACAAGTCAAAAAAAATTGCAGCTTAGGAGGATATTTTTTTTATAATGAGC
ACAATTTATTTTTAAGGTTATAAGTTAAAACCTGAACTTGGAATGCTGAAATAAAATTCA
CAAAGACCCTAGAAAACTGCTGAGGACAAATAATTGCCAAAATTTAGGTAACATCATGTC
TGCATTGTAGCATGTTCACATCTTTCTTTGGTCCCTACTTTGGTCCAGTTACGCCTTGAA
AACAATCCAGCTTCTCCTCATGGAATGATCAAAGTCAGAGTTTTTCCATCCCTGCTTTCA
GGGGTTGTTGTTGATGATCTGCCTCGGCCGTCCGTAACCTGTCATACCAGCTTGGGATGC
TCCTTTATTTGTGCCCATCTGCAGACCGATGACACTTTTGCCTCCGCTCAGCTGCTCTTC
TGAGAAATCTCTCCTGTTTTCTTGTGCCTTCCTATGGAACCAGTTGGGATCTCCTCTGTA
ATTGCCATCATTCTTTGTGACAGCCAAGCTACCCAGGGCCATCAGGGTTCTTTGAACAGC
AGCAAGGTCTTTGCTTTCAAAGAGGTCCACGGTCTGAAACATGTCCGTCTTGATGACGCC
GTAGGCCTCAGCGTACTTGAGGAACAAGGAAATCTGCTCCATCTGTTTGAAAGCCATGGT
GGAGTTTTTGATTGTTTTAATGGGTTTGTTGGCTCCATACAGGCTGTTGATGAGCTCACA
GAGCACACATCCATCCTTCAACCACTTTTGGAATCCAGTCTTGTCTGGCTCAGGTTGACC
GACCCCAGAGCCACACTGGGCTATGATCCACTGCACCAGCCTCTCCTCCAGTTCCGGGTC
GTATTTCTTGTCGATTTTACTTTGAACCTCACGGCTCAGACCGTAGGCGGGACCTCTGTT
TGCCATGTTGTTCTTTTAGTAGTTCCAGGTGAACGTGGGTCCTTGTAGTGCTCTGTTCTC
GCTCTTCCTCTTCCTGTACAACCCAGTGCAGAGTCCCC
>CL1685Contig1
TTCGGCACGAGGACCTGGGTGTGTGCTGCATTGATGAGTTTGATAAGATGGCAGATGCTG
ACCGAACAGCCATCCATGAAGTGATGGAGCAGCAGACCATATCCATTGCAAAGGCCGGCA
TCATGACCTCCCTCAACGCTCGCTGCTCCATCCTCGCTGCGGCCAACCCCGCCTACGGCC
GCTACAATCCCAGGAAGAGCATCGAGGCCAACATTCAGCTGCCGGCCGCCCTGCTGTCCC
GCTTCGACCTGCTGTGGCTCATCCAGGACAAGCCGGATGCCGACGCTGACCTGCGTCTGG
CGCAGCACATCACCTACGTCCACCAGCACTGCCGACAGCCGCCCACGCACTTCACGCCCA
TCGACATGAAGCTGATGAGGCGCTACATCGCTCTGTGTAAGAAGCGGCAGCCCGTCGTCC
CGGAGGCCCTCGCGGATTACATCACTGCTGCCTATGTGGAGATGAGGAAGGAGGCCAGAG
TCAGCAAAGACACCACCTTCACCTCTGCTCGTACCCTCCTCTCCATCCTCCGCCTCTCCA
CCGCCCTGGCCCGGCTTCGCATGATGGACACGGTGGAGAAGGAAGATGTCAACGAGGCCA
TGAGACTCATGGAGATGTCAAAGGATTCGCTGCAAGCAGACAAGTCCAGCGCGACGAGGG
CCCACCGTCCAGCTGACGTCATCTTCTCTCTGGTGCGGGAGCTGGCCACGGAGAGCGCGG
CGGGTCGCGGCGGTTCTGGCGGCGTGGTCCGCATGGCTGAAGCGGAGCAGCGCTGCGTCT
CCCGGGGCTTCACGCCCGCTCAGTTCCAGGAGGCTCTGGAGGAGTACGAGGAGCTGAACG
TGTGGCAGATCAACCAGGCGCGCAGCCGCATCACCTTCGTCTGAGCGGTCCCTTCCATCT
TCAGAGCGAGGACTCCCTCTGAATGTGGTCATAATCCATATGTGTCGCCGCTTTTATGGT
CCTGTGAACGGCCACAGTGCTTGTAAATATGTACGTCAGAAGTTAGTATTTGTTTATTCA
GGTCACAGCTCCTTGCATCAGTTGATGCAGAGCTTCTCTGTACATTTATAATTGCAAATG
TTAGAAAACTATAATAAACCTTTCAAATCTGAAAAAAAAAA
>CL1686Contig1
AGGAATTCGGCACGAGGAGGCCTGCTGCACTTCCGAAGACCCTGGGAGACATCGAGGTGC
AGATGGAGCAGCACAGCTCCCACAACGCCAAGCTGAGGCTGGAGAACATGGAGCTGGCGG
AGAAGCTGAAGAAGCTCATCGAGCAGTACGAGCTCCGCGAGGAGCACATCGACAAAGTCT
TCAAGCACAAGGAGCTGCAGCAGCAGCTGATGGACGCCAAGCTGCAGAGAATCACAGAGA
TGATGAAGGAGGTGGAGGACAAGCAGCAGCGGGAGAGAGAGTTTCTGCTGAAGGACGCCA
CCGAGTCCAGGCGCAAGTGTGAGATGATGAAGGAGCAGGAGGCCCAGCTGAAGCAGCAGC
TGTCGCTCTACATGGACAAGTTTGAGGAGTTCCAGAGCACGCTGGCCAAGAGCAACGAGG
TGTTCTCCACTTTCAGACAGGAGATGGAGAAGATGACCAAGAAGATCAAAAAGCTGGAGA
AGGAGACGACGCAGTGGAGGACCAAATGGGAGAGCAACAACCAGGCGCTGCTGCAGATGG



CGGAGGAGAAAACTCTGCGTGACGGCCACTTCAAGGCCCTGCAGGGCAAGCTGGAGCTGC
TGGAGAGACTCTGCAGGGCTCTGCAGAAGGAGAGGAACGACCTGAACAACCGGCTCAGCC
TCCTCCAGCAGCAGGACCACAAGGGGGCCACGCCCCCCCCAGAGGGCCCCGAGCAGGACG
ACTCCGAGGGATCAGTACAAGGGGACGAGCAGGAGGCGTCCAGGCCTCCAGAAACCGACA
CCAGCACCACAGAACCGACAGCAGGCCACCCTGAGGAAACGAGCAGAACCAGAACCTCTG
CAGAGAAGGGTTCTGTCCTGGACACACAGGCTTGATTGAAAATGGGAATTTTCTTTTTTT
ATTGTGTTCTTTCTCCTGGTTCTCTCCAGAAAAACCATTCGTATCTTTTTGTGACAGAAA
AGTTTCACTAATAAACGCTTTCAAGGATCCCGTGACTCACCAACAAAGTCGGCGCCACCG
GCCGCTTCCTGTTTTTAACGCATCACTTCCTACAGTTTGTGACAATGACGATAGGAAACG
TTTGGACCAAACAGCAGAAGGAGGCTGCTGTTCAGACCCCCCTCCCAGAGGGTTACCATG
GCAACCATGCAGTCACGTTCCACGGGTCTGGAGCGCTGAGGACTTTGCTTTGATCACATG
CTGATCCGTCTGCCTTCAGGAGGTCCTGAATGTATGAAGATCAGAGGGAGACCGGCCTTT
AGGTTCCTCGCTGTTCTGGAAAACCTTCTAGAACGTCAAACCAAGTGGTGTCGGAAGCCG
CCAGGTTCAGAGGCCGACGTACGAGCAGTCCAGACCACAAAGCTTTTCCAGACTCATGCT
CTAACAGAGCCAGTTCCTCAGAACTGCAGCAGAAACCGGACGTCTCCACACAGGACCGAC
TCCAGACAGCAGCTGGTTGCCATAGCGACCCCAGTAGGAGATGGTTGCAGGACTGGATCT
TCACCGGTTCTCTACACGATCCTGAGGGGGTTGGAGGTTAAGGTCTGTGGACCTGCTGGC
CGCCTGTGTGCTGGTCCGGTGGTGCTGTCCAGAAAGACTGCAGCCGTTTGGCCTTTAACT
CCCGCCCTGACTGACTCAGGTAACGTCAGAATCTACCTCTGCAGGTGAGACCATAGAAGG
GCCTTGGCTTTCCCGAGCAGACGCTCCAAACCGCTTCCTGATTGTACCTTCTTACACTTC
TGTCACTTTTTCAATAAACGTTTT
>CL1687Contig1
AGTCGCACACCGGCCCGGCTAGCAGTAACGTTAGCACTGACTGGAGCGGTCAGCCCGCTA
ACTGTACTCCGGCTAACAGGCTAACTAGGTTTATAGGTCCTCAATACTGAGTGAAGTTTC
AACCAGATCAAGTTCAAAGTTGCCATCAGGAAAGAACATCCTGGTGTTTGGTGAGGATGG
ATCGGGAAAAACAACACTTATGTCCAAACTCCAAGGAGCTGATCACAACAAGAAGGGCAG
AGGACTGGAGTACCTTTACTTAAGTGTCCATGATGAAGACCGTGATGACCTTACCCGCTG
CAATGTGTGGATCCTGGATGGGGACCTGTATCACAAAGGCCTTTTAAAGTTTGCTGTGAC
AGCTCAGTCGCTACCTGACTGCCTAGCCGTGTTCGTTGTGGACATGTCTCGACCCTGGAC
CATTATGGAGTCCTTACAGAAGTGGGCCAGTGTGCTCCGTGACCATGTGGACAAGCTAAA
GATTCCTCCAGAGGACATGAGAGAAATGGAGCAGAGGATGGTAAAAGCTTTCCAAGAGTA
CATAGAACCAGAAGATGGCACCCCGTCCTCCCCACGTAGGGCCACAACATCAGGAGAAGA
TGAGGCAGTTGTGTTACCACTCGGAGAAAACACACTAACACACAACTTTGGCATTCCAGT
GCTAATAGTTTGCACTAAGTGTGATGCAGTCAGTGTTCTAGAGAAGGAGCATGACTTCAG
AGACGAGCACTTTGATTTCATCCAGTCCCACATCAGGCGATTCTCCTTACAGTACGGAGC
TGGCCTGATCTATACCTCAGTAAAAGAGGAGAAGAACCTGGATCTGCTTTACAAATATAT
TTTACATAAGTTGTATGACTTTCAGTTTGTCACTCCTGCGTTAGTGGTGGAGAAAGATGC
AGTGTTCATTCCATCAGGATGGGATAATGAGAAGAAAATTGGGATTTTGCATGAAAACTT
CACAACAGTTAGACCAGAAGATCCATTTGAAGATTTTATTACAAAACCTCCAGTACGAAA
GCTGGTTCACGACAAGGAGATTTGTGCAGAAGAAGAGCAGGTATTCCTCATGAAGCAACA
GTCTTTGCTAGCAAAGCAGCCAGCTACACCAACAAGAGGAGCAACAGAGTCTCCAGGACG
GCCGGCTTCAGTGTCCCCCAGGCCTGCCGGTCGTGGCCAACCCACTGTAAGCAGCAGCTC
GCCATTATCTACTGTCAAGAAGCCTGACCCTAACATGAAAGCGGGGGCTGCAAACGAAGG
AGTGCTGGCCAATTTCTTCAATAGCCTGTTGAGTAAAAAGACGGGATCACCCGGTAGCCC
AGGAAGTGGAGCAGTTGGCGCTGGAGTGCAAGGGTCTGCCAAGAAAACAGGGCAGAAGCC
GGGTTTGACTGATGTCCAGGCAGAATTGGACCGAATGACTCGCAAACAAGACTCCATGGT
TCCAGCTAACAACATACCACCGACGGAGAACGAAGCGTGAAGGCAACAAAACCAGCTTCA
TTGTGTACTGCTTATTACCCTGAAA
>CL1687Contig2
CTGACTGCATCACACTTAGTGCAAACTATTAGCACTGGAATGCCAAAGTTGTGTGTTAGT
GTGTTTTCTCCGAGTGGTAACACAACTGCCTCATCTTCTCCTGATGTTGTGGCCCTACGT
GGGGAGGACGGGGTGCCATCTTCTGGTTCTATGTACTCTTGGAAAGCTTTTACCATCCTC
TGCTCCATTTCTCTCATGTCCTCTGGAGGAATCTTTAGCTTGTCCACATGGTCACGGAGC
ACACTGGCCCACTTCTGTAAGGACTCCATAATGGTCCAGGGTCGAGACATGTCCACAACG
AACACGGCTAGGCAGTCAGGTAGCGACTGAGCTGTCACAGCAAACTTTAAAAGGCCTTTG
TGATACAGGTCCCCATCCAGGATCCACACATTGCAGCGGGTAAGGTCATCACGGTCTTCA
TCATGGACACTTAAGTAAAGGTACTCCAGTCCTCTGCCCTTCTTGTTGTGATCAGCTCCT
TGGAGTTTGGACATAAGTGTTGTTTTTCCCGATCCATCCTCACCAAACACCAGGATGTTC
TTTCCTGATGGCAACTTTGAACTTGATCTGGTTGAAACTTCACTCAGTATTGAGGACCAG
AGGCTTTGTCCTTCTTCGTCTTCGTTGTTATTGTCGCCCGAACCGGCTGCACCGGGGAGG
TGTTTGTCCAGAACGGGAGCCATCTTCTCTTTCTACACCCACAAAGGCAAGGCCCTGCTG
CTTGGCCACCTCTGGCACCCCCGGCCATAATGCCCGGGTTA
>CL1688Contig1
CGGCACGAGGTGGAAATAGTTTCATGTTGACCGGGTTTCGGGTTCCTCCGCGGCTGGGAG



CTGGAATGCTGTGTCAGGATGGGAAATCTGTTCGGAAAGAAGAAGCAGTCCCGCGTGACG
GAGCAGGACAAAGCCATTTTGCAACTGAAGCAGCAGCGAGATAAGCTGAGGCAGTACCAG
AAGAAGATCCGCCTGCATCTGGACAGGGAGCGGCGGCTGGCCAAGACGCTGCTCCAGGAC
GGCAAGAAGGAGAAAGCTCTCCTCCTGCTGAAGAAGAAGCGGTACCAGGACCAGCTCCTG
GAGAAGACGGAGAACCAGATCAGCAACCTGGAGCGGATGGTCCAGGATCTGGAGTTCGCT
CAGATAGAGAAGAAGGTTCTGGAAGGGTTGAAGGTCGGAAACGAGTGTCTGAAGAAGATG
CACGAGGTGATGTCCATCGAAGAGGTGGAGCGGATCATGGATGAAACCCAGGACGCTGTG
GAGTACCAGCGGCAAATCGACGAGATGCTCGCCGGCGCGCTGACTCAGGAGGACGAGGAC
GCCGTTCTGGCTGAGCTGGAGGCCATCACTCAGGGAGACGTGGAGCTTCCAGACGTTCCT
GCGGAGCAGCTGCCTGAAGCTCCCGAGCGGAAAGGAGAGCGGGAGCGTCCGAGGAAGAAG
GCGGAGCCAGAGATGCTGGCCATGTAGGAGCGCCGCCGACCTCCTCCTCTGCTCTGCCGG
TGACCCTCACAGGAGCTCCTGGGTCTCCTCTGACGACCCCAGGGAGGTCAAAGGGTCACC
TCACTCAAACGTACACAGTTTCCTCTGATAGATGATTGGTGACCTGAAATGGATGCTTTG
AATTCCACGTTGGAGGACAAAGTGAGGAAAGTTTTCTGCAGCTCCTCCTCCTGAAACTTT
CCCGTAACCACGACACATCTGGTGACCTCCTTTCCTCCAGATTCTCTAATCCCGTCTCTG
CTGGATTAGCTAAGAGTGTGAGCTCAGCTCCGATGCTCAGACAGCAGCGGGTAATCTTCT
AAAGGTGTTAACGCCCATCAGAACACCTCACCTGTCTGCTGCAGAGGCCCCGCCCCCTCC
ACAGACTCCATCAAACTGACCTGAACATCCAAACACTCCACACATCTGTTTGCTTTTTAC
AATAAAA
>CL1689Contig1
ACTTTTTATTGATTTAAAGGGAGAAAAAAACCCAAACACTTGTGATCCAAGTTTCTTTAT
GTTAAAAGATGATCAAACTATTTCAAAGGCAGCGAGAACCTTTTTTATCATGTATTTAAT
TCTCTTTATTTCTTAAAATTTGGATTGATCACCTCACAAACATTATGGAGGACAAAAACA
GGAACCAAAAAGTCAGAACCTGAAACACAAATGTGTCATTGGCAGTAAAGTTTGTTGCAT
CCGTCCCCAGACTTAAAAACAGACATTTTTCATGAAGCCTTTATTATTTTCAGTCATTCA
GGCTCTGAGCTAAAAGCTCTTCCCTTTATGCAGCTTGTTGTAACGCCAAATGTTTTCTTT
CCGTAGGCGACTCCAATAATCCCAGCTGTCTGGTTCCAGTTCGTGGAGCCTTTTGACGTC
TCCCAAGTTCAACTGGAACAACCACTCGGGGTATTCCTCTGCAGGTTTTAGTTTGGGATC
TTCTCCTTGCTTGAGGATGTTGGCTCCAACTGCATATGACGTCAGTCTGAGCGGGTCTCT
GCACACCTCTGGACCCTTCAGGTCCTCCTTGGCCATACCTTTGCCTTTGCCTTTAGCCGC
GACTTTCTTGGCATATCCACAGGACTGCGTTAAGTGTAACGCGTTTGTTCTACTCAGAAG
CGTAGTGCCTTTTCGTGCGATCCCCTTAGAATGGGCTGCGAGCCAAAAAACGCTAGGAGC
AAACATTTTTACTGTGGTTTTCTAACGAACACAGGCAGCATGCTCCTGTTTGACATTCAT
AACTCTCCAGACTTCCGCC
>CL1690Contig1
TTTTTATTTCCTTTAATTTATNNGTACTGCATCTAAAAAAACAACAAAAAACAGACCATT
AGGAGGGGCTGTCAGAAAACAGGGGAGGAGCAGACAGTTCTTGATGGGGAGGAATTTTAA
ACTTAATTGAAAGAAAAGTGAAATATAAATCTTTGCACAAAACATAAAAACATTAAGGTT
TATTGTAAGTTTTTTTGATCAGCTTTGTTGATTCAACAGCAGTAAGCCTCTTCAAAGGAA
ACTGAATGCATGACATCAGGTGCAGCTCTAACCTTCAAACCAAATGGATCAAATTTTAAC
TGGTCTAAAACCTTCAGGTCTAAATCTCAGTTCAGTTTTCTCATCAACTGAAGTCAGATG
TCAACAAGCACCACCTACAGCTATTATCCTGATCCTCACTGCGGTATAGAGTCCAAATTT
TCCTTGAGTCTCCTGGTAACGCTTGGTATCAAGGCAATGTGGTCATCTACGCAGCTGCCC
ACACAGCGGTCCATCAGAGAGCGGACAGCTGGCTCCTTTGCACCGGAGTCGAAAAGATCT
TTGGCTTTGTCGTTGCAGTGCATGGTGCATCTAGAGAGACGATCCTGAAACTTCTCCAGC
TCTGAGGTTACCAGGCTCTGAGCTTGTGCCAGAGGAGTGTGACATCGCTCGATGCACTGA
TGCACCTGAGACATGGAATCTGTGGGGCGATCACAGCAGTCTGCGCTGCACTTGAACATG
CGTCCCTGCATCTTACGGATGTGCTCCTTCTCCAGACTCTGAACCATTTCTTCAACCACA
TTCTGCACGCGTGTCTGATGAGCCTCTGCCATCTTCTCACGTTCGTAAACAAGCGAAACT
TCCTTGACAGAAACAAACGACACTCTAAAGTCCACGAACACCACAGGTGCGTGTACCGTC
ACCGAGTTTCCTAACGAACCTATTAAACTAAGGTCACCTCCATTCAAGCATGTTTCAAGC
ACCCC
>CL1691Contig1
GGAAATCTCCGNAGAAGTGATGGAATATTCAGCTGTATTCTGGGAGCGATGCAACGAGCT
GCAGGATATTGAAAAGATCATGGCCCAGATAGAAAGAGGAGAAGCTCGGATTCAGAGGAG
GATTAGCATCAAAAAGGCTCTAGATTCAAAGATCGGGCGCTACAAGGCTCCCTTCCATCA
GCTCAGAATCTCCTACGGCACCAACAAAGGGAAGAACTACACCGAGGAGGAGGACCGCTT
CCTCATCTGTATGCTTCACAAGCTGGGCTTTGACAAGGAGAGCGTGTACGATGAGCTCCG
TCAGTGCATCCGGAACTCGCCTCAGTTCCGCTTTGACTGGTTCCTCAAATCCAGGACTGC
CATGGAGCTCCAAAGGCGATGCAACACTCTGATCACACTGATAGAGAGGGAGAACATGGA
GCTGGAGGAGAGGGAGAAGGCGGAGAAGAAGAAGCGGGGACCAAAGACGGGTTCAGCACA
AAAACGAAAGGCAGAGGGAACATCTGATGGTCGGGGGCGCAGGAAAAAACTCAAATTGTA
AAGCTGTTTTATAATGTGCAGTATGATTGTTGTTTGTTTTTTTTCTTTTAAAGCAGCAGC
CAGCTACAGCATCATTAGTCCTAGTGTCTGTTCATTTTGAAAGCAATGATAATGTACTGT



TTAAAGTCCCAGGTAGATCAGTTTGGTTGTATTTGGCTGTTGGAAGTGCTCTTCTATGGG
CCTGCCTTGTTGTCACCTACCTAAACACTGAAGCTGTGCTGTTTTAGGTTTTGTTAGTTT
TTTTTTCTTCTTCTTTTTTACCTGTAGTTAACAGAAATAAATGTATTTATGATTATTGGT
TGTACTGCATTACATTGCTTAAAACAACATGTACCCTTATTTTGAAAGCAAAGATTTGTT
TCATCCGCTTCTTTATGTAAAGTAGAAAAAATGTCAATGTGTGTGTCACAAATAAACATT
TCTTTTTAAAAAAAA
>CL1692Contig1
TTTTTTNTTTCAACAGATTCACGTTTATTTGGTTCAGGTGTGGGGGGGTCCACAGAGCTG
GGATTGGACCGTCGTACAGACCAGGATGGGGCGCCGCTTGTCCTGTCCGGCCAGGGACCC
CAGGCTCTGTCCCTCCATGGCAGGAATGTGAGAAGGAATGAAAAAAGACTACTGAAGCTC
GGGGGTGGGGGGAGGAAGTCCGTCCTGGTTCAGCTGGTGGGGGGTGGGGGGCATGATGTC
TCACAGATTGGCCTTCCTGAGGTGGCTGACAACGTTGTAGACCTTGCTGGACAGCTGACC
CCCACTGGCGTCCCTGGTGCCCTTAGCTATGACTATGGCTTGGTTGCTCTTGCCCACACA
CACTCCAAAGGTGTTTCCTTCGGCGTCAGCAGCCGTCTTCAGGTCCAGAGAGTAGATGGG
GTCCATGTCCATCTGGTCTCGGATCAGCCGACACCTCTGTCCAGCGATGTACACGCCGTT
CTGGGCGAACGCTGACCGGTCGCCAGCCAACTTCTTGATCTCATCCGGCGTGATGGAGGC
CAGCCCGCTGGTGGAGGCCCAGATGCTCTGCTGCCCGGCTGCGGTTCCACAGATGGCCGC
CTCCGCCACGGGGACCTGCCCGCTCTGATCGGGGGTCTTCAGGGAATCGATGTACGCGTT
CCACGACATCCTGTGCAGGTAGAGTCTGAGACTGAGAAGAAGACGACGCGTGGGTAACCC
AAAA
>CL1693Contig1
AGTCAGAAACTCCATCTGTTTTCACAACCCGTCTGCCTCTCAGGACGTCACCTAGAGCCA
CGTTGAATCCCAGACCTTCACAGAGGCTCCAACCACCTCTCTGGAAAGCAAACGTGGGCC
TTGGTGTGGCTCTTTACTTGGTCCTCCCTCTGGCGGTTCTCTCACTGTTGGCTGTTGGTG
GCGTGCTGCTGTGGAAGACCTTCAGGTTGAGAAGCTCCAACACCATCCACTTTCATAACC
CTGTTTATCAGAAAACCACAGAGGACCAGGTGCACATTTGGAGAAGCAACAGCCTTGACG
GTTACTCCTACCCAAAAAGGCAAGTTGTGAGCGTGGACGAAGAAACCGACAATCCCACCT
TCACTGAAAACTGAATGCTGTCTTAAGGTGGATTTGATGACGATCAGCGTTTTTACCTCA
AATGCACAAAGAGGTGAAGCCTGAATGTTCCAACCACTGAATCCTCACAAACAGATGGTT
TGTCTGCAGCGCAAACGAGTTTCAATCCCACAAGAAAACATCTGAATGCTCATCAAACAT
CATTAATTTCTCAGGTCGATTTTTCTTCTCTCGATGTTCAGACTCTGATAGTTGATGTGG
AGAAAAGTCTTATGTTGCTGATCAGGGAACAGTTTTGGTTTATACACAACAAACCACTTT
TCTTTTATCAGACGTAGATGGATAAACTTCCTAAAAAAATCTTATTTTCAAAGCACATGA
AGTCAAAGATGAATGTAACCTCACAGAAAACACTCATCATCATGTGGTCGTGCCTTGATT
ATACCATCCTCTGTCTGGGCTCCCAGATGTTCCCTCTGCATCTGTAAGAGCTTCCACTCT
CCACATGCTTGTCGGTGGATTTGACAGAAACCTTTAAATCATCCTTTTTTCATGTTGTTA
AAAAGCTTTGATGCCACCAAACCGCTGTACCGTGGCACATGTATTTGTGTCCCCGTCATG
CCAGCATTCCTGTTCAAATGGCTCTTGGATCTCCCCGGTGTTTGCGTGTTTGTTTTTAAA
TTCCCCTTTTTTTCTGGGAAATGGCACAGGGAGACAACAACTACCTTTTGGATCTGTATT
TGTGTTGTGGGAGTAAATAAGCATGAATGGTTGAAAAGTGAGGGTGAAACAGCTGACCAG
GGTTTCTGGGTTTGTCAGCTTGTGAGGACAAAACAGCACATGAGCTCTGTTTCCATTCAG
CTTGTAAATATGTTGTTTATAAGTGTACATATTTGTTCTGTACTGGTTTTTTTAATGATT
GAATGTTCTGTAAAAAACAAA
>CL1694Contig1
TTTTTNTNTTATGAAACGTTCATTTTATTAAAACGATAAAAAACAAAAGTTGAATCAAAA
ACAGGATTTTTTTTCTCCACCACAACTTAGAAACTGTACAACAAGCTACAAAGACATCGA
TCATGTCGATCGATCATGAGTTTCAAACCATGATTTGTGTGTAACTGAACACAAAAGACC
CAACGGTTCCATCAGAGGAAACCGACGCCTTTCAAACATCATCCGTCTTGGAGTCGAGTG
ACCCGCTACGCTCCAGCAGTCATCGAGTCGTCCAAACCAACCGAATCAGATCCATCCAAC
GGATCCCGGTGAGGTGACTCCTAAAAGTCCTGTCGGATGTTCTCCTTGTTCTCCTCCCCT
TGCTGCTGCCTCAGCTGAGCCACCTCGTTCTCCAGCTGGACGATGGCGCGCTCGATCTCA
TAGTTTTTACTGACCAGCGACACCCAGTTGGACTCCAGCTCTCGCAGCTTGGCGCCTGCA
GCCAACTGATCGTTTTTGCGCTGCCAGTTCAGGTCCTGGATCTTCTTCCTGAACTTGTGG
AGTTCCTTTTGAGCCAGCTCAATCAGGAAGGCCAGATTGTCGTTGTAGACCTTCCACGCG
TTTGTTCCATAATGCGACATGAGCTCCAGGTTCTCGATCCGGATGGCCTGGTGCTCCAGC
TGGGCCATGGAGTTATTGACACACTCCTGCCAGGCGGTAATGTCGTTCTTCTGTCCCGAT
GTGGGGGCTGGAAGCTCATACCTCTTCATGCTGAGGAGGTCCATTGGTTGTCGAGCGGCT
AATCGCTCAAACTCATTCCTCATGATTTCTGTCTCAAACGGCGAGAACTCCGGCATGGGC
AGGTAGCTCAGGTAGTTCTTAGTTGGGCGATACCTTCTGGTCTCTTCTTCCACCAACGCA
GCGGCCGCTTCTCTGACACCTGGTGCGTCATAACCTTGATCAAAATACGGCAACGCATCA
ACAAACACTTCGCCAGCGACCGAGGCCGTTCCAGCCATGTTCGCTCCCCAGGAAAAAAAA
ATAAAAATAAAGAAAGAAAGTCCTTTTTCTGCTAACAGACTCCAAACGGCTAATCAGAAA
CTTCCGTTTCCCCCCGGCCATAATGCCCGGGT
>CL1695Contig1



TGTGGCATCGCAGCGTCGCTGTGGTAAAGTCTCAGAGGTGAGGAGGAATATTCTGGATCA
ACATTAAGTCCGGACCGGAGCTCGTTACGAACCGGGGACTGCTTTCGATATACTTCAAAG
AACCTCCAAAAATGCCAAACTGGGGAGGAGGGAACAAGTGCACGGCGTGCCGTGGGACCG
TTTACCACGCCGAGGAGGTGCAGTGTGACGGCAAGAGTTTCCACAAATGCTGTTTCCTCT
GCATGGTCTGCAGGAAGGGTTTAGACAGCACCACACTGGCAATTCACGATCAGGAAATCT
ACTGCAAGTCCTGCTACGGGAAGAAATACGGCCCCAAAGGCTACGGCTATGGACAGGGGG
CTGGAACACTCAACATGGACCGCGGAGAACGACTGGGAATCAAACCAGAACTGACTTCGA
CTCACAGACCCACCACCAACCCCAACCCGTCCAGGTTCGCTCAGAAGTTTGGTGGTACAG
AGAAATGCGCTCGGTGTGGAGACTCTGTCTATGCAGCGGAGAAGATTATGGGGGCCGGCA
AGCCATGGCACAAAAACTGTTTCCGATGTGCAAAATGTGGCAGGAGCCTAGAGTCCACCA
CCCAGACCGAGAAGGACGGGGAGATCTACTGTAAAGCATGCTACGCCAAGAACTTCGGGC
CCAAAGGGTTCGGTTACGGGCAGGGAGCCGGCGCTCTAGTGCACGCACAGTGATGACCCA
GTAGGACCAGGATGCCCCCCCTCCAACCCTCCAACCTTCCGGCCATCACCTCAGACTTTA
TCTGGGAAGCTGTGTAATGGTGGAACAGGAATTCAGAATAAAGACGTGGAGAAGCTGCAA
AAAAAAAA
>CL1696Contig1
TTATTGCCTCTCCTTTTGAGACCTCAAGATTGCAACATAATGGACAAAGATACACTAATA
CAGTATAAAAATAAATTAAGACAGCAAATAATGACAGGAACAAAAAAAAAAGCTCAGTTT
CTCCTCAAACAAGAAGAACTGAGATCACTGGGATATTTTTGGTGCCATTTGCACGTGCGT
TTACAATAAGTTATATTTAAATAATATTGAAACAATGAGCAGAGTAATACAATGAAAAAG
ACTGCAGCTTTAGCTGGTTTCGGCTGCAAAAGTTTTAAACATTTCCCATTACAGCAGGCT
TTCACTGTCATGTGACTACTTAAATTAATGCCCAATTATTGTGAGAATTTTTGAAAATCC
AATTCTAGAGAGAAACACTTTGATAGGTCAATTTTTAATTAAGCTTTGACTTTTTTTTAA
AATACAAATAAGGTGGTTTCACATCTGCTTCACCCTCTGCTGCAAGAGCTCCAGCTGCTG
GGCCATCTCATTGGGCAGGTCGTCATTCACCTGATTGTTGAAATACTTCTTCACATCCTC
CACCTCCTTCTGCCAGAACTCCTTATCGAGGGAGAACAGCTCATCCAAGTCCACCTTCTG
CTTCAAGCCCTGGAGATTTAGGGACCCACCACAGGGTAGGAAACCAATGGCGGAAGGCAT
GGCGCCAGCTTCACCCCTTATCCGCCTGAACATCCAGTCCAGAATACGGATGTTGTCGCC
AAAGCCAGGCCAGAGGAAGCCGGCGGTGGGGCTCTTACGGAACCAGTTGACGTGGAAAAT
CTTGGGGAGTTTGGCACCTGGACGGTTGCCTATGCTCAGCCAATGAGAGAGATACTGTCC
GAAGTTGTAGCCAAAGAAGGGGCGCATGGCGAAGGGGTCGTTCATGATCACCTTGCCTTT
ATGCTCGGCTGCAGCTGTGGCCTCTGACCTCATAGCTGCTCCTACAAACACTCCATGCTG
CCAGCTGAAAGCTTCGTACACCAGAGGAACTCCTTCTGGTCTGCGTCCTCCAAAGATGAT
GGCCTCGATGGGGACTCCCTCTGGTGACTCCCACTGCGGGTCAATGATGGGACACTGTCC
AGCGGGTGTGCAGAAGCGAGAGTTTGGATGAGCGCAGGGCTCTCCATCTTTGGGAGTCCA
AGTCTGGTTCTTCCAGGACTTGACGGTGACTTCCTCGGGCAGAGACTGGTCCATTCCCTC
CCAAAACACACCGCCATCACTGGTCTCAGCCACATTTGTGAAGATGGTGTTCTTGGTGAT
GGTTGCCATGGCGTTGGGGTTGGTTTTGACTGAGGTGCCAGGTGCAACGCCAAAGAAGCC
GTTTTCTGGGTTGATTGCTCGTAGATTACCTTGTTTGTCAAACTTCATCCAGGCGATGTC
ATCTCCTACACATTCTACCTTCCATCCAGGCAATGAAGGGCACAGCATGGCCAGGTTGGT
CTTTCCACAGGCACTGGGGAAAGCTGCTGCCATGTACTTCTTCTCCCCAGCAGGGTTCGT
GATGCCCAGAATCAACATGTGTTCAGCTAGCCAGCCCTCCTCCTTGGCAATGCGTGAGGC
AATCCTCAAAGCAAAGCACTTCTTTCCCAGCAGAGAGTTTCCACCATAACCACTGCCGAA
GGAGATGA
>CL1697Contig1
GGCTTTATTAGAGTTCTGTTCATGCAGGCGATCGGATCCCGTCAGCTGCATCAACAGGAC
ATGAAAAGAAGCGTTTGTGTTCAGCGTCTCGGTGGTCCCAGAGAATCAGAGACAGATTAA
TGACTGCAGGGGGGGGGGTTACAGACAGGGGGGGTTAGAAACAAGTCCCAGTTTATTGGA
TCTAGTGTTTATGACGACGGACAGACGACTGAAGCACGCTGGCGAGGGACTAAACAGGAA
GTGACATCATTGGTTTCTCAGAGATCCATTTCCTGTGAACGTCTGGACCACAGAGCTTCA
CTGCTCCTGCAGGAGGACCTCCTCAGCCTGTCAGACCTCCTCCTACTTTCCATGAGTTCA
GGTGGAGACCATGCAGGTCGGCCGCTCTACTGGTTCTTCTTATCTCCTGGGGGGGAGTAT
GGAGGAGGTTTGTCCTCAGGCAGGTACACGTGTGTGGGAGGGAGGGGGGCACAGCTCGCT
GCTGCCTCTGCTGCTTTGGCCTCTGCTGCAGCCGAGGAGGGCAGGTCCGGGTCGTGAGGA
GGCTGCTGGCCCAAAGGAGCAGAATAAGGAGGTGGGGGCATGTAGCCTGCAGAGGCCTCA
AATGCTGCGGGGCTGGGGAAGAACCCCCCGGGAGGAGGCGGGTTGGGGTAGGAGTAGACA
GGAGGAGGACCTGCGGGGTACATTCCGTTGGTGGGAGGAGGAGGAGCGTGAGCATAAACC
CCGTTGGCCATGAAGGGGCATCCTCCGAAGCCTGCAGTGACGGGCTGCCCTCTGGAGGCT
TGAGCCGCCACCTGCAGCATGTACTGCCCGAACTCTATGGCCCCCCCGGAGGAAAACCCC
AGCTTGAAGGTGGCACAGCCTTCCCAGCCGCCTCCAGGCTCTGCGGTGACGCTGCCTTTG
ATGTAATTGGCCCCCAGAACCGGCTGTTTGATCTCACAGCCCTTCATCAGGTAGAAGGGC
GTCATGAAAGACTGCAGCCCGTCTCGGCCTTTAGCCACGAAGATCATCCGGTAGGGGGTC
AGGTAGATGCTGCCCTTCCTGCTCTTCCTGAAGACGTCAGGCAGACCGTCCGTGTCGCAG
AAGACCAGCTCCACGTTGTCTTGACTCATCAACACGCTCTCGCTGTTGTTGATGATGACT



CCGCCGGACTCCGAGTGGTTCTGGTTCAGAGTCATGGCTGCGGGCCTCCAGGCGTCCTGT
CCCGGTGAAGCAGCCCGGTTCGGTGCTGGTTCGGTCTGGTTAGTGGACGCGGACAAGGCG
CTCTGACCCGTTAGCTGCGCGGACACCGTTAGATGTGAGGATAACTGCAGGCAGCACCTG
CTCTTCCGCC
>CL1697Contig2
GGCGATCGGATCCCGTCAGCTGCATCAACAGGACATGAAAAGAAGCGTTTGTGTTCAGCG
TCTCGGTGGTCCCAGAGAATCAGAGACAGATTAATGACTGCAGGGGGGGGTTACAGACAG
GGGGGGTTAGAAACAAGTCCCAGTTTATTGGATCTAGTGTTTATGACGACGGACAGACGA
CTGAAGCACGCTGGCGAGGAACTAAACAGGAAGTGACATCATTGGTTTCTCAGAGATCCA
TTTCCTGTGAACGTCTGGACCACAGAGCTTCACTGCTCCTGCAGGAGGACCTCCTCAGCC
TGTCAGACCTCCTCCTACTTTCCATGAGTTCAGGTGCTGCAGAAGAAGAGAAAGCTCATC
ACACATCAGGAGGAATGCAGAGGTTCACCGGGTTTGCATGGAAGTGAAAGGAATGGTTCT
GGTCGGTCAGGTCCAGTTAAACCCCCGAGACCATGCAGGTCGGCCGCTCTACTGGTTCTT
CTTATCTCCTGGGGGGGAGTATGGAGGAGGTTTGTCCTCAGGCAGGTACACGTGTGTGGG
AGGGAGGGGGGCACAGCTCGCTGCTGCCTCTGCTGCTTTGGCCTCTGCTGCAGCCGAGGA
GGGCAGGTCCGGGTCGTGAGGAGGCTGCTGGCCCAAAGGAGCANAATAAGGAGGTGGGGG
CATGTANCCTGCANAGGCCTCAAATGCTGCGGGGCTGGGGAAGAACCCCCCGGGAG
>CL1698Contig1
TTCATAAATGACACTAAGAAAAGGCTTTGGGTGGTTGATGGCGTGTTAAAAAACAAACAA
TAATTTAGTGGTATGATAGACCTAGCAGCTAATGTTTCTCAAAGCTAAACATCTTTGAGC
TTTTTTGTTCTCAGTTCAATCATCGTAGACACTCAAAGCTGTTTTTGACACACAGATGAG
ACGCATATGCATGCACCAAGAACAGAGTTGCATTGTTCGTAAGTATGATTCTGAAAATGA
ATCACTGTTGCTGAAAATGATTTCCAGTGAATGTAATGCTTTTCTTTCCTCCTCAGTCAT
TTAGGATGCTGTTAGGATTTTGTTTTCCTTAAGGTCTTCAACGCAGCTAAATTCATTTTG
AAGCCCCAAAAATCATTACAGTCGATAGATTCATTTGAGGCCTTCAGGCTCCTCTAAGCC
GGTGTGAGTGAGCAGCTCCCCGTCCCAAAGTCCAAATGCAGGGCAGAGAGGAGCAGTGAA
CCGAGCCCTGAGTGCGTAAACGATCCGAGGGTTCTCCACGTCCACCAGCCCCAGGAGGCC
TGCTTCATAGTCCAGCAGGATTCCTACGCGCTCCGGCTTCCCCACCAGTGTCACCGGGAC
CGTCTTTCTGTTGGTCATGGCAAACCACTTCCGCTGAGCGTAGCCGAACACCCAGGAGGA
GCTGTTGGTGCCCACGCAGTCGTGTCTGGACATCTGGGCCTCTGCAACGCCCAGGCGAAA
CTCTTGGGACTTTTTGACCGTCACCTCCCAGTAGTGTCTCCCGCTGCTGATGTGCTCGTC
GCCGAACACAACAGCCCAGTCTCTGAAGCGCTCTGGGTTGTCCTGGACCTGGGTGGGGTC
TATGCCCAGCATGCGGTAGATGACACCCGTGTCTTTTTTGAAGAGGTCCAAGCTGCTGTG
GGCAGTGCGCTCATCAAGTTTGAACTGAATATAGTTAGCGGCCGCTGTGGAGACGGAGCG
GCTGCTCCCCGGTACACTAACGGCTCGCCGGTATCCGGTTGACAGCGTGGACGCTGTTCG
TCCAGTCAGACGACAGAAACGAGCAACACACACGGTGAGCGCCATGTTTCTCCCCGCGCC
TCACTGCTGCTTTACCTTCACGTGCGCTTCCTTCTGCCCCCGGCCATA
>CL1699Contig1
TTTATTGATGGAACAAAGGTGATTTATTGATCCACAGAGTTCAGTAATCCAGAAAACATC
AGGTCAGGAACTTTGGATGGATAGAGCTAACAACAGTGTCCTTGTCAACCTAGCCAACAG
TGGGAGGACGGTTCCTAGTACGCTTTGGTGAATAAAAAACACCTCGACTCGTTTGTTTAC
CAAAATACAAAAAGAAACTTAAGGTTTTCTGCTTTTAAGACTCTGCGCTGTTCTTTAGTT
AAAAAGCGGCGGATCGGATGAGCATGCGAACGGTTTTCAGGCTGTAGTTGACGGGTTTGA
ACGATGACCACACCACTCCGTTCTCGGTCTTATACGGCGTGTTTGTCGCTGGGTCATATT
CGCCTTTATAGTACACCCCATTTAAATTAGCCGCCTGGCAGCTGTTGTACCACCACCCGC
CCCCATACGCCTCGGCACAGTTCTCCCCCCAGTTGTCGTTGTCTTTGTCAAATGCACTGA
ACTTCATGCCGTTGTGAGTCACTTCAGAGGCTTTCTCTGACGTTGGTGCGGCCAGAGAGT
CTCCAGCGTCTCCTGTGTAGCCAGAGACGTGCAACGGAAAGCCCTCCTGTTCTGAGCCTA
CCCTCATCGTGTACTCGGCACTAGCTTTTCCCCCCTCCCAGTCCTCCAGCTCCACTTTCA
GGATGGTCTCACCCTGACTTGTCAGCAGGTGGAGGTTCTCGTTGCCCAGCCAGAACTCGC
CCTTGCCCTGAGCATCGACTGAGCCAAACCCGCCACGATACTCTGTGATTCTCTGACGCA
GACTCTGGGCCAGTTCGAAGTACTTGTTGTCATGACCTGCATCGACGGTGAGTTTCTCCC
TCAGGTAGTCGTGGGTCTGCTTGGACACCTGGTCGGCAGAGCGATACTTTCCCTTGTGCT
GATTCAGCTGGTCACGGATGTACTCGATCCGTTTCAGCAGGTCATGGTCATATTTATCCA
TCAGACCTTGAATCCTGCAGCCGGAAGGACATTTGTGGCCCCAGTCATCGTCGAGACAGA
ACGGCCACTCCTTCTGCGTGGCACATTT
>CL1700Contig1
ATTTTCAGTGCACTGGACTGTACAGAACAGGGTACCATCCAGGCTGTCTGTGAGGGGTGG
GGTCCAGCTGCTGATACCACCAAACACAAGCTCAGAGAGGGACGCGGCGAGGTGGAAAAA
GACGGGGAAAGAGTGAAGAGGGGGGAAGACAGCACCTGAAGAGGAATCTAATACGGGATG
AAAGGAGACACCCCAGTGAACAGCACCATGAGTGTGGGCCAAGCCAGGAAGCTGGTGGAG
CAGCTGAAGATCGAGGCCAGTTTCTGCAGGATAAAAGTGTCAAAGGCGGCGGCCGACCTG
ATGGCGTACTGCGACGCCCACGCCTGCGACGACCCCTTGATCACGCCCGTGCCCACCTCA
GAGAACCCCTTCAGGGAGAAGAAGTTCTTCTGCGCTCTGCTTTGAGACACATCAGGGATT



GTTGGGATTAAGAGTACAGCTGTACAGTATGTACTATGTATGTACAGTGTGTACATGTAC
TTCCAATCGAGATAAGACATCAATGTACTATAGTAACCTTGCATTAAAGCTGCCGATGTA
CAGTACACGACATACATCGTCTTGAGCTGTGAACACTTAGATGAAAGAGAACAAAAACTT
TAAGAACCTTCAAATTTGACTAAATTGAAAATGCATATTGGGGATTAAACGGCTTTTGTC
TCATTTTCCAGGATCATAGTTATTCCAGCAGTAATAAGATACTTCATGTTTCCATAGGAG
GTCCGTGAGTGACAGAGGTGCTACACAGTTCAGCTGCTGACAGGTCAGGAAGTCTGGCTC
TCATAAAAACACCCAAACAAGTCAGATCTGATCAATGAGAGGCACAATTAAGGTCATTTA
ATGTGAAAAATAAGGGGTATTTTTTGTATTTTTTCTGTGATTGTCACTGCATTTCATATT
TTCTGTTTCCTATACATAGAGGATTGGCTGATTTCTTTCAGGGTTTGATTAAGACGTCTG
CTTTTTGCTCACTTTCTTTACTTGTGTGGAGGTAGACGTGTGTGCGTTCAGGTGCTACAG
GTTAAGCAAAAAGCACCCAACCACTGTTAAAAATAAGAATTCAGATTTTATAGTTCAAGC
ACACGGTAACCCATTCCTTACATGATTAGCCGTCTGTTGAGTGGCTTATTTTCTCATTTC
CCTTCAGAGTTTGAGCTATTTTACAGGCTGTGTTAGAGTTAACTGTTCAGATGTGAGATT
TCTCCAATTCTATTACCTTTCATTCAGATGAATAAGGACGTGTATGTGGACTCATGACTC
TGTTAACCCTCGTCCTGGACTGTTTAAGACATAAAACCATGTACCCTGCAGACATCATAG
AAGCAGAAAGAGTAAAAACCTGCCACCCAAAAAAAAAA
>CL1701Contig1
TCGGTTTGAAGCCTCAGCTTCTTTGTGGAACATTTTTACATCAATTTCAGGAAAACATCA
GGAATAAAAAAAAAGGTGTATTTATTAAAAATTAAACCAACATTTCCTCCAGTTCTTTCT
TTTTCTAAGATCAGGATCTAATTCAGAGAAAAAACTTGAATGAAGAAACAAAAATGTATA
GTTTTCTGTGTGCACCTGAACACACCACAGTCGTGCTAAAGGAAACAGTTTCTCCTTCAT
TTGTCTTCCTGCATTCAGATCATTCATTCATCTGTTAATATTTGTGATGGTGTTTACCAG
CTCACCAGAAGAGGTTTGAGAGCAATCTCAAATAAAAAAAGTCTGTGAGGGAGGAGCCCG
CATCAGCAGCCCCGCCCTAGAGAGGGGGGCATGGCTGAAAACGGTTTCCTGTCCCAGTTT
GGGGCTTCAGTGGCTCTTCTTGGACGAGCCAAACCCCGAGAAGCCCATCACTGCTGCCAT
CTCATCATCGTCCTCCAGGTCCAAGTCCTCCTCAGCACGCCGCTTCCTCTCTTTCTGCTT
CTCTTTCCTGTAGGCCTTCGCCTTCTCCTCCTCTTCCCGCAGCTCCTTCATGCGCTCCTC
AAAGTCGTACTCCTTCTGCTTCTCCTCCATCTTCTTCCTGTTCACCTCAAAGCGTTTCTT
CACCTGATCCAGAGACGAGCGCTCCACCCGCATGGACATGCCCAGGTTCCTCTGATGTTT
CTTGCCGTTGATGTGATCCAGAAAGTTGATGGAGTCTTTGACCACACAGTCACAAACATT
GCAGTAATATCCGCCCATCTCCGCCTGAGGGGTGGTCTTGGTGATGACAATAGTTTTCCC
CAGTTTGGACTCCAGATCCACTTTGTAGTCTCTGTGCCGCAGGAGCTCCCGCTTGACGGG
AGGGACAGGTTTTCCATCCCTGAGCTCCCGCTCGCGCTCCTCGTTCAGCCGCTTCTGAGC
GAGATTCTCGTACTCGTCCTTGTCCCATTTCCGCCGGAAGTCGTTCTTGCTGGACCCACT
GCCGGACGCCATCTTGTCTACCTACGGAAAATCCC
>CL1702Contig1
TTTTTTTTTTGTTTAAACACAAATTTTTTATTTTTGTCTAACAATTAAAAAACAACAATG
GTTTGTTTTTGACTCACAACTTTGCTGAATAGTATAGATATGTGCAGTGAAAAATCGTGC
TTGCACTGTGCGGCCTTAATTATTTCCCTTTCTGAAACCCGAGGTGCTCGCGACTCCTAG
GCACACTCTTATACACACTCTTAAATACTTTTAGGTGACTTTAGACCCGGGTCAGAACAT
TTGTGATTCCAGGAGTAGAATTTACTACATCTTTGACATCGATTTGACCAGGATTATTGT
TGTGAACAGGTTTTATTGTTGGTTGTTAACAGAATCAGGATCCATCACCTAATCTAATTG
AGCCCTCTGCCTCACCCAAACATTTAAATGTCTCTAATAATATCTGTTTTGATTTGACTT
CGGTGATGTTATACAAGTATAAACTTTACGTCGGTAAACTTTAACTGATGTTAAATTGAA
CAGAAACATGGACAGAAAGTGCGAGTCTCCATGAAGCCTTAATGAAAGACTCATCTCCCT
TCTGGAGGGGTGTCATAACTTTCTGTCCAAACTGTAAATGTCAGCAGCTGTCAGTGGAGC
CTGGTCAATCCATTTGTTCTGATCAATCAGGGCAGAGAAGTCTCAAAATACAATTCAAAG
AAGCCTCGAGGTCTTCACATTTCAGCACAAGCAGGTTCTTGTCCGGATGAGCTTTTACTT
CTCCACGGAGGTTTCTGCAGCCACCTCCATGAGATCTTCCAGGAGGTCTCTGTCAGAATC
AACAACCTGTCCTGTGCTTTCTTCACCTCCAATTTCTCCTTTTTCTCCCTCGTGGCGTCC
TCCTCCACTTCCTGCTGATCCCGGCTCAGCGAAGAGACCATCAAATCCTGATTGCTTCTG
CTTCACTTTCTCATTGTCGTCATCGTGTTTGTGAAAGACCTTTGAGAAGAACCCTTCATC
GTCCTTTTTCTTGTCGTCTCCAAATGAGAACATCCCGCCTTCTTTCTCCTTTTTTTCTCT
GTCCTTGTCGCCTCCAAAGGACATGAATCCTCCTCCTTTTTTCTCCTTCTTTTTTTTGTC
CTCGACGCCCAGAGATTTCTTCACCGCCCCCTCCACCATGTCTCCCACTTTGTCTCCGAC
CATCCTTGCCAGCCTGTCCATGCCTGCAGAGTGTGTCAGTGGGTAAGAACAGCCGTCAGT
CAGTGTGTGTTTAACAGAAAGATGAGCCCCGGCCATAATGNCCGGGTTAACGGCGCG
>CL1703Contig1
GCCCGGGTTGAGAACAGACTGTCCTTCCTNTTCAGAACTCATCAACATCATCAACGTACA
GACGCTCACGCAGGAAAACGTGAAGCTGCTTAAACACCAGTTTGGTTATTTTAATGCTGG
CCAGGAGAAGAGCAAAGCTCCCCTTCTACCTCAACGCTCTGCGGGAGAAGGAGTACGCTG
AGAAGTACCCGGGCTGTATGCTCAACAACTTTCACAACCTGCTGCGCTTCTGGCAGCACC
ACTACCTCAACAAGGACAAAGACAGCACCTGTCTGGAAAACAGCTCCTGCATCCCCTTCA
GCTACTGGAAGGAGACGGTGTCAGTTCTTCTGGGCTTGGACAGGACTTCTCTGTGCGCTA



TAGTCCGCTACATCGATGAGCCCTTTGAGGATTTGGACAGGGACCTGCTGGAGGATTGAG
CTCCAGCCTGTGAACTCTGTGCTCCAGGAATGGGACGGAGCAGACGGTTGCGGGGAGCTT
GGACACCTAGAAGCGGTGACGGCCCTGTGGGCGCTCCGTGACCGCGCCGTGGTTGTAAAA
CCTCACCTTCTTGATATCCGTACCTTCGCATGGAGGCTGTCGACGCAGATGTGGAATTCG
CCGGAAAAAAAAAAGGTTTTCTCACTAATTTACGCCCTGATTTTGAAAAGAAGAGGAGCA
AAGCTGCTTGGATCGGTCACATGGTTAAACGGTTCTGACGTGCGTTGGTCTTCTGCTTTA
GGAAAATTTACGAAAATTTATATAACATGTCCAAAAATAGAAGAATCAGAAATAAGAACC
AGTTGTGAAACCTGATCATGATTCAGATGTGCTGGATGGTGGTGTATCACAGGGCTGCTG
GGAGCCACCAGCCTCCCTCTCACACTACCCTCATCCTCTGTGCTGACTCCATTTCTTCAC
ATGTGGAAAACAGAATCATATTAGAATTGCAGGGCCCCTTCATTGAAGCTTGGTTTTGCA
GGTGGCTGTAGTTGATTGGCTCCACTCGGCACATGTAGGTAACTCGAGGCCCAGCTTACA
GTGTTCCTCGCGCCAAAAAACCATTCGTTCTGTTGTGGCTTTAAAAGCTTTACCCAGGGA
ATCATTTATAGCTTTTTCCAAGTTACTTTGCTGGTTTGTTTAAAATGATGGATTTTAACT
CTGGAAAAAGCGTGAAGTGAAACATTAGCACAGAGCAATGACTTTTATTGTTAAATATGT
TATTTCATTTGTTAATTAAAAATATTTTCACTCTGTAACAAAAGTTCCGATGTTGTAAGA
AATGCAATAGGATAAAATAAACTATGCAGGTGTTACTCTAAAAAAAAAA
>CL1704Contig1
TTTTTTTTTTCCCAGTTTTTTTCCATTTATTATTTCAAACTTTTTACCTTACAAGCTCAC
CATTTAATTACAACATACTAAAACAAAAGTGTGGAAAATAATACAAGCCGCTGGGATTGA
AGAAGCAGTGAAATTGATTCTTGCAGGAAGTGAGCGGCAGGCCGACTCAATGTCCATATT
TCTGAAACTCCCACTCTCTGTTATCAAGGGGACACACTTGTCTGGTTTTCAACCAGCGGG
AAATACAATGGAAATGGAATGCATGATTGCAGACCCCCCAGGCTACTGTGCATTCCTCTG
AGGTTGCAGATGCTTGGTTGGCTTGACATTCTATGCAGAGATCCATGATGTGGTTTCTAC
AGATGGCGCAGTTATCCACAACAATGTCCCAGGCCCACAGCGCCACAGCATTCCACTTTT
TAACTTCGAAGCGTTTCTTGCTTGAGCCACTGTTAGCACCACTCGGTGTGTCAACGTCCA
TCGCTGCTGCCATCTTGAAACGTCGTCTGTCCGGCCATAATGCCCGGGTT
>CL1705Contig1
GCCCGCAGCCTCCACTCCCAGNACAGCAAGCATGTCCGACCGCGGGCACGTTCGACACCA
ACGTGGTCACCGTGACCCGCTTCGTGATGGAGGAGGGACGGAGGGCCAAGGGCACCGGGG
AGCTGACCACGCTGCTCAACGCGCTGTGCACGGCGGTGAAGGCCATCTCCAGCGCCGTGC
GCAAAGCTGGGATCGCGCACCTTTACGGCATCGCCGGCAGCACCAACGTGACGGGCGACC
AGGTGAAGAAGCTGGACATTCTGTCCAATGACATGGTCATCAACGTCATCAAGTCCTCCT
TTACTTCCTGCGTTCTGGTGTCTGAGGAAAACGAGAAGGCCATCATCGTGGAGCCGGATA
AACGGGGTAAATACATCGTCTGCTTCGATCCTCTGGATGGCTCCTCCAACATCGACTGTC
TGGTGTCGATTGGAACGATCTTCAGCATTTACAGGAAGACCACAGACGACGAGCCGTGTG
AGAAAGACGCTCTGCAGCCGGGCAGGAACCTGGTGGCGGCGGGTTACGCCCTGTACGGCA
GCGCCACCATGATCGTTCTCTCCACCGGCCAGGGAGTCAACTGCTTCATGCTGGACCCGG
CGATCGGCGAGTTCATCCTGGTGGAGCGCGACGTGAGGATCAAAAAGCGGGGCAACATTT
ACAGCCTGAATGAAGGCTACGCCAGGGACTTTGAGCCGGCCGTCACCGAGTACCTACAGA
GGAAGAAGTTCCCTGAGGACGGCAGCGAGCCGTACGGATCGCGCTACATCGGCTCCATGG
TGGCGGACGTCCACCGGACGCTCATGTACGGAGGAATCTTTCTGTACCCAGGAAATGCCA
AGAACCCAAAGGGGAAGCTGCGACTCCTGTACGAGGGCAAGCCTATGGCGTTCATCATGG
AGCAGGCGGGGGGCATGGCCTCCACCGGCTTCGAGAACATCCTGGACATCCAGCCGGAGA
GCATCCACCAGCGCGCCCCGGTGGCGATGGGCTCCCCCGAGGACGTCCTGGAGTACATCG
CCATCTGCCAGAAGCACGCCAAGAAGTGAAGCCAGACGGTTTCCTCCACGTTGTTTTATT
CTGAAAAAGATTTTTGTTATGAATGAAAGAAAGCTCAAATGTGTGAAAAGCTCCAAAGGT
TAAAGGACGAGCTGCAGCCGTGTCTTCAGGAAACGACCAGATAAAGTGTCTGAATGAACC
TCCATGGTTCCTGAACCTGCTGTTTCAGAGGAAAAGTCACAATAAACTGCAGGACAACCT
TTCTGCACCCATGACCCTCTTTTAACATGAAGACATTTGGATTAAACACCTATTTTATTT
GTTTCAAACATCCTAAAAGCAGGTTTCATTTGACAGAAAAACAATGGGTTTAAAAAGAAA
GTCAAATATATTTTAAAAGAAGCAGGATATTTTCATCAGTCCGGTCCCCATTTCTCATTG
TTTTATCCATTTGAACACTTTGTTTACCGTAATCAGTGGAAAAACAGAAACTTTCACTAC
AATTTAAGGAACGAATAAACGATTTTCCACCATAAATCTGCTGAATGCTGCTTTTTTTGT
TTTATGACAATATTTCCGAACTTGACTTTTCGTTGTGTTTTTGTCTTCATTCCTGCCTGT
TTGTCACAAACACGTCATTTAAATGAAATCTAATAAGATTTTGCTTCTATTCCCCTTT
>CL1706Contig1
ACTTTATTAGTTCAGAGTTTGTAAACAAAATAAAATGAGGTTGTTTTTTTTCCTGGTATG
GCCCAGCTCTTTTTTTCGGGAGGCTTCATGCTGGACATTTGGGCCAAAACTTCCACCACA
GCGATCCGTCGGCCTAAGCGAGGACCTGCGCAGAGCGGTCAGTCCACGGACACCAGTTCA
ACTTCGAATATCAGCTTTGCGTTTGGAGGAATTTTGGAGTCTGGCAGGCCTTTCTTTCCG
TACGCCCACTCTGGTTCAATTTCCAGCCGTGCAGTTTCCCCCTTGCTCATGGTCAGAAGG
GCTTCGTCCCACCCTCTGATCACTCTCCCCAAGCCGACTTTGAAGCTCAGCGGCTTGGTC
TGCCTCTTCTTCTTTGCCGCTGCGGGGATGTTGGTGTCGAAGACAGTCCCGTCCTCCAGG
CTGCCCGTGTACCAGCAGCTCACCGTGTCGCCCTTCTTCGGGATGTTGGTCTTGTCACCT



TTTTTCAGGGTGGATTTGGTGTATTTAGGGGGACCCTCATCCACAGGCTCCGCCTTCACC
TCTTTGGGCTTGTCTTCGATTTTCACCGCCTTCACCTTCTCTGTCAGCTCCTCTGGTTCA
GTCCCTTTAAACCTCTTACTCTCAAACAGCTGGTTGTAGGCGACCACCAGCTGCTCTTTA
TTCGCCGTCTTGGTGACATTTTTTATGTTTCCCAGCAGTTTGTACTCAGAAAGGAACGTG
TGAGTCGCGTGGTCCTGTAAAAACTTTATTAAGTCCTTTTTGGCCACACTGTCACTTCTG
AGCTGCTCGTCGGTCCACTCACGCATGGGTTCGTCCGCCATCTTTACTCCCCGGCCATAA
TGCCCGGG
>CL1707Contig1
TCGGCACGAGGAGACAAGCAACATTTATTGAACAGAAAGAGTGTAACGTTTGTTTCCTTC
AGCAGCATCGAATGAAAGAGACGAAATGTTTTTTTTTGACATTTCATTCTAGACTGTTGT
GGTGTTTAAGTACAAAAGAATAAAAATCATACATAAGGCTGAATAGGTTAATAGGTTGTT
TTACATGAGGAAGCCATAAATGCTGCAGATTAAGAGCGCAGAAAGCTGGAGGCTGTGATT
AAAGGACCGTCAGAGCTCCTCCTCTGGTTTCTTCTCTCCACCCAAACAGAGTCTCATTTC
ATAAGGGGTTCCACCTTCCGGTCGGGACGGAAGTCCTGCGATGACGTAGCAGGTCGTCCC
CTCAGGAAAGGGCCTTGTCCCGACTGCCGTCGAGCGGGGACACCATCAGCCGAGCAGAAC
CTGGCGAGTACAGCGGGCGCCACTTGTTCCTCCAGATGACCGTGAAAATCCGAGAGATGA
AGAGGATGCAGGCCAGAACCAGCAGAACCACCATGAACACAGAATTCGGAGTGGGATCCG
CCACGCTGAAGTGTTTATAGACATTCCCAACGAGAGCCACGATCACCACTGGATACACTG
TGATGATGTTACGAACCCAGCGGTCCAGAACCCAGTTCTCCAGGATAAACCAGCCCGCCA
CCTCAGCAAACAGGATGCACAGAGATGCGGTTGCTGCTGTGCTCTTGTTCACATTCCACA
GGTGAAGAACCAGAGAAAAGTTTATGAGAGAAGCAACAGAAGTCCATGTTGTGTAGACGG
CCAAGCCATTCTGGACCAGCAGGATGAGAGAGGCCAGGTCTTTTCCGTGGTATCTCTTCA
GCCACAAACCATAATAGTCTGTGGCAAAGCAGCAGAAGAACAAGGCGCTGAAGTTGGTGA
TGACCATCAGCAGCAACACAACCATGGCAACTAGCATTAACTCCCTGTCCCACAGGAGAA
GCCACGTGACGTTCAGGAGCATGTTGAACAGCCAGGAGAAGTGAAAGCCAAAGGGCAGCA
GATACTGAGCCCAGGTCCCTCTGAAAGCTAATGACGTGACATAAATGACCATCAGAGTCA
ACCACGTATAGATGACCCCCCAGATGGAGAAGGTCCATCCAGCTGGAGTGATGTCCGTCT
CGTATCGAGCAGAAACATTTCCTGTACTGTAGTGGAATGGACCTCTGCCCGCTCCAGCCA
GCGCGTTCACGACCAGAACCCCCACGAACAGGAGCGCGCACAGCAGGATGACGGCGATCC
GGGCCCAGCTATTCTGCTTCATGGTTCCTGACGGTTCCGGAGCTCTCAGTCCTCTGACAC
TGTGGCCGCGCCCGCACTGCTTATGTCAC
>CL1708Contig1
GTTNTTATGCCGCACTATACGCGCCGTTTTATAATATCCCATTTCTAAGTTACAAAATCA
TGAAAATAAAGGACTTTTAACATAGGTGTCACAGTCAAGATAGCTTAATGATCTTAGAAA
ATTGAAAACTGATCATGTACCTCTGTTTTATCTTCATTTCCTGCAATTATTAGTCTGTCA
AACTGAATCTAATCTGGCAGGAAATCAGGATGAAACTGGTTTAAACACTAAAAAGTCAGT
GTCACCTCTTCTGTCTTGTTGAAAAAAATCAATAATAAAATTAGATTCTCAAAAACATTT
TATTTCAACTGCCTTTGAGAAAAAAAACAGAGAAAGAAACATAGAATACTTTGTTTTTAT
TGTACAACTCTGAGGCTCCAGCATTTCAAGATCTTCTAGATCCTCCTCACTTGATGTTCT
CAAGTCCCTTGGAATCAAAGTAGTGACCCGTTCCTCCAACTCGTCTGTCTCTCTCCAACA
GGTACCACTGCCACGGAACCCGGGCGACCCTTTTCTCCTTTCCTCCGTTGGTGAACTTGT
GAATTTGTATGGTGGCAAGACCTGGAATCATGAGAGCCACGGCCATAAGGCTCAGACCGG
GTAAGATTTCATACCACATGTTTCTTAAATGTCACGATCAGGCGGATGATTAAAGATGCG
AAGACAACTGAGTTGCCTTTAGGCGAGAAAATGAGCTTTATTTTGGTTAATGGCTAACGA
AATGTCCCCGCACAAATGACCTGCGTTCGACAACCGCCTCGTGCCGAA
>CL1709Contig1
TTTTTTTTTTACTTCATAGAATTTTATTAGTCTATGTACAACTTTCAGAAAACCTTGAAG
ACTTCCACACAGATGAGCCAAACAGCTGGAATCCTTTATGGCGATCTCATTCTTCATCAT
CAGGGGGAATACCGAGCTCCTCGTCTGTCCACTGAGAGGCATCAGGCCAGGGGAAATGAC
CCAGAACTGCATCTGGGTCATGCCAGCAGTGCCACAGAATCCAGAACCACATGGCACCAC
TGAGGAACTCAGCTTGAAACTTCTGATTCTTCGTCAGTTGGGGGTACTGTCTGTACTGCG
GTTCGATGTGGGGCCCGCCGCTGGCTTTTCTGCTCGTTATTCTTCCCGGGCTTTGCCTCA
GCAGCTGAGCTCCCGTGCGAAGGACTCCGAACGCCTTCCCAAAAGAAGTCATGGTGGTAT
ATATACTCCAGTTGGTCTTTTAAATGCACTTTTTAATAGAAATAGTCGAAGGTACTTCTC
CTTTAGCCGAGAAGTCACCTTCTCTCCCTGTCAACCCCCGGCCATAAGGCCCGGGTTT
>CL1710Contig1
TGTGTCGTACATAAAGATCATAGACGTGGGCCGTCAGTACCTGGTGAACCGCGTTGCTGA
CCACATCCNAAGCAGAATCGTCTACTATCTAATGAACATCCACATCACTCCACGCTCAAT
CTACCTGTGCCGCCACGGCGAGAGTGACCTCAACATCAAAGGGCGTATTGGCGGAGACTC
TGGCTTGTCTCCCAGAGGAAAAGATTTTGCCAAGCGTTTGAGGAATTTTATCGACGAACA
GAAAATCAAAGACCTGAAGGTTTGGACCAGCCAGATGAAAAGAACCATCCAGACTGCAGA
GTGCCTCGGAGTCCCATACGAACAGTGGAAAGCTTTGAATGAAATCGACGCCGGTGTGTG
TGAAGAAATGATGTACGAGGAGATCCAGGAGCATTATCCACAGGAGTTTGCAATGAGAGA
TCAGGACAAATACCGCTACCGCTATCCAAAAGGAGAGTCATATGAAGACTTGGTGCAGCG



CCTGGAGCCTGTGATCATGGAGCTGGAGAGGCAGGAGAACGTGCTGGTCATTTGTCACCA
AGCTGTCATGCGCTGTCTGCTGGCATACTTCCTCGACAAAACTGCAGATGAGTTGCCTTA
TCTCAAGTGTCCCTTGCACACCGTGCTGAAGCTGACCCCCATCGCTTACGGTTGTCAGGT
GGAGTCCATGTATTTAGGTGTGGAGTCCGTGAACACACACAGGGNAGAGACCTCAGAACG
TGACGACGCANCGCAGCACAGAAGACGCTCTGCAGACGGTCCCAGCTCACCTCTAGGTCT
CCTCACAAACTGCCACACTCCGTGTAGGCCTCCGGGCGCGGCGGCGGCGGGCGGCACCGA
AGAGACGCGCTCATCTCCAGCAGGGGTGTCCTGTCAAGACGTTTCACTGTCGTTTGTGGC
CACCTACACTGCAGCGCGGAACGCCAGTATTTCAAACGCGTGGATCAACTGTTACATTGT
GGTGTGAAGTCTTTTCTTCTGTAACACTTGAAATCTACTTGATATTTAGCCTAGCGTGAG
TCGTCTCCCCTCACACTGTGTTTAAGAAGATGTTTCTTTTTTTGATGAGTGTGAAAATCT
CCAGAAAACAAATCAAAATATCGTTTCCAAACATTTGTTTGTTTTTTGGTGATAGATATT
GAAGGAAAAACTAAAAAACATGCACAAGGAGAGATTCCACGTGGTGCATGTAGAAGCAAT
TACTCATCAACATTCCAGCAATAAAAAAGAAATGTCAGAAATGAAAGAAAGAAAAATGAA
AATAACAATCATGTCTTTTTTTTTAAATCAAATAAACAAGTGCTATAACCCAAACCGTGG
TAGTTCTGGTGTGGCTCGTGTCTTTAGGTGACGTTAATAACAAGCTAGGATAAATCTGTG
TCCGCATGTCATCTCAGGTACTATGATCAATACTTTTTTTAATCTGCCAAATCAAATTAA
AACCACCAGTTTTTTACGCGATGCTTTTCCCTCCATTGTGTGTGTTTGAGCTAAATGTAA
ACAGCATTTCTGTCTGCAGCTGTGAAAGTAAATAAACGTGAAAT
>CL1711Contig1
CTTTTTTCAAGATGATTGTCCTCGTAAAAAAGATTATTTCTATTATTCCGTATATCATTC
TTTCCAAAGGTTGTACATAGTGCTGACTTGATGGCTCTCTAGCTCACTTGTGAAGTTTTT
AATTCTCTTTATCGTAAATATATATACACATATATACATATATATGTATATATATATATA
TATATATATAAAATAAATATTTGAAGTGCTCTGAATGATAATTATATTATAGGAATGCTC
AAAAAGTTGTTTGTTTTGTTATTTTTCCTTTCCAGTATCTCAGTATTGTCTTTGTAAAAC
TGTTTCCCTCCATCCGGGCTACAGTCCCGCTTTTTCTTTTGGTGTTATGACAAACGAAAC
AGAGAGGGCAGGGAGGCGAAAAGCACCAGTTAAAGCTTTACAAAGCTGCGGCACAGTGGA
GAAAGGTTTGAAAGAGCACACGCAAACAGAAGGCAGTCGTTTTCCTTCATCGCAGTCATT
CTGAGTTACTGTTATGACAATGTGCAACTTAGACTCTCTGTAGCTGTATTAGACATTGCA
TTCCAAGTGACGTGAATTGTGCGTTCTCTGCATGACAAATGGTAGATTTTAGTCTTATAA
ATAAACCATGTCTGAAAAACATATATAAAAAAATGGTAATATGGCCGTAGCAAATTGACA
AAACGCATGCTCCGTATTAGGACACAGTTGATCGTTCCATACTCCGGCAAGTTTGCAATA
GTGCCACTCTCTGTCTTGATGATAATTACCGACTGTGACCATCTCGTTGTACAAAAATGC
AAAAGGGATTCAAAGTAAAACAATAAAAAGGGTGTGATGAAGTTGGAGTGAGATACGAGG
ACTTGGGGTTGCAAAAATGAAAAAAAAAGAAAAAAAAAGACCTGTTTTCTAAATGATTAT
GCAGTTCACCGAAAAAGACGTTCTGTTGTGTTGAAAGATGAGGACTGGTTGTGTACTGTA
ACATAGGTTTTGGATGCTCTGACCATTAAAAAAAGTAAATAAAAGTTTGCAATGTAAAGC
AAAAGACGCATATTTCTGAGAGACCTTACTTTTCTAAGACTGTACCTGTAAGTTTCTTCT
CCCCGTGTGGTTTGTTATTGGTAAAAAACTAATACAGATAGTATTAAATGACAGTAACTA
TACTCTAAAACTGCAAACTAAAGGGTTCTTATGTTGCTTCTGTACTTTAGAACTATGCAC
ACCAAATCGCCAACATGTTACGTAGTTCCAGTAAGGTGACTGAATCCCCAAACCTGAATG
ACACAATAGCAGAAACTGTGAGATTGATGTCCTCAACGCATGTAATATTAAAGACTCCCT
CTCTGTATTCTGTCAGTGTGTGAAGTGGTGGGCATTTTGTAGCTAGCTAAATTGATTAAA
GTAATAAACCCTANAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAA
>CL1712Contig1
ACCGACCCGGAGCGCTCAAGCAGCAGGGTTTCATTCAGGCTGCAGCCTCGCATATTAGTT
CCCAATAAGGCCCCGCCGGTGACAGGCGCTTCGTTCATCTTTTTGTAGATCAGATTAAAG
GAGCGCAAACATGGCTAGTCGACTCCCGGCTTGTGTTGTTGATTGCGGAACTGGGTACAC
AAAGCTTGGCTATGCAGGAAATACGGAACCTCAGTTCATTATACCTTCATGTATTGCAAT
CAAAGAGTCCGCCAAAGTTGGAGACCAAGCGCAGCGCAGAATGATGAAAGGAGTCGACGA
CCTGGACTTTTTTATCGGCGACGAAGCCATCGACAAGCCATCGTATGCGACAAAGTGGCC
CATCCGTCACGGGATCGTGGAGGACTGGGACCTGATGGAGAGATTCATGGAGCAGGTCAT
CTTCAAGTATCTGCGGGCAGAACCTGAAGACCACTACTTCCTGCTGACGGAGCCTCCTCT
CAACACGCCTGAGAACCGCGAGTACACTGCAGAGATTATGTTTGAGTCCTTCAACGTGCC
AGGCCTCTACATCGCTGTTCAGGCTGTTTTGGCACTGGCCGCCTCCTGGACCTCCAGACA
GATCGGAGAGCGAACGCTGACGGGAACTGTTATTGACAGCGGCGACGGTGTCACACACGT
CATCCCAGTGGCTGAAGGTTACGTCATCGGCAGTTGCATTAAACACATCCCCATCGCCGG
GCGAGACATCACCTACTTCACTCAGCAGCTGCTACGAGAGAGGGAGGTGGGAATTCCTCC
GGAGCAGTCGCTGGAGACGGCCAAAGCTGTCAAGGAGCGCTTCAGCTACGTCTGTCCGGA
TCTAGTGAAGGAGTTCAACAAGTACGACACAGACGGCTCTAAGTGGATCAAGCAGTACAC
CGGGATCAACGCTATCTCTAAGAAGGAGTTCACCATTGATGTTGGATACGAACGCTTCCT
CGGTCCAGAGATCTTCTTCCACCCCGAGTTTGCCAACCCAGACTTCACCCAGCCGATCTC
GGAGGTGGTGGACGAAGTCATCCAGAACTGTCCCATCGACGTGAGACGCCCACTCTATAA
GAATGTCGTTCTGTCCGGAGGCTCCACCATGTTTAGGGACTTCGGCAGACGACTGCAGAG



AGACCTCAAGAGGACCGTGGACGCCCGGCTTAAGATCAGCGAAGAGCTAAGTGGTGGCAA
ATTGAAGCCGAAGCCCATCGACGTGCAGGTCATTACTCACCACATGCAGAGATACGCCGT
GTGGTTTGGAGGATCGATGCTGGCATCTACCCCGGAGTTCTACCAGGTGTGTCACACCAA
AAAAGACTACGAGGAGATCGGGCCGAGCATCTGTCGCCACAACCCCGTGTTTGGAGTCAT
GTCTTAGGAGAAGCGTGTTTAGCATAGGTTTGAGTGGAGAAATAAAAGAAAATTTTAAAA
AACAGACAAATAAGGATAAGGAGCAGCAGAACTAAACATCCCACCAAAGTCCACGGGGCT
TTGCACTGATGAGTGGAGCGACAGCGGACCAAACAAACTGCAAAAGCAGTTTTTTTTGCG
TGAGTTAAAGGAACAAGAAATCTGCTTAAAGAAAAAAAAGAAAATGTTTACCACAAGAAA
ATATCTCAAAACTGTGCGTGCCTCGTATGTGTGTTCGTACGTCGTTAAAGGTTTGCAATG
AATCATGTATGTATGCTCTTTTGTTGGGGTTGAGAGGTTTTTTGTATGTATTTTGAGAAA
AAAAAGGAAAAAATCAACAAAGATTTGACAGGAAATGTGGGACCTCTTCGACAAACTTGG
CCTCCAGAAAATTGTAGACTTTTCAAACGCTTTGCATTCCTTTGGTTTTGTATTTGAACC
AATCACCTCTGAAAAGTGTGTATGATAATTATCATGACTGTTTTCGGACCGTCACTGTTG
CTTCAGTTGTACTGTACCAAATA
>CL1713Contig1
CAGAATCTGAGGGAGGTGGGAAATGCCATCCTGTTCTGCCTGCTGTGTGAGCAGAGCCTG
TCCCAGGAAGAAGTCTGTGATTTGCTGCATGCTGCGCCTTTCCAGAACATTCTTCCAAGA
GTCCACGTCAAAGAAGGGGAACGGCTGGAGGCCAAGATGAAACGCCTGGAAACCAAATAC
ACGGCTCTACACATGGTTCCGCTTATCGAGCGGCTCGGGACCCCCCAGCAAATAGCCATC
GCTCGTGAGGGTGACCTGCTGACCAAGGAGAGGCTTTGCTGCGGCTTGTCCATGTTTGAA
GTCATCCTCACTCGCGTACGAGGCTTCCTGGATGACCCCATCTGGCGCGGGCCTTTGCCC
ACCAATGGCGTGATGCATGTGGACGACTGCGTAGAGTTCCACCGCCTCTGGAGCGCCATG
CAGTTTGTGTACTGCATCCCTGTGGGCGCCAACGAGTTCACCGTGGAGCGGTGCTTTGGC
GACGGCCTCCACTGGGCCGGCTGCATGATCATCACCCTCCTGAGCCAGCAGAGGCGCTTT
GACATCCTCGACTTCAGCTACCACCTTCTCAAGGTGCAGAAGCACGACGGCAAAGACGAG
ATCATCAAGAGTGTGCCTCTGAAGAAAATGGTTGACCGAATCCGCAAGTTCCAAGTCATC
AACAATGAGATCTTTGGGATCCTGAGCAAGTACATGAAGTCTGGAGACGGTGAGAACATG
CCAGTGGAACACGTTCGATGCTTCCAGCCGCCCATACACCAGTCGCTGGCCAGCAGCTGA
GCACGCCAAACACGGAAATATCTCCTGGTTTTCCATCAGGACCCATTTTCTCTAAGATGG
CCCAATTTTTTTCCGTCAGAATATATATATATTTTTTTGTATTCACACGTGCCTTACCTG
AAAAGAATATATCCTGCCACTTTGGAATGAACTGTTTCGTTTTCTACTCAGAACGCTACA
GGTCGGGGAGGGAAAGGGGTTTTATCAGAGGGGTATTTAAGGGTTTGCGGTGGTGCATCT
TTAACTTGTTTTAAAGAGTTTGGGTGGAAGTTTTCATTCCAAATGTTAGACATGCATGCA
GAACATTTTAAACTGAGAAGGGTAAAGCTCACACTTGTGTTGCTGTTTTCATCAA
>CL1714Contig1
TTTTTTTNTTCATTTTTCCATCATTTTTATTAGAATTCCCAAAATCCAGGTAGTGTGTCT
AAACGCGAAGAAAGGGAACCTTCATTCTGACCGTGAGCTTCAAAGACAAACATTTCTGTG
GTTTGAAGGAATCATGATGGCGTGGGAGCGGCGCCCTGCTGATGTTCTTCTCACTGATGG
CCCTCCTCCAGTTTCTAAGCACACGCCTGACCCCGGCGTGGGAACGCCCTGAGCCGCCGC
CATTGGTGCAAAGCCGGCGTCTTTCAGCAGGAAAGCAGCAGCGCCCTCCACCTCGCCGCT
GCAGGTGGAGCGCGGCGCCTTCATCACAGCAGGAAACTAACGGAATTGAAAGGACGGCAC
GGCCTTGACCGAGCGGTTCGGCTGCTTTTCCCTCTGGCATGCTTTGAGGATCAACATCTG
CAAAGAGCTACACGTTCAGACAAACATCTACAACATCCAGAACCTACGGGGACGTAAAGA
GTGTCGCTTTTCTCGTCTGGGCACCGCCGTGGCCTAACCGCCCGAGGCTCGGCTCTTCCC
GTCCCAGGTGTGAGAAGAAACCGGAGGGGGGGGTGGGGGCTGAAGGAGGTGGCGGAGGGA
AGGGGCGGGGCCACTTATGCTTCCAGCTCGAAGCCCATGCCGACTTTGTGTCCGCCGGCG
TTGAAGTTCTTCCCGTCGATGANGGCAGAGAGGGTCACCTTCACACCTGATCGAAGGCTT
TGGGTGTAG
>CL1714Contig2
GGGCTCCATCTACCAAAAGGTGAACGATGAGCTGGAAACGGCGGTCACTCTGGCGTGGAC
CGCCGGCAGCAACAACACACGCTTCGGTGTCGCCGGCAAATACAAGCTGGACAAAGACGC
TTCTCTGTCTGTTAAAGTGAACAACGCCAGTCTGATTGGAGTCGGCTACACCCAAAGCCT
TCGATCAGGTGTGAAGGTGACCCTCTCTGCCCTCATCGACGGGAAGAACTTCAACGCCGG
CGGACACAAAGTCGGCATGGGCTTCGAGCTGGAAGCATAAGTGGCCCCGCCCCTTCCCTC
CGCCACCTCCTTCAGCCCCCACCCCCCCCTCCGGTTTCTTCTCACACCTGGGACGGGAAG
AGCCGAGCCTCGGGCGGTTAGGCCATCAGTGAGAAGAACATCAGCAGGGCGCCGCTCCCA
CGCCATCATGATTCCTTCAAACCACAGAAATGTTTGTCTTTGAAGCTCACGGTCAGAATG
AAGGTTCCCTTTCTTCGCGTTTAGACACACTACCTGGATTTTGGGAATTCTAATAAAAAT
GATGGAAAAATGAANAANAAAA
>CL1715Contig1
GGAGGAAGAGGCGGCGGCTCGAGCGGGTTTCTGGAAGCTTCGGCCGGCATGCAGAACGTG
ATCAACACGGTGAAGGGCACCGCGCTCGGCGTGGCCGAGTTCCTCACCCCGGTGCTGAAG
GAGTCAAAGTTCAAAGAGACGGGGGTGATCACTCCAGAGGAGTTTGTAGCAGCAGGAGAT
CACCTGGTTCACCACTGTCCGACGTGGAAATGGGCCGCTGGCGAGGAAGCTAAGGTGAAG



CCATTTCTGCCGCCAGACAAACAGTTCCTGTTGACTCGCAACGTTCCGTGCTACAAGCGC
TGTAAACAGATGGAGTACTCTGACGAGCTGGAGGCCATCATAGAGGAGGACGATGGCGAC
GGGGGCTGGGTGGACACTTACCATAACTCAGGTCTGTTAGGAGTCACTGATGCTGTTCGG
GAGATTTCTCTGGACAATAATAAGGACAAGAACATGAACGCCACATCCGCGCCGTGCTGC
GACGACGATGACGAGGATGAAGAAGGGGAGGCAGCAGACATGGAAGAGTATGAGGAGAGC
GGCCTGCTGGAGACAGACGAGGCGACCCTGGACACCCACAGAGTCACAGAGAGTAAAGCA
AAGGCAGAACCTGGGAGCGAGGACGCCATCCTACAGACCAGAACGTACGACCTGTACATC
ACTTATGACAAATACTACCAGACTCCCCGACTCTGGCTGTTCGGATACGACGAAGACAGG
CAGCCGCTCACGGTGGAGCAGATGTACGAGGACATCAGCCAGGACCACGTGAAGAAGACC
GTCACCATCGAGAACCACCCCCACCTCCCCCCACCTGCCATGTGCTCCGTGCATCCATGC
AGACACGCAGAGGTGATGAAGAAGATCATCGAGACTGTGGCAGAAGGAGGCGGAGAGCTG
GGAGTTCACATGTACCTGCTGATCTTCCTGAAGTTTGTGCAGGCCGTCATTCCTACGATA
GAGTACGACTACACGAGACACTTCACCATGTAGCCGAGCGGCTCCTGAGGACGCCGGGTC
TCCGTCAGAGGAACAGTTTTTGTTTTCTCCTGTCTGTGTGCTTGTTTTCTGAGAAAGCCG
GGTGAAATCAGCATCCGTTTCATCCCTTCGTCCCCTGTCTGCTTCGTCTCTTTGCGTTGG
TGTTCTTTTTTTCTGGACCTTTGTGGGGTTTTGTTTTCAGTGGAGTCTGGAAATGTCTTT
GATGTCCGTCACTGGTGCAGGAAGCGTCCCCCCTGCTCCTCTGCTGCTGTGAGGTCAAAC
CGGCGCCAGCGGGACCTAAAGCTCACCTGCTGCTCTCTGAATGTAAGCCTCGGGTCCATT
TCTGGGGAACCTGCTGAGCAGAACCCTCCTTCCTCTGAGTGGAACCCCCTCGCCTGCTGC
AGTGAACCCAAACCCACAAGCTGACGGAGATGGTCTGACGTGGACTCTGGTGGTCTTCAT
GCTGCTTGGTCTCATGAAGCCTCTTGTGAATGTGTCCGGTGTTCCTGCAGGGGGCAGCAG
AGAGCCCCGTGAGGGTTTTAGTGCTGAATACTTATCCTGAAATATAAAAAAAATCATGGT
TAATGACTATATTCCACTAAAGGATGTGTTGCGGTTATTCCTGTCCTCGCTCCACGGCTT
CACACTCGTCTGTTTCAGTGACGGACATTCAAGAATAAAGTTTCCTGAAACACCAAAACT
GTTTTGTGAAGTCCATCAGAAATGCTGACAGATACTAATGTTTGCTTTAAA
>CL1716Contig1
TTTTTTTTTTCTTTGAAAAAAGGACTGTGTTTTATTTACAGAGATTTCATCAGAATGACA
ATATAAATGATTTATAGAGCACGTTTTCAGAGAGACACTGAGAGCCGGAGGTGGAGCGCT
GGAGGATCTGGGCGTGGTCTTGTCGACAGGTTGGTATGCGGCGGCTTTGGCAGAGACGGA
CTCCACTGATGGACTGCAGCCGTCTGCTCCTCTCGTCTCGTCGTTCTCCCTTTCTTCCTT
GGTTCTTCCGCTCAGTGACTCTCACCTTTCTTCCCCACGACCCGTTTGAAGTCATTCATG
TTGGTGGCCTGTACAGGAGTCCCAATGAACGTCAGGTAGTTGATCTTTGTGGTTTCCTCG
TCTCCCTGGTTGGACTTGACAAACAGCGTAGCGCTCTGCACATTCTGAAACTTGACGTAT
CGCAGAGGAATCAGACCGTCCTCCTTGTAGTCTTCCTCAGTCAGCTCCAGAGTCTGAGTA
GCTTCACTCCGCTCAGCATCATCAAAGCCCATAGACTGAGGAAGGTTGATGAAGATCTTC
ACCACCTTCGGGGCTTGAGCAAACTCCGAGGACTGCAGCTTCATGGAGAAGAGCTTCACA
GGCTGGTTGAAGGCGATCGTGATCAACAGCTGCTCATCACAGTCAGACTCCAGGTAGGAC
GAGTCCTTGATTAGGCAGTTGTCGAAGCCGCAGTCGTCGCTCTCGTTCAGACACTCGCAG
CCGGCTTTGCTCACGAAAGGCATGAGGTCCATATATCCCTTAGGAATGTCGGAGTCCTCG
TTGTTTCCCGGGTCGTTCTCTGTGTGCTGCTTGATCTTCTCCTCCAGACCTGCAGCGTCT
GCTCCCTGATACTGATCCACTCGAACCCGGTTCCTAAAGAACAAGAACGTAGGTGTGGCT
GAGATGTTGTTGGCTGCTGCTGTCGCCTGACACACGTGAACGTCCACTTCAAGGAAGACG
ACGTGAGGATACTTGTTGCTCAGCGCGTTGAAAGCGGGAGATATTCTGACGCAGGGCCGA
CACCCGGCCATTGTAAACTTTACCACGACAAGTCTGGAACCGGCGGCCGCTAGCTCCGGC
TGGAAGTCCGGGTCACTTCCGATCACTTTAACACCCACCATGGTGCCGGATGCGGTTAAA
TTCCTATTTTGTTTTTCCGAGGTGATAAACTAGGCATGAATGGTCAAAATAGAATAAACA
GCTTTGTTTTTAGCTTTCTGTCAATAAATTAAGCTGGTTAGCTGCTGAGTGGTGAACGGC
ACGCTTCAGAATCCCCGGCCATAATGCCCGGG
>CL1717Contig1
CGGCACGAGGCTGTTTCAGAAGGCAGGATCAACCAACTCTGAGGTGCAACTCGAACTCTG
AGTTGGTCAATAGAGAGATTAACATCTCTGCGTTTTCTGTTTCAGAGAAGCTGATCGGAG
TTAGGTCATTACGATGGGAATTTGATTTGTTTCTCTTTTTTTTGTTTTCAGAAAAACTCT
GGCATCGTTATCACAACGTATAAACATATCTGTTAAGATATCACCTACTCTTCTCTCACG
GATATGGAGCAGCCTCGAACCCCGGTCTTGACAGACAAAACACGAGACCTATCCTATGAA
CGTGGGAACAACGCAATATTGCAACGTCGGGTGCTTACACCTGTTGGAAAGGAGATCTGT
TGAGTCAAAAGGATGAAGGGTACACCTGAACCGACCTGGGAACCCCAATAAGGATGAGGC
CCAACGGATGGGAGAGGAGCACAAGTGGATCCAAAATTCCACCTACTTGACATCCCATTG
GTCCGGCTGAATGATCAACTACACTCTCTGATCCAGTAAGAATGGATTCGGTGCAAAGAG
ATCCTTTTCAGACTGAGAAAACAAAGAAAGAAAAACTGACGAGCCCACTTCCATATCCNC
TCGTACTTTTGGTTAGCAACGTC
>CL1717Contig2
AGTTTTATTGCAATGCAGTTACATCATCAATAGCCATTACGTTTCTTGAAAATATGAAGT
CTGTCACAACATCACACTCCTCCGGGTGTCTCATTAGAAACTAAAGTAGTCCTTGAACCA
AGCCGGGGGATTTCTCATGCGCGCGGGTAACACTCTTTTGCCTCTGCCGTCAGTCACTGC



CTCCGGGACATCACGGCCTGTCCGCTCCTGAGGGGTCTCCTGATCATATGTTTGCATCTG
CACGCTTGGACGTTCTGTGGATTCTCCGAGGTCCAGTCTGCTGCTCTCTCTAGAAAAGAG
CTCTTCGAAGTGCGTAAGGTAATCAATGTGCACCTCAAAAAAGTGAATCAGATCAGGTAT
GAAGGGTTCCTCGAGATCCATTCCGCTGCTTTCGCAAGTTATGAGGTTTCTCATCTGTGA
AAGGTAACCTGTATATTCTGACAGCACTTCCAAGAGAAGAGACAGGTCATATCTTCTTAA
AGTTATTGTTACGTTTTCCAAAACGTTGACAGCGTCCATTGTTCCACCTGACGTTGCTAA
CCAAAAGTACGAGTGGATATGGAAGTGGGCTCGTCAGTTTTTCTTTCTTTGTTTTCTCAG
TCTGAAAAGGATCTCTTTGCACCGAATCCATTCTTACTGGATCAGAGAGTGTAGTTGATC
ATTCAGCCGGACCAATGGGATGTCAAGTAGGTGGAATTTTGGATCCACTGTGCTCCTCTC
CCATCCGTTGGGCCTCATCCTTATTGGGGTTCCCAGGTCGGTTCAGGTGTACCCTTCATC
CTCTGACTCAACAGATCTCCTTTCCAACAGGTGTAAGCACCCGACGTTGCAATACTGCGT
TGTTCCCACGTTCATAGGATAGGTCTCGTGTTTTGTCTGTCAAGACCGGGGTTCGAGGCT
GCTCCATATCCGTGAGAGAAGAGTAGGTGATATCTTAACAGATATGTTTATACGTTGTGA
TAACGATGCCAGAGTTTTTCTTATCTTCACGTCGGACTAATTCATGTAACCAGTTCCTCC
GATGAAGAAGATGGGAAGATTGCGGGAGGTTCTAGATGTGCAGCTGTTGCCTTGCCGATC
ACACGTCCTTCCATGAATGCTCAGAAGGTCCTTAAATCTTTTGCAGATGGAAAAGCCTAA
CGAAAGTCCGGACACTTCATGGTTATCTCACCGTTACGCAAGCGTAATTGATGTCCTAGG
ATCATCTGACGATGAATCTGGGTGATCTCACACATACGTTCACATACGTTCCATACACAT
TGTCATGGTTTTATCACCGTGTTTGATGTGCCTTCATATTTCATGAGACGTTGTGTGTGT
CAATTTTACTGCATTACTATCTCTGCATTACAATAAAACCGAGAACCTTTTTTATGCAAC
TGGTTGTTTGTTTCATTGTCCTACCGGAGTACTCTGTTCACAGCTCACCTGTATGGAGTC
CTATACAATTCATAAGTTAAAAGGCATCTCAGTTCATAATAAAAAACAAATGTGAACTTC
TTTCTGGTAAAGATTGTGCTTTAGAATCCATCTGCAACATTCCGGATTTGACTAGTAACA
TGCCACATGATCTGAGGTCGGACATGACATGACACACAGCTTTCTCCCCCCC
>CL1718Contig1
CACAGGCCCGGTCCATTCAGGAAACGACGGTAGTTTTCACAACAATCTTGGAAAGGGAGC
AGACAGTGCCGTTATTCGCTTCTTTGTCAGGCGGAGGACTGACACTTGTGGCTCTTCAGC
ATGTGTTGTGGGGTCATGTATACTGCTGTCATGTTCCTACTGCTTGGGGCTGCAGCAGCC
ATCCACAGCTCCCAGACAGTGTTTTTTGGAGAAGCAGCAGGCCACCTCACTGATCTCCCG
TCAAAAGAGGGCTGCTGAAGCATCAACCCTGGAGCAGGCCTGCATGGAGAAGGTGTGCAC
ATATGACGAGGCCAAAAGATTTTTCCAGGACACTTACCGCACGGACATCTTCTGGTCAGT
CTACATTGACGGCGATCAGTGTGCTGAGAAGCCCTGCAAGAATGGAGCCATGTGCTTAGA
CAGTGTGGGAGGCTACGATTGTGTCTGCAAGTCAGGTTTCAGTGGACAAAACTGTCAAGA
AGACTTGACCCTTTGCGTCATGGAGAAGGACAAGGGCTGCTCCCAGTTCTGTAAACCTGG
ATACGTGTCGTATGAGTGTTCCTGCGCTCCTGGATGGAAGCTGAGCACAACAGACAGAAA
CACTTGCATGCCTGCAGTTCCAAAACCCTGCGGTAGGCTGAGCAGTCTGAGTCTGTGGAA
GAGCAACCAGGTCAGCAACATCGATGGAGTCTCCTGTTCGTCCTCCGACTGTCCCTGGCA
GGCTTTGCTCAAAAATGCAGAGTCTTCAGGTTTCTGTAGCGGAGTCATACTAAAAGAAAA
CCTGGTCCTGACCACAGCTCAGTGCGCCAACAAGTACAGCTCCTTTCAGGTTGCTGTTGG
CAAACACCAAGTCTCAAGTGAAAGCTCAGGGAAGACACTGTATGTACAAGTAGTTCACCT
CCACCCTCGCTATGTGGAAGGCCGCCCCGAGAACAACCTGGCCGTGATCGAGCTTCGCGA
CCGCATCATTTTTGGTAATCAAGTCATCGCTGCCTGTCTGCCTGAAAAAGACTTTGCCGA
GAGCATACTGATGGCAGGAGAGCTCCCAGCATTTACTACGGGATGGAAAACAAGCTCACA
GGCAGTTTTCCAGGACCAGCTCACCCTTAAGCAGCTGGGGTACCGTCCGCTAAATCAGTG
TTTAACTACCTACCCCAGCATAATGACCAACAAGATGGGCTGTACCACACCAGCGGGAGG
GGCTGAGTGCACCATGAGCTCAGGCAGCCCCTTGCTCACCATGTACAGGGATGTGTTCTT
CCTCACTGGAATCTTGAGCCAGCCTGAGGGGGCCGAATGCAGCAATGGTTACGTCTTCCA
AAAAGTGCCGCGTCACCTTGGGTGGCTGCAGTCCATTATGGGTTCACGCTGATCATAAAC
TATTTCTGTGTTGCGTTTGAACAAACACATATAAACACTTATACTTATAATGAGTTCTTA
GTCTTATGTATTTGTGCATTTCCTCATTTATCCAGTAGGTGGCTCTTTAAGAACAGATTT
GCTCTCATGCAACAAGGCCTTTCATGTACAGTACTCAGCATGTTTGTGATGTAAACATTT
AAAGTTGTATTATTTAAAGAATACTTTAATAATCAATATGTACTTTTGAATGATACCTAA
TATTTATGTTCCACAAATTA
>CL1719Contig1
GGNTCCGCGGCCGCCGAAAATAGGCCGTTTTAAAGCCTAAAATTTTGGGGGGTTTTTTTG
TTTAAAAATAGTGTAATTACTGGAAGATTGCGTGGAATAACAAAATAGACATCCAATCTC
AGGTTTTATTTACAAAATAATAACAACTTCAGAGGAGTTTAGAGGAAGAACTGTACGTTT
TGACCGCATGCAGCCGTGTGGGGGCGGGCCACTACGCGCGCACTGCGAGACGTGCGGGAG
CGCCAGCGCGTCGGCCAACTGCCTGCCTCGTTCTGCTCACTGATATCTAAAAGAAGAGCC
GATCTCCCCCTCCAACGCCAGCTGGATTTAAAGGTTTCAACAGAAGTCAAGCGGATCGTC
CGAGCACCACCATGGCAGCTTTGTCCGGCGGAGAGACGTGCGTCAAATATTTGATGTTCG
CCTTCAATCTTGTCTTTTGGCTTGCAGGCACTACTGTTTTAGCCATTGGCCTGTGGCTGA
GGTTAGACCCACAGAACAAAGTCCTTCTGGAGGAAGAGAATTCTCCATATGCTTTCTACG
CAGGGGTCTACGTACTGATTGGTGCTGGAGCTCTTATAATGGTGGTTGGCTTTCTTGGTT



GTTGTGGAGCAATCAGGGAGTCACCCTGCATGCTAGGAGTGTTCTTCTTCTTCCTTCTCA
TCCTCTTTGCCATTGAAGTAGCCGCTGGAATTTGGGGATTTTCAAACCAAACCAAGGTAG
TGGAAGACATATCAAGCTTCTACATGCAAACGTACAAAGACTACACGTCTACAGGGGATG
AGCGAGTCAAAGAAACACTGCGACTGATTCAAGCACAGCTAAAATGTTGCGGCCCAGGAA
AAGATACGGACGAATCTTTTAAAGAAACTTGCCCTCGTGGAGAACCGCTTGAAGAACTGC
TCATTAAGAGTTGTCCAGATGCTATTGAGGAGGTGTTTGACTCTAAATTGCACATCATCG
CAGTAGTAGGCATCACCATGGGAGTTGTTATGGTGTTTGGGATGATCTTCAGTATGCTCC
TGTGCTGTGCCATCAGAAAGTCTCAGGAGGTGGTGTGAACCTACCTGAGGTCCCTGTTGT
TGCATGATGTCATTCCCAAAGACACGCGACTCTTCACTGCCAAAAAGAATCACTGCTTGT
TTGAAGGGGGTAACCCTATTAATATAATGCATCAGTTATAACTGTGCTTCTGATATAATT
GTGATGTGTTTCTGCGCTCAACTTTAGCGAGGGTGTTATCTGTGCTTCAGTGGCAGAGGA
AAACACAAATGCGTAATTTTGCGGTCATCTGAGTGATATCCCTGTCTATTTTTTAAACTC
GAAACAGTAGGCTTGCAGTTGGAGTCCAGTCCCTAGACAGAAACAGAAAACCAAATGGGA
CACACTGCACATTTACCAATGATTTGTCTGAAATCATCTACGACAAAAACCCTCTCAATG
ATCTTGGTGTTAGAGTAGGATTTTGATTACAACAAAGTGACGACTTCTCCTTTAACCTGA
TCTCATTTTAATGGCCTTTATCCTTCTTTCCCCATATTTTTTAAACGTTCATGTTGTTTT
TGTACTATTTGGCAATTATATCGGTACTTGTAGTTTGATCGTGTTTTGTATTGTCCTTTT
TATTTGACAGTGAGTTGATTTATACTATGTACACAATGTTTCACAAAATGAAAGTACCAA
ATAAACNACGAATAAANAAAAGTNNAGTACACAAA
>CL1720Contig1
ATTTAACATTACNACATGGACATAAAAAGGAAGGCAAAAAAAGAAACAAATGTTGCATCT
TCAAAACTTCTCATTTGATCAAAAATAAGTGAGAATATTTTTACAGTTATGGGACAAGAG
CATTCCACGTGAGATCTAGGTGGAAGAGCAAAGAAACGCTCCCTATCAAGGGTCTTTACA
TTGTACATACGCTTTTAACCGACTTAAAAAAAAAAAAAAATAATAAAAATGAGGTCAGGA
ACCTGACAAATTAACACAAATCACAAGCACTGTATTCATTTTAGATTTCAATTGTACTAA
ATACCAAGAAACATGGAGGATGTGTAAAGATTTTCAAAATAAAAGAAAAACCCAAAAGGA
GCTTTTTTAATTTTGGTATTTAGGTGATGTCTGGCTGCCATCTAAATCAATGAATTTGAT
GAAAAAGCAGATGAACCACGGCTACCCTCATCCAGCCGAAACAGATACAGGCAGCGAAAA
GATAAAGAAAACAACCAAAACATATTGCTTCGCTCCTTAACACATGTACTTTATGCTGAT
TTCTTAAATAAGCCACTACACGTTTGTGGTTCACCTTGTTTTTAAGCAGCGATGTGTCAG
GTTCAGGGTGAGGATGAGGATGCTCTTCCGTGTCTTCCTCCACCGCCTTCCCCTGTGGGA
CAGAAACGGTCACAGAGAGGCGTGTTAGCAAAGACCCCCAAACTGCTGACAGCTGAGCAA
CAATACAACACCACACACGTCATTTAGAATAAAACAACTGACCAGGATGTGGAGCATACA
GACACCGCCTATCATTTAAGGCCTCGTGCCGAA
>CL1720Contig2
AGGAAGGCGAAAAAGAAACAAATGTTGCATCTTCAAAACTTCTCATTTGATCAAAAATAA
GTGAGAATATTTTTACAGTTATGGGACAAGAGCATTCCACGTGAGATCTAGGTGGAAGAG
CAAAGAAACGCTCCCTATCAAGGGTCTTTACATTGTACATACGCTTTTAACCGACTTAAA
AAAAAAAAAAAANATAATAAAANTGAGGTCNGGAACCTGACAAATTAACNCAAATCACAA
GCCCTGTATTCNTTTTAAATTTCANTNGNACTAAATACCAANAAACANGGAGGANGNGTA
AANATTTTCAAAANAAAAAAAAAACCCAANGGANCTTTTTTAATTTTGGNATTTAGGNNA
TGNCNGGCTGCCNNCTAANTCANTGAATTTGATGAAAAANCAAATNAACCNNGGCNACCC
NCANCCNGCCAAAA
>CL1721Contig1
TACTGGCTGGTTGCTCTACAAGACAACGAATGACGAACACACAATAGTAACTGTTACTTC
AAGTTTTGAATGCATTCTTGTTTGCATATAATTCAGTCTAAAAGGCCTCTTTCCTATTTT
ACCCTAAACAAGAAAAAGCCCTGACTTGCATTTGTCAGAAAACTATTTTTCAACCCTGGG
CACCTTAGTCTGAGAGGCACCCTCCCTTTCAGCATATTGGTCAAACTCCCACAGGAGCCC
CCCACCCCCCTGAGCTGCAGCCAAAACTAAGTCTGAAACAGACTGAACTGCGTTCATCTT
CCAAAGGCTTGCTCTTCTTTGGCAATGTGGGGCAGTCGCATGGCACTACGTCGGCTCCAG
AAAATCGCTGTTGCTCCCCTGAGCATCAAAGAAGGCGTAACAAGTAACGTCCAGAGAGAA
ATGTCCACCCTCCAGCGGGTGTATGTGACCCGACAGATCCCGCCTGAGGGACTGAAGATC
CTCAAAGAATCAGGACAGGTGCAGTTTGAGCTGTGGGGCTCAGACGACGTTCCTGTACCA
AGGGCGGAGCTGCTGAAAAAGGTCAAAGGTGTTGATGGTCTGCTCTGCGTGCTGACAGAA
AAGATTGATGCTGAACTGTTGGATTCTGCAGGTCCAAATCTAAAGGTTCTCAGTACCATG
TCAGTGGGTTTTGATCATCTGTCTTTAGATGAGCTGAAGAAAAGAGGAATCCGTGTAGGT
TACACCCCTGAAGTTCTAACTGATGCAGTTGCTGAGCTGACTGTGGCTCTGCTGCTGACG
ACCTCTAGGAGACTCATAGAGGCCACACATGAAGCCAAGACTGGTGGCTGGGGCACATGG
AGAACTCTCTGGCTGTGTGGACATGAACTGGCCAACAGCACTGTAGGTATCCTGGGTTTG
GGAAGGATTGGTGTAGCTATCGCAGAGCGCCTGGCACCCTTTAAAGTAAAAAAGTTCATC
TACACAGACGTGGCTCCCAGGCCCGAACTGGCCAGAGCCATCAACGCAGAATACGTCTCG
TTTGATGAACTGGCAAAGCAGTCGGATTTCCTGGCCGTGTGCTGTGCTTTAACACCAGAG
ACTAAGGAGATCTGCAACAAAGAACTTTTCTCCAAGATGAAAAACACCTCCATTTTTATC
AACACAAGCAGAGGTGGAGTCGTGAACCAGGAGGATCTGTATGAGGCTTTGGCAGCTGGT



CAGATAGCAGGAGCTGGTCTGGATGTCACCGTCCCAGAGCCTCTGCCCACTAACCATCCA
CTGTTTACCCTCAAAAACTGCGTGATTCTTCCACATATTGCTAGTGCATCCTACACAACC
CGGAACGCCATGTCTGCCCTTGCAGCCAACAACCTCCTCTTGGGCCTGCGAGGCGAGCCA
ATGATCAAGGAGCTCAAGCTGTAGGGGGCCACGCTCATCAATTAATGAATTCTTCTGGAA
AAATGGTTTATCTTTGGGGTTTGATTGGGATTCTAGGAGCTGCAATGGGTGTTTGATTTG
TTCTGTCGTGATATAGATAAAAAAAAAAACTACAAAAAAAAAA
>CL1722Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTAGTTTAAAGATTTATTTGTTCAAACCGTTTC
AAATAAAATACTTTCCTTCTGGGATTGCAGGATTATAAACTACTGTTTCTAAAATAAACC
AAAACTCACAAATAATCCTGTAATTCGTTTTAAACTGTAGCAGATTTGACAACCAAAACA
GAATAAATCCAAAGGTAGAAAAACTGGCCTTTATTTAGTCTCATTTTTTTGTTATTTTTA
CATATGGCTTTAGCTTTTCTTTTTATTACAAACAAGTTTACAAAAGATTCTGCAGACTTC
CGAATCGACTAGTGATGAAAAAAATCAAGAACGGGACGAGGAGGTTTGTAATCCGGTCCC
ATGGCGTCCTCCTAAAAACGGTCACAAAACACAAAGCCAGCTGCTGCTCTCCGCTGCAGC
GTCCTTTCAGACCAGGGTCAGAGTTCGTGGACCGCAGGGCACTGCAGACGACGACGACGA
CGGCGGCGGCGATGCGGCTGGAAATGATTCCCGACAATATTCATTTACACGACAGAAGTT
TGCATCACACCGAGCATAAAACAATGTTTGATCTTCCCGCTCTTTCCATCCTAACAAGCT
GCATTTTGCCAAAGAGGTCTGAGCAAAACCAAAGCTCAGAAAGCAAAGGCCAGGTCAGTG
TGTGGGCCCAGCGTGGTCTGACCTGAAGAACCGTTTTCATTCCGTACACAGTAAAAGTCA
TTCGTTAACCATCACAACAAAAACATTTCTAACCATGATCAGTTTTTTTCTACAGTCTAA
GGACGACTATGCGGCTCCTTCAGTTATTTGATTCGGCTGAATTAGAAGCAGGAATCAGAA
GATTGGAGGCGTTCTTAATCATTAACACTGCGTCACATTCAAATGCAACGCAGCTGGTCT
CAGTTTCAGTGATCCCGAAACTGATGAACAATATGTAAAAAAAAAAAAAAAAAGGATATC
CGGACAGATCTGGAGGCACAGTCCCCCCAGGAACATCTCATTTCCATGTCCAAGTCAAGA
GAAGGTGTTGCATAAACCGGACATCAAGTCTTTTGCATACAAGTGGCGTCAGAGTGGACC
CCTCATGTTTCTCTCCTCGCTTTCTTCTTCTTTGCTGGTTTGGGAGCTTGACTCTCCTCA
GGTTTTTTTTGCAGTGTTAGAGTAGGAAGGTTGTTCTGCTTGGCAGTGGGTGCTCCTTCG
GTGGACTTAAGTGGCACTTGTGTGATGGGGGGTGGGGCGTCCTTCACTGATCTCTCGCCT
CTCGTCTCCGCAGCAGCTGCTCCCACGGGCGGGACAGCAGCAGCCGTCTCCTTCACAGAC
GGCTGCTTCTTCATCGACACTGCAGGAGTCGACTCCTTCACCGGCTCCTCGACCTGAACA
GATGTTCCTCCTTCCTCAGCCGCTTTCTTCTTCTTCTTTTTCTC
>CL1723Contig1
TTTTTTTTTNGGAGGTGGATTTTAAAAAGTGTTTATCTGTTCATTTCAGACAAAAACTGA
CCCTTTTTTTGTTTCTTTTGTTAGTTGATGGCACCTTCCTGCTGATCCATGATCATCTAG
TAAACTCAACTAACAAAATATCCTCCTGGAATACAAAAAAGTATATTTAGAATTACAGAG
AGATCCAAGTAATGACTAGAAATGTACTTACAACGTGTGGCCGTTTTAAAAATACTAAGT
CAAAAAACATTTTCAGTTCCAGGCTTTTTAACCCATCAATAGTCTGCTTGATCAGTTTCC
AATAAACACAAATAACACAAGAGGTGGACTCTTGTCCACGTCTAAAGCCTTCAGTAGTCC
GTGAACGTCCTCCCGCTGGACCCTGCCTGCAGATTGGAGCGCAGCTTGAACATGCAGTTC
AGAGAATTCAGGAGGAACTCTCTGATGGTGTTGATCTCCAGCAGAGTCAGATTGTCCAGC
TTGGCGTGAGCCTCCTGCTGACTGATGAAACTGTCAGCAGACAGGCGCAGTTTAGCAATT
CGAGTGTCCCAGATGTCTTTGACCAGGGTGCGGATCTCGTCGGCTTTGGGAATGTTGTCA
GATGCATGGTTCAGCAACAGCTTGGTGAGCTCCATATAATAGGGGCTGGGAACGGGCGTA
AAGGCCTCTTCTCTCTTCTCCAGTTCCCGGATTTCCTCCAGCTTCTCAACATCCATCCAG
TCAGGTGGAATAATTCTGCATTTCTGTCTCTGTTTGAAGTTTAGAGCCAGCCACAGCGGA
ACGCCAACAGGCAGGCCGGGATTAAATGGACCCAAGTCGCCTCCAATCAAGTAGATTTTG
TCCAGGCTGAAGTTTGGAACGATCTTCACCAACTCTTTTTCGGCAAGAAATTCAACCTCA
GAGGGATCCATCGCAGCTCGATGTTTCTCTAATTCATTCAGTTCAGCACGAGTTGTCAGC
TGTTTCCCGCGCTCCCCGGCCATAATGCCCGGG
>CL1724Contig1
TTCTTTCTTTATTTGTGTCTCAACAGCACCAAAACCAACATACATGTATATTAAACTACA
GCAGTCATACAAACACAGGAAATATGAACAGAGTCTACATATGTACACAGCAGAGGAGCA
TCAGGACATTTGAGAAGAAACTGTTGACCTCAGAATCTGAGCTGAAGAAACGGCGGGCAG
ACTTTTAGAGCTCATGAAGAGTTAAACCAGAAGAGGCGAGGAGCGCCTCTGATGACAAAC
AAACCAGAAAAAGACAACTTTCTGAGCACTCGAGTTTGAAGTTAAAAAAAAAAGCAGGGA
CTCAATCATCTCTAGATGACTCGAAGAACCTTAAAAACCTCAAACGGTGCTACCCTCACA
GGTTCAGCGGCTCTGCCGGTGCACAGACCGGCTGGTCTTCAGGCGTCCCCACAGCACACA
GGTGTGTTCCAGCCGCAGCACAGGCTGACAGAGCCCCCGTCTCAGAAAAACGCCCCCAGA
CGGATCTTGAAGCTGTTCTCCTGGTGCCTCACTGCCATTCCGTAACGGAGCAGCATCTCC
ACGTACGGCGGCCAGAACGTTTCATCCACGATGACGTAGGGGTCGTGTGGGGACTGCANA
GCCTTGTTCATGAGCACCTCTAGAATTTCACTGAGGGAAACGAGCTCCTGGCTGATCTGG
GAGTCCGCGCTCTTCTTCCTCCTGCTGGGGCCAGCCTCCATCTGAGGAAGAGGAACGTGC
TTCTCCAGGATGTCTCCCAGACACTCCATCAGCGTCTCCTGGTACGCTTTCATCTTCTGG
ATTTTCTCCTTGATGTCCTGCAGCATGCTGTGCACTGAAATGTCCTCCTTTTCCTTTTGA



AGTTGTTCAACGTGGTTTTTGGCCGCCTTGAGCACCTGCGTCTTCTCCTCCAGCCATTTC
TGTTCTAGCTCTTTCGTCTCTCGCAGTTTGTCCCTCTTTGCCTGACAACAAGAAAGAACC
GTCTCCAGCTGAGAGCACAGCTTCAGCACCTCCTCTTTTCCAGCGTGAAGCAAAATGTCT
GGATTTCCTGCCAGCAACTGAGGCTCCTCTGTCTGCCGTTTCTTCAGCTCAGCTTCCGTT
GCCATCAGTCTATTCTGCATCTGTTCCTGCGGGCTGTCACTGAAGTGTGGTTCACACAGC
AGGAGCTCATTCTGAAGCTTCTCCAGGTGAGCAAACTGCTCCTCACAGAGCTCCAGCAGC
TCCGCCTGAGCGGCCTCCGACAGCGGACCCTCCACCTCCAGGCTAGCCGCTTCACCAGCC
ATCCTTTGATCAAATCCACAGTTTCACAGTGCAAAAGAGGACAGACGTCCTAACGTTTCA
AAATACCGCCAACATCGGTGTGGCCAACA
>CL1725Contig1
AGCACATTTCCAGATTATAGTTGTGTGTCGTGCAGAAATGTTCATATATGCAGGTGTTAA
TCAGCAAACACAAAGGTGTACAGTCATCTGTGTTTGTGTGGAGCGGTACTGTGTGTTAGT
GTATGATGGTAGAAGGATTCAAACCCGTCCTCAGAATGCATTTACATCACTACAGACTGC
TACAGAGGACAGCGGCGATGGAAAAAGTCCCAATCACGGCGGCAAAGGACACCCTCCCTC
CTACCCCCCATCTGATGTGTGCGGCAGTGTGTGGTGGTCTTTGTGCAGCTGCTTGTTGGA
GTGTGTGTCTGCATGGGACAGAGGGTGAGGCTGGGGTTTGCTGGGGGGGTCAGATAGAGA
CGGAGAGGTGAGGAGAGTGTTGTCGGCTGGATACAGCTGCATCACTGCCCCCTCCTGGGC
GCCGTCTTTACTGCAGGACTGGCAGCTGCAGTGGAAGATCCTCTCCACCAGCTTATCCAC
CCGAGGAGACTCTTCACTGCCGGGACAATTCAGGGTCACCACTTCCCACTGCGTCTGGGC
CGGCATGCAGGAGTCACAGTGCACCAAAGACTCGGTGGACTGTGGGAACGTGTTCGGGAC
GCTGTAGCTGAAACACTGGCCAAGGCAAGCTCTGTTTTGAATAGAGCGTGGCTGACATCC
TGTGTGCCCGACTATCTGTGTGATGTTCTTGGCTTCGCACCAGGCGCTTTTGTCGGGGAA
CAGCGCCAGGCGGTTGATGTGTGCGGGCGGCGCTGCTGAATACAGTGTAAAGAGTGTGCA
GCAGATCTGAAGTCGCTGCCACATCGCTGCACCGCTGCTCTTCAGACGGTCACCGATGAG
ATGCGGATTATTCCCGTCAACTGCTCTCAATGCGGATGATAATCCCGCTATGGTCCAGGA
GAAGCGTCCGCAGCCCGGGGCTGAAGGGGGGGGCACTGCCTCCTCCTCTCAGGGGTCCAT
CAGGAGGAACGTCCCGCCCATCCGCCGCCTTCCCGGGACAAG
>CL1726Contig1
ACGTTTTTATTATGAAAATAGGACAGAACATGGTACAATTTTCCTTCAATCATGCATTAC
AGCTGATGAACACACATGGTGACAATGATAATTTATGCTGGGCAGTCTGTGCAGTTCGCT
GTGGCTGCATGGTGTGAGAGCGACGCCCACATGGCTGTCATAGCTGCTGTCAAACAGGAT
TACGCTGCTCAGTGAAGGGGACTGCCGTTCTTCGTGCGTTTCTGCGTGGGATCACAAGCT
TCTCTTGGTGGCGTCTCTCGTTCACTTTGCCTCTTGAGCTTTTTTAGCACTTTGTTTCTC
CTTTGCCTTCTCTACCAATGGCATTAATTGCTGGTATTCTGCCAGTGTTTTCAGCAACTC
CATGATAAAAGGGAGGTAATTGTGCTTCCGTCGAATATTTTCAATCTTATATCTTTTAAG
TTTCTGATTTTCTTCCTCAATGAGGAGCTGGTACTTGGCAATTTCTGACTGGATGGAGCT
TAGGAAGGAACTGCTCTGGTCTGTGTCCATTGGCTCATCCTCAGTCAGCTGTGCCTGAAG
TTCTGCAATTTTCTTCTCATAAATCATCTTTCTGTCAGACACAATCGACATTAGGTTGAA
CCTGATTTCACCTTCACTGTACTTTTGTATTCTCTTCTCAATCACTGGTCGAACTGCATT
GATCCAGTCATCTTGGTTGCATGCGCCCAAATCAATCGGTCCCTCTCGAAGTCCATCCAG
CTCGTACAGTCTGCCGTTTACAGGAACATAGCTGACAAAGTGGAAGGCGTCTTCGTCCTT
AGCTGAAGATTTTGCATCAAATTCAAACATCTGCTGCCTGGCAAAGCTGTTGTGAACCTG
CCGAATCACCTCTGAATTGCTGAGAGCCAAACCTTTCATAGCTGCATCAAAACTTTGGGA
AAACTCTCGGAACTCTGACAGTGTGTCGCCCAGCACGATGTCGGAATGGGAGCAGTTGAG
CAGGACACTGACTATGGCCTGGGTCGCACAAGCATTATTGATGACCTGTTTGGCAAAAAA
GATATGGTCTAGCCTTGAGTCCTGAACAATTGATCCGGCTGGCTCTTCTCCGGGTTGCCA
TTTGAACAGAAAAATCAAGCCATGAACTGGTTTTAAGTTCTCAAAATTCTCCGGCTCCAT
ACTCCAAATCTCTTCAACTTGGGCTCCTTTGCAACCAAAACCTTTGATAAGCTCCGTGAA
CACCCCAGGGTCACTCTCCATCAGACACCATTCCCCTGCGCTGCCAGACATGTTTATTGT
CTTTTAAAATGTCCCTATTTCAATCACATATATCAAGATGCTAACAGATTAGCAACGCGA
ACGCTACACAAGCTAATTATCTATAGTGACTTCACCGCCCCCGGCCATA
>CL1727Contig1
ANGTTTTTTTTTTTTAAATATTTTTTTAAGAATTAATTTATTCAAAGAAAATGCTGNTAG
NGTNAAGTNCAAAATGAAAACTNTTGTAAATTTCCCNCCCNTTNTTTAAAAAAAAAAAAA
ATTTTGCTTTTAGTGTAATTCCTGGACTTACTGGCTGTGGATCTCTGAACGCTCTTAAAA
AGAGGATGTTGCAATTTGTTGTCTGTGTGTATATTTTGGGACACTTTTACAGCCTGTTGT
GAGAAGAGCTCCCTGCAGAGTCACTGTGGTGCAGAAAAACCTGAATGTGGTCCCCGATCG
AGTGTGGGGTTTTGCCAAAGATGAAATGCCATAATGTTTGCTCAAAGATTTCATGAGCAT
TCAATCAAAGCTGAAGATTTGTACGATTGGTTTAAATTTGTTCATCAAACTTCTAATACC
TTCTGTCCTCTGTTTTCTAAATCAGAAAAATGCTTTTTCAACCCACTGTTCCCCTTCAAG
CTAAAAGGTTTTCAATTATTTTAAACTCCCGAACTTCTTCTAAATCTGTTATAAAAA
>CL1727Contig2
TTTTTTTTTTAAATAAAGGGNGGGAAATTTACAATAGTTTTCATTTTGTACTTTACGCTA
GCAGCATTTTNTTTGAANAAATTAATTTTTAGAAAAATATTTAAAAAAAAAAAACAATTA



CAGAACAAAAGCTCAGCATGGGGGGGCATAAAAGCTTCACTTCAGCTGAGCCTGAATCTG
GGCTTCATGCACTTTAACCCGGATGGTTTCCAGGGCAACCACTTTAGCATCTTCTGTGTC
TGTTATGAGGCAGGATCGTCGGCGCGTCTTCGTAAACCCTGATCAGGCCGAGTATTTCAT
CCACACAAAGCAGCCCTCAAACGGGAAATGAACAGCAAAAGAAAGCGCTGCAGCCAAACC
AACACAAAGTGCTCCCTCATGCTTTGTACTTCTCCTTTCCCGTTTCGCTAATAACGCAGA
TGTGATTAAGATCTCTAAAATACTCGTTGTAGTCCAGAGCGTATCCCACCACAAACTTAT
CTGGGACCTCAAATCCTACATAGTCCGGCCGGTAGCCGACACTCCGTGGCGTCCTCTTCA
CCAACAAACTGGCTACTTTCACCATTTTGGGGTTGTACTGCTTGAGGAGCTCCAATAACG
TCTGCATCGTCTTTCCTGTGTCAATGATGTCCTCCACAATCAAGACGTTCTTGCCGGTTA
GGGTAGACAGGTCGTCTCCACCGATCACTTTGATTTCCCCTGTCGACTGGTCGTTATAGT
AGCTTTTAAGGCGAATGAAGTCCACGGTCATGGGAATGGAGCGGTCGCTGTTCCTGTTCA
GAGCCTTGATGTAATCCAACAGGTCGGCGAAAAACTTGTATCCGCCTTTCAGCACGCAAA
GGGCCACGATGTGGTGTCCCCCCATTTCCTTCATGATCTCTCTGGCCAGCCTCTCCGTCC
TATCCAAGATGAGACCGTGGGGGATGTACACCCTCTCCAGATCGGAGGCGTAGTGCCTGG
GGATGCAGAAGAGATCCAGGTCGTAGCCCTGCTCCTCATCGCTGATCACAACACAGGAGC
TGGACGTCGCCATGTTGGTTTCCCACTTCAAACGAGGGGGGTTCTCGGGTAGTCCTGTGC
TTGTGGACGGCGGGTGCACCGTCAGTGTTCTGCGGTATAAAAGTGGGCTCGTGACAGAAC
ACACAGAAGGGATGTACGGCTCCGCCTTTGCTAGCGGTCACACTGCTGACGGAAATGTAG
TCGGTGTTGCTGTGGGTACTGCCGCCTCTTCTGCGCGTGCGCAGTGTTTGTGTCCCGGCC
ATAAGGNCCGGGTTTA
>CL1728Contig1
AACGTTTGATCCAGAACCTCAGTAACAGATTCTGTATCGGACGGTGTCAGACTGGGATCC
TCAGAAGTTCCAGAATGAAGATCCAATTGATTCTTTGTTTTCTAGGACTGAGTTTCCACG
GCGCTGCTGCAGTGTCTCATTCTCTGAAGTATTTCTACACCGCTTCATCTCAAGTCCCGA
ACTTCCCAGAGTTCGTGGCTGTTGGTTTGGTTGATGATGCTCAGATTGATTACTATGACA
GCGACATCAGAATGGACATTCCTAAACAGGACTGGATGAAGGAGGCCATGGATGAACAGT
ACTGGGAGAGAGAAACTGGAAACAAGCTGGGTTCCCAGCAGACCTTCAAAGCCAACATTG
AAATAGCAAAGCAGCGCTTCAACCAAACTGGAGGTGTTCATGTGTATCAGTGGATGTACG
GATGTGAGTGGGATGATGAGACTGGAGAGATCAACAGTTTTCATCAATACGGTTATGATG
GAGAAGACTTCATTGCTCTTGACCTGAAGACAGAATCATGGATTGCTGCAAAACAGCAGG
CTTTTATCACCAAACAGAAGTGGGACAATGACAATGCTAAGAAGGCACAAGACAAGAACT
ACTTCACCCAGATTTGTCCTGAATGGCTGAAGAAATACGTGAATTATGGAAGCAGCTCTC
TGATGAGAAAAGTTCTTCCATCAGTGTCTCTCCTCCAGAAGTCGTCCTCCTCTGC
>CL1728Contig2
TTGCTCTTGACCCANAGTCAGCATCATGGATTGCTCCAAACAACAGGCTGTCATCACCAA
ACACAAGTGGGACAATGACAAAGCTTGGACAGGAGGAGAGATGAACTACCTAACCCAGAT
TTGTCCTGAATGGCTGAAGAAATATGTGAATTATGGAAGCAGCTCTCTGATGAGAAAAGT
TCTTCCATCAGTGTCTCTCCTCCAGAAGTCGTCCTCCTCTGCAGTCAGCTGTCATGCTAC
AGGTTTCTATCCTGACAGAGCTGAACTGCTGTGGAGGAGAGATGGAGAGGAGATCCATGA
AGGAGTGGAGAAAGGACAGATCCTCCCCAACAATGATGGAACTTTCCAGATGAGCGTTGA
TCTCCAACCTCCATCAGGAGAAGACATGCAGAGATATGAATGTGTGTTTCAGCTCTCTGG
AGTCAAAGAAGACGTCATCACTAAACTGGAGAAAGCAAAGATCAGAACCAATGAAGGTTC
TTCCAGTCAGATGTTGATCATCATTGGTGTCCTCGCTGCTGTTATCGCTGTCATTCTCTC
TGTGTCTGCATTCATTCTTTACAAGAAGAAGAACGCCAAGCGTCCACCATCTCCTGTAGA
CAACAAGGAGATCCAGGAGCAGATGCTTCAACCAGAAAATCCATCAGCCTGAGAGATGAA
CTCTCCTCTGAACAGTTTTGGAATCAAATCTGCAACAATCTTTCCTGTAAATTGCAGGTT
TCTCAAGACTATCTATAAACAACAACAACAATCTTCTTTATACAAATGA
>CL1728Contig3
TTTACTGAGAAAAAGCATCAAACAGAAATTCTACTTAACATTTGTTTCCCCACACAAAGT
GTTTAACCCAAACCTTTATATTGTAATGTCTACACAGAGAAAATGTTTCTAAATCCATCA
AAAACACACAAGTCAACACAAGAAAAGCACAAGACAAGAACCAAAACCACAAACTATTAA
GCTTAACTTCCTTTCATTTTCCTTTATAACCCAGGAGTAAAACATATCANACTGCATATT
GACTCAATAGGTTCAAAATATACNAACAGATGAATAAAGACAAATAATATTTAGAAATGA
AGCAAAAATTTAAATGAGCAGAAACAAGTTAACAACTTCAACAACTTTAATTTACTTCAG
ATTTATCAGATGTGGAATATTTATGGATTTAAACCACTTCCTGCTTTACTGAAAAAGAAA
AATCATTTTAATGAAGCAAACTCCAATTTCTCTGTTTATTTTACTTTTATGCTTTAATGG
ATTGTTGCTGTTTGTAAGCTGACAACTTTTTAAGGATTTAAAATAGCAAAGAATAACTGA
GTTTATGAGATATTTGGTAACCCTTGTTCATTTGTAGAATGAAGATTGTTGTTGTTGTTT
GTAAATCAACATGAAAAAACTGAAATTTACAGCAAAGATTGTTGCAGATTTGATTCCCAA
ACTGTTCAGAGGAGAGTTCATCTGTTAGGCTGATGGATTTTCTGGTTGAAGCATCTGCTG
CTGGATCTCCTTGTTGTCTACAGG
>CL1729Contig1
ACATTTAAAATGACTACAATTCAAACTGAGATTGCACTTTTTTTGTTTGCATAATTGGTG
AAAATAGTCAGTAGAAAAGTCACAAATACAGCTCAAACCAGGATTTGAAAGCAAACATGT



TCTTGTTCTTGTGTCAAGAACCTCCCGATAGCTGCACTGACAAGAAAAGTCCATTTTCAG
ACATCATCTTCAGACTTGCTCCTCTGTGATGACTGACCAGTCCAGTCTCCACATTTTCAT
AAGTCCACAGCATCTTTGTTTGCAGTGTCTTTTCCCTCATCACTTCTTTTGCACCACGCA
TCACAGTCCAGCTCCACCAGGCTCCGTGTCCACTTGGCCCTGTCAACACATGACCCCATC
GCCTCAATCTGCTCACTGGGTAATCCAGAACCAGCATGCTGACCCAGAACGCTCTGGAAG
CTCTCGCAGGGAGAGGAAGGTGCAGACAGCCTCCTAATCAAGAAACAGAAAGGCTCGACT
TCCCCCAGTCGAAGCGTGGCTGCTTGACTTTCTCATCATTAACATCATCATGCGATGCAT
CTTCAGGGGATGTGGCTTCAGCGTTCTGGTAGCGTGATTGTGGGCACCCAGTCGTAGGCA
TTTCGGCTTTCCTCGCAGAACAGACTCAGCTTGTCCAGTGAGGGGTCTTTCCACGGGTTT
GCACTGGGGCTCGTGACAAGAATGCAATGCACGTCCTTGGGCTCGCCGGTCTCGTCTGCG
CCCACGAGGTCGGCCAGGCGCTCGATATCGTTGACGCGCACCACGTTGATGTCGTTGTCG
AAGCAGAACGCCTGGATGAGGGTAAAGTGGATCTGAAGGGCGATGTCACACTCGTACTCC
TCATCGGTGGCGAGCACGCAGAACGCCACGCTGTCTGGATCAACATTCATGACTTTAGCG
GATTCGTAAACTCCAACTGTCAGGTAGTCCTGCTTCTTTGCAGCGAGCAGCAGCTCCTCC
AGGGCTGCGCCTGCACTCTGAACCCTATCAGCGTTTGCCATTGTGTTTTCTTGTCCGTTG
ATCTCCTCCAGAGTCATAGTTATATTCCAAGCACGGTTGGGGCTTTCGCGGCGGAGCAGA
GCAGTGTGCGCGTGCGTCTCAGTGAGGCGTTTAGGAGTTATTCTT
>CL1730Contig1
TTTTTTTTTTGAGGACATTCATTCCTTTATTAAAGTTGTCCATCAGCTGTGCTGCAGGAA
TGTCACATTCAAAATAAGAAAAACAAAAATCACGTCGCAAATCAAAGACAAATCATAGCA
AAGAACCAGACAGGATACATACGTTAAAAAAAGGCAGAAATCAGTGATGAAGACGACTGA
AGGGAGGCAGAGAAAAATTTGAACCTGAAAAGTTCAGTTTTGATCAAATATGAAATTGCT
TTCTTTTTTCTTTGAGACAGAAATCAGGAAAGACGCACCCCTCGTCCCATGACCACCCGC
CACCCCTCCCGTTCAGTTCTGAGTTTTGCTCCGATCCTACGATCTGGACCCGAGATAAAA
AAGACTGCAGGCAGATTCTGATTGCTACAATAACAGAAAAAAGGGAAGAAAAGTAACTCA
GTCATACAGTAACAATGCTGCCTTTTATTATGAAAGTCAGAGAGGAAGTGTGGAGAGCAA
TCAGCTGATACAAGAGGGGGGAAAAAAACAAAGATAATGAGACAGCAAGACTTTCATCGC
CAGCTGTGGAGCTGCCAGATGTTCTGGGGCAAAAGACATCTGAAACAGCCAATCAGAGAA
CACAAGGACTATGTTGCTGGGCAGAAAAGAAAGAAACTTCAAGCTTGAGGTTTAAAAGTT
TGCTGAGTAAGGTTTTTCAGCCCTCCTCTGCCAGTGCTCATGGGTAATGTAGTGACTGGA
AAAGCTGCTCGAGTAAAAGCTGTGAAAACCTTCATCTAAAATAAAACTGAAGACGGGTAA
AATTATGTACGAAAAGAAATGATTTGGTCGATTTAACACAACATTTGAAACATGAGCATT
CGATTACAACCAGTATCTTCAAACGTGAAACAACAGTGTTGTTTATGTGGACTTGCTCTT
CATAATTCAGGTAAATCAAACAAACACCTCCATTTTTCATCTTTTCCAGGGAAAAAGAAA
AGAGTCATGATGGAGGCCGTGAACGGAGGTCACGCAGAATCACACAGGATGATGAACATT
TGTCTTGGAAAGCTGGGAAGTCTCTCTGCTGCCGCTTCACTCTTTTGCAGGTCTGGAGAG
GTCAGGTGCATCGTGGGTAGTGTAGTTTCAGTGCCTCTCTGGTGTGCAGACTATGAGATG
GCCTTGGCCTCGGGTAAGAAGGCCTCCCAGTACTTAATGAGCTGCTGTTGAGTCTGAACC
AGTGACTCCAGGTATTTAACTATGCTCATTTTAAAGTCCTTCACTCTGTCTTTCTCAAAC
CTGCTGACTTCTTTGCGGATGGTTTTAGATATCTGCTCAAAGTCTCGTTCGCCCTGCTGG
ACCTTCCCCTCCAGCTCCCCCGGCCATAAGGC
>CL1731Contig1
TNTTTGACTGGTTTTAGATTTTATTTGTGGATTTTTCTTTAAGGCATGAAGCCAAGAAAA
TCAACTTGGCGTCCAAAGCTAAACGCTCCGCACTGCTGTCCCACGTTACAACACAACCCA
GGGCTTGCTGCACAGTTTAGATTCAAACAACAAAGCGCACAACTCCCACACAACTTTGTA
TGATTTTGTGATTGCCTGCAGTGATCATGCAGATTACAAAGTGCAGTTTAAGTTCAGTTT
TTCATCCCACTTTGGCAAACGTTCACAGAAGAAAAAAATTCCCCTTTTGATTCGAGCTCT
TAGGCTTCAGAACGGTAGTAGTGCTGATGCAAAGCGGGTCTACAGGAGCCCTGTGGGGTC
ATCTCTCAGTGCGACATCAAGTCCCGATATAGCAAAGTTAAAAAATAAAGAACAACTTGA
ACCACTTCTAGAGTCATGGACTCCTCCAGCCTGAAGAAAGGAAACATCCAGGAATGTGGT
CTCCACACCTTTTCATTTCCATCACGCCAGATTGAAGCCTCGGTTGTGATCTATGGCCTG
TAAAAGCTTCTCGCGGAGCGCTTCCGGACTCGTGTACTTGGGAAGGTCCAGCAGGTTGAA
GCAGGTGTGGGCTACAGGTAAGAACTGCTCCCCTCCACCCGTGGGCTGGATCACCAGTTT
GAGGCTCTTCATGCCCAAGATGGGAATGCGGTCACTTCCTGTGAGGAACAAGAGAAACTG
CTTCTTCTTCTCCAACGGAAGTTCATGGAAGACCTCCCAGAAGAGTTTGATGGTTGGATG
TTCAGCCCAGTACTCCCCTTTGTACTCGGTACTCTTTTCAAGTTCTGTCCAGTCGTAGTT
CGTGTTCCCGATGACCATGGCCTGCAGTTCGCTCGGCTGGAACAGCTCCAACACTTTCCC
GCCACACACTTTGTGGAAACCTGAGTAGAAGCACTCGAAGAGCGACGCCACGGACGAGTT
GAAGACGTAATCCACGTAGGCGTTCACGAAGTCCTGCCTGTTGCCTTTGTTCACACTGAG
CTCTTCTCCATTTGGAACCAGCTCATGAACTTCTGTGGCTCCGTAGTTTTCCTCTGTGAT
AGTGAAATTCAGGCAGAAGGTTTCCTCCACGTCATCCTCCGTGTAGTCCAGCAGCTGCTG
CAGACTCCTCCCCACGTCTGGCATCAGCTCTTTCAGGTCGTCCAGCGTTGGCTTCTTCTT
CAAGAGCTTCTTGTAGAGCGCCAAAGGGAAGTGGAGCTCCACGATGGTCAGGTTGTAGAT
GGCCAGGCCGCAGATGAGCCCGATGAGGTTAAACAGGTCAATGTCCTCGAAAGTCTTGTT



TGAAAACCAGATGAGCCTGGAATCCTCGTGGTAACGGAACATCCCGTATTTGGGATCCAG
CAGCTCCTTCATGATCAGGAGGAAGAACTCTTTCCTCACCCCGCCTGCATCCACGGCGTC
CTCCCCCACAAAGATCACCTTCAGCGGTTTCTTGTAGTCCACATTCTTTGACTTCCTGAG
AACCTCCATCGTGTCTCCAACGATGTTCTCCCTTCGGACGATGAGGATGAGACACGGGTT
GACCGACTCCACAGCAGGCATGAACATGGAGCTGAAGTTCTGTAACTGGGCCTGATCAAC
CGCCATCTGCATCTGGATGACGGCATCCGTTTGAAGCAGGGTTGTTTTAGCTTGGGCGTC
AAAGACAAAGG
>CL1732Contig1
TTTTTTTTTTCCCACAAAAACCGGAGTTAGGAGTCTTTATTCAGCAGCAAAGAATCCACT
TTGGATGAAGAAGACCGGCCAGTCCAGCTTCTTCCTGTCTGAAATAACTTAAGGGAAATA
TCAGGACCAAATCCCAGCCACGCCTGGAAACTTCACATTCTGCTGCTGCACCAACGGATG
TTTAGCTGAAGCAGAGATGAGGAGCAGCTCAGACGGTGGGGGTGGTGGCAGACGCCTGGA
CCGGCTGTGATGTGGGCCATGGAGCCCCCTTCTCTGAGGCCTGGAAGAAGTACAGCTTGC
AGCCGACTGCCAGCAGTGTGTGCAGAACCAGGATGGTTGCCAGTGTTGCTGCTGCCATAA
CTTTGGTGTCGTCACGGACAACGGGCCAAAAGGTCAGGACCAGGACGGATCCAGAAACCC
CCATAGAGACCAGAACCAGAACCCACTGAAGCCACTGAACCGGAATGCTCCACAGAACCG
ATGTTGGGATGTAGATGAAGAGGGAGTAACCGTAGACACACACAGTCTCTAGGAAGGAGT
ACCCCCCAATCTGCCGCTCTGCACCCCTCCTCCAGGTCAGAAAGGCCCACAGAGCCACTG
GCACCAGCCAGGCGTACATGAAGATGACGGCAGCAGCAATGGTGACTCTGTGGAACTGAG
GCCTGTAGTGGTACTCCGGGTTCCCCGTCTGACTCAGGAAGGTGGAGACGTTCCCGCTGA
TGGCCATGGAGAAGACCAGCGTCACGCAGATCCAGAAGGGGCCGTACAGGTCCGGGCCGG
TCCTGACGTGGTGTTTGAGGAAACTTCTTCCAGGTACGGGCATAACGGCGCCCCTCACCC
GCTTTAGAACCTGCATGGTGTCCACGTTGAAGAAGGACTGATAGTACTCGAAGGTCCAGA
AGCCCCCGCCCTGCTTTTGCCCTCCTAGGAGCTCCGCGCTCTCCTCCTGAGCCTGCTCAT
CCTCCGACAGATCCAGCTTCACGTCCCCCCCCCCAGCAGGGGTGGTGGGGGGCACGGACA
TGCTGAGGGTGGAGGCAGTTGGGTCGGCTGACAGCAGCTGCGCCGCCTCCTCCAGTTCCT
CGAATTTCAGGTCGTTCGGACTCGTCATGGTTCCGGATCCACCGGGAAACGCCGTAAATC
AGTCCCAGCTCCGCCGCGCGCCGTTCGAGAAGAGGAGCAGCCGCGAGGCCCCGTTTGATC
AGTGACGACAGGCGCACGTGAGGGCAGTTTTTATAATAGATCAGCTCAGAATATGCAGCA
AGAATGGGCCGGATGCGCATGCGTACACGTCATCGCGTCAAC
>CL1733Contig1
GCGGAGTNGAGTATGAAGAATACACCGACAGTGAAGACGAAGCAGAGCCGCGGCTCAAAC
CCGTCTTTATCCGCAAGAAGGACAGAGTCACAGTGGCTGAGCGGGAAGCCGAGGAGCAGA
GGCAGAAGGAGCTGGAGGTGGAAGCCAAGAGGCAGGCGGAGGAGCGCCGTCGCTACACCC
TCAAGATCGTGGAAGAGGAGGCGAAGAAGGAGTTTGAAGAAAACCGCCGCACCCTGGCTG
CTCTGGACGCTCTGGACACAGATGGAGAGAACGAAGAGGAAGAGTATGAAGCTTGGAAGG
TCCGAGAGCTGAAGCGCATCAAGAGAGACCGAGAGGCTCGAGAGAACATGGAAAAGGAGA
AGGCTGAAATCGAGAGATTCCACAGCCTGACGGAGGAGGAGCGCCGGGCGGAGCTGCGGA
ACAGCGGCAAGGTGGTAACCAACAAGGCCTCTAAAGGAAAGTACAAGTTCCTGCAGAAGT
ACTACCACAGAGGAGCCTTCTTCATGGATGAGGAGGAGGACGTCTACAAAAGAGACTTCA
GCGCCCCCACCCTGGAGGATCACTTCAACAAAACCATCCTGCCCAAAGTCATGCAGGTGA
AAAACTTTGGTCGGTCCGGACGTACCAAGTACACCCACTTGGTGGACCAGGACACCACGT
CTTTCGACTCGGCCTGGGCCCAGGAGAGCACCCAGAACAGCAAGTTCTTCAAACAGAAGG
CGGCGGGGGTGAGGGACGTGTTTGACCGGCCCACCACCAAGAAGAGGAAGACTTAGCTGC
ACATGCACGCTTTAAGAGGGACTGTACCATTGTTCCTGGGGGGGTGTGCCCCCGAAGCTT
TTGTAAATTAACTTTGTGTCTGAATAAAGGACTCGCTCACACTTTTATAAACAGAAAAAA
AAAAAAAAAAGAAAAAAAAAAAAACAT
>CL1734Contig1
GGGGAACCTGTGTCGACTGGTGAGACGTCCTTAGATCAAGACATTATGTCTGTGCCTACA
TCCGTTCCTGAAGAGCTTTTTCAAATGGTGGAGAGTCTGGCAGACTCGTCAACACTTTCT
AAACCAGATACTAATTCAGTCCCAGCTGCTGAGACAGAATCTAACACAAACCCAGCAGAG
CTTCAGCTGCCCCAGCCCAAAGTGAAGAATCTAATTGTCAAGCTGACCCCTGTGCCAGTC
GTGACGACCTGTGGGTCACGGTCCTCCAGATCCAAAAACAAAGAAAAGAGTGAGGAGCTG
CCGACAAAGTCTAAAAATAAAAGCGAAGATGATAATCGGTCGGTTTCTGAAATGAGAAAT
GAAAGCGACAGCCCACCACCAAGCCGCCGTTCCAGCAGATTAAAGACCACTCCTTTGAGG
AAACAGACCGAGAAAAAGATCAAGGGGGATTCATCGGAGTCTGAGGAAGACGTTAAAAGC
AAGTCTAAGCGATCCAGCAAATCTGGTGACCGTGCAAAAAAGCTTGACAAGAACAACAGT
GCCTCAGCTCAAACGATAGAGGACTCTGACTCAGATGAAATTCCGCACATATTGTTGGAG
AAAGCCGCAGAGGGCAATAGCACAGATGAGGAGCAGGAAAGCACAACGGCCAAAAAAGGT
TTAATTAAATCAGAGGATTCTTCTCAGAACACTGAAAACCTGTCAAAACGCAAACGAAAG
ACTGCCACCTCAGATTCAGATACGGAGAATAAAAGCCAGAAGGCATCCAAGAAGAAGAAA
CAGAAAGACTCGGACTACTCAGACTCTGACTCCGACCAGAAAAAGGAGACGAGCAAAGTA
TCAAAGAGGAGATCTAGCCGCTCAAAGAAACAAGAAGCAAAAGAGGAAAAGAAGCAAGAC
GCGTTGGAAAGCAAAGCAGCTAGTCGGAAGCGATCTTATGAAAAGAAGCGAAAGGGAAAG



AGTCCTAAAGGAGCTTCTCAGCTCCAGTCTTCCTCCAGTGAGGAGGATGAGGAGGAGGAA
CAGGCTGAGGGTGACTCTGGAGAAGACAGCGATGCACAAAAGATTAAACCCATTGTGGAT
GATAATGTCATTGGTTCCATTGGGATGTTTCATCAGTCTTCAGGAGATGAAATTGACAAT
AAGGACTCTGTCAATCAAGCCTGTGAAGAAGATGATGATGATGATCCAGAAAACAGGATT
GCTAAGAAAATGCTTCTGGCTCAAATAAAATCCCACTATTCTTCGGGAGCAGAAAGTTCT
TCTGAAAATGAAGAAGAAAAAGAAGAGAAGTCTTTCAAAAAAGTTAAAAAAGGCAAACAA
GAAGACGAAGAAGAGGAAGATGAGGAAGATTCTGAAGACTCCGATTCGGATGTGGAAGTG
AAGAAGAGTGTCAAGCGCCACAAACTGCTTCGGCATAAACTCTCCATGAGCGAGGGCGAG
TCAGGGGAGGAGAAAGACGGGGGCAAAAAAAAAAAAGAAAAGC
>CL1735Contig1
CTAAGTCTAGAAGAAGAAAGACTTCCAAGTGTGCAGAAGTGGACAGCTTCCTCCTCCGAA
GGTCAGAGATGCAGACTCCAGCACAGTCGGTCCTCCACAGCGGATACTTCCACCAGACGC
TTCGATTCTGGCAGACGTGTGCGACCAATCTCAGACCCGAGAATCTCATTTACCCCATCT
TTGTCACAGATGCCGCTGATGCAGTGGAGCCCATCAACAGTCTGCCGGGCCAGGCCAGAT
ACGGGGTGAACAAACTGGAGGAAATGCTGAAGCCTCTTGTGGCCAAAGGCTTGAAATGTG
TGCTGATCTTTGGGGTCCCGGCAAAAATCGCTAAGGATGACCGGGGCTCCGGGGCCGACA
CGGACGACACACCGGCTGTTCTGGCGGTTAAAAAAATCCGCTCCCTGTTTCCGGAGCTGC
TGGTTTCCTGTGACGTTTGCTTGTGTCCGTACACGTCACATGGACACTGTGGCATTCTGA
ACGATGACGGCACTCTGAACAACGACGCCAGCTGTCTCAGGCTGGCAGAGGTCGCGCTGG
CCTACGCCAGGGCTGGTTGCCACATCATCGCTCCCTCTGACATGATGGATGGAAGGGTCG
GAGCCATCAAGCAGGCTCTGCTCTCCAACGGTTTGGGAAACAAGGTGTCAGTGCTGAGCT
ACAGCGCAAAGTTTGCTTCATGTTATTACGGCCCTTTCCGGGACGCTGCACAGTCCAAGC
CTGCCTTTGGGGACAGGCGCTGCTATCAGCTGCCCCCTGGAGCCCGGGGGCTGGCCCTCC
GAGCTGTGGAACGGGATGTGAGGGAGGGGGCCGACATGCTGATGGTGAAGCCTGGCCTCC
CGTACCTGGACATCCTGAGGGAAGTCAAAGACAAGTTCCCCACCCACCCCCTCGCTGTGT
ATAACGTGTCTGGAGAGTTCGCCATGATGTGGCACGGAGCGAAGGCTGGCGCCTTCGACC
TCCGAGCTGCTGTGATGGAAGCCATGACCGCCTTCCGGCGGGCAGGAGCCGACATCATCA
TCACCTACTTCACACCTGAGCTGCTCTCCTGGTTAAATGAGTCCTGAAGACATACTGACG
GATGGATGGACAGATGGATGGGCGGGGCCGACCACCGCAGACCACCAGCTGTTGACCGAG
TCGCTTCTAAAAACGACTTCTGTGTTAGACATTCTATAATCAGCGTTTTCTTTAAAGTCC
CTGTCAGGTTTTCCCTGCAGAAGATGTGATTCCTGTACATTAAGTAGTCAGTTTCCGACC
AGATCAAATGCATTTATGCTGAAGAGCTGCCTGGAAAAACTGAATAGAAATAAAATGGAT
CATTTCTTTAAGCTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL1736Contig1
AGATGCTTAAAAACAGATACTTTTATCTTTAACATTGCATGTATCCAATTTTCTATGTAA
CATTTCAAACTGGTCAACTGCTAGAAAAGAATAGAAATATGCCCCTTAAAACTAGATGTA
CCCCATTTGCAGTCTTTGGGGAAGTGAAGCCCAGAAGCTGCATCCCTCACCTCACTTGAT
ACAAGCCCACAGAAGCAACTAACAGACCATGAACAAGTTCATTCACTTGCCTGATCTATA
CCTCTTCTGCATTAATAGAAATCAAATTAGTAAATTGCATTTGACATGCATGAAAAATAC
TTATATTTCTTTATTCCAGAGATGTATCAAGAGAATGGCTGAGCAGTCTTAAAGTCACAT
TGTTATACTCTATCCCTTTTTATCTTACAATCAACCTTATTTGCTCTTTAAAATTACTAA
TTGCGCCTGTCTCAAATTACCCACAATCCAACATTTCCAGAAAGAAGAATGAATAACATA
CTAAATAATTGCTCTGCTTTTGGCAACCAAAGTATAGACTATATACTTTCCTGTGAAAGC
CCATCCACAGAAAAGAGTGGCTGTAATATGCCCATGACATTCTGGTTAAAGATTTGCATA
GAATCTTGTTTCTATGTCATTACACTCAATTGTGATACTGTATTTGCACTTTTTTTTTTT
TATACGGGAGCAATGTTTTAATAAAAAAACAGCTCTGCAAAATTCAAACAGCACTTTCCA
TGTATTTTCTTCTGAAGCTGGGTCACACAGCACACTCCATGTTTTGTGTGTCAATTGCGG
CTGAATGAGACAAAAGGCAGTTCCTTAAGTAAGAATGTGAAGGGGCCAGACTGGATGCTC
CCTGCCTTGGTCCCTCAGGTCACTGAAGCAAAATTGAAGGGGGCAACACACAGTTCAGAT
TTTCCAGGATGGTACTGGACAGCATGAGAAGGTACAGCTGTAGTTCTGAAGATGGGAGAG
AGAAGACAGCAGTGACGGAGCCATCGTCACATGAAGTCCTCATAGTCTTGGGCGTAACCA
CCATCAAACTCTGCATAGTCAAGGTCATCTCTCAGCTGTGCTTTCAAACCGCCTCCAGCT
ATAACACCTTTCTTCTTCTTCTTTCCCTTGTTTTGTTTTTCTTGTTTCTGTTTTTCACTA
AGTAGAACCGAAAGGGAATTACTGACTTTCTTTAAGTCCTCTACTTCCAATGAAATACAA
AGTTCCCGAAACAACGATTCCAAAAAACTTGAATAATGCACAGACTTTTCAAACTGGGAT
ATCTTTTCTTTCAGCACTTTTTCAAATTCTGTGAATTCTTCTTTGGAGGATGGACACATG
GCATCAATGCCGGTGACACTGCCAACACCAAAAGCATCTTTTGCTAACTCCAAGTCAGCC
TCTTCCTGTAGTTTTTTCACTCTTAACTTTTCTGCAAGTTGTTCTTCAGGAGTTAGTTCC
TCTTGTTCTTGCTCTTGCAACTCCTGCTGTTTCTTCTTTAACCGGTTTTCCTTCTCTTTG
ATCTTTTCACTTAACCTTTTCTTATCAGAAACTTTCGTCTCTGGTTTCTTCGCCTCCTCC
TTTTTCTTCTCATCATCTTCCTCCTCATCATCATCCCAGTTATCCTTAACATCTTCCTCT
TCGTCTTCGCCTTCCCATTTGTCCATAACTGCAACAACAACTGCCGCCTTTTTAAGCGGC
TCCTCTGGCTCGAAGGTCTCTGCGTCCCAGTCCGCCATGTTGGCTGTGTTTGACAGGCTC
GGAGAAACGTGAAGGCTGCTGCCGCTGGGCATGCTCAGTAGCTGCTCCTCCAAACATCAT



CTCCGTTTTGGTCCAGTCCCCCGGCCATAAGGCCCGGGTTA
>CL1737Contig1
ATGGCCGGGGGCGCGACAGTGGAGCAACAGTCCAAACTTATTGAGATTGTCTTCGCACCG
GGAAACGAACGCCTTTTTCGCCACCCAAACAGTTGTAGAAGGAGTAAACGCAAACGGTAC
CGACATGTGACAACCTTAAAACAACTTGAAGTGGAGTTTGGCCTCGCTGGAGAAAAGATT
TACCGAAGACATGAGAACCAACTTCAAGGACCTGGACGCGTAAGAGGCTTTCACCACAGT
AGCCATGGCAACGCAGTTTACCATCGATGATGCCTTTGTGTTGGAGGGAGACGAAGAGAC
AGCCGGGTCTGATGAAGGGACAGAGGGGTGGAAGAGCAGGGAGAAGGATCGAGAAGGAGA
GATGACATTTGGCACTCTGAGTTTCTCCAAACCTCAAACTCATCCTTCGCCTTCTGACAC
CGGCTCGCCTGAACACAGTAACCTGAAGTACCAGAATCTGGAAAATGAAGACACCGTGAG
AGACGGTGGCAACTCTTCTTTCAATAACTTCTTTAAAATCAGTGACCCTGCCACGCTGTC
TTACTGCAGTTCTCAGTGGTCTTTCAGCACGCTAAGCTCCGTCCAGCAGCTCTCTGCACA
TTGCTGTGGGTGGGTGTCGCATCCTCTGGTGAAGAAAAACAGAAGAGTTGTTCTTGCTTC
ATTCCTTCTCCTCATCACTGGAGTTGCTTTGATTTTCACTGGGATTGTCATACAGCTGAA
TCCAAATGCAGGTGTTTCAAGTGCTATCTTCTTTATTCCGGGTTTTCTTCTCTTCATTCC
TGGAGTGTATCATGTGATCTACATCTGCTGTGCCGTCCGTGGAAGAAGAGGCTTCAAGCT
CTTTTACCTCCCTTATTTTGAAAAATAAGATTTCAGGAGTCACCAGTATTACTACATTTT
CTTGTTCACTACACTAAAATGATTGATGTCTTGTCATTTGTACCAAAAATGCCAAACCAA
GTACTGGGTATTGACTTTTGGGCTTTTGTTTTGTTTTTGTCAATGTAATGACCACTACTG
CTTGTTTTCACTATGAATTGCTGTATCTAAGCAAAGAGGGAGGTAGGTCTTGTCTGTGGT
TTCCATATGTGAATAATTTTTGTGAAATTACAATAAAATCGTTTACATATTTTAAAAAAA
AAAAAAAAAAAAAAAAAAAGGCCCANNAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL1738Contig1
TGCTTTTTTTTTGTAGCATGAGAGAAGGAAAAACTTTGACCCCACAGGTTTGAATCATTT
GAGACAACAAGAAAAAGCTTGAACACGTCAATCAGCCGTCACGTCCTCCGTCTTTTCATC
CTCTTTCTCTGAGTCGGAGGAGGATGAGGACGAAGAGGAGGAGGAAGAAGAGGAAGAGGA
TGACGAGGAGGAGGAGGAAGATGAGGATTTCTTAGAGGATTTCTTGGACTTTTTGGTTTT
TTATTTCTTGGCACTCTTGCTGACAGCAGCTTCTTTGACGTTGACGGCCCCCTCCTCTGC
CTCCAGGGCTCCTTCACCTTTGACCTCTGGAGGAGCTTGGAGGGCAGCGGGCGGCTGAGA
GAAGGCTTGCTGCTGCACCTCCTGCTCCTCCATGCGCAGCGGCTCCTCATTGAGCGCGGA
CCGCTCTTTCAGGGTCGGCAGTGATGCCGCGCATCAGGTCGTCATACTTTTGGATCTCCT
GCTCCAGCTTGGTCTTGATGCCCAGCAGGTCCCGGTTCTGCGCGGCCTGCTGCTCGATCT
GCTGCGTCACCTCCGTCAGCTGCCTCTGGAGGTCCCGGATGACGGCCCAGGTGGGCTGCA
GACGCAGGGCGCACTCGTCTTTGGTCCTCCTGATGTTCTCCTCCAGGCTGTTGATCGTGC
CGAGGAGAGTCTTGATCTGAATCTCCAGGATTTTCTTCTGCTTCATCAGGTCCTTGAGCT
CAGATTTGCCAGACTCCAGCGCCTCCAGGTTCTGGGCGTCCTCCACTTTGATGTTATCAA
ACTTGCTTTTGTACCAGTTGTCCATCTCCTTCATGTTGTTGTCTGCTACTTTCTCGTAGT
GGACTCGGATGTTCTTGACAAGGTCAGCCAGGTTGGAGGTCTGGGACTCGATCTCCACCG
TCACCTTTGAGTTCTTGATCTTCTCACACAGATCCTTGACTTCATTCTGGTGATCTCTGG
TCAGTCCATCCAGCTCTGACTTCACCAGTTCCATCTCCTGCTGCAGATTTTCTTGGGTCA
GTTTGGTGTCTTCTAGAGTCCTCTTCAGATCCTCCAGGTCTTTGTCCAGCTCTTTGTTTG
CCTTCGTTTCTGCCTCCAGCTTCTTCTTGAAGTCCTCGTTGGCCAGCACAGAGCTATCGG
TCTGCAGCAGGATCTTCACGTTCTCCATGGTGATCTCCTTGATCTTCTTTTTCAGATCCT
CCAGGGATTCCAGGGTTTGATCCCAGTCTCGTCCACTAGGTACCTTCCTTTTGGCTTCGA
TCTCATCGATCTGTTTCTGCAGGTCCTGGTTTTCTTCCCGCAGCAGCTTCACCCTGTCCA
GGTACCCGGCCAGCCGGTCGTTCAGGCCCCTCAGGGTCTGCCGGTGCTCCATGTCGTCGG
TGGTGGAGGGAGCTGGGGAGTCCGGGGCATCCTCCCTCTGCTGGCTCTGCAGGGAGGCCC
GCGCCTGCGGGATGGAGTCGCTCTGCTGCTCGTTGCGCAGCACTTTGCGCAGCCCCTCCA
GGCTGGACACGGACGCCCTGGCGCCCCTGGACCCGGGAACCCCGAACAGGCTCTTGCTGC
TGTTCCTTTGCATGATTGAGGATGAGGATGAGGATGAGACGGAGCGACAACCACACGGAT
CACTTCTGCTGACTTGGAGTCAGGCCAA
>CL1739Contig1
GAGGGTGACTCCTCCTACAATGCTGATGTGACGTTGCTTTACGCTCAGGGACAGAAAATT
GACGCCCTTCCTCTGAACGGGACCAAGCTTCATGCGAACGGCTCCNAGACGCTGTTGACT
CTACATGGTTCTATTGTTGTCGGCATCGCCTACGACTGCAGAGAAAATCAAGTTTATTGG
ACAGACTTGTCTGCAAGAACAATAAACAGAGCCTCATTGGTCTCTGGATCAGAGCCTGAG
ATCCTCATCAGCTCAAATCTCGAGAGTCCGGAGGGTTTGGCCGTGGACGTCCAGCGTAGG
TTGATGTTTTGGGTCGACTCATCGCCCGATAACATCGAAGTTGCCAACTTGGACGGCAGC
GAGAGGCGGACCCTGTTTGACACGGATTTGGTCAACCCTAGAGCCATAATAGTGGTTTCA
TCCAAAGGGACTCTGTACTGGACAGACTGGAACCGAGAGGCTCCTAAGATCGAGTGCTCG
ACGGTGAACGGCCAGAACCGCAGAGTGGTGGTGTCTGATGGCGTCGGCCTACCCAACGCG
CTCGCCTACGACCACGCGACTGATCAGGTGTGCTGGGCCGATGCAGGTACGAAGCGTTTA
GAGTGCGTATCTCCAAACGGCTCCGGCAGGAGAGTGATCCACCGCAACCTGAACTACCCG
TTCAGCATGGTCTACTACAGAGACCACTTCTACTACACAGACTGGAGGAGGGATGGCGTG



ATTGCAGTGAACAGAGACAGCAACAAGTTGACGGAGGAGTATCTACCTGACCAGCGCTCG
CACCTGTACGGCATTGCTGTAGCAACCAACCACTGTCTACTAGGGAGCCACTAACCACCA
GCCTGCAGCTACCGGGAGGGCGGGGCTATCGGCGCTTCAGGTGGGTGGAGGGGGCAAAAC
CCCCGGACAGAAGGCGGGAGACGGACGGAAGGACTTCCTGCGGTCCAGGAGAGCCGCTCC
CCTCCAGTCCCTCTGAAGATATAACCCACAGTTCTGTACATTTGTTTTATACCTCATTCC
TAANGTTTTTACTGTATTTTTTTATATTTTGTATCGATTAAAAGCCACAATCGCC
>CL1739Contig2
CAGACTGGNGGAGGGAAGGNGTGATTGCAGTGAACAGAGACAGCAACAAGTTGACGGNGG
AGNATTTACCTGACCAGCGCTNGCACCTGTANGGCATTGCTGTAGCAACCAACCNCNGTT
TACAAGGGAGCCACTAACCNCCAGCCTGCAGGTACGGGGAGGGCGGGGCNATTGGCGCTT
CAGTGGNGGAGGGGGCAAAACCCCCGGACAGAAGGCGGGAGACGGACGGAAGGACTTCCT
GCGGTCCNGGAGAGCCGCTCCCCTCCAGTCCCTTTGAAGATATAACCCACANTTNTGTAC
ATTTGTTTTATACCTCATTCCTAAAGTTTTTACTGTATTTTTTTATATTTTGTATCGATT
AAAANCCACAATCGCCTAAAGATTGTAAACTTTGAGGCCAAANGTCACCGTGTCCACTGC
CTGAANTCACCTTTGCACTAACTCCACCCCCTTTTTTTTTTTTATTGGTTCCAATTTCAA
TATCCCTTTTCTGCTGATGAGATATTTATAACAATAAAA
>CL1740Contig1
AACGCAGCTTCTCAGAAACGCATCCTAGGAGCACGAACAGGCCATCTCAGCACGGCCATG
ATGGGAAGATTGTGTCAATTGGGCCTTTTGTCCCTCCTTATTATATCTCTCCTCAATATG
GAACCGGCACGGGCCTAAGAGAAGTAGCAGCAGCAGCAAGAAATCCTCATCGTCAAGCAA
CAAGGGTGGGACACACTCAAAGCCATCCAGTTCTCAGCCAGGAAACTACCCCCGGCAGCC
ACAGAATCCCGCCCGCAACCCAAATCCGTATCCTCCCGGAGGAAGTTATCCCCATCCCGG
AGCAGGCAATCCTAATCCCGGAGGATATCCCAGGCAAAATCCACCAAATAATCCAGGAGC
TGGCCATTATCCAAACCAGAATCCCGGGGGCTATCCTGCAGGTGGCTACCCAGCTGCAGG
TGGAAACCCAGCTGGAGGGTATCCTAATCAATATCCAGGCAAAGGAGGATATCCTAACCA
GTACCCTGCTGGTGGTGGATATCCTAACCAAAACCCTGGGAGGAATTATCCTAATCAATA
TCCAGGAGCTGGATACCCAGCTGGAGGGTATCCTAACCAATACCCAGGCAGAGGAGGTGT
AAATCCTGGTGGTTACCCCAACTGGAATCCAAATAACAACGTGTACAATTCCAGGTTTGG
CGGAGGAGGTTATGGACAGCCTGGCTATGGGATGGGCGGGTCTCCTTTCTCTCGTTCAGT
GCAGGGCATGGGGATCCAGCCCAGGTCTACTGGTTTTGCAAAAAAAGCCATGATGGCAGC
AGGTGTTGGTGCTCTTGCTGGGATGGCTGTGGGATACGGACTAGGGCGCTTCCCTCGACC
GCATTTTAATTTCCGGAACCCTGAAGAAGAATCCTACTACAACAACTACATGTACCGTCG
TTACGGTAAGGAATCCACAGATGAGAAAGACTATGGCCGAGATTACGTCTACAAAATTCC
TCCACGCGCAGAGTCCTATGAGAAGTTCATGGCGCGCTGCATGAATGAGACCGACAACGG
CCAGGCCAGTCGCTCCCCTGCTCCCGTGAGTGGAGTGGATACTGAGGAGGATGACACCGT
CAGCATTCAGGAGATTGGGTACCCTGCCCTTATTGAGCAAATGAAGTCCCGGCGCTGCGT
GGAGAAGTACATGATCTACTCAGAGCAGTTCCTTGAATCTCGATCGGAGCAACAGTCCCA
GGCCGGTCGTAGCAGTGCTCTGAGCTACGGGTTATTTGAGCTTTTCACTTCCTGTTTCAT
GCTCCTTTCCAGCATGCTCCTGCTCCAGTGAGGAAAAACAACTTCCTCACTCTTTTTACT
TCATCTCTAATGTAATTTTTACTCCCATTGTTTGTACATGCATGGCTACTTCCTCTCAAT
ATGTATGTAACTGCCACGGTGGAAACAACAACCTTCCTAATACAAATAGCGGAGAGAAAC
ATGTATGTAATATCCAAAAGAGCTTGTGAAAGCTTTCTAAAAGAGGTGGCTTCTAGTATA
TTTAGATCATCTTTTTTGTGTTGCACAAACAGTACAGTTGTTATCTCTTGTATTCATTTA
GACTTTTGTTGCTCTAGCGTTGTTTTGCACTTAAAAGTTTTCGTGTACTGAAACCAGAAC
CAATCGGATTCAATTCTAATGGCTAGATGGGACAGAAAATAATCACTAAAGCTGTTTTAC
AGGACCTTTCACAGGTACATTTGTCAGTTTTGCAAAAGCTGTCACTAAAACGTCTTTTAT
ATGCGCTCAGGCTTCAAATAGTCTGCTAGCATCTTGCATAACTAAGCCATGATTCTGTCT
CTCCATTATTTTTGTCAAGAAACTGGAAGTTGAATTTATTGAAGTCACAGTTANTTTATG
TTTAAAAATCTAGTTTTGGCAGCTGGTTTCTGGTTTGTAATGCAAACCTAGCACTTCGAG
AGGACAAAAGTATCCTCTAAGTTGTTCTGATAATGTCCTGCACTGAAAGCTAGGAGTTGC
TCCATATTTTGGCAGTTTTATTTATTTATGTGCTCAAAACAATTCCTTTTTCACCTTTAT
AAAAGTTACTGAAAAGTCCAATTTTGGTTGCATCGATGTTGTGATTGCAGTGGGACTTAC
AGTTGGCGAGTATTCCTGTGACTCATTGTAATAAGTAACACAATGTTAAAAGAAACATTA
CAGACTGCTTAAAGAACTGGCTAATTGACTTTTCTTCCTTTTATGTTCCTGAGGATCACT
TGGAGATCCAAAGGTCAGCTTTTCTCCTTAATTTCACACAAACATTTCTGGCTTTAGGCT
GTAATTAAAGCACTGCTGTAAAAGTTTTTTTAATGTGTCCCATGTGTAGTTAGTCAATGA
TGACATTTTCAAGGGACTTTAAACTTAAAATAACAAATACAGAAACTATCCTAAAGTGAT
GCTCTCTGTTACGTGCATGTTCCTGTTTTCAGCTAGCCTTTCACCAAACCCCTTTATAGT
TTTATATTAGAATCCAGTATTGTTGTTTTACATGTTTGTTCTAATAAGTTCCTCCCAGGT
TTACTTTATTGATGCCATGTTGTATGAGAAAGATCTGTGAAGTGCACTTATTCCCAATTT
AAACTGGAATTTCCATTACTGTTTCCATAAGCTTTTATTTTGAAGTTTAAATGCATGGTA
TAAGCCTGTTTCTGATTTACATTGTGAATTCCTCGTGTTATTCATAAAATGCTATGGATT
ATAATTTAGGTTAT
>CL1741Contig1



TCGGCACGAGGTGTGAATTCAACATTGCTATTATTTAAAGTTAATAAGTTGTATGTATAA
AATATCACTATGTCTGTTCAACCTACAAACCCAAACAATCCAATCGTTTTCTTCGACATC
ACCATCGGCGGTCAGGATGTTGGAAGAATGAAGATTGAACTGTTTGCTGATGTGGTTCCA
AAGACGGCCGAGAATTTCCGGCAGTTCTGCACAGGAGAGTTTCGGAAGGACGGCGTTCCC
ATCGGTTACAAAGGTTGCACATTTCACAGAGTCATCAAGGACTTCATGATACAAGGAGGA
GACTTTGTCAATGGGGATGGAACCGGCGTCTGCAGTATCTACAGAGGACCTTTTGCAGAT
GAAAACTTCAAGCACAAGCACTCTGCTCCTGGTCTTCTTTCTATGGCTAACAGTGGTCCT
GGGACAAATGGTTGCCAGTTCTTCCTAACCTGCACGAAATGTGACTGGTTAGATGGGAAA
CATGTTGTTTTTGGAAAAGTGGTGGATGGTTTGCTGATCATGAGAAAAATTGAGAATGTT
CCCACAGGACCCAACAACAAGCCAAAACTCCCAATCCTCATCGCTCAATGTGGAGAAATG
TAATTTGTTTGAAGAAGTTCTGGTAAACGTCATCTTAAACTCCATGATTTAGTTCTTGTA
GCATCCAAAGTGTAAACATTTTCTAAATTTTCTTCTCGGTCCTTAGACAATAATTGTTGG
CTCCCACACTGTTATCATGAGGAACAAATAAAATTGTTTTTTTTACT
>CL1742Contig1
GGTTCCGTGGAGGAGCAGATCGACATTCTCAACAAGAAGTTGTCCATAGCCAAGCAGGAG
GAAGACGCCCTGCTGAGCGAGATGGACGTGACGGGTCAGGCGTTCGAGGACATGCAGGAG
CAGAACATTCGCCTCATGCAGCAGCTCCGGGAAAAGGACGACGCCAACTTCAAGCTGATG
AGTGAGCGGATCAAATCCAACCAGATCCATAAACTTCTCAAGGAGGAGAAGGAGGAGCTG
GCCGATCAGCTTCTCACTTTGAAGACTCAGGTGGATGCACAGCTGCAGGTGGTGAGGAAG
CTTGAGGAGAAGGAGCGCCTCCTACAGGGCACTATCAGCGCTGCAGAGAGAGAGCTGAAC
CTCAGGACACAGGCATTAGACATGAACAAGCGCAAGGCTCAGGATTCGGCATTGCTGTCG
GATGAGCTCCGAGCACAGCTGGAGCAGGTTCAGCAGAAGCTGAAACTGGTCAGAGAGGAG
GTGGTAGAGAACAGCATCTCCAGGGAGAAGGAGTCGTTCAACGCCCGTCGAGCTCAGGAG
GACATCTCTAAAATGAGGAGAAAGATTGAGAAAGCCAAGAAACCAGCTGAGAAAATCAGC
AATGGAGACGACATCCTGAATGAAGAGATTAATGAGTACAAGGCTCGCCTGACCTGTCCG
TGCTGCAACTCTCGGGTGAAGGACGCCGTGCTGACAAAGTGCTTCCACGTCTTCTGCTTC
GAGTGCGTCAAGACTCGCTACGACACCCGTCAGAGAAAGTGTCCCAAGTGCAACGCAGCC
TTCGGCGCAAACGACTTCCATCGCATTTACATTGGCTAAACACACTCCCCCCTCTTCCTC
ACTCCAGAAGCAGAGGAAGGAGGGTGGGCAGGATGTGGTACAAAGATTGCCTGAAGCCAG
AATGAGCTCAGCACTCGTGTGCTTCACTCCTCCTGCAGGATTAGTGTGAAGTGACATGAA
GGCTTGTTGACTTTTTATTTTTAAACGATGACCAAAGCTTCTTCCTCCCAAGTCTCCACT
ACTGTATTTGTACTTTTTCAATGCAGAAAAAAAATGTTGGGATCACCTATTAAAACTGTT
GTGTCTGAGTGTGCTGTAAAAGGCTTAAAACAACGTTTAAAAAAAAAACAAAAAGACATT
CATTCGTTTTACTGGTAGTTGTTCAACTGGAAATGAAATATATTAATGTCTCTTCNAAAA
AAAAA
>CL1743Contig1
TTTTTTTTTTGCCTTCAGAATTATTGATTTTACTCTTTTATTTACATTGTTTGGTGAAAT
TATTTCCACATTTCTACATTCATGGATTTCTGTGGCTGCAAATGTTGGTTGTCTGGGAAA
AGCGATCCAAAGAGGTCAGCTGGGTCGGTCCTACACAAGGAGCATCAGCTGGACTCCTAT
GAACTACTGACCCATGAAGGTTCTGCCGTAACTTCATCAAACCAATCAGCTGAGGAAGAC
CCGCCCACCTTATTAGCATATTATGATTGCAAAACAAAGTAATGTGGGACTGAAGCGCAG
GACTGAAGAGATGAAGCTCCTCACCTGCCGTGTCTGTCTCTGCAGGGCGGGGCTAAAGGA
GAGGGACGTCATCATCAGCATCAATGGCGAGCACATCACCTCGGCCAATGACGTGAGCAC
CACCATCAAGCGAGAGCAGAATTTGAGGATGGTGGTGAGGCGCGGCAACGAGGACGTCAT
GCTGACCGTTATCCCAGAGGAGATCGACCCTTGACCTTTGACGATGACACGCCGTCAGCA
TCCACCAATCAGGGGCTGGATGTCAGTGCTGGAGTCAGTCATGACTAGAACTGAGAAGCC
CTGCAGCTTTCTGTTTCACACCCGACGTTCTTCACTCAGAAACTGAAGCTGCACATTTAT
GTTCCTCTCAGCTCCATTTACCTTCCCCCCCCTCACAGGCCTGACTCTCCAGCGCCACCT
GTGGCTGCTGCAGGTGATCGCAGGTGTCTTCCACAGATAACTTCCTTACAGTTTTGTGCC
TTTGTATTTGAAGACAATGTTTTTCAAAGAAGAGAATAAAGTTATTTTTAAACACACTGC
TTTCCTGAATCCTGTCAGTCTCAGACTTGGGGGCGGAGCCTATCAGTATTTTGATTGACA
GCAGTGGTGTTGACGCTCCAGAGCTTCAGTGAAGCGTGTTAGAATAATCCTGATTCCAGC
AAACATCTCTTCTTTAATGAGGACTTGACGTTTGTCCTTCACATGGCATGCTTCACTACT
GTGTAACCAGAGTAACACGACTTGTGTAAAAGTAATGGATTACTTTTGCATAACAATAAC
CAATACACTTTAATCTATTACTATTTGAAAGTAGTTTTCTGTCAGTAAATAATTATAGGA
AGCGCAGCTCCTTAGGACCACCAACCTGATGGTTGATCTTCAACCAACCGTTCCGTTTGC
TTCTGCAGGACAGACGCAGCAGGTTACAGACGAGAACATTACCGCCAAACATCTCCGCCT
CCTTTGACCAAGACCGCTTTAAATGGACAGAAACCGTCTGAGGCTTCACTCTAACAGAGT
TTAGTGTT
>CL1743Contig2
TTCGGCACGAGGATTTTCCAAGAGGGAGGTGTCGGTCGCCAGCGGTTCCGGCTTCGTTGT
TTCTGAGGATGGACTTATCGTCACCAACGCGCACGTTGTGGCCAACAAGCACAGAGTGAA
GGTGGAGCTGAAGAGTGGGGCCACGTACGACGCCNAGATAAAAGACATCGATGAGAAGGC
TGACATCGCCCTCATCAAGATTGACACGCCGAACAAGCTGCCCGTCCTGCTGCTTGGTCG



CTCCGCAGACCTGCGACCCGGAGAGTTTGTGGTCGCCATTGGGAGCCCGTTCTCCCTGCA
GAACACTGTCACTACAGGCATTGTCAGCACCACCCAACGGGGGGGTAAGGAGCTGGGTCT
ACGGAACTCTGACATGGACTACATCCAGACGGACGCCATCATTAACTATGGAAACTCGGG
GGGGCCGCTGGTCAATCTGGACGGGGAGGTGATTGGTATCAACACCCTGAAGGTCACGGC
CGGGATCTCCTTCGCCATCCCGTCCGACAAGATCCTGCAGTTCCTGGCAGAGTCTCATGA
CAGGCAGGCCAAAGGTAAAACACTGGCAAAGAAGAAATACATCGGCGTCAGGATGATGAG
TCTCACTCCAACGCTGGCGAAGGAGCTGAAGGCGCGACACCCGGACTTCCCCGACCTCAC
CTCTGGCGCNTACGTCATGGAGGTCATCGGTCGGACTCCGGCCGAGGCGGCGGGGCTAAA
GGAGAGGGACGTCATCATCAGCATCAATGGCGAGCACATCACCTCGGCCAATGACGTGAG
CACCACCATCAAGCGAGAGCAGAATTTGAGGATGGTGGTGAGGCGCGGCAACGAGGACGT
CATGCTGACCGTTATCCCAGAGGAGATCGACCCTTGACCTTTGACGATGACACGCCGTCA
GCATCCACCAATCAGGGGCTGGATGTCAGTGCTGGAGTCAGTCATGACTAGAACTGAGAA
GCCCTGCAGCTTTCTGTTTCACACCCGACGTTCTTCACTCAGAAACTGAAGCTGCACATT
TATGTTCCTCTCAGCTCCATTTACCTTCCCCCCCCTCACAGGCCTGACTCTCCAGCGCCA
CCTGTGGCTGCTGCAGGTGAGCGCAGGTGTCTTCCACAGATAACTTCCTTACAGTTTTGT
GCCTTTGTATTGAAGACAATGTTTTCAAAGAAGAGAATAAAGT
>CL1744Contig1
TTTTTTTTTTTTTTGTTTTTATCCATAGGTGTGGAGCTCCGTCTGTGTTGACGCAGGGCG
ATGTCTGGCGTGCTGGAAGTCACCCTCCAGCGGTCAGAGCAGCGGTGGTGGGGCTGGTGT
GACACTGTGAGGGGGCTGGCTGAGGCTGATCGAGGGCATAACATGGAGTGTCCATCTCTT
CCGGAGGTGAGGACACTGGCAGCACTGCGACTACGAGCCAGAAAAGACAGCGTTGGCGTC
ATCAACCGGTCCACAATACTGCTCTCCCATGGGCTCAGAGCAAGGCTGCGATTTCTGGTG
GGGGAGTTCCAGAGTGTGGCGGAGGACTTGGAGAGTCTCTTGTTTATAACAGAGTCCACG
TGTTTGGGAAGGTTGACCGTTGAAAGTGAGCATCTGCTTTCTTTCCGGTTTGATGTCTGG
GTGAGTGTGCCGGCCCATGAGCACCTCTGTTGGCGGATCTCTGCCCACGTCTTCTTGGTT
GACCTGTGGATGGCTGCCTCGTAGCGCTCTTTATTCTTCTCCAGTTTCTGCTTCTGTCTC
TCTTCCAAAGCCACTCGTCGTTTTTCCGCTTTGATCCGCTGCTCTTCCAGCTTCCTGCGA
CGTTCCTCGAGCTGCTGCTCCCTCAGCTGCCGTGCCTTCTCCTCCTTCTCCAGCCACTGA
TTCTTTTTGGCAGCGAGATACTTGGCTTTCTCTTCTCGTCGTTCTTTTGCAAGCTTCTGC
CTCTCTTCTGACCTTGGGGTGTCTCTTTTGGATTGAGGAANCGGCGA
>CL1744Contig2
TGTGGAGCTCCGTCTGTGTTGGCGCAGGGCGATGTCTGGCGTGCTGGAAGTCACCCTCCA
GCGGTCAGAGCAGCGGTGGTGGGGCTGGTGTGACACTGTGAGGGGGCTGGCTGAGGCTGA
TCGAGGGCATAACATGGAGTGTCCATCTCTTCCGGAGGTTAGGACACTGGCAGCACTGCG
ACTACGAGCCAGAAAAGACAGCGTTGGCGTCATCAACCGGTCCACAATACTGCTCTCCCA
TGGGCTCAGAGCAAGGCTGCGATTTTCTTTCCGGTTTGATGTCTGGGTGAGTGTGCCGGC
CCATGAGCACCTCTGTTGGCGGATCTCTGCCCACGTCTTCTTGGTTGACCTGTGGATGGC
TGCCTCGTAGCGCTCTTTATTCTTCTCCAGTTTCTGCTTCTGTCTCTCTTCCAAAGCCAC
TCGTCGTTTTTCCGCTTTGATCCGCTGCTCTTCCAGCTTCCTGCGACGTTCCTCGAGCTG
CTGCTCCCTCAGCTGCCGTGCCTTCTCCTCCTTCTCCAGCCACTGATTCTTTTTGGCAGC
TTGCAACTTGGTGAGCTCTTCGAGATACTTGGCTTTCTCTTCTCGTCGTTCTTTTGCAAG
CTTCTGCCTCTCTTCTGACCTTGGGGTGTCTCTTTTGGATTGAGGAAGCGGCGACGCCGG
TGAGGCAGGTGATCGAGAGATGACGTCAGACTTCATGGGGGGCGTCCGCCTTGGATCGGT
TTCCTTCTTTGTTGGAGAGTTCATTTTCTGGCCGTCGGCTGTCTTCAGGGGGCTGCTTTC
CCCCTCTGGGTCAGGTCTTAAAGATTTACTCTCCAGGACTGAGCAGGGTGTTGCTACTGC
TGGCAGAGTGTTTTCCTCCATTCTGGCGGCAGCTCCCTCTTTTTCTGTCCTTTTGTTCAC
TCAAACGTGGGAGTTTCGGCTCTTCCTCTCCAGAACTGCTCTCATTCCTCGCTCAGAACG
TGGGGGGAAAACTTGGTCGCCTCGCACAGTTTTGTATTGGGGGTTTTTTTCTGGTCAGGA
AATCCTCCGAGAGGCTCAGAATCCAAACAGAACTAAATATGTCAATAAATGGAGCCTCGA
TAAAAAAGAATTTTAAAAATAAAGAAAGGAGGTCCAAAAATAAGCAGTACAAAAAGGCTA
AATGTGGAGGCGGAGGAGGGAGGAACGAAGTTTCTCACTCCACGACACACCACAGCTCCC
CCGGCCATAAGGCCCGGGTTAAACGGCGCGCTGAAGGACTTT
>CL1745Contig1
TTTTTTTTTTTTTTTTTATAAATCACTTTTCTTTATTTAAATCAGCGTTAGGCAGTTATG
CTATGAACAACACAGGAAAATAAAAACAAACCGTGACAGAAGAAAAACATTAAAACATGA
TAGATCCAGTTAACATTAACTGCACTTGGCACTGGATAGACGTTCATGGAAAGCAGAGAG
AAAAAAAAATATACACATTTATTCAAAATAGAAGTGCCTCCAGTAATCATCAAGCTAACC
GCGGGGAGTCGCTCTGGAGAACTTAAATATGGTCTCAACAACATTTTACCCTTTTAAAGA
TACAGTTTCAGAGTTTTCCGGATCGAAACTGCCTCTGCAGATCAGAGAGAACGCTGCACA
AATATTGCTTCAACTGCTTTACATCCAGAGGCCGCCTGAGCAAATACTGACTCCCGCTTA
CGTCCCACCACCGTTTTAATACCCCCCTCCCCAGTACCGTCACAGGCCCGATGCCGAGCC
CAGGGGCTTCCCACTTTCAATTCTCATTGAAACAAAGTGATCTCAATCGTTTTTTTTCCG
TTTTTTTCTTTTTTTTAGCTGTGCACGGCAACAGCTTTCCAAAGGAAAGAAGAAGCAAAA
GAAAGTCATCCCACTCCCAGAAAACAGCGCTGCGATATCAAAATATATAAAAACAGACGT



GAGGTGCGATCGCCTTGGAAACGATGCAGCAGTCAGCGGCCGTGAGGAGTTTGGAATTTT
GCAAGGACTTGGTTCCCCTCTGAAGTTTGTCTAAAAAAAAAACGAAGCAATTCTCGGGCA
AACGTCCCCAAACCAGCCAGCCGGAGTTTGGGTTTTGCCATCTGCAAAGATGAAATGACT
GTGGGCTTAGAAGGAGATCCCGAAGCAGAGAGGAGGAAGCGAAGAGGAGGAGGATGTTGG
ATCCCTGTGATGTTTAGAAAATCTCGAGCCAAAACAGAAGAGGGACAAATGGATATATGC
TTTGGGATATGTGTGTGTGTGCGGTGAAGGTGTGTGTGTTATCGTGTCTGTCCAGTGCTT
TATCTGACGGTGACACCAAGTTTTTCCAGCACACGCACTCCCTTCTCCTGGTACTCCTCC
CGGGTCAGCCAGAAGTTATCCTTGTCTTTCATGATGTCGGCGAGCACAGCTCCACCCAGG
AACACCATGTGCTTCCGCCTGGGGGGGTCCTCGATCCGGATCTTGAATTTCGAGAGCTTG
TCCACGTCTCCCTTCAGCACCCGCTCCAGGTACAGCTCCTCGTGCCGAATTCGGCACGAG
GCCTCGT
>CL1746Contig1
ACAATCCAATCGTTTTCTACATTTTCTTGTCAGTAACATATAGATCAAAGCCTACAATAA
TTTCAACATAGAGTGTTATGCTTTTAATATACATGAAACCGTCTAAACATGTTTAGAAGG
AGGTGATCAAAATATATTTCTACATAAAAATGTATATTTTTATATATATGTGTGTGTATA
TCATAGGATTATGTTTATACTTTTTTATATTACATGTTCTATATATTTTTGTGCATAACT
AACTAAACTATCTATAATTTAAGTCCATTTTACACAAACACAACATTTGTGCATACAGCT
GTCATGACATCAATGCCTTTTTTTTCACAGTGGTGTCAATATTTCAAAGAATTTATTTAA
AAAAAACAATTTCACTCATTACGCATAACTTTGAGGTCCCCAGAATGTGCCTTTTTAGGC
TACAAAAAGTAGAAACTCCTTTTAAAACAGGACAGTTTTTAAAATAATTGTTGTGTACAT
TATGTCCAGAGACAATCGGGGAGATCTCCTCAAGTCCTGTAGTAGTTTATCATCTCTATA
ATTTAGTAGATACACAACATTGATTTGCTGTTGGGCAAAACAAACATTTCAAGCTTGTTT
GTTTCTACTACTCAAAGTATTTATTTTGTTTAAGGCAAATTCCTCTAGAAGACATACTTG
AGGAATTTAAAAAATCCAAAAACAAAACAAAAAATCCTATAGTAAGACAGATTAACTGTT
GATTTCACGGAAGTGGAGTTCTATAAGGTAGGCATGTCAGTGTCAAGTTAACAGATGTAG
TGGTAGTGCTTAGAGCACAGCCTGGGCTCGTTCTTTAGTCTTTTCCTCTTCTTGTTGCTT
CATTGCTTGGATCACAGCGATCTCTTTGGCCTCCTTCTTCTGATTCCTTGTCTCAAACAG
CAGCCTGTTTTTGATGATCCTTTGCACAATGGCATCTGTTGTGAGGCTGTTTCCACTATC
AACCATACGCAGGATCCCCTTCCTTCTAGGCTCAGCATATGGGTCAGATCCATCCTTGTC
AGGATATATTTCTGTCTTCCCGTGGCAAACAAGATCCACCCTCAAATGGTCAATAAGGTC
TTTAGTGACTGCAAAGGGTGCACCAATCACAACTTCTGATACATATCGACAAGCCAGCAC
GCTGAGTGTTCTCTCATGGATATTCATAATGGGGTAGTTCTTCCCTTTGTAGCGATTCAC
CTCCTGAAAATAGGTAATAAAAATCCTCGTGCCGA
>CL1747Contig1
AGTGCTTTGGCACAGGAATGTTGTCCAGAACTCGACCTGAAAGCTGAGTTGGAGCGCTCC
TTCCTGTCTGAGCCGTCTTCCCCGGGTCACACTAAGGCTACGAAAGGCTTCCGACTTGGC
AAACACAAACACGAGACCTTCATCACATCGAGTGGTAAATCCGACTATGTTGAACCTGCC
AAAAGGGCTCACATCATGCCTGCCCCTCGTGGTCGTGGGGGTCGGGGAGGGTTTGGACAA
AACATGTCACGGCCCCATGATATTTTCCGTCTAAGGAAACAAAATACATCCCGTCCTCCC
AGCATGCATGTGGACGACTTTGTTGCAGCGGAGTTTAAAGACATTACCACCCCGCTCGGA
CTTCTACCCAACAAACGTCTCCCCAAGAGCCTCCCCAAGCCTCCCACCAGAGGTCTGTTC
ACTGGGAATAGAGGCAGAGCCACCTTCCACAACCAGACGCGCTTTTTTACTCCACCACAG
CCAAAAGCTGTTCTGCTATCAGTAGGTAACTACACTCGGAGGGAAGGAGGCCGTGGTTCC
TCGTGGAGTGGTCAGGTTCCAACAATCACCCACAGAGGAACCTACAGTGAACCCCGCGGA
GGGCAGAGCAACTTCGCCCGAGGACCTTTGCCTTCCCGACAACCCCCTGCAAGTGCTTAT
CGTCTGGCTATTCGTGATCGAGCTCCACGGGGCAGAGGAGGCGCCGGATTGTCCTGGCTT
AGCGGGGGAGGAGGTGCTGGGAACGCTGGTGGAGTTGGAGGAGGTGGAAGAGGATCTCAG
GGGAGCAAATTCAGTGGTGGGGGAGGAAGCGGAGGTGGGAGGGGCAGGCATGTGCGATCC
TTCACCAGGTGAACTCACCTGGTTGAAAACTTCAGCTTCTTCTGACTGGAAATGGACCAA
CCAGATGGGATGTCTGCCATCTCCATGGAAACATGCTTACGTGATGTTGTAATACAGACT
ATTGATGTTTTATGTTTTGTTATCATGAGGCGTGTTTAGAGAATAAAGGCAGTTGTAACT
CTTTGTGTGTTTTAAAGAAAACACCAAATCAAAAAAAAAA
>CL1748Contig1
AAAAATTCATGACACACTACTCATGCTGAAAGGCAAGTTCTCCCACTTTCTCCAACCGAC
TGTGGGGCGGATGTAGACACTCAAAACTAAAACATGTTCAACACCTCACAGCTAAATACC
ATTTTAGATTGGAGGCTTGTTTCAGTCGAGACATGCACACAGAAATGCATTTCCCCTTTG
AGAGTCCTACTCTACACAAAAGAAAAAAAAGGAAAAAAAGGGGAAATCCACCAAAACGAA
AAGCATCAAGCGGTCCACATCTGAGAATAAAAAAACCTAATTCCTGGTTGTTTGGCTCCC
AGCCCTACGTCGATTTCACAAACGTCATTTTAACCTCGTGTTTCCGTTCTTCAGCCGTAG
ATTCTGAGTCAGCCACGCCGTGTTCTGGAGATTTCTCTTTCTGGGTTGGATCACAATCTT
TGTCCCGACTTTCTTTGGGCGTCTCTTCCGTGGTGGACTTCAGTGACTTAACTTCTCCGG
CCTGACCGTCCACTGCTGTAGACGTTGGAGTTTCTGGCTGAGCTTCAGGCTCACTGAAAC
CCAGACCACAGTGTCTCCGGTCCCGGCCTGTCACCCTTCCCTCCATGCCCTGCTGATACT
GCATCTCCAGGTCCTCGTTCATCTTCCTATCTTCTTGCCCGCTTCGAAAATGCGACGTTG



ACTTGTGATCACCGATAACGAGACGGCCAGTGTGCTCTTTCTTGCTTGCACCCATGAGCC
GTAAAAACTTTTGTTTCCTTTCATCACTTCCCAGGTCTACAGCAGCCCACTGGGTGTCTT
GAGTGGGGGATGCCGGACGTTTTGTGCCGTGTTTGTCCACAGGAGAAGACATTATGAAGG
ACAGTTTTTACTAAACGGGCTTATGAGAAGCATGCCACCACCTACTACAAGCTAGCTGGG
GTTGTCAACACTCGCTCTTTTTCAACCCCCGGCCATAAGGCCCGGGTT
>CL1749Contig1
ATTGTAAGTGCACTCAGCATGAGTCATATGACAATATCAATACTTTTATTTTTAAAACTA
CAACTACTTTACCAATTTATACAATAGGACTAATCTAAAATCCTTGTGGAGAAAACCACA
AAAAATTATATATTTTTTCACATTATATCATCTGTCTTCCACGAGGAGACACTTGTTGTT
TAATTGATGGATGGACATACAGTCAGCACTCTGGGAATGTGAGCTTTTAAGCCTTGCTCT
TTTTGCAGTTCTTCAGAGCATCTGCCAGGGCATGAAGTGCTTTGTCAGCATTAGTCTTTT
CACAGTTGTATCCCATTAATCCGATCCTCATCACCATGCCGATAGAAGGCCCCAGTCCTC
CTGTCATTTCCATCTGGTGGTGTTTCATTATGTAGCCCAGCATCTCCCTCCAGTCGTAAC
CTTCAGGGATTGCTATCGTGGTAACGGAGGGAAGCCTCAAATCCCTATCAGGGATAAAAA
GCTTGAGACCAAGATCCTCCAGCCCTTTGTACAGGTAGGCTGCTACCTCTTTGTGTTTCC
TCCAAGACTCTTCCAACCCCTTTTCGGCGAGAATCGCTAAACTTTCCCTCAGGGCGAAAA
ATCCAGACACCGGCCCAGTATGATGATATGCTCTGACTGTATTTCCATCGCAGCCCCAGT
AGTTGGACAGATGTGTCATGTCAAAGAGGTAGGATATTGGTTTTGTTTTTCTGTTAAACA
TCTTGTAGCATGCTCTGTCATTAAAAGAGATGGGTGCTGTGCCAGGAGGTGCATTTAGTG
CCTTCTGAGAACCAGTGTACAGGATGTCAATTTTTTGTTTGTCCATAAAAATTGGTGCTG
CTCCAAGTGATGCAACTGTGTCGACCAGGAAGAGGCAGTTATTTTTTCTACAGATGTCTC
CAATGCCATCTACTGGGTGACAGAGGCCAGCAGAGGACTCTCCATGTGTGAGGAAAAACA
AGACAGGCTTGTGTTTCTCAATAGCTTGTTCAATTTCTTCCTTGGTATAATATCCTCCAG
GCGCTTTCACTATTGTGTGTACATTAGCACCCATCCGTTCAGCAATTTCCGCCACTCGCT
CTCCCCAGATACCGTTGACCGCCACCAGGACACTCTCTCCAGGCTCCACCACGTTGAACA
CCGCACACTCCATGGCAGCGTGGCCGGAGCCACTCATCGCTATGGTCATGTTATTTTCCG
TCTGGAAGGCGTACTGGATCCCCTTCTTGATGTCGTTCATGATCTCATACATTTCTGGAT
GCAGGTGACCAATAATTGGCCTGGAACCCGAGGCCAAAACTCGTGGAGGAACATTTGAGG
GTCCCGGTCCGAACAGATAACGCATGGGAACTTCAAGCGGCCGGAGCATGCACGCTGGCG
GCGGGATGGTGACCGAGGACATGGAGCGGTGATCCATGCGCTGCAGTACAGATGCTGCTC
CTCCCGACCAGCGGGCTGTCCAGAGCCGCTGCAGCCTGCTGAGCGAGCAGCACGCTCCTG
CTGAACAAAGCCCGTTGCATCATGGTGTCCAAGGCCAGAGGGTCCTTCAAAGGTCTCTGG
TCTCTCAGAGAAACTGAGCCCTCCCCGGCCATAAGGCCCGGGTTTAACGCGC
>CL1750Contig1
CTTTTNATGTATTTATTAAAAAAAAAACCTAAGACCCCTTACAGTGAAAAAGAATTTACT
GAGTGTTCAACATGGGCACTCAAATATAAAGGTTACTCTGAATATCTGTGGTTCTGACAA
ACTTGCGAAAGACATCTGTGGTTGGAGGCTGGTCCAGCTGCATCACTTTGCCAAGTTTGG
TTAACACAGGCATATAGGTCTCCATGGTGACAGAGTCGGGGCCAATGACATCACTGTAAC
ACTGATAAACAACAGCAGCAATGCAGTGGACCTGGCAGTGGTTCAGCACTGCTGCTGGAA
GCCCTGTGACTATGTTGGGCTGCTCCAGTGACTGGCAGACAGGCTGATCACTGAAAGCAG
CGGTGTGGAGAGAGCGCAGGAAGGGAGCAGAGCTGCTGGACAGATAATTTTCTGTCTTGT
AATCAGCCACAGAGCTGTCTGACAGCACAGTCACGTTCAGCCCCCTGTGCTGCACACAGT
CGAACACCTTCTCCGTCCACTGAAAAAGCTGGTCTTCTGCAATGTAGCAGGTCACTCTGC
AGATCAGCACTGATGGGATGTCCTTATGTCTGTAGAAAACACATGCCGACTCCTCGCTGC
TTTGCCCAGCCACAGCCCGGCTTCTCTCGTTCCACACCGACGCACGTCCAACTGCGTCCC
AGTTTGACGAGCTGAGAACGTACGCTGACAGGAAGCTGGCAGCATTGTGTCCCACAGCAA
GGAAGAAATCTGAACACTGGAGTTTGTTTCCAGACGCCAGCGACTGCGAAGTTTCGGGAT
TCCAGAGCAGGTTTACCTCCCTCTTTTTCTCTAGTTCTCTGCGGATTTCTTCATCTTCTT
CGTTTTCTACAAAGTCCTCGTCCTCTTCTTCCACGGCCCGTGAACACACAGATAAAACTT
CACCGAAAAATGTCGCCATAACGGCAAGATTTGCGAAAGAAACTGAAAGTTTAGCAACTG
ATTTTTCCCACCAGGCGCTGTGACGTCAGTCTACAACTTCCTCCGGCACCCCC
>CL1751Contig1
CGGGCTGAGGAATTCGGACGAGGCTGAGACGGAATAGCNGTAAATTGGCCTCACGAGTTT
AGTCCTTCCTTTTTCGATTGGAGAGCTGTGATCATCCTGCCAATTCTTGTCATTCTCCTG
AAAGGCGCCGTGAACGCGCAAAGGCTGCTATTAAGTGGGTTGGTCTGAAAGCGCGGGCAC
GCTCACCGCGGTTTGGAGGCGCACATAAAAGTGCGTCAAACGCCGGCCGGTCCGCGGAAT
TCTGCCTCCTCTCTGAGACTGGACCGGACTTGATCGACAACCAGGAGCAGAACCAGAGCT
GGCGCAGAGGAGCCCTTTGGTCCACGCGCGCAGACGTAATGGCCTCTCACTCAGCTCGCA
TCTGTCCCGACAAACGCTTCCTCATCTTCTTCGACTTCGATGAGACCATCGTAGATGAAA
CCAGCGATGATATGGTGGTCCAAGCCGCCCCGGGGCAATACCTGCCCGGCTGGCTGAAGG
ACACCTACCAGCCCGGCCGCTACAATGAGTACATGCAGCGCGTACTGGCTTACCTGGCGG
AGCAGGGGGTCACCGAGTGCGACATCCGGAGCGTGATGGAGAAGATCCCCGCCACCCCCG
GCATGCCCACGCTCTTTCAGTTCCTTCGTAACCGGCCCCCGCAGGACTTTGAGGTGGTGC
TCGTGTCTGACGCCAACACCTTCTTCATCGAGTCCTGGCTGCGACGCGCCGGCGCGCGCC



AGCTCTTCCATAGGATCTTCACCAACCCAGCCACCTTCAACAAGGATGGCAGGCTGGTGA
TGCGCCCCTTCCACTCCCACGACTGCCAGCGGTGTCCCGACAACATGTGCAAGCAGGTGG
TCGTCAGGGACTACGTGGCACGCAGGACGCAGGAGCGCGGGCGCCCGTTCCAGAGGGTCT
TCTACGTGGGGGACGGAGCCAACGACTTCTGCCCGGCCCTCTCCCTCGGACCACGAGACG
TGGCCTTCCCACGAAGGGACTTTCCTATGCACCGGCTGATCACAGAGACCCACGAAGCCA
TGCCCGGGGAGTTCAAGGCGGTCACGGTCCCGTGGGTCAGCGCAGAGGAGGTGGTGCAGC
GCCTGAGGAAACTGGCTGCGGAGTAGGAGATCCGGAGGCAAAAAAGCAGAAAATGAAACT
TAAAGAAAATATAATAAAAAAAAAAACATTATTGTTGAAAGCAATAACCCTATTACAGAT
GTATTGTTTTAAAGTGTAAATTCAAATTTCTCATGGTATGTTCATGCGCAATGGAAATGA
AGGAATCGGATTGAGCAAAAACACTCATAACAATCTGAATAAAATAACTGGTGTGAGCCA
AGTAGACGGGTTGACAGGGTTTTTCTAAGCAATAAACATTTCAATAATGATTAAGCATCA
CCAATGAAAAGTTGTGGCAGTTTGTTGGATTTTTTTGTAATTATTTGCATTAAATATGAC
TGATTAAGGATTCCACTGACAATGGGCATTAAAAACCATGGAGTCTGTAATAATGTGCGT
TTAGTGTCTCATCTAGTGATGTTCTTTTGTCACATTCATTGTTTTGTCTTCACTGTGTAG
GCTTTGCCTATACTAAAAAGCACCAGCAGGAATAAAGCCAA
>CL1752Contig1
GATTTTCTGTATCAAGTAGAGAACATATTGTTTCAGAAGCTCAGCACAGTTTAAAGCAGC
ATTTCACAGGTTTAGGAACGTTTTGCAAGCAAACCAGACAAACTTTGGACATTTAAAATG
AGAATTTGTCTTTTAAACTGAAACAGATGGCAGAATATTTCAACGTCTTTTTGATTTTCT
GCTCTTGTCGGTTTTCTTTCTGCTCCTCTTCAGACGTTCATCGACAACATGAGAAACTGC
ATCATGTTCATCTTCACCCGCCCCCTTTTGAACTTGTCCATAGCCTGGAAAACTCTGAAC
ATGTTCTCCAGGCGGACGATGCAGGTCAGGTAGTCGTCAAAGTCGATGTTGAAGGTGTCG
TCTCCAAACCTTAGGCCCACCAGCTGCAGGAGCTGGTTGTTCAGCTGCATCCCTGCAGCT
TTGAGAGCGCTGCGAAGCTCATAGGATGACATTTTCCCTGAGCGGTCTGTGTCAAAGGCC
AGGAAGAGCATAATCCAGTTCTTCATCTTCTCCCAGAAGACCTTAAACTCTTGGAACTCG
ATCATCCCCGTGTTATCCACGTCCATCAGGTTGATGATGCTGTGGCAGGTGCTCAAACTC
AGACCGTCAAACTTGATCTCTTTTCTTCTGCTGAGAACTCCGTTGAGCATCTGCTGAAGC
TCTCTGACAGAGATCGCCTTGTCATCTCCAGCCAGCTGGTCAAAGAGTCTCCTCAGGCTT
TTCTCCTCATCCGTCTCCTCCTCTGGAGGGGTGGGCATGGGTGGATCCGGCAGGTCAGCA
TCAACGTTGCTCCCCAGCTCTATGGCATCAGCCTTTTTCTCCGAGAAGATCCGGATGATG
AAGTCCGCCTCTTGGTGGGGCTGGTAGGTGGTGGGGACCAGCAGGTATTTCCCAGGGGGC
AGCGTGAAGCGCTCAGACACCTCACGCATGTTGATGTAGGTCCGGCTACGAGCTTTTGAC
GGGTGATAGCGGAAGAAATCCTTTTCCACCTGACTCTCATCATCAGGTGCCTCATACACA
GCAAAGCCGATTGTCTCCAGGTCCAGGCCTTCCTTCCTCAGTTTCCGTCTGTTCTTCTGC
ATCAAAGCGATCACCACGCTGCACACGTCATCATCATCATCATCAGCATCCTCCAGCTGC
AGCCGGAACTGAGGGTTGGTCCAAAAAGTGTCGATG
>CL1753Contig1
AGGGGCGGCTATGACCAGTATGGAGGCTACAACAACAGCGGCTATGGCTACAACGGCGGC
TACAACAGCGGCTACAATAGTGGCTACAACTACAACTACAACTACGGACCCTATGGATAC
CCCCCACCAGGCCACATGATGCCACCACCTCCCATGGGGATGCCCTCCACGTCCACAGAC
ATGGCAGCCACTGGAGAGGAAAGTCAGGAACAAACTGGAGCTGCAGAAGAGGACAATCCA
GAAGAACCCATCCCTGAATGCAACGTGGAGCAGTGGAACAAAAACTACATGGAACGCAGC
GAGGAGCTCTATGATGCCCTGATGAACTGTCACTGGGAACCTCTAGACTCTGTTGACTCG
CCCATCCCCTCGCTCTCTTGATGACTCTTTTTAGTTCCTCAGTGTATCATTTTTGATACT
TCCTGAACCGCTTCCCTCATGAGGATCTTACAGGTTCCAGCTGTAAATCATCGTCTGCAA
AGGTTGACTCTTGTGGACAAAATCGCTCGTGGCTTCTGTGGTGCGTTTTGTCCAAACAGG
AAGGTCGGCTGCTGTGAAGGTCATTCTGTCTGTTTTCTGTTTGTTTTCAATGTATGAACA
AATGCCATGACGAGTCATGCTTTAATGACCAGCAGAATTGTCTTTAGACCTCATTCTAGA
GAACAATGAAAACGTAGTCTTTGGTTTCTGTTTGCCATACTCTCCGCCAGCAGTCAAACA
TATTAATTTATTTACGTCAAACTATCCCTCTTTTTCGTCTGGTTGTATTTTCATGTAGGA
GATGCTATTCCTGTTCATTTAAGCAGCTATCGGAGTCGGTTGTCAGAAGGTGGGATTCTA
CCAGAAGGTGCTCACCAACTCTGCAAGCCTGTCCCCAAACCTTTCGGAAGGTTGCCCGCT
CGTTTGCTGTCGCATCATGAGACGGCATTTCTGCTTCCCGTCTTTCAGAAATGTTTTCTC
AGTAAAACAGCTTCCAGAGAACTTTGGGTGGATGTAAACCAGGAGGAAGTGGCTTTCGCT
TCAGATTGATCATAGTGATCTGGTACCAGACCACAAGACCCCTCCCGCCGTGTGCCGTTG
GCTTTCTGGTGTCTGTTATTGAAACATTATGGAGGGAAACTTCATGATGGGAGGCCAGTG
TCTTTAATGTATATGTAA
>CL1754Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTGTTAGACATCAGACAAACAAAGACAAAAAAA
AGAAGAAAAGAAAACTCAAGTTAGATAAGGGCCAGAACCGACACGTCAGATGTTTTTAAT
GATCAACACGTCAGNATCCTCACAAAGGATCCGTAAGACAAGGAGAAATTACTGCTTGGC
TTGTGGTGTGTGGGTGGGGTTTGGGTATTATCTATTTTTGTAATCTGTCTCTGAATGAAT
CCATAGTAAAAGAAGAAAAAAACAGATTTGTCTTAGCTTGTCCACTCTGTGATGTTATTT
CGGTTTACAGAAGCCAAACTTTTTAGGAACTCAAAATATACAAGAACTTGAAGCTGTTGT



TGTAAATTTAAAAAAAAAAAGAATGAGAAAAATTCCCCTCAGGTCTGTACAGATAAAATA
CACTCCAACAGGTTGTCGATCCGTAAAGAAAAGCTCATTAGAGCTCAGCAGAAAATGTGT
TTGCATTTTCGCACGAGATGAGATTTTAGCACACAGCATAGGAGGACAAATATCTTGCAC
AATGAGTAAACCGCAGAGCCATGCAGACCTGCTGAAGATACAGAGTAGGGATTAAAAGGC
TAGGTGTGCCTTTCACTGGTAAAGACAGCTGGTGGTGATGGAGGAACAAGCATGCTTACT
GGACTGACTTAAACTTGTCTTTATACCGGATAAGAGTAGCTTTACTCTTAATCCTATTTG
GACTTGAGTGTGGGTTTTTTTTTGTTTGGGGTCTCTCTTGTAAAGGTGTTTACTCGGCCA
TTCATTAGATGTTTTAATTTGTAATATAGGATTACTAGAATGTAGAGAAGCACATCGATG
CTTAGCAGTTAGGGCGTATAAACACTTAGACTCTGCTGGATATGAAAATGTTTTATATAT
ATATGAATATATATTATACACTGGCTAGGGGAAGCTTTGGTTTAGACAGCTTATATGACA
AAAAAAGGGTGATCCTAATACATTTTTTGCTTTCACTGTGTTTCAAAAGCTTAGTTTGTA
CCTGATCTGCTCTAAAAAAAAACATTTTTTGTTCAAATCAGAGGCAAAGGTTCAACTTTT
AGCCAATATGTGGGTATTGTTAAGAAAACCTGGGATCAATTTTTCACCAAACGATTCAGT
AATTTGGCTCCATTTTGAATTTCTGTTAACTTTTCCTTTAATAGCTTGAGAAGTGCCATC
CATTTTTTTTCATGCCCTTCATCAATGCTTCTCCCACTGAAATCCAGCTTCATTTTATAG
AATGAAAGGTGTTTCTGTCATGGCGTGATAAGCGAGAGTGATGACATGCAAATCATTTTT
GAAGACCTCAGACACTGTAGCCACTCTCAACAAATCACACATCACAGCTCTGATAGATCT
AGGTTATGATACAGATGCATTTTTTACAGTGTATGTATGTTTTGCTGAAATAAAGCTATA
TTGTCCAAAAAAAAAAAAAAAAAAAAAAA
>CL1754Contig2
TTTTTTTTTTGGACAATATAGCTTTATTTCAGCAAAACATACATACACTGTAAAAAATGC
ATCTGTATCATAACCTAGATCTATCAGAGCTGTGATGTGTGATTTGTTGAGAGTGGCTAC
AGTGTCTGAGGTCTTCAAAAATGATTTGCATGTCATCACTCTCGCTTATCACGCCATGAC
AGAAACACCTTTCATTCTATAAAATGAAGCTGGATTTCAGTGGGAGAAGCATTGATGAAG
GGCATGAAAAAAAATGGATGGCACTTCTCAAGCTATTAAAGGAAAAGTTGACAGAAATTC
AAAATGGAGCCAAATTGCTGAATCGTTTGGTGAAAAATTGATCCCAGGTTTTC
>CL1755Contig1
TAAAAGAAGAAGAAGAAGAAGCAGGTTTTCCTCTCTAAAATGATAGTGANTAACACACAC
ACACTAATAAAATCTTAACGGAGTTGGTTTGCAGGTGTATGCCGTCTTTGACCTGATCAC
AGAAACGGTTAGACCATCTCATACTGGTTGTTGGTTATGTATCGAGACAAACAGCAGGCC
AGGAATATCCCAAACACCTGAAAGAATGCAATCCCAAATGAAATGCCAGCGATGACTCCC
AGGTTAGATTCCATCACAGTTGTCACCAGTGCGAAGCAACCTGTTGTGAACACTTCTTTC
CCAGCCTTATCAAGGTCTTTCATGATCTCCACAGTGCAATTGCCGTTGTCTTTACAGCAG
CTTAGAGGGATTCCCTTGGAAATAAAGTAAGGCGCCTCCTTCCAGTCAGTGTAATTTTTC
ACTCCGCAGCAACGCAGTGTTCTCTGGATGGTATCAAGTGCAACACTTAAGCTGTTTGTG
CCATTGTAGGACCTCACTGCATTTTCATAAGCGGTTCCCATTACTGCCTTAATCTCATGC
CTGAAGATGAAGCCTGAAATTCCAGCCACAAGCTCAGACAGGAACACCAGGGTCAAAAAC
ATGGCGTACAGTTTGAGCATCCACGGGCTACCGCGGCACGTGGCGAAGCAGCCGAACAGG
CCGAAAATAACAATGATGGCTCCGGTCCCAATGAGGACATACGGCGCGTTGGTGCCCCCC
TCAGAAGCCAGGGACAGATATGCCTCAAGGCTGACCTTACCCCACACGCCAACGGCCAGC
AGCACCACACCTGTGAACCAGAAAATGAGGCTGTAGCAGATGAGAAAAGTCTTCAGGCAG
GTTATCACCGGCTTCGTCTGCAGTCGTCGAGACGGTGGCGACATGTTGGGAGTTTTACTT
CACAGCCAGTAAAGAGAGAAAAAGTTTTCTGCTCTCTGCTTCGACGCGGAAATGTTTGGG
AGGAAAAAAGAAAAAAAACAACTTTCAGAAATAAATCCCAAAGGAAAAAGGGGAAGTGTC
GTCACGACCCCAACATTCACTTTCCCCTCGTGCCGAA
>CL1756Contig1
ATTTTTCCTTTCTGACTGCTTTCCCGGCCTCCCATAAAAGGCACGAGGAAATACCTGGGT
GGTCATTATTTTGAAGATATGAGGACCATTCTTTAGCAAGAAAATCTATAAAGTTAGGGT
CTCTGAGCAACGATGTATTGAACCTCCAGCTCCTTAATGAAGGTGGTGATGTTTTGTTTT
TAAGAGTCAGGGAAACTGGTGCGTGGTCGCTGATAGTAATGGGGTGGATCTGTGCTTCCG
TAGCTATGCTCAACAAGGAGCTGTTAACCAAGAAATAATCTAGCCTGGAGTATGATTGAT
GAACTGTGGAGAAAAAGGTATAAGTTCTTTTCGTGGGGTGGAATAAACGCCAAACATCAC
AAAGACCAAAATCCTCCATGTACTGTTTAACAGTGTTTGTGGATTGCCAGATTCTAAGAT
TTCCTGTGTTATTTAGCCTATCCATCTCTGGATCTAAACACATTTTGAGGTCACCTGCAA
TGATTAGCGATTTGTCTGTATGTTCAGATAGCGCAGAGAAGAAGGAATGAAAGAATTTAG
GGTCATCTACATTGGGGGCGTACACATTAGCTAAACACAGCTGCATATTTTGGGTGGAAA
GAGTGACTATTATAAATCTTCCTTCTGGGTCTATGACTGTACTAGTTTCTGTGAATTTAA
TTTCCCTATTTATCATAATTGTTACTCCTCTCTGTCTAGAATTATAACAGGCTGAATATA
CGTTGGGAAAATCTGCTGTGGCGAGAATATTCACTGAGGAACTAGACATATGAGTTTCTT
GAAGAAACGCAAAATCAGTTTTGAGATCTTTTAATTTGCTCATTACTTTCAGTCTCTTCT
CTCTGGTTCCAGCTCCGTGCACATTCCAAGTAACTAACCTTAGGGTGGACATGCTGCTGT
TGAGGTGAATGCTAGAAACTGTATGTTGTTGATGGAGGCAAAAATGAGTATATATGTACA
CATAATGGTGTGCTTGATGTTGCTATGAGGCTTAATGTGTAATGCACAGTGCATGTGATG
TAATGCTGGACATCCTGAGTGTCTGAGTGTGTTGTGCAGATCAGTACTATTGTAGAGTGG



CTGGGTTATGTGGCAGCTTAGGTGAGGGGGAGGGAATAGTGTGTGAAAAAAGAAAAAAGG
GAAAGGAGTGCAGAGGGGGGGATAAATAAGGAAACAGGGAGGGTAGAAACAGAACAAACC
TATCATAAACAGGCTTGAAGCTGCTGAGGAGACTGGTGGTGATTTTACCTAAAGTGGAAA
CCTTTATGCCCCGTGAGTTATGCCCAGTGTGTCACATATAAGCATAAACTAACACCTGTG
CAGAGAGTGTAAAGGGTGTGGATACATATCTGATCTAGTAGAGCCAGGGAGTGACGTTTG
GGTCGCGGTGGAGCTGTCCATTCACATAGAGTCGGTCCACAGATATGACAGCGCGGGCCC
CTTCGCTCAGAAATTTCTTCCTGATGGGGAACAGGATCCTTCGGCGCTCCAAGATTTCTT
TGGGGAACTGATCATCCATCCTGAAGTCGGTTCCCCGGAGCTCCCTGCCACGGCGCCTCA
CCTCTTCCTTCTCCTTGTGAAGGACAAACTTGGCCACGATGGGTCTGGGCCTGCGGTTCC
CAGGTCTCACTGCTCCCATGCGATGCACACGGTGAAAGTTTATGGTTTTAACTTTTTCCT
CTGGAAGCTTTAGCTGGCTTTGAATAAAGTTTTTAATTTTTTCCTCTGCGTTTTCTTCTG
GTGTTTCTGGTATTCCCATGACCACTAGGTTATCTCTCATGGATCTTGATTGAAGATCCA
GAATGGACTCCTTGATCTTCTTATTTTCTTCAGAGAGTTGGCTCATTCCATCAGTGATGG
ACTTTACCGACTCCCTCAGCGCTGAATTCTCCGCGGTCAGGGTTTCCACTTGTTTTTGGG
AAAATTCTAGAGCATCCTTGATCTCTTGAAATTCCCGGTGAAGAACTTCCAGGAGGGAAA
GACGGCTGTCGAAGCTGGATAGTTTGGCATCAATGCTAAGAAGCATATCCCACGCGTTAG
ATTCAAACTCCGTCTTCGGTGGAGAAGCTCCCGGTGATTCTTCGGCTCGGCTCCGCTTGG
TGGGGGCGGCTGGCTTGGCTGACTGAGGGGTTTTTCCCATGACGAGACGCTCGTATTGCT
CGTCGATGTAGCTTGTCAGGCTGTCCAGATCCTCCTCGCTGCTGCAGCTCTCCAGGACGT
TCGGAGTTTACTTTGGAAAAAAATCGGGGAGGGGAATGGCACTGGGACGGTGTATTTATC
CCAAAAAAGAAGAAAAAGAGAGAAAAAGGATATTCCGCTGGCTTGTTTGTTGTTTTAGTT
TCCCAGGATTAAATCATCTTATTTTCCACCAGGTCTCGAGCCGGCC
>CL1757Contig1
GATGGTGGCCCCAGGNAGAGGAGCACGCGCGCGCTCTCCATCTGAAACATCAACGGAAGA
GCGGCTCGATGTGCAGGCCACTCCCTCCACTGTTCGGAGGACCAGGAGCTCTGCTAAACT
GCAGGCGACTCCCGTCCAGCTTGAGGAGAGTGGAGAAGGACCGGCGCCGTCTGCTGCACC
CTCCACCAAGAACCGACACAGCAGAGTGTTGGAACCCCACAGCCCACAGCAGGGCTCCAT
CCATGATGCAGACACGTCTGACCTGGACTCCTGCTGCTCCGTTGAGTTCGCAGCAGCTAC
ACAAACGAGGGCCACCAGAAGAAAAACCCAGAGAAGGAATCATGAAAGTGACATTTCTGA
TGTGGAATCCTGCTCCTCCGCTGCATCAAAACCCGGCTGCGGGACCCCCCGACGCACAAG
GAGGACGACAGGCTCTGAAAGCTCTGGGGCGCATCCTCCTGTGAGGAGGAAGAGAAGGAC
ATGGAAGTCTGCAGCCTTAAACCGGATGCTCAGCAGGTGGAGGACATCCAGGAACTGTCA
GAGGCTGCTCCAGAGTCTAAGCAGCAGCCGAAACCCTTCATCAGCCTGCTGGACAGCAGC
GATGAGGACGAAGAACTGGATGAAGAGGCAGAGGAAGTTTCCAAACAGGAAGATTTGGAT
CATGAGGAGCAGGAGAGGGGAGGAACTTCCAGCAAGTCAAAACCAGCAGCTGCTTCTGTG
GGAGGACTGTTTGTGATCGACACCCGACCCGGACAAGACCCCGACCAGCAGTACTACACC
GACTGGAAAGGAGAGGAGGAGGAGGAGGACGAAAACAAAAGATCTGAGAAGGAACAGGAC
GAAGACGAGTTTGTGGATGAGGAGGAAGAGGAGGATAAAGACGCAGACATCTTGTGGTCA
AGCAGAAATTCTCATTTGAAAGACCTGTCCAGCCGTATCGACCCCGGCATCAACGTGAAG
CAGCTCGGAGGTTTATACATCAGTTTTGATGGCAGCAAATCAAACGGCGTCTCCGCCTCG
GGGCAGAAGCAGAAAGGGAAGAAGATCCTCGACGAGGTGATGAAGAAGAGCATCGTCGGC
CCCGACTTTGAAAAGAAGGATGCAGTGCCTCCATATAAGGAATCTAAAGAGGCTTTGAAG
TTGAAACGCAGAGCTGAGAGGCAGAAATCAACCGGAGACGGATGGTTCAACATGAAAGCT
CCGGAGATTTCCCAGGAGCTGAAAGGAGACCTGCAAGTCCTGAAGATGAGAGGTTCTTTG
GACCCCAAGAGGTTCTACAAGAAGAACGACAGAGATGGTTTCCCCAAATATTTCCAGGTG
GGCACAGTGGTGGACAGCCCCCTGGACTTCTACCATTCCCGAGTTCCCAAGAAGCAGAGG
AAGAGAACCATGGTGGAGGAGCTGCTGACCGATGCAGAGTTCAGACAGAAAAACAAAAAG
CGATTTCAGCAGATTATGGCGGAAAAGGCAGCACAAGCAGCCGGCAAGAAGAAAAAGAAG
AGTAAATTTCATAAGAAGTCCACCTAAATTTGTGACAAAGGCCAGAACTTTTCATTAAAA
CGCAGCAAAGCCATTCTTTTTAATTGAGACCCGACTGATGTACTGTGTAGAACAGACCAG
GAGGAGAACACAGAGACCGGTTCCGCTCAACCGGACCTGTAACGTCCAACATCCTTGATG
GTTCTGGAGTCTGATGGAACAAATGAGTTTTGAATCAAGTCCTGCAGCCTGACAGAAACC
CGGTGGACCAAAGGAACCACAGGAGATGGTTTCATTATTTTAATCAAAGTACATTAAGAA
GTGAATCACGGCAGGTCTGCTCTGTATTTCTACAACCTGGATTCTGTTCAAAACTGTCAC
TCTTCCTGCCTTCATCTTCAGTAAAGTAAG
>CL1758Contig1
AGGAATTCGGCACGAGGCGCAGGTTCTAGAGGGTGGACGAAGGGGAGAGGAGACGGTGGA
ATGAGTTGTAGCGGAGAAATATGACCTTTTCAAGTATAATTTTATTCCTGTTTCTTCCGG
TATCCAGTGTAGCTTTTTTCTGACCTCGGACCGACCTCCTCCGCGGGACATTCGGGGAGA
AAAAAGCCTCTGAAAAGGCGCTTCCTTCGGACCGGAGCCGTCGACACTTTGATACCCGTT
AGAATGCCGCGGGACAACAAACCCCCCCTCATCCAGAGAATAGCCAAGCAGGCAAACGTG
GCCTTCAGGGGCATGAAGACGTCGCCCAACGGGGACAACCGAGCGGCGGCGGACAAGCTG
CTCTCCCTGGTGACCTCCGTCAGGGCCGCGGACCTGAAGCTCGATCCCCGCAGGAGCAAG
GGCGGCTCCGGGGCGGCGGGGCTCCAGAGCCCCCCGGTCACGTACATGCACATCTGCGAG



ACGGAGGCGTTCAGCATGGGGGTGTTCCTGCTGCGGCCCGGCGCCTCCATCCCGCTGCAC
GACCACCCGGGCATGAACGGGATGCTGAAGGTCCTCTACGGGAAGTTGAACGTCCGATGT
TTCGACAAGCTTGAGGGCGGCTCCACCAAGAGCGGCGCGTCTCCTCCCTTCGACCCTCCC
CTGGAGCCGCGGCAGAGGGCCTCCGTGTGGCGCTCGGCGCTCCGCTCAGTCGCCCAGTAC
TCCGAGGAGAGCGGGCCATGTCTCCTCACGCCGCTTCGGGACAACCTCCACCAGATCGAC
GCCGTCGACGGGCCCGTGGCTTTTCTGGATATCCTGGCCCCTCCCTACAATCCAGACGAT
GGGAGGGACTGTCACTATTACAAACTGCTGCAGACGGCGGCGGAAGACGGGACTGTGGCG
AAGGGAGGCCAGAAGGAGAAGGACGAGGAGGTGTGGCTGCTAGAAATCCCTCAGCCAGAG
GACTTCTGGTGTGGCGGGGAGCCGTACCCTGGCCCTGCCGTCGTGATCTGAGGCACAGCT
CGCCTTCCCTGTGGGGCGAGGTCCTCCGATATCTGTCCATTCACGTGGGGAGATGCAGCT
TTGCACCCCCCCCCACAGGGAAGCAGAGATCACCTGGAAGCCAAACGGACGGAAAGCCTC
GTCTGAAGGCTCTACTTCAGGGTTGCGCCCCCCTCCCAGACTGCATCAGACACATGTTGC
TGCCTTCTACACAATGAATGTTATCAGCCTGATGGTGAGGGACCTTCAGCTTCTCTGCTG
TGCTTCGTCGTGGCTGCAGAGGCCCTCCTCATCGTCACGTGTCTTAATGCCGAAGCCTGG
AGCTGAACTCCAGCTGCCTTAATGTTTGAAAGAGATTTTTTTAGCATTATTGGTGTTCAC
ACTACGTAATACTTATATATGCACACATACTTTATCCCTTTGTCTTAACCTGCACCACAG
TATTATCTAACCGTGATCATATCTCTGATTCAGACGGGCCGTTTGACACATTCCCATCCG
GATAAAGCCGGGTCGCTGTCTTCTAGCAGAGTTTGGCCACGATGGCAGCTTCACAACAGG
AAGTACTGGCGGGTTTTTCTGTCCAGTCGATCCCTTCCGAGCCTCGTTTCTGTAACTTCC
TGAACGGACGGCGGCCTCCAGTAACTGGAACTCATGGAACTGACTCTAGACGTGATTTTC
AGAGAAAACTCTGCTCCTGTTGAAGCCTCGTCCCAAACCCAAATGTGCTTCAGACGTCGA
CAAAGCCCTGCTTCATCACTGTACGGCCCCGGTCATGTCACTGTACGTCAGCTGAGATTC
TTCACATGTTACACTGCACAAGCTTCTGTGTCAGAAGGATATGTTTATTCATCTTTTGTC
TCTCACATTCAGATTGTCAGCTCTGATAACGTCTCGGTTTCCCGTCTAAAGCCTCCCTGG
GNAAAGAAATAAAAGA
>CL1759Contig1
TGCAGGNAATTCGGCACGAGGGTAACATGATCCTGGACTGCTGCGCTCAACAGAGGACCT
ATGAGAAATTCTTTGGCCTTCTAGCGGGGAGGTTTTGCCTACTAAAGAAGGAGTACATGG
AGAGTTTTGAGGCCATATTTGCAGAACAGTACGACACGATTCACCGGCTGGAGACCAACA
AGTTGAGGAACGTTGCCCGCCTCTTCGCTCACCTGCTTTACACAGACTCCGTACCGTGGA
GTGTGTTGGAGTGCATCAAGATGAGTGAGGAGACGACCACATCGTCCAGCAGGATTTTTG
TTAAGATCCTCTTCCAGGAGCTTTGTGCTTACATGGGCCTCCCCAAACTCAACCAACGGC
TGAAAGACACGACTTTGCAGCCGTTCTTTGAAGGTCTTTTTCCTCGTGATAATCCCAGAA
ACACTCGCTTTGCCATCAACTTCTTCACCTCCATCGGTCTGGGAGGACTGACAGATGAGT
TGAGGGAACATTTGAAGAATGCTCCAAAGATGATCATGACCCAGAACCAGGAAGTTGAGT
CCTCTGACTCCTCATCTTCCTCGTCGTCCTCCTCAGATTCCTCCTCAGAATCTTCTAGCG
AATCTGATTCTTCATCAGACTCCTCCTCCTCCTCCAGCAGCTCAGACTCAGACAGCAAAC
ACAAAAAGAGAAAAGGACGCAGAGAAGAGAAGAAAAAGACTGAAAAGAGCAAGAAGAAGG
AGAAGAGGGAGAGGGAGAGGAATAAAGAAAACCGAGACAGAAACAGAGATGACCGCAGGA
GGAGATAAAACTCCACACCTGCAGCAGGGAGGGATGACCTCCTTCAACCCACCGCTACCG
CTCTGCTGCTGTCGATCCGGGACCCGCCGCTTATTTTCCTCTTTTATTTTCTCTATGAAA
TGAGATCTAAACTGTTTTAGAAGTTTCTTTGTAAATTGTGAGTTTTCCAGTCTTTTTGGC
TCATTTGTAAAGAGTTTAGTTTTCTTGCAGGAGATCTGTTTTTGGTATGGAGCTTTTAAA
GGAACAGTTCGTCCTTTTTCTGCTGTAAAAACTGTCAAAGTGGCGCCAGTTTCATTGAAA
CCGTAAAGTGGCAAATATTGTTAATTCTTTATTACAAAAAAAATTAAGTTCTTTAAAACT
TTGCAAATAAAAAAACGTATCAT
>CL1759Contig2
TTCGGACGAGGCAACGATGAAGACGACGATGACGACGAGAAGGCAGCGAGGAAGGACCAG
AGGAAGCACGCACCAGATTTGCCCGAGCGCGCCCACGAGGACTCCCGACGGCGTAGGCGG
GACGAAGGATCAGAGGAGGAGGAGGACAGAAGACGAAAAATGGACAGAGCAAGAGATGGA
GAGAGAAACATGGAGAGGGAAAGAGGGAGGGATAGAGGGAGGGAGAGAGAGGTTGAGGAG
AAGAGGGAGAGGGAGAGGAATAAAGAAAACCGAGACAGAAACAGAGATGACCGCAGGAGG
AGATAAAACTCCACACCTGCAGCAGGGAGGGATGACCTCCTTCAACCCACCGCTACCGCT
CTGCTGCTGTCGATCCGGGACCCGCCGCTTATTTTCCTCTTTTATTTTCTCTATGAAATG
AGATCTAAACTGTTTTAGAAGTTTCTTTGTAAATTGTGAGTTTTCCAGTCTTTTTGGCTC
ATTTGTAAAGAGTTTAGTTTTCTTGCAGGAGATCTGTTTTTGGTATGGAGCTTTTAAAGG
AACAGTTCGTCCTTTTTCTGCTGTAAAAACTGTCAAAGTGGCGCCAGTTTCATTGAAACC
GTAAAGTGGCAAATATTGTTAATTCTTTATTACAAAAAAAATTAAGTTCTTTAAAACTTT
TGCAAATAAAAAAACGTATCATTGATGAACAAAAAAAAAA
>CL1760Contig1
TGGTCACATGTACGGCTTCTCCTTCCTGGAAGAGAACTATTCGCATCAAAATGCTATGAA
AATCACCACCACCCACCAGTTGTTGGGAGACGTGCACCACGTGGTGGAGGTCCTTAACGG
GCTGCAGCTCANAATGAGCATCTTGCAGAACAACCCAGACCCTGACCTACATTTGTGGCG
TCAGCCGTGGAAACATTTGGAGAGGTCTCGGACCGGTCCTGACTGTTATAAAGATGGCAG



CATCGTCCCGTCTCCTGTGACGCCCAGTGAGGACATGAGTCGAGGAGAGATCTTAATGTC
CAACGCTCTGGAAAAGCTCAGCCGCGCCGCCACAGCGGCCACCTCTTCTTCATCCAGCTC
CTACTCCCCTTTCCCATCCTTCCAGGATTCGTACATCAACAGCGACCACTGTTACCAGAA
GCCGCGGGCATATTATCCGGCTGTGGAGCAGCGCCTGGTGGTGGAAACCAGGCAGGGCTC
AGAACTGGAGGACAGTTTGAGAAGCACAGAAGAGCTGCTGGAACGGGAGCAGTGCTACGG
CAGCCTGCTGGAGATGGAGAAACCGAAGAAAACGGGCATCAGCAACAAGGCTTCTATGGG
GGTCGGCTTGTGGTCACAGGCTGAGAAAGAGGATGGAAGGAACTCTGCAGAGACTGGAGA
CATCAAGCAGCTGCAGCAGTGGCAGATGAACCTGCTGGATCACATCGATGCAGTCCAGGA
AGAGGTCTCCCACAGGATGGACTTCATTGAGAGGGAGTTGGATGTGCTGGAGAGCTGGCT
CGACTACACTGGAGAGCTGGAGCCTCCTGATCCCCTAGCACGTCTGCCTCAGCTCAAACA
GCGCATCAAGCGGCTGCTTTTGCAGCTGGGCAAGGTACAGCAGATTGCCCTCTACAGCTC
CACATGAGGGCGCTAGAGATCTGCGTCAGTATCAGTCACTGCACAGTTGGCTGGAACCCT
GATGTGTCGGAAGCTCACCGGTCGCAAAGATACCTGCATAAGTGCAAGTCCCAGATTTAG
GTGGTTCAGCAGATTATCTTTGACCTCATATGTGCTTCAGAATCCAGTGCTGCATGCGGA
TAGAACGTTCGTGTGAACATCTGGAAAGCATGGCGGATCAGGATGCAACACGTAAAATAA
CCTCATGAAAACAGGAGAGAACCCCGTGGACCAGAATACACGTTCTTAATGTGTGTCTCA
ATGCAACTTCAAACCTTACGATTGCCTTTTGTCTGAGCTACTGCTAAGGTTGCCCGTCTC
TCTCAGTACACAGTGCTTTATACGCAGGAGCTTTATAATCCAGTTGCAGTCGAGTACCTG
AACCAGCTCTTTGCAACAGCATTTTGAGCACATCTTCAAATGGTCTTTTGCATCAACTGC
ATCACTAAATTTAGTTCTGACATACTATGTTGAAATCCTTGCCATAAATGTCCGTAAAGT
TAAAAGAACCTGTATAAAGGTTTTTCATTTTCTGAAGGGTTTGTTTCTCATTGCACTGTG
AAGTTATTTTTGTCTGGCATGAAAGGAGATTCTGTTTTTACCTCCGTTCCTCTCCGTCTA
CTCATTCATGTTCCCGTTTTATCAGTTACTGTACCCCTTTTTTAATTGACCCTTTGTTGG
CGCTGTAGCATTTGATCTGAGATTCAGTGAGAAAAAGTAACGTGGATTCTTAAACTAGCA
TCTTGTGTCCGTATGGAATATGTAGAAAAAATCAAACATTTTTTTGGTTTTTCCCCTTCC
CTTTTCATTTGCTATATTTTGGTTGTTTATATATTGTCATTCACAAATGTATTCCGAATT
GACAATGTTTTCCCAAACACAGATCTTGTGTAATGTGTGTGTCTTAGAAGCCGGGAAAAT
ATTCAAGACAATGCAAACAGATTTTGACACGTTAATAAACTACCGTTGTAATAAAAAA
>CL1761Contig1
AAAAAATCAGGTAGGCTTGTGTTGCACTGTGCCAAGGAGCATGAAAGGCAGTTTTTCTAT
GTATTTTTTATTTTACACAGAAATACACTATGCACTGAGGTTAATTATCTTCTTTCCTTT
GAACATTTCAGCCGTACAAGTGAGCTCAACCTAGCAAAGAACTTTTCAGTAAACTCTGAA
ATGTATGCTTCTTTTGTTTTTATTGCAAAATGATCGCCTTATAGCTTGCAACAAAAATGT
CAAATTTTACTTTTTTCAATGTGTATTGAGTTTAGAAAAATAAAACAATTCAAAAGGGGT
CCCATATCAAGACGTTATCGTGGCAGATACTTTTCATTTAGGGCTAACTATTCAATTTAA
TCACCAAAAGGAATACAAACGTTACGCTGCTTTTGGTGAATCTGCTTTTATTTTGAAAGG
TAGAGTTCCTGTGTCGTCGTCCATGTCTGTTGCCTTGACGACCTCGTTAAGCCCTTCTCC
TTGTAATTCCTTAAGAGGCACTCCATCACTGACGCTCCCATCTCCCTCCTACCTGTGCCG
TCTTTGCACGATTACGGAAGTCCTACCTTTCATTTTAAACACTTGCGAAGGAAAATAATT
TTGAAAAAAGCAAAAATGGCCAGCAGCTTCACCAGAATCCTGTCCTCCAAGCGTAACGTT
GGAATCCTGTCGGTAGTGGCGGGGGGCTCCATAACGGCCGCTTTTCTCTTCAAACGGGAG
CATGTCAGCGCCGGCGCAGTACCGGTCCGCAGGATATATCCCGCAAGTGCAGAGTATCCT
GACCTGCGCAAACACAACAACTGCATGGCAAGTCACCTGACCCCTGCTATCTATGCCAAG
CTTTGTGATAAAGCCACTCCCAACGGTTTCACATTGGACCAAGCCATCCAGACAGGTGTG
GACAACCCCGGGCACCCATTCATCAAGACAGTTGGCATGGTTGCAGGAGACGAGGAGTCA
TATGAGGTATTTGGAGATCTGTTGGACCCTGTCATCACAGAGAGGCACAACGGTTACGAC
CCCCGCACCATGAAACATCCCACTGACCTAGATGCTAGTAAGATCCATTCGGGGCAGTTT
GATGAACGCTATGTGTTGTCATCCCGAGTGAGGACAGGCCGCAGCATCCGGGGGCTCAGT
CTGCCCCCCGCCTGCACTCGGGCAGAGCGTAAAGAAGTGGAAAGGGTGGTGATAGATGCC
CTATCTGGTCTCAAGGGAGATTTGACTGGGAGATACTACAGTCTGACCCAAATGACAGAG
AAGGAACAGCAGCAGCTCATTGATGACCATTTCTTGTTTGACAAGCCAGTGTCCCCCCTC
CTGACATGTGCAGGCATGGCTCGTGATTGGCCAGATGCTCGTGGTATTTGGCACAACAAC
GAGAAGACGTTCTTGATTTGGGTCAATGAGGAAGATCACACCAGGGTCATCTCCATGGAG
AAAGGAGGCAACATGAAGAGAGTCTTTGAGCGGTTCTGCAGAGGTCTCAAGGAGGTGGAG
CGTCTGATCCAGGAGAGAGGATGGGAGTTCATGTGGAATGAGAGGCTGGGTTACATCCTC
ACCTGCCCTTCCAACCTGGGCACAGGCCTCAGGGCTGGGGTCCATGTCAAACTCCCCTTG
TTGAGCAAAGATCCTCGCTTTAGTAAAATCCTGGACAACTTGCGTCTTCAGAAGCGAGGC
ACTGGTGGAGTGGACACCGCCGCTGTGGGTGGCGTGTTTGACATTTCCAACCTGGACCGC
CTCGGACATTCTGAGGTCCAGCTGGTGCAGACAGTGATTGATGGAGTCAACTACCTTGTT
GAGTGTGAGAAGAAGCTGGAGAAAGGCCAGGACATCAAGGTGCCCCCACCCATTAAGCAG
TTCAAGTAGACACTAATCCCCCCATCTTTGCACACAGACCTCTGAACACACGTGCACAGA
TACCCCACTGTCTGTCATAGATACCTAAATATCTATGCGTTCCTCTCATTTACTACTATA
CCTAATCACACCTTCCTGTTCAATAATATAATCTATAATTTAATCTAAATGTTATTTGTA
GTGGTTGTTCAATTGAATTCAGTTGGAGCTGCAGAATGTTAGAGCTCAGATCCTAATCTG



ACTCCTGAGAGACAACAGTGGTTTGTTGGCAGAAATGTTGTGGTGGTCATGATTGACTCC
TCTGCTTGGCCAAACAATATCTACTGCTTTGCTCCAGACAAGTCCTTTTCCCACTAAACC
CCAGCTTTACCCTGCCTCATCCACGTCCCGCTGCATGTCTGCACGCAGCCTGTCTCCTAC
CTTCCCTCATGGTTAATATCTGGTGTTTATATAATCTTTCCATTTTTCGTTTTTTTCTCC
ATAGTGCACTATACGTAGAGAATTTATTTTCTCCATTTTGAATGGGTTTGAATGTAGAAT
TACCTTCCAAAATAGGATTTTGTGAATGGTAAAGTACAGGTGATGAAATAAAATGTTCTA
ACTCATAAACAAAGTTCGAGTCTGAACCAGAAGCTTATGAAGCAATATTGTAGGAGCTAT
TACTGAATGTCAATCTGTCATGTCTTTTATTATAAAGA
>CL1762Contig1
AATTCGGCACGAGGAAGCGGGCGCCCAGGAGATGAACTCTCTGGACCCTAGTTGTCTGTG
GACTTTGATTATTGTTTTTTCCCTTCATAACATTTTTAAAGAAGCCAACGGTTTTTTTTA
GTGTTTTTTTAAAGGAGTTGTCTCTGAAATCCGAGGCAATGGGGGAGCAGCCGATCTACA
CCACCAGAGCCCATGTCTTCCAAATTGACCCAAGCACCAAGAAGAACTGGGTTCCTGCCA
GCAGGCAGTCTGTCACTGTTTCTTATTTCTACGACAGCTCACGTAACAGCTACCGCATCA
TCAGCGTGGATGGAACAAAGGTTATCATCAACAGCACAATCACACCCAACATGACATTCA
CCAAGACATCGCAGAAGTTTGGGCAGTGGGCAGACAGTAGAGCCAACACCGTGTTTGGGT
TGGGCTTTGCCTCGGAGCAGCTCCTGTCAAAGTTTGCAGAGAAGTTCCAGGAAGTAAAAG
ATGCAGCCAAGCTGGCAAGAGATAAATCTCAGGAAAAAGGAGAGACGTTGAGCAATCACT
CACAGGAATCTGGACGCGAGACTCCTTCATCCAACCAGGCATCAAGCATTAATGGAACAG
ATGATGAGAAAATCTCAATTGTCACTCCAGAGGCTGCTGTGTTGAAGAATGAAAATGAAC
GTCTCAAGACTGCAGTAGAACAAAGCAACACCAACGCCAAGAAGTGGGAAACAGAGCTTC
AAACTTTGAGAGAAAACAATGCGAGGCTGGTGGATGCACTGCAGGAGTCTTCTGCTAATG
TGGAGAGCTGGAAGAAACAACTTAGTGTCTGCAAAGAAGAGAGTGACACACTCATACAAA
AGATTGCAGAACTAGAGGCTCAGTGTAATGAAGCCAATCAAGAGAAGCAGAAGAACGCCC
AACTGACCATTCGAGTGCAGGAGCTGGAGGCTGAGCTGCAGGACAAGGAGCAGGAGCTGG
AGAACCTCAGAAAACAGGCAGAGATAATCCCACAGCTGATGGCAGAGTGTGAGAGCATCG
GTACAAAACTACAGGCTGCAGAGACCAAGAACATTGAGCTGGAGGGGAGGATTGCAGGCC
TTCAGACGGACATAGATGACAGCAGACAAAAACAGGGCAACATGAAGGGCGAGCTCAAAA
AGTTCATGGATATTCTAGATGGCAAAATCGATGAGCTTCACGAGTTTAGGCAGGGACTCT
CCAAACTTGGTGCTGATAACTGAGGGTGGGGAAAAAACAGCAGTGGTGTGAAAAGCTGAG
AGGTCAGGTATGAAGGATTCACTACATATGTCCTCAGGACATCCAATACATGCAACCTAC
GCATCCCATAAACACAAAAGGGGACATTTACTCAAATACTTTCAGCTTTAGTTTGTAAAA
AAAAATAAAAACTATTCGAGATAGAGGAGGAGATTGACATATAAGGGAAAAAAGCCAGCT
TGCTGTGCAAAATGGCTCCATTTTGTGTGCTGGCATTGTGGAACTACATTTAGTGTCACA
CCTAAAGCTTACTCATCTATTTCTGTGGTGGAAAATGGCTTTAAAAAGATGGTGGCGGCT
TCATAGATCCTTTCCGTCTGTCCTGTTTCAAAGGCTACAGAACTCCTGCACAAGCTGTAG
AGGAGGAGACATTAAAGGGCTACAATGAACAACACAAAGACGGCGCAAAGTAATAATTAG
TGTTAATCCTTGTGGCCCCCTTTCAGAGAATTTGCAGATGAAGCAGACTGTCCTCGTCAT
TGCCTCATGCTTATCTCAGGTGTCTCAGAAAACACTTTGTACCCATTAGATTATAGGAAC
ATTCACAACAGATGGCCATGACACAAAGTGCCTCCAAGTGCATCTTGAAAGAAAGCTGGC
CAATTGATGCCCATCCTCACAATGACAACTGGATGATTTTTTTTTGGGATAACCAGAAGA
TGAGTGGGATTCCTCTGTGATGAAATGAGATGAAAGAAAAGGTAGAAAGGGTGTTCTCCT
GAGAGTGTCCGTGGGGAGAGGTTTTTGTGGACAAAGCAGCTGTTTGTGTAAAAAAAAAA
>CL1763Contig1
ACTTTATTATGGATACAGTGTAGAAAGCGAATTTCCAGTCAATGCAAATGGCCTCCACAA
CATTACACAGTGAAAAACAAAAAAAACAAAAATCAAAAGAGAGAAAAAAAGAAAAAGAAA
AATCAATATTTAACCCACAGAAAAAGAAAATCCTGCTTCCTCTGCTACTCTACCGCCCTC
TGCTGGGCGTCTAAGGAGCATCACTCCCCGCTTTTCACCGGTTCAATGATCGCCGTGACA
ACGGCCGAGGGGGTTGAACTAACAAATATACACCAAGATCCCACAGTGGGAGGATGCGCC
GACACCCCCACCTCCCCCCGCAACCTGCTGTGTCGCTGATGGAAGGGAGGCGGCCGCTGA
AGAAAAAAAATGGAGGTGAATGATGAGGGGAGTGAAAATACATTACATATTATACACACA
GACTCGCTGGGGGAACCATCCGGAGGTGCAGCTCCTTTCTCCTCCTCCTGCTCCCATTAC
CCCCACCTGTCTTATTGCCAAAAACGGAGCAAAAGAAACGACAGACCCCGAAAACACCTC
CAAGGATGACGGGGACGAAGGCGGCGGCGGTGGCGCGGCGTTCGAGACGAGAGCAGGCGG
AAAACGAAGGGGGAGCACCGAAGTTTTGGAAAAAAACCAAGGATATCCTAAATGTGCTTC
TTTACATGATATCAAAGCGGAGCATTCGTCTAGATTCATAGAAGCTTTTTCATCGTTTGA
AGTCACGTGATCACGAGAAATATCTAAATGTACAATCTTGCTAGAATGACAATCTACATC
TGAGAAGGATCTCACCAGAGCAGCGTCAGATTAATTCCTTTTTTTTATTTTTCTTCCTTC
TCCAAAATCCTGTCGTCATTGTTGTCATGCACTACAGAACAGC
>CL1764Contig1
GGNAGAAGGAGTGGCAGGTTGGGGACTCCTGCAGTGCGTATTGGTCAGAAGATGGCCAGC
TTTATGCTGCCACCATCTCTTCTATAGACTGGATCAAAGGCACCTGTGTAGTTGTCTATA
CAGGTTATGGCAACGAGGAGGAGCAGAACCTTGAGGACCTGCTTTCAGAAATTTCCGAGG
CAGATGAGGAATCTCAGTTTAAGAGAAATGAAGCAGAATCGTCCACTGAGGAGAGTGACA



GGTCGAGCACGCCAAACCTAAGCAAACATCAGCCACACAGTCAAACTCAGAAGTCCAGAC
CCATCAAAGGATCTCCTCCAGTGTGTCCTCCTGGTTTCCCTGGGTTTCCTCCTGGTCCAC
CTCCCTCGCAAGCGTTCAGACAGAGGAAAAATCAGCAATCCAGTGATCCTGGACCTGTAC
CTCCTCCCTGGCCTCCCATGATGCCCTTTGGCCCACCTATGATTCCTCCACCTCCACCCA
TGAGTCCTGACATGGTGGATGATGAAGCCTTGGGAAGTGTGCTCATTTCTTGGTACATGA
GTGGATATCACACAGGATACTACCTGGGGTTAAAGCAAGGACGCAAAGAAGCTGCCAAGT
GGACAAAACTGCACCACAAATGAAAGGAAACATTTGAGGGATTTAAGACCTTCTACTTTT
GAATGAACTGCTTTGGTCATGTTGGTAAATCAGTTCAAAATGTCTTTGATTCATTTGTAA
ATATAGTAAAATAAAGACTACTACGACCGTGTTTGTTCAGTGTTTTTTAAGAAAATATGA
AGACTTGAAAATAAAATCTAAACTTTTATAGAAAAAAAAAAAAANAAAAAAAAAAAAAAA
CCCT
>CL1764Contig2
AAGCAGTTATTAAAAGTGAAGGTCTTAAATCCCTCAAATGTTTCCTTTCATTTGTGGTGC
AGTTTTGTCCACTTGGCAGCTTCTTTGCGTCCTTGCTTTAACCCCAGGTAGTATCCTGTG
TGATATCCACTCATGTACCAAGAAATGAGCACACTTCCCAAGGCTTCATCATCCACCATG
TCAGGACTCATGGGTGGAGGTGGAGGAATCATAGGTGGGCCAAAGGGCATCATGGGAGGC
CAGGGAGGAGGTACAGGTCCAGGATCACTGGATTGCTGATTTTTCCTCTGTCTGAACGCT
TGCGAGGGAGGTGGCTGATGTTTGCTTAGGTTTGGCGTGCTCGACCTGTCACTCTCCTCA
GTGGACGATTCTGCTTCATTTCTCTTAAACTGAGATTCCTCATCTGCCTCGGAAATTTCT
GAAAGCAGGTCCTCAAGGTTCTGCTCCTCCTCGTTGCCATAACCTGTATAGACAACTACA
CAGGTGCCTTTGATCCAGTCTATAGAAGAGATGGTGGCAGCATAAAGCTGGCCATCTTCT
GACCAATACGCACTGCAGGAGTCCCCAACCTGCCACTCCTTCTCCCCTGGTCCATTGTTT
CTTTTCCTGCTCTGGTTCTTTTTGCTGTTCTTGCGTTTCTTCCCTGGGGGAATTTTCTTG
GAAGATTGTGGTTCACCTTCCCCCTTCAGGGCAGTCTTGAACGATGCTACTGCTTTGTCA
TATGCTTTTATGAGAGCAGTGTCATCCCAAATATCTGAATCATCACTCTGTCCACTTCCA
CGACTAAACAACACTTCTTTACACCCATTCGCCATGTGAAACGTAAATGCGATCCAAGCT
ATTGCTAAAGTCTA
>CL1765Contig1
AGGAATTCGGNCGAGGGGAAGGGGGGGGAGTGAAAGAAATTTGGCATAAATGCAGAAATC
TCTGGTTGAACTGCAATACTAAAATAAATCATGAACATTTCGGAGTCAAAGACCATCACT
GTAATCGGCAGTGGGCTCATTGGCCGCTCCTGGGCTATGGTGTTTGCCAGCGGAGGCTAC
AGTGTGAAGATCTATGACAACCAGCCAGGACAGGCTGCCAAAGCTATCCTTGAGATAAGT
CAGCAGCTGAAGGAGTTGGAGGAAGCCCACATGCTTAGAGGGGAGCTCACCGCCACACAG
CAGCTCACCCTGATAAGCAGCTATGACGACTTGTCTCAGGCCCTGGAAGGAGCCTTCTTT
GTTCAGGAATGTGTGTTCGAGCAGCTTGAAATCAAGCAGAGCGTCTTTCAGGAGGTTGAG
CAGATTGTGGGAAAGGATGTCATCCTGAGCAGCTCTACCTCATGCCTGGTGCCAAGCAGT
GTCTTCTCTAAACTTCAGAACAAGAGCCGCTGCCTCGTCTCTCATCCGGTAAATCCACCT
TACTATGTCAAACTGGTGGAGCTTGTACCCCACCCTCAGACGACAGCAACCATCATGGAC
ACCACCCATGCTCTGATGACCAAAGTTGGCCAGGTACCTGTCTGCCTGAAAAAAGAGATT
GATGGCTTTGCCATAAACCGGGTCCAAGCAGCTATTATCGCAGAGTCATGGAGGCTGGTC
CAGGACGGCGTTATCTCAGTGAAGGACATTGACTTAGTGATGTCAGAGGGACTGGGAATG
CGTTATGCTTTTATAGGCCCCATGGAAACAATGCACCTCAATGCCCCTGAAGGTTTGGAA
GATTATATGAAGCGATATGGCAAAGGCATTCAGAGAGTCCTGACTTCATTTGGGCCTGTG
CCTAACTTCTTCGATCAGGGAGCCGGGAGCATCGTTGAGGAAATGTGTGAGCTCATTCCC
AATGATGAGCAGCATTTGTCAGCAAGGAAGGAGAGGAGGGATCAGCTTCTTATGCAACTG
TCCAAACTGAAGAAAGACCAGTGAGAGCGCCATCATCAAGAACAACTTTATAATAAATGC
ACACATTTATAGATCAATAAGGACTTTAATTGATTGTAAGGGAAAACCTCAAAATACTGC
ATTTTGAGGTGGTAAAATTCTACTTTCTCAGCAATCTAGAGTGTAATTCATGAAGGATTT
GATTCTCTTTTAAAGTTTTCTAAAATGTGGGAAGCATTTGTAATGTGATGCTGTTAAGAT
ATGTTTTCTCAATAAATTCAGTTCA
>CL1766Contig1
TTTNGTAGCAGATCNTGCAGGACTGTGAAAAAGTCTCGGTCATTTTTCTGATTTAGTGTA
ACTAAAAAGTTTTTAGAGTTTGGTTAAAAGAAAAATAAAAAAAACTCTGAAATGGCTCAG
TGGGATTAAAAAATAAAAGTCTAAACTTTACCTATACTTCACAGTGAAGCTTGACAAATG
TTCTTCCTTAAAATGTACTGGTAGAGAGCACAAGCCATCATTTATGGCAAGAGGAGCTGG
TTCTGAAGCAGCAAAGCAACCACAGACCACTGCACTACCACCACCGTGTTCTGATAACAG
ATATGATGTTACCATTTTGAAACACTAGCAGTAAAATACTTAATTTATAACGCTGAAAGC
TACTAAAATCCACAAAAAAAATAGCTTGAAAGTTTTGATCAAAGCAAATGTTCTTCTTTT
GTTCTAGTTAGACATCTATCCGTGCTATTATTGATCAGTCGCTTCCGTTTTGGTTAAATG
AACAAGTGAGTCCCATGTTTTCCTTTATTTTTTCATAAAAGCAATTAGGTCTGGGTGGAT
TTTTGATTTAACAAGTGAACCCATCATTTAGCTCATTTAGTTTTATTCACAATATCTTAA
TGTTTAAAATCACTCGACTGAATGTTTGAAAACCAGGAGAAAAAAATGTAATAAAAAAAA
GAGGGGAAAGGTGTTTTTTCACAGCACTTAAGAGTTAGCTTCAAATCAATATATTCATAA
CATCATTAGAGGAGAAAGCAGCAGAAAGACGCTCATATGCCTCAGTAAAGAAGTTAGTAA



GCTTATTGATACGTTTCCCCCAAACTTCTATATGTTATGGGAGCATCCCAATGATTAAAA
ATCAATGCACAGCTGATACAAGAATTAACTCGTCTCTGTATGAAATGTTCATGCTGTGAG
GAGAGCCCTGCAGTGTTTCCCTGTAATCAAATGCAGAGAAAACAAATCTTAGGGCATGCC
GTCAGTCTCCTCTGCCTCCACGAGGCAAGACTCGTCTGTGTCTGGCACTCGGAACGGCGG
GTGGTACTCAAACGCAGTGAAGATGGGGGAACCGGAGTTCTGCCTCTGGTGCACAAACCA
GATTCCCGCAGAGACTCCCACCACAGCCACCACACTGAGAATAACCAGGGTGGAGAGCAG
CGCATTGGGTTTCCTTTTTGGCGGATCTGCCTTCTGAGCAGTTTCACAGATCACTCCATT
CTCCTCCTCCTCATCACAGCTGACGTTTTCCCATCTTCCTGAGATGCTGTGCAGAGCCGC
ACACGTCTCCACCTTCGGGAGGTCGGACGGATAAGGGCTGTACTCCCAATTAGTGAATGT
TACAGGCTTGTCATTGAACCACCTCATGGTATCAGTGTCTGTGTCATAATACATTCCCAG
CCACACGTTGACGTTGCCTTTCCACACTTGTGGGCTATATTTAATGACAAATTCATTCTC
TTCCGCACTGTGGATGGTCAAAAGTTTGAAGCCTCTGCAGATTGTTTTAGCGCTGTCGAA
AGTGTAGCTTTTGATCGCTTCCTCCTCTCCGTGGACAAAGTGGTAACATTTGGCTCCAAA
TGTGACCCAGGTACGTCCGTCTGCTGGGCAATCTCCTGCGCAGCTGAACTGTGCCTGAAT
AAACACGGCGGAACAGATTAGTAACGACCTAAAAACCAATCTCCTTTCCTGCGACTCCAT
GACAGCACAAGGAACCGTCTACTGTTGCTGCTGTTGTTTCGAAATTTGACTTCCCCGGCC
ATA
>CL1767Contig1
TTTTTTTTTTTGTCAGTTTAAAGTATCAGATTATTCGGCTGGATGTGGCTGATACAAGGA
CCGGTGGGGTGAAGGTTCAGTCATCAGTGACAGAGACAGGCCAGATCAGGTCTGGAGCAG
CTTCTACTCCTTCCAGCTCTCAGTCTGCAGTTCTGCAACTCTCAGTGGTAGCCGTTAGTG
AAGGCTGTTGCAATCAAAGGGCCCCCCAAACTGTGGCTGAATCCAGTGCTCGGTGCGGGG
CTGGCAGCGCTGAGGTAACTGCTAACAGCTGACTCCTGACTGGCTGTTCCATAAAGGTCA
GCCATTGGACCTGGGCTGCTTGTACCTAAGAATCCAGCTGAACGAGAAGGAGTGGAACCT
CTGACAACTGCTGCTGCCGCTGCTGCTGCAGCCATCGGTCCGTATGCTGTAAGAAGAATG
GCTGTGAGCTCAAGGGGGTGGGGTGAAGTCAGAAAGGGAGTCCTCTCTAAGTGGAACTCA
GGGAACTGGTAGGTGTATCCGGGAGTGATGCCTGCATAGCTCCGGCTGGTGTAAGTGGCA
GTCTGGAAGCCTGGATAACCCAGCATGCCAATGCCCAGCATGAAGGC
>CL1767Contig2
TTCGGCTGGATGTGGCTGATACAAGGACCGGTGGGGTGAAAGTTCAGTCATCACTGAGAG
AGACGGGCCAGATCAGCTCTGGAGCAGCTTCTACTCCTTCCAGCTCTCAGTCTGCAGTTC
TGCAACTCTCAGTGGTAGCCGTTAGTGAAGGCTGTTGCAATCAAAGGGCCCCCCAAACTG
TGGCTGAATCCAGTGCTTGGTGCGGGGCTGGCAGCGCTGAGGTAACTGCTAACAGCTGAC
TCCTGACTGGCTGTTCCATAAAGGTCAGCCATTGGACCTGGGCTGCTTGTACCTAAGAAT
CCAGCTGAACGAGAAGGAGTGGAACCTCTGACAACTGCTGCTGCCGCTGCTGCTGCAGCC
ATCGGTCCGTATGCTGTAAGAGGAATGGCAGGGAACTGGTAGGTGTATCCGGGAGTGATG
CCTGCATAGCTCCGGCTGGTGTAAGTGGCAGTCTGGAAGCCTGGATAACCCAGCATGCCA
ATGCCCAGCATGAAGGCGTCCATACCGTATGGCATAACCCGAGAGCGTCCCCTAGCTGAG
CCTGTGGGAGACATCACCTCCTTGGGCTGGGCTTTTTTACACTCCACCATTTTGTTGTTG
ATCTCGTGGAAGTGAATTTCGCAGACTTTTTCAACCACATCTTCATTCTCAAACGTCACA
AACCCAAATCCTCTATGTCTGTTTGTGGTCTTGTCAAACATGAGCATAGCATCGTCGACC
TTTCCAAACTGGTCAAAGTATTGTTTGACGTCCTCGATGGTTGTGTTCACTGACAGGCCG
CCCACAAAGATCTTCTTAGTTCGAGTCACCAGCTTGGGTTGAGCTCTTCGAGGGAAGGCC
ACTTTTGGATCAATTGTTTTTGAGTCCAGCTCATGCCTGCTCTGAGCCAAAACTTTATCC
ACGCCGGCCTGGTCAACAAAAGTGACAAATCCAAACCCCCTCGAACGCTTAGTAACTGGA
TCCCGCATCACCATGCACTCTTTCACTTCGCCATACTTGCAGAAGTACTCCTTCAGACCC
TCTTGTGTTGTCTGCCAGCTTAGTCCACCTATGAACATTTTACAGGGGTCGTGGGGAGAG
TCCGCGTTGGACAGGCTGCTCTGGCTCCCTTCTGTCTCCATTCCGTGTCCTCGAGCCGTG
TGCCCCGGCCATAATGGCCGGGTTTAACGGC
>CL1768Contig1
TTTTTTGGTGGTGGTGTGACATGGCACTCACACTCATGCAAACCCACGCTCACCTACTGC
ACAGTCAGAGCCGCACACTTAATGTTACAGTGATTACACAAAAGGAAGCTGCTACATCGT
CAAGTGCTCAAAATCCACAGTTTGGCAGCTTTGGGAGTCAAAAAGGAAAATACCAACAAA
ACAGAAAAAAAAGACTTGTTAAAGCACTCGCAGACTATATCCCTCATTTTATAAATATTT
AGGTCTTAAAGATATTAAAGGTTGCCCGTACACGTGAACAATGTACTTCAAGCCCTATCA
AACATAATTAGTTAATATTTATTAGTCTAACCAGCGTAAGGATGAAAATATAGTTTTGCT
ATACTCTAGATATCCTGTGATTCCACGTATTTGACAACAGCCATGAGTGTTTTCTTGGTT
AATTTCTGTTTTTCTAAGATGTTTACGCTGTGATTTAATAAGCTATTCTAATATGCTAAA
CAGGGTTTGAACTGCAGTCCAGGGAAGGCGGCGCGATCAGGTGTGGTAATCCAATCGACC
ACCTAACAGGACCCTTGGCGACTGGCGCACTAACAGTTGCATCCCTGCTGTTGGAGAGGC
GGTGCACTGTCTGTGAGTTTGGCAGTGGGGGCTCCCGTGGTGACGGCCGGGTCAGTGTCC
AAACTCTCAGACATCTTGTCGCAAATCAGGTCGACAAGACGTTCAAAGGTCTGCTTCACG
TTGATGTTGTCTTTGGCGCTTGTCTCAAAGAACTCAAAACCAAGCTGTTCTGCCAGCAGT
CTGCCACTCTCCACTGAGACAACTCTCTCTTCTTCCATGTCACATTTATTCCCAGCCAGC



ACCACCTGTGCATTATCCCATGAGTAGGTTTTTATCTGGGTCGACCAGTCCTGCACGGCA
CCAAAGGACTCCTCGTTGGTGATGTCATACATCAGGATGAAGCCCATGGCGCCACGGTAG
TAAGCAGTGGTGATGGTCCTGTAGCGCTCTTGGCCTGCAGTATCCCAGATCTGCAGTTTA
ATCCTCTTGTCGTTCTTGTACACAGTCTTCACTTTGAAATCTATGCCCACTGTGCTGACG
AAGGCTGAAGTGAAGGCGTCATCAGCGTAGCGGAACAGGAAGGACGTTTTACCCACGCTG
CTGTTGCCAATGATCAGCAGCTTGAACATATAGTCAAAATTTTGATCTCCTCCCTCCCCT
TTCCCTTTTGCATCCTGAGTGGCAGCCATCTGCGTTGAAGGCTTCGGTTCCGTCTGTGTG
CGTCCCTCTGAGGTTCGATTCCCTTTTATTGTTATTTATTTATTTTAATTTTTTTTTATT
CTAGTGCAGTCGTGGATTTTTTTTCCTCCTTCCTTCCCTCGTGCC
>CL1769Contig1
TTTTTTTTTTTTTTTTTTNTTTTATGTAAAGCACAACATATTCCTTTATTTAATAATTCA
CTGCCTTTGGCCAGAACAGAACATTTACAATAGTCCACCTCCATTTCTCCCCCAGCTCAA
ATTAAAGCCAGGACGATGGAGGTGATGACGGACAGGCCGATCACGACGTAGCCACTGCGG
TTCACCTCTGGAAGTCTGAAGCCTTTGCCGAGATCCCAGCACAAGTGACGGATGCCGTTA
TAGGTGTGGTAGGATACTGGAAAGGCGATGCCGAACTTAGCCAGCCCAATGAGGACAGGA
CCAACGGACAATGAATGGATCAAATCCAGGTAATAGGGGTAGTTTCCAGGTAAGACCAAC
GCTGCCGCAGCAAAGGCTGAGATGCCTCCACTGAGGGCTAATCCTGTCCCTCTGTGTGTG
ATGGACATCAGCATAGGAACTGACCACTTGTAGATCGCCAAATGGGGAGACATGGGTCGG
TTTAGTCTGGAGTTTTTAGCCCAAAACTTGTTCATCTCCTCCTTAGCTGTGGTTCCCATT
GGAGCAGCATGTCTGTAGAGGACGCCGGATTGGGGTTTGGAGAGGCAGACACCTTGGCGG
GCCACTGACCTTAGAAGCAGCGCCATGTTTACAGAAAGTGAGCGGCCC
>CL1770Contig1
TTNTTTTTTTCACTGGAAACTTTTTATTTCACAGGAAGAGGATGAGGGACACTCCCTCCC
CCCACTGGTACAAACAAACAAGTTTATGACCCACCAGGATGAACCGCCCACACAAGCTCC
AACACTGAGATGGTCCCTTGAAGATCATCTGACTGCCAGCACTGATCAGGACAGAAAGTG
AGACACCAGGCTGCTGAAGTCTTTGGCTCAGAAGCAACAGTCTAACAGAAAATACTGACG
TCTAGTTTTCCACAAACAGGAGTTGAAGTGTCTGAGAGACAGAAGGGTTGAGGTTTTCTA
CATTCAGCTTTATCTGCATGAGTCTGTGAAAGTGAGGAGCAGCAAAGACAGAACCAGAAC
CGCTGAAGGACGAAGGATCCAGACCCTCAGACTCCCACGTCTGTCTGAACCTCCAGAGAA
AGTTTCACAGTAGAAGGACTCAGCTGGTCTGCTGAGGTAAACACGGAGGGGGCTGGGGGG
TGAGGTAGCAGAGGAGCTGCAGCTTTAAGATTTCAGAATAAAAAGGGATTCACAGCAAGT
AACCGCTCCCCCACTTCAAGAGGATAACACTGCAATGACGGGCTCCATCAGGGAGGAGCA
GAGTGGTGATGAAGGCTCATCTTCATCACCACAGAAGACTGCAAGGACCTGAGGAGGGGG
CAGGGGGGAAGGAAATGTCTTTCCTCTCCTTTCACTGTTCACTCCATCTGCACCTTAAGG
ACACGTCTCCTATGCTCAGAAGGGGGGGTCCGCTCTTCTTCTGGATCTGGGAATCACCCG
TCCAGTCACGGGTCCTACCCCCAGCACTTTGGGCCGTTTCTCTTCCTTGGGTGTTCCCTC
CAGAACGACCACAATGTACTCCCTTACGCCTGGGCTCTGCACAGATTCTTGAGAGGCAAC
TGTTCCAGCTTCTTCCACACCTGCAGTGGAGACTTTTTCCTCCACCAACATTGTTGGCAC
TTCCAGCTCCACTACTGCCAGAGGTTCTTCTGCAACTTCTCCTACAGGTGTGGCAGTCTT
GTCAGCAAACGTTACAGTGTCAAGAGGTTTAACATCTTCTGTTGGAATCTCTTCTGGTGC
AACATCTGCAGTTGTAACATCTGTTGCAACATCTGCAGTTGTAACATCTGTTGCAACATC
TGCAGTTGTAACTTCTGTTGCAACATCTGCAGTTGTACGATCTGCTGGTGCAACATCTGC
AGTTGTAACATCTTGTGCAACATCTGCAGTTGGAACCTCTTCTGGTGCAACATCTGCAGT
TGTAACCTCTTCTGGTGCAACATCTGCAGTTGAAACCTCTTCTGGTGCAACATCTGCAGT
TGGAACATCTGTTGCAACATCTGCAGTTGGAACATCTGTTGCAACATCTGCAGTTGTAAC
TTCTGTTGCAACATCTGCAGTTGGAACCTCTTCTGGTGCAACATCTGCAATTGGAACATC
TGTTGTGATGTCTGCAGTTGTAACTTCTGTTGCAACATCTGCAGTTGGAACCTCTTCTGG
TGCAACATCTGCAATTGGAACATCTGTTGTGATGTCTGCAATTAAAACCC
>CL1771Contig1
TTTTTTTTTTGAAATTTCAATTTTTTTAATAAAAAATAATGTGAATAAAAACATGGCACT
GGGAAAAAAGGAAAACCAGAAAAAAATACGACACCAGCTTGAATGCAAAGACCCTTCATT
CCATTATTGAAGTGTCTTGTAAAAGATTAGGATGACTATTATATCAAACATATTTGATTG
GGTCATCAGATGATAAAGATTTATAGAAAGTGTAACAAAAAAGAAAGTTAACCTCCTCTA
CAACAAAAAGCTCATTTTTTTAAACTTATAAAAGTAAATTACAAAAATAATGTGCCATTT
GCATATACACCTGTAATAAACAAGAAATAAAGGTGAATGAAAGACCATCTTAAACCTCTA
TATTTATTTAGAACAATAACAACGTTTTCAGCCTAACAGCTCACAATGACTGATTCAGTG
AGACATAAGTTTTTGACCTTCAAATCTGAACCCCAATTGTGGTGAAAAACAATTATGCCA
TCACAGTTGGCGATAAGACATTGATACTCTAACTTTTTGAGGGTATGAAATTAAAACGTG
CAAAAGTAAAGCACAGGCATCAATCTATTATCTACTGCAGTTGTATGTCTAACATTTTAA
AGAAAAAAAAAATCTTAAAAATTTCACTTAAATAGCAAAATGTTTTCTCATAAGAGTCTA
CATCAGGATGTCAGTAACATTTGAGAAGTGTTCCTCTTGGTCTTCCTCTGGCTTCAAGTC
TACGAAGCCCAGGCTCCTCCGTAACGCTCTGCTCAAAAGCGCCAGCAAGTCGGCAGTTCC
AGCCACTCCCCTTGGTAGGAAGAGCTCCAGAGAGGCCAAAGAGGAGTGGGGCAATCGGAT
ATCTGCAGTGTCCAGAGAGTAGAACCGCAAAGAGATTAGCTTGGGAAACCCTAGAGGAGG



AAGATGATCAGTTCCAGTGATGAAGATGAGGAGGTCTTCGAAGGAAAAATCTGTCAATCC
ATCTCTCACCAAGTTGAGGACCGTTTCCCAGTGTGAGAACGTGGCTTCCTCTGCAGCCCT
TTGCTCTGGGTCCGAGTGATTGAAACTCACATTGAAGAGCTTCATGAACTCCTCTAGGGT
CAGAGGCTGCTGCTGCCGTGTGCTCGTCATCACTGGCAGAAACATCTCCCAGTGCGCCTT
TATCAGTTCCCACAGCCCACCACAGCTGTTTAACCCCTGTATGAACTGGGAGATCATACT
GGCTACCCTATGATAGATGCAATGTTTCACCAAACAGGCGTATATTGCTGGCATTTCAAT
GGAACAAGCAGAATAGATTCCAGGAATCCCACACTGGGACACCCACTCACACAGACCGGG
GGACAGCAGCTTCACATCACTGCAGCTCTGCAGCTCTTGTAGTTTGGCTTGCACAGCAGG
ATCAACAACATCTCTCCAGTTAAAGTCCTCCAGCGATGGATTTAGGCCACAAATCAACTT
GTAAAGTTCAGGATGTAGACAGTGAGGTCCAGGGCCACCTTGAGCCAAGGACCAGCCAAT
AAGAACCCCGGCTTCATAATATTTGCCATCTTCAAGTGCTGTGAGATCATAGGTGAAGAA
AAGACGGCCTGGAGATCCCTCAAACACTTGGCTCTGCTGCAGCTCCAAAAGACTCAACCT
GAAGAATTCCCAGATGGGATCCACAAGACCGTCAGTCCACTCTTCACTGAAGGAGATGAC
AGGAGTCCACCTACAGCTGAAGCCCGGCTTCCTCATGGCTTTCAGAGCACTCTGGAGAGC
AAACCCGCTCCTCACCTGAATGCGAGTTTCTACTTCTTGATCCTTGCTCTGTCTGTACAG
TTTTAGGATGGTGTCCAGGTTGAGCGTCAACCTCTCAGGAGTTTTGCAGATGCGGTGGTG
GATCTGTTTCACAAGCCGCTTGTCATTCTCTTTGCCAACATCGAAGCTAAATGTCCTGTT
TGGCAAAGATGTCTCACTTTTACATTCTGCCTGTGCCTCGTGCCGAA
>CL1772Contig1
TATTTCTCTAGGCTTTTAAATAAGAATTTATCATAAAACTCAATTTTTCTTCATTCACAG
TCGTAGATGGACAAACCAAACCTCTAAATACGTACATTTGTTTGCTCTTTCAGATTAGCA
GCAATGAAAAAACGCACAATGGAAGGTTAGCACAGCAGAGTAGAAGTTATGAATAAAGAA
CATGAAGATTTAGTTAGGGTTTTTTTTTTTAAATCAGTGCAGTAAAAAAAACTTTTCCAA
TATTAAAAATGAAAATGTGCTGAAAACATCTACAAATGAAAAGATCTGTACAATAACTGA
AGGGGCAGTTTTGTCTGACAGAGGTCTGCAGCCCTCAGTGGGACATCAAAGGAAGGGGGC
GGGGCTTCATCTTTCAAAGGTCTGCAGATCTTGGCGCAATGTTGTTTGTAGCGATGAGAA
TTCACTTGCAGAGGTCTGCAGATCGCACTATGATACAAATGAAGGGGGTGGGGCTTTGTA
TGGTCGAGTTCTGTAGCTCTCAGTGGGATGTGGTATGAAGGGGGCGGGGCTTCATTTGGC
AGAGGTCTGCGGCTCTCACTGCAGTACTACCTCCTTTTGACTGCAGGCCGGGTCCCCTTA
CTGCTGCTGGCTTTGCTGGAGCCTTTGGAGCCAGAGAAGAGCTTCGTCATGAGCTCTGAC
ACATCGGGAAGCTCCGGGTTTGGGTTCAGCATGTTCATGGACTGCTCCATTTCCTTCCTC
ATCTCCGGGTCATTGGTGTTCACCACTTTGGGCAGCAACACGATGATCAGCAGAGGAAGC
ACCATCATCATAACCATGGGGTTCATGAGGAAGTCCGTCCAGCCCCACGTTTCCCTTTTC
ATGAAGTAGCTGTGAGGTCCGGAGGATCTTATCTGCAGCGGGTACGGCTGACGGATCACC
TCGGAGGTCTTGATGTAGTTGACCATGCGTGCTCTCATCTTCCCTTTAGATGTGATGTCA
ACTCGTACAGGTTCGAATCTGTAGGAGGGGGTCACCACCTCCACCACGTACGACCCTGAC
GGGACGTCGTTGACGGAAAATCCCCCATCGATCCTTAAAAATCCCACGTAGTCCTCACCG
TCCACCAAGACTCTGGCCGTGGACACCCAGTCCTGTGTTTTCACGCCGGGGACGATCGCT
CTACCTTCGATTTTGAATCGATCCCCGCCGAGCGGCGTCGCTGATGTCGCGGCAGGCCCG
GGCTCCGTGTCTGTGAAGCCGGACACCACAACGACGAGAGCCGTCGTAAGGAGCCACGAC
AGCGACATTTTTTCCATGAACAACATCCCGCGCGCCTTTACTGAACGGAAACCACCGCGA
GGAGAAAGAGAGACTGCATGAAAATGAGCGCAGGTGTAGGAATGAAGCACCAGCCGAGCC
TACATCAGCTGTGCCTCCCCGGCCATAAGGCCCGGGTTAACG
>CL1772Contig2
TTTAATAAGAATTTATCATAAAACTCAATTTTTCTTCATTCACAGTCGTAGATGGACAAA
CCAAACCTCTAAATACGTACATTTGTTTGCTCTTTCAGATTAGCAGCAATGAAAAAACGC
ACAATGGAAGGTTAGCACAGCAGAGTAGAAGTTATGAATAAAGAACATGAAGATTTAGTT
AGGGTTTTTTTTTTTAAATCAGNGCAGTAANAAAAACTTTTCCAATATTAAAAATGAANA
TGNGCTGAAAACATCTNCAAATGAAAAGATCTGTACAATANCTGAAGGGGCAGTTTTGNC
TGACANAGGNCTGCACCCCNCAGNGGGACATCAAAGGAAGGGGGCGGGGCTNCANCTTTC
AAAGGNCTGCAAATCTNGGCNCAANGTTGTTTGTACCGATGAAAATTCNCTTGCAAAGGT
CTGCAAATCGCACTATGATGCAAATGAAGGGGGNGGGGCTTTGTATGGCCNAGTTCTGTA
CCTCNCAGNGGGATGNGGTATGAAGGGGGCGGGGCTTCATTTGGCAAAGGTCTGCGGCTC
TCACTGCAGTACTACCNCCTTTTGACTGCAGGCCGGGNCCCCTTACNGCTGCTGGCTTTG
CTGGANCCTTTGGANCCANANAAAANCTTCGNCATGAGCTCTGACACATCGGGAANCNCC
GGGTTTGGGTTCANCANGTTCANGGACNGCNCCATTTCCTTCCTCATCTCCGGGTCATTG
GTGTTCNCCACTTTGGGCAGCAACNCGATGATCAGCANA
>CL1773Contig1
ATTCGGCACGAGGGCCTTTTCCCATAGTCGACATCTGCAAGAGGTTCGCTTCATTCAAAA
GAAATGGAACTCGAGGCTATGACCAGATACACCAGTCCGGTGAACCCGGCAGTGTTCCCC
CATCTCACCGTGGTCTTGTTGGCCATTGGTACTTTCTTCACCGCCTGGTTCTTCGTATAT
GAGGTTACATCAACAAAATACACAAGGGACATCTATAAAGAGCTGCTGATCTCCCTTGTG
GCTTCGCTGTTCATGGGCTTTGGTGTGCTCTTCCTACTACTTTGGGTCGGCATCTATGTT
TAAAGATAACTGGCTTCAAGGAAAACATTCCAGCAGAATAAAGGACTTCACTCATGTTTT



TCAGGATTCTGGATTTAGTTGGAGGGCACTGACAGGTTTTTTTGGATCATATGGACTCAA
GTAAAGGCAGATTTGTACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAA
>CL1774Contig1
TTGTCTGTAAGGTGTACATACTGGTGTCCAACCAACAGTCCTGCTTTTCTCTTCTGGACC
GCCCTCGTAGATTCTGCGAGTTCTGAGCCTCGCACACCGATGGCACCGGGTTAAAATCCC
CCACCAATGTATTCAAATAAAAACCAGCACTTTGTGCGTTTCAGCTTTAAGAATATTCCA
GAAACCAATAAAAGAAAAAGAACTACAGTGAGAATTATTTTCAAGAGGACATAGATTTTT
TTTCACCTGATGTACATAAATATACAACACAGTATGGAATACTGTAAACCAGGAATTTCA
GCTGAATAGTTGTGTGTGTGTCTTTGTGTGTGTGTGTGTGTGTGTGTCTGCACATCTGTG
CTTCTAAAAGACAAACTGCAGCTCCTCTTCACAGATTGCTGTGCAGAAACACACACAGAC
ACACAAAGTTGTCTTGACTTTGATCTGTCGTAGCAGATAACGCCGCTCCTCATTTTTAGA
TAAAGCTAATTCTGACATGAGGGGGGGGCCACAATAAATAGAAAGAAGGGAGAGACGGCA
GACGGGCAGACAGGTGGGTGGAGTGATGCCGCCTCTGCTTCTTCGGGGTAACTGGGAGTG
ACCTAAAGGCGTCTGCCGGCTCATCACAACAACATGGTGACGGGTTTCTCCAGGAACTTC
CTGAACTCGGCCAGCCACTGCGCCCCCACCGCCCCGTCCACCACCCGGTGGTCGCAGCTC
AGCGTCACTGACATCATGTTGGCCACGTCGAACCCTTTCTCGTTCTCGGCGGGCAGCAGC
CGTTTCTCTGAGCCTCCAACAGCCAGGATACAGGCCTGGGGGGGGTTGATGATGGCGGAG
AAGTTCTTGATTCCAAACATCCCTAAATTTGAGATGGTGAACGTTCCTCCCTGGAACTCA
TGAGGCTGCAGCTTCCCCTCCCTGGCTTTGGCAGCGAGAGCCGCCACGTCGGTACCGATG
GCGGCCAGGCCTTTGATGTGGGCGTTGAACACGATTGGCGTGATGAGCCCGCTGGCTGTG
CTCACTGCCACGCTGACGTCCACCACATGATTCTGACGAATGACTGTGTCCATCCAGGAG
GAGTTGCATTCTGGGACTTTGAGGCAAGCCAAGGCGCTGGCTTTGATAATGAAGTCATTC
AAACTCAGCTTGATGTTCTGGGATTTCACCTCCTCGTTCAGCTCCTTTCGAAGCTCCAGC
ACTTGGTCCAT
>CL1775Contig1
TTTTTTTTTTACCAACATTTGATTTATTTTTCAATCCATAAAATGTAAAATAGGTTTTTC
AATAGTCTTAAATGGTCCTTGGATCTTTTCATTTCTTCCCTCCATTCCTCCACACTCTTC
CCGTCTGCAGCTGCGCAGTTAGGCGTCCCAGAAATCCGTTTCTGCAGGTGGTCTGCACAA
CCTGTCGGCGGACTTCTGTCCCTGCTGGAAGGTCTTGCTCTGGTGCTGCAGCTGCTGCCT
CCAACACTTTCCTCCTCCTGAAGGCGGTGGTCCTGGGCACACGCTCAGGAGGAGGAGGAG
GTGATGGTGGTGGAGCCTCAGGGGCGGCTAGGATTCATCATTGGAACGTGTTGCTGCAGA
GGCGTCTTCTCCTCTGGCATCTTGTCGTCGTAGGGCTGTCCCACCTGAACCAATGACAGC
CCTTTAGCTGCAGGGAAACAGCAGCGGCAGCAGCAGGAAGGACTCCAGCTTCCTGCTCCT
GCACAGCCCTCTCCCATTTTTTTGCCGACTGGAGAACTGTGACAGGGTCCTCTGGTTCAG
CAGAAACAGCTGAAGTCCAGTCTGAGCCATCAGCCTGGGGTTCCACAGAACTGTGGGAGA
CTCTCCTTCCCAGGAAAGGAAGAGTTCTTCCTCCTTGTGGGTCTAAAAAGTCCTTCCAGA
GGAAAGCATCATTGCAGGTCCACCATTCTTCGTCCAACCAGGAAGACGGCAGCCATGACA
GTCCCCGGCCATAATGCCCGGGTT
>CL1776Contig1
CATTTATATTGAAGATTCTTCCTTGTGTTTAAGAAAAAAAAAGTGACAAGCCCAGTTCTT
CTGCTGCCTCTATGAAGACTGTTTACGCATCTCTGTGTTTGTTGAACTCTTTCTTTAAAC
TGAGGTGAATTCTGTCTGCTCCACGGTCTGCCTTTGAAGCACAGATGTGAAGAACCACTT
GTTTGAACTGTCATCCCACTGCTGAAGCCATGAGCAGAACCTGATTCTAACACACCAGAT
GCCATAAATGACTCCACCTGTGCTACCATGTGTTCTTGCACTCCCAACTGTGATGCTGGG
TGTGCAGCTACGTCTCTGTGACCTTTCCTCAACATCCTGTCAACTGTGTTATTGTTCGAT
ATACCGTAGTCGTTTTTTTTAAATGTGTCCTCATCCAGCCCTGGTTTAACTCGGCGTCCC
CGGCAGACAGGAGATCGGTCAGTCCCCTGCGCCTGCATCTCACCTGGAACTCCACCCCAT
GCAAATCTACTCGCTCAGGGTTTTGCCTGTCTCTTTCACAAGGGAGGGAGGTGGAGGAGA
GGACAGACAGTGCATGGTTTCTTTGATGGGTGTTTGCTCGGATCAGCTGACGGAGACTCC
CTCCCTGCAGAATGTCTCTCACAGCCACATGAAACCTAAAGGACTGCTCGACTGATGCCT
TATAACTATGCACAAACTCTGCTAAGTGACCAAACCGACTCCTCTTTCCCATCAAGTGCA
TGGTGTGCTTGTTCGAATGCACTGTCCAATCCCTTTGCCTTTTTGTTGAGGAACAACTCC
GGCTGACTTTTTCCTTAGTTTTTTGGTGTGTGTGTGTGTTTTCTATGGAAACGAACTGGC
CGAGTGAATTCGAACATTCCATTTCTTTGTTTGATTTGTCTCTTTGGACTGTATAGTGGC
TCGGATTGTGCTTGTGTTTTTGACAGGAAACAGGTGCTTTTCTTACGTTAGCTGATTAGT
ATTTTGCTGTAAGTGCTGCAAGACTGTTGACAAAACTGTTTACAATTTGTTGCGACAGCC
ATTTTTTGGGAAGACTTTCAGTGTCGAGCCAGATTTTGTAAAGGCCTTGCTGTTTTGACC
TTTTTGATACATGCCTGTTGCAGTTCCAATTTGAATAATAAAACCTGTTGTTAATTTTCA
TAACTCAAAACATGCACTCCAATACTTCAGCCATTCTTAAAAAAAACGTTAAAGATGTAG
GTTGAGTTTTAAGACCCACTCCGATCATTTTTTGAGCTCTTTTAACTCTTGTGCTATCCT
AGGCACTTTAATGTTGGGTCATCTAGACCCACTAGAGAGTGCGTTAAAACTTTTTTCTTC
TGATTTGTGAACCTCACTGGTGTCCATGGATTACATGAAATCTTTCCACCTTTGTCATGG
TAGGGAGAACACGTCAATATAAGGGTGGGGTCATCTAAGACAGGACAAGGGTTAAAAGCG



TTCCCAGTGGTCTTTAAATTATGATCATGCTGTTTTTAGCCCAAATCCAAAAATGTTTAC
TTTTCGAGGACGGTAGAGCAGCAGTTCATTAGAAATTTGCTTGACTTGGGGGCAGGCCGA
TTGGTGGTAGCAACCCCGCCCCCTCTTCCCAGTGCATTTTCTAAGCTCTTTTTCAAACTA
CATTTTTTCATCTGCTCCTGATTTACGGTTTGAACAAAGAAATACTCAGAGATGCAATTT
TCAGCTTAATTTTCCAAATATGTCTTCCAATTTCAGAAAAACATCACAAGAACATGTTAC
AGTTTTTGTTGGAGTGGGTCTTTTAACAGCTTGAATGGCTGCCAAAAAAAAACAAATTAT
TGCTTCAATGAAATAAAGAAAATCAGACAAGATAAAAAAAAAA
>CL1777Contig1
AAAAGTGCATTTATAGACTAAAGTCACTTTAAAGATAATATGCTTTTATAGAGTACTACA
CGCACAAAAAAAGACAGTTGGCACCCCCCAAAAAAGATTGTATTTGTGCATCAATCAGAC
AAAGATCGATCAAGCCCATCCAACATCATGAAAGTGTAAACCGAGTCCTCCATCGAGCTG
CAAGGATCACAACTGTTCGAAGCAAGATGAAGACAATTGTCATGGACAGCAAATAGAACT
GTGCAATCAAGTACATTTCACAATTTCTACATTTCACAATTTCTAAGACAGCATGTATGG
CGTTATCCTTGGATTGCATAAAGTATCAAATTCTCAGTGAAAGCTAAAGCTTGTGAGGTA
TGAAGTCAAATCTGAAACCTGTTAATCAATACGGTTACAGGAAATCTCTGCTGAAGCTAA
CACGCTGACACCTTCCTGCAGAACATAACCACAGTAGGAAGGCGAGAGCCTCACACATGA
CGAGTTTAAAACAAAATAATGAAATCAAGGGTGTTGTGGCAGTGGACCAGCAGAGGAGTG
AACAGCTTCTAAACAAGTCTCCTTCTCTTGCAGTCACGCTCCATCTCGTCTTCAGCCCTG
CTGGCAGGAGCACCCAGAGGAGACACTTTGTTCAGCAGGGAGTCTTCTGATGCCTGACCA
AAGAGGGCCATGAGCAGAGCAACGCCAAAACCAGTGGCACGCTCCCCAGCATGAACAGGG
GGAGGCGATGTCAACGTGGACCCAGACGCCGGGCCAGTCAAAGCCCAGGTGAGAACCAAT
AAAAAGGCCGGCACAGGAGCTCTGGGCGTTTTCCCGATCAGCCACAGAGTTCTTCATGTC
AGCCACAGCGGAGGTAAACTCGCTGAAGTGCAGCTCAGGACAGAAGACCAGAGGGTGAGC
CAGATCCCCGCTGCTGCGGCCGGCACGAACACAAGCCACTTCCCACTGCTCGCTGTTGGT
CATCACAGCAGCGTGGTACTTTCCTGTGGAGATTCCCTGAGCTCCTGTCAGTGTGGCCAT
ATCCAAGATGATATCAGCAGACAGGTCCTTGCAGGCGTAGACAACCCCGTCAGCAAGCAC
CAGCCTGCCCTCTGCATCAGTGTTGTTGATCTCTACGGTCTTTCCAGAGTACAGAGTGTG
GATGTCATCAGGTCGAGTGGCTGTGGGTCCAACTGAATTCTCAGCGAGGCAGAACACCGC
GTGAAGGTTATCCTTGAAGCCCTGTTTAATAGTGGCTTTAAAGGCTCCCAAAATGGCAGC
CGCCCCCCCACAGTCTCTCTTCATCCCAGGCATGGTGGTCTTTCCTTTGATGNTAAGTCC
TCCTGTGTCATACACGATGCCCTTTCCCACCCATGCAATGGTCTGGGTCGCCCCGACCGG
CGTGTGGCTCAGAACTGCCAATGCTGGTGGATGCTCTGCTGCCTTTCCCACACCATAAAT
ACCTCCAAACCCTCTCTGCTTCAGCTCCTCTCCACGAATGATGACTGGAGTGATGGCGAG
CTCGTCTCCAACAGCTTTTATTTCACCCAGGAAGTGGTCCTGTGTTCATCTCATTGCATG
GTGTGTCCACGATCCGAGCTGCTAGCCGAACACCGTCGGCGGTGTTGGAGAGACACTCAA
GTTCTGCAGGATCCAAAGAACTGCTGTCGTTCCCAACAATTAGAAACTCCACAGTTACAT
GCTTTTTGTCGGTCCTGCGTGAGGCGGTGGAGCGGCGTGAGAAGATGGGAAAAGCCCTTG
CAATGGCACAGCTGGAAGCAAACACGTCTGAGCGCTCACACACCATCACAATGCAACGAT
TGCTGCCTCCAGGAAGGCAAGAACGAACTATGCGAGAAAGAAAGTGGGCAGAAGAGGGGC
TGTTGTGTCTGCTGACGCGTGAAGGAAGGGCAGCCACAGCGGCTTGGTTGAGGTACAGGG
AGCAGCTGTCCGTGGGGTTTGGGTTCAAAGTACCGAGAGCTGCCTGCCAGGTCTCTTTGC
TGACGGCATGCTGCAGCTTTCCTTTGATTTGGCTCCAGTTGACTTGCTGCAGGTTGCTCA
GCTGTCCAATAATAAGGACAGGGCGACTATGAGGCTCCGAGTCACCGGCAGAAGGTTTAA
ACTCCAACATCACGTTCGCCATTTTTGGGACTCCAGAGAACTACGCCGAGAGAAGGAGGC
GACGGCAACTCGCAGGCCCCCGGCCATAATGCCCGGGTTTANCGGGCGTCGAAGT
>CL1778Contig1
TCGGCACGAGGGGAGAGCAGACGCAACGACGTGAGGATAAAAAATGTTTAAGAACACTTT
CCAAAGCGGTTTTTTATCCATATTATACAGCATCGGAAGCAAGCCACTACAAATCTGGGA
CAAAAAAGTGAGAAATGGACACATCAAGAAAGTTCTAGACAACGACATCCACTCACACGT
GCTGGAAATCGAGGGAGCAAACGTTTGCACCACATACATCACCTGTCCCGCCGACCCCAA
GAAGACTCTGGGGATCAAACTCCCCTTCCTGGTGATGATTATTAAGAACCTGAAAAAGTA
CTTCTCCTTTGAAGTCCAGGTTCTGGACGATAAAAACGTCCGGCGGCGGTTCCGAGCCAG
TAACTACCAGAGCACGACCAGAGTGAAGCCCTTCATCTGCACCATGCCCATGAGGCTGGA
CGATGGCTGGAACCAGATCCAGTTTAACCTGTCAGATTTCACCAGGAGAGCCTATGGAAC
CAATTACTCAGAGACGCTGCGAGTTCAGATTCATGCTAACTGCCGCATCCGGAGGGTTTA
CTTCTCTGACCGGCTGTACGCTGAAGACGAGCTGCCGGCTGAGTTTAAGCTCTACCTGCC
CGTCCAGAACCAGAAGGCCAAACAGTAGATCCTGATGGCCTGCAGAGTGTTGGAATGGTT
GTGCGGTTCCGGTGCAGGACTGCTTCCCTTTAGGCTCTTCTGCTGCTGTTCTCCAGCCTG
ATGTTCTCCCTGCGCTCATTCAGCAGTAGGGTTCTGTTTGGTTCTCAGGGTGAAAAGGAT
CAAAATCAGCTTTTGGCCTCACAAATTCAACTGTAATACAACTTTATTTTAAATTTCTTG
AAGCAAAATAAAACTTTAGTTTATTACGACAGCAGATTTCTTCTTTAGAGGAACACGTTC
ATATTTATATCTTAAAGGAGACTCCAGAGTTTTTTAAGTTCCATGTTTGTGAAGGCCTTC
TGGACCACATATGTACATTTATTCTATACATTCTCGAAATAAAAGAAC
>CL1779Contig1



AAGGTTTTTTTTTTTTTTTTTTTTTTTTNNTNNGCTTCCTCATGATTGATGTACAAAACT
TTATTTCTGAATCAAATGCAGCTGATCAGCTGATGCAGATGTTTCCTTTAGACTTTAAAG
GACTCATCCATCTCATGGATTCAACTCCCTGCTTCAGAAGATGATAGTCAGGATCATCTT
CATCGGAACCGGCTCTTGTCCTCGGTTTTGGACCTCTTCGGGGAGCGGCTGTGGCTGCGG
TGGGATCTGTCTCGCCCGTCTTTGCCCCTAGACTTTTTGTGTCTGTGGTCCCGGTCTCTG
GAGCGAGAGCGGGAGCGCTGGCGGCCGGACTTCCTGTCACGTCTGCCGTCATCGCTGTCC
CTGTGCTTCTTGGACTTCCTGCTGTCCTCCTCATCAGAATGATGGTGGTGCTTCTTCTCC
TTGTGTTTCTTCTCAGAATGTCGATGGCCTGTCACCTCGTCTTCCTCGTCAATCACAAGG
TCGTACCTGGAGTCTTGTTTCGGCTTCGCTTGATCTTTCAGAGTCAGTTTTGATCGGCTC
TCCAGGTCATTCTCGTAGGCTTTGAAGTCCTCTTTAGTGTACTTCCCACCTTTTCCTTTC
CACTTGATCTTTGCGACTGACTGGCTAAAGTCCACGTGGATCCGGCGATCGTCGATGAGG
ACGTTGTCCATCTTGAAATACGCTTTTTCACAATCTTCTTGCTTTTCGAACTCGATGAAG
GCGTAACAGAGGGAGTCTCCACTTTTCCAGTCTCTAATGATCTCACAGCTTTTGATGGAA
CCAAAGCGAGAAAAGATGATCTCCAGGTCTTCGTCGGTGGTGACGGGGTTGAGTTTGCAC
ACGAACAGAACATTTTCTGGAGGCTTCATGTCTGCGTCAGGGAGGTCACCCACCATCTCC
AGCAGGATGGCTTGAGTTTTGGCCTCTTTCTCCTTCAGCCGCTCCTCCAGTTCCTCTGCA
CTCCTCCCGTCTGTGTCGACAATCTCTTCATCTGCTCCGATGCGGCCGCTATCCAGCTGC
TCCTTGGTGGGTTCTGGTGATCGATCCGGCACCGGAAGGTCAGGAGGATCGTCAAACGGA
TCCTCCAGGATCACCGTGTGGTTTATCCTGATATCCTGAAATGGAACAAAATCCTTATCG
ACGAAGGTCTCGTTGATCTTCTTCAAGATGTCCATCCCTTCTGTCACTTCTCCAAACACA
GTATGAACTCCATCCAGGTAGTCCAAGTTCTCCCCTGTGGTCATGAGAAACTGTGATCCA
TGCTGATCGTTTCCATTGTTCACCATGGAAACCGTTCCCTTCTTCTTGTGTTTGATGCGA
GGGACCTTCTCTGCATCGAAGAAACGCGCCTGGTCTCCATAGAGCTTACTGTAGATGGAC
TCTCCACCACGACCGGTTCCAGTGGGGTCTCCAGTCTGAGCGATGAAGTCTCTCTGCACG
TTGTGGAACAGACAATAGTTGTAGTATTTAATCTTGCAGAGCTTCAGGAAATTCAGACAT
GCTTTTGGCCTTTCCTCCGTGAACAAATCGATCACAATATCTCCCAGCGTTGTTTCAAGG
AGCAC
>CL1780Contig1
TTATGGTTTATTTGTTCTTTGCTTTTTTCCCATATTTTTCAAAGGCAAACTTCACAGAGA
AGCATAACAACACAACATTGTAGAAGAGACTGCTGCCTTCACAAAATACCCTTATCAAAG
GTATTGACTATCAGATGAACATCATCAATAAAGACAGATACTGTCAGGAATGTCAGTTTC
ACCCCTTCACCTTTAAGCCCAATTATGGTTACAAATAGTCATCAAAAATAGAGAATAATC
CAAATTGGATTTACAGTAGAGAAGGATCCACAGGATCCACTTATGGCTTTTTTTGATTAA
TCAGCAACAAGCTGAAAACGTAATGTCAGGATACTCAGTATCACATTAAAACATTGAGTC
AAACTGTGTCTCAGACACTGCAGTACTTTAGCATGTTTACAAAACACATAAAAAATTATG
GGAATGTTTCCTCATGTGTCACATGAATACAATTGCAGAGTAAATACTCTAAATAATAGA
CAACATCTGTACACACAGTGTACAAATTATCTAATAACCTGAATTTTTCAGTACCAACCC
CCCAACAAACAGCAGCACATTGTGCCAAATAAGCCTTAACAACACTGAAAAATGCTGAAG
AACATTCCTCCCAAACACTAGAGGAAGCAGCAATTCTTCTCTCCGTGACGTTTACAGTTC
TTTCTCTGGGTCACAGTACTACCAGGGCCTCCACAGACCACTGCTGGCCTGACTCCCACC
CTTGGTTGAGCTGAGCTGATGCAGAGGAGAGCCTGGAGGAGATGGAGAGCAGAGGGTGAG
AGGGGTCCTGCTGGACCCCTGCAGACTCTGGAAGTGGCTGAGCAGCATCCTGTGGGCCTG
GGTTTGAGCCTCGCTGTGGGTCAGAAAGCTGACGGCCTCCTGGATGCAGTGGGAGTAGCC
ATCGCCGGCAGTCATGAGCCCAGAGGCCAGTCTGTTCTGCTGTTGCTGTTTCTGCTGCTG
CCAGTTTTTCAGGTATGTCACGGCCATCTCCAGGATGTCGGCCTTTTCTTGCTTGGAGTC
AGGCTGCTGCCTCAGAAACTCTGGACTCAGGAGGGACTTGAGCTGCTCGATGCTGGTGTT
GATGCGGTCCCTACGCAATTTCTCCACCATTGGCTTTCTCAGCTTATGAGCAGGAGTCAG
GTGGCCCTTGCTTTCCTGACGAAAAACAGTGGGTGCCATTGCTGAAGAGTCAGAGCGTTT
CTGCTCGGATTGAAGAGTCAGTTGAATCTCCCCGGCCATAATGCCCGGG
>CL1781Contig1
TTTTTTTTTTTTTTTTTTGTCTGTTGTTGAAAACTTTATTAACAAATGAACAGATTCATG
TTTGTTTCATGTGGTTTCACCAAATCAACTGTTTAAAGTTTAGAAGTACAGGACACCAAA
CAACAGACTTTGACATGACTACGTGGTCTGCAAAGGAAGAGGAAGGTTAGCCTGGGGGCC
ATCCCATCATGCGTCCACCCAGGACATGGATGTGGACGTGGTAGACGGATTGGCCTCCAT
CGGGCCCATCGTTGATGACAATCCTGTAGCCTTTAGTCAGACCTGCGTCCTTAGCACACT
TCTTTGCAACTATCAACATGTGGCCCAACAATGCAGCATCGTCCTCCTCGGCTACAGACA
GCTGAACTATTGGCTTTTTCGGAACTACCAGGATGTGAGTGGGAGCTTGAGGAGAGATGT
CAGGAAAGGCCACACACTGATCGTCCTCATAGAGTAGGTTCACAGGAATCTCTTTGCGCA
CAATTTTTCCAAATATTGTGTCTCCACCCGGACGGGCGGTCTGTGCCTTCTCCGTTTCGT
CAGCCATCTTGGCGCAGTGGAGTCCAGGCCGCGCAGACCCCCGGCCATAATGCCCGGGTT
TNACGGCCGTACCC
>CL1782Contig1
AATTCTATTTATTTTTCCAAAAAAATGAGGTATTTCAAAGTGCTATGAGTTGCAGCACTA
AATGTACATTTTTAAAAATTAAAAGAAGAAAACGTTTTATATCAGTTTACCCAGTTCTAT



GCACCCAATAGTTACAAACATAAACAAAAAAGGGGGAAACAAAACCAATAAAAAAAGAGT
CCAGGTATTTGAGGATGGGACAAATTTGTTGTACAAAAGAATTATCAGAGATATGAGAGA
AAAAGATAAACTGATATCTAGCAGAAACTCATTTTCATACGAAAATATAAGTATTAAATT
TAGTATGTATCAAGTTCACACTAAAAGCATAAACATGGGAAGAATTAGTAATAGGGTAGA
ATACAAAAAGAGAGAAAAAAAAGTTATATTACAAAGTTTTATGACCTTCAGAATTGAGGC
CTTACAGTACTTTTAAATGTATATAAACTTCCAGTCTATTGGCAGCTTCCTGACTTGTAT
ATTCATATATATAAAAAAGTAAAAACAGGGACAAACTCTTACAAAACAAGGCAGATATGA
ATGTATTTTGTCTGTACACTGTTATATACAAAAGTGTCGGGTAGCAAGGTGCACAGTTAT
ACATCCACTGACTTGGTTTTGAGCACCAGTGTGAGGAGTGAGACAAAGACAACCTGTAGT
GGCATTGCTTCTGTGACCCATAATGCCTCAGTCATAAAAGTCTTTGCAGTGGTGAAGGCA
AAATAAGTGTGCACCGCTTCTTGTATATGAAGTCTCCAAGCAAAGTGCCCTCTAACACAC
ATCCCTGTACGGAATCGAAAAAATTCCAGGCTGGTGTCACAGTGAGTACAAAATAAAAAA
CAAATAGAAATGATATAAAAAGCAGGCGAAAGGTCGCCTGAAAAAGCATCACCTATTTTT
CCCCGTCCATTCTCTTTTAATCGTTCCTCGATGTGACTGGATTGTAAAGTAAAACCCTAA
ACATTCTTAATGTCAACAAATGTGCAAAAAAAGTGGCGGCAGTGAAAGTCCAGGTAAACC
CACCAGAAACCCCCCTTTTCCCTTTACCCACCCCCCTCCTCCTCCAGCTGTTGACATTTC
TGCATCAAGATCCTCTGACGTCTGTTTGAGTGTGCAACAGTTGTGTGGGCCTCTGTGCCT
GTCCTTTGGGATGTAAGCCTGTCATATTTCAGACTGACTTGAGGCAGGAGTTGTAGGTGG
GTGGGGTCATCCGGGGTGTATGTGAGTGTTTCGTTGTTGTGGCTGATGTCTGTTAGCGAG
TCCTAGCCTGCTCCAGTCTGCGCATCAGCTGCTGCCTGCGAGACTGGAGTCTGTCCTTCT
CCTGCTGCAGCCTCAGCTCCTCCACCTCTAGTGAACTCACATACTCT
>CL1783Contig1
TTTTTTTGCGTTAAAGTTTATTTTATTTGTTTTTTTTAACCATTTATTCCAGGCTGAATA
TCATTACAACAGTTTTGACATGAATATCATTAATATCTTAGTTGAACCATCAAAAATAAA
AACAGCCATAGAAAACATTGCTGGTCCGTCACATCTGCACACATCTGTATTTGAAGTCTT
GTTTGAGTACTCCAACTCACCCATGCACACACAAATCCAGACGCACAAACCCACTACTGA
CCCTTTTGTCCCGTCAGATCTAGATTTCCCAGATCAGAAATCAAATACAACAGACGTGCA
GACGTCACCGAATCACGCTTCTGAAACAATGTAAAACAGAGTCATTCACCATTGAGAAGA
AAAAGCTGCTCTGGCCTGTAAGTCTTCTACGAAACAGTTAGCTTCATTTTTTATCTTTAA
AGTTGGATTTTTAATTGAACAAGACAGAGGGTGAAAAAAGAAACATGTTCAGATGAAGTG
TTGTAAGAGCTTAAAAACATTATGAAAGGCCACTAAACAGTTACTGATCTCACAGATCTT
AACACTGTTTGCATCAGTGGTGCAAGAAAAACACTGGACGAGACTATAGGTAGCATTGTT
ACAGCATGGAAACTGTCTCTGGTAAAAATCACACATGTAAGATTGTCTCGCTGGCACGAG
AAGTGGTCATTGATTAATTATGTTCCATTAAAATGCGGTCCAGGAGTGGTGGAGCTCTGC
CCGTTCAGCTAATGAGACCTTCTGTGAAAAGCTACCATTATGAACTACATTACCCACAAT
GCAAATCAGTGACGTGCAGCTATGCAGCTCTAAATGTGAATGTAAACAGTAAAAACAAAA
AAAAAAGCATGAAAGCTTTTTAGGTGTGTATGCGTGTGACTGTATGGCATGTTGGAGTGA
ACATACTGTACATGTGTGCGTTGATGCCAGTCACACACCTAATACATTGTAGTCCCAAAG
AGTAAACACTGAGATAGAGCGAAGAGCCTATCACGCTGCGGTGATGTCTCACACACAGGT
TCACAACTACTGATCTTTTGCTCTTTTTTTACACTGTACAAAGTTTCCCAGTGAGGAAAA
AACACTGGCAGTGTCACAGGCAGTATCTTTTACCAACTCCTGTAGAGTCTTCTTCAACAG
AATTTGTGCTTGTGGATNGGAGTTGAGGGAAAATCTATGAAATCCAAGGTAAACAGATTT
TCTTTTAAAAAGTACAAAACCTCGTGCCGAAT
>CL1784Contig1
AGCATATTGAAATATCTTTTTTTATTTTTAAAACATATTCAGAAAATCAAATTTGCAATA
AACAACAATAATTATGTTCTTGTTAGTACAGATTTAATCAAAAAGTAAAAAAAATAAGAT
CTCTTTCTTTCAGAATGAGCTCACCGTTCTAATCATGAAGGAAACTTACGAGATTGACAA
CCTAAAGAGAAAAGTAGAAGATGCAGAGATGAAGCTGGTAGCAGAGATCAAAGTAAGACA
TTTATTTCTTCAACACCTTTACCATCGTTTGAAAATGGGTGACAATTTAGAAAGGTGATT
TATCGTTAAATGTGCTTGTGAAAAGACGTTTTCTCTTCTAATTTGCAGTTGAGGAAGCAG
GCTGCTGCAGAGCTGAAGGCCCTGAAGGCGGAGCTGCTCCAGAAGAAAAGTCAGCTTAAG
GGAGACCCTGCATGGACTGGGCTGCATGTTCAAAGCATCTGATGTGGAACAAAATTCCAA
ACTGGGATTTTCTGTCAGACTCCATGTTGTTTTTATAACTTGACTTTTTTTCCCCTCATT
TTGATCTTTCATAAAAATATTTCAAAAAACATGGAGTGTCACTTCTTAGATGAGTGATTC
TGGAAAATGAAACATTTCAGGAACAAATCATATGAAATAAATCTTTCTGGAAGACTTGAT
TTGCTACTGCGTTTAAAGGCAGGAGCTGGTTCAAATGCCTTATGGAGGCAAACCACAACC
CATTACTGCTACAAAAGGACTGGCAGCAGATAGAACAATGGTTCTCTCTGGATCTTGTAA
ATTCTTCCAGCTGGCTGCACCGTATCCCAGCTAGCATCCTAACAAGGCGTTCCACATCAT
TGCAGTCTGCTGCATGGCAACAGGGTCGTGGCTGTAGTCCAGAATGTTGCCGTTCCACAT
GCCAATGCCTCTCAGGCCTTTAGCCTTAGCATGGTCTGCTTTGGGACAAATACTCTGTGG
ATCATCGTACCAAACTTGATGAATTTGTCCATTCTGGTCCTTGTAATAGAAGTAGGGAGC
TTTCTGCTCGTCATCCCACAGTCTTCCTGACATGGAGCTGTTGAGCTGCTTCATGATCCA
CTCGTATGGTTTTTGCCGTCCTGCAGCATCGCTACAGGGAGCGCCGCGGAAAGGAACTTT
CTCTA



>CL1785Contig1
TCTCATTCACCTGGACCAAGCGAACGTCCACGTTTATGTTGATCTGCTTGCTGCTGTGAT
GAAGCATGAAGACGATGGCGGTGGTGAGGAGGAAGGACAGCAGGCTGACCGACAGGCACA
GAACCCAGTAATCGCTGACAGAGATGTAGAGGTGGAGGGTGGAGAAGACGGCACACCACA
GCACCACGTACAGAACCGGCGCCATGATGAATTGAAAAAGGCGCGAGTTGAAAACCATAT
ATCTCTTGACTGAAGGGACATCCAGAGCAGCTTTTATAGGAATTTCCATGTCTGAGGCTG
GAATCTGAAAGCCATCCCTGGAAAGCTTGGCGCGGCACAAAGAAAGATCAAACCTGGGGT
TGAACGTTGAACAGCTTGGCATCACAACAACACACTGACCATTTGACCAAGTAGGTTGGT
TATTGTTGGTTACTAACTTGCTTTCCCCGCCCTGAACATCCACCTCAGCTTCCTCCTCCA
CCCGACAAACCTCGTTTCTGTCCTCCATCCTCTCTAAAGTCATTATGTCCTATGCTTCAG
ATGAAAGTCCATCTTGTCTGCACAGCTGTGGGGATGAAGTTCTCCTGTCATTCTTGTTTT
CAGCAGCACAGAGAAAATTGGTTCCTTGAAAGCAAAAGGCGAAGAGACGGACAGACTTGT
GGCAGGCGGAGGCCTGCAGCTTTCC
>CL1785Contig2
GACAAAACTCTGTCCGTCATCGTATAAAAACCCAAACCAGGATTTTGTGGTTTGGTTTTG
TTGTTCTTGGTCGTGCCTTTCGTGTCGTTTTTGTCAGTAACACCAGTTTCAGGTTTATGA
TCCATAGCTGTTTTTATTTCAGTTAATTTCCCTCAGCCTATTTAAGTGTCTTGGTTAATG
TTCATCCTTGTCAGGTCATCTGCTCTTTTCTACTTTGTTATCCTTTTGTTTCTCCCCATA
GGTTTTTCATGTTTCAGTTTGTTTAATAAATGTTTTATATTCTGTCACCAAGCCTGGTCT
CCTGCATTTTGGGTCCTCCATCACCAGTTCCTGACAATCACCAATTGTCCTCTAGTCTGT
TTCACTGAAGGACTTTTTTCTTAATGTACTGGCAGAGGCAGACGGGGGAGATGCTGCAGT
GGTTCATCCGCAGCCTCATTCGGTGGTGCGATGAACCCGACAGCCTCTTAGACACCAGCA
GCTTCACATAGGAGGCACTGTAGGTCATCAGGAGTTGGTGCGCCTTAACCTGAGCAGGCA
AGGAGGCATCAGGAGCCAGGCTGAAGCTGGAGATGACTGAGGTCTCCCCCCTCTGGTGAG
ATGGGGTACTGCAGCTTCCTTCATGTAGCAGAGATCTGTTTTCATCTGATTCTGCCTCCA
CATCTGAGACACCGGGCTCTGACTCCTCTTGGAGAACCTCGGACACCAGGATGAGATGGG
ACATCCTGCTTCTCAGCCTGTTCTGGCTGTCAGACGTCACAAAGTCCAGCTCCTCCAAAG
TTTCAGTCAGAGTCCTCAGACAGCGGGACATGTCCCAGTAAACGAAGAACAACTTTATGT
TTCCGGTGCAGTTCTCCACCCAGTCGGCCACGCCCACCAGCAGCTTGTGTTTGACCATCC
TCTCATTCACCTGGACCAAGCGAACGTCCACGTTTATGTTGATCTGCTTGCTGCTGTGAT
GAAGCATGAAGACGATGGCGGTGGTGAGGAGGAAGGACAGCAGGCTGACCGACAGGCACA
GAACCCAGTAATCGCTGACAGAGATGTAGAGGTGGAGGGTGGAGAAGACGGCACACCACA
GCACCACGTACAGAACCGGCGCCATGATGAATTGAAAAAGGCGCGAGTTGAAAACCATAT
ATCTCTTGACTGAAGGGACATCCAGAGCAGCTTTTATAGGAATTTCCATGTCTGAGGCTG
GAATCTGAAAGCCATCCCTGGAAAGCTTGGCGCGGCACAAAGAAAGATCAAACCTGGGGT
TGAACGTTGAACAGCTTGGCATCACAACAACACACTGACTTGCTTTCCCCGCCCTGAACA
TCCACCTCAGCTTCCTCCTCCACCCGACAAACCTCGTTTCTGTCCTCCATCCTCTCTAAA
GTCATTATGTCCTATGCTTCAGATGAAAGTCCATCTTGTCTGCACAGCTGTGGGGATGAA
GTTCTCCTGTCATTCTTGTTTTCAGCAGCACAGAGAAAATTGGTTCCTTGAAAGCAAAAG
GCGAAGAGACGGACAGACTTGTGGCAGGCGGAGGCCTGCAGCTTTCTCCTCTCTCTGTCT
>CL1786Contig1
TTTTTTGGTGGAAATACCCCGTNTTGGCGGCCGCTCTANACTAGTGGNTCCCCCGGGTCT
GCAGGTATTCGGCGGCCGCGGTTCCTGGACGACGTGCCCCCCCTCATCTGCATCTCCGTG
GCGCTGCGGATCCAGCCCAACGAGGGTCCGGTCTTCTTCAAGGTGGACGGAACCCGGTTC
GGCCAGACCCGAACCATCAAGCTGCTGACGGGCTCCAAGTACAAGATTGAGGTGGTGCTG
AAGCCCGGGACCGTGGAGGCCACAAACATGAACATTGGGGGCGTGGTCTTCCCGCTGGTG
CAGCAGTCCAGGGACGAGGAGTCGGTGGTTTACCACGGCCAGTACGACACGGAGGGCGTC
CCGCACACCAAGAGTGGCGACCGGCAGCCCGTCCAAGTCAGCATCGAGTTCAACAAGGCG
GGGACGTTCGAGACGGTCTGGCAGGCCAAGTACTACAACTACTACAAGAGGGAGCACTGC
CAGTTCGGGAACAAGTTCAGCAGCATCGAGTACGAGTGCAAACCCAACGAGACCCGGACC
CTGATGTGGATCAACAAGGAGGTCTTCAACTGAACCCACCAGAGCACCTCCTCCTCCTCG
GTCCCGGACAGCGGCGTCTTGGGTCGGGTTCTGGAGGACCAGGTGTCTCTCATGCTGGTC
TTTGGTCTGAAGCTGCTCTCAGAAACTGGACTTTATTCTTCATTCTGTCTCCGGTCCTCT
GAGCTCCAACGCTCTGCTCTGATTGGACGAAGCAGGTTCAGAAGACCCGTTCTCATTCAG
CCTCAAATATGAAGAGGAGGTTCCTCTGAAGCCCAGATGAGCTTCTTCAGAGGAGAACCC
CCCCCCCACAACATCTCCTCTGTTTGGAGTGAAGCCCCGCCCCCTGTAGATGTCAGGTCT
CCTATTGGAGGACACAGCTGAGAAGGTTCTGTCCAGTAAATGCTGGGAGCGGACGGACAC
AGCAAGTCCCTCACGGCGGTCCAACCCACCCCTGAACCCCCCCTGGTGACACCTGAAGAG
GAAAGACGAGCATCACCTCAGGCTGAGTCAGGAATCGATTCTTCTGGAGATCCGGCCGAC
CGAAGACCAGGATGGAGGACACCTGAGCAGGTGTCTCTGCTGACGCTCAGAGACATTTCC
ACCTGCAGACGTCCTGAATCTGCAGACCAAAACTCACTGATGTTTGCTTCAGAGCTTTTA
TGTTCAAACGTAACCCGGGACTATTTTCTGCAGCGGAGGAATCTTAGATGCTTTTGTGGA
GGTTTCTCAGTTTTTGGTGCTTTTTTTTCCCAGAAGACTTTTGGTTTGTTGTCTTCATGA
CTGGAATCTTTTGCCAAAAACGTTTGTACCTGTGGACATGTTTGTGGTTGAGGTCGTCTC



ACCTGGTG
>CL1787Contig1
TTCGGCACGAGGATCCCCGTGCCTCGACAGTCCGTCGGGGTTGTCATCGGTCGGAACGGG
GAGATGATCAAGAAGATCCAGAACGATGCTGGAGTGAAGATTCAGTTTAAACCGGATGAC
GGCACGGCGCCAGAGAAGATAGCTCACATCATGGGCCCCCCAGACCAGTGTCAGCATGCC
GTCTCCATCATCAATGACCTGCTGCAGAGCATCCGAGCCCGGGACGAGGGCGGGCAGGGG
GGGATGTCGCCCGGTGGTCGAGGGTGGGGACGAGGCCAGGGCAGCTGGGGTCCTCCGGGC
GGGGAGATGACCTTCTCCATTCCTGCTCACAAATGCGGGATCGTCATCGGGAGGGGGGGA
GAAAACATCAAATCCATCAGCCAGCAGACGGGGGCCTTTGTGGAGGTTTGCCGTCAGCCC
AACGGGGATCCGAACTTCAAGCTGTTCACCATCAGGGGCTCCCCCCAGGAGATCGACCAC
GCCAAGCAGCTAATAGAGGAGAAGATTGAGGCTCCTTTGTGTCCGGTTGGTGGCAGTCCT
GGCCCTGGGGGCCCTGGGGGTCCTGGCGGTCCCATGGGTCCCTATATTCCTAACCCTTAT
AATGCAGGGCCCCCTGGTGGAGCACCGCATGGTGGGACGCCTGGGGGAGCGCAGTACTGT
GCTCAGGGCTGGGGGGATGCATATCAACAGTGGCAGGCCCCAAACCCTCATGACCCCAGT
AAAGCAGCAGCAGCAGCAGCAGACCCGAATGCAGCATGGGCAGCCTACTATGCACAGTAC
TATGGCCAACCACAGGGGGGCGCCATGGCAGCCCAGAATTCAGGCATCCCTGCTGCAGCA
GCACCGGGGGGACCAGAGCCAGCCGGGGCAGACCTCGGGGGGGCAGCCAGACTACACCAA
GGCCTGGGAGGAGTACTACAAGAAGATGGCAATGGCCCAGCCGGGTGGAGGTGCAGCTGC
TGCAGGCAGCACCGCTGCGGCGGCGGTGGCTGGGGGCCAGCAGGACTACAGTGCAGCCTG
GGCTGAATACTACAGACAGCAGGCTGCTTATTACGGTCAGACGGGACAGGCTCCTGGACA
GGGAGGTGGTCCACAGCCGGGACAGCAGCCGCAGTAAACGTTCGTACGGATGGACGGATC
TGGATGTGTGGAGCGGCTCTCCGAAGAAGGGCGTGGTTTCCTCATCACAGGACTCTTTCT
GTCCCCGTAGGTGTTTTTTAAAGTCCCGGCTGAAGACGAAAGGGAAAAGTACTGCGCTGC
GTCCCATGCATTGGCCAGAGCAGTGAATACTCACCTTTCTTACTCTTAGGTTTGCTCCAT
CCCTCACCCAACCACATCCCGTCACTCATTGATTACTGTTCGTTTTCTTTCGGAGTAATA
ATGTGAAATGAGAATCTCTGCTAACAGGCTAGCACAGCAGCATTGACTCACGTCTGTCCT
TCCCTTCAGAAAACCTGATCTAGCAGTATTTTGAAAATAATCACAAAGACGTGTTTGTAC
AAAGCTTTTTTCTTTACACATTCCCTGTGTTTCATGCAAGGACATCTCTCCCTGCCTGTG
ATTCGTTCTTTATTTCCTCTAAAATGACTCCTTTTGAGACAGTCTTGTGTGTCTGTGTGT
GGTTTGTGTTGCTGAACAGAAAAGGGTGTGTGGATTGGCTGAGACGAGGCACTGACGGGC
CTGCTGTGTGCCCGACTGCCCTCATTTCTCTCTCTTTGGTTCTAAATTGTTTTCATCCTT
TAGTTTTTGTTAATGTATGCCGTTTTTTTTAAAGTTATTTTTTTACTGTTTGTTTTTAAA
GAATCCAATAAAAACATTCATACGAGCAAAAAAAAAA
>CL1788Contig1
TTTTTTTTTTGCTTTTGTTTTCAAACATTTATTTCTAAAAGATGTTACATGCTTTTATTT
AAAAGGCAATACTATTATTTACAATGATAAATCTTAATAAATATGTTCTCCCTTCTTTAA
TTTGAGGGTTAAAACATATTTAGCAAGCACAATAAATAAGAAGTTCGTTCACCTTAGTAT
TTGCTAATTTGTGTTTGAACCCTCACTTTGAAAGGAAACACGGATTAAACATGTTTAAGA
ACAGTGAAGAGGAAAAACAAGTGATCAACATGAGCCATTTCTTCACCTGAGCTTCAAACT
TATCGCTGACGAGAAGAGCAGATCAACAGTTTGTAGTCCTTCGAGTAATTTTTCATCTGT
GCTGTACCTACACCCATTTGCTTTAATCATCCACTAAAACAGAACTCTAAAGTACAAGTC
AAAGGGGAAATCAAAGTGACACATTAGGGAATCAGAGACGTTGGCTGTTTTCTCTGACGC
TATACATTAAATGCTTTTTTATTGATACTCTGCCAAACAGCTAGAAAATTAGACCCTTTT
CAATCATACGTAAAGTTAAGAGTAAACTGTTCTCTCAAGGCCAGAATGAAGCCACAGAAG
TATTTTTCACACATTTAGGTATGTAAAAAAATAAAAGGCCAATAGAGCAGCTTACGGGAT
TGAACAAATTAACTGAGTAAGACTGTAGGCTGAATCTTTATGGTATACAAAGAAGTGGAG
CTGAAAAAAAACAAAACAAAAACTAAAGCAATACTGGACTAAACAACACCAGAAGATTGT
ACAGAAAAAAAAAAAATCAAAACCAATTTCAAGGGATATGAGAATGGAAACCTGTCCAGA
GATTAACTTCTCTGTGCTAAAGCAATGAGGAAAGTAGCATCTTAACTAAAAACACACAGA
GAAATGACAGATGAATTCAGGAAGAGTGCAGGAAGCGGTTGAAGGCATTGTAGGCCGACT
CCAGATCGAACAGCATCTGGCGAACCTGATTATCATCCAGCTCATCTGAGGCCGACATGC
TGCTCAGTGTGGTCAACCAGAGATTGACTTTGTCCTTAGCCTCTGAGTCTGGAGGCATGT
TGCTCATTCTATTCATGGTTTCCATCAGCTCTCTTAGATCTGGTTGAATTTCATCCATGG
CTCTGATCTCCAGTCTGAGTTTGTCCATAACAGTGATGAAAAGAGAGACTATATCAGCAA
TGCAGCGATTGAGATTGCCCTTGTCATCCTTGATGGTGATGGGCCGGTCCTCCTTAATCC
TCTCCATTGCAAGTGGACAGTCGAGTCTGTACTTCCTGCAAAAATCATCAATGGAGCCCA
CATCAGAGCCCTGCACCTGCTTGAAAGCAGCTTTATACTGAACCAAGAGTCTTGAACAGG
AACCAGTGTATTCATTGGGTGTTACGCAGTCTTTGATATAAGCCTTCTCGAGGGCCTGTA
GAGTCTTGACAACAGCAAACAACTCTGCCATGTTGTCATACTTTTCTCTTTCCCTTGCAT
TTTTGTATAGCTTCACTTCCTCATACAACTCAGGTTTGTTGGCTGGGGCTCCTCCTATCC
CACCTGTACCTGGTATTCCATGAAACATTATGTCGATGTATCAAAACTTGGTCTGACGTG
TCGGGAAAAATGTTGCCGGCCATAATGCCCGGG
>CL1789Contig1
GTCTCGGGAAACGGTTGTACATAATTGGAAAACAAGAGAGAGATGCGCTGTTTTCAGGAG



TAATACGCTGCTAGGATAAAAGCTAACTGGAAAAGGCTGCTTCCGACAACCATCGACCCC
ACGCACACACACGAATTGTGTTTTTTTTAGCAAAATGGCTAAAAGTGAGGCAGAGGAGCT
AATAGAGATCGAAATAGACGAACGGGAGAAACAAGCATGTTTGGAGGAAAGTGTGGAGGA
ACAAACCATCACTGCATCTGATCTGATTCAACAAGATATTGACATCAATGAGCCAGTTGG
AAATTTAAAGAAGCTTTTGGAGCCTCGCATCCAAATCTCACTGGATGCTTTTGACATCTG
CTTGCAGGACATTCTGCTCCATCCAGATCACAGTCTCTTTGATCAGGGCGTGAAGACCGA
CGGCACAGTGCAGCTCAGTTTGCAGATTATTACAAAGCCAGGAGAGGAGAAGCTGAACAT
CTTGGAAATCGTGAAGCCTGTGGAAACGGTGGAGGTGGTGATCGACCCAGATGCAGCAGG
AGAGGAAGGGACGATGGTGGAGGAGGGTCAGCTCATCGCCGTCGACAGGTCCTCCCTGTC
GGACGAGACATCCGAGCAGGTCACACGCTGGGCTGCAGCACTGGAGGGCTACCGCAAGGA
GCAGGTCCGCCTCGGCATACCATACGACCCCGTGCTGTGGACAGCAGATCAGGTGATCCA
CTGGGCTGTGTGGGTAATGAAGGAGTTTAACATCGATGAGATGGAAATCGGCAGCATTCA
CATTCCGGGACAAGATCTCTGCAGTTTCAGCCAAGAAGAGTTCCTCCAGAAAGTACCAAA
CGGAGAGATTCTGTGGAGCCACCTGGAGCTCCTGCGCAAATACGTGTTGGCCAGTCAAGA
CCAGTCTGGAGCTGATGCCACTGTGACCATTGATCAACCTGTACAGATAATCCCCGCTCA
AGTGAGCACCCCCACCGCAATAAAGGTCCTGAAGCAGAACCGCGGCCCCAGAGCGCCACG
CATTTCAGGGGAAGAACGCAGTTCCCCTGGCAACCGCACAGGCAACAACGGTCAGATCCA
GCTGTGGCAGTTCCTCCTGGAGCTGCTGACGGACAAAGACGCCAGAGACTGCATCTCCTG
GGTCGGGGAGGAGGGCGAGTTCAAGCTCAACCAGCCTGAGCTCGTAGCTCAGAAATGGGG
GCAGCGCAAGAACAAGCCCACCATGAACTACGAGAAGCTCAGCCGGGCCCTCAGGTATTA
CTACGACGGAGACATGATCTGCAAGGTCCAGGGCAAGCGATTCGTCTACAAGTTTGTGTG
CGACTTACGGACTCTGATCGGCTACAGCGCGGCCGAGCTCAACAACCTGGTGACGGAGTG
CGAGCAGAAGAAAGTGGCGCGCCTGCAGATGCACGGCATCGGGCAGCCCATCACCACGGT
GACCCTGGCCACAGCGACGCTGGACAAGGACAGCTGAGAAGAGGTTCCAGACGCTGCTCC
ACAGCTCCCTCCACCCAAACGTGTCGGTCTGGACACAAAAACTGCACGGCTGACTCCCCG
CTCGCCAAGGGGAACAGTTTATTCTTTTTAGAACCATCTTTGTAGTTTCCAGTCAGCTGA
AAACTCGGACTGGGGTTTTTTCAGCTTGTCTGTAAATCTACCCAGAAGGCCGTTGGGCGC
GTGGTGTGCCGACGTGACTGAAACAGTTTCTATTGTAGAACAGAAAGAAGACTTTTCACT
GTACATACTGATAATCTGTGTTTTTCATAGCCACAGGGGCTCGTGTATTTTCATATTTTC
CCATTTCTAGAGAATTCCTTTTTGTATTTTATTCCCCAAATCTCCCCTTTTTCTGCCCGC
CCCAGGAGGGGGAAATAAATCGATTCACTTTGTTTTTCTAAAAAAAAAAAAACACAAAAA
AAAAAAAAAAAAAAAAAAAAAACTT
>CL1790Contig1
GCGGCCAACAGTTGCTCATCCACGCCATACAGGATCGACCACTGAGGCTGGCTGTGCATG
ACGCACTGACCCAGGTCCATCAGGTCCATCCCACTGAACTTTACTCCCCTGAAGGAGGGA
ATGAGCTGCTCGATTCCTTCCACCACTTCCATCACAGGCATGTTGATGCCGGTGATCGCT
GGGATCTGGTAATAGTAGAATGGCAGAGCTGAAGCGGCTGAAGCCACTTCCTGCAGGAAT
TTCCTCAAGGCATCTGCAGTTTTGGGCTTGAAAAAAAAGGGGGCAATGACGGCAATTCCG
TCAGCTCCAATCTGAGCAGCGTGACGCGCCAGATCCTGTGAGTCTCTCAGACTCATGGCA
CCAACATGCACGACAACCTGATCCATTCTGCCCCTGGCTTTCCCGCACCATTCCTCCGCC
AGAGCCTTCCTCTCTGCCACAGAGAGAGACGGGCTCTCTCCGGTGGTGCCGTTCACAAAT
ATGGACTTTACACCTTGTTTTTCTATGAGGTATTCGACATATGGACCAATCACTGATAAG
TTGATTTCACCTTTTGTGGTAAGCGGAGTAAATGTGGCAGCGACAAGTCCGGTCAGCTTT
CTGTCGTTTGTAGGGGCCAGGTTGACTTAAGACTCTTCAAGACCAGAAGTCCC
>CL1791Contig1
TTAAAAGTTATTTATTGTGGCTTTTCGTTCAGTTTCCCTTTAGGAGGTAAACAGTAAGCA
CAAGTCAAGAGGTAGAAATCATAACTCTGAAACATTAAGGACTGATATCACACTCCCAAA
AGCCCTCCATGCATTCATGAAATGCTTTCTTTTTTTATCACGTCCACACTCATTGCAATA
CTGTCTGTCAGAATTCTACATGTCAACATTGTTTAACATCGATGTACATAATAAATAATG
TGTTCAGTTGGAGCCTGCAGAAGATGCTGGAACAACCCTTTAACCTTTCACCGATCAAAC
CTCGTGAGTAATGGCTCAATCAGAAAGGCAGCTCCTATGTTAAAACTACAAATACGGTGC
ATCTTTTTTTAAACTGCGTGATTTTATAGTTTCGTTTAGATACTGATGGGCTAAAAAGAC
AAAAGTAAACAAAGAAAAAAATGGTGTAGTAATGGCAGCAGTTATACTTTTACAAATATG
TCAATGTTTGGGATGAAACAAACAAAAACAGCACAAAAAAAAAAAGGTTATTTGACCCAG
GAGATGTTCAGACAGCGAGCGATGAAGGCGTACGTGTCAGCCACCTCCTGGATGACTTTG
CTGGTGGGTTTGCCGGCACCGTGACCCGACTTCGTGTCCACGAGGATGAACAGGGGATTT
GTCTGCTTGGGGTTGCGGCCCACAATGTGCTGCAGGGTGGCGATGTATTTAAGGGAGTGG
AGAGGCACCACCCGGTCATCGTGATCTCCTGTGAGCAGCAGAACGGCAGGGTACTGGACC
CCGCTGCCTTCTGGGACACGGATGTTATGCAGTGGAGAGTATTTGATGAGCCAATCGAAC
TGCTGTTTGTTTTCAGAGCAGCCGAAGTCTGTGGTCCAAGCGTGGCCGATGGTGAACTTG
TGGAACTTCAGCATGTCCATGACGCCGACCTGAGCTACGGCACAACCAAACAGTTCAGGT
CGCTGATTGACACAGGCCGCAACGAGAAGGCCACCGTTAGAGCCTCCATTTATAGTCAGC
TTGGATGGAGACGTGTAGCCCTCCTTTATGAGATATTCAGCTGCACATTGGAAGTCGGTG
AAGCAATTCTGCTTGTTTGCAAGCATACCAGCTTTATGCCAGGTCTCCCCGTACTCTCCT



CCCCCTCGGATGTTGGCCACTGCCAGAACTCCCCCCAGATGTCGGACAAAGATGAGGCGG
GAGACGCTGTAGCTGGGTGTGATGGAGATGTTAAAGCCACCGTAGCCGTACAAAAAACCC
GGATGGGAGCCGTCCAATTTGATTCCCTTCTTGTGAACAATAAACATCGGGATTTGAGTG
CCGTCCTTGGAAGGATAGAAGATCTGGGTGGTCTGGTAGTCGGATGGGTTGAATCCTTTG
ACGGTAACCTCTCTGAATACTCGAGGCTGCAGCGGATCCTTTGTTAGGTCACAGTGGTAT
ATGATAGCTGGAGACAGAAAAGAT
>CL1792Contig1
ATGGTGGATTCGAGGAGCAGTGCCAAACGCAGGAGCGGTACAGCAAAGACTACATCGAGA
GGTTCAGGAAAGAAGGAAACGAGAAGGAGATCCAGAGGATCATGGGAAACTACGAGAAGT
TAAAGTCTAGAATCAGTGAAATCGTGGACAGCAAGCGCAGACTGGAGGAGGACCTGAGGA
AGCAGGCGGCCGACTACAGAGAGATCGACAAGAGGATGAACAGCATCAAGCCGGACCTCA
TCCAGCTCCGCAAGACCAGAGACCAGTACCTCACGTGGCTGACACAGAAAGGAGTGCGGC
AAAAGAAGCTGAACGAGTGGCTGGGAATCAAGAACGAGAACACAGAGGATCAATACTCGA
TGGTGGAGGACGACGAAGACCTCCCTCATCACGACGAGCGCACCTGGAAGCTGGAGAAGA
TCGACCGGCTGGAGGCTGAGGGCCTCCTTCAGGGAAAGAGAGACGGCACATTCCTGGTTC
GGGAAAGCAGCAAGCCGGGATGCTACGCATGCAGCGTGATGGTGGACGGCGAGGTGAAGC
ACTGCGTCATCAACAAGACGCCCTCCGGCTACGGCTTCGCGGAGCCCTACAACCTGTACA
GCTCGCTAAAAGAACTCGTACTTCACTACCAGCACACGTCGCTGGTCCAGCACAATGACT
CTCTGAATGTGACGCTAGCGTACCCCGTCTTCACCCACCAGCGGCGGTGAGGACCCCGGA
CGCCTTCTTACGGACGCAAAGATGCACGGCCTCGCCGGATTTGGATGCCTGAACCATTTC
AGAGACACAAGCCTGAATGTAGATCTCCTGTTTCTTTTCGTTCTCGTTTTCCGTTGGGAG
CACAGAATCCAGCCGACTGCTGAGCTCCACCCCTCCCCGAGCGGGCGGGCGAGCGGAGAA
CATTTGAGGCCTTTTTCCTTCCAGTGCTTGTTCTTTTCCAGAGCTTTACCAGCCGGAACC
GGAAGGACTCTTCGCACCGGCCACGACTTCCTCATCTGCGTGTTTTTCTTTGTACGACTG
CCCACGTGACCAAAACTCTTCCAATCAGGAGAGTGTGGGGGAGGGGCTTGTGTTGACTGT
TCAGTAGCAGACCATGGATCAGCTGACAAATGTAGCAAAACGGCACTTTGAAAAAGACAA
ACTTTATTTTGTGTTTGGAAACAAGGAGCAGAAAGGACTCGACCCACGCCTCGCCGGTTG
GACTTGCAGAAACAAACTCGGATCTGCTGGCAAGTCGAACTATGAATGGACT
>CL1793Contig1
CACGGATTTTGGCCTTTCCAAGATAATGGATGATGACAACTATGGTGTGGATGGGATGGA
CCTCACGTCACAGGGTGCAGGCACCTACTGGTACCTTCCTCCAGAGTGTTTTGTTGTTGG
GAAGGAACCACCCAAGATCTCCAACAAGGTGGATGTCTGGTCAGTTGGAGTGATTTTCTT
CCAATGCCTCTACGGACGCAAGCCGTTTGGTCACAATCAGTCCCAGCAGGACATCCTGCA
GGAAAACACCATCCTCAAAGCCACCGAAGTTCAGTTTCCAGCCAAACCGCAGGCCAGCAC
AGAGGCCAAGGCGTTCATCCGGCGCTGTCTGGCGTATCGTAAGGAGGACCGCTACGACGT
TCACCAACTGTGCTCGGACTCCTATCTCCTCCCTCACATGAGACGTTCGAACTCCTCCGG
GTCCCTGCAGCCCCCGGCCCCATCAATCCCCAACTACTGACCGACGGGACGGGACCTTCT
GGTCGACCTGAAGGAAAAGGTTGCTGTAATCGGCGGGATGACAGATGGCAATCCCTTTTG
CCCCGAGCTTCTCCTAAGATGGATATTTTGGCTACAGAAAGATTGGAAAAAAAGAAAGAA
GCTCTGCGTTGATCAGAGCTCCGGCCTCAGACTTCAGAGGGGGGTAATAGTGTGGAAAAG
GACGTAGAAAGAGTATTTGTTTGGAGGAAAAATATGAAAGCAAGTGGATTTGCTTCTGGA
CTAAATGAACCTCATAGACTTACAGCAGTGTGGTACCTCCTAGATTGGTCTGCAAACCCC
GCCCCCTTGTAGCTCCACATGCATCTTCACGAGCACGTATGCCGTAATATAACTATTAGC
TGACTAGCAGTTGTGTCAACATAAGCCTACTTTTCCAGTCTTGTTGCTTGTGAGAGCGGG
TGCAGCGGTCGTGTCAAAGTTTACCCCGGCAACGGCGATTTTCATTTTGACAAATAGGAC
TTTTTAAAGTTTGCACTCTAAACCCAGATGACGCTCAGAGTCCTCTCGAAAGAACCACCG
CATGGCCTCACTCGTCACAATCGGGTCCAGATCCGGGCGTCTTTCCGCCTCGCAGTTCAG
GTAAAAGAGGCGGATGTTCCATGGTGGTGTGTTGATGTAGATGTCCATGCTTCCCTGCTG
GACTACTTAACATTAGGCTCTTTTGAAAAACAAACAAACAAAAAAAAATCTGTATCTATA
TGTTACTGAATGGCAAAGCAGAGTTCATTGGACATTTCATGTGCAGGAAACACGACTAAC
TAGCAGATATATAACAATAATCCAGCTTTTTATGCCTCCAAGTGTCCGTTTGCTCCATTC
ATTGGTTTCCTCCTAAAAGCCATTCTCAGTGTTGCTGCTATAAACGTTGCTTTTAGTTTG
TAACATGTGCATGACCTCCTCCCTGCATATGTGCATATTTGAACTGTGTTCAGCTGCAAC
CAACTTCATAAATGTCTGATGGGGGGGCTCTTTTGTTGTTTTTTGTTTACTTAAGCATAA
AAGCCCGACAAATCTGATGTATCGAGCTAATTCCCAGAATTCTCCTCCTGCTCACAGAAG
AGGACACGCTCCAGATCGGCTGTGTTATCCACTTCAGCTGGAATTCATGATATATTCAAG
TGTGTC
>CL1794Contig1
AATAAATGACAACTCAAACACACCANAATGGACAGCACCACAACAAAACAGGGGCTGACC
TGTGCCTTTGGTGTCCCAGTCTCTTCTCACAAAAGCTTTCCTCTTCTCCTCCAGAAACTG
ACTAGGTATGAGGCCAGACGCTCCTCCAACAACTTTACATGCCTGCCACCAGTTGGGGTC
CTCCTTGTTGACCACATGAAGAATTTCTCCTTTAGAAAAGGGAAGGCCCGCCTCTTTGCA
GGGAATTAGGTTGTCCGTGGCTGGATTATAGTTGAAGAAAGGCTTCAGAAAAACCTGCGG
TGGTGCTGGCGTGTCTTTGTAGCTGGGCTGGACTTTCAGTGTGATGCTCCCGCTGCAGTC



TCTCAGGAGCTTCTGGAGTTCCTGAGGATCGCTTCCAACCTCTCGACCGTTGAGCTCGCA
GATGACGTCCCCCGTATGCAGCATTCCCTGCCTGTCGATCGAGCTGCCATGCATGATTCG
TGCAACAACCATCTCTCCTCGCACGACGCGGAACGTGACCCCCAGCGGTTCCCCCGCTTT
CTTCTGGATGCCGATGACTCTGACAGCGTCTGCTGGCATGAAAGAACTGGGCAACAGGCA
GTTGCTGTTAGCTGAGACATGTGGCGTTTCGTAGCACTTCGCAGCCACTTTGTCATGAGC
TTCCATCAAAGACTTAAAATGAGGCTCCTGAAGGATTCTGGCGAGCTCGGCAGCAGCAAT
GTCTTTTTCTGGCATGTTCCCGATGGAGTCCAGAATCTCTGAGACCAGCTGAACATTATC
GTCACCCACGGCTTGTAACTTGACTTCCTCAAGACGCTCGTGAGCCTTCGCCAGGGACGT
GACGATGGGGCTCTCCATGACGCCTCTGAGGAAGATCAGGTCAATGTCTTTGGCTTCTGT
GCCTGATGGCAGCTCTTTCAGGTTGTCCAGTACCTGCTGCATAGCAGAAAACAGTTTAAA
TCCTCACAGCAGCATGTCAGCACTAAGTTTGTTTTTTTATAGAAAACAATCATCGGTCTG
TTTGTATGCAGCGTCCATTTATTTCGTCATGGTTCCGGTTTGTAAAAGCTCCACAATCAC
TGATGTTTAGTGTGTGGTTAGTAAAAGCCCTCTAGCGTGCTGCCGTTCCCTCGTCTCTGT
CTGTGCTCCCCGTCCAGACCAGTCAGTCAGCAGCAGGACTGGTGTCCAGT
>CL1795Contig1
GGGCTGCAGGCAGACGCAGNAAAGATGGCTGCTTTAATGCTGTGGCTCCTCGGAGTTGGA
GTTCTGTTTTTGGGTTCTGATGCGCAGGAGGCTTACGACGACCTCCCAGAAATCCTCAGG
ATAGGAGTGGATCTGGCTTTGACGAACGTCAACAATCACTCCTCCATCCAGCAGCATTTT
CTCTTCTTCAACAGCGTCTCACAGATGAAGGAGGAGCTTGGCTTCAATTTGAGATACATC
TCTCACCATTTTAACCTGAAAGCCACCGATTGCCAGAGAGGAGTGAACGACACCTCAGAG
TGTCAGTTCAGAAACGACAGACCGCTGATCGACTGCTTGGTGTGTTACAAGACCTTTGAG
GGAGAGATCGAGAATCCTCCCACTCCCTACCTTCACTGCATCCACAAGCCAAAGCTGACG
GAGGAGATGAGAAGGATCAGAGCGGAGCAATGCAGCCGAATGGAATACAGGAGAGGATCT
GCAACTCTTCTGGGAGTTGTAGATCCCCAAAAAAGAAATTAAAGACTATAGAGGAAGCTA
CTAGTTATAAAAAAAAAGGCAATATAAAAGAATTCAATAATAAAGTAAGGGGAACCTTTT
CTGTAAAATCACATATTTCTAGAAAGTTTATCTTTGTTGTAGAAAACGTCAGTTTATTTT
AAACATTTTTGTATCTCTGCACCTTTATTTACAAGGTATGTACCTGCAATTATCGGGGTT
CACTCTTCATTGAGTCTATATGTTTTTGATGTAATAAATGCCTTTTTGTCATATTCATCC
TATTTCTGACAAAACGTTTTTTTAGTTTGTTATGCAACAAAGGTCTTATGAAGCAAGTTC
CACGCTGATGCTATGATTTTTATCTGCTGAAATGAATTTAAAACCACAAATTGTGGATGT
TATGTAATGTTATTCGTTCTTTTGTCCAATAATAAA
>CL1796Contig1
TTTTTTTTTTGTGGATAAAATGTTTTATTTGATGCATTCTATTTAAAGGAACCGATCTGT
AATTGTTGGCTTTTCATAAAAACCACAAGACATGTCTGTTAAATTTACATATTTCCATGT
TTTTTTTATTATGCTGGTATAATTAGATTTTTTTTTTAATGTTATGTACTTCCGTTTAGC
GTGGGCCTGCCACTCTTCTGCACTCATGCATTCTGTAGGCGCACATGTAGAAAATACCTG
CAAAAAAGGTCATGAGTAGTGCCACCCAGCCTAGTATGTACGACCAGGAGAAACGCCAGT
CTCCAAAACGCTTGCCCAGGAAGTTGACGGTCACTCCCGTGTAAATGGCCATTGCAAGCA
ACACAAAGAGAGTTGAAACAAAAAACATGATCCCTGCAGCGAACGAGCGATTGAACCGCT
CAAAAGCAGAGAAGTGAGCGAAGGAGAGGATTCCTGCAATGATGCCAGCGAAGCAAGACA
TGGCAGACAGGATCATAAAGGCACGAGTGGCATTCCAGTAGGCAATGCTGTCATTCTGCA
TGTAGCACTTCCCAGACATGCAGTATCTCCACAGACCCTGATGGGCAAAGCTGCCAGACA
GACGGTATTGCATCCAGTAGTCTGTAGCTGTGGAGACCACCAGCAAGATGTTCCCCACAA
TGGCACAGAACAGGCCCCCTCCCATAAAGCTGTACATGGTGTCACTATGAGGCCAGTTAA
GTTTGTTTGGACTGAATTCTTCAGGATAAATCTCTTAAGTTTCAGCCTTTCCCCAGGGAA
AGTGAGAGAAAGTGCAAG
>CL1797Contig1
GATGTCGGCCTCCACGGACTGACGAATCGCAGTCTCGTTCTCAAACTTTACTTTAAAGTC
ATCAGCAGCAAGCTGGGCGTTGTCAATCTGGAGCACCATGCGAGCGTTATCCCCTATTTT
ATCAAAAATCTGTCTCCGCAGGTCATCGATGATGGGCTCATATTTGCTGTAGTCTCTCGT
GTCAGGTCCTCCCTTCTCCAGGGCTTCCCTGATCTTCATCTCCAGCTCCTTGTTGGCCTG
TTCCAGGTTCCTAACTGTTTCTAAATAGTTGGCCAGGCGGTCATTCAGGTTTTGCATGGC
CCCCTTCTCATTGCCCAGGATCCCAGCTGAAGGACCGGCAGCTGCAGACGTCCCAGCACC
AGCTGCACTGCTCAGGTTGAAAGATCCAAAGGAAGAAGAGACTGGAGCCCCAGAACGCAG
GGAAGATGCGGAGGTCGAGGACATGCGCACATTTGGGCCATGAGCACCTCCATAGAGGCT
GGCAGCCCGGGACGGAGGAGCAGTTCGGGTGGTGGAGATCCGGGTGGCAGGAATCTGATA
AACGCTGGAGCCTCTGAAATTCATGTTGGACAAAGTTTGGATGGAAATTTTCCCAAAATG
AAGTGAAAAATGATTTGTTGAGGTTCTTTGCTGACTTCCTAACCCCCGGCCATAAGGCCC
GGGTTTAACGGC
>CL1798Contig1
TTTTGCTGTTTAGCTTTTATTGTTNTGTATAAACTGTGATCTCGCAGACAGAGCATCACG
TCACACAACATCTTTGTGGGAAAGTCAACTTAAAAGTGACCATACTTTTGTCCAGCATTG
AATTGTTGAGTTTAGTGTCCAACAACAAGCTAGCAATAGATTGGTGAAAAGTTAACCTTT
GAACTTGAAGGTAACAGGTAAAGTTTTGAGCGCAGGTTCCACTGTGACAGATCACATGGG



GGGGTTGCAGTGCTCAAACATACAGAGAAGGTTCAGCTAACACAAGCTAGCATGTTAGCT
TAACCATCATTCACTTTCAGCATTGAAAATGCGGCGTGTTGATTGTTTACTAGCTTGAAG
TTGGCTTTGCTTTACCTTAACAACCTTAGCTGCAGAAACTTCTTACATTCATGTCTCTTT
GCAGGTCTTTGTGGACCCACAGAGCAGTCTGTCATTACAACTCGTGACCATGTGGCCTGG
AGGCCCTAGGCCCCCGCCTGCAGTGGAGCATCCAAGGCTCTGATGTGCACGCTGGGCAGG
GTAAACCACGCCAAAGGCAGCCCTCGCCGGGCGCTGTCGTCTTGGAAGCGGATGTTCAGG
TAGAAGTCTCCGGTGTAAAGAAACATCAGAGCTCCTTCACACACAGAACTGTCTTTGGCT
TTAACCGTGCTGATGCAGAAGATGTTGGAGCCGATGAAGGTGACGGCTTCATCCATGTCG
TAGTTCTGCACTCCGTTCTGGTAGTCCTGAAACGGCACCACCATCAGCGCCAGCGGGCCC
ACCGAGTTCTTGCTCAGGTTGGTCAGTTTGACCTCCAGGGTCACAGCGTCGCCCACGATG
CATTCAGCGACAACGTCACAGTCACATGGTTTTCCGTTCAACAGCACATCTGAACACAGA
AACCAGAAATCAGAATGAGGCGAAGTGCTGGGAAAGTCAGAACCAGATCCACTCCAGACT
GACTCTGCT
>CL1799Contig1
AAGAGAAGAACTTGAGAGACAACAGGAAGAGCTGAATAATCAGAAGTTGGGGCTAAAGCA
GGCAATGGAAGAAATGGAAAGGATTAAATCTCAAAAAGCTGAGATAAAACAGCCAGGGTC
TCTAGTTACTGAAGGACAAGCCACGCTGGTCGTACCGGGAAACAGTCAACCTCTGCCCCC
TGGTCACCAGCAACAAGATGTACCGATCCCAGGACATTCTTAGCAGAACTCGCTGCGCTG
AGTGTTGGTGTGTTTCCATTTTCATGATCTCAGTCTTCTGTTGTTCAGGATTTTGCAACC
ATGTCTTGACAAAAACATTAAAAAAAACTGCCTAATTATTTAAAGCTCAAACGTTTTGAG
GTTTGGTGCCAATGATCACTTTCCCCTTCCAGGCCTAGTCAGCTGAATGAGCCAGACTTG
AATGGAGGGGGGCTGCTGGAGTTTAGTGTGGACAATGGACCCTTTTGTTTTGTTTTTTTG
CAGTTTTGACCTCTTATCACAACAAAAACTCTGTTCTGGTCTGCAGTGGTCTGATCATTA
AGATTTCTGGTGCAAACTGTACTTTGCTGTGGCTTACGCCAATCCTCACAAAAAATACTT
TAAAAAAAAGTATATTTTTCCAGAAAGCATTTGTTTTAGAAAATTTTACTTCTGCAAATC
TGAGGTAGAATAGAGATGAAACTACTATGTGTCCTTAGAACCAGATGGAGTTAAACACTG
TATAAATTATTTAAATCTTTTCTTTTATTACATTTTTGCTGTTATGGACCATTGACTCAA
GTGCTTGTTTTGATTGTATGTTTTAGTGTTTAAACTCCTTCGTATAAGTGTCATTTTTTC
TGATAAAGCAATGTTTATTTTCTAAAACCACTTACGATCCTTCAGTAATGGTATAATTCA
AAAGACAAAAACACTTGTATTTTTTTTAATTAAATTTTTATTTTTATGCAGAATTATTAC
CGATAAGAAAATTTCACTTTTTTTTTCATGTTGATGTCTGCTATATTTTTGTTTCTATTC
TAAACACCTGTTTACCCCTTCAAAAAACTAAGATCATCCAACATCCTGTGAATTGAAATC
ACTACAATACTGTAGGTGAATGTTAACAATAAAGCAAATGTAACTTTATACACTCCGGTT
AAACTTCTTTCACATTTCCATTGTTCTTTAAAGTATTGTTTTGGGATCACCATTACATTT
CAAGACACACTTTCTTAATTGGCACATCAGACTTGTAACAGAAGTAACTCTTAAGTAGGA
TGACCATCGCAGAGTTTGTAAAATTCTACCTGAAGGTAGCATTCCAACATAACAGCATGC
GTGACTTTAACTTTTTCCATACGAGTCTCTGAGTTTTTTGAGAGCATGGGCTTCTGCGGT
GATTGGAGGGTATTTGTTTGAGCCATCCAGGCAGGTGATCACGGCCTCGTCATCTGGATG
AAGAAAGAAGGCCAGAGACTGACGTGTGCAGGAGTCTCCAACAGGGGGAAGCAAAACCCT
GTGACACACAGAGATATACTGGTCACTGGTCCAGTGCTGCAGCAAGTCAGCGATATTGAG
GAGGATAGCTCCAGGTATGTTAGGAGCAGGGAAGAACTCACCTGAGCGTCCACACACCTG
GAGACCCTCTGAACCCTGGAATAGCAGAGTGAAAGTGCCATAATCTGTATGCTCTCCACA
CCGTATCTGACCTTCTTTTGGATTCTCGCTGTTCAGTGGCGGGTAGTAGAGAGCCCGAAG
AGTTGTTCCGTTCTTATTGGACGTTCCGATAAATTTGTGTGCACTCAGGATCACGTCCGG
CTGTAGATTCAGACTGAGAGCCACGACCTTCAGTACCCGCAGGCTCAGTTCTTTACAGAG
CTGGAAAAATGACGTGTGGACTTCTTGAAAATCTTTTGATGGCCACTTTATTTCTGGGTC
AAGTGAAGAAATGTTGAAAGCCTCCTTTAGGTCTCCAGGTCTGCTTGGATTCAGACTCTC
CGTCTCCATAGAAACCCAGCCATGATTGAAGCAGTTTTCGAAGTTTCCTCTGCTGAAAGG
CTGTTTCTCTTCATCAGGCTGCAAAAAGAACTGCTTTGACGTTTCCATGGCACGATCCAC
CAGCTCCTGCTCAATTCCATAGTTCTGCAGAAAAACAAAGCCAACCTCAGTAAAGGCTGC
TCTTAACTCTGTCACTAGTGCATGCAGCTGCTCGTCTGGAACATTTTCCTTCTCCAAGCT
GTAGGAGCTGAAGTCCACCACGGGGATGTTCATTTTTGACAAAAACAAGGCAAATGGAGC
AAAAGTTTGACGGAATCCCCGGCCATAATGCCCGGG
>CL1800Contig1
TTTTAAAGCAGATCAATGTTTATTGACAGCACATCAGCAACCAAAAAGTTTCAGATTTAA
GATTTGATATATTCATAAATGTAGACATGTTACTCCACCAAAAACCCAAAAATTAATAAT
AATGTGATTCCACTATTTATGCCCCACCAACATTTTATTTGATATGTGAAAGAGAACAGC
ACTGATTAGAAACAGCAAAGACAGATCAACCTTCAAAAGCATAAAGCTCCAAAGACAAAA
ATGAACTTTCAATCAGTTGCATCACAGACATGCGCTTTAGGTATACTGCAGCTGCACGGT
GAGGGGTTGGTTCATCTGGTGGAATGAAATAAAAGATAAGGAGGAGAACTCAAGAGAAGA
CCACCGAATCTGTTGGATTCTGTGGTTTACTTGCTGTCCATTAGCAAGTAAACGGAAATC
TTTTTTTCCCACCATAGCCAATCCAGTTCTCTTTGCTGGGTCACGGATCAGTCTTTGCAG
AGATCTGATCAATCACAGGAACACTTTCATCATTTTTAGTCACATTGAGAACAACTTTAG
CTCTTCCAGTCAATCCATGTCCTCTCATGTCTGCAGCTTGTACCTCCAGAGTGTACTGAG



GATATTTCTGACTGTCCAGCCCTGCAGCCCCCACAGTAATGACCCCAGTGTCTGGGTTGA
TAGTGAACAAAGAGGAATTGGGCTTCTGTGGATCCTGACTCTGGATACTGTATTTGATGA
TTGAGTTGTCAGAACCAGGTTCGTCAAGATCTGTGGCATTAACCTGAATCACTTCAGTAC
CTATTGGTGAGGACTCAAAAACTTCTCCAGCAAAGATGTCTTCAGTAAAAACAGGCTTGT
TGTCGTTTATGTCGATTACATTGATGACAATCTCTATGGGTTCCTCTGCAGCTGATCCAT
CCTCAACCACAGCATGAATCAGCAATTTGTAGAAGTCTTGTTTCTCTCTGTCGAGGCGTT
GGGTGACATACAGATCACCAGTGTCCTTCTGCACTATAAAGATGTGGAGAGGATCCTGAT
CAGCTCCAGGACCGGTGATGCTGTAGGACAACGTCTTTGACTGATCTTTACTGGCTCGAA
CTTGAGCAATTTTTTGTGGAAAGGGCCCATTACTGTTTTCAGGAATATTTAAGGGTGGGA
TGACCCAATCTCTCTTCCTCCTCCTCAGCCCCTCAGCAGACTGAACACCAATTATCAAAG
CTCCCAAAATCATGAACCAAACAGTCCTCATCTTTGCAAGTATTCCTCCTAAGAAAGTTT
AAAACAGCATCCAAAAGGTTTTGGGGAAAGGTTTGCAGTGACTGCCAGTTAAGAACTCTG
CAACTGACCGCCCC
>CL1801Contig1
CTGTCTTTAATGTAGGCACAAATACTGGCCACTGTGAGGCGCTGTTCAGCTTCCTGTTCT
GGGTCAGAACTGCAGGTGGAACCGAGACGCTCCCTGTGGGTCAGACATCTACAGAACCAC
AAAGCCGGTTTCACGTCAGGGTTTCAGACTGAAGCGTGACCCGGTCCTGCTGGAGGTTCT
GGATAGTTCTGAGGTTTCTGGGTCGGTCACAGCGCCGTGAGCCCGCTCAGCAGTGTGACC
AGCAGAACCGAGACAGACAGCCCAGCTCCTCGTGTTCCGCCGGACAGCAGCATGTCCTCC
GTCACGGCCAGAGAACCGTTGTGTGGCGCCGGCTGGATCTGCAGCAGTTTGCACATCAGG
GGGTAGATGTGGACGCTGTCGAACGGCTCCGACAGGAAGTTCCTCTTGAAACTGGGTCCG
AACGCGCGGAAGATGGTCTTCATGTCCATGTGGTCGTTGTGGAAGCCGTGGTCACCTTTG
TTGACGTAGACGATGAATCTAGAGTTCAGGTTGAAGCCCAGATCTGCGATGACCACGATG
GGAGGCAGCCGCTCGCTTTTTCCAAGATGGAAGCTTTCGGGCATTTCGTGTTTCCTGTAG
ACCGTCAGGTTTGGCGCATTGGACAGGGCGTCAAAAACCTCTTGCTCCCTCCCCGGCCGC
GGCGTCAAAATGCCAAAGCCGCCATAGTCCAGGATCTCAAAGCTGGCCAGTTGGAGGANG
TTCAGGTACTTGTTGAGAACGATCTCGTCCACCAGAAGTCGCTTCTTCACGGTGGTCATG
CCGTGGTCAGAAGTGATGATGACGTCCAGGCTGTCGCTCAGTTTGTGGCGATGGATGGCG
TTTCTCAGGTAGCCGATGGTGCGGTCTATCTGCTGGATGATCTCCTTCCTGCGGGGGTGG
TCCGGCCCCTTGGCGTGGCCCACGTTGTCCGGTTCTCCGTAGTACAGCGTCACCAGGTTG
AAGTCCTCCTGGGAAAACCAGCTCAGCACCGTGTCGACGTTCTGCTGCCACTCCGTCTCG
TTGTCGTCCGGATGGCCAGCTTCCGTCATCACAACCCTGTTCACGGATTGGCCACTGTAA
TTGGCTCCGCCTCCCGGGAAGAAGAACGAGGCTGTTTTCAGGCCCTGGTTCTGCGCTGTG
ATCCATAAGGGCAGCACGCCATTGTCCCACCACTCTGACCTGGACAGGGTCTGCTTGTGA
GGAACTTTGAGGTTGGTGGTGGTGTTGAACATCATGTTGTGCACGACTTCGTGGTCTTCC
ACCCATCTGCCTGTAATGGTGGTGAAGTGGGATGGGGAGGTCATGGTCAGCATCGGGGGG
GTGATGTACTTGGCCTTGACGCCGTCCACAGCCAGCTGATCCAGGTTGGGGGTGTCCACG
TCCTGGTCGTAGTCCCACCTGAAGCCATCAAAGGAGATGAGCAGCAGCTTCTTCCCCGCA
GACGTCCTCAGGGAACGGCCGGCTGCGCAGGCGGCTGCCGTGAGAAGAAGGAGCTCCTGC
AGCCTCATCTTCACCTCCGCTCCGACTGTGTCCAG
>CL1802Contig1
GGGGGGGGGGGGGGACACACATCCACACACAAACATATCCTTTGGTAGCATGAACACACA
TGCATGTTCACACTCACACATTACAGATCAACACACACGCATCCCATATCCTGGAGAGCA
GGTACCTGTGCTCAGGTGGGTGTGTGTTCTACTCTGGACGCTGGTATTATGGGATGCAGG
GAGTAAAACAAATTAGCGAGCACCCAATCTACACCAAGCCCCAGCAGAGGGAGGGGCGGC
AGCAGCCTGGACCCCCCAGAAAATCAATGTTCATTTAGTTTATAGGATAAATGTGTTTCT
AACAAACGTCAGTTCTGCTGCACTGAGACAAGAATCTTCATCTTTATTGGAACACGGCCA
GACGTGAAGCTGCTGCTGCAGAAGATTAGAATGACGTAAAAATCATTCAATCAGATAAAA
ACATGGGATGAACTTTGAACTGATCTCCTCCAGAAGCAGAGAGGAGCGGATGGATCCAGC
AGCAGGACTGTGACACCTGGACGGCTCCTCCGAGGACTTTACCAGAGAGGAGCCGTCTCC
AGAGCTCTGACCTGAGCAGCAAAAACCACAACATTCTTCTGAACCTCTGCGTTGATCTGG
GCCTGCGAGGCCCGCGGGTTCTGCTGGAGGAACTGCACGATGTTCAGGATACATGCTTTC
TTGTAAGCATCCACTTTGTCCTGGCCGGTGATCCGGTTCAGCAGCTCCCCACCGACCCGT
AACCCGGTCACCACAGCCAGAGCCCGGCGATCCTCCTCCGTCTGAGAGGTCAGGTACCGA
AGGAAGGCCACCTGCTGAAAAAACTCCGCGCTGTTCATGACCGCAGACACACGTTTACCG
CCAAACACGGCTCGACCCTGGCGTCCACGGGTCAGTTTTACTCGTTTTTATAACCCCCGG
CCATAAGGCCCGGGTTTA
>CL1803Contig1
GGGAGTGTCAGCGGCAGCAGCGGCAGGAGCAGCAACTAGAGCATCAGGATGGCATCCAAC
ACGGCAACCATGGGGAACCTTCCCAGCGGAACGGCAGTTTGTACAACCATACCCGACATC
CTCTACATCCCTGAACTGATCTTTGGTGGTTTGGTGTGGATCCTGGTTGCATGCACATAC
GTGGTGCCGCACAATCCCCAGGCCTGGGTCATGTTTGTCTCCATCTTCTGCTTTACTATG
ACTTTCATCTGGCTGTTTATATTCGCCTGCGGTACTCACAACAACAGGGGCAACTGGGCA
GCAGCGGACTTTGTTTACCATGGCATTGCAGCCATGCTCTACCTCAGCGCTTCAGTGCAC



CTGGCTAAAGTGACTTTGGATATGAACAACCCCCAAACAGCTACAGACTCAAAGAACTAC
AAGCTGGACATCTCTGCTGTGGTGTTCTCGTACACAGCGACACTCCTGTACTTTGTCCAC
ACCATCCTGTCCGCCATTCGATGGAAGTCTTTCTAAAAGTTTCCTTCTTCCTGAGCTGCA
TCAGACATCAATTTAATCTTTTCTGCACAAATCATGAAGCTCATCCCTTCAGGACCATCT
GCTGCTGGACGACTCATGGACTTTGAGAATATCATTAAAATAATGACTCAAGAACACGAA
GTTTAGGAATTCACTTTCCTCTGAAAGCCTCATTAACTGTTGTAAAAGTTTATTTGATCA
TTGGTTCATAAAGATACAGGAAGACCTGAAGGTTTAAATTAAAAGGTTAAGATAAAAAGA
AGCTTAGTTTCATTTAACTTTCCATTTGAAAGGTCAATTTATTTTTCTTTTTGTATTTTT
GTGTTTTTTTGAATAGCTCACTTTAAGAACAAACCTACAGTTTACAACCAAGAGCTCCTA
AAAGCTTCACCAATCAGGTGCATTCCTTTCAGCTCAGATGTTTCTGGATTTTTTTTTTGT
TTGTTTTTTTGTTTATTAAATCCTTTTGTTCTAAAATTCTTCTTTCACTTTAAATTGATT
AAGCTGCTCTGGGTATTTATTTTTATATTTTTATAAAAGTATTGTGCTGTCAAATACAAG
AAAAATGGTCAAAATGAAAACTCTATTGTAAAATAACATGATTGGAAGCAAAAAAGTCTT
TTTGATCCTTTGCTGACTTTTTTGTAATTCTTTACAAAGCCAATAAAATGACAAGTGAAA
AAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL1804Contig1
CATTTACATTAAGGCACTTATGGAGCATTGACAGGAACAAGCTAATGAAATGTACTACAA
CAAAGATGTTCCACTGATAGATTTAGACCTTTAAACAAAAATATCAGAGACTCCAACAGT
AAAAGTACTCGTCCTCCTCCTGACGCCTCCACATGCAGCCATGATGAGAAATGGAAGCTT
GCTCAAGGATTGGATTGAATCGTTGACTTGATCCAGTCCAAATAGTGAGTAACTCGTGTG
TAGACCCCAGGGCTGTTCTGCTTTCCACACTGGTCTCCCCAGCTCACCAGTCCATAGATG
ACGCTGCTGTTGTTGTTTTTGCACGTCAGCGGTCCTCCAGAGTCGCCCTGGCAGGAGTCC
ACCCCTCCCTGCAGGTGACCAGCACAGAACATGGTGCTGTCAAGCTTGCTGCCATAGATG
GCAGGTTCAGAGCATTTCCCATTCTTCAGTAGCTCCCCATCCAGAAATAGTGCACTCCAT
CCCGTCAGGAAGTTGTGCGTCTGGTAGACAGGCTGTCTTCACAAACTGGGTCTCATTGGC
ACAGAGTCCCC
>CL1804Contig2
TTTTTTTTTTAAGTAAGAGTAGTTTTCTTTATTGAGTCGTTTCCTTCTTCACATCTGTAT
TGTTTCATGCGTAAATCTTGTTTTGTGTGCATTTACATTAAGGCACTTATGGAGCATTGA
CAGGAACAAGCTAATGAAATGTACTACAACAAAGATGTTCCACTGATAGATTTAGACCTT
TAAACAAAAATATCAGAGACTCCAACAGTAAAAGTACTCGTCCTCCTCCTGACGCCTCCA
CATGCAGCCATGATGAGAAATGGAAGCTTGCTCAAGGATTGGATTGAATCGTTGACTTGA
TCCAGTCCAAATAGTGAGTAACTCGTGTGTAGACCCCAGGGCTGTTCTGCTTTCCACACT
GGTCTCCCCAGCTCACCAGTCCATAGATGACGCTGCTGTTGTTGTTTTTGCACGTCAGCG
GTCCTCCAGAGTCGCCCTGGCAGGAGTCCACCCCTCCCTGCAGGTGACCAGCACAGAACA
TGGTGCTGTCAAGCTTGCTGCCATAGATGGCAGGTTCAGAGCATTTCCCCTGGTTGATCA
GAAGAACATTAGCCTCCAACAAGTGACTAGAGCCATACTGAGATTCTTCAGTAGCTCCCC
ATCCAGAAATAGTGCACTCCATCCCGTCAGGAAGTTGTGCGTCTGGTAGACAGGCTGTCT
TCACAAACTGGGTCTCATTGGCACAGAGTCCCCGAGTCCCCCTCAACCTCAACAAGGCTA
TGTCATTGTAAACGGCTCCTGACGTCTCTCTGTATCTCTGGTGCACTATGGCATTTTCCA
CTGGAAGAGTTTGAGCTGAAGGATCAGTTTTATCCAACGAGAGACTTCCCATGAAAACCT
GCATGTCTTTGCTTTTATCTATGCAATGGCCTGCAGTCAAAACCCAACAGCTTTTAATGA
GGACTCCTCCACAGACGTTC
>CL1805Contig1
TTTTTTTTTNAGAGGGGGCAGCTGGAATTTATTAATGAAAATCTTTTTGACAACACCAAC
AGAGGAGATACAGTAAGAAGACTGGTGGTGGAAGGTGTTCAGGGTTTGCCTGAGACAGCA
TCTTCTTCAACCTTTGTGTAGTTTGGGTGGAAAAGTGCTGGTTTGTTATCTCCCCCTTCT
GGCACAGGAGTCAGTTATTCACACTTCAAAAACTAAATTCTTTACGTGCAACGTGATTGG
TCAAGGCCACAAAAATTTTCAACTTCAGGTAGACCAACAGGGGAACAACCATATCTTCCA
GTATAATAAATACCTTGGTGCTGCTACAGGGAACAAAGTGCCAACACTAATCACAACAAA
GAAAGGCCAGAGCGGACACAAAGAGGGAGTTTATGGCTCCTCTCTCAGGTTAGATCTATT
ACTGTGACCCTGGAGGTTTGTTTTCTCAAAGCCTAAATGGAGAAAATAAAAGACATAGGG
ACATCAGCTCATTTTACTGCCACCCAGGCCCATGCTTTTCTTTTAGATTCTACAACAGGT
TCAGAGTGAACAACGGTGACAGAGTTCTCCCTTTTTTGCTTTGACTTGAGAGTGAACAGT
GAGGTCAGGGATGTGAGGAGATCACAGAAAACGAATTCCTGCTCCAAACTGGACACCGTC
ACATATCCGATCTCCACTCTGAACCCCCATGGGGATGCAGTAGTTGAGTTCCAGTCTGGC
GATGTTTCCGAGGCGCAGCACAATGCCTGCTCCATATGACCAGCGAATACACTCTGCTAA
CTTTTGAAGGTGTGCTCGAGGACCCTCACCATAGTTCAGGTTGCATAGGTTACCGGCATT
CAGAAAGAAGTGTGTTCTGAAAAGATCTCCGAAGCCTCCTCTCCCTGGCCTGAAGGGAAG
TGGAGTATAGAGGTGCAGGCCGCCAGCCCAGTATGCCTCCCCACCCAAATAGTCACCTTC
ACTCTGAGGCCCAATGCTGTACATCCCAAAGCCTCGCACACTTGTGGGGCCTCCAAGGTA
GAACCTGTCAGCGATGCAGGAAGGT
>CL1806Contig1
TTTTTTTTTGTGGTCAAAGCGTTTATTTGTTGAGCTGTAGCGTGTCCTGTTCTTGTCATA



TAGTCATTACAGACAGCAGTCCAGAGGAGTGGCTTTTTACTCAGGGGTTCACCTTGTTGA
CCATGGTCTCCCCCAGAGCCTCCAGCACCTCCCTCTTATAGTCGTCAAAGTCTCCATCGA
TCTGGATGATTGAGCGATCCTCCACTACCCACAGCGTGCACTGCGTCTCTGTGATGAGTC
GGGCGTCGTGGCTCACGATGATGACGGCTCCTTTGTATTCATTGATGGCCTCCGAGAGGG
CGTCTATGGACTCTATGTCCAGATTGTTGGTGGGTTCATCCAAGATCAGCACGTCGGGCT
GTCGACAGGCCAGCTCTGCAAACACTACCCGAGCCTTCTGACCTCCTGATAGTTTGGAGA
TCTGAATGGTGTGGGCGTGGCTCTCCAGGCCGAAGCGGCCAAGGCATTTCCTGCCGTCCT
GGTAGGGCAGGTTGAAGTTTCTCATCAGGTACTCTGTGGCCGTCTCCTCCATGTTGAGCT
GGTCAGCATACTGCTGGTTGAAGAAGCCCACTTTTAGGCGATGATTCTTCCTCATTTCTC
CTTTAGTAGGAGTTAGTTTTCCAGTCAGCAGCAGCAACAGTGTACTCTTCCCCACACCGT
TGGGTCCGACGATACAAATCCTAGAGTCCATATCGATGCCAAAGTCCACGTTTTTGAAGA
GCGGTTTCTGACTGTCGTAACAAAAGTCAACACTGTGCAGGCCCAGGATGGGCGGTGAAA
GCGGAGGTGGATTGGGGAAGGTGAACTTCACGGTGTACTCTTTGGGCCTCTTCAGTAACT
CTGTGGCCTCGTGGCTCTCCTCGTCCTGGCCTCCCTTCTTCTTGCCCTTCTGCTGCTTCC
TGGTCAGCACCTCCTTCGTTTGTTTTTCCGCCTGCTTGGTAGACTTGCCTCCTGCTTTCA
GGTCCTTGAGCTTCTTCTCCTGTTTATCGTACTGCTTCTGCAGCTCTTTCTGCTTCTGGA
CGTACATCTTCTTGAAAGTCAAGTAGTTCCCTCNGTAGTAGTAAAGCTTCTGGTTGTCCA
GGTGGATGATGTCCGTGCACCTCGTGCNGAA
>CL1807Contig1
TTTTTTTNTTCTGTAACGTTTGCTTTAATGTGACAATCAGTGAGGTTTTTACAGATTTCA
GAAATACAAGCAATGTACAGCATGTGAGGTGTCAGCACCTTTTTATATACATTCAAAGAA
AAGTCCTCTCTCCCTCCCACTGGGACATCCTAGAGCCTAAATAGTTCCGTTCCATGTTGA
TCCCAACTCCACGGAAACTCTTGACTGGTAATTAAATAACCAAATATGCACTGCGTGGTG
TAAAACCCAAAGTAAGACGACATCAGTGTGACTTCTGAGTTCAGGCTCCACTTTCAGAAT
CACAGAGTTACAATGGGCTCAGGGGTTTCCGCGTTCTCTATCAGTCTGTTGGTGTCGACC
ACATCCGGCTGAGACGGCTCGCTGTTGAAGTACAGAGGATTTTCAAAGGTGGGGAGAGGA
ATAGGAGACCTCTTGTAGAGGAAGAATCCAACAGCTATAAGAGCAGAGATGATGGCGATG
AGCAGCACGACCACCAGGCTGGAGTGGACTCGACTGTTTGACAGTGTCGGATCTCTATGA
CGTTCCGGGTCTAGTTCATCAAGGTGCATTACTTTATAAGTTTTACAGATGTATGATTTG
TCATGCCATCTTCGACCTGTAGTCCAAGATCCATCTGATGTCATGATTGCTCCATATTCA
GAATCGGGCTCTTCTGGAGCCCAGTTGGTGAAAGTCATGAATGAATAGTCCAACCAAAGC
CACTCCCCCTTGTGCGTTTTATACAGGCCAATCCAGAAAGAGGTGTGAACATCCTGAAAC
ATTTCTATGTTGCTTTTGATGAACTGTTGCTCTACAGGATCTTCAATGCTTGCTAAAATT
CCACCGTGCCTGACACAGCTGCTAGCTGCGTCTGCCCATTCAATCTCCTCGGTGACAAAC
AGATAACAATAACCGTAAAACGGCATCCAGGTGTAGCTCTCCTGGTACTCTACATTAGTG
TCTTCAGGACATCTCCCAAAAAATTCATCAGTGTCTGGCAGAGGAACATCTGTCGTCTGC
ATACAAAGACTCTTCATGGTCTGGTTGCAGAAAGCAGTCCTCCAGTTTCCGTCCTGGTCC
ACGTACACACATGGCCGGTCTCTGCTCGGCTCCAGCTCAGCCCACTTGGCAAAACTCATG
TGCCAGCCGTCAACATACTTAAAAGAGCCTCCAGTCTTGTTTTTGTTGATTCCAATCCAG
AGTGGAGCTTTAAGGGTAAAAGCCAGCAGATCAACCTGAGCCTTCATCAATTCACTTCGA
ATGCTGGCCAGGTTGGCGTTGTCAGCTTTGCAGGCCTTCATGGCGTCCTCCCAGGTGAGG
TTCTGAGGTAGAGCCTTGATGCTGTCGTTTCCCAAGCGTGTGTAGATGTTTGGGTTTATG
GATTCGCCTTGGTCTTGTGTTGATTCATCAAGTTTTTTTTGACAGATAAATCTATAGGTG
TCATTGCAGGATTTAATAATCCATTTACCGATCCCACTGGAA
>CL1808Contig1
TTTTTTTTTTGGTTNTGCCTCAGTTGTTTATTACAAAAAAAAAAACAATTTTGATGAAAA
ACAGACTCCAGAAAAAAGGTTCTGACCGTCACAGACACTTTTCCTACGATGGAACCCAAA
CATGCAGAAAGCTTCCGGATCAGTCCGCTCTGCGGTTCTGCTGGACGGTCGGGAAGTCGA
CCGGACCCCCCCCCAGGTTCTTCAAACCTGTGATGTGGTTCTGGAGGGTCGGTCAGGGCG
GTCCGAGGGGGTGAATTTTGGACATTTTTATTACTCCAGGAACAAACGGAGGCGTTTCTG
CGGCGGCGGGCCGGTGGCGCCGGCGGCTTCATTTAGCTCCGGTCCTCAAACTGGACCTTG
TTCTTCAGCAGGAACGTGGCCAAGAACTCGATGGGGTTCGGGGGTCTCTCCTTGGCGAGC
ACGGACAGGCCCTGCAGCAGGATGGGCACCACGGTCTGGTCCAGGTAGGCCCGCGTGGGC
AGGGCCTGCAGGTCCACCTTCTGCTTGGACAGCTTGTCGGCGCCGGCCTTGTCCCCGTCC
ACCGCCCTCTGGATGCTGTCGCTCAGCCCGAACTCTGCGTGGGGGGGTTCCGACACGGCA
GGGGGCCCCTCCATGGACTGGTCCAGATCCGGTGTTCGTCCAACCCACGCGTCCGCGACG
CGTGGTCGAC
>CL1809Contig1
AACTTTATTTAACAGGAATTTGGTACAAAAAAAAAGTAATCATTACAAATGACAAAAAAT
ATACACATATATATATATATATATATATAAGTGTGAAACTCATACAGAACTAAGATTATA
ATAAAATATAAGCATACTGGAAGACAAAAATGCCTCTAAATGTGTGGTCAGTGTCGAACT
AAAACATTGGTCCATTAAACCAAAGTGCTGCACTATTATTTCTCAAAACAGAACAAACTG
AAGTTTTATCCCCTACTCATTATTTGTTATACTGAGGACAAATTACCTTTATCCCAATAA
ATCTTGTACAAAAACAAAAAACGCCGTTTTGGGGGGGTGATCCAGCCGACCCCCCCCTAC



AAATATCCTGATCATGCCAATTAACTATAGGTTACAAAGAAGAGTACAAATTTTAAAAAA
TGTAAAAAAGTAATTTATGAAACCAAGAAGTAGAAGAAGAAAAATCAAATTGTTCCATGC
ATGAGTTCTTTAATTGCTCTTCAGCTTCTTCCCACTGGAGGGGACCATCCCAGAATCTTT
GTTTTTACTTTTGCTCTCCTTTTCCAGCAGTTCAAGGCCATCGTTTATCTTCTTAAGGAA
CTCGTAGCGCTCCCTCCCATAAACCTCAAAATGAAAGACTTCTCTGTTGNCCTCCTCCTC
TCCACTTGAGTGGGACTTCTTCCTCTTAGAGGAGGAGGTGTTGGGTGTCACCTTCCTTTT
TTTGGGCTGCGTTTTCTGCCGGCTTTCCTCCTCCGTTTTGCGGTCCCGCCCCGGGCAAGC
ACAGATTCTGACCTCAAAACACCTCCGGCCAAGAACCAGACCCCTGCAAGAGATTGATAA
GAGCAGAGGTGGAGACTTTTCAAGGTTGATCTGGGAAAAGAAGAACCAAAAATTAACACG
ACTTCTGAACAGGCAAAAACATGAACACCTGAAACCACAGAATTCATTTAGGAATATGTA
TCTTTACTAAACTGCAGCCTGCTCTACTTTAGAGACCCACTCGGATAAAAATAGTGTTAA
CATGTTCCTGTGGCATTTCTTTTCTTGCGATGGAGGATGCATATAGAGAAAATTAAACTC
AAAAATGCATTTCTGAGAATCTCTTTTTTTCAAATTGTGAATCGGCAGATGAAGAAATAC
AGATGGAAAATGTTCATCAGTAAAAGAAAATATACTCCCTGCTCCCAGGATAAGGGAGCA
GACAAGGGGGCGGGGTTTCTCCGCGCCAACGGAAATCCTGCTGCTCTGCAGCAAGGGGCC
AAGAAGATGAAAGTTTTTTTTCTTTAGGGTGTATTCAGACTGGACACATCTGGTTCACTT
TAAATGAACCAGAGTTTGTTTCCCCTGATAATCCAGAACAAATTTTCAGTCTGAATACAC
TCGAGCGGACCCTGATCCAGTACCAGGAACCGCTCTCGGACCCAACTTTGGAGGAGGTCT
TGGTTCGTTTCCAATGGGACTGAGCATCA
>CL1810Contig1
TTTTTTTTTTTTCTTATAATTTTTGAAGCAAATCTGGATCAATCAAAGTCCCTCAAATGA
AACTCCTGAAAGGTATGTTGACATCCTTCATTTGCTCCGCATAATCCTCGTCAAACATCT
TTGCCTGCTCGGGTGTGAAATGATTTTTCCAATCGCCTACTTCCCCTTTTCTCATGAACG
GAAAGACGGACTGATCAAACACAGGAAATGGGATGCAGGAGTAGTTGGCCATGGGGTTCT
CCTTCATGCTCTTGAAGGACGTCAGCTCCACGATTTGGTTGATGACCTCGTCAGAAACTG
ACAAGTCCAGATACTTCATGATGCGCAAAACTTCACGGCGAGGATTCTCTTTCATGTCCT
CGTAAAAAAGGTACAGGATGTTCCTCTTCTCTTTCTCCACCCAGTAACTCTTCACATGAT
CATACCAGGGGCCCCATGACAACTCTCCTCTCATGAACTTGTTGATGTAGCCGTCGAACG
GCCCCGGCTCAGGCTGAGTCTTGTTCATCAGATCAAAGTAGTAGTAGCTCACCAGGTTGT
CTTTGGCGTTGCGTGCAACATATATTGCCTTGCATTTGTTCTCCCAAAACCCAGGAGGCA
CCAGCTGGAAGGGCAGGTGAGTCTTGATGACTCTTGGGGGATCCATTTTCTTCAGAAGAT
CAAGTCCTGAGGGAATTGGGGGAGGGGAGCAGATTTCTAGAAAGGGGCTGCGGATGGGAG
TCGGAGCTCGTTTACAGGCTTCAGCATCTCCATTGTGGAGGAGCAGGTCCACTATCTCCT
GAGTCCACGTGGTGCCTGCTTTAGGATAGGTGGCAATCAGGAGGTCTGACGGGTCAGGAC
AGAAAGCCCAGATGGAGTCCCAATTGTTGGCAATGTGGCACATGAGCGGAACGCCTCTGA
TGTGGATGAGAGGGAAGCGAGTGATGGAGGAGCCGGCCTTCTCGATGGCCTCTTTGTAGG
ATAGATTTTCTTCTTCTGACATGACTGATTCCAGCAAAAGTTCTGAACACACACTAGAAA
TCCAGAAGCCAATTTCCCACAGTCAGACGGCTCCAGAAAGGCCACGGTGGTTGTTGTCCT
TCAGCTTCCAGCTTCAGCTGGCTCTGTCAGCATTCAAGGCTGATTTGCCTTCTGCACACC
TTAGATTCCCACCGTAATAAAATACCTTCCTGCTTGTTGGGGAAAGCCCACAGTGACTGT
GCATACTTCCTCGTCACGATGTCGTTGTCTCCTCCTGCTGTCCAGAAATTGCTCCTCTGG
ATTTCTGTGGTTTGTCCTCAGATTTGATTGTTGCGTGGAGCTCTGAACTCCTCCAGAGTT
CAACACTGATTTCATCAGCCCCCGGCCATAAGGCCCGGGTTAAACGCGGCTGAG
>CL1811Contig1
GGTCTGCGCATGCGCTGCTGAGTTTGCTGTTACAGTAAAAGGCAGACAGCCTCTCTAACT
GGACTTGTTGTTTGCGTGTTTTGTTTGTTTGTTTATTGACACTCGTCCGGACGCCGCCGT
AGCCATGGCGTACCAGCTGTACCGGAACACCACGCTGGGAAACAGCCTGCAGGAGAGTCT
GGACGAGCTGATCCAGACCCAGCAGATCACCCCCCAGCTGGCCCTCCAGGTCCTCCTCCA
GTTCGACAAAGCCATCAACACGGCGCTGGCCAACCGGGTCCGGAACCGGGTCAACTTCCG
GGGTTCTCTGAACACCTACCGGTTCTGCGACAACGTGTGGACGTTCGTGCTGAACGACGT
GGAGTTCCGGGAGGTGACGGACCTGGTGAAGGTGGACAAGGTGAAGATTGTGGCGTGCGA
CGGAAAGAACTCGGGCTCCAACGCCGCGGAGTGACGGCGGCGGCGGCGCTGTGGGCGGAC
CACGACTGTACATATAATTTATTACATCACGGTTACCTGTGAGTGTGTGACCACATGCAG
CAGGGCTTTTTTTATTCAAACGGAAGGTTTTCAGTTTGTGTATGCGCTGGATCATCTTTA
ATAAAACTTTATTTAAAAAAACCTCGTGCCGAAT
>CL1812Contig1
AACAGACGCGCTGTCGCTCGCCTAGAGACTAGAGCAGAGCTGACTGACACTGTACGCAGC
ACGCTACTGTAAATAAAAGAATCAAAACCCAACAGACTGGCTGGGGGGCAAAAAAAAAAA
CGAATTTGAGCGCGCCAAGTGAAAGGAAGGCAAAAACATGGCTGGTTTGATGGCAGGTTT
TGGTCATTACACCCACGCAATCGTGCGGGGAATCCCTGCGTCGCTGGCCAAGGAGGCGCT
CAGGACCAACCAGGCGGAGGTGGACCTGGACAAGGCGCGGACGGAGCATGACGCGTACGT
GCAGGTCCTGAGGACGAGGCTCGGGCTGGAGGTGGTGGAGCTCCCCGCGGACGAATCGCT
TCCGGACTGCGTGTTCGTGGAGGACGCGGCCGTGGTGTGCGGTGACACGGCGCTCATCAC
CAGACCCGGGGCAGAGAGCAGGAGGAGAGAGACCGAGGCAATGAAAGAAGCTTTAACGGA



TCTCAACATGAACATTGTGGAAATTGCAGACGAGAATGCAACTCTAGATGGAGGAGATGT
TCTCTTTACAGGGCGAGAGTTCTTTGTGGGTCTCTCCAAACGGACCAATCAGAGGGGAGC
AGAGATTCTTGCTGATGCCTTTAAGGACTATGCTGTTTCCACGGTGCCAGTGCTGGAAGG
GCTGCACCTGAAGAGCTTCTGCAGCATGGGTGGACCAGGCCTTATTGTCATCGGCTCCAG
TGACCCAGCTCAGAAGGCCCTCAAAATTATGCAACAAATGAGCGACCATCGCTATGACAA
GCTGACCGTGCCTGATGACCTCGCCGCGAACTGCATCTACATGAACCTGCCTGACAAGGG
CCACGTGCTCCTGCACTGCACCACGGATGAGTTTCCAGAGAGCGTTAAGGTCTTTGAGAA
GCTAAAGGACCACATGCTGATCCCTGTGTCCAATCTGGAGAAGGTCAAGTTGGATGGAGC
CCTCACCTGCTGCTCTGTGCTCATCAACAAGAAGAAGCCCGACAACTAAGCCCGCTCTCT
AGAGGTCCTTAAGTGGGAGGCAG
>CL1813Contig1
AAAGNTCATGTGACCTTCAGTNGGACTCAACATAGGTCAAAGNTCATGTGACCTTCCAGT
GGGACTCAACATAGGTCAAAGNTCATGTGACTTNCAGTGTGNACTCAACATAGGTCAAAG
GTCATGTGACTTTCACTGTGGACTCAACATAGGTCAAAGGTCATGTGACCTTCAGTGTGG
ACTCAACATAGGTCAAAGGTCATGTGACCTTCAGTGTGGACTCAACATAGGTCAAAGGTC
ATGTGACCTTCAGTGTGGACTCAACATAGGTCAAAGGTCATGTGACTTTCACTGTGGACT
CAACATAGGTCAAAGGTCATGTGACCTTCAGTGTGGACTCAACATAGGTCAAAGGTCATG
TGACCTTCAGTGTGGACTCAACATAGGTCAAAGGTCATGTGACCTTCAGCGTGGACTCAA
CATAGGTCAAAGGTCATGTGACTTTCACTGTGGACTCAACATAGGTCAAAGGTCATGTGA
CCTTCAGTGTGGACTCAACATAGGTCAAAGGTCATGTGACCTTCAGTGTGGACTCAACAT
AGGTCAAAGGTCATGTGACCTTCAGCGTGGACTCAACATAGGTCAAAGGTCATGTGACCT
TCAGTGTGGACTCAACATAGGTCAAAGGTCATTTGACCTTCAGCGACCAGAATGTGAGCT
TCAGGACGAGTCTCGTGTCCAGCCGTGTGGTCCGCTGCACCACCGTCACCTGACCTTGTG
GCTGCAGCAGTCGCCTCCCTCAGGTGACGGTGGAGGAAAGCTGAAGCCGCGGCGGGAACA
GGGGGGCTGAGCGGGACGGACCGGGGCTTCATGTGGAGGGTCTGACCTGCTGGAGAGGCT
CCGCCCTCCGGGTTTGATGTGTTGAATGCTTCCTGTTGGGGTCCGGTGTCAACATGTATG
TTCTTTAATGAGCTGTGACATGAATCAGTTGAAAAAAGGAA
>CL1813Contig2
TGANGGTCACNTGNCCTTNGACCGTNTGGTGNGTCNACATTGAAGGTCAACATGACNTTT
NACCTATGTTGAGTNCACACTNAAGGTTCACATGACTTTTGACCTATGGTGGAGTCNACA
NTGAAAGTCACATGACCTTTGACCTATGGTTGAGTCCACGCTGAAGGTCACATGACCTTT
GACCTATGTTGAGTCCACACTGAAGGTCACATGACCTTTGACCTATGTTGAGTCCACACT
GAAGGTCACATGACCTTTGACCTATGTTGAGTCCACAGTGAAAGTCACATGACCTTTGAC
CTATGTTGAGTCCACGCTGAAGGTCACATGACCTTTGACCTATGTTGAGTCCACACTGAA
GGTCACATGACCTTTGACCTATGTTGAGTCCACACTGAAGGTCACATGACCTTTGACCTA
TGTTGAGTCCACAGTGAAAGTCACATGACCTTTGACCTATGTTGAGTCCACACTGAAGGT
CACATGACCTTTGACCTATGTTGAGTCCACACTGAAGGTCACATGACCTTTGACCTATGT
TGAGTCCACACTGAAGGTCACATGACCTTTGACCTATGTTGAGTCCACACTGAAGGTCAC
ATGACCTTTGACCTATGTTGAGTCCACAGTGAAAGTCACATGACCTTTGACCTATGTTGA
GTCCACACTGAAGGTCACATGACCTTTGACCTATGTTGAGTCCACACTGAAGGTCACATG
ACCTTTGACCTATGTTGAGTCCACACTGAAGGTCACATGACCTTTGACCTATGTTGCCGG
CCAACCAGTGC
>CL1814Contig1
TNTTAGGTCTCGGCGGTTGATGAGCGTCCTCTGCCGATGGTTTTTTCCGCTCTTTTTCTT
TCTTTTTCTCTTGCTTAATAACCCACTTTCCGATATTGAACAGCAGCTCTTCGTCCTGTT
TCTCAATTTTCTTCGCCTCCTCGTCCTCCTCTGTAATCTCGATGCAGTCCTTGGACCAAA
CAATCTCCGTTGCAGGTTTGACATTTCCGATCTTGCATTTCAGCAATACGTCACACTCGG
GTGTTACAGCAAAGTTAAGGTACTCCACAAAGTGAGGACCTTGCTTCCTGACCCATTCTG
CCCTCTCAAACTCTGATTTTCTTTGAAGCTCCTTAAATTCTTCTCCAATCAGCACAAGGC
TGGTAGTGCCTTTCGCTTTTCCATCCACCAGGTTAAAGGTGAAGGTGCCCTCGTCTGTCA
CCTCCAGAGAGTCCATGAACATCTCAATGACGCCCGTGGATTTGTTGAAGTTCATGCTGT
ATTTCTCCCCGTCTTCGATGATTGCATCGTTGAAGACGTACTCCACTTGGCAGGCAGAGG
TAAACTTCTCAAGCTGAGTCCAGAAGCGCACGCGGCCCTTCTCAAGCAGCTCCATGGCCA
TCTCACTCTTGAAGGGAATCACGGGGAACTTGTGTTCATGACTAAGGTCCAAAAGACGCA
GGAGACCCTCCTCAGTGAGAGTGTAGCTTGAGGAGATGCCGTCGGTGTTGGTGACCATGC
AGGAGAAGGTGCCGAGATCCTCCAGGGACGGGCTGTTGAAGGTCGCTCTGGATCTGCCCT
TCTCGTTGCAGATGGTCAGGCGAGACGTGTCCGTCATTGCCTGATAGTTCTTGGACCAAA
TAAACTCTGAGCCTTCCGTCATCTCAGAGCATTCGAAGACCATAGAAATCCTGCCGTCGC
CGTCCACATCCACATAAATCTCTTTGGTGCCAGGGCGTGTCTGAGCTACAATCGGACCTA
AAACTGCTGAAGGCTTTCCAACTCCAGCCAGATTTTGAGCGCGCACACGAAAGACGTACG
ATGCTCCGGCCGTCAGCTGGGTCACCTTCATGTATTTGCTTTTG
>CL1815Contig1
AATGCTACTCGTAGCGGTTTCTTGTTAGCTTGGCTACTANTTAAAATAAATTACATTTTT
TCTTCTTAATTAGTGATTTGCTAAGCAGAGCCTGTGACAAGACTAGAGTTTCAGGGTTTT



GAAATTTGATGACCATGGCGGTGCCCTGTCTGTTGCTTCCTGTGCTGCTGCTACTGTGCG
GAGCAGCCTCACCCGTGGAGGTCCAGCGTCCCCGCGGCGTCCCTCTGTCGAAACGACAGT
TTTATGAAGAGGGCAAACCTTTTACATGCTTGGATGGATCCCTCACTGTTCCATTTGACA
GAGTAAATGATGACTACTGTGACTGCAAAGATGGGTCCGATGAGCCAGGCACTGCTGCTT
GTCCCAATGGCAGCTTCCATTGCACTAACGCAGGTTTTCGACCAGCGTTCATCCCTTCTT
CTCGCATCAATGATGGAGTCTGTGACTGCTGTGATGCTACAGATGAATACAACAGTGGTG
CTACCTGTCAGAACACCTGCAAAGAGTTGGGCCGTAAAGAAATAGAGAGTCTTCAAAAGA
TGGCAGAAATTGCGAAGGAGGGCTTTTTGCTCAAACAGCAACTTATCCACGAGGCTAAAA
GTGGTCTTGAGGAGAAAAAGACCAAGCTTGCAGAAGTCCAGACCAATAGGAAGGATCTAG
AAGAGAAGGTGGATGCTTTGAGAACTGTTAAAGAAAATGCAGAGCAGCCAGAGAATGAAG
CTAAAGAGCGCCACCTAAAGGCTTGGGAAGATCAAAAAGCTGTCATCCGTATGGAGAAAG
AGAAAGCTCGCATGTCTGGAGTGTTTCTGGAACTGGATAAAGATGCAGATGGCTTTGTCA
CAGTGAATGAACTCTTACCTCATTCTGAGCTTGATCCAGATGCAGATGGTACATTCACAG
AAACGGAAGCTCAGGGATTGTTGGGCGGAGTTGACAAAGTCGATGCTGCATCGTTTGAGT
CCGTTTGGAATAATATCAAAGAGAAATTCCACTCTGAGTCACACACAGACACCCCAGCAC
CAGAGGAAACGTCTCAAGAGGAAACAAAGGAACCGGCCTCTGATAATGACTCTGAGCTGT
ACCCTGATGATGACATCCCAGAAGATGATGATGACGAGGAAGATCCTGAAGATGAGGATC
TTGATGAAGGAGACTATAAGGGCTCTGATACGCTGCAGACTCATGATAAGAAGAAGGAGG
AGGAAGAAGGAACGATGCCTCCATACGACCAAGAAACCCAGAGTCTCATTGATGCCGCTC
AGAAAGCCAGGGATGAGTTCAATGAGGCTGAAAAGGCTCTACGCGACGTGGACGATCAAA
TTAGAAACCTTGAGAAGGAAATCTCTTTCGACTTTGGAGCAAGTGCTGAGTTTGCTTACC
TCTACAGCCAGTGCTATGAGCTGCACACTGGAGAGTACATCTACAAGCTGTGTCCATTTA
ACAGAGTGTCCCAGAAACCTAAATATGGTGGATCAGAAACTAACTTGGGAACCTGGGGGA
AATGGGCGGGGCCTGAAGATGACGTCTACTCTGTAATGAAGTATGAACATGGAACTGGTT
GTTGGCAAGGCCCAAACCGATCCACCACTGTTAAGTTGACGTGTGGAAAGGAAACAGTGG
TGACGTCCACCTCGGAGCCCAGCCGCTGTGAGTACCTTATGGAGTTTACCACTCCAGCTG
TCTGCCAGGAGCCGCAGAACGTGGGGACAACCTTTCAGGGGCATGAAGAACTCTAGATCC
TCAACAGCTGTTGCTGCAAAGGGGACCACAGTTGGAGCAGCGATCACATTTACTTTTAAC
AGTTTGATGATGAATTCCATTCAATTGTTAACTGTAGAATGACCAACACAAGTTTCATCT
GATCTTCCACTGCAATGCTTCATGGTGATTTTAAATGTCATTCCATTGTTTTCAAATAAA
GTTTTTTGTCATGATCTANNNAAAAAAAAAAAAAAAAAAA
>CL1816Contig1
AATTTTATTTGATTCACTCATTATGACTTTATGGTGACATTAACTCTTACGTCAATATTT
GGTTATAATCACTTTTACATTGTTTATTTTCAGTTTCTCATTGCTTGTCTGGTTCTGTGG
GAACTCGGACAGCCAGCTTGCACTCCACTTCATCCTTGCCCAACTCGTTGACAGCCATGC
AGGAGTATTTGCCTCCGTCAAAGGTGCTTGGCTTCCGAATGTTGAGGGTCAGCACTCCTT
GGTTGTTCTGCATCAAATACTTGGGGTCCTCACCGATGATCATTTTGTTCTTCATCCACA
CAATCTTTGGCTTGGGGAAGCCTTTCACAGCACAGCTGATGGCCATACTGTAACCAGCTA
CAACAGTTCTGTCCACCAGCGGCTGAGTAAACTTGGGCGCACAGGTCATGTCTTTCTCCT
TGTAAGGGTTCCGTTTGTGCTCGAGGGCTGTTTTAGAAATAACAGCTGTGTTCTTGCTGA
GACCAGGCTCCTCACTTAAACCACAAAGGTTTTCACTGTAGACGCGGAATGAATATTCAT
TGCCCATTACCAGGTCTGAAACTGTGCAGTTTGTCCGTCTGTTATGGTCATAAACGGTGA
ACCATTCCTTGGTCTTCATGTCTGCTTTCTGGATGGTGTATCCGGTAATCTCACAGTTGC
CGTCATCTTTGGGTGGTTCCCATTCCAGAGCTGCATTAAAGCCCCAGACGTCAGTGACTC
TCACTTTTTGAGGTGGCCCAGGCTTCTCAATAATTCTTATGTTAATGGTTGCTCTATCTT
CCATGTTCTCAATCTGTAGAACCAGCTCATACGTTCCAGAGTGATCTCTCTCTGCTGAGC
GAATGAAGAGGATGCTTTCCACGTGGGAGTTGTGGACATTGACCATCTTTGGGTCAATGG
GTTTACCATCCTTGTACCAGGTAGCAACAGGTCGTGGCTTACCCTGGAATGGGATGGTCA
GGTTGATCTTTTCTCCCACTGTCCTGATGTATTTTGTTCTCAGCTCACGAGGAAGGCGGA
TCTTTGGATGTTCAACAATTTCTCGGATGGTGACGGGCTGTCCCAGGGTCGCCGGTGGAC
TGCGACCAGCAATGTTCACCGCTACCACCCTGAAGTTAATTTTCTCCCCCACAGGGAGGT
CACGCACCACAAATCCCTGTCGTTCACAAAGATCCGTGTTAGCTTGAACCCATTCCGTGC
CTCCCTCCTTGCAGTACTCAATGATGTAGCCGTCCAGACCTCCAGCTCCAATTTTCTCTG
GGGCGAGCCACTTCAAGCTGCATGTGCTGTCTGTCACATCGTGGACGGTCAGGCGAGTTG
GCTCACTAGTTGGTGCAATGGGCATGAAGGGCTTGGAGTTCAGACTTGGCTGAGACATGC
CAATACTGTTAACAGCAAACACTCTCATCTCGTACAAAACTCCTTCAATCATCCTCTTGG
CCTCGTATGTGGTTGATTCATAAACATCAAAGTTCAACCTTGTCCATCTGGAGGAACCTT
TCTTCTTCCTTTCCATTAGGTAACCTTTGATTGGCACTCCCCCGTCAAATTTGGGAGGCT
CCCAAACAATAGTGGCACAGTCTTCTCCCACTCCAGTGCATTTAACATTCTCAGGGGGGT
CAGGCACATCCACAATTTTCACAAGCAGCATAGCCTTGTCCTCTCCGGCTGGGTTGGTGA
CACAGATACTATAGTTGCCTTCATCATCTCTTTCTGCCCCCTCAATAACAAAGCAGCTAA
GGTCCTTCCTGGACTCTACTCTCACGCGGCCTTCTGTCTCTGTGATTGGTTTTTCTCCTT
TGGACCAAACCACAGTGGGGGCTGGTTCTCCTGTGATTTCAACATCCAGACGAAGTTTGT
TTCCTGCTACTACAATAATAGTATTCTGGGAAACCATGTTTCCAGTGGTGTCCAGGTGGA



TCTTTGGGGGATCTTGTCTGGGGACATAATCGATCTTAATTTCCAAGAAGTTCAGTTTAG
CAGAAAGTGACAGAGCATATCCATCAGGAACAAATGTGTAGTCTCCAGCATCCTCTGGCT
TCACATCATCAATTAACAGCCGGTGAAACCTTCCGACATGAGTCATTTTAATACGTTCGC
TTGGTAAGACCTCCACTCCGTCTTTGTACCACTTTCCGGTGACCGTGTCATCCGACACTT
CACACTTGAACATCGCCTGTTCTGTTGCCCTGACTGTCAAATCGGCAATGTCCTGCAACA
CTTCCAGCTCCTTTTCTTCCACCTCCAGCTCTCCTTTGGTGTGACCTCCGTTTGTCCAAG
CATGGTACATGCCAATGTCATCCAGGGTAGCCTCTAGAATAATAAATGTGTGCTTCTTTC
CATCCTTTTTGAAACGGTACTTCGAGGATTCTTTGTCTTTGTGAAGCTCTTGATCCTCAA
AGCACCACACGACATGTGCACCTTCCTCAGACACTTCAATCTCAAACTCCACTCTTTCGC
CCACAACCACATGGTAATCATCCATCAGCTTAGTGATGGTTATTGGAGGCTCTTTGACAT
AAACTTCTGTGGAACACTTGTCCTCGCTATCCTCCTCAATATCGTTCCGGCTTCCCACGC
TTCTGATGCCTCGTCCTGCTCCTCCTCCACCCCGGCCATAATGCCCGGGTTTANCGGG
>CL1817Contig1
GTCCTTTATTATGTAACACGAGTCTGATGGACAACCCTGCTCCACACCGGCCTGAGGAGC
TTCTGCTGCTGCTGAGACTCAACCGACTGAGCATGACGGCCTCATGAAGGGAAAGGTCCA
AAGCAGAGGGCGTCCACCCCCTTCTCTAAAGTCTTTAACCACACGGATAAAACCCAGAGG
TCAGTCTAGTTGTGGTCTTTTATCCACTGCTCCACCCACTGGCTCATCTGCTCCAGGTTC
CTCTCCAGGTCCTCGGGACTGTTGCTGGGCAGCTGGTGGACGATGTCCTCGCTGTACGCC
TCCATGGCCTCCTCCAAGATGGTCTGGAAGATCTCACACTGTACGTTGTCCTGCAGCTTC
TTTCCCGTGTAACCCCTGGCCTCCAGCCGGTTGTACAGCTGGGTGTTGTCTGTCCGCAGG
ACAAAGACGATGTGGAACCAGCGCTCGGGGAACAGGTCACAGCCGTGGTAGTCCACGATC
ACACCGCCTTCCTCCATCTTATCCTCCAGCTCATCCACAACCCTGTCTTCATCCAGGATG
GGGCACTGGTAGTCTTCATCAAAGCCGTCATACAGCTGTCCTTCCTGTGCCAGGTCCCCC
ACGTTCACGTAGGTCAGTCCAGTGCGACTGGAGAGCTCCTTCCCAAGAGTGGTCTTCCCC
ACACCGGGGGTTCCAGTCAGCAGAATGTTTGGCCGCTTCGTCATCCTGTCCACGTGTCAC
GATGACGACAGAGCCCACCCGAACAACACAACAGCTTCTCCCAGTACCACGAGGTTTCGT
TAAAGAAAGAATCCCAAACAAAAAACAGAGTTCTGCTCAGTAGAGGATCCAGGATGCGAA
TAACAAACACGAGGACCGCGCAGGGAGCCGCGTGCCTCTTATTCTCCTCGTGCCGAAT
>CL1818Contig1
TGCCTTTTTTACCGTTTCAGTGACTTGATGCTCAACAGTGTAACGTCATGATTAAATGCT
ACACACAGTCGTAGGACCCCACTGTCTTCTCACACTGAGTGATGGGATTGGATCAGTGTT
TCTGCATGCATTGGAGTGAAGGACATCAGTCCACATGTGCACGCTGGCATCTGCTCTGAA
ACATCCAACTGTCTGGATTCTGGGACTTTTCAAACAAAACATAAGACACTGTAAACACAC
ACACACACACATTTTCTCATGGCCAAGCACAGCGGCGGTGGCAGTGATTCCTGCCCTGCT
CCCGATCAGAGCAGCAGGTCTGTGACTGAGGGCAGCAGCTCCGCTAAATCCGACTCCACG
CTCGCCGCCTGAGTGACGGGGTTGCCACGGAGGTCGAGGCGCTTTAGCTCGGGGCAGGAG
GCCAGTGGCTGAAGGTCGGTTAGGGTGCATATTTTATTATTCTTCAAGGAGACCTCCTGG
AGTCGGGGAAGGTGATAGACTCCCTCCAGGTTTTCTAAAAAGTTGTTATCAGCCTCCAAA
ACCTCCAGGCACTGCAGCATGGCAAACTGAGGCGGCAGCCGCTGCAGCCGATTGGAAGAC
AGGTTGATGTGAGTGACTAACAACAGCTGGTCCAGGTGGCACAGAGACGTCAGGTTCCTG
TCCGTGATGCTAAAGACTCGCACTTCAGCGTACTCCATTTTCAAGATGGTGTTTTCTATC
ATGAACTTGCAGCACAGGTCGCTGTAGTACTCCGATCGCATGGAATCAACCTCTTTAAGG
GTTTGGAAATGAGCAAGGGTCTCCTTTTCATATCCTAAAGGGTCTAGTGCCCTCATCAGG
AGGATAATGGTCAGCAGGCACCATTTATTGAGAGGCTCCAGTTCTTGTAGCTGTTTGACC
GACTGCAACTCTGACTGCAACACAGACGTCTTCTCTACTGACAGTTCACTCCTGAACAGC
TCCTGATCAGTTGCAGTGTCCCGACACCAACTCTCCACCCGGCCTGTGTACAGAGCACAG
TCCCTGTGAGTGTGGTTCCCTGTCCAGTGCACAGTTAGGTTGTGTTCGTTGGTGACGTCA
TTTATAGTCCCAGGTGGAAGGTCACAGATCAAGACAGGGCTGTGCCTGAAGCGTGGGTGA
ACACTCCTCCATTCCACCCTCAGAGGCTGACCGTCCAGGACCAGCAGGAGTCCCACACAC
CTGGCATTGATGGGCCTGGAGAAGGCCACGGCCACTCGCTCGTCTTCACGGCTCACATAG
ACGCAGCTTATTGTCTCTTCCCGCTCCGCTCTGCCTAACAACCAGCGGTAGTAGAACCAG
GCACTCTGGTCGTTGGGGTCGGTGAAGAAAGCATTCTGAACGAGTTCGTACTCTTTGAGC
AGCTGCTCTTCACAGACACGGTGGGACTGGGGGCCTCGGGGGGAGGAAGCGTGAGGCGGC
TCCTGACGGGTCTGCGGGTGCAG
>CL1819Contig1
GAGGGAAACAGGAAGTGGATNCAGGGTGCAACCACATCAGGGTGCTGCTGATGGTGAGGT
GGACCCGGAGGACGACCCCAACAACCAGGGAGAAGACGAGTTTGAGGAGGCAGAGGACGA
GCGGAGGCCGCACAGGGCGGCTGAGGAGGAAGAGGAGGGGGTAGAAGAGGAAGAGGAGCC
GGCAGCGCCCGCTCAGCACAGCCCCCTGCGACCTGAACAACCTGCTGCAGACGAAGAACT
GGTGGCCCAGCAAGACACAGCTGCAGAGAAAAAAAGAGAAGAGGTGGAGGATGGGGTTGA
AGATGAAGGGGAGGATCCTTATAATGAAGAAAACATAGAACAGGATGAAGAAAAGCGCCA
AGAAGGGCCCAGAAAAGAGGAAAAACCCCCAAACGGCGCAAAAGAGAATGAGGAGGAGCA
TTACGAGGAGGAGGACGAGGGAGTGGAGGAAGACGGTGCCGCTCCAAACAAAGGAACCAA
CCGGAGAGCAGAGATGTAGGAGGAGCAGAACCGTCAGCTGCAGTGCCTTTCTGACCGCCG



CCCGCCTCACTCTTCCACTCGTTTCCAGAAGAATCATTCAGAGTTCCTCTTTGGAAAACT
GGGAGAATAAAATGTAAACACTGTACTCTGTGAGAAGGACTGGATTTGCAGTGCAGAGCC
TGCTTTTATACTGTATATTTTTAGTCTTAGCTGTTTATCTGCTATTTTTTACCTGTTCAC
ACATCTGCCTGATTGTTTAAGTGCCTCACAGCGTATGTTTTATCATTGGGACATTTTAGT
GAAACAACAGCAGAGATATATTATATTATCAGTTTGTTTACTTGTTCAGACTTCTGTTAT
TTTTCATGCATGTTTTTGAGCAGGAATTCAAACTCCAATGGTGACGTTTAGTAATTTATT
GCTGATGACGGCTTTGACAATCAGAAAGCTGTGGCCGTTATCCGTTCTCGTCCCTGACAG
AAGCAGCTTTTGCCACTTTCTGATGGTTGACGGGCAGGAAAACGGATATTTCTGCAAATC
CCAACTAAAGATACTTCTGGTGACGGTTCTTCGATGCCCAGTATCGCAGTGACTTATGCC
TTTCCACTTTTGGAGATCTGCTTTTTGGTCAATCTACACTTCAGAAAAGCATTTTCAGCT
GAAGAGCTTTGAGCTGGCAAAAAGGTGAAGATTTCAAGTTCAGTGTTGGCTTGAAGACTA
TAATGTAAAGCGGCTTCCTCTACAGTCTACTGTCCAATGTAAAGTAAAATATTTGTAAAA
TTTGTACACCAGCTATATTTAATACAAAATGAGGGATTTTGAGTGTATTGAATCATGCAT
TTGTGGATGAAATGGAATAAAAAGATTGAATGGTTTGAAGAGAANAAAAAAA
>CL1820Contig1
CTATAACACTAAGTGCTCCCTTCAGATACATCTCAACGCTTCGCTCTTAGATTTAATTAA
TTTTGGAGTTAACAAAGTAGAAAGACAGTTTGATGATCTACCAACTGTGTGCCAAAACTC
CTTCCAAACACCCCCCCCTCCCAGAAAATAAAATAAAATGGAACAAAACACATGACATGG
AGAGCATCAAGAGAAAACTATTGTGGTGTGCAGCAGCCTGAAGAAAGCCAGAGTGCTGAA
ACGAGGCTTTGAGGGTGCTTCAAAGTGAAGGAAGGGAAGGAAATTCATCAGTTTGATGCT
GTAATTCCATTTCCAGTTGAGGAACAAAAAATAAAGGGAGAATTGGGTTTTTACGTTGTT
GAATAGCCTTGATTTAAAAAAAAAAAATCATGTATTAAAAAGTAACAGTATGAGGGGACA
GATCTATTAAAAATGGGCTCCAAAANAGAGGAGAGCAAGCAGGGTGTGTTTGAAAGCTCT
GCTTCAAAATGATAGTTAGGTGTTATTGTACATACAGACTAGTTGGGCTTTGCAATGAGG
GCACCGAGGCTTTTGAAGTTTAAAGGTTCTACTACAGAAAAACATTAGGATGTCCAATTT
ACATGCTCCCTCCCTCTCTCCAACAAATCTCCTCTTCCCACAGTCAAGCACAGAGTGGAA
CTGTAACACACAGACAGGTATCCTTCTGTCAGCTTACTGGGGCTATGTACAGTCAGGCAC
AGGTTTAAACAAACCACGGGCCTAAAAAAGGAAACCAATTGATCCAATAGAGCCGATCTG
GATCAATCCACCCCACCCTTTGTCACACCACTATTTCCCCACTAAGAACACCCCCATTCC
TTGCATCCCCCCCTAGCAACTACCACCCTCCTGTGGGTGGTCTCCGGGTGAGGCTCAGCG
AATGGTGTATCTGACGTAGGGCACTTCCACATCTTCATCTGAAGTATCGTTACAGCAGAG
CTCGAACACCAGAGCTTTAACGTGCTTGCCCAGCTTCTTTTTGGACACCTTGGTCACAAT
CTCAGTCATCGGTAGGTCAAGCCTCTCTTTAAGCTTGGCAGCGGGCATGAAAAATGAATA
GAGCATGGACACTCCCTGAGAAAGCATGGTGATCTCCAGCTGATGCTCGTTTTTAAAGTA
ATCCAGAAACTGGCGGAGTGTCATCTCTTCACCGTTGGCCTGCATTCCTGTTACTTCAAA
GCGATCCCACAGACTCCATTCAGTTTCATAGTACTTATGTTTTGGAGCAGCAATGGGCTC
AGAGTAGGCAAAGAAAGGCAGGGCTAAGTTCATGAAACCATTCTTGTACGTCTCAAGCTT
CTTGTGTCCTTGCACGACCTTGATGAGCTCCAGGCAGACCAGGCCAACAACTGCAGCGGT
GGTGGTGGCAATGGCAGGAATGATCTTGCCGGCAATCAGTTTGCTCTTGTGTCTGTCTGC
AGGCGGAATGTCATAGTTCTCTGCTCTAAGGTTGGATGCGGCCACAATAAAGTCCATGTG
GAAGTTGGTGTCATCATCCTTTTCAAACTCGATGGGGTTTAATTTGAACTGGAAAGACTC
TGGTGACGGCAATTTGGTTTTTAGTTCTTCCAGTTTAGAGTCATCAACAGAAGAGTTGCT
CGATTGCAGCTCCTGGTCTGAGACGTGAATTTTAACCCCAGAACGGGGGGTAAAAGTGGG
CACCTTGACCTCTTGCAAAATCTTGACCAGTCCTGCACGGTCGGTGCTACCTGGCAGACC
ATACATCTGCGCAAACAGGTTAGCAGCTGCCAAAACATAATCCATGTGCAAGTCATTGCT
AGTGCTGAATTCTAGGGGATGAGGACACCTCTTTGGGCCAGACCAGAAAGGTGCACCTGA
GCTGGTGAGCTGATCAGGGGGGAAGTTGTGCAATAGCTGACGGATGTTGTTGCTGTACTG
GCACTGCCAGTGGTTGCGCGCCCAAGCTACGCAGTCAGCCCAGCTGTGTGGACAGTCTGT
GACAACGCACTTGTAAACTGCATCCAGTACTTCCAGTGGCTGAGCCCCAGGAAGCTTCAG
TGTACGCTCCATGAACTTAGGATCTGTGAGATACTGCATGGCGTTCTCTGGTGGCTGCTT
GAACAGTCCCTCAAACTCATCACGAGCCCACTGCAATGTGTGTTCGATTGCATTTGGGAA
GTTCTTGAGGGTCCAGATGGGGATAGACATCTCAGGTGGGTCTTGACTGGAGCTGTACGA
TTCTGTGAGGAAGGGGATCACAACCTGGACATAACCTTTGGTACCTAAGGTACCGGACTC
CCCCGGCCATAATGCCCGGGTTTANCGGCCGCT
>CL1821Contig1
TTTTTTTAATAAATATTATTCTTAATGAGCTACTGTAAATCAAAAATAATCAACCTTTAT
AAGTTATTGGAATGTCAGTATTAATCCAAAGACAGTTGGACAGCAAAGTGTAAACCATTT
TTCTGTTAAGATTTTAAAAAATCCTAAAGAGGTTTTGAGAAAATACACACTTTTGGCATC
ATAGCCAAATGAAAGACAGTATTGCGTCAAACTAAGCCATATAAAAAATGATCAGAACAT
ATTTAGCATTAACACTACATGTGATGGAAGAAAGGTTTGCAGTGATGATAAAAATGTTTC
ACATACTTGAAGTTTGCAGTCTTTGTCCACTGATAACTAAATGTTGTTTTTTTCTCTGAA
GCTACGTTCACAACCCCCCTTGGCAATGCGCATTCAAGCGNCCACTTAAAATGAAAAGTC
TATGTGAATGTGCGTTTTGGGCTTCTGCGTTCATGTGTCGCCGCACAGGTTTCCACGACT
GTTTCCGGGCTCTACATACAAAACGAGTGGCCATTAAACGCGCCTTGAAAATTCAACCAG



GTCGATTTATGACCAATAAGGGACTGGATTTTGTGAGTGAGATATGAATGGCAACCCTTT
TAATTTGCAGAAGTGGAGAAATGGTGGAGAAATGAATAATTGCGGTTTGTGCCCAGCTGA
AATTATACAAAACCAAGTATTTCATATATAGAATAGAGCTGTGCAAGAAAAAACCTGGAG
CAAGATTCACATGAATTACCACCATACTTCCAACTGTATATGTGGCCGACAAAAAGAAGG
AAAAGACCCTCCCTGCTAGGAACACCATATGTTAAAAGCGTGTTCAAGTATGCTCCACAT
GCCCGGTGTGAACGTAGCATAACACTAGAAATTCTGTCATTATCAATAGGTCTTTGTGAG
AATCAAGTGTAAAGCAAATATATTTAACTGTATTTAACCTAACACAAGGAAATTGATTCA
TGATAACACTTGATGCTAAAATTTGCAGAATGTGGACCTCATTTTTGAGATGTTATGCAA
TCCTGAATCTCTGTAAAGGCACCACACAGGAATAGAAAACCTCAGTATATGAAGCCAAAG
TATTTGTAAATTTCTAAAATGACAGTAAAAGCCACACTCCAATGCTGAAATGTAACCATG
CAGATTTCGACCCCCAAATTCCACCTCATAGCGTGTGTTGGTGGATCGAATTAGTGGTCT
TGTGCAAATGGTTGCGAGGGCTGTGTGTGGCTGGTGTCACCCTCTCTGGGGTAGAGGCTC
GATGCTCCATGCCAGCTATTCCAGACATGCAGCTCCTGTTTCAGAGTTGAGCGTGCCTCT
CATGACATCAGATGTTACAGGACTTGTTGGAACACAAGAAGTGAGTCCTCCACTTGACAT
CCTGTGTAAAAATCCTGCAGGAAAGAGCAGCTCTGTGGTTTTAAGTGTCTCTGTCTGCAG
CCGCACTGGCAGGGCTGCTGGGGTTTGCAGCTCACAGTCGGGTCCAGTTGGAAGAGGATA
TCTCTGATGACAGCTGCCCTTCTTTCTGTTCATTACAAAGCTTTCAATTGTCAACACTGT
TTACACTTAAACTACAACCTGCCTTTCTTGTACC
>CL1822Contig1
CTACCAGCTAGCCGCTGACTGTCTTCGGTGTTTCCTCGTCTGGGGGAAGACTCCGTCGGT
TCTCGGTGTGTCACGTTCTCAGGTACACGGTGCCGCGTGTGCACGCGCACGCGACGGATC
AGGGATCACCTGTAAAACGCGGGGCGCGCGCGGCAGCGAGCTCTAAAATGAAGAGCCAGC
AGAAAAGCCCGGAACCGGAAAGAGCCGTCATCGTCAGCGAGGAAGGTTCCGTTGCCACCG
CCGAGGATCCGGCTGCCATCACCAACATCCAGTCCGCCGCCACCTTTCCAGACCAGCCCG
TCAAATACCTGTTCAAGACCGAAGGGGCGGGGGGACAGGTGACCTACAGGGTGATCCAGG
TGGCAGATGGGCAGCTTGAGGGGCAAACGGAGGCTGCCGCCGCGGTCAGCCTGGTGGCGG
GCTTCCCTGCGACCTCCCAGACCGTTCCACAGGCCGTCTTCTCCCAGCCGGACGGGTTAG
AGGGAGACGGCAGCGCAGAGGCCCAGTACACCTACTACCCGGCCACCATCGCCGATGCCA
ACACAGGCACCATGGTGACCACGGTTCAGGCCTCCGACACTTTGCTGGGACAGACCACCC
CCGCTGGACAGGTGTACGTGATGATGTCACCCCAGGAGGTTCTGACGGGATCCAACCAGC
GGACAATCGCTCCACGCACTCAGCCGTACATCACGAAACAGGAAGCTCCTCGCGCCTCCA
GGGATGAGAAGCGGCGAGCCCAGCACAACGAAGTGGAGCGCCGGCGCAGGGACAAGATCA
ACAACTGGATCGTGCAGCTGTCAAAGACCATCCCAGACTGCAACATTGACTATACCAAGA
CAGGCCAGAGCAAAGGGGGCATCTTATCCAAAGCCTGCGAGTACATCAAGGAGCTCAGAC
AGAACAACATGAAGCTGGCAGAGGAAGTCGGCGGCCTGGACCGGCTGCGGGTCGACAACC
AGCTGCTACGGCAGGAGGTAGAGGATTGGAAGTCCAAGAACCAGATCCTGAGGAACCTTT
TGCGGCAGCACGGCATCACAGGATCGTCGAGCAGCGACTCTCAGTGAGGCGTCCTGTGCT
GAGGAGACTGCCCCCGGCCGCAGAAACTTTGCATAAGCTCACCTGAAGCTCTGAAGATTG
TTTTCAGCTTCTTCCTACAGCACACGCACCGTGACGGGACATCCTCCAGGCAGGAGCCTC
CACTCCCACGCGCTCGCCTTTCAGGCTGTTTCCTGCATGTTTTGGGTAGACGGATCCAGA
TCACTGAGGTCTGAGGAGCCTCGTGATGAGAACAGAACAGACTGATAATATTGAGGACTT
TTAACGGGTTCATGGCTCCTCCCATGAGGTTTCAGCTCCTCTCCTCCAGATGCTTCGCTT
TTACTTTATCTTGATGGTGTCTTCATCAGTCATGCTTCTCTTTCTTTGTATTTTTCTACC
TTTTGTGAAGCCTGAATAAGGACTGTGATCAGCATAGTAGCACAGTGTATGTCTTTATAT
TAAAATAGCAGATGCTCCGCCCTGACTGCGCATGCGCAGGACTCTGTCTGCTCTTTGATC
TGGAGAAATGAGGAGCTACACATATTACAGCTGTTTAATTCCAGTCCCAAGGTGTTTGTG
TTGCACATTCAACTGTTTTGCGCGGACGGGACAACCATTTTGGTGTCATCAAACCTTGGC
TTTTTCAAAAATGACCAGCATGTCTGCCAGAGTCTGGAACCCTTTAGAGAGCCCTCATGT
CAGGCAGTCACCACAGTAAACATGAGCATCTATGAAGGATGGACGTGTGTGAGTACATA
>CL1823Contig1
GTTCTGCTCGTCGCGGTGTGTTCGGACGGACGCAGTTTTTATCATCTTTTTCAAGCTTCA
CCTGTTTTTCAAACCCGCGCTTTTCAAAGCCTGTTGACTGATCTCAGAGAGAATGACTGA
CCGATACAATATCCACAGTCAGCTGGAGCATCTCCAGTCCAAGTACATCGGAACAGGGCA
TGCTGACACTACCAAATGGGAATGGCTGGTGAACCAGCACCGTGACTCTTATTGCTCCTA
CATGGGTCATTTTGACCTGCTCAACTACTTTTCCATCGCTGAAAATGAAAGCAAAGCTCG
TGTTCGCTTCAACTTGATGGAGAAGATGCTTCAGCCATGTGGACCACCTGCAGACAAACC
CGATGATGCATAAAACACAGCCCAACCAACTGCTGCAGCTTTTTTTCCCTCTTACCTTTT
CTTTTTTTCAGTTTTGGACGGTTGTTTGTTTCTAACCTTGAGGTCAGAGCAGCCAGTAAA
ATCTGGTATTCATGTGTTCACTGAAGCTATTCTCACTTGTTTGATCGGTGAATACATTAA
CTGTAGTGCTTTCAGGAAACGAATGAGAATGACGACACCTGAACTTATCCATTTCAGAAA
ATGTTAAAAATGTCCAATATGTGCACAATGTTGAACTGTTGTATTTCTAATGAAAACATT
ATTTTTCCTTTGGTTAAGCTCTTTCACTGATCATTTTATTCTGGAAATATGTCAGTTTTC
TAAAACGCATTTAAAAAAGTGAGAACGTTTAAATGAATAAATCATCCAAACAAGACGTTT
TATTGTAAAAAGAAAAAGACCAAAGTCATCCTTAGGACTTTGTTGAAGGAGCAGCAATGG



CTATAGCAGTGGTTTTGTTTTTGCTTAAAATATATGATTTTGTTTTTTACTTTTTACAAA
TGCCTTCAAAAATAATGCATCTTTAGATTGAATATTTGCCAATTGTGTTTACCTATAATA
AACGTCTTAGTTA
>CL1824Contig1
GTGAGCTTAGGCTTCTTTAGAGCTTGATTCACCTTTTCCTGGCCAATATGGTTCGAACAA
AAGCTGACAGCGTTCCTGCATCCTACAGAAAAGCGGTTGCAGCGTCTGCACCCCGAAAGT
CTCTGGGCTCCAGCTCAGCCAACTCGCCTTCCTCCAGCAGTGGCTCCTCCACCCCCGCTA
AGAGCAAATATGCTGGCGGGAACCCTGTGTGCCCTCGCCCTACCCCAACCTGGCAGAAGG
GCATCGGGGACTTCTTTGGGGGACCTCCCAGGAAGCCAGAGAAGGAAAACCAGATACCTC
AAGAGGTTGAGGATGGTGAAGAGGCCGGGGGCAGTGGGATGACGAAGGCCAGCAGGAAGT
CCAGACCTCTGCCTCCTGAAGATGAAGAGGATGATGACTGATCCATCTTTTGTTTCTGTT
TTGGCCCTTTCAATGTACATCTGTATATAATTTACACCGAATTCATTTGTATAGTTAACC
GTTTTTTTTGGACTGGTGTTTGAATGAACTTTGTCATCAGTTGGACCATTTTCTAATAAA
AAAACTTTTAAACACGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACA
T
>CL1825Contig1
AAATTGCTTTTTTATTTGACTGAAAAAAGACAGTATTTGATAAATCAAGGTAGAGGGTTC
TGCCAAAATGTTCGATTCATCATCAGGCAAAAGCATCACCATGCTTCTCTCAAAGTTTTG
GACTCAAAACTGCAAACACAATTTTGCCATAAACTTCTTTCCACCTCCATGGCGCAATAA
TAATTAATACATAAGCATTTAATAACTTTAGTCATGCAGACCAGTAAAACGAGCGCGTCC
ATTTAAAAGAACTGATCCCTTCTCACAGGCTCCATAATTACAGGATACGGAGTAAAATAA
TTATCATCGGGATACAAAATTTGATATTTTTCTATTCAATATTGTTAGAATTCATAGCAC
AGTGACTTAAGCTAGTAATGCAAAAATAACAGTCGTTCAGGATTATTGTGCAAGTTCATT
AAACCATTTGGTAGCTGAAAGGCAGCTGGGTATCATTGAGACATCCAGAGTTTCCTCATT
TAACTGGATTACAATCATATCGCTGAAGAGGCGTGGACCAAAGATGTGAAGGAGAAAGGG
ACGAGTTTGTAGCCGTTTCCGCTGTAGAACTTATTCTGAAATTCCACCCAGTGCAGACGG
AGAGCATGCAGGAAAGCTGAGAGGCCTTCCATAACTAGGAGGATGGAAACCGTTAACACT
GCAAAGAAGGCAAAAATCAAGACTAGAATGGCAGAGCCCAGGTAGCCCGGCCATTTCAGC
GCTATGTGCATGACCATCGTCCAGAGCACCTCCGACAGCTCTGTCAAAACAAACACACAC
AAAAACACAGTGATGAGTGTGCAGATGTCAGAGAGAACGTAGGT
>CL1826Contig1
TTTTTTTTTTGACATGTTTGAAGGACAGCTCTTTATTTTAGTTTTTGCATGGTTACAGAG
TTCATGCTGGGTTTTCAAATGGGCCACTTCCACTGGTTGGGTGGGGGCTCCTCCACCAGG
GGCTCCCATGGTTTCCACTCAGACATTTTCCTGGACAGAGCCAGCTCGCACTCGGCCTGG
AAGATGACTTCTTCAATCTGTCCACCGTTGATCTTTTTCTCCAGCTTCTCCACGTCGGGC
TCCGCCTTCACGTGGCCGAACCTCTCACTGATCAGCTGCTCTGTGTACTTCCTGTAAGCG
GCGTCCTTCGGCATGGTCTGCAGAGAGGCCAGGATCTTTGAGTAGAGGATCCTGAGACGC
TCATGTGGATTCTGGGCCACTGCCAGGCCAACGAGGCCAGTAGTCTTTTTCAGCAACCCC
GCCATCTTCTCTGAACGACC
>CL1827Contig1
TTGAAAATGTAACAATAAACAAGTTGTATTACANAGTTTATGTAAANAGGTCGTTGAGTT
TTGTNTCTCCTGGTGGAAGTTTAGGGATCATTTTCAGTTGCGTTTTTGTGTTTGCCAATT
CCATCTTGAAAATAGCATTTATTCAAAAAGTTTTTTTCAATGCAACTCATTTCGAACAGC
CACATATTGATTGCAAATATGTGAAAAGATTAGAAGTGGTAATATCCCACAAACAACTTG
GATTTATCTTTTTTTTAAATAATAGATCACTGTTAAAAAGGTAAAATAAGCCAATAAAGA
TGCAAACATCAAAAGTTCAGCGAAATACAACAGTTTCAAGTCACCCAAGAAAAAAAATGA
TTGACTTCCCCTATTTTCTTTATAGTTTTACAATTTTATTCCAAAACTAACCACAAAGTA
CTAGCAATACAAAAAAAGGTATAAAAAACACTAAAAAAAGTTACATTTCAAAAATAAATG
AGATGAACATATTTAGGTTGGCACTGTGGGTTTTGTTTTGAATACAAAAGATGGCATCTT
AAGAGTGCGCTCAAGGCACGGAATTCACATTTTTATCTTCCCAACCCTCATCTAGACTCT
GGAACGTCAAAAATCAACATTTCACGTCTTGAAAAAAATAAAACATGGAAGAGTTTACGG
TGAGAAGTAAACATTTCCTGGTCAAACTCAACTAATTCCTTAACAGAAGAAGCAACAGGC
TGGAATTAACGTCAATAAACGGCTGCCTTTGAAGCGCCCAGCTATTGACAGCAGTGGAAT
AGGACTAACGTAAAGAAACTTTGGCCACAGTGACAACACCCCACAACTAGACGTANAAAA
AAAAAAAACAAAAAANCATTAAACTTTTANAGCAAAACANAANACCNCGTTTTTCAAGCA
TTACCCNGGNGGGTTTATTCCTTTGNACAAAGGCCCCNCAGGGGNGTTCAACTTCCCCCA
AAAGGCCTNAACTGCAAAAAAAGCAG
>CL1828Contig1
ATAAAAGNGCAGCTGGTTTAATCTAGACTTTAATTCGAGACATTGATGCAATGAATCAGT
CTTGTGACGTTTTAATTTTAATTATTCAAAGCAGAGTCTCTGAAACCAACATGACAGCCC
AAAAACAGACAAACAATACAAAAAGAGGGAAAATGTCTCTTTACAGTTCATGAAGGCTCT
CGGTGAGCGTCTTCAAAAGGAGCTTCATCTGTTGGAGTCCTATTTGACGAGAGGCCGGGT
TTTATCGTCGTCACAACACTGGTGGTCTTTGTACTTTTTCACTTCAGCCATGTACTTTGA
CCAGGCATCGCTCTTGCCTCCGACAGCGTCTGAGTCCTGTTTCTGCTTCTTTGCAACCAT



GCCGGTCTTGAGGAACACGCCGCCTCTGCGCTTCCCCACAAAGGTCGTCACAGGAGGGGG
CTTCTTTTCCAGGGAAGTCTGTCCTTGCTCGTTGGGCCCCGCATCTCCGGCACCTGCGAG
CTGCGCCTCTTTTTTCCTCTTCTCCTCCTCCATCTTCTTCTTGAAAAGCTCCATGAAGCT
GCCGTCGTTGGCGAACACGTTGGAGGCCGACGCCTGGCTCCCGAACTGTGCGGGGCTCCT
CGACGGGGATCCGGGGCTGTCGCAGCTCGACTCTCCACTGCTGCTGCTGCTCGTCTGACG
TGCGCCGTGGGATCGCTTTACGTCCATTTCTTCTTTGTTTTTCTCCCCCCAAGAACAAGC
AGTCAGAAAAAACACAAAAGAGGACTGCTTGAAAACTAGCTTAGCAGCTATCAATTGCTA
ATCCGAAAAACACGAAAATTTACGACACGTCTCCCAAATAAGGCTAAAAGTGCCAAAAAA
CAAAATAAATGTCAATTGCACCGCCTTAAAAACGTTGTTTTCCGGAACAAAAACGGAGCG
CTTAGCTCAGCTGCTAGTGCTAACGAGGCTAACAGTGAGGGCTAAAATGCCCGACGACAC
AATTTTACGATGAAGATCCAGTTCAGTTTTCAAAAAATGTAAATAGTATAAAATGACGTT
CCAAGAACGCGGAAGGTTAGAACAGTTTCATCAAAAATAGGAAGCTTTGGGGACTTTTCT
CATCGCCCGTCGCTAACTTTTATAACCACAACCGTCTGTCGGCCATGTTTATTTCATCCT
CC
>CL1829Contig1
GAGACCGCTGGTCCACGCACACCGGAGGCAAGAGATGCAGCTCCTCACCCTGATTCTCCT
CATCCTCATGGGCACAGAACTCACCCAAGTGTTGCCAGCAAACCCAGAGGAATCGTGGCA
GGTGTTCAGTTCCGCCCAGGATAGCGAGGGGAGGTGTGTCTGCACCGTGGTGGCGCCCCA
GCAGTCCATGTGCTCACGGGATGCCCGCACCAAACAACTGAGACAACTGCTGGAAAAGGT
CCAGAACATGACCCAGTCCATCCAGGTCCTGGACCAGCGCACCCAGAGAGACCTGCAGTA
CGTGGAGAAGATGGAGGTCCAGCTTCGGGGTCTGGAGACCAAGTTTAGGCAGGTGGAGGA
GAACCACAAGCAGAACATTGCCAAGCAATACAAGGCAATTAAAGCGAAAATGGAGGAGCT
TAGACCATTGATACCAGTGTTGGAGGAGTACAAAGCCGATGCCCAATTGGTATTGAAATT
TAAGGAGGAGGTCCAGAATCTGACGTCAGTTCTAAGCGAACTACAGGAGGAGATGGGGGC
CTATGACTACGAGGAGCTCCACAACAGAGTGTCAAATCTTGAGGAGAGACTCCGAGCATG
CATGCAAAAATTAGCTTGCGGCAAACTGACGGGCATCAGTGAACCCATCACCATCAAGAT
TTCAGGATCCAGATTCGGTTCTTGGATGACCGACCCACTGGCGCCCGAAGGAGACACTCG
AGTCTGGTACATGGATGGCTACCATAACAACCGCTTCGTGCGGGAGTACAAGTCTATGCA
CGACTTTATGACGTCTGACAACTTCACCTCCCACCGGCTCCCCCATCCGTGGTCGGGAAC
AGGTCAAGTGGTCTACAACGGCTCCATCTACTTCAACAAGTTCCAGAGCCACGTCATCAT
CAAGTTTGACTTCCGCACTTCCTCCATCAGCAAGTCCCGGCAGCTCGAATCTGCCGGCTT
CAACAACGCGTATCACTACGCTTGGGGAGGTCATTCTGACATTGACCTGATGGTGGACGA
AGGAGGCCTGTGGGCAGTGTACGCCACCAACCAGAACGCCGGCAACATTGTGATTAGCAA
GCTGAACCCTAACACTCTACAGATCATCAAGAGCTGGACCACCAACCACCCCAAGAGGAG
CGCGGGGGAGTCCTTTATGATCTGTGGCACCCTGTACGTCACAAACAGCTACTCAGGAGG
CACCAAAGTCTACTACGCCTATTCCACCAACAGCTCCACGTACGAGTACATTGACATTGC
CTTCCAGAATAAGTACTCGCACATCTCCATGCTGGACTACAACCCGCACGACCGCGCCCT
CTATGCTTGGAACAACGGACACCAGGTCCTCTACAACGTGACACTGTTCCACGTCATCCG
CTCAGAGTAACCCGGAGTCTGTTCGCGAATCTCATTGTGTTTAAGAATATATCTGCAACA
TCAAAGACGATTGCAAAGACTTTTCCATTTCTACAAGAGCAGAGACTTGATCGTTCATGA
ATGCAAAGAACTCAGAATGTGCGTAAGAAGAAAAAAAAATCTAAACTTGAGGGTTTCATT
CCAGAAATA
>CL1830Contig1
CAGCAGCGTTTATTGAAAATATATAAAAAGTTCTATTTTTGATGCTGTGGCACAAACGGC
CAGTGTGAGCTGCTGTCAGAGAGGCGATCAGAACCGATCAGTGGAGGGCCGCTCAGCTGC
AAACGGGTCTGGGGGAGCGAGCACCGACCCTCAGCTGGCAGCAGGGGGCGCCGTCTTACT
GCAGAGTCGTCCCAGCAGACCGGCCATTTGCAGCAAGGAGTTGACGCCTTCAGCCACCCG
CATATTGGTGTATCCAATCTCCTTGATGAACTCCAGCTTCAGGTACTCTGCCATCTGGTA
GGTCTTGCAGACCCTGAAGATGTTGCCTATGATGTCCTCTGGGGAGTAGCCCAGCCCCCA
CAAATGCTCCACCACCTTGTACGCCTCGTCAATGTTCCCGTCCACACAGTGTCCCAGCAT
GCTTTTCACCAGCAGAGGGTGAGGCTCGTCGCACACTTTGAAGACATTCTCGCTGTTGAT
GTAGCCGAAGCCGGAGTGGGTGGACTGCAGGTTGTTCAGCGCCTGCCTCATGTCCCCCTG
GGAGGTGAAGATGACGGCCTCCAGGCCGTCGTCCGACACCGAGAGGCGCTCTTTTTCGAT
CACCTCCTGCAGCCGGGACAGGATCTGCCCGTCGGTCAGCTTGGCGTAGCGCAGCACCGC
GCAGCGAGACTGGATGGGCTCGATGATCTTATCTGAGGCGTTGCAGGCGAGCGCAAAGCG
GGTGGTCTTGGAGTAGATCTCCATGATCCTCCTCAAGGCCTGCTGAGCTCCATCCGTCAT
GCTGTCAGCTTCATCCAGGATGATGATTTTGTGTCGACCTTTGGGCAGCGTGACCTTCTG
CTGAGCAAACATCTTAATTTTGTTCCTCACCACATCAATGCCTCTGTCATTTGACGCATT
AAGCTCCAGCACGGCATCTTTCATGGCAGACCCCAGCAGTGCTCGGGCCAAACACAGGAT
GCTGGTGGTCTTTCCGGTCCCTGGAGGTCCCGCTATGATAATGTTCGGGACATTCCCCTC
CCTGGCGAACACCTCCAGTCGGCTGACGGTCTCCTCGTTTCCAACTATCTCGTTCAGCTT
CAGCGGCCGGTACTTCTCCACCCAGGGCAGATCGTACGAATATCCTGAGCTCTTAGACGA
AGACTCGCCGGTGTCCGACTTTTGTCCGCTTTCTCCTGCTTTCTGCCCATTTTCTGCCTG
CGACATTTCTGCGTCCATGTTGTCCACTCCGCGCGCCCTCGTGCCGA



>CL1831Contig1
CGGCACGAGGTCAACATGCTGATGCACCATGACAGGTTTAAGGTGTTTGCAGACTATGAA
GATTACATCCAGTGTCAGGATAAGGTCAGCGCTCTCTACAAGGACACCAAAGCCTGGACC
AAGAAGGTCATCCACAACATCGCCGGCTGTGGCAAATTTTCCAGCGACCGCACCATCTCC
CAGTACGCCCGGGAGATTTGGGGCATGGAGCCAAATTTGGAGAAGATTGCTGCCCCGGAC
GACCCTCGCTAAACCGCCGGACGTGGCCGCGTGGGACGCCGCGCCCTGTAGCTCCTCCCT
GCACTGTGGAGTCCCTCCTGCTTCCTTAGCCTCCATCCTGCCTTCCTCTTCGTCATGCTT
TACCACATCTTTGGTGACAAAGATTTACGTAGAAGTTTTACAGATGTTTTCCGTGCTCCA
GTTATCAAACTCACTGCTGAACGAAACCTTTACATGTCCACATCCACGCGTCCAACCTAA
ACATTTAAAGCGTTAGCTGCTGTAGAGGTCTAGATTGGTCTAAGTCATGACTTTGTTTGA
TTCCAGTGATGCTTCATGGATCTGTTCTACTTTGAGGTTTCAGACACTCGTCTCTGGCAT
TCCTCCTTAACAAAAGGCAGCAGAAATCCAAACCAGCGTGTTTTAACCGTTCCACATCTG
TCGGGGTGAAAGGCAGACATTCCTCCACGTTTGCAGCTCCTTCATCCCCAACGTCATGTT
TCATAGATTCTCCACTGTTGTACCTGTTTGAAGGTGTTAAAGGAATGTATTTGTGTCCAT
TAAGATTATTGTTGGTTCTAGTGGAGTGCCTGAATGCTAATGTACGCTCAGTTGTGATGT
CTGTAGCATGTTTGTGTGTCTTCTTCATTCATGTTTCTTGTCTAATTCTCTAAAGTGACC
TAGAAAGAACGTTTTCTCTGCCTACAAAGAAAAATGATCTAACTTTGGAAATTAGTCAGG
CCTGATACTGATACTGCACTGTGACGTGTTGATGCTCTGTAGCGCCATCTGGTGGTTCTG
CTGCTGCTCCCACCTCTGACTGTAGAAGGCCAGCAGCAGCACAACCTGCTGCCTCAGTGT
CAGGGCTTTTAT
>CL1832Contig1
ATTCGGCACGAGGCTGAAAGACAACGTTTGTGTTTACAAACCGGAGGGAACTTTCTACAT
CGAATATGTCCGGAAGAGGAAAAACTGGAGCAAAGGCCCGCGCTAAGGCAAAGACCCGCA
GCTCACGTGCTGGTCTGCAATTCCCCGTGGGCCGTGTTCACCGTCTACTCCGTAAGGGAA
ACTACGCCGAGAGAGTAGGTGCCGGAGCCCCGGTTTACCTGGCCGCCGTGCTCGAGTACC
TTACCGCTGAGATCCTGGAGTTGGCCGGGAACGCCGCCAGGGACAACAAGAAGACCCGCA
TCATCCCACGCCATCTTCAGCTGGCCGTTCGCAACGACGAGGAGCTGAACAAGCTGCTTG
GCGGCGTGACCATCGCCCAGGGCGGCGTCCTGCCAAACATCCAGGCCGTCCTGCTGCCGA
AGAAGACCGGCCAGGCTACACCAAGTTCCGGAAAGGCGGGAAAGAAGTCTTCGCAGTCTC
AAGAATATTAGCTTCTAAGCTATCGCCGCTAAAAACCAAAGGCCCTTTTAAGGGCCACTC
ACTCACTGAAAGAGCACCTTTCCCCTCATGATGTACATATGACCGATGACTGACTTTACT
GTATAAACTACCGTAACATGTACTTAGTAAAACGTTACATTCAGGGCTTTTCATTAAACT
GAAAATTTGATTGTCAAAAAAAAAAAAAAAAAAAAAAAAA
>CL1833Contig1
TTTTTTTTTTCCAGTTGGCACCATGCTGCATTTTATTGCTGAATGTCCGTTTCTTTTTTT
TATTCTCATATTTAGAGTGAATACAAAACCAGACAAGAGGCTCACACATAACAAGCATGC
CCACTTCCTCCCTCTGGAGTGCATAGTTTCCACACTTGATCACCAAAACCACATCCTGGT
CACAGCTTGATCTGTGCTTCTACTTTTTGGTGAGTCCCCCCCTCATCGTGACCAGCGGCG
CGTGACCACGGGCTGCAGCTACGTCAGTGTGAGTCCACGGGACAGCAGGTCTGAGCATCG
CCTTATCCTAACATTCACATTACAGAGTTGGTTTATTGCATGCAATACAAATCATTCATT
AATCTGCTAATCATGCATATTCTTAAACCCATATAGTCATGTGACAAGACGCCTGCGTGG
GCGTTAAACTAGGAGTTCCAGAAACGGCGTGACCCAGTCTCTGGGACGGAGTCGTTAGGC
GGCGGCGGTGTGAGACCGCTCCGGGACAAAAGAGTCCTGCACGGGTTCTGAAAGTCTGCT
TGGCTGGAGGGACGGGCTCCAACATGCTACAAAACGTCAAGGTTAAAGCATCTTCGTGTT
CCTGGCGCTTCATGGACGCGTTCGTTTAAAGCCCAAACACTTAAAGCAACGAGACGGGTA
AAGAAACGGGAGATTTATCGGGACGACGCGTTAAAAATAAGGGAGTTCTTGATGGGATCT
TACACAATCCTGTAAATACAAAGAGCCTGGCGCTAAATCATGCATTATTGGAGGTTATTG
CTTCTAAAACTCTAATCAAATACAATTATAAGGACTAAAATCAGTCCTAGAACCACGAGG
TCGTATGTACAAAGCAGTCATCTCAGTCAGAAAGCTCTGGCCCCAATCGGACCAACAGCT
TCTCATGGATTTCTTTAAGCCAGATTTGGTCAAACGTCCTGAAAGATACGGGCGGAGAGA
CGCTGCACTGCAGTCGACCTGCAGCTGCTTTGTTTTCTCGGACTCGCGTTTGCTCAGAAA
CCCGATTGGGCTAAGACTCTTCATGAAGCAAGCGTCACTACCGGCCATAATGCCCGGGTT
TACGGCCGGTCGCAG
>CL1834Contig1
TTTTTTTTTTTTTTTTTTCTGGGTATAATACTTTTATTAGTGATGACCTGGGAAAAAGCA
TACAGATCCACAGCCTGCTGTCTGTGCAGCAGGAAAGAACTGGAACTTTGGTCTAAAACT
AGTGCATGAACACAACACGGAACGACACACATGATCGGTAACTGGCCGTTTTAAAAGGTG
CGGTGCAGAAATGGCCCTTCAGTGACACACCCACAACACAAAATGAGAGTAATAATGCAC
ACCACACTCCAAGAGGACAGGAAGGAGCTCCACATCATACAAAGGAACACGGTCAGAGAT
TGCCGCTTGCACATGCAAGCATTAAGAACCTTACTAAAGGAGGAGCGGAACAGCAGTCAA
ATCAAGACAGCGTGTATGAATACAAATATTTAACAGTCTACATAGCATTGCCCTTTTCTG
AGAAAAGTGAAATCGATGCATAAAAAAAATCAAAATTCTTGATTGCTTCTGTCAATTATT
TAGCTCTAAGAAAAAAAAACGTCTGGTTCTGAAAAGAAAAGAAAAAAGAGAACACTACGT
TGGAATTAACGCCGGCCGATCTAAGAATCAACCGTAAAAAACATGCAGCTCCTGCTAGTT



CAGTCCACAACATAAGAATCTGCAGCAACCCCCTGATCAGAGGTGAGGGCCAGAGGATTT
ACGCTCCCAACAAACACTCCAATGCAAATTAAGATCAGTGTGTAGCTCGTGTAATAAACT
CTGCATGTGTGTGTGTGTGTAAAAGCATGCATGATGGCGTGTTCCCTTCATGCCGCTTCC
CCCGCCTCGACTCTTCTCGTTACTTCAGATCGCCTTCGTCGCCCTGGATGGTCTTTTTGA
TGCGCAACAAAAGAGTGGTGTGCCACTGATCCAGACGGGAAATGGAGTCAAACTCCTTCA
CCGCCTCAGTGAACGCCTCGCTGTTCTGTTCCTCGTGAGCCTCCAGAAGCTTCTTCAGCA
GTTTGCATTCTCTGGAGTCGGAAAAAGCCGGAAACATCTCCTCGTACTTCTCAACAGCGA
TCTTTGCATTGAGCTCATCGACGATGAAATGGCAGAGGGAGGCTTTGAAGAAGTATTCTT
TGGCGCTGTATTTCAGCAGCGGGTTGTCCATCGTGGTCGCTCCGACCTGCTCGTAGATCT
CGATGGCTTTCTGGTACTGCTCCAGCTGAGCGCAGTAAGCTCCAACCTTCAGCAGACACT
TGTTAGCAGAGCTGTTTGATTCTTCTCCTTTGTAGTAGTCTGCTGCTTGTTCATAATGTG
CAATAGCCTTTTCGATGTCGACCAGCTCAGACTCGTAGATCTCTGCGATGCTGATGTGGT
GTTTGGCGGCGATGGTGAATCTTCCCATGTCTGTGTAAATATCCACGGCAGCATTTAAAC
ACTTGATTGCCTCGTTGGGGTCAGACTTCTTGTAGGCGTTTCCTGCGTCGATGAAACTGG
TGGCGCAGTCGTGTTTGTTCTGCATCTGCATGTGGAGACGCGCGGCCTTGCAGAAGGCGC
TCCCGGCAGCGCTCCAGTTCTTGGCCATCTTGAACATGTTAGCAGCCCTGCAGTACATCT
CACACGCCTCCTCCACTTTGTGTGGTCCTCCTCCAAACATCCCGCCCAGGAAGGAACCAG
AAGATTTGACTTTTTTGTCAGCATCCGCCATTAGCTGAATCGCCTCCTTCTCCTTCCCAG
AATTGTCCATTTCCGGTTTGTGTTTGGGGAGGAAAAAAAGAAACTTGGAAAAGTGAAGAA
AACGCCCGCAGAGGACTCTGTTGTGTTCCAGTGAGGAT
>CL1835Contig1
CCCCCGGGCTGAGGAATTCGGACGAGGGACTGCTCCTCCCCTCTTGGTCTGGAGGATCTG
GTTGAAAAGGTAATGATGCTTCGAAAGTCGATTGAGCGCCTGCGCAACAACGAGGTGGCA
ATCCAGAGCCCTATCCTGGCGGAGAAGCTAACCAGTTATGCAGGAATACTAGCTGCTGAA
GGCAGCCTGTCCACTGCTATGGCCTACCTGCCTGAGAACTCGGATCAACCTGCAATCACA
ATGCTGAGGGACCGACTGTTCCACGCTCAGGAGGAGGCTTCTGTCCAACCACAGATTACT
CACCCTTCCAAAGTTGCCCTGTCTACAGCAAATGCCATTCCTGCACCGAAAGCCCCATTT
ATGAATCAGTTTCAGCCTCCTGCACCGTCCCCGGTGGCTCCACCACAACAGCCCCAAATA
CCTTCAGTTTTTACTCCTCAAGCTCCTCCGCCCAACCCAGGGCCTGGCCTTCCACCCACC
TCTCACGTGCATCACCCCAGCAGTCCACCTTCTGCCATGAGACCCTCGTACCCACAGCAT
CCCTCCATGCCTCCGGGAATTCCTTCTCATCAGCCATTCCAGCCTCAACCAGTTTCCGCC
GGCGGACCCTTCCCTCCTACGGTTCCTTCTATACCGGCTCCCAGCTTATCAGGACCTCAG
CTGCCGCCTTCATCGTCCACCCCAGGAGGTCTACCCCCCATGCCCAGCCCTGGGGTTCCA
CCGACAGGCTTCATGCCGTCTACCTCTTTGCCGTCAGGCTTTATGCCTCCTAACTCCCAA
CCAGGAGCCCCAGTTCCCATGTACCCAGGAAACTTTCCCAACCAGGGACCTCCTGCACCC
CTCATGTCACCCGGTCACTTTACCCCTGCTGGACCGGGGTATCCCCAAGGAGGTCCCGGT
GCTCCAGCTGTAAAGCCGTTTCCAGCTCCTGTTGTGGCTCCTCCTCCCACAGGACCTCAA
GAGGGCTGGAATGACCCCCCAACAGTACGAGGTGGACCCAGGAAGACAAAGGTTTCCAGT
AACTACACCCCACCAGTTCCCATCACAGCTCCTGTGATGGGTTTCCCAGTGGAGTCCCAA
CAGCCCCATGACCCCACCCAAGTCCCCCCCGGAGCTCCTCAGGAGCCGAGTGTACAGCTT
CTCCAGCAGCTGCCGGCAGAGAGGGTGGAGCAGAAGGAAATCCCCCCTGAGCATGTGATC
CTCAAAACCACCTTTGACAGCCTGGTGCAGCGCTGCCAGCTCGCAGCGGGGGATCCGCAA
ACAAAGAGAAAGCTGGATGATGCAGGAAAACGTTTGGGGCACCTCTATGACAAACTGAGA
GAGCAATCACTTTCTCCAAATATCCTGAATGGACTCCACGAGATCAGCCGCTGCGTCTCA
AGTCAGAATTACCAGCGAGCTCTGGAGGTCCACACTCAGGTGGTCAGCAGCAGCAACTTC
AGCGAGATCTCCGCCTTCATGCCCATCCTCAAAGTGGTCATAACCACCGCCAACAAGCTT
GGAGTCTAATCCCCTTTAAGCTCCATAAACCCACTTTTCAGTGTTATATTGTCATATTTA
TTTCTTTTTTTTTTCCATCTGACGACAGACAAAAATGATTTAAAACAAAGTAGACAGTTG
TTCTCATCACTCTATAAATTGGCCTTTCCATAGAAGCTGGTGGATGTAAGCAGTGGTTGA
TTGTTCTAGAACCTTGTTGGTGTCACTGTGGTAGTTTTATAAACAGATGAATGTATTCTG
AAAGCTGTTATCCATTGTAAAATCAGTCGGTGGTGTAAAATATAAAATCAAAAATCATAG
TTCATATTTTTCTTTTCGCTTTGTCTGAAACATGTTGGTTACAGAGCTACAAAAGCGCAA
TCTCAAAAAAAGATCATGAGAATAAAACCAGGTTTGTGCTCTCAAATCCCCCTTTAAGAA
AAACTGGCTCATTTGTTTTTTCAATAAACAAAGAAAAACTGGGTCATTTATTGTACTGAT
TTGTATTCTCTGGTTTTTCTTTTATTTTGTTGTTTTTTTTACCTGAATTGTTGCAGGGCG
CTGTTGATGTCCGTCCTGTCTGTGTTGTGTAACAATAGGTTTGTGTTGACTTATTTCCCA
TGTTCACTCTTCAATTTACACAGAAGCTTCTTAAACATATTTGCAATTCACTTGCTGCTC
CCTCAGTTTTTTTAGAGCAGATCTTCTTTTTTTCAATTTTTTTTTTCATTTTTGTACTAG
ATTAGATCAACCAAATGAATTTCCGATTTTGAAATCAGTTGTTTGTTGCTGCTGTACATG
AAGCTGGATCGATTGGTGTTTAGTGGCAGCAGAAGGCAAAGGAAGTGCCTCGCTGTGCCC
ATTTGGGTTGCACAAATATTTATATGATCTGCTTTGCTTTCTTTACTCATTTCATTAACT
TTTTCAAATAAAGTTTCATTTGTAAAAATTGAAAAAAAAAA
>CL1836Contig1
TATTTCTTTATTATTAATGAAATTGTTACAAATGACATAATTACAGAAAAAATACAATTA



GGTTAAATTCAAACCATGAACATACAAGCGTATGCGATTCCAGTGATTAAAATAAAAAGT
CTCCTCGTTAAGGTAAATAAAGACTAGTTTAGTAATCATCTTTCCTCTATTTGTGATTAT
AAATACATTTAGAACACTCTCGTGGACGGCTTTTTCCTGCAAGGTGTTTCCAAACAGCTC
ATTAAAATCAACATGTTATCAAACAACATGTAATCCCTTCTTTATATCAAAAGAAAAATG
TGCACATTTGTCCTAAAATGTACTTTTTGTTCTGCAAGATTTCACAGTTTTTCACAAATA
CATGGATGTTCGTCATTATTTTATACTGAAAGTGTTTTCTCCTTTTCTGATAGTCACAGT
TCATGAGAAAAAAGAAGAAACTTCTACATTTGGATTTCTTTGTAGAGCTCGTCTATCTGA
GATCGGAAATGTTGAAGCATTTCGTTCCTCTTGCTCTTCAGCGTTGGAGTGAGCAGGCCG
TTCTCAATGGAGAACAGCTCGGTGTGAAGGTATATGGCTTTCACCTGCTCAAAAGACTTT
AAACCTCCTTCTTTCCCCAGACGAATCATGTCCTCCAAGATGGCAGCCTTTACTTTCTTG
CTGCCACACAGCTCCATATAACTGCCTTGCAGGCCCAGCTTCCTCTCAGCCCAACCGGAC
AGAAACTCCGGATCAGGCACCACCACTGCTACCAGACATGCCTGCAGGCTGTCTCCATGA
ACAAAGAGCTGTGCCACCGCATCACTCCTGGTGTAGATGTTCTCTATCTTCTCCGGTGCG
ATGTACTCCCCTTGAGCCAGTTTAAAGATGTGCTTTTTCCTGTCCACAATCTTCAGGGTG
CCGTTTGGAAGCCATTTCCCAATATCTCCAGTGTGAACCCAACCGTCTGCGTCAATCGTC
TCTGCTGTCTTTTCTGGGTCTTTCAGGTAGCCTTTGAACACGTTTGGACCTTTGACGCAC
ACCTCGCCCTCGTGCCGA
>CL1837Contig1
TTTTTTTTTTGATGTTTCTTTTGGTTTATTGACCTCAGTGAGACGCATAAATAAAACATG
AACTTTCCTAAACATCAAACTCCAGAAACAGGCCAGTGTTGAGCATCAGACAAACCCAAA
CGTGTTCCAGTTGCATGCAGCCGGGTCTCAGCACAGCGCCGCCGTGCACAGGTGCGTCCC
CAGGTGATCCCGGCTCGCGCTCGTGGGACTCCAGCGGCCGAGTTCAGAGAAGCTGCAGGG
TTTGAGCCCCGACCCCGAGATTCACGCAAACATTTTGGCGTAGATTTTCTTCTCCCTCTC
CTTCTCCTCCTGGATCTTCAGGTGGACTTTCTTCATCTCGTTGGTGATGGCTTTGTCTTC
GGGAGCGACTTCCTGAGCTTTCTTCAGATCCGCCATGGCTTTGCCGTTCTCCTTCAACCC
CTGCCAGGCCTGGGCCCGCCGGAAGAGAGCCTTGGGGTTGGACTGGTTCAGCTCCAGAGC
CTCATTGCAGCTGTCCACAGCTTCCTGCCACAGCTGCATCTTCAGTTTACAAGCAGCCGT
ATTCAGGTGGCAGCTGAGCATCGTGGCTTCCAGCTTCTGGCTCTCCTTGTCCAGGTGATC
TCCTCCCACCTCCAGGTACCTAAGGGCTTTACTATATTTGTTGACTGCAGCTTTCCAGTC
CTGGTTCTTAAAAAGGCTGTTTCCAATATTCTTCACGTCTTCAGCAACTGACAGAACTTT
GTCAACGTCTTTAAAGTCCACGTCCGAGTCCTCGGGGAAGTCTGGGTGGGCGTCTCCCGT
GCCGTCGCCCGCTGGGGCGCCCCAGCTGTCGCCGTCCTTGTGCTCCCCACAGTCAGCGAT
GACACAAGGCTTGACGGGAGCATCTTCCTCGGTCTCAACAGCTTCCAGCGTTTTAACCAC
TCCCATTCCCTTCAGCACCTGTCCGAACACCACGTGTTTTCCATCCAGGTGCGGCGTGGC
CACCGTAGTGATGAAGAACTGGGAGCCGTTGGTGTTGGGCCCCGCGTTGGCCATGCTCAG
TAGACCCACTTTGTCGTGCTTGTAATGGAAGTTTTCATCCTCAAACTTGTCTCCGTAGAT
ACTTTCCCCGCCGGTGCCGTTGTGGTTTGAAAAGTCTCCTCCTTGGATCATGAATTTCTT
AATGATTCTGTGGAAGGGGCATCCTTTGAAGTGCAGAGGTTTCCCGGTGGATGAGCCGAT
GCCTTTCTCTCCGGTGCAGAGCGCCAGGAAGTTTGCTGCCGTCCTGGGAGTCACGTCTGC
AAACAGCTCCAGGACGATCCTGCCGGCTCTTTCTCCTCCAATGTCAACATCGAAGAAGAC
GCGGGGGTTCTCGGGGTTAGATGGTCTGTCGGTCGGTGTTGGGTGAGACATTTTACTGAG
GACTGCTTCACTTCTCCAGGCTAGCTTTAAGCACGCAGCGCTGCTGGTTTTGGCGTGATG
AATTCCAGTA
>CL1838Contig1
AATGTGCAAGGGTGCTATAGGACGCACTAAGCCATAAGAGCCACAAATCAAGAGCGCAGG
TTTATGCTGTTTGCTTTCCACAACAATAATCATAAAAGCAACAAAAGCTACAAACGGAGG
AACTGTCAACAAATGAGCTCCTATTTTGTGAACTCATTCTGCGGTCGCTATCCCAATGGC
GCGGACTTCCAGTTACATAATTATGGAGACCACGGTTCAGCAAACGAGCAATACAGAGAT
TCAGCGTCAATGCATTCCAGCAGGTACGGCTATGGATACAACGGGATGGACCTGACAGTC
GGACGGGGCGCTGGAGGACACTTTGTGGGCAGCGAGCGGACGGCGGGCTACTCTCCGAGC
CACTCGGCGGCGACGTCAGCCTCGGTGGAGCCCGTGAGATACAGCCACAGTCAGTCCACC
AGCAGCGCTGGGAACTCTTCTCTGTCACCCCCGCCTGACCCTCTTCCCTGCTCGTCGGTC
GCCAGCTCGTCCCCGGTCGCCGAGGCGCAATCCCAACACAGACCCGTCAAGAATTCCTCG
GCCGCCCAGTGCTCCAGCTCCAACGGAGGTGCGCTGCTGCTTAGTCGGGACTGTGTGTCC
AAAGCTTCCCCTCTGGAGGACGAAAAGGCTGCAGGAAGCGCACCATCAACTCCTCAAAAT
GCCAGCGACTCAGCACAGCCTCAGATATATCCGTGGATGAGAAAACTCCACATCAGCCAC
GATATCTCCGGACCTGAAGGCAAAAGGGCCAGAACCGCGTACACCCGGTACCAGACCCTG
GAACTGGAGAAAGAGTTCCACTTTAACCGGTATCTGACCCGCAGACGGAGGATCGAGATC
GCGCACGCCCTCTGCCTCTCAGAGAGACAGATCAAAATCTGGTTTCAGAACCGCAGGATG
AAGTGGAAGAAGGACAACAAACTGAAAAGCATGAGCATGGCGGCTGCAGGCGGGGGAGCC
TACCAGGCCGTGATC
>CL1839Contig1
GTTTTTTTTTTTTTTTTTTTTTTTTTTTTTATTTCAAGTTTCACACATTTTTTTATTAAA
TGTTCAAAGTTTAAAAAACAAAACTTCATTCTTCAAAAAGGCACCACAGACCATCCAGCC



ATCGTGGAGTTGGTTGAACAGAAGCTTCTCCCGTCAATGCTTCAGGAGTGTGACGTCGCC
TTGAACTGTAGTCAGCTGACAGATAAAGATGTCCTGGTGTTATTGACCTTGCTCGACAAA
GTTGTTCCTCCCTAAAGCAGCTCCATCCCCACATCAGATAAACTCCACCTGGATTTGCAG
TCCAGCGGGCGATGGAGCGTCAACAGAGAAGGTCCTCATCTGCATCGCATCTGTTTGAGC
TGGAATCAGCTGAAGCATCTCAACTTAATACTTCAGACCCAGTCGTCATGATATGTTGCT
GGTAGACATGTCAGCTTCATGGAAATCTTCAACATTTAATGTTCAGGTCCCTTTGAGGAA
GAGATGTTGATCTGCTACAACCTTGAAAACGGTCCTGCATGATTCTTCTGAGCTTTTTAG
CGTTCCTTGTAAGTCTTTCATGTTCTCTGACAGAGCCCAGAAAGAAATGCCCCGGCCATA
>CL1840Contig1
TTTTGTNCAGNAAATCTGNAATNCTTTAATGACCGTTCTTCCAGCAAAGTCACAACATTT
ACACGATTCATACTCCATTCACCTAACTTGTTTCTGTTTTAGCAAAATAAAAAAGCAGAA
AGTAAAACAAATAAAACAAAATCTAATGTTATCCAATAAAATTTTTTTTCCAGCAGAAGC
TGCACTAAAATCACAATGTTTTACAAATTTGGGTTAAGATTTTTAACAGTCATAACATAA
ATGAAGCTCAACTCTTAATTTGTGCCCTTTGGGGCGTCTGCAAACAAACCAACATGTCCA
TGATTTAAAAAAGAAGAGAAGGAAATGAAGAAAGTGAAGACTTTTATGAGGCGAGGTGTC
TTCTGCCGGGCAGCTTGGGGAAGTCATCGGTCAGCAGAGCGTGGGTCCTGCAGGTGGGAC
ACGTCCTCTGCTCCTTCAGCCAAGACTTGATGCACTCTGTGTGGAAGCTGTGTCTGCACT
CCAGCACCGCCGTTTCATCCGGGTTCATGTCCTCGTGGCAGATGATGCACGGATCCTCGA
CGTTCAGTGCTTTAGAACCAGGAGGTCTCTGCGAGCTGACCGGCTGCCAGACCGTGGAGT
TGGCCAGCAAAGGGGGCGTGTGAGCCGGACTTCCACGACCAACAGCATTCGCCTTGGCAG
CGCTGAGCTTTTCCTGGTGGTCCAGGATCAGCTGGGTCACCCCACTAACCATGTCCTGCA
GAGACATATTGCTCAACATCCCACCTCTGGTTGTTCGCAGCTCCTGGATGAACCTCACCA
AGTCCAGCCTGGAGTAGTCTGGGAACATGGAGGTCAGGCTGTCCATGGCTTTCTCAAACA
CGGTGGTGTGTGGAGGATCACACTTCCTGTTGGGGAGTTTTTTCTTCGACAGGGGGGCTG
CGGCCTCAGACGCAGCAGTGGAGCCTCGTGCCGAA
>CL1841Contig1
ATTCTCCCAGATCAATCAGCTGGTTTCCACCATCATGTCTGCAAGCACAACAACGCTGCG
CTACCCGGGCTACATGAACAACGACCTGATCGGTCTGATCGCCTCACTCATCCCCACGCC
TCGGCTCCACTTCCTCATGACCGGGTACACCCCGCTTACTACCGACCAGTCGGTTGCTAG
CGTGAGGAAAACAACGGTGCTGGATGTGATGAGAAGGCTTCTGCAACCCAAGAACGTGAT
GGTGTCCACGGGCAGAGAGAGGCAGCCGAGCCACTGCTACATCGCCATACTGAACATCAT
CCAGGGAGAGGTGGACCCCACGCAGGTCCACAAAAGCCTTCAAAGGATCCGGGAGCGAAA
ACTTGCCAACTTCATCCCCTGGGGTCCAGCCAGCATCCAGGTGGCCTTGTCCAGGAAATC
TCCATACCTGCCCTCAGCTCACAGAGTCAGCGGGCTCATGATGGCCAACCACACTAGCAT
CTCATCCTTGTTCGAGCGGACGTGCCGGCAGTACGACAAGCTGCGTAAGCGCGAGGCCTT
CCTGGAGCAGTTCCGCAAAGAGGACATTTTCAAGGACAACTTTGACGAGCTGGACAACTC
ACGCGAAGTGGTGCAGCAGCTGGTGGACGAGTACAGCGCAGCCACCAGACCCGACTACAT
TTCATGGGGCACACAGGAACAGTGAACGCTCGGCGTCTGCATTGCTTTCAGCCTACATGT
TGAACTTACTCCTTATTAGCTCCCCTCAGTATTTTCCTCACATAGCTGCCATTCTCAGAG
GTATTTATTGGCCTCTTAAAGCATGCCGTGATGGTTTTCTCTGAAAAACAAACCAATGGA
TTAACGTTTAAACCAACCAAAGTGGTTTTTGGAACCGTGTCATTTCAAGGAAGTGCATTT
ATAAAAGTTGTCCATCAAGTGGCTGTACTTCATTACTGAAAAACTATTCTATGAAAGCAT
CTATAAATATATGAACACTGTTCTTCCCCGGTGGCCTCATTAGTCTTCTTTTTGTTAAAT
AAACTGCTGCCTTTTCCTGCTTATGTTTGGTTGTAGATGAGATATGAGGGAGTACTCATC
CTTCCGACACATTTTACTGGCCGTCTGCTCATGTTGTCATGTTGACCAACAGGAATGTCA
AATGGAAGTTCACATCTTAACATTTGTATTTACAAATGCCTGTAAATATGCAACCAAGCA
TAGCTGTTTATCATTTTCCTGTTGCTTTGCTTGTTGGACCTGTTTGAAATGAATAAAGTC
GTTTTGTATGAAAAAAAAAA
>CL1842Contig1
TTCGGCACGAGGGACAGCTGCAGGGCGTTTGTGTTTCTCCTCTCTCGTCGTGTAAACAAC
AAAGCTGAAGAAATGCAGTCTGCAGTTAGACACAACTTCCATGCGGAGACCGAAGGTGAC
ATAAACAAGCTGATCAACCTGAAGCTCAATGCTTCCTACACCTTTCTTTCCCTGGGGATG
TATTTTGACAGGGATGATGTTGCTCTGCCTAAATTCTCCAGTTTTTTCCTGGAGCGCTCC
GAGAAGGAAAGGGATCAAGCTGAAAAACTTCTGGAATACCAGAACTTGAGAGGAGGCCGG
ATTTTGCTTCAAAATATTGCAAAGCCAAGCAAAGATGACTGGAGAAGTGGTCTGGATGCT
TTAACTTACTCCTTGGATTACCAGAAGACTCTGAACAAATGGATCACTGATGTGCACCAT
AGAGCGGACGCTCACCACGATGCACATTTCTGCGATTTTCTTGAGGAGCATTTCCTCATC
GACAGCCACGACACCATCAAGAAGCTGGGAGATTACATTGGAAGCCTCGGCCGCCTCGTT
GCATCGGAGACGAACGCCTCTCTGGGCGAATACCTGTTTGATAAACACACTCTGTAAATG
TCGCTGCAGTACGTGGATGCAAGCTTCCCGCTTTCCAAAATTCCTCAGATTAGGTCAATG
GAGCATATTCTGGTGAAACTGGAAAGTGTTTTTCACAAAATACCTTAATGTACCAAAAAC
ACAGGAAAATAAACTTTGTACCTCGAATTGTCTGAATATGACATCCGTTAAGATTTCCGT
TAAAATTTGTTGGCTGTAAAATTAAAGTTGCAGGTTAACATTTTTGCGCAAAGAGCCATT
TATAGACTGTGCATTTCAGTGTCCTTGTCAGTTTTTGTTTTTTTTTGTGTGTCAGAATTG



CAAAGAGGACAGAAA
>CL1843Contig1
CGTCTTTATCACACAGCACACCGCGAGAGTCTCCCACGTTGGCCACGGTGAGCTCCCTGT
CGGACAGCAGCGCCACCAGGCATGTTGTTCCTGCTTCATCGTGGTTGGCAGAGAGCTTGT
CCAGCATCTCACGATCCACGGCCAGGATGCGCTGTTCGAGAATGTTGGCGTGCGACACAG
AGCTCTCCCTCTTCTCCCTTTCAAAGGCCTGCAGCTGCTGCTTCAGTGTCTCGGGCAGAT
GGGCCTTCACGTAGTCAGCTGCAGCCTCTCCGCCGTGACCATCAAATATCGCGAATATGG
ACGGGTGGCTCTTGTTGGAGATGTCGGTCAGCACCTCGAAGCGATCCTCCATATGATCTC
GCCTCCCTTGGATGGAATAAACGGCGACGTTGTTGTTTTTGAACTCCCAGGTTTTGGAGA
ACTCCGCATCCAGAACGCTGAGGCCTCCCAGCCGCTCGTTCTGCATCATCTCCGCCACCT
TTCCCTTCACCATCTTCACGGCATCCCGGCTAGATTTGACGATGGTTTTCACCTCGTCGG
TATGGAAGAAGTAACTCCACAGCGCCAGACTGATGCAGAGCAGAAACAACGTCTCCGGCC
TGAGGAGAAAATAGCGCATGATCCGACCCAGAAGAGACAGGAGCGTCATTGTGTCTCCTA
TCATCACACGCAACCAAGCTGCAGTCTGACGCCCTCCCTTTTGCTCGCTTCACTCCATCC
GCCAGCTGGAACGACAGAGAAATCAATAACAGGAGAGACTGATTTTTCCCCCCTCAAGTG
TTTTCCTTCTCTCCTTTACCCCGGTCTCCCCTTTCACCTATAGGATCACAGACAAAAGGC
GACTTTGTGTCCGATCGCCTTTAGCTTCCTGGAGCGCTAAACCAGGATTCTGGTCGGGCC
ATTCTCCCACGACTCATTGTGAAGACAGGGTGTTTTTAGATTAAAAACAACAACAACAAC
CCCAGAAGGCAACTGGGAATCATCAGGGGGAGGAAAAAGAATTAGAAGTGTCCTGGTCTC
CGCGGCTGACCCCGTTTTTCCTCCACTCGTCTCGTGTGTCTCTCCGCCTCCGCAGCTGCC
TCGCGCTTTTTCACATTCTGCTCTCCTGTGAGGTTTCACATCCTGAAGGAAAAGCGTCCA
ACAAATGCAAAAACTCAATTTTTCAAACACAGAAAAACAGGGATTAAAGGGGTCAACAAG
GTTCTGTTGGGGTCGTTATATTGCCTTGGTTAAAACTGCGTCGCGCCTTT
>CL1843Contig2
CTCGTTCCAGCTGGCGGATGGAGTGAAGCGAGCAAAAGGGAGGGCGTCAGACTGCAGCTT
GGTTGCGTGTGATGATAGGAGACACAATGCCAACCACGATGAAGCAGGAACAACATGCCT
GGTGGCGCTGCTGTCCGACAGGGAGCTCACCGTGGCCAACGTGGGAGACTCTCGCGGTGT
GCTGTGTGATAAAGACGGAAATGCCATTGCACTATCGCATGATCATAAACCCTATCAGCT
TAAAGAACGCAAGAGGATCAAGAGAGCAGGAGGTTTCATCAGTTTTAATGGATCCTGGAG
GGTGCAGGGTATCCTGGCTATGTCCCGCTCCCTGGGAGACTATCCCCTGAAAAACCTCAA
CGTAGTCATTCCCGATCCTGATATAATGACCTTTGACCTGGATAAGCTGCAGCCGGAGTT
CATGATCCTCGCCTCGGATGGGCTGTGGGATGCCTTCAGCAACGAGGAGGCGGTACGGTT
CGTGCGCGAGCGTCTGGATGAGCCTCACTTCGGTGCCAAGAGCATCGTCCTCCAATCCTT
CTACCGTGGTTGCCCCGACAACATCACTGTCATGGTGGTCAAGTTTAAAAGTGGAACTGG
GGGGAGCAGCAAGGCCAGTGATTAGGACTGGATCATTTGGATGCGGAAATGCAACATAGA
ACAAAAGGAAAGCATCAGGAATCTGCAAAACAAACAGAAAAATATTGTAATTTTTACACA
CTAACACGTCTGAAAATTGAATTCATCATTACATCTAATCCACCTAGTGGAGAAAAGGGG
CATTGAACCACAAAGCCCATAACCATCTTCTATATTGTTTTATTTAAAAAAAAAAAAAAA
GACTGAAACAGGAAACTTGTTTTAACCAGCACACATAAGACTCTGATTGCTTCACTTTAA
ATGTGCATGAATGGTACGGCTCCCCTTGGAGGCATTCATTTTTATTTATTTTTTTATTTT
TTTGGAGGAGGCTTGAAATGTGCCTACGCAATATTTACTGTGCAACGTACTGGAGGTGCT
GAAAATGCAACTGCAAAAAACAAGACAAACAGCATCCAGCTTGCAGCGCCTCCATAAGTG
TTGAACGAGTCTGTTCCCCTTCTGATCTAAAGAAATGTATCT
>CL1844Contig1
ATCAGCTGGTTCTGGGCCAGCAGACACACGGATGTTGGTTTGTTTCAGGACTGTGGTTAG
ATAGTTGGATGGCGCAGCAGCGACCAAGGAGGAGAGAACGAACCGTGAAGAGTGCAGCTG
CAGGGAAGAGAGGAGGCAAGACTGGAAATGCTGAATGAAAAGGATGTTAAGCAGCATGTA
AACCCCATCGGTGAAGAAGAATTCCAGGAGGGGAAACTTTGCAGTCAGCCATTTTAGAGA
AGATACAAGCACCTGCTCTGGCTGGAGGAACTTAAAAAAGAGCTCATCACACAACACTTC
CAACTGCTCCTCCCTGATCATGCTGGGGTCCATGCTCCAGTCTTCACTGAGTCAGACTGC
TGACCTTCTCGCCAACATAAGCAGGTGCAGGGGTTTATTCAAAGTACAGAATGAAGACCA
TGCAGCAATCCAGGAGGCAATCGAGGACACCACGGTGGGAATTTCCCTCCTAATGGAAAG
TGGCGAGGAAGAGGACATTCTCATGGTCCACATCTCCCAGGCTTTGGTGGTCGACCCACC
AAGTGTCAGAGTGGCAGTTGCCAAGGCTTTTTTGGCCTTATTTACAGCACAAATCTGATT
ACCATCCTCATGTCAGAAACACCTTTGAGTTAATCCAAAGAAAAACTGTAATAGAGTTGT
AGGGCAAAGTTGTGCCTAAGGTTTCAGGCTTAAAGAGCAGACTCTTTTAATAAAAATGAC
CTTTAAAAAGTTTTTCCTAAGAAGGGATTCCAGCTGTTTGCTTTGGCTCTGTTATCTTCT
GTTTAATAAAAATAGCAAGCCCAATTTATATTGATTTGTACTTTTTGCTACACTGTAAAC
ATATTTTTCAAGTTTAGATAATAAAAAAGTTAAATCTGAAAAAAAAAA
>CL1845Contig1
CATTGGTCTCTCCTCGTGGACGTTTTCTTCAAGCAGTTGTGCGTGATAACTCGCTCCGCT
ATGTCCAGACTCCACACATTCTCTGTTTTGGCCATTATTCTTTTATCCCATGTCGTCGTC
CACACGGCGGAGGAGCAGACCCCGACTCCTTCTCCCGCTCCGGTTCCTTGTAGCCTGAAA
TCCAACACCAGCTGTGAGGAATGTCTACACAATGTGGCATGTTTGTGGTGCATCCCTACC



AATGCATGCATCGAGTACCCGGTGAAGAACATCTTGCCCCCCAGCAGTGTTTGCCAGCTG
AATGATGCTCGATGGGGGAAGTGCTGGCTCAACTTCCAGGTTCTGATCATCACAGTGTCT
GTGTTCGCTGGTGTCATCATCATTGCTGTTATTGTTTGCTGCTGCTGTTGCTGCAAGTGT
GATAGAATCGGGAACAGGAGAGAAGATGCACGAGTGGAGAAACAGAACCGAGCAAGGAAG
GAAAACAAGAAAGCCAGGAGATCAGACATGCAGATGAGACATGATGAAATCAGAAAGAAA
TACGGCCTGGCCAAGAATAATCCATATTCTCGTATGAACGAAGACTAAGAAGAATCTGAG
TGAGGATTTGCCAAGTTGATCTTACTTCAAACAAAAGACTAAAAGTATATCTTAAAACGC
ACTGAAATGATCTGGACTGATTTTCAGATTGAAAGAGACATGTTTCTTTTCTTATAGTGA
ATGCAGCCATTATTTGGGGAGGTCGTAAACATTTTCTAAGGCTTTAGTATAAAAGATGCT
TTTTTTTTCAACTAATTTGGCCTTTCTCTCTTGATATCTAAGTCTAAGCAGATCATTAGT
TTTGACAAGCAGTCTTTCCTGTAGTATTTTGCACAAATAGTAGTAACATGGAAGATTTTC
TTTAATCACTTTTCATAAATTAAAATTTCTTTTGTAAATGTCTGTCCAAAGTAAAAAAAA
ATTTCTTTACATGATTTACAAAACAGATTTCACATTTTCAATAAGTTTATTAAATGTAGG
TTTTACAATATATAACTTTTAGAAAATAAATTTTCAGTTTGAATCTTTGTAAAACAATTT
CAATGGGAAAAAAAGAAATGAATAAAAATATTCCAGTGTGATTTGAAAAACATATATTTG
TTTGTCTTTTATGATCTATGGAAGGCTGGGTAGCAACAAGGTTTATAGTTATTACATGAA
ATACTGATTTAAAGTCTTAATTCTTGTTTTTGAAGATAGATTTCCAGGGCCACCAGATTA
GATTTATGGATGGGTTTGCTAAGGGGCACTATAACCTTTCAGTGTCTTTATAGTGTCGTG
GATAAAAAAAAAA
>CL1846Contig1
ACAAGGGACACGAAAAACATGGAGGCACAACATGTAGAGACCCCGCACAAAAAAAAATCA
AGTTTTAAATCCCAGTGATGTCACAGGTACACTGATGCTGTCAAAATGTTTTATTGTTGC
TGAGAACACACCACTTCATAGGTCTACATGCTACAGCATTGTTCCCAAAAGAACCAGGAA
CTGGTCAGACGGCGTTCTGCAAAAGCAGAATCTGCACACCTGTCAGGTATGAACAGCAAG
CAGCGACAGCATCAGAAAGAAACAGAAAGGGATATTTGGATAATTTCAATAAAAGAATTA
AAGTTATAGCTATAAAGAAACTACAATGTTCCACTCAATAAACCTAGCTCCACCCACAGA
GATTTAACTCCACTCCTGGTTCTTTTTAGTAGACCGTGGGGTCAGCTAGGATGAAGAAGA
TCCTCACACTTTGATCTTTTCAGACTGGAAGAGCAGAGCTTCAGCATGGAAGTGTCAGGA
AGAAGGCGGTGGTGTAATTATGTGCGATTATCAGCGAATGCGACTGTCGAAGAGGAGAAA
AGCAGCCCCCTCGTAGTCATCGTCACATCTGCATGGCAGCTTTCTGCAGCCACTTCTCTT
TGTCTCCACCCATTTTCATGCAGGAGAACAAGTCACAAACAGCGGGCAGTACCAGGCACT
CCTGGGCTTGACTCCTCTTCCTCAGCAGCCACTTGTCCTCGAGGTCTTCCACTGGATGAG
GAGCAACTTCGGAGCCCGGGGCCTTAGGAAGAACCCAGAGCTCTGGATTCAGAGGGAACT
GGAATGGAGACGAGCCAGGCGGAGCTTTGCCGGTGCTAGGGTGGAGCCACGCTTCCAAAA
TAGCCTGAACCTTATGTTCGTGCTCCTTGTGCTGCTGGGGGGCGGAGCTGTTCTTTGATA
GCAGGACGCCGTTCTTGTCCCGCCCTTCCTGCTTCAGTAGCCAGCGGCTCAGTGCCTCCT
TCCCACAGTTATCTTCACATACACACTCTGAGTAGGAGGAACACGGCTCGTTGGCC
>CL1847Contig1
GTGAGTGTGTGACAGCAGGAAGAAGCTAGCAGCGGTGTTATCGTAGCCTCCGCAGACCGT
AAACCTTCGTCCTTCGTAACTGCAGCGTGTCTGAACGCGGCATGAAGCTGTGGACCATCG
GCTGCCTGCTCCTGTGCGCCGCGCCCGCGGTGCTCGCCGGGAGGGACTTCTATCAGATCC
TGGGGGTCAGCAAGACTGCGTCTATCCGGGACATCAAGAAGGCTTACCGGAAGCTGGCTC
TGCAGCTCCATCCCGACAGAAACCCGGACGACCCCAAAGCGCAGGACAAGTTCGCGGACC
TGGGGGCGGCGTACGAGGTTCTGTCAGACGAGGAGAAGAGGAAGCAGTACGACATGTACG
GCGAGGACGGCCTCAAAGAGGGACACCACAGCTCCCACAACGACATCTTCTCCAGCTTCT
TCGGGGACTTTGGCTTCATGTTTGGAGGAAACCGACAGCAGCAGGACCGGAACATCCCCA
GAGGAAATGACATCATCCTCGACCTCGAGGTCACCCTGGAAGAGGTGTACTCTGGGAATT
TTGTGGAGGTCGTGCGGAACAAGCCCGTCGCCAAAGAAGCTCCGGGGAAGAGGAAGTGCA
ACTGCAGGCAGGAGATGAGGACCACGCAGCTCGGGCCGGGCCGCTTCCAGATGACCCAGG
AGACGGTGTGTGACGAGTGTCCCAATGTCAAGTTGGTCAACGAGGAGAAGACTCTGGAGG
TGGAGATCGAGCAGGGAGTCAGGGATGAGATGGAGTATCCCTTCATCGGAGAAGGTGAGC
CGCACGTCGACGGAGAACCCGGAGATCTACGATTCCGCATCAAAGTGCTGAAACACCCTG
TGTTTGAGCGCAGGGGGGACGACCTGTACACCAACGTCACCATCTCCCTGGTGGAGGCCC
TGGTCGGCTTTGAGATGGACATCGTCCATCTGGACGGACACAAGGTCCACATAGTCCGAG
ACAAGATCACCAAACCAGGAGCTCGGATGTGGAAGAAAGGCGAAGGTCTGCCAAACTTTG
ACAACATCAACATCCGCGGTTCTCTGATCATCACCTTTGATGTGGAGTTTCCTCAGACTC
AGCTGGACGACCAGCAGAGAGACGGTGTGCGGCTCCTCCTGAAGCAGGACTCTGTCCAGA
AGGTGTACAACGGCCTGCAGGGGTACTGAGGGGGGGTATGTTTGGATCCGCCCCTCTGCT
GCGCCCCCCTCTGGTCAGCGGCTCTCTGTTCTAGTCTCAGGACTCTCTACTGAAGCTGCA
GATGCTGCAGAGACGTTTTGCTGTTTGTTTGCCCCCCTCCCCAAAGAGGTTTTGTACCTT
TATTTTATTTATCAGTGACTGGGTCACGTCTGTGGTGACGGACAGATCTGGATCTGCAGC
AGCACACAGCGCCCCCCTCTGGTCCTGTTCAGAAATGCTGTTCTGTTTCCAGCCTGTGAG
GGGCGGAGCTTCCTGTCCAGCTGGCCTTGTGACTCCACCCTGTGGGCCTGCTGGTCTGCA
GCTCCACCACCCGTTTCAGGACGTCCAGGCTGTGGATGTGAACTATTCGTTTCTTTTCCA



TGTTTAAGGGATCTTCTTTAACGGACTGACTCTGAATAAAAGTTTATACAAATGTGACGT
AAAAAAAAAA
>CL1848Contig1
TTTGCAAAGCTTTTATTGAACAGCGGATGGAGTGGAACAGAAACTTGAGTGAATTTTCAT
TTTCCTGACGACAGTGCTGGGAAGTCTTCTGGGTCGTCGGGATTTGGTGCCAGATCCTCC
TCCTGTTCTAGCAGAGGTTTGGCCATCTCGGGGCGAGTCGTTTGACCACCTCTTGCTCCT
CTGCCTCGACCTCCACGGCTGGGACGTCCTAGACTCCCAAAGTTGATGTCCAAGAGGGAA
GTGATGTCATTCACAGACCTGCGGAGGAAGTTCCCTTCATCCTCTATGGTTTCCCTCAGG
TTCTCCGGATTCTTGGACTGGTGGATAACCTTAGCTTTGGATGGAATCTTGTCAACCGCT
TTGCGGATATTAAACTCTGCTTTGGGACGATTCATCTCCTGCATGGCTTTCCATTCATCC
AGGGTCATCTCCATGGCAACTTGGACCACCATCTCTTTGTCCTCCTCTGTTTCCAAACTG
AGGTTCTCCTCCTCCAGAGAGGTTTGGGGATCCTCGGATTTCCTGGCAGCTTCAGGCGTC
ACCTCCATCAGTTCACTGCCAGCTTCATCCACACAGCCCCAGTTCCAAGGTCCTCGACCT
CCTCTCTTCCCCTCTACAGACAGACCTGTGCTGCTGTGCCGATCAAACTCTCTCTTGCCT
CTTAAATTGAAAGTGTCAGAGCTCCTCGTGAGTCCTCCCCTCGCTCCTCTTCTCCCTCTG
CTCCCCCCTCTGTCCCTGATGTCAGAGTCATCATTATGGGAGGGCTTCATGATGAAAGGC
TGCAGTGGGTGTTCTTTATTGCCCCTCCGCGGTCCAGCAGCAGCCCTCTTTGTGCCCCTC
TGGGCCTCGTCTCCACCGTCCCGGCGTTCAGGCAGAGGGGCAGGATACGCCTGCTGCTTA
TGCACTGGAACCAGGTCTTGAACATCCAACGCGGGCGGGACGCGCCTGTTCCTCTGCGTC
TCCTTTTGACCTGGTTTCTTCTGCCTGTTCTTCCTCTCCTCTTCCTCCTTCCTCTTCTTT
TTATCCTTCAGTGATTCCACTCGACTTAGAAGGTCGAGCGGGTCGGCCTCGTCGTCCAGA
AGGTCCCCAAAGCGGTTGGCCACCGCGCACCCGAAGGCGTCCGGCAGCATGTTCACCTGC
GTTTTGGCGGCAAGCTGCAGGAAGAGAACACAAATGCGAAGCGGAGCGAATCTTTGTGCC
ACACGGCTCAACCCCGGCCATAAGGCCCGGGTTAAACGGCGCGCTGAGACCT
>CL1849Contig1
TTTTTTTTTTGTGGTTTTTCAACTTTTATTATGAAAAATAATAATTTCCTAACAAAAAAT
CAGCATCATTGCACCTTTGAAAATGATTTACACACTAATACAAGCAGCTAGTTTATCATC
GGTTTCTTTGTGAGAAACAAATAAAAGCCGCCGCTAAACTAACAAGACAGATGAGATACG
CCTCTATAAAAAAAACAGGTTGTCATTTTTCCCAAATCCCTGCCTGGTGATGTCCTTTAG
TGCACACACGGAAAAAACACTCGATCTGAAAGCAGCAATGTGTGTGTGATTGTGCCAGTG
CATTCTGTTCCCTCGGCGAAGATCAGAAGCTGGCAGAAGCTCTGGAGTCCTGGAGAGGGA
CTAACATGGTTTATCACACCCCCTCTGACTCTCCTCCCTCTTTCCATCACTTTTTTGACC
TGCGTGGTTCTTTCACTCATTATTTTCCATTACGATTCACAGACGTAAACTTTTAATCTA
ACAAAAAATTGTACTTTCAGTTGTCCTTTTGTGGTTAAACCCTCAAGTCCTGACAATCAA
CTTCCAACATCAAAATGTGCGACACTACAGACGGGTTTACGTTTCTTCTCAAAATTATCC
CTGACTTTCTTCCATTCTTGAACTTGTCATTTTTCTCATCCCCCTCTTTCCCTCTTCTTC
CTCACTCTTTCACCCTCTCTGGACCTCCTGGGACATGGAGCGACCCAGGACTTGAGGCGA
TTTGGCGAACTCCATGGTGGCTAGTTTGACAGGTGGGAGGTCCCTGGTGATCTCGTCCAC
GGTCCTCTTGCCAGGACAGAGCCCGTTTGGAACTGGGATAGGCACCAAGTCCTCCTCTGT
GTGTGAGCCTCCACGCCCCAATCTGATGCCCAGCTCTGTGGGAACAAAAATGGGCAGGGG
CAAAGTGTTTCTCTTTGGCAGCAGTTGGTGCTCCTTCACCCCTCTTTCCACAGTGCCCAC
CCTGACGACGCCAGAGGGGCAGGACTGGGTCAGACAGCGGGCCTGCCACTGCCGGGACAG
AGTCTCCCGGCGGGAACTGTCGTTCATGTTCATGGTTTGTCTGTCCTGGGGCTGAGTCTT
GAGGTAAACACTGACCCAGTCAGCAGCGTAGCTCTCCTTCTGTGCATTGTTCACCTCCCG
CACGCTGCAGGTCAGCTGACCTCCCACCACCACACCATTACTCTTCTCCAGCACACTGCA
GATTGGCATCTTCTTTCCTTTGGAAGATCTCTCGCAGACTTACGATGTCCTGAAGATGTT
GGCTTGTCTCAGTGATGCTTCAGGCTTCCTCTGTCTCTGCCTCGTGCCGA
>CL1850Contig1
TCGGCACGAGGCACATTTTCCCGANNGTGTGGAATACAGTGAGAAGAGCATGGAGGAGGC
TCTGAAGAAAGTTGAGGTGATGCAGGCCGATCTGGGAGGAACAGAGATTCTTCAGCCCCT
CCAACACATTTACAGTCAGCCCTGCATCTCCAACCAGCCTAGACAGTTGTTTGTCTTCAC
TGATGGAGAGGTGGGGAACACAAAGGAAGTTCTAGATCTAGTTAGGAAGAATGCAGGTTC
CCACAGGTGTTTCTCTTTTGGGATTGGAGAAGGAGCCAGCTCTGCTCTCATCAATGGGTT
GGCTCAGGAGGGCAGAGGTCACGCTCAGTTCATCACAGGAAGTGACAGGATGCAGGCAAA
AGTGATGCAGTCACTGAAATTTGCACTACAGCCTGTTGTCAAAGACATCTCTGTCACATG
GGATTTACCAAAGGGAGTGTCTGCCACTGTCCTCTCTCAACCAATCACAACAATTTTCCA
GGGTCAGAGGTCACTGATTTATGCCCAACTCTCTGGAAAGAGTTCCCAAACAGACTGCAG
TGTGACGGTGAATTACACTCTGGGAGATCATCCCTATGAGAGCAAACAACAGTTTAATCT
GAATCCTGCAAAGGACACTGGGTTAACAGTCCACAGGTTAGCTGCTCGTATTTTGATTCG
TTCTCTGGAGTCTGAGGAAAGAGAGAACAGAGGAAAGTCAAATGAAGACATGAAGAGGAA
GGTGGTGGAGCTCAGTGTCCAATCAGGAGTGAGCAGTCATCACACTGCCTTCATTGCTGT
CAACAAAGACAATGGTGATGCTGTTCAAGGACCTCTGGTGCGCAGAAATGTTCCAACCCC
TGGTCCTCCCATGATGGCGATGTGTTCTGCTCCTGTGCGTCATCACATGATGGCGATGCG
TTGTGCTCCTGCAGGTCGTCCCATGAGGGTGATGTGTTCTGCTCCTGTGGGTCCTCCCAT



GATGGCGATGTGTTCTGCTCCTGCGGATCTGATGATGGACAAAAGATGTGATTTCGGAGC
CGCTGTGCCTGAGCAGCCCCGCAGAGACCCTCTGCTGCAGCTGGTTTCCCTCCAGAAGGC
GTCCGGCTGCTGGTTGCTTGATGCAGCTCTGGCCTCAGTTCTGGGAAAAACAAGTGAGGA
GGTGGAGAAGTCAAAGCCTGCAGAGGTCAGCAGTGAGGTGTGGGCCACCATTCTGGCTCT
GATCTGGCTTCATGGATTCAAGATGGATGCAAAGGATGAATGGGAGCTTCTGGCTGTGAA
GGCTGCTTCATGGGTCCAAGCTCAGAATGCTCCATGTGTGAAGGAGTGTGTTGATGCTGC
AAATGCACTGCTGGGTTACAAAGTGCAGAAGGATGCTCTGGGGCTCTGAGGTGGAGACCG
ACATTCCAACGTGTGACAGAAGATTTAATGTTTACGTCTCATGTTCATGACGTTATTGAC
CTTAATACACTGCATGCTCTTGGTGTTGTGATGGTAAAAACTTTAGAATTTTTAATTCGT
TTCTAAACAACTGCTAAATTAAAGTTTAATATTGTTATTGTTGGAACATGTTGATCTACA
CAGTATATGTTTAAATACTGACAATGCTTACATGATTTCATTTCCCGGGCAATCCCCTGT
AGACGTAAAAACAAATGTCTCTACTTCCTTTGAAATCTGCTTTAAAACTATAAACTCTCT
CTATTAAATGGAACTGCTGAATCTGCCTTTGCATTTGTTTCTCTGATGGCCGCTAGTACT
TCTGGGTTTTGTACAATTACCTGTGGTACAGCTGTTAAATCAGACGGACAGCTTCCAGAT
ATTTCACAAGGACATTTTAAAATTGATTAAGTATCATAAAATAAGGAAAATTAAGTTAGT
GTGGGAAGTTTACAAAGGCAACTAAAGTTCAAAAAATAAAAGCAGTTTTATACTATCAAT
GTAAACTCTCAATAAAACATG
>CL1851Contig1
GGCACGAGGGAGCCTAGGGGGAGGGCAAGAGCAACAACTTCACCTGCAGAGCCAAGGGGA
GGCGGAGGGTGATGCTGAACCCCCGACAGAGATCCTGGTTCCAGTCTCTCTGAAGCCGGA
GGAGGGCCTGGAGGTGTGGCGCCTCTGGGCCAGTCGAAAAAACGCCGAACTGAACAAGCA
GGAAAATACCAGCTTTGCCCCAATAGGACGTCGTCAGCCTCTGCGTTTCCAGGAGGACCT
GATATCCAGCGCCGTAGCCGAGCTGAACCTGGGCCTTTCCCTGATGACGCAGGAGGCACG
AGGGTCCGAGGAGGAACACTTTGCACCTGATGTTCTGTACTACGTGTTCCTGTGTATACA
GAAGTATCTGTCTGATAATGGACGCGTGGATGACATTTTCTCCGATCCATATTACACACG
ATTTTGTGAGAGTTTACACAAAATCCTGCATGACTGGAAGCCCAGTGTTCATCCTTTAGG
TTACATCATTCCAACTCATGTGACAGAGGAGATGCTGTGGGAGTGCAAACAGCTCGGTGC
ACATTCACCGTCCACATTGCTCACAACTCTNATGTATTTCAACACTAAGTATTTCCACCT
GATGACTCCCGAGCAGCACATGAGAGTTTCCTTCTCGAAAGTGTTGAGACACACGAGGAA
GAACCCCGCGAACGCCAAGGACAAAGCAACCAGCATCCGCCTTCTCAAAGTTCAAGGCCA
ACACGGCGCCGGACAGAAGGGAGCCGACGAGATGTACGAAGAGCAGGTGGAGGACGCTGA
GAATCCGCTTCGCTGTCCCATAAAACTTTATGACTTTTACCTCTTCAAATGTCCTCAGAG
TGTCAAAGGCCGCAACGACGCCTACTACATGACTCCAGAGCCTGTGGTGGCACCAAACAG
CCCCATGTGGTACTCGTCTCAGCCCCTCGCCAGCCAGCAGGTGGAGCACATGCTGGCCCG
AATCATCGTGGTCCGAGAGATCCAGGAGATCATCTCTGCCAGTCAAAACAGTGTGAGCTA
AAGTGGAGGGGGGGGGCTGAGTGGACTGACTATGCAGTGCCCGTCCCGACTCTGAAATCC
CCTCAGAGCGGGACAACATTCGGAACAATCATTTTGGATTTTTGCTCATAACCACACTGG
CCGGGTTTTTCGGAGATCTTTCTCGTCTCGTAGCTTTTGCAGCTACAGAAGAGGACGCTT
CCTCTGGAAGACAACCTTTTTTAAGTCTCACTGACGGGTCACGGTTAATGCTCGTGAGAA
AGAGGTGTCCCTGCAGAAGTCTTAGCCACGTGACTCAACGTTTATCCAACTGTTCTCTAG
TCTCACCTTCATGCATTAAAGCTCAACAGATCATTAAAGGGACCACCTTTCAGTTGATCT
CACTGCAGTTTAAACCATGTATTTATGTCCAAACTTGTGCCTGTTTTTTTTTCTTTTTTA
TTATTTTCCAAACGATAATTCAGAACAGCGAATGGAAGAGGTGACCCTCACTGATTCACA
AAAGCTATATTTGAAAATAAAAAAGCCAGTTCCTTTAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAA
>CL1852Contig1
CAATAGGTTGTTAGACTTCGTGCAACAAATGAGTTTTTTATTTGAAGTGTCTCATATTTG
ATGATATTTAGACCTAATTGATTGCATGTGTGAAGGTGAAGTGGGGTCAGATCTGGTTTT
ATCTCATCCTTCCAACCGTCTTTATTTATTGAAGCCGTTCTCCGTCGTAGGACATCCCAT
GACCTCCACAGACCGGACCGTGTCTTTTATTACCCAGCAAACACAGGCGACACAAAGTGG
TGAGCTGACAACAGTCGTAGCATCGTGAACGGGGCACCAACACGTTTCCTTCTTTAGCTA
GGACTGAGGACTGGAAGAAAGACGCGTCGTTGGAGAGAGGAAAGCTCCGTGGCGTCCTCC
CCTTCAGCTGGCCTGCTGTGCCTGCTGCTGCTCTACCATGGCCTCACACGCCCGTCCCAG
TTCTCCCAGTTTGACCTTGGCGTACTCGGCTCTGTTCAGCGCCATCTGGCAGTCCTTCCT
GGCCGAGTAGGTGGAGCCCTCGTGAGGCTGGCCTGTGGCCACCTGGGTCAGGTAGCGGAT
CTGGGCGCTCAGTTCGCTCTCCACTCGGTTTGTCGAGCTTTGGAACTGCAGGAGTTGTCT
TTCCACTTCTTTCCAATTTGCAATCTGTTTGTCCTTAGAGAGCTCCAGGACAATATTCCC
TGCACACTGCAGGACCATGGCTATCTCTTTCTCTACTTCCTCCAGAACTCGGAGACGCTC
GTTTGCCATGAAGCAAAGCGGAGAAAAACCACCGTCTCTCCTCTCCAGAAGCCGAAACGA
AACGAACAGGATCCCTCCGTCTCTCTCCTCTAAACCGTTTACCCTCTAAAACCCCTTACT
GGGTCAAATTTGAACGCTATAGTGTAAAAAGTCCGGACACAAACAGAGCAGAGCTGAATG
AGTCTTCTTCTTCTCCCCGGCCATAAGGCCCGGGTTAAACGGC
>CL1853Contig1
GAATGCACGTTTCCGCATCGAGCAGAGCCGAGAACAGCTGAAGCAATGCAGAGAAGAATA



TAACAAGGCTGTGGAGAGAATGGAGAGAAACCAGAAAGAGCTGACTGACATCCTGGTGGA
CATGCAAAACTGCAATGTTAAAGAGATTGACTTTGACACCACAATCAAAATGCTGGTCAG
AGGTATGGATGCCATGGGCCGAGTGAAAGAGCAGTGGGAGAAGATGGTGCGCTTCTTCCA
GATGGTGGCCAATATTGTAAAAACCAGTCTTGCAAAAACCATGATCCAGTTTGCAGATAA
AGTTGAAGATGTACAAACACTGTCCTACAACTCTGAGCTTTTCACCAAAGACCTGCTGTA
CAACCAGGCCTTTCAAGCTTCCAACATCGCCAGCCTGGTCCATATGATTTCAGGGACCTA
CTGTGAAGTGTCCAACAAATACCTGATGGACAGAGTGAGCAGCCTGAGTAAGCTCATGAC
TATGGATAAGGACAAGCCAGAGTTCCTCCAAGAGCGCCAAAAACTGCAGAACTCCTGCAA
AGAAGCTCAAGACAGCATCCTAAAATTGGTCCTAAGCAACAAGAAAGAGTTTGAGAAAAA
TACAGAGACCAGAATGAAAGAAATTGAAGGTGGGCTGAAGGCCATTCTGCCTGCTGCTGA
CCCGGAGGAAACTAAAAGGATCAAAGAAATTGTTCAGGCCAGCATGACAGACAAAGACCT
GGATGGTTTGATTTAGATACATTTTAATTCATATTTTATAAAAACCAAAGGGCATATATG
GATTAAGGGGTGGTGGTGATTAAACTGTAATCATGTATGAGTGTTTGTTTCTAGATAAAC
AGATTTCATGTAATTAAATTAGCAACATGTTTCTACATAATCACTGGTGTTGAGGTGGCA
GGGTTAAAAATAACAAATGATCTTTGTTTTTGTTTTACTTTACCATTCTTTATGAAAGTG
TTGGTACTCAGTATGTGGCTCTGAGTGAGTTTATGTTGAGACAGAATGTCCCAAGTTCAG
CAGACAGAGTTTTATAGCTTTAAAATAAGACTAGGTAACTTGAATTGATGGTGTTGTGTA
TGATTCCCGAGGCAAAAGTTTTCAGATGAAAAAGAATTTTTCTGAAGGACCATAGATGTA
CTTTTGTTTCTCCGATAAATACCTAGAATTTGAAGTAACACATTGTAAGAGAATCATTAA
AAATGACTGTTCCCCATAGTCAGTCTAAACAA
>CL1853Contig2
TTTTTTATTATGAAGATATGATTATTGGGCTACAACCACGTTTCAGAATGATCTTAGAAC
GCATTACATCAAATCTTATTTATCAGGAAACAAATGTACCTCCACATTTCCCTCTGAAAA
GCTTTTATTCTCAGTTTTTTGGCACACGAACATTAAAGTCGACATATTAAATATATTTGG
TCTTAACATAAGCACTCCAAAACTGTATCACTGATTACCAACATGTTCACAGAAAGTTAA
AGATCAACAAAAATACAAAACAAATCCNAAGATCATTATTTTTAACTCAGCACCAGTGAT
TATGTTTGATTACATGAAAGCTGTCTAATTAGAAACAGAAGCAACCACACATGATTACGG
TTTTATCACCACCACCTATTTCTTCATATATTCTCTTTAGTTTTTATAAACTATACCACG
AACTGCATTTAAGCGTAATCATCCAGGTCGTCCTCTGTCATGCTGGCCTGAACAATTTCT
TGGATCCTTTTAGTTTCCTCCGGGTCAGCAGCAGGCAGAATGGCCTTCAGCCCACCTTCA
ATTTGTTTCATTCTGGTTTCTGTATTTTCCTCAAACTCTTCCTTGTTCTTTTGGACCAAT
TTTTAGGATGTTGTCTTGAGCTTCTTGGCAGGGAGTTTTGCAGTTTTTGGCGCTCTTGGA
GGAACTCTGGCTTGTCCTTATCCATAGTCATGAGCTTACTCAGGCTGCTCACTCTGTCCA
TCAAGGTATTTGTTGGACACT
>CL1854Contig1
GTNCGGTTCGGTTCTCNACANAAACCNCCTTCGNTGTTGATAAATACATAATAGAATAAA
TGTTTNAGGGGGGGGGGGGACTTAAAGAAATAAATGTATTAACAAAAAATAAAAACTGCT
CATAGAGAGATGGAAGTTCCCTCCTGCTTCTCAGGGGGGAGCGGGACACTTGAGGTGACA
GTCGCTGTATTTATGTCTGTGTGACAGGATCATCTTCTTTAAACATATATTAGCCATTGA
ACCCCCCTCCCCAGCCCTTTATCATGGATCAGGACTGTAACAGAAGTGACCTGGACCGGC
CAGCAGGTGGCAGAAGAGGACCGCACCCTCATCCTGTAGAGTTGAGTTTCTGTTCCTGCA
GTTTTCTCACCCATGATTTTGTATTCTCCCAATCAAACTTGGATTTTGTACTCTGACGCT
TGTTGGGGGGGATAAAGCGCTGCATTCCCCCCCCTCTTCCCAGAACACAAGAGTTTGAAG
CAGAATTGGACTGTAGGTCCTGTGGGAGTGGGCTGTTTGTGCCTCCAGGCTCCGCCTCCT
TTTCTTTGTTCAGTTCGTTCTGGATGGACGGCTGAAGGGCAATTCTGACATTCCAGTGTA
AAAACGTTCATCAATAAAATGTTATCGGAAAGAGAAAAAAAAACAAAAAAAAAAAAAAAA
CCTT
>CL1855Contig1
GTGCTGGATGTTTTTCCAAATCACTTTTATTCCACATGTTGCTTCATCAGGTCTTAAGGC
ACCCTGAAGAGATGGTACACGTTGTTCTTTGAAATGTGGGTTCCTTCAACGACAGTGTAA
ACAGAGTTCTGAATAAGATCATTTCCTGTAAATCTTTGCTTAAATTATTTCTTTACAGTG
CACAGACAGCATGTTTGTGACAAAAATACACTGTGAGTTAAGTAAATGTGGTAGATAGTG
TTTCATATATATATATACAACGAAGAGTAATAGATTGGCAGACAATCAGATAAACAGGCT
GAAGAAGAGTTAACTGACAAACAATCTTTGAGACCCAGATAAGTATACTGATCACGTAAA
GATACAGTACATAGTTACAGTGAAGTTGTTGTTTTTGCAACGCCTTTTCAGCGCCTCTCC
ACTCTACCAGCAATTTTGACACCTCAGCCATCGACACCCAGCGTCCCGGAGGTTCATTCG
CAGAAAGGTCAGTAAACGGGAAGACAGGCAGACGGACAGACTGACATGCAGACAGACAGA
CAGACGGCACAAGACTAGGTTGTGGCTCTGCAAGTCACAACACAAAGACCTACATATAAT
TCCCTAAATATGGTACAGATCACAATGTATTCATACATGGAGGGACTCTGTAATTGGCAT
TTCATATACAGGATACAGTGGCTATATTAGGAATGTTACTATTAAGTCTTTTCGATGAGA
GAATACTCTGGAGATGTGTTGGACGTTTTCTACCTTCTCGGTTCTACTATACAGCAAGAT
ACAAATCCTCCCGGTGATAAGACTGCAGCTCAGAGAGGCTACGAAACTGAAACCCACTCG
TCCTAATGGCAGGTGGACCACAAAAGAAGGTCTAAAAAAAGGGTTTAGCGGTTTACAAGA
CAGCTTCCAACAGTGGCTATAATCGATCAAATCACACCAATGCTAAAAACAAAACAAAGC



ATACTGGATAAATAATGATGCGACGGATGAACTCAGAAAGGACGGCTCTGCTCTGGGGAC
CTTTGATGAGGACAGCAAGAAATCATGGAGGAAAGAAGGGACACAAAGCCACATCCCAAA
TCTCATTTGCTTCAAAGCCTGTGTCAAAATTCCCAAATGACACCTTTGTGACACTTTTTT
CCTCAAACACGACCCCTTTGAGTAGACGTGGGCAGCCTTGTCTGGTTTCTTCCCATGCTC
ATCTCTACTCCACCACTTTGACCCTGAAGGTCACGCGACCCAGGAACTTGTCCCTCTCGT
CGTTGTTGCGGAGGTTGGAGCCGTCGATCCGGCACTCCACGGTCAGCTCCTTGTTGTAGT
CCTCCTTGGTAATCAGCAGCTTTACGGCCACCAGGGGCTGCAGGTAATTCTCATGGGCCT
TCTTGCCATAGTAAGGGAAGAACATCTTATCGATTTGGCCGTTGTTGGGGGAGTAGTACA
TTTGGATTGGGTGGTCTTTCTGCAAGGACAATTACCATCTTAGCATGAACTTAGTAATGA
GCATTTCCATTCAAAGTGAACTGGAACGGGTTTTCAGGAGACCCTGACACAGGACAGACA
GTGAAAGGAAAGGAAAT
>CL1856Contig1
CCCAGGTGGAGGATACCCTGGTACTCAGTTTGTCCCGGGATATGGATCGTTAACACTTGG
TGTCAATCCTCCTAAATACGCAGGAGCCCCACAGCAAGGACCTGGAAGGATTGCAAAGGG
GAACAGGACAGATACTTCCCGGATATGGTACTTATGGAGGAGGTGCTGGAAGTAACCCCC
CCAAATATGGAGGAGCTGGAACAGGTGTAGGATTCGGAGGAATGATGACTAACGGAGGAG
TGGGGCGAGGGCCTTTTGTTCCAGGAGCTGGTCAATACCCTACAGGGGCAAAAACACCTT
ACTATGGAGTGTGGACAGGAGTGGTTCCTGGCCAAGGATATCCTGTTGGTGTAAAACCAC
CAAAACATGGAGGCATTCAAGTACCAGGAGCGACTCCTGATACCACGGGGAGGAGTGTTC
AAAATGGTTCTGTCGTACCAGGCGGCTTGCCTTCAAAACTTGATGTTAGTCCTGCTGGAA
CTCCCAAACCAGGACCTACGCCTCTTGCTCCCCTTAGCAAGGCCCAAGAGCTCACACAGC
CCAGTGCAATTTCTGGAGGAATTGCACAACCCAGTGCAGCTACAGGTGTTGGTGGAGCAG
GAGTTCCAGTGCCCTCTGGACAAGGACAGACTGGTGTTGGTGGAAAAGCACCTAAACCCT
TCCTACCAGGTGTCGGACCAGGAGGCTATCCCTACAGCGGACCCTATGGAGTCCCGTATG
GTTCAGGTACTGGTACTGGACCAGGATCTGCAACACTGCCTGGGGCAAAGCCTTTAAAAC
CTCCAATGGCGGGAGGTGCAGGAATCCCTTTGACGGGTGGATATGGTCCATATCAAGGTT
ATGGACAGGTTGGACAACAAGGAGGTGGTGTTGGAGCTAAACCACCCAAACCAGGCTATG
GGAATTTGGGAGGTGTATACCAGCCAGGTGTGGATCCTGGTTATGGGAGAGGATATCCCC
AGCAATTCTATCAAGCCAAAGCAGCAAAGTACGCTCCACTGCAGGGCTTTCTTGGTGGTG
CAGGAGGAGGAGGTGGAGGGCCCTACAGAGGGTGCCAAGGCAAATACTGTGGGAGGAGGA
AGTAAAGGAAACCTTGAGATTCGTAGACCTCAAGAAACCATGGTGCTACTGCATGATCTA
GAATGTACATTTTATATTCAAACAAAGCCCCTTAGACAATAAGATGTCTGTTTGACTTTA
CTTGACTTTAGTGTCTATTGTCATACAAGCCCACCGACCAGGAATTTTGTACAAGATCTG
ATATGACATACTGACAGTGCCTTAAGTCATTTTGTATTAATCGACTCTAACTCTGCAGTG
GCCGTAGTATGTGTTTGCTAGAATGTGAGTGTTGTTTGGGCACATAATTGTGTTGTTGCA
ATAGGGACTAATGATTTCTCTTGCTCTTCATCCCCGTTTGGCCCAGGTGCACAGGGGTTA
TCACCTCTCAGACTTGAGGAGGACGGCATGGTCCAAACTTGGCCAGTCTCTGCACCTCTT
CTGGCTTCCCGTTTTCTCTGCTGCTATTTTTAGGCCTGCATGATGTACAGCAGCGTGCGG
ACGCTGTGGCTCTGGCCAACACATATGTTCCCTGCCACACTGCTGAGCTCAGCCGATGCA
CATTTCAGATTTTCTCGCCATCTTTGATTTTGCCAAATAATTCCAGCTTTTCTTTAGAAG
AGAGAAAATTGATGTTTTTTTTATCTTTCTGTACACAAACAGACTCTTTATTTCCAGTAA
ATTGAAATGACATTTACATTGAGTGTGGCTGATTGCTTAACTGTCAGTTTCCCAATGTGT
AGGATAAGCCAAATGCTATATCTTTGCTTCCATTGTTTAGTTTCACCCAACATTTATGCA
ACTTGTCTACATGATTACTTAACTTGTTTTGCAACATCCTTTGACTCATAGCTTTATTGT
TATTAGGAAAGTGTGAACCTAAAAGAGAATCATCCTTTGCTTCAGCATTTATTAGCTGTT
ATTAACTGTAGTACAAGTTAACACTTTGACGGAGGAGCTGCTGGCATAACATATTTTTAT
TTACTTGAGCTGCTTTTATAAAGGCTTTACTGACCAAAGGTTCCTGAGCGCTGTTGCCAA
GCGGCCCGTCTCTCTGTAACTGTACTGTATTTTGTACTAATTTGATGTTAGCCTGCTTCA
GTTCATTCACTTGGTGCTGTGTGAGAACTGTCTTTGAGCCATGCTGGGTCAGACCTAGTC
CTGTGTGGCGTGGGATACTCTTCATCTTTATTTAAAACTGTTTTTAGAAGGAGGAACAGT
GTGGTTTTGCACTTTTTATATCTCTACGGCACACATGTGACTCGTTCCCAGATCTCTCAG
CATGTATTTGCTTAAACAAGTAACAAAA
>CL1857Contig1
GTCTTTTTTTGCACTGCAAAGAAGCGAACAAGTTTAGTTTTTGCTGAAATCCAACTGTAA
AAAATGTTTTGTCTGGAATTGAGCTGATGTTACATGTAACAAGAACTGTGTTTAGACTTA
AGAGGTTTATTATGACTGACTTTTAGACACATTTATTGTCCAGTAAGAAAAAAAGTCTTT
TACTTTGTTGCAAACTGAGAAATCAAAGTGCATCATGAGTTGGAGGGAGAAGGTGCATTC
AGGCCATAAAGAAGCTCCATCTGCCTCCTTTTGTCTTTGGCGCGGTTGATAGTCATCTTA
AATAAGCGGCAGTACAGCTCCATGGCGACCGGAGTGTCATCATTTCCCGGGACAGGGTAC
GTCACCAGACAGGGGTTGCAGTTCGAGTCCACCACCCCCACTGTGGGGATGTTCATTTTG
GCCGCATCTCTGACACCGACGTGCTGCTGGAAGACGTTGTTGAGGGTCGACAGGAAGATG
ATGAGGTCCGGCAGGCGCACCCCAGGGCCATACTGGATGTTAGCGTTGGTGAGGAGGCCG
CCCTGCCAGTACCGTGTGTGTGCATACTCCCCGCAGTCTTTGGCTGTGCTCTCCACCAAG
TGGCCAAACTGGCGGCGGCGGCTGACGAAGAGGATGATGCCGCCTCGATATGCTATGTGG



GCAGTGAAGTTTAGGGCCAGCTGAAGGTGCTCCACCGTCTGGTCCAGATCGAAGATGTCC
TGATCCAAACGGCATCCATATAGATAAGGCTCCATGAGCCTGTGTCTGCAGCCCTTTTTG
TGGCCCAGGTGCACCCTGGCATCAAATAGATCCTTCAACGAGAAAAGCTCCGCCACACGA
AAGAAGTCCGGCTTCTCGAGAGGCAGGTTGAGGATTTTCTCGGCAGCGTCGTTAGGTTGT
AGCTGGGGCGATGAGACCGATGCTGCAGCGGAAACCGTCTGCCCGGCGCTTGAATACTTA
GTTAGGACACCCCGAGAGTGTCGTATCCCCAACAGACCTTTTGAGAAAGCACGAACCGCC
ATGCTTACTTTCCTGCTTCAGAAGCCCCGGCCATA
>CL1858Contig1
TTTTTTTTTTCAATGTACACAAGTCTTTTATTGACATTTAAAAGCAGCAGTGACTGACAA
ACTCAGACTGTTTGCCCTTCTATCCCCATTTTTCAGTCCGTTGTTAGTGACGTGAGGAAG
ACCGAAAACGTCCTCAGGTTTAAGTAAAGCGAGCAACATTCATGCCAGGCGTATAAAAGG
AGAAAAAACGTTCTAAAGGGACGGATTCAATGACGTAAGAAGACTGCAAAGCTGCTCAGC
TGAACACAAAGGCTTATTTAGTTCAAAGTGTGATAAGGTTTCAGCAGGTTTCACATTTAA
AAATCAACCCGAAGAGAAGGATAACCTGTATTACAAATGTGCAATTGGTGTAAACGCAGT
CTCATGTTAAGACCTCAATAAAAAAGAAAAACGCATCACAGCTGAACAAAATAGAGCAAA
CAAAGATTTCCTGGAAATGATGTCATCCTGACGAATAAACTGCTCAAACCCACTCTTTGG
GGTTTCGCAAAACCTCCAGCATCTCTGCTTCCCTGGAACCTTTGTCAGGCTCTTGCATGT
ACTCCCACCTGGCAGTGAGGGGGAGGGACATCAGGATGCTCTCGATTCTGGAGCCGGGAG
TGGCCAGGCCGAACTTCACCCCCCTGTCGTAGACCAGGTTGAACTCCACGTATCTTCCTC
GTCGAATCTGCTGCCAGTCCTTCTCCTCATCGGTAAACGAGTCGTTGAGATGCTTGTAGA
CGATGGGGAGGTAGCAGGGCACCACGGTGCGGGCACAGCT
>CL1859Contig1
TTTAATACTTTTTCCTATAGAGTAGGATTTATTACAACATATTTATTCCGGCCTAAACCT
CCAAACATTTGTTGAATAGTTGGAACAAAGTTGGCACATGTACGGTAAATCATTAAAAAC
AGCAGAAAATGAGTTTTTATTAGAATCATATTTCTTAGGAGCAACAATGTTTTCAAATAA
TTATTCAATGCAAATAACGGAACTTCAGTTGCTTAGCAGGATCAAAGTATTTTGCAAGGT
TTCTATCACACATTGTTGAGATAAAGAAAAAATGCATATTTATTTTCAGATTGATAAAAC
AGAAAAAGCATTTTTTTTCAAATAAAATGTTTTTTGTTTGCTTATTATTGCATGTCTCCC
TGTAGTTCATCAAGTTATTATTAATGCTATGTATTCTGGTAGCTGTTAACAAATGTACAG
TAATAAATCATGTTGATCTTCATTGTGATGAAGAAAACATCAGATTCCTCAAAAGAGTAG
CTTTCTGGCTGACATCCAATAAATATTACACACATTTTATTTATTTTTTGTGTTGTGTTT
CCTTCTTAGAACCAGAAAAAGAAACAAAAAATGTGTTTGTGCAAAAAATAAAGAAACTGT
GGATGAGGCAGCTTTCCTCTGGTTTGCTTTAAACATGTCTCCCTGACAGGGGATTCAAAC
TAGTCTATGTACAAGGCCTTCATTCTAAATGTAAATATTGACAATGTAAGAGTTAAAAAA
CTATGAAAGTGCAAGTGGTGTTCTTTGACCCGTTTCCCCCGCAAGCACAATTGCTCTCAG
TTTATTGGAAATCATATGGAGATTATTAAAAAAATTTTGGTTAATTACAGCGTCCATAAA
AATAGGTTTATTTATATTTATCTGTCAGTGATGGAAGATGCTATTTCTGCTATTTTTTGG
TGCTAAAGACAACATTTGCAGGTTATTTTTCTAATTTTCCTTTTGTCCTCCTCCCTGTCA
TTCACAGCATTTCTTCTTCTCGATGTGCAGGATCTTGTGGCAGTTGGGGCATGAGTGATA
AACGTCTTTGAAGCTATTCATAAAGAACGGGATCAGGCAGCACAACAGAATCAACCCGCA
GCAGATGAAGAGTAAGCACATCAGCCAGGCATAGGTCCCTGCCTTGTAGTCCACGACAGT
TTCGACCTGTCTCTCGCACTTAGGGCAGTTTGTCATGCCGGGAGAACGGCCCAAGCCCAC
ATCGTATTTCGCATAATTTTTGTTGCCCTTTTCAGCTTCGAGATGAGACCCAGAGATTTC
TTTTGTGGTTGTGAACCTGTGTTTGTCGCTGATGATTGTAGGTTGAGGTTCCTGTTGAGA
CTCTGATGGAACATGGGTGAATGGGGTGTGGACATGGTACACCTTCACTCCACTGCCTTG
TTCAAGGTATGAAGGAGGATCACTTGTTTCATTTGTATTCATAATGCGTAGTGAAGTGTT
GCGGTCTCGTATGGAGAGGTGCGTGGAAGCTGCTGCTGCTCACAATGACTTCTCACAGAT
TCCCC
>CL1860Contig1
TTTTTTTTTTCGTGCTTTACATGACTTTATTTGGTGAGTAACACACTGAAAGGTGAAACG
TGGACAGTGAAGCTTAAGGCAGAGGTCAGATGTCAGCCAGCACACGGCTGTCAATGCCAA
ACAGGTCCTTACAGAAGAGCTGCCCTGTCTCTTAGCTGCACAAAGTGGACTCTTTCAGGC
TCATGTGTCAGCGCCTCACGCTAGACAGCAGAAATACTTCAACATGTAGAGGATGAGCCT
TCTGCTGGCTTCCTGGATGGGTTCAGTCAGTGTTCTGGAAAGGCCCGGAGGCGGACCCTT
TGGTCGAAGGACAGGCAGGAAGGTGTACAGAGAGAAGACAGAACCCTCTACATTCAGGAT
GCTGTGGAGGAACCGTTGGCTCCTCCCACACTGAACGCCAGAATGCCGAAAGTCCCGCTT
AGACTCCTGCATCAGCTGTCTGCAGTGACGGGGGGGTAAACAACGCTCCACTGTAATCTC
ATTGACGTTTAGTCGGGACAGAATTGGTGTCTTTAAAAAAAAAAGGTTTACGTTTCAACA
CTGACACACCAGCAATCAACCAAAACACATCTCTAGTTTCTGTGGAATTTCAGTCAACAG
AAACTTCAGTCGTGATGGGAGTGGGCGGGAACACGCCTGTGACGTCACAGGGGAACACGC
CTGTGACGTCACAGGGGAACACGCCTGTGACGTCACAGGGGAACACGCCTGTGACGTCAC
AGGGGAACACGCCTGTGACGTCACAGGGGAACACGCCTGTGACGTCACAGGGGAACACGC
CTGTGACGTCACAGGGGAACACGCCTGTGACGTCACAGGCTCCCTTCAGTCATCTGATAA
TGAACGCCAGCAGCCTCACAGCCCCGCTGGGCGTCATCTGCTGCTGCCCGTTCAGCAGGA



AGGTGGGCTTCTGTCAAACCCTCAAAATCAAGGTTGATGAGTGGAAGCCAGACACCACTG
GACTCCAGGCCCGACGTTTAAACCAACACCTGAGCCCAAATTTGGTTAAAAAAGGGGTTC
TGTGCAATTCCTGACAGATGTGATTGAA
>CL1861Contig1
AATATTGTTTTATTCAGAATTTTTCATCCATACAGCAAGATTCAGTTATGGCAACAATAA
AATGGACATAAACAAATCCAATGACATAGTAATACATTATTGTGTGGCAAATATTAGCAA
ATACATAGCAGGTAGATGCACTTACAAGTAAAAAAACAAAAACAAAAAAAAGGCAGTCAA
AGCGTTCATGTGCGCCCAGCAGGGAAGAGGGACAGCCAGATGACTGGGTGTCTGTTTGGA
GAAATCGGTGCTTTGGTTCTGTAGCAACTATACAAAGCAGCCGGGAGTCGACTGTTACAT
TCATTTGAAAGACTATTTTGCCAAATACACATTTGGTGAGGAGCCTTCACCTGCTGAGTG
CACAGCTATGAAAGCAGGATCAACTGCTTGTGAGTCAGCGTGTGCTGCAATTCTTTCGAT
AAGAACATTTTTAGGGTGGATGAGTGCTTCTATGGTTTTACTCTTGAAATAACATGTTTG
CTTGGAAACAGATGAGAAAAATGACTTATATTGTTTCTGCTCACTGTGGATGTGTTATCT
ACTGTATTCATAAACTGACAGGAAGAAATGCATTGTGTATGCTTAAGGTGTTACTTTTCC
TTACATATCTATGTAGTTTCGTTTTTTTTTTAATTACATGGTTGTACTTTTACATGCAGT
GAAATTAAACTAGAATACATTTTCAAACAGATTTGTTATTAACTGTACCATGGGAGCAGC
ATGATGCATGACCAAGTCCAACTCATGATATAAGGACATTATTGAGTTTGTCATCCTATG
TGATGTGTGGAGTTAGCATAACATGGGGTATCTACTCCCCGGCGACATTCCCTGGCATTA
CGAGCCACCTATAAAATAAGACAAAAAGCGCATAGCTTTCTCTGAATGCATTGGCCAAAA
AACTAGTGCCCTTCTTTGCAAGCGAATTTTAGCTGGTCTTCTAATTTAAGAATTTAAATT
AATCTAACAAAATTCCTTATAATTATAGATCTTTTCTTTTTATTCAAAATAATATCTCAA
TATGATACACTTTTTTTTTCTCTGTTCATTTGACTATATACAGAAGTGCAAAAAGTCAAC
CTTCGCGCCTTAGGTTTAAACTCCTCATCTGCAGCATTTCGGACTCCTCCACAGAGGAGT
TTTTGCTTTTCTCACTCCAAATCTCACCAAACATCAGTCTCAATGCTCGTTTTGACCTGA
CATTCAGGGCAAACTTAAGAAATATTTAAGGAAATCTACATATCTTTTTGAAATGGATAC
AGTAGAAAAAGTATTTCTTTTACTCTAAAACATGGACAGTCTATATTTCCACACAATATA
ATATTTTCCAATATGACTTTGACGTGTTACAAGGAAAGTTTGACTTGGTTGAAACAGTTT
CTTGTCCAATCAGAGACGCAGCGACACATTAGCTGTTCTTTGTATGACGTCTCTCGTTTA
AAAAAATAAAAATTAACTGACAATGTAACATCAACTGAGAAAGGCATCCAGCTATATGAC
AAAGTGAATATTCAACACGTTTATCCTTTATATGTTTTGAAAAAGTTATGAATGTCACTC
TACCTTAATATCTACAAAGGCTATATCAATGTTGTCAAGTAACATGGTAAGGCAAAAAAA
AGGAAAATCTAAAACTACATATCTCAAACAGATTCAAATCCTTAAGTAGTACATAACACA
TAAGTTAAATGAAATTTAAGAGAGTAATATTTTCTTTTACACTGAGAAAAAAACAGATCA
CAAGTGCTGTGTGAGAACTATAAAACATCATTGGTTTTTCTTTAATAGTATGGTGATTGA
GAGGACATTTGATTGGGCACAGACCCGTTAATTATAATCTAAGGCTTTGTTAGGTACAGA
ACAATCAGTAAAAACACACCGTTTTGTAGAAAAGGAAAATAAAGGGAAAGTAATTACGAA
ACAACAATTACCGGTAATTAAAAATGATAAATGTGTCCCTAATGGTTTAAGCTTCTTTAA
AGATGTTTCTAGAACCTCTATGATTATTATAATAAGACTGTGAGACAAACTGTGCTTTGG
TTTGAGTAAAGATCTACGACTTGATAAAAATCTTCATGCTTTTGCTTAAGATACAAGCAC
AATATGTCCTGTACTTTAGCAAATGTTAAAAGTCATGGTCTGAAAAGTGGGAACTGAACC
AATAAAGTCATTACTCAAACAGATGAAGTGT
>CL1862Contig1
ATTATTGGACGAGCAGGCCTCTTCTTGGAGGGAAGCGTCTCGCCGGCGCTCGAGGGGGTG
GAGATCTCCATCACTGAGAGGGGGGCTTCTGCTCCACTCATCACTGTGGCCACAAACGAC
GTTGGAGCCTACAGCGTGGGCCCGCTCCACAGCGACCGCAGCTACGACATCAGTGCCAGG
AAGGAGGGCTTCGTCCTGAGTCCGGCTGAGGGAACGCGGGGGGACTTCAAGGCCTTCGCT
CTGGCAGGCGTTACTTTCAAGATTAGGTCAGAGGACGGACAGCCGCTGTCAGGCGTCCTC
CTGTCTCTGAGTGGAGGACAGTTTCGTTCCAACCTTCTGACGCAGGACACCGGCCTCCTC
ACCTTCAATAACCTGAGTCCTGGGCAGTACTACTTCAAACCAATGATGAAGGAATTCCGC
TTCGAGCCCGCCTCTCAGATGATCACAGTGGAGGAGGGTCAGAACCTCAGCATCGACATC
ACCGGCATTAAAACTGCGTACAGCTGCTACGGAGCCGTGCAGTCGCTCAGTGGGGATGCG
GAGCGGGACGTGGCCGTGGAGGCAGTGGGGCAGGGAGACTGCAGCCTGTACAGCGAGGAC
ACGCTGACGGATGAAGACGGTCAATTCCGACTGCGGGGGCTGCTGCCTGGTTGCAAATAT
CTGATTCAGCTGCGAGCTGAAGGAAACGACCACATCGAGAGAGCGCTGCCAAAGCACAGA
GCCATAGAGGTCGGAAACAGCGACATTGAAGGAGTCAACATCATCGCATTCAGGCAGATC
AACCAGTTTGACCTCAGTGGGAACATCGTCACGTCTCCAGAACATCTGCCAACTCTGTCG
GTAAAACTGTACAAAAGCGACAATCTGGACAATCCCATCAACAGTGTGTCTCTAGGACAG
TCCTTGTTCTTCCACTTCCCTCCTCTGGACCAGGATGGGGAGACCTACATGCTGATGCTG
TACTCCACGCTGCCCCGCTCTCAGTACGACTACACCCTGCCTCAGGTGTCCTTCAGCACC
GCCGGCCACCACAAGCACATCACGCTCACCTTCAACCCCACCCGTAAAGTGCCTGACCAG
GATGTTGCTCAAGGCTCCTACATCGCCCTGCCCTTCACCCTGCTCCTGCTTCTGGCAGCA
TACAACCACGAGAAGGTGATTCCCATGCTGCTGCAGCTGGTGAACCGCATCCAGGGGGTG
AGGAGCATGTCCCAGGCCAGCGCCGACGGGGCCGCTCTAGATGAAGCCAAGCGTCAGAAC
AAGAGACAGAAGGCGCGGCGTACGTGAGGCAGGCCTCGGCCTCGGGTACCGCAGGGTTTT



CCGTGTCAGCCAGCCTTTTAGCTCGTCAAGGTGTGTTCTGACAGCAGGCTCAGGTGGAGC
CCCCGGGAGAGACCACTCCTTGTTCTTTAGCCCACAGCAGTCCAAATCTCAGAGCCGATT
TGATACATTTACCTTTCACTTCAAGTTTCCTTTTGTGGTTCTGAAAGCACTTCCATGCCT
TTGATCGTAGTCTTAATCATTGTTGTCCCTGTTTAAGAACAGAAAAACCACAGCAGACAC
ACACGCTGAATTCTAATCAGACTGCTGCTAAGAGGCTGTATTATGAAAGTCCATGTAGAT
TTAGGCTTTCTCTGAAATGTTTTAACAGAAACTGTAGCTGACAGGCAGCTGGAGACCTTC
AAGGATTAGATCCTGATCTGATCCGGGGTCTCCTCCATTTCATTGTGATTTATGGGGAAA
CTTTTCTCAGGGTGGGGGGACGAAAAGATGCTGAAATTTGAATTATGGAATGAAGTTTGG
TTAATTTATTAACACTTTGACTCTCGTGTGAACTCTAGTCTAGTTTGTGTGAAAGAACGT
TTCTTTTTACTGATGACTTCTTCAATCCATTCTGTCAGATGATGTGTGCTTACATTTTTT
TCTACAACATAAAAATGACTAAAGATGTCCTTCCTGCATTCGATGAGCTCTGCGAGGTCG
CAGGGTCGAACCGTACTGTGAAATGTCCGTCATGTGTGAGTCGCACCAACAGGGAAGCTG
TTCCAGAGCGCTGTTCATTTGTTTGGGGGTGGGGGA
>CL1863Contig1
GAGGGGAGACAGGAACACTGGTTGGAATGACAATTCCAAGCGATTCAATCACAAGGGTGA
TTGTGGCTTAAATGAGAAGTGGTTTATTTAACTTTAAAAATGTTAAAGGGAGAATTAAAA
AAAAACCTAACTACTGTCAAAACTTGCAGCATTATTATTTTAGGAGTGCAATGCTGCCGC
CGAGCTGTGCCTTCGTTTTAAGGAATGTACACCTCTGCCGAGTTTCGCTGAAAGGTCAGA
GCTCACGTCACCTCAACAACAGTCAGGACCGGCTGCGCTTTTCGCCGTTGCAATCCCTGT
GATGACGCCCCTTCCTCGTGTTGCTCAGCCCTATCGTCATGAACGGCTGTTCTGCCTTAA
CTCTCACCTGGAACACCTTTTTTTTTTATTGCAACAGAGTTCTGTCCATTGACCCATATA
AGGTGTCTCAATATTTCCAGTCAAAGAGTTTTTTAATGGTTGACTCAACAAATATGGTTT
TTTGCTGTTTTTCTGTGACACACTCTCAGATGCATACAATACACATGTGTATGTATTCTC
TGTGACTTTGTAACATGGTGTATCCTTTATTTTCTATGTTACAGTTGGTACTTTGTCTAT
GTTTTGTATGATTAGTAAAGGATGCATTAACTTAGAGATGTGTGTTTTATAATGCACTCA
AAGCCACTAAGGACCTATTACCCTATGGGTATTTATAGAAAAGGGAAAGTATCAAAGTGT
ACAGTAACATGAGGTCTAGAAACTCTTCTGTAAATACCATGAAAGCACTGGAACACATAT
GTGGTGACAGTTTAACTATCACAGCTGAAAGTTATGTATATGTGAAAAATATGCTGCCAC
ATAAATAATTTCTCTATTTAAAAAAAAAA
>CL1864Contig1
TTTTTTTTTTGAGCACAAATAATATTTATTAAAAGACACTGAAATGACAGCATTGTTTAC
CCCATCTTGAAGCCTGTTAAGAAATCTTACAATAAAGTCCAATTTAAGTGCAAAATGTTT
GCTAAAAATATTAATATTTACACAGAACAAAATATCTTTTACAGCAAGCAGTAGCCTTAT
TGGGGTTAAAAAAGAAGCAGTAGTTTTCCCTTTTTTTTAACTATTGTACAAGTACAGCAG
GCAGCATTACTGACAACAAGGGACTGATCCAAAAATGACAGCAGTTTGATTTGGGAAAAA
TACAACAAAAAATCGACAAAGACTTTAATATATTAGGAGCAGCTTCTTGGAAAGCGGAAC
AGTTTGATCAGTGTGTGTTGTGTGAAGGAATGTTGTGCGTGGTGCACACTCTGCTCATGT
GACAGGAGTGGCAGAGGAGATGAGAGTCCAGAGGGAAGCACTGCGCGCCGGGCTTATCGG
AGAGCTGCTTACCACACTCCTCGCAGTGGTAGCACTCAAAGTGGTAGTCCTTGTTCATGG
AGACGACCCTGAGGATCTCCTCACTGCCCTCAGTAGGTAAGATGGGTTGTAAACAGGCAG
CACACTTTGGAGCAAAAGTCTTGTTGTAGTCCGCAACACAATATATGTTGCTGTGCTGGT
CCACTGTGAAAGGCACCCCGTCCAGAGNCCTTGGAGCACACCACACAGCGGAAGCAGCCG
GGATGGTACGAGTTCCCCAGAGCCTGCAGGATCTGCTCCAGAATGAGGTGGCCACACACA
GTACACTTCTCTGCAGCTGCCTGGAACCCTGAAAACATGTAATCCTCTTTACAGTACACA
GAGCCGTTGACGTTGTAGAAGTCCTTGTTTCTCAGGGTGCGTCCACAGGACACGCAGGTG
AAGCAGCGGGTGTGATAGAGGTTCTCCTGAGCCTGGCAGGCGTTATCCGCCCCATACACA
CCTTTCCCACATTTAACACAGGTTCCTGTGGGGAGGAAAGGAAAGAAACAATGGAAACAA
ACATGCATTTAGCAGAGCCGTCGCTCAGCGTCTCGTCCTGCGCTTTGTTTACGACACATT
CCTTAAGGATGTGCCTGAAATCCAACTCCACGCAAAGCGTCAACACTTGTAAATCCTCTC
GTTCGCACCACCTAGGGGATTTTCACACAGTCAAAAAGAATCCTGCTACCCCAAGCCCGT
CTGTTTGCTCCCCAACCCAGGTGTCTGCGGTTATAAAAGGGGAACTCCAGCGGTTCCGAC
TGTTGGCAGCCGTTTAAATGCAGCTCAAAGCCGTATTTAGAGCAATGAGGAGATTTGGAA
TGATAGCAGCGTTTCCTCTCATGAGCCACATTTTTTTTAAGCCGCCTTTCGACGTTTGCG
TTTTCCTTCCAGTCAGCAAAGCCAAAAAGGTCCAACTGATTTTCAGGCAACTTGAGTGGA
AAAAACTTTCCAGGTCAAAACGGATCAAAGAGTGCTGCTATCGTAAGAATTCTTGGGACG
GTTTCCTCCCCTCCTGCT
>CL1865Contig1
CGGCACGAGGCCCAAAGCAGCAGAGGATCACTCATGGGCTGGAGAGAGCAACCTGGATGA
GTTTAGCCCAGCAGGAGAGTTGACAGCAGAGTCCTATCCTAACTGGCTCCGCTTCCACAT
TGGGATTAATCGATATGAGCTCTACTCCAGACACAACCCGGTCATCGATGCTCTCCTGAA
GGACCTGGTGACGCAGAGGATCACCAGCGTGGCAATGAAGTCTGGAGGCACTCAGCTGAA
GCTCATCATGACCTTCCAAAACTATGGCCAGGCTCTGTTCAAACCCATGAAGCAAACCCG
CGAGCAGGAAACCCCGCCGGATTTCTTCTACTTCTCTGACTTTGAAAGACACAACGCTGA
GATTGCAGCCTTTCATCTGGACAAGATCCTGGACTTCCGGCGCGTTCCCCCCGTCGCTGG



CAGGCTGGTCAACATGACCAAAGAGATCCGGGACGTGACGCGGGACAAAAAGCTGTGGAG
GACCTTCTTCATCTCCCCAGCCAACAACGTGTGTTTCTACGGAGAGTGCTCGTACTACTG
CTCCACTGAGCACGCTCTGTGCGGCAAGCCGGACCAGATAGAGGGCTCCCTGGCCGCCTT
CCTCCCAGACCTGGCCCTGGCTAAGAGGAAGACCTGGAGGAACCCGTGGAGACGCTCCTA
CCACAAACGCAAGAAAGCAGAGTGGGAGGTGGACCCAGACTACTGCGAGGAGGTCAAACA
AACCCCCCCGTATGACAGTGGCACGCGGCTGCTGGACGTCATGGACATGACCATCTTTGA
CTTCCTTATGGGAAACATGGACCGACACCATTATGAGACCTTTGAAAAGTTTGGAAACGA
GACTTTCATCATCCACCTGGATAACGGCAGAGGGTTTGGAAAGCATTCCCACGATGAGAT
GTCCATTCTGGTGCCGCTGACGCAGTGCTGCAGGGTGAGGAAGTCGACCCACATACGGCT
GCAGCTGCTGGCGAAGGAAGAGTACAAACTGTCCACGCTCATGGCCGAATCCCTGACGAG
GGACCGCCTCACGCCCATCCTCATCCAGCCTCACCTGGACGCCATGGACCGACGGCTGCG
TCTGGTGTTAAACGCTCTGTCGGACTGCATCGGAAAGGAGGGCTACAGCTTTGTGGTGGA
GGACGACCTCCTGGGAGACCAAGGCTCGGAACGTTACCATATCGGACCGAGACGGAGGTA
GCTGCCTGCGCTGGTGGCCAGATTGGACGGACTCCCCGGAGATTTGACTTTCCTCTGAGC
CGATCCGGTCCGTTTGTCGAACTTTTTCCACTGAGTTCTGCATCTGTGGAGGACCTGCTG
GACTTTGAGAGGCTGCAAAGCTGCGGGAACTTCCTGCCACAAAAACGTC
>CL1865Contig2
CAGGGGGCGGGGCTATCAACCGCCCCCTGTCAGCATCTGGCTTTTTTCTGTCCTGTCAGC
CAACAACGTGTGTTTCTACGGAGAGTGCTCGTACTACTGCTCCACTGAGCACGCTCTGTG
CGGCAAGCCGGACCAGATAGAGGGCTCCCTGGCCGCCTTCCTCCCAGACCTGGCCCTGGC
TAAGAGGAAGACCTGGAGGAACCCGTGGAGACGCTCCTACCACAAACGCAAGAAAGCAGA
GTAAGAGTCCGACTACGACTTTCCCGCCGTTCCTGAGGTCAGATTTTTTAACGAAAACTC
TTCAGGTGGGAGGTGGACCCAGACTACTGCGAGGAGGTCAAACAAACCCCCCCGTATGAC
AGTGGCACGCGGCTGCTGGACGTCATGGACATGACCATCTTTGACTTCCTTATGGGAAAC
ATGGACCGACACCATTATGAGACCTTTGAAAAGTTTGGAAACGAGACTTTCATCATCCAC
CTGGATAACGGCAGAGGGTTTGGAAAGCATTCCCACGATGAGATGTCCATTCTGGTGCCG
CTGACGCAGTGCTGCAGGGTGAGGAAGTCGACCCACATACGGCTGCAGCTGCTGGCGAAG
GAAGAGTACAAACTGTCCACGCTCATGGCCGAATCCCTGACGAGGGACCGCCTCACGCCC
ATCCTCATCCAGCCTCACCTGGACGCCATGGACCGACGGCTGCGTCTGGTGTTAAACGCT
CTGTCGGACTGCATCGGAAAGGAGGGCTACAGCTTTGTGGTGGAGGACGACCTCCTGGGA
GACCAAGGCTCGGAACGTTACCATATCGGACCGAGACGGAGGTAGCTGCCTGCGCTGGTG
GCCAGATTGGACGGACTCCCCGGAGATTTGACTTTCCTCTGAGCCGATCCGGTCCGTTTG
TCGAACTTTTTCCACTGAGTTCTGCATCTGTGGAGGACCTGCTGGACTTTGAGAGGCTGC
AAAGCTGCG
>CL1866Contig1
ACGAGGGCATCAGGCCCATAACGTCCCTTTGGTACCTTGGAATCATCCGACTCGTGTTCC
GATAAGTCACAGTGGAAGCTGAAGCGTGTGGCTGTAGGTGGTTTCATGACCATCCACAGA
ATTTCATGCTCCTCAGAAGCAGGAATCCAATCACCCCTGTTTGCTCATTTGAGTCTCAAG
AAAATTGGTCTGTACATTTGTGTGACTGACCAGAGGAATTTTGAGCGTGGGGGAAGTAAT
GCTTCGTGTTTGACTCCATCTTTCTCAGGCCTCCACAAGATAAAGGACATAAATCAGTTA
TTCGGTTCCCTGTTAGGGTTCCTGTGTCATAAATCTGCTCTGGAGAGTCAATTCTCCGAT
GTGACTCAATAAAGAGACTGAACTTTGATCGGACAGGTGTTTGAAGGTAAACCGTGTGGA
CGAGAGAGGTGTTTATTGGAGCATTTTTATGACGCTTAATGACATCCGGTGCGACGTGTG
AGATGTGCTCATCTGTCACATGAGTCAGAAACGGTCTTTCTTACGTCAAAGGTGGATTCC
TGCTTTATTTTTGCAGTTTCACCTTGAAATGTGTCAAATTTTCAGGAAGTGAAAGTATGT
TTTGTTTTGTTTTTTTGTTTTGGTGTTGGAATGCTTTTCTCTACTCCAGCGATTGTAAAT
AGATCTCAACACAGACCTGCTTGTCGATGTGTTCACCGTCAGAGCCACGTCCGATTCAAT
GGTTCCTCTCTCCTCTCGGTTTAACACTACTTCTGCTGTATCCTGGTGTATCCCAGAGGC
TCTGTGAATCTGTATCATATGAAAATAAGTGTAAATGCTGCTGATTTAAAGACAAATACA
AAAAAAATTACCCTGTAAAAAGAAAAGAAAAGAAAAACCCACACCAATCTTCTTGATTCT
GTCACCTCTTTGAATAGTGTCTCAGTTCTGCAGCTCTTACGTCAATCTGCTTGGTTTGGG
GCTATATTTTCAAAATGCATTTTTCAATCATATTTCTTATTTCAGTATGAAATGTCAAGT
TAACACTTTCATTGAGAAATATGTTTTGGTTTAACCGCCAGCATTTGGAAAGAAGAAAAA
GGAAAATATTGCTAAAAACAAAATTAAAACAGGCTATAAAACAAATGTAAAGTAGCTCTA
CTGCATTACTGGCTTTGAAAATGGGCAGTTGGTGAGGAAATTGCTCCAAGCCGCCTAATC
CACAAGGTGTCTCTCGGCTGCAAAGAACACGTGCCAGAATATGACATTTTGTGCTGCTTT
TACCTTGTGTGGGGGGTTCCCCTTTTTTGTTTGGCAAGAAAGTGTTTCTTAATGGTATTA
CATTTCATCCCATCTCAAAGTAATTGCAGGGAAATGAGAGAAGCCTTCCTTCTAAGATAA
ATGAAGTGGGTTCACGTGAGTGAAAGAATGATTTTAAGACTAAATATCATGCAGGGGTTA
CCTGTTTCACATGTGTGGTAAAAAGCTGAGAGGATTTTTGTCAGTATTTGAAATAAACTT
TTACATTAATAAAAAAAAAA
>CL1867Contig1
ACAGTANATTCTTCTATGTANTTGCATCTTAAGATACATTNACTNTTATACATTCCAATT
TATGCGCAGCAAAAAAAAAGACAAAATCACGAGTTGGTTTCTTAAAATACTTTTGTTTTA



GTAAAAATTCAAAGCATTAATTAATTTTCCAAATAGCACCATTATCCACATTCAAATGTG
ATACAGTGTTTCTGTGATTGGTGTGTTAAAAAACATGTTTAAATGTATTTTCTAACAATG
AAATGACCCATAAATGCTGCGTGGTTTAACACTTTTTCACTTTTCCTTTTTTTTTTACGT
GTGCTGATTCGGAGCCTGCAGGTAATGTGCAAAAATAAGACACGGCAAGTTTCCATAACT
TCAGTATAATCGATCCTTCACAACATTCAATCCATGGAATTACACTCTAGGCAAACTTTC
ATGAAGCTCAAATCAGATTCATACATGATTTTCACAGCTAGCTGAGAATCATATCGTCTC
TTTTACTCCCTGGAAAAGAAGGTCTTCAGGTGTTTGGTCAGCTGATGCTTTCATAGAGCG
TTTTCACACCGTGATCCAAAACTAATAGTGTTTTAAAAATGACATTTCTGTGAAAACAAA
CCATCTCAAACAACAAAGACAGAGCTGCTTTGTTATTGTATTTACAGGGAATCGTTTTAT
TTTCTCCTCAAGCTGCAGCAATGGAGGCGTCCTCTGGCTGTCGACCCTGAGGCTTTACAA
AGATCCGCTGTGGCAGGAAGCGTTTTAGTGCTTGTGTGTTGGAGCTCTGGCAGCGCGGCA
GGTTGATGTTGAGCTGGGGTAGTGTTTGGTAGCCGGCCATGAGGGGGTAATAGTTATACA
GCATTTGCTGTTCTGTGCCCGGGAGAATACGAAGACGCACCTGTTTGAGTCCAGAGAACA
TGAAGGCGTCCGACGGTTCGACGGCCATCTCCACCTCCTGCACCAGAGATGTTCTGTTCT
CGATGTGGTAACGGACTGGAAGAGACTCTCGGACTCGCCCGAACGACGGCAAGTCTGCTC
TCAAACCAAAGCTGCATAAATGTAGACGGGAACCGACTCCAGAATGATGTGAGGTAGAGT
GACGGTCGTTTGGATGAGCGGACCGTCTGGATTGGAAGACTGCCTCCTCCACGAGATGAG
GTACTGTCCTGTGGCCACCGTGTTGTTGTCGTTGGTCCCCGGCGGACATCGCAGACAGAA
GCACTCGGTGGCACACTCGGCCGTCTGCAGAACAACTTCTTGAAGCTGCGACTGGAGCTG
CGGCGTGTTGCTGGTCAGCGTGAGCAGCTGCAGAGACGAGGAGGCCAGCAGGAGAGGCCA
CGGAGACGACGAAACCACGTCCGTCAACAGCAGGAAGGGGATGTCCACTGCAACCCGGTC
CAGCGGCTCAAACTTTGTGGACACAAACTTGACAGATACGTCAAATGGAACCAGCGTGTC
TATAGTGACCGTCTCATCCTTGTGACATTTGCAGATAATCTGCCGTCCTTCCACTGCTGT
TTCAACGCTGTAGGCCACGTGGAACAAGAAGACCCGGGGTCCAGTTGACCCACACCTGAA
GTATATACATTTCTCCAGCGTTCCGCCGGGTTGCAGGTCCCCCAGAGGCACATCGGGAAG
CAGAGACGCAGCAGAATCGTCACAAACCTTGAAGGCGTCGAGGGTCACGTGGGTGGTCTG
GCTGAGGTTAGCGTCCTGTCCTGGCTTCAGACCCGTTGTCAGCTGCACATCTCT
>CL1868Contig1
GTTTTTTGATGTGGTTGATAATTTATTAGGGCACAAACAAACAGCAGTACTTCATTGCAG
TGGGCGGGTCCAGGTTCTGACGCCTGACCGACCCACTTTGCACTGAGTGGAACACAAGGA
CACTGCAGGCGGGGAGGAACCACGGAACAGGAAGAAGTTTGTTCAGTGATGGCACAACAA
TGGAGGCTGGCAGACTACAGACAGGAGGCAGTTTCTTCAACCATCACACCCTCCAGTCCT
TCACTTCAACACAAACGTGCTTTTGACCTGGAACGATGATTTACCTCTATAAGGTCTTCA
TCTTCTGTTGAGTTTACAGATTGTGTTTGATCTAAATACCGTTTGTTTTTGCTTTTCTAC
ATAGAAGCAGACATTTTTCTGTCAGACTAGTTACCTTAGTGACAGTTTATTAAACTGAAG
GTCTGTTTAGGTCACATAGTCTGAGATTAGTTAGATTTGAAATCCCCAAATGTTAATCCC
AGGTTCACCTGCGCCTGCAGGTAATTCCGTCTCCACTAGAGGTCAGCAGGAAAACATGAA
ATATCCTTTCAAGTTTGATCAGGATCAGTTTGATGAGGATCAGGAAGACGTGAACATTCA
GCAGGTTTGTGTGGAGTTCACAAGGAAGATGGAGGATGTGTAACAGACTAAGGAGGGAAA
AGTTCTGTTCATCACAGACCGTGCCGGTTTCAGAACTGCCCACGTTAAATCACAAAACAA
CGAAAAGGTCACTTTAACAGATCCAGAAGTCATTCGCTTTGATTGATGACCAATAAAACA
TTTTAGATAAAAATTAAATTAAAATTGATTAAAAATAGATCAGAACGTTTCATTTACTAA
AATAATAATAATATTTTCTCTCTGTTATGATGTTTGCTTTGGCTTTGTTTAACTTTAAGC
CTCACTTTACACTCTGGGTTTATGTGCACAAATATAAAGCTGAATTTACTGTTAATGTGG
GAAAATAAAGGACNCTATGACTGAAACTTGAAGAACTATATTGAGAATNTACNCAAACTG
TAAATAATGAAACTAAAATCTGTAACTTTTTGAAAAAACTCCAAAGATTGTGGGTAAAAG
GATTTTTTTTTTCCTGATTTGTCGGCTAAAGCAGAGTTCAGAACTCGGCAGGAAGTCTCC
TGCTCCATTTGATCTGTGCTCTTATTGTGAAAAGATCTTTAAACTCCTGTCCGTCAGCCT
GCTGTGCAGCAAAATGTCATCAGTGAGAACGTGGGATCTGAGGAGAACAGGAAATGCAGG
TTTCTGCTGACGTCAGCGTGTGGCGCTCCGCTGCCGGAGACGGTTTCTAAAGGACTATTG
CACCTCCCAAAAGGATTTTTTCCTTTACATGAAAGCAGAAAACATCTGCCCCCCGACTGA
TTAATCTGCAGTTTAACCAATCAGCAGGCAGAACAGAAAGACAGGAACGGAAAAGGTTCT
GCCGCAGACAGGAAGTACACAGACTTTACTGGACTTTGGTGACGGCCTCGTGAATGGACT
GAGCGATGTAGTCGATGTTCTTGGTGGTCAGGCCGCACATGTTGATGCGCCCGCTGGCCA
TCAGGTAGACGTGCTTCTCTTTGATCAGGTACTCCACCTGTTTGGGGTTCAGGCCGGTGA
AGCTGAACATGCCAATCTGCTGAGTGATGTGGTCCCAGGTCNAACGGGTGCCAGAGCCCA
GACGCNTGGTCGAC
>CL1869Contig1
CACTCTCTGGATAGAGGCCATCGCACCAGATCCNGAGACAGGTAGAAAGGAGGANAAGTC
TAAAAAAAGATCCAAGACGCCCCCGAANAGCTACNNCANTGCCAGGAGGTCCCGGAGCGT
CAACCGCNGGCACAGGCGAANTCGCANCACCTCTCGGTCTCCANAGAAGAAGGTGTCCAA
GTCTCCCTCCCCTATACGCCATAANANNGAGAAAAAGANNGACCGCGAAAAAGACCGAGA
CAGGGACAGGAGGGAGGACCGGGACCGGATCAAAGAAGAAAGAGAACGCTCACCCAGCAA
GAAGAAGAAGAGCAAGGACAAGGAGCGAGATCGGGATCGCAAGTCTGAAAGTGACAAAGG



AGATGTGAAGGTGACCCGGGACTATGACGAAGAGGAGCAAGGTTATGACAGTGGGAAAGG
AGAGGAAGCTGAGGATGAGAGAAAGAGCGACTCCGATTCGGCCTCCTCCCCCAAAGCTCG
CGAAGACGCGGACAGAGAGGAGCCTCAAGCCCCTAAAAAGTCTAAACTCAATGGAGATGA
TCACCACCACCAGGACGACATGGAGATGAGTGACTAACCGTGTCTTTCCACTGTCTCTTT
TATATTTTTATTATGGGCCACAATAGGTCTGTGCCTGATTACAGGGTTAAAGAAATCTCG
ACTGTAGCGGAGCTGCAGACAGAAGTTTAGACAAACCCGTTTTTGTTTTTACATGGAAAA
CATTAAACATGGATTTTAACCGTCATTTTCAGTTTTTGTTCTTCCTGACAGGAAAAACAC
TGAACATTTTTATTGAATGTTTTCATAAATATTGTTCTCGATTCTTATTGTGACTCACCC
AGAAGTGTTTTTTTTTTTTGTCCTCATGGAGCAGGCTTTGTTTTACTGTAATGCACTGTC
ATGTTTGCATTTTTAAGAACACACTGTAGATAGAAATGTGATGATGCAATGGAACGTAAC
GTAAGACTTTTCAAAGGAAACAAAGAATTGGATCAAATGTTAAAACATTTTGTGTAAACA
ATAAAGACGTTTCCAGTTTATTAAAAAAAAAAAAAAAAA
>CL1870Contig1
TTCGGCACGAGGGTGATAGCTTTGGACACGGACTCTGTGCACAACTCACGGATTACATAC
CAGTTCCTCCAGGTGACTGATGCCACCTTGTTCAGTCTGGACCAATACAACGGAGAGATC
CGGACCATGAGGATGTTCAGTTACAGAGACCCGCGCCACCAGAGACTGGTTGTTGTTGCC
AAGGACAACGGGGAGCCGGCTCTCTCTGCTACAGTCACCATCAAGCTGTCAACAGAGGAG
ACTGCTGTAAAGGCCTACTCTGACATGACTGAGGTGCCTCTGGAATATGACATCTTTTCA
GACCTCAACCTGTACCTGGTGATTGGTCTGGGCTCGGTGTCGTTTCTCCTGCTCATCACC
ATCTTGGTCACCATCGTGCTGAAGTGTCAGAAAGCCAAGCCCAGCAAAGCGGCTCCTCCC
AGCAGGAACAGTGTGATCAGTGAGAGGAACTCCACCATCGCAGACTCCACTCTGGTGTCC
AACGATGCCTACTGGTACAGTCTGTTTCTGGCAGAGACCAGGAAAGGGAAGCTGGTGGTT
AGACAGCCTGTGCCAAAGGGCTCCAGATACATCGTGGCCAGCATTCCAAGAGGGACAGGA
CTCACAGACACTAGTGACTCAGCTGCCTCCACTCTCCAGTACCCTAAATGAGGAAAATCC
ACTCGGCAGCTGGAGGCTTCCACCACCAGCAGCAGCAGTTCCACTTGAGGCTGTTCCCCA
AGCTGCTTTTTGTATAAAGGGAAACCGAAAACTATTTGTGGAAAATGAGATCTCCTTGTC
AGCAACCAGCCCACATCCATAGCCCGTATCCACTTTGCTCAGTCTGGTCCTCGTTCTTTA
ACTCTGTGTGTAGTCGTCATGCTGTCATATCAACAACTAAAGCTAGAAATATTGTATCAG
TACTCCCATGTTCTTTGAGCTAATGAAAACAAATCAGCAATAGCTCTGTGTGGCTACATG
ATGCATGAGACTGCATGACTTCAACCTCCTGTAGAACTGTTGTGCAAAAGGTTTTCAGAA
GGACATACCCAAATATGAACAAACTGTTAATGGAAATGTACCAGATAATATTCAAAAAAG
CCACAACAAGGACTATTGGGGAAGACTTGGGAATGTCAAAATGCCTTTAAGCATTTACCC
TGTGCTTTATCTTGTTGTTTACCTGCATTAATGCTTTTCATCAGTAAACTAAAAAAGCGA
CATAGCACAAATGACAGAAATGCTGAACGACCACGTACAATATAAACACAAGTAACGGTG
AATTGTTTTCTAGATGTAAAAACGTTAAACGTTTTCATTGATATTGTGCTTTGTAACTGA
CCAAGGCCTAAGTACAAGAACAAGAGTGCCAAGTTCAGAAAAAGACCCGCAAATGATGGC
CTTCAGCAACCATGCCTTTCAGATTTTTTGCATGAAGTAATCTGTGTACTTTGATAGCTT
TTGGTGTTTTAAAGTGTTAAACATATCCTTTTTACTCTAAAAAGCCACAATATAAGTTTA
AATACAGGGTGGAAGAATGCATTATAATGCATCCAGAAGAAAAGAAGTCAACGTTCAACT
TGATGTATTTTTATTCATTTATGCAAAAACAGCAAGTTGAAGGTGCAATGAATGCATACT
GGGTGTGAATGTTTAGTGGGATTGTACTAGGGAAAGCATCTCGAGGTTTAGACTGTAATA
CCTTTGAAATACTGTAAATACACTTGAAGCACCAATTTCAGGTTAAAAAGTGTGTAAGGT
GTTTTCTGATTTCAGAATCATTTATGAAAAGTCAGAAGCAAGCATGGATATCATCAGTAC
TATTTTTCACCTATTCAACTATGTTCATGCTTATCAATGATAACTGTATTATCTGTATAC
CCAACACATTTTCTGATGTAATGGTTTATCTATTTCATCATATGTTTGTTTACAAAATTT
TCTTTTCATTTTCAGTATTGTGCTATTGCATATATTAATTGCAAAAAATAGTGTGTTCTC
TGATTCTGTATGAAAGAGGTGAAAAACCAACAACACCCATTTATTCCAAACATTTAGCAC
TGCATACATTGTGTGTCTCTCTCAATGTCTGAATCTGTTTCAGCCAAATAAATAAATACC
ATTATTTTGTATTGTGTAACCACAATGGTAGAACATGTTGTCAGTTCTGTATACCT
>CL1871Contig1
GGGCTGAGAGCGGATTGATCTGTGATGGGATCAGTCATTTCATGAACGCAGAGACGGGCT
GAAGCAACAATTTCTGATGAAAGGAAAAGAAATGCTCTGCTTACGTGACTCGGGTGACTG
CTTGAGAGAGCAGATGCGATACATGATGAGATCCCTGCAAGACCTGAAGCAACTGCGGAA
AAGCTGCCCCGCAGCCAGGCACCCCCTCGCCCCACTTGGACCCCAGCTTCCCGCTTTGGC
GCGTCACTCTGCAGTGGCGCGTGCATGTCAGCAGCGGGCTTTGCAAAGAGAACAGCGCGT
GCGTCAGCGGATATCTGATGCCAGCAGCGCAAGTACCTACGACTCTGCCTGCTGCCTAGC
GAGCCCCCTGGAGGAGGAGGATGAGGAGGACGGCACCAGCAGCCGGCTGGGCCTGCGAAG
TCCCAGCAGTCAGAAGAGCTTGGAGTGTGATTCCGGCTACTCTGAGGCATCCTGGAAAGA
TGACGGGATTGTTCTCAGGAGGACTAGAAATGTGCGGGTGTCATCCTCAGCTTGTGCACG
CATGAACCGGGGGCAGAGTGGACGCATTCGACCCAAGTCCACATCTGATGCCTGCCTGGA
AACGTGGACATCATTTGAAGTCAGCGACCAAGAGGACTGGACAAACTCTTTGCTGACCAG
AGGACGCAACCGCCAACCTCTGGTCCTCGGGGACAATAGCTTTGCAGACCTCATACAGAA
CTGGATGGATTTGCCCGACTGTTCCGAGCCCGCAGAGCTGAAGCAAAGTTCAGGACAACG
GCAGGGAAGAGGTTTCTTTGTGAACATGAGGAGAAAACTCTTTGGCTTTTCTAAGAATGT



GGAGAGCAGAGTGCGGATGAGATCCAAAGACTCTTCTGGTGTCAACAGAACCGCCAATGC
TCCAAATCGCCTGTCCTGCCCCGTTGTGGCATCACAGGGCAAGGTGCCCTTTTTCCACCA
GTCTCACTCAGGCATTCATCAGCTGGATACAGACTTCTACCGCTTCACCACTGTCATGAA
GTCAGGCTGCCGGCAGCCCATAATATGCAAAGATATCATTGGCTACGTCTGACCCAACGA
CACATGCAGGAAGCAGACTGAAGAATCTCCAGGAACTTTATTTTTATAAGACTCCCTTTT
TATATGCATATAGTACAATGTTGGAAATAGAAATGTTCTCATAATTAACACTATATATGC
CGTGGCTTTTATATATTTTGTATAAATATTTCAAAATGTAAAACTGACTGATCTTATCTG
AGGAAGCAGTTGTTCCTCACTGAAGGACC
>CL1872Contig1
CAAGAAACATACTTTCACTGAATTCCTCTTTAGCTTTGGACAAGCCACTGTGTCTCAATG
CAAGGACTTCACAAAAAGTGTCCATGCCAGCGACAATACAAAAATAAATGTCTTCAACGT
AAAGATTTCAAGTTTCAAGCTCCCCGAGTCACTTTTTCAGAATTAAACTGAACCTCATTT
CTGAAGTTTAAATCCTAAAACCCAGTCGCCGCGGCTCTTCCCACGCTCAGGCGGTCCCGA
GGAGCAGACGGCCGTTTCTGACACGTCTCTCGCTGCAAACGTCTGTTGTTCGTGCTTGAC
GCTCCTCGCTCGATCTTCATGCTCCACACCAGACGAACTGCAGCGCAGCCTCAAAGAGGT
TCCTCAGCAGGTGGGGGGCCTGCTTGCACACCCCCTTCACCAGGGTGAAGGTGCAGGCCA
TGATCACCCGCTCCTGGGCAAAGTTCTCCATACCTAGTCCCTGGTTCATCATCCGGGTGA
CTTCATGTTTGAGCAGCTGTGCCCACTGCTCAGGGAGAGATTTTTCTATGCGGCTTCTCA
AGTCCCGGGTCGCCTGATTGACGACTCTGTCCTCAAACTGGTCTGCAATTGTCCTCAGAC
CTTGTGCGACGTCCCAGAGGGCCGCTGCTACTGCATGGTCTCCCTGCAGTTCCACTAGGG
GCAGAATGTCATCCAGAGGAAGCGAAATGCTCTCATCTAGGTGTCCATCAGATTCAATGC
CTTCATTGTCCACATAAGCTGTTCTTGAGTCAGAGTTCTTGTCCCTGATGATGTTAAAAT
CCTTTCCCAGACTAAAAAGCTCCTGCTGCAGATACGAGTCTCTACAGTCTGCTTGAAGGA
AGGCAAAAATTAAGAAGCAGATATGTTCTCCATTCTCTGGATACTTGGTGACATCCATGG
AAGACCACTCTGTGCTTATTTTCTGGCGATGTCAGGAGAGTTTTAGTTCATCCTTCAGAA
CAAGCGCATCCGTCTTTTCAAGCAGCTGAGGCATCTGAGACTAGCGGGACCCCCCCGGCC
ATA
>CL1873Contig1
ACTTCTTTCTCTGCTTCCTTTTCTGTTGGTGAAGGTGGTTCTTCAGCAGGAGCTGGTTCT
TCTGCTGCAGCAGCTAATATTTCTATTGTGTCTTTTGATGTTTCTTCATTAACAGTAGCT
GCTTCCACTGCTACAGAAACTTCTGCTTCTACAACCGGAGCCGTGTCTGCTGGTTCGCAT
TTCTGTTCCGGAGCAGCCTCCTCTGCTGTGATGGGAGCTGGTTCTTCTGCACATTCAATG
TCATCTGGAGCTTTAACAATCTCTGTCACTGTCTCTTTTTCCTCAACATCAGGAGCTTTT
TCTTGTGCAGGTTCCCTTGCATGCAAAACTGGTTCTTCTTCAACTGGAGCAGACTTTTCT
GCCACGGGAGCTTTTTCTTCTTCAAGAAGACCTGACACTTCTGGTGCTGGAAGTGCTTCA
GCTGCTGGTTTCTCCTCGACAGCAGCTGCCTCCTTACCACCAGAGGCTTCCTCCTCTGGA
GGTGGAGATTTGGGTTCTTCTGGGGGTGCGGCAGCTTCGGTTGCTGCGGCTTCAGCTGAC
ACAGCGGGCTCCTCCACTACAGCACCCTCCCCAGCCGTCATGTCTGCAGGTGGAGCTCCA
TCTTCCACCTTTGCAGACTCTTCCACATTGGGCTCAGATGCAGCGGTCTCATTCTTCTTA
TCTTTGGGGTCGCTTACATCATATCCTTTTCTTTTCTTGCTCAGTTTGCCTCCCATGGTG
TTTCTTGGTAAAAAGAACCGGAATTCCTTCCCAGAGTCTGGCTGGATGGTAAAGCAGGGT
TTTGGTGCAGATGAATCCGGCCCTCCTCTCCGTGCTGCGGTGTGGTGCAACTGAGGAGTC
CCCGGCCATA
>CL1874Contig1
TGGGGGGGACGAGGTGGCCGTGTGGTCTAAGGCGTCGGTTGCGGCGCAGCCGGTCGCTGG
TTCGATCCGCGGTCACCGGGTGGCATTTTTCTTCGGGCAAGTCACGGTGTCCGGAGAATA
AGTGCCGCCATCCCCCACCCCGGGGCATGGCAGAAACCTACGGGTGCCCCATTAGAAATT
CTGCCACAACACACACACGTGTTTCTCCCTACCGTTCCCAACCTTACAGTAATAACCGAT
TAAAAACCTAATCCATCCCCAATGGCCTAAGTTGCCGCGGGTGTATTAAAAAAAAAA
>CL1875Contig1
GACTCACACGGNACCGCGAGGNAGGACTCAATCCGGGGCCCCACGGTGGATTTGTATTCT
TTGCGTCGCTGCGGAGCCGTCCATCTGTCACAGACCCGCCGGCCTTATAAGCAGCGACGT
ACAGCCAGGAAGCAGGTCGGGCCGTTGAAGGAAAAGCAGCGGGAACATCGAAGCTTTGTG
GAGAGGGTGCTCATACTTACACAGTCTCCCCCCTGTGAATACGGTTCTGCCTCTACGCCA
TCCCCTCAAGTAAACTACCTGCTGCTGCCACGGGAGGGAAGCTATAACTAGAGAACCCCG
GATCGCTTGAGAGCATCCTTTAAAGGGGATTTCCTCAGAAATTAACATTTTGCACACCAA
GTGTGCCGTTTCTCTTCTTGTCCTTTTTGGGATATATACACAGTGCTCATTTTCCTCCTT
TAGAACTTAAACGTGCCTTTAGAAGTTGGTCATCATCCAGTGTAACTGTGGCATTCTTAC
CAGTCCAGAGACGCTCAACAAGGAGAAGACGAATAACTTAAGCTTTAGAGCGCAGGCAGG
ATTACTTCTCTGCGAGCCTCCAGCGAGCTTCAGCCATGAGCCAGGCGGATGTGTCGACTT
GCTCCGCACCGCAGAGGGTGTTCCAGGAGGCGGTGAAGAAAGGCAACACAAAGGAGCTGC
ACTCGTTGCTGCAGAACATGACAAACTGCGAGTTCAACGTCAACTCCTTCGGGCCAGAAG
GACAGACTGCCCTGCACCAGTCCGTCATAGACGGCAACCTCGAGTTGGTGAAACTACTAG
TGAAGTTTGGGGCAGATATCCGACTGGCCAACAGGGAAGGGTGGAGCGCTTTACACATCG



CCGCCTTCGGGGGCCACCAAGACATTGTGCTATACCTCATCACCAAGGCCAAGTATTCCT
CTGGTGCGCGGTGATC
>CL1876Contig1
TTTTTTNNNNGCCGGTCTTTTCTCTTTATTGCTGCTTCATTGTAAAACATTTTATTTGAA
GTGTTTTGGGTTTTTCCTCCTCGTCTTCAGCCGGATGCAAAAAAAAACACTGAAGAACCC
GGATCAATCAAACTTCAGTGTTGGGAAAACACAACCCCGCTCAGATTCCTACTTTGGAGC
TGAATCAGGTCTTAAGATCAGGCAAAAGCTGCAGATCTGACGGTTGCAGAACCCCAGTCC
CTTGCAGTGGGTCGGTCCGGGGCAGAACCGGCTGCAGGTCCATTTGGGAGCAGTTTGTTG
CTGAGGCTGACTCTGCAAATCACTGTGGGGTCTGACGGATCAGACTGAGGAAGAACATCC
AGTGATGAAGCAAAAAGTTTTCATGAATGAGTTCGGGGGGGCGGGAACCGAAGTCCGAGA
ATCTTTGGAGCGTCTGCGGCGCCGAGCTTCAGTCTTCCAGCTCCAGTGTGTTCAGCTCCT
CATCCAGCTCCTCCAGATCTTCTCCTGTAAACAGGTTTTCATCCACCGGCACGTCCTCCT
CCCCCCCTCCGTCCTCCCCTCCCTCCTGTGCGCCTGGGAGCCCGTTGGCCTCCGCCCCGC
CACACGCTCCGTTCATCAGCTCCTGGCCGCTGGCGTCTGTGCCCCCCCTGTGGTCTCTGG
AGAAGCGGTCTGTGGATGCCACAGTGATACCCGTGTGGTCCACCTCTTGGGGAACAAACC
GGGATAGGTCTATGTCCTGGACGTTAGCAGCTTCAATCTCCTCTTCCTCCTCTGACGACT
CTTCATTGGCATATCGAGTGTCGTCGGCTTCATCGTCATCATCATCAACCAGCTCTGG
>CL1877Contig1
TTCGGCACGAGGTATGCCTTCAACATCGTCCCGATGAAGAACATGGATCCCACAGAGCTG
GTGAAGCAGCCGCAGGACGTGACGGAGAACCCCTACAGGCGTCCAGCAAAAGACAAGAAG
GAAGCTCAAAAGCCAGCCTTCAGCACCGAGGAAGAGGAGGAACCCGCGCAGCAGTTTTTC
TTCGACCTGGGTCGGAAGCAAGACGGGAACGCACGCGGGCGCGGCAGGAAGCGACCGTCG
GACTGGGAGGATCGAGGACGCCACCGTCAGGAGCAGCACAGGCAGCCGCGACACCCGCAG
CCGTCTGGTCCCTGCTGGTTCTGTCTGGCCAGCCCGCAGGTGGAGAAGCACCTGGTCATC
AGCATAGGAACACACTGTTACCTGGCTCTGGCCAAAGGTGCCCTGACTCCTCGCCACGTG
CTGATCCTGCCCATCGGACACTACCAGTCGGTGGTGGAGCTGGGCTCTGAGGTGGTGGAG
GAGATGGAGAAGTACAAGTCGTCTCTGAGGAACCTCTACAAGAGCAAAGGAGAGCGCTGC
GTGGTGTTTGAGAGGAACTACAGGAGCCAGCACCTGCAGCTGCAGGTGGTTCCTGTCCCT
CTGGACCGCTGCACCACAGAGGACATCAAGGAGGCCTTTATGGTCCAGGCTCAGGAGCAG
CGCATGGAGATGATGGAGATTCCCCAACACACAGACCTCAAACAGATTGCTCCTCCTGGG
ACTCCGTACTTCTACGTGGAGCTGGACTCTGGGGAGAAACTTTTCTACCGGATCCAGAAA
CATTTTCCTCTACAGTTCGGCAGGGAGGTTCTGGCCAGCGAGCCGTTACTCAACATCCCG
ACCCGAGCCGACTGGAAGGAGTGTAAACAGACCAGAGAGGAAGAGGAGCAGAGCTGCAAA
CAACTGAGGGACGACTTCCAGCCGTACGACTTCTCCTGGGAAGACTGAAGCGTGCCAAGC
CTCGCCTCTGTTACCGTGGTTTCCACTCACACCGGTCATGAAGCTGGTGATGCTTTAGTT
GTATTGGATCCAAAAAGCTGAATTCAAGTTTTTTAATAAAAAAGAAAATCCAAGCAAAAA
AAAAA
>CL1878Contig1
CACGAGGAAAACCTCACCGTCCAATGCACAGTGTCCAACAAGTTTGGCAGTGATTCGAAA
TCTATCGATGTGCTTCCTTTATTAAAGGATGTGACATTCAAATACCAAGACACGCATGTG
AGCAGAGATCAAACCAAGCTGGTAGTTGGAGTTGTGCTGGGCCTCCTCGTCGCCACTGTG
CTCATTGGCCTGGCGTACTGGCTTTACTTGAAGAAATCCAAGCAAGGAAGCTGGAAGACT
GCAGAGAATGAAAACGGTTCCTCTGAGGAGGAGAAAAAGCTGGAGGAGAAAGTGGAGGAG
AACAGTCAGAAAGCTGAAGTGTAAAGAAAAGCTGTCCATTCTATAAATGGGGAAGTGAGA
GTGAGAACATAGAACTTTTGCACATTTCTGTCCTGAGCGTGGGAATAAGAGTGTGCATTT
GGACGAAGACAGCTTGGTTTCAGGGAGACTTCTACAAAAAAACATATCCACACATTCTCT
ATGCTCCACAACTCCTCACCCCCCCCCCATTTATGAAAAGAATAAAAAAAAATGGAATGG
ATATTGTGTGTGATATACATAACTCGTCTGCACTACTGAAGCCTGTGTAAAACATGTCTA
CTTTTAGGATTCATGTCAGTTAGAATGGATTTTTTGGGGAAAGTGTGAAGATTCAGATCT
TTTTCTTTAGCTGTCTTTAGTTGATGCAAATAAAGTTTTAAACTAGACCAGTTGCCTTCT
CTGTAAGGATGTGTAGTTCTGCATTAGTCTGCCCCCACCCCACCCACACAAACACTTTCC
CCACGTCTTATTAGTTGAATCTCTGTGAAGCCACCTCTGCTTCAACATCAGTATACAGTA
GTAGTAAACGTGTTAATTCTCCGCTCATTAATGTGGCGGAAAAAGTTTTCAAATTGAGGG
GAAATTCCTGAAAGGGCTATGGGTATATTCTTATACTCAGCATTAGTTATAGATGGGGGA
CTTTTCACGTTGCTGGATGCTGGTGATGTTCACAAACTTCTTTGGTGTTGTATGCATTAA
CTTTTTCACTTTTTTTTGCCTTTTTATTGTTGTGTAACCAGGAGAGTAAATGGCATGAAG
CCTTTGTCTTTTCTTTTATGTACTGTACATTTGACAAAACGACATCAATTAGCTTTTTCT
TCACTTCTGCTCGCAGATGTTACTTTTATCGCGTTGCCTCTCCCGTGAATTTTCCCCGGG
ACCCGCAGACATGAAAGGATAATTATTGGTTTGTGCTTAGGCAGTGTTGAGGAATGATTG
TTTATCACATAGCCATAACATCATTTTGCAATCCAGGACAGGATGCGTGTCTCAAAGTAG
CCTTGATATGTATGCCTTCTTTCAACATCTACCTGTATTGCTTCCATCAGTGATGTGTAA
CCATTTTTGGTCCATTAGGAAAATTTACTCAACCGAAAAATGTAACAAGACCAGGATGAA
GTTGTGAAGTGTGTGAATGTAATTTTCTTTTCTTTTTTTTATTTCTTTTACTATTTTTTT
GCTATTTATATTGTACAAGATTAAATATCCTGCTAGATTTTCTGTTTATTTCAAATTGTG



ATAAATTGCTTGCAGAAAGTGTAATTTGCTTCTGTCACCAGTAGTTTGCTCAGCGTCTGG
TCAAGTAATATTCCAAGCATGTGATAATCTCAGACCTCTGAGCTTCTGTCTACTTTGTGG
AAAACAACAACAACAAAAAAACATCCAATTGGAAAAATCGACCAAAGAAAGTGAACATTG
CCATGCAAGTATTGTAAATATCTGATGTTTGTTTTTGTACTTTTGTTTAAAATAAA
>CL1879Contig1
TAACATTTCTGCAGCAGAAAATCTTTTTCAGCATTATCAGCCAGACAAAATGAGCGACCC
CAACCCAATGCATCCCGAAGAACTCGGTGAACACAGCGGCCATGGGCACGGACATGCACA
TGGTAAAGGAGAAGGCCATGGACATGGCCATGGACATGGCCATGGACACGGCCATGGACA
CGGCCATGGCCACGGACACGGACACGGACACGGACATGGCAAAAATTGAAAAAACTCATC
GACATGATGCAAGTGGAGAAATCACGCATTAAGTCAATAATTTGGAATCAAATATGTAAT
CAAAACAAATTTCTTCTTCAATAAAAGCATCTAAAAAGCAAG
>CL1880Contig1
CNTTTNCCNGGTTTTTGNCCAAANANTTNCCCGNAGNTTGGGGGGGGTTTNNGNAAAANN
GNTTGGGCCCNTTTTTGGGNTCCCNTCCNTTGGGGTTTTTTTCCCCGGGNGNNTTNNCCC
TNNAAAAAAAAAAAANGTTGGGTATNNTTTTTTTTTTTTGTCCTAGTTTCTAGAATTTCA
TCTTGAATGCATTTATTTTTAGAACTCTGTAATGTGTTTGACATCAATTCAGAGAAACAC
TCTTCCCCTTCTGCTTTTTGGAACTAAAAGTGAAAGGTGGCATTTGCCATGTTCTGGTGT
TCTATTATACTACACGTCTG
>CL1880Contig2
AGAGAGTTTATAAAAATGAATCTTTATTTTAAACCAGGCTCACAATGTCACAGACGTGTA
GTATAATAGAACACCAGAACATGGAAATGCCACTTTCACTTTTAGTTCCAAAAAGCAGAA
GGGGAAGAGTGTTTCTCTGAATTGATGTCAAACACATTACAGAGTTCTAAAAATAAATGC
ATTCAAGATGAAATTCTAGAAACTAGGACAAAAAAAAAAAAAAAGATAACCAAACTTTTT
TTTTATAAGGACAAAGCAGTCATGGAAAAAAAAACTCGAATGAAAGGAATCCTAAAAAAG
GTCCTAACAGCTTTACATAAAACCTACCCGAACATCAGTGAAATATATTGACAGAAAACC
GGCAGACTGAACTGATTTACATGATTCGGTCAGAAACCATAAAAAAAACGAATCTGGGAC
GGGGCGGCGACGCTCAACCATACATGTCCTCCCGGTCAGCATTGTAGATCTCACCCTCCT
GCAGCGAGGCAAAGTTTAAAAAGTGTGACGGTCGATGGACTTCGTGGTAGAACTCTTTGG
GGTTAGCCAGCTGCAGGTCGTACTTCATGTTCGGATCGTGGCGCACACCCATGAAGTTGT
AGTTCCAGGACACTTGGCCAGGCACCATGAAGAAGCCCAGGAATCGGTCAGAGAGCAGCA
TCTGCACTCGTTCATAGTGAGACGGCAGATAACCTTTGGGGTTGTTGCCTTTGTCTGTGT
TCTGGCGACCCCACTCATACCCACTGGGTGTTAACTTGTATGCTGTAAGCGTGCAGGACC
CCGGTGTGAAGCTGCAAGTAATGATGATGGTCTTTTCTCCATCCCAAGACGGGTTGTCGG
CCATGATCTTGGCATGGGTCGTCACATCTTGAGGGGACAACTGAGGCGACTCGTTAGGCT
GTGTGTGGATCCACCCGAGGGGCTCCATTTCCTTTAGGTATTCATGACCGGGCAGCTGGT
TGGGAAGGTGGACAGTCTGATGGGTTCCCCACTGAGGTACCATGACGATGCATCGGATCT
CCTTCACTTGGGGGTTGTCTGGTGGGCTGGTGCCATACAAGTAGCCAGCAATCTGCGCTC
GGAGATCTGAGATGCAGATGAACTTCTTGAGAACATTTTTGGGCAGAATGTAGGTGTAAC
CAGTCTCCTTGATGTCGTCAGACGACACATAGATGTGGTTGGTTCGGAGATGGAGGTTTG
CAGCAGATATAGCCCGGACTCTCCACTCAGTTTTGGAGGAGAAGGTCTGGGTCTCATAGT
TTGAGGTGGTGGAGGTGATTATTTCATCTCCATGCTTGTTGACAGTGCGAGTCTGCGTGG
CTGTGAGCTGTGACTGCTCTTTGGTCTGCTTCTCGATCTCAGCGATTTGCTGGCGCTGTT
GTGATGGAGCAGAGATCTCCATACCCAAGATGATGTCACGGATCTCAGACTGGGTCAGAG
AAGCCACGTTCACATTGTTCTTTTTGCCATAATCAGCCAAGATGAGATCTTTGAGTTGCA
CTTCCACCTTGATCCACTCTTCATCAGTGAGTGTGGGCCAGATGTGATGGGGCTCAGTGA
TGGTCGTTTTGTCGGGCTTCAGAATGACTTTAGCGCGGTCGTTGTTGACATGGAGTGCTC
TGAGGATCAGGATAAGTCGGGAGAAGGCCGTGTAAGAGGAGATGGTCTTCAGCCAATCGT
CGTAGAGGTTGACGAGCAC
>CL1881Contig1
TTTTTTTTTTCAGGAGCAAAGACCCAAAGCGCCACCAGCAGCTCCGGCGGCCTTTAGGCA
AGACTTTAATTCTACACAATGGTACATATATACAATTCTATACGCTCAGAATCTCATACA
AAAAAAACCCAACAAAAATAATGTACAGAATGAGAACAGGGCACCGTGACCTAAACGAGA
AGGAAAAATAATAATAAATACCAGCAGGGGGAGCTGTGGGGTCACCGAAACGAGGAAGAG
GTTAAATGATGTGAGAAGAAGAACAGACCACCAGAACGCAGCCCCTCACCTCTCCATGCG
CAGATACACACATTTAGGAAACAAAACAAAAAAAACAGTTTAACAAATATCCATCAGCAC
GGCGGGCTCCTGCGGGCAGAGAGCCAATCAGCTCACCGGCACACGGGACCAAGTGAGCAA
GGTGGGGGGGGTGTCGTCCTTTTAAAAACGTTCATGTTTTGTGAACGATGGATCTTCCTC
AGACGTCAGAAATGGAAGACGTTTCTTCTTCGCGCTGATGGGAGCTCTCACGCGGCGAGG
ACGAAGGTTCTGGAAGGTCCAAAGGAAGACGGGAGCTGCACGGAGGCCGGCTTCAGCCAA
CGAGTCGGATATTACCGGTGTTGATTTCAGAGTTTGGGGGCAGAGTTTGGCCGCAGAAGC
AAAGGGAGCAGATGGAGAACGTCCACGCCGCCAACACCGACTTCTTTTGAGGCTCCGCTT
TTACGTGGGAAGGACTCCATCTCCTCGGTCGAGTCTCTGCAGGCCGGAGGGTCACCGGCT
GATGTCCCGGTTGCTATCCCAGTTCTTGCTGCCGGCAGCATCGCTGGCGCCCCCGTTCTC
GAAGAAGGGGTGTTTGAGGGAGTCGGCCAGCGTCAGCCTCCTGGCCGGCTCGTACTCCAA



CATGCTTTCTATCAGGTCGAACAGCTGGTGGTGCTCCTCCGCCTCCGACAGCAGATAACG
TTCACTCACCCGTAAGGGTTTGCAGTTTTCTCGGACATATTTTCCTGCAGAGGAGCTCTC
ATCCCAATCCAGGCGACCGCGGTAGAAATACTTCTGCTTCCGAGTCTTGCGGATCATCCT
GGAGGGAACCGGGCCCAGAATTCTTTCCATCATGGCCAATGCTCGCGGTTATCGTGAGTC
TGAAACAGAGTGAAGCCTAAGTAGTACTCGAAGAGGATGCAGCCGATGCTCCACACGTCA
CAGGGGTGACTCCAACCCAGCTCTAGAATGACTTCAGGAGCTCGGTAATGCCGCGTCGAC
ACGATGGTGATGTGGTGCTCGTGGTCGGACGCGTGGGTCGAC
>CL1882Contig1
TTTCTCCATAAACAAACTCTTGATTCTAGTGTTTATTATCGTTCAAAATTATTAAGTTAA
GTGTATACATGATTTAAGAAATACAAAATCACATATTAAAAAGCATTATGAAAGTGTCGC
CTTTATTAAATACAATGCTCATTAGAATGGAACAAAAGCAATAAGGAGACTGTAAAAAAT
AGCAGTGATTCAAACTTCAGTTGGATTTCTTTGGCTTTAGGCTCGCAGCGTCTTCATTAT
CGTGTGCAAACATCATCATTGCACACCGGCTTCTGGCCTGCTTTGACGGAAGCAGTGATG
CCCAAAGCCTTGGAGATGTCTTCAAGAGGGACCAAGTCTCCAGGTGAATCCTGAATGAAA
TGCAGTAACACCTTTTCTCCACCTTTCGCCACGATGAGCATGCCTCCACTTTGGAGCAAA
TCTCCAGAGAAGTTTCCCTGGATTCCCTCAGCACTCGCCTTTGAGGATATGTCCCGGACT
TTCTTCCCCAAAGCAGCAGGGACGACACTTATGGCTGTGTACCGTTTAAAACCCAAATCC
TTGTAACATCTCTTCTGGTCGTCGACGTAAATAGATCCTTTAAAAAAGCCTCCTTCCTTA
AACTCCTGCAGTCCAACTTCTTCTGGTCCGACCCCCACCAACGACACACCACTGGCCCTC
AGGTCTGGCTCCAGTTTGCTGATTTCGGACGCCATCCATCGGCACACCTGGCAACCGAAC
CTTCGCAGGAAGAACAAGACCACCGGCTGTTCCTGCCACAGAGACTGGAGCTCCACATTC
TCTCCGCTGTCAGCACTTTTCACCACATTCTTCCCAACTTTAGCAAGGTCAACTTTTGCC
ATGATCTACACCTGAGGTTTAAAAAAGATAAAGCTTTACAGTTCGCGAAAAACTGACAAA
GATATACACCAGTAAAGCCTCTGGAAGGTATGTAACACCCGCACAGCAGTTGCAAAACAC
TTTCTTCCTGAAACGCCCAGTTTGCCCCCCGGCCATAAGGCCCGGGT
>CL1883Contig1
AACCCGGGCCTTATGGCCGGGGAGGAAACACAGTTGCTTGGAATTGTTTTTCCGGTTGTG
ATGAAGCTTTCATCGACAAGCCTGCGGCCGAAGGTGGCTGTGTTGTTCCTGGTCTTAATC
CAGCAGAGGACAGAAGCAATGACGATAACTTCATCTGGACCACAAACTATTCAAAAGCCA
GTGGGTGACACGGTCCAACTGGGTTGCACCTACACTCCTGCTGCACAAGACGTGGGAGAG
CTGGATATTGAGTGGAGTAATGTTAGCCCGGATATGACACAGAAGGACAAACTGATTTTG
TCATACTCAACGGGCGAGATTCACTACCATGACATCAACTCGGACAGAATCAAATTCACT
GCAACTCCAACGCAGGGGGACGCTTCCATCTCCATCTCCCGTGTCACGGACTCAGACACA
GGAACCTACCAGTGCAAAGTCAAAAAGGCACCTGGCGTGGACATGAGAAAAGTAACCCTG
GTGGTGATGGTTCCCCCATCAGTACCAAAGTGTTGGGTTGAAGGCAGTGAGGAAAAGGGT
GGAACTGTTTCTCTGCGCTGTAAATCTATGAAGGGATCCAATCCTCTCAGTTACACGTGG
AAACGAGAGACCGGAGGTGCAATGCCAACCACAGCAACCCAAGACCCACAGACAGGAGAG
CTTCTGTTTAAGAACCACACCGACGGCAACACAGGGAGATATGTGTGTGAGGCAAAGAAT
GCAGTCGGTCAACAGCAGTGCACCTACTCACTGAAGGCATACAACCCTACCGATAAAGTG
GGTGTCATAGTGGGTGCGGTGTTCGGTGCTCTGCTGCTGCTGCTTCTCCTGCTGTTTCTC
ATCTGGGTCCTGATCTGCTGCTGCCAAAAGAAGCGCTACCAGAAAGAGGCTGCAAATGAA
ATTAGGGAGGATGTCCCAGCCCCAGAGAGCAGACCCACCAGCAGACACTCCAGCTTCCAC
TCGGTGATGGGATACCGCAGTCATCCTGGGTTGCAATACAGCCTCGTGGCAAGCCCCCAG
CCCCCTGGCAGTGAACTTGGCATCCCCTCCAGAGGAAACAGTGATGGGCCAGCTGATACG
AGCAACAGGCCTGCTCACCTTCACTACGACCCTCAATATGGATACGCTGTGTGAACCCAG
ACATTAAACTCCACCTGTCAAGTGTAGGAAGAGTGACTCAAAGTGCAATACTAAATTTAA
CTGCAGAACAATGGAATGCTGGTGTTGCTATGGCTCTCACAGGGTTGTCTCACTTTTGTA
AACGCTACAATCGTCTCACATCATTTATGTTAAAACTGTGTGTAATTTGTAGATAAAAAA
AAAAACATTTTTTAAATCCTTTTTCTTTTTCTATTTTTTTTCCAAAATGAGAATGTAGCA
TTTTATTCTTTTTAGTATAAATATCTACAGGTATGCAAGAAAATTAAAAAACATTTGATC
AGGTATGACAAGTTATTGGATTTTTTGAAGTCTGAACAGACAAATCACAAGAAAATAATA
GTCTGAAACACATCTACTTTTGAAAGTAGAATGAGCTTGCACAACGCATTGGTTTTGTGT
TGACACAGAAAGTTAAGTGCTCGTACCGTCGGCACGGTCAAAAGGTTCTAAACTACCTAA
TTAGAAATGGTAATTTATGGGGAAATGATAGAGACGTGCAAAGCCCTTATTTTGGTGTGT
GGATGC
>CL1884Contig1
CAGACGGCCACTGTTGTGCGCCGCGTGATTTTGGAAACAGAGGGGACGCGTCCAAAGGAT
TTTTTTTAATTAATACCATTAGAGACAACAATCGATTGGGGACAGCGCTCATTCAGCCTG
TCGTCAAATCACCATGCGAGCAGAGCATACCCGCCGTGTGCCATGCTGAGAAACTCCCCG
ACTCTCCTCCTGGCTCTGACCGCGGTGGCCGCACTAGTACCGCCATGCCAAGGCTGGAGC
GACGAGGACCTCCTTCTGCCGCCCATCAACTCCTCCAACAGGTTTCTGGCCAACCTGGAG
GTGGACGTGCGCTTCTCCAAGAGGTCCGTGGAGGAGAGCGACGCCTCGCCCGGCGATGCC
TACCCCATGCAGGCGCTCAGCCCCTCCGCGTCCCAGTGCAACGTGAGCGTCCACAGACTG
CTGCCCACGTCGCTCGTGGCCCGCTGGGACAGCAGCTTCGGCTTCCAGTGTGACGTCCTC



ATCTACACCACCAACAACCACGGCAGGGCTTTCTTCTCAGCCTCCATCAACCGGGCCATC
TCCCCGGTGGTCATCGAGCACCTAGGGGTCACCGGGGGTCAGCAGGAGCTGAGACTGTGC
GTGGGGTGCGGGATGTCCCGGTACCGCCGGTTTAGCCAAGGGAGGTTGAGGGGCCAGCAG
AGCGGGGATCAGCTGACCTTCTGCTGCGTGGACTTCAGTCTCGATGAGCTGAGGGGGGAC
AAGACTTGGAGGCTGAACAGGAAGCCCATCGAGTCCACGCTCGTGGCTTGTTTCATGACT
CTGGTCATCATCGTGTGGAGTGTTGCTGCGCTCATATGGCCGGTGCCGATCATTGCAGGC
TTCCTGCCCAACGGGATGGAGCAGAGGAGACCCAGATAACTGCACAATCTCCATTCAACC
CTTTATAGCCCATGCTGCCTAAACTGTAGCCATTCACCTGTACACACATCAACACATGGA
GGCTCCAGAACAAAGCTGTTCTTTAACCTTTATACCTCCTCCTTCCTCACTGGGATTGTA
AGGTAAAGTATACAGGATTATTCTAATAGCCAATAGTAATCTATACTGGGACCAACGTGT
TTTGTATGCCCTTAGGCCTTCCTCGAGATTAGAAAAAGTCATTGTTAAGCGTGCAAACCT
TTGTCTCTGGGCGGTGTTTGTAAACTTTTTAACCTTTCTAACGTTTTTGCCTTATCTCAT
GTGTAGGACTTTTGCACAGGAAACTTTAACATTTTGCTGTCATTGATTTACACTATAGCC
CCCTTTAGTCATAGATAAATGTAACCTCTTTTCTAATCTAATAATAAATAAACTACTGTT
ATTTATGACAACTGACATGTAAAAAAAAGATGATTTCAATTATTTATAGACTTAGATTTA
TAAGTTTGAGTGCATTATATAATAATGTTTATTTGTATATTTGTTGGAGGAGTTTTAATC
AAAATAAAAAAATAAGGATATGAAAAAAAAAAAAAAAAAAAAAACGGTCCGC
>CL1885Contig1
GTTGGCCTAAGTTGGAGGAGACCAACCATGAGGGCCACCAGGGTTCTTGTCCTGCTGCTC
GCCACTGTCCGTGTCTTCAGTCCAGTTTCGTCATCAGACCCACTGAATGACCAACAAAAC
AGCACAGCATCCATAACCACAAAGCCGCTATCAACAGATGGACCGCCCACGACGGCGTCA
TCAATGGCTGCAGCTCCAACAAACTCCTCTGCTTCCCAAAACACCAACATGACAATCCCA
GACAACGTATACCCCGTCCATCCAGCAGTCACTGACAATACTTCTTTATCGATGACCAAC
GTTACTGAAGAACCTAGTTTATCCACCAAATCACCAGTTTTGACCAATGGAACTGCTGAG
CCTGGAGGTGTTTCCTCACCAAACCCAACCACCATGACTGTTAATGAGACCAGAGATGCT
CAAGGTGTAACCCACTCTGCAGTGACAGTAAAAACACATTCCACAGAGAAGCCACATGAC
ATCGGGGTGAAGGAGAAGAAAACTGCTGAGGGAGGTGCCGACCGAAGGCTTTGGTGGCTT
GTTCTGCCTGCTGTTGTGATCGTAGGAGCTGCTGGAATCTTCTTCAAATTTAAAAGCAAG
AAAGTCCACCACCACACAGAGACCATTGACACTGGAACTGAGAACGCATCTTTCCAGAGC
AGACCGGAAAGCAGCAAAGATGGCGTCATGCTCCTCGGGGTGAAGTCATCAGGCGGCGAG
GAACACGCTGCTGCCAGATAAAAACAGAGCAAGCAGTGGAAGAGTCGCGGGCGTTGCCTT
CTCTGGGGGATCAGTTAAGGGATGACTTCATCTTTTTGGCTTTTTTTTTGTAAATTAGGT
ACACGTTTAGTCAATCGGGAGAAATTTTATGCCATCTTCCTGTGAACTGAGGACACACGT
TTAGGGGAAATAATACTCCAAACAGGAAAACGGCAGCAAATTTGTTGTATATGTGGATCC
ACAAGCCTGATTCCTGATTCCTCACTGTTAGAAACCACAGCTCATCTCAAAACACTCGTC
ATCCTTTGGGTTTGTTGTCCTGTTTGTTACTCAGGATGGATTTTCTTTTCAACTTCTTTT
TAAACACATTTGAAACGGAGTCCGTTTGTTCCCTCTGTACTGATGTTGGGGTTTTGTTTG
CTGTAAGAACATTTTCTGTATAAAAAACACAGCAATGCAGTGGCTCAGATTCAGATCAAT
GTTTTCACTGTAAAACCTTGAAATTGCTTTGTGTTTAAAGGTTAAAAAACA
>CL1886Contig1
GCGCTTTAGAATTTAATGATAAATATGCTTCTGTGCACAGAGTATAAACCGACTACAATA
TGACAAGCAAATGCATATTTTTCAACTATTTAGACTCAGATGTTTAAAGTTTAAGGAAAA
AAGGTTGTCTAGCTGATGGAATACCCGTTTGCTTCCTAAAGGACTACTAATTCCTTAGAT
GAAGTTTACTCTGGAGAAATGGCAGCCAGTCGAGACAAATTCCTCATCGGAACCTGCCCT
TTTTTTACTTTGTACATTTCCTTTTTTTTGTCTCTTTCTCAGTAAAGGTTCCACCTGTGT
CTTTGCTGCTTATCAGTGTTTTTGAGCTACACAGCTCTGTCACCCATCTGTGCAGACAGC
AGAGTCTCCATCGGGTTCAGTTTTTAAATGTAATTTTTTTTTGTTCCTCTTTGGCTGTGA
AAGTCTAATGCTTTCCGAGTGGTTATTGCAAGTGTAATGTAAGAGTATAGGTAATGAGCC
CAACACATTCATTTACAAGTGTGGCTTATTCCCAGCCACATTGAAGGAAGCGTGGCGCTT
TCAGTGACTGGCTCTGTGGAGAGACCTTGGACGCACAGCAGAACACGGCGTTTGCTTTTG
CTTAAATTCTTGATTTTTGTGTTCAACTTTTTTTTTTTTCTTTATAAGTTGTGTAGTACA
GCTTTTCGCTCCCATTGGGAAAAATAGGCTTGCATTGAAATTAGTTTGAAAGAAATTAAA
GGTTAAAGCACAAAAAAATGAAATCATAGAGTTCTCTGTTGGATATTTATTTCTTTGGGC
TTTCCTTTGATAATTTCTTTCTGTACTTAAGGCTTTTTTTCAGCCACCAGTATCAGTTTC
TCTGTGTTAACACCAGCTTTAGTATTTTGACACAGTTCGAAGTTATTTTATTTAAAAAAA
AAAAGATTTTCTGTCCCATGCAGACTTCACCTTTTATTACATATCTGCCTGTTCAACACA
ATTTAAACTGTTATTTTTTTCCCATGTGTGATGAAAGAACAGTGCAGAGTACCATTACTT
TTATCGGCATAAAGTCTCCACAGGTTTAGTCAAAGTTCAGTCATAATGTCTCTATGTGAT
TAAAATCTTTTGGAGCATTATTTCAAACCATTACATTCTGCTGTTTATTGGTTTAGTTTT
TTTCTGGGTTTCTAAATAGACTTCCCAGGTAAACCAAAGGAAATTATATTGGCCCTACTG
CCTTCCCCTCAGTTCAGTTTGAATCAGTAATGCCTTGTCATTTGATGTCTTGCCATACCT
AATTGCACAGAAGATATGGCATTCTCTGTAAATGGTTAATGCATCGTCATTTTCACATTG
TTTGGTTACTCCATTGGCTTTTGCAAGCCACCTCAAACGGGACGTCGTTTGCCAATTTTC
CTGTCCCTGCTAAAAACAAAAGTTTAAAGATGTGAATTGGAAACGGACACCTTTAACTTC



TGTTGTACAGTTTGGGCTTGGTGTCTGATGGCTGGTCAGAAAGTGTGCTGGTGAAAAGCT
TCAATCAATTTTTTTTCCCTTTTCAGTGTACTCCTAACACTATTGTCTGCTGGGAATCGT
TGGGATATCGATCTTAAAAAAAAAAAAAAAAAGCAAAAGCAAAAAGCAAATCTA
>CL1886Contig2
TCGGCACGAGGATTTAAACTGTTATTTTTTTCCCATGTGTGATGAAAGAACAGTGCAGAG
TACCATTACTTTTATCGGCAAAAAGTCTCCACAGGTTTAATCACATAGAGACATTATGAC
TGAACTTTGACTAAAATCTTTTGGAGCATTATTTCAAACCATTACATTCTGCTGTTTATT
GGTTTAGTTTTTTTCTGGGTTTCTAAATAGACTTCCCAGGTAAACCAAAGGAAATTATAT
TGGCCCTACTGCCTTCCCCTCAGTTCAGTTTGAATCAGTAATGCCTTGTCATTTGATGTC
TTGCCATACCTAATTGCACAGAAGATATGGCATTCTCTGTAAATGGTTAATGCATCGTCA
TTTTCACATTGTTTGGTTACTCCATTGGCTTTTGCAAGCCACCTCAAACGGGACGTCGTT
TGCCAATTTTCCTGTCCCTGCTAAAAACAAAAGTTTAAAGATGTGAATTGGAAACGGACA
CCTTTAACTTCTGTTGTACAGTTTGGGCTTGGTGTCTGATGGCTGGTCAGAAAGTGTGCT
GGTGAAAAGCTTCAATCAATTTTTTTTCCCTTTTCAGTGTACTCCTAACACTATTGTCTG
CTGGGAATCGTTGGGATATCGATCTTAAAAAAAAAA
>CL1887Contig1
GCCACTCAAACCTTTTTTATGGGCTTTTAACAGGATACAAATCAACTTTCAGCAGAAATA
AGTTCCTAACAGACCATCAATACGTGACTTTTGCTAAAGAACAACCCATCCCTCTAATTT
CTCTTCATGTGGGGGGGCTCTAAAGTCCTGCAAGGGCAGGAAGGGATAATCAGGTATTTT
TAGGGCTCAACTTTGCAAAGACCAAAAATAGACGGCCACCCACTTTAAATAAACTGCAGG
CTTCTTATTCAATAAAAGCTTTACAGGGTTGAGCTTCTGAGCTTTCAGGGCCGGCGCTTT
AATTACAGGCGTCTAATGAGCACAAATGTCTTATTCATAATCATTTAACGAGTTTTTAAA
TCCACTTTTCGTGGAGGCCTTCAGGTCCGACGTCTGCTCATTAAGTCGGGTGTAAAAAAA
GGAGCTCCAAGCCGCAGGATTCAAGTTGAAACGACTCCATTTGCATCCATCCTTCCTGTC
GTTCAGGCAAAATCTATACGTTAACAGCTGTTCCCACTTTAGTCCGCATGCCCACCCATC
CTTAGGAATTCCTAAAGTCCGGGTGTTTTTTTCCGTCCATCTCATCCAGGCTCGTCATCT
TCTGCTGCCCCCCCAACAGTCTTGCCTCAGAGCTGGCGGCTCAGCTTCTGCGCCTGCCGC
TCCTTGGCGTTGAAGGCGTACTTTGTATCTTGAAGCTGTTCTATGACCTCCTTGGCCTCC
TTCATCTCGGCGGCGAGCTGGTTGTACTTCTCCACCAGCTCCTGGTTTTCCCTGCGGAGC
TCCACCACCAGCTGGCTCAGCTCCTCGCTCTGCTTCCCGCAGTGCTGCTTCAGCTGCTCC
ATCTCCGAGAGCGTCTCCTCCATGTGCTTCACCAGGCTCTCCAGCTTATCCTTCGACATT
TTTCTTTGAGGATTTTTTTTATAAAAATGTGTCTTCCAACGCCGCTCCGTCCCTGAGCTG
GTCCTGGTCTTGGATAATCAGCAGAGTCTAG
>CL1888Contig1
TTTTTTTTTTATTTATTTATTTATTTTATTCATTTTTAAAAGGGGTGAACACAGAATGGC
AAAGATGATTCTTATTTAACCCAGAAGCTGTAACACCAAAAAGCATGTCGCAAAGAGAAG
GAAAGATTTCTGTTCAGCCATTGTGGTACTTGCATCCGTAGCCAGACCAAGGCCAGCTGT
TGTTCCACGAGTCAGGGTGGCGGACCTCACATTTATCCAGTAAACTGTGCGCTGCTGTGC
GATTGTAGCAACAAAGTAAACAGGGCTCGTAATACTTGGTGGTACCCAGTTATACACAGT
GCTGTTTCCCTTCACGTTGGTGTTGGCATGAGTCACGGCACCTTGAGGATTCCCTGTGCA
CTGAAGGAATTTTGTGTCGGGAGGAGGAAGACTCCAGCTCCCCAGGGCATTCGTGCTGCC
ATCTGTCCGGGCTTCAAGGAGAACCCCCCTGTAGTCCGGTCCTTTAATGGTCACTGTTAT
AGGCTTGCCTGCTTCAAAAGTTCTACTGTTGGTCAGAAGGGAGTAGGGAGCTGGTGAAGG
CTGAGGCAACACTCCTACATGCCGGGGTAACATATCCTCACAGGCACCTGTGGGAGCACC
GTTGGGGTACCCCTGGACAGCGTGGAAAACTTGTAGGATAACATACGGAAGGAGTAACAT
CTTCATCAGACTGAGCCCTCGTGCCGAATTCGGCACGAGGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGANANAGANAGAGATANAGAGANANAGAGAGA
>CL1889Contig1
TTTTTTTTNTGATTCAAGACTTTTATTACCCTTATTACTTGAAAAGCAAAGACATGTTGA
AACACTGTAGATGCTGTGCATTAATCATATTCATAATAATGGTTAATGTCACCCCCCTCC
CCCCCCAAAAAAATTAACTTTCAGTGTTACAGTATGTATGCTAGTTTAGTCTATATTTCT
ACATTTTAATACAAAGAGACAGTTAAAGATCTGATTGGTTAAAACAAACGTTGAGCACTT
AGAGCAACCAGCAGAGTCCGTCATAAAGATTTACAACAACTTCCCCAACAATGATCGGGA
GGTTTGAGGAGACTGTTGATGGTGAAAAGAAATGCAAGCGCTGATATTACTGAGAGAAAC
TCCTCCCTGTCGGATGTGCTGTACCGTCAGTGAACAACAAACCTCAGAGGAGGAGCTGAG
CTCGTTTTACTGAGCTACAACTCGCCGCAGCTCAAAGCGGGTTGTCTGACAAAATATTCA
AGAACAGAGTATGACAGCAGAGTGCAACACAACACAAAGACGACAACGGTCTGTACACAC
TTGTTGGACTTGCCTTCGTTAAAGATTCTCCATAGTTTTCCTAATTTTTTTCCACGCCGG
AGGCGACATGTGGCGATCTACCTGCTGAGGTTTCCGAATTCACCGCGTCTGCGAGGCCAT
GGAAACCATGGCAATGATTGTGGTCGACAGAGTAATTTGAGCCACGATACGATGAATAAA
ACATGGGCTGGCGGGTTTCCTGTTGGTGCTGCAGGAGAAAAACCCGCCACTGCTGAAATC
TCAATTCCATCTTTGTTTTTTGTTTTTAAATCTCACACATTCCAACACATGTACACAATA
ATGCTGCCATTTCCCACTTGGAGGTATCAAAACAAAAATTAGGACCAAGCTGGCGAGTGA
AAACAGCCGTACGGAACTGAAAATGACATTAGCTCAGCACACCAGGGCCGTGAGAAAAGG



GCAAAGACTAGGAAGGATCGTACAAGTAAATGCCATCACATTTCCTTTGAGTCTTATTGG
AGAGAGAACGAGTTTTGTAGAAAATGTTGGGGTTTTTTTGTATACACAGAACTGATTGCA
GCATGTTTGTGTGTATTAATATACTATATGAGTGGGATGCTGCTTTTATATTGGGGTAAA
ACACAGTAGGCAATGGGAAAGGGATATATAGACAAGGCAAGGCAGGGTAGCGACGGCAAC
CTCCAGATCCTCAGCAGCTGCAGGGCTCTGACGCCTCGTGCCGAAT
>CL1890Contig1
GCATTTATTAGAGCAGGGATGCTTGCAGAAAGTTTTGTCATCATGTGGCTCAAACAGTCT
GACAGGAAAACTGCTCAGCCGTCTGTTTCAGTGCCAGCAAGCCGTTGCACAGTAAAGCTT
TAAGTTCACTTCATGTTTTGACCCCCCCCCATGCTGCCTCTTAACCCCTCCCAAAATTCA
AATATAACCCCCTTTATTAAAAGTAAACGCTTGCTGGGAATGCTGTCACAGATGGCTGAG
GGCATCGTTATCTTACATTACATTCTGTGGGGCGTGATTGTTCCACCATGACACATGTAT
GTCCATGTTTCTGCACCGAAAAAAAAGAAGAAAAAAAAAGGGCTTTCAAAAATAAGATTT
GAAACAATTTTCCGAAAAAATGCTGATGATAAACTCCTAGTTTGACATCGGACAAACAGC
ACAGATACTGTAGGGGGAAAGATATGGTGCGTTCAGCACGCTCATCTACATGTATGCTCA
AAAGACAGAACTATTTCTGCACTCAGCCATAGAAGAACAGCAACTTCAAATCCAGAGGAA
TACTTAAAGTCTAAGTAACTAGCTGTCAAATTCTTCACATCCAGTCTGAAGCTTTTGTTA
CACACACACACTCACATACGCGCGCACACACACATCAACAAAAACATACAATATTTGCTC
AGTGGTCCTGCAGGTACAAGTAGCAGTCTGTGTGACCTAAAAGGACCAGCCTAAAGATAC
ACAGGGCTCTGGAATGCCCTGAAATCACAGGTAGCACATCTGGATCAGGGAAGCAAGGCA
ATACTAAAACAAAAGACTTAAAAAAAGAAAAGAAAAAAAAAGAGAGGCATCAACTGTCAC
TGCACAAAAGCGGGAAAAAAAATATACAAAGCATGAAGTCACTTTGCTGGTTACCCATCA
TCAGTGAGTATTCAGAACCCGAATAATTACACTTTCAAAGCATGTTCTACTGTTTCTCAT
GTAGTGTCGTTTCACGCCGGGGTCGGCGATGTGGAGAAAAAGTCGAAGGTCTTCTCTACA
CTTGAGCTCAAAACGTTCCTCGTGCC
>CL1891Contig1
TTTATTTCAATTATGGTCTGCAGCAGCCGAGGACTGCAACAGGTGAAAAATGTCTGACCC
TGAGGCTGCCATGCAAAGCTGCAGCTCCTGCATGGCCTCCTCCTGCAGAGAAACGCAAAC
AGTTAGGAGCAAACAGGAGGCGCTTTGGGATGCAGATTAACTTTATTGCTGAGGAAGTTT
GAATGCTGGCTGGACGCTGCTGCTCCGGTCCACTAAACACACAGGATGGAAAACGGCAGC
AGGAGGAGAGACGTGATATCAGACCAGAAACGCCAGAACAGAAGCTCCAACGCGACTGTC
TGAGGATGAGAAACTCTGTTTTAGGAAAAGACAAACTTTAGAATCCATTCCCTCTGATAA
TGTGAGCAGCATTCAGCAGGACAAAGAATCTCATGCATGAAACTTTCTTTAGCCAATTTA
TGATTTATTTGAACCAGAATGAAGAATTCTAGGAGGAATTTCAGGCCTTTTTTGGATTCT
TTTATTGTATTTCCTGCTCTGCTAAGATAACTGCAGCATTGTTGGTCGTTAGTTTTATGA
AGAAAGAATTCATGAAACGTCACTAAACCAAACTCTCATGCTTTTTTCAGCCTGGTTTGT
ATTGATAGTTTGTTCATATGTCAAACTTTCTTTGAATAAAACATCAAATGTTCCAGCTTT
AGCACAAAGTCAGCATCAAATCGAGCATTTTAGCACTCATCCTTGTGATCCGAGCTCCTT
CTGTAGCTCTTCCTCTTCATTTTCTTGAAGGGGGTGAAGCTGGGGAGGGACTCCTGCTGG
TCTCTGACCTCCTCTGCATCCTGCTGGGTCTTTCCAGCAGCCTTGTTGTCCTCCTCCTCT
TCCTCAGCCAGGTGACTGAGGTGCAGTCTCTTCTCCTTTCCTTGCTGGTCTGACTCAGAG
ATTTCTTCCTTGAACGCTCGTTTGGGTTTAGAGAAGACCACCTTTTGCTGCTGGTCGTGG
GGGGGTTCACCGGGGGGGCGGTTGCCCTCTTCAGGCCGCAGACTGGACAGGAAGTTGTGC
GCCGCCCTGCGGTTCTCCTGATCAGTGGTCTCCTTCACGTCCTCCAGGCTGTAGCGCGTC
CAGCGATCAGGGTGCAGCAGGTAGTCCGGGACCCCCCTCTTCTTTGCAGGAGGGGGACAT
TTGGGAGGGGGCATGCTCTCCTCGGGGAGCAGAGGTGCCGTCTGCCTCTCGACGCCATCC
AGGCAGTCGAAGACGCTGCGGCTGCGGTCGGAGAACGCAGAGTTCCCTCCGCTCAAGACG
AACGTGCTCGCAGTTGAGCGGGTGGCGCCGAGAGCGCACGCCTCCTCGCCCCCGTCGTCG
CTGTCATCCAGCTCCGGGTCAAAGGGCGCCCGGCTCAGCTCTTCCTCGGGCTCCGACTCG
TCACTGGCCGACAGCTCAAAGCCTTCTTGGTCGTCGCCGCAGCTCTGGACGCATTTCTGC
TGCGACATCTTCAGCCGCGGCTGCAGCCGAACCCCGAGCCGCGAGGAAGACAAACCCGGT
CAGGTGGGAACCCCAAAACTTTGAAATAGCGCAGACCGCCGGCCGAAACCCTCTTCTTCT
ACGGTAGATCGTGTAATGTTTAACGTCATTC
>CL1892Contig1
TCGGCACGAGGCCGACATCACGGTCAACAACGTCCTCCTGCTGCCCAAGAACCCGGAGCA
CTTCGTGGTTTGTAACCGCTCCAACACGGTGGTCATCATGAACATGCAGGGACAGATCGT
GAGGAGCTTCAGCTCCGGAAAGAGGGAGGGCGGAGACTTCGTGTGCTGCACGCTGTCGCC
GCGCGGCGAGTGGATCTACTGCGTGGGCGAAGACTTTGTGCTTTACTGCTTCAGCACGGT
GACGGGCAAACTGGAGAGAACGCTCACGGTCCACGAAAAGGATGTGATCGGCATCGCCCA
CCACCCCCACCAGAACCTGATCGGCACGTACAGCGAGGACGGCCTGCTGAAGCTCTGGAA
GCCTTGAAGCCTCGTCCACGGAGACGGCCGGACCCTCAGCAGCTTCTCTGGCCCCCAGCC
TATCGTTCCTCTGTGTTTTCTGGACTTTCAGGATCACACCTGCAGGAAAGCACGAGTTCC
CCGGCATCAGTCAGACCCCCCCCCGGTGTCCGTTTTGATTCTTTTATCCGTCAGACTCAG
AAAATGTAAACGTCAGAGAAAAAGTGTAAGAAGAGGCTCGGATAGGAAGTGGTGCGTTCA
AGACACATTTTTTTCACATTTCCACTCTTTTGTAAATACTTTTTAGTTGTTTTTTCAAGA



ATACCTGGTTAAACAGCCGACGCTCTGGTCTGTTTGTGCAGAAGCTGAAAGTCTCGCCAA
AATAAGAGGCTGCTCAAACAGAACTTAAGATTTTTGATGATTCCACTTGAGCTTTAAGGG
TCACAGCGGCGTGGTGGAGTTACAAATGTCTCCTGTAACATGTGTCCATTTCACCATTAA
AGCTGTTTAACCAGAAAAAAAAAAAAAAAAAAAAAAAAAAAACC
>CL1892Contig2
TTTTTTTTTTCTGGTTAAACAGCTTTAATGGTGAAATGGACACATGTTACAGGAGACATT
TGTAACTCCACCACGCCGCTGTGACCCTTAAAGCTCAAGTGGAATCATCAAAAATCTTAA
GTTCTGTTTGAGCAGCCTCTTATTTTGGCGAGACTTTCAGCTTCACTTCCTATCCGAGCC
TCTTCTTACACTTTTTCTCTGACGTTTACATTTTCT
>CL1893Contig1
GCCACTAAGGGTGGCCCCTAGGAAGTGTTCAGGTTGACGTGACTTGATCTGGACCTGCTA
GCGCCTCGCAGTTAATCTTCTGGGCATCAGTGGCCTGGTTCCCCATGCGCCTTCAGGATT
GGTATATATTTTCTTCAGCTCCCCATGCTGTCTCCACGAATTTCCTCCGAACGCGATATA
AGGCTGAGGATGACTGTCACTGATGGTCTCACTGTTCTGCCTCTATGCCTCTCAGTGGCG
TCTCTTGGCCTTCAGTTGGCGCTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGT
TTACAAACGTCG
>CL1893Contig2
AGACAGCGCGTTCGTTTCGCCGCAGTCGCGTGCATCTGCAAGGGGTGTGCTTTCCGCGAT
GTTCTGGATGTCCGTGCCCCCCGATCAGGGGTAGTCCGGGTCTTCTCGTCTGCCGTGGTC
ACCCCAATTATCCACGGTGAGCGTCATGCAACACTTTTCCCGTGTAGTTTTCTATGGCTG
CGTCTCACTTCCTGTTTACTTCGGTGACGTCACGCCCCTAAGGACCCTGGGAATTGTGGT
TTTGACTCCGGGTCCTTCATGATGCACTTCTGATTCCTTTTCTGCTGCGTAGTTCTGTGT
CGTCCGGTTGTTTTTTTCAGGGGTTGTGGGGTCCTTTCTGTGGTTGTGAAGGCTGGCAGT
CCTCGTTTGGACAAGTTTCTCATGCTGGCTGAATTTATCGTGGCTTTTAGCATTTGTTTT
CTGTTGCTCATTTGTTCTTTGGGAGCTGTGTGTAAATCTTATCTTTAATTTGATGCTGGC
TTTATTATTATGGCGTTTCTTCTGTTTGTTTTCTTCGTTGTTGTAGCTGCTGGTTAGTTA
GAATGTGAATCAGTGTCTCTTGGACCCGTCTCTGCTCTGTGGACATTTTTCCCTATGATT
GGTCTCTCTTATGCAGCGTCTATGGCTCATTTTATTCACTCAGCGATCCTCGTTCATTGC
CCCCGCACGTTCTGCATCTGGTTCTGCTTCGCCTGTTTTTTCCCCGCTCTGTGTACCCCA
GTGGGTCCTGCCCTGTCCTCAGGGACTTGCGTCGGCCGCATTAGTGAGTGTGTCGGTCTC
GTCGCGGCCTTGTTTTCTCGGCTGGACAGTTAATTTGTTATTCTCTCTCTAGTTTGGTTG
GAGGTTTGTGGGGGCTATGTGATGGATTCTTCCGGGGCATCGTTTTCAAAGCCGCCACTG
AGGGTGGCCCCTAGGAAGTGTTCAGGTTGACGTGACTTGATCTGGACCTGTTAGCGCCTC
GCAGTTAATCTTCTGGGCATCAGTGGCCTGGTTCCCCATGCGCCTTCAGGATTAGTATAC
ATTTTCTTCAGCTCCCCATGCTGTCTCCACGATTTTCCTCCGAACGCGATATAAGGCTGA
GGATTACTGTCACTGATGGTCTCACTGTTCTGCCTCTATGCCTCTCAGTTGCGTCTCTTG
GCCTTCAGTTGGCGCTCGAGGTGTTTGCCGGTTTTACCTTTCCGTTGTCGTGGCAGTCCT
CATAAAATCGACTTTATCGCCCTGTACTGGATATTTGTAGGCGATGGGTGCCCTTCATTT
TGCATGTTATCGATGATT
>CL1894Contig1
ATGGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTCGACAGAAACTTTATTAAACACATCTT
TGTACAGTAAATGAAGCTCGCAGATGCTCCTCTTACAGTTTGGGGGGTCCAGCCACCCTC
CAGCCCTCCATTTTACCCACTTTGGTTAAGAAGGCCACCGTCCCCAATCCCAGACATGCC
GACGTCCCCGTTATGGCGCTGTGAGTTTTGGCTCCAAGGAAGATCCCAGAGGCGCACCCC
CCGATAAAATAATTGAGCGGGTCGTCCGGAGCGTCACGGATCTGAGCGCTGAGACATGTG
GTCATTCCAAAGATTGCTCCCAGAGCAGCCATGGTGACGGTGCCATTGGTGGCTCTCTGT
ACAGCTTCCAGAGCCGAGTCCGGCTGCAATGCCACCATGTGATAGGCTGAACCCACCAGA
CCCAGAGCCGTGCCCAGTTTGGTGGTGATCCATGTCTTTTGGACACAGTCCGAACCTTCA
GGAAGGTCCCAGTACCCCATCTGGATCCGAACAAGGTCAACAACGGCCTGACTGCGGGCT
TCTTCCCCCGGCCATA
>CL1895Contig1
GTTTTTTTNTTTTGGAGGCACAACTTCTCGTCACTAGTGAATGGGTGGCCAGTCCGAGGG
AGGGGGGGTTTAGAGCGCGCTCTGCTTTTCAGTCATCTTCGTCCTCGTCCTCGCTCTCCT
CGATGCCGTCGCTGTCCTCCTGCTCTTCGTCCTCTTCCTCCGTGTCAGGGATGTCCCACT
GTGGGTGGTTGTCGAGCATGGCTTTGGCCTCATGGACCTCCAGCTTCAGAGGCTTGATCT
GGTCCAAACCTAGGTACGAATCCGAACGGAGGATAACAGAGTACTGGTAGTTTCCAGTTT
TAGACGGAGCTGGAAACTTTAATTCCACCTCTTCTGTGTCTTTGAGTGTGCAGACATGGT
AAGGCATAGAGACGAGCGTCTGATCTCTGCGGTCTGCGATGTACAGCCACCACCACTCCT
GCTTCTCTTCGGGGAAGTAGAGGCTATAGACTGGATGTGTCACTTTTGACTTTGTTTCCA
GCAGCGCTCGCTCTCGCCGCTGGATGCTTTGCTGCAAGGCCTCCCACTCCTCTTCGTCGT
CGCCCGCTATTTCATCAACTTCTGTGTCGCTGTGTTTGTCGCTATCTTCGTCTCTCTCGC
TGTGAGAATCTTTATTGACTTCGGCCTCATCTGACTCGCTGCCTTTATCCGAGACGTCAT
CATCTTCCTCTTTTCCTGCTGGCGCTGCTGTTGAGGTCGTTGTAGTTGGTGGATTTGTAA
GCTCGTTTCCTGTTACACTGCCATTCGCCTGCTTGGTTTTGGCAGGAGCAGGGGTGGCCT



TCTTCTTTGTTAGCTTTTTCCTTTTGGACTTGGCTGTCTTCTTTGCACCTTTACTTTTGT
TTTGCCACACTTTGGTTTTGGATTTGTTGGCATCTCCTTGCGCTTCCTCTGTGTTTGCAC
CCTCTTCTCCTTGACACGATGCTGACTCTTGCTCTTTTTCAAACACATCAGCCATCCGCT
TTCTGGTTAAAGTGACAGTTACTGTGACAATTGAGCCCGCTGTGATGTTATGGCTGTCTT
CATCATCAAGAACCTGTAGTTTGGTTTCCATGGTGATGCTAGGAAAACTGCCCAGGACAC
CCATGACCTCATCGTACTTCTCCTCCCCCAGGAAACGCAGCATGCTGCGTCTGTCTGAGT
CCTTCAGGCTCACGAGGTCCTGTAGAGTTCGCACCTTATACTTCTTTGAAATGCAGTAGC
GCAGGTGCTCCTCCTCAAAATGAGGAAGCTGCAGCAGCGGCGACTTGGACTCCTGCAGGC
CTTGCACCCTCATCTGAGTCAGCTTCATGCAGTTCTCGATGGTGACCAGTCGAGGAGCAT
GGAAACCTCCTCTGCTGTTGGCCATCATGGTGAGATGGCAGCCCACATTGATCATCTCCT
GAAGAAGAGCTGGGCTCTTCCTCACCACAAACCTTTGATCTTCCTCCAGTTCCTCTGACA
CGTCCATGCGCGCTAGATGGGATAGCAACAAGACCCGAGCCTTCAAACTGTAGGGGTAAC
AGAACGGAGGCTCCTTCTTTTTCACGTTGATGTTGCCCAACTCGCGGATCAGCTGTGGAA
CCCCCACATTATCTGTGGGTCTTATGGTTGCCTCTTTGTTGCTGCGAGGGTCGAACTCAA
AGGCTGCAGTTAGCACCATCGTTAAACGTTTCATGTTCATATTGGCGTCTGCC
>CL1896Contig1
ATTTATTNCCCTGATTGTTTGATTTGGAGTTNTCCGAGAGTCGTCCATGCAACAACTTCT
TCATCACACCTATAATTAGAATCATCTCAAAAATATTTACACACACAAAGAACTCATTTC
AGTGGACATATATTACACGTATTGTTACAGGCAAAATATAAAACTAGCATTTGTCTTTGA
CATCAGTACACAGTGGCTGTAATATAAGTTCTCTTGCATGTAAGTTTACACACAGTAACT
ATGTAGTGCATAGTTTCCATTCATTTCTCATCTTGATATTGCATAATAAATATCAACAAA
CTGTTAAAACTTTAAGAATTCCACCAGAAGTGCTATGACAGCTCGATTAAGACAGCAGAA
AGAAACCAAAAAACATCCCCCACAATTGAAAGTCACATTATGTGGCCCTGAGAAAGCCCA
TCTAACCTGGCTGCAGCTGCAACCAAGTACCTGCACAGGTAAAATGGGTCAAACCAGTTA
GATCCATAAAGTACGTGAAACTTATAAAGACTTTTTATGTTGGTTGGGTTTTACACAAAC
CGGGGGTTGGGCGACCTGCATTCTTTGTCTGTCTGCTTATTAAATTTTTTTACACAAACC
CAACCAACAATGTTAAAATCTCACTAAAGTAGATTACAATGTTAAGAGGTTTTCTGTTAG
GAACATAGGAATAAAGTCTCCTGGCCAAAAAGGTTTTTCTCCAGTTACCCGTAAAATTAT
TCAATTTAGACCCTCGTGCCG
>CL1896Contig2
TTTTTTTTTTACTCTGCTTTAGTTTCTTATTAGACCTGCATTCTTTGTCTGTCTGCTTAT
TAAATTTTTTTATTACATTTTGTGTTTGTTATTCCCCATCTCTGAGCGTTTTTCCTTCAG
TGCTGGAGAAGGAAGTTCGTCGCAATATTAATATCATTATTCGAAGCTCTGAGGGCCTCC
AGGGCATCGGTTCTGGAAAAGCCCATTTCCACTAACCGTGCCACCTGTTCCTCTGCAACA
GGAGAATTGTTCAGTGATGGTGGCTGAGGGGACTGGTGTGTCTGAGCCTGAGGTTGGGGC
TGCATTGGGGGTCCATTCTGCCCACGGTGCCTCAGAGAAGATAACAACCTGGTCCACTGT
AATAGCCCAGCCTGAGGCTGACGTGTGGCGTTCCTTCCAGCCTCGTTATATTGGGCCAAG
AGCAGCTGCTGGTCCAGCAGATCCATTCTCTGCTGCCTCTGAATGTCCAGAGTGGCCCCC
ATCCCCAGAGGCGTCTCATTGCTTGGCTGGGAGCTTGAGACGATGGGCTCCAGAATATAC
CGGGCGATACGAGACACCCATGCAGGAACAAAGAGAATCTTCTGGACCCACAAAATATTG
GAGAGGTACAGCCCGCCCGAGACCAGTCCACTAAGAGCAAG
>CL1897Contig1
TTTCCGCCTCCGGGGGACCGTGCACTTCTGCTTCACATTAGATTCTTTTAAAAGGTCACT
AAATGTTTCACATGAGTGTTTTCAACTTTCAAAACTGACAAGAACAAAAGGAAACGATCT
CAGAACCTGTTGGGGACTATTTTGAGATCCCTTATCTGGATGTGATCAAAACTCCGTCTC
AGTTCCAGCCGTGCGCCGTCAAACAGGTTCATCACGGGGCAGACTTGTTTTGGGACGATC
AAGCCCCCTTTAAGCCCCACCCCCAAAAATGAATCAAACTAGTATTCCCACGTTTGTAAT
TATATCAAATCCTTGCCGTTAGACCAAACGGAGACACGCCGGGAACCTTTTTGGAGCTTG
TGAACCTTGGTATTACTTTTAGCATGGCTTTGTTTGTCGACAAACTCTGTTTGGGTCAAT
TAAACACTTTGGACTCAAAGAAATACCTAATTTCATCACAGCAAATGGTTTCTTTTAAGC
CCCAACTGTTTGAGGCTCCGCCCCTAAAAGCTTCCAGCTGTTTTGATAAGACTTTATTTA
TTGAGTAAGCTGATTGGTCTAGAAGAGCTGCAGCCAGTCAGCCGGCGTCCTGAATGATGA
TGTCATTCTGCAAAGGGACGAAGAGCCACACGGCTGCTTCCACTCTGTATTGTTTCACAT
CAGCGTTCGCTTTGGAGAAGAGCAGACATCCAGGCAGTTTTCTAGTTTACAGATGAAACA
TCACAACAGGAGTCTGAAAAGCCACTGATTCACCAAAAGAAAAAGAAAAAAAAAAGTCGG
TCATGAAACCGCCCAACTGGTCACTACACCGTAATCGTATAAACACAAGAAGAGCGTCGG
CGTGGAAACGACGGAGATCCAACGGCACAAAACATCCAACTCAGCAACACGTTAAACTGG
AATGTCATGCAAGTAAATACCAGCAAGGAGGAACTGGGAAAGCACAGAAACCAAACCGCA
GCCGCCGTGTCAGCAGGGGGGGGGTCGGCAAAGCTCGCACAGAGAATCAGAACATGCTGC
ATGGTTGGGGGGTCTGAGGGCGGGAGGGGTAGCTACACTCCAGAGAGAGGGGAAAACAGC
CCGCCGGGGTTTTCCTGCGTCCGTCCTCACTCGCAGCAACGTCGTGCAGAGAAACAGGAA
TATTCACATTCAGAACACAGGGGGGGCTCATGCCCGCCGTTAAGAAAACAACAGCTGAAG
GAGCAACCGCAGCCAGAACAACACCGGGACCAGGGAGCTAACACTCTATATCTGACGGGG
GG



>CL1898Contig1
CACGAGGAATCGGCCAGTACGTGTCCCACGACCCCCACCAGTGTGGAGCAGATAGAATGG
AAGCACTCAATAATAGACATAGACAAGATGAGTAAGGAGGAGCTGCGGAAGGAGCTGGAA
AGGCACACCCGTGACATGAGATTGAAGATAGGAAAGCAAGCGCCTCCGTCTCCAACCAAA
GACAGGAGAAACAGCATGGGCTCACCCAGCAGAGGACCAAACAGCCCCGTTCGCAGGATC
AGCCGAGTTGAGAAACGTCCCTCTGGAGAGAAGAAGGTTCTGGAACAAAAGTCATCAACA
GACATCAACGGATACCAGATTCGAGTCTGAACTGTAAATTGCTTCTCAAACTAGCCCCAC
ACTTTGACCTGTGTGTTGGATGGGTCACCAGCAACTTTTCTTCCTAAAACACCTTTGTTT
GTACAAGTTTTTTCATGTAGCCTTTAAATGTGTACAGTAACTGGTGCTGACACTGATTTT
AGTATAGGAAATGTACAGAATTGTTTTTTTATTAGTGTGGGATAAAGCACCATTGAGTGG
AAACATATTCTTACACATATCTGTGCATTCGGGCCTGTATGCAGTCTGTATTTATGTGCC
GAGTGTGCAAAACCATAGCGTGTCGTACAAATCCACCTCCACTTTGCTGGCGTCTACCAC
ACATGTAAGTACTGGTTTATAAACCGCTGCCTGTGCCTTGTATCAATGTTTAAATCAAAA
AGTTCTTTATTTTTCAGTCTTGTTGCCTAATCAAACACAAAGCAGAGAAATGTCTTCTTT
TAAATCCCTATCAAATAAACTAAAACTTGAGGCAGTCTGCCAGCATTTCAGGCTGGCGTG
TTTGTCGCCCTTTTCTTTAAGAAATGTTAAGATCCAGCTGGAAGCGGGCCAATAGACTGA
GGTGGTCAGAGGGGAAGATCTGGTTGGGAAGACCGTTCATGGACCACAACATGTCCTCCG
GCAGGAGAGAGAGATATCCGGTAAGCTTCAGGCCTTCACCGGGAAACTTTTCACCTGGTT
TTTGATGAGAAGGACATGTGCGTTTTGGGGTGTAGAAGATATAGTCAACAGTGGCTCCTA
CTTCAGAGTGCAAGGTCGTGACCTCAGGTCTGTCCACGTCTGGACAAACATGCTTGTAGA
CAGATTCCAGGTTGAGTCGATGCTGCAGAATGTCCCGAAACCTTTGGGGATAGTGATTTG
GCTTTGACGCATCTGGGGCAAGGTCAGTCACTCCTGGAATCAGAACCAAGTCTGGAGGAC
GGGAACACGCAGCGGGACAGAAGCGCAGCTGCAGCATGAAGTCGTGGCTGCTTTCAGACT
GTTGACGGAGGTGTACTGGCAGCTGTCAGTGATACCCAGGGAGCCAGGCAGCAGTGGGGC
AGACAGTCTGTGACAACTGGGCTTGTATGACAGGTCCTCCTGGCCTGATACCTGTTGGAC
ATGAACTGTTCAAAGGTGAGTGAGCCAGCTGCAGAGAAAAAAACTAATTGTGTATTTTTC
TGTGTGTTCTCACCATCCATGCTGGCAGTCCCTGATAATAGAGCTCACCAGTGACAATGA
GTTGGTACAGAGGAGTGTTTGGAAGGGAGTTAAAGTCTCCGCACAGCACAACATTGCAGT
GTTCACCTTTGACCTTGCAGGACTTCACCACAGCATCGATTTCTGCCAGCATTATTGCTA
ACTGGGCCAGTTTGACGTCCCCCCTGCGTGGGTTGAAGAGTAGGTGGGTGTTGGCCAAAC
ACAGCGGCGGTCCGCTCTCTTTGAGCGCCGCACCCTGAGCCACCAGCGGCCGAAGCAGTA
AAACGATGCCCACGTTGTGCCGGTTCAACAGCCCCGTCTCCGACCTGAAGAACTCCAGTT
TAGTGAAGCTAACCTCAGCGAAGCGTTTGCTGCGATAACAAACAGCACAGCCATCTGTTT
TGGTCCCTGTGCGAC
>CL1899Contig1
ACAGGTTGTGACGTGGTCAGTAAAGAAAGGATTTGCAAATGGAGATGGCGGAGGTTACTC
TTTAATCACACAAAGGTATTCCAGCTCCATCCAGCCATGTCTGAATCTCTGTACGAGAAG
TTTCTGGCTCCGGAGGAGCCCTTTCCTCTGCTCTCTCAGAGAGCCAACCTCAGTGATGTG
GGAACCTTCGATGTCAGCGATTTCAACTGTCAGTTGTCTTCTTGCCACAGAACGGATCCA
TTACATCGTTTTCACAGCAACAGGTGGAACCTCACCTCCTGCGGGACCAGTGTAGCCAGC
TCGGAGTGCAGCGAGGAGCTCTTCTCCTCCGTTTCTGTGGGCGATCAGGACGACTGTTAC
TCTCTGCTGGATGACCAGGAGCTCACGTCGCTGGACTTGTTCCCTGAAGGCAGCGTTTGC
AGCGACGTCTCTTCCTCCATCAGCACCTACTGGGACTGGTCTGACAGCGAATTTGAGTGG
CAGCTGCCAGGAAGTGACATCGCCAGCGGCAGCGATGTCCTGTCCGACATCATCCCGAGT
GTGCCGAGTTCACCCTGTTTGTTTTCCAAAAGGAAGCCGAAGCCCCACCCCCACCGCAAC
CTGGACGAGCTGCCGTGGAGCGCCATGAGTAATGACGAGCAGGTGGAGTACATCGAGTAC
CTGAGTCGGAAGGTCAGCACGGAGATGGGCCTGAGGGAACAGCTGGACATCATCAAGATC
ATCGATCCGTGCGCTCAGATCTCTCCCACCGACAGTGAGTTCATCATCGAGCTCAACTGT
CTGACCGACGAGAAGCTCAAACAGGTGCGTAACTACATCCGGGAGCACGGCCCCAGGCAG
CGGGCCAGCAGCACCAGAGAGGGCTGGAAGAGGAGCAGCCACAGCAGCGCCAGCACAGGG
GGGGTCAGCGCAGTCAGCAGCAGCAACGCCAGCATGGTCAGCTCCGCCAGCTCCTCCACC
GGCTCCACCGCCTCCAACTCTGTGGCAGGTGGTCCGGCCTCGGCCTGCAGTGGGGGCAGT
GCCGCTAACATCAGCAGAGCTCACAGTGACGGAAACCTGTCCAGCGCCGCAGAGCGAATA
CGAGATTCCAAAAAACGCTCAAAGCAGCGCAAACTTCAGCAGAAAGCTCTGCGCAAGCGG
CAGCTGAAGGAGCAGCGGCAGGCGCGCAAGGAGCGCCTGAGCGGACTCTTCCTGAACGAG
GAGGTGCTGTCGCTGCGGGTGACGGAGGAGGACGATCACGCCGACGTCCTGGACATACTG
ATGTGACAGCAGTGAATCAGTCAGTGCTCCCTCTGCGCCCGCTCCCCCTTCCCCGCCGCC
GCCCTCAGCCAGCCCTGCTTCCAGCAGCCTGTAGCCTCGCTTCACGTGCTGATTTGTTTT
GTGCGACACACAAGTGCTTTTAGTCCCACTTAAACGTCTGCTGTTTGTCATGATGCTTAA
ATGCTGCTATCGCCCTAAAATAGGAAACTCTCCATACTGTAAAAACTAGAAAAAAAAAA
>CL1900Contig1
ATACAAAGTGAAGGCACTTCAGACGAACAGCAGAACCTTCTAGAACCTCAGAGGACAGAC
GCCGTATATTACAGAGCAGCAGACCGAGAGCAGCATCTGTACAAAGAAAGGATCTCTGCA
TTAAAACTAGACTCTGATAAATATTCAAAATACTGAGATTCTCTTTAAATACGAACGGAG



GACTTCTGTGGAGACGGTCTGAGGGCCGATCCAACACTGGGTCAGAAAACTCCTGATTGG
TCAACAGAGAACAGCAGAAAACAGTACAAAAGGAGGATCTGAAGGACACTTTGGGCTCCT
CATGGAGGCAAACATTTGTAGAAATCTCATTGGTGGTTTGAGGCCAAAGCAGCACCTCAA
GGTGGAATGGGGGGGGCTAATCAAAGACGCTTCTGCGGGTGGGGCTGGGCGACGCCTTCC
TGCTGAGCCGAGGCGTTCCCGGGGACTGAGCTTTGGAGAAGTTGACGTGTGCATAAAGCA
GCACGGCGATGTCCTTATGCCCCGCCTCCAGAGCGATGGACAGAGCGCTGCTGCCGTCGC
CGTCGCTGAGCGTGGCGTCGCAGCCGGGCTGAGCCAGCAGCAGCTTCACGATCTCCACGT
GTCCGTGCTCGCTGGCGCACATCAGCGCCGTGGAACCCTCGTCGTCCTGGACGTTGACGT
CGGCGCCGTGGGCCAGCAGCGCACGGACCATGTCCATCCTGCCGTGACTGACCGCCAGCA
TGAGCCCCGTCTGACCCGCCTGGCTGGCTCGGGCGTTCACGTCTCCCTTTCCGAAAAGCT
CCTCCACCACGCTCATGTCTTTGGGCGTCTCCACGGCTGCCAGCGCGGCGAGCATGATGG
GCGTGTAGCCCGCCTTGTTCTGCTGGTTGACGTTACACACGTCTGCGTCCAGCAGCGTCT
TCACCACCTGGAAGTTGGAGTGAGACACGCTGTAGTGCAGCGCCGTGTTGCCGTTGCCGT
CCGCCATGTTGACGATGTACCGCAGCACGGCCGGCGAGACGGCCTCAAACCGCCTCAGGT
AGTCGTCCACCATGGCGGCCAGCGCCGCCTTCTGGCTGGAGACGCGGAACCACTCGTGCT
GCAGCGTGTTGATGCAGGCTCTCAGGTCTTTACCGCTCACGGCGTTGGGGTCGTCCAGGT
GGGCCTTGAGCACGCCGCACGCCACCGCCATCTTCTCACTGAGCTCATAGCTCTCCCTTT
TCTTCTCACAGCTTTCCTCTTCCTCCTCCTTATCCTCATCCTCTCCTCCCTCGGTGTGGA
ATTCCTCCCCCTTTCCTCCAGCT
>CL1901Contig1
GAGACGGAACATTATTTTGAAAGGGAGAGGGAGGAACCACTTCCTGTGATGTTTTGAAAG
GCACAAAGCCAGCTGCTGCTCTCCAGCTTCCCCTCAAAGTCACGGCCACGCTGGCGCCAA
AGCACAAAGGATTCTGGGATTCTGCAGACCAAAGCTCAACATTCAGGTTAAAAACGGCGT
TTTTCCTAAAGATCTTCATGCAGTCGGAGACGATAACATCTCAGAGAGGATTCAGCAAAT
TCTAACACTTTTGGAGAAGTTCTCCTGGATCCGTGTCAGTCCACCAGAACTTCCCTCCCA
GCCGCAGGTCAGAAACCCAACAAGGTTCTGGTTTCAAAATAAAACTGGTTCTTTCATAAA
AAAACAGATTTTAAAAATGAGACGGTTGCAGAAGGTTCTGCAGGAATCTGCAGAAACAAA
CCGGGTCGAACCAGCAGCATCTCTCCTTGCGGCGCCGCTCTTCTGCACAGAAAGGTCCAA
CAGCGACTCGGTCTGGGTCACCCATGGTTCCAACCGCGGGTTTGAATCCCTCTTACAGAC
GGCAGAGGTGCCTGGACGTTCCTGCAGCGGGATTCTCATGTTTGCCCCCCCCCCCCGTCA
>CL1902Contig1
TTTTTTATTCTCTAAAGNCCCCCACAATGATGAGAGTCNCATTCAATNTCAGCAGATGGA
ACATCTTTGGATTCTGAACATTCTGGACGTGTTGCTGACCGCTCATCGGCCCATCTTGTC
ATAGAGCTCCAGCTTGATCATGGCCTTGCCCTCGTTTGACATGCAGGCCCGCACGTCTAC
CTCTTTACCTTGGAACAGCAACCCTGAACCGTTGGCCTCTTGGCGCACAAAGTTGGTGAA
ATCGTTGCTCTTGTACATGTGATCAAACAACTTGTCATCGCAAGCTCGCGTCTTCTCAAA
GACTCCCACGCCCAGCCAGTTCTTGTAGAACGAGTAATCAAACGGCACCGAGAACATGAT
GGCCATCAGGTCGCTGCAACTCCGCAGCCGCATGTCGACCATCTCGTAGGTCAACACGCC
CACAGCGCCCGTGGCCGTGTTGTCATCTTTGATGAAAGAGCAGACCTCGGTCTTGGCGGT
GCGAACGGTGGGCTGTGGAGGGCTGAAGGAAAATCCGCTCTCCATGTGAACCTTTGGGTT
GGCGAGGCAATAGATGCTGCTGACATTGGTGATCTCTATGGTGCAGTTACGATTGGTGGC
AAGGGTGACGGAGTGGGACTCTGCAGTCTCAGGCATGGTAGAAGCTGTTTTAGTAAGAAA
GCAGGGAGTCTTTGGGAGAGAAGTCACAGTTTGGTCGGGAGACGAGTCTGAAGCTACACC
CTGTGTGTCGAACCTCAGGCATGAGCTTCAGGTGGGTGTGTCCACCTGAACCTCGTGCCG
A
>CL1903Contig1
TATAAATAACCCTTTTGGAAAAACTGATTTTTCTTTACGCCTTGCAGCATTTTACAGTAC
AGAGTCAAGTGAATACAAAAATGCAATAATGCAAACACAAACAAAGCTTCTCCCTTTTCT
CATCACAAACACCGGCATTGTGACCCTATTTTTTTTTTTTGCNTGCNCAGTACCATACAA
TTCCAAANGGTNTTTNTCCATGTTNTNAAGGATGTCANCTNTNTTGATNCCATTGAAAAA
AGCATGCTAAACAGTTANTAGGNGGNCATGCCATGTTTNATNGGNGNGTTTTCCNTTTGG
AAATACAAAAACTAGNGTTTNTGCTGCAGGATTNATTGTAANGCCCTTTGANCTAAAACA
ACTTTTGTAACAAATCATTTCAATACAAATNTTTCCAAATACTTNTAATATAAAGTNCAG
CTACAAACCTAAAANGCTTNTTTTTCATTNAANAGTTTTGCATATAAAAGGGGACAGTTN
ACCAAACTAAGGTTTTGTTTCACTTNTGTTCAACCTGATTNAAAANGTTTNGGTTCCGTN
AAATATGTTTNGTTTNGTTTTTTTNAAAAACTGTNTCAAAAATTTNT
>CL1903Contig2
GTCTGGCTCGTCTCATACCCTAACCCAAGCAGCTCCTCTGAAGCACTCCGCATGTGTGAG
AAGAAAAGAGGCCAAAGTTTAAGGACTGTTTCCAAAAAGATATACCTTCATTCACATAAA
ATATTATCTCTATTGTTATTTTTATGTCCTTTCCTGTATTAAGCTTATACTTAACCTTTT
ATTTGAATTATTATTATTTTTTTAATCGAAACTTTTTCTTATTTTAGTTTTAGCCAGACT
GAGGGAAACCTGCCACAGCCGTACATACTGGGAGCTGTTTACATATCAAGACTTGTTAGA
CTGGAGTCCCAAAGTCTGAATTCTGAGTGGGCAGTTTTCCATTGAAAATCCTCTGTCAAG
GTTATCCTGACACTTAAGCTAGCTTTCGCTCACACCTTAAAGAGAAATTTTTGATACAGT



TGTTTTTAAAAAAAACAAAACAAAACATATTTAACGGAACCAAAACATTTTAAATCAGGT
TGAACAGAAGTGAAACAAAACCTTAGTTTGGTAAACTGTCACCTTTTATATCCAAAACTA
TTAAATGAAAAAGAAGCATTTTAGGTTTGTAGCTGTACTTTATATTAGAAGTATTTGGAA
ATATCTGTATTGAAATGATCTGTTACAAAAGTTGTTTTAGCTCAAAGGGCATTACACTAA
ATCCTGCAGCAGAAACACTAGTCTTTGTATCTCCAAAGGGAAAACACACCAATCAAACAT
GGCATGACCACCTACTAACTGTTTAGCATGCTTTTTTCAATGGTATCAAGAGAGCTGACA
TCCTTCAGAACATGGAGAAATACCTTTTGGAATTGTATGGTACTGTGCATGCAAAAAAAA
AAATAGGGTCACAATGCCGGTGTTTGTGATGAGAAAAGGGAGAAGCTTTGTTTGTGTTTG
CATTATTGCATTTTTGTATTCACTTGACTCTGTACTGTAAAATGCTGCAAGGCGTAAAGA
AAAATCAGTTTTTCCAAAATG
>CL1904Contig1
GCTGGTGTGCCGCGGGATTTTTTTAAGGTTAAAGTGTGCCGTGGCTCANAAAAGGTTGAA
AAACACTGGTCTAGAAAACGTTAGGCTTTTTTGGTTTTAGATGAATAGAAGATCAGAGTG
GGTCTTTCAGAGAGGAAGAGCTCCTCACTTTTGATAAAAAAGTGATTCCTGAATAACTCT
TTTCCGATTCTGAGGCACAAACTCGCTGCTTCCCGGCGCCGCTGCCAAACGCCTGCTGCC
GCTCTGTGAGGAACAAACTGCAGACACACACGGGATCCTTAACAAAAACTGTATTTGCAA
AAAGAGTCAAATCTGCAAAGACGTTTTTACAGTGACATTTACAGAGGCGTCCTGCTGCGG
CGGGAAGTCGGGCCGAACAGGTCGCGTCGGACGTGGCGAGGAAAACCTGCGGATTCTCAG
CAGCTGAGGTGACCGGTTCGAAAACAAAGACGTTAAGGCATGACAGCTAACTGACAGGCA
CAGAACAGGAACTAAAAGGCTCTGAAATCCTTAAAATAAAATAAAACCGCGTATCTGTTA
AATGATCTTAAAAGACTTTGATCAGCCGTCTGTTGACACTAAAATCAGGGCGGAAAGGCT
CGACTCTTCATCTCAGGGACCGGAGCTCCACGTCACGCGTGTTTACATGAACACAGAGAT
GACTGGAGACTTCTGTTGACCTGGTAAAACGGGAAACAACAAAACCATCGCTCTTCCTGT
GACGCTTTTGGATCAACGGAGCCGAGAAGTTCCGGCTGTTGGTTCCATCGCGGCTTTCAT
AAACCGACTTCACGCCACGAAGCAGATCCAGAACGCCAAACAGCCGTCTGGACGTCTGCC
GTGGAGGTAAAGCGGCTTTAAACTTGGCCTGAAGGAGAGCAAAAACGATCAATTTAGTTC
TTCACATTTAAGAAGTTCATCCTCTGAGGATCAGAGCTGGAAGAACCCGATCATCTGAGC
TGATTCTTCTTTGTTTTTTAAGGTGAACCTGAAGAAACGCTCAGAGACTGGCGGGTGATC
CCGCGATGAGGCGTTAAGGAGACGGGCGACGCAGCATGACGGCATAAAAATCCACATCGT
TTACTGTAAACAGCAGCCGGAGAGCTGCAGCAGAGAGAGAGGTGGGAGCTGGAGAAGAAG
AAAGGAAAACGGCGCCTCTTTTAGCTTATTTTCTACACGGAGTTTCAGAAATCAGCTGCA
GGAAGTGGCCTCGGAGAAGCCGAGCTGCTTCTCCCGCTGCTGTCTGAGTAACGTGCGGAC
TAAAAATAAAAAGGTTTAGTGTCTGCTCGGCTGAAAGCAGCGTCTATCTCCACAGTGCTT
CACAAAATCATCACTCTAAAGAGGAAGAACAGAAAACACAACAGTGGCCTGTTAAACAGA
TATATCTCTATGTTCATGTCAGGAAAAGAATCATCTAGTGGGATCCAGTGTTTAGGTCAA
AGCTCTCGTCTCTCAGTAGTAGCTTCTGGATGAAGATAGTGTTCGGTTTGGGAGAACGTC
TGTGGAGGAGGAGGCCCAGAAGGGACATTCTAGACCCCTTCAGGGCGTCCGGCCGATGTG
CAAAAGCAACGTTCACTGCAGGATTGGGGTGGAGCGTCCGGCGGGGAGCTGCAGCTGCAC
CTTCAGCCTGCAGCTTACTGCCTTTCGCTCAGGGCTCCCAACGGTTAA
>CL1904Contig2
TTTCCTGACATGAACATAGAGATATATCTGTTTAACAGGCCACTGTTGTGTTTTCTGTTC
TTCCTCTTTAGAGTGATGATTTTGTGAAGCACTGTGGAGATAGACGCTGCTTTCAGCCGA
GCAGACACTAAACCTTTTTATTTTTAGTCCGCACGTTACTCAGACAGCAGCGGGAGAAGC
AGCTCGGCTTCTCCGAGGCCACTTCCTGCAGCTGATTTCTGAAACTCCGTGTAGAAAATA
AGCTAAAAGAGGCGCCGTTTTCCTTTCTTCTTCTCCAGCTCTGATCCTCAGAGGATGAAC
TTCTTAAATGTGAAGAACTAAATTGATCGTTTTTGCTCTCCTTCAGGCCAAGTTTAAAGC
CGCTTTACCTCCACGGCAGACGTCCAGACGGCTGTTTGGCGTTCTGGATCTGCTTCGTGG
CGTGAAGTCGGTTTATGAAAGCCGCGATGGAACCAACAGCCGGAACTTCTCGGCTCCGTT
GATCCAAAAGCGTCACAGGAAGAGCGATGGTTTTGTTGTTTCCCGTTTTACCAGGTCAAC
AGAAGTCTCCAGTCATCTCTGTGTTCATGTAAACACGCGTGACGTGGAGCTCCGGTCCCT
GAGATGAAGAGTCGAGCCTTTCCGCCCTGATTTTAGTGTCAACAGACGGCTGATCAAAGT
CTTTTAAGATCATTTAACAGATACGCGGTTTTATTTTATTTTAAGGATTTCAGAGCCTTT
TAGTTCCTGTTCTGTGCCTGTCAGTTAGCTGTCATGCCTTAACGTCTTTGTTTTCGAACC
GGTCACCTCAGCTGCTGAGAATCCGCAGGTTTTCCTCGCCACGTCCGACGCGACCTGTTC
GGCCCGACTTCCCGCCGCAGCAGGACGCCTCTGTAAATGTCACTGTAAAAACGTCTTGCA
GATT
>CL1905Contig1
ATCCTTTCTTTTGCCAGATGTATCCTGATTCAGAACATTTGGATCATGCACTCCCTTGAT
TTCCCAACACCAACCCATTTGATGGGAACTCCAATATGGTTTTCAATGAAGCGAATGTAG
TTTTGTGCTTTGGCTGGGAGGTCATTCCACTTCCTGGCTGCAGATGTGTCTGTCTTCCAA
CCAGGGAAAGTCTCATACTCAACCTCCACTTTGTGCAAAACATCCATGTTGGCTGGAAAA
TGGGGGATTCTTTTGCCATTAAGTTTGTACGCCACTCCAACTTTAATTTCATCCAGCACA
TCCAGAATGTCAAGTTTTGTCAAGGCAATGGCTGTAAAGCCATTAATCATATGAGCGTAT
CTGACAATGACAAGATCCAACCAGCCACAACGCCGCTTCCTTCCTGTAGTCACGCCAACC



TCATGACCCCTTGTCTGCAGCAGCTCACCAACCGCATTCAGTTGTTCTGTGGGGAAGGCT
CCTATTCCCACTCTAGTGGTGTAGGCCTTAGATACACCATACACATCACCTATATTCATG
GGAGGGATGCCGAGGCCAGTGCACGCTCCTCCCACGGTGCAGTTTGATGATGTCACAAAA
GGGTATGTGCCAAAGTCAATGTCAAGCAGAGCAGCATTTGCCCCCTCAACCAGGATTTTC
TTTGGAGGCCCGTGAAGAGCTTCGTACATGTAATAGACCCCATCTCTGACCATTGGGCGC
AATCTCTCTGCATATTCCTTCAGTTTTTTCAGCTGCTCCTCAACATCAGCTGTCAAGGAC
GGATACATGGACTGATACTGATGAACCAGATTCTTAAATCTTGTAGAAAAGTCCTTGAAG
TCCCCCAGAAGGTCACACACACGCAGTCCAGTCCGAGATGCTTTGCTTGAATATGCCGGA
CCAATTCCTTTTTTGGTTGTTCCAATGTTTTTCCCTTCTTGTGCTTGTCTCTCCGTCTCC
TGTAAGCCATCGACGACTTGATGAAAATCAAACACAAGATGGGCTCTGTCTGAAACGATG
AGTCGCTTTTCCCAGCCTTTCAGACCTTTTTTCTCATTTTTATCTCCTTCTTCAAACAAT
CCAGGGAGATGTATGACCACTCCATTACCAATCAGAGATACACTTTTGGAGTTAATAATT
CCACTGGGTAGAAGGTGAAAATCATACTCCTTTCCGTCCACAACCACAGTGTGCCCTGCA
TTGTTGCCACCCTGACATCTGCAAACAATGTCAGCCTCGGTAGCAAGTAAGTCGACGACT
TTTCCTTTCCCCTCGTCTCCCCACTGCGCGCCGAGCACCACCGTCACTTTGTTCCCCGCG
TCGTCGTTGCGCAGACGCTTTTGTCCGGCCCCGGCGGACGGATTCGCGTTTTTGTGGTCT
TTGGACGGCCAGTTGAGCGACATGATGAAGGCTGTTTGAGGCTTTCTGTCTCCCC
>CL1906Contig1
ATTGAGTACATTAGTATTTTTGCAGCATAGCATTTTGCCTCGACAAAAACATCACAGAAA
CCCAAACGAATTAGGAATAAGGTCATGCGGAGTTGTTCTCCTGTTCCTTTACTGTACAGA
GGAGAGGAAAACAGGAAAAACAGGGCTAGTAAAATACTATGTGAACTGAGCCAGGCGGCT
CCCAGTTTATCACCGGGAAGATTTGTAACAAAAATCTGGAAACCTTTGCTTTCAAATTCC
CTACCAAGAAAAATACAAAACATTATAAGGCGATAAGTAACTATTTTAATCCGTTTTTCC
TTTTTTTGAAGAAGTTTAACAAGCAGTTACAGTGCAGTTGATCCTCATGGCAGCCAGACA
AGGCCTCACTGTTGCTTGCACTCAGCTGGGGGGGCTGCATCCTTCTTGGGATCATAATCG
GGATCGTTCTCTTCATCAGCTTCCTCTTCACCCTCCTCATCATCTGCCTCCTCTCCTTCT
TCATCATACTCGTCGTCGTCGTCTTCAATGGCCTCGCCTGTGAAGTACAGAATTGCCCGT
GGCACGATGCGCTCACGGATGAAGTGGCCGATTTCAAAGTCAGCAGCCAGGATAGCCTCG
GAGTCTTCGTCCAACTCTCCATTTTCTGGAACCTCAGGGGGGCTGAAGAAGTTGAAAAAG
GAGTCATTGGGGACGGTTTTGGTGACTGTCCTCACCGTGCCGCGGCCCTTGTGCTTCTGC
TTCTTCTTGATTGTTTTCAATGTAACGTTTTTGCCTTTGGTCCAGTCAATGGTGCAGCCT
GTGCAAGACATGATTTCTGGACCATCGAAGGAAAAGGGGTCGCTCTCATCGGGCTCAGAC
CTCATCTTGTAGGTTTTAATCAGGACTGTGTTTGTGAAGAACTCGTTGGGCTCGAAGTAG
AACTCTAACGTAAAGCTCATTGGTTGTCCTGGGTCAGAAAACTTTACTTTAATGTCTTGT
AAATGTGTTAGTATGGGCTCATCGTGCTCCTGCAGCATATCACTGAGCAGGTCCACATTT
TTGAAAACTGTTAGCCAGAACTCTGGGATGCCTTTGGGGTCCTCCTTCTCCTCGTCCTTC
TTCTCCTCCTCCAGCTTGGCCTTTTCCTTCATTTCTTCCTGCTTACTTCTGTGAGCTCTT
CCTCCTCATCTGCTTTCCATTCACACTCCTCATCTGTGGGCTCATATGCTGCTCTCACTA
TGTCGCTTCTTTTGTCAAACAGAGGCTGGTACAGAGCCGCATATTTTCTCTCCAGTTCGT
GAACTTCTTCATAGAACTTGGCCTCGATGTGAGCGCATTTGACCTGGAGGTTCTTGAGGG
CATTGACGCGTCTCTTCACAACCTTTGGTAAACTCTCCATGTAGCCTGATGGGGAGCCGT
TCAGACCGTCCAGCCTCTCCTGTAGAGCTGCTAGGATCTGTGGGTTCTGCATCATCTGCA
CTGTGAGCTGACGAGCTTTGCTGTTTTCATTTTCCCCGGTCTCCTCCTCTTCCACCTCCT
CTACATCCTCCATGTCTGCCGGGTCCATCTCAGTCTGGTCTTTATTGTCAATGTCTGACA
TGTTTGGAGAGTCTCAAGTGATGCTTCGCTGTGTGGCCGGAGACAGGACTGTGGAAACAG
CGCTGCGCAGTGAGGCGGACCCGTGAAGAAAGAGACTTCGCTCTGATGGCGGTAAAAGGG
CCCCGGCCATAAGGCCCGGGT
>CL1907Contig1
GAGCATCATCCTCTTCTTCCTCCTCCTCCTCTTCTTCTCCCTATGTTCCCATCTCTTACC
CTGACAGCCAAACAGCAGCATCCAAGCGAGAGCCTCCTCCTCGTCTCTACATCAACACCA
AGACAGCTACCTCCAGCTTCATCCCCTCCAGCAGCTCCTACCTCGCAGACACGACGGAAG
AAACCACGACCTCCTCGTCCGCCTCCTCCAAGGATGAGAGGGAGGACGGGGAGGTGGAGG
AGGGGGAGGTCTGTGCGTTGGACATGCAAGAAGTGGAGGAAGATGAAGAGGACGAGGAGA
ACGACACAGAGATGTTGGAAGAGAAAGAGGAGGAACCCATTTATGGTGGAGATTTGGTGG
AAGATGAGGAGGGGGAGGATGAGGATGACCCCTGGGGTAGCTGTTTTGATGATGACGGAG
AGGTGGAAGAGGAGGATTTTGAATCTTGGGGTAAATTGGAAGATGAAAAGTAACTCTTTC
TTTAGAAATCAGCAAGAATATTTAGTAGACTATGGCAGAAGAGATATTTTGGTACCTCCA
TGAAAGCTACACTGCCTTCACTTTGGTACAACATTGCCTTCTCATCTCCTCACTGCTGGA
CTGACAGCGGAGATGTGTACCGGTGCTTATCTCACTTAATCTTTTTTATATTTCTGCCAA
TATGTTTATGTGTCTGGTGCTGTTTTGTTCTGTTGTTTCACCTTTCACTGTTTACATTTC
CTGCCTTTATTTTTTTATCTATATGTTTGGAATATAAATAAGAAGTGGGAAGTTTTCACT
TGACCAAACTGTCATCAAAAGAGCATCTTATGCTGCCGTTTTTGTCTTAATGTCGTCTTT
TCTTTATAGGGGTCATGGAAACGTGCTCTCCCACTGGTCCATGTTACACTTGGGGCACTG
CAGTACAGTGTCTGTGAAAAGTGCAAAAATAAACCCACTGGAATTATTATGGGGCTCTGG



ATAATTCTTCTCATGACAGAAAATATTTTTATTAAACTGATGGATGTTTCTCCTCCCTGT
TAAAAAAAAAA
>CL1908Contig1
TTTATTAGCACACAAACATTTATTCCACATCATTTTATAAACATACTGACAGTTTCCATT
TACATAATCTATAATGTCAGCTAAAAGTATCAGAAAAGGCAGCAGACTTTCCAGAAACCC
TCACTACTCACCGATACAAAACAAACCAATGGCTTTGGTAACAGTATTCAACAAGACCCA
TAAAACTCACTTTACAGATCAAATTCAGCTTTCAGAAAAGTCAAACAGGAAGTTAAACAA
ACTTTAAAAACTCTTTAAAACATGCAAATATTTCAGAATTTAAAATGAATATTCTAAATA
TTTAAATAGAAAAAGATGAACAACTCGAGTTTCTCACCTAAAAGTAACCAAAAGCTGTAG
AACAGCAGATGTCTCCAGCAGGCTCCGGCTCTGACAGTCCAAGAAAACCTAAAAGCAGCT
GCTGGTCGCATCAAGTTCTTTACTGACCAGGCTGAGCTGTGTTCTTCTTATTCAGGATTT
TACGGAGGTTTTCAGGCATCAAGTACGGCTTCTCTGCAGAGCCGTCGTTCCTTTCAAGGT
CCTCCAAGAAACAGAGGAAGAGCGTGTCCACGCACATGGAGTACACGCTGAAGAAACCGC
TGGCGATGAGGAACGAGCCGACCGCTACAGTCAGGATGGGAACCCAGTAGTAGTGCAGGT
TCGGCGCCGTGTCCGCAAAGGCCTTCACTCTCCCAGAGAAGAAGAAGAAGGCAAAGATTC
CTACAAGCCCAACGACCAGCAGTTTACCCAGAAACAGGAGAAAATCTGTCACTTTATCCA
AGACGGCAACCCTAATCATGTTCCTGAGGAGCAGAAAGAAGGCATCTTTGGCAGCCGTGC
AGAAGTTTTTGCCATATATTGCCACCATAATGTAGGCGTTTCTATTCAGGAACTTTATGA
TCTTCTCCAGACACCAGAAGCAGCACTTCAGGCAGCACAGCAGGAACTTTGCAAACTTAT
TCTGGGCTCCTTTAAGTTTGTGGTCCAGATACTCCAGCAGAACCCTGATGAGCTGAACGA
TGGAGAGGATGAGGGCGACAAACGCCAGAGTCCCTGTGTGATACCCCGGCCATAATGGCC
GGGTTTAACGGC
>CL1909Contig1
TTTTTTTTTTTTTTTTTTTTTTGGGATAAACCAATTTATTAATTTCTTATATTCTTGGTA
CATTCAGCACTTCTTGGAGGGAAGAAAAACATCAAACTTGTCAACTAAAAATAAAAGAAA
AATAGTAAAATCGCAACCGTTACTCTATGAGATCCATTTTCTACTCTACTTTTAGTTTTG
GGGGGAGGCGTTTCCAAAAGGAAACCTCAGTGCAGAGGAGGTTAGCTTCTCGCAGCTACT
TCAGAATTTCCCGTCCTGTTTGAGAAAACATCAGCCAGCGGTGACACAAACGTTGTTTTT
TAACTTAAGTGTTGGACCGTGATGAGGTTTTACTCACCTCCTGCCACAAGGGACGTTTCC
CCCTTCCATAAAAAAATACAGTGAACGCTCGCTTTGACTGAGGATTTCTGTTCAATTTGG
ATGTTGGTATAAAAGTCGTGGTGCTGGAAATGGCAACGCTGAAACAGATCCTTGAAATGA
TGCGAGGTCATGGTCGACGATCTATTTTGGACTGCTTTTATTACAGGGCAGGAGAGGAAG
AAGGAACTGCGGAGCCACAGAACTAAAATTAAGTGGCCTCAGACCAAACCTCGGTGGAAC
AAAACGGGAAAAACTGCAGGCAGGAAACTACTACCCTCAGCTACTTCAATGGAGAACAAT
TACCAGCATTACAGACTGAGGAACATGGGTCCACAGAAGAAAGGATTTCACTTAAAAAAA
TTTGGAAAGGAGCTAGAGGGACCAACATTACCCGATAAATTAAAGATCCTGTCACTTTTT
GTGGACATTAAAGAGGCGGGGAAATGACAGAAGTGTGTGGAAGACGATGCTGGCATTACA
GCGGACAGATGAAAGCAGAGCAGGGCGTGTTGGAGGCGTCAAATGATTAGAAACCCCTCC
CTTTAGAGGCCCCCCATCTTTCTTCAGCGTTTCCTGCAGGTTCCGCCCCCTCAGCGGCGT
CTGTCCCTGGGGTTGCTACGACTACGTGACCGGCGTCCACTGCCAGGCCCTGGGGAAGGC
CGTCTGGACCGGTGGCTGCCTCGTGCC
>CL1910Contig1
CTAGTGAGCCTGGCGGAAACGGTTTTTGGCGGCGACATTCAGCAGATGGATCCGCCCCCC
AAACGGCGGCGGGTCCTCGACCCGTCTGCCATCGCCCCGGTCCCCATCTACTCCAACAAG
GTGAGCAGCGGCCTGCAGCTGAAGCCAACGTCCTCTTTGTTCGCCGAGAGCGAAAACGCA
GACGACGCTGATGACTGTCTGTGGGCGGAGTTTTCCTCCAAGGAGGCCGCTGATGTCATC
TGCTTAAGCGACTCGGAGGAGGAGCCTGGATCCCATCAGCGCCTCGCAGAACCAAGAAAG
GAGCGTGCAGAAACGCCGCGCTGCCCGACCCCCCCACCAGACAGTCCCGTGCAGAAACAG
TCCAGGAAGGTCCGACAGAAGACCAATGAGATCAACAGGAGGCTGCAGGCGGCGAGCTCC
GTCCTCTCCCCGAAGTCTCGCCCCACGGCGGCCCCCTGTGCCCCCCCGCCTGTGGAGGAG
CAGGCAGACGACGATGACATCATCGTCTTGGTGACCCCCGGCACTCGGAGTCTGCCGGAC
TCCTCCGACCCGGCCCGGAAGATTCCCCTCAAGGTCCGCTGCAGAACGGAGATCCACCGG
GTCCAGGTGCTGCCGTCCACGCCGTTAGGCCAGGTGCTCCGCCAGCTGTCCGTCACCCTG
GACGTCCCGCCCTCCCAGCTGCTGTTGCTCAGGGAGGAGGCGGAGCTTCCACCACACCTC
ACCGTGGAAGAGCTCCGGCTCGGCATTGCTGACATCATCGACTGCGTCGTCATGGCGACG
GAGGAGAAGAGCGGCAGCCTCATCACGGTGCGGCTGCAGAGCAAAGACCGCGGATCCTCG
CAGAGCTTCTCCGTTCACAGAGACGCGCCGCTGGCCTCCGTCTTCTCCCAGTATCTGTCC
GGCGTGACGGCCGCCGCTCGCTCCAAGGCCCGCTTCCAGTTCGACGGGTCCCGGGTGACG
GGCGAGCAGACGGCGGCGCAGCTGGACATGGAGGACGGAGACATGGTGGAGGTGTGGATC
TGAGCGTCGCCCAAACGCCGTCCGTCATGGAGTCACTTTGGGGCGGAACGTTCAGATGTT
CTCCTCCAGAAACTGTCAAATAATTTAAACCTTTCTGTCTGCACTGAAGCTTCTG
>CL1911Contig1
ATGTGATTTAAGCTACATGCTAACGTAGCTCCGGTAGACTGGTAGACTGATAGCTGCTGC
ACAAAAGACGCAAGATAACGCTGCAAAAAACGCACTAAAACTGACGGCCCGATCATCCTA



AAGAAGTGCTAACGGCCTGTGTGTGTGACAGCGTGCTATAAAATACCAAACTTTGCAATG
GGCAAGAAGTCTCGCGAAGAGAAATCCTCATCTTCTGACGAAGAAGAATATGTCGTGGAA
AAGGTGCTGGACAGGAGAGTCGTGAAAGGCAGAGTTGAATTCTTCCTAAAGTGGAAAGGA
TACTCAGAGAAGCACAACACCTGGGAGCCGGAGAAGAACTTGGATTGCCCTGAGCTTATT
GCAGAATTCATGAAAACCTACAAAAAACCAGGCAGTGGGAGTGCCACACCTAGCACTGGT
TCCAGCAAAGTCAACACAGGATCATCGGGTCGCTCCAAAGAATCCGGGAGCTTAAAGAAA
AAAGGTTCAGATGATGAGGAGGAGGAAGACGAAGAGGGTGGAAGTAAACCTAAAAAGAAG
AAAGAGGAGGAAATTCTAGTAGCCCGTGGCTTTGAAAGAGGACTTGAGCCAGAGAAAATC
ATTGGAGCCACTGATTCATGCGGAGACTTAATGTTCCTCATGAAATGGAAAGATTCAGAC
GAGGCGGATCTTGTTCTTGCCAAGGAGGCCAATCATAAGTGTCCACAAATCGTCATAGCC
TTCTACGAGGAGCGCCTCACCTGGCACGAAGACGGTGACAAGAAGGAGAAGGATGCTGTC
AGTGCTTGAGTGCAACACCTCTGGAGGAAACCTCCACTGCAGGGAAAACATTCTGTTGGA
CTTTTTGTTTTCCTTCTCCCAAACTTCCATCCCTCACTTTGTCCAACAGTGAAACAAAAA
CAGTGCATCCCTTTTGTTGTTTTCTCCACTCATGCCTCATTGAGCACAAGGGCCCAGACT
CTGTAAAGGATCCATCAAATAGAAAGCTGTTTGTTAGTGGACCTGGGTGATATGCTACTG
GGCAATGTTTCTACTGTTTTTGTATTGATTTTTTTTTTTTTTGAAAAATCTAAACATTTT
TGNCTTTATCTTTNCCCNGTTTTTNAAAGGGCTNGCANAAAAANGTNACNAGNAAAAAAT
CNGGAAAAACTA
>CL1912Contig1
AGACGACCCTGCTAGTTCTAGAGCGGATGATTGTTGACATCACTTCTATTAAAAAGTATA
AATGTCGGTTTTTCTTTGGAAAAAGAAAAGTGAGGTTTTCGTCCTAGAGAGAAGGCTTCT
CCACTAAGCGGGATGCAGAAGCAGAAGGTAACCGAAGTGGTGTTGCTGGCATGCGGGTCC
TTTAATCCAATCACCAACATGCACTTGAGAATGTTTGAACTGGCCCGGGACCACCTGCAA
GACACAGGACAATACAATGTGGTGAAGGGAATCATATCTCCTGTGGGCGATGCCTATAGG
AAAAAAGGCTTGATTGAGGCGTCTCACCGTCTGGAAATGGCTCGGTTGGCCACAGCGAAC
TCTGACTGGATTAAAGTAGACGACTGGGAGAGCCTGCAGGCAGAATGGTTGGAAACAGCT
AAAGTTGTTCGACATCACTATGAAGAACTCCATGCAGAAGATCATAACAAGGATGATGTG
GACACTGTCCACCACGGCAAAAAGAGACGGGTCGATGAGAATCATTCTGAGATCTCCAGA
CATCAGGAGAGAAGAGATGGCCCTAAGCTGATGCTCCTGTGTGGAGCGGATGTCCTGGAA
TCCTTTGCCGTTCCTAACCTCTGGAAGCAGGAGGATATCGCTGAAATTGTTGGCTGCCAC
GGTTTGGTTTGCATCACCCGCAGTGGCAGCGACCCGTACAAGTTCATCCACCAGTCAGAC
GATTTATGGCAGCACCACAGGAACATCCACGTCGTCCACGAATGGATCACCAATGAGATT
TCAGCCACTCATGTGCGCCGGGCGCTGCGGCGCGGTTATAGCGTCAGATATCTGCTGCCA
GAAAACGTCATCGACTACATTCAAGAGCGGCGTCTTTACAGCGCCGAGAGTGAACAGAAA
AACGCAGACATAATCCTAGCACCCCTTCAGAGGTACACAAGCGCTTCCTCGAGCTCGTGA
CCTTTACTGCCACAACAGCACAAAGACGGGTGGAAGTTTACGGCCAATTACATAATCGGT
AAAGCCTGACACTGATCAAAACAAAATTCACTTTTGCCAAGTAAAAGAAGTGAATACACA
TTGACTGGCTTTTGTATTTCTACATTAAAGTGGCATTTGCCACTGTTGAAATAA
>CL1913Contig1
CACGCCCATCCTGTTGGGATCCACGACGCTCATGATGCGCGAGAACTCGTTCTCCCCCTG
TGCGTCGTTGCCGATATCGAAGCCCAGGCTGATCAGGCAGGCCTTGAACTCTTCTGCGCC
CAGAGTGCCCGAGTGGTCCCGGTCGAAGTGGTTGAAGGACGCCCGGAACTCGTTGAGCTG
CTCCTGGCTGATGCCCTTGGCGTCCCGCGTCAGGATCTGGTTCTCGATCTCGTTGATGGT
GCGGGCGATGGTGGTGAGGAGCTGCTCCCAGCCCACGCGGATGTGCTCCATGGTGTAGTT
GGTGTGCTTGTTGTCAAAGATCAGCGCCGCCTGAATCAGCTGATGGTCTCCTTCCAGCTG
GTCGATCTTTGGTTTGTAGTTGATGATGCTCTTCTCGTACTGGCGGAGGTGCGTCAGCTG
GTCCTCCAGCGTGCCGTGCATCTCGATGGAGATGCGTCCAATTTCCTCCATCTTGGTCTG
GATCCACGGCCCGATGACGTTGGCCTGGTTGGCAAACTGTCTGCGCAGACGCTCGTTGTT
CTGCTGCCGGGCGTGCTCCTCGATCAGCGATTGGTCGCGCAGAGGCACCAGCTGCCGTAC
CTTGTCCCATTTGGCGTTGACCTCCTGTGGGTTGATGGTGGTGTAGGGGTTGGAGCCCGC
CATGTTGACATGGTAGGTCTGGACGATCTTGGCGATCTCGTTGTGGATGCCCAGGATGGC
CTGCCGCTCTTTGTCCGCCTCCGGCAGCGTGGCCTTGAACTGCTCGTGGGCGGTGCTCAG
TCCCTGGATTTCTTCGATGGTGTGGACGATGAAGGAGTCCTGCAGGTCCTCCATGGCGCC
CTCCATCCAGTTGTTGAAGGGGGCGGCTCTTTTTGCGAACTCCAGGTAAAGCTGGTCGAT
GGTTTCCAGCAGCTTCTCCGTTCTCTGCAGAGCCTCGCTGCGTTTCTGGGACAGGGCGCC
CAGAGCGTCCCACTGGTCGCAGATCCGCTGGCAGCGCGCGT
>CL1913Contig2
TTTTTTTTTTAGAGTAATATTTCTCTTTATTACAATTTTTGTCTCATATTTCAATCAAGG
TGAAGAAAAAAAGCACCTTTTTTGTTCAGTATAATAAAATATGTTAACTTTATTCAATTT
CTGAAGAAAAACATGACGAGAAAAACAAAAACAAACATGTTTGTCTCTCCCTCTGTAAAC
CTGGAGAGATGCTGCAAACCAAAGTGTGAGGGAGCGGCGAGGGGGCGGGGCACGAGGAGA
CGAAAAGAAATAAGGCCAGAAACAACAGAGAGGGGTCTGCGTGTGACGGGACGCTTGCAG
GAAGTGGCGGGAACCGGAGACCGGGGGAGGCCGGCGCCCTCAGAGGTCGCTCTCGCCGTA
CAGAGCGGTTGAGAAGGACATGTAGTCGAGGGCTCCGGGGACGCCGTCGGGGCCGCTGTA



CGGCGCCATGCGGGCAATGCAGTACTCGGCCTGATCCGGAGGCAGCTCCCGGCGCAGCTC
GTCCGCCAGGATGTAGTTCTTGTCCCCGGCGAGGATCTTAAAGGACGCCATGACCTGGTC
GGCGGTGTCGGTGTCGGCTGTCTCTCTGGACATGAAGTCGATGAAACCCTGGAAGGTGAC
CACGCCCATCCTGTTGGGATCCACGACGCTCATGATGCGCGAGAACTCGTTCTCCCCCAG
GTTGTAACCCATGGAGATAAGGCAGGTTTTGAAGTCTTCAGCATCCATGATTCCTGTTCT
CTTCCGGTCGAAGTGGTTGAAGGACGCCCGGAACTCGTTGAGCTGCTCCTGGCTGATGCC
CTTGGCGTCCCGCGTCAGGATCTGGTTCTCGATCTCGTTGATGGTGCGGGCGATGGTGGT
GAGGAGCTGCTCCCAGCCCACGCGGGATGTGCTCCATGGTGTANTTGGTGTGCTTGTTGT
CAAAGATC
>CL1914Contig1
GGACAGAACCGCAGNANACGCTCTGAAGAGGCGGACTTGGTTCTCCTGGCAGGCACCGTG
TGCGACTTCCGGCTGAGCTACGGCCGGGTCCTCGGCAGACGCAGTAAGATCATCGCGGTC
AACAGGGATCGGTCACAGCTGCTGAAGAACTCCGACATGTTCTGGAAGCCAACTATTGCA
ATCCAGGGCGATCCAGGTTCCTTTTTAGTGCATCTTGCCAAAGGTCTGAAAGGTCACCGC
TGTCCAGAGGAATGGCCTCAGAGCCTGAAAGTCGGCGATCTGACCAAGGAAAATGCAAAC
AGGGCTAAAGCCGACGAGAAGACGGAGCGGCACTTGAACCCAATCAAAGTCCTCCACTGT
GTGGATGAGCTGATGGCGGAGGACAGCATTATAGTGGCAGACGGGGGCGATTTTGTTGGA
ACTGCCGCTTACATAATGAGACCAAGAGGACCTTTGCGTTGGCTCGACCCAGGGGCCTTT
GGGACTCTGGGGGTTGGAGGAGGTTTTGCCCTGGGGGCAAAGCTTTGTCGGCCTGAATCG
GAGGTGTGGATAATCTACGGCGACGGCTCCCTAGGGTACAGCGTTGCAGAGGGTGACACA
TTTACTAGACACAAGACCCCGGTTCTAGCTCTGGTGGGAAACGATGCCTGTTGGAGTCAG
ATATCCAGGGAGCAGGTTCCCATCCTGGGTAGTAACGTAGCATGTGGCCTCGCGTTTACA
GATTATCATGTCGTGGCCGATGGTTACGGTGGAAAAGGCTACCTCGTAGGGCGGGAAGAG
GAGAGCCGACTCCGCGACATCATCAAGCAGGCTCAAAAGGAGACCAAGGAGGGCAAGGCT
ACACTTCTCAATGTTCTGATAGGAAAGACCAACTTCAGAGAGGGCTCTATCTCCGTTTAG
TGGTTTGCTTTGATTTTAAGGTTTTATGGGTATTTTCAACAAACTGGGACATATTTAAAC
AAATAATTGGTACACTATCTCCTAATCAGTTTCTTATCCTTTTAAAGGTTACTTTCAAGC
CGACAACCAAAGCTTTCCTAAAGGAAAGAAAAGCAAAGGGGAGAAAAACCTGCATGACTT
AGAAGTCATAAGCACCTTTACTCATCTACACTGTGGCCTATCGGCTTAAAAAGAAACCTT
TGTTCTGGGTTTTTTTTGTTCGGGTTTGGGTTTATGATATAACTGCTGCATTTAAAAAGG
GAAGAAAACATTATTTTAGCACTTTTGATTTATAGGAGGTCTTTCTTTGTCTTTTTCTCT
TTTCTGACCTTTAAACTGGGGATTACAGGTTTTCCAAATAAGCCAACAACCACGTGTGAA
AGAACGGCATTGATTTAAGTTATCACACGTGACCAGTATGCCTTCTGTACTGCTCTGACG
TGGAGCTGTTTACACGTCAAATGTCGAGGAACTGTAATTTGCTGCAGAAGTTTGTTGTAC
TGGAAGTATTTCTTTAAATGTCTCCTGCTGATTATTGCTCTGCCTTCCGATGTTGATTGG
ACTTCAAATACGTAAAAACCGTGTATACNATTCAATCANGNATTAAA
>CL1915Contig1
ATTGTGTTTATTCTGGTTTNTNCACAGATTTACTTTAATAAACACAAATGCTCATAAATC
TGGAATAACATTAAAAAACGTTCAAAGAAAACAGAAAAGCTGTACTTTGTGGGCTGAATA
CCAGCCGATCTGCTGATAATTAAAGAACAGACTTCACATAAATATTGAATCTATGGAATA
AAATAGCTGTGATGTGGAGAACTGGAGCTGAAGATCTGAATGGACCCGACACTCGGTCCC
GGATGTTTTGATAAACGGTCAGGAGGACGGTCCTGCTGCTGTTGAAACCTCTGCATCCTT
TCGGCTGAAGCTGCTGCAGAAACGAGCAGCAACTCCAGAACGGGCCGGTGGGCGGAGTCA
GGGACCAAACCGCCTTCATGAAGTCCGATGGAGCGGCCTCTGAAGCTAGGCCGATTCTGA
GCCCAAACAGTGATCTGACGGCATCAGAGGCCGTGAATTTGTGAATCCTCCCTAAAAAAC
ATCAGAGGAACAACCACTTCTGCAGAAATAAACCTGCGGGCTCACAGGAAACACCAAAAG
CACGAGTGACCCCGCTGAGAGAAGGCACATGGGCTCCTGCAGGATCAGAGCGGATCACCG
CCAGAGTCCTTCCTCCTGTCGTCCACACTCACGCCGTCATGTCAAAGTCATCCCTCTCAT
CGTTGTAGTTCATGACGTGCTGCTTGATCTTTGAGGAGTCCACCCATGTGACGAAATCCT
CCATGTTCCTTGTAACCAGGAAAGCAGGGTCTGTGACGATGTCTGGACCGACGCGCACGT
GTCCCTGTTGGACGAAGGTGATGGCCGTCTTCAGGTTCTGGGCCATCCGGAGGCTCAGCA
TGATGCAGGGCAGCCTCCTCCTGCAGAAGGACGAGGCCGTGACCTTCTCCGTCAGGGACA
GGTTCTGTCTGGTGGGGATGAGGCCGATGCTGTACAGCTTCTCCAGCAGCCGGTGGCTGC
TCTGTGCTCGGAAACCATCCTTCTCATCCAAGTCTCGGATTTTCTGCGCCAGATCTCTGA
TGTTTCGACTCAGCTTGTTGTACTTGGTGTAATCCTCTCTGTTCTCGATGCGGAACCTCC
GCAGAACCTTCACCTCGTGCAGGTTGTTGTCCACCTCCCAGTTGATGAAGTCCACCTTCT
TCAGGAGCTTCTCCTCGTGGAACTTCAGTTTACGAACCATTGTGATGGATTTAACGACCT
AAGGAATATCACGCTTAGATCTCCGCGTGCAAACAGAAGCCCCGGCCATAATGNCCGGGT
TTANCGGCCGCAG
>CL1916Contig1
CGAGTATTTTATNNGAAACTTTNCACGTTTAGTTTATCTTGGACACATGGCGTGGCGACC
GCCATCAATCGGCAGGTTGACCCCAGTGATGAAGCTGGCGGCATCCGATGCGAGGAAAGC
GATGCTCTGCGCCACCTCCTCCACCTCGCCGGGCCGACCGAGGGCGTGGGTCTCCTTACA
GCGAGCCAGAAACTTGGCGTACTGCTCGTCGTCCAGTCCCGCCCGCTTGTGGACCTCCGT



GACGATCACACCAGGGCAGACAGAGTTCACCCTCACCTGCTTGGGCGCCAGCTCCAACGC
TATGCAGCGCGTGAACTGATCGATGGCGGATTTAGACATGCAGTAGGCCAGCACACCAGG
AAAAGACCGCTGTCCGTTCACACTGGACACGTTGACGATGGAGCCTTTGGTCTGTACCAG
ATGCGGCACGCACAGCTGAGTCAGGTGGTAAACAGATCTGACGTTGACGTCCATGACCTT
GTCATACTGAGCCAGGTCTGACGTCTCGATGCTGCCCATGGCCAGGATGCCGGCGCTGTT
CACCAGCACGTCCAGCCGGCCAAAGTGAGCCAGAGTTTGCTCCACGGTCTTCCTCACCGT
CTCCTCGTCGGTCAGGTCTCCGGGAACCAGCAGCGGCTCTGCGCCGCCGCACTGCAGCGT
GCATTTCTGGGCTACTTTTGGTGAGGTTTTCCACGTCACGGCCGTTAAGCGCCAACAGGG
CTCCCAGCTGAGCGAACAGGACGCTGGTGCCGGCCCCTATCCCCGAGCTGGCCCCCGTGA
TCAGGGCCACTTTACCCTTCAGGGAGGAAACTTGAAAAGCGTCGCTCGTTGCCATTTCGG
CGAAAATCC
>CL1916Contig2
GCTTTTCAGTTTCCTCCCTGAAGGGTAAAGTGGCCCTGATCACGGGGGCCAGCTCGGGGA
TAGGGGCCGGCACCAGCGTCCTGTTCGCTCAGCTGGGAGCCCTGTTGGCGCTTAACGGCC
GTGACGTGGAAAACCTCACCAAAGTAGCCCAGAAATGCACGCTGCAGTGCGGCGGCGCAG
AGCCGCTGCTGGTTCCCGGAGACCTGACCGACGAGGAGACGGTGAGGAAGACCGTGGAGC
AAACTCTGGCTCACTTTGGCCGGCTGGACGTGCTGGTGAACAGCGCCGGCATCCTGGCCA
TGGGCAGCATCGAGACGTCAGACCTGGCTCAGTATGACAAGGTCATGGACGTCAACGTCA
GATCTGTTTACCACCTGACTCAGCTGTGCGTGCCGCATCTGGTACAGACCAAAGGCTCCA
TCGTCAACGTGTCCAGTGTGAACGGACAGCGGTCTTTTCCTGGTGTGCTGGCCTACTGCA
TGTCTAAATCCGCCATCGATCAGTTCACGCGCTGCATAGCGTTGGGTGAGTTGAGTGTTT
TCCTGTTTGAGGCACCAAGAACGCTGTGAAACCCTCTTTTCTATCTTTAGAGCTGGCGCC
CAAGCAGGTGAGGGTGAACTCTGTCTGCCCTGGTGTGATCGTCACGGAGGTCCACAAGCG
GGCGGGACTGGACGACGAGCAGTACGCCAAGTTTCTGGCTCGCTGTAAGGAGACCCACGC
CCTCGGTCGGCCCGGCGAGGTGGAGGAGGTGGCGCAGAGCATCGCTTTCCTCGCATCGGA
TGCCGCCAGCTTCATCANCTGGGGTCAACCTGCCGATTGATGGCGGTCGCCACGCCATGT
GTCCAAGATGAAACTAAACGTGTGAAAGTTTCTGATAAAATACTCGT
>CL1917Contig1
TTTTAATAGTTAAAAACAAACATTGTTGCTGTTGTAGGTCTAGAAAGGATGAACGGTAAA
CAGATTTGAGCGTCTGCAGACGATGGATCAGATCTCAAGTTTAGCAACAGTTTGGATCAG
TGAGGAAACCGATCCGACTTTGTGTCTTCCACAATATGGGGGTCAGCTTTTGGGTTTGGG
GTCAAAGGTGGCCATCTGCCTTTCCTGCTTCCTGGAACAGAAGTAACTAGAACCCCACAC
TGAAGTCCGTCGTGGTCCTGGACAGAAGCAGGAGGAGCTTCTGCATGTCCATCCATGGCT
TTGACGCTGAAACGGTGGTCAGGAAGGAACCTGCAGCTTGTGGATCCATCGCTTCTTCAG
CTTCTCTGCTTTGGCCTTCTGCTGCAGAGCCCAGTCCTTCTTCACAAACTGCACCGCTGC
ACTTTTTTGGCTGCCCCTCTTATTTTGTAGCGACAGCATTTGGTTATTTGTGGTCCGGAG
GCGTCCCGGCCCGTACAGTCTGGACTGGAGAAAATCTTCAGCGGATTTCTGCTGGAAGGA
CACGGCTGCTCCGCCTTTCATCGTCGTCACCGTGTAGTTTCCCTCCAGATTCCTGGTGTG
TTTTTCGGCCCTCTTCTTTTCCCTCCTCTTCATTAAACTCTTCGTCTCCTCTGCCTCATC
CTCTTCAGCTGCAGAGGATTCTTTAACCTTCTTTAAAGACGCAGACTCGATTTCTTCCAA
CACTTCAGCCGGGAGGAGTTTTCTCTTCTTCTGCTCTTGAAACAACTCCTGTCGCTTCCT
CCTCTTCTCCTTTAGGAGCTCTTTCTCCCTTTTGGCTGAGTCCAGTGCGAGTTTCAGGCT
CCGTAGCGCCTCGTTCTTGCTGTCCCCGAAGGTGACCTCCTCTGGTGCATCATCGTCACT
CGACTCCAGGCCCTGGCATAAAGTTTCACTCGTTTTTTCTGTGTCTGCACTCTTTTTCGA
TGAGGCTGTTGTTGTTCCACGTTTTGACTTCACCATGATGCCCAGTGTTGTCCCCGGCCA
TAATGCCCGGG
>CL1918Contig1
TTTAATGTAATTCATATTAAAAAGATACAGTCAGATTCACCCTGTGAAACAAATGTATAT
TTTTCCATGTGAAATCATCCGGGAACTGAACGTCTGCCTTCCTCCTGGCTGCAGCGTGAA
CAAACCTGCACCGTCCAGAGTTTCTGTAAAGCGACCTGGCACTAGGACACGATCTAAACT
CATTTGACACGTCTCTTCATCCGTCTTCCTCCTCTTCGGTTTCCAGTGGGCCTCGATGAG
GAGGGAGGGACGGCGAGATCCGCTGCCAGCGGTTTGGCGGCCAGATGATGTGAGAGGCCC
GACCGTGAAGGAGCCCCACGGACACCGGTCCAAAACTGTTGCTGTCCAGACTGTGTCCAT
GGTGATCCCCCTCCAGCCAGAAGTGACCGTCAGGGACTCGAACGTATCTGTTCTTGTAGC
TGAGAGTCCTGATGAAGTCTCCCTCCAGGCCAATAACACGCTTGATGATCTTCTGTTTGG
GATTTTTGGGAGATACAACTGAGACGATGTCACCTCGTTGAACTTGGTAGTTTCTCACAC
TCCATCGGTCCAGCAGCACCACATCACACTCAGATCCTCCTTCTGGGTTGAAGAACGGCT
GCATGGACGCCCCTTCCACTCGAGCCACATAAGCCAGTCGATCGAGTGCAGTCACGGTGA
CTGGAACTGCAACAAGGAATCCACTGACGAAGGCTCGCAGGTATCGACGGCCCGCCTTCA
TCTGCAGAGCCGAGCATACGCCGCGTGAGCGCCGACTTCCTGTTGTCTACGTTTGACCCT
GCTGAGTTCCCCCG
>CL1919Contig1
GAGGTTTGTCTTTGTCAGAGCTGTGTGTCTCTAACTGTGGTGTTCTCAAATCATGCACTG
GTTCCGAGGGATTGTAAGGGATGATTGAAATTATGATTCAGACCAATAATTCAGAAGCAG



GAACGTTTCTCAGACTTTCAGTTTCTTGTAAAAACATCAGAAGCTGCCCCCTGCTGGTCA
TTGGAAAGGCTCCATTCTGACATTGTTGCTCTGAATCTTTGAAGTAACTATTAATCTCTG
TTTTTTAAATCTTCCTTTTCTTGTAAAGTGTGAATATTTTACTGTCAATTAAGGAATCTT
TCTTGTTTTCAGTGATCTAGCTTTAGCTTCAGTAGAAACTCTCGCTCATCTGTGCAACAA
AAGCAGAATCAAATGTGCCTTATTTCAACTTTGACCTCAACATGAATCAAATGTGGCAGG
GAATCCGCCGCAGGCGCCCATTTGGCATTTTTAATGGCTGGTCTGTGGCGTCACGACACA
ACATTAAGAGTTTTGAAAAAAGAACAAAAAAGGGAATCACTTTGGTGCGTCGGAAATAAA
AGGAAGTAGTTATAAATGAACTATTCCAGAACAGATAGTGAATGGATTTTTAAAGGAATA
ATTTTATATTTTTGTTTAAGAAAGGGAAGAACAGATTAAAAAGTGAACAAATATCTATAT
TTGTGCTTAGAAGTTCTAATAAATTCACTCAACTGAATTTGCTGTTTTCTCAAAAGACGT
ATGGTACAGAAAGGAGGACATGAAGTGTACAGTCTGCAGTAACTTTGTATTTGATTACTT
CAATGCTTTTTACTGACTTCCAATAAAAATGTTTCTGAAAAAAAAAA
>CL1920Contig1
TTTATTCTCGTGGCGTATTTAACTGTAGAAGACAACAGAGAATTGTCTGTTTGGTCATAC
GAGAAGAACTTGAATACAAAACCAAAACATTAGACAAAGAACATTTAAGGGGAATCTTGT
AACGGGAAAGACATTTATGAGAAAAAAAAATTGTAGTTATATTTACCTTGGGAGAATGTA
TTTGTCTGTTCTGTGTAAATATCAACATGCTGATATATAGGATTCTATGTACACAGCTGA
ATAATTGTGCACTCTATATTAGTTGTCATACAACAAATGTTGAGCACAGAGTTATTCAAT
TGTAATTGCTTTGGTTCTGTTTAGGAGCTCACTTTAAACTTTCTGTTCCCTGGAACAACT
CAAAACGAATTCCTGTCGAAATATCTACTTTTTTATTTGCTCATTTTTTCTTTTTTTTTA
AATCAGCATTACAGTTCAGATGTAATAATCAGGGTAAAGACTGCTAATCATGCAAATGCT
ATAAAAGAAAAGATGTTGGTCTATATGAAAACTGAGAGTAATATATAAAAATATTTGTGG
TGAAAGTTGTAAGTAGGTTGTTTCGACTTGGTTTGTACATTCTTATTTTTTCTTCCATCT
CATCTTGGTGTTATTGCGTGGATGAGTTCTCCTAAAAGTCCTCTTGAAACGTTCCATTCT
GATGTCTAAATCTCAAAGAGAAATTGTAGTGAGCATCGTAGCACTTCATATTTTGCTATG
CTGTTCCACAAACTGCTATAGTGATGTCCGTTTGGAAATCGTGAACCAGACAGTGAACAA
GAAAATCCTTCGACGTGTGTTTTGTTTGGTTGTTTTTGATGTACCGGCACCGAGTAACTT
TTTTGTTGTCCTGTTTTTTCGGCTGCCTTTGACGTGATCCAGAGAGTTGTAAGACAGAAT
CTTGTAGTTTTTTAAACTAGTCTCTGTGTCCCACGCACTGACCAAAAGTGATGGGGTGTA
AGAATTAGGTTCATTACAGTTTTCGACGCTCTTTGTTTGGCATGCCGTGTGTTCTAGAGA
GGCAGTTTGAAGAAACATCTCCCTCTACGACCATCTTCCATATCACTCTTTTTGTGTTCC
AATATACTGCATGCATGCTACTCGTTTTAACCCAAAGAGCCCACCGCTCGTTCACAAAGA
ACCTTAGGCTCACGGCTGCAGGAAAGTGCTTGAACCTCCTGGACATACTTATGCCTGTTC
CATCATAGCGGCTACTACGCAGCGCCTACTGACAACCTGCTCAACTTTAAGCACAAAGTC
CATGCTGCAGTAATTACTCCTATTCGAATATAAATGTACGGCTGCCAATCCTGTGTTTGA
ATGCCCAGAAGCATGTTTGCCAAATTGTACGAGACGGGTTTTGATTTGTACCTCTGCTTC
TCCAATTCTCGCCAGAATGGGTTGATCCTCAGTGCATCATTGTCCATTGTACAGACACTT
ATCAAAGGGTAAAATAAAATCAGGGTTTTCGATTCAGACAGTATAGAAGCTACTGGGTTT
CTCTCTTCCTCTAGTTCCCTCGCCTCTGTTATTTCTCTCTGTCTTTCTTTCTCTTTCACT
GTAGCTCTAAATATGCTGAAATGAAATATACTCTGTTGTTAGTGGTGAATGGTGTCTTGT
GATAAGCCTTTGGATAGTGCTGTGTTTAATGTGTATGATGTATTCATATTAGTATTTATG
ATAATGATAAATCACAGAAAAAAAGATTAACCAAGACTCCAAACTTCTGCTGTATTCTTA
TTATATGGGATTCATTGTGAAACAAAATGAAATAAACTTGAAATTATTCTGTTGAAAGTT
AAAAAAAAAA
>CL1921Contig1
TAATTTTAATATATACAACGTACACAATCACAATAAAAAAGAACTTCGACTTCCAACTCT
GGATTGCACTCTTTCCTGTTTAAGTGTTTGGGTAACAAAAGTCACTTTGTGTTTCAGAAG
AAATGTTGGTAGTGGATGAGGGGCGCGCGACCGCTGGTCATCTGCTGCTGGAGGATCACC
TGTGGGGGCGCATGGAAGGCCCGAACGGGTGCCGCTTGGTGTCTCTGCCTGTCCACGGAG
TAGCACTGAACCTGGGGGAGGGTCCGGAAGTTTAACAACGGCATCTGGGGAGCAAAATGG
TCCTGAACCTCCCGTTTCAGCTTCATCCTCCTATTCTGAAACCAAGTCCGAACCTGCGTT
TCTGAGAGGTTCAGCTTCTGCGCTGTCTTCACTCTTTCCCCAGCGTCTAAATATTTGTGT
TTGCTGAAGACCTTTTCCAGTTTAAGAATCTGTTTTGGAGTAAACTTTGTGCGCACTCGA
CGCGGTGGCGCGTCTTTGTCCACGCCGCTTCTGTCTTCCACCGAATGACACTCCGAGGAC
GCGGCTTCGCTCTCGTAGCCGGAAGAGTAGCCACTGTTTTCTGATATGGGCGAGGAGCAG
TTAACTGGACGCAAAGGTGCACACAGGCTGGAATGCGGATGATGCTCGAACTCTCCTTGC
TCTGCGTGCTGTACGGGGTTTGATGTCTTTGATTTTGGCTGCAGGTAACCTTTACCATAA
ACCGGCGCAAACGGCTGCACCATGCAGGGGACGTGAGGTCTGTGCGTGCGCGCTGAATCC
GTGTCCTGCGTCCCCGTGGGGCTGTGGTGGCTCTGGGCCAGCCAGTCTACTGAAAAGTAT
TTGACCATCTTTGCAGTCCAGCTGGATGACCTGTGTCCTAGAAGTCTCAGAGAGCGCGCT
GATGCCCCCGGCCATAATGCCCGGGTT
>CL1922Contig1
TTTATTNTAAAATTTGATNATNTATATTTGACTCCCAATTACCCTGAAAGAAAATTACAG
TGTGTATATATTTTTCTGAAATGTAAGTTCAGTTGACAGAATCAAAGGTGAAGTGTCTTC



AAGGTCCTTTATTTAACTAGATTTTTTTTCTAGCTTGATAAAGCAGGCGAGGATATTAAA
TCTTCTTTGTCCTGATGCCTTTTATCAGAAAGGCACACACAAGAGAAAAACTTTCAGCTT
CATTGACCTACAAACGTGACTAATATTCCAATCACCATCAATCACAGATTAGCAGTATCA
GGCAGCGTGGTCCGTAAGGCCAAGGCGGATGGTTGCGTTTCTCCAGTTTCTGGTCAATTT
TTGCCGCTCAGGAGATGACGCCGTGCTTTCTCCCGGTTTGGATAAAAGCGTCCACACACC
GGTCAATGTCTTCTTCTGTGTGTGCTGCTGAAATCTGGACTCGGATCCTGGCTTTGCCCT
TGGGTACGACTGGGTAGGAGAATCCGATCACATAGATGCACAGCTTCAGCATGTCATCGG
CCATCACTGAAGCCAGCCGCGCGTCGCCGAGCATCACCGGGCAGATGGGGTGAGAAGTGC
CTGCAATGGTGAAGCCGACCTGCGTCATCTTGTTCCGGAACCTCATGGTTTTGGCTGTCA
TGCTCTGTGCAATCTCATTGGAGGTGAGCAGCATCTCCACGGCGCTGATGGCGCTGCCCA
CCACAGGCGGGGGGAGGGCGTTGGAGAACAGGTAGGGGCGTGAGCGCTGTCTGAGCAGGT
CAATGAGAGGCTTGGGGCCAACTGTGTAGCCACCTGCAGCTCCTCCCAGTGCCTTTCCAA
GAGTGGAGTTTACAATGTGGACTCTGTCCATCACTCCTAGGAGCTCATCTGTTCCCCTGC
CGCGGGGTCCGAGAAAACCAGTGGCATGGCACTCATCTATGACCTCGTGCCGA
>CL1923Contig1
CCAAGATCCACTCCAGGATCCCAATGTACCCTCCATCAAGGCTGAAACGCTCATTCATAG
TCAGGGTGAACATATGGGGCTTGATGCCGGTGAGCATGCCCACATATCCAGCAAAGTTGG
TCGACTTGAAGACCGTCTGGTTGTTTTTCTTGAAGTCCAGGTTCACCACCAGAGGCTTCA
GCTTCTCACTGATGGTCCACGACTTGTTCTTCACATCCCAGCCCAGAAATAATCCAAAAT
CTAAGTTTCTACCATGAAGGAGGTTGCCTTTGCTGTCCTCTGCAACAACTGAGGTGCAGA
CTGTGAACACCTCGTAGAAAATATTGAACAAGACAACCTCACCAAGAGGAACCCCTGAAG
CATCTGCAATTCCTTTGATTTCCTCACCAAACGGGCTTGGTAACGTGTCCGCCATTAAAG
GCAGCGCAATGTCAACCAGTTCTATCAGCCGTCCACTGGGCACAAAAGCATTAGCCATGT
CCTTGATGGCTTGAATCATGCTGACCAGGTCATTTTTCCTCTCTGCGATCAGAGGGGCCC
ATCTCTTGCTCGGTGGCAAGTCCAGGTCCACCGTGTACCAACGCACAGCTCCTCTGAACG
TGGGGCCGCTGGGTGGATACATGGCCGTCCGACAGTCTTCTGTAAACGGCGGTACAAACT
GTGACACTGTGTTGGAGAATAAAAACGCTAAAACGAGGAAAGTGCGGTGATCCATGTTTG
AAAACAGAACTCTTGAGCCCAGATTCTGTTTACTCCCCCTGGTCCCCCGGCCATA
>CL1923Contig2
ATATTTTCTACGAGGTGTTCACAGTCTGCACCTCAGTTGTTGCAGAGGACAGCAAAGGCA
ACCTCCTTCATGGTAGAAACTTAGATTTTGGATTATTTCTGGGGTAAGAGCATGAAAGCT
TCCATCTGTTTTCATGTCGTGGCCACGTTTTGGCTGAGCTCTGTGTGAGAACGTGTCTGT
GCGCAGCTGGGATGTGAAGAACAAGTCGTGGACCATCAGTGAGAAGCTGAAGCCTCTGGT
GGTGAACCTGGACTTCAAGAAAAACAACCAGACGGTCTTCAAGTCGACCAACTTTGCTGG
ATATGTGGGCATGCTCACCGGCATCAAGCCCCATATGTTCACCCTGACTATGAATGAGCG
TTTCAGCCTTGATGGAGGGTACATTGGGATCCTGGAGTGGATCTTGGGACAAAGAGACGG
GATGTGGATGAGCTTTCTGACTCGAACTGTTCTAGAAAAAGCAAACAGCTACGAGGAAGC
TAAAAAACTTCTGGCTGAGACCAAGCTGCTCGCTCCAGCGTACTTCATCCTCGGGGGAAA
CCAAACGGGGCAGGGGTGCATCATCACCCGCTCCAGGACACTAAGTATTGATGTGTTGGA
GATCGACCCAAAGCTGGACCGCTGGTACGTCCTGGAGACAAACTACGACCACTGGAAGGA
GCCGTTTTTCCTGGACGACCGCAGGACTCCCGCCATGAGATGCATGAACCAGACCACACA
GACGAACATCTCTGTGAGCACGCTGTATGACATGCTTTCAACCAAACCAATGTTAAACAA
GCTGACCACTTACACAACTCTGATGCAAGTGTCTGAAGGGAAGCTGGAGTCATACATCCG
GGACTGTCCGAACCCCTGCATGCCCTGGTGATCTAAGGAATCCTTTGGATCCGTTTGAGA
GGCCTGACTGATTATGGCACAAAAAAAAAAAGCTTTAACTGCACAACTAGTGATGTGAAA
CTGTCAATTATTTGTCTTTTTTTTTTTTTTATAGT
>CL1924Contig1
GGTACTTGTTGCTCTGATCTCAAACCAAGCTGGGATTGTTGGTTTTCTGGCTGGAAGGAC
CCATGTTTGCCACAGAGATTTCATGCTGTTCACAGAAATGTTCATAAACGGAGAGTATTT
GTTCCTGCAGCTGTGCAACCGCGTACATCCTTCTGGCAGAGGAAGAGGCCACCACCATCA
TGGAGGCCGAGCGGCTCTTTAAACAGGCGCTAAAAGCAGGGGAAGGCTGCTATCGGCGCA
GCCAGCAGCTGCAGCACCACGGCACACAGTATGAGGCCCAGCACAGTGAGTGCAGCATCC
AACCCCACACACACATTCCCTCCCCACAACGGGCTATTCTCACGTCATTTCTTTACCAGG
AAGAGACACCAACGTGTTGGTGTATATCAAAAGAAGACTGGCCATGTGCTCCAGAAAACT
TGGCCGGACACGAGAAGCAGTAAAAATGATGAGAGATGTAAGTTCAGAGCAGAGAACCTG
ATCTCTGATTCTAACGTTCTCCTCCAGTCATTTCTCTGTGTTTCCTCCTGCCTGGTTTTA
CATGTAACAACAGTTGTGTGTTTTCCAGTTAATGAAGGAGTTCCCTCTCCTTAGTATGTT
CAACATCCATGAGAACCTGCTGGAGTCGCTGCTGGAGCTCCAGAACTACGCCGACGTCCA
GGCTGTTCTGGCCAAGTATGACGATATCAGCTTACCCAAATCTGCAACAATATGTTACAC
AGCAGCTCTGCTCAAAGCCAGGGCCGTGTCAGACAAGTTCTCACCAGAAGCGGCGTCCAG
GAGGGGGCTGAGCACAGCAGAAATGAACGCAGTCGAAGCCATCCACAGGGCGGTGGAGTT
CAACCCGCACGTTCCCAAATACCTGCTGGAGATGAAGAGCTTGATTCTTCCTCCAGAACA
CATCCTGAAAAGAGGCGACAGCGAAGCCATCGCCTACGCCTTCTTCCACCTGCAGCACTG
GAAAAGGGTGGAGGGGGCGCTCAACTTGCTCCACTGCACCTGGGAGGGCACTTTCAGGAT



GATTCCATATCCTCTGGAGAAGGGTCACCTGTTCTACCCCTACCCCATCTGCACAGAGAC
CGCAGACAGAGAGCTGTTACCCATGTTTCATGAGGTGTCGGTGTATCCCAAGAAGGAGCT
GCCCTTCTTCATCCTCTTCACCGCCGGCCTCTGCTCCTTCACCGCCATGCTGGCTCTGCT
CACACACCAGTTCCCTGAGCTGATGGGGGTGTTTGCTAAAGCTTTCCTCAGCACGCTCTT
CGCTCCTCTGAACTTTATCATGGAGAAAGTGGAGAGCATCCTGCCGTCCAGCCTGTGGCA
CCAACTCACTCGCATCTGACCCCAAACGAGCGGATCGGACTCTGATCCTGGACCAGCACC
AAAAGCAGAGCTCCATGTGGACACAGTCAGAACTGAACTGGACTGTTGCACCTTTGTGCC
AAGAACACGGAGATCAGCTGACGGGAGGAGACGCTCACACACAGAACTGCTTTAGACTTT
ATTTGATATGTTTGCATTTTGGGGTTTTCAATCTGTTCAAGCTGTTCTTTTGTTGTACAA
AACAAGTGATCAATTGCCATAAATAAAAACCAGAAAAAAGAAAAAAAAACACTAAAGCAA
AAACAATAAAGAACTTTTTTTGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL1925Contig1
TATTTCAACATTCTTTAGCATCCACTTAGTTTAAGGTAAATTTAAGTGTTTTATAGAACT
TCAAATTCATTTGCAAAATAAAAAACTAATAACAGTACACTGAAAAGTGTACAAAAAAAT
GTAAAAAAGAAATAGGCAGATGGTGCCGCGTATCAAAACAGAACCATCAAAACAGAGAAA
AAGTTTCAGGTTGGGTTTTGAAGCGTGAATAAATTTGGCCAAAATTTGCATTCCATAAAT
GTGTAGCATTGTAGTTAAACTTAAGTCACAATATTCATGTTGCTGAAATATACTTAGATG
TAAACGAAAGCTTTAGGAAATACTGATTACTGAATTGAAGAAAAAAGGTTTGAGAAAACA
AAAAAAGAATAAATGCAAGGTTTGGTGAAATTTGAAATTTATACCCAATTTTTTGTAAGT
TTTTTTCCAATTCTTTTCACCTTATTGAATTGTGAGTACATCGAAACAAATAAATTTAAA
ATGTATTGATTTATTTGACAATTTATAATTTCATTTTTTCCGCCAGTTTTTTATTTTCAT
ATCTNATCCTTGCACTTTCATTTCCTTCATTTGACCTTTTTATTTTATCATTTTCACCCA
TCAAAGTTTTCAGCGTCAACAATAACAATCATCGTTTTATAATAAGTCACTGTTCATAAA
CGAGAGAAAAGTGCAAGTGAGAGAACATCATAAACAACTTTTGATCCTTTTGCAGACATA
AAAAAACATCAGGCTTCTGCCTCACATAAGTTTAGACAAAAGCCTTCATTCGATGCTCTG
CCAAAGCTCAGCAATCTTCTATGATGCTCTCAGTGCCTCACTCTTCTCATATGACTAAAG
ATGTTTGGTAATCTTCTTGGCGTGCTCCAACACAGAGTTGTATCTCAGAGTTTTTTCCCT
CCAAGATGCTGGGATTCCCTCAAGACCAACCTGAGCCCCCAAACATGCTCCGATGAAGGA
CCCTCGACTGCAGGTGCACCCACCGCAGCTCATGGTGTCTCTGACAGCCGTCTCAAAGTT
CTTGGCCGTTAGGACTACGTGCAGCGCTGCCTGGAATGCACCTGGCAGACCTCATGTGTT
TGGAAACACCGTGGGGATAATCTCCTGGGGAGTCTTTGATAAATGCTCTTTCACCTGATG
AATGTGGCCGACCACCGCTTTATCCAAATCCTGAGGCTGCTTTCTCTTCAGATCATTCAG
CTGATTCAGCACTGCCTCCAGGGCTCCCGGATCAGCACCGTTCAAGATGAAATGTTCCAG
AAACCTTGCTGCCCCCAAAGTTTCTGCAACACATTCGTCGCTGTTCTGAGTGACGCGAAC
GGCCTGTTCGACCTTCTCCAACATGTCAGGCTGCCCTGCATAGAAAGCCACAACAGGAGC
CAGCTTGGCTACACCGTCGATCTGACAATCCGTCTCACAGCCTGTTTCCTCTTTTCCAGC
ATCCATATTCTTTATGAAACTCTTCAAACATGCCTGCCTCCATGGTCCCTCAATGGGCAG
CTGAGGTCTCGGCCCGGTTTTGTCTCTGTACGGATCATTGATGGGTGTGTCGTACTCTGA
ACCCGGTCCAAAGAACTTCATTGTGCGCTGCTTTAGATGTTCAACGTTTAGACCTCCACA
TTCAGACAAGCTTTCCAGCAGCACATAAGCCTGGTCTCCGTAGCAACTCTGCTCGCCCGT
CTTCCTTCGGTAAAAAGGGTTGGCAGACTCAGAACGGAACTCCGGGTTTGAATCCTGAGC
CAATATCCCCTTAAGCTTCTGCAGGTCATAGACCCAGTGCAGAGGCTGTGCTGCAGCATC
TGCAACAGCTGATCCAACAATGGCTCCTATTGCCCTGTCAGCCACAGCTGAGGCCATTTT
AACCACCGCTGAATGCAGGACGAACAGTTACGAAGTCCGTAGCTTCTCTGAACTTCAGTG
GCGTCTTTACACAACAACAACCTCCATGTTATGCCCCGGCCATAATGCCCGGGTTTAACG
>CL1926Contig1
TTTGGTTTACAGCAATAATAGAAAGCAGGAAAAGGTAGTAGTACAAGATTTATTTCAAAT
CAAATTAACATTTACATGAAATGAAATATAAGTCTACACAAGACTTTGAAAATAAGATTT
GAAGGAAAAGGTCATGACACTACATAATGTAAGCTACATCCGTTTGACTTTCTGCTAAAA
AAAGGTTCCCGTCGCTGCTGCAGTCTGAAAGATGAGGCTTTTTAATGTCAAGCACGGAAA
AATCAGGAAAATAAAAGACAACAACTTCCAAGCTTTGCCAAATGGAACTACATTAAAAAA
ACACAAAACAAAGCAAACAATTTCTAACTACTTTCATGCTTAGAGTATAAAAAAGAGAAA
AGGTTGTTTTTCGAGGTTTCATTTTTTCCTTTTGCCTCTCTTCTACATCAGATGTGAGTG
TTTCAGTCATTTAACAACAGAGGAGGGCAGCTACAGTGCAGCAGGATCTGCGATGCCTCC
CGTCACCTCATTCTCAGCTGCGTCTGTGTCAGTGTCACCAGCAGCCGGGACATCAGCAGC
AGCGGGGATATCAGCTGCGGCAGGACCGGCCACATCAACAGCCACCTCGGGGGCGATGTC
AACAGCGGCAACGTCAACGGGAGGCACGTCCACAACAACATCATCAACTGGTGCAGCATC
CACAGCCACATCCACCACGGCAGGCTCAGCAGCTGCTGCCGGAGGCGCTGCCGTGGCCTC
TGCTGCCGTCTCCACCACTGCCGGCTCCACTTCAGTGGCCTCCACCTCTTCAACCTCGTC
TTCCTCGTCAGAGTTTAGGGGTGCCACCCCAACACCGGGACCTGGGTTCCCACCCTCAGC
CTCCTCATCTGAGGCATCTCCTGCTGGGATGGCAGCAGCAGCTGGCTGGACTGGTACATT
TATATCTGCAGCCGCTGCAGGACCAGCATGAGCACCAGCGGCAGGAAGAAAGGGGTTTGC
AAGTCCCTGCTGCTGGTACATCCTAAACAGCTCCATGAGCCTGAGGGCTGCATTAGCATG
TGCTGCAACCTCACTGCTGTCACTGTCTGGAGCGGGAGCAGCAGAAGCGGAGATGATCAG



GTACAAAAATACAAACAACTTCATTTTGGGTCTTTTTTTCTGCAGTAGACAAAGTCTCTT
CTCAGATTCTCAGATACGGAGCCAAGTC
>CL1927Contig1
CATTCCTTGAAAACTTACCGGACCTTCAGAAATAGATTTGTGCCAATAAATGACCAAGAA
AAAAAATGATAGTGCAATAATATACATTGAAAAAAAAAATCAATAAAGATTTTAACATAT
AATGTCCAACATGTTTCTGATATAAAACATTCTGACAGTCAAACCCAACATCCATGCTGC
TTAGAGAAAAAACAAAACAAAAGAAGGCTTAAACTTGACAGTGCTGCTCAGATCTGTGTC
TTGTGTGTTTGAAAAACAACAAATGTAAGTCATTTTCTTTTAAACAACAACAAACAAATG
AAAAAAGTAGAAAACATTTGAGTCACTGTCAAAATGATTGGGATTGAGGCGGGAAAGCTG
GTAAAGATCCAGGAACAGGGGATGATCTTATTAAAGTCCTGCACAGATGGGCTCCGATTC
CATCTTCAGGTTGTGCAATTCTCAGAAACCTTCAGAGACTCTGAAGCTTTTCGGAGCTCC
TTGATGACAGCAGACAGAGCTTCAGGGTTGATGCCTTGCTCACACAGCCTCACACAAATG
GACAAGGACTCCATATCCAAACCAGTGTTTAGCAGTCTTGAAATCTCTAGCAGAACGTCC
ATAGTCTCCCGGACTGCGTTCAGGTTAGCATTAGCTGCACTTGCCATTACGATGACGCTA
GTTAGCTAGCTAGAACTTGCTAGCAGATACACAACAGCTTATATGTTACCCTGATAAAAC
GTTGATGAAAACAATTCAATTAAACAACGCGGCCGCGTTTAAAATATCTCATATTTGCTT
TACTCGGATTCTGACATACGATAAAATGCCGCATTAGCATTTAGCTTGCATCAAAGTTGA
TGCACCGTCCGCAAACTAGCACCGGAAATGACCCCCGGCCATAAGGCCCGGGTTAAACGG
CG
>CL1928Contig1
TCGGCACGAGGCCTTATCGGTCAGAGCCAGTGCAATTCATTGATTCCAGAACACGCGCGC
ACGAGCGGGGCGGGCTTACAGCGAACGAACGCTACGTGTTTGGCGCCGAAGGGAAATGAT
TTGTCCGATCTAGATAATCCAGCGCCATAGTTTTCATTTCGATGACTGCAAGTGGCATTT
TAAAGATTCAAAATGAAACTTAGATCTCAGAAAACGACAACACCTTATTCTGGGAAGCAA
AGGAAAAGTCGTAGACGTTCTACTAGTGGAGAAACGCCGAGGAGAAACGACGAGTCCAAC
TAGTATTTCTTCGGTTTCCGAAAGTCCCCTTCAGGTCGAGGACAAAGAGACCTCGGATAA
CCACTCCGACAATGAAGTTCCCACAATGAGGAGGCGCCAGCTGCCCCGCGGCCGTGCGAG
AAAGAGGGCAATTCCTGTTGATGACAGAGAGTCGGATTTGGCGTTCAAGACTCCACTGAG
ACCCATTCTGCGCCAAGAACACGTTTTGTCAGAGATGGACGCGTCGTCTTCTCTGAACTC
TACAGCCAGAAACATTTACTCCCCCATCATGCGTTTCCTGACACCCAGTAAAGAAAATTT
AAAGTGTCCAGAAAAAGCAAACAGTTTACTGATGAGCCCAGAACAAGGTGTGTTTGGTTA
CGGGTCCATTGACCTCCTGGCAGAGGACGAGGACGATGTCTTTAATCCGTTAACCTTCAT
CAAGAACATTCCCTCACAGTCGGAACATTCCCGTCCTAGTCTCAGAGACATTCCTCCAAA
GACCAGGAGCACTCCAGAGGCCACGCTGGTGGTGGATCTGGAGGAGACCCTGATGTTCAG
CTCTCTTAATGTGATGGAAGAAGCAGATTATACCTTCTACACGTCCTTCCAGGATCATCA
GTACAAGGCGTACATGATTTTGCGACCACATGTCAGAGAGTTTTTGCAGGCTATGGCCAA
AATTTATGAGCTGTTTGTATACACTTGTGCAAAAAAAGAATATGCTGAGAAGATCCTGGA
GATCTTTGATCCTCAGAAAAAGCTGTTCCGACACCGTCTCTATCAGGACGATTGCGCCTG
CGTTCTTGGACACTACATCAAAGATCTCAGCATTCTTGGAAGAGACCTTACAAAGACGGT
GGTTCTGGACAATGCTCCCCACACTTATCCTTACCATCTTATGAACACGATACCCATAAA
GAGCTGGTCTGGAGAGGCTGAGGACAGAGAGCTGCAGAAGCTCATCCCTTACATGGAGAA
ACTGGTTGCAGCTGATAACTTCCAGGAGGTACTAAAGAAAAGGAAGGATCACTTCCACAG
GCTGCTGTCAGAAGACTGACCGGACTCCAGGCCCTCAGGACGACTCCATGGGACTTTCTC
AGCTCATGATTGCTTTGATTTTGCTGTGACTAAAAAGCCAAAATAATTCTGTCTGGAAAG
GACCTGGCCTTCTTCTCCTCGCCTATTGTCGACCGTGCTGCTGAATGCTCATCACTTGAA
CCTGCCTTCCCACCAGGACTCATTCCACAGGAAGAAAACCTGTATATAAATATATATTTT
TTAAAACTTGAAGCTTATTGGTTATAGTTATTTTTTATTTATTCATTATGTGTCCAAATG
AATTTTGGTATGTTTATTTTCAGACAATATTTTTGTGCAATAAATAAAA
>CL1929Contig1
ATAGTCAAAAGTTTAATATGGAATATGCATATATGTTTTGACAGCTGGGTAATCTCCTGA
CTGAAAACTATTAGGCAGAAATTCCCAGCATTCAAAGAGAACATGACACACTGGTATGGC
ACCAGAGATGCAGCAGAAAAAGCAGCCGACTCAAAGAAAAGTAAAAGAAAACCAAAATAT
GTGAAGCATTCTTGTCTTTGCCTTTTACTGTGGGAAATGCATGGAGTGTGTGAGCTTCGT
CTGTTTGACGGCAGCAGAAAAAAAGTGAAAATAAAAAGCTAAACTGACAGATTTGCAATG
ACAGCCCGCGTGAATTCATCGCACATTGCGTATCCCCCCAGGTCTCCAGTGCGCACCTTT
CCCTGTTTGATGACCCTCTTGACAGCATCTGAAATCATCTGGGAGTGATATTCCAGGTTG
AGGTGCTTCAGCATGTTAGCAGAACTGAGCAGCATGGCTGTGGGGTTGGCGATGTTTCTT
CCTACGGCTTGGGCAAAGGGATGTCGGGCTCCAGTTTCAAAAACAGCGTATTCTGCACTG
TAGCTTTCTCCTGGAACAACTCCTGCTCCTCCCACCAGCCCCGCTGCCAGGTTATCGATT
ATGTTTCCATACAAGTTGGGCATCACCAGCACGTCAAACTGGTAAGGGTTTTGGACCAGC
TGCATGCAGCAATTATCAATGATTATGTTCTCATATTTAATTTTGGGGTACAGCTGGGCC
ACCTCTGCACAACTCTGCAAGAACAAGCCGTCTGCTAATTTCATGATGTTGGCTTTGTGG
ACAGCGGTGACCTTGCTTCGGCCTTTCTTGGTGGCGTAGTCGAAGGCAAACTTGGCGATG
CGCCGTGACTTATCTCTGGTGATAATCTTCAAACATTCAATGACCCCTGGCACACTCTCA



TGCTCCAGGGAGCTGTACTCCCCCTCTGTCTGCTCACGAATGATGACCAGATCCAGGTTA
TTATGGCGTGTGCTGTAACCAGGCAGGCTGTTCACGTGAACCACGTTAGCAAACAGATCC
AGTTTACGCCTCAGTTTCATTTCATATGAAGCTAGTTCTCCTTTATACTCCATGGGTGTG
TGAATCTTCCCTTTAATAGCTACTTTGTTGTTTCTCATAGAAGACAAGACGTGATCCAGT
TTGTCTTCACTGGCCATGTGCTGCACTTCACTCAGGTGAAACTCCTCAAATTCAACAGGG
ATATCACCGGCCTTAAAGACGTCCTTGACAGCAGTCATTAGCTCTGGTCCAACTCCATCC
CCTGGAATCATGGTGACCTTGAAGATGGCATCAGCTCGAGCTAGTGGGGACTCGGAACCA
CAGAGACCGTGGGACAAGCTCAGCTGTCGAGACGCCAACTGTTGCCACCGGGAAGGTCCA
AGACCCTTGACAAACGGGGAGAAGCTTCTTCTCAGGGCGGCCGCCATGGTCCCCCGGCCA
TAATGCCCGGGTTTNACGG
>CL1930Contig1
CGGCAGAGGGAGAGACAGACATGCTGCGTGTGATCTTCACCATTCTGTTATTCACCCCTT
TGGGTTTCTCAGCTCCGCTGGACTGTGAGAAGCTGATCCAGCGCCTGGATCCGCTCGATC
CCCTTCAACATGCTTCTGGAAGATGGCCGTTGGTTGCCGGCAGTGTGAAAGAAGAGAGCG
ACCTTTTCCTCCCACTTGAAACAACATTAAGTATAAGTCTGGAATTGGGTAAATCCTCCT
TTACCCAGTTTATCCGAAGCATTCCTGGATGCTTGTTGATTGCCTCCAACTTTACCCTGG
AAGACCATGTTATGAAGGCGGTAATAGGCTGCAACAACCACACCATCACCTTTTTCCGTA
CGTCCTGCCCAGACTGCAGGCTGTTCACAATTGAAGCGAGGACCTCTGCCGCCAAGTCTG
AGGGAATCTACCTGTTCAGCAGGAGGAGAGAGCTGAAGCCCCATGAGATCACCGAGTTTA
AGAGTCAAGCGGCGTGTTTGAAGTTCCCTCCAGTTGTGGAGATGGACCCGGAGGAAGAAC
TTTGTTAGCTGCACGAGATCTGCAGTTCAAGATGAGAAACGAAACGTTCAGAAGTGGAGC
TTAAGGACTGAAAATGACATTCCAGTGGAAACAATCTTAACTGGAAGAAACCTCAAGCTG
AATCAAGCCACAGAGGTCAACAGCTTTGTCATTCCTTTTGTCATCCTCAATAAATCTGAA
ACTTAAATCAAACCCTTTTTGTTGCCTCATTTCAAAATAGCAAATCCAAAGAAAGTGTTT
TGCAATGCTACAAAATTATGAAACCAAACTTCAAAATAGCAAGGCTCCTAATAATACACG
GAAGACACTGGTGAAAAATAGTTCTTCCCTTATTTTTTGTTACTTTTCTGCCTTTTTTGA
GCCTTAAGAACCTTGAATGTCTCATAGTTTGATGAGTGGGAATTGCAGAGTTGAAAGACA
CACACCAGCTCTATTGAGAACATCAATAAAAAT
>CL1931Contig1
TACCTTCCCCCAGAGATGAAGGCGTTCTTCACACCAGGAAAAACCCAAGTCTGCTAACGT
TTTGGGGGCGGTAAACAAACCGCTGTCATCGGCGGGTAAACAGCTGCAGAGTAAAGGCTC
CCGTATGGAGACCACCAGCAACAACGACTCCTCGTCCAATCCGGGCTCCCCACAGCGCAC
CAAGAGCAGGCACGACAGCACAGAAATGGACCACAGTGAAAATGAAGACATCTGCCTGAA
GAGAGCAGACAGTGATAAGGACATTGAAAAGCCTCGCGGCCGCAAAAGGGGCGTGGCTTC
CAACGACGACCAGGAGATCAAGCCGAAACGAGGGCGTAAAAAAGCCGCCGCGACTGTAGT
GGCCGAGTCCGAGGACCAATGGGACGAGGACAGCCGACCCGAGGACGAGCAGAACAGTCC
CCCCAAAAAGGCTCGCAGGGGCCGGCCGCCGAAGTCCGCCGCCGCCGCCAACCAGGACAC
TCCTGCCAAGGGAAGGAGGGGCCGCAAGAAGGCAGTTCCTTCTCACGAGGAGGAGGAAGA
AGAGGAAGATGAAGAGGAGGAGGAGAGGGGGGATGAGGATGAGGAGGAAGAAGACGACGA
TGACAGGAGTAGTGAAAACATAGAAGTGAAGACGAAGGGAGGAAGACAAGCCAGAGCGCC
GCGGCGATCTCAAGGCTCAGAGTCAGCAGAGTCCACCCCACAGAAGAGGAGAGGGCGCCC
CCCCAAATCCGCTCAGCCTGCAGCAAAGAAACCAGCGCGTGGAGGAAGAACGAAAGCCGC
CGCCGCCACAAGGGAGGACTCTGAGGATGAAGATGAAGAAGAGGATGAGGAGCAGGAAGA
TGAGCCAACACCCAGGGGTCGCAAGAAGGCAGCTGGGCGACGAAGATGAGCTAGAATCTA
GCGGAGGATGGCAGAAGAAAGGCCCGTTTTCCCTGCGAAGTGAAGAGGGAACGACGCCGC
CAGAAAGAAATGGACACTGAACTTTTTTAACTTTTCATATGCCGTTGCTCCTACTGTTAC
ACAGACCCGTACACGTGCACACTACACCAGAACATCCGCATCCGTTGTGGGTTTATGCTT
TGTGTTGCATTGTGATGACGTTCACCGCATTAGGTAAAGCTCATTTTAACAGGAAAAACA
AAAAAAAGCCGAAAAAGATCCCTCTTGTAAATAGTCCCTTCTGTCTGTTTCATGTTCTGT
TGTTGTGTTTTTATCTTGACTGGGTGATGCTGTAATGCCTTTTCCCACTGACGATGATGA
TTATTATTATTATTATTATTAAAGTGCTCCCATAAAGCAATACTGCTTTTCAAACTCCTC
ATGATTTTAACAGAGTTTAACTTTTTTTTTCTTTTTTAACATCAAATATGTCACCTGACC
TTTAATGCAAACATGTTTTTGTTTACAGCTCTGTATAATATTATTCTTTTTTTTTTATAT
TGAGTACTTAAGTGTGAGAAAGCTGTCCACATGTAGGTTTTCCTCCGGTTGTTCTGGTGT
TTGTTTCGTTCCTCGGTTTGTTTCCCGCTGATAGGAAGTCATGGTCGGCCGTGTTTTGTC
GTGTTGGTCGCCGCTGATCTTTTTGGCCTGGCATCCACCCAGTCAGATC
>CL1932Contig1
CTCATATTTTGTTTTATTGGTCCAAACAAGAGAATAAAAAAGAAAAAAAATTTAAAAAAC
ATTTACACTACAGGTATTACATATTTCCCTCATCTTTCTACAGTTAAACCCCAGAAATTC
ACAGTTTACACACAGTAAGGTCAAACATTTGAATTAAAAAAAAAATAATTAAATCACATC
TCGTTTAAGGCAGTTTTGTACCATCATTCCAGCCTTTTTAAGTCACTACACCATCTTTGA
ACCTGTTCAAAATGGCTTTAATCGGAGGCAATTTCCTTTAGTGAAAAAATGCACTGTCCT
CAAAACTCTTGTTGGGATATTATTTTTCCCTCCTTCCACCCTGACAGAAGTAAGTCTCAC
CTTCAAAGTGGTGCACAGACGGCCACATTAGGGTATTAGTGAGCAGAAAGTACCAGCTGC



AGGCAAGCCGGGCTGCCAGCAGTTAATTCTATCAGACGTGATGTCCTGTTCTTCAGCCGT
CCTGACCCACATTTTTGTCACATATGCTCACTCTGGTAGCAGCAGGAACGCCGTGGCACT
GAAGCGCTTTGGGAGGATGGCACTGATCGTCTGCAGGTCTGCAGGCCCAGACGCTCCATC
CACACTGAGGGGGGGTTCACTTGCAGCCGGGATAAGGAGGTGGCGGGGAGCAGTCGCCTG
GCTGAGGTTGTGCTGGGGTGTAGGGTGGAGGACGGAGTGATGGCGGGTGCATCTCGTAGT
CATAGGTGTAAGGAGGTGGAGGACCTGGGTAGCTCTGTGTCACAGTGTTGATGTAAGAGG
TGTTGAAGACGCCGACCCGCGCGCCTCGTCCGTTCTTCATGCACATGCACATGCACAGGA
ACAAGGCGGCCACCGCCCCCATCAGAAACACCACACCGAACACGATGCCGGAGATGGCGG
TGCCCGAGAGGACGTCCCCCACGTAGGCGTAGTAGGAGCAGCAGAAAGGAGGAGATCCGT
CACAGCAGTATTCGATGCAACCTTCGCATTGGCCGTCACTACCCCCAGTAAATAAAGACA
GAAGCAAGGAGCTCCTCAGCCACCTCCACCTCACCGTCTGGCCCCTCCAGCTGCTCCAAA
GCTTCTCCATGCTCACTTTGAAGAAATGTCAGGGATTTAAAAAAATGTTTAGAAAAATCA
CATGTTTCCCTCTTTCCTGCAGAACTTTAGGCTCAAAAGCTCAGTCCAATCCCCCTGAAG
AACAGGGATTCATTTTGTTCCCCACAAGTAGGTGTCTTCTCTATTCCTC
>CL1933Contig1
CCCCCGGGCTGAGGAATTCGGACGAGGGTGGTGAAGGGCGAACGCTCCTTCTTCCTGCAG
CCGGGGGAGCAGCTGGAGAACGGCATCCAGAACGTGTACGTGCTGTCGGAGGACGAAGGT
CTGGTCCTGCGGGCGGTGGAGGCGTTCACTGACACTGAGCATGATGGCGAGGAGGAGGAG
GAAGATCCTGAGGAGGAGGAGCGGAGAGAGAGCGGAGCAAAGCGTTTCCGGTCCGGCGGC
ATCGTGCGGCGCCCCGGAGACCGCTGGATGCTCCGCGGCCCCATCGAGTACGTCCCCCCC
ATCAACGTGGAGGTGGTGCTGAAGCAGCACGCCATCCCGCTGGACGAGAACGAGGGGATC
TACGTCCGGGACATGAAGACGGGAAAGGTGCGCGCTGTCATTGGCCACACCTACATGCTG
AACCAGGATGAGGAGCTGTGGGAGAAGGAGCTTCCCGCCAACGTGGAGGCGCTGCTGACG
TCCCGCGTCGACCCGCTGGCCGACCGCTCCACCCGCTTCCCCACAGGGGATGGCGTGCCG
AGGAACAAGACCAGGGTGGTGACCTTCAGGGTGCCCCACAACGCCGCCGTGCAGGTGTAC
GACTACAGGGAGAAGAGGGCCAGGGTGGTGTTCGGGCCCGAGCTGGTGATGCTGGGACCG
GACGAGCAGTTCACCATGCTGTCGCTGTCCGGAGACAAACCCAAGAGGGCCAACGTCATC
AAGGCCATCTGCCTGCTGCTGGGGCCCGACTTCTTCACCGACATCATCACCATCGAGACG
GCCGACCACGCCCGCCTGCAGCTGCAGCTCTCCTACAACTGGCATTTCGACGTGAAGCCT
GCGTCTGACGTGGCGGCGGCAGCGGCGCTCTTCTCCGTGCCGGGATTTCGTGGGCGACGC
CTCCAAAGCCATCGCCTCCCGGATCAGAGGCGCCGTTGCCTCCGTGCAGTTTGACGACTT
CCATAAGAACTCAAACCGGATCATCTGCTCCGCCGTGTTCGGCTTCGATGAGAAAATGGC
GGTCCGGTCCAGCCTTCGCTTCCCGCAGAACAACCTGATAATCAGCAGCGTGGACATCCA
GTCCGTGGAGCCCGTGGACCAGAGGACCCGGGACGCCCTGCAGAAGAGCGTTCAGCTCGC
CATCGAGATCACCACCAACTCCCAGGAAGCAACCGCCAGACACGAGGCGGAACGGCTGGA
GCAGGAGGCCCAGGGCAAGCTGGAGAGGCAGAAGATCACGGACCAGGCGCAGGCAGAAAA
GGCCCGCAAGGAGCTGCTGGAGCTGGAGGCCCTCAGCGCCGCCGTGGAGAGCACCGGCGC
CGCAAAGGCCGAGGCTCAGTCCCGGGCTGAGGCGGCTCGCATTCAGGGGGAGGCGGCGGT
CAACGAGGCCAAGCTGAAGGCCGAGGCTATGAGGATCGAGGCGGAGGCGGAGCTAGAGCG
CCTGGCGAAGGCTCGGGAGCAGGAGCTGAACTACAAGAAGCAGATGGACAGCTTGGAGGT
GGAGAAACAGGCTCAGCTGTCGGACATCGAGTCCAAACGCTTCCATAGGATCATGGAGAG
TCTGGGCGGAGATACGCTGAGAGAGATCGCCAGAGCCGGACCAGAACTGCAGGTGAAGAT
GCTGCAGAGTCTCGGCCTGAAGTCCACCATCATCACCGACGGCTCGTCACCCATCAACCT
CTTCACCACCGCCACCGGCCTGGTGGGGGCGCTGCCGGGCCAGGGACAGTCCTAGTCAGG
AGGAGGAGGGACTGACACAACTGTCCTGTGTTCATGTCAGCAGAAATGTTTTCTTAAGCT
CCGCCTCCCACGTTGTTATAGGGAGGAAATGGTTCTGATTGGTGGTTGTTCAGCTGCTCT
GTTGTCGTTCAGGAAGCTGAAGTTCAACAAACTGAACTGTTGGCTCAAATGTGCCTCCAA
ACCGCCTGAAGCTGCAGACGGTTTCTCTGTTTTTCTTCCTCTGCCACATTAAAACATTTA
AAA
>CL1934Contig1
TCGGCACGAGGCTCCGTTGTTGTTTGTAATATTTGGACTCTTCGTCCTCTGATGGTTGTC
CCCGGCTGCTGCTGAACTGGTTTGTTCCCGGAGGATAGCAGCCATGGCTCAGCAGAGAGG
AGTGAACAGCCTGCAGTTTAACCAGGACCAGAGCTGCTTCTGCTGTGCGATGGAGACCGG
TGTCCGGATCTACAATGTGGAGCCGCTGATGGAGAAAGGTCACCTGGACCACGAGCAGGT
GGGCAGCGTGGCGCTCTGCTCCATGCTGCACCGCTCCAACCTGCTGGCCGTCGTTGGAGG
CGGAGTCAACCCCAGGTTCTCTGAGATTTCAGTTCTGATCTGGGACGACGCTCGGGACTC
CCGGGAGCCCAAGGACAAGCTGGTGCTGGAGTTCACCTTCACCAAACCCGTTCTGGCCGT
TCGCATGAGGCACGACAAGATCATCATCGTCCTGAAGAACCGGATCTACGTTTACACGTT
TCCAGACAACCCAGTCAAGCTGTTCGAGTTCGACACCAGAGATAACCCTAAAGGCCTGTG
TGACCTGTGTCCCAGTCTGGAGAAGCAGCTGCTGGTCTTCCCGGGTCACAAATGCGGCAG
CCTGCAGCTGGTTGACCTGTCCAACACCAAACCCGGCACGTCCTCCGCCCCCTTCACCAT
CAACGCCCACCAGAGCGAGATCGCCTGCGTGGCGCTCAACCAGACGGGCAGCGTGGCGGC
CTCGGCGTCTCGCAAAGGAACGCTCATCCGGCTCTTCGACACCAACACCAGAGACAAGCT
GGTGGAGCTGCGCAGAGGGACCGACCCCGCCACCCTCTATTGCATCAACTTCAGCCACGA



CTCGTCCTTCCTGTGCGCCTCCAGCGACAAAGGAACCGTCCACATCTTCGCCCTGAAGGA
CACCAAGCTGAACCGCCGCTCTGCGCTGGCGCGGGTCGGGAAGGTGGGGCCCGTGATCGG
TCAGTACGTGGACAGCCAGTGGTCGCTCGCCAGCTTCACGGTGCCCGCCGAGTGCGCCTG
CATCTGCGCCTTCGGGAAGAACACGTCCAAGAGCGTCAACTCCGTCATCGCCATCTGTGT
GGACGGGACCTTCCACAAGTACGTCTTCACGCCGGACGGGAACTGCAACCGCGAAGCCTT
CGACGTGTACCTGGACATCTGTGACGATGACGACTTCTGAGGGAGGGGGGCAGGATCCTC
TGATCAGCTGTTTGTGTTTGTTTATCATGAAACTGGACAATTTATGAGCAGAAACATTA
>CL1935Contig1
TATGGCCGGGGACTCCCATTAGTGTGTGTCAAAAACCAAGATGGCGCTCCATCGGCTGTT
CCAGCTGTCCTCCATGCTGCGCTCCGCCATCGGCGTGACGCTGCGCCGGAACATCGGCCT
CTCCGCCGTCGTCTTCAACAAAGCCAAGGACCTGGACCCCATCCAGAAGCTCTTCCTGGA
CAAGATCCGCGACTACAGCAGCAAGAGCAAGACTGCTGGTGGGATCGTGGAAGGAGGTCA
AGATTATCAGAAGAACCTCTCTGAGGAGGTGTCCAAGCTGCAGAGGTTATATGGAGGAGG
AGACCTCAACAAGTTTCCTGACTTTAAGTTCACGGAGCCGAAATTCGATGAAGGAGCAAA
GTAGAAATGTTGTAAAATGTGTAAATGTCACATGTGTTTAATAAAGAGTTGGGTTACCCA
AAAAAAAAAAAAAAAAAAAAAAAAAA
>CL1936Contig1
CTTTATTGAGACATTCTTAAATGTCAACAGCTGCATTTGATATTAGAGTGGTATTCAAAG
AATAAAAAGACCCCAGGACAATACATAAAAAAATATTTCTTAAAAAAAAAGAAAAAACAT
TGTACACAACCAACTCTGTAATCTCATTTTTGAGTCGAAACATCTAGACACTAGTTACTT
TCATACTGATATGTAGTCCTAAATAGTTGTTCATTATGGCAGGAATAAAATTCTATCACT
AGAAAACCCTTAAACTTAGGATATGTAGTGATAACTTTACAAAAAAACAAAAAGAAAACA
AAGCAACACTGTACATTTTTAAAACATTAAATATACACATGGTTTTTGTTCAGAGTTTTG
CTTCAAGATGAATCGAGTACATTAGGATTTTATGGCATAAACAAAAATTCAGGTCCAATC
CACACATAATGCACTAATCATCCTCATCTTCTTCCTCTTCCTCCTCCTCCTCCTCTCCTT
CTTCCTCTTCATCAGCGGCAGAAGCTGATTCTGAATCGACTTTGCCTTTTGTACGGTAAG
CAACGATGTCTTTGTCATATTTCTCCTTCAATTTGGCCGCCTTCTTCTCGTACGGCTGCT
TCTCCTCCGCAGACGAGCTGTTCCACATCTCCCCGAGTTTCTTGGCGGTGTCGCCAATGG
AAAGTCCGGGGCTTTCACTTTTTATTTTGGGGCGAAAATCTGCACAGAAAAGAAAGAAAG
CAGACGGCGGTCTCTTTGGAGCATTTGGGTCCTTGAATCGTTTCTTCTTCTGCCCCTTGG
GGGGTACATAATTCTTCATTTCTCTCTCATAACGCACCTTGTCTTGTTTGGCCATATCTT
CAAACTTGCCTTTCTCTTTAGGTGACATTGTCTTCCATCGCTCAGAGCATTTCTTGGAGA
ATTCCGAAAAATTGACTGAAGCATCAGGGTGTTTCTTCTTGTGCTCCTCTCGGCATGTTT
GCACAAAGTAAGCATATGAGGACATTTTGCCCCTTGGCTTTTTTGGATCCTTCACCATCT
TGGCTTAACCCCTCAGCCGGCTGCTCGTCTCAAACAATGGGACTAATAGCACCGTCCCTT
GCCGCGGTCGTTCGGCTGAGGGGATCGGGCTGTGTTTATCCTGAGCGGAACGCTCGGCTG
TCGGACATTGGCTGCCGCCAACTCCTTGGAGTATCCTATTGGGCACTCCCCGGCCATA
>CL1937Contig1
GGNCTGCAGGNAATTCGGCACGAGGGGAAGCCCCCCTCCAGGNCCGCGGGGTTTGGTTGC
ACGCAGGCTGCAGTTTCAGTTTGTTTTATTCACCATTTTGAGTAGCTGTGGGTTTTGAAA
AAGATTATTTGTGTTTGGAGGACGTCTCGCTGCCGTTTCTTGGTTTTCGAGCGCTAGTTC
GTACGGCGGAGTAGTTCGTCGACCTCCTCAGTGTTTTGCAGAGCGGGAATCTATTTCTTT
CCTCCCCCTCCTTGCTTTTTTTCCCTTCTCCCCCTTTTCTCATATCCCAGACCTCTATTA
GTATTCCTGCAAAATGTCAAGACCAGTGAGGAACAGGAAAGTGGTAAACTACTCACAGTT
CAACGAGTCTGACGCAGAAGAGGAGTACGGCGATGACAAGCCGAAGAAAGTGCGACCAGC
CCCTCGTGAGCCCAAGCACAAGCGATCAAAGAACTCGCAGGATGAAAGTGAGGACTCCGA
CGACAAGCTTTCCAAATCCAAAAACGATTCAGCTGATGACTTTGGCAGCGAAGAAGAAGA
AAACGAGTTTGGAGAGGAGGAGGAAGAAGGAGGAAGCGACTATGAAGAAGAGAGAGGCAA
AAAGGCAAAGAAAGCCAAGCCGGAGAAGCCCAGCAAGCGGGGTCCGAAGAGGAAACGACC
TGCAGATGACAGCGACGACGACAAGGAAGTGAGTCGAAAGCGTACAGTGCGCCAGGCGGC
GTCCAAGGCCGCGTCCAAACAGAGAGAGATCCTGCTGGGAGACGGAGGCAGTGAGGACGA
GGAGCACGAGGACCAGGAGGAGCCGTTCTTGGACCCTGACGAGTCGGGAAGCGATGAAGA
CTTCATGGTTGAGGACGATGATGACAGCGACTACGGCCGCTCCAAGAAGAGGAGCAAGAA
AGTGATCCGACGGGGACAGCCGGACAAGAAAGAGAAGAAAAGCCCCAAACCACGACTAAA
GGCCACAGTGACCCCCAGCCCAATGAAAGGAAAGGGGAAGGGACGCCGCGGCGCCAAGCC
CGTGGAGAA
>CL1938Contig1
TTTTTTTTTTCAATCTAAAAACACATTTATTTACATCGCGTGGATGAATTCGGCTGATAA
AAATCCTTACAGGCTAACGGCAGCCCAGAGCGACAGCGCTGACCTGGGATCAGTCGTCTC
CTTTCTCCGCTCGTCTTCATTCCAACACTTTCCAGTTTCAGAGCGCCTCATCCATTTTTC
ACATTTTTGTCAGTAACATGAAATTTACAGTCACATGTATCAGGAATAGAACGTCATCTC
CGAGGATCTCGGATCAGCGCTGCCACTCGCAAGCCTCCAGAAATGTACGGTCAGAAAATC
GCTTGTAGTGTTTGTTTGTGTGGTTTCCTGGTCAAAATTCCAGATGTGGGTCCGACTTTG
CAGTCGCAGCAGCGGGGGTGACTGCGTTTCAGTGTTCCCTCGAAATTTCCCGCCGAAAGG



GGGGAAAAAACAGAGATGCTGGAATGAGTTGTCACATAACGGGGAGTACTGCAACCGTTG
GGGCATCCGAACAGGCTCCCTGAGGAACTCCTCGGGTGATTGCATTGTTTCTTGAGTTGT
AAAATTCATGTTGCAATTTTTTTTTCCGTTTTCTTTTCTCAGCATCGATGAATGTAGAAG
GAAACACTGAAGTTCAACACGTACTTATAAAGATTCAGCTCAGAGTATATAGTTGATACA
AGTATTTATGTCTGTACAAATCCTGCGTAAAATAGTGGGGGGCGGGGCAACAAGACACAA
ATGTTTCACTGGTAATATATGCACAGCAAAGTGAGGTGCTGGAAGGGGGGGAGGGGGGTC
GCAGCAGAAAATNGTAAAAGCTTAGAAAAGTTTGGACGTCTTTAGATGGCGGGCAGGACT
GGAGGTGGCCAAAGATCGGAGATTGTCCGCGATCNCCTTGTTTGATTACGTTTTGATTTT
GGTTTTNTCAGCCCGCTAGCTTACAAAGAGGCGCTCAAACCCACNCAAAAAAAAAACAAC
CTTTTTACTATTTTCAGCTTTTACTATTTTCTACCGGACGGGGCACAATCGCAAGACACA
AGCCCTTGACGGTTCGGCGGTCCGATCCGTCAGGTTCCGCGCTGTACAACCAGGTCCAGG
CGTCTGCTGAACATTCATTCTCTGGTCGCTTTTGTCCGTAGATCAAATAGAGTTAAGCGG
GTCACAGTCCGTTGTCTGTTCATTTTGTCGTTTTGAAGAATTCCTGAATCGTCACCTCGT
GCCGAA
>CL1939Contig1
CAAAGTTTAATGAAGAAGTATGACAGAACGTCTGCATGTTTTGTTCCGTCTCTGCTCCAG
AGCGTCCACGGTCCCAGCCGCGGAGGATGGAGAGTAGGTCCTGCTCTCTCAGGAGGAGGC
GGAGCTCCTGACTGCCGCCTCCCTCACGTCCGGGGTTTCCTCCGGAAGCGGAGAACTGCC
AGCCGCTCGTTTGCGGCTCTCGCAGACAGGCAGGACTCCCCCTGCAGGCCGGACGCCCTC
AGCAGCCGGATGATCTCCTCGGGATCGTTCTCAGCGATGGTGATGAGGTAAAACACGCCC
TTTAAGGACAAAAGTTCCCCCACCAGGGGCAGGAATCGATCCGTCACCTCTCTGCCACGC
TCTCCACCCGCCCAGGCGGCTTCGATACCTCTGCTGCCCACCTCCTCTGAAGGAGTGACC
ACGTAAGGAGGGTTAAAGAGGAGGACGTCCACCTTCCCGCTCAGCTGAGGAAGAAGACTC
TCCACCAGGTCTGTGACGACGGGCTGCAGCGACACGCCGTTGCAGGACGCCGTCTTGGCT
GTGCACACAGCTGCCGCGGGATTCACGTCTGTGCATATGAAAAAGGCTGAGGGTCCAATC
ACTGATGCCAGAAACGCGGACACGACCCCCGACCCGCTGCCCACCTCCACACACACGTCC
GGGTTGCTGCTCCGCAGCGCCTCCGCGTCTCTCTCCAGCGCGTTGATGAGCAGGAACGAG
TCTTCCGCGGGCTCGTAAACATCCCGGAACTCTCCGCGTCCCGCGTGAGAATAGTCTGGC
GTGGGATAACTGCTGCTCATCACTCCCCACGCGAGTCCCGCAGACTCACTCACATCGGGA
AATATAAATGAAACATTCCTAGATAATCATTTTCGGAAGGTTACCCGTCAGAGACAACTT
TCTTGTTTGCTATCCCCGGCCATAAGGCCCGGG
>CL1940Contig1
TTTTTTTTTTGCAAGTTCAAAAGCATGTTTAATCGCATTATAACTTTCCATAGTCATTTA
AAAGTCAAAATATGTCCATTATTAAAAATGCTCTTTTCCTTCTTATCTTCTGTACGCAGT
GTCATCATGAATTAAACAGCAAGCTCAGACCGTGAACCCAAAGCCTATTTTCTTCCTGAA
AAACCCAAACAAACCATAAATCTGAGGTTAATACTTGTGTTAACAGCTGAAGTGGAAACC
ATTTTCCAGACCTTTTGAAACTTTCAGTGTATTAAAAAAACAGACATTAACAGTTCTGAA
AGGGGAGCTCTCTCTTCAGGTGAAGGCAACAACGTCGGCTGTGATCCGTGTGATCAAGTG
TTGATTTCTCAACACAAAGGCTTGGCGTGTCTCATATTGTTGGCACAGGTCCGGCCCACG
TTGGCTCCCTCCAGCAGTAAATCAGAGAGGCGGTCCAACCCCAGGCAGGTAGTGAGGGGG
CTAATTAGGCCATAGAGACCCCCCAAGGTGATGCTGATGGGCCAGCCAATGATCAGCAGG
ACCAGCAGCCACACGATGCACCAGAAGCATGACCCACAAGTGGCCATCCTAGTCTTCAGC
GTCTGATGAGACGAGTGCCCGGTTTCTTTCTTGTGCCTAACAAGTCTCCCGGATCCTGCT
TGAGCCTTCCAGAGAGGACTGTGGGAGCAGCAGCCAGGTCCCACCAGTTAACTCCAATTT
ACAACAAAGTACCACAGATAACTCAACCGTCATGAGGTCAGGCAGCTTGGAGAAGCCCCG
GCCATAAGGCCCGGGTTAAACGC
>CL1941Contig1
TCATGGAGGAAGCAAAGTTACGCTTTATTTCAGCAACTTCTAGTGTACTGATTAACAAAA
ATGCAAACTACACTGATTCTTCAGCTCATAATGTGCAAAATGTCACTGAAAAATTCAGGC
TTTACAAGTGATGATGTCAGATATGTACAAGCAGAAAGAGGCCGCAAACAGCTGCTTTGG
ATTTAGAGGTAATCGGGATCCTCCAAGTGAGTCTGCGATGTCAGGTGACGTGAACGAGGT
CTACAGGTTTGGCGTGGGGGGGCCGAACCTCTCAGCAGAAGAAGAGGGGCATCCAGAGGA
AGGATCGCATGGCGGCCCCTGCTGCCACGCCCGCTAGCAGACCCAGGGCCACGCTCTCCA
CAACTCCATCAAATGGATCCCTCTGAACCACCACCTGGTGAGTTCCTGGACCTGCTCCTG
GAGTTATGTAGACGGTGTGGTAGCTGTTGAGAGGAACGGCCTGGTAGGAGTCGTCATACG
GGTCGTACTGGAACACCGGGTTTCTCCTGGTGTCCAGCATCGTCAGTTTCCACGCTAGAG
ACTCGTCTTCACTGTTGGCACACAGGTTGAGCGTTGAACCGTCTCTGAAGTGAAGCACCA
TCAGATTCTCCCTGGGACTGCTCTCTGGTGGATTCACCCCTCCACACTCCAGGCCAGACC
GGACGTCGATACATTTCATCTTGAGGCTGACGCGCAGCTCCAGATCCCGCCTGCTGTCAG
TCTTGTAGAAGCACAGACTCCCATCGATCCAGAGGTCACACCAGTTGAGCTTCCAGCGTT
TCAGCACCGCAGTCTGTCTCCAGAGCCACCCTGACTTCAGGAGTGCCATGTTCCTCAGCT
GCTGTCCGTCCTGTTGCTTCTGTTTGCCCCCTTCACGACCAGAAGAAGGTCTCGCTGTTT
ACCAGCTGATGGGATCCAAACGTGTGCTTGTTTTGATATTTCCTCCTTGGATCGTTGCAC
ACTTGCAGAT



>CL1942Contig1
AATGTACACCCACTTTCCAGAGGAGTTTAGACCAGAACTCGGACTCTCCATCACCAAAGG
CTCGGTTTGCTCCGCTGCTAGAGCTCTTCAACACAAAAGCCTGGAATTGGTTCTGCAGAA
GCTTTTATTGTGAAGTTCTTCCTGTGTTTGCGATGACACAGATGTTTGTTTACCACACCT
GTGAGTCTCTGTGATCTGAGGAAACAGACCCAACTCCTGTCATCAGTCTTCGTCTTGCAG
TCCTTAATGTTCGCTGGCGGGACGTGCACCGCCGCTTTCCGGGCGCCATCAATAAAACGT
TATTACTTATCAGGTCGTGCTGAGAGCGAGCTCCGCCCTTTCAATGTCACCGTTAAAACG
ACACTGGACAACATTAAAAGCTCTTGAAGCTGAACGTGGAGAACTCCTCTGCAGCTTCGT
CCCGGAGCGCTCGAGTCTCTGCTGGCTACGACCGCCAGCCACTCACACGTCAGACCACAG
GATGGCGCGGCTGCCCTTCTCCACGCTGACCACGTAGGTCCCCGACGGAGACCAGGACAC
CGCGTTGATGGCAGAGTTGTGGTTCCGGTCCAGAATGCGCTCCACTTTCCCCGTCAGGAC
GTTCCAGATGTACAGAGCTCCGTCAGCCGAGCCTCCAGCCACGTAGCTGCCATCCGGACT
GAAGGTGACTCTGGTCCAGTCGGCTCCACACTTGAAGCCCTGAGCGCTGAGAGTCTGCCT
GACGGCGTTGGTGCGCAGGTCGATGATCTTCAGCAGGTCGTCTCTGGAGCAGGTGAGCAG
CTCGGTGCGGTCGTGGTTCAGGTCCAACGAGGTGACTCTGCCGAGCAGCTCCAGCTCCCG
CACAATGCTCTCAGCCCTGATGTCCCAGAAGCGGACCTTTTTGTCGAAGTGGCCGCTCAT
GACGCACTGCTCCGTGCACACGATGTCATTGCAGCTTGAGCCAGCAAACACCGTCTTCAT
ACAGACTTTGCTGCGCAGGTCCCACAGCTTGAGCGTGCGGTCGTAGCTGCCCGACACGAT
GCGGGCGTTGTCCAACAGGAAGCGGGCAGACAGAACCTTCCCGCTGTGGCCCGTCAAGGT
GTGCCGGAGCCTAAAGTCCTCCACCGTCCAAATCCGACTGGCAAAGTCATTGGAGGCTGC
CAGCAGGCACGAACCGGCGCTGTCAAACTCGATGCTGGTGATTCCGGCGTTGCTGCCCGT
CAAAGCCTC
>CL1943Contig1
GAATAGTAAATGATAAGCAAAACCACAATGCACAAAAATAAAGCTTATTTTTAAATGTGT
ATAAAAATTGACCTTAAGAAACACAAGACTTACAACTGGAACCAAATCCTTCTTAAAAAA
TGTTTTAGTTGAGCATTTTACATGTTTAAATGACATCATGCTTCATGACTCTTCCATCCA
GGAGGCTTGCGGGGCAAAAAGCTGTTCTTTGCACTCCGTGAAAAACACCGAGCACATCCA
CAATGAAAAGCTTTCTGACTGCAGGTGACCCCCCCACTAAAGACCACGACAGCAACCGGA
ACCCTCCTTAAAGCCCACAGCACCCAGAGTTCAGTTTGATGCAGCCCAGAATCAGAAAAA
GCTAGAGAATTGGGGGGCGGGGTCCCAACAGGCGAGGAGGACGGCTGTCACTGAAGTCTC
GCTCTCTTCTCGGGAGGGGGTTTACTTGAAGGAGTGGGGGCTGATGTCTTGGCAGCCGAC
TCCCTCTCCTCCTGTTTCACAGTTTCTGCGGGAGCTTCTGGCTCCTTCTTCACCTCAACT
GGAATGGGTTTGTCTCCAGGCTTCGGCTGGTAGAAGGTTGGAGGAAATTTTGACCTGAGG
TCCATAAGAAGCGTGTCCACGCGGTGCCTTTGAAACAAAGAACTCAGCTCCTCTTTTTTC
TTAGACTTCGGTTTGGCTTTTTCTTTCTCTTCTTGGTCTTTAAATTGCCACCAGTATCCC
TTGGATGGATGATAACGGCAGTAAGACATGGCCTCGTCGAACGCAGACTGGATTCCATGG
ACGGCAGACAGCGTTCGGGAGCTGATAACTGTTCCCAGATCAGGGGCCTGATAAACGACT
CCAGCTATGATGTAGAAATCTGCCAATGGCACCACTTGTGTCGGTGACTGTCTTTGTTGT
TTGCGGATGATATAAAGAATCGGCTCCTGAGCGTGAAGAAGAATGTACTCGACTCCAACC
ATCTGATTGAGATGCTCCAGTGAGAGCCGCTGCATCTTCACCACCTCATTGTTGCAGCTT
CGCTCATAAAACGGGTTACTTCTCTCAGAAAAATAGTCCAAAACATTCCCAGGGTTGAGG
ATCGGTACCCAGCTACTGTCTACCCAAGAAATCCCCAGAAGGTTATCCCTGAAGTCCACC
GACGCCATGATGTAAACAAATGTCTCCACAAAAAAATCCCCGGCCATA
>CL1944Contig1
AGTTTCAGTCATTTTATTTAGGTGACAGCCAAGGCATCACAGACTACAAATACAGTTATA
TCTATTACAACCAGCAGGTTACTGGAAAAATATAAAAACAAGTAAAATGAAATCAGATAA
AAAACATGAAGGCCTAGTCACCATCAGGTCACTGTCAATATACCATCCCTGATATAACTA
ATGGATAATTCTAAGCTGCTACAAACCTGAAAATGAACTACTTTGTTTTTCAAGCTCATA
GTTTTTAGAATATCAAATATTCACAAAGGGCGTTTCAAATACTGCTATAACAGAGCCTGC
ATGTCATTTTTGTTCATTTTGTCAACATGCAAAATGTAAATCCAAGGAAACAGCTAAAAA
ATTAACTGTATACAGTAAAACTGTAAGTCAGAGAAATGTCACAGTAAAGTAATAAATACA
GAGCAATTCACTTTTTCCTCTTTTGTGAACCAGAATGCTGTGATACAGTTCAGGATTCAA
ACATTTCATTAGTTTTTTTTAATAGAGTTCATTTCTAAAAACAGGGAGGTAAGGCTAGCG
AAAACTAGCAAAACGAATATTTTCAAAAACCTAAAGTCACATTATTTTCTACAAATATTA
TACACCCCAGCCTTCACCTCCACCCACACTTAAGGGTAGTGTTCGTTGTATTAAGTCTTG
CCGTAAAACACAAATCGCAATGAAGCTGTTATTCAGTTTTCTTCAGAGTTCAAGGCCAAT
ACTGTGCTGTTTCTGTGGGGTAGGGCGGAGTCTGTTTACAAAAGAACAGGCTTCACTGCC
AACCCAGCTGGGGGTGCAGTCCTGGTTGGAGTGGAAAAGGGTTTCCTGGACCTGAAGGAT
AGTTGGTAAAGGCTGTTGGCTTGAGCAGGAAAGCTTTCCAAAGCAG
>CL1944Contig2
AAGGATAGTTGGTAAAACTGTTGGCTTGAGCAGGAAAGCTTTCCAAAGCAGATGTAGGGT
GAGCCTGCAGCAGAGCCGATTGCATGGTTGGGTTGTGGAGGCCACCAAGTGCAGCAGGAG
AAGCAGAGGGAGAAAAGCCTGCTACTGCAGGGAAAGACAGCAGACCAGGAAAACCACTAC
TTCCTGGAGGCTGGAGGCCGCTGCCCAACCCCGGCTGGAAGTTGGAGCTGAAGGCGGAGG



CGAAACCTGGCAACACCGGGGAGGATGCTGGAACTCCAGCTGCAGCTGCAGCTGCCTGCA
GAGGGGTGACTGATGCCACTGAAGACTGAGCTGCTCCTGCCAATCCCATCAGGGAAGACA
ACACGGGGCTTCCAGCGCCGTGCCCCCCTGACACACCCAGTCCAGCAAAAGAGGTGGGGT
TAGGACCAGGGGGGATTCCTGGGAATACAGGTGCAGAGCTGAGGCCTAAACCAAAAGCGG
AAGCTGAACTGGGAGCAGCATTTGCTGCCAGGCCTGGGTACATGGAGGTTGCGGGGTGGT
TGGAAATGTTGGATGAAGGAGCTGCTGTGGGCACGGCTGATGGGGAAGTTGCAGGGAGAG
AGGAAGACAGGGCTGGGAAAGGAGACAAGCCGGGATAATGCGATGGTGCTGGGCTGGAAG
AAAGAGCATGGAGGCCCGCTATGGCAACAGGGCTCGGGAGAGAAACCTTAGGTGAGACAG
AGGGGTGTGACCC
>CL1945Contig1
TTTACTGAAATTTATTATAAAATATACAAACATAGTTTCCATCGCGCTCATTTTAACTTA
TTGAATTCTATGTTTTTTCACAGACATTTTCTAAACTTGGGCGAAACTCTCACTTGTACA
TCAAAAAGCTGAAATGTTTACAAAATGATGAAAAAAAGGGGAATTTTTCAGTTTTAAACC
CAATGTTGAGAAAGAGTACAGTAGTCTAGAATACACTGGAGGTGTCAACAATAACTGACA
GAAAGCAGGTCAAAGGTAACAGACTTGAGTACCAGAAACGGCATCCCAGCTACAAATGAG
TAATTTGCGCCACACAGTGAAAACGTCTGTTCTTTTAATGACATTCTGAGGTCACATAGG
CAGTAAATGGTCATCTCTCTCGTCTGGTTCTTCCTCCAGCGGCTCGGTGGTCACTCCTCT
GTAAGCTGGAGCTTGCTCTCGATTTTGAGACCGACATACGAAGTCGCAGCCATCTGCTGC
CAGGTTGCCAACTTCCACCCAAAAAGCATAGTTGGGGAACTGCTCCATTCCTTTGGCTCC
AACGATCAGCCGCTGATAGAGGAAACCTCCAACAAGGTAGAGAGCCAAAAGCACAAAGGC
AATGATGAGGATTATGGATCCAGGGCTAAGGTGGGACTCAATGGCTGGACACACAGTACT
GGAGTCCAGCTCAAACAGGTAAAAACAGTCAGTCGACCTGTTCCGGTCCTCCACAACCAC
TTCAAGCTGACCCATGTCTGTATTCCTGTTGCAAGAGATCATAATATAGGCTTTTCTCTT
CTCTTGGGAGCAGTGTTGGTCGTAAGCTTCACCACTACGGTAGATCAGCATCACCCAGTC
ACTTCCTCCAATGGCTTGTGTGTCAGTGTACATGCCAACCACTGTTGGTTTGTTGGGATT
TTTCTTATCCAGCTGAATGACCCCAGCTCCTTTGACACCCCCTGCATCCCCACACAGCTG
GAATACGTATGTGTAACTCTCTTTTCCAATGTTGTGCTCTACTGTGAAGTTCTTGTGGGC
GAGACCTTCTAGTCGACTGAGAACCTTCCTTTCAGATTCGGACTCAGACACCAGTTTGCA
GGACTTTGTGTCGCTGGAGGCGAACACCGTCCTCCCACACATCACCAACTGAATCACCAA
ATTCCACACGACGATGGAGCCTTTACCAGAAATGCTGAACATCATGGATGAGGCTAACAG
GCTGCAGACAGCAGTGTAGTGCCCC
>CL1946Contig1
CTGGATTTTTCCAGACTGTCCGTCAACCCCTCCCTTCCTGGTTTTCTTCTTTCGTTTTTG
CTGATCCATAAAAAGCGCTTTATTTTATTTCTGCGGATAAAAACCTCTGAATAAGAACAA
AACCATGTTTGGAGTGAGAAAGTCTTTGGTAATCGTCCTGTAAAAGAATAAATGTGAACT
CCTGTTGGTGGATTTGACCGGACCAGCATGGTGTCTTCAGCCCAGAAACCTCCTTCTGCT
GTAAAAAAGGATGTTAAAGTCAGACAGCTGGACATCTTTGTTTTTCCTGATGATGCTGAT
GAGAGTCTCCAGAGTTCTCTCATGTCATCAGACAGAGTATGAGATCAGTGGCGAATGTTG
TCCAATGTGTCCTCCAGGAAGTCGAGTTCAGAGACACTGCACAGAGTTCAGAAGTACTTC
CTGTATGCCGTGTACTGAAGGAACTTATAATGAGAAATCTAACGGACTACAGTACTGCTC
AGCATGTTCTCTGTGTGATTCAGGTTCTGGACTGACAGTGAAGCTTGGATGCACACTGAC
TTCAGACTCGGTGTGTGAACCTTTGGACGGGTTCTTCTGCGTGGACTCCTCCTCAAAGAG
CTGTTCAGCAGCACAGAGACACAGCAGCTGTAAAGGAGGACAGTACATCAGACAGAGAGG
AACGGCCTCCACAGACACTGAGTGCTCTGACTGCAGCTCAGGAACATTTTCAGATGGAAC
AGGAGAGTCCTGTCAGCCACACAGACAATGTGAAGCAGAAAACCTGCAGCTGATGGAAGC
AGGAACGTCTTCAACTGATGCTCAATGTGGAGAACAACGTCAGGATGTGTCAGCAGTAGT
GATCGGTGTTTTAGTTCCTGTTGTTGTTTTATTAGTTATTACAGCAGCTGTTTTATGGCA
TTTCAGAAAATATATGATAGAAAAAACAAACTGTTTGAAAAACAGTGATGCAGCAGAGAC
CAACACAGAAATGGATCCAATGAACAGAGACTGTTGACTGTCTGAACTGCTGATGGCTGC
AGATGAAAGAGCAGCTCCTTCATCAAAACAGATCAACTCATGAAGATTTTCCTCTTCACA
GCAGAAACTAGAACCCCATAAAGACGTGTGCAGTCCCTGTTCTCTGTGGAGTTCATGTTC
AGTAGAACCCAGTTGGATCTCTGGTTCTGATTTTCTTCATCATTCTGGAATCTGAGCAGC
TTCATGAAGCTCCTGCAGTTTGTGACTCAACAGACATGATTGATGAGGATTTATCATCTT
CAAACTGAAACTGAACTTTAGACAACAGGTGACCTTTGACCTTTACTGCAGCGTGATGGG
AGGAGTTTCTGTCTTCATCCAAAAATCAGGAGATAAAGTCACAACCATGAAAATAATCTA
CTTTTACTCTGCATCAATGTAAGTGAGGACAATTTAACACGTGTGTTTTAAAAAAGTACT
AAGAGCCAAAGGAACACAAATGATATTTTTACATTATTTTCTATATTTACACTTCAAACA
TGTAAAATTAA
>CL1947Contig1
TTTGTACAAAGATGAGAAAGAGCAACTTATTATTCCACAGGTTCCTCTCTTCAACATCCT
GGGCAAATTTAATGGCAGCACAGAGAAGGAATACAAAATCTACAAAGAGAATTTTCTCAA
AAGGTTCCAGCTGACTAAATTGCCCCCTTATCTCATCTTTTGCATCAAAAGATTCACCAA
GAACAATTTCTTTGTGGAGAAGAACCCGACTATCGTAAACTTTCCCATTACGAATGTGGA
CCTGCGTGAATATCTGACAGAAGAAGCTCAGGCCACAGAAAAGAACACAACTTATGATCT



GATTGCAAACGTTGTGCATGATGGGAAACCCACTGAGGGGTCGTACAGAATTCACGTTCT
TCATCATGGAACAGGGAAGTGGTATGAGATGCAGGATCTGCAAGTAACGGACATTCTCCC
CCAGATGATCACACTGTCAGAGGCGTACATCCAGATCTGGAAGAGACAAGATTGATGAAG
CAAGCAAACCACACAGGGTTTTTTTAATGAGGCAACAAGCTTGTTAATTCTATTTTGTAA
TCAGAGGCCTTGAAATCATCTCCACAAACTGGCAGTTTATTTGAATAATGCGAGCAATTT
ATGGCGTGAAGGTTGCAACAAAATATCAGGATGTTCTGTACAGGCTGTTAAAGTAAACGT
ACATCTGAGGTTTTTGACAGTTTTCTAAATAAACCATCTCCAGGATATTTGACTGTGTTC
TAAAATGTAGCACCTCATTTACAGTCTCACAACTGCATACAACATCAGCAAAAGGATGAC
GGAGGAAGTGGTCATTAAAATACATATAACTAACACAAAACTTAGCTATTTTGGATATTT
TGATTTTACATTCATGGCCGAGATGAAGCATCTTAAGCAACAGTCAAATTGGGCGAGCAA
ACGAAAAATCCTACATCGATTTGTGATCAGAGATAACATCTAACAGCAAAACATTTTGAT
TTGGTTAAAAAAAAGGTGATCAGTGCTTGTCTTAAGCTTTTCAAAGGTAATCAGTGGGAA
ACATTTGAAGAACGTAGGTCGTTGCAGCAACGGTCCTGGAGGAACCGGGCTTTAACTCTT
CCACTTGAACTTCTCACAGAAGATTTGGTTCCCACACTTCTGAGCAGTCTCCCTGTTTTG
GCACCAGTAGCTTGGCCCCCATGTACACGGATTACTCCCCAGTAGATCCAGCTTCTTCAT
TGTTTGGCACAGATCAGCTCTTTCACAAGTGTGTGAAATATCCATCTGGTTTCCCAAAAC
CCTGTGCAGCTGCGACCCATAGGCTCTGGTGAAGGCGTCGCACTTGGGGATGGCGTTTGG
GTGAATGCTGCACACGGACTGCAGGAAAGCCGATGTCTGCGCTCCAGTGGCGTTGAGGCC
CAGGTGGACACGATGCAGAGCTGCTAACGTCCGGCATGACTCGCAGTCCGAGGGGAGAAG
CACTTCTGGAACAGGCTGCTCTTTAAACAGACAGAGGTGCAGCACCATGCAGATGGTGTG
AGGTGCAGCAGATGAAAAGAGGAATTCGGCAATATCTGCACCATATTTGTTAACAAAATC
ATCACATTGCTGTTTATAGCTTGCAGGTACGAGATCGCAGACTTCTTCCATGATTTTCAG
AATGGCATCCTCGCTTATGTTTTTGGGCAACATAGTCTCCAGCTTTCTGATCACCATCAA
ACACAAGGCACAAACCGGACCAGAAATTTTTTGGGTTTCGGTAGCTGAAGCAGGTGCAGA
GTTGGATAAAGCTTCACTGTTGACACTTGGAGGAGGTTCCTGAAGTTCCTCGTCTTTTTG
AGGAGCACAAAGCCCAAAGACCACACAAGTCTCACTTGGGTTCAGGTGGCTGGGTTTTTG
CTGCAAGACTTTAGGCAGGTATGTTTTCACCTGAGATTGACAGTCGGATGCCTGTCGTTC
GGGCAGGCGTCGACACACAGCATGCAGGGCCTCATACACAGTCACTTTCGTGTCACTGCC
TGAAATCATGTTGGTTGACGTGCGGATGATCTGACTGCATTCTCCACACAGATCCAATGA
CTGTAATTCCTGAGTAATGAAAGACACAGGGTCCATAATAAACCTGGACTCTCCGAGTCG
CAGAGCCGCCGCGAGAAGCAGCAGCCCAAAGCCCGCCCATGCAGACATGGTTTCAGGTTT
AAAGAGCTCCGTTTCACCGCTGCGTCGCTGTCAAAACACCCCTCTGGTCTCCCGGCCATA
AGGCCCGGGTTAANCG
>CL1948Contig1
ACTTATTTAATCATGATTACAGCCAAATCAAGAAACACATCAAGTATCCCATTGAAAACT
TAAAGCCTGAAACATGTGATATATGATCCATGATTGGTGGCACTTCTAGAAAACATCATC
AACATAAGATGGATCAACGTCGCTGATGTTAATGCAGCTTCATCTGGGAAGTGTGTCACT
GTAAGGATCCTGTTGGGCCATGATGAGAGGAATGCTGTCAGAATGAAGCGGCGAAGCCCT
CTCTCCTGTTCGGCTGTTAAACATGGGCAGCGTCGAGAGAGGGGGGGGCACACCACGGCT
CCCTGCCATGCCCCTCAGCTCATCTGTGTTACCATGAATGGTATAGTGGTGGTAGAGCTG
GATTTCGTCTGTCCTTGCATTCCTTTTTGTAAGTCCCTCTCGTCTTCCAAACATGATGAA
GGCCAGCAGCAGACAGAGGACAAAGGCAAGAATCAAGGGCACAATCACTGTCACTATGTA
GTCCGGGAAATAGTCCCTTCCTGGGGGAGAATCGGGAGGATTGAAGTCCCCTCCGGCCTC
TAAAATCCCTGAACCCATTGAGGGAGCAGGTGGCTCCGGCTCCCGCTTGGTGAGGTCAAA
CAGTTTTGTTTTGCACCAGGTGATGCAGTTGCTGGGTATGGAGCAAAAATTGCATCCTCC
CGGTCCCTTAGCTCTGGGTTCTGCTGCACACTGCCTTTGGTGCTCTGGCTTCAGGATCCT
CAGTAGACATTCTGAGAAGTACTTGTGTGACGCCACCTTCACATACACACCCTCATAGTG
TCCTGCAATCGGGAGAGGAACTCTGCCACCACGGTCAAGGGCATTAGTCATGTTCACAAT
TTCTAAGCTCTCTGTGTTCCACAGCTTCTGCAGGTCCTGCTTGATTTCATTCTGAACAGA
AGAGGGCAGCACTCTTTCAATCTCCCGCAGAGCAATGAAGAATTCAGCTTGATAGGGCAG
CATATTTCCTTCAACAATTTTGATCACCAAAGTCTCTTTTGCAGTGTCATAGCTGCGTTT
GTTGACTGCATGGACCTCAATAATACTTTTTCCAGGGGAGGTTGGGGTGCCATAAAGAAA
GCCATTATCATTTGGGTGCCGTTGGATGAAGCGCAACCACTCTGGGAGGTCTGGGAAATT
CTGCTGTTTGCACTTAAATATAATAGGGTCGTTGTAATACTTTTCATCATAGAGTTTTCT
AAGTGGTTCCAAGTCACTTTGGATAGTTTCTTTCGTCAGCTCATGTGTAAATAACCTCCC
CACAGGAATGGTTAATTTGACTTCTGCTTTGGCCCCAAACAAGCTGGCAGCACAAATCTG
TTAGAAAGAAGAGCCCGCTCCCGTAGCCTGCCATCTTGT
>CL1949Contig1
TGCAAAAAAATGTGACAATGTTAGACTTAAGCTTGCAACTATGCACCAATACCAACAAAG
CATAACAAATGAAGGAAAAACATTCAGCTCAGGCGATGCAGAAACACAGTTTGTTTTTGT
TGTTTCAAATATGTGACTTATTACACATTTATAATTCAAATTTGTACTCAAAAAGTTTAA
AGAAATGATGGTGTTTATTGGCAAGCTGTTTTACATTAAATGAGACTGGGGTACAGTAAG
TGAATACAATTGCAAACAACAAATCCATTGTGATCACTCCTTTGTTTCTTCCGGCTCCCG
TTTCACCTCTTCATAGGTCCCTTCTTCCTCCTTTCCTTCCCCAGAGTTGGGGACCCACAG



ACCTGAGTCAATGCAACGCTTCATATGATGTTTTGCCTCAGTTGGATCCATTTTACTGAT
GACTTCTTGTAACATTTGGATGTCCTTCTCATCAAAGCATTTCTGCATTTCAGCAGGCAG
CGACTCATACACTTCAACTGGATCCAGGCCTCCAGGCCCCAACCGCTTCTGCCGCTCCTC
TTCCTCGTATTCTTTCAGGGCCTTTTCTATGCGAATCTTTGCTCTTCCTCTCACCCGTTC
TTTAAACGCCTCAAGCTCGTCGTTAAAAGCATCTTGGTATTGCTGATCTGCGGTTTTAAT
CTTTGCAAAAAACTGACGGAAGCAACCGCGGGGATCCACTTTGAGGCTTTTTGCCAACTC
AAGAATGAACTGCATGACAATGGTCTGATGGGCCACCTGCTCCATCAGTGCGTGTTTCTC
CTCAACTTCCAGATCAATGCACATGATGACGAGATAGTTAGCGGTTTCTTCACATACAAG
ATGAGGATTGTCAGAGAGATACTTTTGGCTGTCGTCCCATCGTCGCAACATCCCGAAATG
TTTAATCTGCTTCTCGTGTTTTTCAACAAATGTTTTGTGTTTTTTCTCCTTTTCTTCTTC
CGTATCTTCCGAAGTTTCAGGTTTTATGTTCACTATGCTCTTGCTGAACCCTTCCTTGCT
GAGTGTGTCCACGTTCCACGGCATCTTCTTCTCCTCCCTGTAGTACTCATCCAGCTTTTT
CTCCCAGTCCCGCTCCTCTTTCTTCAGCTTCTTCTCATCGGCTTGGTATTTGGTGAGCTC
TGTTTTGACACCATCGGAAAGGTTCAGGTCCTGGATCTTTGTCTGTAACTCCGTGAGTTT
ACGCCGACATTCGGCGAGTCCTTTTTTTAGGTCTTCGCCTTTCTTCTGGAATTCTTCCAT
TCGCTCCACGCGCGCCTGGTGTCTCCATCTGAAGAGACTGGGAGTGTCAATATTTGGGTG
GGTATCATCTTCATCATCCGATACCTCAATGTGATCCCACACGCTGTAATCTATCCTGGA
CATCCTAAGAAATATTCACACTCGAACCCTTCAGAAATGTGTGTTGGTGCTCTGTGTTTC
TGTAATCCAAATTTGGTCGTGCGAATTGATTTGTTACTCCCAAACAAGAGCTAACGGGAA
GCTGCTACAGAGTTCTAGAAGAAATTCTCCCCAAAGCTCCCCGGCCATAATGCCCGGGTT
AACGGCC
>CL1950Contig1
AGCTGACGGAGGCTGGGAACAGTCTGGTTCCTGCCTGGATCATGGGGTTTAGTGTCTGGG
TGTGTGTGCTGTGCCTGCAGGCGAGCTTGCTGTCACAAGCCTTGGACTGCTCAGGAGCGA
GCCGAGGAGAGCTCTGTGTCAGCGGGCAGACCACAAACAGACAGCAAGATGATCCAAGTG
AGCAAAGGGCATCACCCTTAACCGATGGGCTGGTGTTGTTCAGACGTAAGAGGCAGCTGG
AGCGGCGGGGTCCCACCCACCTGAGTCACTTCAATCTGCCTGGAGCTGTATCTGTCAAAG
GCTTCCCTAAAACTCTCATCCAGGCTGATAGGTCCAGGAGACACTTGATTCAGGCTACGA
AGAAAAAAAGCAAGCGCAAAACCCGCCCCGGCACTTACTCCCTCCTTAGCAACGACAAGA
CATCCTCCCCCCTACAGGTGGTCAGAGTGAGGAGACAGGTGAAGCTGGATCCACCCAAGA
GGGGGAAGACCGGTCGTACAGGAGCTTTCTCTGTCTTGGGAGATCCCCAGACTGATGGAC
AGAACGACAGACCCGAAAGGAGTGTGTAAAAGCGAAAGCAAGCTAAAGACTGTACTGAAA
ATCTGAAATTTGCAAAACAAAAACTGTCACATGCATCATTAGATTGCTAAACTAGATTAC
AGTCTATAGTTACAACTCCATTCTAGATTAAGTAGTTTTAATTTACTAACATATCCCTGC
ATGTTCTTTATGATAATATTCTCCTCAGCTGTTATGTTTTATCCTATTTAATCACATATT
TCTTTTATTGATTGAAGATATATTTTTGCAGAACTTTTTCTCGTGCTGTTGTATTGGGTT
CCAACAAACTTTCATGGAACCAAAAACTAATAAAAACTTTAATAATCAAAAAAAAAA
>CL1951Contig1
AACCGCCGTGTTGCCCTGGAGAATTACCTGACTGCTGTTCAGTCTGATCCTCCTCAGCCG
GAGCGTGTGCTGCAGACGTTGAAGAGGTACATGGCTGCAGAGCAGAAGGACCGCAGACAC
ACACTGAGGCACTACCAGCATATTGTGGCTGTTGACCCCCAGAAGGCTGAACAGATGAAA
TTCCAGGTCTACACACACCTCCATGTCATTGAGGAGAGGATGAACCAGAGTCTGGCACTG
CTCTACAAGGATCCAATGCTGGCAGAGGAGCTCCACAGTGATATTCAAGAACTGGTGAAA
TCAGAGCGAGGAGACATCAGTGAGCTCATGACCACCTCCTTCTCTGAGACTCGCACCACT
GAGGAGCTCCTGCCAGCTGAGAGTGAGGAAGAAAAGGATGATGAAGAGGAGGAGGAGAGG
GCCTTCCAGAACAGACCCTATCCTCCCCGCATTGAAATGCAGCCTAATAAGAAAGAAGAT
GAATATGACTACACCACATCTGAGAGAGGCCCTACCGATGAATATGAGGAAAAGATAAAC
AACTCTGCAGAGCTCAAACAGGTGAACAAGCCTAATGAAATTGCAAGTGATGAACTGCCC
CCTGATGCCTTGGAGACGTTTAACCGAGGAGCCATGGTGGGGCTGCTGGTGGTGGCTGTA
GCTATAGCCATGGTCATGGTTATCAGCTTGCTGCTGGTGCGCAGAAAGCCGTACGGCACT
ATTAGCCATGGTATTGTTGAGGTCGACCCCATGCTGACACCAGAAGAACGACAGCTCAAC
AAAATGCAAAACCATGGCTATGAAAACCCCACCTACAAATTCTTTGAGCAGATGAACTGA
AGCCTGTTGGGGCCACCAGCAAGTCATGCCTGACCACCTGTTTTGTCCCCCTCCTCTTCC
TTAAAGTGGTGACCCAGCTACGCCACCCACAATAAGTTTATGTTGTGTTGCAAGTTCTGA
AACAATTAGGTGGGGGGTTGCTCCCCAAACCCAAGACCCTCCTGTCCTCAGAATGTGAAT
ATTGAGGTGTAAACACTATCCTATATTAACTACTATAATTTGATGCATCGTTTTGGTTAG
TAGCGTCACATTTCATAGACCTTGTTCACCTCGTTCCCATGGCATGACTTGACCTATTGC
TCCTAACTAGAAATGAAAACTGAATGGTGCATACGCTTTATAGTATTTATTTTTCTGTGG
TAGTCCCTTTGTTCTGCTTGTACCATGATTAGACATGAAGTATCTGTGTAGGTGCGTGTG
AGTGACAGCCTATTTAAATGACAGTCTCAATGGTGAGCATGCAGAGACAAAGAGGGGTGA
CAACTAAATCAATCCCCTTTGACAGATAACACTTTGCAAGGATTTAGGGGATTTTCTTGA
ATGTATGCAGCAATTAGGCTTTAAATTAAAACACAGATTGCTGGAGGATGTGGCGGTGAC
ACAAAAAAAAAGAAAAATCATTTATTTTTGAGACCCCGCCCTCAGTATTTTGAATAATCG
TGCGGCAAAATATACCAAACATTTTCTTTCGCCAAAATTAGTCTGAGAAGGGAAGTCTTT



TTTTTCTTTTTTCTTCTGCTACCAAAATAACCATAAGACGAAAAAACAATCCGAACCAAA
TGTTTTGGATGGAAGCATGACAACCGGTGTATGACGCTGCAGTATTTATTTTTGTTGTTC
TTGTCACTGCTTTTGAAGAGGCGGAAATGTCACTGTTCCGAACCAGCACTGTAAATAAGG
AAGTACGTGCGACACGGTGAGGACATTTCTCTGATTAGTTTGCATCAGTGTAATGGAAAA
AAAAAAACATTTAAAAAAAAGAAAGAAATAAAATAAATAGTAACATTGTGCTGTTATGAG
AAGGAGACACACTTCTAACATGGCTGATTGAAAACGGACTGTTGTAAAACCAGCACAAGA
CAACGACACAGCTACTACTTTCTGAATGTATTTGACGTAGACGTTAAGAC
>CL1952Contig1
TTTTTTTNTTCTTNTTAATTCTCTTTATTGGTAGAACTGCTGAGACATTAAGGCTTCAGG
CATTAGATCTGAACACTAGAGGAGTTTTGCTCCTGCTGCTGGACGTTAAGACCCAGAAAA
CTCTGTGGACTTCCCCAATATTGATCACAGAAAAGGTCATCAGAGTACAAGTTTACCCGA
ATAATCTGCTGCGCGCAGAAGCCCCTGGAATGTAGCGGGGTCAAAGGGCAAGCACAGTTT
CAAACTGAGCAGTGCTCCTTCAATCCAGAGGGGGGGCTCAGCGCTGTTTGGGCCGCTGTG
GGTTGTACTTGAGCAGCAGGCCGAGGGAGGCAAAGCCGAACAAGAAGGTCTGGACAAACC
ACAGGCATCGAACCCCCGAGTTGCTGATTCCTTTGTTACTGCAGACTCTCAGTGAGACGA
TGGCCTCAAAGACATGAATAGCAAAGGCTGCCCACCACCCTTTATGCATCAGCCCCGCAT
AGTTATCCACCAGGTGTCTGCAGAAGCTGCCAAACACTCCCAGAGACTGGAGCGGAATCT
TTTCTGGAGCAAACACCATCAAAGTGAAATACGCGACGGACAGCGAGACGGTGACCATCC
AGAACAGGCTGGTTCTCCTGAAAAAGGCGCTTCCGTCGGCTCCCGCCATCGCTGCTCTCC
CCCCGGCCATAAGGCCCGGGTTAAACGGC
>CL1953Contig1
CAAAAGCACCAAAAGGAATGGAAATGCGAGTCGGACTGCAACATGAAAACAAAGTTTGGA
TAGAAAACAAGAGTGCATCACTTTAGTCTAAACTAAGAATTAAAATTAGAGGGAAAAAAA
GGTCAAAAGCAAGTTTCTCAAAAACCTTTTTTATAGCCGCCACCAAAGTCCATGTTAAAC
AGTAATTCTAAATCTAAAAATGTTATGTCCTGCATCCATGCCAGGACGTCAGCAGTGCTT
AGGTTCTTATAACCATCTTTCTGAACAGGAAGCCTCCAAAAGACGACTCTTCACACTTTG
TAAAAATGGAGGCATCTGGAGTTTCTTCTGGTCTCAAAGCGGACTAACTGGCACGTTGTT
GTATTCCCAAAAATACATTGCACATTGTTATTGTAACTATATATTCATGAGAAAAGGCAA
TAGCAAGAGTATTGCTAAACAAAAGCTTGATTGGATGAACTGGAAATGAGGTCTACATAT
TCAAAACTCAATCATGTGAATCTTGAAACAGGGTGAAAAAAAGTCAGATGTTCCTGATGT
GGGAACCTGCGTGTCAGCCTGCTGTCAGTGCTGTTGGCCACAGCTGCTCCTCCACGTCTG
ATGCAGCTGCTGGAGGTGTTGAAAGGCCCCCTGGGTGATGTTGAGAGCTGGGTGGACCTT
CCTCAGATTGGGCTCTCCAATCAGAGACAGACCACACAGCCCAAAGTAGGCATGGAGCGG
ATCTGGATGGCTATCTGGCCACTTGGCAAAGCCTCCAACCAGCCGGTCTTGTGTGGAGAG
GATGAAATTTCTGTTCTTTTCAAAGTTTGTGTAACGAAAAACACCCAACAGCTCTAGAGT
GGCTCCCACCCAGAAGGAGTAACATGTGTCTACAGGCTTGTTTGGCCGTCCGTGGAAACC
GCTTTTGCTGCCTCATGATGCACCAGCGCCGGATCCGATCCAGTTCCCGCGGACTCAGGG
CCTCCTCCAGCCGGCCCATGAGACACAGCGAGGCGATGGCGCAGTACGTCCAACCACCGT
GAGATTCTCTTCCAGCTCCCTGGCCAAAACCACTGTCATACGACAAACTACCTCGAATGT
ACTCAATGGCCTTTTGAATGTTCATGCCTGACCAGTCATCCAGCATGAAGCAAATGCAAG
CTGCGCAGTAGATGAACCGAATGTCGTTTTCACTTCCTTCTGGCACCGAATAAAAACTTC
CATCCTCCAGCTGCAGAGCTCTGAGTCCAGCCAGACAGCCCTGCTTGTTAACTCGACTAA
GATCATCGCCCAGGATCAACAGCGAGCATAATCCGGTGTATGTCATGGCTACATGTCCGC
TGTCATAAGGATGGAGCACACCTGGACCCTTCGTGCTGTAAGGAATTCCAATATGCGATG
ATCCTCGAAACCCACAACGACCCAGATTTGACTTGTCATCTGTAGGCAGAACTTGCTGTG
AGTAAATCCACTCAATGATGAGGTCTTTATCGATTACATCAAGGGAACCCAGGACATCGA
GACCAGACAGGGCAAAAAATACTATAGATAATCTTGTAGTTTCCAACGACGCGTATCTTT
CCGGTAACACTTGAAGTGTTCGCTGAAAAAACCGTACATGTCGGTCTTTTAGGAAGTCTA
TTTGCTCAAATTCTTCTAACTGTTTCTCTTCTTCCGCCATCTTTATTCCGGACCGGCCC
>CL1954Contig1
TGAATTTGGATCTTAAATGGGGATTGTTTTTTTGTTTTTGTAACAGACCACTAGATTTTC
TTGTAAATGGAGTTGTACTTTAGAGTTGTTCTAAGATATTTGTTTACATTTGATGAACTT
CCTTTCCTGCTGGTAGTAGTGTGACGCTTATACCGCCGTTTGGGAAAGTGTGCCGCGCCT
GTCCTTCCTCTTAGACTCTGTTGTAAATAGATTTTCACATTCACCTGATAATTAAGCTCC
TCCCACGTCAGCTGCGTAGTGTTTGTCTCATGCATTTGGGCGCCGCGTTCTTTCTTGTAC
GTTTGAGGCATTATAATAAGCAGAAAAGTGGCATTAACCAGGATAAAAAGGAGCTGCTGC
CCAAACCTTCTTTTTTCTGCATGTCCATCCTGCCAGGAGGCCAAAACAGATTCAAGGAAA
GAGTTTGATCTACTGTTTTGATTCTTAAGGGGGGGAACAAAAAGAGTTTGGGCCTGTGGT
GGAAACGTAATGACCAGTCTCCCCTCCGTGATGATTTGGTGTGAAAGAAGAGTGTGCCTT
TTACCGATCATAGCGGGATTCAAATGACAAAACATGCATCCATGCTCTTTGATTTGTGGC
GTTTTTACCCCTTCGTAGCTGCGGGGACAGACTTGGACCTTCATTGTCCATCGCAGGTGC
AAACATTTTACAAAGTGTCCTGTGTTTCTTGTTGATGTGTAGAGAACGTAGGTCGGTATT
GTATCATCTTTATCTAACGTGCTAAATCATGAATCCACCTGAAAAAGATGTACAAATTGC
TCCATGGGCTCACTGCTAACTTACCTGTCTGTGTGCAGTGGGAGTCTCACATTTGAAACG



TCCTGTTAAGAAAGTCTTTTGAGGGCAGCGGGGCGGTCACTCCAAAACTCGTGAGAGCAC
GGATCCCGTTCCACGACTTGGTGGCGTGTTCACACTGATGAGTCTCCAACATCTGCAGGT
CTGTGATTGAAGACTTGTTTCCCGGTGTTCGATGTTCAGGTTGCTTTGTAACACTGCGGC
GGATTCGACTCTGCTTGAGTCAGAAAGACGCTGCCAGACACTACTGGTTCTCCCGTTCAC
GTCGCCGACACTCTAGAGTCATTATTATTTTGATGTTTTGTTTGGAACTTTTGGTTGAAA
TGGGACATTGGTGATGTTGGTACGGTCGGACGCTTCCTTTGTGCTCGGAGCTGCTCTCAC
TTTTCTATCAGTTGAAAGGTGAATTGTGGTGAAGTTGATGCTGCT
>CL1955Contig1
AATACAGAAGGGGAAAAATATTATGTAAGCACAGAAAATTGAGTGTTGAATTTTATTACA
TTGAAAGGAATCAGAAGGAATTTTTTTCCATTTTAACTATTTGAACCTTTAAATTAGTCA
GTTTTGATTGTTTTAACCACAAACCTGTAAGTCAAAACAGTTTTGCAACAAAAACCTTTC
AAGCTGTTGGATTTGTTTGAAAACTAACCAGACGTTTTCCTCTGACTTGTCGAATCTGTC
AGGTTTTGTGCCCTTGGATCTGGATGAATGGTGGGCCCAGCGCTTTTTAGCAAACATTGA
CAAGCTCTCCTGACGCTGAAGAGGGTTTGTGGCCCTCTTGCCAAAGGTTTCGCCCTGCTG
TAAGGCGGCTGACGCGGTGGAAACCCGGGCTGCTGGCTCCAAGTGCCTGAACATGGTTCC
CATGGACTGAGCATGCTGGGATGCTGCTGCTGAAGCAGAGAATCACTTCAACTGAACTTA
GTCCACATCTGATTGTTGAGTCTGAGACAAACAAGGACGACTACAAGCTGAAGTTCTAAT
GTTTTGATGCTCACAGATGTTCTGCTAACATGCAGTAAAAAAAAGTGTTTAAATAAGCGG
TTTGTCTTTATTAAACCCTCAAATTGAGCCGTTTTCCACTAAAACAAGCTGTGGTATGAA
CAGCTCAGGTTTCTGCATCACTTCAATGTTCTCACCTCTAACACGAGCTGCTGATCTTTC
AGAGGATGTAGAGTCAGGAGGACATTCAGCCTCTTTCTGGGGCTTGACGGCAGGATTACA
GACACAGCCAGATAACCACGAGCAGTTTGTACAGTTACAACAGGAAAACTGCCTTTCAAG
CATCAACATGCTCTACTAATGAGATTATGGCGCTTCAGGGATGAAAAAGTGCTTTAAATA
GTCTTTTGTTCTCCACGTATGACACTCCTGATTGGCCCTCCAACTGCGAAAAGTTTTTCA
TCTTTACACTCGCTTGTCCATCAGTGTTTCTCCAGAGCCTTGGTCAGGAGGTCGTTGAGG
CGGGCGATCATGGGTCTGGGATCGTCGTTCAGTCCCGCAGCGATCATGGCGTTGTCATAA
ACCTGCTCCAGTAACAGAACAGCCAGCTCAGAGTTTGAGTCCTTCAGCGTGTGCAGCTTC
TTGATCAGATCGTGTCCTGCATTGATCTCCAGTGTAGGCTGCAGGATCTGGGCTCTTTCC
TCAGCGCTGCGAGCCAGCTGCTGAGTGCGCAGGAAGTGGCGTGCGGCGCCCATTTCTAAG
ACGGTGATCATGGCGGGGTGGGTGTCCAGACGAGGAGTCAGCTTGATATTCGTGACTCGA
GGACCTAAAGCGTTCTTCATCCAGGCCATCAGGTCGTCGGCCTGCTCCTGTGTCAGACGC
TCAGATGCTGGCTTGCTGTCCTCAAACTTCTCCTCCTTGTAGTGATCCACCATGATGTCC
GTCTCCACGGAGATGAGCTTCTTCTTGTCAAACTCCCTGAGGTGGAGCAGGGTCAGCTTG
AAATTCATGTTTGGAAAAACTACCTTGCACGGATTCAGTGTCACTTATAATGGTGTGTAG
AGGCTCCACTTCAGGCTCTTTCTCAACTTCCTGAGTGCTATAGAAAGACTGCTGGCTCAG
GACGTGACAAGACCCCTGCAACCTGCACAACTTGGGCTGACAGTGCCGCTTCTGCAAAGC
CTGTAGATCTCTAGCAAGTGGAAGCGACATGGTGCGGCTGCTCAGTCCTCGTGACATTAC
TCGGGAATTGGACCTTTGAAGAGAACTGAGTCCGAATCGACACAAACCCAGAAAGCGTGA
CATTGTGGCGGATTGATTTGGAAAACACCAGCAGACCAAAAACGTGACCTGCGAGGACAC
ACGCTAAACGACGCAC
>CL1956Contig1
TTTTTTTTTTAATCCACTGTAGCAGAAGGCTTTTATTCTGAAATGATCACTTAGCAATAC
TCAATGGGGCGGGGCTTTTGACAGCGGCTCAGTCTGAGTCCTGAGCCTCCGCATGCTCCT
GGTGGGCCCGGAGCAGCCTTTGGACGCGGTCCAGAATGACCTGGTTGGAGCTGCTGCAGT
CCTCTGATCGGTACGGCGCCTTGATGGTCAGAACCCCCGCCACCCTCACCTCCTCCTCCA
CTTCCTCCACGGGAATGCGGTTCTTTCTCAGCCAGCTGCACACCGCCACCCTCTTCCTCC
TCGTCTGCTTGGCGTCCAGGCTGCAGGGGGGGGTGGGGTTAAGGAAGGACCAGATGTGCT
CCCCCGTCTCCCCGCCGCCATCCTGCAGAAGCTCCACCTCCTCCACGGCGTGGCCCATGA
CCACGCACACCGACGCTCTGCTCTCCACCAGGTTCACCAGGACCAGGCTGGCGGACACGG
GGTCCACGCTCAGCAGCCATCCGCGGTGCTCCTGTCGTCTGGTCTTCACCTTCACCCGTT
TGTCCACGTGACGGAGCCACAGCCGCGGCCCACACGCGCGCCACCCGCCCTGCATGGCTG
CAAACACGCGCTTCCGCCTCCCGAACGACGGTCACGAGGCGGCACAGACAAAGGCGAACG
CTGAGCTGCAGCGACACCAAACCA
>CL1957Contig1
TTTTCAGCAAAAATAAAGCTTTTATTGACACCACGTCCAATTCTACATCCCAAACGGCAT
GGAAGGCTTTGCCCCCCCCACCCGACCACGTGGGTTCATTTAGTGCACCCTTGGACCAGT
AACCTCCGGTCCAAAGACGCTGCATATCGTCAACACAAACAAGATCTCCTCTCCTCGGCA
CAGCCTGAAGCTGTCAGGGAGGCCTTTCCAGGGGGAAGAGGAGGATCAGATCCTTGGAGC
CAGCTGAAGCCTGAAGATTGATATCTGCAGCCTCACAGGCACACCTCCTCCAGGCCAATC
CACAGGGCAGGGTTCCTGGTGACGACTCGGCTGCAAACCGCCATGGGACCCACCTCCTTT
CCCAGCACGCTCTCCACATCACAACCCCGGAACTCAGCGCTTTCTGACGCTGTGGTGTTC
AGGACAGACATGATCGTCTTCTGCAGCAGCTTAACCTTCAGCGTGCAGCTACTCAATGAG
GGGGAGCTGAGGAAGACTTCCAGCTGGAACTTCATGTTGGGCTTATCCACCTCTGACTTA
CAGGAATTGCAGTGAAAGCTTTGAGGCCTCTCGGCTGATGACTGCAAGTTGTCATTCCCG



CAGAGGCTGCAGGCGGGCCAGGAGTATGCCGTGTTCTCATCCACTCCAACGATCACCCCT
GACAGAGAGCAGAGAGAGTTGGGTGTGGTTTCCACACTGACGGGATCCAGTCTCACAGGC
CGGGGCAGGGGCTTCACCTGGGGCTTTTTCACAAACCGTAAGTCTGACTCTGGCCCGTTT
GAAGTGCTGAAACTGCCCTGGGGCTCTTCAGAGCATACCTCAATCACAGACTGCTCCACA
CAGAGGAGGACCCCATTTTCTCGGATGGCGTCTGTGAAGGACAGATGACAGACGGCGGGG
GAACTCAGGGCTTTGAGGACAGAGGAAGTGAGCACACAGGAAGCGCTCACACACACAGCC
ACGGTTCGCCTGCCCGGCCTCTCGTGCTCCTGAAGACTGGGGTCTGTGATCACCAACCAC
ACTTCACGCTGGCCTACATTGCTCTGCATTCTTTTGTGCAGAACAGCAGCAACAAAACTG
CAACGGCCGACGCTCGCCCCCCTCTGCAGTGTGTCTTGTAAAGTTCGGTGTGTGGGGGGA
AGGTGGAGAGGGGAAACATTTTGCCCCTCGGTGGGCTTTATGGAGCCCTGCTGGCCTGAC
AGCAGGTAACAGAAACTGGGAGCTGGACAAGCAGGTCTGACGTCACCGGGTGCACTCGGT
GAGTTTCCATCGTCTTTAAGAGGCGACACTGGGGGCCACAGGCTGTCGATCAAGCTGAAC
AGCCTGGAGTATCTCTCTCGAGTGACCCGCTTCAGTACTTTAATGCCCCGCAGCAGGCAT
GTCCTCCCCAGCCACATCTGGCGGTAGGTGCTGAGCTCATCGCTCGCGAGCAGAGGCTGG
AGCTGGACAACGCTGAACGTCCCGCAGCTGTCCTGGACGAGCACGCACAGCCTGGTTTTG
GCTTCCTCTACTCCAGGAGTGTTGGAGGGTCGCACAGGGGCTTTATGTTTGATGGACGCA
GGTGAGCAGTCAGCCATGTAG
>CL1958Contig1
GCTCTTTTTTATTNCCGTTCTGTTGATGATGACGTCAGAGTTTAGCTCGGTTGTCCGGTT
CCACCGGGGTCAGACACATACACAGGAGCATGTCACACGTCTTGGAGCGGTTCTGCTCCT
CCAACTGTGGAGCTCACTGAACCTCTGCAATCACATTCACTCAGCTACAGTTCACACAAC
ACAACACAACACAGGCAGCTCCACTCCAAGGAGTTTTATTTGAAAAGACGTGTTCCTGTG
GTCCCTGCCGCTCCTCCGGTCAGTTGGGAAGAGCAGTCCGTCCCGGTAGAACCTGGTCTC
AGGCAGAAAACAGCAGAATCAACGCCGAACTGGAAGAAACCTGCAGATGTTTCCACTCAA
CCAATCAAACTTTCCTCAGATCCTGCAGTTTCAACGACAAACACCAGATGGCAGTGAACC
TCACAGTGGTCTGCATGCTCACATGCATACTTTGGTTTCTGGAGTCTGACCAGTTTAAAT
GGTGCCGGCCCAAAGTGCTCCCCCCAGCTCAAACCTGGTTAGGGGACAAATGGCCAGAGT
GACCCGGATGGTGATCGGTCCAAACATCCATTTTTGGGGGTTGGTCTTGGACTTGGACGC
TGGAGCGGGGTGGGTTATGGGGGGTGCAGTTCTTTCTTTCATGCATGTTAGGAGCAGCAG
AAATCTGCCGCTGATCCAGAACTGCAGTTCAGTCGGACAGAGACGGCGAGCGCAGCGACA
GGCCGCTGGCTGGGCTGTTGCTGTAGGCGTGGGGGGGTGTCGCGGTCCCGCTCTCGGTCC
TTGTCCTTGCTCTCATGCTTGTGCTTGTGTTTGTGTTTGTGCTTGTGCTTCTTCTTCTTC
TTCTTGTGCTCGTGGTGGTGATGGTGGTGGTGATGGCCGTGGTCGCCACCGTGCTTAGAA
GACGAGGACGCCGTCTCCTTGGAGAAGGACGGCACCGGGGTGGCCGGCATGGAGAGCAGC
GTCTGCTCCATGAGCGGGGGCTCTTTGCCTGGCGTAGAAGGCCTCTCTAGCAGGTTAAGA
TGATGGTGAATGAAGGCCTGGCTGTCATGAACGGTCTCCATGTCGATGTCTTCTTCCTCC
ATCGTGTTGAACCTGATCTTGTAGCGTCCTCTTCCATCCTCGTCCTGCTGCTGCTGCAGA
ACCTGCCCTGGCTCTGGGGGGGAGCCCAGGGGGGTTTCCGCCTTCCTCTTCAGGCCTTGT
GGGGGCTGGCCCACCCCACACACTCCTAGAGAAATGGGATCTGGTTCCTCATCCTCAGCT
GTGTAGCTCATGCCCACGCCATGGATCCCTATGCTGGCTGGAGAGTCCATGACGGCAGCC
ACGCCAAGCTCAGGCTTAATAGTGGGATTGAGGACCGCCTTCTTCTCCTTCAGGTTAAGG
ACCAGGCCCAGCTCCGGCAGAGGCAGACATGACGGCCGGGTCAGACCAAACAGAGTGTAG
TAGAAATTCACGGCACCACAGCGCAGCCGCCAGTCGTGACAGGCACCTGAGTTCATGAGC
TTCCACAGCTGATCCACCAGAGCTTCATTACACAGAGCCGAGTCCGTCATCTTGGTGAAA
GGAGGGTTCTTACAGAGCATGCTCAGGATCTTATGCCTGACATAGTGAACTGGATCATTG
TGGACCAGAGTAAGCAGCCACTGCAGCTCTGCTGAGCTTCTTTCCACTCGAGTGTAGTCC
ACCAGAGCCTCCAGCGCAGCGATGCGAACGTCCACAAAGTGTCCGTACTCTGCATAGG
>CL1959Contig1
TTAGCTTTATTTACGTGTTTATTTGTTATTTACAAAAGTGTAAAAATAATAACAATAACT
GTACACTGGAAATATTTGCATGTCAGTGACACAGAATATCTACAGGGTTGTTTTTATATT
AAAAAGTCCATCATTTCATTAAAAAAAAAAACACGGCCATGACGGGCAGTGACTGGCACT
TTGCTTGTGGGAAATTTTAATGTGGCATGAGCAATCTGGCCACACTCAGGGCAATGTTTT
CTCATGGCATGGACAGATGCAAGTTTTGTCTATTTTCAGAAATGTGTCACATAACTGGAA
CTTGATGCTTCGGGGTGGACAGAGGCTGGATGTGGCACTTCCAGCCTGTAAGGTGAAGGG
TGAATTGGAGTGTTCTATCTAATTTCTGAAGGTAAAACACTTTGCCTGTTTTTGCCACAT
CAAGTTTGTTCGGCTGTAGCTCCGGCTTCTCTGCTCGTGGGGTGCGAGGCTTCTGCCTTT
TACTCTTCACATCTCAGCTAGCTCCTGGTCCAACATGTTAATGAAGCTCTCAAGTTCGCT
GGTGTCTCCCAGCTTAGCTTTCGGAGCCAGCGTTAAGCCTGCTGTGTGAAGCTCCTCTTC
GCTGGCATTCAAGCTGTTCCCCATAGAGGCTTCACTGCCATAATCAGAATCCTCCACGGT
ATTGTCTTCCCCCAGCCCTGTGCGGTTCTTGGCCTCGTGCAGGACGTTCTGGTAGGAATG
TTTGCTTTGCGAAGGGGCTTTCAGCTCCTCCACCACATCCTGGAACTCCTGCAGGAGCTC
GCCCAACTCCAAGTCCACGTCAGCGTTAACTTCTGAGGTCATGCTGAACTCTGAAATAAA
CCTCCTCCAGGCGTCAGTTTCACTGCGTTCAGGGGTTTTCCCCCGGCCATAATGCCCGGG
>CL1960Contig1



TTTTTTTTTTGACTTAGATAAACAAGTTTTTATTATTACATTCATTTAGATTTCTATGTA
GCCTTTTACTGTCTCAGCTCTGTTTTGATTTCTTTGTCAGTGCTGAATCCTCGGTGGCCG
GCTGCATCCTCAACAGTCTCTTTTCAGTCCGCCGATCGGCGAAAAACATCAGTCTGTTTT
TTCTTTCATGGCGTTCCGTTTGATCGACACCTCAGAGCGAACGCTGCTCTTCATCACTTT
CTGCAGAATCCAGGTGGACAGATGAATTGTGACGAAGGCCCCGCCGGCCGCCAACAGCCA
GTTCCTCCGAAACCAGCTCTGGGACTTCATTCTGCAGGTCCAAGAGAAACTTGCCAGAGA
ATCAGATCTTAGTTTTAGTTGCTCTTGGCAGGAGGAGAAGCTGCAGGAGGTGAAACGTAA
GCGACAATGCCAGGCTCAGGAATGTACTCCTTTTTGTTCATCTGCAGCATCGGGTTTCCC
TTCAGATTGTACCATCCCCAGTGGATCAGTCCCAAACTTGTGCCCATCACAATTAACACT
TTGTAGTCGCTCCAGAGTCGCCGCAGCCCCATGACTGATGGCAGCTTCAAAACACAGCTA
CAACCATG
>CL1961Contig1
ATTTCTGGTCAAAACACAAAGAATAATAACACAGCTGAGATTTAAACACGTTAAACACCC
TGAGTAAAAAGAGAATAATCAAATTTTTCCCCAAGCAGTGAAAAAACAATTTTTGTCTAA
GTTTCTTTTCCCCTTTCTAAGCACACTAGCACCAGAACTTTGATCCTGTGATGAGCTCCT
CGTGTTCATTTTTCTAACAGCATGGCGTTCTTCCTGTCACGGTCATACTTTGAGTTAAAA
GAAAAGAAAAAGGGAAATCTTCTCTTTTATTATAATGCATCCACAAAGGAAACCATTGTT
TACTTGAAATCACAGCACAACGCCTTATGAAAAACAGTTCCAATGAGCAGCTTGTCCCCA
TAGACCGTCGCCACAGAGGAGCCCATTATGACTTGCCCATCATCTGCATACACCTGAGTC
ACCACTGGCTGATCAGAATGGATGTTCTGGATGCGGATAACCTCTGATCCAGGTGGGTCT
TTAGGGTCAAATAGAAAAACCTTCTTTGCGTCGATGTGACAGCCAAGCCAGAGGTCACCA
GACTCGGGTTCAACCTCGATGTTGTCGCATAGTGACGCCACGTCTACAGTCTTCACACGG
GTCAGCATGTTGTCTTCTTTCCACTCTAAAACATGGATGTTGTGGTCAAAGATGTCTGCC
ACATACACGTGTCGTTTGTCTGGAGACATGTTGATGCCGTTGGCAAAGTAATAACCCTCA
GACACCACTTTGACCTCCTTTGGGCTGTAAAACACCACATTGGTCCATGGCTGGAGCAGG
AAAAACTCCAGAAATTTGAGGAGATCATTGGAGAAGTAGTGATCATTGGTGGCAAAGAAG
CTTTCAGGTCCAACAGCAATGATATCATTTACACTGTGAAGCAGCTCATGTTTGATAGTT
TTGAGGTGCAAAAGGGAGCGATCCTCCTCTTTATACTTGAACAGCTCGATTTGGGTTTTA
TGTTGAGGATGATTGACAACGAACAGAAACACTGAGTCATCGCTTGGGTCGATGTAAACA
CTAATGCCGTGAGGGTTGAAGGATTCCACATCAAAGTTCCACGGCAGACGAAGCTCCACA
GGCTTCAGGCGGGGATCGTGCAGATCAAGGAGGAAGATTTTCCCAGTAACATCAGAAACT
GGTAATCCAGGGTACTTGAGTCCAGAGCTGATAAAAGCAAGGCCGTCTCCAACGATGGTT
ATATCCTCAGCCCCATGATCCAGGTGTTTGAGCTCCACACAGTTCTGCAGATGATTGTTG
GCCACCACCCTATCCACGAGGAATCTCCTGCGTATGGTGACGATCCTCTGACCGAGCAGC
AAAGCCAGCGCCAAAATGACAAGAGAGAAAACGCTTAATTTCCCCATTTAAAAACAAAAC
AGTGGATTTCTTTACTCCCCCATTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACATGTC
GCCGCCTCGGCCTCTAGAATCC
>CL1962Contig1
TTTTTTTTTTAACTCATCTTTTTTGTAATATTTTTTTTTTGTAATTTTGATTTTTTTTAT
ATCGTCATGTCACCTATGAAACATTCTGGATGGAGAAATTTCATATTTCAAAAGATGCAA
ATACCATATATTAACACTAACTCCATCCTTAATCATGTAGGTACATGGTAGAAATGTGTA
ACTGAAACATGCATATAACTAAGTTTCCTGCTGAGGTCACATGACCTGCATCCATCTGTT
CCTGTAGAAACTGGTTTAAAACCACCCGGGGTAGATTACATCGAGAATTTAGATCCAAAC
CTATCTTTTTGTTTGACTTCCTCTTTTGTCTTTTTTTTAAAAATCTTTTTCCCTGTGTGC
AATCGAGAGTGCAGAACTCCAACTTGGCAGATCGGCAAACAACAAAGTTAACGGCAACGA
CGACGACGACAAAAAGAAAAACAACAACCAAAAAACAAAAACTCAGTAACAGAGGAACAA
CGGAGAGAGGTACAAATAAATATCAAGACTTGTCAGAACACGGAGGTGGGAGGGAAGCGA
AGAAAGGGGGAGGAGTTACCATCCTGATGGGAGACGGTTTAAGCAGCACGACGACAGCAG
CGGTGCGGATATGTTACAGAGCCGAGACGCGCCGGCGGGGGCGCCTTTGCAGGTGATATG
GAGGGAGCGTCTCACAGCGTGGCGGGATGAGGAGAGGCAGGCAGGACTTTGAAGGCGGCG
GTTAAAGTGTGGGGTTCGCTACGTCCATCCTGCTCGTTTGATCCCCCATCTTCAAAAACA
GTCATGCGGCCATGGGGCTTGGGGCGCTGGTTGGATTCCATCGGGAGAGACCAGCAACTT
CTGCTTTAGTACATTGTTTCAGATGATGTTGCTCCTAAACTACGGTGGGAGGGGTCACAG
AGTC
>CL1963Contig1
AGGGAGCGAGGGAGCAGCTGTTACTGTCTGCAACGCTTCAAAGGAACAGACTCATCATGA
AGACTCTGTTGCTGACCGCCGCCATCGTTGCAGGACTGTTTGGCTGCTTGGCGGCCTTCC
CGCCCCCGGCCCCCTTCCCTTTCCCCGTCCCTTACCACGCCTTCTGCAGGGCTCTCTGGC
TCTTTGCAACACCTTGTGCTGAAATCAGCACCACCATTGCACAGCAGATTCAAATCTCCG
CCCCGGAGTATAAGCTTGTGACCGCAACACCTTTGGTCATCAAAGCCAACCACACGTCTG
ATGGCGTCCAGATGCAGAACGTTACCTTTTCCTTCAGTGACACCATCCTGACCGGAGGCT
GCCGCGTATCTGCAGAGTCCATCTCTCTTGGATTTACCAGCCTTCTTGACGATGGTCTAA
ACTATTGCAACCTCTACAACTTGCTGGCAGCAAGTGGACTCACCTCGGCTCCAGGCTTCA
TGGAAATGACCAACGAGTGGGCCTGCATGGGATACGGACTGGCCAAGTGCAAAGCCTAAC



GAGTTTTGTCTCAGTTTATCAGATGGCAGCAAAAAGTAGTTATGTTTGAATAAGAAATAA
GTTTCCTTGTGGAAAACATTTCCACTTTGAATGAGTAGAAAAAAATAAAGTGATGGTTTA
AGAATGCTTCTNAAAAAAAAA
>CL1964Contig1
GAAATAGCACATGACTGAAAAGTGAGAGATGCCAGACCTTTTTCTCTTTTTTCTCTTTCA
TGACTTGTTTTCTGCAACAAATATGGTGAAAAGTCAAAGCGTTTTTCTCTAACTGTTGCT
TAATAAANCAAAGTTACCAGATTTAAACTGTTAGATCTGAATTTGCTAAATTTCATTGGA
CTTGATGGGGTTTTTTAACAAAAGGTGCCAAAATTGTTTGAAGCTTGAAGTTATAGAAAA
TGTCATTATTGCCTCTACATTTCACACCATTTTGGCTTTTCTTGAATTTTTATATCACCA
GTGGGTTTTTTCTTCCCAACAGTTTCCCTCCCTCTATAATTTTTTCTACCAATAACTCCA
GTTGAGGCCATGTTGGGCAAAACACACAACATGCCACCCATGCATGGTGATGTACTGTAG
TGGGTGTAGTGAGTGAATTGTAGCAGAGCTGCATTTGTTTTTTCTTTTAGCTTTTGGGTC
ATCAGAGCTGTTGCCGTGGTGATTTCCTAGACAGGGTCTGGCTTCCCCTTTGATATCGTC
CAAAGGTGAATCTCCTTTTGAAATTTCATGAGCATCAGTGTTCCTGTTTGTGTGTGTGTT
TATTTTCTGGTTTGTGGAATGCTTTTTTTTTAAAATGTATTTATTTTTTTGTTTTTCTGA
AATAAATTGTTTGATCGTAATACTCCAGAATACCAAACTGTGGCAGACAACCTTGCATAT
TTGTGTAAAATAAGATCAGATTTGTTGGATCAGGATATGACGTAACGCCTTATGACTTGC
ATTCCTTCACAGTTTAAGCCGAGTGCCACAAAGCAATTCTGAGCTAGTAAAAATTTGAAT
TTTGTGGAAAAAAGAAAGAAATACCTGCCAATTTTTTTGCCTAATGGAATCCAAAGTTGG
ATAAAAGAAGAACTACGAGCCAAGAAAGCAGCACCATAATCTGTGTAGGATTTATAAAGC
CAGGGGTCAAAGGGTTTTCGGTCTGAATGTTTTGAATTTCAATTGTGTCCTATTCTCAAA
TAAAATTCACAATA
>CL1965Contig1
ATTCGGCACGAGGGAACCTTCTCACAGNATAGCAAACATCTTTCCTCCAAGGCTAAGATG
CTTGATGCAGTAATGGATGCCGTTCAGGGTTTTGGTGTGGACAGCACCCACTACCTGCAA
ACCAACTATGGGGACACCCAAGGGTTGTTTCTCTGGGTCTCCTGGGCAGCGGACCTCAGG
AACACCTTCTTCATCTTCTTCCCAATTTGGGTTCACTTGAAGGCCTCGGTGGCCATCAAG
CTCATCTGGGTGGCTGTGATTGGAGACTGGTTGAATCTGGTGTTCAAATGGATTTTGTTC
GGAGAGAGGCCGTACTGGTGGGTCCATGAGACGGCGCATTACGCCAACAATGCTCGCCCA
CATATTGAGCAGTATCCCATGACCTGCGAGACCGGGCCAGGCAGTCCTTCTGGACACGCC
ATGGGAGCTGCAGGAGTCTACTACACCCTGGTGACCTCCATTCTCGCCATTCTCACCAGC
AGGACCCAACAGAACAGCAAGCCTTCCTCAAACAAAGACTGGTACCTGAAGGCTGGCCTA
TGGTCCTTGTTTTGGGGAGTCCAGGTGTGCGTCTGTCTCTCGCGGGTCTTCATTGCAGCT
CACTTCCCCCATCAGGTTGTTGCTGGTGTCATCACAGGCATGATAGTGGCTGAGGCATTC
AACAGAACCCAGTGGATCTACAGCGCCAGCATGAAGAAATACTTCTACACTACACTCTTC
CTGACCTCCTTTGCTGTTGGCTTCTACCTCTTGCTCAAATCTCTGGGTGTGGACCTGCTG
TGGACCCTGGATAAAGCCCAGAAGTGGTGTGCCAGGCCCGAGTGGGTCCACCTGGACACC
ACGCCCTTCGCCAGTCTCCTGCGCAACATGGGCACTCTGTTTGGCTTGGGTCTGGGCCTG
CACTCTCCGCTCTACTCTGAAACCAAAAGAAGTAATAGTGCCACCGTCAAAGCAGGGTGC
ATCATCAGCTCTTTGGTCCTACTGCACCTGTTTGACTCCTTCAAGCCCCCCACTCACACT
GCTGCTCTGTTCTACCTGCTGTCCTTCTGCAAAAGTGCCACTGTCCCTCTGGTCACAGTT
AGCATTATTCCGTACTGCGTGAGCAGAGCTCTGACCTCACAGGGAAAGAAGTTTATGTGA
TCTCCTACTGTAAAGACTGAAGAGTTGAACTTTAAAGACCTTTTCTCACAACTTTTCTGG
TGCTTCTTCCCTTACCACGACCCCCGGAGACCACCTAAGATGAATCTGCGTTCTGTGCAC
AGGCTAAACTGAAGACTGGGTGACACTTGCTGAAACTCTGGAAGCTCTGGGACTTTCAAA
AATGAATAGTATTGAATTTATCAGAAGGCTGTAATGACAGTTGGTGCAAAACTGGAGAAG
CTGCAAGGTTTTTATCACAACCATACATATCTTATTGCATTGTTATATTGTATTTTTGTA
TGTATTAGAAGTTATTTTTGAATAAAAAAGTAAATGGATCTTGTTTTATTTTTCAGTTTA
TGATCTTTTTGTACGTAAAAAAATCTGTAAAGGTACCAAAATATGTCTTAAGTTTTAAAT
AATTTATTGGTATTTTTGACACCATCAGATAAACAGAAAATATAAACAACANAATAATAT
TATATTAAAGTTTACGTTTT
>CL1966Contig1
TGAATGAGCTNTTTTATTGATCGTTTTCTCTTTACAAAGTGAACATGCTGCAGCATCAGT
GGATTACAGCTGATCCATTTCTCATTAGACAAAAATCAAGACATTTGGACAACAGATCAG
AACTATGTACACCATCGTCAACACTGAACAGCTTCTGCTTCATTTGACTCTGTAGAGGAC
CTTCCTCTGCATGCGGTGCTGCAGCTCTCCTCTCCTCAGCATCAGGTGGAGAACTTTGTA
GATGGCGTGCTCGGGATATTTCTGTTTGGTGAAGTCCTGCACAATGCTGTGCTCGGACAC
CTGGGAGCCGATGGCAAAGCGCCTCTTCAGCTGCTTTTCGATGCGCGAGACCATCTCCTG
GTCTTCCTGGGAGGTGAAGCCCTCCACTCCGGAAAGGCTCCCGGACAGCGCGGCATCCAG
TGTGGAAACCTGGAAGAGCCTGAGGGCTTCGTCCACCTCCTCTTCTCCAGCCACAGCCTG
CAGCTTCATTTTGGCCAGAGACTCTGCGATGCGAATGACGGCCTCGAGCTGCCTGACTGT
GATGGGGATGGAGGGTCTTTTGTCCGACTCCCTTTCATGCTCTCGGGCGCCACTCCTCAT
CACCACGTATCTGTTTTTCAGCTTCTCAGCAGCTGCCGCGGAGAGTCGGGGGCCACATTT
AGCTCTGGCGTAGGCGATGTATTTCTTAAAGGTGGCGAGAGGAATCTCGCCCTCGACTCC



TTCCGTCTGCGTCTGCGCACTCAGGTGGACGTTCATCACGTGGCGAGCCAGCGTCATGTC
TCGCTGCTGGTCGTGGTGGTCCTTGATGATGAAGATCATGTCGAAGCGGGACAGGATGGT
GGGCATGAAGTCGATGTTGTCCTCGCCTTTGGTGTCGTCCCAGCGGCCATACACAGAGTT
GGCCGCCGCCAGCACGGAGCAGCGGGAGTTCAGGGTGGTGGTGATTCCAGCCTTAGCGAT
GGAGATGGTCTGCTGCTCCATGGCCTCGTGGATCGCCACTCTGTCGTCTTCTCTCATCTT
ATCAAACTCATCAATGCAAACGACACCACCATCCGCCAGCACCATAGCCCCTCCCTCCAT
GATGAATCCACGAGTGCTGGGGTCTCTCAGCACGGAGGCGGTCAGCCCAGCTGCACTGCT
GCCCTTACCTGATGTATAAACCCCGATCGGTGAGCATCTCTCCACAAACTTAAGCAGCTG
GGATTTGGCTGTTCCAGGGTCTCCAAGCATCAGCAGGTTGATGTCTCCTCTGCGCGTGAG
ACCGTC
>CL1967Contig1
TAAAGTCAGAGCTTTTTGATTGGCGACTTGTTTCTACCAAACGATTTTTTCTCTAACATT
CTCAGGAAAGTTAGGCTGTTTTAAAGCATCAACATGTCTGGCTTTTGTCTATTTCCTCAT
TTGGTTTTTCATTACTATTTGAACTGAACATGCACAATTTACAGATTAGCATACAAAACA
TTTTAAATCTGCATTATAGAAGTAAACGGGGTAAGAAAATCTAAATGTGTGCAAAATGGA
AATCAATTTAATATAGTAACATTTGTTGGTGGTGGTCCTATCATCATATGGAGTAATGGA
TGTCTGTCTCCCACGTTACCCCATACGTGTAAATGCTTCAGTGACCACACGATTCTGGAG
ATGTGAACTCCGGGCCGCGCAGTAATTTGTCATGTTGTGACTGTTGGTGTTATTCCATGA
ATCTGTGTAATAAAAAAAAGAATAGAATATTAAATAAACTCAAAGCGGTCATTTCTTTTG
GGAGTAAAACTAAACTGGAGAATATGTGTAGCCCTGGTGAGTCTCTGGTGTGTTTGAGTC
AAGAGTTGGTTTACCCGGAGGGGTTTTTGCCTTGTGTATTTGCAAGTCTCTTCAAGAACT
TCTTCCGCTTTCAGTAGATGGTAATTACAGTATAACACAGTATTAGATTTGAAAACGATG
TTAAGATATGTATCTGAATGCTCTTTATTTTAAAAAAAATTGTGATTTGTCTCGTCTGAT
TGTGGCAGTGTGGTATTCAGTAAGCTGTTTGTTTGACTTTTTGTGTTTTCTTTGATTTTT
GACAAAACCTCGGTTTTTTTTCTCTGTTCATTGAAATGATATGTGTGTGGATGGGTCATT
TGTGTCTTTCCATAGCTGTAGTCCTTTCAGAGGATTTTCCTTGAGAAACTATTCACCTTT
CAATGCAAACTAAATCACAGTTTACAGTTCAGCAATACTAGTTTCTAAATATCCAAATAA
AACGGAGTCGGATATTAGCCTAAAACAAGCTCGGATAAAAATGAACACTTATAAAATGGG
GTGTTCTGAAAACAAAAGCACCCTCTTGTCGTGAAGCTAGAGCACAGTAGTACAAATTTG
AAAGTTGCAAACATTTTCACCAGCAGATATTCATGGCATTTGGTGTCTTTTCCTGTAAGC
AGCACTGCACCTTTTGCTCGTCTGTGAGAAAATGCACAGCAGATTCTTTCTCTAAATAAA
GTGTGAAGAACTGCACAAAGATGAGGAAAACAACTTTTTTTTTTGTTTGTGTAGTAAAGT
GTGACGTTCCTGCAGAAATGCACCTACAGTTCATGTTATGGAAATGTCAGCTGCACTGTA
GGAACAGTGGACTGTGCATATTTATGTTGCTCAATCGAAGCCATTTCCCATAATCAAACC
CATGCTCTCACTTCTACTGATTGTTGTATGAAATGTATTATCATGTACAATACTATAATT
AGAATATAGAGCCGTTAAAAGGACATATTTATCATGAAGGGGTGTGTCTTTATGGGTGGT
GTGAACGAGGAAAACATTTTTGTGTATTATTTTTGTATTATTTGGTCTTAT
>CL1968Contig1
GACAAAAAAAAAGAATTTAAGACAACAAGNAGCACGCGTGTCTGCATACGTCGGACATGG
GTCAGTTTCTAAAGAATAATCAGCCAGTTTGTGAAGGTTCTGCTTATTTTTCTGTGTTGT
GCCGACTTTCTTAGAATTTGAACCTTTCATGACCCGCTCCGGTTCCTGTATACCCCACTA
GCACATTCTAACACCACTCATTTCTCTTTCGATTACTTTCCGTGCTCATCCAAATGGAGG
ATCCCCTCCACACTTGGCGGGTTTCCTGCTTCGTTTCTGAGTTGGTTGAAGTGTTTGGGC
TGCACCACTTGTCTAAAGCATTAATGGACTTGCAAGACATACCTGGACGGGATCTACGCT
CTCACTCCAGCTTCACGCGCAGAGAATAATCTAACCTGAACACTGGACTGACCGCACCAT
GTTGACCACAAGTTTGACTGTGCCCCTGGGGCGGGATCACGGGGCTCGGCGGACCTCCCT
GGAAGGCACTAAAGTGACTTCAAAGCGTGAGATTGAATTCCCTTCTCTCTAATTGCGGAT
GGACAAATTAAAAACTTGACTTTCGCCAAGGAGTTAGAACTTGGCAGTAACAAAGCACAC
TGCTTGGATTCCCTCCTGGATCTCATATCATTCCTCTAACCAGTATTGGGATACCTTCAC
CTGCACAGGCTCCATTATCGAGTTTAAACTGCCTCCTGCCTTCTGGTGTGATGTGAATAA
ACCCATGGAACCATGGGAAATAGGAGTCTTCCCTTGCACTGAAACTATTGGACGGACTTG
GACGAGACGAANACGGACTATATAGAATCCTGGATTCAGTCCAGCAGCAAACCAGCGAGA
ATTTTTACTAAACCAGTTTCATTTGCAGCACTTTAGTTCTGGCCTGTTGCTTTGCTCATT
GACAGGAATTTCCTTTTTCGCTTTTATTTGGATGATAACATTGCTCTTCCCCTCTTCTGG
ATGCAAGGGATAAAAGGTAGTGTACTGAGGGTGCCCCCCCCTCCCCGCTCTAAACTAGCT
TACACTGTTTACGCTTTCTAGTTGGGGAATCAAGGTAACTGTGGACTAAAGCTGTCAGTA
GAAAATGTGTCACAATCAGAGCATCATGCTGCCTAAACTAGACAAGATGTAGTTGCTTAG
AAAAAAAGTTGACCTGAAAATATTTAACTTTCTGGCACAGGTTGAGGTAGTATTTTCTTT
ATTAATCTCAGCAAATCAATCTTTTTTTTTGGTACTTGGTGTGATGCGGTCTTTAATCAA
AGGCCTTTTATTCTTAAATTGGGGGATTATTTCATGTCACGGTGCCATAATTTGATTAGA
ACACAAATTCTTCCCATAATCCAAACAAAACAAAATTTAAACTTGAAGAATCTTAGTGGT
CCTTAGTTAGCACAACTGAATGTTTGTTTACCAAGTTCTCTTTATCATTTCATTTATCGA
AATATCAGAAAGATGTCCAAATTATTTTTCTGTTCATTACTGTTGCATTGAGTTTGTGCA
TCTGTTGCCTGTTATTCCATTTGCATAAAAGATGTTTCATGAAAAANAAAA



>CL1969Contig1
ACCTGCCGTCAGGGNCGAGCGGCGCCGCCTCGCAGGCCGACTTCTTACGCAGAAGGAACT
ATGTGTGCACCTTCCCTGGCTGCAGGAAGACCTACTTCAAGAGCTCCCACCTGAAGGCTC
ACCTGCGCACACATACAGGTGAGAAACCGTTCAGCTGCCACTGGGAGGGCTGCGAGAAAA
AGTTTGCCCGCTCCGACGAGCTTTCCCGCCACCGCCGAACCCACACAGGCGAGAAGAAGT
TTGTGTGCTCTGTGTGTGACCGGCGCTTCATGCGCAGTGACCACCTGACCAAACACACCC
GCCGACACATGACCACCAAGAGGGCGTCGTCGTGGCCTGCCGAAAACCGAGAGCTCAAAA
GGTCCCTGCCCAAGGGCCCCAGCCGGAGCCCGGCGCTCGCCGTTGAGGTGACGGTCTCCC
CCAACTGACCAGCTCTGGGTTTGGGCTGCAGGGCGGGCTCTCCGATCAGCTGAGCTGTAG
ACGTCTGCAGACCCTTGACGCGTTTACAGAACCTCAGAACAGAGTCAGGAACCAGAACCT
CATGGACGGTTGTAAAAAGGAACTTGGACTTCGTCTTTGTCTTCATGTCACAGTGGTTCA
AGTGACCAAGCTGCCGTTTTCTGGATTCAACACTGGGGTGTCCCAGTCTGCTCAGGACAT
TTTCTTCCCACAACCAAATACTCAATGCAAGAATCCCGGGGGGGTCAGGATGCTGCTCAT
TCAACATTGCACTGGATTTTGAAAGTCTGGCTTGTTTTTCTACTCTGCGTGTCGTCCTGT
TTGCGTCGCGTGGACAAGTCCATTTAGCCAAACGTGCACACTCCTTTTGTTTGCCAAAGC
TTCTTTATCGTGCTCATGTTGTTATCCAGCTTCTGTATAGTGTCTGGCTGTAAATACTGT
AAATACATATCTATATGAATGTTATGCATACTTTCCATGTATTGACAGTAATTGATATTT
TTTAAATGAACAGTTTTCATTACTGTGACACTATCTTTTATCTTTGTTTTAAACATTATT
ATATACATTTAATGGTATTTAAGAAGCATTTGTTGAAGAAAAAAAGTGCATTTTTAATTT
GGCCCATAGTGTAGCCAGTAAGGGAATACCTCATGTTATTAAATGTTATTCTCATAATAA
CGTCTTATATCAGAATAATCTCATTTCTGAACGTTTGCTTGTGGAACAGTACGACTTTTG
TAATAAAACTTTACCTTGGAAAAAAAAAAAAAAAAAANAAAAAA
>CL1970Contig1
GCCTACCGGGGCAGCTGGGAATGCCTGGTCAAAGTCAGATATTCACAAAAACGGCACTCT
TTCCTCCGGTAAACGGCGGTGGTCCTGAGGCCACACATGCGCACTTGTTTCCCCCTCTTT
ACTGATTTCATTTTCCCTTCCAGGTTTCTGACAGCAAAGATCAGGCAGTGACGGATCCGT
ATAAAACTAAACCAATCGTCGCAAAACATGGCTGCCATCCACAGTTCAAACACAGAGTTT
GCCTTGGAGTTGTTCCGGACAGTGAATCAAGCGAATCCCACTGGGAATGTCTTCTTCTCC
CCCCTGAGCATCAGTTCGGCTCTGGCCATGGTCTACCTGGGCGCTAGAGGAGACACCGCT
GCCCAGATGGGAAAGGCTCTCCAGTTCAGCTCCAATAAAGGTGTCCATGCAGATTTCCAA
ACACTTAATGCTGAAATCAACTCCCCATCTGCATTATACACCCTGAAACTGGCCAACCGC
CTGTATGGAGAAAACTCATCGAAGTTCCTTCCTGAATTCCTGGAAGCCACTCTGAAGTAC
TACCAGGCCGACCTGAAGGCTGTAGATTTTATTGGAGCTCCGGAGGCGTGCAGGGTGGAG
ATCAACAGCTGGGTGGAGGAGCAGACGGAGAATAAGATAAAAGAGCTTCTAAAGCAAGGA
TCCGTCACTCCAATGACGAGACTGGCTCTGGTCAATGCCATTTACTTCAAGGGAAGCTGG
AAGAGCCGCTTCATTGTTGAAAACACCAAGGAGATGCTCTTTAAGGTCAACCAGAATGAG
ACTAAACCGGTCCAGATGATGTACCAGATGCACAAGCTTCCTTACAACTACATCCCGGAC
CATGGTCTGCAGATCCTGGAGCTGCCGTATGTAGACGAAGAGCTGAGCATGTTCATCCTG
CTGCCTGTGGAGTCCCAGGATGGATCCGACCCCCTGTTGAAGTTGGAGAAGGAGCTGACC
CAAGAAAGGCTGAACCAATGGACCAACAGGGAAAACATGGACATCCACTCAGAAGTCCTC
ATTCATCTGCCAAAGTTTAAGCTTGAGGATGAATATGAGCTGAACGAGCCTTTGGCCAAA
ATGGGCATGACAGATGTATTCTGCTCAGGGAAGGCTGATCTGTCTGGGATGAATGAAGGA
GGAGGGCTTTTTCTCTCAACGGTGGCTCACAAGGCCTTTGTGGAGGTGAACGAAGAGGGC
ACGGAGGCCGCTGCCGCCACAGCTGGAATGGTGGCTTTCTGCATGCTGAGAGAGGAACAC
TTCAGAGCTGATCATCCATTCCTCTTCTTCATCAGGCATAACAAGACGAGGTCCATCCTT
TTCTTTGGCAGGTTCTCCTCTCCTCAGTAGACATAAAAGATGTGGTTCAGTTTGAAATAA
AATTTAAAAAAAATCTGCTAATTCGTAGTTAAAATTCGTCAAACTCGCAAATTCGTAGAA
ATTCAGTTAATTAAGCTTTGATTTTCTGGATGTGTTTCAAATTAAGAAGTTAGTCATTAA
AATGTGTTCATTTCTTTTTACTAAACGGCTCTTCAACAAGCACTGAGAACAAAGATTAGT
TTGTAGTGGATTTATGACCAAAATGATTAAACATAATACTACATTGATNCGGNNNNAAAA
AAAA
>CL1970Contig2
GGATCTGCCAAGTTTAAGCTTGAGGATGAATATGAGCTGAACGAGCCTTTGGCCAAAATG
GGCATGACAGATGTATTCTGCTCAGGGAAGGCTGATCTGTCTGGGATGAATGAAGGAGGA
GGGCTTTTTCTCTCAACGGTGGCTCACAAGGCCTTTGTGGAGGTGAACGAAGAGGGCACG
GAGGCCGCTGCCGCCACAGCTGGAATGGTGGCTTTCTGCATGCTGAGAGAGGAACACTTC
AGAGCTGATCATCCATTCCTCTTCTTCATCAGGCATAACAAGACGAGGTCCATCCTTTTC
TTTGGCAGGTTCTCCTCTCCTCAGTAGACATAAAAGATGTGGTTTCAGTTTGAAATAAAA
TTAAAAAAAAATCTGCTAATTCGTAGTTAAAATTCGTCAAACTCGCAAATTCGTAGAAAT
TCAGTTAATTAAGCTTTGATTTTCTGGATGTGTTTCATTTCTTTTTACTAAACGGCTCTT
CAACAAGCACTGAGAACAAAGATTAGTTTGTAGTGGATTTATGACCAAAATGATTAAACA
TAATACTACCTTGATTAANANAAAAA
>CL1971Contig1
GACACTGGACCCGCTTTGAAGAGCGCCACAGCCAGCGCGTGCTCGTCTCCCTCTGGAACC



TCCTTGTAGCCTTTGATTTGAGCTGCCAAGCCTGAAACGTTGTAGCGGCAAGGCTGGTCC
TCTCCCATGTAGGGGTAAGCTGCCTCAGAGTCGATGCCCCCATTTTCCTGTACATATTTG
AAAGCGTTGGTCATGTACCCGCCCCCACAGCCGTCGTTCTCAGTGACACAGTCTACCAGG
TTCTGGGGACTCAGGTCGACGAGGTTGCCAGTCTTTTTAGCCAACTGGCCCTCCAGGGCT
CCTACAGAGCTGAAAGCCCAGCAGGAACCACATGAACCCTGGTTCTTCACAGAAGTCACC
ATGCCCTTCTTGCGGTAGTCGACAGATTTGGGAAGTTTGATTAGGCTGCCATCCGTTTCC
ATGGGAACTCTGGGCTCAGGGTTCAACGGCATCTGCAGACCGGTCATCCTCTCCACCACC
TCTTCCTGGGTCATGTCTCCGAACTGGTTCATTCCCAGCGTGTAGGTGTGCATGCCCAGA
GCCGCCTCCTGGTTGTGAGCTTCAATCATGCGCAGGTTCTTCTCCCAAATGGCCCTGCGG
ATCCCCTCTTCCTCCACGGTGATGTATTCTTTTGTGTGTGTCATCTTCCACTCTTCCCAG
TGGGCATCCAGAGTGGTTTCATCCATCTGACTCATGACGGAGGCCGACAGAAGCAGCAGC
ACGCACGTGCACGACCACATAGCTCGTGTTGTAAAGTACAAAAGTTGCTAAAGTCTAAGT
CTGGTGCTCGTTTTTCTGCTTCTGCAGCTGAAGTAGGTCAGTGTTGGTTTTTATNTGTTG
AATTTTAGGGANAGTATGAGGAAAACTCGGTTTCTGGGAGAGAGTTTTTTTTTTTTTTTT
TCCATCNCC
>CL1972Contig1
TATGGCCGGGGGAGTCCTTCATTGTGTTTCCCCTTTATTAAAATCCAGTGTTTCCCATTT
AAAAGCATGCTAGGCCTTCTTTGAACAAATAAGTAAGGAGCTGTTACACAGTGCAAGTGT
GGAGGCTGAACAAACAGGAAGGCAGGACAGAAAATAAACAAAATCAAAGTTCAGCTCTTC
AGCGTCAAATGCAGTTTTTTTTTTTTTTTGGTAGTTTTTGTTTTTTTTAGGTCTATTCAG
CCTGTCTTTGCCTGTGGTGGACTTAAAACACTGCAAGCTCCAACCAGAGGAAAGGATGGC
GCATGCAGCTGTGATTCTCTGGATGTTGTCAGCAGTGGTCTGTGTGGGGAAAGGCCAACA
GGGTACTGAACATGTCCAGGACACCAATGTGGACAGCAGCAACGATGACAGTGTGTCTCT
TGTGACTTCAGCAAACCAAGACTTTGCATTCAGCTTGTACCGGAATCTAGCAGCCCTCAC
TGACTCCCAAGGCAAAAACATCTTCTACTCCCCATCTAGTGTCTCTCTGGCTTTGGCTGC
CTTGGCTGTGGGTGCACGGGGGGAGACCCACCGCCAGCTTTTCAGCACTCTTGGTTTCAA
CAGCTCCCAGCTGACTCAAGCAGAAGTAGACCAGGCCTTCCGTAGACTCCTCACGAAAGA
GCCCTTTGACGAGGAGGTCAGCGAAGGCACCGCCGTGTTTGTAGACGACAACTTTAAGCC
CAAGCCAGAGTTTCTAGATGTCCTGAAGCAGTCGTATTCTGCAGAGGGCTTCAATGTTGA
CTTCAGCAACACTACAGACAGTGCAAATACCATCAATAAGTTTGTGGCTGATAAGACCAA
GGGAAAGATCGACAAGCTGGTGGGTGACTTGGATCCAAGCACAGTCATGTATCTGATCAG
CTTCATCTACTATAAAGGAAAGTGGGAAACACCATTTGACCCTCTGTTGACAAAGGAGGA
CATGTTCAATGTAGAAGAAAACAAACAGGTTCCTGTTCAGATGATGAATGTGGAAGAATA
TTTTGACGTTTACTATGACCAAGCAATCAACACAACAGTCCTCCAACTCCCATTCAACAG
CTCCTGCTCCATGCTGCTTTTGTTGCCTGGAGATATGGCAACTTTGGAACAAGCAATAAG
TCCAGCACATGTTGCAAAATGGCTGAAGTGGAAAAAGTCAAGGAAATATGACGTGTACGT
TCCAAAGTTCTCCATCAAGACTTCTTACAAGCTGAATGACGTCTTGGCTGAAATGGGAGT
CACAGATGTTTTCGGTAATGGTGCTAATCTGAGTGGTATTGCTGAAGATGCACGGCTAAA
AGTTTCAGAGGTTGTGCACCAGGCTTCTCTGGATGTTGATGAGACGGGAGCCACTGCAGC
AGGTGCTACAGGAATTGGTTTTATACCGCTCTCCTTCCAGTTCATCCCTGTTATAAAATT
CAACCGCCCATTTATGGTTCTAATTATTGACAACCAAGGAGAAAAAATGCTTTTCATGGG
CAAAATTATCAACCCAAACCTTTAATGGCAGAAAGGAATTTGGTTACAGCACAGCTACTG
CACCAATAAAATACATTAAAAAGCGGCCGCGAATTC
>CL1973Contig1
GGCTGCTGCGGGTTCAACGGAGAGCCGGGAAAGTTCGGCGGCGGGAGACGGCGTGGCTTC
TCCCCGAGACCGGCCCGTTTGCCTGCTGGTTCTGGGTATGGCGGGTTCCGGGAAGACCAC
CTTCGTTCAGAGGCTGACGGCTCATCTTCATTCCCACAAAGCTCCTCCTTACGTCATCAA
CCTGGACCCGGCGGTCCACGAAGTCCCCTTTCCAGCCAACATCGACATCAGGGACACTGT
CAACTACAAAGAGGTGATGAAGCAGTACGGGCTCGGCCCGAACGGCGGCATCGTGACCTC
GCTCAACCTGTTTGCCACGCGCTTCGACCAGGTGATGCATTTCATTGAGAAGAAGCAGCA
GAACCACCGGTATGTCCTCATCGACACCCCCGGTCAGATTGAGGTCTTCACCTGGTCGGC
GTCTGGAACCATCATCACGGAGGCTCTGGCTTCGTCCTTTCCCGTCGTGGTCGTCTACGT
GATGGACACGTCCCGGAGCGTCAACCCCGTCACCTTCATGTCCAACATGCTGTACGCCTG
CAGCATTCTCTACAAAACGAAGCTTCCTTTCATCGTCGTCATGAACAAGACGGACATCAT
CGACCACGGCTTCGCCGTGGAGTGGATGCAGGACTTTGAGGCCTTCCAGGACGCGCTGAA
CCAGGAGACGTCCTACGTCAGCAACCTGACCCGGTCCATGAGCCTGGTTCTGGACGAGTT
CTACACCAACCTGAGGGTGGTGGGCGTGTCTGCTGTCACGGGAAGCGGGTTGGACGATCT
GTTCGTTCAGGTGGAAGACGCGGCCAAAGAGTACGAGACAGAGTACCGGCCTGAGTACGA
ACGCCTCCGCCAGCAGCTGGCGGAGGCGCAGAGCAGGAAGCAGCAGGAGCAGCTGGAGCG
GCTCAGGAAGGACCTGGGAGCCGTGAACGTGACCGGGACTCCGCCCACAGAGGGCGGCGA
GGAGGCGGGACCCAGTGACCTCATCATGATGCGTGGGAACCCCGACAATGACGAGGAGGA
GGAGGACAGCGACACCGACGACATCGACCACACAGTCACGGAGGAGAGCAAAGAGAGCGC
CGCCTTCGGGAACTTCCTGAAGGCGAGACGGGAAGTGGTTCAGGTGCGGAACAGGAAGTG
CGCCGTGCCTGAGGCGCCGTGACCTCTGAGCGACTCCAGACCGTGGACTGGCACAGGCTA



ATGTACCGAGCAGGTGGTGTCTACACACAGTGAGAGCTGTGGACTGATGGGGTGACCTTT
GACCCCCATGCAGAGCTCCCGATCGGCTGCTTTGCTCCTTTAGAAAGTATTTTTTTATGG
AAATGTTTTTGTTTTATGACTGTTTGCTTTTGTTTGTGAACAGATTTATGATCTAAACAA
ATAAACATCAGA
>CL1974Contig1
TTTTTTTTTTGCACAAAAATCACTTTAATGTATATCGAAACATGTCTCTGCAGTAACAAC
ATGACCAGACGTAGCAAGCAAAACCAAGATTTGCACAAACTGTCCAGATATGTCTTTCCC
TAGACCATATCCAACAAAGCCAAGCTTTATGGGAAAAATGGCCTTCATTTTTTCAATGAA
AAATATTGAAGTAGGTTTGATGGCTTTGAAGTAAACCGTACAGTCTGTGTTCAGATTAAG
TCCCATCATCTGTATCCTGTCAATCCCGGTGAGTCTTGAGATTGTCCCCAGCGTTACTTT
CCCAGCTGCTCAGGTGAGGAGACGCATCAGGTGTGCCTCCGTTCTGTCCACTTCCCTGTC
GATAATACATGTTGTTTACTGTACTTCCATATATTTTCCATGCAAAGTGGATCGCAATCA
GACTAAAAATTAACCAGCTGAGCAAGATTTTGAAAATAAATACTCTCATGTCGTTAGCCA
GCCAGTCATCCACAAACTCGTAGAGGAACGACAGGCAGCTGTCAGCGATGCGGGACATGA
ACTCAAAATCCCACGGCTCCGCCATTCTGCTGGGTCATCGAGCTCGCGGTCCGCTTTTGA
ACTTTCTCCGTTTACCAATTCAATCAATTTTCAAAGGTAAGCAACATTTAATGCCCGTGG
CACAGCTCATCGCCGTTACACCCCCGGCCATAAGGCCCGGGT
>CL1975Contig1
GTTCATGGCTGATGCCAACTCCTTCCAAAACGAATGTTTTTGCTTAAATGACAAGAAAAA
AATCATTTGAAAACTGTCATTGGTTTTTGTAAATACTTGTTTTGTTATATACAGTGCGAT
ACAAGCAGCAGAAGTATTGATTGCAGTGTGCCATTTTTATATATAGGTTTTCTTCTCTTT
GGTTCGTTTCTGCCTGAGATGTGTTTCTTTTTCTTTTTTCTTTTTGTGTTAATCTTGTTA
CAGCCTTTAGATGTCTGTTGTGAGTTTGCCAGCTAGCTGATGTCCTGCTACGTCTCGCTG
TGTCCTCCAAAAGCACTGCATGCTGGCCCTGGCTCCGCTCAAACATTTGACCCTGCAGAT
TTGGAAGCAATATCAGATCTGGTTGGAATCATTCTCTGTTCAATTTTTTGCCAGTGTTGC
AATTAGCGAGTGAAGTTTCCAGGAAAGTCGGCAGACTGCTAAGGGGCTGCAGCGAGCCGT
GGCCGCACATCCACTCCTGTGAAGTAGGTAGTGACTGTGCCACAGGAGAACACTTTAGCA
TTTAATGAGCCCTTCCTCTCTCCTTTGTCTTCATCTCTCCACACTCGTGTTTGTCGTGTA
GACACTCAGTTGCACGCTCTCCACAGAGACAACCCTATTACGGGGGACCGCATGTGCAGC
CAGAGACCCCATCAAACATCCCTGATAAAGATGATCCTACAGTCACTCTTTAATTGAGGT
GCATTGTGGGACTGCAGCAAACTTGATTCAAATCTTCTTATCTCCACTTGAGAAAACAGT
AAATCCCACGTTTCTCCATTTCATCAAAGCTAGAGTAGATCTCTGCATCATCATCTGGAC
TCACTGCACTCCATGCTGACATGTTGACTCCACTTTAAGGCAGGCTCAGAGAAAATGGAA
AAGCCGAAACAGGCATCACTGCACTGGCGATCCACGAACACAGCATTTGCTTCTGAAGGG
CATATATGATAAAAAAAAATGCAAATCATTTGTGAGGAGAGATGTTGAAGCCTGAGGATG
AGCATCGTTGGTCCCACTTGCACAGTCGGCCCAGAGGTGTGTGGGAGTGATACTGTGAGT
GTTTTTCAGGAGAGGTGGGAAGAGTTCGTGCCACGTGACTTCGATCTGATAAGTAACACG
CCAGCATCAGCTGAAGCGTGGAAACATCTGCCAGACACTGAGCATCCTAACTGCCCTCTC
ATTCTCTTCTCCGTCCATTTGTGTGTTTCCCTCTCTTCACATATATCTTTGTGAGCAAGC
AGTGGTGAATAAAGACTTCGGGGTTTAGTGAACAAAAAAAAAACTT
>CL1976Contig1
ATTTTCTTTTTAATTTNCTTTGTATTTATACATAAAACAATTATCCCTTAAAGAAAAAAG
ATCGGTACAACCTTTTTATCCAACAATTAAAATCTCACAGTTACAAAGAAAAAAAACACA
TTTCTAACAATGTGTTCATTTTCCCATCCAATAAAACGTAAAGTCAAAAAGTGCCCATCA
TAAACAGACAGCAATGGCAAAGGAGTAATTTTCCTTTTGTGACCTTATCCCCTCCTGACA
TGTGTTCCCAGTGAAAGGCAGCAGTTGGATGGTTGGCATTATACCTCAGCTCTTCCCTTC
AGAAAACTGCTGCTTCTGCTATAGCTGTCCAATTCATCCATAAGAAGTCTGACAGCTTAG
TGTCACGTGCTGGCCCTGTGGACACCATGCGAGCTGTCACACTTTAGAGAATCATGGCGA
GCCAGCCAGCGATCATTGCCATCCCACCCATGGGAGCCAGTTTGCTCAGGCCAGGGTCCT
TTGTGAGGGCCTGGTGGTACAAAGGGCCGCAGAACATCCCCATGCCTGTAACTAGCAGGG
TCCCCGCCACAATGGGTCTTCCGCAGTGGGCAGCTCCTAGCAGGGCCAGGCTGTGGTAGA
AATGGTATTTGTTGGCAGTTTCATAAAGCACTCTCTGATAGTCATCGGGGTCCTTGTTCT
TGAAACCGTGAGCTCCGTATGCACCAAGTCCAACGGCGGAGGCTCCGGACAGCGCCGCGA
CCCTTCGTACAACCGCGGACGCGGACATGTTCGGACACTTTTCCACAAACCGGAAGTTGA
TGCCGAGCGCGGTCCC
>CL1977Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTCCTTTTTTTTTTTTTTTTTTTTTTTTTTTTT
GGAGTACAAAAGTGAGTTTTATTCACAAACCAAAACAGTTTTCTTGGAAGTTTGGAAACG
AGAAGGAAAGCCTAACAGACGCCGGGGGGGTTTCTTCTTCACCTCTTCTTGAAGCCATAC
TTCTTCCTCTCGTAGAACAGGTCTGTTTTGGAGCTGCCCAGGTTCACGATTTTCGGACAT
CCGTCCCGATCTTTCTCCTGAATGGTGCACTCTTTGCAGTAGTACGCATCAGACACTCCG
GGGCCTCCGCAGATCACGCAGCGCCCCTGATAGGACCCGTAGTTACACTCGTCACAAATG
CGCACCAGCGTGCACGGCCTCACGTACGAATCACAGATGACGCACTTCCCATCGCATTTT
TCGCAAAGTCTCCCGATAGCAACTCCCGCTTGTTTTCTACAAAAGATCAGATCTGGGTGA



TGTTTAGCCATGTTAGCTAACGACAACCCAACGCTCCGCTGACTCTTCCGGCCATA
>CL1978Contig1
TCGCCCAGGCAGTCGCCTTACCGCCACAGATCCCCCTACCGGTCAAGGTACCACTCCCCC
AATAGACGCCGCTACCACTCCTCAGATCCCTACCGAAATTCCTCGCCAAACAGGCAAACC
CGCGGCAACGAGAAGCCCAATGTTGACGAGGCGGTATTGAGGGAGCCGTTCCAGACTCCT
GAACCCAGCTTCGGTTTCGATGACACTGTCCTACGTGAGACACCAGCCTTGGACCGCTTG
AACAGGGATAGCACTCTACAGCCTTTAGGGAGAGATGATCGCTTGTTCGGTGACAACAGC
CTACTGGCAAAAGCCTCAACCATGGATAGAGCCTACAGGCGGAGAGACGTCCCATCCCGT
AGCCAGCCAAATGACTACAGAGACCCCATCCTGCCCAGAGTGCGCACTCCTGACTTTGAT
TCAGCATATCTGAAATACAGCACACTGTTGAGGGGGCGTTCACCTGCACTTACGGAAGGA
GATGGGCGCTTTGGCAGTAGAGATAGCATACCTGAACCTCGGTACAGAGCCCGTAGTCTG
GGACGAGACATCTCCCCGGTTAGGACCTTCAGAAGGGATGACTCAGAGGATGAAGAGGAC
GATGACATTTTCGTAGCAGAAAGAGTTAGAGAGTACCACAGCATGCTCAAGACCAACACC
ACTCACTCGTCAAAGCCCTTGCTCCCGGAACCTAAGAAAACCTACAAGGAGAATCCCAAA
GACCTGAGCATCTGATTGGACAGCTGTCAGTTAACCTCAGCAAGCACCCACACAGCTCCT
TAACTACTCACAACCTGCAGGAATGCAACTACACATACTCACACAGACATGGAGTACCAT
TACACACATACATAACTTAACATACATAAATTAACTATGTTGTTACAAACAAGATGGTGA
TTCCAAATGACTTTTAAAGCCTTTTTTTAATTGTTGGTTTTTTTGCCTTTTTGTTTAAAC
ATTCTACATTTACAGAATTTTCCAAAAAAATAAATAAATAAATAAAACCAGAAAAAACAA
TGATGTGCCTAACAGTTCCATGAAATATTTTGAATTTGACTTGATATGTAGAGGGGGGAT
TTTGAGCCCCACTCTCAGACCGAGAAATGTATGTACTTTTCCACGAGGATCCCATGGAGG
TAACGCACACCTGGATCACCACTACCGGTGTGCATGTCTTTACCGGTTTCAGTGTCTCTC
TCTTCTCTCACTTCTCCCAGTGCCACTGTTTTTTAGACATTTGACCAGACTATAGCACAA
GCCTGCATTCGTTTGTATATTTTTGACAGTTTGCAGTATGTGTATATTGAGAGGTGATCA
TTTTAAAGAATAAGGGGAACAATAAAAGTTAAACTATGATGATGATGACGATGATGGAAA
ATAAAA
>CL1979Contig1
GACACGCGCCTTCCGGTAACGGCTCGGTTCGGTTTTCCCCCAACCTGGTTTTCAGATTTG
GAGAGGCCTCAGCTGGCCGGTGAAAGTCGGTGGGGGACAGATGGAGGACTACGTGAAAAT
AGAGAAAATCGGAGAAGGGACATACGGGGTGGTGTACAAAGGCCGGCACAAGTCCACGGG
ACAGGTGGTGGCCATGAAGAAGATCCGCCTGGAGAGTGAGGAGGAGGGAGTTCCCAGCAC
CGCTGTCAGGGAGGTGTCGCTGCTTCAGGAGCTGAAGCACCCCAACGTCGTCCGGCTCTT
GGATGTCCTGATGCAGGAATCTCGCCTCTACCTGATCTTTGAGTTCCTGTCCATGGACCT
GAAGAAGTACCTGGATAGCATCCCGTCAGGACAGTACATGGACCCCATGCTGGTCAAGAG
CTACCTCTATCAGATCCTTGAGGGCATTTACTTCTGTCACCGAAGGCGGGTCCTCCACCG
CGACCTGAAGCCCCAGAACCTTCTGATTGATAACAAGGGCGTCATCAAACTGGCAGACTT
TGGCTTGGCCCGGGCCTTCGGTGTTCCCGTCCGGGTCTACACCCACGAGGTTGTGACTCT
GTGGTATCGAGCTCCTGAGGTCCTTCTGGGTTCCCCCCGATATTCAACCCCAGTGGACGT
GTGGAGCACGGGTACCATCTTTGCTGAACTCGCCACCAAGAAGCCCCTGTTCCACGGAGA
CTCCGAGATCGACCAGCTCTTCAGGATCTTTAGGACTCTGGGGACCCCCAACAATGACGT
TTGGCCGGATGTGGAGAGCCTGCCTGACTACAAAAACACTTTCCCCAAATGGAAGGAGGG
CAGCCTGTCCTCCATGGTGAAGAACCTGGACAAGAACGGCCTGGACCTGCTGGCGAAAAT
GTTGATCTACAATCCTCCCAAGAGGATCTCTGCACGTGAGGCCATGACCCACCCATACTT
TGATGACCTGGACAAGTCCACGCTGCCCGCCGCCTGCATCAACGGCGTCTGAAGGCCTGA
GCCCCCCCGTTCTTCTGTAAATACTTGTGTGTTTGTGTTGGAAATATTTCCAGAAAAAT
>CL1980Contig1
GGAATTCGGNCGAGGAGAAAACGGGAACCCACCCTCCTATTGCCTACAAGATGTTGCTGA
CTCTTCTATACAGTTGCACTGGTGGAGCAGCTGTCCTGTACGCTCTGTACAGATGGATCA
TCCCCTTCATTGTGCAGTATCACGCTGGACTGGCGCTCATCTGGCACGACAAGTTTGTGG
AGGGAATGCTGGACATGCTGACCCGAAGCACTCGTCCTCAGCGGCTTCTGGCTGCAGTAC
AGAAAAACGCCACTAGAGGGGACCCTCGCAGCGTGGTTAGAGCTATTGATCAGTTCTGCA
GGCATAAGGAATGGGCCATGAATGTGGGGGATGAAAAAGGCTGCATTCTGGACTCTGTAG
TGTCTGAGGCAAACCCCACTTATGTGTTGGAGTTGGGGACCTACTGTGGCTACTCCACAG
TGCGCATTGCCAGCCTGCTGTCACCAAACAGCAAGCTTATAACTGTTGAGTTTAATCCAG
AATATGCTAAAATAGCTCGGCAGGTTATTGCATGGGCAGGGCTGCAGGATAAGATTCATT
TAGTTGAAGGAGCTTCTGGAGACTTGATCCCCAAAATGCAAGAGATGTTTGGGGTGAAAA
CATTCGACTTGGTTTTCTTGGACCACTGGAAAGATCGCTATCTTCCTGACACAAAGCTGA
TGGAGAAGTGTGGCCTCCTGAGGAAAGGCAGCATCTTGCTGGCAGACAACGTCATCTGCC
CGGGAACTCCAGATTACCTCGAGTACATTCGAAACAGCCCTCAGTATGAAAGCCAGTACT
TCAAATCTCACCTGGAGTACACTAAAGTAGAGGACGGCTTGGAGAAATCTGTCTTTTTGG
GTTGAAGGTGATTTTTCTAATAGCTTCNAATAATAATAATAAAAAGACTTAGTTTAA
>CL1981Contig1
TATTTTTTATTAGGATTAATATATGAATACTGTTTCCTTCAGCTTCTTTCTGCAGTGTAG
TAGATCAGTGAGGCCTTTCCTGTGATTATGGGTCTGCAGCTCATGGAGACGCTGCAGCAA



ACGCATGACGGCAGGCAACACATCTAGCTGTCACTCTTGCTGCTCCTCTTCTTCTTCTTC
TTGGGTTTCTTGCAGGAGTTTGCCTCTGATGAAGCAGCTGGAGCAGCCTTGTCTTCAGAG
GACGGAGCACACTCCTCCGCTGCCGGCGCCGAGTCACCTGACCCACGTTGCTGCGGAGCT
TTGTCCTCCTCTGGGAGCGCTGCTTTGACTTCTGTCTCCGTGGTTGATGGTTCTGGTTCT
GGATGGGCCATGGCGGTTTCTGGTTCTTGATGGGCCATGGCGGTTTCTGGTTCTGGTACG
GTTGAAGGAGTCAGCTGGATCTCCTTCTGGGTTTCTTCGATGGTTTGTTGCACATCTTCA
AACCCAGTCGGCATCTGAACATCTGGACGGGGATCAGTCTGCGTTGGTGGGGAGCTGGTT
TCCTCAGATTCTGGAGGTTCTGATGATTTCTCCTCAAATGGACCCGTCTGGGGAAGTTTG
AAATCTGTTTTTTTGTCTTCAGCCTCTTTGGGTGCGGACTCCAGGCTTTCTTGAACCTGA
GTTTCCGTTTTAAGATGGATAAATGCAGAAGCAACTTGGCCTTCCTGATCCAACTCCTCC
CTCTCCTTCTCGTCTTCTGGCTCGGCCAACAGGGAAGCAGCAAAGTCCTTCAGCTTGGCT
TGCTCCTCTCTGAGACGGACCATGTTCTGGGTCAGGACTTGGTCCTCCTCCTGAAGCTCC
TGGAGCTCCTGGAGCTCCTCGGGAGCCACGAGGACGGCTTCGTTAGCAACGTTGTTTGGC
TCAACAAGCTCAGCGAGCTTTGATGGAAGGCTGGCGTTGGACTGGCAAACTTCCTTGATC
TTGTCGTAGAGGACCTTCCTCTCGTCTTGGAGGGCCCGGCAGAGCGTCTCCAGCTTCTGG
ATCTTCAGGACAAAAAGCTCGTACTCCTGTCCTTTCTCCTTTCTCTCTTCAATCATGTCG
GTCAGCGTCTTGTTGCAGTTTTCAAACCGGTTCTTCCACAGGTTCGACTCTTTCTCCAGC
TTCTTCATTTTATCCGACATGTTTTCCATTTCCTTTTTGAAGCGGACGTAGATTTCATTG
CTCTTGGCCAGCGTTTCCTGAAACTCATCAAACTTCTCCCCGTAGAGCTTCAGCTTCTTC
TTCATGGCCAGCTCCTGCTCCTTCATAGCGAAGCATTTCTTTGTTTTGTCAATAGCCTCC
CTAAGCAGGTATTCCTTCTCCCTCTTGTGTTTCTCCTCCGCCTCAGCCAGCAGAGCATTG
GTCTGCTGCAGTTTAGCTTCTGTCAGTTGGTGCTGCAGGTCTCTGTGCTTGTTGATCTTC
TCCAAACTCTCCTCCCGCCGCTCG
>CL1982Contig1
CCTACTGTGGAAAAACTGGAGCTTACGGGGATTATACCAGCTTGTAATCATTGGAAACAG
CTTCAATGGTATGAGGGAAAGAACGGTGGAAAGAGTGTTCAAACAGGAATACAGCTACAT
CAGTAAAGCTGTGGACCTCTGTGAGGAAAAAATGCTGCCTTGTCCTTCTCACATGATAGA
TGTCTTCAGTGATACGGCAGTCATTGCTTTTCCTCCCCACATCTTACACAAAGTGCCACA
GACTAACTGGGCTGAGTCACCTGAACCTGAATACAGAGACCGCCAGGATTTGGAGATAAT
CCTGAAGGAAACTCAGAGCTGACTGGACTTCATTGAAATAAAATTTTGATATAAATTTTC
AAACATGTAGGAAACTATTATGTTCAGATTTTTCACAAAACGAAAGTGGAACATTACAAA
TCAAGCCAATTAGTTAAAGATGGTTTTCTTCATGTATATGGCGTTATAGTACTTTCCATT
TTTTTAGAACTTTATCCCCTTTCGCAACACTTCTAGCAACTTTTAAATTCATTTATTTAA
TGAAGCATCTCAAGTACAAAGCTTGGTTCCAAAAACACATTTTTATTCAAATAGTTTTGA
AAATGGAAGTGTACTTCAAACTTAGGGAAAATGAAAAATGTAACCTCAAATACCAGCTTT
GTTGCACAAGACTTGCATTATTAGCACCCCATACACTATCAACATATGTCTGTAAGTAAT
TTAATTAGAACCGATTAAAAACTCACCAAGAATTTATTTTGAACAAATTATTAAAACTTG
GGAATACTTTTTCACAGCACAACACTCGACAGGATCAAGAAAGTTGAGACATCAAATCAC
AAAGAAGGTTTGAACAAATGCAACAACAAAAGAACAACGTTGTTTTCAGACAAAAGATTT
AAAGAAAAAACAAGAATTTCAGTTTTTCTGTATGGAGCACAAGCATTGTTGAATAAAAAA
AATGTTTTAAAAAATTGCTGGGCTAGTGTTAAAGTCAGAATGTATCCAAAAACATCAGCC
GTTTAGTCACATTACAGCTGATCACCTCCTGTAATAACTATGGTGCATTTACAGACAGAA
AGTTTTTTATGAATAAAGTAACACTCGTCCTGCTTTAAATCACATTACAGCTTAAATCTT
CGGTTCGCCTTACAGCAGTGACTTTTAAACTCTCCCAAACCCAGTATTCTTTATGCCTTC
ACTCTTTAGCCGCTCCACTGACAGCGACACTGTCTGCTCCGTTTACCGTTTTACTTCCTG
TTCCATTGACTGCTTTTGAACCAACGATATCTGCCCATGTCAGTTTACTCTTAAGGCTGG
ATGGGCTGACAGGGCTGTCCACAGCTCCATTCATTGCACCATGTTCCTCATCATTTTTCT
CTTTCTTGGCATCAACAGCTACAGCCTCTGTGCTACTTTCTCCCTCATCTTTGCTCTGCT
CAGCGGCCTTTTCCTCACAGCTATGAGCTGATACGGTAGCTGCAGTCTTAGATTGGTCTT
CCGCAGGCTGCTGCTCCTGGATTTCTCCCCCGTTTTCCTCGGCTTTGTGTCTCCCATCCT
GAACCTCCTTCCAGTTTCCTGTTTCCCTATTTGAAATTCCTTCTCTTGCGTTAATGAGGT
CTGTAATGGCAGAGCCGGTAATCAGTTTGATTCCCAGTTCTTTGGCTGCTGCTACCTTCC
GTTNCCAGGTGCTTCTGCTTGAATTCATTGAACCTGTCACTGGAAAAACAAAAAGTAATT
TGTCATATTTATGCAAGATAGAACAACTGTGGGAAAAAAAAATCATAGATATGATTAAGG
TAATGTGTTTTTGTAAACATACTCGCACATTAAAAGTTCTCAGGTTGTCATCTATATAAC
TATGGAACAAATGCCTATAACATTTGACTAAAATATTTTATTAATAAAAAGGAAATTGAA
ATCATAACTATTTACTAAATGCCATCAAGACTTTTTTCAATTATTCTTACACGCTCACTT
CCGATGAAAATTGTGTTTTTAACATGTTTTTTNGGCATCATTCTTTTTTATGTGGCATTT
TTCTGATAATGAAGGACACAT
>CL1983Contig1
AACGGCCGATACGACATGGGCATTCTGGACCTCGGCTCTGGCGACGAGAAGGTGAAGAAG
ATCGATTGCAGGAAGTTCCTGACTCCGGGTTACACCGCGTCGGGACACGTGGAGCTGCAC
ACGGTCAGCGTGGAGCGAGGAATGTCCTGGGAGGAAGCCACGCACGTGTGGGCGGAGCAG
AACGGCTCGGACGACGGCTTCTACGTGCAGATGAGGAACAACAAGAAGACGGCGATCCTG



GTGAAGGAGGTGAACCCTAAGAAGAGGCTGTTCCTGGTGTACCGGCCCAACACGGGCCGG
CAGCTCAAGCTGGAGACCTACGCGGACATCAAGAAGAAGTTCAAAAAGGTTCTGTCGGAA
GACGCCAAGCAGCACTGGACCGATCAGTACACGCTGTCGGCGAAAATCTGCTCCCACGCC
TACTGGCGCGGCAACTGCAAGAAGGCGTCGGTGGGTCTGCAGTGCGAGGTGGGCCTGCGG
TGCCGGTCCTACTACGTCCTGTGCGGCTCCGTGCTCAGCGTGTGGAACGAGCTGGAGGAG
GTTCTCACGCCGGTGGGAGGGACCAACGTGAAGGTGCAGATCGTGCGCCTCAGAACAGAC
GACGGCCAGAGGATTGTGGGTCTGATCATTCCAGCAAACTGCGTCTCGCCGCTCATCAAC
AAGCTGTCCACGTCGGACCAGAGCCAGCAGCTGGCGGTGCAGGAGCAGCAGAAGAGGCAG
CAGCTTCACCCGCAGAGTCTCAGCCACGCCCTCAACACGTAGTCCGCCACTTTCGCCCAC
AGCTCCGCCCCTCCGGCGCGGCAAAGTCTCTGCAGGCCTCGGCTCTGCTGCCTCTCACAA
CCCCCTCCCCCCCCCCGCCGTCCTGGAGGGTCAGGGGCACCGTGCANAGAGTTCTGTTCC
TGACCTCCAGATGCCCCCGTTCTCCTGTTGGAGGTTCCGACGGCGTTCTGACATTCAAAG
CGCCACGGATTTGTGGTTCCAGTTTCTGTTCAGTCCAGACCGGGGCGGGGACTAATCCAG
AACTACTGCGAGTAAACGCTCCGTTACAATCCATGGCGAGATGTGAACCCGCCTACCTGA
CAGGAAGTTACTTCTCCCCGCTGCAGTAAAGGTCCCTGGAACTGACCTGCTTCTCCATAA
ACGCCCAAACATAACCGCCATCTGGTTCCTCCCGCAGAACGTCTCCGTTTTCAGTCCGGG
CTTTAGTTTGTGTTTGGGGAGGACAGCGGCGGTCCGTGGAACGTGCCTTGGTCTCCGTCT
GTTCAGGGTTTTCGTAGTTCTGTCAGGATCCCTGAGGCGGCGCCGCGGCAGACATTTAAG
GGCATTTTGTGTTAAAGCCGTCATTCAATGAAGACTTAAAGATGGAAGCGTGTTCTAGTG
ACGGAGATTCTCTCCAAAAATGTATATTTGACTTTGTTTCTGTATATTTTTGGTCCGTTT
CTGTTCCTTCTCGAGAGTTTCCTCCGCTTTCAGGACGCCGCACTCCGTGACCCTTCACCC
CCCCACCCCCAGGCTTTTATTTTGTCATCGTTTGGCCGATCCGAGGTTCCGAGCAATCGC
CTAGAGGTGTGCAGAACTCGGGTCGTTGCTTTAGTTTGGACCTGCTCGGGGTTCCGTCAG
TACAAAGACCCAGAATCCCTCCCTGTGGCGTGCATGTTCAGCTGGCGTCCTCACACGGCT
TCAGCGCTAACGTGTGGCGCCCATCGTGTCATCAGATTTGCACTGGAATGGCGAGCCTGA
AGGGGGTGTGTGTGTGTGTGTGGGGGGGTCTATTCGGCGCCTTATTAAAATGCAACCTCA
ACCTGTGGATGAGCAACCTCTGCTTTACTGACGTCTGGATTATTTGTACATTTTGAAGTC
GTCTGTTGGAACTTGAATGTGCACCTTGGTGGACAGCGGCACGGATGGCGGAGCGTTGAG
GGTCTCGCTGTGTTCAACGGGAACAGCGCCGCTGCTCGCCATGCACTACTGACGGGACGT
GTACATGAACGAATGCAATGCTCAATAAAGCTCCATTGAAGTTTAAATTTTTTTAAAAAA
AAAAAAAAAAAAAAAAAAAACAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL1984Contig1
CATTTTTATTTAATTATATTACAGTTACATTGGTGGTATNCCCAGTATTTTCCTTAATCT
ATAACTTAATACAAATATAGAGAAATAAACATTTAAAAAATTGGTTGTGAATTCCATGCT
TATTTTATTTAAGTTTCTTAATGCAAAGTATTACAAAATTCACATAAATTTGAAAGTTTT
GCTTTTAAATGAATCACATCCATAATCCAATAAACATCCATATTGTATGTTAAATCGAGA
CAAAACATATTTAACACCAATTTAAAAATAAACGGGGGGGGGGTTGTCAAATGCAGTAAC
ACGGNGCGCCATTAAGTTATACTACAGTTAAGGACTAAAAAAGATGAGGACTGAGATTCA
GNGATCCTTCAGGCTTGAATTGGCTGCTCATANACCATGGCAGCATCAAGTGAAGCTGTG
CTGGAGTCATAGCAGCCTGTCCTCTGCTTAGCTGCAACGACACACAGGTCCTGCTCACAC
CACCTGAAAGCTGCATAGGTGTCAAGGTGANAAGCTCCTTTCCAACAAGCATGATCAATT
ANAAGGGCGCCTGCATANATGCNAGCAAGGCTGTATGCCAGGTCTCGGGCTGCTTGTTCC
AGGTAGGCGGGTTTCCTGGTTGCTGCATCTTGAAAAAAGGTTTCCAGTTCCGACAAAGCG
CTGTCAATTGCTTTCACAGCAGGGGAAAGGGAAAAAAGGCTACAGGCGCCTGCCAACAGT
GACTTGACGTGAGAAAAGTAGGCATGAAGAACCATTCCTGAGCTTCGAGCCACACAACGC
AGCACATCCAGGGACAAAACATTAGTGGTACCTTCCCAAATACTCAACACCTGTGCATCA
CGAAGAATTGTAGGCAGCCCTGTATCCTCAATGTATCCTTGTCCTCCAAAGCTTTCCAAA
CCCTCTGACACAACAGCCACTGCCTGCTTTCCAGTATAAAGTTTGACCACTGGCGTGAGC
AGGCGCAGCAAGTGCGCATCTTGCTGGCTGGCCAGGCCACTCTCTTCTCGACCCAAAAGA
CGACCAACATCCATCGCTAGAAGAAAAGCTGCTCGGGTCTCCACCTCCATCCGTGAAAGA
GTCTGCATGTGCAGCGGGTGGTCTTTAAGGAGCTTTCCAAAGGCTGTGCGGCGAGCAGCA
AAGTCACGAGCTAACTGGACCACCCTTCTCATTGCCGCCACGGCGGAGATGCTGTTGTGG
ATCCTGGTTATGGTTAGCATGTTAGCTATGGAAGCCACACCTCTCCCCTCTTCTGAGAGC
CTGTAAGCAGGGAGGCCATCCAGCAGCAACTCGGCGGTGGGCATCTGCCTCGTTCCCAGC
TTATCCTTCAGTCTCTGAACTTCAATGCCCTGCAGCAACCCATCCTTGTCCCGACTCACC
TCTGCGTAGAACAGAGACAAACCTTTGCTACCTGGTGTGGTTGCTCCAGTTCTGTCTTGA
ATTCTGGCGAGAGTCAGAGTCATGTCAGCATCTGTGGCAGAGGTGAACCACTTGAAGCCG
TGTAGTTTGTATGAGCCATCTGTTTGAGGAATGGCCACAGTCTCTGTGCCGCTGGCCACA
TCAGATCCTCCCCGTCTCTCTGTCATCCATTGTCCAGACGTCCAGAAACGTTCAGGCTGG
CGGCTGGTTAGGCGACTGTAGGCTTCTTCCACTGGCCATGACACACCTGTGGACTGAAGG
ACTTTTGCTGCTCCATCAGTCATAGCCAGAGGGCATGTGTAGAGACCAGACGAGGGAGAG
AAAATGTACAACTTGCTCATCTGGTAAACACGACTCCACTCCCCAAATGTTCTCTCATAG
CCAATAGCAACCAGACCTTCCTGAGCCGATAGGTCTTTCATGCGTTTCCAGGCAGCAGAG
GTCACAATGTGGTCTACTCTCCGACC



>CL1985Contig1
GGATGACATCAAGCTATATGCTAAGAGCGAGCGTGACATTGACTCCCTGATCCACACCAC
CAGGATCTACAGTACTGACATTGGGATGTCATTCGGGCTCGAGAAATGCAGCCGGATGGT
GACAAAGAGAGGCAAGGTAGTCCACACAGGAGGGGTCTCACTCCCAGAAGGAACAATAGC
AGACATCGAGGACAGTTACAAGTACCTTGGAATTCCACAGGCAAATGGCAACCTGGAGCA
GGCAACAAGGAAAGCTGCAACAGCTAAATACCTCCAACGAGTAAGGCAAGTCCTGAGAAG
CCAGCTCAATGGCAAAAATAAGACCCGGGCAATAAACAGCTACGCACTGCCAGTTATCAG
ATACCCTGCAGGAATAATAAGATGGCCAAAGGAAGAGATACAGACCACGGATGTTAAAAC
ACGAAAGCTCCTCACCATGCATGGAGGGTTCCATCCCAAATCCAGCACCCTGAGACTGTA
TGCTAGCCGCAAGGAAGGAGGCCGAGGACTAGTGAGCGTAGAAGCCACTATCCAGGATGA
AACATCCAAGATGCATGAGTACATCAAGCTCAAGGCCCCAACTGACAGTGTGCTCAGTGA
ATGTCTCAGGCAATGGAGAGCAGAGGATACAGTGCTGGAGGACAGATCCTCATGGGAGGA
CAAACCCCTGCATGGGATGCACCACCGGACCATAACTGAAGTGGCTGATATCAAGAAGTC
CTACCAATGGCTAGAAAGGGCTGGCCTACAGGACAGCACCGAAGCGCTCATCCTGGCAGC
CCAGGAACAAGCCCTGAGCACCAGAGCAATAGAGGCTCAGATCTACCACACCAGACAAGA
CCCAAGGTGTAGGCTGTGCAAAGAAGCACCTGAAACAATCCAGCACATAACTGCAGGATG
TAAGATGCTGGCAGGGAAAGCATACATGGAGCGCCACAACCAAGTGGCTGGAATAATATA
CAGGAACATGTGTGCAGAATATGAACTGGAAACCCCAAGATCAAAATGGGAAACACATCC
GAAGGTGGTAGAGAATGAGAGGGCAAAGATCCTGTGGGACTTCCAGATCCAGACTGATAG
GATGGTAATGGCGAACCAACCAGACATTGTAGTGGTGGATAAAGAACAGAGGAAAGCCGT
TGTGGTGGATGTGGCAGTACCAAGCGATGGGAACATCAGGAAGAAGGAACATGAGAAACT
GGAGAAATACCAGGGACTCAGAGAAGAACTGGAGAAAGCCTGGAAAGTGAAGGTGACAGT
GGTGCCTGTGGTAATTGGAGCACTCGGGGCAGTAACCCCCAAGCTGGAGGATTGGCTACA
ACAGATACCTGGAAAGACCTCAGACCTCTCAGTCCAGAAAAGCGCAGTGCTAGGAACAGC
TAAGATACTGCGCAGGACCCTCAAGCTCCCAGGCCTCTGGTAGAAGACCCGAGCTTGGAG
GAGAAACCACCCGCGGAGGCAAACGGTGGCGGGTCAGGTGTGTACGTCTGTGTGCGTCGA
CAGAGGTGCAGTCCGCTCACTTGTGCTGAGAGCCTGTCACTGTGGATCCTCATCATGGCC
CTCTTTGAGGACATTACATTTTCCACCAGTTGCAGGGCTCTGTTTAGAGGTTTGGACGTT
GTGCCCACAGTTCCTTCTTTTGCTGACTATGTGAAAGAGCCACTAACAAAACTGCTCCTT
GGAAACAGGAACATTTCTGTCAGTAGTAGAAGAACTCTCTTTATATTTAATCGTTAACAA
TATTGAAATTAACACAAAAATAAAACCTAAAATTTTTTTACAAGAATGGGCTCATGTATG
GATTGTTGTTGTTGTTTAAAAACATGTACACACATAGGCTAGTCTTCATAAAACTATGGA
AAAAGCAGGAATGCCTCAAGAAATTGCATAAAGATGTTCAGACAGTAAAGAGAAGCAACC
CTGCATGATTTGAACCAGGAACCATGTTGCTGTAAATGATGATGATGATGATGATGATGA
TGATGATGATGATGATGATGATGATGATGATGATGATGATGATGAAACAGTCTTAGTGAA
GACAAGTTTAAGAATAACTTAAATGTAACTTGATGGAGTTTATTTCCTCCTGGAGTATTT
TTGTACATTTTTTAATACTTTTATTTGTTGATCATTTAAAGACCCACTTTGATGAAA
>CL1986Contig1
CTCTTGGCCAAAAAAAAGAAATGAAACAAAAAAAGAATGAGACGTTTATCTCAGCAGCTG
TTTGTTAGTGGTGAACTCAAACCTGCGAGAGCCACATGCACATCAACTATTTGTCTGCGG
GTTTGCAGTTTTTGCCTTCATTTTGTTACGATTCTGTTCTGAATGTTCATCCGATTGTGT
TATTGATTTGTTCACTGAATGTGACACTGTGTGCCAGCCAAAGCAATAATTTTACCTTTG
ATTCACGGCTTCTCTCTTTAAATGTGTTTTTTGTGCCGCGCGTGCCTGAGTACTTTTTGC
TTTCTATCTCAGAGCTGTAATGCTAATCACCTAAAGGCTGCTTTGAATGAACAGTAGGAA
GGGCTTCACTTGAACAGAGGAAGAAACGACAGCAAAGGCCAAAAACAGAACAGAGAAGAT
GTTGAATGTTAAAGTTAGAGTCTTGATTTATCAGTTAAGACTTTAATTAAATGAGTCAAC
ACGTGATTAAAAACCCACATAACAAAGAAAAGTGTTCTACAACAACAATATAACCTTGAA
ACTTTCATACATTTTGACTGAAAATAGATTAAGAACCACTATTCTGTCTTTCCAATAAAA
ATAACCTTCCCTCTTTTAAAATAATGAAGTTAGAATGAGAGTAAATCCAACCCTAATAGG
TTACCATTATCTTTATTTTTTATATGTCTATACGTAATAATTTGTGGTACCAACTGTTGC
AATTGTATTTTAAAGTATTTTTTTTCCGTAGCAACTGACACTTTTTCACAAATGTTTTAA
AGAATCAACAATTGAATTAAGTTTGGATTTTTAGGACAGGCTTGTTACAAGAAAATGTTT
TTTAATTACTTTAAAGTGTGCAAACTCAAAATGTCTGAAATTATGTCATGAGTCTTAAGT
AAGAAGTTAATCCAGTGAACAAAAAACAAACCGTGTACCATGTATTTCAAACAACAATTA
TTAATTTTGCACAAATATTTAGTGGTAAAACATAAAGAAACCAAATGTGATTCCCAGTAG
AAAAAAGGGTATTTTATCAAAAGCAGAACTTTGATTGTCATTTGAGCTCTGAGTCACATT
CATTTCTCATCAAATGTTATCCTAAACATCCTAAACATGTGTTCTTCAGTGCTGCTTCTC
TTCTACACACGATCGCTGTGTTTAACGTTGGTTCACATAATGCACGACATCTAAAATCTG
AAGTATCGCCACCGTTTTACTGCCATGCCTGCACTGTTGACTGTGCTTCAGTAGACTTGT
ACCTTTTTAGATCCTTTAAATTGAAGGTAAAAGCTCTTTGTCAGTATTATTCCGATGTTT
TTTCTTCGATGTCTGCACTGCTTTCATCTCTTGCTTGCAGTTTGTATTTTCTTTGAAGGT
AATAGAATAGAAATGTGTTGTGGAAGTAGATCCAGCAACACTGTAGACAACTTCTGCTTC
TACTGCTGCGTGTTGATCATTCCATCTGCTTGATATTTTCACTCTCACTCACTGCTGTTG
CTCTCTAGATTCCTTAGTTAAGTAATCCTGAGTATTGTTACCACTGTGTTTCAATTATCC



GTGTTGTCTTTTAAAAGTCAAGAAAA
>CL1987Contig1
AATGTTTAATGCTAAACGGGGAAAAAACAGTAAAACTCTGAACATTTTCACAAAACGGCA
GCGTTGATGCTAACTTTAAAAAGGTTTCAGTTTTCTTGCCTTGGGGACAGGGCAGAGGGT
TGGACGAGTCCTGATTGGTCCATCATGCAGCCTCTGGTTTGGTTCTTCGGATTCTGGTAT
TCAGGTATGCGGTGACTGGAAACCAACAGCCAGGAAGTGGAGGACCAGAACCCAACAGTC
TGTTTAACATTTAGTCTTCCTCGTCTTCATCATCCCCTCCAAATGAAAGAAGGCTGATAT
TTTTTATTTTCTTTCCTGCTTTCTTTTCAACCCCTTCCCTTTCTCCTCCCTCCTCCTCCT
CATCCTCCTTCTTCTTCTTCTTCTTGCTGGAGCTGGCAGAGATACCCTGGAATTTCTCTG
CAGAAGAGCGCTTGGCTGGTTTCTTGAAGAGGATTTTACCGTCTGATTTTTCATCTTTTT
CTGCTGCACCTCCAGCTTTTATATCCTTGATCATCTCTGCAGACAGGTCTCCGTCTGTCA
GAACAACAACTTGTGGTTGTTCATCCTCTCGATCACTGCCGCTGTCATCCTCAGGTGTGG
GAATCACCTGGCGCTTGGTGTCCACGTTCGGCCCCTCCTTGTATCCAACGTCCGTTTTGA
ACTTCTTCAGGAAGGTGGGTTCTGCCGGCTTCACCCACGAAACCCCGCCGCTCCTCTTTT
TATCCATCCTCAATGAGACGCTTCCAAAGCTTCTACCCACGGAAACATCATCATGAAGCA
GCCCCTCGTGACGGTGAGGGCAGCTCTAACTGCCCCGGCCATAAGGCCCGGG
>CL1988Contig1
AATTTTTCATACAAAATTGAATAGTACTTTGTTAAAAATAAAACAGAATTTACAAAGAAA
TTTCATTCTCAAGCCCAGGAGTTCTAAGATTTCTCCTAACCGCATTCATTTGGAAAATGG
CATGGTAATAACTTTTAAAAGAATAAAGGAAACTTGAGTTTTTCCCTCATACAACTCCCT
TTGTCCAGTTCTGGCTTCACATAGTGTGTTGTAAAACAAAGTAAAATACAGATTTACTAA
AAATGTCCTCCCCCTATTGCTCGGCTAAAAGCTACCAACATAAATAACGAAAGCACATCT
GTTTGGCTTTTTATATTACACAGTTTCAAGAGTCCGTCCAGTGTCCACTTTTCTGTTTTT
TTTTCTTTTGCTTCTGGAGATGAAAACAGAAAAACAACAATGACAACATCAGGAATCGAA
ACAACAGCTAACTTTGTAGAAAGGAGAGAAACCATAGAGGGTAAAAAACTACTGAGTGTT
GGTTTACTCCACCAGAGCTCGTCGTAAACTCGCCCACTCTTGTGGAAAATCATGTAACGT
GTCCGTGTCCGTTCCCTCCGGTGGGGGTGCCGTGTGCTGCTGGATGGTGTGAGTGCTGGC
AGATCATTGCAAGCAGACAGACAGGGGTCTTTAGTCTCTAAAGTCTCTTTTGCGGCAGGA
AGGAACAGCTCGGTTGGGAAAGCCAAGAGGTTCATCTCGGGCACGTCTTCACGCCGTGTC
ACAAACGCGACACAGTTCTTGTAATACTCTCCTGACACCTCGGTACCCAGACGCTGCCGC
CACTTTTTTAGGTGGTTCGTTCCTCTCCGTCCGTTTCCTGTTTGGTCCTGCGCAGGTTGC
TCTTCATCTTCACAAACTCAGGGGGTGTTCTCTTGCTCTTCCTCAATTTTCTGCTGCTCC
ATCTCAAGCTGTTCAAGTTTCTGCTGTCTTTTCATGAGCTCTATTTCCAGGTCACTCTTC
TTTTTGTGAGCCTCCTGCTCCTCCTTCTGAGCTTTGATGATTTGTTCCCTCTTTCTCTTC
TCAAGAACCTTCTGCAGCTCAGGCTTGTTCTGAGGAGCCAGGCCCCTCTTCTGATTCATG
AGCAGCTCTCGGTGCAGGTCCTGGTGGTTCCGGGAGCTCTTGACAGGGTTGATCAGCTTC
TTGGGTTTGATGAGCTCATCACAGTCTCCCTCCAGGTAATCCGGTTCCGCCATGACCCTC
CTTCCTGGTGGCAGTGACAGACCAGGATCACGCGGATCTGAAAGTAGAAACCGACACGAC
TTCTCCAACTGTTCAATATTTCAAACGACAAAGTGGTTCGGCCCTCATCAGTGCGTCTCG
AGGTCACTTCTCGCGGGTTGAGGTGTGTCTCCTTTCACAAACTGTTCAATTGCTCAACCC
CCGGCCATAAGGCCCGGGT
>CL1989Contig1
TGTGGATTTATTTGTTTATTCCTGAAGAAAAGTCTTTACAAAGGAGGTCCGAGCCGAGGA
CGCCCCACGCCACCGCCGGACCGCACAGGACGACAGGAAGTGCGGCCAGACGAGGGAACA
TGGAAACAAACGCCGCGTAGCTGCAGAACAATTTGTAAAACCAAATCAGTGGCCTCAGAA
CCGGGTCACAGCAGGCCGGGCCTCCAACATTCACAGCATCAACACATGGTTCTGTGCACG
TGAGCGAGCGGCGGCGGCCTCAGCCTTTCTTCTCCTCCAGCGTCTTGTGCAGCTCGTCTG
CGTCCTCGGCAGTTTTGACCCGGATCAGGAGGGGGACGGGGGCGCCGGGGTTCTTCTCAT
CTATGGGGGGGTTGGGCACGGACACCACCATCACGTTGTTCTTCCCCACACGCGTGCAGG
GCATGGACACGTGCACCATGACGTTGAGCAGGATGTTACCCAGGTTGGTGTCGGCCCGGA
TGATCATCTGGGTCTTCCCCTCGCCGGTCCGCTTCAGGTGCAGCGTTCCCACGCCCTTCT
CCTTGAACTCCGACTCCTTCTTATAGAAGAGTTTACACTTCTTGGAGTAAAAGGCGTCGT
CCTCCTTCACCTCCTTCACCTCCGGTTTGGGAGGCTCCTCCGACTCTGCTTCTCCGGTTT
CATCTGTGGGCGGGGTTTCCTCTGTCTTTGTTCCGCCAAAAGGCAGAGGGGCTGAAGAGG
AGGCGGCTCCAAACAGGGGCGTCTGGCTGGAGGAGGCGCTGGATGAAGAAGGGGTGAAAG
AGAAGGCGGGGCCGAGGGGNTTTGGACCCCAACGAGTTCAGGACCGAGCCGTCCACCTTC
TGCCCGAAGTTGAAGGTGATGCCGGCGGGGGNCGGGGTCAAAGCTGGCGCCTGT
>CL1990Contig1
GNGAAAATTTGGACCCTTTTTTTTTTTCATTTTTACCTTTTACTTTGTCTGTTGCCACAA
AGAAAAAAAACTTACCTGACGTTTTTCCCCAAATTTTCCATTGAAAAAATAAGGACGGAG
AGGCTCAAAGACATCAACACAAGAAAAGAAAAAAGCCTGGCACTTCGAACTGCCATCGGG
AAGAAGTTGTCTGTCCAGCCAAACAAATACAAGTCCTCCTCTACTGACTGCTGCTCAACA
AAGGAGCTCTGCACCAGAAATGCCGATAGGTGAGTTACTTCGTGAGAGGTGAGTGTCCTA
ATTCATGCCCGATAGGCGTAATTAGTCAAGTCAAACAAAGAGTTCAGAGATGCAAGAGTA



AACGGGGGCATCAGATCCTTTGACACAGAAGTGAGTGGGCAGGGCTTCAGCACCATTTAC
TCACACAATAAAACAGAACACTTACAATAATCTGGCTTCTTACACAACAAAAAAGGTGAT
GCAGACAGGTTTAATACAGACAGACATATGGTCCCACCTCTGTTGCATATTAACGGCTAA
GTGCAGATGAGGGGGATGAAAAATTAAACCCAATCAAGTGCAGATTTTGTGATCTTTACA
TCTGTACTGAATACTGCAAACTTTAACATAGTTGGTGTTCGATTTGTCCTTGTGGTGGTT
TGGATCTGCAGAGGAGAGGCCAGAACGAGTCTCAGATGGAGTAAAGTCGGAGCTGCTCCT
CCAAGTCTCCCTCAGATACGTCTCCAAATGTCTCTTTGTTGTCCTTCAGCAGTTTGAAGA
TGGCGGCCAGCTGCTCACGCTGCACCCACATTTTGCTGCTTTCTCAGGCTCACAGAGAGT
TAAAGTTCGTGTTGAAATGAATCCTCTGTTCTTCCTCCAGCTCCTCTTTGGACATCATCG
TCTCTAAGTGGTGCGATCGGGCCTTTCCTGGGACATACTTCAATGTATCATGTCCATCTA
AATCCAGCCTCTCGTTGACTCCTGGGCTCTCTGTGGCTCTGTGGCTCTCAGAGATCATGT
TCCTGGATCCAGGGCAGGGGACAGACAGGCTGGACGTTGAGGAAGAGTGCTCTGCCGTTG
TTGCTTCGTCTTTGTGAAGGTGGGGTTGCTGTTGCTCGTCCGACAGCACAGACTTCACTA
CATCCCAGTGGTCGTGCGCGCTCCCGCTCATCTCGCTCCACACGTCCGCTTCTTCCTTCT
TCGTCTCCTTCTCAGCTACATGGCCGTTCTGTTTCGGCCTGGACTGCGCTAATCCTCCGG
CCCGACCGTGTCCGAAGTAACTCCGCGCATTTGCAAACTCCGCTGCAGGTGAGGAGCCCT
TAAAAATGGACGTTGCGACCACAATGGCGAGCAGCGTGAAAATGACAGCCGATACAATGA
AAGTCACATCCATGGTTTGAGTGTTCCGCTCCACCTGCGCTGCGCTGCGCTCCGTCACTC
TCTCATCCTGCTGC
>CL1990Contig2
AGAGTGACGGAGCGCAGCGCAGCGCAGGTGGAGCGGAACACTCAAACCATGGATGTGACT
TTCATTGTATCGGCTGTCATTTTCACGCTGCTCGCCATTGTGGTCGCAACGTCCATTTTT
AAGGGCTCCTCACCTGCAGCGGAGTTTGCAAATGCGCGGAGTTACTTCGGACACGGTCGG
GCCGGAGGATTAGCGCAGTCCAGGCCGAAACAGAACGGCCATGTAGCTGAGAAGGAGACG
AAGAAGGAAGAAGCGGACGTGTGGAGCGAGATGAGCGGGAGCGCGCACGACCACTGGGGT
AGTGAAGTCTGTGCTGTCGGACGAGCAACAGCAACCCCACCTTCACAAAGACGAAGCAAC
AACGGCAGAGCACTCTTCCTCAACGTCCAGCCTGTCTGTCCCCTGCCCTGGATCCAGGAA
CATGATCTCTGAGAGCCACAGAGCCACAGAGAGCCCAGGAGTCAACGAGAGGCTGGATTT
AGATGGACATGATACATTGAAGTATGTCCCAGGAAAGGCCCGATCGCACCACTTAGAGAC
GATGATGTCCAAAGAGGAGCTGGAGGAAGAACAGAGGGTGCAGCGTGAGCAGCTGGCCGC
CATCTTCAAACTGCTGAAGGACAACAAAGAGACATTTGGAGACGTATCTGAGGGAGACTT
GGAGGAGCAGCTCCGACTTTACTCCATCTGAGACTCGTTCTGGCCTCTCCTCGGCAGATC
CAAACCACCAAAAGGACAAATCGAACACCAACTATGTTAAAGTTTGCAGTATTCAGTACA
GATGTAAAGAGCACAAAATCTGCACTTGATTGGGTTTAATTTTTCATCCCCCTCATCTGC
ACTTAGCCGTTAA
>CL1991Contig1
TTTTTAATACATTTGCAAAACAAAAAATGGACAAACACAAATCTCTCTTTTTTAGTTTTT
TAAGAGTTCAGTACCTTTCCTTTGCCACTTGGTAATACCCACCGGTTCCACCAGGGGGCG
CCAGAGCAAAAGCACAAACACCAGTACAAAACAAAGAACGGAAAGAAAAGGCAACCTGGA
CATTTGATGAAGATTAAAAAAGAACAAAAGGGGAAGGAGAATCATTATGAACACTTTATA
AAAGCAGTTTGAATTTCTTTCGCACTTTAGTTTTTTGGTCTACTTTAAAGTCTCCTGCAG
AGCAGAAACCAGAAAACAAACGGATCAGTTACTGCATTTCGTCATGCAACCCTTTGCTCA
TTTTTAAAAAAATTGTATTTTAGAGGACTATACACATCTGATATGACAAGTCACTAGTTG
CTATGCAAACACCACCCAGAAGCACATTTCATGTGTACTGCAGATAGAAGGAAACGAGCC
ACTCAAACGTAGAAAAGCCAAAAATGTACAGAAACACAACCGAGAGCAAAGTTCAACTCA
TCGCTTTGTTCACTGCTCGACTCGACAGCTTGTTCACGACGGATGGAAGTTCAAGACTAA
AGTTTAGTGGGAGTATTTACAAGTTCTTTGAGGATGAGACGCTCCTTCTGCGGCGTGGGG
ATCGAACCCTTGGGATGATTCAGCACTGAGTACAAAACGATGCGCCGCGGGAGAGAAACG
CGTCTGAACGTCAGACCAGGAAGTGCAAAACACTCCAAGCTGCTACGTCATGTTTTGATC
TGCAGTGGAAGGGGGCGGAGCTTGGTTCGTTGGTAGAAAATCTGATTACATTTTCCGGAT
GATTGTTTCTTTTCTGACTGAACGGTTTTTAGCGCATCACCCTGCGTGCG
>CL1992Contig1
TTTTTTTTTTCAGCTGGAGAACCTTTATTATCAACTTCAGCTCGTAAACACGTTCATTTG
CAGGCAACAAAAGACATAAATTACAGACTCCCACAGTTTTCCATTTAGTTAAAAAGTGCA
AACAGCTCATCTGCGTAAAATAAACCCACAGAATCTCATTTAAAAGACAGAAGAGGTGAA
ACGTGCAGCTGGAGTGAAGGGAGTCTTTCAGCAGGACAAACAGACTTCCGTGTTGAATGC
AGAACCTGGAGCAATCAAGTGAGGAAACGATGAGCCGACCTGCGCATCATTTCTGCTCAC
CGCACCGCCAGAAAACGGTTTAGACATTTTTTTCTCCGCTCGTCCAGGATGATTCTGATC
AGTTTAGTTTGACTCAGGGAAATGAGCGGATTCAAGCTTTGCATACAGACTCACAGCAGA
GGGGTTTCCAGTGACGTGTTAACAGGTCTGTGTCGTTAGGAAGAAAAGATTCTTCTATTT
AATCTGGGGAGGGATCTCCTGGAGGGTTTGTTGCAGCTTCTGTACTTCTAACAATGGAAT
GAATAAATCAAAGGGAAGATAAAAGATTTCACATCGGACTGGAATAAAAATAAAAAGAAA
GAAAGGTTTTGGAGTAATCCTGTTTTGGCCCTTGAGATGAGTCTGTGGAGGCGCGTGACG
GGCGGCTGGATGGGTGGCAGGTGGAGCAGGGGGGGACGGAGACGACCTCCTTCACATGGC



GTCAAAATGGAAGCGGTGGGCCTCCTGCCTCTTCTCCCGGTCATCCGCTTTCTTCTCCTT
CCAGTGGAGGACGCCGATGATGACGAGGATGAAGACGCAGACTCCGATCAGTGCGATGGC
TGTCAGAAGAACGCTGTTGCTCGGAGTCAGGTATAACTTTGCGCTCCAGCTGCGAGGATT
ATCATGTGGGAAGGGTATGACGATAAGCTGGGAGTTGGGAATGATGGCGGTCCACTCCTG
CTTCCTTATGTTCGTGTCTCCGGCTTCCCGGGGGATTCCGACGTAAAGGTGATCCAGGAA
GTTGGCGCTGCGTCCCAGGCCCAGCACAGTGTAGGGCAGCTGAAGGGAGAAATGGGCCGA
CTGACTCAACTGACCGGCTGAGGCATTTTTCAGGTTGCCATTGGAGTCTGCTGTGGTGTA
CATGACATAGGCGCCTGGTTGGTTCACCCCAAAAGGCTTGACGTGTTCGTTGCAGTCATT
AAAGCAGAGGCCGCTGAGCACCATCACTTTTACAAAATACGCCAGTAG
>CL1993Contig1
AGTGTTAAAAGGACCACTTTACTCTTGCACAACACATCTATAGAGTACATTTTTCCATAG
AAAAATAAAACTGCCAGCTTAGAGGACACGAAATGTAATAAATGTGCTGCTTCTTACGAA
CCGGACGCACACAGTTGAGAGGCGGAGCTCCAAAGGTTCAATCCTTCAGCTGAAGACACA
TTCATAGAGTTTGACTTTTGGTTTCCTGTCTGGATTCTTTCACGCAGAAAACCAGAAAAA
CGCTAATCAAAGAAAAGACATGCCACACTGTAACTGGCAGCGCCGTCCGGTCAGTGGATT
CTATTAGGAGGCAGGAACCATGCATAGCATGTGTGCAGAAAAATAAAAACAAAAAAAGGA
AATTCCTTAAACTAGACTAGCAAAAGAACTGCAAACTGTTTGTCCAACAGAGCAGCAGTT
AACCAGGAAAAAATGATAATCCAACCTGCCCTTCTAACCTTTTTGCACACAAAGTGAGTC
TTGTCTTAAATATAGTTCCTTGGGAAACCTCTTCCACATAAATATCATTATTGCTCATTA
GAAAATGTCTGCTCAAGTACCACTCAATCACGCCTTCTTGCATTTAAATCCACAATATGG
CACTTTGTTGGCCATAAAACGCTAAAGCAATGACCAAAAGAAAAGAAGTTAGCATTTAAC
ATGTTCTGAAAAAAAGCGCTTGAACGCTTTGTTCCGGTTAAAATGACTAGGGAAGAGCAA
TTAATTAAAA
>CL1993Contig2
CTAGCAAAAGAACTGCAAACTGTTTGTCCAACAGNGCAGCAGTTNACCAGGAAAAAATGA
TAATCCNACCTGCCCTTTTAACCTTTTTGCNCACAAAGTGNGTTTTGTTTTAAANATAGT
TCCTTGGGAAACCTTTTCCNCATAAANATCATTATTGNTCATTAGAAAAAGTTTGNTCAA
GTACCACTCAATCACGCCTTCTTGCATTTAAATCCACAATATGGCACTTTGTTGGCCATA
AAACGCTAAAGCAATGACAAAAAGAAAAGAAGTTAGCATTTAACATGTTCTGAAAAAAAG
CGCTTGAACGCTTTGTTCCGGTTAAAATGACTAGGAAGAGCAATTAATTAAAATATCAGA
AGAAAAAACAAAAAAAAAAACAGGGATATTTCACACTAAACTCAACTAAATTCAAGCATT
AAATTATACATAAATCTGGAACACAGTAAGTTAAACTAAAACAGAATCAAATGAGATGTT
CATGGAATATTTACAAACTAAAATTCTGTGTATAGAGATTAGCTTCATGTAGTTGTTCTC
ATTCATCTGAGCCATTTGCTTGAGGCGTCTGAACAATGTCGCCAAAACCTTTGAGGGTTG
ATTCGTCTACTTCTTCATCCTTCTCCAGCACGTCCAGCAGTCCTCTGACGGTGGATGTCA
GAGATTGTGCGGACTTGCTGAGAAGCTCGCGGTAGAGCGTCCTCTGCTCCTCCACGGTTC
CCAGAGTTTGCTTGGTTTGGCTCAGCGTGCTTTTCACCTCCTCCAGCTCCTGGGACAGAG
CTTTGTTGGCTTGCTCCAATTGAGCTTTGAGCTTGGCATCTTCCTCCATTTTGGCATCCT
GCAACATGAGCTTCTGCTC
>CL1994Contig1
CCTTTTATTATTTTTTTAAAGTTATGGAGGAAATTTCAAAACTACAACATATAAGATATT
TATTGTTCTACATCAGAATGTCAGTTTTCAGAAAAGGTCCTGTCTGCTATGTTGTTAAAA
AAATAAACATTTTATTTTTTACATGACTTGAAAACTACAAACTGACTGATTGTTTCAGCA
TTTAGAATCAACATGATAACTTTTGCTCATTATGTTGAGTATGTCGAGCAGTAGAGGTTC
CAGGGTTTTTGGTCATCAGTGGTCCTCTTCTGTTCAGTCCGAGAGTTCATCTAGTCAGAA
TCACTGCTGCTGCAGGAGCTGCTGGAAGACCCATGGGTGTCTTTTCCTTTCTTATGACAC
TTGCCATGTTTGTGTCCATTTTTGTGCTTGTGCTTGTCCTTGTCCTTTTTCTTATGCTTG
TCCTTGTGTCCGTGTCCATGGCATTGTTCATGGCCATGCGAGTGCCCATGTCCGTGGCCA
TGATCATGTCCGTGGCCATGACCATGTCCGTGGCATTGCCCATGACCATGACCAGGTGCA
GGGGGATATGCAGGGTTTCCGTGAACGGGAGGGCAGTTTGACTGAGGTGGAGGGTACATC
TGAGGATTGTTGGGGTAGCCCCCAGGCACCTGAGGGTTGGCAGGGTAGCCACCTGGACAC
TGGTTTCCTTGATTGTGACCGTACATTCTGAAACCTCACAACTAACTGTAGATTCGTGTT
AAAGGCAGATCCTCCCC
>CL1995Contig1
GAGGTCTTTCCAACAGTGATCAGACAGAACGGGATTGGGATAGGATCCATGTGTGCACGG
ACGGGGGGGGTCTTGGCCCCCATGATGTATCTTCTAAGGAACATTAGCCCTCATGCACCC
ATGGTTCTTAGCGGCCTCTGCCCGCTGCTGGGCGCCGGCCTCACCCTGCTGCTGCCCGAG
ACAGCCAACAAGCCCCTCCCTGACACGATTGAAGATGTGGAGGGGGTGATCGCCAGTGAT
GGCGACGATGCTGTGAAAACAGTCCTGTTTGACTTGCCTTTGCCAAAGACGGCTGAAGAA
AGCACCAGGACAGAGTAGAATGCAGCCACCGGGTGGCGCTGCTTCTTTTCAGTATTCTTG
ACTTTTTTTGCTTATTTTTGTCAAAGACAGAGAAGTCTCTTCTTCCAGTGGAAGTGTCTG
TTAGACTTGTTTTTCATAANTCTTTGCAGATGAGCCATTCTACAGAAACTGGATCAATAA
CAAGAAAGTGTTTTTACTTTCTTTTTTTTTATTTTTTGTATGAGTTTTGTATATGTCACT
GTAGAGTATCCTTACATCTTCCTGTGACCCGCCCTTTCAACGCGCACAGAAGCTGACATC



GCCTGTTTGTTCAGGGGCTCCAGATGATGACCTGTGGTTATTCTATGGACTTTATGCCCT
CTCCAGACTACAGGACAACCTCTCACATCTGAGACACCATTGTTTTCTCCAGAGGACAAC
CTACAGGAGGATTTGTTTGCTGCTTGTTGGTTTTATTTTTGTGTACTATGAAGACTCTGC
TGCATATGCTGGATCAGAACATGGGAAGGTTTGAGTCTTCTAGCATCATGATTCATGAAG
AAATGGATTTCAAACCTTGTTGTGAAGGATCTTGTTGGCTTGCCAAAGGCCTGCTGGGAG
CCAGCAGTTCTAGCTGTTAACCTGACTGGAACATGTAGAACACATTTCTGATCAACTACC
TTCTCCTCAGGTGAAGTGAAGTCTTGTTTTGCTTCATGTACTGATGTTAAATCTTCTCAT
ATGCACACCTATCTTTGCAAGAACAACGTTTCACAAAAAACTGAACAAACCAGACTGACA
AAAATGCTGAGAAACTCACACCATGACACACATTCAAAGATGAACTCCCATAACGTGTCC
CACAGACTGCTTGCATTCCAGTGAGTGGAGTCATTTTAATATTCAAAATAAAGGTCAAAT
GTTGCACTCCNNANAAAAAA
>CL1996Contig1
GCTCATTGAACAGTAGCAAACCTTGTAGGCAGCTCAGATCATCACAGTCTGGCACCGGGA
TCTCTCTCGTTGTGGAATACAAGATCAGAGGAAGCAAATGTTTCCGGTCAGGCAGCCTTG
GCTTTGCAAAGCCTTAGGTTGTTATGATTGCTGTATCCGGTGCATTGGGGCAGTGCCCTA
CCCGTCACTGGTGGCCACCCTGCTGTGCTATATTGGCATGGCATTATTTTGTGGCTGTGG
ACATGAAGCGCTGACCCAAACCGAAGTCCTTGTTGAGACTTACTTTGCCCGGAATGTCCA
GGACTACGTGGTCATGGCCTCTTTCATCAAGTACTTCCAGTATGTTATCTACGGCCTGGC
ATCCTTTTTCTTTCTCTATGGTATCTTGTTGCTGGCTGAGGGTTTCTACGCCACAAGTGC
GGTGAAGCAGACCTTTGGCGAGTTCAGGAGCACCCAGTGTGGCCGCTGCCTCAGCCTGAC
GTTTATCATAGTGACATACATCTTGGCCTTCATCTGGCTCGCAGTGTTTGCCTTCAGTGC
CATCCCAGTCTTCTTCCTGTTCAACATGGAGCAAACCTGCCACAACATCAACCTCCTGGC
TGAGACGACAGCCAGCATTAATCAGCACAGCTGGATCTGTATGGACGCGAGGCAGTATGG
TCTGCTTCCCTGGAATGCGGTGCCAGGCAAGAGCTGTGGAATGACCCTGGCATCTATCTG
CAAAACCAGTGAATTCCACCTGACCTATGACTTGTACATAGCTGCGTTTGCTGGAGCTGG
GGTCACTCTGTTGGCACTGTTTCTGTATCTAATTGCCACCACCTACAACTACGCAGTCTT
GCGTTTCCTTGGCAGGAAAGGAATTCGTTAATCTGCCCCATTCTCCTTCGTCTTCTGGCA
GTAAGGTGGACATCCAGCTCACGCAACGCTAGATCTGAACTCTTCATCCTACCTTAGAAA
AAAAGCACCTTTCAAACCTGGATCATCTACTGTTCTTGTGAATGTTTAATAACAGACAAA
TGTTTCTCATCCCTGTCATGAATGAACAACAGGCAGAGATGAAGATAATTCTGACCCAGT
AATGATCCCCCTGGATGAATCTCTTGCATTGTTCATTTTCCTNTTTGTGACTTTTCATTT
TATCCTTTTTGTAAGCCTTCCCTATTTCTGGCTGCAATGTACGATACTCCATGAATAATT
AAAAGCTTTGCCAGCTTGCTTTGCAAGTCATAACTGTATGCACACTATTCAGTCTCTGAT
GTGCATATTGGTTCTGAGCATGATTTCCTCATTATCAGCAACTTACATGTCGTCGTTGTG
GATCTAAAGCGGGGGAAATTGAATGTGCCAGATTTTTTCTTTGAGCTTTTCATCCAACAT
GAAGTTTACTGTGCATTTATCACAGGCTCTAACTGGATTTGTTTGAATGCCACAGTCTAC
GGATGGGTTTTAGATACTAGCTAAAAAAAAAAAAGTCACAGAGGCACTTTTTGTTTNTTT
AACTAGTCTCCAGCTCACGTGGT
>CL1997Contig1
CAAAGGTTTGTCTTAGCAGAAGGCGAATAGCGGGTGGTGGGAGGCAGCGCTACTTTATTC
TGGATGGCCAGCAGGTGTTTGTTTTTTTTAGCGTCGTTTGTGCTCTGAAGCCCGTTTACG
ACTCAGATTGACAGCAGGTCACGTCGCTATTAGCAACAAGGTGCTAACATCCCCCGTGCA
TATCAGCTGTCTCAGCGCTGTATGTGCGGCAACAACATGTCAGCGCCTTTACCTGCCATA
GTGCCTGCTGCCCGGAAAGCCACCGCGGCGGTCGTATTCCTGCATGGACTTGGTGACACT
GGGCACGGCTGGGCAGAGGCTTTTGCTGGCATCAGACTACCTCATGTGAAGTACATTTTT
CCACATGCCCCCACCATGCCTGTCTCATTAAACATGAGGATGTCCATGCCTTCTTGGTTT
GACATCTATGGGTTGAGCCCAGATGCAGATGAAGATGAGGCTGGAATCAAGAGAGCTTCA
GAGAATCTTAAAACCTTGATAGAGCAAGAAGTGAGGAATGGCATCCCTTCACACAGAATT
ATCCTGGGAGGATTTTCACAGGGTGGAGCATTGTCTCTTTACACAGCACTGACAACTCAG
CAGAAGCTGGCCGGCGTGATCGCTCTAAGCTCCTGGCTTCCCCTCCGCAAGTCATTCCCT
CAAGCAGCAGCCAACAGTGCTAACAAGGACATGCACGTGCTGCAGTGCCATGGAGACGCA
GACCCTCTGGTCCCATTGATGTTTGGCACCCAGACGGCAGAGAAAATGAAGAGTTTGATC
AACCCGGCAAACATGGCCTTCAAGACGTATCGAGGTCTACCTCACAGCACCTGTCCTGAG
GAAATGGTGGACGTTAAACGGTTCATAGAGAAACATCTTCCCGCCGTTAGCGATGAATGA
ACTTCGGGCATTTTTGTTTGGATTCAGTCAGAGCTCCACTCCAGCGAGACCAGACCGGAG
GAGCACCGACTCACTTGACAAAAAATCCATGCTGCTATTCCATAGATTCAGACGGGGACT
GGGACAGTTTTCCTGGGAGAGGCATGACTGGCGCGGTGCTGCATTCTGACCTGGAGCCAT
GCGCAACCCTCAGTGTTACAGCAGAAATACCTTATTTGCTTGATTGTTAAGATCTTGCCA
TTCAGATGAGCCATTTCTTACTGGAAATGTGTTTTAATAACCAGGGCTATACATTATGAC
TTAGTATTTACTTTCTTATAAGTATTTTTTTGCCATAATTACTTAGTGTAGTACTAATTA
AAGCTTGTGTTGATTCGTTGAATTAGATATTTCCAATGTAAGATCCGTTCTTTGTTGCTT
ACAGATTTTTAAATTTGGATTTTGCTGCTTTTTATTTTTGGATTTATCTTAAAAGAATTT
CTTTCGTGTTTATTTTTAAACAAGCTAAACATGTGGGCTTCTTGAATGCCTTAATTTGTC
TTAGCATCCTCTGAGGGCAATTTTGAAAATCATGTGTAATTTCAAGGCAAGCCAGTGCAA



AGCTTTAGCTTTAGAAAAGAGTGGAATATTCTGTGAATGTTCAAAAGAAACGGACAACAA
AACGTGATCTGATTGTGCTTTATTTAAATTGTGAGAATTCAAATAACTATTTCACACAAA
TTGGTTTTAAATACNCAAATATCAGTGGTCATAATCATGTATTCAGTGTTTGCTTTCTTC
CCTGTTTGGTTTAAATGAAATATGTGACTAACATCNCAGTATTGGGACACNGGCGAGATT
GATTCCGGGCGTCAGCTCATCGAGTCGTACAAAGTTTCGTCTTTGAGAAAGAGCTGAAAG
CNCCAACGTGTGAAGTCACTGTCGCNCCNTTCGTGTTTGAGCAAAGATGCTTGTGTAGAA
GATGTTATTCCAAGGCNCTTTCCTTCTTTTTAGGATTACAGTTAAAGAAAACCTAGACGT
TTNTACAAGAACNGGAAATGCNTTAAGGCTCACAAATACNCCTAAATACAAATGCAGTGC
TTACAGATACNTGCTTCCTTTCNCTAAATAAGGTAGAAAAGTGCAATGTGGAGCGCTAGG
GAGTATTTATAAAAATATAGATTTGTTTTTTTTTTCTTTTTAACAATNGCAGTAACTGAT
GCTGAACCTAGCGCTTGATCTAGTCTGCTCTGAGGG
>CL1998Contig1
CCTCCACCCAACCCAACCCAGGCCAGTACGCGTTGACAAACGGAGACCCTCTGAATGGCC
ACTGCTATCTGTCCGGATACATCTCGTTATTGCTGCGGGCTGAGCCTTACCCGACGTCCC
GATCACCGACCAGGTGTCCCTTCTCAGGCTGACATGGAGCGAGTTGTTTGTTCTTAACGC
GGCCCAATGCTCCATGCCTCTGCACGTGGCCCCTCTGCTCGCTGCAGCGGGCCTCCACGC
TTCCCCGATGTCCGCGGACCGCGTCGTGGCTTTCATGGATCACATCCGGATCTTCCAGGA
ACAAGTGGAGAAGCTTAAGACCCTGCACGTGGACTCGGCAGAGTACAGCTGCCTCAAGGC
GATCGTGCTTTTCACATCAGACGCCTGCGGCCTGTCGGACGCTGCTCACATCGAAAGTCT
ACAAGAGAAATCCCAGTGCGCCCTGGAGGAATACGTGAGGAGCCAATACCCGAACCAACC
CAGCCGCTTTGGCAAGCTCCTCCTGCGGCTGCCCTCTCTGCGCACCGTCTCCTCCTCGGT
AATCGAGCAGCTGTTCTTCGTCCGCTTGGTAGGTAAAACTCCTATTGAAACCCTCATCAG
GGATATGCTATTATCCGGGAGCAGCTTCAACTGGCCTTACATGTCCATCCAATGATCCTC
ATAAGAAAGAGGAAAAAAGGACCAAAATACAGCACCTCCCCCACCACCACCACCACCCAC
CCAATCCTTCTTCAAGAAGACTATATATAGGACGTTTTCTGACAAACTTGGAAGACATTA
CTTTTTTTCTGTCTTCTGGAACTGTGATGGAATACATTATGTACAGAAAATATCGGAACT
GGACTTTACACCTGTGTAAATCCACCCTCATCTTCAAGAACAATACTCTTCATTTTGTAA
AATACTAGTCTTTATTTTCCTTTTTTTGTAAAAAAAATACAAATAAAATGAAAAACATCA
TATGCGCAGTAAGAAAAAAAAAGAATCAAGACTTAGCGGGAAAATAATGTTTCCAAGCAA
TTATAAGAATTGTCCTGTGTCTATGTACCTCTCTGTTTTGTATTTTTTCTGGTTCTAAAC
CAGGGTTTCTGTGATTCTATACTAATAATTTTTGATATAACCTTTTGCTTCTTATAATGA
GTGCGATATATGTTGTCGAAGCTATGTTCTCCAAGAATTAAAATTGAAGTGAGAATCTAA
AAAACAGAAAAATAAAGAGATTTAGACAAATAAGAAACAGTCTAATCGCTGTGATAATAT
CACCACTGATGGCTGAACTTTTTTTTCAACAATTGATGGACCTGCAACTGCAGCAAACTG
ACCTCCAGGACATTTTTACTGACATTTTTACTCCAGGATGTCTGGGGCGCCTTTTCCCCG
GGCTGTGAGAGCGCGTGGAGTCGATCATCGTCAAAGAGGAGAGACCTGAAAATCAAAAAG
CACTTTTAATATATCATTTCAAATACATTTTGTTTGTTTCGTCTTGAAAACTTTCATTGT
TTCTTGAACTTATTGGTTGTTGCCTTCAATTTGCTTACTCCATGATGCAGCTTTTTTGCA
GAAAGGTCGGTTGATAAAGTTGTGTGATGGTGACTGTACTATTAAAAAGAAATAGGCAAC
GAAAAAAAAAA
>CL1999Contig1
GTGCTGCTCAGTCACTGGCCTTACACAACAAAGTAGGGCAGATGCGCCCCGGTTCGGTTC
GTGCTGCCGCTCGTGTCCTTCTTGCCCCCCAGGATGAGCGGCATGCGCACCGTGCTCGCG
TCCACGGCGTTGGTCGCCGCTCTGGGGCTCGGTTACGGGACGTGGTCGATTATCTCTCCG
GGGGAGGAGCGGCGTAAAGAGATGCTGAAGAACCTGCCGGAGTCCAACCCTCAGAGGATG
GAGGAGACAAGGCTGCGGAACGCCATGGTGATGCAGGTTCTGAAGGAGGCTGCCGAGACC
GACCACAATCTCGCCCGGAGCTCCGGACCCGGGAAGTAGACGGAGCCGCTTGATTGCAAA
CTGGCTCGTGCGCTCCGCCGCGTGCTCATATGCGACGAGCGCGCGTTTTCGTGCGTGGCT
GTGTTTCTCTGAAGTAAATTAAACGTGTTTGCCTTCTTACCCCGCAAAAAAAAAAAAAAA
AAAAAAAAAAAAAACCTT
>CL2000Contig1
GCTTTTTTTCTTTGTCTTTATTGGTTCATCAACATGGAGTCCACCGCAGGGAGCGGACAG
AAGCACAGGGTCCAAACACGAGGCTCTCGTTCACGTACACACAAGAGATGAAACGGTTCA
CAACAAGGAGGATTCCAGTTTGCTCAAGTCTCCACATTCAAACACTCGCATGGTTTGCGT
CGTTAAATACGAGCTCTACGTTGCTGCTGATCAGAGGATTCGTCATCATGATTGTTTTTC
GGTGCGATTGAAGAAAAAGAAGTGAGTTAGCGTCGTACAGACGGAGGAAAACCTCCACTT
TGACCGGGAGAGGTGACTTTCTTTTTTTAACAGCATAATCAGGGAGAGCGGGAACATTTA
CACGGGGGTTTGACTTCTCCTTTTCTAGGATCAGAGTGGTGAAAAGCGACTGAATGTGCT
TTGGTTTTGTCCTGCTATCAGTCCATATACATGGGGGAGCTGGGAGAAGCAGGCATCTGA
TCCATGATCCTGCAGACGTAACCGGCAACGTCGACCGAGCGCTCCTCGTACATCTGGATG
AACGGGTCCCTCAGCAGTTCTCTGTACTTTGGCCTCTTTGATTCTTCCTTTGTAAGGCAC
ACGTTGACAAAGGAGATGAACTTGGGGGAGAACCGCCTCTCGTCAGAGTTGCTGAGCTGT
GGAGGATCTCCTCGGACCACCTGGGTCAGCTGGTCGAACACGCTGTTCCACTTGGGGTAG
GGGAACCGGCCCGTGGCCAGCTCGTACAGTGTGATTCCCAAACTCCAGACATCAGACCGC



ACGTCGTAGCCCTGCCTGGACGCACTGGGATCTATTCGCTCCGGCGCCATGTACGGCCTG
CAGCCGGCGTCTCTGGTTTTGGCGATGGAGTCGACCAGCTGGCCGCTGATGCCAAAGTCG
CACAGCTTGATGTTGCCCTTCCGGTCCAGCAGGATGTTTGAAGGCTTTATGTCTCTGTGT
ATGATTTTCAAGTTTTCTTTTAAGTGATTTAGTGCTTTCACAGTAGCTAACGTTATCTTC
CCTAATATTTCCTCTGGAATCACGTCGTCTAACGAGCAATACACAAACTTGTAAAT
>CL2001Contig1
AAGTGACAGGCGGAGAGGAGAGGACGCGTCGAAAGTTTTCCGTCGGAGCAAAGGACCGCA
GTTAGCATCGTACCATCGACTGACGGCGACTGGACGTCGTTTCAAAGACACGCCGAGCTC
GTCTCCGTGAGTTTCAAGGCTGTTTTGCTCGAAGAAACCGTCACAACAAGTTAGATCGAC
TGAATTCGTAACGTCGACGAAGAGCCAAGACGAGGAGCAACGATGACGAACAGGGAGGAC
GAGTACGACTACCTGTTTAAAGTGGTTCTGATCGGAGACTCCGGTGTCGGCAAGAGCAAC
CTGCTGTCCCGCTTCACCCGCAACGAGTTCAACCTGGAGAGCAAGAGCACCATCGGGGTG
GAGTTCGCCACCCGGAGCATCCAGGTGGAGGGGAAGACCGTCAAGGCGCAGATCTGGGAC
ACAGCGGGCCAGGAACGGTACCGGGCCATCACATCAGCGTACTACCGCGGAGCCGTCGGA
GCGCTGCTGGTCTACGACATCGCCAAGCACCTGACCTACGAGAACGCCGAGCGCTGGCTG
AAGGAGCTGCAGGACCACGCAGACAGCAACATCGTCATCATGCTGGTGGGGAACAAGAGC
GACCTGCGCCACCTGAGGGCGGTGCCCACAGACGAGGCCAGAGCCTTTGCAGAGAAGCAC
GGCTTGTCCTTCCTGGAAACGTCGGCGCTGGACTCTTCTAACGTGGAGCTGGCGTTCCAG
ACGATTCTGACAGCCATCTACAACATCGTGTCACAGCGGCAGATGTCGGGCCGGACCGAC
AGCGACTTCTCCCCCGCCTCCAACGTGGTTCCCATCAGTGTAGAGCCCACGCAGACCTCG
TCTAGTAAGGGCTCCTGCTGCCAGAACAACTGAGACTTCAGCGCCGACCTTCTCCTTCAA
GTCCAGCAAACCAGAGGACATTGGGGGGGGTGGGGGCACGGAGACGGGTAGACGGGCTCT
CTCAGGCTTAGAGAAAGTGAAGAGGAGGAGGAGCAGGGATGGTAACGAGCTATAGAAAAG
CGGACAGGAAGTGCGAGGAGTGAATGGGTGGGACAAAGGTGAGCCCCTCCCACCATCAAA
ACAGCTACATC
>CL2002Contig1
GTCATTTAAGCGTAGACTCCTGCCTTGAGTTGCGTCCTCTGCTTCACGCCAGATTTCCGA
CCAATTCTTTCCTTATTATTTAGGATTCCTGTAATATTAATGGTCACGAATGCGTTCCAT
TAGGAGTCCAAGAGGGAGAAGCGGCTCTTTTGGCTAATATGAGCTCAAGCGAGGGGACNG
GTAGCACTGTGATAGAAGCCGGGGGAACGCAGAGAAGAGAGGGGCTGCCAAGAGAAACTT
TTTTAGCCCAAATCCACCAGCAGCGCCGCGTCTTTTTATTATTATTTTTATTATTTTTTT
TATTTTTACACCCCTCCTGATTTTGTAGACGCAAATGAGGGGCGCCTCGGATCTTACCTT
TTACTTCTGATGGATTATCGTCCTGCTGTTGAGGCACATATCTGATCTCCGGGGCCATAG
CGATCGTGCAGGAGAGAAGAGTCTTCTCGGGGGGCTTTTTTCTCCTTTCTTTTGCTGGCT
GAATTTGCCCCGCGAAATCCGTGTTTTTGACCTGATTGCTGCTGGGTTTTTCTCTTTCTG
TTGAGGCGCACCAAAAAAACCCTTACAGATGTTAGTGCACAGTTTTTCCGCGATGGACCG
TCACGACGGCACCAGCAATGGGACAGCCAGGCTACCTCAGCTGGGCGGCGTGGGCCAGAG
TCCGTACACGAGCGCCCCTCCACTCTCCCACACGCCGAACTCAGACTTCCAGCCCCCGTA
CTTCCCACCGCCCTACCAGCCCATCTACCCGCAGTCTCAGGACCCGTACTCGCACGTCAA
CGACCCTTACTCCCTGAACTCCCTGCACGCCCAGCCGCAGTCGCAGCACCCGGGCTGGCC
GGGGCAGAGGCAGGGCCAGGAGAGCGGCCTGCTGCACCAGCACCGCAGCCTGCCACACCA
GTTGTGCCGGGAGTACCGCAGGGAAGTGCTTCTACCGTCCGGCCACGGCATCGATACAGG
ACTGTCGGACTCTATCCAAATCCATGGAATACCTCACCCTTTAGATGACGTTCAGCCTGA
GGATCAAGGAATTCACATTCCAGACCAGACTGTAATTAAAAAAGGTCCAGTGTCTTTATC
CAAGAACAACAGCGTCTCCGCCATCCCCGTAAATAAGGATGGTCTTTTCGGAGGAGTGGT
TAACCCAAACGAGGTGTTCTGTTCGGTTCCGGGTCGCCTGTCTCTCCTCAGCTCCACATC
AAAATACAAGGTCACGGTGGCTGAGGTGCAGAGACGCCTTTCGCCGCCGGAATGCCTCAA
CGCCTCACTGCTGGGCGGGGTGCTGAGGAGGGCCAAATCCAAGAACGGAGGAAGATCCTT
AAGAGAGAAGCTGGATAAAATCGGCTTGAATTTACCTGCAGGCAGACGCAAGGCGGCCAA
CGTCACCTTACTGACGTCACTAGTCGAGGGAGAAGCGGTGCACCTTGCCAGGGATTTCGG
TTATGTATGCGAGACCGAGTTTCCAGCCAAGGCAGTAGCCGAATATGTAAACCGTCAGCA
TTCTGACCCAAACGAGCAAGTCCAAAGAAAAAACATGCTATTGGCCACAAAACAAGTGTG
CAAAGAGTTCACAGACCTGCTGTCCCAGGATCGCTCGCCGCTGGGAAACTCACGGCCACA
GCCCATTCTTGAACCGGGAATCCAAAGCTGCTTGACCCACTTCAGTCTAATCTCGCACGG
TTTTGGGACCCCTGCACTGTGCGCGGCCGTCACGGCCCTTCAGAACTATCTAACCGAGGC
GATCAAAGCCATGGACAAAATGTACCTCAACAACAACCCCAATAGTCACTCAGATAACGG
CACTAAAGGTGGAGACAAAGACGAGAAGCACAGAAAGTGATGTTTGCATTTCACCTTCAA
CGAGGCTCAAACCCCCTTTTCTGCAGCCGCCTCGCCCTCCCCAAAACCCCCAATCTTCCA
GTATAAATATTATAAATACCCTATAAATATTATTGATAAAGTCAAACGTGCCACTTCCTG
ATCTTACGCCGGGTTTACGTGATTTGTTTGTACATCCCACTTCGGAGACAAGAGGAAAGG
ACGCAAGAATCCTCTTCTTCCAACACCTGAATCATACAAGACATTGTTTTAAAAAATACN
AAANAAAAA
>CL2003Contig1
GGTCTACTTGTTGCGCCTGAAGGTCATCAAGTACTAAATGTGACCCATTAATGAGCGTTC



TTGCTAATAGCGGGCTTGTGTATCTGCACGTAAAAGGTTGAATTTGCCAGAGTGCTGAGG
ATATCAGCCTGGGAAATAGTACTGCAACGGCTAGCAGCTCACAGCTAAATAGTTAGCAGC
ATCCGGATACAGCAGGTATGTCTGAAGTTAGTGTCGAGGCCGAGGACCCTCGGGTGGATT
TTGAGGAGGTTGAGAAAGAGGGCTTGAGTGAGGATGGGAACACACACGATAGCGGTGGGG
GAAAGGACAGAGCCGATGAGATGTATGAGGTTGACATCAACAGTGATGGGGAAAATGCAG
GAGTGAGGGGTTCTGGGGGTCAGGAGGACAAGGATGCTCAGAATGACAAGGTAGCGTCTG
GGGGTGTAGGGAGTGGAGAACTAGAAGCAAAAGGACACCGAGAAACACCAGAGGAAAATG
GAGATTCTCACTCTGATGTAAAGGGGAGAACAATGGCTGAGGGGCTGCACAGAGGCTCAG
CTGCTGAAATCCCAGTCACCAGCAATGGAGACCTGGACCAGAGCCCTGACACAGTATTCC
ACAGGGACTCTTACTCCAGTAGGCCAGCACCTCCTCCCACCAGCTTTGCCTCACCAGTAG
AGGGCATTGTTGAGTCTGGATCATACAAAGGGTCAGCAAGCCTGCCTTCATCTCCTGTGT
CACCTGTTGCTCCCAGCTCGGCTGTTGCCAGCCGCCTGGCACGTTCCTCCAGCGATAGTC
AGGCAGAGGAAGGAACTCAACCAAATAGTGGACCTGTCGTCCTCTCGGATGATCTGAAGA
ACCCAGCCATGGAAAAACTGGACCTCGTGAGAAAGTGGAGCATCAACACGTATAAATGTA
CCAGACAGATCCTGTCAGAGAAGCTGGGTCGAGGCTCAAGGACCGTAGACTTGGAGTTGG
AGGCCCAGATCGAACTTCTGCGCGACAACAAGAGAAAGTACCAGAACGTGATCAAGCTCA
CGCAGACCCTGGCCAATCAGCTGTCCCAGATTATTCAGACACAGAGGCAGCTGGGAGACG
CATTCGCTGACCTCAGCCTGAAGTCACCAGAGCTCCACGAGGAGTTTGGCTACAACGCTG
ACACCCAAAAGCTTTTGTCCAAAAATGGAGAGACACTGCTGGGCGCCATGAACTTCTTCA
TCTCCAGTGTGAACACACTTGTGGATAAAACCATCGAAGATACGATGATTAACATCAAAC
AGTATGAAACGGCCAGGGTGGAGTATGATGCGTACCGCACTGATTTGGAGGAGCTGAATC
TGGGGCCGCGAGACGCCAACACTATGCCAAAGATTGAGCAATCCCAGCAGCAGTTCCAGA
TCCACCGGGAGAAGTACGAGAGGATGAGAGCAGACGTGTCTGTGAAGCTGAAGTTCCTGG
AGGAGAACAAGGTGAAGGTATTGCATAATCAGCTCATCCTGTTCCACAATGCCATAGCTG
CATACTATGCTGGAAACCAGCAGCAACTGGAAGAGACACTCAAACAGTTTCACATCAAGT
TAAAAATGCCCGGAGGGGAAAGTCCGTCTTGGTTGGAAGAGCACTAAACACTTTTTTTGA
AACATTGGAGGCTCAGTTTGACATGAAACACCTGGTTAGAACTACAGGAACCTGCTTCTT
TTGTATTGTTGACGTTTTTCAAGCCTTCAAAGTTGTAAATGTTCTAACTAGATGCACAAA
CTAAATGGAAAAAAAAAACACCTCCATATAGATCACTCCTATTAAAACTTCTCTCATTCT
TGTCATAGTTTTGAATCATAAGAAATGCACTTTTATACTGTTGGGTGTCTTTCCAANAGT
GTTGCTGCAGTAAAGACTTTTTAC
>CL2004Contig1
TTCGGCACGAGGCAAGAATATGTTTTAAGGAATAAGGGAACTGTTTATTTTGTAAAAAAA
GAAAAAAAAGATCTCTATGTAAAAGGTTGTTTTTAAAAAAAAAAGCACTTATTTTCAGAG
TAAATTCCTCGGTCAGACTATCGGAAATCAAAGATTCAGATTAAAAGTCAAGAGTCTACT
GAGAGTCTAAAAATAGTCATCATCAGGCTTTAAACAGACGAAGACTCAACCTGACAGGAT
GCAGAGGGGCGGCCATTATTGACTGATGAGTCAGCATTCGTGCTGTGATCAGGGGTAGAG
AAATGCCCATTGAAGTCTCAATTGGATTGAAAACCGCCACCTTTGTGAAGGAGATGCGTC
ATAGCAACCATCTGACTTTTTTCTCCTCTTCAGTTGAGCAACGTGTGGGCCAAGTTTTGT
GTCTCTACCTCAAAGTAAACGTTGGAGTTTCCATAGCAACCATGTTTAAACTGGCGCGCC
TCATCTGTTCAGGTGATGATGTGAACTGCTCCGTCTGGCCTTCACAGTAGAACTCTGGTT
TTGTTCTGGTCAGATCGAACGCGTGCGAATCAAGAGGAAAACATTTTCTAAGCTTAAGTC
GGCCATCTTTGTGAGGTCACAATGAGAACCGCTCGAGTGAGGCTTCAACTTTTTATGATG
AAGAACAAAACTGTGTTTGGTTATCCTGTGATGTCAGACTCTAACTCTAGGTGGCGCCTC
CTCCAGAGGTCATGACCATGTGGACTTTTCTTCATGTCTTGGTTATTCACATGTGTACCA
TCTTTTGTAATCGTACTAAAAACTAATGTTTTTGATCTTCGTCGTCGATCTCGGATCATT
TTTGATGTTTTTTGTGCCAACGCCTCTTCAGCCTCTTCTTCACATCCGGCTGTTTTTATA
AAATCTCAGCGAAGAAGCCGGATTTCTCTGTTCTGTATCTGAAATGGACTTTTCGAGCCG
ACGTTTTTGCCGACTTCAGCGGTAAACTGAGGAAGAGGAGGGTCTTCAGAGAGGAGAAGC
ACTCCACCAGGTCCACGAAACGTCCAGAAACCTCTGTGGGAGTCACGCAGTACTGATGGC
GTCCACCGTGGCGTTCCTCCTGATGTCCGAGCGGCGGGAACGTTTCATTCCAGCTCAGCG
GAGCGTCCGTCTTCCTCAGCGGGAAGACGAAGGACGGCTTCCGCACAGTCTCTGCATGAT
GGTGGTAATAAAAACAGAAAAAGGGTTTTGTTTCCCGTTTGACTTCGTTCACAACAAAAC
TCTGTTTTTT
>CL2005Contig1
TTTATATCATTTTATGTGGAAAAAAATACACATAAGTTATTAAAATCAAGTTTTTTTTTT
CAGCTGTAGCACAGGAAAATAACATGCAGTCCATGAAAAACATTAACTTTAATATCTAGA
GAGTCCAATTTACCAGATCCATCTATTTCAGCTGAACGAGTTTAACACTTGAACATATCA
GGGTGTCTGAAAAGGCGATTAAATTAAACTTTTAACAAATTATGTTTCAAAATATCTGTG
CTGTATATACACAAATCCATGTGATCCTCTGAAACACAAACTTTTTACAGGAAAATGCAT
TTTAACTCCTTTCTACAATATTGATTAAAGTTTAGCAAAGACAGATGCCCAGCATTATGG
TAAGAACAGAAAAAAACAAAAAAAAAAAATTCCCAANGGTNCNGGGAAAAAAANGNNANC
CCCCCCANNTNCNNCCTTTTNANNCNTNAAAAAATCNCACCCNCT
>CL2005Contig2



GGGGAGCAACAGCTAGTGTAGCTAACTAGGAACAGCCGGGTAGTGACCAAGTGCTCGTAT
CAGAATGTCAGAAGGCGACAGTGTTGGGGAGTCAATCCATGGAAAATCATCTGTCGTTGC
TGCCTTCTTTACACGTGTGGGACAGGTTTATCAGTCATGGCTTGACAAGTCCACACCGTT
CTATGTTGTGCGGTGGGCACTCACTCTACTTTTGACTGCTGTCTACATGATCAGAGTGTA
CATACTGCAGGGTTGGTATATAGTCACATACGCTTTGGGAATTTACCATCTCAACTTGTT
CATTGCATTTCTATCGCCAAAAGTGGACCCATCTTTGCTCGAAGAAGATGACGGCCCATC
CCTTCCTACCAAGCAGAATGAAGAGTTCCGCCCTTTCATTCGGAGGTTGCCTGAATTCAA
ATTCTGGCACTCCGCAACAAAAGGTATCGTCATCGCCATGATTTGCACATTTTTTGAGGC
CTTCAATGTGCCAGTGTTCTGGCCCATCCTCGTAATGTACTTCATCATGCTCTTCTGCAT
CACCATGAAGAGGCAAATTAAGCATATGATCAAGTACAGATACCTTCCATTTACGCATGG
GAAGAGGACATATAGAGAGGAAACGTAAGAGAACAGAGGTTGAGATCTTTTAATGTATCA
AATGGATGAAGTTGGTGGTGATCACATTCTTTTCCATGAACCTTTGTGATTTTTTTTTTT
TTGTTTTTTTCTGTTCTTACCATAATGCTGGGCATCTGTCTTTGCTAAACTTTAATCAAT
ATTGTAGAAAGGAGTTAAAATGCATTTTCCTGTA
>CL2006Contig1
ACTCCGTAACGCTTCCTCCATCATCATCATCATCACCATCATCCCCTCTGGAAGAAGACG
AGGAGGAGAAAGAGGAGGAAGAGCCTGATGACGGAGTGGCATACGAAGAAGACGAGGTTG
GAGAAGAAGCAGCAGCAGTGAGAGAGATGGAGGAGAAATCCGCCAAACCAAAGCCCAAAG
TGGAAGGAGGTGCTGACCATCAGCAGAGACACAAGAAACCCAGCTTTGTGGGTCTAAGGA
TGCGAGAGCCGCANGAGGACATCGTGGATCTGGACTCGTTTGTGAACAAACACTTCGGGG
CGAAGGTGCTTCAGTTTGCGTCCTCCAGCCTGGTGAAGCAGCGCACCCTGCAGAGGAAGG
TGGAGCAGGAGCCCAGGCCCGTGTTTGGGCTCAGCTTGGAGCTGGACGCTGGTGTTGGAA
TGGTGGGCCTGCAGCCCATCGACCAAGACCTTCACGCCGGCTTTGGGGGCCAAACAAAGC
GGCTTCAGAAACGAGAACTGGCAGGCCGATACTTTGAAGAGGGGCCGGGCCCGGGCCCAG
GAGGCCGCTGGATTTCTGTGTTGAGTGTCGGCTTCTCAAAGCTGGACGTCAGCCTGTGTG
TGGTTCTGTACTTCCTGTCCACCGCCTGTCTTCTGGGCATGTATCTCTTCTTCAGAAACC
GCCTCAAGCGACGGCGGATTAAACTCGCTTTGCCCTAAACGCCCACGTTATGGTAGAAGT
TCAGATGAGCCACGGAACACATTGTAATGCTTCTATTTCTGTTTGCTAAAAGGAGCAGGA
ATCCTGTTTTGGGACAGACGGCAGGAGTCAAACGACAGAAAATGAGGAGAGAAAAATGAG
AGCTGCAACTTCCTGAAAAAAGTTTCCACTGTCAGAAAGTTTCCACTTCAGGGAAACTTT
TCAGAAACTGCAAAAACAGGCACATAAATCTGTATTTTTGGGTTCCTGAATTTGTATTAC
CACTGCTAAAAGGTGCAATTAAACCCACTATGAGCTGGAATTCTTCCTTTCATTTGTACA
AGTTCACTATTGTTTTCTTTCTTTTGTTGTGCCCTCAGTGGAACTGAACTTTTCCAAGGA
CAAGGAATGACCATTGGTTTTGTTTTTGTAATTCAGAAGCTGCTTTGTGTTTAAAGAT
>CL2007Contig1
AGTGCTACAGCAAGATCATCGTCAACAAGCTCGACNACGAGCGAGTTATCGGGTTCCATT
ACCTGGGCCCAAATGCTGGGGAGGTAACTCAGGGCTTCGGCGCCGCCATGAAGTGCGGCA
TCACAAAGGAGCAGCTTGACGGCACCATCGGCATCCACCCGACCTGTGCCGAGATCTTCA
CCACTCTGCAGGTGACGAAGAGCTCCGGTGGAGACATCAAACAGGCCGGCTGCTGAGGTT
AAACCCCGCTCGTTTAGCGAGCTGCTCCACCAATAGACTCCCCCGAGCTCTCTGTCGGCC
TTAAAGCCTCGCCTCGCTCCAACATCCGAGTTCACAGAGCCGGCGTTTCTCAGGACTGAC
GAGGCCGGCCCCAAAGATGCGAGAGACTCGGAGAGTTTGACATGGGAGGGCAGCTTGCTG
AACAGCGGGGTCACTCTGCTGATCTGCGTGCCGGGCCTCAGCGGCGTGTTCTTTTCGGAG
GAGCACCAGCACACCACCGTGTGTTTGTGCCGTTTGTGACGTCCTGCCTCGTAACCCGAA
GCACCGAGGAGAGTCAGGACCGATGTCCCTCTGAAGAAGCACCCGTTGGTGGCCCAGATC
CTTAAATCCTCCAACGACCCCCACCCCAGCTATATCCCAACCCCTGCTTACACAGAGTGA
AGGCTAGCTTCCGCACAATAAGGTTTGGTTGGACACATGGCGCTGATGCTTCATCATGTC
GTTTTATATGTTCAGCTGTCTCAGAATTATGATCATCTCTGTATTTATCTTTGCTGTTTT
GGTCTGAAACAGTCAATTTAACTCATCAATTGCAGCTTCTGTCCATCTCTTCGTGTTGTA
TATAAGAATATTTAGAATTCTGAATACTATCAGTGACTTTAATCTGTCAGTTGTTTTGTT
TTGTTTCAAATCTCTGTACACTTTTAGTTGTTTTTTTTTTCCTCTCAACAGTTAATAAAG
AATTAATCCANAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>CL2008Contig1
TTTTTTTNTNAAATATAAAATATCTTTATTAAAACAAGTTACATTGTGCAGACAAAGATA
TGATCATTACAAAAGTAAAAACATGGCTGGTCGTCAGTCCAGAGTTAGCACAACGATACA
ATGTCAGTGGTTCAAGACCTTGAGGTCCAAGCATATTGAAAAAATAGTGGCTTTTATCCA
TTAAATATGTCTGTTAGCATGCTATGATAAGAAACTTGTACAAAAATATAAACTGATTCT
AGATTATTGCAGGTTCAGAGTAGAAACACTGCACCACAGAGTTAAACAAGGGACTACAGT
CAGGACTGTTACAATGGCACGAGGGGGAATCTGAACTGAATCCTATTCAGAACTGGGGTG
GTGTACAGCGACGGCACACAGACCACAGCCACTTGAAACCATTATATTTAACCCACAGAA
CCAATTTCACCAGACAGAACCGTCCTAAAGAAATCATGAAGGGGTTGGAGTGAGGAGCAT
GGTAGGTAAAGAACCTTTCTCTGGAAAGTCAGTGCAGAACAGAAGTGAACAGAGCTTAAT
CCAAAAAGAAAATATTTGTTTTTCCAAGTGCTGTTCCAAACCTATTGGGACTCAGCCATT
CTTTCCATATCAAACCTGGCTAATAAATTACTGCTCAACATCCAGAACTCTGGATCTGAA



TGACTTCTTGTTACAGAGAGTCATTCAGAGATGCAGCATTTGCCAACTTAAGCTTGATCT
GCTGTGGGGGAAGACTTGAAATGTGCACATTTAATATTCGGAATGATCAAACTTTATAAA
TACTGCAGCCACCCTATAATGGAGTATTAACAATTTTTGTGCAATTTGACAGGGTGGTGG
TCCACACTCCTTCATATCCTGGGAAGCCAGGGAAAATAAAAAATAAACAATTTGAATTTA
AAAAATTCCACATGTACCATGCCAGAAAACCCCACACAGGTCAATCAGTCACCTGGAGAT
ACTAAACACTAAACATCAGCAACCAAAAGATCCTGAATTAGCTTCAACTGCCTTACAGAG
AAAGGGGAGGAGCCATCACGCCTCTACACCTGCCAACTCTGGCGGCAGGGGAGACTTCGG
ATGTTTGCTTTCAAAGTGCTGCTTGAAGGTTTTCGGGTCTGGCATTTGGGTCCGGCATAC
GGCGCAGGTGTACACCAAAGCAGCCTTCGCTGCCGCTTTCTGGTCATGCCCTTTGGTCTT
CTTAATCTCCGCCTGCTTTTTGGCATTTTTTTGTTGGGACTGAAACTTCTGGTGCCCCCG
GGCCATGTCTGTTGTCACACCTGCAAAACAATGCGTGTAACTGAAGAAAATCACAAAACA
AAACGGAAGAAGCGACAGAGTAGTACCTCAGCACCCG
>CL2009Contig1
ATTTTTGTGTTTTTAACAGAGACAACTCAATGAATGTTGGTATTCGATGTAATATTTTTG
ACACTAAAGTTAGCTTGAACAAGAGAATGATATATTCCTCATCAGCTCGTCCATCTCAGT
GCAATTATCCCCCTAACACTCCTCACCATCATCGCTGAAGAACGTACTGTAACGCAGTTG
TCAGACGGCGTCGAGGACCCCTGCGTCGATTTTCGTAAAACGTCACCACACCTCTTTTGA
CTACTTTAGATTGTAATACATGCGCTGGAGGCATCACAGTCGTGTGCAATGTAATTCTCT
CCCTTCTAATGTAATTTAGTCTTCCAAAGAATTGTACCATCATCTGTCCCGTAGTAAGCG
AGCAACCGTAGTCTGTTCTCATCCATTCTGCATGAACATTTGCAAGTTCAGTGCTAATGT
GCAATAATCCAATTTTTGTAGTATGTAGAGGCGAAGAGGCGGCTGCCAGCAATTCTATGA
TCACTTTTAGTNCTGACTAGTATCAAGTGTGAGGCTAAAGGAACAACAGAGCCATGTTTG
AAATCATTGTCTTATAACAGAAGTAATGGTCATCAATAAAAAAAGAAAAAAGAACAAACT
CTGGGTTTTCTTGCAGTTGTTTACCAACAACTCCTGCATAGTACTGTAGAAACTCACCAC
GAGCTGCATGTTTGGACCGCCTAGCCTGCAGCAGTGTAGTGCTCGAGAGCCATTACGATA
TATCCTGTAAATTCTTTGTGTTTCTGGATGGAAAGATTTGGCTGGAGCTGATTGACGTGA
CGTTTTGTGTTGTGCAGGCATGCCACTCTAGTTGGTGTTTTTATCACAAGCTAGCAGTAG
AAAGTGAAAGTGTCTACGGGTGAGTCGGTGTCCGTATTCACCGTTTGAATGAGTGTTTAT
GTTTCATTTCTTTCCTCGTCCACATGTTGAAATGTGCTGGCCTCTCCACTTTTTGTTGTG
TTTTTTGTATTATTATTTCAACACTACAATGTATACAACTAAGACAAATTTCACTTTAAC
TATTTAGATGTAGTTTTTATTAAAAAACAAACAAACTAATAGTCAAGTTGTACTTTATCA
TCATGTCTGTTGTGAGCGATCAATTCAGTATGTAGCACAATAGCGATGGTCCTCTTAAAT
ATTATTAATGCGGTTTGTAAGCTGTTTTGGTGTTTTTGATCCTTGCAGGTCATTTATCAC
AGCAGCTGAGCTTTTACTAAGTAGTCAGCGGCTGTGAAAGGAAGCTGTTTAACACTTTAG
CACATAACTGTCCATACACCCTAACAAACCCAGTCCAGGTGACTCAACATTCCTTTTAAT
AAAAAATAAGACTTCATTTTTACCCATTTATATAAAAAAAGTGCCAAATTTTTATTTTAA
ATGAGGAAAAAAAGTCAAATATTCATTTCACATTTTACAATGTGGTAAATTTAATTTGGT
CCACCAAAAACTCCAACCAGCTGGTCCTTTGTATTTAAAATGCAACAGTAAAACTCCAAA
AGATGAGTTATCTGATCATGTGACTGCCTTTTCACCCAGAGTTATTGTGCTTCTGTGTCT
GCTCAGTGGCACCGCTGACTGACGCCTCGTCAACTTGAGGGGAAAAAAAAACGATTAAAT
TATTTCTTTTATGTAAATTGGGTGTAAAAAATGTGTATATATATGAAACAAATCATTGCA
CAATAAATGTGAACATATCAAAAAAAAAA
>CL2010Contig1
GTGGAACCATCTGAGCCCAGCACAGCCATGGGAAAGATCATATTTTATGAAGACAGAAAC
TTTCAAGGGCGCTCTCATGAGAGCAGCAGCGACTGTGCAGACCTTCACACCTTTTTCAAG
AGGTGCAACTCCATCAGGGTGGAGAGCGGCTGCTTCATGGTTTACGAGCGCCCCAACTAC
ATGGGGAACCAGTACTACCTACGGAGAGGAGACTACTCTGACAACCAGCGAGTCATCGGC
ATCAATGACTGCGTCCGATCGTGCCGCATGATTCCACAGCATAAGGGCTTGTACAGGGTC
AGACTGTACGAGCGCTTCGACATGTCTGGCCAGATGCACGAGCTGGAGGACGACTGTCCC
AACATCCAGGAGCAGTTCAGCACCTCAGACTTCAACTCCTGCAGTGTGATGGACGGCCAC
TGGCTCCTCTACGAGCAGCCCAACTACAAAGGCCGAGTGCACTACCTGCGCCCTGGAGAG
TACCGCCGCTACAGCGACTGGGGAGGAGTCAGCCCCAAAGTGGGCTCCATCAGAAGAATC
ACCGACGCCAACTGATCCAAAGTTCATCTGTCTGTGTCCACATTAAAAACCATCTAAAAT
CACTTCC
>CL2011Contig1
TAAATAGGTGGGCTGAGGAGGTGGAGCTCTGAGACGGATCCATTCTTTGGTCAAACCAGA
ACTCAACTGACGAGGAAGAGCCACATTCAGGAGAACATCCAGAGTTTGTTCTAGTGCAAA
CACAGACGAGTCCGTGATCTTCCACCAGGATCCTAAACAGTTTTTTCGGCGTTACGCCTT
CATTCAGAACCGACAGTCCGGTGTTCACAGCGTCTACACGGCTCCTCCACCTGCTCCTCC
TCCTCCTCCTCGCGTCCTCAGATCGTGCCAAAGTTTCACAAAGGGTTCTCGGTTCTTCCA
GATGAGTTCATGACCAAACAGGATGTACCAGATTCCAAACAAGGCTCCTCCTAAATGAGC
AGCGTGGTCGAAGAACTTCCATCCCAGCACCAACCCGGCCGTATCCATGGCAACGATGGC
CTTCAGAGCATTGGCAGCGGTGAAGGTGAACATGGGGAGGAAGATGATGGCTAGCTTAGC
CTCAGGCATTTTGGTGCAAACAACAGCCAGGATGGTCATGATGGCTCCAGACGCTCCCAG



AGACGGGCCGAACCTCCCTGTGGCCATCTTACCCACGTAGCTGACGAAGGAGGAGACGAC
ACCTGCAGACAGGTAGACGGCCATGAACTGCTCCCGGCCCAGCATGGAGACGGCGCTGCT
GGAGAAGCTCCAGAGGACGTACATGTTGGCAGCCATGTGGAAGAAGGAGAAGTGGCTGAA
GGTGGAGAGGAGCATCGGGGAGCAGAGGGTCTTGGAGGCGGGGTTGGAGGTGAAGTACTT
GACCATGGAGCGCTGCAGGGATGGGACTCGCCAGCACAGGAAGACGGCGGCGTTGACGGC
GATGATTCCTGTGACGGTCCTCTGGCCTTCACTTAAGCTGTTCCACCAGTGGTTAACCTC
TTTGCGGAGGTCGCCCCGTTTCTGAGGGCGGACTTTATCCAGCCAGTCGGTTCGGATCTC
GTCGAAGTAGCCCTGGACTCGGGACTTCAGAGACTCGTACTGCCAGACGGCCGCCGCGCC
GAAGGAGCAGCCTGTAAACCCCACCGTGAAGAGGAAGGGCCTGACCAGCCGGCCGAAGGC
CCGCGGAGGGCTGGGCGGAGCCTGCTGCTCCCAATGAGGCGGGGGCGTCCGGCGCTGAAC
TGCGGCCTCAGGGGGCTCGGTGTGGGCGGGGCTGAGCTCCTCCTCCGCCTTCCTGCTTTC
CGGTTTCTTGGAGGCTTTTTTGAAGCCGCACCTTTGCTGGAGGCTGTGAGGCCACCTGCC
TCCCCCTCCGGTCAGCCTCCAGAGAGCGGAGCAGCTCCTCCC
>CL2012Contig1
CTGATGGAAATGGGATCAAAGGTGCCACAGTCTCTGTTAGAGGCATCAGGAAAGATGTCA
CCACAGCTGAGGATGGGGACTACTGGAGGCTGCTGAACCCTGGCACTTACATCGTGACAG
CCACAGCCAAGGGTTACTCCAAGGTCAGCAAGAGAGTTCACCTGCCTCACCGCATGAACA
AGGCCGGACGCGTGGACTTTGTCTTGGAGAAGGTCCCTGTGGAGCCTGGTATTGAAGACC
ACCTCTTTCCCACGGTGGACAGCTGGGAGCGGTTTGATCCCTACAACCAGTTTGAGCGCT
TCAGCGAGGGTGACGGAGGGGTGGAGAGGCAGGAGAAGCCGTGGTGGTGGAACTACTTCT
CCCAGTCTGGCATTTCACCCCCGACCTGGCTGCTGAGGAACGTTTAGACAGATTGACAGG
AAGTGGGAGCAGAAGGAGCAAAGGAAGCAGCGCGAGGAGGTGGATCCACGTTCCACCGGA
GCTTGGTATAATCTGCCCTTTGCTTTGCAGACCACAAATGGGTTTCTCTCACTGAGGTTT
TTGCTCAAATTGTTGCACCGTTGAATTTTTAGCACTTCTAAAGAAGTTCCACCTAAGAAA
TAAGTTATGGAGGATTCTCCATCAGATCTGATCGCTTACTGTTGCATATCTAAGACAGAG
CTGCAGAAAATATGTTTGTGCAAATTTTAAAATGTTCATATTTTTGCCATTACAGTCTTG
ATTAGATTTTTGTTTTTTTTAAAAACTTTTTGAACTCTTTTAATCACATTGGCAGCTTGT
AATTTCAGTGACCTTCCCCGTAAGGCCAGCAGAGATTTTGCCTTCGTTGTTTTTTATAAA
GCCATAAATAANANA
>CL2013Contig1
ATTCGGCACGAGGCAGCGGCGGAGGCACGCAGTCTCCCCGCGCACATAGATGGTATTCAC
GAAGCTGCCGCGTGAACTGAACAATTGACTACGACGTGGGTTTCGTGGTTGTGTTCTGAC
AGTCCGCCTGAGAGCACAGGGACCGGGGTCAGCGGAGCCCATCAACCCAGGGCTGCAGAT
AGAGCCTTCCTCCAGTTTTTATCTGCTCTTGGGGCTCGGCATGTCGGATGAAGATTCCAG
AGCCAGCTCAAGCTCCTCTTCATCTTCATCTTCAAACCGGCAACAGGAGACCAACTATCT
GAAAAAGAAAGACAGCAAAGCCAGCATGAGCAAGAGCTCTAAACTACTGTCCACTAGCGC
TAAAAGAATTCAAAAGGAGCTGGCTGACATCACACTGGATCCTCCTCCCAACTGCAGTGC
TGGACCCAAAGATGATAACATCTATGAGTGGAGGTCAACCATCCTGGGCCCCCCGGGCTC
TGTATACGAGGGAGGGGTATTTTTTCTGGACATCGCTTTCTCTCCAGATTACCCCTTCAA
ACCACCCAAGGTGACATTCCGGACCAGGATCTACCACTGCAACATCAACAGTCAGGGCGT
CATTTGCCTGGACATCCTGAAGGACAACTGGAGTCCAGCTCTGACCATCTCCAAGGTTCT
GCTGTCCATCTGCTCGCTGCTTACCGACTGCAACCCCGCGGACCCTCTGGTGGGGAGCAT
CGCCACGCAGTACACCACAAACAGACCCGAACACGACAAGATAGCCAAACAGTGGACCAA
ACGCTACGCCACATGATCGCCCAAGCTGACCCCATCACCGCCGCCGGGGGAGGGTGGGAT
TTTATTGTGAAATGTATCTTTGTTGTATCTTTTAAGTTATGCGTTCCAGCTGGAAGACCG
TGTTAATATTAAAGATGAAACGTGTGCTCCTGTTGCAAACGCAAGGGGTTTGTGTTGTTT
CTAACATACGGTCATGCTTGTTTCCAGTCCTCTAAAAGNACAAATTAAATCANCTAAACA
>CL2014Contig1
TTTATTAAAAGNGGCTTATTTATTTTTTGGGGGGAAAAAGAATCTCACTTATTTTTGTTG
AACTGCTTCATCGATAATACCGTCAGGATGCTGCGACAGCAATACAGGGTTCAGACAGAG
TGTATGATTCAGGAGCATCTTCATAGCTTTACTCCAGTGTTTTTCCACCTTAACAGTCCC
TCTGGTACCAAATCACTCATGCTCCAAGTGTGCAACAAGTTCATCTGAACCTCCTTGTCC
TCAGCTGTATTCAGTCTATATTTCCACGAAGGTCTACGTAGCTGACTCGGTTTTAGCTTC
TGAAGTGGTCTCCGAGCTCTGCTGTTTGATGTACTGCTGGAGCAGGGCGGACAGCTGGCC
TGGGTGGCGCTGCAACACAGACACAGTGTGTGAGGTCAGCATCGTCAGACCGCTGACCAG
CTCGCCCTGTACGACCGTCATCGAAGGCAGTTTGGAGTAGTGTAGGACGCCCTGGACACT
CAGCAGTGTGTTATCTATGCAGGCTCCTAACAGAGTCATCTGTGGGCTGACCCTCAGGGT
CGAGAGCATCTCCCGCAGCTTTGGCGTCTTACTGACAAACAGAACAGTTGGGCCGATGAA
CAAAGGAGCCATGCTGCCGTAAATAGAGTCGCCCAGGAACAAATGCATCACCTGGTTGGG
GAAGAACTTGACACTGATGCCATGTTTGTGGAGCCTGTGCCTGAGAGTCAACATGTCGTC
TGTGTTGCTGTTGTTGTTCTGGACCACAGCGATCATTTTATAATCTTGGAAGACCTTCTT
CAAATCCTCCTTAATGAGCAACATCAAGCCGGTACACTCCTCCTGCCCCCGTTTGATCTG
ATGCGGGTAGGCGCCGGGAGGAGCATCCCTCGTGGGGGGAATGTACTCCGTGACAGCCAG
AAGCTTCTTTTTGAGAATATGTTGAGGTCTTCTGTGGCGGGTCACCGCCTTGGAGCCATG



CCGAACACTGACTGAGAGAGGCAGCCATCCCTGTTTTGGTAACAGTTTTGCACACAAGGT
CGCCGCCAT
>CL2015Contig1
GCAATATGCTAAAGCAAGATGGCGACTAAAACAGGCAAAGACGGTCCTCCGCCTTTTGAT
TGTCCATCATGGGCAGGCAAACCCCCCACAGGGCTTCATCTTGACGTAATGAAGGGAGAC
AAACTGATAGAGAAATTGATTATTGATGAGAAGAAGTTTTACCTTTTTGGGAGGAACCCC
GACTGGTGTGACTTCACCATCGACCATCAGTCATGTTCCCGTGTTCATGCCGCCTTAGTC
TACCACAAACACCTAAAAAGACTCTTCCTTATAGACCTCAACAGCACACATGGTACTTTC
CTTGGACACATCCGCCTCGAGGCCCACAAGCCTCAGCAGGTTCCTATAGACTCCACTTTA
GCTTTTGGGGCTTCCACGCGAACGTACATCATCAGAGAGAAACCCCAAACCCAAGGCAGC
ACTAGCACAGGAGACAATAAGACGGGAGATGACGAGGAGCTCAAAGGACTTCTAGGTCTT
CCAGAAGAAGAAACAGAGTTAGATAATCTGACAGAGTTCAACACAGCTCACAACAAGCGC
ATCTCGCTATTGACCATTGAAGAAGGCAACCTGGAAATCCAAAGACCTAAAAGGAAACGC
AGAAACTCCAGAGTCACCTTCAGTGAAGAGGACTCCATCATTAACCCAGAGGATATTGAC
CCCTCGGTCGGTCGCTTCAGGAACATGGTGCAAACAGCTGTCATCCCCATCAAGAAACGC
AGAGCGGAGGGCCAAAACACTCTGGGACTGGACGAGCTGACAGCAAAGCGCATGCATGGC
TACAGCTTAGGTGGTGGTCTGTATGGGGACTTGCCTCCCACCAGTCATGAAAACCAGCCT
ACAGGAGCGCCCGGGGGTGCTGCCATGCAAGGAGGACTTCCTTTGCCCTTCCCAAACCCA
GCGCCGGAGGTGGACCTGGCCCCAGAGGCTCCTCACCCCCCAATTTCTCTCAATCCCACG
CCCGTCACAGCCCCGTATCTACCAGAGACCCTCAACGAGCCACGCAAAAAGAAGTACGCC
AAAGAGGCTTGGCCAGGCAAAAAACCCACCCTTTCGCTACTTATCTGATGAGTTCTGGAA
AGCTTCTTTCTGCCTCTCAGGTTACCAGAAGATGGGCCAGTCACTGTGACCTGGCAGAGA
TGGAGCCATTCACTTCTATTTACCCCCCATCAATTTATAGTGTTACTCATCGTCAAACAA
AAGTGCAGCTTACATTTTTACCGTAGGTCTGCCTCACTAGAATCCACTCCTATTAATAAA
CAGTTTGGTTGTTTGTAACTTTTTTTGTCTGGAAATAAAATCCACCTAAGTTTAAAAAAA
ATCTTAGCAGTTAGTGCATCAGTTGAAGAGTGGCAGATAGTTGTCAGTGACGGGTGTGGA
GTCACCGCAATGTCCATGGTAGTTCCGATCAGTGTGAACTTTTTTTTTTATTTCTGTTTT
GTTGGTTTTTCTGTTGCTATTCAAGCAAATGTGCTTTTATAGACCACACCAAACTGAGAG
GTCAGGAGAGAATGCTTCTGGAAATGGATATTTTGGAAAAATGCAGGGCTATTCTCTTTT
TCTTTTTTTTTACTTGTACTCTTTTTAAAATGTTTTTACATTTCATTTTTGTTTCCAATT
ATCCCGATTCTGTGTATTAGATCTTTTATGGACTAGGTGTTGTATTCTCCTGGTAAACCA
GTAGGTGGCGACTCAAACAAAGGATTCAGATTGGTTTGAAGTTTGGCTGCAAGCTCTAAA
GTGATCATTTGTCTGATCTATTGCACCTGAATCTAAGTAATCATCAAAGGAATATTGCAA
AGAATTGTTTAATTCTTAAAAGTTTTGGCATTTCCTGGTCCAAACAATACACAACTCAAC
ATATTGGACTTTTTCCTGGGATTTGAAATGGGTTATTCCATTTTCTTTTAGCTAATGACA
GAATTGTGTAATCAATATTGATTGGACTGAAAAATCCTTGGACATAATGGTTTGAAATCT
GTTTTACTAACAATAAACCTGGTCATAAACTTTAACCTGTAACAGTTTACACGGCTTAAC
TAACCGAAGAAAGCCAACTGCGTCTGAGCACACAGGAAAAACTGCTGAAAGATCACAAGA
TTCTGGAATACCTTAAACTGACTTTGAAGAACTATGTGCATTCAAAGTTGTCTGGGCTTA
AGGTGCATAACGTTTAATAATTTGAAACAGTATAATATTTCCCAAAAGGTGGTTTTTTTT
TATGTCTGCCAGTACAATCTATGAGCTTCGAGTCGACTCACTCAGACCTGATGCAGCAGT
GATTTTGGAGATTTGGTGAAAGCTTCAGGTCAGTGTGAGTTCACATACGGGCAAACAGTT
TTAAGAAAGATGCTCCATGTTATTGGATGAATAAGTAGTTGGCGTCCTGCG
>CL2016Contig1
GGTTACCGCCACTCGGGCTCCTTAAGAACATGGNAAGCGGGTTTGAGTCGAGGAAAAGTA
GCTTCTTTTGTGAAGCGGCTGAAGTCGGAGCCGCGGTACCTGCTAGCCCAGAATGTGTCC
ACGTGCATCGACCCGTTGGAGGTCTGCCTGCACCGGCAGACCGTTCAGGATACCGTTCAC
ATCTTCCAGCACTCCATCCCAACAGAGGGCAAACCCATCACCAACCAGAAAAACTCAGGG
GAGATGTTGGATCTTCTCGTGCCTCAACGTCATGCGTCTTCCCTTCATGAAGAAATTCAA
CATAGAGGAGTTTGAGTTCAGTCAGTCCTATCTCTTTTTCTGGGACAAGGTTGAGCGTTG
CTATTACTTCCTCCACGCCTGTGTGGAGACGGCGCAGAGGAAGGAGCCGGTGGACGGGCG
CCTGGTTCAGTTCCTGCTCTCCAATCCAACCAATGACGGAGGACAGTGGGACATGTTGGT
GAACCTCATTGAGAAGTATGGCGTGATTCCAAAGAAATGCTTTCCAGAGTCCCACAGCTC
GGAGGCCTCACGCAGAATGAATGACATTCTCAATCATAAGTTGAGAGAATACTGCCTCAG
GCTGAGGAACATGGTGGCCAGCGACGCAACTAAAGGGGAGCTGTCCGACGCCATCGATTC
CATGATAGAAGAGGTGTTCCGGGTGGCCAGCGTGTGTCTAGGCAGCCCTCCCGACACCAT
CAGCTGGGAGTATCGAGACAAGGATAAGAACTTCCATCGCATGGGACCTCTAACCCCCCA
GGAATTCTACAGGGAACATGTCAAACCCCTATACAACCTTCAGGACAAAGTCTGCCTTGT
AAATGACCCTCGACCCCAAAACCCGTACGGGAAGCTGTACACTGTTGAGTTTTTGGGCAA
CATGGTTGGAGGTCACAACACTCTGTACAACAACCAGCCCATCCAGCTGCTTAAAAAAGC
TGCAGCCGATTCTATTAAGGCTGGGGAGGCCGTGTGGTTTGGCTGTGATGTAGGGAAGCA
TTTCCATGGCAAACTGGGCATTAACGACATGAATGTGTTCAACCACGAACTTGTGTTTGG
AGTTTCCGTAAAGAACCTGTCGAAGGCAGAGAGACTCATGTACGGAGACTCCCTCATGAC
TCACGCCATGATCCTTACTGCCGTAACAGACAAGGAGGGGAAGGAAGGCTATGAAAAGTG



GAGGGTGGAAAACTCCTGGGGGGACGACCGTGGAAACAAAGGTTACTTGATCATGACAGA
CGACTGGTTCTCTGAGTATGTTTATGAGGTGGTCGTAGACAAGAAGTTTCTTCCCCCCGA
TGTCCTAGAAGTGATGCAACAGGAGCCTATCATACTTCCTGCCTGGGATCCAATGGGATC
ATTGGCCTAAACACATACAAATCCATATTTTTGCCCAACCTGACTCCGCCCTAATCGCTG
GCTGCTTTTATCCCGAATATTTCTCCAGCTCCTCCCTCTGAAACAGCCTGTTCTTTTAGG
AAGATAATAAAAGATTTTG
>CL2017Contig1
GTTCAGGTGTCGGTCTGTCGTCGATTCTCCCACAACCTAAGAACCTTACGGTGAAGGAGA
CCGACAGGCCTCTGATCCCGCACGCGCTCACCAAACGCCAGGAACCCCGAGGAGCCAAAG
CCGCGGTTGCTGCTCAGGGTCTGCTGGGTTCCAGCGCGTCTCCCTCTGCCATCAAGGCTG
CAGCAAAGTCTGCAGCTCTCCAGGTGGCTCGGCAGATCGCCACGGACGACCAGGATCACG
AAGACGACATGGCCCCCCAGAATTACTTTTCTTTAGAGGAGAGCTCGGAGCCTCCCTCTG
CTGCCGTCCCGGCTGTGGATCCGGAGCCGGGACCTCCTTCTGAAGCTCTTCCGTATGCAC
TCGCTGAGGAGCCCGGGACAAGTCTGACGCCCCTCTCGACTTTGGAGGCAACCAGGAAGC
AGCGGGTGCATGGGGGGGTCAGTATCAACCCATGCCATGTCCAGAGGATTTCCCTCAGGG
ATACTACAATGATCCGTATTATCAAGAGCCCAACCCGGGACAGGCAGAGGAGCCGGAACA
GTCGGACATGTTTGATGATGAAGGGTTCATGCGGTTGCAGGGGAAGAGAAACCGGGGCAA
AGAGGAGATCAAGTTTCTGGAGATCAAAGGAGACGATCAGCTGAGCGGCAATAAGCAGTG
GATGACCAAAGGCGTGTCGGAGGAGAAGCAGACCCGCCAGTCCTTCAGCAAGAAGAGAGG
AGGGCAGCCAACGGGACAGCAGAGGCGGAAGCACCAGATCACCTATCTCATTCACCAGGC
TAAAGAACGAGAACTGGAGCTGAAGAACAACTGGGCGGAGAACCGGCTGACGCGCCGGCA
GACGCAGGCCAAATACGGCTTCTGAACGACCACACTGGAATCTGGAGGGATGGACACGTT
TTCCTGATTCCCCCTCCTGGAGGGAAACCAAATGTTTCCAAATTAAGAGTCAACGGTTCC
TTTTTCCTGTTCTTCATCCCACGTTGTACTGAACCTTTACTATTCACTAGTCTTTTGTTA
AATGTATGAAAGTAGTGGTCTTATATTTATCTACTGGCACAGAAATGTACAGTAAACGTA
TGGAAAGAACGCTCCATGGGCCGGTAGAGGGACCTGGATGGGATCATGTTTTTCCATCTG
TGAATATTTCCCGTTGGTGCTGTAGTCTTTGCTTTTGCCTCCTGTTTTCACCCAAACAGC
TTTTTAACGACTCAACTGATCGATCAATAAAGACGAGCGGCGTTCTCGCTCTCATTGAAG
TTCTGTGACTGACAAACATCCCATAATAATAAAGAGAAAGCTGGATTTGTTTTCCAAGGA
CTTGAAAAAAAAAA
>CL2018Contig1
AGCGACTAATACAAATTGAACAATGAGGTCTAGATTGGTGTTGCTGCTTTATTGGCAGTC
CAGTTATACAGAAAACATGCAAAAACACATCACAGCTATTCCAATGAGACACCACTCTCG
ACCTTTAGCACACATTGATCCTCTCTAGACCAAGGTCAGTTCTCAGGTTGATCACATCAG
GGAATGAACCCAAAGGTCATTTTAGAGCAGACCAATACCTCTCCTGTCTAGACTAGTTTC
TCCTCAGCTGCTTTGCAGTTTCTGCTGCTCTTCCCATAAATCGGAAGAAGACATTCCAAT
AACACAGCAGGCAAGCCTTCTTCCTGCATTCCCATGCAGCAGACTCCCTACATCTCCACC
TTGGCCTAAATCGTCGATCGTTTCGTGAACCACCACAGCTCTTCCAAGCACAGACAGCCC
ACCAAACAGCGTTGCTTCAGATTCTATCTGCTCACTGATTCTCCCCTCGTGGGCCACAAA
GTTACCAAAGTCTCCCGGATGATTAGGGTGATCCACCCCATATGGGTTGTAATGTCCACC
AGTGGAAATGCATCCTTGGCTCAGATCCCCATACTGGTGGATGTGAATGGCTCTGGACTG
TGGCGACTCATCTTCAGGAAAGCCAGCGAGCTGCAGAAGGACTTGGAGTTTTCCCTGTCC
GTGATCTTGCTTAAACAATGCTTGGCCGTACACTTTAGGCAGGTCATCTGGAAGGGAAGT
GCTGGGGCTCACTTTGCAGCCGGCATACAGAGTGCCATTGTACTGTGAGAACTCTGGTGG
GAGCAAATGATCGGTGTGCGTTGAGAAGCATTGTTGACTGCATGCCAGCCAGACCAGAAA
AGCCGTTTCCAAGACTCTTACTGACCTGTGCAAACTCATGGTCCCTGTAAATTGATCGAA
GGAGAGAAAAAAAAGTATTAATTTGCTGTTTACAGGTCGTAAAGTCCGTGTCCTCGGAAT
GATCGAGCAGTAAAAGTTTGCTAAATGTCCCTCAGGTTCCACTTCGTGCGTGTG
>CL2019Contig1
GCCCCANCAAAAACCTGCTGGCAGACNTGATAGGCGGCCAGGCGGCTGCCCGAGGACCAG
AGGAAGAAGGTGATGCAGCTGAAGGACCTGCTGGAAGGCACGCTGATGCTGGACCCGGCC
AAACGNGTCAGCATCAACCAGGCGCTCCAGCACCCCTTCATCCAGGANAAGATCTGACCC
CGAAGGCCAGGCGGGACGGGCGGAGGCCGCACGCCACCGCGTCCTCACCTTTAGTTCTTC
CCCCGACTTTCTGTTCCAGGATGGTGTTTTATTGTAAATAGATCATTCAAACCGTAGCCA
TTCTCAAACATTTTTTGCGACTTACTCGTTGTAAATCTCCCACCGCCCCGCAGAACCAAT
ATGAACTTTTTTTTTTAATTTAACTTTGGAGCAAAAAAAAAGAAAAACAATAGCTGTAAA
TATTTCCCGCCTGCTGCATTAACGATCCAGCGGCAGGCGGGCGGCTGAATACTTTTTCCA
GGTTGCAGACGTCGTTTTTCTGGAACGACCTAACGGTGAGGCGATGCATGCTCTTGAATG
TGCTGCAGGCGTGGGTCCGTTTCATCGTGTCACCCCTCCCCTCACTGTTGTCCCCTCAGG
CCCACTTGAAGGAATTGATATTTTGCATTTATTTGGTCCATCTTTCTCTTTTTTTTCAAA
GCAAAAGTCTTTGTTTTATCTCTTTTAAAAGTCCGTTCCCTCCCTCCCTGCAGCGCTTCG
GCCCGGTCCCGGCTCCGAAAGGCTCTCACATTCAAGTGCCTCCTGTTTGAGCCTCGTGTG
AAACACCAAACCGAAGAAGCCTCCGCTGTAACCCCCCCTCACCCCGCCCCGAATGTTGTA
TATAGTCCGTAGTTCCTGTCCTTTTTATGTACGCTCATTTGGTTTCTTTTCATTACGTGG



TTATCTTGTGATTTCAATAAAGAGTAGTCGTGGAAACGCTACTGAAAGAGCTGCTTCAGT
ACGACGGCTTGTTTTCTAGTAATAAAATGCTTCATGTACAAACTCCCACCGTACTTGATT
CAAACGCTGGAACACGGCGTCCCTTCTGCCGCCACCGCCACATTCAGGGCCAGAAATGGT
CTCTGAACTTTGCAGAGGACTGCTGATTTTCAAAGGACTCCTGCTTCTTTGACGCCACGG
CACTTCTCTCAAAGCACCGAACAGACGCAGGAACTCGCCAAGAAAGCATCTAATGGGCTC
TTCTGATTGAAGCTGCAGAAGGGCGTAGTGTGGGGGTTGTGATCCTAATGCACATCGACA
ATGATGGGGCTGCATTTGACATGAAGATGTGACCAAACAAATCAGTCATTCAAAGCACAT
TTGGCCTGCACTTCCTTTATGTGACCAGAAGAGGGCGGCAGATACCACACATTTTTAAGC
AGCCGTTTAAAACTGGGTGGTTCTGAGAAAACTGCAAAATTCCCTTCATGTAATTTTCCT
AAATAAAGAAATAAATAGAATTCTTACATGTAAAANAAAAA
>CL2020Contig1
CTCCTTTTTCACCTCAACTGGAGGCNCGTTATCAATCCTACTTTATTCAGAGCAGACTGC
ATTGGAGCACAGATCTATTGTACAAAGAGTGTACAAATCTAATTGACATTTTTTGGGTTA
TCATGGATAATGGTTATCTAAAGAAAGAGGGATCACATAGTTAAAAATGTTCTGGAACTG
AAGAATGTAAACATAGTTGTGTTTATCATTAACCAAAACTTTAAAGTCTTCATGTGTGGT
CTGAACAGCCAAAGGACTCTTCAGTCTTCGGTGAACAGCATCTTCACCAGCTCTGCTTTG
AAGCACTCTTCCTCCACCAGTTTCTGAGGAGTGCCATATCGCAGCAAAGTGGGGACTCCG
CTCAATTTCAGCGTCTTTTTGAATTCATTATTTGGATCCTTCCAATAAGCTCTTTCTCCG
ACTTGACAGTAGATGAAAACAGATCCGTCAGGAAGGTGACTCATCTCTCCTCTTACAATT
GGCTCAGCTGTAACGCAATCTGGACACCAGCTCGTTCCTTTATCGTCTTTGGTTCCCGAA
AAATAAGCAAAGATTTCCTTCCCTTTTCTGTCAGACACAGCCTTGCAGAACTCCTCATAG
CCGTGCACATTTACTTCTTCGTAATGGACCATTTTGAAAGACTGGTATCACACTGACTTC
AGCTTTATTCGCAGAGTAAGGCACTGCAGCAAATGCTGCTGACACTGAACATTGGTTTGG
TTCCCCGGCCATAAGGCCCGGGT
>CL2021Contig1
GCACGAGGGCCAGTTTTAAAATGGCCTCCAGTGCCATTAAACCCTGTCTAAGCTTTATTG
TCCCTTGCTTTATCTCAGATACACCTGACCCCTGCTTTAGCCCTTTGGCCCCCAGTAATC
TTTGTGTTCATGCGGAGGGGCCTGTACTCTGTTCCTTTGCATTTTTCAGTATTTGCTTGA
CATTTTTTTTTGCATTAGCGACTAATAAACATAAAACACCANATTACCTCAGAATATTCA
GTGTTTACAGAAATGTGCTGTCTTGCCATGACATAAATCGTTTTTTGCCGTCCATCTGTA
ACAAAAATGTCTTTTTGGAAGAGTTTATAGCAGCTTATTTTCATACAAACCTTTTTATTT
ACATATCTTTATGAAATTTTAAAGTCATCGTGTCACCTTGATGTGCATTACCGGACAGAC
ATGATTAGCTGCTAAAAAACAGAGTACTTGAAGAGTTGATTAGTGGAACTGCTCATGAAG
TGAGTGTATTGAGCTTCCTCTCTGGTTTTCTTCAAGAACAGCCTCTCAATAATGTATCAG
GATGTATGGGCTGAGGGGCTCTGAAATGGACATGTAGGGTCTTTGGTGATGAATAATTAA
AGGCCAAGAGGCACCTCCCCCTTGGCAAACACACTTTGCATGCAAAGGTGTACACACCCA
GGTGCACTTTTTCTGCATAAACCTCCACTAATGCAAACACAGATGCCACTGTCTAGACTG
CAAACACACCAATATTTAGGGAGAGGTTTCCTGACCCTTGTTGTGGCTTTTGGCAGCACC
CAGGCTGGGCTCTCTCTTTATCTCCACTCTTCAGAGAGCTCGTATTCAGGTCGGAGCCAC
TGCCGTGCGTAGCGATGGGGCTCTCAAACTCTAAAAGTGTCATAAAAGTGTAATACAGCT
GACCTCGGCACTCACAACCTTGCAGTCTTAATGTACAGCAGTGAGGAAAAATAAACTGTT
ATTTTATGACTTTTCATAAAAGC
>CL2022Contig1
GGGNAAACCCCACAGTGGAAGTGGATCTTCGCACAGAAAAAGGTTTATTTAGGGNTGCTG
TGCCCAGTGGAGCATCTACAGGGATCTATGAGGCCTTGGAACTTCGAGATGGAGACAAAA
GCCGCTACAGAGGCAAAGGGGTTTTGAAGGCAGTTGGTCACGTTAATGACACTTTGGCTC
CAGCCCTCATAGAATCTGGCATCAGCGTGGTGGAGCAGGAGCAGCTGGACAACATGATGA
TTGAGATGGACGGCACAGAACACAAATCTAAATTTGGAGCCAACGCCATCCTGGGAGTGT
CTCTGGCCATCTGTAAGGCCGGCGCAGCGGAGAAGGACATCCCTCTGTACCGCCACATAG
CTGACCTGGCAGGAAACACAGAGCTGGTGCTGCCGGTTCCTGCATTTAATGTGATTAACG
GAGGATCTCATGCTGGAAACAAACTGGCAATGCAGGAGTTCATGGTTCTGCCTGTTGGGG
CTGAATCTTTTAAGGAGGCCCTGAGGATAGGATCTGAGCTGTACCACACACTGAAGGGGG
TCATTCAGGACAAATACGGGCAGGATGCCACCAACGTGGGAGATGAGGGGGGATTTGCCC
CCAACATTCTGGAAAACAGTGAAGCTCTGGATCTGCTGCAGACAGCCATAGAGAAGGCAG
GTTTCACGGACAAAGTGGTGGTGGGGATGGATGTGGCGGCCTCAGAGTTTTACCGTGACG
GCAAATACGACCTGGACTTTAAATCCCCACCTGATCCACAGAGACACATCACTGCAGAAG
AGCTGGCAGACATCTACCAGAGCTTCGTCAACAACTACACAGTGGTGTCCATCGAGGATC
CCTTCGACCAGGACGACTGGGAGGCTTGGTCCCGCCTCACAGCACAGGTGGGGATCCAGG
TTGTTGGAGACGACCTGACAGTGACCAACCCCAAGAGGATAGAAAGAGCTGCCGAGGAGC
GAGCCTGCAACTGCCTGCTGCTAAAAGTCAACCAAATCGGAACGGTGACGGAGGCCATTC
AGGCATGTAAGCTGGCTCAGGCAAATGGTTGGGGGGTGATGGTCAGCCATCGCTCAGGGG
AGACAGAGGACACCTTCATCGCTGACCTGGTCGTGGGACTGTGTACTGGACAGATTAAGA
CCGGCGCCCCCTGCAGATCTGAGCGGCTGGCCAAGTATAACCAGCTCATGAGGATTGAAG
AGGAGCTGGGTGACCAGGCTCGCTTTGCTGGACATAACTTCAGGAACCCCAGTGCTCTGT



GAAACTGACAGACGGATGCCTCATGCACGCATGCACACAAGCGCACACACAAACTGATGT
AAACAACAACCGAGAAATGAGCCATGTACAAAGAAAGACCTTACAAATTCAGGAAAAAAA
GAGCCAAGCCACATTAACGAATCAATTATGCACTGGACTGAAGGGACGGAGGTGATTCTA
TATGCACCCACATTTATAGAGTAGGCAGATGAAACACCTGACAATACATATAATGTATCT
ATAAGCCAGACGTGCACTGTTACTGTAGAATTAGTTCATGTACAGTTAAACCTGCCAAAC
GAAACATTTTGTTGTAAAAACAGAAATGAGCAGATAAGCTGTAGAATAAAGAGAAGCATG
CAACTGGAGGAGAAAACACCAAACAAAAAACAGTGCAGATTCAGGGACCGAGCACACACA
ACACAACACAACACAACACACAGCTTAACAGGAACACACACACACACCTGCACTCTGATC
AACTTCACTCACTCACTCCCAGTCTCCTTTTTCTTCTCGTCGTCTGTTTCTCAGTTTCAC
TCCCCCTTTTTTCTCCTCGTCTCAATGTGATCCTGATTATTTGTCCTCCATGCTTGAAGA
CCTGCCTGTCTTGAAGAAGTAGAAATGACTTAAACCCGAGTCCATGTGTTCCTTAACCCC
CCCCAGGACTTTCCTCATGAGTGTCCATAGAATAGATGTGATGAAAACGAAGGGAAATAT
TAAAAAAAATTAAAAGAATGCCTGTCATTTAAATTAAACTGAAAATATGTGAAATAAAAA
GATAT
>CL2023Contig1
GGCAGCCTGTGCCAAAGCTGACAAGNATTTTGAATTTGTTTGTGGCAGCATTAGAAATGT
AATGTCCAGTTTGTTTATGATTTGGCGACATTTCTTTGGGTCCTTGAGTAGAAAGACTAA
CACAAAACGCACTTGCTTTCTAAAATAGTCAGATTGTACACCTATTCACAAAGGCTAAAC
CACAGCACCGGTAGATTGGATTTGATTGAAAACATAAGTCTTATGTGTTGAAACACTCGC
TCTAATTATCTGAATGATTCTGGGGGAGTCAAGGTTATGATTGTCAAAAATAATGAGCTT
TTAAACTTGGGACATGGAATTTGCAGGGGAGGGGGGGGTACAAAAAAGTAGCTGTACTTG
CCTTAGAACAAAGATGTTGTCACTGAGCATTTATCTTATGACTGTGCCATAATCTCTTGT
TACCTGTTATAACAGGTATTATGTCATGCCAGGAGCGGAACATGAGCTTGCATGATGTTA
GGATACAACGCGTACACTGAAACGTAAGGCAGACTGGCGTTTCTTTATGCAATTAGTTAA
CGAAACTAATTAAAATGCTCTGCTTTTACATAATCAGCACTTGGAGTTTTTCAAACTTCA
TGGAAATTATTTTCCACGTCCTGGCTATAGTGTTGTCTAGAGAGGAGCCCCCTAAACTCA
CGTCAATTGAGGTCATTATGAGGATACTGTAGCGTAAAGATTCACTAACCCTTACAACAT
CAGTCTCAGTTACGACATAATCTTTGTTGTCCTTATGACTGCCTCTTAGAATAGGACTTT
TTTTTTTGTTTTTTGGTTATTTTTCCCCTCCTTCTTGGTGTATTGTTTGTGTCACATTTC
CAACAAGACTCCATAGCATCAACTTCAAGTATCTGTGTTGGAAAAAGCCATAAAGGACCT
GAGGAAGCAGTCCGTTGGTAAAGGAATTCACAAAAGGTTTCTATGAGTTTGATTTGATCC
ATCCCACTTTTGTTTGAATTTATGGACTCTACGTTAATAAAAA
>CL2024Contig1
AGGAATTCGGACGAGGGAATGTTCGTGTTCTAGGTTGAGCTGTGGAGCGGTCGCTTTCTT
CTTTATTTTATTCATTTCTATAAAATACATTGTATTGAAACAACGAATAAAATATTAATA
ATACACTGCGCCCTCTGTATAAAGATACAGGGCTTTTCAACTAAACAGCAGCCTTCGTTA
AGCTGGCCGCGTGCTCGCTCCGTGCTTGGTGATGTGCACGCAGACCAGGGCCGCGGCTCT
CATGGCCAACATCCCGGAGGCGGATATCGACCCGTCCGGGGTGTTCAAGTACGTCCTGAT
CAGGGTCCACAGCCGGGAGGAGGGCGACGACTCGGAGGTGGACATAGTCCGCGGCTACGG
CTGGGCCGGCTACCATGCGGACATCTATGATAAGGTCTCCGAGGAGCTGGAGAAGGGCGG
AGTCCTGGACTGTGAGTGTCTTGGAGGAGGGAGGATCAAACACGACCCCGAAGCGAAGAA
GATCCACGTGTACGGATACTCGCAGGGATTTGGGAGGGCCAACCACGCGGTGGCCACCGA
GAAGCTGAAGGCCCGCTTCCCCGGTTATGAGGTGACCTGGGCTAATGAAGGGTACTGAAG
CCTCTGGAGAGCCACACCTGCTGGAGGCAGAGCCTGGGACGAAGAGGAGAACACCAGACG
GTCCATTTCTCATCTGAGACTTGTGCGACACGGACTCACAACATCACAAAGTCATTCTTC
AGGTTCAACAAGCAAACTCCTAAGATTTACTATGNGNTTNTTTTCAGTT
>CL2025Contig1
ATTTATTTCCAGAATAAAATAAATGATATGCTGACATACAAAAAGAGTAAGAAAAGAGAC
AGTCATAACTGTAGCAGAGAGATCAGTGGGGTAATGTGCAGTCGGTGCAATTTCTTTTCC
TTCTGTGTTGTTACTGGGAGCTTCAGTTAAATAATACAGACCTGCATATAGGACTGGTTT
TCATTCTGCGCAAATAAATGCATCAAATTAGTCTCAACACAACAAATACACCAACATTCT
TCCACAATCGACACGCAAACACAAACCCGGCAGAGATAAAATTCTTAATAATTTAAACTC
TTTTTTTCAAGAACAATCTAATAGAACCTCCTTGAAGGAACCAAACATACCATTGCTAAT
TTTATGAACATAAAGAGGAGGATGTTTTGATTCTCTTCTTTGCTTCTCCACTTGGAGCAG
AAGCCACAATAAAATATAATTATCTATTATGTTGAATTAATCCCTTATTAAGACGTTAGG
CTGAATACATTCTGCAGACGTAAACATGAAAATCGCAAACTGCTACAGTGAAAAAAAACG
CTCCAAAAAACGCTCCAAAAAAAGGAATAAACAGATAATAATCCAGATGGAGGATTGCAC
ATTTGCGCCTAAGCAAGTATCAAAAACGAAACCTAAGATCCAGCAAAAGAACAGGAAAGT
GAAACGTCTAACAGGCCACTATAAGAATGCAGATTGGCTGCTTCCTGCCTCCATGTAAAA
TGCAGTGATGGACGACTAGTTTTTAAAACACTTGGCAACTTTTAAACAAACTGAAGAAAC
GACCGATGACGTCGATCAATAAAGCGTCTTTACGTCACACGGTGGCGGCGGAAACACTCA
TGACACACGTGGCAGCTCCAGCTGGAGCAGCGTCCGCTAGAGCCGAGCGGGACGGGGGCT
GCAGCTGTTTGTTACTACTTCGACCTCTGAAGGGCATCTCCACTTTGGAAAAAGACGTGG
AGAATGTCTTCTGCGGCCTAAAGAAGTCTTTATTCTTTTGAGGAACAAGAACAAAAACAT



TCCTTATAAAACCGACTCCATGTTTTCACAAAGCTCTTGGTTCTCCAGGTTATTTATGAA
CTTTGTCCTGTCTGCTACATTGGGGCCCTCGCTCAGAGACGGGTAGAACTCCGTCGCTGA
TAAGTGGCCCTCGTGGCCTTTGATGTATTTCTTGTAGTTCCTGCGTAAGCAGTACCAAGT
GGTAGAGTAGAGGAGGAAGGCCACGCTCTTGAGAACGATGGCGAGGCTTACGTAGAGGTG
CCTGTAGGTCACGTTGTCGTATAGCAGGCAGGCCCCCCTCTCCCCGCAGTCCGAGCTCCA
GAAAAGGCAAGTAGAGTCGATCCCAGCACCAAAGATCAGAGGAGGCGGGATAAAACCGAG
TAGTCGCAGCAAAAGGAACAGCACTCCCAGAGCGTACGATTTCAGTTCAGGACTCACCGT
TCTGATGAGAACGATGACAGAGGGAGTCTGTGCCATGGCTCCCACCAGGCTGCAAACACA
GATCACACACAGGAAGATGAGGAAAGCCTCCTGGCAGCCCGGCACGGGACATTTTCCCGG
AACCACGGAGGCGGGCTCGCTTCCAGCAGATACGCAAGCACATCCCGTCAGGTTCTGAGA
AATGTTGGACTGACTCTGAGAGAAGCCTTTGCGGGCGCAGCCGGCGAAGCAGGCGGACAG
GTAGGTGACTCTGTCGGAGCCGCACACGGGGCTGATGTAGGACGTGAAGCA
>CL2026Contig1
GAGGGCGGCGTCCCCGGCATCAACGGCGTGCCCGGGCCTCCTGGCCCCCCGGGTCAAAAC
GGTTACTGTGAGTCGTCGCAGTGCATCCTGGCCATGGTGGCGTCGCCGGTCTCTGCCAAG
GACTCCGGCATGAAGGGCCCCAACGAGATGTGAGGGGGCCACAGTGGCAGAAGAGAGTAG
AAGAGCCCCGAACCCCCCAGACCGGGTTTGTATGTTTGGCTTAAAGATCTCTGTGGATCG
ACATGGACGCCAAACACCGGTCACGCTTTTGGAGACAATTTCAATTTGAATCACGGAATG
TTTATCATGAAAGCAACCAGCTCCTGTTTTCTCATGACGTTTCTGTAAATGTGTCAATAT
GCAAATGACCCTTCCACCTCCACATTACACAGGACACGTCTGACCCATCCTGGACCGGCT
CTGTGTGACTGATTATTTATTCTATCCAGTTTTGACGTCTTCAAGTTGTACAAAGGAGGG
AATAAAAACATTTTGATAATCTCTGGCATGTTTTATCCAAAGACCCCAAAAACGAGACGA
GATCTGACTGATGGATGTAAAACTGAGAGTTTAGTGTTACACAGGATGTTTATTCAAGTC
CTTTCATCTGCAGATCTTAAACCTTAAATTTGATAATTGATAGTTTTCTTTACATTCTTC
ACAAAATATTTGAAGACTTCTGTGTCTCTTTGACAACATTTATGTTTCACACTTTAATCT
CCTCCAACTTTCCAACATAAATGTGCGTTAAGGCGGACCAACGGATGAACCTGCCTTAAC
TGAAATGTAGTTTGACTTTAACTTTCCCCTTCGTTGTGAAAAAA
>CL2027Contig1
ATTCGGCACGAGGTTTTTTAGTTTACAGATTTTTATTTGCACGTCCACTGATTGTTAACA
AACCCAACACAAGGTTAGCATCCAGGTCTACAGCAGGGGGCGCTCACACACTAAAGCTCC
GAGGACTTCAGACAGGAGGGAAACCGGCTCACGTCTTCACATCTGTACAAATCTACAGTC
CATCAGGCGCTGCGTCCAAACACCAACCGGATCCAAGGGCCAGGATGGAGATCAGGTTGC
ATTTTTCTTTGAAATCTTTTTTTTGCTCCAGAAGCAGATTTAAGGTGGAATAATTTCAGT
ATAATGTCGACCTACAGTCGCAAGACATCCTTCGGGGGAAAAAACAGAAAGGAGGCAAAA
ACTGAACACAAACGGAGCCGCCTGCTGGCTGACTGAATCACAAGGTTGTGACAGAAGAAG
GAAACAGGAAGCAGAGCTACTGGTGGGCCTGGACGTTGTGATGGAGCACGTCCTCATCAT
GGGCGTCTGCAGGACTGACGACTGAGGAAGGTTCTGCTGAGGTGAGGAGGGAGGAAACGT
TCACGGAACCGCAAAGAAATCTGATTCTGATGGCCGCCGCTCCACAGCGCCCTCTGCTGC
TGTTTTCCCTCTGCACCATAGTCTGATCGGCTACAGGAAGATAAATCAGATCATTTCTGA
AGACGTTTTGGCTGAGCTGGACGTTGATGCGATGAGGCGTTTTATTCTGAAAAGCAGCCT
GAACCTGCAGGAAGTCTTCTATCTGGAGACATCTTGGCGTTTAAAGCTCAAACCCTGCAG
CAAACCCCGCCTCCGCCTGACCTCTGACCTCCAACCACACATCTGAAAAACTCGTCTGGT
TTCAGAAACAGCAGTTTGCTCTTTTTTAAATGTTTACGGTAATATTTTATCGGAGGCAGA
AGCTCTGATATTGTAGCCCCGCCCTTAAATAAAAGCCAACCCCCCAAGCAGTTTTCAGTC
ATGTGACGTCTGCGCAGACGCAGAGGGAGAACAGCAGACGGCGCTGTAGCTACAGAGATG
AAACGTTTCCGGCAGAACCACTGCAGCCCGTTGGAACTGGAATCAGTGAAGTTTCCGTCC
CCCTGGGGGAGGAGACCCCCCCCTAACACAAGGGTAAGGAAGTGCAGACAGTTTGGATGT
GTCTGATCAGACGGATCAACATCTGGGAGGGGTGGAGGAGCAAAACCTTTAGAGTAAAGG
GGAGCGCTAACTGCTAATGCTAGTTATTAAGCAGGTGAGCTCCTTTCCCCATGTTGTTGT
CATGGTTACCAACGGAGAAAGGACGGATGTAAATAAAACGTCCGACCCGACGACAGCTCT
GAGGGAAAGGTTTTTCAGGAGCGGAGCTGCCGCCACGTTTCCGGTCCAAAGAAGTTTTGT
TTGGTTAGCAGAACATTCAGCAGACAGACTGACGGGTTTTCATTTTTAGCGACTTCATCT
CCATCATCTCCTCATCTTCATCCTTCTGTTGGTTCCCACCCTCGTCTCTTTTTCTGCACA
TTAGCAGCAGGTTCTGGTTCCCGATCAGAAGCGGGCTCAAACTCTTCATCGTGGGTTCAG
ACGGACTCTGGCTTAAGCGTTAAAGTTCCTCCCCTTCTGTCAGCAGGTGAAGAAAAGGAC
GGGGGCGTCTGAACCAGAACCAGAACCGGGGCAGAGCAGCTGTTCTACTGGGCCGGGTCA
GCGTTTGGTTACAGAGGCTTCTTCTCGTCCGTCCAGGCTTTTTTCTTTTCAACACAGAC
>CL2028Contig1
GGCACGAGGGTTCGGTGAGGCCTCGCCCGCTCGTGGCTTGTCTCAGGGCTGAGAAATCCC
ATTCCTCTCGGAGGAAAGCCCGGCATGGCCGCGCTGGGCCTTTGCTCTTTGGGGGTCTCC
CCGTTCTTAGGGTGCATCATTTGGATCCTCTAACCTTGAACTCAGACCAGGAATGACTGA
AGCAACGTTCAGTCTGATTGTAACCGAAAATTAGGTGCTTTTGGAAAAGAACCCCCACAA
TGGGGGGGTTGTAACTAAATATATATAAATATCCATGTATACTGAAAGAGATTTACTAAC
TAAAATCATACGTATAGATAGAATTATTTTTCAAAAGAGATATATATGTCTTGGAAATAT



GAGACATTTATTAGAGAGCGCTGCCTGAAGTGGTTTATTTAAAACACTAAACTCGGATGC
AGCTGGTATTTCAGAACCGCTTTGTTTCTTTTCCTTAACCGTTCTTTTATCCTTTAGAGG
AAAGAGTTAAACGAATCTGGTTGAGCAGTTTGGAAAGACGACTGCGCTTGTCGTTAGAGC
ATCCTCTGGTCCGGCGTCCGGCTCCCCACCTTCACCTTCTTTCATTTGGCTCCATGGTTT
GTGATGACATCACGGCGTCCTGCGCTCCTCAACCATAAGATTCTCTTTTTGGTTTTTTTG
CATGCGGAGCTGCCTTTGTGTTCTTTTCTGGTTGCTGTACGCTGATATTTATCCAGTTTT
TCTTTTTAATAGCGGTTTCAAGTTTTCTTTCTGCAATAGACATAAAGTTTACTTCTCAGA
AAAAAAGAGCCACAACGTTCCGGCGCTCTGGGGGAAACGTCGCTGTCATCGTCCCTCTCG
TTGAAACTCGCTTTGACACAGCAGACGAAACGCCATGTGGAGGAAAAACTCCAACCGGGA
GCAATAGTTTTTCAGAAGTTTTCTATCATATTCCACATGCGATGGAACGACATCCTCCTT
CCTGTACTGTGTTACGTGAAATGGCAGCTGTTTCAGTCGTGTGTGTTCTGCTGTAATATT
CTACTTTCAACGAGAAAAAAACAAAAAGTT
>CL2029Contig1
TGAAACTAAACAGTTAGCATGTTATTTTAAATGTTGGCGCTAAATTGGCCAAAATTAGTG
ACTTAAACTGCTGGCGTCCCTCAGTTCTCTGTAACGTTAGCCTCAGCAGCGTTTACTGAA
CATGTGTAGAACATGTATGCTCATCTGTGTTTGATGCTTGCTAGAACCAGCTAGCTGGCT
GGTGTGAGTTAGCAGCGTGTTGTGTTTGCATGTTTTCGTGCTGAATTATTCTCAGATTTA
CAGTTGTGTTCTCCTGTATACTTGCACCGTTGAAAATGTATTTTTCTTTGTCTCATTTTT
CAAACCAGCAGAACTTTGGATCTACTGAATGTTTAATGCACATTTGTTAAAATTTGAAGT
GTTATTATTGCATTTTATTTTTTTAACTTAAGTCCTGCAGTGATATTTTAAGTCAGACAA
TTGTATCTTGAAGGATGATTCCAACTTTCATGTTAGCATCAGGGGTTACTCCATTAGCCA
AACGTTGTGCAGAATTTTAATCAGCTTTGCACGTCCTAAGAAGGCAAGAATTTGCTAGTT
TGCCAAGATTTCGTGTATTTCTTTGCTTTTTTTTTGTATCTTATAAGGTATGTAATTCCA
GCCCTCGTGGTGTTTTCTTGCGTCATCTGTGTCTAAACATTTTGCGTGTGGGTGCGTGTT
GGCGAACTTGGTCAGACCACAGAGAGGTTTGTCTGGTTTCGGGAGATCTGGTTGTTGTGG
AATAAATGGTCCCTCTAACTGTATGTGTGACGATGATGAAATGACACCAATAAAAAACAG
CGTTCTCCTCTTCAGGAGTTTATTTAAATCGGATAAATATTTAGTTTGAGATACTGTGGT
TTCATGAAAAGATTCCCGCTTTGGTGGGCGCTCTCCTGTTTTAAAAGAAAACACTTTGTA
CTTTTTTTTGTTTTTGTTTTTTTTGTCCTGTTAAAATGATGGTGTTTGATTCTCATGTCT
CACCAACAGTGTGCTTATTCTCAAGACTGCTAGGCTAATCTTATCTGTTTAGGTGGCTGC
CAGGTTGAAAGTTTGATTTTCTTTTTTTGGACTTCTCTGTTTTCGGACCAGAAGCATATC
CAGCTAACCACCGTCCTCAAACGCGTGGAAGTCCTGGTCCTCATTGTTGCGGCAGTTCTG
TCGGCTTGAAGGTCCCTGCGGTTGTTTAAACCGCTGGCATGGACTTTGGTCTGGATTCAG
TTCTTGGTTCCCAACCCGCCGAGGACTGTTTGGACCAATTGTGCCCCATAAGCGGATCAT
ATGCGGCCAGACCTGTCCCCTCTGGTTTAAAGCTTCCTGGTCTTCACCTCTGGTCATGTG
GGGGGGTGGTGGGCTTCTGGTTTGTGGTTTCTGTTCTTTTTCTAATGGGCTGATGTCCTA
ACTGTAACCTGCAGATTTTTCTAATAGATTCTATTCATTAATAGATGTGTATGAACCCGA
GCCACAACTGTTGGTGGCCAAGAAAGATGATGATGATGCTNATGATGGTTAATAAACAGG
CTCATTCTTCAAAAAAAAA
>CL2030Contig1
AACTCTTTATTTTAACATCAAAACAAAAACAGGTGGAACTGAGAGGAAGCTGAGGGCATA
AATAAACCCAAAGATGGGCTACAGCTAAATAAATAAGAGAGGGGGAGGGGCTCCAGTGTA
GTGTCGACAGTTGACGTCCAACCACAAAACAGAGACACGACTGCGGGGAGGAGGGGCTTA
ACCTCACCTGCCTGCATCGTACAGCGAGGAAACTGAAGCTGCCGAGTCACCTGTAGCTTC
ACCTCAGACGTTCCTCTTTCAAAACTTTGCCTTTCAGAAATAATTTAATTTTTGTGACAA
ATGGTTTGGTTTGTCAAAAGTGTTCTGAAAACTGGAATTTATTTATGCACAAATGCATGG
TTTAACACCTCTGAGGCTGACGAGGAAACGAGATGTTTCAGTTTAGGAACGGAAACGGCT
GAACACACACGGCACCAAAGTAGAACCAGAGTACAAAAAAAAACAAAAGTATTTTCTTGA
AAAATATATAAATTCTATAATTATGTGTTTTAACAGCATCAAGACATACTCATTTTAAAA
AGTTGGATGATAATTAATTTAAATTGGAGTTGCTGAGCAAACAAAACGAAAAGATCCAGA
CAGAACCTGAGATAACGAAACAGAACCGGACCTTCTGAGACTGAACCAGAACGCAGCAGC
TCTGAGGAAGACTCCGTCACTCAGCTGGAGCTGGTCACATGACCACAGCTGTGTTGCTCT
GGTCATCTGACCATCTGGCTCAGTACAGGGACAGCGTTGGTCATTGTTTTTTAAACAGAA
GCTCTTATTCTGGCGGTATTTTGTGTAAACTTCCTCCATCACATGGACTGCCGTTTTCTG
GACGCCCTGAGCTCACAGGTCGACAGATTTGTCCCTGAGTGAACACCTGCCACCTCACAG
CTTCTGGTTGCATCAGTGCAAATGTTCTTCAGTGGTTACTTTTTCTGCTGAACCCGCTCA
GGGTTCGACAGGTTCTGCAGCAGAGCCGGGCCCTGGCGTGTCCAGGACCGTCGGCCCACG
TGGCGGGCTGCTGAAGCGACGATTCCTTCCTTTAAGACTGACCTCAGAACAGGGGGAAAA
AGGGCGGAGCTAAGTGACCTTAAGAACACCAGTCACAGATTGCCCAGGGTCCAAAAAGTG
GCCCCCCCACATTGAAGGGCCGTGGTTCAGTGGCGAGGACGCTTGCTGGGCGGGGCTGCG
CTGCGC
>CL2031Contig1
ACTTTATTAATAACTGTGTACAGTTACAGACAAACATTTGGTTCAGTCATAAAAGCAAAA
CAAAAATATTTATATAAAATGAAAATATTACAAAGATGAGTGTTCAGAAAACTTTCAGTA



TGAGGGTTCAGAGCTGACACACACTTGAGTATTAATATCTGTTTAGGAGAGTCCAGATGA
GTTGATCCTGAAGTTTCTTATTAATCTGAAAATTAGGATGAAAAAAGATAAAAAGAATAG
TGGAGATATTTACACAATAATGTGGAGAACCAGGCAGAGAAATGTTTGTATCTGAAGACG
TGAGGCTGATCTGCTTATTTCCATGAAAGCATCTTCAAAATTCAAAAAGGAGTCCATGAA
GAAAAAGGAAACACAGGAAGTCCTGACTCTCTAATATCATGACTTTCACATGTTTGGTCT
TCCTAATCACATTTTCTGATAGTTTGCTGTCGTGGGAACTTTTTAAAAGACTAAGGAGGT
TGGCACCATCAAACACATCAACATAAAAAACATCTTCTCTCTTTTATTTAGACGGAGACA
GGCTGTTGCATAACTGTTTTCAGGAGGAGACGGATCCAAACAGACAAACACACCATTCTA
ATGTTCCCATAGCAGAGCCTGGAACACCCTGAAGTTAGATTTGGTCTACTGAAGTGTTTA
CAGGACAACTTATTCTGCAGGATCACTTGACCTGAGGTATGTCAAAGCTTATACAGTTTG
TCAAAAAACATGTTAGGATTTTGATGAAATTCTTTGAGGACTTTTTAAAGAAATGTAGTT
TGATTTTAAACCTCTATTCTATGTAGAAAAAAGGAATCTTGAAGAGAAAGTCTAGAGATT
TTCTATCAAATTCTCAATTTCCGTGCTGACATGAAGTGCAGCTCTGAGGACGGTAAAGCA
GCTGAAGCCGGAGTTTTCTCAGGGGGACTTTCTCCTCTGACAGGAAAGTCTATGTACCTG
CAGGTTTACAAACGAATATGTGGGATTGGAGAAACAGCCCCACCCCGGTCACATAAAGTA
GGAAACAGAATTTCACAAACGTGCACATCCATGAGGACGACAGAAAGCCCCGCAGAGAGC
GTTGTGTGCGCGTCAGAGTCTGCTTGGAGCAGACGGTTGCTGCCTCGTGCC
>CL2032Contig1
TCTTTAAACCCNCGGNATGAAACTTTGAAGGTTTTTTTCAAAGTAGTTTGAAAAGAGTTG
ATGTTCTGCTTTTACTTCCTTTCAGACAGATAATCCAAAAGTCAGCCGTGACCACATCTG
ACCCTGAAATGTGAAGGGAAAAAAAACAGCTTTCAAACTGATTCTTCAAGTGTAGCGGAC
ATTTCATATTTTTCTGCATCTCTTTCCCTTTCAGTATGGCAGCACACTCCTGGGAGTGAA
AACAAGGTTTCCTAAATTGTCAAACTTATTCTTAAAGAAGAAAACAAACAGTAGAGTGCA
CGGGAACTTTCTCAAATGCCCGTTCTCTAGGTGCAAGTTGCAGGAAATGAGGCTGAAATT
GCCCATGAGTATTGATCTATTTGCTTGGTAATCAAGCCCAAACAGTGGAAGGAACGCCAC
CCAACCCCAACACAACCTCCACACCTGGTTTCCCTTTTTCTGCCGTCTGCTACTTCAGGA
AAGAGTCAAGTTTTCGCTCAATGTTAGCAAAGGAGTCGTCCCCCATGTAGTCCATCTGAC
CGGCTTCCCAGCGCTGCTTCCTCTCCTCTGATGAGATGTTCTGCGCCGACGGGGGCGGGA
CAAACTCCTGCTGCCTAATCACGTCCTCCTGAGGTTTCTCCTCACTGCTCGGCTCCACAC
AGCCGCTGTTGAAGGGCGTGTCCCCGTAGGCCTTCTGCAGCAGCGGCACCACGGATTTGG
CGTACAGTTGCCACCACATGAGCAGGTAGTCGGAGTGAAGGTGGCACTCATCCGGCGACA
GCGAGTGACCTCTGACTTCGCCTCTCTCAGCATCATAGGAGTAGTTCCACGGCTTCACTT
TGCCCAGAAAGTGCACCACCTTGGCACTGTGGCCGTATTGTTTAAAAGCTGGCAAGTAGG
AGTAGATGGCGATGCTGCTGAGGTTGTAGATAAAGGGGAGGTGTTTGGAAATATCCGCTG
TCGCCCAGGTGTTGAAGTAACTGTTGAGAACCCCCTGATCTCCTCCGTCAAAGCTGCCAT
TTTCCCCACAGAAGGCCAACAGCTTTTCGTGCGTCTCATTGGACGGTCTGAAGACGAAAA
CCCCAGAGTTGAAACAGTCTGGCCAGCCAGGATCTGGAGCCGCAGAGAGCTCCTCCCTCT
CAAAGAGCTCGTCTACGTTGGACAGCACCATGGTGTCTGCATCCATGAACACACACTTGC
TGTACTGTGTGAGCGTCCAGCAGTGCAGTTTGGTGAACGTTACTCCCAAGTCCGGCCTCT
TCATCAGCGCCAGATGAGCCGCATCCCCAGAATCCATCAGATTCACAACACACACTTCAT
CAAAGATGGATTGAAGCGCCTCTCTGCACGGTTCTGCAATGTGAGGTCCTATGAGAACCA
CCAGTTTCCGGGTTGTGCAGTGGTTCCGTAACGATTGGCCCAGAACCATGGCTCCCTTGG
CATAGCTGTCATTTGTGGCCAACGTCACAAAGGCTTGGTCCGACATAATGCGCTGAGAAG
AGTCGACCCGAAGCGTGTGGGTCGTGATGACAGAAGCGGACGGTTTGCACTGCGAAGGCC
AAAAGCGCAGCAGCTGAGAGCAATCCACAAGCAGGAATGAAGCCCCACATTTTCCGGGTC
AT
>CL2033Contig1
ATTCGGCACGAGGGATTGACAGAAAATTTCTACAGCGCTTTCAGTGGAAGTATCTCATCG
TGGATGAAGGTCACAGGATCAAAAACCTGAATTGTCGGCTGGTGCGAGAGCTGAAGACGC
TTCCGACTGACAACAAGCTCCTCCTGACCGGAACGCCGCTGCAGAACAACCTGGCTGAGC
TCTGGTCCCTTCTCAACTTCCTCCTGCCAGAGGTTTTTGACGACCTCAAGAGCTTCGAGT
CGTGGTTTGACATCAACAGCCTCGGCGAGCCTGAGAGCCTGAAGGTGTCGGAGCGTGAGC
AGAACATCCTGAGCATGTTGCACCAGATTTTGACCCCATTCCTGCTGAGGAGGCTGAAGT
CTGACGTGACCCTGGAGGTTCCTCCTAAAAAAGAGATTGTGGTTTATGCGCCGTTGACCC
CCAAACAGGAGCTTTTCTACACTGCTGTGGTCAACAAAAGCATTGCCAAAATGCTGGGCC
AGGAAAAGACGGAGGCTCCGGTTGCGTTGACGCCGAGCGGCAGACCCAAACGTCGAAGTC
GGAGGGTGGTTGACTACAGAGACACGCATGACGACACGCCATTTGCACTGGAGAAATATC
TGGAGAGGGTTCAAAAGGAAGCTGAACAGAGCTCCACTTCCGGTTCTGAATGCTCAAAGT
CCACTGGATTCTCAGATCAACCTGAAGCTGCAGAATGTGTTGATGCTGCTGAAGCGGTGC
TGCAACCATCCGTACCTGGTGGAGTATCCTCTGGATCCGGCCACGCAGGAGTTCAAGATC
GATGAAGAGCTGGTTCAGAGCTCTGGGAAGTTCCTCATACTTGACCGGTTATTACCTGAG
CTGAAAAAGAGAGGGCACAAGGTTTTGATCTTCAGTCAGATGACGTCCATCTTGGACATT
CTGATGGATTACTGTTACCTGCGAAGCTTGCAGTACAGTCGGCTGGACGGCAGCATGTCC
TACGCTGAGAGAGATGAAAATATTTCAAAGTTTTCTAAAGATCCTGAGGTCTTTCTCTTC



TTGCTGAGCACCAGAGCTGGAGGACTTGGAATCAATCTCACAGCTGCTGACACAGTCATC
ATATTTGACAGTGATTGGAACCCTCAGGCGGATCTGCAGGCACAGGACCGCTGTCACCGC
ATTGGACAAACTAAGCCAGTGGTGGTGTATCGACTGGTCACAGCCAACACCATCGACCAG
AAGATCCTGGAGAGGGCCACGGCCAAGAGGAAGCTGGAGCAGATGGTTATCCATAAGAAT
AAGTTTAAAGGCGGGAAAGCTGAGCTGAATCAAAGCAGAAGCTGCGTGGATCTGGACGAG
CTGCGTGAGTTGCTCAAAGTCCAGAGGCCAGAGAAGGAGGTGAAGGCTTCCAAAGGGAAG
GTAATCAGTGACCAGGACCTGAAGGTCTTGCTGGATCGCAGTGATTTAATAGATAAAGAC
ATGGGCGTGGTGAAGGAAAAGGTGGGAGTCTTTCGAGTGGTGGAAAGCAGAGAGTCATCA
GGGATCACTTTGACCTGACGGACTGATACAACTTCAGGACTGGACCCCCCAACTGCTGTC
TGTCTGTGGATACCTTCTGGAAAACACTGTTCCTCTGGTTCAACGACTTTTTAAGAACAT
TTTGTTGTTTATTTTGCTGTTTTGTAACCAGACGTTTTGTGTGTTCTCCAAGCACGTTAT
CTGAGTGTTTGAACCGACTCTGGAGAGTTTGGAGCTTTTCAGTCTAATGGGCACAAATAA
AGCGAAGCCACTTAATGCATCCAAAACAAGATTCTCTTAGAGAGAAATAGGTGACGTTAT
TGTTGTTCTTTTTTCNAGTTTG
>CL2034Contig1
ACGCTAAATACCAGTACGCTGAGCCCCGTCTGTCCATCTATGGCTGCAACCCCAACGAGT
GGACCAAGCTCTCCGGGTGGTTCGTCAAGCACAGAGTCTTCTCCCCAAACCTCANGTGGA
TGATTCAGGTTCCCAGGATCTATGACATCTTCAGAGCCAGGAACTTTGTGCCCCACTTTG
GGAAAATGCTGGAGAACATTTTCCTTCCCGTGTTCCAGGCCACCATCGACCCACAGTCCA
ACCCGGACCTCAGCATCTTCCTCAACCACGTGACGGGCTTCGACAGCGTGGACGACGAGT
CCAAACACAGCGGACACATGTTCTCCACCAAGAGCCCCAAACCAGAGGAGTGGGACATCG
CCAAGAACCCTTCCTACACTTACTACATTTATTACATGTACGCCAACATCGCAGTTCTCA
ATCAGCTGCGCAGACAGAGGGGAATGAACACGTTCCTGTTCAGGCCTCACTGTGGAGAGG
CCGGCGCCATCACACACCTGCTGGCTGCCTTCATGACCGCTGACAACATCTCTCACGGCC
TCAACCTCAAGAAGAGTCCTGTGCTGCAGTACCTGTACTTCCTGGCCCAGATCCCCATCG
CCATGTCCCCGCTCAGCAACAACAGCCTGTTTCTGGAGTACGCCAAGAACCCCCTGCTGG
AGTTCCACCAGAAAGGCCTGGTGGTGTCTCTGTCCACCGACGACCCCATGCAGTTCCACT
ACACACGGGAGCCTCTGATGGAGGAGTACGCCATCGCGGCGCAGGTCTTCAAGCTGAGCA
CTTGTGACATGTGTGAGATCTCCAGGAACAGCGTTCTGCAGAGCGGCCTGTCCCACCAGG
AGAAGGTCCACTTCCTGGGTTCAGATTACCTGAAAGAAGGTCCAGAAGGAAATGACATCC
GTAAGACCAACGTGGCTCAGATCCGGATGGCTTACCGCTTTGAGACGCTGTGCTATGAAC
TCAACCTCATCAAAGAGGGCCTGAAGGGCGAGTGAAGAGCTCGACCTTCAGGGTCAGACG
CCTGATGGAAGGTTTTCAGCTTTTAAAACCAGTGAAGCCAAAGAAAAACCAGATTTCCTT
TGGAGGAAGAAACGTTTACAGTGTTTTCTTCACTGTTTTTATTTGTTCAGTGAGGAGAAA
AACAGGAAAATAAAAA
>CL2035Contig1
TTTTTTTTTTACCAAATCTTCAACAATTCTGCCTTTGCATTTGACTTGTATCAACACATG
ATCACTGCAGAACAAACCTTTTTCTTTTTTGTGTTTTCAGGAAGAGAATACGGCAACACG
AAATACAAATGGTAACTGGTACAGGGTGGCACATGAGTAAATACACAGCACAACCAGGAA
GAGCCGAGAACAAAACAAGACGAGTGGGAGCCAGAAAAATAACAAACAGAACATTTTAGA
AAATAATAATAAAATAATAATAATGGCAATAAAATAAAGAAAGCAGTATACAAGAGAAAC
AACTATACATTTATACACAGTGGCCAGGAGCAGGCACCGGGACAGCAAACAGTCTACACA
CTACGATCAACAGTAGCTGAAACAAATCAGTGCTGGGGGTGTGGGGGGAGGGGTCTGACT
CTGTTGTTGGGGGGGTGGGGTAACATCACATTAAAGAGGCACCTCATCAAATGAGAGCAG
CATTGCTGTACGTTTTTACGTTGGAAAAGACTGAAGTGGATGAACAACAGGCTGACACAG
AAGCCTTGACTGAGCACGGACAAGCCCCCAAAATCCATCTGTCTTTGGCGGGTGGTGATT
CTTGTCTCATTGAGGCGCTTTTCCCACACAGACAGAGACTGTACACAGTTTTTTAAAAAG
ACAAACTCCCCTCTCAGAAATGTACATCTTCCACACTCCACTGCCTTGAGCATTTTTTTT
TCTTTTTGCCACATTTTTTTTCTTAAAATATATAATCCTTTATGAAAATTTATATGATAC
AGTAATATACAATTTAAGTGCTTCAGGAGTAACGAGAACGTGTGTACCAGCGGAGCAGTT
TAAAAATGGGGAGGTTGAGTGTGTCTTTGGTCGAAGCAATGCCCCTGCAATGCCACAACA
AACACTGACCCGCCGCTAAGGCAAACAACAACCAACCACTGAAGATGGTGATAACGTCCA
CAGAGAGGAGGTCATGGGGGTGGGGGGTATAGGCAGGGGGTGTGGTGACACAGTGATGAT
TGTTAACTAGACCACATCAGAACACACCTGCAGCAGCAGCTCCTTCAGTCTGGACACTGC
CCGGCTGCTTCATTTTGTCCCTAATCTCGCCTCTTATTGCGAGCACCCCTCCCACTGCCC
GAACCCCTTTTCCCCGCCTCCCTTTTCGCCTCGGCCCTCCCGTTCACCTGAGGCTCCACC
TCGTCGGTCTCATCCTCCAGTTCCTTGCTCTCCTCATTGGCCTGGCTGCTGTGGGGGTTG
CTGGGCAGAGCCAGGTACGGATGTTGGGGCAGCGCCATGGAGGCGCAGGCCCCGCCCTCC
AGCTGACCTCCAGATGCTCCATTGGACAGGGCTCTGTACTTGAGGCGGAGTTTGTGGGGC
AGGGCAGTGGCTTTGACCTCTGCCTGGCTCTGGCCGTGCAAACCGGCAGCTTCCTCCATC
TTCTGGTGGTAGTTGCTGATGTCAGAGGAGGACGAGGACGGTGACTCGTCATCGGTGGAG
CCTTCCTTGTCAGAGCTGCGGGGGTCTCCATCACTGGAGGAGGTGTCTTTAGCGGAGAAG
TTTTCTTGATAGAAACCATCAGCTTGTGGCCCCCCCTCATAGGTGAGCACCGGCCCG
>CL2036Contig1



TCGGCACGAGGCCATCTTGCGGTCCATTTCGTGCTAGGGTCCCCTTGATTCCGCCGCTCT
CGTGTCGAGATCCCTCCGCTGGTTCGGCAGACGGGTCCAGGTTCGGTGAAGCAGACGCAG
CTCGGTTATGGCGGCGGTTAGCATGACTCCCAGCCGAGATACGGGTCGGTCGGCGGCCTC
CACGCCGCTTTCGCCGACCCGTATCTCCCGGCTGCAGGAGAAGCAGGACCTGCAGCAGCT
CAACGACCGGCTGGCCGTCTACATCGAGCGGGTGCGGGCGCTGGAGCTTGAGAATGACCG
GCTGATGGTGAAGGTGTCTGAGAAGGAGGAGGTGACCACGAGGGAGGTGACGGGCCTGAA
GGCGCTGTACGAGGCGGAGCTGGCTGACTTACGCCGGGTTTTGGATGAAACCGCCAAAGA
GAGGGCTCGGCTCCAAATCGACCTGGGGAAGGCTCAGGCGGACCTGGAGGAGGCCACGCG
CAGCGCCAAGAAGAAGGAGGCTGACCTGGCTGCCGCCGTGTCCCGGGCCAACAGTCTGGA
AGGTCAGCTGCACAAAAGCGAGGCTGCTCTAAGCACCGCCCTGAGCCAGAGCGCCGCGCT
GACCTCAGAGCTCGGCGAGGTCAAGAGCCTGTTGGCCAAGGCGGAGGATGGCCATGCCGT
TGCTAAGCGCCAGCTGGAGGCGGAGACTCTGATGCGTGTGGACCTGGAGAACCGCTGTCA
GTCTCTGAGTGAGGATCTGGACTTCAGGAGGAACATGTTCGATGAGGTAAGTCTTCACTC
GTCCCACAGCAGCTGCCCAGCTAGCATCATAGAGTAATATTTGAGCCACTAAAATGACTA
GAAAAGCGAAATGTCTGAAAAGTGCAGTTTTAATTAAGAAAAATGGGTGTGAATTCCCGG
TTTTGCCTTTAAAATCTCTCTTTTTGTGTGTAAAAATGACATTTTTGAGGTTAATATTGT
TATTTTGCAGAAGAATTTTCAGACGACTTCTCTATATCTTTGCGTTTTCACCCCTGAAAT
CAGCAATACAAATGTGGGTCACAACCAGCCAATCACAGACAAGAAGGTTCATCCTGATTG
GCCTGGATTCCGTCCATATAAGTGATCTTATTTGTTAAAGAAGGACGTGAAACTGTAGGT
TTTGATTGTAGGCGAGGAGCTTATGAATCAAAAACGGTGACTTCAGTTCTGGTTTTAGTG
GCACAAACGTTGGCGTCACGGAGCGTTGGCGTGCGGTCGGCTGTCAGCAGCTTCTCTTCC
TCTGCAGGAGATGCGGGAGTCTCGCCGTCACCAGGAGCAGCGGATCGTAGAGGTGGACTC
TGGAGCCCGACAGGAGTACGAGTTTAAACTGACCCAGGCTTTACAGGTGAGGGGGCGGAG
CGTCTGGGCACCTGCAGCAGCATCCG
>CL2037Contig1
CTGGATCAGCTGGAGCTTTTGGCGGCTGACAGAGCTATCATTCGGTCTGTTTGTCATCTC
TTTTACAGGAAAAGAGGGTCAAAAGCACCGATATGGCTCCAGCTCAGTCGGTGTTTCTGT
TAGCCGTACATGTCCTGCTCATATCCGAGTTCATCCTGGCAAAGAGGGACTACTATGATA
TTCTGGGGGTCCCCAAAGATGCCACGGAGCGCCATATCAAAAAGGCTTTCCACAAACTGG
CTCTGAAGTACCACCCCGACCGGAACAAGGGCCCAGACGCGGAGGCAAAGTTCAGAGAAA
TAGCAGAGGCATATGAAACGCTTTCGGATGACAAGAGAAGAAGAGAGTACGATCAGTTTG
GCCACAGCGCGTCCTCGACAGACGGCCCCGGAGGAGAAGGAAGCGGCCACTATAACTTCA
AACAGCACTACCAATCCTTCAACTTCGACGACATTTTCAAAGACTTTGACGCCTTCGGCC
AGCAGCGACACCAACACCACTTCCACTCCCACAACCAGGCGCACCAGAAAAGACAGTTCG
ACGGCCACTTCCAGGCCCACCGAGAGGCCATGAACAAGCAGCGGCGGGTGTTTCAGCACT
CCAGCTTCGGGGGCGGGGTCTTCGACGACATGTTCGAGGACTTGGAGAAGATGTTCTCCT
TCAACGGGCACGCCTCCAGGACTGACGGCAGGTTTCAGGGCTCGGCGAAGCAGCACTGCA
GGACGGTGACTCAGCGCAGGGGGAACATGGTGACCACGTTCACCGACTGCTCCTGAGGGG
ACGGCTGAATGCTAATTTATCACTTTGTGGACAATACCGGGGTAGGACCCACCCACTCTG
CAAACCAGCGGAAGCAAGTTTTACAAATAGATGTTTTGGAAATGATTTCCTTTTTTTTTG
TTCTATCCACGCTGGCCTGAAAAATGACAACTTGAAAGCAATATTGTTGCTCCTAGCATA
AAAAAAGAGTGCCAGGATCATTGAGGTCATTGATAAACTTTGATTCATCTTTATTTTTGT
GATGGTACGATCCAAAAGACTTGGCTCATTTTCTCTTTTGAGGATAGTGAAGCCATGAGT
CTTCATTATGTAACCTTTAGTTCTGCTATTATCACCTGCAAACCCCCCCCTCCCTTTTTT
TTGCCAATTTGAAGGAGCAGCCGTGACAGTTTTTTAGTTTGAAAAAAGATCTGATGTGAA
AGAGGCACAAGTCGTCACTGTTTCCTCCATTTGAATTCTCCAGAGGAAGTTTATCGGTTC
ATGCTAAGCTGTTCTTTGTCCGACAATAAGAAAATATGCTTGCCAGTGAAGCTAAATGGT
CTGAAAAGTTTCCAAACGGATCAAAATGTGCAATATGTTGCCTATCATTCAAGACAATGC
TGTCATTGTCTTACGTCTGCACTTTACGTACGTGTGTGTGTGTGCTGTTAATAAACTGCA
TCCTTTTTGAGTGATATGAAAAANAAAAAAAAAAAAA
>CL2038Contig1
TTTTTTTTTTACAATAAAGATTCTCTTTATTATAGTGCATTTATCAGATGTTACAGAATG
AGTTATAAAAGAAGCAAAAAGGCATTGAAGAAATAAACGGCAGCATGTGACTCGTACAGA
AACAAATGAAGACGTCACAGCTGAAAAAAAATCATGAAAAAACATGGCGAGAATTACGAT
TTACAAGATTTTATCAGGTTCTTTCAGTAAACTCAAGTGTAGCTTTTTAGAAATACCAAG
ACAGACAAAGAGAGATTAATCATTCTGTTAGTAATCAAAGAAACATCAAAAATGTCCAGT
TGTAGAAAAATAACCAGGTAACATTTAGTTCTCCGAGGCTTTTGGCCTGCTCAGTTTTTT
TGTTTTTTTTCCAGATATTGTTTAGTTTAAGACCTCCTGCTAAGACCTCCGGGACAAAGA
AAAATAACAACATTCGGACCGGGTTAGAATACAATCCTAGCTTGGAACTGTCTGCTGGTG
TAGAGCAATGAGGAGCGCGATGGCGTGCGAGTTCGCTGCAAAGGCTGCGGCTTTCTTCAC
GCGAGCCTGTGGTGTGAAAGCTGATGGTTCAGTGCAAACAAACAAAATAAACTGAAGCCA
TAAAGAAAAAAAGGAAACAGTCTGCAGCGATGACTAATCATTTTCAGGACAACCATCAAG
CACTAATGATGTGGTCAACTGCATTTTCTGTGTCCTCGGGAGAGAAAAAAAAGCTGAAAA
AAATACCGCCCACCACACAAAACTGAACTGAACACTAAGAATTGTTCCTGGAAAAATATA



AACTAACATACTGGTCCCTGA
>CL2039Contig1
GTCTAAGTGGGGTGGGGGTCCCCATGACAGGATCTTTAGATCGTAGGAGGGGTCACCTTC
CTGGAAAGCCCAGCCCCTCCGTTCATCAGCAGGGCGTGGCGGCCTGGGCTGCCAACACCC
ACTTCCAGAACCCCGGAAGCAGCATCGGCCCGTCCGGTCAGCATCAGGGGGGCAGCTACC
ACACCCTGAAGCCCAGCACCAAACTCAGCTCCCAGAGCGGTAGCCACAAGGGCTCACAGG
CCCCCAAAAACAGCCCCCAGAGCAACGGGCACCACTCCAAACCCCACAGCACCCCCCTGC
TCACAGCGCTTGTCAGCCCAACACTGGCGCAGCCTTCCCCGGCCCCCCTCCCAGCCCAGC
TTCCTGGGCCCTCTTCAAAGTGGTTGCCGGCCATGGAGGAGATCCCGGAGAACTACGAGG
AAGACGACTTTGACTCTGTGCTCTGCCACCTTCAGGGCAAGCGTAGCGACAGCCGGCACG
AGCTGGTGGATGCCAGTGAGCTGGTGGCTGAGATCAACAAGCTCCTGCAGGATGTGCGGC
AGAGTTAAGCCACTGTGGCTGTGGCTCCAGCGGACGCAGAGCAGCAACCTCTGTGCTCCT
GCAGAAATAAACTCTGAGCATCAAGAACAAAAACATGAAAAGTAAAGACAAAAAACAGGA
CACACTGATGTCGTTAAAGTTGCATTTCTTATAAAACTGTTGTGTTTTGTGAATGCTACA
TATCCCAAAAAAAGTTAAAATGTTTGTTATTGCTGGTATCGTACACAATGTACACCATGT
GACTGTATTTATCTTTGTATTTCAAAAATACATTTGTATACTTATATTTATAAAATTGTA
AATACATATAATCAAAAGTCTATTTTTATATTTTGGTGCATGTAGAGTACAAAAACTGTA
TCAAGACTGACATGCGATCGACATTCTGCATATTTAAATTGTCTTTTGTATTGTGATTCT
TTTTTTATGCCTCTATTGTATGTTTAAATGAGTATATTAATGAAATATTGAATGCTTGTT
TTGTGATAAAATGCTGGAGGGAAAGAAAGGAGGATAAATTAAAGTAATATACAAACAAAA
AAAAAA
>CL2040Contig1
ATTTTTCTTTTTTTTATTAGTTTTTAACATAAAGAATTTAAACAAAACTACTTGTTAAAT
TAAAAAAAAACACATTTTATTGTAAAACTCAAAATGATCCTTGCAGAGTTTTGGTTTTGA
ACATACAGTCTAACAGCTGTGTTTTCCATCTTTCTGTGACGGAGAAACAACTTATAGACG
AGTAGGTGCAACTTCAGTCCATTTCCCGGTGACGGTGGATCTGCTGGACCAGGACCGGCG
TGGTTCTGCTCACGCTCTCAGAGCCGCGGGGTCCACTTCAGCGAGGCTGACCCAGCAGAC
CCGCTTTGGCAGCCAGAGCCTCGTTCTGCTGAATGTGATATTCCTGGAAGCGCATGGAGA
TCCGCTGGGTCATCTTCAGGTACTTCTGCAGGCAGGACTCAGAGCAGCTGGACTCCTCGG
GTTTGACGTCTCTGGTGGTGAAATCTTTGACGCAGTCCATGAAGCAGTTCTCCGTCACCT
TGTTGTAGGTTCCCAGAAACTCCTTGAACTGCTTGATCTGATCGGACTCAGACACCTGCA
TCGCCATGGTCGCCGCTCTGTGCCGGGACGCGTGCTACAAGGGCGCGTGCTACAAGATTT
CGTGAAGGGCGCTCTATGGAGCGCGTGCTCAGTTGCTTCGAAAAGCCCGTCTGCGGTGAA
ACTCGTCCCGCACGACGATAACAGCCACGCAATTTTAGAAACTTGACCTTCAGGAGCGGA
GAGAAACAACAGACTCGAAACCTTTGAGGAAGAGAAGTACAAGAAAATCTCAAAAGGAAC
CAAGGAGGACCACAGACATGCTGCGTTCCCC
>CL2041Contig1
AACCACTCCACCCAGGAACCATCATAAAGACAAACCTCGGGATACCCGAGCTGGTGAGCC
GCCAATGCAACGTGGCATGCCGTGACGCCAGAGCCACAGGTGACCCAGAGCGGCTTTTGC
AGGTCCACCCCGCCATCTTTGAAAATCTTGGTCAGAGCTTCAGGTCCCAGAAGTTTTCCA
GAATTGTCACGTAAAGAGGTGAAGGGAATGTTGATCGCTCCCGGGAAATGTCCGGGAAGA
ATGTCCTCTCTAGGTTCTGGCTCAATCCCGTTGAACCTGCCGGGTATCCTGGTATCCACG
ACCTGGACCTCCTTGGTTCTGATGTTCTCCATCACGTCTTCAAAACTCTTTACCCATGAC
ACGTTCAGGGTCGCTCGGAAATCTTGGCGCTCCGGTTTGTTGTATTCAGATGTCACCGGG
TGTCCTTCAGCCACCCAGTTCTTCATGCCTCCGTCCAGCACCGACACCAACCCGTGTCCG
AACGCCCGGAACATCCACCACACGCGGGGAGCGCTGTATGCCCCAAAGTCGCTGGTGTCA
TAAACCACAACGTGCGTGTCGTTCCCGATGCCCAAATCTCCGACATACTTGGAGAAGTGG
CTGGAAGTTGGCAGCATATGATCATAAGGAGAAGTGGAGTCACTGCACTCGTCGATGTCG
AAGAAAGAAGCTCCTGGTATGTGTTTCTGAGCGAACTCATCCCGCGTAACCCGCTTTGTG
TTCGGCAAATACCAAGAAGTGTCAAGAATGCGAAGTTTTGGACCGGCAAGTTTGTTTTTG
ATGGCGTCTGCAAGCCACTGAACAGACACCAGAGCCCGAGTTTGTGCAGCCATGTTCACC
CGAGTGCGAAGTTCTCTCTCCCTCGTCCGAATT
>CL2041Contig2
AGTATTTATGAGTCACTGAGGTTTTTTTTTTGTGGAAATGTTTTACAGCCAGGCTNTTAC
AATAAAAGTNCTAAGNGCTTAAATTAAAAGTAAATTTGTTGTGAATGATGTCTGTAACAT
TTATAGAAGACACCAGAATTATTGCAGTTATTACAGTTTTGGGAAAGTATATTCCAAAAC
ATTCACGCACCTCCTTAAACTTTTTGTCTCCATCTGAGTTTTTGTTTTCCTGCTTATTGT
TTCTTCACTTTCCCCTCAAAGATGATGTACTCTGGTGATGCCCTCTGAAACCACTCCACC
CAGGAACCATCATAAAGGCAAACCCCGGGATACCCGAGCTGGTGAGCCGCCAGGACCACG
TGGCACGCCGTGACGCCAGAGCCACAGGTGACCCATAGCGGCTGTTGCAGGTCCACCCCG
GCATCTTTGAAAACCTTGGTCANAGCTTCAGGTCCCANAAGTTTTCCAGAATCGTCACGT
AAAGACGTGAAAGGAANGTTGATCGCTCCNGGGAAANGTCCGGGAANAATGTCCTCTCTA
GGTTCTGGCTCAATCCCGTTGAACCTGCCGGGTATCCTGGTATCCACGACCTGGACCTCC
TTGGTTCTGATGTTCTCCATCACGTCTTCAAAACTCTTTACCCATGACACGTTCAGGGTC



GCTCGGAAATCTTGGCGCTCCGGTTTGTTGTATTCANATGTCACCGGGTGTCCTTCAGC
>CL2042Contig1
CATTTGAACATTTTATTTATTAACAGGCAAAGTTTTCTAAGGTGTTGGACATGATGAGAT
GCTTAAGGACACAATTATTTCAAAATGAACAGATTAAATCTTAACGTCTAGTGGAAAATT
CTACTTTTTTAAGTTGAGGTGAGCCCATCATAAAAAAAACTACAAAAAATTAACTTTAGC
ATTGAAAGGTTCATGTTTGTTGATAAATACTGATCCTCATCGTCTGAGGTGGAATGATTT
TGGTCTTTATTACACTAGATCACTGCTTTCTGAACAGCTTTAGTTTCAAAATATGTTGAA
AACTGCATATGTGCATACCTTTACACGCTTCTATCAGTTTTACACATGTCCACTGTCAGA
GTCTTTAAGAGGTTGTAATGGAAAGTGCGAATTCTCTCAGAGTGCGTACAAACTGGTCGA
TGCTGCTTTGTTGCAGTACTCCGCCTGGCAGGAAGGGGGTGCAGTAGAGCGCTGCCGCTC
AGCAGCTCTTAGGTTCTGTGAACAATTCTGTCAATGCTTTCCTGGATGTCAGAGAGTTTT
TTCAGAACCTCGTTGACTTTGGCTTCATTAAATTCCACACACACAAACTCTGAGTCCTGT
CCGGTTCTGCTGAGTTCCAGCTCCATCAGGGCGACTGGGCCGCTGTGCTCCGTGTCTCTT
TGACGCCCGGCGGCCTGCAGGTCCACCCTCCAGGAGAGGCCCCTGAGGCAGGGCTCCCAG
CGGCTTTGAGCCAGCAGCCGCTCCCTCACGCGGACGCGTTGGCTCTTCCAGAAGCGCGAG
AGGGCGGCGGCCTGCTCTGCGCTCACCCCGCCACCTCCCTGCTTTTTAGACTGCGCTGTG
AGGAAGGCCTCCAGCTGGGCGTGGTCCATGTCTGCTGTGGAGATGGACTTTAGGAGGCCT
CTCATCTTTTCGTGCAGAGCCTTGAACTCCTCCTGCGGCAGCTCCGGGAAAAGTTCGCTC
TTCAGCAGCTCCTCTGTCATTTCGTCATTGTTAAAAAACATTTTTTGAGCGATTCCGTTC
AACAGACCGCTCAAAGACTTCGGAACTTCGACGTCCGCCATGTTTGCCCCTCGTGCCGAA
>CL2043Contig1
GCACGTTTTTTTTATTGGTGAAAAGTATTTAAAATAAAAAATACATGTGGAAAAGTTAGT
ATTTTAGGCTCACAGTATACCGGATTATCCAAAACATTGTTTACATCAAAACGTTTTCAT
TTTAAAAAGTGTGTTTTCAAAAATACAACATTTTCATCAACATTAAATTCCCATTATGAA
ACTTTAAAATGATTGCTGTGATAGATGACGTAACTATTGCATGTAAAACCAAGACTGTCA
CAAAATACGCAGCAATTACTTCCACAAGTTGATAAAAGAAAACTTATCAACTTTTCAAAT
GAAAATGAAACGTTATGCAATAGAAAAACTCATCTGTCTGCCTCAATAAAACCCCAAAAC
ACATCTCTGCAGCTATTACAAACTTTTTTGCAATGATTTAGGACCATTCCTCAAATTTCA
TGACTCCGTCAAAACCGTGGTAGGTGAAGGGTTCTAAGACTGGTCCACAGGTCTCTTGAG
CAAAGCAGGCCATCCTGTTGCTGTCGCAGCTTTCTTCAGATCCAGGGACAAAGTACACAG
CATCCCCAGAGTGGACAGAGGGATCCTCATTAAAGTAGTTATGGGGCCGCAGCAGGACCC
CACCGCCATTACCAACTGTTACCGTGTTGGGAATGTCCTCAGCATGAGGAATGTGTAGAA
AACCAGTGGTCACCCAGGCAACCAAGTCTTCATTGTCAATGTTTTCGTCGTCTTCAATGT
ACTTGCTGAAGTCCACAGCTGGAGTCCACATATCATTTTGACTGTAAAGACTGCTGCTAG
TTTGCTCCTGGTCTTTGTGTTTAGTTATGGCAACCTTGTACCTGGCCCAGGACATGGACC
TTTCCTCAGCCTGGCTTTCTGGCAGATGGTCCCCTGCAAAACTGAACACCTGCAGTCTGT
AGGACCGCTGATGGCCCCAGGAGTTGGTTGCATTGCTGGCAATGTGGAGGTAACGCGGCG
TCTTGGTGTCATAGCGCAGGGCCGCCTCCTTCTCTGTCTTGAGCTGCTTCTCCACCAACT
GAGGAACCATGGCAGAGCGATCAGGCATCCATGGCAGGGACACGTTCACGAACTCCATGT
CTTTGGTCTGGAACATGTTTTTCACACCACCCACGTCCAGGTCCACCTTGAAGTTGATGA
AGTGGGTGTGGATGTTGCCCAGAACCTTCTCCGCCACCTGGTGCCCGTGCCTCCGGCTGC
CGTGCACCATGTAGGAGGAGGAGATGTACCCCGTGGCGTGGACCTTCGCCTCCACGGAGC
CGCTCTGGTAGAAGATGAAGTCCCACATGTAGTCGTAGTTCCCGATGGCGGTGATGGTCC
GGAACACCAGCGCGCT
>CL2044Contig1
GTGCCATTAATGTTATTCACATTATATTTTATATATTAATACAAATTGATGCGCATAAAT
CATAACATCTAAGGGATATTTTAACATTTTAGCGGGTGTGTTTACGCTAAACTGTTTAAT
GCTAACTTGTAGCTAGCTTACCCCGTGGCTAACCGTACTTTCCTGTTCGCAGCATTAGCT
CAAGATATGGCTCTACAGCGGCTTTCGGGCTCTTTTTCTGGGCTTATTGTTCAGAATTCG
TCTAAAATCCTCCAGAGGGCGTTTAGCGTGTCTGTGGTTGCAGCTGCCATTCAGAAAATG
ACAAGAGTACGCGTGGTGGACAACAGCTCTCTTGGAAATACACCGTATCATCGGCCACCG
AGGGTCATCCACGTCTACACCAAGAACGGTGTTGGAAAAGTGGGCGACAAGGTGCTGCTC
GCCATCAAAGGACAGAAAAAGAAAGCTTTAATTGTTGGACACAAAATGCCAGGCGACCGC
ATGACCCCCCGGTTTGATTCAAACAACGTTGTCTTGATCGAGGATAATGGCAACCCAACG
GGAACCAGAATTAAAGTCCCAATACCCACGCATCTACGGCAAATGGAGGGAGATTTCTCC
AAAGTGTTGGCAATTGCAAGTTCATTTGTGTAACATTCAGATGGATGTTCAAGTTTTACA
GCTTTGAATAAAAATTAAAGATTTGTTTTCAAAAAAAAAAAANAAAAAAAAAAAAAAAAA
CAT
>CL2045Contig1
TTTTTTTTTTATTACCAAACCAAGAATTATATTTTTATTGAGGTCAGAGACAAATCCACA
AACAAGGAAAAAGACAAGATGCTCTGTTGACGTCCGTCTAAGAAAGAACAGAACAGAATC
TTCTCAAAGCCACACAAACGCCGTTCCGTCTCTGCGTTTCTGAACGCAGATGCAGTGAAA
AGAAGAGCAGGAAACAGCAATTATAGTCTAGAGCTAAGCAACCAACAGGGAAATGAGTTA
CAACACGGAGCGTTTTGGACTGAGCTAAGATCCGTGTCACCGATCGTCTCACTGTTACAA



AAATATTCATCTGATTGAAGGCGGGAAAACAGAGAAGGGCGGGAAAACAGCGGACCAGAC
TGAGCTCGGATCATGCAGCTTCAGCTGGGACCTCAAACTAAAATGTTCAGATTCATTGGA
GCACAGAAACCATGAAGGGGGGGCGGGTTTCCATGACAACCGCGGCGCTGCAGCAGCAGA
ACGGATGCAGCCGCTCACAGCTGGAAACCACTCCTCTGTGGACTGTAGCGTCAATCAGCC
GGACCGAATCATGTGATGGAGGGGGGGGCTGTCGGGCAACTGCAATTGAGAATTAATTCT
GTGGGGGAGGAGGAGGAGGGGCGGGGGGCATCCCAAAGGGTGGCATGCCCGGAACTCCCA
TCCCCATCATGGTAACAAAATTGGAAGGGTCCATGGGTGGCGGAGGGGGCGGCGGAACAT
ACATCATGCTGGTGGAGCCCGGAGGTGGTGGGGGTGGCGGCGGAGGGGCGCCTGGGGGCA
AGGGGGGCTGGACCCCGGGAGGAGGCGGCACCATGGATGCGGTTCCGATGGGCAGAGGGG
GCTGAGCTGCAGACACAGAAGGCTGTTGGGGCTGCTGCCATGGAGGCAGCGTGCCGGTGC
TGGAGGTGGTGGTGGTGGTGTTCTGCTGCCACGGCAGCGGTGTAC
>CL2046Contig1
CGGCACGAGGGAGGGACAGTGTGGGGGCTACACTTCTGTCCCTTTGAGGACGTGCTTGGT
GTTGGACATCAAGACGGCTTCACCAGCATGCTGGTGCCAGGGGCTGGAGAGCCGAACTTT
GATGCTTTGGATGCAAATCCATTCCGCAGTGCCAAGCAGAGACAGGAGTGGGAGGTTAAA
GCCCTGCTGGAGAAGATTCAGCCGGAGCTCATCAGCCTGGACCCAACAGAGCTGGGACAT
GTTGACCGAGCTACCTTTGAACAAAAACATGAAGACCGAGTCAAAGCTCTGGGGTTTGAT
CCACTTGCAAAAGTAAAATTCATTCCCAAGTTTAAGAAAAAAGGCCGTAGTTCTGCTGGC
CATGTGGAAAAACGCAAGAAGCAGGTGGCTCATGAGGACCAGAGGGACATCATCAGAAAA
GCCATGGAGGACAAAAGGAAAACTGAGGAAGAACGAAAGAACAAGGAGCAAAAGAAGACG
CTGATGTTGAGCCAGAAGTCCGCACTGGATAGATTCAAAAAGTAGAAAAGTCCCTTTGTT
GTTGCATGACATTCAGTGGGGACTGACCTTTGAACTTCACATAAAGCATCGATGTTTTCC
TGCTGCAGCCAACACAGCAACTACAGAGAAACCAGACGTAGGAGACGAATACGATCTTTT
ATCCTGACAGGAAATAGCTCATTGAAAAACAAGTGGAGAAGGGAGTCTATCTTTTTACAT
TTACAGTAAATGAAAACAGAAAACAGTCCAGACATATGTTGTCATGGAAACATTGTGCTA
TGACATTGTCTAATTGGTTTTCCATGGATACTAATAAACACATTTTTCAGTATTTTTTGT
CAGATTTAATTTCGGTTTTTACATATTTGTCTTTTTTCTTTTTAATAAAATGAACAAAAA
ATATGCCAAAANAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL2047Contig1
ATACGCAGCTCTTAGATGGTACTGCAGGCACTCCACATCGTCAGCAGAGCAGATGCGCAG
CAGCTCGGCCTTTTGCTCCTTAGTAAGGAAGGACACTGCAGATGGAGAGTAGTAGTAGTA
CCCGGACTGCGGTGCCTTGGCNGGTGCGGAGCGGACATATAAAGGGGCAGGAGCTTTGAC
CGGAGCTGCAGGGGCCACTGGGACCACCAGGGGAAGGTAGGGGCTCTTGCCTTGGACCAA
AGCCATATACAAGCAGTGGGGGTCTTTAGTGGGGTCGCAGGTCTTGAGCGGTGCTGGTTT
GGCCGGTTCAGGTTTGGGTCTAGTGGTGTAGGATGCCACGCAGTTGGGGTCAGCAGAGTC
TGCACAGGATTTGTAGATCTCCCCCAGGTGACGCAGATATTCTTTGTAAGAGCGACGCGC
CTCAGCGCGGTTCTTGTTCTGGAGGTAGGCCAGGTAAATGCGGTCCATGTCCTGAACTGC
CTCCAGGTTGCCGTTGTCGGTGAAGTACTTGTACCAGGCCCAGAAGTCGGAGTGCTGCTT
GTACCAGCTGATGTTCCTGCGGTTGCGGATGAGCTTCCTCTGCCACGCCCCAGCCGCGGC
CTTCTCCTGGATGCTCTCCACTGCTTTGCCGTCTGCTTTGCTCTTTTGCACAACAGGTCC
TGCAGACAGGAAGGCAGGCAGCAGCATCACAGCCAGAAGTGTGACAACAAACACGCCGTG
GAAACTCGTCCGCTCAGCCATGACTGACCCCACCTCTCCTGCGCTTGCTCCGTGTGGTCC
TGCTGCTTGGAGGTGGAAGGAGCTGTCCGGGTGGATGTGCTTGACGGGGATTCCTCCTGA
ACTCTGTCCCTCGGATCCGCGGCCGCCG
>CL2048Contig1
TTCTTTATTCTGAGTGGCCTAAATACAGTCATTTCTGTTAACAGAATAAGGGGGAATAGG
ATATCCATCAAAATTTCTAAATAAAAGTTTCATGTCCCAATGTATTTTCTTCTAGGTTCG
CTGAGAACGATTCCTCCCTCTTTCATTGCACTCCTGAAAGCTTGAACAGAATCGGAGCGG
TATGTCCAGGGAATGGCCCTGTACACCATTCTCGTGATACCAGCCTGCTGGCATCGGCGG
GCCAGCACCTCTCCCACAGCCTGACAGGCAGCCACGCAGTTAGTGGATGGCAGCTCCTTC
TTCAAGGCCCACTCTTTGGTTGAACAAGAAAGCACCGGAACAGGGGAGCTGCTGGAGAAC
ACCTGAGCGGTCACGTGGTGTTGGGTGCGAGAGAACATTAACCTATGGTAGAACTCCCGG
TGAGGCCACGTCGTCTTCCAGCCTCGGTCCTTTACCGCCAGAGCCATCTGCTCCAGATTC
CGCGGGTTTCTGTTCACAAACGTGGGGCTCACGACTTCGTTTTCATCGGGGGTCGGCTCC
GGATCAGTCCCAGCCTGACTCATGCACCGAGCTGTTGTATTATTGGCAGGCAACGCAGGA
CATCTCCGCTGAATTTGACCCAACAAAACCCGAACATTGCGGCTAACTTCGTTCAAAAAC
ATGTTAGCTTTTGCTTTGTTCAGTTCTCAAACTAAAAACTGTTAATGCCCTAACATTTAA
TCAAATTTTATGTGATTTAACACAAGGGTTTAAAAATTAGGCATGAATTATAAGATTTTT
CCCTGCGCCATTTTTGACATTGCAATAATCCTCGTGCCGAATTCGGCACGAGGCCTCGTG
CCGCGCCTTGGTTTTTCACTCGCCTCAACG
>CL2049Contig1
TTTTTGAAGCAGCAGTTGGAAACCTTTATTCAGAGGAAGTACGTTCATCAGGTCTGGTTA
TTGAGTCCTCTGGCATTTTACAGGATCAACCTGAGATGTCTGGAAGCTGATTAAAAATCG
GTGATTCTGCGGAAGGAGCCGGTGGCGGCACAGGCGGCCCCCCAGTCACCAAACTTGCGG



TACTCGCCGGGCCTCAGGAAGTACTGGCGGCCCCGGTAGTTGGGGTGCTCATGGAGGGTC
CAATAGCCATCCAGGACGTTGCAGGAGTAGATGTCGCGGCTTCGGAAGTGGTCCTGAGTG
GACTCGCAGTCCTCGCTGAACTCCATCATCTGACCCTGGAAGTTGGGGCGCTCGTAGATG
CGGATGCGGTACGGCCCCTCACTGGTGTAGGAGAAGGTACGGCAAGACCGGATGGTGTCG
TTGTAGCCCATCCAGCGCTGGTAGTCCGGGTACTCCCCTCGGGTCAGGACATACTGGTAG
CCGGTGTAGTTGGGCTTTTCATACAGAACCCAGCAGCCACTCTCCACTTTGATGGAGTTG
CAGCGGCTGAAGTGGGGGTGCATGTCGGGGCAGTCGGCGTCGCACTCATACGAGCTGCCC
TGGAAGTTCCTGTCTTCGTAGAAGATGATCTTACTGCTCATCCTGGGAAAG
>CL2050Contig1
CAGTAGGCCTTTAATGTTCTAACAGAGTAAGCACCCTATTTAAATGCAAAAACACATAAA
CACAATAAAACATTTTGAAAGTTAAAAAAAAAAATTCCATTCCATATTTGTGATTTTCTT
TCAAGATTTAATATATAGGTTTTTTTTAAAGAGGGTGAAAGGCATTTTTTAGGTTATTTT
AAAACAATTAGCATGTACATAAAGACAAACATAAATCTTGCCTGAATAATGATAAATGGT
ACAGTACACAGAATATGAAGTCACACCCCTAAAAGCCTGCATTTGCTAAGATGTTGCGGT
TCGCATCAGCGGTGTTTCCCCACGCGGTTAAATCGTTTGTAAAGAAAGCGGATCCTTTTC
TCCAAGTTGTGCTTCTCCAGAGTCATCATTCTGTCTCCCACCATCTTCTTTTTTCTAATC
AATCGCTGCAGTTCATTTCCTCTAAAGCCTTTGAGCCAGCAGGGGGCAGCAATGAGGTCT
CTGGGATGAGCTTTAAAGTCTCCCAGGATGCCAATGTTGTCATAAACTCCATACATGGTC
CTCTTCTCAGTCCATCTGTCAACCTCTTTTGGTTGAGGAATAGAATGCATCCTTATCTGG
CAAAATGTACCTGTCGAGATGGTCCTGGCTGTGTGCAGCAGAGTCCCTGCAGACTGACAC
AAGGACCCTCCGGCTCTCAGCAAACCTCTCAAAGCCGACATGTCCGCAGCTTTCCTCTTT
TTCCACGCGTGTTAACAGTTGAGTGCGAAGTGAACCCTTTTCTAATTTTATATATATATA
TAAAATAATATTTGTATTGGCATGAAACTTGTGATAAAGTTTTATTGACGTTTCAACATG
CCCCCTATGGCTGTCTCCATTTTTGCTATCCCCGGCCATAATGCCCGGGTTAAACGGC
>CL2051Contig1
GGAACTCCGCGACAGAAAGGCCTGCTGATGGACAGCAAGAAGAGACTGGAGGGGATGAAA
AAAGACGGGGGGCACAGGAAGCAGCTCCAGGACGGCCTGGAAGAGGTCCGCAGGAAACTG
TCCCAACACGTGGAAAGTCTGGGAAAGAAGAAACCGCAGGAGACCAGGCGGAAAGAGGGC
AAAGGCAAAAGGTCCGAGGGCCACAGGAAAGAGGAAAAGAAGGAGTGGAAGCACGGCAAA
GAGGGAGGATGGAAGGGCAAGGAGGAGGAGTGGAAGCCCCCCAAGGAAAACTCCCACAAA
GAGGCCTGGAGGAAGCACCAGGACGAGTGGGAGAGGAAGAAGAGCGAGCGCCGCGTGGAC
AGAGAGGAGCGCAGGAAGGAAAAGCCGTGGCACAGCCGCTCTCACCCTCCTCATCCTCAG
CAGCAGCCGCCCCCCCGGCAGCAGCACCACAGCCACTTCTGGAAAGACCAGGAGCTGAAG
CTCCACCGCAGCGTCCGCCCCCAGCTGGGCTGCAGCTCGCTGGAGGACTGCGCCGCCAAG
GAGGGCCTCTACCCGGTGGAGCTGCCGGAGTTCGAGGAGCTGCTGGAGGGCTACCTGAGC
AAGCTGGAGAGGTCGTCGGCCGAGAGCAAGAGCCGCATCAGGAAGCTGACGGCCGAGTTC
TTCGAGGACGGCGTCTTCATCCACGACAGGGCGCTCTTCAGCAGCTTCGCCGAGGACGTG
GCCGACGTGCTGGAGGACATGGTGGACCTGTTCGAGGCCGGCAAGCAGACGCACCACGAC
TCCCTGGAGGAGGAGATGGAGGAGTTCGAGCGGGAGGCCATGTGGAAGTTCGCCGCCACG
GCCTAGAGCGCCGGAAGAGCGCCGCGCGCTTCTCGTAGGACGTTCCTTCTCCTCTTCATG
GTTGCAGTTCTCGTAGCTTTTGGTACAGAATGTTCCACCTTCATCCGCCATGCTGGACCC
AGTGGGGCCACGCCCCCTCAGTGAAGTGTCATGTTGTTTCTTCTAGTTCCAGTGCATGTT
CCAGTCAGCGACGTTCACGTGGCTTTAGGGAAATGGTTCTAGTGTCTGCCAGTAATCCAC
TCCTTCATCCGGTATTTCAGAAGCATCTTCCTGCGTTTGAGCTGAAGCTAAAGGTTTCTG
CAGAACCTCTCCGGTTCTGCTCAGAACGGCGGTTCCGTCAGTCTGTGAAGAACCGATCCT
CGTGTCTTCAGGATGATCCCGAGTCAGGAGACAGAAGGAAAGGCCGTTCCTCAGATCACT
GCAGCACTTTTCCTCACACCTTTCAGAAACGTCTCTGCTTTCGTTCCGGATGTTCCTCCA
GAACCTCGGAGGTGAAAGGTCACATTCAGACTGGTCACATTTTTTTTTCCTACCGGGACA
GTGTTGCTTTCCGCTGCTCCTCCTCTTTAGCGCTTCTGGTTTGACGTGCATGCAGCCGTT
TAGGATTTTAACGTGTTTTTTTCTGAAGCGCGGCGCCAAAACGGAGGTGCAGCAGCTTCT
CTGCAGGTCTCGGTTCTCGACGGGACGGCTTGGTGATGAGCAGAGGAGCCGCGTTGTGAC
GAATGTTCACCCTTTTCAGTGGTTTTGCTGGTCGGAAAATGCTGCCGTGCCTTTACCATG
AGGTCTGATTTCATTTGCTTTAGCTGCGAGAAAACGACGTCTACAGAGTTAGCCTGCAGT
TTGCGGGACGGAGAAGAATCCTTCAGTCCATTCTTCTCTGCTGGACGTCCCGTGGAGAAG
CTTTGGACTCCAGAGGCTTGAAGGAAAGGTTCAACGCAGAAGTTTGCATCCTGTGGGGCA
GCAGGACGATGTGATTGATCCCNTTGAAGAATTGNTTTCTTATTCTCCANAANGTCCTGT
TTTTAGGAGANAAATGTTCAATAAATTTTTCNCCACAAAAAAAAAAAAAAAAAAAA
>CL2052Contig1
CTTTATTAGTCATTCATCAGATGAACCCATGAAGATTACAAATATATATATATATGGTAG
GTGTCGGTTTGAAGGATTACCAAGACACATTTGTTTGACTTCTTAAAGAAAATGTCAGAA
AGATTGATCAGCTGCTGGCAAAAAACACAACAGATGAAACCAGAAGCTGCTTTTTAGTTG
TTGCAGTTCATTATTATTTGTCCTGCTTTGTCTTAGATATGCAAAAAGAGAGGATTGCCA
GAGCAAAGAATGTGTTTTCAGCTCTGTTAAACATTGATCTGTGTTTTTTACAGAATATAT
AAAAAGATGGCAGACTGACTGATATTTATGGTCTCACAGAAGTTTAGCCTTAAAGGGACC



GACTGGTAGAAGTGTTGCTGTTTCTCCCCATAACAAATCCTTTTTTTTTTGCTAAATAAA
CTGTCCATTCTTTTAATTTTATCTTCGCCGTTCATTTTTCTGTGTGCGCTTCTTCTCCTT
CTCCTTCCTGTCTTGCTTGGCCAGCTTGTCCTTCTCCCGCTGCATCTTGTCCGTTTCCTT
CTTCTTCTGAGCGTCTTCTTTGGCCTGTTCCCGCTTTTGCTTCTGCCGGTGCAGCACCTC
CTCCACGTTGGTGTTCTTGAACAGGGATTTTTCATTTCCAGTAGTGTCGTTTCCACCTGC
AGGCTCCTCTTCCTCAGCTTCATCCTCTTCGTCTGTGATGTTGGCATATTGAGCCAGTAG
AGCCTCCTTCCTCTTCTTGGACTCGGCAGAGACATCCTTCTGTTTCACCACAATCTGTGC
TTGCTTCTCTATCATGCTGGCGATGGCCTGGACCTCAGCATCTTCTGCATTTTTCATGGA
TGCTGATCGGCTGGCATAGTCTGCCCACTGCTGGATGATCTGTTTGCAGACATCTTCCGT
GGCATCCTCATCCAGAAACGCTGATAAAATCCCGCGAAGAGCGTCTTCTTTCTCATCGTC
GTTTTCTTCCTCTTGTAGGATTCCCAAAATGTAAGCCCCGTACACCTCTCGATCCACTTC
CAGATTGTCTAATCTGTCATTTAACCAGATTTCAAACTCCCCGGCGTCTGTCAGGGGCGC
CGCCATCTTGGCGCTGTCCCCGGCCATAATGCCCGGGTTAAGCG
>CL2053Contig1
AGCTTTTCTGCGTGGAGTAACCGCCGCTCTCAGACGTGAATCTGCCTCGTGGGGCCCGTT
TGGATCGGAACCATGAGCAGAAGCTACAACGATGAGCTGCAGTACCTGGAGAAGCTGTCC
GGGACTTGCTGGAGGATTAAGAAGGGCTTCGTGCCCAACATGCAGGTTGAAGGGATCTTC
TACGTGAACGAGCCTCTGGAGAAGCTGATGTTCGAGGAGCCTTCGTAACGCCTGTCGAGG
AGGAGGTGTGGGTGGGTTCCTTCCTGCCATGAAGCAGATCGGAAACGTGGCGGCGCTGCC
TGGCATCGTGAACAGGTCCATCGGTCTGCCGGACGTCCACTCCGGTTACGGATTCGCCAT
CGGAAACATGGCTGCCTTTGACATGAGTGATCCCAACGCCGTGGTGTCTCCAGGCGGCGT
GGGATTCGACATCAACTGTGGCGTCCGTCTTCTAAGGACTAACCTGGACCAGCGGGACGT
CCAGCCCGTGAAGGAGCAGCTGGCCCAGTCGCTGTTCGACCACATCCCGGTGGGGGTCGG
CTCCAAAGGAGTCATCCCGATGGGAGCCAAAGACCTGGAGGAGGCGCTGGAGATGGGCGT
GGACTGGTCTCTGAGGGAGGGGTACGCCTGGGCCGAGGACAAGGAGCACTGCGAGGAGTA
CGGCCGGATGCTGCAGGCCGACCCCAACAAGGTGTCGTCCAAAGCCAAGAAGAGAGGCCT
GCCGCAGCTGGGAACTCTGGGAGCAGGAAACCATTACGCCGAGATCCAGGTGGTGGATGA
GATCTACAACGACTACGCAGCCAAGAAGATGGGCATCGACCACAAGGGGCAGGTGTGCGT
GATGATCCACAGCGGCAGCAGAGGCCTCGGACACCAGGTGGCCACAGATGCGCTGGTTGC
CATGGAGAAGGCCATGAAGCGCGACAACATCACAGTGAATGACCGACAGCTGGCGTGCGC
CCGCATCACCTCCCAGGAGGGGCAGGACTACCTGAAGGGCATGGCGGCCGCAGGGAACTA
CGCCTGGGTCAACCGCTCCTCCATGACCTTTCTCACCAGACAGGCCTTCTCCAAAGTGTT
CGGAACCACGCCGGACGACCTGGACATGCACGTCATCTACGACGTGTCCCACAACATCGC
CAAGGTGGAGGAGCACATAGTGGACGGCAAGCAGAGGACGCTGCTGGTTCACCGCAAAGG
CTCCACCCGCGCCTTCCCGCCGCACCACCCTCTGATCCCCGTGGATTACCAGCTCACAGG
TCAGCCGGTTCTGATCGGGGGCACCATGGGAACCTGCAGCTACGTCCTGACGGGCACCGA
GCAAGGCATGACGGAAACGTTCGGCACCACCTGCCACGGAGCGGGCCGGGCCCTGTCCCG
GGCAAAGTCCCGCCGGAACCTGGACTTTCAGGACGTTCTTGACAAGCTGGCTGACATGGG
CATCGCCATCCGGGTGGCGTCACCCAAGCTGGTCATGGAGGAGGCTCCGGAGTCGTACAA
AAACGTGACGGATGTGGTCAACACGTGTCACGACGCCGGCATCAGCAGGAAGGCCATCAA
GCTACGGCCCATCGCCGTCATCAAAGGCTGAGCGCCGCCGAGCCAAACGGCTCCCAGGTT
TCCTGTTTACCAGTGAATTTATGTTCAGGTCCGGTTCTGCTGTGGGACCGGTCCGTTTCA
AATAAAGGTTCTATTTTCCAGCATGAGCGGGCTCTGATCCAACGTCTTCTGCACGTGGAG
GTCTTGC
>CL2054Contig1
CAAGGTGGCTGCATAGTACTACAGAGATCATCCTCCACCAATCGTAGCCACTCGTCATGA
AATAATTTCCATTGTAGAACGTTCTTTGGTCTCAGATTTTGACAGCAAGAATGAAGACGC
TGTTAGTCACCAGCACCTCGGTGGACTGTTTGACATCANAGAGTGACGGTCCCGCTCCTT
CTTTCCACTTTCAATCGTTGTTGTTTTGGGCTCCCAAAGTTTTGATAAACAAGATTGCTA
ACTAACACAAAGCTTTGAAACATTTCTGTCCACATACTTCACTCTAATTGGGTTGGTATG
TGTGCGCTCTTTGAGCGGATCACAGCCAAGTGTGATCAATAGCTTTATTCTTTTCCCCTG
TGACGATGGTTGACACAAAAATTGACACCACAGCCTGTTACGTGAAATCCTTCTCTGCCC
ACTTTGGTTCGGTGTTTTGGAGTATTTTTACTCTGTTAGCATCAGTTCTGTTTTCTGCAT
CCGTTCGTTGTCAGTCATTTGAACGAGATCAAAACCAGCTGAAAGGATCTGAAACCTAAA
CTCAATGTTGTAATGAAAGAATGTATATCTAGTTCACCTTATTACCACTGCCCACATTGC
TGTTTGTCGCTATGACTTCTACTTTTATGACATGTGGACTACTTGATGTGGATGTTTAGA
ATTGGTCATTTCTTCAACCTCCTGCTTCAGATTTAGTTCTTAGTTGAGCTTTGCTGGCAA
TAGGAACCCGCTTTTGGTTAAGATCCGTGGTTTTGCAGCATCAGCTTTACAGTTCTGTTA
ACTGCTTGTTTTGTTTGGGACCAGGTATGTTTACATGGCTATGAAAAGAGCAGAGGATTT
ATTTCCTCAGTCTGTGGAAGATGTCCTTTTCTTTTTACTTTTTTTCGGGGAAGTCTCCCA
AAACAGTTCAGAAATGTTCCGCTGTTCGGAAAAGATCGTTTTTATTCATATTTGCAAGTT
TTCAGTACTAAAAATCTACCTTCACATCTGCGACGTCCCACACGCTGATCATGTTTTTCT
TTTTTTCTCCTAATATCCTCTTAAATTGTCTTAATGTCGCCCTTCATTCTTTTTTTTTTC
CCCCACACACTTGCAGCTTTTCAANAGTTGTTGCTGAAAATAGGGAGGAAATGATGTCTA



AGGTACATAANTACNCAAAAAACTGCGTTTCTNCAAAANGATNTCCCTCTAAAGNGTTTG
NANCTCCCCTNGTTGCATTGCTCTCGNGNGATTGTTCTCAGGAGGGACTTTTTTTTTTT
>CL2055Contig1
TTTTTTTTTTAGAGCGAGGAAGTAGGTATTTATTTTTGTCAGTTACAAACAATGGACTTG
CTTCAGCATCTCTGGTGACCGCTACAACTTGGTCTACCAAATAAATACATCAAGAAATCC
ACAAAACACAATAATCTGGATAACAAGGCACCACAAGGGAACCCCCACAGATACATATAT
AAAAAAAAACAAGAACAGATAAATAAATAAAATCAAAATGATTTTTGCAAAAACACACCG
AACAAGTCACAGGGAGCACGGCTAAACTAGCCAAGGGCGAAACGGCGAGCAGACAGGCAG
AAACCTGGCTTTGTTAAACCGTTTTGTGATGAAGAGGAACTCTAACTAACAACACGGGTC
TGTCCTATTGTGGTGCAAAACTAACACCTAGATTTGAGGGTTTTGCACATCTTTGGTGAC
ATGTAAACAAAGACAATTCCCCTGCAGAGGAATGAGTGGCTCAGAGGATGAACATTCTGC
TATGGAGTGGGAAAAGACATGAGTCACTATGCAGAATCTCTGTAATAAAACTGAGCGATT
ACAAAAAGATCCTGAATTCACTGCAAAGAAAATCTCCTTCCAGATCCAAACAGATTTGTG
ACAAATCAGGACAATATCTATCTTGATACATCCTTCATATTGGACTTTACAGAATTGCTG
ATGAATCCATAAGATGTTAATTCTTTCACTGCCACACGATGAACAAAACAAAAGATTGGA
TTGTGTGCAGCTTAAACAAACGTTTATCAGATGATAGATTCTTCAAACTTCCAGCACAAA
CTCTCCTTCATCAAAGCGTCTCTGGATGAAGCCTGAAATGCTGAAGCTTCCAGCTATGCA
GGTAGCCATGTAGGTCACATGACCCATACGGAGGCCTTTCAGAAAGGACCATTTGAAGTG
CCTAGATGTTCATCTTCTGGCAGCAATCGTCAGCCTTTGCGTTCAAACTTGCCTGTCGAT
GAAACTGCTACCCTTCCTCCTGCGGTATGTTCTCCACCCCATGTGACCCGAAGTCTTCCA
TAGTATACTACTGCTGATGGCCTAACAATTTTATCGCCTTAACATCTTCGGAAAACACCA
ATAACAAAACAAAACTACCACATTCAGTTTGTTCTACCAGAATAATGCATCAAAACCCAC
AAATATTTCATATTTACAGACTGATGGACACGGATTTAACGCAGACAACATGTAGTCGGC
TTCCCGGGCTTAAGCTTCAACTCGACTCCCCGGCCATAATGCCCGGG
>CL2056Contig1
CTCTGAACGGCATCGCAGAAGAAGCCATGGTGCGGGTGAAGTCGAGATATTTGCTGTGCG
AGGTTAATGTTTCGGAGAGCAGGGACCTGTTGCTTCTGGATGACCGTGCTGTTGCAGGGG
CAGTGAGATCAGCGGTGGCCCGCATGCACGGTGACTACGGGGCGGCACTCTGTAGTATAC
GATTATCTGTGAAATACCTAAATGTTCACAATGGAATGGTGTTTCTACGTTTCCCTAAAA
GCTGTTACCAACTCCTCTGGTCTGCATTACCTTTCATCACCAATATTGAAAGTCGAGGGC
AACAAATCCCATGTTTTCTGAACTGTTTGCATGTAGGAGGAACAATTAGAACATGTCAGA
AATTTTTAATCCGCTACAACACCCAGCAGCTCCAACGAATTCTCCCTAAATGTAAAAATG
CAGCAGAAAAAGATCAAGTTTGTCAAGAAATTCTTAATTGCCTTCCAACACGTGGAAGCA
AACCAACATACGAGGGTGGATCTGAGTTTGAAGATGAAAGAGAGTGATCAAAGTGGATAC
CTGGTGGATAGTGCCCCCTCTTCACCAATTGGCTTACACACTCCTATTTTGAAAAACAGC
AGAAATGTTGAATTAGCAGATAATAATTTGGATTTAATGTTTTGTTGCATGTGGTATTAT
TCATATTTTAGGGTCAAACCAAAAGGCTCGCATTTCTATATACTTTGTTTCAAAATAGTT
TTTGTTTGGGCAACGGAATAATGTAAATATTCCTTTGTTTTGTTTTTAACAAAGTTGTAC
TTACGGAAGGGTATTGCAGTACTTGTAATAAGGACAAA
>CL2057Contig1
AATGTTTTATTATTGTACTGTTTTTACAAAATAATTTCAGATTTCATGATCCTTCTGACC
CGGTTATGGCTGATCTTATAGGATAGATACATAACGGAAACCAAAGTGTAAATCTAAATC
GTTCAGTGAGTGGGGGAGTGATGAATCCACAGTCCACATGGATGTGACTCACAGCCACTT
TTTTTAAAAACCTAAACACAAAGAGGATGTTTTTGTTTGTCGTCGCTTATCCCTCCTTTT
ATTTATAAAATTTCAAGGATCGTCTTTGTCATTTTAAGACCCATGTTGGGTCTTTTTTAA
TCTGTTCGTTTTCTGGGCCGAGGATGGCGACTCCACACGTTCTCTGTCCAACGCTCAGAT
ACCTTTCTGCCACGTCTACCAGGTTGGGATGATCCACAGAGAAGAGCCTCTCTCTGTGGC
TCTGCTTCATCTCATCTGTGATCCCGCTCAGGAAACGGCTCATCCCTTTATCTGCCGGGG
CCACAGGTGAGTCCACAGCGGAGAACACGGACAGCTTGGCCTCATCGATGTCCTGCTGAG
TGAAATGTCCAGACTTTGCCCAATCAACGCCTTTACGGAAGGCAGATAAGGTCTGCACCG
AGTTCGGATCCCTATAGGAATAAAATGAGAAAAGGCCGCCTCCCCCCATTCTAGCTCCAC
CTCCGTAGGCCCCGCCCTTCTCCCGGATCTCTCCATGAAGAAATTTGGCCGTCATCATTC
TTGCCAAAATGCACAAACCGGCATAATCGTGGTGGGAGTACGGCACCGCACGTATGCACT
CGCTCACAAAGTTGACTGGGAAAGGCATCTGGAAGAAGGTTTTCATCTGACATGGCTGGA
AGTTCGGCTCAGTTATTAGTTTCCTGCTTGGACCCGAATCCTCCGCAGGTTTATTGGGGT
CGAGGGGTTTCTTCAGAATATTTGATCTGACCGCTTGCG
>CL2058Contig1
TCGGCACGAGGAGAAGAAGAGCGGGAAGAAGCAGGGGGCGTCTGATGGCGAGCTCAGCGA
TGACCAGCTTCCTGATGACGTCGACCTCAGCGACCCCTTCTTTGTGGAGGAGCTCGGAGG
GGAACGCAGTGACATGAAGAGAAAACCGAAGAAGAAGAAGAAGGTGGAAATATGTGCTGC
CGACAACGGCGAGGAGCTGGAGAAACAGCAGGCTGAGATGGCTCTGCTGATGGAGGACGA
CACGGACCCCAAACACGCACACTTCAACTACGACCGCATCGTGGAGCAGCAGAACCTGAG
CAAGAAGAAAAGGAAGAAGCTCCTGAAGAAAGGGGCGGAGCTACTGGAGGATGACGGCTT
CCAGGTTGACGTTCAGGACCCCCGCTTCCAGGCCATCTTCACCTCCCATCTCTTCAGCCT



GGACCCCTCCCACCCCAACTACAGGAAGACCAAGGCCATGCAGAGCATCCTGGCAGAGAA
GCAGCGACGCAGAGAAGAGCAGCAGCGCCACCTGGAGGACAAGCTCGACGCTCAGGAGGC
CACACCTTCGCACAGACAGGCGGCCATGACACAGGAAGCTGCCGCAGAAAGGCGGGAAAA
TGACTCTGAGACCATGGCGTCAAAGAAAGACATGGACCCAAGTCTGTCGTTGCTCGTCAA
ATCAATAAAGAGCAAAACGCAGCAGTTTCAGGCCCGGAAGAAGCAGAAGACGGCGTAGGC
GTGGCTGAACCTCCTGAAGGCGGGACCATGCCAGGTCACGACCTCTGTGCTGGTATTACC
AAAGGACACGGAGCAGAAATCTGAATCCGATCCGACTCGTGTTTGATGGCTTTAATGACG
GTCAATCAATGATCTGTTGGGTTCAGTAATGCTGAATCTGCTGATCCGACAGAGAATCAC
GGCTGTAGAACCTCGGTTCTGCGTTCTCGTGGTTCTCTGCCGGGACCGGACGAACCAGAA
GAGCTTTGCTGGTCCGACCTGAACATTTATGGACCGCTGGTCAGTAAACAAAGATGTCTC
TGTCCATGTTTTGTATCTGCGTTCAGATCTCCAGCCGTCTGCTCAGGACTAAAGAGAAAA
GGCTTCCTGGAAAGTTTCTGAAGCTAAAATGATGTGAATCTGTTCAAATCCAGTAATCTG
TTCTAAACCTTTCTAAATGACGCCTTTGTTTGATTCCTGACGTATTTCTGACCATTGACC
TTTCCGTCAAAGTCAAGAAGAACATCCCCACATCCTGACCTTTTAAAATAAAAGTCCTTT
CAACTTCAAAAAAAAAA
>CL2059Contig1
CACGAGGGGCTTTTCCTTCAGAGACGCGTGGTGAAAGTCTGGATGTGAGCAGTGTGACCA
TCATCATCATCATCAGCAGCAGCAGCCATGAAGTTTCACACCCTCGTCTTGCTTCTGTTC
TTCACCTGCATGTATCTGAGTTTGGCACAAGGATCCTATGATAACTGCTGCCTTGGCTAC
GTGAGAGAACTCGGTCCAAGAAAGAGGAACAACATTGTGAGCTACAGGATTCAGGAAACA
GATGGAGATTGCAACATCAGAGCTGTTGTGTTTCTGATGAAAAAGAGGCGTGGACTTGCA
AAGCAGCGGACCGTCTGCGCCAATCCAGAGGACCCGTGGGTCCAGGAGAAGATGATGGAT
TTGCTCATGAGAAACTGAGTTGGCCGAAAAAAGAGGGCGGAGCGGCTGTTCCACCTCCCT
GCCAGGCGTCAAGTCTCATCTGCAAGCAGATCCTCATGGGTTGTGTTTATCGCCGATTTC
TTTATGCCGAAAGAGAATGTGAATCCTGTCCACGGCTCTTTGTAACACAGACAAAACTGT
ATCCTGAAACACCCTCATCATATAGCCAGTAGATACGTTTCTGCGAGCCGTTGTCTACTC
CCTGAAGATGTACACAAGCTGCTAGAATGAGCTAGTCTTTGGCAGCTTCCAAATGTGAAT
AAACCTGGGAGACTTTTGTGAAAAGCTGAGTTTTTACAGACTTTCCTATTTTTGTATCAG
CACTCTTACCTTTGCTTTTTATTTTTTCTACATAAAATAAAGACGACA
>CL2060Contig1
ATTAATATTTTTTTATTGTTTTGTTTTTATTTTAAGAGGATANCATCTATGTATCAATGT
NAAACATAATGTGCTGTCCACAAGATATTTACATGAGATCTGATTTTTACCCTTCAGAAA
TACCATTTAGTTGAAACTGCTTTAATAGTAAGTGAATAGACAATTCTTAATCATTATTGT
ATTCATTTCTATATAATTCATGCATATAATAGTATTTAGCAGAAGTACACTAAAAAAAAA
AGATCTGTGGTANATTCAACCACTAAAACACCTTTAAAACTCATATTTCGCTTTTTAAAT
TGAAAAAATTCATTGAATCAAAACAAAAAACTCTTTATTCCTTTATAAGTTAAAAAAGTT
CATAAGTCATTAGTTGTACGAATCAGTAAGTTGTTTATTGACTACACACTAGAAAAGCAA
CTGATGGTAAACTCTGGAAAACATTTATTATTATTTTTTTTTTAACTAATTTTGCATGAT
TACATTTTTAATAGTTATCAAAGCACCAGTTGTAACAAAGCAAAGCATGATTAAATAAAA
TTGATTAAATACAAAGACAAGAATCAAAGTAAATATTTGTTTAAGGCTTGACTGGAGGAT
TTTACAGAACAGGCCTTCGGAATTTCAAACAGAAAGCAGAAGTAAAACGTCATTCATAGC
TACAGCAGAGCTCAAACAGCAACAGAGACAACATTACTAGTTTTTGATGGGGTTTATCAC
TCTACCCATAAACAGCAGAGCGTTTGTTTCCTCGTGGTAAATAAAGAAGAAGAACGGCCT
GTTGATAGTAAATCTCCTTGGAAGGGCATATGGTATAATGCCGGTTGCAGTGGCAGCTGC
AGCAGTTGTCCCAACTTCATCAACTTCAATTACAGCTTTGTGCAGCACCTCTGAAACCCT
GAGGGCTTGAGCCTTGCTAAGCCTTGTCAGATTGGCGAAATCAGTGAAAAGTGAGCTCAT
GCCCATTTCTGGCAGGATGTTGTGCAAAGACGTAGGCCCGCTCCATCTTGAACTTTGGCA
TGTTGACTTCAAGTTTCATTGGTTCCAGATTTCTGATCCAACTCAGGAAACTCTGGGCCG
TGATCTCATTATCAATTGTAGTGTAGTCTGTTTTTTTGTTGGGGAGCAGGATCAGCATGG
AAACACCCTCCTTATACGGTAACTTGAGGACTCTAGCTCCTAGAGGTTCATCCTCCATTG
TGTAGAATTTATCCTCTACAAACATCATAGGAACTTGTACAATATTGTAGTTGTCAATAT
GGAATGGTGCATTTTCAGTAAAATTAGGATTAAAAGGTATCTGCCAAACTCCCTGGAAGA
AAATAGTGTTGATCAGCAGGAGTTTAGTCATTGCATTTAAAGTGGAAATCATTTCTGGAA
CCTTGTCTGCAGTCTTCTGTCTAACATAGTCATTGATGGTTTTGATACTGTCCTTTGTGT
TTCCAAAGTCTAAAACATTGATGTCCGCTTGAAAAAAATTCTTCAAATTGTCTTGAAATG
TCTTCTCGACTTCAAAGCGCTGTCGGATAAACAGAGCCATGCTTTGCTCCAGCTGCAGAG
AGCCGTTGCGTGAGATGTTTTCTTGAAGGTCTTGGAAAAGTCTTGGGATAAGCTGCGGCT
GGTCGACCATCTCAAACTGCTCCAGGTTGCATACCTTGAGGATCTCCTGGTGTGTGATGC
CGTCACTAGCCATTAGGAGAGCAGCAAAACTTGTAGAAACACTCAACGGTGAAAAGAAGA
TGTTCTTGTCATGATAGTTGGCAATTTTTCTGTAAAGGTTCATAGCAAAGTCCATGTTTT
TGTAGGAAAGATCCAGGATGGTGGCATTTGGCAATAGAGATTGATGCACAGGAACAATGA
AGCACATGCAGGTTAGTGCAAAAACAACAAGCATTTTAATCCCATTGAAGACCATGACTC
CTCTTCAGAATTGTCTCTCAGCTTGAGTCAGATGTTCCCTGAAAAAACTCCAAAGATTAT
TTGGTGAAACAAAGTGCAAGTGGCTCCAGAGGTTATACATTAACTGAAAGGAACAAAGTT



AAAGAATTTGTTTTAGATTCTCATTTTTTGTGTTGATACTTGTAGATCTAGCTCCCCGGC
CATAA
>CL2061Contig1
ATTCGGCACGAGGCGTGAGTGAAGGTGACAGCATAACCCAGCGCCGGGTCCGGGTGTCCG
GGCTCTGTTTCTCTGTCAGAGAAAACCCCGCGTGTCCGTGGCAGCGGCGGGAAGTTCAGT
CATGGCTGCTTTGTCCAATTACGCACTGCGGATGGCTAGACTGAGCTCCCGAATCTTTGG
GGAAGTTGCCCACCCCACAGACTCCAGGTCGCTGAAGGTGGTCCAGATGTTCCAGGAGCC
TCCATTGGCTAAGAGGAAGGAAGTATACGACTGGTATCCACAGCACAAGATCTACTACGC
CATGACGCAGAAGCTCCGCTACATGGGCCTGTTTAGAGACGAGCACGAAGACTTCAAGGA
GGAGATGCGGCGCCTGAGGAAGCTGAGAGGGAAGGGGACGCCCAAAAAGGGGGAGGGAAA
GCGTGCGGCCAAGAAGAAATGACCTGCTGCTCCGCCACCGTGAACAAGGACTTTCCTCTG
TGGAGCAATGGGGGCGGGGCCTATGCTGGCTCCACAGGAGGATTAATAAGAACTTTATTT
TCTGTTTTTGTTCAGTGAGTTAAAATAAAAATCACTTTTCCACAGACCNNANANAAAA
>CL2062Contig1
TCCAGAAAGTTCTTTCAATTATTTTCACTCAAACCCAGTTTAAAACAACAGGAAAACAAA
GTGTCTTTAAATGCTGGTGGCACAGATGGAAACGGAGTGAGCATGTTCTGCTAATCATTT
CAGATCAGAAATCAATACAGGTCACTGCAGATTAGCTCCTTCAAGGCTTTTAACAGGTTT
GAAACNCCGAGGCGAGTGCTAACAACNCCCNCAATACATAAAAAAAAAACCATTTTATTA
AATGACTGCATACTCAAGGTCATGCTTTGCTGTGTTTCATGGTATAATGATGCAGATGGG
AATGTTGCATTTTGCTCCATTCGAGTCTTTCAGTTTTCACGAGACGGATCAGAATATGCT
AGATTATTTTTTACAGGATCAGAATAAGGCAAAACGAAAATCAAGGATTTTTGATTTTAA
TTATTAATACAGGTATTCGGTCCAGTTGTCAATTAAAGATTTCATAAATAAACATCTCAA
CGACAAGGTCACCAGCAGAACCACTACCTGAAATTGAGGAAAAATGTACCCAAAAGGAAT
GTTTCTTTTAATCAAATAGTCCATTTGTGGAAAGATTTTTACGAAGCACATTTGCTGAGC
TACCCAGTCTAAAGCACCAAAAGGCACTTGTGTACATATAGCTGCACATCACATTTCCCT
TTAGGGGCAGTCGACAGCTCCGCAAACAAGCTTCTTTAAGACACTAATGCAAGTCTTAAA
TAGAAAAAAACAAAGCTCACCATAACACTCTGGATGGACTCTTCGTGAAAAAGCTGTCAA
GTATCTTGATTTAGCTCAGGTTAACTGTGGAAAGATGCTGGAAAGTTTTATTTCAACGAA
AAAGTTTGAGCCAAACCCTGATTACCCGACATCTCTTCAAAGGCACCATATGGAATGAAT
ATGAAAAGTGTTTCTAACTAACTGAACTATAACACTAGTTGTTAAAATTGAACACAAACC
CAAATCTTCATGTGGAACATTCAGAGCACAGCTGGTCCTCTGCTGGCATTTTGTGTACCC
AGGTTCCAACAGGTAAACTTCCGAGCTTTTCTTCATTTGTTTTTTGCCTAAGCAGCTCTC
TGACTGTCCAAAGAGATCCTTTGATGGAGGAACTCTTCCACATGAGGCCAAATCTTGTTG
GTTTCTGTCCCAGTGAAGGTCTTCACTACACCTTTACTTCTGTAGAACTCCAGGACGGGC
TGTGTTTGGGTCTCATAGGCCTTCAGTCTCTGTGTGACTGTGTCCGGTTTGTCATCATCC
CTCTGGACCAGAGGCTCCCCTGTTACATCGTCAAAACCAGGGACTTTAGGAGGGTTGAAA
TCTGTGTTATAGACTCTGCCGCTTGAAATGTGAGTCCATCGAGAGGTCAGGCGTTCTTTG
ATGGTCTGGAAAGGTACATTCAGATTGATGACTGTGTCCAGAGTGTAGGCTTGATCAAGG
GCCTCCGCCTGGCTTACTGTGCGAGGGAACCCATCAAGCAGCCAGCTGATGTGCTCCATG
GATTTCAGGTCTTTTAGTATGAGACGGGACATGAGCCCGTCAGGAACCAGCTGACCCTGA
TCCATGCAGGACCTCACCAACAAGCCGAGCTCTGTTTGTTGCTTGATGTTGGCCCTCAAA
ATATCCCCGCTGGAGATGTGCTTCACTCCAAAACTTTTGACGATGCGTGCAGACACCGTC
CCCTTCCCGGAGCCCGGGGGTCCCATGATGACAGCACGAAGGATCCTCTGCGCGACCATT
TCCCCTCGAATGGAACTTCGAGTTTAAATGAACGCAAATTGCGCATGTGCGGGGCGGGTT
CCGGGATGCCTGGCTGGACCGGACCGAACCACGAACTGAAGTATTACGAACAGACTACGC
AACAAAGGAGGGGACGTGTCTTGAGGAGCCGCTCTCTCCCTCCACTCTCCCCGGCCATA
>CL2063Contig1
TTTTTTTTTTGGGAGAAATGTTTTATTTCGTACTGTTGAAATAACATTTTGAGGTGTAAT
TAAACAATTACTGTAACTGTCAGGTAATAACAGAAGCCGATTCCTAACAACAACAGATGG
TCAAAAGACAAGACAAGCCCAAAATCTTTCATTCATGTTCACAAGACAATCTAAAAGTGA
GATAAACACAGTAATAAATTGGTTTTTTACATTTGTTTCTGAGTCAATACAGTCAAACTG
CATAAATATTCATAAAAATCTTCACAAAGACTCTGGCGAGAGAACAGGAGAACAAACAGA
TCCTCTCTTCCCACTTTTGTCCACTTTCTCATTGTCAGAGAGGAAGTTCTCTGAATCAGA
AGAAACCCTTTGTGGTGAAACCCAAACCCGTCCAGCTCTGCTTCAGGATGCTCCTCAGCC
TTTGCTTTTAGCTTTGTTGTTTTTTGTTTTCTTTATGCTGCTTGGAGCTGGAATTAGAGG
CAGAGCTCCCAGTCTCTTGGTTTTGGCTTTTCTGACTTTGTCCTTGATGGCCTCTATGTC
CAGCTTTGCTTCTGTAGAAGCTTTTGCACTTTTCTTCATCAAAGGCTTCTCCTTGGGAGG
AATGAATGCTTTGTTTCGCTCTTCTTGCCTTTTAGTCAGAACTTCTGCTTGTTTGACTTT
TATTTCCTCCATCTTCTTTCTCTTCTTCACACTTTCTCGTAAGAAAAACTCTCCAGTGGC
AAGCTCCTTATCAATCTTGCTTTCTGGCTGTGAAGGAGGGAAGGGTGTGTACTCTTTCTT
CACGCTCTTCTTCTTAGGTTCCTTCCGCTTAGACAGGTTCTTGTGGCGGAACTTTGGCAT
GAAGCGCTCCCAGTTCTGCGTTCGCAGCTCTGGGTCCCTGGAGAGTTCCTGTTTGATCAT
CAGTGTCTTGATGTTATAGATGGGATGGATGTTCTTCATCGTGTCCATCACCACCTTTCG
AACCTCCTTCAGGCCGTTGTAGGGTCCTAGCGCAGACACCGTGTTGCCTTGCACCATCAC



GTAGCAGTTGGTCAGCAGCTCCAATGCTTTTAAGGTGGAACCTTTGGGGCCGATCAGCCG
CTGTCTTCGCTTTACAAAGCGTTCTCTGTTCCGCACCATGGTGCCGATTTTGATGATGTC
ACACGCCATGTCATCTTGCAAGATCCGCACAGCCTGCTCAAACGGGACGCTTCTTGCCAG
GAGCTTGATGAGGTCCCTCGCTCTGACGATGGCGTAGGGGTCAAAGGTTTTCTTAGTGGT
GCACACCGTCATGCTGCCTTCGATCAGGTCCAGAGAGGCTTTGATGTGAGAATCTCCAAG
AGCCTTTTCCACCAGCGGCCAGCACTCCTTCAAGTACGCCTCTCTGTATTTAGGGAAGAG
AGTTGCGAAGCTGCTTTCCTCCAGCAGGCCGCGGGGGTTATCCTCTCTGGAAAAGGCCGG
TTCTTTCCATCCGTCAGGAACAGTCATGAGTTCAGCTTCTGCCCCGTCATATTTAGCTTT
TGTGGGATTTTTGTCCGTTTTCGCTTCCTTCGTACCACTCTGAGGCAAAGAGGACGCCAT
TTTTTTAAGTAGAGCGGAAGTCCCCGGCCATA
>CL2064Contig1
TGCGTTTTAACATGGTTATCCGGTGGTGGTGCAGAAGTATCGACTGTCCGTTTTCACACT
GCTGTCGAGACACAGAGGAATGTCTTCAGAGGCAGAAGACCAGAGTCGTCCCTCTCTCTT
ACTGTCTTTCTTTCTCTGTACTCTCTTGTGGGGTCATCCTCGGCTTTGAAAGGAGCAGTT
CAGTCAGCTGATTCACCATTTTAGGCGGATGGAGGGAGGGGGGGCGGGGCTGTTGGAATG
CTGGCACGTTCCATTCAGGGCAACAGTTCTTCATTACAGCATTTCTGGCTCAGATCTGCT
GCTGGGGTTGGAGGGGGGTGTTTAAAGCAGGACACAGTTGGATTTCTTTTTTGCCTTCTT
TTTTTCCACGGGCGTTTTCCTATTTATCTGCCTTACCAGGTCATAGAAGATATCAAGGAC
GTTGATCTTTGACTTAGCAGATGACTCTAAAAAGGCACAGTTGTTCCACTGTCTGGCCAG
GTTCTGGCCCTGCTCCTTCCCCACCACACGCTCATCTTCTAAGTCACACTTGTTCCCTAC
CAGGATCATCGGCACATCCTCTGTGTCCTTTACTCGAAGAATCTGTTCTCTAAGGTCTTG
AAGGTCGTTGAAGGTGGACTGTGCTGTGATGGAGTATACGAGGGCAAAGCCTTGGCCATT
TTTCATGTACAAGTCTCTCATCGCTGTGAACTGTTCTGTGCCGGCTGTATCAAGAATTTC
AAGCATACATTGCTGCCCGTCTACCTCCACTTGCTTTCTGTACGAGTCTTCTATTGTAGG
GTCATATTTTTCCACAAAGATTCCCTGCACAAACTGAACTGTCAGAGCAGACTTGCCCAC
ACCGCCAGAGCCTAACACAACAAGCTTGTATTCACGCATGGTGGGATTGCTTCACTGGAC
AGCCCAACAATCGTCTGTGGCTCGCTGTCTCTCCCCCGGCCATAA
>CL2065Contig1
GGCTTTGCAGACCTTGTTTGCACTGAAGTTTGAGGTTTCTAGGATAACTTCGTTTTGAGT
TTGTCCCGCAATAGCCCGCATAAAACCTGTCTCGATCACCATTTCATTCGGAAATTACTA
AATATATTATTGGAAATTGTGCCTTTCTTACATGAGATCCAACATGTTTTTTCATCAGAC
TTGATCAGGTGTCTTACATCTATCAGCGGATAAAATGTGTGCGTGGAATCATGTGGATTT
CCATGGAGTGTTTCGCTATCTAGTCCTCTAGTAGCAATAAAGACAATGAGAGTTTGACGG
CAATACTGAATAGAAAAAAATAATCATGACAAAACTCAGAGAAAGGTAATTCCTTATCTT
CCAATCCATTTCTCTTTACTTTCCATTTTTCTGAACTTTTATGAAATTGCGAGTTTTACA
GCGAACAGGCATCTTCAAGGAGGGTTTGCTTTTCTCTTGTGGTCACTTTGACCAGTTATC
TACCTCACGGTTTTGCTGGAGTCTGCCGGTGTTGTGGGGTTTGCAGGTAAAGCCCCGTCT
CACCACACCAGACGAAGCAGGCCAGAAGCCATGCTCAGGAGCTGGCTGAACAGGACTTCT
GCCCTTTTGTCTCCCACAAGCAGCTTCTCTCTCCCTGATCTTAAAAAGCAAACACAAGAC
AAAAAAATATGTTTTTTTTTCTTCCTGATATTTAATTTTACTTGTCATAGCTTCTGTGTT
GATGCTTCTTCTTTTTTTTTTTCTTTGCTGATGTTCACATGTCAAAGCTTCACTTTGGAA
ACGTATGGATTTCTCGTAAAACTGGTAGATTTTTCTTGGATAAAAATGAATTCAGGCTAT
TCTGTTGTTGGCAGACCTCATTCTTTTTCTGAGCTCTATAAGAAATGCTGTCATTCACTC
GAGTCAAACTGCATTCATGTCAAAAACCAAAATGTGAATGAGTTGAAATTAAATCAGACA
AGCAACCAGATGCTGAGAACAGCAAAGTTTCACTTCATGGAGAATGAATCAGATAAAACA
GGACTTGTAAAGTATACACACTAAAGACCAAAAGTGAAAAGCCAGCTTTTCCTTTTCTTT
ATCTTTCTCCTTTTTCTTAAAACTTCTACACGGCGTTGAAGGAGAAGAGCACAGGACCTA
TGGTGCTTTTCTCTGATCAAAAACGGAAACGCTGAGCTTTAATAAAAAACACAGCCAGGC
TTTGACAGAGTGTGCTGCCCCATTCCAACACTTTGTTACCAGACCAACTGCAAAATACAA
AGAAGTAAAGTTGTTACTCATTATTTCCTCATGTCACTTTCTACTGATTTCAAACAATCC
TTCCCTTGCTCTCTTCTTTGAAAAGATTGGAATAAAGACAATACTGAATAAACT
>CL2066Contig1
GAGATCGCTGACCTGAAAAGAAGAGACAGTGAGATCACCCAGCTGTCCCGCACTGAAGAC
CACATCCACTTCATCCAGACTTACCACATGCTGATAGCCCAGACTGAGGCTGAGGAACTG
CCTTCAGTTACTGTCAACCCCTACTTCTCCTTTGGCCCTGTGACCAAGGCCGTGTCTGAG
ATGAAGCAGCACATGAACGAATTCAGCAATGATGAGCTTGTGAAGGTGGCCAAGACAGTG
AACAAAATGAGCTTCTGTGAACTGGATGATGCCAAAAAGAAACGATCAATCAAAGCTGAG
GAAGCTCCCATGTACAAGTCCATGCCGGTCAGAGAGCCCCAGTACCGGGATGACTTCCTG
AGATATGCCTGCCAGCTCACTCTGGATCCAAATACGGCCTACAGACAGCTCTACCTGTCT
CGTGGAAACAGGAAGGCCACCCTCAAGAGAGACACGCAGTCCTACAGCGATCACCCCAAC
AGGTTCGACTCCCTGCCTCAGGTTCTGTGCAAAGAGCCCCTTGCTGGAAATGCTTTTTAC
TGGGAGGTAGACTGGAGTGGGGAGGGGGCAGCCATAGGAATTGCCTACAAAGGCATCAAG
AGGACAGGCTACGGTGACCACGCCCGCATCGGTCACAACCGTAAATCCTGGAGCTTCTTC
TGCTCTGACTCCAGTTACTCGGCCCGCCATAGCAAGGACCAAGTTGAGATCAACGCTCCG



TACTGCCCCCGCATCGGGATTTTCCTGGACCATGTTGGAGGAACCCTCTCCTTTTACGCT
GTGGGGGACACCATGTCTCTCCTCCACACTTTTAAGGCCTCCTTCAGCGAACCTGTTTAT
CCAGGGTTCTGGGTTTGGTATGAGTCTGCTGTCACCATCGTCCAACTGTGAATACATTAC
AAATCAATGAGTAGGAAAAATATTAACACAAACTACTTTTCCAAAAAGATTTGATTTATA
TATATATATATATATTTAGATTTTTTTTCAAAGAGAGATGTAGAATTTTTTTACATGTGT
ACTAATCAGGGGAAGTGATTTGTGATGAATGTGAATAATCTTTGAATGAATGTAAAGTTT
GAAAAGATGAAAACAACTTACTGCAGTTCAAACCTATTTTAGTCATTTT
>CL2067Contig1
TTTCGTCTCCACGCCGGATTTCCCGCCGCCTCAGTTACACGGCAGCCAGGTGGGAATATT
CTGGCTGGCCACATAGTAGTTGCTGAAGTTGTGGTCCCTGACGTACGGCGCCGGCTGGTA
GTAGCACGTCACGGACGAGGCGTCGGGGATGGCGCTCTGCTCGGCCAGGACCCTCAGCGC
CATCAGCGAGAGGAGGTGGAGGGTCTGCCGCCGCTCGTGGCCCATCAGGCACACCGTGCT
CTCGTTCACCACCTTGCGCAGGATCTGCAGGTAGTCGTACTTGCTCTTCTCCTCCCCGAT
GAAGTGCATCTGCAGGTACAACTCCACCTTGCGCTGCTGCTCGCCGATGTCGGGAAAGTC
GATGAAGAAGCGCGAGCACATGTACCTCTCCAGGGCCTTGAACTCCTCCTGGTTGGCGGG
TCGAAAGTCCCGCACCAGCAGGTTGCAGTACTTGAGCAGGCCGCCGCCGCGGATTTCCTC
TGGCCGCTTGGTGGCGATGAGCTTGTTGCGCAGGTGGTTGAGCGCGGCGTTGAAGTCTCC
GTACACGCTCTCCCCCATTACCAGGGGGTGGACGTCCTCCGACAGGGGCACCTGCATGTG
CTGGTAGTAGGACAGCATGGGGTCCAGCACGATCTGGAAGGAGTCCACGCTGAACTCGAA
CTGCCGGCGTATGGAGTCCACGAAGTTCAGCTCCACGTTGCGGCCGTTTTTGTTGCAGAG
GGAGATGAGGCTCCAGCGGTCCTGCTCCGTGTAGACCTTGACCAGCTTCTGGACGTACGC
CTCTTTGAGCGTCATGGGCGTGATCTTCTCCTTGTTGACGCAGTCGGGCAGGAGGTCCAA
CAGAACGTCCAGGACGTCGTCCTTGATGAGCTTGAACTCTGCTTCGCTGGGCAGGTCCAC
CCTGAAGATGACGTCCAGGTCCTTGAAGCTCCAGCTGCCGTCCTGCTCCAGCACGTGGCT
GGCGGTGGAGCCGTTCAGGCGCACGTCCTTCACCCGGATGCCCCGCCGTTCCAGGCGGCG
GCGCACGCGCGCCAAGATGTCGCTCAGCTGCACCTCCAGCGTGGGGAAGTTCCCCCGCCC
GTGGATGGGGATGACGTCGGTGAGGACTTCGTTGAGCCGGATCACCTGATCCCAGGTCAG
ACAACTGGCAGAACTGCTGCAGGATTCTTCTGAGTTTTCCATCTTCTAACCAAGTTTAGA
TAAAGTTACAGGAAGGCTGTTCGGGGGCATTCAAAGTCCAGAAAGTGTTGTAGCTCCGCA
AACACGCCTCCGCATAGTCCACAGCACGACACGAGCAGTCCACGTTCGAACCC
>CL2068Contig1
ACAACAATTATTGAAGCTGTGGTTGTCCAATTTTTGCTTACAACTTTTATTATACTTCAG
CGTTTTTAACAAGACATTTTGGTTAAACATATGATAGAACATGCTGTAACGGTAGTGCCA
AAAAGAAAAGACAAAGATTAAACAAAGTGGGAGGGACAACAATGTAGTGAGAGTTAAGTG
AACTACAGGCTGCATATAAAAATAGACTGGGTAGAAAGAAACAATGTATGCCACCTAATC
ATTAAAGTAGTGTCAACACAATATGATGAAAGGTAGTGAGCTTCTAAGTAGAGGAGGTGG
CGATGTTGCTTAATATCCAGACTTCCTCAGGTACTCAGCCATTGCATGTGCTTTCTTGTT
TAATGTTCCACCATGGACCGCCTCCTTTCCCATCACTAAAACCATTACTTTTCCTGCTCT
CCCAACAGAAATATTGTATGTCGGTTCTCCTCCTTGGCTCTTTGTCCTGATGTCCATCGT
CCAGTCGCCCTCGTCCTGCAGACTGTCGCGCAGCACCGAACACTTCTTTGAGCCCAGAGT
CAGCCCGCTGGTGTAAAAGGTCTCTCTGTCTTTGCCCACAAGCACATCAATTTCTTGAGA
CGAGATGTTGTTGAAAGTCCCACCAGGATGAGCTGCCCAAACATATTTGGCGTCCGTATA
CCCAACAATGGCGCTATCCTGACAGCTGCCATCGGCCATCAGGTTTTCCACGTAGCTTTG
CCAAGACATGCTCAGTGAATTAATGCTACACTTAAAAATAAACTACACTTGCTAAGGCAA
GCTTGCCAAAGAGACAGACAGAGGAGGGAAGAAGAACCGCGGCGCGATTTCAGTCTCCAA
CCCACACTTCAACGCTGACCACCGCGAAGGCTGGGGCAGTGAGGCGGCGGCTGGGTGTAG
TCCGTATCAGATCACCCCCGGCCATAAGGCCCGGGTTAAACGGC
>CL2069Contig1
GCACGAGGATTTTTTTTCCTTACATTTTTCTTAATTTTGTTGGGTCTGTAAATGCCAATG
TCATGAAAGCTCTTGTCAACTGCTAATGTCCCCTTTCTCCCCCTAATTGTGTTGAGTTAT
TGGTAAATGTGTAATGTGATGTACTCCATTTGAACAGTTGGTTTTAAAATACTTGTAGAT
AAACAATAAACTTCCCTATATATTTGAAGGTTAAATGTCTCTCTTAGTGAGTGCACACGC
GTGTACTGTAGGTCTTCTCTTGTTTTTTTGAACCAAATTTTGGGTGTCCCGTGAAGATCT
GGTGGGGTGGGGTGCAAACACAATTGCAGGTGTAAATGAAAACGGCTCATGGTGAGGTTG
AAACTAAGAACTAAAAGCACAATGTACAGTCCTGGCAGGAAGGCGCACTCACTTCAGGGG
CTTCCATCACAATCCGCTCTAACAATCACTTAGTGTAGTTCCTCACACTCTGAAGTGCTA
TTTTTGACAGTGTGGTAGCTTTGCATCTCTATATATTGTCTTGATCTGAACTAAAAAAAA
TAACGACTTTATTTCTTGTCAGATAATCAGTAGGACTTTTGTTTTTATGTTTCACCAATA
ATTAAGTAGATGTTTTGTCTTAAGGAAAGCCAAAGTGAGTGCATCTTGATGTGATCTGTA
TTCTATATGGCCTACAAAATCTGTTTTAGTCTGGGTGGAGTTAGAATAAAAACATACACA
GGCTCTCAAATTTCTACAACTTGTTGTTCATATGTATTTTGTACCAGTGAAGCTTTTTAT
ATCCAAAACTAAAGGAAAACGAACACAAAAAGAGGTTTAGAAAAATTTAGTCCTCGCCTT
CAGTAGTTCTTTGCTTTAGCCTGTTGTTGGCATCAGCTTTTTTCTTTTGCTTTTACCTCT
AAAAGATGCCTGATTTTGATTTGAATTTCCGTTGGATCTCCACGTGTTCCTTACTTAGTT



GATCAGTTTTGGGGAGGGTTGGGATCCTCTAAATTGTGGTAAGTTACATGTTGGTATTTG
TGCTCGCCACTTGATTTAAATGGTCATGAATCTTTACAACCTGTGTGGAAAATTGTCTTA
GTGTTAAGGTTAATTTAGTTTGAGCCTTGTTCCCTTTTTATTTTTAAATTTCCCATTTTG
AGGTTTTCTGTTGTTTTTTTTCCTCCTCCCATAAGTGTGTAGCTAAATGGCTGTGTTCTT
TTTGGTCAATGTTTGTGTGGTGTGTGTGGTTTATTTCTTTCTTTTGCCTCTGTCTCCAAA
TAA
>CL2070Contig1
GGGACTCCTTCAGGCGGAAGGAGACACCTGAGTTCACCTGGCGGTTCCTGGCACACGGAA
AATTAAAAAATAAATAAATAAAAGCATCCCGGATCCGTTCGCGCGCCTGACGTCACAATG
AGCTCTTTCCGGTGGATTTCTGCGCTCCAGCTCGGTTGTTTGCAGACTTCCAGAGGTCCA
CAGTTGCTGCAGCCCGCTTCCGCCTGTGCGGTTCAGTGGCGCCCTCAGTCCTCTGAGGCC
GTCTCAGCAGCCCGGCTGCCCTGCAGAGTAAAGCTTTCTGCAGGGAAACGCTACGCCTGG
TGTGCGTGTGGTTACAGCAAGAAACAGCCGTTCTGTGATGGGGCTCATCTGAAACAGGCG
CCAAGCATTTCCCCTCTGCGCTTCAGCCCCGATAAGGATGGGACTGTCTTCCTCTGCGCC
TGTAAGCAAACCAAAAACGCGCCGTACTGCGACGGCTCCCACCTAAAGGTCATCTACAGG
GACGCGGTGGGGGCGCTGAAAGGCCTGTTTAAGTGAGCGGCGCTGCCGGCGGTGGACCTG
CCAGGGCAAACGACATCTTCTTTGCTGGTGTATTAAAAGAAAATGACTCCTACAATAAAA
ACAAAATAAGTGGTGGCAGTTTAACATCAATCTGGTGGTGCTTTGTATCAAGAAAGAAAC
AGGAAAAAAAGTACTTTTTAACCAAATTATTGACTGTAAAGCATAAAATAATTTTTTTGT
ATTATCTCTGCCAAACTGTCCATATGATATTATTGTGGTTTTAATCTGACCATCAGATGA
CTTTTCATAGAGTATATAATCACTGTGGTGAGAAGGCTGCTGCATGTGCATATACTTGCA
TAAATGTCAAGAGATCGTATTGCAATAATCTACTTTGAACTGTCAATATTGAAAGTTTTA
TGTAATCCTATTTATGAAGGTTTTTTTTAAATAGTAAATGATTTCTGAATTCATTCAAAT
AAAGAAAAAA
>CL2071Contig1
TTTTTTTNTTAAAAAAAAAGGTACTTTTATTGTCAGTTTTTCAACTCGGACCCTTGAAGC
ATCATTATTACTATTATGATGGTAAATTTACAAATACAAATGAGGAGAAGGTACACAGAA
AATTAATTTCCCTTTAAATCTGTTATATTAAAACCACTTTAATTATCCTAAAAATTCACA
GTTTCAAACATGACACTTTGTCCATTTCAACCTGAGACCCAGTACCAACAAAAACAAATG
CTATGCAGTTTTATGCCAGATGTGCTGCACTTTGTGCTACGACAGACGGCCGTAACTTTA
TCAGATGCGTGTCCTGCTGACTCAGCCATCTACAGCTCTCCACAATCTGTGATGGTGATT
TTTTGGGAGGTTCTGCCGGACTGTGACCCGAAAGATTCCACTTTTTTTACGACGCTCATT
CCGTCTTTCACTCTGCCGAAGACGACGTGCCTGCCATCCAGCCACTCTGTTTTAGAGGTG
CAGATGAAGAACTGGGATCCATTGGTGTTCGGCCCGGCGTTGGCCATAGATAAGATGCCT
GGTCCAGTGTGCTTCAAGACAAAGTTCTCATCAGGAAACTTCAACCCATAGATAGACTTC
CCTCCTGTTCCATTATGGTTGGTGAAATCCCCTCCCTGACACATGAACTTAGGGATCACC
CTGTGGAAGATTGAGCCCTTGTAGCCAAAGCCATGCTCCCCCGTGCAGAGTGCTCGGAAA
TTTTCTGCTGTTTTGGGCACTACGTCGGCGCTCAGCTCAAAGGTTACTCTCCCCAGCGGC
TCGCTGCCTGCAGCAATGTCAAAGTAAACCGTCGGGTTTTTGTTAGCAGCTCCGGGGCCG
CTGCTGCACATGCGCGCGACCGTGAACGCCAGCGAGTAGAACTTTATTTTGTTGGAAAAA
CTTAACATTTTAAAGTTCCTATGTACCGCTACTCGGATAGTCAACTTACGACAGCAACGG
ATTGAAAGTCACGCTCAAATCCCCCCGGCCATAATGCCCGGGT
>CL2072Contig1
GTAGAGAACTGGCTCTTTTATTTGGCAGTTTTACAATTTCCATTGTGTCTTTTGCACAGA
AAAAAAGTCTTGAATTGTACATGCCATGTATACAGAACCTCCAACCTTTATTCAGCAAGG
CTTTCACAGAGAAATATATGAAGGGAGAAACACGAGCAGCAGAGAACGCAGGCAGATATC
AGTGGTATACTGAATTTTAAAAACAGACAAGTTCAGTGTGCTAAAGATAAAGCATCCTCC
ATCCACTTTCTACCTAGTCCATATTGAGAGATGACACTAAAGATGCTTCCGGAGTACGTC
TGCTTTCACACACACCCACACAGACATACATTATACTCACACTATCTATATCAAGATGGA
AGCAACAGCACATTCCACTATCCAAGACACTATGCATGATACCAGTTTGCTATCATAACA
TTCATTAATTTGTTAGATTCATCCCCAAATACTGTGTTCCTAGCAGAGCGGTTTATTTGG
CATACAATGAACTCATTGAAAAATGTCCGGGAAAGAAGGAATATGCAAATGTCAAAACAA
TTATCCTATTTTGGGCAAAAAACACACATTCTTGTCAACGATAAAGCACCGATCAAGTTC
ACTATCAGGTTTGTTTTCAGAGGTTGGACGCTTGGACACAGATCTGCGGCTGACCCCAAA
AGTTCCCTTTGACTGTGCATGTTGAAAATGAGGGAACGTGGGGGAAAAAACGATCCATTT
TTCTCCTATCGCAAATCAATTTTAAGGGAGGGTTGTTCCGGCTATCGTTCTTCACAAAAC
ACACATACATATTATCATCATCAACATCGTGACATCATTAGTAAACAATTCAAACTGCCT
GTATGCCTGCCAACCCACAACACAGAGGCCTTTCACGAGAAAAATGCTGCCAAAATTCAG
AAACTGCGATTAACGACAAACAAAAGGTCTGAAAGCGTACAGAGTAGTACAGCACAGAGG
GAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGA
TAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGA
TAGATAGATAGATAGATAGATAGATAGATAGATAGATTGTTTTTTTACATTCTTTCTAAA
ATTAAATTCATTCATGAAACTGAATTGAACAGAACATTGTATCAATGAGAATACTGATGG
TGGTGGTGGGAACTGGTGTCAGTGTGTGCAGTGATGTGGTGGAGAGGTCTTCTAGCCTCT



CGCCTTTGAGTGTTTGCTTTGGAGAGGTTGAGGGCAGGATGAAGGTGGGTGGATGGAGGG
ACCGTGGAAGTCAGGACTTGTGCGAGACTCATGCTGTAAGCTCTTCCCTCAGCTCTTTGT
TCCTGCGCACCACAACGGCACGCTTCTCTTTCTCCAGTAGGCGCTCCATCATGGCTGCCA
TGTGGGCTTCACGGTTCTCCTTGATCTGCTCCATCTTCATGTGGAGCTTCTCCTCAGCCA
TTTTGCTGAAGTTGCTGTTTTCCTCCATGGCTTTTAGCAACACATCTCTCTCATGCTCTC
GCTTTTCTGCCAAAGCTCTCAGCACCTGAGCCTCTTGGTACTTCCTCCGCTCTTCAGCAG
CCTCCAGCTTCTTCTCAATGTCCTCCAAGGAGATATCCCTCTTTGGCGGAGAAGGCAGGC
TGTGGGATACCTCTGACACCGGAGACAGAGGCTTAAGAATCACCTCAAAGGCCTGTCCCG
AGGTTCGTTTCTTAATAGGTTTCACCTCCATGTCTTCAAACTCGCACACAAGCTTGTTGC
GAGATTCCGGGTAGAAGCAGGAGCAGATGAGGGACAGCACAGACAACTCCTTCATCTTCT
CTTTGTATGCGGTTGCTGTTTTAGCCATGGCTGGTGTTTTTCTCTTGTTTTAGTTCCTGT
CTCCGCAGAAGATGCTGGGTCTCTGTTCGGGTGAACGGCGACGCTGCTTAAGGCACTGAG
TCAGCGAATACTCACTGCTTTTTCTTAGATCCC
>CL2073Contig1
GATTTTATTGAGCAGCATCCGGTTTCNAAACTGCAAAAAAGTAATCTCTCTCTCTCATGA
AAATACAGATGAGCCTGTAGATATGTATGTTTATGGAAAAATATGATAAATATCTGTACC
TCAAACCCAAAAGGTTGCATAACCTAAACGTACAAGTAGTCTACGTAGATATGAAAATGC
CGAAAACAGCACAGTTGCTACAACTTCATCTGAACAACAACTCTTCTTCAGCTTAAAGAG
CCTTCTCAGTTTTGGAACAACAATATAAAGGAAACAAATGTAAAATAACAAAACAAAAAT
AATTTACTTAACTTAAAATTAGTATTCCACAAAGATGACCTTTTTTCCTTTTCCACAGGT
TTGGAGTTTCATTATTTTTTTCATAACTTTGTGCATTGTTTTGATGAACTCCTCACAAGC
TTTGAATTAAATAAGTTGAACCGCTCTTTGGGCAACACTACAAGCTGCTTTTTTATCACT
TTAGAGCACTGCACCAAGGATATGCGTCAGATGCGCTTTTACAGTTCTTCCACCCGTTGT
GCCTCAAGCTTCAAGTGACATCTTCTGCTTTCAAGTCCAAACTTTCCATTGCTTTGCTTT
CACTTGGAATCTCCCAGCAGATGGATGATGAGTTCGTAGCTGGACAGGACAATGGCCGTA
TTTGGGATTTGTCTGATAAGCTGGGGAATGAGTCCTCTGTAAAAAGCTGCATATCCTTCC
TCCACAGCTATCAACCGGCCCGTCTGGAAGAAGTACTTGTACTTGCTGCCTTCCTCCCGC
AGCCGTGTCCGGATGACCTCGTGAGGATAAGCTACACAGGAGGCACAGCCCTTGGAAAAA
GCGGCTGCCATCATCAGCCTGAGGAAGTCGGACGCTCCCTTCTCATTTTGGCTGTTTGGA
GAGCTGAACTGATTTCTGGCGAGGTGTTTCTTCAGTGTTTCGTAGATGAGGAAGCAGATC
ATGGTCTCGGAGATGCCGGCGTAGGACGCAGTCAGGCCTCGGTAAAAACCCCGGACTCCC
TCGGTTTTGTAAACGTAACGAGCACACTGCAGCGCGTTCATCTTTTTCTCTCCTTTGGCT
TTTTTCTCCAGCTGCATCCTGGTCTTGACCATCCAGATGGGGTTCATCAGAGAGTTGGTA
ACAAAGGCTGCAACACCTGCAGAGGACATGTGGACCAATCCACTGTTAGGGACAAGGAGC
CCATTGAAGACCTCTTTAGACTTTGAGTATGCAGCAAAGTAAATGGCTCTTGAAGGGGCA
ACACCAACAAGATTTGGCCCCAACCCACGGAAAAGAGATCTGGGTCCCTCTTTTTCAAGA
ATAGACCGCAGAACTTGCAGCAACCCTGGTGTCACGGCGCCAGGTCGGAATAACCCCAGT
ACCACTAAGGGTGCCGAGCTGGACTTGGAAGACGGGGCGGAGGGTCAGGCCAGAAGACTG
CAACCGCGTCTTCAATACCTCAAGTGGGCAAGTCATGATGGCCCCCACTGTGCCNACTAC
ACCCCCCGGCGAATAGATGTAGCAGCGTGTCTTTCTGTGCCATCTTANGTTTTTCTCTTT
TTAGTTAACCACCATGGTCTAAAAACCGTTTCTGAAAGTTGCGTTGCGTAGCGTCTGCCG
CTCGTCCGCTTCGTCCTCACCGGGAGCCGGTTTGCATCCCCCGGCCATAAGGCCCGGGTT
AAACGGCGC
>CL2074Contig1
TCGGCACGAGGCCGGGGGATGTTAAGGGTTTTTGTGTCCAAAAATGGCACGTTATAGTTT
GATATAGCCGATCAAATGGAAATTACCTTAAATTTAGGATTGTATTAATGTTACCGTATA
TATGCAAAGCGGCGGTCTCAGCGGTTTGAAGTGTGCACTTGCCGAAAGGGTTTCTGGTGT
GTTAAAATTCTGAGCGGACAACAGCCAGAGATGGACTTTCCAGAAGACTTTAACCAGCTG
GAACTTCTCGACACTCACGGTCACCTGATTCCTCGAGGAGGCAGCGGCCTGTGGACCGAG
AGCAAGGATGAGGAGAAGGAGACGGACGAGGAGGACCACAGCGAGGAGTGGTATTTAGCA
AAAGAGGACGAGCTCGGAGACAGACCGGCCGAGCTGGTCCTGTGGGCCGCAGAGAACAAT
CGGCTGCCAACGTTGCTGCGTCTGCTGGCGGCTGATCCTCTGCTGGTGCACTGCCGCGAC
GAGGACAACTACACGCCCCTGCACCGTGCGGCGTACAACGGTCACGTCGAAGCAGCGTGC
GCCTTACTCTCCCACGGCTCCGACATCAACCCTCGAACCATAGACGGCTGGACTCCCCTG
CACAGCGCCTGCCGCTGGGGCCGCGCCGCTGTGGCGAGCTGTCTTCTGCAGAGCGGCGCA
GACATCAACGCTCAGACGAACGGCGGCCTTACCCCCTTACACCTGGCTGCTTCCTCATTC
AAACCATCCTTCGCTCAAACGTTGGAGCTCCTCCTCTCAAAGCGCCACCTGAAGCCCAGG
CTCCTCAGCAGCAGCGGGGAAACGGCCGCAGAAGTGGCCCGGCGCAGCGGCCCACATTAT
TTTCTGTTTGAGATGGTAGAAGACTGCATCAGTGTGATACCACCTGCAGTGCCAACTTAA
ATATTTGCAGGTCTCATGGAATGATAGCATGAGATGTGTTCTACCTTATAAAAAATAAAC
TGATATGATCAAAGATGAATGTGGCTAAAATACTCTAGATTTTGAACTGTTTTATTAAAC
TATTGGTATTTCAAAAGCATCTTGAAATTGACTCTATTAACCGCTCAAATCGGTGTGAAA
ATAGAAAATGAGGCAAAGAATCTTGGTTAAGTTCTGGTTCAGTTATTTCAAATAATGAAA
AAGTCTTCCTTTAAAGTTTAAAGTCTCACTCCAATCATCTTTTGATCTTTTTTAAAAGCC



TTCTCAGTGGTCTTTTAATTATGATCATGCTGGTTTTAGCCATAAGAAGAAAAAAAACTG
CCCACTTGTGGCCCACGGAGTGTAGTTTGTGAGTCACAACAACACATTTTTTTGAAACAG
CATTTTTCCATCTGCTCCCGATTCACAATGATTAA
>CL2075Contig1
CTCACATTGTGTTTTATTTTACGTAAAAAACTTTAGACAAAAGAGTGCACACAATATAAT
ATCCATCAGGAATAAGAATAAGTGAAACAGGTAATATACAAAATAGGCTTCAACATACAA
TACTGATATGGAGAAAAAGGATCAGCAAACGTCCCGCCCGGGGTCTCAAACTTCAGCAGC
GGTTTGATAAAGAGCTTGTGCTGCGTTGATAAAAGGAGTGACTTTAGACAGCCTCTCTAG
CTGACCCGTAGACGACAATCCTCCTTGGTTTTTTTCAAAACAACGTTAAAACTCTGCACT
AAATTTCAAAGCTTTTGAATTTTAAATTTGTACATATTGATTTTTTTTTAGTATAGACAT
TTACAAGGACGTGGGGGGAAAAAACAACTGCAGCTACTTTGAAGACATCTCCACAGTCGC
AGACTCGTTTCCTCCATTTACATCGTAGTCTCCCACTGGACCGCTGACTAGGACCTTCAT
GCGATCAGGGAAGTCATCAAACTTGGGGGACAGCAGGAAATCGTACACCAGAGCCGCCGC
TACACCACCACACATCGGGCCCACCCAGTACACCCAGTGGTCCGTAAAATCGTTCAGGAT
CAAAGCTGGGCCAAAGGAGCGGGCGGGATTGATGCCACAGCCTGTGTAGCTGATAGCTGC
CAAATGTCCCAGGCAAACTGAGAGGCCAATGGCCAGGGGTGCAGAGCCCATGACGTCACG
CCTCCTTTTATCAGTGACTGCAATGACACACAGCACCAGCTGGAAGGTGGCCAGAAGCTC
AATGCCCACTCCTTGGCTGGGGGTGACACCGTTAAGAGAGTTGAGCCCTAGGGCGCTGGT
GTTGGAAGGACGCGTCCCGTAAACGATGCCGCTGGCGAGGGCTGAACCCAGCATCTGAGC
CACTATGTACATGACCGCCTTGAAGACGCTGATCTGGCAGCTGGCAAGCATGCCAAGGGT
GACGGCCGGATTCAGGTGGGCTCCACTGATGTGGCCTAAGCTCTGGGCCAGAGTGGCGAT
GGCTAATCCAAAGGTCAGCGACACCTTCATCTCCTGGTCTGGGTTGGCAGTTGTTGGAGT
TTCCTATGGCTGCAGAGATGCTGAGAAAAATAAAGAAGGCCATGCCGACCAGTTCGGCTA
GAACGGCCCTCCAAAAATCTTTGCTCTTGAACTCCCTCATGGTGGTGGCGGTGTGACGGT
TTGAGCTGCAAAGTGTGTGCAAT
>CL2076Contig1
TTTTTTTTNTGATAAAAATCTTTTTATTTCTTTTCCTCTTTTAAAGACAGTGTTTGTCCT
TTCATCACAAGGATAATGATTAAGCAATTCATTTTACAGATGTCAATTATTCTAATTGAC
AAAAGTAAAATCATCCTCAGTCATGTGTTCCTTGTGATCTGGATTGTTATTCTGTCTCAG
AAGATTACTGCCACAAGTCCGCCGGCTGCTCCTCCAACACTCCCCAAGGCGGCAGTGGCA
GCACCTGACAACCCAGCCATACCGGCTGACTGCAGAAGAGCCACCACACTTCCAGCTGCC
ACCCCTCCACCGTTAGCAACGGCAGCTGCTGACATCATGCTGGCTGCATAGGATCCAGCA
GCAATCCCAGCCGAGGTGAAGCCAACAGCTCCAAGCACAACAGGAGCCGCCACCACAGCT
CCACCTGCTCCTGCAGCCGCTAGTGCAAACGTCAAGAGTCCCATTGTCTATNAGAGGTGT
TGTTTTTCGTTCTTTGC
>CL2076Contig2
TTTTTTTTTTAAGATAAAAATCTTTTTATTTCTTTTCCTCTTTTAAAGACAGTGTTTGTC
CTTTCATCAGGATAATGATTAAGCAATTCATTTTACAGATGTTGTCAATTATTCTAATTG
ACAGAAGTAAAATCATCCTCAGTCATGTGTTCCTTGTGATCTGGATTGTTTTTCTGTCTC
AGATGAGTGCCGCCAGAAATCCCAAAGCTCCTCCAACACTCCCCACGGCGGCAGTGGCAG
CACCTGACAACCCAGCCATACCGGCTGACTGCAGAACAGCCACGGCACTTCCAGCTGCCA
CCCCTCCACCGTTAGCAACGGCAGCTGCTGACATCATGCTGGCTGCATAGGATCCAGCAG
CAATCCCAGCCGAAGTGAAGCCAACAACTCCGAGGACAACAGGAGCCGCCACCACAGCTC
CACCTGCTCCTGCAGCAACAGCCGCCAAAGTCAAGAGTCCCATCGTTTGTCTCCCCCGGC
CATAAGGCCCGGGTTAAA
>CL2077Contig1
GNAGTCCTAGACAAGGCTAAAGGCTTACAGATTAACCTGTCTGAGACCCTGCAAGGAAAG
CTGGTGGCCTACGACACTGACGGCGACGGCGATTTTGACATCGAGGATGCTAAAGTTCTG
CTAGATGAAAAACCTGGAGAACCTATTCGCAGCGGAGCTCACAAAGAAATCCCCCCAGCC
AAGGATGTGGGCTTCAAGCTCAGAGAAGCTCTGAAGCAGCAGCTGGCCATCATCCATGAA
CGAGTCGAGGCCAAGAGGCTGGCCAAGCTGGCTCTGGCCGAAGTCAGGCAGCTGCTTCTC
AAGGAAGAGGAGCAGAAGGAGCTGGAGCTGGGGATGAAGCAGATCCCAGCAGACGTGAAG
AAAAGAGTGGCTGCCAGGCTGAAGGAGGAAGAGGAGCGAATAGAAAAAGAGGAGATGGAG
AAGCTGAACAAAGTAAAGACGGAGCAGTATGATGATAACCAGGAAGAAGAAAGCAAGGTG
GATGAAGAACACATGAATTCAAAGAAGCCAAGGGGGAAGGAAGCAAAGATTGATGGAAGA
GGAGCTCCAAACCAGAGCATGAGCCAAAGAGAGGAGTCTGGAAAACAAAGAAAGGTTGAC
GAACCCAAGAGAAGGAAAGCCATAAAAGCGTAGCTCTTTAGTTAAACGGGAACGAGTTTC
CTCTGGTGGCGGCTGCTGTTGCTTCTTGTATTGTGCCAACCGACTTTCTAAAAGTCGCCT
CAAATGAGATCTTTTCAAATCTAAGATGAGATCAAAGGATTAGGTTTGGTTATTGTGGCT
GACGTTGCGTCTGTCTGCAGAAATTCAGAGCAGCTTTCCCAGAATGCCTCAGTGTCAACG
GTTTATGTTCATTTTGGTTCTTTCTTCTCTAAAAGCAGTTTGATCATCTGGACTGCAAAG
ATGCTAGAGTAAACTCACGAGCTTTGCACTGCAGTGCCCTTGAATGATGGCCATCAACAC
CTTTCTAGTAAAAATGTTATCCTAAAAAACAATGTTGTAATGATTTACAACAATATTTGC
CTTTTTACAGAATTTACTGGATGGCGTTTGAGGTTTAACTGTATTTTAACTGTTGAGATT



TCTGTCACATTTCTGTGCATCAACACGTTTCCAATTGACACCAATAAAGNAACTAAATAA
AACCGTTAC
>CL2078Contig1
GATTTTATTNNTGAGAACATATTTATACATTTCGCTGAACACCACTGAAAACTCAAGATG
CTGAGCCTCTAAAGTCAAAGTTAACCTGGTCATCCATGATGGCATCCACATCTCTTTCGG
AAAGCTCCTGTCCCGAGGCATCCAGGTCCACCGGTTCTTCTCCGGTTAGGATGTCCATTG
GCGCTTCAGCAATAGCTCTGATAGTTTGATCTTCCAGAGCGAGAGCTGTGTCAAACTGCA
GAGGTGATGGCGGGCCCTGCATACCGTCTCCTTCAACGTCCAGGTCGTCACTGAACTCCA
GGGGAAGGCTCTCTGTGGGCTGAAGCTCTGCAGCACTGAGGTACATGTCTTTGCTTGCTG
GTGTGAACTGCTCCTGCGGTGGAGGTTCCTCCTCAGGCTGGTGCATGGGCGGAGGCAAGG
CGAGGTGAAGAAGGCAGCGCGGATCGTCGGACTGACCCATGTGCACCGTGCGGCTGCACG
GGACATCTTTAATGCCGGGACAGATTTTGAAAAGAACCTGGTTGCTGTCTTGGTAAATGT
GTGAAACACAGTGACGAGCCATTGGAAGGCAAGGATTGGTACATCTGGTTCCCTCCATGA
AGGAGATGCATGTGTCATTTGCTGGTTTGTTCTGAGGGACTCCCTCCGTTACCGCCAACC
TCCTCTCCCTCAGCTGCCGATGCAGCAGCGCCTCCACACCGTAGCGGCGACGGTATCGGC
GCAAAGCCTTGAGCTTCTTCAAGTCCTCCCTCTCCTTTATTGACAGACCTTCAGGCCCCG
TCAGCAGACTGTTCCCAAGAGTTTCATGCTCCACTTTGCGATTATGCAGATATCTGCGCT
TCTTCTCTTTGAGTAAGTGTTGCAGGCGTTTGAACTGGTCGATGTAGAGGGACTGCAGCC
GGATCAGTTTTTCTCGTGTGACCAACGCCACTTCCTCTGCAGTGTAAACTCCAGCATGCT
TTAGAGGGTCTTCAAGGTCGCTGTCTACACTGTCAGCCTCGCTGTCAGGATCTCCTCTCC
AGGTCTGATCTAACGCTAAAGGTCCCTGCTCCTCCTCACTAAGACTGTCTTCATCAAGAA
CTCGGCTAGCTTCGGAGCGCCCTCCGTCCTGACTCTGCGTCTCTCCACGACTGTAGCTAC
TGAGCTGAGACAACAAAGCCTCTGGAGATGGACCAGAAGAAGTCTTCCTCATCTGCGCTC
GGAGGGTCATGGCGCTCCTACGAGCGTGCTCCGCACAGAATGTTACTCCATCTTTCCTCT
CGGCCTTTGGCGCAGCATTGGGGCAGCGCTTGCCATTCTTGGCAGAGACGTAGCTACACT
GTTTGTATGGGGCGTTCTTGTCCTCCAGAATGTGTTTCATACAGAACTCCAGACCCTCCA
AGCGAGGCTGTGAACATGGTCGCTGGGTGAAGGAGCAGACCTGGGGCTCCTGGGGTCGGC
TTGCTTGGGTTGTCCGGTTACGACTTGAGGGTAAAACGTGAATTCGTATTCTGTTCATTT
CAAGTCTTCCGCTGTGCAATATGCTAACTCTGCCGTTCCAACGACTTGCCTCCCCCGGCC
ATAAGGCCCGGGTTAAACGGCG
>CL2079Contig1
CCACAGAGACCTGGCTGCCCGAAACATCNTAATCAACAGCAACNTGGTGTGCAAGGTGTC
AGATTTTGGCTTGTCCCGCTTCCTGCAGGAGAACTCCTCTGACCCTACCTACACCAGCTC
TTTGGGAGGAAAGATTCCAATCCGCTGGACAGCCCCAGAGGCGATAGCCTTCAGAAAGTT
TACCTCCGCCTCAGATGTGTGGAGTTATGGCATCGTTATGTGGGAGGTCATGTCTTTTGG
AGAGAGACCCTACTGGGACATGAGTAACCAGGATGTCATCAATGCCATCGAACAGGACTA
CCGGCTGCCCCCGCCGCCTGATTGTCCCACCCACCTGCACCAGTTGATGCTGGACTGCTG
GCAGAAAGACCGCTCGGCGCGTCCTCGCTTCTCAGACCTTGTTAGCGCTTTGGACAAACT
GATCCGTAACCCTGCTTCGTTGAAAATAGTGGCTCAGGAAGGAGCGGGGCCGTCCTACCC
CCTGCTGGACCAACGTGCACCTTTAGCTCTTTCTCCGTGCACGTCGGTCGGGGATTGGTT
GAGGTCCATCAAGATGGAGCGGTATGAGGACAGCTTCCTGCAGGCTGGCTTCAACTCAGT
GGACCAGCTGGCTCAGCTCAGCACACAAGATCTGCTGCACATGGGTGTGACCCTGGCTGG
GCATCAGAGGAAAATCCTTTCCAGCGTCCAGACACTGACCTTTCAGAACAAGAACACAGC
GACTGTGACTTTCTAGCCGCCCTGCAGTGAAGAAAATGAAAAAAAACAAAAAGCATGCAG
GTGTGCAGCAGTTTGTTAAGATCCGTCTGGGTCCTCCTCTGTTACCTACAGACTCCAAGA
GCGCCGGAGAATGTATTCCTAACCTGGGAAAGGGAAAAACAACTTTGCCAATGACGTTGA
CTAATGAGAGGTGTCTAGAGAGCGGCACTAACCTGTCTCCACGAATGACTGAGTGTGGTC
GAGCAGACCGCCAGCTACATTTTTACATGTCTCAAGGAGCCAGTATCTGTGCCAAACCAG
AGCATTGACACATCAGAGTTCACTCACTTTCTGTAGTTGTCTCTAAAAGTGGTCTG
>CL2079Contig2
ATTTTCTCAGATGGGCACATTGTCCTGTTTTCTTTTTTCTTTTTTAAGTTTGAGGTCAGA
AACTTAGACATTCCAAAATGCAGACAGACCACTTTTAGAGACTAACTACNNAANGTGAGT
GAACTCTGATGTGTCAATGCTCTGGTTTGGCACAGATACTGGCTCCTTGAGACATGTAAA
AATGTAGCTGGCGGTCTGCTCGACCACACTCAGTCATTCGTGGAGACAGGTTAGTGCCGC
TCTCTAGACACCTCTCATTAGTCAACGTCATTGGCAAAGTTGTTTTTCCCTTTCCCAGGT
TAGGAATACATTCTCCGGCGCTCTTGGAGTCTGTAGGTAACAGAGGAGGACCCAGACGGA
TCTTAACAAACTGCTGCACACCTGCATGCTTTTTGTTTTTTTTCATTTTCTTCACTGCAG
GGCGGCTAGAAAGTCACAGTCGCTGTGTTCTTGTTCTGAAAGGTCAGTGTCTGGACGCTG
GAAAGGATTTTCCTCTGATGCCCAGCCAGGGTCACACCCATGTGCAGCAGATCTTGTGTG
CTGAGCTGAGCCAGCTGGTCCACTGAGTTGAAGCCAGCCTGCAGGAAGCTGTCCTCATAC
CGCTCCATCTTGATGGACCTCAACCAATCCCCGACCGACGTGCACGGAGAAAGAGCTAAA
GGTGCACGTTGGTCCAGCAGGGGGTAGGACGGCCTGAGGGGGCACGGAGTCCAGAAACAA
TAGAAATTACTTGCATAGCCTGTCACTGAAACAGCAGAGCTAAGCTCATGCACGTCCTGC
AGCAACATTCCAGTTGACAAGTAAGGGGGGGTGGGGGGTTAAAGGTAAGTTAATGTGTAG



CTGAGTGACTGACAGGGACAAACAATGAGATTTGTCAGGGGTGGGGGACCCTGTGCTGCG
AGCCCCAGCTGACAGGCAGAATGTGAAGGCAGGGAAACAGGCACAGCAAGCATCTGACAG
GGCACAGCAGGACGCAGAGTGGCATCTCAAGAGTGGACAGTAGGAGGGTAATGTCTGTCC
TCAGACTGTCAGAACTTTAAATGGACTCAGAGAAAGAGACATTACAGCCCTTTTCAGATG
TGAAATCCAAACATTGCTGGCTTCTGTTGGTCTGTCACTTGGAAATGAATCACTTTGACA
AATGGATCCTGGAGGCATCATTAAGACAAATGACAGTGAAAGAGCCGTGATGGAAATGCA
GCATTTGCCCTTTGCACTGAGAGAAAGTCAGGAATATTTCTGACAAAATGTTCTCAAACA
GCACGGCTTCGAGCTTTTGCAGTTTAAACATGCCTAAATTTCAATTATCTTTGAACTTTT
TTTTTTCTTTTTTAGTTTCAAATTCAGAAAAACTTTACCGTTTGCACTTTCAGAGGACGT
TTAGTTATCACTTTAATGATAATGTATACTCCTACATATGCTTGCCCCTCATCCAGAAGG
AGGGCAGCTCACACTTGTGCTGTATAATGACAAGCCA
>CL2080Contig1
ATGCGCACTTGGTGAATGTTCCTCAACCAGCGCTCGTTTGTCCTCACTGTGATTTCCAAA
CACCAGTAGCTGGTTGACTGCAGGGACCCGACGGCGTCATCAATGGCTTCCCGTGGCTAT
GCGCAAGCAGCCTTGGTTCTTCTGGCCGTGCAGCTCTTTTGCCTCGGTACCGCCGATGCA
GATCAGGAGACGGGGACCGTTATCCCAGCCGAAAGTCGCCCGTGTGTGGACTGTCATGCC
TTTGAGTTCATGCAGAGAGCGCTTCAGGATCTAAAGAAGACAGCTTTCAACCTGGATGCC
AGGACAGAGACGTTGGTCCTGCGGGCTGAGAGGCGGGCCCTGTGCGACTGTATGCCCGTC
AGCTCTCTGCGCTGAGCCGCACCCCATCTGAGGACGCCTCCACCAAAAAAAAAAAAAATC
AAGCCCCGTTCCAAACTTCTACTCATGTATAGCAGTTCTCACACGAACCCGTCCACACAA
GAGGCACTTTATTTCTATCAGTCTCACCTGATTCCCTCTGAGTACATCTGTAATTCATTT
ATTTATTCCTGGCCTTATGTAGGAGAATGTTTGTGACTTGCATTTCTGTGGAAATCATTT
AGTTTTCGTTCTGGTACTTTGACTATATAATGTAGATACAATAGGACGTGTGCAAACAGA
TTGTGTTGTATAGAATTGTTGTTTACAAACATTGAATTGTAGCATCGCCAGACGAAAACA
GCGGTTTGAATTTGTTGTGTATAGAGCTGTAATTGTCCTCATGCAGATGAGAAGAACTGC
AGGAACAGTTGGTGAGATGATAAAGTAACTGTCTTAGTTATGGATGTGAAGATTGTTTTT
CTTTGTTTTAGGCAGAGTGAGGATCACTTCTTGAATTATTAAGCACTGTAGCATGAAGTT
TTTGCACTTTGAGTTCACTTGTTTCTATAGATTGTATGTAAAGATTCTTTATGTATTGTG
GTACAAATCCCAGGGTAAAGTGTGCAGACATTCTGCTCATCAGATGTGTTTATGTGTGAA
GTGAGATAACATGGACGGTACCGGTCAGCACAGTAGGAATGTCTCTTGTCTAACTGTTGC
CTGTTCATGAAATAATTTGTTATTAATATGTCACTAAATCCCCATAA
>CL2081Contig1
TTTTTNGGTTAAAAAACCAACAAAAAAACAAGTTTATTTCTTTTCTGCCAACCATACACA
GTGAAGCTATCCAGGCTGTAACTTTTCCTCTATTGCTTTTTTAGCTTTTCATGCTTTAGT
CAAACACGACTGCCATGCAGTGACTTTAAATTCACATTAAATTATGTGTCCCTGGAACCT
TATTCTCAGTTCATTCCTACTGAGAAGAACATGATAAAGTTTTATATCTACAAAACTCTG
TTGTAATTCTATAAGTGGGAAATATTAAACAAGTGTAAAGAGATAACACTGAGTGATAAA
AGGCACGATAGTTTTCAGCTGCATGTCGTTTCTTTTTTTGGCCAGTTTAAATCTAGTAAT
AGTGATTGGCTTCTTCTTGTGGACATCTGAGCAGACGACACTTGGGGCTCGTCCGGTTCC
TTTCAGTACTCGGCGGGTCTCTCCACACAGGCAGCAGTCGCCGGGTTGTTCGGACATTTG
CAGGAGCGACCGTTCGGTGTTGCTAAACAGAGATGAGTGCAGCCTCCGTTGTTCACAGAA
CAATAGTTTCGTCCTGGAGGACACTGGGAGTAAGCGCTGGTGATTCCATACAGCTTGGTT
TGTTTCGAAGGCTGGAACTCATCAGACTCTCTGCCACTATGGCGGTCCATGGCAACCACA
GCATTTCTTTTCCAGTCAGTGTAGAAGATTTTCCTCCCGTAAGACGTGATTCCGAACGGA
TACTGGATCCCCTCCATGACTGATTGGCGATCACCTCGATCGGGATGCATGCACTCCATT
TTGTGGGTTCCTGCGTCCGCCCAGCACAGAAGGGAACTCTGGAAGTCGTAAGTCAGTCCA
TTTGGAAAGGCCCAGATCGTTCTGGACCAGAACCCGTCTGTTGGACCCATCCATGTAGGA
AGTTTCGATTTTGGGCGCTTCGCGGTTCCAGTCGGTCCAATAAAGATGCCCGTGAACGGG
GTCAGCGACGATCGCACGAGGGTTTATGAGATCCGAGTCGACGATGACACGGCGCCGAGA
CCCGTCCAGACTCGCCACCTCGATGCGATCTTTCATAGAATCCGTCCAGAATATAGTTCG
CCCAATGTGGTCGACGGTAATTCCTTCTGGACTTCCCAAATCTGTTCTTATGACTGTGGT
GGGCTCCCCGCCTTGGATACTGGCTTTGCTGATGGCAGGGGAGGTGATGTCCGTCCAATA
GACCACTTTCTCCACGCAGTCATAAGCCACGCCGATGATGACCCTCTCCGGGAGATGGAG
GACGGCCTTGGCGCCTTCTTTTCTCATCTCGTAGCTTTCCAGAGGAACGTGTTCGATCCT
GCCGCTCTGGGCGAAGAGCAGGTGCGTCCCCGGAGGCAGAGGGTCAACATCGGGCCGAGG
GGTGGGTCGAACATCTGGAGGCCCCCCATCATCGTGGATACACATGGGGGTCCTGCCGGG
AGCGGAACGAGTCCCCCGGACCTCCACCCCATTCCGGTCCACACACCAGCAGGATCCTGT
CCGTCTGTCGCACTGCAGGGGCTCGTATTCGCCATTCCCGTCACATGCGGGGATGTGGCT
TTCAGAAGGACGGGAGCCCCGCGGACCGAACACGGTCCCACCCAGAAGACTGTCCCGCTC
CTCCTCACAGCGCGTTTT
>CL2082Contig1
AAACAACAGAGTTTGTGGTGAAGGAAGGCGACCGCATCTCAATGCCATGAGGCCCCGCTG
CTTCCCTCTGGCTCTGTTCGCCTGCTTTCTGTGCCTGGGGCAGAGCTACACACTGAGAAG
CTCCGTGTCGTGGGTGGTGTCCTCCAACGACGTGGACGATGCGGACCTGTCGGAGGAAGT



CGCCCCGGCGTTGCTGGTGGACGGAGCGGGGCTGTGGAAAGCCAACGTCCTCGGGGACGG
CATAGAGACCCCCAGAGAACAGGCCAAGGCCGAAGGCGACGCCGCCGCGCGGCAGTCCTC
TCGGCTGTTTTCCTACAGAATAGAGAAGCTGAAGGCTGGCAGCAGCGGCGCTCCTCCTCC
TCACCAGGAGACCGCTAGAACGGCCAGATACATCGCTCATTACAGCGACTGGGGACATTT
AGCCACAATTTCAACTCTAGACAAGATCAAAGGCCTACCGTTTGGAAATATCTTTTCTGT
CAGCGACGGGCCTCTGGACAACAGCACAGGAGTCATCTACTTTTATGTGACTCCTATGGA
CAACACGGTGGCAGACCTGAAAAGTAACCCGTATGCTTCTCTCACCTTCTCAGAGGCAGA
GGGAGAATTCTGCAGGCAGATGATGTATGATCCAGAGGATCCCAGGTGTGCTCGTCTGAC
ACTGACTGGCAAAATGGTGGAAGTTCTCCCAGAAGAGCTCGCTTTTGCAAAGGAGGCAAT
GTTCTCAAGACATCCTGTGATGGCCAAGTGGCCTGTGGGACACAAGTGGTTTTTCATGAA
GATGGATCTGGTTCAGGTCTGGCTGCAGGACTGGGTCGGTGGAGTGTCCCTCGTTCCAGT
GGAGGACTATTTCAAAGCTACACCCTTCTAAAGTTCACTCTTGCCTTACATCATCCATCT
GAACATGCCGAGCATTTCTGGGTTTGCCTCACAAGCAAGAAGAGTTCATAAAGCAGATGA
AGCAAAGAAAACTTCTCTCGCATGTTTATATACATCCAAAATGATGGCGAAATCAGTATA
AATACACACTACATTGAGAGAGGAGGAGGATCCTTGTTAGGATGGTGCCTGATGATGCAT
GAATGTATTCATATTTAATAAGCATTAAAAATGAACTATCACATGTAATTGACATTTTCT
GAAAAATGAGTTTACAACTAGATTAAAATTAAACAGACAAAGTGAGAAAGACT
>CL2083Contig1
TTTTTTTTTCAAGTGCAAGAAATTTATTACATCTACAATGATTGATGTCATAGTACCTCA
GTAGCCCTTCTGTCCTTTAGAAGAAGTCTCTGAGGAGCCATCTTGTTTTCCTCCATCTAC
ATTAATGTGATCGAAGATGTCTTGGGTGTACTTGGCATCAGAGGTGAAGTCCCGAGCTCT
TTGATAGCCACTGCTGGTCTTAACCAGATGGGAAGAAGGGTACAGAGGGCGCTGCTCAAC
TGTGCCAAGAGGGACCTGGTCAGAGGTCCAGGCATCACGTGGGAAAGGACGGTTGGGCAT
GAAGCGCAAGATTTCAGCAACAAAGTGAGCAATGCTGGCAAGCTGCTGGTCAAAGAGATT
CATGTCTGATCCAGAACCAGCAGTCCCAAATCCAGAAGGTGAACCTGTTCCACTTTGACC
CTGTTTTACTGGAATACAAGCTCCAAGGCTGAAGAGAAGAAAGACAATCCAGGAGGATTT
CATAACACATGGAGCCATCATGACAACTTCTGCACCAAACAGCACAAAGAACCAGAGAAC
AGATCAGCAGCTGCTGTTTGATCCCCGGCCATAAGGCCCGGGT
>CL2084Contig1
TGAATTACATCACAGCTTAGTAGAAAAAAATAAATTTTTGTTGACTTGTAACTGTCTGCT
TATTGCAAGAGTTGATACTTAGACCCAGTTTTTTTATTGTTGATCCTACTGTACCATAGA
GATCACAGTCTGACAGACACGGAACAATCCTTTTGCACCACCACAGGGTGGTCTCCAAAC
TGCTTTTCGAAGAAAGAATGTGTTTCTCATTATGTTGCTCAACAGGTTCTTAAAAAATCA
GAGAAAATGGGGGGGCAGAGGACAAAAGACGAAGTGGCAGTCCTTAGAAAGTGTGGTGTG
CAAATCCTTTGAAGTACATGCCCCTATTAATGCTTGAATGATTCACGGGTCAGTGTTAAG
GAGCTTAAGAGAAGCAAAGAAAGAAAAAGAAAAAAACACAATGGTCTTCTAACTGTTATC
TTAACAGGAGCAGACTGAAAATGAAAGGAAATGTGGCCACTTTCCAAGAAAAAAACTTGA
AGTCATGAATCCAGAGAGGTACTATTCAAAGATTAATAGTCTTGGTGCCTAAAAGCAGAA
CACCAATGATTGGTGACTCTGGAAATCTTTTGCTGTATGTGTGTGTACATATGTATTTTT
GTCGATCCAATAAAAAAAAACATATATATCTATGCAGTCTCACACCCTTTTGATTCAAGT
GGATTGTATTTCCAAAGCAGGAAACCGTCTGTCAAAAAGAAAGAACATTATTAATGCTCT
GAAAGATGAGCGCAATCGCAGTTTAAGTCATGATTGCTGGGATAAAACCCCACGTTTCCT
CTGAGAACACAACCAGATGGCACAGCTGAGGTCACACTGTCGGTGAGAAAAAGTGAAACA
GCCCTCCAGCCGTAATTCCTCTTTATTCATGACAACAGGGTTTAGTTTACAGTAGAGATT
TAGATGATAGAGGCAGAGTCGGCCGTACAGGACAGAGGGCAGGGAGATGATTATCAGATT
ACTTCCATCATCATTGAGAGAATTTGTGCATTTGTTTATTTAGGCCATGCACAGGAATTA
CTTCTCTGTTACAAATAAAATGATTTAAAAAAAAACTTTAACATTTTCTCTTTTTTCCTG
GCTTACGAAATGTTTATAAATTTAGGATGAAATCACGACTCCACTTGTTGGCACTGAAGA
AAAATTTACATTCAGAAGAATTCCCATGATGTCATTGAATGCAGCACGGAGATCCTATCT
TCTCCAGAGCCATGTTCAGCCCCAGCAGCCCCATCTCCTGCACGTATCCAGTCACATTCA
TCCCAGTGCAGCTCTTCTCCACAGAAATCTGCCCATTAAATGCACATATCTCCCCACACT
GATCCCTCAACAGGAACATGTGGCTGTCAAACCGTTCCCTCTCGTTTTGCAGACTCTCCT
GCAGCAGCCTCTTGAGGTTTTCTTCATTCCATTTTTGCTGCTCCATCTTGGCCTCCATCA
GTCTTAACTCTTGCTTCAGAGCCTCCGTTTTCCGTTTCTCGGCTCTCAGCTGCTCCATTT
GCACGGCGATTTCCCTCTTATTGTCCTCCCTTTCTCGTCGCAGCTTGTCCTCGATTTCCT
TCTTCCTGTCCTCCTCGTTCCTGCCCAGCACCTCCAGGCTCAGGATGAGGTTGTCCAGCT
CTTTCTGCAACACATCTCGCTCCATTTGTTCTCTCTGTCTGATGGCTTGCTCTATCTGTT
TCCACTGAAGCTCCATCTCCTTCTCTTTCTTTCTGTACTCCTCTTTGTTTCTTTGGATCT
TCTCCTCCATCGACTGTTTCATCTTTTCCTCGTGCTTCAGTTGATCGTCTAACATTTTAT
TCACTCTGTCGAGTCTTTCTTGGAGAGCTTCTCTCTTCTTCTTTTCTATCTCCATCAGTT
TTGCTACTTCCTGTGACTTCTTGGCCTCTATGTCTCGCTTCAAAGCTTCCTCGCGATCTT
TTGCCAGCTTCTCCTCTTTCTCCTTCTCCAGCTCCTGTTTTTTCTTCAGCTCCACCAGCT
CGGCCTGGGTTTTCTGCTGAACTTTCTCCAGCTCCTTCTCATACCTCACTTTCACAGCTT
CCATGTGCTTCTTTCTTAAGAGTTCATCTTTCTCAAACAGCAGCCTCCTCCCTTTTCTGT



CTCCCATACTATGAGGAAAAATGATTTATTTAATATCCCCGGCCATAATGGCCGGGTTTA
ACGGG
>CL2085Contig1
CCTCAGTTGGCTTTGATACCCTCAGAGGCATCCTGATCTCCCAGGGCAAAGAAGCAGCTT
TTAGGAAAGTGGTTCAGGCTACAATGGTGAGGGACCGTCAGCATGGACCTGTGGTGGAAC
TGAACAGAATACAGGTGAAGCGCTCCCGCAGCAAAGGCGGCCTGGCAGGCCCTGATGGAA
CCAAGTCTGTGTTTGGTCAGATGTGTGCCAAAATGAGTTCCTTCAGCCCCGACAGTCTGC
TGCTCCCCCATCGGGTGTGGAAGGTTAAATTCGTGGGTGAGTCCGTGGACGACTGCGGTG
GAGGCTACAGTGAGTCCATCGCAGAGATGTGCGAGGAGCTTCAGAACTCGCTGACGCCGC
TCCTCATCGTCACGCCGAACGGCCGCGACGAGTCCGGCGCCAACAGGGATTGTTTCCTGC
TTAACCCAGCTGCCAAGTCACCTCTGCACATGGGCATGTTTCGCTTCCTAGGAGTTCTCC
TTGGAATTGCAATTCGAACTGGAAGCCCCCTGAGCCTGAATCTGGCAGAACCGGTGTGGA
AGCAGCTGGCAGGGATGAGCCTGACCATCGCCGACCTTAGTGAGGTTGATAAGGATTTTA
TTCCGGGTTTGATGTACATCCGTGACAACGAAGCCACGTCTGAAGAGTTTGAGGCCATGA
CCCTGCCCTTCACGGTGCCCAACGCCAGCGGCCAGGACATCCAGCTCAGCTCCAAGTATT
CCCACATCACGCTGGAGAACCGTGCAGAATATGTCCGCCTGGCAATTAACTACAGACTCC
ATGAGTTTGACGAGCAGGTGTCCGCCGTGCGGGAGGGGATGGCTCGGGTGGTGCCGGTTC
CCCTGCTGTCTCTTTTCACTGGTTACGAGCTGGAAACGATGGTGTGTGGAAGTCCAGACA
TCCCCCTGCATCTGCTCAAGTCGGTGGCCACATACAAAGGGGTGGAGCCAACAGCGCCAC
TCATACAGTGGTTCTGGGAGGTGATGGAGTCGTTCTCCAACACAGAGAGGTCTCTCTTTC
TGAGGTTCGTCTGGGGTCGCACCCGGCTGCCGCGGACCATCGCTGATTTCCGGGGGCGGG
ACTTTGTAGTGCAGGTTCTGGATAAATACAACCCTCCCGACCACTTCCTGCCTGAGTCCT
ACACGTGTTTCTTTCTGCTCAAGCTGCCCAGATACTCCTGTAAACAGGTGCTGGAGGAGA
AGCTCAAATACGCCATTCACTTCTGCAAGTCCATCGACACCGACGACTACGCCCGCATCG
CTCTGACCGGCGAGCCCGCGGCCGACGACAGCAGCGAAGACTCTGACAACGAGGACGCCG
ACTCCTTCGCCTCAGATTCGACGCAGGACTACCTGACGGGACACTGAGCCTTTTTTTTCG
AGCGGCGGAGGGCCGGATTCATTGAAATGTAGAACATGTCTGTGGGCGGATGTGCAATAT
AAGCTAAAGAGAGTAACGCCTGCTCTCAGTACTTTAAAAAGAAACGGAGTGATCTGCTGA
ACACCTAAATGTTGTGTTTAATCCTCGTGCCGAA
>CL2086Contig1
TACTGGAAAAAAAATTCCTCTCAGACATGTGGCTCTGTCACTCAGCTGCACAGTTACAGC
ACACATACGCTGATTTTCCACTGTGTCTTCTGTTCCCAGGACAGGGCTGCTCCTCACGGC
CCTCCTCTTCCTCGTCTGGACCTGAACACTATCCTTGACCTGGCTGGAGATTTCAAACTT
ATCATCGGATTGAGTTTGAACTGCTTAAAAGATTAAGAAAACGTGTCTTTCCAGGTCCAG
AGACTTTAAAATCTTTCAAAATGGCACCTGTGAGAGCCTGGTCAGTTGGACTCCTGCTGG
TCCTACTGTGCTCACCCCAACTCCCACTTCTTGCTGCTGTGAGTGCTCAGGATGTGGCTG
AAGAGGAGGAAGATATTCATGACAAGTACGATGAAGACGATGAAACTGAGTCTGAAGATG
CCACCGAAACAGATGAAGAGTTAACAGAAGAGAAGGAGGATGAAGCTGGGACTGATGAAG
AGGAGTTAGAAGCAGAAGAGCAGGACGAGGAGGAAAATTTAGCAGAAGAGGAAGAAGACA
CTGCTGATGATGACCAGGAAGAGGAGGAGGAGGCCAATGAGGACAATTCAGAAGAAGAGG
AAACCTCTGATGAGGAAGAGGAAGCAGGGGAGGATGAGGAGGAAGATGTAGAAGAAGAGG
AGGATGAGGAGGCTGTTGAGCAAAATGAGGAAGCAGCTGAGGAAGAGGCTTCCGAAAACG
AAGATGACGATGAAGCAGAAGCTAGTGAGGATGCCGTGGAGGAAAATGAAGCAGATTCTG
ACGACGATGTAGCAGAAGATGATGAGGAAACTGAAAATGAAGAAGAAGAGGATGACGAAA
AAGAGCAACAGATAGCTGATGAAGAGGAGGGTGGCGCAGCTGAAGATGAAGAAGCAGAAG
ACGATTCCAATGAGGACAATTCTGAAGAAGATGCAGAAGAGCCTCAGGAAGAGAACACAG
CGGAGAACCATGGCGACACAAATGAAGAGGAGTCAAAGACTGACAGCAAGCAGTTCCACT
CCAGCTCTTTGTGTAGTGTTTGCTCCATATGTGAGCACTGCTCCAGCTGTGATAAGTGTC
CGTGTGAAGATGGTGATGACTCCGACCATTGTCAACACTGCGAGAGCTGCTCATCGTGCT
ACGTTTGCCCCATTCTGTGTGACACAGTTTGCACTCCAGGTGGCCTTGTTGATGAACTTA
CTGGATCCATCTTTCAGACTCTTTCCTCTCTACTTTGAGCTGCTGCCAGGCTGCCCTCAC
CTCAGCAGCAATGTCCAGCGTGAACTCTTCACTCATTTAACATTCAAATAAATTACCTGA
TGTTTTACTGTAGCTTAGAGAATTTAACGTTTTTCCTTTATATTGTGCTCTTATGAAAAC
ATGTTCTGTAGCTGATGGATTTGGACAATGCTCTGGTCATCAGCTGTATTCATACAGCTC
ACCAAAATGGACAAATCAACCTTCAGCTGAACCCATAACAACCCAGACCCAATTTTACTT
AAAAATAAATTAATGTGTAATACAACACAGACCAAGTGGACCAGAGAATGCAGTTCAGAA
ACGGTTCTGTTACACTGATGTCACCATGGCTTATTTTTGGACAAT
>CL2087Contig1
TCGGCACGAGGGTNATCCCACGCGCCTGTGTTGTTTAGTTTGATCCTGGTTAAGGAAAAT
CCTGTTTCAGTCATCATGGTGATGTTTCCAAGTTCGTTGACTGAGGAAGAAGAAGCTCTG
CAAAAGAAATTTGCAAAACTAAAGAAAAAGAAAAAAGCACTGGTTGCCTTAAAGAAGCAG
CAGAGTTCAACCAGCCAAACCAGCCAGAGCGGCTTGAAACGAACTTTATCGGACCAGCCT
GTCATTGACACTGCAACAGCAACAGAGCAAGCAAAGATGCTCATAAAATCGGGAGCCATC
AGTGCCATTAAATCTGAGAACAAAAACTCTGGATTCAAACGATCTCGGATGTTGGAAATT



AAACTCAAGGACCCAGAAAAAGGACCGGCTCCTGCTTTCTTACCTTTCCAAAGGAGTGTC
TCCGCAGATGATGACCAACCTGAGTCTGGAAAGAGAGCTCAGAGGAAATCCCTGTATGAA
AGCTTCGTCAGTTCCAGTGACCGATACAGAGATGATGATGACAGCGGTGGCGGCGGCTTG
TCTTCCTGCCGTGACCCGGACAGAGAGAGAGACCGAGAGCGTGACCCGGACAGAGAGCGG
GACAGGGACAGAGACAGGGACCGGGATAGAGACAGAGAGCAAGACAGGGACGTGGAAAGG
GAGAGAGACAGGGACCGAAGCAGGGACCGGGATCGAGAGCGTGACAGAGAGCGAGACAGG
GACAGAGAGAGGGAGCGAGACCGAGATGGAGCCTTCAGACGGTCTGACTCGTACCCAGAA
CGACGAGGGGTCCGAAAGGGTAACACAGTGTATGTCTATGGGTCTGGGCTGGTGGAGGAC
AGCCTGCGCTCCGCCTTCTCTCAGCATGGAAACATCATTGACCTCTCAATGGACAACCCA
CGCAATTGTGCGTTCATCACATTTGAGAAGATGGAATCTGCAGACCAGGCTGTCGCTGAG
CTGAACAGCAGCGTAGTCGGCGACGTCCACATCAAAGTCAGCATCGCCCGGAAGCAGCCC
ATGCTCGACGCCGCCACCGGCAAATCCGTGTGGGCCTCTCTGGCTGTCCAGAACAGCACC
AAAGGCTCGTACAGGGACAAGAGGAACCAGGTGGTGTACAGCGAAGACTTCCTGTGACGG
CCCGGACAGCTCTCCAACATTTTTATCGTCTGATCTTTTAAGTTGACGTGTTTGATAGAA
GCCGTGTGGCACATTTGTGCTAAAACTAGAATTTTGTTGAGCTTANTAAAAAATTAAAAT
A
>CL2088Contig1
AAGTATCTTTATGTAATAACAAATGCAAAAAAAAAGTGATATAACATCAGAGCTGCTCTG
TCACTCCATGACAATAAATAGTCTTTTACTGCAACATAACGATGCGGGACAGGACGCCAG
CAGGTTCTTTGCCGTCGCCGAGCGCTGCACGGAAGCCTTCTTGTTGCCGAGCTTTTGCTA
CTTTTGCCAGGGACTGGAAGGTCCTGGGTTCTGTGATGGCCAGATCGCTGATCACTCGTC
GGTTGAGCTGAACGCTGCTCTTTGTGAGGTTGTGCATGAGGGCAGGATAGGTCATGCCGT
GCTCCCGGGTCGCTGCTGCGATGCGCGTGATCCACAACGTCCTCATGTTGCGTTTCTTCA
GTTTTCGGGATTTGGTGGCGTAAACGAACGCCCTCCTGACAGCCCGCACGGCCAGACTGT
AGCAGCGGTTCTTCCGGCCCCTGAAGTGCCGAGCATGTTTGAGAAGATCTTGGACCTTCC
AGAACCGGTCCGGTCCACGGTTACGGATCCAAAGGGGCAGTGTTAAAAACACCATGATTG
TGTATTTGCTCGTTCACCCCACTGCTGCCTCTGTCGGCATTCAAACGACCTCAAAGAAGC
CTCACGTGCGCACACCGCGGTTCACGCGCCGCAGCAATTTAGCAAACGGGACCAAGGGGT
ACGTTCGTTTTCAACCCCGCGTTAAAAATAGTTTGCGTGAGTGACGGGAAAAAAAATAAC
ACAACTCCTCAAAATCTGGATTTAAAGAAGAAAAAATATTGACAAAACGCTGCAAACTAT
TTAAAGGTGAAGTCAAGTCAACCTGTTAAACCGTTAACACGGAAAACAAAGAATCCCCGG
CCATAATGCCCGGGTT
>CL2089Contig1
CNGCACGAGGTGATTGCCAAAAATACAATGGCTATGCACCTTCTGTGGGTTACCTGAAGA
GCCGGCAGGCGGTGGCCAACTTCTACAGCATCCCACAAGCTCCACTGGAAGCCGAGGACG
TGATTCTGACCAGCGGCTGCAGTCAGGCCATTGAACTTGCCATAAATGTCCTGTGTAACC
CCGGGGACAACATTCTGGTCCCGTGCCCCGGCTTCTCCTTATATAAGACTCTGGCCGTGT
CAGTGGGGATTGAGGTCAAACTCTACAACCTGCTGCCGGAGAAGTCCTGGGAGATTGATC
TGCAACATTTGGAAAGCATGATTGATGAGAGGACTTCCTGTTTGATTGTAACCAATCCCT
CCAACCCGTGCGGCTCCGTCTTCAGCAAGGAACACCTGCAGAAGATCCTCAAAGTGGCCT
CCAAATACTGTGTTCCCATTCTGGCCGATGAGATCTACAGCGATATGGTTTTCCCAGGAT
GCAGCAGCCCCTCTCTGGCTTGTCTCAGCAGTGACGTTCCCATCCTGTCCTGCGGTGGTC
TGGCCAAACGCTGGCTGGTCCCCGGCTGGAGGCTGGGCTGGATTCTGATCCACGACAGGA
ATGACATCTTTGGCTCTAAGATTCGTCAGGGCCTGGTGAAGCTCAGTCAGCGGATTCTGG
GAGCCTGCACCATTGTCCAGGGGGCGCTGGAGAGCATCCTGAACAACACCCCTCAGAGCT
TCTACAACAACACCATCAGCTTCTTGAAGTCAAACTCTGAAATCTGTTACAACCAACTGT
CCCTTGTTCCCGGCCTGAACCCTGTGATGCCTTCAGGAGCCATGTACCTCATGGTTGGGA
TCGACATGGACCACTTTCCAGATTTTACCAATGACGTTGACTTCACTGAACGACTGGTGA
CAGAGCAATCTGTCTTTTGTCTGCCTGCTTCGGCATTTGAGTATCCCAATTTCTTCCGCA
TCGTGGTGACTGTACCTGAGGAGCTGATGCTCCAGGCGTGTGCTCGCATCAGGGAGTTTT
GCCAGCGTTACTATCGCCCCCACAGCTGCGACAGCAATGACCTGGATCAGTGAAGCAGTG
GCGCTATTGTGTACATCTCTATGGATGCAGATCTAAAAACAAAAAACAAATACTTTGCTA
GGACTCTACAAAATTTAAAATTGGTGTCACAATTGTCATGCTACATGTCATTGCCATGGC
AACAAATCCTAAAAGCATGAAGTTTGATGCTGTTCGTTTTCGATAAAAAAAAAGGAGCAA
ATATTTATGTTTTTCACTAGCATCCAACGTTTCACCACCATCCAACATTAACGTTTTAGT
ACATACATATAACTTGTGCTTCATATTTCATACCTCAACTGCAGAATCTAAAGGCTGCAC
AATCTACATGTGATAGCAGGAAGTACATACGGTTATTTTTGTATTAAGAATTAATGACCA
TTTTTTTTATTTTCTGGCCAGAGTTGGACTGCAATGACTTGTTCTTCATCAGAACTTTCC
TTGTAAATAGTATGTATGTTATTGTTTAACATTACAAGTACTTTTGTATTTTCTGCTTTT
ATTTCAAGCATAAAATGTTGTTTGGTATTTCTTTTTTTATATGACTATCTAAAAAAAAA
>CL2090Contig1
CCTTTAATAAAACCGCTGATNNATGCGCTTTACAAAAAGAAGCTGAATGTGAGACAGAAA
TGATTATCGCTGCTCGTCCGGCTGTGCAGGAGACTCAGACGATCGGCTGCGTCTCTCTGA
TCAGCCACTCCAGGGCCTGCTGCCGGCCCTGCCGCTCCAGCTCCGCCCCCACCACGTCCC



TGCACCGTCTGTGGTACTCGTTCACCCAATCCCGCTCCCTCTGAGTGAGCAGCTCTGTGT
TCATCATCTTGACTTGGATTGGGACCAAAGTCAGAGGCTCAAACGTCAGGCTTCCCCTGT
TTCTGTAGTTGTATTTGGGCTTCGCCGGTACAACCAGGACCACATTTTCAACACGAATCC
CAAACGCTCCCTCTTCATAGTATCCGGGTTCGTCGCTGACGATCATGCCGGCCTCCAGAG
GTTCATCGGCGAAGGTTTTGTAGCTGATGCCACAGGGACCCTCATGCACGTTGAGAAAGC
AGCCCACGCCATGACCCGTTCCATGAAGGTAGTCCAGTCCAGACTCCCAGAGAGCAGCAC
GGGCGAACGAGTCCAAGAGGTGTCCTTTAGTTCCATTGGGGAAGATGGCGGCACTGACTG
CTATGTGTCCCTTCAGAACATACGTGAAACATTCCTTTTCATAAGCAGAAGGAGTCCCAA
AGTGCACGGTCCGCGTCACATCTGTTGTTCCATCTATGTACTGAGCTCCAGAGTCGATCA
GGTAAACCTCGTTCACGGTGAGAGTCCTGTTGGTTTCGGGCAGAGGTCCGTAATGTATGA
TGGCTGCATTTGGGCCCACGCCGGAGATGGTGGGGAAACTGAGGCCAACGAAATCTTTCT
GTTGACTGCGTAGTTCTTCAGCCTTATCAGCAGCAGAGATTTCGGTCACTGTGCCTTTTG
GGATCTCCTTTTCCAGCCAAGCAAAGAGTTCACAGAGAGCAACTGCATCCNTGATATGCG
CCCGCTTCATGCCTTGAACCTCCGTCGGGTTCTTCACCGCCTTGGCGAGGCACAGCGGCG
TGTAGGGAATNGGAGTTCTGTGGGGCTTCGGGATGACCTGAGTGAGGCAGCAGCTGGCCT
TGTCGCAGATNCACACTTTGTCCTTGGGGCCGAGCGCCGCGCAGATCGCTTGCAGCTCCG
TGTAGACGGACTCGTAAGGGAAGGTCTGGACGCTCATGTCGGGCCTGCTGGGCGAGTCCA
GCTGCAGGTGGTCTCTCAGGGCGGGGTCAGAAAGACGCTTCAAGTCCACAAACAGCCTTA
TTGAGTTCATCCCAAATATGGCATATGCAAAGAAAACTGGGTTGTATTCAATGTCGGCAC
CACGGAGGTTGAAGAGCCATGCAATCTCATCCAGTGCTGTGGCAACAAACCAGTTGATTT
TCCTCTCTGCCATCTTGCCTCGCAGCGCCGTCACCTTATCCTGCCAGGAGACGCCTGCAT
GCTCTAATCCCAGGATGCGTAGTTGCGAGCTGGCCCTTTCAGGCCGGTCTGTCCAGACCA
CATCGATTAGATTGTCCTGCACCGCCACCAGAGAGTGGCCGGCGCTGGTCAGCGCCTTGG
ACATGTTCTTCCACTGGTCAGCAGCGATGATCCAAGGATCCACTCCCACTTTGGAGTTTT
CTGGCAAAACGCTGATCAGCCAGTCCTCCTGGGAGGGGGTCTCCTTCAGTCCCATCTTCA
TGAGAGTCCAGTTGTTGTCCATCTGCTGACTGGCCTGGAGGAAATATCTCCCATCCGTCC
ACATGGCAGCGTGCTGCTCCGTGACGATGGCGGTCCCGGCAGAGCCGTTGAATCCGCTGA
TGAACTCACGCCTGCAGTCACACGGTGCAATGTATTCACTCTGATGCGCGTCTCCAGACG
GGATGATGTAGGCCTGGATGGGCTCCGACACATATTTACAGTTCCTCATGGCGTTCCGGA
GCAGCCGGAGCAGCTCCCCGGTGATCTTTGGAGACATTCCTGCGTCCGTCGCGTGGCCGT
GGAGGCTCGGTTCAGGGCCGAAAGTCGGTGGACTTTTTATTGTTTACCAGCTCGGACCT
>CL2091Contig1
CACTCACCTGGGAGCCGCCTATCTTTTAAAAAACACCTCTTCGTTGTGCAATTCCTCAGA
AGAGCGCCCTCCAGCCTTCATCTCGGGAACGACGGGTGGGGAGTGTCATCCTCAAGCTGG
AAGATTCTCTCTCCACCAGAACTGTCCAGTTATTCTCTTTGGTTTCCATTCCTTTGGATG
AATCAGACTGAGGATTTTTTGCTGTCGTTGTTGTCAAGCTGCTTTTTTTTCGGATTCAAA
CTCAACTATTGACCTCCTTCCAAAACTCACCTGAAGAGAGATGGCCTTAGCATCACAGAT
TTATTCCTTTGTTGCAGTAAAAACAGCTATTCCTTTGCTTTTTCTTGCACGGTTTAGCAA
AAACGCACTTAATAGAGGTTTGTTTCCAACAGCAGATTTAGCTCTTCCTCATTTTTACTC
CAAACCGGGACTGAATCTGATGGTTTTTGGCCTTTTGTATTAACCGGAGTCCACGGGGAT
CGGTTTTGGGTCAATGCAGCAAAAGAAAACAGACTTTCTAAGCTATTTTAAATGTCCTCC
ATGCCAAAGGAAAAGATGCTGAGAGTGCATGGCGTTCAGTTGAATCCAAAGCGGCGGTTC
CTCGTGCTCAGAAGCCTCTGGAGACACTGTGTTTGAAACTACAGCGGGCCTGTCAGTGAA
GGGAGGGATCAGCATGTAATGACAGAAAATCATTCAAAGCTATTTACCACTTCTGTGATG
CCGCCTCTTCTAAAGTGGCTTCATTTATGGGCTGTTTTTAAGGAAATTAAATGGATTTGA
AGAGTAAATCCACACAGTAAGAGTTAGAAAATATTCCTGTAACGTTTCATGTTCTCAATT
ATAGCCTTAAAGGTGACTAAATATGTTTTTGCCTCAAAAGTATCTCTAAAACCAGTCTGC
TTTTTGTCACAATTCAAATATATGACCTCCTTCCTGTGTACTTTTGATAGATATCAGAAA
ACAAAACTATTCGGAGCACATACCACTCTGGAACCGATTTGAAATCATAGACAAGACAAA
CTAAAGATCTGTTTTAGGCTTCAAGACACAAAATGATATGACTTGATCCTACCGGCCTCT
TAAAGACCCACTCCTATCATCTTTTAAAAGCGTTCCAAGAGGTCTTTTTATTATGATTGT
CATTTTAGCCAAAATCAGAAATTGTTAATTGTAAGTTCCTTTACACATGTCCTCCATCAG
TAGAAAAATGGCACATGCTAAAAACCCTATTTCCATTGGAGTGGGTCTTTATAGACACAG
TTTTGGAGATCCAGAGGAAGTGAATTGTGCATGTCAATGCAGCCAACTTCCTGCAGCAGC
CCTCAGAGGTTGACCTTCCAGACCATGGACTCTGGTTCAGTGCACCTAGATTTAACTGTA
TTGCTTCAGTATGTGTGAGAAGCTGCAATATGACTCAGAACTGGTTAAAACAAGGAATAG
GTTTAATGTAAAAAAAAAA
>CL2092Contig1
ATGAATCTATTTTGGATTCAGCCACGTTAGCATATTTCCTATGCCTGCTGCTCCCAACAT
CATTTGCAACCCATAAAAAAACAGACTTATTCCACTAAAACAAAACTTACTGTAAAAATA
CTTTGCAACTGTACTTTTTTTAATTAAAAAACAACAACGCAAACTTAGATCTACATTTTA
GCAGAAACAATATATCGAGAACTTGTGCAGCTCTCTGGCACCTTTGCAACAATGTTGCAG
CTTCCTGATTCAACAGCATGTCAGGCGCACTCACACACACAGCCGGAATCTGCATTCAGG
ATTCCAAAATTCCTGGGTGGTTTGATTCCAAGCATTAGTTTACCGGTGCATGTCTGGGGC



CAACCCCGATCCCTAATCAACAACCCAGAAACATAGCCAGCCAACTCCCAGCCAAACTCA
GACCAGACACACCACCTCAGACATGATATCCACTTCCTTGCTGTGGATCAAACGGAGCTG
AGATTCCCAGTTCTCCAGCCACTGACATTCTTGTTATAGTTTGTCCTGGCTGCTTTGAAG
CAGAAAATGTACCCAACGAGGAATCAAAGCTTTGTTGTGCCATGCAACAACAGACTCATC
CTCCTGTGCCAGTCTTCCATGCCGCTACAGCCACTGTGGGATTAGGGCGGGGTTGTTGGT
GAGTGCATTTCCTGTAATTGTATTTCCTCTCTTGTCATTTGGACCAAGTTTGTGTTTCTG
GGCTTTCTTTTTTCACATTGTTGGGATATTGGAAAAGGATACGCATAAACAAAACCATGT
GAGGAGGGGATTTTGCAGAAGAGGAGCAGATGTCTCCCAACACACCACTTTACTCTGCTC
TGCAGCTGGTCATTGCGTAATGGAGCTTCATGGAGGTAACTCAGGAGCAGTGGAGGGGAA
GGATGACTGGACTGGATTTTGTTAAGCTTCCATGTGATTGAAAACTATGGAATTGCAGAA
GAATGTCATGTATGACTGTTATGAGATCATCTCCTTTTCAAACCATCACTTCAAGCTCTG
TTGTTAATTCACTGATCATTT
>CL2093Contig1
ATACTGTAGGGAGTCACAGAAATCCATTTTATACACCGCATATGAAAACAACAGCCTTTC
TAGTTCAGTGCTGAAAACAGACATGGATGTTTATCATTTACAACATGTACAACCGACCGC
TATTAGACGCTGTTATAATGAAAGAAACAAAGCATAGCCAGACCTGGAGCTTTCTTAAAG
CAGCAGAGGAAACAAAACAGAGAAGAAATAAATCACCTAAACAAGATGCATTATTTCAGT
TATCATTAAAAATACATTAGTAAATAGCATTAGTGTGGTAAATAAGACAAGGGAGGTGTA
AGTACATTTAAGGACTTTCATAAATTAGACAGTATTCTGTTGTCTGTTCCTTCTTCAATC
AGACAAAATAGATTCTTTAACTACTTTACAAATAAACGGACTGGATCCTTTCAGATGAAA
TGTTCACGTTGACTGTGGCACAAACCCCCTGCTGTGCTGACGGCTTTCCAGCTTTCTTGC
CGTTCCAATTGAATGCTATAAGGTGGAAAGGGGGCGGGGCTAAAATGGAGTGTTCAACCA
CCGAATGTGGGACTTCAGCTCACTTGCACGCCCACCAGATAAGGAGGGCAAGGACGAGGA
GGATAAGGGAGCAGACCATGGCAAAGATGCACATCTTCTTTCGAGACTTTTGCTGATAGT
GTACCGCTCTCTGTAGCTGGTCCCTTCCTCGCTCTACATGAACCTCAGCGCTCTCCACAT
TCGCTTCTATGCTGTCAACCATCTCTCCTTGGTCGTGAATCATTACCGCCAAGTCCTTAA
AGATCTGGTTTACATCCATGATGTCGGACTCCAGCTGTCGGATGTTGGTTTCTCTTTCTC
TGATCAGCTCCAGGTCCTCCTCTGTGATGGCAACATCTTCAGTTTGGATCGTCATCTGAC
CCACGTCCTCCTGGTTATCAAAAGAAACCAGCTTTTCATCCCGAAAACCATCTTCATTTG
AGAGGCGGGATCCCGCTCTGGCTCTGGCTATGGACTCCCGCTCTTTCTCGGCTGCGTGTC
GCTGAACCGCCTGGAAGTTGTTGAGCGCCGCAGAGAAATCACTCATGAGCCGGTCTCTCT
GAATCTTCTGCTGCCTCTGTTCAGAGGGGGATAGAGGCGCAGGGACAGAGCCTAGTTCTT
TAAGGTGTTTGTTGGTTTCCTTCGCAAGCTGGTTAGTGTAGTGCTGGATCTGCTGCAGAC
GATCATGAAGTTCACTGGAGTCTTGCCTTGTCCCTTGCTGGTTCACCATGGTCTTAATCT
GTGCGGTGTTCTGTGTGATCTTCTGGATGTTGGAGCTGCATGTCTGAATAAGGGAGCCAA
AGTCCCTCGGGACAGGGCGGAACTCCGCTTTACCGTAGGACATGTTTGAGGCGGAAGGCT
TGGCTTTGATGCTGAGCTAAAAATATGATTCAGCTGAAGAAACAAATTCTCGCCCTTCGA
TCAGGGCTTGGTTCCGGATTCAGCCCC
>CL2094Contig1
CTTACTGCTGAATTCACTGTCGGCGAAGGTAAGTTGATGACTCATGATGAACCCTGTTCT
ATGGCTCCAGATGACAAACATGATCTCATATCAGGGACTTGTTCGCACCTTCCCTAGAGG
GCCGAGGCGGCCGACATGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTCGGACAGCAAAT
TAGGGTTTTTATTTTCAAACTTGTACATTTGAAGAGTGAAGAGGATCCTTGTTTTCTATA
CACAACACTAAATCTCTGGACGGCCGTGGTCGGTTATGGGTCCAGCTGGCCTTTTCCCGT
GTGATGCGGAGGCGGCGTGTATGTCCCCTCCTTTATCATCTTGTCGCGCTGCTGACGGAT
AGCATACAGCCGCTGGTGCGTTTTCTGGCGGTGCATGCACTCGTAGAAGTCCTCAAACTC
CTGCTGGCACTCCTTCTTGGCGCGGGTCTGTCCGATACCATGAGAGCATTCTACCCACTC
CTTCTCGAAGGCGTGGCAGCGCGCCGGCCGCTTGTTGGGCTGCTCTCCGCTCTGCAGCAG
GATCCAGCGGTCAACGTTGATGCCGAGCCGCGACTGAATGTCCACGAGGGGCATGGCGCT
GATTGTGTGGTTTTTATCGGAGACCTTACTTCCTTAACCTTTCTTCGGCGTCACGCTTTA
CGGCCCCCGGCCATAATGCCCGGGT
>CL2095Contig1
GATTTTTGAGAATTTTATTTGTGATACTTTAACACTGAAGTACAAAATCAGTTACCACAG
AAAGCCACTAAAGGCAACACCAAATCCTGAACATGGAGCGAGTAAGGCAAACAGTCTGTG
ATAATATATTACTTGCCATCATGATCAGGAAGTAATCAATGTTTGTAAGCAGAAATAACC
TCTTCCATCATTATGACAATCAGAAACTTGATTTTCTTTATTAGCTCAAGTTATGAGAAC
GATTGAAGATGTGAAATTTTCCATCTAACGATTTTCTAGACAAGCTTCATTCTATTGAGG
GTCATGGGAACCTGCTAAAGGTCATCTCAGGTTTTTAGCAGGTGAGAAGTGCGATACACA
CTTCAGGCCATGAGTTCATCACAAGGAACACAAAAGCAAAACATTCTCAATCCAAAGGGC
AATTTGGAGTCATTACTTTAGCTAACATGCATAAATGAACCTGTATTTATATCTATCGAC
TGGACTGAAGAGGAGTACTTAAAGAAAATGATAGCAACACGTTTTGGAGCTCATCCAGTC
AGTGACTCTCTGGGAAACAATTCAAATATTTTTTCTTCTCTTGGTTGGAACCAAGAGGTT
TTTCCTTGTTAGAACATTAGTAGCCGGTGAGTTTGCATGACATTGTTTCAGGAGATTCCA
TGAGCAAAGGCAGTTTCTTCTGTCAACACCTCTCGAGGATGATGGCGATGCCCTGACCTC



CACCGATACAGGCAGATCCAACGGCGTATTTTCCACCTCTACGCCTGAGTTCGTGCACAA
GGTGGCCAGTGATGCGAGCTCCAGAGGCACCGAGAGGGATGCCCGATCGCAATAGCTCCG
CCATTTACATTGGTTTTCTCTGGGTCCAGCCCAAGAGCCTTTGAAACAGCCAGAAACTGG
GGAGCAAACGCTTCATTCACCTCCACCAGATCCA
>CL2096Contig1
TCGTTGTTTTACGTGTTCTCTGTGTGGTTTATTCGTACTTCTCCCGTGGTTTTAACGTGA
TCCATTCCTGATACAGCTGTGAAAATTCACGTATGACCAATGTGCATCCGTAGGCTACAA
TGCGTCCAAAATGTATGCAGTGGCTGTGTGAGACGGCCTTTAGCATCAGGAACCGAGGAC
GAAGGTTTACGGGTCACTCGGCTTTGGAAAGAGAGCTGGACGGATTTGTGTGTTGAATCG
CCTCCGAGTGTTTGAGTCAGTTTGTGGCTGACACCTGAAAGCACAGAGAAGGCGTTTAGT
TGCTGACTCGTAGAAAAACCGCAGACTGTCGGCATGTGAAGCTTTTATTTTTGGCATCAG
TCAAGTGGGATTGAGCTCCGGCTGTGTGGGAGAGTCCATCCAACGGTTCTGTTGACAGCA
GGGAAAACCAATCGTTGGCAGGAAATGCATTTAATGGAGTCTGAGTCGGTAATGTCATGA
GGAGAACATGACATGGATCTCAACAGCCACCTAGAAATGATCTCTCTGACTAGAAATCTC
ATTTTTACCGCAGTAAAAACCAGGAGGATCTGCACCTCACACCATTGTTCTCAGAAGGAC
TGCAGTGTCTTTACAGCAACTCGGATGCTTAGCTCTAGCTCCACAGGAGGTCTCTGTCCA
CATGGTTCTGTCCCTCAAAAGGGTGACGGTTGAACGTCCAGCAGGAGTCCGGAGTCTGTG
TGGGTGGAGGTCCGTGGGGTCAGTTCCAATCTAAAGTGCAGTTCCTGCGGTGCAGCAGTT
TTTGTGACATCAGTTTAAAGAAATCCTCCTAAAAACCCGACATGCAAGTCTAAGTCCACC
AGGACAGCAGCCCGGCTGTGACGGTGAGGGCCAGCAGGGGGGCGCTGCAGCCGCTCTGCC
ATCCGGAGCCGTCGGGGCGATGCAGAAGAGAGCCGCTCGCAGCGCCATCTCTGCGCTCCG
ACCTCTGGCTGCTGGACGAGCACCGGACCAACGGCATCTGGTAAGAGGTGGCCCGCTTCT
CCGGGCGGTCTGGGCTGGAGCCGTCACTGGGGCGCTGGCCGTTGTAGAGCAGGTAGCGTC
CGTGGACGTCCTGCTCCATCCGGAAGAGCTCGTACTCGGTGTGGGGCAGCCGGATGCCCA
ACGCCATGCAGCCGTTGGTCAGGGTGACATCCTGCTCCACCTCGATCTGCCAGGAGCCCG
GCTGGCCACACTCATTATCTTTGAAGATGTTGAGAAGGGAGGTGGTGGGCGTGTCCATGG
GGGTCACCGTCATGTGGTTCACTTTAAAGACAAAATCCGTCCCGCCTGGAACGCGGGTGG
AGTGCAGCCCCCGGCTGTAGCGTCCGCGGGCGTAGAGGGTGAAGATGGGGTGTTTGCAGA
GTGGGTCGGAGTAGTGGTAGTAGTAGCCCTCCCAGGTGTGGTTGTTGTCATGGAAGATGA
AGTGGCGGGTGAGGAACAGGACTTCGGGCCGCATCTCGCAGCGCTGGCTCACCCACTGAC
CGTACAGCCCCACCGTCTGGTCGGCCCGCGGCGGCAGGACGGGAGGATGGAGCTCGTCGG
AGCGGTAGATGATGCGGCAGGCGATGCAGCCGTGGTCGTGGTTCATGACAAAGGTGGATA
AAGGTGGAAAGATTTCATGTAATCCATGGACACCAGTGAAGATCACAAATCATTGAAGAA
AAAAGGTTCAGAGCACTGTCTGGTGGGTCTAGATGATGACCTTACAAGATAGCACAAGGG
TTATGCAGTTTGATTCAAAGGTGTTTCACCCACAGAAATGGGAGGAAAAATGACTGCTGG
AGAGAGAGAGAGAAAAAAAACGCGGCCAGAATTGTTTGATCATTGAAAAAAACACATCCA
GAGGAACAGAAGCCATGATGCGGTTTCCAGCGAGCCAGGCTCTCAGAAACTCCACTCTGA
TGCACATTTATCACTAGATGGGAGACAAAACCTGGTCCAAAGGGGAAACTCCAGGGAAGG
GAGGCAGGTTTTCATGATCCTAGGGTGGCCAAGCTTTGAGAGCTGCTCAACCCCAGCCGC
AGTTTTCCCAGACTACCACACGTCTACATGAGATTAATGGCCGCTGAAACAAAAAGGAAA
CAAAGAAAAGAATGTAGAAGGAAAAGGCCAAAATCTGCACATCTGGCAGATGAGAGAATC
CTGCAGCGAGTTCCTGATCCGTCTGAGAGGGAAAGGCCAACCAGTG
>CL2097Contig1
CCGTGCATGACGATTCGTGCTGTAATAGCCTTCTACAGTATTGTGGCGTAAACAGTAAGT
GTGCAGGGAATTATCGGTGTTTTAGGGTTGGAGTGGTTGTGTGAATCCCTGAAAGTGAAA
CGTGTTAACATGACGTGTGTCAAAAAAAAAGAGTCATGATTTATTTTTCTCAAGAAAAAA
AAGTAAAGACGTAAAGGAGGAGAGTTTCGGGGTTTCCGGCTCACTTTGAGCATCCAGGTA
GTTTTGCAGGCAGGGTCTCTGCAGCAGCTCAGCGGGAGGAGTGCTGCCCCCTAGTGGACG
CTGGGATCAGCAGCCCTGAGCTGTCAGTGCAGCATCTGCAGGCCATTCATCAGAAAAGAT
TACCCCAAATGTCTGAGGATTAGCTGTAAGCCCAAACAGGAAGACCGGACCCAGTTCAGA
TCAGCAGAGAGGGATTCTGGCCGGTTTCTGGAGAATCCGGCGCCGCTGCGGTGGGGGACC
AGACCCCCGTCTTACCAAGAGGACGGCACATGAGGGACAAAAACAGCTCCAAGGGTCCAA
ACGGCGGTCAGTCGGCCGAAGAACGCCGCCTCCTGAGTTTTTCCAATCGGCTTCAAAGCG
CCGGACAGAACCAGACTAACACACTGTCAGATCTGGGACAGAAACTCGTTCATGGATTTT
TTTTTAATTGTTTGTTTGTTTTCCAAAAGAGAACTATATTAAAACAAAGTTCTAATTATA
AAAAAAAGTATTATCAGACCAGCAAAAGATATTTTCAAATACTTATAAATTGTTATTGTC
TAAAGAAGATCTAAGACTGCAAATAAAACAAAGTTACTTTCTTAAAAAAAAAA
>CL2098Contig1
TTTTATTGTATTTAAGTATAAAAAATAACAAGAAAACATCAGGATGTAAGTTCAATTTTT
TAAACACTAGAGATGTACAACTTATTATTTTTAAGTGAAGACAGTGACCCGAAACTTTGA
GATAGAAACGAGTGTACACATTCAAAACTTTATTAACTCCTTGTCTACAAAACATGCATT
TAAAGTGGTCATTTTTGGAGACCTTGCAAATATAAACACCACTATGCGTGGGTCAGCAGA
TGGGAAACTAAAACTCAAAACGTGCTCTTAGACTAGTGGAAATACAGAATAGTCTAGCTT
CAAAAGAAGGTGTCAGTTAGGTTACTGTTGAGGTTTCCCTCTGCCCCCTTTCCAGGACTA



TTCCGGCTGTAATGCTTTCAGTCCTTTATCCGTACAGGTTTTATCTACCTAATGATGACT
GGAACTTAACAAAAAGTGGTAAAGTGACAAAAGGTTACAGATAACAGAACAGCTTGGCAT
TTGTTCTTTTCACATTGGTGCAGATAATGAAGCCTAGGCGGAAATCACAGTTGTCCTTTT
TGTTTGTTTAAAGCTCCCCTCACCACAAGGATGTCTGGTAGTTAAACTTGATCTTCAGAA
GATACTTCAAGTTGATCTGGGCTACATCATACACAATGTATTCGTTGTAGAGTAGGCTTG
TATCGTCTATGTTTGTTTGGACTCCTTTTCCCAGAGGCACTTGCACTCCGTCCAAAGTGA
CAGTAGCACTTGGATCAGGAGCGGTTCTACCCAGACCTTTGACACTGTGCTTTCCCTTTG
GCAATTTCGTGATGTGACTGGCCTTCTTCAGTTCATGCATGTTTCCTAACGCCACCTCTG
CCAGCAGTATGAGGCCAACGGGGTCTGACTGCGAGGTATGACAGTAGTTTGCACTCTTGG
ACACCATGTCAGCAAAGTATACACCTTTACCAAACATGTAACCGGTCACTGGGGCTTCAG
GAGGAGCGATGCGGAGACCCTGAGACATGATGCCGGCGTAGTTTGTTGCGCGAGAGCCGT
GCCACAACAACTGTCTGTTGTGAAGCTCCTCGAAGGGACGGAAGCGTTGGCGCTCTCCTT
CTCGGCCAATTTTGAAGATTTCTTGTACTTCCAGAGTGTATGTGTTGTGCGTAGCAGCAT
GGGTGTTCTTCACATACTGGGTAATGACCTCAGCCTCCTGGGTTGACTTGTCAACAACCT
CAATCTTGGTTTTGAGTTTCTCGTAGTTGATATCGATGGGATCGTGTTCATTGTCCTGAG
CTCCTCCTCTTAGCAGACTGTAAGCCACTTCAATGTCCAACAGGTTGTCCAACATCTCAA
CTTTAGCTTGAATGTAATCCAAGCTGTTGAGTAGTGGAGGCTTTTTCATGCCAAAGTCAT
GAGGTATGAGTGTGTAGAAGCGGTTAGAGAGATCCAGTATCTGTGCTTCGGGCACACAGT
CTGACACCGCCTGCTGGACTTCAGTGAGGAGAGCGTAGGCGCTCTGAATTTGTCTTTTAC
TCAGCTTGCCCAGAGGCATCTTCTGGAGGTCGATT
>CL2099Contig1
TTGGCAGTGAAATATTCAAATCAGTCTGTTGCAGACAGAAAAGCAGCACTTCTTACACAA
CATGGTCTGTGTTCAAGGAAACAACATGGGAATATGAAAGCCAAGCATTACACATATTTT
TCCTGGTCGCACATTTGATAAGACACAATATTGTTTTAAGAGTTTTGGACAAAATAAGAA
AACAGGGCCAGTTTTCTGCAGGCTCTGCAATCACAGAGATCTAATGTCATTTCAAAGTCA
GATGGAATTCCGGTCATTGGTGGGAACCAGAACACAAGCTGTCTTAAGCTGCCGTCGTGG
CAGGAATGCAGTTTTTGAGCAAGTCCTTCCTTCTAGATGTACTGTCGAGGAGAGTACATG
GCCGGAGCGGCGTTGGGCTTGACTGGTACGTATGTCCCTGAGGCGGAGTACGGCATGCTG
GATGCAGGGGCGTACGCAGGCTGGTAGATGGAGCGGTTCATGTACGGACCATACGGGTAC
ATTTGTGCACCTTGATTCTTCTGGTAGTAGTTACTATGAGGGGGGCATGAAGTGGTGAAG
ATGATCCCTCCTATAAGCAGACATACAGACGAGACCCAGCCGATGTAGATGGCAGATCCC
AGCTCTCTCTTCTGAGTAGCAACGGTCAAAGGGTTCACGAAGTCCGTGATGGTGACGGAC
GCAGACCAGCACACTGGAACCAGGATCAGAACCGCCGATAGGATGATGAGGCAGCCGCTA
ATGATCACTGTGTTGGCTTTGGAAGCGTCTTTTTCTAAGCAGCTGGTGCACTTGACTCCA
ACAAACGAGAGGACGAAGCCGATGAAGGAGAAGATGAGGCAGGCGATGACCAGAGCCCGG
GCCGCCTGCAGATCCGGCGTCAGGCTCATCAACGACTCGTTCAGCTTACACTGCATCTGG
CCGGTGCTCTGCATCACACAGTTCATCCACAAGCCATCCCACACGATCTGTCCCGTCACG
ATGTTGGCCCCAATGTAGGAGGTGACCCTCCACATGGGAATCCCACTGCACACGGCAGCC
AGGACGAAGCCTATGAAGCTGATGATCTGACCCACCGTCTCTTTGACGACCCTCCCCATG
GTGAAGAGGCTCTTTTCGGCGGTGGATCGACGCTGCTCTCTGTGCTGTTGTTTGCGGCAG
AATCCC
>CL2100Contig1
TTCGGCAGAGGGTCCGGGGAGAAGACCAATTCTCTGGGTCAGAAGCTGCCGCAGAAGGGA
GACGTGGAGATGCTTTGTGGGGGGCCTCCATGTCAAGGCTTCAGTGGAATGAATCGCTTC
AACTCTCGCACTTACTCCAAGTTCAAGAACTCGCTTGTGGTTTCCTATCTGAGTTACTGT
GATTACTACAGACCCAAGTTCTTCTTGCTGGAGAATGTGAGGAACTTTGTTTCCTTCAAG
AACTCCATGGTTCTGAAGCTGACTCTGCGCTGCCTTGTGCGGATGGGCTACCAGTGTACC
TTTGGTGTTCTTCAGGCGGGTCAGTATGGCGTTGCCCAAACACGCCGCAGAGCTATCATC
CTGGCTGCTGCTCCAGGAGAGAAGCTGCCTCGCTACCCTGAACCGCTGCACGTGTTTGCG
CCCAGAGCCTGCTCTCTGAGCGTGGTGGTGGATGAAAAGAGATACGTCAGTAATGTTACC
CGAGGTAACGGGGGCATCTACAGAACCATCACAGTCAGAGACAGCATGTCCGACCTCCCC
GAGATTCGCAATGGTGCATCTGCCCTGGAGATTTCCTACAACGGGGAGCCTCAGTCTTGG
TTTCAGAGACAGATCAGAGGCACGCAGTATCAGCCCATTCTCAGGGATCATATCTGCAAG
GACATGAGCGCTCTGGTTGAGGGTCGGATGCGTCACATTCCCTTGGCTCCAGGCTCTGAT
TGGAGAGATCTGCCCAACATTGAGGTTCGCCTCAAAGATGGCACCATGACCAAGAAGCTG
CGCTACACCCACACTGACAAGAAGAATGGCCGCAGCAGCACCGGCGCCCTCAGAGGCGTC
TGTACTTGTGCCGGAGGGAAGCCTTGTGATCCCGCAGACCGGCAGTTCAACACTCTGATC
CCCTGGTGTCTGCCCCACACCGGGAACCGCCACAACCCACTGGGCCGGGCTTTATGGCAG
ACTGGAGTGGGATGGGTTTTTCAGCACGACTGTCACCAACCCCGAACCCATGGGCAAGCA
GGGCCGCGTTCTGCACCCTGAGCAGCACCGAGTGGTCAGTGTCAGGGAATGTGCTCGCTC
TCAAGGATTTCCTGACACCTACCGCTTCTTTGGAAACATCCTGGACAAACACAGACAGGT
TGGAAATGCCGTTCCACCTCCGCTCTCCAGAGCTATTGGGCTGGAGATTAAGAAGTGTGT
CATTGAGAGAATGAAGGAAGAAGAAACAACAGATGTCATCAAACAAGAAAAGATGGAAGT
CTCTGATTAGTTCATTTCCTGTTCAAGCACAATAAGATCTAGAAGTTCTGGGTTTTGGGA



TTGTTTTATTTTTTACTATTTGCTGTCTGTGAATTGACCACTATGGACATGTAATGTAGT
ACCCATCCCGTGTTTTAACTGCTTTTAATCATGTTCCTCGATGTTTAATGTGCAACAAAT
TGTATGTAGTTTTTATATGTTAAAATTCAAATAAAGCT
>CL2101Contig1
GCGTTTGTCGGCCCTCCGGCGAAGTTATATCAACACGCCAACATTTGGGAGTTTAAAATT
AAACTAAAGAGTTGACGGAGATTGGAAGCAACGTCTTTTTTGGAAGTCGGTGTCATGTCC
AAGTCAGACTATCCTCCGGACTACAACGCGAGCCACGGACCTCTGTACCCACCTCAGGGT
TCTAACTACCCCCAGCCCCCTGCATATGGCTTTCCTAGCTATGGTGGTCCCCAGCCAGGC
CCGCTTTCGGCACCATACCCCTCTTCTTTAAACGCCCCTCTTTATCCCGGACAGCCAGCA
GGCTATCCCCCAGGCCCTTACCCCGGACAGCCCCAACCTGGTGGGCCTCCAGGCTACCCG
AACCCACCTCCCATGCCACCTGTCCTCCCACCCACCATACCATCAGATATGATTAGCTCC
GGAGAGGAGTTTGCTGCAAGAGGCAGCAACTGGGAGGATTTGAGGGTTCGGCACTCTTTC
ATCAGAAAGGTGTACTTAATTTTGGCATCTCAGCTCCTGCTTACTACCGCCATTGTTGCC
ATTTTCACATTTGTCCATCCGGTCAAAACCTTCGTAAGGGACAACCCGGCTGTGTATTGG
GCATCATATGCCATATATATAATCACCCACATTGTGCTGGTGTGCTGCAAGGGCCCCCGG
AGAAAGTATCCATGGAACCTTATTCTGCTTCTCATCTTTACTCTGGCACTGTCCTACATG
ACTGGAACCATATCCAGTTTTTATGACACAAAATCTGTGTTCTTGGCTCTGGGGATTACT
GCCGTTGTCTGCATCGCCGTCACCGTCTTCTGCTTCCAGACAAAGGTTGACTTCACCAAA
TGCCAGGGCCTTTTCTGCGTGCTTGGGATTGTTGTGTTTGTGACTGGGATCATCGCCGCC
ATCGTGCTGTCATTCAAATACATCCTTTGGCTGCACATGCTCTACGCCGCTATCGGGGCA
ATTGTCTTCACTCTGTTCCTGGCATATCACACGCAGCTGCTGATAGGAAACAGGAAGTAC
TCAATCAGTGAAGAGGAGTACGTGTTCGCCGCGCTCTCCATCTATGTCGACATAGTACAA
ATCTTCCTTTTCCTGCTGCAGATTATTGGCGCCTCCAAATAAGAAATTCAGATGTAGATC
AGAATCTGGGTTTGAGGAGAAAGCATTAAGTAACAAAAACTATTTTATTTTCATATTCGT
TTATAGATTAAAGGAAAATGTCTAAGGGCTAAATATTTACCAATGTAAATGAAACTTTCA
TACTAATTTTTTATTGATAATTTAGGCATTTACAGATGTGTATATATTTCAGTATAAAGC
TAGAATACAACCGTTTACTTGGTAGTAATGCTTCTTGTATATTGTTAGAGATGACGGTTT
AACTATCTGAAGGAAATTAAGTATGTAGATAATCTATTGAATGTGTTGGAACAGTTGTTT
GGAGTTATGTTCACTTAAATGCTTTTTTTTTGACTGTTTACAGACGGTATACTACATTTA
TGGTGTTTTAGGCTGTTCTCATGGTTCCAAATAGACTGTACTAGAAGAACAAAG
>CL2102Contig1
GCTGGCGCGCTGCTGTTCGCCTTCGTTTGTTACTTTTATCTTTGTCATGAAGTTAGAAAG
CTTAATAAATATCCGCGCGTCTGTTTTTTGATCACTTTTTGGTGGGGGGGAAAATAACTC
CCCGTTCAATGGCAGCGCTCGTCTCCTCTACGGAGCAGGAGTCTGACAGGTGCGGGAGTG
AGGAGGAGAACCGCGGAGTGGAAGCGGGGGACGGGGGCCAGCAGCAGCAGACGGGTCCCG
CCGCACCCGGCGGCAGCCGCCTGTCCAAACTCCCGCTGGCTCGCATCAAAGCCCTGATGA
AAACCGACCCAGACGTGTCCCTCGCCAGCCAAGAGTCTGTGTTTATCATCGCCAAAGCCA
CGGAGTTGTTCGTTGAGATGATCGCCAAAGATGCTCTGGTTTACGCCCAGCAAGGGAAGA
GGAAAACTCTGCAGAGGAAGGACCTGGACAACGCAATAGAGGCCGTAGACGAGTTTGCAT
TTCTTGAAGGCACGCTGGACTAGAGACGACCGGCTTGACGGGCGGCGCGAGCGAGCGAGC
GACTTCCTCCGGTCCGTTTGTGCAGAGACAAAAAGCTCTTCTGCTTAAGGACTCGTACAT
ATGTACACTGTTGTGTAAATATTTTTGCTAAATTCACTGAAATAAATGCGTTTGAAACTA
AAAAAAAAA
>CL2103Contig1
AATGGTATTTTGGCAAAATCACCCGCCGCGATTCAGAGAGGCTGCCGCTCAGTTTGGAGA
ACAGGAGAGGCACGTTCCTGGTTAGAGAGAGCGAGACCACCAAAGGTGCCTACTGTCTGT
CCGTCCTGGACTACGACAACACCAAAGGGCTGAACGTGAAGCACTACAAGATCAGGAAGC
TGGACAGCGGAGGCTTCTACATCACCTCGCGCACACAGTTCAGCGGCCTGCAGCCCCTCG
TCAACCACTACCGCAAGCATGCCGACGGACTGTGTCACAGTCTGACGGACATTTGCCCAG
TACTGAAGCCCCAGACTCAGGGTTTGGCCAAGGACGCTTGGGAGATCCCCAGAGAGTCCC
TGCGTCTGGACGTCAAGCTCGGGCAAGGCTGCTTTGGGGAGGTCTGGATGGGAACGTGGA
ACGGTACTACGCGGGTGGCAATCAAGACCCTGAAGCCAGGTACCATGTCCCCCGAGGCCT
TCCTGCAGGAAGCCCAGGTCATGAAGAAACTCAGGCACGAAAAGCTGGTCCAGCTCTACG
CCGTGGTGTCGGAAGAGCCCATCTACATCGTCACAGAGTACATGAGCCAGGGCAGCCTGC
TGGATTTCCTGAAAGGGGACATGGGTAAGATGCTCCGCCTCCCTCAGCTGGTGGACATGG
CCTCCCAGATCGCCTCAGGGATGGCCTACGTGGAGAGGATGAACTACGTGCACAGAGACC
TTCGGGCCGCCAACATCCTGGTGGGAGACAACCTGGTTTGCAAAGTGGCAGACTTCGGTC
TGGCTCGCCTTATTGAGGACAATGAATACACCGCCAGACAAGGAGCAAAGTTTCCCATCA
AGTGGACGGCCCCCGAGGCGGCGCTCTACGGCCGCTTCACCATCAAATCCGACGTCTGGT
CGTTCGGGATCCTGCTGACCGAGCTGGCCACCAAAGGCAGAGTTCCCTATCCAGGGATGG
TGAACCGGGAGGTGTTGGACCAGGTGGACCGCGGCTACCGGATGCCATGCCCGGCGGATT
GTCCCGAGTCGCTACATGAGCTGATGCTGACCTGCTGGAGGAAAGAGGCGGAGGAGAGAC
CCACCTTTGAGTACCTGCAGAGCTTTCTGGAGGACTACTTCACCTCGACGGAGCCACAGT
ACCAGCCGGGAGAAAACCTGTAACCGGACCGCTGCAGAACTCCAAATCCCAATTCCGTGT



TGCTGTTTTCTGTTCTAACGAGCAAACAGGTCGTTTGTCATACCTGGTTTTTAAAGTCTC
CCGACAAAAAAAAAA
>CL2104Contig1
TTTTTTTTTTTTTTTTTTTCACAGGACTTTAGACGAGATTTTAATAAAAAACCGTCACAT
CTGTATGAAGGTAACAACCTATTTAAAATAAACTAATCTCATTTTTCAGCTCTATCTCTA
GTGCACAGCCTGGAACAAACAAATCAGCTAGCTGAACATAGAAACAACGTTTAGGCACTT
AAAGAGAGATGTCAGAATAAAATACAAGAGAGGAAACACAAGACAGCAAGTGGCATACGG
TCAGATGACACAGACAACTGTGGAAGACGGTCTAATTTCACATGGAAATAGGATTAAATA
ATTTAAAACTTCTGGGCGTACGTTGTTCTGATCTCAGAGTCGTTGCTCTTGAACGTCGAC
CATCTTCTCAGTGCCGCTGTTCTCTCCTCTACGTTTGTGCGCCGATCACCACCACCAACA
AAGAAAACCCCAATAGACATTAAAAACAGTTTGTGTTTCGTCTCAGCTTCAGTGCAAACT
GCTGTCAAGGTGATGTGGCCCCCCGAGAACGACACCAGTACACAACAGCAACACAACTTC
CACCCATTCACCATCATGTCGCAGTCTAAAGTTTGGAAGAGAACAGCACACGCTGCAGGA
TACCCACAATGCTCTTGTGAACATCTGCTGATGGGGAAAACGCCGTGCATGCCGTCTAGG
GGCGAGCCGCTGGACATCCAAGTCCTGCACGCCAAATCTGACGCCAGAGCGTTCTTCGGA
AAACGTCCATTTGGGGGGAATAAAAGCCGTAAATGACTGAGAAGTCACCTTTGTTTTGAT
CTCTTTCACAGAGTTCTGAGAAGAGTCTGCAGGAAATGGGGGCAAATCAGGGCAACGGGG
GTACTTCTGAGTGAAAATGCTGGGGTGAACAATAGAAGGAAGCGGAGCTGCTGGTCGTCT
GAACTGGAATTACACGACTAACGGTTGATACGAGTGGCATGTGTGCAAACGGGGCCGTTT
AAACGACCAGCGGCGCCCAATCGCTCGGCGTGCGTCCGTACTGAATGTCCGTCAGCTCCT
TGAAGAACCTCTTTGCCAGGTCCGGACCGTTCTCCATGGTGGGGATGTGGTATGTTTTTC
CTTTGTAGAGGAGCTCGCTGACCGGACAGACCACACAAGCTGTTCCGGCTCCGAACACCT
CCAGAACCCGTCCAGCTTCCAGAGCGGCCCTC
>CL2104Contig2
CTTTAGACGAGATTTTAATAAAAAACCGTNACATCTGTATGAAGGTAACAACCTATTTAA
AATAAACTAATCTTATTTTTCAGCTATATCTCTAGTGCACAGCCTGGAACAAACAAATCA
GCAGCTGAACAAAGAAACAACGTTTAGGCACTTAAAGAGAGATGTCAGAATAAAATACAT
TAAAAGAGAGGAAACACAAGACAGCAAGTGGCATACGGTCAGATGACACAGACGACTTTG
GAAGACGCTCTAATTTCACATGGAAATAGGATTAAATAATTTAAAACTTTTGGGCGTACA
TTGTTCTGATCTCAGAGTCGTTGCTCTTGAACGTCGACCATCTTCTCAGTGCCGCTGCTC
TCTTCTCTACGTTTGTGCGCCGATCACCAACAACAACAAAAAAAAAACCCAATAGACATT
AAAAACAGTTTGTGTTTCCTCTCAGCATCAGTGCAAACTGCTGTCAAGGTGATGTGGCCC
CCCCAAGAACGACACCAGTACACAACAGCAACACAACTTCCACCCATTCACCATAATGTC
ACAGTCTAAAGTTTGGAANAGAACAGCACACGCTGCAGGATACCCACAATGCTCTTGTGA
ACATCTCCTGATGGGAAAACGTACCGCATGCCGTCTAGAGGTGAGGCGCCGGACATCCNA
GTCCTGCACGCCNA
>CL2105Contig1
ATGGCGCTCCCATCTCAATGCTGCGATTAAGACGCTCACTGCTCGCATATCAGCTCTGCT
GCTCCGACATCCCTCTCAAAGGCTGTAATTCTGCGTGGTGGGGGCACAGGAGACTGTATA
CCTGATGCAAGGACCAGCGACGGGGCCGCAGAACGGGACTCCCCATCCACGTCCAGAGGT
ACAGAACCCCAGCAGCATCAGTCCGCCCGCAGAAGAGGAGGGGGAGGATAATCCAGTTAT
GAACTTCTTCAAAACACTAGTGACCCCAACTAAAACGCCCAAAAAGGAAACAGCTGCTCC
TGATGCTGCCAAAGATCAGCCCCCGAAGGAGACCCAACCTGCAGCAACCACCACTGTTGC
ACAGGTATCCGAACCGCCTGCTGCACCCAAAGGAATGCCAGCTCCACCACCGCCTCCCCC
AGAGCCCCCCAAAGCTGAGGCCAAAGGAGAAGCAGCTGTCAAACCCGTGAAGGCCAAAGA
CGAAGCCAAGGCAGCTGCAAAGGAACCCCAGTCCACAAAAGGGAAATCGGCCACTCTGAG
TAAACTCTTTCGCTCAAAGAAGGTGGACTTTTCAAAAGCAGCCACTCTGGAGGCTGTTGC
GAAGCCAGAACCACCACCGCCTGCACGAGAAGAAAAGAAAAGTTCCAAACCATCCTT
>CL2105Contig2
TGTTTATTGTCTTTGAATACCTGAAGTTACAGAATCAGGCTGACGTGGAGGATCAACAGA
AGGTATTAATCACACACAAGTGCGACAGCAAACACCAGACTTCAAAGAAGCGACACAAAG
TGCTTTCATTAAATTCTTATTACAGATATAACTGGCGGTTGTTTGACACTGAGGCAAACC
ACAACACAAAGACACACCTATTGCCAATCACAGGTATTTTAAAGTGTACTAAATTATCAT
ATATATAGTACAAAAAGGCATCGGACAATACAAAACGGTTTATTAGTATTTATAACTTGA
AGTACAGCTTTTAACTGCATGCACTTCCTGGTTTGGACATGCAAACACAAGAGCATTTCT
TTAGTTTTCTGTGTTATTTCCTGCAAGCAAAGCACAGATGTATATATGTTGCAAATAAGT
AGGATGAGTTTTATTAAGCACAGGAAGGATCATGCTCACCTTCCTACACCTGTTCAGATT
TTTATATGATCAAAAGTATATAAATTCTTGAATTGCAGCCTTCCACACATCCTTGGGTTA
AGCTTTCTCTTCGCTTTTTTTTGTCCTTTTATTTCTCAAACAGGAAGTTAAAGAAACACT
GATACAGGTTGAGTCGATTCTGCACAGGTGAAGGTCAGATGGGGGTCGCAGGGCAGTATA
TACAGAGAAGCTGAGGCTTTATTTGGCTTTTTCCGCTGGAGCAGCAGCTGCCGGTTCCGT
CTGGACCCCAGCATCTGTAGAGTGACGTTTCTGACCCAGATTCTTAAAGAACAGCTGGAT
GGAGTTCCTCTTCTCCAGCTTTTTGGGGACACCGGCTGCATCGTCTGCGGCCTGAGAGAC
CGTCGACGCTGGTTTGTTTTCTGCAGCTGCTTCTGTAGACTTGGCTGCAGGTTTGGGCTC



CTCTTTGGCTTTGACTGCCAGAGCTGCTTCAGCTGCTGCGGGCGGGCTCGCTGCAGTCTT
CTTGGGTTCTGCAGCTTTGGGCTTGAAGGCGGAAAAGAAGGATGGTTTGGAGCTTTTCTT
TTCTTCTCGTGCAGGCGGTGGTGGTTCTGGCTTCGCAACAGCCTCCAGAGTGGCTGCTTT
TGAAAAGTCCACCTTCTTTGAGCGAAAGAGTTTACTCAGAGTGGCCGATTTCCCTTTTGA
GGACTGGGGTTCCTTTGCAGCTGCCTTGGCTTCGTCTTTGGCCTTCACGGGTTTGACAGC
TGCTTCTCCTTTGGCCTCAGCTTTGGGGGGCTCTGGGGGAGGCGGTGGTGGAGCGGGCAT
TCCTTTGGGTGCAGCAGGCGGTTCGGATACCTGTGCAACCTGATCTTTGGCAGCATCAGG
GGCAGCTGTTTCCTTTTTGGGCGTTTTAGTTGGGGTCACTAGTGTTTTGAAGAAGTTCAT
AACTGGATTATCCTCCCCCTCCTCTTCCGCGGGCGGACTGATGCTGCTGGGGTTCTCTAC
CTCTGGACGTGGATGCGGAGTCCCGTTCTGCGGCCCCGTCGCTGGTCCTTGCCTCAGGTC
TACAGTCTCCTGTGCCCCCACCACGCAGAATTACAGCCTTTGAGAGGGA
>CL2106Contig1
CCACTGCAGGCAGAATTTTGTATCTGTGCTTGAAATTCGAATGATATTCACGATTTTTAT
TTTAATTTTTCTATTTCGCGCTTTGAAAGCGCTGACCCAGCAACTGCATTACCCGTGATC
CTTTGGTCGCATGGAAGTCACGAGGGGTTGGGTGTTTCTGTCCTTTAGAGAGGTGTGTTA
ATGCCATGGTTTCGTTTGGTAGGTCCCGAACTTTTGAAGTCCTTCTCCTGGACCAGTGAT
GGGAGCCGAACTCACCGCAGACTGAACCGCAGTTTGGATCTGGGAATTTGCGACAATGCA
CATGACTTTCGGGGTGTTCAGCAGTGTCACGCTGCTGTTTGACTTCTGGGATGTGCACAG
TCCGGCAGGGATGGTGCTGTCCGTGCTGCTGGTTCTGCTGCTCGCGCTCTTTTACGAGGT
GCTCAAAGTGTGGAGGGTGTGGCTGAGCGGCTCCCAGCTGGCCGTGCGCGCGCCCGCGTG
CACGCCCCCTCCGTCCGTGCACAGTGAAAGCGCCTCCATGCTGGAGGGCAGCCCGGAGAC
CTCCCTGGCCCCCGTGGAGCTGCACACCTCTGGCCCCAACAGCTGGCTGCTGCATGTGAT
CCAGACCGCCCTCCATGTGCTGCAGGTGGTTCTGGGATACATGCTGATGCTGTGTGTCAT
GTCCTACAACACCTGGATCTTTCTGGGCGTGGTCCTGGGTTCCGTCCTGGGTTACTTCCT
CTCGTTTCCGCTGCTGGATCAGATGCAGTCCTTCAGATTGGTGTGATGATGGAGGACTGA
CGTGGCGTTTTTGTGGATTGATGGCGCTCAACAAAAAGGACATAAATGTTTCTTCAGGTC
TTTAGATACTAAGAAATGTTTTTTGGAAAGTTGGTTTTGATCTGCAGATGAAGAGGAGCT
GCTGCCTTCATCAGTCAGAAAAGAAAAGAGGAAATGGGTTTGATATTTCTGAAGCAGATA
TCCCTCCTTTTTGTTTGGTTTTTTTGGATTTTCAGTTCTGTGTTTTTGACATAAATAAAA
AAGGGCTTCTGATTGTTAAAAAAAAAA
>CL2107Contig1
TTTTTTTTTTCAACTTGAATTTGTTTTATTTAACATACAGATGCATACAGACACATTAAA
TAAATTACAAATTCAACATAACATTAAAGCAAATTTTATCCTACAAAGCCAGCATCATTT
TGCTAGCTAGTGGATGTATTTCTCGTGAGCTGTTGTATGAACAAAACATTTGATACAAGT
TGTCATATTACATGAGTTCATTTATTTTGAGGTTCGTCTGGTTCTTCCGTTGAAACCAAA
CCAGGAAGCTGTTCATACAAATGCCTCTCCAGTTGTTTGTCAATGTCAGTCTCTCCTCTG
AAGGCACACCACAACAAAAATGCAGCAACAAGGACGCTGATGGGGGCAACTTTCCACCAT
GGCCGCTCAAAATGACTCCCCATGGAGCGCTTGACCCTCCAGGTCTTGTGGCTGGCCTTG
CTGGTGGAGAACTTTATGGGTTCATCAATCGGCTGCACATCCTCAGATCCTTGTGACTTG
GATGATACTTTGGCGCTTACGGCAAGCAACCGTGCATTTCTCAAGGCACACGTCCTTGTT
AAAACGTTATTAGGAAATCCTGGATGGAGAGCTAATCGTGTCAAAGCACTGAATATTCTT
GAAGTAGACATAGTTGACCACTGATCATCTTATAGAACACAGAAAATACAGGTCCTCTTC
CACTGCCCGCTTAGGTCATGTAACACGCCGTTG
>CL2108Contig1
TTTTTTTTTTGGGGNNANNNNAACCCNTTNCCCCCCCCCCCCCCCTTGTNGTTTACCAGG
TNAGATGACCAAAAGGCTTTGAAGCCCCGCCCTGTTGCCCCCACATGTTTTNCCCTATNA
GNTGAGGGGGGTAGAAACCAGAGAGATGGTTNAACAAGAAGNTAAAAAAAAGTGAGCAGG
GAACACCAGCACCTCCTCATATCACGCCTGTTTTTACTTTTGCCAATGAATGACTGACTG
AATGAATGCAAATCAATACTGAATTCGATGGGATGTATTTCTTTTTTTTGCTCCTCATTC
TCCGTGGAAATGACAGAATGAATGAAACAGTGACTGTGAGACAGAAGGAGTGGGTTCAAA
AAGCAGAGCATCCACCTTTACAAAAAAAAANGGGTTCCATTTCTTCTTTGANGTTNCAAA
ATAAAANGGAGCAACNCCAAGAAAAAAGACTCGACGGCCGNGTCNTCTTTGGCCTCTAGA
GGGCGTCGGCGGCCCACATCTGANGGGNCATAANTCATTTTACATTTANANTTAANGCAG
ACTCNACCTTTGTATCCAANGCAAAGGCCTTANTACAACAAAAAAACAAAANGACNGCTT
TTTCTAATTGAAACANGATCAGATTTAGAAGGGTAAATNANNCNGAGTANAANATANNGC
TTCACAACTCCCNCATTTGTTCCCCAAACATCACAATATTNCCTTCNGACACNACTTTTT
CCTTTAATTTACGCGCCATCCCCCTCTCCCCAGATCNGTTCTTCCTCATTTGCCANNGAN
CTTTTTTTCNGATGANACAGAANGAATTTGNGCCGATCCANAACCCAGGANAAACCTTCT
CCNGGAAGCTGGNTTTGAA
>CL2108Contig2
AAGCAGTGGATAGTTGATGTCAAACTGAGAGGCGGAGAACCATGCCTGTGCCCAAGAAAG
CAGGAGGGAAAGGCAGCTCTGCACAAGAAGAGAAGCTGCCACCATATGAGCCAAATATCC
CTGAACCAACCAGCAGGCCCGACTTCATGAAGTATTGGTTCCCCCTCTCTCTGGATGATA
AAACTGCACAGAAGCTTCTGTGGATCTCTGAAAACGGCTCCAAGGTCGCTCGAACATCCG



ATGCAGTCTGTCCATATCCAAACAGGCCTGAGAGATATGAACATTCTCCGCAGGTCTTGT
GTAAGGAAGGGCTCCTGGGCTGTCGAGGCTACTGGGAAGTGGACTTTGATGGCTGGGTGG
TGATCGGGGTGATCTCCGAAAGCTCTCCTCGGAAAGGCCAGGAGGTGCCCTGCGGCCTCG
GGGAGAACTCCACCTCGTGGGCCGTGGGCTGGTCCGGCTCCTGCTACCAAGTCTGGCACA
ACGGTGAAAACGTGGACGTCCAGCTTCCCTTGTCCTCCAACATGGGGGTGTATGTGGATC
AGCCCGCCGGCATCATCAAGTTCCTCTCGGTGGAGGGAGAAGCGGAGAAGGAGGTGCGGC
TGATCCACAAGTTCAAAGCCAGCTTCCAGGAGAAGGTTTTTCCTGGGTTCTGGATCGGCA
CAAATTCATTCTGTCTCATCAGAAAAAAAGATCAGTGACAAAAGAGGAAGAACAGATGTG
GGGAGAGGGGGATGGCGCGTAAATTAAAGGAAAAAGTAGTGTCAGAAGGAAATATTGTGA
TGTTTGGGGAACAAATGTGGGAGTTGTGAAGCNTTATNTTATACTNTGATTAATTTACCC
TTCTAAATCTGATCNTGTTTCAATTAGAAAAAGCNGTCNTTTTGTTTTTTTGTTGTATTA
AGGCCTTTGCNTTGGATACAAAGGTAGNGTNTGCNTTAATTATAAATGTAAAATGACTTA
TGTCCNTTCAGATGTGGGCTGCCGACGCCCTCTAGAGGCCAAAGATGACCCGGCCGTCGN
GTCTTTTTTCTTGGNGNTGCTCCNTTTTATTTTGAAACNTCAAAGAAGAAATGGAACNCT
TTTTTTTTTGTAAAGGTGGATGCTCTGCTTTTTGAACCCACTCCTTTCTGTCTCACAGTC
ACTGTTTCATTCCATTCTGT
>CL2109Contig1
AGGTTTTNTTAGGAAGNAACTAGTAAACACATGAAGTAGGGTGTGTCATGGTTAATAAAA
ATAGACATTTCTAAATACAGATGGGTAAAATAAGCCATTTTCGCTGAAACAGAATTTGTC
TTTATTTTTTTACTTTGTGAGTCTATTTTACACGATAGGTAAAAAATAGGAAGAACAAAC
GAGCACAAAACTAATTACAATTTAAAATGCATTTATAAAAGATGGGCCTGGCTGCTGCAG
CTGCAGAGATCACAATACTTCTCGGGTGTCTTAAAAAAAACAAAGTATTTTTTTTTTGTA
CTGNGCAAATGTGAAACTTCACGCAAATGTTCTAAAATGTTTGCGTCCAGTCTTCATGAG
TGCTGAAAGGTGTAAAGGCATGTTAGGTGTCAAGCAAAGGTCCTTCTCCGGTTTGAAGTC
TTTCTGCTCGGCCTGACTCGTCTCTCGTCCTGTACTGCTTTAAAAGTCACACTCCAGCTG
CTCGAGCTCCTCTCGTAATGCCTCCGCCCGGCCCAGCTTTTCCAGCTGATCCTTTGTTGG
CTGCTTTATTTCTCCAGAGTCCACTTTTTGCTGCAACTCCTCAACTTGTCGCAGCTTTTT
TTTCAGGTTTTTAATCTTCTTGACCCTCTCAGCTGCTGTTTCTGGGGAGTCATGGAGAGA
CGGCACAGGGACTGCTGGCTCTGCTTTGCTTGACGGCTCATCTCTCTCCGAAATGGAGAC
ATTTTCCACAGCGTTGCTCACAGCTTCCACTTCCGCCTCCCCATCCTGGTCCTGGTGCTG
CTGTTTTCGCTTTTCTTTGCGCTTCATGTTGCGTTTGGCAGACTTGGACAGACCTGCTGC
TTCGCTTTCCGCACTGGCGGGAGTCGTCTTCTGCTGCTGCTGAGCCGCTTCAGAGGAACT
GAGTCCTGGAGGCAGGTCTGGTTTGCTCTTAAAAAACTTGACATACTTGTTTTCATACAC
GGGGACCTCCTCCTGGGGAACGTAACCCTCTTTGACCCGTCTTGGCTTCCTCCATGTTCC
ATCGGGACGCTGGGTAGCAGCAATGTATTTTCCAGATTCATCTGTGACATAGGGGGTTGC
CATTTTGGTGTAATAAATGTGCTGCTTCGCTCCCCTCAATTGGACCCTACGTCCCCAAAC
GTTCCCTCACTATTTAATCCCTTGCAGCAAAAAAGCTACAGGTTTTCAAACATTAGCTCC
GAGTTTGTTCTAAAGAGGAGGCTAAAGTGGAAGGGAGATAACATGACTGCCCTTTCAAAC
AACTAGAAAGGTAGCTGCCCCCCGGCCATAATGCCCGGGTTT
>CL2110Contig1
TAACAACTGAATCTTTATTTAAAAACAAACAATAACGAACAGGAACTGAGGCTTTTTTCA
TCAAACCCCATCAAATTTAGTTAGAACATTTTGTGGTACGTTCCAGCCCATCTTCCGTAC
TTTTTACATAACGGTTACTTCACAGAAGCTCGGCAGGAACGGTAGTACTGCTACGTACAC
ACCAGTACCCCGCAGTCCCATCAGAGGTACTTGTACACCGCCTTCTCCTGCAGGGTCTGC
AGCTCCAACTTGACGGGACATTTGTAAAAGTGCGACAGCAGCGACTCGGAGTAGCCGATC
AGGAAGTAGAACTTCTGCGGCGGCATCTTCTGCAGCATGAGCGCGCAGACCACCAGCAGG
TTGCCGCGCCTTTTGATGACGACCTCGTTGGCCAGGCAGCCGTGGAAGGTCCCGAACATG
AACCTGCGGAGGAAGACGTCCTCCACGGTGCGGTCGGCCGCCCCCTCCTCTCCTTTCAGG
TTACTGCTGTGCTGCGACAGCCATCCTTTGCGGTGGCCGATCTGATGCGGCGGATGCGCC
TGCTCGTAGGTCAGCGGCTTGTCTCCTTTCCCCACCCGGATCCGAGCGGCTCGATTCTTG
CAGCAGGCGGCGGTCACATGGAGGCCTCTGCTTAAAGGCGAGCCGGACCGAGCGACGGCG
GTCAGCAGCCTCCCGCCGCAGCTGAAGGACGCGGCCATGTTTTATT
>CL2111Contig1
TTTTTTGTCTCAAACTGGCAACACTGATCCAGTATGTCCACAAAAATGAGATTTTCTTTT
CTTTTTTGGAAGCGTTCCCCAGCACCTTGAGACCACAGCAACAGATTATAAGGAAATCCC
ATCCATTCTCAAATGTATTGTTGCAGTAACATGCACATACATCACTTTATAGATGACAAT
GATGTCAATTTAACCGAATACTTTAAAGCACCATGTGAGAAGACAAAAAAAAATGGCTGC
AGGTTAAGGAAATTGGCCTTTTTTGGGTCAACAAAATAACACCCAAGACAGACTTTGAAT
GATCCAATTGAAATCTGTGGAACAATGTAATGCTGTGGGATGCTGTGTCAAACAAAGTCC
TGATCCCTGACCTTCATTAAAGTTTACAGTTTTTGGGGGGGGTTAATCATTTACTGGTTT
GGGGCAAAAAAAGTTAAATCTGCCCTATTTATTTAAGTTTATTACAATATCACCCAAAAT
ATTTCACTGATGCTGAATATTACAGAACATTCATGTATATTTGTTTAGAAAAATGCAAGT
AAATTATTTTAGGGCGTACAAAAAAATCCAAATTCACATTTAAAAAAATCCTCCAATGCG
CAAATGCAAAGGCGCATCATAATACATTAGGTAATACAAGTATGGGTGGATAAAAGGATT



ATACCTGGAGACATTCTGCAAACCAATGTGCTTTAGGGCCCACTTAACCTTAAGAAGCTA
TGCAGCACTGCTACAAAGTAAAAACAGCCTTAAGTGAAATAAAAGAACCCAAATACAACA
TTCATACAGTTTTCTATAAGGCATTCTTTTTTCTTTTTCACAAACAGAGTCAGTAGAAAT
GTCCAGGAGTTAGTCATATCCAGGTGTCGGCTTCACAAGCGTCTCCCGCTCTTAGTCTTT
GTCAAAGTTCTGCCAGCGGCTTTGGTCAGTCTTGCAGCTATGATTAGAAGTTTTAAATAC
AGGTGATCCACGACTGTGAGAAGTCAGTAGATTCATGCAGGAGACTGTACAGGCTGTTGA
GCAAAACTGAGGCTAAGGTGCAGTCCTGTCTGTAGGGAGAGTCCAGCGTGTCCCCGTGGA
AGGCGTGTTGGCGTTTGTGCCGTAATGAGGGTAGATGTCGTTTGTTGGTGGAGTTGGGAG
GATGCAGTTCCCGTTGGTGGGGGAGCAGCTGAGCTGCAGCCTCCGCAGATACTCGGCGTG
TACAGGTTTGTGGCTCTGCAGCACTTTGATGGCCTCCTCAACGGTGAACCATTCCCGCTT
ACGGCCTATATTGACTGAATCTTCCCAATCTTCCAGCGTCTCTGTGACGGTCAACACGTA
CACATATGTTCGGTGCTTCCGATCTTGGTTTTGCTCAAATACGCCAAGCAAACGCCCGAG
TTTGCCCTTCACACCAGCCTCCTCAAACACCTCTCGTACGGCTGCCCCACAAGGTTCTTC
CTCTGGCTCCATCCCTCCTCCAGGAACGATCCACTGATCCGGGTGCCGACTACTGCTGAC
CAGCAGAACCTCCTCTTCGCGTTCATTCTTGAAGCACAGACATGCGGCTCTCTTCTTAAA
CCCGTCTCCATCGTACGTCCTTGTCTGGTTCGGTTTGAGCTTCATCATGGATTCAAATGT
TCTGCCCCCCTCTTTTACGATACAAACGGTCGCGAAGTGATTTGAGTAATACCAGTTAAT
AAGTTAACGTGACAGCCGCCGCATCGTTGCTGGTGGTTTCTGCATCGAGACGATCTGTCA
TCCGCGGAGGCACCAGGGGGGTGGAGGGTGCAGGGGGGAGAAAAAACCCCGTCAGACTTT
TCCTTAAAATGAGATGTCCGCGTAAAAAATGAGAGTCCAGATGCTAATTGTAATCTTCGG
GAAATATATGCGGGTTCCAAAGGCAGACCTCTACTCAGAGCAAGACCCCACTCCTCTCAG
ACCACCTCTGAATCTATTTGCGCATCCCCGGCCATAAGGCCCGGGT
>CL2112Contig1
ACGGTTCAACACTCATTTCCATTTATTACCACATTTGGGGGATAAAACAGTGCAATCTTT
TTTAAAATACACCTCTTGGGAAGCAGGTTTCTGCCCATCAGCTTGATGTTTCAGGTAAGC
TCTGGTTTCATTATTGTTACAGCTGATACAAATCAGTGCAAATATAAAGAAACGGTAAAT
GAAAAAATATACATATATCAGACTATTTGACATTTCTGGGAGTTTAATACATTTTTTGAA
GATAATCTTTTGACACATATGACTGGATCAAACTTCTAAAATTCTAAAATTGGCTGTAAA
TAAAAACATTGCCAAAAAAAACAAAAAAAATAAAAACCCACATCTAAGCAGTTTGAAGGA
AGGCGACCACATTTCTTGTTAAAAAAGTTTTTCAGCAACATCTTAAAACAAAAACTGAAA
AAACCCACCATCCTTTGCACCCAAGGATGTGACTTTTTTTAGTTATACATCTACATACAT
CAGTAATTTTATTTGGGGTCTTAAAATAGTAAAGATAGCCAAAGTCAGCTTTAAAAAATT
ATCTTTTTTTCAGATTCTGCACATGAAAAATAAATACATTGCAACCTGTTTGTTATACTG
ACATTGTCCATTTCTGCATGAGACTGTGTATAATTTGCAGAATGAAAAACATGAATAACA
CCCTCCTCCTCAAGGATGCCTCACCTGAGCATCCTCATCTGAAGAACATGATAGATGATG
TGCACACAGACACACAACTGCACTCTCACACTGCGACAACACGCAAGCAGAGAAGGTTCA
AGAAGAGCTGCTCTGCGCTGCTGTGTCGCCCTCTCTCCTCTGCCGCTTCTTTGCTCTAAT
TTCGTTCATGGCTTCCTCTATGGAGCGAGTGTCCCTTTTGTTGGCCACAGGCACACAGCC
GTAAGACCTGTTGGCCTCCAGCGTGTGCGCTGCGTCTTTTGCAGCCGACGTGCCAATCAG
ATGACTGTACTTGTCTCTGTAGTTGGAGTTGGGGCATATCTGTGACTTCTCTGCCTGAGC
GGAGGATGCTTCCTCCAGTGCAGCTTTTTCCTTGAGTTTGCGCCTTTGCTCGGCCAGCAG
AGGATCCCACTCCTCGCCTTTACGATAAGCTTCCAGCTCGTCATCTGATGGAGCAAACTC
CTTTTTGAAGAGCATGACATAGCGGCTCTCGTCATCCTCACCAAAAGAAAAGGAAGTCAG
ACCAGCCACTTCTGCAACGTCGTGCAATATACTTCTTTCAATCTTCCCCATGGGTTTGTA
TTTTCTTTTTTGTTGTGAACTGTCCTGGATAAAATCTGACACCTCCTTTTCCATCTTTTT
CCTGAACTCTGCTTTCTTCCGTTTCTCCTCTTCCTCCATCTTCTTAAGTCTCGCAGCTTG
CTCTCGGGCCTTCCGCCGGCTTTCTTGGTCTCCGACAGTTGGAGGTTTTTCCATCGAGCT
TAAGATNAACCGAGTAGATCCGCCATGAGGACAATTACCGGAGGACC
>CL2113Contig1
TTTTTTTTTTTTTTTTTTGTATTAATATTTTTATTTATTTATTTTTTAACAGACCTTTGT
CACAATGAAGTAAGTGAGAGCATTTTTTTGTCCGTTACATAGTAGTAATTTATTCAAAAG
CAACCTAAGAAGACAGTGACCATGTCTTATTGTTAAAGCAAAGGCCGGTTTCACATGCAG
CACAATAGGCAGGAAGTCTAATCAAACCAAAAGCAAAGAGGATCCTTGCAGCCCCCACAA
TCCAGCCCCCCTCCCCCCATCATCTCTGATTGATTCCATCAGATTCACACAAAGATGAGG
CAAAAAAGAAAAATTAAGATTCACTGCAAAAAGGACAAAATGATACCTTGGAGTCAAAAT
TCAGTAGCATTTGGGATGCATCATTACAGGTTTAATGCCACTTTAAAGCTGCAACATTCA
AGTCTAGTTAGCCAGCATTGTGATTGGTCAAAAGAATATCTTAAATGCATTTATAATGTA
AAAGGAGTCAGAAAGGGCTTGATATGAGAGGGACGCCGAGCAGAGGATCAGAGAAGCGTC
TTCTCCTTCTAACAGATCAAGAGTTGAACGTTTGGTGAGAAGAACTGAAGAAGAGGCCAC
GGATTCAGGGTTTTCAACCAGGCAGCTTCAGAACTCATCATTTTAGCCGCTCATTATAGT
AGCTGTTAAGGAAATAAGACTAGAAAAAGAAAAGAAAAGAAAAAAAATCTTTTNGTNTAC
TACTGCTCAATTTCTTTACAGTTTTAGAAGATGAATGTCCCCCAAGTGGATTTTAANGTC
AACAGCNCTCTCAAAATATTGAATAAACAAAGGGAGACATAGNGTNTNTTTTATGAAAGG
GCTACAGACAAAGACCAAAAGAAGAAAAAGTAAAAATTATGCCGTAGAAAGTTGGGGGGG



GGGGTAATGTAAAGGAAATACACCAGACAGACTAGATGAGCCTCCAACAAACAGACCAAA
GCAGTGGAAGGACAGAGGTGGATTGGAGTAAAAGAGGTGAGTCCGTCTTCTGTCAGAGTA
GCGCTGCGTCCGTCTGTATGCCTGTTCACCCACCTGTCCGGCTACGCCCCCCACGCTGTG
GCGTTTCACTTGAACAGAGCCTTTATAGCTCCACTGTCGGCAGCTTCAAAGGCAGTTTGG
TCATCAGGTCCTTTTATGCTTCGGTCAGCTCCCTTTTCTAGCAGGAGCTTGACACATTGG
AGGTGACCCTCAAAGCAGGCAGAAATCAGTGGAGTAAACCCATATTTGTCTTTGGCATTA
ATGTCTGCTCCAACAGAAATGAGGTATTCCACAACATACTACATGCCCGTAATCTGAAGC
AACATGAAGGGGGTTCCTTCCAGTTTCCAGTATGCAGTTTGCCTCTTTATTCGTTTTCAC
TTTTGCTTTGACCTCTTCTAGGTCTCCAGTTTTCAATGCCCACGCCAGCTCCTTATTATC
TGCCATCTTCCTGTGTAAAGTACCTTTCTCTTTCTGCTAACACTAACACAGTGGAAAATA
AGTCAAATGCTGCTGCGTTAATTTTTAGCTGGAGTAAACTCTTATTTTTTCGTCTTTGCG
AACCTGCTGAAATCTTTACACTAAATACTTTATCCTTTTCAAAAAAACAAGAAAAAGATT
TGTGTCGGAATTAAGCAAGTTGCTTAGTAGTGACAACTTAAAAAAACATCCACAAGAAGT
TCCAAAA
>CL2114Contig1
CAAGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT
TTTTTGAATCCAGTTTTTATTGAGCAAAGCTAAAAAGGACATCAGAACTAACACTGGATG
GGGGCAAGGCTTAGGGTGTAGTTGAACAGTCCATCAGAGCGAAAGCAGAACATGGTTTCA
TGTGTAGAAAACGGTATTTACAATGTTGGGTAGATCCTCATTGCACAAACTGAGAAGGGA
CAAAATTTAGTAACTGCTGGGCAGCGATAAGAATTTGGAAAAAGAAATTGTAATCAATGT
TGCAGCCTAAAGAAAAACAGAGTGAATCCAAGGGGCAGGGCAGGAAAAGCTATCTATGTT
TATCGTGCATCTATGGTTGAAATTATGAACACCCTCTGCGGTCACCTGTCCTAGCTCTTT
GACAGAAATCTTCCAGGATTGTCAAACAGACAAAGCAGCCACCTAAAGACCTTTGGGAGC
AAAAGGATCCAAACCAGAAAGAGAACTTATAAGGCCTCAAGCGTCCAGAACTACACCAGA
CAGACAACCCCAGCAACCCCTCAGCTTGTCTCTGTCCAAACAAGTCCAGCTGTGAAGGGA
TCAACATGCAATACAAGATTACATCCGCTGTGCAACGAGGTGTTTGTCTTCATTATGTTT
AACAAAAACGGTAGAGACATTGCTGATGACTCTAGCTCTGATAGATTCAACAAAAGGAGG
CATTCTTTTTACCTTTTCTTCACTTTCAGTAGTTTCTGTGCTGTTATCAAGCCCATTTTT
ACTCTTTAGCACTTTTCGCTAAAAGATTTTAGAAAATCCAATATCTCATTTCAACCAGAA
GATGGTGCTATACGTGAGAAATATTTCCAAAAACTAAAACGCATTTTACCTTTGAGAATG
CTGATATGAAGATTCACCCTACAAACACAACTTATGGAGCATTCGGGAAGAGTTGTCTCT
ACTTTGTGCTCTTCGTCACAGTGCATTCCTGGTTCTGTAGATTTTAATGGGGTGGAGAAA
TGCTGCAATGCCCCCAAGTGGCTGCAGAGTTGGGCAGTGAAACTCAGAGGGTGGGCACTG
TGGCTGGCAGGAAGCTCATTGCCAAACAAAAACAACAAGTAATAATAAAATTAAAATCGT
AACAAAATGTTCACACAGATCAGACTCTCCAGGTCACAGAAGGCTACACGTTAAAGTTTT
TAAAAGTAGTGTGAGACTTTTGCTGTCTGACTCTGAAATCTACCCACTTCTTAAGACTAT
TCACTCACAACACATACAACACACTCACACACACTCACTCACTCATTCACACAGCTTAGC
CTGCATGCAAACAAGTGTATTCTGGTCCACACAAGGAACAGTCAACATTATCAGAACAGC
AGTAGTTTACCCACATGCGATACATCGACAACCTTTCAGTGTCAACAACAATCAGAGAAA
TTCAAATGTCTTCTGCTCCAGTCCTTTTCACTGAACCGCTGAGGGTCATTTCAGGACAAT
AACATTTCTGTTGCCTCGTGACACAAAAAAGCTACAACTTTTTCTTTCACTAGAATTAGT
CTTTGTATTGCATTTTCTTGGCTAAACCCTGTGCAGACAGATACACTTCTCTTTCTCCCA
AAAACACACACAAACATGCGCCCCGGCCATAATGCCCGGGTTAACGCGCGCTCAACGTCT
T
>CL2115Contig1
TTTTTTTTTTGTAGATGAAGAAATTTTATTCATTTTATAAAAGTCTCAAATGTTTAACAG
AGTCCATTTACAACAACTGGGAAGTAGAAGAGTTTGCAAACACTCAAACATAAAATGTCC
CATCAGTGAAAATGTCAAAAATCTGTTCTGACCTACATTCTGATCACAATTACAACTGAT
TTGTACACAATAAAGGGATATCTTAAAAGAAAAGTTGGTGACTTTGGAGTAATTGTGGGA
TAAAACACATGCAAGAATGAGACATTTTGTGTTTTCATTGAAAAATGAGAAGAAAAGGTC
AGCGAGACACACTACAACATCAAATTGAGGGGATGCCGATATTGTTTTCACAAAACCTGA
AGTTTCTGGTATTATCAAAAGCTAAAGAAAAGTCAGCTTCAACTTTGGAGAAGTTAGGTT
TCAATCACAGTGTGCTTTCAGCATACACTTTGCATACAATTTGTTGCTGTAGTGTGTATG
TATGTGTGTGTTTTCTGAGTGAAGCAACTTGAAAAAACCTATGATAGTAACTGCACAGCA
GCTGAAAACAAAAAAAAAGGAATTGCAGGACCAGTGTCAACCTGCAATCAGTGTTTAAAT
CAAACATTAACCTACAAGTTGGAAGAAAACAAACCCTATTTCATTAAACAGCATCAGAAA
TGGATTCTAAACTCTGCCAGCCCTTCATTAGTCCTGATCTGCATTTAGGTCTTGTTGTCC
AGTCTGTACATTAAAACGCTTTGGGATGATGGATGAATTTTTTGGTGAGGTTACACATGT
TTATGCATATTTCTATTCCCAACAGATGCAGTTGCCTACATTAAAAGCTTAGAATTATAG
TAATTAACGTATTAATGGACAAAAAAATTGCATGATGGAGACTATAGCCTAACAGGTGAA
ACAGGTTTTTCCTTCTAAAAACATGCTTTTATTTGTCCTAAAAAAAAACTAAAAAAAAAC
GTATGGATGATTTTTGAATTAATCAGGAAGGTTAGACATAACTAATATCAATAAATATAG
CAGGTGAAAAGTGAAAATTAGAAAAACTACAAAAAGAAAACAGATGGAAAGATAGGAAAC
ACCTTAAATTCCTTTTGCTCATTGATAAATCCTACAAGCAAAACACAATTACCAACAAAA



AAGAAAAGACAATTCCAAGCTCACCCATGTTCCAGTAGCCCTTAGAAAGACAGATTAAAG
AAAATTTCATGGTGAAGGAGGTTCTCCGAGTCAAGTAGGTAATGTTTCAACATCATCAAG
TTAGAGTCCCTCTATTGTTAGAATAAATATCATTTTGACACTAAGGGGTCATCCTGTAGA
TCTTTAAGGCAACCTGCATTTGAATGTGAGAACAGGAGTGTGGATGTATGACTGTGGGCT
TTCCACAGCAATCAGCTTTTTCTGCGTGCATTTACACCCACAGCCTCACCCCCCAACCAT
GGGAAAACCAGTGTGTCTGACAGTCTATGTCAATGAGTATTATTGTTGCACTGGTTCGTA
GGGTCCACACTAACGCGAAGCAGAATATTAGTCCACTCCCCAGAGCTCGCAGCTGTCTCT
CGATCTCATCGTCAGAGATAGTAGCTTGTTTGGAGGAGGACGCCGCGCCTGGGACGGACT
TCCCTGCAGCTGGAGCCTTGATCATCCTTCCTGAGATCTCAATTCCAATCTCATCCAAAA
CTTGACTGACAATGTCCTCAGATTCTTCTTCATCACCAGATTCATCAAAAATCTCATCTA
GGGTGTCGTTGATCATGTCCTCAGTCATGCCCATCTTCATATTCTCCTTCTGGAAGTCCT
GCATGGTCTTCAGGGTCTTCTGTGGATCCATCTTTTTATTCACAGCTTGCATCGTCTTGG
CGGTGGTGGACATGGCACCAGCCATCTTCATTTGAGAGTTCATAACCTTTGTCTGGGTGG
ACATGGAGGTCACCTTGGAGCTGACGGCGTACGTCCGGTTCTTCTGTTTCCTCAGCTGAA
CTAACTGCTTGGCGAGGATTTTGCAAGCTTCCCGGTTACCGCTTTTTGCCATCTTTTTGA
TCTCCAGCTCCAGTTGTTTTTCTTGCTTTTCCAGCGCAGCTCTGTCTCTGGTGATCTGCC
TCTGAGTACCGCGCAGCTCCTTCGACTGTTCCTTAATGATGTCATCGACAGTCTTCTTCT
TGAAAAGGGAAGCCATTTCGCCGCTCTATGTTTACTTTACTGCCGAGTATAAATCCTATG
CTAAGTGAATTATGTCGAGAAAGGCTTCGTTTAGGCGCCAGACCCGGACACTGGATCAGT
TTCAGCTGCCTCTCCTTCCTGGCTGACTTTTCTGTTGCCGGAGAGTTCCTGTCTCACCCC
GGCCATAATGCCCGGGTT
>CL2116Contig1
TTTTTTGAAATACATCAAATTTTATTTACAGCAGAAACTCGCATCCAACAAACATGAGGT
CTCTACAGTCGTTACAAAAATATTGACCTATTTACTAATGTACATTATCTACAGCAGACT
CTTCACTTCAGACGTTCCTCAACTTTACTTGTTCTGTCTCCAGATTGTCTTTAATATGCA
ACTTTGTCCCTTGTGACCTTGTTTTCTTTTTGTCTTCACACTTCAAAAGCAGCACACATC
GCTTCTACACACGAAAGAAAGCTTCATTATCACCAGCTGCTGGAGGAGCAGGGGGGGGGT
CCTACATTCTGGAAGCAGAGCTTCACCTCGCTCCACGCTTCAGCTTCATTTGATTCCACC
CTTTGGGGTTCACATTCTCCGCCTCACGTTGGCGTGTGTGCACTTGTTCTCCGAGGTCGG
CGTGGAGGTATGTCGAAGCGAGAGCGCTGCTGACCCGTGTGTTGGCGAGGAGGGGCTGGG
AGGGGGTAATCCAGAGGCTGCAGTCAAGTCCAGTAGGTTCAAGATGGGGAAATGCAGGCC
ACAGATATTCAGTTCATCCTTCTTAGCTTAGTACCAGCTGTTGGGCCAGAAATGCATCAG
TCCCAGCGTCTGAACAAGGACTTGCCCCTGGCCTTTCTTGAACTTCCTCCTCTTCTTCAT
CTCTGTCCATCTGTTCAGGATAGTTCTGGGGAATCCCAGAATATTCCAGAGAAGCCGAGC
TCTTCTTCATCCCAGCAGCTTCCCAGCAGGCATGCTCCGAATGCCCCTGCAGCTGCAGGA
GAGCGCCCTCCTCATTCAGGTTTGGATTTCCGTCCCTGAGGCTCATCTGGGACTGGAAGG
GACTGATGTCCCGGTTGTGGTCTAGACTGCAGCTCTCATCACAGCACAAAGAAGGAATCA
GATGGACTGGGCCACAGCTGTGTCCCGGGCCCAGGTGGCAGTTGCAGCAGGGTCTCTGGG
GAAAGTCATGGAGCCAGCGGGCATCCAGGCAGGACAGCTCAGCGTCGCCGTACGGACAAT
CCTGAGACCTCAGAGAGGCTGCACTGGGCTTCTTCTCCAGCAGCTGCCTCTTGCAGTAGA
TGACGCAGAGGACGAGCAGAGCCAGCAGCACAGTGGCAAGAGCGATGCAGATGACTGCAG
CCAAGGCCATGTCCCGGGGGCTGGTCACCACCGGGGGCAGCGGCACCAGGTTGACACGCC
CACTACAGTTGGGCTCATAAGGAGGTGGAGGGTCCCCACAGGGTATGCACTCCATGTCCT
GGAATCCACTTAATTTGGTCTTCCTGTAGTATCCCGGCAGGCAGTCGCCACACACGGCGT
TGCTGGTGGTGGAGCAGTTGCCCTTCTGGAAGCGGTTGATGAGGGCACAGTCCAGACAGG
GCTTGCACTTCTGCAGGCTGCGGTCCTCTTTGAAGCGACTGCTCCGGCAGGGCACGCACC
GGGCATCTTCTCCATAGCCGAAGCCGCATTCCTTAGAGAGCTCCTGTCCGGCCTCGCACT
GCCTGCAGGGTTTGCAGATGCCAAAGCGGTCTTTGTACTCCTGCTCCCTGCATTCTCTGG
CCTCCTCAATGGCTCCCACCAACATCTCATCTGGAAAGATGAAATGACCCAGGAGCAGGA
GTGGCATTGCAGACTGAAGTTTCCACATTATTTCCACGAGGACTTTTTCACCTGAGGACC
AGGAACCAGCTCCACACAGCGGAGCTCCCCAGCAGTCAGCGGCGACCCGGTAGAGCACGA
GCGGNTCCGTCCCG
>CL2117Contig1
GATTTTATTTGTTTATTTGGAGAAAACACAGAATGCATAGATGACACTGGCTGGAAGACT
GGCAATCCTTTGAAGAGTGAGTGAACGGATGTCTAATCAGTGTCAGACGTTTTCTGTGCA
TGATGACACTTAAAGCAGGTCTTGTAACCGCCATCTGTTTGAAGGAGCCTCCAACTGAAG
GCCCGTTTTCTCAAAACAGTCGTTTCTCATAACTGTGTAGGCTGTGGATCCCGCCCTCCA
TCTGAGCCGACGTTGTCCTCCTCTCAAATTTCAGATCTCCAGAATACATCATGGCTCGTA
GCTGTGTGAGGCTCTTGGCCCCGATGTCCTGACAGGAGTGCTGAATGCCGGCCAGCAAGT
AGGGGACAAACTTGTGGATGGAGCCTTTATCCTGAACGGCTCCAGAGACGCCCTGAGCCA
CTTTTATTTTATCACTCTCGCTGAAGTATCGGTTCTGAGAGCCCAGGTTTTTGTCCATGG
CGTCCAGAGAGCCCATCCCGCGGTATTTCTTCAGCCTGATGCCGTCAGAAAAAAAATACT
CTCCAGGAGCTTCGGTGGTGGCAGCCAGCAACGATCCCATCATCACTGTTGATGCCCCCA
GAGCCAGGGCTTTGGCGACGTGTCCGACGTTCTGGATGCCTCCATCGGCGATGACGGGAA



CACCGAAGCGCCTGGCGTACTCTGACACTTTGTAGACGGCCGTGGCCTGGGGTCTGCCGC
ACGCCAGCATGGAGTATCCCGTAACAGTGGTTGAGGTTTTGGGGCTGTGGAGCTTTAAAG
CTGGTGGTACACTAAGGGGAGCTTCCTGTGTGATGCAGATGGAGCCGCTGCCCATCCCCA
CCCTCAGTGCATCCACTCCTGCGTCAATCAAGTTCTTGGCTTGAGCTGCTGTCACCACGT
TGCCTCCGATGA
>CL2118Contig1
GGCTGTTCCTGTGAGCCGGCTTCCGCTGAGAAACAGGCGGTGCATAGATATAAACGAGTG
CAGGCAAAGAGTGTGTCGTTCAGATCAGCTGTGTAAAAACACCCGGGGGAGTTACACGTG
TATTGACCTGTGTCCCAGTGGGATGACCAAAGGTGCGAATGGAACATGTGCAGACGTTGA
TGAGTGCAGAGAGGGGACTCATCAGTGCAGCTACAACCAGATCTGTGAGAACACCAGAGG
CAGCTACCACTGTTCCTGTCCACGAGGCTACAGATCTCAGGGGATGGGACGGCCCTGCAT
TGACATCAATGAATGTGAAATGAGGGACACCTGCCAGCATGAGTGCATGAACACACCAGG
AAGCCATAGGTGTCTGTGTCCTGCAGGTTACCGTCTGATGATGAACGGCAAGACGTGTCA
AGATGTAGACGAGTGTCTGGAGCAGAACATTCAGTGTGGAATGAATCGAATGTGCTTCAA
CATGAGAGGAAGTTACGAGTGCATTGATACTCCTTGTCCTCCGAACTACCAAAGAGATCC
AGCCACAGGGTTCTGCTTGAAAAACTGTCCTCCTAATGACCTGGAGTGCACGCTGAGCCA
CTATGCTCTGGAGTACAAGCTGCTGTCACTTCCCTTTGGCATCGCTTCCAACCAGGATCT
GATCAGGCTGGTGGCGTACACTCAGGACGGAGTGATGCACACCCGAACTACCTTCTCGGT
GGTGGACCAAGACCTCACGTTACCTTTCGCGCTGCGAGATGAGAATCACAAAGGCGTGCT
GTTCACCACACGCCCCCTGCGGGAACCCCACACGTACCGCATGAAGGTCCGGGCCCTTTC
GTTTAGTGAAGACGGAGGCATCGAGTACCGGACAACCTTCATCGTCTACATCGCTGTGTC
TGCCTACCCATACTGAGAGCACTTTAAACCATGGGAGATGCTGACAAACTCTTGTTTTGG
AGGAGTAACCACACCTGGATGTAGTAGAAAATGAGACTGATGGTTTCACATAAGAAAATA
TTTGAATCCATTGAATCAGTTTGACTCAAATACTACTTTTTTTTCTTCAATTTATTTATA
ACTTAAATTTGATTAATTTGCATAACGATGGGCCACTCTTGCTCGACACTTACATTCTAA
GAGATTCTCAAGTTTGGACCCAAAGATAGACGTGCCTTAACGAAAAACCACAGCAGCTGA
TTTTTTTTCTTTTTAAATATCAATCTTGTTCTTTACAATAGCTAATAAATAGATGTATTT
TATTTTTATGGCTGTAAATATATTTTCTCAATACAGTTTCATTAGTTTTCAACCATTTGT
AATAAAAGTGTAATAACAGACATTTG
>CL2119Contig1
GGCAGGACCGCTGCGTTCTCGGGGCTTTTCCCATCAGGCACCGCGGCTCATGGACTTTAG
CAGCGCGAAGGCGACGTGTTGATCCATTGTCGGTCCACAATGGTTCTGAGGAAAAGACTC
AAACGGTGCCTTCGTCGCGGGATCGCCTGTGCCTGGGAGCAGAAGTGAAACGTTAGCTAA
GCTCAGCCTTCCTCCCGTTTCCGCCGCCTCGCGGTTCGTTCGCTTTGAAGCGGCTTTGAA
CAATGCCGCCGCGCCGCCGGTGGTGGTTCTCTCTGCCCGCCTCTGACACGGAACCGGAGA
GCAGCGTCCAGAGGTTCATGAACAGGCGGGCCCCCGCCAACTGCCGCTACCAGCCCACGT
GCTACGAACACGCCGCCAACTTCTACACTCATGCTCTCGTCATCGTGCCGGCGTTCATCG
GCATGACGCTGCTGCACCGCCTGTCCGACACCAGCTGGGAGAGGATCACGGCCTGGGTGT
ACGGCCTGGGCCTGTGCGCCCTCTTCCTCGTCTCCACCGTGTTCCACATCGTCACCTGGA
AGAAGAGCCACATGAGGTCCGTTGAGCAGTGCTTCCACATGTGCGACCGGGTGGTCATCT
ACTTCTTCATCGCCGCCTCTTACAGCCCGTGGTTGAACCTGCGGGAGCTGGGCCCGCTGG
CGGCCCACATGCGCTGGTTCGTGTGGCTCATGGCGGCCGCCGGAACCATCTACGTCTTCA
ACTATCATAGAGAAGTACAAACTGGTGGAGCTGGCGTTTTATCTGACCATGGGATTCTTC
CCCGCTTCAGTCATCGCCTCCATGAGCAACACGGACGGCGTGCAGGAGCTGGCGTGTGGC
GGCCTCATCTACTGCCTCGGCGTCTTCTTCTTCAAGAGCGACGGCGTCATCCCCTTTGCC
CACGCCATCTGGCACGTCTTTGTGGCGTTGGCTGCTGCCGTGCACTACTACGCCATCTGG
AAATACCTTTACATGGCCCCCAGCGCGGAGTCCCTCCTCAACTTGTGACCCCCACCCCCC
ACCGATCTTGCTAATTCGACCACCACCAGAGCTGCATTTCTGATGTTTACCAAGACCTGA
CTGATGTTTACCGCTTTGTATCTGGGGGGGTTGTACAAGGCCTTGAGGGTGGGGGCACAT
CTTCTAAAAATGGCACATGACCTGACAGTCTTTTCTATCGAAGCGAGCCACATTCCAGGA
TCGGAATCAAACCTGAGCCGATCACGTTTTGATGTTTCTAAGATGCCAAAGGTGTCTAAA
AAACTGCCAAAGCGAAGCAGCTTCAGACAAAAATCAGAATTTTATCCCTGAAATGACCAA
AAATAATCCAAGAAATCGAGAAGAGATTTCTCCTCTAAACCTCTTTTCCAGTAAATCAGC
TCCTGCGTTTGGCTCCCTCTGGTGGACAACCTGAGTATTACAGACTACGTTGAATGTGAG
CCGTGTTGTGTAGCGTCTGTCCATGAATCCCTGCGTATTTGTACGATTCCTCTGTTTTGT
ATGTTTGTAAATCTGCATGATCTGTGCAGGGACGTTCCCGCTCACCGTCTGCTGCTCTGG
CTCTTCATGGTGCTGCACAAACACGAATGTTCAACCACTGTTCTGAAAACCACGTTTGTA
ATATGAAAATAAAGTGACCTGGATCCAG
>CL2120Contig1
AGCTGACGTGGAGGAGCGACGCGGAAACTGTCCGGTTCGGCAGAAAGCTTCTGTTTTCAG
TCGCTGTTCGGTTTGGGAAAAAGTCCCGGTCCAGAATCCCTCGAAAGTCTCGGTCTGAAG
AAAGATGGCGGCTGAGGAGGAGGCCAGCCGGCCGTTCGCGGGGCTCTCCGACGTCTCCAT
ATCGGAGGACATCCCCGTGGAGGGGGACATCTCGGTGCCCGTGGGCCCCTCCAGGACCGA
GGAGGAGTTCTCGACACTGGACGAGCCGGTGAAGGAGACCATCCTGCGGGATCTGCGGGC



GGTGGGCAACAAGTTCATCCACGTGCTCTACCCGCGGCGCATCTCGGCGCTGCTGCGGGA
CTGGGACCTGTGGGGCCCGCTGCTGCTCTGCGTCACGCTGGCCCTGCTGCTGCAGGACGG
CACGGCCGACAGCGACCACGAGGGAGGACCGCAGTTCGCGGAGGTGTTTGTCATCGTCTG
GTTCGGCTCCATCATCATCACTCTGAACTCCAAGCTGCTGGGCGGGACGCTGTCCTTCTT
CCAGAGCCTGTGCGTGCTGGGATACTGCATCCTGCCTCTGACCGTGGCCATGGTGGTGTG
CCGGATCGTCCTGTTCGGCGCCTCCGGGACCATCGGCTTCGTGGTGAGGCTGGTGGTCGT
GACGGCGTCTTTCGGCTGGTCCACCTTCGCCTCCACGGCCTTCCTGTCCGACAGCCAGCC
GGCCAACCGCAGGGCTCTGGTGGTCTACCCCGTCTTCCTCTTCTACTTTGTGATCGGGTG
GATGGTCCTGACCTTCTCTCCTTCAACGGAGAGGCAACCGTGAGCGAGGGCGAACGATTC
TGATGAGTGAGAGAACTCAAAGGAGGAACTGGAATCTGTGGTGAAGCGGTCCTGCTCCTG
ACCGGAGTGATGTGCGGCGCTGGAACGGCTCTTCCTGGAGGGAAGCGTTCTCCTCTGTTA
TGTTCCTCCTGCTCACAGAAGCACTTGGTGAATGTTGTAGCTGTCTGGGATGAGAGCGTT
TCCCCTTCCTCTCTTAGAAATCTGCCTTTTCCTAGTTTTCTGATCTTGGAGCCAAACTCA
AACTCTGAAAAAAAAAAATGGCTATTTTTTGGTGGGGAGGTGTAGTTTATTTTTTGTTGT
TTGTACTTCTGAAATGAGCCGGATGGCAGTTGGGGGTTTCACGAGAAAATGTTATTGTAC
AGTTTGTTTTCAGGAGTCAGAGCCATCCGGAGCCTCTTCATTTAAATAAACTGACGACAG
CAGTGAAGCGGCTTTTTGTTCCATCGCCGGCGGCTGACGTGAGGAGACTTTTGGACCGTG
ACATGACCGTTTTCTGCTACGTTTGTGAGAAAACGCTGAAGGAAGACGAAAAAAACGGGA
AAAAAACGGGAAAAAANAANAAATTAAATCGTTTTTAAAAAGTGGATTAAAATGTGAGTT
TTACCTCCTAAAAAAAAAA
>CL2121Contig1
TTCGGCACGAGGCAGGACCCACGGAACCAGCCGGTGGACAGGAGGTTCTCGGGCGTCAGG
AGGGACGTCTTCCTCAACGGGTCCTACGACTACATGAGAAGATTATCACCACAACGTCGG
GCCCCCGGCTCCATGGCAAACTCTGGCGGCCTATCCTGGGGTGGAGCAGCAGCCTCCCCA
CCATCCTCCATATTACCACCACAGTCACCCCCCACCCGCCCCTCATCAGACGTACCATCA
TCATCACCCCCCCCTGCCCCCCCATGATGCTCCACCCTCTCGCTTCAGAGACAAGCAGCG
TGTCCCGCAGCATCGCACCTTCACCTCCAGCCCGCATGACTACGACATGCGTGTGGATGA
CTTCCTGCGGCGGACTCAAGCAGTGGTGAGCAGCCGGCGTGAGCGGCAGCGGGAACGTGA
ACGTGGAGGACCACGCCGTGACCGGGAGCGCGGCAGGGATAGGGACAGAGAAAGGGACAA
AGAAAGGGGGCGGTACCGTAGGTGATCAAATGAAGTCCAGGCTTTTATTCTGAAGGGTTG
AAGTGCTTTTCAAGTATTTCCTAACAACCATGGTTATGTTTGAGAACAGCTCTGTGAACT
CAGTTACCACAGAGGTCAAGAAAGGTTATTCTAATAACCTGCTGAGCTTTTATTTTGAAG
GTCAGACTAAGTGCATTGCAGCCGTTTTTGTTTCGTTATAATGTCCCAGACCCCCCCTCA
CTCTGTCTGTGCGCCAGGGGCCAGCTTTGGTCATGAAATTAAGCAGGAAGTAGATAAACC
AGATTTTACTGCTGTTTTGTTCACTCTTTCAAAGTAAATTTTTTATGTTCTGAAAAAAAA
AA
>CL2122Contig1
TTTTTTTTTTGGGAATAAAACTTTAATCTTCTAAAAAGCTTTGCAAACATACAAAGGTGA
ATGTGTTATGAGGTTAGGAGCTTCTTCCTGAGGCTGCCGCCTGACACGTGCACTCACGTG
CACTCACGTGCACGGCGATGGGAGGAGCTGTATTCTGCACAACGTTAACATCTCTTTAAG
TGAATCAGAGGGATTAAGAACGATACAAACTGAGACCCCACCCCCCTGCAGGTCGAGTGG
GTCAGACCCAAACAGCTTGACCCCCCCCCAGCTGTCTGGATCCGGATCTCTCGTTCTCAG
TGGACAGCTTCAGGATTGTGCACGCTCATGGAGGTGCACGAGTACAGGAAGGAACCATCG
GCTCACAAAAATAGGTTTTTGTTAGACGATGATTCTAAAAGAGTTAAAATCAGACAAAGT
GCATACATGAATCTGTTTACAGCTAAACACAGAACAACAACAGTCAGTTCTGCTGAAAAA
ACGTCTACATGTAGACCACAGGGGAAGAACCGTCGCGTCTTCCTCAACCCTCATCCAGAG
GACAACCACCTCTAAAGCCCCTCCTTTCTCCACAGGCTCCTCCCTTCTCCACAGGCTCCT
CCCTCCCCTGCAGCTGAGGGAACAAGCTCACAGGTTGGCTGGTTGTGCCGTGTCTTCCTG
CTCCCTCCTCTTCATCGCTTCGATCACAGCCATCTCCTTGGCCTCCTTCTTCTGGTTCCT
GGCTTCAAACTGCAGTCTGTTCTCAATGATCCTCTG
>CL2123Contig1
GTCGTTTCTTTTGTTTCCCAGATGGCGCTTTACTTCTGTTCAGGCATGTTGAAGAACGAA
CAACTTTTCAAACACTATGCCCTAAACATTCCTCTCTACACGCATTTCACCTCCCCTATC
AGACGTTATGCTGACATCATAGTGCACCGGCTGCTGGCATCTTCACTCAAGTGCGGGCCA
CATTTACAGCTGTCAGCGCAGGAAGTGGAAAAGCAGGCGTTGCACTGCAACAACAAGAAG
ATGTTGGCCAAGAGAGTCTGGGAGCTCAGCTCTGAGCTCTTCTTTGGACTGCTTGTGAGG
GAGTCTGGCCCGCTGGACTCGGCAGCCATGGTGATGAGGGTGCTGGATCAGTCCTTCGAT
GTGCTGGTCATCAAGTATGGCGTGCAGAAACGTGTCTACTGCAAGGCCACTAAGGGCCTG
CAGTCGTTCAGATATCATCAGGTGGGGAAGAAGTCTGAGCTCACTCTGGTTTGGTTACCA
GAAAATCAAGATGGTCCCCCTTTTGAGCAGGTCATTTCGATCTTCTCGCTGGTGGAGGTG
CAGCTGACATCCGAGGGTTCCCCTCTGAAATACACTGCTCTGCTCAAGAGACCGCAGACC
AACGGGGCCTAGAAAGCCCTTCAACTTCAAACTGCGTTTTATTTTTAAAACTAAAAGAAA
TTTCAGCCTGACACAACTTGTGTGAAGTTTTTTTTTTAATCATTATTGACCTGATGAGGT
CAGCTTTACATGGACATGGTAAAAGACTAATGTGTTAAAAAAAGGATATTCTAACGTCTT



TTTAGTTTAAAGCTCCTCAAATCAAATTAGAAAATGACTACTGGTAAAATGCAGCCAAAT
TTGTGTTTCTATTTGTTGTGACAAAACATTAGGTGTTAAAATGATAAGATATTTGTAGAT
TATTAATCATATACGTATATATAGTCTGAGTAGTTTAGACAAAACATTTACCATCTTTCT
TCAAAGCTTTTCCTTAGAATACTTGAATATTCTTTTGAAGTAAGGAGCACAGGCGAATAA
CAGTGATCAGTTTCTTCCTTTGACAGCCTCACAGAGGCTCACAGGATTTAAAATATCAAC
ATCTGAATATTTCCTGGCCGTGTTTATGTAGTAAAACTTGTGATTTCCTCGTATGAAGTG
TTGAGCATCAAAGCTGCTGTCGTGACGTGTACCTCACTGTATTTTCTTGATTTGCCCTTT
AAATGAGGCTCATTCACCTACAGTTAGTGTTTTAGCAACATTATTTTTAACCACACTGAG
GGAAAACCTGCCCTTGAACTGCTACTTTAAAGTTAATGGCCTTTATTCAAATGAGTGTCA
ATTTTATTGAGTCCTTTCTCTGCTGCTTTGTTCACACTTTTGTTGATGCGCTTTGTGTGG
AACTGTAATTTATATTTATAAATTGACTTTTCTTTTCATAATTGCATAAAAAAATGATTT
ACTTGACTTTCTTTGCCTGTTTCTGTCCACCAGTCTGATTTTAGTGAAATATTGTCAGTT
TTTTGTAGATGAACTGCCAACTTTGTACTATTGTCATTAACTTTCTCCTTT
>CL2124Contig1
AAAAAACTAAAGNCTTACTGATGCTCAGGTTTGGACTACCTTTAGCTTCTGCATAACCCT
GGTCAAATATTTGAGCCAGAAACACTGGAGCTTCAACACTGTTTACGTGTCTTCATGAGC
TAAAAGACAAAATAAAACAAGCTTTTCAGTGTTCGCGTGATAGTTTACCCACGCTACAGT
TTTTATCCAACTTCAACTTAAAGCAGCTTGTGACATTTCCCTGCATGCAGAGTCAGCTAG
AAGGTCACTTGAGCGGGAGCACATTCTGGATAAGCTCTGATAGAGTGTTTGGCGGCTTCT
GCCACTCATCCATCCGCACTTTTGAGAACAAAAACAGTTAACCATGAAAAGATGAATACG
GGGGATCTCTGCCGATTTTACTCGAGGGACCTTCATAGAACCGGAGGGAAGAAGTTTAGG
GTTAGTCCAACTTCCTTTCTCGTAGAGCAACAAATGACCTTTGTAGGGCACATCCCACGT
CTGAGCCCAAGACAGACAGGATAGGCTCCAGCACTCTCACAGCCTTGAACACGATGAAAC
AGTTGAGGAGAACCAACGGAGGAAAGAACACACGAAGAAGCACATCAGTCCCTGCGCTGA
GGACGACAGAGTGAGAGGAAGTGAAGCGGGGTTAGGGGTGAAGGGTCAGGACCAGGGCTT
ATTTGACAAGCCTCTTGGCCACATCTGCGTAAGCGATTTCGATCTCCTTGTCACTGGGGC
AGGTGTTGATAAACTCTTCCCGTGTGTAGGCGTTGTTAAGGTACTTCCAGATGGCCGTCA
TTTCTTTGGGGATGTCGAAGCCTCTGTATTTTCTGGCCACAACCTTAACTATGTGGAGCT
TAGGCAACAGGTTGCAGTCGGCCAGGGTCATCTCATCTCCGTCCAGGAATTTGCGGCCTG
AAACCTTCACGTCCTCTATACTGTTGTGGTCGATCTCGTCCGGAAGCGGGGTGCGGAGAT
ACTCATCTAGCTTCTGCAGGGTCTTCAGGAGCCCACGCTCCAGAGCTTCATTTGCATCGG
GCTTGGAGTTCTTGATGAATGCGGAAAACTTGGCAAAGATGTCCATACCGGCGGTGTTTG
ACTCGGGGTGTCTTGCACCAAGTTTAATAAACTTGGGTGGGCAGAGGACATCTTCAAGAA
ACTCCTCAATCTTGTTGACATCAGTTTTGACCTCACCGTTAAAGGTAATGAAGGGCGGGT
GTGTGCCAGGAGCCAGGTTCTGGAGGTCTGCAGGCTTCCTCTTAAGGTCCACTGTAGTAA
CATTGAAGACGACTCCTTTCAGCCACAATATCATGAAGAGCCTCTGAGAGAAGGGGCAGT
TCCCGATGCTCTCGCCATCGCTTCCAGCCTTAACAAAAAGCTCGATAATGGGTTCGTTGT
CCGCCTTTATTCCGTTCTGTGGAACCGACAGCGACATTGTATATGCTACTTTGAAGTTTG
TAGGGTGGGAAGAAAAAAACTATTCCGTTTTCTTGCCACCACGCCCGACTAAACACTTCT
TTTCTCCAGCAAACTCCTCCTTTCCCCCCGAGTCTCTGGTTTATCTCCCGGTGCGGTGAA
CACGGCGGAGCGGACGAGGAAGCTCCCGGCTTCTCAGGTGAACGGTTCAACGTTTCTCTA
CCCGCAGGCTAGCTAAGCTACAAAACCCCGGCCATAAGGNCGGGTTTAACGGCCGCATCA
>CL2125Contig1
GCAGACGTGGCCCCGCCCCCTGGNGGGGCTCCATCAAAGGGCTGGGTCAAGAGGAAGATT
TAAACCGAGGAGGAAGAGGAAGCTCGCCTAACTGCTGCCACGCGCCTCTCCCGCCAGCCG
TCGACACCCGCGCGCCCTCTTTCTCCCCACAAAGTAACCACGTGCGAACAGTAGAAGACG
GCCAAAATGCTGCAGAAAATCCAAGAGGTTGGCTACCACGCCAAAGACATCTATGACTAC
CTCGTGGCGGGAATTGATCCAAGGGTTCAAGACTATCCGCTGATGCAGAGTCCTGTTCCC
ATGACGGCGATCCTGCTCTGCTACCTGTTTTTTGTACTGTACCTTGGACCTCGCATAATG
GCCAACCGCAAACCTTTTCAGCTGAAGGAAGCAATGATAGTCTACAACTTTCTGCTGGTG
GGACTGTCCATATACATTGTGTATGAGTTTTTGATGTCTGGTTGGGCCACAACGTATACC
TGGAGATGCGACGCAGTTGACACCTCAGACAGTCCTCAGGCCCTCCGAATGGTCAGTGTG
GCGTGGCTCTTCTGGTTTTCAAAGATCATTGAGCTTATGGACACAATCTTCTTTGTGTTG
AGGAAAAAGGACGGTCAGATTACCTTTCTGCACATCTTCCACCACTCCTTCATGCCATGG
ACTTGGTGGTGGGGAGTTGGCTATGCTCCTGGTGGAATGGGATCTTTTCATGCCATGGTG
AACTCCTCTGTCCACGTCATCATGTATTTCTATTATGGTCTTGCTGCTGCTGGACCGCGC
TTCCAGAAGTTTTTGTGGTGGAAGAAATACATGACTGCTATTCAGCTGATCCAGTTTGTC
CTCGTATCCCTCCACGCCACCCAGTATTACTTCATGGACAGCTGCGGCTACCAATTCCCA
ACAATCATCCACCTCGTCTGGATGTACGGAACCTTCTTCTTCATCCTCTTCTCCAACTTC
TGGGTCCAGGCTTACGTGAAGGGCAAACGTCTACCAAAGCAAGACGAGAGCCAGCACCAG
AACGGCACCGCCGCTTATGCAAACGGAAAGCGCCACGAGAACGGGAAAGCCCACAAGAAC
GGCAAATGCTATGAAAACGGAAACAGCAACGGGATCAGCCATGGAACAACCAACGGCATC
AAGCATGGCGCCACCAACGGCACCCCTAACGGCACCAGCAACGGCTCTGCTCATTCTGAA
AATGGAAGCACCCAAAACGGCAAGATGAAGAAGGCCTAGGGACTCTGGAAGCATGGCCCA



GCCCACCTCTTAAAACGACTACAAATTCCAAAGATAATTGTTGACTGACTGTTTCTAGTT
ATTTTTAGCTTTTTGTGCAAAACATGGGAGCAATATAGTCAGTGACCACCACAGCAGGGG
TTCCGCACTTGGTTGGTTGGTTGGTGTCCATCTATTGTGCACGATAAATGAAGAGAAGAT
GCTTTGGTGTAAATGTTCTGTCTTCACTGATATTGCAAGCAAACCCTGTGTTGAATATCA
CCTTGGTGGCCTTGGGTCCACCCAATTATTTATGACCCCCTCCTGTGGACAGATGACTGT
ACAGTTTTATCAAACTGAAAGAAAAAAGTTTGTAAATAGTTTTACCAAAAAAAAAAAAAA
AAAAC
>CL2126Contig1
TACTTTTAATGGCATAAAAAATAAGGGAAACAAAATTCATCTTGTATACAAAGTATAACT
GCTGGTCTTTGGGGAAAAAAAAACATTTATAAACCCACAAAGCTAGGAGGCACAACATGG
GATTTTCTTTTTAATTATGAAAATTAGAGCAATAATAATCCTAATAATAACAAAACAAGT
AACAAGTTGCAACCGTAATTCGCCGCCTTGATGCCAAGTTTGACCTTAAGACGGCATCAA
TGAATGACGTCATTGAATTACAGGGTTGCGTAACAAGACAGGTAATAACTCGCACAAAAA
CCAAAAAAAAGAAAAAAAAGAACACAGATTTAGTCAATAGCAGGGTTGGTTTTTGGAAGG
ACAGGAAGCCGGACCAGAAGAAGAGCAGCATCTGGGCGTGGCCGCTGGCATATTTGGTTC
AGTCAAAGGTAGAAGTCGAGCGCTCCACCGATAAACAAGAGCGAGCGCGCAGGAAATGCC
CGACTCACACCTGGCAACAACCCAAACACAGCATCTGCTACAACAGTCTAAACCCGTCGC
TCCTGTTATCCCATGAGGTATCGATGCTTTACAAACATGTGCAGAACCAGAACGGCATCC
TGCGCGCTCTACCCTTAAAACGCTAGATCTCCTTCGTCATGGTATAACAAAAATTAAAAA
AAAAACAAGAGGCTGTCTTGCTCGTTCAGAGGTTAAATGATTCAGCAGCGAAAAGGAAAA
CCTGTTCTGTAAACCAATATGAGCACACAGCGTCCCATCTCCAGACGAGGATCGCTACTA
CCGTCCCAGATTCTCACGTCGACAAACCCGGCCATGACTTTGGGCCACAGTGAAACCGAG
GAAGAGGGGATAACATATGACTTCGTGTCCTTTCAAACCCGCAGGGCTGTTGACTGATAG
AGAAGAAAAACAAAAACAAAACAAAAAAAACACCTGTTAACAGATCTGCATATTTCAAGG
AGAGTAACCCGGCCATAAGGCCCGGGTTAACGGGCGCTCCCAGACA
>CL2127Contig1
GTTTGTAAAAACAAACAAAATTAAGAGCTCAAGCTGCATCATGTTTCACAATGAATCGTT
CATGAATGAGGTGTGCAACGGCCCACGCTGCTGGCCTTTACGGTGCCGTGGGGGAGTTTC
TGCAGGACTTTTCTGTTGTTTTTTGTTTTTCTTGCCCTCCTCAATAAGCTACACCATCCG
TTTCTTCCATCAGTTAAGGATTAGCGCCCTGAGCTAGTTTGATGTTCAGAGCAGCACAGC
GGTCTGTAAATAGTCGTTTTAAAAAAAAAAAAGTCGGTACAACGCCACCGCCTGGCTACA
GAAATGCCAAATATTTAAATGCCAAACGCAAGGTTGTCATGACTCACTGTAAATGTAAGG
CTTCATTGTAGCAATGCTAGAACAAACTTTAATTCTGTCCATGATCTCAAATGTTTTTAT
TCCTCTTACCCCCACCCACCCCCACCCGGTTTTGTATTAATTTAACTTTCAAATTATTTT
ATTGCCGTCTTTCAGGTTCGGGTGTTTTGCCCTTTTTTAAGCTGTNGTATATGTGATTTT
TAAAGTTTNATATACACTAGTNTGAGATGTTCAGAGAAAAAATAGTTTTTGGATTTTTTT
CAATGATGGTAGTTTTTTTGTTTTATTTATGTTTTCTTGTAGAAGGACTGATTATGGGCT
GGTGTTGATCTTGTGCGATAACGGCACCAGACCTGGGGCTGATCTCTGCTTTTGTCAAAA
AACAAACAGGTGTGACGTGATGTTGTTACACCCGTTTTGGGCCTGAAAAACGATGCATTA
GTGAGACTTTAGACGGTGAGATGGAGGAAGAGCCTAGTCAGCCCCAGGTCTGCTGCTGAA
CATGACGTTGTTCTGCTGCTGAATGTCAAATACCACATGGAATGGAGAAGCCAATGAATC
ATTGTCTTCTGCATACAAGTTTTGATTTGAGATTGAAAATAAAGCTATTTTTATGTATAA
AAAAAAAA
>CL2128Contig1
TAACCCGGGCATTATGGCCGGGGGTGGTAGAAGTGTGGCGGTTAAGCTAACTTTAATTGC
CGCAACTAGCTACATGTGGAGAGTAAAACGGGAGGCATCCCGAATACCAACTCTTTTAAT
AGACATAGCTTATACCTGACTGAACGATAGACCTTACTCGAAAATAGGGGACACCATTTG
TTTAAAATGAAAGGTAGCCGGATCGAGTTGGGGGACGTTACGCCTCACAACATTAAGCAG
TTGAAACGGCTGAATCAAGTCATCTTCCCTGTCAGCTACAACGACAAGTTTTACAAAGAT
GTTCTGGAAGTTGGAGAGCTTGCAAAGCTAGCATACTTTAACGACATTGCAGTTGGGGCT
GTGTGCTGCAGAGTGGATCACTCTCAGAACCAGAAAAGACTGTACATCATGACACTTGGG
TGTCTAGCCCCCTACCGTAGACTCGGAATTGGTACAAAGATGCTGAACCATGTGCTAAAC
ATATGCGAGAAGGATGGCACATTTGACAACATTTACCTTCACGTGCAAATCAGCAATGAA
TCAGCCATTGACTTTTACCAGAAGTTTGGCTTTGAGATCATCGAGACAAAAAAGAATTAC
TACAAAAGGATAGAGCCAGCAGATGCCCATGTGTTGCAGAAGAGTCTGCGCTCCCCATGT
GCACAACCCAGCGGAGAGCTTCAGAAGACCGAGTAGGGGCACAAGATTGTGAAAGACCCA
AATGTGCCCTCCAGCACAGAAACAGAACTGTGACAAACGCCCCGTGGCCAAAGCATATAA
AAGTTTCTTCAAAGGACACAAAAAGACAACACATTTTGATGATAAAAAAACTGCTGCATT
TTGTTCCAAAGGCAACTTCTCCTTATTTTACTTCTCCCCTTTCTCATAGGGAATTATAAA
TTCCAA
>CL2129Contig1
TAAAATGTCACCGAATCCCATGAATCCTTCATTTGGTTGTAAAAACGATGACGAGACAAA
AACACAGTTGCCTCATTTCAGGCCATTCTCCTGTTTTTGTTCGGGTTTATCTTCTGATGA
GCAAAAAGTGCAAAGACGATCCGTTCAGTCGTGACCCAGATGAACTCACGTTCAGGATAA



TCAGACATGGTGGGTCTCTCCTTCTCAAACTCCTCTTGGCTTACGAGCCGAACCGGCTGC
AATCACTGAGTCGAGCCTTTCTGCACCGCCGTGCCTCTTGATCCGTGGCTGAAGAGTTTC
TTCCTTTGGAACCGTCGCCCCATCCCCCGGTTCTCCAGGAGGACCCGGACCCCCGAGCAG
AGGACAGTGGTGTTTACGTCCTGCTCCTTCTGAGGAAAGGGACTCTTTCTGATGGCTATA
AAGGAATGTTTATTTTGAAAGATTGAATAGATTTGAGTGGTTTTCACCTCATCACTGACA
GAAATGCTCTATTTGTGTATTTTTGTTTTACTGTACAAACATTTTGTAATAAAAGAAGAT
GACTCGACAGTCTGTGAAGAACGGCGTTTTCCCTCTGAAGGGGTCTTATTCAGACGGAGA
ACTTCCAAAAGGTCCTGAAAGTTCCGCTTGGGCTGCAGGGAGAACCTGAAGCCAGCGTGC
GCTCTGCAGCAATGATGCAACCACGCTCAAACTGACCGCCACGCGCCGGACGGACCAGCT
TAACGGGAGGAAGGTGAGGAAAGCACGTGGAACCGAAGTAGGAGAACCCAGAGGTCCACC
CACGCCTCTGTGACCGTAAAACAATCCTTACTGATGCACTTACACCCGGTAGGATTTCTC
TATAGAGAGTACACAGTATACGTATGTATTTATACACACAGTTGATAGAAAATGTGCATG
ATTGACAGTTTAAAAACATCACCATCCACATAGGAATGTTTTCCATCAGAATCCAAATTT
CTCTTTTTGGTTTATGAAGACAAACGTGACGATGAGTCATTGGACTGTCGCATAAGGAGG
AGCGACAGGGTGGATGTGTGGGCGGAGCCTGAGAAGCAACCATGAAGACTCCAAAAACAA
CACAAACTTTCCAATCAAAGCTGGATCTTAAATGTCCCAGTTAACACCGCACCAGCGGGG
CGGTTCTTTAAACCACAATGAAAAGGGAAAACTGCGGCGGTTCAGGTCTGGAGATGCTCC
TGGATGAAATACCTCTGAAGGGTCTAGAGGTCTTTAGGACACGCGAGAGCGACATCAGCC
GTGCGTCGACACAAAACATCTGAAGATGAACACAAGCAGCTTTACAAATAAATAAGTGAC
TGAGAACATGGATGTTCAGAGGAACGCAGCACAACACCAGAGCTTTTCCCTCCATGAGCA
CGAGTGACAGCGAGGTCCAGATAGGACCGCGTGACGCTAAGCGGATCGTTTGAACGCATT
TCAAGATGGAAAAAAACAAACGACGCTGTAAAACAGCAAAAAAAAAAGGCAACATGGAAG
CAAAGAGTTCAATACGAGGGCTTGGCATTTAAAATGAGCTGCAGTATCATAAATACTGAA
CTGCNTTTTGGGTAAGTGCAGGCTNGGATGGCGTTTTTTGATAGAAACGCACAGNTTCGC
TGTAACTGAAGATGCATTTCCNCNCGTTTACAGNCAGAAAATAAATNCNGGGGGGGGGGG
CGCCTCTGGCCGGACAGTTTTCACAAAAACCAGACCGGGTCTTCATGGTGGATCATGGGG
TCTTCAACAGTCCTCCAGCCCGCCCCCGGTGAAGCGGTAATACTTAAAAAACCCTGTGCC
TCCCGTCCCACAGAACCACAATGTCCCGGTTAGTCCCGACGGCGAGGAGGTCAGGGCGAA
GACGAGGCAGCGGCGTGGAACTTGACAAAAGCGATGGCGGCCAGCTCCTTGCAGAACTCC
CTCGTGCCGA
>CL2130Contig1
GATTATTTTATTTTATTCATAGATAATAACTTAAGAAAGTGAAGACAGAGATTTTCCAGA
GTTAAAAATCAACAATGGCTCAAAGACAGATTGAACATTTGATGGCACAAACAAACATTT
GGCTCTTAAGAGAAATAACATTTAAATTTAGAGTCAATAAAAGCAAAGAATTAACATGTA
GGGTTTCCTGCTTTGATAAGAAACAAAGCCTGAGATCTTTACAGTTACACAGATGATGAG
TCACCAGATCTAATCTAAAATGTTTGAGGAAACAACTGCATTGTTATTTTACAAACATTT
TATTTACTCTGTTTTCACACTGTCAAAGGGTAAATGCATGTGGCTAAAAAGGTCAGCCTT
TTCTGGGTCGTCGTCTTTGCGCTGATGGAGTTCAGGCCGGCTGTAGAAACAACCTTTTTT
ATCTTTTCATGAGCTGATCCTTCAGTTCGGGGTTTCGGTAAATCATCCGTCACAGAAGAA
GTGGACAAAAACTCAGACAAACACCAGGCCGTTCCGTCCTCGTCACTCATCCTTGTCATG
GTTGAGGGCGCTGCTAACAGCTTCTTTTGTGACGGTCTCACAGAGGGACTTCGTCCTAGC
TTTCAGATCAGTGGCCATGTTGTCCATGGCCGTCTGATGTTTCAAGAAAAATGGCAGAAT
CACACGACTGTACAGCATGTTGGAGCCGTTCCACTTCACCGGAGCCATGCACCAAACCAA
GAACAGACACTTGCCAACATAGTAAAATGGCAACCAGAAGAGAAAAATGTCGGAGAAAGC
CTCAACAACGGTGAAGAGTCCATAAACAACCCAGTAGGTCAGCCACTGCGTGTCATCCTC
CTTGTTCTTGCTCTCAATGGCTTTGATGGAGAAATAAGCTGGATAAATGAAGCCAATCAG
GTTACTGAGTAACGAGGCTCCGTATCCAAACAGCAGGTACAGAACGAGAAAACCAAACAA
ACCCAAAACGATAAACTCCTTTTTCACGCCGGTTTTTTGTTCCAACGTCGCTAACTGATC
TGTGACAAAGTTCTTTTCGTTAAGAAAAGCAGTAAAGCGCTCCTTCAGCTGGTTCATTTC
GGATGTTTTTTTCGGGAGAACCTGTGTCGAGTCTGAGCTGAAGCGGAATGAGCCGCAGAC
CGCTGCTGGCTCAAACTTTGTTAACTGCAGCGACGGCCCCCGGCCATAAGGCCCGGGTT
>CL2131Contig1
GCCGTTAGGGACACCGTTAGNATGTCAACAGGGNAGACCGAAGGCTCGGCTCAGCTTGAA
CGCACAGAGACCCCGCGGCCGCAGACCGAGTCCAGGCTCCACGGCCCGTCCTCTGACTCC
CGGAAACCTCGGCGGACAGCAGCATGGCTCCGCTCGGCTCCGTGCCTGCAGCCGTTAGCC
TGCTAGCAGTAGCACGCTCATTCAGCGCCTTCTCGTGCTCCAACCCCTTCCTCAGGTGCC
TCACCGCCGTGAAGACCGGCCCGGGGAAATGTCTGACGACTCAGCCCGGCGGCCCTCCGA
AGAGACCTCTGAACGGATACCTGAGATTCGTCATGGAGCAGAAACCAGCTGTGGTCAAGC
AAAACCCAGAGATCAAACCGGTAGACGTCATCAGGCGGATCGCCCAGCAGTGGAGAGTGA
TGAGCCCAGAACAGAAGAAGCCCTTTCAGGACGCCATGGTGCAGGACATGCAGAAGTTCA
AGCTGGACCTCCAGGAGTACCGGTCCCAGCTGACTCCCGCACAGCTCCAGCAGCAGGCCG
CGGAGAAGAAGCAGAGGATGTCCAAGAGGAAAGCCATCCGAAAGAAGAGGGAGCTGACCA
GCTTGGGAAAGCCCAAACGGCCTCGCTCCGCCTTCAACATCTTCATGTCGGAGCACTTTG
AGGAGGCCAGAGGGAGCACCACCCAGGCAAGAATGAAGTCTCTGTTGGACGACTGGAGGA



ACCTGCTCAGTCACCAGAAACAGGTTTACATACAGCTCGCCGAAGACGACAAGGTCCGCT
ACAAGAACGAGATGAAGTCGTGGGAAGACCACATGCTGGAGATCGGACGAGAAGACCTCC
TCCGGGAACAGACGCTGTCTTCGCAGAGAAGACCTGCCGCCAGGACGGCAGCGGCCAAGA
AGAAAACCAAGACGACGAAGGCCAAAGCGGCCAAGAAGACCACGAAGGCCAAAGCGGCCA
AGAAGATGTCAGCAGCACCAAAGTCGAAAGCAGTGGGCGGAGCGGCGAAAAGCAGCTCTG
CAAAAACTGTCCGAAAAGGGTCCGCCAAGAAAGTGTGAAGCTGTTGAGGATCGTCAGAGG
ATTCCCAGCTGTCCTCCTCTTTTTCTTTCTTCTCTTCTGTTGTCATTTGTATCCGTCCTG
CAGGACACAGCTATGTAGTCAACAGACTTCAGAGTTCATAATAAAGTT
>CL2132Contig1
TTTTGGATTTCTTTGTTTTTGTACTTATATTAAGCAAAGTGCATCTTGTTTTTTTCTCAT
CAACACATTGCACAATACATAAATAATGATGCATATAAAACATCTTCATATTTACAATTA
ATAATATATTTATATTTAACATAAAATACATTTTTTTCACTTCTTCTTTAATTAAATTTC
AGTCAATTATGAAACAAAGTCTGTCAGGATTTTAAACTTTCTTCTTCTTCTTTTAAATCC
TTTTTTTTCTGTGTTTGAGCCGCTGGAACGAAAAAAGAAAGATGGGTGAAGTATTTTTTT
TCCGAGGATGAGGGTGACGAGGGAAAAGGCTGCTGCTATCGGGTGTTGAAGATGACTTCT
AACCAGCATGGGCAACTACTGATGAACTGTCTGGTGTAGCATTGTCCCCAGCCTTTCACA
AAGCTTATCTGCACCGTGAAGCCTGTGCGAGGCTGCTGCGTGAACTCGTGGTCGTTTGGC
CTCTGGAGGCTGTTGGCCTTGTCATAGTCAAAAGCTTTAATGGAGAATCCAGGAAACACC
TTGTGCACCAGCAGCGTGCGTGAGTCTGGGTTGTCCAGTGTGGCCGACTTGATGAAGATA
GGGTAGCAGCTGCGGTTGTAGACCCACACTCCGTCTGGCTCGCGTGTCAGCTGGATGCCA
TAACCGATCTTGCTCCGCACCATCTGCACCAGTTGGGACTTGTTGTCGGAGCAGAGCTGG
CCCAGGCAGAAGCCGTTCCCTTGAGGTAGATCATAGAAAATGTCCAGAGAGGGCTCCTGG
ACCGAATAGAGGCGCCCAACGCGTGTCTTCTCCTCCCAGTAAGCCACCACGCACCAATAG
CCTCGCTCAGAGTCCTGCAACGCCAAAGAATCTGAAAGCCCCACAGGGGCCGAGTATGTG
GTTCCTCCAGTGTCACTGGATGAAGGTCCAGAGCCTGGAGAATCTGGTGGTTTCAAATAG
TCCATGGGATATCGCGAATAAGGAGGAGGAGGAGACTCGAGTTCACAGAGCCTGCTCATG
TGGTGAGGGTTGCAGCAAACGAGCTCGGGGTTGGCTTTCCCGTAAGATTCACAGCACGAC
AGCCTCTTCAGCTCCGAGGAATGCCTGAGGTCCGGCCACCTGAACACTTTGTAGAGCAGC
ATGGGGAGGGAGTAAGACTGTTGACCCACTTTGGCGTCCACTTTGCTGGGCAGGAGAAGG
CAGGGGCTCCGGACGCCCCCCTTGGACTCCACCGCCTGCAAAAGCACCTCTAATTGTTTT
TCTTTGATCTTTTTCAGTACCGAGTGGGTCAACGCCTTCAATTCGGCCTCCGACCCCGCG
TTGGACTTGGCCACTTTTGTCGCTTTGCCCATGCAGCAGCCCCCGGAGCCATGCGTCCCT
CTATCCGTCTCCCCGTCGCCCTCCACGGGCGCACGGCTCCTCCAGAGTCGCCGGACGAGC
CCCGATCGTTTGGTCCTAAACATGCGGGACGAAAAGAGGGTTTCCCGGCTAAAAAACGAG
CATGGTGTCCGCAAATCATGAAGATTCCGGGATCCGAGTCCAGGCAATGACAAGCAGCCT
GAGAGAAAAGCGGTGGAAAAACTGGGAGCTGGAGAAGCAGAGGAAATCTATAGCATGCGC
CAGTCTCTGAAGCTGTTTTTCCTGCAGAAAGGTCACCAGAAAGCGCTCGATGGTGGCG
>CL2133Contig1
ATTATAAATAAAAGACATTTAAAGGATTATTACACACAAAACAAATGTAAAACAACAGAA
ATAATGAAAGTATTTGAATAAAAATAACAATAATTTAAAGAAAAATTCTCTAAAAGACAG
TTCAGTCCTACGTTCTTTCCTCTACATTTAAAGCTTTGATATCAGTACATTTATGATGAC
TGCACAAATAAACAACATGCAAACACCAGCTACTAAACAGTAAACAGGAAGTCCAGCTTA
ATGGATACGAGTGTTTTGTATTGTTGCAGGTATTGGGTCCTCAGATGTTTGCTGGCTGGC
TGATTACAATTATCAGATCGCGTCTGTCACATTCCAGAGGTCAGTCATCAGAACCGAGAC
CCCAACCCAACTGTGGTCCATGAAAACAACTCTAACAGGTCGCTCTGGATGTTTTTCTCA
TGTGCGTGCGGAAAGCGGTGAAGTTCTGAGGTGGGCGGTGCCCTCACAGCGCCACGGCAA
ACACGCTGACAATGCAGTACATGGTGCGGTTCTCCCACCTGACGGTGCAGCTCCCATCAG
TTGTGGTGTCCCAGTAGCAGGAGTTAGCTGTGTGGAGTCCGGCGCCGCTTTTCTGCATGA
TGGCGCAGTTTACGATGAATTTAAACGCCCGCCCCTGTTTGACCAGGTGAGTCAGCGAAT
TCTCCACTATGCCGGCCGTCCACTGGTTGACTTTACTGTGGTCGTAGTCGGCACCACCAA
TGACGCCCTCGATGCACTCTTTGACTAAAGCACTGTTCTCGTCAGTGTTGAAGAGGACAT
CATCTCCAGAGTTGTACTCCTCCATCGCAATTGACAAGGATAAACGCTCCTTTGTTTCCC
TTTTGTCTCAACTGACTTTTGCAGGCAATATTCAGCTCTTCTTTCAATTGTTTATTTTTT
TAAGAAGCCCCGGCCATA
>CL2134Contig1
CTTTTTTTTGAAAACAAGTCAGCATAAACAGAACTTTGAATTGAAAAATTAAAACTACAT
CAGCAAATGAGGAAACCAGTGGGAAGGTTGGGAACAAAAGGGAAAAGAATGCTGTCTGGA
TCAAGAACATAAACATCTGTCCTGGAGATGACCGTTTCATTTCATGAATTTATGCTGTTG
GTCTTGGAGGATCTTGGCAGAGGACTTGGCGTCGTAAAACAACTCGTTGATTTCCTCCAC
CTGTTCCCTCTCCACCGTTTCTTTGCCTTGAACGCGGCCCAGCAGACTGCCTGGAGTCAG
CAGCTGCACAGCATACCTGAGGGTGGTCTTGGTGCCGATTTCTGCCAGGTGTGACAGAGC
GTCCTCGCTGATACTGATCCCCTCAGTCTGCGCTCGGATCTTGATGATCTGCTTCATCTC
CTGTGGAGTGTATAACATGGTGCGGATTATCATGACTCTGTCCAGGAGGTCCAAAGGTAT
CCCATGTGGAGAGCTGATGTCTTCAGTTCCCCTGATTAAACACTTCCCCCTGTTGGAGGC



GAACACCACAATGGGGGCGATGCTGCTCTCCAATGCGCGGTGGAGGTATGTGAAGCACTC
GATGTCCAGCATGTGGACCTCGTCCACAAAGAGCACACCAGGTACCAGCTCAGCCACACC
CTGGTCTATGTAACGGTTCACCACCTTGTTGATTTCAGCACGGAGCTTATCTGTGATCTC
TGTCTTTTTGGGTTTCATCAGTTGTCCCATCATGGAGAGAATATCCTGACCCCCCTGTGG
TCGAGCGTTTGCGACGTCCAAGTCGTGCAGCGTGACATCTTGGACGATCTCCTTCTTTTT
GTGAACATCACCTTTGGGAAGGGGAACGTACTCCTCCGCCTCCAGGTCAAACTCTGTTGC
AAAGGTGTCACAGCGGCCTTGTCTCTTCACTGCTCCACTGTTTGCTT
>CL2135Contig1
TTCTGATTTTTGCTTTAACGCTCCAAACTTAGTTTTTGGAATCATGTACATATATCAAGA
GCTGAAAGGAAATCAAAGTGACACAGGCAGATGAGGGCTAAAGAATGCGTGGAGCGGCTC
CTGAGGACAGAGCTGCTGCAGCCTCCACTATGGCAGAAGATGTGGATGTGATTGATTTCA
GCATCGATTGCATGCATTGATATCGCAACCTTGCATATTCTGCATCTCCGTAAGAACAGT
CATATTAAATAGTCCTGAGCTTTTCTTTTCTAGCACGACTCACTTTGATCAGTAAACACT
CAAACAGAAGTGCTCTTTAAAGACTTTTTATGCAGAGATGGGGAACACTATGTACTTCTT
GTTATAGCTGTCATTAAAAAAAGCAAAGATGTACATTTTTTTTACTTCAGAAACATAAAT
TTAACACAGTTAAAAATAAAAATATTTTACAAAAGCTGGAATGAAATCTTAGAACATCAC
CAAAATGCCCCCATGTCAAAGTGGCGAGGACACTTTAGTTTCTATTTGACCAGTAGTTTT
AATGCTCATTGTCTGTGTCCTCCTCTTCATCCTCCTCGCCCTCCTCCTCTTCAGACCCAT
CTTCATCCTCCTCATCGTCGTCTGCCTCCTCCTCTCTTCTCGTCAGACGGCCGCAAGCTC
CTTGTTGCTTTGAGGTTCCAGATGTACTCATGAAGGTTCGATCAAGGGACGTTCTGGAAT
TAGTTCGGCCCAAACGGGAGTTATAGTCAAGGGGGTGCAGCGAACTCCTAAAAACCTCCA
AGTCCGCCTCCTCGTCCACACTCTGAATGCTTTGGTAGGCCGAGGTGTACAGCTCCAAGG
CCTTCCCAAGGAAGCACAGCTCCACAGTCACAAACTCACTGAAGATTTTCTTGATGTCAC
GGATCTTCTGCCGCTCAAACTCATCGATGGTCTCCTCCAGCTGCTTGGTGGTCCGTGCTG
CATCCATTGTGGCTTTTTGTAATTCACTTTCAGCATGAGAAATGATCTGTCTGTCAGAGG
GGTTTTTCAGTCTTGTTTTCTCGAGCTGAGCTTCCTGTTTGGCTTCTTTATCTATGGCAC
TTTGGGTCATTTTCACATCCTCTCTTTTGCGTATTACCACAGCGCCATAAGTTTTTAATG
GCTCCACAACTTTGGCCTCAAGTCTTTTCACCTGGGCATGGCGGTAGTCCTGAATCTTGG
CCAGGTGGTCAGCAAACTCCTTCATTCCCCTCTTGAGGTCTGGAGTCTCTGTGTCGGCAT
GAACTGCTATCTGCTGGACCAAAAGGTCCCCCTTGTCTCGCAGCCTGGCGGTTTTGCGAG
TGTAGGCCGCAAACAGCTGGCACATCTCTCCGAAGTGTTTCTCCACCCTGGTGATGTTGT
CTTGGATCTTCTTGGTCTGGTTGTCTCTGGCTCTTAAAGTAGGAGTCCGAATCATGTTTG
TGTTTTCAAAAATCGTGACGAGAAACCGTTTTTTTTTTTTTTTTTTTTTTTTTAAGTCTT
GCTGCAGTCCGCAGGCAAGCTAACGGCTACTGAGGCAGTTGTCGTTTCCATGGACTCTCC
ACAGCGTTTCCGCTTGCCCGGCCATAAGGCCGGGTTTAAACGGCGGCTCGA
>CL2136Contig1
TTATTTGAAAAAATTCAAGACTTTCCAGGCTATTGGGAACCCTGTCAACCAAACAAGCAC
TGAATGCAGGGGTGGTTCAACTCTCCAGGTCAAGCTCAATGATCCCTTATGCATAATGGC
CATTTAACACAATATGAAAAAGAGGAGGGGAGGAAGATGAGTGGCTGTCAGAGGAGAAAT
CGGTTTCCACAGAGGGAGGTGGTACCATCTATCAATCGTCCGTAAGGTCTTGAACAAAAA
GTACCTCCGAGCGGCTGAGCCCAGCCTCTTTTAGTGAGGGGGGGTTGGGTTGTTCTTCAG
TGGGGAGGCAGGGCAAGACTCGACGAGGGAAGTTTGTGACTATCTCAAACTTCTCTGGCG
TTTCTTTCAAAGAGAACAGGAAGTCGTGTATTACCGTCAGAGATTGGCCAAACAGGAATC
GCCGTTCCACCCGTGTGTCATTGGGCAGCTTGAACACTATTTTGACACTTTCTGGATCAT
CTGCAGGAGGCTCCAATGGAAGACATTCAGACTTCCTCTCCTTCTCCTCCTCCAGGTTCC
TCCGTCTCCGCTCCTCAGCAAGAGCACTCTGCCGGACCTTCTCTTCCTCTGGCCTTCGCT
GCTCCAGCTCCTCCCTTTTTCTTTCTCTCCTTTTCCTGGTCGGCACGGAGGGAGACGAGA
TAAGCCTCGTCCTGCTGCTGCCTCAAAACTTGGGTCTGGTTTCTCTCCTCACGTTCAAGG
CGCTCTGACATCAGATATGTTTGGTTGGCATCCATGATGAAGGTGAGCTGATTGATGAAG
TCTTCTGGCTGAATGAGACCCTCCAGTCTGCCCACCACAGTCATCCTGCGGTCCTTGAGC
ATGATCATGGCCAGGAATGGATAGGTGTTCTCCCGCAAAGCTTGGGACACTCTGTAGCCT
TCAGGCTTGCTGGTTGAACATGCCCAAAACAGCATTTGTGTGTTGAGGAAGGTTATGACT
TCTTCTGTACATAACGTCGAACGGCAAAACTCGTCTGTGTCTTGATGGTCGTCTCCATGA
AGATACACTAACAGGTAGCGGAGTTCCCGTTTGGCATCATTCAGTGCCTGGCTGTAGGTC
CCCTGGTAAAACACAGGATGTGACCGGCCATACTTCTCTTCAAAACTTTGAATAAAAGAC
ACCACATCTCCAACAGGGTCTGTCACGCGACCGCGAGGATCTGGCCTAATGAACCGTAGG
GCAAACCTGAATATGTCCAGGAGTGTGTAATATGTAAATCTGAAGGGGAGCATTATCAAG
TAGTAACTCCATCCTAGTAATCCCCGGGGTTGAGGCCGTGAAACGATGTAACTATAAACT
CTATGGTCTGCTGTGTTAACCTGAAGCGGTCTGGATGGAGGAGGATTGAACACACTAGGA
ACTCCTTCCTGCTCATTGAGTCTGTCTTGCACTGCAGCCTCTATGTTCCAATTATGTTGC
TCTAATGTTCGGCGACATTGGTCCATTGATTCCAAACCTGTTAAATCCTGAAATTGAAGG
AGTTTTTCGGTCTGCGCCTGGGATAATTCTGGCTCCTCTGGCGCCGCCATCTTACCTCGC
CAATCATCTAGCCCCCGGCCATAATGCCCGGG
>CL2137Contig1



TTTGTCATTTACATGGATTAGCAATACATTTAAAGCAACTCCATTAGATAAGCATTCATG
TCTGATGTTCACAGGTCAGAAAGCAGCTCGGCTCACGCGGCGACGCCAAAGCAAAACAGC
TTCTTTTTATCCTCTTTATTTCATTTTTTTGGAGGGAGGAGAGGCATTAGTCGGGAAAGG
TGCAAAAGGTCAGAAAACAGAACAGGATGGGGCAATAAAGCCTGCCATGCTCATTTCTGA
GCACTTTCTGCCCTCAAAGGGTTAATTTGAATTAAAGAAAGAAGCCTAGGATCTCTGCAA
ACGGAAAGAAACGGTGAAGAATGGAAGAGATGAATCTAAAGGCAGCGGAGAAACGGAAAA
CTGAGAGATCAAACTGCGGCGGTAGCTTCACGCCGTCCACGCCGCCCCCCCCTCTTCAGT
TACAAGCTTCTCCACCTTTGAGTTGAGCGATGGCCGCTCTCGCCCCGAGCCCAACCCACC
GGAAGCTGCACCTTAAGGTCCCCCTCCCTGCAAATCCAAGACTTCACATTGCTAGCTGGG
ATAACGGTGCGTCCAGTTCGGGCCGCATCACACGCCGCCGGAGCAGCTGTGTTGCAACAG
TGGAGGCTTTAGAAACAGCCAACAGGTTTGAAATCAAAGTCTCAATGTGTGAAAGTTCCA
GTTCTGACAAACGGAAAAGGAGACATAGCTGCTCTAGACGGGAGTCCACGCAGCAGCTGC
ACCGCTCCACAGCGCCTGTGAGGGCAGAACCAGGACCTGGTTACACACAACACGCCTCCA
CGCCACGACCCACATGTCGCTGGCGGCTGGCGCTTGACGGGTCAAATGTGACACCAGAGA
GTTGGTCTCTCCATCCGCTGCACTTTCTTGGTCCTGACGGCTCTCAGACATCATCTCTTT
GCTTTCTCCACTTACACTACTTCTGCCAAAAG
>CL2138Contig1
TTTTTTNNNNAACATTTGACACTTTTATTCACAAATGAAACATAAAAAAAGTAAATATCA
GTTCAAACCAAAAGTACCAGAGTATATAAAAGAATGACATGCCTTTCTAAACTCCTGGGT
TTGTAGTTCAATTACTAGACTCTAGCTGTGGTTGTCTGACCTGCGGAGACTCGGAGGATC
AGCAAAGGAAGACCTGAAGTTAATGTGAAAACAACCCAGACACGGAGAACGACCTTCTTC
ACGCTAATGACTCCAGACTCAGATATTATTCTGCTCACATTAGGAAAAACGTCAAACTCC
AGACACAGTTTTCTTTTTAAAAGATTACATTTACAGAAATAAAGCCTTTATAACTCTGTT
TTGTTGCCATACATGTGCTGTAGTCCACAGTGTTAAAGACCACAGATTTCAAACATAATC
TGGATTAAATTTGGATTAAATCTCTTTATTCTGCTGTTTTACCAGGAAAATGATCAAACT
CAGAAATCCGTCTGTATCTACAATCAAGCAGAAATGAAAAAGTTTAAACGTTAAATTTGA
AATTCTCTCCAGCTGCCCTGCTGTTGCCGTCTGATCAGTGAGGATCCATAAATCAGTATT
GATCAGATGAACGAGTCGAGTCCCGGCAGCATCGACACAAAACGAGGAAAAGGTTGAAAA
CTCTAACGGTTTGATTTATAGAAGTCTGTAAATGAAGCTTCCGTTCACATTTTTCCGTCC
AGTTTATAAAATAGGTTACAATACAGGTTTAGTCAGAAATACTTATTTTTCCAACTTGTT
TGACTTCAAAGGAAGAGGAAGCTTTCAAAGTAAAAGCTCATTGCAGAGGAGTGTTTAAAA
AAAAAGTCAAAATAAAGTCCAACAGAGCGGGTTAAATAGTCTGTAAAATAAAAGCTTTGC
TTGTTCCACTGGAAAGAAGCTTCAAAATAAGAGCACTCCAGAACAGAAGGACCCGCAGGT
CTGCATGGAGCACGTGTCTCA
>CL2139Contig1
GGCTACTTTGACATTGAGTGGCGTGGCAAGCGCCTGACTCTCCAGGCTGCTAACGGGAAA
TACGTGGCCGCCAAGAAAAACGGACAACTGGCAGCAACTAACGACACCGCAGGTGAATCT
GAGGAGTTTATTATGAAACTGATCAACCGACCGTTCATTGTGCTGCGAGGAGAGCACGGC
TTCATTGGCTGCAGGAAGGTGACCGGGACTCTGGACTCAAACCGCTCCACTTATGACTAC
TTCACCCTGCAGTTCAGTGACGGAGCGTACAACCTGCAAGACTCCACTGGGAAATACTGG
ATGGTGGGGAACGAGCACTCGGTTGTGAGCAGCAGCGACACGCCTGTTGACTTCTTCTTT
GAGTTCTGCGACTACAACAAGCTGGCCGTTCGTCATGCCGCTGATGGCAAGTACCTCCGT
GGCGACCACGCCGGTGTGCTGAAGGCCAACGCCGATGACCTGGAGTCTGCCACGCTTTGG
GAATACTGAGGAACCAGAAGAACACTGCCTGCCCTTTTGAGCTACCTTGACACCTCCCCC
TCTCCCTTCACCTGATATATTATCTGTACTTATGATTAGATGTTGATTAAAGCGCAAGGA
GAGAACAGCAAGGCTGAGGAAGGGGACTCTTCTCTCCCTCCCTTTCCTTCCTTTTTATCC
TTCCTTCCTCAGTTTCTCTGCCTGAGGTGCCAACCTTCGTCTGTTGCCATAGTTACCACA
GGCACTTTTTTGTTCTTCCTGCTTTGATAGCTTGCTGTTCCATCCCTTCCTGATGTCTGT
GCGAGCAGCAGTAACTTATGTCAGAACCGAGACTTGTACTCAAGCCAATACCCCAATCGG
AACCAATCGTAATCACTTTTGTTGGGTTTGGTTTGTTGGGTTTGAGTAGATTTTCTGGTT
TATTTTCATGAGTGGGTCGTTGTTCCCGCTATGATTGTAAAATTGTGTGGATCTGATGAA
TCATCATGTAGCTGCTCATGTTGTGTGTTTAAAACGTGTTCAGATGCAAGAAAACTTGCT
CTGTTCTTGTCGGGTTTCCTGGATGGAGCAGGAAGTCAAAGCACTTGTCCTAATCCCCAT
GTGAGAGTTTGAGTCGTCACGGCAACAGCGTAACAAGTAAACGGGGAGTATCTCAGCCCT
TATATGTGCGTCTACTGCACTTTGCATGGAAGAAAACGCACCGCTTTGTTTTCTAGGCAC
AGATGACTGCCATATCGCCGTAACTGTAATGAAATGATTAAAAAAAAGATACAGCTGCTC
TGGATTAACAGACTTTCATCTCATGTCAAACTGGTTAAATCTGGTGCTACTAACCGGCTC
ATCTCTTACGGTCAGGACAAACTGACAAACTTGTTCCCCCAAATCTGCTGCTGCTTCACC
TTTCACTCCAGTCTGAACCGTCATGGTTTTTTTTTTGTTNGTTTTTTTTTANCTGGGNAT
TTTTTCNGGAAACTGAAAAAAANGTAAATGTCTTTATNGAA
>CL2139Contig2
GTTTTTATTGGTCGTTGAATTTCAGGTGAACCAATGGCACAAGAGAGTCATCCACAATAT
CAAAAGAATCATACTTGTACAAAATAATACAAAAGAAGTTCCAGTTTACCGAAGCAAAGA
TGTGGACGTTACATTTTCTCGTTTCCTACTGCCTGACGAGTCAAGAGTAAGGCACAGTCC



CCCCTTCCACATCCGTTTGCCTCCAGGCGCAAGTTCCTCCAGGGAGAACTGCTCCATACA
CACATCAATTCCAAACATTTTTAAGCTTCAGAAAGTAAGAAAAACTTTGGGACCAACTAC
AATCTGAGACTTTATGGACTCTAGTAGTAGCTGCAGAGTTCTACTCCAGAGGAACACTCG
ATAATGACCAGCTGAGATACAAGGTGCTGCAAAAACCAGGACTACATTGTTAAACTATTC
AATAAAGACATCTACATTTTTTTTCAGTTTCCAGAAAAAATCCCAAGATAAAAAAAAACA
AACAAAAAAAAAACCATGACGGTTCAAACNGGAGNGAANGGNGAAGCANCANCANATTTG
GGGGAACAAGTTNGTCAGTTTGNCCNGACCGTAANANATGANCCGGTTAGTAGCNCCANA
TTTAACCAGTTTGACNTGANATGAAAGTCTGTTAATCCAGAGCAGCTGTATCTTTTTTTT
AATCATTTCATTACAGTTACGGCGAT
>CL2140Contig1
TCGTGCTGGGNACCAGTTCACAAGTTATGCCTACAAGTATGCCTCCACCCCGTNAAGCTA
CCTCAGCGCCCGTGGGCTGCCTCCATCCCCACCATCCTCACCCACAGTGCCTTACACGTT
CTTCTGCTCCCGTCGCCCACTCCCTGCCTGGTACCTGGCCTGGCGGGGAGCTACCTCTGC
TCGCCGCTGGAGCGCTTCCTGGGATCGGTGATTATGAGACGGCACCTCCAGAGGATCATT
CAGCAGGAAGCCAATTTGACCATCGTGAACTCCAATGAGCCGGGGGTCATCATGTTCAAG
ACCGATGTGCTCAAGTGCCGGGTGGCTCTCAACCCAAAGAACTACCAGACTCTGCAACTC
AAAGTTACCCCGGAAAACACGGGGCCGTGGTCCCAGGAGGAGCTTCAGGTGCTGGAGAGG
TTCTTCGAGACGCGAGTTGCTGGCCCTCCCTTCAAATTCAACACCCTTAATGCCTTTACA
AAGCTGTTGGGGGCCCCCACCAACATCCTCCGGGACTGTGTGCGCATCATGAAGCTGGAA
CTGTTCCCTGACCAGGCTGCACAGCTCAAATGGAACGTTCAGTTCTGCCTCACCATTCCT
CCCAGTGCTCCTCCCATTGCTCCTCCCGGAACCATCGCTGTGGTGCTTAAGTCAAAGATG
CTGTTTTTTCTGCAGCTAACCCAGCGGATCCCAGTGCCCCAGGATCCAGTGAGCATCATC
GTTCCCATCGTGTACGACATGGCCACTGGTCTCACTCAGCAGGCCGACATCCCCAGGNCA
GCACAGCTCATCTGGGGCCGCGGCACTCATGGTCTCTAATATTCTAAAGAGGTTCAATGA
GCTTCACCCCCCCAGGCAAGGCGAATGTACCATATTTGCATCTGTTCACGACCTGATGGT
CAACCTCACTTTCCCCCCTGGCACTCGATGAGACGACTACAAACAGAGCTCCTGCTGGAA
ATGCAGTTCTTCATGAGGAGGATGGAGCATTTCTGAGCTCACAAAGGAACAAAAACTCTG
TCCAAAGGCGGTGTGTGCAGCTTCTCTTCTCCTACGCTGCAGGAGAAACGTCGTTTTGTT
TTATTAATATTTGTAGTTGCACTTGTAAACCAGATTATCTATTGAAATTTAAGGTTGTTT
ACAAAAAAGATGTACATTGTTGTATATTTTCTTGTGGAAAAGGGTTGAATCATAATTTTC
ATAACTGCCTTTGTCATCTTTATTTTTCTGTTTTCATTTATTTTTGTTTTATGCCCAATA
TTACTGTAGCATCAACAGATAGGATATTTGTCATTCTGGATTTTGCTTTGTTTATATCTA
TATTTTTATGTTAGACTCCTACCTTGGATACTGTAAAACTGTGACAGACTTTATAAGCCA
GTTGGATTTTACTGAGAACCATTTTGAGTCCTCTTTGAAGGATTAGAGAAATCTTGTCAC
TTCTAATAAAAAAGCAAACGT
>CL2141Contig1
AAGAGAANANATAGGTGGGTTTTTGAGTAGTCTCTAAAGCACACACACAAATCAAAAAGA
GTTTGAACTGGTTTCCAGGAGGAGAGGGCCTTTTGGAGATAATGTCTGTACAAAAATACA
TTCAGGTTTTTAGCCAAAGACTGAGCCACATTACTGGTGTGTGACTAGTAAGCAACTGAG
GTTCCTAAAGAATCAGTCGGACCAGCTGTGTGTGCAGGAAAACGCTGCAGACGGCACGGG
TATTGCTGCAGCCTGCAACATCTCCTCCTTCACAGAGAGCTCTCACAGTANTCCGGGACA
CCTCCATCCTAAACTCCAGACTTCTGCACACCTTAACCCTGGAGTAGCTCGGAAAAGCGG
CGAGTGGGTAGAGATGAAAGCTGTGACTCTGGGCAAACCACCATCCCGTTTCCCAACAAG
TGTTCAAGCCTCGGATCACACAGATCAACACATGCTGAAGGACGAATATGTTTAACATGT
TCCCATTCAAACTCATCAACAGACTTAATTACAATAATGCACTTAATTACACTTANAATA
GTTGATTTACAGTATGCTCAGAANAAAGTGAACATTACAAAGGTACTTAAAAAAGAGAAC
CTCGTGCCGAATTCGGCACGAGGGCGCAGTTCTCCCATTCTGTGTTGTTAGCTCTGAAAC
CTCTAGATACATTTATTTAACGTTTACACGGTTATTACAAACAAGTCATAAAACATGGCA
GATGCAATTCAAAAGAAATTAAAAGCGGAATTAGAAAAATATTCGCAGGTGCAGAAAGAT
GTGAGTAAAAGTATGTCCGTCAGGCAGAAACTGGAGACGCAGCTGACAGAAAACAACATA
GTCAAAGAGGAGCTCGATCTGCTGGACAGTTCTAACACCATTTACAAGCTTATCGGTCCA
GTTTTAGTGAAGCAAGACTTGGATGAAGCCAAGGCCACGGTCACAAAAAGACTGGAGTAC
ATCAATGGAGAAATTCAAAGATACGAGACGCTCCTCAAAGACATGGAGAAGAGGGCTGAC
GACCATCGGGAGGTTCTGACAAGTCTGCAGCAGGAGCTCCACAAAGCTCAAGGCCGGACT
GGTGGAAAGATCTGATTGACGGCGGCGTCTAAAGTCAACCGCCGCAGAAACACGAAACCC
TGTCGGCTTACTCCACAGTCTGCTCATTTCCACTGTTGCTAATAATAAATGTTTTTTTTT
TCCANANAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL2142Contig1
ATTTTCTGTCTTTACCCTAAATATTTTGCTCCCTGCACGCAAAACTTGCATGCAAAATGT
AATATCCTCCAGTTTTTGGGTAAAATATTAAATATTTCTGCTCATAGGAAGATGTCTAAA
GTAAGAGGGAGTTTTTGAAATTCAAGTCATAGGGCAGATATTAAGAAGGGTGGGGGGCTA
AAAGCCCTGCTTTGCAAAAAGCGCTTAGATTTCCAAAAATATCATAACACAATCAATAAA
CTGTACAGTACTTCTATAAAATACATGACACTTTTCAGAAAAAAGATAAATATAAATCAA
ATTTTAAAGAACAAGAACAAAAAAAATTCTTAATGTTTTTGAAAATACAAATACATCTCA



GAAAATATGTTTGAATGTAGTTTAAAAAAAAGAAACTGAATCTTTTTTTCTCCGCATGAA
AGTAGTTTTTGTAATTTTATCGGGGAGGAAGTTGAGGATCATGTGATGCTTTCTGTCATG
TTTTGCACATCAATGAGCTCAGCTGGTTTCTCTTCAACTCACTTGGAATTTACTCAGCAG
ATAAAAAAAAAACAAGAACTAAAATCTGTTAGAAAAAAAAGCACATCGGAAATTGTTCAC
ATGCATGAAAAAGTCACTGTTCCTGCTTTGCTGGATCTTTTTCCGACTCCTCCGTGCTGT
GTGCTTGTTGTGACTGGTTTTCGCTGCCTTCATTGATCACTATCTCTAAAGCCGCACTCC
CTTCAACCCTTTTCACCGTTTCTCCTTTGGCCGCAAGAATTTCTTCAATGTTTCTCTTCC
CCTCCAGGTCTGAAAACCAGCCGAGGTTATCAGCGATGATGTGGTGGTTTTCACATCCTG
GGCATGTCACTATAACTACACCCTTATGATAAGCCACTTTAGAGATCTTCTGTGTGGATC
TGGTGGAGCAAACCTTGCACGTGTAAACCAGATGATAGTGTGTTGACTGGACTTTCCCGA
CAGCATCTTCTTTGTTCGTCAGTGAAGTTGAGAATCCTCTGGAGCAGCTGGGACGAGTGA
CACGACTGTCAGCTGATAGAAAACGATGATGAAACAAGCTTTGGCTTTGAAACTCAGAAA
AAGGTTTAGTCCAGATTGTCGAAACAGAATAACTACATTTATGCACGATTAAACGACTAT
GGAAATAACGCCATAGTGGGCCTATAAT
>CL2143Contig1
GAGGGAGAATCTGAATTCTGTCGTCAGTTAAGCAGACNGAAGAGGCCTTCACGATGCACG
AAATGACACATCTGATGGTTCTTCTGGTTCTGGGTTCTGCCAGGACCCAACAAGTTCCAA
TTGTCTTGCAGGAGAACTTTGAGTTAGAGAAGTTTATGGGGAGGTGGTACGAAGTGGCGG
TGGCGTCCACATGCCCGCACTACATGCAACGGAAAAGGGAAAACGCTGTGATGGTTGCTT
TGAAACTGGAGCATGTCCCTTTTGGGAGCAACTTTACCATGACAACCGCTACCTCAAGGA
ACAGCTCCTGCGTAGAGACCTCCACCAACTATTTCCTCACTAACACTACAGGACGATTCT
TCCATCACGTCTCTCGATTCAGAGCAGACATCGATTCATTTGTGCTTCACACTGATGAAG
ATGATGGTTACACAGTGATGCTGCAGCTGAGCACAGAGAAGCCATCAGGAAACAAAACCA
GTATAATCAAACTCTACAGTCGAACTGCAGATGTGAGTCCTACTGTTCTGCACCAGTTTC
AAGCTCTGACCAGACTTTATGGAATGAGCGATGACGCCATTATTATCAACCAGAACAAAG
GTGTGTGTTTTCCAGGTGAACAGATGACCCGGCTGCAGGTTCCTGTTTCCCTTTGAGACT
GAACACCTGAAAATGCTTTTTTTCTTTTTGTTTATCAATCTGTTCTTTGTCATAAAGAGC
TGATTTATAAAAAAAAAGAATGA
>CL2144Contig1
TTTTTTTTTTGGACATAANTGCGTGCTTTATTGATACATAGTAAAGCATTTCGTAATACA
GTAGTAAGGCATACATTTGGTGGAGTCTGATATGTCGTGAAGAACAGACGTTTGTTGATT
CACGCACAAACCATCGGGTCATGCTGCTGCTGAGGATGTTCACTTCCACACAACACACAC
CTCCAGACCAGGAAGGGGCGGAGTCTGGTCTGGCTCTTGTTCAGCTTGGGCCGGATGAGT
CAAATCGTTTTGGGCTGCGTTTTTGGACGGGTTGTTCTTGTTTCAGGTCGTGGACTTGGA
TCCTCCTGGTTGGGTCTGATACTTTAGCTGTTTTTGTATTGCATTGGTTTCTATTTTCCT
TCTTCTGTCAGTCTGGTCTGTAAACCAACATCAGTACGGCAGAGACCGAGGACAGCGGGT
GTAGGAACCAAACTGCACCTGTAAGTCCAACCCCGCCCTCTAGTTACAGACTGCACCTGT
ACTTAGCATGTCAGGTTACCACGATGGTGACAAACACCTATAGTTTGGCTCCAACAGCCA
TTCAAACAAAGGGGCGTGGCTCTACCTGCCCAGTTACCCTTGGTATGCAGTAGTCACACA
CAAACACACATCAGTCAGAAGCGGCGTCCTCTTAGAAAACGTATTATTACAATCATTTTT
TGATAGAAATGTGTGAAATGCTCGGGCTGCTCGTCAATAGAAAGAGATCCGGTCTGTCCC
TCTCCGTTTTTTTACAGTTTTGCATAGAAGTTTAAAAACCAGAGAATGACGTCAGGACGC
GTTAAGAAACTACTCAGTCTAAGTTACAACAACCATCATTCACAAAAATAGATGTTAGAA
TTTCTTTGTAAACTCTTCAATCCAGTTGTTTCGACTAGAAAAGCATGCTTTATGTAGGGG
GCGGGGCTAGAGTTCAAAAGGGCTGTCCCATGGCGTCCTGCGCGTCTGTCATGGCGATGA
CCGCCGACTCCATGATGGCTGGGGGTGCTGGGACCGCTCAAAGATGATGTCCCCTTCTCC
CTCCCTGGCTGTGAGGAAAGGTATTGTTGAGCTGCTCCATCACTTCTTTTAGACCAGATG
CATCCTGGGAAGGGCTGGACAGATCATCATCACCCATGGTGTCGGTGGTCTGGCTGGCGG
CCACTCGTAGGACGGGCAGGGAGGAGTCAGAGCGCTGGGAGGAGGTGGAGGGCGAGGACA
GGGCCGTACCGTTCACCTTGGAGTCCGTCTGCTCCAGCAGCTGCCTCAGGCGGTGCAGCT
GCGACTCCAGCTGCTTGTTGTGGTCTTCCAGGATCTGCATGCGCGCCTCCAGGCGGCCTT
TGTGCTGCCGCAGCAGCTTGGCCTCTGCGATGAGCTCGGCGTCTCGCGTGCTCTGCGGCG
ACATGGGGAGCATCTCGGGGGGCGACGGCAGCGGGGACAGGCCCTTCCTGTCGTGGGCTC
TTTTCAGGCGCTCGTACTCGGCCTGTAACTTCCTGTTCTCCTGCTCCAGGTCACCCAGGA
CCCTCTCTAGCTCCCCCTTCTCCTCAGTTTCCTCCAGTGGCCAACA
>CL2145Contig1
TCACACTCTGGACATTATAAAAATAAATACAGGATTCACAGTTGGTGGATTGTTATACAA
ACTGTTATCAAAATTAGGTTTCTGCCAGAATGATGAATTAAACACATGCATAAATCACCG
TTTCATGAATGTATACATGTTCTGAATACTCAATGCTAATATCTGCAAACGACAAAACCA
GCTTTTCTCCACCAGATCCAGTTTTACAGAATATAAAAATCACCATTCAAATTAAACAGC
TACGCATCTCCAATACGAGCAGTTTTCAACGACGGCTTGTCGCCAACTGTGTTCACTGGC
CGTCCTCCTCCTTCAGTCCATGCTTTTCAATGTAACGTCTTCGTGCAAAATTATACAGTG
CCTCTTTTCTTTCCTGAAGAGACAAATGTCTGTCGACTGGAGATTTTCCAAAACTTTTGG
CAGCAGGCTTAATGGCTGAAGCGGGACCAGAGGACAGACAGGCCACTGAAGAGGCCCCAT



ATGCCGATGTGCCGGAAGCTTCCACCTCAGCGTCCTCTTTGTTCTCAAGCAGGTTTGTTA
TGGTGGTGTCAACACAGTTGGTTTTTGCCAAGTCCTTGGTAATGACACTCAGTGGGACGT
GAGGCAGAACGTCCTTCACCTGCTGAGCCATTTTAGCCAGCCGAGGATCGTCTGTACCTA
AACTCTGGACCATGAAGCCGAGTCCAATGGAGCCCGGTGCTACGCCTGTGCGAGACTGGG
CTGGAGCTGGAGGATGTCTGCTTCGTTTGATGAACTCTGCTTTGTCACTTTTGGTGATTT
TTGTGGAGACTACGCCAAGTTCACCAGCAAGCAGCTCCTGGACTTTGTTGGCAAATTCCT
GTGCAGACTCGCCGTCTTGTCTGGAAACCGGTGGGAGCCAACTTACATGATACACTGTAC
ATGGAACAAAAAAGGTCCATAAGAGCTCCACCAGCCAACTGGACTCTGCTGTGTTCAGGG
ACACCAGTGGCCTGGTCACCCGTAAGGCCGCAGGTTGGACAGACTCCGTCAGTGAGAAAG
GCAAAGAACTGAACTTCAGGAGACCAGCACGTCCGTTGGTGGTGTCCTCTTCAGGAAACA
GCAGCAACGGCTGGGTGCCCTCAGTGGAGCAGTATCTCTGAAGAGACTCTCCAATCGCTG
CCCGGCCAGATGCAGAATGGACTTCCATGAAGCCTCTGGCCCAGCACACAAAGCCCGTGG
AGCCTTCTAACTGCGGTGTATTGCATGGGGTCAGGAGGTTGAATATGTTGTGGTCAAACT
CTGTTACGTGATTGCATATGTACAACTTGATGTTTCTGTCTCTGGACCGAGGGTTTTTCT
GTCCCACATGCATCCCCAGGACTGAGCACATGACCCTCACAATAAATCTTCGAAGGAAAC
TTTCTGGAATTGCACAGCTAACCAGAAAAATGTGAACTCCAACAAAAATCCGGATAAACA
TCAAACAGATGCCGACTGGAAAGTAAATCAGCAACAGTAGAAGAACTACTGGATCTTTGG
GAAACCTATGAAAGTCAAACATGTCCTCGATGCCCCGAGTCTCCATGTCCGCCAAGTTTA
CTAACGCTAAGAATACAACCTGACGCCTAAATATAGATTAGTCATAACGCTCAAGGCAGC
GCAATGGTTATGCAGCGGGTCAACTAGGAAGAAATCTGCTTCTTTTTTATTCACAAGATC
TGGCAAGATTAAAAAGGATCAAGAAAGCAATGTTAGCATAGCAGCTACCTACAATTACCT
TTTTTTCCGCACCCCCGGCCATA
>CL2146Contig1
CCGGGTGAAAGGGGGAGAGTGACGGCGCTATGAGGACGGAGGTCTGGCATCGCAGAGCGA
GCTGACCTCCTGGAACCGCCGCGGTTCCCTCCGAACTCCGTCGGGCGGGAGGCCGATGCC
CGCGGCAGACCGACGACTGCTCCGCCATGGCCGGATCATGAGGTGTCTGACGTTCCTGCT
GCTGCTGNCAGAGGCGCTGAAGAAGTCCCGGAGGCTNCCGGGCGGGCTCCCGGTGTGCTA
CGACATACTCCCGCTGTCCAGCTCCAAGAGGAAGCAGAAGAAGAAGATGGCCGCGGAGCT
GTACCCCGTGGACAGCACCAACAACGCCAACCTGGCCAACGGCACTACGGCAGCGGACGC
CGAGAAGACCAAGGAGGTGCAGCTGTGCGCACCGAGCGGCGGCGGCAGCGGCGCCACCAG
CCCGACCGCCCAGCAGAACGTCAACAACAACAACGTGGAGCCGGCCAGCTGGCAGTGCAG
CCACCCCACGCTCCGGGAGAGGAACGCCTTGATGTTCAACAATGAGCTGATGGCTGATGT
CCACTTCATTGTGGGGCCCTTGGGGGCCTCCCAGAGGGTGCCGGCACACAAGTATGTGCT
GGCCGTGGGAAGCTCCGTCTTCTGTGCCATGTTTTACAGCGATTTGGCGGAGGAGGAGTC
AGAAATACATATCCCAGATGTGGAGCCTGCTGCTTTTCTAATCCTGCTTAAGTACATGTA
CAGCGACGAGATCGACCTGGAGGCAGACACGGTGCTGGCCACCCTGTATGCCGCTAAGAA
GTACATCGTCCCGGCACTGGCCAAGGCCTGCGTCACCTTCCTGGAAACGAGTTTGGAGGC
CAAGAACGCCCTGCGTGCTGCTCTCCCAGAGCCGGCTGTTCGAGGAGCCCGAGCTGACGC
AACGCTGCTGGGAGGTGATCGACGCCCAGGCGGAGCTGGCACTGCGCTCAGAGGGCTTCT
GTGAGATCGACCTGCTGACGCTGGAGATCATCCTGCAGAGGGAAACGCTCAACACCAAGG
AGGTGGTGGTCTTTGAAGCGGTTATGAACTGGGCTGCAGCCGAGTGCAAAAGACAAGGCT
TAGGGCCCACCACCCGCAACAAGAGGGAGGTGCTGGGAAGGGCGCTGTTCCTGGTGCGCA
TTCCCACCATGAGCCTCGAGGAGTTTGCAAACGGAGCGGCGCAGTCGGATATTTTGACTC
TAGAGGAGACTCTGAACATGTTCCTGTGGTACACGGCGGCCAACAAGCCCGATGTGGACT
TCCCCCTGACCGTGAGGAAGGGCCTGCTCCCTCAGAGATGCCACCGCTTTCAGTCCTCGG
CGTACCGGAGCAATCAGTGGCGCTACCGAGGTCGGTGCGACAGCATCCAGTTCGCAGTGG
ACAAGAGGATCTTCATCGCTGGTTTGGGTCTGTACGGCTCGAGCGGCGGCNAAGCAGAGT
ACTGCGTCAAAATCGAGCTGAAGAGACAGGGGGTGACCTTGGCCCAGAACCTGACCAAGT
TTGTGTCGGACGGGTCGAGCAGCACGTTCCCCGTGTGGTTTGAGCACCCCGTTCAGGTGG
AGCAGGACGCCTTCTACACGGTGAGCGCCGTGCTGGACGGCAACGAGCTGAGCTACTTCG
GGCAGGAAGGCATGACAGAGGTGCAGTGTGGGAAGGTGACGTTCCAGTTCCAGTGCTCCT
CTGACAGCACCAACGGCACCGGAGTGCAGGGCGGACAGATCCCCGAGCTCGTGTTCTATG
CATGAGCCGCANAGGAGCGCTTCCTGCTCGCCCCCCAGTCGTCACACTTATNTAGCGTTN
AG
>CL2146Contig2
CTTTCAGTCCTCGGCGTACCGGAGCAATCAGTGGCGCTACCGAGGTCGGTGCGACAGCAT
CCAGTTCGCAGTGGACAAGAGGATCTTCATCGCTGGTTTGGGTCTGTACGGCTCGAGCGG
CGGCAAAGCAGAGTACTGCGTCAAAATCGAGCTGAAGAGACAGGGGGTGACCTTGGCCCA
GAACCTGACCAAGTTTGTGTCGGACGGGTCAAGCAGCACGTTCCCCGTGTGGTTTGAGCA
CCCCGTTCAGGTGGAGCAGGACGCCTTCTACACGGTGAGCGCCGTGCTGGACGGAAACGA
GCTGAGCTACTTCGGGCAGGAAGGCATGACAGAGGTGCAGTGTGGGAAGGTGACGTTCCA
GTTCCAGTGCTCCTCTGACAGCACCAACGGCACCGGAGTGCAGGGCGGACAGATCCCCGA
GCTCGTGTTCTATGCATGAGCCCCCCAGTTGTCACACTTATGTAGCGTTAAGGACACCCG
AGGAACGTCCCAGTCAGGGACTCGTGTTTCTGAGAGTCGACGTCTTATCTTATTTAACTT



ATTTTCTTATTATTAATATTTAAATGAACTTTATTGGTTCTGAAGTAACCGCAGCTGGAA
CAACATTACGTTACATAATCAGCTGAGCTTTAGGAGAGAACGCATGGGCAGCGCTTTGCA
TTGTGGGAGTCCGTGTGTGATGTGGACGGCGTTTGTACATGACGGCTTGATGCCGCTCAA
CAACACCAGTTCTGTATGACAATGCTGACAATAAAAACATGCAGGTTGGAGCCAACACAC
AAAAAAAA
>CL2147Contig1
CGAGGGGCGGCTGTCCTGGCGGCGAGGTGGACTCCACAGAGGCCTTCCCCGTGCAGGGTG
ACAGCGGACCGCCATGCTTGGCCTCCTCACGTCCTTCCACAGCTTTCTGTAGAGCCAAAC
GGGGACGGGAGCCGTCTGTTGGGAGTCGCTGAGCCGTGAACGGATCGTTTGGTTGGACAT
GGCGGGGCTGAGTTTGCTGGAGCAGCAGGAACCCACAGCTTCACCTGAGGACTGGGTGGA
CTGGTTCCTGCATCGCATGCAGCAGGAGCCCTGGGCCCTGGGGGGCTTTGTGGTCTTGGC
TCTGTTCGCCTTGGGGACGCTGGCCTTGGCTTTCTTCGCTCTGCTGTACGGATGCTGCTG
CGGCCCACGGAGGAGGAGGAGGCAGGAGGACTCTGTGATTTAGACGCCAGCAAACGTCTG
GAGTCTATGAAAGGACGGATGGTCCAAATGCTGAACTTCGTTTTAGTTCCCCCCCTTTAA
AAACACATGTACCGCGTGTGCCTGTGTGCTGTAAAACAACGTAGTGATGGGCTGCAGACG
TGACAAATGAAACATCCGCGGCTTTATGACTCAACTCATGTCTACAGGAGTTCATTTATG
GACAATTATCCTCAAAATGATGATTTGAAACCACAAGAAAGCAGTAAAATATAAAAACCT
TCCCCTTTGTCTGCTGATGTCTCACTAAAATGAGGCATTTTATAACCAAACACAACTTCA
GTTTACTTTGCTTTAGACAAAATCTAATGCAGCCCTCTATGGATGAATAAAAACATCACA
GTGTGAAAAAAAAAA
>CL2148Contig1
ATTTTTACTTTAAATGTTAAAAAATGATAACAGAACTGATTGCAGTAACACACAAATATA
CAGAACACCTTATTTCTATATAATAACTCTTGACTTGTGGCGAATCCTGACAGGAACTTC
CTGCATGAAAGCAGCTGCTGCTTCCTCTGAGGACGCCCTCTGTCTCTGTAAACGTCCCAT
TTTCACTCCGAGTCCCCCTCCTCCAGTCCGACTGCTCCCACCGCTCCAGCCAGTTCCTCC
TCGCTGCCTCGGAGACGATCACGGATGAGCTCGGCAATCGCCCTCTGCGTTCTCCTCTCC
AACTTCTCCAGTTTCTTTGCGACATCCCGCTTTAAATCCCAGTCTGGCTTTCTTGGAGCA
AGATTAGCCAAATCCACTTCTTCAATGATGGGCTCTGGGTTAGCCGCCTCCAACTGATCC
TTCACCTTTTCTTCCACGGATGCAGGCTTGGCTGTGGGCACCTTCCTCACTTTCAACTCA
TCATCCTCTGGGGTGTAATTTCTCAATTTCAGCTCCCTGTGCTTGTCTTCAGCGGTCTCC
TCCAGTGCCGCCTTCTTGTTCTCTGGCTCCCCATCCTCCTGCTCATGTCCGTGAAGCTTT
TTATCTCTCAGTGCTTTGAGTCTTTCTTTCCTCTTGAGGGCTTGTTCCTGAAGCGACCCA
ACACTTTGCTCCATGTTTGTTTCCACACGCCACCCTCGTGCCGAATTCGGCACGAGGCGC
TGACCTCCATCTGTTACCACGGCTCCCGGTTGGTCCAAGCGCTGGCTAAGTTTAAGGAGC
GCTCGCTTCTCCTCAGCAGCCTGCGCACTCTGACGCC
>CL2148Contig2
CGGCACGAGGTGATTGTTCAGCTGGCAGACAGCTGTGCAGAAAGTGGACAAAAGCAGGAT
GAGATGATCAAGAGCCTCCTCAATGCCTTTCACTGCGCTGAGCCCAGCTCCCGACAGGTC
TGCTGCCTCCCCCTCTTCATGTCCCTGCTAACCTATGAAGTGTACTACCACTCTGATACA
GCAGGGGGCGACGCACAGACAGAGATACCGCTGACCTCCATCTGTTACCACGGCTCCCGG
TTGGTCCAAGCGCTGGCTAAGTTTAAGGAGCGCTCGCTTCTCCTCAGCAGCCTGCGCACT
CTGACGCCCGCTGACCTCTTGACTCTGGCTTCACACCCGGCTGGCAGCCACGTCCTCCAA
GCGCTCATCACCACGTCCAGCGACAAAGGCCGGGGCAAGATCCTCAGGAGGCTGGAGGGT
CAGTACGGCCAAATGGCGTGCTCCAGGCTGGGCAGCCGGGTGCTGGAGGCCGTGTGGAGC
AGCGCCTCAGTCAGTCAGAGGCAGAGCATCGCTCAGGAGCTAGTTCAAAGCGAAAGCCAG
CTGCGGTCAGATCAGTTTGCTCGTCACGTGTGGGCCAAGTTCGCTCTCTCCCACTTCATG
CACAGAAGAGCCCACTGGCAGGAAATCCAGACCGGCGAGTCCAAGAAGAGGAAGCTTTTC
AACGACATTCTCAACTAGAGAGTTCATTTTTGTTCCAGCTGTGTTTTTGGTTTTTCATCT
GACAGAATAAAGAAAATGTAGTTCTTTGTTGCTATAACAACATTTCTGGAATCTGTTCTT
CATGATCATGTCGTCAAGATTTAAAAGGAGATCCAATAATCTTTTTAAATCTTGAACAAA
ACCTATAATATTATGTGTTTTTGATATTTGCAATAAATAAAGTCTCGTGGCCAAACATCT
AAAAAAAAAA
>CL2149Contig1
GGCTTCCTCTACATGCTCATGGACTTTGTGGCCGGCGGCGAGCTCTTCAGCTACCTGCGC
AGCCGCGGCCGCTTCAGCAACGCCGCCGGCCTCTTCTACACGTCGGAGATCGTCTGCGCC
ATCGAGTACCTGCACTCCAAGCTGATCGTGTACAGAGACCTGAAGCCCGAGAACATCCTG
CTGGACGCCGAGGGCCACATCCGCCTGACGGACTTTGGCTTCGCCAAGAAGCTGTCTGAC
AGGACCTGGACTCTGTGTGGGACTCCAGAGTACCTGGCCCCTGAGGTGATCCAGAGCAAA
GGCCATGGCCGCGCCGTGGACTGGTGGGCTCTGGGCATCCTGGTCTTTGAGATGCTGGCA
GGGTACCCCCCCTTCTTTGACGACAACCCCTTTGGGATCTACCAGAAGATCCTGTCTGGA
AAGCTGGACTTCCCGCGCCACCTGGACTTCTACGTGAAAGACCTCATCAAGAAGCTCCTG
GTGATCGACCGAGCCAGGCGGCTGGGGAACATGAAGAACGGAGCCGACGACGTCAAGAAG
CACCGCTGGTTCAAGACGGTGGACTGGGAGGCGGTTCCTCTGAGGAAGCTGAAGCCCCCC
ATCAACCCCAAAGTGTCCCACGAGGGCGACACCTCCAACTTTGACGTTTACCCCGAGGAC



GACTGGAAGAAAGACCCCGCCGTTCCTCCCAAGGAGCTGGAGATCTTCAAGAACTTCTGA
GAACTGTTGGAGAAGCTTTGGACGGGGTCCGGTTCTGGATGGACGCGTTGAACCGACTGT
TGACCTCCTGAGCCCGATCAGATGCAAAAACCACCTGAAGACTGTTACGTTCCACGAGAA
CCGCCGTTTTTATGGTTTGTGGTCGGTTCTCGACCCTGGTGCTGCAGAAGACGCTCTTCT
CGGAGCGCTTCTGGTTGGTGCCTTACTTCATGCTGTGATGACGAGGAGGTCCCCTGTCTC
TGGACCGCCTTGTAGTCCCTCTTGATCCAGAACCAAAGCACTCTTTTCTAGAACAGGCCC
CCCCTTCCTCACGACTCAGTCCTGTTAAAATACTGAACAAACGTTGGGATTTTCACAATA
AACTTCCTGTTTGTGCTTCCTGATCAAAGCTGTAGACGTGAAGGAGCCCCAAGTCTGCTC
CTCTGGGCCGCTGGTTCCACCAAAACGGGTCGGGTTCACTGTCGGAACCCCTTCTCTGGA
TTACCTCCACCACACAGGAGCTGGCTCTGTCTGGTTCCACCCGTGTACCATCAGAACCCT
TAGGAAGCGGCTTCAGATGTTCTTCAGTTTCACTGATGTCATCATGGGTTCTTGTGGGTT
CTTGTGGCACCGTTGCAGCCATCTGGACCTCCTGAAGACCCGCTTCTCCTCAGATGATGT
CACAGCAGACGAGAGAGGTTCTCCTGTTCTGAAGCCGTGCTGCTGACCTAGAACTGGACC
GGTGGTTCCATGGGGGGGTGGCTCATCCTTTGAGCCAATCCCACCCACCGGATCACTAGA
ACCCGTTTAAATGAGCCCCCTCGCTGTCCGTTAAGTTACAGGGACACGGCGCCAACGCCA
CTCTGTCTGTGGAACCAGCTCAGACCCAGTTCCTGTTGGTGGAACCGTGTTGTCGGTATC
ATCAGACCTTCTTCTTGTTCTCTGTTCAAATGTCAGTGTTCTACGTCATCGTACTGCTAC
CATTCCTGGTGCAGGTTCTGTCCGCTCAGTTCCTAAGACGCCTCATCACAGAACCACAAA
CCCGAGCTGAGGGTTCTGTTAGGAAGCGTGCAGCCTAGTTCTCCCGTCTGACAGTGTTCT
CTGTGGTGTTCTGCAGTGTTTGGTGTCCATGAGAACGTGTGGTGTTTGTGAGAGTGCATG
GTAGAACCTGGTGGTAGAACCTGGTGGTAGAACCTGGTGGTAGAACCTGGTGGTAGTCCC
ATCTGTTCTTGTGGTTCCTGCATGACCGCTGTCCGTCATTACCTTGTTCTGTCACAGCCC
TCATGTCTGCTGTACTCTAGAACCATA
>CL2150Contig1
GGTGGATTTCTGTTGGGTTCTACTCGTCGTCTCCCCCAGATTTCTCGATCACTTTCTTGA
TCCACCTGCCCATCCTGAACAGGTGGGTGTAGAAGCCATACTTTCCGTCGCGGTCGCAGC
CCTCCCCCCACGACACAATGCCGATCTGATACCAGCGATTCTCTCCCGGGTGCTTCATGA
CAAACGGTCCTCCGCTGTCGCCCTCACAGGCATCGCCTCGTTGGCTGTCATCTGGCTTAA
AACCTGCACAGAACATGTTGTCTGTAACCCGGACTGATGTGGACTGGCGGCAGATTTCCT
GGTCCACGATGGGCAAGTGGATTTGCTGCAAGACTGTTGGTAAATTTCTGGCTGCAGGAT
TCCAGCTTTCCTTCAGGTTTCCCCAGCCGGTGACTCGTCCCTTATAACCCTGCATCATCA
AATTCCTGGCAACCTGCTTGTTGGGCAAACAGATGGGGTAGATCTCATCACTGAAGGTTA
TGGGTCGTCTTAGGTGCAGCAGGGCAACATCCCGGTTCAAGTTCTGCTTCCAGTCGTATT
TGGGGTGGACAATGATTTCGTCGATGGCCACAATCTTCTCAACTCCTCGTTCAAATTTGG
CCCTGTTGTGCTTTCCGAGGCGGACCAGAATGTCTTCTGTGGTGAGGTTTTTGTTCCAGG
GGGGGTACAGGACGCAGTGGGCTGCAGTGACGATCCACTGATCACTGATGAGGCTCGCTC
CGCACAGCAGTTCCTGTGGGCTGCGTTTATACAGCATCACCTGCCATGGTGCTGAGGCCA
CCTCGGCATCGTCGCCTCCAACGATGCGCTGCTCTCGGTATGAGTCGAGGAGCTCTTGCT
CTTTTGCATCCTTCTTGCTTTTCAACTCAAAAAGAGGACGCAGCCCACAACTGCTCTCTC
CCTCCCCAAAGGTCCGAGGATTGAAAAACAATTTCTTGGCAGGCGCTAAGACAGAGCGCT
CCCTGCCTTCTGTTTCTGTCTCCTGCTCCTGTGCAAGAAGTGGATCCTCGCACAGATCAA
GGTCACAATAGTCAACTGTAATGTTTCCAGAAATATGTACGTAGCACCATGGCCCCTCTG
GGTCGTTATCAGGGTTCCGACACTTGTTGCCAGTCAGTTGGACTTCAGGGATGAACTCTT
TGTCTTTGCTTAGCGCCTTGGCCTGTGGTGATGACCACTGAATGCAGGTGTGGCCTCCCA
GGGTGACACTGAGATCTCCAGTGTAGTCTACACCATAATTTGGCAAGCAGATTGTAGTTT
TGACCACTTCTGGAGCCACAGTGGGCGGGACAAATTTCTCTCCACATTTAGGAACCCTGC
ATGTTTCTTTCTGGACTGACGGGTCTTTGGTAAAACACCAAGGGTCCCTCTGAACGTTTG
TCAGGGTTTCTGCAGAAGTTTTCCTGTAGGATGCTGTTGGGTTCAGAGGCATTGAACTCT
CTGAAGATAGGATGTGGAAAGCTGTGGCTCCAATGTTGACAGACCCTGCCTGATTTTGTG
ATATGGATGTTCCCGTTGTAGTTATGTCCATTGCCAGAGACACAATGGCCTTCCACACAG
TCTCTGATGAGGCCAATGGTCTTTGCTGTTCTATGTTTCACTGTTCCTTCACAGTCCAGG
TACTTCGCCCAAAAGATTTCGGTTTTATCCGTCTGCTCAAACACTTCTCTGGCCTCTTCG
TGGTCACAGATCTCCTCAAAGCACTCCCTCTCCAGGTTTCCTGGTTTCAACTCCTCAAAC
AGCTGATTGGCTCGTGGGTTCCGGACCAGCACCTGCGATGCCTGCTGACCCTTTAGAAAA
ACGTGGTTTGCTGCACAGTTGTGCAGAATCAGCAGCAGCACAACGGCGCTGGTGCGAAGG
GTCGGTTCCACCATGATCCGAAAGCTCAAAAGCAGATCCACCAGCGTACAGTGTCTCCGT
GCGCTCAGTTCTGAGCTCCCTTTTTGGCTTCATCCAAAGATTTCCTGTGAGAGAGACGTT
TTTAGTCCTATCTATTCAGGCCAGAGCAGACGGTTTGTCTCTGCATGGCGGCTCGACTTG
TACAAGTGCAGCACAAAGCATAAATGCCTCTGACTCCC
>CL2151Contig1
CTCTCAGGCTGGCTCGCTTATGACCTTGTTTGGAAACATAATTGAGACACTCTTCCTGAA
TGGGCTTGTCGTCGATGAGGCTCTGGACTTTGGGGGTCGTGCAGTAAACATTAGAGTACT
GGAAGATTGACACCAAAGTCACAACTCCATAGTACCTGGCGGGAATAGTATATGTGAAAA
GCAAAGAAGTTGATTTTTGTTTACATAGCTACCCTGTATTTCTTTAGATATTTACACATA



TTCTTACAGGAGATTCTGAACCGCGATGCGAACCAGATTTAATTCCACATCTGCTTCAGC
GGAAATCTTTTGGATGTGTCTAAAACCATCAATGTAGGGCAGGATCTGTTGAGTGGTGAG
ATCCCACTGGGATTTAATAAAATGTTCTTTGCACTGAGCAAAGACCGGCACGTCATACTC
CTGAACAATCTGGGGGTCCTTCCGCAGCGGGATCAGCTTTAAGTGGATTGTGTTGGAGTC
ATCAATAGGTAAAGTGCAGGCTCCTGTTGCATTGAGTTCATCTAACAAGGTTGACATGAT
TGGTAGAAGCTTCTGTTTGCTCTCCTCATTAGAAATAAACCCACTCTCCAGCTCTAAGGT
TGTGAGGTACCCAGACAGCTTCTTGACAATTGGCTCAAGGGCACAAGTATCAGTTTTGGC
ATCGCAAACGAGGCCGAGGTTAAAGAGGAGGGCGTTTCGACGGTACTTTTTGTGTTCGAT
GCATACAGGACAACCGATTAACTTTTTCTCCATGGCCGTGACTGTTATTAGTTTGTTTTG
CAGCTCTGGCTTGGTGATGATATAAACCTGAACCGTGTCAAACAGCTCTCTTGAGATGTA
TTCTTCTGGGACCTGATATGTTATCTTTGGACCCAGTGTGGGGTGAAACTCACTAAAGAA
TATACACTCTATCCGAGTGACCATGCCTGTGACCAACTTCAAACACAGAGGCTAAAAATT
AGAGTCAGAGATACCGACAGAAGAAACGGACGATGTCGTTTCTTCCTTTCCTGCTTCAGC
TAAACGAAGCTAGCTAGCTAGCTAGCTCCACGCTTTTGCGCCTAAGGAAAAAATAGTGGC
GACATTTCTACAGCGTCCAACAGTCCTAATATTGATCACCGAATAAACTATAGTATNATC
GGTGCGTTTAGAGATATTGTTGTTGGACGCGTCTTAAACTGTTTAAACAGCATGTGAAAA
CCCTCAGCAGTCAACAACACAAGTCGCCCTC
>CL2151Contig2
CGGCACGAGGGTTAGATGAACTCAATGCAACAGGAGCCTGCACTTTACCTATTGATGACT
CCAACACAATCCACTTAAAGCTGATCCCGCTGCGGAAGGACCCCCATATTGTTCAGGAGT
ATGACGTGCCGGTCTTTGCTCAGTGCAAAGAACATTTTATTAAATCCCAGTGGGATCTCA
CCACTCAACAGATCCTGCCCTACATTGATGGTTTTAGACACATCCNAAAGATTTCCGCTG
AAGCAGATGTGGAATTAAATCTGGTTCGCATCGCGGTTCAGAATCTCCTGTACTATGGAG
TTGTGACTTTGGTGTCAATCTTCCAGTACTCTAATGTTTACTGCACGACCCCCAAAGTCC
AGAGCCTCATCGACGACAAGCCCATTCAGGAAGAGTGTCTCAATTATGTTTCCAAACAAG
GTCATAAGCGAGCCAGCCTGAGAGACGTGTTCCAGCTGTACTGCGGTTTGAGCCCAGGAA
CCACGGTGCGGGATCTTTGCTCCCGCTACTCACAGCAGCTTCAAAGGGTGGATGAAAGAA
GGTTGATCCAGTTTGGCCTAATGAAGTCTCTCATTCGACGGCTGCAGAAATACCCCGTGA
AGGTGATCCGTGACGAGAGAAGCAGACCTCCTAGACTCTACACTGGCTGTCATAGTTATG
ATGAGATCTGCTGTAAAACAGGCATTAGCTATCAAGAGCTGGATGAACGTCTGGAAAATG
ACCCCAACATTGTTATCTGTTGGAAGTGATGTTACACAAAGTCCTCACATGGATAAATAA
CATGGACGTGTCAACCGAAGATGCCTGGAGTGCGAAAAACAATTCTCACATTTTCCACTG
CATCAGCTGGAAACAGGTGGAAAACTGTGATCAGTTTATAAAGATGATATTTGGTTGTGG
AGTCATTCTTCAAT
>CL2152Contig1
CGCTTTNTTATTATGACAGTATTAGTATATTAAACAAAAGGAGCACATGTTCGCTGTGTA
AAAATACAAAAATGTTCATTTTCTTCAGTTTTCTGGGTGTCACATGTGACCGACCTTACT
GTCTTTGATTAACTTTAGTTGAAGTCAGTTTTATCAAGCTTAACTTATGATTGAAAGCAA
AACCAGTTTTTTTGCACTTTGACGCAAAAAAGTCCTTTACAGAAAGCGAGTTTGTTTCAA
CGTTGAAGGTTTAATTTAAGAGGCAGACAGAAAAGGCATAGAATATGTAAAGCACATGGT
GTAACTTCAAAATAAATGTTTCATTTCTTTGCTTTGATAAAACTGACCGTGTCGTCTGTC
TGTATGTACATGTAAAACTAGTAGTAAACACACAAAAAAAACCTGGTTTGTCTGGGAACC
CCCAAAGTCACGCTCAGATATACAGGCGTCCCCATAAAATAGGAAAGTCAAAGAAGTGGA
AACACATTTATTGTGGGTTCATTGTGCGACCATCGCTGCCCTCCTCAGAGTCTTGATGCT
GGACTCTGACTCACAAGGACTGGGCTCCAGTGAGGTAATGCAAAGCTGGAGAGCAAAGCC
CAGTTTTTTGGTTACAAATGCAAATGTTTTTTTTTAATGAAAAACTTTCAAGACAAGATT
ATTGTCCTAAAGATGCTTGTATGCTCCTTATAATATATAAAAAAATATGCATAGCTCATA
AAAATAGTGATCTTGTTGGAGTAAAACGTCTTTTCATATTCTTCTGCGTCTTCTAATTTA
GTTTTGTTTTATTTTGAAAAATCTGCATGTATATATGTCTCGCATAAAAAATATTTAAAA
GTTTGACAGCTAATTTTTCAATTGCATAAAAAAATTTCAAGATCTACAGTTTGACCTAAA
AGAAAAATAGCTCATTTGTTAATTTCCAGCTGGGTTGAGGTTGTTTGTGTATTTAAGCCT
CGTGCCGAATTCGGCACGAGGTTGATTTCAGTTTTTCTAATCAGAGACTTCTGATGCTTT
TTGAAATATCCTCACCAAACAACCACTATGACCACCAGATTACACACTGTAAACATTAAA
ACATCTTATGCTCT
>CL2153Contig1
ATAAATGTTTTATTTTCTATTCTCATATGCTTACTTAAAAAAAATAACCAAGTACATATT
TTCTCAGTGTAGGAAGTCTACAAACACAAAACAATGCGGCACATACGTTGCAAATATCAC
ACGTCTTTAAAAAAAAGGAAAAGAAAAAAAGCAACTAAAACATTCTGGAGAAATTAAATT
ATTGTTGAAAGCAGGTTTATGTTGACTAAAAACAAAATCTCTTCAGAGGAAAATCATCCA
AATAATTTGAGAGGCACAACATAAACTTGAAGGCTGCAAACTGAACCTAAGCTTTACATT
TCTTCTTCTAGGTCGATATTCAGGTGGACTTCCTACGTTTCTCCAAGGCCTGAAGCTTTC
ACTGGAATGGATTTAACTTGTCTATTTGTAATAAATGTTTTGAATAAAAAAAACAAAACT
GCTTTCTCGTCATTAAGATCCATTTTCAGTTTTGGCAACTTTTGCTGCAGGGCCATCACC
GTCTTCGAGTTCTCTCTTTTGGGGAGCAGGAGCATCTTCCTCCTCCTCGTCATCACTGTT



AAACTTTGTCTTCTTTCCTTGGAACGGAGTTCTGCCTTGACCTTTCCCAGCTCTTCCCCT
CCAGCCTCCTCTTCCTCTCCCACCTGATCGTCCTCTTCCTCCCCTTCCTTTAGATCTGTT
AAATGATTCTTGTTGAGCTCCGATGATTTTCTTCATCACTTCTTTCTCTTCGTCTCCCTC
CAGCAGCTCCCACGTAACAACGTTGTCCTTGATTTTCAGTTCCCCCCCATTTGCTTCTTT
GGCTTTTTCAAAGGCTTCCTTGGCATTTCCATCCC
>CL2154Contig1
GCCCCCCCACGGAACCCCCCACGAGGATATAGAATCCACTTCTCTTGACCTGGACAGTAA
GTTCACACACTGCGAAAATGATCGAACTTCACCGGTCATGTGACCCCAAGTCTGAATAAA
AGAATCCAAGGAAAATTCAGATAAGATGGTCTTTGGTGCAGAGGCGGGAAACATTTCTAG
CTGTTTGAGTTATTGAAAAATGACAGTATGGACGGGGAACCGGGCCGTGCCGGGCCAGGC
CGCTGCGTAAAAGTGGCGGAGCTCCTGTCAGAGAATGATGCGCTCCATCCGTCCGCACAC
TTAGGCCGGGATGTAAGGGCGCGCCGGTCAGCCGCTGCGGCGGTCTGAGCGGGGAGGGTG
AACTTAAAGAACCACAGCAATTGTTTTTCTAACAGCTCTGTCTGTTGTCTCATTGATTCC
CTTCGGAAGGGAAAGTTGTACTGTACAATACTGTATATTTGAAGAATATCCCCATTTATA
TTATGAATATATTTGTGACATAACTTAACAATAAATTGAATATTCTTTTTTTCATGAAAA
AAAAAAAAAAAAAAAAAAAAAATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AACCGGGGG
>CL2155Contig1
GCAACATTCCTTTGCTTGTAAAGATCTTTAAACTGATNTCAATGAGCTGTCAACTGTGGT
GGAGGCGAACGCCAGCCGGTTCAATGCAACAGACTGGAGTCAAGATTCCAGTGGTATGTG
GGAAGAACAAGACGACGAAGAGGGTGAGGATGATGACGAGGATGAAGGACTGGCTGGTCA
GCTGCTGTCTGATCTTATTGCATCTAACAGATATGATGATGACTATTATGAAGACGATGA
GGAAGACGACCCAGATGCGTTAAAAGACCCCATATATCAGGTTGATCTACAGGCTTACCT
GACAGACTTCCTGACACAGTTTGCCCAGCAGCCATGTTACAGCGTGTTCTCAAGCCACCT
CAACAACGCTGAGAGACAGACCCTGCAGTCTATAGGCCTCTAGCCCGCCGCCCGCCGCTT
CCAACTCAACCTTCATCCTGCATCATAAAATGTTCCTCCAATGCCATCACTTTATGCTCT
TGATGAATCTACAAAATGGCAAAAAGACAGAGGAAGAGCGCTGACAGTGGGGAAAAACAC
GTACTCATGAATTCCTGGTTATTTTGTATGCCAGACGGGAGGTTCCACAGTGAGACGGCA
CCTGTCTCTGCCTGAAGACGATCAGACGTTTCAGTTTCAGAGCTGATTCAAACTGGATGA
ATGGATGAAAACCTCACCAGAAGAAAGCAGGGGAACCAATAAGATGAAAAGGGACGGTTC
TATCGTGTCTTGTTTGTATTTTGCTCGTCTTTTGTGTGTTTCTGTACAAACTATGCGAAA
CGGAACATCAAAATCTGAACCAAGAGACTTTAATCTTGAATGCCAGCAAACGAGAAACAG
TTTGAGAGCAAAAGAATCATCTGCGGCCTTACATTAAAGAGACAACGCTGGTTCTGACAA
GAAATGCTCCCCAAACCAGCTGTCGTCCGTGAGGTGGGTAGGAAAGTGCACAGTTACCAT
GGTAATTCATAGCTTTACCGTGTTCTTATAGCCCATTATTATTTAGGATCAACCATTTTC
TAAATAAAGGTCCCTAAAGGGTAAAAAAAAAA
>CL2156Contig1
AGAGAGAAGCGTCTGGGACAGTTTCAGCTGCTGCATGTAAACAGTCTGCGGTTTTTACCG
CAGCTTTGACGCGGTTTCTAAACTCTTAACGCTTTCCACAACCGTACCAGGGGACCCCAG
ACCCGGAGGATGGACTGAAACTGGAGACGCACCATGTCCATGGAAGACCCGTTCTTCGTT
GTTAAAGGGGAGGTGCAGAAGGCTGTGAATGCAGCTCAGGGCCTTCACCACAGATGGAGG
GAGCTGCTGCAGGGCGGGAGCGGAGCCTCCAAAGAGGAGTTGGACTGGACGACTAATGAA
CTCCGGAACAGCCTGCGCTCCATTGAGTGGGACCTAGAGGACCTGGATGAGACTGTCAGC
ATAGTAGAGTCAAACCCAAAGAAGTTTAATCTGGATGCAGCGGAGCTGTCAAAGAGGAAG
GCCTTCATCACCAGCACCAGACATATGGTCAGGGAGATGAAGGAGCAGATGTCGTCTCCA
GGAACGGCTTCCTTGGACGGGAAGAGCAAACAGGCTTTGCTCGGTGAGCGTGGAGCTCAA
GGACGCATATGGCAGCCCGGTTCAGACAAATACCGCCGTCTTGACCATCAGCTGCAGAGC
GCCAACAGTCAGTTCATTGAGGAGGCACAGGTGCAGCAGCAGCTGATCGCAGAGCAGCAG
GACGAACAGCTGGAACTGGTGTCTGGGTCCATCAACGTTCTCAAGAACATGTCTGAAAGA
ATCGGCGTGGAGCTGGACGAACAGGCTGAAATGCTGGATGATTTCAGCCATGAGATGGAC
AACACACATTCAAGACTGGACAATGTCATGAAGAAACTGGCCAAGGTGTCACATATGACC
AGTGATCGCAGACAGTGGTGCGCCATTGGCATTCTGCTTGCTATTCTTCTGGTTGTCGTC
CTCCTCTTCTTCATCCTTTGAGAAAAAACTCCAAGTCTTATGTTTTCTACTTGACTGGCC
CGGGTGTTGCTGTACCGGACCGGACTGAGCGTGACTGAAAGCTGTAAAAGGATTCATGTA
TCGTGGTCCGTCATAACCAGGAAGTGTTCATTTTCCTCATTTTAGCAGTCTAACTGAGAA
TTAAATGTAACAAAGTCAACTGTAACATGTTCATAAATGCTGACAAATACTTGTTACTTC
AGAAAAAAAGCACAGCCCAGTTTTCAAGAATGACCTGGTTTGGAGTTTCAGTAGCTTTGT
TGGGTGGGCTAATCTGACCCGTTGACACTACCTTTCCTTGTATCGTGGTTTTGCTTAGAC
GTTGTTTGTAGCACTTTGTTTTTAAGTTGTTCTTCAATACATGACAAAAAAGTGTTTATT
TGGTCATCTTTTTCATTTTGTAACCCTTTTTCCAGTACTGACAACAAAATGCGACAACAC
TTTGTGTCCCTT
>CL2157Contig1
CACGAGGGAAGCTTCGCTTCGGANAGTCTCACATGCACTACTGCGAGGTCATGCTGAAGG
ACATGGCGGACTCCCGCAGGATCAACGGCAACATCCGGGAGGAGGAGTCGCGGCTGAGCG



AAGACGAGCAGCCGCCGCTGCCTCTGTCCGCCATCATCCTGTCCTCTGAGTTCTGGCCGA
CGCTGAAGGAGGAGAAGCTGGAGCTGCCCCCCGTCGTGTGCCGGGCCATGGAGGCCTACA
CCCACAGATACGAGAAACTGAAGGCCATGAGGACCCTGAGCTGGAAGCCTCACCTGGGAT
CCGTCATTCTGGACGTGGAGCTGGAGGACCGAATCCTGACCAACCTCACCGTGTCGCCCA
TCCAGGCCGCCATCATCCTTCACTTCCAGGACAAAAGCTCCTGGACGCTGGAGGAGCTGA
GCGGAAAGCTGGGGGCCCCCAAGGAGCTGGTCCACAGGAAGCTGGCCCTGTGGCAGCAGC
AGGGCGTCCTGAGGGAGGAGGCGGGGGGGCGCTACTATGTGGTGGAGATGGGCTCCTCCA
TGGAGAAGCTGGAGAGGGGGGGGATGCTCATCGACAGTGACGAGGAGAGGGACTCCAACA
CCACCACCCAGTCCGAGCAGAGGGAGGAGAAGCTGCAGCTCTTCTGGGCTTACATCCAGG
CCATGCTCACCAACCTGGACAGCATGACGCTGGACCGCATCCACTCCATGCTGCGGATCT
TCGTGGCCACGGGGCCCGTCGTCACGGAGATGGACATCAGTGAGCTGGAGGCCTTCCTGC
AGAAGAAGGTCAGGGAGCAGCAGCTTCTGATGTCTGCGGGGGTGTACAGACTCCCCAAGC
CCACCTGAAGCAGGACCGTGCTGCGTTCAAGAGCAGCGGGAAAATGCCAACGTGCTGCAG
GCTGAAACCTCCTTTGGGTCATCATAAAAGCTCTTTAAATTATTACTTTGAACTTTTCAT
TCTGGGTTAAATGTGATGGACTTTCTGTGAAAAATGTGGTTCTGAATATTTTCGCATTTA
TTTAGTTCACATTGAAGAAATAAACTCCCCCTCCACAAAAGTAATCCCATTATATTACAG
TGCATTTTGGGTAATGGCACTTTATAATAAACCTGTTAAAGAACATTTTCTTAGAAGATC
GTCTTCAAATTCACAAAAACAGTTTATTGCTTTTTTTCTATTGCAAATCAAAGCCAGACG
TTTAGAAGCTGAAGACTGAAGTTCTGGACTCAAGCGGTTCCCTTTCAGCGTTTACACTCA
CTCTGGATTAGCAGATCGGGTTCTAGGGGAGAGTTAGCGGGACGGGCTGGTGTTTGTTCG
ACAGCAGGACAATTACAGATTGCAGTGAACGCGCCACAGATTATCAGGAGGAATGTTCCA
GATCGTTTGTGACGCTCCGTCAGCTGCTTCCTGTTGTGATTCATTCACATGAGGACCTGC
CGTCTTCACTGCTGGGCTGTTGCGTCGCATTCATGACATTTTTCTGAAACGAAACATGAA
CGGGAGCAGAACGCTGCCGGCTGCTGAAGCTCACAGTTCCTGTTGAGTGATTCACCAGCA
GGCCGATCGGTGACTCCTTTTCACCTCCTCCTCCTGCTGCTGCTGCTGCTGAAACGGTCC
TTTAGCTCCTCAGCAGCATTTCTTCGCTCTCTTCCGGCGGTCGTGGTCTCTCTTGGCGTT
GAAGTTGACCGTGTCGTCCCGCTCCCGTTCGCGCTCGGCTCGGCTCTGGCTCTGCTTCTT
GGCGTTCAGCACCATGTGGGTGAAAGCCATGAACATCTCCTCTACGTTTATGTTGGCTTT
GGCGCTCGTCTCAAAGACCCGAACTCCCACCGACTCCCCGAAGCGCACGGCGTCCTGCGT
TTCCACTTTCTTCTTGGTCGGGTCTTCGTTTTTGTTCCCCACCAGAATTTTGCAGACGTT
GTCGCAGTTCTGGGAGATCTCACTCAACCACCTTTTCACGTTCACAAAGGACTCGGGTTT
GGTCACGTCGTAAACGATGATGACGCCGTGCGTGTTCCTGTAGTACGTGGAAGTGATGGT
CCGGAATCTCTCCTGGCCCGCCGTGTCCCAGATCTGCAGCTTCACCCGCTCCCCGTTGAT
GTCCACCGTTCGGATCTTGAAGTCGACGCCGATGGTGGTGATGTAGTTGCCGGAGAAGGA
TTGGTCCGCGAAGCGGAGCAGAAGGCTGCTTTTGCCGACATTGGAATCTCCAATGATGAG
CAGCTTGAACAGATGGTTGTAGTCTTTCCCGGCCATCTTGGAGCTCCCAGTGAAACCAGT
TTCAGAAGACGCTGGGGTCTTTCGTCTCCAAAGGGTTGGTGCAGTTTTTGTTCGT
>CL2158Contig1
AACTTTTAACAATGGCATTGTTGCAAGAAAAAAAAACTACTTTTACCCTGCTTTTTAAAG
AAAAAACAAGTGATCATTACTGTAAAAACTGTTTAATTTCTGAAAACAGTAAAAATGAGA
CACTAATGATGACAGGGTTCCAGTGCCAAGCTTTTTTTTTTTTTTTTGGTCTGCATTATT
TTGAATATTTGATGACTGGGACTGAGGTAGCGTCTTCACCAGTTACAGGACACTTCTGAG
GCAGCATCGCTGTTACGTCGAGTGTAAATGGGGGACCAACCAAACTCAGACAGGGCATCG
TCTCTGTGGTGGGGCCGTCCCCAGTGGGAGCCGCGTCTAGAACCCGGTCTTGCTGACCAA
GTGCGAGGTTTAGGATTCATCTGAACAAATACAGTCGTGTTCACATGAAGAGTCTCCGCT
CGCTCTGACAGGTGATTCAGCCAGTCTAGGTGATCACTGACGGCTTGTGATAGGTCACTG
GTGGTCCCTGACATGTTGTCCTTCAGTTCAATGGCAGTGAGACGAAGGTGCTCCAGTTTG
TCGATCTGCTCCTTCAATCGGTCATCAAGCTCCTGCATCATCATCAGGCCTTCATTTGTC
TTCACAGCAGACTTGGGCATCTTTGCTCACGAGCAGAGTCCTGAAGAAAGACTCGATGTT
TGCGCAGAAATCACTTTTCGATCCTACTAACCGTGAAACGTCTCCGATTTTCCGAGAAAG
GTTTCTTCGGGCGGACTCGGCTCGGCTTCGTTTGGCAGAAAATTTGCAGGACCCC
>CL2159Contig1
TTGCGCCTTCGATGCTACATTTCAGTCATCCAAAAGCACAGTTTCCTGTCGCAGCCGACC
ACGCAGAGCGGCAGACTCCGGTGCCAGCTGAGGCAAGAGCCGACGGTGGCGAAGCCGACG
GTCACCGGCTGTGGGTGACCAAGATGGTGGATGAGCAACTGGCTACTGATCCTTCCTGGA
CAACCGGTGGTGGCGAAGAGGTTGTCGTTGGCCCGAGACCACCTGAACAGGTGTGCTTTG
TCTCTGTGGGCGGGTCTTTTCTCTTGTGGGTAACTGGAGCGCGTTATGTCCCAGATGAGC
CAGTCGTTTCCCGACACGGCGCCCACTTTGATGGGGTTGGAGAAGCACCAGTCGGCGGAG
GCGATGGGTCCGCAGTCCAGCGACAAGATGGCTTGGTGGGTCGCCAGGTCATAAAAGCGA
ATCGTTCCCTTTTTCTCTGCAACCATTAGCTTAAAGACTTCCTCTGGGTGCCAGCACACA
CTGACGCCAGGAGAGCGAAGTCTGAAGATAGTGGGTTTGCGTCCATCCAGGTCCCACACT
CTGCAAGTGTGGTCGTCACTGACGGAAGCGATTCGTTTCCCCTCTGTAGGCTCAAACACC
AAATGGTTAATGTAGCTGGTGTGGCCCTCCATCACCTCGACTTCATGCCTATCCTGGAGA
TCAGAAGTCAGCAGGCGCAGTTTTCTGTCAGCTGCCGCCGTGCACAATCTGAGAGTGGGT



ATTCTATCCAGCCGGGATTCGGGGCTCCAAGCCAGAGCATCCACACGCAAATCATGATGA
AAAGCTCGCAGGACGTTAAACTCGACTCCTTCCACCTCCATGTCCTCCTCCTGGAAAAGG
CAGGTGGCCACCACCACAAACTGGTTCCCACCATAGGCCAGGAGGGAGGCCGAGGTCCCT
GAGCTGAAAGGACTGAATTCTACCACATGGACATAATCGTCACACGGCACCGTATAGGAG
GGACTGCGAACAGATTCCTCCTGCATGTTTATCCCGGCGCGTGCGTCTCCTAGTTGCCCG
CGCTTGAAGTGTTTACCATTTATTTCCGCCCC
>CL2160Contig1
TCTGAGCTCTGTCAGAGTAAAGCTGGAGCTGCAACCTCGGGAGCTGGAGGTGGAGGAGGA
GGTGGAGGAAACCACCTGCAGTGCCTGTCCGTCCACTGCACCGACGAGTTGGGGGACAGT
AAAGGGCGAGGGGCACCTGTCTCCTCCTGGCGCTCGCTCCACTCTGATATTTCAAACCGA
TTCGGGACGTTTGTGGCAGCGCTGACTTGAGCAAAGAGGAATAAAGACGGACATAAAGGA
ACATCAGTGGATGGCGGTGATGATTTGTCAGTGAAGCAACGGTGCACCGGCTCGAGAGAG
ACATTTGACGCTCATCAATGCAAACTTAAACACGCGCGCACGCACACGAAACCCACACAT
AAAATGCCATGTTCATTTCTGACACATGCAGCCGCATGTACGACAGCTTACATGCTGCTG
GACATTGCAGCATGGACCTGACTGGACGGTCTCCACATCTGGAAAACCTCAAATCATTTT
TTTTCTCTCATTTTCTTTGTTGAAAAAAAAACGAGAAATGTTAAAGAAGGGGAACTACAA
AAAGAGAGGGCAGTTGTCATTGGCTTTGATTGGTATGCCGGTGTTTAGTAAAAGTGATGC
AATTTCAACTTCATGATTTTCCCTTTTTACTTTTTTGAATCCTGCCCGTTGTAATGCACA
CCTAATGTGCACATTATACCCCTGGCGGAGGCAATTGATGCCCATTTGAAGCTGAAAATA
GTTTCTCTTAAATTCACAGGGTCTTACTACAAATGGGAGTTTCTGTCATTGAGTTGGATG
AGAACAGAGAAGGCCCAAGAGGAGGGAATATGCATGAATGTAACAATTTCTTGTAAACGT
TAAAGACAAAAGTTAGCCTCTGTGATCTGCTGCTCTCAGACCTAACGCCCACTAAGCTTC
TTTGTTTTTTTTAAGAGAGAAAATGTGTTTCCTTCATTCTCTTTTCTTGTCTTTCATCTC
GGCTTCACACTGTGTGAGTTCAGCTGCTTGTATACAGTTCAGCCAATGAGAACTGAAAAG
TGGTGGAGGTCAGGGGTTTATTCAGTGAGGGATTTAAAAAAAAAAAGGTTGTTGGTATTG
CACATGTATAATAAAGAGAAAAATTTGCTGTGTGTTAGGCAATCTTGTAATCTTTAAATA
AAGCTTCTGTTAAATTTGAATTTCTCAAACAATAGATGGAGGACTGTGACGGCAATTTAC
AAACAGATTTTTTTGTTGTTTTCTTTTTTTAATAATATGTAAAGTGCAGTCGTCTGTTTT
CCTTCATATTGTATATAACTGTATATGTTTTATTGAGTAACTAAATAACAATAAAT
>CL2161Contig1
GAAAAAGATAAAAAATAAAACACTCTTTTTGTATTGCATATCTGCACATGAAGCAATTTT
ATTACAGTATTGTGGTTTTTAAAGTAAACCTCCAGCAACACATAAATGCGTCATTTTTGT
TTGAACTTAATCTAGAAAGGTGTTTTAACCAAAATAATAAAACTGCAACACAACTTTTGT
ACACAGTCACAATGAGGCACTTGTGTATTTTGAAGAAGCAGTCATTCGTGCAACACTCAG
ATGATAGAATGAGGTCTGTCTGAAGGAAGAAGGGTTATAATGACATCAGTTGACGTTGCA
TGGTTATATTGAACTGGTTGCAATGAACCAGAGCAAATTTTTTAACAGATCGATTAAGGC
TGAAAACTAAGCCACGGCATGCAAAGATAGTCAAAGTCGCACAAAGATTTCTATAGTAAA
TGAATTATACAGTCCATATAGTCTTTACAGGTTTTAGACAGCTGAATGTCTCTGCTTTGA
TAGAACATACATGAAGGCCATCAGATAGTTATGAAACATCTTAAAGTTTCAAATATAGCA
ATGAAAAGAGGATAGGCAGCTCTGCAGCAAACACTAATGCATCAGCTAAAGCTACATCCA
CTTAGGTTGTGCAAGTTTGAGGAGTTTGCAAAAATAAAACAGTACTAAAAACCCCTAACT
TGTTATGGATATTTCTCCTGAATAACAATGAAGCAAACATTTCAAGTTTTTGTCTGCCTT
CCAACATTTTTAAGGCCAGACTTTGGAAACCATGACGACGCTNAGTGGGCTTCCAATTGA
AACATGGTGAACTCTGTGTTTACTCATTGAACCACGAAGTTAAAACTTTTAAGACTGGAT
TCAATCAATAGGACCAAATGATGAGTTTGGTTGTGTGTGTGTGTGTGTGTGTGTGTG
>CL2161Contig2
GATGGGTGGGGAGGAGGGGTGGAGCTCATGGCTGTTTCCTGCAGGAGACTGACAGATCCG
GAGTGAGAGGTCGGTGTCTGGAGGGGTTAACAGTAGGGAAGAGGTAAGGTCAGACCCGGG
GCAAGAGCTTCTCAATAAATTCCTTTACAGCTGCCATCTCCTCAGGACAGGAACTGTGAG
GGAGTCCTGGGAAGGATTTGAAAGTAACCATCTGTGGGTTGACTATGGATTTAAGTTTTT
CTGCTGTCATGGCACCAAACTGCCTTGGGACCATGGCGTCTATGTCACCATGGCATTGCA
AGATCGGGAGGTTCTTGTTGCAACCTGAGGCCGAAGGGAAACTCTTGTGAAGTGGAAGCC
AACAGCTGAGGGCAACAACACCGGCCAACGGATGCTGGCAGGTCAAGGCGGTATACAAGG
ACAAAGCCCCACCCTGTGAGAAGCCACCCAGGATGATGCGGTTGGAAGGGATCCCATTTC
TGGCCTCATGTTCGATTATGGCCTTAATGTTTTCAGCCGCTCTCTTAATTCCAGATTCAT
CCTCGGGAGAGTCGGGACTGAGACCCATCAGGTCAAACCATGCGGGCAACATGGACCTCA
TGTTGAGAGTGACCGGGATTATCGGCGCATGGGGGCAGATAATCTTGACGTGACTTGGCT
GGATCTTCGCCAGAGTCTCGGCCCAGCCATGCCCCGTATCTCCTAATCCATGAAGGAAGA
TCACCGCTGCTGTCTCCTTCTCCTTCCCAGACATGGTCATAGCCTCGGCGAGCAGTGGCA
CAGACATGTTGTTCCCACACATACACTGTAAGAGATGCGTTTGCTGTCCCAGTTCACCCC
CGGCCATAAGGCCCGGGTTA
>CL2162Contig1
TTTTTTTTTTTTTTTTTTCACTGTTTAAACAACTTTATTGAACAAAAAGCATTGACAATC
CATCTTACTATTTGAAATGTATTTTGAAAAATAAAATAAAAACCACAAAATGAATTCAAA



ATATAGAAATATGAAGAAATATCTCATGCCAGCTTGTTCAAATTTTACTTGCATTTCATA
AACCTAAACTCAAACTTTAAACACACTATGCAATTCCTTAGTTTACAATTCTGGCCTTCC
GGTACAGAATTTTGAGCTGTTAAAAGGGTTGGGATGTTCTAAATGGTGGACAGATTCAGG
GCTGTGTAGATCAGATTAGTAGTGGTGCAGATGAACCCTAAGACGTTGCAGAGGCTGGAC
AGCCCGTGGTAGCGGCCAAACGAGCTCTTGTAAGCCCTGTACTTGGGGTCCTGCTCTCTG
AGCTTGGCATACTCCTCCCTCTGGCTGCTCAGGCCCACCTGGTTCCCCAAGCCGTGTTCC
TCCTCCACCGCTCTCATCTGGAACATCACTTCAGTGGCTGCGGGGCCGAACCACTGGGCG
TTCAGGCCTGCCGTGATGAGTGACACAAAGAAAAGAAGAATCTGCACGCTTTCATGCCAG
TCCAGCAGCTCTCTGGGGTGGTACACGGCGTACACAGCCAGGCTGACAAAGTTACAGCCC
AGCAGGCAGTAGAAGTACACAGGAAAGAGCTTACTCTGCACCAGGCCAAAGGTGTGTCGA
GTCACCTGCGTCACCAAAACAAAACCGGCAATGAAGGAGACCCAGACCTGCATCCCCCAG
GTGAAGGAGAGCACCAGCAGGTGGAAAACTTTGACCAAGTCTGTGGGTTCCCCCTCGGTT
GCCATGGTGTCATCGTTTTTGGGACGCTGACCTGTTTTTCAACGCAGTCCGACCGCAAGT
TCAGACGTAGAGCCCCCGGCCATAATGCCCGGG
>CL2163Contig1
TTAAAAAAAAAAGTCCAGCCAACAGGAGGCGCTGCAGCATTAGAACATGCTGCTGAACCA
ATGAAAATGGGCTTCCTGAGGAGAGCAGGACAACCCGAGGTAGTTCATTCCAAAGTGTAG
ATCACCTGACACCCCAGAGCTACACTGAGCATGCTCAGAACCTCCGGACTGACCCAGGAG
CATGACAAAAGAACATCTTCAGGTGCACGTTTGTGTGCACACAGAACCATCCAGCTGTAG
ACGGGAATCCCTCAAACCTTTTCCTGGAGATGAACTAAAAGCAGGACCTGTTCAGTCCTG
AGGCCTCAGAAAAGTCCTCTTTTTCTCAGAGTCCATCTCATGGTGGTTGTCGTTCTGGTC
CATGGCTGCTCTCTCCCGCTTCTTTGCATATTTCTTCTTCATGCTTCCCACCAAAGTCTC
GTATCTCAGAGCCATCTCCTCATCTGTGATGTCTGTCTGCATGCAGCTCACATCCTTCTC
CTCTTCATCTTCATCTTTTGGATTCAACAAGGTCATCAGTTTCTCAACCTCTGGGTTAAA
GCCTCTGAAGGAGATCCGGCCAAACTGCAAGTCCTCACAGGGAGTGAAGCTCTCCTCCTC
CACCAGCACAGTCTCTTTGGTGCAGAGCTCGGGCAGGTCCAGATACCAATGCTCGTCGCT
GATGATCCTCCTCTCGTCTTCCTCCAGCTGCTTCTTCGTCTCTGCATCCAGCCCTCTCTG
CATGAACTTCATGCGCAGCAGATTCTTGGAGAGTTTCACTCCGTCGGCAGCCATCTTTCT
CCGGTTAACACAAACAGACTATCCGCGCTAAACTAACCTTAACTGATTCAACCTAACCGT
AGGACGTCGTTGGTTTGGTTACTGCAGCAGAACAAACGCCCCACGCGCCGGAAAAGAAAT
GTTGTCAAAAGTCGAGCATGCGCAATTCAGGCAGCCC
>CL2164Contig1
TTTTTTTTTAAATCAGTGTGTTGTTCCCTCACCAGTCTTCTGCTCAAATGTTTTAACTAT
GTGTTCATGGGATGAAAACCCAAACGGGCTAGCTGAAGTTAGAAGAGTGGATGACTGAAC
CAAAGAATACTTCCTGTTTGTAAAAATGCTCTTCCTGTTTGAAATCTGCCCGATATTCCC
TGCAGCCATTTATCGTTTCACCTGCAGTAAAGCTAATCAGACCAGAAACCAGCTGATCCT
GGGGGCTGCAGAGGCCTGAGTCTCCTGTAGACATTGAGAAACTCAGACCTGTTTTACATT
TTTAAATAAGAAGCGATAGATTCGACATGGGGTGGGGTTTGATTCCTGACCGAAACAGTT
TACTCTGAGGAGAGGTTTGACGTCCTCACAGGCAGAAGTCAAAGGTCAGGTCAGACTTGG
CCATCTTCTGTCTGTACACAGCATCAAAATTCTCGTTCATGGACACGGTGAAGACGTCCC
TCCACAGACCCACTCGACCCCTGCACATGGACAGAGCCTCAGAGCTGCAGCAGTGTTCAA
TCAGCTGGTGACAGCTCTCCACCATGCTTTCCAGCTGAGCTTTGTCACAAGATACGCCCA
GGAACCTGGCCAGCTGCTCCACCATGGTGCCCAGATCCTTATACATGTCTTCATACTTTA
AAAAGAGGACATTTGAGTCCATCCGATGTTCCCAGAATTCCTGAACGTGTTCAAACCAGG
AACCGTATCCCAATTTCTCATTCATGAAGCGACGGCAAAACTCCTGGAAAGTTCCCCGGT
AGCTCATGGTCCTGAGAGAACGGTGGAACTGATAGTAGGACACCACCAGGTCTTTGGGGT
TTCTGGCCATGTAGATCACCTTGGCTTCTCCCTTGTGCAGAGCTGAGGGGAGGAATCGGT
AGGGGAGGTGGCTCTTTATCAGGCGAGGTGATGTCAGCTCCTGTATGATATCCAGTCCAG
GCTGTGGATACTCTAAGACCGGCAGCTGTTCGTCAATGTTCATAATGCCGATCTCATCGG
GGTCTGCTCCTTGACTTACGAGGTACACCACCTCCTGCAGCAGGCTGGTGCCTGATTTGG
GGTAGGTGAGGATCCAGATGTCGCTGCTCCTGATGGAGAAGCTGGAGATCTCCTCCATCC
TGCCCCTGCAGAAGGGCGGCAGCCGCACCCCCTCAAACTCGAAGTAGCGGCTCTCAAACT
CCACGGGGGTGCTCGGGGTGTCGGCCTCGCTCTCGGCCATCCTCCTGAGGGCGCCGGGCT
TGGGGGGTGGCTGGGTAGGTGGGGGCTCCGCGCCTGTGGTCTTTAGTTGTTAATACCGGG
ATGCTGTGCGCAGTAGAGTCTGGAACCTCTCGAGCAAC
>CL2165Contig1
ACGAGGGTGCTTAGCCGCCGCGCCACCTGTCCGTCTCCATGGACAAGTTTGGCTTCAGGT
TACCCTACAACCAGTTCTTCGGGGGGGTGTCCTCCTTGAGCAAAGAGCAGTTCCTGAAAA
TCAACGGCTTCCCCAACAACTACTGGGGCTGGGGGGGCGAGGACGACGACATCTACAACA
GGGTGGTGTCCAGGGGCATGTCCGTCTCCAGACCCAGCGGAGAGGTGGGGAAGTGCCGCA
TGATCCGACACAACCGGGACAAGAAGAACGAACCCAACCCCCAAAGGTTTGACCGGATCA
ATCACACTAAAGAAACCATGAACAAAGACGGCATCAACTCTCTGAGCTACCAGGTGGTGA
AGGTGGAGAAGTTTGACCTCTACACGAAGATCACAGTGGACGTGGGGAAGCCCTGAGGGC
ACGGGTAGGGGGTGGAGCTGGACTGATGCAGCCTCTGACACTTGAAGCTTTAAGTTCTGG



TCCGGGTCTGTGGACTGGGCCTGCTGGACTCTGCTGTCTTCCTCGCTTCCTTGATTTTGC
ACAGACGGATGTACGGACGTGAGCTTGTTTTTTCTTCTGATGGGTCGGTGGAGCCACTCA
GCTTCTCGTTGCCCAGCCTCCAAAGCTTTTATTTTGAAAAATATAGTCAATCAGAGCTGC
CCTGCAGGCTCACAGGGTTGGGATTTCACTGGTGGTGGGGGAGTATGGGTAACTGATGCT
GGGAGTTTAGATCTGGTTCTGGTTCTATACCTGCTATTGGTACCAGCTTTTTTTCTGCAT
ATTTCTTTAATCCACTGATCCAGTTAGTGGACCGGGACCTCAGGAGAACACAGTCACACC
CGGTTCGACCAAGCCCGTCGTGTGAGCTGGACTCGGTGATGTGGACCACAGTCTCAGCGC
TGGACTCAAGTGCTGTTCCAGAGGCTTCCAAGATGATGTTGACTTATCTCAGAATTCCTG
TAGAACTTCACGGCGCCGGTTCACCAAACATGTTCCCTTTCTTATTTAAGGCACTTTATG
GGGGCGGAGCTCCCTGCTGAAGCAGCATTCTGGAGTTCAGGAGGGTGATGAAGCTCTGCT
CGGGACTTCACTGTTCATATTCTGTGAAGATGAAGGCGATGGAGAGCTCACACAGTGAAT
CTACAGCCTGCTGGCTCACAAACCAGACGGAGACCAGAAACCAGTTCAGAACCAGGTCCA
AACTCCAGCTGGTGTGTGCTTGTGTGTTTGTGTGTGTGATTTTGAACATTACTGATAATC
AGTTTGGATCAATGTTTACCCGCTGAACTGGGAACAGAACCAAAGCGGCCTGCCTCTGCT
TAGGCTGCAGCTCTCGATCGATCCGATCCTCCTGAATGTGCTGATCGATCAGACCCAATG
GCAAGCGATCGATCCATTCACAAAGAGCACCCAGATGACTCGATTATCAGGATAGTTGAG
GATAAATTTGTACTTGATGATTCTTTTAGCTGTTCTTTCATTGATTGTAAGTGTCCTTAC
TGCAGCTGTTGGTACCAAAGACTCTATTGATCCTGTGAAAGGTCACCTGACAGCTGGACG
AGCTCGTCTGATCGATGACGACGGATATCTATAGGTGTGTGTAATTTGTTTGTGAACCTG
CAGACCAAAACCGTGTGAAACAATCACCTGGAATGTGCCTTAAACTGGTGGGGAACCAGT
GAGGAAATGTGATATAAACTCCAGAT
>CL2166Contig1
GAGGTATTTTTAGGCCTGACCTGAACCCTCAGATCATCTGCTGCCCCTCGAAGATCTCAT
AAATAAGGGGTGTCGTGCAGATCAGAGTTTGGGCCAAACAGGGATGGGCTCCGTGAGGAC
GGATAACAGACTGACGACTTCGCAGAGCTTTCTGTGCGGCGGCTTTGCGGGATTTTTCAG
TAAAACTGTCACATCGCCTCTGGAGGTGGTGAAAATCAAGAGCCAAGTGGGAACTTTTCA
CTGCAGGAACGGTTTCTGGGAAAGTTTCCGGGTCATCTGCCAGCATGAGGGACTTCGAGG
ATTCTGGAAAGGAAATCTAGCTTCGTGTCTCCGTTTGTTTCCATACACCGCCGTTCATCT
AGCAACGTACAAAAAGATAGTCCACCTTCATATGGATGAGTTTGGCTTCATCTCCCAGCG
GAGGGCCATATTTGCTGGTGGACTGGCTGGTGTTGCTGCAGGTCTGGTCACATACCCTCT
GGAGGTAGCAGAGACCAGGCTGGTCATCCAGAACTACAAACAGCCCACGTACATTGGTGT
TTGTCACACTCTGTCAAAGATCTACCGAAATGAAGGCCTGCTTGCTCTCTACAGAGGCTT
CTCTCTGACTGTCTTGGGCGCGTTTCCCTTCTCTGTAGGATGCTTGGCCGTTTATGTGAG
TGTGGACAGGCTGTGGCAGGAGCCGCCTCCTCGCTTCACTCCTTTGCAGAATTTCATCAA
CGGCTGCATTGCAGCAGGAGTGGCTCAAACCCTCTCCTACCCTTTTGAAACAGTGAAGAG
GAAAATGCAGGCGCAAAGTGCCCGTCTTCCTCACTTCGGAGGAGTGGACGTTCATTTCAC
CGGAATGAGGGACTGTTTCCTGCAAGTCGTCAGAAACAAGGGTGTTCTGTCACTGTGGAA
TGGCCTCACTGCCAGCACCATCAAGATCGTTCCCTACTTTGGGCTCCTTTTCACCTGCTT
TGAGATGTGTAAGCAGGTCTGCCTTTACCGCAATGGCTATATCATTTCACCTCTGAGCTA
CCAGCTCACACCCGGGGTCGACCAGAGCCTGGGGCCGTATGAACTCAAAGAGGTCAAGCG
CTACTTGAAAAATAGGAACTTTAGCTCAGAGCGACCGTCCCTGGGAAACCGCTGGTGAAG
AGACATCCGGTCTTAAAAGGATGAAAAAGACACTGAACCGGTAAAATACTAAACACAAGT
GCAAAAAGCTATGTTGTTGCCAGGATGTCTACCTCTTTACGTACAATATCTGTTTTATTT
TGATGGTTTTCATGTGCCTTCAGTGTTCAGAGGAGTTGTGTTTGGGCTTTTGCTGCATTA
ACTTTGAGTTGTGTCATGTCCTATTTACACAAAATAGCTCTGTAAAGCTGATTATTTTGT
AAGTAATTTTCTAGGAAATGATATATGCTGCTGTTTGGGTTTAAACAAATGGCAACATAA
AATGAATAACTTGAACAGCCTTTTTCTTTCTTTTGTTGTTGTTGTAATATCATATTTTAA
ATGTCAAAAGCGGTGGTTTTGGTTAAAGGCCCACTCCAACTATATTTTCATCTATTGTAA
AAGTGTTCCAAGTGGTCTTTTAAATACAG
>CL2167Contig1
CTCGGAGCGGCCGCGGACCGTTTTTTTTTTTTTTTTTTTTCGCTTTAGGTTAACTTTATT
GTCACTTCATATTCACATGGCTCATGCACAGCACTTAGTCCACAGTGACACCACTTTTGC
AGAGGGGGTTGTGTACTTTACATGAAATAGATTCACACTGGTTGTGTTCACTTCACCTCA
CAAATTGACACATTGATTGTTTTCTTTTCTTGCTGTTGGTGGCCCTGCATTTCTTGTATA
TACACTTTCTGTTTATGACAACACTGCAGCTTGACGTCAACTGGAACAGCTTTGTTCATC
ATTTCAGTGCTTCAGTGGAGGACAAGGATGCGTCAGAGCCGTCTGGACACTCCTTCACTT
TATCCAGCTCTGGCCTGCCAGGCAGAGATGTTTGTGAGGAGAAAGCCTTCTTCGACTGCT
GCACCTCCTCCGTGGATTTAGACCTGTTCCTCATGTGCTTCTGAGGGGAGGTGTTGGAGG
GAGTCTCATTTGTCTTCTGCTCCATGACTGATGGGAGGACTTGGTCCTTATACTCCTTCT
CGATGAATCACTTTTACTCTTTTTTTCAAATTCTGCTCGAGGAACTCTTTTTCCTCCGTC
TCTTTTCTTCTCCTCAGAACGGCAGACGTGCAGTGGAGTAGATAGCACTCATCTCCCCCG
GCCATAAGGCCCGGGTTAA
>CL2168Contig1
CCGGTTGTTTTTTGTACAACAAAAAAATGAACGACTCACTATTTTCTCCAAAAGTAATTT



AACAACCACAAAAAAAGCAAGGCCTGTTAGAATCAAAATCAACAATAGTATTGATTAATA
CATAATTTTTCAATGCACCATTCAGTCTGTACTCCATGTGTTTTGAGCTGATGGGGAGGA
AAAAAAACCCCAAAAACTGCTGTTCCAGCTTGAAGATGGCACTCTTCATCAGGACGCTTG
TGGCTGCTGATCACGCTTGGAGACGATGCTCTCAAACTCTTTCCTGCTCAACAGATTTTC
TGTCACACTCTTGCTTTCCTCAAACTTTGGGAGGATGACAGCGATGTATCCTTCAGTTGA
CGGCTTTTCTAGTAACAGATTTGGTCTTTCCAAAATATTCTCATTGACCTCCAGCAGACG
GCCGCGGATGCAGCTGTAGATTGTATACTTGGTCTCATCTGTGCATGTAATTCTACACAA
AGGTGCAAAATCTGTAAGAAACTGACCTCCCCGCTTGGATTTTCCAGAAACTTTATTGTT
CAAGCGACTGCAGCCGTTACTGATCTGGTAGTTTATGGTTTTGATTGTGCGTCCATTCTG
GAGAACCGGATGGGTTTCTGCTAAAGTGACGACACATATTCTGTTTGAATGCTGGAGAAT
ACAGTGGTCCTCGCATGGTTGCCCCTTCATATCTGCTCTGTACCACCGTGTGTAGTATCG
GTCGATAATTGATGGCGGCTCTAATTCAGTATCTTTCTGCGTCTCGCTGTCCATTAAATC
TTAAATGCAATAACAAAATTAAACACCTAAAACTGCGTCGCTGGTGTGTGTTCAACGGAC
AACTCCCCGGCCATAATGCCCGGGTTTACGCGCGCTCACAG
>CL2169Contig1
GGCCGTCTGGCAGTGGTTCCGCTGTTTTTCAGGGCCTCGTTTACAACGAATTCACCGCTC
ACCGGACCAAACTCGACCTGACGGGAGGTCGAGCAGGAGGGGATTTAACTACCAACCCAA
AGGTCTGGAGAAACACACTGACAGCATTCTCGGTTGGGCTTCAACAGTTTGGTCTCTGTC
CTACTACAGCTCTCCACTTCTTCTGTGTTATCTCTACAGGAAAGGTTACATTTGCAGCAG
TAAGCTGGTTCCAGTGAGCCAGTATTTAGGAACCATTCTCATTTGCCTGCTAGGAGTGGC
CTGTCTTAGAGGATGGGGGCGATGGAAGAATCCAGAGTATCTCCAGTTCATCTCTATTCT
TGAAGAAAATAAGAGGAATCATTCACCAGAAAACAAGAGAAAGTTGAGATGCTTTACTTT
TGACTTCCCACACTGGCCTCAGGATTTCAGCTGGAGGGAAGTCAGCAGTCCGAAACTGAC
CAAGGCTGGTGTCTCTCTGCTGAAACCAGAGCCTAAACTGAGAGGAACGGCCGACAGCAT
CTTGTACTCAGTCCGCACGTTACCATGCCATATCATTGGTTATCTGGTTGCGCACACGTT
TGGGAGGCGGATGCTGTACCCCGGCTCTGTGGGCTTACTGCAAAAAGCCATGAAACCCAT
GCTGATGCAAGGACAGGCGAAGTTAATCGAAGAGTATGATGGCCAAAGGAACAAGCTAGT
CGCTTGTGACGGTAACGAGATCGACACCATGTTTGTGGATCGAAGGACAGATGGGGGTCA
CAATGGCAAGACTCTGGTTATCTGCTGTGAGGGGAATGCAGGTTTTTATGAGGTGGGCTG
CATGAACACCCCTCTGGATGCTGGATACTCCGTCCTGGGCTGGAACCACCCTGGATTTGG
GGACAGCACGGGAGTGCCGTTTCCCCAGAATGAGGCCAATGCCATGGATGTGGTTATCCA
GTTTGCAGTACACAAGCTGGGCTTCCAGCTAAATGATATCATCATCTATGCCTGGTCCAT
AGGAGGATTCACAGCCACGTGGGCCGTGATGTCATACCCAGAGATTCAGTCTCTGGTGTT
GGACGCCTCCTTTGACGACCTCCTGCCGCTGGCTCTTAAAGTCATGCCTGAGAGTTGGAG
GCCTCTAGTGCAATATACAGTGAGACGATATGTGAACCTGAACAATGCAGAGCAGCTTCT
CAAATACCAGGGACCAGTGCTGCTCATCAGGAGGAGCAGAGATGAAATCATCACCACAGG
GGGCCCAGAAGACATCATGTCCAACAGAGGAAATGACCTTTTGCTTAAGCTGCTTCAGTC
CAGGTATCCCAAAATCATGACGGATGAGGGGATCCGCGTTGTGAAGCAATGGCTTGGAGC
CTCCAATCAGTTAGAAGAAGCATCTGTGTACAGCGGATATGAAGTGGATGATGGATGGTG
CGTGTCTGTGCTGCAGTCCTATCAGACAGACAGAGATGTTTTGTTTCCATGGACTGTCGG
TGAGGACATGACTCAAGAGGGAAGGCGGCAGCTGGCGCTCTTCTTGGCAAGGAAGTACAT
GCGAAACTTTGAATCGACACACTGCACTCCTCTGCCCGCCTCCGAGTTCCACTCACCGTG
GAAGCTGTAACTGAACAAAGGATGCATAAGGGGAACCAAGAGATGCTGGATGACCTGTAG
TCAAGTGTGTCTGGACAAGTGTGAATGTACAGCTGTGGGGTTTTGTTTTTTGTTCCAGAT
TTCCCAAGAAGTTATCAAAACGTCACACGTCGTTTTACGAAGACAGTTTTGTCATTATGT
TAACGCTTCTTTTCAAAATATCCACAAGCCATCACTCACTCACTCACTCCATCATTTGTC
TGTATTTATAAAGCAAATATAAGTTGATATAAATGACTGCAATAAAAGAAA
>CL2170Contig1
GGTCCAGCATATGTCTCACATATCTGTTCAAACGCCATCCGTAAAAACTAGGGTAACCAG
TTTTTGGAAAGGACAATCTACGGACCAGTATATGTAAAAAATCTATCTGGATAGTTTTGT
CCCTGTGGGTAAGATCAGGCTTTTTGTTGGATCAAGACTGTGAGTGTGTGTGTGTTTTAG
AGGATGAGTGGGTTCCTGCTGGTCCTTTGTCTTGCTTTGTGGCACCAGGGGGGGACAGCA
GGGCCCGACCCGCCAGGCTGCAGCAGCCCTGATGCGGTGAGGGTGGCAGAAGAGGCTCTG
GAAAAGATTAACCAGGACAGAACAAGCGGATACATCCTGAGCCTCAACAGACTGTATGAT
GTCTCCCACACGCCACAACAGGAGCAAAGAGGGTCACACTACACTCTGACCATTGATGTC
ATAGAAACAAAATGTCATATCAGCAGCAAGAAAGCTTGGAAACAATGTCAAGTCAGAGGC
GTTGATAAAGTTCCAGTGTATGGAGAGTGTCAGGTATCAGTGTTTGTTGATCCTCAAGTG
AAACTTCAAAGCTACTCCTGTGTCCTGCGTGAAGTTCCAGCTACCGCAGTGGTGGACGTC
TGTCCTGACTGCCCCACGGCTGAAAACTTGAACGACCCGATTATCGTGGAGACCGCCAAC
ATCTCCCTCAAACGATTTAACGAAGAAAGCTCTCTGGCCAACTACTTCACCCTGGAAAAC
ATTACTAAAGCCAGTTCACAGTGGGTTGTCTGGCCCTCTTACTTTGTGGAGTTCACCATT
CTTGAGACAGTGTGTTCCAAGAAAGCAGATCCTAGTGAGCTGAGCAGCTGTCCAACAATG
AACTGTCAGTTTGCTCACAGAGGCTTCTGTTTGGGAACTCATGTTGCTCTTGAGGAGGAA
TTTGAAACCATAAACCCTGTTGAGAGAAAAGGTGGCTCTTTAAGGAATCACAAACCTGTC



GAGGTGAAGTGTGAGATCTATGAACCTCAGGCTGCTGCTGCAGAAAAACAGGCCCATGCA
ACTGCAGGCAGTGGGCATCCTGAGCTTCATGACCACAACCACACACACCTCCATGCACAC
GAGCATGTGCATTCAGACTCACCCAGCCCGGCGGCCTCTAACGCCCAAGGTCCCATCGGC
ACTGTAGTGCATCTGCCTGCCTCACCTCGATCTGCCCCTTTGGCGAGCTCCTGCCCCGGA
CCCCGTAGACACAACCTGCACATAGTCAAACTCAAGCTCTGATCGGTCAGACTGAGTCTC
AACCCACATGATGTAACCGAAACATAAAGCTACTGTAACTTATGGAAACAATCTTTCTCA
GAATATTCAGATAACCTTAGATCGATTCAATTTTTTCTCCAAGTTGGAGATTTAAATGAA
AACACATAGTCTAATAATTTTTGCCTTTTTAACACCTTTTTCTATTGGTTTTGATTGCTG
ACAAAGAAGCTGAATGCTTTTTGAGGCCTTGTCATCCATGTGAAATTACTTATAGGTTGA
CAAGCCAAAAAGATATCCTAATGCTGATGATAAATATGTGTTTGAAAGCTCCAAACTGAA
GCAAAAACCCTCCTGCGAAAACGTTATGCATCGCAACGTATTTCTGCTGTGTATGTATAC
ATTTGCCCATGGGTTTTTTAGACATTTAAACACAAATATATCAAATGTTTCACACATGTG
TATGTGGNAATTACAAATAAATCTTAGATT
>CL2171Contig1
GCATTTTATCGGTCGATACGCCAAATAAAAAAATGCTTCTGTCATGTGTTATGAAGTGAA
AACAGGAACACAGCGGATCTCCTCCCAACTAGAACGGCGTTCCGTCTCGAAATCTTTTAA
CGGAACGCCGCTCCGGACCGATACGGCTTACTTTCACCTCTGCCCTCATCCCAGCCGCTT
CACACTCGACTGCAAACCGCCCGAATGCGTGCTGGAAGTCCTGGCTTGATGATGCCAACA
GCACAACATCATCTGCAAAGAGCTGAGAAGAAATCCTGTGCGCCTAGAAATTCTGTCCAT
AAAAACTGTTAACAGAACCGGTGATAAAGGGCAGCCCTGCTGGAGTACAACATGCACAGT
TGTCTGAAGTATTGCCGCCTACGGGACAGCTCTTGCTCCGGACAGACACAGACCGGACAG
CCATCAGTAAGGCTCCCCGGACCCCATACTCCCAGAGCACCCTCCACATGATACCACGGG
GGATGTGGTCAAACACCTTCTCCAAATCTATATAACACATATGGTCAAATGGTGGAGCAA
GCGGTGAAGAGTGCTTTGAGTGGGAAAGACGGACAGAAAGGAAAGACGAAGGCAGGAGGA
CAAGCGGGGCCGAAGGTGGAAGGACAAGGAGGAGGAAAGGCGGGAGTGAAGGTGGAAGGA
CAAGGAGGAGGACAGGCGGGGGTGAAGGTGGAAGGACAAGGAGGAGGACAGGCGGGGGTG
AAGGTGGAAGGACAAAAAGGAGGAGCAGAAGCGAAGAAGCAAGGAGAAGGGGACTTTGAT
CTTGATGATGCACTTTCTGCAATCTAAGGAGGCAAAAAGGAAGGAGGTTCGAAAGGGTTC
CTGGGAGAATTCGGCCTGTAAAAACTCAGCAGAATCTTCATCAGCTTCATCCATGTCTGC
CACAGGACCAACTGAAGTCTGAGTCCACATTTTTATGTCAGATTTCCTACATGAAAGACC
ATCAACTTATTGTGATATACTCAACAAAAATAAATTTCCTTAAAGTCAAAAAAAAAAAAA
AAACAT
>CL2172Contig1
TGGAATAATTTATTAGGAATTTTAAAAAGTTTTTCCCCCTCATAAGAAAACCATGACAGG
AAAAACGAAAATCATTAAATGTTACAGTGTTGACAAGGTTGTTATTAGTCAGCATCAAAG
TCTGACACATCTGCAGCAGTGATAGTATCAAAATTTAAAACCTGGTGTTTGCAGATTGAG
GGTACTTTTGTTCTTAAGCTGTTGTCTTTAAGAAAAATACATTTATTTGTAATTAGGCAG
TGTCACATCTCAGTAACTCTTGGTTTGGTCTACAAAGAGACGTCACATTGCTTCAGTCTG
TGACTTCCAGTGGATATACAGTAATGGATAAGGGTGGGAGTAACCTGTGTGGAGGAGCCG
GTTTCAGAAAGGTTTACCTATCCACACTCTGACATACAAAAAAAAAAGTACAATTCACAT
TTTTTTTAACCGAGGAACCATTTGCAAAAAATCTGCACATGGCACATTGAAAACCAATGT
GTTTAAAAACATGACAATCTTGCTCGAAGATCAACACACCCTACAGAGGGATTCAGCCAT
GAACTGTGCATGACAGACCCTGCAAGGTAACCCCTCTAGTTCCTTCACAAATCATCAGCA
CATTTGAAAACGGTATAACGAGAACAGCGTCAAAAGCCTGCCTCCTCTGCTGAACGAGGA
GCGTCTTTACACTCCCCAAAAGACAGCATCTGATTTTCAGAACACATGATTCCCAGATGC
CTGAAGAGAAATACAGTGTATAGCTGGTCTAACATAGACAGACAAATCAAAATGTCCTCG
ACCTCCAGCTGGGACTTTAATATGTAACAGTCAAGCTTTAAAACATGACTAAGTAATCAT
ACCACTTAAAAAGTATTCAGCCTCCCGGACACAAACTTTAGCAGATCCCTGCCACGCCAA
AACCAGTCCTATTTACAATATTTTACAAAATTTGTACAGTTTGC
>CL2173Contig1
AGTATATATATATATATATATATATATATAGATAACCCCCACATGCTTTAATAGACAAAG
TATTCGTGAACAGCGCTGGTGTGTTTGTCAGGTTGCTCTGCAGCTCTGAGAAATCCTCAG
AATTTTGTTTTGCTTCCAAAATGTACAGCTGGAAACTTAGAAAAATGATCAGATTTATTT
ACCGTTTGTCGAAGTTGCATCAACTGAAGCATGACCTGTGTTTTTCTTCTTAACATATTT
AAGTCTTTCAGTGCCTTTTTTTCCTGTATCCGCAGAAAGTTTTTGGTTTGGCTGTTTATA
GACTGGCTTACAGTGAAAAACTGTTTCATTTCTTTTGAATGTGTTGATATGCTGTAGTTC
CGTTTTATTCTATTCTGCTTGTTTAAGGAAAACATGTTTTGCAGGGAAACAAGACTTGTT
GATGAAACAGTCCAAATACTTTACAGATGAGATGACTCAAGATTTTATTTCCACAAACCA
ATTTAAGTTCATTTTCATGTTTGTCTGGTTTGGAGTCGTTTTCATTAAAAACTGTGATTT
CGTTTAAAAAATAAAAGTGTTTGAAATACGACTCACTCCACTGGCAAAGATGTATGTTTT
ACCTTCAGGCCTGTTTCTATTTTTTTGTATCTTTAGCACCAGTCTTACTGAACAAGAAGC
TTGTGGTTGTGTTTTTAATGCAAGCAGATGAGCTGCAACCAACTATGGTCAGTCTTCCAC
ACAGAATCAAACAAACCAAGCATATTGAAATTGGATGCTGCTACATCTGAGACAGAGGAT
ACACTGTCAAACTGCAGCTTTGGTCTGCGACCATCACGCTGGGTACTCCTTTCAGCACCG



CAGGACACAACCAGTTCACTTTGTCGCTGTGCTTGATGCTCAGTTTGGGGCCAGGCTTGT
CCGTTACCTTCTCTGCAGCTGTGTCTTCCTCCTCCTCTGCTTCCTTTTCCAGCTGCGCAG
TCTGTTCTTTATTCGGAGTCTGCTCTTTTCTCTTTGACTTGCTCTTCCTCTTTCTGTGCT
GTGGTGCCGCTCCTTGCGGTTTTCCCTCTGGAGATACCACCGGATGCTTACCGAGGTCCC
ACAAGGCCACATGGCTGTCGTTTCCTCCGGTGACGAGCCAGTAAGGATGCGATAAGAAAC
CGACAAAATGTGCTTGTGAAGCTCCCTGACTGTGAGCTTTGAGGGCTCCCTGCTGCTCCA
GTTTGGAACCGCTGCCAATCCGCATCACATGCACCCGCCCATCTTCTGATGCACAGCCTA
AAACGTTACCACAGCTCGCCACCGTCACACAGTGCACCAGTGGAGGGTTGAAGAGCTGAC
CAGCGGGCTGCTGGTGGAGGCCTTCGTCGTCTTCTGCTGCATCCTGGAGGTTGAGGGTCC
ATAGGGGCCGTGTTTTCTGCAGGTTCCATAACATTACCTGCATGTCCAGTCCAACAGACA
CCAGGTTGTTGGGCCGGTGGGGTCGGAAAGCCACAGAAGAACAGATGTTTGTGTGTCTGC
GAAGAGTCCTGCACACTTTACCCCCCGGGATCTCCAGCACTCGCACCGCCCCAGAATCAT
CAGCTACCGCCAGGGCTGAACCCGTCTCATTCAGTGCCAAAGAGTTGATCTCCTCTTCCC
CTGCTTCTCGGAAATCCTCCACGGAGCTCTTGAGGTTCCTTGGATCAAGCACACTCACCG
TGTCTCCGTGTGACGCAAACAGCTGGTTTGAAGCTGCGGGGGAAAACACCACACTGGTGA
TGTCGCCCTCCCCAGGAACGGTGATACGGCCTGCAATGGTGCCATCTTGCCCCCAGATTG
TAATCTGTCCACCCTCAGCGCCTGAAGCAATGAGATCCTCTGGACCCGAAGAAGCACCAA
CACACAAGACGGAGGTGGAGTGGCCTTCAGACCACTGTCTGGCCATTTCTTGACTTGTGA
AGAGCTAACCTCAGCTGGATGACATGTGGGTCTTCGTCGCTCCCCCGGCCATAAGGCCCG
GG
>CL2174Contig1
GAAATGTGACCCAAAGAAGCAAAAAAACTCAAGTCTGAACACGACATTCTCTTCCAGTGT
CTGAACAACGTAACCCAGCTCTCGTTAGCATCTTCAAGGAAACGTTCACATTATTCAAAT
GACAAAGAAATGGGAGTGGGGGGGTGGGGGGTGTCTCACAGCAGCCACCCAGGGTTCAAA
GTATGGGCTCTGGCTGTACAGCTGTGCTCCAGCGACAAACGTTCCTGAACGTCTCAAGTC
TCCAGACCAGCCACTACCTGGACCTGCGGTCTTTTCTGTTCTTGTCTAGACTTTTGTCCA
TGGTCTTCTCGTTGTCTCCTCTACATTTTGGGCAGTACCACTTCCCCTTGGGCTTGTAGG
TGAGTCCTACACAGGAGAAGTGGAACCACTCGATGGGGCACTGCTCGTTGTCACAGCCGA
TCATCTCGCCGTAAGAAACCTGTTCGCACAGGCAGTAGGTGGGCTCGTTGGGGTCGATGG
CAAAGTCCACGGGTGACGTGTCCCGCTCCTGTTTGGCCTTGCGCTTCTTCTTCTTGGAAG
ACTTTGACTTCTTTTCTCGCTGTGCAGGGAGCGGCGGATCGTCAAGGGGATCGTCTAGCA
GAGATCCGTTGGCAGACGGCAGGCTGGAATCCCGGCTCTCACTGTTGCGCTGGCGACGGG
GACGGCGGTTGGAGGCACGTTCTGGAGCAGGAGACTCTTGGACGCTAGAGCGGCGCTCTA
CAGGTAGCCGCTCGGCGTCACAGGACTCTTGCAGGCACAGGGAGTGCGAATCCATTTGGC
GAGACCGGTTCTCCACCAGCTCGGTCATCTGGGTCACCACGTGGATCTTCTCATCGCCCA
GCTCCTGGCTGCTGATGAGGGCCCTCTGCAGCTGGATCTGCAGACGCTTCCTCTGAGCCG
CGTCCTCCTCGTCTTTGTACTTCTCAAAGACTTCATCCACCTCCTTGAGGACCTCTGGAG
AAGAAAAGAGTCACCAAGTGCTGCCACTTCACATATCCATGCACCCAACCCTCGTGCCGA
ATTCGGCACGAGGGGCAAGGAGAGGAAGAGGCGCAAAAAAGAAAGCACCAATAATAAAGA
GTCAGTTAAAACCGAAGGTAAAGTTGTGAATTCTTTAGCTCAGCCATCTCAGAACAGCCC
AGCTCCTTCTACA
>CL2174Contig2
CTGGGTTTTTTGAAGTCAGTTGGAGCCTGGAAGTGCCCTCCGAGTCCCCGAACAGGGTAG
TTTGTGGCAGCGGGCGGTGATGATGATGTTGGGCCCGCAGCACCTGAACATGGAGCGGTC
GCAGCAGCTCGTCCGCTACGTGGAGGACTACCTGGAGTGCGTGGAGTCTCTGCCTCTGGA
CATACAGAGAAACGTCTCTGTGCTCCGGGAAATCGACTCCAAGTACCAAGAGGTCCTCAA
GGAGGTGGATGAAGTCTTTGAGAAGTACAAAGACGAGGAGGACGCGGCTCAGAGGAAGCG
TCTGCAGATCCAGCTGCAGAGGGCCCTCATCAGCAGCCAGGAGCTGGGCGATGAGAAGAT
CCACGTGGTGACCCAGATGACCGAGCTGGTGGAGAACCGGTCTCGCCAAATGGATTCGCA
CTCCCTGTGCCTGCAAGAGTCCTGTGACGCCGAGCGGCTACCTGTAGAGCGCCGCTCTAG
CGTCCAAGAGTCTCCTGCTCCAGAACGTGCCTCCAACCGCCGTCCCCGTCGCCAGCGCAA
CAGTGAGAGCCGGGATTCCAGCCTGCCGTCTGCCAACGGATCTCTGCTAGACGATCCCCT
TGACGATCCGCCGCTCCCTGCACAGCGAGAAAAGAAGTCAAAGTCTTCCAAGAAGAAGAA
GCGCAAGGCCAAACAGGAGCGGGACACGTCACCCATGGACAAAAGTCTAGACAAGAACAG
AAAAGACCGCAGGTCCAGGTAGTGGCTGGTCTGGAGACTTGAGACGTTCAGGAACGTTTG
TCGCTGGAGCACAGCTGTACAGCCAGAGCCCATACTTTGAACCCTGGGTGGCTGCTGTGA
GACACCCCCCACCCCCCCACTCCCATTTCTTTGTCATTTGAATAATGTGAACGTTTCCTT
GAAGATGCTAACGAGAGCTGGGTTACGTTGTTCAGACACTGGAAGAGAATGTCGTGTTCA
GACCTTGAGTTTTTTTGCTTCTTTGGGTCACAT
>CL2175Contig1
CTGGAGTAGGAAACAGCCCTACAGAAATCCAGGGCAGAAATGGGCGTCTTTTCAGGCAGA
ACAGGTTTTTAGGGTTTGTTGTTACCATACTTCAACAAAGAGGCTGCAATAGAAACAGTA
TAAAGAGATAGAAACCTTAGAAAAATGGAGCACAGAGAGAAAACCTAAAACTGACCTTTC
AAAAACCAATTTTTATGTAAATAAACAAGATCTCAAGGCAAACGGGTGAACACTGAAGAT



AGAAAATAGGAATTATGTGAGTTTTTTGGGAAAAAAAAGGACTTTCAGTTTCGTTTTTTT
ACCATAAAACATAAAAAACCGTGAAAAACGTGTGGTTTGACGCTGACTGAGCAGGAAACC
AATGCAATTTCGTCTCTTGCACACTTTACACTGATCTGCAGTCACACAGGTGATGCACCG
AATGTGACTTGACACTTGAAAACGTACTTCACTTCAATCCGGCACACAGTTCTTTAAAAT
ATATCCCCAAAGTAACAAGAGATGGCCTCTTCCCTTCTCTGACCTCCAATGACGGAGGAG
ACCGACATGTGATAGTCCACGCGTCAGACGAGCGGATGGAGCCCTGAGAGGATCTTGGGT
AAAAGATACGCAGCCATGCAAGCCTGGTAGCTATATCTCATGTCGTAGACTCATAGTGGT
AAATAAAAACCTCCACGAGAAAAGTTTTTTCTTTTGTTTTTTTGAGGTGGGATTTAGCAA
ACAGGCTTAGCATCGTGCCACATATAAATAAGAGCCCAGTCTGTGTTATCAGGACATCTT
GCCTATCTGGATCTTCTTCCAGGCCTCGGAGGCGGTGAATATGCAGGAGTCGATGATTCC
AGCGACGGTGAAGGTCCCTCCTACGATGGCACAAATTGTTGTGATGAAGCGGTAGAAGGG
CTGCCTCCTCTCTGTGTACTTGACGGTGATGGGACTGAGGTCGTATCTGAACCAGATTGC
GGGGATTATTCTCCCTGTGTGGCTGTAAGCAACATATTCCTTGTTTGCTACTGTGTACTG
GTAGGAGAACCTCTGTCTGCCTGATAAGTCTTCATATACTGTTGGCACAATCTTCAGAAT
ATAGTCATGTGAAGCCAGAGGGTTAGATGACAGCTTGTCTGCCCCTCCTAAAGCATTAAA
GGCTCCTTTGACGTTGTGTACCTGTAATGTATCTCCAAAGGCCAGCTTGTGGATGCTGTG
GGTCATGTCGGGGTTTTGGGGCTGCGCGGTGGCGCTGTGTGTCGACACATGGAAGTTTCC
TGGTACCTTATTGATAGTGAATTTTCCTTCAAACCGACAGCCCTCGCCTTGATTGATGGG
AATCTTCATGGAGTTGTCGATGTGGCCGACTTCATGGCGGCCCATTTCATCCTGAATGTC
CAGACCCACCAAATCACAGTGTAAGTTTGGCAAACTGATGTTTAAACTCACATCTATCTT
CCCCCCACTGTCTTTATCAGGGTCATCCACATACAGTTCATTTACAATCTCAGTGGCTAT
AAATCCCGTCAGCTCCGACAGGAATAGAAAGAGAATGAAGAAGCAGCATAGAATGGAAAT
GAAAGCTCCTGTGTATGTTGGCTGGGTGAGATCTTTGGGCACTTTCCTGTAGATGTCCAA
TCTTCTAACATCGAAAGGCATGATTTATGCTCGTTTAACGGGAGTTTTTAGGGGGAAAAA
ATACAGAAAACGGACAGTGTTTCTTGATGCTACCGGGTGTTTATGGGTACCGGG
>CL2176Contig1
ACATTAGTTGAGTCTGTGCCTTTAGCTTTGACCAGTTAGTGACAAGTGCCTCTTCTCAGC
TTATTGCCACTGACTAAACTGACTGTACAAGGGCAGTTCTGGACTATCACAAGCTCCTGC
TTTAACCAGGCCCCAGATTCAAGGCGAGGACATCTGCCAGTCTGAGGATATAATTTTTCT
AGAACTTGGAGGTTTCAGTCCGGACTACCTTTGGAGCCCGGGACCTTGCCTATCGGATGC
TGATTCAGCAGTGGTATTAGGGGGCGCTTGCACTTCCGTGTGGCTTTCTTCAGGTGTGTG
TGTGTCGCCAACGGCTGCAGTGCTGGACTCCTGCAGTGAATCCAGGTCATTTCCTCTTTG
AGCGGCTCTATTCTGACTGTGAACATGGCATCGTTGAGAAGTTTCATTCTTGCACTGCTG
CTGGCACTGCTCTGCTCCTTCCACACCCCGCTGGCCCCCACCGCCAAGGCGCAGGATCTG
CCATTCCGTTACGAGCAGGGTCTGATGGCTGACGACGACGATGATGATGATGACGACGAT
GATGAC
>CL2177Contig1
ATGGAAAGAGTTCCTCATAACCGGATGANTANCTGCCGNGGAAAAANCCGTCCNTTTAAA
CGTNTCCNTTAACCTNTTGTTAAACAAACGTGAAACTGTTAATTCATNTTGTCAGNGCAT
TTCATTGTATGGNGGNGATGTTCATCTAATCAGGCAGCCCTGTGATCCTNANCAGCATTC
CTCGATCANCAGCTCCCCTGAAAATTACAGCTTCCTCCTGATGGCCCTGAANCTGGATTT
CANCCTCAGGGGCCTGTGGGGCCGCGGNGATCCCCNAGGCTTCCCGCTCCTGAAAANCTT
NTGAACTTTGGGCCAAAGTCCGCTGGACTCCAGCCTCAACACCAAAGTCACATGGAAGGT
TGGAACCAGGGTGGGATCCATTGCAATTCTATCCACCTCGCACAGTGATCCCTGGTCTCC
CCTGTCCACACACAGCTCAATCAGCGCCCCCCTCAGGCCACAGGGTTCATTGACAGCTAA
GTGCAGCAGTTCTTCACTGATGAGTTGCATGAGATTTTCAGGTATGAGGAGTTTGGAGCA
GCACAGGAGGGGTGATGCGTTGTGGAGGCTCTCTGTGATGAGGGCCACGACCTCTGCAGC
CAAGGTCTCCTCCGGAGGATAGCAGAAGAAATTGCTGTCTGAGTCTGAAAGGGACAAATC
TGCCACAGAGCCAGTTTCACTCCTGCAGAAGTGATCCGCAGCATCTCTGTGACTGAGTCC
GTTCAGCTCAGTCAATCTCTGGAGCAGGTTGCTCCAGGAGAGCCGCTGGGAGCCCCGGTC
CTCCGCTGGGGTGGGCGGAAAACTACCGTCCAGAGACTGACTGCAGGAAAATGACATTTG
GAAACCAAACGGCCTTGATTGCAAATGAAATGGTGTAACAACAAAAAAAAAAGTGCAGAG
GTATCTTCTTGCAGTCCCCACTCCTGCCTCGTGCCGAA
>CL2177Contig2
GGNGGAAAGAANTGCAGTGGATCCCNCCCTGGTTCCAACCTTCCATGTGACTTTGGTGTT
GAGGNTGGAGTCCAGCGGACTTTGGCCCAAAGTTNAGAAGCTTTTCAGGAGCGGGAANCC
TNGGGGATCNCCGCGGCCCCNCAGGCCCCTGAGGNTGAAATCCAGNTTCAGGGCCATCAG
GAGGAAGCTGTNCTTTTNAGGGGAGNTGNTNATNGAGGAATGCTGNTGAGGATCACAGGG
CTGCCTGATTAGATGAACATCACCNCCATACAATGAAATGCNCTGACAAGATGAATTAAC
AGTTTCACGTTTGTTTAACAAGAGGTTAAAGGAGACGTTTAAAGGGACGGNTTTTTCCNC
GGNANNTANTCATCCGGTTATGAGGAACTNTTTCCNTGAAANGTGACAACAGGGATTGTA
TA
>CL2178Contig1
ATGGTATAGATGTGGGAACGGAACGGAGAAAAGATGTCAGCGGCGGTGGTTCAGATGTCC



TGCCGATACCGGGGCATGTTAGCGGTCAGAGCCGCCGGCATCAGGACGCTCATGCCCGGG
CTGGTCCCGGCGCAGTTCCGAGCCTTCTCGGTGCGGAAGGAACCCGAACTGGAGGAGAAC
CCGTTCTACAACAAGTACCAGGAAAAGATCCAAATGCTGCGCAGTGCCAAGCCCCAGGAG
TTCAAGGCTCGGCTGGAGAAAAGGCAAGAGGCAAAGAAAGAAGTGCTGGGCCACTCCAAG
CAGGCAGAGTTTGTGCGGTTCATGGAGCAGGAGGCGGGAAAAAAAGGGAAGACGTCCGGC
AGTGATGGAGTATCAGGAGGTTTTACCAAGAACAAGACTTTGTCGTCCATCCTGAATCTT
CAGATGATCGAGGACAAAACGGGGGAGGAGGTGGCAGAGCTGTGGATGAAATATTATTCA
AGTAAAGACACAATCAGCGCCGCCATCCCATCAAACATCTATGAGGTGATGTTCAGCAGA
TCCAAGTCCTGCCCCATGTTTCTTTACGCGCTTCCTCGGAAGGAGGGTTACGAGTTCTTT
GTGGCTCAGTGGTCCGGACATGAGCTCCACTTTACGTCCCTCATCAACGTCCAGACTCTC
GGGGAGAACGCGCCCAGTCAGCTCATCCTCTACCATTACCCGGAG
>CL2179Contig1
CTCTTTGGTTTACCTGATGCTTGCCAATCACATTCTTCATACCCTTTATCCAGACTGCAT
CACCATCGCAGAGGATGTTTCAGGGATGCCGGCACTCTGCAGAGGAGTGCAGGAGGGAGG
ACTGGGCTTTGATTACAGACTGGCTATGGCCATTCCTGACAAGTGGATCCAGATCCTGAA
GGAGTTAAAGGATGAGGACTGGAACATGGGCGATATTGCCTTCACTCTGACCAACAGGCG
ATATGGAGAGAAGTGCATTGCCTATGCAGAAAGCCACGATCAGGCTCTGGTTGGTGACAA
AACGCTGGCCTTTTGGTTGATGGACAAGGAAATGTACACCAACATGAGCACCTTGATTCC
CATGTCGCCCATCATCGACCGCGGCATCCAACTGCACAAAATGATCCGCCTGCTTACTCA
TGGTCTCGGGGGAGAAGGCTACCTAAACTTTATCGGAAATGAGTTTGGCCATCCGGAGTG
GCTGGATTTCCCCAGGGAAGGCAACAATCAGAGTTACCACTATGCCCGACGGCAGTTTAA
CCTGTTGGATACGGATCACCTCCGCTACTGCCAGCTCTACGCCTTTGACCGGGACATGAA
CCGTGCCGAAGACAAGTACGGCTGGCTGGCAGCTCCACCTGCCTTTGTTAGCGCCAAGCA
TGAAGGGGACAAGGTCATTGTGTTTGACAGGGCAAACGTGCTCTTTATCTTCAACTTCCA
CCCCAACAGAAGCTTCCAGGACTACAGGGTCGGTGTAGAAGCTGCAGGAAAATACAAAAT
CAAGCTGGATTCAGACGAGGTTCAGTATGGAGGACACGGACGCCTCGACCACAGCACGGA
CTTCTTCACAGAACCTCATCCCTTCAACGGCCGCTCCAACTCCATGCTGGTCTACATCCC
CTGCAGAACAGCTATTGTCCTGGCCAACGAAGAGATAGATTACTGTTATTAGAAGATGAT
TGTTTCCACAGAGACCGGGATTGAGAATGGATTCCTAACTCAAACTGAGCGTTAACAGTC
ACCTTCATCTTAAAGTGTCAACCTTGAACACCAGCAAAACCTACCCTTTGTGCTGGAGCC
CCCTTTTTTTAGTCTAAGTGGGAGGTTAAAGAGGTAGAAAAAAAAATTCCAGATTCTGTG
CTTTCAACTACCATCTGCAACCTTAGACACCGCGTAACTCGACTTCCATGGTCCATTTGG
GAAGCGTCCAAGCAAACAGCATCTACGTCCTAAAACGACGACAACCTCTGAGCCCATCCT
GAAGTAACCAGCAACTGTTTGTGGGTTTAGCTTAAATGCATGGCTGGCAACTCTGGCCAA
GAAAAGCAATAACATCACGACTCCTGTATTCAAACAAGTTCAATGAAGGTTTTGTGTTAA
ATAAAAACACACTAAGCAGTATTAGCTCAATGTGTCCAGGTACATTCGCTTAAACACTGT
GTACGAATAAACT
>CL2180Contig1
GCTTGACATGGAAATTCTAATACATGTACCAACTGTCACAAAGAGCCAAAGTGTAAACAC
TTATATAAAAGCTGACAGCTGTGTTACAAGTCCAGCATAGAAAGCAAGAAGGAAAAGAGA
AGGAGTTCTGCAAGGCATAGTGTGTGTAACTCTGGGCTTATCTTCCCTGCGTCATGTTCC
GCATTTTTTTGGCAATGTCGTACACGTAGGTGATGTCCGGCCTCTTCTCGGGATCCGGGT
TGATGCACATGTCTACCAAGTCTCTGAGCTCTTGTGAGTAATGATCTGAGGGAAGAGGGG
GGTAGTCGCACTGTTGAATCTTCGTGCAAAGGGAGTACAAGTTCATCTTATCCCCGTAGA
AGGGACTCTGTAAGGCAGCCATCTCGTAGAGAAGGCATCCGAGCGACCAGATGTCAGATT
TGAAGTTGTAGCCATTTTCACGTAACCTCTCAGGTGACATGTAGTATGGGGTACCCACTA
AAGAGTGAGCAGCAGTTGTTTTAGAGCTGAAGAATCTTCCCAGTCCCAGGTCTCCTAGTT
TCACCACACCAGTGGCTGTGACAAATACATTGGCTGGTTTGATGTCTCTGTGCATGACTC
TCCGAGAGTGCATATGTTCAAGCGCCCTGCAGACCTGGACAAAGTACTTCCACACCGCTT
TCTCTGGGATAAGTCTCCTCTGATTCTTGAAGTGATTAATCATTCGAGAGAGGTCCCCAG
CATCCGCCAACTCCAGGACTATGTTCAGTTCATTGTCCTCGATGAAGGATGCGTGATACT
TAATCACATTAGGGTGGTTCAGTTGCTTAAGGAGATCTATCTCTTTGATGCAATCTTGCC
GAGCTTTGGCATCCATCAAGTTGAATATCTGGATTTTCTTCAGGGCCACTGGTGTGTTGT
CTAGTATGTACCGAGCTCGGTACACCTCGCTAAACTGTCCTTTGCCAATCTTCTTCTCAA
TCTGGAAGTTTGCCAATGAGCTGTAGTCCATGTCCAGTTGAAGTGGTTTCTGGGGTTGAA
ACGGTGGCGTTTCTGCTTGCTGTCCTTGCGGCTGCATGTCCATGGACATAGTGTTAGGAG
ACTGATCCTGTGCACCCCAGGAAGTCGGACTCTCAGTTGCTAAGCTATCCCTCCTTCACG
CTACGAGTTTTCTATGGTCACTCAGGACGCTACTACTGTTGGATGACTTTTTCTTTCTTC
CCAAGGTCGGAACCAAAAGGTGGGTCTTGTGTGGCAAGTCGCACTTGGTTTTATGCTCCG
TCTCCTCACATGGAGCGCGTGTGCTACGAAGTCAGTCGAGACGTGATTTCAGGCAGACAC
TTGTGTGGAAGGCCCCTCACCACCACACGGCTCCCCCGGCCATAATGCCCGGGTTTAACG
GCC
>CL2181Contig1
GTTTTAAATGAAACCCTTTTATTTGTAAGAATGAAAGACAGGAAAAAAAAATGAACAAAA



ATCTGTGAGTTCATCATTTATGCAGACCTATGACTGAAGTGTTTGAACTGAAGGAGTTTC
TTTTAAACAAAACTGGTCAATTTTTTTAAAACAAATTATTGATGTTTTCTGATATTTTAC
AAAGAACTTAAAGAATAACCAGAAGCATTTGTACTTTTAACGCCTCAACATATTTGGTGG
CTCTTTTAGCCAACTTGTGGTTAAAAGGCTACAATAAAAAAGACTGAAGTCTTATCAGCA
TAAAGAAACTGTAGAAGCTGTTTTGTCTCTAAGCATCAGCAGCATCTCTTCATAGTCCTC
AGCTTCACCTGTCAGACTTCAGCGGGCTTCTCTGTCTGCCTCTCAGCCTCTGCTCCTGCT
CCTGCAGCTTCACTCAGCTCTGCCTGGGCTCTTCGCCGCTCGGCCTCCGTGATCGTCATG
GGGTGCAGCGGAAAAAAGCCGGCCAATCCCAAAAGTTTGGCCACTGGTTTTGTTGGATGT
GCTCCACAACCAATCCAGTACTTGATCCGGTCGAAGTTGAAGCTGACAAGCTTCTCGTTG
TAGATGTTGGGTAGGGGGTCGTAGGTACCCAGCTGCTCTAAGTATTTGTTGTCTCTAGCT
CGTTTGTTGTAAGCGGCTACGATGCGATAAAAAGGTCTGTTAGCTTGTTTATGTCCTGCA
AGGGCCAGTCGGATGACAACGTAACCCCCGTGATATTTCTTGAGGAGAAGCGATGATAAA
TGCACCATGGTGTCTGCCGAAGGTCCCCTTCAAGGACGTGAAGCAATGTAGGAGAAAAAA
TTGCAGATGTCGCCTGAGGTCTGATGGTGCCTTGGTATATGCGACACTAAAAAAAAAAGA
ACATGTTTTCTCGTGATTTGTTTTAGCAGAAGATGTAATGTGACATTTGTCAGGGCGCTG
CCATGTTTAAAACCCCCGGCCATAAGGCCCGGGTTTNACGGCGG
>CL2182Contig1
ATTCNGCACGAGGTAAATCTGTTTTTACACTTTACAGTAAACCCCAAACCACGGGTCGAC
TACNTTGACAGGCCTCGCTGCTGCCTCAGGGGGGAAGAGTGCAGCATTAATAGGTTCCAG
CAGGTTGAGAGTCGATGGGGGTACAGCGGCACCAGTGACAGAATCAGATTCAATGTAAAC
AGAAGAATCTGTATAGTTGGTTTTGGCTTATATGGTTCTATACATGGACCCACTGACTAT
CAGGTCAACATACAGATCCTAGAAAGTGACAAACGCATTACTCTGGGACAAAACGACACG
GGCTTCAGCTGTGACGGCACAGCAAACACCTTCCGGGTGATGTTTAAAGAGCCGGTGGAA
ATCCTTCCCAGTGTCAACTACACTGCATGTGCGACCTTGAAGGGTCCAGACTCACATTAT
GGCACGAAAGGGTTGAAGAAAGTTACTCAGGAGTCCGCTACAGGGGCCAAGACAACATTT
TTCTTTTTTAGCTCACCTGGAAACAACAATGGTACGTCAGTGGAGGACGGGCAGATACCA
GAGATCATTTACTACACATGAACCCAAGTGGTCTGGCTGAGATGGACTTTGTGCCTGAAA
ATCTTGTACATTTAAATGTGTGTATATTTGATGGCAAAAAAAAAAACCACAGGTGTAGAT
ACATAATCTGGAATGTAGGAGGGCTCGTGGGAAAAATCACAGCTTTAAGGGCATGAAAGT
TACTTTTATTTGAAAGTTAGCTGAAAAATGTGTCTTGTCATTGTTATTTCAGTGTCCCAC
AGCAGTCCACACTGCCCAAATTATCCTGCACGTACAGGTACAACCTGTCATTTTGTCTGT
TTGAGCTGCTACCTTTACTTTAAAACACAATTTTATTGTGAACTGTGATCATTTATTTTA
CAGTTTTCCTCAGCTGTTTCGTGTCTACGTTGTGTAAAACATTCATGACTGTTGTGACAT
TAAACTGGCACAAAATG
>CL2183Contig1
AGTTGCTCAAATTTTATTCTGTGGGTCTGGCCTTCAGTTGCCCTGTTTCAAAAGTTACAA
AAACACCAGACGGGCCTCCATCTATGCTTTCTGCTGCTCAGAAAGCCGTCTTTTCTCCTG
CGAGAAGTTGAAGTGTGGCGGAGTCGTTGTGAATGTGCAGGGAAGCTGGCCGCAGGTTCC
TGTCAGCTGTGGGCTCCTGTGAATCCTCATCTCCTGGATGCAGCTCCAGCTGTGGACCTG
ATGCTGTTCCGCTGTCACCGAGCTCACACGGCTCTTTCTCTTCAGGGACACTTGAAAGCG
CCTGGTCCAGGATGGTGCAGTTTGATTTGGAGATGTTTTCAGAGGCGGGGTCTGCTTCCT
GTTGGCAGGACTCATCTTTCTCTGTCGCGTCTGTAGATTTACTGGCAGCTCGCAGGCTCT
TGGCCACTCTCATGATGTCGGCCTGCAGCTGCCGGTGAGAGTCCACCGGTGAACTTTCGT
GTTCACATGCAGCTTTTCCTTGCACTTCATTAAAGGATCTAGCTCCTCCGGTCTTGTCCC
TCTCATCCACATACATTTTTGAAGGAAACGAGGCAGGATAGTAGGAATTCACTTTGCGCC
TGCGGCTCATCAGAAGCCCTCCGCAGATCATGAGGAAGACCAGAAGGACCAACGCCGTTA
TCACCAGGATGAGGAGCACATTTTTCTCCAGGAAGTCAACCAAGTCTTTGAGGAACTCCT
GCTCTGCTCTGGCAGGTTCTGTCGGAGTTTGGAGTTTAGTGGAAGGGACTGTAGTGGACA
TGAAGGCGTTTGTGCTGATGAGTTCCTCCTCATCTGTACTTCCCTCCAGACGACTGTAAA
AAGTTGTGGGTGTGGCCAAGCTGCAGCTAAAACACAAAACCACACACAGACCGACGTGAC
GAAGGACCAACAGGAGCATCGTTTCCTCTCAGGATCATTCAGCGTGGAGGAGGGCTGCGT
CTCTACTGAAATCCCCTTTGATGAAGGGAGAGCGAAACCAAGACGTGAAGCCTGCAAGCG
ACAGCCTGGTGAACCCCAACGCTTCTGCAGTTTCAGGTTTCACTGGGGTTCGTCTGAACA
GTGCAAGAAAGATGCCATTAAGCAGGAGTGCAGATCCCTCCTTCTGGCCCTTCACTGTTC
TCCTCCCCCTTTGGTTTCCTTCGCTGTGTCTGGACTCCCCGGCCTGCTCCGTGCTCCTCC
ATCAGCACACCTGTTCCCCCCGGCCATAAGGCCCGGGTTAAACGGCGCGCTGAAGG
>CL2184Contig1
TTCNGCACGAGGCGAAGTCCCAGCTGCTGCGATATGTCCTCCACACGGCGCCCAGAGCCA
TCCCCACTACCGGGCGGGGGTCGTCTGGCGTGGGTCTCACGGCTGCCGTCACCACCGACC
AGGAGACAGGCGAGCGGCGCCTGGAGGCGGGCGCCATGGTGCTGGCCGACCGCGGCGTGG
TGTGCATTGATGAATTCGACAAGATGTCCGACATGGACCGCACGGCCATCCACGAGGTGA
TGGAGCAGGGCCGCGTCACCATCGCGAAGGCCGGTATCCACGCACGGCTCAACGCCCGTT
GCTCCGTGCTGGCCGCTGCCAATCCGGTCTACGGAAGGTATGACCAGTACAAGACCCCCA
TGGAGAACATCGGCCTGCAGGACTCTCTCCTGTCTCGCTTCGACCTTTTGTTTATCGTTC



TGGACCAGATGGACCCGGAGCAGGACCGCGAGGTCTCTGACCACGTGCTGAGGATGCACC
GCTACCGCGACCCGCGCGAGCAGGAGGGGACAGCTATGGCTCTGGGCGGGAACGGTGGAC
GTGCTGACCACCGAGGATCCGGACGCGGCGGCGGACGAGCGCGAGGAGCTGCAGATCTAT
GAGAAACACAACGTCCTGCTGCACGGAAGCAGGAGGAAGAAGGATAAGATTCTGAGTAAG
GAGTTCATGAGGAAGTACATCCACATCGCCAAGGCGGTGACTCCCGTGCTGACGGAAGAG
GCGGCCAATCACATCGCAGAGGAGTATTCCAGACTGAGGGGCCAGGAGCAGCTGGGATCG
GACATGGCGAGGACCTCCCCAGTAACGGCTCGTACTCTAGAGACGCTGATCCGCCTCTCC
ACGGCGCACGCCAAATCCCGCATCAGCAAAGTGGTGGAGCGCGTGGACTCGGAGGTCGCC
GTGGAGCTCGTCCAGTTTGCTTACTTCAAAAAGGTCCTGGAAAAAGAGAAGAAGCGCTCA
AGACAGGAGCGCGACTCCGGTTCAGAGGATGAAGAGGAGGAAGAGGCGGTCTCACAGCGA
TCACAGAGCAGCCAGAGGAAGAGGGGGCGACGTGGATCTCAAAGCTGCGAGCCTCGCAGC
CCCTACGACTTCACCGAAGAGCAGGAAGTTCCTGAGATTCAGACTGGAATCTCCAAGGTA
ACCAAACCCCAGCGGCGGCAGGAGGAGGAGGAGGCCATGGACGCCACGCCGCAGGCTGAA
GATGTAGAGCTGTCTGCTGAGAGGCTGAAGGAGTTCAAGTCCTCGCTTTTCGCAGTCTTC
CAGTCCGCACACGCTCAGTCGGTCAAGATGGCAGCGCTGATGGACGGCATCAACAAGGAG
GGCGCGGCAGTCTTCACGGACGCAGATGTCCGCACAGCTTTGGCGCGCATGCAGGACGAT
AACCAGGTCATGGTGGCGGATGACATCATCTTCCTCATCTGAGCGAGGATGATGAGGGAC
TGTTTGTGTGTGTTTGGTGGAACAAGGTGGATTTTTCTCAGCTCTGCTTTTGTAAATAGT
AGAAAGGATCTGATATTGTTAATCTGTCAAAGTGAAAAACGAATAAAATGATGCACAAGT
CTGAAAAAAAAAA
>CL2185Contig1
AGTCAGGAAGTCAGTTCTGAGTTTTTCCTTTCATTACCTTCCGGTTCTTATTTGTGTTTC
TGTCCTTCTGTCGTTGTTAGTTTGGTGGCATGGCCGTCTGCGGCAGACCCCTCAGTGTCT
GCTTTCTACTTTGACTGACAGCTGTCGTAATCAGGGTTGATGGATCTGTTAGTTTGGAAG
ATTCCAGAGCATTTACATAAATGTTCTGACCAGAGGTGTAAAGTACTTGAGTAATGAATT
CCGGACCGGTACCTGCAGGCGTACCAGCTTTGC
>CL2186Contig1
AGCTTTTTCTGTGTTATATTGGAAGCAATAAAATTTTAAAGAGAAGTTGATCTGATTGAG
GAAAAGCTGTGTTGATAAGGAATTATTACACGAGACTGCAGATTTTTCACTACCAGTCTC
TGCAAAACAGGATGTAACCATATGAAACCACCAATGCACCATGCAGTACAGGGCAGTTCA
TCTCCATTTATTCTGAAGCCCCGATTCACAGAAATAAATCACTCTGTTGCATTTTCCAAA
TGCTCAACTTGCTGAGGCACAACACTGCTCCCTTTGTTATGCCTCTGCCTACAAGCAACA
CGTGCCAGGCTGAGACCCAAAGGGGTGGGCACACAAGCAATGGAGGTCTGGGTGTTAAAA
AAAAAAAAGTCAAANANAANCCCCAAGTATCNCACAGNGACCAAGGAGGGNGCAGGGCAT
GACCGNGGAACTAAACCGAGGGCANAGGGAATATTTTCATTCGTCATCCATGCCCCCGCA
TAAACGCAAAACCAACCAGAGCATCCATGCCGGCGTCAGCAGCAGGAGAGTGACCTGAGC
ATCTGCCCACTGCAAAGACCCAGGCCAAAGCCTGGATTTAGATTTTCTGCACAGCTGCAG
CAGTGAGGCCCTCCAAACACCACCGATGAAAAAAACATCCAACATTTGCTCAAATAAATG
TACAACAGATTGTTTTACTTAAAGTACCAAATGATAGAGAACTTGAACTGAAAGGAGTCA
AAACGTTTACAAAATATGAATGTTCATAAGAAATGAGGAAGTTTGTTTATTTACTTTAGA
ATCATGTGACTTTCTGCAGGTCAGTTAGTCCAAAATGTGTAGCTTTAAAAACAACAGCTT
TCATCACATGCAGTTTTTATACACAAAATCTGGCTGATGGGGAAAAGAACAATGGACAGG
ATGAGTCAATTTTTGGTCTTTTTCTTCTTTGCTTTCTCGGTGTCGTCAAAGGCTTTTCTC
TTCGCTGCGAGTTTGTTCGCCTCTCTTATTTTCCGCTTCTTTCCAAACATGATCTTGTCG
TAAAGGTACTTTTCTTTTTTCTTCATCATCATGATGGCGAGACGCTTCTCCTCTGCCTTC
TCCTCCTGCTCCAAGCGCACCGGATTTTCCATCTTCATTTTTCCAGGTGTCACTTTTACT
TGCAGAGACTTTCCCTGGGATTTTTGTTTTTCCATCTCCTTAAGATTTTTCTCCTCTGCT
TCATCTTCGTCATCCTCATTTTGCTCCTCATCCTCTTCATCATCATCCTCATCATTCTCC
TCTTCTTCATCATCATCATCATCATCCTGTTCTTGTGCAGGTTTCTCTCCTCGCTGTAAA
GCCATTATCTTCAGTTTTTCTGGGGGCACATAATCCCCGTCTTTCTCCTCCACAAATGGA
GACAGGTGAGGGGGCAGGGTCACCCCAAGAAAATAATCCTCCACGGGCAACAGCACCTTG
GCGTTAACACAATCATACACCCACTGGGGCTGGATGTAGTACCTGTTGATGTAGCTTTTG
TCCACATTAGGTCTGTCCACAATTTGATGTGTGATCGTCTCGTCTGTGGCATCATACGTG
CTCCCAATGCAGACAGACCTGTCCCAGGACACCTCTCCACCAAAACACCTGATGACAAAA
GCCAGTGACTCTCTGGGAACTTCCCTGTTCAGGAAAAACTTGAGACACCAAAAATCTTTT
TTTGGGTTTCCAGCTGGATTTGCTCCTTTTCTCGAGCTTCGACTTTCTCCAAATCCTCCT
CCTCCGTAGGAAACGCATCGAGCTGAGCATCTTCTTCCTCTGCTGTAGAAACAACCCGGG
CCAGGCTGGCACTGAGAGCTGCAAGTTTAACAAAGGTAGCTCTCTGAGTCCATAGCATAT
TCATCTTCATTCTCTCCCTTGAGCTCCGACTCTGCTTGAATGTCCAGCTTTGCAGGATAG
ACCAGGTTGAGGGAATGGTAGAGCCTCAAGTTCACAAACCCCAGCAGGGTTGTGTACAAC
TCTGTGAAAGTTGCCATGACTCTGTAGTCAACATCTGTTGGGTGATCATGGGAGAACTGA
TAGGGCACCAGCCATGTGATGAGCTGTCCCATCACCTCAGCCTGATAGTACATTCCCTTG
ATGGAGACGAAAACCTTTCTGAGAGAGCGTGATGCAATCACATAGTTCATCCACTCCACA
GTGAGGCGTCTGCAGAGCTGGATTGTTTGGACGTGACATTTTCCCGTTCTGGCAAATGTG



GAGAAGAGGAAGCACATGCAAAGGGCGTCGTCGATATCACGGAGGGCATCGATGAAGGAG
GGGTATCTCTCTTTAATGATGTGGTCCAATTTATAGGTTGGCTTGTTTTCTTTCAGTCTT
TCAACTGCAGACCACTCCGTTTTTCCATAAGCCTTTCTCAGTTTCCGTACAAATATCTTG
TATTCTCTGAACTTGGCAACTATGGGCTCATGCAGCAGAAAACGAATATCTTTAAGCAGA
TAAAAGGTCCTGGGGGCAGTGGAGCCCTTGTTGACCTTCTTCTTGTGCTTCGGCTCATGA
GGATAGATGCCTTTAAGAATGCAGAGTCGTCTGAAGTCTGGTAGGCTCAACTGTAGCTTC
TTCCGAGCTCTATTTCGTGTAATGTAGTTGGTGGCAGAGCCCCTCTCAAACTTTTTCTTT
TGAGTGCCGCCCATACTTAAGAAATTAGTTTATCTGAAATAAAGCCAAACAAACCGTTTT
TAACTAAATATGTTGTCAGGTAGTTAAAATCTGAACACGACCACCATGTTTTGCTGTAAA
TGCACGTGTTGTTCCCCGGCCATAATGC
>CL2187Contig1
TTTTTTTTTTGAACAAAGTATCATAATTTATTTAGGACAAAATTGAAAGCAGAAATAAAT
ACATTAAAGAACAATGAGGTGTATCATTCACTTTTCACACCAAACAGTGAATATGAAACA
CTTTCAATGGAAACAAACTAAAATCTTTATGCCCCAATAGGTCAATGAAACTGAAAGTTT
TAGCTATCCAGTTTACATCTCCAAAGCACTTCATCGAACAAAGGTTAGCTTGCAATTGAT
TTGTCAAACAAAACTGATTTTCTGCCATCTTGCACACCGACAACAACACAAACGGGTACC
TTCAAATTAGAAATGTTTACAGGACTCCAAACAATGAATACATATTAAAAGCAATTAAAT
CAATTTATAAAGGAAATCATCAAATTTGAATACTTTTTTGTGAAATTGAGATTAGAAAGA
TTAAAAAATAGTTTTAACCGCAGATAAAAAGGTGTTAAATCAACCAAAAAGGATTTTCTA
AAATTTAGGCAGGATGGATACATTCATTATGTGCAATCAAACTAAAGCTAAGACTTCTGA
CATCAGGAGCTGAAGTGTTGATATGATGATGCTGGACTTTGTTGTGTACACAAAAATAGA
AAAAAGCAATTATTTTCATATATTTCATTTATGTTAAGATGATGATCATCCTGCTGAAAT
GTCAGGCCAGGAACGCACCGGCTGTTAATACCTGGCACCATAACCCCTACATTCCTGATA
CGACTGGACAATCGTGTTTGCCAGCAATCCTTATCACGACAATTTGTGCGTATATTAAGA
CACAAAAAAAATACGATGTAACGAGTTTTGATAACATTTTAAAAAAAGAAATCAGATTTT
CTCTGTACCAGGATTAGACTAAAAGCAGCAAAGTTGTGGTACAGTTTTTTTTAAACACAA
GTGAGTATAAAACATACAGCAACCACAATCAGGGGGAGTGAAGGGGGCGGGGGGCTTACT
TGGCACAATTTTGCAAGTCAGCAATTCTCCCATACAGACAAAAACCAACATGGAAAGAAA
AAAATAAACAAGGTTGCAGAACATAAAAGTTGTATTTCATCATCAACAGCTGACATGGCC
GGCTTTTGATCCCAATGCCCTTTCAGATTACAGCCTCGCCGCTGCCTTCCCTTCGAGTAA
CCTTTGCCGCTTAAAAAAAAACAGTGTGGAACGCTCAAGTGGCTGCTAAAAACAGTCCAG
AACATGTTGATTAAAAACATTACGATTCTACTGGAACGCTTGTCATTTCAAAAATGCACA
TTTTGTTAAGTTAGACTAGATTGAAATCAGATTTCGGTCAATGAGATGCCCTCCCCGTGC
AAACTGCATCTCCTTTTGCACTTTCCCAGCAGCTGTGCAGCTTCTCCCTCCTCCTCCTCC
TCCTCCTACTATGAAACAGCAGCTCACTGTTCTGTTTGAAAATATAGTAAAAGACCGAAG
AAAACTTTTGTTGAATAAAGAAATCACCTTTATAAGAGACAAACACAAGGCCCATCAAGT
ATGGCAGTTACCAGTTTCCTTAAAAAAAAGTAAACCTTCTAAATTTGAATATATGATGAC
AAAGTCATGTTGGATGCGTTTGAGACATTTTCTAATGTGAGGGTGGCATCTTTACAAAGC
ATCACTGTGGAACAGTAACACTCATTAAGAAGTGCAATAATAAGACTTGGAATACAAGGT
AGTTAGTTAGACACCTAAATTCAAGGAGCTCAGCTGCATGTGTTCATGCTTTAGGAGTCT
AAAAAAGCTAAAACAAGAATTACAAATGACTAAAAAATTAACCAAGAATAGAAATCAAAA
TGAACAGGTATTGGTCTAAAATCT
>CL2188Contig1
GGCGCCGTCCCACGCCGACGCCTCCTTCACTGCATTGATCCAAAAGCAGGAGCGACGCCC
TTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTGCGGCTGCGTCAGCCGCGTTTATCAGC
GTCGTATTTATTATACTTTGTACTTGGACATTTCCTAACTGATGACAGCTGTGATCTTGT
GGGAGGCGGCCTGCTGGAGGCTCCTCCTCCTCAGACTCTGTTGTTTTCCAGTCGCCCTGC
GAGGGCAGAGCGTCACCGCCATCGCTTTTGGGGCGCGCTCACTTTTGTAAGTCCTGAGAG
GAGGCCGTTCAATGCGGCCGGCCGGCGTCACTTTGGCGTGAGGAAGAGGAGGAGCCGTCT
GCTTCATCCACCCACAAGTCCAGTAGCGTCACTCTGCAGCCAGCGAGTACGGAAGGCAAA
AAGGGACATTTTAAAAATTAAAAAGTGTCCTTTAAATTGACCAAAACATGTCAAAATAAA
ACATTCATACTTGAAATAGTTTATGAAATGAAAACAAATTCAGTATTTAAACAAATGAAC
ATAAATCAGAACTAAACACGTTAAAAAGGTTTAGCATGAATGTGTGTTCAGTTTAAATCA
AAGTCATTTAACAGGATTTTGGTTCTTTTGATCTGGTTTGTAGATAAAGTGTTTTTGTCC
CTTTTGGCCTTCCGTAGATGGACCTCCTGCTCTGGAGCTTAGTTTGTAACCTGCAGGTGA
GCGTCTCTCCAGCGTTCAGCAGAGCGTCTCCACATCATCAGAAACATTCCACTCCTTCCC
TTCGTTTGAGTTTCCATTTTTCCCGGTGGAGCCCGGCTTGCTTTGTGGACGTTCTTTCCT
GCGTTCGCCGTCTGCTGGCGCCGACTTTTACTCTGCATGGTTTGTGAGTCCGCATGCCTG
CTTGTCTACGTAACTGAAATGTATTTGCACAACAGAAGAAGAACACTGGAGGACTCTGCA
GCCCAGCGATCAGGTCTCCATCCTCTGAGAGACACTCGGGTCCAAACGACGGGAAGCATT
TCTGGGTTTTGCTGCACTTGGGACGCGCCGGGACGCTTTGAGAGAGACGAGCCGGCGCCC
TGAGGACAGAGACTCCAAAGAATGTTCCTGTTCACGGATCCTTTCTGCGTCCACAGACGG
CAGGGGGGGAGGGCATGGGTGGCCACGCCCACCCGGGCCAGTTCTCTATAGATATAACCA
CTGTGGCTCCAGAGCAAACCTGGTTTACATGTAAATGCTAAAACTATTTTTGGTTGTCGT



TTGTCCGTGTTGATGAAACTGTTCTTTCTTTGGGACCTACGNCTTTGAACATTTCATCAT
CTAT
>CL2189Contig1
AAGTCTGTGGATACCGCTCTAACTAAGTACAGCACTTTGAGAATTGTTCACATCGGACGG
ACTGAAGAGGGAGGCAAGACCTGTGGACCGGGTTTTCCCTCGCAAGTCTGAGTCGCTGCT
TATCCCGTGAAAGAAGAAGACCCTGAAGGATAACACGCGTGGACGCTTATCTGCCTAATT
TCACAGGAGGCTCTTTTTCACGCAAATTCTCCTAAATGTTTGGGATTCAGGAAACTATAC
CGCGGGGTGGGACGACGATGAAGGAGGAACCGCTGGGTGGACTGAACTCGGTCCGCTCCT
GGATGCACACAGCTGGGGTGGTGGACGCAAACACAGCCGCCCAAAGCGGTGTCGGCTTGG
CACGGGCACATTATGAAAAGCAGCCCCCTTCCAACCTCAGAAAATCCAATTTTTTCCATT
TCGTCCTGGCGCTGTATGACAGGCAGGGTCAGCCCGTGGAGATCGAAAGGACAGCTTTTG
TGGACTTTGTGGAGAAAGAAAAAGAACCAACCAGTGAAAAAACTAACAATGGGATACATT
ACAAACTACAGTTATTGTACAGCAACGGTGTCAGAACAGAACAGGATCTTTACATACGGT
TAATCGATTCCATGACGAAGCAGGCCATAGTTTATGAGGGTCAAGACAAGAATCCAGAAA
TGTGCAGAGTTCTTCTTTACTCATGAAATAATGTGCAGCCGATGCTGTGACAAGAAAAGC
TGTGGGAACAGGAACGAGACTCCGTCAGACCCAGTGATCATCGACAGGTTCTTCTTAAAG
TTCTTCCTCAAGTGCAATCAGAACTGTCTGAAGAATGCAGGCAACCCACGAGACATGCGC
AGATTTCAGGTTGTCGTATCGACGACCGTCAATGTGGACGGCCATGTCTTGGCTGTCTCT
GACAACATGTTCGTACACAACAATTCCAAGCATGGGCGAAGGGCTCGCAGACTCGACCCT
TCAGAAGCAGCCACCCCATGCATCAAGGCTATCAGCCCCAGCGAGGGATGGACCACTGGA
GGAGCTACTGTCATCATCATTGGAGACAACTTCTTTGATGGCCTACAAGTCGTCTTTGGC
ACCATGCTTGTATGGAGCGAGCTGATAACTCCCCACGCCATCCGTGTCCAGACTCCACCT
CGGCATATTCCTGGTGTTGTGGAAGTCACGCTGTCCTACAAGTCCAAGCAGTTCTGCAAA
GGTGCCCCTGGGAGATTTGTCTATACTGCCCTGAATGAGCCAACCATCGACTATGGTTTC
CAGAGGCTGCAGAAGGTCATCCCTAGACACCCCGGCGACCCTGAGAGGTTACCAAAGGAG
GTGTTACTGAAAAGGGCGGCTGATCTTGTTGAAGCCCTGTATGGAATGCCTCACAACAAT
CAGGAGATCATTCTGAAGAGGGCAGCCGACATTGCTGANG
>CL2189Contig2
TTCCACCTCTCCTGGTGTACGAGGAACACCTCCACTGGTGATCAGCCTTCGCCTGTGTTT
GTCTTGTGGAGAAGCAGCAGCACCTTTTTGCAGGAGTGGGGTTTTTTATTCAACAAGAAG
TCCTGAAGGTTTTGGATGCGGTGCTTTAGGGATGTGGGCACTTTGAGAGCCGCATCACCC
TCAAACACCAACAACTGCCATCGATTTTTCTGTGAATAGCCAAAAAAAAGAGAAAGGAGA
GAAAAAAAAGAAACAATAGCAACAACAAAAAAAATCTTATTGAACAATTCACTTTTCCAG
TCTGTGGATACCGCTCTAACTAAGTACAGCACTTTGAGAATTGTTCACATCGGACGGACT
GAAGAGGGAGGCAAGACCTGTGGACCGGGTTTTCCCTCGCAAGTCTGAGTCGCTGCTTAT
CCCGTGAAAGAAGAAGACCCTGAAGGATAACACGCGTGGACGCTTATCTGCCTAATTTCA
CAGGAGGCTCTTTTTCACGCAAATTCTCCTAAATGTTTGGGATTCAGGAAACTATACCGC
GGGGTGGGACGACGATGAAGGAGGAACCGCTGGGTGGACTGAACTCGGTCCGCTCCTGGA
TGCACACAGCTGGGGTGGTGGACGCAAACACAGCCGCCCAAAGCGGTGTCGGCTTGGCAC
GGGCACATTATGAAAAGCAGCCCCCTTCCAACCTCAGAAAATCCAATTTTTTTCCATTTC
GTCCTGGCGCTGTATGACAGGCAGGGTCAGCCCGTGGAGATCGAAAGGACAGCTTTTGTG
GACTTTGTGGAGAAAGAAAAAGAACCAACCAGTGAAAAAACTAACAATGGGATACATTAC
AAACTACAGTTATTGTACAGCAACGGTGTCAGAACAGAACAGGATCTTTACATACGGTTA
ATCGATTCCATGACGAAGCAGGTAAGCTGCTGCATTTGGCTTTTATGCATTTCTTTTACG
CACATCCACATTTGCCA
>CL2190Contig1
CTTGCTGCCTATATCGAAGTTTAAAGGAAGGGCCGTATTAAAAAAAGCAGACAGGGGAGG
GGGAGTGTGCATCACTGCACAGCATACTCAAACAGCCCATGTTTGTTTTTTGTTTTCTTT
TTACTTTACATTGTTCTTTTAAGGGATACAACATGGCAAAGGCGATAATTGGACGTCTGA
GGATATTATTATGCTAAACAATAGAAAGAAAAAAAACCTGCAGGTTTTTTGAATCACAGA
TTCAGTAACATCTTCCCGCATCTCAATGTGCAGAGAAATGAGAGGAACTATGGGAATTGA
AATACAGATTGTATGAATTAGCATAAAACAACCTCATTTGGACTAAAACATCATTGTTTC
CTTCCACTCCAATTCCCACAATGTACATTTAATATGCCCAGACCAGCTGGTGGTGGCACT
CACATTAGTGTTAGTTATGAATTTTTGTTTTCACCTTAAACTTACTGCCTTGGATCTGTT
TTTGTTTGATAAACATTTCATTTTCAGTTTAACCTGCAACTCCTCCTGACTTTCCTGTCT
GTATCTTCATAGCGACAAGATGTCTTTGTTTAAACCTCGTTTCACACAACAATGTTCGGC
ATCCTAATGCATGTTCTGTAAAGGCAGATGTTAATGAAGGGACTTTATGGTTTTATCACC
GAGATGTGAGAATATTTTCATGAACATTTCTGACAAAGTGCCTTGTTTTCTTGTTTTAGT
GCTTCTTTTATATGTAAAGTATATACTTATGAGTCTAAAACACTAAAAGTCCTTCTGCTG
TAAATCTATATCAGTGGTACTTGTGGCCGATTTTTCCTTTTAATATTTTTTTTTTAATCG
TAATTCTACATTTAACAAGGATCTTTTTCCTGGTTGCCTCAAAGCCAGCACTAAATGACT
GCTGTATTTCTACGATTGTGCTTTATTTGGAATAAATGTAATCCACATTAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAACAT
>CL2190Contig2



CATTGAGATGCGGGAAGATGTTACTGAATNTGTGATTCAAAAAACCTGCAGGATTTTTTT
CTATTGCTTAGCATAATAATATCCTCAGACGTCCAATTATNGCCTTTGCCATGTTGTATC
CCTTAAAAGAACAATGTAAAGTTAAAAAAAAAAAACAGCAAACATGGGCTGTTTGAGTAT
GCTGTGCAGTGATGCACACTCCCCCTCCCCCTCCCCTGTCTGCTTTTTTTAATACGGCCC
TTCCTTTAAACTTCGATATAGGCAGCAAGTAAACACCATTCCAACGATCTGCACGCAGGC
AATCCCAATCCCCACGGCTCCAATAATCTTCAGGTGGTCCTGGATGAATTTTTCTAGTTT
GGTGATGCAGCCGCCCTCCACCTTGTAGATGTTGGAGGGGTGATCTCTTACGCCGCACTT
TTCTGTGAGAGTCTTGCAGCAGCTGTCCGGCACCTTCCTGCCCGTATCCATAACCCAACT
GTTCTCCTTCCAATCAGACGAGCTGTTGCTCCCACAACATTTGAACTCCTGCTGCAGCTT
GTCCACAGCTCTGGTGATGTGCTCATAGGAGCCAACTTCATACTTCCTGATCAGAGTCTC
CTTCAGGTTGAGTTTCAGCTCCTCGTTTAACTGCTGGTAATAGATGTAGGCTAAAACACC
AGCCAGGACCTCCAACAGGAAAATACACAGCAGCAGGACAAAGTACACTCGAAGAAGCCT
TCTCTGCTCCTTGAAAGTGGCACAGCAGCCGAGCACGCCCGTTACCATGACGATGGCTCC
GGCGAGGACCAGTATGTAGGCAGATGCAGCATAGGTCTTGGAGGGGAGAAGGCTAATGTA
GTCGCTCTTCTCCAGCAAGGTCCAAACGCCCACCCCCATCACAACAACCCCTGCCAACCA
AAAGAAAAAGTTGAAGGTAAACAGGAGGTACTTCAGGCAGATGGTTCCACATGTTTGTTT
TTTTTCCTCGTAAACTCCCATGCTGCTGCTGATTCTTGTCGCTTTTATCGCCCGGCCATA
>CL2191Contig1
CCCGGGCCTTATGGCCGGGGACACAACACAACCTATCGCACCTCGGCGCGCACGCACACA
CCAAGGACTATTATGGACCTCCATCGGAACACTGTGTTAAACCAAATGGATTACAGTGAA
GATCCGAAGGAGGTGAAGTCGTCTCAGCTGACGGAGGACCGCCTCGACAGCGGCATAGAC
TCGCTGAAAGAGGAGGAGTACCAGGCTGTGGCGGCCGAGATCCATCGCCTCCAGTTGGAC
TGTGAGCACAAACAGCCCGCCGCCGTAACCGGAGAGCCGCTGCAGGAATGGCAAACACAG
ATCACGGAGGAAGGGGACACGCTGCTTCACTTGGCTATCATCCACGAAGCCAAAGATTTC
ACCCAAAAAATGATTAACATGACAAAGAACACAGACTTCCTCAATGCGCAGAATGACCTG
AGACAGACTCCCCTCCACCTAGCGGTTATAACTAACCAGCCAGATGTGTGTTACGGCCTC
ATCGTGTCGGGCTGTAACATCACAGTGGTGGACAACAATGGGGACACACCTCTTCACATT
GCTTGTCGTCACGGCAACCTGCATTGTTTCAGTGCTATTACACAGAACTGCCGCCCAGAG
CAGCTACACACGGCGATGGCGACCTGGAACTATAATGGTCAAAACTGTCTTCACTTGGCT
TCCATTTATGGTTTCCTGTTGCTGGTTGAGAAAATGGTGGATCTCGGGGCTGACATAAAC
ACGAGGGAGCAGCACAATGGTCGTGGTGCACTGCATCTTGCTGTAGACCAGCAGAACCTC
TGCCTGGTCAAACTGCTGCTAAAAAAAGGGGCAGACCCCAACCTTCTGACCTCTGGAGGC
TACACCCCGTACCACCTCACTTACGGCTTAGACAACTGCGACATCAGAAAAGAGCTGCAC
CCGTTGACCCATCCTGATCTGAGGGAACTTCCCGACAGCGACTCTGAGAACAGCGAGGAA
GATTCAGACGAGGAGTTCGATGAGGGGGTTATGTATGATGACATCAAGTTGAACGGGCAT
TAGCAAGAAACGGAAGCAAAGTTGTCATAGAGGCGCGAGCCGCAACGATTGATGACAGCA
ACAAAAGAGACATGGCACTACATGTAGGATTTCTGCAGTGCGGCTCCAGAAGGATCAGCG
ACCAGAATGCCGAGGCTGGTGGCGTTGACGCCTCTTCGGAAATGGGACAAGCAGCTACTG
AGTCAGGCTGGATGGATCAAACCTAATGCTATAGGAGAGAACTGCTGGCACTGCAAGTCA
TTGACATAAAGAAAATAAAACCCAAGCGGCTGTACCTGTGACAGCCCTGTTGTATGATAC
TGTAAATGCTGTGTATACAAAGATGTATTTTTTATGAAAGCTGTGAACATGTACAGTTGA
AGCGGTTGTATATGTCAGACAGTGAACAGTTCGAGTGAACTCCAGTTAAATTAAAACACT
CATATTTAACACAAAAAAACTGAAAGA
>CL2192Contig1
GACAATCATTCACTTGCAAGATGTTAGAATCATATTTTAAAAATGATTTTATTCTCAAAT
GTGTCAAGCCAAAAGGTTTTCTGCAGAAAGCATTTTATATTGAAAGCATAAATGGCACAT
CTAAACTTCAATCTGCTTTAAGCTGCACATTGGGCATTTATTCCCTAGTAAACCTTACAT
AATAAAAACAACGTATGAAAACATGCTAACGTAAAAAACTGATGTCAGAAATGTGTTTGC
AGCAAACAGAACAGAAATCTACAGTGTGGCCAGGTACATTCAAAGATTGAAAACGCTTCT
GCTTTGCACTTTAAGCTTCATAACAGTTTAAAAAGTCTCAGCTGAACTGTAATGAGTAAT
ACTTGCATAAACATGTAAAAAGAAACCCATCATAATTCTGAAAATGTTGTTAATTTCCCA
ACATCCAAGCAGGTTTCTTATGCATTACGGACAAAAAGGTGGTACAAAAGCTATCTCAGC
GCTGCATTTTCCCCTTTGCAAATCCTCTTCAAAGGCGGTGCCCCCGATTCATCTACCGGT
AGGTCCTCCTGCTGTATATCTGAAGCTCCCCGTTTGATGGCTCCAGATGAGAGAGGGTCC
TCTTTAATAAGAGTAGGTGGCTCATCTGCACCTTCCTGTCCCAAATGGACTGGTTCATCC
ACACTCTCCTGGCCCAGCATGGGCGGCTGGGAGTCCTCCGCTCGGAGGCTGAAGGTATGC
GGGGGGCTGACCTGCTGGGAGCTGGAGTTGCTGCTGCTGTTGTCCATTTTTGGTTGATAA
ACGTCTGACATGAAGCTTTGATTGCTGTTGTCATCTGTGAAATCCAGCAAAGAGTTGGTG
TTTTCCAGAACCACATCCTTCAGTCCCCTAACGTCTCCACCCGTAGATTTGGTCCGAAAG
ATCTGTTTCGTTTCAGTGACTGGAACCCACTTGAATATGCGCAGGGACGTGTCTCCAACC
GTCACCCATTTCTTCTCCCATTTGCGCACTTTCTCGATGGCCGCCAGGACCTTTTCCCAT
CTCGTCTTTGGCCAGACTTNGGGTCTCAGCGCGGCCTGATCGTCCAGACATCTTGATCCC
GTTATGATTCATCTACCGATGCATTTGAAACTTNAAGNN
>CL2193Contig1



TCTTCAAAACATTTTTTTTATTAAATATAATAATCAATTACACCCCCCTCCAAACTTACA
CAGGATATACAAAATACATCCCTGCCTGATTTATTTTGACTGTCTTTATAAGAAACTGCA
GCTTATTTTCAAGTAACATTTACTAAGTTGAGGTTTTTCAAAAATAATCATGAGGTGTGG
TTAAAGTTTGTTTAATAATGAAAAATGAATGGAAAAAAAAACATCTCTACTAACAAAAGT
CTGTTATCTGACTTTTAGTGTTGTGATAAAAATATTTATGTTTTTCTAGGTCAATTTTAA
AACTGTACAATGAATACTGCTGTGAGTTGTACCTGCGTCGTAACAAAGCTCATTTTTATA
AACCAAATTGTGAATCTCCACATTAGACATTTGCATCGCTGAGCAGAACTGGCCTCACTC
TGACAATAAAGCAGACTTCAGAGGCTTCAGAGTCCTTCGGCTGGTCCTCCTCCCCTCGCC
CATGGGTGCTTGTCTCCTCTTCCCCACAGGTGTGTGGCACAGCATGTCATCGAGGGTCTG
CTGAGTCACCTGAGAGGCTCGCTCAAGCTGAGTCACTACCTGACTCACTTTTGTGTGATG
TGGTCCGCCTTCGCTATGCAGACGAAGCAGGTCCACCACCTCCTGCGAGAACTCTGTTTT
TTTAATAAAATACGGACTTTTGGGCAACAGGGCTGCTGATAATAAGGCAACAGCCTCTAC
AATTTCTCCAGACACAGCTAGTGTTGCTACCTTGAGGTTTTGGCACAATTTGCTTTCTGG
GTTCATAATTTGTACAAACAGCAGCTTTGCTTTTTCTACCTCCTTCTGTCGCAGTGCTAA
AGCTACAGCGAAGC
>CL2194Contig1
CATTCCTGACATGATNGAACTCAGTGCTGCGTCTCTGTTCAAACCTCTGAGCGGCAAAAG
CTTCAGTGAGAAGTTTCAGCAGCGGCAGAAGGACTTTGTGCCGAGTCAGCTGCTTTTCCT
TCACAGTCTGCGCAGCTGCAGGCGAGTTCCACTGGAAGACGCCGCCGAAAGCGCACAGCA
GGAGCTCTGGACCAGAACCACACCGGGTCAGCACACAGAGACGTCCCCAGTCCTCCTTTG
GACGGGGTGGTTCTGGTCCAGGTACCAGCTGGTTTGGTTTGGTAAAAGAAAACCAACTAA
ATAAATAATCATCGAGTCTAAAACGAAATAAAAATCTGCACATCACTCCTGTGAGGACGA
CGTCAGCGGTTTCACGCCCAGACGGACGCGCACAGGAGCGGCCCTCCCCCTGCCTGTGGA
GGGGTGGGGGTCGCGGTTGATCCGACAGCTCTTTGGTAAACTTCCATCATTTTCTCAGGA
ACCGACGCCGCCTAGGACTCAAGTATTGCTCAAAAGCCCCTCCCACTTTTCTCACTAACA
GATTAATTACAGTGGAGGAGTTACTGCACACACACACACATGCGCACTCACACACACACG
TCAACAATCGAATGCTGCCCTCACCGACATCATCTCAGATTACAGATGACATTCCAACCG
CTCAGGTGAGTGAAACACAACCTCCCTTCCCCCTAACAGCCCAGGTCTAGGCTCCGCCCA
CAGCAGGACTTCCATCCTCTGTCAGGTGTGACATCACCTGCGATGGTCACTTGGTTTCAG
GGATTCATGGCGGTTTGGTGGCCTTGACTTGGCATCTTCTGTGCTGGAGCGTCCCTCTGA
CCATCGTCCGGGTGTCAGACTGTCTGTGGCGGTGAGGCGCTCAGCTGCCGCACAAACAGA
GGGGCGGAGGGAGGGAGGGGAGCTCCGCCTTCCCGAGCTCTGGCGAGGGCGTCACAGACC
GCCTGACTCCACCTTCTGAGTCTTTCTGCTAAAGGACGCAGAGCTGTGCTTCAGAAACCC
TTTGATCCCACGTCCCAGAAGAACCCTGATCTCAGCACCGTAGTCTCTGATAAAGTTTAA
GTAAGCTCTGATCAAATATACATCTATCTGTTAAAAATCTA
>CL2195Contig1
GGCTGTCTGGTCCTGCTCCAGACCGTCTTCAGAGGAAACAACTTCTCCCAGAAGTCTAAG
GGAAGAAACTTTTCCTCCTTTTGCAACAAGCTCAGACGTTTAGCTTCAAGTCAACAACAT
GTCATACCTAGCACCAGTCAAGGTTGTTGGTGGACAAGGAGGAACCCCGTTCACTTATAA
TGTTGCAGACACTGGAGCTCAGCTTAAACAGCTGGGTGTGTTGGTCGGACCAGACCATGT
GACATGTATAATGGTCGAGATGACTGACGGTGATCCACAGATATTTGGGACCAAAAACGG
TGATTCAATGATGCTTTTCACTTTTGAGGATGGAGAATATTTCTCCTCCCTCACTCTTTG
GCCCAACAGTACTGGAGATCGTCTGGGTGGCATTAAATTCACAACAACAAAGGAGCGAAT
TTTTGAGGTTGGCGCAATAAGTGGACAGCCGGCAACTGAAGTAGATGTTGGCTCTGGAAT
GTGTTTTGGAGTTAAGGGCGGGTCAACAGATGACACTGAACTTAATGCATTTGGGTTCCT
GTTCATCAAATTTTCTGCATGAACCGGTTCTAGAGGGCTAGAACAGATTTTTGGATTTGC
TGTCATTTTTCCTGCTGTACTGAGAAACTCCTGATGATTTTCCTGTTATTGTCACTGGAA
TCCAATGTTTCTGTTGTCCTCATCATCTCTTCTGGAAATGGCATTCTATCAGTAAATCTT
GTTGGTGTGGACGCTGGAAAAAGCCCTTCAGTTCATGTCAAATTACTGTTTGTGCTCATC
TAGTCTGTATGATTGGAAAA
>CL2195Contig2
AACTTCTCCCAGAAGTCTAAGGGAAGAAACTTTTCCTCCTTTTGCAACAAGCTCAGACGT
TTAGCTTCAAGTCAACAACATGTCATACCTAGCACCAGTCAAGGTTGTTGGTGGACAAGG
AGGAACCCCGTTCAGTTATAATGTTGCAGACACTGGAGGTCATCTTAAACGGCTGGTTGT
GTGGGTCGGACCAGACCATGTGACATGTATAATGGTCGAGATGACTGACGGCGTTTCAAA
GATGTTTGGGACCGCAAGCAACTGCGGTGATTCAATGACGTCTTTCACTTTTGAGGATGG
AGAATATTTCTCCTCCCTCACTCTTTGGCCCAACAGTACTGGAGATCGTCTGGTTGGCAT
TAAATTCACAACAACAAAGGAGCGAATTTTTGAGGTTGTCGCAACGAGTGGACAGCCGGC
AACTGAAGTAGATGTTGGCTCTGGAATATGTTTTGGAGTTAAGGGCAGGTCAGAGGATGA
CATCAAATTTTATGCATTTGGGTTCCTGTTCATCAAATTTTCTGCATGAACCGGTTCTAG
AGGGCTAGAACAGATTTTTGGATTTGCTGTCATTTTTCCTGCTGTACTGAGAAACTCCTG
ATGATTTTCCTGTTATTGTCACTGGAATCCAATGTTTCTGTTGTCCTCATCATCTCTTCT
GGAAATGGCATTCTATCAGTAAATCTTGTTGGTGTGGACGCTGGAAAAAGCCCTTCAGTT
CATGTCAAATCACTGTTTGTGCTCATCTAGTCTGTATGAT



>CL2196Contig1
TTTTTTTTTTAAAGGGATTGAAATCTTTATTTAGTNCTACTGCAGCACAACATTTCACCT
TAATCCAGTGTTGATTCTGTGAAGCCTGTCCTCAACACAACAGGTGAACTTCAGCCTCAG
ATCCAAACTAAGCCCACACTTTCCTCTCTTACAAATGCAGCTACGTCAAAACACAAGACA
GAGTTTAACACGTCATCTGGAGAAACTACAAGTCTCTGAGAGGAGTAGGGAGCTGCGTAT
GGGTCTTTGCTGGGCCAGATGGTTCCACAAGTGGACCGCTGTCCTCTTTCTAAGGCATGT
CACTTGGTCCATAATCTTCTATTTTGTTTTTGAATGTCTTCAGGCGTTGTAGGAGGACGA
GGACACGTTTCCACCGTGGCCTGTCCAGTTGGTGTGGATGAAATGACCGGGTTTTGACAG
GAGCTCATACGTGTGAGCTCCAAAGTAATCCCTCTGGGCCTGGAGCAGGTTGGCGGGGAG
CATGTCGTGTCTGTAGCCGTCATAGAAGGACAGGGCAGTGGTGAAGCAGGGCATGGGAAT
GCCGTGCTGGACGCCGGTGCCGACCGTCCTGCGCCACGACTCCTGACAGTCTTGCACTGC
TTTACTGAAGAAATGATCCAGCAGCAAGTTCTGCAGGTCTCCGTCTCTGTCGAAAGCTTC
TTTGATTTTCCCGAGGAAGACGCTCCGGATGATGCAGCCGCCCCTCCACATCAGAGCGAT
GGCGCCGTAGTTCAGCGACCAGCTGAACTCCTTGGCCGCCTGCCGCAGCAGCATGAAGCC
CTGAGCGTAAGAAATGATCTTGGAGGCGTAAAGAGCCTTTCTGATGTCCTCCTGGNCGGG
NGCTTTGTTGCCGCTGNTTTTTTCCCCCTGGGGCCCAAAAAGGCTGCGGCTGGCCTCCAC
TCTCTCCTCCTTCAGAGATGC
>CL2197Contig1
CTTTATTGGTTTCTTGAGAGATGGAATTGCACCAGCCCAGTATCTTAAAGACGATGAAAC
ATATCTTTGATTTAAAGCATCTGACATGTACAGTAGGTAGATCTAAAATCATCTTACACA
CATCATGGAGACATTCACTTCACCGTTGTTTAGAATCCATTTCTTTTTTTATCCTTTCCT
TTTTTAATATTTAAATGAACTATAAAAAGCACATTAAAACATTTTCTTATTTTTAGTTAC
AAAAATGGGTCAGCGCAAGGGTGTCTCATCATCGCATTCACAGAAGGATCCCAACAGTGG
ATGTCAAGCAGTTATTTGTCCCTTAAAAAAATGTCCCCACCCAAAATATATAAACTTAAT
TGTTTAACCAAGGTATATACAGGGGATAACATCCTTGAATTGTTATAGGTTATCAAGAAC
GTTTTGAGGTATACAACCAAAATAAAAGCCTGTCCAAAATAAAAATAGGGCAGAAAAAAA
GAAAATAAAATTAAATAAAGGAAATTGATATCGCTTTGGGGCGAAAACACAAAGATTAGT
GGGGGATGTTGCCGTATTTTTGCCAGTATGACATTTCCAGGTGTTTTAACCTTTTATAGC
CACAAAGGAAAAACAGCAAACAACCTCAAGCTGTGGACTAGAAATATATACACAAGGTTT
GCGGTCTTATTTAGCAATTTTTTGCTTTCTAAGGACAAAAAAAAATAAAAAATAGAACAA
TATCGAGATATTACATTTATTGTATTTAATGATGTTTTTAACTTACATTGCATGTCTTTG
AACCAACACTGAAAACTAAAGAGAAACGGATACACATGCAAGTTTTGAAATTGGATTTAG
AAAAAACAGTATTGTACACAATAAGAATTACAGTTTTATTTGTTTTTATTAATTATCAAA
GTATACCTTCGTTCTTAGCACCTTTTTTATACACCTTATTTTTGCACGTTTTGACCGTTG
TAGTCTTGTTCATACAGCACCTGGAGAATCCCGAGAGGACAGCTGTTTCCCCCTACCCCT
GCTTTTCGATGGTTTTGTCCGATCCACCCTCCTCCGCCACGGGTTTCATTGTCCTTTACT
CCGTAAAACGGGGTTAAGTCATGTGGTTTTGAGCCCTACATGGACCTTCCGGGGTTTCAC
GTACGTACACTGAAAGACTCGTTTGCTACACCATCTCTTTTTCAAAACTTGCATGTGGCA
TGGATAAGGGTGTGGGGGAAGGGGCTACAACTGGGTTTTGGTGGAAACCAGAATGTCTCA
ACTTGACTTTCTTTGCTGTCCCCATAGAGTCCTTCGTTTTAAACTATCATTTTCATTTAT
CCNGAGGAAGCAGACGGGTCCGACGTCAAATCCAAACTTCTGGTTAGGGTCTC
>CL2198Contig1
TCGGCACGAGGGGCCATGAAGCGTCAAGAGGAGCTGGAGCTGAAGAAGAAGCTGGAGGAA
GAAGCCAAAAAGAAGAAACTGCAGCAGCTGGAGGAGGAGAAGCGGCAGCAGGAGTTGATG
GCAAAGAAGAAGGCAGAGGAAGAAGAGCAAGTTCGCAGAGCGCTTGAGCTGAAGAGGGAG
CAGGAGCGTGAGAGGGAGCTGGAGAGAGAACGGCAAGCTGCTGCTGAAAGGGAGAGAAAA
GAGAAGGAAAAAGCACTTGCCCTGCAACGAGAACTTGAGAGAGCGGTGAGAGAGAAAGAA
ATGCGGGAGCTAGAGGAAAGGAGGAAGGCGTTGGAGGAAAAACGAAAACTGGAGGAGCAG
CAGAGGATGGCTGAAAAAGAGAAAGCTCTTAAAGAGAGAGAAGAGGCCAGGCTGAAGGAG
GTTGCTGCAGAGAAAAAGACTGTTGCTGTCCTGAACATGACTGTGGACTTGGAGAAGTCT
GTTTTGAACACACCTGACAAAAAAGGTTGCGGACTTAATGGGACTTATAATGTGGAATCC
TCGCCACAGTCATACGCCATCACTCCAAAAGGTGCCAACAAACCACTGGTGACCTCAAAG
AACCTTGACGATTATGGGATGGACCAAAACAGTGATGACTCCACAGATGACGAATCTGCT
CCTAGGAAACCCATTCCTTCCTGGGCAGAAGGTCCCTATCTGAAGCAGATAATTATGAAG
CAGTACTTCAACCCCCCTGATCTAGATTCTTACTTTGGGACTGTTGAACCACCAAAACTG
GAGAACATATTTTACAAGAGCAAGCCTCGATATTTTAAACGCACCAGCTCTGCTGTGTGG
CATTCACCCCCCGCTGGAGCAAAGTAGTGTTGGTCCACTAATGCAGTACTCTTACTGTAA
CCTGTTCTATAAAAGCTTGATATTTGTTATTTTTAAATAAAGTTTAACTTCTTTCCTCCT
CCTCTTGATTTATCTATCTGTGCAGATTATTTTTTTCTTTGTTAAAGCTGTTTATTTCAT
TTAAAGGCATTTGTCTCTCAGCAATCAATATCACATTTGACTATAAAATAAATGTTGTTT
CTTAGAAAACCACTAGGCATGTCCAACTCAGGAAAATATGATTTATATTTTAAGAACTTA
ACCTTCAATAAAGTAATATGCCAAATTTGGCTTGATGAAAAAAAAAA
>CL2199Contig1
CTGAAAACGAGTATACGATGGACGACCGCTGCTTGCTGCACATGTTGAAGGGTCTGTGCT



TTAAGAACAAAGGCCTCTTTCAGGCCGCAGAGGAATGCTTTAACAGAGTGTGCTCCAGTG
AGAAAAAGATCAAGTTTGACCACTATCTTGTTCCAAACTGCCTGGTGGAGCTCAGTCTGC
TTTACATTGACCAAGGCAGAAGAGAGGAGGCCATCAAAACGCTGCATAAAGCCAAGCATA
ACTACAAGGATTACTCCATGGAGTCTCGTACGCAGTTCAGGGTGCACGCCGCTCTGGCCA
AGCTCAAAGCTGACCCCGGAGACGATGACGGCCACCTGTAAGGAGCCGCCCTCCTCCCCC
ACTGGAATCCAGGAGCGTTTTAACCCCCCCCGCACTCCCTGTTTGAAGTTCTCTGGATCT
GTGCCTCAAGAAAGACGAGCTGGGAATCGAACGCCGAACGTGTTCAGCCAGGATACTGCA
GCACCAACGTAGACCTGATCGGAGGAAATATTCTGAATCTATTTTGATCCGTAGATATGG
GAGGCTTCATGAGATCTGAACAAACCTCTGCTCTATTTGCTCAGTTTGGATTCTTTCAGC
CAAATGTTCAGGAGTTTTAAGTGGATCAAGAACGTATCCATCATTAATTTGGCAGAAATA
AATTGTGCTTGTGGACATTCCTTTCATATTTTGTGCCTTAAAAGACCAGAGAAAACTTGA
GTGCTTGTGGGGACCTTTGGGGCCTCTCCTAAATAAAACCAACCAAAGAGGCCGGAGCTG
AAAAAGTTTATTTTTAAAAGGCATCAAAACAGCAGAAAAGACGTTTTTTCTCTGAAGCCT
CTTATGAAGAGAACGGTAACCTAAAGAACAGTTTCATCTGGACTCTATAGATTGAATAAA
TACGTTTGAACAAAAGTGGATATTTGGTGGTTAAAGTCTGACTATGACGGGGCGGCGGGA
GTTGGACCCGCGCCCGCCGTCTGCTCCTCTTTCTGTCTGCGCTTCAGGAGCTTCTTCTTC
TTCTTCTCTTCCTTCTCGATTTCTGCCACCATCTCCAGGAACTTGGGGCTGCGGGGGTCC
ATGGTGGAGCCGAAGCGCTCCCTGGCCTCGGCCAGCAGCTTCTCCCGCCGCGCCTTCTCC
TCCTTCTGCTTCTGTTTGGCCTCCCGCTTCTCTCGCCGCCAGTCCGCCACCATCTTGGGC
ATTTTGGCCATGTTTGCGGCGATGATTTTCTCTTTCTCTCGCCGCTTCTCCGCCTCCTCT
TTCTCCCGGGCTTCAATGTTCTTCAGCATCACTTCCAACGGAGGATGCCACTCGTTTTCT
TCTGCGATTATTTTATCCAGCTCCGCGTGAGAGGGCCACAGAGAGGCAGGGTCGATGCCG
GACGCGGATCCGTACCGGCCGAACAGCTTCCGGTCGTACTTGGCCGACTTCTGCCACTCC
GGCGTGTTCTCGCTGTCCTTTTCGGGGATGTACGGATCTTTCAGGTTCAGTCTTAGTGGC
TTGGGGTTGTAGCAAGCCGTCTGTAGCAGAAAACCACCTGGAGAAAAGGCATGCTTGCAC
GAAGAAGCCCTAAAAGATACCGATACTGTCCTCCTGCACAGCACGGACGCCGCCATGTTT
ACTGACAGTTCTCCCCGGCCATAATGCCCGGG
>CL2200Contig1
AGGGTGGAAAGCTCTGGAGCATTCCCACCTCCACGGGTTCGTCCGGAACCAGCCGGCCCA
AGCTGCAGATGGAGTGCGCCGAGGGAGGAGAGAACCTCAGTGTGGGTCAGAGGCAGCTGG
TGTGTTTGGCCCGAGCTCTCCTGAGGAAGACCAGGATCCTCATCCTGGACGAAGCCACCG
CTGCCATCGACCTGGAGACCGACGACCTCATCCAGTCCACCATACGGACTCAGTTTGAGA
ACAGCACCGTCTTCACCATCGCACACAGACTCAACACCATCATGGACTACACCAGAGTTC
TGGTTCTGGACAAGGGGAAGATCGCAGAGTTCGATACCCCCACCAACCTCATCTCCAAGA
GAGGGATCTTCTACGGCATGGCCAAAGACGCCGGCCTGGTCCAGTGAAGGCGCCGTGCGA
CCTCCCTCCTGCTCCTTCGGGCCCTTCGTTGTGGTGAAGCCGGGTCGCGGGGATGACCCG
GCACCTCCAGACCGCCGCGGCTTCGTCTCACCTGCATCTGTGGCGTCTGAACAGGAAACA
CGTGCTGCTCGATGGCGCCTGCGCTGCCTTCAGTGCCTTCAGCCGTGGGAGGAAATGCCA
GTGAACGCATCGTTGTCACTCAGCTGAAAGCAGGAATGTTTTCTACCAGCAGAGACGAAC
ACTGTGCCACTTCAGGAGAAAACCCCGCCCACTTTTTTTTGTACTGTTATTTATGCTTCT
TTTAGAGAACTTTGCTGAGTTAGACATGTGATTCTTCTGTGAACCCAATCTATAAAAACT
TGAATTACTGTATCACCAAAATGCTGACGCCTTTATTAAAAAAAATGGGAACAACAAAAA
AAAAA
>CL2201Contig1
CACATTTTTATTGTTTGTTCTTNCTGCTGAAGCATTTTTATGTGGGCAAAAATATTCCTA
AGAATGCAGATCAGTCACAGAAAATCCAGATCAAGTTGACTAAAAACACATTTAACTTTA
AGTTATACATTTCTGAGACACTGTTTAACCTGTGAAGGTTTTTAGTCATGTTGAAAAAGT
GGAATTTAAGTCTCGCAACACTTTAATCTGAAGGATGTATTAGAGATTTGCCTTCATAGG
TGATTTAATTAGCAACTGAATGGCCAACAAAGGCAAAACAGCTCCACCTAGCCACAAACT
AGGGACACTGCATTAAACAATTAATTTTTTAACAAAACAATACTCAAACTTATTAAAAAA
CTTAAAATCTCTGCAGCCAAAATAGTATGTAAGCAACAAAAACATTAAATATACTGACGA
TGAACCTTTCAACTGTCTTTTGTTTTATGGCGATAAGTCAATACAGCTTCCAAACGTTTT
TTTTGTGTGGCTTTTTTGCTTTTGCAACAAATGCACATCACCTTTCGTGATTACAGCTGT
TATAAGAAAAAAACCATTTTTCTAAAGATAAATTCTGCAATTTCAGTGTAAGAAAGCAAC
ACACAAACAAATCTCTGTTTAATAATTCATCAAATCAGTCAGAAAAAAAGGGATAAATTG
CTGGAAAAAAAAAACAGTAAACTTTTGAGAACTTTGCAGTGCCACCTCACACTAACCTCC
CATCAGCACCCACTCTTAACAAAAGGCAGGAGTAATTAATACATCGTTTTGCCAACCCCT
GTATGGCACTTCCTACAAGATGTAAAAACATAAAAGCNCTTTTTAAACTTCACATAT
>CL2202Contig1
CACACATGCTGCAGGGGGGACGGGGGGGTTGATGAATGGATGTAGTGAAGGACAGGACAC
ACTACTCCTGATGATCATGTCAGTGTGAGTGCAATCATGGCTTTTATTACAGCTTATGTG
ATTAAATGGTCGAAAGTGCTTATGCTGAGTGCTCTCATCCTCGCATCAAAAAGGAAAGGG
TGTTTATGCGTAATGATACTGTGACGCTTAATGCATTAAGAAATCTGGGAGGGAATGCTG
GACAGAACATTTGTCTTTAAAAGTCACCTTTCCATCCCTTCATTTCAGCTTCTGGTTGGT



ATATTTTGCCTATAAAAATAACGGTATTAATAAACCAATGGGGGGGGGTCTAATGAAAAT
ATTATTAAATAAATAAATCTATCAAAAAAGTGGCAATCAGACACACATCAGAGCTCTATT
AAAAAGCTCCAGTCTTCTTTTCTCTGACGTGTCATTCCCAGCGTACTTCTAGCTGTATGG
ATCAAGAACAATCTCAGACAGACAACAGCAACACCAGAAACAAGGATGCAAGGAGAACAG
TATCAGAAGAGCGTCATATAACAGTGAGATAGAAAGGACATAAGCTGAACAAAAACTCTG
ATGAACTCTCATTGCCCTATTTTGTTTTGTTTTTTAATCCAAAGCCAAGGGAAGTCCATC
AAAGAAAATTCGTTTAATTGTTGTTTCTTTAAACTCACTTTTGGCAACGTACCTGACCCA
CAGCTTCTCCTCCCTCCCCCTTTAAGCTCTCACCAAACCCCATGTATTAAACTCAGTCCA
AGTAAGAATGTTTTTTTTTTGTTGTTTTTTTTCCATTAATTACCGCCGCAGCAGCAAAAT
GAAGAGTGAAATCAGGAGGATAATGATGGATGGGACATTCTGCCGGGCTGAGCCTGTCAC
CTTCTTGTTTTCTGGAGGGTATGGGTAGAATACAGGTCCGCCTGTACTAGTGGCAATGAG
TCCTGGGTCCTGGGAACATGTTGGATCTGTGCATGAGCCACTTCCTGAACCACTTGGATC
ATCACTAGTGTCCTGAAAGTCAACGTCAAAGCCATTGAGCGCATTTTTCAGACGGTTACT
TGTGATCTTCAGCTGCATTATTTGTTGGCGGATTGTCATGTCTGGCTTGGTGATGTCGAT
TTCCACTTCCGGGTTGTTAATCTGATTGGCAAGACCATCACCCATCACTTCTGGCAGATA
CCTCGCACGATTTATGCCGTTCCAACACTTGTCCTCGGCTCCAGCTCCATGGGCGGCTCT
GTCACTGCAAAGAATCTTCGGCAGAGAAACCCAGTACAACTGCATGTCTCTCAGCCTCAT
TGTCACTTCTGACACCAACTTTGCCATGTTTTTAGAAGTGTCTCCCAGCGTGTCTTCCAC
TGTGACCCTTCCAACAGTTCTGACCTCCTCAGATCCTGTGCTGATTGGTCCTACTTCACC
ACATGCTTGAGATAACTTGGCGTTGATGGTTTCAATTTTCTCCATCATGGTATACATGGC
TTCCGATATACGTTCTGGGAGAGACAGGATCGTCTGATCCATGCCAATCAGACGGTTCTC
AGCTACGAAAACCATTGTGTCTACTAGGTGCTTCCACTCAGTGTTGAGGTCAGCTTGGTT
GGCTAGACATCCTTTCATTACGTTGCTGCAGTAATTGGCACAGGGTCTAGCAGAGGGGAT
GCCCCGGCAGTGGGGGCAGTAAGTCATTCTCATCATGGCTCGCATGCATGCAGGGCTCAG
TGGCACCTGAGACACTTTGCGAACCACCTCTGCACTCTTTACTAGTCCCTGTAGAAATGC
CT
>CL2203Contig1
TGCAGGNAATTCGGCACGAGGGTCGGTTGTTGGTTTAAATGTTGTCGGTTAAATCTGCCA
TCATCCGATTTTACACTCAGATCTTATTTAATCCTTTTCCCGGCATACGCAGCTTTTATT
GTATTTGATGTCACGTTGGTGAGATTTGTTCTTAAAAAATAACGTAGGCGGAAGAGCAGC
GTTTTAACGACCCCGGAATTGCGGCTACTTTCCTAAGTAGCTTAGCTAGTTAGCATTAGC
GATTTCCTTGGAGGAAAGGGGAATTTCAGGTGTCTTGGTCAACAAGTTTCGGAAATACTA
AAACGCGATGGCTTGTGGAGTCACCCTGAAAAGAACTCTGGACTTTGACCCCCTAATGAA
CCAGGCTTCGCCCAAAAGAAGAAGGTGTACCCCGGTCATGTCGCCGGTTTCTTCGCCGCA
GAAGTATCTGCGCATGGATCCGTCTCCTTTCGGGGAAGTGTCGTCCAGGCTCACCACAGA
GCAAATCCTGCATAATATAAAGCAAGAGTACAAACGGCTGCAGAAACGCCGACACCTGGA
CAGCACTTTCCTGCAGTCTGATGGCTGCTGTCCGGTGGATCTGCAGAGCAGTCAGTGTGG
ATCCCCCTCACCAGGTTCGTCCTCAGCTGCCTCGCCCCCCAGCAGGAAAGAACAGCCCTT
ATTCTCTCTCAGACAAGTCGGGATGATTTGTGAGCGACTACTGAAGGAGCGCGAAGACAA
GATCCGCGAGGAGTACGACGAGACTCTGACCACCAAGCTCGCTGAACAGTATGACGCATT
TGTCAAATTTACACATGACCAGTTAATGCGACGGTTTGGAGAGCAGCCTGCCAGCTATGT
TTCCTGAGCGCTCCTGCCGTTTGTTTGAATATGCAAATAGTCCACGAGGGGCGGCTGCGT
TTGAACTCGTCTCTGGCTTCAGTTAGCGGCACAAACATTTGCTGACTCTCCCGAGTTGGG
ACGGCTTCTTGCTGCAAACATGTGGGAGCTCTCAGAGGCACCATCAGTGGCCACTTGGTT
GTTTTTGGTTGATTTCATTTTGATGCTTTTACAAAACTGCCATCGTTCACTTTGCCTTTT
TTGTTTTTATCTCANTTTTTTCCACTGAAGTTGTTAGCAGTGCAGCTTTTTCAAATGTAA
TGTGTTTTTTTTTTTTTTTAG
>CL2204Contig1
CCCGGGCATTATGGCCGGGGCATGCGCGATCGTTTCGTTTTTCTGAGGGTTAGAGTTCGC
GCGTGCTTGTGAGATCGAGATCATTCGTTTGTTTGGACCGGATGCCTACCGATCTAAGAT
CAGGTCCGTGATATAATCCTTTCCGGACTTCCGCTTCCCGCTAAAAACAAGGACCAACTT
GGGGCCAGGACCTCGGACCTCCATCAGCTCGGACAAACCGCACCGGAAACACACATCCTT
CAAAATAAGAGGGACCGGCTGTTCCGGTAAATCGCAGGACAAAACTTGGAGGAAGATGGC
GGCGTGGCTGAGCGGTGCCCGTGTTGGAGCGCAGACGAGTCGAGTGTCACGGTCTGGGTC
ATGGTTCCACAGGTCCGCCCCCCGTCAGTTTGGTTCTGCTCCCGAGTCCGACTTCTTCCC
TCCACAAGAGGGCGTAATGCTGCCCGCAGGCACCTTCAGCAACAGAGTGGCCTTCATCAC
TGGAGGCGGGACTGGCCTGGGCAAGGCCATGACCACGGTTCTGTCGCAGTTGGGAGCTCA
GTGTGTCATTGCCAGCAGGAAGCTGGAGGTCCTTCAGGAAACCGCCACAGAGATCCGGAG
CCTGACGGGAAAGGAGGTTCACGCGGTCCAGTGTGATGTCAGAGACCCACAGGCCGTGTC
TCACTGTGTGGACCAGATGGAGGCGCTGACGGGCCTTCCGGATGTGATCATCAACAATGC
AGCAGGGAACTTTGTCTGTCCAACAGAACGCCTGTCTCCTAACGGCTGGAAGAGCATCAC
CGACATCGTCCTGAACGGAACCGCCTTTGTCACTCTGGAGCTTGGAAAGAGGCTGATCCA
GAACCAGAAAGGAGCCTCCTTCTTGGCCATAACCACAATTTATGCAGAGACCGGTTCTGG
TTTTGTGGTTCCGAGTGCGTCTGCAAAGGCCGGAGTTGAGGCGCTGTACAAGTCTCTAGC



AGCAGAGTGGGGGCGCTATGGCCACAGATTCAACATCATACAGCCTGGACCAATCAGAAC
AAAGGGGGCTTTCAGTCGTCTCGATCCAACCGGCGCTTTTGAGAAGAACATGATGCGCCG
CATCCCAACTGGTCGACTGGGAAGGCCAGCCGAGCTTGCAAACCTCGCAGCTTACCTGAG
CAGCGATTACGCCAACTGGATGTCTGGAGCAGTGGTCCGGTTTGACGGCGGAGAGCTCGT
GTCGATGGCAGGAGAGTTTAATGAGCTGCGAAGTGTGACTCCAGATCAGTGGACGATGAT
GGAAGCCATGATCAGAAGCACTAAGGGATCCTAAAGTCTGACGTTTCTCGTTGTATACTT
GGTTTTCTTGCTGCATGCCAGCTCTGTGGGAATGTGTGGGTGGGACCACAAGGTGCTAAA
TAAGAACTTTCAACATTTTCATTCCTCTGTTGGGATTTTTTTCTTGCACTAACACGATGT
ATAACTAAAAAGAATAAATGATCAGGATGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
CTT
>CL2205Contig1
AGAAGGTTTNCAAAGGTCNCAGAAGGTNTCAGAAGGTCACAGAAGNGTTTCAGAAGGTTA
CAAAAGAGTCTCCAAAGGTCATAGAAGAGTCTTCAAAGGTCACAGGAGAGTCTCCGAAGG
TTACAGAAGAGTCTTCAAAGGTCACAGAAGAGTCTTCAAAGGTCACAGAAGCGTCTCCAA
AGGTCACAGAAGAGTCTCCAAAGGTCACAGAAGAGTCTCAGAAGGTCACAGAAGAGTCTC
AGAAGGTTACAAAAGAGTCTCCAAAGGTCATAGAAGAGTCTTCAAAGGTCATAGAAGAGT
CTCAGAAGGTTACAGAAGCCCCTCCACAGGCCCAACAGGAGCAAGCAGAGAAAAAACAAA
ACACTGCACCATCAAAACAGAAGCTGGACGCACCAGCCGACCTGCCGAACGACACGGCAA
AACCAGCTGCCAAAACAGCAGGCAAGACATCAGCTAAGACCAAAACTGCTCCTACAGCAC
AGACCAAAGCAGGAAGCCCGGCGAAGGCCAAACCAGCAGCCAAAGTTAAAACTGCAACTA
AAAAGGACGAAAAGCAGAAAACTCAAGCAAAGCAGGAGAATAAAAAGAAACCAAAACCTG
CCGCAAAACAGACAGGCAAAGCCTCCTCTAAGAAGAACTCTGCATCAGACTCTCAGAGCA
GCAAGGATGAGCTGTGATCTTTAGGGCCTAATTTCTGGAGGCAAAACAAACAATAATAGT
TCATTTTTCAAATGTTATTTGCTGAAAATGTGCCCAATTTGTTAAGCACATTCCAACAGG
AAGATTTTTACTGTCATGAAATATTCTTATGCGAGACGAGTGCTGTGACTGAGTTTTTAA
AATAAAAAACAAGGTTGAAACAAAAAAAAAA
>CL2206Contig1
ATTTTGACGCTTCTTTGAACTTATCTGTGTGAACAATTTTCCTTGGTTAATTTCCCCCTC
CTTTTGTTTTAATGTTCATAAAAGTGTATTAATTTAATCGCAGTCCTCTTGTCTGTCGTT
TTCCTCATTTGTGACTCTTTTTAGCCTAAATCTTTGGTGAACGGAAATCGAGAAAAGTGT
CGAGTCGACGCCTGACAGACAGAGGAGTCACGTTTGCTGGAGCTCTGCCATGAAGGAGGC
TATTTCTCTGGTGCAGAAACTCAGCGCACACCCAGATTCTCGGTGCTGGTTCGTCAGTTG
GAGCCCGAGCGGTGCGCTGCTGGCTTCGTGTGGTGGCGATAAGGCCATCCGGATATGGGG
ACAGGAAGGTGACTCTTGGGTTTGTAAAAACGTTCTGCAGGACGGACACCAGCGCACTGT
GAGGAAAGTAGCCTGGTCTCCCTGTGGGAACTATCTGGCCTCCGCCAGCTTCGATGCGAC
GACATGCATCTGGAAAAAGAAGAACGACGACTTTGAGAGCTTAACTGTGTTGGAAGGTCA
TGAAAACGAGGTCAAATGCGTGGCGTGGGCCCCTTCAGGGACTTTGCTGGCCACTTGTAG
CCGAGACAAGAGTGTCTGGGTTTGGGAAGTGGACGAAGAAGATGAGTACGAGTGTGTTAC
AGTGGTGAACTCGCACACACAAGATGTAAAGCATGTTGTGTGGCATCCCACGCAAGAGCT
CTTGGCTTCTGCCAGCTACGACAACAACATCTGTATTTACAAGGAGGAGGATGATGACTG
GGAGTGCAGGGCCACTCTGCAGGGACACACGTCCACCGTCTGGAGTTTGTGTTTCGACGT
GACGGGACAGAGGCTGGCGTCTTGCAGCGATGACCGCACTGTGAAGATTTGGAAGGAGTA
TCCAAGTGAGAGTGGTGATTTGTCATGGAAGTGCGTTTGCACTCTGTCGGGTTATCATGG
ACGAACAGTGTACGACATTGCCTGGTGTCGACTGACCGGTGCCCTAGCAACTGCCTGTGG
CGACGACGCCATACGAGTGTTTAGGGAGGATCTCGCGGCCCATGCAGATGAGCCGGTGTT
CTCGCTGGCTGCTCAGGTGAAGAAGGCTCACTGTCAGGATGTGAACTGCGTCGCCTGGAA
CCCAAAGGAGGCCGGCCTCCTGGCCTCCTGCAGTGATGATGGAGACATTGCAATTTGGAG
GTTTCAAGAAGAAGACTGAACCTGCTGTGGAGACACCAGCAATTGGATGAAACCCTGTGC
TGAACTTAAATGTTCTTTTCTTTTGCTATATAAAGTCATGCTTATACAGTTATCTTTATA
AATCTGAATGATTGTAAAATGTAAAGTTTAAGTTCTATTTTTATTCACAAAAGTGATGAT
GGGTGTGCTGGTTAACTGTTTTTAGTCCTACAACTTAAAAGGAGCAAGAAACTAGTTCTG
TTCTGTTTACATCTAAATACATCTTTATAGCAAAAAGCAGGTTTTCTGTAAAAAAATGAT
TTAAATAAAGTCTCAAACCCTTGGAGCGTAAAAAAAAAAAAAAAAAAAAAGNNNAAAAAC
TT
>CL2207Contig1
GCTTTATGTGAGATATTTACAATCGGCAGCAGAGACACAACCGTTTCTGAGCCTTCACAG
CAGAACGCAACAATCCTGAAGGACACGGACATGAAACCTTTACAAAAATAGATCTAAAAC
TGGACTGAAGTTTTATCTAAAACGTCTTTGGAGTGTTCACAGGCACAGACGGTGTGTTCT
TTGGTCTTTGAGAGCTTCATATCTGGTAAACAGACCAAAACCACAGAAACAGAAGTACCA
GAAAGGAAACAGAAGAGTGACTTTTCAACAGTTTTTGCTGCACACAGTAAAAAAAAAAGG
TTGGTGTGATTTAAAAAAATGATGGTCTACAAGAGAAAAAATGCTTTAAAGGCCTCAAAA
TGCTCTAACCCAGCGATGGAGTGCCCAGGGTGAACCCCGCCTTCGCCCGATGGTACGCTC
CAGCGACCTGACAGACGGCTTTGAGGTGGACGGGCCTGAAGGTGGACCATCCAGGTTGTG
GACTTCGCTCTGAGCCCGACAGCATCTCGTTCTCATCACAGAGACGGACAGTCGTCAAGG



ACGACTGCGGCGCTGCTCCCGAGACTCGCTGGCGTCACAGGATCTCCAGAGTCCACTTCT
GGTTCCGTTTGCTTTCACTGAAACTGTTGAGAATGACCTGGTTCTTGTCGTACTGATTCC
CACCTTTGACCTCCAGGACCAGCTGAGGGTTGAGGTGACAATGCACCAGCCCTTCTTGGG
TGATGCTCCACAGCATGTTATCTTTGCCTCGCTCGGGGGAAAGACAAAGCCGGGCTCCGG
CCATCACCACGCCGCCCGCTGTGCCCAGGAACAAATCCTCTGCCACCTTTGGTGACACGT
GGCCATCCTGATAGAGCCAGACCTGCTCTGCTCCTCCCGTGTCCTCCACGGCCTGAACTC
TCATCAGCTTGATGTCGTCCACCTCTCCGTTTAGGGTCATCAGACATCCCGTCGCTCCGT
TTCGCAGACAGAAGTACACCCGAGGCTGCATTAAGGGACGAAGGGATCCGATTTGCTCCC
AGCCCGTAACCACGAACAGGTCTCTGGCTTCACCTGGCCGCAGAAGCCGCTGTTGACCTC
TGAAGTTGATGCCTTCGTACAGCACCCACATGCCCCCCCCGACCACCACGGAGCGTATGT
GCAGATCC
>CL2208Contig1
GCAGCAGCTCACTGAGGGCATTTATTTGTCTGAAACTCTCAGANAGCTGCTCTGAATGCT
ACAGTGGCTCCCAAAGAACAGGAACCTAACCTGGAAAAGCTGGAAATCCAACACTCCGAT
GCAGGAGCTGAGAAGAGGAATAATAAAGAAACTTTAAGGAAGCAGAAGGAACTTGCTGGT
CTGGATTTCTTGACTTTGTTAGGAGCGTCAGGTTTGCCTCTCCCTGCTGCTGGGGCAGAT
TTTCCTTCTGTTTTTAAGGCCCTGCCTGCTAAAATGACTGCCAGAACACCAACAGGCAAT
GCTTCCTTCTTTCAGCTCATTGAGGAATGCGATGTCACACATTTGGGATTGTACAAGTTT
TTTGCAGGTGTGATGATCCTGATCTTCATCTTGGCTCTGCCTCTGAACGGATCTGTCCTC
CACCTTTTCATATTCAAGCTCAAGTTCTGGAAATCAAACACCAACAACGTCTTCCTCTTC
AACCTGGTGCTGGCCGACATGCTGCTGCTTTTCTGTCTGCCTATCAAGTCCTACAACTTC
ATAATGGGGGAGAGGAGGAGCGGGAACGATGTGACGTGCAAAGCCATGCTCTTCATGCTG
TTTTTGAACCGCGGCGCCAGCATCGCCTTCCTCGCCGTCATTTCCATCAACCGCTACTTT
AACGTGGTGCACCCTGGACGGAAAACGATCCTGAAGTCGCTGAAGAAATCCCCCCAGATA
TCGTTTATCATCTGGATGATCCTTTTCCTTTTCACCATTCCCACTATGATGAAGAACTTT
GAGTGCTGCAACAACTTTGCAAACCCTGAAGAGAACGGCACGAACACAAGCAAAGAGGAT
GCGTTGGTTCGGGACCCAGAGGATTTCTTGAGAGAGATCATCTTCTTCACCCAGATCCTC
ATCCCTTTCTCCATCCTGGTCTACTGCACCGCCCGCATCGTGAACCGGCTCAGGAGAAAG
ACGGTTGGGGACAGGACCAAGCTGAAGAGAGCCGTGATCCTGGTGACCACCGTCATGGTG
GTCTTCTCCCTCTGCTTCCTGCCCTGCACCATCGCCCGGATGATTCTGCTGATAGTTCGG
GTCCAGGACATGAACGAGCAGATCCAGGACAAAGCGACGGCGGTCTTTGACGGCCTCCTG
GTCCTGTCCTACATGGACTGTCTGCTGGATCCACTGGTCTACTGCTTCTCCAGCACCAAG
TTCAAGGCTCTGTACCTCTCCACGTATTTCCCGTTTTTAGTGAAAGGTTCTCCAAAGATT
GAAAGTTCTACAGGAAATGCGACACAGCCGACACACAACCGGCTGATTAGAGACGCTGCA
GCTGGTCTCCCTCAGAAACCATCAGAATCCCCTCAAGCCGGCAGAACCAACAATTAAAGA
AACATTACAAACTGTTTTGTTTTGTCTTTAAACCTTTGTACAAATGTAAAAGTTTATTTC
AGCTTCTGTTTGTTTTATGTGTCGCATGAAATAATGTGAAATAATGTGTGTTCGACACTA
AGAGAAACAGAGTTTTTAGTGCTGTTAAAGTTTTAAAATAAATTATCATAAA
>CL2209Contig1
AGGCAGGAATCTCGTGCGCGGGAGTTTTGTTTGTAGGATCAGCAAACAGAACAAAGCAGC
AGTGAGGACCCTGCCTGAGGAGAATTCAGCTTTTCATTCAAGAGTCATGGCCATGAGGAG
CGAGGCTCGGGTGGAGGCAGAAGTGGCGGTGGAGGAGGAGGAGAACTTTGGGCCGCAGCC
TCTTAGCAGACTGGAGCAGTGTGGAATCAGCTCCAGCGACATCAAGAAACTGGAGGACGC
AGGCTTCCACACCATTGAGGCCGTGGCGTACGCTCCCAAGAAGGAGCTGCTCAACATCAA
AGGCATCAGCGAGGCCAAAGCCGACAAGATCCTAACTGAAGCTGCCAAGCTAGTACCGAT
GGGTTTCACTACAGCCACAGAGTTCCACCAGAGAAGGTCGGAGATCATCCAGATCTCCAC
AGGATCCAAAGAGCTGGACAAACTCCTGCAGGGTGGTATTGAGACAGGCTCCATCACAGA
GATGTTTGGGGAGTTTCGCACGGGGAAGACGCAGCTGTGCCACACCCTCGCTGTCACGTG
TCAGCTGCCCATCGATCAAGGGGGAGGAGAAGGGAAAGCGATGTACATCGACACAGAGGG
GACCTTCAGACCAGAGAGGCTCCTCGCTGTGGCAGAGAGGTACGGTCTGGTGGGCAGTGA
CGTCCTGGACAACGTGGCGTACGCCCGCGCCTTCAACACCGACCATCAGACCCAACTGCT
GTACCAAGCTTCAGCCATGATGGCAGAGTCCAGGTATGCCCTGCTGATCGTGGATAGCGC
CACTGCTCTGTACAGAACCGACTACTCGGGTCGAGGAGAGCTGTCGGCCCGGCAGGGGCA
CCTGGGCCGGTTCCTGCGCATGCTGCTGCGACTGGCAGACGAGTTTGGCGTTGCCGTGGT
GATAACCAACCAGGTGGTTGCGCAAGTGGACGGGGCAGCCATGTTTTCTGCGGATCCTAA
GAAACCCATCGGAGGGAACATCCTGGCGCACGCCTCCACCACACGGTTGTATCTGAGGAA
AGGTCGAGGGGAAACCCGGATCTGCAAGATCTACGACTCGCCTTGCCTGCCTGAGGCCGA
GGCCATGTTCGCCATCAACGCCGACGGCGTGGGCGACGCCAAGGACTGAGCAGCAGGAGG
AACGCCATCAGCATTTAGGGACCGTTTTCTGATAAATAGTTCTTCACTCAAAAGAATTGT
CTATTAAAACACTTCATCCATCTGTACATATTCTTTAAATTAAATT
>CL2210Contig1
TTTTTTTTTTGACTTTTGTACATTTTTATTTGCATTAAGCTTCAACATTTTTTCATACTT
GAAGAAAACAAGCAGTTTTAATCTGACAGAACTATTTTAGTTAACTATGAGCATTTATTT
TGACAAGAATTGACATTTTTCACAATTATACTGTAAGTACTTTAGTTAAAAGTTATAGCA



ATGATTTAGATAACACATACTGTCAGCAAAAAGACCATAATCCTTTGCAGTTAACTCATG
TTAAATTTAGCAATATGATAGTATCACTTAGTGGTGTATAAAGGAAATTAGGTTAAATAC
AAAAAAAGAAACTTTAAGGAATGACTAAGTTGGCTATCATACATACTATAACTTATTTTA
TATATAATGTTAACTTTCACACCATAAAGAAAAAGATTAAAATATGGCCAACCAAAAGGC
AAGAAAGAAACCTTTACAGTGCAACAAGTAGACATGTTGGCCTACAGACTAAGTAATGAC
ATTTTAAGGGAAAAGGTTTCCATCTGACTATCAGACTTCATCACGGAGTTACTGTAGGTC
TTTCAGGCTTCATGGCGATCTTACTGTTCTTTCTTCCACAAAGAATGCACATGATTATGA
GGGGCTTTAACCATTTTCTAAAGGCCAAGCTGGTAAAAAAAAGGCCCTTGCAGAAAGTGA
CTTCTTTAATTTCATTAAATTAAAAATTTAGAGTCAGGCTGCAGATTGTGTTATCCAATA
AGAGCAAATGTGGCACAGAGACAAAACCAGAAAAACAAACAAGTGGCAGAATCTGTTAAA
AAGAAAGCTATAGAATCTTCTTTTTGAGTATGAGCGGTCCCACGTTGTCTCCAGTGAGTT
CATTGTGCTTTAAGTGTGACTTGTCACAAACAGGAAAAGTTTTGGAGCGCCAGCAGCGAC
AGTAACACACATTTTGACAGTTCAGGTCCTCAATATCAATTTCGTTGACCACTTTAGGGT
TCTCTTTCTGGATCTTCAGATTGATCAGACTGTCTTTCTGCTTCTTCTTCTTGGGCAGAA
AAGGGCGAATGGTCAGATAGCCCAGCAAGGCCAAGATGCCCAGGAGCGGCAGCAACCGGA
GCCACTCTGACACTGTTAGCTTGGTGAATCCACCGATGCTTTCCGGTAGTGGAAGCTTTT
TCAGATAAGCTGGAAGCTGGACTTTTATTATTCTTGAAATAGTTTCTAAAACCATCTCGA
ATCGCTCCGCGGGGTCCTGTTTTGGCTTTGACTTTGTTAGTTCCTGGGTTCGCTTTATGT
CATTACG
>CL2211Contig1
ATCCTGATGGGAATGCATACTTATAGAATGCACCAAACCTAACCATCTTTAACTGCATTG
TTTTCACTTATAAGGAATCAACAGTGCATTTATTTATACCGTTATGGCTCAACCCGCTCT
TCAGTCAGTTTTATGACCACTGTGCGGGCATGAGCTCAAACTTGGGGATGGACGTGGGAA
GCACATGAGCACTCGACTGAGCGTACAGGTACCTGGAAAGCACACTAACTTAACAGCTTC
CGCTACAATCTGTGAAGATGATCATAAGCTAGCTACTGTATGTTAAATGAGCTCTCTGAA
CCTTCAGATTCAGATAGTGTACAGGCGAGGATTGTGCATTTCTAGGTCTGTTTTCAGTTT
TTGTCCAAACTGTATATTTCATTTTAGTTTTTTATTTCATTCCTTACAGGACTTTTAATC
TCAAAGAGGGGAGAAGTTTGGGGGGTATTTTATTAAAAAAAAAATTGCTACCAGGCCAAC
CAATAGTATGCCCAGTGACACACCTATGGATGTTGGATAACATGTCACCACTTCAACTAG
ATGTCAAGCGTATATAACAAGAAGCTGCTCTTACTGCAATAGTTTTATACGTTGTTCCGA
TATAATAATGATGCACATGTTGATGTTCATCTCCTGACTTTGTAATGTACATAAAGCAAA
AACCCTCAGTAGACCTAAATTATTGAATGTGTCCGGGTTTCCGCGCCATCGGTTCTCGTC
GTGTGAAAACATCAGTGCTGCACTGAGGGGAGTTTGGATTCTTTCGTCATGCAGAGGTGT
CGCTCGGAGTAGTTCCTCATGTCCTCTCACTGCCAACCGCTGTACAAAGGGTACTGAGTC
TGTCCATATGAAGTATTACGCGATAACACATAGCGGCGATGATGGTACTAATCTCCTGGA
CTTTATGATAAAGATTTGTAATTGTTGTCTATAATTTTTACAGTGTAACTAATATTGTTG
GTGCTTTTTAATTTGCAAATTAAACACCAC
>CL2212Contig1
TTTTTTTTTTTTGAAATCACACTTTTTTCTTTTTACTATAAACATGAATGCTGAAAAAAA
TGATTTACCAACATAGAAGCCTTTTCCTTTCTGGATTTACAGCAAAATAATTAAAAAAAG
ACATTGATCCAATCCATTTGACAAGCTCCAGTCCATCAAAGTGATCTGATGCAGAAGCTG
TAGTATTTCAAAACTGGACACTGATTTTCAAGGGAAATAAAGAACAGACTTGCATATAAG
CTACTGCAAGATGGTTTTGACATTGTTAATGAGTCTGTACAGTTTTAGGACATTAAAAAG
GTGTTTGTGAAACAAAAAAAATGAGATCATTGACAATATTAATATATTTATATTAATACC
AACAAGGCTGTTATTTTTTTCTTGTTTAAGTTTAGAACATTAACCATTCATTTTAAAATT
CAGGGTAGTAGTCATCACATTGCCAGTCACCATGTCTGTTTCTGAGCCTCCAGTGTGGTT
CAGGGTCTTTCCAGTTTCCAGGCAACTTGAAACACGGCTCTCACATGGAATGAAAAGAAA
AATTCACAAGGAAACTACACGAAGATCAAAAGTTGCTCTTGGCCTCTTTCTTGAGAAATG
ATGCATGAAAAAAAGAAAATAACATAACTGTGACCAAGTTACCCTCTTACAGTTTACTCA
CGTTGAACTGTTACCCTCTGAAATAAAAATAAAAAAATCTTACAGTACAGTACATTACAT
TTTGTTTTACTTCACTTGAATTGCAAGTTGGGAGGGCTGGGATAGACCGAAACAGACATG
AATTGACCAAGTCCACACTGAACATGACTGTGTGCATCCACACAGGAATCAGAGGATAGT
TAAACTGAATTTTTTTTCTTTTGTCTGTTTATTTTTTTGTAGCAACGTTCATGTCAACTA
AACCCACACGTCTTTCTCTGCTGAACCTCAACAAGTCCTCTCCACCCCAGCAGTGAGAAC
CAGGAGGAAGATAAGTGTGAAGTCTCGCTTAATCATTTTTCTTCTCCCCCTCTGGTTTAT
CCATGACGGCTACAGCATTTGCTGCCTCTGCTGTGCTGTTCTGAGTGTGGTCCACTCCAC
TGGTGCCAAACTCATTGACTCTGTTGGGATCAACCCGATAGATCCAGCGCTGGTAAAGGT
AGATGAAGAACACCACATCATCTCTGAGGCATCCTATCCTGTACATCATGGGCATCTTGA
TGACGAAGGCAAAGAGGTCATCAATGAAAGTGTTCAGAGCCTTGTAGGTGAGCATCCTCC
ATGGGAGGTGGGCTACAGATTTCATTTTGTAGTTGATGAATAGTTGTGGCGTCATTGTAA
TGAAACCAAAGGTTAACAAGAAGCCATAAAGCATGCCGAGTACCCACGAGTACCACCCTT
TGTGCTCTACATACAATAAACTATAGACCGCATAGCAGCCAAACAGAGGATAGAGCAGCC
ATGACAGGTACTTGAAGGCCATATCATCGTAAATTTTGGTTGAAGACTGCACGTATGTTG
ACTTGTCTTTGAATACTAATCTTGGGATCACTCCGGCAATTTTGTTCTCTCTGTCCAATC



TGACATCCATGACCTTGGTGATTTTCCACAGGTCAATGAGAAGTCCAATGAAGACGCTGA
CCTGCACCACAAAATTGGTTTCGTTGTCCAGAATGTAGAGGAGGACCACTAGGGACTGAA
ACACCCCAAAAATGATGGAGCGAACAGACAGGCCTTCAAGAGACTGTCTGCTATTCCAAA
ATTGGATATCGTTCTTGAAGGCCAGAAATTCAAAGATGCCCGGCCATAAGGCCCGGGTTA
>CL2213Contig1
AATCTTATAATTGAATTCCANACTGCNAAAAGTATTTTCATATTCCAAGCCTGAATTGCA
TATGGAATTGTCAATTGAACGGTCAATTGACAATTGCATATTACTATGAAGTATGACTCA
AAAATTATGACTTCCATACATTTTATTTAAGAAGACTAATAAAAATAATAGAGAACATAG
ATCCCTAAAAAATCCATACAAGGTCCTGTCACATATTTGTATGCAATAAAACTGCACTAT
GGAAGCATATAAATATCTAAATGGTCAAACTAATCTCTTTTTTAATGTATTTACATTAAA
TTATGGATAATGGAAATGTTTGTCTTTGTTTTAATATGCTTGGAAAAACAGTAACACAAA
ACAATTAAATCTACTTTGGAATTACATCAAACAAAGTCTTACATTAAAAAAAAAAGTTTT
CTGAACTTATTTGCCAAATAAATACAACAACACATCTATGTCACAGCAGGGTATGTTAAA
AAAACAACAACAAATAAAAAAGGACCAGATTGTTTTGTATTATTTCATTGTAATCTGAAG
CTTTAAGGATCTGAATAACAATTTGAGTACATAGTATGAGGACAAACATTTGAAAGTATT
GTCTCAGTGCAATCCAACAATATAATATATATTACATATGCAAAAAAAAATGAAAGATTA
GATGTTTACGCAACAAAAAAAGGTTGCATTTGATGTGTTTGGTACTTTTAAACATTTATT
TGTGCAATTTACTCTCCACTTCTGCAAAAACCTTTGCATTAATGTCATCCACTTCGTCTT
CCACCTGTTCCACCATATCCACTTCCGGGATGTAGAATTGCATCATGTTCTGAATGCCAT
TTTTCAGCGTAACAGTAGAACTCGGGCATCCAGTACAGGAACCAACGAGCTTCAGCTTGA
CAATGCCATTCTCAAACCCTTTGAAAATGACATCACCTCCATCTTCTTGCACTGTAGGTC
TGATTCTGGTGTCCAGAAGCTCTTTTATCATCGATACAATGTCATCATCATCTTCAGCCA
GACTGTTTTCACCATGGACTGCTTCTGTTGTTACTTGGTCACCACTTTCAAAGAACTTGG
CAATCACTTCCATCGCATGGCGCTTAATATGTGTCCATTCAACATCCTCATCTGTTTTGG
TAATTGTAATGAAATCAGGGCCAAAAAACACACCTTTTACCCCCTCAATTTCAAATAGGT
TCCTGGCCAAAGAGGAAGATCCAGCTGAGCTAGGAGAAGGAAAGTCCAGCGTTCCACTTC
CAAGCACAGGTTTACCGGGGAGAAACTTCAGACTCCTGGGATTTGGAGTTTCTTGAGTTT
GAATGGACAAGTGTCTCTTTGAGAAAGGAGAATTTCTTGTCCTGAACTGAGAATGGATTC
CCGCGGAGGGTTTATTTGCGAACTGTGAGGTGTATAAACTCACCGTTTTACCCGTAATCC
CAAAAGGAACCATTTTCCTCGCCCACAACAACCGCGTCAGCCCCCATCTCCCCGGCCATA
AGGCCCGGGTTAAACGGGCGCCCAGGG
>CL2214Contig1
TCGGCACGAGGCTTAAAGGTAACCGAGGATGAAGTGGATCAAATATGAGATGTTACAGCT
GGAGTAACCCTATATGGAGCTTCTTAGGGCAGAGAGAGCAGACTGTGTGGTATTACTCCA
CAAGTGTTGGTACTGCGTTTCAGGCTCCACTGCTGAACTCGCCGCCTGAGTAGGTTCACG
TCTCTTACTTGTCACCAGGGGGCTGAAGTTGATGGATTTGGGGTGCCGGTCCGGATGTGC
TAGCTCTTCATAAGCAATGCTGTTGTGTGTTTTTTCTTCTCATCCCATACAAGCTCTTTC
CTGCTATTCTTTCTTTGTTCATTCCTCAAGTGTGTGTTCTTTTGATCAGTGTAAATTTCC
TATATGTGAATCCAGTTTCACTAGTGGGATATGAAGCTTTTAATGATCCACAAATGAGTG
TCTGCAGGACGCTCCGCACACCGGTCCCTGCTCCAATGCCTTTTTTAAAATTATCTTTAG
GATAAGTTTTAAGGGAAGACTGTTTCCACTTTCTTTAGTTCCACTTTTGTTGAATCAGAC
CTGTAACCGATTTAGAGGGAGGAGCTTTTTTTTTTGTTTTTTTTTGNCTTTGTGAGCACA
TTCTGANAACGCCTTGAAGCTGGACTGGACTGNGGATGAAAACAATGCACAAGGTTATTT
TTCTGAGGGGAAAAACTATTTGNGGTTAAAA
>CL2214Contig2
TGTATTTTGTATGTACTTACTGCTGTCAAAAGAGTATGCACCAAAATGTCACATTGACTC
ACAAAGAAAATGCAATTTCTCCCCCCAATTACAAGAATTGAAAAATCTATTTACAGAAAG
AAATGGCATGTTGACAAGAAGGTACACTAGAAACTTACAGTCACAATTATTTAAATGAGA
CTTCTGTAAATAAAATTAGAAAAGAACTTAACACTCACACTGGTTCTCTTAACCACAAAT
AGTTTTTCCCCTCAGAAAAATAACCTTGTGCATTGTTTTCATCCACAGTCCAGTCCAGCT
TCAAGGCGTTCTCAGAATGTGCTCACAAAGACTAAAAAAAACAAAAAAAAAAGCTCCCCC
CTCTAATTCGGTAACGGGTCTNATTCANCAAAAGNGGAACTAAANAANGNGGAAACAGTC
TTCCCTTAAAANTTATCCAAAANATAATTTTAAAAAAGGCTTTGGANCAGGGACCGGTGT
GCGGAGCGTCCTGCAAACCCTCATTTGTGGATCATTAAAAGCTTCATA
>CL2215Contig1
GCTGTGTACACAAATCCCATTTGATTCCCAACTTCTTCCCCAATGTGCAAACTTTTCAGG
GGGAATATATTCCTCCACCTTTCAGGTGTCGTTTTGTGGGCTGCATGTACTGACCGAGTG
TGAGACAGTCCACTCCCGCCTCTCGCAGCTCTGTCAGAGTGTTGAGGATCTGCTCGTCCG
TCTCCCCGAGCCCCAGCATGATGGACGTCTTGGTGAGCAAACTGGGCCTGACCTTTTTAG
CGTGCTTCAAAACACTCAGGGATTGGTCAATGTTTGCTCTGGGGTCACGAACGTATCTTT
GCAGTTCACGCACAGTCTCCACATTGTGGGCGTACACATCCAAGCCTGACAGCGCTATCG
TCTCTACCGCCGCCAGGTCACCACGGAAATCCGGTGTCAAACACTCAACCAAGATCTGAG
GGTTTCTTTCCTTCAGGTTAGAGACTGTCTTGCTAAAGTGAGCTGCTCCACCATCAGGAA
TATCATCTCTGTCAACAGAGGTCAGAACCACATAGTCCAGTCCCCAGGCAGCAATGGCTT



NGGCGGTGTTGTATGGCTCGTCTGGATCCAGAGGAGGGGGCTGACGGGCGGTTTTTACTG
AGCAGAACCTGCAGCCGCGAGTGCACGTGTCTCCCATCAGCATGATGG
>CL2215Contig2
CGGCACGAGGGGTTAAAGTGCCTAGGAAAGCACAGGGGTTAATTATTTTCTGCACCAATA
TATACTACTTTTCTGGGCGTTTTTGTTTTTTTCCAGAAATTGATCACAGCACAAAGGTTT
GCTCATACAATTTAATGATTTTACACTTTGTTTTTAACAAAGCCAGAACAAACGTCACAT
CTAGAATAAATACCAGCATAATACAGACTTAACTACTATTTCCAAGTGTGTTTATGTGAG
AAAGTCAATTGTATTGCCCATCTTTAACCAATAGATTTAATTAAATTATGAAAAGACTAT
GAAGCAGATGTTTCCTTTGGAAAACATGACAGCTTAGTGTCAACAGAATAAAGTGAGGAG
AAAACTGCAGCCATTGTGTCTCTCTGAAGAACTGGATTCTGTCTTGATGTTCAAACTGAT
TCACAAGCTTTTATTTTCTGACCGGATAAAAACCAGTTTTTCTGTGACACTCAGGGGAAT
CTGAGATGGAAGAAGCTTTTGTTCTTCAAACGGTGAGATTCCAGCGCCGCTTCTCCTCAT
TCTTCTGGAGGAGCTTCAGCTTTTCTGCTCTTCAGTAAATTCTTCAAGAAGAATTCTCCT
GCTTTGTAGGAGGACCGAACCAGAGGCCCGCTGGCTGTGTACACAAATCCCATTTGATTC
CCAACTTCTTCCCAATGTGCAAACTTTTCAGGGGGAATATATTCCTCCACCTTCAGGTGT
CGTTTTGTGGGCTGCATGTACTGACCGAGTGTGAGACAGTCCACTCCCGCCTCTCGCAGC
CGCGAGTGCACGTGTCTCCCATCAGCATGATGGTGGCTGTAGCCGTAGCATACTCTCCTC
CTCCCCAACACTCCCCGATGTTAGGGCACCTGGCTTCCTCGCACACTGTGTGCAGGTTGA
GATCTCTCAGGGTGTTCTTCAGCTGGTTGTAGTTTTTTCCAATGGGGATCTCCGTCTTCA
GCCACGGGGGAAGCCTCAGCCTCTCTCCCTTCTGCCTCTTCAGATGTCCTTTATAATCTG
CCCACTTGGATTTCTCCGCCAGATCTCCTGAAATGAAGTCCTGGAGATCAGGACCATCGT
CGCTCTGAAGCGCCTTCTTCCGGTCAACCGGCTCTAAGGGGGATCTGGCTGTGGTGCCA
>CL2216Contig1
CAGGTTTGTCCGTCCTGTTTATTTCTGTTTTGTACATGAAGCTGCAAGTAAAACCAACAG
ACCTACAGAAACAGGGAAGAGAACCATCCACCCACAAAGCTTCGGAGGAAAGGAAAAGCC
GCCTCGTCGAAAGGGGTTTCGAACCAGCGGCGGATTTAACAATGAAGAGTCCACATCACC
CCTGAGGATCCCAGACACCACCTGATGGTAAACATCTTCTAAAGGCACTTGACGAGGGAT
TGCATCACGGTTCAGTGCATAATCAAACTCAATCTCATCCAAAAAGATTTTTTTTTTTAA
ACAACAAACCCGATTGGTGGGCTGATCCCTGCTGAACGCGGCGAGCTTCAAATCCAGGAA
CGGTAGAACTAGTTGGTCTAGAAATAAGGACTTGTCTATAGATTTATCCGCTTCCTAAAG
CATTTACATCCAGGAGAATCGGGTCGGCCTCAGAGTGGCCTTTGGTTGGTGAGGTTCTGT
GCGGACGTTTCCCGCTCAGAGGGAGAGTCTGCCGGGAAAAAAAACCCGAAGCCGCGTTTT
TTTTCCTTCCTCGGGTTTGGCGGAGCGGCGTCTTGTTGCATATACTAGGACGAAGGGATT
GCACGTCTATGCGGTTACCGTTTCTTTACAGGATATGACACGGAACATTCTAGTAGAAAA
TAAGATCCTCTAGCTCTGTTTACATTCGGGGTAAAGCGTAGGCTGGATTCGATTTAGTCT
CTGCTTTGATGTTTGAGCAAAAACCCTCAACAGAAATCTGTCGTTTCAGAGCAACGTTTA
CCTTTAAGATCATTGTTTAATCTAAATCCCGTTATGGGATTAGAATTCTGTCATCTCTGG
AGATTGTCATCAAAGAGGTGGAAACGGCGCCCCTGCTGGACAGGCGTCGTCGATTCAGGT
TACAGGAAGCCGGAAGGTTAAAAAAAAGCTGATATTGTGACTCGGAAACGTTTGCAACCT
TCGCTCGAGAAAAGGGGCGGGGCTAAACGGCTCTTCCACACAGTAGAGCCGTTCTACTTT
CACCTGTCAATCAAAGGCGGTCAACTTTGATTTAAGGAGGCGTGAAAACAAAACCCGAAG
ACCGAGTTAGTTTATGGTTTTTACATTCAAACAGGTCGAGACTCGTTTGTGTAAAAAGCC
ACCTGGTGGTCGCTGGGGGAACTGCCCCGACTGCAGCTACTTTCATTTTCCCGCTAAGTG
CTGCCGACAAAAACCAACCAACATCCA
>CL2217Contig1
TTTTTTTTTTAAACTTCAAACGTTTATTTCACGATTCACTATGAAAAGCTGGTTTAAATT
GATCCAGTCAAAGAATTGGAAGCTGTTATGAAAAGTCCTTGGTATTGAGACATCGCGGCG
TCTATCTGTGCTTCTTGAAGGCTTTTCTTTTAGTTTTCTTCTTCATGAGCTTCTTCTTTT
TCTTTGGTCGCGAGCCGTCCCCATCCTGTCCGCCTTCACCGCCAGTCAAAGCCGTGATGT
CTCCAAAGTGTGTGATCCTGCTCAGCTGGCCGGACATTCCCATCATGCCTCTCTTCTTGG
AATTCCTATGACTCTTTGGCATGGTGAGGCGCACCATCATGGACTCTTCATAATTTTTCC
TGTGGAGCTCCTCGTGGCTCTGCCGTTCGCTCTGGAAGTCGCGCTTCTCCCTGATCTCCT
CTGGAGCGTCGCTGTACTGCTGCCGGAGCTCCTGGATCACAGAGCTCCTGAGGGCAGCTC
GCCGCTGCCGCTCCATCTGGGCCTTCTTCTTGTCTGCCTCCGTCAAGTCACCGTCATAAT
GCATCGGGGCAATCTTTGGAGGAACATATTTCTTGCTATGGGTGGCTGGTTTCTTCGCCG
AAGATGCTTTGTCTTCATCTTCATCGTCAGAGTCCTCAGATTCACTTAACTTGCTTATGA
GATTCTCAGGGTTGGGGCGCAGTTGCAACGGGTCATTTACCGCTAAACTGCCCGTCACGG
CTGTGCGCACCAGTTTATCAATCTGGTATTTCAGCTTATGATCCAGAGGTCGCATCTTCT
CCAGCACTGTTCTGACTGTGACAATTCTGTCCAAGGCTTCACTTTCTTTGATTTTGCCTC
CTGCTGTCTTGATGCTGATCAGGTGAGTCAGGTCCTGGAGGTAGAAGAGCATCAGCTGGT
AGCGAAGGTCCAGGAAAGATAAACCCTTTGAGGTCTTAAACGCACCATCTTTGACTTTGG
TGAGCAGTTCACGTACATATCTGGTGACAGAGGCTACCTGCTCCGTGAGAGTGTTCAGCA
ACTCGACTGCTTTAGGTAAATCTCTTTCGATTAAATCGTTGTCTACCGTGGCAGCCATTT
TAATTCCACCC



>CL2218Contig1
TTTTGTGGTGTCTGGTGCAAAGCATCTGTTGCTGCACTGCACATGAAGGCATGCAAGCTC
ATTGCTGATTTAATGACGGCAAACGGCAAGAATTGATTGACCGGGCATCAGTATTATCCT
TATATTTTAATATATTGAAAGAGGAGAGATTTGCATCGTTATTGTTGCTAGGTAACGGGA
GGTGGGGACAGAAAAGTGGACTAACACTGACGTGAAGATAAAAATCATAAAAACATGTAG
GTTATGCGCACATGGTATCCAGGAATGCATGAATTTGGAATGATTTTGGAAATCAGAAAA
TCTCTTTTCTTCATGTCTAAAACTGACTTTTGATGCTGTTGAACAGAAAAACCGCAAAAA
TACTTGACTCACATGCAGGAACAAAAAGGGGCTTCTTTTGTTTTAGTGATCTAAGTTTCC
TGCATTAGAGGGAAAAAGCTGCTGCTCCGGAGTGAGATAAAGGGATTTTCTATTCTTAGC
ACCTTCTCGATCAAATTCAAGCTCTTGTTCTGATGAACAGCATGTTTGTGCTGCCTGAGC
AGGCCACGGATGTTGGCCCTTCCAGGACACCGTCCATTTGTTCTGTCTGTCTTCCAGCAA
CCATGTCAACTACTTTTTACCACCTGTGTTACTAGTGTCGTTTTTGAATTGCTGATAGTT
CTGGTTTTCTGTGAGAGGATAGTTTGTATTTCAAAGGTTTTTCTGCCGACACAGAGTCAG
TGATAATCTGTTCAGGTTTCTGTTCATGCTGGTTTTCTCGTAGTCCCTGTAACACAGGAA
ACAATCCACTCAATCTGTTCTTTTTCTGTGCAACGACGACAACAAATCTATCAAAGTTGG
CCGAAATCTTTCTCATGGGTTAGGACTCAGTTTTAGTTTCCTTTCCTCTAAAGTCTGCAG
ATTTATTCGCCTGTTGCTGCAAAACTATTGTGTTTTGGTTAAAAAAAAAACTGCAAATAT
TCACTAGAAAATATGATTACCACTATAGACCCTCAAACAGTTTTTACATTTTTCACCTCA
GGGTACAAACAGCTCCTGTGAAAAGTAGGTTTACCTCCGTAATCTGCTTAAATCTGTTCT
AAAATCCGTCATCTCTTTGTAGTTTTATCCCTTATTTAAATGAAATGCTTCATTTCCTGA
CTGGCATGCATCTATTCAGTCCGTTCATGGCTGGTGACTGTCCTAATGATGGCTTTTCTA
GTATAACTTTATCTGCGTTTTAAGTGTGAATTGGTTTCCCTGTTGAAGTCAACATGAAAA
ACGTGAAGGGACAATCAGTTTACAGGTTTGGACATTCCTTATGCTGATTTTTGGATGAAT
TATGGGAAAAGTCATCAGCTTTAGATGATTGTGAATAAATCAGGTTTGGTTTTGACACTG
AAAAGAGAGAAAAAGGAGCGACTGATGATAAAAGTTTGACTGAACAAAAAGCAGTTTCAT
ACCAGCACCTTATGAAGACAAATACTGCGTTTCAGTTTCTCCTCACCGAGTTTACCGGAT
CAAATCGGATAAAATATAGTTTGGCTTTTGTATTTATGCTAATGGAGACCTCACTGCAGG
GCAGCTGCTGCCGCAGACGGGCTGCTGCTGCCGCAGACGGGCAGCTGCTGCCGCAGACGG
GCTGCAGAGCATTATTTCCCCACCCCCCCCATGTTTAGATCGGTGTTATTTTGAGCGCGC
ATGAATTTATCTCTGTGCTTAGAGCGTCTCCATTCATGCTTCACTTGTGCCAAAGTGTGT
TGCAAGGGTTTGTGGGAATTGGAGCACTGGCAGAGGTAGACAGACAGGCAGAAAAGGCCC
CCCCCATCTTGGATGCTGCACTATAATTTATTTGTAATATTTGTAAATTGTTTGAAAAAG
AGGATTTTAATGATAATAGAAGGATCATGAACACTTTAGAAAACAGATTTTTTCTGGACC
ATAACTGTAAACTGCACAAATTATCCAGTTTTTCAAATGAAAAGACTTCTGAAATGTGCA
ACTCCTAAACATAGCAGGCCTGTATTTACACTTCTGTAATACAGTTTAATGCCCTTCATC
CATGTTCTGTTTTTGCCCCGTGAATAAAAAACTTCGGTCACAAAAAAAAAA
>CL2219Contig1
TTTTTTTTTTAAGCTTTCACATATAATTTAATTTATTCATAGACACAAACACTCACAAAA
CCTTTACGGTCACACAACAAAGAGTTTCTGCGGATAGTTGGGAATGTCGAATATAATCTC
ATATATTTATTTGTCAACAAAACAAAAATGTAAATGATGCTCCGAGAGGAAACAGAAGGG
CCCAAACATCCAATAAACATAGAATCTCTGCTTTTGGCTCATGTTTGTGTGACTTTAAGA
TGCTTTCCTGATAAAAAAACAAACAAAAAAACGTGCCACTTTCTGTAACTCATGAGGAAA
AATCTGTCTGCTGATGCAGATATGGGGACATAAAGCTGCAAATCTCTTCCTCTTAATTTA
AGACTTTGCATGGATTTATTATTTAATGATTGTTCTATTGAAGTGAAAGCTTCAGAAAAA
GATGGAGAGGAACACCCAGCTGCAGTGGGTCCAGACAAACCATAAATCTATGATTGATAT
GTTCACTTTGAGTCCAACAGACGACTTTAGAGCACAAATACACAACAGTACATCTAGATG
ATGGCGAGTCTTCCTGCCTGGTTCTCCTGGAGGAGGGGCCTGAAGGGATGCATGGAGAGG
AAGAGGAGAAGGGACCTTCTAACACCTGCAGGGGAAGTGCTTTGCTGAAAGGTAAGGGGG
GGTGGGGGGGTGGAGATGTTGAACCAGAGCATCCCTGAGTGGGGCTCAGTGGCGGGCGGC
GGACTCCCTGGGGTAGAACTCAGCCAGCGTGCTCTGAGGAATCCTCTTCAGCATCTCCTT
GGGGAAGATTCGCAGCAGCTGCCAGCCGATGTCCAGCGTTTCGTACACCGTCCTGTTGTC
ATACGGGCCCTGAGCGATGAAGTTCTTCTCAAACTTCTGCAGGAACTCCNGGTAAAGCAG
GTCATCCNAG
>CL2220Contig1
AATCAGTCCTTCAAGAGAGTTTTTCATCATGAAGCTGCTCGCTGTGATCCTCGGAGTTTG
CTCCGTTCTCAGCCTGACCCAAGCCCTCCCAGTCAACGTCACATTCACCGTGGACACCGG
AGACTCCGGCATTCAAATCAGAGGCCTCTGCAACTTAACGAACCAATACTGCCCTCACAC
ATTAGGATCGTTCTGCCCTCAATGTGCCGCTGACGGGAACTTCCTTCCAAGGCAGTGTTC
TGGCTCCACCGGGTACTGCTGGTGCGTGAACGTCATCACCGGAGAAATGATCCCCAACTC
CAGGGTTCCACCAGGACACCCGCCTCCAATCTGTGCCCTCCCAGTCAACCCCACCGACAC
AGTGTACTACGGAGAATCCATGCCGGTCTACTCCAGCGTTCAAATCAGAGGCCTCTGCAA
CCTCATAAGTCAAGAATGCATTCTCATAATGGGAGCACAGTGCCCTCAATGTGCCGCTGA
CGGGAACTTCCTTCCAAGGCAGTGTTCTGGCTCCACCGGGTACTGCTGGTGCGTAAACGT
CACCACCGGAGAAATGATCCCCAACTCCAGGGTTCCACCAGGACACACGCCTCCAAAATG



TGCCCTCCCAGTCAACCCCACCGACACCGTGGACAACGGAGGCTCCATGCTGGTCGACTC
CGGCGATCACATCAGAGGCCTCTGCGACTTCAAAAGGCAAAACTGCATTCCCGTAATCGG
AGCACAGTGCCCTCAATGTGCCGCTGACGGGAACTTCCTTCCAGAGCAGTGTTCTGGCTC
CACCGGGTACTGCTGGTGCGTGAACGTCATCACCGGAGCAATGATCCCCAACTCCATGGT
TCCACCAGGACACACGCCTCCAAAATGTGGCTCATCCAGTGAAGAAAGTTCAGATTCGTC
AAGCTCAGAAGAGACCAAAGAACAGAAGGACTCTGATTCATCAAGCTCTGAAGAGACCAA
AGAAGAGAAGGACTCTGATTCATCAAGCTCTGACGAATCCAAGAAGCACAAGGATGAATC
TGATTCAGAAGAGACCAAAGAAGAGAAGGACTCTGATTCATCAAACTCTGACGAATCGAA
GAAGCCTCATGACAAAGAAGAGAAGGACTCTGATTCATCAAGCTCAGAAGAGACCAAAGA
AGAGAAGGACTCTGATTCATCAAGCTCTGATGAATCCAAGAAGCATCATGACAAAGAAGA
GAAGGACTCTGATTCATCAAGCTCAGAAGAGACCAAAGAAGAGAAAGACTCTGATTCATC
AAGCTCTGATGAGACCAAAGAAGAGAAGGACTCTGATTCATCAAGCTCTGATGAATCCAA
GAAGCATCACGACAAAGAAGAGAAGGACTCTGATTCATCAAGCTCAGAAGAGACCAAAGA
AGAGAAGGACTGTGATTCATCAAGCTCTGACGAATCCACGAAGCAGGATGAAGAATCTTC
AACTTCAGAAGAGACTAAAAAAGATCAAAATTCGGATTCATCAAGCTCTGACAAGAGTCA
CGATGATTCTAAATCTTCAAGTTCAGAAGAGGATTCCGGCTGCCCCGATGACTGGACACG
CTTCGGCCAGCAGTGCTTCATCTTCATCAACAGCCCAAAGACGTGGGCCGAAGCTGAGGC
ATACTGTCAGTTCGACGGATCCAACTTGGCGTCGATCCACAGTTATGAGGAGAACCACTT
CCTCCAGTCTCTGACCAGAGCAGACACCCATAACTTCCCCCAGGCCTGGATCGGAGGAAC
CGACACCATGCATTTTGGTTTGTGGACGTGGTCCGACGGTTCAAGGTTCCTCTACGAAAA
CTGGAGCTATAAGGGCAAAGATGGAGACGCTGACCGCTGCCTGAAGATCAACTACCATTA
CGAGTTGAAGTGGACGGCTGCTCGCTGCTCCGAGTCCCTCCCTTTTGTTTGTTCCAAGAA
CGCCGAAAAGGAGAACGAGGCATAACTCCACCGAAAAAGTATCCTCGCCACCAACAACCC
TGTGAACCTTTGGCTGTTCCAATACTTTTACTTCATTACTATGGAATCCCAAAGAAAGGG
GAGCGTGTCCTTTCCAGCAGAATGGAGTTTTTCTGAGGATTGTACCACATAGACGTGTAG
AAATGT
>CL2221Contig1
GTGGNAGGGGCGGAGAGAGAGCGGCTCTCCCAGATTAGAGGTGCGAGGGATGATGATGGA
GGCCAGCTTCGACACTGAGGAGAGCTTTGACGACCCCTCCTGTCTCGCCTCGCAGCCCCC
CGGCTCCGTGTCGCCGGCCAGGAGGCAGATCAAGGAGGTCAAGGAGACCAAAGCCACCAT
CAACTGTGTGACGTTTCCTCTGCCTGGAGAAGGTCCGGAGCAGCAGCTCCTCAAACCAGA
CGAATGGAGCTACTGCGATTACTTCTGGGCCGACAAAAAGGACCCGCAGGGGGCCACCTC
GCTGCCCGGCTTCGAGGTTCTTCTGCAGAAGCAGCTGAAGGGGAAGCAGATGCAGAAGGA
GATGTCTGAGTTTATTCACGAGAGGACAAAGATTGAGGAGGAATATGCCAAGAACCTCTC
CAAGCTGTCTCTGAGCCCGCTGGCAGCGCAGGAGGAGGGGACTCTGGGAGAAGCCTGGAC
TCAGCTGAAGAAGAGCCTCCATGATGAAGCTGAGGTCCACCTCAAGTTTGCTAATAAGCT
GCACACCGAGGTGGAGAAACCGCTGCTGACGTTCAGAGGCGACCACTTCAAGAAGGACCT
GAAGAAGTACGACCACCACATGGCAGACCTCAGGAAGCAGCTGGCAAGCCGCTTCGCCAG
CGTGGAGAAGGCCCGCAAAGCCCTCGCGGACCGGCAGAAGGATCTGGAGGTGAAGACCCA
GCAGCTGGAGGTCAAACTCAGCAACAAGACGGAGGAGGACATCAAGAAGGCTCGACGGAA
ATCCACGCAGGCAGGAGATGACCTCATGCGCTGCGTGGACCTCTACAACCCAAACCCAGT
CCAAGTGGTTTGAAGAGATGGTCACCGCCAGCATGGAGCTGGAGAAGCTGGAGGTGGAGC
GGATCGAGTGGATTCAGCAGCATCTGCGTCAGTACACGACTCTCCGGCACGAAACCGACA
TGTTCAACCAGAGCACGGTGGAGCCCGTCGACCAGCTCCTGCAGAACGTGGATCCGTCCA
AAGACCGGGAGCTGTGGGTGAAGGAGAACAAAACCGGGGAGGTGCGACCCGTGGACATGG
ACATTTAGACCCTCTGGACCCCGGGATCAGCCTCCCGCCTCCACTGTTGCCACTTGAGTT
TTTCTAAGCCCCGCCCCCCCCTGACTGGTGGGCCGCCGCAGACGTGCGCTCTGCTCGTCC
TGTGGCTGCAGTCCCACCGGGGAAAAGCGTCAGCAAAGAGAAGCGGATCAAAGAAGCAGC
ATGTTCCTTCTAAACGCGACCCCTCCCTGAATGCTCGTTATCGTCCTCTGCTGTCTAACT
GTTGTCAAGTTCTTAACGCGCATCTCTGTGGTCTGAATTTTCGCAAAAAAAGTACGAGAC
CTTTATTTTAATACACTACAGAAAAGTCTGAATGCATCTATTTTCCTATTTTGCTCCATG
ACTTTGCTGGAAGTGCATGTTTGACGTCAGGCTGCAGCTCGTGGAGCCATGACGGCCGTT
CTGGTGTTTGGGTTTTATGCACAAATCTGTAAATCTGTATCTTCATCCACGGAGACGACG
CTCTGCTCCCTGGGTTCAGGCCAGAGTCGGTTCTGGAGGAAAAAGGTGCTCCAAGTCACT
GAAACACCTTTTAGTGCCTGAAACCCGGAATATTATCCGTTTATTCTCTGCATCCGTGTA
CATTTGTACATACTGGATATTTTCCCGTCAGACGTGTTTGATGTTGTACGTTTTATTTTT
GTAAATGTGCAGGAAAGTGGGAAACACTGCTTTTAACTAGAAGGACAATGAGGTTCTTCA
GAACTCTGTGGGTCACGAGGGGAGGAACCGCTCAGAGACTTTGTGTTTTGGTGTTCATCT
GTTCCCTCCAGGGTGTCAGAAACCTCCAGCGGCCCATGGGGCAGCGGCAGGTTGTAGACG
GTTTGTTTGTGTGTGCGTGTCGTTCTCCGAGTGTCAGTCTGTTCTAGATCAATGTTCCTG
ATCACGATCCCGCCGGGCGTCTGCTCGGGTGTGACCTCCGTCCAGGCCGGGTCGCCAGGG
AATGCAGCGTCCCAAATAAACCCCCGCTTTGAAACTGAAAAAAAAAAAAAAAAA
>CL2222Contig1
TCGTGTGGTGCTACAGAGCTCTGGAGGCGCTAGGCTGCCTGGAGGATGGGCGCGGCCGGC



TGCAGCGCGCCGAGGACGGCTTCCTGCGCTGCTACGGAGAGCAGCAGCAGAGGCTGCTCA
GGATCCAGGGAAACTCTGGCCGAGAGGACGTTCTGTTCCTGCGCCTGTACCTCCTGCAGA
GCCTGCTGTCCTACATCGAGGGGAACGACGCCCAGGCGCGCCTGCAGCTGTCCAAGGTGG
AGTCCCTGTACGCCCGCCTGTGTCCGGACTCAGAGAAGATGGCTCAGCTGATGGCGCTCG
GGTTCACCGAGAGAGAAGCTCGTCTTGGACTGAGGGCGTGTCACGGAGAGCTGCAGGAGG
CTGCCTTGTACATCAGCAACCGCCAACAGGAGCGGCAGGAAGTAAAACAACGAGAGAGGA
AGAAGAGGAAGAGGAGGATGGACGCCATCTCCACCCTGACAGAGCTGGGATACTCCAGGA
GAGATGCGGCCAGAGCATTGCACCTCGCTGACGGGAACGTGGACAGAGCCTACAATATCC
TGCTGGACTCCAGTCAGCCTGAAAGCTCCAACAACAACCTAGAGGAGGGAGTCGGTCTGG
AGAATATTGATCAGCTGCTCTACCTCGGCTTCCAGAGGGACTCGTCTGAAGCCGCTCTCA
GGTTGACGGCGGGGGACGTCCAGGCCGCAACTCAGCTGCTGCTGGACAACCAAGGTGTCC
TCTCCCCAGAACTGCTGAGTCAGCCTCTTTCCTCTCTTTCCTCGCCATCGTCAGAGGAGC
CCAGCACCTCCTCCACCACTCCAGAGGAGAGTGAGCTGGTCAACGAGGTTCTGGAGGACA
TCCCCCGTCATGAAGAGGAGTATCTGGACGTGACGCTGGAAGAGGAAGGCCAGCTTATTG
CCACCTTAAAGGCTTACCTGAACCCGGGACCCGTGCACACCATTTGACGGTCACATGACC
CGCTACGTGCGGAACAGCACAGCACCATCATGCTTCCATCCTGAATCCACAAACAAATCC
CGAAAGTCCGGGTTTCAAGCAGGCTCTGTCTTTTTTCAGAGATTGTTTGACATCTAACCA
ATCTGAGCAAAAACAACAGATCCAGCCTGGGTCAGAACCGAGCCAGCCCCCGACTGATTC
TGTGTGTGTCCCTCTACTGTGAGAAAAGTGAAGATGAAGAACAGCCATGACTTCTTCAGT
GTCCTGCTCTGATCAACTCCTGGTACCCACCACAGATTGGACAATTTGAGGCAGACATCC
ACCGAGTCTTCCAGAACCTTCTGCTTATCAAACAGTGTTTGTAGATGAAGGTGCTGCAGA
GTCCTGCTGCCTGTTTGTAGTTGCTGTACATTTTTGTGTGGACTGTCTCAATATTAAACA
TGACGGAT
>CL2223Contig1
TTTTTTTTTTCTTGTCTAGAGAATTTATTTTAGATACAGGTAGGAAAACCATATTTTACA
GAATGGGAAAGGTGGCGGCCATCTGGAGTCACTGGGCTCCAGCTTTTGGGGGGACCCACT
CGTGGATCTTCTTGCGAGTGGTGGGGTACGGCACGTACTGCTGTGGGGTGCCACTCACGT
TGAACTGGTGGATCTCAGCCAGGAATTTCTTGGGCTCTGGAGGGTGAGTGGTGGGGGGGT
CATCGGTCATGCAGTGCAGCCAGCGGTGCCATTCAGCAGGAACCATGCTGCCATCCACCT
CCCATAATGTCCTCTTCCCGTTCATCTCCGTCGTATAGATGACCCAACGGTGACGACCAA
AGAAGTAATGCTTTCTGTCTTCATAGTATTTGTTTCCATATTTGTCCACACCGATCAAAG
TGCCTGTTTTCACATCATTTACTCTGAACAGCTGAAGGAGAAATCCTCGGACTCCTCCGT
GACCTCCTATTTGGCCCAAAGCCCTTCGAACCAGGTTAGCATACTCCGCCATCTTTAGAC
GGACAGG
>CL2224Contig1
TTTTTTTTTTCTGGACATTATTTCTTTATTGAAATGTTTTGCAGAACAGAAATAAAGCGG
TTAAAGTAAAAATATAAAAAGGAAGAAAATGTGACTTTTAACCATAGAATATTGATGGTT
ACAGAAATATCTTCATCAGAAATACAAAAATCTACAAGCTTGAGGAGGATTCACCAGCTT
TCAGGATGGATAGAAGTGAAATCAAACTCTTCAGAAGCCCATCCTACCCTTAAAGCATTT
TCAGCTTATTTTTCAGCTCCCTCTCAGATATGGCAAGTGTACTCTCAAGCGTAAACACAC
AGACCTTTAAAGTGGCCCTCTGTCACCACATGGCAAATCCCCCTGGTGTGATCCCTCTGT
CCATTTGGCCGCAGGAGCCACACTCATAGACTGCCCGCGGTTCTGTTTGTTCCAACATTA
AAGGAAGCCAGTATATGGACAGACTGGCGCCTGGTGATCATGACATCCTAATTTCTATGT
TCCATTTACACCTAGATGTATTGGAAATGAGCTGATCTGTACATTTGTCAAGGTTCATCT
TCCGCATCTCCTCCCAACGTCATAAGATTGTCCTTCCATGCAGTTCTGTAGCTTTACTGC
TATGAAGTGAGCGAAGACTGTGGTT
>CL2225Contig1
GAGGGTTCTGTGCAGCTTGGTCCCCGGTGTCTTCTGCGCAGGAGCAGATCTGAAGGAGAG
GGCGAAGATGCCGCAGAGTGAGGTGGGACCGTTTGTCTCCAAAGCCAGAGCCCTGATCAC
AGAGCTGGGTAACCTTCCCGTTCCGGTGATTGCTGCGATAGACGGAGCCGCGCTGGGCGG
CGGTCTGGAGATGGCTCTGGCTTGTGACATCAGGATTGCCTCAAACTCTGCCAAGTTGGG
ACTCGTTGAGACCAAACTGGCTATTATTCCTGGAGCAGGAGGAACTCAGCGTCTCCCACG
GGCCATCGGCGTCTCTCTTGCCAAGGNAGCTGATATTTGCAGCCCGGGTGGTGGATGGAC
AGGAGGCCAGCCGCCTGGGTCTCGTCAATCGCTGCGTGGAGCAAAACCAAAGCGGAGATG
CTGCCTACCTTCAGGCGCTGGAGCTGGCTCGAGAGATAAACCCCCAGGGTCCCATCGCCA
TAAGGATGGCAAAGCTAGCGATCAACCAGGGAATTGAGGTGGATTTATCCACAGGTCTGG
CGATTGAAGAGGCCTGCTATGCCCAGGTGATCCCCACTAAAGACCGCCTGGAGGGTCTGG
CAGCTTTCAAGGAGAAGCGGCGACCTAACTTCAGGGGGGAATGAGGCCCCTCCCACTTCC
AATGTTCTCACCCTCAACACCTCCAGATGAACCAAGAGCAATCAAGGGGGTGTTCCACCC
CATCCATGGCTGCTGCGTCAGGCTTGTAACTGCTTTAAGATCAAGGGAACCAGACTTTGG
CCACTTCCTGTAACCCTAAATCACTGCTGCGTGAACCTGCCCGTCCTGCAGGGGGCAGCA
GAGTCCCGCTGAAGCTGACAGAAAAATCCACATTTCTGAAAATGTTCAACAAGTAAAACA
TTTTTTTTGTTCGGTCCCGTTGAGGGTTCGTCTCCACGAGTTCACTGTAAATGTTTTATT
TGGCTTTGGCGCCCCCCTGTGGTGGAAACATTTCCCAACGAACAACTTCGAAACCATCAT



TGCTACTTTACCGCAGATCCAGACCGGCCCAGGCCGCAGCAGAACCGACGGAGCGCCACT
GTCTGGGGTCACTTTGAGCAGGAATGAAGAAAAGCTGGACTGGCCTGATCTGTGCCCCGC
CCTCATGCTGGACTGAAGCCAGGACCGATGAATCCGTCTCGCTGCCGTCGTCATGATGTT
TCCTTCATCACTTGATAAAGT
>CL2226Contig1
GGAAAAGATGGCGGCGGCCGCGGTGAGGACTCTGGGTTCAAGTTTGGGTAAAAACCTCCG
GGAGATCCGCCTCCACCTCTGCCAGACCTCCGCGGCAAGCAAGGGGGCCAGGGACTTTGT
GGAGCAGCACTATGTGACTCTGAAGAAGGCCAACCCGGACTTTCCCTTTCTGATCCGGGA
GTGTTCTGGAGTTCCGGCCCGGCTCTGGGCCCGATACGACCTGGGGAAGGAGCAGAGCGT
CTCCGTGGACAACATGTCAGCCGAGCAGGTGGCCGGCGCACTGAAGACACTGGTTCAGTC
CAAACCGTGACCCAGCTGTTTTCTCCTTGTGTGATGTTGATGAGAAAGAATAAACTTGAA
CTTTGAATGAGAAAAAAAAAA
>CL2227Contig1
GCACTTAAATGAGGAAATCTCATGCACACAATTCAAGTGAACACCCTCCAAACAGAGATA
ACCCATAGAGTTGTCATTCAGCCGCTTAAGCCCACTCCTGAGTGTCCCTCCTGTTCCTCC
ATGGGATCGGTCCACTGGGAGCAGTCGCCCTTCCGCCGTCTTCGTCTGTTCAACCCAACC
GCCTCCTTCACAATCATTATCTGTGGAGCAAAATGAAGGCCTCCAGCTTCTCGGGAATGT
TTCCTTGGTAAGCAAGGCTGTGCTTGACGATAGCCCTGGCAGCTAGGCACTGCAGCGTGG
TGTGGTTGATGGGCTGGATGACATTCCTGGCCAGCTCCTTCTCATCCAGGAGATCGCAGG
CTGTTTGTTGGAAGGCGTTAGTGCTGTCAAAGTGAGTCCCGTTGGAAATCAGCAAGTTCA
TAATGTCAGGGTGACCGTTGGATGCAGCTATATGGAGGGGGCTGTTGTCATCTTCATCTT
TGCTGTTGACGTCAGCCCCACACTCGAGGAGGATTGAAGCCACCGTGAGGGAGGGGAACT
TGCAGACGGGATAGCGGCCCACGCAGGTGGTGTTGCGGTCGACTGCCAGGTGCAGAGGGC
TGTAACCGTTCTTGCCACATGGCTGAAGCTTCAAAAATCTATAGATGGTTTCCTTCTTGA
AATGGTCCTGTTCTGCAGTGCACGGCACCTTCTCTAAAAGACAAATTAGGTGCAGAATAA
TGGAGAGGGCTTTGCTGAGCTGAGCTGGGTCAGGAGGCATGGGTCCGCTTTGTTTGATCG
CCCGCTCAATCTCCATCACACTCTTTGACAGTATTCCCATCAAGTCTTCAAAAGACACGG
AGGTCCCCAGCAGCCCTTTGGCTCTGTCCTGCAGCATGAAGGAGAAGAGCTCCGCGAACG
ACAGCAGGCTGGACGCCGTCATGGGACTGAGGGGGTCCAGGTTGCTCTGCTGCATTTCCA
GCGCATATTTCCACAGGTTGATGCAGCGTTCAAAGGCGCCTGAATCGGCGTAGACGGCCC
CTCGGTAACGGATGTAGTAGGACGTGTCGGGATGCTGCGGCCCGAGGATCCTCTCGCGAA
TGAGCAGAGCCTGCATGCGCATCTCATCTGGGTCAGAGATCAAACTGTCCAGCTCCTCGG
CGTTTGTCACCTCTCTGGCGTAGTCATATGCCATGACCAAGTGCTTGGGCTCCGGTTTGT
GAACTATGCTGTTACTGTCCACGTATCTGAGGTCCATCGCTCTCTTCCAATATTTCAAGG
CACCACAGCAGATCTCTCTTCTTGTCAACAAACGTGGCTCCTAAGAGCTCCAGGGCATCG
ATGCGTTTCGTGTGGCTCGTCTGAAAAAGCGTCGTCAGGTAGTCCACGATGTTGGTGTGG
CCCGTTACTCTGGCAGGGA
>CL2228Contig1
TCGGCACGAGGAAGGAGAACACTGAAGTCTTCTTTCTCCTCTGAGAGGACAGAGAGGCCT
GATAATAATGTAAACAGATTGTCTAAAACATCTTCAGCTCTGATACTTGAAGTATTCTGT
TGCTGTCTGCTTACTTTCAGAATCTGCAACTTAACTTTAGAACCGGATCCTTTACAGAGA
ATCCTTATTTGTTCTTGTTAACCTGTCATTTTCACTTTGAAGAGTTACAGAGCAGATGGG
ATTGAGACTCAAATATAACAAGACTACTGGAAATTGTCACATTGTAAATGTTGTTTTGTC
TTCAGTGTTTAAACATAGATGTTATTTGGGGGTGTCACTGGTGCAATTATGAACTTTAGT
TGGCTAATAAAACACTGATCTCTCAGAATTAGGATGTAAACTTCAGATTTTTGTTTAGGT
TTTATTTAATTGCTGTACAGATCACATGATTCCTTTCTGTTCAGATTTAGAGAAAAGCAT
TCTTTGGCTTCAAGCCTCTCATTTCTTTACTCCTGTTCCATTCATGCTGGATCCTTTCAC
TGGGCCTCTTTGCTTGTACGGTAGTCGGTGCAAAAAGATTAAATTATTAGTGCTGCAAGT
AATGTGATGAAATTGGATCTTTTGAATAAGAAATGCTAACTCTGTTTTCCTTTGCCTTAC
TGCTTTGAAGGAGGGACTTTCTCTCAGCACTAAAGTAAAGACATGCATTTCTCCAGAAAA
GTATCATGTAAAAGCAATAATGTCTTCTTCTGTTTGGTTAGTTTTGCTGCCCTGAAGATT
TGCACTTCCGGCTCAGACTTCTGTTTTCTGCCATTACTGGAGCACTCCTTAAAGTGGGGA
GGACTTACAAAGTTTCTGATGCTACTTCATTTAACTCATGACTGCAAAGTTCATTCATAG
TCTTAAAAGTTTCAAATCAAACGCTTCATACGACAAAAGCTGGGACAATGTTTTGAACCA
TCACATCACTGAATTTGACCACCGTGCAAAAAGATA
>CL2229Contig1
GNGNGTTTTTCATTCCGGNGNGAAGAAGCCTTCGGTTTGCTTTGAGGTTTGCCTTTGGGG
GNGGGACAGAGCTCAGGTGGGGGAGGGGNTTATTTTTGTTGCATTTTTCCTTANAGGNGG
GTTCATGAAGGAGCTTTCCAAAGGTTGGAGTGTTGNGGCTCAGTCANGTGCTTTTAGTTT
TTTACTGATGATGGTTTTTGATAAAGNGNGTGTGTGTTAGGGNGGAGTTTAGAGGTGTTT
GANGGATGATCCTGCAGGGAAGAANTTGACTCCATGCTGAAGNGGATTCNCAGTAANGGA
GATTTTCCTGAAGGCAGGNGGAACGTTGANTTTTGGTCATNTTTTTTTTTTTTTAGTGTG
TTTTGTCCCGTGTCTGCTCAAAGTGTGCGGTTCTCCTCCGGCCTGCGTTCCTGAGTTTCT
TCTAAAGTGACGTTTGTTTCTGGATCTGTTTTTCTAAAAAGTGCATTTTAAGCAGCTGTT



CTGAATAAAC
>CL2230Contig1
TTTATTTTGTTTCCACAGCCACTTACAGAACAGTTTGTACACATGAATCTGATGAATGTT
TTTGTTTCATTTATAAAAAATATTATGAATCCTGAAGCACTGTAGACTTAAAATGTCAAT
ATCAATACAACATATTTAATTATGAGTTAACTGTGAGCTAACTGGACAGCAGAAGAAGCA
AATCTAGCCAATATAAAACAAAGTGGTTCTTCAGAATTAGACGTTTTCTCCTCGACTCAT
AGCTCAAGATTCAGTGTTTGAAACATGTTTACTGTCTGTGGACATCTGTTAAAAGAATGA
GACCAAAAACTAAGTAACAGGGGAAAACAGACAATAACCCAAGAAAAACGTTAAAACGTC
CTAAATCGTAACTACTGACGTAAAATACAAATCATTAAAAGAAAGTTTGGCTGCTAGAAG
AAAAACCAACGATGAGATGAAGACTGAACAGAACTTTACATGTATGAAACAGTTATTCCA
TGATAAAACAGTTATTCCATGAACAACTGACATGATTGAAGAAAAGCAAACACAAGTCGC
TCTTTTCCTTCTAAACCATGAATTAACATGCCTTTGTTCTACTTTTCAAAATGAAATTGT
TTTCAACCACAGTAATTATTAAACCCTAATAAAAGCTGCAAAAGTTTAGCTAAAAACCAC
TACAAAATTCTAAATATTTCAAAATATATTCAGCATCAGTTTAGTTGCTGAATATAAAAA
AAATCTTACAATCTTTGTTGCAGTTTCATATCTTTACAGAGCTAAATAGTTCAAATTCAT
CAGGTTTTACAGATTTAGATCTTATTGCTCAGTCTTTGTTTCTCTCATTATCTATAAGAC
AAAAGGCTGAAATCTGAAAAAGCACAACAGATCAAGTGATCTTTACTCTGTTTACAAAAG
ACTGACCCCGGCCAT
>CL2231Contig1
CGACGTCATCGTTGCCGCTTTCAAATTTTAGCTCTGAAAGGATGTGTCCAATATTTCAAA
TCTCCAACGTAACTGGAGAAAACATGGACCTGCTCAAGATGTTCCTCAACCTGCTCTCCT
CCAGGACGTCCTACAGGGACGATCAGCCTGCCGAGTTTCAGATAGACGATACCTACTCTG
TTCCAGGAGTGGGAACCGTGGTATCAGGAACTACTTTACGCGGACTCATACGTCTGAATG
ATACCATGTTATTGGGACCAGACCCTCTTGGGAGCTTCATCCCGATTGCTGTTAAATCGA
TCCATCGCAAGAGAATGCCTGTGAAGGAGGTCCGAGGAGGGCAGACCGCCTCATTCGCCC
TCAAAAAGATCAAGCGCTCATCCATACGGAAAGGAATGGTGATGGTCTCACCAAAGCTCA
ACCCTCAGGCAACTTGGGAGTTTGAAGCAGAGATCCTTGTACTTCATCATCCCACTACGA
TATCCCCCAGATACCAGGCTATGGTCCACTGCGGCAGCATCAGGCAGACGGCCACCATCT
TATCCATGAACAGGGACTGCTTACGGACGGGGGACAAGGCGTCGGTCCACTTCCGCTTCA
TCAAAACCCCCGAGTACCTGCACTGCGACCAGAGGCTGGTGTTCAGGGAGGGGCGCACCA
AGGCTGTGGGGACCATCACAAAGCTCTTGCAGTCCACCAACAACATGCCATCAAACTCCA
AACCCCCCCAGATCAAAATGCAGTCTACAAAAAAGACAGCAGCCCGAAAGGAGGACGGCG
CCGCGGCTACTGGCGACGAAGCGCCGACGATAGCACAGCCGTCAGGCCCCAGCACGTCAC
AGGGGGGAGAGGGGGATGATGACCCTCTGGTAAAAGAGGGCAACAAAGAGAACAAGCCAA
AGTCCGGAGGCGGCGGGAGGAGAAGAGGCGGCCAAAGGCACAAGGGCAAAGAAAGAGTCA
TTTCACAAACCGTAAATGATTGAGACGTTCGGAGCAAGACGGTCCGACTCCCTGCCTTTA
TCGCCACATTTTCGTAGCTGTCATTTCCTCTCCAAAGGGGGAACTCCTCGCACCCAAACC
TTACATTTTTGTGGATTTTCATTTCAGCTGCCTTTGGTTTTGGTGATCAGTTTGGTGGGC
CTCCCCTGAAAATTGAGCATTAATTTATTTTAGAAGTGAAAGCAGAGTTGTGATTGAAAG
AGTGAAAAGGAATAAAAGGTCCTGGGACCTAAACGAGCAGCTATAGGTGAACCTCCCTCA
TGCATTCCCCAGGAAACTGAGTGCAAATCACAAGTTATTGTAGCAAAAGGTGGACAAAGA
GTTTAGATACATGGAAAATCCAAGTACAGTTGTCTATTTATCTGGCATTCATGCAGAACA
CGTTCAAGTATTTGGAATTTACTTTCACCATTTCAGTAGTCTGTGCAGCTTCATGGATGT
TTAAATGCAGCACACTCGTCAGTTTAGCAGTTGCTAATGATCATAATGCAGTGTGTTTCT
CTAGTACTAATGCGTTAGGGCCTGTTGCCGTTTACATATTGTGGCATTTTGAAAATACTT
TGCTGAGGGAAAAAGAATAAAGTCA
>CL2232Contig1
TCGGCACGAGGCTGTGGAACAAGGTCTACGCCGCCACCGAGAACAAGCACGTCTACTACG
GGGGCGTGGAGGCCGCGTCTACGCTGCTGAGCGCCGTGGCGTCCTTCACGGCGGGCTTCG
TGAAGATCCGCTGGAGCGTGTGGTCGGAGCTGGTCATCGGGATCATCACCGCCGTGCAGG
CGGCGCTGCTCTTCGTCATGGGCTACACGGACAACATCTGGGTGTGCTACGTCTCCTACG
TGCTCTTCAGAGGCTTCTACCAGTTCCTGGTTCCCATCGCCACGTTCCAGATCGCCTCGT
CGCTCACCAAGGAGCTGTGCGCGCTGGTGTTCGGCATCAACACCTTCCTGGGAACCATCC
TGACCAGCATCATCAACCTGATCTTCTCAGACAAGAAGGGCCTGGGTTTGGACGTGCACG
CTCAGTTCCTGGTCTACTTCATTTACTTCACCTTCCTCACCGCCGTTTACCTCGTCTGCG
CCGTCGTGGTCGTCGTCCGCCACTTCAGGAATCAGCCAGAGGGGGGGGCTGAGCAGCCCA
CCGAGCTGACCCCCGTGGCGGCGGAAACGGAACCGCTCTCCGGCGGCCGGGACACAAAAG
CCTGAGGCGGCGGACCGAGCTCCAGGTTCTAAACAAGGAGCCCGTATCATGAAAGTGCCT
CCGCAGCTGCGTCAGCCTAGTTTAATTCAAGGGATCATCAGCAGAACAGAACCAGAACCT
GAAGGAGGGTAGGGTTCTAGAACCACTCCTGTTCTCCGTGAAGAACCTGCATCAGATTAC
AGTTTAATATGCTGGATTGAAGCGGATTAGGAGCTGCTGGATTCTCCTCTGCAGCTTCTG
CACCTGATGGGATCAAACGTCTGATTTTAGATCGATAGTCTTAAATCATCTAAAAAGTAG
GAACTGTAGTCTTTTATCTTTAACTAATGATAAAAACTGTAACTTCTATGAATGTAAAAA
AAGAGGAAATAAATCA



>CL2233Contig1
AGCTGACTTTATTTTNCGCTGGGGAGACTCAGCAGGCCAGGAAGCCCCCGTCCACCGGCA
GGGTGACTCCGTTGGTCATCCTGCTGCTGTCGCTGAGCAGGAACAGAATGCTGTCCACCA
CGTCGTCCACCTCTGCGAAGCGGCCCAGCGGGATGCGGCACAACATGGTCGCGGCTTTCT
GCGGGTCGCTCCAGCCCAGACGCCCCATGTCCGTCATCACCACAGTGGGGTTCACACTGT
TCACCCGGATCTGGTGAGGTCCCAGTTCCAGTGCCATCACCTTGGTCAGCATGTCAAGAG
CCCCTTTGGTGGCACAGTAGACCGCGTGGTCCCGGAGGGCGCACTGGGACGCCTGGCTGG
ACAGGTTGACGATGGAGCCTCCTGATCCTCGAGCCTTCATCCCACGAGCCACGATCTGTG
ACACATGCAGCACAGCTTTCACGTTCACGTCAAAGGATCGCTCAAACTGCTCAGCTGTGA
CCTCAAGGAACGGCTGCAGTGTGGCACAGGCGGCATTGTTCACCAGCAGGTCGATGGGTC
CCACGCCCTGCAGCGCCGCCTCCGTTGCAGGCCAGTCTGCCAGGTCCACGCACACGGGGG
TGATGGACGCGCACTCCTGCACAAGGCTATCCAGGTCAGCCTGAGTTCGTGTGACCGCCA
CGACCTTAGCCCCATGGCGAGCCAGAGCCAGCGCCGTCGCCCTGCCGATTCCTTTTCCCG
CCCCCGTGACCAGGGCTCGTTTTCCGGCGAAAGAGGAGTCCATGTCTGGCTGGAGGTCTG
GAGCGAGCAGCAGACGGAACCCGGTCTAGACTTTGGCCTCGTGCCG
>CL2234Contig1
GTGGGGGGGCTACTTAGGGAAGGTCCTGATGGCGTCCACCACCTACCTGCCGGCTCAAGT
GACCGAAATGTTCACCCAGGGGCGAGCGTTCGCCACGGTGCGCCTGCCCTTCTGCGGCCA
CAAGAACATCTGCGCCTTAGCTGTGATCCAGAAGATTCCCAGGTTGTTGGTCGCAGCGGC
TGATGGTTACCTTTATCTGTACAACCTGGATCCACAAGAGGGGGGAGAGTGCACACTGAT
GAAGCAGCACAGGTTAGACAGCAGTGCTGAACCTCCCAATGAAATCCTTGAGCAGGGGCC
TCATGATCGTCCCCTCACAACTCAGACCTACAGTGCTGCTGTCACTAAAGGATACTGCGA
AGAGCAGGGCGCCATGGGAGGGGCGGGGCTAGAAGACGATCTCAGCGACCTGCGCCTGGA
AGAGGAGAACGAACAGCCGCCGCTCATCCTGGAAACTGACTGACTCGCTCATCAATTGGA
GGGTTCCTCTGCTGCTAAAACCACGTGACACTAGAGGGGGCGGTATCAAAGACGGGAGGT
GTGTGGGGGGGGTAGTTGTTCAGGAACCTGTCCGTCAGTCAATCTGCTTTTTAAAAAAAA
TAATTTTCCCTCCCCTCGCCGCTCCGTCATCCCTCAGTTTAGCCTGTTCGGGCCAAAGTC
AAGCTTTGCATGTACATGTGCCAACTCCTACAGACAAACCCAAGTCCAATGAGAGCAGGT
GTGTGTGTGTGTGTGTGTGTGGGGCTATAAATGTAGCTGTGTTTCCTTAATGGACACACA
TCAACACTGTGTAAACTGCAGCTGGTTGTGGAAGTGCCTCTCTGCTTCGCTGTTGCGGTC
TCTCCTCTTCAGGGAGATCGGCGTCTGTCAGCACGGATGTTCAAACGTTTTTGCGCCTCC
CCCCTGCTGTCTCTGGGACACCGTCTCACTGTCTTGTGTGACAACAATCAAGTTTACCCC
TGAAACAATGCTCAGAGAACCGCACAGGAGAGCAGCGTTTGCCAGTTTGTCGAGCTGAAT
CCTGGGTTTGTGTGTGCGCGCGTGATGAACATCTACATTTTACAGAATATTTACAATTTC
GCCTCCACTTGTCTTTTGATCATTTTTACCTCATTTAGGCTCAGTGGACCCCCCCCTCCT
GCAGGCCTGCACTCATTGGTTGATTTTTAACCTAAAACATAATTATTTTTGATTTAAAGG
ACTCAATATAACCAATGATGTGTCATGCATGGTGTTGTTGATGTGGTACTGTGCCCATAC
ATCTGAAGACATGGCTGAGGATGCGACCACCTCCTCATCCTCCCTCTATATAATGTACAG
TAGTGGGCTTACCTATGTTAGTGCATCAGTTTAAGTCACCGCTCTGGAAATGTTTGACCA
TGTGACCACAGGGTGGACTTTGGAGGGTAATTTGATTGATCTGGAGGTCAAGCTGAGCCT
CATCAAACTGGTCCAGGATGCTGCATGATTCCCTGTTAATCCTTTAGTTTCTGAGGCCGC
TAAACAAAACAAAAAGAGGATTAGCTCTGGGATTTTGGAGCATAAGGCATTTTCTAATGA
TTTTGTATAAAATGTGAAGCATTCATCNAAATTAAAATAAATTC
>CL2235Contig1
GAGGGGAAAGTCATTTGTTTAGGAAGTATTTTGCGAACTAGCTCAAATAAGTCTTTCCAA
CAAGCAATAATGGCTGCCAACATTGTCACAATGAAGAAAATTATCCAACAACTGCGTCTT
GAAGCCAGCATAAACAGAGTAAAGGTGTCCCAGGCCGCAACAGACCTCCAGCAGTTCTGC
CTCCAGAATGCCCAGCACGACCCTCTGCTCACCGGCATGTCGTCCAGCAACAACCCGTTC
AGACCGCAGAAAGTTTGCTCCTTCCTTTAGTGCCGCCGGGCCGAACCGAACCGAGCCTGT
GCTGCCGCTGAGGAAGCTGCGGTTCTTTGAGGATGGGGCCTCCATCCTGGACTGGAACGG
TCTCAGGACTGTTGGCCACATTACTAACTTAAGTCTTTTTATATTTTATTTGTATCATTT
GAAACCTTTGTAGATTCATGTGGGGTTTTCAGAAGATCCCGGCTTATTTTAGGACCACTT
ACTTTGTTCACAGATGTGCCTTTACAACCACACTAGCTCCAGTTAATCAAAGTATTTCCA
TGTTTTAATTTGATGCTCCTTTGTTTAAAAAAAAACAAAAACAGCATTATTGGCAGTAAT
TGACTCGATTTACTAAACACCTTGTACACGATGTCTTAATGTTCTGTGTGTTGTTGGCTT
ATGGTTTAGATTCTTTGCTCTGAAACTTTTAGGTAGTTGTGCCCTTCAAGCCTTTAAGAT
CATGCAATAA
>CL2236Contig1
TAAGACAAGTGGTACATGCTGTATCCCAGAGGAGCAGCATATAGTCCGAGGTGTGATATG
GGCAGTAGTGGTCTGTGATGATGGTGATATGGAGAGTACGACTGTCCGTATAGCGACATG
GCACCCAGCGTCAGAGGTAACGTAAAGCCAGGGTGTAAAGCTCCAGCAGCCGTGGCTGCT
GCCGCCGCCGCCACCGCTGCGGCTGACTTGGCGTCACTGGCTATCTTGAGTTTCTCCAGC
TCGGCCTCCTGGAGCCGCTTGGCTTTTGCTCTGCGGTTCTGGAACCAGATCTTCACTTGG
GTCTCTGTCAGGGTGAGGGAAGAGGAGAACTCGGCGCGCTCAGCGATGGACAGGTACTGC



TTCTGCCTGAACTTCCTCTCCAGAGCCAGAAGCTGGGATGTGGTGAATGGCGTGCGGGGC
TTTCTGTTGGTCTTGTGCTTCCTCAGCTGGCAGCCTGGATTGACGGGGCCAAGTTGCGTT
GAAAACGGACTAGCTCTGACCCAGGATGCGCACTCCTCTGACTCCGACGCCTCCGACTTT
ACCGGCGACGAGGGCTCCTCCGTTAAGCCTCTCTGGCTCCCCCCTGGGGGGCTGCTCGTC
TCCCGGCAGAGATACAGAGAGTTGAAACACGCAGACGTCACTGCCATCAAGTCTTCCTTC
GGTTTAAGGCAGGTAGACCGGCGGGTGTCCGTTTTCCTCCCGGCCATGAGCGCCTCTACG
CTGAACGGGTGATGCAGCCTCACCGCGGGGAACGGCTTCTCTTCGCCCGACCCGTCGAAC
ATGTCCGCTCGGTTACTGTCCTCCTCCGACGAACTGCTTCCCAACTCGTTCAGACTCTCG
TGGGAAGCCATGTCTGCGCTCCGCTCGGCGGACAGAGCCGTCAGACAGGTGGATCCTTCC
GCGGTGAGCGCAATGTTAT
>CL2237Contig1
CGGCACGAGGGGATTGTCAGCCTAGGCCCAGACCCATCTTTGGCATATCGACCACATTTG
ATGCCTGAAACAAAAGAAAAGGAAGACTACAGAAACTTTAAGACTGGGAGTTTGTTTGAC
CGAGTCTACAACACGTACAAACTGATGCACACGCACCAGACGCTGGATTTTGTCAAACAA
AAGCACTCTGAATGGAGCAGCTGCAACCGCACTCAGATGAGCATGATGGACGCCATCGTG
TCTCTGGACCAGCTGGTTGACGAGTCGGATCCGGACGTGGACTTCCCAAACTCTTTTCAC
GCTTTTCAGACGGCTGAAGGCATCCGGCAGGCACACCCAGACNAAGACTGGTTCCAGCTG
GTGGGCCTGATCCATGATGTTGGAAAGATCTTAGCTCTGTGGGATGAACCACAGTGGGCT
GTAGTGGGGGACACTTTCCCTGTGGGCTGCGACTTTCAAAACTCAATCGTGTTCAGATCC
AACTCTTTCCAGGATAATCCAGATGATAAAAACCCTGCATACAGGACCAAATATGGGATC
TACGAACCAAACTGTGGACTTGACAACATATACATGTCCTGGGGCCACGATGAATATCTT
TACAGAGTTCTGATGAAAAACAAGTGTTCTGTCCCAGAAGAGGGGCTGTACATGATCCGC
TACCATTCTTTCTATCCCTGGCACTCGAATGGAGATTATATGCACCTGTGCAATGAGAAG
GACCTGCAGATGATGCTGTGGGTCCAAGAGTTCAATAAATTTGACTTGTATACAAAAACC
ACCGATCTGCCGGACGTGGATACCCTGAAGCCTTACTACCAGTCGCTGATCGACAAGTAC
TGTCCTGGAATACTTCAGTGGTGAAGCAGCAGGAGGCGCTGATGACAGAAATCATCACAT
TCTGTAATACTTTTAAAGTATTAGTTTAAAAAAAACAACAGCTAAAGCTGGACTTAACGC
TTTCTGTACACATAAATTATAATATCCCTGTTGACACTAATTTCTAGAGGAAGTGAGTCT
CCCGATTGAATGCAACTTGTGCTGTAATACATGTATGATCATGAAGAACTGGAGAATGAT
GCATGCTGGGAAACA
>CL2238Contig1
AAAAAAACTGCCCCCAGACGCCCCCCGTAACAGTGCTGAAGAGCATCGCCTTCAGCCGCA
TGTTGGTGTGCTGCTTTCCATGGTAACACCCCCCCCCTCTGACAGCAGCCCCCCACCCCC
CTCCACACACACACCATCACATGCAAAGAGCGGTCGGGGGGGTTCTGGGGGCCGTGGACT
CCCGAAGCGCAGGTCACCGTCGGAGCGTTTCCATTCCAGACCCGAGCTTCAGATCGGTTC
CACCGCCATGTTTGTCCGTAGCCTCCTCCCATTTGCGGTTAGCGCTCGGAGCCGACGCCG
AAGGTCGACCTCACTGTATTATCCATCATCATCCTCCTCCATGACGGTCCTCCGCCGCGC
CGCCTTTCTTCTGTTCTCCGCTGATCCATTCTCTCTTTCTGTTTTCATCAAAACAAAGAT
ACATATTTGCTGAAATAACCTCTGACATCATTTCCTGTCCTGCAGAACAAATATTTGTTA
AAGAACAATCATCTACATGTTCCAGGGTTTGGCTCCGCCCCCACAGGGCTGCTGCGTTCA
GGTGCAGTCAGGTGTAAGTGAGCGTCACAGAAACTGCTGCTGTTCTGTCAGCAGCTGTCA
GTTTGAGAAGGCACAGCCCCCCCCCCCCATCCACCGAACAGTCGGACCCCCAGTCTTTTG
ATTTCCCTGCAGCAGTGAAGGGGTCGTCCACCCGCCTTACTCCGGCGCCGGGGCGTCCAC
GCTGTGTGCTTCTGGGTGTTTTTTAGAGAAGCCGACGGAGGAGCAGAAAGTGGGAGGAGT
CAGCCTCGTGTACAGTCGGAAAACCACGTGACTAAAAATGTACAAAACTCTTTCTTCAAG
TGTTTGCTTTTACTTTTCGTAAATTCAGTATAA
>CL2239Contig1
AATTCNGCACGAGGGAATGCACAAAGCAAGAAACTAAAATCTCAGCGTCTCCNATAAAAT
AAAACAAAAAAAACATGAGTGTTTGGTATCACAGCACTGCTCTACAAAACCATTAGAACA
AACATTTGCTGGAGCCTAAACGGCCGTCAGCACCGGGAGACACTCAGTGGTTTATCATTT
ACATGAGGAGCATCAGCGTTAGCTATATGGAGCAATGGATGTGACTCCTGCTGCATTTCA
TTCCAACTTTGCACACTTGTTTACACACTAAAATAGACAAATGGAGTGACCGGCACACAT
ACCTGAGGGTGTATCTGTGTGCACGCGCCCACATGCACTATCCTGTGCTTCATCAAATAG
CATTGAACCCATAAATCAATGAGATCTTTCTTTTTAATTTGAGACAGGTTTTCTGCTTGG
AAAGTGAAACCTTTTTTCTGTCATTTGTTGCTGTTTATTCAATTGTACTATTTGCATGAG
GGAATACTTGCTTTATCTGTCTTTAAATGCAAGTTTGAGGCAATACACTGGAGGGTTTGA
CTGTAAAAAGCTCCATGTTGAAACGTTTTGCGCACAACACTGAACATCTCTTAGCATCTG
GGCTGTTATCCGCTCGGTAAGAGTCAGGATTGTACACTGCATAGTTACACATCTAACTTT
TATATTCATTAGGTATGCAAAGAATGAGCAGGAGTGTCCCTTTTTTCAGAGTCCGGTTGA
CTCTAGATGGTGGTCATTGTGGTGATAAATGCAGCGTCGACGCTCCACGGCCAGCGGAGG
CCTTTTACATGTGCAGGTTGTCCAGAAACATCCTGTGAATAAAGGTCAGGAGGCAGGATT
TGCTTGAGAAACCATAGATTAGAAAGATATATACGCTAATAATTTTCATTATAACGATAT
CTTAGTGATCATTTTAGAGAAGGACAAAAGTAATGTTCACTTATCAAAGCTTAGTTGTCT
TTCTACAGAATAGATAACATAGATATACTGTAAGAATTTCTTAAAAAAAATAAATACAAT



GTTTTTATTGTGGTATTCTTTGTATTTCAATTTTGTACGTATCAGGACTGTGAACATCCG
TAAGACTGTCCGCCTGTGTGTGACTGTGAGTTTGAATGCTTGGGTGAGCAGGTGTGTGAC
ATGCATGTGAGTGAATGCTTTCACTTTGGATCACTGAAACCTGTAAAGAGACGACCTCAG
CCTGATGACACACGTCTGTGATGTTGGGAGTTCTTCAATAAATGTCCTCTCCTTGTACAG
CNNAAAANAAA
>CL2240Contig1
ATTTCGGGGGGTGGAGGTTTGGGTGGTGCTGCAAACATGGGTGCTCCTCTGCTCGGGCTT
CACCCCAGGATGCTGCTGCGTCTGAAGTCTTCCTCGCCGAAGCACAGACGGGTGAGCCTC
GGCCAGGCTCCGCCCCTCATCCAGGTGCCTCATCTAGCATCTTCAGATCCACAAACTTTC
AGTCTGAGGGATCGGAGTCCCGGTTCTACCGAAACCAAGAGACTTCAGGTTCGGTTGTTT
TTCTTTGAGACGTGAAAACTTTGAATATTGGAAAAAAGTTTTGTGGTAGAAAAATCCTTT
GGGCAGAAAGTGCCTTTCACCTCCAGAAAACACCAGCAACACTCCAACCGGATCACAGAT
GGAGCTCGCCACACTTCTCTACCTTCAGGATATTTGCTACTTTTGTCCAACGTTTTTGGT
TTGGTGCTGATCTTTGACATCTCCACACCTGAGATCCGTATGTCAGAACTCCAGAGCGTC
GCCGGGCTCAGCGGGGCTTCGTAGTGCTCCGCTGAGCCGCAGCTTTGTTCCTCAGACACA
CTTGAAGGGACCTACTTGGTCCCAGAAGCTCTCTGAAACCTGACTGGAAGGTGGGTCCTT
AAACACAACACTGACACGGTAAACTGGACTGAACTGGGTTTAAGGTGCTGGTTGCAGTCT
AACCTGGAAGTTGCTTGAATGTGAGTCAGTAGGATGCTGCACTGCTCCACGGTTCTCCTC
CTTTGGGTCAGCCTGCAGTGGATCTGAGGAGCAGCAGATCTTCATCATCATCATCATTCA
GAAACGACCCTGAAACCAAATGGGAGAGATTTGTAGATGTTCTGAGTCTCGTTGTCTGTT
CTCTCCAGTTTAAGATGGAAGAATTTGGAGTTTGGTGCTGCATGTGGGGGGCGGCGACGG
GCCGCTCTCACACAACCTCGTCTTCTATTGTTTTGCACGCAAAGGGAGGAGCCATGGCAG
GAGGGCGGGGCTTCAGCAGAGATTCAAAACCAGAGGAACTGTGTTGGTCGTCATGTCAGG
TTTCCGTTAAAAGCCAATGTCACATTTTCTGGGCATTTTCTTTCCAGTCCAGAACCTCTC
GGTGCTTTGTGGGTCCAAGTTTTTTCCATTCATTTCTTAGAAAATATGTAATTTAAAATG
TTTGGTGTGATTAAAAGTATTTTTTTCTGATTCCAAATGCTGATTCTTAAACTCTCCCCA
TAGTTTGTGCCTAAAAAACAAATCGTGATGCGTTTGCTGTACCTCTGACGGTGGGATTTT
GGACTGAGGGACTGAAACTTCCATAAAGCTGCCTGGTTTACACAACTCGTCACGTCGGTG
TGTTGTTTTTTATGAAGGCAGTTTAACTGCTGGGGCAGCTNTGATTTTCAGNTGCTGTTA
AAAAAAAAACAGTTTCAGTGAGGAAAGGGTTCATATTACTTTGGTCTGTGTTTGTCGTCT
CTGGAGCTGAAGCTCTGTCCACATTTAACCTTTAAACAAGTTTTTCCCTTTTTTTCCTCA
TTAAAGTTGATCCAAATTATTTCAGCTCCGAAA
>CL2241Contig1
TTTTTTTTTTAAAATCACTTTTTTTTTTAATAAGACATTACAATGACGTTCTGTACATTG
ATCTCCAGTCAAAGAGGAGCAAGTCGTGTCACTAAACATCTCGCCAGTCGACCGCTTCCC
CTGACTCTGCGACAGATGGACTCTCGGTGGAGGGTTAATGTACTTGCGCGCTCATGCTAC
AGATATATGCTATCATATAAAGTCCCAACGTGGAGACTGATCGACTGTGGTGTCAGGTTG
AAAGAGAAACTAATGACATTCCTTTGGAAAGGTTGGAGTCAACTCACTTCTTGTAATCCA
AAATTCAAACTGCACCCTGACAAGCATATTTCAGAGTTACTGGAGGCTTATGTGGTGAAT
AATCAGCACGAGTAGAGATGTGACACAAAAAGGTCAATTGGTTAAGTATATAGCCCATGT
AAAGGTATTGGAGGTAACAAAATGTGATTTTTTTTTTATTTCCTTTTTGGATTTCCATAC
TAATGACAATGACATAAGCATTAATTTACTTTTTTTCTTGGTTTCATTACCCCCCTCCCC
CCTTTACTCATTTTTTTTCCATTTTTTAATCACAGTACTGTTAACACAAAAGCCAAAGTC
CTTCAGGTAGGCTACATAACATTAAAGAGCTCCACTTCAAAGAAAGAGAATTCAAGTTTA
ATTCATTTGAGACCAAAGGACTTCAAATGGAGCAAAAAAAAAAAATGAAGTTAAACCTTC
ATTAGAAAACTTGATATAAAACAGAAGAGAAAACAAAAATAGGCAAATGCGGTGATTTCT
GTGGCTTCAATCTTGAACCAGCTAAGTCAATATTTAAGCAGGCTCCAGCATTACGTGTAT
GAAATAGGCCTGCTTAAAAAAAGAAAGAAGAAAAAAGGTCAGCAGCAAACCCAATTAAAG
ATAAATTAGTCATACGGTAAACAAGTTTAACAAATAAGTGAAGGAAAATCAATATTGAAC
CATACTCATTGTTTTTGAAAAGTTATTCGTTACTTGTGTTTGAACTTTGACCTAAAACAG
TCAGCTCTCTATCATTAAGATTTGTAATTTGAAGTTAGCCATGTCAGGCCTTCGTAAAGT
CCGTCACCCGTGGTCGCACAAGAGGGCTGAACATACCAATTCCTATCTCTGATGCGGGTC
AACCCCAGCTTCTCCTGGATTTCGTGTGGCTTCATGGCATCTGGAAGGTCTTGCTTGTTG
GCGAATATCAAGATGATGGCATCCCTCATCTCCCGGTCGTTGATGATGCGGTGAAGTTCC
TGCCTCGCCTCATCGATCCGATCCCTGTCCGCACAATCCACCACGAATATCAAGCCCTGG
GTGCCCGTGTAGTAGTGCCGCCATAGAGGGCGAATTTTATCTTGGCCTCCGACGTCCCAC
ACGTTGAACTTGACATTCTTGTAGGTGACCGTTTCCACGTTGAAGCCTACTGTAGGGATT
GTGGTCACGGACTGTCCAAGTTTTAACTTGTATAGGATTGTTGTCTTTCCTGCAGCATCA
AGTCCAAGCATCAATATTCTCATCTCCTTGTTGCCGAAGATTTTAGAGAGCATTTTCCCC
ATCTTGACCTTTTGTGCATAAATACTTTGTTGCTAAGAAAAAAGGCTTCCGACACTGTTG
GGGCTTATATACGGGCACAAAGCGGCTAAACTGTAGAACGCATCATTAATACGTAGGGTT
TAAAATTAAAAATACACACTTACAGACAAAAGTTGTTGACGTTGTACTAGTAGGAAGTCT
GTCCAAGAGTATAGGAGATCGTTCTGCTCAAAGTACAAGGTTTTTCGGCCCTACCAAAAA
CATCACACTAAGATCTTGGTAGCACCATTCTCCAGACATTCACTGTTCAGCACAGAGCTT



AGTGGAAACTACAGCCAGTCAGGACTGAAAAGTCAAGAGAACACACACGGCGAAAGGATT
TGACCTCCAAAAATGAACAAGAAAAAAACCACCCCAAAAACTGTGAGAGTTTCCTTTCTG
GTTTGGTTGATGTGAGACGCGGTCCTCCTCACCGGCTGCGCCCTTAATATTCATGCACAG
CTACCCGGGGAGGAAAAAGCTGCTTTCCACGGCTTCCCCAAACACAGTACAGTAGATCCG
GATTACCTTGCCGTGCTTAAAAAAGACGACTTCGAAAATAAATCCAAGTAATTCGTACCC
ACATACCCACCTGTGAAACTCTGGCCACTTTCTTTTCCAAGACTCTTCTCTCGATGAATT
CACTCAACACTCGTCTGCTTCTTCTTTTCCTAGTGGAGCTGGTCTCCCCCGGCCATA
>CL2242Contig1
GGCATTAACAGCATATTTTAGTACAAAACAGCAGCTAAATACGGAGCCGTCTACATCCTG
ATCCCCAAGAGTTTTGGTGGAACAGACCGTCTACTGTGGATTTTATCGGAGGAACCCGAT
GGTTCTCTGGTTTTAGAGGAACCAGACGGATGGAAACCCGAAAAATCATAAAATAAGAGA
CGGGAGAGCGGTCGTGGCGGGACGTTTCAAGACTAGAGACTAGAGCAGAGTCAAAGCCAG
AGATCCTGTCCAGCACAGCCGGGACCCAGACGGTCGAAACAGACTCATCCCAGTCGTGCT
GCATTCAGGTCCGTGGGAATTCAGCCCCACTCGTCTCATCCCCGGCCGTCCTGATTCCTT
TTCCAAACACTTTCCAGCGGAGGAGGAAAAACAAGCAGGACGGCGGGATCGTGCCATGGT
CGTTCCAAAGTGGACGAGGTCGCAGAACCGTCCCAGCATGCCGAGCGTTATGGCATCGTC
CTGCATCCAGTGTGGTCCAAACATCGAAATGGTGAACTCCATCTCAACCACAGAATACTT
CAAGTTCCTTCTTTTCCATGACACCTGAATGCAGCATCAAAAACGACCGTTCTGTGTCCG
TGTGTTGCGCCCTGGCGGCGGCGCACTTTCTCACTGCTGAACGGGGGACGGCGAGTAATC
GGGGCGCCGGGTCTGGATGATTTTGGGCCGCGTCGGGCGGGAATTGTCATCCTGGTCGCT
GTCCTCTGGCGTCGAGCTGTCGCCGTGGTCGTCGTCACACACGTGGACGACCACGCTTGG
CG
>CL2243Contig1
AGGAATTCGGCACGAGGGGCTGCGGTGTGTTTTGAATGAATCTTGGCAATTTTGTGCTTC
TGTCTGCACTTTTGTGTAACTCTAAAACGGACATAAAGTGAGGAAAATGTCGCAAATACA
GGCACGGTTCTTCACAGAGAACAAAAGGTATGCAGTTGATGACGTGCCGTTCTCCATCCC
AGCTGCTTCGGAAGTGGGGGACCTCAGCAATATTATCAACAAGCTGCTGGAGGCCAAACA
TGCATCTCACAGCAAGGTGGAGTTTGACTTCCTGGTCAGGGGTCAGTTCCTGCGAATGCC
ACTGTCCGCTCACATGGACACAGAGGGAATATCTACAGAAGACGTGGTGGAGATCGAGTA
TGTGGAGAAAATAACGGCCCCAGAACCCGAGGAGTGCATGATGCACGATGACTGGATTAG
TTCTATAGATGCCGACAGTGAATGGATTCTAACGTCCCACACCGGCTGGGTCACTGCTGT
CAAATGGGCTCCGACACACGAGCACCAGCTTGTCTCCGGTTCCCTTGACAACCTGGTCAA
ACTTTGGGACATCAGAAGCTGTAAGGCTCCCTTGTATGACCTGGCGGCCCATGAGGACAA
AGTGTTCTGTGTGGATTGGACGGAAAGTGGGCTAATGTTAAGCGGCGGGGCGGACAACAA
GCTTTACAGTTACAAATACTCTCCGTGTCGAACAGACGCCGGAGCGTAGAAACCTCCCAT
CCCAACAGTGCCAACATGGAAGTACTGCAAAAAAATTATAGTTTACCTAATTTTTTTTCT
CTCTCTGCCATTGTTATTTTTTTAGTCTTATCAGTTCTC
>CL2243Contig2
TAATTTATACTNCTATTGTATACAGGAGAAAAACAAACAAAAATATGTCAGAGAACTGAT
AAGACTAAAAAAATAACAATGGCAGAGAGAGAAAAAAAATTAGGTAAACTATAATTTTTT
TGCAGTACTTCCATGTTGGCACTGTTGGGATGGGAGGTTTCTACGCTCCGGCGTCTGTTC
GACACGGAGAGTATTTGTAACTGTAAAGCTTGTTGTCCGCCCCGCCGCTTAACATTAGCC
CACTTTCCGTCCAATCCACACAGAACACTTTGTCCTCATGGGCCGCCAGGTCATACAAGG
GAGCCTTACAGCTTCTGATGTCCCAAAGTTTGACCAGGTTGTCAAGGGAACCGGAGACAA
GCTGGTGCTCGTGTGTCGGAGCCCATTTGACAGCAGTGACCCAGCCGGTGTGATCCCACG
ATGCACTGCAGACCTCCTCCGCATCACTCCACAAGACGGAGGACACCGCTTCGTTGTGTC
CGGATAACGTCATGAGGGGCGTCCTGGTCAGACCGAGCTGCTGGGTCTTCTGTTTCTTCC
TTGGTCTGTCTGCGGCCTCCTCTACCTCATCTGCCTCATCTGTGGGCACTGCAGACCAGA
TTTTTAGCATTTTATCCCAGGAGCCACTGCAGAACTTTGAGCCAGTGGGGTCTGTGGAAA
CGGTGTCCACGCTGCCCGTGTGTCCTCTACAACAGTGCCTGGCTTTCACTTTGTTCCTCT
CAGAGTTCCACTCCCACAGCAGCACCGTTTGGTCCAGAGACGCCGTCAGGAGCAGGGACG
TCAGCCCGTCTCTTTTGACCCAGGTTGCGTCTTTGACCACATCTAGATGTCCCGCCACTG
TCATCACTGCCTTACCGTCCACAGACCAAATCCGGGCCGTCTTATCATAAGATCCAGTTA
GAATCCATTCACTGTCGGCATCTATAGAACTAATCCAGTCATCGTGCATCATGCACTCCT
CGGGTTCTGGGGCCGTTATTTTCTCCACATACTCGATCTCCACCACGTCTTCTGTAGATA
TTCCCTCTGTGTCCATGTGAGCGGACAGTGGCATCCGCAGGAACTGACCCCTGACCAGGA
AGTCAAACTCCACCTTGCTGTGAGATGCATGTTTGGCCTCCAGCAGCTTGTTGATAATAT
TGCTGAGGTCCCCCACTTCAGAAGCAGCTGGGATGGAGAACGGCACGTCATCAACTGCAT
ACCTTTTGTTCTCTGTGAAGAACCGTGCCTGTATTTGCGACATTTTCCTCACTTTATGTC
CGTTTTAAAGTTACACAAAAGTGCAGACAGAAGCACAAAATTGCCAAGATTCATTCAAAA
CACACCGCAGCCATGTGTTGCCGTCTGTCACTACCCCCGGCCATAAGGCCCGGGTT
>CL2244Contig1
ATTCGGCACGAGGCTAAATAGGGAAATAATGGCTTCGTTTCGTTGTTGATTTAATCATAA
AGCTGTCTGTATCTGCCTCATCTCCATACGTTAAATATGAGGCGGTGAAAAATCTCATGT



TTTGTTTTTTATTGTTTATCTGAGCTCTCGGGCTACTATAACCAGACATCGGCGCTTGGG
TCGAGCTCCTCTGTGGCCCAAAGATGATCAAGTTTGTCCTGATGGTGAACCAGCAGGGTC
AGACCCGGCTGTCCAGGTACTACGAGTCCGTGGAGCTGAGCAGGAGGGCGGCTCTGGAGG
CCGACGCCGTCCGCTGCTGCCTGAGCCGCAAGAAGGACCAGTGTTCTTTTGTGGAGTTCA
AGGACTTCAAGCTGGTGTACCGGCAGTACGCCGCCCTCATCATCGTGGTGGGAGTCTCAG
ACGGCGAGAATGAGCTGTCCATCTATGAGCTGATCCACAACTTTGTGGAGGTTCTGGACA
AACACTTCAGCAGGGTGAGTGAACTGGACATCATGTTTAACCTGGACAGCATCCACATCA
TCCTTGACGAGATGATCCAGAACGGACACATCGTAGAAACCAACAAGAACCGCATCCTGG
CTCCGCTTACCGCCATCAACAAGATGGCTGAGGGGTGATGGGTCCTGCAGAACCTGGTTC
TGGTGGGTCCTGCAGAACCTGGTTCTGGTGGGTCCTGCAGAACCTGGTTCTGGTGGGTCC
TGCAGAACCTGGTTCTGGTGGGTCCAGAACAGAAGAGGAATAAAGCCTAATCAGGTGAAG
ACCACAGCTGAAGTTCCAGAATTTCTCAGGAAGTCTGCAGGAAAACTGTTTTTACAAAAT
AAAAAACTTTAAAAAC
>CL2244Contig2
TGGCCTACTAGAAGAACACCGACGCTAAATAGGGAAATAATGGCTTCGTTTCGTTGTTGA
TTTAATCATAAAGCTGTCTTTATCTGCCTCATCTCCATACGTTAAATATGAGGCGGTGAA
AAATCACATGTTTTGTTTTTTATTGTTTATCTGAGCTCTCGGGCTACTATAACCAGACAT
CGGCGCTTGGGTCGAGCTCCTCTGTGGCCCAAAGATGATCAAGTTTGTCCTGATGGTGAA
CCAGCAGGGTCAGACCCGGCTGTCCAGGTACTACGAGTCCGTGGAGCTGAGCAGGAGGGC
GGCTCTGGAGGCCGACGCCGTCCGCTGCTGCCTGAGCCGCAAGAAGGACCAGTGTTCTTT
TGTGGAGTTCAAGGACTTCAAGCTGGTGTACCGGCAGTACGCCGCCCTCATCATCGTGGT
GGGAGTCTCAGACGGCGAGAATGAGCTGTCCATCTATGAGCTGATCCACAACTTTGTGGA
GGTTCTGGACAAACACTTCAGCAGGGTGAGTGAACTGGACGTATCCTTTAAGATCAAGTC
AACATGAGGATGAAGAGGAGTTTTCAGTGACATCATCACAGCAGAGAACGGTTCCTTCAC
CTGAAACCTCCTCAGATCATGTTTAACCTGGACAGCATCCACATCATCCTTGACGAGATG
ATCCAGAACGGACACATCGTAGAAACCAACAAGAACCGCATCCTGGCTCCGCTTACCGCC
ATCAACAAGATGGCTGAGGGGTGATGGGTCCTGCAGAACCTGGTTCTGGTGGGTCCTGCA
GAACCTGGTTCTGGTGGGTCCTGCAGAACCTGGTTCTGGTGGGTCCAGAACAGAAGAGGA
ATAAAGCCTAATCAGGTGAAGACCACAGCTGAAGTTCCAGAATTTCTCAGGAAGTCTGCA
TGGAAAACCGTTTTTACAAAATAAAAAACTTTAAAAACGAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAATCTTG
>CL2245Contig1
TTTTTTTTTTGTGGAAAGTGAAGTCTGTGTGTGAAATGAACATTTACAGTGAGCAATATC
TTCTTTCATGAAGCAAATCTTCTTCTCAGCCTTTTCTCCACACAAACCCACACTGGGCAG
TTTTTCAAAAGAAAAGTCCAATATGTGGGACTTTACATCCGTCTTATAAATATCAAAACA
AAAGTCGCTGCTGTTCCAGGAAGTGAAAGTTTTTAAAAGCCTGTTATAAGGAAGAGCCAC
GACAAAGTCAGGGTATCTGTGTCTGATGTTTCCAAGGAGATCTAGTTAAAATAATGAGAG
GAACCAAAGGTGGGCTTCCAATCCCCTTTTCTACCAGGCTGGTTCCCATTCTACTTCATA
ACCAGACTTCAACTCGGCACCAGATCTCATCTTTCTCATACTTTAACAAGCTCCACCTCT
TTCCTGGGCCAAAGCGAGGAGCCACTTCACCTTTTCAAAGTCAAAGGTTAGGAGCGGGCC
TAAAAAAAGAAATGCTGAGCAATCAAAGAAGTAGCTGATCTATACAAACAAAACTGGTCT
GTAGAGTTTCTCTTTTTGTGGTCATCCTCTAAACCGGAGCCCATCAGACAAAGCCTCTGT
TGTCAAAGGCTGTTGCTAAATGGAGGCAGACAGAACAGAAGATTGTCCATCTGTAGAACT
TACAACAAGAACAATCTTCTCCTCCTCTCTGACAGGCATGGTCAGCTGCGTGAAGATCTT
AAACTGCAAAGTGCTGACTCAACTCTGAGTCCAGATGAAAGATGGGCTCACTCTACCC
>CL2245Contig2
GAAACTAAATGCACACCCATGCACATGACTCCAGACTAGTGCTCCTGGATCTGATAGAGA
TAGGCGAAAAGCAAAGTCGTTACCGAGCAGTACCAGTGATTCCGGTGCACATCACCTGTT
CATCTGGGATTTTTTTTAAAGAATTTCTCCGTCAGCCTCTTCTTTAGGGAAAGAAATGAA
AGATTCACTTTTGAACGCTGTTCAAGTGGTGAACTGCTCCTTTAAGAGTGGACCGAGTCT
CCACCCACCCCTCTGAATGTACAACTGCCTCACACCAACTTCAGTTTGGGGATTTTCAGC
CACGTCTCCCCCTTCTGCTCAGTGTGCTCTGACACCCCCCAACCCCCCCTTTTTTCCACA
CCCACCCACAAAGCTCACTGTGGCCTCAGCCTCACAGCAGAAGTCACCAGAGAAACTCTG
AAAACTGAAAACCTTTCAGGCCTTGATCTGGGAGTTTTCAGGAAGATTGGAGCTTTGATC
TCTGAGCTCACCTGATCCTGATGACAGATGCTCCACACTGCCCCCTGCTGCACGCATGCA
GTATGACAAAGTTAACGCCTCTTTTCTACCTAACCTGAAACCTTCTGGATTAGTTGTCAG
CTTGTTCCACTTGGGTAGAGTGAGCCCATCTTTCATCTGGACTCAGAGTTGAGTCAGCAC
TTTGCAGTTTAAGATCTTCACGCAGCTGACCATGCCTGTCAGAGAGGAGGAGAAGATTGT
TCTTGTTGTAAGTTCTACAGATGGACAATCTTCTGTTCTGTCTGTCTCTGTTTAGCAACA
GCCTTTGACAACAGAGGCTTTGTCTGATGGGCTCCGGTTTAGAGGATGACCACAAAAAGA
GAAACTCTACAGACCAGTTTTGTTTGTATAGATCAGCTACTTCTTTGATTGCTCAGCATT
TCTTTTTTTAGGCCCGCTCCTAACCTTTGACTTTGAAAA
>CL2246Contig1
TTTTTTTTTTGACTGAAAAGTGGCTTTATTTGGTCTTTCTTACAACAACGTCGCTGTAGC



ATCTTACTGTACATACAAGTCACCCACAAACAATAAATAGTATTAAAGTAAATGTATATT
TAATAGTTACAGCACCGGAGGGATATAGTGGACGTGGTCATTGCAGATAGGAGAAAAAGG
AACTTATAAAACTTAAAACCCCCTAAGCCTCTTAAATGATGTTTATTTCGCATTTCTAAT
TTATGCATCGGCAGTTTTTATCCTGGTTTTGATTCTTAATCTTTACATGTGATTAAAAAC
ATATTGGCAGAAAAACAAGTTACTTAAAAAACGTATCAAAATATTTATGTTTACATTGTC
TGAACAAGTTCTGGGCCCCTTTTATTACTGTTTCAGTACACACAGCTTTTTACCTCCTGC
ATATCCTTCCATATTTTACACTATTAAGCTTGTTAGTTGAGGTAAGACCTGGGATTTACA
CAATGCACCATGATGAGATCACATCGACATCAGACAGTCACAAATGTTTGCAGCGAGGTT
ACAGATGTCGATGGGGCGCTGGCTACGACATGTACAAAGTTTTTATACACAAAGGGATTG
TTCCAGTTTGTAAATTGTGTGATGATGTTTGGATTGTTGTTCTCGTCCTCTCTTCCATGT
CTCTGCCTGCTTTCTTTCTGGGTGTCACGCGGGGTCTTTGCTTCCATCACACTCGCTTTG
GTGATCCTCCGTTCTTCTCCAAATATCTGATGTTACTTCCCCCTTCTTGTGACGCTTGTA
TTTTTTTAATAAAGAGATGTTTTTAAGAACCAGTCTCCTTGTTTTTCATTCCACCTCCTT
GTAGCAGAGGATTTTAGGCTGCAGGAAGTCTTTTTTTTTTCTTTTTAGTT
>CL2247Contig1
TGGACACAGCATGATCGACTTGGGCAGCAGAAACCTAACTGGTGTTAAGGGGAACACGCG
ACACGGAACCCTAAATCTGCTGTGTACTGTGCTGGTGTTCGGGGGCTCAGACTGCTCCGG
CACCTTCTACGACGACACAGTCAAGTGCACTGTGGAGATTAGTGTTGACAAGTGATCATT
TTCAGATGGAAGCTGATTGTGTGAAATGAAAAATTGTTTTGAGTCCTAAATGAATTCCTT
CTGTTTTTAGGCAGACGTGAAAGCTGTAATCTTTGAGGTTTCGCACTTTGCATAACAAAT
CTCACACCTGGTTTTTTACATATGTATTTTATTTTCTTTACATGTATTTATGAATGATTA
AACACTGTGACAAACTACTAATATATATGACAAAATCATGTTGTTGAGGTTTACTTTTTA
TTAAATGCTGGATTTCTCAGTTCCGTTTATGCTTGAAGATTAGCAGGTGTATCTGGCTGA
TGAGACGGGTGGCTCACTTTGAAGGCTTCAAGCTCAAGTAAGGTCTCATTTATCTTTCTG
ATGGTTGGATACTGCCCAATGTCCACTTTGAACCTTTCTGCGTTATAGACTTGTGGAACC
AGACAGATGTCTGCCATGGAAATCTCATCCCCTACACAGTATTTCCCAGAAGTTTCCTTC
AGAATTGGCTCGAGAGCCTGAAAACCACGATTAATGAAGTGCTGACCCCATGGAACCTTC
TCTTCTCCTACTTTCTGGAGCACGGACAAATTCTGGATAGGCTGTATGCCTGAGGCAATG
AGGTCACTGATCATCCGAACTTTGGCACGTGCTTTTGGATCCACAGGAAGAAGACAAGGT
CCCGGCCTAGTCTCATCAATGTACTGAATCACCGCAAGTGACTGACAGAGGGTGATGCCA
TCAATTTCCACTGCAGGCACTTGCTGCATGGGGTTTAATTTGCTGTATTGCTCTGAGCGC
TGCTGGCCTCCATCTTTGATCAAATTCACTGGAACCAGGTTATATTCAATGCCTTTGAGA
GCAAATGCAATGCGAACCCTCCAAGAGCATGAACTTCTGAAGTAGCTGTAAAGTACAGGC
TTGGTTGAGGGTTCCATAACTTTATAAGCTGAAGATTTCCTCAGCGGGATGGAATAAACC
TCCCCAAAAAGCAGTTTTTTCTCCCGCCCCC
>CL2248Contig1
GAGGGGACACGACCAGACGGATCTGATTCTTGAATCGAGTTCAGGGAAGTGCAGTCAGCT
TCTCACTGACAAAGACCCGGTTCTGGGAGGCATTCAGAGTCTGTGCGACACTGCAGGTCT
GATGAGGGACGTGTTCGTTCCTCGCGTTGACGACCTCTCTCCACCTCTGTCGCCCATGAC
CTGAAGCGGCTGCGGCCGTTGCAGTCGGCTCGACCTCCGCGCTCAAAGCCAGGACGTCGA
CGCTCGATCTGTCAGCAAACAGAGCGCACACATAAACAAACAAACCACACACATGTACGC
ACAAGGACTTGGACTCTCGCTGCGTGTCCATGCTGTAGGGTTGGAGCCGCCCTGGACGCT
CCCGGCTGAGCTGGGGCGGCCTTGAGCGTTGGGTTTTTCTCATCTTCCTCACTGTGAAAC
AAGCCTGTGAGCTGCAGCCGTGCAGGGGCTTGTCTGTCTTAGCCACTCGCGCTTCATAGG
CGTGCTCGGTCTGCGTCATAGAAGCAGCGGTCAGAGCTAACTTCCTCCTTGCAGGGTGAC
AGGTGGGTCATGTGGTCGGCCTCGGCAGAGAGGCCACTTTTTAACCAATTTCCAAGTGCA
GCTAAGAGACTCGTACCACGTTTAGGCATGTCGTCACGAGCGTCAAAGACGGTCGTGTTG
CCATGTTTCAGCCATTTGTGGTATTTTATCAGAAACAAACCAAATCAGTGTCACGGCCGT
TGCATTTTCTTTTTCACGATCACGAACAAGCCTGCGACTTTCGCCGTAAGCGTCGATTTC
AGTGGCATTTTTTAAGACGTTTCTGCTTTTTAAGAGTTCACCGATTTTATCTGCAAATCA
AAAACAGTTTGTTGTAATCTTCCTGATGTGGGCGGGACTTCTACCTAACACTCCCTATAA
GCGAAAGCAGCGCAATCAATCACCCAGAAAGTCTTGTAATTTGGTATTTCTCAGACATCC
ACATGACAGATTTGATGTCATTTGTCCTTTTATGATAATTTCCAATATATAATTGACTAA
CCTGCTTTTCTGAAGCCGATATTAGCTCAGCAAGAGTAGTGTAAGCATGTTTATGCCTGT
TAGAATTGTGATTAAGCTCTGGTATTTTAGCCCCCCTCCCCCTTTAAGTTTGATTTTTGA
AGGCGTGTAAGAGTTGTACCCCACATTAATGAAATGGAATAGTCCTGTGTTCCTGCAGTG
TTTGCAGTATTTTGAAATCAGTTTTTTTAATTTGATCATTTATTTTTCACACACAAACCC
TCAATCTATCAACCCCAGTAATAATAATAATATTAAAAAAACACATCAAACCAAACCAAA
CGAAGTGTAAAACTGCCAGATTGTTTCCCACGTGCTCGCTCCGTCTGAGCACCGTGCCTT
CTCGTCCTCCTGTGAAAATGCTCCCAGGTTCTTCTTGGTCTCGCTCAGACCGTTACCGTT
TACACAGATTCTGCTCTGAATGTTCCCACTGATTGAGGGGAGAAATAAATACTTTTATTT
TACTGGTTATCTTGTATGTACTCGAGTAAATAAAGCTTCATGAAAGAAAAAAAACAAAAA
AAAAA
>CL2249Contig1



CGAGATTTATTAACACTTATTACACATTTACATGATTTTGTTTAAGGAAAAAAAGTTTAT
ATAATTCACAATTCATTTTAAAATACAGTATCATCCCCTTAGCTTGCACAAAGAGTCAAA
TATGAAGTGCAGAGTTCCACAGTTGGTCCATTCTAAAATGCAAAAAAAAAAGTCAAAGTC
ACTAGCATTCGTTGGAGGTGTACGGACAAATCACGCACACTTGTGCGATGTCATCGTATT
CGTAGGTCCTCTTTANAAACGTGTCTGTGAGTCTGAGTCCANAAATGCTCTGCAGGCCCT
GAACGGAGGAAAAAATGGTGAGGGGCACTAAAAGGGAGCCGCCCGGGCTGAGTTTACCCA
GCTGGCGCCCCGATATACCGCACCAATGGATCGACCGCGTGTTGCACATTTCTACCACCA
GATCCATGGTTCTCTCGCTGCAGTTTGTGATTTTACAAACGATGTCNAAAGGTTCCTCCA
GGTTTACGGTGTCTGGGATGATCTCCAAGGACAGCCTGATGTCTCCGTACCCCGGAGCCA
TTCTCTGCAGCTGACTTGTCTGCAGCCTCCCCTTCTCCCCGAGGTTGGTCCTCCACACGA
TGTCCAGCTTGCCAATCATGGTGACGCCCTTGATGACGCCGGCCTTCTCCGCGTACTCTG
CCTTCGGTTTCAGGCAGTACAGGTACTGCCGCGTGTCCATCGGCTGCAGGTAGGACATTT
TCCCAAACGTCGACTCTCCATCGTCCCCACTGGCGACTGTGTTGAGCTCTGTAACGTTGT
ACATAATAGTGGGTTCTAGAGACACTTTCTCCATGAACATGGGCGAGGTGGTGATGTTCT
GAATCTGAGCTTCCAGAAAACACTTCGTCTGTCTCTGCGTTGTAGAACTTGGTCTTCACA
TCCAGCGGCTTCAAAACCTGGAATTTGAAAAACTTGCGAAAATAGAGCTTCTCCCCAAGC
TGCGTGGTGTAGCTGACTGCACACACTAAAATATGTGTGCCGATTTCTTTAACTTCGTGG
TGGATGACGTCGTCGATGCAGCACTCGGGTTTGAGCTCCGCCACAGCAGAGTTCGACGTC
GAGAGGTTGAGCCTCTGCGAGCTCGTCTGCAGGTCTGCCTTCACTAGAATTTCTTTCACA
ATCTGGGTGCTGTCGTTATGAACACTGATGTAGCTGGAGAACGTCTCCCCAAGAAAAATG
TTTCCAAAGTTCTGGGGGAGTGTGAGCATCTCTCCCAGCATCAGGGTCTCTGCTCCTTTG
ATGGTGGATGGGTCCTGCCTCATCAGCTGACCAAACAAATCTCCGGGCAGATCTCTTTCT
TCACACGTCACTGGGAGGTTTGTGAACAGAGTCGGTTTAGTTAAGCGCATCACTTTTAGA
GCAAGTAGATGTTCCTGTTTTGTCTGATTTACATCCATTTTGCCTGTCTTTTCCTCCTGA
GCTACTAGGCTAACCGGTTGTTTTCTAGCAGCTAACGAACTTTGACCTTAAAGGGCCC
>CL2250Contig1
TTATGTACATATAATTATTTTAATAATCTAATATATTNCAGGAAATCGTCAGTTCAGGCA
CTTTGTTGCCAACACAGCAACTTAGCATGAGAGATCCTGAGATTTAAGACAGTTTTCTTC
TTAAATAAGCAACACAAAAGTAAAATAATCTTATATAGAGAGATTTATATTCAACAATCA
GCTTCTTACCTTTTACATAGCAAAATAAATCTTTCTTTCTGTACAAAAAATGTCTTTACG
ACCGAGGTTTCAAACCCTGGCTTTGGGTCGTGTTTGCTGAGGAGGGGTGTGGGGTTGTCC
ATTGTCTTCCTCTGAAGAGGAGCTGGTGAGATTCAGGGTGTCTTCTGCCTATTTTTTTGA
GGTTCCTGTTCTTGGGCACAGCGCTGACGGTCTGTTTTTGTCCTCCTTTCTTCTGCTGGC
TTCCTGCAGTTCTTCTCCACCTCTTGATGAAGCCGATGGCCTCAGTGCTCCATGTGCATG
TGTGTAAGTATGAGTCTGTGTGCATAAATGCCTGCTTATATCTAAGGGCTTTAACTGGTG
CCGTAATGGAGGTCCTGTGAAAAATAAAAATCTTTAACTTAATCTTTATAAATGCAGCAG
CAGACCTTTAGTTTGGCATCCAATAGACGTGGCACTGTACAAGAGAAGCACTGGGCCACT
CCAGTGTTGGGTTTGAGTTCCTATCGGAGAGCCGTCTTTGTGTCTATCCGGGAGTGCACG
TCCTGGTAGCTCAGGAGGCAGGGATCAGTGGACAAGGCATCGTGGGTAAAAACGGAGTCG
TTGTCAGATGAGCAGGAGCTGGACGTGTCCTCACAGGAAGGGGAGTACTGCTCGAAAGGC
GTGGACAGGTCCAAGTACTCGTCAGAAATGGAGAGCAGAGCCTTGTCCAGCTCCTCCACC
AGCTTCTTGAACGTCGGTCTCTGGTTTGGAATGGCGTGCCAGCACTCGGTCATCAGCATA
TATAGTTCATGTGTGCAGTTGGAAGGTTTGTCCATGCGGTGTCCCTCCTTTAGCAGTTTG
AAGAGCTCCTCGACGGGGATGCCGGGGTACGGCGAACCCCCCAACGTGAAAATCTCCCAC
ATAAGGACACCAAACGACCACACATCACTTTGGTGTGTGTAGACTCTGTCAAACAGAGCT
TCTGGTGCCATCCATTTCACCCTCGTGCC
>CL2251Contig1
TTTTTTTTTTCAAGTACAAAAACAAAAATATTGACAGTCAAGTTTGATTGAAAACTGTGA
ATAATGAGTACTAATTGGTCGGTTTGGCAGGTTTCCCTCCTCCTTTGCCTTTTTCACTTT
TTTTTTAAAGGTCTGTCACATCCATTGTTATTATTACTTTTTTGTAACGTTTCACTTACA
CGCACACACTGGTAAAATTTGTGGTGGATAGATTATTCCCTTCACCTACAATGCAACTGA
CATCCAGAAAGCAACACTTATTACAATATTTTTCACNCNCGGNTTCATTTTTTTTTTTGT
GTTTGTTTTTTTTTCTTTTTCTGTCCAACAATATCAAAGAGGAGCAAGGCAAAAATGATT
CACACCCAGAGAGAAAAAAAAAATTGACAAATCAAGAAGAAATACAAATATTTGCGCCCT
GCTGTAACCCTCGACAAATGGAAAAAGGACCGACACTGAATACAAAAATATCACAATTTT
TATATATGAAATTGCCTCCGTTGGTTCTTGTTCAAGAATATACACACGTGTCATAAGAGA
GCTCATCTGCCAAGAGAATCTCTATTTTTAACCTTCTGGTTCATCTTTTTTGATTACAAC
TTGCAGTTCCAATTGTCCAACGCACTCTGCATCACGGCAAAAATGACCTGTCCTGTGCGG
TTCAGCGGTTTGGATGAACCCTCTTTTTTTCACATTACAAAACTACAACTCTATTCACAT
ATTTTCAAGTTTAAATTCTTGTTTTTAAACGCTCTTATAAAGCAATAGTACTTAGTCTTA
TCCTCCGCATCCCTCTTACTCATCACTTAAGGCTTCAAAATTGCTTTTTTTTTNCCCCCN
CNGCNGTTGANGGAAATGCAGGGGGNGGGGGGGNAGGGCTA
>CL2252Contig1
CGGCACGAGGCTCAGGTTGTGGAAATACTCCTCAGTGGGTCAGACAAATGGGCTTGGCTG



ACTCGGCGGCTGGTCGAGTTCACTTCAGCCGGCTCGGTCCTCATTTTTGTCACCAAGAAG
GCGAACAGCGACGAGCTAGCTGCGAACCTGACGCAGGAGGGTTACAGCCTTGGCCTCCTG
CATGGAGACATGGACCAGAGCGAGAGGAACAAAGTCATCAGCGACTTCAAAAAGAAGAAC
TTGCCCATCCTGGTGGCCACTGATGTTGCTGCTCGCGGTCTGGACATTCCCTCCATTCGC
ACGGTGGTGAACTATGACGTGGCGCGGGACATCGACACTCACACACACAGGATAGGTCGA
ACTGGGCGCGCTGGAGAGAAAGGCGTGGCCTATACCCTGCTAACCAACAAAGACACATCA
TTTGCTGGAGATCTTGTGCGGAATTTGGAAGGAGCAAACCAAGCGGTATCTAAAGAACTG
ATGGATTTAGCCATGCAGAATCCCTGGTTCAGGAAGTCCCGCTTTAAGGGGGGTAAAGGG
AAGAGGCTGAACATCGGCGGGGGTGGCCTCGGCTACAAAGAGAGACCAGGACTGGGAGCT
GAGAGCTCTGATCGTAGCATCAGCAGCAGTTTGCCTTCAGCCAGTAGCTTTGACGGGTAC
AGCAAACCAACCACCGGAGCTATGGGGGATCGCATGTCTGCATTGAAACAAGCCTTCCAG
GCTCAGTATAAAAGCCACTTTGTAGCTGCATGCAGCGGTCCTCCAAAGCTCAGCGCCAAG
TCCAGCAGCACCTCCGGCTGGACCAGCGCCGGCAGCCTGAGCTCCGTCCCAACAGAAGCT
GCCAACGGGTCAGAACGCTCTCAGATGGCCAACTTTGCCATGGCTGGTTTCACCAGTGCC
GGCTCCCTGAGCTCGGTGCCCCCCATCCCCAGCAGTCCACAGCACAGCAACGCCACCCCG
GCACCCCCCTCCCCAAAGGAGAGCTCGCGAGACAGACACGGGGAGGAGCGGGGGCGCTAT
GAAGACAGTCATCGCCACAGCGACAGAAGTGATAGGCATAGTGGAGACGATCGCTACGGA
GATCGGGATCGCCGCGGAGACAGGGATCGGGACCGACACGGGGACCGGGATCGCCACGGC
GGCGGCAGCCGCCACAGCGACAGCCGTAATGGCGACGGAAGCAAGAGAGATCGAGAAGAC
GGCAGGAGTGATAGAGATGGAGGAAACAGGAGGAGCGGAGAAGGAAGGGACAGAGATGAC
AGCTTTGCGGTCCCTGACCCACCAAAACGGAGAAAAAGCAGATGGGACAGCTAAGGAAAG
CACTAGCAAACGTTATAATATCATTTTTGTGCTACCAAATATTTGCTCCATAAGAAATTT
ATAGCTGTAGCAGGACAGATGCTGGCACAAGCACAAATCTAAGAGAGCTGTTCACTTGAA
ATGGAGTGAACTTGTCCTAAAAATCCGTCAGGTTGGTTAAGATCTAACTGTTTGCTCTGA
AACCACGTTTGCTCCAATGACTGCTTCAAGACAGCCATTGTACATATGCCATCCAGGCTG
CTATCACTGTAAGTCAAGCAATAGAGTTGTAATGAAAAATGTTGTNTGTGAATTAAAAAA
AAAACAAAATCCAGTTTGAGATGTGTCACTTGTTCATGAACCCCTAATTTCCTGTGTTGC
TTTCAAAGCTGGTTTACTAAGAGGTTTTCATTGAAGTCATATTATTTACAAATAAATCCA
CA
>CL2253Contig1
CCCGGGCATTATGGCCGGGGGATGCCATCGGATTTTTAGAAGAATATTAGTGATTTAAAA
ATACGAAAAGGAGAATAAATTGAGAAAGGATGGACGATGAAGAGGAAACTTACCGGCTGT
GGAAGATCCGTAAAACAATAATGCAGCTCTGCCACGATCGAGGCTATCTGGTAACACAAG
ATGAGTTGGACCAGACCCTGGAGGAGTTCAAGAGTCAATTCGGAGACAAACCCAGCGAGG
GTCGTCCCAGACGGACGGACCTTACAGTCTTGGTCGCACACAACGATGATCCCACTGATC
AAATGTTTGTTTTCTTTCCTGAGGAACCCAAGGTCGGGATCAAGACAATCAAGATGTACT
GTCAAAGGATGCAGGAGGAGAACATTACTCGAGCCATCATCGTGGTTCAGATGGGCATGA
CACCCTCAGCTAAGCAGTCTCTTGTGGACATGGCACCAAAGTACATTCTGGAACAGTTTC
TGCAGCAGGAACTGCTAATAAACATTACAGAGCACGAGCTTGTCCCAGAACACATCGTCA
TGACGAAAGAAGAAGTGACGGAACTTCTAGCTAGATATAAACTGAAGGAAAGCCAGCTGC
CAAGGATCCAGGCCGGGGACCCTGTAGCTCGCTACTTTGGCCTAAAAAGAGGACAGGTTG
TGAAGATCATCAGACCGAGTGAGACAGCCGGACGATACATCACATACCGACTGGTTCAGT
GACAGATGATTCTCTTGGATCAACGTGTCGCACCAGGGTGGAGAATACAGTTTTCATCAA
ACATCTGTGAATCTTCCTGCTTTTTTGATGACCAATTTTGTAAATTACAGTTAACAAGGA
AATGTGTGTTTTTGTTGGAAAAAGAAATAAACATTTTTACAGAAATGCAAANNNNAAAAA
AAAAAAAAAAAAAAAAAACAT
>CL2254Contig1
AAAATTGATACTTTATTGATCCCACGATGGGGACATTCTTCTCCCATTTTGGCCCATCTC
CTGGGGGGAGCATTGAGCTGCAGACTGGCCGCGCTCGGGGGGGCGACAGCTGATTGATCC
GCCAGCCCCTCGGTTGTTGGACGACCTGCTCTGCCGCCTGAGCTTCACTGGAAGGACATT
TTGTTCGTCTCTTCTGCAGTTGTCAGTGCTGCATAGCTGCTTGAGATGGACGGACATCTC
TTTCTTCTGTTTATTAACTGGATCTGCTGCCATGACAACAGCTGTCATGGTAACAAGGCT
CTTGGCTCTCATGGTGACGGGAAGCCGGTGAAACCACATAACATCCAGCTTGGGATCGGA
GGATTTCTAATTTATCAGGCGGTCTGGGAGCAGAAGATGGAGAGAGGCAATCAATCAAAG
CTCCTGGGAAAGATTTTTCGGGGAGGAGAGACTCAGAATGAGAAACTTTCACAAGCGGAT
CAAAAGCTCTGTGCTTGTTTTGCCCACTTAAGCAGATTGCTTGAGACCCCTGAACTTGTG
CGGAAGATGGATGCCACCTTGGAGCAAGTTTCTGCCCGGATTTGAGGGAAGACTGGGCTA
AATTCATTCACCCACTTCTCATTCGGATCAATCTCTGCCTCACACAAAGCGAAGAGCCAG
TCAAGGACTTTGCCGGCAGTACAAACAACCTGCTGGCGCCCAAAAGTATTTTATCTAATC
AGACTCCCCGAAGGAGCGATGGACAACTGTCCTTGGCTCCACCAAAACAAAGCTGCTTCT
ACAGAGTGGACTACAGCAGCTGTTCTTGAGGGTTGATAACTGCAACTCACCCCCTCCCTG
CTTGTCCTCGGCTTCCCAACCCCCTCCCTACCTCCTCTGTGAGCTGCCCGGAAGATGTGC
CTGGCTCACGGAGCTGCACCTGATGGACAGACTCATGGGGGCCCCCCACTCCCGTCCACC
ACCGTTTCCCCCCTGAGCCTCGTGTACTGTCTTTGTCTGAATATGTGCTATTTGTGTTTA



AACGGTGTAGTTTTTTTCTTGTATCAACACATTGTACGCAGTGTAGGGATACAACTTTTT
TTTGTCACCAAACCCAACCCCCGGCCCTCTTCGTGGTCCATCTGCATGCTATACAAAGGT
GCGCCGGCGCAGGTCATCTAAGGCGCTCGGCTGCATTGACCTCAGTAACCTCTCGAGATG
TGTGTGTGTATCCTGTGCTGTTTGTCTGACCTTCTTCATCGAGATGTACTGGAACTGAGT
TTCTCCTTGTTGGGATTAATAAAGTTTTCATTCATTTCAAAAAAAAAA
>CL2255Contig1
ATGATCTTCTAAACGTGCTTTTAAAAATGTTACGGTTCTTATTAAACACCTGTTCGCTCA
TCATTTGAATTTTAATCCGTGTGGTCAGTGCTTTTTCTGAACGGAGCCAGGATTAGCAGG
ATGCTAACACGGGCTAACAACATTAGCTTTGGGTGGCGCTGCATGCAAACGTGTAAGAAT
AACATCAGCCTTTATTTAGTCGGGACACGACTGGAAACACAAATCCACGTGATTGTTTGA
ATGTTTTCTAAGGACTGAGCGACATTTCTGCTTTGAAGCTCAAACCGCTGTGTGTGTGCT
GACGATCCGAGCTGTGCTCAGACACACGTTTAGACCCGGTTCTGAGTTTGATAGCTTGTA
CCCCTAGAGCTGCGGGACGGATCGCAGTCTTAAATCTCCCACACATACCGCTCATGTA
>CL2255Contig2
TGTCTTTCTGATTATTTCAACTGCACAAAGTCGTAAATGAGAAATTGTTCTCATTCGACC
TACCTGGATAAATAAAGGTTTAACTTACTAACAGACCTTTGATTTTTCATTTTACTATAA
TCCAGAGAACTACTACTGTTTTCACATTTTTTATCGTTCGAATATTTCCACACTTTAAAC
CAATTCTTACTAGGGTTTGTGCCGATGGACGATATCATCGTCCATCGTGATGGGTGACTG
ACATCCCGATGGACGATATCATCGTCCATCGTGATGGGTGACTGACATCCCGATGGAGAG
ACCACCATCGTGATGCCACGCCCCCGCCACGTTGCGAGTCAACACCATAAACCGCGGTTA
CATGTACAAAATATCTTGATGGGATCAATGGTCGGATTAGAATCCAACCGTGTACATGGG
CCCAGAAAATTTTTTCCAGAACATAAAAACTTTCACTAAGGTCACACTTTCCGTCGGAAT
AAATCATTCGCACATGCGCAGTAGGGTTTGAAAACCGGAAGTATATAAATTCCGCCGAGC
GGCTTTTTTTTTTCAAACTTTATTGAATGTAACAATTCAATACAAAACAATGTTAAAGAG
CGCCGAGCGGCTATATACATTGACATGTCAGCTCGGTAAAATACGAGATGATCTTCTAAA
CGTCCTTTTAATAATGTTACGGTTATTATGAAACACCTGTTCGCTCATCATTTGAATTTT
AATCCGTGTGGTCAGTGCTTTTTCTGAACGTAGCCAGGATTAGCAGTATGCTAACACGGG
CTAACAACATAAGCTTTGGGTGGCGCTGCATGCTGTGAATAACATCAGCCTTTATTTAGT
CGGGACACGTGATTGTTTGAATGTTTTCTAAGGACTGAGCGACATTTCTGCTTTGAAGCT
CAAACCGCTGTGTGTCTGCTGACGATCCGAGCTGTGCACAGACACACACTTTTAGACCCG
GTTCTGAGTTCGGTTGCTTGTACCCCTAGAGCTGCGGGACGGATCGCAGTCTTAAATCTC
CCACACATAGCGCTCATGTACCCCCCCCCCCCTTTCCCNTNAAAAAAAANGT
>CL2256Contig1
GGGACGTTAGGGGTTGCATTCGCTTAGCACAACGTGTATTTCCGACCAACACTTAAAGGT
TTTACAGTTTAGATACGATGGGTCGACGCAAGTCAAAAAGAAAGCCTCCTCCTAAGAAAA
AGATGACTGGGGACCTGGAATCTCAGTTCACCTGCCCCTTCTGCAACCACGAGAAGTCAT
GTGATGTTAAAATGGAGAGAAGCAGAAATACTGGGATAATATCGTGTTCTGTGTGTTTGG
AAGAGTTCCAAACTCCCATCACTTATCTGTCAGAGCCGGTGGACGTGTACAGCGATTGGA
TAGACGCCTGCGAGGCAGCCAACCAGTAGTCCTCATCCAGCTGGAGGCATCGCGTGAACG
TGGAGAGGATGAGCATGTGGATGAAGGGGGTGCACCCACTTGGAGCGAGTCAGAACATAA
TTGAGACCTTCAATTATGTTATTGACAGATTTTTATGGTCTTTAGAGATTTACAGCACAG
AAATGCTCAGAAGTATTTCTCTAATTGAAGAGTTTTTCTCTCCCTAAGAAAGGTTGTGAC
CCATAGCTCCACATTGACTTAGGATGTGTTCCATCATTTTTCCCTTTGCTGCGTTGCCTG
TTTTATCTTTAGATCTTATTTTTTTTGTAATAGTTTCTTAGATCTCTTGGATTCAAGTTT
TTAGGTTCTGGTTTTTAGCTTACAATAGTTGTCCATGTCAGGCTGTGGTAAAGTTAAGTA
GACCTAGACNAACATGCTTTTATTTTGTAGATCTATGGCCNAATTGATATCACTGNTTTA
ATT
>CL2257Contig1
TTTATTAGCAGTCACAGGGNAGAAAATGCATGACATCTACAACAGTATGTCTGAATAAAA
ATGCTAACAACTTTATTTACAAATCTGCAATAGAACGTGGATAAGCACATGCACGTACAA
ATGATCACAGCAAACAGCTTTCTGCAGAACAACCCGCTGGGACGGCCCTCGCTGCTGCTG
TGGTCCAAGCAATCAACGTGAAGGATTAAAATGATCAAAGAACAAGAAGCAAAAGGGGCG
GGGTCAGAAACGCAGCAGCCGTTTTGGGCTGGACTTACCCTCTGCAGACGCAGAACCACC
AACTCTGGACATTCATTGGCTGACTGCTTTGAATTATTGATTAACGGTCCAAAAGCTGCT
TCCTGGACAGGGTTGAGGCAGAACCGGATCAAACGGTGACCCCTGCTGCCCGTGGGCTCT
GTCAGCATAGCCAGCGATGCTTCTCGGTCAAATTAAGTGAGACCTACACTGTAACCTCCA
CCCAAGCAAAGTCTGATCCATAATTCAAAACTGCACACCAATTTACCCAGAAACCAAGTG
TAACTTCTCTCACACACTAATTCACTCCTCATCTGTGCAGAGCTGCCACTTCTCAGACAT
TAGAATGAGCTTATATCATTTCAAAACATGAGATTGTCTAGAGGGGGTCTGAACCCAGGG
CTGAGGGATGACAGCAGTTTGAAGATGGAGCGACAACTCTCTGATTGGGACGCTTTGGTA
GTCGAAGGCACTTAAAATTTTGCTCAGGATCTTTTTGCCTTAGACACAACCGCCCCATGA
ACCTTTTTAGAGTAAACCGAGGCCAGTTTTGCTCGATTTAAAGCAGATGCCTCCGCCTGC
CGGCATGGAATCTAAGGCATCAGCAGAAGCAGCCATCATCTCTTGGAAAAGAATGGCTTG
AAAGTACAATCACGTGTTTATCTGTGTCCTGGTTACAAAAAAGTGATGCAGACGCGCGGC



GCGGCCTCAACCGATAATGATAAGGCGGGACAAAGCAGGACTCCAGACGACAGGGGCGAC
ACATGAGTGGTTGTGTGCTAATGAGAGGTGTGGGTGGAGACAGAAGCTGGAATATTTCAC
ACAGGCAGTGGAAGGGGCGGCTGTCGAGGACCCGGGACCAGGAAGGGGCAGACGTCTGAG
CTGCAGGGAGGAGGACGAACCAAGCCTTCAACTTTCAGCTTCTCCGTGACTTTGAATGGT
GGATGAGCCACTGCAGCGTGATATCTATGTTGTCTTTCTCTTTGCAGGAAACAGAGTAGC
AGCAGATCTCTCTGTCCTGAATAGCAGAAAGGTTCATTTTTTCAATGAGCTGCTTCTCAT
CGAGTGCGTTGGGCAAGTCTCGTTTGTTTCCGAGGACTAGAACAGGAATTCCTTGTAGTT
GTGGTTTCTCTAAAAGGTTGTGCAGCTCGTTTCTGGAAGCTTCTATTTTTTCCCGGTCGG
CTGCGTCCACCATGTATACGATTGCATTGACCCCTCTGCAGTAGCGCTCCCACATGCTCC
TGAAGCGGGGCTGTCCTCCTATGTCCCATATCTTTATCGTCACGTTGCCTTTGGTGACCT
TCCTCATGTTGAAGCCGACTGTGGGGATCATGTCTTCGCTGAACTGTCCCGATGCAATCA
CGTTAACAAAGGTAGTTTTCCCGGAGTACTGGAGTCCCACTAATGTGAGCTCCATCTCCT
CCTTCCAAAACAGCGCCCTGAACCAGTCAAGCAGTCTGTTGATGAGGGCCAGCATCTTGG
ATGGCACAGTAGGTTGCAGTCTCTGCGGCTGACTACAGCACAGTTGGCTACCC
>CL2258Contig1
GAGGGGCGGTTGGTCGTCATGCCTGTAATGTAGCAGAGCTCCGTGCTACATTGAATATCC
GCCTCCAGTTGTCGCTGCATTTTGTTTTGACAGCTGCTTTTTTTCTCACACCTTTTTTGT
TTTACCGAAGAATGAGCGAAAATGATGACATCGAAGTCGACAGCGATGCGGACAAGCGGG
CACATCACAACGCGCTGGAGCGCAAACGCAGGGATCACATTAAAGACAGCTTTCACAGTT
TACGGGACTCTGTGCCAGCACTACAGGGAGAGAAGGCCTCTCGAGCACAGATTCTAGACA
AAGCCACAGAGTACATCCAGTTCATGAGGAGGAAAAACCACACCCACCAGCAAGACATCG
ATGATTTAAAGAAGCAGAATGCTCTTTTAGAGCAGCAGGTGCGTGCACTGGAAAAAGCCA
AGGGGAATGCTCAGCTCCAGTCCAACCACTCTTCTGACAGTAGCTTGTACACAAATCGCA
AAGGCAGCGCCGTGTCCGCCTTTGACGGCGGCTCAGACTCCAGCTCCGAATCTGAACCTG
AAGAGCCGCCTACCAGGAAGAAGCTGCGTGCGGAGCCCAGCTAGACCTGGTTGACTCCTT
CCTCCCCCCACCCACCCCTGATCTGGAGACGGACTCTTCACCCACCAGCGCCTGCTCCTC
TTCCCCGTTTGCACTCGTTCCTGCCTTCTTATGCTAGACCAGGGGACAGGGTGCCGACCG
TGTTAGAGAGGTGCTATTACTGTATGTACAAAAACGCTTCGGCCCTCCTGTATCCTTCTG
GCAAGGATCCTGTCACTCCTACTGTAGCCAGGCAAAGAATCTAAAACCCAACTTTAGGCA
GCTCTGTAGTTGAAGTACTTGATCCTGTTTTTAATGTAACAAGCATCCATAGTCACACGA
ATGATTATGTGAGTTTTCAGCAAAGCTAAAAAATCGGTATAAAGATCTATTTGTTTTGGA
CAAAGCTTACAATCTACTGAACTTTTCCACATNTGATGCGATCGTAATTTCGGCTTCTTT
TACTTTTGAAATGTTCAAACTTTTTCAAAGGAGAATGTAAAGTTTCTTTTGGGGGAAAAA
TGGGTCTAAGGACTCTGGATTTTTCTATTTCGATGGCTTATGTCTTTTTGTCTTTGAACT
GTTTGTGCGGTCAAATAAATTCCTCTATTAATAGTGATGCGCCAAAATCAAATTCTTACC
CATATAGTATATTNATATGTCTGATCTCCTTTGTGCTTTGCTTAAAAGCAGGCAAACCTC
CTGTTTAGAAGATATTCCGCAGGTAGAATATTTATTTCCCTCTATTTTTTAATGTGATTT
GAGAAAAATAAATCCTGTATTTGATACTGAATGTTGCAAAATGCAGTTGAAGGGCAGTGA
TTTTTTTTATGATATATATAAATATATATATGTTCAATTCAGTATGTAGTATATAGCACT
GTATACTCCTGTATACTAAATTGTGTCTGTTTAAAATTAATCCCCTTGGAATTTTCACCT
CAGCTGGAAAAGATTTTTTTTTCTTCCAAAAAAAATTAGTATGTATGTAATCAATATTTG
TTTGTTCCATTCCATGGAAATTACAGGTATGTTGTACATACTGCCAACGGGTGTCTTGCA
AGTTAAGGCATACCTTTATTATAGTACTGTAAATAAAAATAT
>CL2259Contig1
AGTTGCGGCTGAAGATCCTCCTGTTCTGTCTCCAGAACATCCTCATGCTGTTTTCTTCTT
CTTCCCAGCTCCTGTCTTTGGAGTCTGAGCCTGACGTTTTTGTCCTGATGGGAGCAGCTC
CACCTCCACAGGATAATGGTCGCTGATGCTGAGAGCCTCCTCTTCAGTCAGTTGGAACTT
TTCCTGGAAGTTGAAAGCCTTTGCAGATCCAGGCTTTACGGCGTCCAGCAGGGTCTGTCC
GTGCACCACGATCCTGTCGTAGGTGTTGTCGTTGGAGGTGCTGGTTGTGGTGTCGACATC
ATCGTCTATCAGCCAATAGAAGGGAGGCTGTTGGATGCGGAGCTTTATCTTCCTCTTCTT
GGACAGATATGGACCGCTTGCATTGAAATCTCCTAAAATCATGATGTTATCTGTCTTCCA
TTCCGTCCGGACCTGTTGGACCACATCAAAAAGCTCGTCCAGCTCCTTCTCTGCTTTTAC
CGGCTGGGTGTGGACGGGAATCAGGACGATGTCAGTCACAGCAGTGGACGGACAGCTGAA
GCGCAGGATGAAGGGCTCTCTGGCAAAGGCGTCCTCATCTCCAGGCTGGTCATCAGCGTA
CTGCTTGGAGTCCTTCAGCTCCACCTCCTTCGTTCTGTAGAAGCAGACGTATTTCTCCTT
GTAGGTGTCTCTGCCCAGAGATTTGCTGCAGATCATTCCATAAGGACTCTCCTTGTTCTG
GCTGCTGCTGTTGAGCTTTTCCAGCAGGAGCTTCATGGCTTCACCGCTTTCATCCATCAC
CTCCAGGATCACCACGATGCTGTACTGAGACATGATCTCAACAAGCTATCCAACGACTTT
GTCGTCTGAGACCTTTTTCTGTCCCAAATTCTTCATGTTGAAAGCTGCTATTTTCATGGT
GACTTCAGTGGAAAAAAATGCTTTTATGTGACCAAAAGAAAATAAACTAAAAAGTGGAAG
GAAAAATCACAGCTGCAAGGTGAAGCAGAACTTTGGATCCTCAGAGAATGGGTGTGAGCA
GACGACAGGTGCACGTGTTCATACATGCACACCTAGACTCTCTGGCAAGCCCTTCACTAT
CCCCGGCCATAAGGCCCGGGTTTAACGC
>CL2260Contig1



TTCGGCACGAGGACCTGGTCCCCGAACTATGGCTCCTTACAAATACGCCACCAGTGTCCG
CAACCCTAATCCCCAGGTGGTGCAGCCTATTGCCCTACAGCAGACTCAGCCTGCTGTCCA
CATTCAGGGCCAAGAGCCACTTACAGCCTCTATGCTCGCCGCTGCACCCCCTCAAGAGCA
GAAGCAGATGCTTGGGGAGCGTCTCTTCCCACTGATCCAGGCAATGCATGCCAACCTGGC
AGGAAAGATAACCGGCATGCTGCTGGAGATCGACAACTCTGAGCTGCTGCACATGCTGGA
GTCCCACGAATCCCTGCAATCAAAGGTGGAGGAAGCTGTTGCTGTGCTGCAAGCTCACCA
AGCCAAAAAAGATGCAACCCAGAAAGTGGCAGGCATGGTTACTGCCACTGCTGCTGCTGC
TGCTAATTCCTGAAGACCGGATGGCGTAAACACCTGGTCAACAAAGGTAAACGAGCTGAG
GTGAACAGGAACACACTACAAAATCCTTCAAACATGATGAAAACCAAGGAAAATACTTTC
AATTTTGCAAAGTACTTGAATATTTTAAAAATCCTTAAAGTGGATCATTTTGTAACTCCA
TAATAATTTTTAACTGAATACCAAGATCAGAATGCAAATTTATCTTGAATACAAACTCTC
TTTCAGTGGCAAAAGAGGGACGTCATTTTCATTAAAAAAACCAAACTGATAGGAAAGCCT
TGAAGTTTGCCTTTGCTTGAAAGCTTCACATTTGACTAAACTGATGGGACTCAGTCCTAT
CATGTTAATGAGTGTGTAGTATTCTCAATAAACATGTTATATATTGGGAAAAAAAAAA
>CL2261Contig1
GAGCTCCGCAGCGGCGCGGTCAAATGGTTGTTTCAGTTTCTGACTAAAATGCATCTATGA
CAGACAAGCTAAGCAGGCTAAAGCACTTCTGCTTTTACTCTTTGATGTGAGCATCCTCCA
GAACCCGGTTCTGCTCCTCACTGGGTGGTTTTCTCTCCTCCATCTGTTCCTCGAGCTGCT
TGGCTTCATCCACCTTCTCCTGGGCCGTTGCATCCACGTCTGCTTTTTCCTGCTGTTGGT
TGGATGCTTTCTGTATCTCTTGGCTTTCCATCGTTTCCTGGGGCTCAGAAGATTTTTGCA
GATCTTTTGCACCTTCATCATCTGCAGGTACTGACTCTTCCTCATGCTGAACCTCTGCAG
AGGAGCAACCAGGTTTGGCCTGATCAACACCAGACTCTTCCTCTACCTGATCTTTTTCTT
CCACTTCTTGCTCTGCAGCATCTTCATTCTCCACCTGTATTGGAATGAAGAAGGCGGCAG
GAACGGCGGTTTCTGGAACCGGAGCTTCCACGGTCAGGACCCCGTCCACAGAAAGTCTGG
CCACGATCGTGGCGGCCCCCACTTCAGCTGGAAGCCTGTACTTCCGATTGAAGCATCTGC
TTATGAATCCGTGCTGGTCAGGCTTTTCTTCATGTTTTCCTCTAACTTCCAAAAATCCAT
CTCTGACACCGAGGGAAATCTCTGACGGGGAGAAGTGAGCCACGTCCATGCTGACCCCCC
ACGTGTTGACCTTCAGGCTGGGATGGTGCATGGACCCGTACAGGTATCCCAAGCAAAAAC
TCCTCTGGAAAGGATCCGCGTCCATCCAGTGAGGCTCGCCTCGCTCCAGGGAAGGTGGAA
GTCCCACATCCTGACTAAAAAACCAGCCGGGCTGCCACCATTTCCTCAGAGGGTTCCAGG
GGGGGCTGCGTTTCTCTTCACATGAGTTCTCTGGTTTGGCATGCTCCATCATATCCCAGG
AAGAATGCTTTGCAGAAGGCAGCGAGGAGGAGTGGTGACGCTCCTCTTATAAAGAGCTCC
CGTCTGCTTT
>CL2262Contig1
CCCCCCCCCCCCCTAANTCCNNANAANTTTTTTGGGTCCCCCGNCNGTTTTTTTTTTTTT
TTTAATTGGTTGTACATGTAAGATATTTATGTATGTATTTATATATATATAAATATATAT
GCTGTATATGTAATAGTAGAAAATGAAACGTGGTTACTACATTTTATTTTTGAAGGAACT
TTTGTTTACTTTTTTCAAAACTGCAGGAAATGATGCTACATTAAGACACAATGAGATGAC
AGGAATTAAAGTGAACGCATAATTAGATTTATCTGGAGAAAAAAGTCCCGAAAAAGGAAA
AGCTGCGCTGTTAAATGTCTATGAGGACACTTCAGACGGGGGTGGGGTTTATATTTACTT
ATGCATCTGTCTCCTTTTTTTTCCTTTTTTATACCGGACCCCTGGAATGGCCGAGCTCTT
CCCCTTGGACTTTATTTCATAGCCTTGTTACCATCTCTCTGTACCTTTGTCTGGAAGCTG
CCTACTATCCTTGTGTTCCCTTTTAAAACTGACCTGCCCATTTAAATTTTATATTTTAAT
TTAATTTTAACCCTCATTTTTCTCATAATAAAGTTCTGAGCAGTTAAAAAAAAAA
>CL2263Contig1
TAAATCTGTCCTGAGTTTGTGCACGCACGCACAGAACTGTTTTAGGATGTGTGTTTCTTT
GCTTTAATGTGTGCCGTCTGTTGGACACCGTCATGGGACTACGGCGTGCACGTATGTATG
TGGGACATCATACCAACACCATGAATGTAGATATTCTTCAATTTTTTTTGACATTTCCTC
GTCCAAAGGTCTTCACTGTCGAGTCACCTATAACTTGAACTTTAAATGAACGTCGCCGTA
GATTTGGCTTTTCAGACAAAGCGAGAGGCATCGATCTGGAGGATTGGAACCGCAGCGAAT
CTCCTCGCTAAACAAAACCAGCGCAGACTATTGACAAACCTGGAAGAGGGAAAGGGAAAA
TGACATGGGGAGGTCTGGAAAAGGGATTTGCAGAACTGCTTTTGCCAGTGGACTTGGAGT
ATAAAAAATGTAATTTTTTCCCCCTGTAAATACAGTTTTTGTATCGAGTGCTTATTATTT
TGTTAGTACTTTGATTTTTGGAAACCCTCATCTGTGATATTGGAAGCCGGTGAGTCTTTC
ACTCTTCAGGAGGAACTTTTGGTTAAATTCACCCGTTTGTTTTTTGTTCCTCTGCCAGCT
GTTGGTTTCTAGAGATCTCTATAACAGCCAAGCTTTACAAGTTTGTACTGCTGACCATTT
GACAGAATTTGATGTTTTATATAGCTGAGGCCGGGTGTTCTTATGTCCTTGTAGTTCAAG
TATTTGAGCAAATAAACAACAAAAAAGCTTGAAAAAAAAAA
>CL2264Contig1
TATGGCCCGGGGGAAGAGGGAACTCTGTTAATCAGACGTGTCTGAGACCGGACCGGAAGA
GCCATGCCTTTTCTCCATGGATTTCGGAGAATCATCTATGAATATCAGCCACTGGTAGAT
GCTGTCATGCGCGTAATTGGTTTGGAGGAAGACAACAGGCATCCCGAAAACTGGAGTCCC
GATGATGAGCCCAGAAGATGCAGCTCTTTAGTGGAGCTTCTGGAGCAGGAGTCCCAGTCA
GAGATGTTTGTTGAAGGCATCAGTTATGCACTTTTTAAGGTGGCAGAGCAGGGATTCGCT



TATGCTGCCAAAATCCTCCTACGCTATGGAGCTGATGTCAATTTTGAAGACCCAGTGTCC
TATTACAACCCACTGCACATAGCTGTGTTGAGGAACCGGCCAAATATGGTGAGGCTGCTT
GCTGGACACGGAGCAGACATCGAAAAGAGGGACCGAATTCACGAGAGCAGTCCCTTAGAT
TTAGCGAGTGAGGAGTCGGAGAGGCTGCCCTGTCTGCTCACCTTATTGGACCTCGGTGCT
GCTGTGAACGCTAGAGACAAGCACGGGAAAACGCCGCTGCTACATGCATTAGCGAGCAGC
GATGGACTTACTGTGCACAACATCGAGAACATACAGCTGCTACTTGAGAGGGGTTCTGAT
GTTAGCGCTGCAACAGTCGATGGAGAAACCGTTGAATCATCTTTGGTGTTTCTGGTCAAA
GAGGCTCTGGATGCCAGTGTGGAGGACGCTGCTGAGATTGGCGGCTTCTGCTTGAAAGTC
ACCCGGGCTACTGCTAGCTCACGGCGTGGACCCCAGCAGCTGTCTGAGTGAGGATGGCGA
GCCCTCCTTGACCCAGACAAGCTTGGAGCAGTTTGACCTGCTCTTTCCTCTGGCTGTGCT
CCTGATCCAGAGCGGAGCTTCTTTGGTGTGCAGTTATCACAGTGACTCCTGTTGGTCAGG
TTACAGCCTCCTTTTCCAGAGGCTTCAGGCAGTCCTCCTGCAGTGCTCCGATCCAAGCCG
GGCCACCGAGCTGTTGGAACAAGCTGAAGCGTTGCTGGACTTAGCAAAGGTAAACGCCCC
CACGCTGCACCTCCCTCCAAGGCTGGAGCTGCCTGGACCTGGTCACGACTCACACCCTTA
CGCTCAGGCTCTGATGGACCTGCACAGCCGCGTCGTTGCTCGTGAAGCAAGTCCGCCACC
TCTGCGCTGCCTTTGCAGGACATTCATACGGAGGCGCCTACAGCCCTGGCCGCTGGAGGA
CAGAGTGAAAGCCCTGCCTTTACCAGACAGACTGAAAGACTTTCTGCTTCCTGAGCACAC
ATACGCTCCAAAGCCAGGCTGGGGCTGCTTCAAACCTCAGCAGAGCCGGCCCTAACAATG
AAGCTATCTATTGAGATTTGGGGTTCAAATAAAACAATTCTGCCCAAATAAATCTGAAAC
ACCATCAAGGCTTTTTGTTTTGATCCTTATTGTCTGAAAAATCACAATGACAATGCAGTT
ATTTGAAATACAGAATTGTGTTTGTAAGAATCCAGGAAAAACTTATGTACAATCAGGTAA
CGGACAAAAAACGTGAAGTTGCAGTACAACGCCACAACCAACAGATGACAGTGTTGTACT
TTTACTCCAGAAATGACTCAAATTCTCAGTGAAGCCAATTAAAGTTGGTCCAACTGAGTG
AGCTCCATGTATATTTCAGTTCCTCAGTGTGCTGGCAGTGTATTGTGAACTCTGTGAAAT
GTTTAGTTTGATGGAAAATTGTGCCATTAAAACAGTTTCACCAATTAAAAAAAGACAAAA
AAGAAAAAGAGCTT
>CL2265Contig1
GTTTGGTAACGCATCAAAGGTTTTATTTTTTATCTTGGCTTGTCTTTGTCTAGCTATTGT
GTCGTGTTTTGGTTGAATTGAGCTCAAATTTATTGGAAAAATAAACTAAAATGACCTAAA
GAAAAGCGAGACAGAAGAAGGGAGTCTCCAGAACGGCAGCCCGAAGTGAAGATAAAGCAG
GAGAAACTGAGCCCGAGTAGCACTAGCAGGCCACACAGATCACGCAGTCCACAGGGGAGA
CGAGCTAGCAGGTCACCTGCCAGGACAAGGGACAACTCACCTGGTCGAAGGGAGACTTCT
CCAGCGAGAAGAAGCAGCAGATCTCCCAGAAACAGAAGAAGCCGCAGCCCAAATCGTGGC
AGTGATGTCAGAATAAAGCGGGAGCGGGACGAGCGTTCAGCAAGCAGTGATGAGCGAAGG
CGGAGGAACGAGCAGCCAGAAGACAGGCGGAGCAGATGGGAGACAGACCAGCCCAGGGAC
AGAGACCGCGGAGGAGAAAGACGCCACGAGAGAAACGCACTCGGGTCTCAGCAAGCTGAA
CGACGGCAGCACAACGCAAGACGCAGGGAGAACCGCCAGAGGCGCGAAGAAAACCAAGAC
CACGATTTCAGCCGATCTGAAGAAGGGGACAACAGCTCGAGTGCTCCTCCTGCCGAGAAG
GAAAAGCCCAATTTTGAACTGTCTGGAGCGCTAACGGAGGACACCAACACGTTCCGCGGC
GTGGTGATCAAGTATAACGAACCACCTGAGGCTCGCATCCCGAAGCGCAGACTGGTGCAG
TACACGCGAGCGGACGGCACCACCGGCCGCAGAGTACGGCCTTACATTATTGACCTGGCT
TCTGGGAACGGCACGTACCTGAACAACCAACGGATTGAGCCCCAGCGGTACTACGAGCTC
AAGGAGAAGGATGTTCTCAAGTTTGGGTTCAGTAGCCGTGAATACGTACTGCTGCACGAG
TTCTCCGACACAAGCGAAGTCGAGGCCAAGCAGGAGGAGGAGGAGGAGGACGAAGATGAA
GGTGTTGATGCTGATGCGTGATTCACAAACACTCATTTAGTTTGAAGAAGATCAAGAATG
TTAAGACTTTTTTCAGCAGGGAAAATGATAATGATAATAAAAAGAATATGATTGGCTAAT
TTTGTAAATGCCGTTGTGAAAGAATTCTTGCTCAAACCTGCCAAAACTCTCAAAGTTGAC
CCTTATTCTCAGGTTTGTGAGATGCATGACGCAGCTTCTCACCGTCAGATGGACACATCC
AAAGTTACAAATATATTTTTGGATCAAACCACAAAGTACAACATTGTTTCTTGTCTACAG
CCCCTCATAACTTTATGATAGAGGAATTTTAATTTTTATTTTTAGTCAACATTAAAAATT
TTGCTTTTGTGATGTAGTTCAGGGAAAATGATTGTGCTTTTGTTTTTATTATTTTAAGCG
ACAGTTAAGTGTATCTTTTAAAAGTCACTCAGTTTCTGTCAGTTCAGAATTTATTTTTTA
CTGTAAATATTAAAATCAAGAT
>CL2265Contig2
CGAGCTAGCAGGTCACCTGCCAGGACAAGGGACAACTCACCTGGTCGAAGGGAGACTTCT
CCAGCGAGAAGAAGCAGCAGATCTCCCAGAAACAGAAGAAGCCGCAGCCCAAATCGTGGC
AGTGATGTCAGAATAAAGCGGGAGCGGGACGAGCGTTCAGCAAGCAGTGATGAGCGAAGG
CGGAGGAACGAGCAGCCAGAAGACAGGCGGAGCAGATGGGAGACAGACCGGCCGAGGGAC
AGAGACCGCGGAGGAGAAAGACGCCACGAGAGAAACGCACTCGAGTCTCAGCAAGCTGAA
CGACGGCAACACAACGCAAGACGCAGGGAGAACCGCCAGAGGCGCGAAGAAAACCAAGAA
CACGATTTCAGCCAATCTGAAGAAGGGGACAACAGCTCGAGTGCTCCTCCTGCCGAGAAG
GAAAAGCCCAATTTTGAACTGTCTGGAGCGCTAACGGAGGACACCAACACGTTCCGCGGC
GTGGTGATCAAGTATAACGAACCACCTGAGGCTCGCATCCCGAAGCGCAGGTGGAGATTG
TATCCCTTTAAGAACGATGAGCCCCTCCCCGTCATGTACGTCCACAGACAGAGTGCCTAT



TTGTTGGGACGTCAAAGAAAAATAGCTGATATTCCCATTGACCACCCATCATGCTCCAAG
CAGCATGCAGTGTTCCAGTACAGACTGGTGCAGTACACGCGAGCGGACGGCACCACCGGC
CGCAGAGTACGGCCTTACATTATTGACCTGGCTTCTGGGAACGGCACGTACCTGAACAAC
CAACGGATTGAGCCCCAGCGGTACTACGAGCTCAAGGAGAAGGATGTTCTCAAGTTTGGG
TTCAGTAGCCGTGAATACGTACTGCTGCACGAGTTCTCCGACACAAGCGAAGTCGAGGCC
AAGCAGGAGGAGGAGGAGGAGGACGAAGATGAAGGTGTTGATGCTGATGCGTGATTCACA
AACACTCATTTAGTTTGAAGAAGATCAAGAATGTTAAGACTTTTT
>CL2266Contig1
TCTGCGCCTCAGTGAGAGTCTTGCGCTCCCTCAGCTGCCTAAGGAGCTCCGACTCTGCCC
GACTGCGGTTGGGAAGAGTGGCGGCGGCGGCAGATGCTGCAGCCACCAAGTCAGGGCTCA
GAGTTTCACTCTGTGATGACGCCTCCTCTGTAGCCTTTTGAAACATACTGATGGTGCTTT
CCATATCTGCTGGCTTGGACTTATACTGTGCAGCTGACTCAATACTTTGCTGTCTCTTCA
TAGTTTTAAGCTTTCTTTTATTGGTCACTTCTACTTTCATGGCTCCAAGTAGGTCCAGGA
GGTTTTCTTTCTCACTCTTTCCTGTATCCACTTTAGGCTGATGTGATTTTGCCAGAAGCT
GTTTAGAGTTATCATCTGTCTGACGGTCTGCGGTCCCTCTGTCTTCAGTCTTTAACACGC
GTTGCTCCTCCTTCTGTTCCGGCAGTTTCGTTTGGCTATCTATAGATGTGCCAGCATTGT
CTTTTTTTTCACACAATCTGACTGAATTTGTGCAGAAAGTCTTCAATCCAACTTTGTTTA
AGGTTCTGAAAACATTATCACAGTTACTTGATAAAAAGGACTCGTGAACGTACAGTACAC
GATTTCGTGCCACAATCGTTGTCCGGGATATAAATTGGTTCATATTTGTTTCTTGAAATG
TCCTTTCACGTTTTCCCCGGCCATAA
>CL2266Contig2
CGACATGAACAATATCGGAGTAATTATTGCTGACATGAAGGTTGGAAAGAATTCAAATCG
CCAGAATGCCTGGCCTTCCGATCAGATTCGTTTTGACGAAGATGGGCGAGGATACACGCA
CGATAGAGGAATCACTGGTGAGCTGGCCGGTGTGCGGAAAAGGAGGAATTTGTTCCAGGC
TAAAAGGTTGAACATCTTTTCCCCTGGTACTGAGGAAGATGGCATCAAGGCAGCACTCGC
GAAGCCAACTCTTTGGGACATGGAATTTGCACATCAGCTGTGTCAGTCAACAAACCAAAT
GCCACGCAATGGATTTGAGGAAATGATCCAATGGACCGAAGAGGGAAAACTTTGGCAGTA
CCCAATCAACAATGAAATCGGCCTCGAGGAGGAAGCCAGCGTGCCGTTCCACGAACACAT
CTTCTTGGACAAGCACTTGGAGCAGGGTTTCCCGCAGCACGGACCAGTTCGGCACTTCAT
GGAGCTTGTGGTGGCCGGACTGTCCAGAAACCCCTATCTGACCGTGAAGCAGAAGAAGGA
GCACATTGATTGGTTTAGAGACTATTTCCATCACAAAGAAGACGTCCTTAATGAGGCTGA
TGTTTACCTCACATAAACCACAGATGGTCAAAGTGTTTAGATGTGGACACAAAGTATAAC
CTGCTTTTTACATCATGAACATAAACGTTCTTGTTTCTTTCTGAAAACCAGTGAAACTGG
GCTTTGAAGGATTTTTCCTACATTGAGTTTAACATTAAAACTGGATTTCAGGCATAAAAA
GCGTGACATGTCAAA
>CL2267Contig1
AGCCCTCCATGAAATCCGTGATCGACGGTCTGGGAGAGCTGTGGGACCAGCAGCAGTACG
ACACCGAGTACAACCTGGACAGCTTCATGCACTCCCTGCACTAGCAAAGCTGCCTCCCCC
TCCCCCCAGCAGGCTTTTGCTGGCCAAGCAGGGCCTGGAGCAGCCCGGACGGTTCCAGGA
CGGCAGTACCGTAAACACAGCCATGCCCCCCACCCCCCACCCCCACCGTGACTGTAGCTC
AGCCTCACATCCTGACGTGTGATCAGCTGCTGATGCACTTTTGTTTCCTGCCCTGAAGCA
GACGTTTCATTTGTAGTTCCAGCAGGAGGCGCTTCCTTTAGAGCCTCCTTCCTGCCGTCT
TTGCACACCACTCAGTTTTCAGTGGCGTTTCCCACAGATCTGCCCTGCAGGTCTTCAATC
TGCACACCGCCAGCACCTGATGGACACACACCTGCTTTTGTTTTAACAAAGGAGACGAGA
AGCCATAGGATCTGCCCCCCAGGACTGCTAAGCTAACGGTCCCAGAGCTACACATGGGAG
GAGGTTGGGGGAGGGACATAGGAGAATCCCGTTCAGAGACTGATCCAGCTCAGAAGGGTT
CCTGAGAGCCGCTGCAAGTATTTTAAGAGGATTGTATATATTTCTGTAATTGCTGCTTTT
TGGTTATGATGGTGGAATGGGAATACATTCTGCAAACCTTTCAGCCTCGTGCCGAATTCG
GCACGAGGGTAACGGTATACAGTCGGCTCTGGGCTGCGTCCATCGTCACTTTAACTTTTA
GAAAGCAACTTCCAGAGCCACGCAAGTTGGTTGAAGCAGTTGAATTGAGCCACTGTTCTC
CAAAAAGTCATGGCGTGTGGAGCCACCCTGAAGAGGAGCATGGATTTTGATCCGCTGACA
AATCCCACTTCTCCGAAAAGACGGAGATGCATCCCGGTTACTCCATCGTCTGCTGCCCCT
AGGAAGTACCTCCGGATGGAGCCCTCGCCATTTGGAGAGTCCTCTTCAAAACTTAGTGCA
GAACAAATTCTCCACAGCATCAAACAAGAATACAAACGCATCCACAAGAGGAAGCATCTA
GATGGAAGCTACCATCAGTCAGAGTGTTGCTATTCTCCTGAATCCCCATCACAGTCATCC
AGCATGCCAGGAACATCCTCAGGTGGCGTCTCCCCTACTAGAAAAGAGCAACCCTTATTC
ACCCTCAGACAAGTCAGTATGATCTGTGAACGCCTGCTGAAAGAAAGGGAAGAGAAGGTC
CGTGAGGAATACGAAGAGACCATGACTTCAAAATTGGCAGAACAGTACGACACTTTTGTG
AAGTTCACACACGATCAGTTGATGCGACGATTCGGAGAGCAGCCGGCGAGCTATGTTTCC
TGAGTGTGGCCCAGAACCTTTGCGAGACGGCCCTTCTCTTGCTGCGAGCTCCCACGCGTA
ATCTCCGAGAGGGGGCAA
>CL2268Contig1
TTCCTCTTTTTTCTTGTTTTTATTTGTACTGAAATCGATACTCTGAACCTTTGCTTCTTT
TTAAAACAGCTTCTGTCATCTAAGTCGGGGAGGGAAAGAAACCCAAAACAAAACGACATT



TTCTGTGGTACGATCCACCTGCCGGGCATTCCGATCGGCCTCCTTGGGGTGTCATTTGAC
GGCTGTGGTCCAACACCGCGAGGGAATTCCACCTTAAACCAAAGACGTTTGGAGCACTGA
GCGCCAGACGAGCAGCACAGGTGGGAAATGGCGCTCCACGTCAGGTTACAAACTGTCCAG
TGTTTGTGAACAGGATACCAGGAAGTGAAAAACCAGTTAATACCACAGCTGTTGCCAACA
TGAATGACCTACAAAAACAAAAAAAAGGCTCATCGTTGCTGATCGGGGAATTTGAAATTA
AAAAAAAAAAAAAAAATTTCTGACTTCNCATTTGCTCTCANTTTAATGATNCNTGAACCA
AAAACANACGGATGCCTCAAAAAACTCAAATCACAAAAAAAAAATCCNCAAANAGGATTA
AANAGTTGCAGGAGCAAATACTGTTAT
>CL2269Contig1
GCAAGGATTTCCAGGCAGAAACGGTGAGACCAACAGGTAAAAAAAAACAACCCGGTTAAT
TCAATAAAACGTTAGTATGTTAAAGCCAGAAATGTACATTTATAAAAACTGAAAATCCAA
AAACAGATTGGCCTTCAGATAACATGAAAATCCCTGAACTTTCTTTTCTCAACTACTTTT
ACCTATTAGCACTAAGAGATTTCTAGTGATTGAATCAGTTAACACACTAATGGCTATATT
CTCTTGCTTAGGCTATGCAGTGTAGCAGGAATAAAAGTATGTTACAATGTCATATCAAAA
AAAGGAGGTTGGTGGGCTCAGAGGCTTTGTTGGAGGTCAGGTTTGGGGGCAAAGAAAGCA
GCTTTTCCAGTCCAGAAGCTGAGAGGTCAGACGTTGTTGGGGCTAACGTTCTTAAGGTTG
TTGAGCTCCAGCTCTAACTGGCGTATTCGCACGTCCTTAGAGGTGAGCTCGTCTTTAAGC
CGCCGCAGCTCATCCTGCTGCCGGAAAAACATCCGCAGAAGCTCATTCTCCGTCCTTGGC
GGAACATTCTCCAGCAGGTCAATCCCATTGACAACGACGCTCTTTTTCTCCTTGACTGGA
GCCTTGAACACTAACTGGTTGGGCTTGTGATAACCATCTTTCAGGGACATCAGGACTGGG
TCTCTATTGATGCCACTCAGCCATTCACCGGCACTCAGGGCAGGTTCGATCCCTGCAGTC
ATCGGGTAGATGTCCTCCTGGTACGTGTCTGATCGTCTAGGCACAATCATGGAAATGGGC
TCAATCAAGCCTTTCAGGGTGACAAGTTTGTAGAATCGGAACACCTCGCAGGCTGCTACA
TCCAGTCCATGCTTTGGCATCACACCAAGTCCCTTCTGCGGAGCTGGGGAGCGGAACTCT
GTTAGGTACTGAACATATGGCTTCTCTGTGGTGATTTCAAAGTAACGAATGTTTCCGTCT
CCCTTGCCTGCCAGATACAGCATGTGTGTGTCAGCATCATAGAAAGGAAATAACAGTCCT
GATAGCCCGTCTATGTCCTCCTCCACAATTGGCATGGCTAAATCCTCCTGATCCCACAGA
GCGATCTGCCGGGTGTTCCAGCGAGAAACCCCAGTGGTGAGCAGCCGTTTCATGTTGCCC
AGGAAGACCACTCGGTTTACACGGTGGTTCTTGCAGCTCGCTTGCTGCAGGACTCTCCCT
GAGCGTGGCTCAATGACTCGCAGCTTCTTGTCTTTACAGCTGGTGGCCAGCAGGCTGCCG
TCGGTGTTGAAGGACATGCTGAGGATGACGTCAGTGTGGCAGTCAATCATTTTCACCGGC
TCCCCAATCTCCAGGTTCCAGATCAGGATCTTGTAGTCATAGCCTGCACTGAACAGGATG
CCGCTGGTGGTGGGATGCCACTCGATCAGACCCACTCGGCGGCTGTGGCCATAAAGCTCC
ATCACTGCTTCTGTCATGTTCCGTCTCAGACCACTGTCTGGGATCTCCCACACCCGAACC
GAGGTGTCCTCGGAGCAGGAGGCTATGATGTTTTCAAAGAACGGATTCCACTTGATATCC
AACACATTGCCTTGATGACCACAAACTTTTGGTTGGTGAGAGTCCAGGCGACCATACTGT
GATATAGGTACAACAATGAAGGAGCCCCCGCCAGCGCTCTCTGTGACGACGGCGAGGAAC
TTTGAGTTGACGGCGCAGAAGTGGTTGTCATGGACGTTCTTGGTAATTGGGATGCCATCA
AAGCAGTGTTCTCTGTTTGCCACTTTCCCATAAACGTTTCGAAACTTGGAGCTTCGGTAG
GTCGGACGCCATGACATCCTCATTCCAGTCGTCTGATCTGGACCCATGTCTGCATGAGCG
GCTTAATGGGAGCTTGTTAAACAATTAATGAAAAACAGAGGAGTGGCAGAAAGTGGCCCG
AGGGACAGTGAGGAGCCTCGTCTGCTTTGAGTTTTCTCTACAAGGATGCTCATTCATTGG
TGAACCGCTTCTGGCAGAGATGGCATTTTTAGTGTCTTTTCCACCTCAC
>CL2270Contig1
GGGGGACGCGGACGCAAGTCAACGGTGGGAAGTGCAGCAGCCATGGCCGGGGCAATAGCG
GGGGCAGCAGCGGCATCGGCTGCAGCTTATGCTGCGTACGGCTACAGCGTTTCCAAGGCG
GGCCACTCTGTGTCCAGTCCCATGCAGCCCGCCTCGGCCCGGTCCAGTGCCGGTCCCGCC
TTCCACACCAGCAGCAGCTGCTGTCCTCAGGCTAAAGGGGGTCCCAGCCATCCAACCGCC
CACAAACTGGTCCACAAAGGCAAAGGACCCGGCAGCATGGGGACTTGGTGATGTCATCAC
GGCGGTCTGCGAGCTTACCACCAGTATTTCCACGTGATTGTCAGAAAGCACGCCTGTGCA
GCGAGGGAAGCGTCTGCCGCAGAGCAGGCAGGCTTGAACCCGAGCTGGACAGGTATGAGG
TCATCACAGCTGCTCTGGGCGCCGTCTTCCACGTTCTGGTATTGTCATAGAAATGTTCTG
TAGATATTCTGAGGGCCTCTTAGATGATTCTGTATTTGGAGGTGAACATCCAACAAAGAA
ATAGCTTTTTTACTAAAGCTCCTATTTTTCTAACTGAAGATTTTGGTACAAAAACAAACA
AGGCAGTTAATGTTTTAAAAGAAGAAATAGTTCATAAATATATTCCGCTTCCATGGAAAA
TGAAGGTTGGGCATATTTTTGTCAGAATTATTTTCTAGGTGGAGTTGTTGCCATCACAGT
AGAGCTGCTATTGTTTTCCCCATTCAGATCATTTTTGTCCACTAATAATTTATTTGAGTT
GAGACTGAAGTTAAAGTAGAGAAAACGTGTAAATGTGGTTTCTGTTCCCGCTGGTTTTTG
ATGTTTTAGTCAGAGCAGAGGTTCACAGAGTCGGGGTTAACGGCGTGACTTGCATGTGAA
GGTCTTTGCTGTAAAGCCAAAACGTTTGTTTATAGACAGTTTTCTCACTTTGGATGTCCG
TTTTTCATGTATTCATATGTGGGACGATTCAAATAAAATCTCTGGATCTGAAAAAAAAAA
AAAAAAAAAAAAAAAAAAACCTT
>CL2271Contig1
ACCGCCGCCCTCAAGATCAAAGAACAGTGTCCTCTGGAAGCAGGTCTTCACTGCAGTAGC



AACGTCACAATTCACGAGTGTGATGAAGGAGCAGAAACTCCGGGCTTCTGGGAGGCGCTG
GGGCGGAAGGACAGGAAGGCTTATGACTGCATGCTGCAAGATCCAGGTAAATTCAACTTC
ACCCCGCGGCTCTTCCAGCTGAGCAGCACATCTGGAGACTTTGTGGCCGCTGAGTTCTTT
CATCCGTCGGGAGCTGCAGACTTGGTCAGCTCACTGCCCTTTCTGCAGGAAGACCTTTAC
AATGCATCACAGCCTGCTTTGTTCATGGTGGATAACTTCCACGAGGTTTACCTGTGGCAG
GGCTGGTGGCCTCAGGACAGTGAGAGCACCGGCTCGGCTCGCATCCGCTGGGACGCTGAC
AGGAAGTGTGCCATGCAGACTGTGCTGCAGTACTGCAAAGAGAAGAACGAGAAGAAACCT
CCGAAGGCGTACCTGATCCACGCCGGTCTGGAGCCGCTCACCTTCACCAACATGTTCCCC
AGCTGGGAGCACCGAGAGGACGTGGCTGAGATCACAGAACGGGAGGCAGAGGTGTGTAAC
CAGATCATCCTGGTGGAGGACGTGCTGGCCAGACTCTGTCAGAATTCCTTCCCCCTGTCT
CAGCTGCAGACCCGACCCCTCCCAGAGGGAGTCGACCCGCTACGCCTGGAAATCTACCTG
TCCGACCAGGACTTTGAGAGTGACTTGTAGGTGGATTCAGAGAGCTTTAGAAATGACAAG
AGAGGAATATGAATGTCTGCCAGGATGGAAGCAGGTCAACCTGAAGAAAGCCAAAGGCCT
GTTTTGAGCATGTCGAAGAAGATACATGAAAGAGTGGAGAAGACGACAGACCAGCAACTG
GACGAGACACCTGTAGACTTTTAAACTTCTCAGCTGTGTCAGCACTCAATGGGATTCTGA
GTGCGTTCTTTTAAGTCTCCTTCATCCACTAATGTCATGAGTGCCATGTTGTGGTTGTGT
GTGTGGTTGGGGTTGTATATAATGTTTGTGTAAATGTGTGTTTGTACTGATGTAAAGAAG
AACCTTGTTGATTCAGATGCTGTGAGGACGTTTGGATGCTGTCAGGAGACTCCTGTTCCT
GCATTAAAGTAACCCTAACAAACTTTTACAGTTTGACTTAACTACAGCAAGGTCAGCAGC
CTGATGACACTGAATGTATAGTGCCTTGCTTTTTGTGTACAGTTTGTATACAGAACTTTA
GTCTGCATTTTTAAGTACTTTCTTTG
>CL2272Contig1
TTCGCCTCCCCCATGAAATCCATCGTGGCTAACTTCATCGTCAAAGACCTGCTTATGAAT
GACAGGATGGCGGGGAACAAGAACGGGAAGCTGTGGACCAGTGATGAAGAGGTATCTGCT
GAAGTTCTAGCGAAGGTTCAAGCTATCAAGCTTTTGGTGCGATGGTTACTAGGAATGAAG
AACAACCAATCGAAGTCAGCGAACTCCACTTTACGCCTGCTGTCAGCCATGCTGGTCAGT
GAGGGAGACCTTACAGAGCAGAAGAAGATCAGTAACTCCGACATGTCCCGCCTGAGGCTG
GCCGCCGGTGCAGCCATCATGAAGTTGGCACAGGAGCCATGTTACCATGACATCATCACG
CCAGAGCAGTTTCAGCTCTGTGGACTCGTCATCAATGACGAGTGCTACCAGGTTCGTCAG
ATTTTTGCACAGAAGCTCCACTTGGCTCTGGTCAAGCTGTTGCTGCCTCTGGAGTATTTG
GCCGTCTTCGCTCTGTGTGCCAAGGACCCGGTGAAGGAGCGACGCGCCCACGCCCGACAG
TGCCTCCTCAAAAACATCTCCGTTCGCAGAGAGTACATCAAACAAAACCCACTCGCTCAG
GAAAAACTTATTTCTCTTCTTCCTGAGTATGTCGTTCCTTTTATGATCCATCTTCTGGCC
CATGACCCAGACTTCACAAAACCACACGAATACGAACAGCTAAAGGACGTCAAAGAGTGC
CTGTGGTTCATGTTAGAAGTGCTGATGACCAAAAATGAGAACAACAGTCACGCCTTTCTA
AGAAAAATGGCGGAGAACATCAAACAGACCAAGGATGCCCAGTGTCCAGACGATGCGAAG
GCCAATGAGAAACTGTACATCGTCTGTGACGTAGCTCTATTTGTGATCGCTAATAAGAGC
ACAGCGTGTCACTTGGACTGCCAGAAAGAGCCCGTCCTTCCAGGAAAGTTCTTCCTCATA
CAGGACAAGGATTTCAAAAACGATAAGGAGTACCTGACTGCAGAGATGAGACAAATGCTG
CTCACTGGGAAGCCTAAACCCGCTCCTGTTTTGGGAGCTGTGAACAAACCCCTGACGGTT
CCAGGTCGGAGGATCTTGACAAAAACCACAACCGTTGCAGACACGACTACCAACACCAGC
AGCAACTCGTCTCCTCTGGCCTCCACCATCAACAAGAACAGTAACAGCAGTGTCCCTCCC
GAGTCGCCTGAGAGCCGAGTGCAAGAAAACAACGAGAACCCAGTAATCGAGAATGAAGAA
GTGAAGAAGGCAGAACAGAGTCAGAAAGGAACTCCTCAAGCAGGAACAGAAGGAACACCA
GTCAAACGACGCGGTCGACCTCCAAAGTCTGCAGCCTCTGCTCCAGCGGTGAATGAAAAG
GAGGCGGTGGTGGTGGTGGCGCCGGCCGGAGCTGGCAGAGGCAGAAAGAGAGCGGCAGAC
TCCAACTCCTCCACAGAGTCCATCAACATCAAGATGTCCAAACAGCAGCAGATTGACCTG
CAGAGGTAAAGAGGACCTCACGACAACCACAAAAAAGAAATCATGACTCTGGAGAATGGG
CCAGAATCTTCCTTTGTACCTTCTCACCTCTTAAAGCTTTCCTAAAGATATTATGGACCT
TTCTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL2273Contig1
TTTTTTTTTTATAAAAAGGATATTTTATTAGATCTGTTCTACTTTGAGACAAAATGATTT
GACAGAAGTCGAGTTGAGTTCAATACTTTGGGTCTGACAGACCATCTTTTGTTCAGTTCT
TTGTGGGACCCTGAGCTCCACCTGTCCCTCAGAGTCTTGGGGCTCGGGCAGCCTCAGTGC
GTGAGGGACTTCCGTCCCTTCAGCATGCGCCGGAGGATCACCTCGATGCCTCCCTGCGAG
CTGACCCTCTTGATCCAGCCGTGGGTCCGTTTACGCTTGATGTTCTTGGGCTGATATTCG
GTGCCTCTTTTCCGGGTCCGGATCTGCTGGTACTGCCAGGGGAACCGTTGAAGCACTTCT
GAACCCTCTGCTCTGGAAGTGAGCGGCCCCGAAAGTCTGGAAGGTGGGGAGGTCGACCCG
ATCCAGCTGCTGAACGGTCTCAGGTAGGATAAACCAGTTACTGCAGTAATGCTGGGCCGA
GAGATTATTCCTCTTAGACGGGAAAAATGAGACGCTAAAAAGCTCATTTTGAAGAACTTT
ATACGTTTTTATCGACAGACGATAGCTGAATGTCAAAGCACTGCCGACCTTCCCCTC
>CL2274Contig1
TTCACTTCAAAGCTGCACAAACTAAAAAAAACCCGAAACATAAATAAATACACAAAACAG
AACAAGTACAAAAGACAATACTTAATGACGAAAATACCATTAACACATACTTCTTAAACA



GTTTGGAAAAGAAAAAAAACATGACAAAAGTTTAAACTCGGATTTGGCTTTTTTCAGTGC
AAAAACATCCAGTTTTTCCCATTAAATTAGATCCATATTAAACAACGTGTTTGTATTCAC
TTAGAGCTGTTTCTGTTTTGAACTGATTGGAAAAAGTGCTTCTGCTTGATCTATGAGGTA
AAGCTAAGTCGAAACATCACAGTTTGGGGTGTTGTTGCATCAGCTACGGCAAGTTCCTGT
CCATCTGTCAGCCCCAGCTCTTTTAAGGTTTTAGACAGATTTGCCCGTGTTCTCTGTTCA
ATCGAAGGTACCGACTGTAAATATAATGTTTTGTTTTTTCCCTCCACTGTAGCTGTTATA
GCAGGTGACTTCATCTGTAATGATGCATTCTCAGTCAGGAAGTCTAATACTTCCTGGAGT
TTGGAAGTTGGATGAAAGTGGAGATCCTGAGGTACCTGTCTGCAGGCACTGCAGTTTTCC
TTCCTTTCTGCCTCGAAGGTGTAGGTATACAGGCCGTCAACATCGTTGAAAACCATGTAG
TTACTGAGAGGTATATAGGCACTTGTTGCTAATTTGAAAACCTCTGTGGCACAAGCAGCA
GCAATGACAGCATTTGTAGATGCAACAGCTGGGATTATCCTTTTAACAACACCCTGTGTC
AGTCTGTATGTGACTCCTGTGATACTGAACTCTGCTGCCCTCTCCAGAGATCTCTGAAAA
ACCCACTGGATGTGCTCGGGGTCATCTCCATCCAATGCCACACCATCACCAAATGGTAGC
TCTTTGGGCCATTGCAGTATTCTGACGTACTCGATGCAATGCTCTGGCAAACGAGGCATT
GAAGCTATTGTGCACATGGGAAAGTTGATCTGAGGAGGGTAAAGCTCAAGGGTGCAGTCA
ATGCAGGCAGTCATACCAGGCAAAATGACTCTAGCGTTGCCCTTGAAGCCTTCAGTCCCA
CCATCAATTAATGGGATAATGGACCCTGGATCCAACACACCGTCCTCATACACCAGCAAA
GATAGCAGCATACCATTCATCCACCTCCTGGCAACAATAGAATCAAGTCCACAAACAATT
ATATGGAATTGTCTGTAGAATGTTTCATCTAAGTCCTGAATTTTTTTAAAATGAGGTACA
ACACAGCAGCCTGGGACACGGCTGTTGATGAAGTCTGCACCCACTTCAGAAATAGAACGG
CCAACATCCTTAGGCCTAAAGAGGAACTGACGATTCAGGTTGGAAACATCAATGGTGTCC
ATGTCGACAACATTGATATTTCGAAAGCCTGTTAAAGCCAGATCTTTCAGCAGCTCACAT
CCCAGCCCACCAGCACCAATGACCAAGATTTTGCAGCCAACAAACAAAAACTGCAAGCCC
TCTGTGCCCGGTTCGAAGTCCGGATGTGTAAATGGCCCCGGCCTCTCCAGGAATTTTTTT
ATGTGGCTCCATCTGCCTCCCCACTCAAATGAAACTCCAGATCCTCCATCTACGACCATG
GGCTCATCCATCTCCGCCATGTTGGGGTAACTTCAAGTACTCGAGTCCC
>CL2275Contig1
GATTCTGTTTATTTACAGCTATTTCTTTTACCATTGATGGGAAAATATTTCAGAAAGCAG
CTGCAATCTTCGGCTGCAACGCTGCCATAGAAATCAAGATGGCCTCCTCAGTTCTGATAG
TCCTGCTGCCCTGACCGGGACACGTGTTGAGATAAAGGTCAAATAAGAGACTGGGGTCTG
TCACATTCAGGTTCTGGTCGGCATCCACGCTCGCTTCCAAACCATGAAGACCTCCAAAGA
CCACCAAGAGATGCTTGAATGGTGACAGTGTGGTTTGTTCCAAGGTGTTGCCTTTCTCCG
AGGTTCCAACTGTCAGATCGTATCCTCCTTTATGTGGGCCCTCAGTGAAAACTGCACTGA
GGCAAGAAGCGAGCCGGACCGTGTAACCCCAGTAGAGAGCAGCTTCTGTTCTAGGCACGT
GTGGAGGCACAACAACTCCTTTGTAAAGTTTACTGTCTTGATTTTGCATCTTATTGAGCT
TCACTGTGACTCGTAACCCCGACTGCAGTTGCTTATCAATGCGAACCTCTTTTCTCATCC
CACAATTGACTAATGAGCCTTTTCCTTGTTTCGGCGGTCTGTTGAGGACGACTCCTTCCC
GATAGTCCGACTCCTCGTCCATCCTCATGTGGTGAGGACTGTCCAGAGGATTTAGCAAAC
CTGCATATTGTAAATCTTTATGCACTGGGAAAAAACATTTGCGAAGATACTGTGGACATT
CAACATACTGAAGAATTCGTGCAAGCTGAATACAAGCTTGGCCTTTTTTCCCAACACCTT
TAAAATCTCCTTCAACGCTCTTCACATCTTCGCCTTGCTCATCAAAAACAATTATTTCAT
CCACACAAAACACCGCGCAGGCTCTGGCGATCTGTCCCGCCAAGTACGTACGGAGTTCTG
GGGACTGAGCGTTGTCAAGGACAGACCCTGGTAGCGCCACACTAACTGTGTAAGCCCGAC
CTTTGTCACTTTGGCTTTCTTCCTGTTTGCTGTCCTCTTCAACCTCTTGTTGTCGCTCCT
TTTCCAATGTTTTAATAAGTTTGGCCATTTTCCGCTCCTTTTTACTCTCCTTGAGTTCAT
TTTTCCTTTTCCTCCAGCAAATTCTATCTTCAGACTGAAAAGCCCCAGGTTTGGGATTTT
TTGCTGTTCCGTTTAGCGACATGATGTCTCGAGCGCCCC
>CL2276Contig1
ATAATATTTCAATAAGTTGGTGTGTCTCTTCTTTGTGATGTTATGGCATTATTGTTAAAT
TAAACATTGCAACATTGATAACACAACAATCATTGGTTTACACAAGTTCACAATTTGCTA
CATTCTGACTGCATTTTGGATTACGTGGTCATTTTGATTCAGTTGTTGCGCTCCGGGAAC
AGATTGTATTCAGACTGAAGAATCTCAGAGTGAATTGAAGCTCAGGCGGATTGGAAACGA
ACTGAGAAAGATGGGTCAGAGTGCAGTTCCTGGTCCCGGACCAGGGTACGCTTGGACCAG
AACAACTTTTGAGGCTCTTTGATTTCCCATTTTTTTGTAAATTAGGAACAGTTACAGAGT
AAAAGGAATAGAAAATCAAGAACAACCATTTCAGTTTGCTCTGTATTAAAACCTCAAATC
AGGATTTTATTGAAGCAAGTGCAGCTTCTTTGAATTTGTTTGACTTTTAAGATTTGCTGC
TGTGGATCAACAATACAAAAATATTGTTCATAAATCAGGACAGAAAGCTACAAACATGTT
GGACATTTAAGTTTCACAATGTTTGTGTGTGTTTTCTATCCATCCTGAAACCCTGAAAGC
GCTGGCTTCTTCTCTTCCATTCAGTCTAAGCAACCTGTGCTTATTTGCCATCGGTTACAA
CATCTTGATACTGTTGCTTTCCCATTTTTGCACCAGACAACCCGATGGTTTGTAAAGAGA
AAGATATCCTTGCATTCCAGTTCAACTATCTCTCCATTTGTCATAAATTTGACTCCAGCA
GGTATAAGGTCAAAATAGGCAGCAGTATTCACAGAACAGTAATTGGCTTTGCAGGTGGGT
ATTGCTGACCACTTGTTGCTGTTGTAACACACCACTTTCTCAGGACCATAAAGTTTATAA
AATTGTTGACATCTAACTCTCAAAGCCAACGTTTCAGATTTCTCAACTAATCCGTTTTCA



ACGATGGGGAATTCTCCACAATTTTCAACTGGCACAAAGGCAGGCTTAGTATTTCCATCT
TTAGATTCAGGAGAGTATATGCATGTTGGGTTTTCCGTCCAGTTTCCAGCGATGCAAAAG
ATGGACTTATTTTTGGCTCCTTCTTCTGTTACATAGTCATCTTTACACTGATATGTCACC
TCACTGTCCCCAGGAAACACCTCCTGGTGTTCCTTGTTAATAATGACTGCGTAGGCAATT
TGAGGTGGCTCTGTGCATGCGTCTTTGCTCTTCTCACATACAGGCACATTTGTCCAGTTT
CCATTGACACAAAGAGCTGTGGCGTGAAAGTTTTTGGTGCTATACCCTTCGTTGCAGGTT
ACCCATTTTTTACTCCCATTCTTATACCAAGACTTTGAATCCTCTTTGAATTTTACATTG
GTTATGATGGGCGGGGTACAGGCTGAATTCTCAATGCACAGTGGCTGAGGAGACCATTGA
CCATTTCTACACACGCTTTCTGCCCACCAGCCCTCCACTGCAGGTTTGTATCCATTCTCA
CAGGCATACGTGATCTTTTCATGTTGCTGGTAAGAGTTCTTCATGGGGACCAAATAACCA
TTTAGCAGTGTGGGAACACTGCATAACTCTGGTGTTCCCTGCGCATTGAGTATTCCTGGA
AGCCAAACCAGTAGAGCAAAACTGGAATAACTCAACCTCATCATGTCAGGACTTCAATCA
CTCCC
>CL2277Contig1
TGCAGGCAATTCNGCACGAGGCTGACGCGGCGGTCGTAGTGCGCACCGTCCCCGCCTGAG
CATGAAGCAGACCCCCGTGGAATATAAACCCTAATTCAGAGGAGCTTCACCCCTCCGTGG
AGGACGTTTGTGTGGAGAAAGCGCGAGGTGAAGCAAAGTCGCGTAACTTTGTAAAAACGA
CACGGGAGGCATGGCAGATCATCTGATGATGCCCATGAATCACAGCTCAGCAGGCGCCAG
TCTCCACGGTTATAGGATGGGCATGAATGGCAGCCTGCAGGCAGGTCACCAGCAGCACGC
CAACCAGCAGGGCATGCGGGCGATGCCCAATGGGCAGATGATGCACTATGGAGGCGCTCA
GGCCAACATGGAGAATGCCATGAGGCAGCGGCAAGGAATGGTGGGCGGGCCCATGAATGG
ACAGCTGAACGGAGCTCAGATGGGACACCATCAGATGACCTCCAACAACATGATGTACAA
CGGGCAGCCTCAGCAACAGCACCACCCTCAACAGCAGCAGCATCACATTCATCCACAGCA
GCACCAGCAGCAAGCCCAGCACCCCCAGCAGCAACAGCAGCAGCAGCAGCAGTTCATGAA
TGGGGGGCTAACATCTCAGCAACTCATGGCTAGCATGCAGTTGCAGAAACTCAACACGCA
GTATCATGGACATCCACTGGCTCCTATGAGCGTGAACCACATGGGACAAACAACCCAGTA
TCGCATGAGCCAGGCTCAGCTAGCCAGCATGCAGCACATGGCCGGTCCAGCTCTGGCCTT
GAACGGCATGGATGCAGACATGATTGACGAAGATGTCCTGACGTCACTGGTCATGGAGCT
GGGCTTGGACAGGGTCCAGGAGCTGCCAGAACTCTTCCTGGGCCAGAACGAGTTTGACTT
TATCTCAGACTTTGTCAGCAAACAGCAACCCAGCACAGTCAGTTGCTAAAAGGACTTTTA
TTTTGTAAAATGGGGGGACAAACCAAGAAGAAGAGGGTCACAAATCCAGGATGGAGGAAG
AGATGATCTCTTTTTGGCTTTTACGTCGAGAGCAGGGACCTGTACAACGGAGTGAAAGTT
GGAGAGCAGAGTGCACAGAGAAGAACTCCGGATCTCCAGAGTGAACGCACAAAATGCTCG
AGTCTCCTGCGTCTTTTTGTGGCCAAGTTCCTTTTCTCATAGTTCCTGGAAACGAATGTA
ATAAAGAAATGCTGAAACTGTTAAAAGCTACGCTGAATAATTCTATGACACTATGTAGCC
TCTAAGTCTGGACAGTTTTACAGTCAAAAGGTGTATTTATTTATTCCTATCCCAGAAAAC
TGATATAAGGAAGAGCCACCTCATGTGTTTTGGGATCTAAGTGGTTTTGTTATCTTTTCT
GAGAGTAGCTTTGGGGAGAAATCGTATAT
>CL2278Contig1
CTGCTGTGCCTCAGCAGCTTTGCAATTACTGAAGGGTGCAACAGGCAGCTTATGCAGAAT
GTGGACTTTCCAGGATCTGACATAAAAACCTTCTATTCTCCTGATGTGGAGCACCTGTCA
GCTGCTGTGCACCCAGCAGCCCTCCTGCCACTTCTTCACCTTCCACCGAGCCAATTGGAC
CAAAGATGACAGGACCTTCAAGTGCTTTCTCAAGTCTGCCTCCTCTGGACAACCTAATTC
TCAAACTCCACTTCAGGGCGTCACCTCGGGCTTTTCCCTCAAATCCTGCAATCCAAGCCC
ACAACCGTGTCTGTCTCAGGTCTACGAGAACGTAGACTTCGTGGGGGCAGACTACACCTC
CTTCTTCACAGCCGACCATGAGGACTGTCAGAAAGCTTGCACTCAGGATCCTTCATGTCA
GTTCTTCACGTATGTCAAACAAGACCCCAAACAGCAGAACGTGAGGTACAAATGTTTCCT
CAAATATAGCTGGAATATACCAAGGACTTCCTCTGTGGAGAAAAAGGTCGGGCGTGGTGT
CTGGATTTTCCCAGACACCTACCGGTAATCCCTCTCAGACAGCCTGTCAGAACAAATTCC
TTCCAAACACTGACATCCCAGGAAGTGACTTCCAGACGCTGAAGGCGGCCTCAGCTGAAC
ACTGTCAGGCCATGTGCTCTGCTCATCCACAATGCACTTACTTCACCTTTAGCAGTCTTG
ACTTTAAATGTCATTTAAAGAACAACAAACATCACTTGGAGACTAAAGCTAAAGAGGGAG
CCACATCGGGGATGCCTGCACGCTTCTGCCAGTTTACCAACTGGCTCAGGACGGCTTATG
AGGGAATAGATTTTCCTGGTTCAGAGATCCGTTTCGAGCTGAAGGATAATGCAGACCAGT
GTCAGAGGCTGTGCTCTGGAGACCCCACCTGTCAGTTCTACACCTACGTCAAGGACAACT
CCCCTGAATCTGCAGCTCGACGCCGATGCTACTTGAAGGGTGTCATCACCATGCCTGCTC
CTCCCAAGGTGGTCAAGGTGACCAATGTGGTGTCTGGCTTCTCCACGAGGAACTGTGCAG
CTACAGGCCCAAACAGGGTTTCCTGTGTTTAAATTGCAATGAATGAAATCACAGGGCTGT
ATGGTAGCACGCGGTTAGCGCTTTCACCTCACAGAAAGATTGTTCTGGTTCAAATCCTCC
CAACAGTACCTGAAATAGGCTCCAGCAGCCCTGTGACCCTGAAAAAGGATTCAAGAAATG
GATGGAGAAAAAGATAGATGGATGAAATCACAGACCTCTGTGGGTTATAATCATGTTTGT
AAGAGTTTAGTCTGTCTGAACCTGGGTCATGGAGTCAGGAGAGGGAAGTGCCTTACCTGA
TATCATAATATGTAAATTACTGATCAAAAACGAG
>CL2279Contig1



GCGTTGTGTTCATTTGCAAACGGCGGTCGTTACGGAAGCCGGGCGCTCTCAGNNGTAAAA
GTTTATCTGCGTGTTTGGATCCGGATTGCGGAGGAGCCTCACCACCGGNACACAAAATGA
CTCGAGTGTCCTGTCATGGCCGCTGGTGAGCTGCGGGGACAGAGTCACCACATCACACCC
GATGGCTTCCAACGCCTCTGCACGCGCCTCTCTACTGACCACATCATGAAGCAGGTGGAA
GTATGTCATCAGGAAGATTTAGATAAGGACAGGTTTCAGGTGCATCACAGAGTTCAGAAT
CCAGGCAAAGCGAAGCGGCCATCGTCCTACAAGAGGAGGAGCTGCGCACCGGTGGAGGCG
GGCGTGAAGCTGCAGCGCCGCTCGTCCGATGCCGGCCGGTATCGTGAGCCCGGCATGGCC
AACAGAGAAAAAGAGAATGAGCTGACCTGCCCCGATGGTGGCCAAGGCCTTCGTTGCTAT
GACAACGGCGAGCCGTGGGTGAACGCTCCTACCTCCAGAATGGCGGGCGCCAGCTCCAAG
TGCAGTGACTTCACTGAGCTCTCCAAGGACCACGAAGCCATGACACGCATCCTGTTTGGG
CGGGATCTGCGGCTCAAAGTCGCGCTGACGCTGTGGCGAAGGAGCGCCTGTGAACTCGTG
GCCTACCTGACCAGATTACAAGACACCCGCCTGCTGATCGACTGTCTGCCCATCTTGACC
AATAACCTTCAGACTGAGACCTCGTGTTTGACCCTCGGCTGCTGCGTGGACCTCCTGCCT
CAGGTGAAAGGCCTCCTGCTCAGCAGATATNAAGAGCACATCGTGGTGGGCTTACGCTGG
CTGCAGGCCGTCATCAGGAAGTGGTGGGCGGAGCTTTCTGAGAAAGAGAGGAGGCTGCAG
GACCCCTGCTCTGAGCACAGGAATGTTGAGGTCATGCGGATGCGCCTGAAGGATCTGCAG
AAGGAGGGAACTCGGTTATGTTCCCTCCCAGGATCATCAGGAGATCTGGCAAAGGCCGTC
GCGGCTCATCTCTCCCAGCTGCCCTGACTGCAGCTCTCTGAGGACCGGACCACTGCTGCC
TGGCACAGTCATGTCACCACACTGGGACTGGTTCATCCTCGCACACTCAGAACGTCTTAA
CTGGACTGAACTTGACAGTTCTGGACTCCCCCAGTTAGAGCTGAAGACTCCTATGGAGGA
CTGTGAGGCTCCTCCTGCACAGCAAATGACTGCTTCACATTGAAGTGGACCGTTGTCTCG
TGAAGGGTCTTCCTGGGTAGACTCCATGAGACGGAGCGAAGTCTCGCTCCAAGAAGTGCC
AAGGTCTTTGTCCTGGACCACACTGCTTCCATTCAGATCCTCCACAATCAAGATGGATCT
GCAAGTCTTTAAGTTATTGTATTTTTTAGCGTGTGCTCTCTGTATTCTGTCTCTTCATTT
GACTATAATTTGTAAAAAGTCAAAATAAGTG
>CL2280Contig1
AATGCTTACATTCTCATAAATTAGGTCAGATTTTCAGTACAACTCTCGTCTTTCTTATTG
CACTAAATCAACTTAAAGGGGGCATGAATATATAGATTTCTTAAACTTGTATTCTTATAA
TTGAATAAATGAAAGAAACATCCTAAATCTATGGATATTTGGACAAAAATACTGTCTTTT
CTAACAGAAATAAATCCATCTGCCTTCCGTGAAGCTGCAGACGAAGCCTTTCCAGTTCTC
ATCTTAAAAAATAAAAAGAAGAGCTTATCTGCATCTTCCAACCAAATGCCCAACCGCAGC
GGTTTGTGACCAGAGCTGCCATGTTCTTATTGGATGTGAGTGATGAAGGCGATGAGGCAC
TGCGGTCGCTCAGGTCTGTACCACATCAGCATGAAGAGGAACAAACCCAGACAAAAAAGG
AAAAGTCTTTACTGTGAGAGCCGGTAAGAGACAGACGGATGAGACTTCACCCAGACTCAT
CTGAGGTTCCTTTGTTTTTTTCTTTTTTCATTTGGCCCAAATTATGTATCCATGAAAAGA
AGAGGCTCCTCTGGATTAGCTGGACGTGTCCATCAGCTGTCCCGTACTGGCAGAATTCAA
TCCCGTGTGGTTTGATTTGGCAGATTTTAACCAGAGAAAAGGTAGAACAGGAGGAGAAGA
CGGGAGACTAACACGGACGACTGGCTTCGGAGCGGCGGTAATGAGCCAGCAGAGTGCGCC
GCCGCTCTTAAGCCTTCATGAGAGCGCCGACCACGGCCCGGGCGTTGAGGCTGCGCAGGT
CGTTGTAGGTCTGCCCGGTGCCCACGAACACGATGGGCTGGCCTGTGATGTAAGTCATGG
AGATGGCGGCGCCGACCTTGTCATCAATAGTGTCGAACTTGGTCAGCACGATGCCATCAA
TCAGACGAGGCTTTTCTGACATGGAGTGGTCGGCTAAAGCCTGGTTGAACTTAACCAGCT
GGTCAACTGCTTCATTGCCCACCAGAGCCTCCCCCACAAACAGCACCAGGTCAGGCATGT
TGACTGCGATGAGTTTGGCCAGGGCCGTCATCAGGGGGGCGTTGTCCTGCATCCTCCCCG
CAGTGTCCACCAGCACCACGTCAAACGCCTGGTTGCGAGCGTAAGCGATGGCCTCCATGG
CGATCCCGGCTGCATCCTTCCCGTAGCCCTTCTCGTACAGCTGAACGACGGGCTGTCCTC
CGTGCTTCTCCGGCGGGTGCAGAGCGTTCAGGCGGCGCTGATGAGTGCGCAGCTGCTCCA
CCGCCCCCGCACGAAAGGTGTCGCAGGCGGCGATCAGCACGGTGAAACCGTTCTCGATCA
GCCAGTAGGAAATCTTTGCCAGGTTGGTGGACTTTCCCACTCCGTTGACTCCACAAAAAG
TGATGACAAAAGGCCGGCGCTGGCTCTGCGCCTCCATCACGTCTCTCAAAATGTCCACTC
GCCGCTTGGGCTGCAGGATCTGCACCAGCGAGTCCTGCAGGGCCTGCTTCACCGTTGAGG
CCACCGTGGTGAACGTGCCCATCACTTTGCCCTCCAGTTTC
>CL2281Contig1
ACACCTCAGCAGGCATCAAGGGCTGAAAGTCCTCCGGTCAGGGTTTCGCACAGTTTTGAC
TTGAACTTGAGAGGAGTGTGGAGCAGCCGGAAGGACGCTGATTCGAACACAGATTCGTGG
GACTTGTTTCGCTCCTTTTCTTCAAGTGGTTTTTATTTATTTTGAATTTGTGGACACTGT
TGACAGGCGCTGAGAGCCCCGTTTGATGCATGCTCTCTGCTGACACAGCTTTTGTTGATT
ATCCAGAGACTGTATTTCTGTGAGCACCTGGTAAGCTCAACTTTTTCCTACGACTTTATG
TCTACAAAGATGGAACAGCCTTTTTATCATGACGACTCTTTTCTGGCGGCTTACGGCCAC
TCAGACGCGGCAATGCACGACTACAAACTGCTAAAGCAGAATATGAATTTGAACTTGACA
GAGCCTTATCGCAACGTGAAATCCCAGCTGAGAGCCGACGACCTGTACCAGGGCGCGCAA
CAGGACGTGGGGTCTCTGAAGCTGGCATCCCCAGAGCTCGAGCGGCTCATCATCCAAAAC
AGTAACGGTGTGATCACCACCCCCACCCCGGGTCAGTACTTCTACAACCGGGGCATCACC
GATGAGCAGGAGGGGTTCGCAGAGGGCTTCGTGAAGGCGCTGGACGAGCTCCACAAAATG



AACCAGATGCCTCCTCCTAACGTGTCCATCGGAGCCGGTGGAGTTACGACGTGCTCGGGG
GCGGCCTCTAGTGTCTTCGGCTCCCATCTGCAGCCAGAGACTCCCATTTACACAACACTG
AACGCCTATTGCCCGAACACGAACCTCTCCTCTGCGTCCAGCTACCCAACAGCCACCATC
AGCTACCTGCCGCCTCACCAGCAGAACCACTCTCAGACCACGACGCACGGCAACCACCAC
TTCCAGCACGCTCTCCCCGGCTCCGGGCTCCATCCGCAGCGGCTCGTTACCTTGAAGGAG
GAGCCCCAGACCGTCCCCGACCTCATCAGCAGCGACGGCTCTCCTCCAATGTCCCCGATT
GACTTGGAGACGCAGGAGCGCATCAAGGCTGAGCGCAAGCGGCTGAGAAACCGGCTCGCG
GCGACCAAGTGTCGGCGGCGCAAGCTGGAGCGCATCGCGCGGCTGGAGGAGAAAGTGAAG
GTCCTGAAGAACGACAACGCGGGGCTCTCCAACACCGCGTCGGTGCTGCGGGATCAAGTC
GCCCAGCTCAAGCAGAAGGTCCTGACGCACGTGAGCAGCGGCTGTCAGCTGATGCTCACC
AGCAAAATTGAAGCATTTTGAGAAGACAGAGACTACTAAGTGACTGAAAAGTGATAACAC
TGGAGTCATGCTCTGCATGCGCAGCACTGGAACCCCGGCCGATGCTGCCGGCATCACAGG
GCCGAGTGAAGCAGCTCATGCCGTTTAGACTGATTGAATTGGTACTTCCGGATGCTGGAC
ACCGCTCTTAGGACCATTCAAGCTTAGAAACCAGGGCAGCATCCAGAGCGAACAGAGACT
GAGCAACAAAGCGGGCTCCTGGCCCCGCACCTCGGGTTTACTAATGGTAGAAATGGGAAT
AATTATTGTACTACTATGTACCTTTTTGACCCTATTGTCATTCAATGCTGCATTTATTCA
ATATGTAAATTATTTTTGTTTTCCTGGTTGATCCAGGAAAACCGATGTCCAATGTTTACA
GTGTCTTTATTTTTTATTTGTGATGTGTATTTAAGTAAAG
>CL2282Contig1
CCATAAGATCCCCAATGGCTTCATGAAAACCAGGGTTAGCCCCATCACGAAAACCAACTG
GCTGGTTCTTGTACTGGAGGTAGTACTGGATGTGCCCCATTTCATGGTGTACAGTGAAGA
ATTCATCCATTGTGACTTTGGTGCACTGCTTTATCCTGAAGTCTTTGCGGTTGTAGAAGT
CCCAGGCCGATGCATGACACACAACGTCTCGATCATTAGGCTTGACAATCATGGATCCTT
CCCAGAATTCCTTTGGCATCTCCATCAATCCCAGGGAGGTGAAGAACTCCTCTGCCACTC
GAAACATGTGTGTAGCATTGTAACCTTGTCTGACCATTTCATCAGTCACATCCACATTGA
CTTTGCCAGGAAAAGGGATCATCAGATCATAAATGTTGTTCCAGGTCTGAGCCCACATGT
TTCCCAACAGGTGTGCAGGGATTGGTCCTTTCAGGTTGATGTACTTGGAACCATATTGGT
TGTAGAGCTTGCGACGCACGAAAGCGTGCAGGTGCAGATAGAGCGGCTGGATGGTTTTGT
AAAGATTGTCCATGTCCTGCTCAAAGGTTTCACTGTCATCATCCCAGGATCGCCACCAAG
CTCCAGTGTCTGCAAATCCATCAGCTCTGGAGGCTTTGTTGCTGAGCTCTACAAACCTGG
AGTAGAGCTTTTTCAGAGGAACTCCTGCTGTGTTGTGCCAGGCCTCCCATGTAAACAGCA
GCAAGTTGTAGCTCCTGGATTTGGCCATAGTTTCATCGATCTCAGAGTCCAAGCTCCAGC
TGACATTTGGCTGTGGGGAAATCTCAACTGTGGAATAAATGCGGCTCATGTTGCTGAGAA
TGATGTTTAGCTCCTCTCTTTCATGCTTTTGCAGGTTGGCAGAACCCAGAATCTTCATGC
CTCCAATTAAGCGTTTGTCTTTAGGGTCAGGGAGAGAGTCTATCAACTCATCAGGAAAGA
CAGTCTTGGCTTTTGTCCCCCAAGCTTCAGAGAAATCATCCAATTCAAGAAAGGCCTCCA
CCTGAACTTTGGAATTGTAGTCTGTTAAGTTGGTCTCGAAGTTCCAGCTTGCAGACACGG
CAAAGGAAAAAACCTCCTCAGCAGTGCTGTTGAAATCACTGAGGAACCTCAGAACATCAG
ACGTGCTGTTTGCATATTCTCCTGGCAGCCAGCTTTCTGGAAGAGCACAGGAGCACCCCA
AAAGAGGCCAAAGAAATATCAACCACGGGAGGTTTTTCTGACCAGCAGCCATGGCTGGAG
ACCTCCTCAGAAAGATTGAGGAAGAAACCTGTCCCCGGCCATAATGCCCGGGTT
>CL2283Contig1
AGCCTAAGTTAAAACATCATTAGTGTAAAAGCTACACGACAAAACACAGAAAATGACATA
TATGGTTCAAATCATCGATAACATCAAAATAAGTTAAAACATTTGCACAGGAAAAGCAGT
AATTCAACTGAATTCAATGAATAAAGGCAGAAAAGTGACCTTCATGACCCCATGGATAAC
TATGCACACTTCAGGTTTGTTTGTTTGTTTTTGGGGCGGAGACTCTGTAAGAAAGGCCAT
CAGTGCACAGTCTCTCCTTCAACAATAACCACAGGAACTCAATGAGATGCTACTAGCCAA
ACCTTGGACCAAAAACGGATCAAAGGTGACGTACAGTTTGATAAACTCGCCTTACTCTTC
TTCATTTGACTGTCCTTCACTTTCTCAAGATCCTGAACAGCAATTCCAGGTGTTAAATTC
CAAGAACTAATGATCTTTTTAATCCAATCTGCACTATTTGTGGAGGTGCAGCCTTTAAAA
GATCCCTTTACCTGTTCGATAATAAAATACCACCTCAAAACAGTTCCTTTGCTAGGCAAA
TCCTAAACACCTCACTGGTTTGTATTTAACAGGTTAGAAAATACAGTTTGTAGCTCAGCA
GAGAAGTCAAAAAAGGATTGCTCAATCCCAGTTTGATTTTCCTGGTTTTTCAGGCCTAAA
TAAAGGTTTCGTTCAGAAACAAAACGGGGGTGAAGAGGTAAAAGTCAGACANAAAAGCAC
CTGAGCTTCGTTAACAGCTTCAAGTCTTTGGAGGTCAGTTTGTATGAACCGAGTCTGGGA
AGGCGGTGCTCCGTCCTAATCGTTCTTCCGATCCAGCTGCCCAGTTGGTGCATCAGAGGT
TCTGGAGCTGACGACCGGCTGCTCCAGATTCACTGGCAGTGGGGCGGGAGCCACTCCGTC
GTTGTTCACCAGAGTCCCGTACGAGAAGGAGCCGTTGAAGTCTGGCTGAACGACCGAGCC
TTTGTCATGGATCGTTGGAACACCATTAGACATGTCCATGGAGACATACGGCTCAAAGAT
TTTGGGTTTTTTCCTGTTTTTGGTCATGAGAAACACTCCAAGGAAACACAGGACAGATCC
TAGTACATACATGCAGATGTTAAGGACTTCTTCTTTGTTAAATTCTAAGTAAAACACGGC
CCCAGCAACAACAGCAAAGACAGTGGAGAGGATGTAGTTGACGCTCATGACCAGAGACGA
GTCATGCAGTTTACAAGCTTGGGACAGAAATCTGGCTTGGAAGATCACCGATGCCATCAT
GCACACAAACATGACGCTGAAGATTGGGTTGTCCAGCTGAATGTTGCCCTCGATGGAGAG



TACCAACATGCCTGAAACTGCCTTCACTGTGATGACTGTGACGGAGCCAAGCAATGCGAC
CAGCAAAAGAATGACGACCAGATAGTTAACCCTTCGTTGTTTGTGGAAATACAGAAGGAG
GCAAAATAGAATGATCTCCAACAGCAAATACAGGAGGACAGGCCAACCAACGATGTGCTT
TATAATGTTCTCTGCTTCTAGTTTTTCATGAGAATTTGGTCCAAATGACACAAAGAGATA
CGTTCCACCTGCAGTAATGAAGTATCCCAGGATGATCAGTCCATAATGCTTTGCAAACTC
CTTTGGCTTAGATTTCTCATGCAGAAATAAAAAGCCCAAAATTGAGCTTGTCAGGACAGA
CACTGCATTGAGAGGCGCCACAACAGCAAGAGGGGCAAAAGCGTAAGAGACAAAGTTGGC
CGACTCCCCGATACAGGTGAATACAAAACCACACCACCAGGTTTTGGTATGGTAGAAGGT
GCGCTGATCTTTTCTCCCTGCCAGAGTCACATGGCTGTATTTCTGAATGCTTAAAGAAAT
GCTGACGAGAAAATTTCCAAATATTGCGAGTAAAGTCCCAATGAGATTGTCCGTGTAGGA
CTCGCCATGGGAGCTGTAAAAGCCCATTTTTTTCCCCTCCAGAGGTGATTTATTTCTCAC
AAACAGTGACCAGACGTCCAATAAGCATGTTTTTTAGTTTTTGGCTTTAGTTTTAGGGTC
TTCTTTAAGCTGTAAAGTGACAAAAAGACCCCCGGCCATAA
>CL2284Contig1
TGTCTTTTTTTATTATTTTAGATGACATTTTTAACACTGCAAACACAAAAAAGTTCTTCC
CATTACATGAAAAGGGGTGAAAAATCTAATGAAAAAAACAAGCCAAATTCAATCAAACAA
TTTCAGATTATTGCAAAGCATTTGCATTTTGTTTTAGATATTTTTCCTTATTTTATTTTT
TCTTTAATCACTGTATCCTAAAGTCAGTCACTAATTTCAACCAAGATGAAGAATATAGAA
AAATCTAAATCTATTTTTGTTATGCAGAAGGGAAAACTAACAGTCCCAACTTTTGCAAAT
GCAGAAAACTGTCTGCCAAATATTTAATCTCAAGTGTTCTTTATTGTCCCATATTCTGCT
CTTGTATACAAAGTCATTGGGAAATCACTCAAAAAGGAAAGTGGGGGAAAAGTTCCAGAA
TGTAAGTTGTGTAGTTTATCTCTGGACAGGAACAATGTTGCATCCCAGCAGACCTCTGCC
GGACCATCGCTGTGGGGTGAGATTCACCTGAACCTTTTGGCCAGCCCTTACAACCGTGAC
ACGCAGAGCTTTCCCTTCACTGTGTTGCACGACAGATGCAATATTCTGGAGGTTCTGAAA
GTTCTTGGTGTTTACAGAGCCAAACTCAATGACTTCATCTCCAACTTTGAGGCCCGCTGC
AGAGGCAGGTGAACCTTCAGTCACGGTGTCCACTTGTGCAAAAGGAGGAGGCAGGGTGAC
CTGCTGCTCCATGGGCTCCTCTGTGGCTTCTGCTTGGTCCTGTTCTCGCTTGGCCTTCTC
TCGAGCGTGCAGCTTGTGCAGGGCTTCCTCTATCTCTGCCATGATGGCCTTATGGTCGTT
TTGCAGACATGATATGTTGTGTCTCGCCGTCCTGATTTGGTATAAATTCACATCCGCTCG
TGGGTAACCCTCAGCGTCAACCAGTGGACCCTCAACTCCAACCCCCTGGTCCTCTAAGAC
ATCATAGTACGCCTTTATCTGCTCCTCAATTTCTTCTTTTTTTTTTAATCATAGCGTTCA
CATCATCCATCGTTACATTTAACCTTTCAAGAGAGTTTTCTTCTGTCATCTTCATTTCTG
CTGATGGCTATTAGCTCTGGACTTCCGGTTTGTCCC
>CL2285Contig1
ATGTTGATTTCGCCCAGGGTATTTCAGAACATCTTCAGTCTTGCTAAAATATTATAGACA
TGGCAGGAAGTAAAATATTCTTGAGAGAAGCGCGATGTCTAAATATGGCATCTTCGCTGT
ATTCCCAGCGAGGCTGTCTCCTGCAGGCCCGGAGACACCTCGCTTTGACATGCCCTTCGG
CAGCCAAGATTGCCCCTCCACGTAGACCCAGGGAAAAGGTGGACATTCCCGGACTGGAAG
TTATCACATACGGAGAGAGGATGCACTATGTGCCGGGATTAGCTAAACCTGTTTACCCGC
CTTGGGAGAAAGACTATAAAGACCCGGGATATTACAAGAGTCCTCCAGCCCAGGAGATGG
CGCTGTACAAACAGAAACCCTGTTACGTGTTCAACCAGAGAACCAACATGCTGGAAGGTG
TGCGTCAGGCTGCTTGGTTGACCAAAACCCAGGTGAACTCGGGTTTGCCGCCTCACCTCC
TCACTCTGGCGGAGTCCCTTGAAAGCCGAGTTGAAGATCAGAGTGAGCGTGTGCAAAACG
CCATCAAGCACGCACGCTTCTGGGACACCACGGAAAGTCGCCCAGACAAGGAGAAGTACA
GTAAAACTCTGCTGCTCAATCTGCTCCATTTGTGCGCGACCCTCCAGTCCAGTTCTTCAG
CACAGAGGAGGAGGATTCTTGCAGAGAACTATTCACTTGCCGCTACGTGGAGGAGAGGGG
AGGACCTGTTCCAGGTTCGAGGTCAAAACGGGTTGCTGCAGTGCAGCATGGACGCTCTCC
CACAGGTCTGTGAAGAAAAGGACATTTCCGCCACCGTTGATCATGTTCTGGAGACTTTCT
ATCCCGTGTCTCCCACCATCGATCTGCAGAAGGTCAACGTCTACAAGGAGATGAACTGCA
CAGGGTTCAGAGACGACTACCTTTATCCTCACGCTCACACGCTTTATTTCCTGGAATCAA
CGGACCCTCAATGGAAGCTCAAGCCGGACCAGTTCAGGGCCAAGATGTTCATGTTCGCCT
TTGGGAATGCTTTGGCTCGGGCGCACAAACTTTACGGGACTGAGCCCCAGAGCCTCCTGC
AGCGCCCCATAACCGTCCAGGCGGTGGGGTCTAACGGCAGGATCTTCCAGTTCCTGGTTT
TCCAGCTGAACACCACCGACCTCGATCAAGATGAAGGCATCAAGAACCAGATGTGGCTGG
ACGCAGATGTGGAGCTGTACGATTTTGCCAAAGTTCGGCCACTCGTCAAGAAGAAGCAAG
TGAAGGTCCCAGCTGGTCTGTCAGGATACAAAGCTGAGGCCTTCAGGAAGTTCCTGGCTC
TGTACCTTCATGGAGCCGCGTAGGACGCATCAAGCATCAGAAATGGAGCCGTTACAAACT
GGACCTCAGCTGTTTGCTCTGTAACAGCTTCACACCACTTTGGAGGGCTTTGTTTTTTTT
AGAATCTTCTCGGTTATTTAAAACCTAAAAGGCTTTTATTGATACTGACACTTAAATGTA
TTTCTACCAAAATAAGGCTGAGGACCGGCGGATCAAAACATCCCCTTTATTCTGGCTGAA
AAATGCTCAGCAAATTTATTCTGAACTTGAATTCGTCCTCATCGAGCTGATAATGACATT
TCTCACTCAAAGCTCTGCTGTTTGTCAGCACCAAGGATCTGAGGCTTCCACACATGATAT
TGCCTGATACTGAATATCAACCCAATGTCAATAAATGCTTATG
>CL2286Contig1



CCAGCTTCGTCTTTATTTAAATCTATTTATTCTTTAGGGGTTTTACACAGTATTCACATA
TAGATCTGTTGAACAGCAAATACACAGAACGAACACTCAAACAAGATCCTCTGCTTTACA
ACACAGGCGGTGGTCCCCAGTGCTCCCAGAAGCATGTTCTCTGAGCACCAGTATCCCATC
ATGTCAACAGCAACACAAGCAAAGCTATGAACACACACGCAGAATGACAGCAAATATACA
TCTCATTATTATGATTCTTTTGTTTCATTTCACATCAAAAGAGCAAAGACTGTAAACAAA
AACATTTCAGTGATGTTTGGTTGGAAAAGTGGTGGAAGCTTGATGATGAGCCTTTTCACC
ACGAGGAATGAACATGCAGCGGTTGGGTGAGGAAAGGGCTGATGGACGCCACAGAAGCAG
GAGGGGAGGAGGGAAAAACGCCACGGTCAGCCAGAGTTTACACTTTGAAATCCAGCAGGT
TGCAGTCGATCTTGTAGTAGACGTAGGGATAATACTCCTGCTGGCTCAGGTTCAGGCCTG
GGATGTCCATGGCAGTATCCATGATCGCTGCTGCGCTGCTGTCCAGGTGTTTGTACAGGT
CGTTCAGCACCTCCCTCAGCTTCTTCATCGTCTTCTTGTTTGGCTGCAGGAGCATCGCCT
GGAAGTTCACCGGCAGTCCGTATCTCAGAACCGATTCCACAAACACCCGCAATGCTTTGA
TGTGAATCCACGCAATGAAGGCTTCACTGAAGTTCACTTTGAGCCACCGAACGAGGGGAC
CAAACTGCTTCTTCTTGTCGGTGGAGAGCCGCGTCATCTCCTCCTTGTCTGCCTTCATCT
CCTCCTCGTTGTACTGAAAGTCTCTCACTGTGAACTTGTTCTCCCTGGCTTTGTGTTTGA
AGTCATCGATGGCTTTCCTGAAGAGAGTGACACTGAAGAGCCCGCTGTCATTGTCCTCAT
ACAGCAAATTTGAGGATCGAGGCACCACCATCTCAGCCAGAGTTTCATACGTTTTCTGCC
AGTCTGAGTACGACGTCTTCGGGACCACCACCAGCAGAGTGATCAGGTACTCCGAGTCCA
GAACAAAGTTCTCCTTCTTGACTATGTCGGCCAGGCTCCTGGTCAGCAGGCTCCCCGCGT
TCTTCCGCTCCAAGTTCTGCAGGTTTCCTTTCAGGTTGTTATAGGCTGAAGCTCTGGCCT
TCAAATCGTTGTCAATCTGGGTGACTTGCTTAGAGATAATTTCAGAGATGTTTTTGAGTG
ACTGTTTGATTGGATATTTGGCCATGTCCCATTGAAATCTTGTGATGTAGGTGATAAGAT
CAACTCCGTTGGCCAGCAGGTTCTCCTGCACTTTGTCTCTGCTGTCCTCCAGCACATCGG
CCATGTACTGAGCCACCTTCTTCACCACACTTTCAACGAAGGAATCTAATTTGGCCAACT
CGTCTGAAAGCCCAACCAGGACATCAAGAGTTCCAACCTTCAGATCTGGGATGCTGAACT
TGTGGTTGACGGAGAGGTTGTTGGTCCGTGTGGTGGCTGCCATCATTTTGTCCCACGTCT
GCTGGCAGGTCTTCTCCCCCGGGGCGGAAATCAGCCAAAACTCTGTCATGTTTGCAGAAG
TGGAGCAGCTAGAAACTTCCCGTATATCAAAGGCGTGGGCGTTACGTGTCGAAATGTGTG
TCTTTAATGTTTTACGGCTTGATAATTTTCATAGCTGCCATTCAGAGTTGATCGTGAGGT
NCTCCTGACAGCAGCATCAGAGTCAGCTGAT
>CL2287Contig1
TTGATTCTCTTCTGTAAACTTGTTGACTTTGTTACAGGTTAGCATCATAAACAGGTCATA
CAGCGCCCCCCTGTGGCGGACGCAGGACGTGTCTGATCCAAAACCTGCTTGATGTGGGAA
CCGGAACCTGAGCAAAAAAGAACTTTATCATCTGTACATATACATAAATACATTTATTTC
AATCCATCTTCTAAACAAATTCAATTTGCCCATGAAAAGGATAGTTTGTTAAACGAATCC
CCAAATGAACGACCACCTGATTCTCATGTTTACATACCAACAGTCCCCAAACCATTAAAA
TACTAAATTTATCATCACGACGATTGTTGCATTTTAGCAAAATCAGTTGGTCAATTAATT
AATCAGAGAAAGAATGTGATCCGCCAATGGAGTATAAGAATTTAGAAACGCACAGAAATG
ATCAGAATGTAAGCTATCGTCATAAGTTTGGTATGAGTGAGAAGAAAACAGGAAGTGTAC
GAGAAGGCCCGTTAACGCAGCGGGTCTTTTATCCATCCTCGCCACTCCAAGAACAGATTT
AGGTCCCGGGGATCCAGGTACGCTGGCTTCTTCTGTCCCCCTGACAGAGAACAGAGGGAA
GAAACCGTCATGGTGGCTTCATGTCAGCAATGCCACGCTCATCAAATGCAGAATGGAATT
TTGGGAAAACACATCTCTCCCAAGCCTGTCCTCCCAGCAGGGTAAAACCAACATCCCAGG
GCACAATGGCTGTCAGAGCTCGTCCTTTTCCATCTGCTTGAACGCCTCCAAGTCTTCCTG
CCAATCAGCCAGCAGTTCATCCACCGACTGCCTGCTCGAGTCCGGCCCACCTTCGGGCTG
GTTGGAATCCCTGTCGTCTTCGGGCTGAGCCGC
>CL2288Contig1
AGGAATTCGGCACGAGGCAGAAGTGTCTGTCGGATGAAACCAAAACAAGATGCGGTGAAG
ACGCTGCGGTGATTGACAGCCCTCCGTTGACGCGTCTCGGCCTGTCTTGCATTTAAATGT
CGTTCTTTAAAGGCCAGTGACCGTGACAAAAATGACAATGCAGTTTTCTCCAAACAACGG
AGACTTTACGTTCGTGTCCTCCTCGGAGGCTCAAGAACTGAGCGGGACCATCAGTACTCC
AGATGTCAAACTGAACATGGGGGCTGACGGCGGGAGGGACCCGTACGCCACCACCTTCCT
GAGGCAGCGGGGCTACGGTTGGCTGCTGGAGGTGGATGACGATGACAATGAAGAGTCCAA
GCCTCTTCTGGAAGAACTGGACATCGACGTCAAGGACATTTACTACAAAATTCGCTGTGT
GCTGATGCCAATGCCATCGCTGGGCTTCAACCGGCAGGTGGTGCGAGACAACCCGGACTT
CTGGGGCCCCCTAGCTGTGGTGCTGTTCTTTTCCATGATCTCTATCTACGGACAGTTTAG
GGTTGTGTCTTGGATTCTCACTATCTGGATTTTTGGGTCTCTGACGATCTTCCTGCTGGC
TCGTGTTCTTGGTGGTGAGGTCTCATACGGGCAGGTTCTGGGAGTGATTGGGTACTCCCT
TCTTCCACTCATCGTCATCGCGCCGCTGCTCTTAGTGATCGGAAGGTTCGATGTGGTTTC
TACTTTAGTCAAGCTGTTCGGCGTTTTCTGGGCCGCGTACAGCGCCGCCTCGCTGCTAGT
TGGAGATGAATTCAAAACGAAGAAGCCCCTCCTCATTTACCCCATTTTCCTTTTGTATAT
CTACTTCCTGTCCTTGTACACTGGCGTCTAAGGGGACAAACTCATTCATGGACTGTAAGC
CCGGTGCAGGGAGCAGAAAGTTGGGCAGCGTCGACGGAAAGTTTTTAAAAAGATGTTTAT
TTCTTTTTCTTTTTAACTCTCTTCAGCCGTAGGGATTTGGGATATATATACATAAACATA



TATATATATAAATATCATTGTAAATAGTTTTTTCCCTCTGTCTCGGTCAATAAAACACAT
C
>CL2289Contig1
CGGCGGCCGCGGATCCGACAGGAGGCATGTTCGCCGTTCTGAAGGAGAAAGTTGGACAGG
TTCTGGTTCCGGGGGACGAGTTCTGCTTTGGTGCAGAGGAAACGATCTCTCTGTCGGAGA
GCGCGAAGCCGGAGCGCGCGGTGTGTGGACCAGGGCTGCGGCGGAGCGGAGACCGCCTGG
TGGTGATGAAGAGCGGCGTGCTGCGGCACAAACCGCCGCTCACCTTCTGGATCGATTCCC
AGCAGAAGCGGTATGTCGCCACTAAAGGGGAGACCGTGATCGGGATCGTGACGGCCCGAG
CAGGAGACACCTTCAGGGTGGACTTTGGCGGCAGCGAGCTGGCGTCTCTGTCTTACCTGG
CGTTTGAAGGAGCCACCAAGCGAAACCGACCCAACGTCCAGGTGGGCGACTTGGTGTTTG
CTCAGTTCCTCATCGCCAACAAAGACATGGAGCCTGAGCTGGTGTGCATCGACGGGTCGG
GGCGAGCCAATGGGATGGGGGCGTTTGGAGCAGGAGGTCTGCTCATCAAAGTCTCGCTGG
GGCTGGTCAGAAGGCTGCTCGCCCCCAACAGTGACATCCGCTTGGACCTGGAGCAGCTCT
TTCCATGCGAGCTGGTGGTGGGCATGAACGGCCGGGTGTGGGTGAGGGCGTCCAGCGTCC
AGCAGACCCTGATAGTGGCGAACCTGCTGCAGAGCTGTGACACCATGACGACGCAACAGA
GGCAGCAGCTGTTCAGGAGGGTCCAGCAGGGGGCGCTGTAGACCTGGAAGAGGCCTTGTA
AGACTGTGGGCTCAGATGGAGCTCTGTGATTGGTTTACAGCAGCCAGCTGATCCCTGTCA
GCAGTTGGTACTGCTCTCTACAGAACCTCTTGGAGCCGTTTGTGTTGGTGGCTGTGAGAA
GCTAAAGTGTGGCTCAGAGGTCAGGTGACAATCACATGACATAATTTCTGTGACAAGGGA
TTCAGCAGGAAGCATTTGTTCCAAATAACTTCAAATGTTTAAATAAAGTTTTTTTTTATT
TTGTATTTAGCACTTTAATTATTGAATTCCAGATTCAAAGTCACAATGAAGTGTTTTTCA
CTTTTCCCTTGTATCTCAGA
>CL2290Contig1
TCGGCACGAGGATCTAAAGAGGCCAACAAACGCTCTCCCAAGACGAGCAAGTCTGTAACG
CCATCGTCCCCCCTCCCTGCCCAGAGGGCGTCCCGCTCCCGTTCCCGTTCCCGTTCCCGT
TCCGTCTCCACCGACAGCCAGCGCTAACAGCTGTGACTCATGGACCGTGATGTTCTGGGA
GATCGGAATTCTTCAGGGAGGGGGTCTGAATCCTGAAAATTATCTTAGCTTGTTGTTGTT
ATTGCCCCCCCCCCCACCCCCTCCTTCCCTGTGGGCTCTGCCTGTGTCCTGTCAGTCTTC
TATTGGGGGGGAGGGGGACTTGTTCAAAACAGACTCCCCCCTCCCCCATCAGAGCTGCAG
CATCTACATCTGGGAGCCCCCGGCATTTCAACCCCCCCCCTTCAGAAAGTGAACGTTGTG
GAGCTTGTTTGGGTTTTTTGTACAAACAGAGCCGT
>CL2290Contig2
ATGAGTCACAGCTGTTAGCGCTGGCTGTCGGTGGAGACGGAGCGGAACGGGAACGGGAGC
GGGAACGGGAACGGGAGCGGGACGCCNTCTGGGCAGGGAGGGGGGACGATGGCGTTACAG
ACTTGCTCGTCTTGGGAGAGCGTTTGTTGGCCTCTTTAGATCTGGGGCTGGGGGTGGAGG
CGCCCCCTGCAGGGGAGGTGCTGCGGGAGCGGGACCGCTGGTGGGCCTTTGCGGGGCTCC
GGGAGCGCCTGGGGGAGCGGGACTGAGAGTGAGAGTGGCCACGGGAGCGGGAGCGCGACC
GTGACGAGCTATCGGAGCGCGAGCGGCTCCTGGACCTTTTCTTAGACGCCTCCATGAGTT
TGATCTTCCTCCCGTTGATCTCCTTCCCGGACAGCTTGTCCAGCGCGTTCTTCAGGTCGC
TGTAGGAGGCAAACTCCACCACACCTTCGTTGAGTTTGGGCCGGTGAGCGTCTGCAAACG
TCACCTCTCCAGCTTGTCTCATGAAGTCTTTCAGGTCCACGAAGCCGAAGCCCCTCTTCA
GGTCGATGTCCCGGATGCGGCCGTAGCCTTTGAAGAACCGCTCCACGTCCTTTTCCCGCG
CGGACGGGCTTAGGCGCCCGATGAAGATGCGACACCCGCTCATCCCGGAGGCTGCGGGCA
CAAACACCGAAGGCTGACTCACGCACAGACCAGCGCGCACGTGCCAGCGACCACAGGACT
ACCAGCAGCGTCCCTGCAGCAGCACGTGCGCGCGGAGCGTGTGGAAGGAGTCGGGGCGGC
GTACAAACCTGCAGACGGTCTGGAAGGAATTTCTGCTGTGCTGCTCCCGCGAAGATGACA
AAAACAAAATGGAGCCTCAGCGGAGGGAGAGCACGTGACCTGTGACGCAAAGACTGCGGA
ATAGAGCAAAGCGGAAGAGCGGCGGCAAACCTTTAAAAAAAAATTTTTTTCATACTTTAT
TGACAAAGAACATAATACAATAACAATGTGAATGTCTCAGGGGGAATTGATATGTGTACA
TATTTCAGAAAAATATAAGAAATAAAACAAAAATTATATAAATATATACAACATAAGACA
AAAATAATCATTAATTCTAAAACCATTTGGGTTTAATAAATTTTAAAATTTTCAAAAATT
AAATTAGTTGGAATTGCTTTTTGGTTTTGCAGATGTTTGATAATGGTACAGTACTTGTTT
ATTTCACTCAAACTGCAGGAATTTAGGTTTGGAGTTTGACCATTTGGCTTTATGAAAATG
GAGTTTTGCCAATAATAAAAATAACTGTAATGAAGATACAATCTTTGTCTACTTTGACAT
TAAGGTAACCCAGAATATTGCTTTTATCCAAAAATGTAACAGTTTGTTTAGTTATATTTG
CAATATAGTTTCCCACTTCAATCCAAAACAGATTTGTATGTCTGCAGTCCACAAACAGAT
GAGAAATACTTTCCTTCTGAGTTCCACAGAATGAACAAGACAGGTCCATGTCCAACAAAT
CCACTCAAAGTTTTTTTGGTAGGATATATACAATGCAATATATTGTAGGACACCTCTTTT
ATTTTGTTATTTAGACAGTATTTATTACTAATAGTCCAAGCATAAGTCCAGTTTATGTCC
ACAAATTTGGACTTCCAATAAAACCTCCCAGCAGGTTGTGGTCTGTAAAAGATTTCTTA
>CL2291Contig1
ACATTTGTCTCAAAGACGTCAATTTGTGGCATCCTTTCAAACAGGTTGGATAGGAAAAGT
TGACTTTTTTTTTAGCAACAAGTCAAAAGAAGTTAAAACCCAGGAAGAGGTTTTTAATTC
AATGGGTTCTTCCAGCACACTCATTTGCTAGATTTTTTGTTGGAACTACAACAATGTTTC



CTAATACTGTGAACACAAAGTTCCCCTTAAATGCAGGTGACTTCCATAATTTTGTGTTTT
TTGTAACTTCTTTAAACTTGTTCAGTTATTTCTTTTTATTTCCGTCATGCACCAACAAAT
ACACATATAAACAAGAATGTCAGAAAGACTTAAAAACATAGTTAACTACTTTTAATGAAC
TGCATATAAATCGATTGTATAAGACAAGTTGACGTCATTTTGACGTTTAATTACAATGTT
TTCATCATTAAACGTTGCCAGGATCTGCTGGTGGAACAGCATTATGACAGTCTGATTATA
AAACCAGGTAACTGGACCTGGACCTGCAGCAGGTCCTTCTGCAGCATCGCCACGATCACG
GCTGTGCGGAAGAAGCTGTAACATGTAACGTTTCGTATAAAAAAGTTAGCCATTTGTTTT
TAATCTAGAAGTTCAAGGTTTCTGACTACTGCTTCTTCTTTGCAGGTTTAATGGCAGGCA
ACTCTTCTTCATCCTCATCTTCCTCCTCTGTTTCCTCCTCTTCAGACATGTCAGAGTCTT
CCTCCTGTGAAGCAATAAGGTGCAGGCCGCTGATGACGACAGGCCCTGATCCAGCTTTGA
GTCTGATGGTGACTGGGGCTTTGAGTTCAAACTCTCCCAAACTCATCATAGGAAGGCACT
TTATGTTCAGATTGGCGATCGGCACTGAAACATTCTTTCCCAGGTGGTTCATGGCGGTTA
CCTCCACGACATTGCTCTCCTCCTTAGCACCTTCTCCGAGGCAAACTGTTCTAAGCTCAA
GAAAATGTTCCAAATCCTCCTCTTCATCATCGTGGAAACTATAGGAGGGCACTTTGGATG
ACAATTCACAACTGAACAAGTAACTTTCCAGCTTCGATTGACCAGCTGATGCGACATGCA
GTGATTCATCTTCAGAGAAAGACATCTTTTCAAACTAAAAAAGTTTTCCTTCAGGATTTT
TATGGCCAACCAAATCCTGAACGAAAATCAACGTGAGTCCCCCGGCCATAATGCCCGGGT
TTA
>CL2292Contig1
AACATTTTCACACATTTATTTGTTCTTCCCTGAAAGACGAGAACATGGAGCTGAAGAAAA
GCAGAACTTTGTGCTTTAAAACAAACTCAAGTCTTTTTTTGAGTCTTGGTTTCACCTTAA
AGCAAAATGAAAAGAATCAAATCCAACGTTATTCAACTTTTCTCTGTTGGAGATGAAGAC
CGTGACTCAAACCTCCTTTATAAAAATACAAACGTGGAAACATCAGAACAGTCTGTTGGA
GGAGGAAGACTCTGATCACCCTCAGATCTTCATCTCCACGGCTCCCGCTGCAGCAGACCC
CTCCCCCTGAGTCCACTGTTGCCGTGGAGACGGTGAGCTCAGTGAACCACAGAGTTGAGC
GGCTCGGCTCGGATGTTCCCCAAGTCCAGCGTGGAGTCGGTCTCTTCGTCGATCTCACCG
ATCACCGCTACGTTGTCTCCTCTGACGATGTAGAGTCCCAGCACCACCTGCTCCACGCCC
TGACTGGAGCTGAAGACGCGCTCGTGACTCTCATCCAGGATGAGGTTGATGGTCTGATCG
AAGCCTTTCAGAGTTCCCACGATCATCCTGCCGTCTGAAGTGACGATGGCCACCGTACGG
TTGATGTAGCTCTCCAGCGCGGTGGACATGTTTGTCCGGAGCTCCTTTTTTATTTATCCA
GCTGGCGGGAAGACTTGCGTTTGAAACAGGCTAAGAGAACCCGCAAAAACACCGCACAGG
CTAACGGCGGCAGCTAACAACAGCCAGGCTCAGCTAATCTCACACAGATTCATAGAGCTG
AGGCCCC
>CL2293Contig1
NTTTTTTTTNGGAGGGACTGACTTTTATTTTAATTGCATGACTGCAATGCCAGTGAGAAA
CCCCCCAGATGGCACCCTTTCACAAGCAATGTCTGCTAGAAAGGTGATTGGTAGAAAAAA
ACTTTATTAATTTTAACCAAAGTGTCATGATTGGCTCTTCTCTGAGGCGTTCTTCAGGTT
GACAAAGAATTCATCCAGAACCTTTTCCAGCACATCCTCGCTGTAGTCCACTACCTGGAA
ACGCTCGCCATCGACAGCACCACGAATCATGGCAGACAGTGTGCGTCCAGAAGATGGCCG
GAACAAACACAGAACCGTCTTCTTCATGTCCACGGCCCGGCCCAGCTCATAACCCACGCC
TAGAGAAGGCTGCGTCACCTCGGCCACGATCACATCCGATTCCTGCAGCCACGCCACATC
CCGGTCATGGATGACCCGATCCTCCAGCGCCGCCGCCTCTCCTGTGTCTGTGAGCTCGGT
GTTGCACACGTGCTCGGTCAGCACGCACCCGTAGCTCTGCAGCTTGTGCACGAGCCTGCG
GTACACGTGCACATCATCCCGTCCGCCGCGGATGCTGCCGCAGAAGTAAATCTTCATCTT
GCTTTTCACCGCCGAATTTTCCGAACACACAAACCCTATGCTCCCGCGCAACAGGCTTTT
TCTGTCACGTGATACTCACGTCATGGCAGGAAG
>CL2294Contig1
TTTTTTTTTNGGCTGCTGGACATGGAGTTTATTGTTAAAAGGTTTGGTTCATCTGCTGCT
CGTCTTCTTTAAATTACAGGCAAACATTTACAGCTTCATCTTTAAAACATGCAGCAGTGT
AAAAATCAGATCTACGCAGATAAAAGTCAAACCACAGGCAGCAAACCGACAACCAAACGA
GCATTTTCATCTAGAGATCAAACTTAAATTAACTTTTATTGTCGTCACATTCAGCTGTTA
AATGTAGGAATTCAGACCCAGAAGAAGAAACTATAAATAAATAGGATGGACTGACGGCTG
CCGTTCCTAAACGTCACTGAAGGAGACGCTGGCGTGGCGGCCACGAGGAACCGAACCCCA
ACCAGGCAGTGCGGGACCTCCCGGCCCCCCAGCAGCTTCCCCCGGGCGACACTGAAGCTG
CCAAAGTGGATCTTCCCGGTTTGTCCAAGGAGTGCACAGCAGTGATGAACTCCCACCCAA
CCGTTGCTATGCCAACTACTGAAATGACCCTAGTGTGACCTCTGTCCAAGTGGAGCAGCG
GCCTCCAGCAGCACAGACCAAAGAGGAGAACCATGAAACGCTCCTCCGTCGTGGCTCCAT
GCTAGTGAGCAAACTCTGACGTGACGCCAGATTGGAACCCTCCTGGGTTTGTCACTAAGG
CACCTGAAACAGACTCTGATCGGTGCAACACCTGGACTGCAGGCCGGCTCTGCCTAGAGA
GACGCACACCAGCATTGATTCTGAAATACGATTAGC
>CL2295Contig1
GTGTGAGAGTTTATTTTCTTTGGGAGCAGTTCTTCTTTAGTCATGGCAGTTTTTTGCAAT
ACCAATAAAAATCCTACTTATTTGCCTACATTTGGAAAAACACGTGTACTGCATTGTTAG
CTGAGTTTTGGTCACTCTTCCCGCTTACCCAATAACTATAGATCAAAGAAACATTGAAAA



TGTCAATAAAATATCACAAAACAGATTAAAAATTCAAAATCTTTAATTGACTAAATGTTT
GGTATTTACAGAAAAGACTGCAATTGAAGGCTAGAATTCAGTGACCCTCCTGAAGGACCC
AACAATGGCGCAGGTGGCGCACCAGTCGCGGTACCGCCTGTACTCCCCAGGTCTCAAGAA
GTACTGTCTGCCTCGGTAGTTTGGGTACTCGTAGAAAATCCAGTAGCCATTCATAACGTT
GCTAGAGTAGACGTGGCGGTGGTGGAAACGGTCAGACACACAGGGACAGTCATCCATGAA
CTCCATCATGTGACCGCTGAAGTCTGGCTTCTCATAGATTCGCAATCTGTAGGAACCTCG
GTACGCTGGAATCACCCGACATGAACGGATGCTGCTGCTGAAACCCATCCACCTCTGGTA
GTCAGGGTACTCCCCCTTTCTCATGAAATACTGGTGCCCCATGAAATTGGGTCGCTCGTA
AATCATGAAACAGCCGCTCTCCACACGAATGGAGTTGCAGCGGCTGAAGTACAGGTGTAG
ATCCGTGCAGTCGTTGCTGCACTCATAGCTCCGGCCCTGGAAATTTTTGTCCTCGTAAAA
AATAATCTTGCGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGANANA
>CL2296Contig1
GGGTCAAAATGATTTATTTAAGTTTAGACGGTGAAACAAACTGAACGTCCCTCCTTGGAG
AACCAAAAGGTCCATAAAGAACCAGAATGAACCGGGTTCTGCAGAACGCCCCCACCAAAT
CCTAATTCTACATTTTGGCATAGGAACTGAAAGAGTTGTGGCTCTGAGCACTGATGGGTC
CAGCAGAAGGAATCACTGGACCCGGCAGGTGGGGGGGAGCATGACACCTCTTCAGAGCTC
CTGCTTGGCCCGGTTGGCGTCCTTCTTGTTGCCTTTTTTCACTTGGTTCTGCTTCACCTG
TTCAGGCTGCCCCCCCCCAGCAGCCCTCCCTGGAAACACCTGACCCTCCACTGTGACGTC
GGCGCACCGATCCTGGCCCACTAGAAAGTCCTTGACCTCCCAGGCCAGGCTGCCGTCCCT
CAACATGAAGATCACCCGGTTGGAGCCGACCACAAACCTCTGAAGGTCAAAGTTGGCGTT
GAACAGGCTGCCCTGCCACAGCCCCGTGATCTCCTCCGTCTCCTTCTCCGTGGGGTCTCC
GGACACGGTGGCGAACACCATCAGCGTCCGGCCCTTCTTGGACATCTTCAGGAGCTCCTC
CGGCTTGGAGGGGTCCACCTTGGAGAAGTCGACTGGGGGGGGCGGCCGTCTGTGCTCCGG
CAGGTCGCCCTCTTCGATGTCATCGTCCTCCTCCCACTGCTCCAATAACCGCGCCATGTC
CGCGTCATTGTAGTCCCTGATGTCCTTCTTCTTCGGGTTCTCCCCGCCGCGTGCCGACCA
AACACTCAGCAAACACGCGCACAGCACAAGCCGCGAATGCCACCGCCAGCCGCCGGCCGC
CATGGTTACAGATGGAACGCTGTGATTGGCT
>CL2297Contig1
CTTTAATACACAACATTAAGGATACATCACAACACAGTTTCATAAAATAATCTACCAAAC
AGCAAAAACACATTTCAGTTTAAACGTCTATACAAAAAGAAAATGTACACATTATAAAAC
ACATATATACACTCTTAATATATTATTATATAAACATTTGACTTTTTTCCCCTTTAAACT
GGAAGCCAAACAGCTAGAGGAGCGACTTTCACAGGAAGTAAATGTTGAGTTTAGGTAGTT
TCTACAGACAGTTGCTGGTTCCTGCATTTTTCTCAGGAAATCGAAGGAAAAGAAACTTTT
AAAAATAAAATCCCACGCTGTTCTGGATCACACATGGGATCTCTGAGTGGCTCTGCTCTG
CGTTCCCAAACGTTATCATCCGAGCCGGAGTGTTCCTCCTGGACCTGAGCGGCATCAGAG
AACGCAGCTCCAGGTTTCCCGCTGAGAAAAGTCCTGACACCATCTAGGCTGAAAGGTAAT
TAACAGAGGCTCTGAAATGGTTTTCATATGACTGGTTCCTCATTTAGTTCTGTTTTTCAA
CCGTTTTTGGAGCCACTCTGAAAAAAGTCCTAAGGCACAGCATCAACCCAAAATGGAAAT
TTAAATGAAACTGTTGTCTGCATAGAAACACACAGGCGTCCTTATCAACTGAATGAGAAT
CAAATAAACCCAAAGACTAAATGCTTATTTAGTGCTGCTTATTTCTACCTGGTCCTAATG
AGATGAAACCTGACAATAGAAAATGTTCTTAGACCAATTAGCTATAACTGAATAATTTCC
CATGGTACACCTGTCCATCTTTGATTGAAAAACGCTCATTTAATCCTGAAAAACTGGAAA
TATTTTCACGTAAAAATTAAATCCTTCAAAAGTTCAGATCTTTTTCTTTAAAGATCCGAC
ATCTCTTCTTCCGTCTCTTAGCTGGCAGATCTTCCCCGTTCTCTTTGTTCCGTGTTTTAC
AGCAGCAGGATGCAGAGGAGCGCGACCTC
>CL2298Contig1
TCTCTGAAGAAATGCGTTTTTATTACAAATACAGCCTTTTAATGTTTTTTTAAATGGACA
AAGAAAAGTTTGTTTCAAAGGAAACAGTTTCAGCTTAGTGTGCACGGCGACAGAAATGAG
ACAAGAAAATGGCCAAACAGAAACCACATCAACTTTAGGACGTTCATCAATAAAAACGCA
GAGTTCCGCGCAGAAAACCTGAGATCCAGAGCTGCCGAGACTCTCTCAGTGCTGTAGAGA
CGTTTGTAAACAGGAATATTTGAGCCGCCTCGGCTTTACCTGCAAGGACCCACCTGTGTT
CGGCGTCATGGCAACACAAAAAAAAACAACTAAAATGACCCCGACTGCACCGTGTCCATG
TCAACACTTACAGTCCAGGTTTTTCTTTTCTTTTGCGAAAACGTTTTTTCGTCAAACGAT
CGGTAACAGCAGTCAGTGAGGAGTGCAGAAGAGGCGGGACTTCCCGTCTCGGTCCTCTGA
CAAAGGGAGCATCGCTTCACCTTCTCTGTTGGTCGCGCGCCGTCACTTCCTGAGCGTCAG
CATGGCGTTGACGTCCCACAGCAGGTTCCTCATCTGGTCCATCAGGACTTTCATCTCCTG
GTTCTTCTGACGCACCTTCTCCAAGACTTCCTGTCTCTCCTGGCTGACAGTGGGACTGCA
GGGCTCCACCCGAACAGAAACCAGGTCCTCCCCCACGTACGGCACGAGCTCTGCAGGCTC
CTCCTGCAGGTCAGAGGTCATCTCCACGCAGCGCTCGTACAGCAGCCGGAGCTTCCTGAA
GAGCAAAGCCAGCTGGCGGAGATGCTCCTGCAGTTTCCCGAAGCGATCCTGGTACATGGC
GTGGCTCTGAGTCACGCCGTTCGGCAGCTGTGTGGCCCGCGTGATCTGAAAGATCTCCAT
TGTGCGCGTGACGATGTCCTGCACGGTCTCCTGTCCGATCCTGCACAGGAACACCGGGGA



GATCTCTCTGAGAGCTCCCTGCTGAGGGGGCTGCTGGCCCGGAGCCGCCGAGGCGCCGGG
GAGCATCCCCGCCATGCCCGGCTTCTGAGGCAGAGAGGCCGCCATGATGACATGAGCCGG
CGGAGCAACAAAGGAATGAGGTAGCCGCCGGAAGACTCCTCGGTTAGTTGACTGTTACAA
ATTATATCTAAAAATAAAAAACAAGAAGATACCGCTGTGGTAAACGTAGCTTCTTCTCGC
TTAACAGAAAATTTGCGTCTTCTAAATCCAGAATTGAAAATCCTGTTTCGTCTCCTAAAT
AGCTAGTTTAGCTTCTTGCTTCCTGCTGACTTTAACAGACAAAGTCTTCCGACTGGTTCG
ATTCAAACGTCTTGTTCGGGCTCGATTTTGGTGTTACGGAATATCTTATTTCAAAAACAA
AGCACATCAAAACAAGCAGAGCTACTACAGGGTTTCTGCCTGTTTTACC
>CL2299Contig1
GGGGGGGGGGGGGATTGTCTAACTTTAGTTTTAGTGGAAATGACAATTTTTTCGTTGAGT
TAATGGTCCATATGATATTCATTCAGTCATTCTTTCCAGGGGGGAGTTTTGTTTTTTACT
TGTCCTGTCCAACAGTTGAGCAGACAGATGAGAGCTGAAAGCCTCTGTTTTTTTAAATTA
ACCTCCCTTTCGTTTCATTTAACCAAGAGAAAATGTCAGAGCCTACAAACCTAAGTAACG
AAGTAACAAGGGTTTTCTATAGTCCAGTAATTGTAAATAATTACAGAAATTTGCACTGTA
ATTTGTTAATTCCTGTGTTACTGACAACANGTAATTAAATAACAGTAATTTGTTACTTTG
TAATCCNGCTACCCCCATACTGGGCGAGGCAACATCAGGGGAATTTTCACACATTCTACA
CTGATGTTCAAAGAAAATGAGACAAGCAGAAACATTTCAAATCTTTAATTAAGCTCCAAT
ACTTTGAAACTGATCAAATCCTCAAACCTTTCCTCAGTCGGTGAGGATTTACATGAATTT
CACAGGAAAAGACATTTTCTTCACTCACTGTACATCCACACCCTTTTGTTCAGTCTCAAT
TGCTTCACAGCCTCATGGGAACGGGCCATTCATGGAAGGATTTCCAAAGGAAAGGTAGCG
GAATTTCAACGTCCGCCCTCTGGTTGCCCACTTTGAAATATGGGGCTGTGTTCTGGGAGA
AACGTTTCATAACGTCCACACTCTCACCGAAGGCGTCAGATAGATTTGACTGCAGACTGC
CGACAAACATCTCTGCGCCGCTGTTTATATTCTCCAAATTTACAGAATTATAGGCCTGGT
TAATCCTGAGTTTGACTAGATCTTTGAACTCAGTTGTGCGTCTCTTTGCTCCCTGGATGT
GTCGTCTGGAAGTTTGTAGGACTTCTGCATGAATGACGTCAGCCTGGGAACTGATTTTAG
ATTTTTCATCTTTTAGGTAGACGAGGAGTTGGTCAGTGTTTTTGGCTAAAAGCTGAAGGA
CGCCGTTAAGTGTCTTGGAAAGAAAAAGCATAATTTTGCTACTAAAGTCCTTTATCTGAT
TATATGCAGACACAGCAATAGAGGTTAGTTTATCCATGACCTCTTCTCCATTGACAACCA
CCTCAGTTGCAGGAAGGGAAACGTTAGTGTTCTTTATGTATGCTGAAGTCTTCTCCATGA
GACTGGTAAGCCACTGGATCCCACTGTCCCCTCGTGCC
>CL2300Contig1
CTGTCGTTNTTTAAAATGTGTCCAAGGAGAAAAACCTTACAAAGCCAGTAAGATTGAGAG
ATAAAAACGTTTCTTTGTGGCCTCGTTGACCACCGTCAGCATGGCTGCTTAAAATGGCAC
AGCTCCACCAACGACGGCCCAGGCAGACTTGGCAGGAAACTTGACTGTCACAGAACCGGT
GGAGATGCAATAGGACTGGAAAACCAGTAAATCATGGCCACACACAAAAAAACGGGCAAA
AAGGAGCACCAGGCCTAAAACCAGGAACCGAAATCTGCTGTCAAACCAGCATCTCTTAAA
GGGAAACCATGTTTCTAGGAGAAAAAAAAAGCTCTTCTGGAGCATTACAGATGTTTCAAT
CGACTTCTCTAACGGTGGCATCGACATGGCTGCTTGAGGAAGAGGCTTGAAAGTGGCGAT
TCAATTAGAGAGCAGTCCAAAGAGTTCAGTGACGGCTGAACAAATGTGCAGAGGTAGAGA
ACAGACGGAGTGGATAAACTTCAAACACAAACGGCTTCCTCCGTTTCCTCCACTTGAAAA
TATGCATCGAGGCCTCAGTCTGCGTCCTCCTCTTCCTCAGACTCTGATTCTTCCTCTGCG
TTCTTCAGCCACTCCACAAACGCTTTCATCTGGTCCAGGAAAACGCTCTTTCCTTTGGCT
AAATGGGCTTCGTTGTACCACTTCAGAATCGGTTCCTCGCTCAAAACATCCGCTTTATAC
AGCAGAACAACTATTTTCTGGAAGGCCTTCATGAAGTGGATGTTGTCATAACAGTATTCT
TGGATCTTCAGCAGGAGAGTGAGTTCAGAGAGGCCCTGGGATGTAAACGCCTTCAGAAGA
GGGCTGTATTGCTTCAAGTGCTTGATGGCTTGCTCCGTGACAAGCTCCTCCTTCTTGTTC
CACTCCACGGAGCTCATCACGCTGGCCCAGATGAGGCCGATCATGGTCTGCTCAGAGATG
TTGTTCTTCTTGATCTCCTCCCGGGTGTAAGCGATGATGTCCTTGAGCGGGTCTCCGCGG
GACATCTGATCCTCGATCTCCTTCTGCAGCTCCTTGCGAGTTCCTATGGACTGCTGGTTT
TTGACGAAGCCTGACAGCTCCTGGAGCCCGGCGTCATTAAAGCC
>CL2301Contig1
TNNNAAAAAAAANGNAAANANTTTTTTTNCCCCCCCCCNNCNNNNAAANNCCNAAAAAAA
AAAAAAGGNCCCCCCCCCCCCCCCCTCTCTCTCTCTCTCACCTGCTCTGTCCTTGTTGGG
GGTCACAGTTTGTCTTTGTGTCTCAGTGGAAACCTTTGAATGTTTCCAAGGTGGATGGGA
ATCTTTTTTTGTTTTGTTTTTTTTGGCTCTTCTTTTGTAAAGCTTATGATTCATATTGTA
AAGAGCCTCCAGCAACAAAAAAACGAA
>CL2302Contig1
ATAGTTTATGAATAGGATGAAGTTAAATAAATACAAACCGATATAACAGCATTTCAGGAT
TTTTCCCTTGAATTTAATATGTTCAGGATTTTTTTTTAGTAAACATGTAGAGAATTTTAT
TCTTGGCACCTTGACCAGAAATGTATTGATATTATTTATATTCCTTTTAAATTTGTCAAG
ATAAAGGAAAAAGTGATGCACAAAAGTCTTCCACCAGAAAACCAAATAGCTTCTCTTCAA
GTTAGAATCATGTGCTAAAATGTATTCTGGCAGAAGCATTCATTTAACAGTCAGAACCAA
GTGCAAATATGCAAAATGTGTTACTTCCTTTGAGCTGAACATTGCAAATACTCCCAATTG
TATATTTCCAATACGTTTTAGACATCTTGTTTTTAATTTATCTGAACTTAAGTTCCCAGT



TAGTGCACCACAAGAATTACATGGATCATGCTGCAGGACACAAGGAGAAAAGTATTTATT
CTCCTGTGTCAATACCCAATTCCAAACATTCACGAAATCATAATTCCACAAAACAAATAA
TGCTACATTTCATTTTAAACCAACAACTGTGACATATGAGACAATACAGTAAAGCTAAAA
ATCAAAAAGGCACAATCTCAATCATAGAGCTTTTGTAGAGTGTTGTTTGACACCAAATGA
AGTACAAAAAGTTTTAAATTAAGTTCATGCTTGCCTTTGTCCCCCCTTTGTTTGGAAGCC
GTGGCTAAATCAGATGTTACTGAAGCAATAACATCACTTGTTAGCAACTTTTGGCTGCAT
TATATCAGAATGTTTCCTTCTAAATTAGTGCAAAGGTCTGAGCTACTGTGGCACTCAGGC
TTTCGAGCCGTAGTTGATGTTTTTCAGGCAGGGCAGGCTGATTGGACTAATAATTGCACT
TTAGGTTAAATAGGTGTATGGATTTTTATTTTTATTTTTTAAAGCCAGGAACTGATTTCA
CATCAGCTAAAGAGCTGGAGCTCTCAGTCCTGCAGATCCCTCTCCAGGTATTTCTTCATT
CGCTGACAGCGAGGACAGGAGCGGCCCGCAGATTTGCAGGCGGTGTGGAATACAGCTTTA
CAATCTTTACACCTCAAGGTGCTTTCGAACTGGAAGGGGAAGAGGATATCATCAGAGTGA
CAAATCTGGCAAATGAAGCCCCGCTGAGAGCACAGGTCACAGTTGAGCACATGCTTAGTG
GCATGCTGCACCAGCATGATCAGAAAGCTTGAATAGTAGCCTTCTGCAATCTGTCGTAGA
TCCATGATACTGTACAGGTGACTTGACTCGAACAGGTATGTGCGCTGCTCCGTTCTGTCT
TGGAGATGTTTGTATGCTCCACTGCGGCAGGTGAGCAGATAATCACCCAGCAGACGCAAC
CTGTTGCGCAGGTTGTGGACCTGTGCCATGGACTCTGAATGCTTCACCAGCTCAGGGTTT
AGCAGCTCCAGGTTCAGCAGAGGCTCATGATGTATGTGGGTCAGAACACGCATGGCTCTC
TTTGACACCTCTCGTGGAATGAGGTCCCAGTTGTGCAGCATACGCGATGGTATGATGCTG
GTGTCCCCAATGTGGCAGGAGTCGCAGTAGTACTGACCAGAGAACTCGCAGAGTCTGCCT
CTGCCCAGCGAAGGTCCGATCTGCTGAGAGCAGTCTGCACACTTGAAGTTTTGACTGTCC
AGCCCCTTCTCTGACTGAACCGTATACAAGTGAGCCAGTAACGCGCCGTCTTCTTTGAGC
TGGTGTTGAACCAGCCTATGCAGGTTGCCAGCATTTCTAGAGTTCCACAGTGTGGCAGAA
TCAACCGACGGTCCATCCTCCTCGCTCTCCAGGTACGCATCCAGCGCTCCACGGATCAAA
ACTCGCCAAGTGCGAGCCTCTTCTGGGTTCTCTGCCCTAAATTTGATTGTGTGCTTGATA
GTTAAGAGTTTGAAAAAGGCTGGTCCGCCCAGAGAGACGTCAGGAACGACGTCCCTGATT
TCTTCAATGGGGTAGGACAGCCGGGGTAACTTCTTTCCCTCATGCACTCGGAAGCCTTTC
AAGGTCTCCAAAGAGAGGGAGAAGACCATGGGTGTCCACACACGGGGCTCTGCTTCTGTG
GAAAAGTACAAGATGGCTTCTTTTAGGGCATCCAGTTCCAATTCAAGGGTGTGCGTCCAA
TTGAATTCTTGTGGAGAGACTCCAGCCTTCAGTCCGTTTCTGTCAAAGGGAAACAACAGT
CTCTCAGGGCTGCTGGAGGCAGAAGATGGAGATAAGATGGTGCATTCATCCAAGCCGTTC
TCACTAAGGGGATGCAGCACCTCCCACTGCTCATCAACATGTGCAGCGGGGCGACATTTA
TTGACAGCTTCTACTATCCGGTCCACCCAGTCCTCCGCTTCATCGTGGTTGGCAGCACGG
AGATAAAGTCTTTTCCCCGGAAAAGCTAGCTCAAAGCGGCCCTCTGGGGAGGTGATCCGA
GCATCTTCGCACCGCAGGAGGGAGCAGTTCTCACAGCACATGCGCTCCTCCCCATTGATG
TACAGACGGAACTCAAAGGGTGAGAGCTCGCAGTAGAAGTCACGCCACAGTCCCATAGCT
CCTTTTCGATCCAGGTGGCCAAGTTTGAGCAAGCCGCGGAAGGGGTTTGATAGCCCTATT
TGTCTCCGATGCACAACACTGGGAGGGGACTGAGAGGACCTGAGCTCAGCAGCAGGGGGC
GCCTCGTCATCATCCGTTATCTTCTCTAAATGAGGCTAAAGA
>CL2303Contig1
TTAAACCCGGGCCTTATGGCCGGGGACTGCCTTGTGGGTCAGCGAGGAGCACTTGCAGTC
TGATTTTTGGGTGCTGCTTCAGTCATTTTGATGGCTCCCTCACGGTTAAAGATTAGCTGC
CTTTTTGGGCATTTGACTGCCTTCTGTCTTCAGTTGACGCTCGCGTTTCCACCATTGCAT
TACGTGCCGCCTGTTTCTCTCAAAAGCCAAAGCTCCTTGCCGAGTGTGGTCCAGCAGCCA
GAGGAGCCGGTGCCCGTTAACACAGTTGGTGTGCTCTGCCACCCTGATTCCATGGAGCTC
AGCATCAACGCTGACCTGTTTGAAGTGGGAGCGCCTGTTGACGTCCGTGAGCTGCGTCTC
GGAGTCGAGCACAGCGACTACTGCAGTGCAACAGCATCGTCAGACTCTGAGTACAGAATC
CTTGTGGGCCTGGAGGACTGTGGCACCAAACACTGGATGACAGAAGACTCTCTGGTCTAC
ACAAACCTCCTGATTTATACTCCCCTTCCTGCTCTTAATGGAATAACTCGGATGGAGGAG
GCTGTTATTCCAATTGAATGCCAATATAAAAGGAAGTACAGTTTATCCAGCTCATCACTC
GTGCCAACTTGGGTTCCCTTCACGTCCACACAAGCTGCTGTGGAAACTCTCCAGTTCAAC
CTGAGGCTCATGACCAATGACTGGCTGCACGAAAGGGGTGCCAACACGTTCTTCCTCGGC
GAGCCAATCAACATTGAGGCATCAGTCAGGGTGGATCATCACATGGGGCTCCGGCTGTTC
CTGAACAGCTGCGTGGCCACACTTGAACCAAACATCAAATCTGATCCCAAATATGTCTTT
ATTGAGAATGGGTGCCTGCTGGACTCCCAGCTTCCAGGC
>CL2304Contig1
TNTTAAAAAAAAAAAAAAAAAAAGTTTTTTTAAAAAAACGGTTGTCAGTTAAAGTTCAAA
TTCAAAGTCAGCAATGCTTCTCGGAGATGACAGAAGAGTTTAAATGCAAACTTTTTTTTT
GTTAAAGCTGTGGGGAAGCGCCAGTGACCGTGGAATGTTTGGGTTCTTTAATGATCGTAT
GTCCTGTGAGAACGCCTAACATCACAAAAGAGAGAAGAAAAAGAAAAAAGCAATAAAATG
CTGAATTACAAAACAGTTACTCCAACTACATGAAAGAAAGAATGAGCCTTTTTATCTGTA
ATGGCGTGGCAGGGGGCTATGCTGAGGGGGGTGCCTCCTAGGGGGTGGGCTATGCCTCAT
GGCATGGCGCGGTGGTGACTGGTAGCGAGGAGGGGGGGAGCCTCTGTTGTAGAACGGAGG
GGAATAGCGGCCTCTGGATCTGGAACGAGAGCGTGACCGAGCCCAGCTGGTCGCTCCTCT



GTCCTCAAAGACACGGATGTAAGAGGTCTCCCCCTGATGCGAACGAAACTCAGTGCGGTC
CAGTCTGCGTAAAGCGTACTCCATGTCCTCCCTACGGAGAAATTCCACTACACCTTCTCC
GTCTCGCTGGACATCAGTCACTATGACCCGGAATTCAGACCTTCGAGTTGGGGGTCCGAA
CCTTCCTCTTGGTCCTGCTCCACCTGGGCCCATTGGAGTGGGTTTACCACCAGTGGACCG
AGGATACTCCACACGGAGTTTGGAGTTTCCATATACATATCCATTCCTTCCATATACAGC
ATCATCCGCATCCCGTGGATCTTCAAATCGGATGAAGGCAAAAGGAATAGTTCCTCTGTT
ATTCTTCAGTTCAATTTCACGAATTTTTCCATATTTAAAGAAGAGATCCTCAATGTCTCT
CTCCTGGACGTCAATGGGAAGATTCCCGATATAGATGCGGCCATCAGTCATGGTGCTTGA
GGGATGACGCTGCTTTCTAAATAGTTAATGGCGTTTTTTGGTATAGATT
>CL2304Contig2
AATTCGCTCGAATAGGAGCAGCGCCGTCTTCTGTTGTTAGAGTAAAATCTATACCAAAAA
ACGCCATTAACTATTTAGAAAGCGTCATCCCTCAAGCACCATGACTGATGGCCGCATCTA
TATCGGGAATCTTCCCATTGACGTCCAGGAGAGAGACATTGAGGATCTCTTCTTTAAATA
TGGAAAAATTCGTGAAATTGAACTGAAGAATAACAGAGGAACTATTCCTTTTGCCTTCAT
CCGATTTGAAGATCCACGGGATGCGGATGATGCTGTATATGGAAGGAATGGATATGTATA
TGGAAACTCCAAACTCCGTGTGGAGTATCCTCGGTCCACTGGTGGTAAACCCACTCCAAT
GGGCCCAGGTGGAGCAGGACCAAGAGGAAGGTTCGGACCCCCAACTCGAAGGTCTGAATT
CCGGGTCATAGTGACTGGGTTGCCTCCAACTGGGAGCTGGCAGGATCTGAAAGATCACAT
GCGGGAAGCAGGAGATGTTTGTTTTGCAGATGTCCAGCGAGACGGAGAAGGTGTAGTGGA
ATTTCTCCGTAGGGAGGACATGGAGTACGCTTTACGCAGACTGGACCGCACTGAGTTTCG
TTCGCATCAGGGGGAGACCTCTTACATCCGTGTCTTTGAGGACAGAGGAGCGACCAGCTG
GGCTCGGTCACGCTCTCGTTCCAGATCCAGAGGCCGCTATTCCCCTCCGTTCTACAACAG
AGGCTCCCCCCCTCCTCGCTACCAGTCACCACCGCGCC
>CL2305Contig1
GGCTTTCGCCTTTGTGGAACTAACATACGGAATCTGGACCAACAGTTTAGGTCTGATTTC
AGACTCCTTCCACATGTTCTTTGACTGCACCGCCCTGCTGGCAGGTCTCGCAGCCTCCGT
CATCTCCAGGTGGAGGTCCAACGACAGCTTCTCCTACGGGTACGTGAGGGCAGAGGTTCT
GGCGGGCTTCGTCAACGGACTCTTCCTCATCTTCACAGCTTTCTTCATCTTCTCTGAAGG
AGTCGAGAGGGCTCTGGAGCCTCCCGACGTTCACCACGACCGGCTCCTGCCCGTCTCTGT
GGCCGGACTGCTGGTCAACCTGGTGGGCATCTTTGTGTTCCAGCATGGCGGGCATGGACA
CTCGCACGGAGAGGAAGGTCACGGCCACAGCCACTCACTGTTCAACGGCAGCGCTCATCA
CGGCCACAGTCACGGAGGACACAGCCACGATGGACACAGCCACGATGGACACGGACACAG
CCACGACGTTCACAGCCACGGCGGACACGGACACAGCCACGGAGGACACCAGGAACCACC
CTGTCCTGATGATCTACTGCCTTCTGCAGGAAAGGGCTCCAGCAAACAGATCCTACAGGG
AGTTCTCCTGCACATCATTGCTGACACTCTAGGCAGCGTGGGTGTGATCATCTCTGCTCT
GCTGATGCAGAAATACGACCTGATGATCGCAGATCCCATCTGCTCCATGCTGATCTCCCT
CCTCATCGGAGTCAGCGTCGTACCTTTGCTGAAGGAATCAATCGGCATCTTGATGCAGAG
AACTCCACCTTCACTGGACAACTCTCTGCCGGAGTGTTACCAAAGAGTGCAGCAGCTGCA
AGGAGTCTACAACCTGCAGGAGCCTCACTTCTGGACTCTGTGCTCGGACGTTTATATCGG
AACACTGAAGCTGCTCGTGGCGCCTGACGCAGACACCCGTTGGATCCTCAGCCAGACGCA
CAATATCTTTACGCAGGCTGGGGTCCGGCAGCTCTACGTTCAGATCGACACCGCTGCGAT
GTAGAGGCTCCTCCTACTCACCTGGGACCAATCAGTCTGTTGCTGCAAGTGAACTTTAAA
AATTGCCCCAATAGCCACTGCAGTGCAGACTCGGAGGGAGCGGAAGGGGGGCGCGCACAC
AGAACTGATGAAGTCAAACAGCCCCGACCCATTTGTCTTCTGGTTTTTAATTATGTAACT
TTCTGGGTTGCTGGGCGTCGTGCCCTCCTCACCGCCTGTACTTTGTTAGCTGACAAAGTA
TTCTGGGTAAGTGCCTTCATTGTGAATCAGAGACAATCTGAGCTCCTTCCACCCCCCGCT
GCGACCCCCTGCTGGGTCCAGAGTAAACCCCTGTTTTTACTGTGCCATACATGTGACCAA
ACCATTTGACCCGTCTACAGGGATCAGTCATTTTTTTATTTTTACTGTAATAAATCTGTT
TTGAGCGGAGCGATTGATGTCCATCTTTATGGATGTCTTATTATAAAGGTGGTGTTTGTG
TTTACATCTGCAGATATCAGAGCTGTTCTTATAAAATACTCACGTGACTTCGGCATTTCA
ACCATTTAAAAATGTCAATACAAGAAGAATGCAAATTAAAGAAATTTAAAACAACCGAGG
TATTTAAAATGGTCAAAACACTTTTTCATGGCCCGTCCAGGGTGCGCGGGGTTGCTGGAG
CCTATCCCAACAGTATTCGGGTTGGCTCAGTGACCCCAAAAGGGATTCAGTGGGTTCCAA
AAATGGATGGATTTTATTTCATGGAAAAAAAGGTTGTCATTTCTGTGTGAACAGAGCTGA
TTAGAGTCAGGTTTTCACAAAGTCCTTCAGACAAACAGGTGTCAGGATGTATATTGTGGA
GCTGTCAATCATCTGCAGGTGTTCCAGAGCGTCCGGTTCTGCGTTCACCCGCAGCATGTC
CACTTCCAGCGGGTGGAGTCGACCGGTGACGACCAGCGAATGGAGCGGCCCGCCTAAATC
GCATGACACGAGCTGGCGTANACTTCCTGTACAGATTTTCTGGTCGTCTGAGCCAAGCCG
GGCCACGCCCACACACACTGTGTCCTCCGTCATACCTA
>CL2306Contig1
TCGGCACGAGGTTACTACAAGCAGTCTCAGTTTCGTTCACTCACACTTCAGCAGGCGGAA
ATGGCGCAGCAGTTTGTGAAGGCTCAGATCAAAGGCGACAAAGTGGTGGTGTTCATGAAG
CCCACCTGTTCCTTCTGCATCATGGCTAAAGATGTTTTGTCCAACTACAAGTTCAAGCCC
GGACACATCCAGTACATAGACATCAATTCACGCAGCGACATGGACAGCATCCAGGACTAT



CTTCTGGAGCTCACCGGGCAGCGCACGGTTCCGCGGGTCTTCATTGGTGAGGAGTGTGTT
GGAGGCGGGTCTGACGTGGCAGCTCTTCACAGGAGCGGTAAACTGGAGGGCATGCTGCAG
GCTGTTGGTGCCGTTCAGTAACGGATTCCTCTTCTGAAGGGTTTTCGGGTGTCTCGGAGT
GGGTGTGGTCACATCACTATGCAGCGGGACTTGCGTAGTTTGCGCCGTCGCTGCTGGTAT
TCGCTGAGCTCCTGCAAGTAGCCCCGAGAGGGCCAACGCAACCTCTCCACCTGCTCGCGC
TCCTCCTCTGCAACACACGGAAACACAGAATCCGGAAAACACAACTGTAATGTTCTGCCT
TCATTTAAGATGCTGGCTGTACTTAGTATATGCTCACAGTCACACAAACAGTAATAATAC
GAAGACGGATTTAAATCCTTGTTTAAAAATGTCTGTGTCTTTATGATTGCCTTTCTTTTC
AAGCCAACCTGCATGTTATTTTTTATGAATAAAGACCAAAGTGTGTGTGTTTATCGATGT
TTTTGTGGCACCTTAAATGAAAAAACCCAA
>CL2307Contig1
TTTTTTTTTTGATTACAAAAGTCAAGTGGCATTTATTCAGATGTATAAAAAACATTTGAA
CAGACATGTAAAAATAGATACAAATATATTACTTTGCTTAATAAATAGAATGCAGGCGAA
TAAGACGGGTAAGCCCTGTTTTAGTAGTTTCTGGGCTTCTGTACATCTCAGCACTGCCGT
ACACACACACACAACACAAACATGAGGTATTTTGTGGTCAGCTCTCCCAAGATCTTAGGA
TTGTCAGCGATGGCTTGGAAAAGGCAAAACATTTGGTTTTAGATCTGCGACTGATCGGGA
AGGGTTATTCAGTACTCTGAAGACAGAGGATACATTCATTGATCATCACATGATTTGACT
TCGGTTCAACGTAAGGCGTTAACTTGCTTCGGGACAAGCCCAGAAATGCAAGATGGACAT
TAGAGAGACGTCAGGATGAACCCTCTCTTTTTCGTTTCAAGGGATTACGATTATCAAAAG
CTGTTTCTTCATTCAAATAAATGTTTAGACATCGTCTTCTACAGATCTATTCCTTTACAG
CCATCTCCCAAGCCCTTCAGATTTAAAAGCTCAAAAACTTTTACATAAAAAGTTAACAAA
TACTGTCTGGCGGTAGATATCAAATCTCCCTTTGAAATAACGAGACCAGCTTACAAAGAA
CTGGTCTGACATATAGTGATCTTTATGCCTGGTGATACCAGACATCCTAAGGTATCACAA
CCAGGCGTGTTCTGTTGAGTCCTCTCTACAAAGTCTCCTGTGAGGTTAAGTCTCTTAATA
TCCTCAGCAGCTCGGCGAGGTGGTGATGGGACTGTGGAGGAACGAAAGCTGGCTGGCTGA
GGAGTGCACGGGGATGGAGACGGGAAAGTTGAACACAGTTCCGTTGTTGCCCATTGCCGG
ACTGCCCGCCTCTGAGGAGCAAGTGGACGAGGCCAGAACCTGGGACTCGAACTGGAGGAG
CTGGCCCATGAAGCTGAAGTTGGGAGAGATGATGCTGCGGCGCTTCTTGACAAACTCA
>CL2308Contig1
CGGGAAACCAACTTTCAGCGTCGTTCAAATGTAAATAACGAGGAGGGACGTCCTTANAGA
TCCGAGAAAATGGCGAATCGCAGTAAGGGAACTGGGAAGACGAGNATTTACGACAAGGTC
GTGGATCTAACCGAGTACGCCAAACGTCAACGATGGTGGAACCGTCTTTTCGGAAAGAAC
TCTGGTCCCATAGCAGAAAAGTATTCTGTTGCCACGCAGATTGCCATCGGAGGAGCGAGT
GGATGGTGTGCAGGTTACCTCTTCCAGAAGGTTGGAAAAGTGGCAGCCACAGCTGTAGGA
GGAGGTCTGCTGCTCCTCCAGATTGCGAACAACAGCGGCTACATCCAGGTGGACTGGAAG
AGAGTGGAGAAGGATGTCAACAAAGCTAAGAAGCAACTGAAGAAGGAAACGGACAGAGCA
GCTCCAGAGCTAAACACAATTTTTGAAAAGTCCACAGAGTTTGTGAAGAAAAACATTGTG
GTGACCAGCGGCTTCGTTGGAGGGTTCCTGCTGGGTCTGGCTTCCTAGGCTGATCTTCTC
AACTCCAGATCAGTGCTGGGGCGTTTCTACTGCAAGCGGCCACTTTCACTTCAGCTTTTG
ATGTCAGCGGGACAGAGCAACACAGCTGATCAATGATTGGGTAAAGGTTCCTCACTGGCA
GGGGTTGCTTCAGAAAGTACAATAAATGCAGTTTTTTTTCTTTTCTTTGCATCATTTAAG
CACGATATATGAAGGTATTTATGATAGACAGCTGAAGGACTATGTTTGATTTTTAAGGAT
TTCATATTTAACCAACTTATGTTCTCCATGAACTTTAATCGTTATACATTATTACAGGAA
GGATGAGTTAAAGAGGAACCTGTTTAGACTATCAAAACTTTTACTCAACTAAAGGATTCC
TGTCACACAGATTTAATTTTAAAATCAAAGTAAACCAGAATGTTTTCTATTTATTTATTT
GTACCAAGCTGATATTATTCCAAACGTTTGCACTCCGTTTCTGCAGTGAGTGGCAGAGAC
CCTTTTACCCTGTTCTCCATTATCGTCATTGGATCTGCAGGCGTCAGTCAGCTTAAGAGT
GGAAGCTTGAACATTCATGTAAAGTGCTACATGGGTCATCATGTCTGCCTGCTCTGCCTC
TTGTGTTTTTTGTTGTTATGAT
>CL2309Contig1
AGTTCGGAGGGAATCCGGTGTCGTGTGCGATTGGCCTGGCGGTTCTTGATGTGATTGAGG
AAGAGGACCTCAGAGGAAATGCCATAAGGGTGGGGGAACATCTGAAGGGGTTGCTCAAAA
AGCTGCAAGCAAGACATGAAGTAATAGGAGATGTAAGATGTGTGGGACTGTTTGCAGGAG
TGGAATTGGTTACAGACAGAGAGAAGAGGACTCCTGCCACCAACTTAGCTGCGTTGGTGG
TGAAAAGGTTGAAGGAGGAGGACAGGATCTGCATGAGCACCGATGGCCCATGGGACAACA
TTTTGAAATTGAAACCACCAATGTGCTTCAGCGTTGAGGATGCAGACCTTGTAGTGGCGT
GCCTGGAACGCATCCTCTCAGGTGAGTCACGCTCAACCACCCGCACAGCAAATGATGAAC
ATGCGTGTTTGTGACAGCGTTTGATTGTTTATAGACATCAAAGCAAACCACCTCACGCTG
GAAAATGAAGACATNTAAGGTTAGTTCAACCTGTAAAAAACTTTTAATTGCATCACATTT
TCAGGTGGTCACATTCATAGTTCAGAGGTAGAGATGTTACCCGTTCTTGCAGTCGTTCCA
GTCTAGCGTTGAACGTTAAAAAAAAAAGCGTAGGAACCACATGAACAAAAGCAAAGTTTA
CATCCAGAGCACATCAAGTGGAATCAGAATGTTGTGCGAAGAACCCCCTTTTTGAAACTG
AACTGTTCTTTTACAGGTCTTTGGCACCAATTCACAGCATCGCCATGGACCAAGGCATGT
CAGCTCCCAATACATTTTCTTCATTGGGAAGGACTCCCAAGAAATATTTTAATCATGAAA



GCGCCAAAAATGCAATAAAGTGATACTTTTANAGCAGTTCTTTCGTACCTAAAAAAGATC
ACTTACCATTACCTATGACAGAAATGTTGTATGTGGGCATACAATGAATGGAAATCAACA
TACATCCNGTTATTCTCAGGATGATGAAGCCCTCTGCCAATGCTTTCCAAAGGTCGTCCA
AATCAGGGGAAAAAGTTTACAAAATCTGCAAGCCTTCTAGCGATACATTTACCATTAACT
TTACNAAGAACAAAAAAAANATGCTTTTTGTAATATGAACCAAAAGTTTATTTCTACCAC
TTTTACCCAGGACATTTGAGGAAGGAAACTCCAGTCACAGAGGGAATGCCCTCTTACATG
AACAGGCTTGCATTCAGTTCAATGACACCAGTAAAGCCAGTTAAAACTGCAAACATAATC
AAGAAAAAAGAAAGGAAACTCTTTAAAAACCAAGACAGAAAATAGAAAAGGGGGGAATGA
CTCCATCTGTATGATTATTGGCAACACCAAAGTGACACACCCACTTCTGCTCGTGTTAAA
TCCCTTCTTTTTCTACGCAAGTCGTGCAGAATTCTTTCAATACAAGAGGAACACTTTTTT
TTTTTTTACAAACAAAAAANCCCNGGAAATAAAAAAACANCTAANCGATTTTNTTTGANA
GCTTTCAAAGCNCCCNCGGGCCNAATTCGGCACGAGGCTCTCTCTCTCTCTCTCTCTCTC
TCTCTCNCTCTCTCTCTCNCTCTCTCTCNCTCTCTCNC
>CL2310Contig1
TCGGCACGAGGCTTTCTGCTGCTCGAAGACTTTCTGAGGACTATCGGGCTGAGCCGAGCG
GTGTGTTCCGAGACCAGGCAGCAAGCGGGTTCCCTTTGAACGTCTCCTCCATTCCGGAGC
GCCGGACACGCATAATGAGCGCCGGACAGACCTACGACAAAAAGATTGCCAGCATTTTGA
CCGACCTTCCCGGATCTATGAGCTGCCACCCGAACTCCAAGGATTCTCCAACTCTCCCTG
AGTCTTCCGTGACGGACATGGGCTACTACAGTGGACAGACGGGCCACCACGAATTTTACC
AGAGTCAGCCGTACGGACAGCCTATGAACTCCTTCCATCACCAGTTCAATCTAAACGGAA
TGGGAGCCGCTGGAGCGTACGCGACCAAATCTGAATATTCTTATACGAACAGCTACAGAC
AGTACGGACATTACAACAGAGATCATCTGCAGGCCTCTCCTCCGGGATCAGTAAAAGAAG
AGCCAGAACCAGAAGTCCGCATGGTGAACGGGAAACCCAAAAAGATTCGCAAGCCGAGGA
CGATCTATTCCAGCTACCAGCTTGCGGCTTTGCAGAGGCGCTTCCAAAAAGCGCAGTACC
TCGCCCTTCCCGAGAGAGCAGAGCTGGCTGCCCAACTCGGCCTCACGCAGACACAGGTGA
AGATCTGGTTCCAGAACCGGAGATCCAAGTTCAAGAAATTGTACAAGAACGGCGAGGTCC
CCCTGGATCACAGTCCCAACGCCAGCGACTCCATGGCTTGCAACTCCCCGCCCTCCCCCG
CAGTTTGGGATAACAGCACCCCCCAGAACACGCCAATCAGTAGGCCCCAGGCGCCACAGC
CGGCGCACAGCTCGTCGCCGCCCTACCTGGAGGATTATAACAACCACTGGTATCAGCAGG
GATCGCACCTGCAGCATCCGGGCACCGTGCACCACCAAGTCCCGCAGCAGAGCGTGGGAG
CTGTTTATTAACGCGGACTCAAAAGGCAGATGTGTTGCTTCACGTTTGGTTCCCTCAGCC
GTGGGCTGTCTGTCCACAGTGACTTTGCAGAGCAAACGCGGACACGGAGCAGGCCTGCCG
CGAAACAACACGTTTTGATTTGGGATGATCCAGGATGTTTTAGGTTTTCCATTCACAAAG
CACATAAGGGATTTTTAATCACTTTTGGCAGCGTATTTAACGGACATCCGGCGTGTTTTA
TATTATTTATGCTACTGTTATATGTGTAGCTTCCTAACTCCTGTAAATGAAAATGCAATT
TTTTTAAAGTAACAAACAAACGTCAAAACTGTGTGGCTGACCCACGCATGCGAGCAGAAC
ACGCACGTGGGTTTGTAGAAAACCTTAAAGTCAAACTCAGGTCATATTTATGTGGATTTG
TAAAAAAAAAAATGTCGAAGGCTGTAAATAAGTGTTTATATCCAGAACCACTATTATCAT
ATTTGTTTGAACCGTGGTGCTTTCAAAGACCCTTTTTGTATTCATGTAATTAATCGATTT
GTTGCCTTCCTGTCAAACGAA
>CL2311Contig1
GCACGAGGCAGATAGTAGCAGTAGCGACGACNAAGAGCTGAAAAAATGTAGGGAAGCAGT
CTGGGACACGCATATTCACAAAGCGAAGGGTGAATATTTATTTTCTCATTTTTGTGTCAA
TAAAAAGATGAACCATTCATGCAGGTCCGTGTAGCCTGCAAAAATGTGTAGCTCCGTGAA
TTCTCCGTATGTTTTGCTGCACATTCATTCACGTGAATAGGTTAAACATGTTGGGAAAAG
ACGTAATTCAGATATGAAATTACCATAATGTTGGTTTGTAGTAGGATTTTTGAGGCTTAA
ATTCATTTAGCTAAACTTGTTTTACAAAAATGCAAGTTTGTCATTTAACTTTTATTGTTT
CTGATCATTGAGCACTTCTGCATATTTAAGATGCGGACAGCAATGAGAAAGAGTCAAAGC
GGTAAGTACCGGTTGAAAAAAATTATTTTTTCATTTCAACGAATGTGTGTGCCCGTGCGT
GCGTTAAGGATGACTTAGCCTTTTTAAAATTTGAGTTTGATTTCTTTTTTACTTTTTGTT
GAAAACAGTGTTGGTTGTCGCGGGGCATGATCATGATGCCAAAAATGAGCTCCAAGTCAC
CCAAGGGTTTCAAAAACACGTGGCTAAAAAACTGGGACATTATCTCGACAGGTACAGTGA
TGTGGGATTTTTTAAAATGCTTTATCAAAAATTGTAAACCCCAGTACTATTGTGGTTTTT
TTCAGTTGCCTTTCAGAGACGCGGTCTAAAACTTCAAACTATCTGACATTAACAAACTGC
GAAGATGGTGATGATGACGGAGGGTTTCGTCTATTTTCAACATCTATCCCAGGACAGAAA
GTTACCGAGCTTCCATCTACTGTGAGGCGGCGACCCATCCCAAGTTCAAGTGACAGCGAC
AGTGAGATGGAAATGAGGTTGAGGGAGACAGCTGTGTCTGTGGAGGATCTTGTACCCGCA
TCCGCTCTCCTGTCTTCCTTAACAGAGCCTGTAGGCCTGGAAAAAATAAAGAAAAATGCA
GCTAAACGAGAAGAGAT
>CL2311Contig2
AGCAACTGATTCAACATGGCGGCAGATAGTAGCAGTAGCGACGACGAAGAGCTGAAAAAA
TGTAGGGAAGCAGTCTGGGACACGCATATTCACAAAGCGAAGGCACTTCTGCATATTTAA
GATGCGGACAGCAATGAGAAAGAGTCAAAGCGTGTTGTTGTCGCGGGGCATGATCATGAT
GCCAAAAATGAGCTCCAAGTCACCCAAGGGTTTCAAAAACACGTGGCTAAAAAACTGGGA



CATTATCTCGACAGTTGCCTTTCAGAGACGCGGTCTAAAACTTCAAACTATCTGACATTA
ACAAACTGCGAAGATGGTGATGATGACGGAGGGTTTCGTCTATTTTCAACATCTATCCCA
GGACAGAAAGTTACCGAGCTTCCATCTACTGTGAGGCGGCGACCCATCCCAAGTTCAAGG
TCTTCTTGATTACTTTGATTACAATGTTGAGTTACTTTGTATAGTTCTATTCTGATCCTT
CTACTTAAAAATTTCCCCTGAGCAGTGACAGCGACAGTGAGATGGAAATGAGGTTGAGGG
AGACAGCTGTGTCTGTGGAGGATCTTGTACCCGCATCCGCTCTCCTGTCTTCCTTAACAG
AGCCTGTAGGCCTGGAAAAAATAAAGAAAAATGCAGCTAAACGAGAAGAGAATCCCAAGA
AAAAGAAGAAAAGGAAAGACTAAATAATTAAGAGACTGAACAAAATTCCGCTTGTAATTC
CAAAGCAGTTGGAGTGCAGTGTGAACTCACTCCTGTCAAGGTAAAAAGAAAATCGGAAAG
ACAAAGCTAAACATGTATTTATATTTTTAAATAACTATCCACTGCTTTGGGATGTATTTT
TTGTTACAGACGTAGTCTTAAGGTGATTGAACTTTATAACGTCTTATACAGAAAACGTTT
AGAATCCAATGGGCTGCTGTTTTTATCACATTGTTCTTTTCTACATGTAAAGTTATTTTT
ATGATTGAAAATAAAACAAACAAACATTGTTGTCAGGTTTTACTTAATTTACTTTTTGTT
TTAATATTACAAAACATTTGAATAAAAAAGTACATTTCAGTGTTGATCATGACTTGATTG
TCTGTTGTTTCAAAGATGAATATCCTCTAGAGCATGTTCTAATAAAGAAG
>CL2312Contig1
TTTTGAATAAGTGAACTACAGGTCATCATAGAAGCTGCATGTAAGCACTGAAGAAAATAA
GAGAAAAACCACAAAGTCTGAATGAATCTTGGTGTAAACAGTGCAGCTTTTTATTGATTG
ATTGATTGGCTGGAAAAGTCATCGTTGACACAGTGTATGATACAGACGTTGTTCTGCACC
TTAAGAACCGCTGCTATAGTTATGACGTTCAAACATTTGAACTGCAATTAACTTCAAGGA
AAAAAAACATAAAAAAGGGAAAAAGTTAAAGCTGTGTGAGAGTCTTCCCGAGAAGAACAG
GAAGTCGCCGCACTGGCTAAACTTCGAGCTTCCTGTATGGCATTGGGGTCGAAGTTACTG
TCAAATCCTCAGCACACATCCCATAATTTCATTCCTACTGGCTCCTAAAGGTCTATTCTA
GTGTTTGTGCAGAACGTTACCATCTGGGCATCTGTGATAGAAGTGTTTCCAGGTGAAATT
ATTTTTGCTTTTTCTGCTACGGCTTTTCAAAGTAAAGCCACTTTTGCTGCTTCTCTGTGA
ATCAACAGTGAGGAGATTATATACATGTTTCATTGATTTGAATTTTATTTTAAGATCATT
TTTTAACGGAAAAGCAAGAAAGGAATCACTTAAAAAAAAAAATAGAAGAAAGAAATAAGT
GCCTGACCTTCTCTTCTAAGTGTAACGATTTTTTTGTTTTGTTTTTTNTACTATAAAGTG
AGTTTAGACATCTGGAAGTAAAAGACGCAGGCGCAGACTCCGCCCCTTTAGGCAGCTTTC
GCCACAGAACCAGCAGCTCAGACTAGCTTTGGTTGACTAATCCAAACAGACTCCCTCCCA
TCAGAGCTGGTGATTACCACTAAACAATGACGCACATTTAAACATCACAGCCTGTGTGGA
GTCCACATAAAAAACCAAACACAAAAACCTTCTAGGTGAGAACTGAAAAGCATCTTGACC
GGGTGACGTCCTCGCTGCATTTTGACTGAACAAGTTGCACTAATTGTCACTCAGAATGCT
GTTTGGAGGCAAAAAACACATTTTTTTGGCATAAAAAAAAGGCACATTAAGAAAAGTTTG
CGTGCAAAACCTCACAAAAAAAAAAAAATCTAACCTGCTGCATAACTCCAGCTCACAGCG
CTACTAATGCCTCTCAACATCTATTAGTTCTTCATGATGACAGGGAGGGATGTGTGGCAG
AAAGGCTCAGACGTGTTCACTTTATCCTCTAAATGCTTCCCTTTGAGTCCCATTTGCTGT
AAACTCTGAAGCTCCTGATCATTTTGACCTTCTTTTTCTGACAATAGACAGAGTCTACGC
TTTTCCTCTATTTCTCCTCACCACTATATAGATCCAAACTCTTGCTTTCATATGAAAATA
TTCTTGACTGGTTAGGTGAAAATATAGAATTACTAGTAGAATAGAAAGGGGTTAAATGTG
ATTAAAAAAAGAAAAAGAACCCCAGAGGTTGATTGTATCTCCCTTTTCAGCACGTTTCGC
TTGGTTTAAAGGCAATAGAGGTAAAGTGTAGAAGAAGGCAGCCTGTTTGTCGTCCAGCTT
TACGCAATGGCCCCGGCCATAAGG
>CL2313Contig1
TATCATACACAATGGACTAATGTTTATTAGAAAAACATTTTATAACAGATACACAATGGT
TTCACTGGAATGTGCACAGTTTAAAAGTACAACTTCTATACTAGTGAGTAAATCTGAAAG
AAATCTGCTATAAATACAACAACTGCAACAATATCCTGGTGATGGTCTGCAGTTACACCA
AACCTCTGCATTCAAAAACTTTCTTTGGTGTCAGCTGTCTGTGTGCCGTATTGTGCGCTG
GTTTGTGCTTTTCTTCAGGCCTCTACAGGAGTGCTGAGATCAGGTGTGGCGAGGGCAGAG
GCGGTGAAGCTGACCCGGACATCCCGCGGGTAAAATCCCTGGAGAACCCCATTTGCAACA
ATATCAGGGAGGCCTGACAAGCCAGTGGATAGATAAGGATCCTTAAAGAATCTTAACACT
GGCTGGTTTAAATAATGACAGTTGTCGTCTTGGCTGTCCAGTTCATCCAGGGATTCAAAG
CTGCTGTGTCTGTTTCCTGTGTGGTAGTGTTTCAAGTGGAGGAAGTCCAGCAAAGCCTGC
GGCACATCTTCATTTTGATAGATGACCTCCTGCACGTAAACTTGTAGTTCCTGTCGCCTC
TGCTCCATAGGTTTGGTCCTCAAATGAGGGTTCCTTTTGCTTGGAAAATCAGGAGTATTG
ATAATTTTCTTGAGTTTTTTGTGAAGAGACTGGAAATCGCCGTTTCTTCGGAGCACATAA
TGTTTCCTCTCATTAAACAAAACTTCAACTCGGAAAAGCTTTCTGCTCTTGCCGGACTCG
TCCACCTCCTTCTCCAGCGACGGGATCGACACTTTAATCATGGGGGGGCTTGCTGCCTCG
GAGAGGTCCCTTCCGCCGCGGAGGTTCTGGATCTCTGGGAGTCTCACTTTTTTCCGGTC
>CL2314Contig1
GGAGGGACAGGAACCATGACCGAGGAGGAGCTGTGGCGCCGGTTGGATGAACTTGAAAGA
CTGGAGGAGCTGCAGGACGAGCAGGACAGATTGTCCGATACCGCCGACACGAACGGCGAC
GACTCATCCTCGTCTTCCTCAGAGGAGGAGAAGGAGGCCGCCTGCGCGCCTCCCGTCAAC
GGCCTGAAGCCCGGCTGGAGCCCCGCCCCCCACAGCGACCCTCCACTCCCCAACCGGAAA



ACAGAAGATGACGAGCAGGAGGAGGAAGGCAGCTGTCTCCCCACCATCTTCTTCTCTCAC
ACAGTTGAACCGAAGAAGGTGAGAATCAACACGGGAAAGAACACCACGCTGAAGTTCAGC
GAGAGGAAGGAGCAGAAGGAGCATTCAAAGAGGAAGAAGAAGAACGGCCACAGCAACGGG
CACGCTCACCACGAGCTCCACAAAATCACGTCTCCAGCGGACGTTTACAGGCTCTTTGTG
GACGTGAGGAACGGCGAGCCCGTCCCCAGAAAGTCCATCCTGAAGTCTCGCAGTCGAGAG
AACAGCGTGTGCAGTGACACCAGCGAGAGCAGCGCCGCCGACTTTGAGGAGCGGCGCGTG
ACGGGGCGGAGCTTCAGCCACGACGAGGCCACGCACAGCGACACGAGCGACGGCGTCACG
GAGGAGGACAGCCCCACCGCCGGGCCTCTGCTGAGCCGCTTCGAGGCCTTTTCCGGGACG
GTGATAGAGAAGGACCCCATGCCCACAGGAGTCCCCCACCTGACCATCCTGCCCCCCGCG
CTGCCCACCATCCCAGAGAGGAAGCAGGAGGAGGTGGCGTCGGACGTCACGCCGCCGCCG
GTGCCGCCGGAGGCGTCTAAAAGATTGTCAAAGTTTAAAGCTGCCAGGTTGCAGCAGAAA
TGACATTTGAAGATGAGATTATTCTTTCACCAGTAAACAACTTTTATATTTCCTTACTGT
AACCACGCCGCTTTCCCAGCATTCCCCGGGAAGCGTGCAGTAGCCACATAGATGCGTCTC
TTGTTGCTGCGTTTGTGACGCGTTGAGCCGCCAGGTGAGTCTGGCTGCAGGCTCTGGGCG
CCGTGGCCTTCCTCTCTTTGTCAGAACCAGGGGCGGCCATGTTGCTTTTTTTACCTGTGG
ACCTGCCTGGTGAATGTATGTTTTCCTCTCTGCAGTAAGAAAATAAGGAAATATTGATGA
AATGTAGCCGGAAAATAAAGGATTCAAAGCTCAAAAAAAAAA
>CL2315Contig1
CGGCACGAGGGTTCAGCGACAGCAGCCTTCTTCACCAGGAACGCAACACCAGAGGAGCGC
GGAGAGAGCCGCGTAATCCCCCGAGTTTCCTTCTCGACGTTTCCACGCACACATCTTCGT
CTCGCCGCAGTAGCGGAGTTGTTAGTCGGTCGGCCTCAGTCATGTTCCTGAAGGTGGTGT
TTTTCGCCGCGGCTGTGGCGCTGATTGGCGCCGAGGCATTAAACGCAGATGACTGTAGCT
CTTTGTCGTGTGAGAAATGTGGAACCACGAGTGGCTGCCAATGGGCGAACTGCACAGCAA
TCTCGTTTTTTGGTTGTGTAAACGCAACTTTTGCTGGAGAGAACGACACTTGCACCAATG
CCAGCTGTTCAGCTTTTCCGTCCACTCCAGTCCCGGCTTCAGCTTCTTCCCCTCCCACTC
CAGTCCCCACCACCGCTTCCTCTAACAGTTCTACTACAGAGAATGCAACAGTCGGTACAA
CATTCCAACCAGCTCCCACTGTCAACAACTCCACTTCCACACCGGCTAATTCAACTGCAA
CAAACTCCCCCTCAGTCGACCCTCCGAAGACCTCCACGTTTGACGCCGCCAGCTTCATCG
GTGGAATAGTGCTGGTCCTGGGCCTACAGGCCGTGATCTTCTTCCTCTACAAATTCTGCA
AATCCAAGGACCGTAACTACCACACCCTTTGAAGTGGTTGGAATCATTCTGCCTCCGAGC
AGAGCCTTCCAGAGAAAACTTTCCATTCAGCACATTCGCATCCGAGCGGACTCGGTGTTT
CCAACT
>CL2316Contig1
TTTTTTTTTTAGGTTTAATAAACAAAAAAACAAACAAGATACATTTTATTCGAGTTTTAG
ATTATTAAAACAGTTTATATACAAAACACAGGATTTTCTATTCAATAACTTTATTCTCTA
GATAAAATAGTGATGATTTGAAAACCAAATTTCTTAGAAAAGAAAATGTGTGAAATTATT
CAAAGTTGTAGCTGCACAGAAAGCTTCACAGTTCCACCTAAAACTTTGTGTTAAAGCCAA
TATTTAGGTATAAGTCAGAGCAGAAACATCCTCCTCCATCTGCAACAATGTACAATGCAA
AACACACACATCTTCCACAGAAATCCTCTCTGCATGTTTAGATGAGATGCATTTACTTTT
GAACAGTCAGTTTTGCAGAGCAGTAGGTTTCCCCGTGGTCGTTGGTGGCTCTACAGGTGT
AAACATTGGTGTCTTGCATGCAAACGTCTGTTAAAATCAGTGCACAGCATCCATCTTCAT
CGTATTCTATCTGCACAGCGGAGGACTCCTCCAGAGGTTCATCTCCACACAGCCACACCA
CCTCTGGGTCAGGATATCCTGTGAGGTTACAGGACAGACGGGCAGAAGAGCCCTGAGTTA
CAGTCTGATCTTCCAACTTCTGCGTGAACACAGGTGGACCCTGCATCTTAAGTTCCAAAG
ACTGTAGAGCGCACTTTGCTTCGGGGCTCATGAGTGAGACCTCTCCAGGGGTTGTTGGAG
ACACACAGCTGTCACTTTTAGACAACAGAGTCATTCTCTTCAGGGCGAGCATGGCCTTTC
CAGCTTTCTTCCACTTTTGCCTGGCTAAAAACCTCTTCATCTTCTCTTTGGACAGACTCT
TNGTAGAGGTGAGGTCTCCAGAATCAAAAGCAGCGATCCAGGGATGAGCGAGGGCTTCTT
CACAGGACATCCGTCGCCTGGGGACTTTGACAAGCAGGGAGCTGATGAAATGTTTGGCCT
CTTCGGTTATATCGCTAAAGCTCTCTTCATCAAATTCCCACTGAGCTGATGTGACCAGGG
CCAGAGTCTCTGCATCACTTTCTCCTTGGAAAGGAGACTCTCCACTGAGCAGGATGTAGC
AGATAACTCCAACGCTCCACATGTCAGTGGCCAAATGCACAGGCTCATAGTTGATAACTT
CAGGTGCAACAAACTCGGGAGTTCCATGCATCACCTTCAGAGGTGTCTTATCATCGATCT
TGCTAGCTAATCCAAAATCAATGATCTTAATGGAGTGACCGTTGGTGTCGACACACACAA
>CL2317Contig1
CNGCACGAGGTGCAGGCTTTGCTTGTTGTGTAAATGAACAGCGGTATGTTTGGAAGCAGC
CATTCCTCTGGAATCTCTCTCTCTGAAGATCCACAGAAGAAAAACAATCAGTTTGTGTCG
AAAGCCGCATCAGCATTTTTCACAGCTTTTGAGCGTTTAGGCATGAAACTGACCACCGCC
GTCTTTCTGCTGAAGGATGTGAGCCGATTTCTTCACTTTTTCTCTGGCTGCACGTTTGTC
ATCTGTGAGCAGGGATTGTTTTTTTGTTTTTTTTGTTCTCAACTGCAGGAATTTAGAAAG
ACTTGCTTTCCTTATAAGTAAAAAAAAAATACATTAAACGTCTATTTATTTATCATAATT
TTTCCCCGCTAAATCATTTCAAGGTCACATTTTTTCTTTAGCCTCGTCTAAAGCAGATCT
TCAGTGAGAAAGCTGAAGGTTTTATGGAAACAAACAATAAAAAAAGCATTTTTCTAAGAA
AGTGTCAGAAGAAAGAACAGCTTTCTTTGCTGCAGCAGGAAACCTCTCAGTCAATCCAGA



GAGATTTCCCTTTAGTCCATTCCAGCTGGGATTCATCCCTCATTTGAACTGAAATCCATC
CCTTTCCGTTCGTCTCTCAACGTTCCAAAGATTCAGGAGTGATGCCACCAAGACCAAAAT
CTGTTCAAGTTCAGACAGATTGTGTTGGAAGTTGCTTCAGTGTCTGACTTGCATCGTCTG
CACACCTTTGACTGGATGACGTAAATGAATCTTTTTGCATGTTAAAGCAGAGTATGAAGG
GGCTTATTTACGTTTTTGTTGGTGTTTACCACCAGAGTGACAAGCTGTAAAACATCCCTG
CTAGAAAACGTCGCAACCATTCCTCGGAAAGCACTGCCTTTGTTCATTGTCACTTTTCTA
ACGCTGATCATAAATAAATGAATTTCATGTTT
>CL2318Contig1
AAAACTTTACACAAACTTCGTGCCAAGCAGAGGTGACGACGGCTGGAATCGATTACCTTA
AATTATGATTCTGAAGTTCATTAAAGCTTTTAAGTTATTGAAATTATGTTTCAGACACTT
TCTGTTCAATTGATTTTAACAAAGGTTAATGTTTTAGTGGAAAAGATCAGTCAGGATTCC
TCCACACAAAGTCCTTCTGACTCTCAGAGTTTGGAGAAAACCACGTCTTTGGGGCTCTTC
TTCTCCATGGAGGCCTGGGCGGATTTCATCACGTCTGCCGTCTGCAGCATACTCATGTTC
CACGTGGCCATGTAGTTGAGGCCCTCAGCAACGCTGTGGTCTCTGGCGTATATGAGGTTG
AGTTTCGTTCCCTGCACGGCCACCGGACTGCGAGCAGCGATCTCCCCCGCCATCTCCAGA
GCTCCGGCCATCATGGCGTCCTTATCCACAAACACTCGACTGACCAGACCACAGCTTTTC
GCCTCATCTGCATACATCTTCCTAGCGGTTAGAGCGAGCTCGTTCACCAGGCTGCTGCTG
CCGATGACTTTAGGGAGTCTCTGCAGAGTCCCGACGTCTGCCGCCAGCCCGATGTCGACC
TCCTTGACCTGGAAGAAGGCGTCCTGGGTGCACAGGCGGATGTCACAGGCGGTGATCAGG
TCAACTCCTCCACCGATGCAGCCACCGTGGACGGCCGCCACCACAGGCTTTGGACACTTC
TCGATGACGGAGAACGTCTCTTGGTACTTGGTGATCAGCCTTCGGACGTTCCACGAGACT
CTGGCCGTGTCGTCTCCTTCTGGGTGGAGCATATCGCCCGCCATGTCCATCAGGTCCAGA
CCTGCAGTGAAGAGCTTTCCAGATCCAGAGACCACCACCACCCTGCAGACCGGATCCTCT
GCAATCTCATTAAAGCACTCCACCATCTCCCTCCAGAAGGCTTTGTTCATGGCGTTGCGT
TTCTCTGGTCGGTGCAGCTCCACGTGTGTGACGGCCTCTGTGGGCCGGCTGACGGCCAGC
GTGGTGAAGGGGGCGGGGCCACCTGCAGACGACATGGTTCTGCACGCTACCTGAGCGGGT
CGCCACAACCGCCCAGTTTTCAGGGCGAATCCGACCGACAACATGGACCTTTGACCAAAG
ATCAGTTCCAGCAGAGCAACCAATCACGCCCGGTGCACTGCAGGGTGGTAGTTACTCTGG
AGGGTAGTTAGTCCTACTCCTAGGGGGTAGTTAGTTAGTCCTCTTCACCTGCTGCTGACC
GAAAGCTAACGTTAATAATGCGCCTAGGCTAAAGTGATAATCATTTAAAAACTAAGGTCT
TACCTAAAATATTTCATATTTATGGACATCTAAAACAATATTCCACCAGTTTGCTCGACG
CGTGGTCGAC
>CL2319Contig1
CATTTAAGCTCCTCCCCTTTTCTTCAGAAGACCCCTGACATGATCCAGAGGAGCTGGAGG
TCCACGTAGCTCCGACACTTCTGCACAAACCTGAAGCACTGCATCTGGCAGGAAACGGGC
CGAAGGGTTTCCATAGAGACGGGAACAATCATGAGGAGTGTCCGGATCAGGAGGTTCAGC
TGCTTCAGGTTAGTGCAGCTGAACCTCCTCTGGTCCGCGACTTCCTGTACCTCTGAGGAG
CTCAGAAGACACGTCACACGCTTTAGAGAACGCAGGAACGTCTAGAATTAGTCACGCTGT
GGTTCTTTGGACTGTTCAGAGGTTTCAGGTCAGACCTTTGTAAAACTGCAGGAAGAATGA
CCATCCGTGTACGTTATTTCCCCTTAAAGACATCTGCTTCCTGTTTGACTCGATCGTGTC
TGGGCCCGGACGCAATGTTTGGATGGCGTTTTGACAAAACCTACTGATCAAATCGGATCA
AACATCTAATCTGACTTCAATGATTCATCCACGGCCCACAGTGACGGGGAACGTGGAACC
GTANACTTCCAGTTAGAACAGACAAAACCCTGATCCTGACTTGACCTCTGACCCTTGTGG
AAGACGCCATAAGCAGCGTCTTTACTGCCTGAAACCAGACATCGATGTGAAGAAACATTT
GAAAGTGTTCCAGTTAATTCGGTTTCAAACTGGATTAAGTGAAACAGCTTGGCGCTCCTG
CGGAGGCGGGGCCTGGCGGTGGAAAATGAGCAGGTTGTAAATAAAAACCTTTACCTTTGC
TTTGAACACATTCTAATCTGCCACACCCCCCTGTATACCTGCCTTCCACCTGCCCTCTGG
GGGGTATTTTAGGCTGTGTAAACGGCATTGCAGCTTCTCTGCACATCAAGAGCTTAGAAA
CCCATCTCCAAATTAAGCTCCGCCTTCTTTAGTCCCTCTGCTGTTGTCTCAAACCGATTC
CTACTGAGTTCACAGAGGTTCTGGCGGCCTTGACCTCGTGATCATCGCTGTTTCACAGAC
TTTGGTCTCTGTGCTGATTGGTAGGACAACCCTAAGCTGCATTTCGCTAACGTTTGCATG
GAAGCGTCTTCCTCTCTCCTTATGCATGTATGAAAGCATTCAGCATTTTCAGCCCTGAAG
ACGGTCATGGCGGCGGTCACGGCGGCGGTCATGGCGGCGGTCCGGCATTCCTGCAGCTGA
TCCTAGTACTTTGTCTCCTCGTGGTTCTAAGCATGCAAACATAAAGTACAAATGAATTAG
CTAGTTAGGTGGGGCAGTAAATCCTTATTTGCACTAACCAGCCTGTCACTTCACAAACTG
ACGTCTCTTTTAGCCACATTTAGCCCAAACGTCTGCATGAACAAGCGTTAGCGAGGCCGG
TTCACTGCCAAGCCGAACTAACCAAATACTGGAGACGTGACGGCCAGGAACTGTAGAACT
GGCTCCTTTTTTGGTTTTGCTGCTCCTGCTGCTCCCACTCCCTGATTAGATTGATTGTAA
CGTTTCTGTGCATTGAATCCACATAAACAAATGTTTTCCACAGAATGTGCCACTTCTGTG
TATGATTTGAAAAACGTGTTTTGAATGCAGCTGCTGCAACTAAAGCGGTGAAAAACTTTG
TGTCCTGTTTGCACATCAAACTATTGGATTTGATGGAAATGTCCTGCAAATGCAACAGAT
GCTGGAGCCAAAGCCCAAAGCTGGATGTAGTCGTGTCACCTTGTTTTATTTTTCCAAGGT
GACGTTTTTGGTTTGACAAAACTTTACTCTCACCATCAAGTTGAATGATGTCAATGATTG
TTGCCCCTAAGCTGAACTTTCTGTTTCACATCTAACCGGCACAGTTTCATTAGAAACTAT



GACTGCAGATCTGACCTGGTCTCTGGTCTCTGGTCTCTGGCCTCAGCTCTGACTGGGTCT
CTGACCTGGTCCCTGACCTGTTTCCTGACCTGGTTCCTTGCCTGGTCACTGGCCCCTGAC
CTGGTCTCTGACCTGGTCTCTGGTCTCTGGCCTCAGCTCTGACCGGGTCTCTGACCTGGT
CCCTGACCTGTTTCCTGACCTGGTTCCTTGCCTGGTCACTGGCCCCTGGCCTGGTCCTCA
GATCTTGTAGGAGAGCGTTGATGGCGGTGGCAGACTGGCAGTTGCACAGGGGAGGACAAG
ACTGCACTTTGCTGTTTTATTGTGGATGCCTCAGTTTTTGAAAATATGATTTGTCAGTGC
TGAAATGATGTGAGTTGCTTTTTAACCAAAACACGGTTATCACATAAAACTTGGATCAGT
GGCTCCTGTTTGCAAAGAACAATGG
>CL2320Contig1
AGGGCGGCGGCGGCGGGCAGCAGCAGAAGCTACCTCCCTCTAGGACTTGGGGACCTGAAA
ACATCAGTGTCCGTTATTTCAAGCCAAGTGACCAGAATTGGCTGCAAACATTCACGACGA
TGAGTCAGGCAGAGCAGGTGCCTGAGGACATGCCTGCATACCACAACGATGAGACAGGAG
CTGCAGAAAATAACAAAGATCATCCCGAGGCACAACCTGGAATGTTCGGCAGGTTGGCGG
GGGGGTTGTACGGAGTCACAAAAGGGGCTTTAGGAGCCACGGTGGGCGGGGTGACCTGGA
TCGGAGGAAAGAGTCTGGACCTCACCAAGACTGCCGTCAGCACTGTAGTTGCCGTGCCCG
TCATGGGAGCAGGGCTGGTGAAAGGGGGAGTGTGTGCCGTGGCTGGGGGCGTCACCGCCG
TCGGCGCCGCAGTGGTCAGCAAAGTGCCCATAGGGGGAGGTAAAAAGAAGGACAAAGCCG
ACTGAAGAGGCGTGGAGCAGAGAAAAGTCAAACCAGCCGAGCTGTTTGGCTCAGACTGTA
GTGGAGCGCCTTCCTGTTTCCATCTGGGGAAAAAAGAGCAGCAGACTCACAGCTCTGTGC
ATATCTTTAGGTTTTTTTGGAAGGGGAACGATCCCCGCCCTGCCTCAGTTTCTTTTTCTG
TTACAATTACAAGTTTATGCTCACTGATTGGTGTATGCACAAGTATGTGTTTAGAGTTTA
TAAAGCAGATGCAGAAGAAGAAAAAACCTACAGAGGAAAACTGCACAGAAGCTAAACTGT
TTGTGGAAAACAATCACCGAGTATGGATGCACAAAAAGGAGGTGTTGGGATTTAAAACAT
TAAGGTTCTCTTTGAATTCCACAGTTTAATTTCACATCACATTTGTTCAGTGAGCAGATG
TGGTATTCTAGAGGTGTTGCTGGATTTCATTTGATCTTTTTTTCCCCCTTCTACTTCCCT
CTCTGTGTCACACCTCTTGTATTTATGTTGTCAGCTGTATGAATGGTAACTCCTGCTTTT
GATAAGGTTTTTACTGCAGTAAATATTGTGTCACAGTAAGTATGAAAAGGCTCCCTTATT
TTTATACATGACCTTTTCTTTATATGTGTCCTTGAAAACAAAAATAAATAAAAAATATTT
GCAAATAATTTTCATCTCTTTTTCCAAAACAAAGGAAAAATGGAACATTGGTAACTTTGT
TTTTTGTCTTTATTATTTAGCGGGATTGGAAGCTTCTTATGTTTACAACAATAATGCTTG
AGTACAAGATGTTTGAACAACTTTTTGGTTATTGGTTATAATTATAGATGAGTTTTTTTG
TTATTCAAGCATGGCAGTGATTTGTATTTCCTTTCATTTTTGTGTTTTTCTTCTTTTTTA
TACTTCTAAAATCTATAAAAAT
>CL2321Contig1
GATTACTCCACCTCTGCAGAGAAGCTCCACCGTCCGGAGACGCCGTCTGAACGCGGGGCC
GCTGCGCGTAAAGGATGAAAATGTCCGCGGCGGAGATCAGCCAGGTCCTCAAGGAGGGAG
AGCTGGAGAAGAGGAGCGACAGCCTGCTCCAGTTCTGGAAGAGGAAGACGTGCGTCCTGA
CCACGGACAGCCTCAACATCTACGCCGACACGCAGAAGCGATCCAAGGGCAAGGAGCTGA
AGCTGCAGTCCATCAAGAAGGTGGACTGCGTGGAGCGCACCGGCAAGTTCATCTACTTCA
CCATCGTCACCACAGACAACAAAGAGATCGACTTCCGGTGCTCCGGGGAGGAGAACTGCT
GGAACGCCGTGATCACCATGGCCCTGATCGACTACAAGAACAAGAAGGCCATTCAGGACT
TTAAAACGCGCCAGGACACCGAGAGCGCGTCGCCCGGTCAGCAGGAGAGGCGCATGGCGC
GAGCGCCTTGAGCCGCGAGCGAGCGCGCGGGCGGGCGGTCAGCCGCTCCTAATATGGTAA
GACCCGCGGAGGATTCACGGCTGTTCCGCGGCGGCGCTGACGCGTCCTTCACTAACGAGC
CGCCTTTTGCCCGTCCAGCAACACTGTGGACCACGGGTTACCCGGACCAAAGGGAGGACG
AGGTCATCCGGTCCAGAGATGAAGGACTGTTGGACTGAAACCCCGGAGAACCGGAGGAAA
CGGACGTCCAGGAGCTCCAAACGGACTGAACTCCAGCTGCCGACGTGATTTCATGTTAGC
TCTCTGGGGACAAATAACTTCTCCAATCATGATGGGAGTTATGGTTTTACTGCAAACACT
TTCTACTTTAAATTATTGACTATTTGTATTTATTTAAATA
>CL2322Contig1
ATTTCTTGTAAGTTTACAATACATGTTTCATGGGTATAATCTGGTTTTTCATTTATTCTA
AACAGAGTCTAATTGGACCCCACAGCACATCAGCTTTTGTTACATTTTCTGGCTGCAGTA
AGACAAAAAACAGTTTTATTAGTTGGTCCAGGCATCAACATGACAGTCAGAGGTACTGGG
GGGTACTGGGGGGCGTGGAACAGCCCACTGGAATGAAAAGTGCACTTTCAGAGGTCCATT
CAACTCCATGGACACCAGAGTTCAGGTGGTCCACCTGCTGCTGGTCCCCCGTCAGCCATG
AGGCAACGTCCTGATACTGAAGTGTTGACAGAGAAACAGACTGACAAGGTCAACCTAAAG
GTCGTGTCTCACAGCAGCTACCTATGTGTTCTACGTATGAAATGCTGGTCATCCGTGATC
CATGCGTGACCTACGTACATTGTGCTAGATTCATCCAAAAATGTGTGTCTTTCCACGTTT
GTCTGACAGACTTTTCATGCATGAACCACTGATGTGTAACTTTTAGATCACGTATACGGC
GCACAGATCACGTTCAGATGACATCATTGATGCATGAATCTCTGATGAATTACAGATAAA
CATCACAATAATCACACGGTTCATGTTCTACGTTGGTTTACGTGTTCTTAGCGTGTTTAT
TCCTACTTCTTCTGTGGTTTTAACGTGGTTCATTCCTGATACATCTGTGAACATTTCACC
TAAAGACCACAACTTTCTCACTTATGAATCACATATGACCAGTTTACATCCAAACGTACG
TAGAGGCTGTGGGACGCGGCGTTTACCTGCATCAGGAAGGACATTCCTCCCACCTGCAGG



TGAGACGAGGACTTCCTGTTTAACCTCATGAAAAGGATTCAGTTATACAACTAAACCTTC
TTCAGTTGTAGTTCTGATCTGGACAGACGGTCATCTGTGTTGCCGCTCAGAGACCGTTTC
CTATGTTTGCAGCGGTTATGGAAAATGATTCAATCTTCTGGGCCGTGGTTCTGTCAGCTG
TTTCCGTCAGAAAGCCGGCTTTAGTTTGCTGACATCTTGCGGATCATGTAGTTGAGGATT
CCTCCGTGGTGGAAGTAGGTCAGCTCCACGTCGGTGTCAAACCTCATTCGCACTTGGAAG
GTTTTCCCAGAGTCCAGCTTCACATCCGCCAGCATCCTGGGCGTGAGCGGCTCTGGGATG
CTGATGCTGTAGCGCTCCCGGCCCGTCAGGCCCAGGCTGTCCGCTGAGTCTCCTGGCAGA
TACTCCAGGGGGATGACTCCCATCCCCACCAGGTTGCTGCGGTGGATCCTCTCATAGCTC
TCAGCCAGAACCGCCTTGATGCCCAGCAGGAACGGGCCTTTGGCCGCCCAGTCTCTGGAG
CTCCCGGAGCCGTACTCTTTCCCCGCCAGAACCAGCAGCGGCTCACCGGACTGCCGGTAC
CTCTCTGCAGCATCGAACACGTCCAGCGTTTCTCCGCTCGGCAGGTGGACGGTCTGCGGC
GCCTGCTTGCCCAGGAACTTGTTGAAGAGGCGGATGTTTGCGAACGTCCCTCTGGCCATG
ACGGCGTCGTTCCTCGCCGC
>CL2322Contig2
TTTTTTTTTTCAGTTCAAATAAACCTTTATTTATCCCCAAGCAGCAATTTGAGACAGAAT
GAAACAAAATAAAGCATGGGAGCAAACATACACAATCTCACATCATAAATATTTGAAAAA
TAACTGCATGGATAAAGTAGTACACACAAGGGAAAAAACTTGACTCCAGTTTAAAACTCA
TTTCTAAAACACAGTGATCCCTCGACATCTTCTATGTATCCCGGTCAGATCTGCGTTTAC
ATTCTTCTTTTTCTATCAAGGTTTGAACTTTGAGAGTTTAAACGGGAGAGAAAGTGTAGA
AAGTGTGTGGTGAGGAGTTTGACAGCATTAACACATCTGGAATCCTGCTTTTCAGATTTC
CCCCATCAGGTTATTCTGAGAAAGTCATAAACGAGGGAACGCCGCTAGACTCTGTAACAT
ACATGAAGAGCAAACCCACCGTCTCGTGATGTTGTTGTTGTCTGACTTACTGCCACATAT
TCTGACTTAGCAGCATCTTCTGAGTCTGCTAATGACGCCGACAGCACCGCTGAATGTTTG
CTAGTAATTTGTGCTACAAAAATGTTAATTCAAATAACAATTAAAAAAAAAACTGAAATG
TTTTGTGTTAGAAGCTCAACAACTTAGCATTGTTACGAAGTGTTTCTGGTAAATAATAAA
ATGATTACTTTTAGGGAAAGTATAAAGGTTGGAACATTTTGCTCTTGTAAAATGTTTAAA
ACAGAAGCTGTCAAGGTCGTGTCCCACAGCCGCTATGTACAGTTTATGCATATGACACGG
ATGTAAACTGGTCATACGTGAATTCTGCGTTGAAAAAGTCAGAAAGTTGTGGTCTTTAGG
TGAAATGTTCACAGATCTATCAGGAATGAACCACGTTAAAACCACAGAAGAAGTAGGAAT
AAACACGCTAAGAACACGTAAACCAACGTAGAACATGAAGCGTGTGATTATTGTGATGTT
TATCTGTAATTCATCAGTGATTCATGCATCAATGATGTCATCTGAACGTGATCTGTGCGC
CGTATACGTGATCTAAAAGTTACACATCAGTGGTTCATGCATGAAAAGTCTGTTAGACAA
ACGTGGAACGCTCCTGGAAAAACACACATTTCTGGATGGATCTCATAAAAAAATGTAAGA
TTTACGTAATAATTGTGTATAAACTACATAAAATACTCAAACTGAATAATTCTCAACTGA
CCAAAAATTCAGAACAGCTAAAAAATGAATTCCCGTAAAGACCCGTCGGCTGAAACCCTC
GACGGGCATCTGAGCACATCAACGAACGCAAGAAACACGTATGAATGACGTAGATCACGC
TTGGATCACGGATGACTGACATTTCATACGTGGAAAATGTACAAAATGTGCTCAGCAGCT
GTGCAACACGACCTTAAGTTTGTGGTTTCCTGCAACCCTGAAGCCAGATTCAAAATAATT
AAAGCAAGTTTGGCTCCTACAGAACAGGAGGCGACTTTTTTAGGTCCTAAAATACAGAAA
GTTGAACAATGAAGACGTGAAAGTTAAACTGAATCCTAATTAAGCTGATATTCCTCCTGG
CTAACTTGTATTTTTTTGTTGAACAGTCTTGAAAAGTCTGTGCTCCTTCTGAGAATATTT
TTCACCATGTTCTTTAACTGTTTGCTAAAG
>CL2323Contig1
GCAAAGTTNAGCAGCTGAAAGGAAAGAACTTCGAGCAGAAAAAAGAGTGGTAAATGCAAA
GGAGCCTGCATAAACCGACAGAAATAACTGGCGCACACGTCGCGTTTTACCACAGAAGAG
ATTTGAGGTTCTTCCAGCGAAACTTGCATTGCTTTGGTTTAACGGACTTACCAGCATGGC
AGAATCCAAAGCTAAAGAAGCAGAGTTTCTTCCTGAAGATGTTGGAACTGATGACTGCTT
GACTTCATACACTTACATCTACAGTCCAGATTTACTAAAAGATCAGGTTGCTTTTATCAC
AGGAGGGGGATCAGGAATTGGACTTCGTATTGCTGAGATCTTCATGAGGCATGGTTGTGA
CACAATCATTTCCAGCAGAAACCTGGACAAGCTCAAGGAGGCGGCAAAAAAGCTGTCTGC
TGTGTCAGGACGGCGCTGTCTTCCTTTGTGTGTCGATGTGAGGCAGCCTGACAGCATAGC
TGCTGCTGTGGATGAGGCACTTGCACAGTTTGGCCGCATAGACATTCTTATCAACAATGC
AGCTGGAAATTTCCTATGCCCTGCCTCTGCACTTTCTTTCAACGGCTTCAAGACCGTTCT
TGAAATAGACACTCTGGGCACATTCAACACCAGCAAACTGCTTTATGAGAAGTGGTTTAA
GGATCATGGAGGCAACATAGTCAACATCTCTGCAACCCTTCAGTACAGAGGACAGGCCCT
CCAGGTGCATGCAGGTTCTGCAAAGGCAGCAAATGATGCCATGACCAAGCACTTGGCTGT
AGAGTGGGGGCCCAATGGGGTCAGGGTCAATGCTGTGGCTCCAGGACCAATCTCTGGCAC
AGAAGGCTACCGGAAACTGGGTGGTCCTATAGGGGAGGCTGCAGGTGTGTTTCAGTCCAT
TCCTCTGCAACGAGCTGGCAACAAGACAGAGATGGCCCACTGTGTTCTCTTCCTGGCCAG
CCGTGCGTCTTCTTACACGACTGGAGCCATCCTGGTTGCTGATGGTGGAGCGTGGCTGAC
TTCAGCCAATGACGTTTCCACAATGTTGGGTTATTGGTCATCTGAAAAGAAAAGGGACAA
GTGATCAAGAGAAATTTAGCAACTTTCTAGTATTTCTTACCCTTAAACAGTATTTGTTTT
TAGTAAATACTTAAGAAAAAACACTAATATTACTGTACTCACTACCTAATGTTCAATTAT
GGGTCAGTTATGCAAAGAATTTTTAAAATGTCACCTATGAAACAGTAGTATCAATGCTCT



TTGTGTTGTAATGTTTTTTGTATTAATTTGTCCTATTTTTAATAATAAAATAAATGTTTA
ATTATGGTAATTAAAAAAAAAA
>CL2324Contig1
TGCAGACATAAGAAAAACATTTATTACATTCTGTAACTGTACAAAAGTCACATTTGTTCA
CAGAGAGGCCAGTACAGCGGTATTCACACGTAACAAACAGGACGTTGGTCTCAGACAGTA
AGGCCACAGCAGACTTCAGAGGCACAGAAAGCGATCCAGTTCTGAAAGATTGGACAGAAG
TCTCCTCAGATTTTAACCAAACGGAATAAAATCAAAGAGAGTAGATGAAACAGACAGATC
CATCTCTTGAAGCGGCGATTAGAAGGAAAACGCACACAGAACCCTAAACATATGAAGCCT
GAATCTTGATGGCGGAACATCAGAAATGTCCTGGAGCTTTTTAAGAACTTTTTTCATTGA
GACATCGGACATCAATGAATAGAAACGCAGCAGAGTCAGAACTGTCTCCAAATGGTGACC
TGATCAGATTTTTTTTTAAAACTTCCTATGTAACTTGACCGACTATTATACAGTAACTGA
TACAGGAAAAAGTACAAAAGTAACAAATCACTGCACAAGGGTGAAAAGGCTGATTGTTCA
CGCGGATGCTCTTCATCGCCTCCTGATATCTGCCAAACCGTGAAGCAGCCGATCTTCTAA
TTCCTCTGAACGCCACACTGCTTCATTGTGTTTTAGTGACCAGCGCGTCCGTCTGTAAAC
CTTTTGACTTGTGAGTATGAGTCCTTCTCCAGAGCAGCGCGGCCTCAGCTCAGCCCCATG
CCCAGCTGCTTGCTCATGTCGGTGCAGACAAAGAAGGTTTTCAGCTCTCCTTTGCCCTTG
ACGTTGATCAGTCCTCGGCACTCACAGGAGTAACCCAGCTCCTGCAGCACCTCCGACGTT
TCCTCCGTTACCTGAATCTTCCCCAGCTCCCCGGTGCTCTCCATTCTACTGGCTACATTT
ACCGTGTTCCCCCAGATGTCGTACTGCGGTTTTCTGGCCCCGATCACTCCTGCGATCACA
GGCCCATGATTAATTCCCACACGAAGTCTGAAGGTGTTAAAAGAATGTCGGTTGATGCCG
TCCAGCTTGCCCATCATGGCGATGGCGAACTCCACCACATTCCCAATCTGTGCCTGCTGC
TTGTCCCGGTCCTGATTGTTCTCCTGACCGGGGGTCCCGCTGAGGCCTGCGGCAGCCATG
TAGGTGCTGCCAATTGTCTTGATCTTCTCCACACCGCTGAACTTTGGTTTGGACAGCAGC
TCATCAAAGTCGGCAATGATCTCATTGAGCAGCCTCAGGCATTCCAGGCCCTCTTTGTTA
ATATCACACTCTGTGTAAAATTCTTTGAAATCCGGCACCGAGGCGAACATCACACAAACG
CAGTCATAGGACTTGTAGTAGAGGTCCTCAGTTCTTCTTGTTCTCCCCGACAAACAGCGT
CAGCCACGTGGGCCGGAAGCACGTTT
>CL2325Contig1
ACTGGACGGTGAGATAATGTCTCACATTGGCATAGTTGTGGTTATTATGACCTTACACGC
TGGAGTTAGGTTGATGGGATTTTAAGGTGATGATTAGGAGTGCCTTCAGGTTTCTAAGGA
CCAATCCTCTGTCTGGACAACAAAGGATGTCTCAAAGCTGTCTTGCGGGGAAGGTAGCCA
TAGTCACCGCTTCCACAGATGGAATTGGGCTGGCTGCAGCTGAGGCTCTTGGAAAGAGGG
GGGCTCACGTGGTTGTGAGCAGCCGGCGGCAGGCCAACGTGGACAAAGCAGTGGCCCTGC
TGCAGAGCCAGAGCATCCAAGTGACCGGGACCACTTGTAATGTCGGCAACGGGGAGGACA
GAGAGAAGCTGATTCAAATGACTCTGGATCAGTGTGGGGGCATTGATATCCTAGTGTCCA
ATGCAGCAGTCAATCCTTTCTTTGGGAACATCATGGATTCTACAGAGGAAGTGTGGGACA
AGATCCTGGCTGTAAATGTTAAAGCATCCTTTCTCTTGACCAAACTCGTGGTGCCTCATA
TGGAGAAGCGAGGTGGGGGAAACATCGTATTTGTCTCATCTGTTGCCGGCTACCAACCAA
TGCAGGCTTTGGGTCCCTACAGCGTGAGTAAGACCGCCCTGCTGGGCTTGACGCGGGCGC
TTGCCCCTGAGCTAGCTCACAGCAACATAAGAGTCAACTGCGTGGCTCCAGGAATCATCA
AAACGCGCTTCAGTTCAGCGTTGTGGCAAAATGAAGGCGTCTTGGAGGAGTTTAAAAAGC
AGCTGAGCATTAAAAGGCTTGGGGAACCAGAGGAGATCGGCGGGGTGATCGCCTTCCTGT
GCTCCCAGGATGCTTCCTACATCACAGGAGAGACCATCACTGTGACCGGAGGCATGGGGA
GTCGGCTCTGATTCATAAAAAAACCACAACCTTCTTTGATTAATTCAATACATGTTTGTA
TTTTGTTATTGAGAAATGAACTGATGCCAAAAACCTTGGTGATAATGACGTTAAAGCTTC
TGAAAAAAAATTTTGTGTTAACTTTTTAACCAAACTCCTAATCGTTTGTATAGCATCCAA
TTCATGAATTCTCACCCATTTTTCCCCATTACAAAAT
>CL2326Contig1
TTTTTTTTTTTTAACAAGTACACAAGTGATTTTATTTTGCAAGCAAATTTGATCATACAG
GTCAAATAAGCCACTTCAAGCTGCTGGCACATGAAAATACAAAACAGATTTGATTTAAAG
CCTGCTACTAAGCATCGTAGAGAAAGTACAAAAGACTAATACAGGGAGAGTGCTGACAGC
ATTTTTCTGATCATTACAGAGTCGTAGTAGTTGGAACACACTCATAACAAACTGAAAGGA
CACAACTGAAAGACTACAGGAAAGCTGCCGCTAATATCAGGTTCAGAACTGCACATTTAA
ACAAAGGGCTGCTCCAGCGAGACGTGAAAAAATGAAGAACCAGAGAAGATTTTGAGTCAA
AAAGATTATACCGATACACGTCCATGCCACGAAAAACATCGAAAAATTCACAGTCTTTAC
TAACAGTACAGTTATCCAACTTTGAGTTGAACACCAATGCGCTTACACCAAGAGAGAGCA
CAGAAATGGTCCAAAAAGTGCAAGAAAGTAGCTTTGAGATCCCAGAACAAAAAAAAGAAA
AACATCACCAGGCAATGAAGTGACAGACCCCATATGAACGCATCAGGATGTGCAGGCAAC
ACAGTTACTGTCATGAAGGAAAAATACTGCGACACACTTCAGTCATGCCTCCTCTCCCCA
CCCAGGAGCCCCCACAGACCCGTGGTTCTGGATGGACATCAAAATATTTCCCGGCTCAAG
ATAAATGTCGTTCACAGTTCTAGACGTACTTTTAAAGTTCAAGATTATCACATACAAAGC
CATAATTTGTGTCTGATTGGTCAGCCCATGTGTGAATCCTTCATGGGTGTGTTTGCTCTG
TTCAGAGCCGGTTTCTCACCACGTGAGAAACCGTGTAAGTCCACTGCTGTAAACATGGAA
GCAGTATTGATTCTGCCAGATGAATTTTTTTTAAAAATAACCACTCACTCACATTCAGAA



CACCAACATCTGCAGACACGCCTGCGAGCTATGTGCTTACAAACCCTTGAAGCCCCTGTT
GACCTTCTCAGAAATTGGCAAAAAATAAAAAAAATTGTGAATGAAAAAAAGGGTAACCAA
TAAAAAAGATTTGTACAGAAATGTGTGAAATAAAAAAAATCCTCGTGC
>CL2327Contig1
CATCGTGTGACAATGAAATTGTGAGCGTTCCAGAAAGGGGTCGCATTGACATAGTCACAA
AATCCTTGATAGTAAAGGCTGAAGGAATTGAGGTTACAAAGACTTACAACTGGCTGTTTT
GCCCAAAAGCAGGAGAAGCTGTGATTGAGGAAACTGATCTACAGCTCCCTGAAAATGTGA
TTGATGGATCTGTTCGTACCACAGTATCAGTCTTAGGGGACGTCATTGGTCGTGCACTGA
GGAACATAGAAGGACTGCTGAAGATGCCATATGGATGTGGAGAGCAAAATATGGCTCTTT
TGGCCCCCAACATCTATNTCCTCCATTATCTTCAGAACACACATCAACTGACCCCGGCCA
TCAAGGAGAAGGCTTTCAACTTTCTGACCAGTGGTTACCAAAGACAGCTGAACTACAAAG
ATTATCAAGGAGCATACAGCACGTTTGGAACAGGACCAGGAAACACTTGGCTGACTGCTT
TTGTTGTGAGGTCTTTTTTTAAAGCCAAATCATTCGTCTACATTGACCCAAGTGTGGTTG
ATACATCTATATCGTGGTTGACATTCAAACAAAAAGAAAATGGCTGTTTTGAGAAGTCTG
GCAAACTCTTCAACAACAGAATGAAGGGGGGGGTGTCTGATGAAATGACTCTCAGTGCTT
ACATCACTGCTGCATTCTTGGAGATGAACACATCCACAGATAACCCAGTGGTAACTAGGA
GCCTCTCTTGCCTAAAAGGATCCATTAATGATCTCAACAACACCTACACCACAGCTCTGC
TAGGATATGTCTTCACACTGGCAGGAGACATTGAGACTCGTGCTCACCTTCTGCAGCACC
TTGACAGAGTGGCAGTAAAAAAAGGAAATGTCATCTACTGGACTCAGACTGCAGCTGAAA
CATCTGACTCTCTGTCAGTGGAAATCAGCTCTTATGTCCTGATGTCTTTACTCAGTACCT
CCCACACTGCTGAAGACCTGGGATATGCTTCAAGTATTGTTAGGTGGATGACCGGGCAAC
AGAACTATTATGGGGGTTTTTCTTCTACCCAGGACACAGTAGCGGCCCTTCAAGCTCTGG
CTCTTTATGCTACAGTCGTATTCAGCCCAGAGGGTTCCAGTACCGTTACAGTCCAGTCCT
CTAGTGTCCAACTGGAGTTTGATGTGAAACCAGACAACAAACTACTTTACCAGGAGAAAG
TGATGAATGATGCGACTGGAAAGTATACCCTTCAAGTGAAAGGGACTGCATGCTCCTCAA
TCCAGATTTCTCAACACTACAACATCCCTCCTCGTCCAAACATCACAACTTTGAGTGTGG
AAGTTGAAGCACAAACCAACTGTTCGGACATATCCAAACAAAAGCTAACTTTGCATCTTA
AGTCTCTATACAGTGGAAATGAAATGAGTTCCAACATGATCATCCTGGACATCAAAGTGC
TCACTGGATTTGTTCCAGTAGAGGACTCTTTGGAGAATCTGAAAAATGCCTTGCTGGTAG
ATCGTGTGGAACAGAAGGAGGATCACATTGTTATTTACCTGAGGGAGTTAAAACAGGGAG
AAGCCATTACTCATTACTTGAAGCTTGTACAGCAGCTGCCAGTACAGAACTTGAAACCTG
CCTTGGTCAAAATCTATGACTACTACCAGCCAAGTGACCAGGCTGAGACTCAATACATCT
CCCAATGTGCTTAAAAATCAGTGTGTGAAAGGAACTGAGAAGACTTATCCAGTGGTTTTG
TGTTCTTTGCACTCTGTGATCAGTCTTTAAATAAAG
>CL2328Contig1
TATCTAGCAGCCATCCTGAGCTTGCAGGAACTCGGAGGAAGCGAGGCTTCCGTGTTCATC
CTGTGGTTCCGAAAGTCCCCCGGTCATTCCGGTCCAGAGCGTCTCACGTCCACTCTTACA
AGTGTGATGGGTCAGAAACATTACCTGTGTGAGTAGTAAGTGTGCCATGCCGTACCAAGT
AGGGATAATCGTGAACATGTCGGCCAGCGACCGCCAGTGGAGGTATTTCTCTGTAAACAC
TGCTTGTATGTACTGTATATACATAGAGGTTGGAAGCATCAGTTTGCCGGGTAAGGTAAG
AGGAAGACACACCGTCTCCTTCCAAGCACAGATTTTAGGACATCGAAACAACCCAAGCAG
CTTTGAAGAGCACAAAGTCGCAGGTTCCGGCTGCTGACCGCACCCCCCGTTGATTCTCCT
CAAACTGTCATTGGATAATCCAAAAAGCACATTGAAAATGTTAACGTTTGAGACAGAGAT
GTTCCTTGTAAAGCAGCCAAACATGTATTTGTTTTCTATCAGTTATCAAAAGACTATTCT
ATGAGGTGAATAATTGAAAATTTGTGAACTGTAGTGATATTTCTCCGATATTTCCGTGTA
TCTTGTCACCACCTTTTCTGATCATGTTCCATTTTCAGATTGTCTTTCATTTGGATCACT
TGTTTTGGGGGTTTTTTTTTATAAAAAGCACACTCCTCTCAAAGCTGCAGATGTGTTTGT
TTTTGTCGGATGGAACAAACCATTGTCACGTTTGGTTGTACAATTTTCTTTCTGAACCTG
GTACTCAATGAAACAAATAATATGAAGCCATTCTTCTCTGTTGAGTTATTTATTCATACG
CTGTGATCTTTTTTTCAATGAAAGTGCCATTCAACATGAGCAGCTCAGCACTCGGAAAAT
AGACCATTCCTCACTTATTGCTATTGTATAATGTTCATGTGAAATGGATCTTAATATGTG
TACAGAACGGGAAAAAGAGAAAATACACTGAT
>CL2328Contig2
AGAGAGGAAACAGACGTGGACTAGAGGAGGAATTTTGTTCTGCAACCCGGACTTGTCAGG
TGGGCCTTCGGGGGGAAAAAAGATAAATAAATCGAATAAAAAAACACAGACCACAAAAAA
ACTGCACAAAGCAAATATATATTGCTTTTCTGTGTCTTGAAAGTCAAAGTTGCCCATTAG
TGATAAATTCTTCTCGACGACACGAGATCTGACTCATCCTCTGTGTCCAAAATGTGCACT
CTGTCAGCATTCATCGATTCCTTGTTGAAGCATCATCTCTTATTTTGGTTTCTACGAGCT
TGGAGGAAGAAAACCCACTTTGGCTTTGTAAATAGCAGAGGTGTGGCTGTGTACAGAAAG
TTCCGAGAACATCCGGTTTCTTTGGACTTCTTCGTGATGCTGTATCTTGAGTCTTAATGT
CCCCCAGATATGATGTGTGAAGCACAACAGGCCAAGTTTTTTTTTTCTCTCTCAAATATC
TAGCANCCATTCTGAGCGTGCAGGAACTCGGAGGAAGCGAGGCTTCCGNGTTCATCCNGN
GGTTCCNAAAGTCCCCCGGTCATTCCGGTCCANAGCGTCTCACGTCCACTCTTACAAGNG
NGATGGGTCANAAACATTACCNGNGTGAGTAGTAAGTGNGCCANGCCGTACCAAGTAGGG



ATAATCGNGAACATGTCGGCCAGCGACCGCCAGTGGAGGTATTTCTCTGTAAACACTGCT
TGTATGTACTG
>CL2329Contig1
GGNCTGCAGGNAATTCGGCACGAGGGCGAAACCTAAACAAGTCGGTGGGAACCCTGATAT
GTTTTGCAAACATGAAGCCTGTGCGAGGCTCAAAACGATCGCCCACTTTAAAGAAGAAAC
GAGCCGAACCTCGAAAAGTAACCCCGAATCAGGACGAAGAACAAAGTGACGGCAACCAAA
ACAAACCCGCTCATCAACAAGTGGCTAAAAAAAGGAAAGGTTCAGTCCGGAAGAAGAAAG
GAGTCCCGGACAGCTGGGTGCTGATGCCGAGCTCCTCCATCAGTGCTGTGGAGAACATCC
TGGACCTGTCAATACTAGCAACTCTTGCTTTAAGAGCTCCAGACAAGAAGGAGAGTCAGA
CGCATCTGAACACTCTGAAAACCAAGTTTTTATCCGAGTGTGCTCAGCTCAAAGTACCGA
AGACGAAGCAGAAACATACGGTGCATTTGTCTCTTCGTCACCAAGAGGAGAGCAAAAAGT
CACTGATGGGCCAAAAGACTCTCAGCTTGCTTAAGGAAGACTTGAAGAGTGTTGTCAACG
CGCTGCAGAAGGTCGAAGAACGGACGGTGTCGCTGGAGCACGCATGCAGTTCCTTAAGAG
AAGAGCTGGAAGAGGAAGAAGAGAAAGCCAAAGAGATTTTACAAATAGCAGACCGCTCCG
TTCTCAAACTTCCTCCTGTTCCATCAGTCACAGAGGAGGACGCCTTAGAATCTCGCTTGA
GGAAGATCATACCGGCCAACAGTTTGGAGTCCACTGCTCGCAAACTGGGAGCAGTCCTGC
AGAAACCTAAAGCCAACCAGGAGGCACAGATGCTGCTCACACAAGCTCAGAAAAGTGCTG
AGCTGCTCTTTAACCCTCTGCACAAAGATGGATGAAGTTCGTGCTAAAGAAAAGCCACTA
ATGCTGAAATGGCTCCTACATTTTTTGCTTAAATAGACAGGATTTCTGTTATCTCTCTGA
ATGTCTGTGTTTTGCTGTGGCGAATGTTCTTTCAAAACCATTTCCCTTTTCTTTTTTTTT
CACTAGAACTCACCACATTATCATTTCCTTTTTGTCCTTTTCTGTTGAATTCCCCTCTGA
GAGCTGTAACCAGTCTGCAGTTCAAAATAAAACATACCTTTTGTGCAGTTTGGTGGACCA
AAACCCACATTTGCTGGCATGACTTGTAGCTGCAAATATACCAAAAACACTACATTCAAT
GGCATTTTCTCAAGGTTGCAAATATGTGATGTGAGGTTATATTTCAGAAAATGATTCTGT
GAAAGATCAGACGCATCTTGAAAATATTTGTGAGAAAAACAAACTGTTCAGTGTTTAAAG
TCTATTAACTGATCCTAAAGTTACAGTTTAACCTCTCCAAAGTGAAGAAAACTGAAATCT
GTTGGAGATGAAGGTTTTTGTTCAAAACCACCAGGAGGTAAACTGAAACCCTGCAGCGGG
ACATTACTTCACTGTCTTTGAATCTGTTTTGGCACCAAAAAAGTCTCTAAAAACATGGAC
ATAATGACAAAAGACAAAACTGTCAGCCACATTATGTGACATGTCCTCTGAGGATTGGGG
ATCTTGCATACTAGATCCACAAACTCACGTTTTCCTTTGCAATTTCACACATAAGACTTG
GAGACTTTTGTTTTTAATTTTTTTCCAATTTCCATCCCAAATTGGTTTTGTTTGGCTGGG
AAAACACTTCTCCTATATTTGGGGATTATTATCAACAAAGGNAAAATTTTTAATTAAAAG
CTA
>CL2330Contig1
ATGATTCCAAATCGATGTACAGTTTTTAGCTNAGTGAGCCCCGTGTTTATTNAGCTTATT
TCTCAATTTTTAACACAGACTCCTGGTTTTCTGTTGCATGAAGGAAATCTGGTGCAATGG
AAGTTTGTCTTTTTCTTTTCCCCAAACCTGCAAGTTCACTTTTTGTCGTCACATAAAACA
TCAACAACACACTCATGCCAGGGTTCCTGTGGGAAGCCAGAAAAGACACAAACGCACACA
CAGCTTTTACTGGCTAAAACATGGTCAAACTTTATAAGACAACAGATTCAGGTCGGTTTG
CACAGATTATTTCCAATCAATGCCCCTTTAAAATCTCGAGGAGCAGAAATTGACACGAGT
GTGGAACTTTAAAACCTGAAAACCAATGAAAGCGTTAACATTTAGCCAAGTGAAGCCACT
TCCACAAAGATCACTGTTACCTGTGCAAGTGTGAGGAGATTATGGAGAGATGGACGGAAG
AAGCAGAAAAGGCAGATTTTTGCAAAACAAAACAGGGGCGAAAAGCGGAACCTGTGACAA
AAACGTGAGACATCTTTAACCCGCCTTTCCTTTGCTCGCTCTTAAAACTTGCAGTTACAT
TTCATACAAGCATACCTCTGTGACATATTGCATTAAATTATGAAGAAAACGGGAAAACAG
ATCAACATGAACCCAGAAGACATCTTCACTGCCATCACCGTCATCAACCCTCGTCTTCCC
GAGTCCGCTGTCCATCCGTCGTTCTGTCCCTGTGCTCTGTCCCTCTGTGTGTCTACAGGA
CCATCTTGCCAATAATGACCCCGATCACAAAGAAGAGTAGGCAGAACGCCAGGACACGAG
TGCTCAGGCCTTCGTCCTTCACGGCCGTCATTGCCATGTTGGAGGAGTGAGGAGCAGCAG
CGGAGGTCACCCTCCTCTTCCGCAGTCCATCATCTTCCTTGATTTGTTTATTTTCCTCCC
GTAACCTCTGCACCTCCATCTGCAGCCGCTTGCACTCCTCCATGATCTTCTTCACCTCGC
CGTCGTCCATCGAGACGCTGCCTTGCTTGGCCGGGTGCTCAGACTTAACAGAAGTAGAGG
GAGTTTCATTTTTTTTGCTTTCCCCCTCATGAGTTTTGTCGTTTTCTAGAGGCATCTCAA
ATGCACACCTCAACTTTGAATCCATCAATTCTTCAGGTTTCGCCTCCTTCCAAACTCCTT
CCATGTCAGTCATGTCATAGGGAACCAGCACAGACTGCACCATGAATTTGTGTTTACTTT
TCTCATTGGGGTCGTACTCAAAAGGCTGTAGCATGACCGAAACGTTGATGGAGGTCCCGG
CGTCAATGATGCCGCTGTTTGGGCGAACACAGTATCTGCGCGGCGCCGTCGTCTTGACTT
TGAAACACACATTTCTATCTGTGGGGTTGGTGAGCTTCAGAGTGGCAGTGACAACATCTG
TAAACGGGCCTCTGAATTTCAGTTCGTGTTGCGGCTCTAGCACCAGGACTTGTTCTGGTC
TTGCCATGTCCCAGGGCTTCTTCCTGTTGAGATGGCGAGGACGATATTCTACAGCTTTTT
CAACTCGTTCGGATGAGGCAGCTGACGTCCCGAGAAGACAAAACTAGTCGCCCAAGATTC
TTCTCCAGCAGATGCACCACAACCTAGAATAACCGACGGACTAACTAGCTGGATGACTAG
GAGGCTGGTTAGTTGGTTGTTTGACACAAACAGCTGCTAAGCGCTAGCTTCCAATTTCTT
ACGCTGCTAGCTCAGGGACCCC



>CL2331Contig1
CGNTGATAATNGGCGACCCGGGTCCTGAAAGGACAGTTCACAGGGATCTGCAGGTAGTTG
GCCCCCAGCCGGTGTCGGTGGGTATCGGGGTAGGAAAACAGCCGGCCCTGCAGCATCTTG
TCAGGACTGGGCTCAATGCCCGGGGGCATGTTGCTGGGGTCAAAGGCCAGCTGCTCCACC
TCTGCAAAGTAGTTAACGGGATTCCTGTTGAGGACCATTCTTCCCACAGGGATCAGTGGG
AATTCTTTGTGTGACCACACCTTTGTCAGGTCAAAGGGGTTGAACTGGAATTTCTCCGCC
TGCTCAAAAGTCATGACTNGGATGTAAAAAGTCCAGGATGGGTAGTTTCCGTTGGCAATT
GCATTGAACAGGTCTCCAATGGCATAGTCTGGGTTGGTGGAAGCCAGATGCTCCGCCTCC
TCCACTGATAGATTCTTTATCCCTTGGTCGGTCTTGTAGTGGAACTTGCAGTAGACGCGG
TCGCCGTCAGCGTTGACCAGCTTGAAAGTGTGGGAGCCGTAGCCGTTCATGTGGCGGTAG
CCGTCAGGCAGACCGCGGTCACTGAACAGGAAAGACACCTGATGCAGACACTCGGGCCTC
AGGCTCCAGAAGTCCCACACCATGTCAGGGTCTTTCATGTGAGTTTGGGGGTTGCGCTTC
TGGGTGTGGATGAAGGACGGAAACAGTAGGGCGTCCCTGATGAAGAAAACAGGGGTGTTG
TTGCCCGTCAGGTCCCAGTTGCCCTCATCTGTGTAAAACTTGACAGCAAATCCTCTGGGA
TCTCGAACGGTGTCTGCTGATCCAGACTCACCAGCCACGGTGGAGAAGCGGACAGCAATG
GGCGTCGTCTTTCCAATATGTTCAAACACTTTGGCTTTGCAGTAGCGGGTGATGTCATGA
GTGACCTCAAAGTAGCCAAAAGCCCCTGCTCCTTTGGCGTGAACCACTCTCTCTGGGATC
CGTTCCCGGTCAAAGTGGGCCATTTCATCAGTGAAGACCACATCTTGAACCAGAAGAGGA
CCTCTGGGACCAGCAGTCTGCAGGTTCAGCTTGTCTCCAATGGGATGTCCAGCCCCAGTG
GTCAGGACGTCTGGCTTCCGAGAGCCTCTGTTCTCCTTCCATGTCTTCATTTGGTCGGTA
GTTTTATCTCTGTTATCAGCCATCTTGACAGAAAGCGCCTTTCGAGTATGCAAACCGTTT
CAACCTTCAGGGGATGTATTGCAAGAAAGCGTTACTCTATGTATTTGTCCCTATGGACTT
TGTCAAGGGTGACCACCCCCGGCCATA
>CL2332Contig1
ATTAGCCATTAGAATTGCAGAACAAATGTAAACAATGCATTTTAAACAGAGAAATTCTTA
AGAAATTGTCATTTATTTTCAATCATTAAAATCCACAGAAAACATTCACAAGGTTATTTG
GTTAAGGCACAGGTCAGACCACATCATATGGGGTATAAAAAGTAGGGGTTCCCAGTTTAT
TTAAACCCCTTTGAGCAGCAACTATATGGTAAAGTAGAAACCATGGCAGAAGAAGTAAAA
ACCTTGCTGCTCAAAAACAGAGTGTGATATCCTTGAGGAAATATTGTACAGCAAATACTT
GGACAGCTGATAAAATTATTAATGCAATTACAAATTACCCTCTCACTGAAACTGACCATT
TTCAGTAGAAAAAGCCACAAGAAACATGAAGAAACTGATCAACCTTGGCATTCAAAACAT
AAAAAAAAAGAAAGAAATCAAGGTAACCCCAGTCAACCACAAGGAGATATTTTAAATAGA
TAGCAAACAAACAAGTTTGAGAGAAGAAGAAAAAAATATAGGTAAAGAGCCGGCAAGCTT
TTCGCAACAAATGTAAGTTTCAATTATTATAAAGCAGATACTGCCGTCTTTAAATGTCTG
ATTTGTAAACAGAACTAAGTTCTACATTGCTTTTGAAGGTCTGGGTTGGCAGATGTGTTC
ATACAAATATAAAATAAATAAATTTATACATAAAAAAAAACCAGATACCCATCACCTTCT
TCCACTGCTTACAACAGCAGGGTTAGCAAAGCCTCTGCGCGTTGCTGTATTTTTTCCACC
ACAAGTGTCAGTGACAAAGAAAAATAATATATTAAAGGTTTCATCATCTTACTTCCTATT
CTTCCTCTTGGTTTTTTCTCCCAGCTAGTTTTCAGCATAAAGATACAACATTAATCACAG
AGCCAACACACAAGCCTTCATGTGTGCTTTTCTTAGAAGGCAAAAAAAAAAAGGGTTAAA
TGAGCCCTGGAAGACAAATCCTAAATCCTCCCATCTTTGGTAAAGAATCCTGCAGGTCAT
AACAGAGGGGCTGCCAGCATGGTTGTCTAAGATTTCACTATTCACTCTTCAGACTTGCAC
CGTTCTTCATCTCTCGCAGCTTCCTCCTGTGCAGGTACCCTGAGCGCTGTACGCGGTTCA
TGCTGGCTCCCAGAAAGATGACGATGCTGGTGGGCACCAGCTTGGTGGTCACCCAGCCCA
TGACGGCATGGGGGAAGTAGCCATTGGTCTGGTTCTGCAGACCCACAGTGGTGAGTTCTG
CAGCCACATAGCGCTCTGGAGTGGGTTTATCCAGAGTTGGCTTCCTGATGCGAGTCATTT
TTGTGGCAACAAAGAATGGCAGCACACTCTGGATGATGATGCCCTGACGCCTATACTCCT
CCTGAAGGCCACGAGAGAAGAAATCCATAAAGGCCTTTGTTGCAGAGTAGACTGTGAGGA
GAGGGAGAGGGTACATGCCACTGGCAGAGGAAATGTTGAGGATGACACCTTTGGCCCTAC
TGACCATTCCAGGCAACACGAGACGAGTCATCTGGCACACTGAGGTCATGTTGACATTGA
TCATATTTGTGAGGAAATTGTCCAGGTCAGGGATATTGAGGTAGTATTCAGGGTAGTGAT
AGGACACTCCAACATTGTTAACTAAAACGCCAATCTCCAGCCCCACCAGTCCTGCTTCGA
TCTTTGGGTAGATGTCAGTCTTGCCGAAGTCAACTGCAATTGTCTTGGTCTCAACGCCAA
ACTGTTCCTCGAGTGACTTTGCCACGTCATCCAGCTTTTCTTGGGAGCGACTGATAAGCA
TCATTGCAAATCCTCGACGAGCCAGCTCCTCCGCATAGGATTTCCCAATTCCATCTGTAG
CTCCCGTCACAACTGCCCATTTGCCCAGCTTCGGGGAGAGCAGCGTTCCATTTCCCAAGA
CCCAGATCCTAAAGCCTGTGACCAGCCTGTAGAGCAGCCACAGCGCAAAGAAGGCCAAAG
TGAAGGCTCCAACCCAGAAGAAAAGCGGCTCGGCCCTACGGATCATCTCCTCGGCGTTCA
TCCGGTTCATGGCAGCGACAGTCGGTGACTCGGCGTGTGTGAGAGTGTGTATGTGGAGAC
CTCAATTTTAGGCAATGTGCTCTAATTTCCCC
>CL2333Contig1
GAGGGCTTCATGAACATGGCGTCCTCTCTGATGAGCAACCCTCAGGTTCAGCAACTGATG
TCCGGGATGATGTCTGGAGCTTATGGCGGGTTGGGAGGCGGCAGTGGAGGAGGTGGAGTA
GGAGGAGTAGGAGGAGGAGGAGGCGGTGGTGGCGGCGGCGGCGGCGGCAGTGGCATTGCA



GCCCCCACACCCCCCACAGCCCCTGCAGCAGGAGATCTGTCGGGGCTAATCCAGGCAGGG
CAGCAGTTCGCTCAGCAGATGCAGCAGCAGAACCCCGAACTCATCGAACAGCTGAGGAAT
CAAATCCGCAACCGAACGCCCAGTGCCGGGAACGAGGAGCAGCCGTGACACCCGCAGAAG
GTCGAGCAGAGGAGGAGGAGGACGATGAGGAGGCGACATCCGGCCTTTTTCTTTCTGACA
TGGATGTAGAACTCGGAGGACTAAAGGATTGTTTTGTGTTTTCATCACTGCGTAACGGCT
GCATGACAGACGGCGAAGCCTCCCGCTTCGCTCAGGAGCCTGGGCACAAAAAGTCCCCGC
CTCCTGCAGCTCTGTGTGCTTGGAGGGACGAGTGTTCCACCATCCGGGGTTCGTTGAGGA
AGCTACGGGAACACAGACATCACTTTGATCAACTTGAAATGTTCTTAGTTTTCTCTAAAA
ATCAACAGCGTTACTTTTAAGGGTTTTTTTCTTCAGGTCGGTTTTTGTGAGGAATGTGTG
CGAATGAACGAACTTCAGGGTCGTCTGCTCTCGACCACACGGAGCTGCGGGGCCACACTT
TGAAAAAGATTAAAGAAAGAACCTCAATATTTTACCTGCTTCTCTTTGTTTTAAAAATCC
TGGGACACAGTCGTCATGGCAACCCACCAGCTCATCAGGTGTGAAAATGGCAGAGAGGAT
GATGCGTATCTGCATCCATTCTCTTGGGTCACAATTCAAGTACACGTCTGATCACTTTTT
CAGTAAATTGATTTAAAATGAAAGGTTAGTTTCAGCAATTAAAACATTCGTGTTTAAAAT
AAAATACCAGAATTTTATCATTCTGGTATGTCGCTGATGCCATTATTTTTTTAGCTCAAT
CCAAAATGTTTAAATTGTTTTAATAAACTTTACGGGAGCAGTTGTTTTACCNNAAAAAAA
AAAAAAAAAAAAAAAAAAA
>CL2334Contig1
TTTTTTTTTTAACATTAAAGCAGTATTTTATTTAACATTTAAGATTATTTAATACAATAC
AAAATGTATAAATCACATTTAGGCAGTTCTTCACAACAAATGGGCAACTCCCGATCAACC
AATTGGTTTTCCAGTCTTCACTGTAGTGTGTTCATCAAGGCCTGGGCTTGTTTGAGCTCA
GAAAGAAGGACTCTGAACTTGTCAGCAGAAATGGAGAAAGCAGCAGTTTCAGAACAGCCT
GACTCTGCACCTTGTTTTTGCAGTTTCAGATGTATAAGAGGTTCATTGACCTCACTCAAT
TCACTGGAGCTCAGGGTGTAGTCGACACGCCAAGAAACCGAGTCCAGTCTTCCTAATCTG
AGGCTGGTCTCTCTGAGCTTGTCCTGAAGTGCAGAGTGCTTGTCCTCATAGGATTTGCAC
AGTCCAGAAGCATGCTCTTTAGGCAGACCAAGCTGCTGCAGCTCGCTGGACAAAGACTCA
CTGTCAACATCATGCTTTGCTGCGCTGGACAAAATAAAGCTGAGCACAGCCACACTTGCT
TTGATGTCGCCACTCTCAAACTTTGCATCTGCAGTAAGCTTCACAATTTTCTCATAATCA
ATTCCTTCACCCAGCAAATCTTTCAGCACCTGACCACAGAGGAGTTTCATCTTCACACTA
GACATTTTTGCTAATGTTGTAATTTCTGCAAGCACCCAATCGGGGCAGTCCAAATCTCCA
CAGAAACGGAACCTCATGACTGCCGTAGGACGAAAACGGAATGCCTGTAGCTTCCA
>CL2335Contig1
GTAGCTCGCGTGAGCGCGGCATCAAGGTGGGATAGCGAAGCAGGAAGTTCGTTGGAGTTT
GGCTGAAAACAGTTTCTTCTGACAGATTCTCGTGTTTTTTGTTTCCTCGTGGCTCCGGTC
TCCATGGAGGAGGCGCTGGTTCGAGCCCCGCTACCCCGGGAGCTGTTGAAGGTCCTGGGG
GTGGAGCCTCAGAGCGGCTCCAAGGCGGCAGCGTTCACGGAGGCCTTTCTGGGCAGCAGC
CTCCAGCGGCCCGGCAACCACGACCTGAAGAACCTGCTGACCCACAAGGCCGTGATCCTG
GGCTACGCCAGGCCCAAGAAGCAGAAGACCAAGAGGAGCAGCAAGAGAGCCAAAGGGCTC
ACCGCGCAGCAGAAGAAGGCCCTGAAGGTCTTCCAGATCAGACCAGAACACCAGAGGTAC
GAGCTCTTCCTGCCTCTGCATGACCTCTGGAGGCGGTACGTCCTGGACCTGTGCGCCGGA
CTCAAACCAACATGCAGTCCTCAGTTTGTGCAGCAGAAGCTGCTGAAGGCGGACCTCCAC
GGCGCCATCATCACAGTGGTCCGGTCCAAATGCCCGTCGTATGTGGGGCAGTCGGGGATC
CTGCTGCAGGAGTTCAAGCACGTCTTCAAGATCATCACCAGAGAGGACCGCCTGAAAGTG
ATCCCTAAGAGGAACAGCGTGTTTTCTGTGGAGGTCAACGGCTTCGTCTCGCACATCTAT
GGCAGCAGGTTTGAGCAGCGAGCCAGCGAGCGCTCTGCCAAGAAGTTCAAAGTTCACGGC
AGCATCGACCTGTGACAGAGGCTCCTCCCACTGGACGTCAGAGGAACTGCAGCCGCAGAG
CGAGCTGTGATGGGCTTTTATTTTGAAGGGTTGTTGAGCAGTCTTGATGATCTTTTGGTC
TCAGACTGAAGATGCAGCTTCTGGGTTAGAAAGGACACCCACCTGTGACGACACCCACCT
GCGACGACACCCACCCGTGACGACACCCACCTGCGACGACACCCACCTGTGACGACACCT
GTGACGACACCTGTGACGACACCTGTGACGACACCCACCTGTGAGGACCAAGACGAGCTC
CGCCTAGCAGAGCGTGCACGTTTTACAGTGTGTGCACGTTTTACTCTTGTTGGCGTTTT
>CL2336Contig1
GTTTTTTTTGGTGTGATTTTGACTTTATTTTGTTTCAGTTTTATACACAAAAAAATGTTG
GTGACTGGAATTTACATTAAAAAAATACATGGACAGGCAGAGCAGTGGTTTGAAAAAGGT
AAACATACATGTAAGCCCCTCCCTGTGTACTTTCAGGTACTCTCCTTAGTGGGTTTTATG
CTCCTCAGCCCCATCTGCTGCACGCTGGAAGCAGACACAGTTGAAATAAAATAAACGTGT
CAATGCACTTTAGTAGTCCTTTGGTGTCCAGCTGTCAGACGTGTGCTCGGTTGTTTCTGT
GAGACCATGACAGTTTTTTTGGGGTCCATCCAGATAGTTCAGACAGTGAGCCATTGTGCA
GGGTTAAAGCTGGGCCTCCATCTTTGTTTGGGGAAATGCTGGGAAGTCCACTGCCGGATG
TTCGCAGGGACATGAAGGCCTTATTGATCCAGCTGTTTTTGGCTTCCTGAAGGTTGTTGG
ACAGAACTCCCTTCTGGTGCTCCAGCTCCTGAATCCTGCAGTTGGCCTCCACCATTTGCA
GTTTGGTCTGTGCCAGCTCTTTTTGTAGGTTTGTGATCTGAGCCCTGAGGGACTCCTTCT
CCTGGTCCTCCTGCCTCCGCTGATCAACTGGTGTGTAAGTTGGATCAGGCTCCTCTCTGA
CTTCTTCAGTTTTCTGTTGGACACCGGTCTGCTCCTCTGCTTTAGAGTTATGACTTTCCA



AAGCTGACCCAGCTGTGTGTTGACAGTGGGGGCAATCCTTGATTGCACTAATGATTGTGT
TGAGTTGGTCTGTGAATGCGGCCTGCTGCTTCTCCAGGCGCAACGTCAGCTGAGAGCAGA
TCTGTTTGTAGTCAGCAATAATACCAGAAGACCTTTTGATTTCCTGCTCAGCCTTTTCCA
GTTCTCTCCGTAATACTTCCTTCATCATGGCGGCTTCCTCTTCTTTCCCTCTTTTCTCAT
CTTCTGTGATCTTCAGTCGATGTCTGGTCAGCAGAAGGTCTTTTGTTAGTTCATCCACCC
TGTCTTCTGCCTTATCCAGAGCGTTTCTCAGAAGAACCTTGCTGGTGATCAGTGTGTGAG
CAAGGTTATCGTTCTCCTGCTCCAGGCGGAGGCTGGTCTGCTGAAGCCGACGATTTTCCT
CCACATATGTGTCTAGCGGGTCTTTATCCATGAACTGAAGCTGACTTCCTTTTAGTTTAG
CTTTCTTTGATGGCACTGTGAATGTTGGTTCTGTTTCAGCCACCAGACATGCAAGGATCT
CCTCCTCGCTCATCTCTTCAATGGCGCGTGCATCACAGGCCGTCACCATGGCCATCTCTT
CCATCATCTCGGCCAAAAATGTTCTTCCACTCAGAAAGCCGTGGTGTCTCAGAGTCACCA
ACTTCAACCGAGATAATCCACTTTCAGATGTCAAGAGATATTCCCAGATGAATCCGTCAA
GTTAAGACATAAGAAGCTTCTTGAATTCTTGTTTGCAGCAAAAATGGAACAGGAAATTAC
AGGTTAAAGTCCTGAAAAGCGATTACAGTCCAAAGGTGAGACGCACAGAAGAGGCAGAAG
TTAGAGTGACTTAGCGACACTTGTTGTCCCCGGCCATA
>CL2337Contig1
GGGTTCCCTCCNGCTGTCGCCTGTTAGGCAGCGATGGCTCTGCACATCCACCTGCAGCAG
AGCAGCACAGGAACCCAAACCAGCACCCCAGTCCGCCCCCACACCCGCCCCAAAGGATGT
CCAGAAAAGGGAAGCCGAGCCCACTCCCGTGGACGTGGACCCTCTGCAGGACAACACCAT
CGGGCTCTTCCAGAGGTTCAAGAAGACCTTCAAACAGTACGGGAAGGTGATGATCCCAGT
GCACCTGCTGACCTCCTCCTTCTGGCTTGGAACCTTCTACTATGCTGCTATGAAAGGTGT
GAATGTAGTGCCCTTCCTGGAGATGATTGGGCTGCCCGAGTCGCTTGTGGGTCTTTTGAG
GGATTCTTCCAGCGGCTATGCGCTGACTGCTTATGCCATGTACAAGATTGCAACTCCTGC
CAGATATGCGGTGACACTTGGAGGGACGTCCCTGTCTGTTCAGTACCTACGCAAACATGG
TTACCTATCCACACCCCCCCCATATTCAGAATACTTGCAGGACAAAATGGAAGAAACCCG
AGAGAAACTGTCAGAAAAGATGGAGGAGACAAAAGAACGCTTGTCTGAGAAAATGGAAGA
GACTAAAGACAAACTGTCTGAGAAGATCCAGGAAACCAAAGACAGAGTCACTGAGGGGAA
GGCGTTTTTCAGAAAGAAGGGGGATTAGAGGGCGCGGTGGCGCTCGTTGGAGCACGCCAT
CTGGACCTCTTAGCAGGAGGACACTTTTTTGTCCGTCTGTGGAAAGAGCAGTGAGTCTTT
GCACTGTTCTTGTCCTGCACACTTCACGTATTGCCTGTTGTTTATTTAAGTGTCAAATTC
AGTCCAACTAGTCGGAACCTACCCACAATGCACTGTGGAGAGACAGCAGCTTGGCTGGTT
GCTTGCTTTCACCCTGAGCTGATGTGGTGGCAGATGTTGAAGTCAGTGTGTGAACACGAG
CGCATCCCTGCTGGTAAAAGGAAACTAAACTTGAAGCTCGTCCTCGTCTTTCTAATAATC
TATCATAGCCTTTCTAAAAGGTCTTTTATAATGTAATGATAGAGAATTCATGCTTTCTAA
TGTATTTTTGATGACAGTCACAGACGTGTATTCAATTGTTCAAGTGGATCATTTGAAAGC
TCCAGTTTTGGAATGGCTGCCCCCAAACCAAAACTCCCCACCTCCTGATAAACAAATGCA
AATAAAGACCTTTGATTCCTGCAGAAACACTTGTGAAGGCTGTACACTTAAAGATGGGAT
CGTCTTTAGCTGATGGAGTTCACATGTGGAGGTCATGCTGTGTAGAATCCAAAGAACTTT
GAACCAGTTTTATGATAACATTTCTGTGTTTTGCACTTTTTCTGTTGGATATACATTTGC
TCTATACGTGTGTGTGTTATAATCACATGGGAGTCCCTCACTCGTTAACAAACCCCAAAA
TATCTAAAGTCTTCCAGTGGCTCTCAGCACAGCCAGAGAGACCTTTAGCTGGAATTCTGA
TGTCCATAGCTTTTTCTGACATAAGTCTATGCATATCTCTTGTTTAGTGGGGTTTATTCT
TTTTACTCTTATTGTCTGTTCCTCTGCCTTTACTGTGAGCTAGTGGTGGGCAAGTGAAGT
TTCAGCGAAGCACTTAGACTTTACAATTGTTTTAAAAAAATATTCAAAGCTTCAAGACTT
AAGAGACGACATCTGGACAACTAAAGCCACAGCAACCTCTAAAGAGCAGCGATCTGAAGC
A
>CL2338Contig1
GTGCGCTTGTCAGGGTGCGTTTACACTAAACATGGCTTCTCAGTCTGTTGGAGAGCTTCA
AGAAATGGAAGTTGACCGAAGGGGTGATTCTGAAGAGTCCGGGGATGATGAAAGCAGGAG
GAAGAGTATTAATGGCGATGTGGACCCCAACCAGCCCTCCACAACAACAAGTAAAGAAGA
GTCACCGGTTGACATGGACACCATAACCTTGGACCCAGAAGAAGAGGACGTTGATCTTGT
TCATTGTCGCATTGGAAAGATTGAAGGACTTGAGGTTTTACAGAAAGCTAAAACGCTCTC
CTTACGACAGAACTTAATCAAAAAGATAGAAAACCTTGAGAGCTTGAGCTCACTGCGAGA
ACTAGATCTCTACGACAATCAGATCCGAAAACTGGAGAACCTGGACAACCTCACAGAGTT
AGAGCAGCTTGATGTGTCGTTCAACATTTTGAGGAAGATTGAGAATCTGGAGCGATTGAC
TCAGCTGAAAAAACTGTTTCTGGTTCACAACAAAATCACCGGCATTGCCAACCTGGAGCA
CTTCAGCTCCCTGGAGATGCTGGAGCTGGGCTCTAATCGCATTCGGGTCATTGAGAACCT
GGACGGCCTCACATCTTTGACGAGTTTGTTTCTTGGCACGAATAAAATAAATAAGCTTCA
GAACCTTGATGCTTTACACAACCTCTCTGTTTTAAGCATTCAGAGTAATCGGATTACTAA
AATAGAAGGGCTTCAGAACCTTGTCAACCTGAAGGAACTCTATCTGAGTCACAATGGCAT
CGAGGTCATTGAAGGCCTGGAAAACAATAAAAAGCTGACAACGCTGGATATTGCTGCCAA
TCGAGTAAAGAAAATTGAGAACATCAGTCATCTGACAGAACTGCAGGAGTTCTGGATGAA
TGATAACCAGATAGAAAACTGGTCAGATCTGGATGAGCTGAAGAACGCCNAGTCCCTGGA
AACAGTCTACCT



>CL2339Contig1
TTTATTGGTTCAATTTAAAAATTAAATATACACCTACAAGGTCAATTCACATTCATTATG
AACCACATAAACACCCCAAACAATGTTCAAGTCTTCACTCAGTACCCAATTATGGTTTTA
ATTATAAGGTTAACTTGATTAAGTTTTGCCAAATTCAGCTTACAATGAAAGTTTCCACTA
TTAACGATAGGAATTCAAAAACAACCATAGCTTCTTTGTCATCAAATCCAACCAATTTGG
CAAACCAGTCCCCTTAATACACTAATTCGTACACTAGCGAGTCAATTTGTGCGGACGTAA
GTGAAGACAGCGTTTGATATGAGCAACGTTTAGAAATGAACCCACGTAGACAAATTGGAC
AGTTAATCATTTCGCGAATTGAATGCAGGTTCATTAGAGGTAATTAACGTAGCTTTCAGA
TTTCACTAAGGAGAAAGCCCTTTTTTAAAAATTTGATGGTCTCGCATTTATCTTGAAAGA
TCACAATAAATGGAAAAGGTAATGGTAATAGACGTAGCTTTGAGGTTGCAATTGACACAT
AACCGCCTTAGACAAATTAATGACAACTTTCATAACTTTGAAAGATTACACACAAAAGGT
GGCGTCAGAGAGGAATGTGCTCTAGAGCGGACGTGGGTGGCTCTTAAAAGAGCCGTTGGT
TTGTAGCGGAGGTCGGGCAGTTTTACTTTGACTTGACGGGCTTCTCGGTTTTCTTGGGCA
ACAGAACAGCCTGGATGTTGGGCAGGACGCCTCCCTGAGCGATGGTGACTCCTCCGAGGA
GCTTGTTGAGCTCTTCGTCGTTCCTGACAGCCAGCTGCAGGTGTCTGGGGATGATTCTGG
TCTTCTTGTTGTCGCGGGCGGCGTTTCCGGCCAATTCCAGGATCTCAGCGGTGAGATACT
CGAGCACGGCGGCCAGATAGACGGGAGCCCCGGCGCCGACGCGCTCAGCGTAGTTTCCCT
TTCTGAGCAGCCTGTGGACACGGCCGACCGGGAACTGGAGCCCGGCCCGAGAAGAGCGAG
TCTTGGCCTTGGCTCTCGCTTTGCCTCCGGTTTTTCCGCGTCCAGACATTTTATGTAACA
AATACGATTAACAACGGAAGAGATGTCCCCGGCCATAAGGCCCGGGTTA
>CL2340Contig1
TGGAGATCTGCTCAGGAGGTATGTGAAGGCATACATCGACTTCCCCAAGCCGCTGGTTGC
CGTCGTGAACGGACCGGCTGTGGGCGTGTCCGTCACCTTGCTAGGACTGTTTGACCTGGT
TTACGCTACAGAGAGGGCTACCTTTCACACCCCCTTCAGCCAGCTGGGCCAGAGTGCTGA
GGGATGCTCCTCCTACACCTTCCCCAAGATGATGGGCAATGCCAAGGCCTCCGAGATGCT
GCTGTTCAACAAGAAGCTGACGGCGGCTCAGGCCTGTAGTCTCGGCCTCGTCACCGAGGT
TTTCCCCGACAGCAGCTTCCAGTCCGAGGTCTGGAGCAGATTGAAGGCCTACGCCCAGCT
GCCTCGCAACTCTCTGGCTCTGTCCAAGCAGCTGATCCGCTCCATAGAGAAGGAGCACTT
GTACGCCGTCAATGACGCAGAGGTGGAGCGCCTCATGGAGCGCTGGATGTCAGATGAGTG
CTTCAACGCCATCATGAGCTTCTTCCAGGCAAAGGCCAAGCTCTGATGGACCCCCCCCTC
AGAACTAAAGCTTCAGCTCCTTCGTCTTCACAAGAAGTTACCGACAGCAGCTAACAAACA
GAAGGACTTCTGAAACCCTCCTCATCGTAGATTCATCCCTCCTGAGGATGTTCAAAGGAA
GAGGAGGCGTTCAGGTGAACTCCGTACTATTCAGAGGTTTATCTCTAAATGCAGTTTCTG
GAATAAAACATCTGCAGGTTCCATAAGCATCTTTTTCCTGAGAAGGACGTTTTAACCTTT
AGGTGTTTGTTAAGAGTTTCTGGATTTGCTAAAACTCATCTAGTGATATTTTATAACATT
ATTGAACTAAAGTACAGAGAGTCATAACAGAAAAAAAATGTTTACCAGGTGCTATGTTTC
ACTTTTACTGAATAAAAAAGTGCCAGAACAATCCACGACCCACTTATTCAGAGTGGGTCT
TTAAATTCATGTATTTTTTAGCTTGTAACTTCATTTAGATCAGTTCTTAAATTAAGGAGA
GACTGTTGTTATTTTCCCTTAATGCATAAAAATTTAAATATAATGGTAAAATTGGGTGAA
GGATCAATACAAAGTTTTTGCAGGAAGGGCTGAGTTATATTTCTGCTTTGACTGGACAAA
TTGGCCTTCGGCTCCTGAAACAAACATGTCCTCATGTGAAGAACAAGACAACAGACGCAT
CAAACCTGCTGCTGGCAGAGCTGCAGGGTGTGGTTGCTTGTGAAAGGAGACCGTGGTGTT
TTATCTGTAAGGAGAACAGGTTTAAAACATCTCCATCCACAACACGTGTTTGAGATGACT
TTAACATTCTCGTCCAGCTAGTGTGGACCACAGCTTATCATGGGTTTTAACTTGGTGTGC
CTCATGGCTCAGTTTGGGGGTTTGTCTTCTTTTCTCTGCCATTGTTGCTCTGATATGTTT
GCTAAATAAAACTGTTTCAACTTAAAAAAAAAA
>CL2341Contig1
CGAGCTAAAGTGTGACAGAAGCAGACTGGATCTCAGACAGAGGGCATGGACACACAGAAC
TTGTTCCGTCACTAAAGGAAGAACCCAAATCCGTCCGTCTTCTAAAGCGGTTCCCGTGCT
GGGGTCATGGCGATGCTGGAGCCTATCCCACAGACCGTCCATCACAGAACCACAGAGAAA
ACACAAATGTCAAATTTAAAAATCAGAGAGCAGCAGTCTTCTCTGATTTTACCCAGAACG
CACCAGGCCAAACAGCCAGAGCAGACAGGACAGACGTCCTCATCGGGTTTCTGACCCGAT
TTGGCTTCAGGCTTCATCTGAAAGACAAACTTCAGCGGAAACGGAGGAAACGTTTGGCCT
CCCCACAAACCTGTGTGTTTGAAAACGTTGTATCAAGTCTTTTTGCTGCTGCAACTTTAT
TTAAAGATATTTATATATTTTTAGTGTGAATTGTGAACCGGACCCACCTGATTCACTTTA
GAAATAAAATATAGTTTTAAAAGAAAAGGTTTATAAAGAAAATAATGTGGAATTTAGTCT
TGAAGGGGATTTTTAAGACCATCTTTCAGCAGCTGGAGACTGAGAAAAAAACTTGTTTTC
GCAGCTTTAAACAGGAAACAGACAATCAGGAGTGTCAATGAACACCATTTGGTTGATCAA
TTAGTAACAAAAAAGACATTTCTGCACAAAGTTTTATTTTGAAAAACAGCAGGTTTCATT
GCAAACGCCTGTTCAGTTAAAAGAAAGAAGTTTGGAGCAGAAAGAGTCTGTCAGATTTCT
CCCATTTCATCCTTTAAATCTGGATGTTTCTCCTGGGTGGAGACGTGGAAACATTCATAG
GTCTACCACGATGTCTACCACGTCTGCGGCGAGGGAACGGAGGGTCTGACTGACCATCTC
TTCGGGGCGGTGCAATAGAGGGTTTGATTCTCCCTCACAGAACTGTTCTGGAGTTTGCAG
ATGATTGTAACGGTTCACTTACGCTGAATAATAAACACATTTCAGACGCTCTGTGCCGTA



TTTTGTCTCTGCTATGATAAGCCCCGCCTCCTTCCGCTCCAGAGGTCGGGTTATTATGAC
ATAAGAGACATCAGCGGGAAAACACGGTCGATAAAGTTACGTGAAGAGCTGCTGATGGTG
ATGACAGAAGAACAGTCCGGGCTGAGGAGCTCCCCGCCCAGATGGGGGCGGAGCTACGCA
TCCAGACCGCAGCAGACATGTCACAGGATGAAGAGACGGGGTTAACCTGCGGACAGATCT
GCTTCAGGGCAGGAAATGAGGAAGACCTGGAAGGTGTGTCCCGGTTTGAGTGGCGGTTCG
TCCACAGCTTTAGATGATGTCACAAAAACAGAAAGAAGTCGCCCACATCGACCTCCAAGG
TTCTGCAGCCGTTTGTTGTTCTGGTGGATCCTGACGTCTGGACGGACTTTAGACGGAGAC
GCTGAAG
>CL2342Contig1
GCTAAGAACTGCCAAGCAAGACCACTTATGATTTCTAAACCCCACCAGCAACTGCATTCG
GAGATTTAAATCAGCGGGTGTTTGCGTCTTCTGCGGCCATGAGGGTCTTAATAGGAGGGG
GAAGTGGATTTATAGGCAGAGAGCTCACCTACTTGCTCAGAAGCAAAGGTCACGAGGTCA
CGGTAATATCTAGGCAACCAGGCCCAGGAAAAATAACATGGAGTGATTTGAAGTCTAAAG
GCCTCCCACCGTGTGAGGGAGCTGTTAACTTATCTGGGGAGAATCTGATGAACCCTTTAC
GATGGTGGAATGAAAGTTATAAGAAGGACTTGTTCTCCAGCCGCATTGACACCACCAAAG
CTCTGTCTGAAGCCATAGCCGCTGCAACCTGTCCTCCTCACTGCTGGGTGCTGGTATCCG
GCGTGGCTTGTTACAAACCCAGCCTGACAGCCGAGTACACCGAGGACAGCGAGTGGACTC
CCTTTGATTTCCTCTCTAAACTGGTCAAAGAGTGGGAGGCTGCTGCTCTCCTTCCACAGA
GTGTGGCCAAAACCACCAGACAGGTCATCGTTCGGCCCGGGGCAGTACTGGGTCGGGACG
GTGGAGCCATGAAGCAAATGCTGCTGCCGTTCTGGTTGGGCCTCGGCGGCACTCTGGGCT
CTGGAAGGCAGCCGTTCCCCTGGATCCACGTGTCGGACCTGGCCGGTATTATTGCCCACG
CTCTGGAGGCCCTCGCAGACTCAGCGGCACTGCCCCCTCCTCAGGTGTACAATGGAGTTG
CGCCTGCTCTCAACACCAACTACGAGTTCACCAAGGAGTTGGGCCGGCTCATGCGGCGGC
CTACAATCTTCCCCGTGCCTGCCTTCGCCATGAATGCCCTGATTGGCTCAGAGAGGGCTG
TGATTCTGACTGAAGGCCAGAGGGTCATACCAGAGAGGACTTTAGAGTCTGGCTTTCAGT
ACCAGTACCCGGACCTGACCTCAGCTCTGAAGCAAATCCTTGGCAGTTAACAGTGAAGCT
GCCGCTAACTGCCTACGCTCGTCAGAGGGGAAACGTGTCTTAATCTGTCTACAGATGAAC
CAGATTAATGAACAAAAGTTGAGGGGGTGTTCACTTAATTGCTTTGCAGATTAAATTGGA
GTCTGAAATGTAAACATCAGCTAAACGAATATTCAAAGGGATGTCATGTTAAATGCACAA
AGAAATGTTTCAGTTTTAAAAAGTCCCCATGTCTGCCGCTAAATGTTTGTTTACCCATTT
CTGTTCGTTGAAAAAAGTTTGTGCATCTATGGTGTCTTTTTCTGTTGAAAAAACAAAGTA
TTTTGGCCAATAAATCTGATGTGCTTTCAATTAAATCCAAAGCTAACATATTTTTTTCTT
GCTTTATAAAAACAATCCAAGCCCAAAAGACTCTTTATCTGGACCTGCTTTCCAGTTTGA
TC
>CL2343Contig1
AAAGATGTCCGCCTGCCTCTGTGGCTGGAGTTTGACAAGAGGCTCTTGAGGCTGTTTTAA
TCACCTGCATCCTCATTTAACCCACAGGTCAACGGTCTCAGTGAAACAGAATGTGCTTAT
ACTTTGTGTTGGGAATCTGATCTCTGCTCTTCAGCCTTCGGACGGCCTCCCTCATGTGCT
TGGGCTGAAGCGGAGGCGTGTCCCCCCACTTCTCACAAACATCAAGCGCTTCCTCGACAA
TTTCTCCAGCAAAAACCTTGGCAATACCAGACATTGCTATGACCACATTCTGGGAAACTG
ACGATCCTGTGATTGACTGGATCAGCCTCTTGATGGCCGCCTTGGGGAAGGCAGAGCGTC
TGTACATTTCATAGCGATTTAGTTGCTCTTCAGAAAAAGAAGACACCAAAACTTGCATCT
TTTGTATTTCATCTTCGTCAACTTTCTGCCTTTTCTCCTTTTTCTTATCCGGCTCCACCT
TTAGCCTTTTTGCAGGAGGCTGACCGGAGGTTCCCTCTTCTTCATCATCTCCAGGTGCAG
CTTCATGTTTCACCTCCCTTGTGGATGGATCTTGTGCGGACAACTCTTTCTTTTCGTCTG
CAGATTCTTTTGCGATGGCTTCATTTTTTATGTTCGTCTCTTTACACGGCTCCCCTTTGG
ATGCTGCTGCCTTCTCAGACTTGTCTTCTGCCGGCTTTATCCGTGCAGGGTCTGCCATAA
CCTAAGTTTCTAAACAGCAGTCTGCAAACACCAACGAAGAAGCTATTACGAGACTTTAGT
TTCAGCTGTGTAGCCGGCGTATTTGAATAAATTCTGGATGAAAACTGCGTATCTCATGCA
CGTTCCTCTACAGCTAGCTAGAGACGTCAACAACAAAGCCCTTTGCCGCAACACTAGCAG
CTAATAGTTAGCTGTTATAGTGCACTAATGTAGTCTACGGTCCTTAAACGACACACACCG
GTAATTATGTCAAAAAGAAAAAAGGTCTACATAAACAATGGATAAATAACTATAAGTACT
ACATAGAAAGGCAAAAAACTAAAGAAGATAAGCTAGCTTTCCTGGTAAACATCTACCATC
GAATAATAGCCTAAAAAAACCCCCCGGCCATAATGCCCGGG
>CL2344Contig1
TCATCATGCTCTCCATGTCCGACTTCGCTTCCTGTGGCAGCTACGAGGAGTGCAGCGCCA
CGGCGGATTGGCTGCGCTCCCACACTCAGGTGCGCCCGACGGTGGGGATAGTGTGCGGCT
CGGGTCTGGGGGGGCTGGCGGAAATGCTGAAGGACCCCCAGGTCTTCAAATACAGCGACA
TTCCCAACTTCCCCCGCAGCACAGTGCACGGCCATGCGGGTCAGCTGGTGTTCGGCACGC
TGAAGGGGAAGCCGTGCGTCTGCATGCAGGGCAGGTTCCATCTGTACGAGGGGTATCCCA
TCCAGAAGATCACGTTACCCATGCGTGTCTTCAAGTTGCTGGGGGTGGAGACCATGATCA
TGACCAACGCAGCGGGGGGCCTCAACCAGGACTACAAGGTGGGTGACGTGATGATCATCA
AGGACCACATCAACATGCCTGGATTTGCTGGGATCAACCCGCTGGCCGGGCCCAATGATG
ACAGGTTTGGCGTTCGCTTCCCCTGCATGTCCGACGCCTACGACCGCGAGCTGCGGCAGC



TGGCGCACGACGTGGCGTCAGAGCTGGGCTACTCGGACTTCCTGCAGGAAGGCGTGTACT
GCGTCCTCGGCGGTCCGTCCTTCGAGACGATCGCAGAGTGTCGGATGCTGCACAGTCTAG
GCGCAGATGCAGTCGGCATGAGCACAGTCCACGAGGTGATAGTGGCCCGCCACGCTGGAA
TGAGATGCTTCGCCCTGTCTCTGATCAGCAACCGATCGGTGATGGACTACGACAGCCAGG
AGAAGGCCAACCACGAGGAGGTCCTGGAGACGGGCAGACTGAGGGCCCAGCAGCTGGAGA
AGCTGGTGTCCACCATGGTGACTCGGCTCGACAACGACAACAACAACTCTTTCTGACAGA
CCTGCTCCATCCCAGCAGCAGCGCGTTTCCAACAAACACTCCTACATGTTGCTGTAGCAA
AAGAAATCTTGTGTCTTATTGTTCTATTGGTCTTACGATGCCTGACACTGGTCTCTCTGA
TACACTCCTTGATCTTTGTTTACACGTTTTAGCCGTTAAGTTGACTTGCTGCTCTTCATT
GTAACCACATTAAAAACCTCACCTGAGTTTTTAATTCAGTCTAAATGTTGAGAAGTATTT
AATAGAGCTTCACATTCCCACATGTCTGCTAAACTACCATTTAATGTGTGCGTGCAGGCG
GATGTCTTTACATGTTAACTATTTTAAAATATTTATGCTAAAAGTTATTTAAGATGTGGT
GGATTTTTCTATTGTTTCTATATGAATTAAAATTAAGAAGGGAAGATGTATTTTTCAAGG
GAATGCCTCCAAAGTATAACAATGAAATTCTTCATCGTTGTTTATCCACCGGCTGGATGA
TGGACAGTTTGTGCTTTTAAATGTATAAACTGGACGACCAGCGGAT
>CL2345Contig1
CCATTTTAAAGTATTTAGTTTATTTTTTCGTTTTTTAAGAATGGCACATTTACAATATAA
TGCATATATATTTACTTACAGCACAGGTGCCCGGAAATGGAAAAAAAAAGACAAAAAGCC
CTATATTGTCACATCTATCCCTTAAAATACAGGTGTACAGTTCAAAAATGAACAGATACT
GACGATAGTGTGGCTGTTGAATTTATCTGAAGGGATGGTTCTGTAGTCACAAGGAAGATA
AACTAGATGTTGTTTGACCATGAAACTGTGGAAGATTCATAGTTTTCTTTAAAAAAGAAA
CAAACCAATGAATATTTAGCAAATGTGGAAAAGTTACGACTGAAGAAGAAAAAGCAAAGA
ATAACAACCTCTGTGTGAGAAAGATAAATAAAATAATGAAATATACAGAGAGAAGAAGAA
TTACAATTACTGTCCTGAAAAAAAAGAAAAACTTAAATCATTGGAGAAAATCGGAACAGA
AGAGACTGGTCAATGAGTTCATAGGGTCCGTCTTGAAAAATGCCCAGTGAAGGGTTGCAT
GTTTAGTCATGATCCAAAGAGTAAAATCATGCAGAACATGATGAAGATGTTCCATAGAGC
GATGAAGATCCGAAAGTATCGCAAGCTGAGCAGGAACTCTCTGATGTTGTCGCCTGTTCT
TGGTTCTCTGGGTACATCTCCAAAACCCTGCGAGTGCGACTCCTTCTCCTTCCTCTTTAG
CTTGAAGTTCAGCACCGCCGCTGAATTCAGCAACAGAGTCCCAAATATTAAGAGATCTCC
GAGCATTTTGCTCTCATCACAGAAACCAACAACTTCCGCCTTACTTGACGCCCCCCGGCC
ATAAGGCCCGGGTT
>CL2346Contig1
GCGACCCGGCAGCAGAATTCACCAACAAGCCCTTTTCAGTCCAGCTGTCCAATGTTTACC
TCAGCATATTGGCTCTGTTCTGCTTCAAACTCTTCGTTAAGGTCTCTCTGAACTTGCTGA
CATACTTCTACATAGTGCGTGGGAACCGTAAAGAAGCGGCCCGGATATCAGCAGAGTTTT
ATGACTATGGTCAACAGCACAGATCCTGGGCAGACCGCTCCCCCCTCCATGACGCCGCCT
GCCAGGGTCGCCTGCTGGCCCTGCGGACCCTCATCCTACAGGGTCACGATGTGAACGTCC
TGACCATAGACCACGTGACCCCCCTCCATGAGGCATGCCTCGGAGACCATGCTGCTTGTG
TGCGGGCCCTCATCGATGCAGGAGCAAACGTCAATGCCTCTACGATTGACGGTGTCACCC
CCCTGTTCAATGCCTGTGCAGTCGGCAGTGCTGCATGCGCAGAGCTTCTTCTGGAAAATG
GAGCAAAACCCCAGACTCTGGTGTACCATCCTTCACCCTTACATGAGGCAACCAGCAAAG
GTCATTATGGCTGTGTGGAGGTGCTGGTGACTTGGGGGGCAGATGTGGATACAGACATTC
CTCACCTGGGAACGGCGCTCTACACTGCCTGCGTCTGTCAGGAACTGGAGTGTGCCAGGA
AACTCCTGAGGGAAGGTGCAAACGTACAGAGAGGCAGGTCCCTGGATTCACCTTTACATG
CAGCTGCAGAGAAAGACTGCACCGCTGTGGTGAAGCTGCTGCTGGACTTTGGAGCAGACA
TCAACGCCAGGAACATGGAGTTCCAGAGGCCGGTGGATGTGGCCCCTCCCAGCAGTGGCA
CAGAGGGTTTTCTGCTGCTCTATGAAGCCACGCCCCGTAGGCTGAGCCATCTCTGCCGTC
AGAGCATCAGGAGCTGTGTGGGTCGGGACCGACTCCACCTCCTGCCCCACCTCCCTCTGC
CCAACAGGCTGAAAACCTACCTGCAGTACCAGTAACGGCAGGACAATGGCGCCAAAGACG
AAAGTGCCTTTTACACAAGAAGCTTCGCCGAAGACTCCTGAAGTTTGAAGTTAGCCTCAG
TTTAGAAATCTGGAGCTGGAGGACGTTTGCTGCTAAAACAAGGACCCACTCTGGTTTATG
AATATGAATGACTATTTATTGTGTTTGTGTTTCCGAGAGAACTTAGTAGTGAAAACAGTT
AGCAAAGAGTGATGCACTTTACATGAAA
>CL2347Contig1
TTTTTTTTTTGTTTTTTTAAAGGTTTTATTCAGCTCCAAGTTACCAAAATATAATTCTAA
AAATCAGTCAATTTAAAAGAGAATAGCTAAATTGTTTACACATGTATGGCTGTAAACAAA
GCTTTATTTGCTGGTTTTCTTTTAAATAAATGTACATACTCTTAACTATTTCAGTAAATC
AAAAGTGGACCTTTTGGTTGTAGAGGTTCCTCTTCTCTCAAACTAACATTTCCCTGAAAA
AACTGAAAACTTTGGGGGGGGAATTCCAAAAGGTAACAGCTAATGTTATTCCTCAAGTTT
GTCTTAAATACATTTGCATTTTAAGAACATGGAGCTGCTCCTCAGAGGTCACCATCTTTG
AAACACCAGCTGGTCACCAAGTGACACTTAAACTAACTTACCAGCGGGTTACTTCAGTTC
AGCTGTTTCATCTATTTATTCTGCCAGAAGGCAACTCCTCAGCCTCTAGTCTTATGGTTG
GCATAGCTTGGAAAACCCATCTGGGACACCATCAGGTTGGAGTAGCGGAGTGGCATGACG
CCATAGATGTGTGTCAGCCTGTTCAGACAGTAGGACCTCTGGAGAAGGTGTTCCGGACGG



TGCCACATTCCCTGATATCCACTGCTGGCATCTTTTTCCAGGTTACGAAGGTCTACAGGT
TTGACAAAAACCCCAGAGGGTCTGATGCTCGCCTTTGACTGTTTCCCTACATGCAATGCT
ACAACAAAGTTCAGAGCAATGTCATCACAGTTCTGCGTTTGGTCAATCAAAGAAAGGACT
TCCTGAGGTTGATCCTGGAAGAGCTTCAAGTATTGGCGGTGGAAGAAGGCCGCGCCGATT
AAAACCATGGAGTATTTATCTCCTCCAGCAGTTTCTGGATCCTGCAGCTCAAAGCTGCCG
TAACTATAAACTCCTGCCGCTGTGGAAACATGTTTTCGCGGAACAAAACCAACAATTTGG
TCTGTAAATTGCTTCCAGACGGAGAAAGCAAAACTGATGTCAGGAACGCTGATGAGCGTG
TCATCATCCAGCATCAAAACGGCATCTGTATCAATCTCAGAGAATGGCTGTAGTCTGTTC
CGCATCCGGTTGCTTTTCTGTTCCTTAAAGATCACAGGTACTGGATGAGGACTGAAGGAG
TCCCATAACTTTTCTGGGGTCTGCTCGCCAACGTTGTTCCAAATGATGATGATCCGCTGA
AGATGAGGCACAGCCTGGTAATGGTTCAGAAGTTTGAGCAGAACATCTGTGCGGTTATAA
GTCTGGATGATGATGGTGAACTTCTCCTGTGGGCCCTCAGGGCTGTGGCCCTGGGCAGAC
TCGGGCTTGTTCTGCAGCGATGCCCTCCTCAGAACTCCCAGAACACCATCACCTCCATGG
TCTTCAGCGGGTGGAAGCAGAGAAGTCAACGCTGCTCCCACCAGGAGGATGAGCAGGATG
GGGAAGACGACAAACTTGGGCCGAATTCCGAGGCAGCAACGGGAAAGCCTCATTTTGTGC
ACAATCTTGACATCTCAGTTCGCTACATGGACGCCATGTTGGTCACGTAGCCGCAACGTC
CC
>CL2348Contig1
TTCGGCACGAGGGCCTCACACAGCTGTCTCAGCCTCTCGCTGCCGTGGTGAAGGAAAAGC
CCAGACTCTTTAAGAAAAATGGACTTCAATGGAACATGGCAGGTGTACTCCCAGGAAAAC
TACGAGGAGTTCCTCAGGGCTTTGGAGTTGTCAGAAGATATCATCAAGCTGGCCAAGGAT
GTTAAGCCAGTTACTGAGATCAAACAGACGGGCAACGACTTCGTCATCACCTCCAAGACA
CCTGGAAGAACAGTGACCAACTCCTTCACCATCGGCAAGGAGGCTGAAATCACCACCATG
GATGGCAAGAAGCTGAAGTGTGTTGTCAACATGGAGGGTGGCAAACTGGTCTGCAAAACT
GGCAAATTTTGCCACGTGCAAGAGATCAAAGGAGGAGAAATGGTTGAGACTATGACCGTT
GGCTCAACAACACTCATCAGGAAAAGCAAGAAGATGTGAATTTGACAACAAAAGAACACC
ATGTCTATTTAATAAAAAATGTGCTTACCAAAAAAAAAA
>CL2349Contig1
TTCGGCACGAGGGCGGCTGTCTGGCCTGGTGTCGTCGCAGGTTCAGCTGTGCCGCAGCAA
CCTGGAGCTCATGCAGACCATCGTCCAAGCGGCCCGAGAAGTCAAGAAGACGTGCCAGAA
GACTTTTGCTGACATGCGCTGGAACTGCTCCTCTATCGAAATCGCCGCAGACGGCCAAAA
ATATCCGCCAGACCTCGACAGAGGAACGAGGGAGGCTGCTTTTGTTTATGCCTTGTCCGC
TGCAACCATCAGCCACACCATAGCGCGGGCGTGCACTTCCGGAGACTTGCGCCTTTGCAC
GTGCGGTCCTATTCCTGCGGAAATTCCTGAGCCTGGCTATCGCTGGGGGGGCTGTGCCGA
TAACCTGCATTATGGTTTAATGACGGGCTCCAAGTTTTCCGATGCTCCCATGAAGATGAA
GCGATCGGGTTCCCATGCCAACAAGCTGATGCATCTACACAACAGTGAAGTTGGGAGACA
GGTACTGAGAGAGTCGATGGTGATGAAGTGCAAATGCCATGGTGTATCTGGATCCTGCTC
CATAAGGACTTGCTGGAGAGGACTCCAAGACCTCAGGGAAATAGCCATGGACCTTAAGAC
CAAATACCTGTCTGCCACCAAGGTGATTCATCGGCCCATGGGGACACGCAAGCAGCTGGT
ACCTAAAGACATTGACATCAGGCCGGCAGTGCAACAAAACCTCGGTTGGCAGCGACAGTT
GCGACCTGATGTGCTGCGGACGTGGCTACAACCCCTACACGGAGAAGCTGGTCGAGCGCT
GCCACTGCAAATACCACTGGTGCTGCTATGTAACCTGCAAAAAATGTGAGCGGATTGTGG
AGAGATACGTTTGCAAATAGGCCTGTGCTCCTGCCAGCAACCCCCCCCCTGAGCATAGAA
GGCTACAGATTAACCAAAGCACTACATTACCAAGAAGGCCTACTTTTGTCTTAAGCTGTT
TGTATCTCCACAACAAAAGATCCGCTCCTGTGCATCTTTCCTTGTATCTTATCTCTAAAC
GTGGAGGTGTTTCATTGTTCAGACCAGTGCAGATGGTAATCGCACAACTCCAGAGAAACT
AAAGGTCACTTCTGTCAATTACAAAAAACAGTGAAATATTTGAGGTTTTCTGTTGGAAGA
AGGTTTGCTCCCTTTGTTTAAAAAGCAGATTCTTTTATAGACCTAACATATTTAAAGGTA
CTATCAATGCTTTACTTTCCCTCTCATGATGGACGATGGAGGACAGAATACTATAAAGGG
AACCTCAAATGCTTTTCGCTCCTGGAGGATTTTGTTTTGAACTCATCTCGTGCCGTGTGG
ATCCTGATGTGCCTTCATCCCTGTGGAAGAGCAAAGATCGCAGAGACCTTCATCAGCACT
TGGCTGCAGTTTTTGGTCTCACGTTCAGGCGGTTCAAATGTATTTTTCAGAGCATATAAA
ATAAACTCATGGATTTTCTAAACCACTTTACCGTGGATGTATATACTGTTACTTGATTTT
AAAAATAAACAGAA
>CL2350Contig1
TCGGCACGAGGGCTGAGCTTTGCTCTCCATGTCAGTCGGGAGCGGCGGCTCTTCTAAACT
AAAGAAAGGTCTTCTGGACGGTGATTTTCGGAAATTTTCAGCTTTTCCTCGGCTGCATAA
CAGTGCTTGATTGAAACGCTTTCAAAGGCTAAAAAGAACAGGAAACCAGTCCAAACATCA
GAGTGGGCCATGGCTCCAACACTGTACGATGTGAAACCCGAGCCGGGAGACTTGATTGAG
ATCGACCGTGGCTCTTATCAACACTGGGCTGTGTACGTTGGCGATGGCTTCGTTGTTCAC
ATGGCGCCGCCCTTTGAGACTCCAGGTGCTCGTTCCAACAGCATCATGTCTGTCCTAACG
GAGAAGGCTATGGTGAAGAAAGAGGAGCTCTGGGAGGTTGTGGGAACAGATCAGTGGAAG
ATCAGCAACAGTCTGGATGAAGAGTACGAGCCCCGGCCGGCTCCAGTTATTGTGGCAGAT
GCCTGCTTGCTGGTGGGCCAGGAGCGACCATACTGTGTCTTCACGGGGAACTGTGAGCAT



TTCGTCAATGAGCTACGCTACGGAAAAGCTGAGTCCCGACAGGTGCGTAAAACAGGAGAG
GCCGTGATGATGGCGGGCGTGGCTGCAGCCGTGGGCCTGGGTATCGTGGCTCTGGCCGGA
GCGCTGTTTGGAGGCAGCAATAAGAAAAACAAGAACAACCAATGACTGAAATCCTATGCT
TTTCAGGGGTTTCAGCAAACTCCTAACAGCAGCTCTTCAAAACTAATCACAACATAACAC
TGCCAGATTAACACTTATTTGTGATGTCACAGGAAGTTAGGGTGACCCTCATCATGGTAC
CTCTGCCTCACCTTTACCAGCCATTGATGTTCAAAAAGAAGCTGAGATCATCTATAGAAA
AGCACAAACTTGATGATTCTTCTTTGGTGCCAACATAAATTACAGTAAGATTTATATTTG
TATGCTTATAAAGGTTGGAAAGCACAAATTATTGAGGGGATGTTTTTAAGGTACAGAAGA
AATTGTAAAATAATTTTTAACTGGTTGGAAATATAATCTTGTGGATCAAACTGTTTTAAA
GTCAGCATTTAATTCTGTATTTGCCAATAAGCTATCAAGTTTTCCTGTTTCACAAGATTC
TAGTACTGTAAAGTTGCACGAGTCTGTTTGTTCCTGTTTGTCTGTTTCTGACATTTGTTT
GTGAGCTTAGAAAAAGAT
>CL2351Contig1
TCCGGTCAGAGCTTTGTGCATGAAGTACACGCCATCGGTGACCAGAGGACGCAGTCTCTC
TGCAAATCCCTTCAGCTGCTCCAGCTCTTCTTCAATGTTGATGTTCAGTTTGGGATACAT
CCTCTTGTAATGTTCTGCCAGCTTCCGGTACTTGTCCTCAAAAACGCTGAAGTCGGAGAC
GAGGTCGCAGACCCGCAGACCGTTCCGGGCTGCTTTGGAGGAGTACGCGGGTCCGATGCC
TTTCTTAGTTGTTCCCAAATTTTTCCCTTCCTGCTGCTGCCGCTGCTGCTCTTGAATTCC
ATCAACAGCTTGATGGAAGTTGAACACGATGTGGGCGCGCTCAGAGATCTTCAGCCTCTC
CTCCCATCCCTGTAATCCTTTGCCTTTCTGGAGGTTCTTCTCTGCCTCTTCGAACAGGCC
TGGAAGGTGGATCACCACTCCGTTCCCAATGAAGGAAGTGGCCTTCTTGTTGAGGACCCC
ACTGGGCAGCAGGTGGAAGTCGTACTCCACCGAGTCCACCACCACGGTGTGACCTGCATT
GTTGCCTCCCTGGCACCTGCAGACGATATCGGCATCCATAGCGAGCAAGTCCACAACTTT
TCCTTTGCCTTCGTCGCCCCACTGAGCTCCGAGCACCACGGTCACTTTGTTCTGCGGCTC
CTTCGGGATCCGCAGCGAGGTGCTCAGCTGCACGTGCTCCCGCGCTCGTTTCACGACCGG
CTCCCCGTTTAGAGAAACGGACTCCCGTCCGTTCACGTCAGCCATGCTGCTGTCGGATGC
CATGCGGCCCTCCTCCTCCTGTTGCTGCAAACCGGAAGAACGTTTTAACCGCGTTCT
>CL2352Contig1
AATCTTCTCCATCCTTCAGGTCTGGAAGCTCGTGCAAAGATGCTCAGCGGATCCCCTCGC
TCCTCTCAGGGTGAAAGCGCGTAATCCGGAGGGGCGGACGCAGGAAACGGTTCGGGTTCG
TGCAGGTTCGACTCCCCGGTGTGCGCTCGCGCAACATGGAGCTGAAGAAATCTATCTCGG
ACACGGAGAGCGCGCTCAGGAGCTACGGTGCCGTGTCGGAAACCGCGTGGACAACAGACA
AAGGTCACTCAGACGTGTCCATGGCAGAAAGCACCATGTCTCCAGAGGAGATCGAGGTGG
AGATGGTCCGCATCCAGCGCCTGCGGGAGGTCCTGGTGCGCAGAGAGTCCGAGCTCCGCT
TCATGATGGATGACATTCAGCTCTGCAAAGACATCATGAGTATGAAGAAGGAGCTGAGAC
AGATCGTCGCAGTACCAGAGAAAGAGAAAACCAAAAAGCAGCGTCAGCGAGAAGAGGAGT
TGATCCTGAAGATCCACAAGCTGGTGCAGAAGAGGGATTTTCTGGTGGATGATGCAGAGG
TGGAGAGACTGAGGGAGCAGGAGGAGGACAAAGAGATGGCCGAGTTCCTCCGGCTGAAGC
TCAGGCCTCTGGAGGAGAAGCTCAAAGTCGCACAGAATCCTCCGAAGGTCAAGAGACAAA
TCCCAGAGCCTCCTCCCAATAAACCTTCCATCACCAAGTCAGTGGCCATCATTAAGGACT
GCTGCGGCGCCACCCAGTGCGCTGTGATGTAACCGCTGCTCCGCGTCCCGACCCTCACAT
AACACGACCCTGTCAATCAAAACTGCAGCCGGAAGAGTTTGTCCCTGAATCTCCTTAGAA
GATCAGCGCAGACGGAGTCAGTAACCCACAAAGATGAAGCAGCATCACTCCAGAGTGCAC
CTTTTCTAAATTGCATCAATAAGACGTGTGGAGATAAAATGCTGGTTGAGGAAAATCTTA
ATGAGTTTCTTTTGCTGCAATTTAACAAAAAGGAACACAGATGTGAGACAAAAAAAGGCA
CCTCCAAGAAGGTGGTTCAATGCAAACTATGGCAAGAATGTGGATCATTCCAGTCCAAGC
GTGTCCAGGCAAACTCAGGAGGCTATAAAAGATAAAGAATAAAGCAACAGACACGAGCAG
CAAAGAGTCTG
>CL2353Contig1
GGCTGCCCTCGTTTGAAGTCTCGTGTTGATGTTTTCTGTTAGCTGTGTCTTTACGTAAAT
TAACAAAAATATCGTTTTATGTTCCTTTGTGCAAACGTGTCGGTAGTTTGTTGAGTTCAC
CACACAGCTCTGTATTCACAGTAAATTGTAGCTGCATCGTAAAACGACACATGTCAAGTG
AGCCCAAGAGAATCCGCAAAGAAAAAAAGATGAGCGCTAAAAAGATTGGAACTCACAATG
GCACTTTTCATTGCGACGAGGTTTTAGCCTGCTTCTTCCTTCGTCAGTTACCGGAATACG
CTGATGCTGAGATTGTTCGCAGCAGGGACCCCGCCGTTTTGGCCGAATGTGACGTTGTTG
TCGACGTTGGAGGAGAATTTGACCCAAAAAGGCATCGCTATGACCACCATCAGAGGGGTT
TTACCGAGAGCTTCAATAGTTTGTGTCCGGAGAAGCCATGGGTCACCAAGCTCAGCTCGG
CCGGCCTCATCTACTTACACTTTGGCCGTCGGTTGTTGGCGCAGCTGATGCAGTTGAAGG
AGGATGACCGGCTGGTGGAGTTGCTGTATAACAAGCTGTATGAAAACTTTGTGGAAGAGG
TGGACGCCATAGACAATGGCATCTCACAGTATGACGGGAAGGCTCGTTACAAAATCTCCT
CCACACTGAGTTCCCGGGTGGGGTATTTGAATCCTCGCTGGAACAGCAAGAGTCAGGATA
CAGAGGAGGGTTTCAGAAAGGCAATGAAACTGGTTGGGGAGGAGTTCATGGACCGCGTGG
ATTTCTACAAGTCCTCCTGGCTTCCAGCTCGTGAGGTGGTGGAGGCAGCAGTCAAGGAGA
GACATCAGGTTGATCCCAGTGGGGAGGTGGTACTGTTCTCTCAGGGAGGATGTCCGTGGA



AGGAGCATTTATTTGACTTGGAGAATGAGCTCCAGGTGGAGACACAAATCAAGTTTGTCC
TTTACCCGGACCAGAACGGACACTGGCGAGTCCAGTGTGTCCCTGCTGATCTCCACTCCT
TTCAGAACAGGCTGTCCCTTCTGGAAGAATGGCGCGGTATACGGGACGAAGCTCTGTCTG
AGCTCAGCGGGATTAAGGACTGCATCTTTGTTCACGCTGGAGGCTTCATTGGCGGGAACA
AGAACCAGGAAGGAGCCCTGGAGATGGCCAGAAGGACCCTGCAGGCTGCCGCTCAGTGCC
CGGCTAACGGAAGTGGTTGACTGGTTGCACAAGATGGTTGAGGGCTTTTTTTTTTCTGCT
GGCCAGTCTTACACGGAGGAGCAGCATTCAGACGTTGCTGGTTTTCTCCATCGAGTTAAT
GTTGTTTTACTATGCTGAGGTGGTAATGACAGGAAACAGGAATAAAATGAAACTGATTTA
TGAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL2354Contig1
TGGCCATTTTTTCTCGCAGATTTCCAGGATGTCGCAGGAAAATATTTTCCTTTTTGTTCC
GAATTTAATCGGTTACGCCCGCGTGCTGCTGGCGCTGCTCTCCTTCTTCCTGATGCCCAT
CTGGCCGTGGCCCGCCATCTTCTTCTACCTGCTCAGCGGCCTCCTGGACGCCTTCGACGG
CCACGCGGCGCGGGCGCTGAACCAGTCCACCAAGTTTGGAGCCATGCTGGACATGCTGAC
GGACCGCTGCGCCACCATGTGTCTGCTGGTCAACCTGTCGCTGCTCTACCCCGCCTACGC
CTTCCTGTTCCAGCTCAGCATGTGTCTGGACGTCGCCAGCCACTGGCTGCACCTGCACAG
CTCCACCATCAAAGGCTCGGCGAGCCATAAGAGCATCGACCTGTCGGGGAACCCCGTCCT
GCGGATCTACTACACCTCCAAGCCCGTTCTGTTCGTGATGTGCGCCGGGAACGAGCTCTT
CTTCTGCCTGCTCTACCTTCTTCATCACATCCAGGAGCCTGCTGGCTGGCTCCTGTGGCT
GCAGGGGCTCTGCGGCCGCATCTGCCTGCTCAAGTCCGCCATCAGCGTCCTGCACCTGGT
CACCGCCTCCCAGAACATGGCCGCCCTGGACGCCGCCGAGCGCGAGAAGGCGGCCAAGCA
GCAGTGAGGCGTCGGGAGGACGGTCGCTTCCAGTGCTCTGAAGGTTCCTGGCCAAATATT
TTCCAGCATAAACGAAGAACGTCTGCTTCCTGTTCTGCCATCCACCAGGGGGCGTGACCC
CCTGCTGAGTGACAGCTCTGCACACTTCCTCCACATTCCTGCAGGTCCAAGAAACCCCCC
CCCCTCCTCTGCTGCTGGACCCGCTGAGGAGCGAGGTTTCCTACGGCGGCTGAAAAGGCT
CAAACTAGAACGGAGAACATGCAGATGGAAGAACACGCCGGCGCCGGTTCTGATTCACAG
CCTCTGACTTTAAGGGAACCCGTGAAGGATAATTACTGAGGAACTTTTCAGAATAAGAGC
TTTGAGAATGCATCTTTCTTTCCGTACACTTCTCTGTGGGTTTATGGAGGAACTTCCTCA
GAACCTTCCGGTCCGTTAAACCGCAGCTGTGAATCTGAAGCCGACTTCCTGCGTTCCTTC
ATCTAAAGGTTCTTGCCTGTTCTCTTGCTTGCATTGTTGTCATTTGCAGCCATTGAGCTC
TGTCAGCCTGGTTTCCATGGAAACGGGGGGATCTGTTAGATGGGACACTAGCTTTTAGGA
AGTTCCTCGGCAGAACCAGGCAGCTTCTCCTGAGGAGAACCCTCCTCCACGCGTCATAGG
AAGCCTGATTTTATTTGAAGATTTGATCGTAATCCTCTTCACCTCTAATTTATTGCCGCC
ATGACATCATGTCTAGTAGAACCTCCTGCGGCCGGATCCAGGTGAGCTTTCATAGGAGGC
GGGTTCTGGTTCTGACAAACGGATCCGCTGCTGAGGAAAACCCAGAATCCTCTGAACAGA
AGCCCTTTGGTGGTTTTCTTCATGGGATGCTGTGGGCTCCGTTCACCTGAGGAAGACCTC
TTTACTGTATGTGATGAAGCCTGTTTGAATGTGTAAAACTTTATTGTCCATCAGCGCTCG
GCCGTTTGCCCCAGAAATGTTGACGTTTTGTGGGTTGAAGTT
>CL2355Contig1
GAAGACAAAGGCCACCGTCCTCATTTAAACCCACGTGAACACCGTGTTTCGTACGGATTC
CGGATCTAACCTGCTGCAGGGCGGCGCGCGCTCACGGAGAACCGCGCAAACGAGGGGGAG
GGGTCAGGGAAGAGCACGCGCCAGTAGAGCCGCATGTGTTCAGGAAGAGCTGCACCATGA
GGGTCCCCATCCACCATCTGCAGAGGCTCACCATCTTCACTACCGTCCTGACGGGTGGGG
GCGTTGGCACCATGTACTACCTGATGCAGAAAAACTTTGCTGGGAGTGAATACCATCAAC
TCGCTGTGCGACAGCTGAAGGCGTGTCCTGTTGCCATGGAGAGCCTTGGAGCCCCGCCCT
TACGAGTTCATAACATCCATCTGACTGACAGATACAACCGTGTGGACCATCAGGCAGCCC
AGATTAAGATTCCTGTCACAGGCTCAAAGACTGGAGGTTATCTGTACACGTGTTCACACA
GAGAGCCACAAACACACAAGTGGGATTTGAAACAGGCTGAGCTTCACCTCCGGGAAGGTT
CCGTCATCGACTTGCTGAACCCTCCTCCTCGTCCAGCTACGCCAGAAGAAAGTACACTAG
AGGAAGACATGGACAAATGGCTCTGAACGGGAATTCCAGACCAGTGTCTGGTGCTGAGGA
CGGGCTATGCTTTGATCATTACCTCGTACACAGAGCTGAAGCTGTTTGTAGAACGGTGCA
CGTCATTCTGCAGCGTGCAAATGAGAACCAAAGAGCTGAGGCGCAGCTTTGACTGTAATT
TATTTCAAATGTTTCTCAGTCTCTGTTGGAAAGGATACATTTGTCAACACTGACTCTTCA
CTCAGGAGGCTCCTTTTTCACTCATCTCCCCTCTGGCAGACTGTCTTTTTTTTGTTTGTT
TTTTGTTTATTGCAAACTAAAAGAGAATTGCGACATACCTGAAATACAAAGAAACAAACA
TATAGTTTCATATTTGTAATACAACTCGGCCAGTTATTCTTTTTTCCGAACACCACTCTC
CAGTTTCCCCACCCCTGCAAAAAAGGGAAAATAAATGAATATCTTTAAAAAAAAAA
>CL2356Contig1
AGTTTATTAGACTTAATTTGTGCAAAGACAGGTTTGAAACACCTCTAATGACATGTTTAC
ACTTTGAGATTTTGACTTTTTAATGTCGTGCTGCAACATAAAATGTCATTTGAGCATTTT
GCTGTTGACTTAAATAAAGAAAGTTTTCAATGTTTTTTTCTTTTTCTACCATCAGCTCTT
CTTTTCAAAAACTGAAACGAAATTTTGCTCAACTAGTGTGGATAAAAAGACTAACGCTAA
TTGAAAGGCTAAATGCTGAACAAATCCAACTTCTCCTCTCCTTTCACATGAAAAACAACC
ACACAGGGATCGGTTTCTCACAGTCGCCTGGTTGAGGACTATCACATGGATGCCTCGGCT



TTGCTCTCGCATGTCGTCCTCCAGCACAGTTGTGCCGTCGACAGCCACGTAGACCTTGGA
GCGGCTGGAATAGACTTCGATGTCCAGGACTTTGCGTCTGTTGGCTGGCCTCTGTGGGGT
CTCCATGTTGGGGATAACGTCTTCGTACTCCTGTGCTGCTGCATCTTCATTCGCAACTCT
TCTGGTGTCCAGGATGAGCTTAATGTTGACAATGACGGTGATGAGGAGAAACAGCACGGC
GCCGGCCTGGCAGAACCGCCGGATCGTCCTCTTGTTGGTCAGTTGGTACTTCCAGGTTAG
ATACCAGCTCCTCTGCTGACGTGGGATGAACGGTTTGGCTCGCGGGTTGGGGGTCCAGGT
CTCCATGCCCTCATATCATCATCATCCTCATGATCATCTTTATCACCGTCAACATCTCGT
GAAGAGCCCCCGATAAAGGTCAGATTCAGAACAGTCACTTGCTGCTCATCAAGTTCAGGT
GCTGCCTGCTTCACGACCACGAGACAAAAACCCTCGCGCTCTCCAACGACCTGAAGCGGA
CTCATAAATACTCACGGTGAAGTCAGGAAACCGAACGTTATCTATTTTGTTTTTACAGCC
CAGAGATAAAGTCAGAACTTTCTACCTCCTGCTACAGCTACATGCTACCCATTTGCTACC
CGAGCTTCTGCAGCACCCCCGGCCATA
>CL2357Contig1
ATTTATTGGACTGAATCAACTTTGATTTGCATTAAAGGCAACACAAAGCAAAATGTGAAT
AACAATGTATAGTAGACAGAAAATCTTTTAAGTCTCCATCAATAAATGGCATAAAAATGG
AGAAGTTACAACCTCCCCACCTTAATCTTCTGGAAAACAGAACAGAACTTGTATTATCTT
CTAAAGGAATCCTTTCAAAAGCGGTAGGTCAACATGGCAATATTACACTTTTCATACAAT
AAAAAAAAAGAATGGGGAAAGGGGATTTGGTCCCTTTCATTTAAATATGTTCTGAAGAAA
GTTTGGGAGCGCAAAAGCGGCAGGTTTCAATCTTCTAAGAAATCGTCATCGAGGTTAACA
TCTGTGGTGTCGATGTCGTCCAATTCCATGTTGTCCAGATCCACTTCTAGCTCATCCAGA
GACTTCTCTTTCTCTGACTGTGCAAAATCAGGAAGGTCGTCCTCTGGCTCTTTTTCAGCT
TCTTTAGGAGCCGGGGGTTCAGGCTGTGAAAGTATGACAGGAGCGACTGAGCTGGATTCT
TCGCTGTCTTTTGTCTCAGACACGAAGGGAATGAAAGTGCCTTTGGGCTCGTATCCCTGA
GCTTCCTCCAGAATATTCCTGTCTTCATTGGGTGTGACTAGTGGATAGTCTTTAGCAGGT
CTGGAGCCACCCACGCAGGTCTCTCTCAGGTAATGCTCTGCTGCAAAGGCTTCCTTCAGG
CCTGGGAACAGGTTTTCATATTCTGTGGGGTCTGCGAGGGATTCAGCTGCCTTCTGGTTG
ATTTTGGATAAACTCTCTCTCCACAGTTTGACCACACGGGACACCTGGCTAGGCAGGTAG
GTGCGAGCCAAAAAGGCAGCCTCTGGTAGTCTGTTTGTCCTGATCAGAAGCTCCAGGCAT
TGATCAAGTTTCCCTTGAAGGAAGTACGTCATAAAGGCCACATTGTTCTTGCCATCCCTC
TCTGCCCCTTCAGCCAGCTTTCCCACCATGCTGGCATTACCAGAGGCTGTGGCGAGGAGA
AGCAGGCCGCCATAGTCCTGAGCGTGGTGCAGGCACTCCTGGGCCAGACCAAACTGGCAC
TTACTGATCGCCAGTTCTGCAAGCTGTTTCCACTTCTGCTCCGACTCTGCTTCCACAGCC
AGCTGGTAGGCAATCTTCAACTCTCCCAGTTGCAAGGCCAACTCAAACCTGTGCTCTGGG
TCAGAGGACACAGCCAGCGCCTGCTGTTTGAAACCCTGTTCTCCAGGAAATGTGCCCCGG
CCATAATGCCCGGGTTTANNCGCCGG
>CL2358Contig1
TNCTTTCNGTTACCGGTAATTAGAAAAAAAGAGAATAAACACAAACTCCCACACAATTCT
TACAAAAACACAAAAAATTCAAAAAATTATTTCTTTTAGCCGAATTAACCTACACAGAAA
CAACCAGACAAACCGCCTTTTCTCTCGTGAGAGCTGACGTGCACACATACTCTGTGGTAG
AATATTTCTGTATATATTGTAGTTATTTGACACCCTAAGTGAGTATACCTTGTCGTTTAT
TGTCAAAAAGCCATCTAGTTGACAAATTATTTTGTGAAGTGTACTGATTAACTGGATATT
ACAACATTGGAAGCTTCTGATTATATGACACTAGGTCATTACCGAACAAGAGATGTAAAG
AAGATATTCAACAAACTATCAAGTCTACAGGCTCAACAGGGGAGATTAGCTGACCAAAAA
ACACATCACTCCTAAAAACAAACTGTATGATATATTCTTACTCTCAACAAAGCCTACATT
TTGAATATGAAACCTACAGGTTCAGAGATACGACACCAGTTCCTTATGAAAATAATTATA
ATATTTGAAATAGTAAGCGATGATACAGTGTCTTGTTATGTCTTTTAAAGACAATCCGCC
CACCATTTCTCTGGACTCCTCTATTCAGATTGTTTGTGACACTTCAGTTGTCCATAAGGG
AGCGCTGTAAAGCCTGCTGAATCATTGTTTGCTCGTCTGTGGAGTAGTCAACAAAGGTCT
CATAAGAGAAAGTGTGCCTGAGCTTTAGGTGTTGAAAGAAGTCCGCGCTCCTGTAGTTGG
GGTCCCCCCAAGGCATTGAGGCACAAATTGGGCACACCACTTGGCGTGCATCTCGAGCGT
GATGGGTCGTGCAATGTTCAACCAGGCTGTCCTGGTCAAGGTTCTGGCAGTTGCAGTAAG
GACAGGTAAATGTGTAACGATTTGGCACTGGACTCACAGCAGCAGGCTGGCTTTGGACAC
TTGTCCTCACCCCTTCCTCAATATAGTCCTGGTATTTTAAACAGGCAGCTGTGTGGCTCC
TCATCTGAGACAGAACAATCTGAACTCCACATCCCTTACAAGCTGAGATTGATGACTGGA
TGAGGGCTTCTAGATCCACTGCTTTGGTCCACGGCCCAACTGTAGTCCTACATACCGCAC
ATACGGGCTTTTGAGGACGCAAACACTCTTGCAAACAATTGTGACAGAATGTATGTCCAC
ATTGTGTTCTGACAGGTCTCTCAAAGATTTCGAGGCAAACTGGACACATAAAATCTGACA
CGTCGTTGCTGCCGTCAGCAGTGGTTTCTCTCTGTTGTGCAGCGCTAAATCCTCCGCGCA
CCGCCATTTCTATTCTTTTCTTCACTGCCCCCGGCCATAAGGCCCGGGTTAA
>CL2359Contig1
AAACAGGGAAATTGAAGATTGTGAGGAACGTAACGTTTAATACATTTATGATCATTATTA
CAACTGAACCTTTTATATTTAAAACTGCAATTTTAAGAAAGGCTGAGGTATTTTATGTTT
GTTAGCACAACCACATGATGCAGAAAAACATTGAAGTATTTTGTTCTCTTCCAGTAGAAA
CAACAGACTGTATTTTGTATGTGTGGCTGATACATTTTAAGTGAAGGCTTAAGACTTTGT



GTGCAATCCCAGTTAGTGTTGCTTTCTGACCTCTTCTGAGTACAACCTGTGCTCACCTGA
CGGCAGCTAGGATGTTCTCCAAGCTCGAAACCAAAAGAAGCAAAGGATTCATAAGAAGGG
ATTAATGCACATATATGGAGTATGATATTGTCATTTCTGGTGTGTACGGTTCATCCCAGC
TGGAGGCGCTTCCTCTTCTGTTCCAGGACAGGCTAAGCAAAATGTTTTCATTTTGAGGAT
GATATTGGGGATTTTAAGGCACAAAAAACCCACAGAGGTTAAAAGTAAAGCATTTTTTAA
AAGCTTGATATATTTACTGATTGTCTCTCAAAGCAGGGAGCTGCTGGCCAGACTGTCTGA
TGTTCATTATTGTTCAAAAACGTAATATTTTGAAACACTACAAAGATGGTGTGCGCTTTC
AGGGCCTTCTTTTATCTCCGTTGATTCGTACCACATGCAGAACTTTTGACTCTGATAACA
AGTGAAAGGACTGAAACGATGTCACGTTGGTGTTGCTGAACCCAGACACAATGGACTGAG
TCACGCCGATCAGCAGAGACGATGCTTTTAAAGGGACCCGCTTCCGCTCTAGCAGCTGTC
GGCTAAGGCCTTCCTGTGCTGCACTCAACTCACGCTTTTCTGACTCTTGAACTCCTGATC
ACAGAAGGATGCTGGACTTTAAAAGACAGAGACCATGATGAGCAGATGCTGTTCTGTCAA
CGGTCTGTCCTGTTCCAACACATTTATTCTTTTTTCACTTCCAACCCTTTAAGGCTTGCT
TCTGCTAAATCCTACAACTTGGTCGGTGCTCTGACAAGACCAACTAAGTTTTTATGTCTG
CAAAAGAAGGGAGATACAAGCCTGTTTGACTTTATATTCACTTGTTAAATTGCTCAATTT
TCTTTGAGAAATGTTTGAAGAAACAAAAGCTGGTTTCCCCCATCCAACCTATAGGTGGAA
CATTTCTACGTGTGTCTCGGTGTGGACGGTAAACATAGAGGGGCGCCCGGAGACTTTTGG
TCAAAAACATTCAGCTTCAGTAATCTTAAGGTTCTTCAAATCCCGAAAATGTTTTTATTG
TTTTGTTGAATAGATTTCTGGTTGAGCTCTTTAAATATTGAATGTTTGGGTTTACAGTCA
TAACTGTGATGTTGGAATTTGTTTGAAACTGTAAGGCTTTATTGGATGAACCGTACAGCA
CACTGACTTCCTGTCAGCTCTTACACATATCTCGCAGAATGTAAAAAAGAAAAAAAGAAT
ACAGACAATTGTTCATCTTTTGAGATCTTACAATAGCTGTAATAAAGGGTAAAACGCTGT
TCTGTATTTGTCATGTGAGGCCCATACGATCTTAACATAG
>CL2360Contig1
GATACGTTTTTGCCGTCCTCACAGTCTTTTTACTTAACCTGCCGAGAGGAGACGGTGGGA
CAGGGGACTCCCCCTCGCAAAGAGAAGATAGTCTGCCCCGTAGCGTTGTTATCGCCCCGA
GAGAGAGAAGCGCGAGAATGTCTTCTGAGGAGAGCCCCGAGTACTCGCCTTTCTTCGCTG
TGATGGGAGCCTCTGCGGCCATGGTCTTCAGCGCATTAGGAGCGGCGTATGGGACGGCAA
AGAGCGGCACAGGCATCGCTGCCATGTCTGTGATGCGGCCGGAGCTCATCATGAAGTCCA
TCATCCCCGTGGTCATGGCTGGTATCATAGCCATCTATGGGCTGGTGGTAGCCGTGCTTA
TAGCAAACAACATCTCTGAGAGAGTCAGCCTTTACAAGAGTTTCCTGCATCTTGGCGCTG
GCCTGAGCGTGGGCCTGAGCGGTCTGGCAGCTGGGTTCGCCATCGGCATCGTGGGCGACG
CCGGCGTGAGAGGCACTGCTCAGCAGCCACGGCTTTTCGTGGGCATGATCCTGATCTTGA
TTTTCGCTGAGGTGCTGGGGCTCTACGGCCTCATCGTGGCCCTCATCCTATCTACAAAAT
AAATGTCTCCATCCAACTCCCATCTCATTCATTCCACATCCAAGCAGCAAGAACAAATAG
GAGATTTTCACCTTCTTCCATAACACCGTCTGGGTCTGACAGGATGGGATGGCGTGGAGA
GATAATGGTGGTCAACGTTGACGGCTTTGGCCTCGGTAGATCTATTCCATATTGCTTTGA
GCCGTCCAGCTCTGTCAGGTCTGGTGCGCACAGAACTGGCATGAACATGTACTGTTTGTT
GTGAGATGATGTGTGGACAGTCTGCCTGATATATCGTCTATTCTTAAAGTGTACAGTGAT
CCAGAGTCCCCCCCCCCCCTAGNANACGTAGTTACCAGTTTGNGCTGNGAGNGNGAANAT
CGGNGNGTACCCCTCTCCACACCTCCTTCCTCNGATTTTTCNGTCTTTCGTTGGGGGTTT
TTAANCGNCATCTTTGGTTTTCAANACNGCTGAAACATTG
>CL2361Contig1
TTTTTTTTTNAGAAACGGTTTGGTTTTTTTACATGTTGACTGAATGAGGTGAGGAATAAA
TAGATGCATTCTGTGGCCAAAGCTCCTCGCTGGATGTTTACACCTCAAAGAGCCAGAAAC
CTTCCAGCTGCGACAGGCGTGTCCAGGTAAACGCCAGCCCACAGCGGCGCTCTCAGACCG
ACCGGACCCGAACCGTCTGGACTGAATGAGGTAAGAACGCCGCCCTCTCAAAGGGAAACG
CGCACGGCGGCTGACAGCCTCTCCGTTAACGTTACACTCAAACGGGTACAAAGTAAAAAG
ATTTTCCAACTGAAAAAACAAAACATTTTCATAGAAGTGGAGATCAGGTTCCTTCAGTTC
ATTCTTAGAAACTTTTATTCCCACACAAGCCTCAAAGACAGCGATCTTTGCAAAAATCTT
AAATATCTTCAAAATTAAAACATTTACACACAAAGTGACAGACTTTCCTTTCTCCTCTTT
TTTAGTCGACTTGTCCTATGAAGAGCAGAGAGCGAAGGGGAACATCTTTAGAAAGAATCC
GAACAGAAACGAACGCGGGGGGTGGGGTGGGGGTGGGGGTCTTCAGAAGAGCCGCGCTCC
AAAGCCAAAAGTCTGTTTGATGGCTTCAAAGTAGTATCTCCTCCAGCCCTCCTTCGTCTG
CTCCTCCTCGCTGTTGGGGACGCCTCGACACTCCACCTTCAGCTCCGTCTCGCTGCTGCG
GTCCACGAAGGTCAGCGTGATTGTTGCGTAATGTTCGCAGGGCCAGGTGTTATACCTCCA
CTTCATGACGATCTTCTCATCGGGAACCAGCTCTGTGAACTCTCCACAAACGTTGCCGTC
CAGCAGGCGAAACCTGCCCCCCCTCTCCGCCTCCACGGCCGCGGCGCTGTGCGTGAAGGC
CCGAACCATCTCCTGGTTGACGAANACTCTGTACAGATCCNCCGGCGAGGTGAGAAACGT
GTCTCTGATGCTGAATTTACAGGTGGGGATCTTCACGCCGGCNTTGGCCGGAGCGGCTGC
GCTGCTGCTGCTGCCGCCGGAGCAAATCTGGGTTTTATCCAGCTTGGCTTTGGATTGTGA
AGCAGACGGCACCTTGGCCACGCCGTTGGCGGTCGGCAGGATCATCCCCTGTGTGAACTC
TGTTTTTAAGAAGTCTACGTAGCTTCCGAGCGCTTGGCGGACTTTCTCGGCGCCTTTCGT
CTTCATCAGGCTCAGCAGCGGCGTGTCCGGTTCGTCTTTGTTCATCATCACAGAAATGGC



CAGATCCTCCATGTCGTTCTCATCCGACAGGTTGGGAACCTCGATGGTTCCTTTGTATTT
GACTCCTGTTTTAGACTTTCCGGTCCAAGCTGCCTTCACGTTCCACTCGTAGAAGAAGAT
GAGTTTGCCTTTGCGGTTGTTGATGGAGGCTTCCCCTTCCAGTTTGCTGACTTCTGTCAC
CTCGCACGTCCCCTCCTCGTTTTCCACGCTCAGCCCGAGCAGCAGCGCCTTCAGCTTGTC
CGTCGACCAGTTTGTGGCGTCTCGCTCCGTCCAGTGCCAATTGTTGACATTCGTGGCGTC
AGCTCTCTCCTCTACGATCCAGCGAGGGTCTCCTTCTCCCCACTTCGCCATTTGTCCGGG
TTTACAGCAACCTAACCGTTGGGGAATGTCAGCTCCTTCTGCCGGTGAGGATCCGCCACA
CGCCGCGGCTGCTTCTAGAAACCTCCAGTGGGCCGCCGCGCC
>CL2362Contig1
GAGAACACAACTCAAGCTCCCGATGCCCGAAAGACTGAAGACCAAACCAGCGACAGCTCC
TCTGAGACCAGTCCAGCATTCAGCAGGCGCAGCACTCCAAAGCGTCTGTCTGTCAAGCTC
ACCTCTATGTTTGAGACAGGGGGTCCAGCTCCGCTCCCAAAGCCTACTGTAGCCCTCTCT
ACGATCAAACCCAAAGGTGAGATGCAGAAACCAGAACTTGCCCCTCCTAAAGAGAGCCCG
GCAGCGCCAGCGCCATCCAACGGAGAAGATGGTGCCAACGAACAGAAGGAAGATTACACC
GGAGGGAACAGCATCAAGCGCAGAATCAGTCTTCTGTTTGAGTCGACCGTCAAGGAGGAA
GTTGAGACTAAGAAGCAGGAGCCGGAAATTATAAATGGCGTCCAGGCTGTAAAGGATCGC
ATTAAGATTTGGGCTGTGGAAACAGGTTCAGAAAGTCCACAAGATGAAAAGAAGCTTCAG
AATACACCCAGAACCTGCCCCAAAAGCACCGAGGTTGCAACTTCTCCAGCAGCAGAGAAC
ATAGTCCAAACTCCTACAGAGGTTCCAGATGCAGATGAGCCACCTGCTCCACCTTTGGAT
CCACCGGTACCTGAAGGAAAATCAACAAAGACCCAAGTAGAAACCCAAGTAGATGCTCTT
GTTGACAGGAAATTGTCGGAAATCTCTGCAGAATTAGTAGAAGAGAAGAACAAGGTGACA
GAAGAAGAGCTCCCGCCCTGTATCAATGGTCAGGCAGCAATCAGTGATGAAGAGAAAGAA
AACTTAAGAAGAAAACCTGCTGAGGTTGCACAGAAGAAGAACAAACGGCGCTCTGTTCGC
TTTGGTACCGTGGTGGCAGATGATGGTAGACCTCCAATAAACCTGGGCTCAGATCCAGAA
TCCAGCACAGATGAAGAAAGTAAAGATCAAGATGAAGATATGGAATCTCCCTCAGCTTCA
TTGCCTGTCCTAATAAGCGTAAAACTGCTTCAGGAGGACAGGGATGAGATCCAAAGACAA
AATGAAGAAAAACAAAAGAAAAAGAAGGAGGAGGAAGAACAGGCGAGACTAAAGTTAGAG
GAAGAACAAAAAAGAAAAGAGAAGGAGAAAGAAAAGGCAAGACCAGGAGAAAGAGCTTAA
GCTTAGGGAGGAGGAAGC
>CL2363Contig1
AGTTGTCATTTTGAAATCAAAGTCATGCAATTTCAAAAATAAAACATTACATTCAGCTTT
TAAAATAAATCAATAAAGAAAGCATTACCTGTTTTACTGATGTTGTCGAGAACATTGATG
ACATCACACTACTGAAAAATCTTTAAATCTGCTTTACTTTGGAACTTTATTTAAAAGAAA
AAAACATACCTTTACCCTTGTAAAATTACAACTTTTTGATCCTAAATTTATAATTTTATT
TATGTTGAATTTTTTATCATAATTAAACTTTTATGGTTAATCTAACACTCTGTCGTATTT
GAGTCTTTACTGCCACCTACAGGACAAACACAACAACATCAGAGCAGAAAATGGGAGATG
GCGAATTTTTAAAAACCAAAAACAAATCCTTTATTTCACTGTTATGTATATACATATGTT
TAAATGCATCTGGAGCACTTTCAAATCAACACCATAATCTAAATTCAGATTTCTAAACTT
TTGGACTAGACAAACGTACACCTCAAATCTAGACATGTATGGCTTTACGGGTCTCAGGGG
CGGAGCCTTTTGCTGTAGTCGAACAACAAAAATCTACAGCCTCTTAATGACAGCCTGTTT
TTACCACAGCGGACTGCAATCCAGTGCCGGAAAACCTCCCTCCTACTGATTGTTGTTGGA
CTTACACAATACAATAAGGAAAGAAAAATTCCACAATTATTCAAACACTGGTGTGCAAGC
AACTCCTTTGAAAGCTTTCTTTACTTGAGAGTTTAATATCACGTATAAACACAATGGAAA
GCACGGATTCAGCTCATATTATAGCAAATTATGTACAGAATGTGAAATCACTGGGGCATT
AAATGCCTGACGTTGTACTTTGACGTGTCATTGTACTGGGTCATCGGTTTGTCTGCTATA
CCACAAGTTCCCACTCCCACCTTTCCGTTTACGCTTTCCGGGGAAGCAAATATGCTTCTT
TTGACCTGTCCTTTTTTGTTCTTCGAGTATGCTTTGTTGTTGAACTGTTGCCATTTGGAT
TTTTGCTCTTCCCTCTCCTGCTCCAACTCCTTCATCCTTTGGACCTTTTTCTGGGCTTTT
TTCTTTTTATATTCCCGTTGCTCTGCTATCATCTCTTTCTTGGACTTTGCCTTTGCACCT
CCATCGTCAATAGAGAGCATTCCCTCCTCCAAGGCCTTGATGTTCTGCAGAGGAACCACT
TCAGCGTTTCCATATCCGATGAAGTTTATGGCTGCAGTTCCGTTCTCTCGGTCTATCTCC
TCAATTTCCGCTTCATACACCTGTCCATCATTACCCCACAAAGCCATACATCGATCTCCC
ACTTTCCAGGTATGCTTTTTGGGAGGTTTTTCTGTACTGGTGGTAGTTGAGGTTCCATCA
GTGGGCTGTGAGCTCAGCAGATCTTTTGTAAGTTCAATAACCTCCCGTAAGTCCTTCTGA
AGCTTTTGAAGGTCTTCATTTTCAGTGTCGGTAGACAAAGCAAATTCGACTTGCTGGAGC
TGAGCTTTGTAGCTGTTCAACTGTTTCACCAGGTCCTCAGACATCTGAGCGTTTGGTAAG
GGAGTTATCTGTAGACAAACGCGCTGATAATTAAGCTATTTATTGTTTGCTAACTACCTT
AAATAATTATTATGATAAAGATAAGTTCTTNCTTTCAGCGGCACAAAACTGACCGGAAAC
AAGCGGAAAATTTCTTCGCCCCCGGCCATAATGNCCGGGTTTAACG
>CL2364Contig1
TGCTGATACAGACATCAACTCACTACTGCAGCTTGGTCTAAAGGAAAATATTTACAAGGA
ATAAAAATGCAACAATAAAGCGTTAAAAGATGAATAAAATGTAAAACAGGCATAAAACTC
AGTTTCGGAGGCGAGCTCGTCGAGATGAGCGAGCGATGGGAGTGGTCACTTTTGGAGTTT
CGAGCTCTGCCATGACAGCTTCTTCGTCATCCTCCCCTTCATCACTGCTGAATGTGATCA



TGGGTTTCTTTGACTTGCGGGACCTTTGAGGTGTCACAAAACTGTCATCGCCGTGACTGG
ACACAGAGGACTTGGTCTGACCTCTCTTTGACTGACGGCTCCTGGGGGCTGCATCACTCG
ATGTCTTTCCATTTTTGTTCTCTTCATCCATCTCTGGACTTTCTACGTTCTCCAGGCCTC
GTGTGTGCACTGCAGTCAGCCGCTTCTCGAACTCCTCAATCTGAGCCTTAAACTGTGGTT
TAGCTCCACGACGGAGCTTAGAGGTGATGGAGAGCAGAGGCTGGTAGACTCCCGGTTCTG
TCAGCTTATCGCTGTAACACTCCCAGCATTCCTGCAGCCTCTTAAATCCACGCTCACACA
TGGATAACAGAGAAAGGGACATTGCCACGTCGCACCACTGCCGCTCTGTCTTAGCAGTTC
TGAAGCGCTGACATAGTTTCTCCACCAAGGACTCAGTCTGTCTCTCTTTAGTGATGTAAG
AGAACAGCTGTTTCATGATGGTGTTGAAGTCCTCTGAGCTCATGCCTCTTTCTGGGTCGG
ACAGTCGGCTGATGATGTCAGGAAGGAGGTTGTAGATGGCGTTGTCCTTTGAAGCCAACT
CGTTGAAGAAATTCAGCGCCAGGCTGGTAATGTGGGCCTCCGGGTCAATCAGCAGCAAAG
CCACCTCACTGACCTGACCTTTGACCTTCAGCACGTCCTTAAGCACCAGCTGAGTAAGAA
CTGTCACAGCTGTCTGCCTCACTGAAGGCTCTTCATCACTCAGCCTTGCATAGAGATTCT
GTGTCCAGGGCTCCAAAACT
>CL2365Contig1
CGGCACGAGGCAGGGCCTCATCTTCGTGGTGGACTGCGCTGACCGTGACCGGATCGATGA
GGCCCGGCAGGAGCTCCACCGCATCATCAACGACCGGGAAATGCGGGACGCCATCATCCT
GATCTTCGCCAACAAGCAGGACCTGCCGGACGCTATGAAGCCCCACGAGATCCAGGAGAA
ACTGGGTCTGACCCGCATCCGCGATAGGAATTGGTACGTTCAACCCTCGTGCGCGACGAC
GGGGGACGGACTGTACGAGGGCCTCACCTGGCTCACATCAAACTACAAATCCTAATGTTT
CCTCAACTCACCAGCGTGTACACAGGAAGTAGCTGAAAAAAGTGTTACGAAATGCAATTT
AAAGCCATGAGAACTTTCATTTTTGCTGAAAATGTTACAGAGTAGCAACTTTTCCTTTTT
TCTTTTTTTTTTTGATAATCACTTAATTTTTAACTCCAAATTTCAACTTCTTTTATGTCA
TTTTGCTTTGTCTTGTATAATCGGCACTGTTGAAGTATCCATTAAGCTTTGGTTTGAGGT
ATACTGTCAATTCTTTTTGGTTGGTTTTGTTCTTGGTGGCGTCACATTTGCAGCTCCTAC
ATTGCTTTTATTCATCAAAAAGGTACAATAAAAACAGCTACTAACCCAAAGGACAGATGA
TTGACATGCTCTGTGGACTTTAAAAGGACGTGTGACGTAGGCGGCATGGACGACCTTGGA
CCTGTAACGCTAGATCGATGAGGAGATCCGGCACTTATGATGCTTTGATCCACAAAGTCC
GCTAGGGGACGCCTCACTGTGACTCGTATTTAAGCGGTTCCGGGTTCAGCACCTGTTGCT
TCCACCATCATTCCTGTGTTATGCCTCGTTCTGGGATGATGCAGTAAGGGAACAAATCCC
TTACTCTTGTCTATAACACTTCAAACACCGCTTGTTATCTTTAATTTTCACTTCTTTTTT
TTCTTTTCTTTTTACCCTTTGCTT
>CL2366Contig1
GAGGGCTGGCCTCTGCTGATGACTTCGGCAAAGTGCACTTGTTCACCTTCCCCTGTTCTC
AACCAAGGGCTCCGAGTCTGGAGTACGGCGGTCACAGCAGTCATGTGACCAACGTGGCCT
TCCTGCACGATGACAGTCGCCTGATCTCCAGCGGCGGGAAAGACACCAGCATCCTGCAGT
GGGCTGTTGTGTAGGCGGCGCCCGCATCCTCTGGACCACGTCACCCCTCCCTCCCCCCCC
CCTTCTCTGTGCCTACGGGACATTTGAAAGCAGAACCTCGCCCGGCGCCACGCAAATTTC
ACACTGAATGAAAATGCGTGCAGAAAGTGAGTTTGGCCTTGTGGTGACCACGCCGCGCAC
TCCCAGCATGCCGCGTGCCTGTGCCTAGTCCGCGTTCACTTCAACCGCCTTTGACGCACC
AACCCGGAGTGCGGTCCAGGTCCATTCCGGTCCAGGTCCTGGTTCTGTCTGAGTTTCTCA
TCGTTTAGTTCTCAGGTTTTCAAAGCCACAATAATCATGTGGGCGGACACGTGGCTTGTT
GACGTGACGTGAACGCCGCTTTATGACCAATCAGGGTTCAGAGGTTGCGGTGAGCATGCA
CTGGTTCCCTTTAGAGCAGTTCAGCCTCGTTTGCAGGAATGTAGTTGAAGCTTTTCCGAG
AGCATGACGCTGGAATCCACTAACAAACAAACGTTCGCCCTCATCTCCAGAAGGTCATGA
GGTGCTTGCAGGTTTTGTTCTTGAACGGTACTTTTATTTTCCTCCCTTTTTCTTTTGTTT
TTGTGCTGCTGCTGTGTTTGATTGTACTTCCCCTGTGATTGTGCAGACGAGGCAGCAGAG
GGCGCCACAGCGCAGAGGAATCAGCATGGCTGAGGCGGCCTTCATGTAGAAGAAATCTAT
ATTATGCAGTATATCTGAGTGGCTGTGTTACTTTAATATGAAATGATGTTAGTTTTGTGA
CACTTTTAGCAGATGACAGAGCGGCCCGGCAGGGCGCTGAGCTGTTGGAGGACGCTGGAA
CTGTGCTTTCTTTTCTTCTGTTTTGTTAATAAAGCTTTTTATCTGGAGCATTTGTGTGTG
TTAAACTCGTCGACTGTACCTGAGAATCGGACCGAGGGACTCCTCCCACCTGGCGTTCCG
AGCAGGACTCAA
>CL2367Contig1
GAGGCTGAGCCGGAGATGTGAGCCTGCAGCCTGGAAGATGCTCCCACCGTCGGAGTGACA
CTGAGGCTCCAGCGCAGACCCTGCAGCCGGAGGTGTCATCTGTTGATCGGATTGGAGTAA
TTATCATGAGCCGCCGCGGTTCGACTTCCAGGTGAAGTTTGAGGAGACTGAAATGATTCC
CAAATCCGGAAAATCTCCAGCAGACTCACGGAAAAGTGTTGGCATCCATGAGTTTGCAGC
GCTTGCCAGATCCTCCTTGAATGGAATTTCTCAAGCAGTTCGGGACCATGTGACGAAGCC
CACCTCACTGGCTCAGGGCCGGGTTGCCCATCTCATTGAGTGGAAGGGCTGGCCCAAACC
GGCAGGTCCTCCGGCGGGCGCCCATTCGCAGCTGAGCTCCTACAGCCACCTGACTGAAGG
AGAGAAAGAGGCTCGATTTGCTGCAGGCGTGGCTGAGCAGTTCGCCATCGCCGAGGCAAA
GCTGCGTGCCTGGGCTTCTCTGGATGATGAAGACGAGGAAGACTCAAATGATGAAGACTG
TCACACTAACAGACAGACCTGCAGTGTGCCGAGCCAGAGCTTAGACCCTGCAGAGTCCAG



TCCTATCAGCGGGCCCACACATCAGCCTAAGATTCAAAATGATGAGCCACCAACCTTCGA
CTGTCCTCTGGGCTCCAGCACCAACAGTCCCACCTGCGAAAGACCTCCAACTCTCAATGA
CCTGCATTCATCTGGCACCACCTCACCCACTTTACAGGGCAAACACACAAGCTCCTTTCT
GGAGGAGGAAGAAGAAAGGCTGGAGGCTTTTGAGGAGCAGCTAGCTCCTTTGCAAGTACA
ACAGAACGAGATCTGCATCCATAATAAGCCAGAGTGGAGGCCCCGAGCCAGGAGCAGCAG
GTTTGACTCCTGCTACTCCACCTCTCACTCTGAGTCTCCTGGAGAGGATGAGGAAGAAGA
TGAAGAAGAGGAGGGCAGTGTGTTTCATGAGTTTCGCGTTTGGCACTGCAGCCCAAGAGG
ATTCTTCTCTGACAGGGCGTCTTCAGGCGTGGCGTCGTTTGAGGAGGAAGAAGAGATAGA
TCAGGAAAAGAAGGATGACAAATAAAATATGAAGTGATGTGTTCATCTGTGCGTCTGCAT
TGATTCGGATATGACTTCATGTGTTCAGTGTGAACTTCTTTTCTTTTCCTTCCCTTCATT
ATGTCGCCTCTTCTCGCAGCTTTCCCCTCCTCATCCATCAACCTTCTATTGTTCATTGCA
GCTGTAAACAGTATACATGTTGGAAAGTTCAACCAGAATGTAAAGCTGTTGTTCAAACTG
AGTTTTGTACATTCTTGTGATCAGTCATGTGCTGCTATTGCATTCATTTTTTATGAATAT
TTTGTAGTGTAGTTTTATTTTCTTTCTTTTCTTTGCAGGTCATGGTGTGTCGTGTTGGTT
TTATATGGAAAGCCTGAG
>CL2368Contig1
TTCGGCACGAGGCGTCATTTATTCTGGTTGTGACTTAAAATAGTACATTATCCATTTATT
GCTCTTTTTGTGACAGAAGCCTTTTGGTGTCCCAAAGGTACAGTAAGCCAAAAATCCATT
TAAATGCCTCTCCCATTGTCTGAGAATTTTGTGTGCACTAAACACAATGGACTCATCTGT
GAAAATTAAAGAGGGGTAGAAACACAAAGGCCCAAATTCCTCTATCAATTTGTTTAAAAA
AAATGACTGAACTGAACACAGTGTAGATAAATCATGAAGGAAAGTAACCTGCATTATTTC
ATAACAAAGAGAATCACCCATTGGTAACAGCGACAGTTAATGGAGTTGGGCTGCGTCATG
GAACCTTTCTTCCCAGGATTTACTGAAAAGCAATGTTTGGGCTGTCCAGAGTCCACCTTT
AAGCCAGAAAATTCCCTGTTTCCGTTAGCTGCTGCAGTCCCACTCTTCATCTATTATAAA
ACTGCTTACATGTACGTTTGAACAGTCATTTAAAACCAATCCAATACCATTCTGAATGCC
TAAAATCTTACAGCATTTTGAGTCATGAACAACATGGATTAAACAGTAAAGAATGAGACA
GAGCTTCCCCAAGAAACAATCTAAAACTACTGACACTCTTTGTTGTTACAGTTTGGCCAA
GTCAGGATTTTGGGTGGTAGAAAGAGTAGCAGAGGGGGCCACTTCTGAGGGGGGGAAATG
TTTCTGAAAATAGCTGAAGGGTTTTCAGGCATTTGCAGTTGTTGGCAGAACTCTCACAAA
CAAGGTTTTGGTGTCGAGAGACTTTATGGACGACTCTGCAGCAAGTTCTTCAGTGAAGTC
CTGGTCCAGGTAGAGCTTCAGCCGTCGGCTGCGGAGGCCAAAGACTTTGCCGGTCTCAGA
CAGCAGGCCTGGGTAGTTGAGGGCATTGTGGCCCACTGGGTTCATCAACAACAGCGTGCC
CACCTCACCAGTCTGGCACTCAGCTGGCTGTGCGTTGCACAGAACGAGGTTCACATAGGG
GCAGCAGCGGGGTGTTGGCAGCAGGGGCGGGGCCAGGAGAGGAGGGGCCTGAAGTCACGG
CTAAAGTTTTGCCACTGAGAGCCAGAAGATCCATTTTACTAGTCAGCTCAGTTCCGCCGC
TGAAGAATCGAAGCCGACTATTGTTGGTTCCAAAGACGCTGCTGCACACTGTCTGCAGTC
GATCCAAGTCTAATCTGTTATCCCCCTTTGGATTCTCCAGCAGAATTACCCCCTCTAGTT
CTCTGTTGCCGACCTTCACCCGGGCGTTGACATAAGCGCATGCGGGTCCATTTAGTGAAG
CTTGATGGACTGAAGATCCCTTCACGATAGTTAACTCCAAGTCTGAGCCCTTAAGCTGCG
TAGTTTCTGCTATGATGATGCTGGCACTCTTTGGAACAGGATATGGGAGTAGTGGAGCCT
TTGTAGTTCCCAGAATAAAATCAGTGTGGGCTTGGATTACAGAAGCCAAGTACTCCCCCT
CTGGCTGACAGTGGTAATGCACAGTTATCTCATCTGATGGCACCAAATGTCCCTTTG
>CL2369Contig1
CTTTATTTTTTTAAACATTACATTTGCTGGTAACAATTTCAGACAACAGTACACACATTT
CTAGCAGAAAGAGCAGTGGAAAACAAAACATGGACCGTCCAGCCTGAAGCAGGCACTGTG
TAAAAAACCAGGCCCTGATCATTTGGTCAAGTGTTAGGTTTCTTTTATCTTCTATAACGA
TATCTTTTGAAGTGAAACCACAACTGAAAGATCCCGTTAGCAAACTGACAGCGGAAACCA
TGACGGTGAGAATACTCCCACTCCCTGTTAACTATCTTGAAAGCAATGTCCTCATAAGGA
GGACCTGCATGGAACCTCAAAATCCCAAAGTCTTTGTTGTCAGGACAGGGCTCCAGGAAG
TACTGGGGCGTAGAGCGCTTGTCGATCAGGTCGGGGTAGAAGATGTTGAATTTGTAACCT
TGGACGATCTTGGGCGGGGGGTTGTCAAAGTCGTAATGCGTCTGGTTGTATTTGTTCCAC
TCGAAGCCCGTGTGGACCCGGTTGAAGAAGCGGGGTTTCCTGGGGCGGTACTTGTCTGCC
CACAGGTACATTTTTCCTGTGACTGGAACCTCCACGCTGAACTGAGCCTCGTCGGTGCCC
ATGCCCTCTCTGGCTCTTCGGACAAAAGCGTCCTCTGCACTTTCATTGGCGTCACCGGTG
ACTTGCAGCAGTCGGCGGGCTAACTGCAGCCTGGACGCGTCTTCCTCTGGTGTGATGGTG
TGAGTGTCCAGCGGCAGCTCGGACTGTGTCAGCAGGGTGGGGCTGTATCGACCCGAGTCG
TACTCTGCCTGACTCTGCTGGATGAGGTCCTCCTCCGTCAACACCGCCTCCACTGCTTCA
CCCTTCTCTTCATCCTTCCCTTCACCCTTCTCTCCTTTATCTTCATCCTGGCCTCCCGCC
GCAGAGGTAGACGGACCCGGACGCTCTTCATCTTCTGCTTCTCTATTTGCGACTCTCCCA
AAGGAGGACGCAGCCTCGTGCCGAAT
>CL2370Contig1
ATTCGGCACGAGGTCAGGGCGAAGCTTGAGGAGGTGGAGATGGACTTTGAGCAGAGCTGC
ACATCATCTGTGGTGGCCGGCCTTGCCCAGCCTCTGCCGTTGAGCACTCGTGCAGGTTTT
GGATGATGCAGTAGACTGCAGAAATGAAAGCGCTACCTACAGGTGATGGACTGAGCCACT



TTGATGCTGCAGGAGCCTGAAGGAGGAATCCGGCTCCAGAGGTCCAGGCGGATGCTGCAC
AGATGCAGGTGTTGAGGATCTTTCGAAGGTCCTGCCTCCAGCCCAAGGGTGAGGTGGAGA
TGCAAACTACCAGAATCTCATCCTAAAAGCCTCTAATGGTTTGGTTCTATCAGCTTGAAT
GCCTGTATGAGGCAGTCTGTGAAGGGTTTAAATTCCAGACATCCACCCCTGCTCCAATGT
TTTATAAACTTGTTTGTAATAAACAACAAACTCAGAATGTGAAAAAAAAAA
>CL2371Contig1
TCGGCACGAGGAGTGGGGATTGTTGCCGTGGTGATTGTGATGCTGAAGAAGAAAAGAAAA
CCTTCTCCTACTTCTTCAACATCTTCCATGAGCTCTCCAGAAAACACTGAACTCCTCAAG
AAGAATAGCAATGAATCTCTCAGCAGTGGTGACTCTGCTATCGGCAGCATCAAGTCTCAA
GACAGCAACGAACCCCTCATGAACAGCACCGAAGATGCCAAAGGAAAACCTTCTCCTTCT
TCTTCAACATCTTCCATGAGTCATGTTGGTTTGACCATGCCTCCCGAGAACAGTGAAATT
CCTAATGGCATTTCCCAAACTAGCAACGAGTCCTCTGAAGAAATCAGGGTACCCCTCATG
GGCAGCAATGAATCTCTCAACAGTGGCGACTCTGCTTTCGGCAGCCCTAAAGATTCTCGG
TCTACTTCGCCTTCTTCACTTTCGTCAGCTTAAGCTCCTCAGCCAGTCTGTTGTCTCATA
AATGACTGGTGTCTTTATCAGTTACATTACAGAAAAAAGTGAATTTTGGATTTATGTCTT
CGTATGGTAAATTCTTTAAGTCTACGTATTACTTTAAAGGTCAATTTTATCTTTTCTTAT
AGAGTGTTGTTCCCCTTTTGCCATATCAGCTTTCACTGATTCCAGGTGGTTTGGGAGAGA
TGTTCTTATGGCCTTCCTGTCACAACCCTGTATTTTATCCAGAGACCCAGATTTGGGCGC
TATTGTGGCTACATAGTTGGGGAGTAGCGTGAAGAGCTCATCGTGCCTGGTATCCCACTC
ACCAGTCCTACACACAGCCAACTGAGCCACCCAGCTGCTATTTTATTTTTCTATTTTTAT
TTCTTTTTACAAACAGTTTATTTCCATGTAAGGCAGTCAGAAAAAAGTGGCCCATCTGAG
CTTGGGAAATTAACTGGCTCCCCAAGTCATTTTTTCTGTCTTATCGGTGATGGTT
>CL2372Contig1
TTCGGCACGAGGCTCATTCCTACTGCCTTCGTCAGCACCTGGAAGTACCTCCCAGCATAG
AGAGACTCTCAGCCAACGATTTTGATGAGCCGTGGCGTCTGCGCCTCCTCTTCACCAGCT
CCAGGAGGAAGAGGAGAACGATGAGGATGAAGGAGTTCAGCGAATCTCATCACAGCTGCA
TCCGGCCTGATGGAAGCAACCCGACCCGTTTACTCAAACGTTTGTGTAACTTTCCCATGC
AGCCTGAGCGGGGAGCGGTTGCCATGCTAACTGCAGACCCCTCCNAGCCATCTCCTTTAA
AAACATGCCCCCCTCCCATCAACCATAGTCCCCCTACTGGGGCAAATAAGCTACAGCAGT
CCTGCTCTGTCCCATCACCACACCTGAACTCCATCACCCAGCTCATGTCTTCAGGCTTCA
ATGTCTGAGGGTTTCGGACTCTGCACCTTTCTTTTCAGGCCTCAGAGGTCTAAACTTCAC
CAGAAAAGAACCTTTTTTTTAAACATCTAGAAGAAAAGTGCCTTTTCTCATCTAAATGCC
TCTGGTTTAAGGAAACCTTGATGGGTCTGTTGTGGCATCTTCATCATCCGTTGCAGAGAG
GACATTCCTGAAGTTCTGCTCTGACGCGTGAACAAAGCTCCTGTTTCCTGTGTGGAGGCC
CTGTGTGCAGGCATGTGGCAAAGCAGAGGAGACCGTTTTGGAAGTGTGTGATTTTTGTGC
GCAGAAACAATCCTCCTGTCTTTATTTTTAGGGCTCGTACTCGGGTTTTTCCTCCGTTTT
GGTGAGCTAAATTTGTACCTTCTTCCACAGAGTCCTAAATAGCCGCTCTGGAGCAAACGT
GGCCCATCAGGACGTGTGTCAGTTTTGTGTCTCAGGGTTTTGTGCGTTTTTGTTTGCCTG
TTTTTATCGAAGGTGAGAGAGAGTGTCTAATTTCTGTGAGTTTTACAGAAGCCTCTCATT
GTAGAAACTCAACTGAAATTGTGTTGGATACAAACTTTGCCGAAACGTTTGTGTTGTTTT
GGATTTGATAGCAAAGCTGTGTTGTCTTTTTCTTTTGTACTACTTTCAGTGGAAGTATTG
TTTGTATAGATTGTACATTTACTTTGTAATTATTTTGTAGATGTCTTTGATTTGCACAGT
TTGTCTGAAAAGAGTTTCCAGTGATCTTAATTTAGTTTGTCTTAACCCAGCGTCAGTGAT
GTAAATAAAAGCTCTTTTTGTAGCATTTTTCTCCTTTTCCAAACCTTTTTGCTCAGTTTG
ACACCACTTCATCAGTTTTAGGCGGACTTACCAAGCTGATGGAGCCTGTTACTTCTCGTT
GTACTGCTCTGACATGGTCAATAAAAAGCTC
>CL2373Contig1
GGCTATGCTGGACCTGGTGGTGAACCCCCCACTGCCCGATGAACCCTCCTACGCCTCATA
CCTGAAGGAGCGGACAGCTGTTTTAGCTGCCTTAGCTGAGAAATCCCATTTAACGGAGGA
AATGTTCAACACAGTCCCTGGCATCACTTGCAACCCAGTGCAAGGAGCCATGTACACCTT
TCCCCGCATCACTCTTCCTCAAAAGGCCATCGCCAAGGCTCAGGAGGAGGGCCAGGCTCC
AGACATGTTGTACTGCATGAAGCTACTGGAGGAGGAGGGAATCTGCTTAGTGCCAGGAAG
CGGCTTTGGTCAGAAGGAAGGAACTTTTCACTTTAGGATGACCATTTTGCCTCCGACTGA
AAAACTGAAAGTGGTGCTGCAGAAAATCCGGGACTTCCACTTACGGTTCACACAGGAGTT
TTCCTAACAAGCTTCTCCTTAAGCGCCAGCACCGGTGTGTAAACGACGCTGTGCAGTGAT
CACTCAACCCACCAAAGACTGCAATTCTACAACAGGGCACTTTCTCCCCCTCTGTTAAAT
GAGCCAATCAGTTCAGAAGCCTTAACCAGTTTTTCTTTCTTAGAAAGTAAAAATATGTAG
TAAGCTATCTTGTTCATATGTATAGATTTAATAAAATATTTACATTTTTGACAGACCTGC
ACTCAAAATCATTTCCAGCGAACTTTAACGTGCTTAATTTTTAGTTTGTAAGGTACTGTA
ATAGTCAAGGTCTTAAATGTGCATAAAAATACTAATTTTTAAACTTCTTAATGTGATTGT
ATGAAATGTGTGCTTTTCAAGGCT
>CL2374Contig1
GCGAATTATCCNGTGGTAAATGTGTACAATTCTAAGGCTGCTAGCGTTTGTTTTGTCAAG
TGGAAGAAACGTGGAATCTCGGTAAATGTTTGTCTAATCTGCTGAGACATGAGCGTCTCT



TTGGATATTAAACCAAAAAGAGCCAACAAGGTGTATCATGAAGGGGAAACGGTGGCTGGA
GTCGTCATGCTGTCGTGTAAGGAGGCCATGCACGCACCACGGCATCTCTCTGACCATGGA
GGGCATCGTCAACCTGCAGCTGAGCTCCAAGAGCGTGGGCGTCTTTGAGGCCTTCTACAA
CTCTGTCAAGCCCATCCAGCTGATCAGCAGCAACATCGAGGTTGCCAAGGCTGGAAAAGT
CCCCGGAGGTAAAACTGAGATCCCCTTTGAGTTCCCTTTGCTCACAAAAGGCAACAAAGT
TCTGTATGAGACCTACCATGGCGTCTTTGTCAACATCCAGTATTCTCTGCGCTGTGATCT
GAAGCGCTCCCTGTTGGCCAAAGATCTGAGCAGGACCTGCGAGTTCATCGTTCACTCTCA
GCCTCAAAAATCTAAAGTTGTTCCCACTCCGGTCAACTTCACCATCACTCCTGACACCCT
GCAGAACACGCGTGAAAAAAGCTCTCTACCAAAGTTTCTCATCAGAGGCCATTTGGACGC
CACCAACTGTGTGATCAGCCAACCGCTGACTGGAGAGGTGGTGGTGGAGAACTCTGAGGT
CCCCATCAAGAGTATCGAGCTGCAGCTCGTCCGGGTGGAGACCTGCGGCTGTGCTGAAGG
TTACGCCAGAGACGCCACAGAGATCCAGAACATCCAGATAGCGGAAGGTGACGTCTGTCA
CGGCCTCTCCATCCCCATCTACATGGTTTTTCCCAGACTGTTCACCTGCCCCACCCTGGA
GACCACCAACTTTAAAGTGGAGTTTGAAATCAACATCGTCATCGTGCTTCATGACGATCA
TCTGATCACAGAGAACTTCCCCCTGAAGCTTTGTCGAGTCTGAACAGCTCCGCTCCCGTT
TCCATGGAGACCTGGATTCAGCAGGAAGCTCCTCTTTGCCTTTTTTTTGTCATTCCACTT
TGCGACCTCACAAGAGCAACACTGTGACATGTCTGCACTTCCAATGTTTGAAATACTTCC
CTCTTTTTTTTGTAAACAGTTGAAGAAACTGAAGTTTAAACTCATTTTCTTAACCTGCTG
GTTTCTGATATAAAGCTAATTTTAAGGCATAAAATCAGCTGCAGTTTTGTAATCTTTGAC
TCAACTCCCTGATAAGAGATCCAAACTTTAAAATATTTTATCCAGTGTAAATTATTCCAC
AAAATGGTTTAAATTAGGATTTACTCTTTTCTGCTGCAAGAAGTCATCTAAAGGAAAACA
AATCTCTTTCTTAAAATGTGATTCATTTATGAAAAATATAAATATGCCCAAATATCAACA
ATTTATAACAACAGTCTTTCCTCTGTGTGAAGCTGTCATTTTTGTATAAAGAAAAACAAT
AAAAGGACA
>CL2375Contig1
CTGAGCGCAGGTTTCGTCTTTGGCGTAGTAAGAGCCGCAGATGACAGAGATGGGAGCCTC
GGCGCGGTGGTCGGCGCTCAGCCTGCTCCTCTGCCTGCAGCTCGGCGCGGCCCGCAGCCC
CCGCACGGCAGACCAGGTGTCGGAGGCCGACATCCAGCGGCTCCTGCACGGCGTCATGGA
GCAGCTGGGCATCGCTCGGCCCCGAGTGGAGTACCCGGCTCATCAGGCCATCAACATCGT
GGGCCCTCAGAGCATCCAGGGTGGTGCTCATGAGGGGTTGCAGCACCTGGGCCCCTTTGG
AAACATCCCCAACATTGTGGCGGAGCTGACAGGCGACAACGTTCCCAAAGACTTCAGCGA
CGACCACAGCTACCCTGAACCCCCCAATCCCTGTCCTCTGGGAAAGACGGCGGTTGACGG
CTGCCTGGAAGACGCTCCGGACACAGCCGAGTTCAGCCGAGAGTTTCAGAAGCATCAGCA
CCTGTTTGACCCCGAGCATGATAACCCCGCTCTGACCAAGTGGAATAAGGAGCTTCTGCT
GCAAAAACTTAAGGGAGGACCCAAAAGAAGAAAGAGGAGCGTCAACCCGTACTTACTCGG
CCAGAGGCTGGACAAAGTGGTCGCCAAAAAGTCTGTTCCCCATTTCACTGAGGAGAAAGA
AGAGGGGAAAGCACAGGCTGCCAGCAAGGCTTAGCATCAGCTCACACTGAAAGATGAATC
TGAGCAGTTTGGACTGTTTATGATAAAAGGGGTTAAACATATTTGAACTTTTCAGCTGGC
TTTGATTCCAGCCATAAACTTTATTCTGTGAGTGTCTTTCTTTAGTGTTAAAATTATAAT
CTAAAGTCGTAAAGATCGTTTTTTGCTTTGTAAGGATTACAACAGTGTCTGGTGGAACGG
GCTGCACTGACAGTGGTGTCGTTTAT
>CL2376Contig1
CGAGGGAGAGAGAGAGAAAGACGGAAGAATGATATTTTTTTGCTTAGTTCTCGGTAAGGT
TCTGGTCCTAGAATGGCTTCTTACTTTGATGAGCACAACTGTGAGCCCACCAACCCAGAG
GAACAGTACCGGCAGAACGCTCTGCTTGAGTTGGCCAGGTCTTTGATGCAGGGTTTGGAC
TTATTTGACTCCGGGTCGCTAGACTTGTCAGACTGGGACCAGCGACTTCCTCCTCCAGCT
GCTAAAACTGTTGTGCAGAGCCTGACTGTGGTAATCATTTCTGCAGAACAAGCAGACAAA
GGAGTCAAATGTCCTGTGTGTTTGCTGGAGTTCGAGGAGCAAGAAACAGTTCGAGAAATG
CCTTGCAAGCATCTATTCCACTCAGGTTGCATACTGCCATGGTTAGGCAAGACAAACTCC
TGTCCCCTTTGCCGACTGGAACTACCGACTGACAATCCAGAATATGAGGAGTTTAAAAAA
GACAAGGAGAGAAGAAAACAGAGGGAGCACCGGCTAGAGCACCTTCACGGAGCCATGTAC
ACATGAAGCCACCCCACATCAGTCTGCTACTGAAACCCTCAGAAATGTACAAGCTGCACA
TAGTTGAAATCATGACTCTCTTATCTTTCTTAGTGTGAGCCATTCATTTTGGTACAATAA
CTGCTGCATCTGGCAGCTCTATTAAAAACCACATTTGACCAAAAAAAAAA
>CL2376Contig2
GTGGTTTTTATAGAGCTGCCAGATGCAGCAGTTATTGTACCAAAATGAATGGCTCACACT
AAGAAAGATAAGAGAGTCATGATTTCAACTATGTGCAGCTTGTACATTTCTGAGGGTTTC
AGTAGCAGACTGATGTGGGGTGGCTTCATGTGTACATGGCTCCGTGAAGGTGCTCTAGCC
GGTGCTCCCTCTGTTTTCTTCTCTCCTAGTCTTTTTTAAACTCCTCATATTCTGGATTGT
CAGTCGGTAGTTCCAGTCGGCAAAGGGGACAGGAGTTTGTCTTGCCTAACCATGGCAGTA
TGCAACCTGAGTGGAATAGATGCTTGCAAGGCATTTCTCGAACTGTTTCTTGCTCCTCGA
ACTCCAGCAAACACACAGGACATTTGACTCCTTTGTCTGCTTGTTCTGCAGAAATGATTA
CCACAGTCAGGCTCTGCACAACAGTTTTAGCAGCTGGAGGAGGAAGTCGCTGGTCCCAGT
CTGACAAGTCTAGCGACCCGGAGTCAAATAAGTCCAAACCCTGCATCAAAGACCTGGCCA



ACTCAAGCAGAGCGTTCTGCCGGGTACTGTTCCTCTGGGTTGGTGGGCTCACAGTTGTGC
TCATCAAAGTAAGAAGCCATTCTAGGACCAGAACCTTACGCTCCTCCAGGGGATGGATCA
AATGTGGAGAACACATTTCACACACCTAGGAATGGTN
>CL2377Contig1
TGTTTTTTTTTTTGGTTCTACAGGAGTTGAAGGCACTGGTGGCAAGAGGGGGCTTTATGT
AAACAGGGACGTGTTCCTTCCTTAAAGCTAAGCAGCCTAAATCTTCTGCAGAACGTCATC
TGCGTAGAGTGCACATGAACAACGGACCATTTTCTTCTTCTCACAATAAACAACTAAGCG
AATGAAAGGCCGACAAACGTTCCACACACACCGGAAAGAAGAACTGCAAGTCTTCCACTC
ACATGGATGGAGAGTGGAGGAGAACCTCCGTTCTCTGCTGGTCAGAGCTGCCTGACGAGC
TCTCACCCTCTCTTCAGCTCCTCAAAGTTTCCTCTGATCTCATGGAAGTCCATGTAAACT
TTAGAACGTTCTTACTTTACAAAACCTCTCTGTTGGACACATTTCTGTTTTCACCTTCAT
CATTGCAGCCTAAAATATTCTATTCAAGCAGCACAGGGGGCCTCTGTGCAGAGCTGGGAT
TGAAACTTCATGATGTCTGAAGGAAGGAGGAGTCAGATGCAGAACGTCCCCTCGTTCCTC
CAAACCTGCTCAGCATTTCAGCTATAAGGTCACGTTTTTCACAGGTTTGCTTTATTCATA
TTCTCATGCCTGGTGGGGGCGAGCCCTGCAGCACCCTCCCTCCTCTCACTGAGCAGCGGT
GCTGCGGAGCACAGAGGTTTCCAGGCTGAAGTCGTACTGGAAGCTGGACAGGCGGCAGTT
CATGTCTGAGGACAGGAGGACGTCTGGGGCGGCGGGGAGGCCCGTCTGCATGGCCAGGAT
GTAGGGAGCCAGCGTGAACGGGACGTCTGCCAGCAGATCCGGGAGACTGGATGCAGCTTC
AGCCCCCGGAAGCCCCGCAGTCTGGTCTGAGTGGAACACATCTGCTGTGACAGCCTCTGC
AGGAGGAGGAGGAGGAGGAGGAGCCGAAGAACGAGGCTTTAACGGCTGCACGATGACGTT
TGTGGAGGGGACTCTGCTCCTCTTCTCCTCAACTCTTTCCCCGAGCAGGACAAAGCCTCC
CTCGACTTCCTTGTCAACCTTCTTCGGCTCTTTCCGAAGACCCAGGAAGTTCATCATTTT
TGTTCAAATGAGATCGGACTTTTCTTCAACGGGGAAAGTGGGGCAGTTCTCCAGAACCGC
TTTAACTGTCGCGGGAAATCCACCTAACTGATACTCGGTTCCGGCTCAGCTTTCACGTGT
CAGATTCGCTCGTTTAGATTAGAACAAATAAACACCACCAAACAGCGTTGACATTTTNCT
GCGACATACCCGCCGCCTGACCTGGTGCCCGCT
>CL2378Contig1
CNNCCCCCCCCCCNNNNNNTTTTTTTTTTTTTTTTTTTTTTTTTTNTNNNAAATGGACAA
TNTGAAGTTTATTATGAAGATGCAGAAACACAGTCACAGAGTAAGTTTCTTCTCATATTA
AAGGTTCATGAGCGACATCCTCACGATTAAGCTCGGGAGAAGAAGTCAGAAAGCAGCTGA
GGATGAACAAGCAAATAAACGGCCACTTTTTTTATTTTGAAAAACCTATTAAAACATTAA
GTCAAAAACTTTGAATGAATAAAAACACAATGTAAGAGTTACAGGCCACATTCAGGTTCT
ATTAATATAATCAAGAACATAACTGTTGTACTTCTCTGTTCAGCCTGCAGGGGGAGCATT
TCTATAAGCAATTTAGAATTATTATTGTTTATTACTATTGGACATTTCCTCCAAAAATAC
AACACTGGGGCGGCTTCATGAATTAAACAATACGAGTATTTGTAAAAAAAAAAAGAAAAA
AAGAAAAACTTCTGGCTTTTGTGCACATTTTGTCAAGCTTATTGATAATTCCTCGCAAAT
ATAGGATACGTTTTGGTCGATACTGATAATGTCTACCTTTCCGTGAAGACATTTATGCAG
CTGAACAATCATTTTGGTAACACTTCCGAAAGAAAAGGCGTGAAAGCACATCCTAAATGG
CACAGGAGGGTTTCTTCGACAGAGCGCTCAGCTGCTTGAAGCCGTCGTTTCTTCCCTTTA
GGTGGCGCCGCGGCGGTCCGGAGGTCTGAAAGGACGGAAAGGCTTCCCGTCCACAGCAGG
AAACCTCCCTTGCCTGGGGTTCTCCTCCTGCAGATCTTTAGCCTTTAGTGCAGATTTGGA
AATACCCATTCCTGCAGGGATCCTGTCTGGGTATCTGACCGCTATCTTCATGCCATTCAG
CATAAAACCATGCAAGCCTCGTGCCGAA
>CL2379Contig1
TATTGAGTTTTGTTAGAAAACATCCGTTTACAGTTGAATCATTAGAAAAAAAGTGCTGAA
AGGAGCAAAAACAACCAAACACATGATCAGGAATGAAACACACAAAAGTGATGGAGTTGC
AGAAAAGGAGGAGCTCACACTGCCCAGCAATGTGTCTGCTTTCTGTGGATGTCAAACCAA
AAACAGGGACTAAAAGAGTAACTACTTTGGAAAAACTAACAAAAGTTTTCATGGTGGCGT
TTCTTGTTTCTGGGGCTTCCTCCTCCTCTGGATGTAGAAGAAACAGTTTTGTGAAGCAGA
TTTTGGAGATCATGTGAAATACCACAGGGGTCCAAAGTGCTGACAGCATAATGTCCTGAT
CCAATATTTTAAGAGAAGTTGTGACCCAAGGTCACACAACTGAGTTTCCAAACCACACTA
GTACAGTGGAAACGTTTTCAAATCATCTGTTCAAGCCTGGTGATGCTTTTTCATAGTGGT
TTTGAACTCTTCACACATTTTCTCTGAGGGGAAGTAGTCCAAGCAAAGTCCCTCCATCCT
CTCTTCTCTCGTTCAGATCTCCACACGGGTCCGCTCACATGACGGGGTAGCTGGCAAGGT
TGGCGATGCCGCAGACGTTGCCACGGTTACGAGCCATCAGGACGTAGCCCTTGTTGCCCC
AGGTTTCACCCCAGCTGTTCTTCACAATCCAGAACTTCTTGCCCTTGGCGTTCACTCCGT
AGCCGACCGCCAGCACGGCGTGATTGATGTCTTCTTTGTTGCAGTTGCGGTCGAAGTAAA
TACCTTTCTGGTAGTACAGGAAGCTGTTCTGCG
>CL2380Contig1
TTGGAAAGACAACAGATTCCACTCCGTTCAGACTACGGCTACNAAGTCAGCCTGTTTTCT
CATCTTCACCAATACAGCCGCAAAGCCCCACCAACACAGCAACTCAGCATTCCCTCCACA
GTGATTCATCCTGCTATTGTAAGACTGGGTCTCCAGTACTCGCAGGGCATTGTGGCAGGA
TCTAACGCTCGCTCTGTTGCCTTGCTCCACGCTTTCAAACAAGTTATAAGGGACTACACT
ACCCCTCCAAATGAGGAGCTGTCAAGGGATTTGGTCAATAAACTTAAACCTTATATCAGT



TTTTTGAATCAGTGTCGCCCCCTGTCGGCCAGCATGGGTAACGCCATCAAATACATCAAG
AAGGAGATTTCTAATATTCCCAGCCAGTGCAAAGAAGAAGAGGCAAAAAACAAACTGCTC
ACCAGTATTGAGTGGTACATAAAAGAGAAGATCATTCTTGCTGCTACAGCTATCGCTCAC
TCTTCCATTGAAAAGATCAGTGATGGGGACGTCATTCTAGTTTATGGATGCTCATCCCTG
GTCAACCACATCCTATGCGAGGCCTATGATAAACAGAGGAAGTTCCGCGTTATAGTGGTG
GACAGCAGGCCTCGGCTGGAGGGCAGGGAGGCCCTGAGGCGCCTGGTCCAGAAAGGCATC
AGCTGCACCTACGTTCTCATCTCGGCCGTCTCTTACATTCTTCCAGAGGTATCAAAGGTT
TTCCTTGGGGCTCACGCTCTCTTGGCCAACGGATACGTCATGTCGCGAGTGGGGACATCA
CAGATAGCTCTGGTGGCTAAAGCCTTTAACGTGCCTGTGCTAGTGTGTTGTGAGACATAC
AAATTCTGTGAGAGGGTGCAGACAGATTCTTTTGTGTCCAATGAACTCGATGACCCCGAT
GACCTCATTGTGACCCGCAAAGGTAAGACACAGCTGGCAGGCTGGCAGCAAGTGGCCTCC
CTGGGCCTGCTGAACTTAGTGTACGACGTGACGCCCCCCGACTTTGTGGACCTCGTCATC
ACAGACCTAGGAATGATCCCGTGCACCTCCGTCCCGGTGGTGCTGCGGGTCAAAAACGTG
GACCAGTGAACGGCCCTCACCTACCATCAGTTTGTGTGCAGATTTGAAGACAATTTCACA
ATATCGTGCTTTTAGCATGCAATAAAATATACCGAAAGC
>CL2381Contig1
TTTGTGTACGTTTATTTTNCAGNACTGATTTGACAGTCTGAGTGAGTTTCCCTGATAACA
GAAAACAAATTAAACGAGCATCTCCAGGACAAACATGGAGGAGGGCTACCATTTGCAGAT
CAGCGGCAGTTTCTCTCAGAGCTTAAAGCTGCTAAGTAAAAACAGAAGGAAAAATAAAAG
CTTTCAGAGTTCTTTTAGCATGAATGAAAAATGATGTTAATTGCAGAAGCGGGTGGCCAA
AACCAGCAGTTTGGAAGGATGAGTTTAAATAGGCATCAGCTGGTGTTAGGTTTCTACAAG
AAGCCAACCATGTGCTATGAGCTTAAGAAACGGTGCAAAACTGTCCAATTGAAAGGTCTA
ATGAGAGGATTATTCACCTCATTATTATCAGTCCCACTGCTCTCTTGCCTGGAACAGGAG
AATCTGCTTCAAACCAATACACCTGCATCCTGGTGACAGCAGTTTCCACTTCATAATGTC
AGGACTTTAAACATTCAATGGAAACCACAAACAAGATAGGAGCTTTTCTGCTAAGCAACT
CCAATGATGGCTATACTTATGTAAAACCCAAATCTACAAAAGCAAACGTTTTCCCATGAA
AATCCTAAAAATATATGAAATGTAACAAAAGCATTGCTCAAAGTCTTGGTACAAGCCAGT
TAGGCTTAGTACATACAAATAAATAACGGCAACATGTTCTAGGTATAGAACAAACTATAC
CAATGACCAATAAGAGCTCTCGAATAAAACCTGATCTTTAAGTTAAACCACAATATGAAA
CCAACATTTGAAAATGTTGAAACTATAAAACAGAGAGATTGAATGTCGAAGATGATCATA
CACGTTTTTCCTTAAAAGACCGGTGTCAAGGAAGACTTTCTATGTGCACTCCATTGTTTC
ATGTCTGATGTAGTAGATGCTTGTGTCAAGCTAGTTCAAAGGCGGCACCAGACCCCCTTA
CACCAATGCAACGCAACATGCCCGGCTGGGGCACGGCCGAGAACGCCGAATGAAGAGCTG
GTGCGGTCAGGGAGAACTTTCCAGCCCAGCCGCTCCAACAGCAGGGCCCAGTGCTGACGA
CCAATTTCGTCAGAGGTGCAAATGCAGTCGGGTCGGTGAACAGTCCACTTCCACTGAAGC
TCCTCAGGACCGGCTCCGATCCTCTTGGGTGCCCACCAGCATTTTACTGTACAGTTTCTG
TTGCTCTTCTTTGAAGGTATCTTTTACCTTGGCACGTTTTAATCCGCCGTCCCACAGCAA
GTCAACCAGGCCGCCTTGTCTGGCTATAGCTGCTTTCACCCGATTGGCAAACTGCACAGC
GTCCTCACCCTCCTCTCTGGACATTGGAGGAAGATACCACACGCTGCAGACAATGGCCCA
ACTACTCATCATTCGTAAAAGGTAGTTGACCATTCCAAACTTGCTGCTGTTCCAGAATGC
ATCTCCAAACCGAGGATCATACTTAATGGCTACAGGGTAGACTGTGGCTCCGATTTCAAA
GCTGCCCTTTTTGAACATCATAACAGACGTGTTGTTTATGCAGGTCCCTTCTGGAAAAAT
AAGTATCGGCAGTTTAGATTTATCTTGGACATGGTCGCTCAATCTTTTAGCCACTAGATG
TCTGTCTTTCACTTCGGAGCGCTCAAACCAAACATGAGGGCATGCTTTGACCATGGACCG
CTGAATGACTCCCATCAACCCACCGTGAATTTGGCCGACCATGGCATAGCAACCATCACT
GGCCAGGATGATGACATCGA
>CL2382Contig1
AATGAGGGGAATCAAATTTGTAATACATAGGCATGTTGCGTCACTGCACAGTCATAGCTG
TGAAAACCAATACTACCCGTCAGCTGATCGACTGGAACAGCCTGAAGGCGATAGAAACCA
GGAGAGGACAAGCAAGGACGTGTCGAGCCCGGGGAGGATGAGTGTTCGGATGGGCTGCAG
GGGACGACGAACTTAACATTGAAGTTTTGTGCAAATTTCACCACTGTCTACGTAATTTCA
AACACAGAGACAAAATCAGTCCAAAGATTCTTTTTTTTTTTAATCCTTCAAGNGTTCAAA
CCCTGCAAAGGAAAATGTTAAATCCNCTGATGAAGGGGACCTTCGTTTTGGACCATTTCC
TTCANGTTTTAATCTCTTTGCTTCACAAAAACCAGCTCCCTTTCANGTTTAAAAAAGCAC
ANACTTTATNTTAAGTGNGTCANCTGATATACNCGTAAATCATGACTGCTGTCACATGAC
CTTTACNTAAATAGAGTTAGTATTGAAAAGTACATCTAAAAAAGGTCTTGCATGTTGAAA
TGGTGTGATAAGCATGCACANATAANTATTTGAGGAGTGCAAAATCTACAAAGT
>CL2382Contig2
TTTTTTTTTTAATCCTTCAAGTGTTCAAACCCTGCAGAGGAAGATGTTAGATCCACTGAT
GAAGGGGACCTTCGTTTTGGACCATTTCCTTCATGTTTTAATCTCTTTGCTTCACAAGAA
CCAGCTCCCTTTCATGTTTAAGAAAGCACAGACATTATATTAAGTGTGTCATCTGATATA
CACGTAAATCATGACTGCTGTCACATGACCTTTACATAAATAGAGTTAGTATTGAAAAGT
ACATCTGAGAAAGGTCTTGCATGTTGAAATGGTGTGATAAGCATGCACAGATAAGTATTT
GAGGAGTGCAAAATCTACGAAGTCACATCATGTAGGGTTTTCTTTTTTAATGCATTGTAC



TTCACATTGAGTGAAAACGTCAAAAAAATGGAAACCTCCCACCTCGACTCTGTGATGAGA
CTTGGTGCTAACCGTCCAAAACCCTGAGGATACTTCCTCCTGTGTGGATCTGACCAGCTG
GACTGTAACTGACAATCCTGTCTTAGCTTAGCCAGTGTGTATGACGTAAACATACAGCAG
CAGTCGAGGCCTGACCCTGACTTCTTTCCTCGTCCATGGCTCACTTGAGTGACTTTTTAG
TTGGCTGTGCTTAAATTACCCCAACATTTGACTAAATTAGTCTCTGTTTGCTGCTCAAAG
CTGAATTATTCACAGCAATTATCCCTTTTTCTAAATCTTTCCCAAAATAAGTACGTTTAT
ATCCCCACCGCTCTGACTAAGAATTAGAGGTACTGACTACGTAATTCATTTAATTTGCAT
TGATATTAATTTAAAAAATAAAAGCCTATCTAGAGTTGGCAACACACTCAAAAACCTAGT
AG
>CL2383Contig1
CATTTATTNCTAAGAAATCTTAAATATTTGGAAATAAGAATCACTGAAACGGCATCAAAC
AGTTGCTTCTATATATTTTCAAATAACCACCTTTTTTTTGTTTTCTTTTTAAATCCGCCG
TTCTGTACCTGGTAAAAGTTTCATTGAGCAGTGCAGACCCCAGTCTCCTAGTGTGAAAAG
GCACTTCACTGTGTGAGGGAAGCTGGGACAGAGCAGGCCTGGTTCAGACCCGGAGCAGAC
CCGGTTCAGGCCCGGAGCAGACCCGGTTCAGGCCCGGAGCAGACCCGGTTCAGGCCCGGA
GCAGACCCGGTTCAGGCCCGGAGCAGACCCGGTTCAGGCCCGGAGCAGACCCGGTTCAGG
CCCGGAGCAGACCCGGTTCAGACCTGGTTCAGACCCGGTTAAGACCCGGTTCAGGCCCGG
AGCAGACCCGGTTCAGACCTGGTTCAGACCCGGTTAAGACCTGGTTCAGACCCGGAGCAG
CCACAGGGTTAAAAGCATCATTCTGCCGTTCATGCAAACGACCAAAAACCAGCCCAGCAC
CCGTCCGCCAGAGAGAAAAGCTTCTCCTGTCGTGACCACAGAAATGTCCTCAGAAGTCTC
CCAGCAGCGTTTCAGTGGAGTCGTTCCCCCAAAGTGATGACGGCTTGTTAAAGTTCAGTT
CCTGGGCTACAGGTTCAGGTGCTGTCTGTTCTTGGTGTGGTTAGCTACAGATCTGCGGAC
ATCCCGGTGGAGGCAGAAGTGCGCAGTGGAGGGCTTCTGTGGTGATGGGCGTGGCCTCAC
TGCTGAGCCAGGAGGGCGTTTCTGTTGGCCCCTCGTGCC
>CL2383Contig2
TCTAAACGGAGAGGTGGAGGAGGAGCCTCTGTCCTCAGGGATCACGCTGGTCTCCCAGGA
GGCGGCTCAGGTTCTGGAGTCTGCAGGAGAAGGTCCGCTGGATGTGAGGCTACGGAAGCT
GGCCGAGGAAAAAGAGGAGCTGCTGTTTCAGATCCGGAAGCTGAAGCATCAGCTGGAGGA
GGAGCGGCAGAAACACGCCAAGGTGGACGGCGTTTTCACCGAAGGGGAGAAGATGGAGAA
CGGTACGGACTTGAGCTTCATCGAGATGCAGAGAGACGCCAACAGACAGCACCTGAACCT
GTAGCCCAGGAACTGAACTTTAACAAGCCGTCATCACTTTGGGGGAACGACTCCACTGAA
ACGCTGCTGGGAGACTTCTGAGGACATTTCTGTGGTCACGACAGGAGAAGCTTTTCTCTC
TGGCGGACGGGTGCTGGGCTGGTTTTTGGTCGTTTGCATGAACGGCAGAATGATGCTTTT
AACCCTGTGGCTGCTCCGGGTCTGAACCAGGTCTTAACCGGGTCTGAACCAGGTCTGAAC
CGGGTCTGCTCCGGGCCTGAACCGGGTCTTAACCGGGTCTGAACCAGGTCTGAACCGGGT
CTGCTCCGGGCCTGAACCGGATCTGCTCCGGGCCTGAACCGGGTCTGCTCCGGGCCTGAA
CCGGGTCTGCTCCGGGCCTGAACCGGGTCTGCTCCGGGCCTGAACCGGGTCTGCTCCGGG
CCTGAACCGGGTCTGCTCCGGGTCTGAACCAGGCCTGCTCTGTCCCAGCTTCCCTCACAC
AGTGAAGTGCCTTTTCACACTAGGAGACTGGGGTCTGCACTGCTCAATGAAACTTTTACC
AGGTACAGAACGGCGGATTTAAAAAGAAAACAAAAAAAAGGTGGTTATTTGAAAATATAT
AGAAGCAACTGTTTGATGCCGTTTCAGTGATTCTTATT
>CL2384Contig1
CTTGTAAGGATCTGAAGACAAATATCACCCAAGGCCAGCAGCTCATTGTCCACAGTTTGT
TCAGGGTCCAAAGCTTGTGTTCTTGCAGAAACAAACTTGGAGCGATGACCTGGTACCAAG
CAGGGCTTCTCAGGATGATTCATTTCCATTCACACAAACATCAGACCACTAACTTTTGGC
TGTTCAGCATTCTTCATCCAGAACTCAAACACATAGCAGAAAAGACCACATTCGCCTCCC
ATCATATCTGTGAAAGTCCTTTGAAGGTCCCAGGAATTGGGCGTCATTTCAGAGGAGGGG
TTATCCTCCGAGGCGCTGTCCTTCTCCCCAGGCGAAACCACCAGGCCGCTCCTCAGGCAG
GGGGTTGTAGTTGGCATCTTCTTCTGGGGTGTCAAACAGCATTTTTATGATGGATGGGGT
CCGGAGCCACCTTCCACCACCTGGCTGGTTGGGAAAAACATCTTCCAGGAAAAAGTACAC
ATGGCCCACAGCAATCCCTAAAAGATCCACAATTATGGAGTTTCCGAGCAGAAGTGAGAA
TCCCATCAGCACCCAGGGCAAGAACGGAGCCTGGAAGTTGAGCAGGCCAAAGAAGTTCAT
GCGAACGTTCGGATTCCTCCGACTCCACACGTAAACTAGCATTATGGTGAAGGCTTGTCC
CAGGAAGACCAGATTCACAAAGGTGCCAAAAATAGTCATCAGAAGGCCCCCAAAGAGGAA
CATGAAGACAAAGTCAGCCGTTCGTCCCCTGAAGGAGCCTTCCTCCAGCATCCGGCAGTA
TCTGTAGAGAAAAATCATATTAAACAGGAAATTGAAGCCAACTGGACCAAAAAACAGGAA
GTTCGTTATTAGCCGCCATACCTGGTAATTCCTCAGAATCAAATCTGGATTGAAGTAGAG
CTGAAAAGGTGTGATGATCTCCAGTTGCACTGCAGCAGTCGTGAGGACGCAGGCCGTGGT
GTAAGCTCTGGTGACGATAGGAATCTGTAAATACTCCTGCTGCAAGGTCTGGTAAGCCAT
CTTGGACAGACTGCCCCCCGGCCATAATGGCCGGGTTTA
>CL2385Contig1
ACGTTTATTGTTTATTTTTTTGAAATGTTCTCAGCTTGTGTTATTTCTCTTTAACATTTT
CATCATTTTAACTAACATTGACTTACATAAAGAAGGCACTTAAAAAACAAGGGAAATTAC
AGATGCTGCTTTTATGAACATGAATTTACTGATTTATAAAAAAAAATATAAAGACAAATG



AAATAGACATGAAATAATAGCACCGTTGGCAAATTTAGAAGCTCATTTAAAAAAAACAAA
TTAGCATAATTCCTGATCTACAGCATGTCAGAAACAAAACTTGATTATCAGTATAATGAA
GGCTATGCTTTACTTGGGTATAAATTAATCATAATGACAGAAAGCATTAACTCAATGTTT
CATTTTTAATATTTTCACAGGTCAGAGGTTTTGGGTTCTATGTTATATGGTAGGCTTTGT
GGTTTCGGCTTTGTGCAAGTCCTGGTACATGTCTATCAGTCGCGTGGCCTCTCTCTGTCC
TGATAGCAAAGCACCATGCGTTGTGGAATAGTATTTTCTATGAGTGGCCTCTCCAGCAAA
CAGGACCTGCAGGGGAGGAGCCTTGGTGCTGTTGGCATAAGGCAGCGGCATTGACAGCCT
CTCACAGTCTGCACCACTGGACCCAACCCTGGTGAAGGAGTAGGAGCCTCGGATGTACGG
GTTACTGCCCCATGACGAACGCAGGACATGGCGGGGCTTCGGAATGTCAGGGTTCCCTGT
AAAACGCCGCAGCAGCTCAGTGCAGGTTTCAGCCACGGTTTCGTCATCGCAGCGCTCCAT
GTACAGCGCCTCCTGCCCACAGATCCAGCCACTCAGCATGTAGCCGTAGCGCTCAGGTGG
GTAGAGGACATCAAAGCTGCAGATCTTTTTGTACCACAGCTCCTCGGGGTATGCCAGCTG
CTCAAGCTGAGCTTCATCCTCCCACACAAACTGGATGCTGTTGCATTCTGGACTCCAGAA
GGGCTCTTCAAACTCTAAGAATATCTTGTTGGTGGTGCTGATGCCCAGCTTCTCGATGGC
CAACACTTTGTCCTCTGGAAGAGATGGGAAAAACATGGCCTCGTGGTTCTGCTTCAGCAC
ACCGAGGGATGCCGCCTCGTGCCG
>CL2386Contig1
CTCGATCTTTATTTTAAATGTGGCTTTAGAATTGAAAAGTAATGTACAAGTATGAATTCA
TATTTCCATTAAAAAAACCATTTTCCTTCCCACAGGAGACTGAATTCCTCCAGGAGGAGC
AGATTTATCTGGACAATTTGAGAAAAAAATCCTACAGATTAAACACAACCTGACAATGTT
TTTTTTTCCCAAAACTATTTTTAATCTTAATAAAACAATGTTTAAGTTTAAATGGTTGTC
TTTAATCCCACTGGAACTCTGTCTGCAGCTGCAGCTGCTAATTTTTTGTAATATCTTCAA
GATCTGTACATCTTGTAGTCCAGCTTTACATCAACACATCTTTGATGACTGTCCTCTCCT
AAGCAGCTGAAGCGTTCCCTTTATGACCTGCAAGAAAACAATCCATCAGTAGCAGTTGGA
GTTCTAGTAACATGTAACAGTACACAAATCTACAGCAGGTCAGATACCATTGATTTCCAC
ATGTTTAATGTCAGACAGGGATAACAAACTCATCATATGCACTGCAGGAGGAAAATATAA
CTATTACAGATGTCTGAAAATGTACCTTTGGATAAGTTATCCTGAAAGATCCATTTGATG
CCTGTTCATGGTAAATTCGCTGCTGATAACTTTGAAAATAAACGCAGCTCCAATGCGAAA
AACTTCATGTAAAAAGTCAGCATGTTCCAGACCTGTTCGGCTCAGCCC
>CL2386Contig2
TTTAAACCGGNCATTATGTCCGGGGCTCTTCTTACTGCTGTGTTGTGCTGAGTTTGTCAG
GTCTGGAACATGCTGACTTTTTACATGAAGTTTTTCGCATTGGAGCTGCGTTTATTTTCA
AAGTTATCAGCAGCGAATTTACCATGAACAGGTGCGTAATAAACGAGCTGGGTTTGTTTA
GTCTGTTAGGTTTCATTTAGCTTGTTAGCTTAAGCTTTAGCTAATAACACGGTTTTTTTT
GGTGTTAGCTTTCTTTAATTGTTTGAAAGATTTATTTCCTCTTATCCTTTATTCAGAAAT
CCAAGGTAACAGAACAGAGATAGTCAGAGATCACAAACTACAAATCTAACTCTAAAAAGC
ACAAAACTGAAACAAAGACCAAGCAGCACACGTCAGAATCTAAATAATAAAGTAAGAAAA
ATAAGTAAGTAAAAACAATGACAAGATTTAAAAAGGAAAAAGAAACGAGGGACATCAGTT
GACAAAAACAGAAGCCTAATTTAAAGGTATATTGGGGAGTTAACGTGTTAGCCGTTAGCT
TTCTTTTAGCTAGCGAACACGTGGATGAAAACCACGTGGAGCTAGTATTAGTGGTGTTTC
CCCAAATAAATGATTAAAACTTTGTTGGAGCGTCTGAAACTGATGGTATAGTTTTAAATG
TGGTTATATTTCCATAATAAGTCTTTTTCTTTCAGGCATCAAATGGATCTTTCAGGATAA
CTTATCCAAAGGTACATTTTCAGACATCTGTAATAGTTATATTTTCCTCCTGCAGTGCAT
ATGATGAGTTTGTTATCCCTGTCTGACATTAAACATGTGGAAA
>CL2387Contig1
TTTATTTACACTACAAAGACATCATTGTGATTACAGACTCTGCAGGCCTGGAAAGGCCAA
GTGATGACAGAAACTGCACGGTAAAAAAAACATTTAAAAGCAGTTTAAAGTTTAAAAAAA
TCTGTCCACCAATCAGAAGAAGCGCTGCTCGGATCCCGAGCTTCAATTGGCCAAAAGTCA
CAACGTGGACAGAAAGTCACGCACCTCGTCGATGATAGCTTCCTGTTTAATGCCATCGTT
TTGGAAGTCGTCCTCAACGTCCAGAACCAGAACCGGAAGATCAGCAAGGTAATCAAAGTC
CAGCCTGAGGTTCTTATGGTGGAGCCACGACTCGTGCCTGAAGTGAAGCTGCTCAAGATA
CTCCAGAGGAAGGCCTTGCTCCTCCTCACGGCCACGGTGCAGCAGCCTCTGCATGCAGCG
CTGTGGCGAGGCTCTCAGGTAGATGATGGCATCAAGGGCGATGTCTGCCTCAAACTGGTT
TAGTAGCCAGGTGTGCCAGTCCTGATAAACACTCCATTCCGTCTCGGTCAGGTTACCGTT
CTCATACAGGCTGGATGCAAACACATACCTGTCTGAGTATACAGAGCGTTCGTAGAACTG
AACAGGGCTCTCTGCCTCTTCAAGCTTGGCTGATGGAGGCTGAAGTTGGGCGCGGACCCT
GCTGAGGCATGCGTAGCTCTGGAAGGTGTAAGACCATCGGCTGGGTTTATCATACAACAT
CTGCAGTAGATTTCCACCACTCTTCTGTGAAGAGCTTAGGTCCTGGTAGACGTCGTCGCT
GTCATTCTGGACATTACACCACTTTCCAATGGGTTCAGGGATCACCTCCCAATCTTCTGA
GGATCTCTGCAGGAGGCGCACGAAGGTGGACTTGCCTGCAGCGATGTTCCCCTCGATAGA
GACCTTTTTCAGGCGGCAGAAGCTGCGGTCCTGCGTGGGGGACCCGGTGGAGCCGCGCAG
CCTCTTTGGCGGCGTGGCCATGATTCTGCCGCGGTGTCGTTTACGGGTTCCGACTCGGAC
GGATGAGAGCTGCTGCAGCCTGCGTCAGGCTGCACGCGGGATC
>CL2388Contig1



ATTCCCGCTCAGAGGTAGACAGCAGGGACCCTCACTGGCCAGGGAAGAAGCAATATTCTG
CCCTGTTTTCAACAAGTAGAAGGTGCAAACGAGGAAAAAGATGGAGAGGAAGCAGGGAGA
GGTGGACCACCTGGAGCGATCGAGACCCCTGACAGACAAGGAGAGGGTGATGATCCAGGA
CTCGTGGGCAAAAGTCTACCAGAACTGTGACGATGCTGGAGTTGCCATACTTGTGAGGCT
TTTTGTGAATTTCCCCTCATCCAAGCAGTACTTCAGCCAGTTCAAGCACATCGAGGATGC
AGAGGAGCTGGAAAAAAGTTCCCAGCTCAGGAAACACGCCCGCAGAGTAATGAACGCCAT
CAATACGCTGGTGGAGAGCCTGGACAACTCAGACAAGGTCTCCTCAGTGCTGAATGCAGT
GGGTAAGGCTCACGCAATCAGACACAAGGTGGACCCAGTATACTTTAAGATTCTGAGCGG
TGTAATTCTGGAAGTCCTGGGAGAAGCATATCCACAGGTGATGACGGCAGAAGTGGCTTC
AGCATGGACCAACCTACTGGCTATACTTTGCTGCAGCATCAAGGCTGTCTATGAGGAACT
GGGCTGGCCGCACCTCTCCAACTCAACCAGCTGAGGCATTTTTCAGGAAGCTTTTCAAAA
CTCCCTGTAAACTAGTCAGGAATCGACTGACTCTAATCTGGGAATCCAGTACAGTATAAT
CTATGATAATCATGGAAAAGTACACAGTATAGTCAACAGTAAGAACAAATACTGTGCCAT
TTTTAAGGCTAGCAGTGTGTTCATGAGGAGGGATCTTTAAATTTATACTGTTATAAATGC
CTGACACTTTTAAAGGATTGAACAAAGAACATGCATGGACCCGATCATTTTTGAGAAGTC
ACATTTGACCTGAGTGTGCCTTCCACTGAATGTTTATATGTGGAGAAGAAAATGTAAACA
GCTTTCTTTCTAAATATTCAAAAGTTTTTCAGGTGTACTTTGCCCATCCGTTCGAATTCA
CTCGTATCCAAACAATCAAACATTTATACCGTTTTTTTGTATCTGTTGTTTTTTTTTGCA
TT
>CL2389Contig1
TTTATGATAAAATTCATGTAAAATGTATAAAAACAGCTGATACAAGGAAAAGCTGTGATA
TAGATTATTAAACTCTTTACAAAGAACCTTAAGTTATTTAAAAGATTGGATCCCTACCGT
GACTTTATTAGACATGAGGAAGCTAAAACATAAAAAAACAGTCACGCGTTTTCAGAACAG
AGCGGCCGTGAAATGCGGCGCATTGCGTAAAAGACGTGTCCCAAACAAGCGAAGGCCTTG
GGGGTTTGGAGCGCATCACTCCCACGTTATGCCGAGCATCCGGCAGCTCAGATCCCACAG
CTTCTCTGCCACGGTGTCGTCTTTGCCGGCAGACGAGCAGCTGGCGGCGGCGCAGTCGCT
GTAGTATCCTCCGCTCTCCGTGTCCAGAGACGGCTCCACGGCACAGTAAATGGTGGTCTG
AGCCCCCTGCAGGGAGTTTTTGGTGAAGGGTCTGGCTATTTTCATGAAGAACTGCTCCGG
AGCGCTCAGGTGGCGCCACAGATCCGTCTGAACGACGCCGGGATGGAGGGAGTACGCCGT
CACGCCGGTACCTTCTAGCCGCTTAGCCAGCGAGCGCGTGAAGAGCACGTTGGCCAGCTT
GCTCTGGGCGTAGGCTTTGCTCTTGCTGTAGCTCTTCTCGCTGTTCAGGTCGTCCAGGTT
GATGGAGCCCCAGGCGTGAGCCATGGACGACACGGTGACGATCCTGGCGGGGGCCGACCT
CTTGATCAGGTCGATCAATAAGTACGTCAACAGGAAGTGACCCAGGTGGTTGACGCCGAT
CTGCATCTCAAAGCCGTCGGCCGTCTTCCCGTAGGGACAAACCATCACGCCGGCGTTGTT
GATGAGGATGTTAAGTTTTGGCTCATCTCGGTTGATGACTTCTGCAAACTCCCTGATGGA
CTGACTGTTGGACAGGTCCAGCTTCATGCTCACCACCTCGTTGCTGTTGGACTTCTCCAT
GATTTCCTTCACCGCCGCCTGCGCTTTCTCCATGTCCCTGCAGGCGATGATGACTCTGGC
CCCTCTTTTTGCCAGGTCGATGGCGGTTTCTTTGCCGATCCCGGTGTTGGCGCCGGTGAT
GACCACAGTTTTCCCGTCAAGCTTTGCGTCAGAAGACCAGGCGGCCCGGAAGAGATTTCT
TAAAGACTGCATATCTGTTAAAAACGCTGTAAATGTAGATACCAAGACGTCAGAATCCTA
ACAAGACAAACTTGACAACTAAATTTGGCACTTTGGCATCCAAACAAACATTTGAAGACT
CCCCGGCCATAAGGNCCGGGTT
>CL2390Contig1
ATCTTTATTGATTCAGTAACAAAGTGCACAAGAGATAAAACAACAAAAAACATGAGTATA
TTCCAAGAAAGAAAACATAGAAAACATTAAGTAAACAACTTTACCCCAGTATTTTCGTCA
TAAATCCATAATGTACTAAACCTTTAGAGTCTTTTTGAGGCAACCTGTGCCATTAAACTG
TACCATTAGTTAATACATCATGGAGATGCCATGGCAGTAAATGAACTTTCCATTGTGCAA
TTTTCTTGTGGACTTCAATGCAAAGTGCCAACCAAACGTAGAATAATGTGTGCCTGTGAT
TGCAACTTTCTGAAATCCCTTTCGGTAGCACATAGTCCTGTCAGACACAGTTACACAAAA
TCTAAAACACAATATCTATATGTAGGACTACATGCATAAAGCATTCTCTAAAAGCACCAC
TTTCGGTCACATTGTGCAAATTCATTATTGTAAATGTTTGCTCAACAATGAGAAAAGGAA
ATAAAAAAGACATACATAAAAACATTAAAAAAGAAATTTTAAAAATCTTTAGAGAACGTA
AAGTCTTCATATTCATTAGGTAAGATATGAGCATGAATGGGCAAAACCCTGCACCACATT
ACAGTGCTGTGGTTAATGCAGTGTGGACATGCCTGATGTCTGACTTTCTAACAAGTATTT
ACAGAAAATAATGAAAAAAGGGGGAGAACATATTCAAAAATCGACATCAATGTAAAACAT
AAGCGTAAAAAAACCCAAAAGAAACACGACAAATATCCTGTTGCATATGTTAAGCTAATG
AATATAGTCTTGAGTTGCCATTTGTTGAAAATATTGGTTATACAGAGCAGAGGAACATGT
GTCCCAGAGAAGCTTGCTTAGAAAAGTGTGCACTGTGCCAACCTCAACTCGTGCGTGATG
CAACAGTGAGGACTTCATGTTAATACTTAACATCCAAGCCAGTCTGTCTTTATTTCACCC
AGCTTGACAATCTTTAGGGTGTTGTCTTCCAGTTTGAAATAGTGGTTTCCTTTGAAGAAA
TAGCTGTAATCAATGCCATTAAGACTGAAGGCAGAGTCAAGGTCATCTGGGATGCCATTC
CAGGAATCAGCAATAAGTTTGGGAAAGCCAGGGTCCATGGTCTTTCTATCTTCATCATAT
CTCCAGAATTTGTCTCCAGAAAATAGGTAAGTCTTCCTGTTCCTTCGGAAGTTAAAAGCA
GCGTCAATTCGCTGCACGTCATCGGGGAGGTCAAGGTTGGAGAGTCTTCTAGGATAGCCA



CTCTGCAGCTCATCAGCTCTGTAAACCCAAAACTGATT
>CL2391Contig1
ATTCGGCACGAGGGTTTCATTGAGCCTGTTGTAAATTTTTGTTCCTTTTCAGGGTTTTTG
GCCAAAGAGGCTCCAGACTTCATAACTATAAATACCTGGATTTCTGAGAGTTTTCTTGTT
TTCTGAGTGATTTTATTTTTAAGTCTGCAACCATGTCGACGGCAGTAGAAGTAACCGGCT
TCATCATGGCTGTGATCAGTTTTCTGGTGACCGGAACATCGCTGTCTAACGACTACTGGA
AGATTTCCACCGTGTCCGGCAGTGTCATCATCTCCCAGAGGCAGTTCGAGAACTTGTGGC
ACGCCTGTGCCGAAAACAGCGCAGGCATCGCTGAGTGTCGGGACTTTGACTCACTGCTTG
GCCTCCCAGCTCACGTTCAGGCGTGCCGCGCTCTCATGATCATCTCTCTGCTGCTTGGCC
TCGGCTGCATTATCGTGGCTCTGCTGGGACTCAAGTGCATCAAGATCGGCTCCACCACAG
AGGAATCCAAGGCCAAGATCGCCACTACAGGGGGCATCCTGAGCATGCTGGGAGGTCTGT
GCTGCATCATCGCATGTTCCTGGTACGGATTCCAGGTCGTCCAGGATTTCCACAACCCGT
TTAATGGAGGAGTTAGGTTTGAGCTGGGGACCGGCCTGTACCTGGGCTGGGCTGGAGGTG
CCCTGGCTGTGCTGGGTGGCGCTCTCCTCTGCACCGCCTGTAAGAGGGTGGCAGCTGCCA
AGAAGGGCGGATACTTTGGAAAGTCTAAGCAGAAGGTTTACACCGCCACGGCCAAATCGG
ATCCAGAGTCATCCAGAGCCTACGTCTAACATGCACACAAATACACAAACACACACGTAC
ACACCGCTACACTCTCACTGTCAGGATGCTTACTTGTGAAGCTAACTTAAGCTTTTTCTA
CGGTAAACTGTTCCAGGGACTGACAGTGCCGGGACAGGCGGATGCTCCGCCTAAAGTTAT
GACATTAAGAAAACATTCAGGGCATTAGCTTTATTTGTTTAACTAATCATAGAGACAAAC
CCTACACTGAAGTTTAACTGTCCTCTGTACTTTTGTTGTTTTTGTTTTTTTGTTTTTTTT
GTAAAGGTTGAGGATGTGGAATCTTCATCACTGATCCTATGAATACAGAAGTTTGTGATC
ATCTGATTTCAATTGTAAAGAACACTCAGTTTGTTTGTACCTGAATAAAGTTTATATTAC
ATAATAAATGAGCAGCTTTTGTTTCTGTTAAGCAAACAAATTAATGTTATAACATTTTTC
TTCTCTTTTTAAAATCAAAACATCAGAAATGTAAATCCATACCAGACTAAAAAATCAA
>CL2392Contig1
TTNNTTTCTCTTTTTATTNTTNGTATTGTAATATATTTAATATAAAAATAAACTTTCATC
AACACATCTGTCTCTGGCACTTCTTTTTTTGTTGTCCACTTATCAAACTCTTTATTTTGT
GCAGAAAGACATCCTCCCTGTTTCATTGAGAAGGCTCACGCTCATCTTCCTCAGATATGA
TAGAGTCTCTTGTCCCAGGTTTTCCAAAGAAGGAATCCTTGCATCCTCACCGCTGGGCAT
TTGGCTATTTTCTGACAGCCCGCTTACATAAAAAGTCCACGTTTCTCACAACTTTTAGTG
CGAGCGAAGTCTCAGCAGCTTTTCCCGAAGTACGTCACTGGATTTCAGGGTGGCCTCTTC
ATCAAGAGACTGTCGAATGCAGCTTTTCAAATGATCGATTCCAAGCCCTGTCATGGCGGA
AACGGGGACCACATGTCGGAAGGTCATGTAGTTCTTCGGTATCATGTCACCAGGCAGCAA
ATCAGAAAACTCTTCTGGGTTCTTTAGTTGTTCCTTCAGCTCTGCTAATTTGTCTTCAGC
ATCAGGAAGGTCCATCTTGTTTACAACCAGTAAAGCAGGCTTGGACGCCACCTCTTCTTT
GTACAACTCCAACTCCTTGATAAGAAGCTGCACAGCTTCAAAAGCCGACCTGAAAGGTGT
TTTACTTGCAAGCTGGAAACCACAAACATCCACCACAAATAAGAGCTGCTTTGTCCTTTC
CACGTGTTTCAAGAATTTGTGACCCATGCCTTTGTTCATGTAAGCCCCCTCAATCAACCC
TGGGAGATCAGCAATAGAAATCTGCTTGTAATCTGGATACATCACTTTGCCAATCTCAGG
TCTCAAAGTTGTGAATGCATAGCTTGCAATCTGAGGTGTTGCATTGGATAGAGCTGCCAG
GAGAGATGATTTTCCTGCATTTGGGAACCCTACAAGCCCCAGATCTGCAATGAGCTTCAG
GTCAAGCCGTATGTGTTTAGCCTGGCCTTTTGTGGGCTCAAAAGCAGAGTAGAGGGAGCC
TCCAGAACCTCCTTTTGCCACCAAGACACGATCGCCCTCCTCATTTAGATCACCAACAAT
TCTTCCATCATCAGTGGTAACTGCAATGCCAACAGGAGCAGGGACCTCCACGTCGGTCCC
TTTCTCCCCCTTCAGAGCTCGTACACTGCTGTTGCCTCCTGATCCGCCCACAAAACGTTT
CAGAGGGTATTTGTCCTTGATTCTCTTCAAAGTCATGTTATTCTTTGCAACTACCCAAAC
ATCCCCCCCATTGCCTCCTTGCCCCCCAAGACGGGGCAAACCCATGCCACCTCCACCTCC
TCGGACATACAGGCGAAGATTGTCCACAAAGTTTCCGTACTTCCGCAAGCAAATCCTGCT
AATGTGGACCATTTCGACGAGTTTGCTATAAGCTGCTAGTAACCATGTGTTTGCAGGAGG
GGCCG
>CL2393Contig1
TTCGGCACGAGGTTTCTATTTTTCCTGTTACTTTCACTCTTATGTTTTTGAAGTTAAAGG
AGTTGTGCCACCGAGTTTCTATTTCCTGTTTGCAGATGGACTCAATTCTGTATACAGAGT
TTTTGTTGTGGAGGGAATGTCCCAGTCTGGACCGATCCTCTGCCTTTTTGAGCCGCGTTT
ACAGAGAAGACATTGGACCTTGCCTATCCTTCACAAGATCAGAGGTCAGAATGCTTCTTT
GCACAGTCTTAAATTGATGTGTGAAGTAGTACTGATACCCGTGCTGGTGTTTTCCTACAG
CTGTCCCAGCTGGTTCAGGGTGCAGTGGAGAGCAATTCTCTTACCATTGAGCCTGTGGCC
ATACCAGCTCTGCCGATGATCAAAGCCTCTTCTATAGAGTGCGGAGGCCCAAGAAAATGT
GCATTAAGTGGCCTGTCACGGGCCTGCCAACATCGCATCAAACTGGGTGACAAGGGCACG
TACTATTACATCTCTCCGTCGAGCCGTGCGCGAATCACAACTGTTTGCAACTTTTTTACC
TATATCCGGTACATCCAGCAGGGCCTGGTAAGACATGATGCGGAGCAAATGTTCTGGGAG
GTGATGCGTCTTCGCAGAGAGATGGCTGTGGCCAAGCTAGGCTTCTACCTCACTGACCAG
GGCTAGAGGTCCACCAAACACTCGGCAGATAGCAGTGTGATCACACGAGCCCCAATAAAT
CACTTATAATCAGGAAAAGTTGTGCCAACATGCAGATGTTTGATTAGCTTTTTGTAATAT



TTATGCTGAAGGAAAGGTCACCCAACAAGGGAAAAAGAATTTGTTAAATAAAAAAAAAGA
AGCACAGGAAACTTAAGATTAAGGAAATTCTAGAACACTCACTGATTCTGAATAATGTGC
TACTGTTGTTCTCCAGTGATTCACTTCTGTGGTGTTATAAAATATTCGAAACATTTCATG
TTAAGACTAAAGA
>CL2393Contig2
CTTGAAAATATGATGGATTGGTAGACCTGGATCCAGAGCCGGACCTGAGACTGGAGGGAG
GGGTCCAAGGTGGGCCCCCCTCGGGCAGATCTCATGGCGAGCTCACCAGGCTGCGCAGCT
CTTCACTGGAACTAAGAGAAAGGGAGATAAGAGAGAAGGGCTCTGAGATTCTTAGAGAAC
AGTTGGATGCTGCTAAGAGGGAACTGAAACTTAAAGATAAGGAGTGTGAGCGTCTGTCAC
AAGTCAGGAACCAGCTGGAGCAAGAACTTGAGGAACTGACTGCCAGTCTGTTTGAGGAGG
CTCATAAGATGGTGCGTGAAGCCAATGTGAAACAGGCAGGAGCAGAAAAACAGCTGAAAG
AGGCTCAAGGAAAGATTGATGTTCTGCAGGCAGAGGTGACTGCACTCAAGACTCTGGTGC
TGACATCGACGCCTTCCTCACCTAATTGGCAGCTGCATCCACAGCTGCAGACTTCAGGTA
CAAGAGGGTCATACAAACATGTCGGAGGCCATGTCCGCAACAAGAGCGTAAGTGGAGTTT
TTCCGACCTCAGCTGGGAAGCTGGAATCTTCATCCCATTCTATTCCATCTGTGGCTAAAG
AGGATAGAGAGATGGACTCAATTCTGTATACAGAGTTTTTGTTGTGGAGGGAATGTCCCA
GTCTGGACCGATCCTCTGCCTTTTTGAGCCGCGTTTACAGAGAAGACATTGGACCTTGCC
TATCCTTCACAAGATCAGAGCTGTCCCAGCTGGTTCAGGGTGCAGTGGAGAGCAATTCTC
TTACCATTGAGCCTGTGGCCATACCAGCTCTGCCGATGATCAAAGCCTCTTCTATAGAGT
GCGGAGGCCCAAGGGCTGCAGCAGAAACAAAATGTGCATTAAGTGGCCTGTCACGGGCCT
GCCAACATCGCATCAAACTGGGTGACAAGGGCACGTACTATTACATCTCTCCGTCGAGCC
GTGCGCGAATCACAACTGTTTGCAACTTTTTTACCTATATCCGGTACATCCAGCAGGGCC
TGGTAAGACATGATGCGGAGCAAATGTTCTGGGAGGTGATGCGTCTTCGCAGAGAGATGG
CTGTGGCCAAGCTAGGCTTCTACCTCACTGACCAGGGCTAGAGGTCCACCAAACACTCGG
CAGATAGCAGTGTGATCACACGAGCCCCAATAAATCACTTATAATCAGGAAAAGTTGTGC
CAACATGCAGATGTTTGATTAGCTTTTTGTAAT
>CL2394Contig1
CTTTATTCAGTCGTTTCTTTCACTAACCAAAAATACGGGAACAATCTGGAATCTGTTTCA
ATGGAAGAAATGAGAAGTGCGGGATTCCCTTAGTTCTAATCTAAGCTGTTTATTTCTGTT
GACACTGACACTATGAAAAAGTTACACACTGTGCTTTTACATACAAATCAATACACACTT
GACACTTGCAATTCGGAAATAATAAATTAGGAGGGAAGAAACAACTACTTCTGGCTTTTG
AAGGGCCTTTTATAACTATGCTATCTGACAGTTGCTAAGATCAAAAATGTATGTTTAACT
GGTCATTATGATAAAACTAACCAATATAAAAAATTTAAACAAAAATATGTAGGACTTAAA
AAAAGAAAGAAAAGAAAGAAAATTTACCCCTGATCCAATAGGCACAATACACACAATTCA
GACACAGAAAGGAAAACTTCCTCATTAGGTTCACATCTAGGAGAAATAGGAAAGGACATC
GTCTGCACTCATGTCTTGTTCATACAGTCCTCCTTCCATACACTTCTTGGATAAGCTGCA
GTAATGTCTGACTTCTGTGTTCCTCTACTGCTTTCAGATGACTGCCTCAAAGTAACCTGC
AGCTTTCCTGACAACTCCTTTGCTCACCTCCTCGCCTCTCCTGCTAAGAACTGAAGCCAA
AACAACCAAGAATTAATACCGCCGTGAGCCATAACCACCGCCGCCGCCGCCACCGCCACT
CCCAGAGCCATAACCACCACTATAGGGTCCACCAGAGTTCCTGCCACCAAAGTTACCTCC
TTTCATGGGCCCATAGTTCGACTGCTGCCCCCCATAATTTCCAAAGTCATTGTAATTTCC
ACCACCTCCATAACCTCCACTATTGCCTCCATAACCTCCGTCACAGTTGCCACCAAATCC
TCCACCCTGGTTGCCATATCCTGGACCACCTCCCCCATAGCCGCCGCCTCCACCTCCTCT
GTAGCCCGGCCATA
>CL2395Contig1
GAGGCGCGTTCGACGGCGATGGCGAGCGGCAAAAAGAGCGCTCTTCTTTCGTCTTTAGCG
GATTATGGAGACGATTCAGAACCGGACTCTGACCCAGAACCAGAGGAGTCGGAGGTCCAT
GGAGGAGGAAGCCTCGTTTTATACGGTTATGGGGAGGAGGACCTGAACCGAACCGAAGAT
CCCGGAAACAGAGAGTCTGAAGATGAAGGCATCAAGGAAAGCAACTCGGAAATGGACGGA
TCAGACGAGGGGAGGGACCCCGATGATTTTGAGATCTCTGAGAAGAACAACATGGATCCA
GGTGAGCTTGTTGCTCTGTTCTCAGAGAGGGTGAGGAACATGTCACCTGACGAGATCAGG
ATCCCCTCCGAGCCTCCGGGACGCTGCTCCAGCCAGCTGCAGGAGAAGATCCACAAACTG
TATGAGAGGAAGCTCCATGGAGACTTTGACACCAACAGCCACATCCAGAAGAAGAAGGAG
TTCAGAAACCCCAGCATCTACGAGAAGCTGATCCAGTTCTGTGCTATAGACGAGCTGGGC
ATGAACTACCCCAAAGACGTGTTTGACCCCCACGGCTGGTCAGAGGACTCCTACTACGAA
GCTCTGGCCAAAGCCCAGAAGGTGGAGATGGACAAGCTGGAGAAAGCCAAGAAGGAGCGC
ACCAAGATCGAGTTCGTCACAGGAACCAAGAAGGGAACCAACCCGTCCAGCACAGCAGCC
TCCACCACCAGCAGCGGCAGCAGCGGCAGCACCGCCACAGACGCCCAGAAGAGGAAGAGC
AAATGGGACTCCGCCATCCCCGTCACCTTGGCCCAGCCCACCCTGATCACCACCTCTGGG
ACCCTGCCCGCCGTGGTTTCCGTGACGACCACAGCCAGCGGCACCAAGACCACCGTCATC
TCTGCGGTGGGGACCATCCTGAAGAAAGCCAAGCAGTGAGGAGGAGGAGCAGCTTCAGGT
TCTTCGGCTTTTCCTCAGACCAGGTCAGGTCCAGAGAGGAGCTTCCTGTGCTCGGACTCT
GTGGAACCGTCCAGAGACTCTTTTTCACATTTTTGCGTTTGTACATACGGGAATAAACGG
AGA



>CL2396Contig1
CGTTTGAGCGAGCGGAGAAGTTTAACCGGGGCATCAGGAAGCTGGGCCTCACCCCGGACG
GGCAGAGCTACCTGGATCAGTTCAGACAGCTCATCAGCCAGATCGGTAACGCCATGGGAT
ACGTGCGCATGATTCGTTCTGGAGGACTGCACTGTTGCAGCAGCGCCATCAGGTTCGTTC
CAGACCTGGAGGACATCGTGGACTTTGAGGAGCTGGTGAAGGAGGAGGGTCTGTCTGAGG
AGACTCGCAGAGCGGCGGGCGTGTTCGACTCGGTCTTGAGTGATCTGACCAGCAACTCTG
CAGAAGGGACGGAATATTTCCGGATGCTGGTGACCGTGTTTGCTCCTGAGTTTCGCAGCG
CCAAGAACATGCATCTGAGGAACTTCTACATGATTGTTCCTCCGCTGACCGTCAACTTTG
TGGAGCACTCCATCAGCTGCAAAGAGAAGCTGAACAAGAAGAACAAGAGCGGTGCTGCTT
TCACGGACGATGGCTTTGCTATGGGCGTGGCATACATCCTGAAGCTGCTGGACCAGTACC
TGGAGTTCGACTCTCTGCACTGGTTCCAAGCCGTGCGAGAGAAGTACAAGAAGGAGATGA
GCGCCGTGGTGAAGGAGCAGAACGTTCCGTCTGCCGGTCAGGACCAGAAGCTGCTGCAAA
CCATGAATCTCACCCAGAAGAGGCTGGACGTCTACCTGCAGGAGTTCGAGCTGCTGCACT
TCTCTCTAAGCAGCGCCAGAATTTTCTTCCGAGCCGATAAGACGGCGGCTGAAGAAACCC
AGGAAAAGAAGGACAAAGGTCTCCCTAACGGACCTCCTGGCGCCGATGAAGTCTAACGCG
CTGACGTCGTCCCGTTCTCAGAGGAAGCAGCACCGCCGAGGCCACCCGCGGATCCTCCAG
GGTCCGGACCAGCCCGGTTCCTCTAACCGGACAGGCTGTTGGATCTGAAGACCCGGCGGT
TCTGACGGACTGTTTCGACGCGCCGACTTGCAGTTTTAGATGTTTTTCTTTTTGAATCCC
GTTTGCTTTGACCGAGAACAGTCTGGTGCTTCGGTTTGGTGGTCGTGGAGATTCCTGACC
ACGTTGATCGTCTGGAACGGTTCCTTCTAACCCTGCTGTACATTAAACGTTTGTTGGCCC
CCAAAAAAAAAA
>CL2397Contig1
TTGTTGTTGACGTTGTTGCTTTGTGGCGCTCATTTTGTCCACGGTGTTGCAGCACAGGTC
GATGAAACCACTTCCTCCTGTGCAGATGTATGCAGACTACAGAAGGATCTCGCTGCTTTG
ACAGACAGGCAAAGATCTCTGGAAACCGGACTGACAGAGGCCAAAAGCCAGATCGCAGAA
CTGATGAGTAAAGCACCAACCAGAGTAGTTTTTACTGCTACAACTGCTGAGAGTGGAGCC
ATCGGACCCTTCGGCTTCAACACAAACGTCCTCTTTAAAACGGCCATAACAAATGTGGGC
CAGGCCTACAACCCATCTACAGGAATCTTCACTGCGCCTGTTAATGGCATTTACTACTTC
AGCTTCTTCTGTCACTCCGGAGGAAGTCGCTTCGTAGATCTCAAACTCATGAAAAATGAG
GAATTCATTGTGGGAATTTACGACCATGCGACAATACAGGATGGAGCAGATAATGCAGGC
AATGCTGCATTTGTGCAGCTGCAGCAAGGGGATCGGGTTTCTGTGAGATTAGCTGCAAAC
ACGCATGTGTGGGGCTATGGCTCTGTGACCACTTTCAGTGGTTTCCTCCTCAGCTAAGAA
TGACAGATGAGATAAAGTTTAAATTAGA
>CL2398Contig1
GGACAGGTCTTGCTCAGCAGAAGAGCAGCTGGTCGTAACTTGTGGCTGCGGATGTGCAGC
CCGGGATTAACCTCGAAACTGATGGTAAACGAACACCGTCATGAAAGAGAATGACACGGA
TGACAAAGATGATCAATGGGCTGCCGGTAAAGACGATGAGGAGGACGTCCCCATGAGCCG
CAGTTTCTCGGTTGAAGACCTCCTCGATGAGGTGGAGAAGATCTGTTATGATGCTTCAGG
GAATACCAAGGCGGAGATGGTGGTCAGACTGTGGAAGGACGGCTTCACCGTCAACGATGG
GGACTTTCGCAGTTACTCTGTACCGGAAAATCAACTTTTTTTGGATGCTATTAAAAGAGG
GGAGCTTCCGGCAGAATGGGAAAGCAGAGCGGAGGAGGAGGAGCTGGAGATCAGCATGGA
GGACTTCACGGAGGAGAACTACGTTCCGAAGAAGAAGGTTTTCCATCCCTTCAGCGGCCG
AGGATACAGACTGGGCAGTGTTGCACCCAGAGTTGTGGCCAGGTCACCATCTGTGCACGA
GGATGGAGAATCTCCTCCTATTCCCATGGTAACGCTCAACCACTCCCTTCCCGTCACCTC
TCTGCAGATCTGGTTGGTGGACGGCAGGAGATTGGTGCAGCGGTTCAACCTATCGCATCG
GATCCTTGATGTTTACGACTTTGTGGCGCGCTGCCAGAGGAACTGCCCCCCGTTTACCCT
GACCACATCACTCCCCGCTCAAGAGCTCAGCGACAGAGATTTGACCCTGGAAGAGGCGGA
TTTGGCGCACGCCGTCATCGTCCAGAGACCCCTGAACACAGAGCATCCGTTTGGACACTC
GTGACCACGTGCCACGCTTTCGGCGTTGCTCTGCAGTCCCTGCTGCGGCGGATTGGTCAC
TAAGGTGCCTCTGAGGAGTTCACGCTGCCGTCGTTCCCTGGAAGATGAAGTTATTCTGCC
AAAAAGAATGCAAAGCAGTGATGTCAACCAGCGCACGATGGACTTTAGTCTGCATCATCT
CCTCCCCTTAGCACAATTCTGAAGTCTTCCCAAAATGCGATCAAAACGCTTCTGCACCGT
TTGCAGTAAGAAAGAATTTGCAGTTAAAAACTGTTGGTTTTTTTGCACGATGTTTCAGAT
CAGACTTCTGTACTGTCTGTATGCAGACCAGCATTTTGAAACGCGATTTTATTTCTTTTG
TAAATGTTGAGGAATGGTGACGTTTGGTT
>CL2399Contig1
GAGGGTTGACACGGCATCATGGAGAGAGGAGTGTTTCTGTTTGGGGCCCTTTTTTCCGTC
TCCCTCATTTCACACGCCGAGGGCATCATTGGTGGCAGAGAGGCGGCGCCGCACTCTCGG
CCTTACATGGCCTCCATCCAGGTCCCAGAGGGAGACGCTCTGAAGCACGAATGTGGAGGT
TTTGTTGTTGCAGATCAGTGGGTGATGACAGCCGTGCACTGTATGCCGAACGGGCCAAAC
GGGAGGAAGGTGGTGCTGGGTCTTCACTCTTTGAGTCAGCCAGAAGAAACAAAGCAAACC
TTTGACATTTTGGAACTTCACAATCATCCCAACTACAACCCAGCTAATTATGATAATGAC
ATTTCTTTGATTAAGTTGGATCGCCCGTTCAACGCCTCTGAAGCCGTCAAAGCCGTGGGG
TTCCTGCGAGCCGGCGGCACAAACCCTGAAGCCGGTGCAGAGGTTGAGACTGCCGGCTGG



GGATCCCAGAACAACTTGGAGTCCAGACCAGACAAGCTGAGGGAGGTGGTGGTCAATGTG
GTGCGCCCGACTCGATGCTCACGCAGTGACTACTTTGGTTCAAAGTTTACCAGCAACATG
ATGTGTGCAAATAAAGTTTGCAAAGAGCCCTGCGACCAACCCGATAATGTTCAGGACAGC
TGTGATGGAGACTCTGGAGGGCCTCTGCTCTACAACAACATTGCAGTGGGCATCACCTCC
AATGGAGGGAAGAAGTGTGGCCAAGTCAGAAAGCCTGGAATATACACCATCATCTCACTC
TACACTGAGTGGATAGATGGCATCATGGCTCCACAGCCTCCAGAAGCACAAGACCAGAGC
AGCTGAATGCAGGAAACAGCTGTAGTCAGCAGAGGGTTGATAGTTGGAGCCACAGACCTG
CTTTTGCTAAATATCTCCACATCCACCGGCTACAAGCTGCTTCGCTTCGGCTTTGTGTGT
GTAGAACTAGCGCATGGCTTAAGAGAAATAAATAACCCAAACAGCAGTACCTGCAGTAAG
CTTGGGTCATTGGTCAGAATAAAATCAATTTTTCTAACCTATAATAAAATGAAATGTA
>CL2400Contig1
TTTTTTTTTTAAATGATTGAAATGAGATTTATTGCAACACAGCACTTAAGTCATGGAGAT
ATCTCATAAAAACTTTGACTGAAGAAGTGGGTTCCACTCTCGCTTTAGCTAAAATGTGAA
CAGATGTCTGAAGAATCAAAAATACATAAAAATTACTAAATAATATTGTATTTGATCGTG
TCTCAATCAAATCTTTTCTATTAGCTTGTGTAAGGATGGCTGTTTTGATTCAAACGTCAT
CGCGTTTCTGTCAACAGAAGAATCATGTTTGTGGTGGTAATTTAATCATAATCTGTGTAG
AGACAGATGGAGGCAGAGATGTGCTTTTAGTAATCCTTTCAATGCTGTTTCAGGGTTCTC
TTGAAGGTGATGCATTCAAAGCCCCACACAGAGTCTGGAAACATCAGTGCTTCCATCCCT
GAACAGCCCCAAAGTCAGCTTTCCTGTAGAACTGAACGATGCTGCTCTTTGGTGGACTGA
ATGACGGCTGGTTCAAACTGCAGAGGCTCCCTTCTGTGCACGGCCACAACTGCGAGACAC
GCCGTCGGAACATCCCGAACATTTCGTCCTCCTGTCCCTGCAGATCCCATCAAATGCTCC
CTGCATGCAAGTCTTCAAAGCTCCTCTAAAATAGCTAAAATAACCTCTGTCCAATCCCTC
ATCCACCTATTATCTCCAAAATTCTAGAAAAAGTAGTCACGAACCGGCTCCACCATCTCT
CTTGTCATCATCCTCTATCCTCACAACCTTGGGCTGCTTTAAATCATAACCTTTCAGGTT
GCATTCACATAATCCGCTGCATTCACTTCAGGTGTTCCTCAGGGCTCTGTCCTGAGCCTC
CTCCTTGT
>CL2401Contig1
CGGCACGAGGGGACGCTGCAGAACCTCAACTCCAAACCACGTCTGCATCCAACCATCAGG
ACGTTCTCCACCACCAAGGTTCTAGCAGGCAGAGCTAGAACCCACCACAACCTGCTGATG
GATCCACGGAAGGTTCTCAACATCCACGGGGTGAATGTCTGCCGGCTAAAACGGAAGAGG
AGAACCCAACACCTCCTGCTGCCGTCGGTTACCGTGCGATGCATTCAGGGCAACGTCAGA
AGATCAGTGATTCGAATGTAGACCAAGCCCAACAAACCATCACGCTGCCCATTGGTTGGG
GGGCGGAGCTTCAGCTCCACAGAGAACTCTCTGGGTCTGACGGTAGACCCAAAAACCTCC
ACCTCCCCCCACCAACGTCAGAACCGGACCGAGCCGTCCCAGAGGCCCCGATAGCCCGAC
ATCACTCCGATCCGTCCAGACCATTAGTGAATCCAAAACTCATGCTAACACTAGCCTATG
CTAGCAAAGACGTTCTCTCCAAATCTAACGTTCTGCAGGAACAAATCTGGATCGCTACAA
ACGTGTGACGGAACAGATTTATTTTGAGAAACCCATTTCTGACAAATACATTTCATCTGT
TGAAATGAAAACGAGTTGCGTGACGCTAGCGGGAGCAAACTCGGCGTAACTATTCAACCA
ATCGAGTCTTTTCCTCACCTGAGGCTCCCAGGTAGATCGTTTTTCAGCATAGTTCTAGTA
GTAAATTGGAAAGGTTTCCATGTTCTAGCATCAGTGCTACATTTCACAGATTCACGTTGA
TTTTTTCAGAACACGAGTTGAAAATCCTGCAGGTTTGGAGAAAATGTCTGCGGATGGAGG
ATGGTGAGTCCTGCAGACTCCGCCTCCTTCCATCAGGAAACGTTTCCACCTTCAGGGTGG
AGCGTGGAGCCAACATCTCTGCTGTGAAATATCTGTTTCGTGTCGGAGAGTTTAGGAAAC
ATCTGGGCGCAGATCAGCTGCTTACAGCTAGAATGAGGCAGTCATTAATCTGCCCCTGCT
GGAAGGAGGTGGAAGTGCAGCTACGTTTCTGCCTCCTTTGGGCTTTTTTCTAAATAAATG
CATCTAAGATGCAAAACTTTTCTTTTGAAAGTATGTTCAAAGATTTGGGAGAATTTCGGC
CTCTTCACCACTCCTGGTTGTTTTGGCGCCGCCCTGTGTCAGTCTGACCGTGGTCTGTTT
GGGTTCTCCAAGTTGTTTTCGGTCCGGTTTGGATCGGCTGTTTGCCTCAAAGGTTTCTCT
GATCAAATGTACATAGGACTTTTCTGCTGGTGGAGATGTTGCTTCAGCTGTAAATGTGAC
GAAACCCAAACGGGAAACTCCACGCTCTGGAGCCACAGCGGCTCTGCCGCCGCCGGACTC
CCCGCCATGAACTCACGTTGATGTGTCGGTTGAACTTGTCATTGGTGCCATTCTCGTGCG
TTGTGTCACTCGGTTCGCAGCGTGATCTCCGGATCGCCTCGCTCCGTTTTAATGTGTGTG
TGAACAAAA
>CL2402Contig1
AGGCTCTCCCCTTCCCAAACTCATGGTGCAAACAAATAGTAAACATAACAGGAAGAAATT
AAGGGTGAAACAACAAAAGTGCCAGATCAAAATATCCCACAGTGTCAAGCCAAAATGATC
TTTTTATTTTTTATTTTGCTCAGGCGGCAGTTAGTCGCCAATTTTCTCTGTCAGAGTAAG
ACCACAAAATCAACATGGCGGCACCCGGCTCAAAATCTGTTCTTTTCGTCTGTCTAGGGA
ATATCTGCAGGTCCCCCATCGCTGAAGCTGTTTTTAGGAAAATGGCAGCTGATTCTGGTG
TTGTTGATCAGTGGCGGATAGACAGTGCTGCCACCTCTACCTATGAGATAGGAAACCCTC
CAGACCACCGCGGTCAGGCGTGCATGAAGAGGCACAACGTGCCCATGAGGCATGTGGCTA
GGCAGGTGACCAAGGATGATTTTATGAGCTTCAGCCACATTCTATGCATGGACGACAGCA
ATTTGAGTGACTTGAACAGAAAAGCAAAACAGGTGAAAAACAGCACTGCGAAGATCGAGC
TTCTCGGTTCATATGACCCAGAGAAGGAGCTCATCATCAAAGACCCGTATTATGGGGGCG



ACGAGGACTTTGAAAAAGTCTATGAACAGTGTCTGCGATGCTGCAAAGCTTTCCTGGAGG
CGAACCCCTAACTGAAATCTTCACGGATTCAAGGAGAAACCTCAAATATCAACCTGATAT
TTTTGATTGTGTCATACGAGCACTTACCATTATAGTTCATTAAATCACTTAAAGACCCAT
ATATTTTTGGATTGTTTGAATAAAAGAGATGCAAACATTACATTTAAATGAGGGTTACAG
CTGTACACGTGCACTGTAAACTTATGCAGTTGATTGTATTAAAAGAGAATTTGGACTGTG
AAAAAAAAAA
>CL2403Contig1
GGTTTTTTTTATTTAAAAAAGCTTTAAATGCATGTCAGAACACAAGTTTCACAATGATAC
AGGATGAAACGAGGAGAGAAGAAACTCTTACTGGTCTTCTGCTCCCACATAGTGACAAAT
GAAGTCATAATCCAGCGTGAACAGCTTTTCCTCGTATCGGTTGAGCTGCACTGTGGCCTT
GCACTTGTTTTTGTCTCTCTGAAGAATCCGGCCGACCTGCCCCCTGTGCTCACCCAGGAC
AACCATCACAGAGTCGCCATCGCTTTTGGGGATGATGGTTTCCAGCATGTCCTGCTTCAC
ATCATCTAACAGTCTGCCCTCCTCCGTTCGACACACGCAGGTGAATGGCGTCAGGACATC
CTCTACTTGCATCTTGGAGTTGTAAAACCTTCCCCCTTTAAAAGCTTTGTCTATAAAGCG
AACTTTGGTTCGTCTTTTTCTGAAGCTCTGCTTTTCTCCTTGTTGCTCCTCCTCTCCTTC
TCTTCCTGCCTCTGCCGTTCCTTCTCCTTTTCTCTTTCTTTCTCCTTTTCCTTCTCCTTG
TGTGCTTTACTGAGGCGACTGATGTCTTTGCTGTATTTGTCGTATTCTTTTCGTCCGACC
AGTCTCACGCCGTGTTGGCTGAGTGTCACAGTCTTGCCCCCGACGGCGAGCTTCACAACC
ACTCGAGCGTTGTCTGCATCGACGCCTTCAATCTTGCCATAGAGATCTTTGTGTGCTCCA
GACTCCACCAGCACACAACCTCCAGGACCCATCACTAGCTCCTCCTCCTTTCCCGGCTCG
TCTCCGGGTTTCGGCGGACGCTGATTCCGGTTGGGTTCCAGATCTTTTATGGCCGAGCGA
TCCGCTCCGAGGCCCAGGCCTTTCGGGCGGAGCTGGTGTTCGATTGGCTTCACGTCTTGT
TTAAAGGTGCGCCCAATGCCTTCACTTTTCTTCCAACCCATCCCTTTGAGCATGGCCAGT
CCGTAAGCCTCCACTGGAACGCTTTCATAGTCTGCCTCTGTAGAGGATTCAGGACGTAGC
CCCACATTTATTAGGTCTCCATCCTCGAAGCCCTCTGGCACTTTGTTTTGCATCAACAGA
GGGATGGAAAGGTTCAGGTTTTTTTCTGATTCAGACCCATTCTGCCACTGCTCCAGCTGC
CTCCGGGAATCTTCAATAAGTTCTTTGACAGCCTGGGACTCCACAGAGTCGCTGTCTTGG
CCTTTTTCTTGAGCTTTACCGTCATCTTCCGTGTTCTGGCCCGCTCGGTCGGGCTTGTGC
CAGCGGTTCTTTTGGATCAGAGGGATGATGAGCTCTTTGGGTTTCTCCGTTTGTTTTGAG
CTTTGTAATTCCTTTTCGTGAATCCCGGTCAAGTAATCTTTTTCTTCTTTCTTCTTCGAC
TCCTCCGCGCTGGGGGTTTTAAATTTGTTAACTGTTTTTGTGAACCCAAATGACACCATC
GATGTTTTCTTCTGGCCCTTGTCCTCAAATGGGACAGATTTAAAAGCCGCTGTTCCTTCT
CCCTGAGCCGCCATGACTAGGCC
>CL2404Contig1
GGGACGAGGGGGGCAGGAGGAGGCGCCCCTCGGCCGGGGAGGACGGAAGGCGCCGGCGAC
ATCCTTCCAACACTACCTCAAAGGCAGCGCAGGCCAACAAATCCTCCATCACGCCGCCTC
AGCCCGCTTCCGCCGCGCCACAGACCACGCCCAACGACAGCGCGCAGAAAAAGGCCGCCG
CGCCGCCCGCCAACAGGAAGAAGGCCGACGGCAAAGCAGGAAAGAAGGAGGGCGCCACAC
CCAGTAAATGAATGAGAGAAGCGTGTGGAGAGTGTTTGACCAGGAGAGACGGGGGCGTGG
CTTTCGGCTCCTCCCCCACCGTTTGGTATGAAGAGAGACTGAGCGCGGTTGATTCGATTG
TTTTCATCAGTGCATTTCATTTTTGGAGCATCACAGGCGTGGAATGGCGCCTGCTCTTAC
CGTTTACAAACACACAACCTTCCCTTCATTTGGCCTTGTGTCTCGGATGCCAAACTCTTG
GAGGGTTCGGTCCCGGCCGTGACCCGCTCGGGTCCGTGACGCGCTCCGGAACCGGGCTCC
ACCGTCGTGCCCAGAACAGCAGGCGCTGCTGCGTCGTCTGGTGTGCCTTAATCTTCTTCA
GTGCGAAAAAATGCGCTTCTCAAGGTCTTCCTTCTCATTTCTCTGGGTTTGAACCCGTGA
CGCCNAGCGGGTTTGCCAACCTGCACACGTTCTGTTCTCACGGTGACAATCAGGCTGACG
GCAGCGGTCCAGAAGGAGCAGCTCCTCCTTTGACCGTTTGCAGAAAGGTAAAAACCATCA
CGTTTGGTTTGAAAACCCGAAGAAATCCCATTTCACAGCCAGAGATTGTTTAATTTATTG
TTTCCTTTTTGCTTTTTTTCCATGTTTGACTAAAGGAATAGTTTTAGCAGTTTTGAATGG
CTTTTACTGATCACCAGTGGGAATGAAGGGTGTGAGCTTTCAGCAGAAAACTACCCAATA
TTTAAGCTTGAAGTTGACTTCATTTTCTGTTTGAGGCTTGGTGCTGCAGAGCACCCTTTT
CATCCTCCTTTTCATTCATTAAACTTCATTTTAGAGTTGAATTAAAATTTTAAAAAAAAA
GTAAATACTATAAAAATCATTTGCTTTTCAATTATTCATTTGATTTTAGGATGTGATCTG
TTTTATCATTAGTGTGTTTTTCAGTGTTTTAGGATGAAAGGATGCATGTCCATGAATTGT
AAAATGCAAAAAAAAAAAGATAATCTCTATAAAG
>CL2405Contig1
GGCACGAGGGAAAAGGTGGAGATTGATCTAACGAAAGATGTTCTCGATGAAGAGAAGGAT
GAGGAAAAGCCTGCTTTGGAGCCGACTGAGCTCATCATTGTAGATCTAACAGAAGAGGAG
ACAAATGATCACCTAGCAGAGAGCCAAGTCCCGCCTCCTGCAGACTGTGCCACAGAGGAG
CCAAAAGATAAAGAAGAGGAGGAGGAGGAGGAGCAGGAAGAAGAAAATGATGAAAAATCT
GAGTCTGCTGGGGGCGCTGATCTCCCTTCTGAGCTGAATCCTGATGCTGCTGCAGAAAAG
TCAACAAATGCACAAAAACAAACTGAAGCTGCTGACCCCCCCACCTCTCAATTTGATGTG
CCTGAAGAACCAGAAGTCTCCATTATCCTCAACATCCAGACTGATTGTGAAGCAGTTCAA
CAGGAAAGCAGCCAGTCTGTTCCAGAGGAATCTTCTGAAAGCTGTGGAGACTCCAAAACT



CCCAAAAAGAAGAAAAAGAGGATGAAAAGAAACATGGAGATGCCCATAACTGACACACAG
GCCACAGACACACCCTCCACCAGTGCCTCTGACCCGAGTGAGACACCTCTGACCAGTAAG
GCCTCCAAAAAGAAGAAGAGACACCAGAAGAGGAACAAGGCCGACCAGAAGAAAGAGGAA
GACCCGGCAGAGGAGGAGGAGGAGTTCATTCCTTTAGCTGCATCGGAGAAGAAAAAGGCA
AAGAAGAGGAAAAGAGATAAAGAAGCTGTTGACACTACTTTTGAAACCAAAACTACAAAG
ACGGGAGTTAAAGACTTGGAGGAAGAGGAGAATACTCCAGCAGAAATGACAGAAAAACCA
AAGAAGAAAAAGAAAAAAAAGGAGAAGGAGGCGCCATCTGAAGAAGCACCAGCAGAAGGC
GACGAGGAGACAAAGATGGAAAGCATTGATGGAAAAAAGAAGAAGCGTCTGTGCAGGAAG
CTGAGCCTGAGGACAAGACAGAGATTTCATGGGAAAAAGGAGAAGATGAGGAAGATGATG
AACAGCATGCATAGCAGAAAGAAGCTGAAACAAAACAAAGAAACTGTGGATGAGAAGACT
CAGATGAATCCAGTCAAAGGAGCCCAGACTGAACACGAGACAGAGATCAAACCACCAAAG
AGGAGGAGGAAGAAGATGAAGATCATTACGGAACAGGAAGAAAGTTCCTTAAAGGAAAAC
GAGCCTCCAGCCAAAGAGAAGAAATCCATGAAAATGAGGGCTAAAAACCGAGCGGAGGAA
GAATTTCCTGAGGAAGACTTGTGTCTTCTTTCAAATGGAGAGAAAAAAAAGAAGAAAAAG
AAGAAAAAGAAGGATGAGGATGAAAACGCAAATAAAAGTCCAGGTTCTGTTGAGATGAGT
CAGCCTCCACTGTCTAAGAAAAGAAAGAAGCGCAGCCTGAAGGCCGGACTGGAGGATGCA
AGTCTGGATGCAGACTCTCTCACTCCTGCTGTTTCTGCTAAAAAGAAAAAGTCCTCCAGC
TAGACAATTACCTGATTGCATCAGTGGTTTCTCCTGGATCAGACGGCGGGTGAGGAGGTC
TGCATGTTGGACCTGAAAGCCAAAGATCAAAACACGTTTGTGCCTTTTTCCTTTACAGTT
CTGAGGAATTTGTAAAGGAACAGTTGTGTGTTTCCTTTTTCACGGTCTTTAGTTTGTCAG
TTAGTTTACCTCAGGTCTGACATAAAGAATTAGCCTGTCACGTTTAACTGTGAAATCCTT
TCAGCAACATTTCTTTTTGAGGAAATGTTGACTATTTGATGTTTAAAAAAAAGACCAAGC
TTTTTGGGAAAAAGAAAGTTTGACCTGTTACAGTTTGGATATAGATAAAAATGTATTAAC
ACAAGCTTAAAACTACTTCCACACACTCCTGGAAAATGACTGTAGCAAACTGATGCTTGT
CACAATGTTGTTTACACTCGGTCTATAAGCTGTGAAGTTTTCTTTAACCTATGCACCAAA
GT
>CL2406Contig1
CTGTAGTTTATTGAAAGAACAGGTTAAAATAAAAACATTTTGATGCAAATATCAGAAATC
ACCAAAAATATTCTACATTTTCACAATTTGACACAGTATAGCTAATGTATCTGCAGGGAC
AGCTCAGGATTAGAAAATATGTAATGAATATAGATTTCATTAGCGTTATGTGAAGGAATT
CCCACATGTGCAGCGATAACTTAAAAAGAAACTTCCGAACTTAAGCTTGTCGACACTATC
CAGCTTATAAGGCCTCGGCATGCACTGCAAATCGTGCCAGCACATACTAAAAGTTACAGC
TGTGCAGAGGAAGACTTGCAGTCGAGATGTAAGGATTCTTGCAGGAGATTTTTGAAAGCT
TTAGCAATAAAATATAAACACCCAGATTGCCATCTTAATGTAAAAAAAGAAAGAAAAATA
CTAAAAAAAAAGATTAAAACAAAAAGAGCTCTCCTGCTGCTCTTTGCAAAACCCTTCTTA
ACCCCAAGATGATCCGAGTTAAAACAAATCTTGATAATAAACACTATTCAAGCCGCGTGA
CATGGAGATGTGCTCCTTTGCTGCAAAAGTACCCCAATTCTTCAATTCCATTCTCCAGAT
CTAGTTCCTTGTCTTGCATGGAGCCGCATCACAATGGAGCCAAACTCTCTGGAGGTCACT
TTAAAATCGTTGACAGCTTTTGCACTAAAATCAGACCAGAATTGGTGGCTGAGTGACTAC
AACTCCCAATGTTTCCCACACACACACACACGCACACAAACCATGCACTTATTCAGTTCA
TGCTCCAGCGCTACTAACAACTGGGAAATCAGAATCAGCAAATGTGTTGCGTTTGCCCAA
GGAAAACGTGAAGAAGA
>CL2407Contig1
CAGGGCCCAAGTGTGTTCAGAGGCTACCTGAAGGACCCGGAAAGGACGGCAGAGGCTTTG
GACAGCGAGGGCTGGCTTCACACTGGAGATGTGGGCCAGTGGCTAAAAAACGGCTCTTTG
CGAATCGTCGATAGAAAAAAGCACATCTTCAAGTTGTCCCAGGGGGAGTACATTGCCCCA
GAAAAGATAGAGAACATCTACATGCGTTCCACTCCTGTGCTGCAGGTGTTTGTCCACGGA
GACAGTTTACAGTCTTATCTGGTTGGGATTGTTGTGCCCGACCCGGAAGTTTTTGTTGAC
TGGTCTAAAGAGAGAGGCTTCATGGGGTCCTACAAGGAGCTCTGCCAAAATCCTGATGTA
AAGAATGCAGTACTAGAGGACATGAGAGGTGTGGGGAAGGAAGCCGGGTTGAAGTCCTTT
GAACAGGTAAAGGATCTTTATTTGCATCCAGAGATGTTCAGCATCGCCAACGGCCTTCTC
ACGCCGACCCTGAAAAGCAGACGCAACGACATCCGCCAAGTCTTCCAGGAACAGCTGTCA
AGCATGTACAGCAAGACGCCACTTTGACTCAAAACACCAGACGCCAACGTCCATAAAAGG
AAAACATAAGCTGAGTTTTGGAGGGAAGAAAATAGTCCCCAAATTCCTGTAGTGCTTACA
AGAGAAACCCACCTGTTGAGCATGTTGCTGCTTTAAAAGAGATTCTTTTTCCTCTTTTCT
CAGATTTCTCTCCATTCCAGTGTCATTTAAAGTTTACTCCATGACTCACAAGAACATGTT
TTGGGAACACCAATTCTTTAATTGTAGAATCACATCATAAAAAGTCACCCAGAGTCATAA
AAATAACATTGTCTTTACATTGCACTATTTTCCTAAGCAACCATGTAAGGGAATGTGTTG
TGTGTACATGGTTCTTCTTGAACATGCACTAACTGGAGGTTTGTGCGCTACAGTAACCCA
TCATCATCGTGAATATGGCTGTGGTACTAGCTAATCCTATTAATGATTTCATCACAGAAA
ACGGGAAAATATGCATCCTAATCTACAGCGAATTGTAATAAATAAAAAAATAAACTATTA
AAAAAAAACCTCGTGCCG
>CL2408Contig1
TTCAGAGTTTGCCAGACTTTCAANCCCGTGGATCCTGATGGTCTGGTCGAAGGAGGCGCT



CAGCAGCTGGCTGCTGTCCTTACAGAAACTCACGCAGGTCACGCCTTTGCTGTGAGCGCG
CTCAAACCTACGCAGGCACTGGCCACTCTGGATCTTCCACACCTTAATCTTCCCGTCCTG
AGCGCCGGTGGCCAACATCTCAGTGTCCCGGCTGAAGCCCATACACAGCACGGCGTCGTC
CATCATCATGAAGTTATCCTGAGCCTGATACTTCAGATCCTTTCTGATCTTTCCGGTTGT
GAAGTTCCAGACTTCGATGAAGCCGTCCACGGATCCGGTGACCAGATACTGACCGTCGGG
GGAGAACCGACCACACTCCACGTGAGACTTCTGTCCAAACTTGATGTGGCGGCAGAGCTG
AGTGGGAAAACGCTCCTCCTCCACGTCTTTGACAGCAGCCTTTCCTCTGAACAAGTCGAT
GGTCATTCCAGGAGGAAGGAGCCCCTGATGCTGCTGCCACTTCAGAGACTGTCCCAGCAG
AGCCATGAGACGGGATGGAGGCACCACGCTCACTTCTCCGGCCAACGCCTGAGCAATGGC
CGCCCGGCGCTTCTCCTTACTGCTGCCGTCAGGATACGCCTCTCGGGGATCAAAGTAGGA
GCGGGCCAGCAGGTTCTCCAGGTGGATGTATCTCTCCGGTTGGGTCTGCTTCAGCATGAT
CATGGGGTCCGTCTGTCTGAGGAGGGAACGCGCCGCGCCGAGCTCTCTCAGCTCTATCAG
CTCCAACACGACCTGCTCATAGAGGTCGATCAGGGTTTTATCTGGCAGCTTGAGGGACTG
GATGGCCTGCAGGACGGTATCCCAGTGTCCGCTGTTGATGTCCGCTACAAAACTCTCGAT
GCTGTCCACCGTGTTCAGAGACACCGTGGTCTCCTCCTGCAGGGAGGCGAGGGTCCGGTG
CAGATTGTTCTCCTTCAAGTACTGCATGATCAGACGGATCACGTCTGCAGATTCCACCTC
TATAGACATGATGATTTATCTGAAACCTGCAGCCAGAAACACTCATGCAGCAAAGGAGGA
GATACGAAAGTGATGGATGAGGCGACTGCACTTCCTA
>CL2409Contig1
AATTAAAAGAAAGTTCATTAATCCAATTACATTTTTGTCCTTTGTCCAAACTTGTAGGAA
AAAGAAGAGGTCTGCAAAGTTTGCTGCTTAAGTTGTGGTGCTCTGAGGCAGGGAGGAGGA
TGTGGACACGACGACGAGCGGCTGAGGGTCTTTACTTGCCGGCGCCCTCTGTGGCACCGC
TGCTGCCAATGCCCAGGAAGGTGGCGGCAGTCTCCACGGCGCCTTGGACTGGGACAATCA
CGCTGTCCAGGAGGCCTCTGAGGGTGCGAACCTGATCAGAATCCAGGTTCTGGTAGACGT
AGTAGAGTGAACCCACCACCACGGCAAGGAGGAGGAGCTTGAGCAAAAGGGACAGAAAGC
CTCGCCGGACCGGTGCTTTGCTTGAGGGAACGGAGGCGATGGGTCGGGAGACGGTCTCGG
AGTATGTGCGGGTCTCAGTGCTGATGCTGCGCTGTACACGGGATTCATCCAGCCAGTACT
CACTTGGTTTTAATGGTCGACCAGCTGCTCCTTTGATTGGGCGTCTGCAGGTTGCACTGA
TGCCTGTTGGAGTGCTTATCTCGTTGGCAAGGATGTCTTCAATCACATTCTTGCTGGTCT
TTTTTGGGGTTTCTTCGTTTAAAATCTCCTCCACAACCTTTACTTGCCGCCTGCTGCTGG
TCCTGCCGGTGACAGGAGTTTTTCCTCTGCTCCTCACAGGCTTCTCCACCACAGGGACCT
GCTCTGGTTCAGGGGGAGCAGTCTCCTCGTCTTCTTTGTCACTGTACTGGTCGGAATTTG
TGTTGCCATTCTGGCTACTGTCTGCCTTTGGGAGCGTTGTAACATCTGGAGCTTCACCCT
CATCTGCAACCTCATCCCGAAGCTTCTGCAGCTTATCCTCATACACCTTACGGGTAGTAG
CAAGAATGGGTCCTGGGTTCACGCCATACTTTGCCAGCTGCTGTTTCAAATCTTCATCTG
TTAGCTCTGTCACCTCCACGTCCTCTAAGCGGGGTTTATCCGTCTTTTTTGTTGCTTTTT
TTCCCGAGCGGCTTTTATTGGACACCACGGGAGTGGGTAACTCCTCGTCGCTGGAAAAAG
TGTCTGCAGGCAGACTCTTCTTGTTGTTTTGTGCGGTCAGGTTCTTCTTATAGAGCTGAA
CGTACACTTCTTTTTTGTGGTCTCCGCTCGGCAGCGGCACATTGTTTGCTGCAAGCTCGC
TTTTCAGTCTCTCTTTCGTGAGAACTGACGGATTTTCGTGAAATTCGGCCATGCTAACTT
GCTTTTTTAGTTTCGTTTACTCCGTATGAAAACGTATCTAATTGCTGCTAACAGCTAATA
GAAACTAGGTGGCTCAGTAAGCCGCAACAAACAACAACAGCCGGAACGTGAGCGAATTAC
GCTGTTGTCAAACAGAAAGTGGCGCCTATCCGCTGCCTCTTAGCTAGCAGCACGGAAGCC
GTTTACCCAAATATTCGTGCAATTCCGCTCGTTAGCCCAAACCCCAAAATACGAAAAGAT
ATGTTAGATTTTTTTGAAAAAATATCGATGCATTTACGGAGACTAAAGTCGGTGGAAAAA
ATCCCAAAGCGGCTGCAATTTGACTTGAATTAGCTTAGCTTAAAACCAGTCCACTTGCTT
CTGTCTGTCGGCGGTCGCGACCCCCGGCCATAATGCCCGGGTTT
>CL2410Contig1
ATCAGTTTGGGGGGAAATACTTTTACTTGGTAAAAATGAAATGTGCCTCATCTTTGTGCA
TACAAATACTTAATTCTTCCTTCTTTCCATGATCCATTTTTTGGATTTTAGAGGTTTCTT
CCTCGTGCTTCCTCTTCCTCCTGACCTCCGAGCGGTCGGGCAGCACTCCTGTCCTCCTGG
GGAACAACCAACGCTCACAGTTCTTCTTTAGCATTCGCTTTTCTCGGTCGATCCATCCCG
AAAAAGGAGGACGAGCGTCCATGAACATCTCTTTCTCTCTTCACAAAGGCGGAAAAGGAA
GAGACGCAGTTTCCGATGAAGTGGTCGGCCTGGCCTAAGATGTACAGGTCCGTTTGGGCC
CAATCCGGATGCAGACTCACCACCTTCACCTTTCCCTCGAAGAGCTTCTCGATGTCCTCC
CTGTGCGCGACGGAGTCCGTGGCGATGTAGACGGAGCGGGCGGAGATCTTCTTCACCCAC
AGCTTGACGGCCCTGCGGATCTCTGCCAGGTCCGGGAGGCACATGGTCATGGTGAGGGGG
AGGGCCGTCTGCCGGCTGTAGCCGACGCACTGAGGGGACGCCATGAAGTGAGGGCCGGCG
TCGCCGCTCTCCAGCAGCCGGCAGGCACTTTGCCAGTCTGAGCCGATTCTCAGGTGAATG
CCCAGGTACGGGCGGGTCAGCATGGCGGCGATGTGCTCCTCCCCCTCCGTCACCATCCTG
TCAGACCACACCACCAGGCGCTGCAGGCCCACGTGCTCCTCCATCACCGGGAACTGAGCT
GGGGCTCCAGGCAGCGCCAGCACCGGGTGCTCAGAGGGGGGGAACTTCTTCATCCACTGC
AGCTGGTGGTAAGAACTGAAGGAAAGGCCTCCAAACAAAACAGACTTGTCAAAATTCACA
CCAACGTAATCCCAAAAAGGTCCAAACGGGTTCCCATCCTTCATGGGACACGACTTCTTG



TCGGCACTTCTCTGAGCAGCCGTCTCAAAGCAGTAGGCCCTCCTCTGACCCGGGGGCCAG
TGCGTGGGGGCCAGCTTCTCCATGAAGTCCTCCAAACTGACCACACGGTGATAAGCAGAC
AGGGCGTCCAGCTGGAAAAACTCGCTGTAGGGAACATGCACGTTGGTGTACGGGGGGATG
TGGTGGCGGTACACAATCCAGGGGGGTACGGCCAGAGTTCGGTTCAACATCTTTGCAAAA
GCCAGAGATCCCAGGAAGTGATCGGCCTGGTTTCCAAACCGGCCCATGCAGGGGCAGTAC
AGGACGTAGCCATTCTCATCCCAGTGCAGTCCCTCCGTTACACTTAGACAAGCCTGAAAG
AGAAGGGAAGGCAGCAAACTGAGCACAGAAAGAGTCGTGATTGATCCTTGTTTGAGCGCC
ATTATGGCTCATTTTTCTTCTTCTACAGTGAGCTTTAAGT
>CL2411Contig1
AAACTGCAAAGCAAGAATGTTTTACGCTTCAATCGTCAAACAGAAAAAACTCCAAAAACG
ATTCCCTAGTTGGAAAAGAAATTTCAGCAGATCAAAATATTTTTCCTTTTATGTTCTGGT
TGATGAAAAGATTTCTCAGACTTTAAACAAAGGCGGATTTTGTTTTTTTGTCCTGAAGCT
GTCCGGGTCTGCAGAGACCAGATCGTTTGAGCGAACAAGACTCAAAAACTCCCCCAAACA
TGTAGTACCCGGTGAAAACTGAATACATGAATCTTTAACTCAAGCTGAATGAAACGATAA
GACATACGATGCAACTACATCCCATGTGCTATCCTATGGGGTCCAGATGACCCCACCCTT
ACATTGACGTGTTCTCCCTACCATGACAAAGGTGGAAAGATTTCATGTAATCCATGGACA
CCAGTGAAGATCACAACTCATTGAAGAGAAAAGGTTCAGAGCACTGTCTAGTGGGTCTAG
ATGACCCCACTCCCAACATTAACCCTTGTGCTATCCTAGGCACTAACTTTCCGTTGTAAA
CCTTGCGCCCTCTGGTGTTAAAAAGGCTCCATAGAGGTGGCTGTGTTGTTGGGTTCAGGT
TTTATTAGGCTTACTGTACATTCATGCTCCACACAGCAGAAGAAGGACCAAAGCAAACAG
AATCAAAAAACATCAGCGAGGAGGAGGAGCTTACTGACGCAGAGACGCCTCCAGCTCCGT
CGGGTTAAAAAGCGGAAACATTTCCCATCATTCTATAGTTTTAATGTGTCAAACTGGGTT
CAGTGGGATTCTGGGTAACAAGTTCATCTTCATCGTCCTCACAGTAGGACTGTGGTGTGA
GATCCGGTTCAAGTGGCTCATGTGGAAACTCACAGCCTTAAAACCCGACGCTCAGGGGGC
GGGGTCTGAGGATGCTGCCGGTTAAATGAAGATCCAAAGGCGATGAAGATAAAGCAGAGG
AGCTTTTTAGTGGAGGACACTAAGAGTCTGAGGAGAAAGCTCTGTGCACGTTGGGGAACT
GCTGGGGGTTGAAGTCCGGGTCTTCCCTCACCCGCTTCTTAATGTCCGATTTGACCTGCT
CTGAATACGCCTCCTTCACCTCCTGGGAGTCCAGATCTCCCTGCAGCTGCTCGGCGGAGG
TGATGGGTCGCACGCCGGCGGTCCTGGCGGCTTGGTTCACCGCGTCTGAGAGGGAGAGGA
GGCTGCCGCTGCCCTGCCCCGTCTTTCGGCGCTTGGCTGGCATGCCGTTCAGGTAGGCGT
CGGACAGCGGAGGCTGAGCCTTCATCTTCCTCTGCGTCATCATGTCACACCTGATGATGG
GCACCCACTCAGGGGGAACAGAAGCAGCCCACGTCTCCGACTCTCCTGACGCCTCCTCGC
TGCCTCCCTCCGCCCCCGCCATGTCCCCGCCTAACGGCGCAGCTCCGCCCAGCGTTCCCA
GGTCTCCAGGCAACGGCCTCGTCTCCCGCGCTGCCATGTCGTGGGACCCGGACATGGCCT
CCTCTGCTGTGGTGGCGGCGGCCGGTGAATGAGTGTCCCCGATCGCTGCTCCTTCAGGCT
CCTGCGTGTCGCTCGCAGCCGACTGATCTCTCTGCAGGGGGACGATGAAGCTCTGGATCT
GCTCCTGTGAGATGGGGTTGTGCTCCAGAATGACCTGCAGCCTCATGGACATCATGCTGG
TCATCCAGTTCACCAGGCTGGGACTGATGTCGGTGGACATGCGCCGAATCCGGTGGTTGA
TGACGGCGGTCAGAGCCCTCTGGTCTCCTCTCAGGCAGTGCACGA
>CL2412Contig1
GACTGTGCCGGAATCGCCTGCTTTTGCCCTCAAGAAGAGGATCCGTGTGGAACGGAAGGC
TGAAGAGGTAAAGCAGCCCTCTCCTGTGAAGGCGCCGCCGGTGCCTCACTTTGGCCTACC
GTTCCAGCCCCGCCTCCCAGAGGACCACCACCTGGACGTGTGTCCTTTCTCATTTGAGGA
GAGAGAGCGGGAGAGGCGGGCGTTAAAGGAGAGGAAGCTTGAGGAAATGAGAAACCAGGA
GGTCCCACAGTTCAAGGCGCAGCCGCTGCCGGACTTTGACACCGTGGTTCTTCCTGAGAA
GAAGAAGCTTGAGCCCACTAAGCCAGAACCCTTCAAGCTGCTGATCGATGAACGTGGAGC
CGTGAAGAGCAGCCGCTGGGAGCAAATGGTGAAGGAGGAGCAGAAGCACCAGGAGGGGGC
AGCAGCATTCAAGGCCCGGCCCAACACAGTCATTCATAAAGAACCCTTCAGGCCCAAGAA
GGAGAGCCGGCCCACGCTGGTAGTGGAAACCTTTGAGCTGGCAACGGAGCGGCGGGCCAA
AGAGTGGCAGGAGTACGAGCGCACGGTCAGCGAGAAGGAGGCGCTCAGAGCACGCATGGA
GGTGGAGCAGAGGCGAGAGGAGGAGCAGCGGATCAAAGAGGAGATTGCCATGCTGCGGCA
GGAACAGGTCCATAAGGCTCAGCCCATCCGGCAGTACAAACCCGTGACGGTGAAGAAGAG
CGAGATCCCCCTCACGGTTCCAGAGTCGCCCAATTTCTCCGACCGCTTCCGCCTGTGAAG
CCCGCCTTGTTTGGGCAGAATCCCAGATGTAGACGTTTATGTTCATGATTTTACTCCGTG
TAGCTTTTAAGTGGAACCTTTTAGAGACGTGGCATGCACCCTGAAAGTTTGTAAATTGTG
TACATTTGTTTTCCATGGAACTGCCAGTCGTTCCTCTTTTCTTGAATGTGCATTAATGTA
TCCATGCAGTTTTGAATAAAATGTGATGCAGAAAAAAAAAAAAANNAAAAAAAAAAANNN
CC
>CL2413Contig1
CNAAACCCCCCAAAANGGGGGGGGGGGGGGGACGCTCCTCAGAACGGGGAGAGGCTCGGC
ACTTTGATGTTGATGTCCCCGATGTTGATGTTGCGGGGAATCTCTGGAAGGTTCATGTTC
TTCACGGCGGAAACGGCACGAGCGGGGGCCGCAGACAGACCTCCCTCTGACTTCTCCATG
CGGTTCTGCACCTCGACCTGCGCCACGATCTCGTTCATGTTGGTCTCCAGCACCATGCCC
CCCATCACCACCTCCTGCAGGATGTAATGGACCTTATCCATGTGAAATATGAGGTCCAGC



TCACAAACATTTTCAAAGCATTTATCCAATGTTTCCACAAACACCTGGATCAGGTCCAAA
ATGCCAAGTTCACTTTCAGACGAGTCCACACAGAACACAAAGTAGAGGGTGGCATAGTGC
CGGTAAATCAACTTGTAGTCGGAGCCTCCGATGAGACTTCCACCTTCTAAAAAGTTGCAA
ACGTTGTCGTCTCTTTTGGACACTAAATGGAAAGTTTCTCGGATGATCTGCTGCTGCATG
TCCTCCGTAAAATACTGATAGAATCGGATCAGCCGAGGTTTCCCGTGGTTGTTAAAAATC
AAAATCGCTTTAATCATTTTAAAGTTTTCACGTTTGCTATTCAAAACGTGAAGAATACAG
CAAATTGTCCTGTTTAAATTCTGTTAGTTTCCAGGCTAAGGGGCTAAATCCGTTTACATC
CGGGTATGTACCTTCATATAGAAGC
>CL2414Contig1
ATCAAGCGGGTGCCGACTGCAAAATACTACCCTCTGAGGATGCACTGCTGCAGAGCCCTC
ACTCTGCTGTCAAGCAGCACCAACACTTTTGTGCCAGTTCTGCCTTTCCTCCTGGAGATT
TTTCAGCAAGTTGACTTCAACAAAAAGCCGGGTCGAATGAGTAAGAAACCCATAAACTTT
GCAGTCATCCTGAAGCTAAACAAGGTCAACCTGATGGAGAAAGCCTACAAGGACGGGTTG
ATGGACCAGCTGTATGACCTGATGCTGGAGTACTTCCACTCTCAGGCCAGCTCCATCAGC
TTCCCTGAACTGGCTCTGCCCACCGTTATTCAGCTAAAGGCTTTTCTGAAAGAATGCAAA
GTGGCCAATTACTCGAAGCCCATGCGCCAGCTGTTGGACAAGGTTCAGGAGAACAGCAAC
TACATCACAGCACAGAGGCAGAAGGCCACCTTTGGAGTGGCTGATACAGCTGCTGTGGCG
GTTTGGGAGAAACGGATCAAGGAGGAGGGGACTCCCCTCAGCAGGTACCACAGCCAGTGG
AAGAAGCTGCGGGAGAAGGAGATCCAGCTGGAGATCTCTGGCAAAGAGAGGATGGAGGAT
TTGGACCTTCCTGAGATCAAACGCAGAAAGATTCAGGACAGGAAAATAGAGGACAAGAAG
GAGTTTAAGGATCTGTTCCAGTCTGACAGCAGCTCAGATGAAGAGAACGGAGGACTGAAA
ATCAAGGGTAAGAAGAGGAGCCCTGCATCTGATGATGAAGATGATGATGACCTTGAAGAT
CTGTCTGACTTCAGTGATGAAGAGGGGATGGAGGAAGAAGACTCAGGTGATGATGACGAA
GAGGGAGGTGGTAAAAATAAATCCAAGGCTCCTAAACCAATGTCTTCTGCTGATCTCATA
AAGCTGGCAGAAGGACAGGAGGATGTTGTTGAAGACCTGCAGCTCTCTGATGATGAATGA
GGGTCATGGAGTTTGTGTGTAACCCTGTTCTTAAACTTTCATTTTTGTATTGCTCTGTGT
ACATTGCAAACAAGATTGTTTTGTTTACACTGACCAAAACAAGACCATTTAGAATTCAGA
TTGTGTCACATTTGTATATATATTTTTTGGAGGTAGTGGTTAATCGTAATAGTGCGAGGG
AAGCTGAAACAGGGAAATGGGTGTTCTGAGTACATGTGCGCACCTATAGGCACCCTGAGG
CTTTGTGAGGATGGACCATTGTGATGCAGGCCGAGCGAGGAGTTCAGAGGCGGGTGTTGA
GCCCTGAGGTGGCAGCGCTCTGCCAGGCTGGCAGGGTGGTGTCTGATGTTTTGCCAGCAG
TCTGCCTAGGTGGCAGGGCAGCAACATAGCCTTGTCTTTTTCTATGCCAAAACCCCACCC
CTGTACGGACTAGTCTTTTAAATTCTTAACTATTCTCCACCTTTTTGAGCATGCGTGAGA
AAGCTGTACATGCATGCACAACATAAATCCAAATACTGGTTTCTACTT
>CL2415Contig1
GAGGGCCTGATGGACCGACAGAACCGCAAGCAGAAGAGAGAGAGAGGTGACAGTGACGAG
GAAGGTGAGGACGGAAAGGCAAATCCCACCAGCGACTTGGAGTTTGACGCGAACAAGGAT
GAAAAGAAAGAGGTCGGTTCCTCAGCGGAGGGGTCAGAGGTCAAACCAGCTTCTGGACTC
AAGATTGGTGGGAGGGCGGCCCAGAGGATGAAGAAACGCCCCCCCAGAGGGATGTTCCTG
AGCCACCAGGACGTCCTCTCTCTGTCATCTTCAACCCCTCAGGGCCTCATCAGGCAGCTG
GACTCTCAGGTGGTCTCCATCAAAAGACAGATCCAGAGCATCAAGCAGACCAACAGCTCT
CTGAAGGAGAACCTGGGCTCGGGGGTCGACGAGTTCAAGCAGCCCGAGAACACTCAGAAG
TTCAACAACCGCTGGACCACAGAGGAGCAGCTTCTCGCTGTACAAGCGATCAGGAAGTAC
GGGCGGGACTTCCAGGCCATCTCAGATGTGATCGGCAACAAGTCGGTGGTCCAAGTAAAG
AACTTCCTGGTGAACTACAGACGCAGGTTCAACCTGGATGAGGTCCTGCAGGAGTGGGAG
GCAGAACATGGCATGGAGGCGGGAGGCGGGGGAGGAGACGAGGACAAGATAGAAGCATGT
GCTGTGGAGGAGGAAGAGGAACCAGCCTGCAAGCAGAAGAAAGAGGATTTATCATCTCCA
GCAGACCCTGAGAAGCCATTAGCTTCCTGAAGCCACACCTCCTAAAACCTGCCCCTAATG
CCTGACTCCGCCCCCGGGGGGGTCTCTGTTTTATTGCTATTTTATTGTGTTTGTATTATT
TTTTTCCCTGAGTTTCTTAGTTCTTCTGTTGCTCAGGTTTAAGGTTTGTGTCATGAACTG
TGTCACCTTTTCTGGACCAATCAGAACTTGCCTGTCGATCAATGAGAGAGAACCTTTTTT
TTTCTTCTTTTCCTACCTTTATTCTGAAGTCTGTCTGCGTTTAAACCTTTAACTTCCTGT
TTGCATTTCTTTGCGCTTTGATCTGTAGAAATGAAGCAGCCATAATGGATAATGTCACTC
AGGTGAGGGCATGTCTGATGATGTCATCCTGTTTTTAAGGATTTTAGTCTTTTTAGCAGA
AATACAATAAAACCAAAGTTCAAAGGTAAAAAAAAAAACAAAAAAAAAAAAAAAAAAAAA
AAAAAAAACCTT
>CL2416Contig1
CTCGAGTGGACGCTCCACCCCAGCGATGATGAACGGACAGGGCAGTGCCAGATCTTCAGG
GAACAAGACGATGGCGTACACCTGTTGTTGGGACCTCTGTCCACAGTGCTTCAACTCCAG
CCCCGATCTGGCTGAGCACATCAGGGGCATTCATGTGGACGGGCAGAGAGGAGGGGTGTT
TGTGTGTCTGTGGAAAGGCTGTAAAGTCTACAACACACCGTCAACTAGTCAGAGCTGGCT
CCAAAGACACATGCTGACCCACAGTGGAGACAAACCCTTCAAGTGTGTTGTTGGGGGCTG
CAACGCCAGCTTTGCTTCCCAGGGAGGGCTGGCTCGCCATGTTCCCAGCCACTTCAGCCA
ACAAAGCTCCTCTAAAATGTCCAGCCAGGCCAAACTTAAGGAGGAGTCTCCCTCCAAAGC



TGGGTTGAATAAGAGAAAGAAGCTCAAGAACAAGCGCAGGTGCACATTACCGAGGCCGCA
TGACTTCTTTGATGTCCAAACCATGGACGCTATTCGCCACAGGGCCATCTGTCTCAACCT
CTCCACCCACATTGAAAGTGGTGGTAATGGCCACAGCGTCGTCTTTCACAGCACGGTGTT
GGCTAGACGAAAAGAGGGATCCGGCAAGGTCAAGGTACTGCTACACTGGACGCCTGAGGA
CATACTGCCTGATGTGTGGGTGAATGAAACGGAGCGATCTCAGCTGAAGACCAAAGTGGT
CCACTTATCCCAGTTACCACAGGACACAGCCATGCTATTAGACCCAAACATCTACCGAGC
TCTTCCTCAAAAACGGCTGAAGCGCAGCCTATAAGAAGTCCTCTGTGGCCTCGGCGCTTA
AAGGAAAACGCTTGTTGATGGAGGACTGGGATGCATGGACCGGTGATATAAGAAGTGAAA
CCCTTTTATCATTTCCCTCTCGTTATCACATTCTTTTTTCATTCAAAACTTCAATGAATG
TTCCCTTTTTTTTTGATCATTTTTTATAGTTGTTTACATGTTCTAAGAGCCTAAACCCCC
ACAGTTAAACCTGTTTTGTGTGTTTGCCAAATAACATATTTTTTAAGTGTTTTGTGTAGA
ATATTTATCCAGATTTGTAACTTATTTTTATATAAAAGAAAATACTGGTGTTATGTGGCT
TTTTGTGAAGGTTTAAGTAGAACCACTATAATAATAAGTAAACTGCTTCTTGTTTTATTA
AAGTATCTAGAACCTAACTGATGTAATAATGCTGTACATTAGCTGCGTATCCCGTTTATA
CTTTGTGTTTAACAAAGTAGTGTAAGTTCATTTGTAGTCACTGTTGTTTATGTGTTTACA
GTAGAAACATTTTACAAACTGTTTCCAGATGCTTCCACCTGCTCTCACCATGTTTACTGA
ATTATGTAAGAGCTGCAAATGTAAAGGATCTTCATCACCGCTGAAAAAAAGCTGACTTTT
GTTATTTCATGTTGTCACTTTCAAATAAAAGT
>CL2417Contig1
AGCAGGCGCTCCATTCTGTGGTCTGAACCAGGCAGTTCTCCCTCATCATGTTGGGATCTG
GGCCGTAGGTCTCCTCCTCTCTGAAAGCAGACAAAGCGGGGCCTAGCAGGGTGTCTTTGT
AGGGGGAATCACACTCCCACTCCTCGCAGCACTTTCCCGGGACCTTGACTCTCCTTGGCA
TGGGGCAGTCTGGGCTGGGCAGCCGGATGTCCATGGAGCACAGCGGGACGCAGCCCATGG
CACCGTCCATACATGTGCACTGGTACTTGCAGCTGCTCTGGAAGGTCTCCCCACTTTTGT
ACACCGTGCCTCCAAACACACAAGAGGCCCCCTCCCGAGCTGTGCACACCCCAATGCGCC
TGCTGATGGGGGCTCCAATGTCACAGAAGAGGTTTTTGTGTGGGTCACACACGTCTTTCT
CAGTGCAGAGCTCCCCCATCTGTTTGGCACACACCCTGCAGCAGCCGCAACCATCCAGGA
CCAAGCTGACTCCTGGGGGGCACCGAGGGGGTGCGGAGGGGCAGGAACACTGACCGCTGC
ACTCCTGACCTGCAGCCACGGATGAGTAAATCAAGCAGAGCAGAGGCAGCCAGATGACCT
TCTCCTTGTTAGCAAACATCTTCTCTCCTTTAGAATATATTCAGACCCTTTCTAAACCTC
TTTGGGGAAGTCTTCCTCTGGTCTCAGGAACTTTGGATCAAGTGGATCTGCTGTCGGCTC
AGTAGTTTCAGTCTGCTGCTCTGCTCACAGCGGGTCCTTTTCTTTCTTGGTGAAAGCTAG
AGTTTAGCTTCG
>CL2418Contig1
CCTCCTTCCTGCTCCTCACCTGTTCCTTCCTGTCACCCAGGCTCATTCTTCTCCTGGGAG
TTTGTGCTGAAGTTCAAACCCAAACGACCTGCTAGTCTGGTCGTAAAGGGCCAGACTAGA
CCAGACCCCCCTCCCCCCCTCGTCTGATTGTTTTCTCAGGCAGCAGAACCACCTGAAGTG
GAGCAAACCCAAAGAGAAGAGGCCCCGTGGGCTGATGGGAAAGTTCGGTCCTCATCCTTC
ACTTCCTCTGAACTAGAAGCCTCTGCAGGAAGTCCACAGGAAGCAGAGGTGGGACGGCGG
TGCCAAAACGCAGCAGAAACCCTCATCCCGGGGGGGGGTCTTCTGATCGCATCTTTTACA
AACCAACAGGAAGAAAAGCACAGAAAAGGTGCAGCTAATTCAAGATTTTGGTCTCAATGA
AACCGTTCCGATGCTTCGCGCCTCCAGACGAGGCCTGTTCAGCCAGGCACAATGCATTAT
GGGAAAGCAGTCAGAGTACTTCTGAATCCAGCTCCGTGGGACCGCTTGGAGCTGGGGGGT
CCAACCTTTTAGAAATGACTTAGAGGCTTTTAGTGGCAGCAAAAGATATTTAAGTATAAA
TGTATCCTTTATGTATAAGTTCTATAGATATATAAGATCCACGAAAACGCTCTAAATCAT
TTTTTTGTACAAAAGTTTGTTTTCTACGGTCATGTAAAGAGTGAAACCGCCTGACATCAG
CGGTTTGCAGGTAGATCAGGTGAGCTCTGCCGGCTTTTGTCTGCATTTCTGTCACGGAAA
CCTCGCCGCCGTGAATTCTGTCCACGTAACCCTTTTATTTTTTTCCATTCATGCTTTTGT
TGATGTCGCCGCCATATTTTTGTTTCCTCTCTGAAGGGCAAAGTGCATCTCTGTCAGCCG
CCAGCGCGCCGGCCGGCGGTGCCTCTAAGCGTTTGGACCTTTTCCACAGACAGTCGATTG
TTCTGGATGTCCTTGAACGCGGCACAGCGTTGTGGCGTTTTCACTCTGCGGGGAGGAAGC
CCCTCCCCCTCGTACGGTCGGGAATCTCGTGTCTGGGTCGGATCTTTATCATTCTCTATA
TTGTCTCCTGCGATACCGGATTGTAACTCTGTGACGTCTGGATTATCTGTATGTTATCAT
GCAAAAAAGCT
>CL2419Contig1
TTCCTCCCAGCAGAGGTCAGAGGAGGGAATTCTGTTTCCTTTTCTCTTAATGCACTGAAC
AGGACTGGACATTTGATTCTGGGTCAAATTGCGACCTTTTGTCACAACTGTGGTTTCAGG
CAGATGGTGAATACGCAAAATGTATTTGGGACATGTTTTTTTTTAATAAGAAAATCTGGA
AAAGTCAATTTCTTTTGTATTTAATTTCATTGTTTATTATATTTTTTATTAACCAAGACT
GGAAAAATAAATGGAGTTTCCGCTGTTCTTTAATCCAAAAATAATCTAGTGCATAAATCT
AACCTAGCCTGTACTTCTGTAGAAAATGTAGATACATATCTGGCAGCAAAAAGAGACATA
CCAAAGCGCCGGTTCGTTTACGCTTCACCACGTTAGATGGAAACGATTTTAGAAAAATGT
TCAATCAAATTTGAATCCGGGACCCCCTGCAATGACAGCGTTTCTCCTGTCCGTTCATCC
GGCGTTGCTATGACGGCCTCTGAGAAACATGGCAGCGACGTTGTGTAGGGGCTGCCCAGC



TGATGCACTTGAGGTCTCCATGGCAACCATAATGGCATCACGTGACTGTGAAGGACAATC
AGAGCCAATCAATGGGACAATGCTGAGAGACAGGAAGAAAAATAACCGATCAAATCATCA
ATAATGGTTCTTGTCACTTTTATTCCTGCTTTGCCAAAAAAAACAACAAAAAAAACAAAA
CAAAAACGGATGTATATTATGTTTGTACATTTTTTTTCCCTTATCATGTTTATGCAAGCC
TGAGAGGACTGATGGTATGTACCGGTTAGAGGTACAGGGGAAGAACATAAATGCCTTTTT
TCTTTGTAAGGACTGACGTTTAACAACACTTTTTGCTGTTACACTGCAAAGCAAAAGCTT
TAAATGAGATCTAATGTGAAACTCGGTTATAAAATATAACTTTAATGGGTCTTTAATTTG
TTTAAAAGCTGTATTTTGTTGAACAGACACTGGATTCAGTTCTGAACATCACATTTTTGC
AGAGATAACATCTGTGTGTGTTTTTGATCCTTATTTAGACCCACTGGAACCTGCTTTGTA
CGGTTGAGATGGCCTAGTAAGATATATTATGTAATTTCAGTCATTCTTTGGAAATATAAC
TTAAATATTTCCTCATGTACAAAAAGAAAAAAATATTTATCTTAATTTTATTGCTTTTTT
TTGTGTTTCATTAAAAAAAAATGGTTCTTACAAAAAAAAAA
>CL2420Contig1
GGCACGAGGGAAAGGCTGGTTTTGTGGGGCTCCAAAGCCCGACCCCTCACAAAACTGGGT
TTGAATGTTGACAGTTTGGACCAGAGTGGAATCTGTCTATAACGTCCTGCAATTCTGTTG
TTGTGTTCGAGCCCCCCACCCCCATGCCAAATGTAGTAACTAAGACATGCAGGTAGCAAG
ATGTCTATGCAATCCCCCCCAAGCCCCCCGAGAAGGTGGTCTCAGCGTAACAACAAAGAG
CCCGTCTCGATGACGAAATCTAATTTGGCCAGGCTTGAATTCCCGAGGCTCTGAGCATGA
CCCAAAAACCCGGATCGCTGGCCTTGAGCTCGGCCCGTAAATCCCCCAAGCCCCCCTGGG
GTCCCAGAGACGAGGAAGGGGGGAGTGGGAATGCTATGGAGAACAAGGATTCCACGGGAT
GTGATGTTTTTTTGTAAACTGCTCTGAAAGCAGAGTGTGCGCGCGCGTCTGTGTGTGTGT
GTGTGAGGCGCTTGGAAGGGGTTTGTTGTAGTCCAGGGCTCTCATAGTTCGGTCGCTTTA
GGGCCTCAGAACCCACATTTGTGAAATTCCTGTCTCAAATCTTCATGTCCTGGGAGCAAG
ACAAGAGGTTAGACATCTAAATGTGAAACCTTTGACTTGTGAGGACGGTTTTTATCGGAT
TTATATTTAAAGAAATGAAACAGAAAAGTTAAAACCTCCTGAGATGAACCTGCTGACCCT
CCATTTTTGCTAAAGCACTTAACTCAAAGCACTTTGAAAGGCTGGACCCCCCCCTTAAAG
TGGAGGAATCTTTAGTTCTAATTGTTACTAGATGAAGAAAAAGTTAGTTTGTAACCAAAT
GCTTTTTGCACCATTTTAATGTTTATTTAAATTAGTTTAAGCCCCAAAAATTCCAGAAGC
TTTAGCCTTTAGGCAAATCATTCAACAAAAAAAGAATACATTCTTTTACTTTTGACAAAG
TGCAATAGGTCAAAGAGTAATTCGATCTGTTTCGTACATTTAGGGAACTGTTGCATCCTT
TCATGAGAGCCTCCTGTCCAAGCGCACACACGTGCAGACACACACACACACACACACACA
AATGACTATTTGAGAGTGGGTGAAAGAAGCTATTGAAGGATTCTCTCAGGTAAAAAGGAA
AAAACATTTTCTAATAAATGATGATAAACCTTAAAAAAAAAA
>CL2421Contig1
TTTTTTTTTTGAGAAGGACAAATATACCAGACAGGAGTAACGGAAACAAAAAAGAAAAAA
AAAGATCGTTGACAAAAACAAAAAGGTTGACAGGGAATTTCTAGGGTGAGCCCCATCAAC
TTCATTAGAGGGGCAAAAAAAAAGATGTTTTCTGGAGTCCTGAAGATTCTTGGCAAATAT
CCATCACGGGACTGGTCCCAGCGGCGAGGGTCACACGGAGGTGATGACGATCATGAGGTG
AGGAGAAATGCTGGAGATCCTGTTCAGGAGGTCGGGGGCGAGCTGGGACAGGTGGCTTTC
AGAAAACTCACAGGGTGGGAAGATTTGAAGCACATAGGCAGGCTGATTGGAACCTGGGTT
GGGGATGTTGATGATGCCCGCCGCCAACTTTTTCTGTAAATAATTGATGAACGCGTTTTT
AAGAGCTTGAGTTTGTTTGAGGACGTCATCTTGATCGCGTCCACACGGCAGAGCAAGAAG
AAGACAGTAATCGCTGTCGCCAGTCATTCTCCTGGCTACGCTCTCCAGCTGAGAGGCCTC
AAGTCTCATCCTCTGGACGATCCGAAGCAGCGCCCCTCCTTCCTGCATCGGCAGTGATCG
GTGACCCAGAGCCTTGTTGCCACAAACAAAGTGCAGCTGGACGGCAGCGGTGTCGTTTTT
CAGAGCAAGCAGGCCTTGCCACACGATGGGATACTTCGTGAGCAGCTGCACCATATTAAC
AGGCTGGGTTGCCTTGTCATCTGGTTTGGTTTGCAGCTCTGCACCCACTGCCGATGAAGC
ATTCAGAGGCGGTTGATTGATGCTTCTTGGGTTAGGGTACATTGCTGAATATTCTGGGTA
GGGGCCGCCGGGTCCTGGGGGCATTAAAGGAACTCGCTGAGGAGATGTAATTGCTGGCCC
AGACTGTCTCATCATTCCATCCTTTGGAAGTGGAGAATGTGGACCCTTGCTTTCCCTCGT
GCCGAA
>CL2422Contig1
GAAAGAGTTGCTACCGGTGCTTAGCCACGTCATGTAAACTTAGCAGTGGATGGGTTGTGG
TGTAAGACAGCAGCCTCGTCGTTTTTAAGTTAGTTATTAAAATTCCCCAGTGAGAAAGCT
TTTTTCAGAACTTGAAGTCATCAGAAGTCTTATGGAAGGATGTCGGACATCGGGGACTGG
TTCAGGAGCATCCCGTTCATCACCCGGTCTTGGTTTGCTGCTTCCATAGCTGTTCCTTTT
ATCGGGAAGCTAGGCTTGATCGATTTCAGAAACCTCTTACTCTTCCCAGAGCTGGTTTTC
AGCAGATTCCATATCTGGAGACCGATCACAGCCACCTTTTATTTTCCAATAACCCCCAAT
ACCGGCTTTCTTTACCTTGTTAACCTGTACTTCCTTTATCATTACTCCACTCGGCTGGAG
ACAGGGGCCTTTGATGGCAGACCTGCAGACTACGTGTTCATGCTTCTCTTCAACTGGATC
TGCATTGTTATAACTGGGTTGCTCATGAACATGCAGCTGCTCATGATCCCGCTCATCATG
TCGGTTCTGTACGTCTGGGCTCAGTTCAACAAAGACACCATTGTTTCCTTCTGGTTTGGA
ACGCGGTTTAAGGCCTATTATCTACCCTGGGTCATCCTGGCCTTCAACTTCATTATTGGA
GGCTCTTTTATGAACGAACTGACGGGAAACCTGGTGGGCCACCTCTTCTTCTTCCTCATG



TTCAAATACCCCATGGATCTAGGGGGACGCTCTTTTCTGTCGACGCCGGAGTTCTTGTAT
CGGTTCTTCCCCAACAGGAGAGGAGGCGTGTCGGGCTTCGGAGCTCCCCCCAGCAGACGA
CCAGCTGCCCAGGACCCCGCTGGCGGAGGGGCGGGGGGCCGACACAACTGGGGGCAGGGC
TTTCGTCTGGGGGAAGATTGAGGGAGTCCTGAACTGTCAGCAACAAACGGCTGGGCGGCC
GATGTTTTGGACTAAACCGTTTCTCACCCCCTTGTTTTATTTCAAGAAAATCAAATGATC
AACTTTAAATTGACTTTAAGTCAGGTTTAGGCTAAAAAAGACCAGGAAGTGCAGCAGGAC
TCTGTTCTCCGAGTGAAGATGCTGCAGCAGCGTGGAGCAGAATGTTTAACGCCACTCTGC
TCCTGCCTGTCAGTCAGGAAGACGTGTTGTTTTTCTCTCTCTGACGCCATATTTGATTTC
ATTAGAATTTCTTCATGCACTGGGAGGCCGTCCTGCTTCAGAGCGCCATCTCTGGGTCGG
TTTTCACGGATGTGAAATGATGACACGGCTGGCTTTTCTCCTGTTGTAAACAGATGGATG
GATCCTCGCTCTTTATTGTAAATAAAACTTTTTTGAAAGA
>CL2423Contig1
TTTTTTTTTTTTTTTTTTTTTTTGAACAGAAAGATTTTACTTGTTTTATAATATTATCTT
GATTACATTCTTATAAACTTTTAGAATTTCCTAGCCTTTTTTGTACAGAATGACAGCGAT
GTTTATCTGATTGCATACCGAGAAAAGGATTACATGCATCCAAACATGAACAGCATTAAA
AGGAGAAACTCTATTTAACAAGTAGAAATCTGCGCCGTGAGTTCTGCTCATGCTCACTGT
GCTTGGGGGGTGGGGGGGTTGAAGAACAGCTAAAGAACAGCAGGTTCCCCGTTCTGACCC
TGCAACGTTGGGTTAAAATGTGTTTTCTTCTGAGCAGATCATTTCCAGCATCAAAATGAA
ACCGTTTTTTTTTTTTTGTTTTTTTACATGAAGTTCATGATTTTTTTTTTCAGNCAACNT
GAGGCNCCAAAAACNCCNCAANTAANCAANTNCCANGGNTGTTGAAATGGGTACNCAANC
CTCTCAAAAGGTAATGGAAAGNGCNCTTANCGGGTCAAAACAAACCCCTCACAACNGATT
TCCNCNAGCGTTTGAANCCAAAAACCAAACNACNCA
>CL2424Contig1
TTTTTTTTTTAACAGTACAGCAGTTTACTTCATTCTGAGATTGAAATCAAATGGACGATG
AACACTCTGGTCAGTCTGGCCTTCTGTTCCAGTGACATGTTCTATATACTGTATATATTC
TGCATATGTACATAGGTACACTCATAAAGTACACACTACTCAGGTTTTAACACACACAAA
CATGTAATGGCTGGACTTTGTTCAGTTGTGACGGGAGAACAGAGGCTTCAATATTCAAAT
GCATAGATTGGAACAACATGCCACAAACTGCTACTACACACTACACACACAGCATTTGGA
GTTTTGCTGGAGTTTGGTCCTCAGAGAACAAGAACACAACTTTGGACAGCTTTTTAAAGA
AGGTAAACCGGACAGGTGTGTGAAGGACAGGCAGATGACCGTTTCTGGACCCCCCCCTCC
GGCTGGCTCTGACATCACCACACATAAAAAAACACTTTGGCGGCACGAGG
>CL2425Contig1
GGATTTAGGATTTAACCAGTCTTTGCTGCAGGGTTGGTTGCAGTCTTTAGCAGAGCCCGT
CGGCCTGAGAGCCTCTTAGCACAATGACAGTGTAGTCTTGGAGAGTCCTGATTGCCTTTT
TTTTATTAATTCAAAGAAAAAAAGAAGAAGAACTCACATTTTGCCTCACTTAAGCATGAC
CGGAGTTTTCGATCGGAGGATCCCGAGTGTGAAACCTGCAGATTTCCAGAGCTCTTTTCA
ACTCTCCGCCATGCATCATCCGTCTCAGGAATCTCCTACTCTACCCGAGTCCTCAGCCAC
GGATTCTGGCTATTACAGTCCAGCCGGTGGAGTCGCTCACGGCTACTGCTCCCCCAGCTC
CACTTCATACGGGAAGTCTCTCAACGCTTATCAGTACCAGTACCCGGGTGTCAACGGATC
TGCTGGAAATTACTCCACCAAGTCTTACAGTGATTACAGTTCGTACACGACCCCCGCGTA
CCACCAGTATGCCGGGACTTACAACAGAATACAACCCCAGCCAAGTCCACAAGCAGCGGG
CCCGAACGCCTTACTGACGCTTGAAAAGGAGATTAGTGAACCAGAGGTGAGGATGGTGAA
CGGCAAACCGAAGAAAGTGAGAAAACCCCGAACAATTTACTCCAGCTTCCAACTGGCCGC
CCTGCAGAGGAGGTTCCAGAACACGCAGTACCTGGCATTGCCGGAAAGAGCCGAGCTGGC
TGCGTCGCTGGGACTTACTCAAACACAGGTGAAAATTTGGTTCCAGAACAGAAGATCAAA
AATGAAGAAGATCATGAAAAACGGCGAGCTTCCACCGGAGCACAGCCCCAGCTCCAGCGA
CCCCATGGCCTGCAACTCCCCACAATCCCCGGCTGTTTGGGACACGCAGGGCCCCTCCAG
GTCGCACAACCTTCAGCCACAAAGCCTCAACACAGCGCCTTCTAATTTTTTGGAAAGCAC
GGGCTCGTGGTACACCCCCACCGGCGCCTCAATGACTTCTCATCTTCAGACCCACAACTC
GTTACAGCACTCGTTGGCTCTTGGAGCTGGGACGTTATATTGAAAAAAATGGGGGGAAAA
TCCTGTTGTTCATTTCAAATATTCCCCTTCTCCTTCTGTTGGACTTGTGTTCACATTTCA
GAGGAATATGCAATGTATTTGATGACAGTCATAGAGGAAACGTGTAAAATGTGTAAATGT
GTGCAT
>CL2426Contig1
GCGACTCGCGCAACAACCTGGACAGAAACTCCTTCGAGGGGTCCACCATCCCGGAGCACC
CGGAATTCACCACGTTCAACCCCGACTCTGTGCACGGGCATCGCAAGACCGTAGCAGTGT
GCAGCGTGGCGCCCAACCTCCCCCCTCCCCCTCCCTCCAACTCCGTGTCAGACAGCGACT
CCATCCAGAAGCCAAACTGGGACTATGATTATGACGCTAAAGTGGTGGACTTGGACTCCT
GCCCGACCAAGAAACCTGTGGAGGACAGCGCCTGTCCGCCCTACAACACCAGAGGCAGCA
TGTCTGAAGTCCACTCCCTCAGCTCCTTCCAGTCCGAGTCCTGCGATGACAACGGATATC
ACTGGGACACGTCTGATTGGATGCCAAGTGTTCAGCTTCCTGGAATCCAGGAGTTTCCTC
ATTACGAGGTCGTGGAGTCCCCCGCCCCTCTGTACAGCGACCCCAACGCCCTCGACACGG
ACTACTACCCCGGTGGCTTTGACATTGAGAGCGATTTCCCTCCGCCGCCAGAGGACTTCC
CCGTCAACGACGACCTACCGCCGCCGCCCCTGCCAGAGTACATCGACCGCTGTGACACGC



TGCGTCCCCTTGGCAGAGACTCGGAGGCTCCTGGTTCGGGGGTCTCCGGCGTGGTCCGCC
AGCGCCCCGCCATGCCCCAACTCTACAGCCTTAACCAGTACCTGCCGCAACACTCCTACC
CAGGCGAAGGGGTTGACACAGACGCCCAGGGTGCTGCTACCTCCACCTCTGCCGCCACCA
CCCCTGCTTCAACCTTGGGCACGGGCGGCTACAGAGGGGGCTACGCTTCAGGCTGTAGCC
GGGACTTTGACTCCTCAGCACTGGACAACATCTCCATGTCTCTGTACACATCCACCGCCT
CCTGCTCAGACATGTCTGCGTGTTGTGAGGAGTCTGAGGTCATGATAAGCGACTACGAGA
GCGGCGACGAGGGCCAATTCGAGCGGTTGGCTATTCCGGCGCTGGACTCCCAACAGCACA
CTGAAGTCTGACACTGGATCCAAATATTAAATAGAAAATACACAAAACAGAAAAAAGTGC
CTGAACTCACAGTTACACCTCATGGTAGCCATCAAAATGCAACACATTACGTGGACACAA
GGAGGTACGACACGCATGGTACATGACAGGACAGAGGAGGCACAGGGGGAGGTTAACACC
TGCCACTATTTCTTTAAAGGAGACCTATCGTGCTTTTTTTTGTCACTTCTTATCATAAAT
ATTACTGTTAGAAATCCGTTTATTTGAGCAGTGTTGCAAAAATGTCCCTAGAAACAAACT
TTACAGTCAGATACCAACAAGAGTGAGAAAAACCTGCTGGAAATGCTGAGTGAAAGATGA
AATCCACTGAAGTCTCACAAAGAAACAAACATTCATTACAGCAGGGTGGCATGTGCAGCA
GCCATTCTGTTCTCCACTTTACCCCGTTGCGTTCAGGGACACATTTAAAAAAAAAA
>CL2427Contig1
GGCGAGTCCCTCATGAAACTGGTGTCGGATCTGAAGCAGTTTCTGATCCTGAACGACTTC
CCCTCGGTGAACGACGCCATCAGCCTCCAGAACCAGCAGCTGCGTTCGCTGCAGGAGGAG
TGCGACAAAAAGCTGATGTCGCTGCGGGATGAGATCGCTGTCGATCTGTATGAGCTAGAG
GAAGAATATTACTCCTCCAGCTGCAGTCAGTGGGACAGCACTGATCTGCCTCTGTGCGAG
GCCTACCGCTGGCGAGACAGCTGGGCCTCCCCGAACAGCAGCTGCAGCTCTACGCACGGC
GATCAAGAGGAACCCGACGGACCTCTGTCACAGGAGGCAAACGCCCAAAACCTCAGCGAA
CTCGGGACTGCCTCCTTAGTGAATCCATAGCTGAGGACATTGGACATGGACAGAACTCTT
GTTCTGTGACAGCAGCATTTTTTTGTTTTCATTAAACCTTTGGTTGTGGTGTTACATTGA
TCTTATTTGAAACTGGATTTGAAAGTCCCATTTATTGTCCATACACATCTTTCAATGGTA
ACTTAATAAACTTCACAGAAAAGAAAAGAAAAAGATTTAAAAAATATGAATCTTTGAACA
TTGAATACAGTTTGACCTAAATATTTACACCTAACAAGCAATGTTTTTGTTATGTTTTAG
CCAAAATAAAAGAACACATCGTTAATGGTTTTATCTTTTCTAACAGTTCAAGGAACAGGA
AGTTATGTACATCGAAAATAAATTGAGCAGAAAAAGCTTTAAAAATTAATTTGAGAAACT
GATCAGCAAGTAAAGTATGTTAAAGTTTCTTAATACTAATGATGCTGTTGGTATTCAAAT
TGTTGCAGGACTGAAGGAAGATTTGGTTTCAGTGTGAAGATTTTAAATGCTCATTAGCAT
TGAGGTTTTGTTTTTATCTACGAAATACAGGGGAAGATGTTTCTACAAACAATTGACCAA
ATACTAAATCGGAAGAAACAGCAAAGAAATGTGAATTATCTAAACTAATAACCATGTCAC
GACTGACAATAACTCTGCTGGACTCGGTAAAAAGCTGGATCTTTTTTAATATCTTCGATT
CATCTTCTTGAACTTCTCATAGTGGTAGTCATCTGTGGCCTTCTCGTTGTTCGGCCGTTT
GCGGAAGTTGGGTGGAGATGGAGCTGCTTCTAGACCTGGTTTCTCTGTGTCACCCACACG
CAGTGGTCTTGGTTTGGGTTCTGGTTCTTTGTGTCTG
>CL2428Contig1
CCTCTTTGAGCTCCGCCATGGCAGACTTTGAAGAAAGTGTTGAGTATGAAGAGGAAGAGG
TTGAGGAAAAGAATGAGGAAGAGTCTAAATCCAAACACAAAACGGTTTATGTGCCTAACA
TGGTCCCTCCAAAGCTTCCCGATGGCGAGAAAGTGGATTTTGATGACCTCCACCGCAAGC
GACTGGAGAAGGATTACAATGACCTGCAGAGTCTTATTGAGCTACATTTTTCCAGCCGTC
AGAAGGAAGAGGAAGAGCTTATTTCACTGCGCAACCGTATCGAAAGCCGCCGCGCCGACA
GAGCTGAACAGCAGCGTGTCCGCGCGGAGCAGGAGCGCGAGCGGCAAGCACGAGTGGCTG
AGGAGAGGTCAAGGAGGGAGGAAGAGGCAGCCAAGCAGCGCGCCGAAGAGGATGCCAAGA
AAAAGATGATATTCTCCAACAAATCATTCGGTGGATACCTGCAGAAGGTCGACCAGAAGA
AAGGCAAGAAGCTGACAGCTCGTGAGGAGAAGAAGAAGGCCTTGATGGAGCGCAGGAAGC
CGCTGAACATCGACCACCTGAACCAGGACAAGCTGCTAGAGAAAGCTCAGGAACTCTGGC
AGTGGCTCTACCAGCTGCATTCTGAGAAGTTTGATCTGGCTGAGAAGCTCAAGAAGCAAA
AGTACGAAATCCACGTGCTTCGGAACCGAGTCAGTGACCACCAGAGGTTCTCCAAAACTC
TCAAGAGCTCTCGTGGAGCCAAGAGCAAGCCTGGTTCCAGGAAGTGAAGACAGCCACGCC
TTTTTTTATTCTTTTATTTTTATAAAAGAGATCCCAGAAACTGTTTGTGTACTAAGGCAC
CGATCTTGATCAAAAAAGTCAAGATACTAAGTTCCTAATGAATCATATCAGTTGTTTTAG
TATTGTTGTGCTGTGTTTATCTTGTCTTATCTTTATCTTGCTCCTTCATACCATCATACA
CTACCCTTTTTCTCACTTTTGAACTATATTT
>CL2429Contig1
AGGTCTGAATCCAGTCATCGGTCTTCCAGCGGACTTGTTCTCTTTGGACCGTCTTACAAA
CCAGGAATACAGACGTGATGCTCCCGTACACTCGCTCTCACGGAGACGTGAAGACAGAGT
AACAATTTCTTCACCGGAGTACACTCTGGGCTTTCGGACTTGAAGAAATACGGTTGTTTT
TGTTGTAATGTTGGGCCACTTTTACAAAAAATAAGTCGGCCAGTTTTTTTTTTCGCTTCC
ATGCGGAGAGGGGAAACGTTTCTGGGTGAATTTGGTCTCCCGGCGTCCCCGTCGGCCTCG
TGAGCTGTCGTGTTTCAGCTCAAAATGCCTCGTTTGTCGCCGTAGCTCTGCTCCTTGCTC
AGCGCGCGCGCCCCTGCCTCTGCCACTGGAAATACAGGACGCTCCGCGGCGCACCAACCT
GGAGTAAATGGATCGCCAGTCCAGTTTCGTTTCCATCTGGCTACAACTGGAACTGTGTGC



CATGGCCATCCTCCTCACCAAAGGGGAAATAAGGTGTTACTGTGACGCGCCGCACTGTGT
GGCCACGGGCTACATGTGCAAGTCGGAGGCCAACGCCTGCTTCACCAGGGTCCTCGACCC
GCTCAACGCAAACTCCCCCCTCACCCACGGGTGCCTGGAGGCAGGCGCCGCCGACGCCTG
CAGCAGCCGGA
>CL2430Contig1
TTCGGCACGAGGAGACGGCACTGAAAAGAGGCCTGTCTGCCTACCTGTGACCTCCTCACT
GCCCGCTCTGTAGACTTTACTGAGGTTGTGTTTGAGGGTGCCTTTGTGTGTGTTTACTGT
TACCTGTTTGTTGGGCTCCGGAAAAGGCTGGTGTGTGTCACACAAAATAGCTGGAAAGAG
GTGAGGAGCGCAGTTAGGAGTAAGTGTGGAAAGGATGAATTAGGAGGGACAGAGTGAGTA
ATATTCGAAATAAAAAGGGAGTGAAGCATTTTCGTAATGGCTGATGGGAGGAAAAAATAG
GAGGTTCGTTCTGGGAAATGAGATGAAAAGATGGAGCCAAGCAAGGTGGAGGAACTGATG
AAGACGCACTCTGCAAACGACAAACGCCTTTTTTATTGTTAAAAAGGTAGTTTAAAAACT
TGCAGCAAAACCATTAGGATTCAATATGTTCAAAAATCAGTGTGAAATTCCTCCATTTCT
TCGGAAAATGTCTGGCATAATTGAAGCTGTCAGCACAGACAGAAAATATTAGGCTGTGTT
TATGCTTGGATGTGTGTTTGCAGTTAGCCCAGGCCTCTGTGGTGTGTGTAAGTGTGATTT
ATTCGAGGCCAGGTCTACTTCCAGAAGTCCCAAAGGGGTCCCCAATGACTTTAGCAGCCG
CAGACCTCCATCGCAGAGACGAAGGAAGAGAGAGATTTGGAAGAAGGAGATATGGACAGT
GGAAAAGTCAACATCATTTTGAGACTGCTAATTCTATTTAGGATCTCTTGCTTCTGCATT
CGGTGCTCATGTCAGACTCAAAACGGCTGGGTAGCTCGGTTGGTAAGGTGGGAAGCTACC
ATGCAGGAAACCAGGGTTCGATTCCCGGAGGGGAATGAGCAATGGTACTGGGGGCAATTA
CCATATCAATGGCGAGCAGTTAACATCACCCAGTGAGGGTCCTTAGGCAAGACCCTTAAC
GCTACTGCCTCCCGAGCGCGGTTTCGGCTGCAGCTCACCGCTCCCCAAGGGGATGGGTCA
AATGCGGAGAAAGAATTTCCCTTCGTGGGATAAAATACAGTGTATAANAAAAAAA
>CL2431Contig1
TCTGTTNTTTTTATCCGCTAAACTCTGAATACAAAAAGGATTTTTTTTTTATTGCTTATG
GGAACAAACTTTACTTACTAAAAGAAAGGAAGGATGACACGACAGATCTAATCAGATCCC
AGATCCAATCTGTCATGACATCCACCAAAAGCTACATTTCAGTGCATCAAGGCTTGAACA
GTAAAGCATTAGAAACAGAGTTTTTGACAGTCCCAGGAGAGACTTCCCAGAGTGCTTTAC
TGTGTATCTGCAGGTGTTCTGAGGTAAAGTTGTCCGATCTTCAATCATAGATTTGCCCTT
AACATCAAACTTCATCAGTTTTTTATTTCTTAAAAAGAGGCCAAAGAATTGCACTTTGCC
CTTATGATTGAACTCAATAAACCTTTACAGCTAAAAAGCTAAAAACATCTTTTAACAAGA
AGTAACAGCAAATGTCAGACTATTCCTTTTTCCCCCAGTGGAAGGGCTGACGGGTCCAAT
CCACACTGCTTCATCTGGACGGCTATGTCAAAAAGGTAATCGTAGCACTCGCACATTGTC
TTGGCTTTTTCCCACGACTCGCCCCACACATAAACACCGTGTCGTCGGACGAGGACTGCA
CAAGCGTCCGGGTATTCTTCCATGGCTCGGGCCATCCGGTCTTTCAAGTCTTTTTCTTCT
GGTGTGTTTTCAATTATAGGGACCACTAACATGTCATCATACCGATAGTTAGAGCCTGAG
GTGCCTTTCCGAATCCCCTTGATCATCTCCTGGTGTGTTATCCTGAACTCTTTGCCAGAA
TACAAAAGTGTTACCATGACAGCAGCCTTGGAGTGGGTGTGAATAACAGCCTGTGCCCCT
CTCATTGTGTAGGCATTCATGAAAAGTGGCGTGCACTGACTTTTCTTCAACTTCTTCCAG
GCAGGAGGAAAGCTGATGTCTCTCTCTTCCACGTCACACACAAACATATCCTCTGGTTGA
ATTCTCTCTTTCTGGACACCTGATGGTGCAATGTAAATCTGGTCTCCTCGCCGAAGGCTG
ATCCCACCACCCGTTCCTGTCACCCATCCCAGCTGATAAAAGAGACGGCATAATTCTGGA
ATGAGTGTGCGGGGATGCTCCTTCTCCTCTTTCTCTGAAGCTGCTTGTCCTGCATCTTGG
CAGCCGTTGCTAGGGTCACACAGAGCTGACATCTCCTCAGATATTTCGCAGAATTTTCCC
TGGGTTACACACAAAAGTAAACACAGCTCGTTCTGAAGATTGCGTT
>CL2432Contig1
ATGCCGCTCTCCTCCACGCCACAGCGTGACAGGATCACCCCACTGGTGGAGGGATACCCA
TCCCTGAGTCGCTGCGTCTCCTCCTTAAAAACATCAAATGCCCCCACAGTTGGAGAAATG
GGGAGGAGCCAGAAGGGTAGGGGATGAATTCAGTTTCGGCCCGAACTTGAACGTTTTATC
AACGTTTTTAACTGGAAGTTGGAGTGTGATGTGAAACAGGAAACATAAACTTCCTCTTTG
TTCAAACCACAGGAACTACTTTGTCTTCCACCTGTAAAAGTGATGTGTAATCTGGTTGGA
TATAATCCCAGGAATCACGAGTTTAGTCTGACAGGATGGACAAAAGACTAGAATGACCGA
TAACCTTATAACGTCTGATGGAGCATTTAAACACACTTAGGTGCAGGAGCCAGGCGGGGG
GGACACCAAAAGGCTTTGCCCCTCCCATGTTCTTGGTCTTAAACAGCCTGTAACATGCAA
AACCAGTTTTTCAGATTATTATTTGTTACCTTTATTTGGGAGCCCTGGAATATTGCAATG
TTCATTCCTCTCCTCCTCATTCCCATCCAAGCGGTTTTGGATCCATTCACGCATCTCTGA
GTGTTCCTCTACAAACCGGCTCTCTGAGCCCCTCCCATCCCACCAGGACGAGCTGACGTG
GATAAGGAACCGCCCCTTCCAGGAAGAGTCTGCTGCCAGCCCCGCCCCCAGGCCAACACC
GGCTGCCCCCTGACCTGCTAAACATTGGCTCTGTCCCACGATTCACCAGGAAACTAAAAA
CAACCTTTTCCAACTTGCATATTTCCTCCCATAACTTAAAATTCCTGGCCTGTTTTAAAG
TGCATATTTTACTGTACATTTTATTGCTTTTTTAAATTATTTTTAACCTTCACTGTTTTA
TGTACGGCGACCTTGGGTTCCTGGAAAGGCGCCTAACAAATAATATGTATTATTGTAATA
ACTTTATTAATAACGCACACCGGTTTCCTGAGTGGTGTTTGACATAACACTTTAAAGTTT
GGATGTTTGTTTTCCGGAGAAAAACCAGGCAGACTATGATGATGTCATGAAATGGGCGGC



ACCCAGACGGAGAGAAAGGCGGAGCCTCAGAGAGCGAGTCGTCTTACTTATGGTTAGGAA
AGAACCCAGCAAAATACTCAAACTAATCTTTAATTAAAAAAATGTTTTTAAAGTACCAAA
AGTAATAAATAATCAAATATATGGATGTTGTTTACCATAAAAGGCTTAAGAATAATATGC
TACAGGCCCTTTGATGAATGATGAATAGAGAATAACTGTGAGCTGTTAGTGAATGTCTTA
GTTTTGTTATTGTTTTTTTTTTTTTTTA
>CL2433Contig1
CAACATTTGATTTATTATCCTACCAAACAGCCCCTACTGACTATCAAAGTCACATATTTT
AGATTTATAAGATGTTTGACATTTTTTTCTGGAAAAACGTCAATATTTGCTCCTTCAATG
AGCAGTCATGAAAGAGCATTCTGTTGATTGAAGTGAAAGTCTCTTCTCCTGCTGCTCTGC
ATCGCCTAAAAAGACGATCCTTATTTGCCAAAGACAGTCCCTGCTCGAATCAGGCCAAGA
GTTCAGAGACACAGCAAGCTGGACGGGTAGTTGACGAAACATCGGAACTCGTTGGAGAGG
TTTCTGTTGTGCCGGGGCTCAAAGCTGCACATTTTAACATCCAGCAGCTCTTTGGCGAGA
TTCTCCATGATGGCTCCTGTGCACAGCAGCACTTTGCCTTTGCTCAAGTACTTGATGGTT
TCGGCCACTTTGCTCAGACACTCCTCGGACAGGTACGGCGGGTCGGCCAGGACGATGTCG
AAGCTGCGTGGCTCCACACTCACCGGGAGAGACAGCGGCTGGTTGTAGTCGTAGAAAACG
TAGTCCTCTCTGTAGGTGGAGAAGCGGCGGTCGAACTCCAAGACGACGGCAGTGACTCGC
TCTGAACCGTCCACCACGCCCTGCTTCAGCTTCTGGTACACACTGGGCGCGCTCACACAG
GCTATCCTGCCTCCTTCTCCAGCTTCTCGCACCACCTCCTCCGCCAGCCGTGTTGCCGTC
TCATCGCTGTACCAGAACTGACTCATCCGCCAGTCCTCCTCCAAAGCTCCTACACTGAAC
GGGTCGGAGGGAATTGCCTGGTGGTCCGGACTAGCTCCAGTCTCCTCATAAAACTCCTGC
AGGGCAGCCAGAGTGTGAGCAGACAGAGTGGGAACATCATCATCATCATCGCTCCCACTC
ATGATGGACTGGAGGAGGAAGATGAGGAGGAAGCAATTCCCCCAGCAGTGATGGTTCCCT
TAGATGGAAGTGTAACCCCTTTCTCCTGTTGGCCTCTGCGTTACTCTGCAGTCAGAAACG
CTTGAAACAGCTGCGCTCTCGAACTCACGGGCAGTCCCC
>CL2434Contig1
CCAGGATGATAAGTCAAGGTGGGGGTCCCCATCCTCAAGCCCTTGGACCGCCTGGAGGTC
CTCAGTTCCCTACACAGGGAGATGGACCCCAAGGGCCACAGCAAGGCATCTATGCTCCAC
AGTCCTTCACTCATCACTCAGGAGCCGTTCATCAGCCTCAACCTTCCAGTACTCCGACGG
GAAACCAGCCCCCACCGCAGCACGCTGCGCCCAGCCCTGGACAGAATGCCCAGTCCGGCC
CCCAGCCTCAGTCTTTATACCACTCTGGTCCATTGTCGGCCCCCACCCCACCCAACATGC
CTCCCGGCCACACGTCTCCACAGGGCTCCTACTCCATTCAGGGCTACAGCATCCACAGCC
ACCAAGGCCTCCCACCCACCTACCCTCTGGGGCAGATCACGCAGGCCCACGTTCAAGGAG
CCATGTCAGGTCACCACTCAGGGAGTCATGGCCAACCCCAGCTAGTGATGTTGCAGCCTC
AGCAGGGTCCTGGGGGAGTGCCTCAGCACCCCCAGCACGGACCCCAGCAAGGAGCACACC
AGCACTTTTACATAGGACATCCACAAGCGATGCAGGTCCAGACGCACCCCGCTTCTTTCC
ATCCCCCCGGCAACTAAACCGCTCTGCCTCTGCGACCAGCAGACCTGGATGCTCCGCCCA
GGAAAATACAATCCTTAAAACTGATTTAAAAAAAGAGAAGAAGACGGACATTTTCACAGC
ACCTTATTCTTCTGCTGTTCTGCTCTTCATCAACATGACCCTGCTGTGAGCCTCAACGCC
AGGAGGACCTTTTATTACGAGTGGCGTCAGCAGCAGGCTCCAACCCCTCCCGCTGCTGAA
ATCTTCCTCTTTGCTGGGGTGAGAGTAGAACAATGCAAGACGGCGGCAGACTTTTTCTTT
CAAGTGTTTTTAAGCCTTGCGAGGTTTTGCTAGCAAAACGGGAATCTCGGACTACGGAGG
GATTCCCACGAACAACGCGGAAGGAGGGCCGTGAAAACAGCAGGGGATTTTTCACATTTT
TTTAACTCCGTTTAGTAGTTAAACCACCCTTTGGCCCCCTCTTCTGTCCTGTAGGAACTT
CAAATAAATAAAGAACAAGACAAAAAAAAGTTTTAAAAAATTAAAAAAATGATCAAAAAA
TAAAGTTTTCAACTCAACTACTAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>CL2435Contig1
TTCGGCACGAGGAGGAAAAGCATGAACGCCTATGTGGTGTTTAAAGAAGAGGCGGGGGCC
ATCAGGGCTTTGGAGAGCAACGGCATGGAGGTGGAGACGAACTACAACATCCGAGTGGAC
AGAGCGACAGACGGCTCCTCTCACGATCACAAGCGGTCCGTTTTTGTTGGGAATCTGCCG
TTTGATATACATGAGCAGGCATTCCGAAAGCACTTCGAGACCTGCGGGACAGTGGAAGCA
GTGCGACTGGTGCGGGACAAGGACTCAGGACTGGGAAAAGGATTTGGATACGTCCTGTTT
GAGAGCGCAGACTCGGTGCAGCTCGCACTGGAACTGAACGCCTCCAAGCTGGAGGGACGC
TCCATCCGCGTGAAGAGGTCCGTGAAGAAGGAGAAACAGAAAAACCAAACCGGCGGCAAA
GAAACCGCCAAGAAACCCGCAAAGAACAAACGTTCATGGCAAGACAAAAGTCCCGGACGC
TTCAAATCTTCCAAAAAGGTTTTTGGCAATCAGCAGAAGTCCGAAAAAAAGTCCACCTCC
TTTAAAGGCGAGATGGTAGATCCAAGCAAAAAGCCTAAAAAGAAAGGTCTAAAGAAGAAA
GGAAAGGCAAAGAACAGGGTTCATATCTGAACTGCTGAAGAGACTTTCTGCTTTTTACCG
GAACTTTTTGTTCTGCCGGTCATTAAGATCTCTCAGTACGGAGATCCGAGGACCCCACCA
GACCATCCGTTCCCTCATTTGTCCAAAAATCAGGGAAAGATTCTTCTGCAAACGCTGTCA
TCTACGGGGGAAATGCGTTCCTGCAGCCGGCAGCGTCACTTCTGACCCAGAACCCGATCA
TGTTTCTGTTGCATCTGCTGTTCCGTGTCAGTTTGATTTCTAAAGAAAACATTTAATTCA
CAGAAAGCTCCAGGAATCAACATTTCTGTAAAACAAAATAATAAAATGTTTTCAAAATAC
GCANNNNAAAAAAAAAANNANAAAAAAN
>CL2436Contig1



GGGTCGTTTCGTTTTGAAGGTGAAGTGCTTACCGCTCCGTATTTTCGCCTCTTCTCCACT
GTTTCAGCCTGAAGATGTCGTCCCTGTCTGCTGCCAGTGTGGAGCCTCCTGCCCTTGAGA
GCACAGAGAAGAAGCCCCTGAAACCATGCTGTGCCTGTCCTGAGACCAAGAAGGTCAGAG
ATGCTTGCATCATTGAAAAGGGAGAGGAAAACTGTGGCCACCTCATCGAGGCACATAAGG
AATGCATGAGGTCTCTGGGGTTTAAGGTGTAACTGCTGGTGTTTTTGTGTGAGTGCGGCG
TTGAGTGGAAGAAGACCTGGATATTCCTTTTTCACCCTCTTATTTATACCTCCACTGCAA
GGGAAATGTGATTCCAAGCACTTGGCCTGATTTGAGAACTCTTTTTAAGTCTGTGTTTTT
TTCTGTGTGAATATTTAAAAGGTGGTCTGAAAATAAAGAGAACTCCTATGCANTTNANAA
AAAAAAAAAAAAAAAAAAAAAAA
>CL2437Contig1
ATGAAATTATGTTNTTTACAGACGGTATTCTTTATGCATTTTGTCTTCTTNGAAAGGCAC
TTAGAGTAAGGATGAGTGAGGACATTGCTTTTGGGTAAAAGGCACAAACTAACAAGCGCA
GGTGTAAACACGTCAACAAAAGATGCAAATGCTTCAGCGACAGACACAACTAAGAACTGT
AATTTTTTCCCATCACTGTCATTAAAAATCCTTCAGATCTTGATTACAAGCTTTAATGAA
AATCAAATGAGCAAACACGAACATAGCCTTAAAAGTTTCCCAACAAAAGAAATATGAAAG
GTGAATAAAACAAACCAACAGAAATGCTGCTCTACGGCAAAAGAAAAGGTTGAGATGAGA
GATGCTGGTGGAATGACATCATTCAAGGAGCAGAGGGTTAGATTTGATCTAGAAAAGGTT
CAAACTTACCAAAAAATAACCCCATTTTCATTAGTGGAGAAATATGTTACCTTGTTAGTG
TCAGCAGACCACTTTTCCCTTCAATCTTAGATTTAGGAGCATCTAAAAATCTGCCTTGCT
GCATGGCAGGATGAAAAAGATGAGCATTCAATTTGTTCTTCCAGACTGAGCATGTTGGTC
GGCAGACTGTATCTGAAGACAGTAAGTGTAGCTAAGGAGCTAGAGAAATGGGCTGAACAG
CTCCGCTTTGTTTGTGTGTCCTGATCAGGAATGTACAGAACCTGAGAGGGGGGGGGGCGT
TTTCCTATGACTCAGCTAAACTGCACCCAGCCTGACTTGACAGCGTCTTTGTTGGAGTTG
GGTCCTGCAGCTGTGAAGTCTCCCCACAGGTCGGCGCTGGGTTGGGTCGCGGGGCTGGGG
GAGCCAAAGTCTAAAAGAGTAGCAGCGGTGGCCTGTGCGGCAGGGACCGGCTGATGCCCT
CCAGGAGGGGGCGTGACACCTCCCACTTTAGCCCCAGAAGGAGGAGGGGGAAGCAGGCCT
CCAGGTGTGGGTCGTGCTTTAGCACCACCCCCATCCTTCTTCTTGATGTTCTGCCCGATG
CTTATCTTGATGGTCTGACCCTCTTTGAAGCTCAGGTCCAGTTTAGGCTGGGTGCTTGGG
TTGGCCTCCAGTTTTGCGAGTTCCCCTTCTTGTTTCACCCACTTAAAATGATCTTGCAAA
GCAACATTGAAGTCAAATGAGTCTCCACGATCAGCAAAGCCCAGACCAATAAAAGCATGA
CGTCCGTTCCCATCCTCTATCCGAATGACGAAATACCTGCTGGAATCTGTGACCGCCTCC
ACTATGGTACCTGGATACTCCTCTACTGGTGCTTGTGCAAAAAGTTCACCTGTGTTTCTA
TCCTCCAGCTTGATGAAGGCCTTCTTGCCTTTGGCTGTGATCTTCATTCTGCCGCTCCAT
GCTGGCTCGTCCAGCTTCCAGTCAGCAGCACGGTATCCGCGGTTCGAGGCTCGAGGAGGA
ATCTTGTAGACGTGAACCTCCGGTTTTACACAAAGCATCGACTCATAACTGTCGTCCTCT
GCCATTTTGTCCAATTTCACTAAAAGCTTAAAAACACAACTTCCGACTTTCGACAGACAT
CTAAACGCCGCC
>CL2438Contig1
AGGAATTCGGACGAGGGTGGAGCGGGGCCGGGCAGCATCTAGTTGACTGGATCCAAAGTG
CAAGGTCCCCTTTGGAGCACAGATATGAGCCTGGAGCAGCTTGTTACTGACAGCAGAGAC
CTCTTTCATTTTTACACTTTTTGTTGAGTTGTTCCACCAAAGATGTCGTGCCTTCTATTA
GGAGTTATAAGGAGGCAGGGAAGTGTCGGGGTAAATGTTCGATCCTTGGCCTCCATTCCC
TCACTACCGCCAGCGGTGGCGGATTTTGTGAAGGGAGCTGCGGACGAGTGCAAACCCGCC
AATGTCCACGTGGTGACCGGCACCCCGGAGGAAACGGCCAACATCCTGGCAGGTTTGGAG
CGGGACGGCATGGTCAAGAGGCTTCCCAAATATGAAAACTGCTGGCTTGCGCGCACAGAC
CCAAAGGACGTGGCCAGAGTCGAGAGCAAGACCGTAATCGTGACCAAGAACCAGCGAGAC
ACTGTCCCAATTCCTGCTGGGGGGGTGAAGAGCCAGCTGGGGAGCTGGATGAGTGAGTCG
GACTGGGAAAGAGCCAGACGGGACCGTTTTCCCGGCAGCATGGCAGGTCGGACCATGTAT
GTGATTCCCTTCAGCATGGGCCCTGTAGGCTCCACGCTCAGTAAATATGGTGTACAGGTG
ACAGACTCGCCGTATGTGGTGGCCAGTATGGGCATCATGACACGAATGGGAAGTCCGGTT
CTGCAGAAACTTACAGAGGGTGTGGAGTTTGTCCGCTGCCAGCACTCAGTGGGTCGGCCT
TTACCTCTCACAGCTCCTCTCAACAACTCGTGGCCCTGTAACCCAGAGAAGGTGTTGATA
TCACACCTGCCAGA
>CL2439Contig1
TTTTTNTTGGATAAAATAATCAAGTCATTAGTAAAGTGAATTAACCCAGAGGAAATAGTC
CAAATCAGTTATTTATTCGCAAGAATATTCAGATTCAGAAGATCACAGTTGATTGTGTGT
TACTTCAACAAAGTTAGTCAACTTTTAATCAGCAAAGCATCAATTAATAGTTTGATGTAA
AGTGCACATTTTTAATGAATACAAATAATCACCATTGTGTTTTGGATATAAAATAAATCA
TATTTACGCTTTAACTTGTTCAAATTGTCAATTTTCTGTAGAAAAAACACTGTTTTCCTG
ACTGCAACAGCATTCTTCAGTTCTCACGCGACATCAATGCAGATGTCTCTGTGGTTAAAA
AGTTAAGCATCAGCAGGGCTCAAGCTGACATTATGATGCCGCTTCCTTCATTGCGCCATA
GATCCAAGGTAGGAAGCTGTTGACGTTGGTGTACACACCAGGTTTGTTTTCTCGACCACA
GCCAGCCCCCCAGCTGGTGAGGCCCACCACATGCCAGCGACTCTGTCCCTGACATACCAG
TGGACCTCCACTGTCCCCCTGACAAGAATCTTTGCCTCCACTCAGATTTCCAGCACAGAT



CATGTTGTTGGTCACTGCACCTGGTCCATAAACTGCACGAGTGTTACACACACTATTGCT
GATGATGTCCACCTTCACTTCCATTAGGTTAGTGGAAACAGTAGCTGAACCTTCAGAAGT
GGTGCCAAACCCTGTGGTCCAGCAGTTGATTGTTGGATTCTCAGAAAGTGGCAGGCAAGC
CGGTTGAACGTTATCAGTGAGAGTAACTGGTGATGCGAGTTGGATTAGAGCTATGTCTTG
GTCGTTAGTGTTACTGTTGTAATTTTTGTTGAGGATGATTTTCTTAACCATGTAGGGAGA
AGGAAGCTGGTTCAAAGACACAATTCCACCGTACACTTTCCAGTTGCTTGGAGAGGTACC
CATAGAGCTTGGGAAGCAGTGGGCTGCTGTCAAGGCAAACTCACGTGAGATCAGGACCGC
CCCACAAACATGGGATCTTCCGTAGTGCAGTGATAACTGCCATGGCCACTGTCCCGCCTT
AGCTATGGTGCCCCCAATAATCCTGGATGTGGAAGGCTGCCTACCACAATCAATGCAACT
CAAGGAAACAATTTTTGCGTTTGGGCAGGAAGAACTAACATTGACCCGACTCTGGATACG
TGATGCTGAATTACTGGTCACTTCTAAAACTTCAGAATTCTGGGAAGAAAGTTCCCCACT
GACAGAGTCCCCATAGAATCCGATCTGTCTGCAGACCTTAACTGCATCGTCCGTGCTCCA
GCCACTGTAACACACTGGTAAAAAGGCACTATTTTGTGCTGTCTGGACCAGCAGCCTGTT
GTCTGCCCCAAACTTGACACATTTCGTTTCATCAGAGCCCAGTTCACAGTCACTTATGCC
ATCACACTGGACAGTATTGTTGGGGCAGGTGTCACTCACTGACACAGATGGGTTGTTCAG
CTGGTTCATTTTGTCATCTTCGTGGTTGGAACTTTCTACTGACCTTGTACCATAATGAAC
TCCAAGCCAGATGGCAGCTCCTAACAGAACGAGCACCACTGCAGCTGCAGCCCATGCCTT
GTAACACTGTGGATTGTTCTGACAAGTGTTCTTCTTGTTTTTGGGAGGTATAGACTCCTG
TATTACTTGTTGGCCAATCACAATTGGTGGGTACTGGGGAATGTAGCGTGGGTGGTTCAG
CCCATCATAAGGGTTAAGGGGTGGCTGATTATTTATAGAATCATAAGGAGGAGGGGGTGT
TTCCGTGCCATACTTTGCCATTTGAACAAGTACAGCAAGCAGAAGATCAGGTGAGAGCAG
GTGGATGAAGCCTTTGAAGGTCTAATTTTTTGCTGTCACAGGTAAGTCAGATCATGGCAG
AGTCCAATGCTTTTTCTTTCTTTTTCTCTCTGTTGTACTTGTCTGAGTTTTAATTTAGCG
CCTAAAATAAAACTAAAGCAAGATCTGCTTTCTCTCCTCCTCCTCCTAATGACCCCCGGC
CATAAGGCCCGGGTT
>CL2440Contig1
CACGAGGGTCCCCTGGCACCAGGAGGTGGTCGCCTTCGTCCAGCAGCTGGCCGCCATGCT
GCCCGAGTATGAGGTCGCCTGCGAGCACGAGCACTCAAACTGCTTACTCATCGCTCACAA
AAAGTTTAAGCTGGACGGGGATTGGTGGACCTGGATCGACTACGAGCGTTTCCAGGACCT
GGTCCAGGCTCAGCAGGACAGCGGGGGCCAGCAGACGTTCTCAGCCCTGGACTACATGGC
CAGAACCCCCAGCTGGGCTCTGTTTGGAGCGCGGGAACAAGGGTTTGACCCCGCCGACAC
GCGATTCCAGAGACGCAACAAAACCAAAGACATCTCTGGGTGCTGACGAGGCAAAAGCGT
TGAAACTGTGACGTCCGTTTTGGTTTTTATGGTTTCTTTTTTTCGTGTTGTGCTCGTTTT
TTGGGGCTTTTTGATTTAGCCGAGATCTCGAACAGAACAGTCGAGAAAGTGGAGCTCACT
GGTCTGGAAGTCCATCTCTGCATGTGTCCCGAGGTCAATTTGTTTCAATAAAAGGATTTC
TGTCTCTTGGTTTCTAAAAATCTGAACGTTTGTCTGAAGTTTCCGTTAAAAATCTCATTT
GTTTTTTGGATTTAAGCTGCGAGAGAAAAAATGAAGATTTTTAAAAATGTTTTTCTCCTC
TTAAAATAAATACATTTGAATAAAAAAAAAA
>CL2441Contig1
AAGTTCATGTCGCAACTTGCCACTATTCACTTTCTGTGCAACATCTGTGGGTTTTGCACA
ACCCATGAAAAGGAAAATATATAGATATATCAGAAAATACTTCCATCACTGAAGTTCCAA
AGGTCATGTGCTATTCATTAAAATGTTTATTGGAAAAGAAAACAAAAAAAGCCAAAAAGT
GCCATGTCACTGCCTGTTTATGTACCTTGTCTGGACAATAAAGCACGTCCTTCATCACGT
TTCATTTCAGATGGGTCAAAGGACATTTGGAAGATTTAACGAGAGGGTTCTGATAATGGT
TCATCCCAATTCACTGCTTTGTTTTTGTCTCAAATCTCCAAAAGTGTAATGCATTTTAGG
GGTGAAATGTTTTAATAAGAAAATGATTTTATGCAGAATTTTACTGCAGAGCAAGTCTGT
TTTAGTCTTCTCCAGCTATCCGATGGAAAATCCCACGAGGACCTTGAAGGTATGACGTTT
TTCCAAAAAAGGCAATCACAGATAGTACAGATAGTCCACCTGACCGTGATCTACTTTGTT
CCCCAAATGTATTACTTAATTCCAGCTGCCAGCGAACATTACATTTGATAAGAGATTAGA
ATTTTTAAATCAAGACATTTGCAGCTCATATAAGAGATAAGGTCAGAGAGCAAATTACAT
TTATCTGAAAGGAAAACACACAAATAGTAATGCTG
>CL2442Contig1
ATGGAGTTTATTATCTCAGACAGAAGTAAACGTATAGCGCCACACAGATGCATTTTTAAT
ATTAAGCATCAAAACTACAGAATTTGGAGCATTTTTGCAACAAAAATCGAAAAATACAAA
GCACAAAGTACACACCTGAAAAACAATTCAATAAAAAATTAAATGTCGTTTACCGACATC
CAACAAAAGATTCGTTGTATTTCTCGAAGGCTTGCTGGCTGTTGCTGGTCGTCCTCGACA
TCCGCACGGATTTTCTCCCAGACTTCTGTTTGAAAATAGGAGAGCGCAGGAACTGCACGT
CTGTGTGTTTGTCCCCACGGCGAAGTTTCGCGTTTAACGAAGGCTCCTTGTAGTCGACCG
TCAGGGTGCAGCGTCGCTTGCGCCCTGGAACCGGCGTGGAGCAACGGGCCTCCGAAGGGC
GTGAGCCGCTGCAGGAGAACTTGCGGCGGGCTGCAGGGGACAGATTGGTCACATCACACA
GACTCAAGCCCCGCCCCGCTGTCCTGACACCAGCCCAGCGATTCTCGCAGGGTTTGAGTC
CTTTCAGCATTTGGGGAGCTGAGGATGGAGAGGCTTCACAAGAGCCATCTCCATAGTTGT
TCAGGATGTGGTCTATTCTCGTCAATTCCACCTTAACCAGAGGACTGACGGAAAGCAAAC
TGTCCGCCATCGCCTCCCTTTCAGGCTTTTGACAACTTTCCTGTTGTAGCTTCAGATCAC



TAGGACCCTTTGAGAAGTCCGACTGTGGTAAAGGAGGAGGATTGTCCTCGCAGCTTTTAG
CTTCTGCAGCTCTGGGGGTGGACTCTTCATCTTTAAATACTGAGAATTCCTGTTTTGAAG
GGATGTTTTCTTTCTGTCTGAAGAACTTTGAGAGCCGGCCTCTACGCGTGGTGATGGTCT
TCTTCCTGTCAGGGGGCGTGCTTTGCGTCTGCACAGTCTTCTGTGGAACATACAGGCCGT
CGTCTGACTCGGAGGATGGCGATGATGAAGAGCTGGTTGTGTTCTGCTCCGAGTCGACGG
GTGAAGCTTCAGCTTGAGGCGCTTCCCCGGTTGGTGTGGCCGGCTGGCTGCCTTCCGCCT
TGGCCTTAAACGGCGTCATGTGGTCTTCCTCTTTGCAGTCAAAGTCGAACGTGTCGTCAA
ACCCCAGAGACGCGTTGAGCTTGCCGCTCTGCGGCGGGTGTCCTGCTTTGGCTCTCACTG
CTGATCGGTCACGGCTTTTGGAGCGAGCTCTGGGTTTAGGATTCTCCCAGGGTTTCTTTA
ACGGCGCGCGCTCCGGTTTGCGGCCTCGCTCTTGTTTCTGAGAAGCCGGTTCTGGCTTAG
AGCGAGGCGGCGGCTGCTGTTGGGCCTGTTTCCTGTTAGGCCGTTGCCTCCTCTTGGCAG
GCGGAGGTTCTGGGGTGGAGTGCTGCAAC
>CL2443Contig1
TTCNGCACGAGGGTCATTCTGGCAGGTCTGGGATTTTCTCCCAGAATGCAGCAGCAGGCC
ACCAGGGAGTTTTCCGGTGGATGGAGGATGAGGCTGGCGCTGGCCAGATCTCTGTTTGCG
CGGCCGGACCTGTTGCTGCTGGACGAGCCCACCAACATGCTGGACGTCAAAGCCATCGTG
TGGCTGGAGAACTACCTGCAGACGTGGCAGTCCACAATCTTGGTCGTCTCCCACGACAGA
AACTTCCTGAATGCCGTGGTGACGGACATCATCCACCTGCACTCGCAGAGGCTGGACAGT
TACCGCGGCGACTACGAGAACTTCCTGAAAACCAAAGAGGACCGGCTGAAGAACCAGCAG
AGAGAGTACGAGGCCCAGCTGCAGTACCGCCAGCACATACAGGTTTTCATCGACAGGTTT
CGGTACAACGCCAACCGAGCGGCTCAGGTGCAGAGCAAGCTGAAGCTGCTGGACAAGCTG
CCGGAGCTGAAGCCCCTGGAGAAGGAGACGGAGGTCACTCTGAGGTTCCCAGATAACTTT
GAGAAGCTGTCTCCTCCCATCCTGCAGCTGGACGAGGTAGAGTTCTACTACTCCCCGGAC
CAGCCCCTCTTCTCGGGTCTGAACCTGTCGGCTGACCTGGAGTCCCGGATCTGCATCGTG
GGAGAGAACGGCACCGGTAAAACCACCATCCTGAAGCTCCTGATGGGAGAGCTGACGCCG
CTCAACGGAGTCAGACAAGCTCACAGGAACCTGAAGATCGGTTACTTCAGCCAGCACCAC
GTGGACCAGCTGGACCTGAACGTCTGCTCTGTGGAGCTGCTGCTGAACAAGTTTCCCGGA
CGGACGGAGGAGGAGTACCGCCACCAGCTGGGGGGCTACGGCATCACCGGGGAGCTGGCC
ACAAGGCCGGTGGCCAGCCTGTCCGGGGGCCAGAAGAGCCGAGTGGCCTTCGCCCAGATG
ACCATGCCGAGTCCAAACTTCTACATCCTGGACGAGCCGACCAATCACCTGGACATGGAG
ACCATCGAGGCTCTGGCCAAGGCCCTCAACAAGTTCAAGGGCGGAGTCATCCTGGTCTCC
CACGATGAGCGTCTGATCCGCTCCGTCTGTAAGGAGCTGTGGGTGTGCGAGGGCGGGAAG
GTTTGGCGCATCGACGGCGGCTTTGACGAGTACCGGGACATCCTCCACGAACAGTTCAAG
AAGGAGGGTTACCTGTGACCACACCCACCCATGCCGTGACCCCGCCCCCGTCAGAGGAGC
ACCTGCAGCGCCTGAACTCGTCCGCTCTTCCAGAGCCCAGACTGAACATTTTTCCTCTGC
TGTCTCACCTGCCGTTCAGGTGAGCTGCAGAGAGGGAATGGGTTGGCTGAGGTCACCTGG
TGACGTCACAGAACTCTGGGGGAGGAGCCTCTCGTCTGAGCGATTTCATTGGTCAGAGCA
GAGTTGTGAGAACTAAAGACT
>CL2444Contig1
GAGGCTTTGCTCAGGGGGAAAAGGAAGTTTACTTCCCTCAGGGGGATTTCTGACTAATAT
TTTACATCCTAGATATCAAAAACAGACATGGGGGTTTATGATGTCTTCCTGAAGGATGAG
AGGGGCAAAGATAAGAGCTCCTTCAATCTGACAGATGCAGGATACCAAGCTGTTATGAAT
GAGCTGTTCAGGGTCATCGCTAACTCCTCCAGTGAGGTCCAAGTGGTCAGCACTGAAAAC
GGCATCATTTTGTCCTCCAGCGTCACATACTATGATGAGAACCTGCGTGTCGGATGGCTT
CACAAAGATGCCAAGATTGCAGCTTCAGAGAGAGTAAAGTCTGGAGTCACAGGCGAGCAG
CTTTGGCTGAAGATCAGCGAACCCACTGAGAAGGACAAAGGAAAATACACCATGGATATT
TTTGATGGCAAGGACGGCGTGAAGAGAGTCTTTGACCTCACTGGAAAAGCTTGGGATGAA
GCTTTTGAAGAATTCCAAAGACTTAAGGCTGCAGCCATTGCAGAGAGAAACCGTGCTCGT
GTTGTTGGAGGTTTGCCAGATGTGGTTGCAATCCAAGAGGGCAAGTCCCTGAACCTGACT
GGGAATGTGTGGGGCGAGCCCACACCAGAGGTTTGCTGGACGAAGAACGACAAGGAGCTC
GTTTCCGACGAGCGCTACAAACTCAAGTTCGAGCACGGCAAGTTCGCCAGCATCACAATC
GCGGCGGTCACCACGGCCGACTCTGGCAAATACGCTCTGGTGGTCAAGAACAAGTTTGGC
AAGGAGGCCGGCGAGTTCACCGTGAGCGTGTACAACCCAGAGGAAGAGGAGAGCAAGGAG
GACAAGAAGTGAAGGAAAGGAGATCAGTGAAGAAGATGTCTCCAAAGCATTTCCTCCTGC
AGTCCAGCAGTTCAATAAATG
>CL2445Contig1
TGTTCTTTATTTTTACAATTGGCTTTGAAAACGTGTGCAACAGAATGAAAGGTGTTTTAC
ATTTATTTACTGAAAACACACGTACTACAATAGTTAGGTAGCCTTAACAGCAAAAGACCC
TAATAAAAATAACATTAAGACAAACCATTAAACGGAGAAAAGACTGATTTGAAACCAACA
GACTAAAACTAGATTCTAAGTAAATATTCAACACTTAGTGGTCTTGAAATGTTTGATGAA
GATTAAATTGTTCAAAATGTTTTTACCTTATTTTTAAAAACAAATGTTTGATAGTTAACT
GAATTTTTGGAGGTCACACGTTACACTTTGTGATCACTTACTTTTTTTTAAGCTTGTCTT
TTATTGTGGGTCACATATTATGAAACATTATCACTGACACATTTATAAACCTAACAGATA
AGGACAAACTTTCAATAGTTAACTCATTTTTATTGTGAGTGATGCTTTAATGATAAACCT



ATTTTTATTATGGTCTGACTTGGTTTTTCAAAGCTGCATTGATATGACTGAAAGGAAACA
CTGCCAGACATGAAAGCCATTTAATAAGCTTGTAATATTCAGCAGCTCGTTGTTCCTTTA
ATTAACAGCATCAGAGGGTCTTGTCCTCCCCTGTGATGAACAGATGAACAGTCTTGTTCA
AATGCAGCATCTGTCCCGCTCGCTGGCCTCCTGTGATGGCGGTCAGCTTGTGAGCATCAT
ATCTGGAGTAGAGGGCAGTGCATGTCCAGCTGGCCGCCCCTCCTGGACCCCCCTCTGCCA
GCATGTTACACACCTCACTGTAGAAGTGAGGGAAGGACGGCAGACCATAGAAGATAAGGT
TCTGGATTCCTTTAATGGTGTACCTCTTGTAGAAGTGGAAGCGTTCGGTGAAGAGCAGGA
AGTGTTTGTCGCCTTTCAGGAAAAAATGTCTGGCTCGGGAAATCTCCGATTTACTGGAAT
ACTCGCAGATGCTGGTGAAGCTCATCCCCTCCTTTTTCATGTAGTTTCGTAATCGGATGT
AGTCAAAGTAGGATGGGATGTAGACCAGAGTGTGGGATATAACAGAGTCCTTGTACTGAG
GCAGGACTTTATCCACAAAGAACCGAAACCGAGCATCGTGATCAATGAAGCTCTCAGAAG
AAAACATTTGGAACACGTGGGGAAGCTGAACCAGCACCTGACAGATGGAGCCCGTCTTTG
GTAGATTCTTAGAGGCAATCTGTCCTCTGTAGTTGGAACAATGTTTGGTAAGGATGTTGT
TGATCTGTGGGTCCNGGANGGAGCTGAAGACCAGGGTTTGCCNATAGTGTCGGGCCCAGT
TGTTCAGGTTCCACATCCTCACCCTGGAGAAGTCAACTCCATGAGAGTCCAGCGGCTGCA
GGTTTATGTGATTTAACACATGCAGGACGTGTTCCCAGTTCTGCATGAGGAAGACATCTG
CCTGATCCACCACCAGCAGCTCGATGGATGACAAAAAGTCGAAGTCTCTCTTTTTCTCTC
CTTCTGCCCCCAAAATGGTGCGCAGCCCCAGTGGAGAAGTGATGATGATGTCTGAGGAAT
AGAAGGGGGCGTAGAGCCGCATGTTGTTTCTCACTATGGACACTCCTATCCTGAAGTGGT
CATCCACATTGCCAGCAAAGATGGCGTGATAATCATCAGGTCTGTGGAGGTTCGGTGGCT
TTTCATCTGCATCTTCGCCAAACTCCTCCTTGAATTTTTTCTTGTTGCTCACAACAATCC
TCGTGCCG
>CL2446Contig1
CGCGGACCGTTTTTTTTTTTTTTTTTTTTTTTTTANAGAAAATGGNCTTTATTGGTTTTG
TGGAAACAGGTTTATAGTTTGCACATACATCTAACAAGCGGGTCAAACCGGTCCCACTTC
AGAGCATCTTCAAACACGGTTTTTCAGATTTTGTTGATATTAAAAGTTAAATTCTTCACA
GACTATCAGTCGTCCTAAGAGCATTTTTCCTCCCAAAATGTCCAAGTATTAGCCCCCCTC
CAAAAAAGAAAAGAAATTAGGGAAAATGTATTTTCAAATATAAATTAAAGAAAAAAGAAA
TATTGATTCGAATCCACTGGACACAAAAAATAAAAAGAAAAACATTTAAAATCTATTCTG
CCATTACCGACAACTTACAATACTTTAATATAACCTTTCATACGTTTTTTTCTGTTTAAC
ATCCAACATAAGTCTCAATATTTTATTCCACTCTTCTGTACAATCGTAGTCGAGGCACTT
TTGACCTTTCACCTCTGTCCGGCTTCCCTCAGATCTCTGCTGCGGTCTTCACATGAGCGT
GTGCACGATGACGCACAAACACACACCGCAGCAACGCGATCAGATCCAGTCCCAAAGCAA
AGGAAATGCAGTAAAGTAAAGTCAATCGGGAAAGGAGAGACGCTTCCCGAAACTTCCCGA
CATCAACAGAAATCTGCTTTTCTCCAAAATGACGGAGGAACAACTGATTGATCCTGGAGC
GGAAGATCCAAAAGAGACAAGCTTTCTGAGCTCAAACAGAGGATTGGATGGAGGGAACAT
CTTCTAAAAGGTTCATAGGAGACATTTTTCATTAAGAAATGAGCTCCAATTTGCTCAATT
TGTAACTTTTCGTTCATGATAAATCCAACAGGAAATGCAAAAACACCAAAATAAAAGCAT
TTGTTTCTAATCTGAAAAGTATCAAGGTTAAAAAACTTAAAACTACTGACAAAGTCAGCA
TAACTTGGGATGGGAGGGTGACGCTTTTATTTACTGATAGTTCATTTTAAACTGGGAGTG
AAGCTTTTACTTTGTCGTGTTTGGCCGCATGTTCGCTCCGAGCTCCGGATCCGATCAAGC
TTCCCTCCACCGACAGACGACTTGAATGAAGACATGTCCGAGCGCACGACGGAGTCCGAG
GGCCCGAGCTTTATGACTGATCTCTGTGGTGTTTGTAACAGATCTCCTCGGTCAGAGTTG
AACCCAGCAGACGAACCTGCAGCAGCTTCAACGCTCCAGAGTTTTACAGCATGATCATTC
CGCTTTCGTCGGATTCCTTCCGAGTGTTTGGATAAAAATGAGGGTGTTGGTGGGTGATGT
GGAGACAGAGGAGCTGCTGGAAGTGGTTGTTCCGTTCATTTACGCACACGACGCCTTCCC
GCTTCTCTGGAGGGGGGAGGGGTCACTTGCTGCCGTCTTCGCTCCGAGTCTTGTAGCTGC
CGTTGTGCTGGACGCAGGGGGGCGGAGTCATGTCCTCGCTGTGTGAGGGGGAGTCCTCTC
TGTCGCTCACATACGCCTTCTTGGCTCGGCTGTAGTTTTCCTCCACCTTGGCCGTTTTGG
GTCTGTTCTTCATCCTGTCGCCGTCTCTGCGGCTCCTCTTCCTGGACGTGGAGCGCTCCT
TCCTGTCCCGGCTGCGCTCCCTCCTCTTCTCCCTCTTACCGCGTTTGGGTGAGGGGGATC
TGGGTTTCCTTCTGGGGCTCCTGGACCGCTCCTTACTCCTCCTTTTGTGGCCTCTGGAGC
GACTCCGGGCGTGCCTTTG
>CL2447Contig1
CACCTGTCCTGTGAGGGCCAGCGCCGCTCCCCCTGGACCTGAGGAGGCGGCGGCTTCACC
GAGACCCAGACTGCCCCCCGCCTCACCAGCTGCACCCGGGACTCATTTCATGTTTCTTCC
TGCTTTTATTTTCTCTGTGGGACTCAAACCGTGTAGACGCTCCACCGCGTTCTTAGCCTG
CAAGTCTTAATCTGATCTGAGCCCCCGCCCAAAATGTCAGCAGACCGCCATGCCGTCAGC
TGATGAGAAACCAGGTGACGGGTCAAACAGACCCGCCCACAGCCTGACAGGTTACCCCCC
TCCCTTCTTTTCTTCCAAAGTGATTGGACCTCACTCACCTGACCCCCCCGCTCAGATAGT
GTCAGAATCGTCCCTGAATGAAGGTGTGAAACCCTGAACCCCCCCTCTCTGTAGTCAGTG
GAGTTTGGGGGCGTGTCTCTGTCAGTTTGATTCTTAGAGGATGCTGGAGTTCAGGTAAGA
CCAGGTTGGAGGTCTCTGTGTGTGTGTGTGTGTGTGTGCGTGCGTGCATGTGCGTGTGTG
TGAGACCTCAGGTGGGTATCTTTAAGTTTATTGTGTGGACTCGGGTTTGTCACGTGCTTT



CAATTGTTAAGGGACTGAACAAATCAATAAATTCATGGNATACAAAAAAAAAAAAAAAAA
AAAAAAAAAAAACCTT
>CL2448Contig1
TATGGCCGGGGACTCTATCAAGATGGCAGCCAACAGCAGCACGGGCAGCAAATCGAGCAG
CAGCGCGGCTGGAAAACAGCCCGCGCAGTCAGCCGAACAGGTGGTTGCCACCTTTCAGAG
GATGCGTCAGGAACAACGCAGCATGGCGTCTAAAGCTGCAGAGCTGGAGATGGACATCAA
TGAGCACAGTTTAGTTATTGAAACTCTTAAGGAAGTGGACCCTTCTAGGAAATGCTATCG
CCTGGTTGGAGGGGTTTTGGTAGAGAGGACGGTGAAAGAAGTTCTACCTGCTTTGGAAAA
CAACAAAGAACAGATCTCCAAAGCAACTGAATCCATCAATATACAGATGCAGGCAAAAGG
CCGAGAACTGACAGAGTACAGGGAACGCTACAACATCCGGCTGGTTGGAGAAGGAGAGGG
AGAGGGAGAAGGAGAGGGTCAGGGCCAGTCAGGAGCATCCTCTAGAGACAGTGAAAGAGG
AGGATCCAAAAGTGGAGCTGGAGTTCTGGTGTCATAGTCTGTAATGATGAACAATGTCAA
TAGGGTCATTTGATTTTTACATCACTGAAAAACTTAGTTTGAAGAAGGATTGGCTGGAAT
GTCAAATTGTTCTTCCTCTGTATGTCCATTTGTGAATGCTAACATGTGTCATCTGAGGTT
ATTATGCATTTGCCTTTTCTCTTTTTGATGGCAAAAATACCGTCTTAAATTTCCTTATTA
AATTTCAAC
>CL2449Contig1
GACGACTGTCCCCCAAGACAGTGGATTTAACGAGAGACAACAAACGATGGTGTGATTACT
GATAAAAGCTGGGAGCTACGTGGTTCGCAAGATCCGGGCTGCCATCTCTGATGGAGAGTC
AAAGGAGGAGCCCGTTCTAACACCATGTAGCTCTACAGCTAAAAGGGAGGGGAGGGACGC
AGTTGAGGAAATCTGCCTCAACTGCTGCACTGGTTCCTGAAGATGAGGTCGCAGGAACTG
GAGTTGTAGCTGGAGCAGGAGCTGGAGCAGGAGCTGGAGCTGGAGCTGGAGCCTGTGACC
TTGCAATGCCTCCACCCAGACGTGCAAACTGCTGACCCTAAAGATCTGGCTGGATGCTCC
ATCTACCTACTCAAAAAAAAAAAGGTTGAAAAATATATTTAGATTTAAGGAAAAAAAATA
TTAAATTGCCAACAATTTGTTGCATTTTCTAGGCTTTGTAAACTAAAAACAACAGACATT
ACAAACACATTTTTAAGAGTAGAAGATTATTTCAGGCGTCCAGTCACAGCTGACAGATGT
CCTTTCCCACCGCAGATGTTTTGATACTCAAAAGTTATAACTGCAGACACTCACTGAACA
GTTTCTGGGTGTCTTGCTCTCTGCCATCTTTGTAACCAACAAATTTTGCGGTTAGCCAGC
AGCATCTGTCAGTTAAAAGCCAAAGTTCATGCACTGCAGTGTTTGAAGGCTGACTCACAA
ACCTCTCTGTGCAGAGGCTGAGCAGGCCTGATGTTTCTGTAGTTGCAACTTTCAATAAAG
AAATCANA
>CL2450Contig1
GGTTTCTTCCCATGCTCATCTCTACTCCACCACTTTGACCCTGAAGGTCACGCGACCCAG
GAACTTGTCCCTCTCGTCGTTGTTGCGGAGGTTGGAGCCGTCGATCCGGCACTCCACGGT
CAGCTCCCTTGTTGTAGTCCTCCTTGGTAATCAGCAGCTTTACGGCCACCAGGGGCTGCA
GGTAATTCTCATGGGCCTTCTTGCCATAGTAAGGGAAGAACATCTTATCTATTTGGCCGT
TGTTGGGGGAGTAGTACATTTGGATTGGGTGGTCTTTTTTGACTGTGCAGTTAATGTAAG
GCTCTCCGTCAGGCTTCAGGCCAATGATCCTGTTCATTTTCAGGATCACACAAGGCTTTC
CTTCCTGGTATCCATAGTTGGTGTCGGACAGACCAGAGCAGAAGCTCAGTAACGCCCTCC
TAAAGGGACACGCCCTCCTGACCATACTTATAGGGCCGTCCTGCAGGTAGAACTCTCCTG
AAATGCAGTTCTCGTTCTTCTCCTGCGCCGAGTCGTTGTACCTCTCAAGGAACTTCTCCA
GGTGCTGGACGTACTGCGCGTACTTCAGGGGGTCCGATTTGTTAAATGAGATGTCCAGTG
AATTTGGGCGAATCACCAGTCCTGGGTAGGGAACACGGTCTCTGTATTTGGGCACGTAAT
CATCCAGAGTGAACAGCAGGACCCACATGGTCAGGGCGAACAAGCCAGCCAAAAAACAGT
AGAAAACCAGGTAGAAGAGCAGGATGAGCGCCCAGCTGCTGGCCGTGCGCCCCATCAGCT
CCCCGGTCCGCGGGTTGTAGATGGAGTCTTTCCAGCTGGACGTGTTCTCCTTGCTTGGCG
CTTTATCCTCGGTGTTCGCCATGCTGATGGGGAGGGGGTTCGCTCCCACTAATGCTCCGT
TGCTTCACAGAAATGAGGAAAACGTTTAAAAAAAACGAGGAAAGCGCAGCAAGACGATAA
TGGGATGAAGCGGAGGAACCGGCTGCTGCTGCGGCGGCGGATCCTCGTGCCGA
>CL2451Contig1
AAACTGTTTTTTATTTTATTTTTAAAATAAAATNTCAGATTAATGTGTCTCTTAAACACA
CTGGCCCGATCTCAATGTTATAAAAGCAGGATCATAGTCCAAAGCCCAGCCACCCTCACA
TGGGGATGAGTACTGAAACTCGGTGCCGAGTCTGTACTGGTTAAAACGCGGATTTTGGTG
TTTTGTTTGTGACCTGTCAATCTCTTGTTTTCTCTTCAGTTTTGCTGTACAATTCCAGCC
AATCATTTAACCTTTTCAGCAAATGCAAATAAGAAAGGGTGGAGCAATGAGAGTAAGCAG
AATTTCAGTCCAAATGGGTGAAGAAAAGGAGAATGAGCAGTGACATAGACTTCGCCCCTT
ACCAGCACAAAGGACAACTTAAATGTGGATGCCATTGCATCGCTCTGACCTGCCACCATA
TTTAAAGAACAAAGCTGACAACAAAATAGTTCTTGTTTGTTCAGAAACTCAGCTTTAGCT
CCTTAACACCTTTGGAGTGAAAATCAGAAGACCCTTCCTGGTAAACTATTCTGAAAGGTC
TGTGAAGCAAATCAGGTGCATCTCCCTGATGGATCCTGATCAGTGTCCAAGTTTCTTCCA
GAATGAAGGTCTTTCTTCCTACTCGGCAGGTAGGTTTGGCTCCATGACAGCCGGATGTCC
ACTTTTACAACTTTTCTACAAAAAATCTCATTGTGTGCTGTCAAGTGAGTCACTGAGCCC
CTGCAGCTCCCGCAGACCCTCCAGCACCATCCGGATGTTGGCTCTTATTTTGGCAGAGTC
CTTGGTGAGCTGTTCTGTGAAGCCTGTCAGCTGACTTGTCTTCTTCTCAATGAAGCGCAG



AGCCTCGTCAAGAGACATCTCTACAAAGAAACCGAAGCCCACCGCCACAAAAATCCTAGA
CGGGTCCTCAACTTCAGCCTGGACAAAGAAGTTACAGCCCAGATCCACGTCTGTCTGCAG
CCTCTGGGGGCCCGCCTCCTGTAGACTCTGAATGGTGTTCTTAAGCAGCAGGTACTGAGA
GATTTCCTCATAAACCTGGTCTCTGTGCTCAAGAACCTTCCGCAGGTCTCTCCTCAGAAC
TTCCTCGATGAATCTTTCATACTGAAGGACCTTCTCTTCCATCCTCGAGTCAGAACCGGC
GTCTGTGGGCGGAGTCATCGGGGATGGGGGGCTAATGCGGGGGCTCTGCGGGCCGGTTCA
GCTCAGACACTTGTAAAGAAGTTCACAGCCCCACATGCAGTCATCTAAACAAGATTCTGC
CCCGGCCATAAGGCCCGGG
>CL2452Contig1
GGGCCTGAAGAACACCACAAAGTGCTGGTAAACATCCGGAAAGCCGAAGCTCGCAGTAAG
AGACGAAAACAGGCCTCCGAGGAGCAGGACGACTCANCTGACGAAGAGGAGGGACCAAAA
ATGAAAAGTGAAAGCATTGAAGACATCCTGGCGGAGTCTGACAGCGATTTGTCGGAGGAT
GAAGGAAAGGGTCGTAACGCACAGAAGAAGACAGGAAAACAGCAGAAAGGACGGGCGTGG
CTCACAGAGGGCGAGGAAGATGACCCGCTTAACTTTTTGGATCCNAAGGTTTCTCAGAGA
GTTTTAGCCACCAAACCACAGCCGAAAAAAGTTGTCAAGGGGGACCACGGCTTTAAAGTC
ACCTCAGATGGACGGCTCATCATTAGAGAGGAGGAAGAGGAGGAAGCAAAGGATAAAGAG
GGAGATGAGATGAAAGATATCCTCGAAGAAACAGGAGTGAAAACTAAGAAGTCACAAAAG
AGGAAGTTTCAAGATGACAACTTTGATGACATGGAAACTGAACCCATTTCGAAATATAAA
GCTGGAGGATCTGGCATCCACAGACCTTTGGGACAGGCGCAAGACTGGGGAAGTGATTAT
AAATCAAAAAAAGGAAAAGGAGATGTGAAGAAGAAAGGAAAACTTGACCCATATGCTTAC
ATACCTCTAAAGAAGTCCCAGCTCAATCGCAGGAAGCGCGCCAAACTGCAAGGCCAGTTC
CGAGGCATGGTTCGAGGAGCCCAGAAGGGGGCGCTGTCTGGGAAGAAAATGCAGAAGAAA
AAGAGAAAAACATGAAGAGAGCCTGCTTTTTTTTTATCCAGAGGACTCAAACAGTGCTGC
CATGATCTCAAGCATAGAGTAACATGAGCTTAAACCTTTCTGTTGAATAATGGTTTGTGA
GAAAGTGTCTACTAACTCAACAGTTTAAACCTTTATTGCATTTGAAAAGCCTTTAATTGA
AAGGAAAATACTTTAAGAAGTAAATGTTGTCATGCATCCGCTATAAAAAATGCTCCCACT
TCATGATGGAAACCTTTCATTTAGATCTCATCTGATGTCTTCTCTTTAGAAGAAATAAAT
ATATTTATGCAGGGAAATAAACAGATGATGGAAAAAAAAAA
>CL2453Contig1
ANTTAAAAAAAAAAAAAAAAGATGATTGTATTTCAATAAAATATAGACTAAAATATTTTT
GCAGGACTTTGATGAAAGCAGAGAGATGACAGGATCTTCGGTTGTAGAAATTCCTCCACT
GAGCGTTGCTTTGTGGCCTACAACACTTTGTACCGGCCTTTGCTTGTTGGCTGGTAGGAA
TTTTGTAATCTGATGAGCTCTTCTTTGATGAGCCGCGTAATCTCGGTTTTAGCTTTTTGT
ACGGCAAGTTCATTTGCACTCTCAATGGCCAGATAAATTTTGCGTTCTCCCTCTTTGGGT
TCTTTTCCTGGAGGGAAATAGGTTCCCCTGATGGTGATGGCTGCCTCAGAGTATTCACCG
ATCCTCTGCAGGGCCTCTTTGGAAGTCACCTTCCACCTGGCCGTCTGTGGGAAGTCATTG
ATCTCCAGCTCTTCTTCGTATCTCCTGACGGTCTCGGCCTGCTCGGCTGACTGCCTCTCC
TCCTCCAGCTTCTCCACAGGTGTGTAGTTCAGCTTAGCGTTGATCTTCTCTGCCAGCTGC
TCTGCAATGGTCTTGGCCGACACGGATGGACTGACAATGGGTCCTCCACGCAAAATGGCG
TTCGTGGCCTGCTGCATCACATCCTGAGCTTCTGCTCCCAGATTCTTCTGGGCGTTGATC
TTGAGAGCCAGCTTTTTGGCCATCTCCAGCTTCTGGTTGTTTCCAGCTGACGTAGGCGTC
ATACCGAACCCGCCGGGAGAGGCTGCTGACGAAGAAACCACCCCCCCCACCACCACCAGC
TGCTCCGGGTGCAGACAGATCCTTTACCCTCTTCTTAGAGTTAAACATGCTTTCAATTTG
CTCCTCGATATCCAGAGCTCCGTCCTCATCATCAGAGTCCTGCAGTCCGAGTGCTGCTTT
CTGCAGCTTCTTCCTCTCATTAGCTAAGGCGTGTTCGGTTTCATCAAACTTGAAACCTTT
TCCTGAGAAGCCACTGCTGCTCTTAATGGTCTTACCCTCCGCTTTCTGCTGGTCTTTGAA
GGAGGCCCAAAGCTGTTCCAGCTCCGGAGGGACAGGAGCACCTGACAGCTCCAAGCCCTT
GATGATATCCCCGGCATAGCGAACCTGGTCCTCTGTGATGAATGTGTAGGCGTATCCTTT
GTTGCCGGCTCTGCCCGTGCGTCCCGCCCTGTGGACGTAGTCCTCGTAGTGGTTGGGACA
GTTGTAGTTGACCACCAGGATCAGCTGCTTGACATCCAGGCCTCTGGCGGCCACAGACGT
GGCCACCATCAAGCGACAAACTCCGTTCTTGAAGTCGTTGATGATGCTGTCTCTGTCGTA
CTGATCGATTCCTCCATGTAAAGACAGGCAGGGATAGGAGGCC
>CL2454Contig1
GATGAGGGAAATCCAGGAGAAAAGGGCGAAGTTGGAGATCCGGGAGAACCTGGAGCCAAA
GGAGAGACTGGTATTCCTGGAGAGCCCGGCAAAAGAGGTCCTGAGGGAAGTCGAGGTCAG
CCTGGCGTAGAGGGACCTCCGGGTTCACCTGGGCCTCGTGGTATGCAAGGGAACAGAGGT
CCACGTGGAGTCAGAGGGTCACAGGGTCCGGCGGGTAAAGAACCAAGTGATCAACACATC
ANACAAGTCTGCATGCGAGTCATGCAAGAACAGCTGGCTCAGTTAGCAGCTAGTTTAAGG
AGGCCAGAATCGGGAGCTGCCGGTTTACCTGGAAAACCTGGACCTCCTGGGCCTCCTGGA
ACCCCAGGAGACAACGGCTTTCCTGGACACGCTGGAGCAAGAGGGCTTCCGGGACTTAAA
GGGCCACCAGGACAGATGGGACTTAAAGGACCCAAAGGTGACATGGGGGGACAGAGGGGC
CAGAGGGCCCACTGTGCGAGGGCCTAAAGGCCAGCCAGGACCTCCAGGACTTCCTGGAGA
GCCGGGCAAAGCTGGGTATGGTCAGGATGGTCGGGATGGGCAAAGGGGACCTCCTGGTGT
TCCCGGACAGCCTGGCGTACCCGGGCCTCCTGGTTCCGCCGGTCTGAATGGTTACTGTGA



TCCATCAGCCTGCAACCTCCAAGCCGGGGCTCTTCAGCAGTCTCTGGATGTGAAGGGACC
TGCAGGAAACTAAGAGACACTCTGGAAAAGACAAAAAGACTATTTCCTCTGAAAACCCAT
TTGTCACGATTTTCTCCCAGGGTCTGCAGTTGTTGTGGCGACTTTAATACATAAACCTCT
TCATGAAGGCTTGTTTTATGGCAACGACATCTTCCTCAAAGGGAACCAGCATCTTTAAGA
AGTAAACAGTCCAGACTTCTGGAGTATTTGTTGAATTGCAATGCTTTTTGCTGTCTGTTT
TGTTTTAAGAAATGTTTGAGACATTTAAGAATTTGCTTCCTGAAATGAAAAATGAAAGCC
AACTTTTTCTTATGATATTCTCTATTTTCTGTATTTCTTTAAATAAATGTCCATCAAAGT
TCTCTCAGGAAGGCTTTGAATAAAGGTTGATGACAAAAGAGAAATGCTTTGGATAAGAAA
ATCTCTTGTTTATGTTCTCCATGTGATGATGTACAAAACCCATAAAAGCCTCCATTCCTG
CATGTCTTGCTGCCTCATCAGCCCTGCATGTCCACGTTGAAAGGTTTTGCTGGTTTAATG
TGTTGAAGGCTGTCTTTTTAGTGTATGTTGTAAATCTGTAAAAATGTTTGAAATGCAGTC
ATTTTTATTTCCTAAAAAAAAATCAAATGATGTAATATTGTACAGAATAAAAACAAAGGG
GAACTGTGCAAATGGAAATGAGGTATGAAACTCAAAAATGCCAAAAGAATAATAAA
>CL2455Contig1
AACACACACACATATACAAAGAAACACAAATGCTCACACTCACTAACAGGGCTCTTCCAT
GATCTTTTTATTGCTAGTACAGAGGATCCCACAGTAAATACAAACTGTTTTTATTTTGTT
AGATGTACATTTATAGTTTGTTTTTTTTAGCTGTGCAAAGCCGTTTGTTGTAGTGTCTAC
TTTGTGTACTTTTGTTTCACTGTATGGGTAGGCCGTGTAACACTCTTCTCTTAGAAGCAC
AACTATTTACCAAAGTGGAAGCAACTGTGATTTCTGGGGGTGCAGTGTGTAGAAAACACT
ACAACTAGGACCACATATCACTGACACTCGTTTGTTTTGTATTTAATACGTCAAAGCGCC
AGATTTCCTTATACTTTCAACCGGTAGGTGGAGCGTCTCCACCTCTGATGGTGTTGGAGG
AAAAAGAGGGATCTGCACCTGCTGTGTTCTGAGTCAGCGCTGTCTTCAGTTGGACTTGCC
AGCATTTACAGTGGGAGCTTTCTCTGAGTGGTTTGGCGCCCCTCGTGGTCACCTGTGCTA
TTACATATATATTTTAGGCTTAAAATGAGGGATCGCTAAAGCTGCGTTTGATATTTACTC
TGCAGCGAATGTTTTTTTCACTCTGACAAAAAAGATGCAAATATTTGAGTAAGAAAAAAA
AACAAAGAAGCTCAATGCTACGTTTGTCTTTTCAAAATAAGATTTACTAAAAAAATGTTT
CTGGAACAAACACCAAGGAAGCCACTTTCCTACAGAGTAACACTTTAAAACAATATTTTT
TCCAGTCTGAACAGATAAAACATCATTGCATTTGTTTAGGCAATGACAAATGATAGAAAA
TAAAGGCGAAATGTAGTGAGCTCTTGTGTTTCTGCTTCTATAAAGAGGACCGACTGACCT
TACAGGCTGTATTTCTATACATATTCAGACTCTTGGTTTTTCTCTTTCATGTGCGTCCAG
TTACTTTCTCATAGCACTGGGTGCAGGCTGCTTCTTTTTTTAAAAATGTTTATTGGATTT
ATACTCCCCCCCCTGTTGGCATTATAACTGTATGATATAATTTATCATTTGTACTATTGT
AACATACTGTTTTTCTCTATTCCCTATCATTCTGTGTAATGGGTTTATTTTGTAGGAAAA
GTCGTTGTGGTATTTTAACGGCATCTAAACAAACGAGCGCAGCAGGCGGATGGAGGAGGG
CGGGTGTAGCTGCGTCGTTTCAAAATAAAAGGTTTCACTGCAGCTCCACTGTCTTTGCTT
TTGTGTAGTCTTTCAACCAAATGCAGCACTTGGTGTTTATTAAAAAAACTGTTCTGCAAA
ACAATATATATAGAAATATGCATTTAAGTACAAATGTATAAAAAGATTTGAGGCTTGTGT
TAGAAAGCGTCCACGCCACCAGCAGTCTGGGGGTTGGACGGTCCCGTGTCGTAGCCCATC
TTCTTCATGTCTTTGGTGGTGATGTGGAAGGAGACGGTGACAAAACCTTGAGAACGAACT
CTTGTTACTTCTCTGCCTTCACCCTGCGCCACTACTTTAGGGTCTGTGTACTCCGGTCTT
CGCCCTAGCAACCAGCCTGTGAACTTCTGGAGTCTCCATGTGGGCTCGGGAACAAACATG
GGAATGGTTTTAGTGTGTTGTCCGGGTGTGATAGGGATGTGGGTCGCTCCATAGCCCCTC
ACCACATCTTTGCCAAACACATCAGGTCCATACACACTGATCACAATCTGAGCCCATCCA
GATGGATTGGTGCTCTTAAACGTTGTTTCCAGAGGAAAGTTCCAGACTAAAGTCCGTGCC
CNNCTGCTTTTAAAAA
>CL2456Contig1
GCCGCCATGCTCAAGCTGCTGGTGGACGCCGCTGTGCTTCCCCTCAGCCTTGTCATTTTG
ACTTTGCCGTGTTCTGCCCAAACATCACTGAAGCCATTGTGTCGTGCAATGCCGACCAGC
AGAACTTCAACGTGTCTGTGGAAAACATGCTGACCCGCTGTATGGATAACGCGAGGAGCT
GGCACCTCCATAACCGCGGCGGGGACCAAGGAGGGGCTGGGCTGCTCATTGAGGAGCGCC
TGGTCCCGGACAACCAGGCCCACACCCTGGTGTTCCCCTGTATCCTCAGTGCCCTGCAGT
GGATCAGTCAGGGCAGAGATGCAGTGCTGGCAGACCCCAACAAGCAAGTCTTAGCCGTCA
AACCCAACATCAGGGCCAAAGCTGCCGTCCTCCGTGAAGCAGCCCAAATTCATGTTCTGG
TCACTGGAAGCCTCCACTTGGTGGGGGGGGTCCTAAAGCATCTGAACCCCACATATTCCA
ATTAGAGAAAAGCCGAGGAAAAACAGAAATGTCCTCCCTCTTTTGCTAGTACGTCACTGT
GGGGTCTTTCCATGTGTTCTAGGTTTCTGACACACTGATTGGACGATACAAACTGTCAGT
CAAACCTAATTCTGCCTTAAGTGCAATCAGCCAACTACTGTTTGTATGTGTGTTTGATGG
AGAAAGGTGCTAAAGCTGAAACATGAAGCTGCTAAAGTAACATTTCTAATCATTAGAACT
AATCAAGAAAACATCTTCAAACGTGTCGAAGAGGAAATGAAACTTTATTCTGGAGTCAAT
AAAGACAGTTTAGAAGGTCAAAAATGAAAAAAAAAAAAAAAAAAAAAACCTT
>CL2457Contig1
GCGGGTTGACAAAGGGCTGCACGCTGGAGGTTTTCGATAAGGAGGACGGGAGGAACAATG
ATTCCCATAAGATGGACAGAGAGCGGGCGTTATGGCGTAGAGAGAAGGCGGTACTGGACC
GGGAACTCGCCGCTCTGGAGCGAGCTCGGGCTTTGCTGGACCGGGAGAAGGCCACCTTGG



AGAGAGAGAGGGCCATCATTGAAAGGGAGAGGGCCCTGATGGAGAAGGAGAAGGTGATAC
TGGACAAGGAGAGAGACGTCGTCCACAACGAGCGTGTCGCTCTGGAAAAAGAAAAAGCAA
GCCTGAACAGAACTTCTACAGAACCCGCAAGAGCTGAGGAGGAAACAGGAAGCAGCGGGG
CTGTGAACTCAGAGACTACCGACAGAAAAAAGCAACTTCTTTATTTGTTTGAAAAACTTC
TTGAGGGTATTTAATCCATTTCTAACCCCTTTTTTTCTGCTGATCGTAAGTCATTTCTTA
AGCCAAAGAGAGTCAAAATCCTCCTTTTTGTCACCTTTATAGTATTAATAAAAACGTTGA
GCCACTCCTAGTTGGGAAGGGTTCTCAAAATGACTTTATTTACTTGTTTTTTGGTACACA
GCACACAATAGAAGGCTAATTGCATTATCTTTAACCCTACCCAAGAAAAATAACCCCCAA
AACCCAGCCTTTCCTTCCCAAATCAAACAAAAGTCTGACCCTAGATGTTAGAGTTCTTGG
TGCAAGCTGTTGTTCATGGCAAAACCAGTCATCATAATTCATGTGTTATGTTACAGTACA
GACTTTACAACCACTGATGTGTTTAAATGCATTTTTTTTATTGCGTAATATACTCAATTT
TTTTTGTCANTAAGANCCCGCTTCAATAAAACNTATCGNNCACAAAGAGGNGTTAGTCAA
TATTCTTCATATANCTTTTTGATTTNTACAAAACTTATTTAAACGATGTTTGGTTTGGAA
GGACAGAACANAAAACTTTGCTTTTGAGCGNATTTNCCAANCTGAATTTANTCAAGNTGC
NGAACATTTGAGTCTNGAGAATATTTGTGTTTTTTTTTTACGTT
>CL2457Contig2
GGAGCCCTCAGCATCTTTATCACGGCTGAAGGGACCATTCGGGAAAGCAGGAGTCTGGGG
TGGACTATGAGGATGTTTGTGAGGCTCGTACTTGGACTCTTCGTCCTCAAAGCAGCAGTG
GCCAGCCCCAGATTTTCCCGACAAGCAAACCTGGACATTTATGACGATGCCAACTATGAT
GAGGAACTAAACAATGTTGAAAGTGAGGATACCTATGACTACGAAGATGGACTGACGATT
GATGAACCTGAGATAGAGATTGAAACAATGGCTCTACCTGACTACACATTCCCTGAAGAG
GAGAAGCCTGAGGAAGGAGAGGAGGAGGAGCTGACCCTAAGGCCCCAACCCATCCCTCAG
GGTTCTGGGGGGTCTGGTGCTCTGATGGGTCCAGAAACACAGAAAGGTATGCCCACTTGC
CTGCTGTGCACATGCCTTGGCACCTCAGTCTACTGTGATGATTTGAAGCTGGACAGTGTA
CCACCTCTGCCCAAGGAGACTACGCACTTCTATGCCCGCTACAACAAAATCACCAAGATC
AACAAGTCTGACTTTGCCTTTATGAACAAGCTGAAAAGGGTTGACCTGACTGCCAATGAG
ATTACTGCCATCGATGGCACAGCTTTCATAGGCCTTCCTGAACTCGAGGAGCTGGTTGTC
CGACAGAACCACCTCACACAGCTGCCGGCGCTCCCAGAGACCATGACTCTGATTGATGCC
AGCCACAACAGCATCGGCTCGAAGGGAATCCATAAAGAGGCCTTTAAAGATATGACGGGC
TTGCTGTTCCTCTACCTAACAGACAACAACATTGATTACATCCCAGTGCCTCTACCAGAG
AGCCTGCGATCTCTACACCTACAGCGTAACAACATTCAAATGATGCACGAGGACACATTC
TGCAACCTGAACGACTTTAACTACATCCGAAATGCGCTGGAGGACATTCGCCTGGACGGC
AACCCCATCAACCTTAGCAAGACCCCACAGGCATACGTCTGTCTGCCCCGTATACCCATC
GGGAACCTCATTTAACCACACGCGTACCTGCACACAACCATATGGACACGAGTTTGTACA
TACGACCACACAGACTACAGTGATCTCACCTCTCATATAAGCCATGTGTTGCAATAGATT
TTTTTTTTTTTACCTGTACTGTCAAACATGCTGCTTATACGTGGTACAAATGTATTTAAA
AAGGTTTCTCATCATCACTTAAGTGATTTCACTTTTTACTTTACATCTTCCTGTCCTTTT
GTTTTGGGTAAACGAAAAAAAAACAACACAAATATTCTCAAGACTCAAATGTTCAGCAAC
TTGACTAAATTCAGTTTAGTAAATATGCTCAAAAGCAAAGTTTTATGTTCTGTCCTTCCA
AACCAAACATTGTTTAAATAAGTTTTGTAAAAATCAAAAAGTTATATGAAGAATATTGAC
TAACACTTCTCTGTGATCTATAAGTTTTATTGAAGCTGGATCTTAATGACAAAAAAAATT
GAGTATATTACGCAATAAAAAAAATGCATTTAAACACATCAGTGGTTGTAAAGTCTGTAC
TGTAACATAACACATGAATTATGATGACTGGT
>CL2458Contig1
AACTTTACCCCAGACAGCTTTTGTTCCAGTGTCTTTTATCCTGACACCATCGTGGAAGAG
AGCAGCAGTCCGCATGGCCACGAGGAAAGTGAAAATGTGTCCGAGATACCAAGCAAGCCC
TCGTTCACGCCCATGGACCTGTACACCCTTTCACCTGAAGATGTGTTTGACAGAAGCAAA
CGGCTGCCAGCAGATTTCCCAGATTCAGATTCAGGAATTTCGACTCACTCCAGTCCTTAT
TCCAGCTCCCCCAGCAAATCTGCTTATGGAGGGGGCTCCTATAATTTTAGTGATTCCGAA
ATGGACGACCTGGACCACAACCCCGGCAGTGCTGAGTCTGACTACTCGGAGATGTTCAGC
TTGAATTTCCAACCCGAGGATCTTGAACTAGCAAAACCAGAGTCGGAACAGACTGGGCAG
TGCAAGCAGCTCGACAAGAAACCAAAGCAACATATGGAAGATCCGGCTGAAGAGAGTGGT
CACAGCGGCACACCGTTCACCAAAGACAAACCAAAGAAACGCTCCGATGTGCGTCTCTCT
CGAGATGAGCAGAGGGCGAAGGCCCTTAAAATCCCCTTCACAGTCAGCATGATCATCAAC
CTGCCCGTCGATGACTTTAACGAGATGATGTCAAAGCACGAGCTGAACGAGGCCCAGCTG
GCCCTGGTCCGCGACATTCGTCGCCGTGGCAAGAACAAGGTAGCCGCTCAAAACTGCCGC
AAACGCAAGATGGAGAACATAGTGGGTCTGGAGCATGAACTGGACTTGCTAAAGGAAGAA
AAAGAGCGTCTGCTGGACGAGAAGAGTAAAAACGCCACAAACCTGAAGGAAATGAAGCGA
CAGCTTAACAGCTTGTACCTGGAGGTCTTTGGCAAGTTGAGGGATGAGAAGGGGAATTCA
TACTCCCCGTCGGAGTACTCCCTGCAGCAGTCCACAGACGGCAGCATCTTTCTCGTCCCT
CGCATGAAAAAGACTTTTAAGATCTAGGAAAGCCACTTTTCGCCTTTGTAATAGTGTATT
TCAGCACCATAGAAACTATGCAATAACTTTGTAGTAGCTCAGCTTTAAGGTGTGGCAGCC
TGGTGGAAGCATTCATTCGTTTTTGCTAACGTCTCATGAATGTTGTAATATTTTTGATAT
TTTACTTATTTTATACTCCAATATTGTCACAGTCTCTATAAACAATATTTTGTAAATATT



AAGCCTCACCTGCTATTGAGATTCCTAAGAATGTCCTGTGCGTGTATATATTGTATATAT
ATCATATTTCCGTATGCCTGTGATTCTGTCAGTTACTTTTTATAACTCATCTAATTTGCT
GTCCAGTTAATTTAAATTCTTTCTTCTATGCTTTAAAAAACA
>CL2459Contig1
TTTTTTTTNTGAGGGGTGGGAGGGGCTTTATTGGGATCACGTGGCACAGAAAAAAAACGG
ATTACGGAGCTCTTCTGGACAGCAGCATCTCTCTGATGTTGTCTTCAGCCTCCTTCACGC
TGCGCTCCAAGTACACCTTCTTCTGCTCAAGCTCCTTGATCTTCTCGTCCACGGTTTTCT
GTTTGTCTGTCAGCAGGTTGTTGATCTTCTCCCTGGACTGAAGAATGAACATTCGGCCGA
CGCCCTCGTACAGGCGCGTGTTTTCCGGCAGCGAGGAGATCTCTGTGCTTGTGAGCTTGG
CATGTTTCTGAACTCGAGTCAGCTGATCAATCTGGAGGTCGGCCAGCTTCACCTTCTGCT
GTGTGTCAATCATCTTCAGCTGTAGCTCGGCGAATGCCTTTTTTAGTTCCAGGTCCACGG
GCGCCGCCATCTTTAGACCCCGGCCATAATGCCCGGGT
>CL2460Contig1
CTGCTTTTATTGTGAAACTCCCATAAAAATAAAAAAATACTATGCTTCACTTTTATGGTG
AGATCAAAAACAATTGTGGCGATATAAAACTTGAACATAAGCAGGACACTTTTAAAATAA
TACAGGTTGATCTGTGTTTGACAATAATAAACACCACATTTTTTTTTATTTGAAAAGAAA
AGAGAAAAGCCAACGAGGTTTAAAACTACACTGCAGCTCATTTTGGAATGTAAAATTGTT
TCAGTCCTCGTGTCTTGGGTTGCATTTGGTTTGATGTGGTGAATCGTTGCCTCCCTCTAG
TGGTAGGGGGTTCTCATTGCAGTCATTTCACATGTGCTCTGGGTGGTTCTGCAGGCAGGT
GACAAATTCTTTCACGTCTTTGCCCTCAAAGCAGATCTGATAGACGGCCGCAAACAAAGG
AAACTTGTTGACCATGGCCCGTTTCTCCAGAATCCTGTAGACCTCGGCTGACGTCTGTGG
ACCCTGCAACTTTTGTCCATTAAGCATCTCCGCCTCCAGCTCTGCAATCGATTTGGATGT
TTTGACGAAGGCCTCGGCCACCTTGCGGTTGCGTCCTCCGTAACAGGTGGTGATGAGGTC
GGCCACTCCGCAGCTCTCCAGGAACGTTCCAGATCTGACTTGTTCTTTGCAGAAGAGTTT
GGCAAACGCGACCATTTCCATCAGCCCCAGCCGGATTACGGCTGCTTTGGTGTTGTCGCC
AAAACCGAGGCCGTCGCAGAACCCGGCGCCGACTGCCACGATATTCTTTAAGGCTCCACA
CAGCTCCACTGTGTCACTCTCGGGAACGACGGTGATGCGAAAGTTGGGGGTCTGCATTAG
CTCTTTGAAGATGAGGCCATTTCCCTCGTTTTTCGCTCCGATGGTTGTTTCACAGAACTT
CTCGTCTGCCACCTCGTTGGCGATGTTGGCCCCCATTAGGACGCTGACATCAATCTCCAG
CTTCTCTCTGATGATGTCAGAGATGAGCTTTAGGCCCTCTGGTCCCTCGTCGATGCCTTT
GATGAGGGATATCCCAATAGCTCCCGGCGCCACGTGAGGCTTCATCTGGTTGCAGAGTTT
GTTGATGAACTGGTGTGGAATTACAAACACGAGGATCTTTGCATCCTTCACGGCATCTGT
GATGTCGGGGACAGCCACCACGTTCTTGGGCAGCGTGTGACCCGGCAGATACTTGACATT
TTCGTGCTCCGTGTTTATGATCTCCGTGAGCTTCTTCCCGTTGATGATCTCCTCAAAGAC
CCACATGTTCACCATTGGGTCGAAGCGGTTTGACGCTTTGACATTGTGCCCGATGATTTT
GGCAATAGCTGAACCCCAGTTTCCAGATCCAACGATGCAGACTTTCTTCCCCGGCATTGT
GAAGGTGTGAAGTCCTTTATATTTCCCGGAACAGCCTGTTCTGTGACACACGGCTGCGGA
GACTTCCTTAACCGCCTTGTCCCCGGCCATA
>CL2461Contig1
TATTCTCTTTACATCAGAGTAAATCTAGTTTTGTAGATGCAGAAAAATTAACTCCACTTT
CTTTTATGTATAGTATAAATTTATACAAGTTTCGTTTTGCCAACATACAAGCGTTGCAAA
ATTTAGCAGCACAAAACACATTTGACTGCTACAAAGTATGACAATATTGAAAAAGAAAAT
GTACAAAAAGTGTTATCATGCTTGAGAATTGTTTTTTTTTCTCAAAAAAAAAAATCACGT
TTAAATAGTGAGCACACTCGGGAACCGTTTCCACGGTGATGTCAAAGCATTCTTAAATAC
ATTTCCTACCAAAATTCAACAGAAAAATCAAAACCATTTGAATTCATTTCTAACATAAAA
GACACAACCGTAGAAAAAAAGAAAAAGTGTTCAAAAATAATACTGTTCTTTTCTGTCCTA
TTTTGTTGGTGGGGTTGCTATGGAGATGGTTTCGTCCAGCATCCTGAAAGTTTGACGCCT
CAGTAGGACGAGCTGTGATTGACCCCTGTCTTTGAGTGTTTGCTGGGCGCCGCTGACGTG
GAGGGAGCTGTGGAGTCGCAGGTGGGAGGCTCTGAATGCGGCGCCGCCTGGTCCAGCTTG
TTGATGAAGTGTTTGAGGTCCTCCAAGCAGCGCTCGCGGATCTCCCCGAGGTTCTCCCGG
AGGGGCACCTGCAGACGGTTCTCCAAGTTGGGGTCTTTGGCCACCAGCATTTTCACCACC
ATCCCGAAGGTCTCGCAGTCCCTGCGGTACACCTTCTCTATCTCCAGAGCTTTGGCTGAG
ATGGCCGAGGCCCGCCTCTCCTGGAAGTTATCTGTCGACTTGTTCTCCTTGACAACCGAC
GCCACGGCGGGCTCCTCTTTTTCCACGTCTGGCGGATGGCTGTCCTCCACTTGTTTTTGT
CCAAATGATGCAGATAAAGTTTAATCCAAACAAAGTCTAAATGGTCCAATTCCTCCGATG
TCGCCTCCTTGTGTCTCATCTCCCTATAATCTCTTCTGCTGGTCTTTAAATCCGTTGAAT
TCCCCAAACAGGAGTCCGATTCTGATTGGCTGCAGGTTGTCCATTATCACTTTTAATTGA
GCATTCCCCCAGATGGCGGTGTAAAGCCTTCGTAATCAAATGTCAATAACAAAAAATGAT
AATAAAAGTCAGCCAGACTTAGTTTCATTAAAAAGCTCTAAAGACTCAAAGCAAAGCGGC
CTGTGATTGACAGGTAAACTTTCACTAAATTTACTTTAGATAACCCAACAGACAGATTTT
CTTCATCTGCATCAGGCAGCAACTGTTCCTTGTAAACGGCGTCAACAAATCCCAGCG
>CL2462Contig1
CCTAGTCTCGCCAACGATCCAGGCGAGGTGCTGGTTCATCTCAAATCTCAAACACGCCTA
ATAAACGATGAGAAACGGGATGAAACGGCAAACAACCACAGGGAAGGAGGAAAAACCCGC



GCTCTAAACTAGGTTACGTTACTGCTGAGCCGTCGCGTGCGCACAGGAACACTCGCGCGC
TTAGGACTTAATTGTTGTTGTTTTCAACTAGTCCAGACCAAACTCATGTAGTTCAGCCTG
GAACAACAGGAAGGTCGTCGATCGGGACCTGCAGACCTTTGGACCTCAGGCTGATGTAGA
CAACCGAACATTAGCATACGACTTTTTATTTACTCGAGAAAAGTTCGTTTTTTTCATGAG
CCATTTCCCTTTGCAGTCCAACGGTTACATTAGTCGTAAACAGGATTTCCGCGCGATTTT
TGTTTAAACTCCTGGTTGGATTGACAGAGAACCACCCGGTAAAGGACGGAGGATGGGCAA
CAGCAGCAGCGACAGGTCCAGCGGGGAACGGTTATACCGAGATGGACAGCCCGGAGGGAA
GGAGACGCGACCCAACATCATGATGGATAGCAGCGAGGATGCAGACCTCTTCCAGAGGGA
AGATGCCAAGGCCCCACAGGAGATGCAGGAGTTCCTGGCGTGGCAGGAGGACTTGGACTG
TGACAGCAAAAGTCCAACGCATGCCAGACCGACTGTGTTCAGATGGGCCGGGGCAGCCAA
GGAAGTCTTTGTTTCTGGATCTTTCAACAATTGGGCCACCAAGATCCCCCTGAATAGAAG
CCAGAAAAACTTTGTGGCGATCGTTGACCTGCCGGAGGGAGATCACCAGTACAAGTTCTG
CGTGGATGGTCAGTGGACTTTGGATCCGGCTGGGGCTGTGGCTACATCTAAAACTGGATC
AGTGAACAATGTCATACAGGTGAAGAGAACTGACTTTGAGGTCTTCGATGCCCTCAGGAT
AGACTCTGAGGATTCAGCCGACATGTCTGACCTATCAAGCTCCCCACCAGGCCCCTACCA
ACAAAACGCATATGTGATGAAGCCAGAGGACAAACTCAAACAGCCCCCCATCCTGCCCCC
TCACCTGCTCCAGGTGCTGCTCAACAAGGACACGGGGATCTCTTGTGATCCAACGCTGCT
TCCAGAACCCAACCACGTCATGCTCAACCACCTGTACGCCCTTTCTATCAAGGATGGCGT
GATGGTTCTCAGCGCAACTCACCGATACAAGAAGAAGTATGTGACCACTCTCCTTTACAA
GCCAATATAGACTTCAGTGGCACCACTCAGCCTTTTATTTTGAAAAGGGTTGAAATGAAC
AGCTGTTGATTTTCTTTTATTGAAACTGGACTAACTTGTATGCCTGATTTTAGACACTTG
CAAGACTGTTTTTCATACAAACTATTTTAAGTCATACTTGTCAATAAA
>CL2463Contig1
TTTTTTTTTCACCTTTTGACAGTTTTTATTTTATAGATGTTGTTCAATTTGATCATGTAG
TTTGTGGAGCAAAATCATTTCAGGACTGAAGAGGTTCTTCAGTGTGGATAATCCCCTTCT
CAAAAAGCAGTTCAGCCAAGGCAATTTTATCCTGAGCAGAATTACAGGGCAAACTTCCCA
CAGTCACAAAGCTGGGATACGAATGAATAAGAAACTCCACAGCATCTGTGTGCTCTGCTT
GTACTTCCCAACTCTTGGGCTCCTCTTTGTGGTAAACTCTGGAGTTGTCGGTGGTGTAAT
AAAGGTGGACGGCGTCTCCATCGCTGCATAGTCTGGCACACCCAGCCCGGAGGAGCCTTA
TTAGGGTTTGGGTGGTGATGTGTGCCGCCGTGCCCTTAACCCTTCCATTCACCCATCTAA
CTGATGCCCCTTGAACACTGGTAGCAAATTCATCTGGAGTAAGCACAGGAGGCAGGCAGT
CATGGAGGAAATCTTTGGCTTTCTGGTCGACGGCAGCGTCCACCGGGGCGTAATTTGGTA
GTTTCTTCATCAGCTTCTCCATTTGAGAGAGGAATTTTACCCTCCGGGGGTCCTCCTTAT
CAGAGTTCTGCACTCCCATGTACGTTAAGTAGTCCAGAGGTAAACCCCGACGGAATTCCA
CATCCTCTTCCATTGCAATTTCCAAAGCGGCCGTAACAACCTTCTGCATTAGATCCCCCC
AGCTGTTCTTCTGGAAGGAGGAGATGGTGATGTGCAGAGAGTGTGCATCGGGAAAGACAT
TTGCCCTGATGGATGAATCCTCGAGGGAAGTAGAGAAGATCTCCCGCCTCCAGGACCACA
TCCAGGATGGGCTTTCCGATGTCTGACTGGTCAAAATTTGGGCTTGAAAGTACAGGCAAG
ACCTCATTCTCTGACCTTGGGCTGTACACCCTCCAGTGTTTCTTTCCTTCCAGCTGAACC
ACAAAAGCCTCGATGTCGTCGTAATGCGGCGCAAAGCCTTGGGTTCCAGGTGGCGTCAGG
TAAACGTTGGCTCCTGCCATGCTGCCAAACTGCTCCTGGAGGACGGACAGCACGTTCCAC
ACTGTGTGGGAGAAGGCCTGGGGATTCAGCAAGCGGAGGGAGCAGCCGCTCTCGTAGAAG
TCCCACACAGTGAAGGGCAGAGCCCTCCCTGGAGGATTGTGCGTTTCCCTTTTGCCGTTA
GTGTAGCTTGTGACGTCCAGGTTCACTCCAAACTGAACGTTTTCCTCTCTCAATATACGA
TCAAACTCAGCCGTGGAGAACAGTCCTTTGTAATAATCTGGATTCCTGCGCTGAACATAG
ATGGGCTTCTTTTCCCAAGTTTCCCTAAAGAAATGAGCTGCAGGAACAGGATGGATGAGC
CACTGAAACATCTGGGTGGCTCTCTCCCTGCTGTTACTGATGGAGCCCAGCTCCACCAGA
ACAGCATCCAAAGACTCTCCGTTCACACACGTCTCCGCCTTATTCACATCTGGTGTCACT
GTCGGGTCCTCGGTTTTCTGCACAGATTTTAGAAGCTTCCTTTTCCTCTTCCGTCTTTCG
GCCCTAACTTGAGCTTTAGAGGGAATTATTTTTGAGGACTTGGTCTTTGATTTCTTCTTG
ACTTCCACCTGTACGTTGGCTTTTTTAAACGTAGGAGGCAGTTGTGGCTGTAAAGTCTGA
TACAGAGAGAATGCAGACATGTGTTTTCGCTCCATGTTTAACACGCTGATGTTCTTCCCC
CGGCCATA
>CL2464Contig1
TTGAGGGGTGGGGGGGGGTCACATGTGATGCCACACACACAGAATAATCACACAAACACA
GGAACACACACATATCTGATCTCCATTGTTATGTACACGAGTGGCTCGTTTCCTCGTTGC
CATGGCGACCCCAAATACACTCGGAGTCCGGTCCAGCCTGAGATGATTCAGGGTGTTTGT
TCAGTCCCTTCATCTCACTGATGCATCTCCTGCTGCTGCTTACATGAAAACAATCATTTC
CGTCTTGGTCGTACGTTTGCCCAACAGTTCGATCATCTCCACCCCTCTGCTGCTCCTTTG
GTCCAGCGTCCGGCTCGGTGGGCGCGCTGACGTTGGATGCTGTCCCAACACCGAAGATGG
AATATTCTCAGACTAAGAAAGAAATCCTGAGAAGTTCGCAGAAGGAACTGAGAACCCTCC
GGATTGAAGCTCATGCAGTTCACCGCACAACCACTAGGCGGGGTTGTTTGGCCAGCAGGT
AGAACACTGATGAGATAGTATATTCTGCTAAACTGGGTTATAGTGGAGCTCCAGTGTTGA
CGTTCTTCGATAACTCTTGAACCTTTAACGCAGTTATTATTATTTTCAACGCAGTTCCAG



CGGCTTCTGAAAGTGGAGAACGGCAGCTTTACAACCAGTAGTGAAGCGTTTGAGCAATCG
ATGTCAATCAGCTGATTCTGACCCAAAAAAAAACGTCAGAATCCATCAAAATTGTGTTAA
TTAGGTACACGATTGGAGCTATGGCAGTTTGAGGGGCGGAGCAAAGAGCCAAAAGGTTAA
AATTTTACCTAAACATTTCAGGGATGGGTGACGCCGTCTTTTAACTGACAGGCATCTATT
GATTTCTATAAACCCCTGTCAGACTCATTTGTCCCCCCCATTTCTGGTCCTTCACTGGTT
TTTACAAGTAATCAGGTGGGCGGGGTGAAGGCGGAGCTTATAGTTTTTGATTTAAAAATA
GGAATCTTTTCATTTGAAGCGGCGTTCCCACAGAGGGACACGTTTGGTTCGGTTGTTTCC
AAACCCGGAAAGTGTTTTCCTCCAAAGGTTCTGCAGCTGCTGTTCTCAGCAGAACCAGCT
GAAGCACCTGGAACCGGTGCCGCTCAGGCGTTTGTCGCCGCCGCCGCCACGAAGAGGGGC
TGAGGAGTGAGGGAGGGGGGCAGGAAAAAAACACAATTTGGTCTTTCTAAAAAGTAGCTG
TATTTTGATTTTGTTTCTTTTTGGCTGAAGCGAAGTGGTTTTGGAGAAACGGACTGGGGG
GAGGGATGGGGGAGGGGCTGTGGTCGGCAGGCGGGGCGGTTCGCCGCGATGATACGGATG
CGTGAAAGAGACGTCACACCTGGAGGAAGAAAAGCAGGTTCGGGGGGGTCGGCATGCTCC
AAACAGAAACCCCGCCCCCGGAGGGACATCTGCACGGGGGCGGCGGGAACTCATCAAAAG
GGGTCGAGTGGAGGACTGAATTGGGATCACCATGGCAACCGGGACCTCAGCGGAGCAGAG
CTGGAGGTGGAATGTAGTGGCGAGTTACAGAAAGGGGGGGGGGCATTCTCACTCACACAC
AGTGACCTGACCCCCCCCTCGCTGTAATGTCACAACAACACGGCNAGCGCAAACNTGGCG
GTTTACCACANCCNCNCACAAAGGCTAAAGTAATTACACCCANANAGCCACGTCTTTATG
CAACANANAGGAAATGACNTCACNTTTCTGTGGAGGGGNAGGAGCCAGGTCTCANCCGTT
GTGATTGGAGCTCTGCTCTGAAAAANANACACCTGCTGTCCCNAACGTGTCCCAGGTTTG
CAAAGAAAACTGAACGATGGCGTTGAAATCCTGCANCGCTGCACCTGAAAGGAGGGGGGA
CGGCNAGGAAAAACGGCAAGGAGGTCACGTCCAGCGAACCCTCACANAC
>CL2465Contig1
TCGGCACGAGGCACACATTTCTTTTAATTTAAAAAAACCCCAAAACATCCAGTTAAAAAT
GTTTTTTGTTTGAAATAACTGTCAAAGGCCAAATTTGACCCAAACCCTGCTTAGTGTTTA
TATGACACTATTTGTCAGTAAGATGCATATCTTCCTAAAGAGAGAAAATTAATTGGAAAA
AATATATTGATGTTTTGCACAAACCCTTTTTCTTTATTGAGCTTTTCTTACTGTTTTTTT
TTTTACTAAACATTTTGTTTAAATTCATGCTGTAGGTTTGTAAGTTTTTTATTTTCCGAA
CTGAGCGTAAAGACTCCCTTATCGTACAAATCAACTCGGTTTATTTAACATCAAAACTAC
GGGAAATGTCTGTTTGTCTGCGTCTAAAAAGCAAATTAAATCTGTTGCCAAATGATTTTT
TTCTTTTTCAGTTATGTAGCCATTATCGGTGACTTATTTTCAATGCGTGCTAGAGAGGAC
ACAACAGGTTTAGCACTGTGTAAAGGAACATCACAGCAAAGAGGTTGTGAAATATAAAGC
AGCCTCCACTTTGCTTTTCATCAAATCCAGAAATGTATTTTTGTTTTTTTGTTTCCTGGA
TGAAGCAAAAGCTTCTGGTGGAACACAACACCGATCGTCACTTTGACTGTTTTCACTCAC
AGCTTGGTCATTCAGACGTCAGTGATGATGCTTCCAGACCATAGATATCTTTTTCTAATG
CAGTATTGAAGTTTTGTGTGAAGACAGAGAGGTGCGGCGACGGCGGCCTCTCTGCTGCAT
GGAATTCTAGCTGAAGGTGAAAAGATGCAGGAGCAAACCAGACTGATGTACAAACTGCCT
TATTCTACAATTTCTTTTTTTATGTTTGTGCTTTTGGAAAAAATAATAAA
>CL2466Contig1
ACCTTGCAGAGCCAGAGGCCAGTGGACTCCGAAACCGCTTGTTGCGCTCGTGGAAGCTCT
CGCGTCCCCACTGCAGACAAAAGAAGCAAACCTCCAGACTGAAACTTTTGATTTCAACCC
AACCCTTGCTCAGTCTCAGGAAGGAGATTGCCATGAGAGGGAAGGGAAGTGGGAAGCTTT
ACAGCATATGAAGAAACTTTTACATTTCGGTCGCCTTTAACCGGAAGATTGTGAATTTTT
GTTTTTTTCTCAGCAAAAATTTGTACAGTTGGTGTTTGAGCTGAACACTCGCTTAAGACA
AATGAGTCGGTGTCCAGACAAGAGGAGGAAGTCCAAAAATTGGCTGGTTTTGATGTTGGT
GCTCGAGCAGCACAGTCAACACACAGTGTTTGTTTGATTAGTGTTTCCTTTGTGCATCTT
GTGTATCTATCAGGCCATTTCAGTGAAGTGAACATTGGATTTAAGCCCCCCTTTACAATC
CTACATTATAATTTTGTTTTTATTTTCGCCTTGTCCTCTTGTGTCATATATTTTGCCATG
ACTTTATATTGTTTTCTATTGTATTATTTTTTTTACACACATATCCTTATGAACGTGTAC
ATATGTTTTATTTTTTATGCTGCCTCATGATTTTGACACATTTCCCATAGTTCCTTTTAT
TATTAATATTTTGTTTTTGTGAACGAAAGTGGGATTTCAAAAGAGCTCTGTTTTCATAGC
CGCGAGGAGAGAAGCTTGATGCGATTCTAGAGAACATTCTTCTGTGGCATCCTCGTCCTC
TTTGTACGCTCTTCAGCCTTTTGTGTATGTTGTGGGAGCTCCAGTTTGAAAGCCTTACCA
ACGTGTTTGTATGTCGGACCCTGCGCCGTACCGCCACGCTCCACCGTGGCAGCGTCTGCG
GCCCCCTTCCCACGCCAGGATACCTTGGACTCAGGACGCCAACCCTTCCCCAACCTTTTC
TGAAAGAACAAACAAATCAATCAGTCACAAGTTTTATATATATATAAAAAAAAGTTTGAT
TGTATATTTGGGAAAAAAATAAACAAATACACAGCATTTGATTGGTTTCAGGTATTTTTT
CTGCTGAAAAATGAGGACATTTTGCCCCAGCAGAGCAGTGTTTGCCGTTTTTGTTCTTTT
CCTTCAGATTTAGAAACCATAAACGCAAAAACGTTGGCCTTTTGAAGGAGACTCCCAGAA
TTCCCTTTGGTTTTTACATGAAAGGTTTGGATGAAGAAAAAATCAAGATACTCATTCTGT
ACACAAAATGTCTGCTGTAAAAAGAAAAATAAAGGTTCATCTGAGAAAATAGTTTTTCAT
GACCCTTTTACCCAAAGATCTTTGTCTTTAGCAATCATGGTCATTTGCTCCACGTTTGTG
AATGCCATGTTTCTCATTAATGTATACATTGTCATGAATGTGAGTACAACTGTGTAAGAG
ATTTGAACGATGGAGACACACAAGGAAACACTTTTGTGGGGCAGATGAGTAGAATACAAA



TGGGAGCGAGAGCACCGGACTCCGATCGGGAAACGTCCTTTTCAGTTGTGAACAGTTGAA
CATTTATTGCACTTTTTCACAGTTTTTGGAAAGTAAATTTCTTACTTATCTCGTGTTTTA
AATATCAAAAGCTGTGTGTGTAATGTAGTGTGCTAGGTAAGCAGCAGGCAGCTGGTCTTG
TTATAATTGTTTTTATTTTTATTGCTTTGGAGATGATATGAATCCAGCAGCCCGGGTGTT
TTACTCTGCAGTTCATGATGACGAATTCTGTTGTTCTGCTTGTTCATGTACAGAGCTTTC
TTTGCTTTCTGTAGAAACAAAAACAAAATGTGGCTTTTTAAAAAAAAATGTTGAAAATGT
TTTGGGGAAAAAAAGTTTTTTATTGGTGCTCCTATACATTGTGTATACAAACTA
>CL2467Contig1
CGGCACGAGGGAAAGAGATCAATGCTTGTTGTTTTGGCGGCATTTTTAGGTTTATTATTT
GAGTGGGCTTCTCTTTCTCTAAAAGTTCCTTTGATTGCAAGTTTTGGCTGCCAATAAGAC
GTTGCTTACCCGTCATCTTCTAAATTTCTAACAAGTTTTTATGGAGGTTTACCAGCGTAT
AGTGTGAGGGGACTTCAGGTACATCCAGTGAATGTGTTGTTCTACAAACCTACATAGTTT
GAAGGCATCCTTCTTGGTTTCTGCCTAAACTATGAAACCTCAGTCTGGCCAGTGTTCACA
CACACAACTGCACTTTACTCCTAATTATACTTCTATCCAGAAACAAAAGCTGCATGGAAA
TCTGCCCCATGTGGAAGTAAGAAATACCACAATTCTCAATTGGATTCTTGAAGTGCAGAT
CATTTTTAGCATAACACATTATATACATGCAGCAGTATGTTGAAATCCATGGCAAAAACA
AATATATCTGTTGCTGGTTTTTAGCTGTTTGATAGAACATTTAGAAAAAAGTTTCTCCAT
CACGCACTGCAGTGGATTTTTTTTTTGTTTCACTAGAACTAATGCAGGACAGAAGAATAT
GAGGGAGCCTCTTTGAGCAAACCAGCCTTTTTCAATTTTCTGTTTGAGTGTGAATTTTGT
GAAAATGTGGCCAAATGTTTATGTGCTTGATGTTTCTGGGGAAATGTTGTACCTAATTTA
TGTGTCTATTAAAAATGTATACTTTGATATCATGATTCTTATGTTACATGTGGTGGGAGC
TTTAAATACATTTTCTTTTGAAAGTATAATTTTGCTGCCCGTAGAAATTCAATAATAACA
CAAGTGTTAAATTGGTAAACAAAATGTACTGTGGATGAAAGAAGACAATCATAATTTTGC
TATTCCCAGCATTTCAGATATTAAATAAAATTGATGTTTGTTCTATGAATGCATTGAATT
TTTCTGGTCACTGCACCTCATCTGCTTTTCAATNGTAAAGTTCTATAAGACTGGAAGCTT
TATT
>CL2468Contig1
ACCGTCTGAAACTGAAATGCTGAAATGTAGTTTTGTTTCTAAATCCCTTATAATTTGATG
GGTTACATGCGTCAATCTCGCGAATGGTTTTGAAACTCAATATTGCTTAAGGAGATCAGA
CAGTTTAAAGCTCAGTCAACACCTTGGCGGCGACGGGCTATGGGAAAAAAAAAGGTTCCA
CCGACACAAAAGTCTGAGGAGAACGGGTTCAGAAAAAGTGTGCTTCTTTTACCTTTTTCT
GCTGCTGTCGGATCTACAGCATGAACCTTTCCCAAAGCAAAGGATCTTCCATCACAGGCT
TAAAATCATGATTCAAACATGGGTCAGGCTTTACAAAACGGACATATTTCTTCTTTATTT
TTTTATTTTTTATTTTTTACTTGTTCTGTCCAACAGCTGAGCAAACAGATTAGAGCTGAA
GGCTTTTTGTGTTGGACAGGTTTTACTATCACAAAAAGAGGTTATATAGTTTCAAGAAAC
CAGGGTGTAGATTTGTATAAACCCCTTTTTGTTGTATTTTTTTTTTAATTTGTTACATTT
AGTGTGTGTGAGGAGGGAAAGGTGAAGAATGTGAGGGGGGGGTGGAAAAGAGTAAAAGGA
GAAGAGGTGAGAAAGTGGGGGATACAAGTACTGATTTGAATAAGTTATTATTTTAAGCTG
TAACAATTATACCAGATCTGCTGGAAAGACAAATATTACATCAAAGGTGAAATTCTGACA
CTAAGATGAGTGGAAAATATCTGTCCATCAATACACCTGTGGGTTAGGAGGAGGGATGAA
GCANACAG
>CL2468Contig2
GCTGGTCTGGCTGGTCTGGCTGGGTAGGATCTGGCTCCCTTTATGAACACACGGTTCACG
TCGGCAGCATGCATGTATCTCCACCCCCACGTGCACGTGCACACTCCACACCGCTCCCTG
TCTGCTTCATCCCTCCTCCTTACCTACAGTGTATTGATGGACAGTTTTTTTTTTTTCTCG
CTCATCTTAGTGTCAGATTTTCACCTTTGATGTAACATTCGTCTTTCCAGCAGATCTGGT
ATAATTGTTACAGCTTAAATTAATAACTTAGTCAAATCAGTGCTTGTATCCCCCACCTTT
TCACCTTTCTTCCTTTTACTCTCTTCCACCCTCCCCTCACATTCTTCCCCTCTCCCTCCC
CACACACACTAAATGTAACAAATAAATAAAAAATAATACGACAAAAAGGGGTTTATACAA
ATCTACACTCTAGTTTCTTGAAGCTATATAACCTCTTTTTGTGATAGTAAAACCTGTCCA
ACACAAAAAGCCCTCAGCTCTAATCTGTTTGCTCAGC
>CL2469Contig1
TTTTTTTTTTCTGTTTTTGACAAAAACATATTTATTTGAAGAGAAGCAAACAGATTTAAA
CAGAGGTCATTCTCCATGATCCACAGCTACAAACGTCTGCACTGAAGAAATCTGCTAAAA
GGTGAAGATGAATGATGAAGAGGAGGAACTGGAAAGAAAATCATACAGAAAAAGCCCCTG
AAACCCCCCAGAACAAAAACAAGTAAAATCAGAATCTACCATAAGTTCTGACTGAGAATT
ATTCATCATAAAACCACATTAAACCTGCATTCACACCACAAAAATACAGGTGACCTTACT
GTACACTGTAGCAGAGGCTGCAGAAGTTTCCAAACAGCTCAAAATCCACAGGCTCACTGC
AGCAAAGAACTCTGGGAGACTGAGTTCAGTGGTTCCCTCATCACTTCCCCTTTCAGTTTC
TTCAAAGAAATCCATCAAAATAGAGAGTCTGGTCAACCACTAGTCCAACAAGCTCCCAGT
GCTCAGAGGAATGCTGGCAACACCACTTCACCTCACACGTGCACGCACACGTGCACTCAT
ACTGACAGAAGTGTCAGATACAGTACAGACGACAAAACACTTCTGAAACAGCTAAAACAC
TGAAGGACGTTCACTCAGTCAGCTCGGGCCGCTGGCACCACTTTACGTCTGATTCTTGAC
GTTCCAGCGAAGATTGAATGATGAAGAACGGAGACGTGAAGCAAACAAGGCAGGAGGACG



TTTACTCTGAGATGCAGCTTCTAAAGTTT
>CL2470Contig1
GTTTGCTTGTCTAAGGTTAACTAGAGACATTTCACAATTGGTAAGTTCGTTTGGTCCTCT
TCTGTAAATCATTTTAAACCAGGTTTCAAATATAAAATCTTAAAAATGTGGAATGAATGT
AGTCTTTTAGGACATGTCACTCGTGTTTGCAGCGAGATAAAACCCAGATCAGATGTGGTG
GAAATGCTGTTATTTGTTGTCTGAGATCATTCAAATCATTTGCTTGTTTTAGAGAGGTTT
AGGTACCAGTGCCGTTCACGGAAAATGCAGTATAAACCGGTAAGATATAAGCAAAGAAGT
TCCGGGTATTATTTCATATATCAGTCATGTTCATTCGTGCTGTAATTCTGTCCTCCATCT
ATTGGGGTTTTTTGGGGGATCATTTTGAAAATATCTCAAGTTTTTTATTGTTTTTATCTC
TGAAGCAGTTCTTCTTTTGCAGGTTTCATCAATCACAGACACCCAGCACTTACTTTCATA
CCTCAGCTTTTGCATCAACACCCTCAGCAATCACGGTCACAGAGGAACCAGACACGCTTT
TCCAGAGAGTTGGGATTTTGGTGAAGGGCCATGACAGAGCGGTCCTCGACAGCTATGAGT
TCTTTGCCACTCTGGCAGCTAAGGAGCTGGGCATCAATGTTAACAAAGTGTTCGAACCAC
CAATGGACATAGATAGGCTGACACTCCTGAAGTCTGTGCACATCTTCAAAAAACACAGGG
TTCAGTACGAGATGAGAACACACTATCGACATATTGAGCTATCGCATATCACAGGTTGCA
CGGCACAAGTGTATCTCGAATACATACAGAGGAATCTCCCAGAAGGTTTAGCCATGAAGG
TGACAAAGACGGCCATGGAAAAGATACCAGACCACATCCTTGAACCCATGTGGAAGTCCC
AACCCACTGATGAGCCCAGCCAGTAGAAACGTTTCTGTCCTTTTGTGTGTTCTG
>CL2470Contig2
TTTTTTTTTNTTTTTNTTTTTTTTGGATTAAATTGATCAATTTACTTGCAAGCACAGAGT
ATTGGGACCCCACTGGTGTTTAACAGAACACACAAAAGGACAGAAACGTTTCTACTGGCT
GGGCTCATCAGTGGGTTGGGACTTCCACATGGGTTCAAGCATGTGGTCTGGTATCTTTTC
CATGGCCGTCTTTGTCACCTTCATGGCTAAACCTTCTGGGAGATTCCTCTGTATGTATTC
AAGATACACTTGTGCCGTGCAACCTGTGATATGCGATAGCTCAATATGTCGATAGTGTGT
TCTCATCTCGTACTGAACCCTGTGTTTTTTGAAAATGTGCACAGACTTCAGGAGTGTCAG
CCTATCTATGTCCATTGGTGGTTCGAACACTTTGTTAACATTGATGCCCAGCTCCTTAGC
TGCCAGAGTGGCAAAGAACTCATAGCTGTCGAGGACCGCTCTGTCATGGCCCTTCACCAA
AATCCCAACTCTCTGGAAAAGTGTGTCTGGTTCCTCTGTGACCGTGATTGCTGAGGGTGT
TGATGCAAAAGCTGAGGTATGAAAGTAAGTGCTGGGTGTCTGTGATTGATGAAACCGGTT
TATACTGCATTTTCCGTGAACGGCACTGGTACCTAAACCTCTCCATCGTGAAATGTCTCT
AGTTAACCTTAGACAAGCAAACAGTTGTCTCTGGGCAGCCATGACTGCTGCCATGTCTTG
AGGGAGGTGAAAAAGGAAACGTTTAGTCTCTACTGCCGCCTGGTGGTCCCCCGGCCATAA
GGCCCGGGT
>CL2471Contig1
AACTGCCGGCGATTTACGGAGGCAAACTGACAGATCCTGATGGAGATCCACGCTGTCGGA
CTAGGATAAACCACGTCGGACCGGTTCCCCCCTCCTACTATGTGCGGGACCATGTTAAGG
TGGACTACGAGCAGTCCATCACCGTGAACCGGGCTTCCTCTCAGCAGCAGGACTACGAGA
TTCTGTTCCCCGGCTGTGTTCTCAGGTGGCACTTCGCCAGCGACGGGGCGGACATCGGTT
TTGGCGTTTTCCTAAAGGCCAAAAAGGGGGAGTGGAAGAAGGCTGGCGAGATGGAGGAAA
TCATTCCCAACCAGCGATACAACGCTCACTTGGTTCCTGAAGACGGATCTCTGACCTGCG
AGCGTCCTGGAGTCTACGTGCTGAGGTTCGACAACACCTACAGCATCTTCCAGGCCAAGA
AAGTCAGTTTCACTGTTGAAGTTCTGCTTCCTGACCAGCGGAAGGAGCCGGAGGGCCACA
GCACCCCCCTGTAGGACCCGAGTTCTGCTGAGCGGAACCAGAACCTGCTGGCCGAGAACC
AAACACTTTTCTTTTTTCTAAACAATCAAACCAAGAATGAAACAGAATTCAGGTAAAAGA
GAATGAAGAAGCCAAAGTGTGGAGCAGCAGCTGCAGACGCCGCTCAGCAGTTGCTTCCTC
AGTCGCTCAGAGACGGCGTCTCCAGAGTTTGCTGTCCGTGTGTGAACGGGATCTGCAGCA
GGTCCGGCCTGCACCGGAACCAACGCCTCTGCTCTGCTTCTCGTGCTAATAAACGTCTCA
CTCTCTGAAAAAAAAAA
>CL2472Contig1
TTTTTTTTTTCAAAGGATAATGTTTTTATTGAAGATTACAGATAAAAAGAATGCTTTCCA
ACCAAAAACTCCAGAATAAGATTATACACAAATTTTCAGCACAGCAGTATTTTGGTGAGA
GCACCAATGAAAACTGAGAAATTCAACATTAACATTTAAAAAATGTTTCCAACATAAGAA
AAAGTCACAAAGTGACAATAATTAACTTTAAAAGTGTGTAAATGGACACAAGAATTGGAA
TAAACAGTGTTGTAGAAACCCTAGTTTTCCATCAATTTGAAGACACATTATGTTTCATTT
ATTTATTTAACCTAAAAAACAAAACAAAAAAACTGACAATATGAAAGAGCAGCCATAAAA
TATGCCAATATAATGGCAGTGTGAAGCCGTGGCAGTGAAACCTATGCTGACCCGCAGTCT
AGTGGGGGACAGATAAAATATACAAAGACAGGAGTCAGTCAGTTGCTAGGCAGTCTCAAC
ATTTCTTGGAGGGGCAGGTAGGTGGGAGGAGCCTGTGAGAGTTTGTGCGCACCCACGGGT
GGTCCATAACCTTCTGAAGGGGCAGACGATCGTTGGGATTGTGACGAAGAAGTTTGGAGA
TCAGGTCCCGGGCACCATCAGAGACGACCTTTGGGAAGTTTAAATCCACCTTCATAATCC
TTTTGTATGTGTCCGTATGACTGGCAGTTTCAAACGGTGGATTTCCGACCAAGCATTCAA
AGCAGAGGACTCCGATGCACCAGAGATCCACCTTCTCACTGTGGGTGTGTCCCTCGATCA
TCTCTGGAGGAAGGTAGTCCAGTGTCCCGCACATAGTTCGCCGTCTTAAAGAGGGAGCGT
GGACAGACCAACCAAAATCTGCTATTTTGAGCTCTCCACGATAGCCAAGGAGTAGATTCT



CTGGCTTGATGTCACGATGAATCACTTTCTTCTCATGGCAGTACAACAATGCATCAGATA
TTTCCTCCATGTAAGTGGCCGTGCGCTGGTCATCAAACCGTTGATATTTCTGTAGTTCTT
TGTACATTTCACCACGAGGGGCATACTCCAGCACCAAGAACACCCTCTTGCGGTCATGGA
AGTAATTGTAGAAGCGCAGAATGTTAGGGTGCTTGAGATGGGCTTGGATCTCGATTTCCC
TCCTCAGCTGATGCTCCACACCTTCTTTCTCCATCTGAGACTTGAACAGCACCTTCAGCG
CCACAATGGCTTGCAGCTTCTTTACCCTCGCAAGGTAGACATTGCCAAACTTGCCCTTTC
CAAGAGGCCGGCCAATGTCGAAGTCGTCAATGGAAATCTTCTTAGGCGGAGAAACAGATG
AGGTGCCAACACATTCTCTGCCTGGACCTGTGACTGTGCTTTTATTCAGTTCAGCTCGGG
GCTTTGCCAAAACACGCTGAGGTCCAGTCACCATGCTCGGGGTTGCAAACGGTCTATGAG
GGCCCTTGGGTTCATGATTCTCCTTGTTCTGCATTTCGAAGAAATATATTCCTATTGACA
ACGAAAGGTGGAGACTATTCCTCTCGTTGTTAACTTCCTAGGCCGCCAACGTTTCAAAAT
CCTGGTTGGGACAAAATCCCCCGGCCATAATGNNCGGGTCTN
>CL2473Contig1
AAGCTCACCGGCTCGTCTTTTCTTTGCGTGCAATAATAGCTTACTTGGAATATTTTGCTT
TGGCAGCTAATCATTTACTGTAGAAGTAAAAAACAGTCTTGAATCATTCCAAAGTTTCTA
ACCCCGTTTGGATTTTTTGTTTTCTTGGATTTCTTTAGAGAAAATCCGACATACTTGCAG
AGAACCATCGCTAGAGAACAGGTGTGGAAAGAAGATTGTTTAAAAGGATCCAGCGAACAT
AAAAAGCCATTTTCTTTCTGTAGAAACCCACTTCTGCAAAACTGTCTTCATCTGCATCTG
ATGAGTTTTAGTGTCATACTCACATCTTGCCTTTTTTTTTTTCTTTCTTAAAGAGATTAC
CTTTTTCTTTTTTTATTAAGTTTTTTGGTTTAAAGTAAAATCTCATGTAATCCAAATAAG
GAAAACGTTACTGACATGAAGTTGAAGTTGCACTCGGTTTTTTCAGCTCACCTGCCGCCA
CATCTGCCGCCACTGCTGGGACCATTTGTAGTCTGTTTAGTTCTTGTTTTCCCCCCTTTT
TTTTAAAATGGGTTTTATTTTATGTAGACATGCTTAAAGGTTCTTTTAAAGTGAATGTTG
CTGTCATTTAAATTGTCAAACCAAAAATCTTGGATGTCTTTAGCAGTTGTAAACTCAGAC
GTGTTTTTGTAGCCAGACTGTGCTGCTGCTCTTAGTCTTAGACTCAGATATGAAGACTAT
TTAGGACCCAAAGGGGGACAAATATCTGTTGCTCTACCCGTGTCACAATGGTTTCTTTTT
ACTAATGGTATATTGTGTGTCTGAAACAATGAAGTAGCAGCTGTGGAGACACCTTTGCAA
TCAAGCCTTAAAATTAACATTAAATTGCTTTTTGAGCTAGCAAAAGGCTTTGGAAACTGA
ACTATGATGTTACAGGTATGTTTGTTTTTTAGCCCCACCCTCCTTTCCTTTTCCAATGGA
TGTGTTGGCTTAAGCATTTGGCACCATTAAATGAGAATGTTGGGTTAGTTGAAATGATGC
AATAAATTTTAAAATACATCTCAAAAAAAAAA
>CL2474Contig1
TCGGCACGAGGCGAGAGCTTTCCAGAAGGTTTCAACTAGTGAAGAAAATCCATCAATCTT
GGGCTACATTTAACTACACGATGATTGAGGTGATTTGCAACGATCGTCTTGGGAAGAAAG
TCCGGGTCAAGTGCAACTCAGAGGACACAATTGGAGACCTGAAGAAACTAATTGCAGCAC
AGACGGGAACAAGATATGACAAAATTGTACTAAAGAAATGGTACACCATCTTCAAGGATC
ACGTGTCTCTCGGTGACTATGAAATCCACGATGGCATGAATCTGGAGTTGTACTACCAGT
AGCAGAGAGCGGAGGACCGGGGCCAGATGATGGCAGGATCACATGTGGAGATTGCATCCA
TACACCAGTGTGTAGCTGGAAACCACCAAGATTTGACATTACAGCTGGGAAAATGGCTCC
ATCTAGCTCAAGTTTAATTTTTTGATCACCATCTATTATGTAAAACTTGTTACTTTGCCT
TTTTTTTTTTGTCTAAATATTTTTGAAATAAATCTGAGAGGAACAAAAAAAAAAAAAAAA
AAAAAAAAAA
>CL2475Contig1
AAAAAAAAAAAAAATCAGATCTTCAAGATGAACCTGCAGGAGCAAACAACCATCTGCTTC
AGGTCACTCCTTCCAAACCTTTGATCAACACAGATGCATGGGAGCCAAACCTCTTACGAT
GCCTTACAGCCTCAACCAACCGCAAAGGAAGCTTCTAGATATGCAAATGATTATTCTAGG
GAGTGTGGTAGATTATTTTAGAAATCATATCACTGTTATTATGTATATTTTAAAGTCCTG
ATGATCATATCTCATCTTTTTGTTAAAAAACACAGATGACAAATACTCTCCTGCAATATG
TAAGCCTTTTGTTTTTCTTGTACCAAGTAAATTTTACTTTCACTTAAATGACCTGTAATG
AATGCAGCTTTAGGCAGCACAGAGCAAAGCTACAGTAAAGTTTACTGGCTTTAAGCATGA
CAAAGCGTGATAGTGTTTTTCATTTGTGTAAATATCGCTCATCCCGCCTACTTTCATTAT
CTGAAATCCTCATATTTGAACATTAAAGTAGATGAGAGACACCATCAGCACTAACCTTAG
ACTTTTTCATTATTTAGTAACAACTAAAGACAAAAAAGGCAGGGATAAACAGAACTGCTA
AGGCATACAGGAGCATGGAAGTTTTGAAGATTCTCAGCAGTTCCTTTCAATACATTCAAA
A
>CL2475Contig2
TTTGCGGTTGGTTGGGGCTGTAAGGCATTGTTGGAGGTTTGGCTNCCNTGNATTTGTGTT
GATCAAAGGTTTGGAAGGAGTGACCTGAAGNAGANGGTTGTTTGCTCCNGCAGGTTNATT
TTGAAGATTTGATTTTTTTTTTTTTTAATTTTGTTGCAGTTTTTCATCTTGATATGATGA
AACTGTACTTGTTTTTCTATTTATAGTGTAATTTAAAATAATTTAAAATCCAAAATGCTG
TTGAAGGAATAATAAATATAGTTCATTAGAATGAATTAGGTTTGTCAGAACTACAGGATA
AAGGTTGAATGGACTGTCAGCATTATTATTGATCTGTACATTCTTGAATATTGTTCGTCT
GCCTCCTTTTTAGCGATTTACAGTGATGGTTTATTGGTTTGTTAAATGTGTGTTTATTTT
TTATTGTCTTTCACAAGAAAGTCCTTAAATCGTCTTTGTGTCCAGCTATAAAAAGCCAAT



TTTTAAAACCAGAATTTTTGTGTTTGAAAAAGCTGTAATGATTTTAATGACCCTAAATAA
CTGTTGTCACAATGCTGTCTTTATTTGAAACTGTATGATGAAATTAATCATTGCCTTTGT
TGACAATGAATAATAAAAC
>CL2476Contig1
ACTCCAGCGTATGCACCATACTGGACCGGGGTGGCTTCATGTTCCTCTACAAGGAAACGC
TGAGTTCGCTTGACAACAGAAGGATCAGAACCCATGAAGGGGATTGCATACTGCTGGATC
TCATTACTGTAGAACAGAGCTCCCCTGGGTTTTAGTTTTGGTCCAACAGGGGGTAGAGGT
CTGTGATTAAACTTCCTCCTGAGACTCCGCAGCTTCTGGCTGTCGGCAAAACCATAGATA
GCAGACAGCCACGTGCCATCATGGATACACCCACCATCTGGTCCGGAGCTAACAGTCAGG
AAACTCTCAACTGATGCCAGGGTCCCCTTAAACTGGTCTCTGGTGAAAAGAACTCCCATG
TCTGCAGGGATGGAGTCAAACCCGCAGCTCCCGATGACGTACACACCCTTCTCAGCAGCC
TGGCTGCTGTAGTTCAGCTGCATGCTCTCCAGAAACTGTGGTTCGCCACTGATGTCGATA
TGGTGGGCTCCATTCTCCACACAAGCTTTGACCACTGGCTCGCCATAGAATCTGTAAGGC
CCGACGCAGTTTAGAACAATGACCGCCTGTCTGCACATGGCTGCAAGAGAGTCTGCCTCT
GCTACATCTGCAACAAGTATGTCCACTTCTGTCCTGAGTTCAGGCTTACTCAGAGCTCCG
GCGGCCTTTTCCAGAACTTTTTCCAGCTTCGGCTTGCTCCTGCCTGCCACGGCCCATTTC
AGGTTCCCACCCGGACCTTCGGACACCGTCCGCGCTACCTCCTCCACCACGAACTGCCCC
GTGAAGCCGGTGGCTCCAAAGATAACCAGGTGGTAGGGCCTGCTTGTGGATGTATCGACG
CGTGCCATGGTTACTGCAGGGAATATGACAGGAGGGCTCAATGCAAAGACTCAGCCTCTC
TTGTCGACTTCAGTTTGACAGAGGGCTGTGC
>CL2477Contig1
CCTACTGGAGAGGCCGTGAAGCATCCTTCCGTCATGGCGTACGTCTGGGCTAAAACCATT
GTTAATATGCGATTTCTTTCAGTTTTCTTTTTATTTCTACTATGTCTTCCGATCGGAGGA
GGACAGAAAAAGAAAGAGAACTTGCTGTCGGAAAAAGTTGACCAGATGATGGAGTGGTCT
TCTCGGCGCTCGGTCATCCGGATGAATGGGGACAAGTTCCGACGTTATGTCAAGGCTCCA
CCCAGGAACTACTCTGTCATCGTCATGTTCACAGCTCTGCAACCTCAAAGGCAGTGCTCT
GTCTGCAGACAAGCAAATGAGGAGTACCAGGTCCTGGCTAATTCCTGGCGTTACTCGTCT
GCATTTTCCAACAAACTGTTCTTCACCGTTGTGGACTACGATGAGGGAGCAGATGTATTT
CAACAGCTGAACATGAACAGTGCCCCCACCTTCATGCATTTCCCTGCAAAGGGGAAGCCA
AAGAGAGCAGACAGTTTTGACCTGCAAAGGATTGGCTTTGCCTCAGAGCAGCTGGCCAAA
TGGATCGCCGATCGAACAGATGTTCAGATCCGTGTCTTTCGTCCTCCTAATTACTCTGGA
ACTATCGCTCTGGCTCTCCTGGTGTCACTGGTTGGAGGTCTGCTGTATCTGAGAAGAAAT
AACCTGGAATTTATCTACAACAAGACTGGATGGGCCATGGCTGCATTGTGTGTTGTTTTC
GCAATGACATCTGGCCAGATGTGGAATCACATCAGAGGTCCTCCATACGCCCACAAAAAC
CCACAGAATGGACAAGTGAGCTACATTCATGGAAGCAGCCAGGCTCAGTTTGTGGCAGAG
TCACACATCATTCTTCTTTTGAATGCTGCAATCACCATGGGGATGGTTTTGCTCAATGAA
GCTGCTACCTCCAAGGGTGATGTGGGAAAGAGGAGAATTATCTGCCTGGTTGGCCTGGGC
CTGGTGGTGTTTTTCTTCAGTTTCCTGCTCTCTATCTTCAGGTCTAAGTACCATGGTTAT
CCATACAGCTTCCTTATTAAATAGAAGACACACACGTCGAAGGAGGAGAGAAGATGGAGA
AAATACTTGAATAGCTGGAGAACGTATCACTGTTTGTTGTTCTCTCAAACCTTCAGTGGA
ATGGTTTCTTTTACTGTAAATCAAACTTCTTAGGTGTTTCTGTTTACTTCAGTCAGAATG
TTTTTGTGTCTTGTAGCATCATTGTCAGAGCTGTTTTGTGAGGTTTTCTTTAGTTTCTTC
GCACATTCCCTGTGACAAAAGAATGAAATTGGCTTTAAAAGTTGTGTTTTTTGGATCTTT
TTTTTTGCTGAAAACTAAAGTAAAATGTTCATTCATGAAGTACGATCAGAGAACTTGT
>CL2478Contig1
GTGTGGTCTGAGACTGTCAGACGGAGGAACAACATGGATCCGAACACGACCATCCTGCGG
GTTAAAAGGAAGCGGGGGACAGATCCCGCGGACGCTTTGCTGCTCGCATGTAAACGGATC
CGGCCCGAGTCTTCTCAGAACTCCGGCGAAACGGTACCGGAGCCCAATGAGGCCGAAGTG
GAGAACTCCGTCTTCAAACTCGTGGCGACTGTCGGGACTCAGGATGCTCCCGTGCAGACG
CAGGTCCGGCAGGCTTTGGCCCGGCCCCGCGTGGCCCACGCCTTGCGGCCCTCTGCCACC
AGCTTCCAGCGGGTCATCGGAGACTTGCGGAGCACCAAGTGGAGCACCCGGAGAGAGGAG
CGCTACAGAATACTGTCGAGCCACCGTTCAGAGCTTCCAGCCCCGGCGGAGCACCAGAGC
GTCCAGACGGAGGCTCCCGAGGCTGCAGACGAACGCGGCAAAGCGACGGTCAAAGGCTGG
GATCTGGGAGAAATCCAGGTGGTGGATCTAATCCAGGAGGTGGAAGAGGACGACAAACCT
TTAGACAAGATGCTGCCGTCGGACCCAGAGGCCATTCTGTGCAACAACACCAAGATGCTG
CGCGAGCGCCTGAGCATATCCGGAGACCGGCTGGGAGAGGAGCACCGAGAACGGGACGAA
GATTACGTCTATGACCTGTACTACCAGGAAACGTCCACACCAGGCTGGATCCAGGACATC
CTGTCTGTCAGGGCCTACGCTGATGAGGGAGAACTGGTTCCAGATCTGGTGGTTCATGAA
GAGGAGGTGTATGAAGACGAAGATGATGAGAACGAAGAGACCAACTGGAGGAACGACTAT
CCCGATGAAGACAGTGACTCGGACAGAGAGGAGCGCTTTGGAGGTTACTGGGAGGAGGAG
CACTCGTACAGCCGGAGGAGCTGGCAGAGCTACCAGCGGGAGATGCTGCAGGAGCTGGGC
GGTGGTGAAGAGGAGGAAGATGATGCAGACAAATACGACTCTGACTGATCTGAGCCTTAC
CGCTTCCCGTCTCCCCGTCCCCCCCCCTCTCTCACGACACCACACTCTGGGCCTCTGTGT
AGTCGATGACGCAGAAAACGGCGAGCGCCAGCTTGAGCAGCGCAGGTCGGATGTTTAAAT



CAAGCCGTGTGCCAAAGTGATGGAACTGGAGGAGGTTCTCGTGGTTCCAACCGTCTACTA
CACAGAGCGGGAAGGAGTTGGTGTCTTTTCCACTTTTATTTTGAAATCCTGTTGTGGAGT
AAATTTGCGTGTGGATGTTTTGTCAAACTGTGTGTATGTCAAGAGTTGTTGCACATTAGT
GTGAAGTGCTGTAGTGAAGCGTCTGGGCAAAGTGTGCTTGCATTTAGGGTGTTTGCATTT
TGTGCATGGTAGCGCGTTTGTCGGCCTGTGTGGTAGACTTTTGCGGGCGCAGCGTCAATT
TTCTGTTGTGTGCTGTGGTTGTTTGCTTCTGGAACTCCTCCTTTTGAAGTTTACTCCTCG
GATGCTTGTTGGAAATAAAGGTTTTTGTAAATATGTAGA
>CL2479Contig1
AAAAGCATCCACGGACTCCTAAGAAGCGCTCGCCACCAAACTGAGGCTACATTTGTTCTT
CAACCTCACCGAAGCTTCACTAAAGCCAGAATGGAGAGAACTATTATTCTGCTGATTTCC
ACACTGGTCCTTCTTGTGGCTCCACATGTCAACGCACAGTTTAACTTCACCAGGACAACC
TGTGAGATGTCCAAAGTGTGTGTCACGGATCCCAATAAATGTGACCCTGCGGGAAACAGC
ACCTGTCTTTTTGGATCGTTGAAAGTCACGTCCCAAAATCCTCCAAATGGCTTCAACCTC
TACAACGAGCTCAGTGGAATGTCCTCGGGATACATCGCTCTGGGGCTCAAACCCGGACAG
GGGAACACCACGCTGTACATCTGTGGCAGGAACGACACCAACAATGAGACCTTCTTTAGC
ACAATGTTGCTCAGCGGTGAAAACAATACGCTCACCAAGCTAAGCACGAGCATGGCAATG
TTTCCTGGTAACATGACTGCCGGTAAGATCCAATGTGTTTTCAATGTTACCAACCTGAAT
GCCACCACCTCAACCAGGAGCTCCCAGGACTCCACATTCACTGTTGTGATTGGAAATGGA
TCGGTAACAGATGGTGTCATCGGGAACTTTATGAAATTAAGTTCCAGAGGACCTCTGGAC
CTGAATAATCCAGCTAACACTACAGCCAACACCACAACCGTACCTACCACAACCATGTCA
GCTGCCACCTCTGTGATGCCCTACCACGCTGTGCTGGTCCTGCTCGGCATCCTGGGGATG
AC
>CL2480Contig1
ATCCGATTGGTCAATGCATAAAGGGATTTATTTGATTTGTTAAATGCTTCAAGCTGCCAT
AAGGTTGTATTAACACATTTAAGGTTTACGATTTATTGCGATTTTCGCTACCTTCTGCGA
TATGCATACTGCAGAGCTGGATATTGCGATAACGTTACATTTGCGGAATATTGTGCATGC
CTACTAACTATAGTTTGTGAGGACATGATTGGTCAAGTTTTAAAAACCATGGAGTTTATC
TAGAGCAAAACCTTCATTCATTTCAAAATGAGAAGCATTTGATTTCGACTTCATGGGGAA
CCACATCAATTTATCCATAACAAACGGCTTTGATAGTCTTACTGCAGCACTTGTAGTAAA
TGTAAAATGTTATATCAATTCTCAAATGTCTCATTTTGTTTCTTTTTTTTTAATTGTCTG
GTATGTTTTTTACACTGGTGACACTCAGGTATGCAGCAGGTGTGCATGTCTCCAGCTCAG
GTGGATCCCTTTTACAGCCAGGGCGAGTCTCTGTCGTCTGACGACCAGCTGGACCAGACC
TGGGTCACCGTCTTCGGGTATTTCTTGTTGGTGGGAGCACATTGCACCAGTTAGGTTCTC
TGAAATGTGTGTGTGTGTATATATATGTGTGTGTTTCAGCTTCCCCCCAGCCTCAGCCTC
ATACATCCTGCTGCAGTTCGCTCAGTATGGAAACATCCAGAAACACAAGATGGCGTCTCC
TGGTAATTGGATGCATCTCCAGTACCAGTCCAAGCTTCAGGCCAGGAAAGCTCTGTCAAA
AGACGGCAAGGTGTTCGGCGACTCCATCATGGTGGGAGTGAAGCCCTGCATAGACAAGCT
TTGATTGCTGTCTGTTTTCCACAGAGTGTAATGGACAGCGGTGAGGCTGTCTCTACCCCT
CGCTCTACTTCTTTTTCATCCTCTGTCTTCCCCACTACGCCTCGCTCAGCCATCAGACCA
CTCAGCGCCACCTACAGGAGCTCAGGCAGTGACTACCAGGTGGTTGAAGATAGACAGACC
CCAAGGAAAGACGACAGTTTTGTTTCCAAAGCGATGGAGTACATGTTCGGCTGGTGAAAC
CTGCAGCCGAAGAAACTAACTACAGTGCGTTTGTGTGTGTCTGTGTGTGCGAAGTGAAAG
ATCTTTCTGCTTTTATAATCTCTATTTTTAATCTAATTTTTCCAATAAAACCTGTCTTTT
TTTGTCACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>CL2481Contig1
CGGCACGAGGGGCACCCGGAGCACTTTGTCTGCACCGAGTGTGAGACTGAACTGGGAAGC
CGCAACTTCTTCGAGAAGGACGGCCGGCCGTACTGCGAATCTGACTACTTCACGCTCTTC
TCCCCCCACTGTGCCCACTGCAGTAAACCCATTCTGAACAAAATGGTCACTGCTCTGGAC
AAGAACTGGCACCCAGAGTGTTTTTGCTGTGTCAAGTGCAGCCGCACCTTTGGAGACGAA
GGTTTTCATGACCGTGAGGGACAGCAGTACTGTCAGCAGTGCTTCCTGACTCTCTTTGCC
TCCCGCTGTCAAGGCTGCAGCCAGCCCATTCTGGAAAACTACATCTCAGCTCTTAACTCG
CTGTGGCACCCCCAATGCTTCGTGTGCAGGGAGTGCTACAGCCCTTTTGTGAACGGCAGC
TTCTTTGAACACGACGGCAAGCCGCTGTGTGAGGCCCACTATCACCAGTCGCGTGGCAGC
ATGTGCCACGCCTGCCAACAGCCCATCCTGGGCCGCTGCGTCACTGCCATGGGGGCCAAA
TTCCACCCCCATCACCTCGTGTGCCATTTCTGCCTAAAGCCCCTGAGCAAAGGTTGCTTT
AAAGAGCAGGAGAACAAGCCATACTGCCACCCCTGCTTCATCAAGCTCTTTGGTTGAGGA
CACAACTCAAACGTTTTAAAACAAGCCCCCCAAAGACAAATGTGGTGTAACACTTTTTTT
CAACAGCCTTGGGCACAAAGTGGAACCAATACTGTAAACGATTTGTCTTAAAAAGTAAAA
CAATTTTTCCGTGAAAGTACAACTTTTACATGTTTTGCTAAATCAAATGGATTTTTCGTT
AAAGGATGACAACTTATTTTTCACTTGTAATGTCAAACAGTTAAATTCCCTTTATAATAT
TTGCTTTTTATCGCTACAGATATACATGTCACAGCAGATGCATTCATGTACAACATGCTG
CCAGCTTTTTACATTCATGTAAACCATATCATATGTTTAAAAGCAGATGTTTTGCATTTT
TTCCACCAATCCTCTCCACTACTCGGATGGGAAACAAATTCTAAAGAA
>CL2482Contig1



GTCGACTCGAGCGGCCGCGGACCGTTTTTTTTTTTTTTTTTTGAGTTTGGTTTTTTTTTT
CTTGGAGGGTTTCCCCCCCCCCCCAACACTTGGGACAAAAGTTGTCATTTGAAAGTGACA
ACAAAAACAAGGAGGATATAGTAAATAGTTGCTGAAAGACGAGTGGTTTGCTGAGAGTTC
AGGATTCTAGCTTTGGAAAAAGTAAACAATATTTTCCTATTTGTCCTGATTTTGGATTCT
TTTTCTTGATTCTATAGCGTTGAACTGCAGGGATGGTGGTAGAAGGATGTAGCTTGATAT
CGATGTAGTGTCTAAAAGTACCGTTGTACAATAGTGTGATTCAGAACGGGGGGAACGTGG
AGGACGCTGGTCGCCTGCTGCTAACTGCACAGCTCAGATTGGGCAGTGGGTCCAGTTCAT
CGGCTCGGAGGAGAAAGGGCTTTGTAGTGTGGCAGATGGAGCAGCGGTCCTCCGCCCCTC
AGGTCCTTAAGTGTTCGATAACATCCCCAGTCCTGCCCGGACGTGCAAAGCAACAGCAGA
CTCCAGCTTTCGGGGGGGCTGTCCTGGCAGTTTCTCACTGATTCTACGTCAGACGGAGGA
GGCAATGAGCCTTCAGGCTACAAAAGGGGGAGAAAAGAACTAAACGGGTGAGTTGGAACT
ATAGTCTGCCAGCAGAGAAATGGATGGGAGCTCTTGCCACAGGGGGGCTGGGGCAGATGG
GGGATCCTCAGGTGCAGTTTGTTGGTTCTAGTAAGGAGCAAACCTGCTGTATCCTGCTCG
ATATAAACTGGCCATGGCTCCCACTCCGTACGCAGCGGCGGCTGGAGCCAGGGCGTGGTA
TGGATCCGTGGTGTACACCCGACCATAACTGTCACTGTAGGCAGCAGCTGCAGCGGTTGC
TCCGGTTACGGCAGCAGGTTGGGCGTAGCGGTAGGCGGCGGCAGCGGCGGCGGCAGCAGC
AGCAGGGTAACCTCCCTGCAGACACACGCAAACATATGTCATCAACATATCCCTCATGAA
ACTTCAGCTNGGATGTGTGAATGAAAGAAAATGCAACAAACTGACATTTTGACTAAAGAA
AATCTAACGCTGTGATGACTGTGTGATCATTTCTAGAGATGTTCACGACAAAAAACTTTC
AGTTTATTG
>CL2483Contig1
TTTTTTTTTTGTGTTATGCTTTTGTTTTATTAGTCCTGGAAAACATGTAAGGCATATGGT
AACATTACACACTGAAGCGTTACAAGCTCTAAAGACCATGTGGACAACATGGCACCACGC
AGTAAACCCAGAGTCAAGCACAGAAGCAGCATCAATTCAAAGGGTTTAAAAAACAAAGTT
GTTTGCTAGAAGTGTGTTTGCAGCCATGAGACAAACCTAAAGCTTCAACACAGGAACAGA
CAGGTAAATGGAAATTGAGAAATGAACCTGTTGGGTATGTCTTGCAAAAGATTACTGAAC
ACTAGTGGGGGTGTATTATGGGATGGAGGTGAAGCAAGTTTCTAAAGCACTCCCAGAGAT
GTGGTTTTTTTTTAGCTTTCCAGCCTTCCGTGCTGAAGCTGTGCCTTTTCCTCCTCCATT
ATAAAAACTATCAGAGCTATTTGCAGGATATTTCGCTCATCTACTCTAGTACTGTACATG
ACAATCCCAAAGAGATTGTAGTTTCTCAATGAAGGGATGGCTGTCGGCTAACGTTCCCAG
ACTGAATGAGCGCAGGCAAATTGGGACAGATCCTTCCCCCACAAACACGGAGGTTTGGTG
TGTCTGTGTGAGTGGTTTAATGCAAAATGTGTTTGTTTTAGTAATGAGGAAACCGCCGTT
TGGTATGACCTGAGAAACAAAGAAATTCGCCTCAAAGCTGAACAGTGGGTGCCAAGGAG
>CL2484Contig1
CGTCGCAGTGTGGAACCAAACAAGCCTTCATTTCGATGGAGCAGGGTGAAAAAGACCCAG
GTTCCTAAGGGCTGGTTCAAAGGTGTGTCTGATGGACTGGCTGCAGACTTTGACTATGCG
GTACTGGAGCTGAAGAAAGCCCCCAAAATGAGGCACATGGATCTCGGTGTCATTCCATCA
GTCAAGAAGCTCCCTGCTGGGAGGATCCACTTCTCCGGCTTTGATGATGACCGACCCGGA
AACCTGGTGTACCGGTTCTGCTCCGTGTCCGAGGAATCCAAGGACTTGCTGTATCAGTAC
TGCGACGCCAAACCCGGCTCCAGCGGCTCTGGAATCTACATACGCCTCAAAGAGCCGGGC
AAGAGGAGGTGGAAACGGAAGGTCATTGGGGTGTTCTCAGGTCACCAGTGGGTAGATGTT
GATGGAGATGGGGTGCAGCAGGATTACAATGTGGCAGTGAGAATAACACCTCTAAAATAC
GCTCAGATTTGCTATTGGATCCACGGGGACTCAAAAGAGTGTCAGGTGGCTTGAGACAAC
ACAGCCCCAACCATGTGATCAGGATCCCTCTGGCTCCCTGATGAGCATGAGCGCACACAG
TGAGGCAGACTCAGCATCGACAACAGCCGGACCTCTTCAGTTCATCAAGAGAACCGGGGC
TCTTCAGTTTCTCTAATTTATTTGCTCACAGAAAGAACATTTGATGAAGAAACGTATTCA
GGCTTTTAGATCTTTTTTTATTTTACTCTTTTTTTTGTTAGGTAAATGAATTGACTGAAA
CTGCATTATCTCCATTCTGCATGACAAGACAGACATGCATGTTGTAGAGAAATGGCACAA
ACTTGTTATTGACCAAAACATCCAGGTGAACATCTCAGTTTAATGGGCTAAAAACAAAGG
AATTCTTGGTTAAATTTCATATTGAACATTGTGTCTTTTTTAAGAGTTTTACTTTTATGT
GATTTGTGAGTCTTTTCCTGTTCTCTTTGTTTTTGCAACACGGTGAAATATGGTTTCATT
GTTGTGCACATATGGGGGCTAATCCAGGAGAATTGGTGCTAATTTATGAGACTGTAAGCT
TTTCGCTGTCTTTTTTATTTCTGAAAATATTTTGACGGCCTAGTACTGTAACTGTGCATG
TGAGGTGAGGCTAAAAAAAAGGGACATTCAACTCATTACTTGAGCTGTTTATATTTCTCT
GTTAAATTAAAATTAAAAAGCAGCATTTTTATTATATTGCAAGTTTTAAATTGTAAAATC
TTTAACTTTTCTTTCTCTTTTTTATTCCAAAATCCTTTTAAGTACTAAAAACAACAAAGT
ATTAACCACAATATTTAAAGTCTATGTTTATGTGTGAGTATGATGATCCAGCAATTCACG
GGGCAACTGCTAAATGGTTGATGTATGCTCCCGCAAGTCAAAGATTTCAAGCTGAACAAA
AAACAAGAAAATGTTTCTGCTTTACAAGCAAAAATAAAAAAGAAATGTTTAACAAGACAT
ATTGGGTTATAAATGGTATTTAAAAAAAATCCTCACACCAATTGTGAAGCACGTAGGTAG
TATTATCATGGTTTGAAGATGTTCCATAAGCATCCAGGAACTGGGCTATTAGTCAACTCT
AAAATCTGGGA
>CL2485Contig1
AACCCCCCCCCCCCTGCAGAACAGCTGATCCGATGGATAACCTGAAGGACTAAATCCACC



CCACCCCCGTTCTAAAATGTTAGTTTGATCCTGTTTGGACGAAACCATCACCACGACTTT
GTCCAGAACTTAGAGAACCGTTTGTGCTTATATGCCCCGCCCCTTTTCTTTTGGAGGAGA
GGACGCTAAAGCTCTGCTGAAATGCAATCAAGCCATAACAGAACCTCTGACCACGCCCAC
CTGTGATGTCACAGCGTACCAACCCAGTGCGCATGAGCGCCGCTGCTGCCGCGCCGGCGG
AAGGAAAGCGGCTGAAGCCTGAAGGTCCTCCGGTGACCGAGTCGAATAGTTCCAAACCTG
AGTCGGTCCGGACCCCGCGGCAGCGGGTCCGAACCCCACGGCGGCGCCAGGTCCGGACGC
TGCACGCCAGCCGTCTATCAGGACTGACCCTATTTTTTAGAGATATTTTTATCGTATTTT
CTTGAACCCAAAACTATTTTTGTTGCTTGAAGCCACAAACGCCGCGCGCGCGCCCGCCGG
GACTCACCTGTAGATACACGTGTTTGGGGGGAGGGGGGCATTCAAAGCGAAAAAAAAAA
>CL2486Contig1
TTGCTAAAATGATCTTAAAGGCTGATGTAGGCACACTCAGCTGCAGACATTCAAGTACAA
GTGTTTTTGAGAACAGGCTGGTCTTAACACCAAATATCTGCAGGACAAACACAGACCCTC
GTAACACCGGATCCAACATCAACTATAGTTTAATGAGCCCTCTTCCTTTTCCTCGTCACA
GCTCTGGTAATATATTGAAGATCTTCGATCTAAGGCTCTGTTTTCACAAACTCAGTTAAT
GTTGTTTTTTATTTATTTGTTATTTCTAGAATTCTATAAGTAGATCGACTTTGTTTTCAC
AGAGAACAAATCAAACAGAAGACGGGTGTTCTGGAAGTTTCAGCTGAATGAGCTCCAGTG
GATTTCATCCAGAGATCAGGCCACCTGATCAGCTGAAGAAGAAGGAACATGAATGGCGCC
TTCCAAGTCAGGACGGGGGGAGGATTTGAACTTGGAGTTTAACGACAAATAGGATGGAAG
TTGAGCTCCAGGAGGACGGTAATGTCACAGTCAGTGCAGAGAGGGACCCACTGGGAAGGA
GGAAGAGGATGGATGGATGGATTGACAGAGACCTCAGCCCATGTAGGGGTACTTCCAGTC
TCTGAGGGGGACGTGCGTCTGCTTCACCACCTGAGGAGACGTCCACCTTAGGACGTAATG
AGGACCTCCAGGTTTGTCGTTGGTGCCTGAAGCTCTGGCGCCTCCAAACGGCTGCTGAGC
CACGACGGAGCCGGTGGATTTGTCGTTCACATAGTAGTTTCCTGCAGCGTTTCTCAAAAC
TTTGGCCGCCTCATCAATCACCTTCTTATCATGGGCGAAAACGGCGCCCGTCAGCGCGTA
CGGCGAATGTGCGGTCAATTAGCTGCAGCACCTCCTGGTACTTCTTATCAGGATAGACAT
AAACC
>CL2487Contig1
GCGGACCGTTTTTTTTTTTTTTTTTTGGATTTCATTGTCATAGTTTTCTGTGGAGCGCGT
CGCAAACAGGACCTGCCGCAGCCTCTCTAGCGGCTCATAAGCCCGCAGCCGCTACAGTTT
GAGACAAATGAGCAAAATTTTATTAAAAAGTTTTTTTTCAACAGACTAATTTAAAGCACT
TACAGTAGCTTAAAATGCATCATGTACAAAAGTAACAAGTGAAAACCCGGAGCAGAAGCT
CGTCAATGAATGTTCATTTTTATGCAGATTAACATGTCGAAGTGTAGAAGTCTGCAGATT
TCACAAGTTTCTATTTTGTAGACGCCCAAACAGACTTAGATAAACTGTTCCTAAACAGAG
TTGAACTTCACCAGAAAGTCACATCAACCTTTAAAATAGTTTGAAAATAATGAAGGTGCG
GTGCTTCTAAAACCTGTCATGCAGGAAACAAGATTTATGTCTCATAATGAGTGATTTATT
TATATCCACACTATTTAAATATTCATATAAAAACAGTCAACCGTCTCAGCATTTCCACAA
ATTTCCCAGAATTCTTACACAGATTTCTATTTACAGCATAGCTATGTACCTAATATAATT
AAAATATTTGTTTTTTTCTGTACTAAAGGTGCACAATCTGAACATTTTTCACAAGTTCGC
AACAGAAACATTAAATTAGGATGTGAGCAAAGGAAAGGCATCGATTATTAGTCCAGTTTG
CTTTAAGCGTTATTACAGTGTTTAGCTATATTTCAGTTTCCTGACTTCTCCAGAACAGAA
TTTACAAACCTAACGTGTGGTTAGTCTGGTTTTTTAAAGCGGAAACCAGTGGAGGGTTTA
GGATGAGTCAGCTGGTGGTGCATCTGTCCTGTTGAAGTCCAGACAGAATGAAGGCCGGAG
TCTGTGGGAGGATGAAGCTTCGTCTTCCTCTGCTGCCACCTAATGGACAGTTCTCTCCTT
TTGCCGTTGATAATTGTAAGGAAAGAAGCGAACCCTCATCAGGATTTCTCGAGCCGTCTT
CAGTATCTCTACAGCCTTTGAGTGCTCTATGTCTTGGAAATCTACATCATTCACAGAAAG
AACCTGGTCTCCCTCCTGTAGACCGGCTCTGTGGGCGTCTGAATCCGGAACCACCTTTGA
TATAAAGATGCCTAACTGTGACGCTTTGCCCCCTCGGATGTTGAACCCCAACTGTGCTCC
TGGAGGCTTCTTCAACACGATGGTTCGAGGCAGAAACTGGGTCAGCTCGTTGTTGTAATC
AGGGTGATGAACTCGCTCATGAGGGGGGATCCATGCAGGTGGGTTCTCATAAGCAGGAAG
AAACACGACTGGAAGCTGGTAGTCATCATAAGAAAGTTTCTGATCCATTACTGATGAAAT
ACCCTAAAAGCACACGCAAGGTCCAGAAATGAAGCATCAAAATGTAGCCGACTAGGAAAA
CTGAAAGCTATCGGTGAACTCTCCCCGGCCATAAGGCCCGGGTTTNACGGCCG
>CL2488Contig1
CCATAATCGGGATCTGGTTGTTATACAGTACAAACACGTGGTTCCATTGGTGTAATGGGG
TGAACTGCACTAAAACGGCTCCAAGCACCAGATCGTTGCTTCGAATAGCATCTTCTGTCG
ATGAAAGGGGCATCGGGGCAAAGAGGGGGTCTAGCACCATGAAAAAAAAAGAAAACAATA
AATTCAACTGCCCCCCCTGATTGCACTGCCCCTGTCCACACTACCACCACACTACAGCTT
TGAAAATACCTTGTAGCCCCTCCTCAAGTGAAGCAAGTGATATGCAATAAATATTTCAGA
AACCAACCATTTACAGTATAAATAAATGTGACCATTTACAGGGTGTTTTCATATTCTCCA
TGAGGAAAAAATAATAATCCAAAAGCCGGAGAAAAACGACAACAAAAGGAGGTATAAAGG
AGGGGAGGAATGCCCCCCCCCCCCCATGCAGTAATTTAAACAGGATCATTTCCAGCTTGT
GTTAGAAGAGAAGAAAACAAAATAACTTTCTTTTTTTTTTTTTTAAGGAAACAGATCCAG
TATGTACATGACAGGATGTGCACAGATGAAGGAGGGGGGCAGAGGTGTGATCACAAACTC
ACCGATGAGGGGAATTCATCCAAACTGCTGCAGAAAAACAACAACAACAACAAACAAAAA



CAGCCGTCTGTTCAGTTTATCCAGCTGTTTTCATAACGTCTGAGGTTCCAGTTCTGAAAA
CAGGAAAAGGGGGATTCCTGGTACAAAAGAGGACTGGGGGCTGAAAAAAAACTGCATTTG
TTTATCAGATCTTAAAAAGCTGAATTCTGTTTTTCACAGATGCAGTTGGCTTTTTTTTTT
TTTAAACATGAAATGTGTTAAAAAGCACCCTC
>CL2489Contig1
AAAACTTTATTACATNNGCAAATGCAAATGCATATAAAAGCATTTTTAATACTTCGTTCA
TCTCTTTGGATCTTTTCCTAATGTAATACTTACAATATCCACAATACAATATTTCATTCT
CGAGAGGTCTGTCATAACAAAGAGCACCACAGGCTAAAACTCATCTCAAGTTTTTCCTAA
CTCTTAACTTAACAAGTATAGTACAGAAAATGTGTAGGTGTTCAAACGGAGTGTAGCTAT
AGTGGTTTCTGGCGTTATTTATAGTGGCTTGCAGATATGTGACTGAAGTGAAGCTACAGA
GCAATGGGGTTATAGAAATGCAACTGAGCAGAAGCAGCTGTTATAACAGCAGTTATTTGT
CCTGCATCTTTTCCAGGATGGGAACGATCATGTCAAACTTGGGTCTCTTAGCCGGGTCTT
CGTTCATGCACAGCCTCATCAGCTTACATATGTGAGGTGAGATTCCAGGTGGAATGGTTG
GTCGAAGGCCCTCAAGTGCCACCTTCATGCCTATCTCCATGTGAGAGAGGTCAGCAAATG
GAACTTCTCTGGTAACCAGCTCCCAAAGCAAAACGGCAAAACTCCACATGTCAGCAGATC
TCCGATTGATGTCCTCAGGCCTCTTCTGCAGTGCTTCAGGCGCCATCCATGCTGGTGAAT
ACATGCGACCGGGACACTGGAAAGAGAACTTGGCATCTGCCATGCTCACCCTGGCTGTCA
TGTCCTCATCAATCATGACATGCTTACTGTTGAGGTAAAGCCTTGAAACCATCGGCTCCA
GAGTGTGGAGGAAAGCCATGCCACTGGCAATGTCCAAGGCAAACTTCACTGCTTGGCTTT
GATCAACAACCAGAGTAGTACCCTGGTGAAGTATGTTGAAAAGAGATCCATAAGGCATGT
GATGGGTAATGATGACAGGATGAGGAGAGGGAGGTGACTGACAAGCCCCAAGAACGGGCA
GAATGTTTGGATGAGAAAAGATCCTGAGTTTGGGATGTTCCTCGTTAAAATCTCTGCTCT
TCCTGGTGGTCCAGTCTCGGATGTGCAGCACTTTCACTATAATCTCGTCTCCTTGCCACC
GACCCTGCCATAACTCCCCAGATTGGTTTTCATTGATTTTTGCCAGGAGCGAGAGCTGCT
TGTAATCAATGCCAGCCTGCTTGTTAAGGGTGCCATTACGAGGTCGTGTCCTCATTGTAC
CCTTCCAGAAAGTTTCCTTGTATGGGATTTTGTTCATACTCTGACCCATTTTCTCTGCTT
TTTCTTGTAGAAGCTGTCTTAGGTGAGGCTTGGCTTTGTCCAGAGGTGTCTGTCCGTATC
TGTTGCATGTACACACCTGAGCCCCACTGACTACCAAGTCCTCTGCAACCTCATCTTGGC
CCCAGAAGCAGGCGTAGTGGAGCGGGGTGTTCCCATGTTCGTTGACTGTGTTGGGGTCGG
CTTTGCACTGAATCAGCTTGGCCACAATGTCTCTGTGTCCGTGGCTCGCTGCCAGATGCA
AAGGTGTATCGTCACCGCGGTTCATCACATTAATGCGGGCGCCTCTCATGATGAGCATGT
CGACCACACCGCTTCTACCTTCCCTGCACGCCCAGTGGAGAAGGCTAAAGCCATGGTCAT
CACCCAAGTTGAGATCATTCTCAGTGTTGTCCAGCCACAGACGAACAGCCACAGAGTTTC
CCTCTCGGCACTGTGTGAAGATGTCATCCATGTTCACCCTTCAGACTTTAAAAAGGGACC
ATGGAGCCAGTCGTCCTTTTCTTGACTTGTTTCTGTCCTCCCTCCCCGGCCATAAGGCCC
GGGTTAAACGG
>CL2490Contig1
TCGGCAGAGGGCGAATGCTTACAGCCAGGCTTGTGACAAGAACCTGAGTGTGTCAATCAA
TGGTGATGTGGATGAGGCCAAAGCCCTGTCCAAACCTCCAGATGACTCTCATGATGATGA
AAGTGACTCTGATGCAGAGGAGGAACAGGAGAAAACGAAGAGAAGAAGGCCGACAACTGG
AGGACAGCTGGATGACAAAAGAAAAGAGATGCTGAAAAGACACCCGCTATCCCTGTGCAT
AGACCTGAAGAGTAAAGATGGCAGCATCCTGCATCTCTACTTCTACTATCTAATGAATCT
GAACATCATGACAGTCAAGACCAGCGTCTCTACCAACACGGACCTCACCACAGCCATCAG
TGCAGGGGAGCTTCTGAAGTCAGACACCCTCCTCAGCTGTCTGTACGCCAATGACCAAGG
AAGAGAAACTCCCAATCCAGCTAATCGCTACCAGTTTGATAAAGTTGGGATTGTTTCCTT
TTCTGATTATGTGGAAGACTTGGGTTATCCCTACCAGTGGGTTCAGGACCTTGGAGGCCT
GCATTTTCCATCTGAAACCTCAGAGGGTGTGCTGATCGGCAGCTCTCTGAGTGCCAGTCA
CATGGAGAACACCATGAAGCTGCTGAGGGGACGAGTCCTGTCCCGGCTGGCTCTGCATAA
ACAGTTCGCCTCTTTAGAGCACAGCATCATCCCAATCTCCAGCGAGTGTCAACATCTGTT
TCCTGCCAAAATTATCTCACGCCTGGCACGTTGGACAACCATCAGCCAACATGAGTACAT
GGAGCTTCTATATACGCGTCATGTCACGGATGCTGGGCTTGCAAAGGAATCTGATCTGTA
CTTTATGGCGGTGGTTGAAAGGGGCACAGCTCGTCTCAATGCTGCAGTGGTGCTGAGTCC
GCGTTACCCAGAGATTTCCCCGCTCTTCTTCCTCTCCCTCAGCTGGAAGGGAGAATGCTC
AGGACGGACCGATGACAACCTCAGAGCAATGGAGAGTGAGGTGAACGTGTTTAAGAACGA
GCTGCAGGGACCGCGTCCAGGATACCAGCTTCTGACTAACCAGCTAGCTCGACTGTGTGT
CTGCCTGGATGTGTATTTGGAGACAGAAGGACAAGATGACGGCGTGGAAGGACCCAGAGA
GTTCCCTCGTGAGAAGATGTGTCTGCGCACCGTCAGGGGTCCAAATCGTCTGAAGCCGTT
CAAGTACAACCATCCTCAAGGATTCTTCAGTCATCGCTAAATCGGACTGCATTCTTATTT
TCTTTGGCTAAAACTTTGTCTGTTCACCTTTTCTTTTGTAACTACTTTGACCACAAATAA
CTGTTTTTAAGACTTGGCAAAAAAAACAGA
>CL2491Contig1
GGATGAGAAGGACAAGTGCGACGAACAGACTCACTCTGAACGCCTGAAGAAGCAAAAATT
CCACCAAGCAGTCGTGATCAGCAGCACCATGGCTCAAGGGTGCCTCAAGTTTCTGAAGTA
CACCATGTGTGTCGCCAACTTCCTGTGTTTTATGTGCGGTGTGGCGCTCATGGGCCTGGG



GGGGTACTTGATGGCAACATTTAAAATGGAAGGCCTTGTCCCAAGCCTGGCCAGTCTGAA
CATCCCCAGCCTGCTGCTGATCTGCGGCATCGTCATCACCTGCTTGTCCTTCCTGGGCTT
CCTGGGCGCGCTGAAGGAGAACCGCTGCCTGCTGTTCACGTTCTTCCTGGTTCTCTTCCT
GCTGATGCTGGTGGAGCTGACTGCCGCCTGCTTGATGCTCTGGTATGAAAGGAAGATCCA
AGAACTGCTGGAAAAAGACCTGAAGAAGGGCTTGAATGATGCCAAGCAGAAGAACTCCAC
GGATCAGTCCGACTGGAACTGGGTGCACTCGATGTTTAAGTGCTGTGGAGTCAACAATTA
CACAGACTGGGGGGATCCCACCCCCAAAACCTGCTGCAAAGAAAACTGCGATTCGCTCAA
CCCAACAAACTACAAAAAGGGATGTCTTGAGGCGCTCAACGAATGGTTTGAAGAGAATTA
TCTGTTCGCTGGGATTACTGTCATTTCAATCTGCATAGTTGAGGTTTTGGGAATGTGCTT
CGCCGTCACGCTCTTCTGTCACATCACGAGCTCCGGACTGGGCTACAAGTTATAGAACGG
TGGTGGCATCTTGGTTTTAAAATCAGAAAACTTGTGATTCCTGATCTTTCTAATGCAGCT
AAAGTAAGACCCCCTCCCTGTCCTGAAAGCTTTATGCAAGCAGTCAAATCCAGTGTGAAT
CTGCTTT
>CL2492Contig1
CAAGTTTGGGTGAAAATGGCGAGGACTTAACCACGCCCCCTCCCGATGTTAATCGCAGGA
ACGTCTTCCTTCACTCTCACCATGCAGCACCTGCTTCATCTGTTTTTTTCCTTTTAGTTG
AAGTATTGGAGAGGACGAGGGACAAAAGTGTTCCAAGTTTTATATTTGGAGTAAAATCCC
AGTTCCAGTTTAAAAACTAACGCCTGTTTTTCCTGAGTTAACGGGGCAAGTCCTTCCTGG
CCTGAAACTGGTCTGAAACTGGTCTCATATGGGTCAAAATCAGTTCACAATTTGCTCACG
CCCAGTTCAAACCAGTTTGAAGACTGTGCTCGTCAATTTATTGGCATGTTAGTCAAGATT
TCTTGAAACCGAACCGAGCATAAACACACACGTGCACACATATACAAGTTCATACGTGCA
CTCATGTTCAGCAGTAGCAGCTAACTGCACAGTTCTGTGCATGTGTCTCTGCCATTTGTG
CTGACCGGTCCAAACCAGCTGGCACCTTTATGAGAACAAAGCCAAACTGCTCTCAGCCGG
TTTCATGACTGGTTCCAGTCCAGTTTCCATTCTGGATCAGCTAGAGCAGGATTTCCTGTT
TGTCACCTCTGAACCCAATCTTGATCTCTGAGTGTTTATGCTGTTGGCCCCCTCCCCCCT
GAATGGGATTGGGGAGTTCTGGCTTGTGAAGGACGCCTGTGGAGGGGTCAGAGCGCAGCG
CCTCCTCTGTCACACATGGAGATCCGCTCTGAGCTTCTCACCCGTTTGAGGAGGCAGATG
TTTCTATGCATCTGCAGAACTTGAAACTCTGTTTTTTTCAGGACCAGTTTCTTGGTTTGT
TGTGGAGTTGAACCTCCAGCTTCCCACTCTACTGTAATTCTGAGATTCTTCATTCATATT
GTTGATGTTCTCCAATGTTTCTGGTTTCTTTGCTGCAGTCGAGCGACTCCAGCCGCAGAA
CTAA
>CL2493Contig1
GAGATGAAAATGGAAAAACTACAATAGAACTACAGGCAGTGATGGAAACAGACTCCTGAT
TTGGTTCAGGGTCTCTTCATTATTGTAACAATTTAATAGCATGCACAAACAGCGCCACCT
GTTGGTCCTTGCTGGAGAGTGCGATGCTCAATACAAATCTCTCATGCTGGGTCGGGTTCT
GATGTGAGATGGCAGACCTGCTCCTGACTGAGTCCAGCTGGAGTGGACTGGAGGCTTTTA
AAAAAGTTCTATCTCGTTGTTCAGCAGAACTTCAAGTTCACGTTTCAACACAATTAGACT
CATTTTAAAACCAAGCAAAGTGGATCTAAGCCAACCCAGTCCAGGTCCTGCTTTAATCAA
AGCTCTCCAGGATGGGTTCATGTCCTGTCTCCTTGAGGAAGCGCAGCAGGTCGTCTGGCC
GCAGCCCCATGGTGGCGCTGTTGGTCATGGGGTGGAAATAGATCCTCTCATGACCCCCTT
CCACCAGGTCCCGGTCCAAAACGAACTTTACGCTCTGGTCCTTATCGAAGAGTAAAGCAA
GCGCCGTGGCACAACCCTGACCCACCTTCAGCTTTTCCAACATAGCAGCTTCATCCGCAA
AGCGCAGGTTCCCGCTGCCAACGCCAAGCTTTTTGGCGAGCTCGTTAAGGTTCACCTGGT
GGTCATGGCGAGCCGATACCAGCCAAAGGCCCTTCTTCTTCTTGTCTTTCAGGAAAAGGT
TCTTTGTGACAGCACCACTTACGTCTTGGAGGTGAGGCATCATCTCCTCCACCGTGAACA
CCGGCGGGTGCTCTACGCAAGTCGTCTGGATGTTTGACTGCAGAAGGAACCTCTCCAGTT
CCGCTCGCAGGTCCTCCGACATCCTGACAGAATCCAGAACCCAAGCCCGAACCGAACCCT
ACGCTGGAAGCAGCCTGAGCGCACTGTTCTTCTCGGTTGTCCCCGGCCATAAGGCCCGGG
>CL2494Contig1
TCGGCACGAGGGACTTGTAGAATTTTGCCTATAACGTCGAATTTACCTCCCTGTCTTTTG
TTATTCATTTTCAATTCTCGTGTGAAACTTTTTGGATTCCTTTCTTTCATCATGCTTCAG
TTTCTGGCGGGCTTCACCTTGGGAAACGTAGTGGGAATGTACATCGCTCAAAACTATGAG
GTTCCCAACCTAGCAAAGAAAATTGAAGCTTTCAAGAAGGATGTGGAGGCCAACAAGAAA
CCACCGGAATGAGCAAAGTGTGGACCTTGTTAGAATTTTCTTAAAAAGTTACTTTAGAGG
AAATATTTATTTTTGCGGGTTTCTGGTGCATTTCAATGGATAAAACAAGGCCTTTAACAG
TATTTGTTCATACGCCATTTACCATTCCCAGTTTTTTTTTTTTATATATAAAACTGTTTA
AAAAAAGGCTCTTAACTGCAGTGCATTCTGAAGTGCTTCATATTTAACCAAAAGTTGTGG
GAAAAAAGTAACTTTTTAAAACTCTAAATTTGTCATATGCCAAAGATTTTTGTCATTAAC
ACTGGCAGAACTCACAGCTACATACTTTGCAATAAAATGTTGACAAATCTGAAGTGTTTT
TGTCAAGTGTATTTGTGAACTGCGTGCTCCCACACT
>CL2495Contig1
GCAGCGCGCATCTGCAGAAGTGGCTAAAACGGGATNAAAATAAGGGCGTTTTGACTTTAG
AGCCGGAATAGGAACGTGACGAAGCGTGCATAGACTTGTGTGTTCTGTGAAAAGACCCAC
AGCTCTGGTGACACGTACGTTCAATTTTCTATTGGCGGGGTTTCAGTGGCCGAAATTACC



TTTTGTTTTAGTCGTGATTTCGTGCAGCTTACTAGGAGTCAAAGGATATGGCAAAATTAT
TCCGTGCTGCTATCCTGGGACCCCCAGGATCGGGAAAAGGCACGATATCAAAGAGGATTG
CGCAAAGCTTTGGCCTGCAATATGTGTCCAGTGGCGACTATTTACGCGCGGGCATACCAG
CCAACACAGAGGCAGGGGTGCAGATGAAAACCTACATCGAGAGAGGCCTCTCAGTGCCTG
ATCACGTCGTAACCGGACTGGTTCTCCCCAAACTGGAACAGCTGAGCAGTCACAGCTGGC
TGCTTGACGGTTTCCCCCGCACACTGGCTCAGGCTCTGGTGCTTAACAATGTGTACCAAC
TGGACTTGGTCATCAGCCTCAACATTCCATACGAAACGCTGAAGGACAGACTGAGCGACC
GCTGGATCCACCCCGCCAGCGGAAGAGTTTACAACATGAGCTTCAACCCGCCCCGAGTGC
AGGGGAAGGATGACATCACCGGGGAACCGCTGATTCAGCATGATGACGACAAGCCAGAAG
CTCTGATGTCCAGACTGAGGCAATACAAGGAAGTGGCAAAGCCTGTCATAGATTTGTACA
AGACACAAGGAATCCTTCACTCGTTTTCTGGAACAGAAACCAACAAAATTTGGCCTTACA
TCAACTCTCTCCTCAGTACCAAGCTGAACAGACAGCCGTCCGATGCTCACCAAACGCCCT
GACACTGCTTTGATTGTTAGTCAGCGGGGCGACATCCTCATCACATGCTGGAAGGAGGTT
CATAAACAGTCAGTGTTTTGTTTCTTTTTATAAAATCCTTAGTGCAGATA
>CL2496Contig1
TGATGCTTAATGTACCAGGCTGCGGGCACCAACGGGCAACCTCCCCCTCCCGCCGGTCAA
GCCCCTCCCGCTACCACTCCTGCTTACTCGAACTATCAGCCCACACCGGCCTACCAGAAT
GCAGTCTCCCAGGCACAGAGCATGCCCCACATGTCGCAGGCGGCCCCCACCAACGGCATG
GGTTACATGGGTTACCAACCCTACAACATGCAGAACATAATTTCCGCTTTGCCTGGGCAG
GATCCCAATATGCCCCCCCAACAACAATACATGTCAGGCCAGCAGCCCATGTACCAGCAG
GTGGCGCCACCTGGTGGTTCCCAACAGCAGCAACCACAGGCACAACAGCAAGCGCCTCAN
GCAGCCCCTTGCAGCACAGAGGCACAGCTCATTTGCTTCGACTAAAAGCCTTCATGCCTC
TCCGTCAGACACTACATCTTCTCTCCTCCTTCGGTCCTTCCCTCCTCCCCCCTTGCCTCT
GGACTTGGTGTGATCTTGTGAAATATCGTGAACTTTAGTTTTCCTCACCCCCACTTCCCT
CTAGTACGGGAAAATAAAGGGTTAAAGCTGCAATGGAGAGCTTCATGACCCAGGTCCCTC
ACCTCTTCCTTCCATCATTTCAACTGATGCATATGTGGTATTTACTTCTAAAAGAATAAC
AAGCGCAGAAGTAGTCAACAAAATTCAACTTGAAATGAATAGAAAAAATGATACTAAGTT
AGGACTGAAGAGAGACACAAACATCCTTTGTATCATATTTTTCTAACTTAACTCTGCATG
TTAAAATTGAGATTATCTGCTGGAATGATCACATCCTGCTCGGACATTTTGGGTGGTGTT
GAGAAACGTCTGTGCTGTTTTTAGAGATTGTGAGTGTCACACCTGAATGAAGAGGCATTT
AATTACGTCTTCATTTGGGGCGAGATTTAACATTCCAGATGTAGTTTTTCCCATCATCCA
CACAAACTTTATTTTAACATATATTTATGTGCTGCACATACAGTTTTTTTTTTAAATGTA
GGTTCTTCACAACACATGAAAGGGATTCTACAATGAAAACAATGCTGCCTAACCTCTAGT
AATTACCCCGTAACAAAAAGTAATAATCAAAAATGAACAGCTACTATAAATGAGAAATCT
TTCAGTTCAGAAATCTTAAAATAAAACTTAATTCCTGAACTTGAATAACATGTTACCAAA
TATAAAGCCCCTTTCTAAGGCTAAAGGCAGCACAGAGCCTCCAGTTGCTGCATCCTCCAT
CCACTGGGTTGATGTCCCGCACTGGAAGAACGGCTGAGTGCTCATCCAGTATATTTGACT
ATTGAGAGGTGTTGCTGCATGTTTGCGTCAAACTTTCCGACTGTGCTTTCTGTAACTTCC
ATTCCCAACTGTGGACTTCCTTGTTCTGACTTACTGACTTTAATTTTAAAATTATATTTA
ATAAACATCAAG
>CL2497Contig1
AGTTTATTGTTCTTTTTCGGGTTATGACAATGACCATTTATAAGCAGACAATGGAGGTGA
ACTTCAGCAATAGGTTAATATTGTGTTTAAATCCCACTGTTAACCCCCCAAAAAGGGAAC
TCCAATCATCAATATTACAGGTTTGAGCTTTCACTGTCAACATGTGAAAAGGTGGCAATA
TATGCCAACTTTGATAAAAAAAAAAAATATTTCCACNCAGAATTTGAATCTATTCTTTAC
ACTTAACTCTTTCCTGTTTGAATGGGGAGCTTAAACAGATAGACAGAAAAAAAGGAACAT
GCGAGGTTTTCCTTACATGGAGCCAGAAACTACCGAAGGGCTGATGAAATTAAAGCAAAC
TGATAACCTGATGAATGCCTGTTTAGACAGCCAAGCCCAGTGACAAGATCAAATAGTGCC
ATAAAACATAAAGTGCTGCACCACCACCATTTCAACAAAAAAAGAAGAAAAAAGAATCCT
ACAGGATTTGACAGAGTAACAGGCATTTTTCCTGACACATAAAGCCAGCAAGCCTTTGCC
CAGTGATTTTATTTCTGGGTGTTACATGATGACAGGGCTCACAGCAGAGAAGGTAACAAT
CAGAAAAACCAAATGGTACGACAATTAATCCCAATTAATAAATAAATGTGACATCTACTC
CAGAAAGAAATATGTCATTGCTAAGCAGGGGAGAATGTTGACAGGAAAGTTCTGAACAGG
TAATTGGAAAAACAGCAACCGTTCCACGATGAAATCATGAAATCCATACGAGAATGTATT
ACTAAACAATGAGCTCTTCTCTAAAGGTGGGCTGGAGAAGTGATGCATAAAAGCTCCTCT
TCAACTCTGCAGCTTTGATTCTGTCGCTCTCCAAACAGAAAACAGTCTACTTGGTGACTG
CGTGGATTGCCTCTGCGAGGTATCCCACATTCCCAGAGGTCACGCCTGCCATGGAAATTC
TACCGTCCTTGGTCATGTACACAGAAAACTCCTTAGTCAGCCTCTCAACCTGCTCAGGCT
TTAGGCCTGTGAAGCAGAACATCCCAATCTGGTCGATGACGTGCTGCCCTCGTGCCGAA
>CL2498Contig1
TTCGGCACGAGGCTCGACTGGCTGCAACATGGCTTCTGTACAGAGGCTGAAGGGGAGTTC
AGCTGGAGTGAAGAGGACGTGGCTGATCTGTACGATAACACCTGCTTCATCATAGCTGCT
GATGTTTGCTACGACGATCACCTGACCGAAGGCCTTTTCCGAACTCTGTTCCACCTCTGC
AGCCACATGTCGCACCCCTGCACCATCTTCATCTCCATCGAGAAGAGGCTGAACTTCTCC



CTGCGGCACATGGACGTGTGCTGTGAGGCCTACAGGCATTTCCTCCGCTGCCTGCAGCGG
CTGCAGCAGACGGACGACCGCCGCTGCTGCTTCACCTTTGAAAAGCTCACTTCCAACTTT
GCTCAGCTCCTGCTGTATGAGCGGGTGGAGCAGCTGGAACTGTGGAAGCTGACGTGCACC
CCCCCGTCTGAGAAGAAGGATCCTCACCCCCCTCCACCTCCACCTGCTGCCCCCCCCCTG
GAAGCTCTCACGTGTCCCTGCAGACACGCCCCGCCCCAGAGACTTCCTAAGGCGGAGTCT
GAGTTCCCTTCCTTCTGCCTAACCACCAAAAAACACTAGTGCGGCTCAATCTGGTGTCCT
GGAGTCTAAAGCAACCCCAACCCTTTTTTGCAGAGACTTCTGGGTAATTTCTAGGGCCCT
GGATTTTAGAAGTGTAGGTTCAGACGCCTCTACAAAACAGTGAGGAGCGACGGAATTTAA
CCAAAGGAAGGAACCGTCGCAGCAGATCTGATGTCTGGATTTTCTCTCAACTGATTTTTG
ATTATTTCTGGGGAGGGGGGGTCAGAAGTAATCAATGTGTGTGCTCACCTGAACATTCAA
AATGAGTTTAGTCCATTCTAGCAGTCAGCGATGGAACAACTGGGCAATTCAACGACACTT
TAGTTTCTGTGTCCAGTTCTTATAATAAATAAA
>CL2499Contig1
ATTCGGNACGAGGCTTTATTTTGNAATAGTGAAACGTTTGTTNAATGGCGTCGCAGAATC
CCATAACCGTTAAGCCATCGCTGTCGGTAGCCGGTAGTGTCGCTGTCCGCGGAAAGAAGC
GTCCCGGCAGTCCTGCGGTTCTGCAGACCGCCGGGAGCAGCAGCAGCACCAAGAAGAAGA
AAGGACCTCCAATAACGACAACACAAACAAAAGTAACAGCTACTGAAGCCATTCTTGAAG
TGAAGGCAGCAGAGTCAGTAGACGGGGGTCCACCTGCCACAGAGTCAACGGTAAAACCGC
CTCCTTTTAAAGACCACACATTTCAGGTGAGTGCCTGAGGTAAAGATGAATATAAAATGA
TTAGTGGCTGTTGGTCATTATTGGTCATTTGTTTGGTAACCTCGTGTTGGCAGCACTCAG
GGATTGGTGGTGCAGCAGCAGGAAAAAAGAACAGGACCTGGAAGAATCTTAAACAGCTTC
TGGTTTTAGAGCGGGCTTTACCCTGGAAGCTCGATGATCCAAACTATTACAACATCGACG
CCCCTCCTTCTCTGAAGCCGGCCAAAAAGTACTCTGACATCTCTGGACTTCCTGCGAACT
ACACAGACCCTCAGACCAAGCTGCGCTTCACATCCCCAGATGAGTTCTCCTACATCCGTC
TCCTACCTTCGGATGTTGTAACCGGCTACCTGACCCTACGAAAGGCAACGTGCATTGTTC
CATGACAGCTGAAAAGGAGCTTAGAACCCCTTAAATCCAGTTTTTGAAGTAAAGTCAGTG
GAGGAGGCTGCTGGGCCAGAGATCAGCTCTGCTGCTGAAAATGCTCCCTGCTGGGACTCT
GAGCTGCTGTTGTGAAAAAAAAGGCTGTGTCTGCAAAAGAGACTTGTATTTTGAATGCTC
TTTAAACATGTTTCCCTCTTCTTTGTATAACAGCTCCCATGGCGGAAGCATATGACAAAC
ATGTGCTTGTTTGTTGAAATGCATTTCAAAAACCTGTTTCTTAAAAGGTAATAATCTCTT
TCTCTGAAAAGTGAAATGTACAAGATCCAGTATTTATCAAGTGCTGTATAAACCAAACAG
GTTAAGATACTTTTTTTATAAACTCACAATACCTCTGGTTCCTGTAATATGAATTCATAT
TCTGCTGGAAAACAAATGTTTGTATTAGTTTGTTTGAAGGAATTCATTCTTTGTTCACCT
TTAAATTGAATGTATGTATGTAAATATGCCTAAGTTTATGATTATTAATTAGGAAAGAGA
CCTAATGTCATGTATGTTTATATGTTGGTGCATTTTATCTCTGAGTGGATGCAAAATTAT
TTTCTNACNGAGTAAAGCAGAAGCTANAGCT
>CL2500Contig1
AGGCCTCGTGCGCACGAGGNAGAAGGATGACACCCAGGCCACGCGGGGAGAACTCACGCG
CGTTCTCCTTAGTTTAGCAGCGATGGTTAGTTCATCCAAAGATGAAAGAAGGTTCAGTAG
ACGGTGATTTCCAGGCGCGTGGTGATTAATTTTTGGATGTTTGGAAATCCTCCATAAACG
CGGATTCCTCGTCGTCTGATTGCTCCAAATCTTGTTGTTACAGGGTAGAACTCTCCGCTC
TTTTTTTATTACCCCAGCGGTGTATGGAAAGTGCTCCTGGATGGACCTGGGTGAACACAG
CTGGTCCATGGTCAAGCGAGAAGTATCCAGCAGCCCAGGCTCGCCGGCTGAGCAGACCTA
CCTGTCCGGTGACAGACGGGACGGGCCCCCTTCGGATGACCTGAGGACTCCCCCGAGCGA
GCTGGACGCACTGGGGCACCGGCGCTCGGACAGCAGGTCACTACACTCCTACCTTCACTT
CGGACACCACACCAACCCTTTGAGCACCGAGGACATCCCGCTGTTTACGGATTTGGATCA
GGGAAGCAAACTCGTCCTGTCCGCAGGAGCGCACAAAGCCAGCCTGCTGGTGGACCCTAC
CGACATGTACCAGACGCTGGCCATCGCGGCTGCGCAGAGCCAGGCTGGATATGATTCATC
CTCCGCTGGTTATATGCACTCCAACCCCAACTCCCCCGTGTACGTGCCCAGCTCCCGCGT
GAACCCCATGATTCCGAGCCTGTCCTACCTGCAGGCCAGCGGGTCGGCTCAGACCAGCCA
CGCGGTCAGCAGCCACTCGGTGTGGTCCCAGTCCGCCCCGGAGAGCCCATCCTACAGCAG
CGGCAGCCCGCACGCCTCCAGCCGCTTCCACTACCCCCCCAGTCCGCCCATGA
>CL2501Contig1
GAGGGGCTGAGGAAGCGTTCCGGGCATCCCAAAATATCAAGATCTGCCAACAAACAGCCA
AAGCGGAGTTCTGCCCCGGCACCAGCAGCACAGAAACGGTTAACGCTGAGCCCAAAACTC
TGGTGGTGTTGGGTCTCGCTAAGAAGACCACAGCCCGGACGCTGCAGAGCGCCTTTGAAG
GAGCGCTGAGGGCACACGTCCCCGTCAACCCGGCCACCGGACTCTCCAAAAGGTTCGGTT
TTGTGGACTTTGAGAGTCAAGAAAGTTGTAAAGCTGCCAAAGAGGCCATGGAGGATTGTG
AGATAGACGGCAGCAAAGTGACGATTGCTTTTGCAAACTCCAAAGGAGAACGGGGACATC
ACGGAGGTTCTGTAGGCCGCTCCACTGGAACGTCTGTAGGACGAAGAAAGCGGTCTGCTC
CCAAAGGAACTCCTCAACCATCCATGGCCTCCTGAAGCATCACTGGATTCATTTAAAATT
CCTCTGAAATCTCAGTTGTTGGACCTTTTTGCTGTACTTCAATGCTCATGTTATAAAACC
AAACGGTGGAACGCCCCAAAAGTTTTTTTGTCTTTAACTGAGAAATTTCAGACTAAACCA
GAGGCCCTTTTTTTAATCCAGGATGCTATCTGGATGAGTTAGAACTCTACACTTCTGCCT



GAAAAAATAGACAGGACATCCTGAAGTTTCCACCTGTTTAAAATGGTTATCCAAACAAAG
CGCGGTGACCCAGATGGCAGCACCAGAGGAATCCAGCAGAACCAAGACCCCACTCCATTC
TCAAGACACCAGCTCTGGGAAATCAACCTGCAATATTGAAACACTGAGTGAGACGGACGA
CAGAGGAAGGTCTGGCTGCACGGTGAAGACTGACCTTTGGCCCCGGAGGAACCAGGAGGG
TGTCTTCAGGAACCCTAACAAAGGGCAGATGATCATGCAGTTTAACTGTACCTGGAGTTA
AATGCTGCATATCTGCACTTCTTTTCATATTCTGCAAAGATTTTTGTTAAAATCCTGTTA
TTAAAACAAAAATACTGAACTTCCTATGATGGTTAGAATAACTAAGAAATGTAAACATGC
GTAAAGCTCA
>CL2502Contig1
GTTTTGAGCGTCTTTACTTNCTTGAAATAAAAGGATNACAAAACAACAAAAAACATTGCA
AGACATTGAAAAACAAGTTTGCAATCCCCTTAAACGGACTGAATTGCCACACACTTGACA
GGCCAAGCTTTTATGAGTTCAAAGCCAAACATTAGTAGCTCGTCTTACTTTAAATTAGCA
GAAAATACCGCACAGTTTAATTAGGGTGGGCTCCAAAAGGGAGCATATAAGCATAAATGC
AAAAAACACTGCTATGAGTTTCATTGTTTTAGGTTAGGAGAAAAAAATGCAAAGCTTTTC
TATTGATGAGTGTAAGAAAGAAACAAAAAAGGCAGCCAAGTGGCTCCATTGATGAACATC
GACATGCACCAACATGTCTGCAAACATTCCTCAGACATAACTTCACAGGTTTCTGCTTCA
ACATGAACTTTTCACATGCCTCTTAAATATTGTGTGCCTTCTAGCAAAAGCAAACACATG
GGTTGAAAATGTTCAGAAGAAGTAGAGAAAATGGGCAAACTTGTATTTTATTACCACCCC
AAAAAAGAGGAAAATGGGGTAAATATATTACCACCCATTAGTAAAAAGATCATGTATTAA
TTCTGTATTGAAACAAATGGTTTCGGTACATATACTGTTATTCGGTCCATTTTATTTTAT
TTGTTTTTTAAAAGCAGCTTGTTTCTGATCAGTCCCATCACTGCTTAAGGATCAAGAGAG
CATCTGAATGATTTCTCTGGCTCTGTGCGCCCTCTGCTGGACAACTGCATCCTCTGGTGC
CCGTCCAGATTCTTCCACCATGGACATGGCCTTCTCAACTGTGGTGTCCCGGGCCATCCC
ACGAAGCCCCTCCAGGTACTGTAGCAGCAAAGAGAATTTTTCATCTGGAATCTTTTCCGA
GTCAAACATGTGCTGCAATAACCACGTCTGCCTGGTCTTCTGGAACTTCCACACTGATCG
ATTTTCAGCCCAACATGTAACATATTCCAACGCCTGCTGAGACGCACTTGGCCCAGCTGC
TACTGTTTTTCCATCAGAGTGTCCTTCAGCTTTGAGCCTCTTCTTCTCCTCTTTCTTCAG
AATCTTCTTAACCTTTCTCTCCAGAACTCGCCTCTCCTCAGGACTGAGTTCCCCTTCCAG
TTTGTCCTCCTGTGGCTCCTGTGTCCCATCAGGACAGCTGGACAGCTCTGTGATCTCAGT
TTGCTTTGGTTGTGACTGCTCTTTGTCTCCTTCCTTTTTTTTGCGCTTTTTGGTCTTTTC
CAAGTTTTTTTGATGTTTTACTTTAATTACAGATGGGAACTCTACTTGACAATCCTTTTT
CTTTTTTGCTTTTGTCTCAACAATGTCTTCCACAGAAACTGGACTTTCATTTAAACTAGA
CTTTTTCCTCTTAGGAGATTTGGGTTCCAATTTCACAGACTTGTTGTTTTTCGCCATGGA
AACTCTGAGGCAGGTCGTNGTAGAAAAGTGGGGAGCATCAACCCTCGTGCCG
>CL2503Contig1
GGAATTCGGCACGAGGCGAGCTTCTTCTTGGTNCGCGGAATGGCTCCTTTGAAATTCTGC
GCGAATGTGTCGTGGATCTTCACGGAGGTGCCGGACCTGAGCAGGCGGATCCAGGCGGCC
GCTGCCGCGGGCTTCCAGGCCGTGGAGGCCGCCTGGATTCTGGACTCGAACCTGCAGGAG
CTGCAGAGGGTCAAAGAGTCCGCGGGCGTGGAACTGGTGCTGCTCAACACGCCGCCAGGA
GACCTGAAAGCCGGGGATCTGGGTCTGGGAGCGGTTCCTGGCAGAGAGGCGGAGTTTAGA
CGCGGTCTGGACCAGACGGTGGACTTTGCTAAAGCTCTGAACTGTAAGAGGATTCACCTG
ATGGCAGGAAGGATTCCTGCAGGCTCCTCCAGAGCATCTGCTGCCCGGGAGATGGAGGCC
GTCTTCATACAGAACCTCAGATATGCTGCTGATGTCCTGCAGAAGGAGGAGATGACCGGA
CTGATCGAGCCCATCAACACAAGAATCACAGACCCCACTTACTTCCTGGACTCCCCTCAC
CAGGCGGCAGAGATCCTGGAGAAGGTTGGACGGCCCAACATCAAGCTGCAGATGGACCTC
TTTCACTGGCAGATCATGGATGGAAACCTGACTCAGAACATGCAGAAGTACTTACCTCTA
GTTGGTCACGTTCAGGTGGCTCAGGTTCCTGGTAGGAACGAGCCAGATAGTCCTGGAGAA
CTGAACTTCAAGTACCTGTTCAACACGCTGGAGAACCTGGACTACCAGGGCTATGTGGGC
TGCGAGTATAAACCTCTGGGCTCTACAGAAGGCGGTCTGGGGTGGATCAAGGAGTACTGG
GCTCTTGGTTCTGAATCTGGAGGATCGAGCCTGAAGCTGTGACCCAGGTGCTTCCACTGG
TTCTGTTGGGGTTTTGCAGTTGAAGAAAAAGGAAAAGTTTTGAAGATCCAGTCCAGCTAA
ATGAAAACCTGCAGGATTTAAGGATTTGCTGTAGATCTTTCCCAAAATGTTGTCAGCAGA
CCCAAGCCCAGTTAGCAGATCTGAGAAGTTCTTTGTCTGACCTTCAGACTAGCGCTCATG
TTCTACCACAGATAATTTTGCTCTGATCACTCTGTCCAATTAAACTAGTCTTTTCTTAAA
CAAATATATAATAAAGTTT
>CL2504Contig1
CAGTTTGAAACAGCATATAAATGAACTTAAGAGTAAAATATTTCCACTTTACTTACAGAG
AGGAGAAGAAAACAATCTTAGACATGTTGAACCTTTTCGTGGCAAAACAACTGGAAAGTT
GATTTGTAGTTCTGAAAGGCAAATCTGGGAAGTGTAGGAATCGTTCCGGCTGTTATGGCT
TTCCGTTGTCGTTTCAGTTTGATCCGCCGTCGCTAACCCCGCCAGAGTTCAAACAAGTGG
CCGCAGAGGACGGCTGAAGAAGGTTCAGGCTGATTTTACAACACAACTTATCTGCAGAGC
AACAATAAACACGACTGAAACAATAAGTCATAAAAGTGCAGAGAAGGAAAGTCAGACGGT
GAAATTCACAGCTTCCGAAAGCCAAAGGAGTCGTGAAGAAATGCTGACGGACGTTTGGCC
TGAGAATGAGCGACTCTGACGTGCGCCGACGGGAATCTAAAGCAGCTTTCAAGACTTCCA



GCAAAACTTCTGCTGCTTCTGTAAAGGGCGAGCGACAGCTGAGAAGAATGTGCAAAAAAA
CCAAAGGTGATCGTCTCACGCGGACCTGAAGATCCCTTTAAGGAGCACTTTGAGGATTTG
GAGGCTGCAGACAGAGTCGGAGCGGCTCCACAGGCTTTAATCTTTGTTTTGGGATGTGAG
TCATCGCATTATTCTGGCCTTTTTCCGGCCCTCTACGCTCCAAACTCCCGGTTTAAGAAG
CCGTTTTCAGGATTTCCACTCAGTCATTTCCCCTAAAGTGGAGGATTATCTGAACAGTTC
AAACCCACAGAGTTGACATCAATCGACTGTTTTTTAGGTTTTTCAGAGAGCAGAAACAAA
CACAGATTCATGAGCTCAGAGGAGCCGGCGGCTGCTTCCGTCTCTCCCACATAAGAGATA
TTCATAATGAAGCAGAAGGAAAATGCCGATTCCCTCTGAATAGTGTTAAAGGAGTCAGAA
ACCCTTCGGCTGACGAGAATATCTTCCCGTGAGGTTTCACTTCAGTGAGGCAGCTTCCTC
TGAACAGCCTTTAGGGGTTTTTCCCTCAAAGTTCCAGTAAAACGAGTGATCACCGATGTT
GCAATCCTCATTTCTCGATATGAATCTACCTTAGCTGTAACCACGGGAGGCGAGGAAAGC
CGTTTCCCTTCTTTGGACCGGCTCGTGCGACGCCGTGCACGCCGCTCGCCGCCCTCATCA
CCGTCAACATTCATGCTAAGAAAGTCTAAAAAAAACTGTTTTTAGACCGTTTTTAAAAAC
TAGAGTTCTCTTTTTTGTTTTGTAAAGGCACACAGACTACCACAAAATAAACCAGCTTCA
AATGTGCAAAAACTGCTGAGTGAACATCACGTCGTCACGGAAACTAAATCGGCCCCCCCA
TTTCTGCAGGACAAGAGCGTCGCAGTGCAGAGGCAAAGCGTCAGAGAGGCGTTCCCAGCA
GGAGCGAGGCTGCTGTTAGCACCGACAGGTCACGTGCACGGCCGCGTGCACGGCAGCCCT
GCTGTTCTTTAACTGGTTTCGAGGATGAAGAAACCCCACTGAAACTGAGCAGCACTTTTC
ACACTTTTTGTTTTCCAAAACTCTGCAGCAGCCGTCCTTAAGACCAAGTTACCCAGCATG
CATCTGTGCTATTCAGATGCGGGGAGGGGGGAGGGGGGCTTGGGACTCTGCAGGGCCTGT
GGGTTGATGATGACCTGGATCACAAAGTCCTTCTGGATCTTGGTGTCCTGGAGCCGCGTC
TTGTCCGTCAGCAGCTTCCCGGAGAAGAACCCAGCGCTGGTGGAGGAGGTCGATGC
>CL2505Contig1
GACCACACACCAGCCGCCGGCTGCCGAGGAATACGTCATGCTGTCACAGGGCCATTGTTT
TCTGGGAATGGCTTTTGCAGCACAGACTGCATCAAATACTTTTTTTCCAAAAGCCCAGAG
GAAATCTGAAAGCGTTGCTCTGTAACTCGGTGGCTTGAAACCGGCCACCCCACGCGGCAC
TCCTTGCATGGACTGTTGGACCCTGATAAGAAGCCTGTGGAAGCGAGGACCGAGATCAGA
TCTTTTTTCAGGTGACTCATGCAACTATGTACTTGGTGACTTCACAAACTTTGAAATGTA
ACCTTAATCATATAGGTCATCAATGCACCACTCAAGGAGGGGAGGTCTTTCCAAGCAGGA
TGTCAAATCGCAACTCCAGCTTTTCGTTATAATTAGCCGCAAAAAATCTGAAATGCAGCA
TAAAATGTAAGTTTAAAATAAGTTAAGAAGAAGCTTGAAATGTTTACTTTTGCTGCTGAA
AAAAAGGGGATTTACTCAAACACTGAAAAAGATCTTCATACTCAAAATGCATGTGTATTT
CAGTTTTTTTAATATTATTTTGATGAAACTATTAAAAAAACAAATATTTAGGTTGAAATA
GAGTTCACAAAAGACACTTTTGCCGCACTGTGTTTTTTCCCCAATAAACAAATCTTTCTT
TTCCTAATGTTCTTCTGGATTGCAGGTTTTGTGCATTTT
>CL2506Contig1
GGCACGAGGCAGCACTCCAGTTCATCATCCATTTCCTTCTATCCTCCTTATTTAGAGCTT
CCCTCTGTCGACTGTAACTGCCATATGAAAAGGGAGGCACACTGCTAAAACCACACTTTC
AATTTGCTGCAAAGAAAATCCTCCTACCCGTGGAATAATCCATACGATTCAGGGAAAGTG
TTAACTGTTTTTCTGTTATTGCAAGATGCTGGGATCTTTTTTCTTTTTTTTGTCTTGTGA
CGAAACTGTTTCAGACACCTGGGTTTAGTCGGTCTCCAAACGGTAGACGACAACACTCCA
GGATGTTCTGCGAACCTGACTTGTTCACCATTGCCATGCATCAATATAAAAGTGGATATA
CAACCTAAGCCTTCACTGCTGTAACACAGAAAACGCTAGAAGAAGAGACGAGCAAAAGGG
ACAAAGCGAGTGCTGTGAAAGAGGAGCGTGTTGTAGTTTTATTATGTCTGACAACTGTAC
TGATATTTTGCATTGCACTCGATCCAGAGGATGTGTGTCTGTCGCCTTACCATGACGGGC
TTTTCCCTCTCACTCAAAACGAGATATCGTTGGCCGTTGCAGTGGTCCTACTGTATACTG
TGCTGCCATTTATTATTTTGTTCCTTTCTAGCTGTGTTTCTCTTAATTTTGAGACTTAAA
ATGGCCATCATGTGGTCAGATAATTTGGCCATGACCAATTGCCTTGAGAATAATATGAAA
TTATATATATCTATATATGAGGAAATACATATATATATGTTTAAGGGAAAAACAAATTAG
ATGTTCCTTTTTTTAATTAAAATAACTGGTGATTGGGGATTTAATTTCTGACAGTTTTCT
TATGAAATGTTATTTTTTGGGTTCTTTTTTTTTCTAATAGTATAGGCTTTTTACACTGAG
ATATAAAGAAAACAGCTTAGAAACACTGGATTAGAAATGCCTTTATAGTCAAATACAGCT
GCTTCCTAAAATGCACCACTTTGTCTTGAGTCGTTTTTTAAAAGATATCTGTGAATAAAA
AAAAAATAACGTCTGCAAAAAAAAAAACNCNAGGGGGGGCC
>CL2507Contig1
TTTGAGTTGAGTTCTGTGGACGGCGTCCGTCATGTGCTCTCGGGCGCTAAGTGCACCATC
GCCCATCACCCATTCTTTGGAATATTCTAAGCCATTTTCGAGCCGCTGCCTGATTCAAGA
ACTGAAAACAGTGAAAACCTGATGGTTCAGGAAATACACGAATAATCATCAGCTAAGTTG
GAGTTCGGTGCTAGATTAGCCGTTCAGTTAGCTCTGGTTTTGTGTTCCGTACACACTGAC
ACTCGTCGTACGGAAAACCTCCTAACCGTCCTCAGAACCGTCCCGCCTGCCTAGGTCTAC
CTGCGTCTGGACTTCTCCCTTCTTTCGTCTCCCACGTGACGCCAGGCGAGCTGAGCAGAA
GTGCAGCAGCAGGAGTCATTTGTCTGTCTGTTGGCTCCTCCTTTAAGGCGCTTTGAGTTC
AGAAAAGCTCAGTCATCCGTGTTAAACTGCAATAAAATAGCTCTTTATGACTGAAAAACC
TCCCATCAGACACGTCTCCAGGTTTCTATTGGAGGACAAAAGCCCCGTCGTATTTCTTAG



TGTTTCCTTCGACTTCAAGAGAGTTTGTTCTACTTGAAATGTATAATCAGCATTTCCTTC
AACAGGAGAAGGTCAAGCTGAAGATCAAAGACCTGAATGAACACATTGTCTGCTACCTGT
GTGCAGGCTACTTCATAGATGCCACCACCATCACAGAGTGTCTGCACACATTCTGTAAAA
GTTGTATAGTGAAATACCTACAGACCAGCAAATACTGTCCAATGTGTAATATCAAAATCC
ATGAAACGCAGCCCCTGCTCAACCTCAAACTGGATCGAGTCATGCAGGACATCGTCTACA
AACTGGTCCCTGGACTTCAGGAAAGTGAAGACAAAAGAATAAGAGAATTTTACCAGTCCC
GTGGATTAGAGCGAGTCGTCCAGCCTGCTGGGGACAACATGTCGGACGCAGCAGGTTTAC
CGTACACGAGTTTTGACCACTCCAAAGCCCACTTCTACAGATACGATGAGCAGGTTTCAC
TGTGCTTGGAAAGGCTGAGTTCGTCCCTCGCCGGGAAAGATAGGACAAAGCTTGCACTTC
GGCAGAAGTTCGTTCGATGTTCTGTGCGAGCAGAGGTGAGACACCTCCGGAAAGTTCTTT
GTCACCGGCTAAACGTGGAGAAAAATCAGGTCCAGATGTTATTCAACAATGAGTCTCTGC
CTGATCACATGACCATGAAGCGCTTGTGGCTCTCACACTGGTTTGGAAAGTCACAGCCAT
TAGTTCTTCACTACACAATCAAGGACAAAAGGAGCAGATAGAAGTCCTGTTACAGCTGAA
GCACAGCTGTACATATTTTCTCCAATACATATTCTATTTTATTAGTGTTTGTGTACATGA
GCCAATTTTCTTTGTTTTGTATTTTTGAAAATAAAGTTGAAATGAAG
>CL2508Contig1
TTTTNTTTTNGGAAGTTCAACATGATCACATTTTTATTTAAAGGTCTTCAACCTATAAAA
TATTGCAAACAGCTCAATGAAAAGCAACCAGATCCATCTAGAACATTTAGATCTAGATGA
TCTGCTCTTTGATGGATCAAACATGAACTTAAAAAATAAAAAAGCACCAAAATGAAACAA
TGTTATTCGTGTTCACCTCATAATCTATAACAATAATTCATTTTGGATACAAAATATATA
TTTTACACAAACACACAGGAAAAAAATAGGGTAATTGTTATTGAGAAAAGAGAAACATAC
AAACTTCAAATTTCACAGGGAAATGGCTACAGTATCAGCAGATATACCTGAGAGGGAGTA
TGGCCCAATTTAGATCAAACTGGAAGTTTTTAAGAAAATAAGAGGTTTTCAACACTCCAT
GTCTCAAACAAACACACTCTGCAAACACTGGAATCATGTATTCATCATAAATTGTCTTCA
TCGGACTTCATAGAGTGAAAGTCTGTCTCTGCATTTGTAGAAAAAGTAGTGAAATGATGA
TTCGTCTTGATGTCATGTGTTTAAAAGCCACCAGCGGGATCTTCTCACCACAGCGCTGCA
GCTTCTGGTCTCACTGAAGCCTTTTTGTATTGCAGAACTCCAAATCCATTAGCAAAGCAT
CAGCAGAGAGATCAAGAGCTGTCTTTTTTGAAGGATGACTCCACAAACCGTTCTGTGTTC
GTTCCAGTTCAGCCACATGAACTCTGTCAAGAATATTCATACATTAATATAACAGCATGT
TCTGTCATCGGTTGACTTGTGATTTTTTTTTTGTTGTTATTGAGCTTTAGCCTCGTGCCG
AA
>CL2509Contig1
TTATTTGAATAAACTTTATTGAAGAGTGCACAGAAACAATGGGGAAGGGAGAGGAAAGCA
CATCTATTTAATACACAAAGCATCAGATAAAACAGCAGAGATCAAATCATGAAATCACCA
CGAATGTGTCAAACAATCAGCTGTCCAGTCACTTACGCACTGTGTTCAACACTGTCAGGT
CTGTGCAGGCATAAAAGTACACGGCAACAGTTCCACTAATAAAAGCTCAACTATGCTGCA
ACATGATACAAACTTCAAGTGTGTCCGTGTGAGAATCTCCCATCCTGATTTGAGAAAACC
GAGTTTCTGTCTTACTGGTTCTGAGCTGATGCTCGGAGGTTCTGGCTGCTGGAGTAGAAC
AGGTTCAAGCTCCGACAGGGCTCAGTGTTGGTATCACATAAAGAGTCGGTACATTGTCAC
CTGGTGCCTGCAAATACATCAGAATATAGATGATCTTGAACTCCACAGGATCCTAGCTGA
TGAGCATTTCAGAAGAGCAGCAGTCATGGGCTGATCATCCCGTCACATCTTCATCTACAC
CTTGGTTCTTCTTGCAGTCACAGGTCTGCCCCCCCCACCCGTCCTGTTGCATTACTGCAG
TTGGTCTTCACTGGTGGAGCAGGTCTCCATGGTCTCCCAGTTCATGGCCTTCTGCACAGC
TTTCTTCCAACGAGAAAAGCGGAAATCGCTCTCTTCTGGGTTGATCTGAAGCTGGAAAGT
TTCAGATTTGATCAGA
>CL2509Contig2
CAGCTGGGGAGAACATGCCATGCTGCTATGCCCTGGAGGGCTCCGTTGCCATCGCTGGAG
CTGTGGTTCAGTGGCTGAAGAACAACATGGGCATGGTGCAGACATCGTCAGAGATCGAGA
AGCTTGCAGCTGAAGTGGGGACCTCCCATGGCTGTTACTTTGTACCGGCTTTCTCCGGCC
TGTACGCCCCCTACTGGGAGCCCAGTGCCAGAGGCATCATCTGTGGACTCACACAGTTCA
CCAACAAGAAACACTTGGCTTTTGCTGCACTGGAGGCTGTGTGCTTCCAGACTCGAGAGA
TCCTTGATGCAATGAACCAGGATAGTGGCGTTCCTCTGACTCAGCTGAGAGTAGATGGAG
GCATGACCACCAACAGATTACTGATGCAGCTGCAGGCGGACATACTTTGCATACCTGTTG
TGCGACCCACCATGTCGGAGACCACAGCTCTGGGTGCCGCCGTGGCAGCTGGGGCGGCTG
AGGGCGTGGATGTCTGGAGCCTGAGCCCCGGTCATCTTCCTCTGATCAAATCTGAAACTT
TCCAGCCTCAGATCAACCCAGAAGAGAGCGATTTCCGCTTTTCTCGTTGGAAGAAAGCTG
TGCAGAAGGCCATGAACTGGGAGACCATGGAGACCTGCTCCACCAGTGAAGGCACCAGGT
GACAATGTACCGACTCTTTATGTGATACCAACACTGAGCCCTGTCGGAGCTTGAACCTGT
TCTACTCCAGCAGCCAGAACCTCCGAGCATCAGCTCAGAACCAGTAAGACAGAAACTCGG
TTTTCTCAAATCAGGATGGGAGATTCTCACACGGACACACTTGAAGTTTGTATCATGTTG
CAGCATAGTTGAGCTTTTATTAGTGGAACTGTTGCCGTGTACTTTTATGCCTGCACAGAC
CTGACAGTGTTGAACACAGTGCGTAAGTGACTGGACAGCTGATTGTTTGACACATTCGTG
GTGATTTCATGATTTGATCTCTGCTGTTTTATCTGATGCTTTGTGTATTAAATAGATGTG
CTTTCCTCTCCCTTCCCCATTGTTTCTGT



>CL2510Contig1
GACTTTATTTTGAAGGCTCAAAAGGGAAATTGTGTTTTTTTTCCACCGTGGTATTTCTCA
CAAGAATGTCAGAATCAGGGGCTTCTTGTCAAAGTCGGGGTAAATGCAGAGGGCATCCCA
CCCAAAGCAAAGCATCGGAAGAACCACAAACAGAACTTTTATACCAGAGGTTCTGGCCCA
GATGTACAAAGACCACCACAGATTTCCCAAACCAGGATGCCGATGGCATTTCCGCCAAAA
TAAGATCCCTTTTCAGTGACAGCAGATGAAGAGATGGAGTTCCGTTTCTGCTGAGGTGTC
AGTCATTTCACGCCAGAGACGCCACATCCCAGGAGTTCACGCTTTAATGGGCTCAGACGG
AAACAAAACCATCATCCGGAATCAGAACCCATCCAGACCTCGGCTCTGAGGACGTCTGCG
GGTCTTTGTGTCATTCTGGCGCAGAGCGGCCGGCCGCTGTCTGCCGGAGCGCGGTCACAT
GCTTCACATGAAGTCGTCAGAATCGTAGCCGTCCTCGTTGGTTTTCATGTTTTCAGACGT
CATGAGGGCCGAATAACTCCTGAGCTCCTCCAGCTCTTTCTTCTTCTTCTGCTCCTCCTT
CTCCCTCCTCTTCTGCTCCTGCAGCTGAGCCTTCTTCTCATTTCTCTCCTCTCGATCTCT
GGATTCTTTCTCTGCTGCCAGATCTGGGAAGCGCTCCACTTTGGTTTTCTCCAGACGGTT
TACGATCTCGTTGATCTTCTTCTCCACAGCCACGACGCGGACCTCCTTTTGACGGTGGAA
CCCGATCTGCCCCACATCCATGTCCCCCGTTTTCTTCAGGTTGGCCCACGGCGTGTAGAC
CACGTTGATGTTGTTCATCTTACAACCCTGGATGCTGTTGTTCTTCACCAGCTGAGCGCA
GTCCACCAACACCTCTGGAGGAACGTCGTCTATCGTCCCACCCTTTGGCATTCTCAGGTA
AACGTGAGCGGAGGAGAGTTTGTCCACGTGAAACCAGATGTCCTCGGGCCAGCCGTACTT
GATCAGGTCTTCATTTTCATGTTTGTCCTTCCCCATGTAGATCGTGAAGGGGGGGTCCAC
CACGGCACTTGTGAAGTAAAACACCATTTCATCCCCCCTCCCAGGTGGAACCAACCCCCC
CGCTTTAAGAACGATCTGTTTCTGAAGAAAACGAAGCTCTGCGGCCACAAACAGCCGCAC
GCGCTCAATACCTCGCGGACATACGTAACCCCCGGCCATAATGCCCGGGT
>CL2511Contig1
GTTTCTTTTTTACAAATAGGGAAAAATAAATAGAACCAAAAAATGTAAAAATATATTTTT
CATAGGTCGAAGGATAGATTGTTTAAATGCAAAAGTCAGATTGGTCCCTGGTTTATTAGC
TTCCTATGCAACATTTAATAGCACCATAGTGTGGCCAATCTCACTGGAAAGTGTTGCTGA
CCTTATAAATCACAGATATTCCTAAAAAAAAACAACAACTTGAGAACAAGGGACTTAGCT
GCAGATTACAAAAAAGGGCCACTGCTTCATTTGATATAAATATAATATATTAATTTACAC
TAGAATTAATTTATGCACAACTCATGAAAAACATGGCAGCTGATCATTTCAAAACTAAAT
TTTCATTTTAAAATGAAGTATTTTAGCTGCGCGGTTGAAGAATAAACCTTTAAAAGTGAA
GAATTTGAATGGGTCCTGCGAGGTGATAAAACAAAGATGAAGAAAAACATTTTTTTTTTT
TACAATCTTAAGAAACAAGTGAGGGTTGTTCTAGCCACTGTCCCCCAGTGGAGAACAGGT
CGATACATTTCTAGCGCACCAGGAGGAAGGTGAGTCCAGCCAGGCCCACGCTGGCCGCCG
CGAAGAGCGCAGTCTTCATGGACGAGTCCTGACTCACCTCTCTGGCTGTTCTGGAGAACT
TACAGAAGCCTTCCCATCCATCATTTTCTAGCATCCACTCTTTCTTGTCTCCTCCCAGGA
AATCAGCTACAGTTTCTGCCAGCGCCTGGCAGCTCACAGGCCCGGGCGCCACTTCCCGTC
CGGGGTCCAGCCCCGGGTTCATGTCTGTTTGCTCCCTCAGCTGCCTCGCCAGCACTCCCA
CGAATGCAAAAAGGGAAACGACCCTCCCCCAGTTCAAGCGTTCATCTCCCACCAGCTCCT
CCATCACCTTCCTGAGGCTGGAGCACAGGTCCGGCCCGCTGTGCTTCCTGAAGTTCTGTG
CTAAGGTGGAGAAGCGGGGCTGGTACTGCGCCTCCATGTCCTGGGCCAGGCGCCTCATGG
CAGCAGCTGACTCGCTGGGAGGTGGGGGGGCCTGGAGTGGGCTCCTGCAGCTCAGGGACA
GGTAATCCAGGGCCACAGCTAGGGTCTCTTTCCTCAGCCCACAAGACATTTTCCTCCCAG
CGATATCAAGCAACTGCCCCCGGCCATAAGGNCCGGGTTAAACGCC
>CL2512Contig1
GGATTCCGCTTCACAGTCCGCCATTGTTGTCATTGGTTCGGCTGCAATGCATCTTGGGAT
ACGGACAGTATAGAAGGATACACCAGACCGATCCCTGAAATCGGGAAAAAGAAGGCCATA
TTTGTTTGCCACATTTGAAGGAGTCGTTGACTTTGGACAGCTTGTCACGGCGCTGTGACG
TAAAATGCAGCCCAGGAAGAACGCAGCCCTCCAATTTGGACAACAACCATAACCTCAGTG
GAGGAAATGTGAACCTGCAGCTGGGAACAGACTGTGGTCCTGCAGTAGTGGCTGAAGTCC
AACACAGCTCCAACACGGACTCCCAGACTCAGGAGCACGCTGACGTCATCCATCAGCAAC
ACAGGAGGCCCCCACTGCTCTGCCGACGCCCCCCCACCACCACTGGATTCAACCACACTG
GACTGAACGAACTCGTACAGGCTCCGCAGGCCTGCAGCCGGGTCCCTGAGGAAGCTCATG
GCCTGATGTCCTGCATTTTCCTCCTGGGGGAGGAAAACAGACAGCGACTCCTTCAAACCC
TCCAGAAAAATCAGCTGTCCCTTTTCCTTCGCTTGGGTTAAACTGACGCCCAATCTCTGA
CTGACTGCATGGTAGTGGCTGAAAGACTGCACCAGAGCCACAAAACACACTTTACAGCGC
GCTTTTAGATAAAAAGAAAGAAAGTGATGGATGAGGAAAGAGGCATCACTCTGTCTGTCA
GACAGCAGGATAAATTCTCCCGGTGTGAAGCTCTCCGGAGAGGTGTTAAGGATACTGTTG
AGCTCAGTAAACATGGCTAACCGGACAAGTTCAGCTAATTATAAAACAAGAAAGCAAAAC
TACAAGTTTATTGCCACATTAACGCCACGAAATCGAAACACTTGAGCTGATAACCTGTTA
AAAACAAAGAAAATCTCGTAGATGGCATTTCATTTTACAGCTTTTTCTCCCCGGCAATAA
TGGCCGGG
>CL2512Contig2
TTTTTTTTTTACAATAAAAAGGTTAAAGATCTGCTTACTTTGCGACTTGTTCTAGTCTGG
CATGTCTTATTGGCTGGACACACCTGATCCAGGTAGTCATGGGAAGGGTAGTGATTTCTG



GAAATCAGACACACCAGGCTTTGAGGCCTGGAGGCTCCTCCCCTGTTGAAGACTATGGGC
GTGTCCAAATTCAAGGGCTGCATCCTTCAGCGGCAGCGGCTTTCCCTGGCAACGTTGGCC
CGGTCCTTCGTCGAGCGGGTAGGCCGGATGTAAAATGCTATGAATTGGACGAGTCTAGCC
TTTAGATAATTCCAGCCGCTACTTCAGAGAACGTCCCATCGCCTAGCAACCACAAGTCCC
GAACAGAGAGGAGTAGTGTGGCAGGATGGAGCTCAAAATGTTCCTGGCATATCTGATTCA
AACTTTTAATCTTGGAGGTGTTCGGGCTGCAATGCATCTTGGGATATGGACAGCATAGAA
GGATACACCAGACTAATCTTTGAA
>CL2513Contig1
GGGAAGTGAGTAGTGTTTCCTCTGACATGCGCCGTGCAGAACTACGCGTGGGGGAAGGCT
GGGCTGGACAGCGAGGTGGCCAAACTGGTGGTCGGTGGAGACCCGCTGGCTGTCATAGAC
GAGAAACCCTATGCAGAGCTGTGGATGGGTGCCCACCCTAAGGGCGACGCTCAGATCAAA
GACAACAGGATCACGCAGACCACACTGGGTCAGTGGATCGCCCATTACCCAGCATGCCTG
GGCTCCAAAGTGAAAGATGCCTTCCAGGGTCAGCTGCCTTTTCTCTTCAAAGTGCTGTCT
GTAAACACAGCTTTGTCTATACAGGCACACCCCAACAAGGACTTGGCTGCCCGTCTCCAT
GCTCAGTTTCCGGAGCACTATCCCGACACCAACCACAAGCCAGAGATGGCCATCGCCCTC
ACCCGCTTCCAAGGCCTCTGCGGTTTCAGACCAGTGGAGGAGATCCTGGCCTTCCTCCAA
CGCGTGCCGGAGTTTCACGCTCTGGTGGGAAACGAAGCAGCGGAGGAGCTGCAGCACGCT
GTGGGGGACGGTGCTCGCACCAGCCAGGCTCTGAAGAAGTGCTTCACCAGGATGATGAGC
TGCGAGAAGAAGGTGTTTGTGGATGAGCTCAATGAGCTGGTTAAGAGGGTCACAGAGGAA
GGAGCGGCTGGAAAGGACACGTCAGGCAGCAACGGGGACCTCCTGCTGCGCCTCCACTCC
CAGTACCCTGGAGACATTGGCTGCTTCTCCATATACTTCCTGAATTATGTGGTCCTGGAA
CCAGGTCAGGCCATGTTCCTGGGAGCCAACGAACCTCATGCTTACCTTTACGGAGACTGT
ATCGAGTGCATGGCTTGCTCGGACAACACAGTCAGGGCTGGACTGACGCGGAAATACATC
GACGTGAGCACCCTGTGTGAGATGTTGAACTACAGTCCAGCGCCTGCCTCCTCCAAAATC
TTCCCGTGTGTTCAGGACCCCTCAGACCCCTGTGTCACCCTGTATGACCCCCCAGTGCCA
GACTTCACCGTCATAAAAATACAGGTCCCAGCCTCAGTGAAGGACTACACTGTTGCTCCA
GTTGACAGTGCCAGCATTCTCCTGGTCATTGAAGGCGACGCTATGGCAACAGCTCCCGCC
GCTCACTCTGACATCACAATGAGGCGGGGCACCGTCCTGTTTGTCTCAGCCAATGAGAGC
CTGTCGCTGCACATCTCATCTCCGTCAGGGATGCTCCTGTTTCGGGCCTGCAGCCTCCTG
TAGCCGCGTGTCAGTGCGGTACTTCCTGTTTCTCTGTGCGTGGTGAATCGGGTGCAGTGT
GTCAGTGGGTGGAAGCTCTGAAATCCTGTTTGCTGTTTCCCAGCAGAGCCCTCGTTGTAA
TCTATGGGTGGTTGTGCACCTCCAGCCCTGTTTTTAAAGTCACAATACTACACGGTTAGA
TCNAATGCAGNATTAAAGNAGAAAAACA
>CL2514Contig1
GGGGAGGTCTNGGCGTGGTTGAGCCATCGGCTGATTCGAGCGAAGGACTNATCATCGATC
ACAGCAGAGAAGAAGGTGCTGAAGTCCTCCACTGGATCTCCCACTTTGATGCTCTTGTGG
ACATCCAGCAGCTGCTGCCGGATCTGTGGCCACAAGCTGTCGGGGACGTACATCCTGGAG
CACGCCGAACACTTCTGGCCTCCGTACTCGAAAGCTGAGCGGATCGTCCCCATCACCACG
CTCTGGACGTCCGCAGATGTGTGCACGAAGTGGAAGTTCTTCCCACCGCACTCTCCGGCG
AGCCGAGGGAACGTCCTGTAGATGTCCAGGTTCTGCGCCACCTGCTTCCACAGACGCTTG
AATGTCGGTACGCTGCCGGTAAAGTTGATCCCCGCCAGGTGCTCTGATGAGGTGACAGCA
TCCCCGAACACGGGACCGTCAGCAGGAAGGAACTGGATGATGTGGGGGGGCAGGCCGCAC
TCCCGCAAAACTTTGTAGACGGCGTAACTCGCAGACACAGCGGTGTCACTGGGTTTCCAC
AGAACCACGTTCCCCATCATGGCCGGGGTACCTGCCAAGTTTCCACCGATGGCTGTGAAG
TTAAAAGGCGCCACGGCTGCAACGAAGCCCTCCAGGCCGCGGTACAGCATGGTGTTGGTG
CTACCGTCTGCGTCCAGGGGCTGCTGCTTCTCCAGCTCGATGGCGTGTTTAGCATTGAAC
CGAAAGAAGTCGATGAGCTCTGCTGCGGCGTCGATCTCCGCCTGCACCACCGTCTTTCCC
TGTCCGATCATGGTGTTGGCCAGGATCTCCGCCCGTTTGGGTCCACTGATGACGTCGGCA
GCCTTGAAGAAGACCTGGGCTCGGTCCTGAACTGGCTTCAGGTCCCACTCTTTCCTGGCT
GCCACAGACGCGAGGATGGCCTTGTTGATTAGCTCCTTGTCGGCGTAGCAGAACTTGGCC
ACCTTGTGTGAATGGTTGAAAGGAGATAGCTGATATCTGATGTCTGCGGTCCACACATGT
TCATCTCCAACCACACACGGAACCTCCTGCGTCCTCTCCTTCAGGCTGTCTAGGGCCTTC
AGCAGATCACTTCTCTCGGGACTCCCCTCCTTGAAGCCCAGGATGGGCTCGTTCTTCACC
TCCACAGCTGCACAAGGGAATGTCTGGAACCCTCTCCATGACCGGAACACAGCCGACCTT
ACCCGGAGCATCTTCCCACCACAAACCACTGACACAAACCAAAGGCGAAACCTGTCAGCG
CGAGCCTCGATGAGCCTCCCCCGGCCATAAGGCCCGGG
>CL2515Contig1
ATTACATTTGCTGTTAACATCAGAATAAAAGGTCAAAACTTGAGTTAAGGCCCGTACACA
CCGGGACGAATATTCGCCAGGCGTTATTCGCCAGCGTCTTTCGCCACGTTTTTTGTGTTC
ACACCCAGGCGATTTTCGCTGACGATGAGCCGAGCGAACATGCAATTTCATTCCCTGACA
TTAGATGGCGCTTAATGTAAAACAGAAATACTCCTGTACACAAGGTGGCGCTGCGCAACT
TTACGCTTCTTAAAGTCGCTTTTCACTCAGAAGAAGAGAGCAAGTATTTACGCGCTTGTC
AGAATAATACAAAGAAAACATGAATATTTCAAGCACCAGTAGCTCCAACTGGTGCTTGGT
TCGGGGATATTTTAGAATGTCCGTCATTATTTCTTCGCGGCAGTGTAGACGCTACTTGGC



GTCTATCTTCTTCGCTGGTATGTGTGCTCAGCAAGGCAGTTTTGTGTTTGAGCACCCCCA
AGTTGTGTTTTACTGTAACTTCAGAAGCTCCAGACACGTGTGCAAAAGCGCCATTCTCAT
TGGTCGAATAGATTTCGATGCGACGCGTCGGAAAAAAAAAAACNAACCCNAGGCGTTTTG
TTTTTTTTGACNCTTTGGCNCGGGGCGTTTTTTTCNC
>CL2515Contig2
ATTTCGACGTGACGCGTCGGGNAAAAAAAAACGAACCCGAGGCGTTTTTTTTTTGACGCG
TGGCGTTTTTTCACGTCGGTGTGCACACTCACATTGGTGCCCTTTGTTTAGTCACGAGGC
GTTAAACGTCGGCNAAAATCGCTTTTGCACACGTGTCTGGAGCTTCTGAAGTTACAGTAA
AACACAACTTGGGGGCGCTCAAACACAAAACTGCCTTGCTGAGCACACATACCAGCAAAG
AAGGTACTGGTGCTTGAAATATGTTTTCTTTTTATTATTCTGACTAGCGCGTAAATACTT
GCTCTCTTCTTGTGAGTGAAAAGCGACTTTAAGAAGCCTAAAGTTGCGCAGCGCCACCTT
GTGTACAGGAGTATTTCTGTTTACATTAAGCGCCATCTAATGTCAGGGAATGAAATTGCA
TGTTCGCTCGGCTCATCGTCAGCAAAAATCGCCTGGGTGTGAACACACAAAACGTGGCGA
AAAACGCTGGCGAATAACGCCTGGCGAATATTTGTCCCGGTGTGTACGGGCCTTTACTCA
ACGTACCAAGCCTGTGCATCTCATCACCTCTGGCAACCACCATGAAGTCACCCAATTCTA
CATTACGCAATCTCTTCAGTCTCCTCTCATTTTAGGATTTCCATGGCTATGCAGTCACAA
TCCTCAGTTCGACTGGGTGAACCACCACATCACCAACTGGAGCACTCACTGTCTCGCCAA
CTGCCTCCGCTCCGCCATCCCCGCGGTCCCCCCAGATCAGGTTTCCACTCCCGAAGAAAT
CGATCTCTCCGAGGTTTTCAGCAAAAGTAAGGCGGGTGCCTTACCCGCTNCACCGACCTT
ACGACTGCTCCATCGAGCTACTAAACGGCGCCACCCTTCCCAAGGGCCGTTTATTTAATC
TGTCCGGTCCAGAAAAACTCGCTATGGAAAAATACATTCATGAATCTCTCGCCTCAGGTC
ATATTCGCCCCTTCTCTTCTCCCGTCGGGGTGGGGTTTTTCTTCGTCCAGAAGAAAGACA
AGACCCTGCGTCCCTGCATCGACTGTGAGTTAAACCAGATTAATGTTAAAAACAAATACT
CCCTGCCACTCATCAGTTCTGCCCTAGACTCAGTCCAAGAAGCGCGTTTGTTTTCTAAAT
TGGATCTCCAGAACACGTACCACCTGGTTCGCATGAAGGAGGGGGACGAATGGAAGACTG
CGTTTAACACCCTACTTGGGCATTTTGAATATTTGGTGATGCCTTTTGGGCTCACTAACG
CCCCGGAAGTCTTCCAACACCTAGTTAATGACGTCCTCCGTGATTTCCTTAATAGATTCG
TCTTTGTCTATCTCGACGAC
>CL2516Contig1
TTTTTTTAAGGTTAAACATCATAAGATTGGCTCAAAGCAATGATTGCAGTTTAGTACATC
CATAAACTTATAAATTCTAATGTGAGGAAAGAAAATGAACAGCAAAACTAAAATGTCATC
AAGTGCAAATGAGCCCAACATAATCCAAATCTCATCATTATGTTTTTCATTCATCCTCCT
TTGATTTTGTGCTGGAAAAAAAATAATCATATTTTCTGCAAAACATTTTTTTTCCTGCTT
AACTTTTTACTGGAGCTGCTAAATATGGGAAACTTTCTAGTTTTAAATATGCATAACACA
TTGTTAAAATCCAGCCTTGATGGCTCCCAGCAGGTCTGAGAGAATACATAATACAACTTA
TTACAAAAGAGTGGAAGTCAAACAGAACTTCTTTTTGTTTTTGGTGTTTTTGGAAACTAC
CAATCTCCCATTTATCTTGTGCTTTCAGACAATCATGTAACCTTCCCTCCTTAATGACCA
TCTTTGGCCTCGTCCTTGTGTTTGTCCCGCGGCACACGGCCCATATTATAGAATTCAAGG
TTGGGCCTCATGTCAGTTAAGTGGGCGAGTCTGTTAGACATGGCGAAAAAAGCAGCAATG
GCCGCGATGTCCCAGGCGTCCTCACGGTCAAAGCCGACTTCCTCCAGGGACTGGAAATGT
TCCTCTGTGATGGTGTCACAGCGACACACGGCCATCGCAAAGTCCAGCATCGCCAGCTCC
CGAGGGGAAAGCTCTGCGTTTTTATAGTTGACTACCACCTGATCAGCAACAGTTGGTTTC
TTGGAATAGATTCGATGCAGAGCACTGTGAGACACCACACAGTAAAGACACCTGTTGTGA
ATGCTGGTGGCCACTACTATTAGCTCACGCTCTGCCTTGGTTATGTTGCCTGTATCTTTA
TTCATTAACTCATTGTAGTAGGCGAAGAAGGCTCTGAACTCAGCTGGTCTATGAGACAGG
ACTTTGAAGACATTGGGCAAAAAACCTCCCTTTGCCTCAACCTCTTCCATAAGCTCCACT
ATGTCATAAGGGAGGTTTTTTCTGTAGGGAATCGGGTAACGACTTATTTTCTCCGGTGGA
CCGCCGCTGGAGGATTGTCTGGTCGCCGCTGATCCGCCAGATCTCCCCTGGAGTAAGAGG
CTTGACGCGGGCGGAGCAGCTTGAGTTAGTAAGGACGACCGAAACAACAACTTGGAGACG
AGTTTGCCTGCCATGTCACTCCACATCAATGCAGACCGCTTTTTTGTGGTTGGTTTACGC
TTTTTAGTCGCCTCAAATACTCCAGGGCTTTCCTAAAATTATTTACTTTAAAAAATAAAA
ATCTCACACATTACTATCTACAGATATTATAATTCGAAAAAGCTACAGTTGAATGCCGTC
CAAACATGAGCCTTGTTTGGGGTGATTTCCCGTCGCGTGTGGCCACACAGACGCTATTTA
GCTTTGTGTTTGTCAGATCTTAAATCGGTTGAAATCATCCAATGAATCCC
>CL2517Contig1
AACAAAACCAGCTGGAAGGAGTAGCAAGCCCTCTTTCGGTGGATTTAGTACAACATCGAG
GGAGTGACTGCCTGTGTCCCAGCTTGTCACACGTGCTTGCTGTAACAGGAGGGAGAACTG
ACAGTGGGAACCCAGCGCCCAAGTGGCTAATCACTTTTGGACCATGAAGCTTAGTGTGGC
ATTGTTTTTTGCTGGGCTCTTTGGAGCTTTGGCTGCCGTCTTCATCCTGTTTTCCTTTGG
AACCGATTACTGGCTGCTGGCTTCAGAGGGCTGCCATTCAAGCCCTGACAAATCTTATGA
GGAGGATCATGGCAAAAACATTACTCTGTACCATGAAGGTTTCTTCTGGAGATGCTCTTT
CAGAGGCAGCGTCGACGAAAACCACCTGATAACGAAGCTGTGGTTCACAAACCAGCCTCA
TTTGAAAGAATGTCAGCCTGCATACCTATTCCCATTTCCGGTGTCTTATCAGACCCACAA
TGCCACCGAGTATGATCATGCAATAATCTACAGAGGTTTCTGGAGCATCTTTATGCTCAT



TGGTGTGGCTGCAGTCATTCTGGGTGGGTTCTTCATCATCTGCGCTGCACCGTTCGCAAG
TCATCGCCTATACAAAGCTGGGGGGGGTTTCTTCTTGGTGTCTGGCCTGTTCCTGCTGTG
CGTGGTGGTGATGTACGTGCTGTGGCTTCAGGTTTTGGATGTCCTGGATGTGTATATCAG
CCGCCAGCGTTCCTCTCTGTGTCCAGGCTTTCAACTGTCCGTCAGCTACGGGTTGTCCTT
CATGTTTGCACCCGTTGGCATCTTCTTCTGCCTCGTGGCCGGCCTTCTCTTCCTCCTTAT
TGGACGAACTGTTCGGGTCCACCACCACTGAGGAGTTTCAGTTTTATAGCCGGATTTTTG
TACTATCACAGTGTTCCTGCAACAAGCCCACCCCCTGCCGACATGTATGTTAAGACTTCA
ATGTTTTGAAAACTCTGGTCACCTGTTCAGAGAGGTGACCAGAGAGAACTATTCAAAAAT
TACATCTGTAATGTGCCAACCTGAGGCTCTTTAGCAGAGCTTCAAAAAGCTATCAATCAA
AAAGTAAAGGACATGCATGCATTCTTATTTTAACCTTTTATGCTCTGTGCGTTTTGGAAA
ATTAAAATTGTGAGGAGAAATGCTGCAAATGAAAGTTCAACAAGGGTTAGAAGAGTGGAA
ATACTTTTTTATACTTCACAGTAAAATGTTTCTTATTTCTGAGACTTCTGGGTTTAATGT
TTTGAATAATATCAGATATCAAGGTTTGAAAAATGAGTTTGACGTACTTCAGATTTTCAT
CTTTTTCTTTATTATTTTTGTTGCTCCTTTGGTCATGCAGTGCTCCCCATATTACAGCGT
AAACTATGACGGTTCTGGTTCTTAAATGATTGTCTCGGCACTGCTGTCACATTTGTAAAT
GAAGCAACAGTTTTATGTTGATGATGTGACACTCTTTTGCTGTTTAGAGTGTGTTCTCAG
GTGTGTTATTGAAATG
>CL2518Contig1
GGACGGCTTCATCGTCTGCGGATATAATTTAGATCATAGCAGCACATTTTCCTGTCTTGA
ATTAGTCGGTTAGCATTGTAAACTTTTTTTTTTCTCTTCCTGTTTTCGCTATAATGTCTG
TGGGAGTAGAGTCTGGATTTTCAAGCGAGGAGGTCCTAAACAGCCGTTTCCCCCTCCATC
GAGCCTGCAGGGATGGAGACGTCGGTGCCTTGTGCTCTCTCCTTCAGCGCACCTCGAACC
CGGCTGACCTCGCCGCTGAGGACACGTTCTACGGCTGGACGCCGATACACTGGGCTGCTC
ACTTCGGGAAGCTGGAGTGCGTGATGCGTCTGGTCCAGGTGGGCTGTAGCGTGAACTCTA
TGACCTCCAAGTTTGCACAGACGCCTACTCACATTGCTGCTTTTGGCGGCCACCCTGAGT
GTTTGCTGTGGCTACTGCAAGCTGGTGCAGACATTAATAGACAGGACTATGTGGGCGAGA
CGCCCATCCACAAGGCTGCTCGAGCGGGCAGCCTGGAGTGCATCAACGCTCTCTTGATTC
AGGGAGCGAAAGCTGACAATTCAATTGGAAATGACTTGGTTTTTTCAAGTAATCCTAGAA
AGGGGGAGCATAGACACTGCTGAGTCTGCCCCGTTCCCTGGGATAGCCGCACTGTTGTGG
CATTGAGTGTTCTCACTATCGCTTCCTATCTACACACTGGCAAACTGTTGAGCATGAGGA
ATGCCAGTGGGCTGGCAGCTGCAGACCTGGCCCACGCCCAGGGGATTCCAGGAGTGCGCT
CAAATTCTCGCCCAAGCCCAGAACCTCCAACAAAACATGGCTCAGTCCCAAAACGGAGCC
TTTCTAGAGCTCATGAGCCACAATGGGGTCCAGAACCGCCCCACCATCCAGGGACGCAGC
TTCTTGAATGGCGTACCAAACAGAAAGAGGTCTTTTGATGGGATTGAGGTGAACCCGGGG
AAAAAGGCGAGGTCAAATGGGACGTCCCTGCCGTCCGCATTTCTGAACGGGAACGGGCCA
CTAGGGGGCACTGGAGAGGCCCAAATGGAGAGCATGAGCGTGGAGATGACGGCAGCTGTA
ACCTCAGGTGGGCCGGGAGGCTTTGCATTTGGGCTGAATGGGTTTGCACCCCCGCCGGGG
CTCATGGAACCGTGGGAAGACCAGGGGAGGTCCAGCCCCCCCGCTAAAGAGCTGGAGGTC
ATCACTGTGGCGTCAATGCAGACCCCCTGTCGCTGCACTAACTCGTATGCGTACCTGTAG
TCCACCTGCAGACTCTTTCCATTTGTATCATCTGACCTTATTTGGATGAATACTTACAAA
GGAGTGCTTATTTTATTTTGGTTTTGTGGTGAGCTGCATTTACACGGTGTAGCCGTTTGT
GTGTAAATGGTGTATTTTATATTTTTCTAAGTAGCTGATTCGTGGACGGTTAAGAAAAAC
CTGATTTCTTTATTAATTGATACATAAAAAAACAAGACATTTAATGCAAACTTCAGTTTA
ACCCAGTAACTGTCACATACTGTGTTTACAATAAAAATTATTTTGTTTTGCACAAAAAAA
AAA
>CL2519Contig1
GTTTGGACATTTCTTTATTTGTGATNCTTTGGCTCTTATTTAAAGATATGGCGTCGTTCT
TTGCAGTTTTTTTCTGTCTCTTTTTTGCATCAGAAGATTAAGCTTCTGCTTAATTTGACG
TCAGAAGCTCTTCAGCTTTTATCACCCCACAGTATTCATCACACTCCGCCTTGCTGTAGA
ACTTGTTCCCATTGGCTTGGCAGTAGCCCTGTTTGTAGGGCACGCACAGACCAGAGGTGG
AATTAAATGTCCAGATAGGTGGAGACCCCACACAGGGTTTGGCGTCCATGGGGAGGCGGC
ACACAGCCTCAGGGCGACATCTCTGCAGACACTCTTTTTCAGTTACGAAGTTGTTCTGGT
TGCCAAGGCAGCCTCCGTAGTTGAAGATCTCACAGCTCATCTTGGTGGGGTTGTAGAAAT
AACGCTGAACCATCCCGAAACACGGCCCAGAATCTGGAGCTTTTGCACACGCCTCAGTAT
CATTGAACAGAGAGGTAGCCTCGTCCCCAGAAGCTTCCAAGTCTGCTGGAGACAAAGAGG
GCACCACCTGTCTCCTCCACCTCTGAGGCTTTTGCTGGGATTCTGGCTCTGTGACCGGCT
TTCCAGGAACGCATATACCTTTGTCTTCTTTGATGATGATGTTGTCTTCACCCAGTTGCT
GCTCTTTGACCAGTGTTTTAAAGTCTTCCAGCACAGTGGGCCTCACAGTCATGGTTCGAC
TGTAAAGCCTGAGTGTAGTTATCCTTTCACCCGTGACCCTAATCTTGATCATAATCATGA
CAGCGTATTCATCGTAGTTTGTGTGGAGCACATAGGCGTCCACATCAGCTCCCGTCCGGT
TAACATTGTAGAAAAATCGTCCGTGGGTGCTGGTCATCTTAAGATCTTGAACAACCTCCC
TACACGTCCCATATCTGAGCACAGTTCGGGTCGTCTTGAGCTTCGTGCCAACAGCACTTT
TCTGCACCAGCAGTTTACCTATAGCTGTATTTTGCTTGTACTTTGGGAGGTCAGGACTCG
TAGTTGCCAAGGCAACGTCATACCATGTTCCCAAAAACTTCGTCAAAACAAAGTTCTCCT



GTGTGGGGTAAAGAGGATCTGGAATAATTGGAAGCCCCTGGAGGGTCTGGCTCCATCCCA
GTGCCAGTAGAAAAATTAAAACTGCATTTGTTTCCATCATGTCAGAACTGTCTGACACTG
AAATGGACTCGGGGCATGCTTGGTCTGTGGGCCGTGTGTAAATACCCTATAGCTGTGTGA
CTCAGTCTCAGAACCAACAAAAAAACCCC
>CL2520Contig1
TTTTTTTTTTTTTTTTTTTTTTTNTTTGCCTCCATGGGCCAGAAAAAAAAAAAAAACGTT
ATTCATAAATGTCTACCAAAGTGGAAGTGATAGAAAAAGCTCCCAATATACATCTTTGTC
ATACACAAGTCATTTAACATATTATCAACATGGCTAAAAGGTCTGAATGTAGGCAGACAT
CTTAACCCATGTGCCACATTTGGAAATGTTCCACCTGTCAAGACATCTATAAAAATGTGT
GGTTGGTAAAATGCAGCTTATAAACTACAAAGCTTATAAATTAAAGATTTTAGTTTGAAA
GCAAAAAAAAAAAAGTATAAATTCAGGAAATGTTGGAATTATTTAGTCTCATACAATACA
GAAAGCAGAGGGTGTGAGTGTAGACATAAAGACACATGCAGCTCATTACTGCCAGAGGTC
CTCTGTGCGTCCAAACTTGAAGACCAACCCCCCAAAGAAAATGAATGCATTTTGGAAGAA
AATGGCGATTCCAGGGTACGTATGTGGCTTCCCAGGCACAACAAATCCCCCAAACAGGAT
CCACATGGAAGCAATGAGGGAGCCAAAAGCCAACATGAAACCAATAAAGAGCCACACTCG
AGCGCCTGTCTGTCCCATGCAGCCTTCACTGTAGCTGTCTCCCCTCACCTGGCCATTTGA
AACTGCATTTATCATGAGAAAGGCCACAGTAGCTATGACCCCACAGGTGTGATAGGCGCG
ATGAAAATCTTCCTCCAGAGGGTACATCACTGCCGCGTCGATAATGATCCACCAACCAGT
GAAGAACAGAACTCCAGCAGCAATGGAAGCGATGGTGTTTCTCCTCTCCCCCCAGTCAAC
ATTGCAGTCACAGTCTCCACAGCGGATCCCGTCCAGAAACCCTGACATGACTTTCTGTTT
TGAGTTTTTTGATGTGGACTACCGCTAAGACCGACCTGACTTCCGATAGACCTCGACCGT
GCACATGCCCCCGGCCATA
>CL2521Contig1
GGGAAAACNGCTTCTGGGATCGTGGAAAGGGGCGGGGCTCAGCTCTGAGCTGAAGAAACC
TGGGGGCCGGCGGGACAAAAGGCGGCACAGAAAAGGGTTTCCGCCGGAGTCTGAGCTAAA
ATCTGAGGTGGGGGCAAGAGACCAGGATCCTCCTTCTTCCTCCTCTTCCTCTATGTCCTC
CGCCTCCCTTGGCCTGACCCAACCCATTGAACCCCCCTCCCCCATCATTAGTGTCTCTGG
CTTGGGCTCCTCCACTGTTACCACAGCAACCACCGAGCAACCCCCCACGCTGCTGCCAGC
CTCCTCCAAACCGCAGAAATCCGGACGAGGAAAAGGACAAGCAGAAGTGATGCCGACGTT
GGACATGGCGCTGTTTGACTGGACAGACTATGAGGACATGAAACCTGCAGAAACCTGGCC
GTCCTCCAAGAAGAAAGACAAAAGGAGGAGTAAGAACCTGAGCAGTGGAAACGTGACTCT
GGACGCCGACGCCGCCGAGCCGTGCGACCATCACCTGGACTGCCTCCCAGGTTCTTGCTG
TGACCTGAGGCAGCATGAGTGCAGAGCTCACAACAGAGGGCTGAACAACAAATGCTACGA
TGACTGCATGTGTGAGGAAGGCTTTCGCTGTTATGCTAAGTTCCACCGGAAGCGGCGTGT
GACCAGGAGGCGGGGTCGCTGCGTGGTGCCAGACTCCGTCAGCAGTGACCAAGGGGGCTT
CATCACTATATGAGGAGGAGGAGGAGGGAGAGCAGGAAACGACCACGGGGACTCTGACGG
GACATCAATAACCCGACTGACGGACCAAATCCGGTCCTGCTTTTGGATCCATCAACGGAT
GAAATCCATCCGTTTGTTTCTTCCAGTTCGATTCGTTCACAACAGCAGCTCTCAGAAAGT
TTATCTGTCAGATGATTTTGATGTCAGATCAGGAAATGTTCCTTATTGCTGCTATTTTTT
TTCTTTTTTCTTTTTTTGCTATAGGTCTAATTTTATTGGATTTAAAAAAGCGACATTTTA
TCTTTTATTTTGAAATGTGTCACTTCCTGTTTCCAGTTGAAACTTCCGTTCTCATTCTCG
TTCTTGTCTTGGATGTTCTAGGTTAGATTGTGTTCCTGCTTCACTTTTAAAGTTTAAAAA
CGTTCGTCTTTTCTCTTCATCTCCTAAAGTGTCCAAAAATAATGTCCTCAATGCTCGCCG
TCCGTCTTTTCATGCTAATCTAGAGTTAGTCACAGGGCCAAGGACATTTATTCCTTTTTT
CTATGATGTTGTTATTTAAGGCAAACAAAAACAGCTGATAGGGGTGCATGAAAAGGTCTT
TTAAAACCGTTTTTGGTATTTTGAAATTCATTTGACTGATGATTAATCATCAGAACAGCA
GTGAATAAAG
>CL2522Contig1
ATTCGGCACGAGGCAGTACTGCATGAGCTGCACTCACGGCTTTTGTCTCAGGCGTTGGAG
ACTTGCACCTTCATTCAAGCAGTAACTCAAAATGAAACGGCTGTGGGTGGTCGGGCTTCT
TTGTGCACTTCTAGCATTTGCTGCTGTGAGAGCTGAAGATGATGAGGTCGACGTCGACGC
GACAGTGGAGGAAGACTTGGGAAAAAGCCGGGATGGTTCCAGAACAGATGATGAGGTGGT
GCAGAGGGAGGAAGAGGCTATCCAGCTAGATGGCTTGAATGCAGCTCAAATTAAAGAATT
AAGAGAGAAATCGGAAAAACACATGTTTCAAGCTGAAGTCAACCGTATGATGAAGCTCAT
CATCAACTCTCTCTACAAAAACAAAGAGATCTTCCTCAGGGAGCTGATTTCTAACGCCTC
AGATGCTCTGGACAAGATCCGCTTGCTGTCTCTGACTCATGAGGATGCTCTGGCTGCCAA
TGAAGAACTGACCATAAAGATTAAATCTGATAAAGAGAAGAACATGCTCCACATCACTGA
CACCGGTATTGGAATGACTAAAGAGGAGCTGATTAAAAACTTGGGTACCATTGCAAAGTC
CGGCACCAGCGAGTTCCTCAACAAAATGTCGGAGATGCAGTCTGAGGGCCAGTCTACCTC
AGAGCTGATCGGACAGTTCGGTGTGGGATTCTACTCTGCTTTCCTCGTCGCCGACAAGGT
CATCGTATCGTCCAAGCACAACAACGACACTCAGCACATCTGGGAGTCGGACTCCAATCA
GTTCTCGGTGATTGAAGACCCCAGAGGGGACACACTGGGAAGAGGAACCACCATAACGCT
CGTTCTGAAGGAGGAAGCCTCAGACTTCTTGGAGCTGGAAACCATCAAGAACCTCGTCAG
GAAATATTCTCAGTTCATCAACTTCCCCATCTACGTCTGGGCTAGCAAGAC



>CL2523Contig1
AAAAAAATTAACAAAAAAAGAAGACTATTAGAATCTTCGGTTATAGTGACGCCTCGGTGT
TGCTTGTTGTTGGAGTAGACTTAGTTGCGTCCGGCGGAGGACGGTTTGACTGCAGCCACT
CCATCTGCTGCAGCGCCCTCTTCACTAATACACCATGTCTGATTTCATCCTGCTGCTGCT
GATCTTCGTCCTCCTGCTGTGTCTGCTCGTGACAGTCGGGGGGCTGCTGGTGTACTCGGG
GCTGCTGTCAGACGTNGTGGTGAAGACGGGGCCCCCTCCTGTCCCCAGTGTCACCATCGC
CTACAAGTTCAAGCGGGGCTCCTACAAGGACAGTGGTGCGGGCTACACGGAGAGCTGCAG
CATCGGCCCAAAGCTGAAGTCCATCGGGATTTTTTACGATGATCCTAAGGAGAGGCCACC
AGAGAAATGCCGCTATGTGGTGGGCAGCATTCTTTGCGAGGGTGACGAGAAGCCAGATGA
AGAACTGGTGAAGCTCTATGAAAAGTTTGGCTTCACCGTGTTTTCGCTGCCGGAAGTTAA
CCACGCTGTGACGACCAGCTTCCCCTGCACCACTCATCTGTCCCACGTCTTGGGTCCCTA
CAGGGTCTACTCAAGACTTAGTTCCTACATTGAGGAGAGAAAACTTTGTGCCTTCCCAAC
CGTTGAAATCTACACCTCGGATGCCATCCATTATATGGTCCCGCTGTCCCGCCAGACGCA
CTTCTATGTGCCAGAAATCAAAGAGGAGTTTAAAACAGATGTGAAAGAAGAGGACTCGGA
TGAGGATAGAGGAACCGATATAACAGGTGCAGATTCCCACAGTGATGTGAGCTCGGTGAG
TGGCGGCGTGCCATGGGACAGCAGAGAGACGTCCCTGGCAGCGTCCACGGCTGCCTCGCT
GGCCTCCTCTCTGCCCCTGAGGGATGTAATGGATGCAAACGAAGACACTAGAAACAGAGA
CCTCAGCAACAGAGACTCAGACGAGTCTATGGGCAGCGGCTCATCCTTTGAAGAGCTTGA
CATGGAACAGGACGGGGGGGTAGAGAAGGAAAGCAGGCAGGAGGAGGAGGAGGAGGAGGG
AGGGGATCCCTGAGGGTGAAGGTGGAAATAAAGAAGAAGAAGAAGAGGAAGAGGAAATGG
TGGCCAACAAAGAGGAACCCTTGGGACAGGGTGAGGAGTAGGACAGATGCTGAAGAGATG
GGGGATGCAAGTGTGCAACAATGGCGTTCCAGAGAGTTTTTCCACTGTGCTGTGGTTGGT
TATCAGTCCGTCAGTCATACAAACCATTCATGCCATGACATCCGAGTCATATTTCCACAC
CTTCTTAATTGTAGTTTTAAGCCTTCACGTTTTCTTTAATCACAATCTCTGCTTTTAGAA
ATAATCCACAGGTAAACCTTTCAGGGTAAAGCAGCAATAGGTTAATTAGAGCACAATTTG
CCTTTAATTGGAGGAAAGATGCATCTAACTGACAGGGACACCTTGTTCCCTGAAACCAAC
CAGCAATATTTGTTTATTTTGACAATTTGGAATTTTTCTCCAGGGTCTTGCTCTGAAAAA
AAATCCGCCTGTGTGTGTGAGCTCTGCCCGAAATAAGTGTATTGATCTGTTGTAGAAAAA
AAAAA
>CL2524Contig1
AGATGGTGAGTTTTAATCATACAATTAGGAGACTCTGCTTGGACAGGAAATCAAGCAGGA
AATTTTCCTTACACATCTATCAATTAAAAGAAAAATCCTTAAGGGTTAAAAAATATTCAA
AAGACAAAAAATTCTTAATAAAAGCAGGAATAATTTTTACCAACAAAAAAAAGTATATTT
AATATTTAAAACCCATTCAAAAAAGGAAGAGCAATGAAGCAGCAGCGGTGCATCACCTGT
AATTTAAATCAGCTTTGTGCAGCACAGATGGGCAATGAAACAGCCCAAACTCTAAACCCT
CAACTAACACCAACTCCTTCCCCTCTGCATCCTCTTGGCCTCTGACATCCAAAGACAGAC
AGACTTTTGCTTTGGCTCAGGGCGTTTTGGGGCCAGAGACGTAGGGAGTCTCTTCAGTCT
CTGTCTGTTCACATGGAGCACAGTTAGCACTTGGGGGGCCTTCCTCCTTTCTGTCCCCTG
AGAGAAAATCGTGGATGGCTGTTTCTATTTGCGGACGGAAAATGTGGTTCATCTTGGGGT
CCACAACCTGAGTAATGATCCTGTCCACACCGGACTCCAACATGCCTGATTGAACTACGC
TTTGCCTCAGCCCATTCCTCATCTGGTTCTTGTTGTTGGACGGGTTCCACTCTTGAGTGC
TGAGATGCGATGTGACAAAATTGTCCACTTTCTGTCGTAGGTTCTGATAGGCAGGCTTTG
TATCAACATCTGCCAAGCAATCACGACGAAATTCGTCAAAAAGTCCCCGGTTCTTCAGAT
GCTCTACAATCATACCGATGAGCTGTGGGTCTCCCGGAGGAAGGGTGGCCGGGTTAACAT
TATTGCTACCCTCCGCCATTCCAGTCGTACTTAAATGTTAACTCCGCTACCTGTTAGCTG
CATTGAGAGCTCACCCTCGTGCCGAA
>CL2525Contig1
TTTTTTTTTTGGAATATTGTTTTTTATTTTATTTAATTAAAAATGACCAATGATCAAGGA
AAAAAAAAGATGCATAAGTAAACCAAATACATTTTCAGATGTGAGGAGACGTATACTTTT
AAATACAAAAAAATGTACAGTTTTTACAAGTGCTATTTACATTTTTTTAAGTTCCTGAAA
GGTCCAAGCAACGTGACTTTAATTTTCTTCGTGTTCTAATTTAGTTGGAAACTTCTCACC
TGGAGTTTGTGGAAACAAAGATTAAAAGAGTTTGTTCAGTCACGTTTGACCCAGATAGAG
AAACAGCTTGTCTAAAGCAGAACTCTCGTGTTTTTGGTACAATTCTCTGGGTTTTAAGTT
CAGATATCGAAAATATCATTGAAATGTTTTTTCCCCGCTTTCAACAGACAGGTCAAAACA
GTAAATAGTCTGATTAAACCACGTCAGGCTGTTCTACACGGTGGTTTCCCCGTTTTTGCC
ACTTGTCAGCCTGGTGTAGAACTTGCGCCAGGAGTGCAGCGTCTTTCCAGACCAGATCCA
GAAACCAGAAGTGATGCCGACGATCAGCGTCATGAGATATTTGATCATATAGACGGTGAA
GTCTGGGGTCATGTGCGGCCTGCTCTGCGCCGGACAGGGGATGGCCAGGCTGCGGCAGTT
CCGGCTGACCCAGCTCCGCTCCCAATGCGGCCGGAAAGCCTGCTCGTAGAAGAAGCAGGC
GATGACGATGGTGGCCGGAACGGTGTAGAGCACGCTGAACACCCCGATCCGCACCATCAG
CTGCTCCAGCTTCTCCGTCTTGGTGCCATCGTGCTTCATGATGGTGCGAATTCTGAACAG
CGAAACGAAGCCGGCGAGCAAGAACGAAGTGCCGATGAAAAGGTAAATGAAGAGAGGGGC
CAACACGAACCCTCTTAGCGGATCCAGGTTGCTGAGACTCACAAAGCAGACGCCGCTGAG
CACGTCCCCCTCAATCTGCCCCATGGCAAGGATGCTGATGGTCTTTACGGCTGGCACGGC



CCACGCCGCCAAGTGGAAATACTGAGAGTTCGCCTCAATAGCCTCATGACCCCATTTCAT
CCCTGCAGCCAGGAACCAGGTGAGAGATAGGATGACCCACCCCTC
>CL2526Contig1
CCGGGCTGAGGAATTCGGACGAGGCGGAAGCACGTGTCCGCCGCCGCCGTCACCCGAGCT
CCGCCGTCATGTCGCTGCGCTTCACGGACGAGAACTTCCACAGCGCCTGGAAGGAGCTGG
ACGAGCCGCAGCTGGATGGAGGCTGGGAGCTCTTCACCGAGACCATGGGGGTCCAGATCC
ACAGGCTCCTCGACAAGGAAACTGGACTGTATGAGTACAAAGTGTTTGGAGTGCTCGCCA
CCTGCAGCGCCGAGCTCTGCGCTGACGTCTACATGGACTTGACGTACCGCAAACACTGGG
ATAAATATGCTAAAGAACTTTATGAGAAGGACTTTGATGGAGAGACGGCGATCTACTGGG
AGGTGAAATACCCATTTCCCTTATCCAACAGGGACTACGTCTACGTCAGGGAGCGCAGAG
ACCTGGACGTGAACGGCAGGAAGATCTGGGTGATCCTGGCCAGAAGCTCCCCAGAAACGG
CGTGCCCAGAGAAGAGCGGCGTGCTGCGGGTTAACGACTACAAGCAGAGCGTTGCCTTGG
AGAGTGACGGGGCCAATGGAACCAGAGTTTTTATGAACTACTTTGACAACCCTGGAGGGA
TGATACCTAAGTGGGTTATAAACTGGGCAGCTAAGTCTGGAGTTCCAGGTTTCCTAACAG
ACATGCAGAAAGCCTGCAGCAACTACAAGAACTACCTCCAGAGCACAGGAGCTTGAATCA
GTGCCATTGCTGGTGTTGGGTTTAAAAATAAAATGGTGGTGGCAGGTAAAGCATGGGGTG
GATGCATCTTGTTTTTGGCCTGCTCTCCTGGCTGTTTTAAGTCCGTGCGCTCTCTTTATT
CAAACTAAATCAATCCTTTTTTATCAAATGCTGCCGGTCAATCATTCCGTTAGGAGCCTC
TTCTCCCTGCATTGTGTGGTTTACATGCTGTCCGATCCCGGCGCAAGGATTGTAGAGTTT
ACCATCCTGGAATGTTTAGATTTTTGATTATTCCTTTCAATTGTCTTGAAAATAATATTT
TAAAACCTTTGGATGGTTTTTGAAGACTGTTTCGTATTCAAAAATCCTCTTCCTCTGACT
GTTTACCTCTGTATTAAAGTCTTTTATGGATTCTTCTGTTCAGAGAAAGACTTTTAATAT
ATATCAAAGCTGTA
>CL2527Contig1
TCCTCCTCCTCCTCCATAACCGCCACGGCGCATTCGGTCATAGGATGCCCCTCTGCCCAT
CATGTTGTAGCCGCGACCACCAGAGGGCCGGTCGTAGGGGCTGGGTCTCTGCATACCCAT
GGGCTTTCTCTGGGGTTCGTAGTGAGTCCGCACCTCAGCACGACAACTCTTGAAGATTTC
AATGTACCTGTGCCCTATTCTTTCCTTGTGTTTCTTTAGAGCCTTTTCAGCTATATCCTG
TGAAGCAAACTGCACGAAGGCCTCCCCCGTACTCCTCCCCTGGATGTCCACCGGCAATGT
TATCCCATTTGGCACGATTTCCAACCCTGAGAAAAACTGGACAATTTCCTCCTTGCTGCA
GCCAAAGGGAAGGCCTCGGAGCCTCACCAGTCCATCTCCAGCTGTCTCGGGGCAATTTGG
GCCAGTGTGCTTCATGACCCAATCCATCTCCACATTGTTGGACTTAAACACCTCAACATA
TCTGTGACCCATGGTTTCTCTGTCCTTCTTCACAGCCACCTTAAGGTCTTCTTCAGTCTC
CATCTCCACAAATGCCTCTCCGCTGGGACGCCCTTCTCTTGTGTAGGTGAAGTGGATCCC
ACTTCCATTGTTGAGAATTTTGCAGCCTGAGAAAAACCTCTGTACTTCATCCACTGAACA
GGACCAAGGAAGACCCCTTATGCGCACAACATATCCTTCATCAGCCATAACTGCTCAGAA
ACACTTATGAGGAGAAGATGCAACACGCCGTAGTTTGTAGGATCTATG
>CL2528Contig1
TTTTTTTTTNGGAATAGAAGAGTTTATTAAACTTAGACTTTTAAGAAGTCGTCATACTCC
AACGCGCTCCGGGAAGCACATTCATTACAACTCCAACCCAGCGAGGATTGATCGCAGCAT
CAAAACATAAATAAAGCAAACTGACATATTTACAAATTCACTATGGACAGTGTGATGGGA
GGCGGGGCTCGAGGACACCACTTCATCAACACGATGAAGAGGAGCAGGTGGGTGTTCTGC
TGGGAAAGTTGGACTCCTCATCATCGAAGCTCACCTTCTCAGTAACTCCAGACCACCTAC
TGGATGAAAATGTTTCCTCAAACCAACATTAAACTCTTTGACCAAGACTAAGAAGTAGAA
AAAAATTGTACAAAAGGTTTGTCCAAAAAGGGTTTGATGAAGAAGAGCGTTTTCGCCTTT
CAGCTCTGGAAGCTTCATGATAACCTCTGCAGTTCACGGCGGCGGGAGGAGAGCCCGTTA
AACCAGCGAGGACGGCGCTCTTCAGGGCGGATGAAGGAGCATCATCAGTCGGCTCTGCAG
TCGTCTAAAAACACAGCAGAATTCTAAAAAAACTGCACTTTGTGTTAAAAAAATGAAGGT
TTTCCTTTTTGGAAAAGTACAGTCTTTGAGAGGACTTCTACAAAATAAGAGTTTGTGTGT
GTGTAGTTCCTAACAAGTCATGTGACTCTCCCAGCACTTCAGAAGAGGATCATGTGATCA
GGTCCAGGCCCCCCCCGCAGTGCATAGGGTCGACCCGGCGCTTTCTGCCCCGGTGTGCCG
TGTTTCCACCAGCGGGATGGGGTCGGGTCAAGACGGATAACGAGGCGA
>CL2529Contig1
GCGGACCGGTTTTTTTTTTTTTTTTTTTTTTTTTTAACATCATCAGGAAGAAGTTTATTA
AGGAGCGATACAGACGCACAGAATATAACAACTAATACATTTCCCAAATTTACCATTATT
GTGCCCTAAACATAAAGTCATTTTCCTGTCTTTGTTTTTTCTTCCTTTTTTTCACTTCTC
AGAGCTGTATTTACCTTTGGCAATTAAAAATTGTAGTTTATGCCAGTAAGGCAGTCTAAA
TTGGAAAGCATGTAGTGAATAGAGACAAAGAGAACAGTTTAAGCATAAGGATTCTTAATA
AGGTGTTTACAATCCACAGGTATAGTATCTCCTTATCATTACCTATATACATAAGAACAC
AATTTAGGCTCACAGACACGATAACAAATCGACAGAGAAGCACTTAAACATTGACGATAC
AACCTCAAGTTCTGATGCAGGCACTGACTAACTGGCTGCCGTGATAGAGGAGACGGAGGT
GAGACCAGACAGAGAAGGAGGTTAGGCGTTTCAAACCTGAGGGAAATGAATAGTTACAGT
ATATTAAAGCCTTTTTTTTAGTCATTATGAGAAATCTAATTTAGCTTTTTACACTGGGCG
AGAAATTTCTCAGTGCGAGCTCCAGTCCCATTCATCTCACAAGTCAGCATCTGAATCGGA



GTTTAAGGCTGTAGGGGGTCACGCTTTGACCATCAATACAGCACAGGTGGACGAGGTTCA
ACGCATCGGTGAGGCTGTTATTTCCACACTGAGAATACTGAAGGTGCTCCTCAGCCTTGC
TATGTGTGTGTATGGCCGCTACTACAACACAGAAACAACTCACAAACATTATATTTCAAC
CCACCCGACCTTCCGGGAGGGATGGGGTCGTTGGAGAAGTCATCGTGAAACAGCATTGAC
CATACCAAACCAAACGAAAAAAAATGGAGAAAAAAAAATC
>CL2530Contig1
CCGCAAACGCCTCTCTCTGCTTCTCACCTGTGAAGGAACTGCCCTCCAGTGAGGAGACAT
CTGACGGAAGCCCCGCCCAGAAGGCAGGGGGTGCCTCCCCCCCAACCGTTTCTGTAGAAA
GGAACTCTGCAGAACCAACTGAAGGGACTCCCCTCTCTGCCGCACACTGCATCCCTTCAA
GCAAATCCCCCTCTCCCGCCCCCCATGTTCCTGAGCCGCCATCCGGCCTGAGTTTTGTGC
TGTCGCCGTGTGCACCTCTGACCTCTGCTGCTGCTGAAGCCCCACAGGCTGTGTACCAAA
CGCCAAACAGCTCAGTCGTTGAGGAAGTTCCTGGTTTGGACTTCGACCGTTACTTCCAGC
CTTCGCAGAGATGCAGTCTGTCTCCGAGAGAGCCGGTTGCAGAAGAGACTTTGTCTCCCA
TGGCAACAGATGTAGAGATGGAGGGCCCCAGAGGGCAAGCAGAGGAACTTCCAGCACTGT
CAGCGGTGTCTTCGGTGTTTTCTCCTCGGTCACCACAGGTGCAGAGTGCAAAGGCTGCCC
TGCTGCTCTTCACTCCGGATCTGAAGGACAGAATACGCCAGTCAGTCTGTCCAACTGACC
TCATGTCCTTCACCCCTCCTAACTTCTAAACGTTTTTTATCCGTCTTATGATCACTTTTT
ACAAAACATGTTAAATAAAGTTTTGTTTAANAAAAAAA
>CL2531Contig1
GCTCTTTACTGAGACTTGACTGAAGTTCGAGTTTACTTCAAGTTAACAGCAGAAGGATAA
CCTCAATTGCTTTTAGATTTCACCACTATTTTTATTTCAGACGTTTTCCACGTGAAAACA
ATGGCAGATAGAAAGTTTCAGCAGGAGTTCTTGGAGACCCACAATGCCTACAGAGCGCTG
CACGGTGCACCACCACTGACTTATAACAGCAAGATGTGCGGTGAAGCCCTGAAATGGGCT
GATGAGTGTTTGAGAATTCACACTCTGGGTCATAGTGAAACTAAAGATGGAGAGAATGTC
TTCTTTAAGTCAGGCAGTCCATCCGTCAGCATAACAGGAAAGGATGCTGTGGATGCATGG
TACAGTGAGATTAAGGACTACAACTTTAAGAAACCAGGATTTAAATCTGGAACTGGACAT
TTTACTCAGGTGGTTTGGAAAGAGTCCAAGGAACTGGGTCTGGGAATGGCCACGGATGGT
AGAATGGCCTTTGTGGTTGGTCAGTACCGCCCCCCTGGCAACTTCAGCAACCCTGGGCAG
TTTGAAGCAAATGTCCTACCAAAAGAGTAAAAGTTTTGAGTTTTAAAACTCTTGAAGGCA
GCAGCACCAAAGACAGCTCCAGGAAAATAACAAGTGTTGTTTAAATGTACCCTTTCACAC
TCTCCTACTGATCTGAACATCCTTCTGTTATAGAAACAATCTTAATATGAATACAGCGTA
AATCTTTAATAAACATCACAATTTTCAGGAACTAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAACA
>CL2532Contig1
TTTTTTTTTTCTTTCAATATTGATTTATTAAAATGTAAGCATGCAATATTACAAAACACA
AATATATAAAAAGACATGCTATGCTACTATTGTTTTGTGAATAATGTTATTCAGAGGATC
AATGCTCTTTTTTCAGAAAGGCCAGCAGGAGGTTGCAGATTCCACTTTGCATATGGAACC
AGGTTGTCGATGAAAAGTTACAGGTTTTCCTGGTGTAAGAGGGATTTTCATGCCGGACTC
TTTCAGAACAACTTGCAGATCAAAGGTGTCATCGCTGTGAGATTGCTCTCTGAGTATGAT
GCAGACTTCCTCTTTCCTGAGCAGCCAGTCCATCTTACTGCCCAAATAGTTCATTCCACG
AAGACACAGCTCTTGTATGTCATTGGGAAGTAGTGGGGAAAAGGCCAGGCAGTCCTTCTG
AACTCTGAATCCTGTGTAACCAAACAGAACAGCTTGCAGAAACCCCCCCATACCCGTGAG
AAAGTTGACTGCGCCAGAGCCATCCGATGACTCACTCCACACCTGGAATGGCCCCTGGAT
GTTCTTGAAGCATTTTTCAAGTAAAAGCTGTGCTTTCTCAGCTTCTCCCAGCTCCAGCCA
GCCAATAGCAAACATACCCCACGTCATTGCAGGGCCGTTAGGGTCAGTTACTTGCTCGTA
TATCGTCAGATCGTTCCTCCTAACCTCTGGAGGCATTGGAAGTCCAAGAGGATATCCCAG
CAAAACCGTGTCCGCTTGCTTCACCGGGTGTCCTTTGGTGTAGCCATCAAACTCAGGATG
GTACTGGGACTCCTGGTCAAAAGGGATTTTGATGTGTTCTGCCACTTCTTGCCATTCTTT
CGGTGCGGCATCTTGAAGAAGATTGGCCAGCTCAACAGCAAATTGGAGGCTGAGTTTGGC
CGCTGCGTTTGTGTACACAGAGTTGTTTACATTGTAGTAATACTCATCAGGGGGCATGAC
ACCTAAGAGGTGATACATCTGATCATCTGGGTTCCAGTTTACTCTGGAAACCCAGTATTC
AGCAACACCATAGACGACTTCGCTGCCACGTCCCTCTTTAAACATGGATAGATCCTCCGT
GAGGTAGAGATAGTGTTGGAAGGCCAGTGTGACATCTCCATTGATGTGAATCTCTTGTTG
TCCGTAAATGTCTTCCGGACACACCTCTCTCCCAGAAACTGCACTCTCCCATGGGAACTT
CAGCCCCTTGAAGCCCTGCTTTTGCGCGTTGTCTTTAGCCCCATCTACAGTCCCCACCCT
GTACTCCAGCACTGCTCGGGCCAACTTGGGGTAAAAGAGGGCTATCCCAGGATACATCCA
AATGTCCTGGTCCCAGAAAACATGGCCCCAGTAGTCCTGACCGTCCCCGCCGTTAGACAG
CCCCCCAGGACTGACTCCTCCAAATGATCTGGAGTCATCGTGTATGGATGGGAAGGCACT
GAGGAGGTAGAACATGCAACCGATCAGAGCCTTGTTGAGATCATGTGATCCCGATACCTC
CACCTTGCTCTGCAGCCACAGCTCTTTCCAAGCCTTTTCATGAGACGGACGTAGGTTGCC
GGTCGCCATCAGGCCCAAGGCCTCATCGAAGCTGGTTTGAGCAGAGTCCAAACTGTTGGC
TACAACCAGAATGAAGCCCCAGCGAGCCTGGCTCTGCTCCGGTGGCAGCACCAGAGTGGA
GGGCACAGGCGTCCAGATTAAGTGCACAGAGGGACAGGATCCTCCTGGGAACTCCGCTGT
TGAGGTCTGTCCTAAAATGTAGCTTCCTCCTTTATATCCAGGACCAGTCTCGAAAACGAT



CCCGGCCATAAGGCCCGGGTTTAACG
>CL2533Contig1
GGTTTTTTTTGAATGCAGAGAAAAACGTAGAGTTTCATGAAAACATCTTGGGATAGAGCA
CCAACATCAAACAGTAACAACTTTTCCATGAAACCCTTTTGGAAGTAGGTCTGCCATTAT
TGCACCTCAAACCTGCCCCAACTTCAACACTTCCCCCCTCACCCCCTCCCCCTCCGTCAC
CACAGCAGACCAGGCCTCTGTCGGATCAGGGCGAGGCTGAAGGTTGGAGCCTTTTAAGCT
TCTAGAGGAAAACGCTCTGATGAGGCTGGACTTCCCTGAAGAGGACAGTGTATGTGCCTG
TGGGAGTCGATCTGAGGTCGGACAAACGTAAGCCTCCGAGGGGCTCACCGGGGGGTGGGG
GGGTGGTCCTGAGATGTTCTCGTTCAGCTACTAAATAAAGTCAAAATGGAGCCGTTTGTA
GAAAATTGTGGGAGGTTCCTGAGTTCAGACCTTTGGAAGGGCTTTTAGTAAACAGCATCG
ACTTGATGGAGAAAGGCTTGAGAGCTGCATAGGTTTCAATCCGAATGACCCCCCACAGGA
CCGATCACACGCCTTACTACAAAACTCTTGAAGTCATTCCAGAAAACGCTCCGACGTGCA
CATACACCCCACGGAGGCTCCACGGATGAGTCTGGACCATCAGAGCAGCTCCCAGAGGAG
TTCAGGTAGAAGTCGAACCAACCAGAGCAGAAGAGGAGGTCACCAATAGCTGCGTCTCCT
CGTTTTA
>CL2534Contig1
TCGGCACGAGGGTAGCAGGACCTCCGTAGCCAGTCTGTCTGCCACGTCAAACTTCCAGCC
TTCTTCTCTATCGTTCCGGTCTTTTCCCGTGTCGTTTCTTTTTAAAAACCCCTTTCTACG
CCACAGAGCAGCATTGAGCAAGAAGATGCAGAAACTCTGCGGCTGAGTAAAACAGTCGAG
ATGGAGAAAAAAATGGAGACAAAGAAACTCTACAAAACCAGAGGAGATCTCGCCAGCTTT
AAGGTATTCCATCTTCGAGCTAAACTTCTACCTGTGTGGATGTGCTGAAGAAAAACGCTT
CTGTAGAACTGTGCTTTAGCGGAAAGTGTTGGGCCAGGGTTACATGATCTCAGCTGACCA
CAAATATTCCAACACAAGTTCCTCTCTACAAGAGACTCCTTGGAGGCAAAATAGTTTGTG
TTTTTCTATCACTTATGAAATATCCTGAGCTATTTGTTTAGCCTAGGCCAGGGTTCAGAG
GGGTCAAGCATAGATTAGCTTTACAAATGTGGGCTTTATGGGGTATGACCCTTTGTGTGT
GTTTGCTCTTTGCCTATGTGATCCTATTTAATCCACATCCAGAAAACTAATTGCTAGGGA
AAATTATTATTTTGCATTGTTTTTGTCAAAATGAAGTTAAGTTTGGATCAAAAGCAAACA
CTTATTATTAATAATACCCTATTAAATGCATAAACCTTAATTAAAAAGTGTGCATAACAT
TGCTGAGTGTCTTGTGCTTTTCCCGCCCAGGATGATGATGTGGAATGTTGCTTCTCGCTG
CAGGAAACTGGAGAGAATGTCGTAGAGTCTGCCAGTGAGTGACTATCAGATTCAACTAAC
CTGTCCTCCTCTACATCCATGTTCCTCTCATCCATCAGCTAGTTAGATCAGCCCTTTGTA
GTGGTCAGACTGAGAACAGGAAACTCAAATATCTCAATTTTAGAACCGCAGTAAGTGCAA
TTTTGCATTGATGTGCATGAATGTCAAATATCTCTGATGTAAAAATGTATCAATAAATGA
GAAGTTCTCCTCTTCAGCAAATTTACCCCTCCCCCCATCCCGCCTGCCCAGTGTTCAGAC
TACCTGTTCAGGAAGTAGTGGTTGTACAGTAGTCTGCACATTGGTTAGGCTGGTTAGGGA
AGTGCGCGGATACCTTTTAAAGCTTCAGGAACGAGAGACTGAGACCAAGGAGGCATCCAG
GAGCGCCACTCTTGGTCCTTCTGGACCTCGGTGCACAAGCCAGGATGAAGCACTCAAAAG
CTCCACCACCTCAGAGGCCCAACATCTACCAGGGATGGATTTACCAAACCGTACAAACTG
AAATAAAATGCAGTTTCATTCAATGTAGTCTTTAAGTTCAAAACTTGGAATAGCTAATAA
AATATTTTTGTGTGAAAAAAAAAA
>CL2535Contig1
CTCGAGATGTTAAATAGCTAATATAAATCCCAGATTTAAAGCTGACCGAAGTCTCTAACA
AAAGGAAGATGGGAACGACAAAAGCGCAGAAGTACGTAGAGGCCTTTCTTGAACGCTCAG
TTCAGTTGAGTGAACGGCACGGCTCAAAGGTCCATTTGGTTGCTCCACCAAATATTTCAA
TGTTGTTCTCTGTCCAAGAGAAGACATTGCCGGCTGGTGCTTTGCTGTTGCACGTTGCCA
AGTTGTAGATCTCTGCCATAGAAAGTTTCTTATTCCAGATATTTAGGTGTGATAGCTCGC
CAACGAAAGCTTGCGTCGCATCGAAGCCTCCTCCCAACGTGTCCTGCTCCTGTCCCAGCA
CCAGCACTCCGTCTGGTTTGATGGGGTGGTATGGCGCTAGGTTTTCCCCATTTCCCCGCA
GTACTCCGTCCTGGTAGGCCTCCCACATGCCGTCTCGGGTGGTCCATGTGATGCACAGGT
GATGCCATTTTCCGTCGTTGATGAGGAACGGCAACTTTGCAACCTTGTCGTTGATGAGGA
ACTCCATGGGGTTGTTCCCCCACTCGATCAGGACCAGCTCGTTGGCTTGACCTGGGACGG
CGTAGGAAAAAGGCGTCCCCACGCCAGGTGAAGCGTTGGACTTGATCCACAGACACACAC
TGAAGGAGTACATCTCAGGGAGGCTCATTTTGGCTTTGGCATACATGTAGTTGGTTCTCA
GGGGGAAGGTGAGCTGGAACTTATCTGTGGGCCTGCCGTCCTTGTCTTTCTCCAGGTCAG
TGATTCGGTGGTGCAAGGACGTGAGCGTGGATTCGACCCTGTTCCGCTGCTCGGACTCGT
TCCTCGCGCCCGGTTTGCTCTCCTCCAGCGTGTTGACCCGGGACAGCACTTGTCTCTCCA
TGTCGTCTATCTTGTTCTGCAGCAGATCCTTCAGGCTGTTCGCCTGCGCGCTGTTATTCC
CGCGGCTGTACTGCTCGAGGTTCTCCAGTCTCTGTTTGAGCGTCTGTAAAGTCTGTCCCA
GCTGGGCCAGAGTCTCCGTCGTGCCCCGAGATACATCCCCCATGGTGTTCTTGGAGCCCG
GCCGCCTCCCGCCGGGTCCCGCAGCAGCCGGGAGGCTCTGACTCTCGCAGCGGCTCAACT
TGGACGTCAATTCTCTGATTGTCTCCTTCTGGTTCACGATAGTCTCCTTCTGCTGCAGCA
CGGTCTCCCGCAGCTGGATGATGGTGGTCTTCAGGTCCTCCGCGGGCCCGCTGTTCTGCA
TGGAGGCTGTGCACAAGTCCATGTCTTTGGGCACCGACGTGCAAATGAACTGCGTCTGTC
CAAAGTCTTGCGCGGAGCTTTCCACGACGAGCAGAGAAGAGAGTAGAAAAAGTTTCCACG



AGAATCCCGCCATGGCTCCAGTCACGAACGGAGAGCTGGCGCTGAGGGTCTGCGTGGCTT
CAG
>CL2536Contig1
GGTTTCTTTATTAAATTGTCATGAGAAAATCAAATCAAAGACTTGAATTAGAAAACGTAG
CCTTTTAAAGGCCTTGAATTACTTTGCTTGATGCATATTTAAACTTTTGTCCAGTTTGAA
CCATCCTGAAATCCTCCCTTCCCTCTCAATTCAACTCCAAGGCCTTCTGGTTACTTGGTG
TGTCCCTTGGAAGCAGCCAGAGCGTCTTCCTCCACCATCTGCATAATTTCCCTGACTCCC
CTCTCCACCTTCCGGAAGTGCAGCCTCTTCCAGAAGCTGGGCTGCTGCTGACGGCCCCAC
TCCAGGTCCTGCAGAAACACCTCAAGCTGATCCTTTACATGTTTGCTGTCCCACGTAGAG
GCGTTCTCTCGTATCACACTAAGGATGGGATGCCATTCCTCTGAGATGTTAGAACCTTCT
GTGACAGAAGCCAGGACCCTGACGCGCTGATATTTTTTCTTGTTTTCTCCTCGAACATAT
AAGGACTTCTTTCCTGCATCACTGAGGGGGTTCAGATACAAGTGCACTGTGTGAATGCTG
GGATGGTCCCTGCACGCCTCCACCAGAGCTACAGCCGCCTCATCTCCAATGTTGTTGTAC
GCCACATTCAGCTCCTGAAGGCCTGATAGCTGCTGGAGCCTGGTAGTCAGCAGCTGGGCC
CCGTGGTCCCCCAGCCCAGTGTGCACCAGTGAGAGGTGCTGGAGAGTGTGGTTCTCAGGC
AGCGCCTCCAGCAGGCTGCAGCATCCAGAATCCTGTAGCGGGTTTCCACAAAGCTGTAGA
GAACTGACAGACGCCTTGGGCTCTACGAGCAGATCTCTGAGCAGGATGCAGGAATCGGGG
CCCAGGTTGTTAAACTGCAGATTGAGCTGGCGTACGTGTCTGAGGGCGGGCCACAGCATC
TGAAGCAAGCCGGGATTCAGGAGACAGGAGGGCAGGTCCAGCTTGTTCAGGCAATAACTG
GCGTTTGTGCAGGACAGCACAGAGCTCAGGATGAAGCATTTGAGTGACGTCACGCAGACT
TGTGCGAGGCAGATGCTTCTGATGGACGACAGCACCTCAGCCGTCAGTCTGGGGTTCTGA
ATTTCATACAGAAGGACCAGCAGATCCATCTGCTCATCTGCAGCTAGAGGCTTGCTGAGC
TCTTTGACCAAGTACTTCCGGAGGGTGCGTGTGATCTGGGCCACAGTGCTGCTCTGAATG
TTACAGCCCAGCTGCTGGAGGAGGACACGGTTTCCATAGTGCAGCAGTCCACCCATGAAG
ATGGGATACAGCTCGAAAGGCCTGCCTTTACTGTACGTCTGTGGGGCTGGACCATGAAAT
CCCAGAAGGCTTTGCTCCACCTGCTCCAGGACGTCATCATTGTTGCTGTCTTCTTCGCGA
AACATGGCAGTCGTCATGGTGGTGGCAATCCTGCCTTGGTTGTACCGGCTGATCTTTTCA
AAGACTTT
>CL2536Contig2
TTTTTTTTTTCGATATTTTTATTTTCTTCCTTTTCCATTTTGTAACTGCAGTGTTTTTCT
CAGAGGGATCCTCCACATCTGGTGACTATTTTAAACAAAACATTTGTGTAATGTTTTGTC
ACTTCTTTTTAAAAACGGTTTTGTTTTATTGTGCTTTGAGCAGCATGGTTTTTAAAAGAG
CTATAGAAATAACGATTGCCTTGATTTGACCTTTAGTGCAGAAAATACGGTAATCTACTG
TAAAAAAAAAGCCCACAGGTGAGAAGTCTCCCCCCTGAAAAGGTTTTATTCACTTCTAAG
GATTCTCTCTGCATAAAATACCAACAGTATGAAGGCTCAAAGACAGACTTCCTTCACACA
GATATTTTGTTGTGTGGGGCCCATTTTATGAATGAAGTTGGTGTGTTTTTGCAGTGAGGA
GGAGGGAGGAGGGTGGAGGGCGTACTGCACTGTGTGAATGCTGGGATGGTCCCTGCACGC
CTCCACCAGAGCTACAGCCGCCTCATCTCCAATGTTGTTGTACGCCACATTCAGCTCCTG
AAGGCCTGATAGCTGCTGGAGCCTGGTAGTCACCTCGTGCCGAATTCGGCACGAGG
>CL2537Contig1
ATTTTATTACAAAATAAATAAATAAGTCAAAAACCACAAACAAACATGCATCCTTTTTTT
CTCTTCTGCCAGATAGCAGCTCTTGACTGGTGGTGGGTTTCCTTCAGTAAAGCCAGCTGA
GTGTCTCGTGCGTAATTTTGGCTCAATTCCACTCCTCCAGTTTTCATCCCAGGCTTTATG
GCATTTCAGCATCACCATGGTTAGCCTAGTGGAGCGCCACTTTGGCGAGGCTTGATAATA
AGATGGTTTGTCCTCGTCACTTTCCTCGTTGCTGACATAGTTTGCATTGGCTCTTTTTAT
TTATGACAGATCCTCTTCATTGAGAATCTTCTCAGCAATTTTGACCCTCTTTTTGAAGAG
CTGATCATGCTGACTGGTCCTCCTTTTGACCTCCTCCTTGCTTCTATCTCCATTCTCTCT
CTTTGCACTTGAGACTGTCAATAGCTTGATTGCAAGCTCTTCTAACTTGGTGGAAACTCC
AATTTGGTTCCACATCTTTCACTGCTGCCATCATCTCCTCATTGTGCGGTATTCTGAAGT
TGTCATCTGCCCCGACCTTCCACTGGAGCTGCTCTCCGAGGTTCTTGTGTTTGTGATGGA
CAAGAATGGAAACTTCGAGGGGGGGTCGTATCCGGTGTTCTTGTAGCTTCTTGGTTTTTT
CCACGTCGTCCAGCCTATGTGATTCTGTTTCAATCGCTTCAGATGAAGACTCTTTTCCTG
AACTTATCGGCTCGGCCGGGTCACTGCCGCCAACTCCCGGATCCTCTGAGGTCTTTTCGC
TGTGAGGACGCGGTCAGCCTCGCTTACTAGAGGGTGTCCATGTCTCCTACGGTCAACTTT
TATTCTTTTTTCCGTCTTCATCTTCGGACCTAACGCTCCGTGCCGCCATTGTTTTCAAAC
AGACTGCCCCCGGCCATAATGCCCGGGTTTAACGGCCGCGACCCAG
>CL2538Contig1
TTCGGCACGAGGCCTCGTGCCGCTTTTTAGCAACATGAAAACCCAAATCTGACACAGCTT
CGAAATGTGTATCACAAGCTTTTTAATTTTAGACTAAATTAAAGATGGTTCAGATATTTG
TAAGAAGCAGTGTGGATGGTGGTGGTCCTTCAGAGTGGCTGCTGGTGGAGCTGCAGGGAG
AGATGGTGTCCCGACACAACTCTGGTCTGGCTGGAAACGTAATGGGTGACCTGATGTACA
CCAAAGAGGGGGTGCCGGTGCTTATTGTTGGTCATCACATTCTGTACGGGAAGCAGGTCA
AACTGGACAAACCCTTCGCCGTCCTCATGAAGCACTCGGGTCATTCTCAGGACAGCCATG
ATGATGCCATGGAAACGGACCAGCGGGACTCCACCTCGTACTCGGTGAAGGCACTCATCA



AACGGAAGCTGATCTTTAAGACGCGCCCCAAACCCATCATCACAAATGTGCCCAAAAAGG
TGTAGCGTGAGCTCGCCCTCATGAGCAGCTTTACCTGTCAGACTGAAGCTGGCAGCAGTT
CGGTTCTGCTGATGGATCCCTGTGAGGCTGACAGAGGTTCAGATGTTGTAAATGTTCTGA
GGCGTTCTTTCTGAACGACACTCACTTTGGTTCCTGTGTGGTATTCAGTTTTGTGCCTGT
ACAGAGATGCAGAAGAATTCTTAGAGTCTGACATATTTATGAACAATCATCTGTTTGATG
TTGAACATCTGAATGATTCTTTAAATAAAACTTGCATCGACAAAAAAAAAA
>CL2539Contig1
CTCCCCGCCGGGACCCACCAGNTCTTTCCTGGCAAACATGGGAGGTACGGTGGCCCATAA
GATCATGCAGAAGTATGGCTTCAAAGAAGGCCAAGGCCTGGGGAAGCACGAGCAGGGCCT
GAGCACGGCTCTGTCCGTGGAGAAGACCAGCAAGAGGGGCGGGAAGATCATCATAGGCGA
CGCTGCAGAGAAACCGGGCTCCAGCCAGGCGGGTGCAGCAGAAATACCAGGCGGGGGCGC
TGCAGCGGATGCCTCCAAAAAGTCTGAGTCGAATCCGCTCACGGAGATCCTGAAGAATCC
CACCAAAGTGGTCCTGCTACGGAACATGGTGGGCCGAGGGGAGGTGGACGAAGACCTGGA
AGGAGAGACGAAGGAGGAGTGCGAGAAATACGGCAAAGTGGTGAAATGTGTCATATTTGA
GATCGCAGAGGTTCCCGACGACGAGGCGGTCCGGATCTTCCTAGAGTTCGAGAGGGTGGA
GTCCGCCATCAAAGCCGTGGTGGATCTGAACGGCCGTTATTTTGGCGGGAGGGTCGTCAA
AGCCTGCTTCTACAACCTGGACAAGTTCCGGGTTTTGGATCTGGGAGAACAGGTCTGACG
TGGTCCTGCGATCGGCGCCGGCGTCAACCATCATCATCCTCCTCCTCCTCGTTCATCGAC
TTGTACATAAATTTGTTTTTGTTTTTTTTTATATTTCCTGAACAGCGTCTCTGTGGTCAG
AACTGTAAAATGTAGTTGTTGTTTTTTTCCCTGTCATTTGACAAATATGTCAAAATAAAA
GCTTTAAAGCCAAAAAAAAAA
>CL2540Contig1
TTTTTTTTTTAGCTTAAAACACACATTTTTATTAAAAAAGTTTGATTGAGTTTGACGTTT
CCATTTCAGACTTGACTGCTGTAAAACGCCTTGTTTTCCAGCACAACACCTGTGAGTGCA
GGGCGCCGCGTACACGTGTGCACGCTCCTCCTGCACAGCTCTGATGCTGTAAATCGTCTC
AAATATTCAATTGTTGAGTACACGAAGGCTGCAAAATGCTTATGCCATAAATCGGCAAAC
CTTTGAGCTTTGAGGTGAGTTTATTTACAGATAAAATGTGATAAAAAGTGGAGGAGATAT
TTGTCGGCACAGACGTTCTGCAGAGGAGCTTCAGAGGAATCATCTGCTGGCACAGGCGCC
TTCACTAACAATCTCAAATGCTCTGTTGTTACACCTGATGAGGCCCATCTGACAGAGGTT
CACGGAGAGGGTGCTTTGGCTCACCGACATCCTCACGCAGAACATCTGCCCTTCATATCC
GGCACACTCACGAGGCTTTTTGCAGGAACACTGCTTTGTAGCTGAGCAGGTCTCCCAGTC
GTAGCAGGTGTCCGGTCCACAGGGAGTGTGAACGGAGCTCTTCGAGGACATCTGGGCTCT
GAACTTTGCCTGCTCCAGTTTGGACGAATCTTCTGGATCACATGCACCCTCGCTGACAAA
GAACAGTGGGTCGCCGTGGCAACGGCCGGCGTAGAAGGAGCAGAGGGACATTGAAACAGA
GACGCCGAGGTCTACATTCAGCACACAGAGAGCATCGGGTTCAGATAAGCAGCTTTCTCG
ATCCTCACACACACATCTGGATCCCTGCTGCTTCTGCCCCGGGCCACACGGACCACCAGG
ACCCACCGGAACCGCGTCGGTGCAGCGCAGGTCAGCGGGTACCGGCGGCTCCCAGGTCAG
ACTGCTGGTGCATTTGTAGAAGCCTTGAGGCAGCGGCGTCAAACCGGGCTCTTTACAGTT
CAAACCCACAGACTCCCCAACTTTGTAGGCCTCGCTGATGGGGAACAGCGTCATGGTGTC
AGGGATTTGAGGAGGATCACAGTAGTTCCGGTAACACCTCCCACTGGGTGGAGACCAGCT
TCCATCAGAACGACAGTTGATGAACTGAAAACCTTCCAGCTCAAATCCAGTGAAGCACCT
GAACTCCTCATCCTCACCAACATCGTAGTACGGTTTGGCTTTCCCCTCGTGC
>CL2541Contig1
CGCCCTGGTTGGTCTTTGACTGAATAAAACTATAGAAAGCATCACTAACAACAACAGCAT
CATGGTGAAGCACAAAGATCCAGCAGGACTACTCTAAATCAAGACGAAGATTGAGAAACA
CTGCTGACACACAGACAGGAGACGGCGCGGTCCATCCATGTTCAAAGGCTTCTGCTACAC
CTCTGTGTGAAATCAGATCAACATCGTCCCCTCACTGTATGTTGTTAACATGGAAAACAC
AAAAACCTATTGGGAAAAGGGAGATTTTAGAATAAACATAGTGTCATTTGTCCAAGGACA
TGAGTGACACGAATAACTGTTAGGTTAGTTTAGATTATAGTCATTTGGTATGAGAAGAAA
GAGTTCTGATTTGAGTTTGTTCCATTTAGACCATTTGAATAGCTGGGTTTTACAGAGATT
CAAGAGGCAAATTGAACGGCTGGAAATCCTCCATTCATCTAAACAAGGACACACACATCA
ACTTCACAAAGAAACAACAACTTAACACAACTTCAGTAACTTTACAAGCTCTTACAAGCA
TCAACACATTCATCAAAGTCAACATTTTTAGTTCAACAGCCTTGTTTTACAGCAGAAAGA
CGTTTAGCAACACTCAGTGTGGGTGGTTCTTGGGGTGGGGGGGGTGCTAGATAAGGTTGG
GGAAGAGCGTCTTATCTGGTCTTTCTCTAAGTCTTTGAGGGCTTTCAGAAGGCGAGAAGG
AGACAAGATCCCCGTTAGTCCTCCAAGCATCTGGTCATTCAGCAGGTGGCTCCACGCTGC
CCTCTGGTGGGGTGTTGGGGTCCAGGAAGTCTGGATGCTGCAGCTCCTTCAGGTATTTGG
TGGGTGTGAGGATGTGGGTGGATCCAACCAGCGCCTCCCACTTGCCATTGGCCTGTGTGA
CCTCATACACACAACGCATCTCGCTGTAGGTCACGCCTCCAATGATGAAGACGATGATCC
TGGGTCCAGTCTTCATCTCTGTGGGCCCCCTGTTCTTGTGCCAGTTACCATATCGAGCAC
TGGATGGAGCGCTGGCTTTGGCAGAAACCTGTCGCTGGGAAATGTACGGGAACTGCTTTG
GATCAAGTTTGTCCTCAATTGCATCCTCGATGAGATCTTTGATGAGAGGGGTCCATCTGG
AGAGCTGGTAGGTCTGTTCACTGACACGCTCCTTACGATCGGCTTTCTTGGCCTTCTTGA
CAGTCCCCTCTGAGATGATG



>CL2542Contig1
AAAATGTTTATTGAGATATTTCTAATGAGGACATGACTTAACTAGTGAACCCCATTGGGT
CAGGATTGGCTCTCCAACACTCTCCAACACAACAGGCCTTACGTATATCCTTAGACTGGA
ATGATTACACATCAAGAGGCAGCTGAGATCTAAGAGCTAAAATCTAATTATTGTTGACCT
TTAGAACAAACAGATTAGTGGAGGTCAGGATGAACAGGCGCTCATTGGTTGCTCTGAAGC
CCAGGATGGCTTTGTCAGAGTCCAGGCTCGCCACTTGTTGCTTGGCAACCTGTCCTACTT
GACGCCCCTGCTTTCTGTTGAAGAGGACAGTCTCCACCGGCGACGGCTGCCGGTAGATGA
ACGTGCGGCGGAAGCACTCACACAGGGATGCGTAGGAGAAATCTGGGGCGCACGTAGCAA
ACTTCTTATCCCGCTTAGACGCCTGAACGTAGCCCAGAGCGTTAAATGTAGCGATGTGCT
CCCACATGTCCCCAGGCTGACTTGGACGAGGCTGCCAAACTAGTGCGTCCACATCATGGC
GAATGCAGAGACATGGCATTTCAGAGGGGTCAACATCCACTGTGAACAGGTACTGATGCC
CCCCCAGATTCACCACCTGAGTAGGTTTGAGTGATATTTCATCGAAGTGAGCGAGCGTGA
AGCTGTCTTCTGGATACCCGTCACAATCCTCCAGCTCCTGAGAGTTACAAGGGGGCTTGT
CCCTGTCAGGGTTTCCATTCATGTCCTCAGAAGTGAGATGGGTCAGTCTCTCATGGATGA
GTGCAGCCTGCTCGTCACTCATCACAAACTCCCCTCTTCTGTCACCCATCACCAGCTCTG
GCCACATGGGTCCTTCACTACGCTTCTGCAGGATCACCTCCAGGCTCTTTTCATTTTTGA
TGACCCAGGCGCTGGCCTCAGGATCCACAGATGCAAAAAGCTGGCCTTCCAGTAACGGGG
GGAAACCCCGGACCCCGATGCTCACATCATCTGAGCTCAATCTGAACTGGACTTCCTCTT
TGGTGAGGCCTTTGGGCATGCGCAGGCACACCGTTATGTCCTCTGCCGTCTGCTGCCAAA
AGTAGATCGGCTCTATCTTGTCGGCCTCCATGGCCTGCGGCTCGGCCTCGTGCCCAA
>CL2543Contig1
ACGAGGCTTCTTTGAGATAAGGAGTCCAAACCTCCATGTGGGCCGGTACCACGCGCCTGT
CTGTCCACGTCTGTATTTATGTTAAATAAGGCTCAGGGTTTAAGTGTTGTAATATCTGTC
TCCCGCAGTCCTTCCTCTCATTAAGACACTTTGTAGCCATTAAAAATGCACACTCACTGG
GACGCCCAAGCTGTCAAAGACGGCAGAAGGCTGACTTCCTGTTCCACTGCCACGACACAT
ACTAGTCTGCTTCTGTGCAAACTGTAGGAATTCTGGAGAAGTTTTTTTTAGATTGAAATG
AAATATAAAGCACTTTCAGACAACAAAAGTCAGGATTTTATTAACAGAGACNAATATTTA
AAAAGATGAGCTTAACTCAAATTTGACTAAACACGGCTTCATCTGCTGATGCCGACTATA
GCTTTATCGTACAACAAGGACGCCACATTCAAACCCATTTACAGAGGGGCCTGTGGGCCA
AGCCTCATCCAAAACAGACTATTTGGAAATTGCAAAGGGCTCTATGGCGAGGGAAAGTTT
GTCATGTTTGCTACTAATCACACACGCCACATCCTCCAGGCTGTTAGGGGGGCGGGGGGG
AACAAACGTCCTCCTCCAGATGAAGTCTATTTCAGGAAAGGCTTTGTGTATCTCAGCAGG
CTGATGTAAACCCACATACCACAGCCATCACAGCAGCATGACGTCAGCCCAGCAGAGTCT
AGCTGCTGAAATTGCCCGCCTGCCTGCAGCCACCTTAAGAGGACGTGGTGCATTTAGCGA
AACGGAAAACACATTAAGGATGACAGGGGAGCTGGAAAAAACAATCCACAACCAAAAACA
GAAACTCCAGAAGCATACCACCGCAATGCTCAAGTTTTCTCAAACTGGTTTGAGGAAAAT
GAAGATGGCCCTCCATGGTGAACATACCCCCGGCCGAGCCCAGTCTGTGGCAGGACTTGA
TATCAAAATGAGCTCCTTCAGTGGATACAATTCATATTTGTGCAAAAAGCAATGAAAAGC
TTTTTATTAATAGCTTTTGTTTTTCCAAATTCCTACATTTGGACATCTTTCATCCGCCTG
TGTCTCATTATTGTAATCTGTTTTAATGTAGATCCGCCTCCGTTTTCTAGAAGAATAAAA
GTAG
>CL2544Contig1
TGTTTGTGTGAATGTGAATGTTTGTTAAGAATTTCTCCATGGGCTGGAAGGCATGGAATG
GCAACAACACTATGATTCATTTCAGAACGACACAAACACACAAGTGAAGTGAGGACGCAA
AGCACTGAGGTGGGGAAGCAGCAGAGGGGCGAAGAACCAGAAGGGGAAGAAAAGAAGGTG
AGTGTCATGGGTTTGTTTTGGGAAGGACTGAACAAGTAGGGCTGAGGTGCAGTATCTGGA
AAAGTCAGTATGAGTTGCTTTTGGTTTTGTAAAGTCACAAAAAAAACAAAAAAACATGTT
GGGAATCTGAACAGCGAGGTGAAGAGGCCGAAGGTCTCCTGTGGGGTCCTAAAGAAGACT
AATAACCCTCTCCTCCTTCTCCGCCCTGCTCCATTCCTCCGTACTCTCCCTGATTGATCA
GCCCAGTTGACGCTGCAACGTTCTCAACACCTTCCACGGTCGCCTGCGACACCTCGTGGG
CCCCTGCGACCGCTGTGTCTCCTACGATGTTAGTCTGATCCACAGTCTTGTTGGCCACTG
TGTTTACTGATGAGACGACTCCCTCCTTTGTCTTATTGCCTACATACATCACTCCTTCTT
TGGTTCTGGCTGCTGCCTCCTCCATGCCTGCTTTGGTCTTTTCAGCAGCAGCCACCACTC
CCTCCTTGGCCATAGAGAACCCTTTCATGAATACATCCATCGTGGGTTTGCAAGACAACT
GGGCTCCCTGGTTCCAAAACATAGCTGCTCGTTGCTTACAGAGAGTGTGCAGAGGAGACG
AGATGTCAGAGTACTG
>CL2545Contig1
GATTTAATATTTTAGATGTAGTCAGAATGATTCCCATTTTGGTGCAGACACTTTCAGAGA
GTCAGGCCTCTCTCCTGGAACAGCTCAGCCAGCTTCTCCTCCAGAACGGAGTTGGTTCCT
TTCAGGTTCCTCACCACCTCAGAGGCCCACACGAAATATTCGTGGACGCGTTCGCTGCTC
CAGCCCACAGGAGTGCAGCGGTTCAGGTCCCTCAGGTTGTAGAGCTTGTCTGCCAGTTTG
ACCAGTTTAGCCTGCCGGCTGCACTGGGCTGCGTGCTCCACCTGCACCCGCTTCCGCTCC
CGCTTCGGCAGGCTTTTGTCGTCTGTGACTTCCTGTACGATTCGAGCAACAACCGGGCCA
AACTTTGCTTCCAGCTCCGTGGGGGTGGTGTCCGTGTCCTCCACCGTGTCGTGCAGCAGT



GCGGCCTGCAGCACCTCCACGTCTGTCACACCGCCCTCATGGCTCAGGATCCTGGCAACA
CCGATGGGGTGGTTGATGTACGGCGTTTCCTCCGGGTCTTTGCGCCGCTGTTTTCGATGT
TTGTCCGCAGCAAAGTTAACCGTTTCTATCAAGATTCCCGCCTCAGAGTTCATTGCTGCG
GTTAATAGATATTTTCTCTTTTAGGTCCGGTTTTCTTAGACTTACAGTCTAGAATTACAG
TCTAACTTAAGAACTACCCGATGTTTTTTAAGGAAGTGCCGCAAGCGGGAGCTTCGATCA
AAATAACAAAAACGTTGTTGGTGTAGCCAGGAAGTCTTCTTTATGTGGACATAAATAACG
TATTAATTACAGGCAAGCTGAATTTAACTGCTTATAAATATAACTGTCAAGCGACACTTT
TAGAAACTGCCGAAGGCTTGAATCTCCACCGGTGATTATTGCCTCGTGCCGAA
>CL2546Contig1
GNGNCCCCCCCCCCCCCCATGTGTTTTTTACAGTGTTAAACTTTTTTAAACTAAACTAAA
CTTTTTTAAACTAAAGTTTTTTTAACTAAAGACAGGGGAAAGTATCAATGCTGACTTTAT
ACACAGCCTGAGTACAGAAGATTGAACGTTTTTCCAGTTTAGCAACGAAACTAATTTCCA
CCATCAGTCCATCTATGTTAATGTTATTCTATGTAATCTAAGTCAATGTAATAAAAG
>CL2547Contig1
ATCCTCCATCCATCCNGAAAGAACCTTCATATGCCACCACTGCCAACTTTAAACCTCTTA
CTATCCCGCAAGAACAACTTGTATGGAGAGCGGCCCGCTCCAGTGGTGCGGCCCCCACCT
ACTTCCGACCAATGGGCCGCTTTTTGGACGGAGGGCTGCTGGCCAACAATCCAACACTAG
ACGCCATGACAGAAATCCATCAGTATAACAAAGCCTTAAAAGCTCAGGGTCACGAAGGGG
ACGTTAAGAAGCTCGGGATTGTGGTGTCTCTTGGTACAGGAAAACCCCCCCAGGTGGTTG
TGAACTCTGTGGATGTCTTCCGGCCCTCCAACCCACTGGAGCTGGCCAAGAGTTTTGTAG
GAGCGAAGGAGCTGGGCAAAATGCTGGTGGACTGTTGTACGGACTCTGACGGCTGTGCGG
TGGACCGGGCCTCAGCCTGGTGTGAGATGATCGACACGCTCTACCACAGACTGAGTCCTC
AGCTCTCTCAAGAGGTGATGTTGGACGAGGTGAGCGACGCCGTCCTGGTGGACATGCTGT
GGGAAACCCAGATGTACCTGTTTGAAAAAAGGGAAACCATCCAGTCTCTGGCAAAATGGC
TGCAGAGCAACTGAACGCACAAGAAAATGGAACAAGCTGCAGACTGAACTTCAAAGCTAA
CAGCTAACCGTACAGGGGTGTGAGTCAAAGGAGGACAGAAAAACTAACTATAAAAGACCA
CTGACATGTTTTAGGGGAGTCATGTAGCATCATGGGACCTTTTCACTGATCTTTTCAGTA
CTGTATTTATCTGTTGTACCATAAAATGAAACACTGAAGTCTTCCTTTAACTCGTCTGTG
CATACAGGGGAGATTTGGCGTTCGACCCTGCAGTAACTGAGGGTTGATCAGTTTGAACAC
TGTTATATGTACTACTGCACTCTGTCTGCACTGCTAAGGGGAAATTTGTTTTTGTTTTTT
TATTCTCAGATTTTCCCACATATTCATTGTTTAAACTGACTCTTAAAACAACATTTATCC
TCACACCTTTAAAAATAACTCCCAGGGTTTTAGAGCCAGTTTTTGTTTATAACAATCACA
AACTTTCATCTGGAGTGAAAACTAACCGCCAGGTTTAACTTACTTGAAGGGAAACTAAAA
TTAAACTGTCTAGTAACTGATTGTTTTGTACTTTTTGCATTTGTAGATTTATTACAGAAA
TGTTTTCAATTATGGATATATGACATGTTCACTATATATTGTATAATATTTTGGACATCA
AATGCATCAGTGTCTGAACAGTAATAATGGATTTGGTCAACTGAATACTTTAAAATGATT
AGATGCAAATGGAAAAATAACAAAGTTGGGGAAAAAATGTCTGAAAAATGCTAAAAA
>CL2548Contig1
AAAGACACTTTTGACCCCTACACATACATGCCATTTGGGGCAGGACCAAGAAACTGCATT
GGGATGAGATTTGCTCTGGTGATGATGAAACTTGCGGTGGTGGAGATCCTCCAGACATAT
GATTTCTCTGTGTGCAAGGAAACAGAGGTTCCCTTTGAGATGGATGTCCAGGGTTTCCTT
GCACCAAAACGACCTATCCAACTGAAGCTCACGCCTCGCTCTGCATCTTCTAGTTAGTTG
AAAGAGAAATTCTCATTTACACTGGTTTTTACAGAGTATTGTGTATAACCCTTCAATTGC
CTGCTCAACCAAGTTGAGCACATTCTGATGAAATGTGTTTTATAAAACACTGACTGTATG
CATTTCCAGCCAAGGCAACAGGAAATAGAAGAAAAAAACGTGTTTTAATTAATTGTTTTT
GTCTTGGTTGGGTTGTTAAACAGACAAAACATCAAACTACTTTCTTTGAACAACTCAAAA
TTCTGAGCTGGCTGACAAGGAAATTCTTACAAAAAATGTCAGCGAATTTCTCATTTTACA
AACTTCAACCAGATATCATGATGAAAAGTAAAACCTTCCAGCTGACAAGTTGATCAACAA
AAAACAAAAACAAAAAAATGGTTTTCAATTTTAATTTTAATTTCAAATTTTTGTAACATG
CAACACAAGTACAAACTATTTTTGCAAAAGTTTGACATTTGTATTTAGGTTGTGATCCAG
ACTACATTTTAAAAACTGCTAATACAATTTGTGTTGTAGATCTTAACATCCTGTAAATGA
ATGTGTGTACTTGCTATCACACAACTGTGCATGAGAAACTAAAAAGTGATCAAACAGGGA
ACCATTATATCTGCAGACTGTACAAATTTACATCGACAATGTGGACCCGAAGATCTCAAA
CATGTCAAACGCTCCAGAATCAATGTTTTTCTTAAGTTAAAGGGAGAAGCCTTTGGTTTC
TTTATGTCCTCTCTCTTGAACAAGTGTTTTGACACGAAGTAAAGTATCTCAAACTCTACT
CCTGTTGTGTCTTCTTGATTTGCTTTTTTTCTATTGTAACTAATTTTCTGTAAAAAATCA
GTGTAGGACTCAAGGGCTGTTCCTAAAAACAGGTTAATAAAACTC
>CL2549Contig1
CTCGAGCAGAACCTCAGCAGAAATCTGAACCCAGAAAAAAAATCCATCCCTCCTTTCCGG
TGTTCTGTGTTGAGCTGGAATCAGCCTGAACTCCTGACTGTCTGATGAGGGATGGGTGGT
TCTTTGATTAACATCCTCATCTGTACATACATAGTGAGCTTATTCTGCCTAATCACGTGG
AAACCAGAACCAGAGTGGTCTTGGACAAAGATCTGGATGTATTAACATTATCTTTATCAG
TGTTAATTCCCTTCAGGGAGAACAGGTTGTAGACATGGAGGTATTTAGATTTAAAGGGAC
AGTCCAGCATTTCAGTAAGCCTGCTGTAACACGTCGTTTGCAGCATGTGGAGTTCCTCAG



GGTGCTATTCTGGGTTTTCAAGCCTCATATGGATACAAGGAAAGAATGAAAAGCCTGCCA
TATCCTCCTCCTTCTCCTACATAAGTAATGAAGCTGCCAGAACTTCCCGGATGTTCTTGT
TCACTTGTAGTCCTGCGGACATCAGATATCCCTGCAGGGTTCAGCCATCATGAACTCAAC
AGCTAAACTTAAACAGGCAAGCTTCACATTGCATCTTCAACAGAAGCCGAGGCACGGAAA
CCGTCAGAGAACGATCCCTGATCCCCAAACCCACACATCCAACGGAGAAAGCCGAAGCTG
AGTGAGGTCGGATGAAGGCAGGTTCATGAAAACGCGGTCAGCAGGACTCTCCAGACTGCA
GTCCACTCACCATCAGCCTCATGTCTGTGGATCATTGCTGGACTCCTCTTCTTCTAACAC
AGACCCCCCTCCCTCAATTACTCCAGGTGATGTCTGAGCTGGGATGGAGCCATCAAGAGG
AGATCCTGATGATGTTTGGCTCGTCTCCATCACGCTTGGGTTTCTGCAGAAGGTTTCCTG
AAATAGCTGACTGCTCCCTCCAAATGTATTAAACTGCTTCTAAATTAACCTGCATATAAT
AATCCATATAAAATTGCTATTCAATCTATAATCCTTCAACTGAATACTATCTCTGAAGTG
ACTTGAAGATGTTTGGAGGGACACTGCTGCTGTCCTCGTCTGTCTGTGCTTGTTTGTGTG
GAACCATGATGATGATGATGATGATGATGATGAAGCTATCAGTCACTGGGTCTTTATTCA
GCATCGAGTGTCACCAAC
>CL2550Contig1
TTTTTTTTTTGAGCGAGCACACATCATGACCTTTATTAAGCAGCTCGTTAACAGAAGGGA
ATTAGGAGTGAAGGGGAGCAGAGGAGAACATGGTACGGTCATGAGCTTCAGCGCCGGCCT
CTGATCATGCATGCTCCTCAAACACCTGTACAGAAACCGTTCTCCACCGCAAAGCCAGAG
CCGCACTGGGTGTTGTTTTCCAGCATGGGCAGAATCTCCCCACTCGGGTAGGAGATTTCC
ACCACAGAGTTCATTTCTGTGGCCTGAAGGGCTCGGCTCATCACGGCGCCATCTGGCCAA
GACACCTGCAGAACCTTCACCTCATCCGTTCCCAAGCCAAAATGGGCAACAGGTTCCATC
TCACACAGATACCCCGAACCCCCATCAATGATGCGGGTCAGAGCGCCACTCTGAGATGTA
AAGGCAGTCACTTTGGCCCCCCGGGCAAATGCCCCAAACTGGGTGCGAGGAATGACACGC
AGCCATTTGTTGGAGGAACCCTGTGTGACCTTGAACACTGAAATGGGCTGTTGAGCGCTC
TCCCCATGTGCCAAGAGCAGGTCCAGTCGTCCATCGCCGTCTAGATCGGCAACCGTGCCC
CCTGTTCCTCTGCCCTGTGGCTCAGCAGCTTCCCCCACGTTGAGCTCCTCAATGACTGGA
TCCTTGTTTGCTTTCCTGGACACCCTGAACAGCCTGTTGGGGGCGTCTCCTCTGTAAGCA
ATGTTATTAAAGAACACCTCCAGCTCCTGGTCATTGTCAAAATCAGCAGCAATGACGGTG
CGAACAGGTGAAGGTTGGGCAAATCCTCCCGTGGCGATATCCCTAAATTTGGAGTCGCTG
GTCTGCAGGTAAAGTCTGTGTGGGCCGTTCCAGTTGCCATAGACGATGTCTGTTTTTCCA
TCCCCATTGAAGTCAGCAAGTGCTACTCCTCTGCCGTGCTGGAACTCATCCGTCACTCCA
GCTTGTCTGGCCATTTCATCAAAAGTGCCATCTCCCTTGTTCTTGAATAGGAAATTTGGT
CCATTCTCGTTATCACAAAAAACGTCAGACCGTACGTGGTTGAGGATT
>CL2551Contig1
AATGTGTTTTATGTTNGGCTGCCTGCAGATGTAGAACAAGGGATTTAGGAGGAAACACAC
AGAAACACGACTGTGAGATCACTATAGAGTAGAAACTAGTAGAATAAAGGCACTGTCAGT
GCAGTTGAATAACCCTGTTATCACACATTATGCTCATGGGTCCTTTCCCTGCAGTTCAGG
TCAGAACAGGAGGAGCTACACAGAGGATGAAACACTGAGCCATGTCAGAATCCAGACCTG
AATAGAAATACAGGTCACGCACCGGAGCATGCTCCGGTCCAGTCTCTTTCTACTTTGGTC
CTACGTTTCCTGCAGGATCTACAGACAGTTGGTTAGCAGTGAAGTCTCATTCTCTATCTG
GAAACAGAAAAACGAAATTCCTTCAAAGTAAAGGTTTGGTTTTCTCGTTAGCTTCACCAG
CGACTAAAATGGAGAAAAAAAAGAAGAAAAAACTGCAGCAGATCCTCTCAGTGTGCTGAA
CTCCGGAAGTCCGGGTTGGAGACCTGTTCAGTTTGCTTTGGGGTAGATCTTCTCGTAGAA
AAAGCTCTGAGCGAGCACGTACAGCTCGCCGTTCTTTTCCCTGACGGCGTGCGCTCGCAC
AAACTGAAACTGTTCCAGAGCAAACTCGTAGAAGTCGTTCTCCATCTTCCAGATGTGCGA
CTGCTGCAGCTTGGCTGTCGCCTCTTTGGTGGGGGGCTTCTTCTCCGAGGTCTTCCTCAG
ATGGGACTTCTTTCCTGTTCTGTAGAGCTCTGTGGCTCCTCTGAAGAAGTGTGGCAGAGC
CGCCTCCAGGATCATGATGAAGTCCTCCAGCTCCTCTGTTACCCCAACCAACAGAAACTC
ATTCAACAGGTTGTACTTGGCCTGTTCCAGGGCCCACTTGCTGCCCACGTTCCTGTAAAG
AGTGACGCCTGCTGGTAAAAAAAAGGTGGATTTTTCGGAGGATGTTGGGGAGCAGCACAC
CCACCAGCACTCGGCGTGGTGGCCGCAGAAGAAGGGGATCTGCAGCCAGAGTTTCTCAGG
AGCGCAGTCAGACCCCCCCGACGACACACACTCATCAAAAGTCTGAAACACAGGAAAGCG
TTTGTCCTCAGAGCAACGGCTGTGATTGGTGGAGACGCCGTGGCGCACACACCTTCTTGT
CTCCCTGCTTCCTCCGCCGGAGGCCCGGCCTGTAGTCGTCGCCGAAGCGGAGGAAGTAGT
AGTAGGACACGAGGCGCTCGATGGGGTCCCGCACCACATTTATGTACATGGGTTTACGCA
TCACGCCGTACTTTGAGAAGTCCAGATAAGCCACGTGGCCGTGGTAGAAGGCGGGCTTCA
TTTCTCTCCACGCACTGACGTTCTGAACAAAGCGCACCTGGTCCTGTAGAGACATGACTG
GGTTGTTTTTGGTGGTGTTGATGTGCA
>CL2552Contig1
ATGACGAGATGGTGAGTCTGGAGAACGCCGAGGAGTACGTGGAGCTGATGTTCGACTTCT
GCATGCACGCCGGCATCCAGAAGCAGATGGAGGCGTTCAGAGAGGGTTTCAACCGCGTCT
TCCCCATGGAGAAGCTCAGCTCGTTCAGCCAGAAGGAGGTGCAGATGATCCTCTGCGGAA
ACCAATCCCCCTGCTGGACCGCCGATGACATCATCAGCTACACCGAGCCAAAGCTGGGAT
ACACCAGAGACAGCCCTGGGTTCCTGCGCTTCATCCGAGTTTTATGCGGAATGTCGACGG



ACGAGAGGAAAGCTTTCCTGCAGTTCACCACCGGCTGCTCCACGCTGCCCCCCGGTGGCC
TGGCTAACCTGCACCCGCGCCTCACCATCGTCAGAAAGGTGGACGCCACGGACTCCAGCT
ACCCATCGGTGAACACGTGCGTTCACTACCTGAAGCTGCCGGAGTACTCGTCAGAGGAGA
TCATGAGGGAGCGGCTGTTGGCGGCCACCATGGAGAAGGGCTTCCACCTCAACTGACCTC
GCCGCCGTCGCACTGAGCATGCTCCCCAGATCCGTCCGTCCCTCCGGCCTCACGGACGGA
CGGACAGACTGCTGGAGGAGGACGTTTGTGTCGTAGAACCGAGAGAAGCCTCTGTCCCAC
CAGCTTCAACTCGCACCCCCCCTCGCCTTGCCGGCAGCCGCCAGCTCGCCGCCATGTCCA
GCGTCCTCCTCCCGTCTTAGGAATTTCCTGTCTGGTTTGACACCCCCACCCCCCCGGCTT
GTTTTAGTTTTCCCTCGGTTCCTTTTCGCTTCGTGTGTGCCGCATTTTGGTTCGTTTCCG
ACCAGAAGAAGAGGTCAAAGGTCAGAGAGCCGTGAAGCTGCAGAGACAAACGGGACGGCG
GCTCTGCTCTCCCTGTATTTTCTTTGTATATTATAAACCTTTATTTAACTCAAGTCGCAG
TTTGAAGTAAACAGATATTTTCAAATGTGTATGCTCCAAAAACATCATAAA
>CL2553Contig1
CGGCACGAGGCGACTTGCAAGTCGAAGCCTAACCCGTCCTAACTTCACATCCAGACGGGA
TATTTTAGCTTGAAATCCTGGGTTTTTCTGAGTTGACGAACAGCAGTCAACGATAAACGT
CTCCACCTGTTTCGTTTTAGCTACAATCATGATTAAAGCCATTTTAATTTTTAACAACCA
CGGGAAACCAAGACTTTCTAAATTCTACGAGCATTATAATGAAGACACGGAGCAGCAGAT
CATAAGGGAAACCTTCCACTTGGTCTCAAAAAGAGATGAAAACGTCTGCAATTTCTTAGA
AGGAGGAATGCTGATCGGGGGTTCGGACTACAAGCTGATCTATAGACACTATGCCACGCT
GTACTTTGTGTTTTGTGTCGACTCTTCAGAGAGCGAATTAGGCATTTTAGACTTAATCCA
GGTATTTGTAGAAACGTTGGACAAATGCTTTGAAAACGTCTGTGAACTTGACTTAATTTT
CCATGTAGACAAGGTCCACAATATTCTTGCTGAAATGGTGATGGGTGGAATGGTCTTAGA
GACCAACATGAACGAAATCATCACACAGGTGGACGCCCAGAACAAGATGGAGAAAGCTGA
GGCCGGTATTGCAGGAGCACCCGCTCGTGCGGTATCCGCTGTGAAGAACATGAACCTGCC
GGAAATGCCCAGAAACATCAACATTGGGGACATCAGCATAAAAGTGCCAAATTTACCTTC
CTTCAAGTAGTGGCAGTGAGATCCAGAACCTGCAGATGTCCACCACCGTTTACCATGAAG
TAATCTGTTTACCAACACCTAACTTAAATCAAAAAAGTTTGAAGGTACTGAGTGATTTGA
CACTCCCTTTATTTCTGTTTTTTTCCTGTTCAAAGATAAATGTAAAGAGTTTTAGCCATT
TGAAAGGAAAAAATATATCTATATAATTATCTGTGTTACATTCCTGACACATACATTCAC
CTTTAGCAGTTCCGACTTATTGCAGTTTCTGACTAAAACCATTTTACTTGAACAAATGTT
TCGCTCCAAAGACAAAGCAAGACAATTTGTGACTTTTTGGTTGATTTTTTTTCACTCCAG
ATTAGAAAAGTCAACCAAAAAAAGACTTGTAAATGGGGTAATATCCATTTCAGAATGGGG
AAAAGATCTGTTGACGTTTAAATATGAAATTCAGAATACAAACATTTCAGATACTGTCTG
AAAAACATGGCTTTATTAAGTGTGTATTTGGTGACAAAAAAGTTTTTTTCTTATTTGCAC
AATATTGTAAAAATATTTATCATCTCTTGTCAGATGTTTCTAAGTTCTTATCTATTTCTC
TTCTTTTCAACAAT
>CL2554Contig1
CTCTCTTTTTTTCAGCATAATTTTATTGCACAACTTTAAATGTTTGCAATTAAGACACAT
CTTGATTTTTGCACAAAACGACTGCGGTACCGTCTGCAGGAGAGTAAAGTGGTAAAGTGA
AGCCTACCAGCTTCCTGCTTTGGATCCAAACACCTGAAACTGGTTTACTCAAAATCTTAA
TCACCTTCAGCTGAAAGGAAAGAAAAATCTCATCCCCAGCCCACACAGTACTGTCGTCGT
TTTGAAATGTTAGAAGTTTCTACTTTGTAAATTCTGGATTGTGGAGATTCCGCTTTAATG
AATGGAATATGCGTCTTTATGGCTTCTTTTGTCTGGCTTAAAAAGCCAACAGCAGGAAAC
CAGCGGTGATGTGAGGGTACTTTGTTAAAACGCTGCTTTTAAATGAATGTAACACATGAG
GAGATTGCTACAACGAGTGGACCAGGACACAAATGAACCGGTCGACATCCTGCAACATTT
GTGCGTATAGAAGCTGTAACAAGGAATGCTCCATCCTGCAGTGCGGAGACTGGATATGCT
CGGCAGTGTGCGTGGTTTCAACAGTGACCAGTCTCAGAGGATGTCTGTAAGATGGCCTGA
GATACAAACAGATGCTTTATCAGTTCATCACTTCTCTTTTTTTTGCATATAACCATTTAT
GTCACCTCAGAAGATACGTAGTGTCCAACTATCCTGACATTAAAACTGCAGAATCTTGTC
AGTTGGCGAATCGTGTTGAGAGAAGCTATGGACCATACTTTCTTCCTTCTGCCTTTTTCA
GTGGCTCTCAAACGCGGTCGTCCATCGGTCTTTCTCACAGCAACCCCTGCATTTTAGCCT
CAGAATCCTCAGTTTCCATGTTGGGTCCCTTGATTCAGTGAGGCTTTGGAACGTGACCGT
CCACATAGAAGTTCCTGGTGATTTTGGGAAGGGTCAGCTCAATGCCATCGAGTTCTGGAG
TGAGAACGATCTGACACCCCAGCCGGGAGGTCTCTTGAAGCATGGGCGCCATGTCGAGCA
TGTCATCCTCCCTCTCTTCAGGCTCCGGCAGTTTGTCAAAATGGGCGTCGCTCACATAAA
CATGGCATGTCGAACAGGCCAGGGATGCCTCACAAGCTCCTTCCAGATGAATTCCGTGTT
TGTGAGCCAAATAAAGAACATTATCTCCAACTTTGGCCTTCACCGGAATCCTCCGGCCAG
ACCGGTCTATGTACACCACGTTGACTACTTCCTCTGGGTCCTCTGCAGTAGAGCTGTCCT
CTTCCCTACAAAGACCTATGGTCGTCTGTAAATGTCGGTTTGTGGTCCGGAAACTGTCAA
AAGAGCCCCTCCTTTGTAAACTGGCGCTGCTGTTCCCACAGCTCTTTAATCTGTAAAATG
GGCACGTGCTACAATCTGGAATAACTCGAGACAACCTCAAAGTCAGCCCCATGCTCGTCC
GAACTGCAGCGGACGCCGCCATCGCTGTCCCCGGCCATAATGNCCGGGTT
>CL2555Contig1
TTCTTTTATACAAATAAAATATGATATACAAAAACTATCAACAGGAAGTGTCCCTTTACA



TTCGACAGGTGTCATGAAATGCCTCCAGGGTCCTAAAGTCCCTCCACGTTGGTGGGAGTC
CGTCCTGGAGGAAGTGACCACATCGCTGACAAGAAGCCTGGAAGAGTTTGCTGTAGCTGC
GCAGCCAGGTCATAAAGGACCGGACCACCACATCAGGCATCTGGGGCAGCTGGTAGTGCA
GCAGGGCAGTGGTGGCGTGGTCTGTTACCTTCTGAAACACCTGGTACTGAGACTTGGTCC
AAATGTCCAGCTTTCCATCTTCGTTGTAAACATTCTCGTTGTATCCCCGGACAACTGTTC
GGTCAATGAAGAGCGAGCGCATCACGACAATGGCCTTCAACACTTTCCCCAGAGTCACCA
GCAGCACGGCAGACGTGCCGTTGGGTCTGAAAAGCTCGATGGACATATCCGGAAACATCC
TGCCGATCCGCGAGATGACGTCGTCCACGTACTGAGGGGGGAGCACCAGGGTGCTCGGCT
GGACTTTGGGTCTTCTTTTGGCTGAAGCTCCGATCTGATTGGCGGATCGCTTGAGCGACT
GCTGGTTTAACAGACTGGAGGCTAAGCCGGCATGGTACTGCAGCTTGTTGGACCACTTGT
AGGCCTGAAGGAGCTGAGAGTACAGAGGAGTTTTATCCTGAACCGGGTCCAGACTGAGCA
GACCACTGTTGTGAAGGGGATGAGACTCTGAGGGACGGCCCACCAGACCACTGAGCCGCT
CCAGCTCATTCAGGTCTCGGTTCACCGCCTGCAGGTTGTCCTGGAACTCGGCCAGAAACT
CCTTCTCGCGTCCCTCCAGCGTCTCGCGGTTCTTCATGCCATCTTTAAGGGACTCGAACA
CGCGAGTCACGCTCGACCGCAGCGCCTGAATGCCGCTGATTGCGTGAGAAAAAGCGTCCA
GATTCACGCCAACGTTCACCACGTCCGCCATTTTCCCGCTGCAGTTTTCTTCGGAATCCC
CGGCCATAATGCCCGGGT
>CL2556Contig1
TATGGCCGGGGGGTCTTCAATCTGGAGTGAGGTCGGAAACAAGCGAGAAACCGGATTTTT
TTTCAACCTAAAATCTTTACCTGGAGTTTTTTTAATAGTTGAACGAGGAGAGGAGAATAA
CTATAGCTTTTTTTAATTGACATTTAAATTCGTTGGCGAATGTCTTGAATCGGGATTGGG
AATCGTTTTGGCAGATTAAGTAACAGAAAATGTGGAGGAACCTTTTTTGCTCGGTTTTTT
GCTGCGTCACAGCACTTTGGACTACTACTCACGCGCAAGAATGTGGTCGACCTCCATTAA
TGGAGAACAGGATTGTGGGAGGGATGGACGCCAAAGAAGGGGCTTGGCCATGGCAGGTTG
ATATACAGACAAAGACTGAGGGTCATATCTGTGGAGGCTCCATCATCACACAGAACTGGG
TCTTATCAGCAGCACATTGTTTCCCCAAAACATATGACGTGGGCAACTACATTGTCTACG
TTGGCCGGCACCAGACCCAAAGTAATAACCCGCACGAGTCGTCTCATTCTGTGAGCCGGG
TGGAGATCCCATCCAGCTACGTTGAGTCTTACAAGGGGCAAGATGTGGCCCTGGTGCAGC
TGTCCACCCCCATAACCTGGTCGGATTATGCTAGTCCTGTGTGTTTGCCCTCGTCTGACA
CCCAGTTTTCTACCGACATGCAGTGCTACGTAACCGGCTGGGGCAACACCAAAGAAGATG
TCCCTCTGTCAAGACCTGGGACTCTACAGGAAGTGAAGGTGCCAATCATCTCCCAGAGTT
CATGTCAGGCGATGTACCTCTCAGATCCAACAGAGCAGGTGGACATTCTGAGTGACATGA
TCTGTGCTGGATACCAGACGGGCGGAAAGGACTCCTGCCAGGGTGACTCAGGGGGGCCTT
TGGTCTGCCCGATGACAAATGGGACCTGGGTGCAGGCCGGAGTGGTGAGCTTTGGGATCG
GCTGTGCTCAGCAAAACAAGCCAGGCGTGTACGCCAGGCTTACCACCTTCTCAAGCTTCA
TCAAGAAAAACGTACCAGAGGTTCAACTCTACGGAGGAGCCCATCACATCCAGAGTGGGA
GCATTATTTTGCTGGTTAGCTTTGTGCTAACACTGCAGGTTCTACTTCAAAGATGATTTG
CCATCAAAACTTAATTCCTGAGGGTAACTCTAAATCTCTGCCTCGGTGGCCTTTAATAGT
CACATTATGTTACTTGTATCTGACGTGCACCAGAAGCCATAACAAAATGAGATCATGATT
TTGTTTTGTTTTTTTAAATGACAGCTTTGTATGATGAGCTTTGATTAAAAGTAGATTTCA
TAGTTTTGTACTAAATCATAAATTGTGATCATTTTGCATTTCAATTAAATTTTGTTTAAC
ANAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>CL2557Contig1
TTTTTTTTTTAGTTTTTGTTTGTAAGATTTGGCGTTGCGCTTTTTAATGCAGGATTGAGG
AGAAGTGCAGCCTTCAGCTCCTCCTGCACAGAGCGCGGGGGTTGAGGGTGTCAGACCTCC
ACCTGTCACCTGGTCTCCTCCCGGTCCGCCCGCATGTCCCCCCCCACCAATGCTACTTCT
GTTGCAAAGTGCAAGCAGTTAACACCTCTCTGCCTCCCCCCTCCCGCCCAGAAGTTCAAG
AAAGCAACAGCAAAATGCCAAAAAGAAGTGTTTTAAATGTTGAAATGTTAGAGGGGAGGG
GGGAGTACTAAAGAGAGAGTGCATCTGTGTCTTAAGAAGTTCAGTCTGTCCTCAAGCGTC
CCTGGTGAGGTCCACTCGGCTGCTTGGGCGAGCGGTTACACCTCCGACGCCGTCAGCGTG
GAGTTGAGGACCAGAGTGGTGCGCATTCGGTACAGCTGAGCCAGCGTCAGCTTCTTGTGC
TGCTGGGGTGAAGACTTCCTCTTGATGGGGGGCGTTTCCCCCGAATCGTCGTTCGCCGTC
TTCACCAAGCAGCCAGGGGGAGTGGACACTAAATCGGAGCCTGCAAACTCGCAAGATCCG
CTGGGCGCTTTGTGGCGGTGCCGCGCCGTGCCTCGGCTCAGCCTCGCTCTGAGTTCGTTT
GAGGGCAAGCTCATGCTCAAGCCGTCGTCTGACTGGCCGAGGTCGCTGTCCTCGCCGTCC
TGGCAGAGCTCAGACAGGCTCCTGCTGTGCGCCAGCAGGGATGAGTCCATGTCCCTGCGC
TCTGATTCCTTGGAGGCGGAGCTGACCAAGTGTGCATGAGAGATGGGGGCGTCGCCGTGG
AAACGTTGCAGGAGGTTGTCCTCGGAGCGTGACAGCGCGGACAGCCGCTGTGGGCACTGC
AGCTTTGACTGAATGTGAGGCCGCCGGCGAGGTTTACTGGACAGAGCAACGGACGCCTGA
GACCCCAGAGCGGCCTCTTCCTCCTCTACCTCCTCCTCCTCTTCATCATCCAGCTCCTCC
CCGGCCATAATGCCCGGGTTAACGCGCGCTCGCAG
>CL2558Contig1
TTACGGACTCTGTGGCTCTTGTTTGTTCCTCCCACCCATGCGGCCCTCAGCTCCCTCCAG
ACAGAAGTTCACTGGAGAATTCGCAGGCTTTCGTACAAGCAGCTGAGCTCCCTGGCAGAT



TGGGGGGCATTCAGGAAGGCGCCGCAGGATGCAGCGATAGTCAGCTCCGCACTGAAACAG
CTGGAACTCCGCTGGACGGAAATCGCAGACTCCAAAACCGTCAGCATGTTAATATCCAAA
GGAGAACACATGTCACCCACTTTGATGGACAGACTTGAAGACAAGGGCTTAGAGCTCTCA
GAGAGCTTCACTGCTGAAGAGATTCGGAGGGTTTGCGTGTCTTTAGCAGCTCAGAGTCGT
AGAAGTGTCCCGCTGCTCAGGGCTTTGTCCTACCACCTCCTGCAGAAGCCCTCGTCAGAC
TTCACCACTCCACTCATTATGGACATGGCTTTTGCATACGGAAAACTGAATTTCCACCAT
TCTCAGGTATTTCAGCGACTGGCCGGCGAGTTGTTACCCAGAGTCCCTGACCTTAGCTCT
ACTGACGTCACCCGCTGCTCAAAATCTCTGGGCTTCCTTAAGTGGCTCCACATCCCTCTG
TTTGAGGCCTTTGCTGAGCACTACACAGTAAAAAGCAGCAAGTACAGCACTTCCCAGCTC
TGCAGCCTGCTCATGACTTTTGCCAGACTAGGCTTCCAGTCGGGTAAAGGAGAGGAGTTT
TTCAGCAAGGTTCATGTGGTAATGGAGGATTCCCTTGCAAGTCTTGAGCCTTTTCTGCAG
ACTGATGTGGCGTGGTCGCTCTGTGTGCTGCAGCAGGCCAAACCTCATTATCTGACTCCT
CTCATTCAAGAAAGTCACGTTCAAAAACTGTCCACCGGCAGTACAGTGCGGGTGGAGAAC
TATAAATTGAAGCTACTGCACATCGCTGCCTCTCTGCATTTGGAGAATCCCGGTTCTTCA
GCAGGTCCCGTCTCTTCTCCGAGTATCCTGCCCGTCCCGGCTAACGCCTCCCCGCTGTCG
GTCCTGCAGAGGAGTCTCAGAGAAACATTACAGAGTTTGGTTGGAGGGAAAACGGAGGTG
CTACGTGTTGGTGTCAACACTGTGTATGGATGGACTATTGAAGGTGAGATGGTGGTGGAT
TGTGAAAATAAACCAGTTGACCTATCAAAGATGAAAGCCCCACATCTACCAAGCGGAGGT
GGAGACCAGGATCTACCCGAAGGGGCGCGGCGGCTGGCCTTCCTGGGTTGGGAGTTCCCA
CACTTTGGCTCCAAGAGCAGAGACCTGCTGGGACGCTTCCTCATGATGAAGCGGCATCTT
CAGCTGGCTGGCTTCATCACAGTGGAGGTACCATATTATGAGTGGCTGGAGTTGAAAACT
GAGTGGCAGAAGCTGGCCTACCTAAAGGATAAGATGGGGAAGGCTGTGGCTGAGGATATG
GCAAAGTGAGCCCGGTGACATATGCAGGCTCTGAGCTTTCCCAAACAAGTGGGACCACAC
GCGCACCCACCCACGGATCACACCGAACGACAAGAAAACACAAAAACAGATTTTCACTTT
GGTTCCCTTGGCAACTTGTGGGGCTTTCCCTGTTTCCATGGAGATGCCAAGTAAGAGAGA
AGTAAAAGGGTCTATATCTGAAAGGGACTTTTCCAGACAGATGCCGGCGGTGTGGGATTT
TTCATCAAAATATTCTTACAGATCAACATAACTTATCTCCGAATGTGTGTCCGTTTATGA
TGGAATAAACTCTTTTATTGCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL2559Contig1
CAAGCCTCCAGATTGCAGAGATGCTGTCGCTCCTCAGTCTCACTCTTCTTCTCATTCTGG
CTCATCAGCCCATAAGCAGAGCTCAGAAGCAGAGGCTGCAGTTCTGCCGGTGGCCCTGCA
GCTGTCCGGAGTGGAGTGCGTGCGCCCCCGGGGTGAGCTCTGTTCTGGACGGCTGCGGCT
GCTGCAAGAGCTGCGCCCGCCAGTTCGGGGAGCCGTGCAACGAGAGGGATGTGTGCGACC
CCCACAGAGGCCTGTACTGTGACTTCTCTGCTGACAAGCCCAGATACCAGGTTGGAAAGT
GTGCATACATGATGGGGGTGGGCTGTGACTTGAACGGCATCCATTACAACAACGGGGAGG
TGTTCCAGCCCAGCCCCCTCTACAACTGCACCTGCATCGCTGGAGCCATTGGCTGTATGC
CCGTCTTCATCCAGAAGCCTGCAGGGATTTTAGGAGCCAGTCCTCTGACGGGCAGAAAGC
ACCTGCAGGACACCACCTACATGTCAGTTTACAGGGATCCTCCTTTGACCTGGAAAAGGA
ACTGCTTGATCCAGACCACCCCCTGGAGCCCCTGCTCCAAGACCTGCGGCATGGGCATCT
CTGTGCGCATCACTAACGACAACGGGAAGTGCGAGATGAGGAAGGACAGCCGCCTGTGTC
TTCTGCGGCCGTGCGACAAAGGACTGCTGAAGAGCGTGAAGATGCCCAAAGGAAAGACGT
GTCAGCCCAAGTTCCAGGCCAAAGTGGCAGAGAAACTGAGCCTCTCCGGCTGCACCAGCA
CCAAGAAGTTCCGACCAACCTACTGCGGCATCTGCACAGACCAGCGCTGCTGTGTGCCCA
ACAAGTCCAGCATGATCAGGGTGGACTTCAGCTGCAGGGGGGGCTCCGACACACAATGGA
AGATGCAGTGGATCACTTCCTGTGTGTGCCAGAGGAAGTGCTCCAACCCCGGAGACATGT
TCTCTGACTTGCAGTTACTTTAAGAAGAAAGCGACGGAGGCCAGCCGTGGGAACGCCAGA
CCCCCAAACCCCCTTTGAGCTTTGGACCAACAGTTAAGGACAAACATCTAACTTGACCAG
ACAGAATTGGGATTGAAAATCCTAATAACTAATAAATAAAAGCTTCCTGGACAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAACT
>CL2560Contig1
TTTTTTTTTTGATTCAGAACAATTATTTTATTAGATAACATAAAAAAGCCTATATGTTTT
TCATGTTCAGGTATGATTTTATCATTTCTAAGCATCACTTAATGTCTGAAAACTAAACAA
AACTGTGAGCTTCAAGTTTTAAAGAGAATTTAGGGCTCCTCAATACTTTTATTTTGTAAT
GAAAAAGACAAGAAAAACATTGTTCACTTTCACGTACATATTTTTTATCCAGTATGTCTC
ATAGATTGTTGTAAGTTTTCCTGGAAGAGTTCCTACTTTGGAGAACGTTCAAAATCAGCC
ATGGAATTCTTGTCATTTGGGAATCCTGCTTTATCTCTGTTTCCAAATTCTCCTCTCTGA
AGAATGGGGCCTCCAGGGTTGGGATTGTTGATCACCCCCATGAAGATTGGTATTAGAGTC
ATGTCATCGATCAGCACAAAGAAGAAAGGTTGACTCAGGTGAAAAACTGGATTAGATGCT
CTTGAGATGACCACAGAGGTGGATGCAGCAGCTTCTGCTCCCTCCTCGTTTATTTCCATG
ATGGACTTGTGTTTCACACTGGACACAAGCAGGGGGCCGTCAGCAATGTCAGCCAAGTTG
GGATTTTGAAACATTTCTCCAAGGCCCAGTCTGGTGAGAACCTCCTGCAACTCTTGAGAA
TATTCCAATTTAAATTTAGGAACTTTGACTTGAACAGCCCTTTCTTTTGGAAGACGGTCA
TATAGATCCGAGATATTTAGCTTAGCAGAAAGTGAGGACACGTTAACTTGGCCGGACAGA
GGCATCACCACCAGCAAGCTCATCAACTTCATGAATGGAAACTTTGCTACTTGAGCCCCC



AGGTCATGGTCAGTAAATGAACTCAAAGGATGCTTTGCATCTTCCATCACTTCAACATCC
ACCATGTGCATGTCATCAAGGTGGAACACGCCTCTGGTGGTAAAGCGAGGATCAAAACGA
GCTTTCCATTCCCCTTTAAAATGGACAGCATTAATGAGCATAAGAAGCAGATTGGACGGC
AAAGACGACAAGAAGTCCGACATTTTTCCTTGTGTTGCGTTCTCCACCCAGTCATTGATC
TGCTGCAGGTTCTCCAGCATTGCTGGTTCTGAGTGGTAGAGCTGCTTGGACTCACTGACA
AACTCTTGCTTTGCTTCAAACCCTTGGCCCAAAAATATGCCAGTTGCAATCTGCAAGTCC
CTGTTTCTAAGTTGCAGTAAGACATTGTGCAGAGACTGGTGGTAGCAGGGGACAGAGTTT
TCATGGAGGTGATGCATTAGTAGCTCTTCAGTCTCATTTTCTGCGCCTAAAGCCAACTGA
GAAAGAGCCAGGGATATGCTTAAAGGAGATATAATAAGATTTGGCTGATCTGGCGTTATC
TCCAGGTTTTGTAGCAGCTGTACTCCCAGTTTCTGAATGGCAGCAGTGATGGCCTGCAGG
GACCCTCGTGCCGA
>CL2561Contig1
TTTTTCACAATAAAACAAAAGTTTATTGCTTAAAAAAAGAAAAAAAAGCTCCACAAAAAT
GACAGTGACCATAAGGATTTGTCAAATCTACCAGATCATCATCATCACAAATAACATTTA
GCAGTAAAGATGGTGAAATGTTGCACCGTCCACAGTTAGATTATTACTAACAAAAGCCAA
AAATAAAAATGTTTTATGTAAAATAATAAGGTTTTTTGACATTTACGCCATATTCAGAGA
GGGCAGGAGTCAGGTCCTCCATCGTCAATGTGTACTTCTTGTCCTTCGTCTTATTTCTGG
AGCTTCCAGAGGCTGTTCCCTTCATTTTACAGTACTGCAGGGCATCATTGGCAATGTCAG
AGATAAACTTTTGAGAGGCAAGGGAGATCAAACGGATTATTCTTGGGTCAGAAGCCTCAA
ATCCAGCTCGGTTCAGATAATATCCCGTAACTGCATCAGGAATCGTAGGAGTGTAATCCT
CCAGCTGCATGAGGAAATCAGCCAGAGGTGTGGTGGAGACAGCAGGTTTCACATCCCCAT
TGGTTATGCCAGCGGGAACGTAGACTCCATTGGAGACTGATGAGTCTGCTGATGGAGTTG
CCGGGGCTGCTGAAGCTGCAGCATTGTTTGTGACCGAAGGAATGCTGCTGACGTTGGTTG
TTGCATTGTCATTGGCAATGCAATTACTTGAAGCTGAAGACGTCGTAGACACAACTCCTG
TTGTAACAGACGGATTTACGTTGTCTACATTCATGTTTATATTAGCTAAGCGCTAACCTC
AAAAAGCTAACTCAGACAGATGTATGGAAATTTGTATCAAAATTTCTATATGGTGCTATA
TAGCAACACGGCCAGGCGTTTAAAGAGGTACTTTTGTTGATTTAAGAAACTTTTTTTGAC
TACGAGAACACTAAACACTACAGAAAACTATCAGTTGTTGTTTTTTTTATCGTTGCTGTG
AAAGCTTAGCCTGTGCTACAGCCGCTGACGTCATGTGACCGCGACAATACCCCCGGCCAT
AAGGCCCGGGTTAAACGGCGCGCTG
>CL2562Contig1
GGTGTCACAGNANCTGCTGTCGTTAAGCATCCCGTTTTTGTGGTTTGGAGAAGATGCTGA
GTGATGGTGAAGCTGCAGAGCTGCTGTCCTTCCTGACCCTTGGTACCCGCCCCGATGTGA
AGGCCAAGGCCACCGAGTACATCCTGGGACTGTCTGCCAGCAGGGAAGGGTGCTGTTTCC
TACGGTCCAAACCGGACTTGGTCAGCGCCCTCTTTGCGCTGACCTCTGACATCTCTGTTG
CTATAGCGAAGGACTGCTACCACATCATCATCAACCTGTCAGCTGATGAGACTCTGCATC
AGGTTTTAGTGTCAGACGGTAAAGTTCTTCCGGTTCTATTGAAGAAGCTTCTGGATCCAG
ATTACCTGTTCTCTGATCAGATCTGCACCATCCTGTCTAACCTGACACGTCACGAGAGGA
CCTGCAAGACGGTATTCAAGGCTTTGCAGGAGGATGTTGGTTTGGCTAAACTGGTGGATA
TCTTCTGCACTGAAGGTTATAATGCGAAGGCTAACCTCCACTACCTGGGTCCTTTGCTAT
CCAACTTGACCCAGCTGCCCGAGGCCAGACACACTTTAATGGACAGGGACAGGTGCGTCT
TCCAAAGGCTGCTGCCCTTCACGCAGTACCAGGCATCAGTCATCAGAAGGGGCGGAGTTG
TAGGCACGCTGCGCAACTGCTGCTTTGACCACACTAATCACCTGTGGCTGCTTAGTGATG
CTGTGGACATTTTGCCCTTCCTTCTGCTGCCGCTGGCTGGTCCTGAGGAGCTGACGGAGG
AGGAAAATGAAGGTCTACCTGTGGACCTGCAGTATCTCCCTGACGACAAGAAAAGAGAGG
CAGACCCAGACATCAGGAAGATGCTTCTGGAAGCTCTGCTACTGCTGACAGCTACCAGAG
CCGGACGGAAGGCGCTGAGGGACAAAAAGGTTTATCCCATAGCGAGGGAATTCCATCTCT
GGGAGAAGGACGTCCATGTGTCGGCTGCATGTGAAAAGCTAGTCCAGGTGCTGATAGGAG
ACGAGCCAGAGCCAGGAATGGAAAATCTAATGGAGGTGGAGATCCCTGAGGATGTGGAGA
AGAAACTTAAGGAGTTGGATGCCCAAGAACAGGAAGAGCTGGAGAAAGAAGAGAAGAGGA
GATGTGAGGAAGAACGCTGAGGCAGAGAAACCAAAGAAGTCAGAGAGGACTGGTGCACCA
AAGCAGCACAGATGGTTTGACTTCCATGTCTCAGCAGAAACACGGACTGCCTGCGCTAAA
TGATGAAGATGAGCGTGTGAGTGCACAGCGTTTATCTGATCTTCTGCTCTCAGTGTTTGA
GGAAGGCTCAGCTGTCAGCAGAGGCTCAGAGAGAAGAACCTCTGGCTCAAAGGAACACTT
TCACGGTTTGGAACCAATTTCCTGTCATTCTTTACTTTCCTCCTGTTAACAGAAACAGTC
GNATCATTTNCTAAGTTTTCAAACAACNAAAATAAAAAGAAACAT
>CL2563Contig1
TCGGCACGAGGGTTTAATCTAGCGTGAAACTGGTGAGGAAGATCTCCAAGAGAGAAGAGA
GCAGTCTTATTGACGCCTGCATTAGATATGGACTCAGCCGTCAAGACCGTTGTGACCACC
TTTCTTGGTTCCTCGAGGGGGGGGGAGAGCTTGAACAACCAATCGTTTCAAAAGTTGATA
CAGAAAAACCTCAGCAGCATCATGGAGGATACCGACAGTCAATCTGCCATTAAAGAGATG
CAGCAGGGGCTGGATAACAACAGTGATGGAAAGGTCAGCTTCCAGGAATACCTCAAATTG
ATTGGCTACTTGGCTAACTCCCTGAGTCAGAAGAAGTGTGAGGGCAACGCAGATTCATCA
TAGGAGCCTCCTTCTCCATTTTGAAGCATTCCAGCCAACATATACTCCTGTTTCCACCAT



AATAATGTTTCTGTTGCTCTGATTAAACATCTCAGTGTGCCTTAGTCAACTCTTTTCCAT
CTCTTGTATACTGCTCTGAGCTGGTTATTTCTCATACACCAACAAAACATGATTTTATAC
AATAAAGGCTTTCAACTAANAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>CL2564Contig1
ACCAGGTGGAGGAGAGGCTGCTGGGGCACAGCGGTGTCGGAAACGTTATGGCCCGTTACC
GGCAGGTCTGCGTCCTCCTCCGCGCCCTTCCCCGGCCGGATCGGCGGAAGCTCGGAGCCC
GGGAACGAGGTGAAGCCGTCGACACAGATCTTCTCCAAATCACCACACTTAGGTTTTTCT
CTAATCCGACCCTGTTCCCGGCTGCCCTCCGTCGCTGCTCTTCAGCCTCTCTGTTGCAGG
TCGATGCACAGCGACGCCAAACTGGAGGACCCGTTTACTTTGGCGCAGAAAGATCTGACA
ACATTATATGACGATATCAAGAAGGAGCTGTTCATCTCCAGGACGGAGCTGAAGTCTCTG
TGCGACTACTATTTCGACGGCAGGGGAAAGGCGATCCGGCCGATCATCGTGGTCCTGATG
GCTCGAGCCCTCAACATCCACAGCGACCGATCCGGAGATCTGCTCCCGGGACAAAAAGCC
ATCGCCATGATCACTGAGATGATCCACACCGCCAGTCTGGTGCACGACGACGTCATCGAC
GGATCGGACGCACGGAGAGGAAAGCGGTCCTTAAATGAAGTGTGGGGTGAGAAGAAGGCC
ATCCTAGCTGGAGACTTCATCCTGTCTGCGGCCTCCATGGCGTTGGCTCGCATCGGTGAC
ATCACGGTGGTGAAGGTGCTCTCCCAGGTCATAGAGGACCTGGTGCGAGGCGAATTCATG
CAGCTGGGCTCCAAAGAGAACGAGAACGAGAGGTTCAAGCACTACCTGGAGAAGACCTTC
AAGAAGACGGCGAGTCTGATTGCAAACAGTTGTAAAGCAGTGTCTATTCTGGTGAGCTCC
GATCCTGAAGTCCACGAGATCGCCTACCAGTACGGGAAAAACGTCGGCATCGCCTTTCAG
CTCGTGGACGACGTTCTGGACTTCACGTCAGGAGCCCAACAGCTGGGGAAACCGTCGGCC
GCCGACCTGAAACTGGGCTTGGCCACCGGGCCGGTCCTGTTCGCTTGCCAGCAGTTTCCA
GAGCTTCATGCGATGATCATGAGACGCTTCAGCTCCAAAGGAGACGTGGATCGGGCCTGG
CAGTACGTCCTGAAGAGCGACGGCGTCCAGCAAACCTCCTTCTTGGCCCGCCGCTACTGT
CAGGAAGCCATCAGGCAGGTCAGCCTGCTCCGGCCGTCCCCGGAGAGGGACGCCCTCATC
CGGCTGACCGAGCTGGTGCTCAGCAGAGACAAGTGAACCTCCACCAAAGCCTTCTCAAAC
TGGTGCAGCTACACGGAGAACGGCGCCGCCGCGGGGCTCTCTGAACTCTCAAACACTCCC
TGAAGTGGAGGCGGAGCTCCTCTGTCGTGGTCGACGTCTAGTCTTGTTTTTGTCAAATTG
TGATTCCAGTTTCTGAACGGAAACGGGGAGAAACATGATCATATGGTAACGAAGCACTAA
AACCTAGTACTGTGTCTGGCCCGTGGAGGCGGAGCTGTGGCGTTCCGAACACGGCGTGGT
CATTCTTCTGTCTGGATGTGGCGGCGTCAGAGATCCGTCCAAGTGTCCTGTAACAACCGA
GGCCTTCACGTCTGCTCAATAAAGCGCCTGCTTCCTTTGTACTCCACTGAGCACACGCCG
TTCTCGTACATAGACTTGTTTATTACAAAAGACTGTACATGAATTTGTCAATCAACATAT
TATACACACGTATGACGGCCAGAGAAAGAAAGCAGTTTAGTTCTTCTACATAAGAACTTT
GTGGGGAAAAAAGACATTAAATTTTAAGCATTAAAAAAACCCAAACTAAATGAGTGATTC
CTGAGTCGACCGCCATCACGCGGCTGATGTCACAGCCTGCAGGGTCACGCCCTCCTTGTT
GCTATGACGACACGGAGGAGGTATTACAGTAGTTTGGTCCACGTGGTTTCATGTGAGGGC
GTCGGGCAGGAAGTGGTTCACATCACCAGGCTCCCAGGTGGGTTCAAAGGGCAACACCCT
TTCACAATAAGAGTCCAGGTTGTGGAGGCTGTAAAGTTGCTCATTTAAAAAAGTCCAACT
AATATTTAATTACATTTTACGCCTAGTTCGGTCAGGTTTATAAGAAATCAACGTTAATTG
ACTGCTTTAAAAACAAAAATGTATATTTAAGCTATTTGGTGATTCATCATTTACACCTGT
TGCACTGATTTTTTTAACTTTAGTTTACAAAACTATAAAAAAAATTGAAAACACTTAATT
ACTCCAATTTGTTATATTTGTGGTAAAATTCTTGCTAAAAATGTATTGATCAACTTTTTT
TTTTAGTACATTGTGAATAAATGAGTCCATCTGGTCAAATTGCTGCAAAAAACAGTTTCC
ACAAAGCTGGGAATGTTTTGGACCAGCAGCCCGGTTGACTAAAAAAATAGAAATTAATAA
AGATGCAAAACAAAAGAAATGGCAATTTCGGAAAAAAACGTCTCCATGGGAAGATGCAGA
GTTTATGAAGAGTTCAGTGATTTTGTTTTTAACAGTGTAATTAACAAAAAGACAAACTGA
CTGCATTTAAAATATAAATGAAACAGAAACCTCAAGTTATGATATATCTGCATGCTTTAA
CCTAAAGTTTTTTTTCCTGCAGCTCACATCATTTACAAACACTTGCAGAGAAGCTTTTTA
TCCAACTCTTTTATTTGTTCCATCAAAACTAAAGCCGTTCACCTGTCAATCAGAAAATCT
TTGTTCTGCCCAGAGCTCCTCCCCCAGTCCCCGCCCAGCGTGGCCCACCACCCGTCCCCG
TCACCCCAAGAGATGCTTTCGATTATTTTCACGTGGTATAAAAGCAGATGTTTCCGTC
>CL2565Contig1
AATCCCGGGTTCTGATGATGAAGGAAGCAAAACAAACAGNATTATCTTAACCTTTCCACC
TACAAAAAAACCTTTTAAGACTCTTGAATATATCTATATTCAGGAGGAGCAATAATAACT
GTATTCAGGAGGAACTATCCGGGTTGATCCCTGAGAAATGTCGTCGGAGGAATTCGAGAA
GTTGCAGGAAATCTACAGATCTTTGTACGAGGAGCTGAAGTTAATTCCTGACAGAGCCGC
GAAATGTCACGGAGAGGAGAGGAAGAGGCTGGTGAGGAGCTTCGATGAGCGGCAGGGAGA
GGCTGAGGAGGTGTTGCAGGGCATGGAGGACGAGCTCCGTGCGGCGCCGGCGTCCTACAG
AAACGCCATGAGCACCAAGCTGCGTCTGTACCGCAGAGACATCGGCAAACTGCAGAGGGA
CATGAAAACCTTTGCTCCCGGCTTCGGCCCCGCCCCCCTGACGTCTCACGGCGACCGCCA
GGGCCTCTATTCACCCGAGAACCAGCAGAGTACACACCTGCAGTCGCAGAGGGCGCTGCT
GCTTCAGGGGACGGACTACCTGAACAACGCCACGCAGAGCATCGAGCGCAGCCAGCGCAT
CGCCGTGGAGACGGAGCAGATCGGTACAGACATCATCGAAGAGCTGGGGGGGCAGAGGGA
GCAGCTGGACCGAACCAGAGACAGATTGGTGAACACGGGAGAGAACCTGAGTCGAAGTAG



GAAAGTTCTGCGGGCCATGTCTCGGCGGCTCATGACAAACAAGCTGCTCCTGGCTGTCAT
CATTCTAATGGAGCTCGCCATCCTGGGCGCCGTGATCTACCTGAAGTTCTTCCGGAAGTG
AGGGAGCGTCTGGAGAGGAGGAGCTTCTGCCCTGTAGCAATAATCCTGTTGGTGTGAGCG
AGTCCGCTCTGAGACCAGGCCCTTCCTGAAGACGTCTGACTAGAGAAGCACCTCCTTTGA
CCTCACAGAAGCTCCTCAGAGGGACGTTTGCTCTTGCCAGGGGTTTTCTGAAGGTCACGG
GGTCAAAGGTTTCGAGGTCAAGAAATTTCTCTGTTTGGCTTTGAAGGCCTGAGATGAAGC
CAGAACGCTCACAGTAGTAGAAATAACCCTGAGAAGTATTTCTGACCTCTTACACATGTG
GCCAAATTTTCTTTTGCTCTAAATGTAAAACGAGGACCTAATCTATACGGTATGCCATTT
CCTTTACCTACACATAAATAACACCACTTCCTGTTCAGTGCTTAGTTGGCTCCATTAAAG
CTAACCTGCTACTCATCTGTTTGGTGTTATATCTAAAGAACGTTGCTGTGGAAAAACCAG
AATATTCCTCCTCAAAAGATGTGGAAAAATCAACTGTTGCAGTTCCTCAATTGACCACTA
GAGGCTGTTCCCCAAAGGAAGATATTTCCAATTTAGATGGCCTATATCCTGCTTTTCTGA
AGCTTT
>CL2566Contig1
AGCTGAATGAAGTGAAAGTGTGGCACAGCGATGGTTTGAGCATAGAAGGAGGAAGCTACA
CAGTAACCCTTTTAAGTGGAGGGGATGCAACGTTTTGAGAAAAAACAATGACGAGTCTGC
TCTCAGTCCCAACCGTTGTCCTTTATCATGTGGGAGAGTTCAATGATGTACTTCCCCTCC
TTGTACTTCTGACTGAGTTCAAAGGCTTGCTCATATTTCCAGCCGAGTGTGGTGTGACAG
TTTTCACAGTAGATGTCCGCCACTGCGTGAAGTCCCGTCAGCAGCAGCCTCTCCTCTGCA
GGACCACAGCCAACATTGACCACAGAGTTAAAGAGGTATGCTCTTCCCTGGCTGCCTTGG
AAAGACTTGGAGATAAGATCGTCATGGTTAGCCAGGTGGGCGCGACAGTGCACGCAGCTG
TAACGGCGGTGGCAGGAGTCCAGATAAGCCTGGAAAGTCTTGGCTTTTGTCAGCTTCACC
ATGTCTGAAAGCACGAGACGAGCTCCAAATATGCTATCCAGCAACTAGTCGCAGTGTCCA
AAAGTGACCCAATTAAATAAAACAATAAAGCGCAATTCTAGACCCAACAGCCGACCACCA
TGCGCGCTGGCTGTTGGTAAAAAAATAATTATCATAAAATAAAAAATAAAACAGCTAACC
CCCAGCCGTTTAGCTCACTATGTTGACCTCCGCTTATGCGTTTGATCAACGGCCTCTATT
AAAACAAAAGCTGGAACGTAGCAAGGCTAGTAGGCAATGGCGGAAAAAGCCAAGCAGTCT
GACGAGAGAAAAATTTGCTTTGTTTTTGAAAACACGCAGCCCCGGCCATAAGGCCCGGGT
TAAACGGCG
>CL2567Contig1
ACAGTTTTTTTTATTCCTGACATCCAGTCAGTCCAGCAGGTTGAAGGGATTAAAAAGCAA
CAACATTGTGTTTGTTAAAGTGTGCACCCTGAAATTTATTTTGTGTTAAAACCACCTGCA
GAAGGTCATGTGACGTCTTCGCCTTTCATAAACAAGTCTTTTTTTTTTCTGGAGCGTCGC
CGGTGCTGAAATTCACACGAGTTGCTCCCAAAATGCAGTGCAGGAAAAATTACTCTCAAG
TGGGGGTTGTGAGTCTTTCAGTTTTTCTGACACAAACAGACCAACCTTCCATACGGATCA
CGCTCCAAACGGTCAAATAAATTCTGCTCACATTTCCGGTAGTTTCATTTAATATATATA
AAAATAAAAGCCTATTCCTCCTCGTCGAGAACGTTAAAAAGTCCTTGTAGTCTGGCGATA
GCAGCACTGTTGGTGGGCGCGCTGGTGAAAACAGTCCCCACAAACAAAGGCGAGCCGTTC
AGCACGTGGCGAATGACGGTGCACGAGCCCGACACCTCGATACGGAAGCCCAGGTGTCTC
AGCTGCTCGTCGGGCCGCAGGGTGCTGGTGCTCGACGGGGACGCAAAGAAAGCTGCTCCG
GTCGTCGGGTTAATGAAATCTGCCCAGTAACCCGCCGTCCACAGAGCGAAGCACATCTCC
TTAGCGCCGCTCACAAACTTATGAAGGACGTGCTCTTGGTCCAGATCCGGCGTCTCAGCG
AATCGCCGGCTGTCCTTCTGCGCCACAGTCACCACGGTGATGGAGGCGGCAGGTGCCGAT
GGGAACAACTGCTCCAGTTCTTTTCTTAAAAGTTCAGGACAGGAATTAATGGAACAATCG
GCGTCTGCTTGGTTGAAATACTGCTCTGCTTTGTGGACTCTGCCCGAAATCGGACCCAGT
TTTCCCTGGAACTCATTGACAAACTGGGCGAGTATGAACTGCTGTCTCTCTGCGCTGCTA
GGAGCCGTCAGAATGTCCGGAACCGTCTTGTGGACTGGAGTCTTGGGCCGGTTCCCCATG
CCCTCCAGGTGGCAGTCAAACCCCACGTTACCAGGCAGCTGAAAGCGCTGGTCCTGAGGT
CCGAACGGGCCCATGCTGTCATCTGGCCACACGGTCCTTGGACCAGAGTCTGCAGGTGAC
ACGGCGATGTACGGCTCGTCTGAGCTGGCAGCAGAGAAGGGTCTGACTGTGGCGGGCCTC
AGGGCGGCCAGCGCCCGACGGCCAGCAGCCTGCGACAGGATGAACTTGCTCCGGCCGCAG
AGCACACTGCCGGACATGATGACTCGTCCTCTTCCTCTTTTTCTGAATAACCCGTCAACT
TGCACGTATTCCTGGGTAAAACAACAACCCCCGGCCATAATGCCCGGGTTTA
>CL2568Contig1
ATACACGGNAATCAGCACAGTGAGAAGCACCACTTTGAAGGGGGCTTTTCTTCTTCTCAC
GTACAGTTTCAGCCAAACACAAACATCAGCGCGGTGCAGAAGGACAACGAGAAAGATTTT
AAAACCAAATTGTAAAAGAAGACCAAAAAAATGAATGTTTAAAAGTAGCTCTACAAAAGT
TTTCGACGTGGTCAGACAGGATCAGTGCTACAGTTTGCAGTGCTACTTTGTGAAATGTCT
TGTTTCGTTAGAACCAAGGCAGTGCAGAGGTGCTGCAGGTCCACTCCTGAAGCCACAGTA
GGGTCAAAGATCCCTCTTTGCACACCAGGACTACCAGAAAAAGACTGGGGTTTTAACACA
AAATGATGGGATGAATGGCGGTCAGTGAAACACACATGTCAAGAGTAAAAAAAGTTCTTA
AAACACATCATTTCAACGGTGTTAGGAGGGCTACGACAAAGACAAAAGTGGAAAAAATAA
ATAAATAAGAGGTTAGATGTCTCAGTTAAATGGTGTTTCCCATTTGAATACACAACACAT
TAGAATATAGTTATGTCTGACAGTACATTTAATATTATATGCATCTGTTAATATATTAGA



TCCTTCTGTCACATAGATGCCCTGGCGTTAAGTTGCATCGGAACAAGATTAGAGAGAAGA
GGGGGCATATATGTTACTATGAGGGAGTGCAGGGGCGGGGTGGGGGGTTTAACACGAGAC
CTCCATGGTCTGAGTCCCAGACTGGCGGTCCAGGGCCCCGGCGGAGTTGCTCTCCAGCAA
GCTGTTGAGGTTGTTACGACTGCGGCTGGTGTCCATGGAGGTGATGCTGGAAGAGGAGGT
TGTGCGCGAGCGAGCCAGGCGGGTCATTCCTGCTGACGGCACTGATTCGTTGCTCAGGTG
ACTGAGATGAACGTACGGGACTGCAGGCATTGATTCAAGAT
>CL2568Contig2
ACAGCCGCAGCCTCGCTGAAGAATTCCAGGATGTGAAGAGTGCCCCGCCCCAGCCGACTT
TAGGTGGACGCACAGCCACCTCAGCTAGCAGCGTGTCCCAGACGAACTGAAACAGAATGG
CAATCTGATTTTGCCCCGAAGCCACCAGCTCCACTCCCCCGGCACACCACAGGGGGGCAC
GGGGATTCCCAAACACAGGCACCGCAGCTCCATTCAAAGCAGGGGGAGCCGCAGCACCGG
TGGGGGTGGTGGAGTCGGAGGTGGAGGAGGAGGATGTNTTCCCTCTTCTCTCTAATCTTG
TTCCNATGCNACTTAACGCCAGGGCATCTATGTGACAGAAGGATCTAATATATTAACAGA
TGCATATAATATTAAATGTACTGTCAGACATAACTATATTCTAATGTGTTGTGTATTCAA
ATGGGAAACACCATTTAACTGAGACATCTAACCTCTTATTTATTTATTTTTTCCACTTTT
GTCTTTGTCGTATNCCTCCTAACACCGTTGAAATGATGTGTTTTAAGAACTTTTTTTACT
CTTGACATGTGTGTTTCACTGACCGCCATTCATCCCATCATTTTATGTTAAAACCCCAGT
CTTTTTCTGGTAGTCCTGGTGTGCAAAGAGGGATCTTTGACCCTACTGTGGCTTCAGGAG
TGGACCTGCAGCANCTCTGCACTGCCTTGGTTCTAACGAAACAAGACATTTCACNAAGTA
GCACTGCAAACTGTAACACTGATCCCTGTCTGACCA
>CL2569Contig1
TTCCTCCCCTCTCAGGCCGCCGTCGTCTACAGAGTCTGCCGGACCGGACCAACTCGGCAC
CGCAAGCCACTGCAGCCGGCTGCCCTCCCTCGAGTGGCCAGGAGCCTCCCGCAGGACGAC
ATGGCCTCCGACGGCATGGACGAGCGTTCCCCGCTGCTGTCGGGCCCCAATTCGGAGAAT
GTGACCCCCAACGCTTCCCCGTACCTGCAGGATTCCAGCCCCCGAGCCGAGCTACCTCCC
CCCTACACCGCCATCGCCAGCCCCGACGCCAGCGGTGTGCCCGTCATCAATTGCCGCGTG
TGCCAGTCGCTTATCAACCTGGATGGAAAGCTGCATCAGCACGTGGTCAAGTGCACAGTC
TGCAACGAAGCCACACCCATCAAGAACCCCCCAACAGGAAAGAAGTATGTGAGGTGTCCC
TGCAACTGCCTGCTCATCTGCAAGGACACGTCCAGGAGGATAGGATGTCCTCGACCAAAC
TGCAGACGCATCATAAACTTGAGCCCAGTCATGGTGATTCCAGAGGAGCAGCCAGCGCAG
CCGGCACTGCCCATCCAACCTGAAGGCATGAGAGTTGTCTGCGGTCACTGCGGCAACACC
TTTCTGTGGATGGAGCTTCGATTTAACACTCTCGCCAAGTGTCCACACTGCAAAAAAATA
TCGTCTGTTGGCAGTGCGCTCCCCAGGAGGCGCTGTTGCGCTTACATTACTGTAGGAATG
ATCTGCATTTTCATTGGTGTGGGTTTAACAGTCGGGACTCGAGGTTTTGCCCGCCGTTAC
AACGCCACCTATGTGTCCTGGGCATTTGCCTACCTGCTGGGCCTCATCTGTCTGATACGA
GCCTGCTACTGGGGAGCTATCAAAGTCAGCTACCCGGAGAACAGCTTCGCCTAGAGAACA
GTAAAGACGTGCACGGCTCAAACGACAAACCCTCTTTTTAGTTTCTTTTTTCCTTACCTC
TTCAGACTTCCGAGATGTTACGCACGTCTGATACCAGAAGAAGTGTATGCTGGGGATTTC
TCCTGTCGTGCTCATGTCTGGATTTTTTCTGAGTCACTGTGCAAACCCTCCTCCTGAAGG
TCAATCCAGAGCTGT
>CL2570Contig1
TTTATTCCGATTTCATGTTTCGTCTCAAACAACAATTTCAAGCTTTGCACAAAGAAAAAA
GAGAAAAAGAGAAACACTGTTCACAACAGCCTGTGCTTTGCTCAGTACGTTTGCTGCAGG
AAGAGCACAACACGTCGGATGTGGCCGAGGTCCCCGTGTCCCGTTACAGGACAGGACCAC
AGGTTCAACGGTTCATCATGAGGTTAAGTGGTGCTGGATCTTTTTCCTTATGACATTGCT
GTCAGACTTCCTCTGGATTACATTCTTTCCATCAAAAGCACATATAGGAAGCCAACCGAG
ACAATAAAAAAAAAAAAAAGCTAATTNTCAGNGANCCAAAANGGAAAACAGCGNCCCCNC
AACNGNGCTCANCCAANCCCNTCCANTTAANCANCAGTAAAAANGTAAATAANAANGNGA
ATACNAAGGGTTGAAAANATTTTTTTTCNCNCAAAACAAAAANAANTTCCTTTGGNCANG
TAAAAAACAAAAAAAAACCCCAAANNGAAANC
>CL2570Contig2
TTTTNTTTNAANTTTTGAATCTTTAATTCACGATTTCATGTTTCATCTCAAACAACAATT
TCAAGCTTTGCACAAAGAAAAAAGAAAAAGAGAAACACTGTTTCACAACAGCCTGTGCTT
TGCTCAGTACGTTTGCTGCAGGAAGAGCACAACACGTCGGATGTGGCCGAGGTCCCCGTG
TCCCGTTACAGGACAGGACCACAGGTTCAACGGTTCATCATGAGGTTAAGTGGTGCTGGA
TCTTTTTCCTTATGACATTGCTGTCAGACTTCCTCTGGATTACATTCTTTCCATCAAAAG
CACATATAGGAAGCCAACCGAGACAATAAAAAAAAAAAAAGCTAATTATAAGTGAACCTA
AAAGGAAAACAGCGACACCACAACAGTGCTCAGCCAAACCCATCCAATTAAGCAACAGTA
AGAATGTAAATAATAATGTGAATACTAAGGGTTGAAAAGATTTTTTTTCTCTCAAAACAA
AAATAAATTCCTTTGGTCAAGTAAAAAACAAAAAAACAAAACCAAAATGAAAACGACAGT
GAACATTTCCTTTTTACCAGTCTTGATTTCCTCGTTTCTTTGTCTAGAGTCTTCCAGGTT
CTTGAGGCTCTAAGGCTGCAAAGGAGGTGTCAAGGCAATACGGTTATGGTGCCCCTGGTG
CTCCATGCTGCAGCATGCTGGGAACAGAACTAGAAGAATAGGAGAGGGGCCAGAGGCGGT
TTCACGAGGGCCGCAGAGTCCTCAGACGGCAGGTGAAGGTGCATCAGGATCAGGCTCATT



GCTGTAGTTGTTGCTGTAGTGATTCCCACTGGGAGGGTGATTTGGCAGGATGTCCAGTTC
ATCGACTTGCGGGCCCGGATGCATCACCACCAGCTGGTCTTGGGGTATATCTGCAGCTGC
TGCAGCCAGGTTGGTGATGGATTTGGACTTCACACACTGGAAGTCCACATGGCGGCTTTT
GCCCTCCTCCTTTTCCCAGGACATGCGGATGAAGGGTCTCTGGACGTAGTTGTAAATGAC
CTCGGGGCGTCCTCCTGGTCGTTTCTTCACTTTCTCTTTATATGTGGGGTAACCTTCAAT
GCCAAGTCGGATTTTCTTCAGTCCCCTCTCCTTTAAAACTGATTTGGCAACATCTCGGTT
CTCAATGTATTTGAAAAATCTGTACAGTTTTGTGCTGTAAATGATCTGAGAATACTCCTC
TCCCATCTGTGGTGGATACTCTTCATCCCAGTCCACTACATCATCATCAGTGAGGACTAC
AATATGACATTCTCTCTCTCCACTCTGAGCGCTGGTCACCATCAAAGGCAGAACCATTTC
TTCAAGGTAAAACTCAAACTGACTCCGAGCTCCGTCATTGGAAAGCTCGTGCATCAGTGC
ACTAAGGTCTCTGCATTTTATGGTGCTATAGTCGAAGGAGATGCATAGATAGTCACACGC
CTCCCGTAACTCAGGGATGGAGATTCCATCACCAAAACGAAAGATCCCAGATTTGTAATA
ATCCAGAATTGCACGGAAAACAGTTGAGTTAATGCCCTCGGCCCCCTCGTACTCTCCTTT
GTCATTGGGCCGTGTAAAATTATGTTCTCTTCCGGATACAAACATTGTGCCCAGAATGG
>CL2571Contig1
GCTGGTGGGTCTGCGGCAGACGGTCGTCCAGGGTCTGGGAGCGCTGCAGGCCGAGCACGA
CAAGCTGGAGAAGGAGATCCAACAAGTGCAGGAGCGACAGCAGGCGAGCATGAAGGACAC
CATCCAGTGTCTGCAGGACCAGCTCACCCTGCTGTCCATGCAGGCCCAGCAGGACTTGAC
CCAGCTGCACTCGGCCTCCAGAGCTCTGCAGACTCCAGTGCTGCAGCTCCAGGAGAACAT
CAGCAGCGGCTGCAGCTCTGTAGAGGATCAGCTTTCAGGACAGGCCCAAGTCCTCCACTC
CTCCTCCTCCTCCATCGCCTCCTCTCTGCGTCTGACCGCCGAGGAGAACCTGCAGTTTCT
GACGGAGATGGACGGCTACTGCTCCGACCTGCACAGCTCCGTGTCAGGTCTGGTGGAGCG
GGACGTCCAGTGGAGCCTCAGAGCCGGGCAGCATGCAGACCACCAGAACCAGGAGCTGCT
GGCCCGTGATGGGGTCCATCTCCACTGAAGCTCAGGCCCTGCAGCAGAGTGTTCAGACGT
TCTGCTCCCAGCAGCTCAGGACCAATGAGGAGCATCTGTCTGAGCGGCGGGAGGACATGA
AGCAAGCCCTCGTAGCCGTGCAGAAGCAGAACTCTGTGGACTGGAGCGTCCTGGACAAGC
AGCAGGAGGAGCTGCAGGAGAACATCAGCAGGAGCCAGCATCTGGTCAGCAGCTTCCTGC
AGGAGGAGCTGCAGCAGGACGTTCCCACCGGTAAAACGCCTCAGCGCCGGGAGTTCCTCT
ACCCCCGACAACTCGGCAAGTCTGTGAGCCGCCGCGAGCTGCTGGAAAGTCTGAGGAAAC
AGCAGGAGAAGCTGCAGGTTGCCATGGAGCTGGAGGAGGAGGAGCTGCAGGAGGTGGAAA
CAGAAGAGGAAGAAAAATCGAACGAGTCTGAGCATGAGGAAAGTTTGGCCACAGAGCCGT
CCTTTGACGAGAACCTGGTCTTCAATGAGAGCAAACGTGTCCCGTTCTTCAAGCAGAAAA
AAGGAAAGAAGGTGAAGATTCCAGGCAAGTCAAAAGTCTTTGAGAACGATGCTCCCTCTA
CTCCTCAGAAATCCAAGCTGCCGCTGCGATGTCAGAACTGAAGCTTCTAACTGGTCCCTA
TTTTCATGTCTGTCATTGTTTTATTTTTTTACTATTTGTTTAAGAATATTGTTTGTTGAA
ATGGTCTTTAAATAAAGTCATGTGTGCTTCGTCTGTACGT
>CL2572Contig1
TTTTTTTTTTTTTTTTAGTTGTTATACTTTATTTTGTATGTAACTGCATGTGTTTCTGTT
TAACAGGAGAATTACATGAAGGAAGTTACAGAGTTACAGCGGCATGATGGTCCTGTTCTG
CAGAATATTACGTGAAATGTGCGACAGCAGCTTTCAGCCCCACACTCTGCACCAGTTCTA
CTGCTAGGTTAAGCTTTTTTTTTCGTGAGGATTTTAAAAAAAGCATTAATGTTTTTATTT
TAACAATTTTATTTCTAACAAAATAATTCCCCTAAAAAAGGCTTGTTGGGCTGGAACAGA
TGAGGTCCAGAGAGCATGCAGTGAAACATGGACTTTCAGAAAGAGTAACGTCCTGCATAG
TCGTGTCCGTTTCTGTGCGTTCAGTCGTCACTCTCGAACGTTTGCAGGTACGTTTTGAGT
CTTAGGGTGTCGATGTAAGTTAAATTGGTGGATCTGTAAAGGTCCAGGCCGGTCAGGATC
TCCACGTCTCGGACTCTGGCTGTGTGGTGCTTCAGCAGGTCTTCCACCCACTCGGACTCG
TCCTCAGGACTGTTGCAGACTTCGCTGTTGTCGGCTCTGTGAGGAATGAGGAATGAAAAG
ACCTGGAGGTCTCCGCCACACTCCTCCACAGTTTGGTTCAGCTCCTGGCAGCTTGTCACA
ACAGTGTAGAAGTGGGTGGGGACAGGGAGACCTTCCACTGAGAACTCTTTAATCTGCTCC
ACGGTGTCTCGAAGGCCGTCGTAGTTGTGGTCAAAGACAGGTCCAGAGAGGACGTTTATG
CTGTTGTTTTCCTCTGCGTATCGCCTCACCAGCGTCTCCTGCAGGTAAGTCCATATCCTT
TTGAAGGCGGGATACATGGGAACGGTGTTGGTGATGAGGGAGGCATCATATCTGGACGCT
GGAGATGTTGAGAGAACTGGCGGGAAGAGGAAGCCGTAGGTCAGGTGACTGTTCTGGCTG
TAGCCGCTGCAGCTCTGACTGTGGTCGGGTGAAACTCTGGGATCCGCCTGGACGCATTTA
ACACTCGGGGAAACCTCTGGAACCGCCGTCATGTCGTCCTGTCGCGACAGCGTGTAGGAA
GTCCAGAGAGGCATAGCCAGCTCTCTGCTGTAGCCACTGACGAACTCCACGTGGTGCAGA
AGGCTGTACTCGGTGCTGAACATCACCGCTGGACGACCAAACGGTAGATGGGTGGTGTTG
TAATTGTAGTTTCCATCGGCTGCAGGACTGAAGGCTTCAACGACCTCCTCTACTCTGTTC
TCATGGTCACAGCTGCAGCCCAGATCGTTGGTCCCTTTGCCGTCAGAGTCGGACGCCGGT
GACGGAGGCGTGACTTCCTCTGGCATGGTGGGGTGGAACACCGGCTCTTTCAGCATGTCG
TTCAGGCTGCCGTGTGTCCCGTTGTTGGGGGCTGGCTTTAGCCCCAATAAGTCACACATG
ATGTTGTATAACTCTATGTTCTCAAACTCGGGCACCCTTTTCTGGAACTTGAAACTCGGC
CCGTGGCCTATAAAAATCGTCCTCATGCTGGTTATCTTGTTGTCAAAGCCGTGATCTCCA
AAGAAACCGCAGCGAGTTCTCGGCTTTTCTGGGGTTTTCCTGGCAATTTGCCACTTTTTC



TCCATCAGCAGGTGGACGTCCTCGATTCTGCGGTTGTTGGCGTAGTGAAGCCTCTTGGGT
AAATGCTGCTTCAGGTATGGTTTAAAGTGCTGAGTTGGCATTTTGCATGTGAGGTTTGCA
ACCACGACCTTTGGGTCATATGAGGAGGATTTGGGGTCACGGGCACGAATTCTACCGAGT
GATCCGGGTATCAGAGCGATCTCCTCTATTTTAAGAGGGTAGCTGTTGAGGAACTCGATC
CTGTCGCAGTGAGCCTCTTCCATGCCGTGGTCTCCCACGAGG
>CL2573Contig1
AAAGGGACAGATTTTATTTTTTAAAAACTGTTCACATAAAATTACAACAAAGGGGAATCA
AGTTTTCTCCATCATCTTGTGTAATAAAAAGAAATAAAGTTTAAAAAAGAAACAATTTGG
ATTAAAAAAAAAAGTGAACAGCTGCTTAGGACTTGCTGAGCAGAACTCCACTAAAGGTGG
TGGCGAATCCTTCCCCATAAACAGCTGAGTTTGCCACAAGGGTCACATACACTTGATTCC
CCTGCTCCAACTCCAGGAAGACGGCGTTGCCTGCGTTATCTGCAGTATCAGCGTCTGACG
GGTGGTCGTGGATGCCAGCAACAACAGTACCATCCTTCTTGAGTTGTAGTTGAATGCGGT
CCATTCCTCCACCGTGAGCAAAGTAGGTGAAGTAATACAGGCCTTTGACAGGCGCAGTGA
AGATCCCTGTGGGTGGATTATAAGCATCCCCAACATTGGTTATCACTGCATTGTAGGTCA
GGGTTGTGTCATCCTGGAAATTTCCATAGGGCCCACCTTTAGATGTTCGGGCAGAAAAAG
CTACTTTGGGTACATCTCTGGCTTCCAAAGCTTCTTTCAAAGCATTGATCTCCTTCAAGA
CGATACATGGATCAAAAGGGCATGGCTCAGAAGGTCCAGCAGCAGCATAGTGGGCCACAG
TGAGGCCACTGATGAAGGTCAGCAACAGCGCGGGTGAAGCCTCGTGC
>CL2574Contig1
TTTTATTGCATTATTCAAGGAAACATNGTAAAAATTCTATATACAGCAACAGGTCTTAAA
AGCTGAATTCCATTGTGATCGAGTCAAAGTAGCTCAAACCATCGGAATGATTTTTAACAT
AAAACATGCCATCATGTGTGCCCCCCCCCACCCACAAAATACCCCCATTGTATATATATA
ACTAAAGGAAAAGTCTGACTAAAATATTTTTGATGCCCATGATAAAGACAAAAAATGAAA
TCCAGTTACCAGGAAGATGAGCAGAAACTAAAAAATTGTTGGAAATGCCAAACAGTGAGT
CCTTTTGACCTGGCTTGATCTCGTACATTTTAAAACCTTATTTTGGGAAAATCTGGAGAG
GGAATTCATATCTGAGGTACAGCTAAAAGTACAATCGTGTCTCTATTCATCAGTCTTTTC
TCCAGGCTGGTAATGCCTGTATTCTGGTTTGAGCTCCCAGGTGTTCTTGTGGGTTCCCTT
CACGTTGTAGATGCCAATGTCACGCAGGATTTCTTTAAGGTAGATCACTGGCTGTTTAGT
GATATCCACCAGGTCTTTGATGTTGTAGTACTGGTGCTTCTCAAAAGCAGAGAACAGCAT
TTCCAAAACCTGCTGTTTGTCAGCTCTCGCCCTCTTGCCTTCCTCTTTCTTCTTCTTCTC
GTACTCGCGATTGTACTCATGGTTGGCCACAGGTTTGTAGTTGGTGACAGGTTTTGACAA
CTGCTGCGAGAGCCTGGATGGTTTGGAGGACTCCTCAATTTGTAACCTCTTCAATTTCAT
GTAGCTTTCACTGACCGCAGGTCTGCACTCCGCTCTCTGAACCACAACTCCCTCCAAGGC
GATTTTATCAGATGAACTCTCTGTGAAGACGGCCAGCATCTGTCCTCCCACTGACTGCAT
GGTGAAAGGATGATCACGCGGCGCAGACACCGTCTTATCCTCTATACCTTCAATGATGGT
CAGCTCTTCGTTCAAAGTGAAGGACACCTCTGGTTTTCCCAGATTTCCTTTCTTGATGAT
TCGGAGCTTCCCGACCTCGCCTCTGCCCGTTGCTTTTGCCCATTGCTGTGCCAGGTATTT
GGGTACCTTCACAAGCCACACACCCGTGTTCAGCTTAGCACCTGTTAAATCAACGTCACT
TTTTTCTGACATGTTTCAAACGTTGCTCTTGTTTTACTCCCC
>CL2575Contig1
TTATATTTTATTTATATTATTTAACAATNCAAGAAGTGTGAAATTTACAAGCATTAGGGG
GGTGGGGGTGTAGCTTTTGTAACAGACCTCTGAAAAAGGCAGTTTGAAACTTCCTGGGGA
AAAAATATGAATGTAGTTTAACATCATTTTATGAACACACCACAATTTTGGTGAGTACAG
CAGGGTGACTGACACATGAAAGTTATCGGGTGTAGTCGTATGCAGTGTGTTATTTAAAGA
CACTGATAAAAGGTAAAGAGATATTCTAACGACCAAAGAAATGAGCTGTTCTGCACAAGG
AAAGTTTGAAACAAAGGATCGCGGAACTAATCATTAGAGCCTGGAACTATTTCAACATCT
ATTTTAGAGACCCAATTCAATTATTAACAGTAAAGCACAGCAACTATATAGATATTTATA
GATATATAAAGATATTTTATAATCACTTTAAAGCTACACAGCTAACATTATTTGTTGCTT
TTTAAGCAAGATTTTGGTGCCCTCCTGCAATACAAAGGTCTGCATTCAACACATTCTTGC
AGAGTGTGTTAAAAGAAGAAACTCAAATTGTTCAAGAAATATTCTGGTTGTTTAAAAGGT
CGCTAATAATTCTCACTTGCTGCGTTTCTTTGCTGGCATGTTTTATTTATACATAAAAAA
ACCTCTCATAATTAGAGGTCATACAAACTGCCTACAAATGCTACCTACTTGTGCAGAGTA
GCTAAACGTTTACAACCGAGTTCATTTTGAGCACCATTATTACAACGGTGTTAAAGAAAG
GAAACGTTACAATACTGATGTGCTCGTGGAATATTATGCCCTTAAAACATAAGGCGTTTC
TTCACCTGCTTATATCACACATCTACACTTTTCAACAACCCCATCTTTTCAAGTGTACAG
TATGATCCCGTCGTTTGTCTTTATTTTTTTGTTTCCCTTGCCATTTTAGCCCGTCACCAC
AAAGAGAAAACAATCTAGCTACAAATCATTTTCTGAATAAAATTGTATTATCTTTATATA
GATAAAATGTTAACAATCCTCAGAGATTGAAATATTTTGCAAAGGTCCACAGTGAGTGCA
CCACTGGAGGATTTTCATGACGCAAAGGGACCAAAGGTTACTCTTTTCCAGAAAAACCCT
CCTCTCAGTCGTCCAGTTCGTTTGATGACAGAAGAGCTGATCCCAAGCACGGAATCTGAA
AAACTTCAGCTGCTGCAGCCCTCTGCTAAAACGAGACACGTGGTTCAGTTGTTTGCGGCA
TCTGCTTGGCGAGGCCAGCTCTCTTCCTCAATGCCCGAGTCGTAATCTTCCTCTGACGGT
TCTTTGGCTGTGGCTCTGATGTATCTGGGGGTGGATTTTCCTTGGACGACATCTTTGTCC
AGTTCAACAGCTATGACGTCTGACTGCGGCACTTCAAACATGGGTTCGAGGAGGAGTTTT



TCCATGATTGATCTGAGCCCACGGGCTCCAGTTTTCCTCTCCAGTGCCAGTCTGGCAATA
GCTCTCAAGGCATCCTGGGTAACATTGAGTTCACATTTGTCCATGCTGAACAGAGCTTGG
TACTGAGGCACCACTGCATTGCGCGGTTCCCTCGTGCC
>CL2576Contig1
AAACTGTTTATTTGTGATGTGAAAAATNAAGTAATAAATAAGGCAGGAAAACTCAAAGCA
TTTGAAAGCCCGGTTATGAACACAGAGAGAAATTGTATCCTAAATGATAAAAAAAAGGCA
TCTGGATGGAGTTTTTCCATCATCAGAAATTCCTGTTTCTCCCCATTCAAGTTTGTATCC
CATCACCGAGCCGCCACTTTAAAGTTTACAGCTTCAGTAGTTAAAGCCACAACCAGTTCA
GAATAATATATTGATCACACTTGCATAGAGTCTAAGGCTCATTTGCTGACAAAACATCAA
ATTTGTGGGGAGACTGCAGAGCAGTTTGAGTGCTGGAGCTCAGAGGGTTTGACCTCACGT
TCAGCCACTTCAGCGCCGCCATGTCGGACAGTTTCTCCACGGGTATCTCGGCGATGCGGT
TTCCCTCCAGGTTGATCCTCTCCAGGGTGGCTATTTCTGTAAGCTTATCAGGGAAGGCTG
AGAAGCTGTTATTAGCCAGATTGACGGCAGTCAAATGCTGCAGTTCTGCAATGTTGTCGG
GGAGCTTGGTGAGGACATTTCCTTGTAGATCAACCTCTTTGAGCTGAGTGAAAGTTGAGA
AAAACTTGCTGGAAATGGCCTTCATCTCATTGTTAGCCAATGAAATGACGTGAATGTTGT
CACTGACTCCCCTCAGGAGCTGGAACACACCCTCAGGGAAAGAAGTGAGCTGGCAGTTCG
ACAGGTCCAGACTATCTTTGTCCCCCTCCATCACTGCATAAATTCTTTGGACCACATTTG
CTACTGCCTCTGCCATCTTTGATCAGTGTTTGTTTCCCAACCGGTGCCTCGCAGCTGTCA
GGGTTAGCTTCACCGGTATCCCCGGCCATAATGNCCGGGTTTAACG
>CL2577Contig1
TTCGGCACGAGGAGCATCAGAGGAACCACCTACATGGACTGCTTTGAATCCTGCGAGAGC
ATGGGGACATTGTTCCATTTGACCACCAAGAACCCGGCAGCTTACATGAGCAGCCACAAG
TTCAGGACATCTGCTTTCAATCTGTTTCATCACATCAACACTTATGAAGACCAGGGTTTC
ATCGTGGTGGACCTCTGCACGTGGAAAGGTCATGAGTTTGTGTACAACTACCTTTACCTG
GCCAACCTGAGGGAGGAGTGGGAGGAGGTGAAGAAAGCGGCATCAAGAGCTCCCCAACCG
GAGGTCAGGCGATACGTTCTGCCGCTGGACATTTACAAGGAGGAGCAGGGCAAAAACCTG
GTGTCTCTGTCCTACACCACCGCAACAGCTGTTCTTTGCAGCGATGGCACCATCTGGCTC
GAACCTGAAGTGCTCTTTTCTGGACCAAGACAAGCTTTTGAATTCCCACAAATCAACTAC
TCTCAATGTTGTGGAAAGAAGTACTTCTTTGCTTACGGCCTCGGACTGAACCACTTCATC
CCTGATAGGATTGTCAAGCTGAATGTGCAGACCAAGGAGACGTGGGTGTGGCAGGAGGAG
GACTGTTATCCATCAGAGCCAATCTTTGTGGCCACACCTGGAGCCACACAGGAGGATGAC
GGTGTGTTGCTGAGCATTGTAGTGAAACCGGGTACAGAGAGGCCAGGATTCCTGCTGGTT
CTGGACGCCATGAAGCTGACAGAAGTAGCCAGAGCGGAGGTCAACGCCATCATCCCAGTC
ACGCTCCACGGGTTGTACAAACCATGACTTCATCCATCATCACGCAATTATGACAGCATT
TCAGTTAGTGACGGCAACCGGTTTTCAAAACAGCAGCTGCAACACATTATATTGAATTAT
CATTAACTGGAAGCATTTATTCAAATATTTGTGCTATAATTGCATTTTGATAGCATTCTT
TTCCTTTCTTAGTCGGGTATTGATTTCTGGAAGCCTAAAGAAAACAAGTAATGGGTTTTT
TTTAAATGAAAAATGTTTTTTTTTTATTGTTCATGTGTGAAATTATATTAGTATAACTAT
CCTTAAAGTGAATTTACCTTAAACCATTATTTCAAATAAAA
>CL2578Contig1
CGGCACTCATCATGGCCGCGGACAACGCAGGCGGGAACAGCTCCCCCAAGGACGGCAACC
AGGTGCACTCCACCACCCGCAGGAACAGCAGCAGCCCCATGTCGCCGTCCTCCATGACCC
AGAGGCGGCTGGCGCAGAGGGAGGCGTCGGGGGCGGGCACCCCCCACGTGCCGGGCATGG
ACCAGGTGCACCCCCAGAACATTCCGGACTCCTCGGTGCCGGGCAGCATCCCTCTGTGCT
GCACGCTGTGCCACGAGCGCCTGGAGGACACGCACTTTGTCCAGTGCCCGTCCGTGCCAT
CGCACAAGTTCTGCTTCCCGTGCTCCCGGGAGAGCATAAAGCAGCAGGGCGCCACGGGGG
AGGTGTACTGTCCCAGCGGGGAGAAGTGCCCCCTGGTCGGCTCAAACGTACCGTGGGCTT
TCATGCAGGGGGAGATCGCCACCATCCTGGCGGGGGACGTCAAAGTAAAAAAGGAGAGGG
ACCCTTGATCCCGTCCGTCTTTGGGGCGGGGAGGCAAAAAAAAACACCTTTAAATATATA
AATATCATCTGCATAACATTCAAACAGACTAACGGACATGTACATATTGGAACCAAGGGA
AGAGTATACTTCGTAAACATGGTTGTATAATTTTTGATTTTGGAAAACATTGTGTTTCTA
TATTTTTGAAGATAAAGGTATGTACTCATCATAATGAACTACGTTCCTCTTTGTTGATGT
TTATTGAAATTCTCGATGTACTTCTAGGTCTGGTGGCCGTTCCTGTTTAACGTAGAATGT
GACTAATGCTACTCTACGAGCACTTGGCAAAACTAAAATGCTTTTAGCTGTACTTGTATG
CACTTGTTTAAAAAAAAAATTGCCAAATACAATTTCTGATCTTGTATGAACTTGAAAAAA
AAAA
>CL2579Contig1
CCCGGGCATTATGGCCGGGGACAGCTTCTCTGGACTTCAGTCTGAACGGGATCAAATCAC
TGAGACTTTAATGCAACATGGATGTGAAGCTCTTTGCGCTCACGGCCGCTCTCACAATGG
CAATTTATGCGCCTCAAACACACGCAAAGCCCATCAGTCTGGCTGAGCGATGCAGCTGCC
GTTCAACTGTCAACAACGTCCCACGAAGTTTCATCCGAGAGCTCAAGTTCATTCACACAC
CTAACTGCCCCTTCCAAGTGATTGCTAAACTGAAGACAAACAGGGAGCTGTGTATCAATC
CAGAGGCGCGGTGGCTTCAGCAGTACCTGAAGAATGCTCTTACTAAGATGAAGAAAGCCA
AGCAGATCATCTGAAAGGCCTTAGAGATGCTCCTAAGCTGGGGGCATCTGGAGCATCGCC



ATGGATATGTAACGTGAGATCGTCTGGCGTGTTACACAGCACTTATACCAGCTGCCGTCC
TCTAGCCTCGTGCACGGACTGAACTGCAACTCCTCACCATGAACCCCCGTCCACCTAACC
TCCTGCCGTCTTCACCATCACCACTACCACTTCTTATATCAAAAAATATTATTGAAAAGT
GGCATTATACCTGCGAGTGTATGTTTTCTAACCATTCTGTACATACTTTTTTTAGTAGTT
GTCGATAGATTTTAACAGTAAAGCAACATTTTTGAAGCCAGAGTTGTTCTGGCAGGCCTG
TTTATCAATTAAAAAAATGTATACAAATTTTGCTTAAATTTCCTAAAAGGGATGACATGA
GTCAAAGCATTCTGCTCTGCTCAATGTTTTTGAAAACTAAACAGAAAATCTGCTCATATT
AATTTTCTTGATTTCTAATTATACAAAATGAACTATAAGTGGTCTGTTTTGCAAGGAAAC
AGGATTATTTCTAATTTACTGGCATCAAAGAAGTTCATGGAGTGCCAGTTCCCCACATGT
GCTAATAAAAGTCGCCTTTTTATTTTGAAACAGTGTGCCAAAAGAGGGTTAGCATTTCCT
GACCTGCGTTTTTGGCTGTCGTACAACCCAAAGTAACTCGATTTGGCTTTTTTTTTAGTT
TTTTATTTTACCGAAAACATCTACATCTGGTTTCAGAACACTTTTAAATTTACTGGAATT
GTTAAATTCAAGAAGTTAACTACAAGAGAGAATAATTACATTGACAAGTATGAGCTGGCA
GCCTTTGTTTCAGTGGTTATTTTCTGAATACAACTTTAATGACAAGTGGTCTTTAGTGGT
TGGGACAAAATGTATTAGTCAGCTGCAGAAACAGAAGTGCCGTCACAAAGAACAGACACA
TATGGATACCTACAACTATCATGCAAAAAGTAACGCACTTTATGTCCCATGTTTTAACGC
AAAAAATCTATTTGGTAGCTCTGTTTGTGTTTTGTGTCTCACTTTTATTTTCTTTTCTAA
GCTTTTCTCAAGGTTCCTGTTGCATTTGTAGCCGGCAAAAATCTGAGACAGCTATACATC
TATTGTTCAAATTGTCAAAATCTAAAATGAATGTTATGCAAATGTTTTATTTTTGTACTC
CTAAGCATTTATATATTGGGTGCAAGCATCTATATGAAGGAACTGTATACTTTCACAACT
GAGCCATCCTGCTTTTTTTTGTAAACCTGTATCACAGCTGCTGAGTAAAAACAAGACATT
TTTAAAAGTCANAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCC
AAAAAAAAAAAAAAAAAAAAAAAAAAAACCATG
>CL2580Contig1
ACACAGAGGGGGCTCAGTGAAGAGTCAGCGCTGAGGGGGGGAGGTTTGGGAGCGATCAGA
CGCTCCTGGTGGTCAGACACTGGTTGACCACCTCCAGCAGAGAGGAGTTCTCCAGAGCAG
CAGCCACTCTCTCCTTGTCTGCCAGCTGCTTGTTCACTGCAGCCTCTGAGGCGTGGGTTC
CTGGAGTGATGTGGACGTCAATCTTGAACCTGTTGGGAAGAGAGCGCAGGAGCTTGACTT
TGATTGACAGGCCGATCAGCGTAGCCATGCTGCAGTGGGGGATGGTGGGCGTGAACTCCA
CGCTCACAGTGCTCTCTGCATCGTTGACCTGGACTCGGACCTGTTCCACCACGTTGAGCT
CCTCCAGGGACAGAGGATGCTCCGGGTCGCTGATGGATCGGATCAGATCAAATATTTCCC
GGTCGTCGATGGGATCATGGACGTCTTCGTCCTCGTCGGCCGCCGTCAGCTGCCTTTCCC
CGGACCGCTGGAAGATGACGGGGTTAGCGTTCTCCAGCTGAGACCCTCCGGACATTTTTC
ACTATGTTCGTCAATCAGCACTAAACATTCAACTGCCCATGTATGCAGGCGGAGTCGTGT
TGCTTTATTATGTCGACCC
>CL2580Contig2
ANCCCCCCCCCCCCCCCCCTCAGCGCTGACTCTTCACTGAGCCCCCTCTGTGTTTAACCA
GCCGACAAAGACCTCCAGCTTGATTATTTTACAGTACAGCAGCAGAGGTCCGTCCAGATC
AAGCAAGTTTTGAAAAGAAAAAATCAGAAAATGGAGGGAAAATATATAATTTCCTCAATG
TTCTCATTTTGTTTTTTTAGTGGCAGATAATTCTGCAGCATCGTTGGTTACATGTAAATA
TTTCTGCTTGAAAATAAAGATT
>CL2581Contig1
TTTTTTTTTNGTAGAAGCAGTTTATTTGAGTTTTATTTTATCATATTTTACAAAAATTTG
ATTTACAGAAGTTGAGTTTTAACCTTCCCATTCTTCATTTAGGCACAACCTGGGGATAGT
TTATTAAAGAAAAGAAAAAACTGCAATTAAATAAGAAATGTTATTACAAATATCCCATGA
ATAAGAAAATATATCATGGATGTTAACATTTGTTTAGTAGGTATTAAACTGAAAACAAAA
GCATAGGTGTCCAGTTATTTTTTCTTAAATCAAAATTTGATAAACTAGATGGAAAATCTC
TTTAAAGCATCCCCAAAGAAGTTTGAAAGACAATAAATGAAAGATCATTTAAAACTCCAG
CCACCTGTGGAAGTGTTTGGGGCTGATCTTTGGGATCAAGTGAAAGAAATGAGTCTTTGT
CTACCACCTGTGCATTTTCTCCAAACCTGTCTTACACTGCATTGAACAAAATTATTCTAG
TTCCAACTTTCCTGTCCACTGATATGTCTCGTCCAGGTAGATTCTGTGAATCTACACTCT
TCTGAGTGTCAATAGCCTAGCTTATGTTGTCCAGTGATATTCACAACTAAAGGTATTTAA
GGCGAGGAAGACGGGCTCTCTGCAATGAGAGAAGACAAACCCCAACCCCAAAACTTTTCT
CATTCAGAATCTTTGTCACCAAACGAAGAAAGGAACATCTGAGCAAAAGAGAGCAGGCTT
TTCTATCATTTGAAGCATTTTGATACTTTTTTTTTCTTTTTAAGAGACATTTCCAGTGCA
AGCATTTTGGCTGCCACTCTAGAACTTGGTAAACCTCTCACAATGGTGTCAAAACAAGTA
CAGCAAGTCCTGCTGTGAACGACTGGTCTATTCTACCAACTGTGTTCAGATAACTAAAAG
CTCATACTCAAAAGGAAAAAAAACATTTGTATCCATCATAAGCAGTAGATTTCAAAAGAA
TAACCAATGCTTTGTACAAAATGTAATTCATCCCGATGATGGTGTTACAGACTAAACAGA
TACCAGCCCATGCGATTCAAAAAACACTGTTTGCAGCATAATGTCAATAGAAACATTCAG
AGGTGACAGACAGGCTGACCAATACTAAAGTGACATTCTCTTACCATACGGTAAGAACCA
CAACATG
>CL2582Contig1
CAGGGATTGAAGAAGCGTTGAAGGAGAAAGGGAAAAGAAAAAAACAAAAGAATGAACCAA



TGAAAAACAGCAGAATCTTGGCTAACGTGTTAGATATCACAAATCAAGTTGAGTAGGCTT
TATAATGCACAACAAGAGATGTACGGAAAGCAAAAAAGTACAACATTTTGGAACTGATGG
ATGTAGGGACTGAAAAATGTTTGAAAAGAATGAAATAAAATAAGGGGATCTTTGCTAAAA
AGTTGACAAAAGAAAATTAGATACTATTACAAATCAAGTTTCTTTAAATTGTGGTGATAA
AACATAACCCGTGACTGTGTAGGCTTCATAATGCAGCAGGAGATGCTGGCATCTACGCAT
GTCAAGAAAAGTACGGAAAGCAAAATAGTACAAAATTTTGACAAAAAAAATCCTAAACAT
GTCAAAGTCGTACTTTTTTTCTCTTTTTAAGCTTGGTCTTTTTTCATTGGTTCCTCATGT
GATTCCCTCTTTTCCTTTTGCCCTTTCCTGTTTCTTTGATGTCTTCTCTCCTGGTCACAT
GAACACAAAACGAACGATTAATGACTGAACTCAGAACTGTTAAAGTTGCTTGAACTTTCC
TGGTGCTAAACTAAACTTTGCCTGTCTAGCACACAAAAAAAGTCCAAACCAACTGGAGGA
AAATAAAGACAAAGATGAAGGACATATTTAGGAAAAATCCTCGTTTTTTTTAACGTTTTT
TGTTTTTTGTTTTATTATTTCCTTAGAGACCAACGAACCAAAACTTTGACCAGAAACATG
AAGATCATTCAACAAAAAGCAGCCGGCTGCTTGGTTAGAATTCTATTGAACATCTTCGTC
TCAGTTTGAAGGTTTCATGTTTTTATGAAAAACTAATGAGCTCATTGTATTTAAGGGCAC
TGAAGGATGCCGTTTCGAACACTTCCGGGCCTTACCTGAACGCATCGTGGGGTCACGTGC
ACTGTAGCAGAACCTGTGGGGTTTTTTTTCTTTCTTTTATGGGCTGAATGTCTGGAACCA
GAGAGGGCCTCAGAACCACAAACTTCCCTTTACCTGCTGTGGGGTGGGAATCGAACCCAC
AGCACAGAAACTGTCTGCATGTTTGCATCACAGAAATCCTGTTTTGAGCTGCGTTACTGT
CAAGAAAAACAAAACAAAAAAATATGTGTTTGTGGTTTCCTGACTGTGCCTAAATAGTTC
ATGGAAATCTAAAATATTTCTGTCCACCACTAACCTGAACTAACTAACCTGCAACGCTTC
TTAAGGTGGACTGAACAGGCAGAGATGTCGTCCACGGAGGCCTCACTGTGCATGGCTCCT
GTTCTAGAGGGTTAGTTTCATTTCATGCCTCACTATATTTATACCTGTATGACTGTACAT
ATTTACATGTTTGGGTATTTCACCTTATTAGACTTTGCAGAACTGAA
>CL2583Contig1
TCGGCACGAGGACGCAGTACATTCGTCACGGCTCCAAGCCCACGTACACCCCCGAGCCGG
ACGTCTGCCACGAGCTGCTGGGACACGTTCCTCTGTTAGCCGACCCCAGTTTTGCCCAGT
TTTCCCAGGAAATCGGTCTGGCCTCTCTTGGTGCCCCTGATGAGTTCATAGAGAAACTCG
CTACTGTTTACTGGTTCACTGTGGAGTACGGTCTCTGCAAGCAAGGCTCCGAGATCAAAG
CGTACGGAGCCGGCCTGCTTTCATCCTTCGGAGAGCTGCAGTACTCCCTAACGGATGAGC
CCAACATGTTGCCTTTTGACCCCGAGAAGACCAGCCTGCAGAAGTACCCCATAACCGAGT
ACCAGCCGGTTTACTTTGTGGCAGAAAGCTTTGAAGACGCCAAGGAGAAAGTGAGAAAAT
TTGCAGGCACCATACCGAGGCCCTTCTCGGTGCGCTACAACCCCTACACCCAGAGCATCG
AGGTCCTGAACAACACCCAGCAGCTCCGGAACCTGGCCGACTGCATCAACTGTGAAGTGG
GGAAACTGTGTGAAGCTCTGCAGAAACTGGAGTGAAAGCTCGTCTGACCCGATGTCTTCT
TACTAAAAACAACCTTTCTTTGTATTAAATACATATGCATGGCAGAAAATTACAATATTA
CTGTGACTGATATAGAGCAAACCTGCAGGTTAATTTAGGGAATTAGATGCTAGAGTAGAA
CTACGTATGTTACTATTAGTAGATGAATGAATTAATTTTACTGTTCTTTTTTTTAAGTTG
ATTTTTTAATAACAAAAAAGTATAATTAGACGTAATCATTTGTTTTATTTAGATTAATAA
TTGTAGTTCATTTCCTTAATGAATTTTTTTATTAGCTCTATTAGAAGATTTCTTTGAAAT
AAATCTTTTGGAATTGTAATTTTTCCGTTCAAATAAAACCCTCGTGCNGA
>CL2584Contig1
CTTNGTAGTCTGGATNATCGATCTGTTTGGGCTTCCATTCTCCTTTGTACTCCGGGTTGC
TGATCATCGGCGGCTCCCATTCTCCATCCATGTCCTCCTGCCAGTCTTCAGGCTTTTTGG
CGTCAGGATCTGGGATGTATTCTGGTTTCTCCCAGTCCTCAGGCTTGGTGTCTTCGGGAT
CATCGATCTTCGGACGGTCGTCCCAATCTTCTGGCTTCTTGGCTTCAGGGTCCTTGATTT
TCTTGGGGGGCAGGAAGTCCCAGTCCTCCTCCAGACTTCCAGATTCCACCTTCTCATTGT
CAATCTTGACCTGGTAGGTCTGGTCTGGGTTCAGGATCAGTGTGTACAGGTGGGTGAACT
CATCATCCTTGCATTTGATCTCCTTCTTGATGAGATGATTCTTGCCCTTGTAATTGAAGA
TAACGTGGACCTTCTTGGTGGTGTAGCCGCAGATGTCGGGGCCAAACATGACGTAGTAGG
AGGAGTCTCCGTGCATGTCGGTCTGGTCCAGGTCGGACGGGAAGACCTTCACGTAGCCCC
CACCGCAGTCGATCTTCTGCTCGTGCTTGACCGTGAACTGAATGACCAGAGACTTCCCCT
CGTTGCTGAACGGCTCGAAGCGGGCCGAGGCGGCGTAGAAGCGAGCGTCTTGGCTGGTCT
GCAGACCTTTGTCCTTCTCTGCGTCTCCGTAGAAGTTCCCCGCCGTCAGCTTCCACTCTC
CGTAGTCAGACTTGTGTTTGGAGTTCACCCAGCGACTTCTCCATTCATCGCCGTCTAGAA
ACTCCTCCCGGAAGTAGATCTTTGCATGTACGCAGTACAAAGCGATCAAACCCACAAATA
AACTCAAAGTGTTCATTTTAACCGGTAATTTCAGCTCTGCAGCCGCACAGACGCAGACGA
GGCAGCCC
>CL2585Contig1
CCGAAATGAGGAATAAACATAAACAGATTTGATAGAACTTGAGCAACGCAAACATGTCGA
TTGTCTTCGTTCCGAAGAAATTGAGAGGAAAAGCGAAAGTCAATCAAGAAACGATACAGA
GGTTGCTTGATGAAAACGACCAGCTCGTGCGATGCATCACAGAGTACATGCAGAAAGGAC
GAGCGGTGGAGTGCGTCCAGTACCAACAAATCCTTCACCGCAACCTCGTCTACCTGGCAA
CCATAGCAGATGCCAGTCCTGATGGGATGACCCCAGCCTCCAATGCTACCTTCAGCGACG
CCTCCACACCTTCTGTCAATGGCTGTGCAGGGACGCAGTGATCTGCCATTGGAAATGTAT



CGATTTAATTAAGTATTTATGAGGAAAACATGCAACTATAAATGTTTTTTTCTTGTGTAA
TTGTCTGGTTCTGGTGGCTTTTGACTAAAATGTGTTTCTAGATGTTTAAAGCTGTTGGGA
GAGAGACTAAGGACCAAATAAACAGTCTTTAGAATTGAAAAAAAAAAAAAAAAAAAAAAA
AAAAACCTT
>CL2586Contig1
AGGCACCATCCTGGTCCGCCCCAGAACCAGAAAAGAGGTGGCGCCCGTGTCTCACAGCGT
GCCAACGCTGCGGGCGGAGGAGTGGCCCCTGCCTGGAGACTCGCTGACGGGGGACACCGT
GCGAGCGCTCATCGACAGGGTCAACAGCAGCGCCCGCGGCGGCGTTCGCTTTGTTGGCTC
TGTCCTCCAGCAGGTCAGTGGGATCAGCCAGAAACAGGGCCACCGCTCGCCCCCGCAGAC
CCCCCCCCTCAGACAGAGAGCTGGAGGACACCTTCCGTCCAGACCTGAAGCTGCTGGTCT
TCTTCCACTCCTGGGATCCAGGCCTGTGCCTCTCTGGACTCTGTGTGCTGCCAGTACCAC
CAGGGGGCACTGTCCATGCGCGTTTCCAAGAAGGGCCACGTGGTCAGCGGCCTGGAGGCG
GACTGGCTGGAGCTGACGGCCATCTACTACGGCAGAGGCTGGTCGCTGGTGGACTCCTTC
GTGTACTGGGACACGCTGAAAGGTGAGCCGGTCCCCCGGTCTCTGGAGGGTCTGTTTGTG
TACGAGGAGAGGAGCTCGTCTGCCTCTGCCAAGGACGCCGTCGTGGTGGAGCAGTGGACG
GTCATTGAGGGCTCCAGCGTGAAGACAGATTACGGCCCCCTCCTGCACACCCTGGCAGAG
TTTGGCTGGCTGCTCACCTGTGTGCTGCCCACGCCCCTCGTCCGCCATGACAATGAGGGG
AACCTGGCCACCAAGCAGGTGGTGTTCCTGCAGCGGCCCACCAGAAAGCCAGCAGCTGCT
CCCCCCAGGAAGCAGGTCGTGCACGCTGACGTGATGAGCGCCGCGGCCGCAGGCTCCTCC
CCCACAGTCAGCCTGTCGCCGCCTGCAGGAGGCAGTGGGGGTTTCCCGGCGTTTGGGGGG
GGCTATCCCAGCTCCATGCCCCAGATGGAGGAGGGGGGCTTCGATCAAGAGGAAGGGAAG
GTGGAGGTCACGTGCATGTGAGCAGGGGGGCGGAGCTTCTCTATTCGGGCCTGGATGTGG
CAGCAGAGCACCATGAACCCCCACTTCCTGTTAAGCTAACGGCTTCCTAAGAGTCACACT
TGGAAGCGTCCTGGACCGCCTCCTCCTCCCAGGATGCATCATGGTCCTTCATGAAACCCT
CTGCACCGCTTAATAGACGTTAATTCCTGGACTCACGCTAGTTTGTAAAGGTTCCACTCC
TTCAGAATAAAAGCTGCTGCTCTCAGGAAAAAAAAAA
>CL2587Contig1
GGAATTCGGACGAGGGCGTTTGAATCGAACTGGTTTGGCCCCTCTTCAAAAAGCTAATAT
TCTCCGAAAGGGAAGACTTTCCTTGGGNAAGAAATCAATCGACATGATTGAAAAAGAGGA
CCCGATCATCAGCGAGGNAGGAAGCGGCGCAGTATGACCGCCAGNATCCGTCTGTGGGGG
CTGGATGCCCAGAAGAGGTTGCGGGGGTCCCGGGTTCTCCTGGCAGGCCTGGGTGGTCTC
GGCGCTGAAGTGGCCAAGAACTTGATCCTGGCTGGAGTTAAAGGTCTGACTCTGCTGGAT
CATGAACAGGTGACAGAGGAGTCGTGTCGAGCTCAGTTCTTGGTTCCGGTGTCTGCTCGA
GGTCAGAACCGAGCCCAGGCCTCGCTGGAGCGAGCCCAGAATCTCAACCCGATGGTGGAG
GTGCACGCCGACCCCGGGAGGGTCGAGGACAAACCGGACGACTTCTTCCTGCAGTTTGAT
GCTGTGTGTCTGACAGGTTGCTCCCGAGACCTGATGGTTCGGGTCGACCAGCTCTGTTCT
CAGCACCGCATCAAGGTTTTCTGTGGAGATGTGTACGGTTACTACGGTTACATGTTCTGC
AACCTGGGCCAGGAGTACAGCTACGTGGAAGAGAAACCTAAAGTGGTGAAACCGTCAGGA
GATTCCAGCGATGGTCCAGGAGCGAAGAAAGCCAAAGTCGATCCCAACGAGACCACCATG
GTGAAGAAGACGGCCAGTTTCTGCACCCTGAAGGAGGCTCTGGAGGTGGACTGGACGACT
GAAAAGGCCAAAGCGGCTCTGAAGAAAACCCCGGTGGACTATTTCCTGCTTCATGTGCTG
CTGAAGTTCCGCACAGACAAAGGTCGTGACCCCGACCCACAATCCTCTGAGGAAGACGGC
GAGCTGCTGAGACAGATCCGCTCCGACGTGCTGGATGCGCTGGGGCTGAGCGCCAGCCTG
CTGAACGACGACTTCATCAGCTACTGCTTCTCTGAGATGTCTCCAGTTTGTGCTGTCGTG
GGAGGAGTCCTCGGACAGGAAGTTGTCAAAGCTCTTTCTCAACGAGACGTTCCTCACCGA
AATTTCTTCTTCTTTGATGGCCGCAAAGGACACGGCATGGTCGACTACTTTGGACCCAAC
TGAGCGTGCTCAGTGAGCGTGCTCAGGAGAGTTTTACATTCAAACATGTAAAACAATTCA
GCAAACTTTTTTATTGGAGTCACAAAACCTTTATTTTCCCCAGTTCTCTTCTG
>CL2588Contig1
GGTCTCGAGTTTTTTTTTATTTTTCTTCCCGGTTTCTCTCTGGAAAGTCAGGAGTCGGCG
GCAAAGAGAAGCAAGAGAAGAAGTTGTAGCAGCGAAAATGCCAACTAAATATGGTCCACA
TATGCAGCCCTACGAACATCAGGGGGGTAAATCCGAAGCTCACAGATTCAGAAGTGCGCC
GTGTCTGGCACCCCAAACGTGCTTTCACTTTTCAACGCATGGTTTTTAGCATGAGCATGT
TTCCCAATTCACTGTCAGACACATGGCGGATGGCCGTGCAACGGAAGCCTCCTGTTATCC
CAGGCCAAGGAGCCAAAGATCGAGCAAAGATCGAGATGAACTGCAGATAGAACAAAGTTT
TCTTTTCTTCTTCTTTGTAGTATTGGGGTGCACCACATGGTACTTTTTTTATAAACAGGT
TAATTATAGTAGTAAATGAGTGATTTTGTTGTATATAAATGACACTATATGAAATGGGGG
AAAAAGTCAGCAGCTCCACGAATGGTTAATGCACTGATTTAAATTACCGGCATTTGGCAG
ATTCTGTGCATTTTTTAGAGGCAGTTTGAGCAGCTTTGAGTTTAAACTGACGTGCTCTTC
CTACAAATTAATAAAGAAAACAACAACAAAATACATGCAGTACGGTAATGCAATGATGGG
AACTTGGAGTTTAAAGCCAAACAGAACCTCTGCTGTGACTGTGGATATTTTACAGCATGT
GATGACACTTTATTTTGAAATGCTTCCCAATTTTATTTTTTTTATTCAAAGCACTGATAG
AAGGGAATTACCTGTACTTCTGTGAGTGTGTGTGTGCGTGTGTGTGTGTGTGCTCACCCA
ATAACCCAAACTTTTAGTTAAAAGAAGAAAATATAACACTCCACACTCAGATTACAAGAT



TGCAAAACTTTTTTCCATACTTTCAAAACTGCCATACTATGTTACTACAACCCGCTAGCA
ACCCTGAAGAAGTGTTATTGTGGATGTTTGGTATCATAAAACGTTGTCTATCTGTACACC
ATCATGAGTACAAAAAGCCTTTGGATCTACTGTGGTTTTTACAAAGGGGCTCTTTAATTT
GATCTCATTTAACTGAAACCCAATTTTTAAGCCCAAAACCCACTTTTAATTTTTTGTAAA
ATGACTCAAATCATTCTTTTGATCTTTTTTTTCTGTTTTTTTGTTGAATCTGTTGATGAC
AGTTCTGGTAACATGTATGACAAACCTTCATAGACTACACGGATTATCTNAGNAATTATT
TAAACNAAAAATAAAT
>CL2589Contig1
CGGGCTGAGGAATTCGGACGAGGGCCGTGTGGACNACCTGACGGAGGCCCGAGTCCGGGT
TTGGTTCAAGAACAGGCGAGCCAAGTGGAGGAAGAGGGAACGGAACCAGCAGGCCGAACT
CTGCAAGAACGGTTTCGGGCCGCAGTTTAACGGACTCATGCAGCCCTACGACGACATGTA
CCCGAGCTACACGTACAACAACTGGGCCGCCAAGGGCCTGACGTCCGCCTCTCTGTCCAC
CAAAAGCTTCCCGTTCTTTAACTCCATGAACGTCAACCCGCTGTCCTCGCAGACCATGTT
CTCGCCCCCGAACTCCATCTCCTCCATGACCTCCAGCATGGTGCCGGCGGCGGTCACCGG
CGTGCCCGGATCCAGCCTCAACAGCCTTAACAACTTGAACAACCTAAGTAACCCGTCCCT
CAACTCGGGGGTGCCCACGCCGGCGTGTCCCTACGCGCCTCCGACCCCCCCATACGTGTA
CAGGGACACTTGTAACTCCAGCCTGGCCAGCCTGAGACTGAAAGCGAAGCAACACTCGAG
TTTTGGATACGCCAGCGTGCAGAATCCCGCCACCAACCTGAGCGCCTGCCAGTACGCCGT
GGACAGGCCGGTCTAAGCCGGGCCTGCGCTCCCAACGCCCCCCATACCTCTGTGAGCGGA
GCGCGGCGCACCGAGGGGAGAGCCGGCGGCGGCGCATGATCCACGCGGGGATTTCTGCTC
ATAGCTGGAATAGTTGGAATTACTTCATTCTGACTGTATCCTCAAGACGCTGCCCCCTCC
TGCACCACCCACCCCCACCCCAACACCACCACTATNANAAACTCCTCANAAAACCGAGAA
TTTTCTCCCCGTGTTTTTGCTCTCCATCGTTCCCCTTCAGAGAAGGTTCCGGTCCAGACA
GCGGGGTTCTCTGCAGTCTGGCTAAACAGGAACAGAGACTGGCACTTTAGTCTTCTTCCC
AAACGGAGCACTCAAAGACTGAACCGAGCTGAACCGAGCAGGACTGCGGCTCGAACCTGA
GCTGAGAACATTAAGCCGCCCCCACCAGGGCCTGTTTCTCTCAGTTCAAACAGAAAAAAA
ACCCCTTTTTCTCCCGTCGCGGTTCTGAGCGTCAGGTTGTACATAAATATAAATAGATAT
ATTTGAACCATCATCTCCTGTTTTTGAGGCGAATGCGCGTTAGCCCCCCTCTCCCTGTCC
CTCCCCAGGCTCGTTTTTATAAACGCATGTGGATTAAAAAAAAAGAAAGAAAGAAAAACG
TCATGTTTTGCTTGCAAACAAAAAGGGAATGTACATAAAACGCACCAACTGTGTTTTCTA
ACATATTATAAATTTATTGTCTGTGAATATCGATTTAGATTAGTGGTTCTGGGTTTAAAA
AAAAGAAGCATCCAAAATGTCTCCGAGACTTATGATTGTTTTCTCCTCTATGTAAAATAT
TTGGTACGAAATTATGTTACTTTTATTTTCCCAACATCCAAAAAAAGAAAAAAAAACAAC
GTTGTGTTTTATTTGAATGTTAGNAA
>CL2590Contig1
ATCACTGAGTTCATGAATCATCCTTGGATTAATCAATCAATGGAGGTTCCCCAGACCCCA
CTTCACACCAGCAGGGTTTTGATGGAGGAGAAAGATGCATGGGAGGAAGTCAAGGAGGAA
ATGACCAGTGCCTTGGCAACAATGAGGGTCGACTATGAGCAAATTAAAATCAAGACCATT
GCGGACTCGACCAATCCACTGCTGTCCAAAAGGAGGAAGAAGGCCAGCAGCGGCTTACCA
AACCCAGTTTCTGCAGATCACTGAACATGACGCATGCAAACACGTGTTGTGGAAAGAAAG
CAATAATTTGTCGGCACAAGTCGTACTGCATGGATTTTCCTCGGTGTTTTGATTATTTTT
TCCTTAGCAAATTCTAATGTTTTGTAAGAGTGTATGATTTTGTTACTCTACCATTTTAAC
AAACTCCTCATTCTGCTTCAGCCGACAGCTGAGTGGATCTGTGCTTTTATAAGAGAGACT
ATAGATTACAGAGACGGAGGATATGAGATTATTAATCTTTTTCTTAAGTATCAGGTTTGT
ACTGAAAGGGGTCTAAATATTAAGATAAAACAGGAAGCCTTAGCCTTGGTTCTGTTTACC
TTACAGTTCTGCTCTGACTCCACCCCCTTACCTGTGAATGTTTTAACAAACGGCTAAACC
CCAAAAATGGAAAGAATGGAAGGTTTCCTGTTGCGTGCGCGCTAAGTTAGCAGATGAGTT
TGGAACTGACGAGTGGAATGTAAGGACTCATCTGGAAGTAGCTGGGGGGGTGCCCATCAG
GTTCACGTTGTCGTGGTGAATGTTGAACTGAGGCCCGTGGACTTGACGATGGGGGCCACT
CTGAAATCACCTCATCGAAGTCCCCCCTCCTCTGTCACGCACACCTTGCTCTTTTCCAGT
GAAGCAGTTTTAGGGCAAAGGAAGTGGCTGGCGGTTTTATTCAATCCGACTCCTTTCTCT
TGCTTGTAGCTCATCAAAGACGAAGAGCCAAAAAAATACTGTATTTTTTTATTTTTGATG
AATTTTGCAGAAGTTTTAGCGTAGGTCATGCTGAGTAAGGCAGGTGACTTTTAATCCCTT
TTTACCTTTTTGGTTCAGGCTACAGAATGTAGAGAGCAGTCAGATTTCAGGTTTATGCTA
TGCAGACTTGTTTTCCAGCTTGAATTCCAGTTGAAACTCTTTAAGGTTGTGAATTCTTTT
GGGGGCACATCGAGCAACAAAAAGGGCATTTCTTAGTGTTTTATGTTAATCGTCTCATGA
AATCAGTCTGGCTGTTGGCAGCCGCTGCTGGTCATACCAGCGCCGGAATCTGTACGTTCA
GTATTGACTATTTAGCACTATTATTCAACAGTTCTGCAGGTTCTGGATGATTAACGGGGA
AGTAGGACATGCTTGGTTGCCCATTATGACGGGGTGCAGTCTGACATAGTACCAGAATGC
TGCCATCACACTCAAAGGATACATCAGTTGGTTCATCTTCAGTGTTTCTTTTTTATTGTG
TAATCGATATAAATTGACTTTTTGTTGTTTTTTCCCCCCAGTTTGGTTCACTTTTATGTG
TTTTGCTCACATCACTTTGTGCTTCACTCCTCATATTATTTCACAATAAAAAATGTTCAT
TGAATGGGATTTCTATCACACACATTTTTGTAGTGGAAATACAGATCCATCTGAACTGTT
GTCTTTGAGTCTTTTCAGCTCCACCTGTTGTACTTTTGTCTGCTTCTGCTTTGGAATAAA



AACACACAAACTCAAAAAAAAAAAAAAAAAAAAAAAAAAATTAAAAAAAAAAAAAAAAAA
AAAAAAAAAAACC
>CL2591Contig1
TCGGCACGAGGCTGGTCAATAACGCCGGAACCATGCTGGTTCCAGAGAGACGGACGGAGG
ACGGCTTTGAGTTCCACTGGAGCCTCAACTACCTCGGCCACTTCCTGCTGACCAACCTGC
TGCTGGACCTGCTGAAGAGCTCAGGGGGGCGGGGCTGCTGCTCCCGGATCATCAACATGT
CCTCCGCCACGCACTACGCCGGGGAGCTCCACCTGGACGACCTGAACAGGAGGATCTGCT
ACAGTTCCCATGGAGCTTACGCCCAGAGCAAGCTGGCTCTGGTCCTCTTCACCTACTACC
TGCAGGAGCAGCTCAGTGCCGGTGGCTTCCCCGTCACCGCCATCGCCGTGGACCCCGGCA
TGGTGGACACGGCGCTCTACGACAACCTGTGGACCCTGGCGCAGATGCTGAAGAGGCCGG
TGGCTAAGATTCTGTTCAGGACGCCAGCAGAGGGCGCCTCCATCTCCGTCTACGCCGCTG
CAGCCGCAGAAATGGAGGGGGTGGGCGGCTGCTACCTCTACAACGGCCGGAAGACCCGAT
CCTCTGAGTCGTCCTACGACCCCGAGCTGCAGGAGCAGCTGTGGAAGAAGAGCTGCCAGC
TGGTGGGGCTGTAGGGACCCACAGCTGACGGGGACCCTCGCCCTGACATTTTACCACAGG
CTCCGTGGGTTTTAGATAAATGGACCTTCAAGCAGACGCTCCTGGTTGGTGAACCGTCTG
CAGATGTTCAGATGCTGGTGGGCGGAGCTTAGTCACGGTTCCTCACATCCCTGATGTTTC
TCAGCCCCGTTCCTCAGAACGGAACCCCCCATGACGGAGTCCATACGAACCCCTGGTCCA
GCTGAAGCTGCTGACTGACGCCTGGGAACCAATCAGAAGACGCTCTTTGATGTCTGTGAT
CAATAAAGTTTCTTATTTTGAAAAAAAAAA
>CL2592Contig1
GTGTTTTTAAGGTTGGACTTGCGGCAACGACTCCTTCATTCAGAAAGATCACTGGACATT
AGAGCTAAAGCAGAATAGGACCTGTGAGGACAGAAGAAGACATGTCGGAAGGCGAACAGA
ACGGCAGGAGATATCCCCGGAATCTTCAGGGGGTTTTACAGATGGCAGTAGATGCTGGAC
CAGCAGCAGAGGCTCCAACTCCAGTTCAGCCAATGTCAGAGGAGAGAAAAACGTGGCTGC
GGGAAGCGCTTTCTGAAGTCTGTAAAGGCCAGCTGGATGAAGTAGAACAAATAAAGCAGT
GCTTGTCCGTCCTGCGTAAAGAAAATGTGGGTGACAAGGATGAAAATGGAGAAGAAATGA
GGGACGAAGATGATGAGGACGAGCGGGAGTCGGCCTTTGAGATGCTGTCAGAGTTGTGCG
AGAACCTGGATAATGCTAGAGATCTGATGGTGCTTGGTGGACTAGAATTGTGTGTCTCTC
GGTATTTGTGTCACGTCCAGAGCGGGCTGAGGTGGCGTGCTGCTGAGCTCATTGCCTCCT
GTGCTCAGAACATGCCACAGCTTCAGGACCACCTGCTCAGTATTGGGACTCTTCCAAAGT
TGCTTCAACTAACGGATTCTGACCCGAACCCCACCGTCAGGGTCAAAGCACTTTATGCGG
TCTCATGTTTGGTTCGAGAGCAGGAAGCCGGGCTTCAGGCCTTTTTGGCTCATGATGGAT
TCTCGGTGCTGATGAGAGGCATGCAGTCTGAAAACGAGAAGCTCCGGACCAAATCTGCTT
TCCTCCTGCTAAACCTGTTGACCTCACACCCTGACCAGAAAGAACCGCTGGTGTCTATGG
GGATGGTGCAACAGCTGGTGTCAGTTCTCCGCACGCCACATTCTCATTTCCACGAACATG
TTCTTGGTGCACTTTGCTGTTTGGTGGAGGACTTTTCCAAAGCTGTGACAGAATGCCGGA
TCCCCGCTCTGGGTCTGGAGGAATTACTCCGACAGAGAGCCAAAGATCTCCAAGGAAAAG
AAGAAAGTCAAGAAGAGCTTGAGTTCTGTGAGCGTCTCAGGAAGATTTGTTTCAGTGTGC
AGCAGTCAGAAGACTTGGGAATGGACCGCTAAGGCTCTTATTTATTTATTATTTTACCCA
TTTTGTTTGATCATCAGTATATAACACACAAAATGGAACAGAACAATGTTTTTTTGGTTT
GAGCTGAGGCTCTTTTTGTCATGGCTGTTATGTTGTATAAAATCC
>CL2593Contig1
CTTTATTTCAACGGGTTCAGACATTTCACGGCGTCCTCCACAGTGCAAATGAGTCCCTTA
TTGCAAGAACATCACTGGAGTCAAACGGGTAAAAGGCGGGAATGTGCCGCTGGAAATGGA
ATGACTGAAGTTCTCAGGTCTAAGACTCAAAGCTGCAAAGAGTCTTCATGGTGAGCTTCC
ATGTGCGTGGTTCGGTTTCCATGGCGACGGTGAGACTGAGTTGTCTTATGAGGTTGAAAA
TGTTTCAGGCACTAAAATGTTCGTACATTCACGAATCTAGTAAAGCTCGTCTCATTAAAT
AATTTCCTGGTCCTTTATGTTCACGTGAAAATGACTCATTTAGGAAAATCATTCTAAAAA
GTCATAAATGTAAAATGTTAAGAACTTACTGCAGTGAGTTTGGGATAAAAGTCTAGAATG
GAATGAACATCCTCATAACGTACAGCTTTAGGATAAAAATGCAGCTCGACGCATAAAAGC
AGTAAAACTATAAGCAGTTCCTACAACTGCAGATGGAGTCTTTGGACCAGAACCGGTCTA
GGCCAAGCTGACTGGGCTCAGGGCGGCCTTCTCCTCAGAAAAGGACTTCACCAGCTCCTC
CACCCAGCGCACCTCTGAGGCCACCTGCTCCGCCAGGACCTCGTACCGGTTCTCCAGGCG
GCCGAACCTGCGCTTCAGGATGCTGGCGGCCTGCGTGGTGAGCCGCGTCTCCTCCTGGCA
CTTCTTCCGCTGGGCCTGGGTGCGCTGCAGGTCTTGGCGGATGTGGCTCAGGTCTAAGGA
GATGCTCTGGTTCTCCTCCTTGTACCAGCCCTCCTTCTCCTCGTAGATGGACAGCAGCGC
CGCCACGTCCTCCTGGCAGGAGCGCTGGTTGTGCTCCAGCTCCTTCAGGCCCTCCTCTGC
AGCCGCGATCTCCTCCAGCACCTGGGAGAAGCGCTCGAAGTTGANGTAGGTGTTGTTGGG
GGGCATGCTGGAGTGGGACTTGATGGTGTACTCCTTCAGACGGGTGGTCTTCAGGCGCCG
GCGCTTGGTCTTCTGGTCTCCCTCCTCTGGCCGGACGTTTCGTCTCTTAATGACCTTAAT
CCAGGGATGCTCTAGACTGTCGTCAATCGTCATCCTCTTCTTTGGATCCTTGACCAGGAG
GCGGCGAATGAAGTCCTTGGCGAGCTCGCTGGTGTTGCTGAAATACTCCTCGTCAAAGTC
GTAGTTGACGGCAGAGATGTTGGTCAAAGTCTCCTGCTTGGTCTCGCCCAGAAACGGAGA
CGCTCCGCTCAACAGGATGTACGTGATCACGCCGATGCTCCACATGTCCGCCTCCAGGCC



GAGCGGCTCGTAGTTGACGATTTCAGGAGCCACAAACTCTGGAGTCCCGAAGATGTTCTT
GAACTCGTTTCCTGCTTTAATCTGGTGAGCGATCCCAAAGTCGATCAGCTTGATCCTGGG
GTTGGGAACGTTCTTGTCCAGCAGCATGATGTTCTCCGGCTTGAGGTCGAAGTGAGCGAT
GCGTTTGGAGTGCAGGTACTGGACGCCGTCCAGGATCTGCTTCAGGAACTGCGTGGCCTC
CTCCTCGGTCAAAGACTCCTTCTCTGCGAGGAAGTCGAAGAGCTCTCCTCCGGACACCAG
CTCCAGGATCAGGATCACGTCGGTCTTGTTCTCGAAGATGTCGTGCAGGGTGATGATGTT
GCTGTGCTGGATCTCCCGCAGGATGTTGACCTCGCGCTCGATCTCCTCGCGGCTCACCCC
CCGCCGGCTGGAGGACAGACGCCGCTTCTTGATGAACTTGGCCGCGTACTCGCCGCCCGT
GCTCTTCTCCCTGCACTTACGGACGATGGCGAACTGGCCGCTGCCCAGCTCCTCTCCCAT
CTCATAATGCAGCTCCACGTCCTCCTGCCTGAAGCCAGCCATGCTGCTGACTTCACTGAT
GATCGTTAGGGAATACTGCCGAGGAGCGCTGCTTTCATTAAACTGAAT
>CL2594Contig1
GTACAGATATAAACTTTATTGACAGTCCTGGAGCAGAAACGATGGCGTGCTTCCCCCTCA
CAGGAAGAACCACACTGAAGTACTGATTCAGTACAGGGATGCACACGTGCACACTGACAG
GACGCACGTGCACGTCCGTCTGCGCACGTGTGCAGGCGGACGTCTGCGAGGAACAGAGGC
GTAGCAGCAACTTCACACAATGACCATCAAACTCCGGGCAGGGGGCGGGGCTCCGAGCAG
GGGGCTAAACTGTAAACATATTTTCAGTCAAATGTATAAAAATAAAGAGAATCTTTGCTG
GGGGGACAAGTCAAAGTCCAGAGTTTGCAGAAAAACAATGGAACCGCTTCTCCAGCGTGC
CCCGTGGAACCCCCTGAAGGTGTCCTATTCGTACTCCAGGAATTGTTTATGGTAGAACAG
CAGGTACCCTTCACTGTCCAGCACCTCCTCCAGGCTGGCCTTGGTAATGACGGCGTCGTC
ACACTTGAACCACTGGTCCTTGTGCTGGCGGATGAAGGTGGTGTAGTGTCCGCTCTCTAG
CGTCCCCTGGTGGTTGACCACGGCAAACAGGCTGTACCTGTTGTCGCTGCTGAAGGCGTC
GGCGGTCTGCTGGTTCTGCCCGTTCATCCGCTTCTCTTTGCTGGAGGCCATGAAGGGCGT
CATGTCCAGCTCCAGGGGGAAGGACACGTAGGTGGTGATCTTTCGCCGCAGTTTGGCCGA
GTGCTCAAACCTTTTGAGGTGAAAGCACGCCACTATGGGCAGCTTCTTCATGGTCAGCTG
CTTAGTTGACTCCTGGTAACTATGGCAACCGCTGCACTTGATTTTGGCGCTGCTGCCCAG
GTGCTCTGGCCTGGTGAACCTGCGCAGGCAGTCTGTAAGCGCGGTGGCGCCGCTGCCNGG
GAGTCTCTCTGTTCAGCGCAGACACCTCCCCCTCGGGGCTCAGGGGCCAGAACGGCGTGG
AGGAACCTGGCAGGTCCAGGCTGATGTCCCAGAACGGGTCGATGGTTGTCGAGACGCCGT
GGCACACCTGGCAGGTGACGTCTGACTGCAGCCCCCCAGTGAAGATTTGGTCGATGATGC
AGTTGCAGTGGTTGGGGTTGCTGGTTCTCTTCCCGCTGTCGTCTTTGCAGTGTCGGTGCA
GGACGTCCAGCGCCGCGATCAGGAACTCGTGGGCGTCCTGCTGCTCGTAGCCGGCCAGGT
GGCGGGCGTGGGTCCACACCAGGTGGAGGAGGCGAAACGGGACGTGAGGCGAGCGGTGGC
CCGAGTAGAACTCCTGGAAGAGCTGCGACATCTCACACACCAGGCAGGAGCTGCTCGCCA
TCTCGCACTTGTGGCGGTCGGACAGGAAGAAGTCTCGCAGCAGCGGCGTGTGCGTCAGCG
CCTGGACGATGCAGTTCATGAAACACGTGTTGCCCAGGTTTATCAGCCCCCGCAGGCCGA
TGGTGCAGTTGGTGGTGATCCTCCTCCTCTTGGGGTTGTGGCGCAGCAGCTCCACCTCCC
TCCTGGTGGGCTCCCAGGAGGAGAACTTCTCCCCGATGCCTTGCATCTTCCAGGCTTTCT
TCTGTTCCTCTTTGGCGATCTGCTCCATCTCCCTGTCGTAGACGTAGTCTTGGCACAGGA
AGCAGTAGACCCCCCCAT
>CL2595Contig1
TTTATGTTTAGTCATGTAAACCCCATTCTCTGTTCTAATGTGTACAAAAACTAAATTATG
TCAGTCATTTTCAAGGCTTTTGAGCAGAACTTGAGAAATACTGCTGATGGAACTGAATGT
GGCACTGTTAGGAAATGACTCTGCAAAGTCTCTGCCTTCTTCCACGCTGGCGCTGAGAAG
AGGATCCAAGGGCACAGAACCTAGAAACACTGATCCAGTCAGTTTGGCCAACTCTTCACC
ACCACCTTTGGAAAATATGTTTGTGCATTCAGTGCAATGTGGACAAACGAAGCCACTCAT
GTTTTCTACAATGCCCAGGATCCGAACACCTGTCTTCTTGCAAAAGGTGATCTCTCTTCT
CACATCCCCTGTTGACACCGCCTGAGGTGTGGTTACCAAAACAGCTCCATCTACTCTGTG
TTTTCTGAGGTTTTCCAGGACAGCCAAATGCTCATCAGATGTCCCTGGCGGGGTGTCCAC
CAGCAAGACATCCAGCTCCCCCCATGCGACATCTGACACAAGCTGGGCAATCATTGCTGT
TTTTTTTGGTCCTCTCCATATGACTGCCTCATCTGGATCTTCCATTAGAAAACCAATAGA
CATCAGAGCCAGGCTCTTCTGTGCATCAGTGTAGACAGGAACCCACCCCGAGTCACACTG
ATGGACGTCAGGTCGGCCCACACACAGCATCCGAGGGATGCTGGGACCACAGAGGTCGAC
ATCCAGGATGCCAACCTTCTTCCCAGCATGTTTGAAAGCCAGAGCCAATTCTGTGGTGAT
GGTGCTCTTTCCCACTCCCCCCTTTCCTGACAGCACCAGAACAACGTGTTTCACCAGCGC
CAGGTTGCCATCACCGGCTTCTGCCATGCTTCAAATAAAAGGATAACAACACCTATTGAG
GCTGCAACGTGCGCACGGAAGATACACAACGAAGTGTCCCCC
>CL2596Contig1
ATGGTTTTTTTTTTTTTTTTTTTTTTTTTTTNTCACAGTTTAATCAACACACAAAGCTCA
ACGAGCCTCTCAGGTAATTCAATATACAGAGGTTTTTGTGCAAGAAGAGTGTGTTTCTCC
TCGCACCCAGAGCCCAAGCCAGTCCCATAGCCATTTAAGATGTTAGCCGCTAAATTTGAG
ATTTCGCAAAAAGAGAAAAATAAAAAATAAAAAGAACCAACGGAAAAGAAATAAGCAAAC
TAGAGAGTTACGGGGTAAGGAAATAAAAACACAGGTTAAACTAAGAAAAAAAATATTTGC
TTAAATACCTGGTCTTCACCTTAAGAAGAAAGAAAAGATGGTGCTGATGACATGGGGTTA



CAGCTGTTCATGCATTTGTGTGTGCGCATGTGTGCATAAGGGGGTCCACTTGGGTGAGAT
GATATAGTATGACGATGGGGGAGAGGGGGGGTGAAGATAAATTCAAGTCCTTTCATAGAA
TCCAACAGAAGAGCAGAACAGGCTATGTGCATTTTATCATCTGACACCACCCACAATGAC
TTCTGGTTTGTTTGTCTTTTTCCTTTTTTTATTATAAAATACAGAGTGCCCTTTGACTCA
CGCGCTAAAACTGCTTTCTTGAATCATCACCTCTACGGATGGAGATTATCATGACAGCAG
AAACAAGAAAGGGTGCGGTGTAAAAATCCCTCCATCTAATGTCTCCCCCCCCCCCACCTT
TTTCTTGGAAAACAAGACAGGAAACCCCAAATGTAAAAAAAAAAAGAAAAAAAAAGGTCC
CCACATAAGCTGACATGTGGCCAAAGGAATGCTTTTAGTGATGGTGGGTGAGGATGAAGA
GGGAGGAAGAATAACTAGAAACGCTGCTCAACCTACATAGTGACAAAGCTGAACTGAATT
CAAAAGTCAGGACGTGTTTTCAGCTGTTGCGTATTTTTGTTTTATCTCATGTTTGGTATT
CGATACGTACACTTCAGGGAGGGGTGGGGGAGCAGCGTTTCCAGTTATTCATCCATCCAT
CATCCCTCCATCCATCCATCCCCGGCCATAATGNCGGGTTT
>CL2597Contig1
TTTTTTTTTTGATTTTCAAAGACTTTATTTGAATATTTTCATACAAACATATTAACATGA
TTTACTGTATAAAATTCAACAAAAGGAACACGTTTCATGCTCGTGTTGATTCTAAGATGT
GAATACATATAATTCACTCTAGAGGTTCTTCATAAAAAAAATAAAAAATAAATCATTTGT
TTTGTTTTTTGGACCACTCCATGTAGCCGCCAGCATAATTTCGAGCCCTCTTCTGCCCAT
CTGGCAGTGAAACACCAGATCCTGTGAATCCTTTTCTGGTTTGGTTTTTCCATATTTGCT
CTTAAAATCCTCCGGCGGTAATTTAAAAGCACTCTCCACAGTGTCAAGTGGAATGTTAAT
GGATCCTGGGATGTGGCCATTGTCCACTTCTCCTTTTGAGCGCACATCAACTAGAACCAA
GTTCTGGTTCTCCTTCAGAAGAACCTGGAGGTCCTCATAGGAAATGTTCTCCATGGCTGC
GC
>CL2597Contig2
ATGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGATTTTCAAAGACTTTATTTGAATA
TTTTCATACAAACATATTAACATGATTTACTGTATAAAATTCAACAAAAGGAACACGTTT
CATGCTCGTGTTGATTCTAAGATGTGAATACATATAATTCACTCTAGAGGTTCTTCATAA
AAAAAATAAAAAATAAATCATTTGTTTTGTTTTTTGGACCACTCCATGTAGCCGCCAGCA
TAATTTCGAGCCTTGGAGTATCCGAGCTGACGGGCCTGTTTTGTTGCCGTTTCACCTCTT
CTGCCCATCTGGCAGTGAAACACCAGATCCTGTGAATCCTTTTCTGGTTTGGTTTTTCCA
TATTTGCTCTTAAAATCCTCCGGCGGTAATTTAAAAGCACTCTCCACAGTGTCAAGTGGA
ATGTTAATGGATCCTGGGATGTGGCCATTGTCCACTTCTCCTTTTGAGCGCACATCAACT
AGAACCAAGTTCTGGTTCTCCTTCAGAAGAACCTGGAGGTCCTCATAGGAAATGTTCTCC
ATGGCTGCGTTCGCTATCCCAGTGAGTTTGTGAGGTAAAAATGCGAGTCATGCCAAAACT
GTCTGTACTTCCCCCGGCCATA
>CL2598Contig1
ACTTTGCTCTTCACTATGGCTAAGGCCATTGGGGGTTTCTTAAGGTTGTTGCTGCTGCTG
TTTTTAGCTGCTAAAGGTGGTCAAACAGAAGATGCCCATGTTGGATCTGCTGAGAACTAT
AGGGATGAAGAGGACATGGTTTCCAGAGATGAGCTGGAATCAGACCCTTACACACCGGAT
GACCAACCTTTATGGAGCCCTGAGCTGTTTGATTGGGAAGATTCAGATCTGAAAGCAAAT
GATTCCTTGAGCTCCAACTCAACTGTTGACGAGCACGAAGAAGAAACATCTGAAAACGAC
TCGTCTGCGCAGGATGATTCAAACACAATCAACTATTCTGAAGACCCTCCAGTAGAAGAT
TCTGGGTGTCCATTTGAGCAGCAGCCCCGGTCATGGCAGCCCCATAAGGAACCCCAACAG
TCAACTTGCCAGCCCCAGGTGCCCCAGCAATCAAAGTGCCCTCACCATGTGCCACACAAG
CACAACTGTCTATCGAAAGCTTCAATGAAGCCCGACAAACTTGATCCCATTTCTATACAG
GAATCTAAAAAACTTGGCATGCCANGGGCAAAATGACCACCAACCTCCAGAGAGGTATCA
TCAAGAGCGCAGTTACCCACCCTGGTGGCTCCAAGAGCCCCATCCTGAG
>CL2599Contig1
TTTGGAANTTAGTCTCTGATGCAGCCGTCATGTCCGCCATGACTGTGACATCATCCATCC
CAGCAGATGTGTCACATGCTGGAGGGTCTGCAAACGTCTCCATCCGTCACAGAACATCCC
TGGTTCCAGACTGCTCCGTCTTCTGGGCTCGTTCTTCCACGTAGAGCTGCATTTTGACGA
TGTCTGAGGTCATGGACTTGAGAGGAACGAGTCTCGGCTCCTTCATGTGGACTTCCTGCT
CATCAGCAACGATCCACGGGAAATCCTTCATGACTTGGACCTTCTCCATGTTGCGCGTCG
CAGCATCTCTGGTGTGCACGAGCACGGAGAACGAACACCCTGGGGGGTTGCTGCTCAGAA
CGGCGTCGCACACGCTGATCTTCAGGATGAAGGCCCTCAGCAGCTGCTCCACGTGCGACA
GCAGACAGTCCGAGCTGATGGAGAGGAGCGGCGGCTGCGAGATCTCGAAGACGAATCTCT
CAACGGGACGGTGGTCTTTGTCCATGATGACCACCACCACTTTCTCGGCATCGTTCTTCT
CGATGAGCGGCTTGATGCAGAGCAGAGTGTCCTGGATGTACTGGTTCAGGTCCGGATGGC
AGGACATCTGGACAGGAACGTTGTACTTCTTTCTCTTCTGGAAGATCCCAGAGGGATAAA
CTTCACGGACGTAAAGGATGAGATGAACAGCAACCTCCAGGAACTCACACAGAACATCAG
CAACCACTCGTCCAAAGTTCAGGTCCTGGCGCGTTAAAGTCGTCATGGTTGGTTTAAAAA
AAACGACGGTGTTTCTTCTTCTTCTTCGGCTCCGGTACCGGGGTTTAATGCTGACAATCA
ATGCTCTGTGTCCAATCCACAAAACTAAAGTAAAATGATCGCTTCAACAACTATTTCTGG
AAGTTAAAAAAACACAAAAATGTGCTGAAAGTAACGACATTTGTACAATTTAATCAGTAT
AAAATTCGCCACATTTTTTCGGCTAGACTCTTCACTCCTCGCGCACAATACTGACGTCCC



CCGGCCATAAGGCCCGGGTTAAACGGCGCGCTGAAGG
>CL2600Contig1
CGGCACGAGGCGTCCTTCCGCACAAAACGTCCCCCTGCAGCTGGAAAAATGGCGAACCTT
CTCCGACTGCCGCTCCGACTCGCTTCTACGAGCGTTAGGGGAACAACAGCTCGTCACCCC
GTCTCGAAAGCGTCAGCCATATCCAGGGCGGGTCAAAGTAGAACCGTTGTGTCTACATCG
TCTGGAGGAATTCTCCCAAAACCAGACAAAACACCCTTTGGTTTAATCCGCATGACGGCC
GTGGTGGTGCCTTTTCTTTATGTGGGAACTCTGATCAGCAAGAACTTTGCCGCTCTCTTG
GAAGAGCACGACATCTTTGTCCCTGAAGATGACGACGACGACGACTGAATTAAGCTTGTC
GTATAACAAGAGTTTGGACTGAAAGAAAACCAGCCAGCACAAAGAATATGGAGTATTGAT
GACTTCCAAGTACATCCTCTACCTCCAACCTACTTATTTCCTTCAAAGTCCAACCTAGAT
CTTGTCATGAATAAATGTGAGGATGTGAAAGATACCTGCTACACCTTCACTCCTGTTGTG
CCATCTAAATAAACAGTTATATGTGAAANANANAAAAAAAAAAAAAAAAAAAAACCAT
>CL2601Contig1
TGTCACTGAAATAGATCATAGAGGCAGCTGTGGCGAGAAGGGCGGCAGCCGCAGCCATGA
AAGCACCGATGTAGTTGTTCCTCTTTGGCTCCAGCTCTTCATTAGTCTCCTCAGGGGGAT
CTGTGGGAAAGCTACTCTGTGTGATCTCTGCTGTCATTTCCTGTGTGGTATCCAAGTCTT
CCTCAGCTGTATCGATGTCCAACATCTCCTTCAGTCGATCAACTATTTCTGACAGTCCCT
CGTCGCTGAACTGGTAGTCGCACACATGCAGCGACCCTGAAGCTCTTAGTGGGCAAAAGA
TGCGGCGAGGAAGACAGTTTTCCTCTGTCTGTTGTTTGTCCCCACTGGTGTCCTTGATCT
GCTCCTCTGACGCCAGCGGCTCATCCAGCAGCATCTGAACCCTTGTGGCCACCGTGGAAA
TTGCATCCCTCTTCAGCAGCTTCTCTGCGAGTTTGACTTTCGGTTTGTGAGTGTGGAGGA
AAGCTCTGCAGTGCGCCGCTCCTCTGACGGACACGCTCCCTCCACATCGCTGCAACACAT
GTGCTGACCTCTGCTCCTCCACTGTGGTGAGCAGCTGAGCTGTGTATGTCTGTCTCACAT
TCCTCCTCTGGCCGGATGTCAGCTCTGAATCTTCTGGCAGCTTTTTACCATTGATTAGAA
AAACTGCATTCTCTATCTGTTGTGTCCAAACATTCAGTCCTTCCTGAAGACATTTGTGTG
CGCTTCCCTTGGTGGTTCTGCTTTCTGGCAGCGGGATGAACAGGTCAACGTTCAGCCAAC
AAGACACCGTGGTCCAGGAGGAGCCCACTCCAGACTGGTACTTCCATTCTGCAGGCTTTG
CTGTGCTCTTGGGGTCTTTGATGTCAAAAGTCCGGCAGACAGTTTTTCTGGTTTTGGGGT
TAACGTGGAGTGTGACACAGTCTGTGACATCGTCTTCTGCAGGGCTCCACTGCTGCTCTG
ATGAGATCAGTTTCTCCACTCCAAACACCAACTGTCGAAGCGTGGTTACTGTGTCTTTGG
CATCAGCATCAGTGATCATAAAAACTCCCAACACTGTAAGGCCTCCGGGTAACATCCTGG
ACACCTGTCGGGCATGCTCAGAGACCCACTCTTTGTCAACAGTCTTTCCTGCAGACTCTT
CGTCTTTGGGTGTTGGAGCTGCTATGACAACATAATCTTTTTGAGCTGAACTCTGTCCAA
TGAGCAGACCCGTAACTGGACCAGCTTGTTGAGGGCACAGTTTAGAAAGGTATCCTTCTA
CATCCTCATCAACTATGTAAACACGACCCATGGTGCCTGAAACAAGCAAGACAGAGGCCA
AATAGGCGCAAGAAAAGTGGTAAAGGCTCACAGTCTTGACGAGTAGCTCTGTATCGTCAG
CAGACACACAAAACACAAATTACCACAATCCTTTGCCTTGATCCC
>CL2602Contig1
TTTTTTAGCCACGATGTGTGGGCGAACCTAGAGCGCACCTCCCCGAGTCGACGAGCTGTG
GTCTGAAGCTTCACCCCCTTCTGAGTCTAAAAGTGAGACGAGCTGCACTGAGGGCATCAG
AGGGCATCAGACGGAGGCGCTTCAGCCACGAAAGAAGTGCCAGAGAGAAAGACTGAGAGC
GTCTCTCTCAGACACTCTACACCACAGCCGCGCCCGGATCGCATCCAGAGTACTGCTCTG
TCTGTCCTCCGCTAGACTGAGCATGGCCAGTTCGAGTAAAGTGACTTTAATTTTGCTCAT
CTACGGAATCTTAATGCACTACAGCGTCTTCTGCTCACCTATAGGACTAAGTTACCCCAA
GATCAGACTTGGAAACAACGCATTCGATGAAGACGGGAATTCTCTGTCCGACATGGGCTT
CGACAGCGAGCAGATCGCCATCCGGAGCCCCCCGTCCCTGAGCGACGACGCCTTCAGCCT
GTACTACCCCGCGGAGAAAAGTGAAGACAGCAGCATGGAGGACGAGTCAGAGCCCTTATC
CAAAAGACACTCGGATGGCATCTTCACCGACAGCTACAGCCGCTATAGAAAGCAGATGGC
CGTGCAGAAATACCTGGCAGCCGTTCTGGGTAGAAGGTACAGACAGAGAGTTAGGAACAA
AGGACGACGAGTCGCCTATTTGTAGCGTCGTTGAAGCGCCCAAACTGTGTAAATACATCC
AGCCGTTCATCCAAGATATATCTGCCCAACCAGTGGATTGCGCCTGTGTTCTTTCAACAT
GTATTTATGTATGAAGTAAAGCCATTAAAATGAATATTTTATTAATAATAGCGTTTTTTT
TCCTTTTTGGAACAAAAGCACT
>CL2602Contig2
GTTTTTTAGCCTCGATGTGTGAGCGAACCTANAGCGCACCTCCCCGAGTCGACGAGCTGT
GGTCTGAAGCTTCACCCCCTTCTGAGTCTAAAAGTGAGACGATCTGCACTGAGGGCATCA
GACGGAGGCGCTTCAGCCACGAAAGAAGTGCCAGAGAGAAAGACTGAGAGCGTCTCTCTC
AGACACTCTACACCACAGCCGCGCCCGGATCGCATCCAGAGTACTGCTCTGTCTGTCCTC
CGCTAGACTGAGCATGGCCAGTTCGAGTAAAGTGACTTTAATTTTGCTCATCTACGGAAT
CTTAATGCACTACAGCGTCTTCTGCTCACCTATAGGACTAAGTTACCCCAAGATCAGACT
TGAAAACAACGCATTCGATGAAGACGGGAATTCTCTGTCCGACATGGGCTTCGACAGCGA
GCAGATCGCCATCCGGAGCCCCCCGTCCCTGAGCGACGACGCCTTCAGCCTGTACTACCC
CGCGGAGAAAAGAGCAGAAAGGCATGCTGAGGAAGAATTAGATAGAGCCTTGAGGGAGAT
CCTGGGTCAGTTAACAGCGAGGCATTATCTGCATTCTCTGATGACTGTGCGTGCAGGTGA



AGACAGCAGCATGGAGGACGAGTCAGAGCCCTTATCCAAAAGACACTCGGATGGCATCTT
CACCGACAGCTACAGCCGCTATAGAAAGCAGATGGCCGTGCAGAAATACCTGGCAGCCGT
TCTGGGTAGAAGGTACAGACAGAGAGTTAGGAACAAAGGACGACGAGTCGCCTATTTGTA
GCGTCGTTGAAGCGCCCAAACTGTGTAAATACATCCAGCCGTTCATCCAAGATATATCTG
CCCAACCAGTGGATTGCGCCTGTGTTCTTTCAACATGTATTTATGTATGAAGTAAAGCCA
TTAAAATGAATATTTTATTAATAATAGCGTTTTTTTTCCTTTTTGGAACAAAAGCACTTG
ATGACGCAC
>CL2603Contig1
TCGGCACGAGGCCTGCAAAGGCCAGATTTCAGCCGTTCCACCAGAAAATTCCAAATCAGA
AAACAGAACTCGGAGATTTGAGAGACGAACCTTCATTTGGGATTTCTGGGATGTGGTTTA
TCCCAGAAACGTTTGCTAATTTGACTCCTAAAACAATTTAAGCGGAGCATTTTCCCGCTC
GTGTCGACAGCGTTTTGGTGTGTATATAGTTTTTATTTTAAGTGCAATTACATAATTACA
AAGACTGAATGATGGGTGTGGAGCATTTCTCAGTTGGAGGGAACAACGTGAATAAACAAA
GAACATTTCTGAGTGAATTGAAGACAAAATTCCAATGCTTTTGTTTTTCCAACTGAAATA
TTGTACAGAAAGGAACCGTTCTTCAGATCCGTGTTCATCCGTGTTCCTCGCTTCAACCTC
TCTGTAATTCAGTCCTTGGATGCATGAGTTGCACTTCCTGTCTCCTCTCCTCCATTATGG
TCTTGCTTATTCAGTGGCATTTTTTTTACTCTGTGTGTACGCTTCACAGCGGGCGACCCG
GTTCTACCGGGCCGGTTCTGGTGTGTGAAGCTCATTCTGAAACGACCCCCTTGAGATTGA
ACCTGTGAGTCATCAGTGAGCATCACGCCTGTAGTTGAGATAGATTCCTGAATGTCGTCC
GCTTCACTTAGAAACGTCTGCATTACAGATCAATGATCGAGTCCAGCTGTGGTGGAGTGT
CTGAGCGTGGAGGCTGGGTGTATATTCATAAGCTTGGAGGTGTATCATTGAAATTGTAAA
CACTAAAAAATACGCCCATTTGAGTAAAGGTGTGACCCCGCCCCCGTCCATACCTGGAGC
TCCGGTCCGCTCCACGACAGTGATGGTGTCGTTGTGGATGTTCAGTCTGTGCTCCGGGGT
TCTGTCGTGTTCTGGGAGATGTTTGTCTGCAGTTCATGCAGAAGCTGCCCTCAGGGGGGG
CAGTTCCTGCTGTTTGAATAGAGAAGCTGCCCTCAGGGGGGGCAGAACCGTCATCAGCAG
ACGCCTCAGAGCATCAACAGAGTTCTGGGATTTTGTGTTACTTTAGGAATCTGCCAATCA
TCTTCTGCTGCTTAGTTGACCATTGTGACTGCCTGTCGATT
>CL2604Contig1
GCAAGNAGAGGGAAGGCTTTAATTTTTGGCTGGTTTCTTTTTTTTTGGGAAACATGTGAC
AGAAAAGGATCGGGAGCACGGACAATATGCCATCTTACCTGTCAGCGACCCCTTTTTACC
ACCCCGGCTGTGAGATCAGCTTGTATGATTTTGTTCTCCCCTAACATGTCTCCATTTCCT
CCCTTAACTTCAGGTGTTCTTTTTCTTTACAGGAAGTGTTATCTTTTTTGCTTTTTGAAT
TTGAATTTGTTTATTTTCTTTATTTGCTACTTTATTTCTTGTTCTATGTAACTTTTATTA
ATGGAATTGTGCAGAGGTAAGGTCTGGTGATGCATGAGTATCCTTAGGGTTGGCTGCCGA
TCGGGCACGGAGTTGTTGCAATTCTGTCCGACTGCACACTGAATGTTTTTCAAAGAAGGT
CTAAGAATGCTCCGACAGGTTTTTCCTTGCACTCATGGGTCACCTACCTCCTTTGTAATG
CTCATTTATTCACATTGATTTTGTGTTACAGATTGTGAGGGTTTGCGACCACAGCTGTCA
GGTCATGTGGACCTATTGAAATGTTTTGTTGTTGAGGGATGTGGTCATGAATTTTTGTGA
TCTCACTTCGTGAGCTCAAGAGAGGGAATTGAAGAAATGTATGTTTTTTGTCTTATCTTT
TATACGTTGAAGTTTTAATCTTCAGTGCTCAGTGTGATGGAACAATCTTTTTTATCTTGT
AAAAGCTCATTCCTCTTTGGCATTCCTTTAGATAAATTTATGGATGCAGATGCAGACTCC
CTTTTTCTCTCTTGTATGGAAAGACCAGATCTTTTGTGTGAAGCTCAGGGAGATGGGCTG
AGAAGCAGTAAATTTGTCGTGGACCAGATTTAAACCACCTGTGCTGAAGATCCAATCTGT
GGGAACTGAGCCATCTTCACGTTCTCAGGCCAAGAAGAGGCTGGCCTTTCACTCCAGCGC
TTGCTATGGAATATCTGCCCTCCGAGCAGATTCAGACGCAATTCCAAATATGGTCCGGCT
GAAGCAGGCGGTCCAGCTGTCGACAAATCCATGCGTCCAGGGGGAGGAGATCCGGCCGCC
ATGATCAAAATTTCTCTGCAGAACTTTTCCTTTGTTCTCAAGTCTAATACAATTGTTGTG
CATTTGTAGGCTTTCTAGTTTGAGAATCCAGATATCTGTCTTAACTTTGTTTTAGAAATT
TTGTTAGGGAAATAAAACTATGTCTATCTTTATCCGGTGGAAAAAAAAAA
>CL2605Contig1
ACATTTTGCTGCCCTCTGATGACACTCTGGAGCTAATCTTCTCACATTCCTCGCTGGGGT
AATGCTCCAGTTAAAGAAAAAGGCTATCTAAAGTCTGACCCCTCGGCCTTGTAAAAATGG
CACACATTCTCCACATGATTCCTTCCCGGAGCCGCTGATTTCTTTTGGGCGATGGTAGCT
GGTTCTATCATAAGCACAGTAATGGGTGGCTATAACTGGCCTGCATTTGCTACTCTATTT
GTTGTCTCTATCACTGTGATATATTCGACCATGTTTTCTTCATTGCTCAGCTATCTCGCA
TTCTCTGAGTGAACTCTACGCTTAGCAATGGACGCCTCTATTTATTTCTCCCTGCTTAAT
GTAGGATTACTGAACACTGCTGAATGTAGACTACTGTTTTTAAGGAAAATGCTCTTTCTT
GAACTGGAAAGTGTCACAGTTTTCTATTGTCTCTAGATTGAAAGGCCTATAAATGTAATT
GAGGGATTCTAATGAGATTCAGCTTCAGCTAGTGGAAACAAACACACAGAGTTTTCTGAA
GTGCAAAGATTGCATGTGAAACCTGAACTGATATTTCACATCAAGCTCTTTCAGATTTTC
CCCCATAACGCATATGCTGGTCAATGCCATTTCTTAGTTTGGATTTTTCCTATCTTTTAT
TTTTTCCTGAATGTTTACACGAATGGCTGTTTGAAGCAAGAAAAGTTAATATATTTTTGT
GTGTTAGTCATTTCTATGTCTGTAAACTGTTTTGGTTTTCATGTGCCAAAGATGTCCTTC
ACCTTTAAGTTATGTCTGGTGACAAATACAAGAAGCACTGCCGATGTGCTTTGCTCCAGC



TCCATGATGTCGCTGTGAACTTTTGTAAAAGAAATGTTTTTTCTGTTATGTCTCTGCATT
TCACAATAATAGATTAAAAGTCCTAATATATACAAAAAAAAAAAAAAAAAAAAAAAAAAA
AACCTT
>CL2606Contig1
GGGTTAGCCGAAGTTGCGGTGTGATGTGCTAATTTCGTATAGTTTTATTTCCTAGACATT
ATATACCCTTTTGAAGTGTAGCACATTTCGTTTTCATCATGTTGATCAAAGTTAAGACCC
TTACTGGAAAAGAAATTGAGATCGACATTGAGCCTACAGACAAGGTGGAGAGAATTAAAG
AAAGGGTGGAGGAGAAGGAAGGGATCCCTCCGCAGCAGCAAAGGCTCATCTACAGTGGGA
AGCAGATGAATGACGAGAAGACCGCCGCTGACTACAAGATCCAGGGGGGGTCGGTGCTCC
ATCTTGTGTTGGCACTAAGGGGAGGATCAACAACCCACTACTGCAGCACGCACCTCTTGT
GGTCATGAGACCCGCCAATTGCCACCGCTTTGGCACTCAAAAGAAAATATTTGAATTTGC
TTTCTTCGTGCCAATGTATCCAGAGGAGGAAAAAACACCCAGAAAGCTTTGCTTTGTTAG
TTTCTTTTTGTGAATAAATCCTAAAGCTCACTTAAGTTTTGTTCTCTAGTAAATAAAGTC
ACTCAGTTGTTTGTAGATGTATTTTCTTTATTAGAAAAGAGAATCTTCAAAAGACAAGCC
AAACAGCTGACAGTAAATTCTCTCCGGTCTTTTCTTTACATTAAAGTAGTGAAGTCAATG
CAAAAAAGTCAGGTCGATTGACATGTATCCTGTTTCTAAAAAAAAAA
>CL2607Contig1
GGATCCAGGCCTTCCTGGAGCACCAGGGCCAAGAGGTTTGCCTGGCCCCAAAGTAAACGA
TGAGAAGCTGCGTGAAATGTGCTCAGCGGTTGTTCAAGAACAACTAAAAGAGTTCATGGA
GGTATTGTTAAAGAGGCCTGCAGCCATTGGTGCTCCTGGTACCCCTGGACTGGTTGGGCC
TCCTGGACCCCCTGGACCAGCTGGAAAGGCAGGGGCAGATGGGGCTCCGGGTCCAACAGG
TCCTCATGGTCCTCCAGGCTTCTTTGGACTTCCAGGTTTACCAGGGAAGAAAGGAGATCC
TGGAGAAAAGGGAAACAAAGGAGACAAGGGAGAGGATGGAGTTGGAATAAAAGGAAGCTC
AGGTGCACCCGGCTCTCCTGGTGTTCCTGGTGTTCCTGGTATTGGTAAAGATGGCAAAAA
TGGAGAACCCGGGGAGGCGGGACGTCCCGGACTCCCAGGACCTGCAGGTCCAAGGGGACC
CTCTGGCCCGCCAGGTCTTTGTGATCCGTCCACGTGTTTAAGCAGACTTCAACCTCTCTA
TATGGTCAGTGGGAAGAAGTCTTCTTCTTACAAAAACCCATGAGAGGTCGGCTCAGTGAC
ACTCTCCAGATCTCAGCCTGACCCGGTCACGCGTCGGGGCCTCCCAGAAGTCTGAGAGTG
GTGAGCCGCGGCAGTTTCCTTTGGAACAACAGATCCAAGAGACTCAAGAAAACAGACGGG
ACACTGCTGTACAGCCCTGTAAAAACATTTGAAGAGGATTTTAGAATGAGCTTAGATGTT
GTTCACCGAGTGCTGCTGCAGACACCGGCGGCTTCTACAACTGACGGTGGGCTCAAACAA
GCCCCAAAGACTGCCATCCACCTGTTCCACAAAGACATTTCAAACCTGTCCTTTCCTGTC
CTGCATAACGTCAGATTACTTTGGTTTTTCTGTCCAGATACTAGTTAGAAACTGAATGTT
GTAAAGTGAAGCTACGCTGAAAAAAAAAAAAANCCTTAAAACCCCNCAAAAAAAAAA
>CL2608Contig1
TTTTTTTTTTGTTAAAATGTTTTATTGTTGCGTGTTTCCCTAAGCATTAGTGTGAGCATC
GTGTCTGTGGATAAAAGGTCATCCACGCCATTTGGTTTGAATTTTCGGTCAAAACTAAAC
TGTGAGGCATCATTTATCTCTAAGGAGACCGAGTCTAGATTCCGTACTTTAATTTGAGTT
TTTCCACCAATTCGACATATTCGGCCATCGCTTTCTCTTTGGATAGACCTTTTTTTAAGC
TCCAAGCATCCCATTTTGTTTTGCCCACAAAATCCAAAAATCCCGGCCGCTCTGTGTCGT
TGTCTCCCTTCGTGGCCTGCTTGTACAGCCCATAGAGATCAGTCATCTCGCTTTGATTCG
GCTTCTCCTTCAGCACCTTCACCTCCTCGGCAGCTTTCTCAAAGGCCTCAGCCATGCTTG
CAGAAAGACTGATCAGGAGGACTCGCCCAACTCGCCGTCTCACCTGAATCTGA
>CL2609Contig1
CACATTAAAAACTCGAATGCAAAGTTAGATGCTGGCTCCCTCCCTGTTAACTGTGACTTC
CTCTGTCCGGCCTGGTGCAGTTTTCCTCTCCAAGCGTGCACTTCCTTACGTGCTTTTACC
CCCCAAATCCACGTGCACATTTGTAATCTACAAGTGCAGCTGTTTGGCCACCAACTGTTA
ACCCCCATTACTGTGAATCGTGGTGATTTTTAGAGGTGGAATACAGCCAGTAAAGCGACG
GTTATCAGGAGCACTTTTTTATCAGAAATTGACAGATTTCTTTTACTGAATGTAACGTTT
GGGTATTTTTGTATGAACATTTATATAAAAGTGAAAACTGAGAGGAAACACTTGAAAAGT
GAAAGGCTGTGATACGGTAACACCTCGTCTGCTAATGTTTCTTGTTTGTTTTTGTTTTTT
ATGCATAAAAAACGACCGTCTTCCTTCTGTTTGGTCCAGTTTGTAAACTTAGAGCCCATC
CACTGCCAGTGAATTCATTTTTATTGCTATATTCCAGCTTGCCTTCTGATCCTTTTCTTG
ATCTATAACCTTTATTAACCAGTGAAGAGCTCATGAAAACTGTACAGTGTTTAAATATTC
AGCCCCTGCACATTACCAGTATATGAGAGCTGGACTGACTCCTCCCACTTGGCGTTCTAA
ATAGGAAGTACCTGCTGCATGTTATTCACGTTATAAACTGACCAATCAGATGCCTCAATA
AAAGGATGTGGTCTCAAAGGGAATGTTTGAAACGTCTGATTCAATTCAATGCTTTCTAGC
GGTAGGGGTGTGGACTTCCAACAAAGCTCCTCAGTGGTTTCCATAGAAACGTTGACTGAC
TCAGACCAACCGCTGCTTACTGATGACGTCTGGCTCCACGGCGTCCGTATCGCAAAAAAA
CTGGCGCCTTGATTGACTTTGTTGGAGCCAGAAGTGATTTGTTTTCCATGGATGATGTCA
ATCACTCGATCCAGTTCTCTTACAGTCAATTCCCCTGCAGCAGTGACAGGTTTCTGACTC
CGCCCACCAACCTGCAGCAGCAACAGCTGCGTCTTCACGGTCCTTCTTGATCTGAAGTCC
CACTCTGACCGTTGAAGTTGAGCTGATTTTTGCCGCGCTGCAAACTGTTCGACTGCTGTA
AACCCACAAACTGCACACACAGGGTTTGTGTGACATGATGCAACTCTTCCACTCCTTTTT



CCTATTACTTTTGCATTTATTGACCTCAGCAACCCATACGTGAAGCTAGTTCAGCAATGC
TTGCTCACTGTTATCGGATGAGGAAAATTATGGGATAGATGACTGCTTTTAGCATTCCAG
CTATGCAACAGTGCATTCTCCAATGTATTTGTTGTGGAAACACAGATGCCATGGATTTAA
ATGTTATTCTACTAATATTTCCATTGACAACACATCGGACATCTCTGCTGTTCTTTTTCC
TGTGTGAAATCTGTCTGCTGTGTTTTCAATGATCCGAGTAAACATGCACTTTACAATCAG
TGTCGGCTCACTGGGAATTCACGTCTATTTTCCATGTCAGGCTGTAGTTCAGCAGTTTCT
GCAGCCACCTAGGCCTGGATCCTGACATGTTGGCAATCATGACACAAATCAACAGATTTT
TATGTGATCAACTGATTTTTCTCCCTGTATTGGATCAGTGTATTGGGCTTTCATTTTTTT
GTTCATAATTCATGTGAAACCTGTCCTCTGCCCCGTCGTTGGATCTGCATGAGCTCATTT
>CL2610Contig1
GACGTTTATTTTCTACCATTGTGTCTTCTGTTACATTGTTCCTGCAATAACAGAAATATC
ATGTGGTTCCATCCATTGATTACAGTTAAAGAGCAGGACTGGCTGTCTTCTGTCAGAATT
CATGCTTCCAACGGAAATGACTGGACTTTTAAAAACGGATGTTTGAAACCCGGCATGCTT
GTTTCACAAGAGGAAAGGTGGAAGCGGTTACCAACACGGCGCCATGAAGCAGGATCATAC
GGGGCATACAGAACTAAAACCACACAGGGAGAAACTCAGCAGTTTGCACATCTAAAAGTA
TGACACCCACTTTGTGCACCACGTCACAGTTGGCAAAGAAAAGGACTTTTTGTCAAATTA
ATATATTTAAATCTGCATAAATAAATAAATAAATGGCTACTGCAGTAAACAATGTACTTT
TCCCCCTTTTCTGATCCCACATTTACCACATAGCTGCCGCCTCTTTCAAGTAACTTTGGT
TCGCTCTTAATTTAAAAACGATTTCTCTTAAAGGCCCTGTTTTAATCTGACGCCACATGA
TGTGCTCTATGGCCGTCAGGAGGTTTTAATTGGGCCAAAAGTATTCATCCTGTTCCAAAA
CGTGGAATGCACAGAGCTCGCTACCCTTCAGGAATGAATTAAAACCACAGATAAACGTCT
TAGCGATGTCTAAATGGCATCGGGAAGAAAAAGGAGAAGGGAAAAGTACGTTTAGCAGCA
ATGACAGGAGGTGGAACCCGTGACGCCCACACTCTGCTGCGTGGCTGTAACATTCTCAGG
GGTGCAGCTGGATTTTCCACACGCCTCACTGCAGCGGCGAGGCCTTCAGCGGGATCATGA
TCCGAGACTCCATGTGCTGTATGAGAGGCACTGTGTAATACACAGCCTCATGCCAGCCCT
CCTGGTGCCAGGCGCCGTTTCTCGTCTCTTCACGGGACTGCAGGTCTTCATAAGCCCAGA
GGTGATGGACCATGTAGAGATCACCGATCTGTGAGAAAAAGCCTCCGACCGCCTCTTTGT
TACGCTGCCGGTGACGGATCCCTCGGGCCCAGTAATTACCCCACTCGATCATGGTTCCTG
GCCTGAGCTGGTAAGACCTGAGCTCATAGATGTTGGGTCCTTCTCTGGGAACAGGCTCAT
TCCAGAAGCTGAACTCCAGCAGAAGCTGATTCCTGCGGGACAGCAGCATCTTTCCTCGCT
CCTTCCTGTAGGCAGTGAACTCCTTGTTCTGTCTGAGTTTGTTCATCACTTCTGTTAGGG
CTGGATATCCTCCTCTGTAACGCCACAGATGGACAGCCTGGTCTTGTTCTCCATACCAGG
TATTCCAGGTTCCCACCAGCTCACAGGGGTAGTACTTATCAGCATGAATGGTTGGCAAAA
CGTCCTCGCAAAGTTTGTTGTACGCATCCAGGCACTCAGGTTTGACATTATGGAACTGAA
TTTTGTAGAGGTTGCTCTCCTCGTTTTTGGTCAGGAGGTTGGCGTGTGCGTCTTTTCTGG
GATCTACTTTCCTGACAAACAGGGATTTGAACCAGCTGTCCTCACTGCACGCGTGGCTGG
ACGCTGTGAAGCCTCTGACCCAAAATACGTGCTGTCCGGCTGAGTGCGCCCCATTCTTGG
CCGGACCAACCCCCCTGCAGACTTTCTGAAGGACTCCCGTCGCCATCTTCATCCCCCGG
>CL2611Contig1
CCGGGAGTGGTACGACAAGAAGACCCCCACCGCGAGGGACTACAGCCACTACCAAAGGAC
CATCGACGACCTGCGCTCAAAGATCGGCTCTGCTGCTCAGGCCAACGGCCTACTGATGCT
GCAGCTTGACAACAGCAAACTGGCAGCAGATGACTTCAGAATGAAGTATGAGAACGAGCT
GGTAATGTGCCAGTCTGTGGAGGCGGACATTCTTGGGTTACGCAAGGTCATGGACGACCT
GACCATGACGCGGTCTGACCTGGAGATGCAGGTGGAGGGCCTGAGGGAGGAGCTGGTCTT
TATGAAGAAGAACCACCAGGAGGATATGGCAGCGATGCGCAGCAATATAAGCTCTAGCTC
TGTCAACGTTGAGGTGGACGCCAAGCCTCAGGAAGACCTAAACCAGGTTCTGGAGGAGGT
CCGATCTCAGTACGAGGGCATTGTTGCCAAGAGTCGCCGAGAGATGGAGGCCTGGTACAA
AGTCAAGTTTGAGGAACTCAGCAAGAAGACGACCTCAGAGGCAAATGAGCTAAATCACGC
ACAAAGCGAGATCAATGACTTGAGGAGGGTCTTGCAGGACCTGGAGATCCAGCTGGAGTC
TGAGCGCTCCCGGAAATCTGCTCTGGAGAGAGAGGTGAGCGAGATTGAATTCCGGTACAG
CCAGATGCTCAGTCAACTGCAGGGCAGGGTGAACGGATTGGAGGCCGAAGTCAGCCAGCT
GAGGGCCGACACCGAGAACCCAGGCCATGGAATTCAAGAGGCTGCTGGACATCAAGACCA
GGCTGGAGATGGAGATTGCAGAGTACCGGCGACTTCTGTGTGGAGAAGAAGAGCAGACAG
TCAAGGTGGCTGAAGTCAAAAAAGTGGAAGTGAAAGAAGTGAAGACAGAGGAAAAACGCA
AACCAAAAATCAGTCAGAGGACATATGTGGTGATTGAAGAGATAGTGGATGGAAAGGTGG
TATCTCGCAAGGAAGAAGTTAACTCAGAGGACTTGGACCCATAAACTGATCCAGTAGAGG
AAACCTCCTGTTTTTAGCTGGAGGACAATACGAGTCATCAAATTAGTCTAAATGTTCTCA
TCAGTAATGTTTCCTGAGCTCTGAACATTTATGTATTATCATTGGAGAATTGTGACGAGA
CCATAAAATACGTATCTGTGTTTTAGAGCAAGAAGTATTGTTGGAAAGTTTGTCTGCAGT
ACCACAGGCGCACTGTAGGTGTCCCTGTTTAACCTTAAAAATGAATATTCAGGAAACAAA
GATAAAAAAAACTGTCTTTTGATTCTCTTTTGTATGCTTGTAATATTTGTTTAATTTTAT
GAATATCTTTCTAATGAGAAATATTCTCTAAAGTAAGGATTATGACATTGGTTTCACAGA
CTCAAAATTACAAATAAAAG
>CL2612Contig1



ACACGGAGGCTGGAGGAGACGCCAACGCTCCGCGCTGCTCTCCCCTCGACTCCTCTCGGT
CTGTGGGCGACCATCATCCTGCACAAAGCCGGAGGGATGGAAGCTGCGGGCGCGTACGGC
GCCAGGAAAGCCGGGAGCGTCAGTTTTGACCCGGTTGCGTTCTTCACGCATCCCCGCACC
ATCTTCAGACTGCTGTCGTGGGTCTTCTCCATAGTGGTGTTCAGCTGCATTGTCAACGAA
GGCTACATCAACATTGGGAGTGAGCGTTTGCTCTGCGTCTTTAATAACAACGCTGATGCC
TGTAACTATGGACTCACGCTGGGTGTGGGCTGCTTCCTTGGCAGCCTCTGCTTCCTGGTC
CTGGACTTTTACTTTCCTTCCATGAGCAACATAAAGGACAGAAAGCGTGCCGTTCTGCTG
GACCTTATATTCTCTGGTCTGGCCAGCTTTCTGTGGTTTGTTGGCTTCTGTTTTCTGGCG
AATCAGTGGCAGGCGACCTCTCCAGATCAGCTGCCATTGGATCAGGGTTCGGACGCCGCC
AGAGCCACAATCGCTTTCTGCTTCTTCTCCATCCTTACATGGGCTGTGCTGACCTTGAGT
GCCCTTCGACGCTACTTAACTGGCAGCAACACAAACTTGTTCACTTGGCAGCATCTGGAA
CCATACCCACGCAATGTTCGAGCGACACCGTATCCTATCCCCAACGGCACCACCATAGTA
ACCACCAATCCTTATCAAGCCCCACCCTTCACTGAAACCCTGGACCCACAGAAACTCACA
CAACAAAGACCCATGGCTCCCGCCTTCTAGAGAGGAGCTTGGAAAAAGCACGAGGGGTGT
GAGCTGATTGAGTTCACTCACGACGCAGGCACAGGCAACTTCCATCCTCTCTGGGGCTTG
ACAGGATGTTAGATTTACTGTTACCATGGTAACTGCTGACGGAGTAGTTAGTCGTAACCC
TCTTTGTCAAGACTAGTGTCCTCTGTTCACTCGATGCACGCAGCTGTATTCTTACCCACC
ACCAGTAACAGCTACACACACACATCTGGAAACACACAGACGCACACACTGCACACTCAT
TTAGTGAAGTACAGGCTAACAACGATGTAGATCCGCGATGGCGCTCCATCTGCATACTGA
CGAGACACGGTTGAAGAAATGTGGAAGCATTCCATCTGCTTCTCTCTGCAGTCGCTCTGA
CCAATCAAAGACTGCCTTAGGAGATTCCTGGCCTACCATTGGCTAAAATTTAATAAGTTT
GGCCAATAGATTTTGAGCAACGTAAAGAGGGGGTCAAATATTTCAGAAAATGTTACGTTT
TCTTGGCAGTAGCATAAATAGCAGGACTGCTTAATGCATTCTGGCTTGTACAAAGTTTTG
GTGTGAAATATTCATGTGATTAAATATTTTATTGTGATATGT
>CL2613Contig1
CAATTCTGATATTTCGGCCAAAAGAAATGAAAGATTGGACTTTTCTCTGGATTTGCCACG
ATGGTTCAAACTGCGAGACCTACAGGACCACAGTCCCAGTCCAGCCCCCCACCCTGTTCA
TTTGGTGTCCCACTGTCTGCCTCTTACGAGGGCGGAGTTAGTGGCGGCAACCCCTCATCG
CTGGGTGTGGCCGTGTCATCGCTTGGCTCCAGGCTGTCCTTCAGACTCACCGTACTGTCT
GAGGGGGGAGGGGTGGACTCAGAATGAGGCGGGGTCAGCTCAGAAGAGGGTGGGATCAAT
TCAGTGAGGGGAGACACTTCCAGGGAGGGTTTCTGGATTCCGTTAGCAGTCGGGGGAGGG
TTGGGCTCCATTATTGGCGTGGCAGGCACGGGATCCGAAAGGGCAACGACAGGCTCCGCC
CGGCGGGGGGCGGAGTTAGTCACGGGGCTGTCTGTGAGCGACAGAGAAGCTTTCCCCACC
AAACGCCACTGCATGATGCTGGTGTCCTTGCCCCCCGTGGAGATGAGGTGGCTGTCGTTG
TAGAGGAAGCTGACGTTGGTCACATGACTGCTGTGGGCGCTGTACTTACGGCTGGGGGCC
TTGAAGGTGGAGCACGGGTAGGCGAACAGGTGAACTTTACAGAAGTCATCCGCCAGAGCA
ATCACCTTCCTGTTGTGAGATCTCACCAGAGCATTGATGTCGGTGCCGTCTGAGCCTTCG
GGCCAAACGCCAAACACGTGATATCCCAGGACACACGTGTACGTGGCCCAGTCGATGTCT
TTGCAGTCGGATCGGTTCCGAATCAGTTTACAGCCGTTTGGAACGTCCCAGTAGAGGATC
TCGTAGTCCCCAGAGTTGGACATGATGAAGTTGTTGTCAGGTGACCAGTCCAGGTGTGTG
ATGTAACTGGAATGTCCCGAGCACTTCAAATATCGGCTGTACTTGTGTCCTCGCTCCAGC
ACGTTGTAGAGGTAAATAAAGTTATCGTGAGATCCGACGGCAAGCATGGTGCCATCTACG
GAGTAACGCATCACTGACAGCTGCTCGTTCCCATCAGTGTGGATCCCCACCAGGTCTGTA
GTCTCAGCGTCCAGAACAAACCACCTCCCGGAATGGGTTCCTATGGCAACCACAGCTCCA
CTGGGATGAAAGTCTGCACAGTGTCCATGTTCCGGCAGCGAGCGACTCCACTGCAGCTTG
TGGTTCGTGGAATCCCAGAGGCAGACCAACCGGTCCTGAGCACACGTCAGGAACAACTCC
TTGGAAGGGTGAGACGCCAAACCCCACAGCTCGTCGGTATGTCCCTGCACCTCCACCTGA
AAGCCATCATTAAAGGTTCCTCTCAGGAGGAAGTTGCGGGACGTTCCAACCAGGAACTCT
TCCCCCTTTCCCTCAGCTATTGCCCTGATGGTTCCATACTGATCCGGAACCTCAATGTCC
CGCTCTGCTCGCAGTTCGTGGTCCCATAAGATGATTTTCCGGTCTTTGCCTCCACCGGTC
AGCAGGGAGCCGCTCCTCATCTCACACATGCAGAAAACACTTCCCTCATGAGCCGCCACC
TGCCGACTGATCTGTAAGGCTCTGGGTCCCTTTGCAGGAGGGGCGTCAGCAGAGTTGCGG
GTCCAAACCAGGAGGTATCCTCCAGAATCTCCCGTCAAGATGTCTCCATTCCTCA
>CL2614Contig1
TGACTTCTCTTCTTCTTGAACGGACTTTGCAGCACCAACAGCTGCCTGCTTAGCTAAACA
CTCATTGAGGAATCTAATGAGGCTAGAAGTTTGATTGACAGAGTCCTGACACCATAGATT
CTGGTCCCACTCTGATGCGCCGAGGCGTCTAAAAGAGTATAAAAAATTTGATTTTTAAAT
AACCAGGAAAACCCTTTCTGAAGGGGGAGGGGGGGCAATGCTTACAAGTATTGGAGGGGT
AAAACGTCATCTGTAATGACATGAAAAATGAAGGTATAGAACTTCAATAACATTAAGACG
GTATATACATTTTTTTCTGCTGAAATCCCAAACAGACATTTCACAAAGTCATCTATACAT
CATATTTCTCCGTCTCCAAATAGTACAGCCATGACAGCCGACCCGAAGTGGACAGGATCA
TTGGAAAACCTTGATCCTCTGCTTAGCAAGCTAGTTCGCTCTTTGGGAACCACCGGCTCC
TGGAGTCAAGATAAGACCAAGTCCGCCTGACCTACAGGCCCTTGGAAGGGCCTGGGTTCT
TCCCCATACCATGTGCTCCCATGCCGTGCAGCTGCTGGTAAAGCCCCAGCAGGTCCATCT



GGCTGAGCCCGGCGCCCATCATGCCGTTCTGCATGGCCAACTGATTTAGGTAGGTGGCCT
GGTTAGCCATTGCTAGCTGCTGCTCCTGGACCTTCCTGTTGGTTATGAGCTTCTGGACGT
ACATCATCAGCGTTTGCTGCTTGGTGAGAACGTCTCTGTAGACGGCTTCCCTGCGCTTCA
GCTCCATCTCCACGGTGGCTTGACGCCCCAAAGCTATTGACTGGACCTGAACTTCAGTGA
GAGCCGGGTTTTCCTTCCACACTTCAGCAATGACGTCCTCCAGCGACTCCCGGGGCAGAG
TTTTCAAAGCATTT
>CL2615Contig1
TAATTTATTAAAAATAACAAAATAAATCATAGGAACGTTTGCACCAGTGCAACACTTTGA
AGACAGTAGCGGCCCCTGGCGAGCCTTCTGTTCATACAAGGTGTGTTTGCAGGACAGACA
TTAACATAGGCAAGTACTTCGGCACCGTAAAGTCTCGTGTTGCAGATGCACAGCAGCATC
AGACAGCAGAAATGCGCACCTGCGCGCGCACGGCGCTGCTTCACAGTCACGCATCCATCG
GAATGCATTGGTCAGTTCAAGTCCATGGGATTCCCTTCATGTTCCCAGACACTTCAGCCT
CCTCTCGGCTCCCTCTGCCTCCGTCTGCGAGGCCGTAGCAGCGGCTTGTTGCCTCCCTGG
GCGGCCGGCTGCGCGCTCTCCTCCTCGGAGCCTGCATGACGCCACTTCGCCATGGCGACA
AGTGAGTCGCACCTGCGGCGGTGACCCAGTCACATACTAGGTAATGTTTTCACATTCGGC
TCACATGCAGTGAGCCGACAGACACACAGGCGGTGATGCATTGCAGTCAGCGCAGTTTAA
GCAGCTGCCGGACCATGCCCGCTATCTGGAGGAACTTGTCCTTCTTCCTCTGCTTCAGAG
CCATCAGAGCGCGAGCCGTCTCCTCCGGGTCCTGCGTGTAGGAGAAGATGCTCCTCACTC
GCTCCTCCGCCTTCATGTCGCCGGTTTTCTGGAAGAGTCTCATCAGCGCGTCCTGGTTGA
CATTCTCGAAAATGTTGGCCACGGCCTTTTTGCGGTGCGCCGTGTCGAACTTGTTGCCGT
GGACAGACGGGCTAACCCGGCGGCTCTCAGATGACAAGTAGGAAGACATCTCGATTCTTT
CTTTGAGTTCGCGGGGCGTCCACGCTTTCCCTCCAACTTGGCGGGGATGAGATGCCCAGT
GCGTACAGCTTGGCTTGTGAGGCAAATGCT
>CL2616Contig1
AATGGATTTTAATTTGGCTTTTAGGGGCTAAGAGGAAACTCCCAGATTAAAGACACAGTT
TCAGGAGAAAAGCCTTCCAAATCGTCCAAGATGTGTATTGTTCTGTGAGGCCTCCATGTC
TCAGATTATTTTGAAAATCCACATTTTACTGTATTTTCTTTTAATTTAGTTTTTTAAAAA
GAATTATGATAAGATTGTCTTTAAAAACTTTGTTTTATATGTTATATATTAACAAACTGT
CAGTCATGTTGTTCTTTTGCAAGGTGCAATAAAGTGTTAAATGGTTAAAAAATGTAACCG
TTGGTGGTTTTTAATGCATATAAACATTAATTGCTCCAGGAATATTTTTGCTTTCAATCT
AAAATCTTTCAAATTTTCATTTTTGAGACAGAAAAAAAATTACAAGCCTTGGTTCATTTA
AGCAGTTTGTTCTTTAAACATCTGTTGTCAACGGAAAATTCCCAACATTAATAATCAAAC
AGCAGCCATATCAAGCAGCAATAAAAACGTTCCTTATCCCTGCTTTAACAGTGTCAAGTA
TTGCACAAGTGTTAATCACTGAGACTCTTCTCCTTCCAGCTGGTAGTTTTCAGTGTTTGT
CAAAGTCCTGTGGCCTTTCAGCATTCCCTGCCGATGAGAGTGAAGCTGGGGTGGAGAGCC
CCCCTCTGCTCCTTCTATTCTCTGGTAGAAGAAGGCGTAGGAGCTCAGTCGCTGTGGCTG
TCCTCTCCCACCACCATGCTGCTGTACTTCTTCTGCTCCTGCTCTTTAAAGGACTCCTTC
ACCTTTGCCCTCTTCAGCCCTCCATCCCACTGCAGATCCACCAGCCCTCCCCGATGAGCG
ATAGCAGATTTCACTCTGTTTGCAAACTGGACTGCATCTTCTCCCTCCTTCTGGTGCATG
GGGGGCAGGTACCAGACATTGCAGACGAGGGCCCAGCTGGTCATCATCCTCAACAGGTAG
CTCACCATGCTGTACTTGGAGCTGTTCCAGAAAGCATCTCCAAATTTTGGATCATACTTA
ATGGCTACAGGATATATTGTTCCTCCAATCTCAAAACTTCCCTTTTTAAACATCATGACA
GATGTGTTGTTGATGCAGGTTCCTGCAGAACCAGGAGACAGAAGACTTGTGTGTGAGCTC
TTTCAAAAACTCCCCGGCCATAATGNCCGGGTTA
>CL2617Contig1
TTAACCCGGGCCTTATGGCCGGGGGTCGATCGAAGGTAGCCATGGCTCGAGTCACAGCGC
TGCTGCTGCTACTGCCGGTTCTACTAGAATCGGTTTATTCTATCTCTTTCTTTTTACCGG
TCAACTCCAGAAAGTGTCTGCGGGAGGAGATCCACAAAGATGTGCTCGTCACTGGAGAGT
ATGACTTGACCGAGCAACCAAACACCAAAACTCATCTCAAGATCACAGATTCATCTACCC
ACACTCTTTATTCCAAGGAAGATGCAACTAAAGGAAAGTTTGCCTTCACCACAGAGGACT
ATGACATGTTTGAGGTGTGCTTTGAGAGCAAGTCCCCGCTGGGAACTGGAAGAGTGCCCG
ATCAGCTTGTTAATCTGGACATGAAGCACGGTGTGGAAGCCAAAAATTATGAAGAGATCG
CAAAGGTGGAGAAACTGAAGCCTCTGGAGGTTGAGCTGCGGCGGCTGGAGGACCTGTCAG
AGTCCATCGTCAACGACTTTGCCTATATGAAGAAGAGGGAGGAGGAGATGCGGGACACCA
ACGAGTCGACCAACACGCGTGTTTTGTACTTCAGTATATTCTCCATGTGCTGTCTCATCG
GGCTGGCCACTTGGCAGGTCTTCTACCTGAGGCGCTTCTTTAAAGCAAAGAAGCTGATCG
AGTAGAGCCACTTCCTCAGGCTGGAGGCCTCGTGGGACGCGCCCCAGCATCCACCCTCCT
TGGACTAGCTTCAGCAAACAACAGCAAGTCGGGTTAAGGAGCTCAAGATCTGAATTTCAA
GGCTGATGGTGTCATGGATGTCCT
>CL2618Contig1
ATGATTTTTATTTCTTTGGATAGAGTTTCCATGCGTCTCCNTCAGGATACTGATGCTTTT
TGACTGAAGACTCCAACATCTCACAGGAATAACCAGGAATCTTTGGGGGCATGTAGCGAG
CGTTGTCGATCACCACCGGACAAACGAAGTGCTCGTGGAGATGGTCGACGTACTCGCACA
TTCGGTTGCTGAGACTTGCTGACACGCAGATGTAGTCGAACAGGATCAGATGTTGGACGA



GCTCGCACAGACCGACTCCCCCGGCGTGAGGACACACGGGGACTCGGAACTTGTGAGCCA
TCAGCAGCACAGCCAGGTTCTCGTTGACGCTGCCCAGCCGACAGCTGTCAATCTGCACAA
ACTGCAGCGCGCCGGCCTGGAGGAACTGCTTGAACATGACTCTGTTGTGACACTGTTCGC
CTGTGGCAACTCCGATCCCGAGAGGAGCCAAAGCCTTAGAAATAGCAGCGTGTCCCAGTA
TGTCGTCTGGAGACGTGGGTTCCTCGATCCAAAGAGGTTTGACCTCTGCCAACTTGGACA
CCCAGCGGATCGCCTCGGAAACGTCCCACCTCTGGTTGGCATCGATCATCAAGGTGTTGT
CTGGTCCGATCATCTGCCGGATGAGGCGGCATCTGCGCACGTCGTCGTCTAGATCCGCTC
CGACCTTCACCTTAAATTTGGTCCAACCGCCTTTAAGGGCATCCGTGCAAAGCTGCTTGA
GCTGTTGGTCAGAGTATCCGAGCCAAGCACAGGAGGTGGTGTAGGCAGGATAGCCTTCCC
TCAACATTTCCTCCTCTCTCTGCCGTTTGCCCTCCTGCGCTTTCACCAGAAGCTCCAGAG
CCTCCTCCTCCGTTAGCACGTCGGTGATGTACCTGAAGTCGATGCATGAGACCAGCCGCT
CCGGGCTCATGTCCACCAGCAGCTTCCACAGCGGCTTGCCCTCCATCCTCGCCCACAGAT
CCCACACAGCATTCAGGAGAGCAGCAGTCGCCAGGTGAATCACTCCTTTCTCTGGGCCCA
GCCATCTCATCTGCCCATCACTGGTCAGGAGGCGATAAAAGCCCCGAAAGTCCCTCACAA
TTTCCTCCAAAGATTTTCCAACAACCAGTCCAGTCATGGCCTGGACGGCACACACCACGA
TTTCTGTGCCTTTTCCTAACGTGAATGTGAGGCCGAATCCTCTCAGTCCACCGTCCGTTT
CCAGAACCACGTAGGCGGCGGAATAATCCGGGTCTGTGTGCATCGCATCCGAGCCGTGCT
GCTCCAGAGAAGTCGGGAATCTCACATCCCTCACTGAAACACGCACGATTTTAGGCGACA
TGTTATTTGACCCGGGATTAAGCGGTTTGCCCTCCCCGGCCAT
>CL2619Contig1
CTTTATTCATTGTTTCATTCAAGACCATAAATGAAAAAAACAAAAAAAAGACACAAGAAC
CTCTGAACGTCATCCAACCAAAACCCCATGAAGTCCAGAGGAAGGAGTTTCTGCTGTAGG
TCATCGTGCAGAGGAACATCATCTCTCTAGAGCAAAAACTAATATCCTAATTTCAAAAGC
TGATCTTTTTTTTTTTTACTTTTTTCCGTTAAATTAAATTTATTATATTTGATCTTTTTT
TTAAAAAAAAANCAAAAAAAAAANCCCCCCTTNNCNNNCGGNAAAAATAACCCCCCTTTT
NGG
>CL2620Contig1
GATTTTTCTAATAAGAAAAANACGGCNTTCNGTGTGATTCCCAGCTGAAGCTGAACTAAT
GCTGCTGTGTGACCTGAAGTCCATTAGCACTGAGACTGAAGCAAACTAGGAACAAGTCAG
ACTGAACTCCTCCGGCTTCCATAGGACGTCTGAAGGCACCTTGCCTCTCCAGAGGCGCGT
GAGGAAAAACCTCGGTCCAGGTCCGGGTTCTGCAGCAGAAGCATCAACAGCAGCACCTGA
ACCAGCTGGGCGTGGCGACAGAGGATGACAGATGCAGGCTGGAGAAGTCAAGGGAGCGCC
TGACCAGCCAGCTGAATAACCAGACTTCCACTGGTTTGAGACTGGATGAGAAGCACCGCT
GTGTGGCGGCCGCTGGCGCGGGGCTTGAACTGGACGGGAAGTTTCAGGTAATGCTGATCT
CTTAGAGAGTATCTGGAATGCTTGATGTGAAAGGGCTCCCTCGGTTTGACGAAATTCAGC
TCGTGTGTTTCAGGTGAGTTGTTGCGTACGTTGACCTTCAGTGTGCTGGACCCGCCCACC
CGCGTGTCTGGAAAAGTGTACAGCTCCTGTGGGGAATACACTCCTCTCCGCAGCGCGTCC
TCCGGGCTGCTCCTGCAGGCTTCAGGTCTTTTCCTGCTCTTCACTGCGGCGTCCGTCTTC
ACCAGAGAACAGTCTCCTTCCTGTGGGCCTTCCCCGCCACCGAGCTTCACTCCCGTGCCA
GAGAGCTGGAAGCGAATGGTGGTCTTCTGTTGAGGTTGGCACACAGGGTGGCACTCAAGG
TCCCAGAACTGGACATAGTCCCCTTTGTCTCTGGGCAAGAAGGTCACAGGAATCTGTGTT
TTCTCGCGGGCTCCCAGCGTTCCTGACACTCGAGAACATCTAAACGCTG
>CL2621Contig1
AAATGTTACAAACATACCTGTTGGCTCCAATAATGTTTAGTACATAACACACTTGACAAT
GTGTCTTTCCTTTCCCATAACAAACAAGAAGGAGCTTAAGGCCGATCAACTCCTCGGTCA
CACCTATAACACATCTCACCACTGTCTTGGCTCTCATACCTGGCTTCGTATGAACACACC
TGTCAGTGCCCACCACAGAACCTAGATTAACGCGAACGTGTGCAGCTCTAAGGTCATGGG
CGGTCTCATGTCCTTCAAGCTGATTGGAATCAAGTTTTTGTCAGTGCTCTCTGTAGCATC
TTCAGAATCATGAGATGTTCTTGATGCTTCAGCTGGACTTCAAAGATTTATTTTATATTT
CTATTTATCACACATTGTGCATAGAGTTAATATATTAGCCTCTAACAGTTGTGTTGTACA
GAATGGTCAGGAAAAACTGGTTTGATGCTGTAAACAAAGATCAGTGCTGCTGTCATTCAT
CCATGTGTTTCTGTTGTAACATAACCTGTCTGCACACAAATGAATATTATTGTTCTCATC
CTTGTATTCTTTGTAAATATATGAAATTCATTTTTTCCCCAGAAATACTTTATGAAAGTC
AAACAAGTTCACGTGCTGGTTTGTTCGTGCCTCTTCATCGGGTCGGGCTGTTGAACATAA
TTCCTCCTCTGTGATGAGAGTCGCTTGATGATGGCTTTGGTCCAGAGAGTTCAGGTTCTG
TGTAATGTCATGTCTAAGGCTTAAGGACCGGTCCAAACTTCAGCTGATCCTATCGGCACC
TTCCACAAGCGCATTAATAAGTTCAAAGGAGCAAGAATCTTTAGGTTTAATGAAGAGGAA
GGTGATCCTCATCAACACAACACAACGCTCCTCTGTCTGAAGGTTGTGGTACATTCAAGC
GTCAAACCCTGACTGATTGAAATGAGAAGATTTGAACAACAAAACACATTGCACAATATC
ACAATTACTTCAGAACTGGTCAGGACAGAGTGAATTAAGATGACTTGGAAATGGTTCCAA
CTCACTGATGATTATGTCAAAAACCAAAGACGATCAAAAAGAAGAGTGAAGCTAGACTTC
TCCTTTTTCCGTGGAGCTCAAGCTTCTCAGACAATTGTCCATTCATTCACGCTCTTTAGG
TTCCTCTATTTGTTGGGTCATTAATTCTTGCATTTGCCTTTTCTCCATTCATTCATTAAT
TGTTGCAGTTGTTATTCATTGATTCCTTCATTTATTTGTTCACTTAACATCAGCATTAAA



AGAGGAACACTTTCATGTTTCAATTGTGTTTGGAACAGCCAACAGAAGCTTCTCCTTTGT
TGCCCAATGGACTGACCGACTGAAGCAGCTACCTGATGACTCCAACTGAAAAAAGGGGAT
GTGAACATTTACCTATATAAGGGTTAGGTTGTTGTATTAGAACGTGTTCATGTGTGGAAA
AGAAGCTTTTTATGTTTAAAACGTTTCCATGTGTTTACACAAATGTTTCAAATACTTATT
CAGACTATTTTAAAAATACATTTAGGATAATCTGATGGTTTGGGAACGATCTGAGCGAAA
CT
>CL2622Contig1
TCGGCACGAGGATGAAGTTCACTCAGATGATGAAGGTGAAGGTGACGGAGGTGAAGCGTC
TCAGCTGGAGTCCAGCAGGGTGGTGTCCTTCAGCGCCGTGCCGCAGGGCTGCACCGACGC
AGAGCTCATCAAAGTCATGAAAGGCTTTGGGACGGTGGTTCGATACCTGTTGATCCGGGA
GCAGCGGCAGGCCTTGGTGGAAATGTCGAGTCCCTCCGAGGCTCAAACTGCTGCAGAGGA
GCTGAACTCCAACTACATCAGCATCAATGGCTGCCGGCTGACCGGCTCTGTGTCACAGGA
AAATACCAGACTCACCGACGGGTGGGACGTTAAAGGTGACGAAGACGAGGAGAGGAGTGA
GCAAAGTGACAGGAGAACCTCAGAACCAGAGGAGAAGCCATCTGAGGAGGTTCATGAGAA
AGACGCATCAGAGACGGAGGTTCAGGAAGGAGAGGAGACGCCAGAGACGAGTCAAGAGAC
TCCTTCAGACAAGACAGGAGAAAATAAAACTGAGGGGAAAGAGACCAGAGAGACTCCAGC
AAACAAAACGGTTCCCGAAGAAAAGAATCCACCTGAAGATCAGGATCTCCAACAGCAAAG
AGACGCCGAGAAGCTGAGCGACTCCCATGAACCTGAAGTGAGGGATCCAGAGGGATCAGA
TCATCCAGAAACCGCTGAACAGAATGCTGTGGCGGCGCCACCATTTGCACCTGCAGGGGG
CGCCACTGAAGCAGAAAGACTTTCCAAAGCCATTGGAGCTGAGTTTGTGCGTCCCGTTGT
GGGTTATTACTGCAATCTGTGTCAGCTGATCTTCTCTGACGAGGACGAGGCAAAGGGGGA
CCACTGCCGCACGCCGGCCCACTATGCCAAATACCAGGAGAAGACGGGAAAAGATCCGTG
GACGAGCTGAACTCAGACTGAAGATCGTCACTGCAGAACTCAAAAGAAAACGGGATGTTA
AAATGATTCAAGTTGTAAAAATTAATAAATGTTCGACTGGGAAA
>CL2623Contig1
TTNTTTTNTTCGGGGTAAAGAGGATTTATTCAGATCCAGGACAGTCACCAGCACTTCACC
TGCACACATCCTCTATAGACCCTATTTACACATTTGACATCCATACAAACATCTTAGATC
AAGTCAAAACAAGAAAGAAAATTGCCACTACAGGAATTTACTGAAAATATGGTGCTTTTG
CCACACAAAGAGCTATTTATATGTCAAAGGAAAGTTTTCGTTTCCCTGACTCTCAGCTGA
AAACATCCCACTCTCAGGATGGAGGGACCTCCAGAGCCGTGCTGGGAGAAGGAGGAATCA
GACCAGCGGCCACCAGCCTCCTCTCACTGGTCAGGAAGTTGAAGGTCGCACAAGCGTTCG
GCGTGTCCTGCACCTCCACCGCGATGCCTTTACGCTTCAGAAGAGCCAGGACAGACGGGT
CGATTCTCTGGAGCTTGGAGCCCGTCCCCAGCACGAGGATCTCTATTGGAGGCTCGAGCA
TGTGGAAGAGGGAAATACTGTCTTCTGTGATGTCTTTGTGACTGCCAACATTCCACTGCA
GGATAGCGGGAGGCAGGAGGGCGCAGGGTCCGAACACGCGGTTTCCATCCACGTTGAAGC
CCGCTGGGCTGTAGCTGTGGATCAGGATCCCATTGTCTGCTTCCTTCCTCATCATGGACA
CCGTGGTTCGCTGGTAAAACTCATCATCTCCAGGCTCTAACCGATACGCACGAGACAACA
ATGGGCTGGAGAAAGCAGGTGCTGCCCTGAAGGACAACAGGAGGCCCTGAGAAGACTTCT
GCAGCAGAAACCTGCTGCAAACTGCTGCGGCCANGTCTGAGAGGAGCCGGCNACACACAC
G
>CL2624Contig1
AATACCAGGTGCTGTAAGTTGAGTGAACAGCTTTCGAGAGGAGCTGGAGGGAGGGGCTAT
AGAGGAGTGATCAGGAGTCCAACCGCAAGCATGACCGACACCGAGGCGCAGAGCCCCCCA
CCATTGTTACCGGCGGCGGAAGAGAAACAATCCGAGAGGAAAGTTATCGCCACAGCTGTT
CAAGGCACAGTGAAATGGTTCAATGTGCGTAATGGCTATGGCTTTATAAACAGGAATGAC
ACAAAAGAAGATGTATTTGTTCATCAGACTGCGATCAAGAAGAACAATCCCAGGAAGTTC
CTCCGGAGCGTTGGAGACGGAGAAGTTGTGGAATTCGACGTAATTGAGGCGGCCAAGGGC
TCAGAAGCAGCGAACGTGACGGGTCCAGGTGGTATTCCTGTAAAAGGCAGTCGCTACGCC
CCCAACAAACGGCGTTTTCGCAGACGGTTCTTCCCCCAAGGACCTCGACCTGCTGACCAG
AACAAGCCGGCTGAAGGACAAGTCGCTGATGGTCATCCAGTTGCCGACGGAGACGGGTCA
GAGGAGGCGGGCCCTCTCAAGCCACAGCAGCAACGTCGTCGTAGACCACGAAGACCACCT
CTTAGTGAGCGAAACGGTCAAGTTGAAGAGCAAGTTGAAGAAGGTGGTCAAACTCTGCAA
CCACCACAGCGGCGGAGATTCTGGCGTCCATACCGCAG
>CL2625Contig1
TTTTTTTTTTCCTGTTTAAATGGTTTATTTTTGAAGTTGTTTTCCGTAGGTGATGACTCC
TCCCAACATTAAACAAAAGGTTACAAAATTGTCTATGTAATCAAAATCATGTGTAAGAGA
CTTCATAAAAAACAAACATGGACACATACATACACGTACAGAAGTGAAAGTAACATAAAG
TTGGCAAACTATTGACCCTGTGAAACTCAGCATCGGGTGCATGCAACCTGACAGTAACTG
TAGAATATCTACAAAATTCCAATTAAAGAATGATAGCATCTAACAACTTCAAAACACCGA
CAACTCCTGCACATTACATTGTGTGCAACCAGCGAGCACTGTTAGAGCGTGGGGGCGCGC
CAGGTTCCTGACTCTCGAGTTTGTGAAGTCGTGTGGAAGTTCACAGTGTAATACAGCAGG
ATCCCCATCAAACAGTTTCAAGCAAGACTGTATATTTGGAACATACAAAATAAATTTTAT
TATCCATTCTCTTTATGTCTACATCTTATTAGAATTTCTAGACAATGGCATCGTCAAATA
ACACACCCAAATTAATTCTAGTAAACCTGACAGGTGCAACCATGGTTTTTTTCCCGTTTT



CTGTCAAGTCCAGGTGTCAAAATAGAACTGAACGTGAAAAGCAAATTTAAATCTTTATTT
TTCAACATAAAAAGGGGAGCCACGAGCCTGGGTCCTCGCGGTGCGAGCTGGCCAGGACAT
GGTCATGAGCACAAGCTAACAGAGGTGAGGGGGGGGGGGGGGTTTTNATTTTTCCCCCCC
NTTTT
>CL2626Contig1
AGTTCGGGAAGCATGGAGAGGACAAGGAGGGGGGTTCTCGGAGATCACGTTCCAGGGAGA
GGCGACGTAAGGAAAGGGGAAAGAGCAAGGAGAAGAAGGCGGATAAGAAGGCTGATGAAC
CTCCTGCAAAGTTGCTAGATGATTTGTTCTGCAAAACTAAAGCAACTCCCTGCATTTATT
GGCTTCCACTGACTGATGAACAGTATGTTCAGCGGCAAGCTGCCCGAGCAGAGCGGATGA
AGGAGCGGGAGAAACTAAGGAAAGAGCTCGAAGAGGAGGAGGAGAAGAAAAGGGAAGAGG
AACGCAAGGAACGAATGAAAGCCACAGGGGCCACAACCGGAGACCAGGGCGAGGGGGAGA
AGGACAAGGACCGAGACAGGGAGAGGGACAGAAACAGAGACCGGGGCAGGGACCGGGACC
GGGAGAGGGAGAATGACAAGCGCAGGGATAGCCATCGTAGACCAGGGGCCAGCGGGGCAA
GCTCCAGCCGGCGTTCACGCAGCCGCAGCGACCCCAGAGACCGGAGGCGCTGATGGACTC
CACCCTCTTTCTTTTGCCTTTCACTACATGTACTTTGTTACAATTTAAGACCCAAAAAAA
AACAACAAAAAAAAACTAATGAGGACCAACTGATGTCGATTCCATCTGTCACTTTCTTCA
AAGCACATCAACACAGTGGCGCATAAGGGGACCATCCTGTTGTTGTTTTCAGAGTGCTGT
ACATCTCACTCCTGGCGAGGATTCAAATGGATTTCTTCACTCTCATCTCTTCAGCTCTCC
GTTCTGGTTGTGTAGCGGTATGCCATCCCGGGTAGTTTGACTTCTGTACCCAAAGATTTC
CCATTCGCTCCGACATTTAGGTGCCAACGAATGAATCCGAGTCGGCTGTTGCCCGAGTGG
GAAACACTCGACGCATCAGTGAGAAGCCTTTTCTCCTCCTGCTGCATGCAGTGCAGGGCC
GCTCCCAAGAGTCCTGCTGTTCCGCACAGACGGCGGCAGAAATCAGAAAATATTGGAATC
GGCCTGTTTGGCATTTTGTACAGACGTATAAGATTATTCAAAGTTGAGTCTTTAAATAAG
GCAGCTTTGGGGTATTTTTCACTAAGTGTGTAATAACTACTAAGGCGATGCAGTGTTCCT
CTTTCTCTGTTGAAAAGAGACGAGATGATTCTCTGCAGGAGAAAATCTGTCACATCTACA
ATTTATGATTAAGTCCATGTTAAATCTATTTCCCTTCTTTGATTTCTCTCCTGTAGTGAN
AGNACGGGCTGCANAAGGGGGGGGGGGTCACGTTAAGACTTTCCTCACCAATGGTTTTAA
TATTGTTTTTAATTTATTTTATCATTTTAGCATAAAGATTTGGATTTTTCTTTTTTTTAT
TTCTTTGAGTACACCCATCAGNGGAATGTACAAAAATAAAAT
>CL2627Contig1
GGCGGCAGATGGCAGCGCTGAGGACAGTGCTTCATGCTCGAGTTGTCCCGTTCTCCGGTT
CTCTGCGGTTTGTCAGCTCCTTCAAGGCAGCGGATCTCACCATCCAGCGGAACGCAGCAT
GCAAGCCCAAGCCCGACCCGTCCACGCTGCTGTTCGGCAAGAACTTCTCCGACCACATGC
TGACCGTCAGCTGGTCGGAGAAGACTGGCTGGGAGGCGCCGCAAATCAAACCCTTCCAGA
ACCTCTCGCTGCACCCGGCCAGCTCCTCCCTTCACTACTCCATCGAGCTGTTTGAGGGCA
TGAAGGCGTTCCGCGGCGTGGACAACCACATTCGCCTGTTCAGACCCATGCTGAACATGG
AGCGGATGCATCGCAGTGCAGAGAGAAGCTGCCTTCCACTCTTCGAGAAGGCGGAGCTGC
TGGAGTGCATCAGGAAGCTGGTGGAGGTGGACCAGGAGTGGGTCCCGTACTCCCTGGATG
CCAGCCTGTACATCAGACCCACCTTCATCGGGACCGAGCCTTCTCTGGGCGTGTCTCGAC
CTGGAAGTGCGTTGATCTTCGTCATCGTCGGCCCGGTGGGACCTTACTTCAGCACGGGGA
CCTTCAACCCGGTGTCTCTTCTGGCAGACCCATCGTTTGTCAGAGCTTGGAAAGGAGGGG
TGGGGGCCTACAAGATGGGAGGAAACTAC
>CL2627Contig2
TCGGCACGAGGCAGCGCTGAGGACAGTGCTTCATGCTCGAGTTGTCCCGTTCTCCGGTTC
TCTGCGGTTTGTCAGCTCCTTCAAGGCAGCGGATCTCACCATCCAGCGGAACGCAGCATG
CAAGCCCAAGCCCGACCCGTCCACGCTGCTGTTCGGCAAGAACTTCTCCGACCACATGCT
GACCGTCAGCTGGTCGGAGAAGACCGGCTGGGAGGCGCCGCAAATCAAACCCTTCCAGAA
CCTCTCGCTGCACCCGGCCAGCTCCTCCCTTCACTACTCCATCGAGCTGTTTGAGGGCAT
GAAGGCGTTCCGCGGCGTGGACAACCACATTCNGGCCTGTTCAGACCCATGCTGAACATG
GAGCGGATGCATCGCAGTGCAGAGAGAAGCTGCCTTCCAGTGAGTAACAGCTCGACACCC
CTGAAGCTTTTAGGATGAGACACAAGAGAGAAAACAGTGCAATCAGACCTGTGGATGCAG
GAATGCGTTTCCTTAACTGCTCTTCTCTGAACATAACATAGATCCTCTAGACCCCTTTAT
ATTATAGGTCACTGCTCCCCCCAGGCACCGATCTGTGAACCACAGACAAAATAAAAAACA
GACTTTAGCTTCGATTTGTTTGTTTTCTGATACTGAAGGAAGTTTTATTTTAGAAAACTT
CAGGTCTCGGTCATGTGTCTTATCCATCCTGCTCCGTTGCATCAACATCGCGATACCAGA
TTGTGCAAAATGTGCATCGCAAAAAACGTTGTAAAGTCACCATAATGTGTTTACACACAC
AGACAGTTTTAAAAAAACAGAAAACAAACACATTCTACCTACATTGTCTTCCTCTTACCC
GTCTCCTATTGAGATAACTTGCTGGATAATTCAAGTTATCTTGACTTTTATTTAATAAAA
CAGCTGCAGTGAAATGAAAATGATGTATTAGTTGTGTGTTTTAATTTACTATTTGTTCAT
GTATCACAAGTCATTTATCTAAATCACTAATATGGCAAATTTTCCTCATATCCTGCAATT
TAAATTGAAGCATCAAAC
>CL2628Contig1
GGTCTTACTTTTTTCTGCTAAGGAATTTTCTGGACCAGATTTCTTTTGGGAAAAAATGGG
CCTCGCAAAGAAAGACGGCGCTCTGCTGCTGGCTGTGGTGGCTGCAGTCTGCATCCAGCT



CTATCAGGCTCAGCATGTGGTGGGACGGTGTCGGTGTTATGAGGAAGTGCGGCTGATGGC
CATTAAAAGAAACATCACAGACTTTCAAGTCAAGGAAAAAAGTGCGGCGTGCAGTAAAAT
TCAATTAATAGTCACTTTCATGGAAGCAAACAGCACCGCAGTAGAAAGATGCGTAAAACC
TCAAGGATACAAGGCCAAGCAGATTCTAAAGTGCTGGGAAGGGATAAACAAAAATGAGAG
CCGAAAGATGGAGTGCATCAACCAGTAAAGGAGCGGAGGAGCTGAGGAGTGGAGCACATG
AGCTGCAGGAAGGCCGAGCTGTTCTTTCACTCATCTCCTCATGGGACGGGACCGAGAAAC
AAGAGAACCAGTGGATGTAAAGAATGTAAAGACGAAAAGATGTGGAAGAACTAAGGCCCG
TGTAAAAACTGATGCATTTTATCTGTCTTTGCGTGGCAAATTATTTATGCAGACTTATTT
ATTTTTGAAATTTGTATGAAATGTCTTTATTTTTTTTCTACAAATATAGGAAGCAA
>CL2629Contig1
CATAAATATACAAAACTGAAACTATTTCACATGCAACAAAGGCCAGACAAGGAGGATTAT
TTTCTTTTTACATGTGACTGATATCAGGAATCAAACTATACAAAATATACAGGTGTCCCT
AACGGATGAGGTTTTTCTCTGGTTCAGTGAAGTAATATCGTCCCAAGTTGAAAACTGAGT
TTGATGTCAGCAAACCTCCAAACACATCCTGTACTGCAGACCACTTTGCCACATACATGA
AGAGAAATACCCACCGTGACATGGCTTGGGATAACAATCATTTTAAGAACAAATACAAGG
TGATCTTGTAGGTGAATTTAAGTTTTTCACTAGCCTAAAGCAGTAAAACGGAGGGGAACA
CATCACAAAGGAAGATTTGAAAAAAAATCCATATGGACATTTGGTAGATTTCTCACAGCT
TTTCAGGATATAGAATAACACTTTAGGGAACTTATTCTTTCAGACATTTTGTGTTCAAAC
ATTCGCATACAACAAGCACACTTTTTGCGGGACAAAGTCTGTTTGCAGCCAAGCTGATGC
TATGACCATGTCGTTACAAAACCCAATAATGTTTAACAACCAAAGAAAACTGAAATGCAA
CAACTTAAATAAGACCATAAATAACAGTAAAACAAAACACGTTTCACACTTGCACTAGAA
GCACAAATGTGTGCTGCACTTTTCAAAATAAAAGCCAACCCTCATTTTCCCATCACTTTA
GGGATCATTTCACAGATAAACAGCCACACCTGTTAGGTGTACATTAAATGACACTATCAA
AGCCGCCTTAAGTGACGGTAGTCTGTACAGTTTGTTACACTGTTGTAACCAGAGGCGGGT
CGGATGGCCAAAATTGTATTTGGGAGTAGCTTTACTTAAAAAATAAGTAGAAGTACAACA
TACTCATTCAAAT
>CL2630Contig1
TTTTTTTTTTGTCATCAATGCCTTTATTTGTGTGAAGGCATTGAAAGCAACTTTATGCAG
ACATCAGCTGATTTAAGGAAATGACAGCCCCCACCCAGCACAGATGACCCCCTCCTCGGC
TCTGCCCGCCCAGACGAGGAGGACGCTGTAAACCCGCTGAGCGGTTCCCCCCTCCCTCTG
ATGCCAAAACAGCACAGAACACGACAGTCCACATTCACGCGTCACGGCAGGTTCTGCCGT
CAAAACGAAGACGCCTCTTCAAAATAAAAGTGCAGCAGAACCAGTCGGCCTCATCCTCCG
TTTCCCCTCCACCGCCGCTGCGACCACACCAAATAAAATCGCTGAGTGAAATAAAATGGA
GGGTTAAAGCGCCGTCGGGCCTCCAGGTCTCAGCCGCTGTTGTTCCGGCTGCTTCCGGGG
GCACAGAGGGGGGAGGAGCGGTCGCGGGTCAGGCTGTTGAGCGCCCCCAGCACGATGTCG
GGCATGTGATCCGACAGCATCCTGGGGCTGATCAAAATACTCCTGAACGCCATCTCGCTG
GACCACTCTGCCCGGTACCGGACCTGGGAGAAGCAGGACCTCCGCGATGGTCCGTCTTCA
GTGACGTGCAGCACACGGCCTGGCAGGAAGAGGGGGAAGTGCACGGGCGCGTGGGCGGGG
GAGTCGTCGGACGCCAGGCTCTGATAGGACGAGGAGTGGCGAATCATGAGGGACTCCTCC
CCGAGCAGCGGCTGGCGGAGCGTCTCCTCGCGCCTGTTGTCCATCTCGGTGGGGAAATCG
TCCGGGTCGCCCCCGAAGAGTTCGTACCAGCACCCTTGCAGGAGGATGCGGTATTTGGGC
TTGTTGCAGTTTGAGACCATCTTCAGGATCCGCTTCTTCAGGTCTTCCATGTTGGGAATG
CTCAGTCTGGGAACCAGATCCTTTCCCAGGACGATGGAGACCACGAAACCTTTGGAATAA
TCAGCCAGAGCTTTACTGAGGAGGCCCCCTGGTGGAGAGAAGGCATAGCACTGCAGGGTG
GGGAAGGAGCTGCGCAGCAGGATGGCGAGCACGGAGGCGGTGCCGGCGCCCAGACTGTGA
CCTGTGATCACCAGCTTGTACTCCGGGGCGATGGAGAAGGCCTGGTTCAGGATGCCGTCG
TTCACCAGCTTCCTGTAGATGTAGCCCGCCGCCTGGCACATGCCCTTGTGGGCGTAGCAG
GCTCCGGACACGCCCTCCACGGGCAGCTGCTCGCACTCGGCGGACAGGTCCGTCAGGACG
TCCTTTAAGGAGAGAGTCCCTCTGACCGCCACCACCACCGCCCCCGTGCCG
>CL2631Contig1
TCACAGTTGAAGCTAATGATTAAACTCTACTGCACTCTTGCAGCGCACTATTTCTAATTT
CTGCAAACGCTCGGCCTCTTGGCGGTCATCCGTTTGTCCTTTTTTGGTGCTATTTCAGAC
ATAATTTGACGTTACTGGTGCAGTGGCGTGCCAGACCACAAAAACAAAACAAAAGAAATA
TGCAAAACTCAATTCCTTTCGTTGAGCTGTTTGAAAAATGTAGCAATATAAAACGCATAT
GCCTGTCAGTCATTCAGGGGTTTAAACAAAGTGAACCTTAGCCAGCAAAAAAGGGAATAT
GCCATTTTGTAATTTATCTATACAATTCTATGGTACTGTGCAAAAGTAACTGTTCAGGGA
AAATTTACATTAAAAATTTTGAATTCTGATCAAAAAATATAAATTGTATTCTTCTCAATT
GGTGCCCTATTTTAATTTTTTTTAGCTTGTGTCAAGCAGAATGATTATTTTTTTTTCGGG
GTTTGCACTGGATTTGATGAGACTTATGCAGTTTTCCTCCCCCTTGCTCCCATTTTAAGC
TTAGTTGCATTTTTCTTCCGACTTTTCCGCTTTTTTTGCAGGTAGTTGTCTTGTTCTTTG
CAGTGTCTAAGCAGTATGTCAAGCAAACCGTAATTAAGATTTGAAATCCATAACCCCTGT
GGACGCAGGAATCCTAAGTAAGACCAAATGAGTTCTGTACTATGGCCTCATAAAACACCA
GATGAGATGTGTTGCTGAGCTTTTTCTCGACCTTTATGCTCTTGAACATTAAGCGACTTG
AAGCATGGGTTGTGTGGACAAAGAAAAATAAAGATGCTTGAGCATTANNNAAAAAA



>CL2632Contig1
CGGCACGAGGCTTTGAAACAAAATCCAATGTATATGATTATAATTTTCCTAAGGTTGGCG
ATATTTCAAGGATATGCAAAGTTATTCTAAGTTCTATTCTATCAGCTGCCATAGTTGTGT
CTCTACAACCACATTTAGTGTCAATATGAGTGTCAGTTTGTTTTTAGAGACAAATAAAGA
CAGAGGACGGAGGTTTCAGAATACAATCAGATCCAGGTCTTTCTGATGATTATCCAGCTA
CTTTATCCTGGTTTTCTAACACATCTGCTGTGGGTTTACCTTGACTGAAGGCCTTCATTT
GACCACTTACAGTCAGTTAGTTTTTATACATTTATTTATTACTGTTACAGCAAAGCATAC
AGTAGGTGGTGCCACTGTAAATTGCACTTATGATGCACAGTTCAAGCACATCACTGAGAT
GTGGCCATTCATTGACTTTTGGGTCGGTTCAGGACTGGAAATCTTCATTTAAAACTGGAT
GCCAAACCAGATAGAAAATGTATTTTGATGCTAACTGAACCACAGAGGGTATCAATGACC
ACAGATACTTAACATTCTCAGAGGGCCTTAAGCAGATTTTGATCTGTCAAAGTACATTGG
AGTTCTGTCATAGCTTGAAATCAGATTGTAAGGACACTGATTTCTTGATTGCTTCTTATT
TTTCAGAAGCTTTTTGCCCCTCTCATTCTTTTATCTTCTACTTTTGGCCAGCACCTATCT
GAACACAACACAGATGTACGGAATAATCACATCTTTATTTACGTTACATAGTAATTGCTG
AAGATATTTGTAATTTCATCAGGATAACTCTGTGTTTGCAAATATAAGTGATTCTCTGTG
CTTTACAACTCTAAATGGTACTTAATTGTGTGCGTTTAAGTGTCTGATTGTCTTGAGAGG
AATGTGTTCAACTTGAATGAGCAGAACAAAATAAAATGGGAAATATTTAANAAAAAAA
>CL2633Contig1
GAGGGGGACGCTCACGGACCTCTCTTCGGATTGAAACTATTTCGCAATTTGACGCCACGC
TGTTTTGTGACTGCTCAATGTGGACTTCAGTTTTCATCACAAGGCGTGCGTCCTGGGGTG
ACCACGGTGCTTGCCCGTCACCTCGACAAGAACACTATGGGTTATCTTCAGTGGCGCTGG
GGGATCCAGTCGTCCATGAATACCAGCATAGTGAGGGACACTAAGAGCAGCCATTTCACT
CTGGCGTGTCAGCTTGGCATTCCACACACATTTATGATGATGAGCTACCAGTACAAGTTC
CAGGATGAAGACCAGACAAAGATCAAGGGCTCAGTAAAGTCAGGTTTCTTCGGGACTGTA
GTGGAGTATGGAGCTGAGAGGAAGATCAGTCGACACAGCGTGCTCGGGGCGACTGTCAGC
GTCGGAGTGCCTCAAGGTGTCACTTTAAAAATCAAACTGAACAGAGCCAGTCAGACCTAT
TTCTTCCCCATCCACCTAACGGACCAGCTCCTGCCTAGTGCGGTATTTTACGCCACGGTT
GGACCTTTGGTTTTCTACCTCGCCATGCAGCAGCTTATTATTCGACCCTATGTGCGGGCC
CAGAAGGAACAAGAGTTGGAGAAGCAGAGGGAGAGCTCAGCCTCTAATATAGCCAGGAAG
AAACAGGAGGCAGAGGCTGCGGTTTTGCTCATGCAGGAGTCTGTGCGCAGGATCATTGAA
GCTGAAGAGTCCAGAATGGGCCTCATCATTCTCAACGCATGGTACGGCAAATTTGTCACG
GACAACAGCCGAAAACACGAGAGGGCAAAGGTCATTGATGTGACTGTGCCACTGCAGTGT
CTGGTGAAAGACTCCAAACTCATCCTCACTGAGGCCTCAAAGTCGGGACTCCCTGGCTTC
TATGACCCCTGCGTCGGGGAGGAGAAGAGCCTCAAGGTGCTGTATCAGTTCCGTGGAGTC
ATGCATCAAGTCTTGTCAGGAGACACAGAACCACTCAGGATACCAAAGCAATCTCACAGG
ATCGATGCAGACACATAGGAGTTCCTCTGCTGCCCAAGACAACTCATCTCTCCAATGCTG
GACAGAAGATGGGAACGCTCAATTTTAGAAACCAGATGGATTTTTGTCTTTGTTACTCAG
AACCCATAGATTTAACTGCTTGTCTTTATATTCATTTTAAACTTTCAAAGCAAAGTTATT
TCATCACAGTCTAAGTTTATTTAAAAATAGAACATTATCAAGGGACAGGGTCCGGAGTCT
GCAAATGTGACAGCAAAATGAATGGTTACCACGGCGATTGGAGTCTGCTAGCCCCTGTGG
TACCCATTTATTTGGTATGGCTTTGTTTGTTTCACACTGAGTTCTGTGTTGAGCAAAAAC
TTCAGTGCCTACTTGATTGAAAATATGACAAAACCTCTGATAACTTGCCATATTATTAAA
GANCTCTCTCATT
>CL2634Contig1
AGTGATTTATTATAATGAACCTGAAAATAGCCACCGTGCAGTGTCTGTGAGTTTTTCCCC
TCCGCACAAACATACACTCACACACACACAAATAATAAAAAAACAAGGTTAAGTTGTCAA
TAAAGGGAGAAAATAAAACAACAACCATAAAATAAAAATAATGCTACAGTCACAGAAACA
TTCAGCTTTGCCAAGAAAAAACGATCATATTTACATCTATATTTCAAAATGGGATGGGAG
CGAATTTTACAAGCATAGAAAAGAAAAGAAGCCGATATTTACATCCTGTTTCTGGTGAAA
GCTGAAGTAACCACCTATACATTAAATTACACTTTCTACAAAGAACCATTGATATTCAAA
AATAAGCCGCTAACGTCCTACTTGTAGGTGAGACCCATCTGCCTACCACAGAAGACTACA
AGCACGAAAACTCGCGCGCTCGACTCCCCTAAGCTGCCATACACGCCGTAACACACACAC
ACACACACACACACACACACACACACNCTCGCACACAGACACACGNGTGCANCCTC
>CL2634Contig2
CCNCAGANGAGTACAAGCNCGAAAACTCGCGCGCTCGANTCCCCTAAGNTGCCATACACG
CCGTAACACACACACACACACACACACACACACACACTNGCACACAGACACACAAGTGCA
GCCTCCTGCGGCGGAGACGCAGTCTCCTCCGAATCGTTCTTTCCTGAATCTGCAGCGGTG
AACAGATTATTTGTTGTTAGACAGAAGAATAAAAAAAATAATTGCTTTTTTTTTCTCTAT
ACAAAAAGCTTTTTCTCTTTGTTATAATGACCCAATAGATTAAAACGAATGGAGTACAGA
GCTGACGACAGACGTATCGGGGATAACGGAGAGGAGGACCTGGGGGGTCGAGGGGGGGGC
CTGGAATGTCCACCGATATTCAAAGTGCAGGAGCTGAAGACAGAACGGAGCTCTCCTCCC
CAACGCCGACAGGAAGTCATACAAAAACGAGTGGAGGCCAGACGGAGGGGGCCGGGAGCA
CCAGGTGGATAGTTCATCTTCATTTTCACACGTCTTCTCTGAAAGTTCAGTTCGTAAAAC
TTTCTCTACGCCCCCCACCCCCATATTTCTTATTTATTTATTTTTTCTTAGGTGCCCTTT



TATCCCACATTCAGCTGTTTTCCACTGGCCATGAGTTCATAGAAAACATATGTACACTTT
ATGGTACACACCCCAGGCAGAGCTCTTAGGTGGGGGCAGGGGGGTTGCAGGAGGGCGCTT
AGTGCCACCCCGTGCTTAAGTACCCCGAGCTGTGGAAGGGGGTCGAGGACGCCGAAGCTC
CACGAGGCCCAGAAGGCATCTGGGGGGAAGTGGCCTGGGCCTGTCCCTGTTGAGTCTGTT
GGGGGGGTGGAGGGGGAGGCGGGGGCAATCCTGTCTGCTGGATGGGAGGCGGGTATGTGG
TCGGGGGCACGGATGGGTTTGAGGCGCCGCCTC
>CL2635Contig1
GGGGAAGTCCGAACCCGCACCTCGTCGCGGTGCCACGCCGTCCCGCTCCCGGTGACCGGG
TGACGGTTCCCCTCCGCCGGAGCTGCCATGGATCCGCTCGGCGACACTCGGCCGGCAGAA
GCCGAACCCGCCCGGATGAGCCGCAGACAGACCCTGACCCTGGTGTCCATGGCGTCCGTG
AACTTCAGCTCCATGCTCTGTTACTCCATCCTGGGTCCGTTCTTCCCTAACGAGGCCGTG
AAGAAAGGAGCCAACCAGACTGTGGTGGGACTCATATTTGGCTGCTACGCCATCTGCAAC
CTGATTGGCTCTTTGGTCCTGGGGAGATACATCGTCCAGATCGGGACCAAGTTCATGCTC
GTCGCAGGACTCTTCGTGTCTGCGGGCTGCACCATCATGTTTGGACTTCTCAGGACTCCA
GGATCGGACTCACGGTGACGGGGGGCATCGTCACAGCGATGGGGTTCTGCTTGCTTGGTC
CCGCCCCTTTCCTTCACATTTCCAGTCAGCTGTGGTTGCTGGTGCTCATGCTGGGCCTAA
TCGGGTTTTCTCTGGGGATGACGG
>CL2635Contig2
TTTTTNTTTTGTTCAGGAAAGTTTTATTTTGTACTATTTACAGTAAAAACCCGTGAAACA
AGCGGCTCCGTGTGAACAGGATTCCTGTCCGCTCTCTGGAGGTTTTTGGGGGAATAATCC
CGCTCACCAGACCTAAGCTGTTAAGCAGGAAAAGCTCCGGACAAAGGCCCGTTCTGGCAG
GAATGGCGTTCAGATCTTCTCTCCGTGAGCAGAGCGGCTGGCCCCGCCCCTAGATGTTTC
CTCAGTCCAGCAAAGGAGTGCTTTCTGCTGTTTGCTGCACGCTCCCCCGCCGGCGCTCCC
AGAGGGAGTACATCCCCAGGAGGAGGGCCTGTGGACAGAGACAGAGCCAGAAGGCCCACG
CCCCCCTGGATGGTGGCGGCCCACTCAAAGGTCAGATGTTGGGTGATAAGGCCGCCCACA
ATGGGGCCGTAAAACATTCCCGTGGACCAAAATGCACCAAACAACCCAGAGACCATCCCC
AGGGTGCTGAGGCCCTCCTCCAAGCCTTTCTCTCGAGCACAGACGATGATCTCCGGGAAC
GTGGGGATGGCCGTCATCCCCAGAGAAAACCCGATTAGGCCCAGCATGAGCACCAGCAAC
CACAGCTGACTGGAAATGTGAAGGAAAGGGGCGGGACCAAGCAAGCAGAACCCCATCGCT
GTGACGATGCCCCCCGTCACCGTGAGTCCGATCCTGGAGTCAGGGTATTNGTCGGTGAAG
TAACCAATCAGAGGTGAGGCCAGACAGTACGGCAAGGACAGGCCCAGCATGATGAGCCCC
ACGTAGCCCGAGGACAGGTTGAACGTTTTCATGGCGTACAGCGACAGCGTGGCGTCAAAG
AAGCCCAGACCCGAGCTCAGCGTAAAGATCACAAAACAGATCAAGAGGACTTTGACGTGG
CTGAGGAGCCGCAGGAACGAGTCCTTGGATGGGTCGGCCTCGATGGACGGCAGGACATAA
AGGTTGAACGGAACCATGATCAGCAGCAGGCATCCAAGGAGCATGAAGGGAACCTCGTAT
CCGAAAGAGTGGTAGAACCAGCCCCCCACAGGGGGGCCCACGATAAGCCCCAGCCCTGTG
AAGACCTCCAAACTGCCCAGGACAGTCGCCACATTGTTGGGGAAGATTTTTGCTGTCATG
GCAAACGTGGAGGTCATGGCAGCAGCGAAGCCCACGGCGTCCACCGACCTCACGATGAAG
CACAGCCCTCGTGCCGA
>CL2636Contig1
TTCGGCACGAGGCAGNATGTCTCTGCTGGNANAGAATAGACTGGAGGGAAAGGCACGATG
GCAACAGCAACGGAAACCCGCGGCTGCCTCACTTGCCAGCGGTCAGCCAGCATATCTACA
GCCCGGCTCCTGCCCTCTCACACTCGGCCAGCTCGGACTTCCAGCCCCCGTACTTCCCGC
CCCCCTATCAGCCCATCTCCTACCCGCAGTCCACGGATCCCTACTCCCACCTCAGCGACC
CCTTCAACATCAACTCTTTGCAGTCGCCGGCATCGAACCAGCAGCAGCCGTGGCCCGGCA
GGCAGGGCCAGGAAGGGCTCGGCGCCCATGGGAGGAGCGGTCTGGCGAGTCAGATCCTGG
GCCTGGAGGGAGGTTCGTCCGGGGTGAGGAGGGAAGGCTTTCGACGGCCGGAGCTGCTGC
CCCCTCACAGCATGGAGTCGTCGGTTATTGGGGACAGTATAGGCATTACCGACATGGGCC
CAGGACTGGAAGACGTCCAAAGTGTAGATGACCCTGGTATTATCATGGCAGATCAGACAG
TCATCAAAAAAGGTCCCGTCACTCTACCCAAAGGCAACTCACTGGGCCTTCCCTTCCAAA
AAGAGTCACTCCTGGGCATGGTATCAAACCCTACAGAGGTGTTTTGCTCTGTACCAGGCC
GCCTCTCCCTGCTCAGCTCCACATCCAAGTACAAGGTTACGGTGGCTGAAGTCCAGCGGC
GTTTGTCACCTCCAGAGTGCCTCAATGCATCGCTACTGGGAGGTGTTTTACGCAGAGCTA
AGTCAAAAAATGGAGGTCGCTCTCTAAGAGAAAAGTTGGATAAAATCGGACTCAACTTGC
CTGCGGGAAGAAGGAAGGCAGCCAACGTCACTCTGCTAACTTCACTGGTGGAAGGTGAAG
CTGTTCATTTAGCTCGAGACTTTGGTTATGTTTGTGAGACTGAGTTCCCTGCAAAGGCTA
TCGCTGAATACCTGGGAAGACCACACGTGGAGCGTAACGAGGTTAACTCTCGTAAGAACA
TGCTACTTGCTGCCAAACAAATATGCAAGGAATTTACAGACCTGCTCACTCAGGATCGGT
CACCTTTAGGAAACTCGAGACCTGCGCCCATGTTGGAGCCTGGAATCCAGGGCTGCTTGA
CACATTTCAGCCTCATCACTCACGGCTTTGGCTCTCCAGCCATCTGTGCTGCAATGACCT
CACTTCAAAACTACCTGAATGAGGCAATCAAACAAGTGGACAAGATGTATTTGAGCTCAG
GTAGCGACACCCAAGGATCCTCAGACAGTGGAAGCAAGTCTACCGACAAAATGGACAAGC
ACAGGAAATGAGAGCCCAAAATCCCTGAGAATCCCCCTTGGACTTCAGAATCCCAAAGTT
TCCTTCCTCTCAGCCCCATGTCTGACATTTTTCTGGACTTTTAAAAAAAATAGATATCTA



GTATTGTTATTCTGAGAGTTGTGCATGAGTGTATATGTTTGCTTTTTTTCTGAAAAGTTC
AGCTTTTCTAACAACTTATGACA
>CL2637Contig1
TTTTAGCAGTTTTTAAAACACCTTTTACTTTGAAAGGACTTTTATAACAAAAGGAATACA
CTTTAACTGTACACAAGGATAACAAGGACTCAAAGAAGATGTATTTTACAGACAGCTTTT
CAAAATAAAAGCCTCATCTCTTCATGAAGTTGTCCAGAGCGGCGGGTGTCCTCTGGATGG
AGTGAATGTTCCGCTTCACTCGGTCCTCCAGAGACGAGCTGGCGGCGGCTCTCCAGCTTC
ATGTTATGGATGAAGCCGGCGTGGCGCTCGTGCTTCTGCTCGCGTTGCTTCTCCTGCTCC
TCCTGCTTCTTGTACCTCCTCACGTTGTTCTCGCGGTCCTCCTCACGTTGCTTGGCCTCC
TCCATCATGGCAAGCCTCTTCTTCTCCAGCTCCTCCGCAGACAGTTTCTTTGACACGGGG
ACGCCGTGGCGGCGGAAGCGCTCTCTCTGCGGGCTCGCCACCTTCCTGTCACTCCTGTGC
GACGACGGCCCGAGCGAGAGGCCGTCCCTCCTCTGAGGAGATCTGGATCGGCTTCGATTG
CGGCGCTCCGAGTGAACTGACGTCTGTTGAGGTCTGCCGCCAGGGAGCTGCAGGCCGTAT
CCGGGCAGATGGGGAGCTCGGCTTCCGGGTTTGGACTCCTTTGACTTGATTCTGTTGCCC
TCATCTTCCGAGCTGGAGCTTGAACTCCTCCTCCTGTGCTTCTTTTCTTTCCTTCTCTCC
CGGTCTCCTTTCTTCTCTTTCTTCTCCTTCTTCCTCTTCTTCTTCTTCTTCTCCTCCTCA
AGGTTTAGTCGCAGCATTTCTTTGATTTTCTTCATCTTCACAGGATTGGTCAGAACTTCC
CTCTTCTTGTCCTGCTCACGTTTTCGGATCTCAAACAGAGGATCCTCCCTGATCTTGGCA
GCCAGGTCCAGGTTGGAGGCGGGGGTGTTGGAGCTGAAGATGGATCCGGGCAGGAGCCCC
GTCTCCGCTGATGGTCCGCTCTCGGGCTCTGCGTACTGATCTGTGATCTGCTTATCGATG
GGGCGCCCCATCAGGTACTCGTCTCTGGAGATTTGTCCGGCTGGACCCTGGTACATCCAG
TCCAGTCTGTCGTCCTTTTTCTTAATAGCGCCCGCTTCCTCTGCGAATCTGGTTATCTCC
TCTCGAGCTCGCTCCTCTTTCAGCTCCTTCTGCAGCTCCTCAATTTTCTTTCGTTCTGCT
TCATATTTCTGCTCGGCTTTCCAGACCCGCTCGATGTTTTTCATAGTCTGGGGGTGCCAG
CTCTTCTTCAGGTTCAGATCTCCTCCCCCCATCTTGAAAACTCAGTGTTTTCTCTATAAA
AAGCGAAATCTAAAGGTTTACTTTGACGTTAAAAAATGTAGAAAACGACAAGCCGTCGAA
GAAAATGGACACGGTGTGATATGTCCCCGGCCATAAGGCCCGGGTTAAACGG
>CL2638Contig1
TTCGGCACGAGGGTCGAAGCTGAGTGTGTTTCTGAGGTCCGCTGCGGTTCTTCTCAGACC
TGCTGCCTCTACCTCACAGGCTCGTGCACGTCTCCACACTGGCCCCCAACAGGAGCACAA
AACATTCTACGAGTTTCGCACCTACAGCATCCACCCCCATCAGAATGCTGCCTTCCTCAA
GCTGACCAATGAGAAGATCCACCTGCGCACCGCACACTCTGAGCTGATTGGTTACTGGAC
CGTGGAGTACGGTGGTCTGAACCAAGTGTTCCATATCTGGAAGTATGACAGTTACTCTCA
GCGGGCAGCTGTACGGGCCGCTCTGGCCCAGGACCCCACCTGGATTTCAGACTACATCTC
TAAGGCTCTACCGATGCTGACCTCCCAGGACAATGAAGTCACCTACCTGGTACCATGGAG
CCGCCTGCACAAGCCGCCAAAGGAGGGCGGGGTGTACGAGCTGGCGAGCTATCAGATGCG
TCCTGGTGGTCCGGCGGTTTGGGGCAGCGCCTTCCAGGCAGCGATCTGCGCCCGTGATGC
CCCGGGTTACGGCAAGCTGCTAGGAGCATTCCACAGCGAGTTTGGCGCCCTGAACCAGGT
TCACGCCCTTTGGTGGTACGAGAGCGCAGACCATCGAGCTGAAGTTCGACACAAAGCACA
CAACGATGCAAGAGTGGTCGCTGCCGTGAGGAACAGCGTCACCCACCTGGACACTCAGAG
GAACCGCCTCATGCACCCCTGTCTCTTCTCGCCCATGAACTAACTTCCTGTGGTCTCTAC
GGTAACAAGTCTGCAACCAGCGGAATTTCCTGCACTAACCAATCACGGCTCAGCACCCAA
GGCCCTGTCAGTAAGAATGAGAGCTGCATGATCTAAACCTGCTGGGGAGGCGGGGCTTCC
CTTACAAAGTGCCGCTAAAAGACTGAATGTTTTGAAATATGAACAATAAAGTTG
>CL2639Contig1
GATTTGATTTTATTGAGTGACAGATGGACAGTATTGGACAAACCCAGTCTAGGGTAAAAA
GGCAAGATGAGAGAGATTTTGGTTTCCTGGAGCAACAAAGATGCATTCAGAGAACATAAA
GGCAGTTTAAATTAGGACATGTAATTATTTTGACCTCTAAATAAATAGCTTTCTTCTTAC
AGCATTAAATATCCCTTTTAAAAATCCGACTTTCAGACCAATTCCAGGGAGAATATTTTG
TAACCATTTCTATGCTTGCCCTTTGTGACGTAAATGGAAAAACACACATTTGCATGAATA
TTGTACGATGCATTTGCTCAAAAAAGAGAGTACTTTGAATTTGTACTTTTTTGCTTTAAA
GATATTCATAAATATAGTTATTCTCCAGGAATACTCTGATACTTAGACAAAGCTGAGACA
TAACTGTTCCTCTGGCTTCTTATGCAAGCACCGGGTTTCTGCTTAGAACCTCTTTAAAGT
CAGAAGCAGCAGAAGATTTTTAAGCAACAACTTACTAAACTAACAGAGCATCCTTTAGGA
TGAAAATAGATATTTTTTGGTAGATCAGATTGCATGTGTACATTCATAGAACATGTGAAA
CAGTTGTTTCCAGCTGAGTGTCAGTTCTGTCTGCATGTCAGGTCACGTTTGAGCAAAACT
GAACAGAGTGCTTTAAAGTGGTTTCCTCTATTTAAGGTTTGTACTGCAACAGCAATATTC
TCCAGAACTCTAAAACATAAAAATGAAATAAATAAGAACAATGTTTCTATGATATCATGT
GTTTTTTGTCTGGGCAAGATAAAATATTTAAAAGGAAATACAAAGAAATCGAAATGCCTT
TTACATAAACTGGACAGCCTCTCTGTATTCTCCAAACCGGAATGTACAGACACTCAAGTT
TCTACACAAAGAACAATCACACTTTGATCAAAAACAGAGGTTCACGTCTTGAACTGTGGG
GTTTTAGCAAAGAAAAACAGGCTGCAGTAACCAGAGGAATCCTCTAGATGGAGGTAAAGG
AGCTTTGGAAGGTTGTGTGAAATCCCATTGAGGCTGAGCTGCTACAAGTCTTACTTTAAA
AATATTCTAACTATTGCAGAGTTCCCCATTCTCTGCTACTACGCGTATCAACAAGCACCC



TCGATTTCTTTCAGTCACGTCGAAAGTAGCTACCAGAGCTAGAGTCTCATTGGTCTTGTT
AGATTTGGGAGAAAATGAGACGATTAAGAAAACAATGAGGCTCCAAAAAAGAATGAAGGT
AACCGTAAGAATCTATTTACTGTTCTGCTCCTGCCTTTGCCGGCAGCCTACAGCTGTGAT
TAGCGCCGCTCCCTTCCCGCTCCCGTCCTCCGACAGCAGGAAGTTGACGCTACACTTTGG
AGCCAGCTCATTAACAGTCCTCGTGCCGAA
>CL2640Contig1
GAATAATCCATTTTACTTGTGATTTGCAGTTTTCAAAACCCATTCTAGACCGGACAAAAA
GGAAAGTTAGTTATAAATCTCTTGAGTTGACAGCATTTTTTGTACAAAATAATTGTTTTG
AGTTGAGTTGGACACAAGAAGTGATGCATTTATGAAACTCAAGCAAGAGCCCCTTTGGCC
CTCCAGTCCTGGGTCAAAAGTCCCAACAATTCCTCTTCATCATCCTCATCGTCTACGTCT
TCCTGTATTTCTTTTGGTTTGTCTTTTTTGGGCAGAGCTTTGCTTTTCACAGCATCTCTC
TTGTCCCGCAGCAGTTCCACCCTTTTGTAACACTCGATTTGCTCGTCGATCTCGTCTATC
TGGCGCTCCAGACGCCCCTCTTCATCGTCCTCCGCAACGATGGCCTCGGATTTTGTGTTC
ACTTGGCGAATTTCTTTCTGGAATTCTTCCCACTCTTTGTCCATATGATCCTTGGGAGCA
TCCACATTGCGCACTTTGGCATCCCTTACTGGGTCGTCGAAGAAGCCCTCGGGCAGCACC
TCCGATGTGTTTTCTTTCTTCTCGGGGGGCTTTTCCTTCGTTTCGGCTTTCAGGACGGAT
CCGGAGTGAGAGATGGCGGGTGTGGATGGGATGGAACTGTCAAAGAAGTCGGCTGGAAGG
CCTCCGTCCGCTCCCTGAGCAGGTGCCTCAGACTCAGCGTTGGCATCCTCGTCGTCATAA
ACACCGGCTAGCAGACTCAGACCCGCAGACTGTTGGGTGGTGAGAGGTTTCTCAGAAGCA
TCGGATGTAGACTGACTTGCAACCGACGCGGGCTTCGCCTTTTTTGCGGTAACTGCTTCG
GTGTCAGGGGCTTTTCTCTTCGGTGTTTGACTCGGCGCTGGTGTCGTTTTTGCTCCTTTT
AGCTCTGCAACGTTATCCTTGTGTTGTTTACCGAGGACATGAGCCGGCCACAGTAGATCG
GACTTCACCTGCACACTACAGAGCGTGCAGCTCAGATGTCCCAGACTGTTGTATTTGGCG
AACGGAGACTCCACGCGCTTCTTGTCAGCGGTTTGTCTTTGTTTCTCCCTCATCAACCGC
CGGAGTTCTTCTTGATTTACCACCTTTTTCCCCTTTTTTGAAGTCGCCATCATAAGAGTT
TGTTGTTAGCCAGCGAGCTACTAGCTAATCAGCAACAGCCCCCCCGGCCATA
>CL2641Contig1
AATGGAGATCTTTAATTGAAAAACAAACATATGAACAAAGAGTTCAATACAGCGGAATTC
AATTACATAAATGACTTCTCCGAAATTTATTATAAGCTTTTATTTACTGTCACAACAGAA
AGCGGTAAATGTGTCACATGTCTGGGGTCTAAAATCTCCGCAGAACCAAACTTTAGAGCA
GATTTAAGAGGACAGTTGAGAAGTTTAAAGGATAAAAAAAAAACAAATAAAAGGAATTCA
GTTGTTTCCTCTTCGACTCTTCTTGTGGCTCTTTTTTGAACTCCTCTCAGGANACTTGCT
GTGGGGACGGTGTTTGTGGCTCCGGTGATGACCGGGAGATTTGGAGCGGTGGCGTCTGTC
TCTGGACCGGCTGCGATGTCAACGTGGACTTTTGCTGCNATGGCGGTCTCTCCCAAGGTG
ACGGGCTTCNCCTCTTTGGANATCTGCTCCGCCGTCNGGGTGAGCGGCTGCGTCTGTAAC
GTGGCNACGGTNAGCGGCGAGGTCTGTCGTTGTCACGGTAACTCCGCCTGTGAGGTTCGG
GGGAGTGCAGTCGCTCTGGCTTTTCGTCCTCCTCATCTTCTTCCTCACTGCTTTCCACTT
CATCCAGGTCTTCCTCCAAAGCGCTGACCCGAGGGTCCAGCATCTCTGCCTCCTCCAGGA
CCTGCCTCCTCTGAAGTCGAGGAAGGATGATGTCACACACTCTCTCTGCGTGAAGAAGTT
CATCTATGAACTCGTCGACGTGCATCAGCTCAAACTCTCCATTTCTGTTCTGGGTCTTAA
TCTTTCTGTAGTCATTGTACAGCGGTTCCAGGTATTTGTAGCAGTCCACGGCGGTGCCGG
TCAACCGCATGTACATGGCTCCAAGAAGACGGACATATTTAAAATCTTCATTTTTGATGA
ACTCCACGATGATGTCCTTTTCAGGCTGAATCTGAAGCATTTTCAGCGTGAGGCAGAGGA
AGGGGGTCGGCTTTATGTTTCCGCCATAAACTCCTCCGACAAACTTCAACTCCATGGCTT
TGTCGACCACCAGCTCGGCGGTGAGACCAAAGCACTCTTCCTTCCAGTATTTGGATTCGT
AAATTCGCGTCCGGATGATTTTCTCCACCAGATATTGCGGGTTGGTTCCGTGTATACTGT
TGGCATCTTTGACGGTTCTGTTCGCCATTGCAACAAAACCAGGCTAACTTTCTAGCATGA
ACAAATAAAAAAAAGCTTGGAGGAAACCCTCGTGC
>CL2642Contig1
TCTTTATTCATTAGAAAATATACACAAAAATCATGGTAATAAAGTGGACTTCTGGTGGAG
AAATATACAGAGCCTCAGTGATTTCCATCATCCTAACAGGAACCTCTGTGTCATTGCCTG
CCAGAGTGAAAACCTGAACGCACTCGGCTGACTCCAAAGGTCCGTCACTGCCTTTGATGT
TCCACGGTCCGGCTGCATCCGACATGAGAGCCTCATATTCTGATGAAGTGTATCTACACA
TTTACACCTCATTAAAAAAACAACATTAAATGACACCTTTCCCTAAAGGCCTTTTCTGAA
GGTGTTTCTCTGTTTTCCCCACTTTCATTCGTCGTTTTCCTTCTTTTACACTGAAGCTGA
AGGTTGAACTAACACTTGGGATAAGAACACAGACAAGACAAAAAGAGGATCTTCACATTC
AGCCGGTCACTCTGCTCCTCTGCTTCAGCTGCAGCTTTTTGATGTACTTTATTATAATGA
ATAACACTGGAGGCAGAAGATGTAGATTATTTCAATTCAACCACAGAATCGTTGATATGA
AGTCCCTTTTCTTTCCTTTGTATTTTCTACTTTCTTTTTTATTTTGTTTTTTGCAAGAGG
AGCCACTGACAGATGTTCCATCTTTGGTTTTGAAGGCACATAACGCTGCCTCTTCCTCCT
TCTCATCCTCCTCCTCCTCTTCTTCTTCCGTCATCCAAAACCACTGTGGTGAACCTCAGC
TGCTGTCAGTGAGAAGAACCTCACTTTGCCAGATGTTCAAACGGCACACTGACCTGTGAC
GCGGCGATGCGTGATTGGTCAAGGCGCGCGTTGAGGTCAGAGGAGGAGATGTTGGCGGGG
GCGCCGCGGTGGAGCCTCATGGCCACTTTCCTCTCACGCTCGGCTCGCTCGGCTCGGCCT



GCCTGTGGCGAGCGGTTTCCTGACTGCTGGACCCCCCGCGTGCTGGATGGAGCTGCGTCC
GCCTCGTTCCGGACTCTATTGGCCGCATTGGGGGTGGGACCGGTGGGCGGGGCTCGACCT
CCTCTCTGACCTCCTCCTGCCCGCTCCTCTCCGTCTTTCCCCTCCTTCCTCTCCTTATCG
CCCTCCTCTGGGGTCCTGCCGGCGCCAAACTTCAGCATGTTCCAGTCGAAGACGTAGTCG
TAGGAGAAGCCCTGCCGGTGGAAGAGGTTCCTGAAGAGCTGCCTCAGGTAGGAGTAGTCG
GGTTTGTCGTCGAAGCGCAGCGAGCGGCAATAGTTCAGGTAGGTGGAGAACTCGGAGGGG
TAGCCTCTGCAGAGCACCCCGATGGGGGTGGACATCTTCTTCTCGCTGATGCGCTCATAC
TTCTGCCCCTTGGTGGCGGCCTTCAGCCCCTGCCAGGGCAGGGAGCCCAGGTTGAAGTAC
ATCAGAACGTAACCCAGAGACTCCAGGTCGTCCCGTCGGGACTGCTCAATGCCCAGGTGG
GTGTTGATGGAGGCGTAGCGTGCCGTGCCGGTGAGGTTCTTGTTCTCGCGGTAAGGGATG
TGCTGGTGCGTTCGAGCGTCTCGGTATTTCTTGGCCAAGCCGAAGTCGATGATGTAGACC
AGGTTGCCCTTCTTTCCCAGCCCCATCAGGAAGTTGTCGGGCTTCACGTCTCTGTGGATG
AAGTTCTTGGAGTGGATGTACTCGATCCTGCTGATCATCTGGTCGGCCAGCAGCAGGACT
GTTTTCAGGCTGAACTTGCGGGAGCAGAAGTTGAACAGATCCTCCAGACTGGGACCGAGC
AGCTCCATCACCATGACGTTGTAGTCGCCCTCCGCCCCGCACCACTTGATGAACGGGATG
CCCACTCCACCCTGCATCATCTTGTAGAACTTGCTCTCTATGTGGAGCTGTGGGTGTTTG
GTCTTCACACATTCCAGTTTGATGGCCACCTCTTCTCCTGTGGCGATGTTTGACCCGAGG
TAGATGTCCCCGAAG
>CL2643Contig1
TCGGCACGAGGCAAATGCAGCTACCGAGACGTGGTAAAGATGGTGGCCGACACCAGCGAG
GTCAAACTTCGGATCAGGGAGAGGTACGTGGTGCAGATCACACCCGCGTTTAAGTGCACT
GGGATTTGGCCTCGCAGCGCGGCGCAGTGGCCCATGCCCCACATCCCCTGGCCCGGGCCG
AACCGGGTGGCAGAGGTCAAAGCGGAGGGCTTCAACCTCCTCTCCAAAGAGTGCTACTCC
TTAACGGGGAAGCAGAGCTCCGCGGAGAGCGACGCCTGGGTGCTGCAGTTCAGCGAGGCC
GAGAACCGGCTGCTGATGGGCGGCTGCAGGAAGAAGTGCCTGTCGGTGCTGAAGACGCTG
CGGGACCGCCACCTGGAGCTGCCGGGCCAGCCGCTCAACAACTACCACATGAAGACCCTG
CTGCTGTACGAGTGCGAGAAGCACCCCAGGGAGACGGACTGGGACGAGTCGTGCCTCGGC
GACCGGCTGAACGGCATCCTGCTGCAGCTCATATCCTGTCTGCAGTGCCGCAGATGCCCG
CACTACTTCCTCCCGAACTTGGACTTGTTTCAGGGGAAGCCGCACTCAGCCCTGGAGGCT
GCCGCCAAGCAGACTTGGAGACTGGCGAGGGAAATCCTCACCAACGCCAAAAGTTTGGAC
AAATTATAAATGCTCACCGAGGAAAAAAGGGACTGTTCTCCGAATGAGTAAAAAAAAAAT
GTGAAACTAAAAAGAACTTCATTATTGATAAAAAAAAGAAGAAGAAAATCCTAAAAGCAG
GACAATTGGGCCACGACATGCGTAAAAGGTAAATTTCTCTGACAAATGGAATACATTTTA
GTTCTTTAAATGTTTTCACAAAGTGAAGAAACTTTTATTTAAATATATGCACAAAACCGT
TAAATGAAAAAAGAAAAAAACATGTAGAGTGCCAAGTTCATTTTTTTTCCATGATGTGAC
TTAAAAACAAATGTTAATAAAAATGTTGAAAATTTAAAAAAAAAAAAAAAAAAAAAAAAA
AAAA
>CL2644Contig1
GGGAGCCCTTTTTTATTACAAGNATTTAACAGAGGTTGAACAGGAGTTCTGGATGATAAA
CCTGGTGTGCCGGACCAGGATGGGGTGGGTGTTGTGAAGCCGGCTCAGATGTTCTTCCCT
CAGCATTGAATCCTGACAGAAACAGCTTTGCATTCAGAGCTGTCACAAACCCACAGAAAA
AACAAACATCTTTTTTTTTATCCTAAATCCTCAGCTTACAAATCTGAGTCAGGAGACAAT
CATCAGGTCAATCCCATCCTGCTGCCTGACAGAGGCTTCCAGCGGATGATTGGCATGTCA
GCAAGAGGCTGATCTTCTTATTTGGTCGTTTTGTTGTTTTCGTCTGATTCTTGGCGGCAG
AGGTCCTATCACTGTAGTGTTGCATTAAACCATCATTCTGTGCGCCGTTGCCATGGCAAC
CCAGAAACGCTTAGCCCAGCTGCTCGTTCTCGGGGCTCTTGGTGGGGCTCTGTGTAGCCG
TCAGTCATTCAGTCGATGCGAGTGTTTCTGCAGACGCTGCCTCCTGCTTCAGTCTGGATT
CCTACTGTCGTCATGGCGACCTGGTGTTTAACACCTGGACGGTCTTGCGGCCATAATGCC
AGTAGCTGTAGCCCGACGCGGCGGTAGTCAACGCCGTAACATACCATAAACACTGAAGCA
GGACGCTGTCTGTGAAGTGGAAGACGGGAGCTGCCAGCGACGCTGCCACCAGGCAGAGCT
GGATGGCTGTGTTCACCTTGCTGAAGAGGGTGGGCTTGAGCTGGGCTGTGGTGTAGCAGG
GGTTAAAAAACTTACTGAGGGTCACCGGTGGGGGAACGGTCTTGTATCTGACCCAGAAGA
CGGCGGCTATCAAACCAACGTCTCTGAAAATCACCAGAGCTGTCAATGGGGCTGGAATAA
GCTCGGCGTAGGTGAGGCTGACGTATAAAATACTGATGAGAATCTTGTCGGCCAGCGGAT
CTAGAGCGCTGCCCAGTGCCGACTTCTGAGTGGGCCACCGCCTGGCAATGTAGCCGTCCA
ACAGGTCTGCCTCGTGCCGAA
>CL2645Contig1
AGAGCATAGATTTTAATAAAACAGTTGAATCAACAGACTGAACTGAAATCGCAGCTGTTC
CTTTGTAAAACCACCAGTTCTCCAGTTGATAATTATCCTTTTAGTTATGTTTATGGAACA
CAGCCAGCATTCAATCATAGATCATTTTAGAGTTGAGTTTCTGTCGACCGGGGTAAGCAG
GTCCACCTTCATGCTTCTTCTTCCCTTTCCAGTTTAAAGAAGAAACAAAAAGGGCATTGC
AGAGTTTTTTACTGCTACAATCCACGGGGCAAATACCAGTGTATGGCAAAGGAGGGGAAG
AAAAAAAGCTGTTGGTGGGTAATAAAAACAAAATAAAAATCCAAATTAGATTTTCAAAAA
GGTCATTCTGGACACTGAAAAAGCCCGAGGAGGGAAAAACTCAAAAAGAATATCCTTTTA



CAGAGTCCTAATCTAATTTCCATCCCCAGAGGGTACAGAAAATCACGGAGAGAACCAGAA
AGAACCATCACAAGCGTAACTGGACACCANAATATAAATCTATNANAGGCCATTTATTAC
TCCATTATGTACACTTTTCACAAGACCTCCATGGAAAAGCTCCAGAGTGAAGCACTGCTT
CAAGGTTTGTCCTGGAACTTTATCTCCACATCCAGAATTAAAATGGAAAAAATCCACACA
CAAAAAAAAAAGAAAAGAAAAATCCAGACATTATTTTCTTCTTAGTGCCTTGGAAACTGC
ACTTGCTGTACAAGTGTTATGTAGGTACGAAAAAGGCAGAGCCGAACGACCCAGAATCCT
GTCAGTGCAGCTCAGCCATCTATTCCTGTCTGGCTCTGCCAAACATCTTGCCCATCTTCT
CCAGGGCTGCAGGCAACATCCATGCTGTCTGTGTGCAGGAAGAAAGATGTAGGAAGAGTC
TTCTGTTCCTGAGCAGGAGCATGCTTAAATATAGCCTGCTCTAATAGATCACTTCATAAA
CGGTGGCTTTCTTGTCACCAGAGCCCGTCACTATGTACTTGTCGTCTGTTGAGATGTCGC
AGCTCAGGACAGATGAGGATTCCTTGGACTGGAATATGCTGGCGCCATAAGGAGTCCTCC
AAGCATTCAACAGATTGTCCTTCCCAGTGCTTACAAACCATTTGCCACAGTAGGCAAACT
TAAGGGAGAGGACGCAGCTCTCATGCAAGTGTAGCTGATACTTGTCAGGCTTTGAGTGGT
GAAGCACTTCTACGTTGCTGCTCTCCATGCCCACAGCGAGCCACTCTCCAGTTGGACAGT
AGCCCAAGGAGAAGATCTGTGAGGTGAAGTCATGCTGCTGCAGCTGTCGACCCTCCCTTA
GATCCCAAGAGCGAACCGTATTATCAAGACCGCCTGTCCACAGCTTGGTGCCATCGTGGG
ATATGTCAATACAGCTAGCCCCGTCTGTATGACCCTGGAACTGCCTAACAAGAGTCTGGT
TGTGCAGGTCCCAAACGGCAATGTTTCCATCACTGCAGCAGGAGAAGCAGACTTTGGCAT
CAGGGCTGATGGCCAAGGCGTAACACGCTGGGGCTGAAGAGGTAAGCTCAGCCTTGATGC
GGGGGGTCTGAGAGGCCAGATCCCAGATGGTCAAAGTGCTGGCCTCTCCTCCAACAATCA
ATGTGCGACCATCGGGCAGCAGCTTACAGGAGCGGATGTAGTTATCNCCC
>CL2646Contig1
TGCTTGATTCACACAAACATGAACTTATGTAGGAATTTTGGCCAATTTAGTACTGTGATT
TATTTGTCTGAAGAAAAAAAGAAAAGAAAAATCAGAGAAATAATCATTGTATTCCAATGG
TGCAAGTTTTCCTTCATCTCTTATGTTTACAATCAAAACTAAAATATTTGAGATATTTAT
TTGATATTTAAGAGGTGTTTTATAGAACAATTTATCAAATGAAATGTAACTGTGAATCAA
AACCAAAGAAAGTACGTGTAAGGCAAACGTGACTTGAGCTTGTTTACTGCTTGTTTTTCT
TTTTATACATCAACTGGGGTCAGATCCGGATCTGTCCTTACATCAGGAACATCTTTAAAA
AATTAAATAACAACAAGTCTTTTTTTTCAACAGATGGTTTCCTTTTTATCTGTAAAATAT
TTAACATTTTATTTTGAATGACAAAAACTTGGTGATGAAGAAAATCTATTGTAAAAATTA
AAAAAAGGAGTGAAAGAAGATTTTCCAAAGCACAAAAAAAAAAGCCAGTAAATTGAACTG
AAATGAAGGGTCAGACGTGGAAATGTCAGAGTGTGGGTCCTACAGCTTTTTAAGCTGTTG
GTTTGTGTTACTGATCTTCCCATCCATCATGTCCACTGTGCTGAGAAGTGAACCAATAGA
GTCGTCCTGGCTGTCAATTTCCGACTGGAGTCCAAGTCCGAGGTTCTTCAGTCTTTGCAA
GCCTCCACACATTTCATCCAAGTTTTTGTCAAGGGTCTGATGAGCCTCTCTGAGGTGTTG
GTTCTTAGGGTATCCATTCTGTCTAGGTAAACCCCCATCTACTGAGGAAGAAGCTCCAAA
ACCTGATGTTTCCAGTTTCCTCAGGTTGGGGTGGCTGGCTTGATACTTGTCTTCATATTC
TCTGCTGTTGGACAGAGCGCTCTGTAACCTTTCATTGGCCTGGTAGGTCGTTGGCTCCTC
AGCTGGCGGCTTTGTCTCTGGTTTGCTCTTAAAATAATTGACAAGTCCTCCCCATACACT
CTTGATGCTGTTGATATGTTTTTGGCTGGTCTTGAGGTCCTGATCCATGTTGTCCAACAT
CTTGTCGGTCCTCTTTAGAACCTCACCCTGACGTACCAGCTCTTCTGCAGTTTCCACACC
CATCTTCTCTGATTCATAGATCAGGCCAAGAGAGCGGTGACTGCTGTCCACAGCAGATTG
AGCTGTACGCATCACTTCCTGCTGCAGGTACCTCTGCCGCCTCTGTGCTTCAGTCAACCC
ATCATCGGGGTCATCATCAAAACCCCTGCTTTTAGGCTTAAAATCTTCCTCATCGTCATC
ATCTGCAAATGGATTGTGGGATTTAGGGTAGGCCATCTTCGATGATTTTGTGTTAATATC
AGCTGACAGACCCCGGCCATA
>CL2647Contig1
ANTGGTATTTTTGAANGGGGAGGTCATAAAATACAGAAGTCATGACAAAGTGGTGTTACA
TCAACTCAGAAAACCAAAAAAAGTGTCAAAAAAAAAGTTGATATTACAAAACTGTTGTCC
ACAGAGCTGTTAAAAGTGGACAGCAGAAAGCGGAACACAGGAGAAGAAAGGTACAGAAAT
CTGTCTCCTCCAAGTAATCCGTTAAACCTGACTGGCCAGAAACAAAAACAAAAAACCAAA
AAAAAAACAAGTTATTCCTGCAATATGAAACAAAAGAGATATATAAGGGCTTGTAGGGAA
GTGACTGGGAGATACAGGTTTCAAACAGTTCACGACTTGGCTTACTGAAGATTTTCAGTC
GTCATCGTCCTCTTCCCCTTCTTCATCCAGTTCCCTTTTTCTCTTTTGGCCTCGCTCTTC
GTCGTTTTGCTCACCTTCCTCTTCATCATCATCATCCCCCTCTTTGTCATTTAAGTCGTC
CTCTTCTTCCTCCTCTCCACTGAGGTCCTCCTCCTCTTCCTCTTCGTTCTCCTCTTCCTC
TTCATCTCCCTCTTCATCTTCCTCGTCTCCAGGTGGTGCATCTTCGTCATACTCCTCCTC
ATCCTCTTCATCGTCCTCATCGTCATCCAGTCCCTCGGCGTAAACTTCGCCGTCAGAGTC
GGGCGCCTCTTTGTCGTCTTTGTCGTAGCCGTCCAGGTAAGTGAGCTGCGGTAATAGCTT
GAAGACGTTGTCTCTGTATTCATTCAGGTTTGTTACTTCACAATTAAACAAGTCTAGGCT
CTTCAGGGCCCCCAGCTCCTTCAGTGGTCCTATTGTGCTGAGATCTTTTATCTTGTTGCC
ACTGAGGTTGAGATGTGTGAGGTTGGGACATTTCTCTGCCAGAACCTCCAAACCTCCTGA
GATCCTATTATCGCTGAGTTCGAGCTTTTTGAGTTTCTTTAGCTTGGGCAAGTGAGCTAC
TGTTGTCAGACCGACATTGATTGTGCTTAAAAATTCCAGCTCCTCAAACTCGTCTGTTAG



GCCCTCGATCTTGCCTTCATTTGAGCGACAGTTGTCTAGCACGAGTTCTTTGACGTCTGA
CGGAGTGCGGTTCCGCAACTCTAGATGAATTCTCTTCTTCATCTCCATCCTCGATCGGCG
CGTCCGTGCTACAATTACACACTTTTAATAATTACCGCAAATGCAAAAATACCACCTCCG
AACAGACTGCTGTTGTTCATTCAAACTTGATCCGCTCCCCCGGCCATAATGNCCGGGTTT
NACGGCC
>CL2648Contig1
GAGTTTAAGGTCCAATTTATTTCATGTTTAATAATCACATCACTAATTAACAAGTAATCA
CAATAAACACTTTAGCCCAATCCAAAAAAGAGGAAAGAAACTTAAAATAAAAAAGTAAAC
CCACACAAAACTTCAAGGAGGGTTTGCAAATGATAGACAGTCTACCTAACACAACCCATT
GTTGTAAGCATGCTCTGCAGGTTTAGAAGGTGCTCAAGAGCTAGTGTTACACGTGTGCCA
ACAACAAATGAAGCATCACATGACCAGCATTCATCACAAACTGGACACTTGCAGTTAGTC
TTGTAGCAGTCGAGCTAAAATGTGTTAGAGTCCCTCCCTTAGGTTTTTAATCTCAAGCAG
CCTTGTGTGAGTCAAAAGGAACTTGCACAAGCCACTGCATCCTTAACCAGGCCAACCCGA
TTCCCACCTCAGAGTTTTATTTCGGCCTTAAGACTGGATCTGTGGGCTTATTGGGACACA
AATGGTCTAGATTGCCAGGTTTGAATGCCGCTGTTCCAATGTAGCAGTTTCTAGGGGTTG
GAGGAGTCTTTACTTTAGAGGCAGGTGCAGCCCTTTTAACTACGAGAGCACGCCCAGCAC
AAGGCTGCAGGAACACAACCATAAATACATGTAAAAAAACCAAAAAAAAAAGTGTTGCAT
CGACAAGAAGAAAGTGGCGCCTTTCAAAGGAAAAAGGCATTTCTCATACTAAGAATAATT
AACAGCCATAACAGTCATGATAAAAACCCCTCCTCCCCTTTAAAACCATAGAAACAAAAG
CAACCTAGACCCCCCTTCCCAACCCTTTTGCTGCAGCATTTCATTTTCTTTTGGAATTTC
ATGGCGATAAGGAGGAGCTCAGCATCAACCAGGAGACGCGTGAAGTTCAACC
>CL2649Contig1
GCTTCGCGTTCGGTTGTTTGGCTGGAAGGCGGAGCCCGGAGCGATAAAGTCTTCCGAGAA
ACAACGGCGAAGTCAGAAATAAAACTCACTGCCGCCGGGATCAGAACCGTCAACCCCCAG
CCCGGACCAGGTTAGCTGCCTACTGGATAGGAAGGCGGACGGATACGGTCACCGTTTACC
TGAGTGATAAAGTCGGAGCAACTCCCCTCGTGATGGGTGCAGTGGGGGTCATGAAGAAAG
GCGCATCACTAGTTTGCCTTTGTGCACTGATGAGCCTGTTTGTATATAGAAAAGTGCTGT
GCCAAGCTCCATCATATGGAGAACGAGGTTCTGATCTTGGCATCCAGGTGTTTCAGGAAG
TAGTCCGCTCCAGACCCTTGGAGAACGTGGTGCTTTCGCCCCATGGAGTGGCTTCCGTCT
TAGGCATGCTGCTTCCTGGAGCCCACGGGGAAACACGGAGGCAGATCATCAAAGGGCTGC
GGTACAAGAAAAATGGACCGTACAAGATGTTGAGGAGGTTGCACAAAACTCTTACTTCCA
AGTCCAAGTCCAACCAAGACACGGTTCTGATTGCCAACGGTATCTTCAGCCAGAAGGGGT
TCCCCATGGAGAAGACTTTTGTGAGCACAAACAAAGCCAACTTTCAGTGTGAAAGCAGGA
TTCTTGACTTCAGCAACCCCCACGCTGCTGCTGACGAGATCAACAAATGGGTCAAAAACA
TGACCAAAGGTCACATCCCCAGCTTGCTCAAAGCAGACCTGTTGGATCCAGCAATGACCC
GTCTGGTTGCCATCAACTCAATCTACTTCAAAGGCCTGTGGAAGTCCTGCTTCAAGCC
>CL2650Contig1
TTTTTTTTTTAAAAAGGTGGATTTTTTATTTTATTNATCATTATGTTTTTACAGATGTGC
TCTAGCTATGTACAATCATGGCAGAAATGTGTGATCATACAGGAAAAAAAATAAAAACAC
AGAAGATTGGGGTGCGGCTGTCGTTTGAGGCGCCAGACGTATGGCGGCATCCATTCCGGA
ACATTTCAGTCAATAAATGATCCGACGAGAAACGTTGATTTGGTGCAAATTTAGCCAGAA
ACTGTTAAAACAGTGGAAGAAAGGTGCAGCAAAACCTGGTCTTTTTTCAATAAATCAGAT
TTTAGTTCTATATTAGTTCATTTTAGCTGGACAGCAGTTTATATATACATCTATATATGA
TCTGCTGGCTAGTTTCAGATTTGTAAAAATATTTCGCCTCTAATTTTAAAATGAGGACGG
TTCTGTGAGAGCCACGCTGAAAACCTACCATGGTGCACACCCCGTTTTCCTGGCCCGTGA
CCGGACGCTCTAAACTGCCTACGTCCATGTTTTCGGCCGTTAAGACGAGCCGTCTTTGGT
CTGCCGGATGTCGGCCACGCTCTCCGGAACCCGAGCGACGATGCCGTCCAGGGATTTCGT
CAAGCAAATCTGGCAACCTAAGCGAGATGTGTCAGTCAGGCCGTACGCTAAATCCAGCAT
GTCCATCTCCTCGTCCGTGACCGGCCCGAGCTTCTTGTACACCTCCTCGTTGAAGATCAG
GTGACACGTGGAGCACGCCAGAGTTCCTTCGCACGCCCCGAAACCGTCAAAGTCCAGGTC
TTCGTTGATGACAACGTCGAGCAGAGTGTCTCCAGGCGAAGCCTTCACAGAGATCTTCTC
CCCGTCACGGTTTATGAAGTGGACCGTCACTTTGTTCTCCGACCTGAGAGGTTGTACGGT
GGTCAAACTCCTGTGAGCGGTGAGTCCGGACACCGCCACCGTCCTCCGCGAATAACCCCG
TAAACTGTTGAAAGCTAGTCGCTTCAAAGCCGCTACCAGAGCCATGTTCCAGAACAGAAC
CGGGACCCTCCCTCACACTGAAATATTGGACGTGAAGAAACTTTGGTTCGGACTCTGAAA
CTTCGCTCTACGCCGAGCGGAACTACTACTACTACTACCAGTTGACTTAGCACGTCAAAG
CGGGCTAGCCGGGCTAGCTGGTTTTTAGCTGCAGGAAGTCACTCTTGCCGCTGTCATTGC
GTAACATCTGATCGTCGTCCGAGTTGGAAACCAAGTGGCTTGGTGATGAGTGGAGCAGGA
GAGCCTCCTTATCTGCTAAACACAACGCAGGCAGACGCTGTCGCACAGCCGCTGAAATAT
GCGCTCAATATGCCCCCGGCCATAATGCCCGGGTTTNACGGCCGTCCC
>CL2651Contig1
CAAGTTGATAAAATATGTACCTGCATATCAAAACAACGGCCTTGCTTGATCTAACTTTAA
TCCTTGGACTGCACCATCACGTCTCCTCATTCACCAGAGTTTGGAAGTCAAATTCAAAAT
TATACGCCATGAAAATTGTCAGGAACAGAAGAGCACTGTTAGCTAAAGTCAGAGTCCGAC



TGAGACGCTGCTTTCTTTTTCTTTTTCCTGCCGTGTTTCTTGTGCTTCTTTTTCCTCTTC
TTCTTAGATTTCTCTGAGAATTTCTCCTCCTCACTGCTTCTCTTTTTTTTCTTGGCTTCA
CCCATCTCCTCCCCGTCTGAATCTACAGCGGACTCTGAGGATGAATATTTGTGACTTCTT
TCAGCCTTCCTTTTTTTCCGAAATACCTTTTCATCCTCATCTCTGTCCAGCTCTTCTTTT
ATTTGTTTCCTTTTCTCTGAATCCTCCTCCAGGCTGTCAGATGCTCTTCGGGCTGAAGTT
TTTTTTCTCTTCCTCTTTTTCTTCGTGCTTTTCTTTCTGTCCTCATCTTCAGACTCTGAA
GAGGAGCTGCTGGAGGAATCAGAACTCGATGAGGAGGAGGAAGATGAAGAATGCCTGCTG
GATTTCTTCTTCTCCTTCTTCTTTTTCTCTTTCTTTTCTTTTTTGTCCTCTTTTTCCCGG
TCTACAGATTTTTTGTCTCTGTCTTTGTCAGTTAGTAATTTTGCTCTGTGTTTTGCCAGC
TCTTTCCGCCATTTCTCATTCATTTTATCCTCAAAGTCAGCCAGGGCCCTCGACCCTTTC
TTTTTCTTCTCCAGTTGCTCTTTTAGTTCTTCCCATGTTGGTCGAGGTCTGCTCAGGTAA
TCCTGTATGGTTGGTCCTGAGGCCTGCGCTGGCCCCCTAGCTCTAGCAGCTGCAATGGGG
TTGATGTAAGCCACACGATTGTCCCTCTTGCCCATATCAAGAAAAAAATACTCCAACACA
ACTCGGTAATTGACACTTTGCTAGCTTCCACCTAGCTACTTCATAATTAACGGAAGATCC
CCGGCCATAATGCCCGGG
>CL2651Contig2
TTTTTTTTTTGTTGTATCTCTCAGCAACAAAGGCTGAAACACTTTATTGTCACTGGTAAA
TACATTTACACTGTAGTGTAACATTTCATCTACTGGAACAAGTCAACTTTGCACGTTAGT
TGAAAAGCCAACATGTCTCATAGCACAATGCAACTTCAATGTGAGGCTGGCAAGACATCA
GATCGTCTACATGCATGACACATGCACCAGCAGAAAAAGCCCTGTGCAGTGAAAGGAGAA
ACCTGCCTAGAAACAGAGGGAAGAACTCTCCGAGGACCCGCTTACTGAAAGAGGGGGTTT
CTGGGTGCAGAATATGACCAAATATAAGAAAAAAAATATTGATGTTCTTATCAGTCCTGT
TACTGAATGCAACCTACAAATGAAAAGTTATTCTCAAAAAAAAGTCGATAAAATATGTAC
CTGCATATCAAAACGGCCTTGCTTGATCTAACTTTAATCCTTGGACTGCACCATCACGTC
TCCTCATTCACCAGTTTGGAAGTCAAATTCAAAATTATATGACATGAAAATTGTCAGGAA
AAGAAGAGCACTGTTAGCTAAAGTCAGAGTCCGACTGAGACGCTGCTTTCTTTTTCTTTT
TCCTGCCGTGTTTCTTGTGCTTCTTTTTCCTCTTCTTCTTAGATTTTTCCTGGCAACAAA
GAAGTGGATTTAGTTTCTGAGAGATATTTATTAAGTTTTTGGTCAACTATTTATTTTCAG
TGAGATCTCTCGTCAGTGAGAGCAAAACAGATACTTTATTAAAGTTCTTTGATTTCCATT
AGAACATTCATGGGTGCTCTTATTTTGAAAATATATTTTTTTTTTAAAAAGAAAAAGTTT
AAACACTCACTGAGAATTTCTCCTCCTCACTGCTTCTCTTTTTTTTTCTTGGCTTCACCC
TAAAAGCAAAGTGTGATGATGAACAACGCACAAAAAATCCCTGGCGGTCACATCATA
>CL2652Contig1
GAAGTTTTATTTGTAGGCTCAAAAATAATGGATTNGAACTCAGTTTGTGTTCTTCACTCT
TTGACCTCCTCTGCTGTGGTTTGGCGTCTCGCATCGCCGCCACTAAAGTCCAAATCCGAG
CGGCGGTCTGCATGATGTAGACCAGACTCCACCCACAGAGCAGCCAGCCTCCAGGTCTGG
AGGACTCCCAGATCCAGGTTCTGCCCACGTCCAGATGAAGCTGACGGTCTGCAGCGCCGC
TCAGCCCCAGTTGTAGAAGTAGATCTTCTGCCAGGTGGGGAGGTAATCCATCAGAGGACG
TGCAACAAGTCCAATTCCTGGAACATGTTCAGCCAGAAGTCTGAGCAGGAAGAGAATCTT
CTCCTGGGAGTATTGGTCATAGAAGGGGGAGCGCAGCAGATAGTACAGCAGCAGGAAAGC
CCGCCTCCTCATCTCGGCCTTCTCCCATCGGTTCTGAAACTTCACGTCGCTCAGGACGCC
GAAGCTGGACAGCTCCAGGAACCCGGACAGGAACCACGGCTTCCAGGACCGTGCCCCGCA
CAACCCCAGGCAGAGCAGGTGCACCAGCGGCCGCCCGATGAACACGCACTCTGCAACCGT
CTCTAGGAGGCCAAGAGGAGTTGGGCTGCAGCTCTGTGTTGAGCTGCTTCTCCTTTTCGG
GGTGGGTGCTCCCCACAGCTGAGGCGTCTGCAGGGGGGGGGCGCTGCTGAGGGGTCTGAT
GACACGGCCCGACCTCCGACCCACAAAGCCGGCGTCCTCCTGCTGCCCGCCGTCATCTTC
ACCGACACACTCTGCGCCTCTGTCCAGGGGAACTATGGGGGGAGACGTCTGCAGGCCAGA
CTTGTACAGCAGGAGCAGAACCAGCCGGAGCGCCGCCTTCCAGATCTGAATGAGTCCGAT
CACCAGCCAGCGGCCCACTTCCCCCCACAGCTTACAGGCCCCCATCTCCAGGAAAACCTC
CACGTACTCCAGAACCGACAGCCAAGTCAGGATCCTCTGCTGGGACACGGACGCGGGCAG
AGACCGGCCAAGGCCTTTCCGCAGGATGCTGTCATTGAACAGAACCAGGAGGTTGGAGGT
GGAGTAGACTAATTCCGATATTTCATGACAATCAGCAAATCGACCTGCGATCAGGTAGGA
CAGAGTCCGGACGGTGTTCTCCAGCTGCGCCGTGGCCGCGGGGTTCCTCCTCACGTACTC
CGTGTAGCGCTCATAAACGCGGCTCACTCTGTCCACGTAGTCCTTCATGCAAGACATTCT
CCTGACCGGGCGATCGGAGCAGAGAGGAGCCGCTTCTGTGGCCTCGAGCCCACTTTTTCT
CATGTAAACAAACTTCCGCTTG
>CL2653Contig1
ACTCTTGAAGCTCCGTACACTTTGCTCCAGACTCCAAAAACGTCTTTAGAAACACTTGAT
ATGTTGGTCAACGATCAACTGGATGAAGCTAAGAAGCCCAACACTGGAGATTATATCAAA
CCAGTCCACAGAACTAAAAATTGCACTCAAGGCAACCACCAGAAATTGCATACATATATA
AAAACATCTATAATTTATCCCCATAGCCATGTTTGATGGACTCCCTCCCCCCTGTTTTCT
GTTTTTGTTGTTCATCACAATCATATAGAGGGCGCCACATTTCCACTTGCATTGGTAGAA
GGAAAGTCCGAGCTGCTTTCTTCCTCAGGCTTGAATGATTGGCATTTCTTACAGGTTTAC
ATGACGAACTCATTGTTGTACAACTACTGCTGCTGTCTGTTCAGAAGGGTCTCCATGGAC



TATTTTACAACCGATATTATGTTCCAGAGAAACGGATGCAACACTTCTCCTAAAATAAAG
GAAGGAAAGAAAGCAAGAAGAGGAAAAACAAGGAGGAAGTACAAACAGCAGTAAGAAAAA
CCCTTGAAATAATTTAGATCTTTGTATTTCCATGGAGAAAAGAGTTTAGAAAGAACCCAC
CGGATCACTCTAAACGTAGGCACATCTTTAAAAAAAACATTGAAAGTTTCAAAAGAAGAA
AACAAATATTAAGTACAACATTGTTAAAACTTTGTTCACTATGGTCAAAGTAGCAATTAA
CAGAAGTCACGACCACCAATAGATTGTGTAAAAAAAAGGGAAATCCTTAAAGAAAGTCTA
ACAAATGATATCGTTTAAAAGTACGGCAGCAGCAGTGAATGAGAATTTCTTTTTGCTTTT
GCATACAGTTGTATCCTTGCTCACATAGTATATGCTGTAATGACTGTAAATACGTTGGCA
TGAGAGCACAGTTCAGGAGGCGGACAGACTCGCCTGGCAGCTCACCGTTTTATACATCCA
TCTATATCTGTACAGACCTCTACCTCTATCATTGATAGATAGATATATAAAACATCAGAC
CCTCTGTTTTGGCAAACGGGTGGACACAAGTTCCCCTGGGAAAGTTTGGAATGAAGAGTG
ATCGCGGTTTGGTGGGCGGGTTCGTAACGTGACGGGGAACTCCAAAGCGACGCAGAAGCA
AGTCTCCAACGATGTGCATCCTTTCTGGCTGAAGAGCCGTGGCGCTCATCACACCCCCTC
GCCATGGCGCTCATCACACCTCCTCGCCATGGCGCCCATCACACCCCCTCGCCGTGGCCC
TGACACTGATTGTGGTGAGTCCCATCTTCTTCACAGTGTGTGATACGAGGGACAAGGATG
GGCGGCAGAAAGGCGGCTCGGACCGGCGTCCGGACGCTCTGCGCTCAGACCATGGCACGG
TAGGGTCCTGCATC
>CL2654Contig1
GCCCAGTCAAATGGGAGGGGGTGTTAAAGAAATCAGATTGGTTGTATATTAATTTTGTAA
TTATATCTATAGCAAGTTTGTGTATTTTCTTTGACTATGCTGTGTAATGTTTGCTCTACA
TTAAAGAATAAACTGAACTTCTTGTTATTTTATCCAAACAAGCGTTTGACAGTGGGTAAA
TCAAGTTGTCAAAGAAGACACTGCCCACAAGAGCAAATGAGACTTGCAAACATGATTTAT
TAATTGGCATGTAAGTACCAACATTGCACATAATCCCCCTCAAAGAAAAACACAAAACAT
GTGAAAATAAGTTTGTCATCAACCCATCTCCAGCTGAGCAGAGATGAGAACTGACCATTT
CAACAATTTTAGGAGGTAACAACTAAACTGGCTCCCATTATGCAACATCAAATGCACACC
TGCTGGATTCTTTTTTTTCTTTTATTTTTCTTTTTAAATTAAAACAGCGAAATAAAATGC
TAGGCAGGTTCCTTTAAACTACTTGATGTAACCCATCCGTTCAATTAAAGAAAAGTTCTT
TCAACGGGGCTCAGAATTACTTTTTTAGGAGACTGATCCGTTTCTTTTTGAAGACCTGTT
TAAGCTTCTAAACTACCCACCAGCACTGCCTGCCATCTTCCCCACCCTGGCATATCTGTA
TAAAAACATACAAGAGACGAGGAGAGGGGGCAAAAACAGAATGAGGTGGGTTGGAGGATG
GGGAGTGCAGGGAGGGGAGAAGAGTGCAATCTGCTCTGAAATGGTTCAGTCCTCCAACCC
AAGGACCTCTTGCCCAGGGTCATGTGACTGCGTGTCACTCTGCTGGCGTGGGGACTGTTG
GGGCAGCTGGCTCTGGTAGCTGCAGTCTGATGAACAAATACATCTTCTTTTGTGTCATTC
CTGTTTATAAAGCCATAGCCATTACGCACATTGAACCATTTCACTGTGCCTTGAACAGCT
GTGGCGATAACTTTCCTCTCGGATTGTTTCTCTTCCGCCGCCGGTAACAATGGTGGGGGG
CTCTGCGCCTCGGTGTCGGTCATGCTTGCGGTTGGACTCCTGATCACTCCTCTATAGCCC
CTCCCTCCAGCCCCGGCCATAAGGCCCGGGTTAAA
>CL2655Contig1
CTCTCCTTTTCTTTTCTCTCGCGTTTCTCCTTTTCTCGTTCCTCCTTCAGCTTGCGGGCC
TCCTCCTTTTTCTTTTGCTTTTCCGCTTTGGCCTCTTCTTTCTGCCGCTCCTTCTCCTGT
CGCAGTCGGAGCTTTTCATCATGTTCCTGCAAACCCTTCAAAGAGCGTCTTTTTGTGTTT
TTTGGGGTCGGGGGGCTTTGCATCTCCGGTAGGTGTATTAATATGCTTTTCATTCAATAA
CACCTTGAAGTCCAGCATTAGTCTGATAAAAGCCCCTGAACAGATACCCGCATACCTTAG
CTGTTCTGGTGGGTGTGGGGTCACCAGCTTTTCTGCTCTCTGGAGAGCTTTCAGACAGCG
GGCTGCCAGGAGAAGCCGACCTGTTTTCACAACTTGAGACATTCCCTGACTCATTCTGCT
CCTCCGGCTCACTGTGAGAGTCCTGTGTTGTGTCAAGTTGTGATGTAGAAACTGGAGGAT
CTTCCGCTTCCAACTCATCTGCTTCATCATCACTAATTATTACAGAGTCTGAGCTGCATG
GTTTCAAAGTCTCCTCAACGTTGGGGGGTTGGCCAGAAAACGCTGGTTTATCCTTGGAAC
AAAGTTTGCTCTTTGCTGGACGACAAGCAGATGCAGGGGAGGGAAAGCCTTTGACGGGGG
ACGATGACTTGTCCACGGTTAAGTCAATGATCATCTTTAGATCAGAGGGCGGAGGGTGCC
GGCGGCTAAAGAAGCCGTCAATCGGACCCCGACCGTTGACTAAAGGCGGCCCGCTCCGCT
CAGATAAAGGTGTGGACTCGTTTTCATTGTGTCCGTCTGAGTCTCCGGGTTGAGGGCAGG
CGTGGGCACAGGGGCGCTTTGGCGGCTGGTTCTCCTTGGGTTCAGTGTTAAGGCGCTTGA
ATGGGAGACGAGCTTGAATTAATTTCTTATTAGCATTATTATTTGATTTGCAGTCCATGC
CTCCTTTGCGTGGAGTCGATGCTGCCAAATGTCCGTCCACTGATGGGGTTTCCGCCGCCA
ACATCCCAACCACAGAGCCGGTCTAGGGTCGCTCCGGCGCACTTCAACACTCAACTTTAA
CCCCAAATGATAAAGAACTCGCTCCAGTAAGAGTATAATATCTATTTGAACGCAACGTAC
TTTCTACTTTATTTAAAATAAAACATATCTTCTAGTGTCGCGGCGTCCCTGTGTGCTGCC
TTGATTTCGCCCTACTGACCCCGGCCATA
>CL2656Contig1
TATCCCTTCTTAGTTACAGAATAATGCACTTTATGATTTTTTTTGGTCGTTTTTAGGTTT
TACCATGGCTAGTTTTAGTGCATGGGTGTTTCACAGACCAGGAAGCACCTTTGGAATTTC
ATTGTACTCGTGACAATGACTATAAAGATCTATCTCGATATTAAATCCAGAAGCAGGAAC
CTGTTCAGTGACTAGAGTTCAGTTCACTGTGAAGGCCTCCCACGAATCTGTTGGTCCCGC



TTCATTCACATGGAATCTTGCAGCCCCCAACCAGGGAGCATCTTTCCCGACCCAGAGAGC
ACGTTCACAGAGAAGCCGGTCAGACTCCTGCTGGTTCCAGCAGCGATGCAAAAGACGCTG
ATGGAACTAAGCTCTGGAAAGAGCTCAATAAGTTATTGAACGTCGTGGCACACATCTACT
TAAGACAGACTGGAGATTCAACCTGCAGGTCCTTTTCTCTTTGCTTGCCTCGCTGATGTT
TTGTGTTTGGTAGGAAAGGAAATATCTGCTGTTTTGTTGTTTTTTTAAGCTGTTAACTTC
GCACGTGAATGGCATCATTTTTAAAAAGTCGCAGTTGAACATAGACGGCATGAAAAAGCA
CCTCGTCAGCAAAACCAAAGACTGAACTGTTGCTTAACAGTCACAGCTAGGCAGAAGTGA
AAGCCCTGAAGAGGTTCCAAATTTCACAGAATTTGCCGGATCCAATCATGACAGTTTTTA
TCATTGAAGCTCCAAAAACATAAGACTATTCATGCATGTGTGAAAACTCAGCAGCCTTCT
TCCAAACACAGTTCCAAACTACCACAGAACTTTCTGCTCTGAATACCAATAAAACCATTT
TGCCTTTTGACTGCTGCCCCATGAGCAGAATCTAGAACCTCCAGTTTTCCCCTCAGTCTA
GTCTTTTGCTGTTCTGGTCTAAAGCAGAACAGGATCTGGGCTGACCTTTGGTGCAGACGA
TGTCTCGCCTGCACCAAAGGTCAGCATAGGTCACCAGGTCAGACCTGCAGGCTCTGTGTG
AACCAGACCAGGAAGCAAAACTCAAGCATTGGGTCGAGTCTGGACTATGTTTACATTTGG
TGGCATCCGGATCAGGAGAATTCTTATTCCAACATGACCAGGGTTGAAGACCACCACTCA
AACTGACAGACAAACTCAAGACTGAATGATTAAAGGTGACGAGTGATTGGCAGAAAGCCT
GCTCCGTGTTTGGTGTCCACCTTGAGCTTACCATCACAGTCCCACCGGGAGAGCGGCTCT
TCCACTGAACTACAACTCCTCACACTTAAAGACAATGTGCCCTTTGACAAGCAAACATGT
TCAGGTTCACAGATCAAACATT
>CL2657Contig1
TTTTTTTTTTCAATGAACAAAAAGCTTTTATTTTTTTAAATAGGAGTCTCACTGTTGAGG
GAAGTCAGGGCGACTTCACTCAGCATTGAACACATACTGGCAGTTTAAAGTGAAAAATAA
AGAGGAAAAAACATAATACAGTTCAAGATACAACACAGGATAAAAATAAAAACGATAAAA
GATCAAGCTCTATACTCTGGCATCCATTCAAACAGAAAAGTAACGAAGGAGCCCTTTTGG
CATTCTCCTCTGACATTCTTTTATTTTGTGGGTTGCTCAGCACCGATAGATAAAGACGGG
CTCCTATAGACCTCCCGGCTATGGCTCCACCTGACTCTCCAGCACTTTTTACATCCGTCT
GCCGTTACAGAAACTTGTGGTGTGGGTGGAAAGACGTTTTTAGTTCAACTTTGGATCGAC
TGTGCATGAAACCACAGGGAATGAAGGTAGTGCCTCCTTTCTGTTGTGTGTAAAGCATTG
AACAGTCACGTTATTTACAGACTCAGCATTTCACAGCACACTCATGGTCGTTCTCAGTAG
CTTGTTTGGTAATGCAGTGCTCTGGCCCCGCCCTGTGCTTCGGCGGCCCTTCCATCCTCT
TCAGGTTGATCGGTGTGGCAGCTTTAACCGTCTCCATGACTCAAAGAGCGGACGGTGGGG
TGGGGCTTTGGTGACGGAATTGTCTGATAATCCACAGGTGAAAATGCATCGCTCTCTGCA
AGGAGGTTGGTTTCAGTTTCCGTCAACAAGACGTGCTTGATCTCCTACAGCACTGCACCC
ATGTGGAATTATTGACCTGTTTGGGGGGGTCTGGACGTGTTCGGGCTTGTAGTTGTTTTG
TAGGCATGAGGTTGTTTTTCTTAAGGTTTCAGGCAGACATTGAGTGCTTTGCAGCAAATG
GGGAAATCCAAGACAGTGGCTTCACACGCTGCAGTCCACTTATACCTACAACTGTGTGCA
AGGTCCAACACCACAACTCAGTGTGGGGCTATGGGGAAGGAGTCAGCATTTTAAGGGCAT
TTAAGTCCACCGTTAGTCCAACTCTTGTGTTTTTTTTTCCACTTTTCTCAGCGTTAGCAC
TTCAGGCTTGGAATATAAATCTAATCCAAGCAACACAAACCCCAAACCTGCTCTTCACCT
CTTTATTTAAGCATATCGGTGTGGAGCAAAGCACTCCTCCCCTCATGGCTTACAAGGCTG
CAAAAGTTGGGCAGTTAATCAAGAAGTCCAGGTGTCTTACTGATGATGGCGATAAGCTGC
TGTTGTCTCC
>CL2658Contig1
ACAATGGTTACCTGAGGAAACAGATCGAAGATGAAAATACCGAAAAGAAAGCTGTTTCTT
TTGATTATTTTCGCATATGTGGCCTTCTCGCTTTACGCAGCATATAATGTCTTTTTCAGC
AACAAAGTGATCTCCCGCGTTCACCGGGTGGTGAAAAACAGCGGCGCGCCCGCCGGCGGA
GTCCGCGGTGGCGCCGCGCCGTTTGTGGCGGATGAGTGGAATCCGTGGGAGGAGGAGGAG
GTGGAGTACAACTCGGCTCTGAACAGGAAAAGAGAGGCCTTCAAGCAGCACATGAGCAGA
ATCGAGAAGAAGAAACCCCAAAAATACAAGGTCCAGATCTGGGGCAAAGCGGCAATAGGG
CTTTACCTTTGGGAACACATCTTAGAAGGATCCCTTAACCCCACCGACAAAGTAGCACAA
TGGAGAGAGGGGCAGCTGCAGTCTGGAAAGGTCGAGTTGAGTTTCTACACAGGTCCAGCT
GTGGTCCAGGGTCACGTCCCTCTAGACATGAACAGCCTGGTTCTGGTTCTGAATGGGCGC
GAGGAGCAGAAGGTTTTGTACTCCACGCGCTGGCTGAAGCACGTCCAAGCTCTGGTCCAG
TCCCGCACGGTGTCCCACGTGGCTTGTGGTTCTGCTGGGCAACGAGCAATGCGACAACGA
CTGGATCGCCCCACATTTGAAGAGGAACGGCGGCTTCGTGGACCTGCTGTTCCTGGTGTA
CGACAGCCCGTGGGTCAACGACAAGGACGTCTTCCAGTGGCCTCTCGGCGTTGCCACGTA
CAGGGAGTTCCCCGTCATCCGACCCAACTCCCAGCTGATCACAGCCAGCCGACCGTATCT
CTGTAACTTCTTAGGCACCGTTTACAAGAACTCGTCCAGGGAAACGATGATGCACGAGCT
GAAACAGTCGGGCTTAGAAAAGGAATGTTTCATCGCAGCCAGGGATAAGTGGCTCCCTCA
GGAAACGGCGGACGGTCTGAGGCGCTATCAGACGGCGTTGGCCCAGAGCGAGCTCACCCT
CTGCCCGGTGGGCATCAACACCGAGTGCTACCGCATTTATGAGGCCTGCTCCCTCGGCTC
GGTTCCCGTAGTGGAGGACGTCCTGACGCCTGGGAAGTGCGCCGCCGGGCCCAGCTCCCC
GCTCCGCCTCCTCAAAGCGGCGGGAGCGCCCTTCATTTTCATCAGCGCCTGGAAGGAGCT
GCCCGCCATCCTGGAGAGGGAGAAGATGATGAGTCAGGAGCAGAGGGTGGACAGGAGGCG



GAGGCTGCTGGAGTGGTACTCCAGTTTCCGGCGGCAGATGAAGGAAAGATTCACTGAGGC
CCTGGAGGAGAATTTCTTCAGAAGTGGATGACGTTCCAGCCTGACTTATAGTCAGGAAGA
AAGGCTGGTGTGGTTTGTGGAGATGTACTGCTGACGCGGTGGAAGTGCTGACGTTCAGTG
ACTTCCCTTTTGGTGCTGCTTATTGTTGTTGTGAAGCTGCCATTGGTACAAAATGTTTAC
TTTTCTATGAACTATTTCCACTTGTGAACTGCATTTAGAGATCATATTTGCTGTTTTTAG
GAAGTTTTATGTTTGTGTCAATTTTAAGCGGTACTTTTGTCATCATTAAACACTAAATAA
TGGAAGAAGATTTTTTGGTTCATGGAGTTTTATATTGTTTGTGAGCAGGTTTACATATGG
ATATTGGTGTTTTTTTGTTTGTTTTGTTTATCATAACTGTAGTACAGAGTATGTTTTGTT
CCATTTATTTAAGTGATGTCCAGCATGCACTTTTTAGAACGACTAATAAAACTGTTGTCT
GGATTTTGAAAAANAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL2659Contig1
CGGCACGAGGCAGAAACAACGTTAGCGTTGACATTCATTGACCTTATAGTTTCTTTATTT
GGTTTCCCGTTCAATGTTGCTGTGATTGGGTTTAACACGGAGGGGTGACTGTCTTAACGG
TCTCAGTTCATTTTTTTTTCACGGACTCCCGTCAGCCGTCTCACCACCACCATGCGTCTG
ACGCTGCAAACGCTGATCTCCCACGGGCGGGTGGCGCGGAGGATGGGCCTGGGTCCCGAG
TCCAGAATCAACATGCTGCGGAACATCTTAACCGGACTGGTGCGACACGAGAGGATCGAA
ACCACGCTGGCCCGGGCCGATGAGGTCCGTTTTTACGCAGAAAAGCTGATTGACTATGCC
AAAAAGGGAGACACTGATGAAAAGGCAATGAAAATGGCTTCTTTTTGGCTGACAGAAAAG
GATCTAGTCCCAAAGCTGTTTAAGGTCTTGGCTCCACGCTTTGAGAAGCATTCTCAGGGC
TTCACACGGATGGCCCGCCTTCCTAACAGGGAGAACCTGGACAGAGCTAAGATGGCTGTT
CTGGAGTACAAAGGGAACCCCTTTCCACCGCTCTATCCTGTGAAAAAGGAGAATGAATTG
ACTCTCATCAACCAGCTGCTCAAAGGCTACAGAGAAGAGAAGACACAGGAGCTGGCTGCA
AAGAACTGACTTCCAAATGTGGCAAAGTGACTCGAGCATTTCTTTACAGGAAAAACGGCT
GAAACGCTCATTAAGAACGATTCTTTGAAACACTGGACTGAGTGTGATTTAATAAATGCT
ATTTCTTAAAAAATTNNNNNNNNAAAAAAAAAAAAAAAAAAAACCAT
>CL2660Contig1
TCAGTAAAAACTGTTCCAGGAGGTGTCAGGGTACTGATAGGTCCCACCCTATATCTTCAG
CCTCCTCTTCATCAGCACAACAACCCAGCAAAGACGCCTCGTTTACCTGCACGACTGGGT
CAGGACCTTCAGTCTGTGCCCAATCAGGACTCGGTTTCACCGCCACCATCAGCTTCCCGT
CACCTAGCAGTAGGATGACCACTGTGCTGAATGCCTGGACCAGCGCCTGCTCCCTGACTG
CCCTCTGCAGCCGGCAGCGCCTCTGCAGGACACCACCTGTGCAGGAGGAGCTGTCCTCCA
GAACCGCAGAACCTTGTGTGGTCAAGCCATGCTGGGGGAAGGAAAGACGCAACACACAGC
CAAAGCGCAGCGTCCTGCAACTGGTTCCACCATCTGGGCCTTCCTCCTCCTCCTCTTCAA
CAGTCAGCTCCTTCAGAGTGATGATTTCAGAGGTCCACCCATTAAAACCCAAGAAGTGAT
TGGCCAGTTCCAGGCAGCGGGTGTGGCTCAGAGGTATGGACCGCCCACACAGGAAATGAG
GAGTGTGTTTGGAGCTCAGCTTCACCTTCAAGGCAGGGCTGTTCAGCAGCGGCCGACCAT
CGGTGCAGCGCTGGGCCTTGGCGGCGTGAGCTGCTAAGTAGAACTTGATGAGAGCAAAGA
AGCCGGGGGGTTGCAGCCGAGCATTAGGGGTCACCTTCAGCAGGTAGAGAGGACCAAAGC
TCGAGAAAACTGCGTCCAGCGCCGCGTGGACCTGAGCCTGGCTCAGGTGCGGCTGGATTT
CCCAAACGAACACGCACTTATCGTTCTCCATAGGAACCCGGAACTCCAGGATGTCCACGT
CCATCGGAACCGCTACGTGACGCAGCTCCCACGCAGAAGTGCCACGCGCCCCTCCAGCCT
TTCCCGTGTTTACCAACAATCCACAAACATCCCGCGCTTTCGCTCTCCCCGGCCATAAGG
CCCGG
>CL2661Contig1
TTTGAGCCCAAATCTCCTTACATATATTTGTCTTTATACAGCATTTCAGGGCTCTAATCA
ATTCATCACTGCTGCAGCACACATTTGGTCCTTAAGCAACTACAGTGAACCACATCTGCT
GGTAATGTTTGGGTCTGCCATCGTTTGATAGATCACAGGACTGCTTTAATGCGATGATGT
AAATCAAGCTGTTGAACAGGTAGTTCAGGTTTAGGTATAGATGCTGCTGTGGCTCGACTT
CTCATCAGATTCATCTGCAGGGATTTGATGACATCAAGTAAAAAAATATACATATGAAAA
TAGCCCACAGTAAATCACTTTACTTCACAAAACTTGACCATGTGATGTCTGATGTGCTGC
AACCTGTATTTGCTTTAATTAGCAGAGCCCAGAAATAGAGTTACATGATTTAATACAAAA
GGACCAAGCCAAGTCCTTCTCAATCTGAGACAAAAAGAAGAGATTTTCAAACAAAACATT
GAATTTGCAGATATTTATCATTTTTAAAGAAACGTTAACGCGACAGAAAATCGAACACCC
CCTCTTCACAAATACCGCCAGTATGTTTTAGTGATTAGGACTCATTTGTTTTGGCATCTT
TGGACTATGCATCATCTTAACATGTTTACTTACAGGGTTTTACTGTCAACTCGCCATTTC
CAATGTTTAGTGCAACATCCACCCGAATGATCTGAAAAAGCTTTGTTCCATCCCTGAACC
CTAAAACTCTATCATACCTCTATATATCATCAACTTCCATAATGGGCAAACTCTATGTGA
ATATGCAGTTGGCCCAAAGGTTTGTACTTTTTTTTTTTTTTGAAAAATTTCNGT
>CL2662Contig1
CGGCACGAGGCGGATACCTAGCCACTGTGGGGGGCCTGGCGGCCGGGGCCGACGCCGCCT
ACATCTACGAGGAGCCGTTTGACATCAGAGACCTGCAGGCGAATGTGGAGCATCTGACGG
AGAAGATGAAGACGAGCATCCAAAGAGGGCTGGTCCTCCGGAACGAGAACTCCAACGACA
ACTACACCACAGACTTCATCTACCAGCTGTATTCTGAGGAGGGGAAGGGGGTTTTCGACT
GCAGGAAGAACGTGCTGGGACACATGCAGCAGGGAGGAGCCCCGTCCCCGTTTGACCGCA



ACTTCGGGACGAAAATGTCGGCCAAAGCCATGCAGTGGCTCTCCAAGAAGCTGCTGGAGA
CGTACCGACGAGATGAAGGTCGAGTGTTTGCTAACTCTGAGGACTCCTGTTGTCTGCTGG
GGATGCTGGGCCGGACGCTGGTCTTCCAGCCCGTCGTCACGCTCAAGGACCACACCGACT
TTATTCACAGGATCCCCAAGGAGCAGTGGTGGCTGAAGCTGCGTCCTCTCATGAAGATCT
TGGCCAAATACAAGACCAGCTACGACGTGTCTGACTCGGGACAGATCGAGCACGTCATCC
ACACCCGGCCCAAGGAGTCAGACGCCTCCGTGGCCATGTGAAGGCGGCTAAAGGCCTCAT
TCCTTCTCCTGCAACCCGTTTCTTTCAGTGTGTCATCTCCTCCTACCAGAGTGCTTCTCG
CACACACAGCTGTCCCGCTATGCATCTGTGTGTGTGTGTGTGTGTCCCGGGTCGTTTTAG
TGTCGTCGTTGTCGTTTGACATAAACATTTTGCACTTTCTCTGTCTCGAGTGGCGTAGAG
AAGCTCTGGAGACGGAGCTGCACAAGGACGAAGTAGAAACTGTCTCTGCAGTCTAACGTA
GAGCGCGTGAGACGGACGAGCTCTGCTCGCACTCAAAAAATTAATATTTATCTTTTTAGA
TTTCTTTATTTTGCTTACAGACATGGTTCTATTATAATTATACATTGGCGCTGCTGCTAC
CAAGCAGCTGTCTGTCTTTGCACCGGATGTTTGAAACTGTTCCCATGA
>CL2663Contig1
TTTTTTTTTTGCTTTTCCTCTACCAACTTTTATTAAAACATGACTGGAAAGAACAAATCT
AACTGGTGGAAGGGTTGACAGGCTGAGCTGACGCTTCTGCTAAGTACATCATAGACAAAG
AAGGAAACTCAGTCATCAATCATGGAAGAAAATAATGACCGCACATCGTGATTCTATCTG
TAGAAGATCACAAGAAACGATCGCACTTGTCTCCAGAACCCGTCTTGGCTCTCATGTTTT
CATGAGTCCACCAAAGATTCAGCAAAGCTCCTAAATACAGACATGAATGTGAAAGTAAAT
AAAAACATAGCTGTGAATTCTTTTAGAACCTCAGCAGTGACCCGTTCATGTTTTGTGTGG
CTAAAACAGGGGAGATCAAAATGATCCAGAATATGTCTCAGGAGAAGAGTGAGGTTAATC
CAAACTCTGGACCGTAAGAACATCCGAGGGTCAAAGCTTCTGCAATCTGTAGTCCCCCAC
ATGTTTTGCAGCTGCCTTCAGTCCAGTTGGAACTCCTTAAATCTGATCCTGACTCAGACG
CCCACAGTGCCCCTGCAGCTACTCAAAGTTAAAATCAAACTCAAAGTCCAGGGAGGTGAT
GTCGGCCGGAAGGCCCAGAGTTTCTGGAGTCACTTCAATCACCGGTTGATCCTCTGTGAG
TTGTGTCCCAGATCCCGGATCTGAAATTTCCACGCCCTTACTGTCCGCGTTTGTAGAATC
AGGGTCCCCTGAAGCCTGCTCAGGCTCCGGCTCAGATGGAATTTGCTGCTGATGGCGGGT
CTGGTATCTGGTCTGAGAACGGGTTTGCCTTGTGGCCCCAGACGGAGGAGTGGGCTTCTT
AGTAGATGCACCCTTACCTCTGCTTCTGGGACCAGGTTTAGGTTTAGATTCTGGAGATGC
CTCTAGTAGGGGCACGGCATCGTGATCTGCTTGGGCTTCCAACTGAGGTTCTGTTTGAAA
CTGAGGAGTTGGCAGGGGTTCAGAGGTTGGTCCCAGCTCTGAGAGCTTGTTTGGGACAGT
GTGTGATTCAAGTTTAGGAGAGGGAGGTTGATTTTGAGAGGAACTCTGCACTTCAAATGG
AGCTGCTGGTTCTGGTTGGACTGGTTGTGGTGACCCAAACTCAAAGCT
>CL2664Contig1
TTTTTTTTTTCCTGACAGGACCACACTCGGTAGGGTTTATTGGTTTACAAATATCACAAA
GTCTCATTCTGATCAGATATATTTACAGAAACCTTCCATCATCGTGTGCATCGTTAGAGC
GGCCGTCTCATTTAGCATCAACATTAACAGGTGAACATGCATTCAAGTAAATAAACACAT
TAATTGGTGGACATATAGAAAATTGCGTCGTTTTTCGCCTTTTTTGAAACCGAAGGATGA
GAAGCCGGCGCCAAACGTCCCTCCTCCTCCTCCAGTTCACAGGGAGTGCAAACACTGAAC
AGCACGGTCAGAGGAACAGCCAAATGCATAGCGGTCTGCACCAGGTCCCTGCTGTGCTGC
TTAAGACATGACAGTGAGTCCCACATCAACACTATGTACAGCTGACCGTCCCGCAGCTTC
GTGATCCGGTTCGGAGCTCAGGCCGAAGCTTCATCCTCACGCTCTTGCATTTGGGGAGAA
AACAATTTGGTGCAGCGAGAGCTGCTGGCCTCCGGGTAAAAACGGTCCAAACCTCCCTGC
TGTAGGGAGTTTGATCCGTGAACGTCCACATGCTGCATACGGACAGGCCAATCAAGTTCC
CTAAAGAAATTCAACAGCAACACACCGAGATGACTGTTGACGACGCTCGCACACCGCGCG
GCCAAGGAGAATCTGCTTAACGCTTGTGTGAAAGAAATATGAAATAAATAAAACATTTGA
GGAAAAAACAAAGGCTCAAGTCCATTTTTGAACCAGTGCGATGAGTTTTCTTTTACTTTT
AGTGCAAATGTGAGGAGCTCAGTTCAGTACCTGCCTTTGAATGCAGATGTATTCATTCTT
TCCTTCGAAGAGAATGAATGTGAGGAGCTCAGTTCAGATGTTTTGGCCCGGATTCGAACT
ATTTTCTACAAACAAGACGACTCGCTGTGGTGATGCGTGAAGGAAGCAGCTGAAAGGAAA
AGGCTTTTTCTGTTTTCCCCCGGCCAT
>CL2665Contig1
GAAAATAAACAGGGTTTTATTGGACACTACAAATGACAGAGAGGCTGAACAGCACGAGTA
CATGTAGAGCATCCACGCCGTGACAGACGCCACCTTCACGCTGCCTAACAGTCTGCTGGT
GTTGCCATGAATACAATGGTTAGGAGTCCGAAATCAGAGGTCAGGGGTCGACAGAAGGTC
GAATCCGCTCAGGAGCCCTTAGGCCCCGTGACTCTGGACTGCTGATGGGGGTGGGGGCTT
GGGGGGGGCGTGTCTTCAAGGCACTGGAACAGACTCTTTTCTTTCCAGGTGAGGTAGCGA
TGTCACACGACGGCGACGTACATTTGGGACACACGTGGAATATCATTGGCTTTTTCCTAT
ACGGCTGAAGGAAGAGGGAGCCGGTCCGACCCGAGGGAGGGGCCACTCAAACTGACAGTC
CTGCCTTCGCCGACCAGAGGGGGTCTGGAGGTGGTTAGAGGAACTTAAAAGTGTCAGATG
TCGGCGCGCACACCTGTAACTGGACCGTTCTGCTGTCCTAAACTGGAATGTATGAGTGCT
GGGGGGCTGGGGTTAAAGGTCAGGAGCTCTAGAAAGTGAAGAACTTGAAGTCCAGAGAGG
ACGCATTTAACCGCACTCGTCCGTCTGATCGGAGGAAACGACAAAAGCAGACACACGTCT
AGACGTTTTCATTCACAATGGTCGCCACCCCGAAAAGGAAATCTCCATAGCAACCATTAC



GTTTTTTTCATATTTCAGGCAGATTAATATGCGTGTCAATTTTCATGCCTCCACGGCAAA
GTTACATATAGCAACCAACACCATTACCGTGGTAACAGGAAAATGAATGGAGTTTTTATG
GCTGATTCAACAAAGTGACACTTTCAGGAGATTTTTAAAAAAATAGTTTGTTTAAAAGAA
TCTATTCATTAGACCCCAAAAGATGTTTTTTGCGGAATAAAATTGATTATTTTGCCCAAA
TAAAGTCGGAAATTATTGATAATAATCAGAGAACAAACTTGTGAAGACATCAAGTGAAAA
GTTAAGTCATGACCTTTGACCCCTCTGGACTTCCATACCACACACATCAG
>CL2666Contig1
GGCTCTTGGTGTTTTTTTTTTGTTTTTGTTTTGCCCGGCAACATTTTACCCGATCACCCC
NGCTCCTCTGTCATCACCACAGCCCACTCCTCTGAAGNGCCNGTGACAAACAGGAAAGCA
ATAANAGCGGAGCAGGAANACCACCACCACTTCCTCCTCCTCCTCCTCCTCCTCCTTTCT
CTGTCCACATCTGAGGAGGCGCGACTTACANAGAGTCTGAAAACTTTGNGAACCTGCAGG
GCTCCCGTCCTCAACCCACCCAACCTCANAGNGGCANAAAAGCACCACAANGCCTCTCCT
TCAGTATTACCNGCNGNGGCCTCTTTCTGACAAGTAGCGCCNATTTATGTCACCAGCCGA
GCCCCTGTANACCTTTTTAAAACCTANATNGTATGTTTAGGACGCGGNGAGNGTCCATGC
AGGACANAAAAAGCACACGTTCGCTTCCTCTCANACNGTTGTTTCAGGATCCATCACCNG
TTTTTATGTTGTCCAGCAACGTAGCTTTTCATTCTACCTCTTCCCCCCCAGCCTTACAGA
GACTCTGTATCCCATTTTCTGTGCGCTGAAAACAAACGCGTATCCTTCAAACATGCAGCC
AAGTCTCATCCCGGTACGTTCTCACAAACTCTGCCTGTGTTTTCCAGAGCTTCGTTGGTC
TTCGGTGCCCTTTTATTGACAGTAAAACGCGGCGTGGCCTGTTGCAGAAGGAGCACCTCG
CCGCTCCCCCCAATCCTGCCTCCACGCGTCGGTTTGATGCGCCTCCTCTCCTGCACGCTG
CAGTTCTGCCGGATCCCCCACAGAGCCACAGGAGATGTGATGCCAGAGAGTAAACGTAGA
CGAAACGCCATCTAGGGATGAATTGCAATAATCTAACAGTGTTTTGGTCTTCCAGAATGT
TCCCCCGAAGCCTAATCGAAGCATGACCTCGATGTGTTTTTGAGGCTTTTCTCTGCATGT
TTTTAAGAGTCTGCTCCGCAGAGGAGCAGCTCTCGCTTTGTTTTTGCAAGCGCCTCCTCC
CAAGCACTTTGCTCCCGTCCCGTCGGAGCATCGCACCCCAAAAACCCTTCCCGAAAGACT
TTAGCGAGCTCTCCCGGCGTCTGCTGCTTTTAGGATTCTCAGTGGAAAGCACACTCCTGT
TCTCCTGTCTGTCACGGGGAGGGGGGCGACGGTTTCTCGTGCCTTTACACATATGGTGGA
CGCCGTACAGTCGGATCCAAACCCTCCGGCGGCGCAGCTCTTTCAGTTATTCTGCCTGCA
CAGCAGTTAACCGGCCAAGTATTCCAGCCCACAGCCCGTCCTCCGTTGGGTGAAGCTGCT
TTGTGTCGATTTCTCTGAATGTTGCTGTGGAAACATGTAGTGGCATTATAATTCTCTCTC
AGTTATGAAAGAAAAGAAAAAAAAGATGAGCATGGCAATCAGTGTATCTGAAGAATCCAA
GCTGTGAAAGGAGCTGCGGCTCCTCCAGATGAACCGTTTTCTTTTTGGGGGGGACGGAGA
CCTCGTCTCGCGCACAAAACGCAAAGCACAGGGTTGTCCTCGACCCCCAAACCGAGCGTT
TTATTCGGGTTCTCCTGGAATCTCACAGTAAATGAACAGTTGTTGAAATGCTTTCTATTG
GGAGATCATAGTTCAATAAATCAGTCAACATAATGTACGGAAAGATATGTCTAAAAGATA
TGTGCAGTAGTGTCTCATGTAATGATGCATATAAAAATGCTGCATCCAAATTTATTGAAG
TTGTTTTTTTCCAAATTACTCCCAGAATCAGTTGATTTTTTGTTTTATGTTTTACTTCAT
AAACCTTTGATTACTTAATGATTCATTGTATACGATACGATATGAATGACCTCAGCCAGC
GTCTGAGTGAGGAGGAACTTCCTCTCCTCCTGGAGGTTTTCATGATCGATACTTGACCCC
CAGGGCGGGGGGAGGCGGGTGGAGGTGCGACTCAGACTGCTGGTGACTAAAATGACCACT
ACTAACTAACCATCACCTAACTGTAGACCCAAAAGCCCAGACTACTGAAAG
>CL2667Contig1
CCCGGGCCTTATGGCCGGGGGAGACTCCATCGCGTCTCGCCTCTCCGCTCCACTCGCCCA
CCTGCTGCCAGAAGAGGAGGATGCCTCTCCAGTCCACTCTGTCCGGCAAGAAGTCCAGCT
CCGTCCAGGCTGAGAGCACTCAGTGGGATGGGAAGACGTTTGAGCAGCTCAGGCAGGAAT
GTCTGCAGAAGGGGGTTCTGTTCGAGGACCCGGACTTCCCGGCCGTGGACTCGTCCCTCT
TCTATAGCCAGACCGTTCCAGTTCAGATCCAATGGAAGAGACCAAAGGAGATCTGTGAAA
ACCCAAAGTTCATCGTGGGAGGTGCAGACAGAACCGACATCTGCCAAGGGCAGCTGGGTG
ACTGCTGGCTCCTGGCGGCCATCGCCTCGTTGACTCTAAAAAAAGATGCCATGGCTCGAG
TCGTGCCCCCCGACCAGGACTTTGACCACAACTACGCCGGCATCTTTCACTTTCAGTTCT
GGCAACACAACAAATGGCTGGATGTGGTGGTGGACGACAGACTGCCGACTGTGAGGAACC
GCCTCATCATGCTTCACTCCGCCTCCAACGACGAGTTCTGGAGCGCCTTGCTGGAGAAAG
CTTACGCCAAACTGAACGGCAGCTACGAGTCCCTGAAGGGCGGCAGCACCATGGAGGCCA
TGGAGGACTTCACCGGTGGAGTCGGTGAGATGTATGAAACCAAGAGTGCTCCAGAGAACC
TGTTCTCCATCATGAAGAAGGCCCTGGACAGAGGCTCCATGATGGGATGCTCTATTGATA
TCACCAGCTCTGCAGAGTCTGAGGCCAAGACGAGCACGGGTCTGGTGAAGGGTCACGCCT
ACTCCATCACAGGCATGGAGGAGTTGCAGTTCAGGGGTCAGACAGTGAAGCTGATTCGAG
TCAGAAACCCCTGGGGTCAGGTGGAGTGGAACGGAGCCTGGAGTGACAATTCCAGAGAAT
GGAATTACATTGAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL2668Contig1
CTTTGGTGGCAGACATTTCCACTAAAAAGCCTCAATCTGATAAGCCTAACGAGTGCTCTA
AACTCTAAAACTCCAGACCCACTGTGTGTTGCAGTTCCTCGTAAAACACCAGAGGCTGGA
CACAAGACAAAATGAATTTGCTGTTGAGACATAGAACAAATATGACAAACAGAGGCACTA
TAACAGTCTGAGGACGAGAAATTTAATTAAAATTAAAAAATACATAGCGCTTTATGATCC



ATTACCTTGGAGGATATTTAAGTCTTTGAACGGTTTAAAACAACAAAATATTTTACAATT
AGAACAAAAATGTAGCTTTGTTTACATACTGAACATCTGATTGTATTGAACACGATGAAT
GTCTTGAACTTTGAGAAAAAAAAGCCAGGCTACTGTAGTTCAACATCAGGCATAACACGA
GACTGAAAGGACGGGGCGGCGATCTCCATCAGTACAATGCGTCTGAGTTACTGCTTCTTG
GCCTCTTGATCTTCTCAATATTCTTCAGGATCATGTCGTGCAACGTTACGTATTGATTTC
TGAGCTCTGATACGATGATTTTCAGACTGATGTACTCCTTCTCGTCAATTTCTGTTACCG
TGCGCCGATAGTCCTCCACATGCGGATATTTTGCTATTTTTGAAACCAGCTTTGCTCTCG
TTATGTAGTACCTCGATATTTGGTCGAGGTAAGAGGCTGCCTCTCCTTCAACTGTTCGGA
GTTCGGCTACTGTCTCCTCCTGAATTGAGACTCCAAAGTTGTTGCCATCCTCTATCCTTG
GGATGAGCAGCTGAACCCACATTTTGACTGTGTTACATTTCTCTATGAGCGTCCTGATCT
CCGGCTTGACCTTTTCTATGAGATCAACAAGATTCCCATTGCTCTTCATCATTCCACCAG
GCATGACAAAGACTTTGGTTCCGGTCATTTTGTCCTCTCCACTCCCATCCTCAAGCTTCC
TCTTTTTGGCGTTTTGTGCCTCCAGTCCGTCGTGAAGGTTTGGGATTAGGATGGGGTCGG
GTACTGTCAGGTTAATCTCTGAGTGTATGTCTTTCAGCTCAACAATGTTTATGCTTGGAT
CCTTAAGAAAAGAATCAAGTTCCAGTAATTTCTTTGGAAAGAAATTTGCAACTAGATCCT
CTGCTTCTGCTGTGATCCGTTCCCTGAATGCATCAACCTTGGTTTTAATTTCACTGTCCA
CTTTGAGGAGTGAAGACATCTTCTGGGATCAAATGTAGATAGGACGTTTATCCCAGCAAC
AATAAAGTCTCCTGTAAACGTGTGGCTTCTTGCTGTCAGCCACACTTGTCCCCGGCCATA
ATGCCCGGGTT
>CL2669Contig1
GCGGACCGTTTTTTTTTTTTTTTTTTAAAGCTTTAGTAGTTTATTTACAGACTTATTATT
TATTTCCATTCAGTTTAGCATCCACTTAACAAAAAAGTGCTTTTTTTTCTCTCGCCAAAT
ATGCTTTCTAATAATTTTAACAGCCAAGGCACATTGACATAATAAAATCATCTCATCTGA
TGAAAGCGCTGAGATGAATTTCCTCTAAAATGGCAATCCAATTGCTTTACACTTTTTATG
GCTAACACATTGGAAAACAGAAGCAAGCCGAAACCTCACACTTTTTTTTTACAGCGCTAG
TATTGAATTAGATACATAAACACAAGAGTAAATAACGCCTTAGAAATTTAAACCCTGCAA
TCACGTTAAGAACAAGAAGGATATTTTTCCTCAGAAAGTTATTGGGGGAATCTAAACCAG
TTTTCCAGTCATTGTCCCAACATTCACTTTACAAGTTCAGGGGTTGTTGTCGCAAGTCGA
TTCCTCATCAATCTGCTTGAGTGCTTTCACCTCACATGGATGTTGGTTGCCTGATTTTGG
CTTGTATGTAGCAGGAGTTGCAGTAGAGCTGTTGGTTTCGTATTCTGACTTCGGCCCCGG
CTTCTGATCCTCCAAGGCTCGAATTGCAATCGATACACTTAAAGCAATCCAAATGAAAAT
AGAGCCCCAGGGACTCGATGATCATGGCCGCTCCTTTTCCCAGAGGCGTGTCACAGAGTG
AACAAATGTTCTTTCCACTCACTGACCTGCGCATGAATTGGGGGTCGCTCTCCCCCTTGC
TGGTGGGAGTGGTGGTGGAGCCCTGACGGATCCAGCTGCCGTCCCTCTGCAGTGATGTCT
TCTTCTTCA
>CL2670Contig1
TGTGTTTATTGTATAAAAAGTCTACAGAGACAAAATAAATTTAACATTTTGAATTCTTAC
CACAAGAGAAAAACAAACACAAAAAACCCACCCAATTAAACAAAGCTATAACTTTGTTAG
AGAATTGCAATCAGAAGGGTAAAAAATAAAAAAGGAAACAGAAAAAAAACATTTCTTCAA
AATAATTCACTGGATAATTTATTATCTACTGAACAAAAAAGTCTGGTATGACCCTTTATA
TTTCTTTAATTCCAAATAAGAGAAATAGGAGTGAGATGCTGCAGGTTTTTCAATTTAGAG
AAAATGTTAACTGCACTCAAAAAGAATCATAAAACAATTTTAGAAAATAGTTTTGTAACT
AACTGGTGACAAAAAAAAGAGTTAATAAAAGCTCCACCCCAGTAATGCACATTCACTACA
CCTAAACAAAATGTCTCAATTGTTAAGAAAAACAACAACATTCTATTTCAAATGGATTTG
ACTGATGATATCAGATTGAAATAAATGGTATTCATAGAAGATTTATTCCTTCTCTGTTCA
TCTCCAAGTCCTAGATCTCTTTGGACACTGCCTGCTTTTTGTTGATCATCAGGGAATAAA
TTCAGTCCTGTATGAAGTCCAATCAAAACACTCAGACTTGGTCTAAAAAGTATTGCGAGC
TTCTGTGCTCCGCTGTTGCTGCGCCAGCTTCCCATAGCCTCCTCTGGCAGGATCGTAGTC
CTGCCTGTACTCATCTCTCACCTGTCCTCCAGACTTTCCTCGCCCGTACTGCCGGCCCTC
TTTGAAGCCAGCATCCCAATCTGTCCTGATGATGCGATCATCCAGCCGTGTGCCATTAAC
GAAGCGCATGGCGTTTTCTGCATCTCCTCGTGTGTAATATTCTACAAAGCAGAAGCCACA
GGCAGTTTTTTTGACTTTATCAAGGCCGATGATGATCCTCTTAACATCTCCGCATTTAGC
AAACAACTCATGAACCTGCTCCTCAGTGGTGTAGAAGGACAGATTCCCCACATACAAAGT
GTTGCTCTGTTTCAGCAGCTTCTCCTGTTCATAACGGTTCCCCTTAAAATGTTGGTCCCT
ATACTGACTAACTTCAATGTAAGAATCGCTGTGTAAAGCGTTTAATTTAACAGACATTAT
GATGCAAACGGTCAAAAAGCCGCGTAACTGCTAACCAGTGTTAGCGTGAGAGGTATCAGT
TCCGGTTGTGCCCCCGGCCATA
>CL2671Contig1
CGAAGCTAAGAGCATAAAACCCGAGCCAGGAGAGGTGACCTCCCCTCCACACTCCAGCAG
CAAGAAGGGCGACGGGCTGAAGAGAGAGCGCGAGAGCCAGGACATGAACGACTCGGACGA
AGAAGAGGAGGAGGAAGACGAGGGAGACCTGCTTGAGGAAGAAGAGGTAAAAAGCCAAGA
AAGGGAGGAAGAGGAGGAAGACGAAGAGGAGGAGGAGGAGGAAGAAGAAGGAGAGCACGT
GGAAGGAGACGACGACGATGCTGACAGTTTGAATGGCGATGAGGATTCGTAGACTGCTCC
CTCGCATCTTCCCGTCGGAGCACAGACTCCTTTTTAACACTCTACAAACGCAATGAAGAT



AGAAACTAAGACGTCAAACACAAGCATGGTGCACTGCTGTCACATTGTCCCTCTATATTC
CTTATTTTCTGTTTGGTTCTCAAGTGTTACTGTAACAGAACTAGCTAGCTATACATTTGC
GTTTTTATAGGAACATGGACTGGTAATGTTCTCAGAGAAGACAACTCGATGGACATGTCT
TAATGCGAGGACGGCAGTTCAACCAACAAGACCGTTTTTAGCTTCTATGTAGTTGGGTTT
ACCTTAGTTGTGAATTGATTTGACCTTTTGTGTCTGTATGTTATCGTCTGTTATTTTTTA
AAATTTTTCTGTTTAACTGTTAAGAAATAAATTGCAATAAAATATAAAATATGCAAAAAA
AAAA
>CL2672Contig1
CTTTATTCTTTGTGCAAAAAAGGACCAACAAACAAACTCAAACTGCATTTGTAATAGAAT
CAGGTTAGAAAATAATGTGAATACTTGATGCCACAGATGCGTAATCCTCATAAGAGATCT
TCATCAGTCCATTCCTCTTCTAGTCGTGCCTCTTTTGCTACATGGCCGTCGTCTTCATAG
CCTTTCTTTCGTTTATTGCTTGAACTGCTAAACTCTGCATGAATCCTCTCCAGCTTCTGT
TTGTAAACGTTCACCTCCTCTGCTTTGGGGAGCTCATACTTCTTGAGGAGGCTTTTTGTT
CGCCTCATTAAGTCGAAAATCTTTGAGAGGGAATCTTTGTCGTCTTTCAGTCCCAAGCAC
TCAGTCAGGTAGCTTTCCATGCTGAGGCCAGCTCTTAAAGCGCTATTCAGAATAGCTGTC
AGAGCGATCTGAGAGGGAGAACACAGCAGTCCGGCATCCGTCATGACCGCCTGGGTCAGA
AAGTCATCAGCACTCTTCCTCAGTGACTCTGGGTTCTCCAGTGCAGGATAGCGAGTCTTG
AGGTCGATGAGCAAACCCTCTAGCGGTCTGTAGGGGTTGTGGACCACGAGATGAAAACTG
AGTTGTTGGATTAACAGCAGTTCATACTCCAGGATTTGCTGAAGAACCCGTTCTTGTCCA
GCTGGCGTCTCATGCAGGAGATTGCCCACAAACTGGGTGCTGGACACGTTGAACTCGTCC
ACTTTGCAGGCCAGGTATGCACACGTCAGCATGATGATCCTTGGGTGGTGCTCCATAACA
GAGTTGTTGAGGTAGAACCTCCGGAAGTACATGATGGCAGTGCCCACAACAGACTTGGGC
ATTGGAGGCTTAAAAGCGCTGCAGAAGTCCAGGAGTCTCCTCTCATAATGGCGGAATAAA
ACGTCTTCTTCGTTCCGTTTCAAGAACATGGACTCATACATACCTGCCTTCCCACTTTCT
ATGACTTTTTTACGAAATGCCTCATTGGCACTGCATCTTTTCTGCTCAAGTTCAGCCTCA
CTTTTGAAGATCCAGTACTTTCGCTGAGAGCTGTTGTGATACATGGCGGCTTCTGATTTA
CGAGAGCTAAAACCACAACATAATCCTAAAGTAGCTTTATGTATTTTACCACACGGAAAT
CCTTGAACGATTAAAGTAATCAGCGTAGTGTAAAAGTAGTTAAATCGGGCTGTGTGTTGT
TCACCCCCAAGTAGTAGTCCCCGGCCATAATGCCCGGGTT
>CL2673Contig1
GTTTTTTTCCTNCTNCTTTATTGCAGCAGGTGCTCCTTACAGAACCTGACAAGAGGGTAA
CAGCTTTTTATACAGAACATCTCTCATTGCACATCATGCCATAAAGGTTAACTTATGTAG
AGGCTTTGTTGTGAAATGTGCAAAACTACTTCAATCTTCTCCATACAGTGTTTTTATTGT
TTCTTTTTAGTATTTTAGTATAAAAATTGAGCAGTTTTTTTTTCTGGCACAATTTAACTT
TAGTAAAACAAAGCAATCGTTATAAAAAGCTTTTAGTTTGAGGAATAAAAGTGTGCAGTA
GTTAAAACTACTCTCGGCACACACCCTTTGGGTGCAAATATAAAAGGTTAAATTACTATT
ATTTTTTTCTTTCAGTATCTTTAGATTTTCTCCAGCTCCTTTAGAAGCTCCCCGAAACTC
GTCACGAACCACGAACATCTCTCCTTGACCTGTGGCCTCACCACATTCCCGCCAAACCCA
ATGAAGGCACTAGCTGGAGGACAAGCTTCCAGATCGGTGGCCCCGTCTCCAATCATCACA
ACCGTCTTGAAGCCATATTGCTCCTTCAGCATGCTTATCACTTTTCCTTTGCCGCCGCTC
TCAGCTGTTGGCTGACTCTCGTCAAAACCAGCATACTCTCCGTTAAAGTAGAACTTGAGC
CGGTTGGCATAGACGTGCTGCAGAGGAATATTTAGCTGAGACGCCACGTGTTCTACGATG
CAGCGGAAGCCACCTGAAACAAGGAACACCTTTATGTTGAGCTCATGCAGACGGTCCACA
AGCTCCCTGATGCCTGGAGTCAGCTGAGGTGGGTGGTCGGTTATCAGTTTGTTTACTTGC
TCTCTGGAACATCGGATGGTGGAGAGGCGGTCAGTGAGGGCCTTCTTGAATGTCACCGAG
CCCCCCATGGCTTTCCGAGTCATCTCTCTGACCGCGTCCCCAACACCACAGAACTTGGCG
AGCTCATCGATGCCTTCTTCTTTAATGACTGTGCTGTCCACATCAAAGCAGACGGCATCT
GCTCTCCTGAAGAGCTCCTTAGTTTGATCAAGAGTTGTCATCATGCAGAACACGGAGAGC
TGAGAGGGAACATCCAGCAGAACCCACACCGAGCCGCTTAGATGGAACAGTAAAGAGCCC
CGGCCATA
>CL2674Contig1
GAGGGTGGGTTGCTTACAACTCCCTTATCATCCTCATCGCAACTACNAAACACCGTCTAA
CTCAGGATCCGGGGAAGGGAAGTCTTTCTGCTCACTAGCCAATCTAAAGACTCTGGACCC
CCCCAGCAGCCCTCCTCTTCCTCACACTACAGGACAAGCTTGACTTCAGCGCCTGAAGCC
CGGGCCATGCGGAACTGTGGGGAGTCGACGGGGAAGTGTGCGACCCCCCCGCCCCCAATC
CNGCATCCGCTTTCCNAAAGTTTGAACCGAAAGGAGCTTATGGGCTTGAGAAAAGGGTAA
AACTGGTCAGTTTTTATAGAAATATGCTTCGACCATAAACATTCGAATTTCTCAAGCTTT
CCTTTTGTTATAACTTTGATATGAAGAACAGTTTGAGCGAGATGCAGCTGCAAGCAAAGG
AGCATCACAGAGCCCTCAAACACCCCATTTTTCCCATTTTTTTTATATTCAAGAGCTGCT
TATGCTTTTCCTTTTACTAATAGATTTAAAAGAAACCTTTTAAAAGTTATTCAGGAGTGT
ACTTGCATCCATGCTTTGTGGATATAACTCGTCGATTCATTCCGGAGCGTCTCGTGTTTG
CAGCAGGACTGGACTGTTAGTGTGTTAGGAGTTTTGTTAAAAACCAAGTTTTCTAGTTAC
TGAATTTACCCGGAGAGACGAAACTTTACAGAAGAAACCTCAGACAAATGTGTTTATAGT
TCAAAACTGTCAAATTAAGTTCATAATACTGAAGTCCTCTAAGTTATTCTATTTTAGACT



TAAACATTTTGTTGTTAAATAATTCTTTAAGCCAAATTGGAAAATAAATGTGGCTCCGCC
CATTAAGCGTCTCTCAAACTGTGATTGATGGAAATAAGTTTATGTCCATGTGGGTCTCTG
ACTTAAAATCTACTCTTTACTTGTACTTTTAGGTTAAGATATAAACTGTTTCTTTTTTGA
TGCATTCTTCAGAGATTTAACAAACGAAGAGTTTAAACTTGATGTAAAAAAACCAAACAA
ACTGTGCTTCTTGCAGTGCTGTGCATTGACATCAAAGAAACATACAGATGTGGGAAAAAA
CAGAAGCAAATATTT
>CL2675Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGGTTTATAGATGATTTTATTGAATAAGAA
ATTGACATTGATTACATATTTCATTCAAAATTATTGACTTGTGCGTGGTTTCTCCATTTG
CATCACATCGATGAGTTTTTTTCACTTTTTGCCATGTCCGTGGCCTTCTCCTTTACCATG
TCCATGGCCTTCTCCTTTACCATGTCCTTTGCCTTCTCCTTTACCTTGTCCGTGCCCATG
GCCATCCTTGTTTTTTCCCTTTCCCTTTCCAGATTCATTGTCTGGATTGTGTTCACCGAC
TTCTTCAGGATTCTTTGGCTTGGGGTCGCTCATTTTGTCTGGCTGATAATGCTGAAAAAG
ATTTTCTGCTGCAGAAATGTTGTGAGATCGGCCCCGGCCATAATGCCCGGGTTT
>CL2676Contig1
TTATCTACATCCATGTGCCTGGCAATGGCAGCACCGGCTGTTGGTCCCATTCCCGGCAGG
ATATTTACAACACCTTCAGGGAAACCCACCTCCTTAATGAGACTGGCCACGTAGAGCGCG
GTCAGCGGCGTCTGCTCTGCGACCTTCATAACCACCGTGTTCCCAGTGGCGAGGGCAGGA
CCCAGCTTCCAGGCTTGCATCAGCAAAGGGAAGTTCCATGGAATGATCTGTCCACAGACC
CCCACGGGTTCATGTCTGGTGTAGCAGAAATAATCTCCATCGATGGGGATGGTCTTCCCT
TCCCACTTATCAGCCCAGCCTGCATAGTACCTGAGACATTTAACCACATTAGGCAAGTCC
ACAGAATAAGCCACTGCATAGGGTTTGCCATTGTCCAGAGTCTCCAGTTCAGCTAGGTAG
GCTGCATCCCTCTCTATGGCATCAGCTAATCGGTTGAGCAGAAGGCCACGATGAGAGGCA
TCCATGCGTCGCCATGGCGATCCCAGTCTGAAGGCGTCAGATGCTGCCTTCACTGCCTTG
TTTACATCAGACTCATCCGCCTCGGCAACCTGGCAGATCACCTCTCCGGTCGCTGGATTG
ATGGTTGGAAAGGTTTTCCCGCTTTCTGCGTCCTGCCACCGGTTGTTTATGAAGAGCTTG
TTGTAGTGGACCTCTGGTTGAGTGTTCGGAACCGGGATTGGAGCTGCGGAGAAGCGACAC
GCCAACACCCGGCTCAGCGGGGTCACAGCCCGAAAGACGGCGGAGCGCAGTCCGAGCATG
ACGGCGGCAGGTCCTGGGGTCTCAACAAGAAAAATAAACTTCAGGCAAACTTGCACATGC
CCCCGGCCATAAGGCCCGGGTTAAA
>CL2677Contig1
AACAGATGCTGTTAAAGTCTGCAGAGGTCATGACTTCTGCTCAGAAGGCCACGGCTGCCT
GGAGCACTCTGACTGTGTGAACCTGGAGGCAGGCGACTGCTGTGTTTGTAAGGATGGTTT
CCGCCCACTGCGAGACGATAATGCCTACTGTGACGATATTGATGAGTGTGCCGAAGGAAA
ACACTACTGCAGAGAAAACACCATGTGTGTTAACACCCCTGGATCCTTCATGTGCATCTG
CCACACAGGCTACATCAGGATCGATGACTATTCCTGCACAGAGCATGACGAGTGCCTCAG
TGGACTCCACAACTGCGATGAGAATGCCTTGTGCTTCAACATGGTTGGAGGCCACAGCTG
CTCGTGCAAGCCGGGCTACACGGGAAACGGGACAGTTTGCAAAGCAATGTGTGACGGACT
GTGTCAAAACGGGGGAACCTGTGTTTCACCTAACAAGTGTGTTTGCCAGCAAGGATTTAC
TGGGAGTCGATGTGAAACAGATATTGATGAGTGCGCAGACGGCTTTGTGGAGTGCGATAG
TAAATCCACTTGTGTCAACTTGCCCGGCTGGTACCACTGCGAATGTCGCGATGGCTACCA
TGACAACGGCTTGTTTTCCGCCAATGGGGAATCGTGTGTTGATATAAATGAATGCAAGAC
AGGGAGAAACACCTGTGCCAATGACACAGTGTGCTTCAACTTGGAAGGAGGATATGACTG
TCGGTGCCCCCACGGGCATAACTGCACTGGCGACTGTATCCATGACAACAAGGTCAAGCA
CAGTGGGCAGATTTGGGTGCTGGACAATGATAGGTGCTCAGTGTGCTCGTGCCAGGCTGG
CCAAGTGATGTGCCGCAGGATGGTGTGCGACTGCGATAACCCCAACGCTGATCTTTTCTG
CTGTCCCGAGTGCGACCCCCGCCTGAGCAGCCAATGCCTGCACCAGAACGGGTTGCTCAC
TTACGGCAGCGGCGACACATGGGTGGAGAACTGCCAGCAGTGCCAGTGCCTGCAGGGGCA
GGTGGACTGCTGGCCTTTGCCGTGCCCGCCCGTGGACTGCGAGTTCACCGTGGTGCCCGA
GGGCGAGTGCTGTCCCCGCTGTGTCACTGACCCCTGCCAGGCCGACACCATCCGCAATGA
CATTACCAAGACGTGCACAGACGAGCACAACATTTCACGCTTCAGCGGCTCCTCCTGGAT
CAAACATGGGACAGAGTGCACCCTTTGCCAGTGCAAGAATGGACACATCTGTTGCTCAGT
GGACCCCATGTGCCTTTAGTCTGGCA
>CL2678Contig1
TTTTTTTTTTCGTTTTGAAAACGTTTATTTGTGCGTCTTCAATCAACCCGATCCAGCCTC
GGCACACCTTTATCCATCTGATCCCAAACACCAGATTAAAGAGCATGCAAACAAACCGGA
TAACTGAATAGATTGGCTCAAAGGGGACAGCAGGTCTTTTCTTGCTAAAGTGCTAAAAAC
AACAGAACAACAGGCTGCAAATACTGCAATACACGTCGGCAGTCGCCTGGATTCAAAGTG
ATGCGCAATGTGAAGCAACAAGTCCCACCAGTTCAGGGATGGTTTTGCGTTAAATTACAG
TTCTGTCTACAAAAATGACATAAATGTCACAAACCAACCGGAATTGAGCAGAATTTGTGT
GAGAAACGCCTCTTGGTCATGAAGAGTGAAGAGGGCGGCAGCTTCGGCACATGTCAAACA
CGTGAAGGGATCTCGCTGGGTTCTGTCAGTGGGCTGATGAGTTCTAGGCTCTTTCTTCCG
TCACCAGGCTCTCCAGCCTTCTCTTGAGAGCCTTCAGTCAAAGTTCCTTCAACCCGTTCC
TCGTCTCTTCGTTCCAGCTAAGCCGGGGATTTGACTTAAAGAAATGGGTGTTGAGATTAA



TTTTGGCGCCGCATGGTTGCTCTTTTAGGAAGAAGGAAAGTTGGGACTGCATGGATCATG
AGTGCTCCTCAGCGCTGCCGCTAAAGGAGCGGCTCCTGATGTGGTTCCTCAGCTGCTCGA
TCAGCTCCGGGNTCTGCTGCTGGATCTGCTGGGCAAACTGTTGT
>CL2679Contig1
TTTTTTTTTGTCTGTTTTCGTTGTATTGGATAACAAGCTCAAATCCAAAGTTCTCTAATA
AAGCTTTGGCTGCATTACCTCTTGCTCCTGATACAATACGTGGAGGGGGAATAAGAGGTT
CAGGAAAGTTGGACTTTTTAGAGTCTCTGTTGTCTTTCCCTCCATCACTTATAGCATCTC
CTGCATTTTCCATCTTTGCTCTGTTTTCCAGTTTTTCCGAGAGGTCATCTGTGTCTCTTG
GCATTTGCAGTTCTGAGATGGAGATGGTGCTAGAGTCTAATTTGGATTTCTGGTTCTGAA
GTTGTTGCATTTGCTGGTTTTTCTGTTGGTGAATTTGAGACTGTGTCTGTGCTTGCTGTT
GTTGCTGAGCCTGTTGCTGAGCTTGAGCTTGCTGCAGCTGGTGCTGCTGCTGCATCTGCT
GCTTTAGGTCCTCAAGGAATGATCCAGTGAGACCGGGCATACCAAAAGCTGCAGCAGAGT
GCAGAGCAAGTTCTGGGTTTAGGTTGAACTCTGCTCCTGGTATGTAAAAAGGAAAGAGAA
ACTGTGGTTGCTGAAACTGCAGGAGCGCTTCAGGAGTCATTGGAAAATGCGGGAAGAAAG
CTGGATTGAGGAACTGAGGCTGGAAAAAGGCAGCCTGTTGTTGAAGTTCGTGTTGAAGCT
GCAGCTGCAGTTGGGCAGATGACTGAGCTGACTGGTGGCTGCTTGCCTGTGCCGTAACAT
GATCAGTAGTTGAAGCTTGTTTGGTGTTGCTGTTATTGGGTTCTTTTGGTTCTGCAGCAT
TATCTTTGTTAGAGGAGGGTGTGCCACTTCTAGCAGTGTCAACATTGCTAGTATTTCCTT
GTGTACTTGGGCCTGGACTTTTTGTAGGCGCTGGACCACTGCTGGAAGTGGTACTGCAGC
TGNTTTGTCTCACTTTTGGGCAGTTCTGGCTTTGGTCTGGTGGAGGACTGATCTCATGTG
AATCTCGAGCGTTGAGCTTTGGCTATAAGCAACATTGCAAATATTGCATTTAAATGGTTT
ATTGTCAATACTGTTGGTTGGCTCCTGTGGAACTGGGCTTGATGCCTCTTGAAGTACCTT
CTTCAATTTATGCAGATGGGAAACTGAATTATAGTGGACTAAAAGGATGTTCTTCTGGGT
GAAGGACTCCTTACATACTGTGCACTTATAAGGTCGAGATGGGTCCAAAAATTTTTCCAT
TGTAAAGTTGGGCCCTTTTCTAAATGGTAGGGTTCGCTTTGGCTCAGATCCCATGTCATC
TAGCAGAGAACTACTATCACTTCCTGTTGGACTTGGCTTTTCTTCTTGGTCCATTTCATC
ATCTTTGTCTAAGTCATGTTCAAAGGCCTGAGCTTCCTCCAAGGCCCGAGCTTCACTCTC
AGTGATATCACCATTTAATGGCAGATTTCCAATTA
>CL2680Contig1
GGGTGTGTTCAGGAGAGGGTCTTCAGTGAAGACTAGCTTCATCTGGGCAGGTTGGGAAGG
GGTCAGGAATGTGGTGACCCTTAGAAACATGGCGCCTTGCCCATTTTTCGTGCTGTAAAT
ATAGTTTCTCTTTTTGTCAACTGCCAACATTTATAACACATTTAGTGCATTTCTTTTTAT
CTTGAAGTTAAAGTTAGTCACTCGGAAGATTTATCAGATGAGCTTTCTACTATTGGCCAC
CTAAAGAATTAGTACGGTGTGTTCTGAGAGATTCTTCTTAAAACATGGTGTTGTGGAAAT
GTAATTCTGCTCACAGATTTTAGAGGTAATCAGTTTTAAGCCTTATTAGGTGTGTGAGTT
AACAAACACCAGTCACAGGTTTTTGTGTCATTTTAAACAAACTGGATTGCTTTTTGAATC
TTCAATGATGGCCTTTTTTTTATATTTTTATACACTGCTGATTTACCAGTTAAAACAATA
GTAGTAGTAGCAGAGAGCTTAAGTCAGTGACTCTAACCAGTGCCAGATCTTTCTTTTTTG
TTTGAGCACGCACCAGATGCGCACGACCATGCTTCTGCTATTTAAAGTTTTAATGCAAAT
TTCTTATTTGATGTAAGTAGAGATGCTGTTTACTGAAGACCCTTCCTTTTTTTGTTTTAT
AGTGTCAGGCATTGGCAGATTCTTCTAGAGCGAGAAACTTCATATTTGTAACATTTCTTA
ATTAATAAATCATTGAAACTCCAAAAAAAAAA
>CL2681Contig1
TTTAATTTCAAATCAACTTTTATTTGTCAATCAGTATTGTACATTGACATTAGTGAGAAC
AAAAGTTCTTTCTTTGTAAACCAGCTGAGGACAGAGTACAAAACTCACTCTAAACAGTTC
CATTATGACACACATATGACCGGTTAAAAGGGGGTTTAGCTCTTGTTGCTGAAATGCAAA
AGTGTCATCATGTCAGTAAATAACCAGGCAAATCTTTTCTGTATTGTTTGAACAGAAGAA
ATGTTTTCAAGGGAAGTATGCAGAAGAAAAATCAAGCAAGCATGAATGGGGTGGAGAAAG
TGAGAAGTCTTTGCAAGATCAAGCAAAATGTGAAGAGGGGGAGAAGCTTCACTAAGGCCA
CAAAACTGTAATCAATGGATCTAATGAATCACAGCTAAGTGTTTATGCTTTGTAAATGTA
ATTTCAGGTGTCCGTCTTCCATTTTTCAATTTATTGATGAGACACAGTCACTGATTTTCC
ATGCAATAGGCTGCTGCTTGAACAGGATATTAGGGACTGCAGGTTCCATCGGATGAGCTG
CTTTTTCCACCAAGTGTTTCAGTATCTGTAATATGGACTTCGTGACCGAGACCGAGACTG
AGATCGTGACCTTGACCTCCTTCTGTGTGAGTTGTGCTCTCGACCATATTTGGAAGGAGA
CGGCGAGCTGCTCTGCCGCCCGTACTGTCTTTCCCATTCGTCCCTTTCTTTCTCACGGCG
CTCGCGTTCCTTCATGCGTATCTTGCGTGCCATGGCTCGCAGCTCTCCTTCTCGCTCCTG
TCGCTTGTGTTCCTGCTGCTGGATCTTCTCCTGAGCAGCCTTCTTATCCGCCTTGGATTG
CTTGTTGAGCGCTTTCTGCATTCGTAGCTTGAGCTTCTCCTGAGGGGTCAGCTTGGGTGA
CTTTGGCAGCTCCCGTCTCTTTACCACCCGGAGTGTCAGGCTTTCTCAGTTTGTCAGAGA
CAGCAGTGGCAGCAGGCTGGGATACTCTGTGAGCAGGGGAGGGGCTGTGGGCTGTCGGGT
GGGGGAAACTGAAAAGGGGCTGCAGCTGCGACTGCGACTATGACTG
>CL2682Contig1
TCTACTGTATTTGAACTGTGGGTTGAGCCCTGTCACCTCACGGAGACGGTTTATGCACTG
ACTACGAAAATACGCGAAAATGTTCCTTTACATCCTTGCACTGGTGGCTGTTTGGTTCAT



CTACCGATGGTTCAAAGAAACCAAGCGAGTTCCCAACCAGGGGGACAAATATGTCTACAT
CACAGGCTGCGACTCTGGCTTCGGTAACAAACTGGCGCGTCATCTGGACCAGCTGGGCTT
CCGCGTGATTGCAGGCTGCTACACCGAGACGGGTGAAGTTCAGTTGAAGAAGCTCTGCTC
TGAACGACTCAACACCGTGTCCCTGGATGTCACCAAATCTGAAAGTGTTGCCAAGGCAGC
AGCTTTCATCAAGACTCTAGTTGAGGAGAAGGGCCTGTGGGCGGTTGTGAACAACGCTGG
AGTCGGTGTTCCATCCGGTCCCAATGACTGGCTCACTATTGAGGATTTCAAGTCTATGCT
GGCGGTCAATCTGAATGGTGTGATTGACATAACACTGAGCGTCCTCCCCCTCATCAAGAA
GGCTAGGGGCAGAGTGGTAAACGTTGCCAGCGTGTTCGGGCGTATAAGTCCGTTTGGTGG
ACCTTATTGTGTGTCCAAGTATGGAGTGGAGGCCTTCAATGACTGTCTGCGCTTAAACAT
GGCTCCATTTGGAGTCAAAGTCCTGTGCATCGAGCCGGGCTTCTTCAAGACCAGCGTGAC
CGACACAGCCTTAGTGAAGAACAGTTTGAAGAAGCTCTGGGACAAATTACCTCAGGATGT
GCAGGAGGAATATGGACATGCTTTCTTAGAGAAAACTCTTGAGGGGGTGGACGAAAGGTT
CAGTCAGCTTACAGACGGTGACCTGATGAAGGTTGTTGGATGTATGGAGCACGCCGTCGC
TGCTGTTCACCCCCGCTACCGCTACTCCCCAGGATGGGACGCCNAGTTCTTCTGGTTGCC
CATGTCGTACCTGCCGACCTTTCATCACAGACGCATTTTTCCTGAAGCACTCCCCCTAAA
CCCAAGAAATCCGTTCTGTAATCTTTATTAGCAACAGCAATGTTTCTCTAGCAAGTGGCT
GACAGTGGAAAGACCACTCTTTCCTTATTCATGCTCTAAAAGATGGACAGCATTGAAGTG
ATATCAGTGGAAAACATGCATCACATTTGACTGGTTGAACTGTTAGTCCATTCTGTGAAC
ATTTTAATCTTTTATTCTGGAAGTTCTGTGGGATTCAAGTTGACTATTCATTATTTTTAG
CAGCGTTTGTAACTATAGCTCAGAGAAGCGCTGAATGTTGATCGGTGGTGAAAGGCCAAT
GCAGTTGTCACAATCAGGAGTCATGTAATCTTGTTTATCCTATTGCTCAATGTCATGCTG
GCGAACCATTAACTCCTGCTGAATGGACCTTATGGACTCTGAGTCTGGAGCAGCATTACT
CCCCCTGGAGCTGCAAGCTTTTGTTTGTGGAAGAGCTTTGGGAATTTATTCAGTTTGAGC
AGGAAATGAGGAGGCGGCTCCACCGAAACGAGCAGTGAACATGGTATGTTGGGAGATGCA
TCTTTCTTCTAATTGGATGTAAAATAGGAGGCAAGTGTCACTGACGGCAAAGGGTTAAAA
TGAGGTTTTTGTTTTGGCCATTGTAATTTAATCCAAACTATTGCCCTCTTGTGGTTGATG
GTT
>CL2683Contig1
TTTTTTTTTTGTGGCAAACATTTTTATTGGACAAAATCGACACTTTTTTTAACAAAGCAA
GAATCAATCCTTAAAATTTTAAACAACCTTTTTTTTATAATAAACAGTCATAACTTTGTG
TGAATAAAGTCATTTAAACATTAATTATTACATCCTGATGCAATTAAAAATCATTTTTCT
GTTAGAGCAACAATCATCAAAGGAAGTCAAGGATCAGATTAGATGTTTACTTCCATGTGC
AGGACAACGGGGGGGCTGGGGGGTCACATTCACACAGCACTGCTTGTTCTATCAATGTTA
TTATTGATTTCCATTCTGCTGATCACTTCTGTCACCAGCTGCTGAACCGTCTCAGAACGC
AGACGGCCGACCTCCAGGACGCCGTCGTGATTCACGCAATCAGAATCTTCGTAACTTTTC
ACCACCTTATTGGTTATCAGAGAAAGACCAAAGACTTGCATGCCACAGTGAGTTGCCACG
ACGACCTCTGGTACTGTACTCATACCAACTGCATCCACGCCCAGGCGGTGCAGCATCCTG
GCCTCGGCGATGGTCTCAAAGTTGGGACCCCCCACCATGGCGTAGACGCCCTCCTGTACA
AGACCGGCGATGTCAAGCTGCTTGGTGACCTCCAGGGCCAGGGAGCGCAGCCCTCTGTCG
TAGCAGCTTGACATGGCGGGGAAGCGAGGGCCAAACTTGTCATCGTTGGGCCCATGAAGT
GGATTCAGACCAGCCAGTCCAGGGATGTTGATGTGGTCTTTGATGATCATGATGTCACCT
GGATGGAGATGGTCAGCCAATGAGCCGGCGGCGTTGGTCACGACCAGCGTCTGCACTCCC
CATCAGCTTAAAGACTCGGATGGGAAACGTTGTCTGACGGACACAATCAGCTTTTTGGTG
AGTTAGGGAGGGGCGGGGGGAGCAATCCTAGGCCTCGAGGGCAGCGCCCCTTTCTGGTTT
CCAGAAATCCTGACTCCTCCCACTGTTGGTGACTTGGATCAGGTGTGTCCAGCCAATCAG
GTGGGTCTGGGCAGGGTTTGCTTCAGCAGCGAGTGTCCTTCATACATGTGGAAACGACCC
TGCATGCAAACACACGACCTTCCCTTCAGCTCGCCAAAGACCAAGCAGCCAGCGTGACCC
TGCACTGTGCTTTGAGGGAAACCTGGGATTTCAGAGTAACTAAACTGATCACGACAGCTG
AGGCTGTCAGCGAGCCTGCCCAGTCCAGAGCCACAGATG
>CL2684Contig1
GAGGGGAAGCTGAAGCCCATGTTAGGAAATGTTGTCCCAGGGGCGCTGCTGCCTGTAGCC
TGAGGAATTACTGGTCAGGCGGAGAGCTTAAAGCGCCGCTCACTCTTTGGATTGACTGAT
CGGACTACAGAAACTCGGCACTGCAGCACTAATTATTATGGCTCAGGCGAAAATCCAGGC
GAAGATGAACGAAGCGGTCTGCAGCAAGTTCAGCAGGACACTGTCCATGGCTGATCGCTC
CGGAAGACTGCTGGAAACTCTGGATCAGCTGGAAATCAGGGTGGAGGCTTTAAGAGAAAC
AGCATCCGCCCTGGAGCAGGAAAGAGAAGGCATCCTGGAAATGATTCAATCCATCCAGAA
CAGTCAAGAAATGCGTAACATCTGTGCGGGAGAAAGGGAAGAGTTGAGCTTAACTGCGAA
CCGTCTGATGGGCCGGACTCTGACGGTGGAGATCTCCGTTGGCACCATTAGAAACCCCCA
GCAGGAGGAGGCCCTGCGGAAAGCCACATCCATGATTGACGAAATCGTAAAAAAGTTGCT
GGTCGACATGGAAGGCGGTCGGCAGCAGCTGATGGCGCTGCACGCCGCCTGCGTGACCGA
AGCACCGCCTGTCCCCATCGATCAGAAGTTCCAGGTTGTGGTGATCAGCTGCTCTTTGGA
GGACCAGAAGAAGATCAAACAGAGGCTGGAGACGCTGGTGAGGAATGTG
>CL2685Contig1
TTTTTTTTTTAATAACAAATTTTATTTCCAAAACCTTTTACTGACATGGATAAGAAATCC



TTTTTTTTTTTAAAAGACCAAAACTAAATAATATCAGTGGATTATCAGTACAACTTAGTA
AAGTTGTTAAGTCAACTATTCTCAAAAAGTGGAAGGGATCTATTTATTACAGGCCATTTG
TTTTCTAAACCATTTTAAAAATGTGAAAAAAAACAACAGTATGTTGAAAAAAACTCCACA
TGTAAAGTACTTAGCCCACAAAAACTGATTATAGCACCTAAATGAAGCAAACATTAGTTC
ACTTTGCAGTTTGGCACCAATATTATAGTTTGCTCTAAACAGAAAAAAGGAACTGGAGAA
GTTCAGCAATTGGTCAAATACAAACAACCACATAAAAATAGAAAAAGTGGCTTAGTCCTT
CTAGATTTAAACATTTGCAAACTGTTATTTACTCAGATTGAAGCAAACAGGCACTCATGA
TATCCAGAGGTAAATATTATGGGCTGTAAAATTAGTCAAGCAAGATATTAGTAAAACCAA
AGTATATATATATATAAAAATTGGGATCTTCTGACCTGTAACCTCAACATAAGTGGCTGT
TCACACTTATTTTTGCAAACTATAAAGATGGCAAATCCTATTCGTACCGTTATTACTGGC
AATAATGAAAATCACCTGACATAAAGTACATAAATAGCCATCAAACCCCAATAGTATTTC
ATGTAAAACCTGTATCTGGTCCTGTTTGACTAGTTTGTGGAGCTCTGAGTGAAGAATGAC
AGCTGACGGGTGGAGATTTGGGAACGGGAGTGGCTCTGCGCAGATAAACATGTGATCAGG
AAAAGTGGGCTTCCCAATTGACCACAGGAGGGACTATGACCAGGAGTGTGTCTTTGTGCA
TGATTATATTGTAGAAATGTGAATGTGTTGGGTGACAGAGATCACCACACTCCCATGTGG
CTCAGACTCTTTCACTCGTCTGACTTCATCTTCATCTGTGCCTGCATCTGAGCAATCATC
TCTTGCATGCGCCTCAACTCCAACTCCTTCTGCAACAGAATCTGGTCTTTGTCCATAACG
TCATCATACACGGCTCGGACAGCCTTCCTCACCCTCTCAGATCGGAAGTTCTCGTAATGC
AGGTCTTGAGTTACCTCCTGGAGGTCTTGCATATGAGTCACAAGCATGGTGCGTAATTTG
AGGAAGTCATTGTGTTCAGGATTCTCAACCTCTACAACTCCCCATGGGTAAAGACGACCT
CGGATCTTCTTCCCCTTCACCTCGATCAGCTGGTTGGAGCCAATCACAGCGAAGGGAATA
CTTGCCTTGAGTACTCTTGTCTGCTCCTTGAACTCTTCATCTTCATCAGAGTCTGCATCT
GGAAGCTGGTAGATTTTGATGCCGTGCTCAGCGATCTCATCCAGGATCCTTCTCTTCAGG
CGATCCCTCTCCTTTAGCGTCAGCGTGTCGGCCTTGGCAATGACAGGAACTATATTGACT
TTGCTGTGGATTGCCTTCATAAACTCCACATCCAGAGGTGTCAGACCGTGTCCAAATGGA
GAAATGAAATAAAAGCAGCAGTGCACCCTGTTGTCCACTATGTGCCTCCGGTTCAGCCCA
CTTTCGTCATGGAGGTAGCGCTCAAACTGATTGTCAATGTACTGAATGATTGTCTTGAAG
CAGTCCTGACTGTTGATGGCGTCCCCGTAGCCAGGAGTGTCGACCACAGTGAGGCGGAGC
TTCACTCCTCTCTCCTCAATCTCCACAGTCGACGCCTCAATCTGCACGGTTCTCTCGATC
TTTTCTGCAGCTCCAGGGATGTAGCGTTCAGGGTACAGATCAGTTAGGAACAGGCTGTTT
ATGAGGGTTGATTTGCCTAAACCAGACTCTCCTACAACCATTAAAGTAAACTCAAAGCCT
TTTTTCACCGACTTTCGATGCACTTGGTTTGGGAGGTTTGCAAAACCTACATAACCTGAA
GCATCTGGTAACTTCCCTTTTTCTCCAGACTGAGACATCACTTCTGTTTACAGGATGTCT
GACAATCCTCTGCGTAACTTTGGAATATAGTTATTCAACTGGAACCCTGTGCGTCGTTTC
TGTCAAACAGTAAATGGTCAAACACCAGGAAGGTGAAACCCGGAAGTCGCTTCCTTGAAA
CCGCCCTCGGCCCCCCGGCCATAAGGCCCGGGTTAA
>CL2686Contig1
AAGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGATGGACTTTATTGCTGAATGAACTCA
TAAAACACAGAGCACAACAGTACAATGTTCACTTGAGCCAAATGACAGATAAATATATAC
AAGGACACACAACTGCACACACCTTAATATTACCTTGAGATCCTTTTTGAGTAGAAATAA
AATGCACTGGAAATGTCTGGATGGAAAACCAACATGAGACAAGAGCTTTTCCTAAAAGGA
AAACATGAGGAGGCTTCTTGACTTGGGTGCTGGTTTTCTACTCATTATGCAATAATGAAA
ACAATACAGAGTGAATTAGCAGCACTGAAAGTCAGTGACTGAAAAGGTGAGACTGAATTG
AGGATCTGTCTTTGTCAAAAACATTCAGCGCCTCATGGGCACTGAAGACCGAGAAGTTAC
CTTTGGAGAGACTTAAGCACATTTTCCAACAAACGACATTTGTACTAAAAAATATATATA
ACGAAGAGAAGATTGTTCATTAAAAACATTGATGTTACCCCCCTAAAGACATGCTTCTTG
ATTCAACATTACAGTCTGCAAGTGACAATGGCACAATAGCAAGAATGATATGAAGCCAAG
AAAGAAACGGATGGTCCACTTTGTGAAGCAGAAGAGGTTCTGGCTAAAATACAACACTAT
ACTGCCTGTAGGAATGAGTGTCAGGAGTCCAGCAGCTTCTTTATTCCCCTCTGTTGATTG
CGTGGTGTTTACACATCACTAACACGGATGATGTCCTTATTATTTACTGACGTTTGGCTT
TGTAAGGCCGGGAGCGTTTCCTTCGATCGGGCTTCCTCTGTTTGTGCAGGCGGCCGATAC
TCACTCCCTGACGCCGGCGCACAGAGATGTTTTGCTCCACCAGGCTGGCTAACATACCTT
CTTGGGCCAGCATCGATATAAATGTGCAGATAAACTCGTCGTAATTGTGCGTCCTCCTCT
GATCGTCAATTTTATATTTTTTTCTCTTTTCCACTTCCTCCTTTAGATACACCTCATAGT
TGGCGATGTCGGCTTCCACACACTTGAGCAACGCAAGAAGCTCTTTGGGTGAGTACCGAT
CCCCAGGAGGTTTGCTCTCTGAGCTGGAATCCGCTGCGCTGAGCCTTTCTTTTCCGGGCT
TCACGTCTGCTCCACATTTCCCCTCATCCTCTTTCTTCACCTCTGCAGAAGACCCATCCC
CTCCCTCCTTTGTAGCCTCTTTTTCAGAAACTTTTCCTTTCTCAGAAGTGCAAGGCTGCT
TTGTATTCTCAGCAGCCAAATCTCCTGGTGAAGAGAGAGCACAGATGACTCCGTCCTCCC
C
>CL2687Contig1
CTTCGGAGGAGGCAAGAAAGACACCAAAAGTCTGAGATCCTGTTTCTGCGTCACCAAGCC
TTGGTTCGATTTCAGAGCTACTAAAACAAGGAGGGAAACACTCGATCCTCTCATACTGGT
TACAGATCAAGACGACCAACTGGAAAAAAGGCTGACATCATGACACAGGGCAAGCTTTCA



CTTGCTAACAAGTCCACTGAGGGCGCCTCCAGTGAACAGGCCTTTGTGGCACCATCTCCT
CCAACATACGAGGAAGCTACAGAAAGCATCAGTGCTCCATGCTACAATGATGTGGAGATG
CTTACAGAATTCACCTGGGATGATCGCAACATCAGGAGAGTCTTCATCCGTAAGGTGTAC
ACCATTTTGTTGATCCAGCTACTGGTGACTTTAGCTATTGTGGCTCTTTTTACATTCTGT
GACCCCGTAAAGGATTACATTCAAACAAACCCTGGGTGGTACTGGGCATCATATGCTGTG
TTCTTTGTGACTTACCTGACTCTGTCATGCTGCTCTGCACCAAGGAGACGGTTTCCCTGG
AATCTGATTCTACTTTCCATCTTTACTCTTTCTCTGGCCTACATGACATCGATGCTGTCC
AGTTTCTATAACACCAAGTCAGTTGTGATGTGCCTAGGCATCACAGTAGTAGTCTGTCTC
CTGGTCACAGTCTTCAGTTTCCAAACTAAGATCGATGTTACTTCATATCAAGGAGTACTC
TGTATCTTCTGCATGGTTATGTTCATCTCCGGACTGTTCCTGGCTTTTGTCCTCCCTTTT
CATTATGTACCTTGGTTGGATTCGGTATATGCTGTGCTAGGAGCTATTCTATTCACTATG
TTTTTAGCATTTGACACCCAGCTCCTAATGGGCAACAAGCGATATACCATGAGCCCAGAG
GAATACATCTTTGCCTCTCTCAACATCTACCTTGATATTGTGTATATCTTCTCATTTTTC
CTTCAAATCGCNGGCACCAAACG
>CL2688Contig1
TTTTTTTTTTGAACTCCACAACAAAATGTAGTTTAATGAATCCACTTGAGTTACTGTTGA
TCACAACTCTATACTGATGTAAAAATACAATTAACAAAGGAAAAAGGATGCAGCACCCTC
CGTGTTGTAAGGCATGCAGTCTCCACAGAGCTCTGGACATCGAAAGCTACAGGTCGCCAC
GGTCGGACACTCATCCACAGACACACAGAAGCGCTCGCAGTGCCCGTCCTCCCCGTGGGG
CTCAAACATTTATTCATTGCACATAACAGTGTTTAGAAGTGGGAGTCATCACAACACCTA
AAGTAGAATCACAAAGAGCAATAAGATTGGCTAACACTTCCTTTAAATCTCCCCGGTCCA
CTCTCCAGGAATAAATCAATATGTCAGTGACACGGTTGCACAAACGAGGGTTAGTAGTGA
CCGGACGCACACACAAAATGACCATGATTTGAACAGCCGTGACTCTTGGCTTTCGAGCCC
TTCAGGTTCTCTGAGGAGGATCCTCCTCTTCCTCCGTTTGGAGATCACCACCGTTGCAGA
TCTCATATAAAAAGGCTAACATTTCCTTGTCTGCGGTGCAAAATCCTAAATGACCTTTGG
GAAACCAATTGGCTTCGGCTATATAAATACAGTCATATATTTACCTCCATATAAAAATAA
AATCAGCAATACACAAATATTGCACACCTAAGGAGATTAGATAGAGCGGGTTATTGACAA
GCTTCTGAGGAAAATGTACAAAGATGGAAATAATAAACCCTCTGGTGCTATAAACAGATA
TTTGCATCTTCAGTATGATTTTTCTTCAGCGCGCCTCTGGCTGTGGCTAGACCGAAGCTG
GCGCAGAAATGGAGTCACGGCTGCCAACGGGAGACCGATTTGGGCTGTGCGGTGGGTGGA
GGTCAGGGTGGAGCAGCAGGAGGAGCCCCCTCACTGGTTCTGGGCGTCCAGCTCCCTCTG
GCGGCAGCCCACGGCGGTGATGAGGGCAGCCCCTTTCCCGCTTCCGTCCTCCGATAGCAG
GAAGTTGACATCGCATTTAGGGGCAAGTTCCTTTACCGTCTGCAGGAAGATCCGAGAGAA
GTGTGGGTGCAGCTTGTACAGGGTGCCGTCGACACCCACGGTGACGTCCAGGTGGTCCAG
TCCTCTATTCTCGCGGATTTTGTCCACCACAGCCGCCATCCCGGCGCCGCATATCTGAGC
GGCGCGCCGGGACACCGTGCCGCACACTTCCTTGACGATGATGCTGTCGTCACAGGTGCT
GTCGAGTCCCAGCTGCTGCAGGATGGCCCTGACCTGCAGCAGCGCCAGACGATCGCTTTC
GATTTGGGACAGGAACTTGGTCTCAAAAATGCCTCTGGTTTTGAGCGTCTCTGAAATTTG
TCCACGGAAGAGGAACCCACGCTTGGTCAGATCGATCAATATCTGCCTGACGATTTCTCC
CAGATACATGCCGCTGCACATCTTCTCGTACCTTTGTTTGCCTTCGTTCAGCGAGTTCTC
ATCCACTGCCTGGTCATACTTGGTCCTGATGTCATCCAAGCAGCCGTTGTCTCCAAAAGC
GCCCCACTCCATGTTGACGCACATACGGCCCTCAGTTCCCGGCACAGTCTCG
>CL2689Contig1
TTTTTTTTTTAAGAATTTAACCTCTTTATTTAATCTTTATGATGTAGCACTTAAGACCTT
TCTCACAGATGAGTGGCAGTATAAAATTAGAGTGTAAGCACATGATGCAAAAGGTTCATA
AAATATTAGAAAATTCTGGGGGTGAAATAGAAATAGTATAAGATGCTTGTGTTGAGTGCG
ACTTACAGATTACTGCTGTTGTTTAACTAAGTAAGCCTGACAGGGACATTACAATGACCT
CAGAGCTACTCAGTAGACATCTCCATAGGACACTGGTTTGTACCTTCTCGCATACTGTTT
GGTGTTTTTCTTTCAAAGTAGTCTGAAGTTGTGAGATTCCCAACTAATTTCATGTATCAC
TGGAATGTAAACAAAGAGTAAACATATTCCTTGGCCTGTTTAGTGTTCAGTTTACTCATA
AAACTGGTGGCTCAAATAAGCACTTCCATATCCTGCTGCATGACAATTAAACACCCCCTC
TCTACAGGTACCTCTGTGTCTATTTGAAAAATGAAAGGTAGGTTGTCCGAAGCAACAGCA
ATTCCGAAACAGACCATCTGAGCCACCTGTAACATCACAGTAATGAGTAAATAGTTAAAG
CCGGCATCAAATCCCTGCTGTCCTTCACAGACATGGGAATGACGCTTTCACAAAAAGAGC
CTGCTCTGAAAAATAATCCAAAACCAAAGAAGAATAAAAAAAAAAATCATTAAAAATAAA
CAAACTGAAGATGCTGGAGCTGAGAATTTTCAGGCACCACATGAACAGTTTATCAAACAT
TGACAGACGAAATAATCACAAGGCCAGAGAGACGTTTCCTTCTCATAACCACATGACATG
AACAAAATAAAATAAAAAGGTTGCATGCACCTTGCCGGTACAATTATAGAAACCCTTATA
TGGAATCCACAACTTAGGGAGTATTAAAATTTGCTTTCACTCTTTATCCATCCGTCCATG
TAAAAGCTTCAGTTCTTTAATGTGTTATATAACGATATAATGGATTAATCATGACATCAT
ATAATATGAACTGGGCTTTATCCCAGAGATGTAAACAGTGACATTTAGGTGGCAGATTTA
TAGAAGATTAGTTGCAAGATCTCTCGTCTTGGTTGTTGGTAACACCAGGCACC
>CL2690Contig1
AGATATTTTATAGAAATCCGTGCAAACAAGCAAAAGGTTTCAGTACAGCATCATCTGGTG



GTAGAATCTGGTAATTACATTTTTCAGAAACTATTAGGTTATATCAGGGGTGTCAAACTC
ATTTTCACTGAGGGCCACATCAGCATAGTGGTTGTCCTCAAAGGGCCAGATATAACTTAT
ACATTTAACTAAATGCAATGAAAAATACATGTAACTACTCCTTAATGTAAAATAACTCAT
TTATTTATTATAACTTTTAAAGTGACAATTACAGTTGCATAGAAAACATATGTTTGCTTG
TTACTTTAGCATACATACTTTTAAATTTGATAATGTCATGTTAGGTTATATGGACAGTGT
TTAAGTCCTAATGTATAGTTGCCCAATCTGATATTTTAAGTCCAATTCTCCCTAGATATG
CCCCTGAGCCTTAAGTTTGACACACGTGAGTTAAAGTATAAGGGTTTTTTGTTTTTCACC
GAAATGGGTTCATTCACACTGATTAACTGTTTAATCTGTCGCTGTAGAAATGTTAAACAT
TGACTTGCAAAAAGTCCATTTCAGTCTTTTGTTGTTGTTGTCCAGCAAAGTTGTGTTACA
TCAGGGCTTTGGACTTCCATTTGGAATTTTTCACAAAGCCCTTCATCCATTGTGGACGCC
TTTAGCAGCAGAAATAAATCAATCTCTTTTTTTCTTACATCCCTCTAACCTTTCGATATG
AAGGTCAGTGAGCTGCTGAAGATTCAGAATCGGGACAGACCTTCTTTGGGTCCATCATAT
AAAAACTCGTGGCCCAGTGCATTGCCACATTTTCCACAGCAAACCTTTATAGGTCCCCAT
GCTTCAGGATGTTTGGTCACACTGTCCTCATGGAGGGTCTCCGAGAAGGCAGGCCATGGG
GAAGAATGCTCAAACTTTGAAATGCTGGAAAACAACTCGTGGCCGCATTCAGCACACACG
TATATACCTGGCTGGAAGTGATTCTTATAATATTCTCCACCAGAAAAGGGGCAATAAGAC
ATTTCCTCCATGTCAGATTCAAGCCAAAAAGTTTGACAATTATGAATAATTTTCTGTTAC
GTATTAAGCAAAGACTAGCAAACAGTAACTCGGCTTGACGTGGAAAACGGTAGATCAGTC
CCCCCGGCCATA
>CL2691Contig1
ATTGAAGAGGAATGTACTTTTTAATTCAAATTAAGTTATTTTTGTAGACATGATGATCTT
GACAAATAAGACATAACTGTAGATCTTAATAAACTCAAGGTAAAAACGCAGATTTATGCA
AACGTTCTTCTAATAATCTGTCATTTTTTTTACTTTATTTTCTAAAGTTAGAAGCGTCTT
TAATTTGATCACGTGGTCGCTCGTCTATGTGTATAACTCATTCCTGTAACAACAACTCTA
GTTTTATCAGGTGTTTTGTTGGTTGCTCGTGATTTAGTGGCAGCAATGATGCATTTTCCC
ACTGAAAATTGTAGAGTGGCTCATAGCTGCCACCTACTGGTCATGACTTGGTATTGGCGG
CGTTAATTCTCGCGAGACTTGTAGTTTTCACTGGACCAAAACAGGAACTGAGACATGGCA
TCGGTGTTCGGCGGAGTTGAGGGGGGAGGGACCCACTCCAAAGCGGTGCTGCTGACAGGA
GATGGAAGGATTCTGGGTGAGGCGGTGGGGCCCTGCACCAACCACTGGCTGATCGGAAAG
GACAAATGTATTGAAACGATTAACGAAATGGTCGAGAAAGCCAAAACGAGTGCCGGACTG
GACCCAAACGCACCGCTACGGTGTCTGGGAATGTCTTTGAGTGGGGGTGAGCAGAAAGAC
GCCATCGAAAAACTGATCGCCGACATGAAGGAGCGCTTCCCCAACCTCAGCGAGCATTAC
TTCATCACCACAGATGCTGTCGGCGCCATGGCGACAGCCAGCGATCACGGAGGCATTGTT
CTGATATCTGGAACTGGCTCTAACTGCAAGTTGGTCAATCCCGACGGCTCTCAGAAAGGG
TGTGGAGGCTGGGGTCACATGATGGGCGATGAAGGCTCAGCTTTCTGGATCGCTCATTTG
GCTGTTAAGACGGTGTTTGATGCCAGAGACAACCTAGCCCCGCCTCCCCATGACATCACA
CGTGTCCAAAAGGCCATGGAGGAGTACTTTCAGGTGTCGGATCTGATGGGGATGCTGCCA
CACCTTTACAGAGATTTTAAAAAGTCCTACTTTGCAGGTTTCTGCAAGAAGTTGGCTGAA
GGCGCGGAGGCCGGGGATGCTCTGTGCCGGTACGTGTTCGCTCAGGCTGGAAGGGTCCTC
GCTCGGCACGTGGAAGCCGTTCTGCCTGCAGCCCAGGAGAAATTAGTAAGCGGCAGACTC
GGCGTGCCAATCCTTTGCGTGGGCTCTGTGTGGAAGAGTTGGGCTCTCCTGCAGCCGGGG
TTCACAGATGTCCTGGATAAGGCTGCTTCCTCTGGACAGCTGAAGGCCCGTTTCCATGGA
TACAGCCTCCTGAGTTTGCAGCATTCCTCAGCCCTTGGAGGGGCCAGTCTCGGGGCCCAG
AGTTTAGGTGCCAGGATCGATTTGGAATACGCCGCCAACGCAAAAGTCTTCTACCAGCAC
ACCTTCAGCAGCAGCCAAAACCAATAGAGGCATTTCCAACCATTCTGGTCTGTAATAAAG
TTCTTTAACACGACTAGATTGCTCCGAAACGCTCTGTGATTCAGTGATTTTTTTTTATCC
TCTGTTTGACATCTTTTTGATGTTTTTACACTCCCAACCAGATGCTATCATTTTAAACAT
TCCATGATTTATAATAAAAATGTGGATTTTTATCTGTAAATGAATGGCAAACCTCCATTG
TT
>CL2692Contig1
CGGCACGAGGGTTAGAAGTTAAAGGACTTTATTGAATTGTTGCCATGACAACACCCTGCA
CGGGACACAACGGGACCGGATCAGCTCCAATCGACTGCGCTCGATTCCAGGCAACAACAC
ACAGACATTTGTAAATTGTATGCAACAAAATGGCAAACTTTACCATTATTTTGAAATTGT
GTACGTAAAAGTTATATTTTTACATGTAGACTGTTTTGTGTTTTAGAAATACGTTGTTTT
TTTTCCCTCTTTTGTTAAAAGATGAAAAAGTAAAGTTCAGCTATGTGTTTAAAAAATGTC
ACATTGAAACTGTAGTGAGGTCAAGAATTCTGAAACGTTTTGCTTTGTTTTTCCACGTTT
CTGTGTGTTTGAGCTGTTTTCTGGAGGGTTCAGTGGAGCTGTTCAATCGACGACAAACGC
GTTCCTTTCCCTTCTACACGCCTCATAGCATTACCAGGTCAGTTGGATGTTTTTTGCTGT
GTAAATAGTCCTCATGCATTTTCCGTGGGGTGAAGATCTGTCAGTGAGACACGGTGATGA
TGATGAAGAACATGTTACATTTGTTGGTGAGGCCGTATCTGTCCCGGTACAGAAGGCGCG
TCCCAATCTTTGGTTTGGATCAGTGGCGCTCAGTAGTGTTAGTGCTTCTGGTTGCCGACC
ATCTAAAGTGTGAGTCAAGGCAAGCATCGCTTGTGCCAGATCAGCCGTGTTTTTGCGCCA
CCAGAGCGATTTTTATCAATTTTCACCAGAAAAAAACAACAACATTCAAGTAAGGGGTCA
TTGATTTTTTTGCAATATTAAAACGTTACCATTTATAAAAGTCTTTTGGATTTTTTAGTC



AGAGGATGTAACAAAAGTAACTTTGGTACCCAAAGAAATGAATCTGTCCTGGCGGCCCCT
GGTGGCGGAGAGTCAGCTGTGACTTCCATGCGTTTATTTCCTGTAGTGTGGGGTAAGGGT
TGATGACCCTCAGCGCCTCAGTCGACACCAACGTTTTGGAAAAGATTGGAGCGTGGCTGA
TAACAAGGAGAAGGTCGTCTGCAAACAATCTCTTCAGCTATTTCCCCAAAAAGAGATCAC
ATCATGTTTTGTGCAGTTTCAGTCCTTTCAGAGTGTTTGCCATTCAAAACCAGCTTTTTG
TCAAAAGGAAGAGCTGCTCTGACGCGGACCTAGGTCAAACACTAGGACTGACTCTGTCAA
TCAAAGTGCTCAAATGTATTTTTGAAGTTTGTTTTTTTTGCAATGTTTCATTTCATGTTT
TCTTTGTTGTATAATCAAGTCATCTCCCGAATAACAGTATCCTCGTTTTTATGTTACCCG
CGGTGTTTCTATTAGCCAAAATGTTGATGATTTTTTCTTTTTCCTACCTGGTTGTACATA
CACGCCTCATTTCTCTTTTTCAGTGACTGTGCCATGAGCTTTGTAATCTGTTACTCTGTA
CAAGTTTAACTGCAATAATGAGTTGAATTCAAAATGGCAAANGNNAAAAAAAA
>CL2693Contig1
AAAAAAAAAAACAGAAATAAAANCCTCACAGCCCCCCANGATTGACAATTCTAGTGAAGT
GTAAAATGTGTACTCTTAATATGCGGTAAAATCTCAGTAGAATTTTCTCATTTATTTTAT
GATTTTTTATAATATAAATGTAGAGATTCACAACACATTTCTTCCACTTGATCTGCCTTT
CAGTGTCTTTATCTGCTGCGGCACAGACAACTGGCAGACAAACAGCAAGCCGGTTTGCGA
ATCACCAGTTTCTTCAGGCTTCTCTCCGCTCAGTATAAACAAGAGACAACAGTACCATCA
GCAGGGCTCCATTTCATCCAGTCTGTTTAGAAAAGCGCAACAGAAAGAAAGCCAAACCTC
CAGTCGGTCTTCAGCCCGTCTTTGAATACGACTCCAACATTTACAGTGTTCAAACTTGGT
GTGATTTGTCTTTCTTCCCCGCCACCTCTTCTAAAATCCCCGTTCCGCTCATGTCCAGAC
TTCTGTGCATCATACAGATCTCCAGGCAGCCCCAGCTTACGACAGGATTTGTTCTTTTTT
TCCCTTTTTGTTTTCTTTGACAGATTCCTTTGGAATGGCGTTTCTAGTCTTGTATGGATT
TTGTTGAGAACTCATGCAGGGGTGTGCACAGTCACAGTAATGGTGATAAGACTTCTTTTT
CATTTAGAGAGTAACATAATGATGACACTAAAACTTGATATGAAACATATCTGCAAAAAG
GAGGCGAGGAGGGGGCTATGTGGGCGTGTGGTCGGGGTCTGTTGGGGGAGGAAGAGGGGG
AGCTCTGCACTAACGCAGAGACAACGGCAGGGAACTCAGAGCTTCTCTGAGGAGGGGATC
CAGATGTAGGGTCCAGACTGCTCCTCGATGATGAGCTTGATTTTGTTGTAGATCTCCTCT
AGCGAGTCACCCTGGACAATAGCGGTGAAAAACTCTCCAAAGTCTTGCTCCAGCTTCACT
GCCTTGTCAAAGACTTTGTTGGCCTGGTCGTACGTCTGCCTCTTGTTCATTTCCATTAGA
GCTTCAATGGATTTTGGTTTAATAAAGATGGCGATTGGATAAAGTTGTGCTTGCTGCAGT
CGTTTTATGGCATTTCCAGACACGTCCAGGATGCAGTGCTTCCCCCTTTCAGCCACCGTT
CGGACAGACAAGATGCTCGTCCCATAGAGGTTCTCATTAAACTGGCCGGCCTCAATGAAC
TTATTATCCTGAATGTCTTTCTCCATTTGCTCTCTAGAGGCCACAAAGTGGTAGTCCTGG
CCATCCATCTCGTTTTCTC
>CL2694Contig1
ATTTATTTTACAGTATTTACAGAGCATTTGATGTCCTGTTGACAGTTCACAGGTTCATTT
TCCAGCGTTGCTCCTTAACCAGTTTTCTTCCCAAACAGCAAATATTAAACGCACATGGCT
TCAGGTTAAGCACACAGCTCCTCTCTGCTTGAGTCTAAGACTCGGGAAGATCAAACTGCA
CGTCTTGAAGCCGGCTGAAGCCGCGTCCGTTAAGTGTGGAAAACAAAGCAAACAAGCAGC
CGCTGTGGCGACTGTGCCCCTCCACACGAACGACCACCGGTCTGTTAGAGAGACGGGGGT
CCCCATCTGGCCACTTCAGCCCCAGGTGATGGCGATGAACCTTAATGAGGGTGCCGTCAC
CGCAGTGCCACACGATGCCCTCGACCTGGCCCTCCAGGGCCTCCTGGAACCAGCACAGCA
GCTGCTGGAAGTCAACAGCTGGAGGTTTTCTGAGCACAATGCTGCCATGAGGCACCAAGC
AGTGAACGGGCTGCTTCTTACTCCCCAGTTTGTAAGGGTTTGCATTGACGTTGGTTCCGA
TGAGCTCCAGCGTTTGCTCCTGGAGGTCGTCCAGTGGGACCGCTGTGATTTCTAACATGT
TTTCATCGCCAGCGCTGGGTCGGAGAACAAGAGCTGCCCTGGCTTCATAATCCACCGCCG
AGGCGTGCCAGCAGTACTGCTTGTTGCTCTTCTCCACTGGAACCCAGCCTGGAGTGTGTC
CGTGCTCGTCGGGCACCGGGTGGCCGTCGTGACGTTTGACTCTGTGAGCTGGAATCCACG
CCTCAGGCACCGATTTGAAATCTTCCTCCACGTTCCATGAGAATTCTTCGCAGCTCTGCT
GGGAGCGTCGATGCCTCTTGAACCTCTTCTCTGCCTGCTTGGTGGGTTTCCTGTCAAGTC
TGGCCCAGAGGTAAGGCTCACCCTGATACAGAGTCACGTAGCAGCAGGTTCCGTCCACTT
TCTCTGTGGCCACAGCGCTGTGGATGTTGGCCTCTAGAGCCAGAGGGTTCACGGTTTCTG
TGGCAACAATCTGGAACGACTCACAGTACCGTTTCCTGGACGGCTCCTCCCTCACATCTG
TCAGAAAAACGCACGGTATCTTCTGCTGAACAGAACCGAGCCGCCGCATGTTCGGTTAAA
ACCCGGTCCAGTCCGTCAGCACCGGAGGCGCGCAGGATGATGAAGCCT
>CL2695Contig1
AAGAGAATCCATGAGTACAAGAGACAGCTGCTCAACTGTCTGCACATGATCACCTATTAC
AACCGCATCAAGAAGGAACCCAGCAAGCAGTGGACTCCAAGAACCGTCATGATTGGAGGA
AAGGCTGCACCTGGATACCACACGGCCAAGATGATCATCCGTTTGATCACAGCCATCGGT
GAAGTGATAAACAACGACCCCATAGTGGGAGATCGCCTGAAGATCATCTTCCTGGAGAAT
TACAAAGTCACGCTGGCAGAGAAAGTCATCCCGGCTGCTGATCTGTCCGAGCAAATTTCT
ACTGCTGGCACCGAGGCATCCGGCACCGGCNACATGAAGTTCATGTTGAACGGGGCGCTG
ACCATTGGTACCATGGATGGAGCCAATGTTGAGATGGCAGAGGAGGCAGGTGAAGATAAC
CTCTTCATCTTTGGCATGAGGGTTGATGACGTTGATGCGCTGGACAGGAAAGGATATAAT



GCTGAAGAGTACTACAGCCGCCTGCCTGAACTAAAACAGGCAATTGACCAGATTGCTGGA
GGCTACTTTAGCCCAAAACAGCCTGACCTGTTTAAGGAAATTGTCAACATGTTGATGCAT
CATGACAGGTTCAAGGTCTTTGCTGACTATGAAGACTACATCAAATGCCAAGAAAAAGTC
AATGCGCTTTACAAGAACCCCAAGGAATGGACCAAGAAGGTAATTTACAATATCGCAGGA
TGTGGAAAGTTTTCCAGCGATCGCACCATCGCCCAGTATGCTCGGGAGATTTGGGGCATG
GAGCCCACGCTTGAGAGGCTGGCAGCCCCTGACGACATATAATAAATGAGCAAAACCAGC
TTTTCCTTTTGATTTAAAACCCTCCAGCACCTACATAACGTTTAGTTACAACCCTNTAGA
TATNTTTAGCTGCTGCAGTTGAGCAGTTTCAAGCAAACTGTTGCAAAGTTTACATTTTTN
TTGCCGGNGAATCAACTGGTGTGACTCAGATAACNCAAGCAATATACGTTAGAAGTACTT
TTACGGCAACAACTGCTTTGTTGAGGAACCATAAAAGCCNTGCGGTGATCTTTGTATATT
TACTGATGGTGTTTTTTTTTTTTAAATAAAAAATAGACTGTTGTATTTCCACTCAGACCA
ATTCTGAATAAAC
>CL2696Contig1
GTGTCCATTTAGTATTTTATTTGAATAATTGCATTGGGAGTAATAATACAATACATTCTA
ACAAATTATTCATACTGTTTATAGGCAATTAAAATGGTTAAAAATAAGGTTTTGATTTTC
CTTTTCAACCAAAAAACAGTTTTCTAAAAAAAACAAATAACACTATAAATGAGCGAATTT
CCGATGTTTTTTTCTATTTTTTATTGAGATCATCCGAAAAATAGTAATAAACAAAAAAAC
TATGAGAAGTGAGTTCTGCTGATTCACTCAACAGTGGACTCTGAACACATCGGTAACGTT
GATTGATTTACACTTCCGCTTTAAAGCAACCTTTTGGTTAATGTTGTGTAAACAGTTTGG
AAAGGCACAGGATTGTTTTTCTACATCAGAGGAGCGCGGATCCATCGGCACCATGAGTTG
TGTTCTCCTGCATCACTTTAGAGTGCAGTGTTTCAATTGAATCTCTTACCAGCGTCTGAG
CTGAAGGAGAAATCTTCCTACACACTTTTTCCTCCTCAATCTGCATAGTCCTAAATTTAT
TGCTGTAAATGTGGAGGATGGAGTCTTCCTTCAACTCTATTCCAGTCATAGAAAAAAAAA
GTAGGTTCAAGTGTTGTGAGATGTTCCCAAGAGAGACATGATTTCAAATTCCTCATCTAC
AACCTTCAACATTTATACAGGTTATTTCTTCTATGTGGAAAAGAAAAATGCTGTTGGAAT
CCCAAGGAGTAACAGGCGGATGTTGAGAAGAAAGTTGCCCTGGTGGCTCTTAAAAAGCCT
CCGACTCGTGCTGCGCTAAAGCGAGAGGCAGCGTGGTTCCACACGGACCCTGGAAATGAT
ACGTGAAGTACTCGGTTTTTGGTGTTGTGCTCATGTTAAACTCCGCCACAGGAACGCCTC
TGGACGCCACCCGGGGGCCAAACATGGCGGCAGGATATACGATAGAAGATGTGCCCACCA
CAAGACAAAGATCACAAATTTCTATTTCTTTTTCCACTT
>CL2697Contig1
TTTTTTTTTTGAATTTTAAGGGTGTATTTACAATAAATGGAAACAGGATTCACGCTGGAC
ACAAGCAAAGAGGTCAGCAGGCAGCTGCAGAGTTCATGGGTCGTGACCCTTGTAGAATTT
GGACAGGAAGTCAGCGGGTCGAGGATCCTCACTCTCATGAAAATAGCGCATCACATGGGT
CTTCTGTTTCCAGACGTGGATCATCTCCTGTAGGTCCATTTTCCCCTTAATCACTAACAT
ATCGATCACTCGGGGGTCGGTCACATGCTTGTTTTTGTCAAACAACTCCCTCACTTTGGA
TCTTCCTTGACGTGTGGTGATGTCCAGCTGGAACATGGCCACCGTGTTCGGAACCTCCCG
GTAGAAGGCTCGGTACAGTTCCCGAACCCTGCGTTTTGCTTCATCCAAATCCCGGCTAAA
AATCGGTTTGACAACTCTAGCAGCCCCCGCAGCTGTACGGGTCGCAGCGGTGGACGCCAT
GATTGCTGCTGACGTCGACCCCCGGCCATAAGGCCCGGGT
>CL2698Contig1
CGTTTTTGTTTCCNGCCACAAACAAAAATCTCACTAGATGGTTTTGGAATCAGATTAAAT
GTAAACAAGCTGGAGGAAAATAAGTACTCTGGCAAAATGAAGATGAAGCTTTGTGGAGGA
CTAGGAGATTATCAGACTGATTGTGTATTGGGTAACGTGACACAACATCATATATGCTGA
CGGTAAAGAACAAAGAGCTCCACCCAAGACCACGGCTGGCTTCAAACATGCAGTGACTCT
GAGCTTGCTTTTCGTTATTAAGATTCTAAAACGGTTCTAAAAAGATCATAGTCTGTGTCA
CCATGTTTTTTGGTAACTCATCACATCTAATATACCAACTGAAGTCATCATGTTTTTATT
GGGAAAGCTAGGCTCTCTCCGCCTAAAGGAATGACTGGTTTTAAACAGCACAAATGACGA
AAAGGTGACATTAACCTCATGAGATAGATGCAGTTTAAGAAGGTGTCATCGATTTGTGAC
TACATTAAGAGAGGCTTCGTGTTGGAGAAACCTTTTATGCAACAGAGATTACAGCTGAAA
GCGTAGTGTCTACATCTGTAGTGGGGTGGCTCTCCCGACTTAAGTGTGAAGCTATCATCC
TCTTCCAGGAGCATGTTTTCCCACCAGCAGCAGGGACAACATGGTTCTGGGTGAACGCGG
CCCCATGGCTGCAGGCTTCAAACCAGCGACGCTCGCCTCTCTTCTGGCGTCTCCTCCAGG
ATCTGAAGCAGCAGATCGCTGAGCGGTTTGGAAATAGTGCGGTAACCTGCGGCTGTCAGG
TGGAGGTAGTCAAACATGTCTTGTGGGCTGATGGCTCCATCCGAGTGGACAAATTCCCTG
CTCACGTCCAGGAACAGAGCCTGGCGCAGTCGCGGCAGCCAGGAGCGCACCAGCCCGTTG
ACGGTGGCGTTTTTCTCCCTCAGCAGATTGGGACGCTCCCCTCGAGGCAACAAAGACAAT
ACAACTATCTTTGCCTTGGGGAGGCGGGTGGTGAGCATTTGTGCGATGGCGAGAATTCCA
CCTGCAACTTGTTCTGCCGTGTGTTCGTGGTTGTTGGTTCCTACCCACAAGACCACCACC
TTGGGTCGTATGTTCTCCAGTTCTCCATTCTGCAGCCTCCACAAAACATTACAAGTGGTG
TCTCCAGCTATCCCAAAATTGAGAGCATGAAGAGGAGAGAACACCTCCCTCCAGACCTCA
TGCTGCTGCATTAATTGCACCATAGAATCTCCAATAAAAAGCACATCGGGTTCGGCATCT
TTGCACTCCTGCACAAATCTTGTGTGCTGTGACAACCACCGTCCGTCTCCTTGCACATCC
TCCACAGGCTGAGCCTCCGCCGCGGGGTTCACCTCATCACCGCTCATCCTGCTGGGGTGA



CGCTTTCCCGGCTAGCCGCTAGCTCTTTGACTTCACGCCAACGCTGCCGGGTACGGAGGG
AGAAGGGCGGCGGTTGTCACTGTTGGTTGATTAGCAAAAAAAAACC
>CL2699Contig1
TGCCCTTTATCAACAAAGACAGACCAGAATGTAAGAAAACATATATAAAAAACAAAAATT
ATTCAAGAAAAGTGCATTTTCATACATTTTTGTAGTGTTTCTAAACCAGTTAAAAGTAAT
TCTAGAGTGAAAACATTTGATGTTCTACTATAGATCATCAGAAAATCCAGGCACATATAT
AATTATGTCCCAAAAATGTTGATTTCTGTAGTTTTAAACGAGACCATAAAATCAAATATT
TTTTATGTGACCAAAATCAGATAAAAAATTGAGAACATTTGGATTTAGAGGAGGAAGTGA
GGGGATTCGAATCCGAACATCCCAGAGCGCCACAGAGGGAAAAGGATGAAGAACTTCAGT
CAGACTTGAGAGCTTGCAGTACGCTCGGTGGAACTCTGCTGACGTAGTACTCGTGGTTTC
GGAGTGTGGCAAGAACTCCGGCTGAGTTCATGTGCTTCACATCAGCGTGGTAGCAGTAGG
CATTCCCATACATGTCCGTCAGCTTACCTCCAACTGCGTGAAGAATGGCCTCAGGAGCGC
AAGTATCCCACTTTTTGCACCCTGCGCTGGCAAAAACATATGCTGAGGCTCTTCCCTCAA
TAAGCTGGATTATCTTGTTTCCAGCACCGCCCACTCGTATGACTTTATGAGGCTCCATGG
CATGAACGCACTCTATCACCACCTTGTTACTATGGGAACGGGTTGTGGTGACAATTCGTC
GGTCTCCTGGCAGTTCCTGTAGCTGAAAACCAAAGGCGCCCAATCCCAACACCGCCCACA
GCGTTCTTCCCAACGTCGCTCCTGGCCCGAGCTGATAGTTGTAAAAGGGCTGGTTGATGA
CTCCTGCAATGGCCCTGCCTCCATATGCAATACCAATGAGGACCGTCACATTATCGAGGA
GCCCATCGGTGTATTCCTTTGTGCCATCCAGAGGGTCGACCCACACAACAAGCTCTTCTT
CCTTCAGATCTTGAAACTCTTCTGGACAGCTCTTCTGAAGGATTTCCTCCTCCTGCCCTT
TCTCAATAAGATCATCTTCTACTTTTTCAGCTGGAAGGTCCTCCTCCCCAATGATGGTGA
TGTTGGGGAAATGTCTAGACAGTGAAGCACAAATGCTTTTCTGTGCAAGTCTGTCTGCCA
GCGTCTGCAGATCATTAGCTCCTGTCTTTTCCACAACACCAAGTTCTCCACTGTGAAGCA
CCTTCCTCACGATGGATCCAGCCTTCTCAGCCACTTTGTAGGCGGACGCCACGAGGCGCA
TGACCACAGCTGGACTTCCAGACATGTTTGGAGGTCGATCCTTTTCAAAAACTTTCCTGA
GCGGCTGAGACCTTTGAGCTGAAGAAGACAGACGCTGTTAGCCGGTAGATTAGCTTTTCT
CTGTTCGATGACTTCCCTTTATGAGAACACGTTTAGTATTCCCCGGCCATAAGGCCCGGG
TTAAACGCGGCTG
>CL2700Contig1
AGGGGCTGCTGTTTGACCCCGCCCACCGCGCTGAGGCCCTTAAGCAGTCCAACGCCATCA
TGAGGAAGTTTCTGGCTCTGCAGAAACACGATGCAGCCAAAGCCGTGTTCTCCAAGGTCC
CAGAAGACTCAATGAGGGAGATTTACTCCCAGTGGACGGGGGTTGGTCAGACCACGCCTT
TACCCGCCGAGGGCGAGAACGCCGTCAGGGAGCACCTGTGCATCAGAGCCTACCTGGAAG
CCCACGAGGCCTTCACTGACTGGTTCAGCCACAGCAGCTCTCCACCCCAGAAGCCGGTGC
CCGCCCCCGAGGTCAAGTTCACGGAAAGAGTGGCCAATGAGATGAAGGAGAAGGAGTACC
AGGACGCCCTGAGCGTCTGGTCCTGTCGCCTAGACAACCTGACTGAAGACGTGAAGGAGA
GGATCTACAACGTTCTGCTGTTCGTAGACGGAGGATGGATGGTCGACGACAGACAGGAGT
TGGAGGAAGACGCGGAGCGAAGCCACCAAATGGCAGCGCTGCGTTCTCTGTGTCTGCCTC
GCCTCATCTTCCTGCTCCTCAGCGTCCTGCAGAGCTCCTCCAGACACCAGGAGGCGCTGC
GACTGGCGGACATCATCTCATCCGACCAGCACCGCCTCTACCAGGTTTTCTCCAAAGAAG
AGCTGCGCAGGTTCCTGCAGAAGCTGCGGGAGTCGTCTCTGGCTCTGTTGGACCGCGGAC
TCGACCCGCTGGGCTACGAACTCAAGTCCTNAACTGAGAAGACTNGCATNNGTTTTTGTG
TCTNTGATGTATTTGAAAAAAAA
>CL2701Contig1
TTTTTTTTTTCAAATTGGTAATTTTTGTTTTATTATAAAAACAGTATTCGAGTCCAGTTT
GTTTCCTTTGTACAGTAAAAAATATTAAATTAAACTCCCAAAGTTCTGAGCAGAAAGATA
AAGAGGATGGAGTTTGTAAAGAAGGAGCTCCACGTCCCCCCCAGAGGAGGATATAAAGTT
GAGGGAAGCAGCAAAGGGGACGAGGGAGAAAGAGACCGAGTCGGGTGTATTTGTGTGTGT
GGGGGGGGGTCTCCTTCTTTCTCCTCGTTTCTGTGCAACACAGTTCATTTGGATCATCAT
CATCATCATCCTCTGTTTACAGAAAACAGCAGAATCCTAAAAACACTAGAACAAGCCCGC
CCCACCCCAGGTATTTAAAATGTTACAGGCACAAAGGTATGCACCCCCCCTCCCCAAAGC
TCTACAGCTCCATTTGAAGTGTCTTTAACAGGAAGGAGTGCACACACATTCGAGGGAGGG
GGCTTGCATGTTGGAGAGGGCTTCCAAAGATGTGTCCGCCGCCGCCCTTCCGGCGCAGAG
CGCACTGCAATCAAACACTGACATCACTCCCAACTCAAGACATCTAAACGGCACGAGG
>CL2702Contig1
GAGGCTGACGGGCTCCTTCGGCACGCCCCCCGACAGTCCGGGAAACCCCCTCAACTGCGG
CGGGTTCTTCGGCCCCGGGGAGTTTGACCCCTCCGTGGACGTTTACGCAATCAAGAGCCG
CGACGGTGCTGTGAAGAAGGAGGTTTACTTCATGGCGATCATTGACATCCTCACACACTA
CGACGCTNAGAAAAAAGCTGCACATGCTGCCAAAACTGTGAAACACGGGGCGGGGGCCGA
GATCTCCACGGTGAATCCAGAGCAGTACTCCAAACGGTTCTACGAGTTCATGTCCAACAT
CTTGTCTTAAACTCATCTTCCAGTCGTAGGTCTGCCTAACCCCCCAACCGTCAGTGTAGG
TCCAACCCCCCCACGCCCAGCTCCGACCCGGCGGGACGGGTCCGTCACACCTGTTACACT
CCTCCTTCTCCTCGTTTCTCTTCGCACCGGCACGAAAACTGTCCCACTAATGCCTTGAAG
GAGCTTCAGCACTTACCGGTCGGTGGGCGGAGAGTTTCGCCGCAGACGGTCGGGTTGCAT



GACTAAACTCCTCGACAGATTCCCTTCAGAAAGGAAAAAAAAAACAAAACCCACACCTAC
TTCTGACGAATTGGAGCAAACAGCGTAGAAACGACAGCAGTCTGAAAATGCATGGCTGAT
GTGAACGCCAACATCCGAACCGCACAACCCGGAGCGCCGCCACCAGAAACACACAAAAAG
ACAAAAAAATCGGTGTTTGAATGTTACGTTGCCATATTTGTTTCTGAATATGTTTCAAAT
TTTAACCGTGAGCTTGGTGAAGGTCAAACTCTGGAAAAAACCACCAACCATCCACGTGAA
AAAAGGGGAATTCTGCAGCGAGTTCTTGTTTTATTACCATAAGGATCATTTTTATATCTT
GTTTACATTAATGTAGCAATTTTGTGTTTGTATACAGTATTGTTTTGTTACCGACAGACA
TTAGAAAAAAAGGTTACTGAAAACGACTCATTGCATATAAAGGGAG
>CL2703Contig1
GGCTAAATGCTGCCGGAGTCCGAGAGGAGACTTACCTCGGTTTGGACACCTACCTTTATT
CAACTATGGGTGCTTTGACCTCCTGCGGGGGGTAATTTTATCGAAACACTTAAAAAGGTC
CCCATCTTTAGTCTCTTCTCTGAAGTTGAAGAGCTAACGCTCATTTGGACTGGGTGGCCA
TCATGGGGAACCAGCTGACGGATATCGCTCCCAACACGCCGTTCCTGCCGAGCTTCCATA
GTCTCCATGTGGTGGTCCTTGGCCTGGATTCCTCCGGAAAAACCTCCCTTCTCTACCGGC
TCAAGTTGAAGGAGTTTGTGAAAACAATCCCCACCAAGGGCTTCAACACGGAGAAGATCA
AGGTCCCTGTGGGGGCGTCCCGCTCCATAAACTTCCAGGTGTGGGACGTGGGGGGACAGG
AGAAGTTGCGGCCGCTGTGGAAGTCCTACACGCGTCGGACCGATGGGATTGTGTTTGTGG
TGGACTCCACGGAACTGGAGCGCATGGTGGAGGCCAGGGTGGAGCTTCATAAGATCACCC
GCACCTCGGAGAACCAGGGCATCCCGGTGCTGATCCTGGCCAACAAGCAGGACCTGGACT
CTGCCCTGTCTGCCGGCGAGGTGGAGAAGCTGCTGTCCATCCAGGAGCTCAGCATGTTCA
CGCAGCACCACGTGCAGAGCTGCAGCGCCGTGGATGGCCAGGGACTGCAGGCCGGCCTGG
AGAGACTTTACGAGATGATCTTAAAGAGGAAGAAGATGGTGAAGCACAACAAGAGCAAAA
AAAGATGAAGCTTGGCCTGCGTGAGGACCTGAAAAGGATTTTAATGCTGTGGGGACACTT
TTGTTGCTTGAAGAAGGAAAGCAATCTGTGCCAACAAAACAAAGAGGGAAGGATTTACTC
CAAATGCTAAAGCAGTATTATTAATATATGTTAGCAGTTATGCAGCTGCTCCTTCACATT
TTACTGTATGGATGTCAAGGAAGCAGCAACTGCAGATAATCTGAAATAGGTGCTTTAGGT
CTTTTTATGCAAATTGTACAGCTTTGTAAATAAGTCTGAATAAATCAAAACACTGCNGNC
NNNNNANAAA
>CL2704Contig1
ATTGTTATTAAAGTGTGGTTTAAACAGACGTCATAAAGAGTCAGTAAGGTTTGAATTTTC
TCTGCGCCCTCAGTAGAGCTATTTTCTGTTTGTCCTCTTCAAACTTCTTCCTCAGCTCAG
CAATGTGCTCTTTCTGTGTGTTTCTGTGTTGCCAGGTGTAGAAGTTTAGGAGCTCCTTCC
TCCTCTTCTTCCTTTTCTCTTTCTGTAGAGTTTTCTCGTTGGCCGCCTCGCTGTGAGGAC
GAGCTTTAGCGCCCTTGTGCCCTCTGGTGACTTTCACCCAGCCTTCTTCTTCCTCTTGTT
GCCGTTCAGCCTCTTCTTTCTTTTGCTCTGCTTCCTTTTCCTTACGCTCGTCGTAGCTCT
GCATAAAGTTGTCAACTTTTTGCTGGAGTTTTTCTGGTTGGATGAAGGACTCTGAATACT
GCTGAATCCATTTCTGTACGCCTGTTTTCACCGGACGCTGCTCAGTTGAGACCACCAAGG
GGGCGTCAAAGGGATAAGACTTAACTGCTTGCAAACTTGAGGAGTTCTTGAAGACGATGT
AACCGACTTTGAAACCCTGTTTCTCAGCTGGTCTGAAGAGTTTGGATATTTTGGGTCCAG
ATTCCTGAGATGAACCCGGGTGATCCCTCAACTCAACCGATTCAATGCCGCCAAACTGGG
AGAATAATTCTTTCACAACAACCTCTGAACAGTACGGAGGAATGTTGAGCAGAAACAAAG
TCCGGTCCAGAGGTCTGTGAGAACTCTTCTCTGTGCGCACTTTGTGCTCCTTCACGTACA
GACAATGACGAGCAGCGCTGCCGGAGCTGAACTGTAAGGAAAGGACTGAAAACCCTCCAG
GAATAACCCAAGGCTGGCCACTGGCATGTTTCGCCTTGGAGGGCGCCATTTTTGATGT
>CL2705Contig1
AAAAGTAATGAGTAAATAGTTTTCTTGTAGCTTTGGTTTATCAGCTTTAAAGGAACAGCT
GCTCTGTGACAGGAAAACTGTTGGCCCATCTTTTTTCTCCAGTTCATTGTGGATTCACTG
CTTAAATTTATTGTTGGTTTTTTTAAGCTGTTTTACTGTTTTTTTACTATTTTTCTGAGG
CCACATTTGTAGGAAATGTGTCACTTAAAACAATCCAGGGTTGAGGACCACTGTTTACTG
TGTTCCCACTTGAGTGCCTGTACAGATGTATTTTAAAATAAATGTTTTTAAAACAGGATT
TTGCCACTCAGTAAAAAAAACAAAAAAAAACATTACACTGTGACCAAAACTATTTAACAA
TAAAGTACAAACAACTGCAGCCATTTTTACTGAAACGGAGTCACTTCATTTAAATGCAAA
ACAATAGGACAAAATAAATGGTCCTAATAATTAGCTCGATGAAACATTTTTAAAAACCCT
CTTGGGTTTGTGAAGCGACCTTAGAGTCCCAAACTCCAAAAGAGAACAGCCATTTTTAGT
AATGTGCTCAAGAAAGAGGAGTAGGAGATGTCCACATGTACGCTGAACAGAGCAGTCTGT
GCGATGTCAGTCCTTGATGATTTCAGCATCCTGGTTCTCTGCAGCCACTTTCAGGTGTTT
CTGTTTCTGCACGTAGCGGTACGCTCGCATCGAACACAGGTAGCCGCCATACACTGTCAG
CAGCATCATGGAGGCAGAAAAAGCACGGTATCCGATGTCCGCCAGGCGTTTTCCTGTCAA
CATGATGATGACGGTAACCCTCTGATATTTATTCCAATAAAGAAGCAAATCGCGACAATC
TGCCTCAATGTCAACAGGGGAGCTAGTTAGTTAGCAGTCACCGTGCTTACATTCGCTTTT
GTCCC
>CL2706Contig1
TTGAATTTATTACTTNNTTTACCTTGTCAGAAATGCCTTGCAGACTGAGATATAAGACTC
CACTTTGACGACATTTCATGGTAAAACACGACATTGGGACCACAAAACACAACTAATTAC



ACAACTTTACAGATGAACAACCAGATGTTGGTCTGCTGGAAGTCAGCGTTTCAGCTGTCG
GCACGAGCTTCACTTAGGGGAAACATTCAGCTTTCAAACCGACTCCCGAAATGAAATATA
TTCCAGACGGGGGGGGGGGATAAAAAGAATAAATCNCAATAAAAAGAAAACAAAACAAAT
GTGTTTGAGCAATTAAAGTCTCAGGAAAAAGTTAAAGTCCTGAAGCCTTTCAGTCAGGCT
GCTGATGAACGTGAGGCCGATGGAGGAGTGCAAATGATTTCAAAGCCTGTTTCAATGGGA
CTGCCTCTCCGCATGCAGCCACAGGAATGACCATCTGGGACTGGAGGGGGACCTGCAACA
CGGCGAAGGGAACCAGGGACCATAACCACCAAAATGGGGGGGGGGGGGGGNCCCCCCCCA
AAANGG
>CL2707Contig1
CTGAAAATATAAGAGGCCATTTCCGCTAAACTTTAAAAACATCTATTTCAATCTGCTCGG
TAATATTCTAAAGTAAAAAACAAAAAAATATATGTTTACAAAATGATAATGGCAAACAGT
TTTCAAGGCTCTGACCAGAAGAGACAAAAAGCAGGGGTAATGTTGTGCATACAGGTGTGC
GTTTTGTGTGTTTCCTCTCGGCTCTGGTCACAGCTGTAAACATGGTAGCAGGTTCCAGCT
CCCAAACATCTCCTCGCTGAAAACCTGCGCTACACTCCAATTCACACAAACGACTGGGTG
CAGGACGCGGCGGCTTAGCCGGCCATCCCGTCCTTTGATCCTAATGACCGTAGAAATGAG
CTGGGACTGAAGCTCAACACCACAACCTCAACCTCCACTCTGCAGGGATCTTCAAAGGAC
AAAGGCAAAACAGAAGCAAGAGCAATAAATAAAATTCATGGAATATATTATTCATATTTC
TATAGACTTCTTTACGTATAAATATATAGTACAGATGATGAGTTGACGTCATCTCTCAGA
AATCCAGCCTGACTGCAGGCGGCTCCTTCGGGTCTCAGTGGGTGGATCCTCGGTGGAGAA
CCTCACGACATCGACTAATACTTTAAACGAGACTGAAAACACAGACGAGATGTGAAGACC
ACGCTCATGAGCACTAGGGCAGACCCAAATGACAGTGAAGAGCAGAACGTGGACCAGGGA
TCTGGTCCGATGGCTTCTCTGTGTTGAAGGCTTTAATACAAGCGATGATAGAAGCGGGTG
GATTTGAACCAGCAGCTGTGTGTTTGTGCATGTGTGTTGTCACTGTACAGATGTAAAGTC
TAACCCGTGTTCAAGAACTACACTTCGTGTGAGCACGTCTGAACAAACCCATTTCCTTGT
TTATCCTCAGAACTGTGTTAAGGATTTTCAATAGTAAAATCTGTACATTGTATTTATTGA
TTTACGGTCCTGTGAACCCACAGAACTTTTGTTTGTTTGTTTTTTTTTTTGCAGGGGGAA
CGTTTACCACCCGTCATGGGACATGCAGTGGGAGCTGTGGCTGCTGCAGGAATCGGACCA
GGGTGCTGGTTTGGCTTAGACTCGGGTAAGGAAGCCCAGGTTGAGGGAGGAGGGGATCTG
GATGGTCTCCAGGGCGAGGGAGGAGGGGTTGAAGGGGAAAGTGACCGGATAGATCATTTT
AGTATCCATGAGGAGCTGGGGGCTCTCAGAGCGGTCTCGCAGGCGAGTCTGTATGGTGCG
AATGAACGCAATGGACACTCGCTCCTCAAACTCGTTTACTGGAGTGTAGAGGTTCAGAAT
CCTGACGATCTGAGAGGTGGTGAGGGCGTGGCACATGGAGCAGATGGCCTCGGCGTCCTC
GTCCGTCTTTTTCTTCACCTGCAGCAGCTGAGCGGCCTGAATCAGAGGCTCCAGCGTCTC
CTTGGCTCCGCAGTTCATCAGACCTTTGTCTCTGAGCCACTCCTCCAGCTGGCTCACATT
GTACCTGATCTGCATGCCTTTGCTCCAGGAGCACATGTCTTTGCGCAGCAGCAGGTTGTT
GAGGGTGACGGCTCCGATGATGTAGAACTCCTGCTTCACCACCTGCTTGATGAGCTCGGG
GTCGGTGCCGTGCTGGCACATGGTGGAGTGGAAGGCGCTCAGCTGCCTCAGCATGGACTC
CAGGGTGTATGTGTCCTCCTCGGCGATGCTGGCCGTGCGCTTGCGGAGACCTGTGGGCTT
CACGCCAGACACCCCCTGGATGGTTTCATGCTCCAACATGCCATAAACGATCATGGCGTG
AAGGGTGCCTTCTATGCACTTGATGAGCTGCTGGTAGATCTGGATGGCCAGGTCACTGAT
CACTTGTCTGTACTCTGCCAGGTCAAAGTTGGTCAGACAGTGTTCATTCTGCCNAAGGTG
TGTTGAGCT
>CL2708Contig1
ACTTTATTATGTTAATTTGTTTGGGAATACATTTGAATTCATACATCATACATGGCTTTT
AAATGGAAACATACAATGTTTTCTCTGTGAGTCCCTCTCTTTTTTAATGCAGGAGTTATG
TCCTCACACAGAACCAGAGAAGTCAGATAGAAGAGTGGATTGTTGATCAGTCCAGCCTGG
AGGCATCTGCAGCACAATCTTAGCTTTGGAACCAGTTGATGAAGTAGGCACAGATTCCTT
GGAGACTCTTCCAGCAGTACTCAGAGGCAAGGTGGGATGCCATGGAGTCTGGCTGCTCTG
TGGCCAAAGTGGTGGTCATCAAAGTTTTAGGGGTGGTTCTCTTGTTCTGGGGGCTCCTGC
CTGGTTTGGGTTTATTCGGCTTCATGGGTTTTGGAGTATCAATGGGTTTTGTCTGAGCTG
GCAGGTCCTGAACAGGCTTTGCCTGCTTGGGAGGGCTAGTCTTGGGCCAGGAGGTCAAGA
AGGTCATTTGAGCCTCATCTGGGTAGTTCCTGCACATATGTGGTCGGTAAAGTTTGGCTC
CCTGGCAGGCATGCTTCATCTTCCTCAGCTCCCACATCATCTGGGTGAAGTAATGGCGAG
GGTTGGTGCTGTAGGGACGGCACAGGCTGGGTTTGCCTTGGAAGTCACAGTAGTAGGACC
GTCCTGTTGCCTGGCTCGGATTTCTGCAGGACACGCGCAGGCGAGTGTAGTTCCCTGCTG
CAGATACAACCATGGTGCACAAGTCTTTAGTCTTTGTGCTGAATCGGATGGGCTCATCCC
AGAGGCTGCGCGGCTGCTGCTTGCCATTGTTGTTAGTTTGAGCAATTGACACATAAGCAG
TTGCTCCGAGAAGTAGCAGCAAAACTCTCACCCTCGCTCCCATTGCAAAGTTGGATGTGG
ACTTCTGTGGTCCAAGAAGGAAAAGCCGTATCCGTGTGAGCACAAGGGTTAAGATGTAAA
CCC
>CL2709Contig1
CTTTAGTGCAATTTTCTTTCCTGTTTTTAAAAAGTGTTGGCATCCAACAGCAGTAATAAC
AGCTCACGGTTCATGAAGTCTAAATCTAAAGTTGCGCTCCTCCAAAACGGCGTACCGCTG
CCGCCTCAGTACATGGAGGATTTCTCCTCTCCTTTTGGGTTGGTCACCTTTTCCAGGTTT



TTGTTGATGATGTCGTACAGCTCGGCGTAGAAGCCGCGGATGTCGAGGAGGATCACCCTG
AGGTCAGAGAAGAGCGCTCTGTCCTTCTCATGAACCAGTGAGCGGTAGTCCATCACATGC
GTCTCTTTGGAGGCTTTGGCGACAGCATCTCCCCTCTCTGAGAAGTACTTGTTGATGTTG
GTCTGGAAACCATCAACTTTGGTCTTCACGGCGGCGATCCGCTCCAAGATCTTCTCCTGT
ATGGCGACTCCAAAGTCATTCCCGTCTTCTATCTTTGGAATGAGGTGCTGGATCCAGCAG
GACACGGTGATGATGGTCTCTCTGAGGGCTACAATCTCCGGCTTCACGCGCTCCAGGAGA
GTCATGATCTTCTCGTTACCTTTGATGAAACCACATTTTGGAGCCTTCTTCTTCTTGCCG
TCTTCGTCCTTGTCGGTCTCCATGTCCTCCTCTTCTGGAGAAGGAGGCTCCGGTATGGGG
ATGTCCAGAGGAGCCTGGAGGGAGTCTGTGAGGATGAAGGCGTCATCCCTGAGCAGCGCG
TCCAGCTGGATGATCTTCTGCGGGATCAGGTTGGAAAACAGGTTCCCTGCCTCGTGATAC
AGACTTTGGCGGAAGTTTTCCACCTTGACTGCGCTCGCGCTTTTAATCTTCAGGGTTGCC
GCCTTTGACATGACGCAGCAAATTTCCAGTTCAATCTTAAATAAACTAAATTAAACTTAA
ATTATAAGGACTTCAGATTTGGGACGCGGATCCACAGCTTCCAGCCGTTGTCTATATTTC
CTTATTCGTTTTACTTTCCCCCGGCCATAAGGCCCGGGTTAAACGGGCGATCCCCG
>CL2710Contig1
GAATGGAGACGACAACGAAAGGAATCTTTACAGAAGTGCAACTTTAGAATCGGTCCTTTG
AGCCCCCCCCCCCTCAAAACCGAGGAAGTTGGTGCCNACTGAACCTCCAGCAGCCGATGA
GGAGCACCANAACCACCGANACNCCNGCAAAGGAATGTGAANAGCGCAAATCTGCGTGCC
CGTCCCGCTTTAAAGTCCCTGCAAAGTTCGNAATCGGGTCGTCANAACCGGCCCTACTCC
CTCTTCTTCTTCTTCTTCNGTTTGGTTTGNGGGCTCCTCTTCCAGTANTACANAACCTGC
ATGGCGATNATGCCGTTGCAGGTGGAGGAAATGACGTACGTCAAGGCCATCAGCGTGTCT
CCGGTTTCCTGGACGGAGGTGAAAATCCNAGCCAGGGATCCAGCGAACAGCAGGAAGACG
GAGACGGCAGAGAGCTGGCCCGTGTGTCCGTTCTGGAAGTTTGTGGCAGCTTGGATCAGC
CGGCCGATGATGATGGCTGGCATGTTGAAGGCCTGCATGGAGGTGACCGCCGCCATGGGC
GTGACGGGGGACAGCAGGAGCAGCAGCAGGCTGAAGTACAGCAGCACAAACAGGACACCA
GAGCCACTCCTGCCTCCATACTTCTGGATGAGGAAGCCGATGGTGACCGTCTGTAGCATG
AGGAAGAGAGCCTCCCCCCAGGAGCTGAAAGGGAAGCCGTTGGCGATGCTGTACGCCATG
GTGCCGGTGATGGCCAGCAGCTCCAGCAGCACGGACTTGAAGCTCAGCCCCTCAGCGCTC
TTCGCCGCCATCAGCTTTAAGATCTGTGGCAGCTTCACCAGGACTGATCCCAGGATGATG
CCGATGCCCAGACCTTTGCTCAGCACGATCTTCAGACATGGTACGTCCAGCAGGTTGAAG
TTGAGGAAGAACTGGTCATAGCAGGACTCCGGCATCAGGTAATCCACCAGAACACTTTTA
AACGGGTCCATAAAAGACGAAACTGACCGAGGTTCCGCACTGTCAGCCATTCTGACGGGG
TCTTCCTCGTCCCACACAAAACCCCGGCCATA
>CL2711Contig1
TTTTTTTTTTCCTGGTTAAAAATGAGAACACTTTATTTGTCTTTGGTTTTCTTGTGTTGA
TCAGGACCAAAGTCCTGTTTCCAGATAAACTCCTGGCAGTACTGGTTGTCGTGGTTACAG
CTGGCAGAGCATGTGTAGACCACCAGAGTTCCCCAGTCAATACTGGCTCCTGTTGAGTCC
ACAGACAGGTCATTTAACAGCTGGGGCATCACCTGAAACTCAAATGTCCTCTTAGCACCA
CAGGTGCATTGTGGGATGTCTTGATCTGAAGGGACGTGCTGTGCGGAGACCCACAAAGGG
ACTCCTCCCCGACAATAACGAATCACCTGGTGTGGCTCTGACGCAATCTTCTTTTTAAAT
CTTTGAAACACTTTGTTCTCTTCAGTCTCGTGCATGGCCATCTCCTCCAAGTCTGTCTCT
GCCAGAGTATCTGCTAAGGAAGACGAGGCAACACTTTTCTGGTTACTGTCTTCGTCTCCA
GGTTGAACCTCTGAGTCTTTTCCCTGCTCTTCCTCCTCCTCCTCTTCCCCATTTTCTTCA
GGTTCAGTAACGAGCTCAAACTCAGGAAAGAGGAGGGGAGACGTTGCAACGATGGAAATA
TCTGGGTTGCCACATTCCCTCTTGTGAGACTGCTTCCAGTGAATGGCCTGGTGATGTTTG
ACACAGTAAGTTACAGCATGACAGCGGGAGCAGGCCTTGTTGCCAGGGCAACCACAGACC
CAGCACAGTTTAGCTCCAGAGATGGGCAACATGGTTTGGTCCTCCAGATCGCTGGGCGGT
TCATCCTCTGGAGGGGGCTCATAGGGGTAGAACTCGTTACTTCTAGGCAGCTGACTTCTG
AAAACTTTCATACAGCGATTGTCATTGAGTATGTAGCACTCAGGGGTCTTACAGCAGAAC
ACAAAGAGTATTCTGTGGAAACTTCTCTCCTGGCCAGAAATTGGTGCATAGACCTGGAGC
AGGAAGACCATAGGCACGCGGCAGATCTCACACTCCAGCGCTGACTGGGATGGAAGCCCT
TTCTGGCTGAGCCACGCCGGCTTCCCTCCAACCTTACTGGGGAACTGAGACGACCGAAGC
CGCCACGGCTCCACCTGCTCCAGAAAACCCAGGACTACCTCTGCCGATGCCATGTTTTTT
TTCGTGTAGTTACTACACCACACACGCTATTCCGCTCATGTACCCCCGGCCATA
>CL2711Contig2
TTTTTTTTTTAAAAATGAGAACACTTTATTTGTCTTTGGTTTTCTTGTGTTGATCAGGAC
CAAAGTCCTGTTTCCAGATAAACTCCTGGCAGTACTGGTTGTCGTGGTTACAGCTGGCAG
AGCATGTGTAGACCACCAGAGTTCCCCAGTCAATACTGGCTCCTGTTGAGTCCACAGACA
GGTCATTTAACAGCTGGGGCATCACCTGAAACTCAAATGTCCTCTTAGCACCACAGGTGC
ATTGTGGGATGTCTTGATCTGAAGGGACGTGCTGTGCGGAGACCCACAAAGGGACTCCTC
CCCGACAATAACGAATCACCTGGTTGAGAAAGATCACTGTAAATGGACGTAAAAAGGTAT
AAGTATAGTTGGGAGGGTTCTGTACCTGGTGTGGCTCTGACGCAATCTTCTTTTTAAATC
TTTGAAACACTTTGTTCTCTTCAGTCTCGTGCATGGCCATCTCCTCCAAGTCTGTCTCTG
CCAGAGTATCTGCTAAGGAAGACGAGGCAACACTTTTCTGGTTACTGTCTTCGTCTCCAG



GTTGAACCTCTGAGTCTTTTCCCTGCTCTTCCTCCTCCTCCTCTTCCCCATTTTCTTCAG
GTTCAGTAACGAGCTCAAACTCAGGAAAGAGGAGGGGAG
>CL2712Contig1
GAGTGGCATCCCAGCTAGCTCGTCCCTTAATGTCTTCTTTCTCTGTCGACCTTCTCGGGA
CTGAACGGAGCCGCTCCCCGGCGTTCTTTAAGCGCATTTATTCCCATTTACACCGGTTCT
GGTTCCGACCTTTAACACACGGAGACGGAGGATAGTGGTAAGCTAGTAGTAGTAAGAAAG
CTCGCGGGCGTTTTGTCCGGCAGCTAGTAGCTCCGCTAACCCAGCTAGTACCTAACCCAT
CCAAATGGACCTGTTCGACGACCTTCCGGAACCGACACAGACCTCTGGTCGTCTCTCAGC
GCCGAGCGCCAGCGATGAGGAGGAGGAGCGGACGGCCAAACGAAGGCGAGAGGACGGCGG
CGAGGACGTGGAGGTCTGCCGGAGCTGAAGGCGTACGTGGCGGCGAGGCGCGGCGAGCGC
GAGGAGATGCAGGACGCTCACGTGCTGCTGCCGGACCTGATGGGCTTCCTGCCATCGCAG
CCCGAACTCGTGTCCCGCCTCTCGTATTTCGCCGTGTTTGACGGTCACGGCGGCGCTCGG
GCTTCTCGGTTTGCCGCTGAGCATCTTCACCACAATCTGGCAAAGAAGTTCCCGCCCACC
GGAGACGCTGAACATTTAGACAAGCTCATCAGGAAGTGCCTTCTGGACACGTTCCGTCAG
ACAGACGAGGACTTCCTGAAGAAAGCCTCCAGCCAGAAGCCGTCGTGGAAGGACGGCTCC
ACGGCGACCTGCGTGCTGGTGGTGGATGACGTGCTGTACGTGGCCAATCTGGGCGACAGC
AGGGCGGTGATGTGTCGGACGGAGGCGGCGGCGGACGGCCAGCAGAAGCTGCTGGCTTTG
GCTCTCAGCAAGGAGCACAACCCGACCATCTACGAGGAGCGAATGAGGATCCAGAGAGCG
GGCGGAACCGTCAGGGACGGACGCGTGCTGGGAGTCCTGGAGGTGTCGCGCTCCATCGGC
GACGGCCAGTACAAACGCTGCGGGGTCATTTCCACGCCTGACCTGAGGAGGTGTCAGCTC
ACAGCCAATGACAGGTTCATCCTCCTCGCCTGCGACGGTTTGTTCAAAGTCTTCTCAGCC
GACGAAGCGCTCAGATTTGTCCTGAACGTCCTGCAGGAGGCTGGCGTTGAGCAGAAGGCG
GGGCTGACAGAGGAGGAGCTTCGCTTCGAGGCAGCGTGTCAGCAGCTGGCCAGCGAGGCG
GTCAAGCGCGGCTGCGCTGACAACGTCACCGTCATCCTGGTATCCATCGGCTGCTGAGCT
CCTCTTCATCTTCCTCATCATCCTCGCCTGCTGTCTGTTTTCCAATAAAAGCCTCGTTTA
CATTCAAAAAAAAAA
>CL2713Contig1
TTTTTTTTTTGTTCTTGGACATTTTAGCCATAGGTTTGGCTGCTGGGGCTGTGCTGACTG
CAGATCCAGAGGGAGGCGCAGCTCCAGACTTCTGCCACTGCGTGGCTTCAGCAGCCATCT
TCTTGATGTAGGGCTCGTTGACGGTCAGCAGGATGTTTTCAGGTTTGATGTCCGTGTGGA
TGATCTTGCACTTGGTGTGCAGGTAGTCTAAGCCCTGCAGAACCTGTCTTATGATGCTTT
TAACGCAGGGCAGAGGCAGGCCTTGATAATTTGACTTAATAATCCACTTTAGGAGGTGGT
AGCCCAGGACTTCAAAGACCATGCACACATGGGTTCCATTCATGCCGGCGATCTTGAAGT
CGTCGAGCAGCTGCACCACCTTCTCTCTGCTGGGATCAGTGGGATCTGTGTTTCTCACAG
ATTTGAGAAGCCGGATTTCATCCAAAGCCGTCTCTGTGTAATGCTCAGCACTCTTCACGA
CCTTTAAGGCCACAAAGCACTTCTCCTGGATGTCCCAGGCCAGCCACACAGTGGAGAAGT
GCCCCCAGCCCAGTTTACGGATGACATGGTATCTCCCGTTGAACAGGTCGCCGATCTTCA
CATGATGATATCCACCTCTGCAGTAGTCATTGGGATCCTCCTGTTCATCGTCGTCGGACC
CCAGGATCTCCTCATCCTGCTCTGGGGGCTGAGCGTCGGCCTGACCCGGCTGAGAGCCAC
CGCCACGCCCGTGAGGCTCTGGTTTTTTAACAGCTTCCCGGGGCTTTGCCCTCTTCCTTC
TCGCTTGTATCGCCAGCACTTTTCTTTCCACACCGAAAAACCAATTTGGAGATCCCCGGC
CATAAGGCCCGGGTTTA
>CL2714Contig1
AGGGGGCCAGGGTCGGACTGGAGGTCAAGGTTACTCTGATGAGTACGGCCAGGACGAAGG
CTATGATGGTGGCGAAGAGATCGGCCGGGGGTGGGACAACGGGGGCCGAGGGAGGCCACC
ACGAGGAGGGGGAGGTCATGATGGTTATCGAGACGGGTCACAAATGCACGACGGCTCGTC
TCCCGCCGGCCGGGAGCGCTCCTCATCCCTGCAGGGGATGGACATGGCCTCCCTGCCCCC
TCGCAAGCGTCCATGGCAGGATGGGCCTGGAACGGGTGACCCGCGGGAGCGAGACTCCCC
TGTCGCTGATGGAGGTCGTCCCTCTGGCAGAGGTGGGAGGGGTGGATGGGGTCCCGGTGG
ACCTGGTCCAGGATCCAGAAGAGGAGGACCCCCTCCTAGAGGAGCACTGCGGGGTGGTGT
GCGGGGCCGGTAGTTTTGACTGAATACCCCTTCTCCTGTGACTCCCCCTCCTTTAGATCC
CAGAATCCTTCAAAAACTTCCAGATGGACTATAGGTCATGTGACCTGTCACATGATGCTT
TGCAGCGGCTGGAGAGGCGTGTACAGAACTGGAGCCATGTCTGTTTGCAGTTTTTTCTAA
CAGATTTCTACGTGTTCGTGTCGTTCCCCAAGATTCACACCTCCAGACTTTGAACCCCCC
CCCACCACTTGACAGGAAGTGGGGATCACATGACACAAACAGGTGTTTCTTCAG
>CL2715Contig1
GGCACGAGGAAGAACACAAACAGAATTGACCTTTAATGCTAAGGTGCACCTTTGCCTATT
TGCAAAGTTGGAGGAAAAACTTTGTGGGGAGGGAAAGATCAGGGGGATTTTGTGCATTTT
GAACTGGGGGGGTCCATAAAATCATGATAACCAAACTAAGCTATGCCTCCTGGTTTTTCA
CATGTTTACTGAGAGTAAGGGCTATCTTGAATTGTTTGGCAGATGTCAATTCATCCTTAA
ACCACATTTGTAGAAATCCACTTCCTAACACGAATGTGTGCAGCGGGATGGGAGTCGGAT
CTCTGAATGTTGTGGTGCAGTTCACATTTCTCTGTCAGCTGATTGTACATGACTCTGTGT
GTGTGTGTGTGTGTGTGTGTTTTCTAGGCTTTAACTTTGCCTACTTGTTTGTGAACCTCC
ACAGAGGTGCGTGATGCAATCAGAGCTTCACCCGCTGCATGTGTGGATGTGACGCCTCTT



TGTTGACCACAAATCCGCCTCCTCCACCCGCGCGTGGCTTAGCAACACAAACCAGAGGCT
TGTTTGTTTTGCTCAGCTGCACCGGGAATCCTTGGTAACGAAAACGCGGTGGCTTCCACC
TCATGCAGGCCCGACCGTCGACTGAATCGCCTAACGTGTGGCGTTCTCACGCTTGGCTGC
GACTGTACCACTCCACGCGTGCGGTTTGTTGTCACTACGGTCCGTTTGGTTTTACATTCT
CAGGGTTACCGTTACCGCCACGTGTCTCCAGAGCGCCAAAGCAGTTTGTGTCACCGTTCT
GTCTGCATCACACATCTCTGTAAACTGTTCTCTACCAGGCTATGCAAAAAAAACAACACA
GAAAACCTGCTGCGACCCCTTTCTCTGTCCTGTCTGTGGGCCCCAGCGCAAGCAATAGAA
CTCTCAGTACTCATGGCACTGCACTGTACTGTAATTTACTTTGGTCGGTCTGTGTAATAC
ATATTTGTTTAAGAGAGTTTGTAAAAAATATATATATACTTAAA
>CL2716Contig1
GAGGGTTCGATGAGCCGGGCTTCACCTCCGGACCCCCAAAATACAAGGACAACCCGTTCA
CGGTGGGAGACGCCTTCGGATCGCGGTGGGACTCTGAGGGAGGGACGGCCTCGTTCGCCG
CCTCCTGGGCCCTGGAGAAGGAGGAGCCCAAAGAGGAGGTCACCATTTCAAGTGTTCAGC
CCGTTGGAGAGAGGCTTCCCAGCCGGAGAAAAGCCGAGGCGTCCGCTCCTGGGTCCGAGT
CCAGCAAGGCCCGGCAGAAGTTTGCCAACGCCAAGGCCATCTCCTCAGACATGTTCTTTG
GTCGTGAGAGCAGCGCTGAGTATGAGGCCAAAACCCGGCTGGAGAGTCTGTCTGGCAGCA
CCTCCATCAGCTCCGCCGACCTGTTTGGAGAAGACGGCGAGCAGAAAGGGAGGACGTCCG
GCTACGACGGCGTGCTCCCCGCAGGGCCAGACATGGCTCAGTTCAAACAAGGGGTGAAAA
CCGTGGCGGGGAAAGATGGCTGTCCTGGCGAACGGCGTGATGAACACCATCCAGGATCGC
TACGGCTCCTACTGAGTGGCAGCCCCCCCAGAGGGAGGACACGCCCCCAGGCCATCCACC
GGCCTCCTGATTGGCCCGCGTGTACTGGAGGGAAGAGCAGCATCGGATCCAGGAGCAGAC
TCCTCCCTCGTCAGACTGAACTTTATTTTCCTAAGTGAAACCATCAGAGGACAAAACCAA
ACTTCTGCTGGGACGTCCCGTTGGTCTGAGATTTTCAAGATGAGTGAGGTCCTTCTAGGT
TCTCTTCTTCAGAACTCTGTGTTGATTTGGACTCCTGCATCAGCGGTTCAGCGGTGACGT
TCAGAACACCAGCTCATGTGGATTCAAACCCGGCTCCTGTGATGAGAACCGATGGCTCCC
TGTCGGCCCATCGGACGCTGAAACCGCTTCACTGGCCTGGTAGGAACTGGCTTCAGTGTG
TCCCTGAATAAAACCACCCCCCCCCCCCNTTCAAAACCNNAAAAANNT
>CL2716Contig2
TTTTTGTAGCCTACAAATAAATACTTTCATTGTTGGGCTCTGCTTGCTGGAGGCTTTCTG
GGGGGGTCAGACCTCATCAGGTCTGCCATTACCAGGGAGGGGGCGGTCTGAACATGCTGG
AGACATGTTTTCATGGCGGACAGCTGTTTTGGGATGGTTCTGGTGGACCAATTCCTAAAT
TGGGACTGTGGGTCAAACTTTCTTGTGGTTCTGAAGGGGGGGGGGTTATTCAGGGACACA
CTGAAGCCAGTTCCTACCAGGCCAGTGAAGCGGTTTCAGCGTCCNACGGGCCGACAGGAA
GCCATCNATTCTCATCACAGGAGCCGGGTTTGAATCCACATGANCTGGTGTTCTGAACGT
CACCGCTNAACCGCTNATGCAGGAGTCCAANANAACCTANAAGGAGCTCACTCATTTTGA
AAATCTCAAACCAACGGGACGTCCCANCAAAAGTTTGGTTTTGTCCTCTGATGGTTTCAC
TTAGGAAAATAAAGTTCAGTCTGACAAGGGAGGAGTCTGCTCCTGGATCCAATGCTGCTC
TTCCCTCCNGTACACGCGGGCCAATCAGGAGGCCGGTGNATGGCCTGGGGGCGTGTCCNC
CCTCTGGGGGGGCTGCCACTCA
>CL2717Contig1
GCTCTGCTGTAACTGTGTTTAGCTCTCAGAAGTAATGGAGGGTAATTCTGCAGAAAGAAT
GACTAAAGACCAGTCTGTCATTTATTCTGGTGGCCTTGAGTCTGTCATTGAAGCTTTCCG
CTGCTCATTCCTCCGCTCACTGGACGAGAGGTGAAACTTCAAGACTTCCTCGTCTGGTTT
TTATGTCAGGTCTGGTGGGAAGACTCCTGCCAAATTGACCTGTGTAGAGAATGATGGGAA
GCTTCAATTCAATCAAGTTTATCTGTAAATCACTACAACAAACATCAAAATGTAAAAGGA
GAATTCGTTTTTCCACTAGGAGTGGCCAACTGATGAGCAGAGATGTGTGTGGAGTTCTGG
TGGAGCTGCTCCCCCTCAAAAAGCAGCAGGTATCCGTCAGCTCAGAGCGTCAAGCTGCAG
CATCACTGCAGCCAGACTCTCTCCCCCCATCATGCTGGCTCACAGCCTGGCAGTCAGGAA
CTGATCTACTAGCTGCAGATATGAAACATCTGCTTTAACCTCCAAAAACCTTAAAGCCCC
ACTCATCTGTTGATCTATTCAGAGTCTTCCCACTGATCTTTTCATTATGATGAAGCTGTT
TTTAGCCAAATTCAAAAACCTGTGTCGTTTTCTAGGACATAGTTTCTGCAGAGCGGCAGG
AGATCATCAGAAATATACCTCTGAGTTGCAGGCGGGGCTGTAAGTGCTGGGTAAGTCAGC
CCCCCCCCCCTTTCCCCATCGTGCCTTCCCGCTNGCTTACAGCCCCTCANAGCCTTAAGC
TAACATTATCGGTAAAACAAAAAATGGTG
>CL2717Contig2
ATTTCTTNATTCTATTGTCGTAAATCAAAAAAGACATTTGCAGTATAAAAAGCTTGTAGC
TGTGATGTAGAAGCTACAACAGCAGACCACAGCTTCCTGCTCTGCTCCATTCTGATCATC
CACTGACAGACACATAGATCCATCAACGTCTTTGTTCTCCTGGTCTGAGCTGGAATCTGG
ATCTAAACTGGACGGCTGGATGGATCTGATATTCATCACCATTTTTTGTTTTACCGATAA
TGTTAGCTTAAGGCTGTGAGGGGCTGTAAGCTAGCGGGAAGGCACGATGGGGAAAGGGGG
GGGGGGCTGACTTACCCAGCACTTACAGCCCCNCCNGCAACTCAAAGGTATATTTCTNAT
GANCNCCNGCCGCTCTGCAAAANCTATGNCCNAAAAAACNACNCAGGTTTTTGAATTTGG
CTAAAAACANCTNCNTCATAANGAAAANATCAGNGGGAANACNCTNAATANATCANCAAA
TGAGNGGGGCTTTAAGGTTTTTGNAGGTTAAAGCAAATGTTTCANATCTGCANCTAGNAA



ATCANTNCCNGACNGCCAGGCTGTGACCCANCATGATGGGGGNANANAGNCTGGCTGCAG
NGATGCTGCACCTTGACNCTC
>CL2718Contig1
ACATATGCAGGAGGAATTTCACATGGACTTTGTGTGTTCTGGTGTATCCTTTAACAAGCT
TTATTGTAACTAAACTAAACAATTCAGTTTAAAAGCCTGAAAGGAGAATCGTATAACTTT
ATGAAGTCACTACTGAAAGAGTGCCGTAAAGGTACACAACACTGCAATAAAACAGCTAAA
ACACCTTTAAATGTCTTTTTGTTTTCTTCATGAGTAATGCATTATTGTGCTAACCACACC
AGTGTTTCTGGTTGCTCAGCAGTGAAGGCACATGACTGAAGATACGACCGGGTCAAGGTT
TAAATAAAAGATCACTGAACCACAGTGTGCAGCTGTCACTTAGATATGACAGTTACAAAA
GCACACCAGAGGGTTTGTGGGTCTTTGAGGGGACGCTAGCGGGTCCAGATGTCAAGAGCT
TCCGTTGGTCTGCAGCTCAAAATGAGACAATTAAGACAATACTTTTATTCTGTTAGAAAT
CAGACCCCCAATGTTCTATAAAAGGGACACAAACCTAAAGACAGATTACTTGAATGAGAC
TGAAAATGATTTCATTCTCTATATCATCCACTGGTCTTGGTCTTGCTCTGGTCCTTCCAT
ATCCACCTCATTAATCTCCCCATCATCTGGAGACTCATTGTAATCATTCATCTCGTCCAT
GTCCTGCATGTCCTCTTCATCTTCTGAGTCTTCCTCGCTGTCCTCCTCATCCTCATCGTC
CTCCTCTTCCTCTTCCTCGTACCCTGCCTCGAAAATGGGCTTTCCAATAGGCATCAGGTT
GTTGTCTTTTTCGGCGATGCTCTGCAACCATGTTTGATGCTGCTGCTCCTGCTGCTGCAG
CTCTGCTTCGTCCACGCACGGCCGGTCCAGGTTAAACCACAGAGACTCGGTGATGCGGGG
CAGCAGGGAGGGGAACAGCGTGGACATGGCTGCCGGCGGTGCCGCGAGGCCGAGGGTCCA
ACAACAACATCAACGAAGCTGATGAAAGTTTACAGAAAACTATCAACGCCAAACCTTCCG
AGTGGATTCACGATCTAACGCTTTCCGAACTCTGCTTGTAAAAATTTGAGTGAAAATTCG
CAAGTCTAAAACTGCCCTTGTTTCACTTGGCGTCGAAATTTCAAAAATAAATACAGCCCC
C
>CL2719Contig1
AACCTTTCCCAGGATCTCCAGGCTTTGGACCAGAGGACACCACGAGATGAAGCTGCTCCC
TCAGGCCTTGTTTCTCTGCCTGGCCCTTGTTCTGGCCTGGGCTGACCACCATGAACACCG
CCGCAAAGGAGCTGTCCGCGACCGCTGTAAAGGCATTGAGATGGATGCTGTCGCTGTGAA
CGAAGAAGGAATCCCTTACTTTTTCAAAGAGGACCATTTGTTCAAAGGCTTCCATGGACA
AGCAGAGCTGTCCAATAAGTCTTTCGCTGAGCTGGATGACCATCACCACCTGGGACACGT
GGATGCTGCCTTCCGCATGCACTACGAGGACGACCTCAACCACCACGACCGCATGTTCTT
CTTCTTGGACAACAAAGTGTTTGCCTATTACCAACACAAGCTGGAGGCAGGCTACCCTAA
AGCCATCTCTGAAGTGTTCCCCGGAATTCCCGACCACCTGGATGCTGCTGTCGAGTGTCC
CAAACCCGAATGCGTTGAAGACTCTGTCATCTTTTTCAAAAAGAACGAAATCTTCCACTT
CTATGTTAAAAACAAGACCGTAGATGAGAGGGATTTCAGGTCCATGCCGAACTGCACCTC
TGCTTTCCGCTTCATGGAGCACTACTACTGCTTCCACGGACACAAGTTCTCCAAGTTTGA
CCCGAAAA
>CL2720Contig1
ATTTATTTGACCTGAAAGAAACAAGATAATGGAATGCTTTCACACTCAACTTACTTTGAA
TTAACTTTTTCCAACAAAACAAAAAAAAATGCTTTGAAATCCTGGAATACAGTAATATTT
GCAGGATAGAGAAATGATTTGTTCTGAGTGCATTATTAATCAATATCCTCAGTGCCAGTT
CCAGTTTCAACATCACTGATGTCAACCTCAGCTTCTTTGACTGGATCCTGGTCTGAGGTT
TCAGGATGGGACTCTTCCATTGACTCTTCGGGCGTCTCTGGTTGAGGGGGCGGTGTGTCG
ATGTCTCTTGCCAAATCCTCCTGTGAAAGGCTTTCGCCTGTTTCTTCTTGAATCACTGGT
TCTGATTCCTCTTGTTCCATTGGTTCTTCATCATATTTAATGAAGACTGGCTCTTGCTGA
ACAGGCAATTCTACTTCTTTCTCCACAGCAAAATTAGTTTCTTCTATAACTGGATTATGT
TCCATCTCTTTCTCCACAGGACTTGGCTCTGGTTTTTTATGGGCCTCCAGGACAGCCATG
ATGGAGGAAGGTATGTGAGCTTGCTGATGAGGTGTGAAGGAGTGGACATGCTGCAGAAGA
GGCGCTCTCATTTCCGGACAGCGTTCAAACACGCTAGCCAGCTGTGCAGGTGGGAGCTGG
AGCAGTACACTGTACGACTGAGGCTTGGTTCTTTGGCAGCACTTAACAAAACCTTCCCAG
ACTTTGGGATATTTCCACACCTGCTTAACAATAAGGCGCGACAGGATGTTCATGACAAAT
CCACCCAGTCGGGGATACATGGTGAGAGACTGGATGACAGTGCGCATGAGCAGCATAGGG
AGAGGGTTCTGCTCCATCAGCTGCTGCATCCCTCGTGCCGA
>CL2721Contig1
TAAAGAGTCAAGACCACCTTTTTATTTGCTTTGTAAACAGCATAAATTAATTGGTTTGAC
CGAAAAACCCCTACAAAGCCAAGATGTACAAACAATTTATCACTCATGACACTGAAGGGA
AAAACTGTTTTCTTTCATCACAGCTTCTCTGACACTGTCATAAATCTGGTGACCGGTAAC
ATTCATAATAGTTAGGCAAGGAAACAGAAATTCAAGATAATAAACAAGTAAAACAAAAAC
AAAAATCTAATACAGATAAAGAGGCAGCCTCTAAAAAGACTCTATGCATTCATTTAATCA
AAAGCGACCCATTCATGCTCGCTGAAACTCTTTCAACTCAGGTCGAATCCTCAGTATTTA
TACAGGTGCATCCACTAGTACTTCTTTCTCACAGATTTCAGGTATAAAAATGGTTTTGAA
ACTAAAGCTAACAGCAAAGTTCTTCTAGTTTAGTCACACCCAATTAAATCACTGTCAAGA
AAGTTCTATTAGCCGTGAAGTATCAAAGAGCCGGCCGTAAGTGTCAATTATTGCATAGTG
AACTACACTTTGACATGGGGAGGGAAGCGTGCGTCTGCAGCTCGGCGAAGTCAAACCTCG
CAAAAGCGTGAAGTAAAACAACGCTTGTGCCTTCTAGCTGTTTCAGAGGTTCAGTTCTTT



AACATTCATTTGGAGAAAGGAGAGGGAGAAAGACGATGCGTCACATGATGCAGTCTATGC
GGAAGAGACATTCAGTCAGAGGTTATAGGAAACGTGTTCAAAGTGCTTAATGGCTTTGAG
ATGGAAGCAGCGACGTCCCAATCCTAGAAAGATTCCTTTTTATTTCCAAGCAGGGAGTTC
AAACTCTAATCTATCGGAGGAAAT
>CL2722Contig1
GGGCAGAAAGGCGTCGCGAAGAACGCGCTTCTTTTCGGCGGGGATACCACTCTTTTTAAC
GCCCGGTCCTCGGTCTCATGGACATGCTCTTTGTAAATGCTTTTTCAGAATCTCCACAGT
AGGAAATCGTACCGCGGCTCCTCTACAGGCCCTAGCATTGAGTCTTATTTAAAGGGCTTT
AACTTCTTCACCGGTGAACCACCTTGGCCTCAAAGACTTGATTAACTACAGCAAATAATT
GTGTCTCTTGTATCCAGGTCACACGTTACCATGAACACTGAAGTGCCCACACTTGAATTT
TCTTTCCTTGAGGAAGGGTTTTCTGCTTGGGATATTGTTGAGCAGAAGATCAATGAGTCA
TCCCTGACCGACGACAGGGATGCTTTTTACGTCTGTGACTTGGGAGATGTTTTGAAAAAA
CACCTCCGCTGGACGAGGGCGTTACCCCGTGTTACACCTTTTTATGCCGTCAAGTGCAAC
GACAGCCGGGCTGTTGTCATGACTCTCGCGTCTCTTGGAACTGGCTTTGATTGTGCAAGC
AAGACAGAGATTCAGCTTGTTCAGTCCTTGGGAGTGCATCCAAACAGAATCATCTATGCC
AATCCTTGTAAGCAAGTTTCTCAGATGAAGTATGCATCTGCCCACGGAGTGGAGATGATG
ACTTTTGATAGTGAAGTGGAACTCATGAAAGTCGCTCGTTACCATGACAAT
>CL2723Contig1
ATTCGGCACGAGGCTGGACTGTGCTCAATCTGTGTGTTGAGCTCTAGGAGCTAAACTCTG
CTGCTTGTCTCCTGCCAGGGTCTCAGGTAACTTAGATCTGTTTGGATCCATTTTGGAGAG
TTGGTCCAGAACAACATGTCTGACACAGAAGAAGTCGTGGATGAAGACGTCCAGGATGGA
GAAGATGAATCTAAGCCAAAGCCAAAGTTCATGACAAACATCACAGCCCCAAAGATGCCT
GATGGAGATAAAGTGGATTTTGACGACATGTACAGGAAGCGTCAGGAGAAGGATCTGGCT
GAGCTGCAGTCTCTTATTGAGGCTCACTTTGTTCAGCGCCATAAGGATGAAGAGGAACTG
GTCGCTCTGGTTAACAGAATTGACAAGCGTCGTGCTGAGAGAGCAGAACAGCAAAGAGTC
AGAGCTGAGAGGGAAAAGGAGAGGCAGGCCAGACTCGCAGATGAGAGGGAGCGCAGAGAA
CAAGAGGAGCAGCGTAAGAAGCAAGACGACGATGCCAAGAAGAAGAAGGTCCTCACTAAC
ATGACTCAGCAGTACACAGTTGGACAGAAGAATGAAAACAGGAAAGGAGCCAAAAAACAG
ACCGAGAGGGAGAAGAAGAAGAAGGCCCTGGCTGAACGCAGGAAGCCTCTCAACATTGAC
CATCTCAATGAGGATAAACTCAAGGAGAAGGTTGGTGAGCTTTGGCAGTGGCTGATGGGT
CTGGAGGCCGAGAAGTTTGATCTCAGTGAGAAACTTAAAAGACAAAAATATGACATTAAT
CAGCTTCTGTGTAGAGTTCAGGATCATCAAAGTGCCAAGGGTCGGGGTAAAGGAAAGATG
GGCGGCCGGGTGAGGTGAAGCCGTTTGGGACAGAAGCAACAAAGAACAGAGAATTGCCTG
TGTGACTGCAGAGAAGCATGTAAAAAGTTAATCTGAGCAGCAACAAATGTGTACATGTGT
CATGAAAAAACAAAAGACAGAATACTGTGAAGAAATCTCAGCATGTCTCTG
>CL2724Contig1
AAAAAAGACTCATGATGAGAATCGAGGTCGCGCTTCAGCTGGGCTTCTGCAGTCTATGTC
TACTTCTGGGATTCTTTAGAGGAGGAGCGGCTGTAGAGATTCCTGACCCACCACCTATTA
ACTGTGTCTGGAGCCGCTGGTCAGAGTGGACGACTTGTGATCCCTGCACAAAGATCAGAA
GGCGTTCTCGGGCCATAGAAGTGTTTGGCCAGTTTAGGGGTGATGCTTGCCAGGGATCAA
TAGGTGAAAGTACGGCTTGCACAACATCTGAGGCGTGCGTGAACCCGACTGCCATCCCTT
GCTCAGACATTGAGTTCGAGTGTGAATCAAGAAAATGTATCAAGAAAAGGTTAATGTGCA
ATGGGGACTATGACTGTGAGGATGGATCAGATGAAGACTGCGACCCTGTGCGGAAACCCT
GTGGTCAAACAGTTCTCATTAACAATGAACAAGGCAGGACAGCAGGATATGGGATCAACA
TTTTGGGTGCTAATCCTCGAATGAACCCCTTCAACAATGACTACTTTAATGGGAGGTGTG
ACCGTGTCAGAAATCCAAACAAAGGGAATTATGACAGGCTTCCTTGGAACGTCGGTGTCC
TCAATTATGAGACTCTGGTGGAGGAGACCGTCTCCAGAGAAATCTACGAGAACACGCACA
GCCTTCTGAAGACCATGATACAGGATAAGACGTTTAAACTTGATGCAGGGTTCAACGTAA
AACTTAGCCCATCTGAACCATCTATGTCCAATCTGTCTGGAACTATTGGAGCAGACCTTG
GATTTTCAAGGCAAAACATGCTGAAGGAGGTCACGGAATACACCACCATAAAGAACAAGA
GCTTTATGAGAGTAAAAGGCAGAGTGCAGATGAGCACCTACAGGATGCGCTCCCGTGAGC
TCCAACTCGCAGAT
>CL2725Contig1
ACTGCTGCCATTGCACTGTAGCCACACCAGCAAGTATGAATAATTCCTATCAACTTGCAC
AATTTAACAGATCTCTGCTGACAGGCATTTAAATCTAGAACCAATGGATTGCGTCATCTG
GATGCAAACCCAGCCGCCATCATGTTAGTCAATTTGTGGAAAGCATTCTGCAGTAATTGA
ATGGGCTTTTTGTTTTTTACAACCCCTCTGCTCTTGCCTTTTTTATCAATCACATTTAGG
AGGCAGTCATTGGTTGAGTCACTTTCCTGCATCTTATTTGGAAACACAATGAGTTCAGAT
TTATTCTTGAATGATGATTCACAGCAGCTTTTTTGTTGCCAAAATTCTGGGTTTTCCTTT
TTTTTTCTTCTTTTCCTGTGCAGACATGAATGATGTAAATGAAGGAGGGATTCTTTCAAA
AGAGTAAAAGCAGCACCTAATCTTCTGATGCCACAGCTGGAAGGACTCTTGTTCTTTTGG
CCTTCTGCATTATTATTATTGGTTTTATTCCCCTGGGAAATCTCTCGCCTCATAAAGGAG
GGCAAGTGTCAAATCCTTGTTGCTACTCGAGCAGCTGAAGGCAATAAATCATTTGAATCC
ATTTCAGATCCACAACACCCATCTATTATTTCTAATCGTTGAATTTGTGTGCACCAGGAA



TGGGAAGCTGACCTTTTCTGTAGAATATATGAGAAGGTCAAAGAATATTTCAGAAACAGA
AGACATTTTTCTGGCGGCTGTTGAAAGGGGGTTTGTTGTGGACGGTGAAGTGCCTTTAAT
GTTCAGTAAAGGAGTGAGATGAGGACTTTTCACGTCTTTGTTACCATATTTTCACCAGTT
GTTTTGAAGGCATCCCTGTGCTGATATGCGGGAGCTCCAGTTTTCCAGCTGGACTGAGGA
GTCTTTTATTGTTGAATACAGACGGTTAACAAAAGCCCCGCTGAGTCTGGATGCAACTAG
ACTTTGTGTGAATTTTCTATTTTTGCAGCTTTGCATGCCTCTCTCCAAATTTCATCCCAT
TTCATTATTCATGTTTTTGTACCTTTGGCATAAATGGGGCTTTGGGAAACATGAATAATG
AGCTGGCGGGGAATTTATTTCAAGTTTGATTAGCTTGAGATTATACTTGAAAACCAGCGG
GCTTAATTTAACGAAGGTGATCGTTTGAGTGCTTTTAAGTTAGATAAAAAACAAGTGTTG
CTCCTGTCAAATGATCTTTGTACGTCTGACTTTGCGATGTAAATGATTTCTTGGAGAAGG
GCAGATGACTTCTGAAGCTCAAGTTTAGCCGTCTAACCAGCTCGCTGCCAATTCTTTGCT
CTGCCCTTAGCCAGCCATGTCCTGCTTTTGTTCATTTTCCAGTTTTCTGCTCACGAAAAG
GTGAAAATGAAGTATTGTCCTTAGAAGTTTGCCTTCTGTGTACCCCTCCCCTGAAGAGCA
TGCCAGATGCTTGGACTACTTACCTGCTTATGACTTAAAAAAAAAAAA
>CL2726Contig1
CTTTATTTCGAATTAAATTTGGTTACAGCCCTCTTCTACGAAGGGACTCTGGAGGAATAG
TACGAACACCGTCTGTGCTTAGACCTGCTTTGTAACTATGATTATCAAAAATAGAAGTAC
AGTTTTAGCCCATGTACACATCTCTGTAGTCCTCATTCATAACACGTTTATAGTACTTCT
AAATATTTCACCAAAAGAAATACTAAGTAGACCATAAATGGGTGGTTCTGTTGCTTTAAA
CAGCAAAAAGCTTCGCCTGAAAATGGAAATAAAACAGGGGAAAATATAGTTGTGTTGGAA
AATATTACTTTCAACCACCAACTGATCTGATTTAGCTCTGGGTTTTGAGAGCATCCACAT
GGAGTACAAGACAAAAAGAAAAAATTGAAGACATCCTCCTGAATCGTGAAAAAAAAAAAG
CTCCGCTGGCAGCAGAAACATTGGCTCTCTTCATTTTGCAGACAAAAACAAAAAAGGTCC
TTGTGTCTCGTTCCTTACGACTGATGGCACCAGACAGCCGAGGATGAGGCGTCACCATGC
AGGACAATAGTATAATATCTACAGTCACCGGGTGGATGTAGAGTGAATGTGATGGGGAGA
GTGCCGGGTGCAGAGGCAGACGGCGCCCTCTCCCATCCCCTCAGACTGGACAGTACAGTT
CTTGAATGAGTCCCGTGATCATTGAGTGGCTTTAGTCTTCTTGCTTTTGCTCTTCTTATC
TTTTTTCTTCAGACCATCCATGTGAGCTCTAAGGAGGTTAGAGTATGCCATCTGAAACTT
GATTACTTCTTTGGTACTGACCACTGTGCTGATTTTCTTCTTGCCATCCGACGCTCTGAG
GAGACATTTATTATCTGCTGGTTCAAAGGACTCCAAGTGGCCCTTTCTGGGCACAGGTTT
GGTTCTACCATCATACTTCTTTAGCGTGATGACAACACTGCCCGATGTTCTGCACTTCTG
GAAGAGCCCGAGTGAGCTCTGTGAGAAACGAGTCGTTTTCAAGCAGCACCATGATTTAGG
CTTCAAGAGGCGAGCTGTAATGAAGCACACGTACTTTAACCCAAAGCCCCGCCCTGTGCC
CCCCCCCGGCCATAAGGCCCGGGT
>CL2727Contig1
CGCCGTTTAACCCGGGCCTTATGGCCGGGGAAAACTGATCTGAAAAAGGAACCTGGGAAT
AACAACAGCATTCAAGCCTGAACTCCATTCTACCAGACGGAACAAGAACACAGAGAGAAG
AAGAAGAATTTTCTTTTGATCAAGTGAAGAAACAAATCATCAACCAACAATGGTTTCTGC
AGGTTTCCAGATCTTGGGTGCTGCTTTGGGGATCCTGGGCTGGATTGGTGCCATCCTTAC
GTGCGCTTTACCCATGTGGAGAGTCACGGCTTTTATTGGCAGCAACATTGTGACAGCGCA
GATCACCTGGGAGGGAATCTGGATGAGCTGTGTGGTCCAGAGCACAGGTCAGATGCAGTG
TAAGGTCTATGACTCCATGCTGGCCCTCTCTTCTGACCTTCAGGCTGCTCGCGCCTTGAC
TGTCATCTCTATTGTGGTGGGCATCTTGGCCATCCTGCTTTCTGTAGCTGGGGGAAAATG
CACCAACTGTGTGGAGGATCAAACATCCAAAGCCAAAGTCGGCATTGGCGCTGGGGTGGG
GTTCATCGTCGCTGGAATCCTCTGCCTGATTCCAGTCTGCTGGACGGCCAACACTATCAT
CCAGAACTTCTACAGCCCTCTCCTGAGTAACGCTCAGAAGTACGAGCTGGGGGCATCGCT
TTACATCGGATGGGGTACGTCTGCTCTGATGCTGATTGGAGGGGGAATGCTCTGTTCCAA
CTGCCCCAAAAATGAAGACAACTACACAGCAAAATACGCTGCTGCAAGATCTGACATCTC
ATCACCACCTGGGAAACTTTCTACACAATACGTCTAAAGCAATTTACAGAAGAACTTTTT
ACAAATTGATTATGAGTGCTGATTTTTCCGGATGTATCGTCTTCAAAGGACGTTTATCCT
GATGAAAAGTCCTGAGCAAAAACATGAACCACACCCTTTGGAGAAATTCATGTGCAAATG
TTCATTGTGTGTTTGAATTGTTACTGTAAAACTGTCCTTAGAAACTTTCCATTGATACAA
CTTATACTACAAAATCTTTATTTTATTGTCTACAAACTTTGTTTATGTTTTTGAAAAGTT
GTCCCTGTAATTTTGTTTGGGAGATGTGATTTGCTAAAATTGTTCCATAAATAAAGATTG
ATTTACAAAGTCTGCAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL2728Contig1
ACGTCTTTATTTTATTATTGGAATTCAACGAAACACCTTAAACTGCAAAGAAAAATCCAG
AAAATTCCAAAAGCCAATCTTGTTGAAGTAGTTCACAAAATTGCTGCGCAAGTTTCAATC
ATATGTTTGTCTGGTCCTTTTGGCTTTTGCACATATCACTGTTTTGTCCAATCTCATAGA
GAGAGAGGCTAATTTTACTTTTTCCCCTCAACCATAATGATGTGATACCCAAACTTTGTC
TTGACAGGAGGGTCTGTATAAACCGGTTTGTCCATTGAACTGATGGGTAACGCAAACGCC
GCCTCCTGGAAAGGTCCGACCATTGATCCTCGAGTCATCCAGCCCAGGTCACCTCCTTGT
CTGGCTTTGTCTTCACTGTACTGTGATGCTACTTCACTGAAGCGGACACCGGCCTTCAGT
TTCTCCATGGCCTCCATGCATTTTCCATGTTTTTCACAGAGGATATGTCGAACCTTCACA



GAAGTACCACCCTTGGGAGCCTTATCTTTCTTTTCGGCATCTGCACTTCCTGCAGCAGCT
CCTTTACCACCCTTACCACCTTTCCCTTTTGGCGGCATTTTACATAAAACAGAACAGAAT
TACCCAGTAAAGAACCTGTAATAACTGATAGCAGCGTGCAGTCATGCTATGTTATGATAG
CATGATTTACTTCTTCCCCCGGCCAT
>CL2729Contig1
AGCTCTGAAAGAATCGCAGAGACAAGATAAGTTGTAAACATGCACATTTAATGACAGTTG
CTTCAGTGTGTGAGGCAAGACAGGGGTCCACTCGCTCAGGCTATGTACATCACACAAGAG
GGAAGCATTATCTTACCAAATCAAACCGTTATTTATAATACTCTTCTGAAGAATTTAATT
ATAAGGCTAGAAAATGGGGATCATTTACATGGGAGCATGTGCAGTTTCATAAATTGTATC
CAATCTAGTCATCTCCTTGCAAATCCATTTATGAAGAGGAGGGAGAATGTCCTTGGGTGC
TAATCTGAGATAGGAGAAGCCCAGGTCCGTTCTAGCAGATGACACAGCCACCTTTCTCTT
TGAAGGGGTTCTTCTCCTCTGAAATGCCTTTCACAAGGGTGTCCTCTTCCACTCTTTCCT
GAATGTATTCCTTCATTTCCTCACAGCATTTAGATGTCAACCACCTTTCAAGTTTAACCT
CCAGTTTGAGTTGGTTTACTTCCATTAAAGCCTTGTCCTTGTCTGTGAGGTCGTCGACAT
TGATGACCGGCATCCTGGTTAGTTACCGTTAGCGGTCCTTCACTAATG
>CL2730Contig1
TCGGCACGAGGTCCAGACCACATGAAACAGGACAAAGTAGGTTTGGGCAACAACGCTACT
TCATGGACAGTTGATGATGTTATCCGGTTCGTTCAGGAAGCTGATCCTCAGACTCTTGGC
CCGCACATCGACCTGTTCAGAAAACATGAGATCGACGGCAAGGCCTTGATGCTGCTGCGC
AGTGATGTCATTATGAAGTACATGGGCCTAAAGCTAGGCCCGGCGCTTAAACTGTGCCAT
CACATCGAAAAACTAAAGCAGGCCAAATAAATGCAGCGCTCTTTTCTTGCTGCCTAGCAA
ACACAACACCCATCATTCTGCAGGGATGTGAAGCAGCAGAAAACCACTCTGGCCAATGAT
CTCATGTCTCTGGTACTCTGGACTGTGAAATAATGAGGGGGGGCACTGTCCGTTTTGGGA
GCAGTAAATGCTGAATTTTGGTAGATCGGAAAGCGGGATGGAACAATAGAAATCACATAA
ACCTACACAGTACAATTTCATAGTTCAAGCAACATATCAGAAATTAATTTATTATAAGGA
TTTCCTTTCTATCCTATATTGAAAAGGCTACAAACTGCCATAAACAGTTTCCTTTTTATA
ATGCATGGACCAGATACAAAGACAGGTGAGAGTATATGACGTTACCACGTCCACAACTAC
AGCTATTATTAGGTACCCAATCCTGCGTATACATTTTTCAAATGTTTTTGTCGTTTTGTT
GTTTACAGCCTTTTGTAAATTTTACACCTACACATGCCTAAAGAAAAAGAAAAAACACTT
TCAGTTTTCCCTTTACTGTTTTCAAAAACTGTTTGTTTGCCTGGTCTGCATTTCAGGACG
GACGCACAGCACTAAAGATTGGGAACATTAGTTCAGGTATCGGCAGTGAAGGCCACACTG
TGTCATTTTATTAATGCAATAAAAAGATTTTTTTAATGACCGCTTCAATTTCAGGTAGTT
TGGTTTTTGCATTCTGATGAGCATGTGGTTACGAACAGGGCAATGAGCGACAGGACTGTG
TGAATTGAAGATGTTGGAAGGTTTCATATAAGTAAGTTTTGGAAATGTTTGCTGAAATCA
ATCATTAGACATATTTCTTATTTCAGAAATATTGTCTTTGGAGAGTAGCTATTTGATTTT
ATTGGTGTGTTTTAATTGTGAGTCAGCGCTGGAGCTCGATAAACCAGACAAAATGCTTCC
GATATTTTTTTTATTGTTAGTTATGGCGGTTTGCATTGCAGATAATCCTTGTTTGTTGGT
TTGTGTGCCTGACCAATGCTTAGTTCATGATTGTATTTTTTTTGACAGACACACTATCTA
ACCTGCCCACACACTGACTGGATACTTTCAAATGTTCATTTAAAAGCAACATTCATGACA
GTCACATTTAAGTGCTGTACAAAAATGGCTCCTTTCTGATTTAGAACACAAAGCTGACAC
GTTTTTGTATAAAATAAAGCTAACGCATTGTTTTTATATTAATTTTGTACTATTATAAAG
TGTCTAGACCTGTAATGGAGCGTGTCACAGTTTTTTCTTGAAGTCATTTCAGTCAAGTTA
TCCTACCTGAAGGAGGCTGCTGTTCTGTCTAAGGAGCGAATCACGTGTCACAGTGTCGAT
CTGTTTTATTGACAGAAATAACTATTTTCTGAACATTTCAGAATCATTATTAAACAAACT
CTTGTCTACTGTAGCTGCATTTCACATTGTTGCTTTCCTGTAGTGGTAACAAGTTGTTAC
TTGAATCTCGTTTTGCTTTAATATGAAACTCAGGTTTTAGAGAGGCTTTATTGTTTTTTT
CTTTTTCTTTTAAGAACATCTTTGCATTTTGTGTTTATTACTACAACATAGGGGACTGCA
CGATAACTATGTACATTTTGGATGCCTTGTTATCGATGGCTATGTAGCATTTCATGTGTA
TCTATACAACTTTTTACTGTATGTTGGGTAAATTTGTTTGTTAAATATGTTTGCTATGCA
TTCAC
>CL2731Contig1
TTCGGCACGAGGTATACTCTAAAGNATATGTGAAGCCAAGTCTGCAAACCATGGAAAATA
CACAATACAAGCCAAGAATAAGTTTGGACAGTGCTCTGCAACTTTATACCTCGATGTTTC
CAGCACTCCTGCAAAGACGGATGCTCTTCCACAGCGTGCGAGCGCCCTGGCAGGGAAGTC
TCCAGCGCTGGCAGGTTCTGCAGTGAAGGGGGAAGATGCTGGAGCAGACGGCAGCAGATT
CTCCAACAAATTTTGCTCAAAGTCTGACGCCTTTCAAATTCGGTCGATGTAAAAAATAAC
TGAAAACAAATGATTTATATCCAGTTTCCCTTAATAGATACTTTTTATTAAGTGAAACAA
GAGCACTAGATTTACTTAATAAAAAATCTGGACTGCTGTTTGTGTAAATATGAACTATTT
TTATATCGAACCTGACATTAATTTATGCCAAACAAGGTACTAAAGTTGTGAAATGTGCCA
TATTGGATTACCATGACTTAGGATGTTTGAACCTCCTTTTTGTGACATGTACATAATGTA
TATAGCCGAATTGACCGGTTATGGAAAATGTATGCATTGTTTTTGATGACAAAAATATTA
TCTGAAATTTAATGAAACCTAAATGGGGTTTAACAGGAGAAAGTTCCACAAGGAACGAAT
ACCCTGCTAAACTTAGAAACTAAACTCTGTGCCTCAACGATAAGTTGAAGTTTTAAGATT
GCCTCAACAGGTAGAGAGGCTCCCTGTTGATGTTGTAAACCAAAAGCACAAGGACAAAAT



GATCATTTATGACATGTATTTGTGATGTTACGGTTTCTTGCCGATAGTACCATGAGTAAA
AGACCCCGAGTGCTGCGTGCATTACCCTCATGTAGGCAGCACGAAATGGCCTTTTGCTCA
GACTGACAGTCATGAAAGCATGAATCGATGACCTTCCCAGAGTGCGAGCGGCCTGCACTC
TGTATTTGGATCATCTTCATGAAAGGGGCTGTTTCTGTTCAAAGACAACACTGAACAGCA
AGTCAAAAGCAACACTTCTGTGCAGAAGCAGCGCTGTCTTTCGCAGGATACCTACATAAT
AATTTTGAGTGTTTGCGTGTGAGTGTCTGTAGCTAGTAGTTCTTTTATTGTCTCATTAAT
CAGGGTTTTCCTCATCTACATCACTGAGTCCATCTCTTGTGAGAAGAAAAGCAGTTATGT
TTTACCCTGCTCATTTATTCAACCTATCTCATGATGTAAAACTATATTTTGTCCTCCCTG
GGCTTTATGCATTATTGATTTAAAAAGCANA
>CL2732Contig1
TTCCACATTTAAAGTTAAACAGCCAGCCGTCAGAACTTAGAGGATTTGCCACTTGGACAT
ATGTAGACAGAGGAGAAAAACTAACAAAGCCCACCCTCGTATTCATCATCTTCCTCCCCT
CCAGCGGCATGTGCCCCACTGCTGCCACCTTGTGGAGCAGCGGCAGCCTTCTTCTTCTTT
CCTCCTCCTCCAGGGACCTTCAGGGAAATGGCCAGTTTGGCGTAATCATTATCCATATAC
TTCAGCAATGGAGAGTTGCACACGCGATAAACTTGGTCTTCATCCTGCTCATCAAAGCCT
TGTAGCAGTGTCTCCATGGCAACGCAGTCTTCACTTCCACTATAGCCAGGCAGACTGTAA
CTTTCTCTGACGCATTTATCTGCTGCCACATAGTCCCCTCTGTGAAGGTGAACCAGCACT
TGAGCCGTGGTTTTCTTGAAACACATCGGGAAGTTCTCAATCTCTTTGTACATGTTCTTC
TCCTTCTGCAGAGCGGTTGCAGCCTCGTCCAGCCTTTTTAACCGAACCAGAAGTCTGGAG
GCTTTCCCCAGCAGCTCCACAGCCTGACGCAGGCGGTCCTCATTCTCGAACACTCCAGCT
GCTTTTTGGTACAGGTCAACAGCTTTCTCCAGGTTAATAGGCTCAATCAGTTTTCCAGCG
CGGTCCAGAGCCATGGCAGCAGTATCGGGAGTCCCGTTCTCCATGTACATCATGCATGCC
TTCTCTATGTACTGAATGGCTTCCGGCATCTTCTTTTGTTCCTTCAGCATCATGCCTGCT
TGTTCAATAGCTTTTGCAGCATGAAAAAGCGTCTTGTTCTCCGTGTGGTACTCCGCCTCC
TTCAGGTAAGCATCCTTCGCCTGTTCGTACTGCTTTGCGTTCTTGAAGCAGACAGCTGCT
TTGGCGTATTCCGACGCTGCGCTGTCAAAGTCCGGCTTCCACTTCGTCATGCTCGTCTTT
AAGCATTTTTCGGCTTTAGCTATGTGCTCGTGAGCTTCATTTATCTTCTGTGCAGCCATG
CTGTGAAATAATCACAGTCGTACTGATATCGAGAAACGGATAGGAATATTTTGTACGGCG
ATGTTTGGATCATCAGGAACTCCTCCTCAGCGCTGACGTCATCGAATGTCCCCCGGCCAT
A
>CL2732Contig2
AACCTCCTTCGGAGCGATTTACATGAGGTGGGAAACGGCGTCCGTTGAAAATTAAGTCAT
GAATCCCTTTATCAGCACAGATATCTGAAGATTTCAAGACTTTAACTGGCATCTCACTGT
TATCCTAACAGAAAGACCAGGAAGTCATGCAAGGAATGAAGAGTAAAGATCACTGTGTGG
TCCCTCTTTTTAGCGAAGGATTGATTCAGGAACCAAAACCTCAGTCAGGAATATTCCATC
CTCTGAAACCCACACTCCACGTAAACAAAATCAATCTTCTTTCAGATTAAAAAAAAAAAA
ATCNCAAGTAGCTTTTAATTATTAAGTTACNCTTGATCATTTANATATGATTTTATTGAT
TTTATAAGCAAACATGCAGGAATCGNGNGATTTCCGATTGTTTTAGNGTCGTTCCAGCTA
GAGCANAGGCGTGAATGCTGAATAAATTATCTCTGTACAAATGAACNCCTATACNCTGAT
CNCCNCNCGATCAGAACCCGATTCCCATCACTAATCGTACTCTCTACCCNCCAACGGTAA
CAGCAAAATATACNGCTTCCCNCNCNCAACAAATATGACGACTTGTTTTTAAAGGACAGG
CAGAGATCCNCCTCAAAGGATAACTTAAAATAAAAAATAAAAGTCGATGATGCTTTTGTA
TCCCGTACTCTAACCGTTCGGGTTACTTTTTGTACTTTTCTTTTTTCCACATTTAAAGTT
AAACAGCCNGCCGTCANAACTTANAGGATTTGCCACTTGGACATA
>CL2733Contig1
TCTGGAGCACAATTTAACATCCCATTAAAGCTTTTCAGGCAGACACATTTAAATGTCAGT
TTTAGCCAACATGCTTAAAGCAAACTTTGTTGCTAAACAGCGTTCAAAAACGACTCGCAG
CCTAATTAAGAGGATTTTTATGGTGTCATCCTCACATACCAAATAGACTCAGCAGTCAGA
CAAACCCGTAGGTAATCACAGCACTTCACCATAAACCACTTCACATGCGCAGAATGTCGT
TTCACAATAGCAGGGAGTTCGACTGTGGCTATGACTTGACTCCCAAACACAGAGCCAGCT
CGTTTTTCTGGATTTTTCCATCGTTGTTGACGTCACAGTGATGCAACAGAACAGCGCGCA
GCTTGTCCAGTTCAGGACCTGAGAGGCTGGGCCTGACCAGCTCCATCATGTCTTTAACGA
AGCCATCCACCTCCGGACCTTCCAGAGCTCCAGTCTTACTCACATCATAGTGGTCAAAGA
TCTTCTCAAAGTCTCTCTTTCTCTCTTCTTTACTGCTGGCATCCATATGGAACTGAAGCA
GGAAATTGTCCTCGAGGGCCAAGACCCTGGCCAAATCATTAAGATCCAGACGACCATCCT
TGTTTTTGTCAAAAATCTTCATCATGGCATCGGTGTACTCCTCCAGCTTGTCCGATGACA
CCTCTCTGTGGTGCTGCTCAAACAAGTCCTTCAGGAACGCCTTAAGCTCCTGAGCTGAAA
TGTAGCCGCTGCAGTCAGCGTCATACTTCCTCCAGATCTTCATGAAATCCACACTGTTGT
CCAAGGGGGCCTCTCTGTGGAAAATTAGCAGGAAGTTCTCCTCCTCGGGCAGAATCATGC
TTGCCAGCTCCTGAATCTGCAGCCTTCCATCCGCAGTGACGTCATAGGCAGACATAAATC
TCTCCTTCAATTCCCGAACTCGCTCCTCTGTGGTTTCCTCCTGTGGACCCAGTCTTTGCA
TCATGTGATGGAAAAACTCATCAAGTTCTTTACCTTCAATGTAGCCATTGTCATCTGCAT
CAAAGTGTTGCCAAATTTCCAGAAAACCAGCTGCATCCAGGTTGTCAAAAGCACTATTCA
TCTTACCGGGAGAGAGGGAACTCCCAACTTTGCCACATGAAAAGGAAAATGTTTGTGTCT



ATGCGGCTAAACGCTGAGCTGCAGCCCCCTG
>CL2734Contig1
TCTTTTATTNCTTTTGCCATGAAAGTGTTTGCAACAGTACACAAGCGCTAAAATCTAATG
CTATCAGTATGTTGAGCACATTATTCAGAAAATAATTACATCCAATACTAAAGGTATTGA
GGGTATACAGCATTGATTGCCAGTGACGACGGTTAAAACATAAAGACAAAATCAAGTCTC
TAATTACAAACAAAAATTGAAGGACCAGTGCATCATAAAAATGTCTACTTTCAGCCATAA
TAGATTCTAAGTAGTTCTACTTTTTTAGAGCAAAAGGGAAAAAGATGGAAATGCATCAGG
CAGCTAAGTACATGCAAGCACATTATTGAATGTCTCACAGGAACACTTGCATACTTTGTA
CTGCTCCCTCACTGATCCATTCCCTTGTCTGCTCTGCAGCCTTAGGTGCTGAACTCAAAT
GGCTGACTGTCATCTGTGCACCAGGCTGCTCCTGGACTTCCACAAACTCCCTGTTTCCAA
CCCTGCCCGTTTGTGGCGGTGCCATTTTCTCCAGACACCTGAGTGCAATCTGTTCATTTC
CTGTCACTCCTTAACCTGTGGAAGAAAAGGGAAAGCCTTCCCCCAAATCTGTGACTGCTT
CTGAACTGAAGTGTTCCTGCAGAGTTCAAAGAGGATAAACTACATTCAGGAGTAACATGC
TCCAGGCAGTTTCCAAGCAGGACGTCTTCCCTTCACTTTTGTGGATGTGCTTTACCTCAT
GCAGCCTGTCAAAGAAGAAGACAACTATCATTGGACACTTGCAATTTTACCAGTGTCTCA
AGGACAATGTGTTCTTGTATAAAAATGATTCATGTCTCGCTTCATTCAGCCAGTGGGCCA
AGCAAAGCTAACTTATGTAACCATCATGTAACCACATCTTTTTTTGGAAAACAAAGGTTT
GTGCACAAATCCCTCTTTTCCTTAGACCATCTCCTTGTAACTTACTGGATGTTCTTACAG
TTATTT
>CL2735Contig1
AACTAAGGACAGGTATTGATTAGTCTTGTAATGTGGTAAAAGGTTTAGACTACAAGAAGG
TGATGACTGATACTTAAAAACAGAAAATGTCTGGCAAATCCTGACACCAAAAATGTTGAT
TTACACCCAGCATCACATCCAAAGATCATAGGTAATAAACAACAAATCTCCACTTCAATA
CACAAAATATATCCTTATAAATTATATAAATGCACAAGTATTTTTGAATACTTTTCTCTG
GAATTCAGTTGAACTTCATTTTATACTAACATTTGGCAAAATGGGAGCTTAAATTATGGG
ACTGAGCAAATATACATGAATAATATGCACCATGTTGAGGGGAGAAACATCAATGAAAAG
GAACAAATTGTAGTTCTGGAAATAAAATTAAAGCAGGGCAAACAGCACAGTAATATGCTA
ACAAGTAAAAAATAAAAAAAGATTTGCATGCAAAAAAAAACAAACTAAAAAACAAATGTA
TATAGAATAGGCTGGTGAAGTGTTAAAGCACGAAGTGTTGTAGAAAAGGCCATATCATGT
GACCTCCATGGTATTTAACAGTGACGTGTAAACATGGGAACCACAAAGGTTGCTTTGGTT
CTTAAGTGACGAATTTTATTTTGGTGCTCAGAGAATGAAAATTAGATTGAAGTTTTAAAA
ATAAACTTGAATTTTATAAAAGAAAAAAGAGTGAATCTGGGAACACGGTGCATTGAGGGG
CGTCAGTCCTCAATTTATTCAATAGCAAACCTTTAGCTTGTTTTCTTTTTGTTCTTTTAC
ACCCATTTTGCATTTGGAATCATTTGAACCGATGCCTGCATAGTGCACAGTAGCAGGTTT
TGTTGAATCACAGACTAAAATAGATGCCCTCCCTCATCTCATTCCTATTATTCTCACTAT
ATACATTAAGACATGATAACAGATGCAAACTGTGTCTGGTTCCCAACCTGCCTGAGTTTA
GAGCTTCGTTAAGTGGTCAGAAATACCATGAGAGTCCACATAAGGCCATCATTCACCAAA
AAAAGAAAAAAAAATGTAAAGAATGCGGATGTAACAACAAGAATAGAAGGTTGAAACGGC
AAGAAAAGTCAGGAAGAGGTAAAGGGAGCTCAGTTCTCGCTGAAGCGGCAATCCCCCTCT
TCAGGTGGTCAAGACAGATTAAAAGAAGTTTTTCCTCTCTTTATCCCTCTTGAGCGTAGT
GGAGCCCCCTGCCTGCTGGGCTTGGTTCAGCAAAAGCTCGGCTGCAGTCTTTTTCTGTTT
GAACGTGTTGACTTCATCATCCAGGGCCTTCTTCTTCTCCTCCAGCTTCTTTTTCTCGTC
CTGGTGAAGCTTCTTCAGACGGTCAAACTTCTCGTGCAGCTCCTTCTCTGCTTCTTTGAG
CTCGGCTTCTTTCTCTTTAACTCTCTGGACGAACATCTGTCTCATTTCTTCTTCTTTCTT
CTGCAGTTCTCCCATGAACTCGTTCCGTTTTGCTTCATACGTTTCTTGCAGACTGAAGGG
CTTGCTGTCAGGGTCCGTGTCCTTAAAGCCCATCTCTTCGAGTTTGCAGCGGCGATAGAG
CTCATAATGCCGTGTGTGGGTTTGTTCTCTCAGGTCCTCCATGTTGACCCTGATGAGCAT
TTCTCTGAGTTTCACAAAATCACAGTGATTTTCATTTTCCACCTGCACTGTCCCCCAGGG
GTACTGCCGAGCTTTCACCATTTTATTCCCAATCTTCACTTCCTCTGTGCTCCCCACCAC
GGCGAAGGGCAAATGGCTATTCATGGTGGAGTTGATCTCTGCCACAGACTCATCATCCGT
AGGGAACTGGTAGATCTGGACGCCATTGCTGACCAGCTCACTGGTGATTTTGATCTTGAA
CTTGGCCAGTTCGCTCTTGGAGATGGCATCTGATTTTGCAATGATTGGGATAATATTGAC
CTTGCTGTCAAGCTTCTTCATGGTCACCAAGTCCAGGGACTTGAGTGAGTGTCCAGTTGG
TGCGATGAAGTACAGGCATGCGTGGATGCGGGTGTCGTGGTAACTGTGAAGTGTGCGCTT
GATTTTGAGTTCCTCCTGAAGATATGCTTCAAACTGTGCATCGATGAACTCCACAATGGA
CTTGTAACTGTCTTCTTTATTTATCTGGTCTCCAAAACCCACAGTATTGACCATAGTGAG
TTTAAGGCGCACGTTGCTTTCCTGAAGTTCGTAGGTGTTGGACTTCAGGGTGACTCCCGG
CTGATTGTGCTGGGTCGGCTCCCCCTCAAACTTGGTGTTGAACAGTGTGTCCATGAGGGT
GGATTTGCCCAAACCGGTCTCACCAACACACAGAATGTTGAAGCAGAAGCCGTGATTGAC
AGACTTGTTGACCAGCTGGTCAGGCATACTGTCAAAGCCAACATGGCCGGACAGAGGCAC
AGCACGAGCGCCTTCACCAGCTTGCCTTGCTATCTCGGTCGAAGCCATGATGCTTTCTGT
TAGCTCTCCCTCAACTGCCTCCCCGGCCATA
>CL2736Contig1
TTTTTTTTNNGAATGTGTGAAACCTGGTTTTTATTGAATTATTCTACAAACATGCTTAAA



ACAAAAGGTCACACAAGGCCACATGAGAAGAGCTGCTGCCTCCTGCAAGGAACTTCCTGT
CTTCATGCAGAATCTGTTCCTATAGACGGCAACTTCAGCTCTGAGATTTCAGAGTCTGGC
GTGCTGCTGCCACTGCGATCGCTATACGTATCCCGAGGAGAGAGCCGACAGCCCTTGAGC
AAATAAGACTGTAGCTTTCCTGCTGCTGCTAGCAGTAGGCCCAGGTAAGGAGGCGATGGG
TTGATGGGACGGGACGTGAACTCTGGGTGATACTGCACCCCCACAAAATACGGGTGATCG
TCTAGCTCTATGACCTCCATCCTCTCCCCCTCGATGTCCTGACCAACGAACCGGAAGCCT
TTCTCCTCAAAGTGACTCTTCAGCTCTGGATTTACCTCAAAGCGATGCCTGTGCCGCTCC
TCTACATACTCTGCATCTCCATAAAGTTTCCGCAGGACGCTGTTGCCGCTCTTGAAGATG
GTCCGTCTCTTCCCAAGCCTCATGGTGCCGCCCATCTGCCCAGGGTTGTGTTCTGGCATA
TCAATAACCACTGGATGCCTGGTTTCTGGGTCAAACTCTGTGGAGTTGGCATCTTTCCAC
TCCAGGACGCTCCTTGCAAACTCGCAGACGGCCAGCTGCATCCCCAGACACACACCTAGG
AAGGGTTTCTTCTGCTTCCTGGCCCAGCTGATGGCGTGAATCTTTCCTTCCGTTCCTCTC
ACCCCAAACCCTCCTGGAACCAGGACTCCATCGGCGCTGCAGAGCTTCTGCCACGCCTCG
TGGTATTTCACCGGCTCGTCCTGCAGGGTGGCCGGCTCCAAACACGCCGAATCTATGTAC
TTCACCTCCAGTTTGTGGCTGATGGCCAGCGCAGAGTGCTCCAGAGCCTTTATGACCGAG
GCGTACGAGTCAGAGAAC
>CL2737Contig1
TTTTTTTTTTGATTATTCACAAACTTTATTTTACAGTTATTACATTTGACATCAGAACTG
TTAAGCACTTTGAGCCTGAGCTGCCATCATTCGTTCTTTTTGCTTCATTAAGCATTTCCT
CCCACTGGCGTATGCGCCCAGGTCTCCATAGCGAGACTGATAGTTCTTGGTCACATCGTT
GAACTGCTGGATCTCCCTGGCGCAGTTCTGCAGGAAGCTGTCGCCTTCTCTCTGCTGGCA
GGCCTTCATCCGCTCCTGAACCACCTTCACAATCTCCTGATCCACCTTATAGTCTCTCCG
CCACTGCATCTCTGCCTCGTAGCAGCAGACGTAGTCTCCCTCCTGGCACTCAGTCAGGTC
AGGAACACGGCGGAACCTCTGGTGGTAGTAGACCAACTTGTTTTTCGACCGAATGCTGTC
AACAACATCTCTAAATGTGGTGACAGGCAAGTCAACTGCGTAATAGAAGACTTTAGTCAG
AATCAGAGCTGGGTTTGGCAAAGCTGTCTGTTTGTCCACAACCGGAGTCTTTCTCGGAGG
CTCCGGATATGCGTCCTTGTCATAATCTGCGGGCATTTTGTTGAATTCTGACCAAGACGA
TATTAAATCTACAGTTCGACCTCGACTGGTCTCCTTTCGAGATCGCGCATGCGTTGTAGG
AACCCCCCGGCCATAATGCCCGGGT
>CL2738Contig1
AAAACACCAGCATACAGGCTGGTCTCAACAGCGGCGATGGCGAGTCCCAGCAGCAGCCGA
CCATCTCGTTGATGTCCAAGCCGGCTGTTGTTTCGTCCACAGACATGCTGCACAGCAAGC
TGTCGCAGCTGAAGGAGTCCCGCGAGCAGTACCAGCAGGAGCGCAGTGCGCTCTCGCCCA
CACGCGCAAACACCCGCTCTGCCTCCCCCGCCGGCGATCTGGACGACCTGAAGAAACGCC
TGGAGCGGATAAAGAGCAAACTGCAGTGAGACGCCTCGTCTTCTTGCTCCTCATCCTCAT
CCAGCAGCGGGAGAGCAGCGTCCACCTGTGTCCTCCTCCTTTTATTCATGTTCTGCTTCA
TGGACAGAAGGGGACTCCTCCCCTCTGCAGAGACTCATGTTCAACCTGACTCCACCCACT
GTGCCTGTCAACATCAGCCCCCCCCCTTTCTCATAAACTCTGATCCTCTGGGTCAAGTTT
GTTTTTTGTCTCCTGCTTGTTGTGCATAAATCCACGCTGCAGCCTCCATTCTTAACCAAA
CTAACCAATTTGTTTAACGGCTTCTCTGCTCCGTGCGCGGCCTGTGGGGCGGCGAGCGTC
AGGAATCATGGCGCCCTTCAGTTTTACTGACTCATCAGCTGCTACGTTCAGACTCAGAGA
TGAAGGAAAGCTAGTTAGCGGCCCCCTGTGGTCATGCACTGAAGCAGCTTGTCGGTAAGC
GTGAGCTCCACCTTGTGGCGCATCAGAGAACTGCACCAGAGCCTCTGATGCTTCACAATC
AGCTCGGTCTCATACCACAAGATGACTCCCTTTTCCTGGAAGACATCCCATCCCCGTTGG
ATTCTTTTGGGTTTAAGGGATGTGTATCAGTGCAGAGCACTTAATTACCTATATAATGAC
TATTCCTACAGATAAACCACAGAAGTTTCATGTGTCAAATGTCATGTGCGGCTTAACCTA
AAGTGGGTTTTGTACAGTCGTTGAGGAAGAGGAGTTTCTAACTGAAGTCAAACCTCCAGA
GTCTTCCTCACGGTTTCTTAAATCTGATTAGAAATGGCGCTCATAATTTAGAGGTAAAGT
AGTGACCCTGTTGCTGGCTGTAAATACTGTAAAGTAGTGGTAACCCCCCCCCCCCCCCCC
CNC
>CL2739Contig1
TGGAATCAGCTGTTCGTTGTGGTCCGTTTTCAGGTCCCAGATGTGAATCACGCCACTCTG
ATCCCCAACAATCAGCTCCGCCTGATTGGGATGAAGACACACACAGTTGATGGGAGCGTT
TACTTGGAAGATCCTCTGACACTGCAGGTTTCTTGACCTTAGGTCCCATATGCGAGCCAT
GCAGTCCTCTCCTCCGGTGTACATCCAGCGTCCGTCCTCATGGAAGCCCACGGAGGTGAT
GTTCTTGCTGACTCCGTCGTAGTTGATGACGGGGTTTGGGTTGTTGGAGTTCAGGTCGTA
CATGCGGATGTGCTGATACCCTGCGGCGGCGATCATGCTTCTGTCCGGGGTCACTTCAAG
GGAATTCACTTGCGAGTCCTGATGCTGCACCGTCCGGGTACAGATCCCGCTGTGGGCCTG
CCAGAACCGGACTGTGTGATCGTATCCAGCCGTGGCCAGGATAACCGGGTCGCTGCCCAC
CGTGCCCTGGTTGACATTCATGCTTCTCCGCTAGTGTGTCACGGTTACAAACAACACCAG
AACCCGTCAGTCCACTTAGTTACATCTGACGAACTCGGTCCAAACGATCGGCCAACGACG
TCAGCTCAAGCTTTTTGAAGTTAACTCTTTTAAAGAAAAGCCGTTTTAAAAATATCTGAA
TGTGAGAAAACATCTAAAAATCTGATAAGAATTCGCTTTACAGATTTCCTGAAGCCATCA
TTCGCGACTGCGGTACGTCTGACT



>CL2740Contig1
CTGCTCCCTTGTGTGAAAGAATTTGCCCTTGTGTGTTTAGGGACGAGTTTCTCTTCTCTC
CACTGCATTTCTGCTCATTCACAGCTCACAGCTCAAGCGTGTTCCTTTACACAACCAACT
AACCTTCCAGCATGCTCCACTTCCAGCCAGCACCTGGTCAGTTCGGCCCTGAAGTCCGTG
ATCCGGGTTTGTGGGTGTGGAGGGTGGAGAAGATGAAGGCGGTGCTGCTGGATCCCTCCG
AAGTGGGGTCTTTCTACAACGGGGACTCGTATTTGGTGCTCAAAAACGACGGCGAGCAGG
GAGCAGACCTCCACATGTGGATAGGAGAGAAGTCGTCTCGGGATGAGCAGGTTGCATGTG
CCATGCTGGCCACCCAGCTAGACAACTTTCTGGGCGGTGACCCCGTTCAGCATCGACAGG
TTCAGGGCTTTGAGACGCCAGAGTTCATGGCGCTCTTCCCTAGAGGAATCAGCTACAAGG
ATGGCGGAGTGGAGTCGGGCTTTAGGAGGACTCAGGGGTCCGGACCGGTGCACAGGTTGT
ACCAGATCAAAGGGAAACGCAACATCCGTGCCAAGGAGGTGGAGCTGAGCTGGAGCAGCT
TCAACAAGGGCGACTGCTTCATCCTTGATCTTGGAGAGATTATCGTGTCGTGGATTGGAT
CGCAGGCCAACATCTTCGAGAAACAGAAAGTGCGTGAAATTGCTTCGTTGATCCGTGACA
CCGACCGACATGGCAAAGCTCGAATTGTGGACATCACTGAGGGGGAGGAGCCGGAGGAGA
TGCTTAAGGTGCTGGGACAGAAGCCGGAGCTCGCAGAGAGCACGCCAGAGGAAGACAGCA
AAGCGGACGCTTCCAATTCTGCTGCTCTTTACAAGGTGTCTGATGCAACCGGTTCCATGA
CGATGACCAAAATCTCAGAGAAGAGCCCGTTTGCCCAGGAGCTGCTTGTCCGTGATGACT
GCTTCATCCTAGACAACGGAGCCAACGGAAAAATCTTCGTCTGGAAAGGTAACGGAGCGA
ACGCCGAGGAGAAGAGGGTGGCCCTGCAGATGGCCGACAGCTTCATCCAGCAAATGAAGT
ACCCCATAATGAAGACGCAGGTGGAAATTCTGCCACAAGGGAAGGAGACCATCATCTTCA
AGCAGTTCTTCAAGAACTGGAATTGAACCTTCGACAAAGAAGCTGAAGAATCTCCCTCTG
ATTTTTTTATACACATTTCTCTCTGGATTTCAGCTGAATCAGAGACATGATGCCACTTTT
GTAAAAATTCCAAAAATTGTTTCATGTGGGGAAAATTTCAAGCATCATCAGAGTTATTTG
TTAATATACAACATAAAAACTTTACAGAAGAGCAAGATATTAAACAGTGGTGCGGATCCA
CTGAAATAATAAATCCTGAAAG
>CL2741Contig1
ATACATTTTCCCATGAGCCTCGACCCACGCATCCCCGTTTGACGCTCGAACGATCTTGTA
GGGGACGTTCTTCAGGTCCTTCTGGACCTCTGGGTCGTCGTAGCGCCGTCCGATCAGCCT
CTTGGTGGCGTACAGAGTGTTCTGCGGGTTTGTGACCGCTTGCCGTTTAGCTGGCATGCC
CACCAGACGCTCCCCCTCCGCTGTGAAAGCAACAACTGAAGGAGTCGTCCTGGCTCCCTC
TGCGTTCTCTAGCACCTTGGCCTGTTTCCCATCCATGACTGCGACACACGAGTTGGTGGT
TCCCAGGTCGATGCCGATGACGGAGCCCTTGATGGCTTCAGATGCATAGTTTCTTCTGGA
CAGGTTTCCAAGGACATCTGGTTTGAAGCCACTCCAGCACGCCTTCTTCACCAGAGATGA
CACGTTCCTGGAGCACGACCTTGTCGGCAGAGACCTTGAAATGGTTCTAGCAGCGCTCAA
CATTTTTTTTCCAAACGAGCTAACTTGCTAACAAATTTGATAAAAACGTCAGGAGCGTCC
TACGTAAAACTTCACAACTACCGAGACGCAAAGACAAGATCCAAAAAGCCTTTCTTTTTT
TTTGTGGTTTTGGTAGACCTTTGAATGCGGCGTCCAGGAGGCTGACACCGGGACCAACGT
CCAGTTCGACC
>CL2742Contig1
TATTTTANGGCACAAAAAGCACTATTAAAACATAGCTTACAGAGGTGAAAACAAATATGG
AAAGATTTCAGAGTATTTTCCAGCAGGGGATGGTGGCAGGCATAAAAAAAAACATCTACT
GTTTGGCACAAATAGTAAAGTTTGCAAGCTTTCTTTTTTACAAATCCGATTTAGTTAATA
AAGAGACAATTTAGAAATGGATGTGTTTAAAACATTTGTGTTTCATGAGGTCTAATTTCT
TTTTAACAGCATTTTTAAAACATCACAGGGGCTTTGCATGAGCAGTCTTTAAGATGCCAG
GACTTTCAGAAGATGATCCGTGCCAATTCACCTCACTGTACATTATTCACAATATGTACA
ATATTTCCACTTCAGGTTAAAGTACTGTTGTTTCATTTGAATGTACACCAACACAGTTGT
CCAAGAATCCTCTTCAGGGGGGTCCCGGGCCTTTAACTGTGCGTAACGGAACAGAGGAGA
GTGGAAACAAACACTTCACGTGTTTCGTCCCCCACTCATCTACGATTTGACCTCCATGAG
TTGTTTGAGGTCTTTAATGCCTTGCTCTGCAGCCACAGCGACGATGTGGTCCAAAGCATT
CACCAGCCTCAACATCTTCACGATGTCTCGGATTTGCTCCTTAGAAGTGCGCCTCTCGAT
ATCGGAGACCCCGATGTTGCTGCGGTGCAGACTGTTAGCCAGATGTGCGAGATAGCGACA
CAATGGCTCCAACTGAGGCAGCGTCTGCTGACCCTTCAGGCCTGAGAACCAGTGCACCGG
CAAACACTCCACCACCTTCTGGCACTTGTGAACATTTTCCTCCCCTACGTCTGTGGTTTG
AAGCGCAGAGAGGATGTATCTGTTCAGAGTGCTGTCCAAAGCCAAGTCCATCAGGCAAGA
AGTGGATAAGATGCCCTCCCACTGCAGGATGTTACCTAGCAGCTTCACACAGGACCAGAA
CTGCCGCTGGTAGAATAAGTAAGCACCACTGTTCTTGTTGTCCATCACATTTTTGGGGTA
GAGAGGAAGAAAAATATCTTCATCCAAAGTGCGTCTGGTACGCAAAACAATCATTTTTAG
GAGTTCCTGCGTGTATCGATTGTCTCCGTGCAGCACGGTGGGATAGCCTTTCCTGAGCCG
ATGGATGAAGGCCACCAGCCTGGCTGTCTGGCTGCTCGACAGAGGGTCCCAAACTTGCTC
TGCCAACACGGACAGTTTGGAAAGGATGACCTTCTCCACGATGGCAGGCAACAGTCCGAT
ATCCCCGTCTTCTTTCTGCAACGTGCTGTGCTCATCAAAGCCATAGAACAGCAGCGACTC
AAACCACAGCATGTACTCAAAGTTG
>CL2743Contig1
GGCGGCGGCGCTGCCCACCTTTCGGAAGCTCTACCGCATAATCCAGAAGAAGCCGAACTC



CACCCCGACTCTATCCAGCGGCAGATACGTCATGGAAATAACCTACAATTACCCCGTGCT
CAGCTTCGATGGGCGCAAAAGAATGATCTTGAGCACCATTTCCTGGATGGGGGGCAAGAA
CCCTTTCCTGGGCATCGCCTACATCACCGTGGGCTCCATCTGCTTCTTCCTGGGCGTGGT
CCTGCTCGTCATCCACCACAAATACGACACGCGCACCAACAGCGCGGAGATTCCAAACTG
AGCGGCCGCCGCGTCGCCGCGCCTGCATGCCCGCCTGACCTTAAAGGGGACCGTTCTGGA
CTGCCGATTTGTTTTCTAGCTTGGATCTATTGTGAAGGTGAGGGGGTGCATTGTGTCATC
GGTGTGTAGCATCAAGTTTTAGTGCGTCAAAACTTCTGTTTGCTTTAATGTTACATCCTG
TCTACAGTTTTTATTCTATTTATCTGCTCATAATCCAAATGTCCTTTTTTTTTAGCAGTG
AATGGCTTCTTTGAAGGATGTACATTGTCTATAATGGAAGTGATAACAGAAAGGCCCTGC
TGTGGAATGTAAATATCCTGTTATGGTTGTTGAAATGATTCTGCTTACAGATGTGTTTCT
CGTGTCCTCTTCACTGTTCAGCCCAAACTGCTTCCCTTTATGAAGAGCAGTTTTAAATTC
TAATTCTTAGTCTTGTCACTGAGCATGTCTTTGTTTCGTGCTGCCTGTTTTCAGACAGGA
ATGAAACTTTATTTTTTTCCTTTTTTTTTGTTTTTGTTTTTTTACACCAAAATTTTCTTC
TAAATTGTTTCAGCTTCAGCTCCTTGATGTTAAAGAAACGGCTGCAAACATCTCAATATT
TGAAAATGTGGCTTGCTTGTTAAGTTATTGTAAAAGTGTCTATGTTGAACTAACATTTGC
ACTTTGAAAGTGTCACAGTTGCAAGTTTTTCCCCACTATTTTTTTTCTCTGTCACTACAG
TCTGTTCCTGTAGTGAGAATTGAAAAAGAAGTTTCAATCTTTTGTTTCATGCAATTTTTT
TTGGGTCCAAATAAAGA
>CL2744Contig1
TTTTTTTTTTCGGGTTAAAAAAAACATTTATCTGAGAGGTTTGCATAAAGATACATACGT
GTTTTCTAGATTCTTTTTTTACATAGTATTTACATAGCATTATATATTTATTAAGATTTA
AAAAAAAGAAAAGATTTCTTTCATGTCAAGCTGTTTAGATCTTTACCTTATTTATAGTTT
TTGCAAAAACCTCTGAATTTATTCATTCATGACAGTGTAAACACAATACTGGAGTTCACA
CGAATCATTGTTTCCGCTGGAAAGAAACATTTTTTCCAGTTGGATTTTTGCACCAAAAAC
AATCCAGATTTTTGTTTGCAGAACCATTTGAATTAAGCATCAACCTATAATAAAAAGTTT
TTCTTTGGTTTGTTCAGGCTCAGGTTTTTGTACTGGTGGGTCCTTTTACCAGACCCTGCT
CTTTACGCATCACAGGTGCGTAGATGCTGCAGTCTCTGGCTTCACAAAATCCTGGCACGC
CTGGAAGTCCCACCATTCCCTGCTGACCCACAGGACCGTGGAAGCCTCGGGGGCCACGGG
AGCCCTCCATGCCATTCTTGGGTTCTGCCGGGTAACCCGGCAAACCTTGGAGTCCCTGCG
GTCCGTCTGGTCCTGGTAGGCCTTTACCTGGATCTCCTGCATTGCCTTTGGGTCCCTTTG
GACCTCTTGCACCTTGAGCCCCCGCCTGTCCTTCCAGCCCTCTCTCACCCTGAATGCCCC
TGCTTCCCTTTGCTCCTGCTTTTCCTGCTTTTCCAGCTTTTCCTGGGGCTCCAAGAGGTC
CCTGGGCTCCTGGCGGCCCAATTAGAGTTCTGTTGTTGATGGGACAGCCCTGAGAGCATT
TGGGCTCGGATTGACTGGGCATACTGGGAGATCTGGGCTGTAACCACTCCTCTGCAGAGC
TGCAGAACCTGCTCATCGGTCAGACCGGGACCGACTGGTCCTGGAGCTCCTTTTGGTCCA
ACTCGGCCTGTAACACCTGGATCGCCGATTGGACCTTGCTCTCCTCTGGACCCCGGAACT
CCAGGTGGACCAACCGGGCCTGGGACGCCAGTACGTCCGAGCACTCCTTTTGGACCTCGC
>CL2745Contig1
AAGCTTGAAACCGAAAAAAACAGGAAGTGAAAGCAGAGATTTTAGTAACTGAAATAAAGC
ACATGACAACCAAAAAGTGACTCATGTGACTCGTTTTTTGTCATAATGACACAGCAGCTT
TTTTAAGTGCTTTAAGGTTTGTAGTGGAATACATGAGGAGTGCATTTATTATTACATTTC
ATCAAAGGTTTTCTTCGCTTTAATTCTTTTTCTCATTGTGATGGGATATTTACTGTAGTA
GTCAGTAACTCTAAAGACAGAGAAGAATAAAAAAATTATAATGTATATACGACATGTTAA
TGCTTCGTTTTTTGGAGTTGAAATGTTTGGAGTGCGTTTGCGAAGCTTTTAGAGAAGCTA
AAGATTTCCCGAACAACGACGCAAAGCCAGCGAGCGCATCGGAGTTCGGAAAAGTCTGGA
GGGTAAAGCAGATGTGGAAAATCGGCTACTTTCCACTCAAAATTCAGTGTTGAATGGATA
GTCTTTGTGTTTTAGACCCCAATTCATTGGACAGGCTCTCCAGTTCTTGTTGAATCCCAA
TATAGTCTTCATTTCCTCATCAGTCAGTTCAAAGTCAAACACCTGGAAGTTTTCCTGAAT
ACGTTGAGGCGTGATGGATTTGGGAATCACGATGACGTTTCTCTGGATGTGGAAGCGGAT
CAACACCTGAGCAGGAGTCTTCTTGTGCTTGTCTGCGATGGCTTTAATGCTGGGGTCCTC
CAGAAGGGAGGGGTCTTCTGGTTTAGCCCAGGGCCTGTCTGGAGATCCGAGGGGGCTGTA
GGCAGTGACTGAAATGCCCCCTCGTGCCGA
>CL2746Contig1
TTTTTNTNTTCTACTCAGGTTACTTTATTGATTGCAAAAATGAGTATAATTTACAAAGAC
CATACAGTCTGTATAGTACATTAAATATATTTTCAAAACACATAAAGCTATTTTCACAAA
ACTTAAGAAACTTTTATATAAAAAAACTGGCTCATTATGCAACACCTGTCATTTGCTGTG
GCGGCAGACGATGCCGAGAATGATCAGGAGAGATGGGAAGCATGAACATACAAACATCAT
GTAACAACAGTTTGTGCGTGCATCCCTGATGAAAGCTCCATCTGAAACCGTGTCTACACA
TATACATAGATCCGTGCAGCCTGCCGGGATTACAAAATCCTCCTATTTTGTCACATTTTA
ATCGTGATGATTCCAGGATCTTGCGTTCACAAACAGAAGTCCAAAGGAATTACAGTAAAT
AAGCCTTTTTTGTGACAAATGTGTGCCGTTTTCAACGTAAACATGATGACAGCATCTGAA
CCCTGCTGTCTCAGGGAACATACAGTGGCATAAAAAGTATATCAACTACAAAGGTTGATA
TCATATAAACTCCATCTACAAAATATAGCCCTTGACAAATAGTAGACTGAATGCACTCTT
TTACAAGCTTGTACTTTCAAAAGTAAAAATAAAAAATGAAAAGTGCACTTTTCCATATAT



TGATTTATACTATGTGGCCCAGTGTAATGAAACCATCTGCCAGTAATAGCTCCTCCTTGG
CAGAATAACTGAAAGTTAAACTCCTGACACAGCTGAAGACATCCATCTCCTTTTTTCCTG
CATCCTTTCTTTATACAGGTAACTTGGTGACAGATTAAGAAAAAAACATTAAAAAGTGAA
AAGAAAAAAAACATCCAAATCTTTAAGGGGACTNGGAGTTACCTCGTGCCGA
>CL2747Contig1
AACCATCTACATCCTCTGGACACTGGTGTCATTTCGATATCACTGTCAGTTGTACTCAGA
GTGGAGGCGGACCAATCAGAAAGTGCGCCTGCTCATGCCTGACATGAAAGGGATGCACAC
CACCCAGCGCTCCGTGCCGACCAAGTCGACCAAAAAGATGACTGATGAGACCATCGTATG
AGTGCAGGGTGGCTGGGAAAAAGGAATAATTAAAAAACAACAACAAGAGCCCACCCTGGT
ACTCTCTAAACACAAAATAATCACAATACTAAACTTTTGCACTTCATACGGACCATTCTG
AGGAGGAAGAGTCCTTTCCTCGTCTTGTCTTTATTGGAGCACTTGGAGAAAACACGGTTT
TGGCAGACGCTGGTTTCGGGGAAGAACTCATTCCAGAGCCGTCCGACACGAGAACTGCGC
CGTCGGCGGACAGCCAGTGTTCGGACGCCATTAAGTGGACATGTGGATAATGAACTAAAG
TTGGTGTTACAGACTTATGAAATAACAAGACACAAGCTAATGTAGCAGAATATAAATAAT
TCAGCATGCTACTGCAGTATAATATACACTACCTATTATCCTGATACCCCTTCACGATTT
ATCTAGCTGGTTTTAAACAACGGGCAAACAATAACCCTGCGGCAGATAGTAACCTTCAGT
TCATGACTGATAAAGCTTAGATGTGAATACTGCTTTTTTTTCTTTGTTTGACAAGTAGAG
GGCGACAGTCACTCCTACCTGAGTCCTCGTCTGTAATCTAATCTCTTATTTTCCCGTTAA
ACATTTATGTTGCTGTTGAAGAGTGAAACATCCAACCGCGGTGCTGTTGAAGTGGCATGT
CTGGATGGCACTGGTGAAGGGGATGAAGCCCGACGTAAGAAACGACGCTGCGGCAGCGCA
GCAAACGTTAGAGGAAGTATTGGCGTGCTGACAGGATGGGGTACCTTCTGTTGTCATAAG
AGTATTAGCAAGCAGCCCTGCTCCNCGTGTAAATGCNTCNTTCNTTATAGAAAAAAGGCC
GGTNTGATAATGCCCCCNGATTCCAACAAAAGTGGAGGATCNGTGTTTTAGAAAAAAAAA
GAAAGGGAAAAAAAAAGTATGCCGGTTTAGAGGATTTGACCCACAGCAGGCTGGTGCTTG
GCAAAAGTGCAAAAGAGAAATACGTTTCTAAAAAAGAAAAAAAACATATGTTGATGTGTG
CAGCGTAAAAACTAAAAGTATTTTGTGTTTTTGTAGTCTTCCTGCTTCATCCATGAAAGT
>CL2748Contig1
TTTTTTTTTTGGTAACTACCGTTCACCTNTCAAAAAAACNAAACNAGAAAAAAAAAAGAC
TTGTGTTGGAGGGAAGGAACTGAGGACTTTGGTAGTAAATGTTCTGTACAGACCAGGACA
CATTTGACATGTGCAGCCAAATCCATCCATCCACTTCCCTGCTCTCCCTTTTCTTCTTCA
ATATTTACATCAATGGTCAAAATAAGCTCACATCTGTCCTCTCAACTCAAGCTTAACGGG
AAAAGCTTAAAAAAAAGAAGAAAAAAAAATCTCTTTAAATCCGTGAGCAGCAGTCCTTCC
ATTCACATTTCACGACTGCAGGAGCCGGTTTTGTCCAGTGCCAACGGTGAAGTGGGGGGG
GTCCGTGTGCTGGGGGGGCGGGGCGGGTCAAGGCCACGAATTTCTCTCCCGGGTGCTTTG
AGCTGGTGGCTGCGCAGGCTAGCTGGTGGCTGCGCAGGCTAGCTGGCACTGGTGCCCTCC
ATTACCTGCTGGGCCTGTTTCTGCCCCATGCAGCACTGGGCGACGGACTGGAACAGCTTC
TCGATCTCGGGGGCACAGTGCACAAAGTCGTGACTCCAGAACTTAAAGGCAGGGTTCTTG
ATGAGCTCGATGAAGGTGATAAGGAGCCCCCACGGATGAGGCCTGTTCACGATCAGCCTC
TCCAACAGAACCCTGGTGATCTGCTCCTGGATGGCCTCAGTATTGGCCTCAGCGAACAGG
TACAGCATGGTGCAGCTGAAATAATGGGTGTGGCTGTTGGGGTAGCGCAGCTGATTGGCG
ATGGCGTTCAAAAACAAGTATCGCCCCTCAGTGTCCAGGTCCACAGCCAGGTTCTGGAAG
ATGTCCATGTGTGCAGAGTGGGTGATGGTGCTCATTGAGGGGGTGCTGCCCTTGTTGTGA
ATATGAGCGATGGCCTGTGTGCCCACGTACAACACCAAGGCGTTGATCAGCTGAATGTTG
TAGCGGTTTCCTGGTTCGTTTGACACCTGCAGGTTGCTGCGCAGCTCAGAGAGGAAGGTA
ACCGGAGAGCGCGTCTTCAGGTACGAGTCCAGATCCTTCTTAAACTGAGAGGGCATCACG
CCCGTGAAGTTGGTGAGGATTCGGGGAGCAATGTTGATCTCACTCAGCATGTCCACCTTC
AGGTTGGGGGTGAACGGGTCAGGGAGCCTCATGTTGCGTGGGAAGGCACTGAGGATGAGG
TTGCGGAGCTGGATGCAGTTGGGTGGGATGACATCACAGAAGCCGTAATGGTAATCACAC
AGGAATTCTGGGAAGTCGTGCAGCAGGACAAGGAGGACTCGCAGCGTGCCCTTGTAGAGA
ATTTGCATAGGTTTGTTGAGTTCTACATTCCTCAGGAAAGGGGCAAGGTACTTGAAGAGA
TCGATGAGCAGCTGTGCATACATGGGCCAGCCCTTCTGCTGCGGTGTGTGTGCAAGCATC
CTGGCGATGAAGATGCGGTGGGAGATGAGCTCCAGCCAGGCGTACACAAAGCCCGGCGCT
TTGGTGGGTCTCAGGATGTGGAAGGTATTGCAAAAGGCAGTGAGGGTCTGGAANTTGATG
GTCTCCAGGATCGTGTTGCTGGGGCGTTGAGCTCCAGCAGCANCATGATGAAAAAGTGGC
C
>CL2749Contig1
TTTCTGATTTCCCCAGAAAATATTAGTACAAAAGCATAAACAACTCTATAAAGGTTCAAA
TTCATTATTTTATCAATTTTTTGTAGATAACTCACAAAAAAAAACTTTACAAACAAAATA
TCGGATCGGATTATTCCTTCACATTCATGCTAACCCAAAAAACCTGTGAGCTTCAGAATG
TTGTGGTGGGGCGGCAATTTATAGAGCTAATTTTAAATAAACCTGCATTTGCGTATTGAA
AAATACACCTAAGATTAAAGGCAATATTCTGGATTTATAAAAAAATATATTTTTTTAAAT
GTTGCTACTGTTGCTTCAAGTGCAGAACTCCATGTTCTTCCTCCGTATGGAACGGTGATG
TAACTGTTAGTGCTTTGTTTTATCCAACAAATGTTAGAAAAAGACTGGAGAGTCTCTGAG
TGACTGCTGCCGTTTAGACCTTTGTGAAATGTCACCCAAAAAAAGCTGAAATGAAAAATG



TGTCTTTAGTGCTGAAGTCAGTTGGAGCTGGAGATGGACCTGGCAGCGATGTTTGCTGCA
GAAGGCAGAGTAACACGTTGCTCGTCCATTCGCTTGGCTTGAGAGCGCATGATGAGGCTG
AAGAAGTCCTCGTCCGGAACGGTGGGTCCTCGGACGGGTGGCGGTGGAGGGGCACAGCGC
TGGTCGTCCAGACGGGAGCCCTGGCATTTGACGAGCATGTCGAAGAAATCGTCGTCAGGC
TCGGCGTCGTCGGCGTTGGCCATGAGATGACTCAGAACCGCCTGGTTGCTGTTCTGATTG
AGCCTGAGGCCCGGCAGGCTTCCCCCCGCTGCCGACGAGTCCTCCAAACGCCGACCTGAC
ACCCCAGAGATGTTGACGGACTCTGAGACCGATTTTCTGATGGCTCTTGGAGGCGAATCT
GGCCCGCTGTTCAGCGATAACCTGCTGCCTCTATCCTGTATCGAGCATCGCTGATCATCC
ATGCGGTTGCTCTGAAAACGGCTCAGAAGGTCAAAGAAGCCCTCATCTCCAAGCACTTCA
GGACTTACTCTCTTCTGTGGTCCCTGCACAGACACCTGACTGGTGTCCAGGGTGTTGCTG
GTGTCTTGAAGGACTTTACTGGAACCTCCTGACTTGTACTTCTTCCCACGCAGACGGCTT
ACGAAGAACAGCTTGGACGAGCTTTTTGTTAATGATGGTTTAGCTTGCTTCGTCAGAATG
TCGCTGCTCCACTTCTGACCGTTCATCTTTTCTGGACTAATTTTCATCAGTTCCAGGTTC
TCCATGCTGTGCCGTCTATTCATCCTGGGCCTTCCTCCATTAAAGTTGTTGTCTGTGTCT
TTATTTTCAGACAGTGTGGAGTTATTTGTGCTGTAGCTCAAACCCAGAAGCGTCTGAAGA
TCCGACACGTTCATACGAGCC
>CL2750Contig1
GGGCTGCCGGGCCCTGATAAAAGGGGCTTTCAGCTTCAGTCAGTTTCACAACCTCGCACA
GACTTTACGAAGAGCTAATCAGCGCAAGGGGCCATGCAGAAGGACGCAGACAGCAGTGGA
TTACAGTCTGGTTACGCCAGCGATCACTCCAACACGCAGTCCAGTCTGTGGAGACCGTGG
AAAAAGGGAAATGTGGACAAATCGGCTTTGATGACGAACTGCCAAACAGTGCCCCCCCCT
GATGCCAAACAAAAAACTCCTCAAGTCACCCATCCAGTTAAGTTGTTTTGGCCGAAATCG
AGGTGTTTCGATTATCTCTACCGAGATGCAGAAATTCTCCTGCGCAACTACCCCGTTCAA
GCGACCATCTGCCCCTTTGCGGAATCCAGCAGCGACGAGGAAGACGACGACGGGAATGAG
GAAGAGGAGGAAGAGGAGCGGGTGGAGAAGGAGCAGAACTGAATTTTAACCTTTGAAACT
TTTGGGATCAAACCTGGCTTTGGTGTGGTCATATTTATAATTATAAGTTATTTGTGTAAA
TATATGTACAGAGCACTCATTTCTACTAGCAGCATTGCCTAAGTTATTCTTTTTTAGTTC
ACCATTTGTTTGTGCTTGGTTGATTAATGCAATAAAATGCACAAAATGTCAAAANAAAAA
AAAAAAAAAAAAAAAAAAAACAT
>CL2751Contig1
AGTTCTTGATAAGAATGAAAAGACAAACGTATCTGATTTAACATACGTTTGCATTAAATA
CTGTCCAGGGTGCTCGATAGAATGAATGCCTGTCCCTTAATTTCATAGATATAAACATCA
CACCTTAAATTTAAACAATAATTCCCTCAAACAATTCATGAAAACAGAAGACAACAGATA
AACAACAGATGGAAAAATGCCTTTGTCAGGTTGAGAAATAATATGTTGGATGTCATTTTT
CCCCAAATGTTAAAGATCTAGGTACTTATAGAGCTATTTAAAGGGTTATCGTAGAGATTC
CATAGAACACACATAAGTTCTCACCAGCTTGAGTTGGTAGACAATAAAGTGCCTGACTGC
ATTTATGTTGAAGGATCTAAAATCGTTCCAGTTCATAAGTAAGAACGTCCACAGCGGCTA
TTGGAAGAGTCACCTCCAGTCCTGCTATTTCATCAATAGATTCAAGATGGTTCTCTGAGT
CCTTCCACTAGATAGTTTTGACTTAAATTTGATTCTTCAATAGTGCAATATGCTCCCGAC
GGCCAATTACTGACAAAATATAAAACACTTAAGTCTCAGATTGACTTTGCTGTAAAACAT
TCACCAGAAAAAAGACCAGTCAAAACAAAGAAGGAATAAAAGAAATGAGGTAAACAGGTA
CAAACTGCAAACATTGTTTTACATAAATGCCTTGTACTGAAGTGCTGGGGTCCTAAATTC
CACGACGGCACAAGTTCCTTGTCTGGTGACATTTTCCTTTGAGTAATTCCACAAACGCAA
AATTAGGAGATGAAAACTGTTAGAGTGCAGGACTGGGAACAGGAGGGAGTGGGATTCTGC
CAGATGATCATGTGACTGCGCTCAGAGCGCGGAGGTTTGTTCTGGGACGTCTCGGTCTGC
TCCTCACTTCCATCATCTCCAATTCGGAAATTGATGTAGCCTTCTCCTCCACTGAGAATG
AGCTGAGCGTTAGTAATTTGGCAGCTGCCAGGTAAGGTAATCAAACAACCATGTGCAGAA
ATGATGAATCTAACCGACTGTCTGTGACCGTGATGTGACAGCTGGGCTGAAGCAGTGGAG
CAGTATGGGATGGAGACAGCTTCTGAGGTTATCGACAAGGGAACAGAGAAAATGGCGCCA
CCTCCTGTGCCCACCCACAGACGACTGGAGATGACGCAGAGAGAAGATATCTGGAGAGGG
GAGAGTGTCAGGAAAGGCTGGCCTAATGCTTTGGTAACCAAAGCAGCAAAATCAACTTCT
TGTAGAGGTCGTCCAGTGGACCAATCGAACAACCTGAGGATGGGGTCAAGTCGGCAGGAT
ATCCAAACACCACTTCCTGCTGCACACAGGAAGCGCACCTGCTGTTCACTGCGCTCCGAC
ACTGAGAAAACTTGCTCCACTTTCTTGGTGTCAGTGCTGACTACGTGAACTTTGTTCCAG
TATCCCACCCACAGACGGCCAGCTTTGGCAAGGCAGCAGCGAATGGGCTGCAGCGGATTG
ACTCCAAGAGGCACCACAGAGTGTGACAACAGATTCCAGCCCTCTGAAGTGTGAGAGAAA
AAAGCCAAAGTCCCGTCAGCTAAACCGGCTATGACCTGACTGCTGAAATACGTGAGGGAA
TGAACGCCCTCTGAGAGACAGGCTGACTGCAGACAGAACCTCCGGTCAGCGGCGGCGGCG
TGTATCAGAATACTTCCTTCCTGAGTTCCAATCCAGACAGAGCCCGCAGATTTACNTATG
GGAGGCACAGCACAGATGCAGAGGACGGGGGCAGTGGGGGGCAGGCTGAACTGATCCAGT
ACGGTGTTGGACCGAGCTGGATCAATCACTGTAATATCACTGCAGGAGGCGGGGCCAGAA
ACTACCCACACAGAACATGTTGCCTCTCCTGAAATCTCTGGTGGGACTGCAACGGCACAG
TGCAACTTGGCAGTGGAGTCCCTTTGATCCAGCAGTCTGAGCTGAACTAGAACCGGCACA
TCTTTGGGCTCTGGTACAGGCTCATTGGACTCCTGTGTGTGTGCCAGAGGTGTGCTCCAG



CCATGAATGTGCCGCTTTCCCAGATTCCCCCAAATGTACGAGCGGATTTCTCGGTAGAGT
TCCCTCCTCTCAGCCTGAGTTCGACTGACAGGTGTTTTTTGTGGAGATACCATAAGAGAG
TGTTTGAGGGACGGAGACGGTGGCTGGACCAACGGAGAAGTAGTAGGTGATCCTAATGGT
ACCTTTGACAGGCTAAACAAGCGGTTGAATTTTTTCCAAACACTGGACCTTTTGTCCTCT
GTAAACCTCTCCTTTGTAGCCCTAAGAGTCTGACTGTGTCTGACAGCCTCCTGTAACTCA
AACAGACGCTGCTTGTACTGGTTCTTCTCCATGACCACACGGGCCATTTCTGAACGAGAG
AAGTG
>CL2752Contig1
AAGCGCTTTATATCAGATGAGCAGACGTGTTAGAAACATAAACAGTTAGTGCGTTACATT
TCTTCTGAGCCCCCATGATGCACTCTGTCCCAACCCCTCACCGCTCCTCAGAAACGCCAA
ACACAAGCCAAAGATACTCGAGTAAGGATGGTGCTTTCAAAGAGTCTGACATGAGGTCAG
CACCACTACGTCATGCATGGCAGAGTCATGAAGCACGGCCTGGATCCAAACGGGAACATG
GGACGGACATGTTAACGTACATACAGAACACGGCGTTAGTCCGTAAGACCCAAACTGTCC
TGTTCGTGGTTTTAGAACCGCTCTGACATCGCGTGTGGTCCTGAAAGGACAACAGGAAGT
GGAAAACAGTCCAGAACAAAATGAGAATCCTTAAAGACGAACGGCGAAGCGTTTGCATTT
GTGGCGGTTGGATGAAACCTCTGGAACAGGTGATGCCTCACCTGCAGGTCATCCACCTGT
TCAGACTCTGGAGCCACGCCGCCGGCGGTTCTCCTCTACCCGTCTTGTTGGTCTGGCTGG
GATGGAGTCGCCTTCCTCTCTCTCTGTTCCAGAAGGACGCATCGACATGGGAGGGGCTGC
TGCAGGCTTTGGCCTCAGCCCCCCCAGGTGAGTAAAAGCTGCGGATGCGTCCGGACACGG
CTTCTTGTGAAAACGAATCCGGCAGGCGGGTGAAGAACAGGACAAAGATCCGGTTCTCCA
AGGTGGGGGCGGATGCAGATACCTGTGGGAGGAGCTTAAACGGGCCATGCAAACGCAGCT
CCCCCCCTCTGCGAGGCTGTCGGTCATACATTCAAACCACACTGCAAATAAAAAGCTGCA
GGTGCTGCCCCCCCAGGCATGAGCAGCCCCTGAGACCGGAGCCTGTGGGCTCACAGCTGG
GGGGTGGAGGGGTCCGGGCAGCACATTTGCAGGGTTCTGGAGGCGTTTCCGTCTAGAAGA
GGCGCGCCGCCTTCTTCAGGTCGTTCTTCTTCCACAGAGCCAGACGGTCGAACTGCTCCA
GCGTCATGCCGAACACCTGCAGGAAGTCCTCAGGCGACAGGTGTCTCTCCAGGCGGGTGC
GGTCTACGTCTCTGGGAAGCTTGACCTTCACCCTGTGTGTCACCGCCAGCACTTCATAGG
GGTAGACCTTATATTCTCTCATTCCTCCCCAGCTCTGGGAGTCCAGGTTATCTTCCACCA
TATCAGCAGCCTTGTAGATGCCGTTCCTTCCATAACCCGGTAAAGATGCGGACTTATTGT
GGGAAAAGTTGGGCTGGGGTATGTCACTGGAGAGACTGCAGGTGGATTTGCACGGGTCAG
GGTCCTCATGACCCGTGGAACCATCAGTCTCACCCTTCAAGATCATCCAGCTTGTCCTCT
TGCCATCCTCACCGTCCTGCCAGGATGTTCTAGAAGCATGCTGTTTGTAGATGGGGGGTT
TTCTATAGATATTATCTTTGACCATTGTTTCTGGTATGTGAAAAT
>CL2753Contig1
TAAAGTCTCAAAAAGTATTTCAATCGTAAAGCAATCGAGTGTCGGGAGGAGAAGTGGCGG
TTATACGCCTCATGATAAAACCACCTTAGCCTCGACGGTGATGGGTTTGTAGGAAAAATA
GCTTGCTTTGCTTCCTACATTGTCCGCCGAAGGATTCCAGAGGCTAAACTTGTATATTTT
TTGACAAAAGGCTTTTCAACAACCAAGCCTTAAAGAAGTCGGAGCTCGACTTCGCGGAAC
AATCGTGTGCCGGGGTGAATTGATGTTCAGCTCGGCTTCACGGGAAAACATCGCTCATCA
TTGGCACATGAAAACCTCAGACCTTGCTGGACATAAATGTGCAGCGAGAAGTAGGCAGAA
AACTACTTCGAGGACCTGGGGACCGACTGGTGGAGAGAGATTAAAGAAGGATCTCTGCTT
CGTCAACATACTACCAGCAAAGAGGTGACACATAGTACAGAAACATGGGAGGTGGCGAGA
GGTACAACATTCCAATTTCCCACCCTGAAAGGCAAAAGAAGAACCAGCTTGTCAAGGCCA
AACAGAGAAGCCGTGACCAGAATGGAGTCGCTGTCTCAGCAGGAGGATTAGGGGGCCTTC
ACAATCATGGCCACCGTAGGAGCGACAAAGGCGCAGCCTACCACAGGTCTCCGGAGGCGC
GGCAGGCCGTGTCTGCAGACAAAAATGCCTCCATGCGTTTTGGCACCAACTACGATCAGA
ACTGGGAGGGTGCAGTGTCTCACCTCAACACACTCCTGGCCGCCCAGGGCAGCCCCAGCT
ATGCAGGGCCCAAGTTCAGTGAGCCACCATCACCCAGTGTGCTGCCCAAGCCCCCA
>CL2754Contig1
GCCAAACTGAATGTGAAGCCCTCCGTTGTGAAGCTCGCCACGCCACTGAGGCCAGCCCAG
AAGAAGAGGGGGGCGGAGCCATCGGCTGTGGCTGCAGTCAAACCTCTGAACAGCACCGCT
GCAGTCCAGGAAGCCCCACAGGAGGCCACATGCACGCCCTCACAGGTTCTTCCGTCTTCC
GAGGCTTTGCTGAAATCAGCTGTTCCTCGCTTCTCCACCCCCCTGCAAGAGGCGAGCCCG
GGGGAGGAGGAGCTGCAGACGGTCCCTGTCTTCAAGCAGAGTGGAGGCCAGAAGGCAGGC
GTGGCCATCAAAGAGACATGCTCGGTCCCTCACAGCCCGTCAGTCAGAACCACGACCCAG
TCCAGAGCCAGGCGGACCAGCACAACCCGCCCCACCTCAGACTCTTCGACCCCTGCCGTG
GACGACTTCGAGGAGCTGATCAACCAGTTCACTGACGATCACCTGGACGGGGACGTTGAT
CCTGGACTGGGGGAGGACGACCTGCTGCAGGAGCTGTCAGAGATGATTGACAGCTGAGCA
CCAACACAGAGCTTGATCCGGGTTTTAGAGTCTGAAGGTTTTTACACTTTTAGTCCTAAA
GCCTCATTGTGTCAAGAACTGAAGGATTGAGCTGGCCCAAGGGGGGTTAGACTGGCTGAA
CATGGACCCCCCCTCCAACCATGACAATGAAAAGGAAGATGAGACATCCATGAATTTAAA
AGCTCCCATCATGCAGCTGTGAAATGGGCATGTCTCAGTCAGTCTGCTTTTTCTGAAACG
ACCCCCCCACACACACACACGTAGATCAGTTATCCCCTCAGGAACTTGGTGGAGCGTCCA
GCCAATTGTGAGTTCACATGTGAATGTGTGTGTTTCCTGTACAGATGTTTGTGTAAATAA



GACTTTTAATGAGCTGCTGGACCTGCAAGTCTGCTGAAACCCCCTCCCACTGGCAGCACC
TGTCACTCAGGTGTCCTCAGATGCTCCTCCCACATTCACCTCAGTTGTTTGACACATTTG
TCCGTAAATAAAGAGCAGACTTTTGCACCAGTATTAGATGATGACCTCACAGGTCCCTCC
AGGCCTTCAACAGAAGTTTCTCTGTGAAAAATGATGCTGGAAACTCTCATGTCTTAAAGA
AATTCAGAAGTGAAATGAAGCATATGCCCCCCCCAAAAAAAAGGAATAGGACATTTTCCA
CAGTTCAAATCCAAGATTTAAAAACAATGCTTGAAACCAATAAACGTCATGTCAATGCTG
AATGATGGTGATATATAAACAAAACATGTTTTAAGGGTTCAAACGGTTAACTTTTATTTA
AAAGAGGACAAAAATATAAACTCATTTTCCCCCATTTTGTCGTTCTGTAAAATCTGAGGA
ATATTTAGATTTAGTTTTTTCTTTATGGTTTTATCTGTTTTCTATGTGTTCTTGGAACAT
TCAAATCCTTCAGGATATTCCTGTGTACTTTCGGTTTGTTTTTTAAATATCAAGCTGTTT
TATGGTCATAAAAAATGTAAAGGGAAAAGTGTCAACACTTTCACAACATTTAGTGCTGTT
TGAGAGCAAAGGCCTTCAGCAAACTGAAACGGCATACAGATTTTTAAAGACCCATTTCAA
CTGTTTGAATTATTAAACTGTGTTTTATGATACGTTTAAGTTTTGTGAAGGTTTTTTTTT
TGTTTATTTCTGAATTGATAAGGAGAAAT
>CL2755Contig1
CGGCACGAGGAAAGAGCGGGAAGAACCACCTCGTCTAACTCTAGAAACTACGAGTTCTTT
TAGTCCTAAATTCAATGGAATGGGAACTGCAGTTCCCCTATGTCCTCCTGTGACCTTCTA
TGTCCTCCTGTGACCTTCTATGTCCTCCTGTGTCCTCCTGTGACCTTCTATGTCCTACTG
TGACCTTCTATGTCTTCCTGTGACCTTCTATGTCCTCCTGTGTCCTCCTGTGACCTTCTA
TGTCCTCCTGTGACCTTCTATGTCCTTCTGTGACCTTCTGTGTCCTCCTGTGACCTTCTA
TGTCCTCCTGTGTCCTCCTGTGACCTTATATGTCCTCCTGTGACCTTCTATGTCCTCCTG
TGTCCTCCAATGACCTTCTATGTCCTCCTGTGTCCTCCAATGACCTTCTGTGTCCTCCTA
CGTCCTCCTATGACCTTCTGTGTCCTCCTGTGACCTTCTGAGTCCTCCTAAGTCCTCCTG
TGTCCTCCTGCACCTCCATCCCATCATACCCAGTATTAGGCACCCCGTGTCAGATTAGAA
ACACCAAACTTTTTGTTTTTCTGAGCTTCTCTAACTCAAACTCTCCGTGGTCGTGGTCCT
CTGCTCAGTAACCTTCAGGAACCAGACTCCTCCCACTGCTTGTTCGGACCCGAGTGTCTT
TTCCAGTAAAGTCCACTGCAGCTCTGAGAAACCCTGCAGAGATCTGCAGAACTGATCCTA
GCATGGTGGTGAGCGTTCCCTAAAGTGTACCCCCTTCTGATTGACTGATGGTCTTTCTGG
TGGGACTTGTGTTCAGCTTTCTCTGTTGGCTCAGTGTTAGCTTAGGCTGCTGATCAGGCC
GGACCGGGCCGGCGTTTAGAGGCAGGTAGCCTGCAAGTTAAACTAAGCGTTTAGTCTAAC
TCAGTCCAATCAGTGTTTCCTCATCTCAGCAGCTGCTGCTTCATCAGGGGTTTCCTCGTC
TTCGTGTGTTTTCTTAGTGAAAGCGGTCATGTGACCCACTGGGATGTTGTGCACAGCAAG
CAGACGTGTTTGGTTCCACAGCAGCAGCTTCCACGTGGTGCAACTCGCTGCTCTGAAACA
CTGAACGTCTCTCTGCTAAACTGCACAAAAAAGCTTTTATTTGACTAAATATATATGAAG
ATAAAATAACAAACTGTTCCATAAACATGAAGGGATGAATGTACAGGAATGTGATGCTAA
TCTGCGTCATCTGGAAGTAACCTGCAGACTTTCAGAAGTGGCACAAGAAGGAATGTAAAT
ATGTAAAATAGAGTCGGCGTCAGACTCTGAGCCTGCAGGAGTCGTGGTGAAGCATAGCAA
AGCTCTGACACACGTCAACACAGCGCTGCCATTTCAGAGGATGCCTTATCTTACACTCAA
CATTGTGCCTCATCATGTTTTTTTTCTAAATATCTTCATAACATTATTTATGTATCAGTG
TTTTTCTGTTAATCCTAATCCACATGATGGCAGATTAGAGTCTGTCCGTGTTCATGTAGC
TACGAGTGACGCGTTGCTTCAGCGTGATGGTTCTAAATCCTGATGTTGGACTGATGAGAC
GCTCAACCTGCAGCAGGTTTGGTTTGGCTGCTTCTCTTTGCAGTGCCGTTTCACTGATAA
TCCTTCGCTGTTATGCAATATTA
>CL2756Contig1
TTTTTTTTTTGAAAGTGTAACTACATTTAATGACAGTTTCTAAAATAAAAACAAGCAACA
CAAATATAAAATGCTTACTGAACATGTGATGAGAACATCCCTGTTAAGACGCGACATGAA
AACCAAACTTTATTCCATCTTTTTCCAGTTCTGTCACATCCTCCGCCTTCGCCACGTGGC
TGCTGCGCCGTCACTTTGACGGCTACTCAGACTTAGTCTGAATGCAGCTGATTCCATCGT
GGTATAGAAACACATTCATGATGAAACATATGGATCCATGAGTAAAAAAAAACAGCGTTC
TCTCCTGATGATGTTTGTGTTCTTCTCCTCTGCTGATCGGAGAGTGGAGCATCCCTCATG
CTGCAGGGGGATTATGGGTCTCCTCATAACTTCTCGCTGTCGATGTGTGAGAGGACTTCA
GTGAGCTGGTTGACCAGAGCTCGGTGTTTGTGGGGGTTTCCCTCAAGAACTCCGTTCAGA
CGACTCAGGTACGAGTCCAGATTTCCCAGAGACGCCGTCTCTCCCGTATCTGGGAGCGGC
ACTGATGACAGGCTGCTGACCAGGGAGTGTTTGATGGCCAGCAGGTGTTGGTGAAGAGCC
TGGGTCCGCTTTTCATCCTGACCCAGTTCCGCCTCTAGACGCTCCTTAGCGCTGTTCATG
TCCTTGATGTGCCGCTGCAGAACCGCGTTCTGCTCTTCAAACTCAATGTTGGCTTTTCGG
AGCCGCCGCAGCTCCGCCTCTCGAGCTTTGTTCTGATCAAGGAACTCCTCTGTGAAAATC
GGGATGTCAAACCTGCTCGGGATGTCGGAAGCCTTCACCAATGACGATCCTGAGCTGCTG
AAACCTACGGGAGGTTCTTCTTTCTTGATCTTCTTGTCGTGTATTTNGGCGCTGCTGATC
TGAAAGGCTTCGGTCTGCTGGTACTCCTTCAGTTCCTGGGCGTACTGCACCTTCTCCCTC
TCTGCCTCGTCCAGGTAACGCTGTTTGTCATTTGGAGCTAAATGCGTCCACTCAGACCCC
AGTCTCTTTGTGATTTCTGGGAACGGTAAGTCAGGGTATCGGGCCCGCATCTGTTCCCGC
CGCTCGTTCAGGAAGCGGACATAGCCGGTTACGGGCGCCTTTGGACCGTTTGGAAGAACC
TTTTTCCTTTTCTTCCCCTTTGGCCAGCCTCTCTTCTTAGGCTCCTCCTGGGCTTGGTCC



GGCGCGTGCGGAGCCCTGGGCTGCTGGGAAACGTCCCCNGTGCTCCTGCTTGATTCCTCC
CATGATGCTTCACTTCTGCGAGTTTCCGTTAAGACTCGTTCCCCGCAGATAGACTTCAGC
TGTTCAGTTTAAAAATCGATTCACTTTCGTGAACATACGACTCTTTCTAGGCAGATG
>CL2757Contig1
ATTTTCGCGCCAAATTGAAACGCAGCAGCAGTCATTTACAGCGACGCGAGGGGATCAGCT
CGGAGGTCGTTCTATTACCTTATCTGCTGGCGTTTTCCTAATCCCACATGGAGGAGGCCA
ATAAGCTGATCGGCGCCGGGAAGAAGTTCCTGGTGATGGGGAAGGCCGTGGAGGCGGTGA
GCGCCCTGCAGGAAGCCTGCGGCATGCTAGCTAAACAGTACGGCGACACGGCAGATGAGT
GTGGCGAAGCGTTCCTCTGGTGCGGTAAAGCTCTGTTGGATTTGGCACGGATGGAGAACT
CTGTCCTGGGAAATGCTCTGGAAGGAGTGCCGGAGGAAGATGAGGAGGAAGACAAACCCA
AAGACTCAAACATTGAAAGCACGGAAGGCATCGATGAGGAGACCAGGGATGAGCTCCGGG
TTCAGGTGTACGACGCGATGGCAGAAAAAAAGGACGAAGAAGAGGAGAAAGCCGGAGAAA
ATCAGAGTGAAGGTGCAGAGAAGCCTGAAGGTCAACAGCCTAAAGCAGACGAGGGGGAGG
AGCCAAACAAGGATGTCAGTCAGGAAAAAACGGAAGACGGGAAGGAGGCAGACCAGGAAG
CAGCTGCTGAGCGGGAGGAAGAGTCTGCTCCTAAAGACAAACCTGAGGAAGAATCAGAAG
AAGCCGTAGAAGACGATGAAGGTGAAGATGAGGCAGAGGAGCAGGGCGATGGTGCTGCTG
AGAAGGACAGTGAGGATGAGGAGGTGGGGAACCTGCAGCTGGCCTGGGAGATGCTGGAAG
TCGCTAAAAGCATTTACAAAAGAAAGGACACGAAGGAGGCCCAGCTACTGGCCGCTCAGG
CGCACCTGAAACTGGGGGAAGTTTCTGCTGAATCGGGAAACTACACACAAGCCCTGGAGG
ACTTCCAGGAGTGTCTGAAGCTGCAGGTGAAGCACCTGGAGGCGAACAGCCGTCTCCTCG
CCGAGACCCACTACCAGCTTCGGCTTGACGTACAGCCTGAACCTTCAATACAGCCCTGCC
ATTGAGGCGCTGAACAACTCCATCTCTGTCATCAAGAGCCGCTTGGAGAAACTCGAGGAG
CTGATGAAAACCGCTG
>CL2758Contig1
TCGGCACGAGGTCTAGATACATCTATACCACATTTATTAGAAATTATATGAAATTGTAGT
TAAAAAAACAAAACAAGAAAAACGCCCCATGAACTAAATTGACCAAATCCATTTATCAGT
AAATGTACTGAAACCTTAAAAACCAATGTGCATTTAATTTTTTTAAAAATATTTGACTTC
ATTTTAAGACAACTCAGCACAATTTCTCATCAGTAGAGCTAGAAATGCTTTGAATTAGCT
CCAAAAATCCCAAATGGACGAGTGGTTGGTGTGATCTGCTAGTTTTCCTTAACTAGAGCG
CATAGTCTGAAGAGTTTAGTTATGTCTCCCTTTCATTACCAGGCCGCTTTTTACCCATAG
TGCATGTGAGGTCATTTTCCAACGGAGAATATAATTACCCCCTCCATTTTCCTCTTCTGT
CCCCTCCAAGTCCTAATCCCACCAAGTGTTTTCAGCCAGAGTTGCCAATGTTTTTTATTT
GACTATTTTTTGTTGTTGTTGTTGTGCTCAGTTTCCAGTGATGTACAGCTCCCCCCCCCA
CCCACCCCCCTCAGTGTCTATGAGAGACACGGAGCATGTCTGAGGGCTCCTCTGTCATGT
GACGAGTATATATTTTTTAAAAGAAAAAAAAAGGAAGAGCTCCCATAGTTTGAATTATGA
GGATAATAGTAATCTTAAATTTTGCTGTTGATTCTATATATTTTCATTTCAGCAGTGCAC
TGTTATAAAAAAAACACACAAAAAAAATCCATACTTTTGTTGTTGTAGGACTTGAGTTTC
AATGGTTGTGTTCTACATGTTGTATTGAAACATTTCAGACAAATGAGACACACACAAAGT
TCAGTTCCTGATGTTGTAATTTCTTTCTCCTGCGTCTCTTTTATCCTGTGGATCCGTCAT
GCTCCACCCGAGTAACAGTAGCTGTTATAGAAAAGCCGCCATGGAACCACTCACTGCCTT
AATACAGTCGACCACAGCAGGTGAAGCCAGGAGGCGTGTCCAAAAAAAAGAATCCCCTGA
ATTTCTGCACCTTCCTTTTATTTTGAAATCAAACCACCTCTAGCCTTGTGTAAACTGTCT
AATGAATCCATATTAATATTTTTTTTAAATTTTAAAGCTAACCCAGCATTGGGAGAAAGT
TACATGCAGGCACTTGTTTGTTTCTGTTTTTTTTTTTTTTGGGCT
>CL2759Contig1
GTTTATTTGTTGACTTTGGTTTATTCATGTCATCACATGCTGCTTGCACAATGCTTCTGA
ACCTTCAGAGAGAAGTCAGCCACCGGGCATCCCTGTGTGATGCCACCCAGAGAAATGATG
TCCACGTCAGGGGAGAAGAACAAAGGCAGGTTTTCGGGGGTCACCCCTCCACTGGCTTCT
ATAAGAACGGCTGGGAACTCTGTCTTTAACACCTTTGCCGCGCTGTGGAGCTCCTCAGGT
TTAAAGTTGTCCAGCATGACGATGTCTGCTCCTGCAGCGGCCGCCTCTCGCCCTTCGGCT
ATGGACTGACACTCCACCTCGATCTTACTGCTGAAGCTGCACACTGACCGCGTCTCCTTC
ACCGCCTTTGTTATGCTTCCGGAAGCCCAAACATGGTTGTCCTTCAGCATCACCATCCCA
CTCAGATCCTGTCTATGCATGGAAGCACCGCCCACCAGCATGGCGTACTTCTCCACCAGC
CGAAAGCCCGGCGTGGTCTTGCGAGTCCCAGCCACTTCCCCGTGCCAACCAGCAGCGTTT
GCGATTGACTGAAGCCGAGAACAGCGGGTGGCGATCCCAGAGGCCCGGGCCAGGCAGTTC
AGAGCTGGCCTTTCGCCAAGGAGGAGGTCCCTTGCAGGACCTCTCACTACAGCTGTAATG
GTGACAACTTCTGGACCAAGCTCAGCTCCTTCCTGGTAGATCCAGTCCACCGTGCAGCCA
ACCTCATTGAACACTGCCGTGAAGAAAGGGCAGCCTGCCAGGACTGTACGCGGACTTTTA
CACAACAACCTCGCTTCGGCTTCTTCTGATCCCACACACACTCCAGCTGGGTCAAAGTTC
GGGGTGTCTTCTGCCAGCCACTCTCGTGCCAGCCGGGTCAGGGTGTGACGTGGGACTGAG
TGGGCCACTGGGTGCATTGATGCAGACATACTGAAGGCCTGAGAATAAACTTTACCAGGC
ACGTATGTCTCAGTAGATTACAGACTGCCCCCGGCCATAATGCCCGGGTTTAAGCGGGCG
CC
>CL2760Contig1



GAGATTTCNCAATCCGCTCCTCTCCATGTTCCAAACAAAAACAGTCGGAGCTCAGACCGA
CGGAATAAACTCCAACTTTGCCCCACAACCATAACCGATTCCTCGGATGGTCGGCTCGAC
CAACGCCCAGTGAAGGCTCGCTGCAGCTGGACCGCCCCGCCCCGCCCTGCTCGCGCTCCG
CCCCCAGAGCCGTCTCTCCACCTGAGGAGATCAACTTAACAGCTGCGGAGGATCCAAATG
AGCCGGCCGTCACAGCCGAAACACACCACAGCTGACCACAACGGCGTAAGCGTCATCCAG
AGCCAGACCCACGCCTCCTCCGCCCTGCCGGCCGCCGCCGGCGGACTGCAGCAGGTCCCA
CAGCTCATCCCAGCCAACCCTTCCGGCGCGGGCGGCAAGGCCCTCCCCCCAAGCAAGATG
AAGAAGCCCCCGGCAGACAAGGACAGCGAGGAGTACAGGCAGCGGCGCGAGCGCAACAAC
TTGGCGGTGAAGAAGAGCCGCATGCGCAGCAAGCAGAAGGCGCTGGACACGCAGCAGCGC
GTCAACGAGCTGAAGGAGGAGAACGAGCGGCTGGAGGCCAAGATCAAGCTGCTCAGCAAG
GAGCTGAGCGTGCTCAAAGACCTCTTCCTGGAGCACGCCCACAACCTGGCCGACAACGTG
CAGCCGCCCGCCGGCACCGGCGGCTCCAGCCCCGCCCCCAACAGCACTTCTGCCAACGGC
CAATGAGAGGCGGAGCTTCAGGGACATCAGGAAAAAAGCCTCGTCTCCAGGGCAACAATG
CTTTTTCACCCCAAGCCCCCTCACCTGGGACTTTCAGCAGACTGTCCAAGTGAGACCACA
GACTGAGGCCCCACTCACAGGAAGTCCCTGTTTTTTATGGTATCCCTTCAAAATAAGAGT
TTTAATCTGTAGAACTTCACTACATGTTTACGATGATCGGACGCTTCCGCTCATTTGAAG
AGCAGACGGGCGGAACCAGACTCCTCAGCTTTGTTTAAATCCTTTAAACCAGCCGGGTCG
TTAGTGGTCTGCTGACGCGGCCTGAGCGAGGGGGCGGGGCTCAGCGGGCCGCTCGCACAC
TGTAATCAGGGGTGTGGGGTGTTTGCCAGGAGCACCCCTCCCCGCAGGTGTGGTTCTGTC
TGAGCTCGGGCCGTGTCTGTGCAGGTCTGAGCGGCACACCTCAGTGGACGGACCCGGATC
GCCGCCGCGCTTCAGTGGAGCCAGAACCGGCCTGGCTGCTGGCCCGCTGGAGCCTTTTTC
ACTTTTCTATCCTCGTTTTTTACTCGTCATTCCAGCAGCAGCATGGTTTGAACAGGAAGT
GTTTGCATGCCTGTGGGGGTGGGGGTGGGGGGGTCAGGTCCTCTCGGTTCTGCTCGTCGT
CACTCTGCTTTT
>CL2761Contig1
ATCCAGCGCTACGCCGTCATCCCTCTGTCCACCAACTCGGGTCTGATCGGCTGGGTTCCT
CACTGCGACACCCTCCACGCCCTCATCAGAGACTACAGAGAGAAGAAGAAGATCCTGCTC
AACATCGAGCACCGCATCATGCTCAGGATGGCGCCAGACTACGACCACCTGACCCTGATG
GAGAAGGTGGAGGTCTTTGAGCATGCAGTGAACAACACCGCCGGAGACGACCTGGCCAAG
CTGCTGTGGCTGAAGAGCCCCAGCTCCGAGGAGAACTTTTTCAGTGAGAAGGTGTGGTTC
GACCGGAGGACCAACTACACCCGCTCCCTGGCCGTCATGTCCATGGTGGGCTACATCCTC
GGCCTGGGCGACAGGCATCCATCTAACTTGATGTTGGACCGGCTGAGCGGGAAAATCCTT
CACATCGACTTTGGAGACTGCTTTGAAGTGGCCATGACCAGAGAGAAGTTTCCAGAGAAG
ATCCCGTTCCGTCTGACCAGGATGCTGACCAACGCCATGGAGGTGACGGGCCTGGATGGT
AACTACCGGATCACCTGTCACACGGTGATGGAGGTGCTGCGGGAGCACAGGGACAGCGTC
ATGGCCGTGCTGGAGGCCTTTGTCTATGACCCCCTGCTCAACTGGAGGCTCATGGACACC
AGCACCAAAGGCACCAAGCGTTCCCGGACCAGGACCGACTCGTACCACGGCAGGACAGTC
AGTGGAAGCTCTGGAGGGAATCGACCTCGGAGAGACGACGCACAAGAAGGCCGGGACCAC
AGTTCCAGAGTCCATCCACTCCTTCATCGGAGACGGTTTGGTGCAGCCCGAAGCTCTGAA
CAAGAAAGCCATTCAGATCATCAACAGAGTCCGGGACAAACTCACGGGTCGAGACTTTTC
TCACGACGAAACGCTGGATGTGCCGACGCAAGTGGAGCTCCTCATCAAGCAGGCCACGTC
TCATGAAAACCTGTGCCAGTGCTACATCGGCTGGTGCCCGTTTTGGTGAAGAATCGTCTC
TTTTTGCCAGGATGACTCTGATATTGATTTTCTAGAAGGAGTGGGCGACTGGCGCAGTCG
TCCTCTGGAAAAAGACACTTTTTCAGCGCCTTTCAAATCGATATCGAACCTCCTGAGGAT
CTGTTTCTATCCCACTTTCATCCTGTAAACTGAAGTCAGCGCTTTGAGCCAATCCCAGTT
TTTTAATGTCTTATTTGGGTGCATAATGCTTTCTACGGCAGCCATATTGTAATAATTTAA
AACATTTCATATTTTACGCACTTCTTTAAAAACAATCTAATGTATCTGTGCATCAACTAG
ACCCAGTCCACAGGCGTGGCCTAACTTTACCTGTAAAAAATGGATCAGAAATTCCTTTGA
TGTCTGGGCGTTTTTGTGCCATTAAACTATACAGAAGCTGCAAAAAAAAAA
>CL2762Contig1
CCTACTGGAACCAGCAGGACTCCTGCTGCCTCCCCGGTTGTCCTCAACCAGAAGCTGCTC
CTACAGAGACCAACAAAGGAAGAAGTCCTGCTTTTTATTCCTTTTTTTCTTTTTCTTTTT
ACATCTTGAACGTGGCTTCAGGATTTTTAAGGAGAAAGAGAACAGCATGGGGTCTGAGGA
TTCATACAATTTTGTCTTTAAAGTGGTTTTAATCGGGGAGTCTGGTGTGGGGAAGAGCAA
CCTCCTGTCCCGCTTCACCAAAAACGAATTCCGACACGACAGCCGGACCACCATCGGCGT
GGAGTTCAGCACCAGGACAGTTCAGCTGGAGAACTTCATCATCAAGGCTCAGATCTGGGA
CACGGCAGGACTGGAGCGCTACAGGGCTATTACCTCAGCGTACTACAGAGGAGCAGTTGG
GGCTCTTCTGGTCTACGACATAAGCAAACACCTGACCTATGAGAGCGCCGAGCGCTGGCT
GAAGGAGCTGTACGACCACGCAGACCCCCACATTGTGGTGATGCTGGTGGGGAACAAGTC
AGACCTGCAGAGCCAGCGGACCGTCCCAACGGAGGAAGCCCAACACTTTGCAGATGAGAA
AGGCCTCATGTTCATGGAGACGTCAGCGCTGGATTCCACCAATGTGGAATCCGCCTTCCA
TGAAGTTCTGACAGCGATTCATAAAAAGGTGGCCAGCAGGGAGGTGACCCGCGGCTCCAT
CAGCGCCGTGACCCTGTCCGGCCCCATCGGACTCAACAGCGAACAGCAGGAGGAGCGGAA
AGGCTGCTGCAAGGGCTCTTAACACCCCCAGATTCTGTTTGACTCCTCCAGAAGGTTTAG



ACCTCATCAAACATCCCACCTGTACAGTTTATCAATCAAAAACCATTTTCATATTCGGAT
TTTTTTATTTTAGGAAAGGTTACTAACAGGCCCTTTTTGAAAAAAAAAAAAGAAAAAAGA
AAAAAAAGAAAAAGCAGCTAAGCATCTTTTTTTTTTTCTGTATTCATGTTTTACAAAAAC
ACTTTGTGATGTTTCATTGGTCTTTTTTTAAAGCAATGCATGTAGGGACTGCCTTTAAAT
AAATTATTTAAATTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATTTTAAAAAAA
AAAAAAAAAAAAAAAAAAACCCTTGTGGGCCGCCTGGGCC
>CL2763Contig1
CGGCACGAGGGTATCTCAGGCATCTTTATTTACTTATAAAGCAGTGACATAATCTAAAGA
TTTGTGTCTTTGTTCATTAATTAAAAATGACTAATCTTTTTCCGGAACATTCATTAACAT
GGCGGTGCGTCGCTTCAGGAGTACAACCTTTTTAAATCTGAGCTTTTATTCAACCCTTTT
CTCGTGGTTCTATCGAATTCGCTAACCGCAAACCTAGCTCACGGACTGTGTCTTCTCTCC
NAAACGATAATCGGAGCAGTGCCCTCTTGTGGTGCATTTCTGCACCTACNACGACTAGTT
GTATTTTTTTAAACCGGAAGTGAAACTCAGAGGTCGTCATGGGCAGCCTGATCAGCTCCA
AAATGGCAGCACCCGCCGCCAGGGTAATTCAGGCTGTACGGCCTCGTGCTCCACTGATCA
AGTTTCCTGACAGACAGGCCATACCGAGGCCCAACACCCAGGAGGTGCTGAAAGCGTTGG
CACTTAACCTTCCACAACACAGCAGCTCCCCTTCAGCGCCTGCACCGCCTCAGTCAGCTC
CGCCTCATAGACCTTTAACTTTGGTCCCAGGAGTGCCGGACAGCCTGGCCTCTATTCAGC
AGATGCCTGCGAGATACCGCAGGAGACCGTTAACGCTTGAAGAGATGGACTACATCCAGC
GCGGTGGACCCGAGTGATGAGAATCAGCTTCTGCAGCCGCTCCGTGTCTTTAACCCTCAG
TTCAAACACTTTAGAATAAAATATTTCAAGCATCCTCTTCAAATGTACATAAGGACGGTT
TTTTTGTTTGTAATTAAAACTTCAGATGTGTTCACTGCAATAACAACAAAAGCAAACCTT
ACAGATCTTTAAAAATCCTTAAAATTTCACAATATTTGTCCAGTTCACCATGAAAACACA
TTTGCAAAGCATTTCATTCCCTTTTTGTTCAGGTTTTACCTTTAAATCCAGGGAAGTTCA
TGTCCATCACTGCGGTAAATGCAGAGTTACAATCTTATGGCAGCTCATGCTTTCGTGGAA
CATAAAAGAT
>CL2764Contig1
ATGATTTTGTTAAATATTTGAAGTACTGCAGTCAGTTTAAATTAAACTCCCTGGTTTCAG
AAAAAAAAAAAGTTCATTTCTTTGTTGTTCTAAGGAAAGTATTGAAGTAAACTGGGATAA
AGGAACAACTTCTGAAAATGCANACNCATAATTTTTCTAAACGTGTATTTAAACAACAGT
TTCTTAAATATAAAAATAGTTGATACTTCATGAAGACACCACAGGCATTGTCACTGTGAG
GATCTGGGTCTGGTTGTTGAACTGTGCCGCTGTGTTGTCCTGATCAACAAGAAAGGGGTG
GAAGACGTCGAGGTGGAAGAGGGAGGGCCGAGCGGTGAGCACCAGTCGATCCTCGCCAAC
ATCCAGAAGCAGCGAGCGAGACGACGGCACTCCAGGGAGATGTATCTCTGCTACGAGGTT
CTCAGGGTGTCCAGTAGGGGGCTCCACCAGTAGCCTGAACTTTGGTCTTTTACAGCGGGC
AGTAGAGCTCTCCTGAGGCTGCAGAACCTGAATTGTCGGCCTGCTCTTTGTGCGAATGTT
CTGCTCGCTCACAGAACCCAGGAACTTTCTGTTCTTCAGCACTTTCCAGTCTCTGCTCAG
CTCCAGCTTATATTTATTCTCCAAACCCTCTGCAGACACCAAGATGACAAACTGCTGGAA
TAAAGCGTCTTCCTGGCACTTCTGGAAGAAATCCTGGTTGATGACAACATCATAGGCTGT
GCAACTCTGAGAGCTGTTATCCACCTCTGTGTGCGGCTCTCCGAGGCTCATGGGAACTCT
GTAGCCACTCGGATCCTCGGACTGCAACAGATCCACCAGCTCCTCTCTGGACAGCTCTGG
AGGGGGCGGAACCGAGCTGGACTGACAGATGTTGATGAAGACTTTCTCCTTTCCTGGCTC
CGTAAATGTCTTCACACACATACCAGGCTGAGGACGGATGGATTTGGAGTCTGAGCTTTC
CGTCTGCAGCTTCCCCATTGTCTGCAACAGCAGCTGCTGATAGAGTTCCTCCTGCTGCTC
CAACTCCAGCTCAGTGTTAAGAAGCGACGAATCTGTCATGTTCGGTCCAGTTCGAAGTTG
ACGCCGAACGCTAACTCCCAGACACGTTGTTTATTTTAAAGGTTGAGTCGGAAGTCCCCC
CGGTCCTCCCCGGCCATAAGGCCCGGGTTAAA
>CL2765Contig1
TGTGTCGTAACACATCACGGAGTCCAGCGACTCGTTTGTTNGGAGGTCCTTTCCAGCCAC
TGCAAACATCAAGTTGTCACTTTCTCCGATGTTGAAGAGACATCTTGGAGAAGGCATGGG
CGGCAGCGCCATCCAGTCCGCTGATAGAGGATCAAACAAATAGAAGTAGCATTGCAAAGG
TGCGTCCTTGTTTTCCTCGTCCACGAAGAGTCCTCCGATGATGTAGAGCTGGTTTTTCTG
CGAGACCAGGCTGACGTGGTTACGTGGCACCTGCTCGGACATGGCGGCCAGAAAGCACTC
GTTCTCGCCCACGTCGTACGCCACCGCCGCCGTGTCGTTGATCATCAGGATGAAGTCCCG
TGCGTGCATGCCCTGTCTGCGGGTGTCATTCAGGAAGCCGGGGAATGGACTCTCCTCTTC
CTCGCCTCCTTCCTCTCCGTCCTTCTTCTTAGCTTTTTCTGGAAGTTTCCCCTTGAAGGC
GTCTCTGATGACCTGGATGGTCTTCTGAAGTTCTGGGTCGCCCTTGACGATTTCGTCGGT
CTCCACTTTTTCCTTGAAGTACTTCTCCGGCAGCAGGCGGAAGCGGATGCAGTTGAAGGC
GTCCTTCAGGAACTTGACGCGCTTCTCTCGGTCGTGGCGCACCCAGGCCTC
>CL2765Contig2
TGTTTTTTTTTACAAACATGACCTAGAAACGATCCAAATCCAAAAGGAGTCCTACTTTTC
TTCTGCGGATTCAAAGCGGCAACAGCAGTTAGACATGGAGTCACTTCCCTACATGAGAGC
AGGATGAAGGTGGAAGAGGAGCGCAGAGGCTGGAAGCGTTGACGGACGGACGGCAGAAAA
AGCACGCGCCTGTGTTTACAGTTTAGGCATCCTGGCGGCATTCAGACGCATGCAAGCGCA
GGAAGAGCCGGCAGCGTAACGCATCTCCCTCAACATGCCACTCCACTGCTTCTTGTCCTC



CTCGTACAGCCAGACGTCGGTGACCTCTGTTGGAGCCACCTCCTTGTTCTCCATCTGGAC
CATGGCGAAGCCTCCCACGGCGTACAAGGAGCCCCCGTTGCTGACCAGGTTGATGGAACT
CCTCTCCTGAGGAAACTCTGTGAAGGGCTCCCACTTGTTGGTTGCAAAGTCAAAGGCTTC
ACAGGCGGCGGAGAGGCCCTCCTCGTTGACGCCTCCGGCCACCACGATCTTGCCCTTGTG
AATGGTGGCTCCGAACATGGCTCTGGGCGTCTTCATGGCGGCCATCTCCCTCCACTCCGA
CTGCTTATGGTTGTACGAAAACATTTTGTTGAGGGCTTTGTTGTCATCCGTCCTTCCTCC
GATGCAGTACACCAGGCCTTTGTGGGAAACCACGGCGTGCCCGTGGATCTTCAGGGGAAG
CTTTTTGGTCTCACTCCACTTCATTTTCTCTGTGTCGTAACACATCACGGAATTCCAGCG
ACTCGTTTGTNCGGANGTCCTTTC
>CL2766Contig1
CTCTTTTTGAAACAGTGTATTTGTTTATTAACCTTAAGAGAATATCTGACAGTTAAATAA
AAAGAAAAAGAAACAAATGCATCCACTGATTATGTAAATAAACTTTGTTCTTATTAAGGT
AAAATGAGTCCATCAGTTCATCAGACAGGGATAACAAAAACAATAGAAATGTTTTCTGGA
AAGTTATGGTTCCCCGAGTTCTCCTTCCATGGTCCGCACCAGAACATAAAGCTCCGCGAG
CCCGACGACAGAAGCAGCAATCACAGCTGAAATGACGCGCGCTGCTGTTTCTGTGAACAA
ATACTGACTCCCCATGTAGGAACAGGCGAAGGCAGCAACTACAGTCACCAGGAAGTTGAA
AACAGTCACCATCACTGCTTTGACTGATCGCACTTCTCTTCCAAAATCTGCAAATGCTCC
ATTTCTGCTAATTTCCTGAGCGTTCACGTTGCGCGTCATCCTGTCGTATTCTTCATTTGC
TAGCTTTGCTTTGATCCTCTCCAGGCGAGCGACCAGCTCAGGATTCCGGGGAGGCCTGAC
GACCTCGGGCAGGTAAAGGGAGCTGTCCTCCAGGAACTCGTGCAGATAGAAAGGATTTCC
ATTTTCCTCCAGGTGTTTCTTCAATTTTCTGGCGGTGCTGAAGGTCAGCGTGGTTGGCTG
TGATCTTTTCAGAAGCTCCTCTAGGTTTTCTCTCAGAGCTTGTGGCAGAGATGTGTCCCC
TCTTTCCAGTAACTGCGTCACCTTGTTTCTGAAATGATCTCCGACGACAAAGGAAGACGC
CATGATGAAGATGATCCACCAGACTGGCTGTTGGCGAGCCCGCTATCAAGATACAGGTCA
ATTTGATCACAGGTTAGCCATGTCACCATTAAAATGTAGATATTACTGATGATGTTTGGA
ATATTGAAAAAAGGACAGCGCCATATTGTTTATCTTGTGACAGCCCCGGCCATAAGGCCC
GG
>CL2767Contig1
TTTTTTTTTTAGTCACTGAAATTCTTTGTCTTTATTGTCACACAGCTTTCCTGGTTGTTA
GTTTGTGCAAAAAACACGACAAACAAACTAAACGGGAAATAAACGCAATCTGATCAACAA
TCCATGTTCAATATTTACAACTTTTACACCGTTTAAAGTTTTCAAACTCTGTTTAAAAAG
AGAAATTATTAGTTTTGAACATTTAAAAAAATGAAGAATTGAAGTTTGCTATGAAAGGAA
ATGCACCAAACCGATTATTTGGAGGCAAACTCCAGCTGTGCTGTAAAACACGTCCAACAG
CTCCACCAGCAGGCCGAGGTGTTGAGGTGCCGTCTGCTGTGACAGAGGAAAAGGATGCTC
CTCTTCCTCCGCTGCCCTGAAACTTCCTGCTCCGCTTTTGCTGAGTGGGGGCTTCAGGAA
GCCTTCTTGCCCTGCAGCTCTTTGGGCAGCTTTTTGCGGTCTTTCCCGGCGTTCCTCTTC
CTCTTTTTGCTCAAAAACTTGTCAAGTTTGCCGCTCTTCTTCAAATCCTGGTATTTTTCT
GCCAGTTCAAGTTTCTTCTTGTCCGATTTCTTGAGGAAGAACGGGCGGGCTCCCTGGTCG
GCTCGCTCCCTCTGCTCCCTCTTGAACTGCAGCTCCCTCTCTCTCTGCTTCTCTCGGTTC
TGTCTCGCTCGCTCCTGGTTCTCCAGCCTCTTGAGCAGGAACTGCAGCTTCTCCTTCTGG
TTGNTCTTCTTCGTCTTCTTCANCTTCTTCTGGATGATCTCCTTTTCTCTGTGTTTGATG
TCGTTGATGAACTTGTACGTTTGCTCATAAATCTCTG
>CL2768Contig1
TTTATTGCAGATGTAAAATCTTTTTTACATTTTTAAACACTGTTTACACTTTTGTAAATT
CTGTTTTTAAAACCGAAACAAGGACAAAAATATTCCAGATATTTTGGACATTATTTGTCA
TGAAAATTTGTATTGTTCCCCCTATTTTGTATAATTAAACCAATTAGATGTTTGTTTCCT
TGTGACAAAACTGGGAATGTAGAGCTGTTGAAAAGGAGCGAAGGGAAGCAAACAGGGTGA
CAAGTCTCACCAGAATAAAATGCATCCCTTCAAAAATGTTTGAAAGAAAATTCTCATTTT
CATTTGTGATGCTGAGAAAAAAAGTCTGTCCAAAGGAACAAAGTCTCTGATTTCATGACA
CATTTGATGGAAACTGTTATTTTAAAGAGACAGATTTTCAACAGGCTGCAAAGTCAACAG
AAGACCTTAAAGAAGGAGGCCGGAATAAGAGGATGACGTGACGACCAGCAGGAGAAACTG
GCTCTCATTCAGCTGCTTGTAGAGGAACCTTTGGGGATAAACTGCAACAACCTGCGACAT
CATCAACTTCACACCGTTATGGAGAAAACCAATGAGTCTGCCACAAATGGAGTTCACAAA
GAAATATCCTCCATTTTTCTGAATTTCTTTTGCTGAGGAAGAAGCCTGAGATATTCCATC
TTCCTGTTTATGGTAATCTTACTGGGATTCATGAAAAACAAAAAGGAAAAGCGAAAAATA
ATTTTTCTCCCATAGGGAAGAGAAAAGGATCGAAATCTCCAGACAGGAAGACGTTTCTTT
TCATTTCAGAATGAAAAAAAAGTTCCTTCTGCAGTTTTTCAAACTAAAAAATGGAAAGAT
GTTCTGCTAGACGCCCTCCTCCCCTTGGAGAACCTGGATGATTGGGTTCTTTTTTTTGTC
TGTGTGTCCTGGTAGTTTGAGGTTCTGCTCCGTGATCTCACTGCTGTCCTCCTCAGAGTC
TGATTCCTCTTCCTCCTCCTCCTCCTCCTCTGAATCACTAACTGACGACTCCAGCTCTAC
CAGGGCCACATCCATTTCTATGACCCTGTCATCCTCATCCACACTCTCGATGTCAAAGCT
TCCAGGAGGCGCCTGCTCCATCTGTCGTTTCAGCTTCTCGTTGGCCTCGGCCATCCGAGG
CAAGAAACCCTGCAGCCGTTCCAGCACGCTGCTTCGGGGGAGTCTCTCTGTTTGCAGGCT
CCTACCAGTCTTAGGCTTGAGGAGAAGCTTCTCATTGAAAGCTGCTCCGCCGCCGCAGGA



CAATAACATTGGCGAACACTGTTTAGTAGTATTCAACTCCATTCTCTAACCGCCCAAAGG
TTGTTAATAAGCTCCAGGCATTGACTGCATGAGGTAAGG
>CL2769Contig1
GTTTGCTAGCATTAGCCTGGAATTAAACGGACCGAGCGACCAACTGCGAAAATTCATTGA
AACTCCGTGACTCATTGTCTTCGTTTGCTATCCAGTGGGGCCTTCATATGTGCGAGTTTT
GAGGCAAGTTCGTTAGTGTTGGCTGTGAGGATCCAGATTTGATTATGGCCGCGGCTGCCC
CCTCTGCCCCAGCCTCTGGCTCCACGGCTGAAAGCACAACTTCGGGATCGAGCAGCTCGG
CCGCAGCGGAGGGAGGCAGCCAGGACAGCACCTTTGAGTGTAACATCTGCCTGGACACCG
CGAAAGATGCTGTGATCAGTCTTTGCGGACACCTCTTCTGTTGGCCGTGTTTGCATCAGT
GGTTAGAAACTCGACCCAATAGACAAGTGTGTCCAGTTTGTAAAGCTGGCATCAGCCGGG
ACAAAGTCATCCCCTTATATGGGAGGGGGAGCACGGGTCAGCAGGATCCCAGAGAAAGAA
CCCCCCCTCGACCTCAAGGACAACGGCCTGAGCCAGAGAACCGCGGTGGTTTTCAGGGGT
TCGGCTTCGGCGATGGAGGTTTCCAGATGTCGTTCGGAATCGGCGCCTTCCCGTTTGGTA
TTTTCGCCACGGCCTTCAACATCAACGATGGTCGGCCTCCCCCAGCAGCTCCTGGGACGC
CTCAACACACAGACGAACAGTTTCTATCCCGACTCTTCCTATTTGTCGCCCTGGTCATCA
TGTTCTGGCTGCTGATTGCATGAAGAGGTCGCACAAAGATAAACTGTGACGGATTTGCCT
TTTTAGATCTTTTTAGCATTTCTACCTTAGACAAAAAATGAAAATGTAATCATCAGATTT
TCAAAAATTACAAAACTCATGAGTATTTAACATCAACCACCAGTCATTGGAAATTCTTCA
AAAAACATGCATGCTTGCACTTTCTGCACATGCAAGAAAGCAGCACCAATAAAGAAAAAA
GTCCATTTGATTCCTTCCTATTATTTCTCCTCACTGCAGCCCTCATAGATGCAACAGACA
GTGTCAGGTTTTGAAGGAAAGACTGTAAATGTTGTGCATGATACTGTAAATGAGAGATTT
TAGTCACTACCCGCCCGGATGTTTACAAACTTCTACTCTTTTGTCTGCTTTGTGCAGCCA
TAATAAATTCACTTTCTCCTTTTAATTTTGGATGATCTTTACTTGCTCAGCTCTGTTTCT
CTGTAATTAAATGTAAAAACAAACTGTACATGACAAAACAAAATACTGTTAAATATGTAT
TAACTTTGCAAAATGTGTATATCCATTAGTGACAGT
>CL2770Contig1
GTCTTCCTCTGGCTCCCGGAGCCCCTCACTGTGCAGAGTTTTCCCTGTCATCTCCATTAA
GGCTTGAACTTCAGGATCCACGAACAAGATGCTCTTCTTACCCTCCTCCTCTTCCTCCTC
CTCTGATTTTGGAGGTTTTCCCACATGCCACACTTCCACAGAGTCCAGAGTGAAGTCCTC
GTCTCCCGATAGTTGAGGGCTGCCGTACGTGGTGCACTTGGGCCGTGCGCGGCTGTGACC
GCGGCCAAAATCACTGTCCAGCCACAAACCAAAGTATTCATGTTGACCCCCCATACCCAG
TCCATTAGGCATGGTCTGCTGGTGCTGGTTCAGGTACATGAAGTGTTCGTTGTATCCGGT
TGCTGTGTAAACCCTCATTGTGGGGAAAACAGAGAACAAGAAGCACCTGGAGTCACCCTG
AAATTGAGGCTTTAACTCCCAGGTGTGTGATGCAAAGCCTCCAAAAATGTGGCCCTTGGT
GTCTTTGATGAGCAGCAGGGACGGGCCCCCTCTGGTCAGACTGGCCATCATTCTGGTGAA
GCTCTCTCCGTGCACCTGTGTGGAAAACGCAAGCCTCCAGGGGGCGCTGTAGCCATCAGG
CACCTGTGGAGCCAGAAACATCAGGGTGGGGATGTCCAGAAGGGAGTTTAACTGATTCCA
GGGCGTCTCCCTGCAGGGGGGCAGGAGTTTGGGAGGGGGAGAACTACTCAGAGATATGCT
GAGGCCCTCGTCGGCCAGCATCTCCAAGTACAGAGACACCTGAGGGGTTCTAAAGATCCA
GTCCTCCAGACAGGAAACATCACAGCTACCCTGATCTGAAGGTTTCAGTTCACAGCACAA
ATGTTCTGCCAAGACTTTAACTCCCACAGAAGAATCGGCCATCTTCTCGGGTGTCCAGCC
ATCCAGACGCCCTCTATTGATCAAAATCTGAACTACAGCAGAAATCAAGTCTTGGACGAA
CTGAGCCACCTGCTCACAGGTCACAGCTGCAGCAGTCCCTGATGGGTACTGGGACATGAC
CAGGATGAGAGGAGCACGCTCCTCTGCGGTGCCTCGCAGGGCGTCTGCAAGGAAGATCAC
CAGCTGCTCCCGGTTCACTTGGGGCGCCGGATGTTGGTTGGTTTTGCCAAAAGCAGGTGC
TGCCAGTTCTGGATCAATGCTGCACAGGCAGTGAAAGACCCGTCTGACCAAAGAGTCCGA
TGTCAGGCTGCCCATTGAGGACTGAAGCATTTGAAGCGTGATGGCTTTTCCTGGAGCTTC
GGAGGCGCCCCCTCCACCAGATACAAGTTTGTTGAACACGCCATCGATTACAGGCCGCTC
CTCGGGCCGAAAGCGGGTCAGCCGCTTCTGCACCACTGCGCTCTCCGCGTTACCCATAAT
GTTCTGCAGACTTTTATTGAAAGCTTTTCATTCTGAATCCTACAATTCAACACTTCCTGG
ATTCCCCCGG
>CL2771Contig1
AAAAACACTGGAACAATTAAAACTCTAAACAACATGTTATCAATTTGCAGCTGAAATAAA
TATTTTTAACTGTTATTTCTTGTTTTAGTCCGTGTCAAATTAAGAACCAAAAAAGAAAAA
AAACAGACGAGCTGTGATGTTTTTCCAGTTTCATCATCATTGCTGTGCCAATAAAAGGGA
AATAAAATTACAAGCTTCAGTGAAAGCATCTTCAGGTGGAATGATATAAGCAGCATCTGA
TCAGAGATCTGCATCCGCAGCCAGCTCATTTAAACTATATTTACTACAGAAAGTTAAAGC
AAAACACACAATATACACAGAGCCACTTTAAAGGTGGATTTATGTCAAGGTGCTTTCTTG
GATTTTACCCTTTGTAAACATGGCACTAACTAGATTCCAAATGTCTGTAATTCTTAAAGT
GAATCACAATGAATGTTTTTAGAGAGGTTGTTTCTCTAACAGACTTTTTCATAAAGGTTT
GTGAGGTCTCTCACAACTTCAGTTGGCATCTAAAACTCTACACCTTTCGTGAACAGCCAG
TAGCATACGCCTGTGCAACATTACACAAAAAAAGTGACTTTAAATTTGGGTACAGCCCCT
AAAGATTTACAGCTCCGATGTTAAAACTGGCTGAGATGTTGTCAGTATTTGGGGTCAAAC
GGCATTGGGCCCAGCTCTATTTTGACGTCAGTCAGGTGCGGGTCTGTGCTTCTCTGTCCT



GCTCTCCTACATTTGCGCCCTTGGTGCTGCCGATGTCTGGCTTTGTGCTGCTTCCGCTGT
TGGCGTCTCGCCCTCAGCTCCTCTTTTGTGTCTGCACTGGGTCTTTCAAATGGCCCGCGC
GCGCTAAACCTCTTTGCGTATGTTTCTCTGAAGAAGTGCCTGTAGATGAAGTCATCAAGA
TCTCCAAACACGTCACCATCCAGACTGTAATGCTCTTGCATGTCTGTCAGATAGTCTTCA
ACTTCAGTCACAAAGTCTGTGAACAGCATCTGATCATGGATGAACAGCCCGTTGTGGAAA
AAGTTGCCTAAGAATGCGTCCAGCTCCTTCCAGTGGTGGAAATGGTCCACCTCCTGCTGC
AGGTAGCTGCGGAGCAGCTGCTGAAATTCATCTGCCCTGATGGGCTCTGTGGCTTTATTG
AACAGGCTCATAGACTCCTGGTAGGCACAGTCAAAGACCCCACTGCATCCTTTCATCCTG
CCCTGATGACTGCTACTCGTTTGATCTTCATGTGCTTTCCAGGTGGACTTTCGGGTGTTT
TGAAAAAAGTCTGATTTGGCTCTGTGTGGATAACTGTGGGATCTGTGCTCCCAAGACTCC
TCGGAACTCTTTTCCTCATTTTTCTTATAAAAACCTCGAGCTTTGTTGAGGAACGTTGAT
GCTGAATCCTTGAAATGTCGAAAGGTTGATTTGACAGAATCAGAAAACTTCCTTAAATTC
TCTTTTACAGCCTCTTTAGCTTTCTTGATCTGCTCCTTGTGGTGGTGGACAAATTCCTTG
GTGGAGTTTTTTACAGCATCAAAGGTCTCCTTCACTTTCCTTGCCATACCCTGCTTTGTT
TTTCTCTGTTTAGACTCTCTGTCTCCCTTAGATCTTTCTTCTTTGGTTTCCACATAAAGC
CTCTCGAACAGATCCGAGCGCTGCTGCTCGAAGCCGAGCTTCTTCTCCAGCTCCACCAGG
TGAGACTGCAGCTCTTCTACTTCTGCACCCGCTTCCTTTCCAGCTTCAGGGACGAGACCC
CTCAGATGATTCAACTCTCTCCTGAGCTCCGCTGTAAGCCTGCTCTCTTTGTCAAACTTT
AATCTCAGCATCTGAGCTTCAGCTTCCATGTCTCCGTTCTGGATCTGGACGTCAACAAGC
AGCTGCTTTTCGTCCTCCAGTTGCTCTTTCAGGCTCTGGTTTTCCAGCAGGAGAGTGTCA
GCTGCAGCTCCCACTGCTTCCAGATCCCTGACCTTGGAGCGCAGGTTTCCCATCTCCTCC
TGTAAGATGAACAAAGACCTTTCCCCATCTTGAAGCAAGATCTTTAGCTGCTGGTTGTCC
TCTGCTGCCTGTTGCAGCAACAATTCCAGTTCATCGTTCTTAGCCTGAGCGTCTGCCTGT
TTACTGACGAGTTCCTGGTTCTGTTTCTTTACTTTCTCAATCACTTCTGTGAGCAGCAGC
ATGATTTGTTTCTCATCCAGGCGGTCGTGTTCAGACCCAATCATCTGGTTTGGGGAACCT
TGATCTCTGGCATGTTGCTGAATCAGATCTCTCACACTGTCAAGCTCATTCACTCGGGAT
TTATCCATATGTTTTTGCCTTTCCTGGATTTGGGACGTACCATGAAAGTGGCCAAAGCCC
ATGCTGATGGCTATGATGAGGGCAAGCAGGATACATTTGTGAGGATGCTGCCC
>CL2772Contig1
CGGCACGAGGCAGGAGGGGGACAAAGCGGGAGGCTGACCAGAGGGCCTCTTTCCCCCTCT
GAAATATCACTCAGGAGGATGCTTTGGCCCCTGTGACCTCTGACCCCCAGTCTCTCAATG
TATCATCTGGGGGCGGGGCAGGAAGTGGGAGTGAAGAAGAGGGCTCGGGTAAGGCCCAAC
CGAAGCGCCTCCACGTCTCCACATCCCTTTTCGCTTCAGAGACCCAGATCTTCGTCAGAT
GTTCGGGCAATTTGGAAAGATTCTTGACGTGGAAATCATCTTCAATGAGCGGGGGTCAAA
GGGCTTTGGATTTGTCACCTTTGAGAGTGCAGCTGAGGCTGACAGAGCACGAGAAAAGCT
GAACGGGACAATCGTAGAAGGCAGAAAGATCGAGGTCAATAACGCCACGGCCAGAGTAGT
TACCAAAAAACCTCAGACACCTCTAGTGAATGCGGACATTGCAGCCTCTGGGTGGAAGAT
CAACCCTATGGTTGGAGCTATGTATGCACCCGAACTCTACACAGTTGCCAGCTTCCCCTA
CCCAGTAGCGACTCCCACCTTAGCCTATCGGGGTTCGGCGCTAAGAGGTCGGGGTCGAGC
CGTCTACAACACAATTCGCTCTGCTGCAGCCACACCTGCTGCTGTGCCTGCCTACCCCAG
TGTTGTATATCAAGATGGACTGTATGGACCAGAAGTCTATGGGGGTTATCCCACAGCGTA
CAGAGTGGCTCCATCAGCATCTGCTGCCACAGCAGCGTACAGTGACGGATATGGAAGAGT
TTACACCACAACTGCAGATCCCTATCACCACTCTGTTGGACCAACGACCACCCTATGGAG
TTGGCACAATGGCCAGTTTGTACCGAGGAGGATATAACCGCTTCACCCCATACTGAGCCT
CCCAGGGGTAGGAAGAAGATCTGTCAGGCTGAACTTTGGGACGAGAGGCTGACGTTGCAA
ACCCTGTGGGAGCCGTGCACCATCCATTTTGAGGCGTACTAAAGAGCCTTAAACGCCCAC
TTTGTGAGGTTTAGGAGTGGAAAAAATGATGGAAGAAAGCTGTGAGGTTTATAGGGTCAA
ACAGTACAGAGATAATTGAGTTTCATTTTGTGATGGTGTATTATTTACAGAATGAGTGTG
TGTGCATTTGTGTGAGGTTACAGGATGTGCAGCCACCCATGACATGACTTTCACCATCAC
AACTTCACAACAGCTCCTTCCTTTTTTTTTTACTTTCTTTTTATCTACCTCTTCTTTTAT
TTTGTCATAACGTCAGGCTTTTTGTGTATCTTTTTTTCTCCTTGCATGCAGACTTGCTTT
TAGTTTCAGTATCTGTGGTTGAAATGGCACACTGGGAAAGTTTTTCTCATCTGTGGCATC
AGCTGTTCCTCTTCATCGCTGCTTCACTCTGACCTGTTGGGTGACTCCTCAGTTCTTTTT
TCCTTCTTTTCTGCTGTGTTTGATGTTTACTTGAAATAAAA
>CL2773Contig1
TGGACTGCCACAGACTACGCAGATGGTGAAGGCGTCGTGGAGCAGCTGGCAGCCAAATTC
AAAACCCCNGAGATTGCAGAGACCTTTAAAAAGACCTTCTGCGAGTGCCAGAGCCGCATG
AGTCAAACTGACGGTGACGCTTCATGCGCCTTGTCACCACAGATGTCCAGAGTCCAGGAG
CACTCTAGAGAGACCAACCCACAAGTGTTCCTCANAGTAGCTGCTGATGACGAGCCGCTC
GGCTCCATCACCATAGAGCTTTTCTCCCACATTGTTCCCAAGACTGCTGAGAACTTCAGA
GCCCTCTGCACCGGCGAGAAAGGCTTTGGCCTTCAGAACTCCATCTTTCACAGGGTCGTA
CCAGATTTCATGTGTCAGGGTGGTGATATCACCAACAGCAACGGCACAGGGGGCAAGTCC
ATCTACGGGAGCTCGTTTGAGGACGAGAACTTTGACGTTCGCCACACAGGTCCAGGGATC
CTGTCGATGGCAAATCGAGGACGCGACACCAACAATTCCCAGTTCTTTATAACGCTGAAA



AAAGCAGAACACCTGGACTTCAAACACGTGGCGTTTGGCTGGGTTCGGGACGGCATGGAT
GTTGTTCAGCAGATGGGAGAGCTGGGCACAAAGCAAGGGGTTCCCTCTAAGAAGCTGGTT
ATCACAGAGTGTGGACAGCTGTAGCCTTTTGAAAGTCTAAGAGCAACATGGAACTCTCTT
CAGGCTTTTGAAGAGCACAATCTTTCTCCCAAAGCACAATCTTTAGTCACATTTTTATTA
AGAAGGTAAAGATTGGAAACTATTTTGCAGTGTAACCTCAAATGGGAAACAGTGAGGAGG
AGAATTTTAGGGCAATGTTACCTTTGCTCCCTTTTGACATGTCATTTAAATATTGGTCAA
GAGTTTATTTTTTTGTGTAAAATTGTACATGAACTTTTAAAGGTGTTTTTGTTTGGGTTT
TTGTTATGTTTCTGCTCCGTTTGACTGTACTGGTTTTCTTCACTGCTAGTTGAATGTTTT
GCGGTTTTTCAGGAAGCAGCTCTGTCACCACGTACACGTCTCCCATTTCAAATGCAGTCT
CTGGTTACATTTTAAAGTGGGAAACCAACAACATTTTCTTTGAGCAACCGCCGAAGGTCA
TATTTACCCTCTGGAGGGTAACTAGATGTTTCTGCTTTACAAACTACCAAGATGTTTGAT
TATGTGTACAGAGTGAGATGACGTTCAATTCAGATACTGCTTGTACCAAAACAAATCTCA
AAATTAATAAAGTTGCTTTACCNAGTTAA
>CL2774Contig1
GGGAAGAAGTAAATCCGATGAAAAAAGATGTCGCGGCTAAACCCGTTCGCTAAACTTCCT
GGGTTGAACACAGCCAGTGTTCTGCTGGTGGAGAGTGAGGAACACTTCCAGCAAAGCTTA
GCAGAGGCTCTGGTGGAGGAGACCAGCGTCACTGTCAATGTGAGGCTGGCCAAGAGTTTC
CCTCTGCCCATTGAGAACGATGAGAGTCGCCCAAGAATTGACCTGGTGGTGTTCATCATC
AATCTGACCTCAGAACTCAGTTTCCAGTCAGCAGAAGCGTCTTTAAAGTATCTGGAGCCT
GGATATTTCCTGGGAAAAGTCTGCTTCATGGTCACTAACGCCCGCAGTTCCTCCGTCCCA
GCAGAGAGGCTGGATGCTGTCAGGAGGCTGGCTGCGTCTCTACACTGCCCCCTGCTGTTT
GCAGAAGAGCAGACCCCACAAGGTGTGACAAATGCTGCAGAGAGGCTCCTGACCATCCTG
AAGGCAGCAGCCGGCTTTGTTCCCTTCACTACACCTCTGTACCTGTCCAACCTGACCAGA
TGCACTCTGCCACCAGACATCGACCAGCCCAGCTTCGATTAACTCCACATATTCTATTTA
TTTCATTTCTTTTTGTGTGCGTTATTTGATTGTGATATGTTTTTATATAGAAAATATCTT
TCTGGAATGGATTAAAGTTGTCAAAGCTTGTTTCTTANNAAAAAAAANNAAAAAAAAAAA
AA
>CL2775Contig1
TTTCCTGTTCCAGAAGACCACAGTGACAGACAGACGCTCAGGAGTCACAAACCAAAGTCA
TCCAACTTCACAAAACACTGCGGGCAGATCAGCAGGAACACTCGGATGCTTCCTGCAGGA
GAAGCAGTCTGGATCAGCGTCTGTTCCTGAACCGCTCTTCTTCTACACAGTCCAGCAGAC
ACGACCACACTCCCAGAATTCAGAGCAAATGTTCAAATCCGAGCCTTAACATTTTATCCT
CCAGCAGAAGCAACCAGAGTGAGAGCGGAACCTCATCCTGACAGCAGAAGAAGGACTGAA
GCCCCGCCCACGGCCTCTGGACATCTGCAGATGGAGTTCTGTTTCCACACAGGACAAGAT
ACTGCCTTGGCGGGGTGTTTTTTTTTTTTTTTTTTTTTTTAAAAAAANG
>CL2776Contig1
GGTTTATTGAAGCACTCACTGGCAGTTGCTTTGCTTTTTGTGTAGCTCTAACGTCAACAG
TGTGAACACGGCGATTCAGGCACTACTCAGTAGTCAGGAATCAGAGCACCCAACGTAAAC
CAACAGGCGTTTGTGATCACAGAAAAGTACGGTACTCCACATTTAGCGTCGACAACTCAA
GGAATACAAATGAAACCGCAAAACATTTGGCACAAGTGAAAACACATATCAAGCTTTTGC
CAAACAGTTGGTATCTCTTGGTGTTTTTGTACATTTTATTGACAGTTCATCCATTCATTT
TGAATGATTTTACTATTCTTAATGTATGGATAAAACGCTTTGGTTCAGTGATTTGTCTTT
TTGATAATAGTAGCAGCATTTTCTTTGCATGCAAACATTCACGTCTGCCTGAAATCAGGA
TCGGCATCAACCATCGATCGCTGCATCTTTATGGAGAGAAATGATAGAGGGAGCGGATTT
CACCCTCCTTTAATCCGTTTAACATTGTCTTTTTTTTATTATGAGGTGATCCTTTTAAAG
GATGTTACTCCTCAAAAAAAAAAGGGTTTTATCCCGGAGCTGGTAGTCTTTCCAGTTGAC
ATTTTTGCTTAGGTAACAAAATAGAAAAGTACAAATAGTATCTGAAGACCCAGCACAGTC
CTGTGAGACAAACTGTCCACTTGAATAGTTTAAAAAGGAAAAACAAAGTTTAGATCCTAG
AGGAGTGAAAAATCTTGCAGGATTTCATTGCAACCTCAGTTTGAAGATGTTTTGTGAAAG
GAGAGCAGACCAAGAACATTTAGCTTTTAACATAATTGGAGCAGTGATGGTGCGGCAGCT
ATGGAGGTGGAACACAATAAAAATGAGGAGGAAGCCAGCACCACAGCTCGAATTGAGTCT
GTGTGCATTTGAAAAAAATAAAACCAAGAATTTAAATG
>CL2777Contig1
GCCCCAGCTGCCCTCATTACCCCCTCAGGAGGATCAGGGCAGCGAGGACGAAGAGGATAA
CTTTCCAAGTTACTTGACCCAAAGAGACAAAAAGTCTTTAGCCATCACAGAGGGAACATT
TGCATGGTGCAAATGTCGAAACTATCCATTCTGGCCCTCACTGGTAGGTGTGGAAGTGTG
GAAATTTCATTTTGCTTTGGACTTCAAATGTCAGAGGCAAAAAATATCATAGAAAACTAA
AGTTTTTTTCAGAATTTAAAAAATTGTTTGTAGGTGAAAAGCGTGAACCGTCGACAGAGA
AAAGCAAGCATTATGTTTGTTGATGATGAAAGTATTCAGAAGAAGAAAGGGTAAAGAAAT
CTTTTCATGTTTTATTTTTTTTACTAAAAAATGCCTCAGTTGGCCAATCTAATTGCTAGT
AAAAGCTAAAATAATTAGCTTGAGTTTTCTGTGTACCGCCAGGTTCACTGTTGCTCTGAA
ATCCTTGAAGCCTTTTGACTGTGAAGAGGCAAATGAGCTGATTTGTAAAGCCAAAGAAAA
CTACAATGCTGCAGTTTCTTGGGCCTTAGCACTTATAAAAGACTACACAATCCGTAAAGC
CTGCAACTCATTTTCGGTATCCTTCCTTGAGTACTTAAACCACGATATGAGTTATCCAGT



GAGGAGAATGTTTCCATCAGCCGCCTCAGAGGGACCAATCATGATTGCCAGTGACAGCAT
GATCGAGGAGCCATGCAACGACCCCAAGAAGACCAGCTGTGCAGGAGATGAGGAAGAAGC
CTGCAGGAATTCAAAGAGGCTGCTGCCAGACCGGAGCCACGCTGCCCACAACCGTGCTAA
CCAGAAGCTCGTACATTTCATTGTTAACCAGCGCAAGGTGGAGAAGCGCCTTCTGGCTGT
GATTAGTGGGCAGCAGCAGTCCAAGTGGCTTCAATCCTTTTTAAGTGCCAAACAAAGACG
AGTGGTGAACGTTTACCTGGAAGATGATCAGCAGTTAGACCAAGTATACTTTTACCTAAA
CGGGCTCTATGCAAGAGCGAAGACCACCTCCCCCTGCGTGGCTCAGATAGATAGGGTTCC
TTTTGTCTTAGATGTGCTTTTGCCTGAGGCTATCATCCATGCTATTGCCGGGGTGGACAA
TGTTTCTGTTAAAAAGGCAAAAGAAAAGTATGACAAAGGCAGATGTGTTAGCAACAGAGA
AAGAGAAGAGTTTGACCTGAAGATTGAGCAGCAGATGAGGATGAAATCTTTGCAGCAAAA
TAAAACTTGTGTTAATTTGTGCCATAATGAATTTAAAAAATGAGCAATAAACTATGCCAT
ATTGTTTTTTAATCTATGATTTATACAAATCTCTGTCTTGCAAACAGCTGAGTCCTGTTG
GCAACTTGTTTTTTTTTAAATGATAATGGATCCTGTACAATCTGAATTAT
>CL2777Contig2
CTATTGCCGGGGTGGNCAANGTTTTTGTTAAAAAGGCNAAAGAAAAGTNTGACAAAGGCN
GATGTGTTNGCNACNGNGAAAGNGAAGNGTTTGNCCTGAAGATTGAGCNGCNGATGNGGN
TGAAATNTTTGCNGCAAAATAAAACTTGNGTTAATTTGNGCCNTAATGAATTTAAAAAAT
GNGCNATAAACTNTGCCNTATTGTTTTTTAATNTNTGANTTATACAAATNTNTGTNTTGC
AAACAGNTGNGTCCNGTTGGCAACTTGTTTTTTTTTAAATGATAATGGNTCCNGTACNAT
TTGAATTATGTAGNTAACNAACCCNTTGATAAAATAAATTTGAATAGGAATTTTTTTNTN
TTTTAAAAAAAAAAAACTAAAATGAATACTTAAAGTATTCATATGAACCAGAACATCAAT
GGGGGACCTTTCTGTGTGGAGTTTGCATGTTCTCCCTGTGTATGTGTGGGTTTTCTCCGG
GGACTCTGGCTTCCTCCAAAAACATGCGTCATAGGTTAATTGGTTAATCTAAATTGTCCC
TAGGTGTGAATGTGACAGTGTTTGGGTGGGTGTGGGATTGTGGACACTCAACCCTGTGAC
AAATTGGCAACCTGTCCAGGGTGTCCCCTGCTTTTGCCCACAAGTGGCTGGGATAGGCTC
CAGCAGCCCTGTGACCCCAAAAGGGAATAAATGGAAGAAGATGAATGAATGAACTATTCA
TA
>CL2778Contig1
GCACGGAAGAACTGTAGCAGGAAACTGCCGTTGGAGTGGGGGCGCAGGCTACACATTGTA
AAGGAAAATGACTTCAAGTGGAAAACTTCAAAAGAACCACCAGAGGTCAAATGAGAATAT
TAAGACATTCTTGGCACCATCTCAGAAGAAGATGGAATTCAACAGGAAGAGCCTGCAGAT
CCTCCAGCCATCAGCAGCGAACACGGACTTGAGGGCCGCTCAGGCCGGGAAGGGGATTCC
TAAGCGCAAACAATGGCTGGCTGAACAAATGAGAGGTCCCAAGAGAGTGAAGGTAGAGGT
CAAATCCACACAAACGGAAGATGATTCTTTACCACCTGATGGTGTTTCCAGTGAAGCTTA
TGATCTCATGATCAAAGAAACGCCTCCTGCCTCTTATTGGAAAGAGATTGCAGAGGAGCG
CAGAAAAGCCTTGTTCAATGTCCTCCAGGAGAATGAGAAATTGCACAAAGACCTAGAGGT
GAGAGATGAACAAATCAGAAAACTTCAGAGTGAAAATGAAGACTTGCAGGAGCTTGCACA
ACACGTTCAGTACATGGCTGATATGATTGAGAGGCTGACTGGAAAGTGTCCTGATAACCT
GGATGAACTGAAGGGCATAACTCTGGATGTGGTTGACAGTTATGAGCACGCCGAGGGTGA
AGCTGAAGATCACAGTGGAGAAGAGGGTGATCAGGATTTAAGAGATGGACACGACTATGA
TGAAGTGTCTGATAATGACTGGGAGGGACCTTCAGGGAAACTGGGTTAAACATGTTTTAT
TTTTTTTTTTTTTTTTTACTTTCTTGGCTTTATTTAAAACATTTTTTTCCCCAACAAAGG
AGTGGAGTGTACAGGAGAACTGTCCATATGTGCTGCCCCCCCTTTTTTAAAAAGTCTTTC
ACATTTATGTAAATAAAACCATTAAACTTCTCAGCTGTCTGTTGAAAAAAATATACAGGT
GGAAATGCGCCTAATTTGGTTTAAGCTCCAAAGGTGTTACTTGGATGTATTGTTTTATCT
GCTTGTACTTTTTGACCATTTTTCATTGTAAATTTATTATAATGGCAGAATGGTATCATT
TGGAGGTCAATAATCTTGTCAATATCCACAAACTACAATATTGCTCACTCTGACAGTGTT
TCTGCTTCCTTGATTACTTGAACTGGCAAAGTTAAGGTTCTAAATGTAGATGAAGTCAGG
ATCAGATCCAGAGTTTAAGTTTTTTTTTTTTCTTTCCACTGTTTAATTGCAGTGCTCTGT
TGCTACATGAAGACTTTTTGTGTGTTCTACATGTACATAAATGTTGTAAACTGTACAATA
AATGTATCGTTTGGTACTACACTTAANAAAAAAAAAAAAAAAAAAAAAAA
>CL2779Contig1
ACCTGATCTCCATCTTTGGTTCGGGGTTTTCGGGTCTGCTGAGCAGACAGGCGGACCTGG
AGCAGATCTGTAGCAAACAGGCACTGGCCAGCCTGGGAGCATGGACGCGCGCGATAGTGG
CTTTCTGAGAGGAACCGGTTCTGAGAGAGACCGGCTCAGTTCTGGACCCGGTTCCGCTAA
AGACAGAAAAAAAGTTCGTTTTCTAGGATTTGATTGTTTTCTAATCTCTGCTCAGATTAT
TAATTTGCACAGACTCCAAACACGGTAAACCGGTTCACTCTCGACAGAAACCGTTTCAGA
TGTGAACTTATGTGACCCAACTCCTCTGTTCGGTGATGGTTCTGTTCCCTAAAACAACTC
ANAAACCTTCCGAACTTTTTCCAGTGGACAATGGTGACAGTTGAAAACTTGGTTCAGCAG
GAAGTGTTTTTTCTGCCCCAAAGATCACGTGACTCCCAGCAGGAGACTGATGGATGACTT
CAGTCTGAACCTTGTGGAGGAACTGAGTCCGGCCTGCTCCTCGGAGTCCAGATCAACTTT
ATTTTTACAAGAAAATGAAAGATATTTATAAAATAAGCGACTTTACGATGAAAGTGTTGA
AGAAGGTTCTAGTGCCATAGAGTCATCTGTTGACTGTTCTTTCTCTTTGGTACAGTAGTG
ACTTAAATCTAATGACATGGATCCACTTCTATTGCCTTAAACCCAACACAAAGCCAGCCA



TTGTGATTCATGTAAAGGGGCTGAATGTCTTTCTGCTTCCATCCTGGACCAATTCCTACA
CTAACGGCCGTTTGGTGAGCCGCCTTCCAGACCCGCTCACCTTTCTGAAGCAGCTCGCGT
CACATGATGGAGGGAAAAAGCCGCCGTTTGTCTTCAGAGTGCTCCTCACCGCACGCCGAC
GTCTGACATGACAGTTTGCTACAGTCTGTGTCATGTTGTTATGCAGACTTTACCCATGAT
TCATGGTTCCAGCTTTGTGAAAACGATCCGAGTCCCAACCTGTGATTTCCCCACAACTGG
AGAGTCCATGAGTTAGCTTTATGAGCACAATGTGTACCAAAAGAAAGAGTTCTTGTCCAT
TCTTTGCATATTTGGTTGTTATTCTTGTATTTTTGTGCTTAATAAATTGTATATCACCGG
GTTAAACTGTTCAAGAAAGTATTTGTTTAAATTTATAACCTAAATAAAAGTCAA
>CL2780Contig1
ATGGTTCGGACAGCCTACATTAAGGATGACCGGAGTGGACTGGTGCTCCTCAGCGACAGA
GCTCATGGAGTGTCCAGTCAAGCCAACGGAGAGCTGGAGGTCATGCTCCATCGGAGGCTC
TGGAACAACCAGCCGTGGAACCTCGGCTACAACCTGACGCTGAATGACAGCTCCGTGGTG
AGGCCCACCCTGTGGATGCTGCTGGGATCCGCCAATGCGACCTCCAGACTGTACCAGAGG
GAGGCGGTGGAGCTGCAGCACAGGCCCGTCGTCATGCCCATCGACAATCCTCGCAAACCC
CGGCAGGAGAAGACCGGATGCAGTTCTCCGGTGCGCCCTGTAGTTTTGCCGCCTAGTCTC
CACCTTCTCAGCCTCAGCGTCCTCGGATGGAACTACAGCTCCAACCACAGCATCCACCTC
AACCACATACACTCAGGTAAAGACTTTCCACCAGAGCCAGACTATGATCGGGTTCTGCTG
AGGATAATGCATCTATATGAGGAGGGAGAGGATCCCGAACTTTCAAAGCCGGTCACCATA
AACATAAAGGAAGTTCTGCAGGGCGTGGGGGAGGTGACGATGCTGGAGGAGCGCTCTCTA
ACAGGAACCTGGGATAGCGCCGGTCTGCAGAGGTGGAAGTGGAAAACAGCAAATGATGAG
GGAAAAATGAAAGAACCTCATCAAGGACATAAAGATTTCATTTTGACCATCTCACCTAAA
GAAATCAGAACCTTTTTTGTCCACTTCAGCTCCAGAAACAACGTTTGAGCTTTTTCAAAT
TTCTTCTGTGAAGATCACCACTCTTTTAAAAATTAATTGATTCATACAAAAAAATCACAC
AAAACAGCTATGAATTATTGCAGGTTCAGCAAATCGTGCTTTTATTCTGAAGTTTGAATG
TAAATCAAAGAATAAAGAGATTTTTTTTGTCAAAAAAAAAA
>CL2781Contig1
AAATCTTGATGGTGGGAAACCCACGGACCCCATAGCGACTGGACAGAACCTGATGCACAG
TAGCATCCACGGCCCCGAGGCGAACTTTACCCTTCGTCTGCTCCTTCACTGCTGTGGCTG
CAGCTGCCCACTCGGGCTCCAAATTTTTGCAGTGTCCACACCAGGGGGCGAAGAACTCCA
CCAACCACACATCATCGCTCTGCAGTACAGTCTTATCAAAGTTGTCATCAGTCAGCTCCA
CCACATCCTTGCTGCTCCCACTGCTGCCACTATCACTCTGCCTGCTGTAGCCGGAGCTGC
CGGACTTGCCGCTGAGTCTGTCTTTCACCAGAGAACGTAAGGCGTTCATTGCTCCATCCA
CAATGGCCTGACTACTGCGAGCCCCTTGGTACTCTTCTGGCTTGTTCTTATTAGCTCCAA
AGATCTTGATGGTGGGGAACCCTCTGACTCCATACTGTCCCCCCAGAGACTTGTGCTCGT
CAGCGTCAACAGCTCCAACCTTGACGATTCCCTTGAGAGCAGTAGCTGCCTTCTTCCAGT
CAGGAGCCAGATTGCGACAGTGTCCACACCAGGGAGCGTAAAACTCCACCAGCCACAGAC
TGTCACTCTGCATCACCTCTCTGTTGAAGTTGGAGGGTGTGAGCTCCACAACATCGTCGC
TGGGGGAGTACAAAGCCTCCACAGACAGGAGCAGAGAGCAGCCCAGCACTCCAAGTAAAA
GCGGTTTCATGGCTTTGACTTCTTTTTGTTCGTCTCTACTGATAAACACCAGGCAGTTCT
CTGTTGCCGCCTCGGCCGAATTCC
>CL2782Contig1
AGAGTGTTGCTCTGTGGGCCACTGAGGGGGAGGAGATGTGAAGGAGGACAAGGGGGGAGC
AACAACTGCGAGAAAGACGAGAGAGACATGCTGCTGTCAGAGATCATGTGCGGGAGGAGC
TTCCACCAGAAAAAGCAGCAGCTGCAGCCGGAGGAGGAGAAGAAGGAGGCGACCCAGGAA
CGGGAGGCGGCCGTCCGCACGACGCACTGCTGGTCGAAGAGCTCCAGAACCCGGAGGACA
GCGGGGGGAGGAGGGCGCCGTCAGCTGCGTCATCACCCCCGACACGCCCACACGCGGATG
ACGTCCCTGCGTCCTGTCAACGTGAAGGGAAACAGTGCGCGGGGGATGCGAGCGCCGAAG
AACACCAACCAGTTTCTAATGCACGAAAAGTACCAGATGCAGCACATGCGCTCCGACTCG
GTAGGGAGCGACTGCAGCTGCAGGTCCAACAGCGACGTGGACCTCACCGACATGGACTCC
TACCTTGGAGCCCTGGAGAACGCCAGAGGGGCTCTTCTGGACAGCCCCAAGCTCCACGAC
TCAACATCGCCCCTGCGGCGGTTCGTGGTACTGCACCCCGACGCCGTGTGCCTTAACGGG
AAGAAAGTCTGCTCGGAGGACAGTATGCAGTACTTTCCATCCGAGCAGGACCTGATGCAG
AGCCAGAACTTCATGCAGAAGGACTTTGCTGAGTTCTGCAACTTCCTGTACGCATGAGGT
CTTTTTTTTTCTTCTTTTTTTGGAGAACTGATCCGCTTCAAGGAGGTGAGCTTTAGATGG
AGAAGACCTCAGACAGGGACTCTTAACAAAAATCTGGTTGCTTCTAGGTTCTTCAGTTGC
TGACTGTTTCAGAAGAACGACTGTAATGAGTCACAGTCATATTTTTAAAGTTTTTGATCA
ATATTGTTTTTATTGTTGTACACAAAAGGAATGAATGGGAAGGGAGAGAGAATCGAGTGA
AAATAAAAGTTTTATGTTTTTNAAAAAAAAA
>CL2783Contig1
AAACATCATATTGTCTTTAAGTCACCCAAACAGGAAAACTCCAAAACCTGTTTTACTCAT
AATTATTTATCGCCCCCCCGGCCCTTATTCAGAATTTTTAACTGAGTTTTCCGACTTCCT
ATCGACTATTGTCTTAGATTCTGATCAAATTTTAATATTAGGGGATTTTAATATTCATGT
TGATGACCCCAGTGACTGCCTAGGAAAGGCTTTTGCAGCTTTATTAGATGATGTTGGTTT
CACCCAAAGTGTGAATGAACCCACTCACTGTCATAAGCACACCCTGGACCTTGTTCTAAC



CCATGGGATAGAGATCAGCCAGCTGAGTGTCCTTCCTCTTAACCCCATCATTTCTGATCA
CTTTATGATTACCTTCCAGTTTACACTGGAACATCCTTCTGCCCCAGTGAATAAGAAACA
GCCTAGAAGAACCTTAACTGACCGTTCTGTGTCTGAGTTTAAACACACAGTTCAGCCAGT
ACTTAGTGATATTCTGAGAAAATACTCTGAGACCAGCTCCCATAGTATCAGTCCTAGTAT
AAATGACCACTTTGTTAATGATGCCTTACAAGCCCTCAGGAGTACACTCCATGTTGTTGC
CCCCTTGAAACCTAAGTTCGTCAGACAAAACCGAGTAGCACCGTGGTTTAACGCTGAAAC
TCGTTCTCTTGAACAAAGTTGACTCGATTTATCCCACAATGGGAAATTTGTTCTCCATAT
TTGACTCATCCCCTCCTGGGTGACCGTCACGAGTTCCCGTCACGAAATCAGACCCTGCAG
TACCGCCTCCTGACCACGCGGTGGAGCCAAACCGTCAGCATGACGTCAGAGGTTACAGGT
GGGACTAACGTTCTGGCGCTCTTTAGAGGAGTTGATCATGGAGCAGGTGTGGTGGAAGGA
GAAATGCCTTCATCTGTGGGATTCTGGGTAAAATTATTTTGTTCTTTTATTCCTTTTTTC
ATTCACTTATTGTAAAAAAAGAGCAGTTATTATGAACAGCATGTAGATTTTAAAAAGTTA
AAAGAAAAATGTAACATTTTCTGGAAAAGTGTCCCCATATTATACTAAACCAATCCAACA
TTTAAATTAAAACTCAACGTTTAAACAGTTTTTGCTTTACTATTTAGTCAAATTTAGTTT
TGTTTTGACTAAAATACATGAACTTCTGTCTCTGAAAGTCGTATCTTTATTACCTCTTAA
AACAAAAATGTTTTTTGTTTTATTTATATTCCTTCTTGTTGATCTGAATTTG
>CL2784Contig1
GTCAGTGAGTTTTCATTTTAGGTTATTATGAAATAAAGCTCTTAGTCAGAAAGCCATTCT
GCTACATTTTTGAGAAATTAAAGAAAGATAATTATTTCCAAAGCATTTAAATATGTGTTA
AATGATTAATATATGTAATTTAGTGGTAAATTGTTGGCAAAATTGCCCCATTAACGCTGC
TGGTCATAATTTAGATTATTATTTCCTGTGCAGGTGCTTCTTCAGAGGGCTTCTCCCAAT
GTATTGTCACTTCCAGACTGCACCAGCAGGGGGCTCTCAGCTCCAGACTAAGCAGCTGAA
TTAGAAATTCCTTCATATGTTGCCATGGAAACTGTACAGGTGGGTTGCACCAAAAATGTC
AATGCATAGAAAAATAAATATAGCTCAATAAATCCAGGGCAAAAATCATTTAATCATTGA
TTGTACGATTAAAAATTACATTTAAAAAAAAACTTCTGAGGCTTTTTCATTTTTAACATT
GGGGGTTTTCTGTTTCAGAGAATACATAGAATAAGCTTTACAGAAATTACTACCTAAAAA
TATACAAGCACAGACACAAACATGAAGAGTAAAGCCAACAAATGATTCGTCGGAAAGCAG
AGCAGAGTGTAAGAATCTTTACATAGAGCTCCTTGGTCTGCAGCTTTCTTTATTGTCCTT
AAAAACATTTCCTGGAAGCTTAAGTTAATACAAAAGTTCTTTTTTATCATTATTATTATT
TTACAATGCTGTCAAAACTTGGGTTTTAAAATATTTTTTTTTTAAAGTAGCAAATTTAAG
AGGTTTTCTGTCCATATATTCTCTAGAGTGGACCGCAAGTTAGGAGATGTGGAGACAAAG
CAAACAGTTGATTGGACAACGGATGGAAATCGAGCTGGGACGCGTGTTTCCAGTGTGCTG
CTTTGGACTGGCTAACAGTAGTAAAACACAAGCCTTGTTCTCCCGACAGAACCGGATGAC
GGCGGGACGTCTGACACAGATGGGTGACACATCGAGCAGAGGCTTACATCAGTTATTACC
ATCACAAGAAGAATGATCTAACAGCAATACTTATACATTAATATCTGCAAGTTTCAAATG
TTTTACACTTCTTACATAATAATAATAAAAAAGGGGAAAAAAAGAAGAAGAAAAAAAAAT
ACACCATCAATTCCATAAGAAAAATAGATTGCAGTTAATAGTGGAAAACAGTGCAAAGGA
TATTCTGGGCTGTTTTTGTCTGCTTTGTCTGTCTATATATATTTTTTTTATTTTTTACAA
AAAACAAACAACAACAAAAAAAGGAAAAATCAGAAAAACATAAAACATACTTCTGTGGTG
TCTGGTGCGCTGGTCCAGACACGAGTACCACCTTTCTCCAGTACCTCATTGATTTCTGCC
ACAGATGTAGGTGGAGTGTGTCAGTGTGTGTGGGTGTGTGTGTGTTTGNGTAACATNGTG
CGTAGTGGTTCTCAATCTTCGGTCCTCAAGCTCCGGCACTGTACAGGTTTTT
>CL2785Contig1
TATTTCCCCTTATACACAAAATTAAATAAAAAGGGATACACAAGATCATATCCCAACCTT
CACCACAGTTTAGCCAAAGATACGTTAATTTGAATTGCCTGCCTTATTTTAAGATCAAAA
CAAATTATGAATTTGCGTTCAAATTTGTTTCCCAAAAAGGTGTGCGCCCAGGACTGGCTG
TTATTCCATCCACGTGAGGTTTGATACTTAGATTGTACGCTGTAAAACAACGAAATAAAA
CTGTTCTTTAAATAAAAAGAATAAAGAAAAGGAAGAAAAAAAAAACTTTTAAAGTCTTAA
ATCATTTGTGCAGCAGAGCACAAAAATAAAAATATAAAAAACAACTCAAAAAACAAAATA
AATTAAATCATCACATAAATCTTAAAAACAAAAAAAGTAAACAAAATGATTAAAAAAAAT
AAAAATAAATACAAAAACTTATGGACAACTAGTCTTAACATCAATTTTGTGCACGTTTTT
GCATTTCAACATAGTGAGGAGTGGTAAAGCCTCGAGGGATTTAATACCAATTGTTAGTGG
CACGGGAGCTGCTTGCACTTTCACCACCCTCCTTTTGACCGCCCAGTCCTCAATTTAAAC
AGTTAAAAATGTTGAAAGAACCTCACCGCGGGGCGTTGCAGCTCTTATTTTGACGATTCA
AAACACTGTTACATCAAGTCAGGTGAAATAAGAAAAAGTAAACACTGAAAACAAAATAAA
AAAGCAACAAAAAAATAAAAAAAACTTCCACTTCCTTTGTTGATGCGAATTTTGTTTTGT
AAAAAACTAATCCTACCAGAGAAAATGAATAGAAGCTGATATTTGTGCTTCTTTAACCCC
TCCCACCCCAAATTATCTTCATTTTAGGAGACGAGAAACAAGACAACCCGGCAGGCAAGC
ACACTTGTTGGTTACATCGACAGATTATGCCCGGCCATAAGGCCCGGGTTTANCGCCGTC
ACCCAC
>CL2786Contig1
GCTTTTTATACACCTAAAAGAAATGCATCTTGGTACTATGGTATTAGAAAGGATTACAAC
ATTGGTTTAAATTATACACAATATCTGCTTTGCACAAAACAGACTGAATTCTGGCAACCG
TCAGTGAGAGAAACACACTGGAATGGATTTTGAGCACATCACGCAGGCTGTGATAAAAAC



TGAGTCAAGTCCATGTAATGACTGTTGTTCTGTGAACTTGCAGCACAGGCATCTCATTTC
AGAGAAAGCAGATATTTGCACATCATTTACTGCTCTTTACCTCGAAGTGTCCCATTATTA
TTGCACTTGTGAAGTCTTGTGTGCAGAAAGTAGCTGAATAACCTACTTTAGTTAAATGGA
GAACTTAGTAGAAAAAGGGAATTTTGAGTAAAACCCCACTATGTGTACCGTCTATTTATA
TGGGATAGGCTCAAAGTAGACATTTTAATAGTGCAAAACTGAAAATGGAAAAGAAAAGCA
TACGGAAAATCTGTTAAAATGATCCTTAAAGCTTCACAAAGGTCTCAGTGTTTACAATCC
ATTCAGATCCGTCCACAAACCCCAACACTTAAGAATTTCTAAGTGTCACAAGAGTGAGAT
ATTCTTTTTATTAACAATCACAAGCAGACATGTAATCACAATATGTATGACAGTTAAGAG
CACATAAGTTAAAGAGCCTGTAATGGGTTCAGCAGCATGCTCACAGGAAAAAGGACAATT
GTTACCAGACCAAACAGAGTCCCTGACTTTCTACTGAAAACAGGTAAACATTGTTTCAGC
AGAGCTCCAGGCAGCAAAAAGGAGCACTTTTTTAGTTGTTCGTAGCCATCCTTGCTTTCA
GCCGATTGATTTTCAAAGGGAGGAGGCCCACCATCTCCTTACTCAACTCCAGCTCCGTCT
CTGCAGCGGCTGCAGCCTCTGGGTGGGCCTCACAATACTGCACCACATACTTGTAGTTTT
CTAGAGCTTTGTTGAGGTTGTCCAGCTGAACTGGCGGCGAGGAGCTGATCAGTTTGCTAT
GCAGTCGAGCAACTCTGAATCGAGCCACCAGAGCCGGTCGGAGGACGTCTTCCTCCAGGT
GCTCAGGAATTTTCCCCTCAGGAGAACACAGGGAGTCCAGGAACATCTGAAAGTACTTGG
CAGAGGCGGAACACAGGTGGTTGAACTTTTTAATTGTATGGTTATCTAGAGATTGAGAAT
CTTCCTGTCTGTTGGCCAGAGTTAGCTTCAGATCCATCATTTCATTGTAGGTCTCAGCCA
GCTCAAACATCAGCTGTCTGCGGATTAAAAGGTAGTACTGGGAATTCAAGTCGTTACAGA
TGGGTTCCAGCATGTCAACTCTTCTTTTGTGCATTTTGCAGCGCCGCTCTACATCCTCCT
CAAAGAAAGCCAGGGCCCGGAACAGAGCGCTGTGGTCCTGCAAAATCTCGATGTGGTCTG
TCACAAACCCATCCATCTGGAAGTGCTCCTTTGCCTGGTTGACATAATTCTGTCCCACTA
GAAAGATGGCTCTGGCCTCCGTGAAATCCAAAGGGAACAAATAGGAAACCTTTTCTTCCA
C
>CL2787Contig1
GGGTGGCTTCATGCTCGTTTCTGTGGGGACTTTAGTTTTGTTTGTTTTTTTAAGCCGTTT
GAACTTCATCTCCTGACTGAAAAGTCTCAAACAAAGCCTGAACTCGCAAAGGCCAATAGT
TCAAATTAGAGCCATATATATATATATAATATATATATGATCAAATGTTTGTTTTTTCTT
GGCCTCAAAGCGGGGAGGGGGGGATACAACGTAGTACCTGAAATCTCCCAAGTTGACGTA
CCTGTAGACGTTTCAGGTACCACGCCGTGGTGTCCACCCCCCTCCTGTGTGGTCATACAG
TACATGTTCAGTCCTACTGGAATCCACAGGAAGCTAGGAGGAGGAGCCAAAGGACGGACC
CATGAGCGCCGAGCATTGTGGTCTTTGTTGCACTACTTTTCAAACACTAGCCGATTTAAA
GTGTGCGGTTCCAAGTACACACAGCATCAGATTTTGGGAAAAGACCTGCAGCACACTTAA
GCTCAGGACTAGAGTCATCTCAAGAACGCACACGGCCTAGACACTACGCAGGGCGCTCGT
CAAGCGGGAACGGCGCCCATCTGCCTGGACCTTCTACGCTCTCATGCCCAGAAATTTAGC
ACATACTGTTCAGCGTTTAGACACACCCGAAGCTCATCAGTTTGACCAATCCACATGCAA
GTTAGTAACTCTCCAAAAATGCTGCCAGACCTCCCAAACCCCCGTGAAGGGGGCGTGGCC
TGTGCTGGCGGGTGTTCGTTTTTCACAGCTCTACGCTTTGGGAGATGGGGAGTGGCAGAG
AGAACTTTTAACAGAAGACTTATAAAGAATGACTGACTTTAAAAAAAGGTCACTTGTAAT
GGAAACTCATAAGCTGTACATTTGTAATAAAANAAACAATT
>CL2788Contig1
GGACGGCCATGGCCTTGGATGAGTCCCTTTTCAGAGGCAGGCAGATAAAGGTGGGAGCCA
AGAGAACAAACAGACCAGGCATCAGCACCACAGACCGCGGTTTCCCACGGGCTCGGTTCA
GGTCACGGGGAGGCAATTTCTCCTCACGTGCACGCTACTACAGTGGATACACCCCACCCA
GAGGCAGAGGACGGGCCTTCAGGTTTCAGGACCAGTGGAGGCTGACAACTCCTCCCCAGG
TGGCGCCGGCCCCCCCCACTGTCTCAGCAGCATCTCTCTCTCTCTCTGCTCCCACTATGC
ACACTCACCCCATCCTGTCGGTGTGGGGGGGTGGGGGTGGGGGTCANNAGCGACCACAGG
CCTGCTGCAGGAGGCATTTACTACAACAGCAAACGCTGACGCTTTTAGTCCTTTACATAC
TTTGAATCTCTCCTACACACAAACACACACACTCTTGCGCACACACACCCACACAACAGC
ACACACATACTGCAGTGGCACGTAACCGGTTGCCAACCCAACACACCATTTAAACGGCTG
AAACAAAGCTTGAGTGTCAGGCAAGTTTGCGTGAGTGAGGAAGGCAGGAGCAGGGATGGG
GGTGATCTTTGGGGTGTGCAGCACTAACCTGGAGGCCCCCCCTTTCTCTGACTACGCAGA
GTGCAGAAAGACTGAACTAACAGCAGTGATCAATAATTCAAAGGAGTGGGCTGGAGCTGT
TTTAGGATGGGGAAAGTCAGGGGGTGGGGTTTGAGCAGGTTTTTGTTTCTTTTCTTTTTT
TTTTTGTTTTTGAAAAGAGGGGGAGTGGGTTTGAAAAGATGTTTGCTTTTTTATTTTATT
TTTAACCCATGAGTCTGTAATTAGAAAAAAAAAATAAAGACATTGTCTAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAACAT
>CL2789Contig1
CTTTATTTAAAGTATTAGTAATAAATTAAATATGGCATTATTTTGTTAAAAACATCACAT
TTTCTGAGTTTTTGCACAAAAAATAGTCTTCATAGTTTTACTTTATGTCTGAGCGCACAT
TTATTTTAACTCATGAAAACATTCTTGTATTTGTCACAGTTGTGACGAGTCTAATCACTT
CATGATTGAATTCTCTGTACTTAAGTTAAAGAGCTCCTGTGAGGTCAGTTACAGCTCCTG
CAGCCACCAGATCCCTCAGGAACAGTTTTTCAGCACTGACGTCGTGTACCACTTGAGCTT
TCATGGCATCCATGCGTATTGCCTCATAATAGTGAAGCCTGGCCTCTGGGTGTTGCATAT



TGTATCCAAAGCCGGCCAAGCTCACCTGGTCACACAGCTGCATAGCCATCACCAAGGCAC
TGGCACCTAACGTGGGATTCATATTCCCCTGTTTTAGAGTATATTTCTGTAAAACTTGTC
CTGTCTTGTGAATAATCTCTGGGTGGAGGATCTTGAAGCTCTCTGGACTCAGTGGAATAT
CATCCACCACCTCCCTCCAGAACCACATTTTGGACCAGAAACTCAGAGGCTTTTTGGTGA
TGACAGAGGTGAGCCAGTCCAGGTCCAGACTTTTAAAAACAACCAAAGCAATCATAGAGG
TCTTTCTGTACTCATTGGCAGAATGAGGTGCTCCTTCTGGGTACATCAGACGAATGGTTG
TCCGTGACCCTACATCTCTTTCAAATCCAACCACTGGAGCATTATTCATTCTGATTATGA
CATCGTACTGATCTATATGGGGTCCAAGATGGCTTCCTTGCAGAACACCCCCGTTTCCCA
CCACCACACACCGCCTGCAGCTGTCTTTTGTCTTTAGTGATGGCGGCAGGCCAGGTTCAG
GCATTGAAGCAAGCGTCAGTGCCAGGTGCTCCTCGCTGCCATGCAGCCCTAGAGGAGGCC
CCAGGGCCCATTCCGCTGGTCGACCCTGCTGCACGAAAACTGGAATGTCCAGGAGACGTT
TGGAAAAGGACAAGGGCTTCAGGTGGTTCAAACACCAATGAGGCTGACAAGGATGTGACA
GCAGGGAGGCAGAAT
>CL2790Contig1
TTTTTTTTTCTCTAAAGTGCTTGATTTTTATTACAGTTACTCAGATCAAAAACAGCCGGA
CAGAAATCCAAACGTGACATTTATTCTTAATCTGTTGGAGTTCTGGTCCGATCCGGCTGC
TTCCTGGGGTTTGGGACCACAGAACCTTCTGGAATCAAAGTTGGCGTTTCTTATGTTGCC
ATGGAAACTCCCGTGCATCTCCTGCCTCACTTCTCCTCCTCCAGAGTTTCCAGGACCGCT
CTGAGGATGGCAGTCACGGCCACAGCGCCGGGATCCGGCAGGGTCACGCGATCGGCGGCG
ATGTAGCTGGCTCTCCCCGCTCTGGCGGTCATGTGGCGGGTTGCCTCGGCCCCCAACGAC
GCTTTCTGAACAGCGGACCGCAGTACCGCCTTCTGCCCACCAGGTGAAGCGGTGGTCAGC
TTCATCAGCTCTTCCGCCACGGGACAAAGAGCGTCCAACATTGTTCGGTCTCCAGGATCA
GCGCCTCCATACCTCCTCATGGCCTGCGTCCCAGCATGCACTGCCCGAGCCCAGGCAGCG
GCGTCGCTCTGGCCCTGGGTCACGTGACCCGCGGCGGCGGTCAGGAACAGGCTGTAGAGC
GCTCCTGAAGACCCGCCCATCTTCTCCTCGACCAATCCGGAGAGGACGGAGAGCAGTCGC
CCGGGGCAACCTGGAACCACGTGACCCTGCAGCCACTCCTGAGCGGCTCGGGCGGCCTGA
GCGTGGGTGGTCCCGCAGTCGCCGTCCCCTGAAGCGCGGTCCAGAGAGTTCAGTTCCTCC
TGCTTCTCCAGGAGGGCGGAGCAAACCTTTTCCAGCGCACGCCGCATCAGCGGACTCAGA
GGACCTTCCACCTGTGTGTCATCCTGCGGCCGCGTCTGCATCACCGGAGGCTCCGTGATG
TAGCCACGCCCACTCACACACGCACTGCTGAGGTTTGGCCAGGCGGGGGCGCTGGTGTCT
GCATCAAACAGCCGCAGCAGCTCGCCGTCAGCCCTCATCAGACTCAGAGACA
>CL2791Contig1
CTTCTTTTATTTTGAAAATTGCATGAATGCGATGGACACCTCCACATCTGTAAATTCACT
CCCAGTGGTTTCAATTTGTAGTTGCCTTCTCCTTCACGTCTGAACATATCTTCCTGCTGC
GTGAACATCCTGATGCACCAAAGCTGCACATGGATGAGACCCAGGATCCCCGATTTTTGT
CGAGCAAATTTATCAGCCACTTCAGGAAAAATATACCAGCGTGAAGTTTATGGAGTTTCT
GCAGCTGTTTTTCAGCAGAACCTCTGCTCCAGCGAGCTTGTAGAAGATGGGCAATGGTTC
ATTTGAAAGTCAATCACCTCTGTGGGACTACAGATCTCACCTTCAGGACAAGAGTGGAAT
TGCTTCAACAACGTTCTTTCGACATAATACAACTAAAGCAGCAGCAGCGGTTTGAGAAAG
ATCAACTGCTGCAGAAAAGAGTCCTGAAGTTACACTCCAAAGCTACACATACAGAGTCGT
CCGCTCACTTTCACACTGAGACTGGGTCCAAAATGACCCGTCCAGCCTGAAACCGGACTC
AGTGGAGACCGGACAGGAGCAGAAGTTTCTCTGAACAGTCAGGTGGACGGAAATACTCAT
CAACGGACAAGACACGATGACATGAAAAGGCCTGAAGAAGAAAAATAAAACAGCAGAAAA
TTCCCGTGGAGCTGCATCAATGAGGCCTAATCTGGATGTATCTGAAGGCTTTTTTCATGC
CGATCTGAGTTTAAACTGGTTTATTTCTGAATATGAGGAACCAGTAGAATTACAGAGGAA
GAGCAGAGATCTGAGCTTAATGGCTGAACTCTCTAGACATCGTTCAAGTATTCCAGAAAA
TCACTTTTTACACCAAACACTGAGTGACATAAATAAATGAGGTCAAAGTTCCTCCTCCAC
TGCCTCCTAAGACGCCTTGATCTGATTGGCAGTTCGGGTTTTGGGCGGTATGATCTCGAC
CTTGAAGGGGACAAAAAACTCCAGAGCAGCTTTAGTGTCCTTAAAGTCCAGAAAATACTC
CTGCGCTATCTTTTCAGGCGTCCACGTCTGAGGCTGGTGCTGGTGACTGCCGAGGGCCTT
GACGGCTTCTGCGATGGTCAGCTTGCCTTTGGGGACGTTGGTGAGGCCGTACGCGTATCC
TGGGATGTGGACTCGCGTGGGCCTCCTCTCGGATTGCAGAGCCTCAGGAGCTTCCTTCAA
CGCCTCTGCTGTGGCAGCCGGGTCTGTGGACTCCACGTACACGGACCGGAGGAGTTCGTG
GAGCGGCTCGTTCTTCTGTCGAACCGACTCAGAGACGTCCGAACCGGGAAGAGGCGGCTC
TGGAACCGCGTGTCGGGGCGCCACCGTGGGCTTCTCCTTAGAAAGTTCTCTAAAGACTCG
GTTTTCCAGGTTAAAGTTTCGGAACAACCGGGCGATCCGACCTCCCATGTTGGATAACTT
CTCCCTGACCCCCGGCCATA
>CL2792Contig1
TATTTTATTAAGACACAAAAAAGAAGTTTCCAGGGCACATTTATTATCAGGTGATGATAA
ATATAAAATAAATCTAAAAATAGGGAAACAAAAAGTAATACACTTCAAAATATCTTAAGA
CAAAGAGCAATTATGGCTATTTGAAAATTAGAGCTAATTCATAGGCTTTACCTTTTTAGA
TTCAAGTTTCCGTTTCACATCTTGAATAAAGTTAAGACAATATCCACCCATATTCTGTAC
CCAATCCAATAAAAAAGCAGGATTAAACAAATCATACATCATAAAACAAATGTAGGTGAT
GTCTGCATTTCTGAGGCTCAAGTTAAGGATATAAACAGTGATCCAGTGGCGGAATAGTGT



TCCCACTTCTACAAATGTTACAGCTGAAACCACAGGCATGGTGGCAGATCCAGCATTTTT
GTTCATTACAACTTTAGTTTATCGTCTCCAGTGTGAGATTTAAGAAACCCGTTTTTGCTG
TAACCTTGCTAAGACTAGTTGCAGTGGTGCTGTTCATGTCCAATACTACACATCAAAATA
TACATCCTGTATGTGCCCTTTCATAAATACATTTTTTACAGGAACCAATAAAAAGTCAAG
GCCAAAAATGTTGAGTTGAAATGACTTAAATACTTGCTGGAATGTAAACATTGCCTGTGT
CACATCAAAGAAAATATTTACCACTTTTAATTGGTATTTTTTAACTGCTTGAGTAAAAAA
AAAATGTGAATGTGTTGCTTTAGTCCCTGAAAGCAATAAACGTTTTAGTAGAAATAGTTC
ATGATGTTCTCTCTACCAGCTGGAGTCAAAAACTCTCTTGCACATGTTTGAGTTTTCCTG
ATGCAGAGGGAATTCAGAGCCAGAGACGATCAGCCTCCTCTGCTTTCGCAGCTGAGAGCT
CTTCCCTGAGGACACGTGCTCGTACTTGGTAAGATATTCCCTGACTGCAGGGAAGGCAGC
TTTGTCCATCTGCATGCACACCAGAAAAGGGTATTCTGAGAACTGTACAGTGGTGATGAA
GTCCAACGAAGCCTCAGTTTCGAAGCTGACCTCCATGCCTGCCCTTAAGAAGTCCATGTC
CACAGTCACATTGCCAGTAACCACTAACGCGCCCCTGTTGTTGACGCTGGTCTTGGACTC
CCTGTACCAGAGGCTTATCTCCATCCCTCCAGAAATGTCAATGCTAACCCTCCTTCC
>CL2793Contig1
TTTTGTAACATATAACAAGGGTTGGTGGCCAACAGGCCACCGTACATCACTTTGGTGATA
GCTCACATAAGACACAGAGAGGTACACGACTTTTGCTTCTGCTGGAAATGTTTTCTAATT
AAACAAAGAAGAAAAAAGAAAACTCCAGGCGAAATCAAAAGTCTATTTTCAGCAGTATTT
TATGATAATCAGTTTTGTGAACTGATCCATGCAATATTGCAACTGGCAGACACACACTCA
GCTCGCAAGCTTGGAAAAAAAAAAACAAATGCACACNCGCACAGACGCTCAATTCAAACT
GACATTTTCTGAATGTTAATAATATGTCTCCAGCTCCACCCAACCTCCTGGGCTTCTCCG
CAAAATGAATTTACGGACCTCATCATAAACGAAAATGAGAATGCTGTACGGGATTCCACA
GAACCACCACATCAACTTCAGGGGGTACATCCGCAAGGCCACGTCCATTCCAGGACAGTA
GGAGAGGAAGGCAGCCAGAGCCGTCTCAACAAACAAACCGAAGATCAGGACCCGGTTCTT
CATGCCTTGTTGAAAGAGAGAGTTCCTCCTGGTCTTGCAGATGATAAGATCCGCCCACTG
AACGATCACAATGCTGGTGAAAAAGGCTGTGTGGCAGGTGAACTCCACAATCTTCCTCTG
CTCGTAGGTCCACTGCTGGCCATAGCTGTCCTCCAGGTCGTTGGTCTCACGGTCGTCCCA
GGGAATGCGGATGCCCACCAGGTGTGAAGGGAGGAAACCGTTTTCAGCCAGAATCACAAA
GTAGGTGAAAAAACCAGCCACTGCCTGCATCATTCCTATCTGCCCGTATGCCATGCTGAT
GAGCCGTTCGTTGACCAGCTTGTCCGTTTTGGGGTTTCTGGGCTGCCGCTTCATGATGTC
GCTCTCCGCCGTCTCATAAGCCAGAGAGATTGCTGGAACCATGTCCGTGCCCAGGTCAAT
GCAGAGGATGGTGACGGTTCCCAGAGGAAGAGGAACGCTGGCGAGGATGAAGAAGAGAAA
AGGGGAGATCTCTGGGATGTTGCTGGTTAACGTGTAGGCGATGGACTTCTTCAAGTTGTC
AAAAATGAGACGACCCTCTTCCACTCCGGTGACAATTGAGGCAAAGTTGTCATCCAGTAT
T
>CL2794Contig1
TTTTTTTTTTACAGGAATTTAAGAATCTCTTTATTATAATAATAAAGCAATGATATATCA
CTTTGCTTCAATAGGAGTAAAAGGAAATACACTTTTGTGATGCAAAGTTCTTGTTTCTGA
ATAACATTGCAGGTGTGTGCAGGACATCAAGTTTGATAGACAAATTCTTCATCATGAACC
GAGGCAGGAGAAAAAACAAAAACACACAAACACACACACACAAATCCCATAAACTTGCAC
AAAATGTATAAGAAATTTGAGCTTGAAATTGGGTGCAGTGACTTTCATCCCCTTTAACTT
TTAAACCAAGCGGTGAAAATGTTGGAAGATGCAAAAAACGACGACAAAGCAAAACAAAAA
CTTCAGAGGAGGAAGGGGGGGGTTGGATTGATGATGGGCTTCTGCAGTTAGATAACGTTG
GCGTAGCAGCTGTCGCAGTGGACCTTCCCGGCGTGAATGAACATGTTAAGAAGAAGGTCT
CCCATGGGTTTGCTACACTCGCCGCACTTAAAGCAGGAAGAGTGGCAGTGGATGTTGAGG
TGATCAATGCTGATCTTCGCATCGTTGCCCACCTGCTCGCCACAGTACGTGCAGGCAGAT
GACTGAGACACCCTGCTGTAATTGGATGGACTGCTGTATGAGTAAGTGGCAGAGCTTGAA
GTCAAATAATCAGAATCTCCGTTGGTTTGATCTCTGGAATTCTGCATTTCCGAAACATTC
ACATACTCCTTCACCAAAACAAGCCCCTTTTTGGGTTCAGGCGTCACGACTCGCTTCTCT
TCTTTCACCACAGCCGCAGAGGAGGTCACAGATCTTTCCTCTTCCTCCTCATCTTCTGAA
TCATAGACTTCATAGACAGTGGGTGAAGTCCATTTGTCCCACGGCGAGTCGTTCTCGTTG
GACTTTCTCTCAAACATGATCACTGTCTCCACTGATTGTTCTTCTTCTTCCTCTTCTTCT
GCTCTAGCTTCTTGGCTGCTTTCCTCCTCTGTGTTAGTCTGCTGGGGTGGGCTGGTGTTT
CCTGGCTGCTGAGAGCTTGAGGTGTCGGTGTTGATGGG
>CL2795Contig1
CCCGCGGCCACGGGTGCTTTCGTCCAACCGGAGATCCAAAAACGTGAGCCGCCGTTTCAG
GTCGGCGCGGTGTCTGTGAGACGCTCTGAGGCACAGCTGGAGGAGGACTTGGGCTATTTT
CTTAGGCTTTCCAGATTTAAGTTTTTATTACTTTCTCTTCTGAATGTGACATTTCTGTCC
TGCACCCCCCCATACTGCCCGATCATGTGATCATGAAGAAAAAGGTGGAGGAAGGTTGCA
GAATGAGCACGACGGTTCAAAAAGGACAAACGTCGGCCGTACGATGCGAAAGAACCGCAG
GACGAAGCGTGCATCATCCTGCAGCACAGACGTCCTATCAGAACCAAAAATAAAGTTTGT
TTGGGGCAGCAGGACTTTTTCTGAGGATGTGCAGTGTTTGAGTGTGAAGCAGAAGCTTCA
GCTGCTTCTGTCAGTCAAGTTCTCCTCGGATCACGTCAGGAATCCTGAGGCCTCGGAGCT
CCCGATCATGAAATCAATGACTGTCTGGCAGAAGTGTTTGAAATCATGTGATTGAGAGCT



GGTTACGCTTGTAAATAATCTGAGTCCGAAACCGGAGCAGAACATGAAGAATCCAGGCCG
TTTGTCCGCCGCCGGGATGAAACCACTGCTGTGAGTGGAGCAGGTGCTGCCCCCACAGGC
TCAGAGTGGAAGTGCAGCTTCCACGCCTCGCCTTTCTTTTCCCTTTGCTTTCCCAAACCA
TCAATTTAAAACGTTTGTACATTTCTCTTTTTGTTTTCTATAAGAAAAAGGAAAATGAAA
CCAAGTGAATTATTGCTTTGGAAGAAAAATGTAAAGATTAAAAGAGATTTTGGTAAAAAA
AAAA
>CL2796Contig1
ATTNAAAAAAAAAAAAAAACAGTCAGGGGACCCAAAAGACTTATGAGGACTTAGGGTGGT
GGGGGGGAGAGCAAGGTTGCCCATTGTAGGTATAATGTGTCTGTTTTTGTTTCAGCTTCA
TACACTCAGGTACGCATGAAGCCTTTTGGGTGAGAGCCAAATAGGAAGCATTCCTCAGTT
TGCCCAGTAGGGGGAGCTGCCATAGCTGGATTTGCTGCCTTGGGCTTTCTGTTGCATTCC
ACTGGACTGACTGCGCTGACCAGGACCACCCTGTCCATCCTGTGTAAGGTGATGGTGCAA
CAGCTGGGAGTGCGGTTGTTGGTGTGGAGGCAAAATGTGCAAGAAAGGAGCAGGAGCATA
GCCAGGTGCACCCCCTGGATTCATGGGCCCTGTTCCTCCCATAGCTGAAGGCAGGTTGAA
AGGGGGTGGAGTCCCTGTGTGGAAGCCCTGCTTGTCAAATGGCTGTGTTTTGCTGTAGAT
GGAACCCCCCATGTCTGGTACTCCACTATTGGTACCTGATCCCGTCAATCCTGGTGCTTT
CCCTTGGCCGCTGCCCGCTGACTTGGGCTGTGACTGGGCAGAACTTCCATACCCTGCCTT
ATTGAATTCACCACCATGGGCTTGAGATAGGTCATCAAAGGCTGTGCTGTACGCATGCTG
TCCATAGCTGGGCTGATGCTGCTGATGATACTGACTGGTGGGATTTGCCAAGCCCATTGT
TGGCTGTTTGGCCGAACTGGGAGGCACAAAAACTGCGGGAGTGTATTGAAAGGCGGAGGG
AACTCCTGGCATGCCAGTGTAGTATGGGA
>CL2797Contig1
ATTGTTTACTTTATTCAGAAGAAAAAAAAGTACAAAATATTTTTCCAGCCATCGCTAGGA
TAAAATACTCCAAACCTTTCACAGTTCCATCTCGAGATTCAGACTATAACAGAAAAAACA
CAGAGGATAAGTCTATATACAGCAACAACCTTCAAAGTCTCATTTCTTAAATCTGAAACA
AAAAGCTGCTCATAAATTACAAGCTTACACCTGATTTTGTTGTTCTACCAATAACAAATA
AGAAATCACCTACACAACAACAAAAAAAGCAACTGTAAAAGAAGGCGACTGTGGCATGAT
GCGGTCTGTTCAACCACAGAATGCAAGCTAGAAAAAAAGGAATTAACCCCTTAAAAAAAA
ACAAATCTTTAAGGAAAATTGTACAGCTGAGCGCTGCGTTTGAGTCAGCTGATCACAGTT
CATCTGTGGACTCCGATATGGAGCGCTCCCTCCTTTCTCGGCCCGTGACAAAGTTGAGCA
GGTCCACGGCGGTCACCACGCCGAACACCATCTGCTTCAGGACGGCGGATCCATCTGTCA
GATACTGAATCTGTTCGTGAACCACCAGAGCAAAGTGGTCGGTCTCAAGGATTCGGGAAA
GCTTTCCCAGGTTGTCAGTCAGGCGAATCTGTCGGAACTGCTTGTANAGGACTTTACTGA
CGGGGTCGGACAGTCGGATCTTTCCTGCAAGGAT
>CL2798Contig1
GGCACACAGCAGATTGTCATAGCGTACGGAGGGTAGAAAACATTTACATTAAAGAAGAGG
AAGAAGGTTGTCCAGAGTCTGTAGTGTTACTGAAGGTGTCAAAATGTTTAACATGGAGGG
GCAAGCTATGTTGGGTCCACCCACCGCTGAATCCTACGGCCCGAGTGCTCCGCCGGCCAC
CATGTTTGACAGCATGCCGGGATATGAAGGAACAGTAGCGGGTGGAGGGGGATTTTTGCC
ACCCCCCATGCCTGCTTACCCAGGTCCTCAGCCTACACCTGGACCAGAACAGCCAAATTG
GAACATCCCATCTATATCTGAAGATACTGCACGGGAGGCCTTCATGCTTTTTGCCTCTAG
CAAATGCTGCTACAGCTCTGCTCCTGCAAAAGATGGCGTGATCACCAACATGGAGGCCTT
CAATACATATAGGTATCGCCTAGAGACATTTACTGAATCGCGATCTACAGAATGGAGCAA
TGAACCATACTCTGGCCAAACAGTGGATGCCTATGCACAGCCACCTCCGGGGCCTTGGGA
TATCCCTGCAAACTCACCCAGTTTATTTGTGGAAGGGAGGCAGTGCATCAAAGTTCCATA
CACGTCATCTGTGAAGAACTGCCACAGCTGCGTGGGAATGGGGAGAAAACCTTGCAAAGA
CTGTGTTGGAGCTGGTAACAAACTCTGTTGGGTGTGCAATGGATCTGGATTCCGCATTGG
AGATGACAGATGTTACCACTGCAATGGCAGAGGCAGAGAAACTTGCAATGACTGTAATGG
GCAAGGATCCAGGATGTGTGAGATTTGCAATGGAAAACAGCAGCTTCTTGTCTTCATCAA
CCTCACTGTGAAATGGACTAACAACACTGATGATTATGTTGTGGAACAGCGCAGTGGACT
TCAGATGGAAAATCTTCGTGAAGTGTCTGGCAAGGAGCTTTTCAAAGACTCCCAACCCAT
GGTGTACCCTGTGATGGGCTTTCCAGATCCCAATGTGGTACAGGCTTCCCAGCGTCTTGT
CAGTGAACACCAGGGAAAATATTTTAAGACATCTCGCGTTTTGCGGCAGCGCCAAACCAT
CGAGCTGATCCCTGTCACAAAAGTCACCTACACATGGAAAGGGGAATCCCACATTTATTT
TGTTTATGGAAATGAGTTCAAAGTCAGTGCGGATAATTATCCTGCTACCTGTTGTTGCTC
TGTAATGTAATTGTGGGAGCAGATGATGAGCTCTGTTTTAGCAATCAAAGCCACAGGATG
TGTGGGTCAGTAAAACTGACTGAAATCACTTACCCATATATAAGTTGGAAATTACGGTGG
AAATCAAAGCATAAAGGGAAAATATGGGACAAATGGAGGAAAAAAATGAGACTTTTATCA
ATTTAACCTTTTGACTAAATCAATCTCCAATTATGATTTTAATAATTATTATATTTCAAT
AATTATTATATTTGAATAATTACACATTAAATGCATTTGTATTTTATGTGACTATATTTT
TCATAAAAAANCNAATAAAC
>CL2799Contig1
GAGAGAACTAGTCTCAGTTTTTTTTTTTTTTTTTTCATAAATAAATCAGTTTTATTGTAG
CATATAAAATTAAATCATTTTACAATTTATTCCAGTATGACACATAATATCCAAATAAAG



TAGCTACATTTAGTTTTGATAAATAATATTAATAACAAAAAAAACAATAAAAACATTCAT
TCATTCTTTGACATGTTTGCCTTTTTCATGAAGGGAGATCGATAGCTGCCACAAAAACAT
GAACACTAATGCCCACGTCAGGAAGGAACCAAACTGCACACTTGTCAAACAAGTGATAGG
GATTGCATTTTGTTGTTGTTAAGATATAAGATGGTAGGGTAAGCAAAGTTGCGCATGTGC
ATATCTCCATATGCACACGCAAGTCTACAGTCTGGGTCATGTCTGCATAAAGAACATCAA
AATATACACAGTGAATTGATATCAGCCGCTAAGTTCAATGTACAAATATTAATTACATCC
TGCTCCATGACGAAGCTACTTCAATGCTCCAGTAATATGAAGCAATTTGTATTGAGAATG
CTGATGTAGTCACAGCATACAGTGCACTTCATTAAGTCCTCATGATGTAAGCCCACAATT
CCTTGGGAATCTAGTTACAACAAGAAGCTGGTAGTTGACAGGCAGTCTATTTACACCCCT
GCATGTGTCAAGGCTGCCTTTGGCTGCCTATCTCTGTCTCCTGCTGAGGGGGGTCGGATA
TCTGTCACCAATCAGTCTCTGAACTTGTGGATGTCATTGGAAAGGCGGTAGAAGGGGTAG
GAGGCTTCGTTGACATGGGGACAGTTGTGAGTGCACTTGCAGGTCTCGATCATCATCGTC
TTCTTGTAGAAAGTCTCGCCGTCCTCGCAGCGGAACTTGACCTGGATGGTCCTGGTGTCG
TGGGGGCTGCAGCAGCGGCCGTCCACGCAAGATCCACAATATCTGGGCCGGTACTTCTTC
ACACTGGAGCAGCCGGCGTAGGTGAACTTGACTGGCTGGCTTGACTTCTTGGTTCTGTTG
CACTTCTTTCCTTTCTTCAGACTAGCGTAAGAGGACTGGGTGCATGGCCGGACTTCACAG
AGTCGTGTTTCTCTGACCAGCTTGCACTCGTTGTTGTTGTTGGTCACCCTGGTGGGGATG
CCGGTTCCACAACTCTTGGAGCACTGGGACCAGGGTGTGGTTTGGACGATACATTTGGGG
GAATCAAACATGTAAACTTCAGGTTGAGGTCTGTATGCAGGCAGGGTCTTAAGTCCTCCT
TTGACAATTGCAATGAGCTCATTCCTGTTGGTCAGGTCTTTTTCCAGCTCCTCAGTCAGC
TTGTCTTTCCCAAAGATCTTCTCCAGGATACCCGGCCATAATGNCC
>CL2800Contig1
GAGAGGAGGAGGAGGAGACGGACGCGCCAAGGCCTTCGGAGAGCTCCTGCACTTCCCAGG
AGGCAGAAGCCATGGTCCAGTTGAAGGACGGGCACAGACAGGATAGCGAAGCCTCCAGCT
CTGCAGCCGCGTCCGAGGACCAGGAACCATCCAGCAGCACGCCGGCAGAGATGAGCGCGA
GCTCGGCTGAGGAAGAGCGGGCCGAGCGGGAGGTTCCCTGCGGCTCCGAGGAAGAGGCCA
GCGACATGGATCAGACGGAGCAGCAGGCTCCAGCAGGAGAACCGGCACCCCACAGGGACG
CGGGGGAGGGCAGCAGCGATCCGGTCAGCAGCAGCAGCAGCAGCAGCTCCGAGGAGGCTG
CAGAGGCGGCCACAGCTCCCTCCAGCAGTACCCCCGAACCTCCAACAGAGGGCTCCACGA
GCAGCTCTATCTCTGACACTGGGACCACTGAGGAGCCGATGGAGCAGGACTAGACTGAGC
CTTCGCCCCCCCCCTTTCCTCGTGCTGCCGCGTACGACCACAAACCAGCTCGTCCTCCAA
CCCCGCTTTACTGTCACTGCGGACGACGGGAGGAGCACCTCAAGGCGCGCACGTCGGCCC
CCTTCTGGACACTCCCATGTTCTACCTGAGCTCACCTTTGCATTTCCTCCCCGTTCAGTG
AGTGCGCTTCTTTTCTTTCAGGTGAAGTGACGGCCTCCACACACAAACTTTGTTCATAGA
ACGCGTTCAAACCCGCGGAGGATCTCCTCCTGTTTCTGTCAGCCGTGTTCTTTGCAATAA
TACACTACCCCTGAAATCAGACCAGTCAGCCTTTCTCCATAATTTATGATCATCTCTTTT
GTTCAGACAGTTGTAGTTTCCGAAACCAGCCGTACGTACAAAGACAAGCGTTTTCCTTGG
ATGGTGATGTCATCGCGTGCGTCCATCTCTAGCCGCAGACCCTGGATCCGGTTCTACAGC
CATTTCTGCAGTTGTACTTTTTGATATTTAGGATTTTCAATTTCTGTAAAGTAGATTTTT
GTAGATTGTAATACGGTATGTGTTCACTGCCTTTGTGAAAGCATATATAATTGTATAATT
TCTGTGTATACTCTGAATGCTTCAATGCGGGATTCAGAAACGGCAATAAATGTTAACATT
TTCAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL2801Contig1
TGTTCTTTATTGTGCTAGTGGTAAAGTTTGGTACAAACGTGTAGTCTTAACAGATCTGAA
AAAACTAAATGTTGCAGACATCGTTAGAAAAATGTGTTTAAGGCAAAAATAAAACAGTGT
CAGCAGTTTAAGATCTCAGCTGTTTAACATTTATTTACCATCCTTTCCCTTTAAGCGGAT
TTGAACAAAACTACAGGAAAAAATATAAATACAAACAAAGAATAAGTTATTCTGTAAACT
GAAAATGGACAAAACGGCACTCAAAAATGTTCTCTTTGTAATGTTTTTGTCTTCAAATTG
AAAGTAAAAGCTATTTCAACAAAAGTGTCTGAAAGGTAAGTGCTGTTGGGGCTTCATCTA
GGTCGCTGTGCTTCCATTTTCTGACGAAGACTCGTACTGCTGAAGCTTTGCTTTAAGTTC
TTCGTTTTCCTCTGCCAGACGTGCACACCTCTGCCTGAGGTCGATCACCTCCTGCTGCAG
AGCCTCAACGTCCTCCGACGTCTGGCCCACGGCACCAAGGTTCTGCTTGACAAATTCCAG
GGCATTAGTGGGCTTCTCCGGCTTCTCATACAGAGACACTAAAACACTGGTGAGACTATC
AACAACACCGGCTTTCTCCAAATATCTCCGAAACTGCTCTCTTTTTGAGTCCGAGGCTCT
GTAATGCGCCATTGGGCTGTATCGTTGCTGAAGTTTCCTTCAATGATTAGGAACCGAGTT
ATTTGGAATGGACGATTTTAACTTTCGTTTTGACGTTTTTCAACTGCTCTGCCTGTCCCC
GGCCATAATGCCCGGGTTAANCGGGC
>CL2802Contig1
GCTGCGCCGGTCAGCATTCCCACGTCAGTCTTCATGGATGTGAAGCAGGAAATATGGCAT
TAGGACATCCGGGGTCGGGTAAAACTGCCTACTGTTCAAGGCAGGATGTTTCCGTTAGTA
ACAAAACTGTCTTTAATCAAAATGGTTTCATCTTCGATTTTCTATTTATTTCCCTAGAAA
ATGAACAGACGTACTTATGTTATGTATTTTTTCTTTTTAGATTTCTGGTATTGGCAGAGG
ATGTGCAGCACAGCTTTTGTTTTATGATTTTTTTACTATTTTCTTTGATTCTTTTAAAAA
TATTTTGGGGGTTCTGTTACCACATTTTATCGCTTCAGATTCATCCTCGCATTGCTCCGT



TTACATGAATGTTTTTGCATCCATTTTCCAAAAAAAACAAGCAAAAAAGATGGTTGATCT
TCCTTAGAGAGAGCCTGGTAGAACCTGCTTTTCTTGCAGTTCAGGCCTTTTGGAGGAAGT
TGAACACACTTGAGGTGCCTTTGTCCAAAGGAATAAACCAACCTGGGTAATGCTTGAAAA
ACGTGATGTTATGTTTTGCTCTAAATGTTTATTGCTGTTCTGTTTTTTTTTTTTTTACNN
CNANTTGGGGGGGGTTGCCCCTGGGGCCAAAGTTNCT
>CL2803Contig1
GCTGCATTTTACTTCGAATGAACCGGATTCTGGGTTACTTACCTGGCCAAGGAAAACCAA
TAAATGTGACTTGTGCAGTCAAGAAAGGGCCAGCAGAAACATTAGGAGAAATTCAATTTT
TCCCTAGAAGCATTTTTGACTTGAAGTACTATCCATACTATGGGAAGCTTAGACATGTGA
ACTACTCATCCCCGGTGGTGGCTGTGCGTTTTGCAGGAGTGCAGTACGACACTCACATCC
NGGTGCAATGCAAACTGAACGGAAAGGGAATCATCAACGATTCGCAGACTGACCGCTACC
TGGGAAGCGTGACCTTCTCCCTGGAGGTTGGAGCGTGAGGGAAAGACATCCCTGCCAGTC
AGGTGCTCCCGCATTGAGGCAGGGAAAAAGCAAAAAAAGTCCAAGAAAATAATTTTTTTT
GAACCTTTATTTCCACATTTCTCTTTGCTAATAATTCTCTTAATATCAGCTGTGAAAATA
AATCTTTAAAAAGGGTTACTGCTAAATTTTTGGAGCAAGCGTGTGACAGCTGGACCCACA
GCAAACAGTGGGAGTTTCAGTTAAGTTTCTCATATTCTGTAATGACTAGCTATACGAATG
AACTTAATCACACTTTGCCCTCTAGTTATCCTTTCTGGCTATGCAAATTCAATCATGACC
TAACCATTAGTAAGGATTTACTTTGTCAGGTTAAACAATTGGTTTTTTTCGTGCAGTTTC
CTGTGACCAAGTGTACTAATTTGTTTTTCTTCATATTTTTCAGAAAAAAAAGTTTTACAA
ATTCAAAGAACTATCAAATACTGAAAGCATGACTTGTACTGTACTTACACAGTAAAAAAA
AAGATGTACCCGATCACTGTATTTTTTATAGAGTAGTATGAATTTAAAATAAAATACCCA
CTTTTGTAAAAAAGAAAAAAAGAAATGTTGTTGAAAATGAGATACTACAGAACTGATCAA
TAAAGAAAAGAAAAACTGTGATATAAGTAGTTTCTAAAATGTCTGTCCACTATTTTAAAA
TAAATATAACTGTTCTGTTGTAGTGTTAATGCTGCCTGACATGCCACCTT
>CL2804Contig1
ACCACGTGGAGTTGCCTCCTGAAGATGCCATTGGGCTGCTGGATCTGGCCACCTCGTACT
GCGAGAATCGTCTGAAACGTCTGTGTCAGCACATAATCAAGAGAGGAATCACCGTGGAGA
ACGCCTTTTCCCTGCTGTCTGCCGCCGTGCGCTACGATGCCGAGGATTTGGAGGAGTTCT
GCTCCAAGTTCTGCGTGAACCACATGACTGAGGTGACCCAGACGGCTGCCTTCTGGCAGA
TTGATGGAAATCTGCTTAAAGATTTTATATGTAGAGCCAGCCGCTGTGGAGCCTTCAGGA
ACTGAGGTGAGGATGGGACAACTGTTGGACTCCAGAGGTCAATTCGACTGCGTCATCGCC
TCAAGTCGACTATCAGCAGAAACTCTTACGATGTTCAACACTTCAATCAGGTTTGGTTTG
AATTCCAGTTCTGGATAGACTCGGATGTACTTTCTGGAATGAAAGGCTGATCCTCAACGG
TTTTACTCTGTGCCTCTAAGAACACATTTATGGTTTGAAAAAGAAACAAAAGATTTTCCT
TTAAAGTTTTCTTTTTAAGCAAGTTAGGTCTTTGTAACAAAGCAAAATTACTTGCCAGTT
GCTTCCTATAAATATTTTTTAAATAGTTTAGTTTATTTGTAGTGACTGGGTTACTTTACT
TTGGAATTATTGGAATTCCACACAATAATAAAACTGTAAAGTTTAGGAAACCAAAGAAAA
ATGAAAACTACATTTTAAGGAAAAAACAAAGCTTTTTATTTTCTCATTTGCCTGCTAGTT
TTTAAAATTGAAAACATGTTTTTTCTTTTCTCCCCTTCTTTCTGAGAGTAAAGTTGAGGA
TTTTTTTTCCTTTGTAGGCCAGCTGGCATCTCAAAACTTTTGCCTTGGCAGCCAAAAAGA
GCTTCTAAAAAAGTGAGACAAAGTAACTGAAGAAATATAAAAAAAATTAGATTAGGGCAG
AAAGTAAAGAAATTAGGAATGTAAACTAATTATTCCAAATCTAAAAAGCTAAATATATTT
TCTATTGAAATGTTGGTGTTACACGGGGATTTGCTCTTTCAGGTTTAGAATTTTGTGGTA
TTTTTCAGTCATTCCAGAAATTCTTAAGTTTGCACTTTTGTTTATGATGAAAAACATCCT
GAAAACATTGCACCGCGTACCTCCAGGGTTTGAGGATCCAAACGAGCCTCTTTGCACATT
CGGATGTTGGAATTCTAAGAATTTGAACACTTATGGGTTTGGAACCTGCAGCAGTCTAAG
CTGAATTCAAATTCTTAAATTGCAGAAGTGAAAAAATACAAATGTATTTCTGTCTTAAAA
CCTTGATGTTAATAGTTCATTTTGTTTCACTTTGGGCATTAAATTAAAGATGAAATGAGT
TTTTTACAGTAGAGTTTTTACATAATAAACATTAAAGTGTTGACAAAGTGTTAATGGAGG
TTGGAGACGTCTTAGCTGCCTGGACCTTCAGGTATTTTTTATCTGCACTACTTGTATGAC
TTTTCAAACAAAAGTATTATTCAACTATTCTGTCAAACAATACATAAGTTAATAGTCTCT
ATTGTACTGAGGATTATGGAGTGCCAGTTCAATTTG
>CL2805Contig1
AGGAATTCGGNCGAGGCTGAGCCGGACGTTTTCGATTGAAAATNGAAATGAGTTTAGCAA
ACTTCAACCTGCTGTCCTGGAGGCTTCACGCATTTCGTGCAGGGAACATGAAGAACACAA
ACTCGAGGAAATCGAAGGTTAAAATTAAATGATGAACAAACTCCGGATTGTCTGTCTGAA
GGTGTTGGACAGGTTGATGTTCAAAAATGTACTTTAAGGATACAGATGCTTTAAGTTGCC
TCTGGTTCCCTGCAGATCTCGCCGTTCCTTGTAACGCTTCTGGATGAAGATGAGAGTATC
AGGCAGTAAAAGGGAAACCTGCATCGTTACGCCACATCATTCTGTTCAATCTGATGGAGA
CCTAAAGCAACGGCCGTCTGACATGTTTTGAAGTTCTAGCTTGGTTTTCTTTAAACCTTT
TGTTTCAGAGCTTCCCCTCCAATTAACATTTATATAATCAACAGAACTTTAATGTATGTA
GAAAATCAATGGTTTCTGTTGTAAAAAAATTTCACATGTAAAAGTCATATTGCAACTGTT
GAGGTAAACAGAAATACTCTCATATTCAGTCCTAGTTTGCACTTATTTCATTGCTTTGAT
TTAATTACTTGACCAAAACAACACTTGCTAATTACTACACTAAGTGACATTAATAAATGC



TGGTCTTTCTGTTTTTTATTAAAGTGTTTTGATGTTATTTAGTCTGACCTTGTTTTATTT
TTGTCCTGTTTTAGACCAGCTAATGTTGTATTACTACATGAACTAATCTGCTGTTAAGAT
AAATTAATAAAATTGTGATTTTGAAATTCTAAAAATAAACATGAAAATCATGATGTGAAT
GTTTAT
>CL2806Contig1
ACCCGGGCATTATGGCCGGGGAGAAGGGGGAATGTCGGTTTGTGAATGATCTGCGTCTGA
GGCGGCGGGGAGAGTTTTCGTGATGGCACAACAGAAAAACCTTGAGGGATATGTCGGCTT
TGCAAGCCTCCCGAACCAAGTTTACAGGAAGTCTGTGAAGAGGGGGTTTGAGTTCACGCT
GATGGTTGTGGGTGAATCCGGTCTGGGCAAGTCGACGCTCATCAACTCGTTGTTCCTAAC
AGACCTTTACTCGGCAGAATATCCCGGACCTTCACATCGAATCAAAAAGACTGTACAGGT
GGAGCAGTCCAAAGTGCTAATAAAAGAGGGCGGAGTCCAGCTGCTTCTAACAATAGTTGA
CACCCCAGGATTCGGAGATGCCGTCGACAACAGCAACTGCTGGCAACCGGTCATCGACCA
CATAGACAGCAAGTTTGAAGATTATCTGAACGCAGAGTCGCGGGTCAACCGACGACAGAT
GCCCGACAGCCGGATCCACTGCTGTCTGTACTTCATCGCTCCGTCAGGACACGGCCTGAA
GCCGCTGGACATCGAGTTCATGAAACGGCTGCATGAGAAAGTCAATGTCATCCCGCTGAT
TGCCAAAGCAGACACCCTCACCCCAGAGGAATGCCAGCAGTTCAAGAAGCAGATCATGCG
GGAAATCCAGGAGCACAAAATTAAGATCTACGAATTTCCGGAGACGGACGACGAGGAGGA
GAACCGGCTCGTGAAAAAAATCAAAGACAAGCTCCCGCTGGCTGTTGTTGGAAGTAACAC
CATCATCGAAGTGAACAGCAAGAGAGTCCGAG
>CL2807Contig1
GTGCTTTTTTTTAAAAAACAACAAAACAATAGAANACAAAAAGTAAAAACCAACAGCATT
TCTTATGACTTCAGAATCATAATTACAAACAAGTGGAAGAAGTTTTTTTTTTGGACAAAC
TGTACACGTCACAAAATGTCTGCCAGTCTGCCATTTACAATGCTTGCATCTGCTTTTTGT
GATTGTCTAAAAAGAACTAAACAAATCACACAAAAACACACAAATACAAGTACAAGCATC
TTACAATGACTCATCACAAAAACAGAACCGTTTCCTATTAAAAAAACAAAATAAAAAGCA
AAACAGGGTCGACAGCTTTACTTTCCTTTCTGTTACCATTTAAAAATATGACATTTTTTT
AGGTTGGTTTGTTTTTTTAGTGTTCAACACTTTGCAGCAAAAAGAAAGGAGCTCAACTCT
CCTCAGAAGAAATATTATTAACAAAGTTCAGAGACAAAGATGGCGTCTCCGCCGCCGCCG
CCGTGGCGCCCAAAAACCTTTGTCTGCCTCACATTCTTCTGATCTCATGAAGTAAATTAA
TTTATAAACTCAGTAAAGTTTTATGTCATGAGGACAGTTATGGTTTCTGAACATTACAAA
AGTCCTCTGCGCTTAAGTGTTTCATTATATTAATACAAATGGAAGAAGTTCTAATATTAT
ATAATAATCATAATACGATATGGGCTGAGTTCTGTACAGTACAATAATAAACAAGGTTCA
TATTTCAGATATTGCTTTTGGAGACGCTCCTCAATGGAAAGTGTGTATTTACATAACATG
GCACTGTACAGCTTCCTGCCCCCCCGCCCCCCGCCCTTCATCAGTCGCTCCTGTCAGTTT
TTCTCGTCAACGGAAGCCATGAGGGACAAAAAGGTCGCATAAAATATCATTTTTAACATT
CTCCATGGCAGCTAGGAACCAAAGAAAGG
>CL2808Contig1
TTTTGGTTCTTGTCAGTTTGCACATAAACTGTGAAGTACATCTACAGAAAGACTGGTTCA
GAAACAAGAGAAGTCGAGATGTGTGTCAGGCATAGTGGCGGAGGGCTGATGATGTGGGCT
TGCTCTGCAAGAACTGTACTGAACTACAATCTCCTCTGTTATCAGAGATCAGCAGGGGAC
AAAAGATCCAGAAGGTGGGACGGATGAAGGTAAGAAAGAGAGGAAAGTCGGTAAGATACA
AAAATTCTTGACGACAAGTGTTTAGACCTTTTTGACAGAGTTCAGCCAGAATAATAGTTT
GATCTTTGGAATACAGAGTTGGTTTTATCACAAGTTTTTCCAAGTCCTTAAAGATTTTTT
AACCAAAAATGCAGAATCCAGATCCCCCAGTGCAGGTGCTTCCATACCACTCCAGGTTCC
AGAACGTTCAGCTAGTCCAGGAAATGTTTGTGCCCAGCTGAGGGATTGCCTGGCATCTGT
GCTCGGAGTGGTACACTGCAGTCATGGAAAAAAGTGCAGTCAGTGCAGAATCTGGTCCAG
CTTCTCGTGGTAGTACTCATAGTTATCTTTGCAGTCCTCCCACAGGTTCAGCGGTTGCTC
TTCAGTTTCCACAAAGGTGTCCCAGGTGTAAGAGAAGTCCAGAGGCTTCATCACTCTAAG
CTTGCAGCCGGCGCTGTGCAGGGCCTTCAGACCAGCCTGGACCTCCTCTGCCTCCCACTC
GAACAGGCGAGCAGAAAAGATGCTGAGCTTGACATTTTTCCTGGCCTTCAGCACCTCTGC
TAGCTTTAAGGAACAAGCGTGGCAAGGGCTGGACGACACGTACCAGGTTATTGTATACTG
AACATTGGGGTCAATGTTCGGCAGACAGTGTGTGAAGAATGCCTCCTCAGCGTGGATCCC
AGCGTGTTCATCCTCCAGGTAGCCCCTTAGCAGCCCATCCCCAGCACCCCCAGTATCAAC
CAGGTAACACAGCAGCGTCTTGTTGCGCCCGGACGAGTACTCCACATTTTTGAACTGGAA
CTTGAAGACAAATGGGTCGATCCGGTCTCCAGTGATGACTTCAAAAGGGGGTAGCTCCAT
GGGCTCAAACTGAAGTGTGCCATTCTCACTGTTTTCCACTGCAGCAGCAGATCCTGAGGA
GACCTCTCCGTTCTCCTCAGGCTTCTGTCCGTCATCTCTGACCTCCTCAGTCCGTTCTTT
CCTCTTTGGCAGGGCGCGCTTTTTGTCAGCCATTAGAAAATTATAGTGCAGACAGAAGAT
CAGAAGACACCAAAAGAAGATCTGAGGTGG
>CL2809Contig1
TAGAAAAAAATGATAACATAGATGGACTGTTCCCTTCCTTTGAAATGCAGGTATCTATTT
ATTTTTATTTAATACACCGTTCCTTGTACAATTAGAATTCATATTGATAATTGCCTTTTA
CTATTTGAAAGCTGTACTTCCTAAATGATGCGTTCGAGGGTTTCACGGGTTTCAGGCGGC
GTCGGGGCGCTGGAGGTGTTTGCAGGGGAAACTTTGAAGTTGGAAAGTAATTTTTCAGGT



CGATGGATTTTAAGCTACTTCCTGTCTTTTCTCTAACCTGCTGATTTATTTGGTTTTTGT
CATTCCTTTGTTTCCATGGGTTTGCGATCAGGACGTTTGAGCATTGGAATCTAATTAGCA
TGGGGTGGGTGGGGCTTGGTCATCAGATGGGGGGGTGGTAAAAGATGGAAAAATATTTTC
TTTTCTCGGAAATGACAAAGAACACGATAACATTGAAATGTTTGTTTTAAATAGAGAAAA
TATTTTTTTTAACTGCAGGGCTTGGGGAATGCTGCAAGGGGCAAAAACTACCAAGACACG
TTGGTCTTTATAAGTATATTATACTGAGATATTAAATTATGATTAACTAGAAGGATAACT
ATAGAATTAACACTAGTTTCCTGCTATCTTCTTTTTGCCTGGGTCAGATTTTTATTTTTA
CTATTCTTTGCAGGATGAAGAAACAAGTTTTTGTGCACGTTTTCAAACTATTGTAGATCT
GGGTGCAATTAAAATGTTGAAGACATGAAATGCAGAAATAAAAGATGTGAAATGCTTCAA
GAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>CL2810Contig1
TGATCTTTTCCGGATCGATAAGAGGAGGAGGCGCGGAGAATGAGGTATTCTTGTAGCAGC
GCACAGCCCGCTTGTTGGCTCCGACGCACGTAAATCTGCAGCGACGCGACGCGGACATCA
CCGAGAAAGAAAAGCGCCACTTCCTTGCTTCCCGCACCGCGCGCTGTCACAGTCTGTCCT
CCTGGACATGAAAGTACAGCAGGACTGCAACTCAGCGGACATGGGGATCCCGGTGAGAAC
CGAAGAAGAACTGCGCAAAAACACCGTAATTACACCCGAGGATGTGCTTGGGCTACAGAA
AATCACCAAGAATTATCTCTGCTCTCCAGAGGAAAACGTCCACAGGATCGACTTCACCAG
GTTTAAGATCCGAGACATGGAAACGGGTACTGTGCTGTTTGAGATCACCAAACCTCCAAC
ACCAGGCGGTGTGAAACTCTGTGACCCCAACGCTGGGCGTTTTGTCCGGTACCAGTTTAC
ACCAGCATTCCTGCAGCTGCGGCAGGTTGGAGCCACAGTGGAGTTCACGGTGGGGGACAC
CCCCATCAACAACTTCCGCATGATTGAGAGGCACTACTTCCGGGATAAGCTGCTAAAGAG
CTTTGATTTTGAATTCGGCTTCTGCATGCCCAGCAGCAAGAACACGTGTGAGCACATTTA
TGAGTTTCCTGCGCTTTCAGAGGAAATGATGCGTGAGATGATCCAACACCCTTATGAAAC
TCAGTCTGACAGTTTTTACTTTGTGGACAACAAGCTGGTGATGCACAACAAGGCAGATTA
TTCCTATTGTGGAGGACCATAGGTGGACCTCAATGCTTTTCATTCTTCCACTTCAAGACA
TTTTGCAGACTGCCACTTCAGGACCAGAGCAAGATAAACTGGCAGACAAATCACTGACAT
ACTTTCACATGTTAGCTCCACACATTTCTGGTTAGATTCACAACTGCCTGACCAATCAAG
TTCCCCCTATTTGCCTTTATTTTTTTTTTCAGACAGTTTTATCACCAGTTTGCATCATCG
TGTGAGTGTGTGGACAGCAGCACATGTAGTGTTTGTACATACTGTGGACTTCAGACTGTC
CNTGCGGGTTCCTGTTGATCATTGGGAGAGAATTTTAATTTTGTTTGTTAACTAGTAAAA
AAACTGAAGTTTTTACACAGAAAAGAAAATGTATAGACAAGGTTTATGATAGATTTCAGA
ATATTGTTTGTTTTGGTGTCTTGTAGCAGTTTTACTTCCAGGGTTTCTTTCATTCGTAGC
AGCACATGCATCTGAACGAATCGTCTGTGTTCTGTCATCGTCTTCCTGGATCACAGCAAT
GTGTAATTTGTCTTTGTGAAGATGTCATTTCTTCCATGTTTTCATGTTTGAATAGTACCA
CAATGTGTTGTTACTTTTTTTTTAAACAAAAATAGCAATTTTGAGGTGTCAGAAAACATG
TTAACCAAAAAACAGATACCTGTTTTGATAAAAAAAAGTACTTTCTCTCTATTAATGAAC
ACTGTGTACCTTTAACAGAAAATGTGGAAAGTTGGTAAAATTTTGACAGAGAAAGTTCCA
TCAATGCAATAAACAGGATTTTTGAATAATCCTGATCTATTTTTACATCAGTGTCTCCGT
CTTTACCTGAAAATGAAAAGGGATGCATATTTTCCCTCTTGAGAATTAATGAAAATGTAT
ATTTTGGCAGAGTAGACACTGTTGTTTCTCATTTGAATTTCTATGCTATTTTATCTAAAT
CTTTTGAGAACTTTTGTTTAATATAGACAAACTTTCCACCATGCCTG
>CL2811Contig1
ATTCGGCACGAGGCTTTTCTGTTTCTTCTGTGCTTCGTTCATTTTCGTTAAGTCTCAAAA
TATATTGGATACTTGTGCCACAGAATAAGATTTTTTTTTGCCTCACTGGACTTTATCTAA
TATTCAAACGACTGTTAGCGTTGGAGAAATATTTTTGAGGATAAACAACGTCACGTTTTT
TATTTACAACACCCCCGGTTGAGCTCAGCTAATAAGCTAGCTTCGCTGTGCTACTTCGGC
GGCTCTCAGAATGTTTTATCGGAAAACTGTGAAAGTTCTTTGCGGGCTCGCTGGAGGCTC
CGCCGTCTTGGTGTTTGCTGACTCTCGTGGATACCTAGGGGAGCCCAGCGGGGAGGCCAG
GAGGGTTTGGAGGTCCAAGTTCCCCGTTCTTCAAGCTGCACAGCCGGCGTGGACACCGGG
CACCCATACTCCAACGCCGACCGGACACGCTTGGGACTTCAACTGGGACAAGAGAGACCC
GTCCGTGCTGTCCAATGGGAAGAGGAAAGAGAGCTCCACAGAAGACCCCAGCTCAGAGCA
GGACAACAGCAAGCCCAAGGCAACGCGCAACATCCTCCTCATCAGACACTCCCAGTATAA
CCTGAGCGGCACCAGCGATAAAGATCGGATCCTCACTCCATTAGGCCGGGAGCAGGCCGA
GTTCACGGGTCAGAGATTAGCGGCGCTGGGATTGAAGTATGACGTGCTAATTCACTCCAG
CATGGCCAGGGCCACGGAGACGGCACAGATCCTCAGCAAATATCTCCCAGGTGTGGACCT
GGTTAGTTGTGACATGCTGAGAGAAGGAGCACCGATTCAGCCCTGTTCCACCCGTCACTC
ACTGGAAGCCTGATGCTGTGCAGTACCACGAAGACGGAGCTCGCATCGAGGCAGCTTTCC
GCCGCTACATCCACCGAGCTGACCCCAAGCAGAAGGAGGACAGCTATGAGATCATCGTGT
GTCATGCCAATGTCATCCGTTATTTTGTCTGCAGAGCTCTTCAGTTCCCCCCTGAGGGTT
GGCTGCGTATGGGCTTGAACAACGGCAGCATCACATGGATCACCATCCGCCCAAGCGGCA
GGGTGGCCCTCAGGACTTTGGGAGACACGGGATTCATGCCTGTGGACAAAGTAACGCGCA
CCTGAAGGCCTCCACAAGCAGCTAACTGGAACTCGGTGTCTTGCAGGGTCAAACTCAAGT
TTTCTCCTCAAGTGTCTTAACTGTTTTTGGTGTTTTCTGAAACTAATTCACCTTCTTATC
ATCTGGCTGGGCGGAGTTTATTACTTTTGTGCCATGGAAGACCAGCAGAAGTGATTTCCA



GCTCAACTCTTGAATGTAAATTTCTTTTTTTTTACACTGATGACTGATTTTAAACCAAAA
AGAGCTTTGAATTTGTATAGCTGTGCTAAAACTTTGTTAGCTCCACATCAATAAAGTGCA
GGTTTTGTGTTGTAAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL2812Contig1
TAACTTTATTCTCTGAGGATAAAAATACTTCTTCTTTTTTTGGAACAAACAAGCTGCAGC
ACAACACAAACATGCTCCAGTGCACCGTGACAACGTTGGGCAGCTTCATCACAGTGATAT
GAGAGGAGGCACAAACACAAGTCAGAGTGCGGCTTTAATCAGTCCTACTGAAGGATGAAA
GCAATTTTTCTCACATTTACCTGAACGCTCTGATGCAAACAAACCTCAGAGGAGACCCAG
CTATTTCATTTCCCATTACGTTCAAACCAAGCCTCACCAGGCAGCATGGCCGGCGTGAAC
GCTAAAACTAACTCTGACATGTCGGACATCTCCGCTGAACGATAAAATTTCAGCGCGGCT
AATGGAGGATCAATATAAACCGAACGAGACGCTTTCTAGTTCTGCGTAAAACAGCAGAAA
TTAAACAAAAATAAAAGACCAAAAAAACTCTCCTACTTTATATCACTTTGCAACATATAA
TCGTGTTTTGTGGCTATAGCTTGACATATATCAGACCTAAAAACTATACGACTAAGTACT
TCAGCGTTTCAAGTGCGGTGGGTCTAACTGACGGCGCACGGGTCGTCCTTGCAGGGCTTC
ACATCTCCTTGCAGCAGCTGGATCATGACCGCTTTGGCCAGATAACTGGAGGTGCCTCTC
GTCCCTAAAGGCGGCGTGTTGTAGAACGTCTCCATGTCATCCTGACTCTTTGCTCCGCCG
AAGCGACTGCGATCTTTCTGGAAATCACTGAAGGCTTCCTTCACCAGAACGTCCAGATNC
CACTTTGTCGCTGAACTCCAGTTCAGGGTTCCTCTCCAGAACTACGGACACCACCATCAG
AAGCTCCACAATGATCTGTCTGTACTCGGGAAGGACGAGGTTCTTCAGGGTGTCCTCCAC
CAGCAGGGAGAAGTTCATCTCATACATGGTCATGTCAGACAGAGTGGGTTGCTGTGGGAG
GTGCGTCGCCGCCACCACAATCCCGTAGGGGGTTCTCTCCAGGATCTGCCACACACGGTC
ATAAAAGCCTAGAGGGGTTCTGTTCAGAGAGCCATCGATCTGACGCCTGTTCAGCCAGGA
CCTGCCGGTGTGCTGCGGCTGCAGGACGTCCAGCAGCAGCTGCTTGATGTCCCATGGGGG
AGAGCTGGTAGATGTCCTGGGGTGGCATGTCCCCAGCTCGGATCTTCAGCTCGTGCTTCA
TGGCCTGAACAATCCATCCGACTCGGATCTTGAGCATGCCGCTGAACTTCTGAGGATCGT
TGGAGATGATCCATCCGATGTGGATGACCAGCTCCTGCTGGAGGACCGCCTCCCCTCTCC
CCCCCGAGAGGACAGCACTTGCTGTAGATGATGCCCTGGATGACCCCCGGAGACAGCGGG
TTGGAGATGACCTCCTCCTCGTGTCCGAATATGCCGAGGGTCACCTGCTTGCCATGCACT
AAAATACTAGTAATACTGGGGGCAAGGCTGTCCACTAGCTTAGTTAAGAGACTGGCAGCA
AGGCGGACAACAGACCAAAGCTTTCTGCTGCCAGCTCTTCTGTAGATTCTCTCCAGCTCG
TCCATCAGGTTCTCATCCTTGCTGAGGAAGTCCGCACCTTCTCTCCTTAGGAGGATGCAG
GCCAGCTGAGCCTGACTGGCCAAGCAGTCACAGTCATGAAACTTCTGCAGGATCTC
>CL2813Contig1
TCGGCACGAGGGATTTACGCATGGAGTGATTCCATTTTTTCCCCACCCCAATCGACGTTT
TTTTAATCTTTTCGATGAAGACAATTTGCTTTCATGTCGTACTATAAGAATGAGATTATA
GAGACCTGCACAGCTGGAGTTTGACATCACGCATAACTGCGACCATGGAACTGTGACCCG
CCGGGCTGCGAGCTCTGACAGGCGACTGTTTGTGTAGTCTGTGCTCCGCTGGGCGCAGAC
TGGACCTGAGCAGCTGTGACATTTTGAGCCATGGCTGCTGCCATCGCAAGTGGGCTGATC
AGGCAGAAGAGACAGGCGCGGGAGCAGCATTTGGACCGACCTTCCACCAACCGACGCAGA
AAAAGCCCCAACAAGAACAAGGGGCTCTGCAATGGAAATCTGGTCGACATCTTCTCTAAA
GTGCGCATCTTTGGTCTCAGGAAACGGAGGCTAAGGAGGCAAGATCCCCAGCTTAAGGGT
ATAGTGACCAGGTTATATTGCAGGCAGGGATACTACTTGCAAATGAACCCTGATGGCTCT
CTTGATGGGACCAAGGATGACAGCAGTAATTCCACTTTGTTTAATCTTATTCCTGTGGGC
CTCAGAGTTGTCGCCATTCAGTCAGTGAAGACAGGGTTATACATCGCCATGAACGGGGAA
GGCCATCTCTACACATCAGAACTCTTTACAGCAGAATGCAAATTTAAAGAGTCCGTGTTT
GAGAACTACTACGTGATCTACTCGTCCATGTTGTACAGACAACAGGAGTCGGGGAGAGCG
TGGTTTCTAGGGCTTAACAAAGAGGGCCAAGCCATGAAGGGGAACCGAGTCAAAAAAACA
AAACCAGCTGCCCACTTCCTGCCTAAGCCATTAGAAGTCGCTATGTACAGGGAGCCATCA
TTGCATGATGTTGGAGAAACGGTGCCCAAGGCGGCGGTAGCTCCCAGTAAAAGCACAAGT
GAGCCTGCAATGATGAACGGAGGCAAACCTGTCAACAAGCCGGACAAACCCCCGACATAG
CCACGCCTGATCGGTGACTTATGTGCACATGGAAAAGGGGGGAAAAGGGATGGAGACAGG
GCTTTTTTTCTAGACAAGACTAAACTCCAGACTNTGTTTTTACTGTGGATCACATTTGAG
CAAACCTCCCTTCCTNTATTNTNTTGNTCCTCCTCCTCCTCCTCCATNTTTTTNTCCAAC
GGTCGACGGAAANGGATTTTGAACATTTCCAGCANGGGAGGAAAGAGGAGCTTTGATNTT
GGAANGCCTTTAGGTTACTTTGAAACTGTGAAAAATCCTTATCANGCTTGTGGTACCGCT
TGATAAAAGAAAAAAAAAAGAAAAATAAAGACAAATAAAA
>CL2814Contig1
TCTCTTTATTTAAAACAACAAAACATGACAGAACTCCGTTCTCTGCGTGTGATGTTTCAG
CAGTAATCCAGCATCTTTGCTGTGAAATAAGGGAACATGTCTTTAAAGGCGTCTCTCCCA
GAGAACAGTTCAGGTGCCCCCATGAAGCTGGAGCCACAAGCTCCTCACCTACTGCTTCTT
CTTCACCACGTGCGCACAGTCGTACTTGCCCCGCACCACAGTGAGCTTGACACCAGGCAG
GTCCTGCGTCCGTCCCCCCTGCACCAGCACCACATTATGCTCCTGCAGGTTGTGTCCCTC
GCCAGGAATGAACACCACCGCCTCCTTTCCGTTGGACAGCCGCACCCTGGCACATTTCCT
GTTAGCAGAGTTGGGCTTCTTGGGCTTGCGGATCATGGTCTTCAAGACCACAGCTTTGAG



TTGGGGACGACCAAATGTGGCGCCCAAGGACTTGGGCATAGGTTTGGGTTTGCCCTGCCG
GTGCATCTGGTTGAGGGTGGCCATGGTTCTGCAGAGGAGGGGGCTGGTCCAGGCTGAGGC
CAGCTGGGACACGTGTGTCAGCGCTGGTCTCAGGCTAAACAACGACCACATTCCTGTTTG
TTATGGTGATTGGTATGTTTTCCTTCTTTAACGTCACAGAACTGCAATTAATTAAATGCT
TCGAACAATGCGGACATTTAATCACTCTGTGAAACCTACGTAAAAGATTAAAAGACTTTC
ATCTTCCCCCGGCCATAATGN
>CL2815Contig1
TCACATACCTCCTCCCCCCACAGACAGGATCTGGTATGGCTTCAAGACTCCCCCTCGCCT
TGAACTGAAGGCAAGACCCAAACTTGGAGAAAGAGAAGTGACTCTGGCTCATGTCACCGA
CTGGATTGAAAAGAAACTCTACCAGGAATTCCAGAAAATCCTCGTCATGCCAAACATGGA
TGATGTGTGGCTGACCATAATGCACTCTGCCATGGACCCACGCACAGCTGGCGGACCCTT
AGTTGGCCCCTCAACCGACCCGCCCCTTTCCTAACTGGGAGAGACGACTCCAGCCAGCCA
TGAAGATTGTTTACAGTATTACCTGACTCTCATGAAGTTTTAAAACGGGATCTGGAACCA
AAGTCTTTACTTTTGACTCCGCTAAAACACAAACTCTGTCTCCTCTGGAGTTTCCTCACA
CCTTAAACTATGAATTTTACAGGAAAAAGGTTTGCTCAACCAAGTAGACACTAAAACAAA
CTTCTGCTTGCTGCTATGTTAAATACTACAACACCAATAAACGCCTTCGTGCACAGCAAC
AGATATTTGAAGGTGAAGTTGTTAGAAGTGGATGCAATCACCAGATACCTTATGGTCTGC
AGATGACATAAAACATATGACGCAAGAGCTTAACGTCCTGATTTTTGCAGTTTGAGTTGC
TTTTAATGCTGCACAGTCAGAATGTGATGGAGGAGCTGAAGCGCTTGATATCTCCTTTTT
TTTTAAAGTCTTTTCTGGGTTAATTCTGGTGTTCNNAANCAGTATTTTTTGNGCTGTGAT
CANACTTTAAACGCACCATTCCCCCTTGCTATTTTTGTTTTTGTGTTACTGATTGGATGA
TCCTAAATGGAGTTTAATGAATGTGGAACTTCCACATTAAGGAGCAAATGCACAAACCGT
GTAAGTGCAATGAAGGATGCACACGCGCTTGTAGAGATCATAACAGAGTGTGCAGAAGGA
AAAATGTTTAACAAATGTATGAATGGATGTTTTTGATCCAGTTGTGTGAAAGCAGTTCTT
AGCTACGATTGACTGGAGTTTGCAAATGATTGCACAGTACAATTTTCCTTTTCTGTGATG
AGCACAGCGTGTCAATGAGGGGAGGGGGAGTGCTGTGTTTGGGGAATGCGCCACTTTTAC
TGGCATTAACGGTGATCCCGGGAGTTCGTCCAGACGACAAACCATAAATGTGCTAGTGCT
TTAAAATGACCCTAAATGCCATACTGTAGGTGGACAGACGCCTTGATGTGGTGAGCATCT
GAAGTTGAGGTACACAAACCATCTATTGCCAGGCATGTACTGCCGTGTCTACAGGTTTTC
TAGTTTAAAAAGAACCTTTTTAACCATGTTTCCAATCTTAGCCAAAGTCTGTGAGTGCAG
GATTGTTCTCCTGTGCCTGAAGGTACACAAATGAATTCCTAAAGCATTGTGGGAAAACAT
TCACTAAATTACATACATCTCTCTTGTTTACAGAATTCTTACCTTTTTAATCGGTTTGCT
ATAGTAAAGCACTGTAACAAAGTTGATTTTTGTCTGCATAATTACCTTACTTTCCTTTAT
GCCTTTGTTTAATTTTGTAAAGTATTCCTTAATGCCAATGTGGATGATGATCATGTTGTT
GTTTTTTTGTCTGCTTCTTAACCCAGAATGAAGCTGTTTTGTTTTTGTTTTTGACGGATA
TATGGAGAATATAATTTGTTTCTGTACATTTTGAATGAATTTTTTTTTCTAATAATTTTA
AGGCCAAATCCAGTGATTATAAACCTGCCTA
>CL2816Contig1
TTCTGTTGGTTAAATCACTCACACAGTGAGACTAGACCCATACAGAAAGCACATCATTCT
GAGGACTGCTTACTTATTTAACTGAATTTTATATTCTGATAATTGTTTCATTTAATCTGC
ACAAACAAATCCTTCGATAAGTTTCAGTTTTACATATAGGAGATGATGTTTCATGTTTAT
GCTGCTGTTTAAGGTCCAGCTCCACCTTTGCTGGACTCTTGAATGTGCTAAAAACTCTTA
AGACTACNAAAAAAAAAACAGTTTGAAACTAAAATTATACATTGTATTCTGAAAACTTCT
TCATTTGCAATACAAATGCAAAAAAAAGCACTTTAACAAAATTACTGTTTANACAAAAGC
AAANATTTACAGTTCCTACAGTGGTTTTGATGGAAGGGTGTTTGGCAGTGAATCTGCAAA
TCTCCTCTAAAAGCTTTAATCGCCCAAAATACTGGAAGTTTAGGANATCTTTTAACCTTA
ACATTTAGCAAAATTCTTAAAATAATGGTGGAAACCCCATTGGGAGGTTCTGGCACCATT
ATTAAAAATGACTGAATGTAAAATTTCATATCCGGTGGGATGACGGGCTGCAGAAACGGA
TCAGCCCAGATATCTGATCACCAAGAACATGAAGACGCAGGTCAGCAGCATGCCTCCAAT
CATGATGAGCTTATCTTGTGTGGCCCTCCGCTCTATGAACCTCATCACAGTGTTCGAAAG
CCCCAGCATGTTGGCCACATCCAGCATCTTCTTATGGGTTCCCTTGAGTGTAGATCTCTG
ATCTCTGAGGCCGTTGAGTATGCCACTGCCGCTGCCCAGCAGGTCATCCATTCCTCTGTG
TGCGTTGTGCAAACTGCTGTTAAACTGCAGAGTCTCGTCAATGGGGATGGATGTATCTGC
ATCGTTTGTGGTGAAAGTGCGGCTCAGCAGTTCCTCCCTCTCTCTTTCCTGCGCCTCTCT
GGTATAGCGTCGATGTTGGAAGTTTTGTAGGGCGGTCCGTAGGTGCTGCACATCGTACTT
CAGCTGGTCGACTCGTAATTTGGCGTTCTGGCGGCGATTCGGTGGTTCCTTGCTGACCAG
GATCTCAAGTCGCTCAAGCTGATTGAGGATCTGGTCAGTCCGGATCTGGAGTTCATTCTC
TAGCAAGTGAACTGACTGACGGTCTGTCTTCTCCAGGTTTCCCATCAGACACTGAACCTC
CTGGATTTGCTTATTTGTTTGGTGGTAAAGCGTCTCCATTTTACATGTGTGACGAAGACC
CTTTTTCTTGTATCGCGACCTTTTTTATTTTCTTTCTAGCGACCCTTAGTCTGACAGCCG
GCTAAGCTAGCTTACTAACGGTAGGGCAGTGTACACGTCATCCCCCGGCCATAATGCCCG
GGTTTAACGCG
>CL2817Contig1
GAAGAGGACTCGAATGAGAATAAGGATGACGGAGAGGAGGAGGAGGAGGAGGAAGTCGAG



GAGGAGGAAGACAATGACGATACGACTGCTGATCTCCTGACGGACAGCACCTCCCCAGTG
AAACCCCAAAACAATAAAACAAATGCAGCCAAAACCAATGGGCATGTTTTGGTGAGCTCC
CAGGATCTGAGACACAACGCCCTCGCGCCACCTCCCCCCTCACCCAATCCAGAGTCTCTC
CTCTGCCCTCTGGTGGAGTCGGAGCTCAGCTACACAGACAGGGAGCTCTCCCTCAGCTCC
GGGCACGAGTTGTATAATGGAGAAGTAGGGGAGCAGGGGCTCACCAATGGTTCCATTGAG
CAGCACGAAGGCACCATGCCCCGCTTCCCTGAGCTGCCGCTGGACCCCGTGCCGGATAGT
CCCATTTCAGTGGGAACTGCAGACATCGGAGCGGGACCGTCTCCCAGTAGCCCCACGGCA
GACCGTAGTCGCACTGTATCGTCCTCGAGCACGGGGGACACACCCAAAGTCAGGGCCAGA
GCTGCAGACCTCCTGATTAACCCTCTAGACCCCCAAAACGCAGACTCCATCAGAGTCAAA
ATCGCTGACCTTGGAAATGCCTGCTGGGTGCATAAACACTTTACTGAGGATATCCAGACG
AGGCAGTACCGGTCCATCGAGGTCCTGATTGGAGCGGGCTACAGCACTCCGGCTGACATC
TGGAGTACTGCCTGTATGGCCTTTGAGCTGGCCACGGGAGATTACCTGTTTGAGCCTCAT
TCTGGAGAGGATTACTCCCGTGACGAAGACCACATAGCCCACATCATAGAGCTGCTGGGA
AGTATTCCGAGGCACTTTGCTCTCTCTGGAAAATATTCCCGGGAGTTCTTCAACAGAAGA
GGTGACCTGCGGCACATTACCAAGCTGAAGCCGTGGTCGCTGTTCGACGTCCTGGTGGAA
AAGTACGGCTGGTCGCCAGAAGACGCGAGCCAATTCACTCAATTCCTTCTGCCCATGCTG
GAGATGGTTCCTGAGAAGAGAGCCTCGGCCAGCGAATGCCTCAACCACCCCTGGATCAAC
TCCTAGCTAAAAAACCCCACAAAGGCTGATCCATCATCCTCTTCCTATTGTCCCAACCGT
CCTGAAAGCCCCCCTCTGGTGTTAGCCCGTGGAACCACAGAGGAGCTGAAAGTCCTTTTC
CACTCTTCCGTTGTGAGTTCCTCTGCCTAAACCTCTTCTTTTTCCACCTTCTTCCCCGAA
AGGAATGTAAGAGGAGGCCGTAAGGGACGACACGGCACCAGGTTGGATCTTCCTTGAAGA
CGGAAGGGGTTTTCTGACGCTGCGTTTGTCGGTCTTTAACACTGTTTGGATTTGGCTACT
ACTCAGTAACTGCTATTCATTTTCTCCGATAATGTGATAAAAAGTCCAAAAAAAAACGCA
CCGACGACCCAGAGCTAAAATCTTCCAAGGCTCCTCAAAGACAGGAGGAGTTTATGTTGT
GTGAGAATGAGAATGTGTTCAACATCTCCCCATGTAGTCACTTTTCCAGCCAGCGCCCCC
TCCTGATATATAAAGGTTTACACCCTAACTTCTCGCTACAAAAAAAAAA
>CL2818Contig1
GCTGAGGTTGAGGCGGGAGGATGGATTTCTGCAGGAGGCATGTAAAGTCGGACTGCGAAG
AGCTGCTGAGCCGCTTCAGGCGGACCCAGTCGGTCCGGTTCGAGATCTTCTCCGGGATCT
GGAGGGACATGAAGTTCGCCTCCATCTTTTACGGCACCATGTTCCACGAGAAGCGTCCCT
TCGCCCGCCTTGTTCTGGACATCGCCAGCTGCTACTTCCTGCCACCGTTCAGCTTCCAGA
TCCGAGTGGGAGGGCTTTACCTGCTGCACAGCCTGTATCACTCCCAGGACACCGTTCCCC
CAGAGCAGATCCGTTTAGCGCTGAAGGACTGGGAGGAAGTGAAGAAGTTCGAGAGGGATG
CAGTGAACGCTCAGCACTTTGACGTTGTCTTCATTCTGCACCAGTTGATGTCCTGCAAAG
CCATCCACTTCACCGCCATGCCCACCCTGATCATGTTCCCTAAGAAGAGGAAGGTGGAGA
GGTCGGTGCTGTGTGAGGACTTCGTGGAGCGAGTGGCTCGTCCTCAGGAGCTCATCAACA
TCGACCTGCTGGAGGAACTCTCCAACGTTCACGAGCTGTACGAGAAGATGAAGAGCTCCG
TCACCTCCCAGGCAGAATCTTCGTCCATGAACCTGACTCATAAAGACCTGACGTCTCGGC
TCCGCGGCGCCGTTATAGACTTCCATAACTGGCAGCAGACCAAAAACGGCGTTGATGAAG
AGGAGGTCTCTGGCGAAGGAACGTCCTCGCAGTTGGAGTCGTCCAAAAGAGCAGAACTCC
TCGCCTCCATCAAGTCGAAGGCATTTGGAGAAGCAGCAGAGATGTGTAAGTCGCGGCGTC
ATCGTCAGGTGGAGGTGGATCACCCCGTCAGCGAGGAGGAGTCGCCCCACCCGTCGGGCC
GCTCCAGGATAAGCAAGCCGTCGCTTAGAGCCAGAACCGCCGAGAACATCCACATCTCAG
GTGAGGTGTGGAAAGAAGCGCTGAGCCGGACGACCACCAGCAGCCTGTCCACGCTGGAGT
CCACGGCTGAAGAAAAACCAAAGAAGATCAAGAGATTCAAGTGGAGATGAAGACGAAGGC
GGATTTTACCGGCATTTTTTGTGACCTTTTGCAGTTTTTCAAGGAAAAAATTCAGCTGTT
CTTATTCTGGACTGCAGGTTTTATCAGTCAGCTGCCTATGAGGTGGTTTCTTAAACTCAA
AACCAGAAGTTAATGTTCTCATTCATGCTTTAAATATTACTGAAGCGCAAACCGTTTGTT
CGTAAAACTTGTTCCACTGTATTTCTTTTTTGCTGAGCAGAACTGAAGCTTTTACAGTGT
TGATCTCTTGTTTTTAACAGAGTTTTGTCAATTTCCTTTTGGTATTTTCTATGTAAGTGT
TGAGCTGTTCTTTATCATCCCTTTAAGGAGCCTTCAAACACCGAAGCTTTCCAAACCTTC
AGGATTAAAGGTTCGCTCCATAAAA
>CL2819Contig1
AGTCTTTTTATTGTAGTTTGAAAACAGGTTTAATCTAGGAGCAGAAAACTTTGGTTCATG
GTTTCATGTAGAAACCGTTCATAAAAATAGCATCAATACAGAAACCGATGCGTTCAGGTG
CAGTTAGGAAGTTGGAACTCCTGACTGATGATGCGTCTGTCAGCTTCTCACTGCTCTGCC
TTCGTTTCCAACTGTGACAACTGCTCATCGATGGTCTTGAACTGCCACCTCCAGCGAGTG
TCGTAGAGGAAAGGTCGCAGGTCGAAGCGGTTGTCATCAGGACTGTAGCTCTCAGCGTGG
TAAGACGGCGTCACTGTGGTCATCTTGTGACGGTTCACAGAGTACATCCTGAAGAAACGT
TTGACCTTTTGAGCCACCTCTGCCGGTGACAGAACGTCCTTCCACGCCTGGATCAGCTTA
CAGAACATGCTGAACGGGCCGCATTTGGAGATCTTCCTCAAACGTCCGATCACAGACAGC
TCGGAGTACGTCATGCCCATGTCGGCCTCATCCGTCTGGGACACCTGTCCATCGGTTAGC
GGCTCAAGCTCAGCGGTGGGCGGAGCCTTTAGGATGCCGTCCAGAGCACTGAGCTGGAAG
CGGTCTGCACAGTACCGCAGGAACCCCCGCAGGTCCGTCTTACTGATGCCACCAATGGGG



TTGATGTCTGCGCTGGAGCAGTCGTATTTGGTGAAGTACCCGGTCAGGCTCTCATCAACA
TTGGCAGAACCCAGAACCAACAGACCCCCGGGTCTCCCGCGGGCCCACAGGCTCAGCTGG
GCGAACAGGTAAGCTAACACCATCCTGACCCGGGCCTGCACATTCTGCAGAGCCAGGTTC
TCTCGGTGGCTCCCCCCTCTGGCACGGAAGCAAGGCCAGTGTCCGGTTACAGCAGAGAAG
ATTCCCAGAATGCCTTTCACTGCGGCGTCGATGCTGA
>CL2820Contig1
ATGTACAAAACCATAAAATATACATACACATCGCATCTAAGATGGGTCAGTAGCTCAGCA
GCATTTTACAGGACTTTTCATAGAAACAGACATGACATGCTTTAGTATCTCAGGGTGTCT
ACAGAAGCATCTTTGACTGACGTGAAAGCAGATAATAGCTGGAAAAGCTTAGGGGTTTAT
AGAACCATTACGTTTATCCAGACACCTTGGAAAACCAAACACATGGGTCATCAACATCTG
TAGCTAAAACTCTCAACACTTTTTTTACATCATATACAATACAGTCATCAAAATAAATGC
TTTTGTGGCGAGACTACCTCTTTTCAGTGCTAGTGTTCCCAAGAAAACAGTTGTGCTGTA
TTAGTTTCTTACATTTTGCAGTACTTCTGTCATAAATGCATCAAATCCAGTAAAATAAGG
CTGTTAAAACTAGATATACAATCTATGTACAGTACCATTGACATTCAATATATGTCTGTT
CGCCCACCAAGTTTGTCTCTCCTTGTGGTGCAATAGATTAAAGTCCCATTCTGTCAGCAT
GTATTCAGCACTCCTGAAATTAAGGTATGTACTTCAGTCCTGCGCTGACGTTTCAATAGC
TTTTTTAATTTTACTTAAGGGATTTGCTTTGATTTGTTTTTCATATTCGTCGACATGACA
TCCAACCAATCTGTGTGACAGTCCCTTGAAAATCCTGGTGCAGCATTTATGGGCGAAGGA
ATGTCAGGACTTTGGAACGCAGGAAGCGGATGAAGGATTTTGGGAACATTTCTCTTGATT
CTTGCGCCGTATAGTTGAAAAAGTTTTGTGGGTGAGCCAGCACGTCAAACAATGCCTTCA
TGAGCTTCTTATCCTTCAGAATTCCCTGGTGATTCTCCGATGCATAAAGCCGTCCGTCCC
GAACAATGTCTTCAATCAATTCCTGGTAGTCTTCGTCATATGTCACGTAAGGGACCTGGA
ATCCTCTTCCGCTGTTTCCCTCATTGGACTTGAACTGTATCCACAGCCTTTTGGAGCGGG
AGGTGAAGGCAATGGGCCGTTCGTATGTCTGACATGTCTCATAAGTCGTCACAGAGTTGG
ACAGAGAGCTTTTCCTCATTACTAAGTAGTCCCCGCATTCATCTTCAATGGGTAGGTAGA
TTTCAGGTACAACAATAAGTATTCTTCGCTTGGGGGGCGGGTTGATGGTCCAAGTGCACT
CGATATTGGCTGGGTAATTTCCTGGGTAGTTGGGTGACTCGATGTAGCCTGTAAACTCCC
CAAGCTCTCCTCCACACTGTCGGTTTTTTGCACTGCATGATGTTAGTGGAGCCATCAAAG
TCTGTTGTGGTGTTTCCTGGGCAGGTGCTGCAGTAGTTCTGGCCAAACTCTACTTGATAT
GTGCCGACGGGACAGCGAATGCAGCGGTGCGTGCTGGTGTTGTAGTAATGTCCTGGAGAA
CACTGGACTTTGGTCTCACACTCCTGAAATGTGACAGCACCACTGTGCTTGGTGACAAGG
TTGCCCCCACAGGAGAAGCAGGAGGTGCGTCCCACTTCAGGTTGGTACGTTCCCAGTGGG
CACAGCAGGCAGGGGGTGAAGCCGTCATGGGAGTACTGACCAGGGGAGCACTGACCTCCA
CACTCTGACAGGTTTCGCGCTCCGACCACGCCAGACGCCTCTCGTCCTTCAGGTGCAGGA
CATTGCTCACAAGACATCTGTCCCTCCTCGTCCTGAAACGTCCCAGCTTGACACAGAAT
>CL2821Contig1
GCACAGGTTTTGGTTTACGTTTATTACACATCGTGACAAAGTACAAAATACAGCCAACTA
TGCAGTTTATTACAGACCATCTACTGTCCTTAGGCTTGTTAAAGCAGAGTCAAGAACAGC
TTTAAAAATACACAAAAATAAAGGTTCAGTATACTTGTAAGAACAACCTAGATCAATAAA
AATAATAATTCGCCAAATAAATCTAAAACAGCATTACAAAAGATTACAAAGTACACATAG
AAGTTTTTTTTTTCCCCGAAAGCACTTTTTAAGGCAAATTACTGTGACAGGCACGAGTTA
CAGACAGCCTTAAATAACTCAAAATCAATGCTACAACAAAATCCTGTGGAGGAAAACATC
AGGGGAAGAATAAAACAACCACATTTTAACACAAAGTTTATGAATCAAATTAGTTCCAAT
CTTTTTTTCCCCCTTTTGTTTCAGGTTTGTATGAAACTGCAAACCTGCAGTTAAAGGAAA
TTCTCTACCTTTCACGTAAAGTAAAGTCGCATCAGCTGAGTCGCACAAGAAATAAGTTTG
TCTAAAGATATTTTTATGTTCTTTAAAACAAAAAAATCAGGTGATCTTGGTTATTCTCCC
AAAAACCTGTGCACATTTTCACTGAAAATGAAGACATCTTTGTTGTATTAGCAGAGTTTC
TAAAGCAGGGGTGTGAAGATCCTTAAGGATGTCTGTTTCCAGGTCCAAAAGTTCAGATTT
TCAAAGGAAATGAAGTAGATTTCAAACGGAACCAACGTAGAACTGCTTCCTGAACTAAAC
TGAGCACAGCGCAGAGATCTGAGGTAAAATGAAATGTTAAGCAAGTCATTACAGACTGCT
GCCACACAAGGTCCACTAAGGAGAGAAAATAGTCTCCAAACATTTGTGCGTGCATAATTC
TTAATTTGTAACTCCTNTGATACATTTTGTGTGCAACTATGTGTACTTGAAGTTGTGTAT
TCACATGTACAATCAATATCAAAAACATGAATATAAAATGCACTTTACGCAGGCACAACT
GGAAATTACAGCAGCTTAAGACGATTAATTCAAAACGCACAAAACTTTAAATGGTACACA
CACCTACCTGATACATACACACACTCAAAATCACATTTATGCGCAGATCCAAGTACATTT
CTTCAGATTTGTGCATATTTGATGCGTTTAAGTGCTGCTAGTATGGGTGTTGCTGAGTTG
ACAAATACTAAAAAAAATAAAAAAAAAGGATCATCTCAGCACTCAAAGTTAATTTTAAAA
ACTAAAAACATTAAAATGATAACATGGGTAACAGAAAGTGGTGGAATAAATTTAGAGAGA
AAAGGGTGAAAAGAAACTCTGACGACCCAGCATTCTAGCCTCGTGCCGA
>CL2822Contig1
TTCGGCACGAGGGGCACGCAGGCTGCGTCCCCGGCGCACAAGTCCGGTTCCCCGGTGCAG
CGCTCCCCCTTCTCCATAGAGAGCATAATCGGAGACTCGCTCAGCCCCTCGCGGACTTCT
CCGGTCGTTGTCCCGGTCTTACCCTCGTCGTTGGGGCTCTCAGGGGCCGCTCAGCCGCAG
ACGGTCCACCCCGGAGCGGTTTTACACCCAGTCGAAAACTTTCCGGGCAGAGTGGCGGGA



GGCACCGGCGCCTGCTGAAAAATAAATAACTGACCAAGAAACTTTTGAAAAGATATCAAC
AAAAACACAAAAACGCCCCTCTGTGAAGGTAGGAGGATTTTTGTACGTTTGTTTTAAAAG
CGCGCAGCTGAATGACGGACATGCAGAACACAAATTGTGCCTATATTCATGCTGTTTATG
AAGATAGCCTATATATTTATGTTATGAATTTTTTTCTCTCAGTGTGAATCAGACTCTTTT
GATGACAAACTGTTCCTGTTTTTATTTTCCATGAGGTGATTCAGTCACTGCGTCTCAGGA
CTTAACCTATCCTAAATGATCACATGTTAATAAGTCATGTGCTAATTCACGTTTTGGTGT
CAAACACAAACATGTTTTGTAAAATCAAAACTTAAAAGTTTGGAGGTTTTGATTTGAATT
TTGTATTAAAAAAGAAAGAACGAACATTTATAATAATGATTATATGCAGTGTGTTCATTT
CAGTTATAAAACATTGTACATTTTCGGCAAGCATTGTGTAACTGAAGTGTGATATTTTTA
CAATTTGTTTTACAACTAAAATAAATATCAT
>CL2823Contig1
GGCTCCGGTCTGTTCTATGATGGGAGAACCGGGCCCGCGTGCCGCAGGTGGACTAGTCCG
ACCGGTTTAGTTGTTGCTCTGATGAGGGAACGCTAAAGATGAACGCGGCGACGGTTGTGG
CGCTTCTGCATCTCTGCTTCACCGCGACAGGGGTCCCGGTCACACATCCAGATTGTGCGT
TGGTGCCTTCCTCTGATCCCACTCAGGCCATTTTCAACTGCTCCTGGTTGGGAGCGGTCC
CCCTCCCGACGCTGAGCTGGAGTGGGAAAGGCCCCGCCCTGGTGACGGCGAACGTGACGG
ACAGCCTGCTGCTGACCCTGAACGCGTCGCAGGTGTCCCACGGGGAGACGGTGACGTGCA
CGGCCCAGCACGAGCTGCTCAGTCCGAGCGACAGGAGGTTCTGCTCGCTGACCCTCAAAT
TACCGTACCCTGAGGGTACACCCTTGGTGTCTGCGCTGGAGGGCTCCAACATCAATCTAA
GCTGCAGTGAGACCTCCTCCATCCCCATTGCCAACACCACTTGGAGAAAAGGCCTTCAGC
AGGACCTCATCCGACCCGGATCCAAGTACGTCTTCTCAGGGACCAACCCCAACTTCCAGC
TGACCATCGTCAACGTCAGCAAAGAAGACGAAGGCATCTACTTCTGCCGCAGCGAGAACC
TGCTTGGTGTCCGTGAGCTGGAGATCAGCCTGACGGTGAAAGCGGCGTCCTCTGCGTACA
CGGGGGCGATCATCGGCGTATTCCTAGCCGTGCTGATCCTGGGCTCGGTTGGCATCGTGG
CGAAGATGGTTTACTTGAACCGGCACAGGATCTGCCTGGATGGAGGCTTTACACAAATGG
AGGAGAATGGTGATGTGCTGAGTCTGGTGGAATCGGACGAAGAGCAGTTCTACCGGGACG
CTGTTCCACAGCTGCCACCGATGAGCAACGATCGCCAGACGACGCTGGTTCAGATACATC
GTATACCATCCAGCGATCAGGACGATGCAGAAAAGAACGAGGCGACCACGCAGCTGCCGG
AAGACACGGAGGAGGCCACAGAAGAGCCAGAGGATCTTGTAGTGTTTTAGATGTTGGATT
TTTTTAAATGTTTTTGTTTTAGATGAAAGTCTCGTTTTAAGAAATGACGTTTTTTGTTTC
CCCCAATAGGAATGTGAACTGGGTCGATGGAGATGTGTGTAATAGAAACATACCTTACCT
TTTTTTTTTTTTTTTTNAAANANCCTTTTTTTTNTTTTTTTTTA
>CL2824Contig1
TTTTGACCAGACAGATTGAGCAATTGTTTTTTCCTTTTACATTGCTGCTAATCACACCTG
AACTCAAACTGTTAAACACCTATTTTACAATAAAGTGTCCTTGATATTTGTGTTGTCTAT
ACAGTCCTGCTTCAGATTTAATGAACTAAGACTAAAAAATATATAATAATAATAATAAGT
GAACAAAGGAGCCAGCAAGACTTGATCATTTTTAACAAACAAAAACATTTTTAAACTGTA
ACCAGCCTAACGCCTTCATTCTGTGAATTGTCTGATTTAGGAATGATTAAACCGTTTTTT
TTGCAAAAAGTGATGGGAATGTGAAACAACATGGGAGAATCTCTGTGCGTGAAAAGGCTT
CCAACCGGGACACGTCTTTTTTCGCATCAGCTGCCGTGCCACTTTTTGATAATCCAGGTA
CATTTCTGCGCACAGACCTGAAGACCGAGAGACCACTACAAAAGCTCAAGATGATCATGT
TGTGGCGAAAAGCATGAGCAGTCCTTTTGCAAAAGACACGATCTCGTTGCCTCCCAGTTT
GGATTCCCCGTAGACGCGGTCCACAAAGGAGATGGGAACCTCTCCGATGGTAAAGTTGAG
CTGTCTGGCTCTGACGATCATCTCCATCTGAAAGACGTAGCCTTTGGAGACGCACCGCTC
CACCAGACTCTCCAGAGCACTTTTCTTGTACAACCTGAAACTGCCTGTGAGGTCTGACGC
CCCCGGCCTTAACAGCACCTGAGTCAGAAAGTTGGCCCCTCGACTGATGAGTTTCCTGCG
CAGGTCCCAGCCGTACACCCCCCCGTCACCTCGGTAACGAGTGCCAGACACAACATCATA
ATTTCCCTCCTTCTGCTTTTGAATAAATTCAGGAATGAACTTGGGATGATGAGAGAGATC
GGCATCCATGATGATGATGAAGTTCCCGGTTGCATGCTTCATCCCATGGATGTAGGCAGT
ACCGAGTCCTAATTTCTTTTCTCTCGGGCGGAGAAGTATTTTGTCTCCTCCATAAATTTT
CTGCAATTGCTCTGCCACCTCCAGTGTCCCATCTGGGCTTCCGTCGTCGATGACAATTAT
CTCATAGTTAAAGCCACTTTCCCCCAAATATTTCACCAAAAGCCAAACTATTAAAGGCAG
GTTTTCCCTCTCGTTGTAGGTAGGAAGAAGAATTGAGTATTTGTCCTCGGTGTCCCGCTT
CGGTTGTGTAGTTTTACGGCTTGCCATGGCGACGCGACACACTGGTAACCGCAGCAGCAA
AAGACAGACCC
>CL2825Contig1
CTTGTTTTAAATCAANGTCAGCATAAGACATGTTAATTATTTCATTGAAACATGGTAGAT
CCGTTTAACTTGTTGGTTTTAATGAATGTAAGAGCAATATCTGAGAAAAACAAGAAATTT
AACTGAGTTCCTGGGTTGTTGTCATTCTTTAGCTGTCGTTCACCCCCTTGCGGCTTCCGA
GTCTTGCTCAAAGGCAACGTTGTCATAGTAATGCTGATTCTGGCCCGGGTTGGGGCTGCC
TGGGTCATTCAGAGGGACTTCATACAGTCTCTCCGCTCCTGCCACTGTGATCACAGCGAC
ATCTGGTGGTGGTACAATAGACACAGTCTCCTTGGCCTCATCCTCAACCCCCAGGGCCTT
CAGGATGTCGCTCTTGCACATGGGGCAGGTTCTCCTGTCGAGCAGCCACGGCTCGATGCA
GGCTTTGTGGAAGATGTGGTCACACGTGAGGACGGTCACCACATCGCCTTGCTTGTAGGA



TTCGATGCAAACAGCGCACAGGTGGGAGTCGGAGGTGATCTCCTCGTCCCCTCGCCTCAG
CGTGCGGACCTGGAGGCGCCCGATGGCTTTTTTGGCCTCGTTTTTCATTTTCCTCTCGGT
GCGCCTCTGCCGGTTCATGTTGTAGAGGCGATTTGCTGAGATGAACACAAAGTAGGCGAT
CGAGGCCGCGGTGACGATGAAGAAGGCGATGGACAGGAAATACAGCCAGTATGTGTCCAT
CCAGGGCCCGTGGGGGCTGCCCACTTCGATCAGCAGCTGAACTTCTGTCCCGTTTTGCAC
CAGCCGGACAATCTCCGACCCTTGAATGTTGCCAACCATGATAGCCACGATCCCATCGGC
TTCTGCGTGTGCCATGGCGATCCATGGGGGTGAGCTGAAGTTGCGGTCGTAGACGGGATC
TGAGCCACAGCCTTTAGGGTCTCCTCTTGGAAGCACGACAATCCCGGAGGCTTTGTCCAC
CACAGAGTTGCGACCGAAAACACCACACTCGCAGTACTTGTCTACAGTCTCGTTGTTGTT
AGCGTAGCTCATTTCCACCACTGCTGTCCAAAACACTAAGGAAGTGGAGCGGCAAACAAG
CGCCGACAAACACAGCAAAAGCAGCTGA
>CL2825Contig2
GTTGTGCAGTTTGACTTGGTTGGGTCACTTTACATAGCAATGATCGTCATCTCAGAAAAA
GGGGAAGAAACAAGTAGAGCTAGAAAAACTGGCTGTGCGTCTCACCTCATCATTACAAAA
GCCAGTCAGGCGGTGTTTAGTAGTCTTTCTGGAGTTTCTCTGCGTTATTGGAACTATAAA
ATCCACCTTATCGTCTGCTTATCATCCCTTTCTTTTCTAGAATGTTGCTCCTTGCCTCTT
AAAACAGCAGGTGTGTGTGTTTTGCGCATTTCAACTTGTTGAATAGCAGCACCCTGCCCT
CCGCCAAGCGCTCAGCGTTCAAGGTTCAGGAAGATAACGAGAGGTGAGAGGCTGACGCAT
AGCTCGTGTTGTGTTACCAAAGGATCATATTACAGCAGAGAGCAGGTTGGGTGAAACCAA
AGCTGCGTTCACCTCGCTGTGAGTGGAAACAACACAGGAATTGGGACTGAGAAAAAGGAC
TTTTAAAGGAGTAAAAAAGACTTGCTTTGTTGTTTGAAGAAGAGCGTTGCCATGGGTAAG
AAGACACTTCACCGTCAGCTGCTTTTGCTGTGTTTGTCGGCGCTTGTTTGCCGCTCCACT
TCCTTAGTGTTTTGGACAGCAGTGGTGGAAATGAGCTACGCTAACAACAACGAGACTGTA
GACAAGTACTGCGAGTGTGGTGTTTTCGGTCGCAACTCTGTGGTGGACAAAGCCTCCGGG
ATTGTCGTGCTTCCAAGAGGAGACCCTAAAGGCTGTGGCTCAGATCCCGTCTACGACCGC
AACTTCAGCTCACCCCCATGGATCGCCCTGGTGAAGCGGGGAAATTGCACCTTCAGTGAA
AAGATCAACGCTGCCAAGCGGCAAGGAGCAGCTGCTGTGGTGGTGTATAACGTGNAAGGC
AGTGGAAACAGCACCACTCACATGGCACACGCAGAAGCCGATGGGATCGTGGCTATCAT
>CL2826Contig1
CGGCACGAGGGCAGATTGAAGTCAGAGGCCACGCCCCTTTCCCCACCTTAGACTCGCTCA
TTTACTTGAAGCTGACGGCGCTGCTGTTCCCCACCTCAGACTTCAGACATCCCGTCACAA
CGCCGGCGCTGCTGTACATCAGCCTGGCGCTCACAAAGTGTCCCGTCAGGTCCCTTCAGG
ACGCCACGGCGGGATTACTCCTGTGTTGCCTGGCGGTCGAGTACGTCTCCTTCTCCAAGC
GCTTCCTGCCCGAGCTCATCAACTTCCTGACTGGATCGCTGCACCTGGCCGTGCGGGACA
AAACCTCTCTGGGTTACACCGTGGTGCCGCCCTTCAGGCCAGCGGGGAAGTGCAGCGACC
TGCTGGTGCTGTCGGACCCGGAGTCGTGCCGCAGCTGGAGAAAGAAACCTCTGCCGCTGT
CTGCTACCAGATGTTTGGAGCTCAAGAGCGACCTGGACAGAGATCATCACAGGTTGACGT
GTTTGTCAGTGTGTCTGGATTTGGGTGAAGAGGTGCTGCCTGCTCTACAACGACCTCCCG
TCCTTCAGCCATGTCTTCCAGCCCGTTGGCTCTCTTCTCTCCAAGCATCTCTCCATCCAG
ACGCTCCCAGAAGCTTTGCAAGAGCTCCACCGTGAGATCATGGATGCCATCAGCAGCGCT
CCGACCACTCACCGCCATCTGGTTTTCAACAAGAAGAAGCCCATTCCTCTGAAGCTGCTG
ACACCCAAGATTGTGGAAGTCTTGGACTACGGAAAGAAGCGTGGTTGCACCAGGGAGGAG
CGGGAGAAGGAGCGGCTGAAGCACAAGTATAAGAAGGAGTTCAAGGGCGCTCTAAGGGAG
ATCAGAAAAGACTCGCGCTTCCTGGCCAGAGAGAAGCTGAATGAGGTCATGAACAGAGAT
GCAGAGAGGAAGAGGAAGGTGAAGGAACTGTTTGGCAGTTTGGCCACTCAGGAGGGAGAG
TGGAAGGCGCTGAAGAAGAGGAAGAGGAAGTGAAATTCCAAATCTTTTACGTGTTTATTT
TTGGACTCCTAAAATTAACATTTGTGCTCATTTCAGGTAGTTTTGATGGTTTTGTACAGA
TGTGTTTGAAGGCTTCATAACTACATCAACATATCAGATGATATGAATAAAATGTGCATC
AATTTGAAACAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>CL2827Contig1
AGTACAACCCTCTACTCTGCCCATCATTTAAAGGCTCTTGGTGTTTCTTTAGGCAGTCTG
TGGAGAACATCAAAGCTGAACTTTAGTATAAAGCAGCACTGAGGAGTGAAGCAGAAATGT
TTCTCAGGAATGTAAGGCGAGGTTAAGAGAAACGCTCATTTTGGTTAAAAAAAGGCTGGC
AGAGCGGTCTTTGTCCCTGAGATGCAAGCAGTCATGCTGGACTCCTTTTGGGACTGGACT
GAGACGGACGTCCTCCTTTCAGTCTGTGTGTCTTCGCACTGGTTGGAACTTCCCTGTGGG
GTCTGGAATGAACCACTTGTCCCACACGTCCGTAAAAGAAGACAACCTTCCCCAAGGCTT
ATAATGTCCGTTCCAGTGCAGCAGCTTGGCAGCTCGCACAAACTGAGGGGAGTACCGGTT
TCCCGCTCCTGTAGTGCCCAAGTGTCGCACATGCCACAGTGGATCGATGGAGGAGTGGCG
TTTGTAAAAAACTAGAAGCAGCGGAGGGGTGGTGATGCTTCCAGCAAGAGTTTTACTGTA
TAACTCCTCTCGAGTGTTTAGCTCCATCCAGTGCTCCAGCTGCTGGCTGATGTTTTGGTT
CTTCCACTCCGTCAGGTTAGCGATGATGACTCCTGGGTTGAAGGAGCACGTGTTGGCCCT
CATCCCCAGCTTTTTTATGGAATCCTTTTTAAAGTCCAAAAAACCTATATAGTTGTTCTG
GTTTCCCGCCCCTCGAATGATCCCTTTAGCAGATCCAGAGTCACAGTCATCAGAAAAGGC
AGCTGCATGTCCGGGTTTCAAGTTGGCGTCATAAAGTTCTTTAATGTCTCCTTGGACAAT



AATATCATCATCCAAATAGATGGCTTTCTCTGCCTCAGGTATGTACACAGGCAGGTCAAA
CCTGGCAAAGGTCAACAGGTTTAAAGTCCCCAGAGTCTGAAGGTCTTTTGAAATCGTACT
ACTGAAGAGTGCAGGCTCAAAAACAAGGATCTTAATTTTGACCTTTTTCAGCTTCGTCTT
ATTCAGCCACTCTTTTAAATGGTCAACTGTGCCATTGAGGGCCACAACAGTGAAGACAAC
ATTGGCCTTGGTGTTGTGGTAGACACTGTTGATGGCAGCAACCACAGCTCCAAGTCTGTC
CTCAGCAGCGGTTAACAGAACGGGGATCTCCTCTCCTTTCCGCCTGGGCTCTGGGTCGGG
CGACAGCTCGCCCTCAAATGGAAGAATCACCCCAGAATCTGGACTTTCTTTGTGCAAAAG
GTCACTGAGTTTGAGGAGGTTCCGTTGAACTATGATCAGGAAGGCCACACCAACCAACAG
CAGGATGACCACGTTCACTTTTCTTAGTGTCATGATAAGGTACACATAAGTGCCGATAGT
AAATAGGATTAACGGCTTCAGTGGTCCGTAGCGAGTCCATAAAACGCTAACCGGTTGCTT
TTGATAAAAAATCTCTGCACTTAAATAGTAAATTCTTACAACTTCATCAAACTATAAAAG
CAACCCGTTTGTGGAGCTTAATCTCGTTAAA
>CL2828Contig1
CGAGGCTGGCTGTTGCTGTGGACTCGACGGTCCTGATCTTGTCTCCGTCTCTGGGGGACA
AACTGGTCATCTCTTCATCGGAGCGGCTGCTTGCTGGTTCCCAGGAGGAGAACCCGTCAG
AAGGTCCCCAACCTGTGGTCTGGTCTGAGACAGAGGGGGAGGAGCTAAAGGAAGGGATCC
ATCTTAAAATCCAGCATCCCAAAGCCGTCCATCAGGTGACGTGGCACGCTAAAGGAGACT
ACCTGGCCTCTGTGATGCCAGACCATTCCAGTCACCTGCAGGTGTTTATTCACCAGCTGA
GCCGGAGGCGGAGCCAGAACCCTTTCAGGAAAAACAAAGGTCTTGTTCAGTGCGTCGCCT
TCCACCCGATTAGGCCCTTCTTCTTCGTGGCAACGCAACGCTACGTCAGGATCTACAACT
TAGTCAAACAGGAAATGGCCAAAAAACTTCAGGCCAACTCCAAGTGGATCTCTAACATCG
CAGTCCACCCTGGAGGTGATCATGTGATCTGTGGGAGTTACGACTGTAAGCTGAGCTGGT
TTGACCTAGACCTCTCAACAAAACCATACAAGGTTCTACGACACCATAAGAAGGCAGTGA
GGAGCGTGGCCTTTCACAAAGGTTACCCGTTGTTCGCCTCAGCCTCTGACGATGGGACGG
TGATCGTCTGTCACGGGACCGTTTACAACGATTTGCTTCAGAACCCGCTCATCGTTCCTG
TGAAAGTCCTAAGAGGTCATGTGATCACGCATGACCTTGGGGTTCTGGATGTAACGTTTC
ATCCCACACAACCCTGGATTTTCTCCTCGGGAGCTGATGCGACAGTCCGGCTTTTCACCT
AGAAAACCTCTCCAATTGTGTCGGATCTACAATAAAGACGGGATTGCTTTTTTTTAGCAG
GAAATTCAAAATATTTGTCCATTTTCATAGCTGGAATATTATAGTCTGTTGTTTCTCCAC
TACAGAAAATGTGTAATTTCTAGCATCATCAATGTGTTTGTTTAATAAATAGTAATATTC
TTANNNNANAAA
>CL2829Contig1
ATTCGGCACGAGGCGTGGTCACCTCATGAAAATCTGTACAATAAATAGTCCTTCAGGATT
TTGCTGTGCTTCATCCTCCTCCTGCTGTGGGGGGGTCGCAGCCTGACTGCCCTCATTTCT
GAGTCACATGCTCCCCCCAACTGTCAATCATCACTGGAAGAATCCAGAAGGAAGGCGGGA
TTCAAAAAATCCGACTAGATTTCTGCCAGAAGATCTGATTTCAGTTCCTGAAATTGACGG
ATCCGTTTTGATCGATTCTGGTTCCTCAGTAAGAATTTCAGATTTTCCCCTTTGGACAAA
AAGTCTGATGAAAGAACCGAGTCCAGACGGGTCCAGCAGGAATTCTGATGACACTCTACT
TTGAAACGTTGCCGCCTTGTCCTGACACAACCAGAAACTGCTGACACTGCATGGGGGGGT
AACATGAGATCCGTGTGCTGCTGGAAGAAGTCCAACAAGTCGGTACTGAACGGCTCCAAA
TGAGGTCATGAAGTCCAGATGAGGTTCTGGTTCCACACAGATTGTGGTTTTTCAGTGGGA
TGATGCTGCCGTGCCACAGCGAGTTTACTGTTGACCCCCACAGCTGACCCCATCGTTTAT
TGGCCAGCGCTGGGACAGACGTTTGGCGTTAGTTTGGGAGGAAACGGTAACCTGCTGTTC
CAGTCAGTCCACCTTTTTCTTCGTTTAAACCTCAAACTGTTTCAGATTTCACAGAGACCT
GGATTGGTATCTTCCAAAATATCTGATCATATTAATAAAATGCTTCAATACCGATGAAAA
GCTTTAACAATATTAATGTTGTTCAATAAATCAAACCAAACAAAAATGATCCATCTGATT
CATTAATCTGTCAGAATGATCAATCAATGATTGAGGAAAAAAAGATCATCTGGATGTTCA
ACCAAAGTCCTGCTTGATTTTCTGTGACATCCTTTTAACCCACATGTACAAATGCTAATA
AATATCATCAGCCACACTAANAAAAAAA
>CL2830Contig1
TCGGCACGAGGGCATCTTGTTCTGCTTTTAATGGTTCTCCTCTACATCAAACACATATGC
AGGACTACATGGTGCAAAGCCCACTCAAGGCTAATATGACAGGAGCCAGGGTATTATCTA
CATGTGTATCGCTGTCACTTAGATTATGTATATAAAATAGAAAATCTAAAATAGTGCTGT
GTCATTTCTGTTAAGTATGTTGATGAAATTAATATGTACATTTATTAAAAGAAATAAAAG
AGATCAGAACCAGACAAACTCCCCTAAAGAATTTTAAAAAATGCATAAGTATATGTGCTC
TGCAATAATTTTCTTTCAGTGTCTTGTGTTTCAACTCAATGTATTCTCTCAGTTTGACAC
TTTGGTCCCTGCCAACTCTCCACACAACTTCTGCTGCACATTCAGGACTCATTTGTGAAG
TGTGACAGTATGTTACCAGGCTACTAACCAATCTGCTGTTAGAACTGATAGTGACTGAGT
CATCTGCCACTGGAAAACTATTATTGCTGCGCAGATTATAGCAATCACCCAGCTAAAGCA
GCGAGACCCGTCTCAAAAAAGCATCTACTTGCTTCCATGTTTTTTCTATCTCACTACAGC
CAGGTTAAATTCCCTCGTTTCCACGACGGAAAAAAAACAACAACAACCATTTGACAAAGA
TTAGTTCCATATAGCCACTGAAGAATACAGCTAAAGCAACTTTCCACTTTGTTAGGTCAG
CAGGACTCACTGTATACCTAGAGCAAAAAAGTATGTGACAGAAGCAAAATATACTCTCTT
GTATCTTTAAAAACAAGGACTTGTAAAATTCAAGGGAAAAAAATCTAAAGAAAAAAAAAG



GAGAAAAAAACACTCTGCCTTGTCATGGGTTTGGTCTTAAGAATAAAAT
>CL2831Contig1
TTTTTTTTTTAATGAATTTCATAATGTTTATTAAAATATATAAAAGACACAATACAGATA
TGCATAATTATGTTTATGATGACATACGCACATAAAGTGGAGTTACACAGTAAAATGTGT
TTTCATATATAGATTTTTTATAATACATATAGCAGGATATTTTTGCATTAAAAACTGGCA
GTGGTGATTTCAAAACCCCCCATCCCACCCCAACCTCACCCCCCATCTGTGAAGAATGCC
CCTCAGTTAACAGCAGGCGTCCATGTGAGAGGGGCCTCTGTCAAAAGCTTAGGAGAAGCA
GCAACTTTACACCTGAGATCTGTTTTATTCTTTTGGAGAGGTTTCACAAAACGTCACTAC
TACTCTGATATATATTCTAGTCAGAGTTTCATCAACGGCTTCCGAAGAGAAAGAGCAATA
TATCCAAAGTAATCTTTCCTGCAAGGAATCTAAAAACACTGATACATTGCTCCACCTTGC
TTTCCTTACAACAAAACATCTTTTTGGCCACTTTCCTCTTCCGTCATGGTCCACATTTCC
TCTGTACACCCAGCACGTAGAAGTATAGCTTGAAGGAGGAGGTTACAACGACGTGGGCGG
AGCTTAGCACATCCCCACGGGAGGATTTGAGTCCGTCACACTGGTGTGGCTTGCTGTGGT
TGGTCCTGTACAGTTCCAGTCGCTGCACACAGAGGGCTGTCATGTCTGGTGGTAGTGGTG
GTAGTGGTGGTGATGGTGGTGCTCGTGGTGGTGGTGATGCTCGTGACGCTGCACAACGGG
AACCACAAAGCCTGGACTCCCCGGTGGACCGGACGCCTGCTCCCTCTCCAGACTTGGCAG
TACAGAGGGCAGCGGAGGCTGTTGCTGCTGGGGGTGGGCCTCTGCCGA
>CL2832Contig1
CCCAGCAGCTACTAAGCCACTGATGTGAGCCATATCTCCCATCAGGTAGGCGCCGTTCTC
ATTAGCAATCTGCTTTAAGCGGGCGTAGTCGAGGTTGCGGGAATAGCAGCTGGTTCCTGC
AATAATGAGCTTAGGGTGAAACAGTCGTGCGTTGTCTTGAAGTCTGTCATAGTCGATGTA
GCCGGTTTCTTGATTCACCTTATACGGCATGGACTCAAAGAAGATGGACGTCGCAGAGAT
CTTCTTCTTATCGGTCATGAAGCCGTGTGTCAGGTGACCTCCGTCAGGAAGGTCCAGCCC
CATGATCCTGCCATGAGGTTCCACAACAGCCGTGTACACAGCAAAGTTGGCTGGAGAACC
TGAGTATGGCTGCACGTTCACTCCCCATTTCTCTGGGTCCAGACTAAAGGCCTCCAGTGC
TCTCTTCTGACAAAGCCTCTCCAGCTCATCAATATGCTCTGTGCCACCATAATACCTTTG
GCCAGGATAACCTTCAGAGTACTTGTTGTTCATGCAAGAACCCAGAGCTTCAAGAACAGC
CCTGCTGGCAAAGTTCTCAGATGCGATCAGCTCCAAGCCGTACGTCTGCCTCTTCTTTTC
TTTCTTTATGATAGAAAACACCTCAGAGTCGTTGACAGCCAGAGGCTCCAACATCATCTT
GTTGTGAGAGTCCCAGATTTCTTTATTAATGCTGTGGCCATTCGTCAAAGCCATGTTTGT
CTCTTTACTGGTTGGAAGCAGATAAAATTAAACACCCGTTAGACTCCCGCCGCCGTCTGA
CGCGACACAAAAAAATGTTTCTCCCCGGCCATAAGGCCCGGGT
>CL2833Contig1
CACGAGGTGCAGCTATNACTGTGTAAGGAAAAGTCCCGCCCCTTTAACTGTCTCCGCCAA
TCATTCTAGGAGGCTTAATCACATGTCATCATTCTGACCAATCTGAAGTTGTTAAAGTCT
TCACTTCACTTTTGTTAGTCGCTCAGTTCTAACAAAAATACCATCTCTTAGAAAAAAACA
GCCGCAACTTCCTGCTTTTTCTGCCACAATTATCACAAAAATCCACGTGAGATTGCGCGG
GGGGGGGCTGTCAATCAATACAGACCATGAATTTCTGCTTCTTTTTGTTTTTTTGGATGC
AGGTGTGCCGTGGGATTTTTGTCAAGGTTAAAGTGTGCCGTGGCTCAAAAAAGGTTGAAA
AACACTGGTCTAGATGACCCAACTCCCAATGGTAAAGTGCCTAGGATAGCACAGGGGTTA
CACACATTGTGAGACTTTTCCAAACCTCAGCTGCTCTTTGAGTTCCTCTTTCCAGCTCTC
CTCTCTGCACTGCAGGTCTGAGTCCAGAGCTGCATCCCCTTTTTCCTCCACTTCTGTTTG
CTTAAATCACGTAGCAGAGGAACAAGCGTCCACCTTTGGTCTTATTTTGGTGAACCCACA
CATCCAGCTGTGGTGACATTTGTTTAGAAGCCAGCCGGTCAACCATGACAGAGTCATCAA
TCAGCTGAGCAATATAGACAAAATAGTGCCAAGTAGGAATTTTAAATGTGTAATGTCGCT
GTGTAGAAAAGGCAGTGACTAGGCTAGACACTGTTTTAATCAAAACAAGCGTAGAATTTG
TTATTGACAGACTTATTTTTTTGCATTTTGTAGTTATTTCTAATGTTCTAATGCTAATTT
GGAAGAATTCCAAATATTGTTTTAAAAGGGAATCACATGATCTGAGGATTGTGAAAGTGT
AATGACAGGATTATTTGCAAGTTCAACTTTCTGTTGGTTATTGATCTTTTGTATATGCTA
CTGGTAAAATAAAAC
>CL2834Contig1
CAACATTTATCGGAAGAATATCAAACCAGAGTTACACTAGACTCATGTCCGGCATATTTT
GAGGGGGGGTCCCTGGTGTCACACTTAAAGCCCCCCACTGCTCCGTCCTCCGCTCCTAGA
CTCCATGGAACCTGAGGCGGTCGAGTCCGCCACAGTGGGGGTGGAGGTGGTGAACTCCAT
CCGCGAGCGGACGATCGCGGAGAACAGCATGGTGGTCCTGCTGCAGGGGCTGCAGGGGGA
GGTGACCACGGTGGACCTGAGGGACGAGAGCTCAGCTCGGGGGCTCGTGCTCAATGTGGA
CGCCTTCATGAACATCCGTCTGAAGGATGTGCTCTTCCTGGACCGGCGGGGGCAGACCGC
CCAGCTGCAGGACCTGTTCATCACCGGCAGAAACGTGCGCTACGTGCACATCCCCGACCA
CGTGGACATCATGAAGACCATGGAGAGCCAGCTGGCCAAGATCCACCGGGTACGCAACTT
CGCCGGCGAAGGCGGGGGCAGGAAGGAGTTTGGCGGGAGGAAAAAATGACAATTTGATGG
AAATTTCTGGAGCTTCAGCCTAACCCCACCCTGAGGGTAACCCCTCCAACTGACGTGGAG
ACTGTCTTCAAAAACAGATTTCACTACAAAATGTTGAAATAATGGACAAATTAATGAAAT
ATGCAGATTTTTTTAAAACACTTTCAGCCTTAAAATAAAGTTGTTTTGTTCCTGATCTGT
TGGGGAAAAAAAGTAAACTTAAAAAATAAATATTCATGTAAATATAAACATTTGGACAAT



TGAGTTTGAAGGATGACATGTTTATCATGTTAACATTTATTTTTGCTGGAAATGAATACA
AATATAATCGTAGTCCTTTTCTTATTTAGCTCCAGCCATCCTAAAACAGAATGGATTTGA
TTGTTTTGACCCATCTTAGTTGCCGTAAAAACTTTTCCTTTAAAATTTTTGTGTAAAATT
AAAGCCATTTGAAGCAATTTTATGCATTTTTTTTATTTAATAAAAATATAGCTAAAACTT
TAAGGTGTGAATAAAGTGACCTGACTGANATACATGTTTGTGATTTTCTTGCTCAACTGC
AATTTCAGTTTTCCGCCTGCAGGGGGCGAAAATTTTCTTTGGTTGGAGAAGCAGCTTCGT
AGCTGNAAAAAAGGGGATATTTCTGTAAAATAACACT
>CL2835Contig1
AAAAGATGTACACCTAAAACATAGAGGTATTCTCATACACGATGATACCGTACACAAACT
ACTGGAAGTATTTTATTAAAATAGGATTTTCACATCAAAATCTCTGATGAAACTTCACAA
ACACAACGATGGCTTGAGAAACACACAATGGTGTCGTAACAGTCTGTGGAGGAACTGTCC
GGTCCTGAAGTGCAGCGTTCAAAAAAATCCAGTTCAAAATAAAAAAAAAATCATCCGGAC
TTTCCACAGAAAGAACAAACAGGGAAGATAAACCTGAATCCCGGCTGCACAGTCACAATC
AGCAGACTGAATGGGTATTAAATAATAAAAGCACAAAAAATCACAAAAACGTAGGCTGGA
TTGGAAACGCTCAAAGTCGTAGCCTCTTGTCATTAAGGCTTCGACGCGGCGCCGGTATGA
GCAAAAATTCACCCCATGAGCGCCCGCAGCTCCAACGCAAGGCAGCAGAAGCTTTCAGGA
CTCCGCCCCTTTTTCTCGAAAAGACAGTTCCTGAGGGGGCAACGACTCATTAGGGGGCAC
AAAAGAGATGCCCTTCAAGTTTTAAGAGAGGTTCAGATGAAGGCGGCGCTTCAGTTGTGT
CTGGGTCTTCCTTTCTTCATGCGGGCGGCTTTGGGTTTGGGGATGTACTGATTGTTGGCC
TGGTGCTCCAGCTCTCGACTGAAGTACTGGATGGTTTTGTTCAAGCCTTCCTCCAGGGGA
ACCACTGGCTCCCAGCCCAGCAACATTTTGGCTTTTCGGATGTCCGGCCTTCTCCTCTGT
GGGTCGTCCTGGGCTTCTGCGAGGAACTGGATTTGGCTGTGGCTCACGACCAGACTTTTA
ATGAGACGTGCAAACTCCAGAATGGTATGCTCCTCCGGGTTCCCCAGGTTGACAGGACTG
CTGATGTTACTGTTCATCAACAACACCAGGCCGTTCACCAGGTCACTGCAAAGCAGACAA
ACACACTTATCCTCGTGCCG
>CL2836Contig1
ATTCGGCACGAGGATGCAAGCCTTTAGACGCAACCGGGNAGGAGTGGGTCCGGATGTCGC
AGCGCACGCCGGGCATCCTGATCTTTGGTATGGTCATGGCTCCGTGCGGATGGATCCTGG
ACCTTACCGCCACCGTGGCGCCAAACTGGAGAACCCTCCACCAGCTCCCAGGCAGACCGA
CGGACGCCGTGATGCAGCAGGGCATCTGGGACATCTGCTTGGTCACTGAGACCAGCAGCA
GTGCCACCAGCACCAACAGACCGTGCGGCCAGGCGGACTCCACGTACTTCGGAAATCAGA
TCATTGGGATCGCGCAGGGCATGATGGTGGCCTCGCTTATAGTGACTCTGATCGGTCTGG
CCGTGGCGATCCCGGGGGTGCGCTGCTGGAGAGAAAACCCCAACTGGTTGGTGGCGGGCC
TGGCGGGGCTCCTCATTTTCTGCTCCGGGGTTCTGACCATCATCCCCATCGCCTGGTACA
ACCACATTTTCAAGAACCTAACTTCGGTCACCACCTCCACAGACATCCGGGTGGGCTACA
GCATCGTGCTGGGCTACATCGGGGGCATCTTTGAAGTCCTGGGGGGCATCGTCATGTTCA
TCGGCATATGCCGCTGCTGCGGAGGGAAGAACCGGGGCGAGAGGCGCCTCAAAGACGTGG
TGCCCCGTCCCAACCGGCGCAGCGACCAGCAGAGCGAGCCGGAGAGGCGCGTGGACGTGC
CGAGGCTCAGCCGACCCCGGAGCACCTCGCCCAGCAGCGTCGCCTACACCAACAGGTCAA
TGGAGGCGGAGGAGGATGATGTGTCCTTCCCCAGGGCCAAGAGCCCCGCTGCGCGCTCAG
GAAACACTTCCTTCAACGGCAAACCCTATGACGCGGATCTATGAGGGTCCTCCAAAGACG
CACAGAACTTTACGCAAAAGAAGGAAGTCCAAAAGCCTCACTGCCACAATTATTAATAAA
TGACTGTTTAAGTATTTTCCTTCTAACAACAGATTACACACTAAAATCCTGAATTCTTGT
GCCCAGTGTGTTTGATTATTAACTATTAATTTCCGTTTAAAGTATAAAAATAGGTTTAAC
AGACAACAGGTGAATGTGTGAGAGCAAATATTGTGACATTTGTAGGAAATAAAAGTGTTT
TTTTTTCACTACTCTTTTGGCAGTATACTTCTTTTTTTGTAATAACGGAACTCCTTAAAT
GTTTTACTTTTCCCTCTTTTTGAATGTACAGACAGTGTTCTTATGCACTTTAGAGTTTTA
AGTCAACAACTAGATCCCTGCTGAAAGATGCTTTCCTAAGNATCAAGGTTTCACTCTCTG
CTATGNAACAAACCTAATAAAGGGTTACAA
>CL2837Contig1
GCAGTCTCTCACTTCAAGCAGCTGTCCCAACTCTGCGGCTGGTCTGGCGGCTGTCTGCTC
GAGAAGATAGAGAGAGCCATCTCACACGAGCTTCCATCTCTGCTCAGTGGTGTCGGCAAA
AACTCAGACCCTCCTGCTCCTGCCAAGGCGTCCCCAGCGCCTCCGCCCCCGCTCCCTGGT
ACATGCCAGGGTCCCGAGTGCGAAGAGAGACCCAAGAATCGCTGGAGAAGGCAGTAATGC
TCTGCAGGAGGCTAAACGGGAGGGGGGATTTGTCTGGATGTGGTTCTGATGTCAGGGCTG
TCTCTGGAGAGAGAGGGCTGAAGAAAGAGATGTGATCCAGTAAAATGAATATGATGAGTA
CACATAAACACTTGCTGGCAGGCTTCAGTCAGAAGGCACTTTGGAAAACAGAAAAGCTGG
AAATGATCAATTCTTGGGTTAAAAACAAACAGCCTGGCCTTCTTTTGACTCATAAAATAC
AAAAAATGGCTTCAAAAGAACATGGATTCATGGATTTGATGAATTAATGTGACATTTTCA
AACTTGGACAGTCAATGTTCATTGTTTTTTTTAGCCCCAGCCTTATTCTATACATTAGAA
GACGTTTTGTGTCAGTCTGTTGTAATTACACTGTACCAGTTCTCTTTATATTTAACTTAT
TGTTTCTTATTCGAGTGCAACTGGCTTTATAAAAGTGAAGCCTTTTGAATGGTTTGTAAT
TTTAACACAACATAGTCGGCGTTTCTGTCACATGCAGTCATTTTTTTGTGCTTGGATCTG
ATCTCATTTGTTAGTATTTTGTGATTGCTTTGACTGTGACCCCAACCTGGTCAGGCACGA



TGCATCACTTTAATAAAA
>CL2838Contig1
CAGGAAAGCCCATCAAACGCACCCAGGGAGCTTCGTCTGACGAACAGGAAAAGAGGTGCA
GGATTATGGTGGAGAAGTTCCTGAGCCTCGACCTGGACAACAAAGATTTGGACCTACAGA
GTTTTATGAAAGAGGAAATCCTGCCCTCTGCTGGAGAGCCACAGAACTCCAGCTGAACTC
CTCCACTGTTATTTTGTCCATAAATGTTTCAGGTTAAGAGCAGAAGCACAAAGAACACAT
GATCTCTGTTGGAGTGAGAGAAACGTTTTATGTTCTATGTATGTTACAAAGGTTGAGGTT
ACAAAACAGGAAATGACATTTTATTTAACGTTTTCAAGCATTTTGCGTTGAAAAATGATA
AAATAAACAGATATTTTTGTTTTAACGGTCAAAAAAAAAAAAAAAAAA
>CL2838Contig2
TTTATGTTCTGTGTATGTTACAAAGGTTGAGGNTACAAAACAGGAAAGGACATTTTATTT
AACGTTTTCAAGCATTTTGTGTTGAAAAATGATCAAATAAACAGATATTTTTGTTTTAAC
GGTCCAGTTTCTGCAGATTCATTATTAATAAATACAAAAATGAAGACATTTTTTGGAGGT
CTGAGCATGTGGTTCAGTCGTTCTCTCTTTAAAAACAAACTAATGAACTAAAATTAGGTT
GATGGAACAGTGAGATTCAAAGTAGTTATCAAAGCAGTGAGATACAAGAGTGTGCATGTA
GTAAACTGGTCTGCTGAGTTGCAGTAAGGCGTGTCACAGCAGTATTTGGTCATGGCAAAG
ACGGTTCTGTTAGGAAAGAGCTCCACTGTCGTCTCCACCCCACACTCCTCCGCCATAACA
CAGCCCAGAGTCTTTATATCCAGAGCGTCAGCTGCTTTCCCACGGCCTGTGTAGCAGAGC
TCGCCGCGGCTGCAGTTGGTTTCCGTGGTGTAACAGGCATCCCAGAAGCCCAGGTCACAG
CGGAAACACTCCAGATGCTCTTCATCGTCTTCTAATCCTTCTGACTCCATGAGCTGCTCT
GGCTGCTCCTCTTCTACACCTTGAGTAAGTGCAAGCGTCACCATGGCAAACACACAGATT
ATTATTCCCTTCATTTTGAGTGGGATTCCTCCTCCATTGAATTCACCATGAG
>CL2839Contig1
CACCTCTTCTGGATGCCTATCATGATGGTGCATCATTATCTATTACCACGCCTTACTCCA
CGCAGAACCCCTCCAGGAGCAGTCTGGGGGAGTATTACAAAGACAGTCGAAACCTTAAGA
GAATCAAAGACACAACGATGCGCTTTCGACTGCTGAAGCACACACGGCTAAACGTGGTGG
CGTTCCTTAACGAGCTTCCAAAGACGCAACACGATATTGCCTCCTTTGTTATTGATGTCA
ACACTTGCACAAACACACTACTGTCATTTACCATTGGTGGAGTCTTCAAAGAAGTTGTTG
TTGATGGAAAGTCCAGAGAATCCACAATGGCGTTCTCCAGGGTCTTCATCACAGTCCCTG
CAGGAAATTCTGGCTTGTGCATCGTCAATGACCAGCTTTTCATACGAATGGCAACAACAG
AGGAGATCCGCAGAGCGTTTGTGGCCCCTGCCCCAACTCCATCATCCAGTCCCGTCCCAA
CCCTAACTGCACCACAGCAAGAAATGCTCACAGCCTTTTCACAGGAGTCTGGCATGAACC
TGGAATGGTCACAAAAATGCCTACAAGACAATGAATGGGATTTCAACAGAGCAGCACACA
TCTTCACTCAGTTAAAGGCGGAAGGCAAGATCCCAGATGTTGCCTTCATAAAATAACTAA
ATATGTAAAATGAAACCTTCTGATTTTATTTTTTTATAATTATTTTGTGGCTTTTTGTTC
CAATGAAAGAAAGGTAGATTGAACTTGTTACTCTTGTTTTACCAGCAACACATGTTAACA
GTTTAGACAGGTTTTGCTGTTTGGATGTTGTATCCTGTCTTTATGGCCAATAAATATAGA
CACAAGTGTACATTTTTAAATAAAAATGAAGCCAATAATTGAACATTTTGCCTTTTTAAG
AAATAAAA
>CL2840Contig1
TTTTTTTNTTCTGAAAATCAACTTTAATACAGTCAAGTACAATCCGAACTCTTCCTCCTC
CGATGGAGTGAAAAAGCATTATGGGAACATCATCATCATCATCATCGAGTGCCAAACAAA
TTCATTTCAGACGAATGTGACACGCAGGTATGAAAGATTATATGATACAAAACACAGCTG
AGAATTGTTGAAAGGTTTCAGGTTTAACACTGGCTTCACACAGGATACATGGCAACAACA
CTGGAGGCTTTGTGTGTGTCTGTGTGCGTCTGTGTGCGAGTCTGAAAGGAAAAGCGGTCC
ACCGCCACCCAGTTTACACATAAGCCATAAACATGTTTGAGCAACACAAAACAGCTTTAT
TAGTATGCACATTTGAACACCTCTGAACTCTGCGAGCTCGCGGCGCCGGGCACTGGCGTG
TTTGCGTGTCTGTGTGAGTGTGAGTGTGTGAAGGAGGAAAGAAAAACGCACAATCGCTCG
TTTCATCCTTCCCGTGTCCGGTGGGTCGATCACGGGAACACAGAGTCACATGACGGCGAT
CAGTATAGGTGAGAAGTGTGTGTGTATGTGTGAGAGGCGGGAAATTGGAAAAGGGGGGAA
AANGGGGAGGGGGTGACGATGCGCCGCCCGCCCGACGCGGCTGAAANGCGTTTGCGACAG
TCATCAAAATGTTGGGGAATCGGCGTGTTTGGTGGAAACGGGGCGAGGCTCATGAACCGT
CTGAACGG
>CL2841Contig1
AGGGTTGACGAATAGATCCAAGACAAGAAAACAACCCAAAGAGTCTCTGATGAAACAATA
AATAAGAAAAGTCAACCAAAAATATAGCAATATAGCACTGTGAGGATGAATTTGCCAAAA
AAATATTGTTCGTGCCATAAATGTACATTTGGTTTCGATTGATGCTGTTTTCTCAGTGTA
ATTATTAGCTTTTGATCTTGGTGAAAGCTTTAGCACAAGCCCTGTGCTCCATTTGCCTTC
TAGACCATTGCTAAATGCAGAGGTGATGCCGATGCTATTATCCAAAGAGTTGACTCCTTC
CTCAGGTGGGTGGGGCTTATTTCATTCAGCTGATCCTTGCTACAAGTAACAAAAACACAA
AGGGCCAAATATATGGAGTGTCCTTCCTGTGACAGACAACAATATTTATTTTTTATTGAG
AGAATCGTCTGTTGCTGTTCGATACCTGTAGTAAGGCTAAAGAATTCTTTACTTTCCTCT
GTACTTTTTTGTGCAAGTGAGACATTAAGAGGTTTCAAGGAATTCTGACTATCAAAACAA
ACCCTCTCTGTGTGAAGAGCAACATAATCAATTTTTATATCTTTGTAATACCAAGTATCC



TAACCAAAGAATGGGGAAGTCTCTGATATTTAGCGATCTTCTTTGGTTTTCATTTGCATT
ATGTGCATTATCTCAATTTAAAAAAAACATTATTTTCCATTTTTGGTAACTAGAAGGGCA
TTGTTTTCATTTTTCAAAATTTTCAAAGATGTCAGAAATGACTTTCTTGTTTTAAGCAAA
GAAAAAATCAGATTTTAAAGTGTTTTTTTTTTATGTCTGGTGTAATTTTCAGTTGTTCTG
CCTGTTGATTATTCAAGAAGATAAATGTTCAAGCTGCAGGTGAATGCATCGTTTTAATTC
GGATTTTTACATTTAGCTTTAGGAGTGTAGATTGAACTTGTATTTAATTTCCCTGATATC
TTTTATTTTGAATGCCAGACTTTTGACCCAAAGTGCACATTACTATGATGGTGACATGTT
GTAACCAACCTTATGTTTTAAATTGATTAACTAGGCAAAATAG
>CL2842Contig1
CCTTCTGGTTGATTTGTTTTGATTNGTTTCTGTTNGACGGCAAATACCCACATTACAAGA
CATTTAGTCAAGACTTTAGCTCAAAAGCTTGCGTTAAATGAAGCAGTCATCTTTCTATGT
TTGCATTCATCAGACTGGGATTGCCTCCTGACAGAGTTCCTCTTCTTGGCTGTTTTTTTT
TAAGAGCAACTGGAAACCACTGCAGTTAAAATGCTAGTTTGGGTCAGTCTAAATGTCATT
CCTCCTCCTCCTCCTCCACCTCCTCATCAGGACAGTAGTAGAATTCCAGAAAGCAGATCT
GTCCGTCATCATTCCTGACCAGGTACTGCTGGGAGAGGAGGCCCCTGTTGTCTGTCCTCA
CTGAGACCTTACAGGACAGAGCCAGGGCTTTGGTGGACGGCTTCAGGAGGGACATCTTAT
ATCGGTTCGTTTGCGTCATGGTGCATTGAAACAGCTCCATCATGTCCGAGTCTTTGGAAT
AATCATAATGTGCATTTCCAGAGTTCCCAAATGTTGACAACCTGAAGTACGGCTGGCTGG
GGGACATGGTGATCTGAAGCACATCACTGGTCATGTCCAGTTCAGAGAAAGCTTCCTTCA
GACTCTCCGACTGCAAAATCACCTTATTTGTAACGTTAGTGCTGCAGAACTCAAAATCCA
TTGGTTCTTCAGGTTCTTGTGTGTTAATCTTGCAGACTGTCACCACGCCCCCCTCCTCCA
GGAAGAGAGTCAGAGGGTATCCATAACCTTTGTAGCACATTCGTAAGGCAGTAGAAGTTC
CTGCTACTGCATTTCCTCCAAAGATATTTAGGCAATCCAGCAGAACAGTGAGGTTGATCT
GAAAAGTCACCAAATCTTCCTTAAGGGTGAACTCCTGAAAGATCTCTGTCTGGATGAATG
CATTGGCTTGAAGACATTTGGAGTCCTCCACAGTGACCTTTAGGCCGTTGGGTGTTGCTG
TGAAGACTGCATGATCCTTAAAAGTGATAGCTTTTAGGATGTTGGAGAGATTGCGAGCGT
TGTCCAAACTGGCTACTAAAACATAGTGTTCCTCATCGTCCTGAGACTGTGTGGACAGAG
GCATTGCTCTGCTTTTTTTAACTTGCTTTTAAAGGGGTGCTCCACTGATCTATAATTGTC
CTGGTTGGTTGGAAAACTGCTGG
>CL2843Contig1
TGGTGATTTACCAGTACTAGCTCTTNGNTGATGTGCAGTTTTGATAATCCTATGTGTGCC
GGACGCNGTTTGTGTTTGTTNGTAACCACTGATCGATGCAGCACCATCAAGGTCCCATCA
ACGGTCCCGGGCTCCAGCAATAGTAACCAGACAGCAATAGTTCTTTCAGAGCCCAGCCGG
GACGTCGCCGTNTTCCTGTGCAGATCAGCACAGGGCAGCTCATCACACCCGGATCAGGCT
CCATGGACAAACGCAGTGGGGCGGACGTGCACGCCCGGCGTGGCACGATGGAGAAACGCA
GTGGGGTGGACGTGCACGCCCGGCGTGGCCCAGGTGCTTTCACAAATTGTGCCACAGAAA
CAACGGTCCTGCGATCGGTTGTTGCCTCAAAATGCTGTCTTACACCCAGCTCTTCTGAAC
CGAAAACCCTGTTACCTCATGCAGTACCTCCTACCACCAACATGGAGTCGGTTTCATCTC
CAACAAGAACGTTGCATTTTTGTGTACATATTTACCCAATAAATGTAAAGGTTTCCTCCG
TCTGACACGTGGAAGCGGTTTCTCTGCTCAGCATTTGGTTTCCATGTGGGAGTGTGTGCC
CTTTCCTGTTTACGTGACCCAGTGTGACTGTAACCCAGTGTGACTGCGGATAAATGCTTA
GGAAATATAAAGTAGAGAAATATACATTCATCATTTTGTTTATGAAAATAAAAACCAATT
CTGATTAAAAAAAAAAAAAAAAANGAAAAAAAAAA
>CL2843Contig2
TTCTGGAAAGGGTTTCCTAGATCTGCGTCTGCGTGTTTATTTGGACATGTGGCCCTCTGC
CTTTTGATGAAATGTGTCCAACAGTGGGGAGGGCTCCTGGGGGACAGACTGTGAAATATT
ACGAGCAAACCAGAGGTCCTCATCATGGTTTGGTCCGGGCGGCGTCTCGGATGGGCCGTC
TGAACCGCATCGGCTGAGTATTCACCTGCTGATGTGACGTTCTGATCCGTGTCGTAGTAG
TTTAGTCACGTGGGACAACACACATCTGTGCTTTGACCGTGGTGATTTACCAGTACTAGC
TCTTTGCTGATGTGCAGTTTTGATAATCCTATGTGTGCCGGACGCTGTTTGTGTTTGTTT
GTAACCACTGATCGATGCAGCACCATCAAGGTCCCATCAACGGTCCCGGGCTCCAGCAAT
AGTAACCAGACAGCAATAGTTCTTTCAGAGCCCAGCCGGGACGTCGCCGTCTCCTGTGCA
GATCAGCACAGGGCAGCTCATCACACCCGGATCAGGCTCCATGGACAAACGCAGTGGGGC
GGACGTGCACGCCCGGCGTGGCCCAGGTGCTTTCACAAATTGTGCCACAGAAACAACGGT
CCTGCGATCGGTTGTTGCCTCAAAATGCTGTCTTACACCCAGCTCTTCTGAACCGAAAAC
CCTGTTACCTCATGCAGTACCTCCTACCACCAACATGGAGTCGGTTTCATCTCCAACAAG
AACGTTGCATTTTTGTGTACATATTTACCCAATAAATGTAAAGGTTTCCTCCGTCTGACA
CGTGGAAGCGGTTTCTCTGCTCAGCATTTGGTTTCCATGTGGGAGTGTGTGCCCTTTCCT
GTTTACGTGACCCGTGTGACTGTAACCCAGTGTGACTGCGGATAAATGCTTAGGAAATAT
AAAGTAGAGAAATATACA
>CL2844Contig1
AGCCTTGGTGGCATCCGGGTTATGAACGTTGGGGTTTACCTTTGAAGTTGTCTGCTTGTT
TCGCGTGTGAGGATGTTCGGATCCCTGCGGGTGCTGTTGCAGGTGCTTTGGGCCCAGCTT
CTGTGTGGGTGGGTGTTGGGCTCAGAACTAACTTTTGAGCTGCCAGACAACGCCAAACAG



TGTTTCTACGAAGACATCACTGTTGGCACTAAGTGCACTTTGGAATTCCAGGTAGTAACT
GGTGGTCACTATGACGTGGACTGCCGTTTGGAAGATCCAGATGGCACAACGCTTTACAAA
GAGATGAAAAAGCAGTATGACAGCTTCACCTTTACCGCAGCCAAAAACGGCACCTACAAG
TTCTGTTTCAGCAACGAGTTCTCCACCTTCACGCACAAGACGGTTTACTTCGATTTCCAG
GTTGGCGATGACCCTCCACTTTTCCCCAACGAGAACAGAGTCACTGCTCTGACCCAGATG
GAATCTGCTTGCGTGTCCATCCACGAGGCCCTGAAGTCAGTCATTGATTATCAAACGCAC
TTCCGCCTCCGTGAGGCCCAAGGACGCAGTCGCGCTGAAGATCTGAACACCCGTGTTGCA
TTCTGGTCTATCGGAGAAGCCCTAATCCTCCTGGTGGTCAGCATCAGCCAGGTGGTCCTG
CTGAGAAGCTTCTTCTCTGACAAGAAGACCACTATGACACGAGTTGGATCATAACGGCCT
CTCAGCCACAGGATGCAGTC
>CL2845Contig1
ACTCTCTCGTAACTCTATTTCTGTATTAATGTACAACCGTTGAAAATTACAGCTTTTTTT
TTGGTGTTTTTTTTCTCTTTTTTTACATTTTTTTTGAAACGATCAACACAGCTGTTTTCC
AGAAGAAACGTGAACAATATAAGCTGGGAAAAAGAAAAACAGAAAGAAAAAACAAACAAG
GGGATGACTAAAGAAAGAGAAGCACAAACACAACAGGAGACAAACTAACAGGAAATGTTG
GTTTTCTGTTATGGAGTGTGTTGGTGTGTGCACACTGTGAAAAAAGATGTCAGTGGGACA
CCCTGTTATTCTTTAGTGTGTGAATGACTGAGATTACACTTATTTCATCATCATACATGG
CTTTAGATCACCCAATTAATGAATAAAGGCATTATTATCACACTTCAACGGAGGAAACCC
ACTCTGGCCTCAATCTACACTTCTTTTCCTGAAAAAAAAGTTAGCAAAACTGTCATGGCA
GTATTAATATTATACACCAATAAGGTAGCTTCATGTCATCCTAATTACCATCTGCCGGCA
GTAAAACCAGCAGGTCATTCAGTCAAAGTGAAAGACCTGCAAAAAAGGTTACAGCAGCTG
CCATCTACATACACGTTCATCTGGTTTAACCTTTCTCAATGCAAAGGAAAATTAAATTCA
CAAATTAGAACTACATAGGATTTATTCCTTTAAGGTGATATAAAAAAAAATAGCTATAAT
TGAATAACGTCTGCTGGCTTCACTGTTGCTCTGTACCTGATTTTGTTGGGAAATGTTAGC
AAAAATCTTCTGGAAGTATCACCAACCTGCACAGATGGACGTTTGCAGCAAATGATTTAA
ACTAACAATGTCATACAAACAACCTTCCATCACCCTGTGGCATTACATATTTAGATATTT
TAGTCATCTCCATCAATCTCACTGAGAT
>CL2846Contig1
TTTTTTTNTTAGGTTTGAACTGTGTTAAACACCATAAAAGGAACCGGCAGCTTTAAGCCT
AAACCATTATTCTGATGAGTCAAAAAGTGAAATATCCCTTTAAAGCTTCACCTTCTCGCA
GGTTAAAAGTCTCCTTCAAACACAGTGTCTAAGAGTCAGAACAGAGCAGGATGAGCTTTG
GTCGTCACGGGTTACGACAGTAGCTTAAAGGGGATGTGCCCGTTTCTATGGGTTCACTCA
GAGGAACCAACAGGAGAAGCTATTAGGATGGAGAAGAAAAATCAGACAAAAAAGGAAAAT
AAAACACTTTGACGAACATTTCTTTAGACAAGTTTTAGGATGTGAGTGCGATTTTTGGTT
GTCCTAAAAAAAAAAACATGAGTAGAGAGCTTCTACAGAAAGAGGCCAAGTTTGATTACA
GCTGAGTGGGAGGGAGAATTAACTTGGGAAGATAAGGCAAGGTGTGGATCTACGCAATCT
AGCCCTAAAAATAAACCCAAAACATTTGTGTTCTGCTCTTTGGACCACAAAAAAGCAGCA
GCGCCTCGCCCGGGATAAAGCTCCACTTAAAACAAACAAACGCAAAGAATCTATAAAAAC
TGAAGACTGCCATGTTCAGTCTTGGTGCAAATGATAGGATTTGTGTTCTTCACAGGGTGA
CAGACAGCGAGGCAGAGGTGCTCGTCCTTCGACTCCAAAGAAAATATCAGCTGGACGAGT
GGAGTGTTTTTGCCGACAGGAATGTGCAAGGAAAGAGGACAGGCGGAGGTCGCACGCACG
CACCTCCGTGTTCACGTCAACCCTCCCAGCCTGACCCCCGGTGCCGGGATGACCCTCGTG
CCG
>CL2847Contig1
TGCGTCCCCCCATCCGTGTTTCTTTGCGACGCTTGAGCGTTTGAAGGGTGCGGCTTTCAC
GTTGCCCGGTTTTGTTCGGTGACTTCTGGGACGAGCATGGCGGCAGGCGCGGGACTTCCC
GCCCTTTTGGTCTTGCAGACGTCTCCAGGCGCCGCGCCCCACGATTGGCTTCCGCTAGAA
CCGCTTATTTGGTTTGCAAAAACCTCGATTAGCCTCGACCCAACCAACCCCTCCAAACAT
ATCAAGGTGTTTCCAAAACCAGAGAGCGCCAAGCATCCAGGCCAGTCTGGGCATCGTACC
GAGGAACCCCAACACGGCTCCTCTGCCAGAGCAGCCAAAGGAACGGAAATCCTCCCTCAT
GTTTACCGGGAACCTCTGCATTCCTTTGTGTCAAACCCTTTTCTACGTTTTTACGACAGG
CTCTGGGGGTTTGGGCCGTCCTGCTTGCAGGCCTCAGAGGTGGGGGCAGAGAGCAGTCCG
GACTCCCGCTGGTTTGGCTATGCAAGCGTGGACCGAGTTTGCGTGTGGAAGTCGCAGAAG
CTCTCTGTTCTGTCTGCATCGTCTGAAACGTCCGTTTGGTCTCGTGTTTCTCCTCCTTTG
GTCAAATATTTGTATCCAACATGAACATCACTAAGTGACTGTATGATTTTCTACATGTGG
CATGTCTTGCAACCCAAAAATGATTCTGTAGTAATTAAAAAAAATTCAACCATCAAAAAA
AAAA
>CL2848Contig1
CGATGGTTTAATTCAACAACAAACAAATAGTTCCAGTGTGTATTTGAACGCCTCGTGGAT
CATCAGCAGGCGGGAGGCGGAGCTTTCATGGCTGTACTTAAAGGATCCACGGTTTGTAAT
AAATACAGAATAGGTCATGAGGTCGTGTCCGTCCAAACCAACATGATGGGGGGGGGGCAG
TAAATGAGCACACACAGGTNTCTAACTTTACCCAAACCCTAACGTACACAAACNTGAACT
AAACAGTTCAGCTCAAACCTTTGCCTACGGACTTGGACTTTTACNCAAAAACAGTTTACA
TCGACCGTACCTGAAGTATCTNACCACACCAGCAAATACTGTTGCAGGTCGGTCCGTAGG



TCCTGAAGGTTAGTGATCAAACANACAAGCATTCAGGCTACATGGTTCTGAGTAGGTCCT
CTTTAAAAACTCTGACCTGTTTCCAATGGATCTGTTCAGTTCTCAGTCTGGTTTCATGAC
AAGGGAGGCAGTCTGACCTCCAGCAGCTCCTCGCCAAAGTGCGTTTCATCTCAACGGCGC
ATGCGNTCACCAGCGTTCACTGATGGCTGGATCCATCAGTGAACGCTGCTTCAGGCTGAC
TGTAGACGTGCTCCAAGATCTGCGAGTAAGCCTGGTCTTNGGGGGCGTGGCAACTCAGAG
AACCCTTTATCTTGTCCATCATGGTTGTGTCGGGACACCAGTACTGGTGGAACTGGACCA
AGTCAGGCGCTGCTCTGTAGTATTCAACCAGCAGCATCATCTCGTTGAGAACGTCGCTGG
TCAGAAAGTTGTCCTGTACGTAGGTGACCTCCACAGCCACTGGGATCCCGTAGTCGTTGG
GCCGCTGCTCAGGCGGGGGCACCACCCAGAATGGGGTTATTGTAGATGCAACACCCTGGT
TTCCGTGGTAATAAGGACCACAGATGATGCCCAGACACGGCTGGAAGCCGTTGTTGGATC
CTTGGAGCCTCAGCTGATGGTCCATCTGAGAGTCGATGTCCTGCAGCGACGGCAGCGCCG
GACCCCGCGGGTGACTGTGGTACCAGCCCACCAATGACAGACCGCGCATGAACAAGTTCT
GACAGATCTCTTCCTCCACAGCAGAAGCAGACTCCCTGTCTGCCAGCCTGGTCCGACAAG
GAAAAGCCCTCAGGATGGTCAGAAGTTGTGTGTTAGTATCCCATCTCCCCCCAAGGTATC
CCACCACCTCACTGGTGGTCAGATGACAGTGGAAGTCCATCAGGAGCAGAACGTTACTGG
AGACGGCGACGTTGAACGGCTGGAACCTGTTGATGGCGGAGAAGGCCGACAACTCCACCA
ACGTGTGCGGATCTTTGGCAGCATCCCTGGTGCCTAAGGTGCAGTATCTGACAGGAATCC
TCTCTCGGTCGGTCCGTCGGGAAACGACCACGTCAGGTAATCCAGGCTTGACGTTTTTGT
TCTTCTCGTCTGCCTGCACCGCAGTCTTCCCTTCTTCCTCATCCTCGTCATCATCTTCCT
CGCTCACCAAGCTCATGTTCCAG
>CL2849Contig1
CCCTCGCTGATTCGTCTCTGGCCTTAGGGGCAGATGCGGAGGAACCAGTCCAGTGATGAA
CTCGCCAAATCCAGAGGGCCAGCATCCTACGATCTCACTAATAACGACCTCCTGTCTCTG
GACCCATTGAGCGCGCCTCAGCCCGGCGGAGCCTCCTCCTATGCGCCATCGTCAGCAGTG
CCATTACCAAACCGACCCATAACACCCCTGGCAACCGGAGCCCTCATGCCCCCACCCCGT
CCTTCTTCCAGGCCCAAACTTCCCACTGCAAAACTCACAGGAATCAATGAAATTGGACGC
CCTTTCAGCCCGCCAAAAACATCCAACGGCAGCCCTCCATCGACCGCACCGCTCGCCCGA
GCTGAGAGTTCGTCTTCTTTGTCCTCGAACGCATCACTCAGTGCTGCAAACACCCCCACT
GTTGGAACGTCTCGCGGTCCCAGCCCTGTGACCCTGGCATCCCAAGATGCCTTGCCCATT
GCCGTGGCCTTCACAGAGTCAGTTAATGCCTACTTCAAAGGAGCTGATCCCACTAAGTGC
ATTGTGAAGATCACAGGAGACATGACGCTCTCATTCCCTATGGGCATCATCAAAGTCTTC
ACGTCCAACCCGTCCCCCGCTGTCCTCACCTTCAAACTGAAGAATGCCAGCAGGCTGGAG
CAGATCCTCCCCAACGTGCAGCTACTCCACAGTGACCCTTCCCAAAGTGATTCAGACTCC
AAGAGTTTCTGGTTCAACATGCAAGCACTGACAACCTACCTCAGAAAAGCCTCCGAGCAG
AACCCTTCAGCTTCTTACTACAACGTGGACATCCTGAAATACCAGGTGCAGTCTGACGGA
ATCCATTCCACCCCGCTCAACCTGGCCGTCTACTGGAAGTGCACACCAAGCACAACAGAC
CTGCGGGTGGATTACCGCTACAACCCAGAATCCATGGACTCCCCAGGCTCGCTCACCAAC
CTGCAGGTCTTGGTCCCTGTAGACGGAGGAGTCACCAGCGTGCAATCTCTGCCCAACTCC
ATATGGAGTTCAGAGCAGAATAAGTGTCTCTGGAAACTAAGCGACCTCTCCAGTAAATCA
GAAAACGAAGGTGCGGGGTCTATAAGGGCTAAATTTGATCTCTCACATGGGCCGTCCAAC
CCGTCCACTCTGGCAGTGCAGTTCATGAGCGAGGGCGCCACCCTGTCTGGAGTGGACATG
GAGCTGCTGGGCTCTGGATACAGGCTTTCCCTCAGCAAGAAAAGATTTGCCACCGGGCGT
TACATGGCGGACTGCTGAGGTAACCGGAAAGAAAAGCCCTTATTTGACAGAAAACTTGGG
GGAATGGAGCTGCGGCGGTTCACACAGGAAGCGAGAATCTCACTACATAAGGCAGCACTG
AGTATTGAACACTGTTGAAAAAAAAAAGAATAAAAGAAAACTTAAGATGCGCTTTCAGGA
AACGTGTAGATATAAAGTCTAATAGTTCTGATCTATTCCTTTTTGTACAGGAAAGAAAGG
ATTTATTGACTAGCTATAAATCTTTATTGTATTTGAAATCATAAAACAAGAAAAAAAAGT
GCACTAATAATCCTCCAAATACCTTTTTTCCCTCTTCTCTGAGAAGAAAAAACATTTTTT
CCCTCCTAACTGTAAATAACACCCCAGACCTGCTTTCTTTACTGATGTTTGTGTTTTTCT
CTGTCTGTGTCAATTATGTGCAATGAAGCGATGAAGGTGGAATCCGTCTTTTACATTACT
CACATCAGTCTGACCTTAAAACAA
>CL2850Contig1
TTGCTACCGGAAAAGAAGAAAACCGCGCCAGGAAATGTGTCCCACTGCGACTTTGCATGG
ACCACACCTGTCCCGGCCTGGGTGCATGTATGACACGGCGTCTGCATGCATGCTTGGTGA
GCGTGCACGCATGCGGTTGTCGGGCGGACAAGGTCAAAGGGCGTCAGAATGAAGACTGTT
TGGTTTTGTATGCCGGGGTTTAAAGACACGAGTCTCGAAGACGTTTAGAAGCCAGTCAGC
ATTTCGGGAGAACAAGATTGGGCTACAGAGGAATGTATGTGCAAGGTGCTTTACCTAAAA
GAAAAAAGGAAAAAAATGTGAGGTTTCATAGTCTAAACCAGACCGTTGCACTATTGGTTG
AACCCCAGGGCAGCCTTACTTCTGAAGTCTTGCACCAAAGGTCAAAACTGAAGGAAATCT
GGTGTCCAAAGAGTCTGAACTGTGCAACTTTTTATTAAAAGCCAATCCTGTAGTATCTAA
GGAGACAGTGTGTGTGTGGGGGGGTGCTCTTCTGTATCTTCATGAGTTCCTTGTGTGTTC
TGGACCTTTCCGTTTGGATCTGTACAGTTTTCAGCTGCTGCTCTGTTACGGTTGATGCCC
AACGCATCCGTGAATCACTCGATTTCCAGGAAGTAGACACAGCCGTCGCCTCTGCACAGA
GCATCGTATCTGAACCTACAGAACTTGGACTATAGCCCCAAACGTGCGCTCAACTCTGTT



GTGTCTTCTTGGTGCCATTGCTGCTTCAAGATTCTTTTATTTTGAAATCAAAACGCTTTG
TTTTTTTGAGAGTGCTTTNTTAAACTCCTTCTGGACTNGTCTTTATGTGCCAGGACGACA
TGTCATTAATAATCACATCATTTAAAGGCATAGAGCTCAGTGGAAAAGCGTTCCCGGTCA
ATCTGTCATGAAGAAGTCCATCGAGGCGTTTCCATTTGTGTCTAAGTGGTTTTTCCAACC
ACACCAGGACGGTGTATCTAATGACGTTTTACAGTATGGAAGTTATTTATGTGCCGANGT
AAAACGTGGGGTCAGATGAAGTGCAGATAAAAAAAAAAGGCTTCAG
>CL2851Contig1
CGGCACGAGGTCTTTAACGCCACTCCCACTGTACCTGCTCTAACAACCCCGTTTTATAGT
AAAAGAAATTAAAAAATAATAAAACAGTTGAGGCAATGAATCAAAAGCAGAGAAGTAAAT
GTGTTACTGATAACTATGGATGCCATGGCCTATATTACAATTTGAGTTGCTTTAATTGTA
ACAGCTCTTCCCTTTTTCTCTTAGCAGCCATGCTGTCCACGATGGGTGACTGATTGCTCA
ATTTTTCTGTCATGACAGGGTTGTGTGTTTTCTTTCTTGGCAAACTCCTGCGAGCGTGTG
AGTCCTCTAAACCTCATGATACTACGTGTTCCCCCATAAATTAATAACACAAAGAGTGCC
ATGACAAGCCCCTACAGTTCTTCCAGCAATGTAAGCGAACAGGCGGATCCGTGCAGTATG
AACCAGTGTAAGGAGAGGCATGAAAAGGACTGTGAGACTTCAGTTAAAATTAACTTTCCA
CATTCTGTCCTTTCTAACTGGTCTTGTTGGTGTCTTTTTCTCTTTTTCTCTCAATCCAAA
TCTACTTCTGCCTCCTCTCTGTTCCTCCATGTCTTCAGCTTTCTTTTCCCTCTATCTGTT
GTATTGCCATCCTAAACAAAAAAAAAGAAGAGCCGTGTCAACCAATGGGATTCCATTAAC
CATGTTTATTTTCTATATGTACACTTTTTCTACAGTATTTTCTTTTATTTTTATTGTTAC
TGTTCTTTGATGAACATAAAGTGAGAATTTATTATGAAAAATAGTTTTGAAGATTAATGA
GTAAATAAAATATTACCCAAGTGAAAAAAAAAA
>CL2852Contig1
TTTATTGCCATTTAAGTTCCTTACCTAACATTGATTCTGTATTGGGGTATGAATTACAGT
ACAAATAAAAAAGGTGTTGAATCCTTCAAAAATAAAACTATGATCCAACAAACAAACCAC
CAAAACAGGAAAAAAACTCCAAAAACCTTTTTATAAGAACACAAGAATGAAAACCAGTGT
CTTCAAACAGAAAAAAAGAAACCTGATTTATAAAATCACTTATTTTCCATGCTATTAAAA
CCAGCATATCTTGCTTCATATATTTACTGAATATTTGCTCATTTTAGATCAACAGCACTG
TGAGAGGAACATTTCCAGGAAGTTTTCAGCATCAGGCTCATTAGTACCACAGTTCGTATG
AGATTGGATGTTATCGCTGACTTTGGAGTTCAACGTTTCAGGTACGTTCTGCCCACTGGC
AAGCATCTCCAAGAACCCAGTGCTGTCCGGTGAAACGTTGCTGGCTGTGGTTGCAGGTGA
CAGCAACTCTGACAGGAAGTCGTCACAAGTGGAGCCATCATATGTGCTGGAACTCACCGT
GCTTGGAGAGGTCAGAGCAGTGCTGTCCGGTAACAGGAAGGTTCCCCCCTGTTTGCCTAA
TTGTTGGTTCAATTTCGCAAGCTTCTTCTTCTTGGCCTTAAGTTTCTTTATTAGCTTGTA
TCTAAAAGCTTCAGTGTCGCTAAGACCTGGGGGGACTTTTGAGGGGAGCTTCTTCGAAGG
CCAGATATCCAGAAATTGCTTTGATGTGGGCATAGACGGCAACTTTGAAACCGTCTGAAA
CACTATTGCTTCGTCATTGGGCAGTGCAGGAGATGGAGGAAGACTCTTTGTACTGAATCC
ACCATACATTTCTGCAGCCTTTGGTGGGAACTCCCCGCTTTCATCAGCTAAGATCTGCGG
TTTGGACAGAGTTATGGGAATGGGCTGTTTCTTCAGAGGATGCGGAGTAGAATGAAGAGG
CTGGGCCAGCCTTGTTTTTGCTGCCGGCGTGAGTTCTTGTGTGACTTCTAAATTTTTATT
CCACTTGTGTTTATACAAAGGATGCGCAGTTAGCATTAAGGACAAACGAGCGTTCTGACC
CAGTACTGATGTAGTCGTGGAACTCTCCTGGTTGGTGGACAGAGCTGAGGTATCGGTAGA
AGACACAGGAGATGCTTTCTGGTTGTCATGAACAATGGGACTCCCAGAGTTGTTGGGAAC
TGGTGTGGATGGTTCTGAAGAAGCTGTTGCAGTAACAAACGTTGGATCGATGCCTACATC
ACTCTCAGGACCAGAGGAGCTAGCTGTGGCTGGAGGTTTAGAGCTTTGACACACATTAAC
CTCTGTGGGAGACGAACTGTCTGGCGAAG
>CL2853Contig1
ACATATTTAGGACATCCCCAATCTTTGAAGTCTTTTCTGTACCATGAAGATCGTTTTCCA
CTGATCTCTGCCTGCAGATGCCAGTTTTACATGTGTGTGTGTGTCTGCTGCCTCCTACTG
GCTTCTTCTGATCAACGTGACAAATCACAAATTAACACTTCAATTTATTTTTTAACTCGT
AAAAAAAAACTGCTGATGCTGATCAATATCTTCCGCTGTGGCGGTAAACAGGAAGGTATC
CGTCTACTTTGGCGTCAGGGCGACAGCTACTGCAGCGTTTCACCTTCATACCTTTCATTT
TTCTTCACACAGGGAATGAAGAAGCTCAATTTGTTCTGCATATTCAAACCCAGGCCGTCC
CGGCGTCTCCAGAATCAGAGGGATGTTGTCCAGTCTGGGTTCATTGACGATGTCCCGGAA
CGCAGAGATCCCGATGTTTCCTTTACCTACATCTTCATGCCGATCGAGATGACAGCCGAG
CTGACCTTTGGAATCATTGAGGTGGACTGCTTTGAGATAGTGACGTCCCACTTCCTGATC
AAACTGATCCAGCATGGCCTTAACCCCTCCCTCTGCTGCCAGATCATAGCCTGCTGAAAA
TGCGTGACAGGTATCCAAACACACCCCTACTCTGCTCTGGTCTCTCACCCTGTCCATGAT
GCCCCTGAGTTCTGAGAACTTACCACCCACTGTGCTGCCCTGGCCGCTCATGTTCTCCAA
CACTGTAACCACATCTGGTATTTGTTGGTGGGCGTGGTTAATGGCTCCAGCTATCTTTTC
CACACACTGTTCAGTGGTGATGGTCCCCAGTGAGGAGCCAGGGTGGAAATTATACAGCCT
CAGGCCCAGCATGTGGCAGCGGCCGAGCTCATCCACCAGCAGCTCCTGGCTCTTCGCAAA
CACATCCTCTTTAGGAGATCCACAGTTCATCAGGTAGGAGCCATGGGGCACGATGTGAGC
GGGATCAAATCCGTGCGAGGAACACTGAACGCGGAACTTTTCTGCAGCAGATGGATCCAG
AGCTGGTCTCTTCCAGGAACGCTGGGAGCCCAGAAACAAGGCGAAGCTCGTTCCTCCCAT



CTGTAGACACGACTCCACTGCTTTCCATACTCCACCTTGAATTCCAACGTGGGCTCCGAT
GTACTTCTTCTTCTTCCTCCTCCCGTCTCCCTCCTCTTCATCAGCCTTCCTCTCTGTGTT
TTGGCCGTCTTCCTCCACCAAAGCATCTTGGCTTCTTTTCCTCTTTCGCGCCCCTCTTTT
TCTGGGACCCATTCTGTCCAAACCTGTTTGCGCGCGTGAGTCTGTAACGTGGAGTTTGCT
CACTCAAAGTTGATGAAGGTCAAGTGAAAAAAAAAGGGAAAAAAAGAAGCGAGTTTTTAT
TCGTCCCTCCTGACAGCAGCAGCCACTCACGGCGCTTCCGCGCAGCTGCTCCCATTGGAG
CCGCTTCATGCTGAGCAGCAAAATGGCCGCCCGTCAACCGACTGACTGCACGGAGTTCTG
AAATTTACATTCTTCTGCACACCTCGGCTTACGCTCCCGTCACGGTCGTACGTCCGTGCT
GTACCGGATTCTCCCAAAGCCCTGCCACTGGCTCGGCTCACTGCTCAGGCGTCGTTGTTC
CTCGTAGCCTCGACGAATGCCTCAAAAATTTAAAAAAAGGAAAAAATCGCACTGAAGCAC
TTTAAGCTAAGCTAGCTAGGACGCTAGCGCACCTTCATATGTGATTCCTGAGGTGGGTAA
CCGCGAATCTTTCGGGTGTTGTGGATCATGTGTGTGCACACAGAAAGACGTCCTGTGGTC
ATGCTAGCGTGCTCGTTAACCC
>CL2854Contig1
GTTCTTTTTTTTGGACTCAGCCTTTTTTTCCCCTAAACAGCATGTTCTGTAAACATCCTG
GTTATATTACAGTACAGTCTAAAACCCAGATATATCAGACATCAAATCATTAAAACACAC
ATTCATATAAAAAGAATAGAGAGAAGTAAAATGAAAACCAAAAAGACAATAAAAACCATA
TCAATGCACAGTAAATGGAAAATAACCAAACACACTTGGCAAAGCAAAAAAAAGCCTTTC
TTTCAGGTCACATCAGATTTTCTTTTTAAATTGTCGCTGAACCACAGCTGGTAATCAGAC
GCATGGCAGGAGGGTTTCCCTGTCTTCCAGGACTCCTCACTCCTTCCACCAGCCTTCGGT
CTCGCATATGACATGAAACAATGCGACATTTTACTACGGTACTATAAATCTCCTGACAGG
AAGGGTGTCTTACTGGGCTTTTGAAAAAGGTGCAAAGTTGCAGTTCTGAGTCATCAGGGC
TCACCCTTCCCAAGATAATAACAGAAAAATAATTTAAAATATTCGATTTTTCTTTTCTCT
CTTCCCATTTGTCATCAAACCAATTATTTAGTGATTTCTCTATTATTTTTAATCAATGAA
AAGAAAAGAAGTAACTGTTGGAATCTAAAGTGGCAAGTCAAACTGAAAGAAGAAATACAT
TTTTTTTTATGCACATAGAATCCACAACATAACATTTTCCCAAGTATTTCAGATGTATAC
CTTTCTGTTCCTACATTCTGAATCTCCAACTAAAGGCGACAAAGCACATTTCTGGTAGGG
GAGTCCTGGGGGGGGGCTGCTGTTTACAAATACATGACTGAGGTCCATTTCTAAAGTGCA
TCGTGCGCCATTCACGTCTCTCTTAAGACCTTTGCTGGGGTCATGAGGGGGCAGCACAGG
TTTGTCCATAAATTTGTCACCTCTGATCATTTCAAGGGGAAAACGATCAAACACTAAGCT
CGGGTGAGGCGTTTCATCTGGACGTACTTCACGCCAGGTGACCATCTTTAGAGGGCTTGT
CAAGCAAGAAAAGATCTGAGGTGCTTCTATGTGAGCATTCAAAGGCAACAGACTGAAAAT
CATCTCTTTCTGTGGACAGATTCCAGGTTTCTGTAAATGCAACTAGATAGTAGTTCTGTC
ATGCTTAGCTTTGTATGAATACATCTTCACCATCTTTGTCCTGAAGAAGTGTATTCAANT
TTCCCAGAGTGACTGTGCTGTGGCTGCATTTAGATACTGTACACAATA
>CL2855Contig1
TTTTTTTNTTCTTCATATTGCACTTTATTCAGCTCTGAGGCTAAACTTGGCGAAGACCTC
ATTGCGTTCACAGATCTTTATTGCTTCCCGGTTCATCCATAGTCTGTTAGAACGGACATC
GGAGCACACGCTCCGGACAAACATCACAGACGCAGAAGGCTTTAGAGAACACCCATGATG
GAGGAACACGTTTGGATCTGTCCCAGCGGGACGACGGCATGGTGACAGCACGGCCCTGCC
TAGATATAATGCTACTGCAGGTGGCGCCCCCTGGTGGTACAAACTGAGATCCAGGCAGGT
GTGATTGGAGAGGAGTGCAGTGAAACATCTCACAGTATTTATTTTGAAGGTTCTGCAGAA
AGACGGGCACAGGGTTCACCTCAGGACCTGAAGCAGATTCAAAACCTCAGAACAGATTAT
TCTGTTGCGATTCAACCAATAGGAGTGAGCGAAACCAGGAAAAACAGGAAGTTTTTGGAG
ACAAACATCGATTAGTTGGTTTCAACTGTTTTTCAGTGATGATCTGCTGAGATCTGAGGT
TCATACTTCGTTCCAGGACTGAAATCGTCCTGGAGGGTTCATGTAGTTCAGCTCAGCAGA
TCTCATCTAATCCTCCTAAATTTTGTCTCCAAAAACCTCCACTAGTGTTTCTGACTTGCT
GCAAATTGTTCCTGAATCCCTCTAAGTCCTGCGGCGCCTCTGTGCTCCACAAACCTGCAT
GCCCTCACAGAGTGACGGTGGGGGTGGGGCTTAAGTACTTTTATTGTGGAAGTGCAGCCC
CGCTCATGCCACCAACACCACCTTCTTCAACAGCTCTTCATTTCTGCTGGAGGGGTTCTG
GGGTTTGCTTCAGAAACAAGCAGCTCGTGATTAACCGAGGTGATGTGAGGATCGGCCAGC
AGAGGGCGCCGGCTCCCAGAAGCGTCCCCTCCACATGTCAGTGTGGAGTTGTGTGGTTGG
GGTGTGAGGGGGTGTGGGAGGGGGGGGGATGCTCTTAGTGGTCCAGGATGCGGAGGTTGC
CGGACACGATCTTATTTTCCAGCATGGAGCCGGCTGGAATGTCGATCCGATCTCCGTGGT
TGGCGATGATCCAGTAGG
>CL2856Contig1
TTGTACGACACTCCATTATGGTGTTTTTTTCTTTCTTTGTTGACATTCAAAAATCAGGTT
CAGGTATCTGCATTTTTACACAGTACTGATACAGTACTTTAGTAGCGTTGTTTGTATTTT
ATGTCTACAGTTCTATCATCACCGGTCACAACTGCAGGGCAGTTCAGAGAGCATTTAATT
TATTTTACTCCATGACAGAAATACAGTGTTAGAGTATCGACAAGGCATCCCGCCAAGAGA
AGGGACGCTGTTAATTATGTAGAAACAAAATAGGCAACTCTTTCAAAATAAAACACCAGC
ATTTATGGAATCCTCAGCTCCACAGATTTGACTGAACATCTCACATTGGTTAACCCCTGA
AGAAATGAGAAAATGAGCTCTGCAATAAACTAAAAACAATCTGGATTCAGGGAGCAGAGG
AAAATCACTTCAATACTTAGTTCCTTGATTATTCTCCATTTTTATTTATTTTTCAGGTTG



AGGTCTTTTTTTAAAGCACATATGCCTTCAGAATTGACTCATGTTCCTCATGATTTTTTG
TCTAAATATTGTCTTTTTTTATTTCTGTTGGAAAATCTGTTGCACAATTGGTGATTATTT
AAAAATATGTTTTACATTCTGATTTTATCATTACTGAAACCATAAGAAGTTTTTACTTTG
ACATACGTGGATTCAGTTAATCCTGAAAGAACACAGGGACACATTTGAGGTCAAGTTAAA
TTCATTAAAATGAGTGTTTAACAGATTTCATGGCAGTACTAAAGCACATAACACCAATAT
ATTTTCTACTTTTGGATTTGTTTTGACAATATCAATAAAGTTGACTCCTCACATTCAAAA
AAAAAA
>CL2857Contig1
TTTTTTTTTTTCATTAAATATTCATTTATTCAGGTTCACTTTTTGCACCCTTACATAGAA
TACAATCTGATCTACAAAACCATCAGCATGTGAACTGGGGACATTCAAACTGTTTGGTCA
AAACATCAAAGATACCAACAAAAAGAAAAAAATTATCCGCCCTTTCTTGCTTTTCATTGA
GTAACGGCTTTGAAACAAACTGCTTTGGCCAAATTCATCTACCCTAGAGTCTTTCTTTTG
CTTCTTGTTCTTCTCGGCTCCTCCGCCGCATCAAACAACAAATCCAGTCAAAAAAACCTA
CATATCCATTCAGAAAGAGAAAGCCTCAAACAAAAGACTGAGATGAAACAAACAAAAAAT
ATTAAAAGTCAGGACAAAGTAGGTATGGTAGGAAAAACTAAAAGAAAATGAATAATGGAA
AAAAAAACCCCAATACCAATACAAGAAAACAAAGAGACAGGAAAAGTGCTAGTCTTTCAG
TTGAATTTGCATTAGCATATTTGTGAGCCACATATACCAACGATTCACACTCTTCCAGCG
CGGCCTCAAGAGTTCTAAAAAGACATAGCAGAATGGAACAGCAGCACGGCCAAGTCTCTC
TCATCTCTGTGGAGCACCATGCCTGCCTGCATCTGGACATTCGTGTCCAGGATTGTAGAG
GAAGAAAAAGACGGGCGCCAGAAGATTTGGGTGGCTCTGAGGGGGGGGCTGTGTTGCCAG
CTGTACGTTTGGGGCGGAGAAAAGCGTCGTGCCTCGTGCCGA
>CL2858Contig1
CACTGCTCGGGCCTGGGGTCCACGCCGGTGGGGTTATGGGCGCATGCGTGCAACAGAATC
ACACTCTTCTCTGGGATTTTAGAAATATCCCCAAGAGCTCCGTTGAAGTCAAAGCCACAG
GTGGAAGGGTCATAGTAGCGGTATGCTTTGAGTTGCATGCCAGCATCTCTGAAGATGGGT
GTATGGTTTCCCCAGGATGGCTTTGGCAGATACACGTCATGTGGACCTGCGTGGAATCTA
GCCAAAAAGTTGCCTCCTATGCGCAAAGATCCTGTGCCTGAGATGGTTTGAACAGTGATG
CTCCTGCCGCTTTTTAAAACCTCACTGTCTGCTCCAAGAGCCAGCTGGGCACAGGCTTTG
GTGAATTCACCCAGACCCCCAATGGCAAGGTACTCCTTATCCAGCTGTTTGGCTGCAATC
AAAGATTCGGCCTTGCGAACACAGCTGAGCACAAAGGGCTTTCCCTGGTCATCCCTGTAG
GCTCCTACTCCAAGGTTCATCTTCTTTGGGTTGGTGTCCCTCTTGAAGGCTTCTGTCACC
CCGAGAATGGGATCAGGGGGCCCCATCTGCACTCCACCCCACCATGAGCTATTGCGAGTA
GACAACACTCCCAGAGATGGAGAAATATTCCCCAGGCAGAAAATAACCTTGTTAGACTTC
AGCAGAGCCATGATTGCAGTGCCTAGGAGTTGGAGCCTCACAGGATATGGACGAACGTGA
AGGGCAGACGCGGCCACAATGCTGTCCCCGGCCATAAGGCCCGGG
>CL2859Contig1
AGGGGCGACAGCTGGCTGCGCGCGCGCTGCGTTTTGATGGAACAACCGACGCAGAAGAGG
CGGCGCAGGAGGCGCCTGGTCGTGGTTGTGGTTGTGGTGGTGCTAATGGTCGTTGTTCTG
GCTCTGGGATTGGGACTGGGTCTGGGACTGACCCACGGCAGAAGTTCTGGAGGAATAAAA
GACACTTTCCTGAAAAGATGCCAAAAGTTCAACGATTTAAACTGCCAGAATGTGTGGGAT
GCATTTCAGCGAGCCTATATCAACCGAGACCCCTGCACCGTTACCACGGACGCCTATGAC
CCTTTCATCGAGGCCGTGTCCTTCAAATCTCAATGCAACAGAGGGCTGCTCTGGAGCAAA
ACGAAGGAGGTGGCCCACTCTTTTACCCAGAAACGAGACTGCCTTGTGACCTTGGAGGAC
ACGCCGTTGGGGGCCATCCTGAACGACCTGACCTGGTGCGGGAAGCAGGGCAGCGACGAA
ACTTTTTCCTCCGGCTGCCCGGGATACTCGGCCTGCGACAACAACACCGTGCGCTCTTAT
TGGAAACGTGCTTCAGCTGCTTTTGCAGATACTGCCTGTGGCGACGTCTCGGTGATGCTG
AGCGGATCTATCCAGACGCCGTTCGATCCTAACAGTATTTTTGCGACCATCGAGGTGAAA
AGGTTGCGTTCCCCCAAAGTGAGACGCTTGAACGTTGTTTTGGTCGTGGAGAAAAACGCC
GTGACAAACTGCACCAACGGATCTTTGAAGAACCTGCAGAACGTTTTGGATGCTGGAATC
GGTTACGGCTGCAAAGAAGTGACCCGAGACCAGATCGACAAGTGCAGCTCACACCCAGAG
ATCGCCTGTGGAGCATGCTGGTGAGGATTTTGGACCAGAAGATAGAAACAGACTCCTCCT
CCTTTTTCTAGAGCATAATTTTTAACCTCAATGTTTTTACTTGTGGGCATTTGATTTTAA
ACTTTCTGTCTTGTAAAAGAAAAAAAAAATGAAAGGGAATCTTAAAATATTCATTTTATA
TTCATGTTTTTTTAATGTTTCACTATTGA
>CL2860Contig1
GCGTCGACTCGATCGGCCGCGGACCGTTTTTTTTTTTTTTTTTTTTTTTTTACAAGATCT
CAACCGGGTCGGGCCGGCTCTGAGCTGGGTCTGAGCGGGACGTGTGCTCGGAGTTCTGGA
GGGCTTCACGGAGGATCTTCAATCTCATGATTCTTTTTTTTGCTGGGAGAATGACCAGAG
TTTTGTCTCAGTGCTGCTGCAGGAGGAAAGCTGGAGGCGCAGAGACCTGGAGCAGGAGGT
GGAGGAGGTCAGTAGACCCAGGACACGGGGACCCACTGGCTGGTGGTGCTCACCGCGTCC
ATGGCCTCCTCCAGGTGTCTGATGGTCTCGTCGATCTCGTTGTTGATGATGGTCATGTCA
AAGCAGTGAGCGTAGGTCTTCTGCAGGATCTCAGACTCCTTCTGCAGCCGCTGCAGTGAC
TCGTCCTCGCTGATGCCTGGTGTGATGGTGGGGGCTGCAATAAAAACCACATAGGGGGCA
AACTCTGCTGTCCGCAGGACCTTCAGGGCCTGGGGCTCCACATCCAGGATGGCAACCAGC



CCCTGCTGGTTAATCTTCCTGATGGTCTCCAGCCGCGTCCCGTACATGGCGTCTTCATGG
CTGCCGTACTCCAGGTACTCGTTGTTGCTGATGTCCAGCATCATCTGGTCGTGGGAAACA
AAGTAGTAGTTCTTCCCGTTCTCCTCGTCTTTCTTTGGAAGTCTGGTGGTGTGTGGAATG
GGGTACGCAAATCTGTCGGGGTGTTTGGTGATGAGCGTGTTCTTGATGTGTCTTCTGCCC
ACTCCATGAGCGCCCAACAGAACCAGAGTTTTCCTCTTGAAGGCGGGAAGCTTCACCACC
TCCTCGTATGTCACCAGATCTAATTGATCAAAAACTGCATTGTGCTTTGCCAAATACTTG
TCCTTGTACTGCTTCTTCTTCTTGCCAAACCAGGTGCAGCTGGCCTGCTGCTCTTGCTTG
GTCTTCTCCATGGCCATGCAGGCCACTCGCCACTCTTGCAGCTCTGGCGACGGGATGAGG
CCCGCCGTGCCGTTCTTGGTGTTTTC
>CL2861Contig1
GCTCTTTATTCTCCTCATCAACACTTTCAGCATCACATCAATAAAAGTCCGAAAATACNA
AAAATAAAGACAATGTTTCCGTCCAAAGTCATTCTTGGCCCCGCCCCCATCAGTCGTTCC
GGCTTGGATCTACAGGATGAGTCTCTGAGCCAGAATCTTCCGGTTGATCTCAGCTAGAGC
CACGGAGAACACGAAGGCCTTCTCATCAGACAGAGCGGCGTACACGTCCACCTCCTTCTC
TTGTTTCTCTTTCTCCTCTTCCTGTTTCTTCTGCCCAACTGTTTTGGGTCTGCCACGCCC
CCTTCTGGTGGGATCTGATTGGCTGTTGGTTCGGGGTCGTCTGGTGTTCTCCGAGTCGTT
GGCTATAGTCGAGTCGATCCTCTCTTTGCGAATTCTCTCCGTTCTTCTGCGCTTAAAGTC
CAACATGCCTGCGATGGGCGGCGAGGAGCAGTCGCTCAGCCTGGCGTTGAGGAGCTTCCT
GCTGATGAAGACGTAACCACACGGGCAGGACTTACACGCCACCGGGATCTGTTGGTCGCA
CTCTGGACAGGACTTCGTAGCCATTTTGACCTTCTTTGTTTTGTTTGTCGACATGGCGAC
TTTCCGGCAGATGTTCGCGCGGTCTGCGTCCGCCTCGCGCGCACGTACGACGGCTTCCTC
CTCCAGCGAGCTCTCATCCACGCATGACGGGGACTCGAACCTGTGGGGCCCCAACAGAAC
CACAGAAGTCCCCTCCGCGCAGAATTTAGGGTCTGAGAACCGCACATGCGCAGACTGTCT
ATGGTGCTGCCCC
>CL2862Contig1
CGGCACGAGGCCGTAGCAGAGCTTGGAGTAGAACCGCTTCTCCTCCACATCGAGAGAAGC
CAGTTGAGGTGACTCGGACATCTAGTCCGGATGCCTCCTGGACGCCTCCCTGTGGAGGTG
TTCTGGGCATGTCCTACAGGGCGGAGGCCCCGGGGAAGACCCAGGACACGCTAGAGAGAC
TACGTCTCTCGGCTGGCCTGGGAGGAGCCGGAGGAAGTGGCCGGGGTGAGGGAAGTCTAG
GCATCTTTGCTGAGACTGCAACCCGGTCCCGGATAAGTAGAGATTTTTTTTAAACTTTGT
GTTTCTTTTTAGTTGTACTGTAATAAAAGTACAAATGGGTATTGTAATTCCATAATAAAG
ATGGATGTTTACATTTAGCTTGAACAAGAATTATCTCAGAAAATTGATTTTTCTTGTGGA
AATGCTTTTTTCGCTCCTTTCTTTCATGTCACCAATCTGACCAGAAGCATCAAAATGCAC
TGAGTACAAAACTCCACTATACTGTAAACATTTTATGCCAATTTTTGATCCAATCATGTC
GAAGGTTTTTACTACTTAAAAATGTTTTCTTTTTAATCATTTCTAAAACTGTTTAAGAAT
GCATATTTTTCCCTATTATGGCAAGAATTTAAATTGTGTTTTAAGCTTTACATGTTGATT
ACAGAGCAGAATAAATTTTGAGCAACACTGGAAGATCTGAGAGACCACTGTCTTTTGTTT
AGATTTGTACGATGAAATAAAGT
>CL2863Contig1
ACGAGGGCGCCATCACCTTTGTGGATGAAGTCCACGCCGTCGGCCTGTACGGGGCCAGAG
GAGGGGGCATCGGTGATCGGGACGGCATCATGCACAAGATGGACATCATTTCAGGGACTT
TAGGCAAGGCCTTGGGCTGTGTGGGTGGCTACATTGCTAGTACCTCCGCCCTGGTAGACA
CGGTGCGCTCTTACGCTGCTGGCTTCATTTTCACAACCTCTTTGCCACCGATGTTGTTGG
CCGGAGCCCGGCAGTCCATTCAAATCCTCAAAGGGGAAGAGGGCCGTACGCTGAGACGCA
AACACCAGCGCAACGTCAAGCTGCTGAGACAGATGCTGATGGACTCGGGTCTACCTGTGG
TGCACTGCCCCAGCCACATCATCCCTATCCGGGTCTCCAATGCTGAGAAAAACACGGAGC
CCGGGGAGAAGAGCTTCTGCGCATTGCTCCAACGCCTCACCACACCCCTGAGATGATGAA
ATACTTTGTTGAGAGACTTGTTCAGACATGGAAGGAGGTGGGTCTGGACTTGAAGCCTCA
CTCGTCGGCTGAATGCACCTTCTGCCAGCAGCCGCTGCACTTTGAGCTAATGAGCGAGCG
GGAGAAGTCTTACTTTAGTGGCTTAAGCCACCCGATTTCTGCCTGCGCCTAACACTACTC
ACTGCTTCTGGCTTAAGATGGCACATAACACATTCATTCCCTTATCTCTGTTAAAGAATG
TATTAATTATTATGGAAGAAGTCTAATGTGTATTTTAATTATTTTGTTTTAGATGGTCTA
TAAGCTACAA
>CL2863Contig2
TCTNNAACAAATAATTAAAATACACATTAGACTTCTTCCACAATAATTAATACATTCTTT
AACAGAGATAAGGGAATGAATGTGTTATGTGCCATCTCAAGCCAGAAGCAGTGAGTAGTG
TTAGGCGCAGGCAGAAATCGGGTGGCTTAAGCCGCTAAAGTAAGACTTCTCCCGCTCGCT
CATTAGCTCAAAGTGCAGCGGCTGCTGGCAGAAGGTGCATTCAGCCGACGAGTGAGGCTT
CAAGTCCAGACCCACCTCCTTCCATGTCTGAACAAGTCTCTCAACAAAGTATTTCATCAT
CTCAGGGGTGTGGTGAGGCGTTGGAGCAATGCGCAGAAGCTCTTCTCCCCGGGCTACAGT
GGGGTAATTAATGGCTTGCACGTAGATGTTGTGCCGACTCATCATGATGTCACATACCTC
CGTGTTTTTCTCAGCATTGGAGACCCGGATAGGGATGATGTGGCTGGGGCAGTGCACCAC
AGGTAGACCCGAGTCCATCAGCATCTGTCTCAGCAGCTTGACGTTGCGCTGGTGTTTGCG
TCTCAGCGTACGGCCCTCTTCCCCTTTGAGGATTTGAATGGACTCCCGGGCTCCGGCCAA



CAACATCGGTGGCAAAGAGGTTGTGAAAATGAAGCCAGCAGCGTAAGAGCGCACCGTGTC
TACCAGGGCGGANGTACTAGCAATGTAGCCACCCACACAGCCCAAGGCCTTGCCTAAAGT
CCCTGAAATGATGTCCATCTTGTGCATGATGC
>CL2864Contig1
CAAACATCCTCTTTTTGTACATATATCCTGTAAATGTCTCTAAATACTTGAGCCTTTTTT
TCCGGGGTTACGTAAGAAAGAAAGTAAGAAAGAAAGAAAGAGGAAGACATAGATGAGAGA
TGATCCAGAGGATGCTGGATGAAGAAAAAGCCTTACATTTCCCTTTCTTCATCGGTGTGA
CTTTGACGCTGACAGGGTTGCTCTGGTAGATGTGTATAAAAAGTTTTAAGTGCTGCTTAT
GTCACTAAGAAAGAAGATATGGAGTAGCCAATGTTTGACCCTCCTCTTCCTCTTCCTCCT
CCTCCTCCTGTCGCCCTCTGCCCCAAACTTAGTTTTGTTTGTTTAGCTTTACTTTTTTAA
AGAAAAGGGAAAAAGATAAGTTGGGACAAAAAAAAAAGGATTTTTACNTTTTCATTACTG
AAAATTCAACACAAATGTAG
>CL2864Contig2
TTGTCAGTAGGTTTTTATTCAACCTTAAGTACAAACTGCAAAAAGTAAAAAACTGTCAAT
ATAACCAACATGAAACTCTTTCTGGATGGAGGGGGGGGGCCAAGAAACGGCTTGAATAAA
TTAAGTCACCACTGCCGACAAGTAGTTTATACTGTAGAAAATGGAAGAAAAGCAAAAACG
AGAAATGAACAACAAATAAAATCCCATCAGAGTGAAATTAATCGTAAGGCCTTAAAAACT
TGACAACCACTTTTTTTTATGTTGAAAAGACCCGACTTTTCATTAAATAGTCCTAAAACA
GTTCAGTCTTCTGCGAGGGACAACAACCAACAAACTGGATTATAGGATTTTTCCTTGACA
GTCACCACTGGCAAGCTCAGTGCAACATGAGTAGCTACTACATTTGTGTTGAATTTTCAG
TAATGAAAATGTAAAAATCCTTTTTTTTTTGTCCCAACTTATCTTTTTCCCTTTTCTTTA
AAAAAGTAAAGCTAAACAAACAAAACTAATTTTGGGGCAAAGGGCGACNGGAGGAGGAGG
AGGAAAAGGAAAAGGAGGGNCAAACNTTGGCNACCCCATATCTNCTTTCTNAGNGACATA
ANCNNCANTTAAAACTTTTTATACNC
>CL2865Contig1
AAGAGTTTGAACAGGTCCAGAGCATCATTCGATCCCAGACCAGCATGGGCATGCGGCACC
GCGACCGCTCCACCACCGGAAACACGCTGAAGACCGCCGGCTGCAGCTCCGCTCTCACCA
CATACTTCTTTGGAGAAGACCTGAAGGGAAAACTCACCATCGGCAGCTTCCTGGAGTTTC
AGAGAAAGCTGCAGCATGATGTGCTGAAATTAGAGTTTGAAAGGAACGACCCCGTGGACG
GCAGGATCTCGGAGAGGCAGTTTGGCGGCATGCTGCTGGCCTACAGCGGCGTCCAGTCTC
GCAAACTCAAGCAGATGCAGAAGGGCTTGAAGAAAATGTTTAAGGACGCACAGGGAATCA
CATTTGAGGAGGTGGAGAACTTTTTTACTTTCTTAAAGAACGTGAACGACGTGGACACAG
CTCTGAGCTTCTACCACATGGCTGGAGCTTCAATCGACAAAGCTACCATGAAGCAAGTGG
CTCGCACAGTGGCCAAGGTGGAGCTGTCCGACCACGTCTGCAACGTGGTGTTTGCGCTGT
TCGACTGCGATGGGAACGGCGAGCTCAGCAATAAGGAGTTCATCGCCATAATGAAGCAGC
GGCTGATGCGGGGGCTGGAGAAACCCAAGGACATGGGCTTCACGCGGCTGGTGCGCGCCA
TGTGGAAGTGCGCCCAGGACACGGCCTGGGACTTCGCCTCGCCCAAGACATAACGGAGGC
GGCACCCGGAAACGCCGCAGCCATCACCGCACGCATCGGAATGACTGAAGCTGCAGCACG
CTCAGCAGTTTGGGCTGAACGGGGTGTGTGCAGCAAAGCATTATGGGTATTTGAGGAATC
CTCATCAGCAGAGACTGAAAATGCTGAAACAGCACTCGTTTGATTTCCTGCTGTCATCTC
ATCAAACTCAGCGTGACAGAAAGAGAAGCTTTCAGTCCATGACCCCCCTCCTCCCCCCTC
AGCTTCTGTGGCTCACGCTTGGATGCTCGTCTTTTTTTGCAATATTCACTGTTTGTACGC
TAATTATTGGTCACTGAAACACTTAAAAGATGC
>CL2866Contig1
TTTTTTTTTTCCTTTTTGGAGAGCCATGGCTAATTCTTTAAAGAACTCCATCAATCAAGT
TTGTTGGCACATGATCTATCCATCCCTTAGTTTGCAGGTCGGTTAAGAGGGGTGTACAGG
AGAGCAAAGGAGGGCAGGGAGGGCTGAAAAGGCCTGGAGTGGAGTGTATTTGCTGACAGT
CACATGAACCTGCTAAATCACAACCATCCAAGGATGTCCACTGGGCCCTTCCCGAGACCT
CCAGAGATGGGTCTGTTTTCTTCAGGCAGCAGCATTGAAAACTTCCTCAGAGAGTGAAGG
TCCACTTTTATTGCACGGGAACCAAAATTATTCCCTTTCCGTTTTGCTGAGCCGGAGACC
ACCAGGGGCAAGCGAGGCTGGGGACGCCCGTCTGCTCGCTCTTCTGGCCAGAAGGGGGCG
CTCCACCAGAACGCCTCGGGGAGCACCTACTTCAAAGGGAAAGTGCGAGGTATTCCATTG
GCCCAAGCCATCTGGGCGGTCAGTCACCATTCTCGAGCAGCTTTTGTAAGTTGTTT
>CL2867Contig1
GACTTTTCCTCATGAGGAATCGATTCTCAGGGATGGGTGGTATTTCTTCAGGCCGTACAG
TTGACGTAACCAACTCCTCTTGCTCTTTTTCTTCAACCGTCTCTGGTTCTGACCTGTAAA
GATGCTAAAAAATTAGGCCCCTGCGTGTTTTGCGATGTCACACACTCAGTAAATTAATTT
TTTTTACTTTTTCTTCTCCTTCTTTTGCTTCTTTTTGAGCTTTTTTGCTTTCTTTTTTTG
CTTCTTTGATTCTTTTTCTGACATTTCGGAGTCAGAGGAGGACTTGGAGGAGCTCTCAGA
GTCACTGGAGCTGCTGCTGGAGCTTGATGACCTCTTTTCTTTCTTCTTCTCATCTTTCTT
TGATTTAGATTTGGGAACAAGCTCTCCACAGTTGAGGATTTTCACTTCAGCGTACGGCCT
GCTGCTGGGATCAGTTTTCTGGTTCTCCATGGTTTGAACAACCTCTTGGCCAGAAACCAC
TTGACCAAAAACAACATGGACGCCATCCAGATGTGGTGCAGGCTTAGTTGTTATGAAAAA
CTGAGAACCATTTGTGTCTTTGCCTCTATTGGCCATAGACAGCAGCAAGTCCTTATTGTG



TTTCATAGCAAAGCTTTCATCTTCAAAAAACCCTCCATAGATTGACTCGCCTCCTCTTCC
GTTTCCTTCACTAAAGTCGCCTCCTTGGATCATGAAATCTTTTACGATTCGATGGAAGAC
GGATCCTTTGTAGTGTAGGGGTTTCTGAGTCCCTTTACCGATGCCTTTTTCACCTGTGCA
AAGGCATCGGAAGTTTTCACAGGTTTTGGGACAGACGTCTGAAAAGAGCTCCACCACAAC
TCTGCCAACAAGAACATTACTGATTCCAATGTCGAGGAAGCAACGGGGGCGAACCTTGAT
CCCCATGATTACTGGAAACAACTGCCTGGAAAAACAATCCGCTCAATCCATGCAGCGACC
AGCTCGTAAAAACGACGAAAAATGAAGTTTCATTCAGTGCAGCGCTCCGTCCCCGGCCAT
AATGCCCGGGT
>CL2868Contig1
TTATTTTTAAAAGAGGTACAAAACAAGATTCTATTATTATAAAATGTTGCTTCTAAGAGA
CTTTCAAGCGGCTAAAGCCTCATGTCATCGTCATCCAAAGAGGCTTGGCTCATCTCCTCT
GACGGTCCTTCATCTTCCTCGTCCTCCTGTGCCGCTGGCCTCTTCATCCCTCTCTGTTTG
GACAAGGCAGCAGCGTAGCGGATGCTGTACATGTTGAAGTCGCACAGTTTGGACAGATTG
TCAAAGTGCCTCTGAATGCTCTTCTGCAGTGACTGCAGCGTGGCCAGAATGGAGCCCGAC
CGATTCTTCAGTTTCTGTCCGTGCAGCATGAGTAGGTTTTGGGCCCAGGTCATGTAAAAC
TGCAAATGGCTGGACTTTTCCAAACATGTGGCCAAAAATCCCAGCAGCTTTTCCACGTAG
ATGTCCGGCAGGGATCTGCAAACCAACGGGATCTGTTCGTGAGGTACAGTCTCCAGCGCC
TCCTGCTTCAGGGCGCTTTCGTTCAGCCGGAACGCCAGGACGATGGCCGATGTCCACTCC
TGCAGGCGCAGCTGCTTGCGAATGCTGGCCGGCGTCACGTCCAGGTCGAGGTCATACGGG
TCAAAAACCATCGATCCGTCAAGGGAGTAGACCAGCAGGCCCTCGGTGGTGGTGGCCGCC
CAACTACGACCAGTAGGAGAGAATCTCAGTGAGCTGACTCTGATCTCCGGCTTGAAGTGA
CGGGAACTCATGTCACCTCTCCTGACTCCTGGCAGGCTAATGTTGACCCCATCTCCGTCC
CCGGGTCCTTCGTCCACCAGAGCCTCGTGCCGAAAAAAAAAAAAAAAA
>CL2869Contig1
TTTTTTTTTTGATTNATAGTAATTTATTNATCTTTGCAAAGCATTTAGTCTTGGGTTTGA
TCTAAAATCTTCTCCTTAATTTGTTGAGGGTCCCTAAGAGACCCCACTGGAGATCCACGC
TGAATGTCTGTAGAATATCCAACCTGAAACTAACAGTCAGAAAACATATGTTACATGCGC
TGCAGTCCTGTTACAGTTACATTTTCCTGAATTCATGTCACAGTGATTTCCTCGAGCAAA
TCAGCAGGGAAGTAGCCCAACTTGCGTCCGGTGCTGACCTTCAGGTAGCCCCCTTTTTCA
TCTCCTTTCTTTACCACAATCTGATCTTTCTTTAAGGTAATTTGTCCCATCTCTCTGTTG
CCCACAAAGGAGCGGGTCACCTTAAAAACTCTCTCTGATGCTCGGACTTTTATGATGTAG
TTTGTTGGAAAGTAGCCCGTCTTCTCGCCCATCTTCCCCCTCCACCACTCTTCATTGGAG
TCATCTAGTACTATGATCCGATCGCCAGGGTGGAAATCAAGGTCGTCCTTTTCAATGGCC
TTGAAGCGGTACAGAGCTAGGTAATAGTGAGATCCGGTGAATGTGCCCTTACTCTTGTCA
TCTGCTTTGTCTCCTCCTTTTTCTTTTTTTATCCTCAGGTTTCCCTTCTCCTCCTTCTTC
ATGCTCTTTGGGTTGTTGGTTCTCCTCCTCCTCCTCTTCCTCCATCATCATCAAATTTTT
TTTGTCGTTTTCATTCTTTTTGCGCTCCTTGTTTGCCATTATGACGCCCACTCTCAGGGT
GTCAAAGACGGGGTCATTCCGGTTTGGATTATTTGGATCGGGTTGGTCACTGCCATACAA
AGGGGAGCTGTAAGCTCTTCTAAATCCAGGTGGAATTTTGCCAAAACACTTCTGGAACTC
GACATAGGATTGGCATGAATGGTGGATATTGGTTTTGCAGTTTTTACACCTCAGACAAAA
CTTGTTGTTCAAGACTATCATGCGAGCACAGACATCGCAGAACTTAGGTTTCTTGCAGTA
GTGATCCTTGAATTTGTGGGGTTTGTCATTGATCCGAAGAATGGGTTCCGGGGGAGGTTC
TGGTTCCTTTTCCTCCACTTCAACTTCCTCTTCATATATGAAGTAGACTGTGTCTCCCTC
CTCCCTCACTACATTGTCAGGGACTGGAGGATTGTCATGAATATCCACAGAGTTTTTGTC
ATCCTCCTGATCCATGATGCAATGCAGACAAAGTCAACACTTTCCAACCTTAAGTGAAAG
ACCACGGAGGAAGTTACAAATCCAGTATATTGTCAAAACTCTATGGTGGGTCTTGAGCAA
AAGACGATGACTGGTGTGGCGTACGATCTGTGCTACTGACTCCAACAAAGCAGCCGCCCA
AAATGTCCTGTCAGTTCAGGCCTTTTGGCCTTTGGTCCCCTATTTGTGGTTTCTTGATAT
TCGCTTCAGAGGATTTTACACTTTGAATGTAACCTCACTAAAGTAATATATATTTACATA
TGCCAATATACAAAATA
>CL2870Contig1
GTGTGTGGGGGGGGCACAGAACGCCACCCTTCCTCCTGCCTTAAACAGCTTCTCTGTGTG
CGTCTAACTGGCTCCCATGATGGCTCTTATGAAGACAGGAAGTTCACACTGAAGCCAGTG
AAGATAGCCAGCGAATGCCTGCTCCTGTTTCTGGTGGACCCACAGGTTTTCAAACTGTCT
TTTTTTTTTAAATGAAGCCACAAAGCGCCGCCGGCGCCGGCAGTCACAGAGGCAGGAACT
GTCCGTGAGGAGTATGGCACGTCTTCAACCAAGCGGGGAGTTCAGTTCTTCTGGCGGCAT
TCCAAAAAGTCATAAGGGATGTGAAGATGAGACACTATTAACACTTCAGAATTAAACTTG
TTAAGTGCAACGGGAGGGTTAACACTATAGAGTAAGACCAGGGAAATGTCTGTGTGACAA
GCAGGACCGGGGTTTCACTCCACAAATCTTCAGAGCACTTCTGTGTCCATGACGAGTCAT
GAGTTCCAAGACTTTTTTTCATTACATATGACACCGTTTTAAAACAGCTCCAGAAAACGC
ATCAGCCACGAAGCGGAGGAGGCTGCTGGATTTTCAAATTAAAAGAACAGAGAAAAATGC
TGACAGAAGAAAAGCTTGGGGGCTGAAAATAAAATCATCTACCACCCCCAACAAAAAAAA
TATGTTTAATTCAAGAAAATAACGAAGGGACGTCCAGCAATTTCATTCAGATTTGCAGCT
GAAATGAAAACCTGCAGCAGAAAAGGATGGAGTGTGTGCATAATGTTTGGATGTGTGTGA



GAGATGTTTTTGTTGGGGTGGGGTGGGGGGGGGCATCCCTGTTGCTTTACAGGAGGAGGC
AGCAGTTGCTCTCTGTAGTCTTTTCTCTGTTCCTTTGACCATGAGAGTTGGGCTCCGGCA
GAGTCTCCCTGGCAACCAAGTGCATGACAGTTGTTCGGCCAGGTGGCAGTTTTAAAGCTC
CCAGGGTGACGTTGCCATGAAGGAAGCGTCCCTGGAAGATGAGGCGCAAGATACTGGGAC
TGCTCACTTGCTCTTCCTCCCATCCTGCTGGCCAGTTGTCAAACACATGCTTAGCGATGT
CTGTGGCAGAATCATTCGGGGAGAAGGTGAAGTCTTGCGTTTTGCCACTGACCAGAATAA
GGCGGAGGTGCACCATATCAAGGTCCGTCTGGGCTGTCATGGCTCAGCAGGAAGGCCGTG
GACGTGGAGCAGTCAGGACAGGTGTGCTTCAGGTGCTGGAGACGGGGCCAGAGCCCGCTT
TCCATGAAGAATTTTTCAAGTATGGATTTCGTTTCGGTTGACTTGGAGTATCGGAG
>CL2871Contig1
TTTTTTTNTTCTCNTTATGCAAAAGTGGACAAGGACATAATAAATATACACATGGAGTTC
ATTTGTTCATTCTGCAGCAAACATTCAAGTTTGAAAAAAAGGCAACATGTAAACTTGGTT
TTCACCTTCTAGTGCTGCGCATAGAAAGCAAAATGTAGAAACAGATTTACAGCATTTTCA
GAGCATCGATTTCACTACATGTCTTGGCTCATATTGGACAAGAGTGCCTAAAGTTTGTCG
CAGACGCGCTGCGCATAGTCACATGGGGACAAAGTTTTTTGCGCTCGTAGAAATGGTCAG
CAAATTACGCAGCCCTTTTCTTTGGCGTGGCCGCCGCCGATGGCTTTCTCCTTTATGTAC
ATCAAGTCACTGTGCACGCTTGGTCTTCGTGCGAACGGTGCCACAATCCCATATGCGTTC
CCATCTTTGCACTTCTTGCTTCTGAAAGACTTTCTGTGGAGAACGTCGCAGTACTGCAGG
GAAACTTTGCAGTGCCGATCAGGACTCATTTCGTTTGGCAGCTTGGCCATGGTAAAGAGA
GTCTGAAACATCTGGTCGACGTTGGTGTTCTTCTTCGCTGAGATTTCAAAGTATGCGCAC
TGTTCATCTCCACCAACCAGCTGCTCAATCTCCTCGTCCTGCACCTCCCGGTAAAAGTCT
CTGTCGCACTTGTTGCCGCAGATGACCAGCGGGACGTCCACGTTCTCCTTAGTTTTGTTT
CGCAGGCATGACTTGGTCTCGTGGATTTGGCGCTTCAGGCGCTGCACCTCTTGAAAGGAA
TCTCTGTTGTCCAGGCTGAACACTAAGATGAAAACATCACCAGTGAGAATTGAAAGCCTC
CTCATTGCAGGGAAGGGGTGGTTTCCAGATGTGTCCAGGATGTCCAACTGGTAAACGTCC
CCTCTAATGCTGTAAAATTTCCGGTGGAAATCTTCAATGGTGGGTGTGTATTGGTCATCA
AATCTCTCATTCAGAAACCGAGAGATGATGGCTGTCTTCCCAACTTTAGTGGAGCCCAGG
ATCACCATCCTGTGACAATTCTTGGCTGGAATGTCGAAGTCATTCTCCGACGGTGACATC
TTCTTAATCATACTTGCAGCAAACCTGCACCCGGTCTCGCACTGCTCTTGCTCGGACGGT
CTCAATCCTAGAGTTATAGTGAGGAGTCTGACCCTCGTGCCGAA
>CL2872Contig1
ATACTNCATTCCACATGCAGTGATTCTATTGATACACTGAAATTATAGCATTTTTGCAAT
GTGAATGTTGATTGATTTTCAAGGATTTATACAGTGCCATCAATGTTATAGAAATGTCCA
ATATGTGTAACTGTTCAAAAGTGGTTGTTGAAATACAAAACGTTTGGGAGCTGAAATTTT
TGATGGTATCATACCAAAAAAACATGATTGTGGTTACTAATCATTTATTTATAATCTGCT
GTTTTTGATAGTTGCATTGACTAAGTGTAAATCATTGTCTTTAGGAACGCTGTTCTTTCT
ATGTTGTTAGTGTAATCCCAATATATTGTAGCTATTGACATTGTATGTTTGTATCAGACA
TATTACACAATGCACAGTACATACAGATTTTTTTTTTCCCCCCATGATAATGGACCTAAT
CTCATTAAACAACACTTCTACTTGGTTTGACCACTCATTCTGATATTTCCACTCTTTACC
ATGTCCCATCTATTCTGCAGTTTTACCTGCAAAACCCACCTGGTCCACCAGAGACCCACC
GAAGGACGGGGGTTCGATTTGTTACTGAATGTGCCCCCCACCCTCGTGTGTTAGAGCGGT
GCAAAGGTCTCTCTGCCATCATGTCTGGCTTCACTTTCTGTCCTCATTGATAACCAGCAC
GTCACACCATGCAGACGAACCTGCAGAAATGCTGTAACGGAGCGCAGGCCTGACTGCTGG
ATCCACACGTTGAGGTTACACACACACACACAAAAGAAAATGGACCCATCAGCCAGATGA
AGGGCTACAAAATGTGTGGTTTTTACTCCGAAAATGCTTATTTTTGGTTTCGCTAATTAA
AAAAAAGGAACAACACCTTACCATGAGACATTACCATACTTGCACTTTTGAAAGGTATAC
TGTAACTACTGGCAGTTTCCCAAGGTTTTTAGTCTTTTTATTATTATTTTTTTTCTGTTC
TTTGCACTATAGGCAAAAAGCACATGTGAGACTTTTTTGTATTTGACTTGCTTAATAAAT
TTATTCTAAATGTGTTGTTTTAANNNNAAAA
>CL2873Contig1
GAGAAGGTCTCCTATGGACTTCTGCTGGAAAGCTGCGCTCCTGCTGGGAGCCGTCATCTG
TTCTGCCAGCAGCTCGGACGTAGAAGGCTACTCCAAGACCGAGGGGGCGTGGGTCCTCTC
CCTGCACAGGAGACAGTATTCGGTGAACTCTGTGACCGACTGCGCCGCCAAATGCAACGC
TGAGACAACCTTCACATGCAAGTCCTTTGCTTACGTTGAGAAGGATCAGGAATGTTGGAC
AGCGGCATCAAACTCCAAAACAGAGCCGGTTCTGCGCAGACAGAACTCAGCTTTGTATGA
AAAAAACGATTATCTTCTGGAGTGTGTTAACGGATTAGGAACAGATTATAGAGGAACAAA
GGCCAAAACAAAATCAGGAAAAGTGTGTCAGAGATGGGAGGCCCGATTCCCGCACAGGCC
CAACATCACGCCACAGACCCACCCCCGAGCAGATCTGGATTCAAACTTCTGCAGAAACCC
AGATGGGGACAGCCGGGGGCCCTGGTGTTACACCACCGACCCGGAGACCCGCTGGGAGCA
CTGCAACGTGACGAGCTGTGGCGAGGACTGCATCCACTGCAACGGAGAGGACTACAGAGG
GAAAGCCTCCATCACCGAGAACGGCTACACCTGCCAGCGCTGGGACTCGCAGAGCCCCCA
CAGCCATGGCTACAACCCTGACGCTATTCCAGAGAAGTATCTAGAGGAGAACTACTGCAG
AAACCCCGATGGAGACCCCCGACCATGGTGCTTCACCACCAGCTCGTCCAAACGATGGGA
CTACTGTGCCATCCCCCGCTGCACATCTGAACCTCCCACCATCGTCCCGGAGCTGACCTG



CGCCTCTGGGGAGGGACAGGCCTATCGGGGAACCGTCGGCGTAACCGTGACCGGCAAAGC
CTGCCAGATGTGGTCGGATCAGACGCCACACAAACACAGCCGCACGCCAGAAAACTACCC
CTGCAAAGGTCTGGATAACAACTACTGTCGTAACCCCGACCATGAAAAGATGCCGTGGTG
TTACACCACAGACCCTGAGACTCGTTGGGAGTTCTGCCGAGTGCCGCGGTGTGGGGACTC
ACCTGATCCAGATGAGGCGGTGTCCCCCCCGGAGGAGAACAATGACTGTTATGAAGGAAA
CGGGGCCAATTATCGAGGAGTAACTTCAGAGACCGTCAGCGGGAAAGAAATGCCAAATGT
GGAGCTCCATGTCGCCACACAGCCACGACAAATCTCCACAGAACTTCCCT
>CL2874Contig1
GCAGGGATGCGGATGTGGTTTGCTTTGGTTCCTCTTCCGTCTTGGATCATCTTCCTCACG
AACCCTGAAGACGGGAGAGGTAGTCTTAGGGGGGGGTTGCCACGGCGGACGGAGGTGCAC
CCGCCTCACCTTCCACATCCAGGTGTCGCCAGCGTTGGTCTGACGGGTGATGGGAGAAAC
CGGACAGGCAGCAGTCGGGGGTGAATCTATGCAGGACGTCTTCACGGCGGATCAGGAGGA
CCGACTCGATGCAGAGCCTCTGATGCAGCTCCTCCTCACTCACCACATCCAGGGGATTCG
TCATGAAAACAGCGTTTGGAGCAACTCCAAATATGAGCTGGTGGTGCCAGGCGTCGGGGA
CCTCCTCGCCCTCAGGAACGCCCACCTGCATGTTCATGGTTGCCACGGGGACGGCGCCTC
TGCGGATCCAGCGTGCGAGCCAGGGGACCAGCCTGACCTTCCTGGGAGGATGGAAGTGGA
AGAATCGGCCCCTCACCCTGCCGCCGCTGGCCTGCTGCGCGCCCGTGATCAGCTGCTCGT
GTGTTGCTCCAGCTTCACTGCGAGACAGCAGGTAGTCGGGCAGCGGCGCCTCGTTCCTCC
TCAGACGGGTTTGAACGCAGCGGTCAGCCTCCTCCGGAGCCACGTCCAGACCTAGGGCCC
TCAGGACGTCCACCACAGCCGTGGCCCCAAAGGCGGAGGCCCCGATCTGCAGCGTCTGCT
TCTCCACAGCCTCCTGGATGGACCAGAGCATGGCTGCAGCTGCTTCCTCCTCCTCCTCTT
CACACTCCATCTGACACTGACAGGTCAGAGAAACGTTTTCAGAACAAACACAAAGCTCAG
ATTTAACATTTACTCATAAATAAAGTCTAATCTGGGCTCAGATTCACTCAAGTTCTCAGT
TTCAGGTCACAGTTCGCTGAAAAAACGGAAGATTTGCCCCTTTTCTGTCCCAAAGGAGGC
GATTCAGTCCGTATACAACTAGAG
>CL2874Contig2
GTGAACATGCAGGTGGGCGTTCCTGAGGGCGAGGAGGTCCCCGACGCCTGGCACCACCAG
CTCATATTCGGAGTTGCTCCAAACGCTGTTTTCATGACGAATCCCCCTGGATGTGGTGAG
TGAGGAGGAGCTGCAGCAGAGGCTCTGCAGCGAGTCGGTCCTCCTGATCCGCCGTGAAGA
CGTCCTGCAGAGATTCACCCCCGACTGCTGCCTGTCCGGCCTCTCCCATCACCCGTCAGA
CCAGCGCTGGCGACACCTGGATGTGGAAGGTCAGGTGAGGAAGATGATCCAGGAGGACGA
GGAACCAAAGCAGAGCCACATCCGCATCCCTGCAGCCTACAGCTCCGGGGTGACGCTCTT
CGTCCTCCACGAGTCACAACTGGCCCAGGAGCTCCTCGCCGCCGCAGAGCTGCCGTTGCT
CTAAAGCAGGAACTGTGATAGGTTCTCCAACAAGCCCGTAGAACCAGAACATGTGTGGTT
GGATCTGTGTCTTTTGGTTCTACGTCATTTTTCAGGTTAAACAAATAAAATAATCTTTCG
GTGATTCGGGTTCACTCTCAACATATGAAATCACTTTATTGTGATGTGACAAGTTATCTA
TTTATTATGTGATTAAATTAAATTAACTGAGTTATTTCATACTGTAAGAACGACTCAATT
AAGGAGAAACCCTTATCAATATAGGGATATGATTTAAATAATAGAAACTGTGTTTGTCTA
TAATTTATAAATCTATTTTAATAAAATTTTAAAC
>CL2875Contig1
TATGGCCGGGGACGGGTGAAAGGTGCCGTACACAGTTCCATAACTCGTTCATGTACTGTC
ACCGTCAGAGAACAATATGAGTCGGTTCGCAGTCTGGTCCAGGTTCGGTTCTGCGGGTCA
GCAGCTGCTTGGTCTTCCCGCCAAACGGACCCTTCTTCCCCGGCACGTCCAACCCCGCAG
GAGCTTTAAAACTCACAGCAGAAGCCTGGCGTACGCCAAAGACCTGTTCCTGGGTCAAGT
CAACAAAGCTGAGGTCTTCCCTTATCCAGAAATCAGTAATGAGGAGCTGGAGGAGCTGAA
TCAGTTTGTTGCTCCAGTGGAGAAGTTTTTCAGTGAGGAGGTTGACTCGGCGATGATCGA
TCAGGAAGCCCGGATCCCCGCGGAGACTATGAAGGGCCTGAAGGAGCTGGGCCTGTTCGG
CATCATGGTTCCAGAGGAGTACGGTGGTCTGGGATTGTCCAACACCACCTACGCCCGTCT
GAACGAGATCATCGCCTTAGATGGTTCCATCGCTGTGACTCTGGCTGCTCATCAAGCCAT
CGGATTGAAGGGCATTCTGTTGGCGGGAACGGAGGCTCAGAAGAAGAAGTATCTACCCAA
GCTGGCATCAGGAGAGCACGTGGCAGCCTTCTGCCTGACAGAGCCTGGGAGTGGGAGTGA
TGCGGCCTCCATTCAGACTCGAGCTACCCTGTCTGAAGATGGAAAACATTACCTGATCAA
CGGTTCCAAGTTCTGGATCTCAAACGGAGGGATGGCGGACATCATGACAGTGTTCGCTCG
CACTGAGGTGGAGGTGGACGGAGTCAAAAAAGACAAAATCTCAGCCTTTATTGTTGAGAG
GGCTTTTGGGGGGATAACCAGCGGCAAGCCAGAGGACAAGCTGGGCATCCGGGGATCCAA
CACTTGTGAGGTGTCCTTTGACAATGTGCCGGTGCCGGTGGAGAATGTAATTGGTGAGAT
TGGAGGAGGATTCAAGATCGCCATGAACATCCTGAACTCTGGAAGGTTCAGCATGGGCAG
CTCCTGTGCCGGAATGATCAAAAAGCTGATCGAGATGGCCTCTGAGTACGCCGCCACCAG
GAAGCAGTTTAACAAAAGCCTTAGTGAGTTTGGCCTGATCCAGGAGAAGTTTGCCTTGAT
GGCCATCAATGCCTTTGTGATGGAGAGCATGGCTTACCTGACTGCAGGAATGATGGATAG
ACCTGGAGTTCCAGATTGTTCTCTGGAAGCTGCCATGGTCAAGGTGTTCAGCTCAGAAGG
AGGCTGGATCTGCGTCAGCGAGGCTCTGCAGGTCC
>CL2876Contig1
ATTCGGCACGAGGCACACACAGAATGAAGCTCACACAATCCATTAGGAAGGCTGACTGAA



GAACCACCTGTTTGTGAACTTCTGCACAGTTTTGGCGCAACATAAAAACAAGAAAAGATG
TCAGGACCGAGGCCGGTGGTGCTGAGTGGCCCTTCTGGAGCAGGGAAGAGCACTCTCCTG
AAGAAGCTGATGAAGGATCACGAGGGAGTCTTCGGATTTAGCGTCTCACACACAACAAGA
AACCCTCGACCGGGAGAGGAAGATGGAAAAGGGCTGAACAAGCTCCCCATGCTTCTGGGG
GCTACTTTACTTCCTGTAGCAGCCATCTTTTCCTCTGACGACTTAGAAACCTCATTTTCG
TGTCCAAATGAATCAGAAACCACAGATAAAGACTACCACTTCACAACGAGGGAGGTCATG
CAGGAGGGCATCGATAATGGAGAGTTTATTGAAAATGCAGAGTTTTCCGGAAACATGTAT
GGGACAAGTAAAGCCGCCGTGGAAGACGTCAGGGCCAAGAATCTGATCTGCATCCTGGAT
GTGGACATCCAGGGGGTGAGGAGAATCAAAGAGACTGACCTGAACCCCATCTATATCTCC
ATTCAGCCTCCATCCATTGAGATTCTGGAGCAACGCCTGAGAGACAGGCAGACAGAAACG
GAGGACAGTCTGCAGAAACGTCTGGAGGCCGCGCGCATCGACATGGAGCTCAGTAAAGAA
CCTGGAGTGTTTGACGTTGTCATCATCAACGACGATCTGGAGAGGGCCTACGAGGAGCTC
AAAGACATCCTCAACGAAGAAATCCAAAAGGTCCAGGATGCAAAGTAAAAAAGGAAACTA
TGCCCATGATGTCATGTGAAACAAAAAACT
>CL2876Contig2
AGGGCTGACTGAAGAACCACCTGTTTGTGAACTTCTGCACAGTTTTGGCGCAACATAAAA
ACAAGAAAAGATGTCAGGACCGAGGCCGGTGGTGCTGAGTGGCCCTTCTGGAGCAGGGAA
GAGCACTCTCCTGAAGAAGCTGATGAAGGATCACGAGGGAGTCTTCGGATTTAGCGTCTC
ACACACAACAAGAAACCCTCGACCGGGAGAGGAAGATGGAAAAGACTACCACTTCACAAC
GAGGGAGGTCATGCAGGAGGGCATCGATAATGGAGAGTTTATTGAAAATGCAGAGTTTTC
CGGAAACATGTATGGGACAAGTAAAGCCGCCGTGGAAGACGTCAGGGCCAAGAATCTGAT
CTGCATCCTGGATGTGGACATCCAGGGGGTGAGGAGAATCAAAGAGACTGACCTGAACCC
CATCTATATCTCCATTCAGCCTCCATCCATTGAGATTCTGGAGCAACGCCTGAGAGACAG
GCAGACAGAAACGGAGGACAGTCTGCAGAAACGTCTGGAGGCCGCGCGCATCGACATGGA
GCTCAGTAAAGAACCCGGAGTGTTTGACGTTGTCATCATCAACGACGATCTGGAGAGGGC
CTACGAGGAGCTCAAAGACATCCTCAACGAANAANTCCAAAAGGTCCAGGATGCAAAGTA
AAANAGGAAACTATGCCCATGATGTCATGTGAAACAAANNACTTCCATCCATGAGCAAAA
AAAAAA
>CL2877Contig1
ATGTTTTTTTTTTTTTTTTTNNNTNNNNTTTTTAACATTAGAATCTATTTATTTATTTAT
TTCACATAGTAAAAATGTCATTCCACAATCAATTTCACCACAAATTACAGCAAAATGAAA
CAGATTTCTAACCACAATAAGGCACAATACCCAGCTGCATCCAAAGCTGTTGAAATTGGG
TCACAATACTGTAGCTGTGGGCGTCATCTTGGCCCCCATTTGATATTAGTGAGGCCTTGA
AACTGCCGCTTGAGCGCTTGTCTGTCTGCCCACTCTGAGTCCAGGTGGCTGTCATCATTC
GCTTCTTCTAGTTTCTAAAAAAAAGTAGAGAGGAGAGTTTGAATACAGCACGGGCAGCAA
CATACTGTAGAAGGTGTAATTCACCTTAAGTTCTTCCTGCCTTCTGTAGTAATGCTTCAT
CATCTCTTTCTGCTGCTCGTTCGTGACTAAAGGTTCTCTAGCTGGTGGCCCATGTCCTTT
CTTTTGGACTTTGACCACAAGCTTTGTCTTTTCATTTTTGCCGATGTAATCCTGCAGTTT
TTTCCCTCTTTGTAACTCTTTGGCAGCCCACCACAGCTGGCATTCGTCCTCGGTGATTAC
CTGCTGAGATGCCTGAGTCCCTGACAGATCTTCTAGGTCCTCAAACTCCATCCTTATGGG
GTCATAAGGAGGTAAGCCCATGGGGTACACAATGGTGACTGCACCCCTCAGCTGATCCAG
TGCTTCCTTTACCATCTCCATGGTGACACACACGTTAGCGGGAATTTGCTTATTTGAGAT
GAGTGCTTTAGCTTCCTCCACTGTCTTCATCAACACCTCCTTCATCTTATCATTAGGAGC
ATGTCCATTTCTTCTCCCAATCTCATCCTTTTTGAATACTGCCCCTCCACTGGGCATGCA
CTGGTCTTCCCATTCATCCCTCAGATTCAGCTCCTCAATCTGCTCCACTGTCAGTTCCTG
CATGTTGGGTGGCAGCATGATGCCATGATCTGCAAGCTCTGAGATCTCTGAACATAGTCT
CTCCACCTTCAGTCTTCCATTGTAAATGGCAGTAATTTGCTGGATGACGGTTTCCAGAGG
CGCCTGCGCAGTGGTATTGAAAAGAAACTGGCTTTCTTGTCCGCGTTTCACGTGCAGCTG
CACCATCCTCACAAACGAACCCCCAGGAAAAAGAAATTAACAAATAAATATTTCTGTACC
AATCAGACCAGAGTTACACCGGTAATTAAAATCAGTGCAAACATTTTTTTTAACTGTCCG
CTGATCTGTGTGCTGATCCTTCTTCCATTAGGGGAGATCCACTCAGCACAAGATCCCC
>CL2878Contig1
TCACCAGAAACCGATCCGAATCTCTGCAAGGAGCCTCCAACGCCGTGGTTGGGATCGATA
CCAACAGTCCAGTTCTGATGCTGAGGGCGTGAACCCGGCCCGGCCGGCAGCCATGGCCGA
GGCGGGGGCCCATCTCACCTCCACCTCCATCGGTGAGCAGCCGTCCATCTTTGAGGTTCT
GGCCCAGGAGTCGCTGCTGGAGGCCGTCCGTCCGGCGGTGCAGCACGCCGTCAAGGTTCT
GGCGGAGTCCAGCCCGGCCCGCTTTGGCTGTCTGTGGAGGACTTTTGATGAGCTCTACTT
GCTTCTGGACCTGCTGCTCCAGAACCACTTCTTGTCCCGCTACAGCGCCTCCTTTTCTGA
GAACTTTTACGGCTTAAAGAGAGTGTCAGAAGGGCGGGAACGTCCTGTGCACAAGGGGCT
GCGCCGTCCCGCCCACTGGCGCTCTCTTCTTTTGCTGTGCCTGGTTCCGTACCTGCGGGC
CAAACTGGAGGCCCGGCTGGTCCGGCAGAGGGATGAGGAGGACTTCTCCATCCAGTTGGC
ACGGTCGAGGACACGGAGGCTGTACAGCGCGGCGGTGGCGGCGTTCCCGTACATCAGCTC
GGCGTGGCGCGTCTGGGTCTTCTGCCAGCAGCTGCTCTTCGTCTTTGGATCCTCCAGAAC
CCACAGCCCGCTGCTCTGGCTGGCCAGGGTCCGACTGACCCGACTGACTGCTGCAGATTT



CCGAAACATCGAGGGGTCTGACGACCCCGCTCACAGCAGGGTCGGTTGGATGATGTCACA
GGCGGCGAGGGGCGTGGCCACCTCTCTGTCCACCTTCCTGTCCATGGGCGTCTTCTTCTT
GCAGTTCCTGGAGTGGTGGTACTCGCCAGACAACCAGAGCACCGTGAGGGGTCTCACGTC
CCTGCCTGCACCCCCGCCCCCCCTCCACCTGCAGCAGGACTCGAACAGCCGGAGCTGCCC
GCTCTGCCACAAGTTGTGCGCCAATGCCACGGCGCTGTCCACCTCCAGCTTCGTCTTCTG
CTACCCGTGCATCTACGCGCACGTGAAGGAGCACCGCTGCTGCCCCGTCACAGGCTTCCC
CAGCGCACCTCAACACCTCATTAAGATCTACGCGCCTGAGGGTTAGAGCGACGGCGCCTC
CCGCTGGACTCACGCGTCCGCTGCTGAGAAATAAAATCACCAAGCCGTAGGCTTTTCGAA
CTGGCCCTGAACGCCACCGTCTGAAATGAAAGTCCCGCCCCAAGCGTCAATCTTTATTGA
ACTGAGCTCAATCAGTTTTGGCTCCTCCCTGTCCGGCGCTCAGAGTCCATTTGATCTATT
TCACCAACAAATGAAGGAAGAAATGCNT
>CL2879Contig1
TTTTTTTNTNAGCAGCAGCTGCATGTTCTCCATTTATTGCTGTTCTCCATCACAAGTACA
CCCAACTGTGTTCACTTTACTTTAGACAAACATCTGCTTCCTTTAATCCAACCCCAAATC
TGGACTAGCTGTTTCTGCAAAATATAATTGCTTATATTCCAAACAAACGCTGTCCAGAAC
AAGATGCTGGACGTGGTTTAGTTTCTTCCACCGAAAAAAGAGTTGAGGTCTTCTTCAGGA
CGCCTTGACGTGTTTGCAGATGCACCCTAACCTGCAGAATGGACATCCGGTGCGTGTTGG
CCCTGAGGCCAGGCACAGTGATTAAGGCAGCTTGGCAGTTCATTCTGAAGATGGGGCTCT
TTCAACCTTCTCAGCTAAATGGGATGGTCTTCTGTCGTAGGACTCAACTTCCATGTCACC
ACGGAGAGTCGCTGACGAGTCAACTGAGTGATCGTGGAGTGGACTTCATCGACAAATACA
TTTTACACAATAATAGCATCTGCTCTGTTTGAAACTGAAGAGGTAATTATTAAAATACAT
CACTGTAATAAAATATCATCTTCCATTAACCCTGTTTGAGCCCCAATAAAACTGACCAAC
TTTTAACAGTGGATGTGAGGCTGTGCTGAACAATAAAATCATGTAAAGTTTTATATCGGA
CTGATTTTGTGGTGTTTTGTCAACAGCAAATGACCAAATTCTGTAACGCAGCCTCCTTCT
GATAACAAGTCAACAGATGTTCCAACTTTGCTATAAAATGAGGCTGTTTCTTCCCCCCTC
TCTGGTTGATTTCAAGTATGTCTTTGGCTTGGTGCTGACAGTTCGCTCTGCTCTCTTCCA
ATTTGACCCAACAGGGGGATTGATCCTTGGGGCCTCTGCTCCTGACACGTCTTCCTGTTA
CACAGTGCCGGTCCACACAGAGGTTTTCCTTCCCCGGATGCAGGTGCCCCTCCACACGTC
ACAGAAACACACAAACTCTTGGCAGAGTGTTCCTGTGCGAGAGGCTAACGCCCGCCACTA
GCATTCACCAGCCCATGGAAGTCTTCCCAGGCTTTAATGCTGTCTGTGTGTGTCTTGTAC
TCCATGATTGTGTTGGGGGGCAGGTTGAGGACTCGGCGCAGGGTGTCTCTAATGCGGGCG
GTGGTAGCCTGGTCACTGGCGGTTTTATTCCAAATGGAAATGATGTCCTCCTGAAAACGG
ACGGACACCACAGCTCCACATATTTCCTCTCCCACCATGAACTGCTCCCCCAGCATGGCC
AGGATCAGGTTCTCCCAGCACCGGGACGCAAGGCCTTTTCTTAAGCGAATAATCCACTTC
CCGCCCATTTTATTGGCATCATCCTCCCACATGGGCTTAATTCCGTTCTTTAAACAGGTG
GAAGTCACTGTGACCGGTTAGGTCGCCAGGCCGGATCATGTGACTATAGAAACGCCAGAA
CTGTTCCACCGAGGCAAAGCTGCCGATCTGTTTAATGTTCTGTTCGTAGCTCTGGGTGCT
TGCTGGTCGCACTGGCGTGCGCCTGGAGTACCAAGAAAGTGTAGTTGTACTGAAGAGGAT
GCTCTCCTGCTCCTGGAACCACCATTTTTTTCTTAGTTGTGTTCTGCTCCTTTTCGTCGT
CCTCAATCTTTATCGTTTCGCTATCTTTCGGTGAGCTTTGGTCCTGGTCGTGATCTCCAC
TGTCATCGTCTTTCAGAGCATCGAATTTGTTGTTCATTCTGTCCTGGCTGAGACTCGTCA
GGAATCCGATCACAGCCTCCTGGAAATCGCAGGAACGGCGACGCGCAATAGAAGCACGTC
CCGGCCATAATGCCCGGGTTA
>CL2880Contig1
TTTTTTTTTTCTTCAGCAGAGACCGGGTTTTATTAATCATGAACAGAAACAGACGGACGT
CTCACTGTACAAACAGAGAGTAAAAATAAATAGAAACACAGCAATAACTTAGAGGACGAC
CCGGCAGACGGCGGCGCTGCATGGCGCCGGTCTCCATGGTGACGGTGCAGCCTGATGGCT
ATTTACAAGCCGTGTGTTTGTCCAGATCCTCTTCAGTCACGACTTTGACTCCTGAAAACA
GCGGCCGCTTCACCACAGCTCCTCAGAACCACAGTGGATCAGAACGGGGCTCCTGTCCCA
CGCTGTTGGGGTCTGATCCGCTCTGTGCCTGTCAGGGGGGTTCTGTCAGAACCTGCACGA
GCATCCGGGCCGCAGAGAACCGCACCAACACAACAGCTGCAGGTTCTCCAGCGTGGAACC
AGCGGCTCCAGCCTTCATATTCCGGCTTTGTGTCAGTGCACGTGCACACACACACACAGT
TACACACACACACACACACACACTGCAGACCAGAATACAGCAGCAACAACTGATGTAAAC
ATTGTTAAAGAAAAAGACTTCACGTTGCTAATGCGGATGCTGACCTCAGCCTGCTGAGTT
TCCCGTTTCCACGGAAACCTGTGAAGCTGCATCAGGCAGCCGGCTGCTGTCTGGTGGGAC
ATTTGGAGGCGTGTGAGGACAAACCAACGACCAGCTTTCACGCGCTGCACCTCTGATGCC
CCACCAGGGGGCAGGAGGATCAGAACCAGAACCTACAGACGCACACACCCAAGCTAGAGT
TCCCATCATGCACCTGAGATGTGGTTTTCTCACTTCCAGGTGCTCTCTTTAAAACTGTGA
CATAAAGGTGTGGCGTGCTGACCACGCCCCTGACCACGCCCACATCTTCAGGGGAAAGCA
GCACGCTGACTCTAGAGCAGGGGAGGGGGGCAAACGTTTTCACTCTGGGGCCACAAAGGG
TTCTAAAGTTTGTCACCAGGGCTGAACCAGAGGCGTGTTTTGGTAATCGTCCTCATCAGA
GAAAGAAACGACTCTGCATGAGAACGTGTTTGTATTGGGACTGAAAACTGATGGATATTA
AAACATAACGTCTGTGAAAACTCATCATCGCAGGTTAAAGGTCGTCATTTGGTTGAAGAC
GTTTCACCAAAAGGTTTTGTCAATTCTGAAATAGCTGGTGAAACATCTGGATAAACCAAG



AAACGTGAAACGTCTTCAGCTTTAAAAACTGATGACGACCTTTAACCCTGACTGATTACA
GCTGAACATTTGGAGTTTTTGCTTCTGTTCTCATTTCATTACCAGCTGCATCCGTAGGTT
TATGTCCGTCATGAAAATGCTGCTTTCATGTGGTGTTGGAATGATGGGAAAAATGATACA
GTAGGCC
>CL2881Contig1
GCGGATGGGGATTAAGCGCGCGGAGGAGGAGCGCCTGCGGCCCTACAATGTAGCCAAAGT
TCCCGCGAGCCCAACTTTGAGCTCCTCCGCGGAGTCCGAGGGCGCGAGCATGTACGAGGA
GGTGCGGAGCCACAACAGACTCTTCTACAACATCAAGAGCAAGCAGAGCGCGGCCGCCTC
CGTCTCACCAGCATCCTCCCGGTCGGTCTCCACATCCTCCTCCTCCTCCTCCAGCAGCAG
CAGCAGCAGCTCCTCTTCCTCCTCTGGAGAGGACGCAGACGATTTATTGTTTGACTTTAG
TTTGAATTTCGCCCCCAGCGCGCCGGGATCAGAGCTGGGGAACTCCGGAAACCTGTCCCT
GTCTCTGGTGGATAAGGACCTGGACTCTTTCAGTGAGGGCAGCCTGGGCTCCCACTTTGA
ATTCCCAGACTACTGCACGCCGGAACTCAGTGAGATGATCGCAGGGGACTGGCTGGAGGC
GAACTTTTCAGACCTGGTCTTCACATACTGAAGAGAGAAAAAAAAACCCTCAAGAAACGT
GTAAAACTGTTCTTTAAGTAAGGGAGATTTGAACGGAGCCCAGCCTCCTGCAGGCGTTTT
TGGGCCCTTTTTTCTATTATTATTATTGGAGAGTCCTGGAAGAAGAAGGTGAGCTTTGAG
GAATGAGATGCTTCTGAATTCCAAATTTAAAAAAAGACAAATAAGTGACATTTTCGTGTT
TAATCGGGCAGCATGACAGGGTTTGATGGATTTTTTTCCCCTTCCGCTCATAGGTCTGTT
TTTGTTTTAACAACTCCAGCTTAGAAGGACCACAAGAATGGGGAAAAAGACACAAACTTC
TATGCATCTCAGAAAACAAACAAACATCCAAACTGCAGGGAGCCGAACACGGACCGTGGA
CTGTCTCATAAGCAAATCTGTGAACCTGTTCTAATGTAATTTCTAAAAAAAAATGTTTCA
GTTTTTTTATAATTTTTTTCTACCTGATTCCGTTTTACCTCCTGGTTTTTTGGGGAAAAA
AAAATAATGAAGCAGCCTCTGCCGAACAGGAAGGAGGAGGCAAACGCAGAGGATACATTT
TGATACATAACAGACCTCATCTTTTTAAAAGAAAAGTAAGATATTTTCAGGCATATTTTT
GTACAGTCCAAAAAAAAANGGGAAGGTNCTTAC
>CL2882Contig1
CNNTCAGGAATTTTATTGAGCATCTTTATCTTCTACAGTCAACAATTCAGCAACGGACAG
CAACATTTCACAGCAACACAACAACAGAGCAATTTTCTCTTCACACAGTCTAAGGACAGA
AATGTCCTGCAGGAATAGAAAGTCTTAAATCTGAAGAAAAGAAAAGGTCACCATGGGCTG
ATTTGACTCATCTCAACATTTTTTGGCCTTAAAAAAATACGATCAAATGATAAAGACAAT
AGCAGAAATGTCTGCAAATGTGCCGAGAAATAAAATCTATCAGATGATGGGAGTGGGGGG
GTTCTGTGTTCAGTTCCAGCAGGTGGTCCAGTCAACATCAGGGCTCCAGAGCCATGTTCA
CCACCCCCCTCTTCTGTCTGCGAGGCTGGTCGTCGTCCTGGCAGCAGCAGCAACAGCAGC
AGCGAATCAGAACCAGGATGAACAGCAGGAGGATCATGCCGATGAAGATGAAGAAGACCG
CGAAAAACGCTATGTCCAGATCAGACTGGAAGAAATTCTTGGACTGGAGCCTGCTGACCA
CATCGTTGAGCTGGTCCTGGACGTCCTGCTGGGTGTTCCTGGGGTCCATTTCCCAGGCTG
GAGCTGGAGCTTCGTTCTGTCCCTTGATTTGATGGAGACTTTCCGGGAGCGAAATTTCCC
TTGACGCACCTGTTGACGATGACGTCACTTCACCTGACGGACAGAAACCCCCTATACCCC
CCGGCCATAATGCCCGGG
>CL2883Contig1
CCGGTTTTCCGGTACTTGAATAAGTAGTCAATGAATAATGGACAGATTGTAATTGTACTT
TGAAAAGAGCAGATAAATCTAATATATTATTTGTTTAAAACTTTGAAATACATTTCAAAA
TCCTGAGCCCCTCAGTTTTCATGTGAATGCAGTGTTAAAACACATTGATGTTTAGAAGCA
GTCTTTGCAGGCACCATCATAAACATGTAACCTCCATAATAAGCCATGTCTACATTTAAA
GACAGATAAAAAAATATATATATAAAAATACTCAACTCATGCATTTGAAAAATTTAAATA
CTTTATTAGGATTTACATGGAGAAGGACAGAATGGCAAACCACTGTAGTGAGTTCAAATG
AAACAAACAGATTCCAAAATAAAAACACAACAGTTTTTCCCCTCTGGCAAAAAGAACCAG
AACTGTAAAACCTGATTGGCGACGATTAAAAACTTAAATCTATCTGAAGAAAGGCATTTC
CTTCCTGTCACAAGTAAGCAGAGATCCTTTGCCATCATTTTAAATCAAATAACTGAATAT
GATCTTAATCCAGTGTGAAGAAAATCAACATTTGAAGTGAAAGCATCAAGATTAAAGTGG
AAATGGATTTGAGGATTTCTACCTGCCTGAGCGTGTTTACAGTCAACAGAAGTTTCTTCT
GCACATTTACATCCATGAAGGTTAGAGATGGAGAAAATGAGCGTGTGCTGGTGTCCCAAA
CCGTCAGAGACTGTTCATCCAGCACAACAGTCTCTAAAAAAAAAAATCAAACCCAAGCTG
CAGGTAGTCTTCATCTGTCTTGAAAATCGGGGGATCAAACCCCACATGCTGTGCATCAGT
GGGCTCAAAGCAAGACTAAAATCTTAATAAAAACCCCTCCTTAGCTCCAAATCCTGCTTA
GGCAATGAAGGTTGGCAAACTGCGCCGTCCAGGACCGACAGGCATGAAGCTGAAAAACAC
TGGGGCAGAATCATCTGTGGGAGGGGGTCACGGTGCTGCACACACATGCTGCTTTACACC
AACGGCTTTGGCTGATTTAAGAAAAAAAAAAAAAAGAGNGTTGCATGCATCCCACAGAGG
ATGATGGAATCACCTGTGTGCCCGGCCATAATC
>CL2884Contig1
TTTTTCTGATGTTTTTAATGCGTTNTGGTTTTCTAGCACAAATAGTTTGTTGGTTTTTCT
TGAAACTATCAAACAAACTAAACATTTTGTAATTTGCCTAGAAATATTTGACTAGAAATA
TTTGACTAGAAAAACAAAGGTTTTATACTAATAAGGTTTTATTATTATTCTCTTTGAATT
TTCCCCACTGTTACCCTTGGATTAGAATAGACCTTTTTTGTGTCATTTTTAGCTTAAAAA



TGAACTAGAGTTAATATAAGAGGAAAAATAAACCTTACATGTTCTGCAGAGGCAGAAAAC
CCAGAATGAGAAAAACATGTAGACATAAACTCTCCTAAAACCAGTGTTAAAAATGTCCCA
AACTTTAAGTAAATGTCTTTGAAGATGCTGAAAAAACTCTTTTCAGATATTTTTTTTTTT
ACCTCCAACCTTATCTCTGAACTTGACAGAACATGGAATTCAAAAACTCGGCGAGCTGCA
GGACCTTTAGTGGTCGTCTGGGTCAGCCTTGCAGAGGCAGGTGCAGAGAAGGCAGCAAAC
CCCGCCGAACATGAGGAGGCCCGCGAGGATGTAGACCAACGTCGAGGTCCAGAACGCAAA
CAAGTACACAGTTTTGTCGCAGTAGAGCTCCGTGCTGTTGGAGTTCTTGTTGTAGTTGGG
CTCGTAAATGGAGTAAATCCACACATTACCAGCGATGAACCAGCAGAAGAGGAAGAAGGT
CGTCAGCGAGTTCCAGGCCGTGCAGAGGCAACTAAGCTGGTTGGAACCCTGAGTGCAGGG
CAGGGCGGCCAGGATCACCAGCAGCAGACTAAAGACCCCCGACACGATCAGATAGATGGG
GATGTAAGGCTGCAGCGGACAGTCGTTTAAGTTCACAGCACCTAATGCGATCTGAGCGAT
GGGCATGGCGCAGAAAAGCACCTTTGAGCATATTAGTGCGGGCAAGGGGACATTAGAAGA
CTTGGAGATCAAACCCCGGAACTTGTCATTTGACGCGTTCAGTGCAGACATCTTTCACCT
TCGGGTTGAATCTGGGAGCTCTCCCCGGCCATAAGGCCCGGGTTTA
>CL2885Contig1
TTGTACTTATGGGGTGGTGTTTATTTGCAGCTGGAAAATGTNGATATTTACAGAAAAAAT
ATGTATATTTATACAAAAATGTAAGTTTTATGGTGGTGCTAGCTCTGTCTTCTTCATCCT
CGGTGTCTGTCCGTGCTTCTTTTGAATGGTCTCCTGGATTTTCTGCTTAAACTTCTTCTT
CTGCTTCCTGATCTTCTCCAGCTCTGCCTTTCTCTTGGCCTCCAGCTCCGGATCCTTCCC
CTCCAGGATCAACTGTTTCCTCTTGTTTATTTCTTTTTTCTCATCAAAATCTGTTGATTC
AAGTCTGATCTCACACTCCCGCCGCGTGACGTTGACCTGGGTGAGGATCTTGTGGACCTC
TTTCTCCTCCACAGGGTATTCCGTCAGCTTGGTCTTTGTCTGTTCCTCGATGGAATGCAC
TAGATGGATGTCGTACTGCGTCACCAGGGTGATGGACACTCCGTTTCTCCCTGCTCTCGC
TGTTCTTCCAACTCTGTGGATGTAGATTTTGGGAAGCCCTGGCGTGTTATGGTTGATAAC
AACCTGGACAGTTGGGATATCTAAACCCCTGGCAGCGACATCTGTTGCGATCAGGATTTT
ATAGACACTGGCCTTGAACTTGGCGAGGTTGGCAAACCGCTGCCTCTGTTTCATCATAGA
GTGCAGGGAGATGGTGGGGAAGTTAAATTCGCGCAGCATCATCGTGAGAATCTGACAGTT
CTTGCACGTGTTGGTGAAGATGATGATAGACCAGTCGTCGTGTTTGTCAGTAAAAGTCTG
GATCAGATGAACCAGGTAAGCGTCCTTCACCTTCTCTGGGGTCAAGATGTATCTCTGGTC
CAGCTCTTCCACCGTTCGTGTTTCTGAGGTGCTCTCCCAGAAGAAAGGTTTATTCATGGC
GATGCTCTTCAGCTCTTGCAGAGTGTCGGTTAGCGTGGCGCTGAACAGCAGCGTCTGCCG
TTTGGCTGGTAGGGTCCCAAGGATCTCCTCCAGGTCTTTGGTGAAGTCGGTACAACCTTG
TTCCAGTAGGCGATCTGCCTCGTCCAAAATCAGAAACTTGATCTTTCTCATGCTGAAGGT
GTTGGAGCTGCGGACGTGATCAGCCAGTCGGCCTGGTGTTGCTACCACCACATGCGGCTG
CTTGGACAGCTCCAGCGCCTGGGTCACCATGTCCATTCCACCAACAACGATGCAGTCCTT
CAGACCAAGAGGCTTCCCCAGAACTCGGAACTGCTCTGCTATCTGATAGGCCAGCTCCCT
GGTAGGGGTGAGCACCAGGCAGAAGATGCCATAAGGATCTTCTGACAGTTTCTGCAGAAC
CGGCAACACAAAGGCTGCAGTTTTCCCACTTCCAGTCTTGGCACAGCCTAGACAGTCCCG
ACCTTCGAGGATAGCTGGGACGCAGTTCTCCTGCACAGGAGTGGGTTTATCGATTCCCAG
CTGTTTGCATTGTTTCACCAACCAGTCCGACAACCCCAGAGAGTGAAAGTCCCCCATCTC
TGACGGTCCTTGGTACACACAGCTCAACAGAAAGGTTATTAAAACACCCCAATAAACCTA
TTTGTCAGAAACTTTTTCTCATCCTCGTGCGTAAAACCCATCCCCGTCCCCCGGCCATAA
TGCCCGGGTT
>CL2886Contig1
CGGCACGAGGCTCCCCACACACAGACTCCTCCGTGTGAGGTTCCTCTGGTTGTTCCATGT
GTTTTGTCTCCTTCCTGAGAACGTTCTTACTTTAAAGTTTCCGCCTCAAGAATCATGAAG
TGTTCCTCCTGACTGGACCGAGCTGCTCCAGCTCCTCTGCTGGGACCTCAGGCGCTCCTC
AGACTGAAGATGAGGAGGCGTGACCTTCGGCTGCTGCTGTGGCGTGAAGCCCGGCTCCTG
TTTGCACTATAGAGACTGGAGGTGGCGTCTGCATCTTCTGGGTGTCGGACTGTTTCTCTG
CTGCGGTGACTCGCTGCACTTTGATTCCGTGCACAAACGTGCACAGGTGCTGACATTCTG
TTTGTGGTCCGGGTCGGACCGATCAATCAACGCTTGTATTTTTGTAGACTCGTGCTCCAC
AGGACTGTAAAGGGACCGGTTCTGTGTTGTGAAGGTCCAGAGCTGCCTCCTCATCACTGT
GAGACTTTTCTAAACTGTTTGATTTCTGTTAGATTTCTGAAAAGGTTTGCAATAAATAAC
TCTGGGATGCGCGTCCTCTTC
>CL2887Contig1
CTGCTGGAGGACCAGCAGCAGGTGGCCCACTGGGANTTCCAGCCACCTGGTGTGCGCCCT
GACAGAGCTGACCGACTGGTCGATCTGTACGGCTCCGGGGAGCGAAGGGATTACGGACCT
CTCTTTTCACAGAAGATGAGTGTGCTCGAAGATGCTTTCACCTTAGGGGACTTTTCACTG
CAAATCTCGGACTTGAAGCCTGTCGACAAAGGCCTTTATTCCTGCCATCTGCACCACCAC
TACTGTGGTCTGCACGAGAGGCGCATCTTCAGACTCTCCGTGGGGCCTCCCCTTCCTCTT
AACCCAACTGAAGAATCAGGCGTTTTCCAGAACAACATTGAACCAATCGCTTTTCTGCCT
TCAGGCACAGAAGAGGTGTTGCAACACAGAGAGAGTCCACATGTCCTCAACGTTTTCCTG
CCTGAACATCAAGGTCACTTTGTGCAGTATTTGGGATACATCTTGGCAACATTCTTGCTG
CTTATTTTCATCGTTGTCATTATCATTGTGTTGACCAGGCGACGCAAAAAGAGAGAGCTG



GAGTATGAACTGGCCAGAGCTGTAAGAGGGAGTGTGACCACAGGAGGGGAAATAGCTTTA
GACTACTCGGAGCCGAAGAGCTGCAATCAAGATCCCATGAATTCAGACTACAAAAACAAC
TTACTGAAAGAAAAAGACATGGCCAAAGACTGCAATAAGGATTTTGATGGGAAGATGTGG
AACTGAGTGCAATATTTCGAAGATGCTGCTGGCAGGTCCAGAGCAAAAACCAAAGGAGAA
AATGACGGTGGAGGAAAAAAATGAAAGGAACACCAGGAAAAAAAAGGCAATCCATAACAG
GACAGGAGGAATGCTCCCTCTGCTGTAATCCAACGACAAGACTGTTTTTCTTTTAATTGC
ATTGCCAAGTTCCTTCTTTTTTTTAATTTCACATTTATGGTAGCATAACAACATGCTTTG
ATATATCATTTGTTTTTGCATTCATTTTGATGTAAAGAAGACATTATTTTTGAATCTTCC
ATTTACTTTTACTTTATGATGCTCACACTACTTTCATTTAGCTTTGAGGACATTCCCAGG
GTAGCAAGCTAATTTCCCCCCCCATCTCTTTTTTCCTTATTTTATTGTACTGTAATCAAC
AAAAGGCATTTTTCAGAAGTTTATTTACTGTATGTAAACATTTTCAGGATATTTCTACTG
TTAACAACTAAAATCTACTTTTAGCTTATTTCTGGTATTGCAAAATAATGTTTTCTTTTT
TGCATATTTGTTCCTATTAATAAAGCATCAAATTCACAAGACATGAACTTTTAAAAACGT
TTTTACCTACAGGTATTTTTCAGGTTTCAGGTGAACTGATCACTTTATCTGCAGCAGCTC
AGGAAACATATTTTAATCATTCACAATATGAAAATTGCCTCAATTAACCATGTAGAACAT
TGAAAGTAAGGTTAATTTGACACTGAATTTTTATGCAATATTCCCCTCCAAAACGGCATT
CTTGCTACAAACCTGTATAGCTGTAACTCTGTTATGTATGAGGGTGTTTTGTGTCTCCAA
CATAAAAAAAATGTACCTCGTCTTTGTCACAATTCCCCTGTGATTTAGTGACTAGATGAG
TATGGAAAACAAAATGAATAAAAAATAGTAAGAAAGCAAAAAAAAAA
>CL2888Contig1
TCGGCACGAGGTGGATAACTTATTTTATTTCAGAGAAACACATTCACCAGCAAAAGCATC
ACTTTATTTGCGCGACACTGTTGGTGTGGTTTCCATGGAGACAGCTACCAGGGGATGCTG
TTACCCTCCCAGTCCAGGAGCCTTCCGCTGTGTTTGCTGCTGAGAGTTGATAACACACGG
ATAATGCCGAGCACGCTGTCCTCAGTGGTCAGAGGGGCCTCTTCTCCTCCCATGTGGGTG
CGGACCCAGCCGGGGTGCACGGCCGCCACCAGGATGTCGTCTGCTCTGAAGTTCTCAGCC
TGGCAGCAGGTCAGCATGTTCAACGCTGCCTTACTGATCCTATAGGGATACATTGGTGCC
ATTGCGAATGTTTCCGGACATTTCTCTATGGATGACAGGAGGGTGGACACGTTGATGACT
GCTGACCTCCTGCAGGACATACCTCCATCCTTATCGCCCGAACAGCTCTTTGCTGCCCTC
TGCAGGAGTGGAAGAAACATCTTTGTGAGGAGAAAGGGTCCAACCACGTTGGTCTCGAAC
ACCTCCATCATGTCCTTTTTCCCGCTGGTCAGCAGGGATGCAGGTGAGGCTGGCTTGTTG
ATGGCAGCATTGTTGATGAGGAGGTTCAGCCCCGAGGCCCCAATCTGCTCCTTCACAGCC
TCAACAGCAGCTGAGATGCTGCGCTCATCTGCCACGTCAAGTTTGATGATGCTGATCTTT
CCTGGGTGCAGAGCAGAAAGCTGCCTCAGAGCCTGGCCTCCGGCTCCTTCCGGGTCCCGG
CAGCAGGCGTAGATGTGAGCGCCTCCCCCCGTTTTCTCAGCCAGCTGTCTGACCAGCTCC
AGACCGATCCCTCTGCTGGTCCCAGTCACCAAAATGTTGCCCCCCAGCGCCACTGACATG
TTGACAGCTGTAGGCGATTGCTGTCTGGCAGCAGCTGAGCATGTGCGCTGCTGGGGTGTG
TGCAT
>CL2889Contig1
ACTTTATTATCAAGTTAAAAAAAGACAATGAATTACAATATTTACAGAATATCCAGAGAT
AAATGGAATAAAATTGTAAACAATCATTCTAGGCAACATCACAACCCACCATCAGATTTA
TATGGGAAAAAAGGCAAGAAGGAGAAATCCTAGTTTCCAACTATGGAGACAACAGTCTGA
AAGGAGAAATGCATCAGAAACCAACTAAACATATATACAAGTATCCAGTGTTTTCAGCAG
GGGCTTCACTTTGGGTAAACTGGGAAGATTTACAGCCCAGAGGCTGCACACAGTGAGGGG
ATTCAGAGTCATTTTTCCATTCAAATAACCACACAACAACAAACGGTGTTGGCTCGACAG
CTTTGCACCCAGATTGTCCCAAGCGGTCTCCTGCTTCCCGTTGGATTTGGGTGACGAGCT
GCCTCACGGAGCTTATTTCTACAACTACGGTTCACTCTCAAGACAAGACGAGCCGGGCCC
GCCAAACACAAAGCGTTGAGGTCACACGCTCCTGCGGCGTCTCCAGGAGCGGACGTCGTC
TCCACCGACCGCTGGGGTGGAGTGAGAGCGACGAGGCGGGGTTCACCTGGAGTGTGAGAG
CTGCAATCCCCCCCCGGATGGACAGTGGAGTGTCAGAATAGAGGCTGGCCGAGGATTTAG
GCCAAGCCCAGAGGAGGAGAAAGCAAGTTCAACTGGAGGGAGGTGAAGGCGTGCGCGCCT
CTTCGGTTACCGCTCTCATTACAGTACGAAAGGAGGACATTTTTCTTCAAAACCAGACAT
TGTACAACAGTGTAATAATGTTGGACAGGGGCTTAAATCCCTTAATCCCCCCCCTTAAGG
AGAAGTTGTTTTTTTTCCTTTCAAAAACTGAGAACACCTAAAGGAAACCAGGGTTAAAGA
ATCCTTTCTGAAACAGCACAGTTCAAACACTAAACGAGTAGTTTGTTTCTATACATGGCT
GCAGACATGAAGTCCACCCGGGTTCTGCTCCAATTCTAACCGTCCAGACCCAGATTTTTA
CCGTCCACAGAGAAGAAGCAGCAAACGCAGCAGGCTTGGTTGAAATTTTGCTACCAAGTA
CAACTTCCGCATGAGTTTTAACGTGTTATTTTCAGGCTTTTGGCCGGTTTGTTTCAGCTT
TTTTAAATAGACGTCTGTGTTTCTGGAACTGGACTCAAGTTTGACTTCATCTCTCATAAG
GCTTTAGGGCATTCGAGCAGCAATTCCCAACAAATACAATCTCTGCCTTTTGTCAACATC
TCCTAGAAGAGAACCCAAAAAAAGAACTGTAAACAGACGGATTTGTCAACACACAATGAG
AAATGTTGTTTTTTTTGTTTGGATTTAGTTTTTTTGGAGAATTTAGCAACCTTCTGATCT
GTTGACACCCGTCTCTTTAGTGGACAAAACAGAGCAGGAACCTTGGAGGTGAGTTTATGA
AAAATGGCAAAAGATCCCAAAAGCCAACATGGCTCAAAACGCATCCAGAAATTTCACGCG
TGGCCTTCTTGACACAAAAACAAAATACACGTAGAAGGTCTACGCCAGCTTTATAGATGG



AGGAGCAAAGTGATGATCACTACCATTTACGACTCGGAAGACAAACCACAAATTCTTCTA
AACACTCAATTATGACACTAAAGTTGTTTCTTTGTGCTGATACCCAAATATGAAAAGCAC
AAAATCTAATTCAAGTGAGTTCAAATCGAGTTTTAGGGTAAAATTTGAAGGTTTTTCCTT
AGAATTTTCTCTCAAACTGATTACATTTGAACAGCATAACGATCACCAGTAGAGTTGCGC
TTTAAGGCACTTCGAGCACGGTCTTCCTCAAATGACCTCATCCGGTTCACGTGGTTCACG
TGGTTCACGTGGTCGCACAGTCCCACGCTCGGCGTTCAAAGGACGGCGGTTTCTGATTTG
GGTCAAGAGGCCATTATTGTGAAATTCTAAGGTTTGGTTCCAGGTTGGTACTGAATGAAC
GGACAGCTGGGGCTGAACCGTTCCCAACC
>CL2890Contig1
TTTTGGGAAGTTTCTGAATTCATAGATCAGAAACACCCAAAACCTCAGGGTTCTTTATTA
ATTGTGAATACAATATGTTTGTTTTAGTGTCACATCAGATGGTCAACATACAGATCAACA
CAGTCCACAAACGTGAAGCCAAAGCAACCTTCTAGGTCACATTTCTGCAGTCAACTCACT
ATTATTTTAATAGTTCTTAGTTTTCATTTTGAATACAGCTTTAGCACTTTATTTAATACC
TTTTGATTATTGGATCACAACCAATTCTTCTATATTGTCACTGTAAATGAAAGAAATACA
TCTTCTTGGCACACCACATGTTTCTCTGTGAGCTCATGCTGGTCTTGTCGCTCTTTCAGA
CGGCGAGGCAGCACACATTCGGATTTCTGACGGTAGGGATTTAGACTTCAAGTTATACTC
TACTTTTCCAGGTTCTTCAAAGCATTCAGGGATTGGGAGGGTTCCATCATTGCAGGTGCT
GGACACAGGATAGCCGCACTTCTCGTCTCTGTTCAGACAATAAAAGACGACAATTTCTCC
ATGCAAAACCCTGTTTGGTTTCAGGTCCTCAATCCAGATTTTTCTGGCATTGTAGAAGAT
ACGACCCCTTTTTATGCCAACTGTGCAGGGAGCTCTGCAGATGGGCTTCGACGACCAGTT
TCCTGTGTTTTGGCACTGTATCTCAGCCTGGCCCTCTAGTTTGTAGTGCTCATTACAGGC
GTACTTAACCTTCTCCTTGTAGGCGTGTGGCCTCATTACAGCAAATGTGATAAAGCCGTT
TGGTATATTAGTTGGGATGGAGCAGCTCACCTCTCGACAAACAGGTGGTTCAGTCGTAGT
TCCATCAGCATTACAGAATCCCTTCTCGTGACTTGGTGCTTTTGGGGGATTACACTCGTA
CGTCCATTCCTGTCCATACATGGTCTTCGTTCCTGTGACTGGCCTGCCGTGAACTACTCG
ACCATCTCTGGGAGGATTCGGCAGAGGGCAGTTCACAGCTTTGCAGATGGGTGGAGGATG
ACTCCAGCTGCTATCGTGCAAACAGCTGCTTCCATTGGCTCCTATTAAGACGTATCCGTC
ATCACATGAGAAGTTGAGCACACTCCTGAAGGGGGCCTCTGTCCTTCCCTTTGCAAAGGG
CTGGAGTTGTTCAGGAATGGGGCACATCTTGGGAGAACACGCCAGGTTCGACTCCGTCCA
CTGCCCAGTTGAAGTGCATCTTATTCTGGCGGTTCCCATAGATGAAGGCAGGTAACCCTG
CTCGCATTTGAGGGTCACCTCCTCTCCAGCTTCAAACACACGCTTCATCACGGTGACATC
GATCCCCTCAGCGACACGTGGCCGGCCACAGACACTTGCAGATGTTACAGTTGTGTATAA
AAGTGCTTGGCTGAGAAAAAGCAGAGCCAGAGTTGCAGCCATCTTCTTGAGGTCTACTCA
GTGT
>CL2891Contig1
CAGATTCCCAGGGGCATCATTGNAATCNCCAGGAAGCTTTTTTTGTTTGAAGAGTTGTCC
TTTGTTNTGAACTTGTCCTTTGGTTTGTTGACTGGAAGCGATGTGGGCTGAGACTTCCAT
GTAGTTCCTGTCACAGAGGACATCTCTGAAGGCCCAGCGAGAATAGCTGCAGGTCTGAGT
CACATCATGGCTGACCACATCAGAGGGACTGTGCTTGTACATGTGCAGTTTCAAGCTGGT
GCTGAAGGTGGACTCATCCTTGCTAACCATAAAGCAACCCAACAGAGACATGTAGATCCT
GGTGTTTCCCCATGGGTCAGACTCCATGCTGTATCCACACTGGGCAGCCAGACTGGGTGT
CACCAAAATACGTTGTGTGCCATTGATTGCTTCCACTTGAAGTTGATTCCCAACCGCAAG
AGCCTCATCCAATGAAAGCCTCATCAGATTACCTGCACAGTCTGACCTAACTCCATTGGT
TGACTGCAGACCATGCTTCACATTTGGCCATGCTTGACTCAAGACAGTAACTGCAGCCAT
CAGGTTCAATAACAAAAACATTTTCTCAGGCTTCCGCATGTTGCAGTGTGAAGGCATTGG
GAAAAAGGAACTGGAAAGAACTCAACCACCAGTACTTGGCTTTGACTTTCACACCAAGGC
CAAGAAGATGAAGCAGCTCTAAAGAGAATGAGCTGAATCCCCGGCCATAAGGNCCGGGTT
AAAC
>CL2892Contig1
TTTNTTTTTTGACATGTTAAAATTAGTTTTATTATTTTGATAAAGAAAAAAATCCCCCAA
AGAATTATTTGTCACACTGTTTTGTGTCAGGGCTGCACTGAATGGATGGCAGCAAATGAA
TGGAATGGTAATATTGCTGGCAGACAGCAGCAACAGAGTAGTCAGGACATCACAGTTACA
TTTAGCAGGGCACAAAAAGAGCTCATCTAAACCCCCTCTTGTTTCTTTCTTAAACATGTA
GGTTCCTTATCTATTGCCCGTTGGGAATGTGAAATATTTCTTATTCATCACAGAGATTTC
AAATTGAAAATATCTGGGTCTTTTCAACAATATCCAGTTGAAGCCTGTCCAAATCCAGCA
TCCTGCAGGGACACATGACAGACGTCTGCAGGCTGGACAAAAGCCGTCTAAGGCCGTTTG
TCGGGTTTGGTCTTTTTCAAAAAGAAATCTTTAAAATACCACAATCCCATGAAGTGAAGT
CAGCCCTAACTTTTGCATTGCATTTTAAATCGACTGAGAGTTAATTCAGAAACTGACTTC
CATAACCCATCATATCTATGAGAAGTCCTGCAGCTTTTCCTGCACCACTGCAAGACAACT
CAGATGTACAATGACTCGACTGAACAGCCAGATGGAAACCATAGAAATCTTCCTGATAAG
GATGATTGTGCCGTTTCTGGGTTTCTGTTGTCTGACGTTTCCATAACAACGACGAATCCT
GCCCAGATTCTCTTGAGTCAACTGGAGCCACATGATGCAGGAGACACAAACTTTAAAGTG
AACATCCATTCATAAGCATACATCTCTACTTACCCTTTAAATAAACATCTGTTTATAAAA
GAAAAAAGAAGCACCACAACCTATGATATGAGGCAAAGTAAAGTCAGGAAATGGGACATT



CCTCACCCCCACTCAGTTTAGCATTAGTTCATGTTCCAGGGGGTTCAGCAAAAGCAGAAG
GGATTTCTGCTTAGGCTTCAACGTTTCTTTGGAAGGTTCGTTTTACAATTATCCATCCCA
CCCATCTTCAAAACCAACTCAATCCCTTTGGGGGTTTACTGGGCTGCTGGAGCCTATCCT
AGCTACTGTTGGGCGAACCGGTCGTCAGAGCAGGCCTCCACACGGGTGCTTTGTGCTCTC
ACTCAAAGTCAGTGAAACCTTTGACTTTTTTCTTCATCTTAGCAAACAAAGGGATAAAAT
AAAGGAAATAAAATAGGCCACCACATGGAACCCAGCAGATGTAAAACCACCTTAACAGTA
ACATTAGCCTGTAAAGTCAGACCTCAAAGAGAGGCCTCTTCCAAAGTGTCACGAGCACAA
CATTTCAAACACAGTATAGGACTCACAGATGAAAGAGCACATCCAAACATTCAATCATAC
CCGGCCATAAGGCCCGGGTTTAACGGGCGC
>CL2893Contig1
TTCGGCACGAGGCCGAANCCTTCGCGAGNAACATCATGTTTGGAAAAGTAAAACATCGAC
ATAGAGAAAACACACGAAGAAGAGACTGGAGGAAACGTGACGTCATTTATAGGCGACTGC
GCGCGTGTCTGTCTTTCGGTGCACAGACGGCGCGGAAACATGAGGACCCTGGGCTTCTGT
GGAGACTGGCTCGTGACCAGCTGTGGCACGAAGCTCGTGGCGGTTCACACGAAGGAGGAC
AGAGAGGCGTTTGTGTTTGACTGCAGCCTCGCTGAGAAGAAGCCGAAACAGACGAAGGGC
GATGACACCAGCGAGGAAACGGGAAACGACGAGGTGCTCGCCGTCGCCACATCTGCATCT
GGAAAGTTGTTGGCGCTGACTGATGACACGAAGAGGCTGGTCCTGTTTGGCTGTGAGCCC
TCGTGGAGATGCATCAGCACCAGGTGGGTGGTCAGGAGGTGCACCGCGCTGACCTTCAGC
CGGGCGGAAGACGAGCTGCTGCTGGCCGACAAGTCTGGAGACGTCTACAGCTTCTCGGTG
GTGGAGGCGCAGAGGGACGGCGAGCTGAAGCTGGGTCACCTGTCCATGCTGCTGGCTGTG
GTCATTTCTCCAGACGACAGGTTCATCATCACAGCCGACCGCGACGAGAAGATCAGGGTG
AGCCACCGGAGATCCCCCTACAACATCCAGGCCTTCTGCCTCGGCCATCGACAGTTTGTC
AGCGCTCTGCACATCCCAGCGGGACGTCCTGATTGGCTGCTCTCTGGATCGGGGGACGGG
ACCGTGAAGCTGTGGGAGTTCGAGTCCGGCCGACAGCTGCAGAGCTGGGAGCTCCAGCAG
GACGGGGCTGCAGCTGAACAGAACCAGAACCAGGTCCATCCTGCTGCAGACCAGAATGCA
GCTGTTTGCAGCGTCACCAGCTCGCCGGATGCTCACCATGTGGCCATTCTGTGTGAGAGA
GACTCCACCCGTCATTTGTTCTGTCTGGACTCGGATGGAGGGACTGGCTTCGGCCCCCCC
AACATGCCGTCTCTGCCCTGCTCTCCTCTGGACGTGAGCTTTGACCAGGAAGGCCGGCTG
TGGGTTCTGATGGACTCCTGTGAGGAACCGGACCAAGTCCTCTGCTGCAGTCAGAGCGGC
TGGCAGAGCCTCAGTGGGGGTCCTGAACTCTGTCGAGTGATGGGAGGTCTGAAGCCCCAC
TGGAGCCGTTCTGAGGCGTCCACCAGGAGCTTCCAGCACCTGTTCAAGGTGAGCTACGAC
AACGTGACGTCGTACCTGCAGAAGAAGCAGCAGCGGCTGGAGGAGCAGCTGAAGAGGAGG
GCGGCGCAGGAGGAGAAGAGCAACAAGAAGTCCAGGGGGGAGGAGTCCAGCCCGGAGAAC
CCGGAGGAACCGGAGAACATCTGAACATGTGCTGAACCCAATCAAATGCTCCAGAACCGT
GGGAGGGTCCGAGGACCGCTTTAGCTCCACCTGGTCTGGACTCGGAACCAGACCTTCAGA
GGAGGTCTGCTGGACGGATGGATCTTCCCAGCAGAGCCAAGTCTTCATGGACTTTGTTTC
ATTGACTTGACATTGGTTCTAGCAGAACCCTGGAGAGGTTCTTCATGAACATTCTGGACT
GATCCACTTCCACGACTCGCTTGATGGTCCTTCTAGAAGCTTTTTGTCAGAGCAGCTCTG
TGATGCCTCTGCGGTCATCAGAACTTTGTGTTTCATGACTGAGAGAAGGTCTTCATCACT
TCTTCACCGTAATCCAGTTGAACTTTGTTTTTTACATCTCAATAAAACCCCCCTCAC
>CL2894Contig1
ACAGCAAGCTGGTGGGCCGATGTCTCAGCCTGGTTTACAACAGCCCGCTTCAATTCAACA
ACAACAGCAGCAGCAGCTCAGTCAACAGCAAGACTTTGACCCAGTTCATAGGTTTAAGAT
GCTTATTCCACAGCTGAAGGAGAGTTTACAGAACCTAATGAAGATCGCATCCATGAACCT
GAGCTACAACACCTCCATTGACAATGGCATTAAAAGTAGTGACACATCTGTCCAGCGTTT
TGACAAAAGTTTAGAGGAGTTTTACGCGCTTTGTGATCAACTGGAGCTGTGTCTGCGATT
GGCATACGAGTGTCTGTCTCAGAGCATCGACAGCGCCAAACATTCACCCAACCTGGTCCC
GACAGCCACCAAGCCCGACACGGTGCAGACAGAGTCCATGTCCTACGCCCAATACCTTAC
CATGATCAAATCTCAGATCTCCTGCGCGAAGGACATCCACAATGCTTTGCTGGAGTGTTC
TAAGAAGATTGCAGGAAAGGGGCCGCCTCAGGGAATGATGTAGACCTGCATTGACTTTTT
ACACTCTGTTTTTTTTTATACTGAACTTCACATATAAATCAGGCTTTAAAAGTTACATTT
ATTGTCAGTGCTTTGTACATAATTTGGACAGTCAGCATTCTGTATCGACCAACAGGTGGC
GGTAGAGGCGCAGGTGCATCTTTTGCAAGATTTTTGTATTAAAAATTAAACTTCCTTTTT
GATAAAAAAAAAA
>CL2895Contig1
AGGAATTCGGCACGAGGCACGAGGGGATTTTGATCCCCTTCATACAGAATGCTGCGTTTT
CTGCGCCTGGTTCTCGTCCTTGCCTTCATGCGTGAAGCCTTTTCTCTGGAAGGCTCATGC
GGGATGGAGCAGGAATCCGAGCCCGCAGAGGGAGCTGCGGGCTGCGGCTGTGACAAGCTA
AAGAGAGCCTCCGGCGGGCCCATGATGATGACCGAGCCTCAGCCTGCCGGGAAGTACTCT
TCTGCTGGCTCCAAGTCCAATGGAGGAGCGTCGGAGGCCCGTGGAGAGGAGAACCCAGTG
CAAAGTCAGATGGCGTGGATTTCTGGAGGAGAGTTTCTGATGGGAACAGACCAGCCTGGC
ATCGCTGCAGATGGCGAGGGCCCACAGCGGCCGGTGCACGTGGACTCTTTCCACATGGAC
ATTCATGAAGTAACCAACCGACAGTTCCAGAGCTTCGTCCGTGCCACAGGGTACATCACT
GAGGCGGAAAAATTTGGAGACTCGTTTGTATTTGAGGGAATTGTGAGCGAAGACGTCAAA



AGCCAAATCAGCCAAGCAGTGATGTCCTTCCCAGGCAATGCTTTTGGTCTGTATGACATG
GTGGGGAACGCATGGGAGTGGACNTCAGACTGGTGGAGCGTGCACCACACAACAGACCAT
CAGCACAACCCAACGGGTCCTCCGTCAGGCACAGATAAGGTGAAGAAAGGAGGCTCGTAC
ATGTGCCACAAGTCTTATTGTTACAGGTACAGATGTGCTGCTCGAAGCCAAAACACTCCA
GACAGCTCCGCTTCCAATCTTGGTTTTCGCTGTGCTGCTGAACAGAAACGATGACAGAAC
CAAATCAGTTTGATCCAAGAACTTCTGGCTCACGCTCTTGTCATGAGATCAATCCGATTC
TTTTGCTGCCACCGACAATTCTGAAGAAGTCAAATCTAAAATATATTTTTGTAACTCTAA
TTTTACAAAGGCAGATTTTTTGTACTGTCTCTGACAATGTATGTAAAGGCAGAATGTAAG
GACTCTAAAGTTATTTATGTGAGTAAAAGTGAGAGATTTCCCCACATGCTGCAGAGAAAC
GTGTTTATAGCTTTTTTTCTGGGAATAAAGGGACCA
>CL2895Contig2
TTTCTGCTGCAGACATGTGGGGAAATCTCTCACTTTTACTCACATAGAGATAACTTTAGG
AGTCCTTACATTCTGCCTTTACATACATTGTCAGAGACAGTACAAAAAATCTGCCTTTGT
AAAATTAGAGTTACAAAAATATATTTTAGATTTGACTTCTTCAGAATTGTCGGTGGCAGC
AAAAGAATCGGATTGATCTCATGACAAGAGCGTGAGCCAGAAGTTCTTGGATCAAACTGA
TTTGGTTCTGTCATCGTTTCTGTTCAGCAGCACAGCGAAAACCAAGATTGGAAGCGGAGC
TGTCTGGAGTGTTTTGGCTTCGAGCAGCACATCTGTACCTGTAACAATAAGACTTGTGGC
ACATGTACGAGCCTCCTTTCTTCACCTTATCTGTGCCTGACGGAGGACCCGTTGGGTTGT
GCTGATGGTCTGTTGTGTGGTGCACGCTCCACCAGTCTGAGGTCCACTCCCATGCGTTCC
CCACCATGTCATACAGACCAAAAGCATTGCCTGGGAAGGACATCACCGGGGAGGTTTTAG
TGTAGCCATCCTCTGCAGAGTTGTGTGCTGGGAATTCCCCCTGCCAGAGGTTGGCGTAAT
GCTGTCCCTTTGGGTTTAGCTTGTTTCCCCAGGGGTAGAGTCTGTCCTTCAGGCCGCCCC
TGCAGGCAACCTCCCACTCTGCCTCAGTGGGAAGTCTCTTGTTGACCCAGGAGCAGTAAG
CCAAGGCATCATTCCAAGAAACCTGAACGACAGGATGATCCATCCTGTCTGTGATGTTGG
AGTCTGGACCTTCAGGGTGCTTCCAGTTCGCCCCTTTCACTGGAAGCCACCAGGGGGCAG
CAGCCACTGCTTGGCTGATTTGGCTTTTGACGTCTTCGCTCACAATTCCCTCAAATACAA
ACGAGTCTCCAAATTTTTCCGCCTCAGTGATGTACCCTGTGGCACGGACGAAGCTCTGGA
ACTGTCGGTTGGTTACTTCATGAATGTCCATGTGGAAAGAGTCCACGTGCACCGGCCGCT
GTGGGCCCTCGCCATCTGCAGCGATGCCAGGCTGGTCTGTTCCCATCAGAAACTCTCCTC
CAGAAATCCACGCCATCTGACTTTGCACTGGGTTCTCCTCTCCACGGGCCTCCGA
>CL2896Contig1
CGAGGCCCACAGACTGTGAGGAGTAAAGCCATTCTGCAGTACACCTTGTTTTTACCTTTT
TACGGTTAGGATTGGGGTGGGAGGGTGTATAGGGAGGCAGCGGGGAACATGTATTCACCC
AGTAACCTCCAGAAATTTTTTGATTCATTCTTTGTTTTTTGTTAGTTTTTTTTAAAAATA
TGCCTTCTAATGAAAGGCACAGAGGAAAACCTGCAGATTCTCAGGACCTGCTGGAAGGCA
GGCATCAGCTGGACAGATCCCTGCTTTTGTCAGGCCAACCCACCACAACCATGGGGGGGG
GGGGNGAAAACATCTCCTGCACTCTTCAGAAATTGCTGTCCTCTCCTTGCACTGTCATCC
CTTCAGTCCAAGGATTCCTGCTGTAGGAGAACGAAAAGGACTTGACTTGAGCGTTTTATG
CTGTATTTCAGTCAGTTGCATGTAATCACAAGAAAGGAAGAAAATCTGTAGAGGGACAGC
ACCAGCATTTGTAATTGGCATTACCCGGGCAGCCAGTAGCAAGATCCTCGTGGTGACCAT
TGACGAGGAAATTAAGGAAGCAGTTATCTTTTTAAAAGACTAATAAATGAATTGTGGTCC
ATATTTTCTGGTTGGTAATTGCTTGCCCAGTGACTGGCTATTACTGTACCTGTAATGTGT
TTGATCTTTCAAAGGGAACATGTTTCATTTTAATTGTTTTTTTTTCCTCAGCTCGGACCA
GTTAGCACTTTACAGTGAATTGTTCCAAGACCATGGGCTTATATTTGTGAAATGCAATGG
CAGTTCACTTCTTTTTAAATGCATTTTATCTCTCTTACTCTACTGTTTCTTTTTTTTTTC
TCATCATGTTCCTCAGGCATACTTGAACATTGTGTGCCCTGCAACATGGGGTATAAAAAG
ACA
>CL2897Contig1
GGGTGCGCTGCAGATAGCCGAGTTGTGGTTTAAAGTCCACCAGCATGGGTCGACGCTCGT
CTGACAGCGAAGATGACAGTAGGAGCAGGAGGAAGAGAAAACAGCGCCGCCGCTCCTCCT
CTTCCTCCTCGTCTTCGTCGTCCTCCGGTAGCAGGGTGAGGAGCAGTCGCAGCCGGAGGT
CGTCTCGCCGGAGCCGCTCTCGCTCTCGAGACAGAAGGAGAAAAAGACGCTCCAGCAGTA
CTTCATCCCACAGTTCAACTCGCAGGAGGAGAAGTCGCAGTGCAGAAAGAGATAAAGGGA
GGAGCCACCGGTCACATAGGTCACGCAGTCGGGACAAAAGGTCTCATTCTCGCCACCGAA
GATCTCACAGTAGGAGTGACAGCCGCCGAGCGGTACACAGCCGCAAAAGGAGCCACAGTC
GCAGCAGAGAGAAGGACCGGAGTAGACGAAAGGGCCGAGACCGCGAGAAGGAGAAAGACA
AGTACCGGGATAGAGGAAGAGATCGGGACAAGGACAGGGAGAAGGACAAGAGTAAAGACA
AAACCGAGAAGAAGGAGGACACCGGCAGCCTCATGGTTGGATTAGAACATCTGACTCCAG
CGGAGCAGGCCAAAGTTCGTATGCAAATGGTCTTGCAAGCTGCAGCAAAGACAGATGAAG
TTCTAAAGGCCAAAGTTGCCCAGAGAGAGGAAGAGGCCCGGAAGAAGATTGAGGAAGAGG
GAACTTCTCTGGAGGAGCAAGTGAGAAGGATAAAGGACATCGAGGCCATCGAGAGTGATT
CTTTTGTTCCTCAGGCTTTCAAATCATCCCGGGACGTTGTAAAGACTGAGCCAGCTGAGG
TGAAAGTGGAGTCAGAGAGGGCGTATTCTCAGGACATCTCTCTTCCCACATCTATAATCT
ACAATGACAATGACACGCTTGCCCATCCCAGTCTGTTCGTGGACAAGGAGCAGGCTGAGG



AGCTTTGGCTGAACAGACTGGTCTCACTGCGACAAGAGAGGCTGATGGGAAGCCCTGTTA
CTTGAAGACAAGAAGACAGTGATTTTTATAGCATCACAATCTGTGTGATGTTTTGTCATG
TTTTTTGTTTCCAATCAGTCCTGATATGTTGATATGTCTACTTTTACTAAAATAAATAAA
GAACGAGCTGTTGTCCCTAAAAAAAAAAAAAAAAAAAAAA
>CL2898Contig1
AATTCTTTTTATTTTTGAGGTATTCCTTAGTTATTTGTCATCAATATAAAGCCTCCATTC
ACAAGGTATTTTTGGCTATGGCATTTAGAGATCGCACTTTGGAGACGTCAGCCACTTTCA
GGCCGTACTCAGGAGCAGAGAAACACGCTCCCATGGTCACTGAGGTGTTTCTGAATTTCA
TTGAAGAGTCCCTGCTGGAGCGTGCTGAACAGTGAAACTCCTGAGCCCCTGACCCCTCCA
GTATTCTCTGCAGGTTTCGTTCCGTGATGCCTCCTCCTGGCATCACAATAATTCTGTCTT
TAGCTTGATCAATGAGCCGTTTAATCACAGGCAGTCCCTCCAAAGCAGAAATATCACAGC
CACTTGTCAACACACGCTCAAACCCTAACGATATCAGGGTCTCCAGAGCCACCGCTGAGT
CATGAACCATATCAAAAGCTCGGTGGAAGGTGACGGGTAAAGGTCGAGCAGCAGCCAGTA
ACTCCATGCAGAGCTCTGCATCCACTCTTCCATCTTCTGTTAGAGCTCCCAGCACAAATC
CATCGACCCCTTGGCCCTTCGTAAGCTCTATGTCCTTCTTCATCACCTCAACTTCTTGAT
CGGAGTACAGGAAGTCCCCCCCACGAGGCCGGATCATCACAAAGATCGGGATTTTGATAT
ACTGCTTCACAACCTGAACCAAACCTAGACTGGGCGTGAGTCCTCCCTCCAGAAGGCTTG
CACACAGCTCAAGTCGACCAGCACCTCCTCGTTCAGCATTGATAGCAGACTCCACAGAGT
CCACACATACCTCCATTAAAAAGGTCTGGGCCATTGTTTACGGACTGAAAGGAACAATGT
CAACTATATAAAATTCGAATTCAGCACGTGTACTGTCGTTTATCTCACTTTTCTTTCTGC
CTGCTGCTAAAGCTCCCTGTTAGTTTTCTTTACTGCCTAATAACGAGACCGTAAAAAATA
CTATGGTACAGTTTTGGAATCAAGACATGTTTTTGTGCAGTAATCAATTGCTTTAGTTCC
CCCGGCCATA
>CL2899Contig1
TATGGAGGGTCTGCGGATGCTGAAGAGCGAAAAGGTGGAGGTGGTTCTACTGAACTGCAG
TCAGGACCCCATTGGGAAGTCGCTGGTGGAAAAACTGAGGGAAAGGACGGGGTGTCAGGT
CCTGACGGTGGGAAAGAAGCCGCTGGAGGACCTGCAGCCATTCCTGAAGAAGAAGAAGCT
GGAGTGGAAAGATGTGGCGTACATGGGTAATGACGGAGCAGATGCCGACTGCCTGAACCA
GTCGGGCCTGAGTGCGGTGCCTGGAGATGCGCCTGCGGAGGCTGTGAAGGCTGCGAAGTA
CAGCTGCCATCACACCACAGGAAACGGCGCCGTGAGGGAGTTTGCAGAGTACATTGTTCG
GAAGAAACAAGAGGCCATGTCCAAGAAGCAGCAAGTTCCCGCGGACGGCCTTGACTCCGG
TTATGTAACGAATTCTTCGGGCTCTCAAAGTGAAAGTGAATTTTCACTGTCAGGTGAAGC
AATTAACTACTGTGGAGTCCTACAACACCCACGTTAAACAGACTGCAATCGTTTTTGGGG
GACAAATCTGAAGAAAATCTGTCTTGGTGTAAGTAAAAGATGTTTGTTGAAGTATAAAGT
TATTGTTTTCCCAGCCTAAGTTTATTGATAGTTTCCCTTCTGGTTTTCCTTACCTCCAAA
GTTAAAAAGAAAAAACGCATTTTTTATCACCAAATATTTGAGGTATTGAATACATTATTT
TTGTATTTACAGCATGTTATATAACTAAGAAAGCATTAATTTGAATATCTGAATTGTGCC
AACTTAATGCCTAAATGTGACTTGAATAATTGAGAGGTAAAACGATAAATTAAGAAGTAA
AGGAAGTTTCTTTTTTGCCTGGATTTGGGTTGAAACTGTTTTCAATCTTTTTGCACCAAC
TCTCTTCAATGTTGTTAACGCATCAGAAATCAGATGCCAGGACTTTAGGTTATCTTGGAA
CATAATTGTGGTGGGATTAAAGCACTAGTTACCTACAAACTTTATTTTTTTTTTCTAAAA
CATAAGAAGAAAAATAAGTCTGACTTTTGTGAATGATTAAGTAATTGTCTGCTTGCTCAA
TAGTTATTTAATCATTTATATATAAA
>CL2900Contig1
TTCGGCACGAGGGTTGTTTTAAAAGGTCAGTACTGTACATGACCATGGGTTTGTACAATC
ACAACACCCTGGGTGTAGCCTCTGCCGACTGGAAATGATGGTGACGCTTCAGAAGGACTG
GCATCCTTTTTAATTTTTATTTTGAAATTCTCCAAACAACACCGCTCCTTCCCCCTCTAC
TCCCATTGTAGGCCAGAGCAGCAACACAGCACAGAGGAAAGGCAAGCTGATTAAAGCCCC
GTTGAAAAATAGAAGCGGTTGTTGTAAAAAATAAAAAGAATCAAAGTGCACTTTCTCATG
AATGGTAGCCGGGCAGGAAATGAGCAAGGGTGGTGATCACATGGAAGCCAACAGCTGTGC
TGAGGGAATGTCATCAGTGCTGCTGAAAAGCCCGGCCAGAGATTTCCCAAAAGGCTCATA
AACTTTGAAAGCATCTTTGTTCTAATAGTTTACAAAGACAAAGGTGGTTTCAGTCAAGCG
ATACTTTAGGAAATCGAAGCAAAGGGGAAATGTCTTTTATTTTTTTTACTTCGTGTTGGC
TTTTAAATAACAAAAGAAAATGATTTCTTGGAGGTAAACTGGAATGCTGAGGCATGCAAT
CTCCAGATTTTTTTGCTGTTCTGTTCTTGCTCTGGCCACAAGAGGGCAGTTTTTCCCTCA
CTGAAAGGGCAGAGGGATCCCTTTACACTGCTCGTCCGTAATGACGTGGAAGTGTTTAAA
AACTAATAGTACTTTTAGTCTTGGAAGGCTAAAATGATGAGTCATTCTTTTCATCTGCTG
TGGCATGATTTCTGTCTGTGGTGAGTTTCGGAGTCGACTCACACATAATGCTAATTACAC
ACCCACATATCTGCGCCGTTTGCCTGGCATCCATTACACTTAATGATAAATTAGGGAAAT
TACAGTGAGTTCACACCCAACCCATGATCATACACAGTGCTGTGAGTGAGCTCATCCAAA
TCCTTGTCATTATGCGCACGAGACCCCCCACCCTCGCCATTTCATTGAGGTTTTGCTCAT
CTTGAACAATGCACCTGCCTGTGTCCTCACAGTGAAAGCAAAAAGGTTTGGTTCTCCCCT
CTTTACTGAGCGGCTGCACATTCTGATCTCCGCATGGGCTCAATTAAAGTGGTCTCCCCA
CCGCTTTCTCGTTGAAGAGGTCTTCATTTATGCACTCCTTTGGGTTTTTCTTTTTGTTTT



TCTGATCCTACGGGATTTATTTTGAAGCGGCTCAACTTAAAAAGT
>CL2901Contig1
AACCTTTCTAAAAACAGAGGATNTTTTTGAGCTGTACGCAGACTTCTGCATCCTTTCTGA
CACAATTTGTTTAAAAGTAAACATGTTACTTTTAAAACATGTCTAAGTTGTATTTTATTT
GTAAATATGCAAATAAATTTAAATTTCAATATTTTTGTCATCCTTTTTTTTAAACCAAAA
TAACAAAATTTCACATTTAAACACAGTTGAACTTTTCTTTATTTTAATCTTATTTAGCTC
AATTATGAAAATATCTGTAGGCCCAAAAAAACATCTGAATTGAAGACGCACACTTCCATG
GTAACAGCCTTTGGATTTAATAGCAAAATCCTTATCAACTTTTTATTAAAATAAAAGACT
TTGAGCAAAGAAGGAGACAAATTGTTGCATTATCCCATTCATATCAGTGTCTTATATACA
ACCTAATAACAAAGAATGTCTTAAATGAGAAGATAAAGTTTGCTAAAAAGATCATTTTCC
CTTTTTTTTAACCACAGAAACTAAATGAAAATTAAATTCAAATAAACAAAAAAAACAGCT
TAGATAAGAAATATCACCTCTAAATAATTTAATTGCCTGAATTTGGTTTATTTTTTATTG
CATTCATATAATCAAACACACCTTTCAAACCATTTTAAAAAGGCTTTAACACTCCAACCC
CTTTATAAATGCGGAACCGAAAATCATCAGATATTTTTAGCTTCTGTTTGAGTCCAAAGG
CATCATCACTGGTGAAGATTTATTTCAGATCTACTTGAATCAGAGGAAAAATAAGAGCTC
GCACCCAAATAACAATCACACTCATATATTCTCACACGCCTCATCCACAGAATGGTTTAG
CATCTGTTCAGATCTCCTTTATCTTCTTGTTTACTAAGGGGGATTTTTTTGTTGTTAGTA
GTCGATGCCCCGGAGTGCAGCGATGGTGGAGGAAAGCCGACGAGGCAGAAGCTTGGTCGT
CTGCCTGTAGTCTGCTGGTTTGGCCCTCAACAAAGTGACAATGTGTTGCAGGGTACGTGA
CGGCTGCAACCCCAGAGCATCCATCACGTTGCTCAGGTAATCAATATCTGTGGCCAGCTG
TTTAGTGGAATGAGGGGTAAGTTGTGGAATAAGCAAAATGGCATCACAGTAGGTCTGCAT
GGTTGCCCGGGCGATGGAGCCCAACCAGTAGTCTGCTGTGTTGTCTAACTCGGGAAGGTC
ATCACCTTGCTCTGGAGGGAAAGGCAGTTTTCCAGCATGTAAGGCCATCTCTAGAGCTGG
ATCCTCTTGTGTCACAAAGGGCTCCAGGTGAAGAGGCAAAGACATCAGGTACTGCCCTAT
ATTAGTAATGTATTCTTGTGGGGACAAACTGAAGGTAGGCAAGTCCTCGGTGAAGTTCTC
TCCAATGCCAGAAGCCTCTTGAATCTCCATCTTGGACACGAGGCCGAGCTGGTGTTTGAT
CTGCAGGAAGACAGAGTCGAAGGCCAGCTGGTTGGCCTGCTGATTGAGTCTGGTCAGAGC
TGTTCTGGGCTCAGCTAACAGGTTGGAGTTACCCGTGCCTTTCTCCTTTAAAGAGTAGAG
GACTTCCATCAAATTGTTGTATTCTGCCACATTTCCTCTCTGGAGGTAGTTGTACTCCTG
CCAGGGGTTTTTCGTGGCGTTCCTCCTCTCCGTGGAGCTGGCCTCCTGGATGCCTGTCAA
GCTGCGTGGGCTGTATGACTCGGACAAATATTTACCTGCCGTGCTCAAAATCTTGTTGGA
TAGCTGCTGCTCAAAGGCCCCGCATTGCCTTAACAACTCTCCACATGTGGCAATGATCCT
GACTGAGTTCTGGAAAGCTGTCCAGTCCTCCTGGAAAGCGGCTGAACTTGGCGCGTCCTC
GAGTTTACACTTTTTCCTGACGGACTGTAGCGTTGTGGAAAAATCCGACACATACTTTGT
GAAGAGGGCTTTGAGAGCTTTCAGGAGGCCACACACACCAAGTCCATCAGTCAGTTTGAC
ACAGCGGTCCACCGCTGCACTCGCCAGACCAAACAACTTGCCTACAGAGTGGTTCAACTC
TTCCACACAATCTAGTACCTCCCCGTGTTCCAGAGGAACGGCGCTCATCTGAATAAGCAG
GTGAGCCTCCTNCAGCTCCCCATACTGCAGTTGATACGCCTTGTAGGGGTCATACATAGC
ACCCACCAGCTCATTTACCGTCTATAA
>CL2902Contig1
GNNAAAAATTTNANGNNGGNTTCGGNNTTTTGGNTNTTTTTTTTTTNNTTANNNCNATTT
TTTTNNGTTTANGNGGGAAAACGGNAATTTTTTTTTTNNTTAAANNAAAGGANGNGNGGA
AAANTTTNNGNATTTNAAGNAATNCNTTAAAGGAAANTNNGNNGGTTTTGGAAANNTNAT
NGNGGAANAATTCANGGGCCCCCCCCCCCCCCCATATGTCACATGACTCGCTATCTACCA
TTCAGAACGCTGCTGTGAATAAACTCCTGAAGGACGACTCAGCAGGAAGCTCTTCTCACA
TCCGTTTCCACTCTTCCTTCCTTTTAACCCGTCTGTCGATTTTGATATTGTGAGAATAAA
GTT
>CL2903Contig1
CGTGGNATAAGGTTTATGTATAAATAGAAAGTAATCAAAACTTTATTTCCAGTCTGATTT
GCATCTCTGTGGCCTTTGAAGACTTTGGATAAATGAAAACATCCGATTTAAGATGCTTAA
AATTCACATGACATTAAATTTGATCGACGAGTGGTTTTCTCATGTGTTCAGCTTTATTGG
GCCATGGCATCCTGGAAGCCCCAGACTTCTAGAAGTGAAACCTGGAAGCTCTCTGAGCAG
AGGGGCGGGTTGTCGAAGGTGGTGCACCTGCCCGTGCGGCCGTGGTTCAGCTCAGAGTCG
ATGTACAGAGCGTTGCCCTCTCCTCCACCCACTATGATGGAGTCAAAGTTTCCTGCCATG
AACATGGACGTGTTCTTGGAGTTGAGGTTGAAGTGGCGAGCAGAGAGAAATGGGGAAAGC
TCTCCGGCCGGTTTGTCTGGCTGCTGTAAGCTGTTTTCTGCCTTTTGACCCTCAGGGGAC
GCCGTGTCCTCCTGACCCTCGGTCTTTATGCTGGAAGCCAACTCCGGGTGGCGGATGACC
ACCCACTCGTAGCGTTCCATCTCTGGCTTCAGTCTGAAGACAAAACACTCCCCTGTACCA
AAGAAGCTCAATTTATTGCCTCCTCGCTTTCGTTCCTCCCAATCAGAGGACAGAAATGCT
CCGCATACATCCCCAGCTGTAGTCCTGATGAGGAGCAGAGTTGGTTCATGGCCCTCACAG
TGAGAGTAAAATCTGTTGAGGCTGCAACCATGGGTGGATGTGGTGAAGAGCAGCTCCGGT
TGGCACAGGGCAAAGCGCTCGGGAATCCATGACCAGATGTCGTGCATCTCCTTGGCACTG
ACGATCTCCGAGGAGAACGTTTCAGGGTTAAGAGCCAGCTGCACGTTCCGCCTACAACTT
TTCTGCTTGACAGTGATGCCTTTCTGCTGCAGCGACTTCTCGTTTGTGAGCTGCAGCAGT



GTGATCTCCTTCCGGCTAAACAGGCGAATGGAGAAAGACTTTTCCAGCAGCTTGTCAGGG
GTAACAGTGGAGGCAATCCCCTTGATAAATGCCTGAATATCTGCCCTAATCTTTCCTGAA
TCCAGCTGCTGTTGGTTTCCCTGCCCGCTATGACCCCCTACTTTATGCTTGCGATAAAAC
TTCAGCAAAGCCCGGCCATAAGGNCCGGGTTAAACG
>CL2904Contig1
TTTTTTTTTTAAGTTACAAAACAAAATTTATTTAAAAAATTCTCCAAAAACTACATCCAA
CGTAAGAAGCAGCAGTTCCGGCTCCTCCAGCGTGTTTCCATCCCACGCCGCGGCTCTGCT
CACATTAGCTGCTTTGAGCCTTCGTCCACTTCAGGGCGTGTCTTGGAGGCACCGCCGCGG
TCGGGTGGTAGAAGGTGCATCCGGCGCGCTTGCACTGCGCCGCGAAGCGGCACGGCTTTG
GGTGATAAAATGGACATTCCATCTTCTTGCATTCTGGAAAAAAGCGGCACACGCTGGACG
TCTGCGGCGGCTGCACGGCGGGTCTGGGCGGGGGCGCCACGGGGGCTCTGCGGCTCACGT
GGGTGAAGGGGCAGTCGGCTTTGGTGCAGCGTGCGTCGTATTTACAGTTGGGGTGCACGA
AGAGGCACTTGTCCCCAAACTTGCAGTTGGGAAAAGTCTTGCACTGTGTGGTGGGGTGAT
GGTACAAACACTCGTCGCCGCTTTTACACACGGGCCAGAACTTGCAGCGCTCCATGACCT
TCTGTCTCTTCACAGGGACGGCGTCCTCCTCCGCCATCTCCACGTCCATCTCGTCGTCTG
CAACAAACACAAACGCATTAATCTGGCCGTTTAGTGAGGCGTCGTGGCGGGAAATGACGC
CGCACCTCCTGAGGCTGCAATCAC
>CL2905Contig1
CGGCACGAGGGCTTCATGTGGTGATAAGGGTACTGTTGAAGTTGGAAATGATGGAAACCC
CTGGTTGTGGCTGGACCAGAAGGCAGGCCTTGCTGCGGCCCTGTCCATCCACGTGCAGAT
TGATAAGAAGAATACAGACGCCTGGTTAACCTTTTCAAAGGCCTCATTGAAGCGGCTCCA
ATGACTAAAAAGGTGGCAGTGAGGCTCCACCCCAGCACACACCTGGTTCCGGTTCTGCAG
AATCTCATGAAGCCCACGTAGAGGCAGGAAGGAGACTCGTCTGGCGGCTCTCCAGCAGAT
CCAAAAGATCGTTGAAACGTCCTGTTCAGAACATCGATTATAGATTCACCCCCTCTGGAA
ACGAAGGCGTCCGTATGGGTACAATAAAGTTTACCAACCTACGGTGCTGAACCTGAGCGG
GTCTGGAGAACCGGGCCGACATCCATCTGCTGCTGTGAACGCCTTAAACATTATGGAAAC
TCCACAATTCTGTCTTTTTTTTTTTCTCCTGTTTATTCTTCTGGTGGATAAAACGTTAAT
AAACTTTGTATAAAAAAAAAAAAAAAAAAAATTAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL2906Contig1
GCGGACCGTTTTTTTTTTTTTTTTTTTGGAAGGACACAATAATGAATCTTTATTAAGTAA
ATAGTACCAAAGTAAACTACTGAGACATTTACTTGTGCAGGACAGACAGAACTATTTTTT
GTTCAATAGATTTTAATAAGTGTTATCCTCCAGATGATTTTTCTTACAAACATGACCAAA
AATAAAAGAAAAATGACTAGACTACGTCCTAAGGTAGAGAAAAGGTTAAAGGCTGTCCAC
GGTTTACACAAATACATAAAAAAAGATGACCCAGCTGGACCGAAGGGAGCCAAACTCTGA
ATAAACACATGCATTCAGTTCTCTTTTATTCACCATACATATATATATATATTTTTTCCA
ACAGCCCTTCACTTTTTTTTCTCCTCTTCATCCTTTTTGGTATCTGGTTTAGATCCGGCT
TGAGAAGCCAGTGAGCCCATGGCATTCCGTATTGCCTCGTTGTTGGGGTCAACCCCAGGG
AGGTTCTCTAAAACGCTTCGGATAAACTCTGGATCCTGCATGACATCGTAGTCCTCTTCA
TCCTTTGCTCCACTGGAATCCACATCAGCACCCGTGTCCATTTCCTCAGCACCAAACTCT
GCTCCTGCTCCCTGCATGGACATTTGCAGAGCGTAAGCGATCTGCTCGTCCTCTGTCATG
CGGTTAAAGTCTGGTAGAGCAGGTGTGGTCGAATCCGTCTGCTGAACGGACATCTTCAGC
AGGGCATCCTCGGAGTCATCTGCAGCAGGAGAGGAAACATTCGCCTCAGCAACTGAGGCT
ACAGCAGCTCTGCGAGCTTCATCCTCCTGTCGCTGCCTCTGCTCCTCCATGGACACACGC
AAAGCCAAGGCCAGTTCAGGGTCTGCATTGGGATCTATTCCAAATTCAAAGTCACTGGCA
CCAAGACCCAGCACAGCTCCCCCTTCTCCTGCCAGGATGGGGGAGGACAGCAGAGCATCA
GCTAAGCTAGGTCCTGGAGGAACTGTCACCAGGTGGGAGCCAGTCCCCTCCTTGCCATTG
AGCGTGTTGATGAAGCCTGTGAGTTTCTCTGTGTTCATCTCCTCTTCTCCAAAGTTAATA
ATGTCCACATTGACCTTTTCTTTTTTCAGGCGCTTTGCCATTTTGACAAGTTCTTTGTCA
GTGTCTTCTACAGGGCTGCCAACAAATGCAATAATTCGCATCTTGTGATTTTTGCCTTGT
CTGTGTTTCAATGCTAGATGTGCCACTCTGATACCAGTGCAGAAACTAATGTTTCCTCGA
GGCTGTACAGCGTGCAGCTTGGACAGTATCCTTCCTGTATCTGGAGTCAGTGTGGTTAAC
ACCTCACAGTTGTTTGCTAGTGTGATGAGGCCCACATTGTTTTCAGGGTTACTGCGAGTC
TTGGAGTGGCAAACAATATTAACTGCATCTTGCTGAGCCTGAAGCCTCGTGGGTAGAAAG
TCTCCATTTCGCATGTACTCACTGTTGTCCACACAAACCATAGTACTTTCAAGCACCATC
TTGATTGAAGTCCATAAGGCCCGGGTTAAA
>CL2907Contig1
CTTTGGTATGTCTCTTTTTGCTGCCGNATATGTANCTGCGTNTTCTACANAAGTACAGGC
TAGGTTAGATTTATGCACTAGATTATTTTTGGATTAAAGAACAGCANAAACTCCATTTAT
TTTTCCAGTCTTGGTTAATAAAAAATATAATAAACAATGAAATTAAATACAAAAAAATTG
ACTTTTCCAGATTTTCTTATAAAAAAAAACATGTCCCAAATACATTTTTCGTATTCACCT
TCTGCCTGAAACCACAGTTGTGACAACAAAGTTGTCACAAAAGGTTGCAGTTTGACCCAG
AATCAAATCTCCAGTCCTGTTCAGTGCATTAAGAGAAAAGGAAACAGAATCCCTCCTCTG
ACCTCTGCTGGAGGAAGTCACCCACCGGCCCTGAAAACCAACATAAAATAATCTTCTTTT
TAAAATAAAAAACAAAAATAACAATTATACTGTATATTATTTACACTGTTATTTTACACA



GAAGGCTGTACAAAGCTCACGCACACAGACGCACGCACCGCTCAAATAAACAATCCTACA
TGTGTCTTCGCTCCTGCACAGGAGGACACCAGAGAGGTATTGACGTGTATGGCTTGAAAG
GAGGAAGAAAAAATAAAAATAAAAGATGTTCTGCGTTTGAGTCGCAACGACTAAAAATTA
CACGTTAGGTACTGGATCGGTTAATAAAAAAAGAGACATACCCATGCTGCACCATGACAT
CGTCGTGCATGACCACACACATCCTGTACAAACACACGCACACACACATTTACAGCACTG
TTTACCTAAGAGTTCATTAAAAGCCAAACTGGAACATCGCAGCCGCTCTGCAAACACACA
CTTTTAACACAAACTACAGTGTTTATTGGTCCTGTTGGGGATCTCCCCGTTGTCGTAGTC
AGACTACCAGTATAAGACCGTTAAATAAGAGCATTAATACGAGCCAAACCAGTGTGGTTT
ACTACAAGTCTCTCCTTGTTTCAGAAAGCCAAGCATGCTGCTTTCTTGCTATTAAAAAAC
TCAAAAAAGCTACTTTACTCCAAAGTGCTCAAGTCCTTGGTTTCTGTATTTTCGTTGCAG
AGACTGTATCCGTTTTGAGACAGCCGCAGAAAGGCTGAAAGCTCTCGTTGCAAATAGGAG
CCCGCTGAGGAGCTTAAATCTGGACTTTTCCTTAAAACTCCCATGGCTTCTTTAAGTGCC
AGTATTGTGAGGCCTTTTCCAGTGGGCGACCTCCTTCTGCTGACAGGAAAAAGATCAGCT
AGAGTTCTTGATTTTGGCTGCGCCTCCTGTTCCCTGCTGAGGGAGCCACCCCGATTCTCC
AGTCTCTGGACCTGCTAGGACACGATGACCATGCCGTCTGCGCTGATCAGCTGGCCTGTG
GTCGGTTCGTAGGTTCCAGCAAGATAGAAGAGGTCGTTGACTGCGCTGCTCGCCTTACGT
TCACGCATCAGGAGGTCATACTCAGACTTGCTGACCACCTGGCAGCGATGGGAGATGGTC
TGCACGTCGTTCTCGTCCTCGTGACTTGACTGATACAAGGCATTCTGCCGTCGCGGTGTC
GCTCCC
>CL2908Contig1
AGGAATTCGGACGAGGCACGAGTGTTCGCGAGCGGCTCGCATTTCTGCGTCCGCCCGCTC
AGGAGTCCTCAGCGGGCACGCGCGTCTCTGTGTGATGCGCTCACGATGCCGCTCGCTCCC
GCGAACCAGGCCCAGCTGATTCGGTCCTGTCAGAAGGACGACTACTACCGAACGGTTCTG
AGAAACAACGCAAACGAGGCTGTTCAGACACTGGCAGGATCCAGACTCTGGCTGCACTGG
AGGAAGGAGGTGGAGCTTCTGTCTGACGTGACTTACCTTAGTCTGACCACACTCTCAGGT
TTTCAGACGTTGGGGGAGGAGTATGTCAACATCGTGCAGGTGGACCCCTCCAAACGGCAG
ATTCCCTCCCGGGCCAGGCGCAGTCTCTTTGTCCTGTTCCATGCCTTCTTTCCGTACCTG
CTGGACAAGCTGCTGGTGTGTCTGGAGAACGAGCTGGAAGGCAGTCAGGATGGCAGGCGG
CGGGCAGCATCGGCTGGGTGGGGCCTAAGCTGCTGGCTGAGGCTGTGGGTGCAGAGGGGG
GTGTGCCTACTGACAGGGGAGCAGAGGAGGGTGTGGCTTTCAGCTGTGGGCATCGCACAG
CAGACTGTGGCGCTTGTGCACCGCCTCCACACCACCCTCTTCTACCTCAGCAGCTCCTTC
TACCACCTGTCAAAGAGAGCGGCTGGAATCAGCTACCTGCGGGTGGAGGGCCTACGCGGG
GACGACGCCTCAATCAGGACAACCTACAGGCTGCTGGCTGCTGTTTCGCTCCTGCAGCTG
CTCGGCAGCGTGGCTCTGCAGGTGGGCAGCTTCAGGCAGAGACAGAGAGCCCGGCAGGAG
TGGAAGCTCTTCAGAAGCCTCAGTCCTGATCGCCCTCAGAGCCCCGCCCCTTCTGCCGCC
CGCTGCATCCTCTGCCTGGAGGCCCGGAGGAACTCCACCTGCACACCCTGTGGACACCTG
TTCTGCTGGGAGTGCATAACTGAGTGGTGCAACACCAAGGCCGAGTGTCCTCTGTGCCGG
GAGACGTTCCTGCCCCACAGACTGGTGTTTCTCAGGAACTTTAGCTAGAACAGCAGGACC
GGCACCACACCGGAACAAGTCTTCTGCAGCGCTGAGCCCCCCCATGCTTGCTGACACTTG
CTGAGAAAAACCCTTCTGTAACAGTTGTAAATATGACCTTTGTTTTTTACCAAGTTTAGT
TCAAACCTGTTGAAACAATAAATTTCTTTCAGGTGCGCAAAAAAAAAAAAAAAAAAAAAA
AAAAAAACAT
>CL2909Contig1
CTCCAGTCAGGAAGTAATCCGACTGCTGACGTTCCAATAACCAACCAGGTAAGACCTATG
CAAGCCAAAGTTATCCTAAGCGGTGCAAGAATGCAGTATCTCACGAAGATACCGAGGCCA
TAGACCAGCGTCAGCCTCAGACTTATGTACTGGAAATCATTGTTGGTGCGGGTCAGTAAG
TTCCAGGATACCAGTTCTTCAGAGCTGAACCGCTGCGTCACCTCATCCTCTACGATGCTC
TCAATCCCACGCCGTGTGAAATAGAAGGAGTCGCTGAGTGTGAAGTCCCCTCCCACCGGG
GGTTTGGGTCTGGAGCGTCGAAGTTCCCCCAACTCTTTTTCCATGGAACCATTTTCTCTT
TTGATAAGACCATTGCTAGCTAAAGCTTTAAGTTCTTGCTCGTCGGCGTGTGCCTTTTGT
ATCTTCAAAGTGGCCCACTCCAATGTTTTGACAAGAAAAGTCATGTAGGTCTCTGAGATG
CCCAAAGAGAACCCGAACATGGCTGGGATCATGATGAGGCACACGATGAGGTACAGCCAA
ATCCTCAGAGCCCAAAGGACCCCAGCCCAGAAGTCCTCCATCTCCAACCTGATTCTCTGC
GGCTTCACAAGCCCCCCCGGCTCAGAAATGGATAGATCAGCTGATTCAATCAGGGTCCAT
GTTTCAAAAGCTCCTAACTTTTCACACACTGACTGACCCAGCAGGAAGAACACAAGTCAA
CAAACTGAGACAAAGTTCTGNTGAACTTCACATTAACTCCTAAGTGCTTTCATTCTGCTT
CTTGTCTAAAATGACTTCTCTAAAACCAGCGGACAC
>CL2910Contig1
GCTCGGTGGTGTGCACGGCTAAAGCTAACATTCATTGAATGAACGTGTTCAAAAATGAAC
GGAGCGGACTTCCGAGGAATTTCAGTTCATAATTTTTCTGAGAAAATCCTGGAGCAGGTC
GTCCACTTCCATGTCATGAAGTTGGACGGCGGGTTCTTCCTCTGGGTCGGTTCGGCTCCG
GTTCTGTCCAACTTAGCGGTCTCTCTGAACAGCAAATACGATTCAATGCCGTTATCTACG
CTGGTGATGGGGGACCCGTCTGAGACCACTGCGAGTTCTTTAGCACAGAGATTAGCAAAG
AGGACGGAGAAGCAGGTCTTTGTGAGCTACAGTCTTCCCATGAGCGACTCCAGCCTCAGT



CTGTTGGTAGAAGGCCGAATCAAAAAGGAGCTGGAGCTTCACCCGGAGCACTTTTAAACA
ACATAACAACAGCACACAGAAAGGTGAAGACCCACCCAACCGCTCTCCCTCATCAAACAA
GCATCAAGTTACCAGGACAACCAATCACAGCCAGTTTGTTTGCTTTTTTTATTAGCATAA
TAAATTAGGAGGTTTATCAAAACTGGTAGGCCTATGGCTTTTTGTACAAATGCATCTTAT
TAAAAAATAACACTTAAAAAAAAAA
>CL2911Contig1
ATTTTAAAAGAAAAAGAAACCATTTATTTATTACATTCTTAAAACCACATACAATGTATC
CCATTGGACAATATATATCAAGCTGTGTGTGACTCTTGGACTAGTAATATACATCTTGTA
CATTTTGTCAAACTGAGGAAGAGAAGGGAATCAAAACTATTTTTTAGCTGTTTGAACCTT
TCTTGTTCAGTTATGAAAAAGCAAATCATTATTGACTTTGCAAGATAAAAAGTGGAGACA
TGAAGAAAAGGTGTGGGATGAGGTCTGATGAATGAATGAAAATCACAGCAAAGGAAACCC
AAATAACAAAAGTAATCTTTAACTAAGATCTTTTTTTTTCAATTCCTATGCATCTTACGT
CGAATGTTACGATAGTAGGACAAACAGGAAGGACTTTGACAATTTGTGGGAAACATTCAC
AACAGAACTTACGGCCACAGTGATTATGGGTTGCAGGTGCAAAAGTGTGAGGAGCACAAG
GCTACAAAACGACACATGTAGTAAAGGGACGAGAGATCACAGCTAGCTCCCTGAGCAGCA
GGCAGCAGGTCCTCAGACGCTGCTGAAGAACTTCAGAGCCCCCCAAGTAAGACATCATCA
TCACTGCTATGCTTAGCCGTCAGAAGATGAATGGAGATGTAAACAGTTATGAGTGATTTT
GAGTGACAGATTGGTACCTAAAAAAAATATATATATTGAACCAAAGTGACTGAAGTCTTA
CTGGCATTTAAGACCAACTCAGGGGGGCAGCTGGTAGCTCTGTCTTGCCTTAGACTAATG
CCAGGTGGGGAAACAGGAAGGTTTTAAGTGCTTCTTGTTCAGACAAGTGTTGGGACTAAA
AGAGAGGGGAACACCAAAATGTACAAAATAATACAGTTGTACCAACCAGCAGAGAGAGTT
TGGGTTACATGTGGACCTTTGTAATACAAACTTTTAGGCAGGTGAAACATTATGAGGGAA
ACAGAGTTAAATCACTGTTCTTCTATTGTACTGACTGCTGGCTGGAAACTGGTGGAGAGA
CCCTTTATGTCCCGTTTTATCCTCCAGTTCAAGAAGTGATTTTTCACTTCCCGTTTGTCC
TTTTTGTCCCAGTAAGCAGGGGTAAGAGGGCAGCGGTGCTGACTGAATGCATACAGTTCA
AAAGGCAAGGCGTCTTCTTTTGCCTTGGCTTACCCTCGTGCCGA
>CL2912Contig1
TGNGCCATNATTTNTGCAGAACTCAAATTTTACAAAANAACCTTNCCNCNTGNCNCTTTA
AAAAAAAAAAAATCAAGAAAAAAAAGAACTGTGCTTGTATATGTTGTGTTTATTCATGTA
AGATATATTCTGTAAAATATCTCAAGCATTGTCTGTAATTTATGTTCAGGAGTTTCATTC
TGGATTCAAAAGAACCTTTTTTGTTGTTTTGTTTTTCCTGCAGAAAAAAAACTAAACACT
TTTTTTGTCCTCAATCAACCACAGGAAGTTCACCAGAATCGCTTTTCTGTTGTTTTTTTC
GCATCCTAGAATGAAACTCTGCCATATGTCGTTCCTCAAGTACATCAGCTGCCCAAGCTG
GTTTTGATCAAACCCCTTAGGGGTTGAGGGTTCACCTATGGCAGCCGCCGACTCGCCTGC
GATCGTAGACTTCCATCTCTCAGAATCTAAACCTCTAAAGGATAATCTAATCTGAGATAA
ATAATCATGGCTGAATTCAAATGAGAGAGGTGTCCCTCCCCTACAATCGGTGCAGGCTGT
GATGCGAGCCGGCTCGTCGCCAGTAGTGTTGATACAGATGGTTGAAATTCGGAGATGAGT
GTTCTGCTTTTTGAAAAA
>CL2913Contig1
TTCGGCACGAGGAAGGCTGTTCTATAACTTTGACAAGAACTATGGAGACTGGAAGACCAG
CGTGGAGTGTATGGCCGTGCTGGATGTTTTATTGGCCATGTCACGCTACAGTCAGGGTGG
AGACGGTCCCATGACGAGGCCAGAGGTGGAGCTACCAGAGGACGGCGACCAGGCTGTCCC
CTTCATCAACCTCGTCGGATCGCGTCACCCATGTGTCACCAAAACCTTTTTCGGCGACGA
CTTCATCCCTAATGACATCTATATTGGTTGCCCCGGAAACGGGGATGGTTTGGAGGAGGA
GGGCTGTGCTTCCTGTGTGCTCGTCACCGGACCGAATATGGGCGGGAAGTCTACTCTGAT
GCGGCAGTGTGGACTGGTGGTCATTTTAGCCCAGCTGGGATGCTACGTTCCCGCTGAGAG
CCTCCGGTTCACACCGGTAGACAGGGTCTTCACCCGGCTGGGAGCTTCTGACCGGATCAT
GGCCGGAGAGAGCACCTTCTTTGTGGAGCTCAGCGAGACGGCCAGCATCCTCCATCATGC
CACTAAACACTCACTGGTGCTGCTCGATGAATTAGGGAGGGGCACTGCCACATACGATGG
CACAGCCATCGCCAGCGCCGTAGTGAAGGAGCTGGCCGAGAAGGTCTGCTGCCGCACGCT
CTTCTCCACACATTACCACTCGCTGGTGGAGGATTACGCCAAGAACTCGGCCGTGCGGTT
AGGACACATGGCCTGCATGGTGGAGAACGAATGTGAGGACCCCAGCCAGGAGACCATCAC
CTTCCTCTACAAGTTCATCAGCGGCGCCTGTCCGAAAAGTTACGGGTTCAACGCTGCTCG
ACTCGCCAACCTCCCTGAGGAAGTCATCCAGTCGGGACACAAGAAGGCCCGAGAATTCGA
GAGGAGTACCGTCAGCCTCCGGTTGTTCAAGAAGCTCTGCCAGTTTGCAGAAGATCCTAC
ACTGGACCGCACCGCTTTACTCGCCGTCACTCAGCTGATTCACACCTTATAGTTTGTTCT
CTGCAGCCGAGCAAATGGGGGGGAAAAAAGAAACACACACTACTGTCTTGATCTAATAAA
GTTTATTTAAAAAAAATGACNATGTTTCATCTAG
>CL2914Contig1
GGTTGTCTGGNTTTTATTGAAAACTAATCAAGCTGAAAGAAGACGAGGAACGAATGTGAA
CAAGGACTTAGGCGATGGTCAGGACGGCCCTCTCCCTCTTCCTCCTCCTCTTCTTCTTCT
CCTCCAGTCGCCCCGTGGCCTCAGCAAAGAACGTCACGTTCTCTTGACTCTCGATCTGGC
GCTGGAGGAGCTGCAGGGCGGCGCTGTTGAAGCCCATCACGTCTCTGATCTCACAGACTT
TTGACACGGTGACGCTGTGCAGGTCGTCGATGACGGACAGCAGCATCTGGTTACTGGTGA



TCTGACCAAAATGGATCTTGAGAAGGAAGAACAGGCAGCGGCAGACGAGCTCCACCTCCA
GCCCCTGGTGGATGTAGCTGCTGAAAAGCTGCAGCAGCTCGGGGACGTATGGGAACGGAA
GCACCAGCAGGGAAACCTCCAGCTCACTGGATCTCACCGCCTTGATCACATCCAGAACGT
AGCGGGCCGGAGAGACGTTTCCAAACGCCACCAGGACGGGGTTGGGCTTTGGAGGAGGGA
GCTGTTTGCCGGCGCCCTCACAGGCGTATTTGTGCTCCTCCATCTTCCTGAGCTCCTCCC
TGTGGAGCTCCAGAGCCTCCATGATTCGCTCAGCCGCTTTGACCGTTTCCACTGTCTTCT
TCGCCGCCGGCGCCGCCTCCCCCTCCACCTCTCCGGGAACCACGGGCGCGTCTCCTTTAG
CCACGCTCTCCTCAAACTCCGCCTCCCTCTCCATTTCCCGCTCCTCCTCCAGGAT
>CL2915Contig1
GGCTCCGAACTCCTTACTATCAGCAGCGCGGTTGTTGCGCCTTTCGCCCACAGCGGCGCA
TCATCATCATCATCATCACCACCATCGTCATCCTCAGCATCAGTGTGATGAAGCAGCGTT
GGAGGGAGACCCAGTGAGACTGGAGCAGCCTGCAGACAGGATGACTGAAGTGATAACCTC
AGTGGAGCCGGGGACGGAGGACTTTGGTGGTGGTGGAGGAGCAGGAGGAGAGCAGGACTC
AATCTTCCCAGATGTCCATGAGAGGAACCCAAAACTGTCCAAGAGGCTTCCTTCCATCGT
GGTGGAGCCCACAGATGCAGCTGAGGTGGAGAGTGGAGAGCTCCGCTGGCCTCCAGAGGA
CGGAAGCTCTGCACACGCCCAAACCGAGAGGCGGAGCTCAGACAAACACACTGCAGATGT
GGAGAAGACAGACATTGGTGGGGATGAAGAAGGTTTCTGGGTGGAGATGCAGGACTCCAA
CTAAACAAGAGAAGCTCCTGTGAAACGCAGTTACTGCGAGTGTGTCCAGGCTTGGACGGA
GGATAAGAAGCCAGCAGAGGAGCACACGCGAGGAGGAGGAGGAAGAGGAGGGTGGAGAAC
CCCAGCACATGGGCTTGGAGCCTGAGAAGTTTCATCACATTCTACAGTAATTCCCCAAAA
AGCGATGTATCCTCAGACAAACGATGAACTGTAATATTCCTCACATAAAAACTAGTGCAG
TCTGAAACAGAAATACTTTAAGCAGCCGGGGGTTCCGCCTTCATCATGCTTCCAGCTTTA
AAATGAAAGAAAACAACAACTAAGACGTTTTCTGTCTCCGGCTCCAAGCCCCTGTTTGTC
CAGACTCCCATCATCCGATCTGGACAGATGTTTCTAAATACCGTATTTGAGTATTTAGCT
CATGTGTGCCAACGACTACAAATGGTAGCTCCTGTATTTTGTGGACAGTTATTATTCTAG
TTTTAGATGTACAGAACATCACTGTTAGGTGCTTACTGCTGTAGTTGAGTGATCTAGTCT
CACTTTGTTCTTTGTAATCATACACACAAGTGTTGGAAGAAGAACAAACCTGTTTCTTAA
CTTAATATTATGACATTGTTTGATATGAACATATCTTGTTCCTTGGAAGACTAGTCCTCA
TGCAGTAGGGAATTATTTAAGGAAATGTTACTGTGTTGTTTTCCCAACAGCAATATGTTC
ACCAGGGTTTCAAGTCACCCAATTTTCTTACAGAAGTAAAAAGAAAGTATATTTTAGATG
TCAGTTGGTCTTCACAGACATATTTTTTAAAATTCGGAAACCNAATTATGCAAAACCAAT
A
>CL2916Contig1
GCTCAGCATTTTATTTGTGGGTCTTGGTTCCTTATCAGCCCCATTGGGGGGGGGCAACGT
TTCCGTCACTCAGCAAAGCGTCTGAAGGACTGCACTGCCACACTGACGGCCCCCCAGTCA
CTGGGTTTGCGGTACTCCCCCTTCTCCAGGAAGTACTGGCGTCCGCGGTAGTTGGCGTGT
TCGTAGAGCACCCAGCAGCCATCCAGGACCTTGCAGGAGTTGACCTCCCTCAAACGGAAC
CTCTCCAGGATGGAGGGGCAGTCCTCTGAGGCCTCCATCGCCTGGCCCCCAAAGTCCGCC
TTCTCGTACAGCTGCATCTTGTACTGGGTCCCACTCGCAAAGTGGATTATCTTGCAGGAG
CTGAGGCGGTCGTTGAGCCCCATCCACCGCTGGTACTCGGGGTACTCCCCCCGGGTCAGC
ACGTACTGGTAGCCCATGTAGTTGGGCCTCTCGTACACCACCCAGGCCCCGCCCTCCACA
CGGATGGAGTTGCAGCGGCTCAGGTAGGCGTGGAAATCCGAGCAGTCGCTGTCGCACTCA
TAGCGGCGACCCTGGAAGTTCTTGTCCTCGTAGAAAGTAATCCTGCCCATGGTGGATGTG
GGAGA
>CL2917Contig1
TGGCTTTCAGCACACCGCTGGTTCTGCCGGTTCTGCTGGTTCTGCTCCACAACAGTCCAG
GTTCACTGGGGGCTCTGGAGGGCAGCTCCATCATTGGGGGGGAGGACGCCGCANAAGGCA
AATGGCCTTGGATGGTCCACCTCAACATCACGTCTGATGGTCTGAAGAGGTGGCGCTGTG
GGGGCAGCCTGGTCGCCAAGCAGTGGGTGCTGACCGCCGCTCACTGCTGGGATCCGAGCC
TCAGTGTTAATCTGCGCCGCTCTGGAGTCTGGGTCGGAGCCCGCGACCTGTCCCATGGAG
CCGAGCGCTACAGGCGCGTGACGCATGTCATCAGTCACCCCGGATACGAAGGTGGTGGTG
GGGTGTACAAGAACGACCTGGCCCTGCTCAGGCTGGACAAGGCGCTGGCTTTCTCACAGC
GTGTGGCCCCCCTGAGCCTGGTCCAGACTGATGACGCCTTTGGCCCGTCTTCCGAGTGTT
GGATCACCGGCTGGGGGCTGGTGGGAAACGGTGTTCCTCTGCCGGATCCAGAGACCCTCC
AGCAGCTTCAGATTTCCATCGTCCCTCAGAGGGACTGCAGACAGACGTATCCCTGGCTGA
CGGACGACATGCTGTGTGCCGGCAGCCCGGCTGGAGGGAAGGACGCCTGCAAAGGGGACT
ATGGCGGCCCGCTGGTGTGCCGTACGCCCCGGGGCTTTGTGCAGGTGGGAATCATGAGTT
CCGGCAGTCCTGATGGGTGTGGCCTGCCGGGCCGCCCTGGCGTCTACACCCGGGTGTCCT
CCTACCTGGCCTTCATCAAGAGCAACATCAACCGGGGTGGAAAGGCCTGAACGTCTGAAC
GTCCTGCAAGCTTCCTGCTTCCTCACCTGAGGAAACACCTGCAGCTCCTCTTCCTCATTC
ATCAACTTTGATATCATTAAAGATTTTAAGCATCAAAAAAAAAA
>CL2918Contig1
TTTNTNTNTTCTGAGAAGCAGAATAATTTTATTTATGGAGAAATTGAAGAGTTGTACAGA
AAACAGGTTAAAACCGGTTTGCTGAATTGTATTTTAGCGTAATGCTCTTTAGAGCCTAAC



AGGAATCTGTATTCTCTAAATTATCCAATTTGGCTGGTTATAATGATTATCAGGGATTTC
TCAGGCTGACTCTTTTTTCATGGTGTCTTCGATCCACTGTTTGTAGTAGCAGATGTCCAT
CATCACTATGGGGTCGGCACACTTATCCACTGGATCGCTCACAATGATCCCGTATAAGAG
TCCGTCATACTCCACAGCTGAGCCTGCATCTCCATGGCAGGCCTCCACACCAGGTTTGTG
GGCACACATCGTGGTGGACTCATCACTTTGGTATTTACTGTCAGGTTTATCATTCTCACC
ACATGCTGAGATCTCTGTGCTTGCACACCTCACACTGCTTTCCAGTTTGTTACCTGCTTT
CTTGGATCCCATGCCTCCGATCTCCACTTTGCTTTTCAGCTCTGGCCTTTTACAATCCTG
CGAAGGAAGGCTGATGACTGGAATTTTTCCTGGCATGTCCTCGTTCAATTTTATGAGCAT
AATGTCATGAGGTTTTCCGCTTTCATCTTTGAAGGTGAACTGCTGTTTGGGTTCGATTTG
TTGCTCATACTTTTTGGAGTTTCCTTTCAGGAAAGAGAAAAATTTTGTACCGAGTGACAC
ATCGTTGTTTAACCCAAGCTGCACTTTGACCTTTTGTTCTGCACAGTGAGAAGCAGTGAT
GAGCCAGCGGGTGTTCAGCAGAGCCCCTCCACATACTTTCCCCCCCTGCACAGCCTGTAT
CTGGACATGGTACTGCCTGTCCTTCTTGCAAGCTGAGCTCCCAACAATCCTCTTTTCAAT
GCTTCCTGATACCACAACGGATGCTGAGAACAGCAGGACAAGGACAAAGCAAGGCCTCG
>CL2919Contig1
TATGGCCGGGGAAGTCACAATGGCTTTCATCTGGGATTTGGCAATGTGGTTCTGTTTGGG
GGCTGTTATGGCAGTGAATGCAGAGCTGAGGACTGACTGCAGGCCTGACTACATGTCACT
AGTTTGGACTGACAGCCGGTTGCAGGCTGATCCTTCCCTGTTTCGTCTTGGTAGCTGCTT
TCCTGCGACTATCAGCCCCCGAGAGGTGGCTTTTAGCGTGACATATGATGACTGTAACTT
CAGGAGACTTGTAACTGGAAATGAGCTTAACTACACCAATGACCTCATCTACACGTCTTC
TCCTGACTCATATGTCCACCCTTTTAGTCTCCCGGTTGTCTGCTCATTTGAGAGGCCCAA
GGACTGGTATCCTATGACTTATGACCCAGAGTTTTCCACATATGGTGTAGAAGACTTGGT
GTTTCATGTTGGACTAATGAATGCTGACTTTACAGGACCCTCTGAGTCAAATGTGTACCC
CCTGGGCTCTATGATTTCTGTCATGGCTGCTGTGGACCAGCAAGACCATCAGCCTCTATT
GCTCTTTCTTGAAGAGTGTATAGCCTCCACCACACCTGACCTTCACCCTGGAGCTGACTT
GTATCCAATAATCACAAATAAAGGATGCCTGGTGGATAGTAAAGTTTCGCGTTCAAAGTT
TGAACCAAGGGAGAAACTGTCTGAGATTCACTTGTCTGTGCAAGCCTTTAAATTAGCTTT
GGGACATGAGGTGTTCATCCACTGCACCCTGGCTGCATGGGATCCAAATGGACTTGATGA
CACCAAGAAGGCCTGCCACTACAACAAAGATCATGGCT
>CL2920Contig1
CTTATGGACCAATAAAACACTTTCGGTGTTTGAGCATGAAGAAACAAACAAAAATAGGAG
TTTAGGATACAAAAGGTTTAATACACCTACAGCTGGTAGCTTGAGTCTGATTTGGAAGAA
AACCTGTTCAGGCAGGTTGTTCTGCAAAACGATCTTTGTCACTGAAGACTCTGGAGCTCA
TATGAAAATGGCAAAAGAAAGAAACAAAAATTTGTGTTTCGTAGAGCAGCCGGCTGGGAA
ATGGTCGATAAATGACAGATGGGTTGGAGAAATTGAGTGTGTGTGTCGGGGAGGGCTTCA
GGATGCCGACCGTCGCCGGATGACAAATGTTCCTCTCTGGAGCTGTCCCAGGTAGATTCT
CATCTTTGTGCTGTCGCTCGTCTTCCTCACCCAGATCTCGTTGGTCCCCACCGAGCTGAT
GACACAGCTGATCTTTGTGTTGTCCTTGGACTCCAAGTAGATGGCCTGGCTCTTGTGATA
CCATCTCTTGTCGTAGTAAAGTTTCCCCTCCTCTATGCGAGCCTCGTAGCGCTGGGACAG
GTTCTCCAGGGGAGCGGAGGGGACGTGCTCGGGAGTCGAGGGAGACACTGCTCGTTTGGG
CGACTTCAGCTTGTTTAGTGTTCGTAGATCTTCTATTATCTGCTCTTCTGTTAACAAATA
GTTCAGCTGAGCTGGTGCCGGTTTTCTCCTCTTGTCCGGTATGGGGACTGGATCGTTGGG
TCGTCTCCTCAGCTTCCTGGTCATGATGGGTTTCACCTCCATGGAGTCGCCTGTCAGCTC
CATCGTTAGTTTCTCATTCTCGATCATTTTCTTCTTCTCCTCCAACTCTGCGATGAGGTT
CTCCTTCAGCTCCACCTTTTTATCGTCAAACTCCTTCACCGCCGCCTTCTTCTCTTTGAT
GTAGTTCCTCTCCACTTGTTCCGACTCAAGTTGAAGAAACAAATCAGCGTTTCGAAGCCT
CTCTTTGTACTGCTGATCCAGCTTCTTCATTCTCTTCTGGTACTCCTGCAGCGTGCCTTC
TTGTAACTGTTGCAGCTGTCTCTTCAGCGAGGCCAGCTTGTCTTGGTACATTTGCTCTTT
GATTTCCACATAGTCATCTTCGTCATGCTTGGCCAGGTCCGTCTCACTGGCATCTTCTGT
GTCTTCTTCGGAGTCTCTGCCCCTGAAGCTCCGATCATCGTCGTCATCCACGCTGTCGAG
CTCCTCCTCGTCGTTGTAATAATCCACCACGGGCGATATTAAAGTGGACGCCATTTATTT
ATTTGGAGGATGTAAACAAAACAAAATAAACAATCGCTCGGTGTTTTGCTGCTCGCTTGA
AACTGCGCCTCCCGGCCATAAGGCCCGGGT
>CL2921Contig1
CATGAGGATTGTTGCCGGGGAGACCATTGCTCTGCTCTTCGAGTTAGCTCGAGACACGGA
GCCCGAGTTTGAGTTTGAAGAATGGGATCAGCTGTGCATCAAGCTGAGCGCCTTGGCCAC
GGACTGCAACAAGCACCGAGCCAAGAACGACAAGAGGAAGCAGCGCTCGGTGTTCCGGGA
CGTCCTCAAAGCCGTGGAGGACGGAGACTTTCAGTCCGAAACGATTCGCTTTGGGACGGA
ACGCATGAGCATCGACAGCTGGGTCAGGAAGAGGACGTACGACGCTTTCCGAGAGTTCGT
AGGGTCTGGAATGAACTATCACCTACAGGCAAATGAATTCATCAGGGACGTGTTTGAACT
GGGACCTCCGATACTGGTTGACTCGGCAACAATGAAGGCGATGAAAATTTCCCGCTTTGA
GAGACATCTTCACAACTCGGCTGCGTTCAAGGCTCGGACAAAGGCCAGGAGCAAGTTCAG
GGACAAGAGGGTGGACGTGGGAGAATTCTGAGCTTTCATTTGTTGTGCTTTTTGTTTCCT
CCTCTGTTTTCTAGATAAGTAGTCATATTTGGAGTTTTTTAAAATTCTAAATGAAACAGC



TCTGGTGTTTTAAAGTAGCCACAAAAATAACGTTTGTATTGAAACAGCAGCAAATGTTGA
ATAATCCCAACAGGTTGTAGTCAGAGAAAAGAATNCTGNGNATTTACAGAAATTGTAAAT
ATTTGTAAAGTNGTNTTTTGACCATTTTGTGGNTTNTTTTTTTTTGNGTCGTAATTTATG
AAATATTTCTATCAAAACGTATAAAGTTAGTTTTTTTTTTCCCCCCCTCCCTTGTTTTTG
GTGTCAACTGCCAAACCGTCCTTATAATTTGCATTAACTGTGGGAAATAGGCCTATGTAG
TTAA
>CL2922Contig1
GAGGCTCCACAACGACNGGGTTTCTGTTCCTTTGTTAAAAATGCTCAATCAGTTACTCAA
CAATAGCTGCTTTGAAATTTTCACCACACAAGAAAATCATCAGTTCTGCGTGGATCTTTT
GGATCTTTGCAAAGAGTTCAAGAAGTCTAAGGACATTTCCAAGCTGAGCGCCTGTGTCTC
TGTTTTCTGTGGGCTGATCCAGTTCCAGGGAAAAGTGAGGAAGAGAGTTTTGTCCCAGCT
GCTGCTGCTGCTCTGCCATCCATTCCCTGTGATCAGGAAAACCACGGCGAATCAGATGTA
TGAGATGCTTCTGACGTATGATGACATCATTGATGCAGAAATCCTGGAGGACGTAATGAC
CTGTTTAAGTGACACTAACTGGGAGAGCGACCTCGCCATAGTGCGGACACACAGGAATCA
GCTTTGTGATTGGCTCGAAGTACCCAGGCCACAGCTGGTTGCTAAGGCCCCCGTCCAGGC
TTCCTGATTGCCGTGGCTGTTCCAACCAGCAGCAACTAAAGGAGAAGATTTGGAAACAAT
CGTGAAAGAACCCACCAAGAAATGATCATTTGTCTTAAAGTTTTCTTTTTGAGTCACATT
TGTAATGTACAACGACCTTGAAATGGCTGGAGATGCTGGGAGTCGAGGAAGACTGTGACC
AAAAGCGACCTTGCTGGTTTAAAACAGAGCCTGTTGTGTCATAGTTGCTCATTAGAGGCC
GATAGTGGCCACATTGTGGCTGGCAGCTTTCGTAACAAAGATGCAATTGTTGCATTGTGC
TTGACTTCGTTGTTTCTGATGGTAAGTCATCAACTGCAGAAATTCCCAGTGCTTGTAATC
ACTATATTACATTTTCTGTAGTGTGTAGTGCAGTTTTCGTAATATGATTCACATAACTGA
ATTTGTCCTCCTGCATGGAAGCTTGACATGTATTTTGACCCCATTAAAATGAGCCAAATC
TGCTTTCATATCATAGGTTTGCTGTCTGCATATAACCAAAGCAACATTTGTCCATTTTTG
CTCACAAAATCCCACTTGTATAATAAATTGTCAATGATTAGGATTCCTGTGAAGATTTCA
GCAACGCATCACTTTTAAGTTTTTTCTTTTACAGTTTTCATCATCTGGAGTTTTGTATTA
AAATCTGTAAATGTTTAGACATCTGAAAATTACGGGGGCATTAGAATGCGAGTGCGAGTG
TGGCCTCATACCACACTTGCAGCCACAGTTTCCCTGCATGGGTGTGTTTTAAATTGGGTC
TGGGTTGCCCTGCATTGCTGCAGCCCATAATTCCACTTTAATTAATTCGCAGCCTCATAG
AAATTCTTGCAGATGCTAATGAAAGAAATGGTGTGTTTGTCTGTAAAACGGGCAGGGCAC
AGAGGAATGCTAATAATTCCTAAAAGGCTTACAGTCTACCGGCTGTATCCATGGCGATTC
TCCACATACAATGGTGGCTTTTTTAGAATAGAAGGGGGGGTTGCTCTCATTGACTGGTTT
TGGTTGGATATTAGGAACGAGCTTCCTTACATTTTCCTCTCTACTGGTCATTATGAGATA
AAGTGCTGCTCGTGTCTGGTTACCTGACTAGTTTATGAGGATGTAATGATTATTTTGGTT
AAAGTTTAAGACTCTGGCTTTGCTGCATTTGCCTAAAAACACATGGATAGTGCAGTCGTT
TTATTCTAAACACTGAGCCTGGTATCTCTGTGAGACTATAGAAGCTTTGCCCCCAACAAA
CGGTAGATTACAGCGCTCACAGAGCAAATAATTTTGATTATAGTCCTTGTATGTTGCGTG
CGTCATGCTGCAGGAGGACAGTGGGTGCTG
>CL2923Contig1
TTTTTTTACAATGGCAGTGTATTATTCCATAATTACAAATGTCAGATATGATACAACAAC
CAGTGATACAACTTTTACAAGAATTAACAATGACTGCAGTGGTTGAATGACATGTCTGTA
CAGTTTTAAAAAATAAAAGAGAAGAAAAGAAAAAGAAAAAAAAACAACAAAGTTACATGG
CCGCTTGGAAAAATCCATTTGTTATTCCCCCCTTCCTTGGAAAACGTCACCTTTACATTT
TTACAGAAACACAGCAGAATCTCTCGACTTGCACTGGCACAAAACCCAAAACTATATTCA
AGCGACCTAAAGGAAGAGAGGATCTTGCGGTTGTAGACGTTGAGCGCCAACCAGCTTTTG
GGGGTGGCTTGACTCGGCATCAGCGCTTCGAGGGAAAGGAATGCTCGCCATCCAAACCGG
CCCCACTCGGCCCATCACCCCGCCATTCAAGACGTTGTCCACGGACACCAGTGAGATGTA
CGGTCATCACTCACTCACTCACTCACACGCACGCACGCACGCACGCACGCACGCACGCAC
GCACGCACGCACGCACGCGCACACACACACACACACGCACGCACGCACGCACGCACGCAC
GCACGCACGCACGCACGCACGCACGCACGCACGATGAACAAACCAATGCATGCTTGAGTC
ATAAAAACATTCATCTTTAACAAAAAAATCTAAGCAGGAAGAAAAGAGGCATTACAATGC
ACTTAGTGCGGACATTCAAAACATTTGAGTTGTTCAGAGGTTCTTTACCAAAGAAGGAAC
TTCTCTTGGCGGACGGAAAGTCTCAAAGGTCAAAAGAGAAAACAGGAGTTGGTTTGGTAA
TTGGCACGTGGAGTAAAGGCCGTCAGTCTTTCTTAAGTAAACACTTCAGATAACAAAACA
AATTTGGGTTGATGGAGGTGATTTTGGCAAAATAGGATGAAGACACTTCCAATGGTCATT
GTCAAAGCTAACAGAAGTGCAAAGACAGCGAGTATAAATCTCATGTTTGGGTTTTCAAAC
AATGAGCGATTACGTGACCGAGCTTAACTACATGTTAGATATACGTCATTTACAAGGTTT
TTGAGGCTAAAGAGCTAAAAGGCTAAAATCTACATGTGGGAAATTTAGCTTCATAATGTG
CCTGAGAACAAAAAAAAATCAAACAAAAATTTTTTTTGTTCTTTTTCCCAAAACAAGACA
CAAACGCAAGTGATGACAAGCCAGCGACACATCCACATAGCCGATTGTGGGATGTGCGAC
AGGAGGCGAACTCGCCACGTCCCTTCCTGAACGTGGCGCGTGGACGTGTCCCCTCAGCTG
TCTGGAGGAGGTCAGCTATTCCAGATCTATCCTCTACTTCAGTACTGATGAAAGGCTTTT
CTGTGGACCGTTCACGTTTGGATTTACAAAGCCACGTTAACCTACAGATACAGGTCAGGA
TGGGTATTCACAGCATTAAAAACAAGCAGTGGGGGAGCAAACAGCTACTGCTTCAAGAGA



AATAAACCGTCAACACCGGACAAAATGAGAAATCTACAGATTGATTGTGATTGGTAAACG
GGAAGGAAAGACTT
>CL2924Contig1
AAGGTTTTTTTTTTTTTTTTTTTTTTTTTTTTCCTTCAACAGTGTTTTTTTTATTACAGT
GCAGTAAAACTTTCTTATGACCTTAACATTTTTTGTGACATTATGCAATAAGAAAATTTA
CACTATAACCAGTGTACACCAACAAAAGCTTTATAAACAAAATCTGCACAGAAAGAAGAG
TTTAACATCAGACTTTGTGGTAAAGAAGCAGCACCCTTTACATGTTCTGTTCGAGAAAAA
CCTGCAGAATATTGTTAGCTACCAAAAGAGAGACATTTTTTCTGTTTGAGTGGTTAGAAT
GCTCCAAAAACGTGAACGATTCATTCATCTCTAGAGCTGTGTTGCTACAGTTATTTATTT
GCATTTTTGTTGCTATTTTAAAATCAAAAACCTGAGAGTGTTTTCATGTCATGTCCACAT
CTTTTCCTTCAACTCTGAAACTTTGTCCCAATTCCTCTGTTTCCATATCGCTGAAGATGT
TTTTTTTTCTCTGATCCTTTTGCATCATGAGATTTAAAACGAGCAAAAACAAAGCGGAGG
TGAGGAGGGCCACTCCAGACATGAGGAAACCCGTCCCATAACTGTCCATTTTGTCAATAA
AGAATCCAGCGATGGGCGGTCCAAGCAGGCCTCCGCTGCTGCGTATTAGCATGAAAAACC
CCAGCGCACTTCCGAGCCTTTGGACGCCCACTACCTCCGGCAAAACTGTGATGTGGATGG
CAACTGTTGCTCCATACACCAGGCCGTGAGCCGCGCTGAAGGCAACCAGCTCATAAAACG
TGGAGGCCAGTGGGCAGAGGAGCAGCACAGCGCCGAGCAAGACCACCGTAGCTGTCAGCT
GCTGCACCGTCTCCACCAGTCTCAGGTTTGCCACCCAGCCAAAGACCAATCTTCCAATCA
GGTCCAGCACAGCAGAAATGGACATGAGAGCAGCTGCCTGGTACTCCTCAATGCCTTTGC
TGCGAGCGTATGGAACAAGGAACAGAGATGGGGCAAAGAAACCCAGAGCGGCAAATACTC
CAAACATAGAGTAGATCATGAATCGAGGGTGTGTGATGAGGGTATAATCTACATATTGCT
GGACTCTAGTCCTTAGATCTCGTTCCCTTAAACTGGTAGAGTCTTCTGCTAAACTGGGTT
CCACCTCAGTATCATCAAGACA
>CL2925Contig1
GAGGGGATACTCATGGGACATGATGGTTCACTCCCGCACCCATCAGCATGTAAAGATCAC
CTACNGAGATGGAAAAACCGGTGAAATTGGATATCTGAACCCAGGGGTTTTCACTCAGAG
TCGACGTTGGAAAGATCACGGCGACATGCTGAAGCAGTACGCCACATGTCTGAATCAGTT
ATTGCCACGCTACAACATCTCTGATCCAGAAATCTATTTCGACATCTGGGTGTCGATCAA
CGAGCGATTTCAGCAAAGGATCTTTGATCCTCGCGTGGACATTGTGACGGCTGATTGGTC
ACCTTTCCAGCCAAACCCGTGGCTCATGCCTCTGTTGGTGGACCTCTCACCCTGGAGGAC
CAAATTCCAGGAGATCGAGAGCAGTTTGGACAACCAAACAGAGATCGTTTTCATCGCGGA
TTTCCCAGGTCTCCACCTGGAGAACTTTGTGAGTGAAGACCTAGGCAACACCAGCATCCA
CATGCTACAAGGGAAAGTGAATGTGGAGATTGTGGAGGAGAAGAAGAACTACACCCTCCA
GCCTAATGAGCAGATAAATGTTCCTGCTGGAGCTTACCATAAGGTCTACACGGTGTCTGA
GGAGCCGTCCTGTTACATGTACGTCTACGTCAACACCACTGAGGCAGCGCTGCAGGACAA
TTTCACCANGCTGTTTGAGCTCCAAGAGCGCATACGCAATGGAACAGAAACGGAGCCTCT
TCCTCCTGAGCTGCAGCCTCTTATGGCAACGGACTCCGAAGGCGCAGAGGTCAACGCCAC
TGACCCGATTGTGCAGCTTTTCCTGAAGAGGCAGCGCCGCTTGAAGGAGGTGAAAAAGCG
CAGAGAGGCTGGCCTGCTCGAGCGGATGGAACGCTTTACTGTTAAAAAGTACTACACGAT
TCGAAGAGGATTCCTTATGACGGCCATCGCCGTGCGTAACCTCGCCTTTGGCCTGCCTCC
TCTGGACCAGCTGAGAGAAGAAGTTGCCTTTGCAAACATGAAAGGACCACAAGAAGAAGC
CAATCAAAATGATCCACTCAAGGATGAAGTTGGTCATGCAGAGCTTTGAAGTTGTAGTGT
CAGCTAAGCCATGAATAATGGTGAACGGACAGCAGGTGGCAAGTCACACAACCAGTCTGT
GTGTTAATGTTGGGCTGATACTTCAGAGGGACAAAGGATTTCATGTTTGCTAATCCACAA
AAAGACTTTATGCATCACTTATGAATCAGAAAATCCTGCAGAAGACTGTTACAGCACCTA
TAAAACCCCAATCCTGCCGTCTCTGGACATGAGGATCCATTAGAGGAAAGATGAGAACGT
GGTACGATGCAGAGATGGTTTTTCATAACGTGGAACGACTCAAAAGAATTTTGCACCACA
CAGATTTAATAAAGGCAATTGTTTAGTAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL2926Contig1
TTTTAGGAAATGTTAACTGTTCCATTGTTTATTAAATTAGAATCTTTTAGGCTTGGGCTT
TGTCCAGAGAAATATTTACAAACGTCACAGTGAATTTGGTGCATTTGGTCAGAAAATCAG
GAAAAAAAGTGTCTAAAGACTTTGTAGAAAACAGCTCTGAAGGAAGTAGAAGACTTGGTG
GTAAAAAACAAAAACAAAGAATAAAATAAAGTGTGAACGGTACAATTAAGGCAGGAAAAG
AAGGAAGTCAGGTGAAGGTTGGCCCCCTCTAAAAATGTGGGCGACAGCTTCTGTTTGACG
TAGAAAGAGTGCAACAGTTTGAGAGACGATCACAGGTAAATCTTTGGGCTGTAGAGACGA
CAGTAACCAAACAAGAAGTGTTTTCAACAAGAAGTGCAAGAAAGTCTGAGATTCAAGTTC
CTGCTTACAAGCCAGCAGGTGAGCTGGAAAGAGAAAATGATTTGAGATCAAAGGTGCAGA
GTAACCATCAGGATGGAGGAAAGAGAACGGGAATTTATACTTCTGCGTCAAACTGCTGTG
AACAGACACCAGTCTGGACTGTCGACAGTGACCGGACTGGAAGGAAGAAACCTTTGCTGC
CTTTTCCCTGACTCGTTTTCAGTCTGTGCTGCAGAGCTGCAGCTCCAAAGCTGCAAACGA
CACAGACTGTGAACCGACAGTGACCGTGAGCTCGAGGCTCTGCACAGACGTGACGCAGAA
GAATAAGCCGTGTTGGACTTTTGAAGTTCTAGGAAAACTGAGGTTTGACGGACGCGGGGA
GGCGCTGCTGACATCAGTTCAGCCTTCTTGGTATGCAGCCCTCCATCTCCAGGACCTCTG
GCCAGCCCTCAAATTTGTTGGTTTCTGCTTTGTTCTTGATGTGCTGCTCAAATGGACTCT



TGGTCTTGATGCCTTTCCCACCTACAAAGATCCAGTTATCCCGGAAGCCCAAATTGCCGA
CAGACGAGCTGCCGAGATCAGCGATCAGTTTCCGAGCTTCATCGTTGAGCTTAGTTGCGG
GATCGTCGAAGGAGGCCATCATGACTACCACACCGTCCTGAATCTCTTTCAAAAACTTAA
TAAAGGGAGCCACATCTCCACCCCACATGTCAAAGAAGGCTGTCTGGATCACTGTCCCCG
TTTTCCCATCAATCAGGGCGATGTTGATTCCTCTTCCCACATTGTTCTTCACGCCGCTCA
TTATTAAGTTGTCTTCTAGGCACATCCTGGGCCCGACGACACTGGCCGCACCGCTCGCCA
TCTTGAAGGCAAAGTGTTCTGGAGGACACGCTTTGGACAGCCCACATTTGTGTTTGACCG
GTTTTGCCGCTTCAATCATTGGCAGGGATCTCGAGATCACACTTCCAAATTTAAAATCCC
CGTTTATCTCCAGCAACTGGAAAGCCAAAAAGGCAACCAGTAGGATGGCTGAGACCAGCG
TTACGGGCCTTCAAAATACCGCCGGGTCTAACCATCTTGAAGGGTTTCCAGACAGTAACA
GTTCTCCCCCAGCCTATGAGCCGTCTGTCGGAAGACTACACGTTCCCTGATAAGCTTGGT
TCGCCGACAGAGCAGACTCCTTTTCCTGCCCTGACAGCTGAGATATGGAGAGAAACAAAC
ACCCCC
>CL2927Contig1
AAACGTTTTATTTATTTCCAAATGATTAAGAAATGCCATGTATTTGTGTATTTACATAGA
CTATAAATAAAAAAAAACAAGTACATATGCTGTGAAGTTCTCCCACTTTGTTTTTGTTTC
TATACCAGTATATTAGAGGACAATAGATATGAAATGTAAAAATCCTAAACAATAGCAAGT
ACTAGACTTTTGCAAACTTGTAATCATACCACCACATAAGGCACAAATATTTGTGGAAGT
ACAAGAAGCATTGTTGCTGATACATGACATAACAAGGACAAACCTAAAAAAAAACACAAA
AAAAACAAAACACAATTCTGTTCTTGTCAGCCAGATGCCTCATTTGTCCAATAGTGCCAT
GTTTACGACATCTGTTGCATCTTTCTTGGGATTACTACTTCAAAAGTAATATTCCTTTCG
AATTGTAGTTGGTGGATTAGTCAGGAAACTCTGCGCTGTGCCATTCTGTCACAAGTCGGA
TCTTTCGCTGATGTTTGAACCCATGGAAATGCTCTGTTTCTCACTTAGCGTCTTGACGAC
AGTGGCGGCAGGAGACTGCAACACCTTTCGTGAAAGCCTCATTCTGCCGTCTGTTGGATC
TCGTCCAAAATACTTCACCTGTATCTCCTGTCCTACATCCAAACCCAAAGCACTTGGATG
CTTGATCCGTTTGTGGTCCAGCTGGGAGTTGTGCAGCAAGACAGGCGTCATGTTTGGATA
TAGTTTAACCATCACACCAATGTCCCTTATTTCTGTGATGGTGGCAGTGTAGACGGCACC
AAACTCCAACTGCTGCTCCTGATCGTCTTTGCAGATATCGCTAATGAACTCCTGGGCTTC
ATTCATAGCTCCAGGAGTTGGAGCAAACACAGAGAACGTTTCTTCATCCACCTGACTTAT
AGTGACACCTGTCTGAGCTTGCAGTTTGCGTAGGTTATATCCTCCTGGGCCGACAAAGCG
CGCTCTTCGAGATGCAGGCACCCGCACATTTTCAACGACTGGTCCGTTCTCTTTCCTGCT
CTCTCTTGGTTTTGCAATGCATTTGTTCATGATTCCAAGGATTTCCCTTTTGGCCACCGT
TGCTTGCTGGATTGCCTCCATAACCACCTTCAAAGGTAAACCTGGAATCTTCACATCAGC
CTGTAAAGCAGTGATCCCCTTGCTTGTTCCTGCCATTTTAAAGTCCATGTCTCCAAGGTA
ATCCTCTATTCCCAGAATATCCGTCAGTATTCTGTAGTCCTCAATCTCAGCAGATTTCTG
TGGGTTTGCTTTGGAAATAAGGCCGATGGCCACACCTGCCACAGCGGAAGAGATGGGAAC
ACCTGCATCCATAAGGGCAAGGCTTCCTCCACAGGCTGAGGCCATTGATGATGAACCATT
TGACTCCAACACCTCAGATGTGACTCGGATAGTGAAAGGGAAGTCTTTGGGAATGACTGG
TCTCAGCGCCTTCTCAGCCAGAGCTCCGTGTCCAAGCTCTCTCCTGTTCAGGCCTCCCAT
TTTGCCGATCTCATTAGTTGCATACGGAGGAAATTCATAATGAAGCATGAAGTTTTTGTC
TTTGACACCACTCAAAGCTGTTGTGATAATATCTGTTTTGATGCTGGACTCCAGGGAGTC
AAAGGTGACGCTGCACAACACCTGTGTTTGTCCTCTCTGAAACAGAGCTGAGCCATGCAG
AGGCCTAAACAGATCAACCTCACACGAGATGGTTCTTAAAGCGGTCAGTTCCCTCCCGTC
ACATCTCC
>CL2928Contig1
CTTCTCTTTATTGTTTAAATGCTGCCAACTTCCCTTGAAGCATCAATTATTCACTTATGA
GGAGTCCCTGGCATCACAGCTAACTTCATTGGTGGACGCCGGCGGCTCCGGAGGAACCTC
TGACGGTCGAGGGGCTGCTCCTCAGTGATGGCATCCCATCATGGGAAGACGTTCCAAAGA
GCTGCAGCCGTCTAAACGCATCAAACCTGGACGGCAGGATGCTAGAGGAATTCCAGTAAA
ATGTCCGGATAGAAACAGAAGCTTAAAAATCCTCCATGAAAACAGAAACATGTCGTCTGG
ACATTTCTGACCAGCTGGAGGCATCAAAGTGTTCAGGAACGGAGTTTGATCTTTCAATGC
AAAGTTTACAACATCTTCATAGAAATAAAGGAATGGATTAAAGGATGCAAGCACATGGAA
AATGTCAGAGTGACATCACCAGGAGGAAGCCTCTGGGTCCTACTGCCTGACACTTTCATT
CAGTCTAACCTTCAACATTTCAACAATGAGAAGAAGTGAATGGAACAAAACCTGTTGGCC
ACCTGATGATGGAAAATAATCAGTCGGTTATTATGGGAAGTTGGAAGAGCAGCCCGGCTC
CTCCCGCCTCTGAACTGATGCAGAAGAACCGGCACATCTTCAAACAACAAAGCTGAGCTA
CGTAGGGCTGAAATCAAAGGTGGAAGCTACTTCCTGCTGCAGAACGTCTCATGTCATCAG
ACAGCTGCAATGAAGAAAGAGAAGAGTAGGAGTTCTGGCCCATGGGATGCAGAAAAGGTT
GAGAAGAGTTTCTCCTCCATTCCAGATTTTTTTCTCCATTTAAAAAAAGTCACCGCGAAA
ACCCTGGAAAGACCAGATCCAAACCAACCCACAGATGCAGCAACATCTACCAACATTTAT
TCTGTGGCTGTTGGTGCAGTGTGGAAGGCAGACAGTCCGCCGTTCTGGATCCTCTGAAGA
TACTCGCTGTGCAGCTTTTCCTGAGCCTCAAACAGCTTCCGCAGCTTTTTGGCTTGTCCT
TTGCTCAGCTCTTTCCCTTCAGCGTCATGCGTAGGAAAACCAGTTTGATCAAATTGAGAG
TATTTGTCGGTTTCAGAGCGGAACATGTCGCATGGAGGGATCTTCATCTTGGCTAGTTTG



GCCATCTCCTGCTCCTGTTTCTTCCGGGCAGCTTCTTCTTTTTTCTTTTTCTTTTCTTCT
TCCAGCTTTTTCTTCTCCTCTCTCTCTTTCAATA
>CL2929Contig1
TGGCAAACCCAGCTTTCCTACTCCAGGTATTCCTGGCGGTCCTGGAGGTCCAGGTTGACC
TGAAGGACCTGGTTGTCCATGCCCCGGAGGTCCAGGAGGTCCTGCCGGTCCAGGTGGTCC
AGCTGGACATGGTTCTCCTTGCAAACCACCCTCAACTCCACTAGGGATTGTCTGACCTTT
GTCTTGTCCACCTAGATAGGCACCCCCATCTCGAATGTTTTGTTTGCCCTTGAGTGTTGG
CATCTGGGGGACCTCCTTCCTATAATGGGGATACTGCATATAGGGCACTTCCTTGCCGAG
GTACTGTTGTTGGGGGAAGCCACCATTGCCTTTGCCCAAGTGCTGATGGTGCTGCTTTGG
TTGGTATGGCTGAGGGTGTTGCTTGTGTCCGTAGAACGCTCCACCATTTATGTGTGTCAG
AACGACAAAGTGGAACAGACTCAGGAAGAGCAGGACAGGTAGGGAAGACATGGCCAAAGC
CTTTTCCTGAGGCCGTTTGTGAGGGAATGGTCACTGCAGGACCAAAGGAAAGAGAAACGG
CAGGCGACAGGACAACCACGAAAAGCGCCTC
>CL2930Contig1
TCGCTGTTCTGGACTGTGACCTTCTCCTCCACGGTCGAGGTCACAAAACGCTGGACCGCT
TTGACCTGGATTCGGTCTCGGACAGTTTCCTCCTCACGCATTTTAGCTTCCCGAGAGACT
TCATCCTGTATCTGGTGGAGCTGCTCAGAGAGGCTCTCGGGAGACGAACGCAGAGGTCCA
GAGCCATCAGTCCTGAGGTGCAGGTCTTGGCTGCGCTTGGCTTCTACACGTCTGGCTCTT
TCCAGACCTCCATGGGGGACATCATAGGAATCAGCCAGGCGTCCATGTCCAGATGTGTTT
CCAACGTGACCAAAGCCTTGGTGGAGAAAGCCCCGCAGTTCATCACCTTCGATCGAGAGC
CGTCCAGCAGAGAACAGTCCCTCCAGGAGTTTCAGAGGGTTGCAGGAATTCCAGGTGTTC
TCGGGGTGCTGGACTGCGTTCAGGTGGCCATCAAAGCTCCAAACAGCGAGGACTCCTCAT
ACGTCAACAAGAAAGGGATTTCACTCTGTGGCTTGTCAGCTGGTCTGCGACGCCCGCGGT
TTGCTGCTGAGCGCAGAAACGCACTGGCCCGGCGGACTCCACGACACCGAGGTTCTGGAA
AGATCCGCTCTCTACAAGCAGCTGCAGGACAGCGAGGAGGGCTGGCTCCTGGGCGACGGC
CGCTACCCTCTAAGGAAATGGTTAATGACTCCGGTGGAGGCCCCCGAGTCCCCCGCAGAG
TGTCGCTATAACCTGGCTCACACAGCCACCCATGAGATCGTGGACAGAACCTTCAGAGCC
ATCCAGACCCGATTCAGATGTTTGGATGGCACTAAAGGATATCTGCAGTACTCCCCGGAG
AGGAGCTCGTCCATCCTGCTGGCGTGCTGCGTCCTCCACAACGTCTCCCTGCAGTCCGGA
CTGGACGCCTGGACCCTGGAGCGGACCGAGCCCCTGGAGGAGCACAGGGACCCCAAGCAG
AGGCCGGCGGACGACGAGGCGGAGGAGCTCCGCAAGCAGCTCATCCTCAAACACTTCAGC
TGACCCAAAGACGCGCACAAAAGAGTCGGACAGCCGCTTTGCTGATGCAGGTTTTTTTAA
TATTTTGCTCGTTTCTACTCTACTGGCTATACTAAGATAAAATACTGGAATATGGAGGAA
CATGCAGGACACTATACAACAACAACAATCCAAACCACAGAGCTCCCGGGGTGCAGCCGC
TGCTGTCTCTTCTCCACCCACACACGGTCCACAGGTGAAAATCTTTATGTCACAATACAA
AAACAAGGCCCTTATATACAAGAACTCCACATGAAGCGGTCGACATTTATGTACACGGGT
GCAGAAAGACAACAAACGGGACTTTTGAGGAAGAAAAGTGGAAAACCTCTTTGAGTTTGT
GTTTTATTTTGAAAGAGTATCAGAAATTCTACTTCCTTTTTGCTTCTGGAGGAGATTTTT
TGGTTTGGGCTAGTGGTCAAAATGTTCCATCAGAGTAGTAGTAGTGGTGTTTAACGGCTG
CTTTCACTCATCAGTATTTACAAACTTTCTACAAACACGGAATGAATAAATAAAACACAC
ACTGCTGTCACACCAACACAATGAAGAGCAGTGCTTTTTTCATCCTCCACAAACTCTTCT
TTTTTTTAATTAACATTTTGTCATTTATTTTGTGATAAATTGACGCTTTTTTTGGACCAA
AAATGTAGACGTTTGAAAGCAAAAAGTGAAAAAAGATCATGTTAACATGTAAAACGGAAC
ACTTGAAATGTCCAAAAAAAGAAAAAGCTCTTTTTTTGATGCTCTAAATATATTAAAAGT
TGTATTTTTTGTGTGTGTTTTTTTTTTANATTATTTTAA
>CL2931Contig1
TTTTNTTTTTCACAATCAAAAACAGCTTTATTGTCACCAGCTCTCCATACAAACAAGAGT
TCTCACTTTGAAAGACAGATTAGAAAATATGTACATACATTCCTGAAAGCAACACAAGCT
GAAAGACGCGCACACGCACACACACCCCCATGCACACGCCCTCACTTCATTCTGTTAGGG
GGCAGAGCCTCTGCTGAGCAGCGTGTCCCCAGCCTGCCTGATGCTCCACCAGCATCTGCG
CATCCCGTAGGGAGACGTCAGACAGGGTTTTCTGCTCCCCAAGGATGAAGAATGAGCTTC
TGCCAGAGAGGAAGAGGAGATGTAGGGGGGAGTGTGCTGGATGTATGTAACAGAGGAAGC
ATCAGAGGTTTTTTAATGAATTCATAATCACATTCAGCCGCTGAGAGATCGATAACAGTC
ACTCACATCCAGATCCTTCTGTTGGATCATTCCTAAAACAAACAAACAGTCATTTTGAAT
CAGTCGCTGCAGCTTTGAGGAGCCAGCGGACTTCTGCGTTCCTTTATCGTCACGTATGAC
TTTTAAATGCGATCCGACGACCGCGTCAGCTTTTAAAGTCTGCAAGACGTTTCTAACTGT
TAACTCAAACGGCTGATGTTTTTCTGCTGTGAAAGATGAAGAGGAAGTCCATCAAGAAGA
GCTGTGGTTCACCGTCCAGATTTAAGGCAGCTTCTCTTGATGTAAATAATCAATGCATTG
CTTGGTGGTTTAATCACAGATTTATCTGGAAGAAATTAGAAAATAAAAAATAAAACCTTT
AAAAACGCTTTTAAAAGTCCAGAAAACTGTTGATGAAGACTAATTCTGTTTGCTTTGTGG
AAAAGGTTTAATAAAAGCAAAAGTGGCACAAAGCTGCAGTGGATCAGGACACTCCACGAG
TGTTTATTTATGTCCCCTCATCCGAGCTTCCACAGCCGTTTCCTCCACCCCATCATTCTT
CGTAGGATATTTTTGATGATCATTTCTTACGGCTTAAATGTGTGTGTTTCTTCGTGAAGA
TNAGGTTAAATCATCGCGTCTGCTGGGGTGAGAAGCGGGTGCTTGGTAAGGCCTGAAGGG



GGCAGTAGTTGACCGCGGTGCTCTTCATTTCTGGGGCGACACACAGCGGGGAAGCAGCTG
GACCGGCATCANTAGTCTGACGGGACCAGAGGGGAACGTCGACNGGAATGTTGCTGCAGT
CCTTCACTGAGGACCANAGTCTAAACGTGAAGGANAGCCGATGCGGTGAGGCCTGCTCTG
GTGGACATTCTTCACACCTGANACTTCANCTGGACTCCCCCCCCCCC
>CL2932Contig1
TTTTTTTTTTGCACAGACTGTAAAATGGGTTTCAGTTGGCCTGAATGCATTAAAATCTCA
CATTTTTTTAATGTTGCCAAATAGCTGAACTTGCCCTAATTTTCATGCACAGCAGCATCT
CGTCACTGCAGCACATCCTATTTTTCTCATCTGAGCAAACTGAATTCACCACCCGTTTCT
TTAAATAACTTTACAGAAAAGCATTTAAACTTCACAGTATTAAGTCACGGTGGTCCTCTT
TACATGGAATGCTGGATGAGGGACAGTTGGAGGATAGGGCTGTCACAGTGGGAGAAAGAG
CAACCTTTCTAACCTGGCCATGAAATAAGCATTAGCCCTGCATTATCAGACAAACCATGC
CTTAACTTGGTAGCCAAAAAACACGATGCACAGACATGGTTTATAGTTACAACCAGAGAA
AAAGAGCAGATGAATTTGTAGAGAAAAAAAAACAACTATGCATACAGCTAATGTAAATGT
GATGAGAAGCAAATTGGTGAGTAAAGACAAAAATCAGACTGATAGAAGATTTATGGTTCT
AACTGGAAATAGACTGGATGACTGATGTG
>CL2933Contig1
TTTTTTTTTTAAAAAAAAAATCAGTTTTTATTAAATTTGAAGTTGTACACAAACTTTAGG
TAAGAAATATACATATATACAACTTTATTAAAAATAACCAGAGACATTTACTGCTTTGGC
ACTTGAAGGTCCAGCTGGAGTAAGTGAGGACGAAAGAAATGAAGATGATGAAGAACATTT
GAACATCCGGTTGGTTCAATGCCAGACTCTGTTTAAAATGAGGACTGAAGCATTATACGG
ATTATTTCCTTCTAGTTCACTTCTTTAAAAAGACAGTCTTTAGCAAAAGCATGATGAGGG
TTCACGGGTGAGCGCACGTCTGCGGCTGAACCCACCGTGTCAGGAACAGCCACACCAGCG
GGCGGAGCCTCTCAGGTGCTCCGAAAGGTCAAAGGCGGAGCATCCTCACTATGAAATGCT
TGTTGGATTGAGGCAGAGCGGTGGACCCAGACAGTGTTTGGAAATGAACTTTGGTGAGGA
AAGTATTGATGATTCTCAAACTTGACTGCAACAAATACTTGAGGCTTTTTACCAACAAAC
GAGCCAAACAGCTGAGATCAGCAGAATTCTCCCCAGAACCAACTAACCAGCTGGTTAGGA
CAAGAATCACAGAGGCAACGATCGATGACCTTCATGAAGTACGACTCTGAAGTGCTGCGA
GAGTCGTGACTGTTTAATCTTCAGATTTTAGGCCACTTATGAGCCTCTGGAGGGAAACTG
AAGCAGACGGAGACCAAAGTGATGCTCTGTAGCACACTTTGCCTCCTCCTCAGCCTCTCT
TCACTCCCACTTGTACAGTTTGAGCATCTTTTCTGTAAGAGTGGCCAGAAAATGCTCTCC
GTTGACATAGAAGGGGTTTATGTCAAGCACCGGCAGGTCGGCTGGAAGTTTCTGAAGCAA
AGAGCCAGAGCCGGCATCCCAGATCATGGTGGAGTTGGAGGCCTCGTCTCCAGCACAGAC
CAGCGTCCCGCTTCCAGCTGGACTCTTGAAGACAGCGTTTTTGGTGAGCAGCTTGCAGGA
TGAGCCCCCGCTGAACGTCTGCACTGGGGAGCAGGAGCAGCTGGGCAGCTGGCTGCTGTC
CTGCTGAGGGCTTCGCGTCAGAGACATCAGCACACAGCGCAGAAAAGGGTTGGAGCGTCC
TGGCCTGTATGTGACGAGACAGTGTCTGCTCTCAGCTTCCACTTGGATGTCGATGCAGCC
GG
>CL2934Contig1
CCGGGCTGCTGCCCTGCTTCGACCTGTACAGTCTGTATGTGGAGTGTGCGGATCCCACGG
GCTGCGGTCTGGGCTTCAACAGCCTGGCCTGGGACTACCAGGCCTGCACGGAGATCGAGA
TGTGCTACGAGAGCAACAACGTGACGGACATGTTCCCCGCCATGACCTTCACCGAGGACG
CCCGCCAGCTGTACTGCTCCAAGCGCTGGGGGGTGCAGCCCAGGCCGGGCTGGCTCCGGC
TCCAGTTCTGGGGAGACGATCTGTCCGCCGCCAGCAACATCATCTTCTCCAACGGAGACC
TGGACCCGTGGGCCAACGGGGGGGTGCGGACGTCCCTCAGCCCGTCCCTGATCGCCATCA
ACATTTCCGGCGGCGCCCATCACCTGGACCTCAGAGGCTCCAACGCCGCCGATCCAGAGT
CCGTCATCAAGGCCAGAAAGATGGAGGCGGAGCTTATCGCAGCGTGGGTGAAGATGGAAA
GGGTTCGATTCCGGCAGTCGCATTGAAAGCTTCTGATGGATTTCAGTTCGGGGTCACTCC
GGGACGTTATCACCGTGAAACCGACCAATCAGACACAGGAGCGTTTGAATCAGAAAACTT
TATTACACGCCACAAATCAACACCCAAACAGACCAACTTCTCATTTTTCTGCTCAAATTT
CATCAATAAAAATGATTTCTCCAACCATATTTTTGGGTTCTAACTGGAAAGCCACTCCCA
CATCAAAAGCACCTTTATACGGAAAAGATGACCATAAAAGAAGCTCCTCCCACCTAAAAT
AAACTGCTCAGCTCACATTTCAAAGTTTCAGAGGATTGATGAACACGAGCACACGTGTGT
GTGAGTGCGTGCACGTGAGTGTGCGCTTCACAGCGGTTCGTTTGAACAATCCCTTTAAAA
ATGTTTCACATCACGCTTTACATTAACATTAGTAAAAACCGCTTTACAAGTGTCGGCGTC
ACAGGAATGGCTTCTTTTTGAAATAAAATGATCTTCAGGTCAAGAGTTAAAGACGGAGCC
CAGGAAATAGTCAGAGCCCTTAGATGCAGCAGTGAAGACAGGAAAAGCAGAAGCCGTCAC
AATGATGACCAAAACGCCACCCGTTTGACCTTAACGCCAGCGCACGCCGTCTGAAGGCAC
ACGTGGGACAGACGTGCAGCCGAGCCACAGACAGGAGTTCATGTGTTCCTGAAATCCTGA
AGAGGAGAACCTGCAGGAACAGGCGGCGTATTATCCATATATTATTCTCCCCCCCCCCCT
AAAAAACAAACAATGGTCTTCAAAAGCTTCTCAGAAACTGAGACAAACCTCTGGAAACGA
CCACAAGAACGGCGTTTCCTTCTGTTTAGCCGAGTCCTCAGGAGGAACCAACCCTTCCCC
CCCCGGACATGAGTGAGGTGACGGCAGCAGAGGCGTGTCACAGCCTGAGGCGCATCAGAA
CTGCAGAGGCACTTTGAGGCTCAGGTTACTGCAGCGTCAGAATCCTGACTGGTTCTGATC
CGGGTCACTTCTGCAGGACGTCTGTGGGTTGAAATGCTGTCCTGGATTCGGTTGGACACA



CAACGTCCCTCCAGTTCCACCAGAAAAAGGCTTTTGGTGTGAGATCACAAACCGCTTTGC
CAAAAGAGCAGCGGTACAAATGTGGCGTCGGTAGAAAAACAAGCGTCTTCACAGTGTTTC
AGTCTCGGCAGTAGAGGTTGACGCCTCGTGCC
>CL2935Contig1
TACCTGGTTCCTATCGTTGTGAGTGCCAGGCAGGCTACCAGTATGACTCATTCAGGAGGA
TGTGCACAGATGTAAACGAGTGTTGGCGCTACCCGGGCCGGCTTTGTGCCCAGACCTGCG
TGAACACCCCAGGCTCCTATGAATGCTCGTGTACCTCTGGTTTCCGCTTATCTGGTGATA
GCAAAAACTGTGAAGATGTAAACGAGTGTCTGGCTAACCCATGTAGTCAGGAGTGTGCCA
ACATCTACGGTTCATACCAGTGCTACTGCAGACAGGGATACTACCTCCGAGAAGATGGGA
AGACCTGTGATGATATTGATGAGTGTTCCCGGAGCATTGGTCCTCTATGCACCTATNAGT
GCGTAAACGTTCCAGGGAGTTACCGCTGCGCTTGTCCTGAATATGGGTACACCATGTCTT
CAAATGGACGATCCTGCATTGACATTGATGAGTGTGCTGCAGGAGTCCACAACTGCTCTT
TAGCTGACACGTGCTACAACATTCAAGGAAGCTACCGCTGTCTTTCTCTGAGCTGTCCTC
AGAACTACCGCAAAGTGTCCGACACACGCTGTGAGCGGATCAGCTGCCCGAACTACCTGG
AGTGTCAAAACTCTCCTCTGAGAATCACATACTACTACCTCAGCTTCCAGTCCAACATTG
TTATTCCCGCTCAGATCTTCCGCATCGGACCATCCCCTGCCTATTCTGGAGACAATGTTA
TTGTCACTATCACCCAAGGAAACGAGGAAAACTACTTCAGCACAAGAAAGCTAAATGCCT
ACACTGGGGCTGTGTTCCTACAGAGACAAGTTCAGGGTCCAAGGGACTTCCTCATCACAG
TGGAGATGAAACTTTGGAGACAGGGGGCGTTCACCACTTTCCAGGCCCGGATCTACGTTT
TCATCACAGCCAACTTGCTGTAACGGCTGCAGCGCTGAACTGAGGAACGTCTCAAGAACA
TCTAGTCACTGTTTAACAATGCATCTTATCACCACTTTTGATTTTGAAACAAGTCCTGCT
CTCTGTAGCGTATGCTTTTGAACATTCCTGTAAAAGAAAATGGATGCTTCATGCAACTTC
AGGACTTTACCCAAGTGTATTTTTCTCCTAAATTTGTACTGAAATTGGTTCCAGACACCA
AAAAAACCTTTTTTAATCCACATGTTTTTTACATAATACTGAGTAAAAAAAATAAAATGT
TTTTTTGTTGTTGTTGTTTCAACTACAGATGCATTTCTGATCAGGAAATCCTGATTTCAC
ATTTATGCAGTATTTTACTTGCTATGACATCAACAGTCTATTATATTTTTCTTAACCTGC
ACTGCTGACTTTTTTTTAAAAACAATTTTAGTTATTTGTTGTCTATTGTCACTCCATAAA
GTTATATATTATATCTGTGGATGTATCATACCTTTATTCTGGATTAAAATATTATGAAAT
TATTTTAGTAAAGTAAAAAAGA
>CL2936Contig1
CAAAGTATAAAGGAACATGACGGCCCAAACCCAGGGTCACGGTCCACAGCTTTCCGAAGG
CAAAGAACAGCAAATCGAACTCCAAGACCAGCCTGCCCTGGTCAATGTAGTCCACAGCGA
GGGTGCTCAAGCAGAAGATGAGAAGCACAGCTATGAACATGTGGTAAATGGTACGGATGT
GGCTGATCTCAAACAGTTCATCCAGCAGTGATGCTCGTGCCACAAACACTTTCCCGTCGT
CCATCCTCTGAGACCCAGACTGTTTATTCAGTTTCTTTCCCATAGCTGTAGTATTCAAGT
GAGCAGGAGGTTGGAAGGACTCGGCCAAAGCTCTGTCCAGAATCTCACCGAGCTGATCCT
GGATCTGCTCCAGAATTTTCACCTTTACCTTCTGAGAATATGCTTTCCACTTCTTATATT
CTTTATCCATTTCATCTTCATGTTTCCCAACATGGCTGAAGTTGTCATCTGACTGACTGG
TCTTGGTGTTCCGATGTGTTAACCCATTCGGTTGCTCTGCAGTTGTCATGGTTACCACAG
CGCTAAAACGGATTCGTCCGAGAACTAGAAATCAAGTCCTGCACATGAAAGGGTCTGCTT
ATTCTCAGCAACACTGGTACTAGTTCTCTGTCTGCTGGATGACAGACAGTTTCAGCCGCA
GAGTCTCTCTGACAGAAAGCTGCTGTTTGTGTCCCCCGGCCATA
>CL2937Contig1
ATTCATGTGGGCAAACACGTAACCAGGTATCCTCTCAATCTTGTTTCCCACCAGCACTAA
GTGGACCAGCGATGTAGGAAGAAAGGATGGGACAAGGTAGAACTCATTGTGTGAAAGATC
AATAGACTCCAAGTTCCTGTGGTTGATCCAAGCCATTGGAGCGATCCGAGTCTCATCAAG
CTTGTTATGTCTGAGAGAAACTGCATTCAGGTTGGTGGTCTGATTGAAAACGCTCTCTGA
GATGTCCTCTATTAAGTTGTTCTCCAGATACAGTTCCAGCAAAGACTTTGGAAGGCCCTG
TGGAACAGTTCGGAAGTAGTTGTGTCCCAGTCTAAGGTAGGAGAGCTGGCTCAGAGGGGA
AAAGGCCAGAGGATCCACATTCCCCTCACTCAGCAGGTTTCCTTCCAGCTCCAGAATCAC
CAGGCTGCTCATGTCTTGGAAACTGGTTTCATCTATCCCTCTCAGTCTGTTTTCGTTGAT
CTTTAGCTCCTGCAGGGTGGGGGGGAGGTCTGACGGCACGCTCTCCAGAAGATTCCCGTC
TAAATACAGGCGTCTTAGCATCTTCAGTCCCTTGAAGGCTTCAGCATGAATGCCAGCAGA
AGTGAGTTGGTTTTTCCGCAGGTTGATCCATTCCAGGCTGGGAATTCCATTGAAGGCTTG
TGCTGGGATGCTGCTGATGTTGTTGCCCTCCAGGCTGAGAGATTTCAGCTCAGGGATGCT
CAGCGGAGGGAAGTGTGTTAGTTTAGCATTCTCACAAGTCACAGTCACATCAGAGATGTC
ACAGCCTGGTGGGAGGCCTCCTCTGTTTTCCACCAGCCTGACTTCCTCCTCATCCCCTGT
TTCTGCCTCCCTCCGCTTGTGGTCTGTTGGAGGAGCCTTTGAGATTGTAGTTGAAGGGAG
GTCTACCTCTTTTGGAGGCATCTGAAAGACATCACCTCTCAGCCACACCTCCTCTTCCTC
CTTTGCTTCTTGCTCACTAATCCGTTCCTCCTCAAAAATCCTTTCCTTTTCTCTTTTTTC
TCTCTCTTTTTCTCGCCTTTCACCCTCTTCTTTCCTCATCTTCTCTTCTTGCATTTTTTT
GTCCTCCCTTTCTTTTACCTCCCTCCTCCACTCTTCCTTTTCCTTCTCTATTTGCGCCCT
CAGTGCTTCCTCTTCCCTCCTTCTCCCCTCTTCAGCGTTCTTAT
>CL2938Contig1



AGACAGGAAATGTGTGGGTCAGGGGTCGTCCTCTAGTGCTGCCACAGTCCCGGGTTCAGG
AGAGCCCAGAGGGACGGCCCCTCACATCCTGCACTTCCATCTTATTGGCTGGTGTGCGGC
GTTCTTCCATCTGGTGCTGCAGTCCGGATAGCCTCCCAGTCCGGCCCCCAAATGAACTGA
AGATGGTCAGAGTGCTGTTACTGGAGCTGCACCAGAACCAGTTTGGAGCATGCTGATGTG
GGTCCAAACGGTTCTGCTGTGAGCTCAGCCGGACCGGGCTGCAGCACTGGATGGAAAGAA
CCGCAGATGTTCTCCTGCCTTGTTGCCTGTTTGAATTCTGTGCCTGTTTTCTGTTCGTCC
GTCTAGCGTCCTACACACCGCGGGGTCATTTCCTGTCGCCTCTAAGCTCTGAAGAATTGG
TTTTTCCTTTTAGTTTCCTGTCCAGATCCTTTGGACCAGCCTCTCATGTGGGAATTTCAT
ATTTGATGTTAACTTGACTTGGGTTTGACTCCTGAAAACACGAGGACAGTGCGGGCTAAC
CCACCTGGCTTCAGAGCTCCAGAAGAGGACGCTCTCATCTGTGGGCCGGCTGCAGCGCTG
CGCTAACCACGCCCACCCATCATCACGCTCAAACCTCAGCGTTTGACATCCACAGCCTTG
GAGCAGCCCAGATGCTAACATGTGCATCCCAGAAGACGCCGGCGTCCGGACACGAGGGGA
GGTCCTTCCTGAGCCAGTCTGGAATGGAGTTGGACGGTTGGTGGTGGACTGGTGGAAGCG
TGTCTCCTCCAGGACTACTTTGAGCGCGTCCTGCAGGTTTGAGTCAAGCGCGTTCTGTGG
GAAGACGAGGGAACCCAGCGCCTCGTTCTGACAGGCGACCTCTGCTGGCGCTCGCGTCCG
TCTGCTTCCATTCAGGTGCAGGTTTATGTCCCGTTTTACTGTTTGCACAAACATGGAGAC
CAAGAGTCAGCGTCCTTGTATACTTTGAAGGCTCTCTGAAAGGGCTGTTTGTAACATGTT
TTTGTGTTTCTGATTTCATCTTTTCTATGTAATCTAAAGGAAA
>CL2939Contig1
ATCAGAACAATCACCTTCCAACAGACAAACTGATGTTCAGCTTTAAGGACAGACAGGAAA
ACGCTGCATTTCTGTGTCGGACGGCCAACGCACAGCATTTCCCAAAGCCTTTCCCTGCCA
TCAGTAACAGGTTCAGAAAGCAGCAGTTCAAGTCTTTAGCACGACCAAAGCAATCATTTG
ACCCACTGAGAGCGTTTCACACCCAAACAGATTCACCACCAACCACAGAAAAATCAGACA
AACTACAAATAAGTCGAGCCCCCCCCCCCCTTACAGTCTCACCTTCNTTTCTTCCCCACA
ATGCANCTTTTGACTGAAACAATCTGTCCAAAATCCTTCACCGCACCATGAAAACNTTAA
AAGGCAACCANCTGCATGCTGGGAAATCAGGGAGGCNTTTCTCTGGAGCACCTGACCCCT
CGNAGCAGGAACTTCTTCCNCCCAAAGTTGCATTGTTTTGGCTTCA
>CL2939Contig2
CATCACCTTCCACAGACAAACTGATGTTCAGCTTTAAGGACAGACAGGAAAAGGCTGCAT
TTCTGTGTCGGACGGCCAACGCACAGCATTTCCCAAAGCCTTTCCCTGCCATCAGTAACG
GGTTCAGAAAGCAGCAGTTCAAGTCTTTGGCATGAATTCAGGCGTTCATGTACAGATTCC
AACACAAACCAATCATTTGACCCACTGGGAGGCGTTTCACACCCAAACAGATTCACCACC
AACCACAGAAAAATCAGACAAACTACAAATAAGTCAAGCCCCCGGCCCCCCTACAGTCTC
ACCTTCATTTCTTCCCCACAATGCAACTTTTGACTGAAACAATCCGTCCAAAATCCTTCA
CCGCAACATGAAAACATTAAAAGGCAACCAGCTGCATGCTGGGAAATCAGGGAGGCATTT
CTCTGGAGCACCTGACCCCTCGGAGCGGGAACTTCTTCCTCCCAGAGTTGCATTGTTTTG
GCTTCATGGAGTCACTGCGACCCCAGCGGACGTCTCTGCTGCACACGGCCTTTTTCTATC
GCCGCGTCGTTCAGTTGGACTGCAGGCGTCGCAATCGAATGCATCGTAAAGGAACTTAGC
ATTTCTGAAGCTGGTTTCTGCCTGAGCAGCTGGGGGGGGGGGGG
>CL2940Contig1
ATATTTCCACCTTTGATATTCATTAATACAGATGTGTGAACTGAAAAGTAAGATGTTATG
AAAACTATTGTTAGCTGTAGAGCTTTTAAGCAGATTACTTTTTAAATATCTCCATTTCTT
GAGTCTGTAGGCATCTTGAGTCCTGAGGCATTGAAGACTCTGATCCACTGAAGTACTCAC
ATTTTCTGTATGTCTACCGAGTTTCTTCTGCATTTGCTGTCATGTAAAAACAGGCAGCAC
AAAGCTATAGCACCAGTTTGAACCCAAGTGACCTCGACCACAACTGGTGAAGGACACGAT
TGCACCACATCTCTGATATTTCTCTAATAATTCAATAAATTTGACACATTAAGAAAATTA
AGAGCAGAATATATTTCATTTAGGGAAAATAGAAATAGAAAAGGCGGAACGAGCACAGAA
AAGTTAATATTTTCTAGATTTTTCAAAGAAACACAAAAAGAGGAGTGATGGCAATGAAAA
GGCAACACAGTTTGAAAAAAAGGGGGATAAAAACCACAGGAGCAGATTAATAACTTCACA
AAAGCAAAAAAAGGCTCAAACCTGTCCGGACAACAGAAAAACTTAAATGTGGAGACTTAA
AAAATGAGCTAAAATATTTTCCTCTGAATCTAAAATGTGATTCAGAACTGCAGTTTATCA
ATGATAGGAAAGGATTCCTAAAAATGACATGCTAATAACATCATTCTTGTAATTTTTGAA
TGAATTCAAACAGGGTTTTTAAAATCATTTGTGCTTAGCGGTTAGTCTCACTACATAGTC
TTCCTCCTGTTCGTGTGCTGAGGTAGACTTGAGATAAGAAACTGTAGTTGGATCAGCACT
GCTGTAATGCACGTAAATTCTGTAGTGTTAAAAATAAGCAACCAAAAACAATCTAAAGTA
AAAGTAAACACTCTAGAAAAGGCATTTGTTAGTATGAGGGAGTGTGGCAGTTTCAGAGAA
CAGGAGCACGAGGTGCTCCTCCTCCGCCCGCACTTGAGCATCAGCCGTCAAACTGCTGCA
TCATGAGCTTCCTGCTCGCCTCGTAGGCCAGAAACAAAGCTCCGTTCGCCGGGAAGGAGC
GGACCAGGGTGGGGGTGAGACCGGAGTAGAGCGTCCGAACCCCTTCAGCGTGAGCAATGG
CCATGAAGGTTTTGAAGAAGCCGGCCTGCTTGCCTGTCAAAGACATGACCTGGATGCGGG
ATTTGACGCAGTCCATCGGGTAGACCACGGTCCATAGGCAAGCCCCCCCTAGCCCACCGC
TGAACATGGTCGCAGCAACACCTATATCGTCCTTATTGCACCTCATATAGTCTGCAAACA
TGGAGCGACAGAGCTCGTAAGCGCCAAAGAAGCAGAAGTAGCCGGGAACCTCTCTGGCTA
TGGTGGTGGTCAGACCCTGGAAGAAGCCTGGAAGCCCCTCGTTTCTTATGATGAACTTCA



CCACGGACCACACTGAGTTCTGGCTCTTGGCGATCTTCCCCGACGCCTCCATCTCAAACA
TGGCCTGCAGGCGGCATTTAACCAGTTCAGTGGGGCAGAGAACCATCGAGGAGAAGATGG
ACGCAACTGAGCCGGCACAGGCTCTCTGCACGTCACTCAGCACGCTGTCCTTGTGTAATC
CCGCCGTGAAGCGGATGACCTGCTGGCAGAAGCCGTAGCTCATGAAGAGCACAGAGTTCT
CAGCGATGTTGGCCATCAGCGCCGGAGTTGTGCCCTGATAGAAGCCTCGGAGTCCCACCT
GTTGGTAGGTGCAGGTCAGGCAGTGGATGAAGCCGCGATACATCCTGGGAAAAGTCTGCA
TCTTGACCTTTGCCGTGTCCAGAGGCTGGCCGGCAAAGACGCATGCGGCGCCCCCTATGG
CTCCTGCAGAAAGATCAATGACGGCCTGCACCGCTGGATGAGGAGCCATGATTCTTTATC
TTAACTACAGCGCGGACGAGGACTCGTTGTTTATGTCGATATTCCACGTCCCAGCATCAC
ACCTGTTCTCGCGCTTGCTGACATCCCC
>CL2941Contig1
TGGTTGCAGCTGGAGTGACCTTGCATGAGGCCCTTGCTGCAGCTGAACATCTGAAAAAAG
AGAGGATCTCGGTCAGAGTGATTGACCCTTTCACAATCAAACCTCTGGACGCCAAAACCA
TCATCGACCACACACGTGCCACCAGGGGGCGGATTCTTACAGTAGAAGACCACTACTATG
AAGGTGGTTTGGGCGAGGCCATGTCTTCAGCAATGGTGAACGAGTCTGGCTTCAACCTCC
AGCGCTTGGCAGTGTCCCATATTCCCCATAGTGGCAAGCCACACGAGTTGCTTAAGATGC
ACGGCATAGACCGCGATGCCATTGCTCAGGCCGTACGCAAGATGCTCAGCAGCTCCACCA
ACGCCAAGTAACTTTTTCTATGTCCCACCCACCAACTTACATCTCCTTCAGACGGTGAGA
AGTAGTCAAGTATGTTTCACAGCAGTTTGGTCAAGTTGTTCACTGTGAGTTTTGCTCTAA
ATGTGTTCTGATGTGTTGTAATCTGTGCTGTTTACCTTTAAAGAGTCCCTTCCTTTGGTG
CTTTTATTGTGTTATCAACACACACACACACACACACACACACACACAATTTTGCACACC
ACACCCTCACGTATGATGTCAGCATTGTTAGAAATCTGCTCCAGACTTGTCATTGTTGGA
TGCTCATTGTGTGCAGCACTGCATTATTTCATGCTCCATGTTTGTGTGTTTAAAATCCCC
TGTTGACCCAAAAATGATTTTGTTCGGGTTTAGTGCTCAAAGCTAGGTAGGGCATCATTT
TAAAGTAGGTTTATGCTACAACAAGTAGAAGCTAAGTGAGTTGTCGTTGTTGTTGTTTTT
TTCAAAGCGTAGAGCACGATTTTCAACCAAGTTAGGAAAGAGGTTTGGAGAAGTAACCAA
AACCCACAGTTCACAGGATCAGAACATGACTCGACTTTTGCATTTTCAAAAGTACATCCT
TTTGACCACCAGGCGTATGCAGGATACGTCCTAATAAACACACTTTAATGCTGCAGGCCT
GTCAGGCCTATCCGGTTCTGACAGAGAGAATATCATGAAGGCTGCAGCAGCTACAATGCA
GGGCGAGCGAACAGCAGTTTCTTAACCATTTGTATGTCTCCTACTTTCATGAAATAAATG
TCTGGATTGACTG
>CL2942Contig1
TTTTTTTTNTGCACTTTACTGCAACTTTTATTTCTCTCTTTTTTTGGAAATACACTAGAA
ATGTTTACAAAAGCATTGTAGAAACATTTGTGCAGTGTAAAATATCAAAACTAAAACAGA
AATCATTTTGCACCCAACATGACAAAAGGGGATTGTCATTTTCAATTAGTCGACATGTCA
AATGAAATGTTAGGGTATCAAAAGGGGAGGTGTGGCTGTTAGAAACAAACAGAGGGGGTA
ATGGCACAAGTGCTCGTCCCTGAAGGAGGGCTTCATTCATCTAGAGTCATCACACAACAC
GAGCGCTTCACAAGATAATCCGCCTTCCAGTTCTACAGGAATCAAAGCCAGACAGCTGCA
GCCGCAGTCGCAGCCGCAGCTGCGCAGCTTCCAGCCTCACAAACCTTCACTTCAACTCTG
AAATGCAGCTTGTAGTGATAAATGCACAACACTAGATCACACTACAAAGAGAAGGACAAA
CACAAAAAGCAACACANAAGCAGGAATGTTCATCTTTAAAGTTTGTGATTCCTTGAAAAA
AAAAAAAAANC
>CL2943Contig1
CTCCCAGAGGAAGTGTCCTCCATGGTGTCATTGTAGGTTGATCGAGGTTGAAAATACTGA
AATAAAAAAAATGAGTGGTTACACACCAGACGAGAAGCTCCGTTTCGAGCAGATAGTTAA
GCTGCGGAGGCAGTGGCTGAAGGACCAGGAGCTCAGTCCCAGGGAGCCCGTGGTGACGCC
GAAACCCCCCGGTCCTGTTGCCAAATTCTGGGCTGGTTTTCTGGAGCCGAAGACCCTCTG
GAGGCTTTACACCTACAAAGTATACAAAGGTGGAGTTTTCACATTGACAAGACTGCTGAT
TCCTGCCTGGGTTGTCCACTATTGTGTGAAATATCACATTGCTCAAAAGCCCTACGGCAT
TGTGGAACTAAAACCCAGACTGTTTCCTGGTGACACCATTCTGGAGACCGGGGAAGTTGT
TCCAGATCTCCCAGAGACTCATAGCCATCATTAAAATCAGAACTATTTCAGTCATTTTCT
TAAATTTCTGTTGTAAAAACTATGTAAATTCCATCAAAGTGTCAATAAAGGCTAAAAATA
TAACTGCNCAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL2944Contig1
GATTTAAAGGTTTTTAATNAATTCATNTGAAACAATCGATGCCAGAGCAGCAAAAAAACA
AAAAACAACCCCAAAGAAAGTGCAGCTCAGAAGCCACGGAAGCAAGTTCTTTCAACCTGA
CAACATGGCATGCAGGCCACTGATTGTCAACTCTATGCTACTGTTCACAGGCTGATCTTG
TTCCATGCATAATAGATGCATCCCAGACTCGTAGTTCAACAGATCCTAACAATTTAAAGC
AAAAAATAAAATAAAAAGGTCAAAGTTCATGTTTCATTTAGTGTCTGGACTCATTCACAC
GGGCATGCACACTTGAAACCAGAGGATTTGGACAGTTTGGCGGGCCCTCTCCACTGACGA
CCCATCCTGTGCCTGTCCACGAAGCCAGACATTTCACCAGACCTATTCTGCTTTGAAGGT
GGTTGGGGCTTGCATCTGTAGGGGAAACCACAGGACGGAGTTGACACAGTGGCACAGCGT
CTGATGAACCTGGGAGATCATCAGGTTTCACAGAGTATAACTGGGAAATCTACATGGATG
CACGGGTGGTCCAGCTTTATAATTCCCTGAGGTGTTAAGTTTTTTTGAATCCTTTTCAGC



TTTGCTTTTTTACGGCCATTTTTCGTCACAATTGTTTCTTCATAAAACTCATGAGCCAAG
TCCCCATCCTCATCGAAGAACATAGAGCTTCGTCTGGTAAACACAAAGGGTGTTGCACCC
GGGAAGCTCCGAGCTCTCGCCAGGGTCTGCTCACTTCCATCTTTGGCTAAATCGTCCCCG
CTACCGGAGCCAGAAAAAGACCAAAATCCTCTGGATTTGGAGCCACTGCCTCCCATCTTC
AACCGCAGCACATTATTTACTTGGCTCGCAAGTAAACGGTGATGCTACAGTCTGACTGTA
CAGAGGAGCGTGGCAACTTCTCAGGCAACACCTACCGAAAGTGAGTGATGATGTGATCGC
AGATGAGAACAACGCTTGGGAAAAACTGGAAGTCTTTGACGAGTTGCCAATTCAACCAAC
AAGTAGAGATCTCCTAACCCCCCACGACAACTGCTTTAGCTAGCTTCTTCTTCT
>CL2945Contig1
AAAGCCTTTCCTCAGACCTGAGTTGGGGCCTCGGTTAGCTGCTATGCTGAACTTTAACCT
TCAGCAGCTCTGTGGCCCTAAGTGCCGGGACCTAAAGGTGGAGAACCCTGAGAAGTATGG
CTTTGAGCCCAAGAAGCTTCTAGACCAGCTGACAGACATCTACCTGCAGTTAGACTGCGC
CCGCTTTGCGAAAGCAATTGCAGATGACCAGCGGTCATACAGCCGTGAGCTCTTTGAGGA
GGTGATCTCAAAGATGAGGAAGGCTGGAATAAAGTCCTCAATTGCCATTGAAAAATTCAA
GCTGCTAGCAGAGAAGGTAGAGGAGATAGTTGCCAAGAACTCCCAATCGGAAATGGACTA
CAGTGATGCACCTGATGAGTTCAAAGATCCTCTGATGGACACTCTGATGACTGACCCTGT
GATGCTGCCCTCTGGAAATATCATGGACAGATCCATCATCCTGCGCCACCTGCTCAATTC
CCCGACTGACCCTTTCAACAGGCAGCCACTCACAGAAAGCATGCTGGAGTCAGTGCCTGA
ACTGAAGGAAAGGATCAATGCCTGGATGAAAGAAAAACAGAGCAGACGGCCCCTCTAAGG
ACTGTCAGACGGCTATCAAGAAGGGATCTGTCCAAATCGCCTAAATTCAGTGTCACGCCT
ACCAATGTTAACATTTGAATGGGGTAAAAAAAAAAAGGAGACCTGATTTGCTTTTTTTTT
TGCATTTTTCCTTTTTGTTTTAAACCATTGTGATGGTTTTAAAGCAAAATATAATAAAGA
TAAGACTTTTAATTGTTTTCCTCATGAGTTTGTGTACATATATCACAATACACATATTTA
ATAGTAGTTGGTTAATGCAATAAAATGCTGCAAAAATGTTCCCAACACCAACGGTTTTAC
ACTATCACACAGTTGCAACAAATCTTCAAGGTTATTTTCTTACTAATATTTTTTGCTTTA
TTAAAGATTTTTTTGAGGGAAAGTTGATAACGTTGATTTGGAACAGTCTATAGTCTGATT
GTTAGCCTTTGCTTTATCCAGACTGTGGTAATAGACATCAGTAAACATGCTGGTGTGCCA
GAATTTATGCACAGTTATTCTCATGACGTGAACAGCTATGAGTAAAGATGGATACACATT
GTGAATTAACCTAAAATTTAGCCGCCTTAAGTGCTGGAAAGTAATGAGCTGTGACTTTCC
AACCTTCATGGTGATTGCATATGTCAAACTTGTTTTCCACGTGGATGTTCAATCTAATGA
GGGTGTGCAAGGCATCATGGGATATTGTGGGAGCATAGAAGTTATCTCAGCTGAGTTACG
CCTGTGAAACGGCTCTGTACCTGACCTGACCTTGCTGCCCTTAACTTTACCAGTAAATTA
TTTCTTTCAGCTANCATGCCTGTT
>CL2946Contig1
ATGCCGAATTGACAGGGATACAAGGTTACTGGAGTCTTCCATGTCACATAACCGCCAGCA
AAAGACCCTTGAGACATGGAGCAAGCAGCAAACAAGTCAACCATGACAACAAACCAGCTT
TGTCTGGAGAAAATGCTTGCATGAACCACCTCAACTGGAACGCCATTAACATCTGTACGG
TACGAGTCAGGCTGTCCATATGGTGTGCGGAACAGGATACGTCCATACATCAGTTCGAAC
ACGTAACCCTGCTTACGAGCCTCAGTGAAGTTCATGGGTTGCAGCTGCTGCTGCTGATCT
TGTTTGTGAAACGCAACCTGCCAGTCTGAAACAGGTGAGGCATACACAGGCCTCAATGTA
TTCCAGTCACTTGTGCCAGGTTGACAGGTGGGCTCATGTTGCACAGATACTTCCATGTAG
TTGACTTCACAGAAAATGTCTCTAGGAGACCAGGGAGGAGGAGAACAGGTTCTGTTCAAT
GCATGGACCACCACTTTCCCCTCCAGGTTTCTGATTAGGTTAATTTTGAACTCAAACAGG
TGACCCATTTTCTCAGTGTGACAGCTCAAGTAAGATGCTCTGAGCTCCACGTGGCCCAAG
AAAGGGAGGACGCTGATACTGTAGCCACACTCTGCTGCATACTCCTCAGTCAGGGGGTAC
ACACCTGTACCGTCAACAGCCTCAAAGTGGAAGTCCTGCTCAGTGACAGGTAGATCAATA
GCTATCATGAAGTAGCGGTCATGACACTCCATTTGAAGAACTCCTGTTTGAACTTCCACA
GGCAGGTCACATCCTGCAACTGCCCACACAGACAGGAACACAACCCAACAAACGCTAAAC
TGAAAAGTCATAGTTGCTGATGTGTTGCCAGTGTCTAAAGCTAGCTTGGATGCTAGCAAA
CTACACCTAATTGCAACCACAAGCTCAAATGAACCAGATACCCCAGATTCCTCAGGAACT
ATCCC
>CL2947Contig1
GAGGCGGAGGCATCACCCACCTGCTCTTCTCCCCCGACGGCAACTACCTGTACACCGGGG
GGCGCAAGGATCCAGAGATCCTCTGCTGGGATCTGAGGGAGCCCGGGAAGGTGGTGTTCT
CTCTGAAGAGGAACGTCACTACAAACCAGCGCATCTATTTTGACCTGGACCCGTCGGGCA
AGTATCTGCTGAGTGGAGACACGGAGGGGGGGGTGTCGGTGTGGGACACCCAGACGGCGC
CCCCCGATGGCGAAGAAGGACTTCTGCAGCCTCAGCTCAGGTTCCAGGCTCACTGGGACT
GCACCAACGGCATCAGCCTGCACCCCTTCATGCCCCTCCTGGTGACGTCCAGCGGCCAGC
GGCAGTTCCCGTGGCCCGACGACAGCGACTCTGCCTCGGACACCGAGGTAGAGGCGGCAG
CCGCCGCCCCCCAGCAGGAGGCGCGGCAGGACAACGCCCTGACTCTGTGGTGGGCCGGAC
CGCTCGCCGCTCCGGCTGAGGAGAGCCGGGAGGAGCCGGCGCAGACGGACTGACAAACGT
TTCACCAACTCCATTCCTAAAAACAACACAAAAAGAACCTCTTCTCCTCCAAGTTTACAG
TTCGAACCCCTTAGTTTACAGTCAAACCTTTTTGTCTCTGTCTTCAACCGGATTCTTATC
AAGTTTATATGAATTGTTGGTTGGATTGTGTGGAAGGAGTCCGAACGGTGCATTTGCCAC



ATAAACCTTTGTGCCATTTTTGTTATCAGGCTTTGCTTTTTGGGAAAAGTTTTTAATGTG
TCGGACGCTCCGCGCAGCGCCCACCTGTGCCTACAGACGTATATTTTCGTAGAGCCGTGA
TCATTCTTGAATGTATTCACAGTAAAAAAACTCGCTTAAACCTGCAAAGTCAATGTTTTC
GGGGTTTGTGTTGTTTTCTCTGAACAGGGAGGCTGCATCCAGCGTTGCTTGGTTACTGTG
TTTTCTCAGTCCTTTAGTCGGACGCGGCGGGCGGGGCGTTTGCCGCCGGTTTGGCAGAAA
CCCGTCACGCTCCAGCGTTAGCCTTGTATCCTCCCTTTCAAGCCCTCCACAGTTTCATGT
CTTACAAAAACTGCGATTGCATAATGAAAAACACGTTTACGCTCCGCCGCCGCCAGGCGT
GTGCCGCCACTCAGAGCGTGTGGAGGGAATTAAAGTCGGATCTTCTTTCCCAAAANAAAA
AAANANANAAAAAAAAAA
>CL2948Contig1
CTGCAGTTCTGTCCTCTGAGACACATCGTGGTTCAAACTAGTCCAGGTCTGCCTGACAGG
AGGCTGCAGTGTGCCTGGGGGGCCGTGATGCTTCACCTGCAGACAGAAGCAGCTCCTCTG
TGGTGGACCTGCAGGCGCTCTGCTCACAGGTGCTGGTAGTGACCTACAGGTCGGTTCTTC
AGCCACGATGCGGCACAGCAAGCTGCAGCAGCAGGTCCTGGTTCTGTACCGACAGTTTCT
GCGAGCCGCTCAGAACAAGCCCGGCTTCATCCCACGGATCCGTGACGAGTTCAGGGAGAA
CGCCCGCATCAAGAAGACGGACGTGATGCACATCGAGTACCTGTTCCGGCGAGGCCAGAG
GCAGCTGGAGCAGCTTCGGGACGCCAACACCAAGCAGCTGGGCTCCTTCTCCAAACCCAA
AGGGTCCGGCTGAAGTCCGGCTGCCTTCAGAGTCACAGACAGACGTGAGCGAAAGGTCAT
TTACAGGAGAGGAGGCGCGGGCGGACGAGGCGCGGGCAGAATCCCTGTCAAGAAGTTTTC
TGTAGGAGAAACCAAGATGTGCTTCAACAAATAAAAACCAGTTTCTGCTGCNNAAAAAAA
A
>CL2949Contig1
GACAGCGCAAAGACGCACGTTGGAGACGGGACACCCTCTTAATCCTCTGCACGGCCACAA
GACGGTGCGTGGGCCCCCCCGCATCATGATGAATCCTGCGCCGGCACGAGACGTGGAGCA
GCTTCATCAGACGGAGGAGACGCGCACCGACGGCGACGACTTCCAACCCAAAGACATGAC
AACCGACAGAGGAAACAAACTCCCGCGGAGCCTTCCGTTCAGCGTGGAGTCGCTCATTTC
CAGAAGCACCTGTCGGACTTCTTTCCCGCCCTCAGGTTCCGCCGTGGCGCCGCCGAAGCT
CGCGGCCGGACAGAGCGCGCGCTTCTCTCCAAGAACTTTTTACGCGGACAGCAGAGTTCC
CGCGGAGAGCTCCGAGGAGGACAGTCCGCACCCGGTGTCCTCCTTCTCTACTCCTCCTCG
AAGCTCCAGTCCAGCTCAGTGTACTCTGAGGAAGCACAAAAACAACCGGAAGCCTCGCAC
GCCCTTCACTACCTCGCAGCTGCTGGCGCTGGAGCGCAAGTTCCGCCAGAAGCAGTACCT
GTCCATCGCCGAGAGAGCGGAGTTCTCCAGCTCGCTCAGCCTGACGGAGACTCAGGTGAA
GATCTGGTTCCAGAACAGAAGAGCCAAAGCCAAGAGACTGCAGGAGGCCGAGCTGGAAAA
GTTCAAGCTGGCC
>CL2950Contig1
ATTGTTGCCCCTCCCTCTCCCATTTTCAGTCTGGACCCACAGACCTGCGACACTTTGACC
CGGAATTCACCCAGCTGCCGGTGTCGTCGTCTCTGTGCAACGACACGCTAACCGTGACCA
GCAGCGTCAAGGAGGCAGCCGGGGCCTTCCCGGGCTTCTCCTACGGGCCGCCGGCGGGCC
ACTCCTTCATGTGAAAGGCAGCACCTCCGACCCCTGGATTGGACAGGAGGTGGGGTCCAA
GGACCACACCCCTCTGCACACCAAGCACCCGGAACAGTAGACAAGCGTGCCAAGTATGGA
AGCGGGAATCGGAGAGAAGTGCCTGGCGTCCGCTGTGGGGGGGTCTGCTCTCCAGCTGGT
TTTCATCGTGGGGCGCCCGCCGTGCTTTTGTTTTTGTTTTTTCATGTGAATGCTGACTTG
CACTTGAGGAAACAAGGGTCCACCACCAGAAGAATGCAAATCTGTCTTATTGTGTCATAT
CTGAACTTGAAGGAAGCAAAGGCTGCAGACCAAACAAACATCTCAGACCCGTTTGTCCTC
AAACCAAACTGTACTGTAAAGAACAAACTTCTGTTTTAATGTGAAACCTAAAGGTTTTCG
GAACTGTTTACTTCACAAAGTCCTGCGTATAGAACGTCCTGCTTTATATATAGTTCCATT
TCAATATGCATACAAATATATATCTCTTTTATTTTGGGTTTGAAACCTTGAACTTGTGTT
TCATCGGCATGTGCTGCTCTGAAAGAATCCTCCAATCAGGAGAGCCGAGCAGCAAAAACA
AAAAACTTGTCAAAGAACATGCGCACATTCTGTTATTTAAAGTCCAGTGCTTGCTGTTTT
ATGGCAAACACCATATTTATGTATCATGTAGTAGAGAACTGTCTTGTGCCTGATCCATGT
TTATCATGTGTACATAACCCCATCCCTTTACCCTTCCTTCCCACTCAAAACCCTTCGGTT
CCTTTTCCCAAAGGTAACCATAAGAAAAGTGCTTTCTCTGAAAGGTGCAATAAATAAGAA
CCCCTGAATATCTCCATCACAGTTGGGGCTTGTCCTTTCTGTTTTTCTCTTATCAAGAGA
CTTTGATCCCTCAATGAAGACTTTCAAATATTCAGACTTATCCAAACATGAAACCAAGGC
GACGCAGTTCTGGATGGTGTTCTTCCACATTTGGAAGCTCTTGACTATTTTTTAAGTGTA
TTTATTTTCATGCCACTTTGTAAACATGAAAATGGACGCAATTATCTGAAACACTAACCT
GTAATCTGACGCCATGCAAAAATAA
>CL2951Contig1
GAAACTTTATTTCTCTGAACAATTNCCATACACTGAAATACAACTTTCCTTTTAAGTAAC
TATTTTGTAGAAGTAAACAAAAAGAAATGAAAATAGAAAAGTTACAACATTTTTGTTGTT
ACATTGATAAACAGATCAATGCACATCTCAGTAACAAAAAAATTCAGATTTTTACTTCTC
ACAGATCCAGTTTCTATTATGTCCTCTGTTCAGTCGTGTCCATTTCCCATCAGTACTTAA
GTACACTGAATCATAGTAGTACTCCGGACCTTTTGAAAATCCTTCTTCCCAGAACGTTTC
TGTCAGTGGTGATCCATCCACCCATTTCCATCCATATTTCTGTGATGACCATTCAGCAGA



CAGACCGATCCAGGATTCTGCTTTCCGATGAAATGTAGAAACAAACTTCTGTTCCTCTTT
GCTGTTTACCACCACCAGATCAGATCCATTTTTCTGACAGAAACTCCTGCTGTCAGTCCA
AGTTTTCTGCTCAGTAGATTTATAGTAGCAGCTGCTTCCAAATCTTCTCCATCCTTCAGG
ACACCATTGACCGTCATAGGCTTCATTTTCATCTCTTAGCTGCTGCATTTCATCCTGTAA
ACGACTGTTGTTGGCTGAGAAAGTTGACATCAATTCTTCAGAGTTTTTCTTTAGCTCCTT
CACTTCCATCTGCAGATTGTAATTGTGGACCACCATGTATGAGGATAGAATGATGGATCC
AGCTGACAGGACAGTACACAGCACCAACAGACGCCATTGTTCACATCTGCAGAACCTTTT
CTGGACTTTAGGACACGTCTCTGTTTGTGGAGCTTGTTCTGGTGACTGAACCCCGGTGGT
GTCCTCCACAGATTCAAATGCATCGTTGTAGATTTCCACCTCACACTCCTTCCAGTCTGA
TGTGTCTTCTAGCTGCTTTCCGTTGTATCTGACCTTCTTGGAGGAATCTGGTTTGGCCAA
CATATCTGAGGACATCTTAAAAGTTTCGAAGAGGTTTTGAGACTGAAGTTTTCGCTGGAA
AAATTTCGGTAGTTATACGTTCGACGAGAGTCAGCTGCTGCAGCCGCGCGCGCGCTCAAA
CTCGCTGTTGCCCCCGGCCATAAGGCCCGGGT
>CL2952Contig1
GCGAACACCACGTAGCTAGCTTAAGACGTTAGCAAGGAAGACCACAGCAGCAGGCATCAG
AATATGGACTTGTCACATCACGGATACCGCGCAACCAAACAGAGAGCTCGTCCAGCTCCT
CCAACAGGTGATCCTGTCCTGTTTGAAGACACCAGCTCAGCAGCACTTGGACCAAGCAGT
CAGGGCTATTATGCCTCTGGCTATAACATGGAAGGACCTCCAAATGACACGCAGGGGGGT
CCAGGAATGAACAATCTGTTCGCTGATCCAATGGCTAGTGCAGCAATGATGTACGGCTCC
TCCTTAGCCAATCGTGGACAAGAAATTGTAAACAAAGAGATCGGCAGATTCATGTCCGTG
AACAAACTGAAATACTTCTTTGCAGTGGACACTAGATATGTTCTGAAGAAACTTATGATC
CTCATGTTCCCCTACACACACCAGGACTGGGATGTCCGTTACCATAGAGACACTCCGCTG
ACCCCAAGACAGGATGTGAACGCACCTGATCTCTACATACCAAGTTAGATTTTTTTTTTC
CTAATTCATATTTCTCTGAATCTATCCTGCTGCTTGTTTATGCATTCATCATATTTTTGT
ATCTTTTAGCTATGGCTTTCATTACCTACATTTTACTTGCTGGAATGGCCCTCGGTATTC
AAAAAAGGTACTATAACACCTCATCTACAACAGGACTCGCTTCTATTAAGTTCGTGTCCG
AGCAGTTTAACAGGGGCGTGCGTGTCTGTCTACTTTGTGTGAAGGTTCAGTCCTGAGGTT
CTTGGATTGTGTGCCAGTACTGCCCTGGTGTGGGTCATCATCGAGGTCTTAATCATGTTG
CTAAGTTTGTACCTTCTGACGGTACACAGCGACCTCTCGACCTTTGATCTCATCGCCTAC
AGTGGATACAAATATGTTGGGATCATTTTCACCATGACGTGCGGTTTGCTTTTTGGCAGT
GATGGCTACTTTGTGGCCCTCGCCTGGTCATCCTTTGCAATAATGTTCTTCATTGTAAGT
ACTTTTAGGATTATTGACAGAACTGAGACATGATAATCAAAAAAGAGAACAGACCAAAAC
ACCAATTTAAAGACCCTCTATGATTATCTTTTGATCTAAAGCACCCAGTGGTCTTTTAAT
AATAATTATGCAGTTTTTAGCCAAAAGAATAATAATAAATGTGTTTTCTACATTACAACC
ATATGCTTTTTTAACAGCTTATTTGTGTCAGTTTCCNATTCACAA
>CL2952Contig2
ATGGGAAGCTATAAAAGCTAACCCAGCTCGTTTATTGATTATTCTATAAAACTTCAAACA
TTGTCATGCTTAGTCAAATTTTAGATAAATAAAATTCAGGATGAATAAAGAAAAGAGGGG
ATCCAGCAACACTTTTAAATCAAGAAACTGCACTTGAGCTTCTGTCCATGTGCAGTGTAC
ACTGTGAAGTAAACACTGTAAAGCATGTCTGAGCTTAAATAGAAACTAGTTGTAATAATG
AAGCAGATCCATCACTGAAAGCCTTGTGTGCTCAATGATAGTTGGACAAAATCATTTGAC
TGAATTACTAATGAGTCAATGCAGACGCACTCAAATGTGCCACACTTCCTTCCAATTACA
ATTATTTCATTATGAACAAGCATAGCTGAAAAACAATTACACACTGCTGTTGCAGGTTTA
CAGACAGACTTGAAAACGGCAATTGTACTCCCTTCCTCTTTTTTGTGTTCTGTTCTCTTG
CTCTGGCAATCAGTAATGACATCACAGTCACCTGACCAAATGAGATGTTAACCAGTATAT
AATGATTGGCTGAAAGATTGCAGTTGCCACAGTTATGTAAATGCGGATTTGAGGTTTGGC
ACTTGATCCCATTCCCATCGAGTCCGAGGACACAGACGTCAGAATCTTCATTTTCAGGGA
TCGAACAATGAAGAACATTATTGCAAAGGATGACCAGGCGAGGGCCACAAAGTAGCCATC
ACTGCCAAAAAGCAAACCGCACGTCATGGTGAAAATGATCCCAACATATTTGTATCCACT
GTAGGCGATGAGATCAAAGGTCGAGAGGTCGCTGTGTACCGTCAGAAGGTACAAACTTAG
CAACATGATTAAGACCTCGATGATGACCCACACCAGGGCAGTACTGGCACACAATCCAAG
AACCTCAGGACTGAACCTTTTTTTGAATACCGAGGGCCATTCCAGCAAGTAAAATGTAGG
TAATGAAAGCCATAGTTGGTATGTAGAGATCAGGTGCGTTCACATCCTGTCTTGGGGTCA
GCGGAGTGTCTCTATGGTAACGGACATCCCAGTCCTGGTGTGTGTAGGGGAACATGAGGA
TCATAAGTTTCTTCAGAACATATCTAGTGTCCACTGCAAAGAAGTATTTCAGTTTGTTCA
CGGACATGAATCTGCCGATCTCTTTGTTTACAATTTCTTGTCCACGATTGGCTAAGGAGG
AGCCGTACATCATTGCTGCACTAGCCATTGGATCAGCGAACAGATTGTTCATTCCTGGAC
CCCCCTGCGTGTCATTTGGAGGTCCTTCCATGTTATAGCCAGAGGCATAATAGCCCTGAC
TGCTTGGTCCAAGTGCTGCTGAGCTGGTGTCTTCAAACAGGACAGGATCACCTGTTGGAG
GAGCTGGACGAGCTCTCTGTTTGGTTGCGCGGTATCCGTGATGTGACAAGTCCATATTCT
GATGCCTGCTGCTGTGGTCTGCTTCCTTGCTAACGTCTTAAGCTAGCTACGTGGTGTTCG
CGCTCCCCGGCCATA
>CL2953Contig1
AATATTTATTTAGGTTCACAAAAATGATAAGTTAATTATCAGGTAGTCCACAAATATTGT



GGGAATGGTCTCATACAGTCATACAAGGTGGGGGGGGGTGGGGGGGACACATGTGAGAAA
CCATTTAGGAACAGGCCCACCCCGAAAACGCTCCGATTTAACCAAATAAAGTATGAAGTA
TGGACGACAAGGATGAAATCAGACATTAGTTGAGTCTAACAATACAATAAAAAGTTGGTC
ATTCCTCATTATTGTATCTTACTGAAAACAGAAATCCTCTCCGCTTCAACGAACTAATAA
AAAAATGCTCCTACCTAACGTAAAAAGGGTATTGCCATGGATCAGGGTAACTCCTGAACT
CCCCCCTCAGCGGTCTAAACAGACCAGGAGCGGGTCCCAACTGGAACTGGAACCCCTCCA
TCATTTGGACAGTCACTCTGGGGGGGGGGTGTTCATGTTGTATACTGTATGTCTGAAAGT
AGTTTGTAGTGTCCCCCCCAAAACCCACCGTCTCACTCTCTCATATTTAGATCCAACCCC
GTCCCACGCGGCGCTCCGGCCCGACTGCTACAAAAGGTCTCAGGAACATGCAAAGTGGCA
GCTCCGCCTAAAAAGATGGATTTCTTCTTCTTCATTTATAGCCATTTCTGCTTTGATTGG
TTCACTCTTTGAAAAAAATAAAAATAAAC
>CL2954Contig1
CGGCACGAGGGCCATGGCATCGTTCAAGAAGTCCTTTGAGAGCCTGAAAGGGTCGAGTCA
CTCAGCGGCAAAAGGAATCACAGAAACCACAGTGCAAGCAGCTCAAGATGCTGTGCAGCA
GGTGGCAGAATCCTCAAAAGAAACAGTTAACACAGCTGCGCAAGATGTCAGCAGGCAGAG
CCAGGCTGCCATCGGTAAAGCTGCGGACAAAGCCAGCGACACCATCAGGGTCTTTGGACA
ACAAATGGAAAGCCGAAAGGAATGAGCAGCTCTGACTGAAATGTTTTGTCTCAGCATCCA
AAAAAAAAGAATTGCGCTTTTGTTAAACAAACTGCAAAAAAGATATATAAATATATCAAA
CCTAAATGCTGTGAATGTACCCACACAGCAACCATTCCAGTAGAAAAGTTACATAAGTAT
ATTCTCTTTGCTCTAAATCTGCATTTGTGTTACTTGCTTTTTGGCAGGTTTCTTCACATG
TGGTTATTTTTGGGAAATAAATAAAAAAATACCTCCCAAAAAAAAAA
>CL2955Contig1
CACAACGAAGTGCTCTCCATGTTGGATGTTGGCACTTAAGGGCACCGGCAATAATAGCAG
CACATTTTCTGTCAACCCGCCTCCTGAGATCCAGTCATGTTTCCCATGGCCTACTGGTGA
CAAGAATGATTTTGAGCCAGGAGTGAGAGGGACCAAGCAAACCAAGTTATGGAGAACAGA
AACATGACTTGATGTCACTTATTTATTGTCTAACCGGAGTGGGCAGAGTTGAGGTAGGAC
TGGAGGGGTTCACTTTGGTAAGCAACACAAGCCCCCTTTTCCACTAAAGAACAGCTGCAC
GGCCTCTGTCCCAGTCCTACTCCACACTCCCTCCCCGTTTCCCTTCTGAAACATTAATAT
GGCCTTTTGAATCAGGGTAGAAAAACAAAACAAAAAAACGCCTTATTTCAGTTCAGGCCT
GTCTATTGAGAGCAGCAGCAAAAGCGTTACCGTGTATGATAAACCCTTGGTTCTAATGTT
GTAAAAGTCTGTGTTTATAAACAACCAGATCGTTTTATATATATATATATATTTCCACAT
ATGTGTGTGTACATGTGTCTATATGCACACCAACACTTTTTTTTTTGGAGAATAAGGTTA
CATTTGGGATGTATGATTTTTATGTCCTGTACCCCCCTTTACTGCCCATCAAAAGAAGGC
CCCGATCTTATTAAAAAAAAAA
>CL2956Contig1
CCCGGGCCTTATGGCCGGGGAGAATCCAATATGGCGTCGAATAAAAGGGTTCTGTATGTC
GGTGGTTTGGCGGAGGAGGTGGATGAGAAGGTTTTACACGCAGCCTTTATCCCCTTTGGA
GACATCACAGACATCCAGATACCCCTGGATTATGAAACAGAAAAGCACAGAGGCTTTGGG
TTCATTGAGTTTGAGCTGGCAGAGGATGCAGCAGCAGCTATTGATAACATGAATGAGTCT
GAACTTTTCGGGCGGACTATCCGAGTCAACATCGCTAAGCCCATGAGAATCAAAGAGGGT
TCTTCTCGACCAGTGTGGTCGGATGACGACTGGCTGAAGAAGTTTTCGGGGAAAACCTTG
GAGGAAGCCGAGGCTGAGGCGGTAGCAGCAGGAGAGGCACCCAGCAAAACACAGGAGGGG
GAGCCACAGGCTAAGAAGAGCCGAGTAAATCCACAGGTCTACATGGACATCAAGATTGGG
AACAAAGCAGCAGGAAGACTGCGCTTCCTCCTGCGGGCGGACATCGTTCCGATGACTGCA
GAGAACTTCCGCTGTTTGTGCACACATGAGAAAGGCTTCGGCTACAAGGGAAGCAGCTTC
CATCGCATCATACCTCAGTTCATGTGTCAAGGGGGCGACTTCACCAACCACAACGGCACT
GGCGGGAAGTCCATCTACGGGCGAAAGTTTGACGATGAAAACTTTGTCCTCAAACACACG
GCTCCAGGGCAGCTCTCCATGGCCAACTCTGGACCAAACACAAACGGATCTCAGTTCTTC
ATCACAAATGACAAGACAGACTGGCTGGATGGCAAACACGTGGTGTTTGGAGAGCTGGTG
GAGGGGATGGACGTGGTCCGAGCAATGGAGGCTCAGGGAACAAAAGATGGCAAACCCAAG
CAAAAGGTGATCATCTCAGACTGCGGCGAATACGTGTGAATGAAAAACCAAACCATGGCT
TTGTGTTTGCGTGCAGAAATCTTCATTTGAGATCAACAGACGGGGGTTCTGGGCTTTTGT
ATTTTTGAATTGGCATCTTCTGTCCTGTAAATATTTCATTAAATACTTTTTATAAAGAAA
GGAGAGGTTGAAGTTTGTCATGTATGGATAATCAACAAAATAAACATTTTTTAAGGTTAN
NAAAAAAAAAAAAAA
>CL2957Contig1
TAAAAGAAAGGCCATTAAAAGCACTTGTTAATCAAATGGATATCACTTTATTGGGGGAAT
TAAATAAAACACATTGTTCAGCCAGAAAAGCCAAAAAAAAACATGGTTAAAAATGTTAAA
ACTAAATATACAAAAGATGATAAAAGAGTATGAGACAAGACTGGTGTCATATATATATAT
ATATATATGTGTGTATATATATATATATATACATATATATATGACAGCGAGAAACAACGA
ATAACAATGGTAAAGGGATTTGGAGGAGTGACGGTAAGCTCCATCTATAAACATGGTTTT
TCCCTCCAATGGTAACCATCTCTGTATGGCACTGCAGGTACCACCGACTACGAAAACTAA
GCTCTGGTCTCTTGCAGATAGACAGAACCTGGTCCAGGAATTATGCTACTTTGCAGCGAG
TTGTGGGTGGAGCCAGCAGCTTCAGCAGAACTTCCATCTATTTCCACACTGATTGCAGAA



GACGAATGTGGTCATTGGCTCGTCAGCGCTGCGAGTTTGAACCTGTGTGTAGGTGCAGCA
CTTCCCCTTGCACTTGCCGCAGGTGAATAAGTCGGTCTGAGTGCCCCCGGTGGTCGCCAT
CTGGTGGTCCCTGACGGCTTCTTTGGTCAAGTTCTTCCTCATTTCCTTTAACTCGTCGCT
GGCCATTTCCTCGGCGGTCATCTTGGCCATCCGCTCCGGAGACACGCTCCCGCAGAGAAC
GGTCCTCCTTAGGTTTGGGTTCTTCATGTCCTTCAGGTTCGAGATCCGGCTCCGCACGCG
GTTCTTGTATTTCATGTCTGTGTTTTTGAACTCTTGAAAGATGCATTCTTCGATCTGCGC
TCCCAGCTCTTCACAGTCAGCACCGATAGCAATGTAATCCTCTCCAGTCTGCAGAGCATT
GGCCAGCATCTCTCTGCACTTGAGCCTGATGGAGTCGGAGGTGCTCGGGGCGCGAGGGAA
GTTGTGGATTAGCGAGTTGGGCGCCACTTCAGTGGTGTCGCTCCGACTGCTGAAGTTACT
GCTGGAGGCTGCTCTCTTCTTTGGCCTCGGGGCTTCCCTGCGATGGAGAAACCACCGGGG
TGGTCTGCTCCTTCCTCTTCTCCTCCGAAGCTTTGTCTCCACCTCCAGGTTCATCCAAAA
GCTTTTTCCAGGACTTGATCAAGGACTTGGCGAGGGAGGTCACCTCCTCGTCTGTGCTCT
GCTTGCGGATGGCGTTGACGGACATGCCAATTCTGGTGGACTGCAGCAGTTCCAGACTCA
TGGGGATGTTACGCAGCTCCTTCAATAGATCCAAGGCACCCGCCCCGTTCTTCTTCTGCG
CCATTTTATCCATCTTTTTCGCGATTCGGATGATCTCCTCTTCTTCCTTTTTGCTCATGA
TACCCGATCCGGTAAAATCCAAAAGAATAAGGTGCAAAATAAAACAAATTTGTGACAAAG
ACCACGCCACGAACGACGTCAACTTGGCGGACCCGAACCAGCTGCTGGTCCCCGGCCATA
>CL2958Contig1
AAGTGAGTTCACTGCTGACAGGGTTGACCTTACTTTTCTCTGGGGGGGGCACTTCTTCCT
TTTTTAAGGTGTTTTGTAAGGAGAGCTGCAGAAATCATGTTCTTAACTTTTGCAAGTGCT
CCGTGTGACGTCATTGACCTATTTATTGTGGTGTCGTTCAACTGTTGGAGGAAAGTTGGG
AGCCCTCGCCGCGGCGGGGCCACTCCCCCGCTCAGGAGGGCGGGGCTTAGCATCAAAACT
CTCTTTGTCCGCGGCCGTGATGGAGGCGGACGCTCTGCCGAGCAGGCCTCCTGCGGTTGG
TTTGTAGATCTGGACACGTGTGGGTGAAGCAGGAAGTTACCCAGCATCCTCTCTGCTGAA
GCCGGGCGTCACGCTCCAGCGTTGTAGTTTCTAGAAGCAACTCCCGTCGTCCATCTGGGA
GGTGTGAGCGAATCGGAACAGAGTGCCAATGATTTTCACGGAGGTCTCAGCTCCTCTGGA
AGCTGCTTCCTGACCCCCCACACACACACACACACACCCCGGTCTCTACGATTGTACGCG
TCGGTGGACACCTCCCAGAGCCGCGGCCACTCCCTCAAATTTACCACATGGACCGTGCGC
CCGCCTTAACTGGTTCTTCAGTTTGTTACTCGCGCAATATTTCTTTTGGATTTGTACAGT
TAGTTAAAATATTCTATTAAAGTTGTGGAACATGAAAAAAAAAAAAAAAAAAAAAAAAAA
AACTT
>CL2959Contig1
ATTTTTGAAGGGACATTTATGTGACACAATGATACAAAGCAAATATTGAAATAAAAGAGA
AGAAAATACAAAAATCATTCCAGGTAGGCTCCCTTTGGACTCCGGGTACTCTGGTGTTCA
ATGCAACAATTACTCATAAAAGAAGTTAGTATTATTTTCTTCAGTCAATATTACCACTTG
ATCATGTAAAGTTTCAGTCAATTCTTTTGAAATACTCTGATATTCAATGATGAAAAGGAA
CTGAATGTGTTTAAAAGCCCTCAGAATGTTTAGACGTGTTCATATGACAGAACTGTAAAC
ACAGCGTTTAACTGGGCCAAAAGAAAGTGTTTTCTGCAAAAATATAATCTAAATCTTACA
TATTAACTATGGTGTGAAATCAGAGTGAAATGTGGAAAACATGGCCATTAATCTGTTTTA
TAGTTTATTATTTCCCTGACAGTTGTTTGGTGGTCTACAGCTTCAACGACGCGCGTTCAG
AGGGTCGCCAGTAGGTGGCATTTCATTGCATGTAGCTCCATATGTTTAGTACATCCAAAT
AAACAATGCAGCTTCAGTGATTTTAAACCCTCTGACACGTTGCAGGTTTTTTTTCTTCTG
GGTATGAGAGTTGAGCCTCAAGCTGTTGAGATCAGGCATCTTGTCACAGCTTTGCGAACT
ATAACAGACTATAAAAATAGGTGCACGCTGCAAAATGGATTATTGTGTGATTCTAACTAA
AAGTGGAAACTGGGATATGTGATCAAATAAAAAAACACCCGCATGATCCAATTGATTCCA
ATTTTAGGCCTATCCTGACCCTCATTGCCAAGAAATCAAATTGCATAAAATAGACGAGTG
ATCCGTTTAAGAAACCTGAAAAAGACCTCTCAGATGGAAGTTAGGAAGTATTTAAAAAAC
GTATAAAATATTCAAAATAAATACTTAAATGTGTGGTAAATCCTGCGCTTTTCCATATCC
ATGTTATTAAACATAGAACATGCTTTCAGGACAATAACTGTAACCGATCTAAACTAATTA
TATCATGGCAGCGTAAAGAACCTGCGCATTGCGTCCATCCCAAGCAACTCTCACACAAAA
TGCTTTGCAGGAGCACCGGTTTCCGAGTGCGTTTATGCAAAACCTAGGAAAAGAGTGACA
GCACAGAAGCGAGCCTGATGCGGCTGTGATTGGCAATCTGGGCCTGTTTCTCTGCATGGC
AGTATGGGTCAGAAGATTGATTTAAAAAAAACAAACATCAAATG
>CL2960Contig1
CAGAGAGACTCCAGACTGCGGGCGGAAGACGATGGCACCGACATTGGTGTTGTGTCCTCG
AAGTGTACGAATGAGGTTGCAGTCAGGGACTGACCACAGCTTACACAGCCCACTCCAGGA
CGCGGTGGCCAACATCTTGGAGTCGGGGCTGAAGTGGCAGAAGCTGATTGGCCGATCATC
ACCAATCTGACTGCAGAAGTTGTTCAGATTCCTCAGGCTCTTGTGCAGCTCCTGCTGCTG
TATGGTCTTGTTTGCCTCAGAAACATCTCTCTGTGCACGAGCAGCTTCCAGGCGAGCCAC
GGCCCGAGGCAGAGAATATCTGGCCATCCACAGTCGAGCTTGTTTTAGGGAGGCGGAGCC
TTCATGATACCAGGTCTGCAGACACTGTTCCTGGGACCTTCTGGCTCTGTCCTCGTCTTT
CCTGGACTTCTTTAGGGCATCTGGTCCAACCACAGACAAAACACTTCGCAATCTCTCCCT
GCGGTCAGCTGGCCCCTCTCCAAACAATGTGATTGGCTCCCCCAGTGCTCGGAGGCCGGC
CTTCACCTCTGCATCGTCGGTGGAGACTGTAATTTGTCGAGCTCGCCGCCGCCGCTCGAA



CTCTGCGAGCACTTCCTGCTGCCGCTCGCTGACTCGATCCTCAATCTCCAGAGTCTCCCC
TGAGGAAATGTTGATGTTTCCAGCCTTAATCCCCGCCCTCACGGCATCACTTCCTGTAGC
CTGCAGACTCAGACGTTCACGTTCCTTCTCCTCCAGGCTTCCGTAGAAAACACGGCTTTT
CTTTGCAACCGGAACTGCATCTTCTTCGTCTGACATCTTCGTGCTGCTCTTCCTCAGCTT
AATCCGACAAAGCTGCCACCACGCGCTAAATGATCCGGATATATGTCCCCGGCCATAATG
CCC
>CL2961Contig1
ACTTGGAAAAGATGGCTGCGCACGCAGGCAAAGCACTTCTGTGTCTAGGTCGTACTAGTT
TTTCTTACATTGGACAGTCAAAACCAGCCAGCAGAGTAACGTACGCCACAGCTTTGTCTG
TAAACAGTTCTTCCAGGAACAAAGGTCTGCCAGAAAGAAATGCAAGAGGAACATTAGGGA
GAAGACCAAGGAGAGAAGCAGGGGAGCCCCGGACAGAGAAGATGGCGATGGATCAGGACT
GGACTGCGGTTTATCCGGCTGCAACTCCCTTCAGACCAAACTCCGTCCCCCTCCCTGTGA
GGATGGGCTACCCGGTGAAAGGAGGTGTTCCCCCACACAAGAAGGGCAACTTGGAGTTAA
TAAAGATCCCCAACTTTCTACATTTGACCCCAGCAGCCATCAAGAAGCACTGTGAAGCCC
TGAAACCTTTCTGCACAGAGTGGCCCTCCGCCTTGGACACGGAGCCCAAATGTGACCAGC
AGTTCCCAGTCAAAGTAGAGAGCAGAGACTTTGTGTCTGCTGGTCCTTCCATCAGGAACC
CTGCAGCTCGCATCGTTCAGCTCTCAATCAAGCTGTCCAGTTTGAACTTGGATGACCACG
CACGCAAGAAAATGCTCAAACTTGTTGGTGAGAGATACTGCAGAGACACGGATGTGCTCA
CCATCAGAGCCGACAGCTGCCCACTGAGACAGCAGAACTACGACTATGCCATGTATCTGC
TGACGGTTCTCTACCACGAGTCTTGGAAAAAGGAGCCATGGGAGGCTGAGAAGACTGTGG
CAGACATGGAGGAGTATATGTGGGAGGACAGCCCATCCCAAAAGAACATTTTAGACCTGC
TGATTCGCATGAAAGGAGAGGGGCAGGAAGCACGGGAGCAGCTGCTGGAGAGGAGGGACG
TGCAGGAGTACAGGGACTCCGTCACGAGGCTGAAGAACGAAGGAGGGAGCGAGAGGAGCA
TGCAGCAGTACAAGGAGGCCGTTAAGAAAGTCTTCAACCTGGGACAAGGACCTGTCTAAA
TACATGCTGTGCTTGGATTTCTGAGGAATCAAACGTCTCACTCACAGCAAATCATGTGTG
AGCATCCTTAAGGGTAGAAGGGTCATGTAAGGTGGATATTATGGCTTAATACAAAAATAA
AAGCATAACACGCATGTCCTGCTGTAAGTATTTCTGTATGTTCAAAGCGTTTGTGGAACA
GAGGCTCAGTTCAGAGTTTGTGTTCCACACTCCTCAGGTTCAGCAGCAGCTCTTCCTTCA
GTGAAAGGACGCTTTCAGCAGCAGGTTTTTGAACTCTTCTACTGTTTCAATATTTGGTCC
CCCGTTTGATTTCTGTGGTAATCTGGCAGGTTAACGTTACAGCTATGAGGGATGAAGTTT
ACATATCAAATACAAGTTGGAATTAAGAGCTGGTAGCAGTTCAGACAAACGGCTAATGTT
TATAAAAGT
>CL2962Contig1
GATTTTACTTAAGNTTCTTTATTTATTNCGTTAGTGGATAATGTGTTTAGCAATCTTTAA
ACTTGAATTGAAAGCTTTCACACTTTTGGGTAAAGCATACTTCTAATGTAACATTTGCCA
GTGCCTACACAATGCTTTATTGGTAATAGCATTATGGAAGAGTCCAGGTTAAAAACCCTT
GAATGCAAAGCATCAGTGAACACATCTTTCTTGATGTAAAAAATTATTTTCAGTCATTAT
TTGGGACTAGACGAGTAGGAATAGATCTCAATAACAGTTATGCTTAGACAATTAGTAACC
AAAAACAGCTCTTACAGTTTGCATAGGTTTAAATACATTCATTTAAACATAAAGAGCAGC
TATAGACAAAAAAAAAAGATGACAGAGAAATCAGAAAAAAAACAAAACATGAATGTGACT
TTGGTGCTGACAAATCACTGTCAACTATTACATAGACTGATAGATGATGGACGGAATATT
TGATCACATTAATATGAAACATTTGTCAACAAGCTTTTTAAAATGCATGTGAATACAGTT
GTTTCTCGTACTACCAGTTCAGGGCAGCGCTGTCCTGACAAGCATTAAAAGGCAATCTCT
GATGTAGTAATGAACATTTCAACCGCCACCTTTTAAACAAACACTGGATGAATCTCCAAA
AAAAACTACGAATCATCAGCTGGACAGATCTCAACACAGCTATCCGTCACTCGAATGCCA
AACCAGCCTGCCCAGTATTGTGTGTCTTTGCCACCGTGCGTAAATTTGATGTATCTCACT
CCTGGCCCATAACCTTTGAAAACATGAGTCATCTGATTCCACTGCTGGTCGTTCCATTGA
GGAAAGGTAACAGGTTCAGGAGCAAATTCCTGAACAACGGCCTTCTTGTCATTCAGAAGC
TCCACAGTGATTATATATTCACTGCCGCAATCCCATCGAGGCGCGTACCAATCAGATATG
CGGATGTGTGGCTGCATTTCATCCATAAATGAAGAGTTGTAACCTTCTTTCTTTAAATCA
ATCAGCTGCGACTTTAAGCACATTCCATAAGAGGTTACAAAGTTTTTTTGGACTCCCTCA
TTAGGATGAGATACCATAGGAGCTTCAATTTTCCATTGGTCACCACCATTTTCAACTAAG
GTCCACCCATTGAACTCATCTTCTCCTCTTGGATTTTTGAGAAGATTTCTTATGTTCTTG
CTAATAAAATAGAAATGTTTCCAGTTAGTGGGTACTTTGGAAGCATGGCAGAGGTGATAT
CCTTCTCTTCTGCATCTTTCTCTCCAGAATGAGTCCCTGTCTGCAACTTCTTTCCACTCA
TGGCACACTAAACGACAGGCACGGACCACCTGATGTGGGGGTACATTTAGAAACATTTCC
TCCAGGATGTCCAGGGGTAAATGGAAGCCCGTGGGAGCTAGCATAACCCGCTTTCTAGAA
TACCCCCCTGGTATCTGTCAGTCCCCCGGCCATAATGCCCGGG
>CL2963Contig1
TCAATTTATACTACAACTGTTGTAGTCCCAGATGTACTTGTAGCGCCTGCCATGTTAACC
TCAATCTCCCTGAAATGCTGCTCCCAACAGTTCTACCCACGTTTTAGAAAATGATGTCAA
CTGCTGTGAATATCTTGTTTCTTATCTGCTTCTGTTATGTGCTGTTCCCTGTTTACTTTG
TGTATTTTCTTCATCCTAATCCAGATATTTGTGTAGATTTTGTTGTACTTTACACTTTCA
AAGGCATTTGGGAAAATAAATCCCCAATATTGTGCAAATACCGTAGAGATATTGTAAACC



AAGTTACAGCATGGTGTATGTATTCTTATTTATATGTACATTTGCTTTTTTTGTTTTACA
CAGAATGTTCCGGTGTGTATAACTTTAGCCTCAAATAATGGAGCTCTGATAGTGACTGTT
TGCTTCTTTTTCTAAAGACTTGTTGCAGTATTCTCTGTAACCAAATCAATCTCACTTTGT
GCCTGGTTACACGAAGGAGGCGCATTGATGTCTTTTCCTCGTCTAATATATAGCTGTCAT
TCATTCTGAGCCATGCCCTTGTTTGTTCTGGTCACACATTGTGAGAAAAAGAACTGGAAA
AAGTGCAGTAACCAACATGTACGACAAAAAAAGTTTGCATTTTTAGTGCCAGGTTGACAA
AATGCTATAATGTGCACTCGTATGTGTGTTATGTTTATATTTTTTCATTATATTTATATC
TCAATGCTTGTAAGAAGAAGTATTGGAAGAATAAAAAAAATGAGAATATTANANAAAAAA
>CL2964Contig1
ATTCGGACGAGGTGGGAGTCCACTCGGCTTGAATGAATCCGCAACGACAGACAGCATGAG
GCTGACGGCGCTCCTGTCCATGGCGGCCAAAGTGGTGGCGCCCAAAGATTACCGCTACGG
CACGAACAGGCCGTGGACCGTCGCAGCCAAGAGGCTCAACCCTCCGGGGAAGCGGAGGAG
GAAGGTGTTCGTGGAGCCGCTGGAGGCCGAAGACTGGAGCGTAGTCCGCGGAGACCTGGT
TGAGATTCTGGCGGGGAAGGACAAAGGGAAGCACGGGAAGGTCATCCAGGTGTTCAGACG
CAGAAACTGGGTCATCCTGGAGGGACTGAACACGCATTTTAGGTATGTGGGGAAAAGCCC
CGATTACCGGGGGACCTACGTCGCCAGCGAGGCGCCGTTGCTGCTTGGGGACGTGGCCCT
GGTCGACCCCTCAGACAGGAAACCCACTCAAGTCGAGTGGAAGTACACAGAGGAGGGCGA
GCGGGTCCGTGTGTCGGTCCGGACCGGCCGGATCATCCCGAAGCCCGTGGTGGAGCGGCG
GGACGGCATCGTGCCGCAGCAGTGGAAAGACGGGCCCAAAGACACCAGTCCTGAAGACGC
GCTGGAGAAAACCTACGTCCCGTCGCTGAAGACGCTGGAAGAGGACGTCATGGAGAAACT
AGGCATCCAGGAGAACCGGAGACACCGGACCTCGTATTGGTACTGACCCGGTTCTGCAGA
GAACGCAGCTTCTGGTTGGTCGCCTCGGAGGTTTCAGCCTTGAAGGTTCATAAACGTAAA
TCGTATTCATGTAAAAACGGAGGTTCTGTGAAAAGTAGAACAAACGTGGAACAAACCAAA
ACACCAGGAAGTGCCCCCCCCCCCCCCCCCCC
>CL2965Contig1
CCTACTGAAAAATACCAGATCTCCCCTGAGGACCTCATGAACTTGCTTAAAACTAGATAT
CAGAAGAATCAAGACATGTTGCGTAAAAGCAATGAATTATACAGAGCAGGAAGCCGGTTT
TCTCAGAAATCCCCACAGAAGATGAATTTTCCTGTTGCCACATTCTCCACCAGACGGCTG
CCTTACGGACGAAAGACCGCAGAGGAACTGAGGAAACAGGAGATCCTTAGAATCCTGGGG
TTGGGAGGCGAGGAGGCGGCAGATCCAGTCAGGACGCAGAGACAGCGTACCAGCTCCCTG
TCACGACTTCACGCTCAGACCGCTGGGCGTTTGGGGGAATCCGCTCCCACACTGCGGCGT
CTTCCCTACACCTTCAGAGACGACTACGATGACTCAGTGGATGAGAACGAACTGGCAGCT
TATCTCGCCGCTCAGATGCTGGCACAATATCCCAAACCTGCATTTAGAAACAAGGTGGCC
CAAAAGAGGGAAGAGGATGGACAGAGCGCCACAGACGCCTTCGAAAAGGCAGTGACGGAA
TATCTAGCTATAGTGGACTCAGAGAAAAAAAACCAAACACCGTCTGAAGATGTTAGGAGT
GACGACACACAAAGTTTGGAGAATGAGGCCGTGACCAAACTGCTGAGCTACCTGAACCCA
AAGCCCGGAGAAACTGACAAAACTGACAAAGAAATATGAACAAAGTGGTGTAAATACATA
TGTACATGGAGGAAAAACAGAGTATTTTGAGAAATAAACCATCCAGTCAACTTTAATTAT
TCCGTAGGTTTACAAAACTTTGTATTTATTAGCAGAAATGAGTGTTGCCACATTCACGTG
GAGTTTCTCTAAGTGAAAAATTTGTTGCTTGACGACTTGTTCATGTGTCCCACCAGACTC
AGACACACACACACACACACACACACACACGCAGACAGGCTCACCAGGCTCACACTCATT
TGTGTTTTTGGTAATTTTTCTTAANTGTGGTAATATGTGATAAACCTGAGATGAATAANG
CATTGATGTTAAAAAAAAAA
>CL2966Contig1
TTTCTACCGGTAGGATAAAAGGAAGCCGAGCCACCATTATGAAAACCAACTCCCATATCT
TTTGCCTCTTAATGAATGATGTCAAGCTTGTCTTATTTGATGACAAGTATTTATTTATTG
TTTTACAGATAACATACTTCACAGGTTTACCTTAGAGGCAAAATCTCCAAACAGAACTCA
GTTTTGACTCGTCGGAGACAGGGGGGGAAAGATGGACATACTTTTGTCAAGCACACATTG
TAAACAACTGAGCAATATTTAAGTCTAAATGGCGTACCATAGAATAGGTGAGAGACAACA
AAATGTAAGTAAGAAGATGTGCCTCTTGCTTGCAAAGACAAAAGTTCAATTTTTACAAAA
AAACAGATAATGATCACTGATGGTTTTTTCTACTCTTCTTAGTGGCTGAGAGGTAGAAGG
AAGTATTTTCAGTTAAAACCAATGACTTTATTCGTTTAACATTTCATTTCATCGTAATGA
GTGAATAAGTAACCCCAGCCCTCTGATTATAATGTGAAATCTGTACAAACTCTTGAATCA
TTGCAATTTATATTGACTTTTTACTGTGAAACTTCTCATTTGTATCCCAAAAGTCCGACC
TTTAGAAGCAGAGAAACAGAATTTCATTTTTTCTGGTTAGGATTTCACAGGACTTCGCCA
AACTGTAGAGCAGCGAATTCCTTTAAATGCGACATCAGTCCGTGGTCTTTTTTCTTTTCT
TAGTTTTTTTGTTTGTTTTTGTTTTCTGTGGGTAAGGAGTAGAGATGTACATATTCAATT
GGAAGTATCTGAATGAACGCTTCCGGGTCCTTCTGTGGGCGATGTCACTGATGAAGGAGT
CGGAGCATCTTGCCAGCCACCGTTTGTAGGTCTTACGTTGATGCCCTGTGGACTGTACAT
CTGGCTGGCTGCGAGGCTGTCACTGTATCCGCCGGTCTGGCTGATAACATGGCGAAGGGT
ATCCACCTGGGATTGTATGTTGGCCCCAACCTGCCCCCCTTGGTATGAGTCCCCATTGAG
GGACTGCACACTCATGAACAAGTCTCCGGAGTTTGACATGTTAAAAGAGCCAGCAGAACC
TGCTGAATTGGGAGTTGATGGGGAGTTGGCCTGGCTGCCGTGAGCCGACACACTGGTTGC
ATTGACTGCGGTCCTTGCCGCATACATGTTGGCCTCTTCCTGAAACTTGCCTATGTTTTT



CTTGTATCGGATTCTCTTGTTCCCAAACCAGTTTGATACCTGTGACACAGTGATGCCACA
TTTCTTGGCCAGCTCCTCTTTGGCCTCTTCGCTGGGATACGGGTTACTGAGGTGAGAGTA
AAAGTACTCGTTTAGGATCTCTGTTGCTTGTTTGTTGAAGTTCCTCCTCTTTCGTCTGGC
ATCAAGGAAGCGTGAGCGCAGGATCATGACGGCCTCGCAGGTGCTCTGTTTCAGCTGCAT
CTGGATGGAGCTGAACTTGCGGTGGATGATGCTGACCATGCGCTCGATCTCTTTGGGCGA
GATGGGTCGTGTTCGANACTGCTCCCTCAGCAGGTTCATCACATGGGT
>CL2966Contig2
TCTTACGTTGATGCCCTGTGGACTGTACATCTGGCTGGCTGCGAGGCTGTCACTGTATCC
GCCGGTCTGGCTGATAACATGGCGAAGGGTATCCACCTGCTGAATTGGGAGTTGATGGGG
AGTTGGCCTGGCTGCCGTGAGCCGACACACTGGTTGCATTGACTGCGGTCCTTGCCGCAT
ACATGTTGGCCTCTTCCTGAAACTTGCCTATGTTTTTCTTGTATCGGATTCTCTTGTTCC
CAAACCAGTTTGATACCTGTGACACAGTGATGCCACATTTCTTGGCCAGCTCCTCTTTGG
CCTCTTCGCTGGGATACGGGTTACTGAGGTGAGAGTAAAAGTACTCGTTTAGGATCTCTG
TTGCTTGTTTGTTGAAGTTCCTCCTCTTTCGTCTGGCATCAAGGAAGCGTGAGCGCAGGA
TCATGACGGCCTCGCAGGTGCTCTGTTTCAGCTGCATCTGGATGGAGCTGAACTTGCGGT
GGATGATGCTGACCATGCGCTCGATCTCTTTGGGCGAGATGGGTCGTGTTCGAGACTGCT
CCCTCAGCAGGTTCATCACATGGGTGGTGAACTCATTGCACGCCTGTTCATATTTCTCCA
GCTCTGTGTGGTAGATTTGCCGGATCTGAGACAGCTTCGCCCGATAGTCAGAGTGTTCGG
CTGAGTTGTCAGCACCAACGCCACCCGTGGCGGCGGCGGCAGCTGCCGCAGCTGCAGACC
CACCACCCTTCTCCGGCCCGGCCACGCCCTCTGCCAGCAGCATGTTGTCCAGTCTCATCA
GCTGGGGATCTGGAGGCTCCTCCTCCTGCGCACCACGGATACTGAGCACTGTTTTCTCCT
TAATTTCACACAACACGTTGAAGAGAGCAGGTTTCATTCTGTGGCAGTTGAGTGCATGTT
TCCTCGCCTGCGCCTCGTCTAAGCTTTGGTCTGTGATGGTCATTATCTGCTGTAATATGT
CTCCGATGTCCTGCTTTCTCCCCTCTCCGTCCGTCCCCGCCGTGCCATCCTGCATATGCT
GCGCCAGGCCGGGGTGTCCGGCCATGCCTACCCCGTGAGAGTGCATCAGTCGAGGCTGCT
CGTCCATCCTTGAACACGGTCCCAGCTGCCGCCCCTCCAACTTTTAGATTTTGATATCAA
GAGGGGAGGGGGAAGAAGAAGAAGCGAAAATATCC
>CL2967Contig1
ATATTTATTGAAGTCAACAATTGAACTGATCGTCTAAAAAAAACAGAAAAGAAAATAAAG
CAGGAACAAATGCTTTGTGGACAAAACAGCCAATAGAAGCAAAACCCACCACAGCATGTG
TGGGCGGGTCTCACATGACATCATCCGTCATTTTACAAATTAACACACATGACAGCACTA
TTCCCGTGGGTTATGGATATTTACTAGAAAGGAAGACTTTTCATTCAAAAAGACCAAAAA
AAAACCCAACATTTTATTAGTCATGGAAATAAGAAACATTTATGTGTATGCAACACACAT
AAAGAGTGTCTCCAGAGTCTGTTTAGGTCACACACTTCACACTCGTACACAAACACACAT
TCACACACATATGTACAAATATTCACAGACGCCATGCCTGCTGTGCATATCCAAATATGT
GTGTGGATGTGTTTGTATCCCACGTGTGTACCAAAGTGTGCACGGATGCATGTCAGAGTC
TCCTGTAAAGGCAATGCTATATACATGAAAGGATTCTAAAACGGCCGTTGAGACAATGAA
ATATGCAAAAAAACTACATTTCTAACATTCAAATTTTGCAGAATCTAACTTTAAGGAAAT
GAGAGGGTTGAGAAATGAAAGCGACACACTGAAGATTATGCACAAGTTTTACAAAACCTG
ATTTAAAAAATAGATTGGCTCTACAAAAAGAAAAGATATGAGTGTCTGCCTGATGAGCGT
CAGAGTCAGCCGCATGTGGAGGGAGGAGAAGCCAAAGCTGCTGTTTGCTGGCATCTGGTG
ACAAACGGCCATCACTGCACTGATGTGTCCCAGCTCAGCCACCACCCAATGTGGCTTTCA
TGTTTGCAGTAGCAGAGGGAAAGCAAAAATCAAAGGAGTCCGCTTTGGTTGTTTGCCTTG
GAAGTTGTTTGGGGACGACTGCACTTTTGAGAAGGCGCAGCTGGATTAAACTGGGGCACG
GCTCATGTTTGCAGATTAGAGGACGGCTGGGAGGTCTGCTGGGCAGACCGCCGCTCCTGT
CTCAGGGGAGGAGCTTCTTATCTCCAGAAATATCTACAGTAGTTTCAAACCCTTCTCATG
CAAGCTACATGCTAGCACATCGAATAAGACAAAGGACAGGACACGAAATCACAGGCAACT
ACAGGTCCATCAACTTTTATTAGACGACACTTCTGTTGAGAATGAGGCAGGTCCTCCATT
CTTCATTCACAGAGAAGTTAGACTGAGGCTAAATACAATTCATCGCTTACATCTTTGAAG
TGAGCCGCTGGCTCAGTGAGACAAAGCCTGTTCTCTGGTCTGCAGACAT
>CL2968Contig1
CAAAGACGCATTTGATAGACACAAAAGGCGGCGGGTCGTCTCCTGGGAAACGGACTTGGC
GTCGCTACTGGATGGAGCTGCTGGTGACGGGGCGCGCGTGGCTGTAGGTAGATCGCAGCC
TATGCTGCGGAAGTGACTGCAGAGGACAGACAGACAAGCCGCTCTCTGGCTGCTCGCTGG
TTCCACAGACCCCGCTGCCGCAGCTCGGAGTGCTGGGGAGACATCCAGAGAAAGGTGACC
GCGCAGCGTACAAGTTTAGCAGACGACACTTGGAGGAGTTCAACTTCAGAATGCCTGTGG
CAACATCCTTCTCGGACTCCGCAATGCATCAGGCCCTGGACACGCTGAGTGACAGCACAA
GCTCAACAACTGCCAATGACCTAGACCTGATCTTCCTGAAAGGAATCATGGAGAGCCCAG
TGGCGCACGAGAGGTTTGAGGAACCCAAGCTGGAGGCTGTGAGCGAGAACAACGTGGAGT
TGGTCCAGGATATCCTCAAGGAACTCAGCCCGCTCACACAGAGAAACCAGGTCGCAGAGG
AGCTTGTTCGCATCCTGAAGGAGCCTCACTTCCAGTCTCTCCTGGAGACCCATGATTCTG
TGGCATCAAAAAACTACGAGACCCCTCCTCCCAGCCCCTGCTCCTTCATGGATCCAGCCC
TCAACAATCAGCCCGTTCCCCCAGATGCAGTCAGAATGGTGGGAATCCGTAAAGTGTCCG
GTGAGCACTTGGGAGTGACTTTTCGCGTAGAGAATGGCGAGCTGGTGATCGCCAGGATCC



TCCATGGTGGCATGATCGACCAGCAAGGTCTACTTCATGTGGGCGACATCATTAAGGAGG
TAAAC
>CL2968Contig2
GGGNAAACGGACTTGGCGTCGCTACTGGATGGAGCTGCTGGTGACGGGGCGCGCGTGGCT
GTAGGTAGATCGCAGCCTATGCTGCGGAAGTGACTGCAGAGGACAGACAGACAAGCCGCT
CTCTGGCTGCTCGCTGGTTCCACAGACCCCGCTGCCGCAGCTCGGAGTGCTGGGGAGACA
TCCAGAGAAAGGTGACCGCGCAGCGTACAAGTTTAGCAGACGACACTTGGAGGAGTTCAA
CTTCAGAATGCCTGTGGCAACATCCTTCTCGGACTCCGCAATGCATCAGGCCCTGGACAC
GCTGAGTGACAGCACAAGCTCAACAACTGCCAATGACCTAGACCTGATCTTCCTGAAAGG
AATCATGGAGAGCCCAGTGGTGAGAGCTGCTACATACCCAAGTCTGCACAGTTCAGCGCA
CGAGAGGTTTGAGGAACCCAAGCTGGAGGCTGTGAGCGAGAACAACGTGGAGTTGGTCCA
GGATATCCTCAAGGAACTCAGCCCGCTCACACAGAGAAACCAGGTCGCAGAGGAGCTTGT
TCGCATCCTGAAGGAGCCTCACTTCCAGTCTCTCCTGGAGACCCATGATTCTGTGGCATC
AAAAAACTAC
>CL2969Contig1
TGGTTTAAAACCAAAAAAAAAGCAAATTTTGACCTGACAAGAAACATTTTCTGCGACATC
AAATCTGACCTTACGAAATCACACTGTCTGTGTCATGCTTTAGCACAGATAGCGTGGCCT
AAATCATGCATTTAATTGAGCATAAGTCTGCTTTTGTTGGAATAGGATTTGTGGGAAGCC
AATTACTCAAGTAGGCCATAAAGGAATAGTAACACTTGGTTCTTCTGGGGACAGAAAAAC
AGGCAAGCAGCCAGCCTTCATCCTGGAGGGAAAGGCCCCAGTCGAGCTCAGCAGAGGGGA
TGGAGGAGGCTCAGAGGCCAGATCCCTCAGCCCTGCTTCTCTGCCTCTGACCCAGATGGA
GAGTTTGGGAGCCTGGCAGAGTGAGAGCTTGTTGGCAGAGTCCTGGTCTACGATGGGTGA
CGTAGACCCAGAGGATGCCAAGAGCCTGGACAGCAGTGACGGAGCAGCATTAACCGGGGA
GGAGAATCATTCCTCCAATTCTGATATTGTCCATCTGGAGCGAGACGAGGTAGAGATGCT
CGAAGAGGGGGAGGAGAGACAAAAAGAAAAGGAGAGGAGGAGGACGACGAGGAGGAGCTG
CAGGCTAGTGTGCTGGGTGAGGAGAAGGAGTCTGAACTCCAGCCTCCAGAGACTGTGGAG
CTCTTGGTGTCGGCAGAGGAGCCTCGAACGAGTCGGGAGTTCAGGCATGTGGTCCCCCCA
ATGGCCCTCCCTCCTCTACCCATCGTCAAGCTGGATCCTCCCTCCACCACATCCACCCCG
GTTCCATCAACCACAGCCTCTGAAGCAGAGGAGCCTTATTCCATTCAAAGTCTCCATCCT
CCTTCCATTTTGGCACCCATCCTTCCAGAGCCTTCAGAAACGAATCCACAAGAACCAACA
TTTTCACAGATTCCCTTCACGGATGTGGAAGAACATTTACTTAAAGAAAAGCCACAGCAG
AAAGTAGAGCCGATGACTCCTAAGACTAAAGCCCTGAGCTCCTTAGAGCTGCTGTTTGGA
GGCGCTGCTTTGGTGGCTGCTGTGGGAGTGCTGGCGTATGGCGCTTTAGCTTACTGCAAG
AAGTAATAAACACCTCATTTGAATCCCAAAACAACTCATAATATCATCTATTTCAACAAT
TTCCAAGTAATTTATTCCAGTTAACCCTCTGGATTCTGTTTTAATTTGAATGAAACGTGT
GCTACCTCAGATCCAAGTAGAGCTAACGGCCTTTACTTAACTGATCTTCAATAAACTTTA
GCCAGTAAACTGCAAAAACCATAATGTAAAAAATACAGTTACACAATATAAATGTGTCTT
TGATTATTTCAATAACATGCAATAAAAGTTTTACACTGCAATCCACTGAAAATGTCCAAC
AAACCAGTGGAACATTTAAATCAGAACTAACGCCACAGGGATTTCCTTGTAGCGCTTCTG
CTTTACCACATTTGATTAATATTTTCATAATTTACTTTATGTAAAGAAAGGTTTTGAATG
TAGATTGGAACTTGGTAACCCATTTAGCACTGGTTCATTTCATTTTTTTTTTTGTTAACC
AGATTTTCATTTTACTTTTTACATTCAGGTTTCTTTGACTTTTTAGTGCCTTGAGTATAA
AACAGTTAAAAGAAAATATATGGTACAGTAGCATCCAACAATGTTGGAACTTCTGATTCA
TATTTTTATGTTATGCAACACATTCTTATGCATTTCAAGACAATTGACTTAAAGTATAAT
TTTGGGCTTTTTCTGCGAGTGTGTGTGTTTTTAGGACTACAAACGGCATA
>CL2970Contig1
GCGGCCCGAGTACATCGAAAATACAGACGGCCACCAAAACCACATCACAGGAATCGGCCC
TGTGCTCAACGTCTACCCGTGGAACGACGAGCTCTACCTGATCCGCTATAACAACTATGA
CCGCTCGGTCATAAACACAGTCCCCTATGACGTCATCCAGCGGTGGTACGAGGCCCATCG
AGAGCTCACCACAGAACTGAGGCGGCCAGAGAACGAGCTGTGGGTCAAACTCAATCCAGG
AAAGGTGATATTTGTGGATAACTGGAGGGTGTTGCACGGGAGGGAGTCCTTCACCGGCCT
GAGACAGATCTGTGGCTGTTACCTGACCAGAGATGACGTCCTGAGCAGGGCTCGTGGCTT
CAGACTGCACGTGTGAACGTGCACAGCCATCAACAAGCAGGCACTAAATTCCAAGATATT
TAAATCACTCCTGGATTACGTTTATCCTTGTTTTGGTTTTTAGGACCCATCCTATGAAAT
GACAGGTAGCGAATGTATCCTGAAGTGCATTTAAAGCAATAAATCCTAATTTTTCTTTAC
CANAAAAAAAA
>CL2971Contig1
TATGGCCGGGGTCGCGTGCACGTTCGTGTTGTGGCCGTTAGCCTGAGACGTCTCGCCGTC
GGTACCGGACAGCTCGTCGAAACCGAAGCAGAAATGTCGGTCACCGAGATGTTCAGCCAC
ATCCAGGGTTTCCTGAGTGCCGACCAGGACATCAGAGAGGAAATTCGTAAGGTGGTTCAG
GGGTTGGAGCAGACTGCCAGAGAAATATTGACATTACTCCAGAGTGTTCACCAACCCTCT
GGATTTAAAGAAATTCCCAGTAAATGTGCGAAGGCCAGGGATTTGTTCTGCACAGTCAAG
ACACAAATCGGAGACCTTAAAACCAAATTTCCAGTGGAGCAGTATTACAGGTTCCACGAA
CACTGGCGGTTTGTTCTGCAGCGTCTGACTTTCTTAGCAGCCTTTGTCGTCTACCTGGAA



AGTGAAAACCTTGTGACACGGGAAGAAGTGGCACAGATACTTGGAATTGAGGTCGTGCGC
GAGAAAGGCTTCCACCTGGACATAGAAGATTACCTGGCAGGTGTGCTGATCATGGCAAGT
GAACTGTCCCGGTTGGCAGTAAACAGCGTCACAGCTGGAGACTACAACCGACCGCTTCGC
ATCTCCAACTTCATCAACGAGCTGGACTCCGGCTTCCGTCTGCTCAACCTGAAGAACGAC
CCCCTTCGAAAGCGGTACGACGGTCTTAAATACGACGTGAAGAAGATCGAGGAGGTGGTC
TACGACTTGTCTATCCGCGGCCTGGCCAAGGAGTCCGAATCGAGCGGAGACAAGTAAAGT
GTAGAAGAACCGGCATCGATTGTGGGAGAAGAGGAAAGGCACGG
>CL2972Contig1
ACGAGGGCAGCCTTCGCATTTTCACAACCAACAGTTTGCCCAACTCCTGGCCAAGTCGGT
CAATGAGGGTTTCGAGGCGGTCTACGAGCTTACCAAGATGTGTACGATTAGGATGAGCTT
TGTCAAGGGCTGGGGAGCAGAGTATCATCGACAGGATGTCACCAGCACCCCCTGCTGGAT
TGAAATGCATTTGAACGGGCCCCTGCAGTGGCTGGATAAAGTGCTGACACAAATGGGTTC
ACCCCTCAACCCTATTTCATCTGTGTCCTAATGATGGATTCATGGGAGCTTGGAAAGGCC
TTAAGTTTTGTTTTTCCTTTTCCTTTTTTTATGTTTTGCTTCTCCCCATTCAACGATTTG
TAATTTAAAATCAAGTGGACGAACTGTTTACACCTACTTGGGGAAAGGATTTTGAACTCT
GGCTTGAGATTCAACAGCAGTTGCAGCCAGAATCCACTTGTTTTAAACAACAAACCAGCG
CAAGAAAACACCTGGAAAAAAGAAGAGTTCCGTCTCTACTGTTGAGCCTGTGGTTGTCGG
ATATTCATTTTTGCCTCAAGTTCTTTTTTTTTGATAAACGTGTTTTATCTGTGTCGTTTT
TAATTAGGCCAATCTCTCACTACTCTGCGTCTGACTGAATTTGAATTTTGTTGAACACAA
ATTATTGTTTCAACGTTAAGATACCGATGCGCTTTTGTTTACCTTTTTAAAACTCGGATA
ACATCATTTTATAGTCTCTACTGCTAGAAAGGAACACTGAGCTACTGCCTTTAAAATAAA
AATGTATGCCATCACACGATAGTTAACGATATGGGAGATCACTGAACAAGTTTAACATGC
CATAAGCTAACATTATGAATGTTACATCTATTGCAATAGAATTAGTCATTGTGTAATCAG
AGAATGAACACTACAGTTATTGATTGTGTTTGTGCTCTCAAGTTCAAGTTAGAGTTGCTG
TATTTTTCCATACTCACTGTATTAACAATATTGTGCACTCATGGATTTTTGTGAAGGCAT
ATTCAGTTTTGGCTTGGGTACCGAGGCATTATGTCAGTAGTTGGCTTCATGAGCTCATGA
AATAAA
>CL2973Contig1
AGTTTTCCCAAAAAGGACATGTCACTAATGTGTACAAAGTACCAATTGAAAGACTGCATG
TTGGAGACAGAAATGCCCATAGTTTGATCACAAAGTTGGACAAAGAGGTTGTTTTTTTAC
CTCAAACTGCTGAAGTGAAGCTTCTGGATTAAAGCTAAGGACACCTTTCTGAACAAGAGG
CTTTTCCTTGATAACTCAAACAGGATGGAGCCGGTCAAGAGTCACACTGAGCATGTGCAA
AGGCAGCATGTGACGCCATGGGGAGCATTTCATCCTGATCCGCAGAATATTTCACCGCAG
ATGAAGAAGAGCCGTTTGTCCTCGCCCAACCCCTGCCGGACCCCCTTCCTGTGGGTCCAC
ATGACAGGAATCCCACTAAGTGAGAACCGTGCCGACGGGCGGCTGGTCGATTCCAGCTCA
GATCTAAGCTCAGGTAAAAATCGTGTTTCCTTGTGAAGCTTTCTGGGCCTCATGACGTTG
AACTGGTGGTTCAGGAAGGACACAGTCCAGTGCAGCCGTCAGCCAGACCAGGAGACTTGG
GCCAAAATACATTCGAGTCCCTGATATGTAGCAGGACTGGACTTGGGGGGGTTCAGAAGG
ACCACAGACCACAATGGGGGGGTCAGTTAGTGATGGGGGGGGCAGGTCGGGTCAGACGAG
CACGTGTTCTTTAAAGGATTACTTTTCTCATAAAAATCATGTTAAAAATGTTTGACTTTA
AAAAGCTTTTTTCTGCGTCGTGTTCGTCAGAGACGCCGATGCTGGCGAAGAAATGGCGGT
GGTGGTGGTGGTGGTGGGGGGGCACCACCGCTGTCCTTCAACAGGAAGGATGAAGGTTTG
TTGGATTTTAGCCTCAAAACACCATGATCCAACCAACAGTCACTAGGGGGGCGGGGGGCA
TCTCGGGTTTGGTGGTAGGGGGCCAGTGGTTTTGGATGACTGGTTGTC
>CL2974Contig1
TTTTTTTTTTTTTTTCATGTGCCTCTTTAACACATTTTAGGATTGACAAAAAAAACTTTC
ACGTGTTACTTTCAACACATCTTAAATGAAAAAATAAAAAAAACTTTAAAAACTAGAATT
AGAAAATTTAAGGGGAAAAATACCGACCCATTATCTTTTCTGTAACAAAATGTAAAATTG
CTCTTAAAATATGTCGTCACGAAAAGCACGGTCTGAACCTCTTCAGCTATTCTTGTGAGT
GAGAAGATTTATCTCCTTTAAATAATGACCGCCTAACAAATGTATGGCGATTTTTTTTTG
CAATATGCAACTGTTCAAGTCAATCTAATGCTAGAAAAAATATTTCAAGTAAAGTCGTTA
TCTTCTTTATCAAAATCTGCATAGCTACAGAAGTAAGTACAATGAAAGAAGCCAACTGAC
CACGCCCTTTCCACTTTCGTCGATTGACATTGACGCATTATTCAAGCTAACCAATCACAG
CTTTATGAAAAATGCTACGTTAACACTAGTAGTGTCAATTGTTAACTAGTGATCTTAGCC
AATGGCTATCAAATTTTTGAAAAGCAGGCCATTTTTGTTAATTACATATAAAAATTATTT
TTAAAATAATCTTACTTGTAGGTTTTGTTCTAATTACCCACATTGGCGAAGGACGGCCTA
GCCTATCAACAGCCTGTCCATTATGTAACTCGAAAAAAACGTTCATAAACAGTCAAGTCT
TCAAAAATACTAACCAAAAATTACTTACAGGTTGCCGAGTCGCCTAAATACACCAAAAAA
AAAAAA
>CL2974Contig2
ATTTTGAATAACAAGTTTATTCGTTTTCTTCCTCCTGAGCCTGGCATTTGGATTGGTGAT
CTTGATTGCCAGCTGAGCAGCCCTTTCGACTTTCGTCCACTGACATTGAAGCATTATTCA
AGCTAACCAATCACAGCTTTATGAAAAATGCTACGTTAACACTAGTATTGTCAATTGTTA
ACTAGTGATCTTAGCTAATGGTTAGCAAAAATTTTAAAAGCAGAACATTTGTTAATTAAA



TATATATAAAAAAAATTATATAAAAAAAATCTTACTTGTAGGTTTTTTTTTCTAACTAGC
CACATTGGCGAAGGACGGCCTAGCCCATCTTTAACAGCCTGTCCATTATGTAACTCGAAA
AAAACGGTTATAAGCAGTCAAGTCTTCAAAAATACTAACCAAAAATTACTTACAAGTTGC
CGAGTCGCCTAAATACAACAACAGAAAAACCAAGGGGGAAAAAATGCGTCATAAATGCCT
TCAACAAGACAAGGCCCACCAGCCCAATGGCGAAAACAGTTCAGTAAACCGTTCAAACTC
GACAAACTATAGAAAACAAAAGAGATCGCTTCAAGCTTAACATTGTTCGAATAAAAATAT
TAATTGAAATAAGCGCCGTTAAATAAACATTATATGAATAAAATCATGTCACCAAACGAC
CAATAACACAACTACGAGCTAAAGAGTACCGGCGCAATTCTGT
>CL2975Contig1
TTTTATTCATGACATTTGTAATAGTCCTTTGATGAATGTGCTAGAATGAAAAGTGCCTCA
AAAACCAAAAAACATAGCAAAACAAGTTGTAAGAGCTGGTGTTTTGATATCTTGAATCTA
ATATAGACCACAATAATGAAACACACAGCACGACAGGTCATGAAAAACAAGCAGCTTTGT
TGAAGGTTAATTATACGGCTCCTGTGATTCAGATTGCATACCCCGACCCAGCTATAATGT
GTCAACTGTTACTCAAGTGTGTCTTTATTTAGGCTGTTACATAGCGGTGCTTTAGGTGTG
TATGGGTAGGTTCTGTGGTGGTTCTGCAGGCAGGTTGTTCTGGACTTCAGCTGGGGCTTT
GGCCTCTTCAGGTTTGTGTGCCTGTTGCTGAAGGTCACCATTAGGTCCCACAGGAGGCTC
CACCTCTGCTCCCTGCTGCTGCCTCTGAGACATTTCCAACACGGCCTGCTGGTACTCTCT
CCTCTGAGCCTCCAGAGCTTTTCCTCTCTCTTTCAGCAGCTCCTGCTCCTGATGAAGAGC
GTCTGCTTTCCTCTTCAACTCTTCTTCTTTGTCTCGAAGCTCAGCCTCGAAGCGCTGGAG
CTCCTCTTCTGTGTACACTGGCTGTGAGTCCAGAGTCTCCCACCCTTTGGCATTGTTGAA
CTCCTTCCTCTCTGTGGATTTAAGGAACTCTTCCAGGGTGACGAGTCGGTCTCTGTTTGT
GTCCACATTTTTCATCACATGCTCCCTCATTCTTAGCCGCTCCTCCTCCATCTCCATCAT
GTCGTCCTCCTCGTTTTTCGGGTTGTAGACCTTCTCAAGCTCCTTTGTGAAGAGGGCCTC
CAGCTCCTGCTCATCTAAAACTCCATCTTCATTTGTATCGTGAAGTTTGAAGAAGGTTTT
AGGGTTGAACTCCTGTGGATCCAGTCCATCCGTTTCCTCCCAGACCTCTCGCAGCTGATC
AACACTCCCCGGAGCATTGACTTTGGGGTGCTGGCGGTGTTTCTCTTTCAACTCCTGGAT
CCTTTTCTCCTCTTTCTCCCTCTTCTCCTGGTCCAGACTCTTCAGGTACTCCCTCCTCTC
GTGCTCCTTCAGCATCTCGTAGCGTTTGAACTCCTCGTGTCTCTCTGCGTCGTAGTTCTC
CAGGTCCTTGGTGGCCGCTGAGATCAGCAGCTCCAAGTCTTTGGCCTCAAAGGTGTTTTG
ATTGTGAGGATCCAGGTGTTCAAACTGTTTCAGGAGTGAAGCGTGGTCCATCTGAAGGCT
CTGTGTGTTGGTGCTGTCTAGTTTAGCCTTTAGCAGCATCCTGAGGCGAGAAACCTCCTG
ACGCTTCAACTCATCCAGTCGGGTCCTGACATGATGGCCCACCAGGTCCAGCTCTTTGCT
GAGGCGCCCGTTCTTGATGTCCTCCGTGTTTGCCGTCTGCAGCTTCTCTCTAAAGTGAGG
GTCAGTCTCCAAAACTTCAATCACCTCTCTAAGATACCTGTCATAGTACAGACCTGTGTC
CATGTTTTCCTCCGGCACCTCTTCTTTGGGCTCCTGGTTGGCTCCATTGCGGTCAATGGG
CACAGACCAAACCCCAGCAGAGATGGACAGGAGCAGCAGCCAGCAAAGGTGCATCCTCCC
CATAAATGTGTCCGAAAAGTGATCCAAACGGATCCAACACGGCAAACAGGAATCTGCTCC
CCGGCCATAAGGCCCGGGTT
>CL2976Contig1
TGCCTGTATTGATTAGATTGTCACTTTGTGAAATCAGTGGCATCACATTTCCTGTTGAAA
AACAATGAAAAAGGTAGTGAGCACGCTTTTCAAATCCAGCCCATTGGATGGTCCCACACC
ATATAGTTCTTTAGTAGTTTGGGAAGGAATTCGGACATCACAGCCCCGCCGACATCAGGC
GAGACCGCATGGAACCTGGTCCCGTTTAGGTAACCATTCAGTTAACTGTTTCACTTATCA
CTGGGAAATGCTAACATCTTGGTTGGACTTTAGTCTCAGAGATTTTAAATGTCCGTCAGC
GTAACTCCACTATAAATTATGCAGTCAGTAGAGTGAAAAAAGTACATTTAATGCAGAAGC
TGATGGAAACATGAAGGAACCCTGAGTGTGAGGAACCTCCCTCACAGCAGAACCATTCTT
GTAGGAACTGACAGAACCTACATCCATCCAGAACTGCAAATGACAACCAGAGATGATGTG
ACAGTTCACAAAACACACTTTTTCACAGGACAAGGTCAAAATATTTCATACTTTCAGCAA
AGTTTTCCTGACATTTTTGAAGATGCTACTTGTGACGTCTCTGTGGTCTTCGTCGATGGT
CTTTCTCGACACAGAACTCTTCTCCATTCTCTGATGAAGCTGCATCCAGCAGGTCCATGG
TGGGAATTAGACAGCTAGCTTCACCCAGAAAACACAGACTGATGTGAAGCACGTCTGCCC
ACCGTCCCACAGTCAGCATCAGGACCATCAAACCCCCGAGACGCACCACCACCGTGTTGA
GAAGAGCCTGGCTGCCCGGCAGACGGTGCTGCTCCTCCTGCATGTACACAACCAGCAGTG
TGTAGCAGATGGTCAACGGTGTCCAAAACCTGAGCGCCTCGGTCGCAGACAGAAACTGCT
GGTTGATGATGGACACCGCGGCCAGCACAGCCACAAAGAAGGTGATGGATACAGCCCTGG
CCAGCAGGGGCAGCAGAGAGCCGCCTGAGGTGAGCAGGCCGATGCAGACGCCGCAGTATC
CCTGCGAGCTGTGCAGGTCGTACAACGCACTTACATGATGCAAAAGCTTTGTGGCCTGCC
GGGACAGAAACCAGCTGAGAGCTGCAGCCAGGAGGAGGCACAGCCAGCGCTGGGCTGCCC
CCTCATGGAGGAAGTGCAAACTACAGGTCAGAGCGCAGCCCACAGAGAACTGGCTTTGCG
GGAGTAACTGCTGCAGAAAAGTCCTGGGCTCCTGTCCAGCAGTAACCAATCCA
>CL2977Contig1
ATCTGAAGTCGGACAACACTGCAGGAGAGTCAGGAAGTCGAACACCTTCCTGGAGTTCAT
CACCTGCTCCAGACTGTACTCGTCCTGGAACTGGGAATACGGGTTATTGGTAGAATGCTT
GTGGTTTTTCCAGGCAATCTTGGCAAAATGTTCTGGTTTGGTGCCATATTTTTCCATGTG



CTCCCTTCCAGCGTTGCCAAACATCTGTGGTGCTGCTGGAGCTGCAGCCATCTCATAACG
GTTAATCATCACTTCCATGTGCTTGTCCAGGGGATTGGTCCGATCCATATACTTAGTAGA
CAAGGAACCTCTCTCCATCTTCTCAAAACCAAGAGAAAGGACACAATCAGCAAGACCTCC
CATGATTAGCTGACGGCCCATGAACAGAGCGGTGGAGCCTGTGGAGCAGTTGTTGTTGAC
GTTGATGATGGGGATCCCCGTCAGACCCAAACTGTGGTAAATAGCTCTCTGCCCACAAGT
GGAGTCCCCATAGACATAACCCACACAGGCCTGTTCAACGGCCGAGTACGGGATTCCTGC
ATCTGCCAGAGCCTTTACACCTGCCTCCTTGGCCATCTCAGGGTAGTCATCATTTTCTCG
GGCTCCAGGCTTGTCAAACTTTGTCATGCCCACACCGATGACAAAGACTCGGTTCTTCTT
TCCGGGGGCCATGGCGACGTGCTTGTCCCTAACTAAGATGTGGACAGAGGAGCACCAA
>CL2978Contig1
ACTTTACAAGAAGTTGGGTTAGAAATCTTTAATATATTTTGGCTACAGACAGTAAAGTAT
CTGCTGCTATACTGAGAAACAACATTACATGTGGAAAAACTACGGTGTTATTTTTAATTA
TAATAGACACGCTACTGAAGACACTCAACTCCCCCAATATTTATATTAATTTACTCTGTT
AGTCATTAAATACAATGTGTGGAAAATAAAACGTGAGCAGTACTTTGACTTAGTAGTACA
GAATAGTTATAGTAAAATAGTTTGATTGACAGGAAACAGGAAATGCCTCAGAGCGATCAG
CTGTGAATTCATCGACCTTTGCACATCCTTCATGACACCGACTCTCAGACCTTCAATCCA
GACTTACAAACTCTGCAGAAACTCCAAGTGGGGGTTTGCATAATTCATGACCACGGCGTG
GAAGAGCAGCAGCATAAAGAACGATGACATCACAGAAATTAAGACGACCCTCTTCAGGTC
CTGGTGAAGCTACGGCGTCACGCCGACCTAACGGAGCGGATCGGTGTGACGTTAATGGGT
CCCCCCTGAACGCATCGCACGGCCGAAAACTGGTTCAGACCTGAATCTACGTGGAAACGG
AGAAACGTCGAGGTTCTTTACGTGAAAAGTTCACAGATTGAACCACGTTAAAACCACGGA
AGGAGGACGACTAAACCACGCAAAGAACACCTAAACCGAGTATTGCGGTGTTTATATGCA
GTTCATTAGTGTCTTGTGTATCATATATGTCATTTGAACGTGATATGACCGCCGTATACG
TGACATAAAAGTTATACATCGGTGCTTCACGCGTGAAACGTCAGTTAGACAAACATGGAA
CGGCCGTGGAAAGACACAAATCACACACAATTAGGTAAGATTGACGTAATAATTGCGGAT
AAACTATGAAAAGTATGCATAACATGCGGAATTCCCAACCGAGGAACCGTAAATCACGCA
TGGATCACGAAAAACTGAAATTTCCTACGTGGAAAAAAAATGCACAAAGTTAACTTTGGC
GGAACGCAAACAATCCGGCCGACTGCGGCATGCTGGGACATTTTTACTGGAGTGGGAGGG
GCTTAGCACACCTGAACAATCCCAACGATAAAGTGTCTTTATTGGAAAAATCTGGACCGA
TGAAAATTATTTATAGGGTTTTGAGATGATCTCAGTTATAAATGGACACTTTGTACAGAA
ACTGGAGGGAAGTTAAACCAATAAAATTCTAAATTGTTTTCTAAAAATTTACTGCAGATC
TAAAAAGAGTTAAAAATTCAAAAAGTTACTCAGAACTTCCTACGTTTATATGAACAAACT
GTAGTTCATGCAGACGTGTAAAAGAATCAGTTTAGAGTCCTAAAAAGGAGGGAAGCTGAC
CGTCCACCACCCTGACAGGTGACAATGGACTGAACCAACCACAACTCAGGGGGGGGGTCT
TCTCTAGGAGTGTCCGTAAAACCCTACAGGTGATCAAGCCCCACCTACACCCACCTCTAG
CCACGCCTCTACCTACAGGAAAGTGCTAAATTAAAAAGGTCACTTATTTATTTTTAATCT
TTAACCTTTTCCATGTGAAAAGCGTCACCGGCCCCCCCTCCACCCCCCCTTCTGCTCTCA
GTGGCAGATGGCCAGCAGGAGGCGCTTGAAGTCGCCGCCGCACTCGTCCCGCAGCGCGTC
TTTCAGCGACACGTCGTACTTTTCCAGGTACATGTCCTTGATGGTCTCCAGGTCAAACTC
GGAGCGACACACGATGATGCGCGTCAGCGTGTCCTCGTCGGTGCCCACTCCTTTCATGGC
GTCGTGCAACCGCCTGGCGAAGAAGAGCTGCGGGTTTTTGGCGACCCTCACCAGAGCGGT
GTAGCATCTCTTCAGGGTTCCAGTCGTCTCGTTGTCGATGGCGTCCAGGATTTCAGTTCC
AGAGAGCTGCTCGTATATCTTGAACGTAGCTTGAAGCTGCAGGTAGTTCCGGGTGGCCAG
GATGTAGCTGAAGGTGGATTCGTCCGTCCCAAAGCGGCCCTCTCCAGCCTCAAACAGAGC
CGTGGCATCCTGCTCCGCCAGGTCCTCGTCCACCAGGTAGCTCTCGTCCCTGTTGCCCTG
CAGGAGAAGGGTGAGGAG
>CL2979Contig1
TTTTTTTTTTGAAGGTTCTGCATTAGTTTATTTATAAATACAATTTCTTATATACATTGT
AAGCCTCCCAAGTAGAAGGCAACAAGAAGGCATTGAGGCATTATTTTGATAGCTAAAACT
CCATAACCACTGGCAATTATAAGCAACAACAAACATGTGGGTCTTGCCTTAGAAAAAGTG
ACCGTCCCATAAAGAGCAATTTGTCCTACATCCTTGGGAAGTAATAGAAAAACAAATCAA
CAGAATGTTAAGGCAGTTCCATTAAAAGTCAGAGGATCACAGGAGAGGTTTTCCACAAAC
CCGACACGATGTCTGCACAAAAATTATGAAAACTGCTACCAGAGCTCATATTTTAAAACA
GAAGTTAAAATGCCCAAATTAGCTTTTCCTTTATAATAACAACCACATTTAACTGTAAGG
ACTGACAGCTAAGAGAATAAACTGCTGATGAGCTAGCAGAAGTCTGATAAACTAATTTAC
AGTCAACTTAAAAATAATCAATATTTTATTAAGATTTACAAATAATGTGGCTTTTCTCCA
AATTTAGTTAATTCTACTTTAACCACTTTAATCATAATCCTGAGAAATTTGAAGAATAAA
TTTATTTGTGCGGGATTTACACCAAAACACCTGTGAAAAAAAAAGGAAATTAAAGCACAT
TTTTCCTTCAAGCCAGGGTTATTGTTATCATTTATACTTCTGAGCTCAGTATGCATTTTT
TTTAACTTGCTAGTCTCCTTAGTTGATTACCCTGTGTTGGTACTTTTTAAGCTTAATCTT
ACACCTATTGACCAATGTTCTCAGCAAACCATGAGAACAAATAACCTTAAAATTCTCTAA
GACAACAAAGCAGAGCCAAAC
>CL2980Contig1
ATTCGGCACGAGGCCGTTGCAACGTTAAACTGTGAGGACTTCTCGTTATTTCAGGAAGTC



CTAAAGGTGATGCGCACAATCGATGACCGAATCATCCACGCCCTCAACTCTACGGTGCCC
ACAGTTTCCTTCTCTGGAAAAGTAGATGCCACGCAAACTTGCAAGCAGCTCTATGAGTCT
ATGATGGAGGTTCATCTGAACAGAGACAAAGCCATTAAGGCCTGCATAGCTCAAACATCT
GAGGTGGTGGAAAAGATGCGTGAGCAACGAGCACAAGACAGTGAAAACCTGGGACTAATC
AAACAGCTCCGAAAGGAGCAAACCAAATTAAAGCTAATGAAGTCTGAGCTGAATGTTGAA
GAAGTTGTCAACGATAGAAGTCTGAAGGTTTTCAATGAAAGGTGCAGGATCCACTATACT
CCTCCCAAGGTGAACTGAAGCTGGGACCCATTTTGTTCAAAGTCCAAAAATCTGACCAGA
ACAGGAACCCTGAGCTGCCAGCGAGTCCGTGCTGCAGGCGGCTAACTGTCCCAGACCCCT
TGGACCCCCCCTCCCCCTCAGTCATGTGATCATTGTACTGCATTACCATCTCTGTATGAG
TCTTCTGTGTGCTTCCTGGAATAGAAATATTGTACAAAGCAGTTTTTTTAAAAGACAGTG
AACTATTTTCAAGTGACTGGACATGTTTTTGTTATACATCATTTTAACAGATTTGGAATA
ACTTGAAGTTTTCTGAATGCTGTTAAAACAAAAGTTGGACTTTATTACAGTGGAGAGAAA
AAGTATTTGGCAGTCATTGATCCTGCTAGATGCCAAATTTAAAATGATGAGGAAAGTCTA
AACTTCTTCATAGATACATCTTAACTGTGAGACAGAATAAATAAAAAATAATTAGAGAAA
TCACATCG
>CL2981Contig1
AGCTCNAAGCATGTCTTTCTATCAAAGCACAACACCGCTATTGGTCAGGAAGGCTAAACA
TGCACATTTGAAGCCATTCAGCTGTTTGTTTATGAAACTTTTAGTAAAGCGAAGTGTTTC
AAATACAAATGTAGAAAAAAAAAGACTGACTTGCACAAAGAATTCTTTAGAAAAGTGACA
GTTTTGGTTCAAATCCTTAAAACGTCCCTCTAAAAAAAACAAACCCAAACAGATGGTAGT
GGATACAAAATTAATCAAAAAGTATGTAAAAAAACAAAAAACTAAACAGACTTAAGCTGA
AGGGCCAAACAGTACACCAACACTGCTGTGATGGATAAGGGAATTTTATACAAGGCACAG
AAAACCTTAAAATTCAAGTTATTAATGGAAATGACAGTAAAAAAGCTCAAAAATCTTTAG
AACAATCACCATGAATCCTTTTTCCCTTTAATAATATTCATGCATAATCCAGTGAATTCT
CTGAATGCACCAACATCAAAAGTTCACAGTTGTGTTGTTTTTTTAATGTTAGGAGGCCTG
GAAATGGATCTGCTGAAATAAAGCTTTTTCTGTCAAATGAATGTTTAACTTCAAGTTATG
AAAGCTCCTACAGTGAGCTTCAACATCATATTTTAGGGCGTAACATTTAGTTCAAGGTGA
TTTTTGTGTCTGTCCGAGACTGTAGTCAAGACATTTTCACATTAAAAATGAAAGTCTCTG
TAAACACAGATCAGTCGATTGGCATCTTTACTGACGGACTTTGAGGTGCAGGAATCTTCC
TCAGTAAAACGGTGGAATAGTAGGTGGTAACGGCGTGGTGGCTCCTCTTGATGTGCTTCA
GGAGAATGATGGAGCAGACCAGGGCAGTAATCAGAAGAGCTCCGGTTCCCAGGAAGACGC
CCAACACCAGCGACGCCCTTCTGTCAAAGACGTTTAAAATGGTTGTAGGACAATTAGCCA
TGACCAGGCTCTCCATGAAGCCATCAGGTTTGGGACAGGTCTTCTTAACGATCTCCACCA
GGGAGATTCCAGTCACTCCACAGCAGTGGAGCGTGTTGTGGATGAAAGTGAGCGTAATGG
CCAGGGCGGGGTCATTGTTGTTGGCGTACAGAGTATACAGGCTGACGTAGAACTCGCCGA
GCCTGCGGCCAACCTCATCCCTGCTTGTGTAGGCGAGCACTCCAACAACCACTTCAGCCA
CAGCCAGGAAGAAAAGGAGGACGATGAACGTCTGCAAGGCGCATCTTTTCTCGCTGCAGG
CACCGTAGTCTCCAAACACCACCACAACCAGCATGACGGAGCCCAGGACTATCAGCACGG
TCACGCCTAGAACAAAGGCGCTGGAGTTGAGGGCCTCGACGTTGAAGATTCCTCTGGTGC
CATCGCTGAATCTCAGCCACAGGCCGAGAGCAAGAAAGGCCAGGCCCACCACCGAAAAGA
TGATGTTGAAAAGGACAAGAATGTATTTGCACACGACTCCACATCCATCCACAGCCATGA
TGAGCCTGTCTGTCGGTTCAGCTACGCACTTCAAAAGGCTCTTCCTGGGAATTTAAGCTC
CTGCTGCTCTTTCTTCTGCCCCGGCCATAATGCCCGGGT
>CL2982Contig1
TTTTAAAAAAGTTTTTTTTTTTAATCNTGACTTCTTCGAAAAAAAGAGAACANTGATCCA
NGGAAAGNGTNTGAACAGAAAACAAAAAGTGTGACACTTTCAGCATAAATGCATAATGAG
TGACAGCAGTCTAATAAATCGGTCATCCTCTACAATTTCTTTCCTCTGAAGTTCTGTAAA
CAAATGGGCTCATTTGAGGTTCAGGTGATGCTTTGAAGCTGTGGGCAGTTGAAGGAGTTG
TCCTGCATCTTGTGGAAAAAGCTTTCATATTTCCAGCTGGGGTTGCATCTTCTCCTCATG
TCTGCCTGATCCCCCTCATCCTCAGCTGCATCTGTCTGGACAACGCGGGCGGACATGTCA
TCAAATGGGGGAATATTTTCCAAAACAAGAGGAAGCCTGAAGTCAATTTACACTCCCCTT
TTATTTTATTTTATTTTTATCCTCCATGAAGAGTAGAAATAAACACCACGTTGTCCTGGT
CTTGCAGCTGATAATCCAGTTCCCCCATCAGCTCCCAGTCAGCATCATTGATAAGCACCA
GAATCCCAGGCCTCACTGAGTCTCCCTGAACAAAGAGCTCGGGTCGTTCCTTCAGCAGGT
TCCTCTGGATCCACACCAGTAGCTGCCTCATGCCCCAAGGTTCTGGTTGGCTCGGAAGAG
TCACATGGTGTTCTTTCACACCATCAAAAAGCAGCTCCGCACCACCTCCAAACTCCAGAT
GAACTGACACAGGCGCTGCCATGTTTTGCGCTCAACCGGAAGTCCCCGGCCATAATGCCC
GGGTTTAAC
>CL2983Contig1
TCGGCACGAGGCTAATTTGGGCTTCATCCTTTGGCCATCATGCAGACCACCCTCCCCAGG
CAGATTAGCCTCCCTCAGTCTGCAGTGCCCGGTTCTTCAAGGGGGGGCCACAACAAAGAC
TTCCATCCCAATGACGAAAAGCTTTTCTGGGCCACAGTGGAAGCCGCCCTTCCCAGGCAG
AAGTGCCCCTCTCGGGCTATTGCGCCCGCCCCTTCCAGGGGGGCCACAGCAGAGGCTTCT
ACCTGGCCACCCTCCCCAGGTAGAAGAGCTCCCAGCACTTCCATGGGGGGCACAGCAGAG



ACTCCCTTCATGTTGAAAAAAAATAAAAAACTTCTCTGGGCCGAATTTGGGCTTCATCCT
TTGGTCATCATTCANACCACCCTCCCCAGGCAGATTAACCCCCCTCAGCCTGCAGTGCCC
GGTTCTTCAAGGGGGGGGCCAAAGCAAAGACTTCCATTCCAATGACTAAAAGCTTTTCTG
GGCCACAGTGGATGCCGCCCATCCCAGGCNGAAGTGCCCCTCTNATGCTATTGCGCCCGC
CCCTTCCGGGGGGGCCACAACANAGGCTTCTACCTGGCCACTCTCGCCAGGTANAAGAGC
TCCCAGCCCTTCCNTGGGGGGCACANCANAAACTCCCTTCANATTGATAAAAAATTATCT
CTGCGCCNAATTCGGGCTTCATCCTTTGACCAATCTGCAANACCACCCTCCCCAGGCNGA
TTAACCCCCCTCGGNCTGCTGTGCCCGGCCCCTTCNAGGGGGGGGCCACAAAAAAAAACT
TCCATCCCCANTGACAAAAANCTTTTNCTGGGGCCAAANTGGAAGGTCGCCCCTCCCCAG
GCNNAAATGCCCCCTNTNGGGGNTATTGGNNCCCGCCCCNTTCCGGGGGGGC
>CL2983Contig2
CCCTTNNNNGGGGGGCCANAGNNGNGGNGTNTNCNTNNCCNCCCTCNNNAGGTAGAAGAG
TCCNAGCNTTNCNNGGGGGGCNCAGNAGAGANTCNNTTCATNTNGAAAANAAATAAAAAA
TTTGTCTGGGCGGAATTTGGGNTTNATCCTTTGGTCATCATTCAGACCACCCTCCCCAGG
CAGATTAACCCCCCTCAGCTTGCAGTNCCCGGTTTTTCAAGGGGGGGGCCAAAGCAAAGA
CTTCCATTCCAATGACGAAAAGCTTTTCTGGGCCACAGTGGAGGCCGCCCACCCCAGGCA
GAAGTGCCCCTCTCAGGCTATTGCGCCCGCCCCTTCCAGGGGGGCCACAACAGAGGCTTC
AACCTGGCCACTCTCCCCAGGTAGAAGAGCTCCCAGCCCTTCCAGGGGGGGCGGGGGGGA
ACAGCAGAGACTCCCCTCATAGTGAAAGAAAAAAAAATCATCTCTGCGCCGAATTCGGGC
TTCATCCTTTGACCAACATGCAGACCACCCTCCCCAGGCAGATAAACCCCACTCGGCCTG
CTGCGCCCACCCCTTCAAGGGGGGGCCACAACAAAGACTTCCATCCCAATGACGAAAAGC
TTTTCTGGGCCACAGTGGAGGCCGCCCTCCCCAGGCAGAAGTGCCCCTCTCGGGCTATTG
CGCCCACCCCTTCACAGGGAGGCCACAGCAGAGGCTTCAACCTGGCCACCCTCCCCAGGG
GAGAAGGGATCCCAGCCTTTCCAGGGGGGTTGGGGGG
>CL2984Contig1
ACTGGTTTGGTGGCGGAGCTCTTCTTTTCAAAAGTGCATCCGAAATAGACTCAAATGGAA
GGTTATCGTCTTTCAGGATGGTGAAAAGAGGGCTGTCCCACCTGTTTCTAGAGTCAGGAG
CTTCAAATCTTTGAACTAATGCATCGAAGATGTCCTGGGAATACTGCTCATCAGGATTTC
TGCTTCTGTTCCATGAGGAGCTCTGCTCATCTGACGTCAGACAGTACACAAGACAGTGTG
GCGTCTGTGCATGTTTGATGAGGCAGAACAGCTCATAGCGGTAGCCTTTAATGTAGTTAA
CTGAGTCCAAAATAACAACATCATCTTTGTTTAGCTTCCTTTCTACTTCAGCTTTCAGAG
ATGCTCTGACTTCTTTCTCCTTTTGGGAATCTGCGTAAACAGTGTTTCTTTCAACGCCAA
GAGCGCTGTCACCGACAATATAAACCTTTCGCTCTGTGTTCCTGTGAAAATACTCCTTCA
GCTCCTCTGCTCTTTTAGTTTTACCACTGCATGGGTAACCGCAAATCACTACTAAAGGCA
TAATTACCAAGTAAGCTACCATACAATGNAAAGAAAAG
>CL2984Contig2
AATAAAAAAATACATATGATAAAAAAATTCAATGGTAACTCTTATTTAAATACTGAACAA
ACATGTTGGCGATCTGGGCCGTGTTTTCTATGGGGTGCATCTTGCTGTAGCTGATGAATT
GGCGCCGTAGTTTCCTCAGCTCCGCCATGTTGATCCTTTTGGCGAGCTCCACCTTTTCTG
TCGCCCCCGGTACCGAGATGAAATCCCCAGGAACGCTCGTCTTTTGAGCATTAAAGATTT
CCATTAATACTTCTTGTGTGATCTTGTCCAACTCGTATAGGAAGTTTACAGAAGTCAAAG
GTTGGCTTTGGGTGGACTGGTTTGGTGGCGGAGCTCTTCTTTTCAAAAGTGCATCCGAAA
TAGACTCAAATGGAAGGTTGTCGTCTTTCAGGATGGTGAAAAGAGGGCTGTCCCACATGT
CCTGGGAATACTGCTCATCAGGATTTCTGCTTCTGTTCCATGAGGAGCTCTGCTCATCTG
ACGTCAGACAGTACACAAGACAGTGTGGCGTCTGTGCATGTTTGATGAGGCAGAACAGCT
CATAGCGGTAGCCTTTAATGTAGTTAACTGAGTCCAAAATAACAACATCATCTTTGTTTA
GCTTCCTTTCTACTTCAGCTTTCAGAGATGCTCTAACTTCTTTCTCCTTTTGGGAATCTG
CGTAAACAGTGTTTCTTTCAACGCCAAGAGCGCTGTCACCGACAATATAAACCTTTCGCT
CTGTGTTCCTGTGAAAATACTCCTTCAGCTCCTCTGCTCTTTTAGTTTTTCCACTGCATG
GGTAACCGCAAATCACTACTAAAGGCATAATTACCAAGTAAGCTACCATACAAT
>CL2985Contig1
TTTTCTCATTTTCACACAGAATAAAGTGGTTTTATTCCCATCAGGCCCCTCGATGACAGG
GCTGCCTCTCCCGTTGGCCAACATTGTCAAAGCGAGGGTGGAGGCCTGCGTCAGCTAAGC
GGACTGAGTGACGCTCTCAGTGCTCTGAGCTCTCGAAGCCGTCGGGAAGAGCGTTGGCAT
GCGGGTTGTGGAACAGGCTGTGGTTGCCGTCACCCCAGGGGAATTTCTTGGTGCGGATGC
GGAGGTGAGAATACGGCACAAACTCCGGCTGGTGGTGGCTGTGGTGCTGCATCTTCATGT
AGGCGTTGGCCATGCAGACGCCCACGCCGGGAAAGGCCAGAACAAATGTCAGGATCTTCC
AGGTCCTTGCTCCTCCCTCCTCAGCTGCATGTGACGCAGCAGCGGCGAGGACTCGACGAG
CGGCCAAGGTGGCAGAAGACATTTTCCAGCCTGGAATTTGTCAAAAAAAAAAAAAAGCTT
TGTTGTTCCCTTTGTCCTCTCACAAATCTTCCTACTTGTTTGTCCTTCAGTCCGTCCTGA
GTTGAACTCGGCGTCAGACTCCTCCCCGTTTTGAATCTCCCCGGCCATAAGGCCCGGGT
>CL2986Contig1
CACTTTTGGCGGGAGCATCTGCGATTGTGTGTCGCTGCGTGTCCTCGCCGTTTGTGTGGC
CGCACAGAGCTGGGTCGAGTCCGTACACGTCCGTTTCCGCTAAGCGGCGCGGACGCCGTC



GCCTGTTAGCCTGGTGTGCATGTCGGGAGCGTGCGATGAGATTTTGTACCTCTTAAACAA
TCATCGTCGATGTTTTCTGAGATCCATGTGAGATTTTTAGCAGATGATTCTGTATTTAAT
GAGCTGTCCTTCTACATTCCTGATGGTGACTTGGATGGCAAACCGATCTTTCGGTTGTGG
TGGAGGTCGCTGCGTTGGCTTTGGAGACTCCCGGCGATCCCCGCAGGCGTTGTCCAAAGT
CCGGATCCGATTTCCCGCCGCAACAAACCCGGTCTTTGCTTCGGTCTCAGTTTTTGTCCT
GCTGAGATTTTTAAGTGTTGTGTATCGCGCCTGCCTAGGTTCTTAGCGGGTGGCTGGACG
GCCCGCCGCGCCGCGGCGCTGGCCGGCTCCGATTCCGTTTCCCTCTCTTTTCACTGAGAT
TTTGTTTTCGGGTTTGACGATATACCTCATTCCTTCAGTCCGGCGGGCCATCGGAGGGGG
CGGCGCCGATGCTCAGGACGCTCGAGCCCCCTCTGACAGTGTGGTCCCGCCCGGACTGTA
CCTCTCACACACAAAAACAAACACACACAAACACACACACAGGTTCTCCAAATATCCAGA
TGGACCTCATTTTTCAATATCTACTGTTTACAGTTTGACAAAAAAATTGTATAATTTAAA
AAATATTTTCTCATATTGTAGTTTTATTTATGTACAATATTTCTTTTTGTTTGTTTTTTT
TGTTCAATTTTGTACTTTGTGCGTTGGACTTTTATTCTTCTAGGCTTACACTGATGTCCG
TGTATATGAGCACTTAACAAGGATCAAAAATTATCTGCTGTGTTTGATTGTTTTGTTTTT
TCAATTTTCCCTGTTTTCAGTTCAAAATCTGATTTTTAGTTTGGGCTACTAAATAAATCA
TGATGTCTAATTTTGGGACTTTATTTTATTTTTTACGAAAAGATGAAAGATGATCATGAT
TACTCTGCTTTATTTTGAAATTCATTTTGCATTGAACATCAGGCAACGTTGATTAGATCT
GTCTTTGTGCATGTGTAAAATACTTCACTGGTTATGTTATATTCAATTTGTTAAAAAAAG
GAAGAAAAAAAAAGAAATTGCCATTTTTGCCACACATTTCAGCTGTAACCGTTGTGTAAG
GTAGTATTTACCTGGATGCTAGAACTTCT
>CL2987Contig1
GAGGTGGAGACCCGCTCAGGTTGACGGGTCCTCTTTTTTCTTCCTCCTGATGTGCGCGGC
CCCCGGCGGCTATCAGACCCTGCCGGGGGGTGGTGTCGTAGCCGCTGGACTTCGCCGCTC
CGAGTCTGATCTGCAGGTGATGATCAGGGCCTCTGCCTGATCGAGAACATCCTGCGTGAT
CCGAGGTAGATTTCTGCAAGCCCATCGGGTCGCCACGATGAAGGCTTCCCTCCAATCTCG
GGTTAAATCACCGGGGAGATCCTGTAAAAGTTTCTCCAGCCTCTTTTGGTAGTGATCCTG
GAGGATCTGCAGTGTGTTCTGTCCCCAGTTTTTTGCGTTGCCCTCAATGAGGTCTAACAC
ATCATCCGTGGGATCAGCGGGTTTAATCAGTGAGGTTAATGAGTCCACTATGCGAGCGAT
CATCAGAGGTTCTGGTCTGTCCGGCGTGATGGTCACGTTTTGTAAGTGATGCACCATCTT
AATTACAGCATGTAATTTGCGGATAAGCTGTCCAAGTCTTTCATCTGCAGGTCGCCGGAG
GTCCTGCCTAACATCTGCTGGGGGTCCAAATCTTGTCGCTCGTCTGGTAGGTGAGCCCCG
GACCGCTGCTGCATAAGAGCGGGGCTGTGGAAAATAAGGCCGGGACCCGTCGTACATAGG
AGGCGCAGGCCAGTTAGGATTTGAAGGTGAAGCCCTACTCCAGCCAAAATTTGGGAACCT
TGGCGCCCTCTTCCAGCCGGAGACGGGAAATGCACGGTCCATCCTATGGTCCGGTCGGCC
CCGGTAATTAAAGCTGAGCGCACGGGGATTTCTGTAGTGTCTCCTCCCGTAGCGCACCGT
GGTCCAAGCACCTCCATCCTCCTCTCCGTCGTAGAAGTGCATGGCAGGTGTTACGGTTTT
CCACCAGGCAAGAATGTAATCAAAAATAGAAAAACTTGCAAACTTTGAAAAAAGAAAAAA
GCGGGACAACCACTTAAATGAGTGTTTTTATTCACAAAAATGTAAAAAAATAAATAAATA
AACAATACAAAATTAGAATAAAGTGTGCTCGCTACGCGTTTCGGCAAATTCTGCCTTCAT
CAGGCTCTATGCACACCACAACAGCTACAACTTGGCTGGACAGGCGTAAAAGTGAAGTGA
GAGACAAAAGGTGGCTGTTTTATTCACACTGTCTTACCAAGGAGCACGCGTCGGCCTCAT
GGGCCCTGCGTGTCCTGAGCCATGGGCCCTGTGCGTTCTAAGCCCCTCCCCTGCATGCAT
ACTGCTAACCAGGCAAAAAGACACGTGAAACAAAACCTTTTCCTTCCAACCATGTTATTG
CTTTATGTTTAAGATTATTTAAATTTCTAATAACTGATTAAGGGTTGGGATTAGGGTTCA
GATTAAACTAAAGGTTAGGGTTAGAAACAGGACCAGGGGTAGGGTTAAAGTAATAATAAT
AATCATCATAAAACAGTAATAAGAACCATAAGAACAATAGCCATAATAACAGTAACAATG
ATAACAAAATCTCTCACACTGTTCACCATAAAGAAAAACCCTGGGTCATGAGAAAATGCT
CCACCAGTGGGTTATGCACCTATCCATTATGAGCAATATTATATTTATGTTGTCACTTTC
TTGTGCTAACAAAAGTTTCGGTTTGTCCCACCAAATGTTAATCCCGCAAAGAACAGGAAA
CATGATTAATACAGTCTTGTGTTTTGGGTCTGTATTTTTTTAAAAGTTATCTATGGAAAT
>CL2988Contig1
ATGTGACTTGGTCTGGTGATGGACCCCATGCGCTCGATTCAGTCCACATCTCGATTGCTG
TGGCGACGGACCGAGGCCTCATCACTCCTATTATCAGGGATGCAGCTAACAAAGGGGTGC
AGGAGATCTCAGCTCAAGCTAAGGCACTGGCTCAAAAAGCTCGAGATGGCAAACTTCTTC
CTGAGGAATACCAAGGAGGCTCGTTCAGCATATCTAACCTGGGCATGTTTGGAATCAGCG
GCTTCAGTGCCGTCATCAACCCTCCTCAGGCTTGCATCCTGGCTGTCGGGACCTCCCGGG
CTGAGCTGCAGCTGAAGGAAGAGGATCAGACCGTGCACACGCGGCAGCTCATGACAGTAA
CCATGTCCAGCGACGGACGACTTGTGGATGACGAGTTAGCGTCTCGGTTTCTTGATCAAT
TTCGTGCCAATCTAGAACAACCACAGCGTATGGCCCTCGCTTAAAAAAAAAACAAAAAAA
ACAAAGATGAGGGGAAAGATAAGAGAAAATTTGAAAAGGTCTCAAGCTATGTCTTTTGAC
AAGCAAGGAGCTGAAACAGTTTGTGTCTGTCCTTTCTTTAAGGCTTTAAATAAGGTTGTG
TACATACTGTGAACTTAAGTTTGTGGCCTCTCTGCTTATTGTCCGCAAGTTTTTGGAGTG
GAAATGGATTTCTCCCTAAATTTAAAGGGCTTGTGCAGTGGTTCCACATTCTACCATGAA
AGATAAGACGGCAAATGTGATCCATCACACAGCTGTTGTGTATATAAAGAAGTAATTCTT



CAATTTCCAGGTCAGACTTCATGAAAGTTGTTTCACTAAACGTAAACGTGAAATTGGTGA
AGTCTCCTGATGTAAATTTGTGAGATATTTATTATTTAACATAAGTGACACTGCAGGTAA
AATCCATGTAAAGCAGCATTTATTGTTGCTCATCATAAAAGTAAACTTAGTATGTGAACA
AATTTATAAATTTATTCAGAATCACACATAAAGAAACATCTCCTTCTGGTCCACATGTAT
ACATCAGGTTNG
>CL2989Contig1
TAGAAGTTTATTCCCTGATACAATAGTTCTAAGTACAGTAGCAAGNAGTAAAAACACAGA
AGTACAGCTGAGAACAGGGCCCCCGCAGAGAAGAGAAAAAGCACCGGGGACTTCCTACGG
AGAAGTCTTTATAGCGGCTCTGAGTTCCTCCTCCTGTGGGCAGACGTAACCCCTTTGCTG
GTGGCTGTCCAATTCCTTATAGGGTAAACTGTTGCGTCGCCCGCATATGCCTCCAACAGT
GGGCTTCCTGTTTTTAGAGAAGACCCAGTGACCTTTTTGTGACTCCGTCCGGCTGGTTCC
AACCAGTTCGAGTCTGTAGCATTTCACACTTGTTGAGTGTGTGGGTGTCAGACACCGTGG
CCTCTTGCTTGCTTCTGGAAATGTCCTCACACCTGCATGATGTACATCTGAGTTCTGTCT
GCAGACGAGGGGCCCTACTTCCTGTTCTGAACATGCTGCGCTGTGGCTTCCCGTCTCTCT
GCACAGCACAGCATGCATATGCCTTCTGCTCTAACACTTCTGTAGCAGCGGGGTGAAAAG
TCCAGATAACAATATGAGAATATGTTAGGTCTACAACTAAGCCAACACTTAGTAACTATT
TTTGAGCTTGAAGAAAGGACACAGACTCACTTATCTCTTTTCTCGAGGAGAGCAGACAGG
AACATACTCAAGCCATTCCACGTGTGCTCTCCCCGGCCATAAGGCCCGGGTTAACGG
>CL2989Contig2
CATTATGGCCGGGGAGAGCCACGTGGAATGGCTCGAGTATGTTCCTGTCTGCTCTCCTCG
AGAAAAGAGATAAGTGAAAGTGTTAGAGCAGAAGGCATATGCAGGCTGTGCTGTGCAGAG
AGACGGGAAGCCACAGCGCAGCATGTTCAGAACAGGAAGTAGGGCCCCTCGTCTGCAGAC
AGAACTCAGATGTACATCATGCAGGTGTGAGGACATTTCCAGAAGCAAAGCAGAAGCAAG
CAAGAGGCCACGGTGTCTGACACCCACACACTCAACAAGTGTGAAATGCTACAGACTCGA
ACTGGTTGGAACCAGCTGGACGGAGTCACAAAAAGGTCACTGGGTCTTCTCTAAAAACAG
GAAGCCCACTGTTGGAGGCATATGCGGGCGACGCAACAGTTTACCCTATAAGGAATTGGA
CAGCCACCAGCAAAGGGTTACGTCTGCCCACAGGAGGAGGAACTCAGAGCCGCTCTAAAG
ACTTCTCCGTAGGAAGTCCCCGGTGCTTTTTCTCTTCTCTGCGGGGGCCCTGTTCTCACC
TGTACTTCTGTGTTTTTCTCTTGCTACTGTCTTAGAACTATTGTATCAGGGAATAAACTT
CTAATCTTTANNAAAAAAAAAAAAANAN
>CL2990Contig1
GGGCACCAACATCCAGCACATCGCTCTGGACCGAAGCGACCGCATGGTGATCAGCCAGCG
GCAGCCATGGTCCCCCAAACGTGACCCGGTGGAGCGGCCCGTGTTGGAGAGTTCAGCCAG
GCAGCCAGATACATCCTTCCTGCCCATGCTGGTGGGGATCGGGGGGATGATTCTCCTCAT
CTGCCTCATTGCCACCATAGTCATTCTGCTGCTGCGGCGTAAGAAGGAGAAAGAAAAGCA
CTTCCCCCCGTATACCACCTCCTCTTCTTCGGCCTACGCTGGATACAGTTGTGGCCCAGC
AGGTATGTGGAGCAGCTCAGACAGCTCTGAGGTCTAAAAGAGGACCTCCCCTCAAAACAT
CCATCTCCCTCTAAAGACTTATAGTCTCCTTCAGTGTGCTTTAGATGCCTAACCTGTGTT
GCACTGAACAGAGCCCCGTGCAGCCTCTGGAGAGCACACGTCAGTGCCTGGGGTCTGCAG
ACAGAGAATGTTACTGTTTTTATGGCTTTCTGATGATGGTTGTTCTCACAGGGATGCACA
AATCTCTTTTGTCAGCTGAAAGTTGTAAAATGTTGCATCTGTTTACAATTGCATGCAGTA
AATGAAGCAATTTCACAAATGCTATGCAAGCTTGTCCAAGACGAAAACTGTTTTTTAATC
ATTTCAACTTTTTTAAATAATGTGATTAATTTTTTGTTGCAAGAGAACATTAGAGTGAAC
TGAATGTTAAATGAAAGACAGATACTTGGATGATCATGGCAAGGTTGGATTTTCAGATAC
TTTTATTTTGAAAAGCCTACATTCATTTTTAGGAAATTTAAACTTATTATAGCTGGAATT
TGATGACAATTTAAGAGTGCATGTGATGATAGTTCACCCTGATGACACTTGAAAAATCTC
TGTTCAGTTGCCAAATGATATTTAGGTGCTAAAAAACATCAGAACTGTAATTGTCAAATA
TAAACTATTTTGTGGATGAAAAAAAAAA
>CL2991Contig1
GAGGCGTTTACATGCCGGCGGGACCCAGCAGCAACCCTGCAGCCACAAAGATAGACTTTT
CCCGCAGGAGAAATTATGTCTGCAACTTCTCAGACTGCAGAAAAACCTACTTTAAGAGCT
CACACCTCAAGGCTCACCTGCGAACGCACACAGGTGAGAAGCCGTTCAGCTGCAGCTGGG
ATGGGTGCGACAAGAGGTTCGCGCGCTCTGACGAGCTCTCTCGTCACCGGCGCACCCACA
CCGGCGAGAAGAAGTTCGTCTGCCCCGTGTGCGACAGACGCTTCATGCGCAGCGACCACC
TCACCAAACACGCCCGGCGCCACATGACGACGAAGAAAATCCCCTCCTGGCAGGCCGACG
TTCGCAACCTGAGCAAAACAGTTGCTGGCAAAACTCCTCCCTCCAAGCCTGGCATTGCCA
CTCTGAGCATGCTCATACCTGCTGGCTCCAACAAGGACTGCTATCTCCCCCACTTCCAAG
AGAGCTAAGGGATGAACGGAGCAGACAAGCACACAAATCTGCCCCCCTTTTTTTCCCTCT
TGGGGTTAAAAAAACAAAACAAAAATGCACTGGACTCTTCCTTCTCTTTTGCTCATTTGT
ACATGCATTTTCTCCAAAAGACTTTGATATCATTCATGTGAACATGTATGCACTCTTGCC
AAAGTCTTTGTCTTAGAAATTTCACTTTTTACCACCTCAACACTTATTTTGTGTTGAAGT
CTATGTGAATGTATGGTTTGTTGAAACAATGCTTCTTCTCCTTGTCTCAATTAGGAAGAA
ATTCATTTGACAAACAATGTAAATAGGAATCACCTGTATACTAAAATTATACCTTGATTA
TATCTCCCTAACTTTTTGTTTTATTTAATATCCTATTGTAAAAAACAAAA



>CL2992Contig1
GAGGCGCCTCCAGTGATCAAACAGAGGGAGTGCACGAGCTGTCCGGACGCCGCCCTGATC
CGATGGGAGTCAGGGAACACCAATCCTGTAGACTCCTATACCGTGGAGCTCAGTGAGATG
GATACAGACGGCACACAAAGTAGCATCACTGAATCCATTGTTGCAGTGCCGACCTGTCAG
TGTCTGATCCAGTTGCTGTCAGGACGGCGCTACCTGATCTCTGTAAGAGCGGTCAACATC
GGAGGGCCCAGTGACAAGAGTGACGCAGTTTACATCTCCACATCAGGTACGTTCTTTTAC
TTTCTGGAGGAAACCGCCCATCCTTGCTTGTCCATCTCTGAAGATGGCTTCACTATATTT
TATGGAGATGAAGAGCTGCCAATAAGTGCCATGGCCTTGGATGACAGCGCATTTACCAGG
TGCGTAGCCATCCTGGGAGATCTGATTCCGGTGCGAGCGAGGCATTATTGGGAAGTTGAA
GTGGATGAGGGGACAGAGTTTCGCATCGGAGTTGCATACGAGGACACGGAGAGAAACTCC
TACCTCGGGGTGAACGGGTCCTCCTGGTGTATGAGACACATTCTGAGCTCATCCAGGCAC
AAATATGAGTTTCTGCACAACGGCTGGAGTCCAGATTTGAGGATCACGGTGCATCCGGTC
CGAATCGGAGTGGCACTGGACTACGACAGAGGAACTCTGTCCTTCTTCAATGTGAATCTG
GAGCAGCACCTGCACACCTTCCAGTGTCACTTCAGGAATTTGGTACAGCCCTGTTTCAGC
CTCGACAACCCAGGATCTCTCACCGTCCACAACGGCATTGAGGCTCCCGAGTACACATTT
ATTTAATGCATCAATTCCAATGACAGTTGATGTTTGGGACTCAGCTAAATAAATATCAAT
TTTAACGCCTCCAAAAAAAAAA
>CL2993Contig1
GCCCCCCCCAAATNAATTCATCTGTTTTCCCTGAAAGATCGGCTCCCATCATTGATCTAT
TATAAAAACGTCCCCACTGGTCTCCTATGCCATTTTAAGGCAAACTCAAAAACAAATTGT
CGTTTTCTAGAACAGTAGTTCATTAGCAATTTCCTTCTGAGTTGTGGCAGGACTGTTGGT
CTGGAGCAACCCCCCCCCCTGCTGAAAAACCAGGTTTTGTCTGGGGGGGGTTGTTTTATC
CAGTCATTGTGTGTTACTGATCAATGGCAGACTCCTAAATGCTGCAGCTCCTTCTGGAGA
CTCGGTTTCCTCCTCAGAGACGAAGCTCTGCACTGAACCTCCTCCAGCTGGAATCCGTTT
GACTGAAAGACTCACCACTGCAGATGCAGGCTGGCTTCTGCCATCACCTGCACACTCTGG
TTTACTCTGGAACTAACCATTTCCCTCTGGAGTCTCTTTCTGTGGGCTTCAGGCTGTTTT
CTGTGAAAGCTGCACGTTCCAGCTGGAAGCCTGGAAGGAGGTGTGACCTCCATCCAGGTG
AGATCTTGGTGGCTGACGGTCCTCTCCAGCCATCATCCTGCATGATGTGAAAGGAAATGT
TGGATCCGATGCTCCTCAGACCGACTTCCTCTCTGACATCATGAATTCTGTGATCGAATC
ATTTTCTCTGCTGAAACTTTCTGCATTCTTCGTTCAGGTGAAGGACGCGCGCGGCCCACC
CGACACTAAAAACTGGTTTCTACGGTCTGCACTTTGTGAATGAGGCTGTTCAGAGCCATG
TACTTCCTGTCTGAATGAAGATTGTTCATGAAATGAAGTTTTTTTTTTTCTAAAGAAGTT
ACTGACCAAAAAAAAAA
>CL2994Contig1
ATTTTGACCCAAGATGGCCGCACTCTTCAGGCTTTCACTTATTTTTACGGAGATTAAAAA
CTTAAATTAAAACGTCCGTGAAAGTAGTTTTTGAAACTTGCGACAGTAAAAGTTGTCGTT
TAGTTGTTTCGAAGCGGTATTTTGCTCTTGTTATGGGGCTAGAACGGTTTTTGTGCGGAG
TCCTCAAATTTAACTCAAGCCCGTTTTCACTGTGTCGAAATGCGTGGATGTCAGCTTCGA
CCACCAGCGGGTCCTCTCCGCTCAGTATTTCTGGATTACACAGCGGAAAACTTTTCAACA
CAGGCCGACAACTGCAAGCTCGTCGAAGCCTTTCCACCTCCGCCCAACCTTCCAAAGATG
TCACCTTGTTCGAACACGACAGAACCCACTTCTTCCGGCTTCTCTCTGTCTTCTGTGGTG
GACAATTTGTCTTCTGGACATATCTGGCTCAGTTCGCTTACACCGGGCTAAGAGACACGG
GTGCAGAAAAAGCGAAACAAAGCACCAAACCGCCCACCACCACGGGTCTAGCTGGGATGT
GGAGTTTTGAAATGAATTTGGGTTCAAACGCCTGGAGGTACGGCTTCACGCTGGGATGCC
TGGCGATAGGAGGAGGGATTGTCGGCCTCGGCGCTGTGTTTTGCCGGCGCTCTGTCTTTA
AGGTGATTCTACACGAAGGCGGGAAGATGGTGACGGTTGGGACGCAGTCGCCTTTGGGTC
CAGGCCGCGGCAGGAGGATTACAGTGCCTNTGTCCCAGGTGGCCTGCCACGCCCACAGAC
AGGAGTCCACGTCATTCATTCCCCTGAGAGTCAAGGGACACAAATTNTACTTTCTTTTGG
ACAAAGACGGGGCAATAAAGAACGCCAGGCTGTTTGACATCACTGTGGGTGCATACAGGC
CAATTTAAAGACCCACTCCAACTTGAAAATTACGTTTTTGATTTTTTT
>CL2995Contig1
GGAAACCTTTTGCACCTGAGTACAGATGATCCTTTAAAGGATTTTGAGAGGCTGAGGAAA
TCCTATGGAAATGTCTTCAGTGTGTTCATTGGTCCACAACCGGCTGTTGTCATCAATGGG
TTAAAAGCTATGAAGGAGGCACTGGTGAACAAAGGCTCTGATTTTGCTGGAAGACCCCAA
GACTTGTTTATCAACCATGTCACCCAGCAGTTAGGAGTGGTCTTGGAAAACTATGGTACG
ACTTGGAGAGAACACCGTCGCTTTGCTCTGATGACACTAAGGAACTTTGGTCTCGGGAAG
ACGTCAATGGAGGACCGGATTCACGAAGAGATTCAACAGACAATAAAAACCTTGGAAAAG
AGCATTGGATCAACCCTGAGTCCTCAGGTCATCTTTCATAATGCAGCCTCTAACATCATC
TGCCAGGTTCTGTACGGAAAACGATTTGAGTACAACGATGAGATGATCAAAGTGATTATT
AAATGCTTCACTGACAACGCCAAGATGACCAACGGGCCATGGGCTATGATTTATGATTCT
CTTCCCATACTTCGAAAACTGCCACTGCCATTCAGGAAGGCCTTTAAAAATTACGAGACC
TGTAAAAACATCGCTTTTGATCTCCTGAAAGAGCACAAGGAAACCAAAGTCCCTGGAGAA
CCAAGAGACTTTGTTGACTGCTATCTGGATGAGTTAGAGAAGAAAAGTGCAGATTCTTCA
TTTTCTGAGGAGCGACTGGCTGGCTACTCTTTGGATCTTTATTTTGCTGGAACAGACACC



ACTTCCAACACTCTGCTGACAGGTTTCCTTTACCTCGTGGGCCATCCACATATACAAGAA
AGATGTCAGCAGGAGATAGATCTTGTGTAGGAGGGCAAGGATCAAGTCAGCTTTGAGGAC
AGAAACAACATGCCTTATATGCAGGCTGTGATCCATGAAGTCCAAAGGATTGCCAACATC
GTTCCTTTTAGTGTCTTCCACGCCACAATGAAAGACACAGAGCTCATGGAATACTCTATC
CCCAAGGGCACCATGGTCATCCAAAACATGAAGTCAGTGCTGACAGAGGAAGGACAGTGG
AAGTTCCCTCATGAATTCAATCCTGAAAACTTTCTGAACGAGAAGGGAGAGTTTGTCAAA
CCAGAGGCGTTCATGCCCTTCTCTGCAGGTCCTCGGGTGTGTTTAGGGGAAGGTCTGGCT
CGTATGGAGCTCTTCCTCACCATGGTGACTCTGCTGAGAAAGTTTAAGTTCACCTGGCCT
GAGGATGCTGGGGAACCCGACTACACTCCTATTTTTGGGCTCACTTTGACTCCAAAACCT
TATCGTATGAAAGTCCAGCTGAGGTCAAAACAATGAACATGTCCTGCAAAAAATATGGGT
TTTGATGAAAATACAAGATTTTACTGCTGCTTGTCTTACAAAACAAATGATGATGTTTTT
AATGTGTGTGTTTTTATTTGATTATTTTTACTTATTTTTTTTTATCATTTTGTTTATAAC
AAAAAAAAAATCAATAGTCAGTCTGGAAAGTTTTATATTTACTCTAAATGTACCTGTGTT
TTCTGCACAGAAAGAATATAAAATATATTCTAACTAAAAATATATTCAGCAAATATTTTC
CAGCTTGTCATTTATTACCCGTGACCCAACAGATTTATAAGCTGCTGCTTTTCTTTGTAA
AGCTACACTTAGTCTTTTTCTGTTGTTTTTTTCTGTTGGTGGAGCAGGTGAGTTTACAGT
AGGAAAACGATGTAAAACAAACAAACAAAATATATTGTTAGTTTGAATTACGGCTGGTGA
CATTCAGATATTCAGAAATGCAAAAGAATAGGTCATAATGGAAACTTTTCACTGGCATTT
TTACTTACTTGAGTTTGTTGATGCTGTTAAAAACAAGTGTGGCTCTTAAATAATGTCTTC
TTTTTCTAATTGCTTGTTCTTTTTTAGTGTATGTCTTTCCTAAAAT
>CL2996Contig1
TTCGGCACGAGGGCAGCGTGTGCAGCGACAGCTGGGGGACCATGGAGGCCATGGTGGTCT
GCAGACAGCTGGGTTTGGGCTTTGCGAGCCACGCTTTCCAGGAGACGTGGTACTGGCAGG
GAGACTCCTCCAGCGATGCCGTGGTGATGAGCGGCGTGAGATGTTCAGGAACGGAGCTGA
CTCTGGATCAGTGTCTGCATCATGGAAGCCACATTGACTGTCCTAAAGGAGGCGGGCGCT
TTGCTGCTGGAGTTTCCTGCACTTTAACGGCCCCAGACCTGGTTCTCAACGCTCCGGTCG
TGGAGCAGACCACCTACCTGGAGGACAGGCCTTTGTACGCCCTGCAGTGTGCCATGGAGG
AAAACTGTCTGTCCAGCGCCGCGTCCAAAGCCGACCCCACCTCCTACCGCCGCCTCCTGC
GCTTCTCCTCCCAGATCCACAACAACGGCCTGTCGGACTTCCAACCGCGGGCGGCGCATC
ACTCCTGGACCTGGCACGAGTGCCACAGGCATTACCACAGCATGGAAGTCTTCACACATT
ACGACCTGCTGAGTCTGAACGGCACTAAGGTGGCAGAGGGACACAAAGCCAGCTTCTGCC
TGGAGGACACGCAGTGTGACGAAGGTATCCAGAAGAGGTACGAGTGCGCAAACTTCGGAT
CTCAGGGCATCACAGTCGGGTGCTGGGATACGTACCGGCACGACATCGACTGCCAGTGGG
TGGACATCACTGATGTGAAGCCTGGGGATTACATCTTCCAGGTTGTAATCAACCCAAACT
ACGAGGTGGCAGAATCTGATTACACCAACAACGTCATGAAATGCCAAACGAGATACGATG
GACATCGGATATGGACGTACAACTGTCATATAGGTGGAACGCGGAGTTCAGACGTGGACG
ACAACACCTTTCCCGGTCTTCAGACCAACCAGTTTTCTCACAGGTAGACCCGGAACGGAC
TGAACAGGGGGACGGCATCAGAGAAGCGTGTACTCATATTGAACAACCACTAGGGGGCAG
TGTGACCCTGCTTCCTTGGAGAGGTGCTGGACCGTTGCTGAGCTCGGGGTTCACGCGCTG
AAACGTCACACGACTGAACTTCATTTACATCCTGCAGCTGCATTTTTGCTGCTCAACTGT
TGCAATAAGGACTGAAGCCAAATAAGTAGAAACCTTTGTGCACATTTTTTTTAAACCAAA
GTTCGAGTCAACGCTAACGTAGCTGTCAGCTTTTTTTTTTTACGAAACTTGACGAAATCA
GAAGTTATTTTATCCTAAAACTGCCATAATGATCTCTAAAGTCAAAGGACTTCTGGAATT
AAGCCCGAAATGCTTATATGGGCCCCCGTCTGCAGAATAAACAACCCAAAGTGGGATTAA
CATCGTCGCTGCCAGAGGCGCCGAGTAAACACAGCAGCAAATGGGAACAGATGGTTGGCT
TTGTTCATCTGTGAAGACTTTCAGGAGGAAAGTGAGGTCAGAAGTAAATATCACTTTTTC
AAACCTTTCTGTTGCTTTCCGCTTCATATCTGCTTCTGTCTGAGTCTGAGCTTTGTTAAA
TTATTACAGTCCGGGATGTGGAGTACTGTACCACGCGTGTTTGTGAAAAAAACGCCTCCT
TGTGGATTTGTACATTAGTTTTTTCAAATGCAGAACCCGCAGATCCTTCATTTTATAAGG
ACGGCTGGTTGTTGCTAAATGTTTTTCTCTGCAGAGATTTCAAAAAGAAAATACCTTTTA
AATAAAAAAATGTATTAAAGCAAAAAAAAACCTCGTGC
>CL2997Contig1
CTGAGACGTCCCTGGGAGCCCCCCATCGTAGACGGTTTCATCCTCTGCTTCTGCGGCTGA
TGCTCAGCTGCTCAGCGGGGTTGCTTCTGACCCATGTGATGAATGGCTGCAAGCCGGGGA
GGAGTGGCCTTCCGGGTGGGCTGCGTCTGCAGCAACGGTGCCAGGAAACCCGTCCAGAAC
CGGAGCCGGAGTCAGGTGGTTGACTGGCGATGGCTCGGTCCGACTCGGCCCCTGAGCAGT
GCGGTGTGGGCTCTGGCACCCCCAAACAGCCTGAGATATCAGAACGTGAAGCAGCCGGTG
CTGTCACACCCGCTGCACCCGGCCATCCGGCCACAGAAACCTGGCTGCGCCGAGGAGGAC
TGGGAGGAATCGCGCAGCGTGTGCGTGCTGGTGCCGCCCAGAGAGTCAGAGCGCCTGCGC
AGTTTGCTGGCGCATCTGCCTGAGCTCAGCCACACGAACGCAGCAGAGCTGCACTTTCTG
AAGACTCGCCGGTCGTCTGCGTTCTCGTTCCCCCTGACGACGGTGAATGGGAGCAGGGAG
GATGATATAAATGTTCTGAGCCTGCAGAGGGACACTGACCTGCAGGGGGAGCCAGACTGC
TTCAGGAGCCTGTTTGAGGCGGAGCGGTGTCCCGCTCCCTTCATGTATGGCTCCCGCTTC
TATTGCTTCCATTGCCCGATCAGTCATCTGCTACCAGACGGGAAGATCAGATCCTTCCAG



AATGGTGGACTTAGCAGGAGGCAGGAGGTCTCGTTGATGCCAGCTGTCACTCTGTGCAGC
CACGCCAGCCAGACAGACGGCCAGCAAAGAGAGCAGGAGGAGGAGGAGAGGCTGGCCTTG
ATGCTCGAG
>CL2998Contig1
ACACCTGGTGAGCTGCTCACCCCTCTGGTCCTGAACTCCATCCTCAGTAAGGCCCTGCAG
TACAGCTTGCATGGGGACACGCCTTTAGCCGCAAACTTTACATTTGCGCTCCGCTTCCTT
CCGGAGACCTTTCATCCCCACGCACCGGACTCTCTGAACTGTCTGGAGCTACGCTACAAG
GTGGACTGGCCTTTGAATATCATCATCACTGACAGCTGCATGAACAAGTACAACCGCTTG
TTTTCATTCCTGCTGCAGATCAAACACATGGTGGGGAGCCTCCGGGATGTCTGGTTTCAC
CTCAAGAGGACAGCACTGGTGAAAGGTGCAGGCCGCTCCGTGCAGTTCCGCCAGCTGCAG
CTGTACCGCCACGAGATGCAGCATTTTGTTAAAGTCATTCAAGGCTACATCGCTAACCAG
ATCCTGCAAGTGTCCTGGAGTGAGTTCACTGCCAAGCTGGCTACTGTCAATGACCTGGAT
GCCATCCACCGCACACATGCAGACTACCTCAACAGAGCCATCTTCAGGGGTCTTCTGACA
GACAAAGCAGCTCCAGTCATGAACATCATTCATAGCATCTTTAGTCTGATCCTCAAGTTT
CGGGCCCAACTAATTGCACAGCCGTGGGACAACCAGCAGGGGGAGGCTGTGCATCCGAGC
TTCATTGCCATGCAGCAGTCATACAACACCTTCAAGTATTACTCCCACTTCCTCTTTAAA
GTGGTTACAAAGCTGGTGAACAGAGGATATCAGCCTCATTTGGAGGATTTTCTGCTGCGT
ATTAATTTTAATAACTACTACAAAGACTCCTGAGTTGGGTGCTAGTCTGCATGTTGTAGA
GTCAAGTGTCCAATTTCCTGTTGTACTTTCTATCACCTTCACGTGAGTATTCCAATTCCA
TCTGCACTTTTAGAAGACTGAAACTTTACATTTAGCTTTGAGCAATCCTAAGGCTTATAA
AATGTAATGTGTGCTTTTAAAACCTTGTACTACAATGCCTCCTCATGTGTGCCTACAACC
ATTTTCATTTTAGTACTAAAGAAAGTCAGTGTTTTCGTGTAAATACAAAGTGTTCTGTAA
ATAAAGTTCTATGCTCTGAAGTGATGGGGAAAAACAACTTTACATCGATATTTAACAAAT
ACTTTTATTTTGTTACATTTTCCATATTAATGTCTAATTGAAAAAAAGTGTAGATTCCAG
TAAGCTGGACCTTTACCAAAAGAAAACAAAAAAATGAATGTACTTCTTGCCCTATTATTA
AAATGTGTTTTTCAAGCA
>CL2999Contig1
TTTTTTTCCTTCTTTTTTTGTAATAATTACAACTCTAAAAGTGAGATTCCTACAGAAGAA
AGCAGCGCTTCGGTAGAAATGTTGGGATTCTGAAACATTTCCATCCCTCAGTGGTTGGTT
CAGTGCAGCCGATGGGCTGTGGTCCTGCAGAGGTGCTACCTTCAGGGTCAACGGGGTCAG
AGAGTTCACTGGCAGGGAGCGGAGGCCACGTCCCGCTGGAAACTGACACCAGCACCAGAA
TCCAACCTGCTCGGCAGAGCAGGGATGAAGAGCTCTAAGAAGCCTCCCTGGACCAGAAGC
AAAGTGTGGTCAGACAGACGTCCCCTCCAAGCTTCATGGAACCTTGGACAGGATCTCCTG
ACAGCTGCGGTAAACCTTTACCAAACAACCGAGTCTAGGCTTTGAGCTCTGGAACAAGGG
CACCACACCCGCCACGGCGTCTGGCTCTGCCGGCTCCCTCAGCAGCACACACAGGTGGTA
GATGATCTGATGCATGTAAACAGCCTCGTTGATGACGATGTCTTTAATCCGGCCCATCTC
TATGAAGGACGTGATCTCGCGGCCTGAGGCGTAGCTAGAAGACACCTGGATGCCCAAAGA
CCCGATGACTAGAAGGGACTCGTGGTCGACCTTCACAAAGTGGATGTGAAGAACCATGCC
GACCAAGGTGACGAGGATGGCACTGGACAGAACCGCCGTGTTCTGTGTGAAGAAGAACAG
CAGGTAAGCCAGCAGCCACACCGAGCAGGTGGACGCCAGGACCTTCCCGATGGACACCTT
GGGGGAGCTGACAGTGAACTCCGTGCAGAAGCTGGAGTGCCTCTGACATCCCAGAGTAAT
GGGCTGACCTCTAATGTCAGAGAATGTTTCTTCTTCCATCAGATCAGGAGTGAGGGAAAA
AACTCAGAGAGTCCGTTTGGGCTAGCTAGCTAGCTTAAGTTAGCTTGTTGCTTAGCACCT
CAACAGCAGACTAATGCCGTTAATTCCACCTGAATACGGGGACTAAAAGATCACACTCAA
CCCTGTTCATCTGAAAAACAACGTCAACAGTAAAATTTGCAAAGTAAAAACATTTGTGCA
TAACTACTTCTCATGTAAAAGAAAAAAACTTCTCACGTGACGCCCT
>CL3000Contig1
AGAAATCGCCAAGCTCGATGATTTCAGCGGGCTCAATCACAAGCACTGGGAGAAGTACTT
ATCGAAGAGGCAGCGGCACTGAAGAAAGAGACCGCATTACCCACAAACACCTGGAACCAA
ATGCTCTTTCAGCTGAAACACGAAGAACAGACTCATCTTGGTTTGGCTTTCACAATGTAA
ACACATTTTAAAGGAGTTTTTTGTACATTTATTGAAGTGGCTGTGACAACAGATTTTGAA
AGGATAAAAATATAAAACAGGACTCTATTAAAGCCTTAGATGACCAGAAAGCATGTGACA
TCGAGTCTTCCAGAATATCTTTGAATTGATGTCAAAAGAAAAAACCAAAACATGTTTTAG
TTTGACCACCATGCCCTGCTGCTTCACTAAAATAATCCAACCGGCATTTCTTTTTATGCA
GCAGACTGAAAGCATCTTCTTTTTTCTGGATTATTGATTTAAAGCAGTGAAAATATATAT
ATATATATATATTGTGTTTCCCAAAGTATTATATTAAAAAAATAAGTTGCATCAAATACA
AAACTGTTACTGCAACATGCAGTTGGACACGCAGCACTGAGCAATAATTCCTGAACTAAC
TTAAGACTGAAATCTGCTTCTTTTAACTCAAGTTTCACTTCAATGCTTCCATCAAACAGC
AAACTGTAGTAAATGTTTTTTTACTTGAATGCAGGCGTGAGGACGTGTTCTATACAAATA
GTACATGGGCACAGTTGGAAGAGTTGCCAGTAGAGTGTTACTGTGTATTTGTTCAGTTTT
TCGTTTATTTTTTTTTTATAAGTTAGTTGTGGTTGTGATAATCAAAGAACAAAAAATGTT
GGTTTTTCCATTTTTCTTTATTTAAAAAGGTCAAGATGGGAGATGAATATCAAACAATTT
CAAGTTTTCTTGGGACGTAGACGAAGTAGGGAAGGATTCTTGCCTGAGATTTCCAGATGT
TGCAGAAAAATAAGATCCTGATTAATTCATGAGATGATCTTCTAATCTGCCAATGATTTT



CTTTGTCTTTTTGACATCCACCT
>CL3001Contig1
CACGAGGGTCGAACAGACGAATAGAGGAGTTGAACGCAAAACTATTCAAAGAATGGCCGG
TCAGGACCTCTGGAGGTCTCCCCAACTCTGCAGTTAGAGCTCCCAGCTGAAGACCACCAT
GGTCGGCGTGAGGGAAGTTGGCGTCTTTGGCGCCTCTGTTGTGTTAGCGGGGGGAGTCGC
TTATCTAATTTGGAACCACACGTCGTTCTTCAAGCAGAGGAACCCCCCTTTACCGAAGAA
GGAAAGAAGAGAAAGTAACAAAGAAGAGGAAGAGCCGGAGAAACAAGGAACACAGGAGGA
GCGAGTCGTAGAAGAAGAAACGGTGACGGTGGTTACAACGCAGAAAACTTCCACGAGCCG
TCCTGTGGAGACGGGTGGAACCCAGGTTCTGGTTCTGGGTCTGGAGGGAGCCGGGAAGAC
GAGCCTGCTGCACTGTTTTTCCGGCAGCAGCTTGGATCAGGACACGGAGCCGACGAAGGG
CTTCAACGCCGTCTCCATCAGCAAAGACGACCTGCACATCGAGTTTCTGGAAATTGGAGG
TAACGAGGACCTGCGGCCGTACTGGCAGAGGTACCTGTCCAAAGCCCTGCTTCTGGTGTT
TGTGGTCGACTCCTCCAACCCTCAGCGTGTTCCCGCGTGGCGAAGAAACACCTAGACGAG
CTGCTGAGTCACCGCGCCAGCCTGCCTCTGATGGGTCTGGCCAACAAACAGGATCTTCCA
GGGTCCTGCAGCATCACCGATCTCCACGAGGCCCTCGGCCTGTCTGAGGGCGGGGACCGG
AGCCTCTTCCTCATCGGCACCTACGTGAAGAAGGGCGACGGGGAGCCGAGCTCCGGCGCT
CAGGACGCGCGGGAGGTGATCCTCCAGGTGGGCTGTGGCGGCAGATGAAGCACAAATGGG
GGTTGGATGGGGCTCCATCTGACATTGTAGATCAAATCAGGTTCTCCACAGTCTTTGGGA
TCAAGTTCCACTTTTCACGAGTAGTTTTTTCCTTTGGACAAACGCCAGTAGAGGACAATC
TTCATGGTCTGTGGTTAAAAACATAAACACACAAAATCTTCTCTTTTTAAGGGCTCAGAT
CTTCTAAAGCTGAATGTTTTTCTTCACAGAAACTTAAGTTTGAATCACAAACTGGTTAAC
CGTTAGTCGTCTTAACAACACGTCTTATCAGCTGCTGAACTGGTGGTAATGTTTGAAGCT
GAACGCATCACTTATTGATGTTTTAGTCCTCAGTTGTAGAAGCCTTCTTCTGCCAGTAGG
GGTCGCTGATGAGCAACTCAGAGCTTTACAGGCTCTGACAGATGTTACTCCTCTGTGATT
CCGGTTCTGCTCCAGTGTTCAGTTCTGGATGTGTAGCAATGAATGTTTTTATCTCGTCTG
AGTTCGGGCTGCTTTTTTTAAAAATGTTTTTATTCAAAAGTAGAAAAACGGGATGACGGG
TGTCGTTTGTGTGNACTTTGGGAA
>CL3002Contig1
TCCCTAACTNATTTTTAAAAAAGNAGNAAAAAAAAACAACNACAGAAAAAATCAAAGAAA
CATTAAAAAAATGAAAAACAAATTTACNCTTCATATCACAAGCCTGATGCAGGTCCTTCA
CTTTGGACCGAATAGNGAACATACACTTCTTTCAACGCTGAACAGACGCTGGGCTTCAGT
TTCAAACNCAACCTTACGGTAACAGAAATACCATAGCATGTGCAAACTGTACCAAACGAA
AACTTCCAAAGATGGGCTTTTNNGGATACTCGGCCCAGCGGGGGGCTCGAGTACGGGTTT
TTACTTTTTTTTTTGTTTTTTTTTGGAAGACGAGGAATTTCCACTTTTTGCATCACATTT
AGTGTCCAATCAAACTAAGAGATATATCTGACGAGATTGAAATGAAAAGGCTGCAGCAAA
ACATCAAAGACATTTAAGAGCCCACTATTAATTGTGATAGTAGTGTTTCCATTTTTTTAT
TAGGAAAAACTAAGACTTAGCGACTGCAAGGTGGAAAAAAAAATAAAACAGAGACGGAGA
AAAAGGAAAAGAAGGAGAGGCTCTTTGTGGTTTCACTTTGAAAGTGATTGAAATGAAACA
GGAAGGTTTGCAGGACGAAAAAGATGATACAAAGATCTATGATTAAGACAGTGTTGCACA
CCAACGCCCCCCTCCCCCCGAATGTCTTTGAATATTTACGTTCACTTAAGTGCAAATAAG
TGAGTGGAAAGGAATGGAGTCCAACGAGGAGGCGGTTACACCGTCCTGAAAAAGACCCGA
GCACTCTCACCGAAACTGTTGGACAGTCCGGATGAATCCTCGTCTCAGACCGCGGCGAAG
GTCGTGTGTGAAGCGGCATGAAAATGCCCTAAAAGTATCATAGTTTAAAACAAAACAAAA
GCTTATGCCCCCCTAGAAACACCTCGGTGCAGAACAGCATCAAAGCGATAATGAGGAAGG
AAGAGATTCTCCCTGTCGGCTCAACTCTTGAAACCACGGCGATGCGGCTGTTCGCGTAAA
TCAGAGGTCAATGGGAGATCATTTTAGGATGGAAAAGCAAAGAGAGGAATGAGGAGGTGA
GTGGACAGTAAGAAGTCAAACATCATTTAGTGTCGATAAAAAGAAAAAAAACAGACGCAA
GTTCAAAGGAAGTCAGACGGCATCAGTCACATGAGAAACAGGACAGCAACAGGAAGAAAC
ACAGATTCACAAGAAACTAGACATTAACAAGGACTTGTAGTTTACCAGTTATTTAGAAGA
AAAACTCATTTACTGAACC
>CL3003Contig1
TTCGGCACGAGGTCCTCTTCTCGTGTAAACACGGACACCTCTCGCTTTTATTCGTTTTTC
TCCCCCCAAACACCTGCAGCGCGCGCACAAGGACCTCTGCGTGGGAGTTTTTCTTTGCCT
CTCCTAGCGTGGATTTGTTGCTACATCTCCTGACAGAACTCATGAATCCCTCTTCAGAGC
GACGGGTTTATGGACTCGCGTATTAGCTAATGATGTCTATGGGTTTTATGCCCGACAGTC
TGAATGGCTCCGATCCCTCCAAGTCGGCCTTCTTAGAGTTCGGCCACGGGCATCCGGCGC
ACCAGCAGCACCCGCAAGGACTCTCGCACATCTATCCCGTTCATGGTCTGCACGCCGCTG
GTCATTCTCAGCACGAAAGTCCCTTCACTGGAAATGCTTCTTATGGCCGTTCTTTAGGAT
ACGCGTATCCAGGCGCGGTGAACGCTCATCCACCGTCTGCGTACATGTCCTACCAGCACA
GCAACCTGAACGGCAGCGGCACCAATCTGGTCAACAGCAGGTTAGAAACGACAGATCGCG
ACAAGTCTTCAGTGATAGAGAGCAGAGACATTCGTCTTGTCAATGGAAAAGGGAAAAAGA
TCAGAAAGCCTCGGACCATCTACTCCAGTCTCCAGCTGCAGGCTCTGCACCAGCGCTTCC
AGCAGACGCAGTATCTGGCCTTACCTGAACGCGCCGACCTTGCGGCCAAACTGGGACTCA
CCCAGACTCAGGTGAAAATATGGTTTCAGAATAAGCGCTCCAAGTATAAAAAGATAATGA



AGCACAGCAGCGGTTCAGAGGGAGATCACCTCCACAGCGCCAGCTCCATCTCTCCCTGCT
CGCCCGCCCTGCCTCAGCTATGGGAGGTCTCAATTGCGAGCAAAGGACCCCAAATCCACC
CGAACAATTACATGAACAGTTTTGGTCACTGGTACCCAAACCATCACCCGCATCAGGACG
CCATGCCAAGGCCTCAGATGATGTGAGTGGATTGTGTCTGGAGACTGCTGGGCTCATTTG
AAGGGAGCCTCAGTGCTGCGATGAACTCAGTCCCGTGGGAGCTCTNAGATGTGTGCTTAA
AAAAAAGACTTTGTTCATGTTTACTGACTGTATCTCATTTTGAATTCAGTTTTCACTGTC
ATGTTCAGACACCTAATCTTTTTTGTTTAAGTTGTTTGCATCTCTGCAGGTCTTGTTGAA
CTAAATCACTCGAAGTTGTGAACTTTGTGCAAGAATCTGCATAAAACC
>CL3004Contig1
TTCGGCACGAGGGGATCCTACACGTCAATGGCTTCATGCTGAGGAGAAAAAGCAGAAAAT
TCAGGACATCAAAAATAACATCAAAGAAGCGATCGAGACGGTAGTTACCGCCATGAGCAC
CCTGACACCCCCCGTGCAGTTGGCAAGTCCAGGGAACCAGCACCGGGTTGAATACATCCT
GAACCTCGTCAACCAGAAGGACTTTGAGTTTCCATATGAGTTTTACGATCACGCAAAGAT
GCTGTGGCAGGATGAAGGAGTGCGGGCGTGTTTTGAGAGATCCAATGAGTACCAGCTAAT
CGACTGTGCACAATATTTTTTAGATAAGATTGACATTGTGAAACAGAGTGACTACACACC
ATCAGATCAGGATTTGCTTCGGTGCAGAGTACTCACTTCAGGAATCTTTGAGACGAGGTT
CCAGGTGGACAAAGTTAATTTTCACATGTTCGATGTCGGAGGTCAAAGAGATGAGCGTCG
GAAGTGGATTCAGTGCTTTAACGATGTAACGGCCATCATATTTGTGGTGGCCAGTAGCAG
TTACAACATGGTGATCCGGGAGGACAATCAGACGAACCGTTTACAGGAGGCCCTCAACCT
CTTTAAGAACATCTGGAACAACAGGTGGCTGCGGACTATTTCTGTCATCCTGTTCCTTAA
TAAGCAGGACTTGCTCGCAGACAAAGTGCTGGCAGGAAAATCCAAAATTGAAGAATACTT
TCCTGAATTTGCTCGCTACACCACACCAGATGATGCTACACCCGAGCCTGGGGAGGATCC
TCGCGTTACCAGGGCAAAGTACTTCATTAGAGATGAATTTCTGAGGATCAGCACAGCAAG
CGGTGATGGAAGGCACTACTGTTACCCCCACTTCACCTGTGCTGTCGACACTGAAAACAT
CCGCCGCGTCTTCAATGACTGTCGAGACATCATCCAGCGGATGCACCTGCGGCAGTACGA
GCTGTTGTGATGCGAGCGGAAAGGTGTTTGCCAAAAAAAATTTAAAAAACCCAACAAAAC
GTTATAAGTAGATTAAACTACAGAAAGAAACTGAACCCTGAGTCTCTGAACTCTCCTGTT
CCACAAATGTGTGTGTGCTCCTGTGGCAGAACAAGAACACACACCCTAAAAACCTGGAAC
GGCCCTGATGCAAACTCCTTACCTGATGTTCAAAGAGGGTTTTTGATGAAGGGCTTTCAA
GTGTAGTCACACACAAAAAATGACTCAGATCTCCATCTTCAGCCATATTCCAAGCTCCTG
CTCGTGTCGTCCCCTCCATACACATTACCTTTAAATGTCTAAAAGCCCAGAGGGGCCCAG
TCTGGACTGAGAACCCTGCAGTTGTGTTAGTGTGATTATCCTGTTGATGAAAACCAAGAG
AGCTAAAAACATCCGTGCAACTGGGAAAGAGATTAACTGTTGAATTTCTGCACACTAATA
AACATGTCAAGGCAGATCAGCTGAACACT
>CL3005Contig1
TGCCTTTTTTTTAGAGTTTATACTGAAGTGTGTTGGTTCGATCCCTACCTAGGGAAGCAA
ACCTTGCATGCTGCCTAGCTTCAGAGGTCAGAGGTCAGAGACACTGCACAAGGCACTTTA
AACTCTGCCACTCTGCCAGCTTTGAGGCAACACAAGGGACATCATACCACTAAGGCTAGT
TTACAGAGAACAACAAAGCACACAAACCTGTACAGCTTCACTTTTAGTACATTCAAACTT
TAAATAGAATAATATACTCACACACACATACACACATCCTTATTGGTAAAAATCATAGTA
GCTGGATTTTTGTACACATCAGCGTCAACTGACTTATTATTATCTTATTATTATTAAAAC
AGAAGACTGTTTTAATCAGTCAAAAAGTGACAGTCTTCAAAGCCAGTCACAGTATGGAGG
CCAACAAAACTGTACAAGTCAAACTCTGAAGAACCTTTACATGACTTGATGCTATAAATG
CTATAACCCACTGACTGGTCAGCAGGAAAGACTTGCAGTAGAAAAGCGTTGAATCCAAGC
GGTGTTTTAGCCTCGACTTAGCTTTTACCAGAATGCTTTTTTTAATGTACAAAATGTCCC
AAACCAATGTGCCGTTATTTGGTACCAAAGCTTTAGTAGTGTGTTTTCGGGATTGGGGGG
GCAGAAGGGAGATTTACCCCCCAAAAAAGTGGAATAAAAGAATAACAGTTTAGCACAAGA
AGTGAGGGTGCATCTGTACAATGTTGTCAAGTGATAAAGACTTGATAATAATTATGATGA
TAATATTATTATTAATGTAGAAAATAAAGCTGGCAGCCGACTCTTCTCAGCTTCTGCGAG
ATTTTGAGTGCTGGATGAGCCACTGAAGTGTAATATCAATGTTGTCTTTCTCTTTGCAGG
AAATGGAGTAGCAGCATATCTCTCTGTCTTGAATTGCTGCTAGATTCATTTTCTCAATGA
GCTGCTTTTCATCTAAAGCGCTGGGGAGATCCCTTTTGTTACCGAGAACCAAAACAGGAA
TTCCTTGCAGCTGTGGTTTGTCTAACAAATTATGAAGTTCGTTTCTAGATGCCTCCACCT
TTTCTTGATCCGCTGCATCAACCATGTATACAATTGCGTTAACTCCCCGGCAGTATCGCT
CCCACATGCTCCTGAACCTCGGCTGTCCTCCTATGTCCCAGATCTTGATGGTGACGTTTC
CTTTGGTGACCTTCCTCATGTTGAACCCAACCGTAGGGATCATGTCTTCGCTGAAGTGGC
CAGAAGCGATCACATTAACAAATGTTGTTTTTCCAGAGTACTGCAGGCCGACCAACGTCA
GCTCCATCTCCTCCTTCCAAAAGAGGGACTTGAACCAGTCCAAAAGCCGGTTGATTAGTG
CAAACATCTTGAAGTCGGCGGTCTCACTCTCCTCGCGTGGCGGTTTGGCGTCTCTACCTC
CCCCGGCCATAATGCCCGGGTTTAACNGCCGTCCG
>CL3006Contig1
TTTTNTTTTTCATTTAATAAAATATATTTGCAAGCAAAATACAAGAACATAAAGATTCAG
ATGTTTTTCAGCCAATCAAAATAAAGGAGTCAAGCAAACTGTTGCTGCAACAGTGAGACA
AATCGTTTAAAAAAATCTTGATTCTCAATTCTCTAGAAATCATCTCAAAACGTTTTCTCT



CTTTAACTAGTTGTACAGTCATTATTCGCTCATGTCACAATTGTTTGTCATTCAAGCTGC
TACACGACTCTGCCAAGATAGAAACCGAAAATCAACCCCAAGTGGAATGACTACACAACA
GCAAAAACAGCCCCTTCTTCCTAGCACTTGTTTGTGACAGTGTGAAGTACACACAAGTCC
TCTAGAGCATTTACAACGGAAAAGAGCATGAGATACACAATCTAGTAAGCTTTTTAAAAA
AACTACAATATGCTCTAAACATAGGAAATTACTAACACAAGGAAAAAACAAAATTCATGA
TGTTTCACATTTCATATTTTGAAGTAACTGATCAGGGACAGTATCTTCCTGAATTCCAGG
ATTCCCCTTGGGTTGAATATTTGGTAATCCTCAAAGCCATTTTTAAAAAAAGCAGTGTCC
TGTCCACACAGCAGTACATGAAGCTCATCTCATTTGTTTACACAATAGTCCAGAAAAATC
ATGAAGGTATATCCCATCGATTCTGGTACAAAACAGTTAAAAATAAAAACCAAAAAGAAT
TAGAAGGCTAGAAACCGAAAAATTAGAATGAGGTTCAGGGATATAACCAAGGCCCGTTAT
TTAAAACACAAGTAGACAAAGACGGCCTTCTTCTATGAATTTCTTAGCTTGTAAACATCA
GAGAGGAAGGGCAAAAAAGACACAGACTAAAAAATTACAGCCACTCCC
>CL3007Contig1
TTTTTCACTCATGAACCCAAACTAAAATGGTACAAGGAGAATAGTTGATAGAAAAGTCTC
AGACTCTTACATTAATTTCAGTGAATCTGCAAAAAATAAAGAAAGTTGAACTTGGTATTT
ATATAAAAATATACTTTTAGTGTATTTATTGTAAATATTTAAAAGCTTAATTTTATACAT
AAAAGGCTTAGGTAATACAAAAATATAAAGTTGATTTTTCTCTAGGTTGAGGTGGAGCTC
TGCAGCTCTCGCTGCGTTTTGGTCTGTAAGAAACTGGACCAAAGGGTTCTTGTAGCTTCA
CCTGTTGCAGACGCCTGGTCTAGAAGGTGGTCATGTTTTCTAAAACAAAGAATTTGGAGT
CACAATGCCGGTCCAGTAGGTCTTCCGAGTGAGAGTAAATCAGAGCTGGTGCACCGACCG
TCTGCTTCACGTTTCACATCTGAGACACGATGACCTGGCAAGGTTCGTCCACCTCATCTT
CACTTTTGTTACGCAACACCAGCTTATGAATGCAGGGGTTGTTATCCAGAGGCTCAAAGG
CCAGAAACCTGCTCGTGTACACGGAGGACTCAAACATGTAGAGGTTGGTGGAGACTTTGG
TCCGGTAGAACAAGGCCTTGTGCTTCGTCTCACAGATGTTGTTGGGAAGATCCATTGGTT
GACTGCAGATGGTGTGCTCGTCATGGCAGCACACCGCCACCGTCTGGCCGTTTTTGAAGG
CGTACAGAATGACCGGCCTTTTCTTGGTGGCGTCTCTGGACGTGTTCTGGTAGTATTGGA
TGTTGAACCTGCACTCTGACTGTTGCCGTTGTTCTGCGTTAAGATCCTGAACGTCAAGAG
TCCCTGTATTGTGCAGAATCAAGAACTTTTGTTCCTTGCTTTGGATCCAGCAGTTTGACT
GGGTGCATTTAGAAATCCTGAAACCGTCTCCCTCACAGCGTGTTGGAGCTCCTTGACAGA
CAGGCGAGGGCAGGACTTCAAAAAGGAAGAAATCCTCACATGTTCCAAAAAATGTGAGCG
TAACGGCTTCCATCTCTGCAAGCCCGGTGTCCATGCTGCGTTCAATGGCTCGATGGTCAC
TTTGAGGCTTCTCTCTCTTTGTTCAGGATGAAGGACCTCTCAGGGGTTGTTGAGCTCGAC
CTCGATGCTCCGTTGGACGGCAACGCACGGCTGATGAAACAACACCGCACGGTCTCCCCG
GCCATA
>CL3008Contig1
TTTTTTTTTTTTTTTTTTTTGATTTATTGTTTATTTTTGTGGGTTCTTGCTGTTGGTTCT
CATGGTTTGGACCGGGCTTCCCGCTGCAGAATCTTTAGCGGTATTTCTCAGAAAGAGCCA
AAGCCACGTTGGCCAGGAACTTATCACAAGCCACGTGGGCCTCCGGGGTGAAATCCTTGG
GGAACATGTTGGCGATGACCACCTGGAGGCAGTGCGCCAGGAGCTTGAAGTTGGCCGGGT
CAACCCGCAGCTGGAAGGCGTGCAGCTCGCTGAGCTCCAGCAGGCCGGCGGTCAGGTCGT
CGATCTTGGACACGGCCAGACCGACCCCACCCATGATCTTCTTGCCGTGCTTCTTCACGG
GCTCGGAGCCAGCCTTCATGTCTGGCCAGTGGGCGAAGTAGGTCTTGGTTTGGGGATACA
CAAGAAGCATCCTGCTCAGAGCGTCAGCACCAATCGCATCAGCGGACTTGGAGATTTTGG
CCCAAAGGGCCTTGACGGCAGCTTTGTCCTTCTCTGTCAAACTCATCCTCTCTGCTGCTC
TCGAA
>CL3009Contig1
CGGCACGAGGCATGAGCCAATCCACAGCATTTACTAGTTCAAAGCATGACTCAGCAGAGA
CTTAAACTACCTACTTCACAGAAGATTCATTCAGCGAAGGCGGAGCAGCTTCGTGAAGGA
GGTGAACGCTCGTTTTGCCGTGAATGAAGTTCGGTGCTACGCCAGGAACTCGATCGCAGA
CGTGTGATCTTGCTGGATCTGGAGGTCAAAGTGTCAAACACTAACAGGTCAGATCTTCTG
TGAAGAAATCCCTGAAGATTTAAGGCAGCGGCTTAAAAGGAAGCCTTTATCTTGAGCCTT
TGCATATTTATAAAACGTGGTTGGACCCGTCATACAGCGGCGATGCAGAGTTTTCCGATG
GTCTTCTTCCTGCGCTGATCTTCTCTGGAGCCCAGACTGTTTCCTGAGGAAGACGAGGGT
TCTGCTCAGGCAGCCAACGCAGCTCCTCATCCCTGCCTTCATCTTCACTTCCTGTTTTTC
TCTCTACTCTGAATTCCTGCACTTTTGTCAAACGTATTCATTCTCTGTTTGTTGCAGAAA
CTTCCGTTCGTTCACACATTTCATATTTAACTCTGCAGTATTTTTGAAATGCATTATTTT
CTATGATAAAGTGTAGGATTCTGTCGGGTTCTGCATTTCGGTGGTTTCTATGCAGGTTTG
TTTCTCATGTCTGAGTATTTATGTGACTTTTGTTACAGTGAATAATTTAAAGTGCCGTTA
TGAACAAAAGACTGTTCCTGCACCGCCATAGCAGTTACTTCCTGTTTGTACTTCAGACTC
TTGTTTTTAATTGAGTTTTATTGAAATTGAAGAGCCTTCGTCTTTAGATTATGAAATGTT
CGCCTTTCTGGTGTTTTTAACAAAATAAATGTAAAAAAAACCTGTTCGTTGGTCTGGTTA
AAACGTTCAACAGACAAGAATATCGTTGAGGAATTAACGGATTTTTTTGGTTCTTACTCA
TTTTAATTTCATACCAGAGATTAAAGGAATCATTTTTGTAAATGTCAAATTAAAATCACC
AACACATTTCTACCAGGCTTTATTTTCCCCTTCAAAATGGAGTTATGTTAAAATTTGCCC



TAAAGGCTTTTAATCCAGATCTGATCATATGAGCTCCAGTCCAGTTTTCAATAAAAGCAC
T
>CL3010Contig1
GGCACGAGGGCAGGCTGGACGACGTGATCTTCCGCAGAGCTCGCCACGTCATTGAGGAGA
CAGAGCGAACCCTACAAGCTGCGGAGGCCCTGAGAAGAGGGGCCTACAAGGAGTTTGGGA
GGCTGATGGTGGAGAGCCACAATTCACTGAGGGATCTGTATGAGGTGAGCTGTAGAGAAC
TAGACCAGCTGGTTTCTGCTGCCCTGGAGGTGGACGGAGTATTTGGCAGTCGGATGACGG
GTGGTGGATTTGGTGGGTGCACTGTGACACTGCTGGAGGCCCACAGTGTCGATAAGGCCA
TCCTCCACATGCAGGAGCGCTTCAGTGGGACGGCCACATTCTTTATCACCAGCCCTTCAG
AGGGAGCCAGAGTTCTGCCCCTGTCATGATCCACTGGACACTGGATCCACAAGCTCTCAA
CTTCAGCTCTGCTCAACAACGAGACTCCCTTTTAACATCATTTATGTATTTCCGACTATT
CTAAAGCATAAGGTGCCAAACTCCAGGGCCTCGAGAGCCAGTGTCCTACATGTTTTTCAA
CTAACCGGACGTTGAAGCTACTTATTGGGTAAACGCACCTGATCCAAGTAATCAGCAGCA
GATAAATCAGGATTTCTGAACAAAAAAAAACAGCAGGATGCCTGTCCTCAAGGTCTGGAG
TCTGACAGCCCTAAAGGATCAGATTAAAAACTTTAACTCTTAAAAAAATAAACTGGTGAT
TGTGATTTGAAAAACAAAAAAAAAAAATAAAA
>CL3011Contig1
TTTATTACTCAAAATAACAGCTCGTTTCTACCACAGTTTGAGATTTACGAGAATAAAACA
TGCAATTACGGGGTAAAAAAAAACCATCAGCACTTAAACATTTTTGCTTCTCTGAGAACA
AACATTTGTGACTAAACTGCAAGGAAAAAAAATGCTGTTGGAAAAGATCACCACAAAAAC
AGTTCTAACAGTTTCTTAACACTTGAAGGTCACAGCATACTCTGCATTTTAGCTCCTGAT
CTCATTTAGAGCACCCAACAACTGTTTAGGCCTTTTTTGTTGTTCACATCAAATCAATCT
AGGTATTTTTAAAGGTCTGATAGGTGAGCAATTGATAGGTGTGTTAAAGAGAAATTTCTT
AAAATACTGAGTCCTTTAAAAAAAAAAAAAAANTTGGNAANTNAAAAAANTNGNAAAANA
ANCNCAANNGTNTCAAANCAAAATTGG
>CL3012Contig1
GTTGGCTCTCTCCCTCTCCCCCATCCCTCCCTCTTGTCTGTCATGTGCGTGGAACATGCT
GGTGCTCTGCACAGAGCAGCTGTAGCACGCCTAATGCAGGCTTGCACGTTGGCAGCGGCA
ATTTTAAAGCCCCCCCTGCACCGAACCCGGTTGGGACATTTTTTAAGGGGAACTTATATT
CACCGCATCACCATGTCCAAGGACCTCAAACTTTTCTTTTTCCCCGCTGATTGGGACGCT
TTCTGCGCGCTCGTAGTGGTTTTTGACTCGCCCTTTGAATGAATGGAGGAGGAGAGCAGC
AAAGACCAGCAGGAACTACAGGTCATCAAAAGATTGCTGGAATGTAGCCCTCCAATGGAA
AAAAATGAGATACACAGATTGTCTCTGGGTCCCTGCAGCCATGGAAATGGAAAGTGCTGA
GTTTCAAGGTTGTTCAGAGTATTCTGCACCCTGGGGCGCTCCATTGTCAGTGCACCACGT
CCTTCAGCTCGCACATGCTCTCCAGTTGACATACAAGACATCATGGGTTGAATGAAGCCC
ATGACCCGTATCTCCACACATGACAGGAGCCTCCACACTGAAGACGTCATTGTTTGCCTA
TATTCAAGTTTCCAGATGATGACACATAAAGAAGATTGAGATGAGAATTTCATCAAGGCA
AACTTCCAGATCTAATTTTGCTCTGGCCGCTTCTGCAGTACTACTACAGCTACTTCTGTA
TTTCTGTAAATGCAATGTATCAAAGGGCTGTTAAACGAGCTGAAAATAGTACCGTACCTT
CAACTCTTAGAGAATCTGATCACTGTGCTTTTTTGTGGTTATATTTATCAGATTCAACAT
TTAACATAAAATTACCTCTCAAAAATAAAAACAGATATAAAATAAAACTGCTTCGTGCTT
TAACTGTAGATGTAGAATGATTGGGTTCTTTTGGTGTGTTTTTCACAGC
>CL3013Contig1
CGGCACGAGGAGGCCCCAAACGCACCACAGGCGCGCTCGCCCGCCGGGCGCTCAACATTT
CCTTGGCTGTTCTGATCGGTTACCTGAGCGTTCCCGTGGTGATGAACCTGCTGAGCTCCA
GACAGGTGATGAACTCCTCCTTCGACCCGCTGCGCATCGTCAACACCTACGGGGCCTTCG
GCAGCATCACTAAGGAGCGCACGGAGGTGATCTTCCAGGGCACCCAGAGCCCAGATCCCA
AAGCCCCCGAGGCCGTGTGGGAGGAGTACCAGTTCCCGTGTAAACCCGGAGACGTGCAGC
GGCGGCCCTGCGTCATCACGCCGTACCACTACCGGCTGGACTGGCTCATGTGGTTCGCTG
CCTTCCAGACCTACGAGCAGAGCGAATGGGTGATCCCACATCGCCGGCCGGCTGCTGGCC
AACGACAGCGCCGTCCTCTCGCTGGTCCACCACAACCCCTTCCAGGGCAGAGAGCCCCCC
AGGTGGGTTCGGGGAGAACATTTCATCTACAAGTTCAGCCGGCCGGGCAGCGCCAGCGCC
GCTCAGGGGAAGTGGTGGATCCGGAAACGCATCGGGGCCTACTTCCCCCCCGTCGACCTG
GAGGGACTCAGGAGCTACTTCCAGTCCAGGAACTGGCCCCACCCTCACATACCGACCAAC
AAGAACTGAACCAGAACCAGCGGGGACCGTGGAGCACAGGCTGCATCACTATGGAGGTCT
AAACACCGATAGGTGGCGCCCCCTTCAGGAGGAGAGCAGATGTGCTGAAGATCCCAACCT
TCTCCGTGGTTCCGAGTCTTCCAGTCAACCTTTGGTCAGAAGGATCCGGATGTTCTGAAG
AATATGGACAATGTTCTGAAAACCGCTTTAGTGTGAAACGATCCAAAGAAAAGGTCTCTG
CTAACGAGCTAAAGATTCTTGTTTCATGTCAATAAAGACCAGAANAAAACAAAAAAAAAA
>CL3014Contig1
CTCTTTTTTTCTTCAGACACAGTTTCAGCAGAGAGCAGAAAATCCAGCTTCTGCTGAAAA
ACTCAAACTTAAATTAAAAAGCACAAACTTTAAGACCCAAACAGAGGCGTGTGAAGTTTC
TCCACAGAAACACAAACCCTCCTGGGACGACCTCCTGGGATGCACCTGCTCCTCCTCCTG
CCGCCCGGAGGCTCCCGGATGCGTCTCCCTCACAGCTCCTTCCAGTGGCGTAACACTAAA



CTCTGTCTGTCCTGAAAGGTTCGAGTCCCCGGACGGCCTGCGTCCTCAGCCGTCCCCTTC
CTCTTCGTGGGACCCCATGTCCTCCAGGTCGGGCGGCTCCTCCAGCGCCTCCTGCTGGAC
GTGCTGGATGGACACTATGCCGGTGAGGAGGGCGTAGCCCAGCATGGCGCCCAGGGCCAC
CACAGCGGAGAGCAGCTGCTTTCGCCGCTTGCTGGGGACGTTGTCGAAGTCTCCAGCGTC
CGGCTGGGGGGGCGACTTCTGACTGCAGCCGTCTCGCCCGTCTTCTGGGGAAGTACAGCA
GCAGGATGTTGCTGCAGAAGTTGGCCAGGTTGTCCAGGGATTTCAGATGCTGCTGCAGCT
TCCCGTTCGGCAGCTTGCACCTCAGGATCGGCGCCAAATGGCCGAACACGTAGGCGTCCA
GAGAGGAAGGCGAGTCCCCGAAGAAGAACTTCTGGGAGCCGAGTCGTTGGGACAGCAGGT
TCAAACACTCGGTGGCGTCACGATACAACTCCTTCTCCAGCTCCTCTCCGGCCTCCAGAC
GCTCGTCTCCCTGCAGCAGCCGCAGCTTCTCCAGCTGCTGGCTCTGCATCCGTCCCGGCA
GGAAGAAGTTGAGGGGGAACGGCATGTGTTCGGCGAACCAGCGGCGAGTCACGTCCACGT
AGTTCTTTGGCTCGATCCAGAACGTGTAGATCAGAGCCGGCTTGAGTTTCTCATCCATCA
GGGAGATGAAGGCCAGGCTGTCGGCCCCCTCCTTGGCTGAAAGATCATAGTCAGCGTTGA
ATTTCTGTTTCCGGAGATGGATGATGATGTCAGAGGTCCGAGACAAGGTTTCCTTCTGGC
TGGTCCTGAACGCAGGAAGGGAACCGCTCGGACTCCTCCAGGGGTTGCAGATCTTCCGGA
CTTTGAGAGGAGCTCCAGCGAACTGAGCGTAGGCCAGAACCACCAGACAGTCGGTGCTGA
CAGACGGCAGCCTCGTGCCGA
>CL3015Contig1
GCGGAAAACAACCCAACATGGCGACCAAAACCGGACCCCTGAACGGAGTTGGGATTTTCT
GGCTCGTGCTTCTCTTCCTCATCCCTCCAGCGGAGGCATACGACGCGGGCGACGGCTTAG
CCCTGTTGCTGGGCACGGTCCTGACCGTGGTGGGCTTCTGCGCGTGCCTGGGCTGGTACT
CCCGGAGGAGGAACGGGCTTCTGTGACGCGATGAGAAGGGCTGTGTCACGTTTTAAACCC
CCCCTCAGTGTATGGCGGACCTCCCGGTGAAGAGCTCGCGCTGCGTTAGATGAGAAGAAA
ATGTGCCTTACCAGACCTAAAGCGCAGGGATATGCTGGGAACAAGCACATGCTGCCGGAG
GGGAGACGACGAACCCGGAAGTTGATGAACGTTCAAACTGCTGACCAAAACGCTGTTGTT
TTGGAGTCTTTCCTTCAAATAAGCAAGACATGTTGAATACTTACACGCTTTAAGTGAACA
CTGTGACTGCTTTATCTGTGTTGTCAACAAGTTAAAAGGAACTACTGCAAAAACGACCTA
GGCTTTATGAAAAATAAACATTCTTACCCTCNAAAAAAAAA
>CL3016Contig1
TTTTTTTNTTCTATTCTCTGTTAAAGAATTTTATTGATCTCGCAGCAACAGTGTCCACTC
CACTGGCATTGAAGTTTTACTTGAAATAAAAAATTGTTTGAAATTAAAACAGAAAGTTAC
AGTCAATTTGCCTTAAATCTTTTTCATGACAGTGTCCACTCCACTGGCATTGAAGTTTTA
CTTGAAATAAAAAATTGTTTGAAATTAAAACAGAAAGTTACAGTCAATTTGCCTTAAATC
TTTTTCATGACACACCAAGCCCCCATCGTTAAACCAACTGAAATTGAAATGAATCTGCAG
TTTGGATGTCATAATATGAAGACTTTCACCAAAGAATGTGCATTTCAAACAGGTTTTGAC
CTGATTCTAAATGATTTTGTCACCAAAGATTTGCAGAGGGTACTCTAAAGAATATCGATT
CCTGCCGGAGGTTGACTGCGAGATGAGCTGCATGGTGACCCCTTTACTCAGGTAAGCAAA
ATTCGTACTGAGTGGTGGAAAACAACAACTAGAGACAAAAATAGTTGGGGGGGAGTTAAA
ATGAGAGTGTGGCACTTTTAGAAAGATGCCGTCAACACCTGAAAACCCTTTAAATGTCAC
CAAAAAATGTTTTTTAAACTTCACAGAGGTCTGAAGAGAGAAATCAAGATGAAAAATATA
TATGTTTTGCGTGACTGTCAGGTACAGGCTCTTCTATTCAGTTAAAAAAAATAAACCTTT
CTTGGAAAGTGCAACCAGATGAGACGGAAACTAGTTTAGTTACTGCATTTCAAGTGAAGT
AAGGCATGGGTGGCTAAGATGCATGAAAAGAATAAGATCATGTCGAATGGATTAAGGACA
CTGGGGGATCCATTTCTAAAATATAGTACAGCATCTATTCAGCCGGATGCAGATAAAAGT
CTGTTTCCTTTCTTTGATGAGAACATGTAAACGTTTGTCAGAATTTTCACCCAAAAAACC
TAAATGCTGGGGAACTGTATTTAAAATAAAATGTCTAGAAAACACCTGGATCATTTCAAG
TTATTATTTAGCAAAAACNACACCTAANACTGAATATAAAAAATGAACCAT
>CL3017Contig1
TTTTTTTTTTGGCAGCGGACGCTGTTACAACATGTTTATTGAAAACCTTCTCCAACAGCA
TGGTGTTTCAGGCACACAGGGGAGGAGAGGGACTGAGAGAGGCGTTGGGAAATCGCTTTT
TCTCTTTCTGCCCGGAGGCACGTTTGTGTGGAATGTTACATCATGATCAAAACAGACAGC
AAAGAAGCTCGGAATTACAAAAGTAAATAAAGCCAAAAGGTTAGTCCCACCTTTCTATGT
TAGAATTATAAACGCATGATGCAGAAGGACAATAAATTATGTGGGTAAACAGAAGCTGGT
GCCAAAATCTGTATAAACTAATAAAAACTTCAAAAGAAGACGTGAATGTGACAAAGTGCC
CTGATCCCCTCCCCATTTTTTTGATAAATTTTTTTCCAAAAACACTTAAATAAAACGTAA
AACTTTTTTTGTGCTGCAGGTCTCTTATAAGTCACCCGCCGCTGGGTTGTGTTATGGATT
GAAAATTAAGTCTAAATGTGTGTAAACCCGCTAATTGAACCCCCAAAAATGTAAGTAACG
CATGCTAAAAAAGGGATAAATCCAGAAACGACATTAAAGCTCCTCCGGTCTCATCTTTAA
GGCTTCATGCTGCGTATTTCAAAGCGAGCTGAAGCTGAACGCTCCACAAAATCCCTCCCT
AATTCTGAATTTAGACATTCAATAACGTGTTCCCCCCTGCAGCGTTGTTGTTTTTACGCC
ACACACACACACACACACGTGTGAGTTTGGAGATCGAAACAGAGAAGACATAGGCCTGTG
TGTGATTTATCCTCCAAAAAATAATTAATATTAGTGTCACTGAACGCGTTTGGCAGTGTG
TCTACTTCAACTAAAGGAAACAAGACCATTAGTCACAAAAGCAACACAAGAACCCCTTTT
TGCTGGTCAAAGATATTCATTCATTAAAAACAGCACAAGGGAAAATGAACAAGCAAGAAT



CAGTGTTAGCAGTCTATGTTAATTCACTTTCATTGGGGAGAGCTTGGTGTGTGTTTATTA
CCTGCACAAAAGTGATGCAACACATCAGAAGCAACAAAAACACACACAAAAAAAACAGGC
GTGATGATGAGGCAAAGAAAAAGCCAAGAAAGGCACTAAAACAAATACAGTCCAAAGCAT
CTGCAGGGGCCTCGTGCCG
>CL3018Contig1
TTTGGTTTAAAAATAATTTAAAAAAAAAGTTAAAAAAAATTCATTATGAAACTGCTTTTG
CAAATTTGACAATTTCCTAGCAATTTATGTGTGTTACATTGTTCCAAGCTGTGCAGAACC
AATAAAAAAAGAGCTACCTGAGCAGCTTCATTTGCTCCTTTTTAGGGCAGACGGTGCATG
TAACTCCTTCCCCTGCAGTCACCACTCACTAGGATCAAGAGAACAGCAGTATAGTTCGTA
ATTCATTTAGATTAAACTCTTAGACGTCACAGCAGCCGGGGAAGTCTCCTGAAAATGGAG
TTTAGGTAGGTGTTTTCTTTAAAAAACATCACAGAACATGGCCAGATTTTGGACACATCA
ACAGTGGCTGCCAATACCAGAGGGCAGATTCTCACTATAGCTTTTAACAATTTGGCAAGG
AGGAATAGATTTGAACCCAGATAATCTCTAAATTCCTTTAACTAATTTTAGAAAATTCCT
TTAACTCTGTGTACAAGTTTTTCCAGAGCTAAATTTCTCTTTGAGAAGTGACCACTTTCA
GTATGAGATACAGAGTTTTGTACACAAACATATGATGTATTTAAAAAAGAGCTCTAATGT
TGAAAATAGTATTGTAAGTTTTTGTGTCCTGGTACTTTGTCCTGCCCTCCCTTCTCCTCC
TCTGTAGATGCTGTTAGATCAGAGAAGATGACATGTGTTTCTGTTATGGTGGCTTTTTAA
CTTTTTTTTAATCTCTTCTTGGCGTAAATTATCTACTGAATCTGTTGGCTGGCCAGTACT
GTTGTTGTTGTTCTCGCTCNNANAAANAA
>CL3019Contig1
CGGCACGAGGGGCAAATCGCCTGCAGGGAACGAGATTACGATGACATTGATGAAGAGGAC
CCGTTCAACCCTCGGGCAAGGAGAATGGGCTCCCAGAACCCCAACCATACCAACCTGCAC
AGCTTCTGCAGCTACAGCAGCAGCATGGGCAGCCAGAACAGCCTGCACCCGCCTGCTCCC
GCCGTCTCCACCGCCCCCATGTCTGAATACATGAACCAAGCTGCTCTTTTTGGGGGAAAT
CCACGCTACGAAAACGTGCCTCTGATTGGACGAGGCTCCCCACCGCCATCGTACTCTCCC
ACTATGAGGGCCACCTATCTGTCCATGACCGAACAACAGAGTAGACATTTTGGAAATGAC
TTTCAAGCATAGAATGCTTTAAAGGAAGTGAGCATCACACATCTTCGATGGAGAGGACGA
GAAGCCAGAACTCCAGCCTGCATTACCTCAGGCGACCTTTCCCTGCTTTTTGTTTTTTTC
AACTCCTTACTTCTTTTTTTTTTCTTTTTAACCAGCTCTGATATTGTTCTTGTGTTCTCA
CGACACAAGTTTGAAGTGTGTGTTACTTCAGAAGATTCAGGTCTCCAAAGAGCACACTGT
CCGGTGTGAACATCCCCGCATTGACTCCCTTCGTTGTGTTGTTGAACATTTGTGAAGCAC
AAACAGAGCAGGTGAGGAAACACACCTGCAAGTCGAGCTTTACGTCTGCACGCCCTGCAG
ATGAGACTACTTTGTGACCACTCCTGTAAATAAGTTGTACGATAACAGACAGTTGTTTTA
ATTTGAGTTTCTTTTAAACTGTGTGCAGTTTTTATTTTTTTAGTTTTTTCTAATTTAGTG
TGAAAATGTCACCTTTTTTTTTTAAAGTATTTTCTAAAAAAGGTTGTTAAATCATATTTT
TTTGCTGATTAAATCACTATAGTATGAGCTGCTCAAACACTGATAAATAATATAATCCAA
AATATTTTTCATGGGTTTCAAACATCCAAAAAGCACATGCGTGTACTGACTAACAGTTTT
TATATTTTAGGAGATTTAAATGCAAGCACTGTTGTTTCTTTAGCATGTTCCACTGTACAA
ACACTGAGATTGGTGCTTCATTTTCTGTGTGACCCCAGAGGTAAGCAGTTCTTTGTGAGC
TGAATAAACACAA
>CL3020Contig1
GTGTGTTGCTGTGAACACCAGAGCCCATCTGTGCTGCGCTGGGAAAAGTGGTTTGGGCGA
CAGCCGGGCTGAGTCACTGGCACTGCTGGTCGACTGGGTATTGGTCCTGCAGCGGGGCTT
GGAGCCACATGCGGCATCCCTGGTCTTGGAGCCATGTGAGGCGGCATTGCTGGAGGAATG
CCCGGCATTCCTGGCATCATGGGAGGCATCATCCCTCCCATTGGCATCATCGCGGGAGGC
ATTCCATGCATAGCAGGAGGCATGCCGTGCATCATGGGAGGAACCCCGGGCATCATGGGA
GGCATGCCTTGGTATCCTGCATGAGGAACACCGGGCCACAGGTGGCATCCCCGGTTGTGT
CATTGGTACAGCATAAGACGCCTGGGGCGCGACAGCAGGAACCTGTGAAACTGACGGTCC
TGCGTCATCATCGTCGTCATCTTCATCAGAATCATCTTGATTGTTCTTCTTCTTCTGACT
CTCTTGAGATTTTTGTTCTAAAGTTCTCCGTCTTTCTTGCATGTCTTTCTCTGGAATTCC
TTCCATGCCGTAGATCTCCAGTTCAATATCTGTTCTTCCAGGGATTGCATTTGGAACACT
ATCAATTGTCTCTTTGTGCACCTGCATGCAGTGAATAGCCAAGCCGGGGCCGGTGTACAA
CTTTTTGTGGCAAATATGGCATTTAAAATGCTTTGCCTTTTGATGCTGAATGAGAATCTT
TTCATCGTCAAAATCTCGATTACAATACCAGCACCATGGTTTCATCTGCTTCTTCTTTTT
TCTTCCCATTTTATAAAAGTAATGAAGGAATAGGTCAACCAACGATCGATGTTAATCCTA
TTATCTGTTTGATAGAAGCATGATGTAGTCTCGTGACAAGGACGAAAATGGCGCTAT
>CL3021Contig1
CCTTTATTAAAATATTAAAACCAAAAAGATTGTAGAAGCTTTATTACATTCATACACTGG
ATATTTTACAGGTTCACTGATTGCTCCATCTTGCTGATGGTTTTCTTTTCAATCAAAATG
TGAACAATCCTTAATGTACACCATGTTAAGTACAGTAAGCATTAGTCTGTAGCCAAATTT
CCTCCACATATCCCAGTAAAAGTGGTGTCCATGCATCTGCATAAACCATTTAAAATGTGT
TTTTGGGTTCTAGCAAATATCCAATGAAAGCAGACTATTGTTTAGATCCTTCTACTCTTG
TCTTGATATGTTGGATTTTAAAATGATTTATTGGCATCAAAGAGTTGAGTGAAGTGTTTA
TAACCTAAGTTAACAGGGAAAATGTTGATGATTACAGATCTGAAATGACGTATGCAATGC



AACTATGGGGGTTATCCACAAGTCATGTATTTGTCTATCTTTTTTTTTAAAATGCATAAA
AGTATCTATAACGTGTAGGGTTTGTCTCACTATGAAAAATGATTCACACTTTTGTGTTGA
AGGCCGTGGTTTTTTTTTTAAANGTACATGTAAAANGGANGNCNCCAAAAATAGGTTTTT
AGTGAGGACAGCTTCATGAAAAAAAATTCTAAAATTAATTACAGAAAGAGCATAACAGAG
AATACGGTCAGACTTCTTGGAGAGCATTTGCTATAACGCTTAATTACATTAGTGTTAGTA
ACTTTATTGGTTGACCTTGCAATCTTTAGGACAGTGAAGGAAATAAATGGAAAATGCTTG
CATGAATAATGCATCTAACAGTTGTTCCCAAAAAATGTTCTAGGTGTGACAGCTTGGCAC
AATAATCTTTCACAAGAGACTGTCAAGAGAAAAACCCCAAAAGATTAAATCAAGGAAGTA
AACTTCATTTATTTACGTTTTACATTGGTTGTTTTACTTACTTGGTGATTATAGCTGTAT
TTACGCCGATAAACGTGAAAACTGCACGAGGTTAAGACAGAAAAACACTTGAACGACCTC
AAAGTGAAAAGGCTAACATAAGATGACTTATGGTATCCTCTGCCCACAGTAGCTTTCAAA
CTAAAGAATAAAAAAAATAGAAGCACACACTTGTATCTATATACGATAAAGTCTTGTATT
TGTTTGATAAAGCAAAGGCTGTGTGACTGTGACAGAGAATACAGAGATAAATGAGACATT
GCATTGCATGGCTTTAGGCTTCCTTCCTGTTTAGGCTTGTAGGCGTCTGTGCGATGTTGC
ACGTGATAGTGTAATGGTCTGTCCCCCTCCTGCAGAAGGCACTCATGTGGAGCAGAGTAC
TGCATGTGGACAGGGTTCTGCTGTTGCTGCTATGGATGTTAATATGATGACAGCTGATAG
ATCTGAAGGTGTAGGTTGGGATTTGGATGTTGGTTGTAGTCAGGGTGGTATGAGTGGACG
TGATCAGTATGATGCCGAATCCGATACCTCCTCTATAGAAGAGAATCCTTCAAGGTGATG
ATGTTTACACATTTATCCTCTTGTTTTTGGATGAAGTTTTTGGGTGACCACTTTCTTGTC
ATTAAAATTTGGAAGAGGCTTAAGAAACATGACAAAATGAGAAAGGAGATCAGACTGTAG
TACCCTGATAACCAATAATCTCGTGGCCTTGATGCTTTGGTACACCATACGGTTTCCATT
CCCTCCCTGGGATCTACTTGCAAAGGTGCAGCACTTCCATAGCGATTTCTTTTGGATTGG
TAAGCACTGGATTTGTCACACCTCCCTTTTTAGTTGATGTCACATCCAGACCAGTGGCTT
TCATGCCTGGGGTGGTTCGAAGTCCATGTGGGGTTGATGGAGAACTTCGGACGATGGCTA
AAAAGACTCTGTACAGCAGATGT
>CL3022Contig1
TATGAATCTGTGTTTATTATNNGTTTAAAAGNAAAATTGGAGNAGTAAGAGTGTACCATG
ATGTTGGGTGAAAAGATTCAAAGCTCAGACAGTTTGACAGGTATTATATTAAACCCATTG
AAAAACATTAAACAAATTGATGAAAAAAATAAAAAACACATGGCAAGAATAAAGAACAAT
TGTCCACATTTCCTCCTATAGGTTTAAAAAAAACCACTGAAGCTGGTTTTTCAGTCCTTA
TTACTTTGAGCAAATGGCCAAACTGAAAAGAAAGATGGCCTTCACTTGTTCATCTCCTGC
TGGACCTCGGCGAGGATCTGCTCCTCCAGTTTGGAGGTGTCGTACTCCTTCAGCATGTCA
TACTCCTCCCACGGTTTTGCATACTTCTTCTGCACAAACTCCATCTGTTTCGGTGTCATG
CAGAGGTCGAAGCGGATGCCCTGGATGGCGAACTGCGGCCGTTCCCAGTGTTTGGACCAC
GGCTTTGGACACATTTTTACTTTCAACTTGTTGACGGGCACCTCTCCAGTTGGGGAGAAA
GGCACAGGCTTCATTTCTGGGTCCACTGTGCTGTACTCAGGCAGTGCATCTCTCAGGTAC
ATCAGGTTGGAATCAAGTCTTTTCTCCAATTTCAAGACTTCGATTGTCTGAATGCGAGGG
CTGTACAGCTCATAACAGATCTCCACTCCTTGACCATTAAGTATGTTCCTGAGAACAAAT
GTTGCACCCAGCCCTCTCCCGCCTCTCTGGATGCAGATTCCAACAAAGCGGTTCGTTTTT
CCACTGGCATTGGCATCAGCCATGGTCACTGCAAGGATGCTTCCCACGTAGAATTCAGGA
ATATTGAGCGCCTTCCTCCTGCGAACCATGTCCCTCCTCTCCATGAAATACTTAAAGGGG
TCTGTTCTCCCCCTGGGAGGAATAAACTCTGGACTCAGAAATCTTCGCGTTGACGCTGTC
GTCTGCGTTTTGTTTATTATAACCGGTTTGGATGGAGGGACGAATTTAGGCGGTTCGTTA
TTGGCGAAACGAAGCGCAGACGTACACAAAAACCGCTCATCTTGAAACGGCAAAGTACGA
CAAAACTTGATCGAAGTCAAAAGATTTTTGAGCCCTCTCGTGCAGGCTGCCATGATTGAC
CTTCTGTTCCCCGGCCATAAGGCCCGGGTTAAGCGTGCGCTCCCA
>CL3023Contig1
AGGAATTCGGCACGAGGGTCTTTCGACATGGATGCAGCTGCTCTGGTTATCTTGACTTTA
TTGCTTGGTGTTCTGGTTATCTTGGTCGCATTTGCGGTTGGTAGTCGGAAACCTGAAATA
AAGGAAGAAACAGAGCCGGGAGTGGAGGCTGCAGCAGCTGATGCCAGTTCTGTGAAAGGA
GCGACATCCAAGAAGCAGAAGCAGGAGAAGCAGCAGCGCAGCCGCAAAGATAAACCGACT
CTGCACACTTTCAGTCATCCTCTGCTGGCAGCCTCACTGAAGGGCCACAATGGGAAAGTG
ACGTGCCTCGATTTCAGCAGCAATGGGAAGTACCTGGCTTCCTGTGCCGACGACCGCACC
GTCCGGATCTGGAGCACCAAAGACTTCCTGGACCGAGAACACAAATGTCTGCGAGCTAAT
GTGGAGCTGGATCACGCCCTGCTGGTCCGCTTCAGTCCAGACTCCAGAGCGTTCATCACC
TGGCTGGCGAACGGAGACACTGTTCGCATTTTCAAGATGATCAAAAAAGATGACGGCACT
TTTAACTTCAAGGCCGCTCCGGAGGATTTCCCTCAGAAACACAAGGCGGCCATTCTGAAC
ATCGGCATCGCTGAGACGGGGAAGTTTATAATGAGCGCCTCTACAGACACCAACATTCTC
ATCTGGGACCTGAAAGGAGATCTTCTGGCCTCCATCAACACTAACCAAATGACCAATTCT
TATGCTGCTGTGTCCCCATGCGGCAGGTTCGTGGCGTCCTGCGGCTTCACGCCAGACGTA
AAGGTGTGGGAGGTTTGCTTCGCGAAGGGAGGAGAGTTCAAGGAGGTGGCGCGAGCGTTC
GACCTGAAGGGACACTCTGCAGGAGTTCACTCGTTTGCCTTTTCAAACGATTCCCATAGG
ATGGTGACTGTGTCCAAAGACGGAACATGGAAGCTGTGGAACACTAACGTGGAGTATAAG
AAGCAGCAGGACCCTTACCTCCTGAAAACCGTTCCCTGCACCTCATCGGACGGCAGCCGC



ATTGCTTTGTCGCCGGACGGCCGAGTGGTTGCCATCAGCAGCGGCTGCGACGTGGCGATG
TTCGACGCCACCAGTGGAAAGCTGGAGGAGGAGCTTCACGGGGTCCACAGCGAGCAGATC
ACTGACCTCAGATTTGATATCAATGGCCGCTTTTTGGTGAGCAGCGGCGACAAGGCCATC
CGGGTGTTTCATAACGCGCCGGGTTATCGGGCGGCGATTAGAGACATGAATGACTTGCTG
AAAAAGGCTCAGAACGAGGCCATGAAGCAGAGACTGCAGCAGCAGATCAAAGAGGCTCAG
AGCGCCCTGGACTCAGCGCTTGCTGCTCCTGCTAACTGAAAGCGCACTAGACTGTGACCC
TGTTTGATTTAACACTTGTGCTGTAAGGTGATGTGGTTGGGGAAAAAAAGAGAAATTTGC
ATGAGATTTTATTAAAAAAAATACTCTTTTTANG
>CL3024Contig1
TTTTTTTAGACATACCAGACTTTCTTAGCTGATGGTTTTTTTTAGTACAGGGGTGTGTGC
GACCCGTCATTCTCAAAGTCTGGACGAGCTGCTGGAGTCGGACCGGCGGCGTCACGCTCC
AACACTCGGACTCTAAAGGATCCGTTGACCTGCTTTCCACGCCGGTGTTTTTTGGTACTT
TGCTTCATTTTGCTAAGAAACCCAAAAAAAAAAGTCTCACTGCCACACAGAAGACGGGGT
TCAGAACGGCGGCGGCGTTCAGGGAGCAGTTTCTTTTCTACCACGGATCCGCCGTGTTCC
AGAAAACACAAAACAAACCCTCATGTGAAACATTCAATTTGGGCCAAACGCTGTTTTTCT
TACACGAACATTTCAGTCGAAGCAATCGACCCGGAAGCGAGGCTTCTGTCAGCGAATGTC
CCTCCACCCCAGCTGGTTCTGACCCTCTGCCTGTACAGCCGTTACAGTTCTACGATGTGA
TTGGATGATCCAATACCTGAGGTACCATCCATGTCTAAGCAATTCCACTGATTTTTATAA
GTGCACTTGGCCTCTAAATCCAATCCTTTGGGGTCAATACGGTCTCACAAAAGAAAGGAA
GGAAGGAAGGAAGGAAGTGGCCGTTTGATTTTTCTAACTCTGCTCCGGTTCTGGAGGTGG
ATGCCGTCCGTCTCCGTGGCGACTTGAGCCGGCTGAACATCATGAAACACTCAAAGGGAC
TTTGTGCTGATTTTTGTAAGTCGGACGGACAAACCTGCTCCAACTGAAACTTTTGCCCCA
GTTTTTATGATCCTGTCTGTACCTGGAAATATATCTTGATAAGAAGAATAAAGATTTTCT
CCATGGTGNNNNNNNNGGGGGGGGAAAAAAAAAAAACCTT
>CL3025Contig1
AAGCAACTGCGAGGCCACTGATGATAATGATGATGATGATGATGACTCCGACGACAATCC
CGGCCACCTTGCCCACAGAAGAGCTCGGCTCCTTGTAGAAAGGGTTTTTCGTGGCCGGGC
TTTTGTCTTCACTCACAGAGTTATTGACTTTGCAGAAGAACTCTTTAATCTTCTGAGTGT
CCGCGTCGTTCTTTATCTCCTTTTTCTTCGCTGATTCTTTCCAGCCTCCGTCGTCTTCTT
TCCAGAAATAGCGGACGGTTCCGGCACCGGTAACATCTCCTTGACAGTCCACCGTACAGT
TGGGTGTGGTTTCGCTGCACGCCAAAGGTTGCACCACAACCGTTGGGACAGGAACTCGTT
TGATGATTTTTACTTGATATCCGACATTTTGGATCACATTGTTGATCTCAACATTGTATT
TTCCAGCGTCTTTCTCGGTTAGCTTGATTATCGATAATTCTCCAGTTTTAAAGTTCAGGC
TGATTCTTTTCTCATTCTGTGGGTAGTAGTCCGGCTTCGAGTCGCTGTTGAGCTGCTCTG
CTAACAGGTTGTCGTTATGCTTCCATGTTATGCTGCTGATCGAGGACGTCAAGGCCGCGG
GCTTCAGCGTTAAGGTTCCGCCGAGAGCGAACTCTTTGTTTTGAAGCTCGGTTTTAACGA
ACCCCAGAACCACAGTCAGAACACACAGACCGAACATGGAACCCATGGCTACGGAACCGC
GTCGATAGTCGTCCTTTTTGATCAGAGAAATCGTTCAATTTCTCGGACTTCCTCCTTTGA
CACACCCGATGCCTTCGTTTTCCCCCCGGCCATAATGCCCGGGTTTNACGGCCGGTAC
>CL3026Contig1
ATTGGCTTAGAGTAGTGCCCCCTATATNTTTAAAGTAGTTAGGCCATTTAGACTAAGTGA
TACAACANAAATGAGCTTTTTCACCAATTATTTCCTGACAGGCTGTTCTGATGTAACTGA
ATTAAAATGTTGATTGATGCAACATATTANTATTTTACCAACNAATGTTTTATTCATACT
AAATGCCATATGTTACAGATCCTGACACCTTTTCCACATATTCTCAGATTTGAAACATCT
TCCAGCATGCCAACCAGCACTCCTCTTTTGGATTTACTTGCAGACTATTTTCAGATGTGA
ATTTTGCAGCTGTGAGCATGTTTCTGCGGAACCCATTCTTGCTGCCAGTATCCAGAAGTC
AAAAACACTTAAAGACAAATATCAACATGAAATTGATATGCTATTACTAAATAAAGCTGG
GGTTTGACTTTGGCAACTTTTTATTTTGTGCTGGCCGTAGGTGGTTTGGGGTCGATTAAC
AAGGGGCGGTTAGTAAATGGATGCCACTGGCCCTGAATGCTGGGACTGTCTGTGTGGAAG
GGCTTTCGCAGTCGGATAATGTCCAGACCAGACTGATTGGTCAGCTTAGTCAGAATCTCG
GAAATCTGCTGCGATGTTTTGCTTGTAACTAATTCTTCCCTTACGTTGCCATTTAGATAT
TCTGCTACTATTTTGGGTACGTTGCAGGCCTGTGGAGACACATACACAACTGTTCCAGGG
TTCTTCTTGGCATAATCCACCACTCCCTCCTCAATAAAATCTCGAACTCCGAGGGAGCTC
TGGGCTTTTTTGGAGAAGACGATAGAGACTCGTTTGAGCTGACAGACGTAACGACCCACG
CCGTTCTGAAGAACGCTTTTCAGAAAGCGGCTCGGTGTCCCTCTGGATGTCATCGCTCAG
CCGTGCGTTAATAATGTAACTTCGATAACCACTGTTTTAATAAACAATTGGTTTATATAG
TTAAAAATGGTTAGACTCACAGAGGGCAAAAGGATGGGGAACGGTCCGTCAACAAAATGT
CCCCGGCCATAATGCCCGGGTTTANCGGCCG
>CL3027Contig1
TTTTTTTTTTCCAATTCCATGACATTTATTTGAAAGTATGTACATTGTTAAGTACCTCTT
CACAGGAGAAGACAAGTTATACATTTCAAATCAACAGCATACATCAGATCCACATATGGA
CGAATGAATATCAAGTTCTTCTGACAGTACAGTTTATGAAGCATTTTCGCAGCGCCTGGT
CCTGATGTCGCACGGCTTTATTTGACAGAATGGAACAGTTTGTGCGCCACGCAGTGGTCT
CGGGCGTGCAGGAAGTCAAACAGCTCCTCTGTGCAATCCTCGTCTGTCGCAGAGCGGGAG



CCCACTCTGGTTTCACATTGTTCCAGACGCGCCTGAGCGTGGACGCAGTGCTCCGACGCC
TCGCACTTCTGTCGCACTGCTTCAAGGGGATCCACCATTTCCTCCTCTTCTTCCTCCTCT
TCTTCCTCGTCTTCAGGTTCTCCGTTCATAATCATCTTCTCTTCAAAGACCATTATTTCA
GTCTTTCTTTATGGTTATCAGTGGCTGGGCTGTTGGAGGACACCACAGGTCACACAAGCC
GAGAGATGGCCCCC
>CL3028Contig1
GAATGTAAGTANCGAAGACGCTGCTGCCTCTCAAACCGCTTTCACATTTTATGAGCGCAG
AGTGGAGGAAAGAACAACAACTAACTCCGGACAATAAGCAAGAGAATGATGCAGGACTGT
ATTTAAAGTTTAGACCCAGCTGGTAACTTTCAGAGGAATTGTGAGGCTGGAGGCATTCCA
CAAAGAAAAACAAGCTCACTAACTTTTTGCATCGGCTCACTGTCATTCACAACTGGAGGA
CAAAAATGGACCTTCCGCTGACTCCTGCCGTACTTCTAATTCTCTGCTCTTTGAGTGCGG
TTGTCCTTCCATGTCCAGATGGATGCCAATGTGTTGCTAACCAAGTCCATTGCACACACC
TCTCCGACTTCCCCAAAACTTTGAACGCTTCTACTAGCCTCCTTGAAATACTTAAAAGCA
CTTTTGATTCCTTGAAACCAGAGGACTTCACCAATTTCACGACTGCTTTTACCAAACTCA
TGATTAAAGCAACTTCTTTAAGGGAAGTGCACCCTGGAACATTTGATTCCACACCTAACT
TGGATCGGATGATCATTTCAAGCACAGAGTTGCGTGATCTTCCTGAGACCTTGTTCCAAC
ATCTTCAGAAACTGGATGTGTTGATTCTTGCAGAAAATGAACTTATGGTAGTGCGACCTC
AGTGGTTCTCCCAGTTGGCAGACCTGACACAGCTTGACCTCAGTAGG
>CL3029Contig1
TTCGGCACGAGGAGGACGGCGAGTTCTGGGACAATAATGACGGCAGCAACTACACGCTCC
GGTACCGCAGCGCGTGCGGCGACGCGCCCTTCACAAGCGCCGCGTTCGAGGCCACCTGAG
GCGCGCGTCAGCGCTGCGTCATGATCGGCGCTTTCCTCTGCAGAACAGCAGAAGCAGACC
TGTTGGCCCCAGGTTCTGGTTCCTATAATCGTGTAGCGCCACCTGCTGGCAGGAATGCAG
ACCATGAACAACTGTAACTGCAGTGGCCAGCAAGAATCATAGGAAACCAGGAATGTGCGA
CTAAGTCTGTAGAACCAACAAACACCGAAGCTACAAGGAAAACAACAACAAAAGCTGCAA
CTTCTGCTCTGAGTTTACTTGTTTACCAAAAAATTGTACCGATTGCATAAATTTCTTCCA
CATCTCACCTCTTTTATCCACATGGTATCATCAGAACCCCCAAACAAAGAGGCAGATGTT
CTGAGAATGCTGTCAGATTCATGAGTTTTTGTTGCCTTTAGAGTTGCTCTTTGGTCACTT
TCAGCTGCTGCAGATCCGACATGGATCGAACGTCTGCATCTGCTGATGATGGATAAAGGA
ACGTGTTTTCCTGTGTTTTGAATGTCCTGGAGATCAGCCTCTTCATCCTTTGAAACATGG
CAAAAAGTGAAACCCTGGCCTTAGTGAATGTTCTGAGCCAAAGAGCGACTGCAGGGTCAA
TTAGAAAACATAAAAAATGAAATCTTTCTAACCTGAAGCACGTCTGTGCTTTTGTTTCGT
GTGCTTTTCTCCAGTTGACATGGGAATGTCTGACATTTTCCGTGTGACCTGAACATTTAC
AGAACGATTTTTATTTTAATTGAATTGAATAAAAACAGTTAAAGACGTANAAAAAAAA
>CL3030Contig1
TTTTTTTTTTCATTTGGAAAATCAGTTTAATTTTCTGATTACTCCTTCTCATTTCAATTT
CCAGAAATACACAGAAGCTTTAATTTTTTTCCCCCTTAAAAGAAAAAATATCTCAATGGA
TTCCATGAGTAAGGTCCTGTACTGCAACTATAGAAAAGTGCAGGAAAGGGAAACACACAA
AAGAACACGGTTCATGAAAACATACAAAATTTAATTTAAATATTGGCAGAAGACATCTTT
TGTCACATACGTCTGTCTTGCTGTTTATTGCTATAAAATGTATTGCACAGAGATTACACT
GCTCTTAGAAATAAGCCACAATGGTGAGTCCACAAAAAATAATAAATTCTCTTTAACACC
TGCTACCAATCTTTCTGCTTCTCAGCCTTCAGGATGATGATTCCCAGAACTTCCCATGTT
CCATTAGTGAAAAACTGTTATGCACAGTCAAATGCAAAGTAACTTAACACCAGCAAGGTT
TAAGCCCTTCATAAGCACAATTATGGACTAACAATCGCATGCCAGGTTTATGACATACAT
TATTTTCTACCATTGCTGCTCAAACTTTCATTGACGATTTAAAGAATCGAGTTTTTAATG
GTGTAGATTTCATATAGTCTTGTAGATTCAAACCTGAATAAAGACGGGAACAACACCACG
CAGCAGAACAACTGTCAAGGGACAAGAAGGAAAAACTCCAAAGGCCTTTTTCTGGAGACT
TTCTTTAGAATATGCAATACAAAAAGTGCATGAAAAATACTGAGGGACAAGCTTTCCAAC
TGTTTCTTTTTCCTACTACAGTATACAATCAATACTTCATGGCTTCATACATAATCATAG
AAATGTGTACATCATCTATTCACAATATAAATCCACCCTGTAGAACGCTTACACTTTAAG
TGTATACAAATACATGAACAATCAATGCACGTAGGAAACAGCATT
>CL3031Contig1
GGAGAAAGTATGAATCTATCCGTGTTAATACNGAGCCTTCGGTGCTCTTTGCTACGGATT
GAAAGCATATTATTGCAGGCGAGTGGACTCGAAACCAACCTGGCCCCAGCGCTGGCAGTG
GACGGCCCCAGCCTCCCTCCTCAGCTCCACCCGGAGAACCAGCTGGAAGAGCAGCAGGAG
AGCCAGGAGCAGCCCACTGGCCTCCTGGACAGCATCCTCTGGATGGCAGCACCAAAGAAG
AGGCGCACCATAGAGGTCAACCGCACCAGGAGGAGATCTGAAAGCAAACTTATTAAAGTG
AAGAACAACATCGAGCCCGTGTCTGGAGTGCGGCCACCTGAAGCAGAAGCACACCCTGTG
TGGGTTCTGCTACGCTAAAGTGAGCAGAGAGACGGCTCTGATTCGTCAACAGATAAATGC
GATGGAAGGCGGCCCGCTGAGGGCCCCAACCGTGGAGACTGTGGTCCTGTATGAGGGGGA
AACGCCAAGCAACCAGGATAAAGACAAGAGGATAGTGGAGAGACCCAGGAAGAGACCCGC
TTGGTTCAGTTACTAAGACTCGGCCGCTGGTGTCAGCTGAAGACTGAGAAGGAATATTTC
AGTTTATCAATAAGTCAATGTGAGATGTGGGTGGGTCTGTTTTCTCTCCAAAGATTTAAC
TCAATGGAATTTGTATATATTTTTAAGAATTCAGCTGCATTTATGGATATTGTTCATTAT



TATCAATTGTAGATGTTACTGTGCAAACATGACACATTGTTAATGCTTGGATCATTTTCA
TACATATTCTGTCCTTCAACTTGTTAGCAATTCTGATTTTTCAAGTTTGTGAGCTGACTG
GGAGTCTTTAGAAGCAGCAATAACTTCTTCCAGCTGAATCCTTTTTGAATTGACACAATA
AAGATGTCTACATTTTCAAAAAAAAAA
>CL3032Contig1
CTTTTTGACTTTCTGCAAATGAGTTTTAAAGTTTTCAGGGTATTTTAAGTCAGAATGTTT
GCATCAAGCTGACATCAACTTAGATCTATAGTGAGGCGTTTCAAAACAAAAGGTTGGTTT
TGTCCCGATTAAATCTCAAAAATCGTGTTGAACCAAACTGATGGTGTAAGTCGATGTGGA
CTTGTCTGATATTGACAAGAAGACAGTGGCTACAGTTTTTGTGGATATATTAGATGTCAG
TGGAAAATCACGTTGAACTTATTGCGTTGTTGCTCTTCTTGTTTTATATTCAACTGACCT
AAAAACATGTTGATGGATTGTTTTTGCATAAACTATGTCAAAGTGGTTNTTTATGTTTTT
GTATTAAAAAAATTATTAACGCCCTTTAAAATATATATTTATATGAACGAATTTTGGCAT
TCTTGACCAATTTCACCGGAAACCCGTTGCATTTAGCTCTATTTTGAAAATCCAAACCGG
ATATTACGCGCTACATCACCGCTAACTGAAACTTGTCAGTTTGTCGGTCCATCCATGGTG
CCGATGCGGAGCACTGAAAACGACGTAAAGATTTCTAAATTGGAACAAACAAAGCTTACT
ATTCTCCTGCCTAACTTAAACGCCGAAGGACCGCAGTCATCTTCCAGGCCCTGTCTCTTT
GTAACTTTGGGCAGCAGACATGTCTGGCAACTGCGATGACTCCATGATCGATGTTTCCAG
TGACAGTTTCTGGGAGGTCGGTAACTACAAACGAACAGTTAAACGGGTCGACGATGGTCA
CCGGCTTTGTAGTGACCTCATGACTTGTCTTCATGAGCGTGCACGTATTGAAAAGTCTTA
CGCGCAACAGCTCACAGAATGGGGAAAACGTTGGCGGCAACTCATAGAGAAAGGCCCTCA
GTACGGTTCGTTGGAGCGAGCATGGGCGGCCTTGTGCACCGAGGCAGAGAAGGTTAGCGA
GCTCCACATGGAGGTGAAAGCTCAACTGATGGGCGAAGACTACGAGAAGCTGAAGAACTG
GCAGAAAGACGCCTACCACAAACAGATGATCGGTGGCTTTAAGGAGACTAAAGAAGCTGA
CGATGGATTCCGCAAAGCACAGAAACCTTGGGCCAAGAAACTAAAAGAGGTGGAGACGAT
GAAGAAAACGTATCACGCTGCCTGTAAAGAAGAGAAGTTGGCATCCAGCAGGGAATCCAA
CAGTAAGCTGGAGAGCAACAACAATCCTGAGACTCTGAAGAAACTCCAGGAAAAGGTGGA
GAAGTGTCAGCAGGAGGTGCAGAAGACTAAAGAACGTTATGAGAAGTCTCTAGAGGAACT
GGACAAGTTGACGCCTCAGTATATGGAGAACATGGAGCAGGTGTTTGAGCAGATGCAGCA
GTTTGAAGACAAAAGAATTTGCTTTTTCAAAGAGCTGCTTCTTGAGGTGAAGCAGCACCT
GGACCTCTCGACCAATCACAGGTTTCAGACCATCTACCACACAGTTGGCAGATACAATCA
CTGCTACTGATGTCGAAGAGGACCTGAAATGGTTCCGGTTCAATCACGGCCCTGGNATGC
CCATGAACTGGCCTCAGTTTGAGACTTTGGACTCGTCTCATCTTGCCTCCTTTAGGAGAA
GGTCCATTTTANACTGGTCCATAGACNTTAACAGAACCCT
>CL3033Contig1
TCGGCACGAGGTGGCAGCGGCGAGGGCACAGAGACAACGAACGTGTCGACCAGAGGAGGC
ATTGACAGCACGTTTTTGCTTTCTTTACGGAGATTAATCGGGATTGATATCAAGCTATTA
GATCAAGCCAAGCCTTGTGTAATGAGGAATTCAATAACAAAAGCTATGGCTGGACCCAGG
CCCCTGGTGTTTAGTGGCCCGTCGGGGGCGGGAAAGAGCACCCTGCTGAAGAAGCTCATG
GGCGAATACGACAGTGTGTTTGGCTTCAGCGTGTCCCATACAACAAGAAAGCCTCGACCT
GGAGAGCAGAACGGCATCGATTACCATTACGTGTCTCGCGAGGAGATGCAGGCAGGCATC
GACAACGGAGAGTTCATCGAGAGCGCAGAGTTTTCGGGGAACCTGTACGGAACGAGTAAA
GCCGCCGTGCAGGCCGTCCAGGCCAAGAACCTCATCTGCATACTTGACATTGACATGCAG
GGCGTGAAGAACATCAAAAAGACGGACCTCAACCCGCTCTACATCTCCATCCAGCCTCCA
TCCTTGGAAGTCCTGGAAGAACGTCTAAGAGGCAGAAAGACCGAGTCGGAGGAGAGCGTG
CAGAAGCGTTTACGTGCAGCCAAAGTAGACATGGAGTTTAGTAAAGAACCGAATGTCTTT
GATGTGGTGATTATCAATAATAATTTGG
>CL3034Contig1
ATACAATCATTTGAAACGCCAGCTGCATACTGAATAGAACTATTATTACAATAGCTTTGC
AAGAACTGCAAGTTCTATACAATACTGAGAGATATATCAAACAAGATAAATATATCTGTG
TAATACAATTTGGATTTAACAAACAGGAAAATTGACTGAGTTAACAGAGGACTTTAAATT
AGAAAAAGAAAAACAGACAAGCTTTTGATTAGAAACTCAAAAAAATAAAACAAATTTAGC
TACTCAAGTTTAAATTATCCTTTAACTTAATTTGAAAGCAAAAACACTCAACACAAATCA
TGGCAGTGCACAGATCTGATTCAACTTCAGCCTGTGAACAGTTCAACCTTAACACTACAT
GCACGTTTCCTCTTATCCTGAATGGTTGGTAATCCTCCACCTAAGTGACAGCAAATTGAT
ACTACAGCTATAAGATTAAATAAAATAACTTGTCACAACCAGCGCTTAATTTGATGTTTG
AAATGCTGTGATGTGTTACAATTTTCACTTTTGTTACAGCTCAGTTTATTTTAAAGAAGT
TCATATAATCGGAGCAGAAAAAAGATGTACGCCTTATTTTTAATAGACAAAAAAAACCAT
CAAGATTAAAACCACAGATAGATAGAACATTCCTACCTTTACTGCCAAACTGTTGGAGAA
CCTTTGTGAAGGTTCAACATAGCTGAAGGAAGGGAACTAAAACTAGTTTTATAAAGGGAG
TTTCCTCTGAAAAGCTGTTTTTCTATTTAATAAATGGTGGCATGTTGAAGGATGGAACCT
TTTTCCTTTAATTTGCAAAAGAACGAGCATGTGGAAGTGCGTAGGGACCGCGTTTGTACT
TTGTTATCCTCTGAGCATAAAATGTGTTGTTATCTGTGCTACTTTAAGACTATTTCAGAA
CAATGTTACAACCTCCACAATTCATAAAAAAGAAAAAAAAATATCAGTCAGAGCTAAACT
ACTGAATTCCTATCTTTAGTGTTTCTGTCATAAACGATCAGCATGATGTAAAGACAAAAG



ATGAACAGCTGAGAAGGGCAATGGAAGCTACCATGAAAACAAAAAAGGGAAGCATCAGTT
TGTAGAGAGGCTTGTGATGTAGTTCATGTCCGAGTTCTTGCTTGATCTTGCTTTGTGGAC
ACGTATTCCTTTGATGGACTGCACACCCAGAAGTCAGACAGTATGTAGGGAGTGTTGACA
CCCCAAAACCATTAGGTTATTCTCGCTTCTCAATTTATTCCGACAGAAATGTCTGTTTAG
AGCCTTGTGGAATTCTCCTCATTCAAAATGTAGAGCTGTGTAAAAGATTATCCACACCAC
CAGAAAAAGGGCAAAAGAGGTCATGAAGCCTTCTTTGGTGAGTTCCCATGTGCCTCCATA
CTCCTCTTCATCAACCTGCTGAAAGCTGCTGAAGTATACGTACAGCACACCAGCATTGAT
GACGCAGAAAATGGCTATTCCAAGAAATCCCTTCAGTGGAGCAACTCCCCAAATCACTCC
AAGGATAACTGCAATAATTTGTCTGAGCCAGTAGATCACGTCTAAAAATTCATCCTTCTC
CTCCCAGACAGCTTTACTGTTGAACACTTTGGTCCATGTGGACTGTTTTACTCCCCCATT
CATCAGCAGGTGACTTTCTTCTTTTCGCTTGGAGCTGTTCGACATCGTGTCCTCCTTAAT
AGAAATTCAGCCTTAAAACTCTACAGTATAGGCTGCGGTGAAATCAAATCTGGATTTAAA
GCCTCAGGAGTGACCAGACGAAACCAGTACACTGAAATATTTGACAGAGATTCAGTCACA
GCTGAGCTGACAGATTTCCGTCGCTAGCCCCC
>CL3035Contig1
ATGCTGTAACTTTATTTAAAAAATTAAACTGCAACCAGGGGAAGGCATGAGCAATTGTTT
GGAAAAGATAATAGCATAAAGTCCACCCGAAACTCCATAATTTTACATCAACACAATTAA
GTGCAATTTTAACAAATATAGTGACAAATTATATTTTTGTTCAGCAATGTATTGCAACAC
CAGTGCCAAATTCCTCTTAAATTTACACGTCTTCTTTAACAGAACAAGAAAATCTATTAA
TAACATCTGACGTTGTTTTGGTTCAGTTGAAATATCATGCAGTTTCATTTCCACACATTA
ATATTGCTTTCAAACTCATGGCAAGAACTACCTTTTAATACACAATCATGTTCACCATGT
CCTCAGAAAATAAGTTTAACTAAAGCCCCGGTGAGCTATTTGTTTTTTGTTTTTTTTACA
AGTACAGGAAGAGGAAAGGCTGGGAATAAATCCTTTCATCTATGCTAAAAATGTCCAAGG
GCATTCCACCATAAGGTCTTGTGCTTGAATTGGCCACCTTCTGAGGAGGCAGCAACTTTA
TAAGCAATCCATGGAGTTATCTGGTAGGTGTCCCAAAGGAGGGACTTTGCCTGGCAGACA
GGATGGAGGGGAGCATGGAGTTTGGCGTANGATCAACATTTTCAGAATCTTCCATTTTCT
CAGTACAGCCTTCCCAGTTTATGTGGAACCTGGTTACACGTGGGTTCGATGCTAGAATGT
TTCTCTGGAGCTGTGCATAGTCTGGCTTGATGGGTGGATTTTCACGCAGCTCTGGACCTG
TGTACTCATTGTTCACATAGTAACCAATGCGAATAAACTCTTGGCCTCGATAGGTGCAGG
TAATTAGCACTACTGTTACTCCAACAGCATCACTTTCAGGAATCAGTGCCGTGTTCGGAG
CATCAGCCTGAAACACAAACATATGTCTTCCAGCCGGGACTGGACCAACCAGAACCGAAT
CCAGGATTTGATCGTACTCTTCACTCTCCGCTGAGCCAACATATATAATTTTCCATTCCA
GGTCCTCGGGGAGGTCTTCCATGCATTCAAACGTTATTTCAAACTGAAACGGGTTTCCAA
AGGGACTGGGGTTATCTAGAACAGCCACATTCAACACCTGTACCTTTGCCATTGTTGCTA
GGGCGCTAAACGGTGTGATCCAATCAAGACACAAGTGTCCCCAAGGAGCTCCCAGTCCGA
ACACCAAATGTTAACAAATTCACAACTATAGCTTTGACCCACGCAGACTTTTTTCAGACG
CTTGGTTTTACGCTTGACACGTTGTCATTCTAAAGTAAATCGGTAAATGTTAAATACAAT
TTACAGATTATTTTTTGCCGCTCTCCCGCCGCTTGACTGTTCTACCCAGCTTTCACTGCG
ACTACGGCAAGCTGCAAGTCCCCGGCCATAATGNCCGGGTT
>CL3036Contig1
CTACCTTGACTACAACAACGAGCAGTTATCCTTTTATGACGTGGAGAAACGGCTGCATAT
TTACACCTACAACGAGACCTTCACCGAAAAGCTGTACCCCTTGTTTGGGACAGTTGAGAT
AGTTAAGGATTTGGTAATCAGGTCTCCAAGAGGGAAAAACCACTGTCTCTGCCCCACATC
GTGTATGTGGGGTTAAGCTTCCTTCCAGCTCCTCCTTTTGAAATCACTAACATATTAAAG
TATTAAAAACTAGATTAAGAAATCTAGAATCTTGCTGTATGATACCATCAATGTTCTACC
TAAGAGCTTTGCTATGTGACCAAACTCTGCTGCTATTGCTGTACTGTGAAGCTGCTTACC
AGCCTTTCACATGTGATCCTTTGCACACAAGCATTTTCCTGTATTTGAGAGAAATCTAGC
ACTTCTATTATAACAAACATATACCTGCAACAAATGCACTGTAATGAATGATTATATAGA
ATCATATCATTTTTTTGCAGCACTGTTGAAAAAACATTAAAAATATTTAGTGATACATAT
ATTACCTTAAAACTAAGTATTGGCAAATTGACAAATATTCTACAACAATATGTAATCAAT
TTACATTTTTGTGATATAAACTTGCTTCAATTTATATTCCTCAATGTTTTTTTTTTTAGG
CTGACTGACTTTTGAAGTTGTTTGCACAATCTTGCATAAAGTACCNGANCNGNATATATA
TCTATATATCTATCTATATATNGATATATAGATNGATATATTCNGAAANGCTAATTAAAT
CAGGTTAAAATTGAAAAAAAAAA
>CL3037Contig1
TTGTTTAATTTTCTTTGATCTAAAAAAATTGCTGATTCAAAATGCCCAAGTGTAAAAAAG
GTGACTACATCCTCTCCTCCCCAGGAGAGATGGTGGGGTAAGAGTTTGGGTAAATTGCAC
ATATATGTTCACTTAAATTTTTTTTTGATAATTTTGTTCATCGGTTGTTGTTGTTTGCCT
GAATTCAATCAAAGCACTCAGTTCACATTCTCTGTCACATTCGTTAGACTGTCTCCTAAG
TAGATAGCTCTTGTCCTTACCCTGAGGCCCTTTCTAATTCAATCCAGGCAAATACAGAGA
ATGACTAGAATGTTGTGAAAAGAGAAAAGAAAAATTCGACTAGTGTGTTTGTTTGAAACT
CTGACTTGTGTGTTTGCTTGGTCGCATGTTCATGAATGTCTGTTTCGTGTGGTTTTTGTG
TGACAGTATGTCAGAGAGACTCAGTCCAGGCCCATGTAGAGTGATGTCGCGGGGAGCTCA
GGTTTGTCTCCCTGCAGGTCGAACAAGCTGGAATGAGCAACCTCTCTTTCAAGCCTTGTG



CTGCTTGCTGGTCTTGAAGGAAACCTGCAGCACGCGGTCACCCAGGCGGTAGCCGTTAAG
GCTAGCAATAGCCATGGCGGCCTCGTCGTAGTTGGTCATGGTGACGAAGCCGAAGCCCTT
ACATTTGTTGGTGGTGAAGTCACGGATGACTTTGACATTTGTGACGGCACCGAAAGGCCC
AAAGAGCTGCCACAGGACGCTTTCATCCGCCTCCGGGGACAGGTTGTACACAAAGATGCA
CCAGCCGGCGCCGGTCGGGCCGGNTGAGGTTGACCCCAGCCAGGCTGGTCATGCTGTCAA
TAGTGATGGGGGAGAATCTCTTGACTCCGTAGCTGGCGTTTAGTAAATTGTCGAGTATTG
TGTTTGAGCTGTTATTTGGATCTGGTCCCTTTCCAAGTGAAGGGATCACACTGAAACGTT
GAGTCTGGTGGTGAAGGGGTCCTGTGTAGCGGCGGGCGGCGGTTTGGTANAGNTGAGTCA
GTAAGGCCTGGCCCGTCTTCTGGCNGGGGTTGTTGGCGAACTTGACCGTTATGGGTTCAG
CTGCACCCAAAGGCTTCTGTCCATTCAGTCCTTTGATGGCCTCTTCTGCTTCATTTCGCT
TGTCAAACCGGATGAAGCCTACTCCCCGTGATATGCCTGCTGTAACTTGGTCCACAAGGA
TACGGGATGTGATGATGCGACCGTACTGGGAAAATAACTGTTCCATATCTTTCTGGCTCA
TAGTTTTTGGAAGTCCACTCACATAAAGGTTGGCATCCCGGATTGAAGCTGAGCTTGGTC
GGGCGTATGATACCTTGATTGTTTTGGTCTGCAATTTGAGACCGTTAAGCGTGTTGATGG
CCTTATCTGCATCGTTTGGATCCACATAGTTTACAAAGCCGTATCCCAGACTCTGACCTG
TAATCTTGTCCCTGACCAGCTTGCAGGACTCAATCTCTCCAATGCTACCAAACAAACTTT
TAAATTCTTCCTGGGTCATGTTCTGAGGCAGGTAGTTGACGATCAAGTTGGTTTTGCTGT
CGTCCGTGGAGCCATTTGTACTAATGACTGGGCCGTTGGGCAGACTGGTTCCGCTTGGAC
CGTTGGACACCTGGGTTTCCATGGTGCTGATTATAGTAACCATTCTTGACGTACAATGAA
AGAAATCTAGGTCCTCCTTTTCCACTGGTCTTGACGCTGAAGGTAGTGTCTGTCTTTGCT
GCTATTATTTGGCCTTTTGTTCGGAGTCAAAAATGAAAAGAAAAAAAAGAAAAAAAGGAA
AAAAATACTATCTTCGTCAAGGGATCTCAGCCCTCCGAGATTGTAGGTGTCCTCTATAGG
ATAAAAATGAGGAGAAAAGAGTTTTCTGCTGGATGATGATGAGGGAGAGGGTTCTCTCCG
AGTGGCGTGGGCGACGGATCAGAAAAAAAGAGAAGCAGTGATCCTCAGCAGGGTGTGTCC
AGGGGAGGGTGTTCTGGTTCCGCTGCTTTTGTGTGTAATTCCTTGCTCCTCTCACAGTCT
CCTTC
>CL3038Contig1
TTGGTGTTGAGGGTTGGTGCATTCAGCAGGCCGTTTGTGGCAATATGGGAGGTGCGGAGT
TCTTGGGTCGGGGGGGAAAAAAAGAGGGTGGGGTTACATTAGTATGTCTAATGCCAAGTC
AAGTAAAACCATACAATAACTCAGTCCAAGACGGTCTTCTTTTGCAGCTGTTGCTTCCAT
ACATTGTTTAACTAGCTACCTAACAGTAGAGGGACCTGAGAAGTAAGCAAACAGTTTCAC
ACCTCTGTAAACCTCTCACTAAAACCTCATTTAGGTGCACTTGGGCACTGAATGGCCTCA
TACCAAAGCGCCAAACCAAAGCTAGATAAAAACTGCTAGACTGCTGGCACAAATTGGAAA
CGAAGGTCATCAAGTCGCATAAAGTCAAAACCAAACAGCTGATTCAAACTGTGAGGATCT
TGTGATTTTTTTTGGCAAAAACTGCAACACATGTTTGAATTGGGAACTTAAATGTGATAC
TAATTTCCTGCATCATGACTAGCCTCTTGATTTGTTTCCCAACCACAGCCTTCTGTCTGA
ATCAGCACTCTCCTTGATGGTACACCAACACAGGAGCCTGCAGGACTTGATTTTAAGGCG
TTGTGTGGATGAACACAACTACTTACAGAAGGCAAGGGGGCTGATGGGTAAGAGAGACTG
TAATTTAGGAGACTGGGGGGTGATGGATGTGGCTCGGATACAGAAGGCACTGTGGCTCTA
ACAGGGGCTCTGGAGAAGAACCGTCAACCTCTCTGCATGCGAGGTGAGGGTGGACAGGTT
TCCTTGCACACACCCCTTTGCTTATGCTAGATCTATCATCACCTAAGCGTCCCATCCCCC
CGATTTCCTTTGCTAGTCTTAACTTCATAGCCAGGAGGCAACACAGGAGAGCAGAGAAAT
CTGTCAACAGCAAAATGATCAGACGCAGGAGGGAGGGAAAAAGACGCTCTCAAATGTGAA
AAATCCCCCTGCGAGGTGTAATGTCAGGTGACTTGTGCTAAAGTCTAGTTAATCCCAACA
TTACCTTAAACCTGCAGGTTGTTGTACACCTCGTGTGTCGTTCAGTGTCCCAGCACAGTA
GTTTTGTCCTTCAAAATAATACATTGTAGTTGCTTGGGAAGTCTGCATAGAGTCAAAATA
TGTGGACTGGGGGTTAGTTTGCTGGCTTTTGAAACCGCAAAGAAATTGGTGAGAGGTCTT
GACTTTAAACGAGTAATTCCAGGC
>CL3039Contig1
GGGGGTAAAAGGTCTAATCGATGAATGAAACAAAACACGCACCCAGTTGTTTCTAAATTT
ATTTAGACAACTGAAACGTCTAACAATAAATCCACCCATCAGAAAAACAGCGAACCATAT
TCCGTGGCTCAGTCTCACAGAGTCATTACTTCTGAAAAATGACTTGTTCAAAGAATGACT
TCTATCTACCTCATTTTATTAGAACACTCCATTCTCATAAACCCTTTTTTAATCTTTCCT
CATCAGTGTTGAAAGGGTGTTTTACTCTCCTCTTGTCTTTTTTTCTTGAACTGGGCAATC
TCTTCATTTGCATTAAGTAGCTGAGATCAGTGTAACTCTGCAGGAGAGGAAAAGTGACCT
CAGTCTGACTCTTTGGTCAGCATGCGTCTGCTCCCCGGGCCCCTACCATAAGTACAGAAT
GACAAAAAGGCTGACAGAGTACTGCTGGATAAACAGATGAACAAAAAGACAATGGTACAG
ACAGACAGGGTCCTAGGTTTGCCCCATGACGAAGAAAGGAGCCAAGTTAGTGCGGTAGAG
AGGGCAGATTGTGACCTTACAGGTCAGAAGGTTAGCAAACAGCGGCACTGGCTTATAGCC
AATGTCACAGAGTGCTAGTTGTAGAAGCAGCCAGTCGTTTCCCTATGTAGATTCCTACTC
CAAGTGTGAGCAGATGTGAAGCCAGCAGGGAGGGAACAAGAATGAGGAGAACATCAGAGG
AGAAGATTCCTCTCTTCATCACCTCAGTCTTCCTAACACTGAGGGAGCTCTGCTGTTTCG
GGTGCTGAAACACAAACTCTTTTGGTGGCATGTTTTCAGGCCTACTTGACCAGTCCCACA
CCCATTCTGTGTCTGCTCTTCGCTCAGCTTCCTCCTGAATAGGGACACAGTCACTGTCAT



GCTCACTGGTGGACTTTGGAGAACTTGTGGACTGCGGAGTCGCCACCTGCGGGGGACTGT
CTTTATTTCTCTCACACTCCAACTGCGCCTCCAGAAGGATCCTCTCCAGCTCCCCCTGGA
GGGCAGAGGAGATGGAGTCCTGGGGTCCTGTCAAGCTTTCTCTGCGACTCACTGCTGCCA
TCAGCTCCTCCAGCTCAACCCAGGAGCCGTAGAGTCCGTCCTCTGGAGTCTGTGAGCCCG
ACAGAGACATTGTGGAACGACGGTGAGGTTGGAGGAGGACCCGGAAGAGATGCTGACACT
GACCGAGGAGGACACGAAGGTGAAGCGGGTTTCTCCCCTGATGCTGCTCCTTCTCTCCCC
GGCCATAAG
>CL3040Contig1
TACCTTTATCACTGGGCTGTAAACAAAGCAGTACATGTCTGACCACACAAAGCATGGTTA
AAACACTGAGATACAGCAGCACACCTTACACACACACAAAAATTGACTAGATTTACTGTG
AGCTAAGACATCCCAAGCATAAACCATAAGCTTATGAAAATAAACACTGATATTTCATTA
GAGGTATGACATACAGTTTATAAATAGACTATCATTTGTATTACTCAGATAAAGAATTGC
ATGGATACATACATCTTATATAATTGCATAATGCTATAAAATTCAGAGTGGGCTTCATAC
ACGCCATCTTTATAAGCAAATCTTTTTTTTTTCCTGCACGAGCACACAAACACAACATTG
CAGATTGGCTGTAATGTCCTGCAACTACTGATATTTTGTCAGTCAATACCTCTTTAACGT
GGAGAGGACACATTTGCTGGATATTTGTAAAATCACAGTTGCCTAATTAAACAAACATGG
ACTCGAAGCGAGCAGCATTGCCACGATTTGTTCAAGCAACACTGTTGGAGAAAATTGAAG
TGGAAAATAAACGTCAGATTTTTGGGTTGGAAAGACATTAGGCCACTAAAAGCACAACGT
GAGTGTACTACAACTCTACAGGGAAAAAAATAAGCCCACACGCACACACACATGCACACA
CACATACAAAACATTGCACTTGGAAGTTGAGTGGTTTACATTTGTGAGGTAAGACATAGT
AACAGGTTTACTCCAACCGATGAACACAGTTGTGTTCACGTGTGGATGAAATAAAGGCAA
AACAAACAAGCTTTGGACTGATTGAGAGTTTTGCATGGCATCCTATTTTAAGACATGATC
ACATCAAGCAATGGATGTGCTAACTTTCACTGATTCCTATCAGAAAACAAACACTGATTA
TTAAAGAAAACAAAACAACATTTGTGAGGAATAAAAAAAATGTAATGAATGCATCAGTAA
TGTACAGGTTCTAGTTAGTTGGTGTTCTCTTTGGTTGTCACAGTAACGAGCTGCTTGGCT
GCCTTGGCAATATCATAGGCGCACTGGATGACCACCTGAGTGACTAGCTGGATGTCGGAT
GGGGAAGGACTGTGCTCTGCAGCCTTCTGGCACTCTGCGTGGAGCCGGCTGGCACTGGAG
GTCAGCAGAGAAAGAGAACTCCGCACCGTCTCCAAGGATGGCCTCTTTGGAAACAAGGTC
GCCATTTCTGTCACAGCCATGCAGATCTTTTCAGAGCAAGGTAGAAAGCTTTCATGTTTG
GTCTCCTGGGCAGCTCTCAGAAGCTCCTGAATATTCTTCGTTATCTGTTCCGTCTTACAG
ATAACATCTTCAGTGCAAGGCAGGGTGGCATCCTCTTCACCTTCCTCCTCTGGATCTCCC
CGGCCATAAGGNCCG
>CL3041Contig1
CGGCACGAGGATTTCACTGTTCAGTCAGTTGTCTCATACTTTCTTAAACAAGCTCATTGA
AATTAGCCTTTTTATTTGTATTATTATTATTACATTTTCTAGTTGTGATGCCTTAACATA
ATCCATAGCTATACACCGAACACACATTTACTCCCCAACAGGTTGGCTGGAATCTACACT
TGCAGACTAATATTCTTTCCCCTCTTAAAAAAAGTTCAACCTACAGTTTTTTTTTTCATC
TCTTTGTGACTAAACCAACCTGGAAGAACGAAAACCTCAAAAATGCTTGGAATGTTTCAC
AGCACAAGAACTTGTTTTGTTGATGGCGTGTTGAAAGAAAGTAATGATCCTCTAGTTTTG
CTGAGGGCTCCACTTGCCCCAGACAGTGACCTTTACCGATGGACGTCACACCACTTAGTA
CTCATATTTTTTTAACAGTTTCCCCATTCAACAAAGTTCCTACAAGCTGTTACAACACTT
CACCAGCTCCACTCTGAAATGGGATTGGGATCTGTTCAGTAGAGTTTGACATTGCATGAA
TGGCAGCAGCAATATGAAACTGCTCCCTGCGAAATAATGTATTTTTCCCTGCAGAGAAAT
GTGATTCTAAAGCCCTTTAGTCAAAGCAAAGAGCTGTCAGTTCTTTTCATAAAGGCTTTT
TTTTGTCTGCTTTTTGCCTAATGGCTCTGTTCTTTTGGCATCCTGGAAATAATTTGTTTA
CTTAATAAAAAGAG
>CL3042Contig1
TTTTTTTCCAATTTAAAAATAGCTTTTATTGTAGTTTTTCTTAGGAGAAGCTTCCCTGAT
CACAACACAATGAGNACTGATGTCAGGGGGAAAGCAGAAGGTCTCTCACACACACACACA
CACTGACTTCTCATGAAGAAACAAACTTAGCAGAAACAAATAAAATAAAATAAAAAACAT
GAGCAGCAAATCAAAATATGAAAATATTTAACCAACATAATTTACATTGATCCTCCTGTT
TGGTATGCAAAACTTGTTGATGTGGCAATTACTGCCAGAGTTCACTCTTCATCTGAAGCA
AAAACTCTTCCCCCTGAGAGTGGGCCTCCTTCACCCTTAATCCTCATGGATGTTGAACAG
CTTGGCTACTTCGTTCAGATCTGCATGCTCCTCTCCATCTTTGATAATCTTCCTCGCAAT
GGGCATTCTGTTAAAGACGTTCCACAGGATTATGCCCACCACCACTTTGTCTCTCAAGTA
GAAGATGACTCCCTTGCCAAAGTCATCTTTGTTTTCTGCAGCAGGACTGGGTGTGTCAGA
GGCCACCGGGCTGACTGCCGTGTCCTCTGTTTCACTCTCTGAGCGGATGCCGGTCCCTGA
CATTTCTGTGGCAGCTTTGGGTGTGTCCTTGGCGGTGGCTTTGGCAAACACTCCCACGGT
TGGTAAGCTGCTGTCAACAATCCCAATGGCTTCATAGCCCACATCAGGTCCAAGGTCACT
CCAGAACATAGACTGATGCCAGTAAGGTTTGCTGGCTCCTGTCATGTTCTCTCCCGCTAG
TCTCCCGCTCACGACGGCGTGGTCGTGATGCTCCACCCGTCTGCGGCCCAGTCTGATGTC
GTAGAAGCACGCTGCATCTCCCGCCACCCAAATGTTGGACCTAGCTTGCAGCTCTGCATT
AACCCGATAGCCGCCGAAATCAGAATCCACCTCCAGACCTGCTGACTTGGCGAGATCCAC
ATTTGGCTCCAGACCTACAGCAGCAACGATGTGGTCTGTTGTTACCACTCTGCCGTCCTT



CAGCTTGATTTCTAATTGATCGTCCTTGCAGGAGACAGATTTGACCAGAGCTTCTGTTAG
AACCTTGACACCCTCTTTCTTGACTTTCTCTGTTGTCCAGTTGCTCAGATACTCGGGCAA
CACTTTTCCCATGTTCCCCTTCTCAGGAAACATCTGTATCACCTCCAATCCCGC
>CL3043Contig1
TGGATGTCAAGGCTCTCACAGGTTTTGTGCTCATTCCTCTCTCTTGTTATCTTATTATTG
GAACTTCTTTCCTGTTATCTGGATTCGTGGCACTTTTCCATATCCGAAAGGTTATGAAAA
CAGAGGGAGAGAACACAGACNAGCTTGAGAAGCTGATGGTTCGCATTGGGGTCTTCTCTG
TGCTTTATACTGTCCCAGCCACCTGCGTGATTGCCTGCTATTTCTATGAGAGACTCAACA
TGGACTACTGGCGCATCCTGGCATGGAAGCAGAAATGTGTGGACGGCAGCAGGCCAGAGT
CAGACGAGTGCGTCATGAAGGCTTCAATACCCGCCATTGAGATCTTCATGGTGAAAATTT
TCATGCTGTTGGTGGTGGGCATCACCAGCGGTATGTGGATCTGGACCTCAAAGACCTTTG
CAGTCATGGCAGAACGTGTTCAGCAAAAAGGTAAAGAAGAGGACGAGGAGAAAGGCGGCC
AGTGTGTTTACCAGCAGCAGGCCTTATATAAAACCTCACCCATCTCTAAAAGGGCAAAAT
TTCAAGTATGAGCCTACTCGGCCCCCTCCGACATGTGTATGAGCTGGTTCTCTTTGTACG
AACACCCCCTCCCCAGAATCATTTCAAACACACTTGAAATGATCAGAGTCACTAAAAGAT
TCAATTTTGTTTTATTTATTCAGTATTAATTGAAAAATGGCTTTCTTCAACGCCAACTGA
CAAGAGCCATTTTTATTTGAGGAAAGATATGTGGACCGTTTTAGTCACTCGCCCCATAAG
GGGAACTTATATGATAAAAAAAAGGTATAAAAGCAAAAACAGTGGAGTCACTTGGATATG
GCACAACATTGCTGGAATAATGTGCAATAGATTACACACCACATAGAACCCCATATATAA
CACTGAAGGCAGTGTCATATATGTCTGGACTGAAAGCAGCTGTTCAACAACCTTCCCACT
GCCTATTGTGAAGCAAATCCGTGCCATAAATTAATGAAGCACTCCTAAGTTGAAAAGTTA
TATGTACACATTTTTGTCTTTTCTTTATTTACTGTTTTATATCATAAGGAGGCATTTGTA
TATATTTCTAAAAGGTTAAGATTTTATAGAAAAATAAAAACACTCTAGTTTTGAATGTAA
AGAAGTTTTTGCATTTTTCTCTTTTGGGGCTTGGGGATGTTGTCATTGCGTTTTGGAAAG
CTTATGAAGAAGCTACTGAACCTGGCAATTATTTCATTATATCATAAAAAGCAATCCAAA
TTTGTAGAAAATTGCCGAAACAAAACTTGCCAAGAGCAGCAACAGCAAAGTAGAGACACT
TTTTAGTTAATGTTCTATCTACACCTTTCAGTGTAGTATTTTGAAACCTCTATGAAAGTT
TTCTTTTTTTTCTTCTTTTTTTTCCTCACAATTCAAAATAATGTGAAAATCTCAATTGAC
GATTCAATTTGCAATTAGATCATGCAATTTGAAAATTGATTTTTCATTGGAAAATATAAG
ATATAAATAA
>CL3044Contig1
GAAAAACTGTCCTTAGCTCCCCCTTTTATTTTAGCATTTAAAATCCACAAGTAAACTATT
TATTGAGATAAAAATTATGGAGTAAAATGAGTTAAAAGCTAAGAAACTAGAAAAAACAAA
ATATATATATATACACAACAGCAGAACTAAAAGCTGGATGGAGCGGCGTCTTCATGGATG
ACGGTAAGAAAATGCTAAAAATGTTTGTGGACAAACACTGGAGAGAAGATGATCTGTCCA
AAAGCTCAACACTGAACAAAGCCAGTGTTCAAAAAACACTAAAACCCCACTCCTGCTCCC
TCGGCACAGCAGCATCACAGTTTTTGGAGGCGGGTCTGCATCTCCGCCACCATGCGGCTC
ATCATGCCTCCCAGGTGGGCGTGAATGTCCACCAGCTGCTGCGGCGAGAGGCTACTCAGC
TCCATCGGCGTCATCCTGGAGCTCAGGGCCTCCAGCTCCCCCAACAACCCGCTAGGATGC
AGCCCCTGTGCAGGACTTCGGTTCCCCTCCAGCGCCATGGTGTCCAGCTCAGGGGGAACG
TCTGAGGACAGCAGCTGGTCCAGCGGCTCTGCGGCAAGCTGTCCAGAGGTCTTCTCCTCT
TCGTCTGGGTCATGAGGGGCGCTTGGCTCCTCCAGCTCAGAGGTCATCATCTCAGTTTCA
TCAAAGCTCTTCAGCTCGACTCCTCCCCGTCCTCTCCGCTGTTGCTCAAAGATCTTAAGG
GCCTTCTTGACATTTGACATCTTCGGGGAACGAATAGGCAGGGTCTTAATCTCGCCAGGT
GTCAGAGCGCTGAGGTCACCGACAGTTCTGATGTTTCTTGCGCGAACAAGCTGTCCGAAC
CCTCGAAACCACATGGTGGAGGATATCTGGGACAGCACCGCCTCCACGGGAGCAGAGCAG
CCGACCAGGGCGGGATAGATGCAGTCTTTGGACACAGCTCCAGGTTCCTGACTCATTTCC
GAAATCAGACACTTCTTGGAGCTCTTGTACCCTGGACTGTGCAGATTTCTGGGACTCCGC
ACCTGTAAGCCTTTTGTNGGAGTTGTCACAAGCTTTGGCTGTGGGATGGTGTTGCTTTTG
GACCTTCTGGGGGAGTTGGTGCCAACAGCCAGACTGCGGCGATCAATATCGTCAGCGGTC
TCCTGTTGCTGGATTGGATTAGCAAAAGACACTCGCCTGGACTTCACAAGAGGTGAACTC
ATCTCTACCTCCAAAGGTCTTTTCTGGGCTTTTTTAAGGATACTGGTGGAGGGTGAGGCA
GACGGAGACCAGGTACCTCTGGTATTACTATCACTGGGACTTTGGCCAATGTCAGGCCCT
GTCACTTTGTCCTTGGGCCTCATTGGGGACTCCTGACCTACCCAGGTGGGGTCAAGTAAA
ACTAATTCTGTCCGTTTAGAGACACAGGCTTGTGTAGCCTCTGCATCCTCCTTTGGTGTA
TTCCCGTCTTCATTAATGTCCTTCACCGGTGCGACTCCATTTTCTGTTCCTGCTCCAGCA
GCTGAGACAGACTCCCCACCACACTGACTGACAGGGGCCAGTGGCTCCTGTGAATGCTCC
CCCTGAACCCCCTCCTCGTTTGGGGCAGTCGAAGGATCTTGGGGATCTGCGTTTGACTCC
ATTGATGTTTTTTCTGGGTGCGCCTCGCTGCCTTCCGACACTTCCTTTTCCATCTGTGAT
GACTCTGAGACATTCAGCTTCTCCCCTGTCTCTTGGGGGGGCACCACACTATCAGCAGCA
CATATGCATGGGTCCTGGATCAGATGAGTAGCAAGCCCAGCAGACTCCAGTGTGTTCTGG
TCTTCAGGCTCAGAGCTCTGCACCATGCCGCCCTCTTTCCTCTCATCACCAGCAGCTGAA
T
>CL3045Contig1



ATCTGCGCGCGCTGTCCCTCTGTTGGATCCAATAAGACAAGAAAAGAGGAAAACATGTCT
AAAATGACGATCGTTCAGCTGGGGATGTTTGTGTTCGCGATTTCCTTAACAACACAGGTG
GTCTCCCAGAACAACACATACATGACAGGAATGAACTCCACCTCCAACTCCACCGCCATG
CCCACAGAGACCTACAGCAGTTCGGGTAACTCCACCGCTCCCGCTGGAGGCGCGGGCATC
TCTTTGCACGCAGGCACCCTCTCTGTCCTGATCCCCATCGTCACAGTGGCCTCCCTCCTT
CAGCGCTGCTGTTGAGCACCTCTCGTCTTCCTTTCTTCTTCGTCATGCTGTTTCTCGCCT
CCCATCTGTCACACTCAGAGACCACGACATGGATGGACACCAAATCCCTCTTTGTCCCAA
TTTAATTATGGCTAAAAATGAATTATTCTAGACGTCTCTCTTTATTCAAGGATCTTTTGA
CTTGGAATCATCAACCTCCCCCACCCCCCATCACTTCAGCGCCTTATGGAATCAAAAGGA
ATGCACCCAGCTTCCCCTTTGGCCTGCGTTTTCATCGACAGGCCCTCATCTACTGCCTGT
TGCAGAGGCCCAAGGGTTGTCTCGTCACGTGTTGTCTGAAAGGTGGACCATTTGGGTGCG
CAGAGCTTCATTCTGTGGCTTTAAATCCACACTACGACATATATCCAAATATTCTTGTCT
GTTAAAGTGAAGATTGGCACCACTGGAGGTTTAAGAATTGTGTTTGCGTGTAAACCAGAC
GGTATCTTGAGCTGGGATTTTTTTTCTTCAAAGTTTGGGTCTCTGGTTTTGTTACTGGAT
ATAATGTTGATGTATGCAGCACTGGGTTGCCACATGTGTCAGTTTTGCCTTTTGATTTTT
AAAAAGTTTTTAACAATGAGGGTGTAACACATTTCCTCTCTTCATAGATGGGTTAAACCC
AGGAAATGACTGTTACCAGAAAGGTTTTACCGTATAACTTCACCCGCCTCCCACCTCTTG
TAGAATATATTTTGTATAAATGGAAATGTACTGTTTATTAGTTTAAATACAAGCCACTAA
AATAAATGACAATGTACAATAAATTGACNATGGACCACTGTAAAAAAAAAA
>CL3046Contig1
GATGAAGCTCGGAGATCACGACTTAACAGACTCTATGGAATACAAGGTATTCCCACCCTG
ATTCTGTTGGACACAGAGGGTCACGTGGTCACGCGTCAGGGCCGGGTGGAGGTGCTGAAC
GACCCGGAGTGCCGGCTCTTCCCCTGGCACCCCAGACCCGTGCTGGAGCTCAACGAGTCC
AACGCCGTACAGCTTCACGAGGGGCCCTGCCTTGTCCTGTTTGTCGATGCTGAAGAGGAA
GGTGAGCTGGAGCCAGCCAAGGAGCTGATTCAACCAATCGCAGAGAAGCTCATGGCCAAA
TACAAAGCCAAGGAGGAGGAGACGCCGCTCCTGTTTTTTGTGGCTGGAGAGGATGACATG
ACTGACTCCCTGCGGGATTACACTAACCTCCCAGAGGCCGCCCCCCTGCTCACCATCCTG
GACATGTCAGCGCGTGCCAAGTACGTCCGTGACGTCGAGGAGATCACGCCGGCCGTGGTG
GAGCAGTTCGTCGGGGAGTTCCTGGCTGAAAAGCTCAAACCGGAGCCCATCTAAAGCGGT
CTTCCGAGTAACAAACTGGACACGCAGCATGGGACTCGCTCATCATCCAGCCCTGGCCCG
TTCAAACGCCTCACTTAACCCCTCCAGTGTTCTCACCCGCCTCCCACTGCGGACTGTTAA
AGCAAAAGTCTCATTTTTACTGACGTTTTAAACATTTTTTTGACCATGTTTCTCTTTTCA
TGGAGTCCTTTTTCTCTCCTGTGGTGCCTTGCATTAACTATAGTCCCTACAGTAATATAT
ATATAAAGTTTAAAAAAAATGTTCTTTTGTACACTGTAGCATTTCTGAACTCTAGAAAAC
CCAGCGGACCTACTTGCTAAAGCTCATTCTTTGCTTTCTTCTTTGTAAAAATCATATAAC
TTTTGGCTTTTAAATGATGCAAAAGCAGAATAAAAGGCATTCTTACAGTCGTAATTCACA
GTGCAGATCATCTAAACCTATTTGAATAAACCAGAACAACAGGAGCACACAGTAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAACAT
>CL3047Contig1
TGGGGCGCCACGGCCGCCGGCCTCCTCCTCCTCTTCCTTGTCTTTGTNATACCTGGAGGA
CCTGCTGTCTCACCTGTCCGAGCAGCTCTGCCACTTCACCCAAGCGCGCATGGAAATGGC
CGACCTGTACGAGAAGCTGCACTCGCTGGGCAGCCAGAAAAGCGTCAACTCGGAGGAGCT
GGTCGCCACGCTGGAGGTCATCCTGCACAAGTACAGCTCCAAGTTTCATCACCCCATCCT
GGGCCGAGTGGAGGAGAGCTTCCAGACGGAGGTGGACGTGGTGACGCAGCTGCTGCGCTG
CCAGGCTCAGGTGTCGGAGTGGCGCTTCCTGCCCGCCCTGCTCAGCCTCCACGGCGCCCA
GTCCAAGCTGGTGGCGTGGGGTCAGCTGTTCCAGCGGCAGAAAGAGACGCGTAAGCTCCT
TTTCGGCGGCCAGTCGCAGAAGACTGCGCAGCCGCCTCACCTGTACACGTGGCTGCAGCG
CTTCCAGGCGGCGCTGCTCGCCAAGTTCAGCTTCTACTTCCACGAAGCTCTGAGCCGCCA
GACGACGCCGGCCGACATGAGGGCGCTGACGGCCCGCACGGCGCCGGACTACCACGGGAA
GATCTGCGCCTTTATCCGAAAACACGACGCCAGCAACGTTTCGCTTGTGTTTGACAACCG
CGGCTCGGAGAGCTTCCAGGGTCACGGCTACCACCACCCGCACTCGTATCGAGAGGCGCC
GAAGGGCGTGGACCAGTTCCCCGCCATCGTGTCGCTGCCGTCAGAGCAGCCGTCCACGCA
CTGGCCAAACGTCATCATGATGATGGGCGATCACGCCGCGGAGCTCAACACTTTGGACAA
GGTGGTGCACTTTTATGACGACAAAGTCCAGAGCACGTACTACCTGACGCGGCCCGAGCC
GCACTTCACGCTGGTGGTCATCTTCGACGGCAGGAAGTCGGAGAAGGACGTGCAGATCGC
CGCTTTCCTGCAGGAGATCAGCGGCTCTCTGAGGAACTCCAAACCCTTCAGCAGCCTCAA
ACCGGGGTCAAAGGGTTGAGCGCGGCGCCACCTGCTGGTCACATGCAGACTTTCTTTTAC
TTTTATCTTTTTTCCTAAACAGAATTTTTTTTCTTGAAAGCTTTGATCTGAAAATGGTTT
AAATTTTTAACAGTTTTAATTGTTTATTTGTAATAAAAACCAAATGTTTATTAAAAAACC
TCGTGCCGA
>CL3048Contig1
GTTTCTTCCATGTGCAGGGGCATCTCCTGATCATGGTGGACTACTACCAGGTTTTAGGAG
TACGGCGGGACGCGCCTGCAGATGAAATCAAAAAAGCGTACCGAAAACTGGCCCTCAGGT
GGCACCCGGACAAGAATCCGGACAACAAAGAGGATGCTGAGAAGAAGTTCAAGGAGCTCT



CCGAGGCGTATGAAGTCTTGTCTGATGTCAACAAGAGGAGCATCTATGACCGACACGGCA
AAGAGGGGCTGACGGGACACAATGGAGGGAGAGGGGGACATTTCCACAATGGAGAACATT
TCCATGAACCGTTCACGTTCCGAAACCCAGAAGATGTTTTCCGGGAGTTCTTTGGTGGCA
GAGACCCCTTTGCAGACTTCTTTGCAGATCCGTTTGGCGACGATCCTTTCTTCAACCGTG
GACGGCGGCACCACAGCCGATCGGGGCGCAGTCAGGTGGGCGCCCCGTTTTTCGGAGGCT
TCGGCTTTCCTCCGTTTGGTGCTGGCTTCTCACCGTTTCAAGCAGAGTTCAGCTCCTTTG
GCCCGATGCGCCCCGTGGGTCACCTGGCTCACATGGGTCACCTGGGTCACATGACCACCA
TGGGCAGTCTGGGAGGTGGAGGCTTGACGTCTTTTTCATCGACCTCCTATGGAAGAGGTG
GAGGAGGGAGCATGGGAAACTTCCGCTCCGTGTCTACGTCCACAAAGACCGTCAACGGCA
GGAAGATCACGACTAAGAGAATCGTGGAGAACGGCCAGGAGCGGGTGGAGGTGGAGGAGG
ACGGCCAGCTGCGCTCCGTGACGATCAACGGTCAGGAGCAGCCACTGCGGCTGCAACACA
AGTGAAAATGCAGACGTCTGTGTAGCCCCGCCCCGTCAGGACTTTAGCGTCAGCTGGCCA
CACCTTAAGCGTAGGTGACGGGTGGCTCTCATGGACGACTTTTTGGCTTCTGTTACAGAC
TTTTTGTGATCAATCTTTAGCAGCAGGTTTTCGGATCTGTGCTTTGGTTAAGGGTCNACT
CTCACTGTTCTCAAATA
>CL3049Contig1
CAGNAAGCGTCTGATCGAGCGGGGCTACCGCCGGCCCGTCCTGCTGCTCCACCCACTGGG
GGGCTGGACCAAGGACGACGACGTGCCGCTGCCATGGAGAATGAAGCAGCATGCCGCAGT
GATGGAAGAAGGCGTGCTAAATCCAGACTCCACCATTGTTGCAATTTTCCCCTCCCCCAT
GATGTATGCGGGGCCAACCGAGGTTCAGTGGCACTGCAGAGCTGCGCATGGTGGCTGGAG
CCAATTTCTACATCGTTGGCCGAGACCCTGCAGGCATGCCTCACCCCGACACAGGAAAGG
ACCTGTATGAGCCCAGTCATGGAGCCAAGGTCCTCACCATGGCTCCGGGCCTCATCAGCC
TTGAGATAGTACCCTTCAAGGTTGCTGCTTACAACAAGATCAAAAGAGCCATGGACTTTT
ATGACCCCAAGAACCATCAAGACTATGACTTCATCTCAGGCACCCGCATGCGTAAGCTGG
CTCGTGAGGGACAGAACCCTCCGGATGGCTTCATGGCGCCGTCGGCCTGGGCTGTGCTGA
AAGAGTACTACAAGTCACTGGAGAAGGCCTGAAGGTGCTGATCCTCGCACGACCAAGACG
GGAAGAATGGGAACAGCTTCTGCTCCAAAGGAGGGGACCACTCACGTCTATAACACAAAC
CTTTTATCTGTCACTTTCCTGCTCTATGCTTCTGGTTTGCTTTTAGTTTTGTCTTGACTG
CGTTTTAGCTGTATGTGTTTTATTTATCTGCATTTAAAAACTATGAGAGAAGTCGGTTTG
CTGCAAACATGACATTTTATAAAAGTAGGCGTTAGTGTTTCATTAACACTTAAACTGTAT
TTTCTAACATCTGGTTTAAAACGATTGTACAAAAATGATCAAAGATGCAAGAAGCTCCTG
ATGACCTGAATGGACGGGACTGTTGAACAGTACTAGAATGTTCAGGAATGACTTTTGAGT
TTTGTCCACATCTAAAGTGTTACTAATGGAGTTCACCTTTTGCACGCCTGCGGCACAAAG
AAGCTTCTTTGTATTTTCCTTGTGCAAAAGACAAAAGATGTGTGCACAAGTATTAAAAGT
GTGAGTTGAGTGCCTTGGTCTTCACAATCAGTCACGTCTTGTTTAAAAAAGAACAAATAG
AACCTTTATTAATTGTTTTTATTTGTTTTGTCCCAGCTGTTCATGTAGTGGTCAGTTCTT
TAATTCAAATTGTCTTCCATCATATTAACCTCATTCTGCATGTAACTATTTACATGTCAT
ATATTTAACCTTTTTTTCTTGTATCTGCTAATATTTTTCTGTATTTTTCCTGGTATTCTA
TATATTTAGGTGTTTGGAGATGGGGTAATTCTATTCCTTGTCCAATAAACAATTTTTAGA
ANAAAAAAA
>CL3050Contig1
CAGAATGGGGTGGGGGGTCATCCGCACGTTTAAGGCAGCTCCAGTCTAACCCCCCCTGGC
CTGTGAGCGAATCCGCGGTGTCCTGGATGGCGTGGAGGTGCCAGCGCGCGCGTCAGCCCC
AGGAAATGATGACAGCGTCCTCCATCGCCGCTCTGCTGACTAGAACAATCGGCCTTTTTG
GTTATTCCTCCGCGAACATCTCGACTGAAGTCATCTTCCTGAATCAGGTCGTGCAGGGGG
GATCTGGGCGCCGGTAGAGGCAGGTGCAGCGGCTGCGCAGGAGCTTCCCGGGACGCCGCA
GAGAGACTAGAGGCTGTGGAGTCCGAACCCCGGAGCTGAGGCGCAGCGCATCTGGAGAAG
AATGGTATCCACCATAGAGAGGAAGACGCTGGAGGCCAGCGAGGAGCCGGTGGACGAAGT
CCTGCAAATGCCCCCCTCCCTGCTGACATGTGGAGGTTGTCAGCAGAACATCGGGGACAG
GTTCTTCCTGAAAGCCATCGAGCAATACTGGCACGAGGACTGCCTGAGCTGCGACCTGTG
CGGCTGTCGTCTCGGAGAGGTGGGCCGTCGCCTCTACTACAAGTTGGGAAGAAAACTATG
TCGACGGGATTATCTGAGGCTGTTTGGTCAGGACGGTCTGTGTGCTTCCTGTGAAAAGAG
GATCCGGGCGTTTGAGATGACTATGCGTGTGCGAGACAAGGTCTACCATCTGGAGTGTTT
CAAATGCGCCGCCTGCCAGAAGCACTTCTGTGTGGGTGATCGCTACCTTCTCATCAACTC
GGACATTGTCTGTGAGCAGGACATCTTCGAGTGGACTAAGCTCAACAACAGCAATATGGT
GTAGCAGAATCTCTGACTGCTTTTCAGGATGGGATGGAACAAACCAATATCGCGTGGGCT
CTGAACAGAATCCCTTTTTGCAGCCCGTATGGGTTTTATCGACCAACACATCGGGACTAC
AATGAACACAATGTAGTGTTGCACCATCCTGTGGAAATAACAACACCAGCAATACGAAAA
TATTCCCAAATGCAAAAAACGTTTTAAGTACGAAAAATTCTTAAATATGCAAAGAATAGT
TTTGAACTTTGTAGAAAAAACAAAACAAACTTTGTTTTAAGGTTGTAAGTTGTTTTTGTC
AGGCCTTCATATCTACAAGTGGATTCAAAACTTTAATTAGAAACTGGGTTGTAATTTCTA
TATGTTTTTCTTTGAACTCATTCATGGCTAAAAGGAATTTTGTTGAATCGTT
>CL3051Contig1
CGGCACGAGGATTTGCAGGTTTATACTGACTGCTCCCAACACAGCTGAAAGGTCTTCAAA



TCACACATGATTTCATCGTTGAGGAAACGGTTTTCTGAACTTCAAGTGACACAGATTTGA
CATTCAAACATGCAGTCCAAATGAACTGTGTGGATTTGCATTTAACCAAACACGCCAGCT
ACATTTCATCACTTGGGTTATTGGGTTTAATGTGTGCAAAAAAAGCTAAGTAATAGCACC
AACATTCATGCAATAGTCATCCCAAGAACTGGAAGAAAAAAATCACAAAGATTTTAAAGA
ATGTTCTCATTTTTTCAAAGTTTCAGTCCTTTTTTCCCTGTGTTTTAAGTTTTTCTCTTC
GCGTAAAGTCTTTAAACAAATAAGGCATTAGTATGTGGATATGGAAGAGTCCAGTATTGG
AGCAATCACAGCAAACCCATTGCTAAATATTAATCTTAGGTGCAAATGCTTGCGATAATT
CTGGTTTGATATTGTGCAAACTCGTGCACCAAGGGCCCCACATCAGCAAAGAAACATTAA
AATCAACATAAAGTCTTTCTAAAAAGTTGTGTTTTTGTTTAAACCATTATGACTGTTTTA
ATCCAGCACTGCTGGAGGATGTAGCCCCTATAGTGAGTCCATTCAGTGAGGCGGCGCTGA
CCTCAGCATTGACAGAGCCCCTCCTCCTGCTCTCTCTGGCTCAGTTGCCTGGCGCCGCTC
TCACTCAGCTGCTTTAGTCTCAGAGGTTTGTGGCTCTTCAGCCTGTACGCTAAGGTCAGG
AAGATGGCATCCACATGCTCCTTCTCAGACGGCTCCTTGGCCGAGGTCTCAAATAGCGGG
TAGTTGTAACTGTCAGCGAGAAGCTGGGCGGACGATGCGGGCACCTCCCGCTGCTCCCTC
AGGTCACACTTGTTTCCCACAATGACGCGGGGCACCAGCGGCCCCACCAAGTGGCGACTG
CACTCCTCGATCCACTCAGGGATGCTTTCGAAGGAGGGGAGGCTGGTGACGTCGTAAACA
AAGATGACGGCGTGGACGCTGCGGTAGTAGTGCTCCACCATGCTCTTCCGGAAACGCTCC
TGACCCGCTGTGTCCCAAATCTGCAACTTGATGCTCTCTCCATCCAGCTCCACCGTCCTC
TCCCTGAAGTCCACCCCGATAGTTGCCTCTGGGTTCGTGAGGAAAGCGCCGCCGCAGAAC
CGATAAGTCAGACACGTCTTCCCCACGTTGGAATCCCCTATGACTATGATTTTAAAGATC
CGAGCTCGAGTGGGGCCGCAGTCGTGCTGGGAAGAAAGCTCGACAGAGTCCGTCAGACCG
AAAACGGTGTCAAATTCTTCCTCCCC
>CL3052Contig1
AGCGACTGGAGAAAAGAGCAAAACCACACTCACAGTAAAAGTTTACACGTGGATGCGTCT
CTTCTGACAGATGTTTGCTTTTTTAAATTCTGCCCCGTTTCACTCTTTGTACTACTTTGA
ATAAAATGTTTGAGTTTATTGTTGCGTTCTGTGAGGCGGTTAAAGCAGGCAGACCCCCAA
ACCCTCTTAAAGGTTTTCTTCGTGCAGCTTTGGCTGAAATCTGCATAGAAAATATGCTTT
TTATGTGCCACCAAATTATTTCATTTACAAAAACGTAACGTGATTGAATGTAACTGAATC
AAGGGGGACTGTTCAATGCTTTCATTGTGCTCTGTCACAACTCCCAGACGCCAGTGCAAA
GGGTGAAGTTGGGTTTTACTGCCCTGAGTGGGTTTCTGATGGTTTTATGGGTCTATGCAA
ACTTTAAAAAAAACTATCAACCTGTAATCAACGTGACACAAATTAATGCTGAGATATAAA
CCTCATCTTTAGTATCAGGGTGTGTGGATCAAATTGCCAAAAGAAATGGAAAAGGCTGCG
TAAAGACACCATGCTAACTACAAATCATAAAAATGTTTTAGCCACTTCAGCCATTTTTAT
CTTTTTCTTTTGTCACTCATAAAAACTCATTTTACCTCAAACGGATCACCAAGAATTTTT
CTGTGTCTCATGTTTTCTTCATCAGGATTTCCACTTTAATTTAAGCTAAACTTCATTGTT
CCGTCACCCAAAAAAACGCAAGGCCTTCCTCAAGTGCATTATATACAGATATGGTTTTGT
TACTGCTATAAAACATTGGTTTCATATTCTGGAAGACTTGAAATTTTGATTATACATTGA
AATCTAAGTGACTTTAGGATGTGTTTGATTCTCTTCTGAAACCAAATGCTGAATTGACTT
GAGGACCTATGCTAATCAGATTAGCTGTGTTGCTCCAACACAGTCAGAAACGGGATACTT
GTACTTGTGTACATATAATTTTTACGTCAAAGGGAGTGGAATTATTTTTCCCAGCACTTC
TGAGAAGTGCAAAAAGCACTCCTCTGGGTTTCGTTTTGACGGCATCAATCAGAAAAACCT
CACATTGGTTGGTTCGCTTAGGGAGTGTGGCTTTGAAAATGACGGCCGCCGTCTCCACTG
AGCCTGCGATGAACCTCATACGTGTTCTGGCTGGAAGTCTCAACGTCATTGGACTGAAAT
GTGGAACTTCTGCTGAAATAAGACACAAAATGAGGAGAAAAGAAATGCTACAAATACACA
AGTCTGTGAGGAATCTAGTTTTGTTTGGACACTCANATGTGTACACTAATGGAGTGTGCG
TTTTGTTGGTTAATATTGTATAACGCCACTATATGACATTAATGGGAAACTGCAGTTTTG
GTTA
>CL3053Contig1
CTGATCGGTTCACTCATGTCCTCCTGGCGAAGCACGCCAGGGGGCTTTTAGGGGGCTTTT
AGTGTTCGTAATACCCCGTGGTGCTCGGGCAGCTGGTGAGAATAATCATGGGGGCAAACG
GGAGCTCGGCGAGGAACGTGTCTTTCGGTTTGGATGACGACAAGAAGGTCACGGTTATTG
AAGGAGTCCGGCTTTCAGGAGATGTCCGCCGCAGGATGAGGGAAGCCCAGGCGTCTGGGA
AGCCCAAGCCGCCATCAGTTCCACCCGAAGGTCAAAAACCAGGAGCTCATCCAGAAGGAG
TTTCCACCAAGGAGGCCCAGGAGGAGATGCGCAAAAACTTTGAGCATCAGCAGGCTTTGG
TGCAGGAGCAGCTGGCCAAACTGGCCCAGAAGGAGAAGGAGGTTTCCGCCGCCGCCGGCC
TGAAGGACTCCAGCGCCGCTGCCATCATGGAGAGAGGGAGGGCTCATCACGAGCAAGAAA
AAGCCAAGGTGCTGGCCAAACAGTTGGAGAGGAAGGAGGCGGAGCTCGCCACGTTGTCCG
CCTTTTATAAGGAGCAATTAGAAATACTAGAAAAAAAGAACTTGGATGAGTACAAGCAGG
CGGCTGAAGAGTACAACCAGGCAGCGAGCAGAGCTGAAGCCCACTTACGACCCCGGAGGA
CCGAAGCTTTCTGCACTGACCTGCAGGCCAAGGTGCTCCAGTGCTACAGAGAAAACCCCC
AGCAGACCCTGCTGTGCTCCAGCCTGGCCAAACAATACATGAGCTGCGTTCACCAAGCAA
AGAGCTCCTTGACGAATCACGGCTGAAGAACGTTGCGTTGAAGGAGTGAAGAAGACCAGA
AAGGAGAGCTTTGCTCCTTTTTTGTTGCTCTCTTTTGCCTCTGCATCCGTCCATCCATTT
ATCAGCCCCCGTCTCTGACTGACCCCCCCTCGACCTGACTCCTCCCTGTAAAGTGCACGA



TGTGTTGATTTATTGTCAAGTTGAGGCAGCGCTCCCCTGCTGCCTTGAAAATAA
>CL3054Contig1
TTTTATTTTGTGTACCACATAATAAAAACATTCCTTCTGAACATCCAAAGATTTACACAC
TAATTGCATAACTTTATATTACAAGAATTTCAGCTCTCAAAGAGCTTCCTGAAGGCAGGG
CCAATCTCCTGGATCATGTCTGTGGTGGTGGTGGATCTGCCATGCCGCTGAAAAGCTTGA
TTGTTGCACCACCTGGTGAGGGAACAAGCTCCAAAAGCTGCCACCACCGATGGATTCAAA
CTTCTGGCTTTGATTTCAGGTGCAGAATGAGCCCAATGTGCCAGCACTCCCAAAGATCCA
GACAGGAGGTCTCCTTGTCCGCCACATCTTCTCCCGCTGCCCTCAATGCTGCATGAGTAC
ACTTTGCTACCATCTGAAATGAGATCCTGATCCCCCTTCAGCACCACAGTGACGTTGCCC
ATGGCTGCGCTGAGCTGCAGAACGCTGCGCTGACGATCGCCAGCATTCATGGGTTCATGG
TGCAGGGCTTCGTACAGCCTGGTGAACTCCATGAAATTTGGCGTCAGAATGCCCTTTTGG
TACCCCTGAATTACAGATGGCTGCTGGGTAACTAACCACAATCCGTCCGCATCAATGACA
ACAGGAATATCTCTTGCTTTAGACTTTTCAATAACCTCCTTGGCTGTCTTCAATAAAACG
TCTTCTCTGCCCAGACCTGGTCCCACCACCACAGCGTGAAGCCGTGGCAGCCACTTTTCT
ATCTCCTCCACGGCGTTCAGACTGTCCAGAACCGGGTGAACTATAAGTTCAGGGCTATAA
GACTTGATCACAGTGGCAGCATCTTTGGTACAGAACACATGGGACAAGTCTGCTCCCACT
TTCAGCGCAGAGATGGCAGCAAAGTATGGAGCTCCGGTGTAGTCTTGGCATCCTCCGATG
ATACCGATCCGGCCGTCTTGTCCTTTGTGCTTTTTGGATGTCAGGGGAGGAATGATGGTC
TTTACCAACGAGAAGATGTCTTCATCCATGCCTCTGTGTGCTGAAGAACCCAAAGTGAAG
TAACGCTCAAAGGCTAAACAGGAAATGCGTTTCGAAGAAGAAAAGAGTACGCCTGAGATT
CTGAACATGAGGATTTCAGACCTGGTTCACCCCCTTACGGAAAGATATCTTCGACACT
>CL3055Contig1
TGTTTATTAAGTGCACATGAAATATTGGAGTGTACTGATGTCTCTGCACAAGTGGGTAGT
CAATTCTTTTACTAAATTCTTGTCCATATTTTATTTATATTTATGTTTTACAGCATAGAA
AAAATAGCCATCACATGTATTTTTTATATTAAATGAATCTCCATTCCTTCAAAAACTACG
AAACATCTAAACAACTGGTGGGCTGAAATTCCCTCCTGCCAATCACCTGTAGACTCCTAA
GCTGCACTGCAGGGTGCTGCATTGCTTCACACCAAGAGGGTTTGTGTACAAACTTTGCAA
GTTCTCCTCAGGCTTGGGCGGGTTGTCTCAGTGTAATTAAGGCTCTTCCCACAGTTCAGA
AGGATTTTAGCATAATATTCTGCAGCTTGACTAGGAAAACATTTGCTTATTTGTGTGATT
TTTTAACCCAGCATTCTGTCCATGTGAACCCTGCCTCTCATCTTCTGTCAGCTGAGACTG
CCTGAGGCCTTTGTCAGACCCTGGACAGAATGCAAAATGCACTAAACAACTTCTACTCAA
ACTTAGTTTAAAAAGAAATGCAAACATTGGCTTTTTGGTTTAATCATTGCAACTCTGATA
AACTCCTCAAGTCCAAAGCAATTCATGTCATTTTCCTTTCTCTGATGTACGTATGCTCAG
AACTAAAGGAAAATATACCCAAGGCACCACGCTCTTGCATGTAAAAGCATGCATCCACAC
ACACCCACACACACCTGTCTGTGTTCAGTATGCAGCAGGGTAGGATAGAACTTGATCTTT
TTGTGTCCGCATCACATTTAGTTTGGGATCCTCACTTTCAGAGTCAGCGGATACTAAGAT
CACTTCAACCAAACATGACCTTATTACAGTGGGGTGATTAATTTTAATCAAAGCTGTGAA
TTATTAAGAAAAAATTAACCCATGAAGTACAAAATATCCAAGCTGTTCGAAGCAAACATC
CACAAATAACATACATTTACAAATAAAGCAAGAAGGTATGTCGCAATATTGCAAAATATG
GTTAAATGTGATAAAATTCATTAATCTATTGTCAAACCCCATGCAATGTCCAAAGTAAGT
AAATGAGTCAAAGGAGAAGTTTCAGACAGAAAAACAGCATTCCTCGTCCACAGTGGGGCA
GATGTGGAGTGGCTGGCTTGATGGGGACGCCAGGACACTGGCTCACTGGCAGGGTGCTAG
CAGTGAGCTGCCAGGACCCTGGTAGCGATCTTTGGCATGCTTCTCGCAATACATCACATT
TCCAGCCCAAAAGTGGCCTCTCATTCGAAGATTAAGGCCACAATCTGGGCAAGTGTAGCA
CTCTGGGTGGAGGTAGTGACCATCTGTGATGCGCACCACCTGGTTTAAAATGCTGCTGCC
ACACTTTGCACAGGTATGAGATTTGCTGACTCCTCCCACTGATGGACCTGGTTTAGGTGG
GTTGGGTGAAAGCTTTCCTGGAAACCGCAGAGCTGCTTCTTTTTCGTCCGCCTCCAGCAC
CTCTTGTAGCATTTTGAAGGTGTTGGACTGTCGAGGAGTCGTGCGGGACTCCTTGTTCTC
CTGAATCATCTTGAAGACCTCAGAGTCCCTATCGAATCTCTGCATTGCAAAGTCAGAACT
GGAACTGCTCAGAAATAAAAAATGGAACAAAGGAAAGGCAGCGCAACTCCAAAGAATGTC
GTATTTCTCAGCCTCACACAAGAAACACGCAACTAATATCAGCACATACACAAAAGCAGA
ACATGCATCTCTATCTCCCCGGCCATAAGGCCCGGG
>CL3056Contig1
TTTTTTTTTTTTTTTTTGACAGTGCTGGATTCTTTTATTTTGACTTTTACAGATTTGACA
ATTAATTTCAAGTTCACAAAGCACAGCTACCAGGAACTACAAACGGTCCAGTTTTTTTTT
TTAATGTAAACATGGGGTTCAGACAGGAAAACATCCAATACCGCTTTCAGAGTGTCCACA
CCAGTGGCACAGCAGCTGGGGGGAGATTTTCAGCTTTTTCAAAACGGAACAATAATTAAG
AGTGCTCCTAGCGTCTACGTCATATCCTACAACTCTTTCTTGAATATGTGGCTGGAGGAA
GTGGAGGTCACAACTTAAACAGCATTTGCCTCGAAAACTAGGGCAGCAACCTCCCTGTTT
CCTCCTAACAGAGTCTGAGCGGCTTCTTTGACCATCGATCGGATCTAAGTGATGATGCTA
AAGCTGGGGAGGCAGAGGCGTGCTGTCCGGCTGAAAACATGCTAAAAAAATCGGTGTAAA
AACAGCAGGAAAGCAAAAAAAAGCAAACATCCTCAGCTGTGAACTTGTTCTTTTTAGGTC
TCAAACACATCTATTATTGATCACTTCTCCTCTGCAGNGTCANAAATGTGCATTCAGTCT
GTGGGANAGGGGGGGGGGGGGGGNCNNNNNNNNAANCCCCNGGGGGGGGGGGGGGGGGNC



CCCCCCNAAAAAAAAAGGGG
>CL3057Contig1
TTTGGGCAGCACCAACCGGCCTTAAAAGATCCGAGCTGCACCGACTGTCTTCAGATCTCA
GGCAAACAGATCTGCGGAGAAACGAGGATCGTGACCCATTCCGGGGTTGTAGGGGGCGCC
TTAAGGACATCTGCTGCTGCAACGCCATGTCAAAAGGATTGCTGCTCACACGAGCAGGAA
AGATTTTAGCTCAATAATGAATACTGACTGCATCCTTCAGTAAGCTAGTGTTTGTTTTAA
GGTCTGCAAATTCTGTGAAGGACGCCTTGACCCGTTTTCTCCTCGCACCTCAGCCTGCTT
TAAAAACATCTGAGGCTTAAGAAGCTTCAGGTACCACAACCCTCCCAAAGAGAGGAATGA
ACCAAGATTTAAAGACGAGAAATAGCAGTTATGCTCATATATTTATATGTTTCAGGCCCA
TCAGTAAAAATGGCATTCCAAAGTGGGTCTATGCTGAATTGGAGGAGCAACAAAAGAGAT
GAAGAAAGCTGATAATCAGTGTGAGGGCTGTGGGTTGAGGAGAAAACCCTTTAGAGGTCC
TGCAGCCGTTTGTCCACCTCCAGCATTAAAGGGAAGCTTCTGGAAAATGATGGTTGAGAA
ATCCCCGACCACCTGCGCTTCATTCTTTCTGTCTGCTTTGGTTTGCAGCCGTTTGTCTGC
CAAAGCTGTCGTTTTCATTTAAAGCAGAGTCCCCGAGTCCGCTGCATCATTTCCGTGCAA
AGCGCTCGTCTGGTCAGGTTTGGTTCCGACACCAGAGACCCAGACTCGGCCCGCGGCGAA
GCCTGACCCGCTGCGTTTGACAGCCAACACTCCTGACACGTTCTGGTCCGACTGACTGCA
GTAAACTGGATGCTGAACTGGTCCCTGTGTTCATGAAGGGCAGGTTTAGTTTGGCTTGAC
TTCCTCTTGTTCCCTTTCAATGTATTCCTTGACATTGTAGGATACTGATGGTGATGTTTG
TGACATTAAATGTGAACTTTTTCAACTGAAAAAAAAAA
>CL3058Contig1
CCTTTTATTTTGTTTGTTTACTACTGAGAAATTTGATGATTCATACAAGCAGCTTCACTT
TACTTGGAAGATAAATATTTATTTCTACTAAGAAAGTCATGCAACAAATTTTCAATGCCT
TTTCCCAGTAAGACACAAAAGCATTGAGACTAGTTTGGCTTTCATCTGAAGACCGATGGC
TTGAGATCCGTTTGACGAGAAGGAGAGTTTCCCTAAGGAAGCTCAGTCTGATTGAGGGGT
CTGACCAGGCACTTGGCGGCGACAGAATCCAAAAAGCAGAGTAAAAACTTTAGAAAATGT
CTAAAAGTAATATTAATCGGATATTAAGTCAGTATAAATACATATATGAACTAAAGAGAG
CAGCTAAAACCTAAAACTCAGCTTGAGTTTTGAATCATAATATAGAAAATATTACAAGAA
ATCTAAAATTGCTTTAGATTATCTATGCATACGTATTCACCAAGTCTTTAGAAAACAGTA
GGTAAAAGATGTAACTATATAAAAAAACGGTTGCTGCTGCAAATCAACATCAATGCTGCT
TTTCCACCACAAGATACTTTCAGTGCTCATACAGGAAAACCTCAGCATCTTCCCACCAAC
AACTTCCACCCCCATCAACTGAGAAAACCTTTTCACTCACCAGCAGCAACTGCACACAAA
AAAAAAAAGGAAAGTCGCTAANCTTAGCTNTTTCCCTAAAAAAAAAATAT
>CL3059Contig1
TTTTTTTTNTGCTGGTTATTGTTGCTTTATTATTAAAACACCAGAGTAAAATGCCTGAAC
AGATCAAAACAAGACTTCTGTCAAATACAACATTTAGAACAGAAACTCACAAGATTTTAA
AACAATGGTGACAGTTTTCCTGTTATTGTGAAATTATTGATTTATTTCAGATTTAATTGA
TAAACGTAGATTTCTTTGAGTCATCGTGGATGAAACTGGTGGGATCTTCATTAGGACACG
CCTCCTCTGCCTGACGGTCCTCCTCTTCCTCCTGGTCGGCTCAGAAACATCTTTCTGCCT
GAGCTTGTGAGGCGGCTTATCAAAGGCTGACTCGTAACTGCGCGCCGCTGAGCTGCGCTG
CTCATGTCAGGGTCTTGGCTGGTTGATGGTAGCGACGACCCTTCAGTCGGCTGTCTTGTT
GACTCCATGCTCTCTAGTGAAGACTCCATGCTTGCACCATCTCCTTCCTGCTCCATGAAG
ACTTCGTCTCCATCATCTGGAGCAGCAACCATCTCGGTGGAAGCAGTTACCATGGGAACC
GACTGAGAGGCCATGTTGTCCCCAGTGTCTGAAGGAAGCGTCTCTGTGAATACAGTCATT
GGTGCGGCCACCTGCAAGGGTGTGGTGGGTACGCTCCTTCCTCCTCCATCTTCATCATGA
GCAGCCAGGAAAAGAGGAGATTCATACAATCCCAGACCTCCATGAGAGGCCAGCTGACCC
AAGTCAGAATGTGAGGCTCCCGCCATAATGGCCACTCTGCGTTGAT
>CL3060Contig1
TTTTTTTTTTAAAAGATCGAACGACAAATGAGCATCAGGTAGAATCACGATGCATATTTA
GCATTGCCTTGATTTTTTCCTTTTTTTTATTTGAATAATACAAAAACTGCTAAAATTAAC
ACTTCAATCTCAAGAAGAAACAAAAGAGACAAAATTCAACAACAAAAATTCTGGACACGT
TAGTACCTACGTCCCTGCACGTATCATTAATTGTAGGAGAACAGACGGGGAATGGAAGTG
TGCTGGAAACGAAATAAAGCCAAATGTAACAGCGTCTCCTGAAACACTGCTCAGAAAAGC
ATCCTTAAGCTTTACAAACCTCATGGATGCATTAATACTTAAATAAAAGCTTTGTACATG
GGAACTTTTCAACAGCTACGAGGTAAAAGATCAGCTTTGGGGTTGCAAAAGCTGGAAGTT
TTTACCTTCAAACTTAGAATAACAAAGGTTTTTTCACCAATAAGAAAGCGGGATTTACAA
AAAAAAAAANACTGAANTTGTAAAAAAGGCNAAAAATGTTATCNCAAAAATGTGAAAACA
GCANGACCCCTGANTCTGGCAAAAGGNGANAGTTAAAAAACNCAAATTTTAGGACNCAAA
GGGGGNAAACATAANCAAAANGTTAAGGCTATTGACNTTTCTTTTCTTCTNAACAGCACA
GNANTGTGTCAGCGGAACGGCANCGATCCTCGTTTCAAACAAACTCCCCCCAAAAAG
>CL3060Contig2
TACAAAAAAAAAAGACTGAAGTNGTAGAAAAGGCGAAAAATGTNATCGCAAAGATGTGAA
AACAGCATGACCCCTGAGTCTGGCAGAAGGTGAGAGTTAGAAAACACAGATGTTAGGACA
CAGAGGGGGTAAACATAAACAGAATGTTAAGGCTATTGACATTTCTTTTCTTCTGAACAG
CACAGTACTGTGTCAGCGGAACGGCAGCGATCCTCGTTTCAGACAAACTCCCCCCGAAAA



GGAAGTGAGTGAACGTTTTGCTGTTGCCAGCGGCAGCGCAGCCGGGCCAGTGGCGAGTCC
CTGGGGTCTTCAAACTCAGAGAAGCCCAGCTGGTTGAGGATGTCATAAACTCCCGCTCTG
GCAGCCACCTGTTCCATCCAGGCAGTGAAGGAGCGCTGCCACGAGTTCTTCTTCTCTAAA
TGCAGGTATGTGTTGTAGAGGATGAGGTAAATGTAGCGCTCCAGGTACTGCAGGCTTTTC
AGCAACAGCTGCTGACACTCTTTCTCTGCCTTCTCATTCTTGATCTGTCTGTAGGTGCAG
ATAATGATCTCTCGCAGATGATAGTGCATGGGTGCCATGGTCTCACTGACAGAATCCAGG
GCCAAGTCCACTTCTCTCTTCATCCTGTACCCATCAGGTAACAGGCGGACCAACTGCATC
ACAACCTCAAACTCTCCTTTTGTGTATTTGGCATCAGGGACACTCACAATCTCGTCCTCT
GGAAATTCCGGAAAGCCATTAAAGTGCCAGAGAGTCAAAACAGCAACGACCATAGCAGTG
GTGGTTCTCCCTTTGCCATTGGAGCAGCTGAAAACAAAAGCCGAGTGTGAGTCCTCGGCC
AAAGCACTCTTCATGGCGTCCAGGAGCTTATCAAAATCCTCCTCTGTGGGTGCACTGCAG
TCAGGTAGAGGGATGCGTCTGTATACGAGGCCCTGGTGGGAGCTTTTGTGCTGGTTGAAA
ATCTCTTGAACTGTCTGGCAGCTCTTCAACATCTTCATCTGCTTCTCCTGCTCCAGCACC
ACTTCCAGCCACTTCTGAGCCTTCAAAATCTCCTCCTTCAACGATGTTTCCAATTTCCTA
AGCAACTGCGGGTCACAGGTTGGGATGGAGGTATGCTGATCCAGAGATGAAGGTTCCCTT
GGAACAAATATCTGTCCATTGCCTTCCAACACCAACTCATTCTGCAGGTTAACCCACAAA
ATGTGACTGTGCTTCCTCTTTCCATCTGTCAGATGAGCCAGAACCGCTCCAGTTGCCTAT
AAAGGTGATCCCCCGGCCATAATGCCCGGGTTTANCGGCCGCAG
>CL3061Contig1
TTGTCTTTTTTTATTTTACACTGGCTTAGAAAAAAAGGGCACAATAGACACTGGATAACA
GTTTACTAGTTGATTCTCACCTGGTGTGATAATAAACACACAATAAAGGCTGGAATTAAG
ATTTTACTATGATGCGTAATTTATTATCTCCCAGAACGAGCCGGAGCAGAGCTGCTGCCA
GGAGGCCTCCTCCGATGGGCCCCACCCAGTACACCCAGTGGTAGGTCCAGTAGTTGGCCA
TCACGGCGGGGCCAAAAGCCCGGGCGGGGTTCAGACACGTCCCGGACACGTCCCCGCCCG
CCAAAATGTTGATGGTGACCGTGCAGCCCACCAGGAACGGGGCGAGGGGGGTTTTTGTCT
TGCCATTGACCGCCACCATCAGCACCACCATGGTCACCAGACACGTCATGGCCACCTCCC
CAAAGATGGCTCTGGACAGCTGCGCCTCGGACTTGAGGATGTCAAAAGCTGCTCCCGAGG
CGTTGATGTAGCGGTCCGGGGGGGTCATCAGCTTGGCCATTCCAGCTCCAAGCACCCCTC
CAATCAGCTGACTGATGAGGTAGGGCGCCACCATTGTCAGTCGCATGCCTCCACACAGGT
ATATGGCGATGGTGAAGGGGGGGTTGAAATGTGAGCCACTGATGTTGTCCATGACCGCCA
CCATCACCGCCACCGCCAGCCCGTGAACCAGAGCCGGCTGCAGCCGTCCAGCTGCTGGCA
CGTTCTCGATGACCGACACACAACCAATGAAGACGAAAAACATGGTGCCCACGATCTCAG
CCAGGCAGGGCTGGTACAACCTCTCAAATTTACTGGGAGGCTTAGCAGCGGCGGGTTTCT
TTCCCTTCTCCATGAGAGCCGAATCCACGTCCTCCAGGTCCATTTTCTCCATGACCGAGT
CTTTGCTCGCAGGAAGCTTCTCCCAGCTCCAATCCTCCAACTGAGTCAGGGAACCTGCAA
CGGTTATATATAACACCTGCTTTTGTTGGGGCTCATAAAGCAAAGATCTGCAGGATAATC
AAGAATCTCCACCCATGATTCAATCATGAGGGATCTGACACGTCTTCAGCTTTT
>CL3062Contig1
TTTTTTTTTTAAAGCTTTCAGGACTCTTTATTTTCATTCAAAAAGAAGAAGATATTTACA
ACAACACTGACATTCTCATCATTCCTCATCCCCGCTGATGACTGCAGACCGTCAGTAATA
GTCCTCCGGGTCAGCCTTATCCCCCTGATTCTGAATCTGTTGCTGCTTCTTGTACAAATC
AGCCATCTGAGATCCAGAGGTGGCGTCCTCGGGTTTCTTGTCATCTCTGATCCGAAGGAA
GCGGGGAAACCGCAGAGAGATGCCTTTCTCCGGATCCACCAGTCCCATGGCGGCCTTGTA
GACGGGCGACAGCGAGAGGTCGGCACATTTCACCTCCCACACCTGCACGGCGTCCAGCCA
CACGTCGGGCTCGGCTGATTGGTCGACGCGGTAATAGGCCCGAGGTTTGGGCAGGATGTG
CTCCTTCAAAAACTTGTAATGCTGCTCCAGATCTTCGTCCTTGAAGCCTGTCCCGATCTT
GCAAACCGACTGGAACTCCTCGTTTTCATCGTCGTAGCACGCCAGCAGGAAGCCACCATA
GGTGCCGGTCCTTTTCCCTTTCCCCAGATAGGCTCCGATCACGCAAAGGTCCACCGTATC
ACCAACGCCGTCCAGGTAGTCCTTCTTCAACTTGAGCCAATTATGGGAACGCTTGGCAAT
CTCATAGGTCGCATCCTTCTCCAGAGTTTTCACCATCAGGCCCTCGCAGGAGTCTCGGAC
GGACTGCTCCAGGAACTCGGCGATGGCGTCAGTGCTGTCGCTGTCGATGGAGCAGGCGAA
CATAAACTCCCCCTCCACCTCCCCCGGCCATAAGGCCCGGGTTTAACGCGCGC
>CL3063Contig1
CGGCACGAGGTTTCTTTTCTTTTGTGAAGCCAAGTTAGTTGTTGGAAGGTAAATTCTGTT
TTGCCTCATGCTTATTTGTAATGTTGTTACCGGTACTGTGATTTTGAAAATGAAGAAAAA
CTTCTGCAAATCAGCATTTCTGCCACGTTTTCCAGTGTCTGTGACACAGCGTTCAGGCTT
CTCTGCACTGTTAGGCAGTCGTTGGAACTCTGCAGCAGCTTGGTGGAGTTTTTCTGAAAC
TTTTCATTAGATCATCCCAAGAAAAATCAGACAGACGTTTTTTTTAAGTAACCTTTATTT
AAAAAAAAATCAAATCAGCATATTTAGATGGAAAACCATGACGGATGATTCAATGCCAGT
TTATCTGAGGACTATCAGGGAGCTCAATATCGTCAGTGGTTTGACTCCAGCTTTAGCAGA
GTTTTGTTCAAATTGGAACTGGAAAAAACAAACTTCTAAGACTTGCTGGCTTATTTCATA
CTTTAAAGAGAAAGCAACACAATTTTGTACTTTATATAACAATAAAAAGAACTCAAAAAT
GCAGTTTATAAAGACTGAAAGTTCATAACAAGTAACAGGTTTGGGGAAAACCCGCCAGCT
GCCGCGTTGCTCTTAGTTTGCCAACTCTTGAATTCTGCTCGGATTTTTGTTTTAGCAGCT



TCATTGTCTTGTTCCTCCACATGCAGCCACTCCTGCTCCCTGTGTAACACTGTTGAAATG
AAGGATTGTTATCTAAAGATCATCTCCTCTGTTTTCTTTTTCACACATTCAAGTGTAGAA
ACTGTTTTACATCCTGACCCTTGCTTTCTCTGTATGTTCCAGTCCCTTTGGGCTGTTTAA
GCAAGAATTGATTTTATGTTTGGACCATAGTGACATCTGTTGTAAATATTTCCTTTATCG
TCTTTGAGCCATGTCAGCTGTTTGAATGACAACCAAAACTCCTCCTGCGATGTGCACTTC
GGTTCACCTGCCTGTGGATGGCATCTTGTTGCCATGGAAACGCAGCGAGCTCAGCCTCAG
CTTGTCTGAGTTTCCAGCTGAGGTAGATGATCAGTTGCAGCAGCAGCAGAGAGACGGACA
GGAACAGCAGGACACCGACCAGACAAACGAACGTGTCCTGCTGCTGGTCTGACAGCATAA
CTGTCTGTCGCAGGAGCAGAGCCAGATCAGCCCAGGGGCCACTCAGTGCCTCCATGCTGA
ATATATTTCAGGTTTCCCCCTCTCGTAGCTCCTGATGTGGAAATCCTCAGCAGCCAAAGC
AAAGGTCAATGTTTTCCTATCGGTGTTTGTGAGGTAAGAAAGGTTATCTATGGATTCAAA
GGAAGTCAAGGGAAACGGATCATGCTTTCAGGTGTTTTCCTTTCCTCTTCTTTTGCCTCT
TTGTCTCTTTCCC
>CL3064Contig1
AATTACATGAAATACAGGAAGCATTTACATTTTTTTATTTCACTTTAAACAAAAAAGGCC
CAACGCTGACAAAAATCTTAATTTGGAAGTCCTTAAAAAAGGAACGAGGCTGACATTTAT
TTCTTTCCTTTTTTTCCCTTTTGGGGTTTTGAACTCTTTTTAGAATATTTTGCTTCCAGG
TCTGACAGGAAACTATTAAAATTCTTCTCCCTGGACTGCTGTCTTTGCTTAAGCATCATG
ACGAGACTGTCATCTTTGTCACTGAGCCCCATCTTTTTTTGCATTTCTTCTGCTTCTTCT
TTTTCTCTGTCAGCCCTCTTCCGACGAGCCCTCTTCTTCTTGTCACTCTCTTGGGTAAAC
GAGGGGAAGGCTTCAACCTCTCCACTCTTGATGGCGGCTTCGATGATGCCGCACAGTCTG
GGCTCATCTTCCTGCGAGCAGCACAGAGCTGACGCCATGATCTCATCCAAGTCCCCTTCG
TGCTGCACGTAAAGCCGGATCACGTCATCCCGCTCCTCATCTGAGCCTTTGTATTTCTTT
TCGAATTCTAGGATGTCCTGCACTGTCACCTTAGGAAAGAGCAATCTCCAATAGTCTTCC
CAGCAACGGTCCTGACGAAGGACATCTGATTCTTCATCAACTACTCCTTGCTCATCATAA
ACAGCCCTCTGCTCCCGATCTGTCAGCACTGTGTACAGTTTTCCCAACACCTGGAATTTC
TCCGTCGCCTGCGGGTCTTCGGGGGCTCTGTCGGGGTGCACTTTCAGCGACACTTTATAG
TAGCTCCTCCTTATCTCCGCTTCGGATGCTTCTTTGCTTACTCCCAGCACTTCATACAAA
TTTGTGCTACTAAAGAGTTCCTGGCACCGCTCGAGCAAACCCATTGCGACCGTCTAGTTT
AATGAAATACGAGTAAAATAAGTTAAAAGTGAACGACTGAGGACGTAAAGCGCAATGACA
GTGTTGATATTAGATTAGGTTCGCGTATAGTTAAAGAAATCTGCCCTCCACGGTACTTTT
CTCGATCATGTTAGTTTCCCCGGCCATA
>CL3065Contig1
GCGCTGAAAACTTTATTNCTNCTTAACACATAAAAATGTGTTTGACATTTTATTAACAGT
GTAGTATGTCACTAACAAAAATAAACTGAAAACTCTGACTTTTGCAGTTGGAAAAGTTGA
GTTGGGACTTGTTCACGAATGTTGAGGAACAAAAGCAACCCTTTTAAAATGAAGAAATAC
CTATTGAAGTGTCTTCTGTGTTTTAAAAGTCTGCATCAAGAGTGAATTCCCCGTCCAACA
TATTCGACATCACCCCAAATCTCTGATATTCTGCTACTCTTTTCTCAAAGAAGTTGGTTT
TCCCTTCAAGCGAGATTGACTCCATAAAGTCAAATGGGTTTTCCACTTTGTAAACCTTGT
CCAGGTCAAGATCGGCGAGCAGCCGGTCAGCCACAAACTCAATGTACTGCTTCATGAGGC
AGCAGTTCATTCCAATGAGATCGACCGGCAAGGCCTCCGTGAGAAACTCCTGTTCGATGC
AGACGGCCTTAGTTATGATCCCCCTGACCCGGTCCTCTGACGGCTTTTTCACCAGGTAGC
TGTACAGCAGGCAGGCAAAGTTACAGTGCAAACCCTCATCCCTGCTGATCAGCTCATTGG
AGTAGGTTAGACCGGGCAGGAGTCCTCTCTTCTTGAGCCAGTAGATGGCAGCAAATGACC
CAGAGAAGAAGATGCCCTCCACAGCCGCAAAAGCCACCAGTCGCTCTCCGAATGTTGATT
TGTTGTCGTTAATCCATTCGAGCGCCCAGTCAGCTTTTCTTTTCACGCAGGGCATGGTCT
GAATGGCATTGAACAAATAGTCCCTCTCCTTCAGGTCCCTGATGTAAGTGTTGATGAGCA
AACTGTACATCTCTGAGTGAACGGTCTCGATGAGGATCTGGAAGCTGTAGAAGGAACGTG
CTTCAGGGACCTGAACCTCCAGGCTAAACCGCTGCACCAGGTTCTCGTTGACTATGCCAT
CGCTTGCAGCAAAGAAGGCTAAAACATTGGAGATAAAGTGTTTTTCATCAGGCTTTAAGC
GATCCCAGTGCACTAAGTCTTTGGATAAATCAACCTCTTCCACCGTCCAGAAGGAAGCCT
GGGCCTGTTTGTACATTTTCCAGATATCTGGGTACTGGATGGGGAAGATGACAAACCGTC
TGGGGTTTTCTCTGAGCAAAGGTTCGTCCTCGGTTTCCGACCCATTCGGGCAGCCGGTGT
CGTTTTCTTTCAAACCGTTACTGATATGATGTGCATCTTGTGAGGATTTCTTAACGGTTG
GCGTCATTTTCTTGTTGCATATCCGGCTAACTCCGTCCCATACCCCCCCGGCCATAAGGC
CCGGGTT
>CL3066Contig1
AGAGTTGTGATAGTTGACTGGGGTTCGATTTCAGGGTAAAATAAAAAAGTACACAGCCGC
CTTGTGGCTGCAGGATTTACAAAGACATATATATACAAGCCAAAAAAAAAAGCTTTCTGA
GCAGTTCCTGTCTACACAGAGAATATGAAATGTGTGAATGAGGCTGGGAAAATACGAGTA
GAATTTGAACCCCTGGCTGGATTTCTTGGGCAGACTGGGGTCCATCCTTTTTCCAAGATG
CCACCTGTATCTGATAAAGTTCAATATCAATCTGTACTGTTCAAATGCTTGAGCCATGAC
TGACATGATTATATTATTAACATTATATGGTAATTGTGTATATAGTCAGAATAAAATGAT
ATAACTGAAGATATTAGGGTGAATCCACCTCGTTTCAGATGACTGACAGTCCCGTAAAGA



TGCTTTGGTGGCAGTGGTGGATTTCTTCCTGCAGGTATGGACATTTATTCATGACATCAG
AGTTCATTCAAAGGCAAATGCTCTCGTAACATGAAGGAAATTGAAGTCAAAAAAGGAATT
TTTTTTTGACAAAAAGTTATTTTAAAAAATTATAATAAGTGGCAGCTTTTATAAAAAGTT
GTAAACAGAGTGCTTCCCTTTTCATATCAAAGTTTCATTGAGAAGAGCCGACCGACCCCC
TGTCAGACCACAGACACGCCCTGAGAGGGGCAGGTAAGAGCTGTCACCACGTCGGGCCTC
TCAATGCGGGCCAGCGCGGAGCACAGCAGTCCCAACGACGAGCCTTCTTTCTGAGCCCAG
TCAGACAGCAGCGTGTGCACCGGGGCCTCCCCGTGCCCGAAGGGGTCCAGCTGCTCGGAC
TCATAGCCCAGAGCCAAGCCCAGGTGCCTCCATCCCCGGCCGCTACCCTCTTCTAAAAGG
CGCTCCACCTCTTCCTTTCTATGGGGGGGCAGGTTGATGTACAGCCGATTGTCCTGTTTG
CTGTTTCTTTTGGTACCTTTACTGGGCTGATTGTCCTGCAGGCTGTAGGAGTCCAGAAAA
>CL3067Contig1
CATTTTTCTGCAGCATTATAGAAAATATACATTTACATAAAAGTTCCTTTTAGTATATAG
GTCTAAGTGCTTCCCCAGAGAAAAGTGCATCAGTATTTAAGTGAATGCATCACAAGTTTG
GCAAAACAGTTTCATGTTTGGACTGAATTTCCTGTAAACGGTTACATACTGTTCAAATGT
TTGTTAAAATCAAGCTGAAAAGAACCAGAGAAACCCCGGTTTCTCAATTTGGATCAATCA
AAACCTAATTAAGAGCGATTGGGAGAGCAGCATCTCTCTCTGCTTACATGAAGACCCCCT
ACAGTGGTTTCCTGAACGTCCCTGGAGGTCGGAGGGGGTCACTGACCCTTCTTGGGATGG
TCTGGGATGCTGTGCGTCAGCGGCGTGAGGCTGGTCAGCAGCATGTGCCTCTCGTACTGC
TTGGTCTGCTTGAATTTGGCGTCCGTGCCGTGGAGTCTGTCCAGAACGCCAAAAACCCCG
TAGCACTGGTTGAACTTTAGATGATGGAAGTCATGGAACTCCGGGGAGGGCAGGAAGGGG
AGGTGGTAGCCACAGTGGGAGATGGTGGTGCTGATGAGAGCCACACAGTACCACATGCAG
GTGGTGGACAGGTGAGAGCCCAGGAGGACCGGCCCGATCATCACGGGCAGCGTGTTGGAG
ATCACGTGCTCCAGAGGATGAGCGTAGATGGAGATCACGCCGATGGGAGCCGTCCACTCG
TGGTGCTGCTTGTGGAAATGCTTGTAGAGGCTGGGGTGGTGGAACAACCTGTGCGAGTAG
TAAAACAGAATTTCTTCAATGATGGAGAAAACCCCGAGCTCCATCAGACCCCAGTGGAAG
GTGGGGAGCTCAGGCCCACAGGGGTTTCCTCTCCAGGTCATCAAGTAGTAAACCCCCACC
GCCATGGGCCCCGAGATGAACACGTGGTTGAAGATGACGGTCTTCAGGGCCTGACGCAGC
TTCACCGGATCCACCGGCTCATTCTTGTTCATCTGGATCCGGTAGCGAGTGATGAAGGAC
AGTTTTCCGGTGGTGTCCACCAACAGCAGCAGACCGTTTGAAACCCAGAACGCCACGGTG
GGGGCAAACATCGTCCCCATGAAGAACAAAGCAGCTTCATGACCTTCAAAGGCCAAGTAC
AACTTAGTCCATAGGTTCTGCCAGAAGTCTCCTGACGCTCCCCAGAATTTCTGAAGGTGC
CAGGTCACGGAGTTGCCGAATGCAGCCAAGAACAAGATTCCGGATCCGATGACGACGGCG
GCCTTTTTCACGGAGTCCCACAGGCCTCCAGAAGCTTCCTGTCTGCGCATGCTCGCCGCC
TTCCTCTCAGCTGCTCCCTTATCGCTCGCTGTCGCGTCCTCCGGCATGTTTGCTGCCTTG
TTGCTGCGCCTGGCCT
>CL3068Contig1
CAGTCATATTTAAAAAAAGAACTTATACACTTAGTGTACACATGTTAACCAGCAATGTTA
CATTTAAGGTAAATTTATGATAATTAAGTTAAATTTCGATGGTTTTTAAAAGTGGATCAT
GAGATTGAAAAATAATACACAAAAATATCAATGGAGACTCATTTAGGAAGGTTCTATGGC
AGAAAAAGTTTTTAAAGTGCTTTATAAAATGTTTCCACTAAAACACAAAAAAGACTCAAA
GCCAATTAAAGGAATGAGTGTCCTATACAGCACAGAGGAGAGAACATAAAGACAAATTTG
ACAGTTTTTGATCCTCAAACTTGTACACAAAGACAGATTTTCTTTGGTTTGACAGTATAG
GTAAGCCATAACAATTTAATTGTCCTTGTCCATGCACATAGAGAACATTATAAAGATTCT
TCTCAGATGTAGCTGTTGTTGTGCTCGATCCTGGTCACCATGGTGGAAACCAGGTGCTCC
ATCTGTAAGCCTCGCTGCTTGCCGGCTTGAAGGACCTCTTCATGGTTCGCCTTCTCTTCA
CTGTCGTAGTCCATCACCACCTGATTAGTGATTAGCGAGAGCGCAAAGACGCGCATGCCA
CAGTGGCGTGCGACCACCACTTCATGGACTGTGCTCATGCCAACTGCGTCCGCGCCCAGT
TTGTGCAGCATGCGGCACTCAGCAATCGTCTCAAATGAAGGACCACCAAGTGCACAGTAG
ACGCCCTCCTTCAAGAAATCTCCATATCCCAGCTCCTGACCCACGTCCATGCCCAGCTGC
TGCAGCTCTCGGTCATATGCGTCTGACATGCAGGGGAAGCGGACACCAAACCTCTCGTCG
TTTGGTCCAACCAGAGGGTTGTTCCCAGCAAAGCCAGGTAGGTTGATGTGGTCTTTGATC
ACCATGATGTCTCCCACCTTGAAATCCTCATTCAGCCCCCCAGCAGCATTAGTCAGTATC
ACTGTCTCAACAAGTAGCTTAAAGATGCGTATAGGCAGTGTGATCCTCTGGACTGCGTAA
CCCTCATAGAGGTGGAAGCGACCCTGCATGCAAACGCATGCCCTTCCCTTCAGGGTGCCA
AACACCAGCCGTCCTGCATGTCCGTGCACTGTGCTCTGCGGAAAGTTGGGGATATCCTTG
TAGTTGAAGGCCACCTGGTCCTTTAACATCTCAGCCAGCCCTCCAAGTCCCGATCCACAA
ACAATACCAACTCTGGGCTGAATGTCCGTCTGTGCTAACAGCCAATCAGCAGTGGCTTTG
CAGTCATCGTAGCTGTAGCCTTTATTTGCCTCTGGAAACATCACTACAGATCAAATTTCA
AACTTTTTTTTGGAGAAGTAAAAATGCGCTCCAAATTCCAAGAGGGAAGACTTTTGATTT
TATTTTTAGTTTCAAACTTTTAAAAGATTTTCTTCTTCTTCTCTCAAGTTAAAGCTTCTT
CTCCGTGGTCCCAGATGACGCGGTGCTCTTTTCTGTCCAGCCTCCAG
>CL3069Contig1
AATTTATTTGCTTTTTAAAAAATAAAATCCCCGTCTTGTTCTATAAAAACCACATGAAGT
GACAGTAACAGGACAGCTGCTGAGTTCAGATTCAGGGGTTCCTCAGAGCAACTTGATCTT



GTCTCATTAAAACAAACAAGGAAGAAGAAAAAAAAGGTCGAGATTTTGAAGAAACTTCTT
AAGAACTAAAATGAGTTCCGACCTTCATAAAAACATGAAGAAATGGGGCCAAACAAGGGA
AGTTGACACGCCTTCATGAAGCCTTCAAAGCACTTTTCTGAGCAAGAACTTCCTGAAACG
ATGTGGATAAAAACGACCTTCACGTCGGCCATCAAATACTGACTGAACACAGACAAAACT
CCCGACAGTTGGACCAGCAGAAGAAGCAGCACCCCAGTCCTTTCAGACATGTAAACAAAG
GGATCCAACAGCTGAAGGTGACCGGAAACGGGAAAATGCTGGTCAAGGCAGCAGGAACCT
CCTTTTAGAGTAACGTCTACTGAAGTTACATGACGTATTCAAGTATTTCCTGTCTGTAAT
ATCACGTTTTTCTATGCCCCAGCTTTTTTTTTATTAAACCCCCTTTCCCCCAAAGGCCTT
TATAAAGAATCCCGTCTGAAAGGAGCAGTCAGCCAGAAAACGCCTCATTTAAAAAACAAA
CAGGAAAACATCAGGGCTGCTGGAATCTGTCCATCTACCCCAGTTTCTATGTGAGCTCTG
CAGCAACGGACATCTGTGGGAACGCTGCCCCACCCCAAACTGAAACCAGATGT
>CL3070Contig1
TTTTTTTTTTAAAGTGCTCACCAAATAAATCTTTATTAAGATTGATGTAGAAGGTGAGGA
AAGATTTTCGTGAAGGGTGCAGTTATGTTTTTGGCCTGCCATGTTCAACACCATTTAAAA
CGACATTTTTATTTAAACACAATCAAAATGATAAGACAAAGTATGAAGCAACAAAAACAA
AACACGTGTTGTAGATGGCAAAACAAATTAAATACTCCTCCAAAAAAAGCTTTGAATGGT
TTAAGCTTTTACATAATAACTGTAACGTCTAACAATCCAAAAAGTTTGCAGCCATGAGCA
GTTCCAGTGCGATCTCTGGAGCGATGGGGAATTCAGGGATCTCTGTAGAGCTGTTGGTGT
AACGGACTTTGTAGGTGAAATACATGCAGACCTTAGACAGAACATGAGATGGAATCTCTC
TGAAGTTCACTTCGTTGGTTTCGTTCTCAGCAAACTGTCCAGGTCCACTTAACATAGCTT
TGATTGTTCCAGATGTCAAAGCATGTTCTCTCTTCACTATAAATTCATGGCCATCTGAGG
AGATCAGCTTCACATACATGGCATCTGGCCCTTCACAGCCACCATAGGTTCTTTCTTCGC
TATCCATCTTTTCCGGGACTGTGTTGGTCCACTGCTAAGACGTCAGACGGAGACACAGCT
AAAGC
>CL3071Contig1
TTTTTTTTNTGATGTTTGTTTTGTTATTTATTCTGAAAAAGGAATGAATAAATGACAAAA
GTGCTGCAGTGAAAACCATCTGACTTGGCAGAAAACAAGGCTCCAGCATTTCAGTCCACC
AGTTCACCTGCAGGGAAATCGCTGTTTCCTTTAGTATTATTATTATTTCTCTGTGAAACC
AACATCATCTGATGTAAAGCCGGCACCGGTTGGACACTGCAGCACAGACGTGAGCTCACA
AACAGCTGTGCACTGAAGCGGTATGAAAGCGTTCGTATTAGTACGAGTGTTAGCGGCGAG
CCGGCGGCAGAGGCCCGCACGCTGTCACCATAACAATAAAACAGGACATGAAAAAATAAA
ATCCAACACTGTCAAAAAATAAAAACAGCTTGGCGAAGCGGAAACACTTCAGAAATGAAT
TGAGAGAAAGTGACAGAAGCGTTTGTTGATGGGTCCACAGATGCTGCAGACGTTTCTGCA
GGAAACATTCAGATTCATCTGCAAAGTTTCACAAAGACGATGTCATGGCATCCATTTGGA
ACGTTCTTTAATGTCGGTAGAACTTCACTTTACGCTTTTCTAAAGTGACTCAAAAAATGA
GTTAATTAGCAGAAACATTTTCAGACTCAAACTCTGTCAGGTCGTCATGGTGACATTAGA
TAAGGGGCGGAGTTGTTTCTTTTCCTGCATGATGCTAAAAATATTAAAAATGATTCAAAT
TCTTGTCATTCGTCGTGTTAAACACAGACTGTACTAAAACTTGACTCTCCAAACTGAAAC
GCATAAATCCCATCAAACCTAAGTACCTGGTGGTTTTAGAGCAGAAAAAGCTTGGTTATA
GCAGTGTGTGTGTGTGTGTGTGTGCCTCGTGCCGAA
>CL3072Contig1
TTTTTTTTTTCATTTTAAAAATGTTTTATTTCATATAAAACCAAACAATGTGGAGGTCCT
AAAACAAACACAAGGGGAGACCAGCGTTCCTCCTAAAATCAGAAACAGGAAGCGTTTATT
CCACAGAGCTGCATCTGCATCCATTCACGGGTTTTGGGGAGACGTTTATTGTCTTGAAGC
TACGCATCGGCCGACAGACGGAGGTACAGAGCTGCAGTACATGAAGCTGAAGGCGTATAA
AAACAGACGACCACCATCAAAGGAAAACTCAAAGGTTGGGTAAAAGGAAACGCGTCTTCC
GTCACGGAGCAGCAGCAGGCCGAGATCTCCTGTGCATGAAGGTGGGCCTCCGTCCGGCCT
GCGGGAGGTTCCCGTTCAGGACATCTTTCTAAACCAGAAAACATCTTCTCAGAAATACTT
GGTGCGGTTTAGAGCTCGCTGTGCTAGCTGTCCGCTCTCGTCCGTTATCTTTTCCCAGTC
CGTTTGACCCACCACAAACCCGATGGCGCGCTTCCGATCCGCATCCTTCTGCTCCTCCAG
ATCAGCCCACCGAACCCTCTTCTTTCCAGGTTCTGACATGCGCGTGGCGTAATCGTCTGG
CAGCTGAAGGAAGTCCACCAGGCCGGACACGTGGTCACCTTCACGCTTCCTCTTCCCACC
GCTAACCAGCCCGTCCAACTTGTCGAGTTTGGCTTCAGACGTGTCCATCTCCCATTTGCT
TTTTGGAATGTAGCCCAGGTCACTCTCCTCTTCCTCCTCCCTCTTGGGTTCCATAGACTC
TTCGTCAGGATTGAAGTCTTCCATTTCCACCTCCTCGATGGCGGCATCCTGGAGCAGGGA
GCGGACGTCCAGGCGCACCATGTGGCGTGGTGACGGCTCCCAGTTACCCGACATCTTTGT
TATGTCCTTGTGTGTGCGTCCATGGAGGTTTCTCTTAGCACAGGTCTGCGTGTCGGCCGT
GATTTCAGCCACGTAAACCTCAAAGCCTTTAGTCTTGGCTGCACTCCAGAACTGGTCAAA
GTGTTTGACTTTGTCGTTGATGGTGTCTAAAATGATGAAGGGGAAGAAGCCGTCGTCCAG
AGTTTTCTTAAACGTCTTCAGCATGCTGCTCCTGTAGGTGTCCTCCATCTCTGGCTCGTA
CTCGTACTCCATCACCTTGGTTTTGACCTTCTTCCCACTGTCCGGGTCCTTCTCGATTCT
CTCAACTTCTGTCATGAAGTAGTCGTCTAAAACAAGAACCCTCGGGGGGGCGCCGCCACT
TTCAACTTCTTTGTCCCGAATGAGCTTCGCCACGTGACTTTTTCCACTTCCTGGCAGGCC
CCTCATGATGATGACAATCCTGTCAGGACGCGACAATCTGCCCGGCGGTTTGAGGATATC



GTCGATGTTCTTGATCTCTGGCTTCTTCTCGACTCTTGG
>CL3073Contig1
GAGGCTTTCTAAAAGTGTTTCTGTCTTCCAAGTCCATTATTTGTGATGTAAATGTTTAAC
TGTCAACGTTTTAACCAAAAATTCTGACAATATTTGCATAAACGGTTCAATTTATAGTAC
TACATATTTGATTTCACCATTGCACAAGATTTTTACAATTGCCTGTTCACCCTCTGACAC
ATAAAATCCCACAGAGGTTTTCCAGGTGAAATATCCCAGAGGTGAAGCACTTTATGAGCG
TTTCACGTTGTTCCCCCCTCAAGGTTGGTAATGATGGCAAGATCCCAAGCATCAGTTGCA
CAATGCTGGACGCCGCTCCCACTAAGATGCATTTGCTGCACGACCGCAGGGAAAACATGC
CGCTTGGCCTATAGGAGTGTCACACCTTTTGGCATCTTTCTGTTGGATTATCAGCGTAAT
TCTGTGCCACGTTTGGCACCACCAGATCCTAAACTTGATCATATTTTACGAACTGTTTCA
TTTCCAGATCACTCGTAATGGATCTATGCACCTGACCAAAACAGTTTTAACAACTTGAAA
TCTTTTCCATCCTTCGATTCAGTATTAAAGCCAAACCTTAAGCTAAACTTTATGGAATTC
CATGCTTTTGTTTTGCTTTGTTGCACTGAATTTAATATCAAGTAGTGAATTTCTTTCTAA
GTGACAACAGGAAACCGAAAAGTGCTGCATACGTTTGATATATTCACAATAAGAGTATCT
GATTGTAGCTTTAGATCTATAAATGTGATCTGTTTTTACAGGATGTTTAGGTTGATGAGT
TTTTTTTTATCTTTGCTGTTTGGGGTTAAAGACAGGATTTTTAAAAGCCTTTGCTCTCAT
CTTCAGACCTTTTTCTTTTTCTTTTAATGGTGATGCAACTGCAGCTTCACTGCTAACTCT
GTTTAGTGCAGTTTGTGTTTAGTATTGGGGTAACTGGAGTGGCTGGGTTTAATGATGGAG
GAAACATTATCTGGTGCTTTGTGGTTTAATTTCAAACCTTGCTGTGAGTTTAGGATGATG
TCGGATGACTGCAATGAATAAATGTGCCATTTTGATTCTAATAAAACCCTTGGAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAACAT
>CL3074Contig1
GGCACGAGGGTCCATACCAAATCTGCGATACATGAAGGAGAGTCAGGTGCTGCTAACTCT
GACCAACCCAGTGGAGAACATCACCCATGTGTCATTGGCTGCTTGTGAGGAGGATGATCC
TGATGACATCAACAGAACCGCTCAGATTCTGGTACCCAATACCCAACTGGTCTTGGCAGG
AAAGGATGCTGCTGCTGAGTATGACGAATTGGCCGAACCTCAGGACTTTCAAGATGACCC
CGATGTCGTTGCCTTTAGAAAATCCAACAAGATTGGTTTCTTCATCAAAGTGATCCCACA
AAAAGAGGAGGACACGGACGTCACTGTCGCGTTTAAGATGCGCCACGACTTCCGCAACCT
GGCAGCTCCCGTCCGGCCTAGCGATGAGGGAGGTGACGCCGCCGCTGAAGCCATTTGGCT
CACGCACCACGTGGAGCTGAGGCTGGGACCTCTTGCTCCCTGAACACAAAACACTAGTGT
TGGGCTCTTTTGGAGCCAGTTTCTTCAAACTACAATGCAATCGTAGCAAACAACTGATTT
CTGATTCAACTCATGGTTTCCACTTGTTTTCGGTTAGCCTTAATTGCTTAATTAACAAAA
AAATGCAGAATAACTGCTTAGCTCATAAAATAAATAATTTCACAGCTGCAGAGTAACAAG
TAGACTATAATATATTTACCTGGAGCATCCACTTCCTGTCAGTGGATGCCATATCGCATT
TTTTACTTACAGGAAGTGCCTCATCAACACGCAAAGCTTCTTAATAAATGGGTTCAGTGT
CACTTTTATACATTTGCTGCTGCCAGCTTTGTATGAAGGAGATGGTTGTACATGACAATG
TTTAGTTACCTTAGCAACACTCCTTAAACCTGCATGTGTAGTCAACATTTAAGAAGTCTA
ATGTTAGATTCTTTTCATTAAATTCAAAGTAACGGCATACATTTTAATGAGCAGGATCAG
AAATCAGATTG
>CL3075Contig1
TTTTTTTTTTTTTTTTGAGAAATTGTTGACCTTTTATTGCAGTCCTTAAAAACAAACAGC
AACAATAAAAACAACAAAGTGATAACAATAATATTAATAATAATTATTAATGTAAAACAA
CATAACAGACAATGACAAAAAAAAAAAGACTCAAGATATAATTCTTCAAACTCGTCCCAT
GTACCTAAAAGCTGTGGACCTATTCTGTTTCGATTTCAGGAAACAAATTAGGAATGTCAA
GGTGTAGTTTGGGTGCACAATGCGCTGATCCCAGATGGAGCCACCTGATAGCAGGATGGA
TGGAGTACAAACACAGGAAGAAATGACAGATCAGACAGACGGGCTGATGCAAAAGGGACA
GTAACAGTCTCTGTGAGCGGCCGTTCTGCAGTAGAGATGCACATCAATATGTCATGTTTA
ATACATCAACAAGCGCTTCCTCTCGACACACGCATTCTGGCGTGAAACAATAGACTTAAA
GAACTCCTAACTGATCATTTCACAAGCTCCTACGGGGGAAAAAAAGCATGATACAAACCC
CTGTACTCTTAAAACGACCCCAAAGTTACTAAAAAGCATCAGTGAACTCCCCGCGTGCTG
CTTCTGTTCCAGTCAATCCTCTGCCTAAGTATTCACATGTGACACACATTTGACCCTGCT
GTCAGTCTGGCCGGCAGCTCATTTGAATCCGTTTCCAGATAAAGGAAAAGCGCTCGACTA
GGCAACACANAATGACGTTATGCTTCCGTTCACTCCCAGTATCACACACAGGTCAAGTCC
AGCCAAGCAGCTGAAGCTCTTCCAGGCGTGGGGGGGGGGGGGGGGGGGGG
>CL3076Contig1
TTTCAGGTGGAGGATCACTTTGGTTCCTCGGCCCAAAGGCTCAGAATTGTCCAGTTTCAC
TGTGAAGGAGCCTCCAGCAGAGGATTCCCAAGCGTACTGCTCGTCGTCGTTGTGTTTGGT
GATGACTGTCACCTTCTCAGCCACCAAATATGCAGAGTAGAAGCCCACGCCAAACTGCCC
GATCATGGAGATGTCAGCTCCGGCTTGTAGAGCCTCCATAAATGCTTTGGTTCCAGATTT
AGCGATGGTTCCCAGGTTGTTGATCAGGTCCGCTTTGGTCATTCCGATCCCCGTGTCCAT
CAACGTCAGAGTCCGCTCCTGTTTGTTTGGCGTGATTTCGATTTTGAGTTCCTTTCCCGA
GTCGAGCTTGGCGGGGTCAGTCAGGCTCTCGTAACGGATTTTGTCCAAAGCATCTGAGGA
GTTAGAGATAAGCTCTCTGAGGAAGATCTCCTTGTTGGAATAGAAGGTGTTGATGATCAA
GGACATAAGCTGAGCGATCTCAGCCTGGAATGCGAAGGTCTCAGTCTCCTCCTCCATTGG



TTGGTCGTGCATCTCAGGCATCTTGGTCCTCCGTGGGAGTGGAATGCTCCGCTATTGATC
GCTGTTTCTCGCTTTCGTCGCTCCACTGCTTTAAAATCTG
>CL3077Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTCTTTTTCCCA
CTTTTATTGAAAAAGAAAATGAACGCGTTCTTACATTATCACATAAGTCCAACAGCTGAG
CATTAACTGGAGCACCTTCCACTGCAAGTTCAGCTCAAGCTGACAAACAGTACAACGAAC
AATGGTTGGAGGCGTCCCTAAGGAGCTGTAAAACAAGCTTGTGCAAAGATCTCTTCTTTA
AACATTAAAGATAATGCAAGAAAACGCACATGTGTTGGTTTGGAGTAACAGTGACAAAAA
CAGGATGTTCAAAAATAGACCATACTTAATATAAGTATGTCTTTCATGCCAACTGTTGTT
CATACAAAAAATTCCCAAGAGATTAACTTTAAAAAAAATGTAAATGATAATCCCCCTAAA
TTTTGATGTGACCAATAAAATTAAATTGTCTAAAGGAATGTGTTGTGAAAGTAACAATCG
CACCACAAAAACACACAGTTGCAAACAGTTTCCTCCCAGATGTACACATAAAATAAAATT
ACCTTACAAAACAAATAAAGAATATTATAGCTCATCACGCATCTTTTCTCCTTTAGGTCT
AACCACTCTACCAATGTACAAGATGGAGTTGGTCTTGTTGTCTTTCACCAGGAAGATGAA
CGGGTGATCGACGTAGAAAAGCTTGGGGTTCCTCAGCTTGTCTGTGCCAAAAATGCTAGT
GTCGTACGGGTTTCCGTCCACGTCCAGCTCCAAAGCTGAAGCGTGGAAGAGATTCGAAAG
ATAAAGGTCTTTCTTCCCTGAGATATTCGACAGATCTGCTTTGGATTTGTCCACAGCCTC
GGT
>CL3078Contig1
GGTTCTGAAACTCAACAATGCACACCAAGGGAAACTGCTGTTGCTCTTTTGAAGACTACA
AGCTGACCACCGAATGGCTGATGAACCAGACAAGTCATCGTCCCAAGGTGGCAATAATCT
GTGGATCAGGACTTGGACTGTTGGCTGATGGTGCCTCCAACAAACAAACCTTCAGGTACC
AGGACATCCCCAACTTTCCCATCAGCACAGTTCCAGGTCATGATGGCTGTCTGGTCTTTG
GGACAATTGAGGACAGATCTTGTGTCTTCATGAAGGGTCACTTCCACCTGTATGAAGGTT
ACACCCTTTGTCAGGTGACATTTCCAGTGAGGATCTTTAAGCTGATGGGGGTGGAGTTGG
TGCTTGTCACGAATGCCTCTGGAGGAATATGCCCAGATTTTAAGGTCGGAGACATCATGA
TCATTAAAGATCACATCAATCTACCAGGTTTCGCCGGACAGCATCCACTTTGTGGCCCCA
ACGACGAGCGGTTTGGGATCAGGTTCCCATGCATGTCGGATGCCTACAGCAAAGACATGA
GAAGTGTGGTGGTTGACATAAGCACTGAGCTTGGCTGCAGCGACTTTATCAGAGAGGGCG
TGTACTGCATGGTTAGCGGACCAAACTTTGAGACTATTGCTGAGGCCCGGATGCTGTGGA
TTCTAGGCTGTGACTCTGTGGGCATGAGTATGGTTCCTGAGGTGACTGTGGCCAAACACT
GTGGGCTGCAGGTGGTTGCACTCTCCCTCATCACTAATAAGGTGTCTCTGGATTATAGTC
GGGAGGAGAAAGTGAACCACGAGGAGGTTCTGGAGATCTGTAAAATGAGAGCCGAGCTTC
TACAGAAACTGGTCACCTCCCTGATCAGTCGCTTCAACCAGCAGCAGATTATCAACACAA
ACTAAATTGACGATCTC
>CL3079Contig1
TATTTGTGCGGTCACAGAAAATGATCTGACATAACTTTACAAATGATATTTCTTTAAAAT
GATCTGATACATGTTTAAAGTAAAGAACAACCACTTGTGTCGTAGAGATGAGAATACTGA
AGCTCCAACATGAAGAGCTGCTCTGCAGAAAAGTCCTCCATGTGCTCCTGTCACACACGT
GTGTGTGTGTGTGTGTGTGTGTAAAGCTGGAGGTCATCACGACCAGCCTCCTTTGCCGCC
CTTCTTCTTTTTTGAAGCCTGCTTCTTGCGCGTGCCCCCAGAGGACGAAGGTTTCTGTTG
TCGAGGGGGGACCACGCCAGCAGAGGGGGCGGCGGTTGACCCAGAGCTGGGTCTAGGGGA
CGTGGGGGGGCTGCTGGCAGTTTTACTGGCATCCAGGTCTGCTAAAGCTCCTCCGGTTGC
TCCCTGCGTGCCTTTCCCCACCTGCTCCTTCTTCTTGCCCTTCTTCCTGCCCCTGTAGTA
CGAGCGCTCCCTCATGGGGAGCCAGCGCTCGGGGTCGGGCGTCGCTTTGGGGTCATAATT
CTTGGGAAGTTTTCCTCTCTTTTTCTTCTTCTTCTTCTTGACCTCTGCTTGCCCCGGCTC
TGTGGGGAGGTTTTCCCCAACCACTTTGGCGGCCTTCTTCCTCACGTAGGTGGCACCGTG
CGAGTTCTCCAGCTCGTCCACGTCAACATTAAAGGACATTGCGTCTGCGGATGGCAGGTG
TTTGCTGAAGGCCTTGGCCTTGTCTGTGTCCACCAGAGAATATGCAGAGATGAGCTGTGC
CAGTGTGTACACGTCCTTGGTGTTCTGTTTCCACAGCTGCTCCAGGTCACTGACGGCCTC
TTTCTTTCGGCCATATTTCAGTTTGAAGTTGGCTGCTTCTCGCACAAGCGCCAGGTGTGC
TGCAGATCCAGGCTGTTCTGCCTGGTAGTACTCTATGGCCTGCTTGAAGACATCGATGGC
GCCGTCAATGTCCTCCTCATGGGAGTACATGGTCACCAGAGCAGAAACCATCCCGGCTTT
GTGCTGATACTCCTCAATGGAGCGCAGGACGTCACAGGCTTTGGTCACATGTCCTTCCCG
GCCATAATGCCCGGGTTTANC
>CL3080Contig1
TTCGGCACGAGGATTTCTGGATGAGCTCCATGACCACGGTCAGCTTCACTCCATGTCCTC
CTGGATGGAGATGTACCCTGCCCTCAGCTCAGACATGCGCTTCGCCAACATGCTGGGACA
GCCTGGTTCCACTCCTTTGGACCTCTTCAAATTCTACGTAGAAGACTTAAAAGCTCGTTA
CCATGACGAAAAAAGAATAATTAAAGATATCCTCAAGGACAAAAGCTTCATGGTTGAAGT
GAACACCAGCTTTGATGATTTCGGATCAATCATCAGCTCAGATAAGAGAGCCGCTACACT
GGATGCAGGGAATATCAAGCTGGCCTTTAACAGTCTGCTGGAGAAGGCTGAAGCCAGAGA
GCGGGAGCGGGAGAAGGAGGAGGCCCGCAAGATGAAAAGAAAAGAGGCCGCTTTCAAGAC
CATGCTAAAGCAAGCCACTCCGCCCCTGGAACCAGAGGCATTGTGGGAGGGAGTCCAGGG



AGCGGTTTGTGAAAGAGGCGGCCTTTGAGGACATCACGCTGGAGTCTGAGAGAAAACGAA
TTTTTAAAGACTTCATGCACGTCTTGGAGCATGAATGTCAGCATCACCACTCCNAGACAA
AGAAGCACTCAAAGAAGTCCAAGAAGCACCACAGGAAAAGATCTCGCTCCAGATCGGGCT
CTGAGTCTGAGGAAGAGGAGTACCACAAGAAGAAGAAGAGGTCTCAGTCCAAATCTCCAT
CAGAACGATCAACTAGTGGAGAGTCCGAGAGGAGCTATAAAAAATCCAAGAAGCACAAGA
AGAAGGGCAAGAAGAGGCGCCACAAGTCTGCCTCGCCAGATTCTGACAGCGAGAAGAAGA
CGAGAGAACGTGAAGGGAAGCGGGAAAAAGATGCAGAGAAGGATAAAGAGGACAAATCCA
GAGGGAAATCCCGCCCAGACTCCAAGCAGAAATCTCCTAAAAGGAAAGCGGCTAAGGAAG
AGGGCGGCTGGGATACATCAGGCAGTGAGCTGAGTGAAGGAGAGCTGGAGAAAAGAAGAA
GAACCTTACTGGAGCAGCTGGATGCACCTTAGCCTGCAGCGACTGCATCATGCTGGACTG
AAGAAGCCCTTCGGTTTATGGGAATCTCCCTCACTGTTCTTATGAGCATTTTCAGACTAA
TTGATAGCAAGAAACTGAATTGGAAATTTTTCACTTGTTAGCATTGAGCATTTTACTTTA
GCGGTTGTAGTTGTACATGTTTTCTGTTAACTTTTTTTTTATTAAGGCATATCTTAATGT
CAAGTTGTCATTTTGACCAATTTGTGACTTCAGTGCAAATATAATCAAAAGAAATGCCCA
TTTTGGTGCATTTAATAAAATGTTCAACCTGAAAAAAAAAA
>CL3081Contig1
GACAGAACTGTTTAGAATGATTNAGTAGAAATGGATGCTTTCTAAGGCTTCAGCGTAAAG
AGATAAGGAAGATCCTACAGTGACAGCAGCCAGATAGAGGAATAAAAAATATCATCTCTG
CAAATTCAGAGCTCCTCCTTACAAACACCAACAGACGCCAAAACCCTTTGACGTAACTCA
CACCACGTTTTAAACCGTTTTCGGAGATGGGAGCACGTTTTTATGAAGGCATAATATTTA
CCTTTGTTCTTCGTTTTGCAGAAAAATGACAACTTAGGCTTTTCAGGGCGGAATTCCAGA
AGTGGAGCAAACCTAAAAATGAAAGCTTAAGGCCACACATCACAGCAGCATTTCATAAAA
TATGACAGTTATATGAGTTTACCCCTCAAGCTTCTGTGACAAATGTCAAACCAAAAAAGC
CATTTTCCCTGCTACCGAGGCAGCATGGCCAACAGATTCGTTTAAATGCTGCTTCATAAG
TATGAACTGAGTATTTTAATGGTAAAGAATGCTGACATGGTTGTGGCACTGAGTCTGGAG
CAGACCTGCACTGACCTTCCAGGTGTCAGAAAGATAATAATAGACTTCTGTCACCAGAGA
GCAGGTCCTGGCTCTGCGTCTTCACGCCGGAGGAGGGCTGTAAACAGACACCCACAGCTC
AGTCCACGCTAGAGGGTCTCTCCTGGACCTCGCGAGAGTGCAGCAACTCGGACTTTACCG
TATTTACACGGGGATAAAGCGTGGCTGACGGTAAAAAACCACGAGAGGCTTTAGATCAGA
GGGAAAAGTTGACGCCCATCAATGCAAAGGCGGCATTTGAATGCGGGGAAAGATCAGCTG
CCAAACCGGTCGCACTTCTCTTGCCTGTTTGTCAGAAACATGTCTTCAAACGCTCCTTCA
TGTAACACTCAGAGAGGTGATCCACAAAACTA
>CL3082Contig1
GGTCGTGCTGCCCAAACCTGTAGGCACCTGCAGGTACCGGCATCGCTCCTTGAACCCACG
GAAACTAATTGAGGTCAAGTTCTCCCATCTGAGCAGGAACATGACTATGCAGCGCACAAT
GAAGCTTTACCGCCTGCCCGAGGCTCCAAAGACTTCTGGTCTGCGACCGATGACCAAGAA
GGATGTGCCAGTGGTGCATCGCCTTTTCCGTGAATACCTGAGCCAGTTCAACCTTGTGCC
TGTCATGAACCAGGAGGAGGTGGAACACTGGTTTCTGCCCCAGGAGAACATTGTTGACAC
CTATCTTGTGGAGTCGAATGGAAAAGTGACGGACTTCCTGAGTTTCTACACGCTGCCCTC
CACCATCATGAACCATCCTGTGCACCGGAGTCTCAAAGCAGCATACTCTTTTTACAATGT
GCACACCACCACCCCACTGCTTGATTTGATGTCTGATGCTCTCATTCTGGCCAAATCGAA
AGGCTTTGATGTCTTTAATGCACTGGATTTAATGGAAAACAAGACTTTCTTGGAGAAGTT
GAAATTTGGCATCGGTGATGGGAATCTACAGTATTATCTGTACAATTGGAAGTGTCCCAG
CATGGGGCCAGAGAAGGTTGGCTTGGTTCTGCAGTGACAGCTGAACCCTGAGAGCACGAG
TTACCAATGAGGCAAAAGAACGCACTGTGGACTGATGACTTCCTGCTTAGGAGAGGAAAC
TACCGCCCATTTTTACTTTCTGACCTTCTGAACTCTGAGCTGCACTACCGCTGCCAGGCC
TGGAGGCTGGGAAAGCCCGCATCTTTCCACCCTCCCCGATCACACGGACCATAAGCCATT
CTAGTTCTCATCGCAGACAACTGTATTTCATCAGAAAGCTGTCTTGATTGTACACAAATC
TGCATCTGTTTGCACAGATGACTGGCCACCAAAACACTCGCAGCTGGCATATCCAGAAAA
TCTTCAGAACCTGTAAATAATGTCAGACATGACTGCGTTTATGCCCTGAACACATGCAGA
CTAGAATCTTCTGTTTAATTTTATTCCTAAATGTTGGAAATGCTTTTTGCTAATAAAAAC
AAATCACTCATTCTTAAGTTTTAGAGCTAAAAAAAATCCCATCAAAATAAGAAAAAATAT
TTTAACACGTTCAGAGGCCCTGAAAAAGATGCGGTAATAAATACCAAAACTGGANNAAAA
AAA
>CL3083Contig1
GTGCCGGCCGNTAAACCCGGGCCTTATGGCCGGGGAAACTCCTTTAGCCTCTGACATCCT
TTCATCATCTGACAAACTCTTTCAGTCATGGCCGTGATCAACCAGCCGGGTAAATTCCAG
CCGTCTGACTTCCAGACCGACGTGTGCGACTGCTGCGACGACGTTAAGATCTGCCTGTGC
GGCTGCTTCTGCTACCTCTGTCTGGGCTGCACCATCGCCAGCGACATGGGCGAGTGCTGC
ATGTTTGGCACCGGGTATCCCATCCGCAGCGTCTACCGGACCAGATACAACATCAAGGGT
TCCATGTGTAACGACTGCCTGATGTCGCTGTTCTGCCCCGTCTGCTCCACCTGTCAGCTG
AAGAGGGACATCAAGCATCGGAAGGAGCAGGGCACCTTTTAAAAACGAGCACCGGTCTGT
CCAGGCGGCGTTTGTCCTGCATCATCTTCTACTGTTCAGCCTGAAATCATTCCATTGACT
GTATACAAGAACGGGACTGACATTCACTATGACATCACACCGACTCGCTCCAGGTCTCAC



ATACAGTCAATAGTAACACAGGAAATTTAATTTCTTCCTAAAAATGACTTGAACACAGAT
TTAATTTTGACTCAACTTCCTTTTTTAAGCTTCAAAGTAAAAAAAAATCCCTTTAATATC
AGAATAATTACTTTTCAACTTTGTTTTTTGTGTCGATGTGATTTTTTACTGAATAAATTG
CTTTACTTTGTCACAAGGAAAAGCTNGAACCAAAN
>CL3084Contig1
TGCAGGNAATTCGGCACGAGGGGAGGAAAGATGGCGCCGTCCCCGACGAANAGGAAGGAG
GACGACAAGAGCAAGCCGCGAGGCAAGGAGAAGTCAGGAGCCACCAAAGAGGCCGGGGAC
AAGGAGCGTGGGCGGAACAAGACCCGGCCCCGGCGCAGCGCCTCCAGCAGGAGCAGCAGG
TCCAGCTCCAGCTCCAGCAGCAGCTCCGGCTCCAGCTCCGGCTCCTCCAGCGGTTCCAGC
TCCTCCGCGTCCAGCCACTCGGGCTCCTCCAGCTCCCGCTCCTCTTCCTCCTCCTCCTCC
TCGTCCTCGCCGAGCCCCAGCCGTCAACGGCATAACAACCGGCGCCGCTCTCGGTCAAAA
TCCAAATCCGCCAAGAAAGACGAGCGGGAACGCCGGCGGAGAAGCCCCACCCCCAAACCC
ACCAAGGTGTACCTGGGCCGGCTCACCAGGAATGTCATCAAGGAGCACATCCATGAGATC
TTCTCCACCTACGGGAAGATCAAGATGATCGACATGCCTGTCAACCGCGCGCACCCCCAC
CTGTCCAAAGGCTACGCCTACGTGGAGTTCGAGAGTCCGGAGGAGGCGGAGAAGGCGCTG
AAGCACATGGATGGAGGTCAGATCGACGGTCAGGAGATCACGGTCACCGCCGTGTTGACC
CCCGTCATCCGACCCCTGCCTCGCCGGCTGTCTCCTCCCCGCAGGATGCCTCCCCCGCCC
CCCATGTGGCGGCGGACCCCCCCTCGAATGAGAAGAAGATCTCGCTCTCCTCGCCGCCGC
TCCCCCGTGCGTCGTCGATCTCGATCTCCGGGCCGCCGCCGCCACCGCTCTCGCTCCAGC
TCCAACTCCTCCCGTTAGGGGGGCCCCTCCTCCTCCTCGTCTCTCCATCTTTGATCAAAC
TTTTAAGCCGTTTGATTTTACTTGAGGGGGAGTGGCTTAAGCCCATCTCCGCCCCTTTCC
AGTGGCGACATAAAGCCGGTCAGTTTTCCGTTTGATCCTCTGTGCAGTGGCGTGATGAGG
TCACGCCCCAAAGGTTGTGCTTTTTCTGTACTTTGGTTTGTGATGAAGCCCCGCCCCCTC
CTGTAACTGTTGCATTGGTTTCAGAAAT
>CL3085Contig1
TTTTATTACACAAAGGGAAAGTCTATCACAAAGTTATCACGGAACATTTAGCAATAAATA
TGAAGACTGTACACGACGGTGAACCGAGACACTGTTGGTTACTACTAAAAGAAACCATGT
GGCAAAGACACTGCAGCAGTCACAAACACACGGCGAAAGAAAAACGACAAACAGATGATC
ATGACACGCAGCAGGCCGCCGCACAAACCACCCAACTCAGTCCACCTCCACAGTCACTGA
GCCAAAGTCTCTGGACCTCCTATGAATGGCCAACAGGGAGTAAAGCCAAACTGCATCGTT
TTAAATGTCTGTAGGATCCCTGTGATGGGTTTTTTTTTGTCCTATGAAGAGAAAAAGGCG
GCGCTCAGAGCGGCTGAGGCTTCAAACGGGCCGGCAGTGAGCCTGCAACCCCGTGTCCAT
TCAGGACAACTTAAACACCCCCTTTTCATTCCCATCTTCTCCCTTTCTCCTGCTTCTTCT
CCACATTTTGCTGCCGCCCCCTTCGGAGTGCAGGGGATCTTAGGATGGGCCTCCCCCTCC
CTGCGTCTCTTGGCTGATGGAGCCTTCTGTCGGGGGGGCTGGAGAGGGTCCTGGGTTTCC
TTCTCCGGCCTTCAGATCCATCTCCGCCATGTCTTTGGAGAGCTCGCTTGTGCTGCCCAC
GGCTTTGCCCTCTCCTGAGATGTCGGGCACGGCATTCCTGCGGCCTGTGCGATCACAGTT
GATGAAGTCTGAGTACGACGTCTCCACGTCCATCATCTGTCCATGACCTGCGCTCTCATT
ACACCTTGATGGGGTCGCCTCCTGTTCTCCACTTGTTACAATAGAAATTGAACACCATGG
ATCCCTGCTTTAAGTTCCCGGCAGTCAGAGGAAGCTGCAGCACGTCGAACTCGACCAGAA
CCGCAGCGGGAGGTTCGGAATCAAAGCAGGGACCCCTCGTTCGGGAGCCTGCTCGGAAGC
CGTCTGCGAACAACGGGGAGAGCCAGTGTCTACAAAACAGCTGTTTTCCAAAATGGAGTT
TGCTGTGTCCAGT
>CL3086Contig1
AATGTTTATTTAACATGTCAAAGAAGGGGCACACACCGGTGAATTTAAAAGGGGATTGGA
ATTATTGGCCAGAACTAGGACTTAAAACTTCATACTAACCGTAATTAGGTTTTGGCTAAA
TAGGAAAATGTCTTTTTGTTTCTTTTTCTTTTACTTACTTTCTTTTTTTCTTTTTGTTTT
TATAAAAGAAACCTTATGTACACCAGTTCTTTTATACAAGAGGTTCATTGGATAAATGCA
TCAAAAAGAACCCAGTTCTGCCTTAAAACTTTACAAAAAATACATTTTCATTGAGAGACG
TAGAAAAGGAGGCGGTCAAATATTGACCAATAATATTTCTTCCTTTTCGTTACTTAGAAA
AAAAGCTGTTCTAATACCTATTTGAAAGAAAAGCAATATACAGCACAATAAATGAGAGAA
AATAGCTTGTGTGGATTCACTCAGTGGGTTTAGTGACCAAAGAGAGGGGCTGTGACTGGA
ACAGGGAATGATGGGAGTGCAGGGCTGCCTGATGGAACGGGGAGGGTGGGGAGAGCATGG
AGGGGTGTAGAGAGGTGAAGGGGATTGGCCGGGTGAGGATGGGTGTGGACGACTGGCTAC
CTGAGGTGCCAGAGGGGATAGAGACGGCGGGCTGGGAGGAGGAAGAGGAGGAGGAAGTGG
ATCCAGAGGCCTTCCCTGGCAGAGAGAAGTGGTGGTGCATGCGTCCCTCCGGCTTGGTGG
TGAGCGATAGGGGCTGGGCCTGCTCCGAGTGANTGGCGGCGGGGGCANCGGGGGAGGCCA
AGGCANCANAANGAGTGGCANGTGAGTCCAGCATGCTTCCATGANAGGATGTTGGGCTGT
CACACATCTTCTCTGANGGCANGTACTGCNCACNCTGCTTCTTACTCCTTATTGANAANT
CCTCTGGTTTT
>CL3087Contig1
TAAAATTTATTNNTTTTTCTGCAGTCGTCGTGATTTTGATGAACATGTACAGTAGAAGTC
AGTTGATGATGATGTGATTTGCCTAATTTGACTTTCTCCTTTTTTTATAACAAAAATACA
ACTCTGTAAATTCACAAACCTCTTCAAGTTGACGTGGTGGAAACATCTAAAGAGGGTTCA



CTTACTTCTGTGGATCAGGCTGGCGGCGACCGAGAGGAACAGCTGAAGGCCGATGGGAGG
AAAACGCCACAGGACAGACGGAGGATTTGATCTACGGTAAACATCAAAGCACCACCGACG
CTCCAGTCCATGTCTGAGTCTGAGACGCATCTTCACCTACGGCTGACCCTCATGATCTCA
GCAAAGTCTCCTTTCGTTATGAAGCACATCACACCGAGAAATAAATAAAATCTGCTCCAC
ATCTGAAGCCGTTGGTACACTTTGCTCACAGAGCAACAGATAGCACACAGTAAGGGAAGC
AGCTTCAGTCTGCCAGAGCCAAGTTCTTGGACTGGGTCTTTGATAGGTGGTCTGATATAC
CCGCCTCCAGCCTGTCGCACTGGGCCAGGAAGTCCTGCACGGTTTTTATGAGGCCCCTTT
TCTTCACTCTGAAGTCGTTAAAATTCTCCGGGACAGATATGGCGTCTATCTGCTCCAGAA
TCTTCATGAACTGCTCAGCAGCAACTTTAACTCTCTGGTCAAGTTTGCTCAAAGCCTCAG
CTTGGAGGTCTTTGGCCAAGAAGCCGTTCTTCAGTCCCGTCAACTCCCCGTCCACCTTCT
CCAGCTTCTTGGCGGTCACTTCCACCGACTTCTCAATGTCTTTCAGCTTCTTCAGCTCAG
CTTCTTCCTCCGGACTGTTCCGTTTCCCGATCATCATGAGTTTGCAGCCGTCTTTGATCC
CGTAGGTGGAAAGCCTCTCGTCCATCTCTTTCAGAGACTTCCCTTTGAAGATGAGTTTTT
GAGAGGCGGGGGGAACGCCGGTGGCCTGACAGACAGCTTCTGATAAATCCTTCACTGCCG
GCCCGTTGCCGTCATCTGGACTCGTTAGTTTGATGTTGTGTTTTACTGAACCGTAGTTGA
CTATCAGGTTTATCGTTTGATCAGACATGTCTTTGTGTTTGTTCTTCAACCTCAACACAA
GTCACCCGGCTATCTCCGCTAACAGCTAACTACCCCCGGCCATAATGCCCGGGT
>CL3088Contig1
TTTTTTTTNNGAATTTGAAAGATTTGTTTTTATTTTAACCAAAAAGCGATGAAACAGACA
AAAGCAAACCAAGCTTGTTTCATTACAAGGTCTCACAACCTCTAATTTTTATACAGCAAT
AGAAATCAGTACACAATTTAAAAAAAAAGTTCAAATGTTACTCGACAAGCATGTCAAGAC
TGCCAGAATAGAAAAGAACTAATAAAATGTTTGCACAGTTCCACATGTAGGTGTATCAGC
GTCAGATATAAGCAGTAATGATACTAGAACCAACACAAAAGCTCTACAATAAAAAAAAGA
GAAAACTGGAAGCTGCTGAACAAAACTGAATCAATGCAGACTCACCTTTACACATGCACC
AATTAGAATTCAAAAGGTATTTTAGCATGTACGTTCTTCCAAAAAGTCTAAAAGTTCATT
CTTCCCATACTATGAACAGAATCAGGGAGCCCAGAGGCCAAAGCTTTCAACAACAGTACA
GGAAACACATGGAATAGGAAATTAAAGTGGTTATTCGGAGCCTTTTTACCTGGAATGGAA
TCACAACATGATATAAATTCCATCACATTAAAATGGACTAAGAACCTAAAGTACTGTTGG
TTACTGAAAAGATTTACAGGAACCATTTCCTTCTCACCCACACATCTGCCACAAACAGAG
CCCTGGCTTTAGCTTTAGACAACAGTGAGACACAGACTTAACATTTCGG
>CL3089Contig1
GAGGGTTTTCTGCTGTTTCTTGTGCCGCCGTTTCTGGAACTTTGCCGTTGGTGGAAAAGC
TCCTCCTTTTTTCCTGCTCTTCAACCACTCGGGAAGACAAAAGGCGTTTAGGGGGAGGGT
CGAGGGACGCGACTCCGAGTCCGGTTTGTTGGTACCTGTGCCTTGGCATGCATTTTACTG
CGGTCGTCGTCCCGATGCTTGTTCTGTTGCCTGCTGAAGTGTTCTAGACATAAAGAGGTA
AGCTGTTTTCATACGTAGGTGTCTCTTCTATCTCACATGTGCATGTCACTGAGCTATCAG
GAGGAGGACTGAAGCTCCATGGTGACCTCCACACACACCCCCAAAGCGCCATGGCAATGG
AGGCCCACAGTACAGTACTGAGATTTCCCCCTACCAGGCTGGGGCTATGCTTTTTAAACT
GTAAATTAAATATCCAGTCATTCAGAAGGTTAGCAGAGGTGCCGAACCTCTACAAGAACA
GAAACCTGATTTTTTTTTGTTTGTTTTTTTTTGGTACAGTTCACTGTACATTTGAACGCA
TTTGGAGGANACCTGATGGAGGTTTTGGTGTGTAA
>CL3089Contig2
TCGGCACGAGGGAACAAGAGGAGGGACACCAAGGAGATCTACACCCACTTCACCTGCGCC
ACAGACACCAAGAACGTGCAGTTCGTCTTTGACGCCGTCACCGACGTCATCATCAAGAAC
AACCTCAAAGACTGTGGGCTTTTCTAAGGATGACGGTGACGACCACTTTCTTTCTTGGCG
GTGGAGCCAACTTCTGAACATCTTTGGAGGGGAGGGGAGGATCATGATGGACCAGTGCTG
TACTATACGCCACTTTTAACAGCTTTATTTATGTTTTTGTCTCAGAACTTTGAACTAGCG
TTACTACATTTGTGCAGGATGTTTGTATCACGTAAAAGAATCACCGCAAATGTTCACTTT
TTTTTTTTAAATCAATTTTTGTTTTTTCCTGAGGANACCCCANGTTTTCTGCTGTTTCTN
GNGCCNCCNTTTCTGGAACTTTGCCGTTGGNGGAAAAGCTCCCCCTTTTTTCCNGCTCTT
CAACCACTCGGGAAAACAAAAGGCGTT
>CL3090Contig1
TTTATTCAATAAACAGTACAGTTTATAAATTCCTAGGATAAAATAATAAGTGGGAACACA
TACGAAGCATTTGGGAGAGAATTCTCCAAAGTTCTGGAAACCGGGGCAAAGGGCTCCTAC
TTGCATCAGTGCCTTATTTAGTGAGATCCCCCTTCCAGTCAGCCTCTGTGAAGACTGCCA
CTTCGTCCAGACACGTACAAGCATTTTACAAGCCGGAGAGCTCCACAACGACAGCAACCA
CCAAACGGAACGATCCGAAACCCGGAGGGGTGCTCATGTTTCCACACTAAGCCTCAACCC
ATGTCATAAAAATATGCTTTTTTTTTTGGGTTTTGCATAAACTTTATGCAAAACATTAGA
AAAACAAAACAAAAACACCCCTACAACGTTTAGAGGTTTGCCCTGTAACTGATCTGTGTG
ATGATCACAAAAGTCAAGCTTGTTTTTACATTTTGTTATTCTTTTTAAAGCACTGTAGTC
TCACTGCAAGGAAAAAGACATCTCTTTACAGGGGTGTGGCCAAGCCCCCACCCATAAGAG
TTCTGCCCGACCCTTAACAGAACAAAGCTGTGCCGTCAGTACATTCTATTGCCCTCATTC
AGTTCCCAAGGTGCAATGTCAGCTTCGAGAGGGCTACCCCAAGTCACGCAAGGAGAGGAA
AAGAGAAAGAAAAACCAACAAAACAAAAAACAAAACAAAGAGTGAATGTCACTCAGTTTG



GCTCTCGCAAATAATGTTGTTAAATACCTCTAAAAAAGAACTAAGGATGTGGCAACAGGT
GAGAGGGCCGTACGTCGGTGCGTTCGACGTGTAAACCCTTTTCCTGGTCTTGGTGTACTT
TCAGTCTTTCAGCTGTTCCCTCGACAGCTAAGAACTTAGCCGCCCAAATCTCCACTTAAA
GTTACGGATAAAGTGTAACTTGTGTTCGGATCTTCGGAGACGGAAGATGATGGATGTTTT
AATGTCAACACTTTCATACTCCAAGTTTATGGAGAGACTGAATGGACTCGACCCCCATTT
TTTTTTTTTGAAAGTACACCTTTACCGGATATAAGTAAAGAATAAATATTTCAAAAATGA
TGCAGACACGTGCCACTCTTGCTCTTAACTTCCATGCATATGGACTATTTACAAATTGAA
AAATACAGTCTTGCTAGTTTGTTCTTTTCGTTTTTTTTTCTTTTTTCCCCTGAAATGTCG
TTGCCCTTTTTTTGCAATCAGCCCATCGATATTCTCCCCGTCCAGATGACGACCTTAACC
ACATGTTGCAGACATAGCCAGGACAATTAAAGCTGTATTAAATTCTTTCACACTAATGGG
AAAGCATAAGTCAAAATCCAAACAGGAAAATTCACAATCAAACAGAAAAATAAAAACAAA
ACAAAAAAGAGGGGTGG
>CL3091Contig1
TGAGAAGGAGGAGAGGCGTGTTTAGAAAACGCAAACAGGGCAGAGATCCGGACAGTCTGG
CGCCAGGGAGGAAGCCGCAGTTTTTTAACATTTAACCAAACACTCCCAATACTAAGCAAA
CTCTGCGCTCCAGATGTACGCGCACGCACAAGCGCGCACGACAAGGAGAGGGGGAGGAGG
TGGAGGGAGGGGAAGGGGGAAGGCGCGCGCACATTTTTCGCACAACTTCAGCCTACAATC
TGGGGAAGAATCAGCGTAATTGCCGCTCAGCTGGCGCCTACCCACTTCTTGTACCAATTA
TGTGCAGACATCGTANTAGCAGTAATCCAAACAGCCATTATTTTTCCTGTTGCAGATGCT
CTTCATTACAGGCACAAGTGGGGATAATAGAACCCTGACGGCTACTTCTTCCATACNCTG
GAAATGCTTCTAATTTGTTTTTATTTGGCACCGATGACGCGCGTTTTTATTCATTTTTAG
AATCCCGTTTCCAATGGCTGTCGGGGGAGTGACGCATTCCCACGCGACAGCAGATTTTGC
TGCGGGAGCGTGGAAAGCCCTGGCCAGAGAATGCAGACAGACAGACAGACAGACAGACAG
GAGGGACAGCCCCACTTACCGCCTTAACGATGCAGAGTCCGGCTGTCATCTGTCATCAGC
TCTGATGGCAACTCCGGGGACTGTAATGACAAGATGCTGATGTCTGTGTTGAGGGTGGTC
AGGGGGGGCCTGGATGCGCCGGTCTGCCCCGGCCGCGCGGGGTGATGCAGGCTGCTCAGT
GCGACGCTGGAGTCCAGCGCGATCTGCAGGTCCAGGATGTAGTCGATGACATGCTGCAGG
ATTTCCATCTTGCTGACGTTCTTGTTCTGCGGGATGCTCGGCACCAGCTCCTTCAGCTTG
GAGTAGCAGTCGTTCATGTTGTACAGCAGGCTGAGCGGGTCGTCCACCGGGGTCTTGCTC
CGCGAGATTCCCAACGAGTGCTCCGTTAAATTCACGGCGTTTTTCCGGAAGGACCGAACG
GGGCTTATTGCTTTCATTCTCGAAGTTTTCTTCTTCTTCTGTTTTCTCTTCTATGTTTGT
TTGGTTTTAGTCCCGTTTTCTCAGCCGA
>CL3092Contig1
TCGGCACGAGGCAGAAAATTGCCTTCTCCTGACGTCAACAAACACCCCCTCCTTTGTCTG
GAAGGGCCGTAAAGGTGGACTCCAATGAAACCCTCACAGGTGTAGACCCAGATGCTGCCA
GCGGCTTGAACAGCAGCTGAGTTCAATGCAGCTTGTTAACGCTTGTTTTCTAATAAGTCT
GAGGCAAGATGGAAACTGGCTCAGAAATCCCCAAAAAGTGGCCTTGGCTCCCCGGGTGCG
TCCGAGTATTAACAGGTTCCTGATGACGACGTGCGGCGCTCGCTGCGGGTCCAGCTGTTG
TGGAGCTGCGAGGGTGGAAACGCAAAGATGAGGCGGGTTTTCTGAAGGAAGGAGTGGTAA
CAAGAGCCAGGTGTCGGGACTGTGCGGAAGGAAGGCTGCGGGGTTTACGATTCCTCCGAG
GAGGCGTTACTTAAACGTCGACGTGAATTAACCACCAACGGGGTGGGCGTGGCTGACGCC
CGGCTCCCAGGCGGCGCTGCTGTCCCCTGACGAGGTGCTCGACGACTCCTGCGTGGAGGA
GTCCGTCATCAGAATGGCTGCTGCCGGTGTTTTGGGATGTTCTTGAATGTCGCCGCTGCC
TGGTGGTTCTTAGCTTCATCATGTGACCTGAGATGGAAAAAAAAAAGACGTGGAAAAGGT
GTGAACAGTGTGGCTTAAAGAGTCTAACTCCCTTTTTTTTGGATGTAAATTTCAAGAATG
TAAAGAAAAAAATGTAAATTAGATTAATACACAGACTTATATACTGTGTATATATATGTT
TATATACAGTACACTTTATTGCCATCTATAGGGGGTCTTTACGGCTGAAGCTGTCGCATC
TTTTTTTTATCAAAGTGCATGTCTCAGTTTCTGTCAGTGCAGTCTTTCTGAACTCTGCCA
TCCTATCAGCTGTTACGTTTTCTGTAGAATCAGTTAGAAATGGTATCATGCAGTCGGCCC
ACACAACACCTGCATCCATGGCGTAAACGGTGCAGGAGATGATGTTTTTTTAAAACTTTT
AATGGCTTTAAAGTTTGTGTGCAGACGGAACACCGCGGAGCGATCAAACCCCCAACCCCC
AGAGAGTTCTTGCAGCTTAATCTGCATCACTGTGTTTCCTGTTTGGCACTTTTTCCTCGT
CAGGCTGCTGAGCTGTTAGATTCCATCGCAGCCAGAAAG
>CL3093Contig1
TTGTTTTTTTTAGAATATAGTTACAGGACTCACTGATGGCGTCCTTAATTGTTCCACCTG
TTCTTTTTCATTAGTCTGTTAAATACATCACCTGACATTGCCATCATTTCATTTTAAAGT
CTGTTGTTACTTCAACTTTAGAAATGGCAAAGTTTGCTTTTTTCCACACGACACCATTTG
TGCATGTGTGTACATCTGTGTATGGCAGGCGCTGTCAGCCGGAGACAGGCGGTTATGCAG
ATGCCTGAGCCTCTCTGCATCTCTGCGGAGCCTCAACCTTCATCCTAAAGCTCTCCCAGT
AGGCAGGATCTTCTTCTGTCAGCGGCGAGGCAGAGGCGATGAGTTCACTGAACGACAGCA
GTGTGAATGGGCTGGGAGGAGGAGCAAGCCTTGCGGAGCGGGCTTCATCCGTCAGGCCCA
TCGCTACGGCAACGTGATGGTCAGCATCCAGCATGCTCTCTTCAAAAATCCAGGCCTCCT
CATGCTCCTCGTCAAGGGAGCATCTTGGTCTGGCGGAGCACTGAACCCGGCTTTAGCGGC
TCAGGTGACAGGTGGAACTCCACCCTCTGTAGGTTGAAGCCCAGACCGGTGCCAATGGCC



TTGATGAAGCTCTCTTTCAGCGTCCAGTGGCGGTAGAAGGTGGCGAGCTGCTCTCGCTCC
GAGCCGGCTGATTGGATGATGCTCCACTCGTGCGCTGTAAACTGACGAGTCATGATGCGG
AAAAACTCCGGCACGGAGCTGCTACCTGGCATTGAAGTCTTCATCAGATCCACTCCGACT
TGGACGCCCCGGTCTGCGGCGAGCACCACGTAGTCCCCTTGATGAGAGATGTTAAAACTC
CAGGACCGATCAAAATGTGGACTGATCTTCAGCGGGTTAGCCAGGTACGGTTTCCCCCGG
GGAGATCGCTCCAGCCGGATCTCTGTCCAAGGGATCCCCATCCTCTCACACACGAACCTC
CGGAGCAAAAGGCGGCCCACCATCGCAGATTTGGCATCCTTGGTGTAGACGAACTGTCCG
ATCCGGTCTTTCTCCTCCGGCTGAACGCAGCGAGCGGCAAACAGCCACTCAGTCCTGCTC
GGTGACCAGGACCTGCAGCGGAAAGCCCAGCGGACGGAGCCCATCTCTCCCCTCCGTCAC
ATGGGTTACTCCCAGCTGCGCTCGAGCTTCTACCATTCAACTGTACATGAATAGCAACTA
ACTAACTAGCTAGTAGTTAGCTACACCGCCTGAACAAACTTCAGAGCTAACATCTTCACA
GCCGCAGTTTTAATGTGAAGAAATGTAACGGCGCATGCTCTTGCACCTGGTCCTATTTTG
TTGACTATTTGGGTTCCCCCGGCCATAAGGCCCGGGTTAA
>CL3094Contig1
AAAAATCCCTCCGCAGAAACCAAACAACAGGTCAACACAACAGTCAGTCTTATTTACACA
CCAAACACACGTCATCTGCTAGTCAGGTGAGTCTGAGTCTTTGTCCCGCTGTGAAGAAGA
GGAGGGGGATGGCCACACCTCCTCTACCTTCACGCTCTGCCAAGTCAGCAGCAGATGGAC
GGATGAAGGCCATGAGGATGACAGCTGGTCTCTGTTGTCAGCAACCTCGCCGATTAACTG
AGTGATCTCCAAACATCCCAGGAGGGGAGTCCATTGGACAACAAGAGGCGGAGCCTGCGC
CGGCCACACTCACTGGTCACCATGGCTCAAACAGTTGTGGATACACGGTAGATAAAGGAC
GGCTCAACGTCTATCCAGACTCCTCTTCCTCTACAAAAAACTAAAAGTCTCCTCACTGTC
CGAGTCGCTGCTGGCAGACTCCGTAGCGCTGCAGGGCACCATACAAGTCCTCGTACAACA
CGTTTCTGTGCGATGGCACCGAGACAAACTCTGTGAGTCGGATGTGCCAGGGCAGGAAGC
CGAGCGTGCTGTTCACCGGACCAAACTTCACCACCAGCTCTGGGTCTGGAATGTTTTTGG
ATTCTCTAAGCATGACGTCCAGCATGGACACATTAATGTCTCTGGAGCTCCTCTCCTTGT
TCTCCACTGCATGGCAGAGCTTCCTGGCCGCCTGAACGATGCTGTGCTTCCCGTCTTCAG
GAGACAAGACTTTCACCGTGGGTCTGCAGGACACAACACAGTGCTGGTGTTCGTCACCGC
CGTTACTCAGAACCTCCACGTTGTATTTGGACCCGTCCAGTCCCAGCAGGTTCTGTTGCT
GCCTCATGATCTCCTCCTGCAGATGGGAGTTGTTTTTCTGGAAGATACCGTGATGATCGT
AGACGCTGACGTAGGACACACCAACGGCCATGCACCACACCACCAGGTTTGCGATGTCCG
TAAAGCTGGGCTCCTCCTCGGCTACCATCAACCCGACGTGCACCGGCAACTTCTCAAGAG
CTTTGCCATCCGCCAGCCACTGCGCGCGGCGGCTGCCAGTGTCAGCGCGGCTCCCGCTCA
CGGGGCTCCGCTCCAGCTTCTTCTGAGAGTCCGTCGGCAGAGCCGCGGGCAGGAGGAGCG
CCGCCGCCATCCGCTCCCACAAGCTACCGCCGCGGTTCCGCAGGCGGCCTCGAAGCCACG
ACATGAGGGCTCTCTTGACGCGAAGCAGAGCGAGCAGGAGCCGCCAAAGCAGGCCGTACA
GCAGCGCCATGAGTGCAGCTCCTACTCTGGAGAAATCAGGGAGAAGATTGATTTGCGTGG
CTCCGCCGCACTGGAGCGACTCTCAGCTCCCCGCTTTCACTACAGCTGCTGGTTCCACTT
CAGCAAACGGTGCTCCACTCCTCGGCTGGTTCCGATAGGCCAACTGGTTCTGTGTGTTAG
GTTGTTTCTGTTCGAATCACCTCAGCCCCGCCAATGTATCACCACCTCCACCATAACCCT
GCCTGTCAACCTCCGAACTCTGACCTGCGGAA
>CL3095Contig1
ATGCGCGTTGACGACTCTCCCCCTACCCATTTCTGCCTGGCCACAGACCCGCTGTACTTT
TTTTCTCCGGCTGTTTTTGACCTACAAAGAGGATTTCTAGTGTCTTTTATGAGTAATCAA
AAGCAGCAGAAGCCTACGCTCACAGGCCAGCGCTTCAAAACTAGAAAAAGAGATGAAAAG
GAGAGGTTTGACCCTTCCCAGTTTCAGGAAAGCATTGTACAAGGCCTAAACCAAAGTGGC
ACAGATTTGGACGCCGTCGGAAAGTTCCTTGATGCCTCCGGTGCCAAGCTCGACTACCGG
CGATATGCGGAGACGCTCTTTGACATCCTGGTGGCTGGAGGAATGCTGGCCCCGGGAGGA
ACTCTGGCAGAAGACATGACCCCCACCGAGTTCTGCCTCTTCAAAGCACAAGAGGACATA
GAGACCATGCAGGCGTACGCACAGGTCTTTAACAAGCTCATCAGGCGTTACAAATACTTG
GAGAAGGGATTCGAGGACGAGGTCAAAAAGCTGCTGCTGTTTCTGAAGGGCTTCTCCGAG
TCCGAATGTAACAAGCTGGCCATGCTGACGGGAATCCTGCTGGCCAACGGCACCATCTCC
GCATCCATCCTCAGCAGCCTCTTCAACGAGAACCTGGTTAAAGAAGGTGTGTCGGCAAGC
TTTGCCGTAAAACTCTTCAAATCCTGGCTCTCTGAGAGGGACTTCAACTCCGTGGCTGCC
AGTCTCCGAAAGGTCGGCATGGACAACAGGCTACTGGTGCGACCGTCATCTCGTCAC
>CL3096Contig1
CTTTATTTTGACTGAATAGTTTCAGAACTAAAGCAGATTATGTAGACTGCTTTAGGCTCC
TCTGAGGCGACAAAAATCAGCACGAGCTTCAATGTGGATCTGCATTTGAAATAAAACAGG
AATGTATTTCTCACCTTAATTCAACCAATTATGTTCTACTCAGGATCGCTGAATCTTTGA
GCAAAATATCATTGCATATAGATAAATACAGGTATGTAATGAACTACGTTCATTGTGTTA
AATTGGTTTCAATTACATGCTGATTAAAGCCTACTGCTCCAGGGCAAAATCCATCACAGA
AGATAATGGGAATGTCCACAGTTTGCAGGGGTTTGATTCAGCTATGAACCACAGCAGCAT
CCGTCTCAGCATGCAGGATCACAGCTTTTCTGTTGAGGGCTTCACACTCATGATGTGCTT
TTCAACCTCCACAGCCATTTCACTAACACCCTTCCTGATGTCCAGAGTGAGCACATTCTC
CTCATTTAAGGGAGGCTCTAAAGCATCGAACTGGGAACGGAGCAGGTCGGCCCTCATGTA



GTGACCTTGCCGGGTCACCAGCCGCTGGTAAATGAAGTCGTAGTCACCGTGCAGATAGAT
AAAAAAGACATCAGGTGAAGAAGAGGAGATGTCCAGGTGGGATCCGGGCGAAGAAGCAGA
CAGGGCTCTGGAGCCGTGGAGGAGGATCTGCCTGTACTGGCGCTTCAGAGCAGAACATGC
CACAAGAGCATCACAGCCCGAACACTTTTCCCTCTGGATGACTTCATGAACTTTGAGAAG
CCAAGGAAATCTGTCCTGGTCTGTGAGTGGCTCACCACGAGCCATCTTCTCGATGTTCTC
CTTCGAATGGAAGCTGTCTCCTTCGTGAAAAGGCCAGTTCAGCTTTTTAGACAGGAAAAT
CCCCAATGTGCTTTTTCCAGAGCCAGAGACTCCCATAATGATGTAGATCATCCTGTCTGT
GAATGCTCAGACACCTCCAGCCAGGTCCTCAGCAGACTGGTGGCGGTGATCAAATTAAGA
GACAAAACTCTCCGCTGCACATCCTGCATTCAACAGCGGGACCCCCCGGCCATAATGCCC
GGGTTTA
>CL3097Contig1
ATTCGGCACGAGGCCTTGGTGGAGCTGGCGATCGGCCGCTATCCCATCCCCCCACCCGAC
GCCAAAGAGCTGGAGGCAATCTTCGGATTCGCCATTCTGGACGGAGCCGAAGGAGAGCCG
CACACGCAAAGGCCGAGACCCCCCGGCAGGCCTGTGAGCGGACACGGCGTGGACAGCAGG
CCGGCCATGGCCATCTTTGAACTCCTGGACTACATCGTGAATGAGCCCCCCCCAAAACTG
CCTCATGGTGTCTTCACCAGTGACTTCCAGGACTTTGTGACTAAATGTTTGATCAAGAAC
CCGGCTGAGAGGGCAGATCTGAAGATGCTGATGAGTCACACGTTCATCAAGCGATCAGAG
GTGGACGGCGTGGACTTTGCCGGCTGGCTGTGCAAAACGATGACCCTGAACCAGCCGAGC
ACCCCTACCCGCGTCACCGAGTGACTGGACGGAGGCGGGCCGCTGCACGCCGCGGGGCTG
CTGTGACGCTGCAGCACGCCATGGCGGGCTCCTCCCCTCCCTATCTTAGGTTTTATTGTT
CTGGCTTTCCCTCACGTCTTCTGTCACCAGCAGCAGTTTACAAGCCCCCCCCCCCCCCCC
CNTTNANNCCCCCCCCA
>CL3098Contig1
TCGGCACGAGGGCCAGCCCTCAAATCCACAGCCTGGACCCGGAAGAAGAGGAGGACATTT
TCAAGGCCCAAGGCTTTCTTCCATTCTCCTCACAGACTCTGAGGCCAAAGGTGCAGGCCC
ACACCCCCACTCCCACACAGACCAGCCCCTCCAGAGGTGTCAGGGTGGAGCTTGAAGCCC
CACCTCAGTCAGCTCTGTCATTCGACTTGAACTATGAGGGCAGTGGCTCTCTGCCCTCCC
ATCAGACTCTGTGAGGCAGCCAGCTTCTGGTCACCATGGTGACAATAGACACTAACAGTC
AAATTTGCGGTGATGAGCGACTTCACTTCAGTCAAACTTGCATAATGAACATCAAATTTA
TTTTTTTAATTGAAGGCTACATTTATTAGTAAACGGTGTTCTTGATGTTTTTTTTTTTGT
TGTTAAATATATATATTTAGAAAAGGAAAAGCCTTCATGCAGCCAAACTTAAGGCTTCGC
AATAAAACAAACTATTTCTATGACAAAAAATGAGCTCAACAGTGATGTTTGTAATGGAAA
CCAAGAACTGCAAACTGGCTTGTGTATAAACTGGTGAAAAATCCTTAATGCACTTGGGAG
CTTTCCAATATTCTGATCCTTCTACTGGTCTGGAGAGTCTGTTACGACTTTAGGACAAGG
ATTATAATTTAAAAAGATAACAAAAAATGTTTCAACATCTAATGAGGTTTAAGCAAGAAA
GTGGAACATTTGATCTGAATTACTTCTTTCATTTTGAGCACATTTTTCCCTCTACTTTCC
AACAGCTCTGACTTTAGTCTGCCTCAGTTCTCTGGCTTTTATTTTGAAATTTATATCACT
GAATAATCACAAGGAAGTTTCAGGAATTCAAAAAAAGTCAAATCTGATATTTTTTTTTCG
ACTATCAAGTGCCATCTTATTCAGATCAGAGGTGAAAGTTGAACAGCATTACTAATAAGG
GGCACAGGCAGTTTTGGATTAAGAATAAATGTGTTGCAGAGACTGCCTAAAGCTCCAAAA
TCTTATAAAACTTGCCTGGCACCGTCTCCTGGCTTTAAGTGTGTGGCTTCCTTTTCAACA
GTGTGGACAAAAGGGTCTCGCTTCAAGAAATAAAACCTGTCGGCCTTGTCCAATCACGTC
TCCATCAGCACTCATTTTTGATCACTTCTTTTTAATGACAAATATCAAGTATTCAAGGCA
TTTGTAAACCAGGTGTTCATAAACATCAGTTGAGTTTGGCTCCTCAGGAGCACAAGGAGA
CCGTTAATACAACTCTGGTTCAAACGCTGAAGTGAGGAGGAGGATGTTTCAGCAAACATC
CTCTGCCAGAAATACCGAGTCCGTTGAAGAACTTGTATGTCCGACCCCTGTGGGGTCTCT
AGGTGTCTCTCTTGTCTTCCTCTGTACAGATTACACCCACATACACAGCCTCTGGAGCAA
CTATAGAGGGAAAATCCAACAAAAAGCTTATTTGGGCTTCGGGAGTTTTTTTCTTCTAGA
ATCGTTAAATAAACTCATTTGAGGATAATCAGACAATCAAGATTTGTGTCTTTAAGACCG
AAAATATAAAGATACCCCAGTTTCCCAACTACTTAAAAAAAGATCTTAACCCAGTAGACA
CCACTGTCCGTGTGATTTCACTCTATCTACAATGGTATGGGTTAGTTCATAAATACTGTT
CTAGGTTTAAGCTCGATAATATGCTTCATTTATATTTCATTATGTACAGAATGATCCTTC
ATTAA
>CL3099Contig1
CCGTCGCCGCAGGAAGACCAGCGACACCAACCAAGACCTGGCTGCTAACGCCACCATCAT
GGGGAAGAGGTTCCGCCACCTAATCTCCACATCACCAAAGAAGAAGACACCTGCTCAGTC
CATTCAGGTTGAACCCGCGGTCACCATAGCAACACATTCAACGGAGCCACCTGATAGCGT
TCCAGATGCAGGCTTCACCCCTTCAGCTGCTCTACCGCCTGCAGAGGAAGATGAAGAAGA
AGAGGAAGAGGAGGAGGTGGAGAAAGAATGTGTCAGTGCCCTGCAGCTCGTAGGAGATTA
TGGCTGTGAGGCAGAGGAGGAAGAGGTATTTTAGCCCCGCCCCCTGAGCCCCCCCACTGT
AGGAATAATCTCCGTCCAGGCTGAGGATACTGCAGGGGTCAAAGTTCAAGTGTCCAAAAA
TGTTTTCCATTTTCTGATGAACTGGTTTTAATCGGATTTTATTCTGAATCAAGCGTTTAT
TTCATGTTATATTTGAATGTAAATTGAAAACAAAAACGTACACATACACAGTGTGTCTTC
AGTGTGTTAGAACCCACCAGAACATTCTTTCAGAAACCAGAAATGAAGCTGATAATCATT



TTTTAATCAGACTCCACGCTTTTAAAGCAGACTAAGTCAGAGAAGAGGGTTGCTGGTTTC
ACCTTTTAAATGCAGGGACCCTCTGCTGAGATGTTCTGAGATGTTCAAGCGACACTTCTT
AGATATTAAAAAAGAAAGGATTTGTAGAAAAAATAAATGTACAGAAATGTTGAAATATTT
GTGCCTGGCGTCTGACACCTGCTTGACTGTTGATCCCAGATGTGTGTGAGTGAAGGGGGA
GTGAAAACACTGAGGAGTGGAGCATGTCATTGTGTGTCCATCTAATGACATTCAATGTGC
TTTAACGGTGATGAGCAGCTGGATGGCTCAGTTGGCAGAAAACAAAAAACAAATCCAGTG
TGGGTCCTCAGGCAAGAGCCTTCATCCTGCTGCCTGTCTGGGTCTCCCTGACCCAACCCA
AATACAGGGTTGGGTCAGGAAGGGTATCCGGACCGAGTCACTGTGACAACCCCAAAAGGT
GAACAACGTGCTTCAGCAGTGATGAAGTGACTGAGCAGCACTTCATCCTGCTGCTCAGCA
ACAAGATGAACATGATTTCCCTGAACAGTCTGATAGGGAGCCTGACAGACGAGCCATAGG
GATCAACGGCTCAGTATCCAAAGGCTTGCTTAATAGCATTAAAGTAGAAGCGCTTCCAAC
CCCTCCTCGGTGGACCCCTCTTGGCCTGCAGGGACCCCTCGGCACTCCATTCTCAGCTCC
GTCTCATCTCCATGATCCTCCAGCTCCAGACTGACAGCAGCAAAGTGTTCACTGGGCCAC
GTCCTGAAGCGCCACTTCATGTGAATGCGCTGGTGGGGCACCAGCTCTGTGAACTCTCCG
TGGACACTTCCATCCAGATGCCAGAACTTCCCGCCTTTCCTGCTGTCCACAGCTGCCGGC
AGTCTTGTAAAAACTTGCACAAACTCTTGGTTGATAAAGGTCTCATAAAGTTCTTCAGCA
GAAGTCCGGAAACTTTCTTGAAGGTTGAACCCACAGGTTGGGATAAGGACTCCTGTGGAA
GTTTGGGTCGGGCTGGACAAGCTCTTTTGAGATGGGGTAATCTGAGTTCTGGTTTTGACA
AAGTTCCGCTTGGCTTTTGCAGGAACTGATGGATCTTTCCCATCAGCAGTTGGAAGAATC
ATCCCCTGACTAAACTCTGATTTAAGGTCCTGAACGTACTTGGTCAGAACTCTGCGGACC
TCTTTAACCCCTGTCCTTTTCATGAGGTCAAGGAGTGGTGTGTTGGGCTGATCCTTACAC
AGAGACACATTGATATCCAGGTCATCTTCATCGTTCTCGTCGGACAGGTTGGAGACCTCT
ACAGTACCTCTGTACTTCACTCCACCAACTGATGTTCCCAGCCAGCTGGCCTTCAGCTGC
CACTCGTAGAAGAAGAAGAGTTTTCCTTTGCGGTTGTTGATGGAGGCTTCTCCATCTAAC
TTGCTGACCTCAGTCATCAGGCAGACTCCTTCAGGTCCCTCCACCCGAATGCTGAGCAGG
AGCTGACGTAGGCGATCTGAAGACCAGGCAGAGACATCCCTTTCTGTCCAGTGCCAGTTG
TTGACATTTGTTGCATCAGCTCTCTCCTCAACA
>CL3100Contig1
TAAACCCGGCATTATGGCCGGGGGTGGAGAACGGGATCAAAAACAACATGGCATCAATTA
CCAAGCAGCTTTCCTCAATAAACTGTGCAGGAAAGAGAGCCACCCCCTCCTCTACTGTGA
TCAGGCTGGTTTTACTGGGGAAGACAGGCAGCGGCAAAAGCTCCACGGCCAACACCATCT
TAGGCCGCAAAGTCTTAGATTTGAAGGTCAGCAGTGCCTCGGCCGGACAGCGTTGTCACA
GGGCAAGTGGAGAATTTCGCGGGCGACAGCTGCTAATCCTTGACACCCCAGGGTTGTTTG
ACACCAAACAGACTCAACAAGAGGTACTGAGGGAGCTGAGGAGGAGCGTTAGCCTGCTTT
TCCCTGGGCCCCATGCCTTCCTCATCATCATTCCGATTGGGAGGTTCACTCAGGATGAGA
GAGAGGCAGTGCAGCAGATCAAGAATGCAATGGGTTCCCATGCTTTGAGCTTCTCCGTGG
TGATTTTTACTCATGGAGACCGTCTGGAAGAGGACACGTCTGTGAAGGAGTGTATGATCG
ACCAAAGCAAGGAACTTGCTGAGCTGGTGGCCGGATGTGGGGGGAGGTACTGCGTGTTCA
ACAATCAGAACCACAAGGACAGGGAACAAGTGACCGAGCTGCTCGGCTTGCTGGATGGTC
TGATGCAAGGCAACGGAGAAAGCTACTATAACAGCAAAATGCTGCAGAAAACAGAGGAAG
ATTTGGCTCATCAGCTGCGGGAGGGGAGGAGGCTGCTGTTTGAGAAAGATGAACTCTTAA
GAAAGAAGCACATGGAAGCTGTGAAAGTGAGGTATGAGAAGGAGCTGGAGAAATGTTCAG
CAGAAAACCCAGGCCGAGCTGGTGGAGCTGAAGAAAAAACAGGAGCTGGAGAAGGAGAAA
GAGGAGAAGCTGGCAAAAGATCGCGAGGAAGCTTTGAAGCGAGACATAGAGGTCAAGAAG
TCACAGGAAGTAGCAAAACTGATGGGGATAGAAAAGAAGA
>CL3101Contig1
GTTTATTTGATTTTGATCAATAGATTTTTTGCAGCAAACACGCGGATACAAATGCTCATT
TTTCATTCTGGCTGCAGTTTAACCCTGAAAACCTGCAGAAACTTCCTGGCTGAACATTAA
GAAATGCAAAAACCGCTCCATCATTTTCGCTCCACTCAGTTTGGAAACATGAAAACCACC
TTCTGTCTTTTTAGTCACTGAATGAAACAGAAACGTTGAGACAGAATCATTTATTGACAT
GTTTACAAGATTCATCCACAAATAAAAGCGTGAAGGTAAAAACAGCATGGTCCAAATAAA
AGCCCCAGACTTCAGACTAACACCATTCAGACACACACCCACATGTACACACACACACAC
ACACACACACACACACACTCTTATCAGACTGCAGGTTCCACTCTTCTGGATCAGAGTGGA
ACGGCAAATGGACAAAAAACAAAGAGAACTCCAGTCATCTTCACAAAATGGAATTTACAA
AGTTGGACTCGAAAGGAAACTTAAAAGGAAGCTTTTTCTGGGGTGGGGGTGGGGGGTATG
AGGAAAACAAGCTCCTAAATCTTAAGGGGGGGCATGCTGTATCTAAACTGTTGTATCTGT
CTGCTTCATGGGGCTCCCCCCTCCTTCAGGAGTCCATAAGAAGCAATGAAAGAAATCAGT
CAGGGGGGGTCAAATGAAATCCAGCTGCANTCCCACGTGCCTTCNCTGGGGGGGTCAAGA
CCTTTGGACCCAGAGAGGGTGGGAGTCTGAGTGTCANTTTTCANCCAGAGACAGAGCCAG
CGCCGCCTGCAGGGCCGCCTCCTCATCGATGCTGTACTCGACGANGGTGTCATACGAGAA
CTTGTGCCTGTGCAAGAGGTGCTGCAAGAAGTTGGATCTCTTGTAAGAGGGGTCCCCCCA
GGGCNTGNCTGANCACACGGNACACACCNCTTTGCTG
>CL3102Contig1
TCGGCACGAGGCAGGAAACGGACGTGGAGCCCAAATTCTTCCTGGGCCCGTCTGTGTCGT



CCCAGTTTGTCAGTGAAGCTGCTCAGCAGATCGGAACGACCTTTCAGCCGGTGGAGGTTG
AGAAAAATTTGTTTGCTCCGGTCGTGGAAGCTATGATTCTGAAGGCTACAGAACAGTTTG
CCAGCGACATCCTGAGGGAAGCTCTGGCTGTTTCTTACTCCAAAACGCCCCCAAACAGGG
CTCCCAGAGAAATCACCGCCATGAACATCCACCAAGCCCTCAGCAGAATCCCCACCTGTG
ACTTCCTCACCAACGCACACATGGGTTACTTGAAGAAGGACGGCTGAAGGAGCAAAGATT
TCACTTGATTGGTGGAGGAGAGTCTGAGCTGTTGCTGTGTGGAGAATCCGATCAGACTTA
GTTTAACCGTCTCAGGTTGTGCCATACGAACAGCCGTGTGGTATTTGTTTTTGCAGAAGG
GCTCGTCTTGCTTCTCAAAGCAGCTGATCCGCAACAGAAGAACAATTTGGTGGTTGTTTT
TCGAGTCGGAGCGACGCTCTTTCACATCTCACATGAATGGCAGGTTGTCCTATGGAGCTG
AGTGTCAGACGGCTCTTCTTAGCTCTGTTTCTTCTTTCTTTTATTTGGCAACTATGAATC
TGAGGCAATTTAGGTAAAACATAATTATTCTGTCTAAAGCAAAACAATCTGAGAGGCTCT
CCTACAAGTTTTGTTGTCACGACAACCCATAATTATAGCCATTGTGTCCTCCATTGGTGT
ATTTCAGTGTTTTCCGGCAAATGTCATGGCGGTTTGCCGGCTCTTTACAGGAGGTGACAG
CTCTTTGATATTCTAGGGCCTGGTGAGTTTAGTCGAATATCATGTCTGGTTATTAGAATC
TCAAACTCCAACAACGTTTTATGATTCTTTAGTGTGTGTGTGTTTTTTTTTTTTCCAGGG
TTGTTAAAAGGGGATCATGTCTGNGGGGTTGNG
>CL3102Contig2
TAGGGCCTGGTGAGGTTAGTCGAANATCAAGTNTGGTTATTAGAATTTCAAACTCCAANA
ACGTTTTNTGNTTNNTTAGGGGGNGNGTGTTTTTTTTTNTCCAGTGTTGTTAAAAGTGGA
TCATGTCTGTGGTGTTGTGTGTTGTGCACATCAGTCAAGAAGACTGATCTGATCAGCATC
TCTGGGACAAACCAGTTTGGATCCATATTTAATATTTTCCTTTCAAACAGAAGGACTCTT
GCGATGGTCTCTTTTACTGAAGTCCGTTAAAGTATTAGGCCAGCCATTTCTATTTTTAAA
GTTTTACTTCTTTAATCTTCTCATTTCGATAAAACCTCACCATGGTGGTCTGAAGTGTGT
AATGTTGATTTAATGTCAGGCTCCCCGTCTGCCCCCCCCAGATCTAATGTCTTCTGCATT
ATTTTAATGTGTGGGTGATTGGACAGTTGAATGTTTAAAGTGGGAAGGATGCCAACCACG
TTTAATTTGTGAAAAAGATCCCTGAACACTGTATTTTAAACGTTTTTGTACACAGCAGAA
ATGTGACAGATATTCTTCTAATAAACTCTAAAAAANC
>CL3103Contig1
AGCTGGATAATCGTAACCCAGCTATTAGAGAAAGCCCTGATGGGAGTTACACCGAGGACC
ACAGTGCAGAGCTTCACTTCAAGTCTCGCAGCTCAGAGTTTGATGACGACTTTGATGATG
AAGAGCCCTTACCCAGCATCGGCACCTGCAAGTCTCTGTACCCCTTTCAAGGTCAGAATG
AAGGCACTCTGTCGATGGTGGAGGGGGAGCTACTTTCTGTGGTGGAGGAGGACAAAGGCG
ACGGTTGGACCAGAGTGCGGAGGAACCTGGAAGAGGAGGGATATGTTCCCACCTCCTACA
TCAAGGTCTTTCTGGAGACCAGCGCTAAAGGCTTTGTGCAGAATAGTCGGCTAGTCTAGC
ACAGTATTCCACCAGTGAGGACGCCTGGACGCAGGAAGTGATGCAGAGAGCTCAGAGGAA
GTCTGCTGACAGCTTGTCACTTATTCCCGCCAGTCAGGTGGCAGACGGATAAAATTCTAC
AATCTGACCTGATCAGACCTTTTAAATGTTTTCATGAAAATTTATCTTGTGATCAAAAAG
TGAACCCTCATCTGAAAAGCATCATTCACCCTTTTTTGTGAAGAAGTATTTGCTGAAGTG
GCTCTGGAGGAGCCGGAGAACCCCTGAGCTCCCCAGGTCCTGGGAGTTAGAGAGGGGAGG
AAGAGGAGGAAGCTTGTTTTTGGCGTGCCTCGCTGCAGAGAAGTCCCGGCGTGGCGTCTC
TGCGGATGCAGGCCGCTTTAAACCCTTTACAGGAAACTGCTTGTAAATAGTACTCGTACG
CGTAGGCCCGCCCCCGCTGACCCTCTCTGCTATGCCCAAACAGTAACCAGCCAGTGTAGG
CTCCACCCCCGACCCCGTCCCTGCTTGTAGGTCACTGAACATGTTATTGATTCAAAATGT
GAAAAGTGGATTTTATTTGATTCTTTTCATATTTAACAGTGAGCTGTTGATTCTTTTATT
ATTATGTTTTTTTACTGAGAGGTGAGGCGACCGGTCAGCTGCTTTTTAACCTGCTGTATG
TTCTATTTTAAAATAAAGTGCATTTTGAGTTTTAAAAAAAAAAAAAAAAAAAAAAAAAAA
AACCTT
>CL3104Contig1
ACACACGNGCNCACACACACACACACACACACAGTCGTAGTGACACTCCTCTCCCAGCGA
TCGAGCGTTCCATGATGCATTGCACTGCAGTCAGCTGGTGGACGGAGGACTGATGGACGG
CTCTGAAAGGAGGATGGAGACAGAGATCTTACTATAGGTTCCCGATTAAGCTCCTCCCAC
TTGCTGTTTGTTTTTCTATCAACATCTCCTTGCTGTGTTTAATATTTTCCCCCTTTTCAA
AATTCCAAAAAGTTCAACAGGTGCTCTAACCTGATTGGCTGCTGCTGAGTGACTAATGGC
GTGTTTAAACTGACCAAGAAGCCGGGAACAGCCTTTCCTTCTGACAGCTGAGGTGACCAA
TGGGAGAGGGGCCTGCTCTTAACGTTTCCGTAGTTTTCTTTTCTTTTTTTCTCAATAAGA
GCCAATGAGAAGCTCTGGGAGAAGTTGGATGGGCGGGGCTTTTAGTGTTTGTGGACCAGT
CTGCAGCCGTTTCCCTTCAACTTTTTCACTCTGTGGTGGAAGGAGGAGGAGGAGAGATTA
TTGGACCAGGACCCACCCCAGCAGCCCCCCAGGGGGTGGTGCCACTGTTACCATGGTGAC
GGTGTTCAGTTTTTCTTTTGTTGGCCGTGAAGCGAGTCCAGCTCCCTCAAGCCGGTTCGG
ATCCGCTTGATTTTTACGGTGTCCCGCCCCAGGCCCGGTCTAAGCTGGCCCAACCCGGCT
CAGACTAGTTTGACCCCGCTTGGACCGGTCTGGTCCGGACAGTTCGCTGTTGTTTGTTGC
TGGAGGAAAATAAAGAGGTCCATTTCTGCCTGAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AACAT
>CL3105Contig1



GGGAATTTAAACNGCAAACACCAATCNAGTACATGACTTTCACATTTNTCACAAAAAAAA
ATGGAATGAAAACAAAAAATAAAAACTCTGGATGTCCAAAAAACATTTGACTGAAATGAA
ATAAATGACATTTTCTGTTCAACTTTAGCTCTTTACTTTGTCAAGAAGGGTTTTTCCCCC
CTTGGCTCTCATTTTTAGCCAAATAGATTGTCAAGTTTAAATCTTGAATGTTCAGAATCT
TAGAAATGAATTTTTATTTATTTAATATTTATATTTTATGGAACATGGGTGAGTCAAAAA
GGGTTCATGCCATCACGGAAGATATCAGGCTAGACATGACCCACGAGTGCTTTTTTTGTT
TGTTCTACATGAGTTTCAGTGAAACATCGACATCCATTCATTCATTCGCAGAGTCACACA
CCATAAATAATCTAGGTTCCTCTTCATCCCACATCAGCTCATCACACACACACAGTCGCT
CTTATCTGCCATCCAAAGCCTTGTCCCTGACTATTACAGCCTCGTTGAACTTGATCATCA
GGGTGGTGCCTTTGTGCCAGTGAGCAGTGACTTTAGCGGGGAAGCCGCTGTGTGTGAGGA
TGGCCTCCACGATGCCCGCTGTGAAGGCAGCACAGTTCAAGCTGCTGTTCTCCTTGGGAA
CCGAGATGTACGTGTTGATGAGCGGATCTTTCTCAATAATGTAGTAGGTCTTGTCATCGT
CGTTGGCTTGCTCCAGCTTATCTGCCTCCTTACCGAACAGGGACCTCCAGACGTTCACCT
TAATGAAGAGCAGCATGTTGAGGACTTTGGTCTCCCTCTTCCCGTTCTTCTCTCTCAGCA
CCAGGACGTCCAGCATGCTGGCTCCAACGCTCTGACCCATCTCAGAGAGCCGGGTCTGCA
GCTCGGACACCGAGTACACCCGGCTCTGACAGTACTGGACCATCTCTGAGAAGAGCAGGG
CGAAGGTGCTCAGGCTCACCTCCGTCTTGGGTCGGGTCAGGGCTCGCTCCAGGATGGTGG
ATTTCCCTCGAGTAAACCGCGTGTCCATTTTCTTGTTAAGGCTTCAGTGTAGCTTGTCGT
CGGCTTTTTCAATTGTGTCCCCGGCCATAATGCCCGGG
>CL3106Contig1
CGGCACGAGGCTAAACTATTCTCCTAATTGCCAACATGTTTTACTGTTGTCACTTGTACG
CATTTATAACTGCATTAACAAAATCTGAGCAGTGTAGCTTGTTAAACGTTAAAATGATAG
TTGTGTATTTTATTTTGGAGCATGCAGACTTTGGATTTTTTTCAGCCCCAGCTGCCGCTA
CAATCAGATCCTACATCTGTATTACCTTTGAAGGGACAGAACTGTGTTTTGTCCGTTTCC
ACTTCTGTTTGAGCGCTCGGAGCTCATGGTGATGATATGCAAAGAGCTGGCTCTGTTAGC
ATGTAGCTTACTGTGACAGAGGTTTACTCTCCATTCTTTTAACACAAACGCCATCATTCA
TTCATAACTGTGATCCTGGCAATCAAAGAATTCACAATTTACTGCTGAAAGTGAGACGGT
ATTCTCTGCTGATCAGGATGTGATGGAAACTAGGACCTGATCCTAGTATAAAAAATAAGT
ATTCATAAACTGCATTTCGCCAATACCTGATTTTTTTTGTTATTAATGAATTAATGTTAA
AGGTGAGGACTCTTTTTCTTGTGCCAAATGTCTCAATGCAATGATGTCTTACACACTGTT
GAGCTCTCTGCCTTTTCTGTGATCCACTGGGAGACTTCACCTGCTTTTTGTTGCATTCTA
ACTCAGAACCGCACACTGTAACAGGAGGAGACGCAATCAGAGGCTTTTCTTTCCACTTAT
CTCACAATAAACTGCCTTACAATACTCACTTCTGCCAGGAAAACAATTTAAATAAAGATT
TAAAGCTTTTTTGTTATTTTGACTGCAGATTATGTGAACTTTGCTTTGTAAACTGAGACG
TACGTACTCATGTTATCTTTTACTATTCAGACGATCTCAGGAGTCATTTATTTGTGCGCC
TCTGTGTGGGTGGGGTGGAAGCATCTGTGAGTTATGACTGGTAAGCGTCTAAAAA
>CL3107Contig1
NTNTTNNACAGTTTATAAATAGTTTATTCACCTTTACAGTGTTTTTATTTCATTATAAAA
CAAGAATAGGCAGAATAAAAGAATGTGGGAGGGGTCAGTTTAACATGTTTCCATGGCGAC
AGGTAGTCAAGTATCAGGACGTTTCTGTTTGCAGAGTTTAAAACCAAAACCAGGTTAAAT
AGACTAAGAACCACATCGGTGCCAGTCTGGATTCAGAACCAAGTGGTGCGTTTTTAACCA
GGTTCTGTTGGACTGGAGCAGAACCAGCAGAGGAACGTCTGTGGACTAGCTGGAAGAAGG
TTGTAAAGGGGTGGGGCTCACAGCAGGGGGCGTGGCTAGCACGGTTCTGCATTCTGACCG
ACGTTGACGTACCAACAAGAAGAAGGTTCTGTTAGACCCTGAACCACTGATCCAGTTTGA
GTCCGTTTGTCAGCTGACTTTTCTGAGGAGTGAAGGAACCGGGCCCAAAGAACAGAACCA
AATTAAAAAAAGAAGCTAATAAAAATCTAACTGAACTTTGGGTCAGGTGGTTCAGTGGCA
AGATGGACATAGAACCTGCTTGACCCAGAACAGAACCAGAGCTAACATCAGATGTTCTGT
GTCCACACCTGACATGTTCAGAAGAACCAGAACGGGTCATCTAAACCGTTTGGATCCATG
GAAAACCCAAATGCTGTTCAGCCCAACAGGAGGAACCAGAACTGTCCGGCTCCTTAAAGT
TCTGACCCACTTCTAAAGAGATGCTTGTTTTTTTTCAGGTCGAACGCCGTCAAAGCTCAG
AATTTTTGGTTCTGCTCACTTGTTCTGATCCGATCAAACCGAGGTTCACTCAAGTCTCAG
ACTGATCCAATCACAACTGGGTCCTGGGAGTACTTTTGTGATCGGCTCTGGTCCAAATCC
TGCGTTGGGTGGAACAGAACCAACAGGACTCGGGCCGGGCCGACAATGAAGCTACAGAGA
AGAACTGGACAAGCAGAGAGAGCACCACGGGTGGACGACAGCTCCAGAACCAGATAACTA
AGCACCTACGGGTCAGCGCCACAGGCCCAGAACCAGACAGAACCCCTTCCTCCACTTGAG
TCTGTGCTCGCAATGGCTGGGATGACCGCAGTTAGTTTAGCACCAGATGAGGAGGAAAAT
GGGTCATCAGAACCATAAGACCCAAAGGCAAATGGTCAAAGAAGCTCTGGTTATAAAGGC
GGGTCAGAACCATCTTAGTTGGAGTCGGACTTATTGGTTTGGTTCAGAACATCGACTCTG
TAATCATCAGAGCTCAGACCCAGAACCGGACCAGAGTATCTAATGAAAATAAGCTTCAGT
GACTTGGTTCTGGTTCTGACAAACTTGGGCGGGATGG
>CL3108Contig1
TCTGTTTTTTTATGTGTGACAGGCATTTAAAAAGTAGCAAAGCCTCAATCTTGTCTTTTA
CACAAATAACAAACATGATCAACTGTACAAAGTCTGAAACATGCAAAGCTACAAACTTTA
AGATCATGTGGAAACTTAAAAACACAGGCCAGCACAACATTTATTAGAAAAAATAAAGAA



CCGAACATTTCTTTTTAGAACAAGCTTCCAAATGAATGAGATTGCTTATAAAACTCATAA
AAAAATGCAAACATATAAATCTATAAAACAAAGGCCAATTTCTCGATGATAAATGCCCAT
TTGAATGGAAACTATTTTACAATAATGGAGGAAACTTGACTACTTATAAATATCAAGGAC
ATAAAAAAACTATGTACATTTTTTTTAGTTAAAGGGAGAGTTAAACATTTTTGCAGATAT
TTTTTGTTAGCAGGATAAGGCTTTCTCCAAAACGCTGATGTCCACCAGTGGCACCGTTGC
AACTTCAAAAAATACCTTATGACTGTACTTGTTCCTAACAGCCCGGAGTTTATCATCGGC
AGGACCCTGGAGCATCAAATGTAGCTTTCTGACAACTGGTGCCACCTCTGAGGCCTGATA
GCCAGAGTGGAACTGCAGGATGGGGGACCAGCTCCCCAGGTCTTTAGTAATCAGCGCCAT
CAGCAGGCAGGCTGAGGCCAGCAAGGAGCCCCTCTCTGACACCAGGTCCATCTCCATCAG
ACTCATTTCACAATAGTAGCGAGCCAGAGTCAGTGTTTCCATGCTGGCACTCACACACTT
GGCATAGCGTCTGAGGAACCGATATGGGATGGGAATGTTGATGTCGAATGACAGCGTCTG
CAGAATGCTGGCCTCCATGGAAATAAGCTCCTCCCTTTTGTATGCATCATCACAAATATA
GAGAAAATCATCAACACAGGGTGGGCTACGCTCCTCAAATTTGGAGGCTATGAGCATGGC
AGTGGAGCCCACCAGCTGCAGCATCTCTCGGTGGATGGAAGCCTTTGACAGGTAATGGTC
TGTCATCTTGACAGCCAGGTAAAGAGTCTCATGGTACAGCTCAAAGTTCTCCTGTACTTC
AACCAGCCAGTCCACCAGAATGGCTCTCATCTCTGGGTTGAGGCTGGTGTGTGTGAGCAT
GTAGTTACTGAGAACAAACTTCTCCTCTCTCTCTTTAAGGTAGTCGAAAATATCTTTGGC
GTACTCCGGACACATGTAGCAGTCATCAGCGCTGTCTGAGTCGATGTCGAACTCCTTCGG
GATAGGTTTCCTCTGAAGGTGCGCGGGAACTTGACTAACAGGAGCCACCAGAGCATCCAC
CGTCTCTGTAAGGGAAGCTACCAGACTCCTCTGTGCTTCCTCCTCCTTTTCCTCCTCTGT
GTCAGTCTTTTCCCTCTCCGTGGTCGACTCCTCCGAACTCACGGACTTTTTCAAGTTTGC
TTGATTCTTTGCCGTCACTGAGATGATGGTCGTCTTCTTGACCGCTTTTTTCCCGGTTTC
TTTCTTCCTACCTGGAAGGCTGATCTGAACCTTGTGAGCATTTGTGATATCTATAAAAGC
AGTCCTCTTCTTGGGAGCTCCATGAGGAGGAGAGGAGGACCTTTTCACCTGTGATCCTTC
CTCCTGGTTCTCCGTGGATGGAGCGCTCTGCCGGAGCGCTTTGTTCCCGCTGGCAGCAGG
TTTCTTCCCCCGAGTGAAAGGCATGGCTGGCTAGTTCGGGCTGGTTCTGGAAGTCCACCC
TCCGCTCGCTTCTTGATCTGCGTCGGTTATGAACAGCTCGAGCTCAAAGCGAAACGGTAA
AATCTTGCCTTTATCCCCGATATAACATATAGGTTACAGAATCGACTGCGACTATAAGCA
TAAATTAACTGACATGCGTACAACACAAGAACCCAGTGCGAAGAGTGCAGCTGAGAATCT
AAATCTTTGAGCATCCCCGGCC
>CL3109Contig1
CCTCTCATTAAAGCCTGCAGCAAAGTTATCAGGGTTGATGGCTACAAAACACTGACCCAG
GTCAGCAACACGGTCAGTCACTTTCCAAGTGCGGACATTATTACTGTAATGGGCGCCAGC
TAAGATACCACAAAACACTTCCACCATCATTCCCAGACCGTACCCTTTGTAGCCTCCTGT
GGCTTCACTGCCCCCGATAGGAACAAGGCCTCCTCCAGTTAGGACTCTTTTAGGATCAGC
CGTTATCTTTCCTTGAGGATCACAGCCCCAGCCATCAGGTATGCTGTCTCCATGACGCTC
ACTGAGCTCAACCTTCCCGAGAGCTACAGCTGAAGTGGCGGTGTCTAGGACAAAGCTGTC
TCCATCTTTGGCCGGAGCAGCGACACTCAGAGGGTTGGTGCCCAGAGTACGCTCTTTACC
TCGAGTGGGAACCACCAATGGTGATGTATTGGTAAAGGACATGCCAATCATGTTGTCCTT
CAGAGCTTGCATCGCATAGAAACCAGCAATCCCAAAATGGTTTGAACCATGCGCCACCAC
CCAGCCAATGCCGACCTCTTTGGCTTTTCTGATCGCCAAATTCATGCAGAAGTTTCCCAC
CACTGGACCAAGAAGGTTCTTCCCATCCACCAATGCTGTGGCTGCACTTTGCTTCTCTGC
CAGTGGCTCGCCGTCGACGGCACACACTCCTGACTTGATGTCCTTGACGTACATGTCCAT
CCTGTTGAGTCCATGGCTGTAGTGACCCCTGCTATCAGCTGCCACCAACACTTCTGCAAG
ACTGCGGGCGTGATGTGGTTTGGTCCCTACCGCCATCATACACCTCTCTATGAAACCCTG
CACCTCCACCCGGCTGATCAGACATCTGCGCATGCTGTCCTCCTCTAAACCTCCTGCGTT
CTCCGCAGCGTCGCCCGGCGTCTGTCCCCGGCCATAATGNCGGGTTTAAAC
>CL3110Contig1
GGAATTCGGCACGAGGCACAACTGACAGTNCACGCAGAGGACGTGTCCTCGCGGCAAGTT
AGCGACCTTCAGTTGTTGGAGCGGCAATTGTTTTAAATCATTTTTTTTCTCCATTTTGAG
GGATCTGAAAACTATTGTAGCCTCTTTGGCGGACCCAGATCCGATACTTGATAACCACCT
TTCGTTTCAAACGAGACGGTGAGTTTCAAAGAACTGGACAGCACTTGTTCATCAACAATG
ATCACCAGAAGAAGAAGCCGAATCGTCAGCAGCATAGCTCTTCAGCCATCCGAGGTGGAA
GTTCTTGATGTGGTGGAAACTGTTGAAGATCTCCCAGGACCATCACAGGAAATGCCAGCG
GACGACACAGATTCCACGGGAATTGCTCTGGAGGATCTGTTTGAAGACCTGAAGTGGACT
CTAGAAAGAGATGCTTCATCTCCACTGTTTGATGTGGATTTAGCCAATCTCGAAGGGTTT
CAAAACCAAGACTCTGGCCATGAAGTTTCAGCTGCTTCGTCCCCTGAGAGGTCGTCGTTT
AACTCCGGGTTTAGGAACCAACAGAACCAGTCAAGGCGTGTCGTCAACAAAAATGCCATT
GCTGCCAGATTAAATCGCCTGAAGAAGAAAGAGTATGTCAGCAGCTTGGAGAGCAGAGTT
GGAGTTTTATCTGTGGAAAACATTAAACTTAAACAAGAGAACTCTCAGCTGACAAAGCGA
GTGGAAGAGCTGGAAGATGAGACCAGGGGTCCAACCCAAACGACCATGACTATGCGCTGC
CCAGGAAGCGCGTGAAAGTGGAGGAGAAAGAGACCTCTGGTGGCGTTTGCCTGCATGTGG
ACAAGAACCACGTCTCAGTGGAGTTCTGCACAAAGTGTGCAGAGCGTGCGAGCACAGCAC
TCAAAATTTTCTTCTAGGTCATGGTTGCTCCACCATGCGGGATGAGCGGCTGTCTGAACA



CCTTTACCTGCCTGGCTCCATGTGGATTCTGCTGATGGAAGGGGAAGAGGCTGGACAAGC
TGCTGCCAACCTGGCCTGGTATTTTTGTAAAGGTAGTATTGGTATCAAATGGTATATGTG
ATCATAATTTTTCAATATTTTCCATCACCATGTAGTCTCTGATTCTGTTGGCAAAGCTCC
CTCAGCAATGTTTTGGGGGGCTAACTGCTTAAAGCTGCCGAAGCTTTACTGTCTTTGTAA
ATATTTGTATATTTTCATGTACATAAAAAAGAAAAACCTCAGAGGAAACCGGTGTGAGTT
CTAAGTCGTATGTAATAAAGTGTACATGTTTAATTTTCTATACCTAC
>CL3111Contig1
AGGGCTGTTTGTGGATATTTGAAGTGTACGTTGTTTTAGAAGAAGAAGAATCCGTCATAA
AGACAGGCAGCGGTGCGTTCACTGTCTCTGGCAATCGCGGGAGATTCACTGATGGCAGAA
GGGAGGCGTTTGAAGGATGAAGGTTCATGTTGGAGAAGCTGAAGGTTTCTGACGACACTA
CAACACATCGTGTGTGATTTAAAGACCTGCTGTAAGGATCCAACGCTACAACCTCCTGAC
TCTGCTGCCTTCACGGCTCCACGGGAGGCCGGGAAATGTTGCTTTTGTCCGTTGGAGTCA
TTTAAAGCTATTCAGCCTGAGCGATGAAGACGTTTCTGTCCGTCAACGAGGTGGCGTTGG
TTGAAGTGAACGCCGCTTCTGTGCGTTTTATCGGACCGAAGCTCCGTTTGGTTCTGACCA
ATCACAGGACAATCTGGTCATCTGCTGTCAGCCGGGTCTGATGGGAAATGAAGTTTCCCA
TCTTTTATGCTTTTTATTTTTACTGTTTTCTGCAGCTCGGCCTCTGATAGGCTGCTTTCT
GTGTGTAATCATGTAGGCTCCGCCTCCAGCTACAGCCGCCATTATTAATGGGATTTTCGT
TGTGCGGTTCTCCTGATGCTGCTAAAGGGAGCTTCGTTGTGCGAGTGTGTTTGTGTGTGT
CTGTGTGTGAGTGGATGTGCGAGTGTGTTTTTGCAGACTTTACTTTATAAAGTGGATTTT
TTTTTTCAGTTTCCTTTTCTGTCAGGCTCTGAAGAGAGGGAGGAGCTTGAAGTGTTACTA
TAGCAACCCGACTCACCTCTGCTCCAATCCTGACCTCAGATTCTATGACATCACAGGAGA
CAGCCCCGCCCCCTCCTCCCAGCTGTTTTGTGTGGCTTGTTTGTTGTATCAAGAACCAAA
CTCAGGCTCTACCTGCAGACGGCAAT
>CL3112Contig1
GTTTTTTATTGTTCTGCATTTAATACTCTGCTGCTTTAGTCTCTTNTGGTGCAGCTGGAG
TTTCTCACTTCCCCCATTTATTTTGTTTTGAAGGCAGATAGCTGTTTCTGTCATTGTTGC
TGAAAGATTGCAAAAAAAAAACTGGACTAAATCTGAATTGCTAAAACATATAGAGTCACC
ATATAGTCACNAACACTCAATAGTTAAAAAAACAACAACAAAGGCAACAAATAATCAAAT
ATATTTTTTACTGTTTTACACATTAATCTATAAATACAGACAAAAACCCGATCAGCCTCT
TATGTCAGAAGACCTTTAAAGGCGATCTTGAAGTCATTGTTTTATTCACAAGCAACATAA
AAAGAAAATGATTTTCTATGATCTGACATCTAAGAATGACTCTTAATGTGCTGCAGGGGT
TGCTTCAGTTCAAACAGTCCTGTTCCTCCTTTGACCACTTTTCCGACCACCAGGCAGGCG
GAGGGTGACTCCAGCTGATCATGTGACCCCAGCATGGTGGCCTGCTTGAGGAACTTGTAG
CTGGTCTCAAACGTCATCTGCTGCAGAGGAGACGAGTTGGATCTGATGGCATGGCGATTC
AGAGGCTTATAAACACCTTCGAAACACATGTAGTCTGCCACCAGAGACAAATGTCGGGGA
TCCACCTCAATACCATAAACTGCAAAGACATCTTTGATCTCCTTCTCAATGACCTTCAGG
GCCACTTCGATCCCGTACGTGTTGGCCATGGCGTGGACTTCATTGGAGTACAGTCTGTTG
AGATCCAAGATCTCGCCGTACTTGAACATTTCGTGCATGTTGATGCCCTCTGTGTTGAGG
ACCGTTTCCTTCTCCCCAGATTTGGACGTGGTTTCGCTCAGCAGGCAGCGTGTCAGGCCC
CTGGTTTCCATGACGACAGCGTTCTGGGCCACAGTCGACACGATGGCAGTCAGGTCAAAG
TGGACCTTGTTCACCGGAAACGCCAGATCAACCTCACACCAGAGCTCATCCTGCTGGTCG
AAGCGATAGCCTTCTATCGCTGAGTTCAAATCCAGAACTGAGTTGACTCTCATCTGGAGC
TCCGACTCTTTCGTCACTTTTTTCTTTTGCTTCTTCCTGGCCTCCAATCTCATTCCAGAA
GACTCCCCTCGTGCCGA
>CL3113Contig1
TCGGCACGAGGGACAAAAGTGCAATCTATGTGATTATTTCATTGACCAACGTAGACCTGC
GTTCCCTCTACAGAGTTCTTTTCTTCTGTTTTAACATGTGGGACTGCTGTCCTTGCTGGT
TACCTTAACATTGTTCAGCCCAGTGCCTGCAGACGGGGAGCACTCCATCCCAAACCCCAG
CACACGTATGCTGCCAAGGAATGTAGAGCATGGACGGCACGCATCCAGAGCCTGGAGAGA
AACGCCCGGCCGCATCCGCGCCCAAACAAAGAGGCCGGATGTTTGTTCCGGTTCTTCAGC
CGGTGGTGTTGCTCTGCGTTTTCCTCCCGATCCCAATCGGACGGAGGGTTCTCGGAGGCT
GTTTCGGAAAGATGGCTTTATGTTTGCGACCGCATGCTTCCTGCCAGCCACGCACTTTGA
ACATCCGTGTCCGTGTGTGTAGACCAACGCATGCCAGTAGATCTGTGTTCACTGCAGTGG
AGACAACTACCGTCTCCTTCATTACTGTTGGGTTGTTTTGCATGGCGTCAAATGTTGAGA
TGAAAAAAAAACAACTAAAAGTGGAGATAAGTTATGGGACTGATGGGATTCTATCAACCT
ATTTCTGTGGATGTAATGTACAGTAATTCGATGTCATCAGTAATCTATCAGTATCTGTGC
CAAATGGAGACGTATCTTTGATCAAACTATGTAATCCTACTGAGGCAAAGGATTTTTCCG
CTTTTGCTCCGCCACTCGATCGATCAGCTGCTGGAAACAACGCAGGCTCACATGTGAGGT
TTGTTCCATCTTTACCTTTAAAGCTCTGGTGACTTTGCCAAATCTCAAACTTGTCACAAT
CACAGGCGTCAAGACAGAAATATTCCGTTTGGAGTCAGCCAGACTGAACACGACGAGCTG
CTTTCTATCTACAAATCCAGGGTTTGAACTGAAGACAGAATCTGTTCAAAAGTGTTTGAT
AGTTATTCAAGAACTGACCCTTCAAAACCTTTTTATTTTATTTCCCCCCTTACCTAAAAG
AATTTTGAGCACTTTATGGGCGTAGCAGCCTTTGGTTTTCACCGTGTAGGATTAAGCTTT
TTCAAAACCCAAACCAAATGTCTGCACTGAAAAACAGACACATACAGCTACATCACTGCA



GATTTGTTTGAAACTTGAAACCGAGATCAAAGGCTCTTGTGAGTTAGACAAATTAGTCAA
ACTGTGAAAATATTAGACTAGAAGTTGTTAAGAGCAATGCAGGACATTACTTAAGTGGTC
ATTTTCTTCTCTTCTCGATCTCAATATTACTATTTGTTTACATTTGAAAGTATTACAAAT
GTTTGTGTTGGTTAACCGTTGTGTATAAATATTCTCTACATTGATAAAAATTCATACATT
TCAAAAAAGG
>CL3114Contig1
CATCATCAGAACAGAAACGATTGGAGGCAGAAATCACATCTTTCTCCTGGGTTAACATGG
GAAGACTGTGCGACCTTAACCCTTGTGCCATCCAAGGCATGTTAACATTGGGAGTGGGGT
CATCTAGACCCACTAGACAGTGCTCTGAACCTTTTTTCTTCTATGATTTGGGATCTTCAC
TGGTGTCCATGGATTACATGAAATCTTTCCACCTTTATCCACCTTTGTCATGGTAGGGAG
AACATCTCAATGGAAGAGTCGGGTCATCTGGACCCCACAAGATAGCACAAGGGTTAAACC
TCTTCTATGAGGTGCGGTCCCTTAAAGGCAGTGACTAAGGGTCCAGAAGCCTCCATACGT
AAAGGATTTTCCAGGTTTCCCGTCCGCATGCCGGAATCTCTCGGGTTTGCTGAGTTCAAG
AGAATTTGTCAGGAACCTTGAGAAACATTTGTTTCCATCAGTTTATAATAAATCTACTTG
GAGTAGGTTCTTCATCGATGTCCTTCTGATAAAAGCACACAGTTGGAACCAGAATGACAG
ATTCTTGACTCCAAATTCAGAATTTAGCACTAGGCTGGATTAGAAAAATACTCCTTAAAT
CTGGATTTTGTGCCTTTGTGTTCCTTCATCCTGGTCGGCCATGACCACCAAACATGAGCA
GTGATGCAGAAAACTGCCCCTGAGGGTCGTTAGAAAAGCCCCAGAGGAAGGGAAAAGGCC
ACATCCTTGGAAAATGGTTTTAAAAGCAGACATTTAAAACATGTTTTTGTGTGAAAAGCC
CCCTAGTGGTTATTGGATGAACAACCACCCTGCTGCAGGAAATCGGTGCAGTTTTTATAA
AAACATTACATTTGTCACTTAACTTTCTGGAGATGGTTTATTTAAGCAAACATACCGATT
TGGACGGAAGGTTATCCGATTGGTTTTTGAAGAATACTTTTGTCTTTTAATGGCTGCAGC
TGCTTTTCCTGCTGCTTTTGCAAAAGGAAAACCCTCACAGCAGACCGACTGGACATGCAG
GTTCAATTCTTTCAAATGCTCCAGCGGGGATTATTTTCTTTTTTTTTACAGAAAACACAC
AAAACAAGTCAAATGTCAAACACAGGGAGGAAAAAGTGCAAATGTTTTGGTGCCGCTTCT
CGTTTTTTCCGCGTCCTCCTAGACCTCCGGGTTCCTCTGTCCGTCTTCGCCCAGCAGGCG
TCGGTCGGCGTCCCGCTCTGGTCTTTCCGGTCCTTCACACCAGGCGACCTAAGAAGACGT
TTGTCCCCTGCCTGGTCACTGTGGTTGAGCTTCCCTCCTTGCCGACGCCCAGGCAGCCCT
TCAGCTCCTGCAGCGAGATGGCCCGGTCCTTGTTCCGGTCACAGTAGTCGGTGAACTTGC
GGGCGCACCTCTTCGGCTTGGCCTTCTTCTTCAGGTACCTCTTGAACGGTTTGAGCTCCT
TCTTGTTGACGTCTTGACTGCCGTTGTTGTCCAGCTGGTCAAAGTACCACTGCACCACCC
GCTCCTCCAGGGTGTGGCTGGGGTCGGGCTCAACGAACCTCCCACCACCAGAGGGGGCTG
GTGAGTTCATGGCCTGCACCATGTCTGTGGTGAGGGCATCTAACAAGCTGGTAATGAATT
CCGCTTTCTTCCCCTCTGGGCAGCCTGGCAGGTCTGTCGCAAGCGAAGGGGTCCTCGGTG
ACCCGCGCTCCGTCACAGTCGGGCATCCTGTACCTTGTGGCGGATCCAGCTATGGGCCGT
CCTGTCTCCTCCAGAACACACCAGCAGTAGCCGGTGGACTGGTGGCACTGCACGGGCCGG
TAGAGGCCTCCGGAACCGCAGTCCGGGATGAAGGCGTCCTGCTCGGAGATGTGCCGAGCG
TCGCTCAGAGCGCTCTGCCTCTCCTGGTCACAGGAGGGAACCTTATCTTGCTTTCTGGAG
GTGGAGTTGTTCGGCCTGAAATACTTTTCATTAAAATGCTTCTCCCACAGCGTTGACGGT
GTAATCTCGTCGCCCTCCGGGGGGGTGTGGGTCTCCATGGTGGGTGTGGGCTTGGAGCCA
TCGTCTTTTCGACCGGAGTTTGCCGGCCCCGGTGGTTTGTCGGTTA
>CL3115Contig1
AGGCTGGAATGTACTGTGCAGAGACTCTCATCCATAAGTTCTTGTGATTTGCTGTAGTTT
CAGCTGTCTGGTTTTTGCCAGAGATCTAGTGGAAGATCCTGTTTTCCGTTGTGACTTGAG
CGTGAGTCGGTTTCTGTAAATTAACGAGTTTTTACCTTGGCCGCTGGCTTGGTTCAGCCA
GCTGAGTTAAATCACCTAGCATGTTTCGCTTCTTAAATGACGGGGATGACGAGCTCTTCA
TGATGGATCCCTTTGCAGCTCACAGGCAGCAGCTGAGTATGATGACCCCATTTGCCATGG
ACCCGTTTGCTCTGGTTCCCCAGATGCACCCACACCGTGTGGCACGCAGACAGGCTGGCC
CTCTGGCTCCCTTTGGCATGATGGGAATGGGAGGAGGATTCATGGATATGTTTGGCATGA
TGGGAGAAATGATGGGAAACATGGAAAGGATGTCTGGCTCACCAAACTGCCAGACATTTT
CCTCTTCGACAGTGATTTCTTATTCGTCTTTAGACGCAGGAGCTCCTAAAGTTTATCAGC
AAACCAGTGAAACCAGAACTGGCCCTGGAGGGATCCGTGAAACCATGCAGTCAGTGAGGG
ACAGTGAGAGCGGCCTCGAGCGCCTCGCCATCGGTCACCACATTGGGGGAACGTGCACAC
ATAGTAGAGCGTTCGCGAAATCGCCGCACTGGAGACCGCGAGGAACGGCAAGACTTTATT
AACCTTGATGAGAGTGAGGCTGAAGCTTTTGATGTGGAATGGAGGAGGGGGACAGGACGA
TACGCCTCTCCAGGTGCACGTGCAATTGACTATG
>CL3116Contig1
TTTTTTTTTTCACTACATCACCCCTTTATTCCAAATGCAGTTCCAGGTCGGTCAGATAAC
ATACGCTTCCATTCGTGTATTTAACCTCTATCTCTACATTATAGATATTTATTACATAAA
CGGTTCTATCCATACAAAATATAAAAATATGTGAGGCTCATTTACAACTTTATTTACACC
TTCTTCCTTAACTTAAGTAAAATCATTACTTCATTCATCTATGTACATGTTGTCAACTGA
TTTCAATAGAACATTACACTCTAAATCACACTGAAAATGTAAGACAGCAAAAAAACAACC
AAATGTGTTGTACACTTATGTGCTGCATAAAAATAAAGAAAACAGCCTTTAAAAGAAGCC
TAAAAAATGATGCCTGAAACGTAACACACTGGAGAAAAGACAACGTGAACAAACTGACAA



ACACAGTTTTAGTGTTTGCTGACTGCAGTTCAAAGAGGATTTAAATTTTAGGTGATCAAT
CAACGACACTGAAATGTTTTTCTTGATTTGTTTTAGTTTTCGATGTTGGGGTACTCCAAG
AGGTTAAGAAATTATGCAGTTTTTGCTTTTCCTGCGTTTGCGACTGCTTTTCTGCCCGCT
GCGGTTGGCTCCTCCCACCCCGCTGCTGCTGTACTTCTGCACCAGCTCTTGATTGCTGAG
GTAGCGCAGCTGGACAGGTCTGGGAATGGGCTCGCCCAAGAAGTAACCTTCGTCCTCTGA
TTCAGAGGACGAGGAGCAAGTGGAGCACCAGTCGTCGTCGTAGTAATCGTCCCAAGAGTA
TTGGCTCAAGCCAGTGGCTCTGCTGGCCCCGGGGTTTTGCAGAGTCAAATCTGAAGTGGT
TCTGGGGCACTGCCTGAAGAGCTGAGGCTGGTATCTCCCACCTCCGCCGATGCCAAACTG
ATCCCNGGGTGGTTCTTGGCGGGGGGAAGCGATCATAATCCTCACGGACACGAAACTGGG
ATCTCTCCTGAGGTCTGACCCGCCGCTCGGCCACCAAGTGAGAGC
>CL3117Contig1
GCTTCAATTACAATTTGATCTTTTCTCTTATCTCTTAAAAGAATAGCGACAAAAATCAGT
GTTTTACAGTTAAAAATTACAATCTTTGACAGTCTGCCAAAAAAAACTTTGAAGATGAAG
AGAACTTCATACAAACTTAAGGACACTGCAGACAGATATCTAGAAAAAAAAAAAAAAAAA
AAAAAAAAGATAAAAGATCTGTTCCTCCTCTTTCAAACCAGTCAGCCCATTCAGGAAAGA
CCCACTCAAATCAGAGCAGAAGAAGGAATTTGTAAGATAAGACAGAACAAATGTTTCTAA
GCTGCAACCAAGGCCTCCCCTTCTCGCCAGGACAGGCCGCAGACCGAGGTTTGGCTTGTC
CTCATATGGTTGAACAGGACGGCAGTAAGAACCTGTTTGAGTGAATGGCAGTGATTGTGC
CGAGCTGGCGTCCCCCTGTTCACTTGTCCACAATAAGCAGCAGGTGCTGAGCTTGGCAAA
ACTCCCCTCCGAGCTTCGCAAACGCCATACATGTGCAGCTTTGATGAGAGCTGAGGAGAT
GGTTCATTGAGCGGACACAGGAGAATGTGACGGCTCGTGGATGTAGACACACCATTGATG
ACGACGCGGCTGCTGCTGTGGATTCCCGCTGACAACCGGCTGGCTTAGACCTGACCTGGA
AACACAAGAGATTCGCGGGGAAATTCAGACGTTCCTAGTAATACAGACGTGTCTGCGAAG
GAGGCATGTTGAGGAGACCCCGGCCATAATGCCGGGTTTAAA
>CL3118Contig1
AGGAATTCGGCACGAGGCCTCCTGGTCGTTCTCCCAGATGCTGCCAGCGCTCAGCTCTTC
TTGTTGCTAGGCGACAGTGGATGTCCAGCTCAGCATCTCGTCCTCCTCTTGTATCGAGGC
TTCTTCTTTTCCTCACGCAGAGATTTTATGACGTAGAAATGCTTGTCAGCTGGAAGCATC
ATTTTAAAAGAAACCAGCTCCAGAAAACGAATGCGTATTATGGCTACACTGAAAAGTTTT
ATGGGACAGACATAGCAGCAGCGTACTATATCTTAAAGCTTGGGGGAGGAGTTCGGTGAG
ATTCTCTTCCTTTTTCCTTTTTCCTTTTCCAGTATTGGACTCTTCCTAAATGGTTATTGA
ACGCAGTGCAGTCTGTTGTGGTTTGTCTACAGGGTTTATGTGAAGCTCTTGGTTTGGTCT
GGTCCTCGTCCTGCTGTGATGTAAAGCTGATGGGATCTGGGTTTCATCTGACCTCAGGTT
TGTTGGCCAGTCCGAGTGGTTCCATGCAGACAGAAGGGGAAAGTTCAGCTGGGATTTCCT
AAAGTTCAAAAACACTCCTCTAGAGGAAGTCGACATGAGCCAGACTCTTATCAACTACAC
TGGACTAAGAAACTTGGGTATGAAGTCTAGCTCTGCTTCCATTTCCTAACCTTCCACATG
TCAAGTTACTTTATCAAAACTGTTTATACTTTATCACGCAGCTTTGAATTAAAATGTTTG
TGTGAAAGTCATAAGTTGATGTATGTCTCCGCTCAGAGACGCAGAAACAGTTGCGGACTC
TGAGGTTAAGAGGCTGTCCTGAGATAGATGATTGGTTCCTGGCGAGACTCCACGTCTTCC
AGGATTCTTTGGAGGAGTTGGACATCTCTGACTGTCCACGCATCACCACAGGAGGCCTGG
CTGCCCTCCGAAATCTCAAGTAATCAACCAGAATGTCTGTCGTAGTTCAGTGAACGCAAA
AGCAATCCTCTAGGAGGCTGTTTCTTTTGTTTCTGTTGAAGGAGGCTGAAGCTGCTTTAC
GTATCATCTCTCCCGAGGGTTTCATGTCCCGGTTTGGTGATTATCCTGTTGGAAGAGATG
TTACCTCAGTGTCAGATCATCGCTGAGGGCTACGACCACAGCGTGAGGCAGGCAGAGGGG
GAGCGCATGGAGAGCTGAAAGAGCCGGAAGGTTTCATCAGCTGGTTGTGGACATAAACGG
ACTTTTCATGGTTTCAAGAAAGCAGCNAAAAAG
>CL3118Contig2
TTTTTTTTTTTTTTTTTTTTTTNTNTCACAAATTGTATTTAGAGTCAACATCTTCACTTT
TTCAGCTGCTTTCATTGAAACCAATGAAAAGTCCGTTTCATGTCCACAACCAGCTGATGA
AACCTTCCGGCTCTTTCAGCTCTCCATGCGCTCCCCATCTGCCTGCCTCACGCTGTGGTC
GTAGCCCTCAGCGATGATCTGACACTGAGGTAACATCTCTTCCAACAGGATAATCACCAA
ACCGGGACATGAAACCCTCGGGAGAGATGATACGTAAAGCAGCTTCAGCCTCTTGAGATT
TCGGAGGGCAGCCAGGCCTCCTGTGGTGATGCGTGGACAGTCAGAGATGTCCAACTCCTC
CAAAGAATCCTGGAAGACGTGGAGTCTCGCCAGGAACCAATCATCTATCTCAGGACAGCC
TCTTAACCTCAGAGTCCGCAACTGTTTCTGCGTCTCCAAGTTTCTTAGTCCAGTGTAGTT
GATAAGAGTCTGGCTCATGTCGACTTCCTCTAGAGGAGTGTTTTTGAACTTTAGGAAATC
CCAGCTGAACTTTCCCCTTCTGTCTGCATGGAACCACTCGGACTGGCCAACAAACCGAAC
TCCTCCCCCAAGCTTTAAGATATAGTACGCTGCTGCTATGTCTGTCCCATAAAACTTTTC
AGTGTAGCCATAATACGCATTCGTTTTCTGGAGCTGGTTTCTTTTAAAATGATGCTTCCA
GCTGACAAGCATTTCTACGTCATAAAATCTCTGCGTGAGGAAAAGAAGAAGCCTCGATAC
AAGAGGAGGACGAGATGCTGAGCTGGACATCCACTGTCGCCTAGCAACAAGAAGAGCTGA
GCGCTGGCAGCATCTGTGGAGAACGACCATGGAGGCAGACATGACTGCGCTGATCTACAG
GAAGCCCCC
>CL3119Contig1



TNAAAAANNGGGGGNAAAAAAAAAAAAAAGACTGAACTGTACAATTGTTCGGAATCTCTG
GATACATTTCCTGGAGAGCCCATGAGCTCTGCAAGCTGGAGTCAAAGAAAAGACAAAATT
GCACTCTATCATAACCACATTAGAGTATATATATTGTTTCCACATAAATGAGACGAAGAG
TAGTAATCCAATTTATCTGCTCTATTAGCCTCCACCCTTTGGGAGCCGGACCGCCAACAC
AGATGGGGGCGGAGTTCTGGCCTGAATGGAAACATGAACAGACGGTGATGTTGTAACATC
GATGAGGAGGATGCTGGACTGTCTTCGCCCTTCCTCTTTACTACCTTGGCAAATATTTGT
CCCCACGTGAGCTCTTTTTTGTTTGTTTGTTTTCAGTCAGACTTTTGGGAAAATCTTGGG
TTATCTCGTGTGGGACGAGCAGAAATCCGTTCCCGTCTCGACTCGTGGTGGCGGGGGTTA
ACTAGGTTATTTTCCTCTCCCTGTGAATGAGCGTTTAAGCCCCCGAACTGCTGCAGGTGA
CGGCCGCTCCCCCCCTGGGTCCGGACGCTAGATCACAAAGAGTTTGCGCTTGCTCGTCGT
TCCCAAACAGGTTTGTCTTCCAAAGGATAGAAATGTGTCGTTTTCTCGTCAGGCGGTGTA
GTGATACATGCATCCATTATACTGATATACACTTCTTAAAAAAAGTTTTAAAAAAAAAGA
ACATAAACAAAGAGTATTAGAAGAAGCTATACAGAGTCTGTCGCCGACGCGTGG
>CL3120Contig1
TTTTTTTTTTATTCTGACACCGAAAGCGCGCGTCAAACATAAAAATTAAGCTTTAAATTC
AATGATTTTAAGGTTCGTGGACCACAGAAGAACATTCCTCCTGTCCGAGCTGAACCGCAT
TCATTTAAATGACGGTTCATAACATCTACATTTTCGACCGAAACGGAAACTGCCTCTTTT
ATAATGAGTGGAACCGGAAGAAGCAGGCGGGGATCTCCAAGGAGGAGGAGTTCAAGCTGA
TGTACGGGATGCTGTTCTCCATCCGCTCCTTCGTCAGCAAGATGTCTCCTCTGGACATGA
AGGACGGCTTCCTGTCCTTCCAGACCAGCAAGTACCGCCTTCACTACCTGGAGACACCCA
GCGGGCTGAAGCTGGTCTTGAACACGGACCTGTCAGTCAACAGCGCCAGAGAGACGCTGC
AGCACATCTACAGCAACCTGTACGTGGAGCTGGTGGTGAAGAACCCCGCCTGCTCGCTGG
CGCCCCCCCTGGACAGCGAGCTGTTCTGCAGCCGTCTGGACGCCTTCGTCAGGTCTCTGG
CCTTCTTCAGCCCCCGAGCCGCCTGATCAGCTGATCACAACCATGGATTTTGTTTTTGGA
CGTCTGAATAAACGATGAAGACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL3121Contig1
GANAAATTTATNCAAAAAAAAAAAACACAAACTGAAAGTCACACCCTGTTTCAACCTGAC
TCCACATATTTAACAATAATACAATAAAAATGACTTTAATTTTCCACTATTTTCTTATAA
TATTGACTCATTTGAAAGATAACACAATATTATGAGGGTTTTACACTCATGTCTGCATTG
TTTGCTCCTAGAGGACTTGTGTTTATCACATGTGAAGGTGGGTTTTGCTAAAACTAATTT
ATAAAAAAAAAGACTGGGCAAATAAATAAATGAACTATTTCAAACAAGTCCTTATAATAA
AGTGTTATCAACTTTCTTTATAATAGTAGAAAAAATAGTTGTTTTTCATTTAATTGGCAA
GAAATCATTCCTTGGATACAATGAAAAGATTCGACTGTGGAATCGAATACATCTGTGATT
CATTGACGGCGTTCACAACAGTCTAGAGTCCAAAACCTTTACTGTCTGAGCAAAGGCCCA
GTCAGACAGACAGCACCAGATGATCAGCTGGTCTTTGCTCCTCCTCACGCTGACTTCTTA
CGTAGCACAAAGTAAGTTATGGAGGAGACGAATGACAGGCCAAAGGCGATCCATGCCAGG
ATGTAGCTGTGGCCGTAGCTGCCCTGACTCTCGTTGACATGGAAACGGTTTGTGTAGATG
GAAGCTGCGATCATGATGAACACGCAGGCCAGCAACTGAAATGCACCGGTAATGGTAAAC
CTTTGGCCCTTTGGGAGGGTGAAGAGCTGAGCCAAAAACACAAATGCGGCGATGAAGGAG
AAAATGCATGCCAGTACAGAGGTGGCCTGCACTGCATGGAGGTAGTCTTGTGGGTAGTCT
GTCCCTGTGGGGAGGTCTGTGAGGTTCCAAACTCCATTGATCTTCAGCCACCGACCCCAC
ACATCAGTGCGCATGGTGTCTGTTACCCACCAGGCATTGTCAATGGTAGCCACCAGGAGC
AGCACGATGGCTGAGATGTGAAGGATGAAGATGCCGATAAGGAAGAGCATGATGACTGTT
TGTCAGACGGACGTGGTTCTCCTCAAGTCTAATTCCTTCTGCTGGAACTAATTTCAGGCT
TGGACTCCAAATGTACCCCCGGCCATAAGGCCCGGGTTAA
>CL3122Contig1
GGCCGAGGGTGGGAGCTGATGTCCCTTTTCCAGCACACGTCTCTTCAACGTGCTGTTTTT
TCTCCTTAGATATCTCGTTGTGAGTTTCAATCATTGCTCAGATCTGCTTCATGGTAGCCG
GTGTCATTAACCTTTGTGCTGCACTGAGATCTCCTCCCTAAAAGATGGTCTCCTCCAACA
CAGAGAATCTCCCCAAGACAACTCCACGTCTGAAATCTGAGCACTCTGAACCAAAAAGAC
TTCAGAACGTGGAGTCTGCTGCACATTTTCACGCGTGTAAACTTGCACATTTACTTCCGT
TTTGAGATCGTTGAGCTTCTCCTCAGCCTCTTCTGGGAGCTTCAGTGGGACTGTTAGATG
TGAACCCATTCCAGTGACGTGTGAAGGTCGGTGGTCGTTCCTGTGTCTGGTTCCAGTGAT
GTTCTGTTGTGCCTCCATGTGGATCAAGTCGGCGGTTTCCCACAGAAACGGCTTCCTCCT
GCGGTCCCTGAACACATCATCAGTGATTAGTGTGACATTCAAAACGCGCACGACGGCGTG
TTTGTTTGGCTTCCGGTGTGTAAAATGTTGTCCTAGAAGCGACGCGGTGACTCCGTTCAC
AGCAACCTTCAGTGTCCAAGAACTGCTGTTCACCATTTAACAGCCATTACCAGTGTTACC
ATGGTAACCCAAGCCTGCTTTTAGAGTAATTGATGTTGTTCCAGTGCTTCACCAACACCA
GAAAAGGCTGCCCGACCCTGCAGATGATGCTGCTGCTGTTTTTTTCCTCCCCCCTCCTGG
CGGGGCGGGGTCTCACCTGCGTTTCCGTGTAACACCTGAGTTTTGTTCCACTTTTTTACT
CTCTGAAGTTCTGTT
>CL3122Contig2
TTGCCGTCCATATTGAAACATCATTTTCCTTTTGTTACACAGCTTAAAGCCTTAGAGTGA
CTTTGAAGCAAAAACACAACAGAATCAGACACGTCTACACAACAGAACTTCAGAGAGTAA



AAAAGTGGAACAAAACTCAGGTGTTACACGGAAACGCAGGTGAGACCCCGCCCCACCAGG
AGGGGGGAGGAAAAAAACAGCAGCAGCATCATCTGCAGGGTCGGGCAGCCTTTTTCTGGT
GTTGGTGAAGCACTGGAACAACATCAATTACTCTAAAAGCAGGCTTGGGTTACCATGGTA
ACACTGGTAATGGCTGTTAAATGGTGAACAGCAGTTCTTGGACACTGAAGGTTGCTGTGA
ACGGAGTCACCGCGTCGCTCTAGGACAACATTTTACACACCGGAAGCCAAACAAACACGC
CGTCGTGCGCGTTTTGAATGTCACACTAATCACTGATGATGTGTTCAGGGACCGCAGGAG
GAAGCCGTTTCTGTGGGAAACCGCCGACTTGATCCACATGGAGGCACAACAGAACATCAC
TGGAACCAGACACAGGAACGACCACCGACCTTCACACGTCACTGGAATGGGTTCACATCT
AACAGTCCCACTGAAGCTCCCAGAAGAGGAGACCATCTTTTAGGGAGGAGATCTCAGTGC
AGCACAAAGGTTAATGACACCGGCTACCATGAAGCAGATCTGAGCAATGATTGAAACTCA
CAACGAGATATCTAAGGAGAAAAAACAGCACGTTGAAGAGACGTGTGCTGGAAAAGGGAC
ATCAGCTCCCACAGCCACCCACTCCTCAACCCATCTCTGTTTTCAGGGGAGCATGAGGCT
CTCCTGGACGCCACCACCACCCAAACCAAAAACCGCCTTCACTCTGTGCCCTCCTCTCCC
AGGTCAAACTCCTTGTATTCCAGCGGAACTTCGGTGCCGCCGCCCTCTCCTTGGAACAGC
TCCTCCATCAGCTGCACCCCGGCAGAGCCGGCCCGAGACGCCCACAGGGCGGCGCCCTCC
CTCAGGCCCAGGGAGCGCAGCAGCCGCGCGTAGTCCACAAACGCAGCCTCGATCAGTTT
>CL3123Contig1
TTTTGTTTATTGAATGCTGCAGATGAAATTTACTGCAATACATATACTACACATATTATT
TCCACATTCAACTGAACTGACTGAGAACAGCAGCCCCACTCTTCTTCCATTAGAAGTCCC
TGTCTTCATCAGGCACAACAGCCGTGAGTCATTTAAGGGCAACCCTAACCAAACTGGTTC
AAAATTCACTTAAATTAGTTTAAATATTCTTTTAACACTGATGAGCAGAAAAAAAGTCAT
AGTTTGAGTCCAACAGTCTGTGTCAAGTGCAAACAAGTTTGTTTGTTGGTTTCCTTCCTC
ATCTGAAAAAACAGAATTCAGATTCATTTAAGGGCAAACCCTGACAGTGACGGGTTAGAA
ACCAAATGCTGGATGAAAAAAGTGGGACTTTGGTCCCTTAAATACTGTAATTAGGACTCA
GAAGATTAAACATTTGCTGCCAAAGTGAGCCTTTTCTTTTATAATTAGGTAATAATGTTG
ACGCAGATATTACATTTTGTCAGGATTTCACAGCTTAGAAATCAGGCAGCCTAAAGGAAA
CTATTCATCAAGAATTCTTTTGAAAGAACACTGTGATCTTGATGAGATCAGACAGGGCGT
TGTGCACGCGTCATCAGGTTTGTCCCTTCTCTGACCACGGGATCCAATCTTCTCGATGTA
ATTTTGTGAATTTCTTTTAACCCCTTCATGCCTGAATTTCTTAAAAGTTATAATAATAAT
GGATTGGATGTATCTGCGCTTTTCCAGACGCTCAAAGCGCTTACAATGTGTCCATCATTC
ATTCACTCCTTATGTATACTTGGTGATGACAGAGGCGTGGCTGCCAGTTCACGCCTACGG
TCCCTCTGAGCATCACCAGGACATTTATGCACATCCACAGTGGAGCCACACTGGAGGCAG
GGAAGGTGAAATGTCTTGCCCAAGGACACAACGACAGTTGACTGGGAGGAGCGGGGATCG
AACCGCCGACCCTACGATTATTGGAAGACCTGCTCAACTGCCACTGCTGCATAAAAAATA
TCCTCCTTTTTTTCTGTATAAGGTGGCGCTAAATTAATCGGAGTCCTGGATTAGATGTTG
CGAATTAGCAACATAAGGCGTCAAAGGGTTAAAACCCACCTGTGACCTGTGCGACTGCAA
CCACAGATAAAGAGAACTGCAGGACTCAGTGATTAGGTTAAAAGCTAAAGTAATACTGTC
TAACGCTTCTTGGGGGCTTGATGTTTGTTCATATTTGATGAAAATAACTGAGTATTGGTT
TGTCTCTACCTCCAATTGTCTCGACCACACCCCCGTCCCAAAAGAGTAAGTATGTTTTCT
TTAAGCCTTTAAACATGCATTAAGTCCTTTTACAAGATACAAGAGAATGGTAATAAATGT
AAAGCATTTATGATAAGCCTGTAAAATCTGACTATCTCTTGTCCAACCCACAACGCAGTT
AAATAGTGATAATTGGTTAATTATTGTCTACTGTCCTTTTTTGTGGAAAACATTTAACCC
AATTCTAATTTGCTGGAATACCTTCATCTTTGGAAACTTGGACCGAAACTTGAAAAAAGA
GAATTTCAGCAGAGCGTAGTGGATCTACAAAAGCTGTAACAGTGGTGGACGATT
>CL3124Contig1
TCTTCATTTCAGAAATAAATAAGAAAATAAGGCTGTGTGGATTTCACAAAATGTGCAGTT
AAAACATGAGAAAAGCAATCCTATGTTTAAAGTCCTGCAACCAAATCCAAACTGCATTGA
CAGAAAACAACAATATATTCTGACTTCAGTAAATATACAACACAATCATGCAATTCCACT
TTTGGAACAAAAAAAAAGAAACAGAAAATTTATTGTTGTACATCTGAATACTGTTTGCAG
GATGGATGAAATATCCCATTGAAGATTTGTTTTAAGAGAAAATTTCATTTGGATTCAATT
AGTTGCAATGATGACCCAACATTTTTCAACTTTATGGGCTCTTAATTAAAAAACAAAAAT
ACAAATCAATGACTTTGCTCATCTTTTTTGCTGATTTTCACATGATTAGTGCTTTACACA
CTGGAGTCTGATAAAAAAAAAAGTTGTCATTGCATTAAACACAGACCCGGAAGGGAAGCA
TTTGCAAGCACACAGGTTTGTAACATAAAGATAGCTATCATTTTGCTAAAAATTTCTCAT
GTCAATAAAATATATGCTCAATATAACCAGGGGTATCAAACCCATATATGTATTAGTCTT
GTTCTGAGCATTTCTTCATCCTTACTCAAAAAAAAAAGNGACATTTTTGNCCCCAATAG
>CL3125Contig1
CATAGTTACCGATCCAAACCGACACCTTATTCGGAATTTAGCCATTCTGACGCAACATGG
AGGACACTTACGTTAAACCCGGGAACCAGGAGCGTGGCTGGAACGACCCCCCCCAGTTCT
CATACGCCCTTCAGATGGCCCGTGGGCCACCAAAGAACCACCTGAACAAGAGGGTAGCTG
CTCCTGTGGATTCAGGGGCTGGAGTCCTTCCCACAACCCCTCCCTCTGCTGATCCTTTAG
GGCCACCGCCATGTGGTATAGCCCAGCCCCCAAGCAGCTTAGCTCCGCCTCCTCGTAGTA
TCGCACCACCCCCTTTATCATCAGTTGGATTCCCACCTGCCGGAGTGGCCACGCCTCTTC
CTCAACATGAACCAATGAACCCTCAGAGAGACACTGGTGTCAGCCAATCAGAGCCCAACC



TGGAGCTGGTGATGTCTGTACTGAACCGAGCGCTGCAGGCCTGCAGAGTATCTGTGACAG
ATTATGTCTGTAATGAGGTGGAGAAGAGACTCCGCCTACTGGAAGACAGCTGGAGGTCAG
GGAAGCTCAGTTTCCCTGTGAAGAGGCGCATGGAGGTCTTGGCACGGGAGTTGCAGACGG
GGAACTGGAGTTCAGCAGATGAGGTTCATCGCTCTCTGATGGTCGATCACGTGACTGAGG
TCAGCCAATGGATGGTTGGTGTCAAACGACTCATTGCTGAGGTCCAGAATCTCAGTCCTG
AACTTCTTGAAACACTAAAGAACCCAACAGGACCAGACCAGGACTCTGGAGAACCAGCAC
CAGATCCATCTCCTCTCTCCTGACTTTCCTTCAGCAAACAATGACTTTGAGTTCAAACCC
AAATCTGCAACCTGGTCTTAGGGAGATTCTGGTGCACTACAGTTTACTCTGGAGATCAGA
TTGTTGACACGAAGATGCCTTAGTTCTGTTTTGACTGAAGCTCTCTCTCTGGGCTCTGCC
CTCCAGACTCTGGGGTCCTCCCCCCACATTCTGTTCTCCTTCCTACAGAGTCTGGCGTAC
ACCTCTTTCCACATTCTAGTTTCCTCCTTCCAGGCTCCAGACTCCTCCCTCCAGAGTCCA
GGCTCCCCCCACCAGAAATCTGTAACTGGGCCTGAGGAACCCTGGATGACAGCTGCTGTC
CAGATCAGAGCTCACATTCGGATGTTGAGCTTTGCGGACTTTACAGCCTAAGGAATCCTT
CATTAAGGTTCTGGATTCCAGAGCCTTAGTTGTGGAATGAATGACTGTTCTTAAAATAGA
AGAACTATGGTAGTTTAAAACTGCTGAGGGGTTCATCATCTGAATGTTTGGCTGTTTCCA
TACTTGTGTTCAATAAAACAAACTGAAGCAGAACAACATGCTGTCTGACAACTCTGGGAC
CATCCTGGGACCTGCTGTACTGTACAGGCTGCTGGTTCCTGAAACTTCAGTTTCATTTCT
TATTGTGGTGGTGGTGCGTCTGTGTATACACTTCAATTGAGAGTTTT
>CL3126Contig1
GCCCTCCCTGCTGTCTGGCANATAACACTGTGTTTGATAGAGCGTGTGAGGGAGGGAGGG
AAACTGACCAGGAAGGGTAACGTGTAAATAAACAAAGATACATTTATGTAAACAACAGAG
GTAAGAGTAAAGGAGGTGGCTGGTGTTAACTGTACTTCTACTGTATGTAAGACTAGCACT
GAAAGGCTTTTTGGGAGCATAAAACATCCTGGACTTGTTTTATATGAATGAATCCAATCC
AATGAAATCCATAAAGTTGATTTTAATCATTGATTTGTCTCTTAATCACTAAAGTCATGG
CCTTAGCGACCGCTGCTCCAATCATTCATGTGATCCTTCATGTGTTTTGATTTTGAAACG
ATCTGCCCCCCGTCCCTTCTTTTTTTTTGAAATCCTATCATGTCTTCAGGAAGCTTCTGC
ATTCGGGGTCAAACGGAAGTTCGAATTCCACCATTTCTTTATATTGACAAAAGAAATGAC
GTCAAATCCCTTTTTCTTACAGTGCAGCTGTCTGCCTCTGATCTCTGGATTCCAATGACT
ATNCTCTGAGAAATATTAGAAAAAAAAGAAATTCTTTGGGGCGTGAGGGCTTCGGTCGAC
GCAAACGCCTCCATAAACACATTCTGGAATTAGCGATCGTGGTGGTCGTGCAGACTTTAT
ATCGGTGTGGCGTGAAAACTGCATTCCTGTGAGGTTAGATCAGAGCGCAGAATGAAGCAG
GTGAATCAGCTTGAGCAGTCTACACTGATGCTTTGAACATAAAATATGTCATCTGTACAG
AATTCATAGAAAATAACCCTTTTAAAGACCCCGCCTGAGTAGCCTGGGCTGTTTTCTGTC
ACAATCGATGGAAAAAATGAGATTGTGGCATTTAGAGAACGACGGGCTTTTGATACATAC
TTCTGTGTGAATGTGTGGTCGGTCCTGGTGAATTTCTGGCGTGGAACAGAGGGATCAGCC
AGCACACGCACACTCAACCGTCTTCATTCATCACATTCTGTTCCTTTTTTAATTATTGAC
TTTGTGTTCGTGTGTGTGTGTGTGTGTGCGTGCGCTGCCCTCTGTTCCGTTTTTTTGTGT
TCACTGATTCTGCTTGACCCACCGTATGGACTGTAATCCTAATTTCTCCTTTATTTTATT
TTTTTTCTCTTTAATTTTTTCCCCCCATTGCCTCTTGGGACTGCTAAAAAAGGAT
>CL3127Contig1
CACGAGGCCCACACCTGCTGTCCAACTGCAAGGTGGAGCCCATCCCATGGAACCAGAAGG
AAGGTAACCTGTGCCCAGATGAGGTGGTGCGCCTGGTCACCAAGGGCCTCAGCGAGGGGG
AGAGGGCCTTCCAAATCAAAGCCAGGTCCATTCTATGCTGCATGCGCCACATGCCAAGCT
GGTCCCAGGAGGTGGTGGAGCTGTGTAAGAAATATCAGAATGAGGGAGTGGTCGGCATCG
ACCTGGCCGGCGATGAGTCTCTGAATTGTGAAGCGAATCCAGACCACAGGAAGGCCTACG
AGGAGGCGGTTCGTTGTGGGATCCACAGGACGGTCCACGCAGGAGAGGTGGGTCCAGCCT
CAGTGGTGAGGGAGGCTGTGGAAGTGCTCAAAGCCGAGCGTGTTGGACACGGCTACGGAA
CATTGGGAGACCCGGATCTGTACAGAGAGCTGCTGGCTCAAGACATGCACTTTGAGGTGT
GTCCTTTTTCCAGCAAGCTGACCGGCGCCTGCAACCCAGACTTCACCAAACATCCTGTCA
TCACGTTCATGAGGGACAAGGCCAACTACTCTCTGAACACAGACGACCCTCTGATCTTTA
ACTCCACCCTCAACTTGGACTACTTCTTAGCCCACAAACACATGGGCTTCACGGAGGAGG
AATTTAAGCGACTGAACATCAAGTCTGCAAAGTCCTGCTTCCTGCCTGAGAAAGAGAAGA
ATGAGCTCCTGTCCAGACTGTACGAGGCGTATGGGATGATAGAAAGCACCCCCTTCTAAA
CTTGAGTGGCATGTCAGAAGATTTGATCTTTTCCTCCACTCTCCTGATAAAGTGGAACAT
CTTAAGTAACCAGACCTAAAGCCTTTAGAAGATCCAATGTGGCTGCTGCCTTGACTTCAT
GAACCTGCACGATGCCGGCTGGTCCCCGCTCAGGTCTTTTAGCTTTTGTTTTTTTTAAAA
GTGCTTTCTCTCAAGTCAGGTCCTTCTGTCCTGCAGTTTAAGCGTTCATGTTTACAGTTT
TTCTTAAAAATCCAGTGAATCAGGGAAGCTTTTTATCAGTCAGCACTTATCAAGTTTGAG
CACTTTGTCGACCTGAGCGTTGGGTGAGACGGCAGGCCTTCAGCAGGATAAAACTCATGC
AGTGAAGTGGGGGGGCTGAAAGCCCTGCACACCCGACTCCAACTAAGCAGCAACATAAAC
AGCTGTTGTTTTTTACAATACTTCAGTTCTAAACAGCTTAATGCCAAAAGTGTAACCATA
TCTTTGAACACAAGATGGCAGCATGCTCTCATCTGTTCGCACAGCGGATTTGATAATTAC
TCTGTTTTCATGTACATATTTATTCAAAACTTTACAGTTCATAAAATGAAAAGCACTTTT
ATTAATACATTTATAGCACTTNGAAGGGCATANCCTACCGAAAAAAAGCG



>CL3128Contig1
TCGGCACGAGGCTCAGTCAGGAAGCAGCTGTGACCACCTACAACATTCACACTCGGCCCG
TCAGCTGTGTGACCTGCAGCCCAACAGATCCGTCCCTCTTCGTCTCCTGTGGCCAAGACG
GCCGTGTGCTGATGTGGGATATGAGGAAACCAGATAAACCGGCCTCCAGGATAGAAATCA
ACCCTGCCAGCTGCTCCCCCACCGTTGTGGCTTGGCACCCCCACCACAGGAGTACAATAG
CTGTTGGTGAGTTCAATGAGCAGGTTTGCTCCTTTTCGTTTTCCAGTTCCAGTTCACGGG
ATTGTCTGTTTTTTGTTCAGGCGATGAACTGGGCAGTGTCCGGGTGAAGGATTTCCTGGG
GACAGAAGCCTCTCGGGTGGAGCAGGTTCACTGTCGCAGGGTTAACGGGCTCGCCTTCTC
CACCCACAGGTTCAGATCTGTCGCGTCAAACCGCACTGGAGTGTTTTCCTTCTCTGTCTA
ATGCTGTTTGTGTTTGCCCAGCGCCTCGTTTCTGGCCTCAGTCAGCGATGACGGCTCTCT
CGCTGTTCTGAACTCTGACCTTCAGGAAATACATCGAGATCGGCGACACCGGGACTTTGT
CAAAGGTGTGTGCTGGCGCCATGGCGACTCCGGCAGCCTCACCACTGTGGGCTGGGATCA
TCTCGTTCTGCACCACACAGTGGATCCAGCAGCTGGACCTGCTAACCCCTAACAACTTTG
TGGGAGTTTCTGTGTGGATTTTCATAGGTCCTTCAAGTGTTGATTTCTGTATCTTTAAAT
GCACATTTCAGTCAAACGGCTGCACATTTTTTATTTTGGAACTAAGCACAGGAAGACGTT
TTTCCACCACTCTGACTCCAGGTGGCAGTAAAACGCCTTTAAATGCTTTCAGTTTTGTTC
TTTTCTGCCGGACTCCTGTCTCACATGTGTACAACCTGAGGTGGGGGGTGGGGGTGGGGA
GGGCGATGAGTGAGAATGTTCTATAGTTTGAAAAGAGTTCTGCAGCATCTTAAACCCCAA
AGGGACCTGATCACACAGAAGAGCACCCTCAGGCTGATTTGGTTGAATGGACATTTACGT
ACCGTGACCTCATTCTGAGAAACATGCAGTCATCATTTCTCCCGCGTGTCGACTGCCATA
CTGTAACACATTTATTATCCTCTGTTTATTGCATCCTTTCACAATAAAAGCTGTCCAAAG
ACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL3129Contig1
CGGCACGAGGCCACATTGTGGCCTCAGCTCTGGACGCTCTGCTGGACGACTCTGTGACCT
TCGCCAAGAAGCTGCGAGGGCTGGGCCAGCCGGTGAGCCTGACGGTGGTGGAGGACCTTC
CTCACGGCTTCCTCAGCCTGTCGCACATCTGCAAAGAGACGCAGTTCGCTGCCGACGTTT
GCGTTTCCCGAATCAGAGAGGTTTTTGAGCAGGAGAAAGCCACAAACGTGCTTCACAAAA
TGACCACGGTGCAAGACGGTCCCCAGCGCGCCTTTTCCTGATGCTGAGCTGCTCTGTCTG
CAATAACCTCCAAAAAAACACTAATTTCTGAAAATCTTCAGGTTGTTATCCTCAAACAAA
GTCGGAAGAACAACATCCTCACAGTTTTATTACTTTCACAGCAATATGTCAATCACTGCT
GAGGCTCACTCGAACATTTTTAAAAACTTTCATTTCTAAAGGGGAGACTTTCTGGCTTTC
ACTGCACTTTAAGCCCGTCCTGCTCAGCACTTTCTGGAGGCCACAGCGTTCCAGAGAACC
GGCCGCAGGACCCCAATTCCCAACGACAGTTTCCTTCAGAGCGGCTCCAGTCTCCTCATC
ACTGCAGACACCCGAAAGCTAATGTCAGGGTTTTATTTAAGCAGGAATCACACTCCACTA
TTCACTCTTTGCTGCTATTTATTTCCTGATAAACCTGTTTGTTACATATTTACCACAGAC
TGTCAACAAGGCCTGCAACATGTGTTTACTTGCAGCTTGAGGATGTGAGCTTTAAGGAAC
TGTCTGTAAAAAGAAAAAACAAAACTGCTGCTTCAGTTTTTGTAACCTGCATTAAATCAA
CATCGTANAAAAAAAA
>CL3130Contig1
CGGATGCTGATATATTGTTAACTGTCAATAATAATAATGACAATGATTTATTTTCAGAGG
AACGTGAATGAAACTGGGCGGCGGGGGCTCAGACAGTCTCTCGGCGGTGAACATATGGAA
GGAAACTAGTGTCTTATCTCTCTTCAGGCCTTCATTTTGTCCCGGACCGGCCCGCTCCGC
TCCGCAGGCTGCCGGTCCGTCTCCACACGTCTTCATTCTGGCTTCTTCAGATTTCTGCCT
GCTTTCTCTCTCACAGCCTTTCCGTTTGACACTTTTGTATTTAGCAGATATTTTTGGATG
AAGCTGTCAAACGAGGCCTGCACTTTTCTACTCCTAATTTGAAACGTCCTCACCGTAAAC
GGTTCCAGCGAGTCTTTTTTTCTCCCGAGCTCACTCACTCATGCTGTTGTTCCTGACAGA
AGTGGAAAGATCCTCCTTCCTCTCCAAACTCTTTGTATTTTTTTGTTTTTAACGGTTGTT
AGGCTGAACACTACACTCAAGGGACCTCTTGAGGATGAATTCCTGTTTTGTTGCCACATA
AAAATTTAGCCATGGGTAACTAAGCAAAACGATTCAGAAACACGTGGTTTGGATGAGTGT
ATTGCTCCTTTATGATGTGAGACGTGACGTTGATGGACCAAGACGTTTGGTCCGGTTGTA
TGTTTGGGCTGTGTGACAATCCCTGTACATCTCTGTTCAGTGTGTGTGTGCGTTTGTGTG
TGTGAGAACGATGCCCACTCCTGAGCGGCAGTGTGTCACGACCNCGAGAGGCGTTTGGTT
TCTGTCCTTTACTCCGATCCATCCACACTAGAACTTTATTTTGTCTGTTACACCCAAATC
GGCTTGTTTTAGTGTTTTTATTTTTGATCAGTGGGACTCTCGGCTGTCCCACCAGAATGT
TGCGTCCAGAACGATGGAGGAGAAAAAGCGCTCCTCCAAAAAACCAAAGGGGCTAGGTAT
TATTTTTTTTTTTCTTCTACACTGTAACCCCCAGCCC
>CL3131Contig1
TTNTTNAGAACAATGNGNCAAAAAAAAAAAGAAAACTTGGAAGATTTGGTGTAAGGTATG
AAAAAAGGTCTAAAAACAAATGCATGGAACAACAGCTGCACTTTCAACATACACTATAAT
ATTAAGATTAGCAATAAAAATACATCAGCAAGAGAGAAAACGTATGTTTGTACTACACAA
CACAGCTGGCGTTACATGAAAAGATGCAGAGCGGTTTGACAAAAAGGGTTTTAAAACAAC
GTAACTCAGCGGGACAAATGCCGTCTGATAGCTCCGTATAGCTGTTGCATTGTTCTTTAT
CAATGTGGAGTTGTCAACAGAAACCTCCCATTACACAGTTAATCTAATTCTCCCTACATA
ACTCTAGTGACTATACAACACTATACATCACAACACAAAGCAGAGCGGGCAGCCGGCACC



GTTTTACCCAGTTCAACCCGTCCCATGTCATACTTCACTGCAAATCTCCTCACCTGGAGA
GCAACATCTTACTAAATTTCAGTCAACCAACTTTTTTAAGGATCCTTTTTTGACCACTTT
TGTGTTTTATTTTTGTTAGAAAGACAATCACTGAACTGGACGGTCAAATGCAGATTGAAA
CAAGGACTGAACAGTAAAGATGCAGGAACAGATTAAAGAGAGCCCATGCAGGGAGAATGT
CAAGATTTATTATTGTGTGTTTGGAGTTTGTGGTTTTCACAGCATGAATGTTTAGGTAAT
GTGTGCATGTAAGCAGAATGTGTGTGTTTTGTGCCTGGTTGTGTCCTGCTTTCAGACTCT
TTTACATCTCATGGGACAAGGCTTCGTGCTGAGCAGCCGCTCCGTTGGTCTGTGGGGCAC
TGGGCTGCTCCTCCAGCTGACCGTTGGCTTTGGGATCAGCGGAGAGGTCGTCTGGCAGGT
GATGGTGGGGAAGGCCGTTTGACTCGTTTAGCCGGCGGACGCGGTACGTCTCAAAGTGAA
TGCTGCTGGTGATGTCCTTGATGTTCTGCATATGTGTTCTGATCAGGAGATCCCGCAAGT
AAGCAAACTCGCAATGTGCAATGTTTTCAACTTCTATGGTGCCCCATTTGGTCTTCCTTC
CCAGGATTCGCTTCCCGTTCACCTGATATTCCTGGTCACTGCCCACCACAGCGAAAGGAA
TCATCTCCCGGATTTTGTCATTGATCATCCTGTCCTCTGCATCCTCATCAAATTCTTTCT
GAGGGTAAACGTCAATCTCATTGGCTCGCAGTTCTTCCCTGATCTTCTGCTTGAAGTAGT
CCCTCTCCTCAAGGGTGAGTGTATCGGCCTTGGCGATCACAGGGACGATGTTAACCACTT
TGCTGAGACGGCGCATGAACTCCACATCCAAAGGCCTAAGACAGTGACCAGTGGGAGGAA
TGAAGTATATGCAGCAGTGGACCCTGGAGTCTGGAATCCTTTTCTTCCTGTTGATGTTGA
TTTCTTCCTGCAGGTAGGCCTCATACTGGTCATTGATGAACTTCATGATAGGCTGCCAAC
AGTTCTCATTATTGATATGATCCCCAAACCCAGGAGTATCGATGACTGTCAGTTTCATCC
TCACTCCTTTCTCCTCAATGTCGTGACTGATGGACTTGATCTCGATTGTCTTGGGGATCC
TCTCTTCTGGATTGGGTTGCGCCGACTTACGGCTAACTTTGGATTTGAAGAGAGTGTTCA
TCAGAGTGGACTTCCCCAGGCCGCTTTGTCCCACAACCATGATGTTTAGCTCAAAGCCTT
GCTTCATGGCCTTCCTCCTCATCTGCTCCAGGATGGCATCGATGCCCACGTAGCCAAATT
CACCTGCATGGCTCTTCTCCCCCTTGGCTTGAGAGCTGGGAGGGTGAGGCTTGGCGGACT
CGGACATGTTGCTGTGGCTCAGGCTCACCTCTGACCCCAACCCTTTCCTCTCCCACTATT
TCTACTTCTTCTCCCACTCTCTTCCTCTCTCAATCACCCCCGGCCATAAGGCCCGGGTTA
AACGGCGCG
>CL3132Contig1
ANGTNAAAAAAAAAAAAAAGTTGATTTAGTTTGGCTTTTAGTTTATCATATTTTGGATTT
TTTTCCCCTATAGTTATTTGTAACATCATAAAACAGTTGGGAATATCAAAAACACCCTGT
TTCCTATTAGAAAATGTACAATTCATCGTAAACCCATTGTGTAAATTCACTAAATACTTA
ATGAGTCACAAAACACACTGTTGATGCAATCACAAATGTGTTGTGACGACTGTTCAAGGT
AAAATCCAGAAAAAGAAATTCCTGATCAAGAAGAGTTAAAAATGGATTTGGTGTAACGTT
GACACCAATTAAAACATGCTATGAAACTTTGATGACAAGCAGCATTTTTCCCACCAACAA
GCATTAATAAGGTTATTCATAAAAGAAATGACAGCTAATTCTGGACTATCACCAGCAATC
AGAACAACAGAATATAAAGGCAGGAATGAGAAACTCAGCAGGGAAAGTTATCTAGAACAT
GATACTTGTAGCAGGAGCTCATAAGATAAAAAATACTTAAAAAAAAATCCCTGTTCATGT
TCCAAAATAATAAAAATGTAATAACAGGAAAACACCAGGATGGCCTAATGACTTACAATT
AGCTTATAGTTTCCACCAAAACCGAAATATGAGGAATAAAGTTTTACAGCAAATGACATA
TTACACTTTGTGAAATCATAAACATAAGTCCTATGCAGGAATCAGAACCAGCTGTCAGCC
GTGGGCGTTTTGTTACCGTGTTCCCGAGAAAGGACTCGACCCTGAAAATCTGAGAGACGT
TAAACAACCAAGTTGCACAAGTTTCAGGCCTCGAGACCAAGTAGCTCCACATCAAAGGTC
AGAGTGGCATTTGGTGGGATGACCCCAGGGTGACCTTTACTGCCGTACGCATAGTCCGGT
GAGCAGATGAGCTTCGCCCGCTGACCCACACTCATCTGAGCTACTCCTTCTTCCCAGCCA
CGAATAACTTCCTGGTGGCCAATCTTAAATTTGAACGGTTTTCCTCGAGATCTGGAAGAG
TCAAACACCTTCCCATCCGCCAGAGTCCCAACATAATGCACCACGACGCGTTGCCCCTTC
TTCGGGAACGTCCTTCCGTCGCCTGGGGTCAAGGTCTCAGATTTCCACTCCCATGATCTG
TTCTCTCGGTGCTTCTTGCGCTTCGGCAGCAGCAGCAGCAGTCTCCCCGGCCATAATGCC
CGGGT
>CL3133Contig1
GGATGCANGGAAGAAGGTAGGAGGGGANGGCANGGAGACGGTGCAGCAGGATAAAGTGGG
CCCCCAGTGTGTGTGTGTGTTTGTGTGTGTGTGTGTGTGTGTGTGTGTCTGCTGTAAAAG
AGGCAGTGAAGCTCAGACATCCCTGCAAGTGTTCGCAGTCGCTCAAATGCTGCCGCTTCA
GGCTCTGATCTGATTGGCCCAGGATCAGAAACAGATGGCCTCATNTGAGGGGAGATGATT
GGCAGCTGGTGTCGCGCATNTGTGTTTTTGGAGGCAGCGGTTTGCCAACGCGCTTCCGTG
ACAGAGAGGAGTGGGGCGGACGCTTGGATTTGGAGTGAGGACTCCGTCCTTTTTTTTTTC
GGCTGAAGAGGAGACAGATTTTTTTTATTTTATCGTGTGGAGGAAACAAGACGCTGTGAG
GAAGCAGCAAAGAGTGCAGATGTGATGGAGGAAAAGGCAGCTTTTGTCCCCGTTTGGACG
ATCCACGTGTGAGATAAGAAAATAGGAACCAGTCCTACACTAAGAACTAATTTGTCACAC
ACAACAGCAGAATATACAGGGCCCAACAACACTTCACATCATACCAGTTGCTGTACATTA
AGTAGCCTCGTGCCGA
>CL3133Contig2
AAAATTGGGCAAAAACAAGACCTGTTGTTGATATTGCTACATGTGTTTGTTGGTTTGCCT
AATTTTTAAAAACTGTACACTCCCCTAACACGTCTAATCTGCATGGTTTAGCTCTTGTAT



TTAACCTCAATGGTAAAATCGTTTTTTTTCTTTCCCAAACAGTAAAAAAAAAACCAGACT
TGTCAATAACAGTCTAAGAAGACATAATAATAATCCAAAACTTGAACTTTAAAAATGAAA
ATCCACTGAAATTCAGCTGCTGACTGAACTTGCCTGGTGCAATTTTACTGATCGAAAAAG
GGAAGAAAAGTAAAAACTAAAAAACAGCAGTCGATCTATCTGGAAACATCATTGAGAAGG
CAAAAACAATCACATCTGAATGGATTTTTCTTCAGCTAACAAATCAGTCCAAGGCTTGGC
GTTGAGAAGGGTCGCGATCACAATTTATAAACAGACCAGCATTCAAACACATGGTTTATC
TGAACAGCATCACTGCATCAAGGCCTACGGCAAATATGAAACACACCTAAAAAATATTGG
TTTAAAAAAAAAAACAGAATCTCAAAAAAGGAAAATCCAAGATTCTCCCACAAGATGTAG
CTCCACCTGGTAGCACATCTAAAGAAAAAAGCAAAGATGTCTCCTGTTTATTTGGTTTGT
GTAACATAAATAATACCTAAGGCAACATCTGTTTGAAAACAGGAAACTCAAGAGCGATGA
GGGAGCAGGACAGGAGGATGCATGGAAGGAGGTAGGAGGGGATGGCAAGAAGACGGTGCA
GCAGGATAAAGTGGGCCCCCAGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTCTGCTGTAA
AAGAGGCAGTGAAGCTCAGACATACAAACCCCGGCCATAAGGCCCGGGTT
>CL3134Contig1
TTGTTTTTTACCTAAAAGTGTTTCTGTAATGACACAGATTTAACCATACACACCAATAAA
ATAATAAATAAACATTAAAATATGATTTTAAAAAAAAACAGCCTTAAAATGTGTTTTCAC
AGATAGCACTGAAAAATGAGAGTTTTTCTCTGCAGGTTGCTGCAGAGCATTGATACGCCA
GTCGTTCCTTCTTCTAAATTGGTCTGAAGACTGGAACTTTTGCTTACAAAGCCTGACAGT
GGTGGAAAAGGACACATCTCATCAGCTACAGCATAGACNAGGGTTGACACTGCAAATGAA
ATTCCACAGGAACCAGATGAAACCATCATGAGGATCTGAAACCACAGAGGTGGCTGGGTG
TAAACTTAAAATACATCGCCGTCAATATCAGGTCAGTGGAAACACTTTGATGGGGCTTTT
GCGCTTACAGCTTCCCGCTTGCTCTCTATAAAATGAGCGCTAACCTTCATTTTGCTTCTT
AAATACAGAATGTGCTCTGAAATACTTCAAATGTTGTTCAAGACATTCTCACATTCTACA
AATATAGCATAAATACTGACAACACAATTAAATAGTGGACAGGAAACCCACCTATTGCCT
TATTCTGGACACAGAAACGTTCAGTTGTTCACGTTCAGGCGTACGCCATAACTGACATTA
AGATCTGCACAGCCATGGACACACAGGGGATTTGTGCGATGGTGTAGGCCACGGAGCGGG
TGGGCGCCCTCAGAGCCAGCAGGTAGGCGACGGTGTGCAGCAAACGGCTCAAGGAGAAGA
CCAGGAAGTGCAGGCGAGCCACAAAAAGCGAAGGCCCCGTTAGGGAGTAGATGGCCCCCA
AGAAGAGGAAGGGTAAGATGTTCTCCATGTCATTGATGTGGGCCCTCCGGCATCTTTCCA
CGTACGGATCTTCTCTGTGAAACTGCAAACCTCCATGTCTCAGAGCGTCCTCCGGGTTGG
CAAAAGCCTTCTTGCGCAGCCTCACTTGCCCCGTTATGATCGCGATCACGTACATTTTAA
TCACGAGGAGAACGGCATAGAAGAGGAAGCAGGAGAAGACCTCGTTTCTGATCATGACTG
CGCGCGCGGGGAGGGCGGGGGCACACCGGGAGCTCCGGAGATGGTGCGTCTCTCTGCGTG
AGTGCACTCACTCTGAGGCCCCCGGCCATAATGNCC
>CL3135Contig1
ACAATAGCACCTTTAGTCGGAGGAAGTAGCGCTCTGTCAGCGAGGACACCAGATTCTTAG
CATTAAAACACAAGACAGAGTGAAGACAATGCGCTAACAATTAGTCGTCCAAACCGGCCA
ACAGAAAACATTTCTGCAAAAACTAGAATCAACTTAAGATGGGCTTTTCTGAATGAATGG
AACAGTAAACATTGAAACATTAAAGAAGACAGGAGCTGAGCCAAGCTAAGTGTTAAGTTA
AAGCTGTGCTGGCTCCACATGATTACAGCATGTGCACCATTTAAGAAATCGAATCAGCCA
CTCATTTCACATTGCATCTTTAACAAATAGATAAAACAAACATACACAAAAGCAGCAACA
CATTGTCTAAACGTAGATTTATTGTGAGGTATGATAGAACCGAGTGAAATTATTTTTGAA
ACCTTATTTTTTGTGCAGCCAAACTGACTTTTTGTTGAGAAAAACATATTAGAGTGGTGA
ATTTTCTTTTCGGTTTTGGGATGGCTCCGGGCTGGATGGGTAAAAGACTCCTCTCAAACT
CCAGCAACATTTGGACTGTAAACAAATGTCTTGCAAATTTTTATGTCAGAATCAGCTTTA
TATAGCTGAGGGAATCCCACGTTTTTGTCTTTTCTATTCATCAGCTATGGATCTCGTACG
ACAGACTGTCAGCTGCTCATCAGGGTCGAGGTGGAGCGGAGGTGAGGGTGACGTGGAGGC
AGGCTGGCTCAAACAAAGCGTTAGGTGGATCTCATTTAGTCATCCTTCTCCACGATGACT
TCGCCGTGAAGCACTCTCCTCCTCTGCCGCAGCATGTGGAAGTAAAGCTGGGGAAACAGT
GGGATGTAGGACAGCATAACGATGATGAGGCAGTAGTAGTAGTCGAACGACACGTTATAC
TTGTTGGGGAGCCTCATGGAGTACATCCCCGATCTGCGTACGAACGGCAGGGCAGCATAA
ATGCTGAGCAGCTCTCCTATGACTCCCAGTGGGTACAAGACAATGAAGAAGTTGTATCTG
GCCCATTTGACGAAGTATGGCAGGTGGTTGAGCAGCTTGAATGTGTAGTAGGAATATCTG
GTAATCTCTGTCACCGTCCACACGACCAAGAAAAGGATTACGCTTTCTTCATTCTGGATC
TGTCTGATGCTACTGGCAACGAGCCAAACCATGAAAATCCTCGAACACACTTGAACCCCG
GTGACAATGACAGAAGTCCTCACAATTCCAACGGCACAATGTCCCACCTCAACTAAAGCA
AACGTCTGGAAAAACTTGAGTGTCCTTGCTATACTTCTGTACAGACCCTTGTGTGTGCCT
TTTTTGATGTAGAAGCGCAGCATTGCCATGGCCAAAACCAGCCACCCGGCGGTCATGGCG
ATGTTGTAGAAGGTGAGCCATGCGGTGGTGAGGGCGCTCTTCGTTCTCTTCTTGTTGTTG
TTTTCCTTCTCCTCAACCGTGCCGTCCTCCTCGCTGGACGCCATGGCACCGGGGGCAGG
>CL3136Contig1
GGGCAACCCGCCTGTTAACNACCTGCGCTGTGAGAAGCCTAAAAGGGTTTGTTTCAACTA
CGACCTGTTCCTTAACTTGGAAGGCAACCCGCCTGTTAACCACCTGCGCTGTGAGAAGCT
CACCTTCAACAACCCCACCAAAGAATTCAGGAAAAAGCTCATCAAAGCTGGAGGGATTTT



AGTGGTCCCTGAGGGAGCGGAAGCTGTTTCCAGACCCAGTCCAGATTACCCGATGCTGCC
CACCATTCCCCTCTCTGCTTTCTCAGATCCTAAGAAAACCAAGACCTCTCATGTATCAAA
GGAACCCAGCAAAGATGGAAGTGGGGGAAGTAGTAAAGCAGCCAAATCACACAAACTGAC
CAAGGAGCACCGCGAGCGACCGCGAAAAGACTCTGAGAGCAAAGCCATGTCAAAAGGAGA
CGACAGAGATGGAAGCACCAAAAGCGGTCGCGATCCTTCCTCTTCCTCATCCTCGTCTTC
AAAAAAGCCGTCGGAAATCAAAGCGAAAGATGACGTTAAGGTCCTGCCCAAGGCAGCTTT
CAAGGAACCTAAGCTTACTCTGAAGGAGTCGAAAATGGAGGGCATGTCACCCAAAGGAGG
GGGGGCGGGCAGTGGTGGGGGAGGAGGAGGAGGTGGCGGGTCAGTGGAGTGTAAAGCTCC
AGGGAAACGGCCCTCCACTGTCGAGTCTCCCAAACCTAGCACTAAGAAGCAGAAGAAAGG
CAGCTCAGAGGGGCCAAAAGGACCCTCCGGTGGGGCCTTCACAGGTACCTCTCCGCGCGT
CTCCTCCTCATCTGCACCCAGCCAGTCCTACTCCGAGAAGAAGCCTTCCAAGGATAAAAG
TCGCTGGGCCAAAAGCAAAAACGACTCGCAGGACCTGAAGGAATCCAAGAAGCCTCCAGA
TTCAGAGGAGTCAAACTCGGAAGACGAAGCATCGTCAAAATCAGAGTCGGCAGCTACAAG
CCCCTCCAATTCCAGCTCCAGCTCGGACTCCAGTTCAGACTCAGACTTTGAGCCAACACA
AAAACAAGGACAAGGCACGTTGCGGTCCATGGTGGAGCTAATCCAATCAGAGGAGTCGGA
TGATGATGACAGCAGCTCAGAAGAAGAGACGCCCACCAAGACCAACCCATCCAACTCTCG
AGTCAGCATGGACAGTGAGAGTGACAGCAGTGATGACCGACCCAGTCGAGACCCTGCCCC
GCCCCCACAGAAACACAGCTCCTCCAACAACAAGATTGTCAGAAAGAGTCCTGACTCTTC
ATTCCGCTCAGAGAAGGTGATGAAGAAGGGATACGACAAGGTAGGAGGGGCCTATACAGA
GGAGCTTGTGGACCTCCACCGCCGGCTGATGGCGTTAAGGGAGCGAAATGTCTTACAGCA
GATTGTGAACTTGATTGAGGAAACGGGTCACTTCAACGTGACCAACACCACCTTTGACTT
TGACCTTTTTTCACTGGATGAGTCCACTGTTCGTAAACTACAGAGCTACCTGGAGGCGAC
GGCCACGTGACAGGAAGTGGAAGCCGGCGTGTGGATGTCACGTGCAGAGGAAGCTGCTCC
ATTACGTCGGCCCTTTCAGAAGGACACGAGCAGCCTCACAAGCCCGAACGAGGCGTCGAA
CAACTACCACACAAACACACAAACAAGATTAAGCACACAACACCACCTTCATGTGACGCT
GATGAGAAAACTGGAGGAGACGGAGGCGTGGGAGGCAACGCGGTCTTCTGTCTACAGGCA
GGATTTGACTCTCTTTAGTGTGTGGAGAGCTGAGGAATTCACCCCACACCCCCCTCACTC
TCCCTGCTGCACTCATACTGCTCCCGCCTTTGCAAAACTAATACTTCCCCTCCTCCTCCT
CTTCTTCCTCCCTCCTCACATGCACACTCCTTTCTTGGCAGAACACTCCAGTTCCCTCCC
CCAGTTGTCAGCTGGAGCTAATTTCTTTCTCAGCATACTCTTTTAGTTGTGCGTTTAAGT
TGGATGTGTGTGGATGTGTGTGTGAAAGAGAAGCTGCCTTTGTGACTTCTGACTTCTTTT
TTGTTTTGGAAACTTGAGCAGAGACGGTTGTTTCTTCCAAAAAGACACACGCCAACCAAT
ACACAATTTGGAAGCACTTTACTGTGTCAGCCACACACCCCGTTTAGTTCAGTGCACAAA
CTTTGGACA
>CL3137Contig1
TTTTGTTTGCACATTAACACCACAAAACTCGCTTTTTATTCTGATGTGTTTGTTTTGCAG
AAATGAACATATAAATCAAATCATTTTACAAGTATAGATGTCTTCTGAAAATGTCTAATT
CTTCTGGATCCCTTTTAAGACTTGAAACGTATTTCTAGATCATAAAAACTTCCTGGTGAG
ACATGCAGACACTGGGAACGTGGGAAAGCCACTCTGACAGTCAGCTTTTTGGTCATAGAT
TTAGTGCTTCAGCCACCTTCCTCCCCTCAGGAATACCATTTACCTGATGGTCGTGGCTGT
GGTATGGTTATCTGGTTTTGCAAGTTCGACTGCGTCTGCATCAAGGGCATGCTGGTGGTC
TCGTAGTTGTCCGGGTGGATGGGTGGCACCACCTCGCCGCTGACTGGGTTGAAGACGGGC
AGGGTGGAGAGAGGCCAGGAGATCTCACGGTTCTTGGACATGCTCCGCAGCTCCTTTGTG
GACTTCTGGATGGCACTGTGATGAACCAACTGGATGTCTGATGTTTGCATGTTTCTTTTT
TCCACCCCTTCCCGCCTGCAGCACATAATGTGGCCAAGGATAAAGAAGAGGACTAAAGCC
ACAGCTGAGGGAATCGCCATGGTGACAAGGAAGTCAGAAAAGTAGTCCCTGCTTTTCAGG
GACTCGGATGGCGGGTTGTACTCCCCAAAGTCAGGCAGGATCCCTGTACCGGGGTCAGGG
CGGGTAATGTAAACTGGGACTACTTTGTTGATGTCAACCAGGGAGATTTTACACCAGTCG
ATGTGAAACTGAGCTCTGAATTTCTTATCGCAGCTGATGGCGGGTTCCATCTCCTGACTG
CAGCGCAGCTGGTTATGTGGGCTTTCCACCTCCCTCAGGCACGACGAGAAGGGAACATCG
GCGCCAACCATCACGTAAACGCCTTCCTTCAAGTTGTTGATGGGAAGGGGCACGCGGCCG
CCACGGTCCAGGGCTGAAGTGATGTTGATGGCGTTGAGCCGCTCAGGCTGCCATACGTTC
TTCACTGCGCCCAGGAAGTCGCCAAGCACCTCGCTGGCCAGCATCTCCTCCACGTTCATG
TTCTTGATGTAGAACTCAGCTTGGTAAGGCAGCGGGAACTCTTCTGTTGCCATGATGTTT
ATGACCAAGTTGTGCCGTGCGGTCTCGAACGTGCGCCTGTTATAAGCAGTAATCTCTATG
ACAGTAGGCCGGCCAACGTGCTCTGGGGTGGGAGAACCGTAGAGAACGCCATCCCCGTAT
GGAGTTCTTTGGATGTAGCGCAGCCACCCCGGCCTGTCCGGGTACCCCATCAGGTTGGTG
TTGAAAGTGATGGGGTCATTGCTAGCGTCGCCTGATTTGGGGTATGGTGGAAACTCTCCT
TTAAAGTGCTCCCGCTCCAGAACATGGACAAACAGCACTCCAGCGGACGGGTACACATTT
CGGTCTCCATGGGACCTCGATAAGATGGTTACCACCGTTCCGAGCCAAACCGCGACAGCC
GCAGCAGTCATGGTGGAGATTGTCCTCGTGCATTTAATATAAGAAAGAATATTTTCAAAG
CAGTCTAATACTGAGCATCCTGCTGCATTCCTGCCTCCGCCTCCGTCCTCCTCTGGATTC
CCCGGCCATAAT
>CL3138Contig1



CTTTTCGGCGTCGGCGTGAGTCTCTGGTCTGATTTCCTGACGCAGAGCATGATGGAGCAA
ACTGGCGAGCCCCCACACAACGACAGGCCGGCCGATAACGAGTCTTCCGCCCACGGGCTC
CAAAGTAAACGGCTAAAAGAGCTGGAAAATGCCGCTCTGCAGACGACTTTAATAACGCAG
ATGGAGACCGAATCTGGGGCGGACGCCGGGAGCTGGTCGGAGCAGCACGCCGGGGAAGGT
GAACAGTCGAACGGCCTGCCCTTGAACCAGCAGCGGGCCGCTCTGAAGCCCAGCGCGGAC
GCCGAGATGGAGGAAGGGGAGCCGGAGACCGACGTGTCCAAGGAGCGGCTCGAGCAAGAA
AGGACGCTGACGGACCACTTAAACAAACGGCTGCTCGCCTCGTTTCTGGAAAAGTTAAAC
GAGAGGGATCTGGCGCTCCCCAGTGTCCAGCGGCTTGACTGCGCCGTGGCCGACGAGGAC
TCAAACAGGGCCGCGGAGGAGTGGTGAAGGGTCGGCCGGAGGAACAGTAGCTGCAGGCAG
CGACGTGGAGGAGGCGGCCGAGCCGTTCAGGAAGCACAATATCTGCTAATTTTCTCATCG
ATTTTGATCTTCAAAGAGTTTTGACGACATTCTGTTTACTTCTGCTTAGTCAAACATCTG
TGACTGGTTCATAAAATTCAATAAATGATCTTTATGTGATCTGAAATGCTTTTGAAGTCA
CTCCTTTCAGCAGCCATGATGGATGCAGTTCCAGGTCCACCAGCAGGTGTCAGTGTGGGG
CAACTAAATAACTTTTTCTTCAGGATGGGGCAAACATGAGTAATTTCTTTCTTTTCCCCC
ACAAAAACTGTACAAATTCATGTGGGGAAAAACTGGTTGGATTTCTG
>CL3139Contig1
TATTTTTTTTTTAGTTGACAGTATCAGCCAAAAACAACCACCGGAAATGTTTAGCATTTT
ATGGACNTGTTACACAACAATTCTATTTGAATGAGATGGATTTAAGAGAAGAAAATGTGA
AAAAATAAATATCAGTTCAATCACAGATTACAGTTGCAGTCATAGAGCCAGGGAACAGAG
GGGGCGAGGAGACCGGGGCGAGGAGGCCGGGGCGAGGAGGCCGGGTCAGCGGTGCGGTCA
TTTCTTTGAACGGGTCTGAGGTTTTGGTCAGGCGTTGGAAGTCAGTCACAGCATTGAGGG
GGATCAGATTCAGAATGCGGCTAAAGGAGAGGGATCTTCTGAGTGTGAAAGGTGGACGTT
AGAGATGGTTCCGTGTTGGAGGTCGTGCTGACTCATCCTTTGCTCTGAATTCCCCATTGT
GGGGGGAGGATTTTTTGGGGGAGAATAAATAGGGGTGGGGCGTGTCCGGCACATGCACCT
GGTATATGTTACCACTCAGCTGGAAGTGGGTGTGGTCTCAGGAAAAGAGAGCAAGGCAAG
CAGAGAAAACAAAGAAACACAGAAGGACAGGAGAAATCACACAATTGGCTCTTTGCAGAG
AACGATTTCCAATTCTCCACGGTACAGCTTCCCCCCGTCAGACAGGCTCATGATGCTCTC
CTTGTAGCTCATCAGGCTCTTTGCATCAATCTCCTTCTTATTTGTCTGGTAAAGATCTCG
TAGCAGAGCCTCCAACTCCTGTTCATCAATGTAGCCGTTTCCATCCTTATCGTAGTATGT
GAAAATGGAATTGAACTGCTCAGAGGTCAACTTCACACCCTGGAATTTGAGAAGGAAGTT
CTCCTGAACAGGGAGAAGCCTTGCCATCTCAGAGAGGCCCAACTTTCCATCTCCATTCAG
ATCAAACATCCTGAGAATGGTCTGTGTGTACTCGTGCAGCTTCTGTTCATCGTAGTGTCT
GTTAGCTTTCTCCAGCAGGTCTGACAGGAAGCCCTTCAGCTCATTTGCTTCAATGTAGCC
GCTGCGGTCTGTATCATAACGCCGCCATGCCGCCATAAACTCAGCACTGGAGCTGACAAA
CTGTCTGAAGCAGAGCAAGAAGTTCTCCTCAGTTGGTAGTATCTGCGCCAGCTCTGACAT
CTCAATCCGTCCATCTCTGTTCTTGTCAAACTTCTGCATGAACTCCCTCATCTTTTCTCT
GAATTGTGGGTTTGAGGGATCCACTCCTGCTCCTCTCCGGGAAGTCTCCAGCTCCCTGAA
GAAGTTCTCCAGCTCCTTTCCCTCGATGTAGCCATTACCGTCCACGTCGAAGTGCTTCCA
GATGTCCAGGAACTGGGATGCGGTGACCTCGGCCAGGTGGAGGTGAGGAGGCTGCTGCGC
CGTGTTTGCCATAGTGATGCTACTGCCACTCAAATCCGACTGGAACTTTTCAGTGACTCG
CGCTCAGACGCACCCCTCAC
>CL3140Contig1
CTGGCAAGTCGGAAAGCATAGTCGGCGATCCTGAGGGAATTGTTCCTGGTGATGATCTTC
AGACACTCCACTACCCCGGGTACACTCTCGTGCTCCAGGCTGCTGTATTCGCCCTCCGTG
TTTTCTCGGATTATCATGATGTCAATGTCCTTGTGGCGAGTCTGGACACCAGGGAGGGAC
TGGCAGTGCATCACATTAGCATACAGATCTAAGGTTGTTCGCAGAACATTGTTCCTGGAT
TTGACAGATGGTGGCAAAGTATGTTTGGTCTCAATATTACCTTTAAGGGCAACTCCGTTT
CGGCGGATCGCAGTGATGGCATCCATGATGTCATCTTCACTTTCCATAGCAGAGTTGACC
TGCACCACCTCAAAGTCAACAGGCACACAACTGAACCTGAAAACCTCTTTGACATGACTT
AGGAGCTCTGGACCGATTCCATCTCCAGGTATGAGGGTGACGGTGTGCCGACCTCCATAC
TTAGCAGGAGGAGGAATGTGTTCTCTAGTGAGAGTGGCTTTATTCCGATGGTTTGTAAAA
GTTGTTCCAAATATTTTTACACTATTTCCCAGAGGTCCGTTCCAACGTGGATTTATACTT
TTGAACACGGAGAGCAGGGAACCGTGGGCAGCCATCTTGACTCTGAGACGCCCCCCGGCC
ATAAGGCCCGGG
>CL3141Contig1
CCGCGGACCGTTTTTTTTTTTTTTTTTTTTAATTGGGAAAGCTCTTTATTGGTCATCATC
GTTTAAAATGCAACATCGTATTAAGGGTTACATGCTTTTACATGTCACACACAACAAAGT
GTCTCGAATTTTACGTCTATAGCTTTACTCAGACTTGTTTAGTAACCAAATATGCATAGA
CAAAAGCCAAAGAAAGAGAAAAGGAATAACAGCAATAATAAGAATGATTAATTGTATTTA
TGCTTGGAAAAAAGCGATTAGATGGAAAACTTTGACAGAAGTAACATGCAGGAATCAGTG
GTTGGTTTGGGAGAAGGGTGGGGTTTCTTAGTCTTAATGATGCTAAGGGTAAATTAACTG
TTAAACACCCAAAAACTCTCAGTTCTGTGGCCCAGTTCAGGGGAATCTGGAATTGACCTG
CCTCTTCTTCCCTGTGGCTCTCTTTACATGTCTTAAAGTTAGCCCTTGTAATGCTTGGCA
ATGTTCTGCTTGTGGTTCTCCTCCACCTGCCTAAACTTGGTCTCCAGACCCCGAAGCTGG



ACCTCCATCTTCTCCACGTACTGCAGGTCTCTCTGGGTGCGCTGGTCCAGGACCTGGATG
GACTGGGTCATGTTCTGGACCTTTTCCAGCAGTTGTCTCAGTTGTTTGGTGCGGGCATCC
CGTGAGCACATGGACTGCTGGGGCGCCACCACGGTGCAGACACACCTCCCCTCGCTATCC
TGGGCGGAACTGAACACCTGCCACGATTCCTCTGGGTTTGCTGGCAACACTTGGGTGAGT
TCTGTGCCCATGAGGATGAGGAGAATCAGGGTGAGGAGCTGCATCTCTTGCCTCCGGTGT
GCGTGGACCAGCGGTCTCACATGCAGATCGGGTCCCGTGGCGTTCCCCACCC
>CL3141Contig2
AATTGTATTTATGCTTGGAAAAAAGCGATTAGATGGAAAACTTTGACAGAAGTAACATGC
AGGAATCAGTGGTTGGTTTGGGAGAAGGGTGGGGTTTCTTAGTCTTAATGATGCTAAGGG
TAAATTAACTGTTAAACACCCAAAAACTCTCAGTTCTGTGGCCCAGTTCAGGGGAATCTG
GAATTGACCTGCCTCTTCTTCCCTGTGGCTCTCTTTACATGTCTTAAAGTTAGCCCTTGT
AATGCTTGGCAATGTTCTGCTTGTGGTTCTCCTCCACCTGCCTAAACTTGGTCTCCAGAC
CCCGAAGCTGGACCTCCATCTTCTCCACGTACTGCAGGTCTCTCTGGGTGCGCTGGTCCA
GGACCTGGATGGACTGGGTCATGTTCTGGACCTTTTCCAGCAGTTGTCTCAGTTGTTTGG
TGCGGGCATCCCGTGAGCACATGGACTGCTGGGGCGCCACCACGGTGCAGACACACCTCC
CCTCGCTATCCTGGGCGGAACTGAACACCTGCCACGATTCCTCTGGGTTTGCTGGCAACA
CTCCGGTGCTCCGGTCCAGATACCCCCCCTGCGCCGCCGTGAGCTTGGTAGTATTGAGCC
CCACCAACGAAGGGAGGGTCTGCGACATCCAGTTGGTAATCATCGCCATGGTGCTCAGCA
CGACCCCGATCTTCAGCAAGGGCACCGACATCTTCCCGCTCGGGCTTTTTAATCAATCTC
TTGCGATAAATCCGTCTTCATTCCACAAACTCCGGACGGAAACGGGGAGCCGCGGTGCCC
AGAGCATCTTCATCTTCAGACCGGGACTCCGGCTCCGTTCGTTTTTTCGTGGGCATCTCC
GGGTTGGCAGTCGGACTCCACTGGAGAGGACAAGAAGCTGCGCGGCCAGCTGAGGAGAAA
GGTGCGTAAAAGCGCAGAGAGTCCTCTGAAAGCCCCTCTGTCCCGCGCACACTAGTTCAC
GCCCGTCGGTCCGCCTCCCGCCTCGGTGCGCT
>CL3142Contig1
CCTGGGCCCGCATCTCCCTGCCTCTCTAGCCTTTCTATCAGCAATGTAAAGGGCCTCGGC
CAGCTTGGCGAAGTTTTCGTTGATGTGAACGGTTTGCAGACCCCTTCCGTCTGCAGCTAG
ACGTTTGTCCAAAGGGATTGTGTAGCCCTTAGCGTTTTTCCAGTTGGAGATGCAAGGAGG
AATCTTCCACTCCTGCTGCTCCTTGACTGTCATCTTTCTGCTGGGGGAGTGCATGACGGG
TGCCGGGGGCGACGGAGGCCCTCGAGGAATCTTTTTGTTGATTTTAAAGCGAGGAGGTTC
CATGGGGTCTTTCTGCATTTCCACCATCCGGATCACCCTCTGTTTAGCCCCCGAGTTAAA
AGCCACGCCTTGCTGGGACGGCGTGTACCTGATATATTGTGCAGGAGCGAGTTTGTCGGC
GGCCCGGACAGGCATGGCTGCAGCAATCTTTTGCGACACCTGCTTTTGTAGAGCGGCCCG
AGTCTTCTCAGTCAACTCTTCTACAGCCTCCTCATCCGGCTTCTGAAGGCCTGAAGCGTC
TTCATTAAGAACTTCTTTTGGGAGCAGATCAGTGTACTTGCTGTAAATCACCTTATCCTT
AGCCTGTCCTTGTCTGGCAATGGCATCATATTTGATTTTCCCTTCTGCGTCCACTTGAAC
TGCCAGGGCGTTAGAGGTCTTCTTCTTCCTGCCCATCTCCAGAGGAAACTGGGCCACGTG
AATCTCTGGAAAAGCCCCGCCATCTCCGAAGTCCTCAAATGCACGCGGAACCCAGCCTTT
TCTGTGTCCGTAAGGAGGGGGTTCTTTACGGGACGCAACCAGCGCAGTGGAATAGGATTT
CTGGGTCCGAATCCGCTCTTCTGCTTCCAGCTGGTCCTGAGACAGCTGGGTCGGTGCCGG
TAAATAGCTCGTCAGAGACATTTTCCTTTCTTCCTGAACTATCCCCGGCCATAAGGCCCG
GGTTAAACGGCGC
>CL3143Contig1
TCGGCACGAGGCCTGAAAGGTGTGTTTCTGTCCCTCTGCCTGTGTGCTTTGGTCGTCACC
TGCACTTATGGATGCTGCTACAATATAGGACAATTCCAACCGAAGAAAACACAGAGAATC
ACAAGTATAGGAATCCAGCATGCCAGCGGTCGTTGTCAGATCAATGCAGTGGTAGTGCAT
CTGGATGGCCGCGAAACACCCATTTGTGTTCACCTCAAAAGGGAAAAACAGATTCGCAAG
TTAAAAAGAAAACAGGATATGGAAGCACAACAAGCTCAGAAAAATCAAATGAAGACAAAA
CACTTTAAGGAAAAACATAATCAAAGTAATTAAGAGTTGGAGAAAATCCCTGCCTTTGAT
TTCCATTTATACTGGTCCCTGCTTGTTCTGTCTTGTATAATTTGTGTACTTCTGATATTT
GGTTTTTGCTGACTTTACTCATTATGAACTCTTTTTGAAATCAGAGATGAAAAGTAGGAG
GAACGTTCTAAAAAGTTGTGTTTTGTGTTAAGCATGAAAGAATAAATGTATATCACCTTT
TTTCTATATCAAACACAAATGAGTTTATTTGTAATTTTTTTTTACAATGCAATAAATGAA
AAACAATAATATGCATAGATATGGTTAAACTACTCCCCTGTAAAAAAAAATCCTTGCATG
TTAGAATTGCTGACTGGCATAATCTTCTTAGTGTGTTTTTTCCGTATCTGCATTTTGGTT
TATTTCACTATGATGTTAATTATACATATTAAATCATAAACTGTAATGTGTGATTTATGT
CTTTAGAGGTTTTTATCAGACCAACGCTCTCTGCTGAAAGATTTCCTCCTTTTCCCCAAC
CACACTCATATGAGTTGGATAACATGGTTGCATATTTTGCATTAAAGAGCATTCATTTAC
ATTAAATGTGTCTTAAGTCTCCTAGTATTTCGTAATAAGGAATTTTATTATGAAAACACA
AATTAGTAAATCAAAATGTATAACATATTTGTGACACTGAGCAAGAAATGCCAGCAAGAG
ATAAACAAAATGACTTATTGTTTAAGAAATCAGAAATAAATTGTCAGTTTGGTGAATAAA
AGAAAATGCTTATTTTTTCATCCAAGACATGGCTGCTTTAAATGAGACAAGTTGCTGCTC
AGCTCCTTTTCCGTCAGCGTCACCAACTGTTAATGTTGTCTTTTT
>CL3144Contig1



GATAGATCCCAGCAATGCTTCACAGGCGACAAAGAAAAAGCACCTCGGCATCCCTGAAGC
AGTGTTTTTGGAGGATGTCGACTTTTTTATGAAGCAGCCAGGCAATGAGACGGCAGACAC
CGTCCTGAGGAGGCTGGACGAACAGTACCAGAAATATAAATACATGGAGCTCAACCTGTC
TCAGAAAAAACTTAGGTTGAAAAATCAGATCCCACAAATCACACAGACGCTAGAAATTCT
ACGACACATGCAGAAGAAAAAGAAAACCACAGAACCCATGGAAACACATTTCCTACTGGC
TGACAGCGTTTACTGCAAGGCCTCAGTGCCGCCCACTGACAAAGTCTGTTTATGGTTAGG
TGCTAATGTCATGTTAGAGTACGACATTGATGAAGCCCAGGCTCTCCTAGAGAAGAACTT
GTCCACAGCGTCTCGCAACCTAGAGACTCTGGAGGACGATCTGGATTTCCTGCGAGACCA
GTTCACCACCACCGAAGTCAACATGGCACGAGTCTACAACTGGGACGTGAAGAGAAGGAG
CAAAGAGAACCTCTTGAAATCTGCAGAAAAGTCTTAACGCCCACGTCCAAATTTGCAGTT
TTTTTCTTTGTCATTAAAAACGATGAAACCCAAAAAAAAAA
>CL3145Contig1
GTACAGGATGCTCAAAGGCAATCAAATCTCGATATCTGAAACCACAATAACACAATGTAT
AACAGGCAACATTTTAAAACAATAATATACATTTTATTTAAAAATCTGATTTGTTTAGTT
GTGTTTTTTGACTAATTGCAGTGTAGAAGGAAAAGCAGCTCATGCATGCAAAAAACGTCT
GGCTTTGCAGCAAGTTGCATCTTACAGTCCTTTTCATGTTCTTGCAGAGTGACAGAAGTC
AAATCCCTCCACTTACATGAATATGTGGTGAAAACCTAACATCAAATGCTTAATAAATAG
AAGATTTTGGCAAAACAGCAACGCTACGAACAACAAACAAAGCTTTTACTGTAGAAACCC
ACACTTTTAAGATCATGTATGTGTTCTTTTATTAAATATGAGGAAGTAAACATGAACACC
TTATGCAAACATTGTAAACCAAATCATATTTGACTCAATTCTCATTACCGGAAATCAAAG
ATGATTGTGGTGAATTTTTCTTTTCCTTTGCTTCTTCATAACATGCACTCTAACATGCAA
AAACACACATTTACACAACGAATAAAAAAATGTCCTCAATAAGCTAATTCATGCTGCAGA
TTGACATTTTATAGTTTAAAAGTGACAAAAGAACAACCTGACATAAGAGCAAATACTCGT
TCAATGCTCAATGTTATTATTGTCTATTTTTAAAAAAATGTTTAAAATTTTTATTTTTTT
TATGGGAAAACATTCCAGGACTTGATGTAATGGATAATGGGACATCACTCTACAACTTCA
ACATAATTGGCTGGATAGAAACCCTCCTTCCCTCCACTTAACACTCCTCGACACCAGCCT
TGGTCATCTTCCTCCTCAACCTTTAAGAAGACTTCACCTGCTTTAAAGGACAACTCATCG
CCCTCCTCACCGACGTAGTCGTACAAAGCCCGCACCTTCACGCCCCCAATCATTACTGGT
CGACTTTCTTTTCCTTTCCGGTCCCTCTTCTTTCTCTTTAACCTTTTTACATGTGGGACC
CATTCCTCAATCTTTGGCCAGTCGGTTGGCATTCCTGGACCAAGATTGTTTTTCCACCAT
TTCAGATCATCTTCTTCATCGATGGACATCAGAGTCTGATGGAGCTCACTGTAAACTGCT
TTCACACTCTCATTGTTGGTGATGTCCAGATGTCTGTGGATTGAGAGGAAGACTTGCTTC
AAAAAGCTGATTCTCTTCCTCTCTTCCTCCTGAGACTGTTCAAAAATGGCCTCCATCTCC
TCCATGTAGCGAGGCGTGTAAGATGTCACTTCCTCCAGCCCCTTTTCGTATTGATCTCTT
GCCTTTTCCTTCTCCTCTGTGGCCTTTTCTCTGGCTTCAGTGTGCTTCTGCTTTTTCTCT
TCACTGATCTCAGAGTTCTCATTTGCTTGTTTCTCTTTGTCAAGGGCGACTTGTTCTCTC
TGACAAGACTTGTGGTATGCAACTCGAGCTTTTTCCAGCTTCTGTAGCTTTTTGGACCAG
GGTTTCTGCGCACGTGAAAAATTTGTCTTGTTGTCGTAACTCTCCTTGAACCCACAAAAA
AGCTTCTTGGGGAAAGTCCCTTTCTGCCAGGTTTTCACCCTCTCTCCTTCCTCCTCAACC
AGGGACTGGGAGATAGAGGAGTGGAGGGCAGATAAACGTTCAGTGGAGGTGAAGAAACAT
TGCCACGCCCTCATGAGGGAGCCATAAAGTGGCCGTGAATCTACAATTGACTTCCACTTG
TTGCTCCACTGACTAAGCTGCTGAGCGTACTGCTTCTCCACTTTTGCCCTCTCCGCAAAG
CAGGCCACTATGTCATTGCAAGCCTGAAATGACTGATCTGTTCGTTGGACTGCACGCACA
AAATTCCCCGGCATCCAAAAACTTTGTTTTTTGACATCCTCGATCGCTTCTCTGGGGAGG
TTTGCCATTTTTGGGAATGTGTATTTATCTTTGAATCACCACAGATCACTCAAATGACCA
CCTGGTTACTGTAGTTCAAGGTCTGCGGAGGATTTCTCTCCATATTCTGCCTGTCCCAGT
GTGCCTCACCTTTAACTAGTGCTTCCCCCCCCCGGCCATAATGCCCGGGTTAAACGCGCG
C
>CL3146Contig1
GTTGTCCAAGAAATAAACATTTATTTGTCATTCACTTGTTCCATAGAATGCTATTGATTT
AATACAAATACACATTTAGCAGGAAAAATAATCTTCAAATAAATAAATTCCTCTAAGCTA
AAGTAAAGAAAGACGCTCTATCCTATGGATTTACAGCTTTTTTGGAAAATGGCACTTTCT
TTTAAATAATATATTTTACCAAGACAAGTACAAAAAGAACATTCTAGAATCCAATCTGTG
CAGTTTACCCCACTTTAGATTAAAAACAGCAAAGAATTCTAATTCTGAAAGTCTCATTAA
GGCTGTGGCTGATCCATCTGTTACAGTCAAACAGCAAATCAGCCTAGAAGGTCTTTCATT
TCTGACCGATCTCCCAAGAGACAAATGAAGCACAAACATCGTAAGGATGAACGCCGTCTG
CTGTTTAGCTCCGCTTCCGAAACACATTTCAATTCAAAAAAATGTAAATATTTGACGACT
GTTTTATCAAACATTTAATTCACCGCTTTCACTCCCAACGACAGAGTTCATGTACGGCTC
TAGCGAATCGTCTTCACGGGGCTCTTGAAACTCGATGCAGCTTGAAGCTGAAGCTGATAG
GCCATCGGGTGAATTTTGAAACCATACAGCCTTGGCACAAACTGGTTGGCTGGTCGCTTT
GGCCGATACTCCGGGTGCACCATGAACAGCATGTGAGGGAACCCGGTCCCGAAATAGGCC
CCGTCCGTGTGGTGGTGCCTGGAGGATTTGGGCGTGTACACGTCCATGCATTTCGGACAG
TAGAGCTTCACCATCGCTTCTCCGGGGATGTCTGACAAACCAATAGGAAGCATCGGCTGA
TTTTCACAATAAACTCGAGGACAATAGCCAAAATCTCCTTGTTGATATTTTTCCAGCATT



TGGGCGATGCCTCTGTTAGTGAGGATGTAGCGAGCATGTATGAGTCCGTACAGCATCTCT
GCAGCCTGCTCTATCAAATCGCTCTGGTTTGGATTATCTTCAAGCTCCTCGTCTGGCTCC
AGGTCCAGGATCATGTCCAGAGCCTGGCGATAGTGAGGCACCTGCTCGTTCAAACCCGTC
AGGTTGAACTTATCTTGTATATAATCCTCATCAACCTCACAGAAGAACTCATTGCCCCTG
AGTCCACAGAACCAGGATATCCAGGACACTTCTTCTGAGCTGCTCATCCTCTCTCCGAGT
AGTCACTGAAGCTATCCCCGGCCATAAGGCCCGGGT
>CL3147Contig1
GGCCCCGCTGGCATTGGGCTGGCTGGCGTGCTGGCACGGGGGAGCGGTGCTGGTGGTTTG
TCATGCGGCATCTGACTTTCTGGCGTCTTTTTTCGCTGGCGGCTGCTGGTGGGGCTCCTC
GTCTGAGTGTGCTGGCGTCCTCTGGTTGAATAGAGTACAATTTTGATCTTTTGGTATAGT
GGAAGATATGAGGAACGTGGGAGACTTGCCGGCGCATTCTGGGCTGGTCTGTTGGCGTGG
GACTCGGTCTTGTTCGGCGGCCAGTGGGCTTCTGGATGTCGGGGATGTCCCGCCTCCCCT
CCCCTTGGCTGGCGTGTCGCTGTTTTTGCGCGTCGGCGGGTTTTGGAATCAGGGCCGCGA
GAAGTGGGGGCGCGGCTCGGGGAATGGAAGCGCGGCTCAAAAGGACAGTTTCAAAGTGGG
GCTGCGGCTCGGGGGCAGGATTTCGGAGTGGCGAGGGGGCGGATCGGCGGCTGAGGGGTG
GGGTTGTGCTTTGGGGAAGGGCTTTTGGTTGCGGGTTGTGGGTTTTGGTTCTCGGTTTGT
GCATTTTGATTCGCAGATTTGGGGTTTTGACGCGCGGTTTTGCTGTTTTGGTGCGCGGTG
CTTTAGGCTCTATTTTGACACCATAGTTTTGCCCTTGTGGGGGGCGCTCTGCGGGGCTTT
TAAGCTGGGTGTTGGGTAGAAGTAGCTGCTGTGGACCAGCAGGGGGCAGCACTCACCGCA
GCCTTTTGCAGAAGAAACCTTCCTCAGTCTGCTGCTCATCTTCACCGTGCACTTAACTTT
TGGGACCAGAGCTAACCTACCAACAGGAAGCTGGAGGGAAGACCTTTCACAGTAAGAGCG
TGGAGACTTCTCTCAGGAGGAAATCAAAGTTTAGAGACTTTTTTGTATAAAAACGGCTTC
ATGTAGAAACGTAAGTGTCTGCT
>CL3147Contig2
GTGGTTTGTCGTGCAGCATCTGGCTTTCTGGCATCTTTTTTCGCTGGCGGCTGCTGGTGG
GGCTCCTCGTCTGGGTGTGCTGGCGTCCTCTGGTTAAATGAGGTGCAATTTTGATCTTTT
GGTGTGGTGGAGGATGTGAGGGGCCATGGGAGACTTGCCGGCACATTCTGGGCTGGTCTG
TTGACGTGGGACTCGGTCTTGTTCGGCGGCCGGTGAGCTTCTGGATGTCGGGGGTGTCCC
GCCTCCCCTCCCCTTGGCTGGCATGTCGCTGTTTTTGCGCGTCGACGGGTTTTGGAGTCG
AGGCCGCAGAAGGTGGAGGCGCAGCTCGGGGAGTGGAAGCGCAGCTCAAAAAGACAGTTT
CGGAGTGGAACTGCGGCTCGGGGGCGGGGTTTCAGAGTGGCGAGAGGGCGGGTCGGCGGC
TGGGAGGTGGGATTGTGCTTTGGGGAGAGGCTTTTGGTTGCGAATTGTGGGTTTTGGTTC
TCAATTTGTGCATTTTGGTTCGCAGATTTGGGGTTTTGACGCGCGGTTTTGCTGTTTTGG
TGCGCAGTGCTTTGGGCTCTATTTTGACACCATAGTTTTGCCCTTGTGGGGGGCGCTCTG
CGGGGCTTTTAAGCTGGGTGTTGGGTAGAAGTAGCTGCTGTGGACCAGCAGGGGGCAGCA
CTCACCGCAGCCTTTTGCAGAAGAAACCTTCCTCAGTCTGCTGCTCATCTTCACCGTGCA
CTTAACTTTTGGGACCAGAGCTAACCTACCAACAGGAAGCTGGAGGGAAGACCTTTCACA
GTAAGAGCGTGGAGACTTCTCTCAGGAGGAAATCAAAGTTTAGAGACTTTTTTGTATAAA
AACGGCTTCATGTAGAAACGTAAGTGTCTGCTG
>CL3147Contig3
GCCTACTGGTTTGGTTGGCCCTGGTGACAATTCACGGGCGGTTGTTCCCGGGTTGACGTG
GCCGATCCTGACACTGTGGTGGAGGATGTGCTTTGTTTGGTCCACGGGGGTCGTGGGGGG
AGCTGGAGGCCCCGCTGGCATTGAGCTGGCTGGCGTGCTGGCACGGGAGAGCGGTGCTGG
TGGTTTGTCGTGCAGCATCTAGCTTTCTGGCATCTTTTTTCGCTGGCGGCTGCTGGTGGG
GCTCCTCGTCTGGGTGTGCTGGCGTCCTCTGGTTAAATGGAGTGCAATTTTGGTCTTTTA
ATGTAGTGGAAGATATGGGGGACATGGGAGACTTGCCGGCGCATTCTGGGCTGGTCTGTT
GACGTGGGACTCGGTCTTGTTCGGCGGCCGATGGGCTTCTGGGTGTCGGGGGTGTCCCGC
CTCCCCTCCCCTTGGCTGGCGTGTCGCTGTTTTTGCGCGTCGACGGGTTTTGGAATCGGG
GCCGCGGGGAGTAAAGGCGCAGCTCAGGGGGTAGAGGCGCGGCTCGGAGGGACGGTTTCA
GGGTGGAGCTGCGGCTCGGGAACGGGATTTCAGAGTGGCGGGAGGGCAGGTCGGCGGCTG
AGAGGTGGGATTGTGCTTTGGGGGGGGGCTTTTGGTTGCAAGTTGTGGGTTTTGGTTCTC
GGTTTGTGCATTTTGGTTCGCAGATTTGGGGTTTTGACGCGCGGTTTTGCTGTTTTGATG
CGCGGTGCTTTGGGCTCTATTTTGACACCATAGTTTTGCCCTTGTGGGGGGCGCTCTGCG
GGGCTTTTAAGCTGGGTGTTGGGTAGAAGTAGCTGCTGTGGACCAGCAGGGGGCAGCACT
CACCGCAGCCTTTTGCAGAAGAAACCTTCCTCAGTCTGCTGCTCATCTTCACCGTGCACT
TAACTTTTGGGACCAGAGCTAACCTACCAACAGGAAGCTGGAGGGAAGACCTTTCACAGT
AAGAGCGTGGAGACTTCTCTCAGGAGGAAATCAAAGTTTAGAGACTTTTTTGTATAAAAA
CGGCTTCATGTAGAAACGTAAGTGTCTGCTGG
>CL3148Contig1
AAAGTCCTGATGAAGGTTTTCAGATCCGTCAACCGGCTGAACCAACGGTTGCTGCTTTTG
GAAAGACGTGGAGAAATCTTAAAGAAAACAAAGATTTAAGCTCAAATCTTGTTTAAAATT
AACAGTTTGTTAAAACATTAAATCTTGTTTCCCCGAATAAGTTTAAATGATTTCTTTAAA
AAAAAAAAGAAGTTTAATTTCCTTTTTTTGTTAAAACAGTATTTCTTTAGTATAAAATGT
GCACCCGGTTAATAAACCCATTCATTTGTTCTAAAGCACCTTTAAGCTCCTCCTTTTAGC



TAATAAGGGAGGAGCTTATGACCAACAGAAACCTTCACAGATTCAAAAGAACGATTACTG
ACGTTTTCGTCAAATGAAAGGGTTTGATCAAAAGCCTGACAACCTTCTGAAGGACTTTTC
ATTCGTGGCGGTTCCTTCTTCTATTTATTCAGAGTTGAGTTTTTCTTTATTCACATTGTG
TGTAAGCGCTCATGGATCTTTCTACTTTTATATTTCTGTCCTGTTTCGTATTTATTCTGC
TTCTTCCCACTGAGAGGTGGAGATGCGCATGAACAGACGGCCGGCAGACGTCATGAAGCC
CTTCTCCTCGTGGATTTCTGTCTCCTGACTCTCTTTGTGCATGCCTTAAATTGAACGGGA
ACTGCTGTACACTCTTTATTTATCATAGACACCCGAAATCTTCACGGCTGTGAGGATTTG
AGGGAAATAAATCCTGGTTAAAAACCAAAAAAAAAA
>CL3149Contig1
AACCTTTATTAAACTGCGACTCTTTACGACAAAATGTGGCAGAAAGGCAAAGAACAAATT
TGACTTAAAGGAAATAAACACGTTGAAAATCAGACGTTTTAATACATTTAAAAGCTCACA
TTTTGTAGTTTGTGTGAGCCAAGGAAAACATTAGGAGTTACATGTTTGGAGGTGAACACT
TGATCAAAAACGTACGTTTTCCTTTGTTTTTTATACAAATGTTTCACTAAAACTAAGTGG
CATAAAAAAATCGGACTCGACTGTCCGCTTTTGCATAGACACTAAAGACTAAATAAAGCT
ATTCTTTAGCAGACAAACATCTTAAACTGTAAACAGATGAGCGTACCAGCAGTAAACAAG
GCACGTGTAACCATGGCAACACATTAAATACATTTAAAAAAAGGGTTCTAAATGCTAGTG
GGCCTAATGAACGCCTCCGTCTGTGTTTAAGAGCAATTCCTGAAGTGAACTTCACCCAAA
ATGGCCAAATAAATAAATAAATAAGAGAAATGGCAGAAAAAGCAGCAAAACGTTTGTTAA
AGGACCGGCAGTTTTCAGCTGAAGTTTGTGCCGTTCTTCAGTTCAACCTGCTTCCAAAAG
ACAAAAGATTCTGCCGTTTTCTCTTTCAGAGCTTCAGTGTGTTCGCGTCATGAAAAGCAG
ACAGAAAAACAAACCGTCTGCAGTTTCAGAGGAAAAATAAAAGCAGCTCTCCACTCATAT
TTTAGACAGGAGCTTTGTAGCTGCACAACCTTCAGAATGACGAAATGCTCACATGCATCA
GGGAAAAACTCTCCTCCGAAAGGAAGGGAGACAAAAGCTGCAGTACCAACTGTCTGCTCA
AATCCTTAAAAGCTCCAGACCTGAAGGTTTTCCTGCTGCAGAGGACTAAGCAGCTATTCT
GCCTAAACCTAAAGCAACAAAACCTTCAAGCTTCTTTAAACTAAAAGGAGCTAAACAGGA
AACTGTCAGCATCAAGAAAAAGCCTTAAGATGCGACGGACATATTCCAAGTCACGCTCTC
CTCCTCATCATCAGCACACTGCAGCAGATCAAGCACTAATGTGAACATTTATTATCAAAC
CTTTATTGTCAGAGATGCTTTTCTCTGACACCCCCCATCAAAGCACTAGCAGAACGCTGA
CACCTTCATCTTCATCCAGACTCTGACACTACAACTCTCCACTTTCCGTCTCTGGTGCTT
CATAGCGACGTTCTTCCTCTTCCTGACCCCGACCCTCATCTTCCTCCTCCTCGTCATGCG
GCTGCTGCTGCTCCGGTTGACCCTCGGATTGGCTCTCAGTCTCTGTGGGCGTTTTCTGTC
CTTCCTCTTCTTCCATTTCCTTCTCATCTCCAGAAGGGGGCGCGCTATCCTCCGGTTCTG
TCCCAGGGCGCTGAACAGGTCCTGGAGAGCGCAGCTCTGCTCTGAGCTTCCTCTCATAAC
TGAACTCTGGGAGTCTGGGAGCCTGAGGCCGAGTCTTCCTCGCCGGGTTCATGAAGTAGC
AATACGCACAACGGAAAGCAACATACTCAAACTCTTCCTTTAGAGCCATGCCGTTGTGAG
AAAAACACTGCTGACAGATCAGAGCGTATCTGTTCTGTGGTCCATCTCCTACCAAGAACT
CCAGAACTCTATCCAGAGTTCCTCTGTCTTTGGGAAGGATGGGTCTGGCTAAGGGAGGAC
CTGGGGGGTGCATGCCTACTCCTGGAACGGGGGAGCAGGCGGTCCTCAGCACCGCTCCGT
GGTGGANGGAGGTGGAGGGGGTGCATTTNTCCGGCGGTCCTCCGGGAGCCACAGGTGTTC
CTCCTGGTCCCAGTGGGGGCCGTGCTCCAGGTGGGGGGGTCATGGCCATTGAAACGGGGG
TGCCCATCGGTGTTGGTNTCATTGGAACCCCCCTCNGTCGGATCTNTGCTCGAAACATNT
GATNTTTTAGAAAAGTCGTCAGGCCTTCGCTTGGGGTTAGAACATTGGGGGGGGGGTTAC
CTTGACCGGGTCTGGGAGTCATTTGAGGACGCACCGGAGTCGACTCCAGTTCAGCTTTCT
TCTTAGCGTCAGGGTCAAAGCGCTCCAGGATCAGTTTGGCGTTTTTGTACGTCTCCGTTT
CCATCACGTCCTCCCCT
>CL3150Contig1
CAAACCTTGAGCTCTCATTTTCTTTTAAGGACTGCTTTCAGACCTCTTTGTTTATATTTC
CTCACCAGTCGTTTTTCACAAAGTGACCACAATCACTCTTTTGCCTTTTTAATCGTTTTT
CTCCCACCATTCCTTTGATTTCTGCAATTCCTGAATTTGTCTGCCTCAGCCGGTCTGAAC
TTTTTCCTTAAGGCAGAGGGGGGCGGGGCCTCATTGCAATAGAGGAGACCGCCAAGTTCC
TGTAAAGTCGATGGGTGTAACCAAACGTGCCACTCTGCCCCTGGGGGTCACTACACCTTC
ATTCCTGCTGTGCTCCTGCTTTATACTGAGACTCCCTCTGCAGATGTGCCTGGAGCTCCA
CCAGGAAGAACAATAACCCAGATTTTAGGAGCTACTCAACCTCATCCGTTCCCGCCATCG
AAGGCTGCTCTGTCGTAGTGTTTGGCAGATTTCCAGAGAATNGTATAGAAAATATAGATT
ATGGAGTCAATGAGACCCGTTTAAAGACTAATAGGAATCAACAGCCTTAAGGTATAAATG
GATAAACCCAGATTATTTGGTAGATTAACTAGATTAACCGTTATACCACACATTGGTTCT
GCTCCTCTCAGAACTGGCTTACCTGTCAAACGCATGGAAACCCAGAAAGGAGCAGCTGGA
AGTGCTGCTGCCTGGATTTGAGGTGATGCTGAAACCTTAAACAGGGACAGGAGCAGCAGC
TGACGTGGTTTAGGGGGGAAATCTGCTCTTTTTCACCATCATCCCCCTGCAATCTGGTTT
CTTTTAACTCTCCATGTGCGTTTGTTTACCAGTGGAAGTGTTGATCAAGGGGGTTCTCAG
CTTTTATATGATCCATTTGAATGTTATTGAGCATTGTTATTTAATTCTTGTCTCCACTGT
ATGTAAATATCAAAGTAAGAAGAGGTGCATATATGAATCATTCAGATCCGACCATGGTAC
TGTATCACCGACAACCTGATGAGAATTCAGATACTTTTGTTCAATAAAACCAGTTTTTGG
AAAACCAAAAAAAAAA



>CL3151Contig1
TCCTGGCAGCATAAAGACCCGCACCCGTGATGTACATGGCACCCATTAAATAAAACCAAC
CCATTTGTCCCACTGTGGTAGCCTTCACAAAGCCCTCCTCAATGGTGAAGTGCATGGTGG
GGACAATGCCACTCAGTCCAAGACCCATGAAAACACCTGCTCTTGTTGGTCTGTGACGGG
GTGTGGAAAAGCGGTCCCACTGAGCAACTATGATGGCAGCAATCCCCAGGACACAAACAA
TGGTGAGGTAGATAAGGCGAGGCTGGGGGGAACAGTAGAAGGAGTAGTACAGCCAGGGCA
CAAAGGAACCCATGATTAAAAGGGCAATGCCCGAGTAGTCTAACTTGGAGAATGTGCGAG
ACACTTTTTCTGAGTGACAGTAGACTGTGTGGAAAAGCCAGGAAAAGCTGAGGCAGAGCA
CAGCTCCCAGGAAGAACATCCCAAAAACAACTTTCTCTTGCAATGGTGCCATGAAGTAAA
TGTTGGGACGCAGCATGGTTAAGGTGCCCAGACAAACAAATAAGATCAACCCTAAAAGAT
GAGTCCAGATGTTTCCCGTTTCAGTGTGAATTCTGAAGATGCTTCCGAAACAGGCCCTAA
AGGAGGGCATGGGAGGCCGATGTCCGTGCAAGAGGTAATCATTGTCCTTCAGCCACTCAG
GCAGGACATGGAAAGGAATTACCCTCCATCGCCCCTCCCACACCTTATGTACAAATTCCT
CCATCTTCTCCATGGCATGGTGAGCCTGAAGAGGCAAGGTGAGAACCTCTTCCTCATCCT
CATCTGTTAGCATTGCAGCCCCCTCTGAATGAATGCCGTCCGATGCCACCTGCTGCCCAC
CTCCTTCCTCCAGCAGGGGCCCAAGCTCCATCAGCTCAACATCTGGGACGTGACCGTCCT
CAGAGATCTGGCAGTCTGCATCACCAGCAGACCCGTTTCGGACTGACATAGGAAGACTGG
CTGAAAAAGCACGTAGAGTCTCGCTAGTCTGCTTCAGATGGGCAAAGGAGTCTCTCCCTG
GTAAGAAAGAATCTTGACCGGGAAGATGAATTATTTATCGTTATGCGAAATCCCCCCGGC
CATAATGCCCGGGTTTACCGGCCGGT
>CL3152Contig1
AATTCGGACGAGGGAANATTTGAAAACGGAGATTTTCTTTAGTAGAAACGTTTACTGACA
TCCTCTTTACNGAAAACCGACCCCGGTTTCCGGTAGAGGCTGAGAGTCCGGTCTGGTAGA
ACGTTTACCGACAGAATGGCGTCCAATGGCGGATTTAAAACTCCAAAAACCGTCCGGACC
AGGAGTTCGGGGGGAACCCCCGTCACCATCCCGGCATCGCCCTTCATGAAGAAGTTGGGC
TGCGGTACCGGAGTCAGCGTCTACCTGATGAACAGAGAGGAGCAGATGAACGCGTCTCCG
TGGGCAGTGAAGAAGATCAACAGCAAATGTGAATCCAAACAGGCTGCCGTTTACCAGAAC
CGTCTGAAGGAAGAGGCCCGCCTCCTGCGAGGAATCGACCATCCCAACATCATCGGTTTT
CGCGCCGTGGCCACCGCCAAAGACGGCTCCGAGTGTTTGGTGATGGAGTACGGCGGGGAG
CGGTCACTCAACGACCTCATCGAGCAGAGGAGGGAGCAGGGTCTCAAGGCCTTCCCCGCC
GCCAACATCGAGAAGGTGGCCCTGCATGTGGCGCGCGGCCTGCAGTACCTCCACAACGAG
AAGAAGCTGCTGCACGGCGACATGAAGTCCTGCAACGTGGTCATTAAAGGAGACTTTGAG
AGCGTGAAGATCTGCGATGTGGGCGTGTCTCTGCAATTAGACGAGAACATGACAGTCTCT
GACCCAGAAGCAGAATACATCGGTACCGAGCCCTGGAAGCCCAAGGAGGCTCTGGAGGGG
GGCGTGATCACGGACCGGGCGGACATCTTTGCCTACGGCCTGACGCTGTGGGAGATGATA
ACTCTGTCCATGCCTCACCTGGAGATGCTGGAGGAGGAAGAGGATGACTCCACGGAGAGG
AGCTTCGACGAAGACGCCTACTACGAGTGTCTGGGGACGCGGCCGCCGTTGGAGGCGGAG
TCTCTGGGAAGCTGCTACCAGAGGGTGGTGGAGCTCTTCTACGTCTGCACAGAAGAAGAC
TCCAGGAAGAGACCGTCTGCATCCCAGATCGTCCAGGCTTTGGACGGCCGGCACTGAGCA
TGCTCAGTCAGTGATGGACAGCGNATGGTAGAATCAGAAAGGTTTATTAAAGTTC
>CL3153Contig1
AGGAATTCGGCACGAGGGTTGGCTGTTCGGACTGACATAGCAGACAGGCATGTCTCACGC
GTGGGGTTACGGTCCATCTGACGGACCTGAAACCTGGGCAGAAAACTTTCCTCTAGCTAG
TGGGCCCAGACAGTCTCCCATCAACATCGTCCCCAAGGAGGCCCAGTTTGACCCCTCTCT
GAAGCCCCTGAAAATCAGGTACGACGCCAGAGACGCTAAGGGCATCCTCAACAATGGACA
TTCCTTCCAGGTGGACTTTGTGGATGACACCGACAGCTCCACTCTGACAGGAGGTCCCAT
CTCTGGAACCTATCGTTTGAAGCAGTTTCATTTCCACTGGGGAGCCAGTGATGAAAGGGG
CTCAGAGCACACCATCAATGGCATCACGTTTCCTTGTGAGCTTCACCTGGTGCACTGGAA
CACCAAATATGCCAGCTTTGGAGAGGCTGCAGACAAGCCTGATGGCCTGGCTGTGGTGGG
GGTCTTTCTTAAGATCGGTGCTGCCAATCCCAAGCTCCAGAAGGTTCTGGACGCACTGGA
TGCTATCAAGACCAAGGGAAAGCAGAACGTCTTTGCCAACTTTGACCCAAAGACTCTTCT
TCCGGGTTCACTGGACTATTGGACTTACGACGGCTCTTTGACAACCCCGCCCCTCTTGGA
GAGTGTCACCTGGATTGTTCTTAAAGAGCAAATCAGCGTCAGCCCTGCTCAGATGGCTAA
GTTCCGCAGCCTCCTCTTCACTGGGGACGGAGAACCTCTGTGCAACATGGTGGACAACTT
CAGACCTCCTCAGCTCCTCAAGGGTCGTCGGGTCCGGGCTTCCTTTAAATAAACCCTCGT
GCCGAA
>CL3154Contig1
CTAACGTCTAAACGGTTCAAGCTAAGTGTTTTTGGCTCACAAAGCTGCTTCTTTGTCCAC
AGTCGTACTTATTAATGAGTGCAGATACTATGGTTTGAGTTATGTCATTGAAATATTCAG
AGGAGGACGTTCTCTAACGTGGGCTTGGGGTCCATGGCCTAATTTAAAATTCTGTTAGAT
TCACATTCTACAAGGTTACAATGTGATTCAATGAAAAGCTGACGGGGTTCCATTCAAATT
TTTTTTCAATATTAAATGGAAAATCATTTTCTGTTTTCGAAAAAGAACAAATGGCATTAC
AGGAAAATCCATACATTTTATTGATCAGTATCACTCCATCGTTCACATCACGTTCAAGAA
CGTGCCAAAATATGGTGTCAATACGCTACCCCATACTAACCCCTTACCTACAGTCGTAGT



GGTGCAAATATCATGAATCTTGCTCCACGATATTTTTTTCACAGCTCTATTCTGATTTAT
GAAAGACTTGGTGTCATAGAATTCTGGCATTTAATGTAGAAGCTGAAAACAGACTAAAAA
CTAGCATAGCTTTACGTAAACGCAAGAGTTTTGAACTTAGCAGCCCGAAACACACATTTA
CATAGACTTTTCATTGGAAGCGGTTGCTTGAACGTGCGTTGCTGAGGCTGGTGTGAATGC
AGCATCACAAGGATTTATTATTTTAGTCATTTAAATGAAAAAATATCAGGAAGGGGGATA
TAACAGAACCTTCACCTCACTCCCCCCAGAGTGCCTCTAGTCCTCTTCTCACAGGTTGGT
TGCGAAACATTAGTCTAAAAGGCAGTTGTGACCTGGTCTCTCCAGACTCTGAATGCATCC
TCTCCGACTCAGTAATATTTGAGCAAACCTAACAAACTCTAATGAACAGCCTGTTTCTGT
CAGAAGAAACCCCTGTTGGATCTGATTGTAAAGCGAGGACGAGCTGCTTCTCCTCCAGAA
CTGACGGTTGAATGAAAAATACTGCTCTACAAGCCAAGAAGCACTTGATTTGAACCATTC
AAATAAATGTGATTTTTTTAAAAACAAGATTTTTTTTTTAGCATAAGTCAAACCAAATTA
TTCAAGTACAAATTCCGAAACAGCTTTCTTCTGGTGGAACCTAACCTGATTTAAATGGGA
GGCAGACAGGTGTTTGTGAGAATCTGTGTGACGCATCAACCTGCTGCTTCCACCTCCATC
CTCCTCTGTAGATATGAATCAGAAATGTAATTTCTATGATGTAATGTTTCTCCTTCTAAT
ATGCTAACCGGTGTATCCGTGTCACGGATTTGAATCCACATTTTGTGCTGTTAATCTGTA
TTTGTTGGGTAGTTTATAGAAAACTTGCACTAAAAATATGATAGTGGCTCATTTTTTTGC
CGAGAACAACGCACAGTTTCAGTGTATTTAGGATGTTTTTGTTAGCATTTAGTTTACAGT
GAAACCCCCTGCTGTGACTCTTTTTTTGTTGTGGTTTTATGTTTAATCTAATTGACGGTT
TTTACCTTGAGTGTGTAAGAGTGAGCATCTGCATTCTGTGACCCCCCTGCTGTGCTGCTC
AGTACTTTGTCGTTGCTTTTGAAACTGTAAATCGGATTTTGTGAATGTATGTTTTACCTC
CAATCTTTTGTTCTGTACATATTAACCTGCAATACCATCCAGCTTACACGTGAGGTCGCC
ATAGGCACTCAGAGGGAATTGCAACATGCTGTCCACCTCTGACG
>CL3155Contig1
CGGCACGAGGCTCTGCTTGAATGTTCAAAGTTCAGTGGTTTTTTCCTCGTCGCAGATGTA
TCCTGTACACTCGGCCTGTCCTGCACACACAAACACATCGGTTGAATGTAAAGTAAGAAA
TGTTTTTAGCTGCTGCTGTTGAAGAGTAAACGCAGATGACACTGATGCATCTCACTGTAG
CTTATCGTGACAAAGACAACACCCCTCCAGAGACTCTACCAAATGTCTGACAAGTCGCCC
AAAGTCTGTGGCCTGCATCCTCATCATCGACGACATCCTTGTGACCACACATAGCCTGGC
TGTGCACAGGCGGTGGTGCGGGTGGGGGGCAGCCACAGTGGATGAAGGGATAGGCCGCCG
CACGGCCAAAGTGAATGACACCTCTTTTCGTTTTGACAAATAGGTTTGTGTAATTATTGT
CCATAAATGTAATGTACATTTTTATTTTTGATACGTGTTCTTGCACTCTGTGGCCTGGGA
GTGTGGGTGATGATGAAGCGTGCTCAAACTGTGTACATTCTGACCCGGTCTGCATACACC
ACATCTGTTTTTGCTCAAGTCAAACCCGGTGTTTGTTCTTGCTGTTGCCTTTTCTTGTGA
AACGCTGATGAATCTCAGTTGTTTATTCTCCGTACAATGTATGAATACTGGAGGTAAAGC
TGAAGGGAGGGAAGACGTGAATGTAAGTTTTAACAGAAGACTAGTTTTCTATAGAAAGAG
GTACTAAAGATTTTATATTTTGGGACCTAAAGAAAGATGTTTGATGTACATATTTTGTCT
ATAAATGTTATTATACACGTGTATTAATAAAGTATTTTTCCTGTGGAAATTTGCTTTAAC
TATGTGGGATCACTGAGGAGATTGGAAGAAAACATTCAAATAAGCAAATATACACAGAAT
CTCAACAGGTCTAAAAGTATAAAGCAGA
>CL3156Contig1
GTTTCCTTTATTCAATAATTTTTTTTTCTCAGGTGTGGTAAACCTGGTACCAAAAAAAAC
AACAAAAAACAGTAAGACAAGCTTTGCATGCATCAGAATTTAAATACAGGTAACATGAAA
AGATGGCTTGAAATTACAAAGTAAAAGCACTGGGTCCACCCTTGTAACTGCATGCTAGGG
TCCAAAGTTTTACAGGTTATTTAGAACCAGCACTTAAACAAAATAAAGGGTTTTTCAGAA
TAAGACGGTGCGACTGGTTGTCAAGATATTAGTCTGAAAAAGACTGAATTCCTTGTTTGG
GTGGATTGCAGTGTGTGTGTTTTTGATTTGGCCAAATAAAAAGAGTAATTAGTCTTGCAT
AATTTTGTGTTTGACGGTTAAATTCTCAGATGAAAGCTGAATGAAAAGAGCTCCAGCAGC
AGTCCGCGCCCTGAGCTCATACATGTCGTAGTCATGAGCCCATTCTACGTTTCCCCAGTG
ACTTATCTGGTATTCTTCCTCCAGTCTGGAGAGCAGCACCGCCTGCTCCACTGTCAGGTA
TCGGTCAACCATCCCCAGTGAAAGCAAAATAGACTTCAGCTGCGAGATCACAAACTCAAG
TCCCGTCAGGGACCAGAGGCTGTAAGAATTGAGATGCTGTCGAAAAGTTTCCTTGGTTGC
CTGTGGAATTTCAGGACCCAGAATGCTCGATGAAGATCCAATAGTGACATTGTATCGGTT
TTCAATCCAGTGCAAAACCGGATCCCACTCGTTCTTCTGTAGGTCCACTAAACCAGGAGG
ATCCTCCACTCTGTAACAGATCGTGTCAGTCTCCAAAAACTTCAACGCTGAATTGATCAT
TTGCTCCTTGTTGCGTTGGGTGGGGTTGTCCAGAGCCGTGTTGCACAAAGTGGTAAGGTG
CATGGTATAAAACTTGAGTGTCCCCCTCTGAGCATCCCACTCTGTTGCCACGGCGATAGC
CAGGGCTTCATTTGGTACTGTGAACAGCTTCCCTCCTGGAGTTTTGAGTTTCCTTCTATC
CAGATTTATTTCATACAAACCATCATCTCCTTGAGATATGCTGACATCTTGATAAAATCT
CTTCCTCTCTGTAGATGCAGTGGAGTATTTTGACAAACACTTGGAGTACTGATGACTGGG
ACACGACTTGCAAACTGAAATTACATTTCCAAAGGAATTTCGAAGTTGAAAAACACGTCT
AAACATATTCATACCTAAATTTGGACGTATACTGTTTACAATAAAAAAGACGATTCACTA
GCGATTTCTTAAGCCGGTCTCTCACGCACTAAAGTACCACATTGAACAAACAGATCTTGA
GTGTATAATGAACCTGACTCTACAATAAATCTGTTGTTAAACATTAAGGTTTTCATCTAG
CTTACAGTAACACATCGGTTCAAAACCACGCGTGTGACCTTCGATGCTACAAAGCTACAA



AATGTTTTCATCCCCGGCCATA
>CL3157Contig1
TATGAGCTTTGCTTTAGAGAACTGTGAGAAGAAGGATGGCAACTACACATTCTGTGATCT
GCTAAAGTACAACTTCTACCTCCCATTCTTCTTTTTTGGTCCAATCATGACTTTTGACCG
CTACCATGTCCAGGCAAACAACACTCAGCTTACTCGTAAGGAGAGGGAGATGTGGAACAT
CACCACCAAGGCTTTGCTACACCTGGGGGTCATACTGGTGGTGGATGTCTTCTTCCACTA
TCTCTACATCCTGACGATTCCCAGTGACATGAAGCTGGTCACCAAGCTGTCTGACTGGTG
TCTGGCTGGATTGGCCTATTCCAACCTGGTGTACGACTGGGTGAAAGCAGCTGTGATGTT
TGGCGTTATCAACACTGTGGCCACTCTAGACCACCTGGACCCCCCTCAGCCTCCCAAATG
TATCACCATGCTCTACGTCTTCGCCGAAACGCACTTTGACAGAGGCATCAACGACTGGCT
CTGCAAGTACGTCTATGACTACATCGGATGCGATCACGACAACATCTTCAAAGAACTTCT
CGCAACAATCTGCACCTTTGCAGTCACCACCCTGTGGCTGGGGCCATGTGAGCTGGTGTA
CATTTGGTCGTTTTTCAACTGCTTTGGCCTCAACTTTGAGCTGTGGGTGGCCAAATTCTT
CTCCCTTCCACCATTTTCTATGATAGAGGGAAGTATGGGTGAAGCTATGTCTCGCAGGAT
TAGAGGAGTTTTCAATGCCGCCAACTTCTGGGCCATTGTTCTCTACAACGTTCTGTCTCT
GAACAGTTTGGAGTTTGCTAAAACTGTGGGCAGAAGACTGATTTTCAAAGGATTTCCGCT
GTCAACGCTGTCTGTGCTGTTTGTCACCTACTGTGGTGTGCAGCTGGTGAAGGAGAGAGA
GCGGCAGCAAGCCCTGCAAGAGGAACCAGAGCCTGCGACGCCCGTGGATGGTGCCAAGGA
GAAGGCAGAATAGTCAGGCAGGAAGAGAAAACAAGAGTTTTTCAGGCTTCTCGGTGTTAC
AGGGCCTTGTATGATTCCATCCTCGGCTCTGACAACAGTGATAGAACCAGATGGGATGCC
CGCCAGCATCTCTGCTGTTCCTTAACCGGCATTTTAGCTTTTGCTGCCAGAAGAAAAATG
ATATTTTAATTATCCCGAAGTGCACTTGCTGTTGATAATCAACACATCCTGTGGTACAAA
AAGTGCATTTTGTATTTCTATTTAACAAAAAAGTGTATATTTTCTCTGGTTACAAGCCAG
CAAAACTTTATTCTAAAATACAAAAACTTTCCTTTTGAATGATTGTCAACACATTTAGTT
TTATCATGTTTTAATTAACCATTTGTTGTATTTAGTTTACCTTTATTGTCACAATTGTCA
AATCCACAGACATATAAAGCTTGAAAACAACTAACCCTTGTGCTATCCTGGTCAAGATGA
ACATTGACATGTTCTCCCTACCATGACAAAGGTGGATAAAGGTGGAAAGATTTCACGTTA
TCTATGGACTCCAGTGATGATCACAAATCATTATAAAAAATAAAAGGTTTAGCGCACTGT
CTTGTGCGTTTAGATGACCCCACTCCCAATGTTAAAGTCCCTAGGATAGCACAAGGGCTA
ACAAACAGAATGTAATAAGAAAACCAAAGAAAAGGTGCTCAACAAGTGTCAAAACTGTAT
GTTAACTTTGAGTATGTGTTATGTCAAGGTGTTAACGAACCGAGTGTACTTGAGTCCCTG
TCCAGAAAGTCATTGTTTTATTCCATAGGAAGCCATTTCTAGGATACTAACCTATGTCTT
TTGATAAGAAAGGCAAAACTCCCTGGAGAGAATGTGGGTCACCTTTGACCTGCTTGTCGT
TCAAAGCTAGTCATTGTCTTTAGTGTAGCATGCAACATAATAAAGATTCTATTGTGTTTT
ACTCTATTTTTTCCATAAAGTTATTTTAATTAAGACCTTCGCT
>CL3158Contig1
TAAAAAANATNACAGATATACCACATGTTGGCCTCCTTTACAATATTTTTTCATCCAGCT
GCTGGTAATGCTCATCTAGAGAGCTGACTGCTGCCCCCTGCTGGCTCTTTGACAGAAGCA
GCCTTTTTCGTTCAGTCATCGATGGTTGGAAGCCAGAATGCCATGTTGGAGCAGGCGCTG
GCGAAGGTCATAAATTTGGGGTTGAACTGCAGACATGTGATGGGCCCCGTGTGCTTCCCA
TCCAACAACGCCACCTTCATTCCACTCTCTGCGTTCCACACATGAATCTTTCCGTCCTCT
GAGCCGATCATCACAAACAGAGAATCCGGAGTAAAAGAAGCTTCAAGTGTTACACCTTTA
CTGTTGTTATATCCCCCAAAGGAATGTAGAACGACGCCCTTAAAAGCATCTAAGATGCGA
AGGGCTCCTCCGTTTGTGGATAGGAGAATTAGTTTTCCGTCGTTGCTGAATTTGAGTCCT
GTCCACTCACACGTCCGGTCATACTGAAGCTTAAAGGTTGCAAAAGGACCCTTGTCAAAT
GAGCGCAGGTCATAGAGTTTAACCATCTCGGAATTGATGCCGGCAGCAAAAATGAGACCT
TCTGGATCGAAAGAGCACACCGGCTTCCCCTGCAAGTGCATCAAACCTTGGCAGTTTGGT
GACCGCAGATCCCACAGTCTGATGGTTTTGTCTAATGAGCCAGAAATAAATGTGTCATCC
ACAGGAGACATGGAGAGAGAAGTCACTCTTTTGGTGTGTCCAGGAAAATACCGGATGTAT
TTGTTGTCATGAAGGGACAAGTATCTGATGGTATCTTCAGGGAAAAAGAAGGGCGTCCGT
TAAAGAGTAAATTCACAAGAATAATATGAAAAAAATACAGATCCAGC
>CL3158Contig2
AAACCCGGNCATTATGGCCGGGGGACGTCGTGAAACGGGCGGTGCTTTACCCCCCCGTCT
CAGCCGTGGAGTAAAAATTATTATTACTGTTGTAGTTTTTGAACCCCTCTACTTCCACCT
TTTTCAGTTTTTCTTTTACTTTGTTGCCGTTTATATCTTTTTTATTTTATTATTACAAAC
AGTGTTCGCTAACATTTGCGAGCATTTTTAAGGAAAGCGAGGATCTTCTTCCTCTCTAGT
CAGGTCACTATGAAGCTAACAGACAATGTGCTGCGGAGCTTCAGGGTCGCTAAAGTGTTT
CGGGAAAATTCAGACAAAATAAATTGCTTCGACTTCAGTTCCAATGGAGAAACTATTATT
TCTAGCAGTGACGACGACTCGTTAGTTTTGTACGACTGCCAGGAAGGAAAACCCAAGAGG
ACTTTGTACAGTAAGAAGTATGGAGTGGATTTGATCAGGTACACTCATGCTGCAAACACT
GTTGTCTACAGTTCCAACAAAATTGATGATACCATCAGATACTTGTCCCTTCATGACAAC
AAATACATCCGGTATTTTCCTGGACACACCAAAAGAGTGACTTCTCTCTCCATGTCTCCT
GTGGATGACACATTTATTTCTGGCTCATTAGACAAAACCATCAGACTGTGGGATCTGCGG
TCACCAAACTGCCAAGGTTTGATGCACTTGCAGGGGAAGCCGGTGTGCTCTTTCGATCCA



GAAGGTCTCATTTTTGCTGCCGGCATCAATTCCGAGATGGTTAAACTC
>CL3159Contig1
GATTCTCAACACACTGAACTGAGGACACAAGTAAAGAAATAAAAACAGAAATCAGAGAAA
AAATGAAATCATGAAAGTGTGAAACCGGATAAACCTTGAAGAACCCATGATGACATCAGT
GTAACAGAAGATTATAAATGTATTCTGTGATCTCCTTGATCCCACAAAATTTTCATTTTA
GGAAAAAAATAGTCTGGGTTCTCACAGGTTAATATTAAACATCTTGTCATGGTCCCGTGG
GGATTCGAAAGGACCCAGGCGCTGGAACCCGGAAGAAACTCGGAAACGAGGTGTAAGTAT
AAGAAAGATTTAATTTCTCTGAAGGAGAGTCTGTGACCAAGTCTTTGTTGCTGCGTGGCG
GCTGACTGGAGGGTGGAGGCAGACGGAGCTCGAGACTGAGGCTTGCTGGATCCGAAGGGA
AGACGTAGAGGGGAACTGGAGAACTGTAGCCCGAGGAGCACACTCGTGAGGATGATTCCG
TGGTAAGAACAACGGACTGGCGTTGACGTCAGGTCCTGGATCTCCTGAAGTAGGCGGTTT
AACGAGGTGATGATTGGAACCAGCTGGTCGCGTCCAGAGCCGAGCAGGAGAGGGAGGGGG
GAAGGTGACTGACAGAGGCGCCATGACAGTACCCCCCCCTCAACGACCGCCTCCAGGCGG
TCCAGGACGACGGTCCGGATGGGCGCGGAAAAAGTCGTCGATGAGGGAACGGTCCAGGAT
GAGGGAGCGGGAGATCCAGGAGCGCTCCTCCGGACCGTAACCCTCCCAGTCCACGAGAAA
CTGAAAACCCCGACCCCGGCGCCGGACGTCCAACACCCGGCTGGCGGTGAAG
>CL3160Contig1
TTTTTTTTTTTTTTTTTTGTTGTTTTGTTTTTTTGTTGTTGTTGTTTTTTTTTTCAGTGG
AAATAGCTGCAAACTGAATGGAACATGAAATTCTCTCTGTGCAGTCCGTGGCAGCTGGCG
CGCTGCTCGCCTATTTCTGGAGGTCGCACTGCAGCAGTAATACGATGGAGGGGTCGCTCT
TGGCCGCTTCTTTGAACTCGTCCAGCGAGATCTGGTCGTCGTTGTTCTTGTCCATCTTGG
AGAAGATCTTGTCCACTCTCTGCTGGGGTGTCAGGCCGTCCTCGTTCATTTTCATCATGA
TGACGGTGCCGACCATCTTGTAGATAGCCTCAATGATCTCCAGCATCTCCACCCTTGTGA
TCTTGCCATCTCCGTCCAGGTCGTACATGTTGAAAGCCCAGTTGAGTTTCTGCTCGAAGC
TGCCTCTCGAGGTGATGGACAGCGCACAAATGAACTCCCTGAAGTCGATGGTGCCGTCGC
CGTTCTTGTCAAAGGTCCTGAAGGCGTGCTGTGCGAACTTGGAGGCGTCCCCATAAGGGA
AGAACTTTACGTAGAGCTGCTGGAACTCGTCCAGGTTGAGCCGGCCGCTGGGACAGTCCT
TCAGGAATCCCTTGTACCACTGCTTCAGCTCGTGCTCGTTAAACTCCGTGTTCTTCACCA
GGTCCTCCATCACCTCAGGAGTCAGCTTGCTGTTCTGTTTCCCCATTTTTCCTTGCAAGA
ATGTGAAGTCAACGGGAGAAGTCCGGCGGTTCGATGCCTGGAGTGGGCACACAAAAAACG
ACCACTGCAAGGACGGGGAGGGGGGGAGGAACAAGGCGACTGAGGCGCTCGTTTATGGAG
CCAGGAGGAGACGGTCTGCGCTGCTCTCAATGCCTTTGGACGCGTTTTGGTCGTTGTTGT
TGGTGGTGGTGTCGGGGTGAGGGGGGAGGAGAGTCACAAAGTGAACGGCGCAGGTCCGGC
GGTGGCTGCGACTA
>CL3161Contig1
ATTTTAATAAAACTTTTATGGCGTTGCTTTTACGCAAAAAATATTTAAAAAACAAAACCA
AAAATACATAATTTTTTTTATAAACACTACACAAAGTTGGAAACTTTTTTGAGCTTATCC
CAAGCCTGAAAATCCCACCGGTAGGTGGAGCAGAACAATCCAACATTTTCTCCAGGACAC
TGTTGTGAATTCTACCTGACAAAGTTTCACTACAAACCAGTGAGCTGCAGGACAAGTCTC
ACTCTTGTGAGCTGGAGATGGAGGCGGTTAAAACCACAGCCAAGAAGCCAGCCGAAATAT
CACCCCTCCACCAGCCGACGAAGGATGTTTCCTAGTCCACCCTTGGCGATCTGAAGGGGT
GTCTTCTCCTCCTTATTCTCAATGTAAATGCTGGCCCCGTGTTCCACCAGCAACTTAGCG
GCTTCTACGCGTTCCTCCTCGCATGCAAGGTGAAGAGGGGTGTTGCCCTGGCAGTCCTGG
ATGTTGGTGGAGGCACTCTGTTTGAGCAGCAGCTGGATCAGGCGGTAGTTGCCTTTGGCA
GATGCTCTGTGCAGAGGGGTCCACTCCAACTTGTCTGTGGCATTGGGGTCTGCTCCGTTT
TCCAACAACATTAAGGCAATCTCGTATCTGTCTTTAGAAGCAGCATAATGCAGAGGCGTG
CATCCGTTCTGATTAACCGAGTTCAGCTGAGCTCCTTTGGAGATCAGAGCTTTCACTATG
TCCTCTCTGCCTGCAGATGCAGCAATGTGCAAAGGGGTCCATGAGGCATCATCTTGCAGA
TTCACTTCGACTCCAAGATCGAGGAGGAACTCCACAATGTTGGTGTGTCCAGCAGAACAA
GCCCAATGAAGAGCTGTTCGGCGGTCCTGATCGGTTTTGCAGGCGAGTGTTTTGTCAGAG
AGAATACACTGTTTTAATTTGTCGAACTGTCCTGTGTACGCATAATTACAAACCTCCACA
TTTGACACCGACCCCTCCATTTACAAAATGACCTAAAGTATTGTGCAAAATTTTGAATTA
AGATAGTGAAGTAACAGTACTCGTTGTTTAGCTTTAAACAGGAGCCCCCCGGCCATA
>CL3162Contig1
GTAGTTTTTTAGGACCACCTTGTCATATTCGTCTAGGTATAGCATTGAGATGGCGCTGAG
CTCTGTTGGTACGCAGCAGGCCTTGGGAATGTTGTTGTTCACAGAGTTCACCAGTGTCTG
CACGATGGCGTGGTTAGTTGAGTTCAGATGATCTGCCAGCGGAAAAGGGCACTCTCCGTG
GCAGTAATAGGCCTGGTAACCAGGAGGTGCCACTATCCAGTCATTCCAGCCTACATCGCT
AAAGTCCACATACAGAGTATGGCGCCGGCAGTTGCGGTTTCGTTTACGCCCTCGTGGTTT
GGGGCTGCGTTTTGTCCGGCGTGTCAATGAGTGACCCTTTCCATCGTGGCCAAAGGTAAC
CAGAAGAGGGCGTACCTGGTCCCAGTCCTCTCCTGGCTCCTGGTGTAAGGAACGGCTGAT
GCGGACATGTCGGTGCTGGTTGTGTGGAGTCTGATTAAGGTGGAGAATCTCCACAGCCAG
TCCATAATTAGGGAGCCGTTCCCGAGTCCAACGCAGCACAGCAGGGCTGACGTCAAAGCT
CTCCCAACGCGAAGCGTTGTGGTGCACAAGCCGGGTGTCCAGAAGCTGCGTGATAAGCTG



CCCGGGCCGCGGGGGTTTAAGCACCTCGTATATGTTTATCCGATGAAGGCCCTGGTCGTT
TAGGGGGCTATCATCGTTGGCCTCGCCCAGCTGCTGACGGTAGAGTCGCAGCTCTGCGGA
AGACAGCAGCTCGTCCTCTGGAATGCTACTAAGGTTGAACAGGAAGCGAAGATGGATGGA
TTCTGCATCATCCACTTCGTGTATCCTCTCCATGTGCTCTTCATGGTGGAAGCCCCTCAC
GGTGTTGGCTCGGCTGGCTGACTTCTCGGGATACTCAAAAGGAATTTCGTGTGCCTCTAC
GTCTTCAGCCTCCCCTGACTGCAGTCGATAGAGATCCAGCAGGTACCGAGGCACGGCAGC
AGATTTGCTTGGACGCGGGCGCTTTTTGAGGCCAAACATGTGCAACAGTGTGGCCTCAAA
GTCCCGTAAAAGTTCATGGCTCTGAGCGGTCGAGCGACCCTGCAGGCCAGGTACTTTCTT
TTTCCCTTCTTCGGGTATCAGACTAGCATGGTTGCTCTCTCCCAGCAGGACTTGGGATAT
TAAAATGACCATCAGCATTCGATTACCAGGAATCATGATGTCTCGACAGAAAATAGAGCA
TGGGAAAACAGTCCATGTTTGTTGGGAGCAGGCAATGGACACGTTTTTCCAGGAAATATT
AGGTGGCGTGGGGAGGCGGCAGGAGAACATTGGAGTGACCCTGTTCCATCAGTAGAGGTA
CAGGTATCCTCAAATCAATAGGAAAAAAAAAGATAATGAAAAGTGCTCCAGGCGTTACGC
AGGAATAAACGCCCAAATGAGCCTAAATGAGAAACTTGGTGCGTTTTTTAGGCTCATTAA
TCCCTTCGTGGCACCTCCTCACGGAGCGGTGGACAATCGGCGCTCTGCGGCGGGGTTTCT
ATCAGCCTCCAGAACAGTCTGTATGGGCGGGCGGTGAGGAGGACGCACAAGACTTCGCAA
ATGATCCCCCCGGCCATA
>CL3163Contig1
CCNTNAAAANTNACCNAANAAANNNTTTTTNCNACNATTTTTTTTTTTTACCAGANTTGA
AAGTAGTGTTGGATCCTNGACCNGGATTTTGAGGTTGTTNCCCCTTGGNCAGAAGNGNCC
TTTTNCCANTTGTNCCCCNTTCCTTTTTCANGTTTTTTTTGNGNAGNGTTTANTTTTTTG
GANTTTGCTGGGGNGGAAAANNGGNCGNCCNCGTTTGGTTTGTANATTGTAGGTACAGGG
GGNTGNGCNCTANGTNCTTTTGNNTNCTTTATNAGAANTAAAACTTTTTGAAAGTAACAA
ACGGNCAAAAAAAAAAGACGAGAGTTGTGANGTTTTCGTTTTTTGGGGAGTNTGTTCACT
ACAAATTGAGTGTGAGACTGTTAACTTTGTACTGTACATTTTTTTTGTAGTTCTCCAAAA
AAAAAAAAAAATA
>CL3164Contig1
GGTGGAGTGCTACACCAAAGNAATGGAGGCCGACTGCATGAACGTCCTTCTCCCTGCAAA
CCGAGCCATGGCGTTCCTCAAACTGGAGCGGTTCAAGGAGGCAGAGGAGGACTGCAGCAG
AGCCATCTCCCTGGACAACACTTACTCCAAGGCCTTCGCTCGCCGCGGCACGGCCCGAGC
GGCGCTACGGAAACCGCTGGAGGCCAAACAAGACTTTGAACGGCTGCTGGAACTGGAACC
AGGGAACAAGCAGGCGCTGAACGAACTCCAGAGGCTCCAGCGCGAGTTAGATTCCTGCGC
TCTTCCTCAAGCAGACGAAGAATCCCAGAGGAGAACAGTGGAGCCAGTCGACAAACCGGA
ACATCTACGCTCAACTAAACCTCTGAGGAGGATCACCATCGAGGAGGTGGGCGGAGTCTC
TGCACAAACAGCAGCTGAGTCCAAGTCCTCCATCCAGGAAGTGGTGAAGGACTCTGGGGA
CGCGTCATCGCCGCTGTCCACTTCCCCCATCGCCAAGATGATCAAAATAGAGGAGATCCC
AGACTCATCCACCGGCTCCTCCGCCCGATCGGACAGCAGACCACCGCAGGAGGACGCCGC
TCCCCCTCCGCCAGCCTCCTCCTCCTCCATAGAGACAGACCTCCCTCCTCCACCTTCCAA
CTGCTTCCAGCTGGAGGCCGACCTCCGGAAGATGAGAAACCAGCCCCAAGCCGTTTACAG
ATATTTAACGCAAATCCAGCCTGAAGCGTACCAGGAGATTTTCCAGACCTCCCTGGAACC
GGACGTCCTCAACCAGATCCTGAAGACGCTGCACCAGTTCTTCATCCCGAACGAGCCGCC
GGCCGTCACACTGGACACCCTGAGCAGCCTGGCCAGCGTGAGACGCTTCGACATGGCGGT
CATGTTCATGTCGACCTCCGAGAAGAAAGTGATTCAAGAACTGTTCCACTTCCTGCTGCA
GTCACAGCTGGACCAAACGTCTGTGGAGGCCGTGAAGAAGAAATACGGAGTGTGATGCTT
GAATTCTGGACAGATTTGAATTTTGAAGCGTGAAAACATTGTTCAGAGGTAACCGTTACT
TCATTCACTCACACATCAGTAAACGGCGGTTTGATGAACAGCGATCCTAATAGGAGAACA
TCCGCACGTTTTTTCAGAACTCCTGAGCTTATTTAGCAGATTTGATGGTGAATGTGAACT
GAAAGCAGTTCTGCAGGCTGAAAAACCTGAGCTGGACTGTAAGTTTGTCGTTTGAAATGC
AGTAAAACGTCCAGACATCCGTGTTTCATCTGCAGAAGTCAGNACTAATAAAG
>CL3165Contig1
TTTTTTTTTTGGTTTAATACAGTCTTTATTTAGCAACAATGTTCAGACAAAACATGAGTC
TGCAATTCAGAGTTTGAGGTTGACTCGATCGTGGTACTTCTTGTATGGATCATTAACGTA
CCAGTTTCTTCTTTTCCAAAAAGATGTTGTCATTTTATCTAACAATTTGGACTGCGTTTT
ATTACAAAATACAATTTCCCTCAGCCGTTTTCGTCTGGCGGGCAACTTCTTCCACAGTTT
TTTCTTATAGCCAGCCTTGCGCCTGATCCAAAGACCGCAGTGCAGCCGCATGAACCGCTG
AGTCACTGATTTGACACTCTTTCTTTTGCCCTTTTTCACGCTGTAATAAGTGAGATGCCT
GCTTGGCTGCAGAGTCAGACTTGGAACAAGAGCTGTCACACGTTTGAAAATGTTGAATTG
GTGTGTCTGAAACGCTGAAACCGAAAAAGAAAAGCGGGCAGCGGCTGAAAGGACATTAAT
AGGAGCTGGGGCTTTGATGGAGCCGGACAGCTTACAGAGCTGAGGAGTCCGCGCGCACAG
GGAGGCGGAGAGCGGCCTCAGCAGCGCGGATACTCTTGCAGACCACACCGCCGCCATGGT
TCTTTTTTTTTGCTCCCCCGGCCATAAGGCCCGGGTTAACGCGCGTC
>CL3166Contig1
TTTTTTTTTTCTCTCTGGGATTTTTATTAGACAAAAACATGTCAAATTATTGGAAATTAG
AGGCTTTTATTTTGTAGAAAGGCCAGCCTCCGTTGTGCTGTGGTTGGTCATTTGAACTTT



AATTTCACAATCCGTATCTTCTCTCACCTTGTGACAAAGGTTGTGTTTGAACTGTGCCAT
GACTCGGCGTTATCCGACTTTGTCCTCATTGCCCCTGCATGGATGGAGGTGTGAAGCAGC
CTTCAAAGGCGGATTTTCAACAAAAAAATGAAAAATGAATACAATTCTTTACCCACAATG
CAACTGAGCAAACCCAAACCTGGTTTACCTTTGAAAACTATTCAGTTTTGTCGACTCATG
TTTTACGGTCTTTGCAACAGATTTGTCACTTTTCTAAAAGTTTAAAACCCAAATTCAGTT
CAGATGTGGGACAAAAACCAGCAGGTTGACCTCAGATCCAGGAGGTCGTACAGGTCTGCG
GTCTTCGGTCTGGTTTATTGCCCCTTTGTGTGCTGTAATCTGAGCGGCAGATAAGGCGGC
CTTGACATCGTCCTTCAGGGTTTTATCGCAGCGATGGGTCGAGGGCAGAACGTCACTTCT
TCTGCCTTTTGACGGGAATGGCCCCGCTCAGCACGATGTAGTCCACGATGCACGTCGGCA
TGTAGGACATCGGCAGCCAGAAGAACTTGGCGTCCCAGCCGGGGGAGTAGCGCTTGCGGG
GCCAGACGGCGGCGACGGCGTGCTCCATGCAGTTCACCACCTTCATCAGATCCCCGTCGC
TCATCTTTGACAGCGACTCCGATGTCACCTTTATGGCTTTGTCTAGGTAGTCGCTTCCGT
AGTCATCTTTGATCTCCTGGGGGAGTCTGTCCCACAGCCCTTTGACAGAATCAATCTGGA
TCTTGCTGTCCGTCACGTTGGTTTTGAAAAACCCCGGCTCAATGAGGAGGACTTTGACGC
CAAAGGGGGCCATGCCTATCCTCAGGCTGTCATTGAACCCCTCCACGGCGAACTTTGAGA
CGGGGTACGGGCCCCCGGTGACGCTGATCCTCCCGAACACGCTGGCCACATTCACCACTC
GGCCCCCTGCCTTCTTTATTAGCGGCAGCACGCTCAGCGTCACGGCGATGACCCCGTGGA
GGTTCACGTTCACCATGAATTTGTAGTCGTCCACGACGTGCCAGTCACACGGGCCGGAGG
GAACGGCCACGCCCGCGTTGTTCACTACAGCCCAAAGCCCGTGGTGTCCCACTTTCTGCT
TAATCATCGCCGCCACTTTGGCCACGCTCTCCTTGGAGGTAACGTCCAGATGCGTCGTTG
TCAGGTTCCTGGAGCAGGCCTTCCTCAGATCCTCCTCGCCCTTCTCCGTGTAACACCCAG
CAATAACCGGGAACCCCAGCTTGTCCAAGTGCCGGGCCAGGAGGTTACCGAAGCCGGAGT
CGCAGCCTGTGATGTACACGTACTTGCTGCCCTTATCAGACACTCGAGGGAGCTCTCTGA
TCCAGCGGAAGATGAGGAAGAGGACCACGAGGCCCAGAAAGTACAGGAACATGACTGCTG
CGCTGCCGTGTCCGTGGAGCCTTTCCAAGCTGCGTGAACTTCTGACACCCAAAGACT
>CL3167Contig1
GAAGATGTCTGAGATAAATGTCAAACCACCACAGTGTTAGTCAGAAGCTGCAGCCGGGCT
AACCCTTTCTTTAAATGACTGATTTGGACGCTGTTTTTGACCGACAGCATCAGCGCAATC
TCCGTCTGAGTTAGACCCCGATTAAAGTACTCAATATAAATTAATGAGCTCTTCTTCCCA
GGTTAATTGGTTTCTCTAAAATGTCCCGTGTGAATGAGGTGTGAATGTGAGTGTGTATGG
GTGTGTGATTGTGGCTCTGCGACAGACTGGCGACCTGTCCAGGGTGTCCCCCTGCCTTCG
CCTACGGGTGGCCGGGATAGGCCCCAGCAGCCCCATGACCCCGAAAGAGACAAAACGGCT
TAGAAGATGGATGAATGAATTCTTCTTTGGCATTTTCTCTGACAAACTGCTTCGTTTCGC
TGCAGATTGTCGAAAAATGATTTTAGTCTGTCATCTCGTTTTCATTGTCATGTCGGGATA
ATGACATCTACTATCTCGTTATCACAAAAAAGAAAGGATGGGAGGCTGTCTGCAGCTTCT
GGACAAACCAACAAGGATGCACTATTTCCTTCCAAAGCAGCAGCTCCTGCTGTCAGATTT
AGAGCCAGATGTGGGCCGTCAGCCTTCTGAAAGCAGAAACCGATGAACGTGTTTCCTAAA
TGCTCGGCGTTTCCCTTTGACTTGTGACACTGTGCGTTTCGTGAGGACATCAGTGTTTCT
GTTCCCAATGTCCTGATCCGTTCAGGGATCCTGCGGTCTTAGTTGGTTGACCCGCATTGT
CCCATTACATGTGTGTGTGTTTGGTGTCCTCACCTTTTAGGAGGGGTGAAAAAAAATGCT
TTAAGAGGTCCTAAAACGGACCCACAGGCAGATCCAGGAGAATATATTTTTTTTCATTTA
GCTGTAGAGTTTAAAACCGCACCTGCCCCCTCCCAGAGGTCATAATGCATTTTTCTGTCA
GTGTTGTATCCACGTTAATGCGGATAAAAAAAATAAAAGCAACCTGTTGGTGTGTATGAG
GAATGCTGCGGTGCAGTGTTGTATGGAGTTCACTCTGCAGACAAACAATGAGAGTCTGTA
CATATACTCTTGACCTTTGTACATATGTCGGGTTGTGATCACCTCTGCCTTTTTCTTTTC
TGATTTCAAAATTCTTCTGCAGGCGTTGCTATTTGCACTGTGCTNGAATCTGAAGTTAGA
NCAGGATGTACAGATTG
>CL3168Contig1
GTATAGTCTGAGAGGTGCTGTCAAAAAATGGCAACAGAGAGGACTTGTATGAGTGCAGGT
CAGCAGAGCAGCTTTCTGCTGCGAGCCACGCTGCTGTACATGCTGCTCTGCAGCCCCCAA
CACGTGCGCTCTGACTCGGACGAGGCGGTCCTGACTGAGTGGGAAATTTGGAAAAGCATC
AATGGCATAAACTACGAGGAACGAGATGACATGCAGAGGAGAGCTATCTGGGAGGAGAAT
CACAGGATGATCAACGATCACAACCAACGGTTTCTCACGGGGAAGAGGCCTTTCTCTATG
GGCATGAATAAATATGGAGACTTAACAGGACAGGAGTACAGAGTTCTGCAAGGAGCTGTG
ATGAACGCCCAGTTCGTAAAGAGAGGAAAGGAAGTCTCTGCCCGCCGGCTGCGTTACAAT
GCAAGGAAATCAGAGGCTGGGTTTGTTGACTACAGAAACATGGGCTATGTCACTGAAGTT
AAAGACCAGGGTTACTGTGGTTCTTGTTGGGCTTTCAGCACAACAGGAGCGATAGAAGGA
CAAATCGTCAAGAAAACAGGGCAGCTTTTATCTCTGAGTGAACAAAACCTGGTGGACTGT
TCAAGACCTTATGGTACCCATGGGTGCAGTGGTGCCTGGATGGCCAGTGCCTATGACTAT
GTGCTCAGCAATGGGCTGCAGACGACAGACAGCTACCCGTACACGTCGGTGGACACACAG
CCTTGTTTCTATGACAGCAGGCTTGCTGTGGCTCACATCAAAGACTACAGATTCATCCCA
CAGGGAGATGAACAGGCTCTGGCTGATGCCGTGGCAACCATTGGCCCGATCACCGTGGCG
ATTGATGCTGATCATGCAAGTTTCCTGTTCTACAGCTCAGGAATTTATGACGAGCCCAAC
TGCGACCCAAACCGTCTGAGTCACGCAGTCCTGCTGGTTGGCTATGGCTCAGAAGAGGGA



CAGGACTACTGGATCATTAAAAACAGTTGGGGAAGCAGCTGGGGTGAAGGCGGCTACATG
CGGATCATCCGGAATGGAAGCAACACCTGTGGCATTGCTAGTTATGCCTTGTATCCAATA
TTGTGATGATGATTTTTACTGCTGAATTCTTCCACAAGACTGGAGCTCCTCAAGAGCTGT
CAGCAAACACCTCGTCTTAGTTCTTCCCCATCTCATTTCCAGACGTTTGAGCAACGATTC
TGTTTACGGCCGCTTCTTTTAGAGATGCAGAACACACGGGGAAACCTTCAGATGTACATA
ATTTTAAATGCAAAAAGAAAAAGCAGCTTCTTTTGGGGAGTTCAATTAGCCTCTTATAAA
CATGTCAAAATATTTTAGTGGAGTTGACATGTCTCTAATCCCTTTTTTTCCTTTCCTTTT
CTTTCTTCTGAGATGTTCTCTGGCGCATTTCAGC
>CL3169Contig1
AACTTTTTTTGGCTTTTTTTTTTTGCAAACNTAAAATAAAAAAGCAAGCATAAGGGGATC
ACNTGTACNGTAAGTATTTTACNCNCAGAAAAAGGAATTGTTTTTTAAAAAGCAAAAGTT
TTCACAACCNTGAAAAAATCTANAACATCANCCTAAGGGNGTANTTTGAACCAAACANAG
GAACCGCAAATTCGNGGATCCAATCAAAAATGTTTGTGTATGACTTCCTGCAGNTTTCAN
TCCCGCTGGAAGGAGCANCTCTNGCCTGAGGATGTGCTGACGTTCAAAANGGANAATTAA
AANAAANAAAAAAATGCGTCNCCCCTTCTTGAGCCACCAAGGNGGTNTAGCATTCTCAAC
AACCAAATTATTTCACAATAAAATACACAAAACTGGTCTTCAAAGGAGCCCGGCAGNGTT
TCTGCATGTCCTCACTTTGNGTTTAACATTTTCTCCCATCTGTGCCTCACCTGTTTAAAT
ACGTTTCACTCAAAGCTGTGTAATCCCTCCNCANACAGACAAACTTTGACCAAAAAAAAA
AGGAAAACTANCANTTTTC
>CL3169Contig2
CGGCACGAGGGTTGAGAATGCTATACCGCCTTGGTGGCTCAAGAAGTGGCGACGCATTTT
CTTCTTTCTTTTAATTCTCCTTTCTGAACGTCAGCACATCCTCAGGCAAGAGCTGCTCCT
TCCAGCGGGATTGAAAGCTGCAGGAAGTCATACACAAACATTTTTGATTGGATCCACGAA
TTTGCGGTTCCTCTGTTTGGTTCAAACTACACCCTTAGGTTGATGTTCTAGATTTTTTCA
TGGTTGTGAAAACTTTTGCTTTTTAAAAAACAATTCCTTTTTCTGTGTGTAAAATACTTA
CTGTACATGTGATCCCCTTATGCTTGCTTTTTTATTTTATGTTTTGCAAAAAAAAAAAGC
CAAATAAAAGTTTCATGAANAGGAAAAAAAAAA
>CL3170Contig1
GGAAGGACTCAGACATTGTTCGGGAAAGGATCATTCGTAGAGCTGCTCTGGAGTTTGAAG
ATGGGATGTATGCTAACCTTGGAATTGGCATCCCCATGCTGGCCAGCAACTTCATCAAAC
CAGACATCACCGTGCATCTCCAAAGTGAAAATGGGATTCTAGGACTGGGGCCGTACCCTA
CGCAAGATGAAGTGGATGCAGACCTGATTAACGCAGGGAAAGAGACTGTTACTGTGCTCC
CAGGGGCCGCCTATTTCTCCAGCGATGAGTCATTTGCCATGATTCGGGGGGGTCACATTA
ACCTGACAATGCTGGGAGCCATGCAGGTGTCAAAACATGGAGACCTGGCCAACTGGATGA
TCCCGGGTAAGATGGTGAAAGGAATGGGAGGAGCCATGGATTTGGTGGCCAGTGCTGGGA
CCAAGGTGGTGGTCACCATGGAGCACTCAGCAAAGGGGGGAAAACACAAGATCCTGGACA
AATGCAGCTTGCCTTTGACGGGGAAACAGTGTGTTGATCGGATCATCACTGAAAAGGCTG
TGTTTGATATAGACAAGAAAAAAGGCCTAACTCTGATAGAAATATGGGAGGGTCTTACCC
CTGATGATATCAAGGCGTGCACGGGCACAGATTTTGAGGTATCTCCCAACCTGAGACCAA
TGCAGCAAATTTAGAGGAGTTTTTTTCTTTTTTTTTCAGTTTCAGGTGGTTTCATGTGGG
TTTGCTCTGCAGCATTGATAACTGAATAAGACACATGTGCAATAACTAAAAACTGTTTCT
TTTTGTGCTGCAAAAATGAATGTGGGACACTTAAAAGACTCACAGAATGTGCTCCTGGAG
GAAGAAGAATGTCCCATGAATGGGCATTTTACATGTACCGGTAGCTAAGCAGTAAAAAGC
AGTCTCATTTATGGTGGAGTAAATGCAATATGCAGTTCAAGTATGATGCATTTGTAGGGC
AGAGATGCAGTAGCTGAGGTGAATATTCCTTAATCATAAACATGAGTTCCCAAAAACTGG
TGCTGCACCAAATGAGAAAAGAAGAAAATAACATCCTCTTTGCATAATCCATCCGTTCTT
TGAAAGATTTACTGATATGTCAGTTGTTTTTGCTCAGTCTCATGTTGTTCAAATGTAAAA
CAATAAGCTTTCATATTTTTACTCTGACATT
>CL3171Contig1
TTTTTTTTTTTTTTTTTTTCAACTCGTCTGTGTTTTTATTTTGTTTGATGAATGTAGACG
GTTTGACAAATTTATCAAAGGAAATACAAGAAAACATGAAACAATTTTATTAAAACCAGC
AACTGATGCCAAATGCTTTCGATGTCCACTAGCATGGCGTTCTCAGAACTGTGTAAATCT
GTGCTTGCTGCAGGAAATGACATGTACCAATATCAAATCCTTACAATGACTAAAAAATGA
TCTGCTAAGTCTTAAGAAAATAAAATATTCTTCCTTTTAGGCGAAATGTTTGGCAGGAAA
TCACACACTTGACACAAAACACTCCAACGACATGCCTTAGCACTAAGCTCCACCCCCTCG
ATGCTTGTGGTTCAGCATTTTTCTGAATGTAAGGACTTCACAGAAAGAGCAGGTTACAGC
GATTCAAAAGAGGTTCGTCATGCCGTCATTAACCATCAACGGCTCCATCTTTCAGCAGTT
TCTTTCCTGCCTCTTGGTAGACTCAACGAAAGCATTAAAACTGCCATCCAAAAATCCCTT
TAGTTCCTCCCAGCCAGGACAGCCGTAACAACAACAGTACAGTTTGTGTACATCCGTCAC
CAGCAACACTGTGGTTCAAATGCCAACAATTCACAAAATGTTACAACAGTCAACAAACTA
AAACAACAAATGCAGGACTCAAGTGATGTGTACTTTCATTTAAATTAAATCATAAAGGAG
TTTTGAAATGATCTTAATAATCCACCGTCCCCCAAAAAACAACTCACTTTTTTCTGAAAT
AAACTTTAGTCTTTCATTAACAATCATATTTTCATAGGTGAAAGAAAGAAAAAGAAAAAA
AAACTGGTTGTAAACAGAAGTAAAGGCACAAACATACTGCAGTAGAAATAGATATGATGC



TTTAAAAAGTGATAGAAGGGTAAGTACACACATTTTTAAATACACATTAGAAATTTGCCG
GAATTCCTCCCTGCAGGTAAAGCAGTAAAAAAAAACAACCAACTTAAAAACATTTTTTTA
AAAATCATTTGGAGGAAATATTAGAGGAATCCTGCAGAATGTAATATTGGTCATGTGGAA
TCACGCACAACGATAGTTTGGCTATGAATGAAGAACTGATGGAAACATCATTAAAAGAAA
TCCCTATCCACACATGCATTGTTGTTCTGTCCGTGCATGTGCTTCACCTCTTAAAAACAG
TTCTTATCTGATTAAAAGTTTATTATTTTGACCATCGGAATCTCCTAAAATAAAAGGAAT
GCATTTATAGAANACAGTTTGTCTTTCCCTCTTCCAATAACTGAACATACTGAAAAAGAA
CAACAAAAGGTTTGTTTTTTTTGTTTTGTTTTTGGNG
>CL3172Contig1
GGGGGGGGGGGGGGGGGCTGTAATCTGTTGCCTTAAGGGACAAAGACTTTTGCATATAGC
ATGAAAAAAATTCAAGCAATGATGATAATTGCTATCACTGTCCCTAAGGATGAGAACAAT
AGAACTCATTCAATTTCCACTACAATGTCTAGATGAGTGTCAGCTATGTCTGATAACTTG
GCCAATTAGCTGGACCGGGATCTTGCAAAGTGCAGGTGGTTAACGTCCAGTGTGATGAGT
CTGTGGACGGCAACAGTACAGCATAGCTTTTGGTTTCCACAAGAGAAGAACTCCTGACAC
ATCTGCCCTAACAGACAACTACAAGAGGAGTTGAAATGTATAACACGGTGAAGGAGTTTT
TGTGCAGAAAAAGGTACAATTAGAAAAGCTGGTAGCAGTGACTGCAGAAGGGACTCCTGC
TATGATCAATAGACAAACAGGTTTCATCACTCACTGTAAAGCTGACCCAGACTTTCCAAA
ATGTCTGCATTACTGCTGCGTCATTCACCAGCAGGCCTTATGTGCAGAAGTGATTGGCTC
TGGACATATAATGACTCTTATTCTGAAAATCGTAAACAACCTCAGCTGCAAAGCTAAACA
GCACAGGATTTTTAAGGTGCTATTGGAGGAGATGTCTGTTGAATATGGTGAATATGAACA
TTGTGAATCTGAACTTGCATTCTTGACTGACATTACTGGAAAACTAAACCACTTGATCTG
CGAGCTGCAAGACAATGGCAAAACTATTTTTTTTTGACCAGCCTGCCTGAGCCAGTGTTT
TTTCTTGTGGGGATCTTTTCTGCCAGGGCTTGTCAGCTTGGTCAGTGGATGTTGCTGCAG
TTGTCTCCCTTGCTGGGACAGCTGGAGTTAAACACAGCAGCTCACGGCTCTNAAGTGGAC
CCCGTTGCTGTCCCAGTCTGGATGGGCACCTGTGGCGATGTTCCAATGGCCAGGCTGGCT
CCTGGTATAAAGAGATTCCCAAATACCATTTCCTAACCGAAGAGCCAAGGATGTGTTTGC
ATGTTTAGGTCAAAAATGTGATGGACAGCTTCATGTTGTCTAAACATGCCACCCTGTTAT
TAATCCAGTTGATATGGTTCTCCATCTGTGTCTAGGTGATAGAAAAGCATTTTTTTATAT
TNAGAGCTCCAAGCAAACAAACAGTNGTCTATATAAGAGCTTTTACAATTGTGGACTTTT
AGCAGGTCTCTGAATACATGTGACCAATGTATAATGGATTTTCACAGACTTTGTTTAAAA
CTGAAGGTGACAGAGACTTTGGAGAAGTGGCTACATTATTCTGGACTTCTTTGTTTCATC
CACAGAAGAGTAAAATATGTGATTGATTTTGAAAAGCTGCTGAAAAATGTATCTTTTTAA
AATTGCAATTTCTAATTTGGGTTTTACATTTTGTGTTCCATTTTTTGTGATTTTATTAGA
AAGATTTGTTATTTATTTGGTGTTTAAAGGTGGTACATATTGTATATACACAATCTTCTT
AGAGACATTTGCTATATGTTGTGTTTGTTGTCATTGTAGTTTAATTTTATNGGATGTATT
GAAAGGAAATGAAAAGAAGTTGCAGCATTGATTAAAAAAAGCATAAAAGAGACATTTACT
GTCTGATGTTACATCTGTAGGAGTGTACTGAGGCTGGGTTTGTTTGGAGCACATTCA
>CL3173Contig1
TTAATCAAAATAAAATAACACATTTTGTTTTAATCTAAATATTATGCAATGGGTTCTGCA
AAAAAAAGGAAATGTTTTCATGTTGATTTATTGCTAATCAGGAGGTGAACCTTCAATGAA
TGGGATTCAAAAATGATTAAAAATAAATCAGTAATGCTGCTTGCTTGTCTGAGTTAAAGA
AACTTTTTTTGCAGCTTTGGACATAAAAAAGCAGTTTCAACACAAGTAATTGATGATAAC
TCAGCCGCAGTGAAATATGCATACATATAAACTCAACTGTCACATTTTGTCACATTGTAA
TCAGTGTTGTCCTTCACTGATGTGATATCTGATAAAACACAATATCGCACTATTTAAGCA
GCACATAACTTCTGCACAAGTGCTCTCGATCTTCAACTACACAACTTTTAATAATCGAAA
GAAAGATGTCAACCATTCAGTTATTGTGTCAGTCACATCAGATGAACACCCAGCAGTCTT
ATACAGCTAGAAAAGAAAGAAGGCAACAACCGCTCTGTATTTTGTTGAAGATGGAGGCAA
GATTTTAAGTAATCGGGTCTTGTGTTATTGCAACTTTAGAAGAACATTGATTTCATGTTA
GTTAATACCAAAGTGTACCTGCTTTATTCTTGATTTTAAGTGGCAGTTTGTCGCAGCTCT
TTGGTGATTGTGGTTTCTCCATCACTTTCTGCTTCCCTCACTGCTCAGGCCTGAAGCAGT
AAACACCGTACTTTTTCTTTTTGTCTGGGAATCCGACCAAACGCACTGCAGCTTCAGTAG
GGCTGCAGTTTTTGCGGGGCTTGGAAACAGGGTAACGGACACTTCCGTCTGCTAGCCAGC
CGGCGTTGCAGTGGTTATAGCCCTCAAGCTTCCAGGCTGCGAACATGTGGCCGACTTTGG
CAATTTCTGCGTCTTTACGAAGGCATGCCTGAACAGCTTCATTGAAGGTCAGGTTATTAT
GGTTTGACAGCCAATAGAACTCCCATCTTAGCTTAGAAGCATAGCAGAACACATCAAAGT
GGCTGAGTTTCTTGTTTCGCTGTCCATAACTTCTGAGTCCAGGGCCTTTCCTGGACCCAC
CACAAGGCTCTCTGGGTTTGGTGATGGGATACTGCACGGTTCCGTCATTTAGCCAGCCCG
CATTGCACCAGTCAAGGCCATCCTCCCAAGCCTCATACAGCTGTTCAAATGAGGCGACTA
CAGCACCCTGGTCTGCACAGGCCTTCTCAGCATGCTCAAAGTTTAGGCTGTAGCGACCTC
CGTGAGGGGAGTATGGGAACACAACACCATTTGAAAGACCAGACTCCACCTCCAAGATAA
TATCATGCATGACGTCTTCTTCTCCATTTTCGATCTCACAACGGTATCTTCCAATGTCGC
CCATGGAGACATTTTTAATCACTAGTGATCCATCTTCGTCTTTGGAACCCCCGAGAAACA
CCCGGTTGTTAAAATTACCATTAGCCTTCTTATGTGAACTTATGGACAGCAACACGTCAG
TCCAGGTGCCCTTATCGTTGACTTTGGTCCATTCAATTCGATATCCAGCGATTTTGTCGT



AGGAATGAATTATGCAGGGCAGGGTGACACTGGCACCCTGTTTAGCTGTGACTGTTGTTA
CCGAGGCGGGGGTTGGCTTTTCACAGAACACCCTGCCAGCCAGGGTCAGAGAGATCACTG
TGATGCAGAGCAGACTCATCATTTTCTCCTTTTTTTCTGTTTGCTTTAGGCACAAAAAAG
CTGTTCGGTGGGATAAAACCCCAATAAGAAAAGGTGTCTTTAAATATAAAAAGGACTAAA
TACGATCTGACACCAAATATTCTAGTTCACTAAAATGCCCCCTTTTTTTCTGATGGGGCA
GCAGTCGACTGTGGTGCTACTGCAAAATTTGGT
>CL3174Contig1
ATTTTTCATTGAAACACTAAGTATAAAGTTCTACAGTTACAAAAACCTCATCAAATCAAG
AATATCCACCATCTAAAAGTCTGCAATCACATCTTCTAAATCAGACATTTTGATAACGGA
GCATAAACATAAATGCATTTGTCAAAGCGGGAGATTATGGCCAAACTGCAGGACGCATGA
ATGATAAAAAATCATTACATTGGAATGATTTGTGAAAGTTTGTCATGAACAAGAAAAGAA
AACCCCAACAATATTAAATTCCTTTTGTGCTCCAGTCAAACATGAATATGAAGGAAAACC
ATATTTATTTGGTGATGTCCGTTTTTTATTGAGATTCCTCTGGTTTCTCTTTCGATTTGT
GGAGATGCTGCTCCACAACGCTGATAATAGTAGATACTTCTGCCATGGCGCCTTTACCTT
CATCTCCACATACTAGCTTCTTGGAAATGCAAGGGACTTCCATGTATCCAAACTCTTTTA
GTCTGGATATCTGCTGGGCTGTTATGGGATGCAGCCACATTGCTGTATTCATTGCAGGAC
AGAAAAGAAGAGGTCGACTTGTATCCCAGGCCCTTACGACACATGTCAACAGATTGTCAC
AAATGCCATTAGAAATCTTTCCAAGTGTGTTGGCATCAAGTGGTGCAATGACAAGCAGGT
CTGCCCAGCGCCTCAGCTCAATGTGTAACACGGGGTCAGTGCGCTCCTTCCAGAGCTCCC
ATTCATCCTTGTCGCTGTAGATTTTTACTGCCACTTCTGCATGCTTGTAGAAGTGCTTGG
CGTGCTCTGTGGTGACCACTCTGACATCCACCCCAGGGAGTTGAAGAAGCTGGTCGACTA
AAGCTGGTAGTTTTAACGATGCAACACTCCCCGTCACCCCAACGAGAACACGGAAACTTC
CAGAAGAGTTCAGCGACTCGACCGTTTTACATAAAACTTGCTTCTCCTGTTGCATGCTAG
CTCAAGATGAAGCTAACATCCCGTCTGAACTCCCCGGCCATA
>CL3175Contig1
CTACAACCCTTTCGACCCTCACTGTGGAGGGGCCAGGGGGCGCACTGACCATCATCAAGG
ATTTACAAAGGATCAAGCAGAAGCAGCTCATTTCTTGCTGTGCTAGTTCAGTCCGTCCAC
ACCGTTGACAAGTTTTTGTTTTTTTTAAAGCATGACATCATCAGTTGACATCTTTAGTAG
AAAGAAACCTTAAAGCAGGCAATCTTTACGAGGACATGTACAAAAAAAAAGTCCTCAGAC
AGCTTTGTGGAGGGAGAAGAATGACAAAAAAAAGGGAGCAGAAGGGAAAAGTGGGTCAAA
CTCCTGTTTGTGACGGGCTGACGTTAAAGGACGGTTCAGGAGTATTGCTCAGGACTTTGG
TTTGGGTCAGTTTTGCCGGCAGAAGGTGGGGACGTTTTCTGCTAATAGCTTTTGTCCCAC
GCTCAGGTTTTTAAGTCCAAACTACCAAATAGAAGTGAAAAATCGACATATTGTAAATGA
CATCAACAAGTGCCCGCTGGTGGATGCCACTTCAAGCTGAGGCACTTAACAGTGCAGGTT
TGTTTGCTTTTTTTCCTGTGGGTTTGTCGTCTTTTGTGAACGTGTGGCTACAGTGGAGAT
GCAGGACTTTGTCATAACCAGGGCAGTGAAGGTGCCGTGTCCTACGGTGGCCCCGGTGAG
TCACAAAGAACCAGAAGAAGAAAAAAAAACAGGACATTTGTCACAATTCCAGCATCAAAG
GAGGGAAAAAGTTTGCCATAGGTATTTGTCTTTTTTGTTTTGTTTTTTTACACACAGACA
CTACACTGCGGCAAGAATGATCACAGGTCCCCGGCCATA
>CL3175Contig2
AACTCTTTTATTTTTTTGTAGATTTTGTATATCTATATTCATTAGGTTCTTTTCTACAGA
GTCCTTTAAAAGTTTGTCATCATGCTAGGTGCAGCTTCAGTGCTGGTAAGTACATGCAAG
GTTGTGGTTCTTGTTGGTGAAGGATTTCACACACAGGACGATTGTTGAGAGAGCAGAAAC
CCCAGAAACGGTCATTAAACATACCCAAAACTACAACCCCTTCAACCCTCACTGTGGGAG
GGGCCAGGGGGCGCACTGACCATCATCAAGGATTTACAAAGGATCAAGCAGAAGCAGCTC
ATTTCTTGCTGTGCTAGTTCAGTCCGTCCACACCGTTGACAAGTTTTTTTTTTTTAAAGC
ATGACATCATCAGTTGACATCTTTAGTAAAAANAAACCTTAAAGCAGGCAATCTTTACAA
GGACNTGTACAAAAAAAAAGTCCTCAAACAGNTTTNTGGAGGGAAAAAAATGACAAAAAA
AAACCTCGNG
>CL3176Contig1
AGCTTCCCCTTTTTCTGACTTCCAGATCGAGCATCTTTTCTCCGGGGTGGTCAATGAGGT
AGCGTCCCAGTGTCCCAGGCGTAGTGCGGTAAGTTAGGATGATGGAGTTTTTGCTGTTTT
GACACCACTGGATAAAGAGTTCTCTGGAAAAGCCGGACTCCAGGTCTGGCTGGCTGCAAA
GTACCACTTTAGGGCTGGGCACTCGAGCAAGGTCTGCCAGACTGTGGCACAGGTTCAAGT
GTCTGAACTGGAATGGATTGTTTCTCTTGTCCTCAAAACACCTCATGAGCTTGTCACTCA
TCCACTCCACCTGAGATTTGGAAAACTCCACCACATTATAGCTGACATTGTTGAGCAGAG
CAAGAGGATAAGTTCCCAGCCCAGCATCCTTCGTTCTCCAGATTTGGTCAAGAAGCTGAG
CCAGCTCCAGAACGCGACCAGCCGTATCAACAGCGATAAGAACATTACCGTCTCCACGCA
GAGTCTCCATTACATTTGTGAGCAGCTGCTCGTCTCTTTGTTTACGGCGCGGTTGTACAT
ATGTAGCATTGAAGGAATCTGTGATGAGTAATGACGGTCGGTTGATGCTTTCTAACGTGC
AGCCGTTGAGGTGGATTTCTCTCTTGTGGTTGAAATCCACAGCATATACAATCTCCTCCT
CTCCATCCTTGACAATTTTCCAGATGGTTCCTCCAATCATGTGTCCAGCTGGAAGAGGAG
TGATGGAAAGACCATGGCCTTTTCCTTTCAAATTGACAATCTGAGAGTATTTTAACTGCT
GGATTTTGTCAAAAGCGCTGTCGACATCATCCAGGGTGAAAAGTGTGAAGTCTTCACTGT



TGTTTCGAGACTGATACAGATCATACATGAACATCTGACCCATCTTGTAGACAGGAATTG
TGGCATAGATGGTACAGTTGAGGCCCAATTTGCCCACGGCATAAGGGAGGGCTCCGAGGT
GAATGGGGTCAGGGTGTGAGAGAAGAACTGCATCAACCTGATGAACATAGCGCTTCATGG
CATCAATGATGTCCATTGAAAAATGTTCGTCCCATCCACAGTCCAAGAGGATGCGAAATT
CATCCACCTGCAGGAGATAACAGAGGGCGGACTCCTCCTGAACCCCTGACACGGCCGTCA
GCTTTATAATCGAGGTCATTTTTCTTCACTATAAACGCATTTAAAGCGGGTTTGAATTAG
TTATCCTTCCTGAGAAAACAAAGTAAATTAACCGACTACAATTCCCAAGTTAAAGCATTT
TCTTTAGTAGCTACTGTCTACAAAACATTAATGTGGTAGACATTTTTGCGCCAGCATCAC
GTGTCCCCGGCCATAATGCCCGGGT
>CL3177Contig1
GAGGCTTTTGAGAAAATCTTTTCTTAACACGAGATGTTTAAACAAACTGGGAACCCTGAG
TGGAGGAAAAAAGATGTGGACAATGCGGGTCGGATACATGGATTCCCGCTTCCCGTCTTT
CTCTCGTTCTCTGACGCCGGGTGCTTCTGTCTCTCCTTGAAAAGGGCCTACTTGTTCCCA
GCAGCTTTTCTGAGAAAGTAGATTGTATTTATTGAACATTAACACCCAAGATCTTGAGGC
AATACGAGTGAAAACCGTGTCTATCGAGGAGTCTCTAGTTCCACCTTTTGGCTGCTTTCG
GCACTTCCTGTTTCCTTTATTTTAAAGAATAAAAGTTCTTGGAGAAAGAAAGTGGTTTGC
AGGAAGAAGGCCTGAGTTGGAGTAGACTTCATAGATGAGCCGCCTCTCCCTTCAGTGAGC
TGAAAGACGACGACACCCACCAGCATCGTCTGCTGGTCCAATAGCAGTTTTCAGACTTAT
TCATAAAAAGATAATAAAAAAAGAAAAATCTTTTTCATGTTTAAAAACATAAGAAGTAGT
TTGAATTATCATTCTCTTTTTGAAAAAAATGTTTTTTTTGTTTTTTTGAGCAAGCCGCTT
TCGTTTGATCATTTTTGTCCCATTTCTAAGAGAAACATTTCATCCTCCTGTTGGCCTTTT
ATTCACAACATAGAGGCTGGATTTTTTTTTGTGTTTTTTTGGGCCTCAAACTTTACCCAC
TACATTAGTGTGAACATGATTTTCCAAGCAGCATTTTTTTTTAATCCAAACAGTGGGACT
GTCAGGTAGCCGTCTGTGCACCTGGAAGAGAAAGCATCTTTCTTTCTTTTTTCCCCATCA
CAACATTCAACACGGTTGGAGTTTGCTGAACTTTCTGATCCCCTCCCTTTACTTCCACAA
GTGATCCTCATTTCTTTAAAAAAAAATATAAAAAAATCAGTGTTTTCCTTGTATTTTTCT
ACTCGTCTGTACCTGTGATGAGGGGAACCGTTGTGTGTTGTGAGACTGGGAGTCCTGCAG
AAGTGAAACACATCCTGACGTTCTTTAGTTCTGAAAAGCCTTGAACTTCTTCAGATTTAT
TTGTTTCTACCTGCTCAGACTGGAGTTGAACGAGCTCCTCTCTTTCTGTGCTGGCGCTGT
CTTCACCTCAGCTCAGGCCATCCGGACTCCCAGAAGATGCTTGTTTGTTTTTTTTGTTTT
TTTTTTTNG
>CL3178Contig1
GCACGAGGTGCAGAGAAGCCATCAACATACTAACCTCGCTACCCCCCCAGCACTACAACA
CTGGCTGGGTGCTTACTCACATTGGAAAAGCCTACTTTGAGCTGGCCGAGTACACACAGG
CAGAGCGTCTGTTCAGTGAGGTTCGACGGATTGAGTCATACCGGGTGGAGGGAATGGAAA
TCTACTCCACCACACTGTGGCACCTGCAGAAAGATGTTGCCCTATCTGCTCTGTCCAAAG
ATCTCACTGATATGGACAAGAACTGCCCCGAGGCCTGGTGTGTAGCAGGAAACTGCTTCA
GTCTTCAGAGAGAGCACGACATCGCTATCAAGTTCTTCCAGAGAGCCATTCAGGTGGACC
CCGGTTTCGCATATGCGTACACTCTATTGGGTCACGAGTTTGTTCTGACTGAGGAGCTGG
ACCGGGCTCTCGCTTGCTTCAGAAATGCCATCAGAGTAAACAGCAGACACTACAATGCCT
GGTATGGACTAGGAATGATATACTACAAACAGGAAAAGTTTAACTTGGCAGAAATCCACT
TTAAGAAGGCTCTGAGCATCAATCCCCAGAGCTCCGTGCTGCTGTGCCACATTGGAGTGG
TGCAGCACGCCCTGAAGAAGTCTGACGCAGCCCTGGAGACTCTCAATCGAGCAATCGGCA
TTGACCCCAAGAACCCTCTGTGCAAGTTCCACCGAGCGTCCATCCTGTTTGCCAACGACA
AGTATAAGGCTGCCCTGCAGGAGCTGGAGGAGCTGAAGCAGATTGTTCCCAAAGAGTCTT
TGGTGTACTTCCTTATAGGAAAGGTGTATAAGAAGCTGGGTCAGACCCACCTGGCTCTGA
TGAACTTCAGCTGGGCCATGGATCTGGATCCGAAAGGAGCAAACAACCAGATTAAAGAAG
CCATTGACAAGAGATACCTGCCTGATGATGAAGCAGCTGAGGTGGACGACAGTCAGGACA
GCAGTATCATGACGGATGCCGATGACACGCAACTCCACACAGCTGAGAGCGACGACGTTC
TTTAGCCACACCCACATTTCTTTCTGCTGCACTCATTGGAAAATCTGGAAAACTGTTGCC
AGGCAACATTGTGGCAGAATTTCTTTTTAGCTCCCCCAATCGTCCTTCCCAAAACAGACT
GCTGCTTTGTTTAAGCCCCGCCCCTTCCCCCACCTCATCTGATCCGGGTCTGTCCTGATG
TTTCAGCTGTTTTTTATGTTTTTTTTTCATCCATGTGGAAATAAACCAATAAA
>CL3179Contig1
GAGGGGTGGCTGAAGGCTGTCCTCATGCACCACACGTCGTACCTGGCATCTCTGCCGGAC
CTGGTCACTGAGCTGGGAGTCCTTTATCACATGATCGAGAGCAGAGTAAAAATGTTCCAC
AAACTCACAAAACTTCACGGGAAACTTTACCTGCTGATGACGCATGTGGCGGCCAGTGAC
AGCAGCAACATGGTCTCAGAGGTCGACCACACAGCAAAGCTGGTGTATGAAGACGAGTCA
TCAGATGAAAATGAAGCTTCTGGTGATGAAGTTCTTCCTGAGGATGACTCTGATCACTGG
GAAGAAGAGGAGGGCATGGAAGAAGACCAGCAAAGTTCAGAGGAAGAGGATGAGGGCAAC
AGAACAGAACCCAAAGCAAACGGAGAAGAAGACATGGAGCATGAAAATGAGAGTGAAGAA
GAATAAAAAAACCTGTTGATTCTACATAAAAAGGACCTGAAAGAGTTATATATATATACT
TTCATTTTATTTTCCTGCCTTTGATTTTATTAATTAGAAAGGGTTTTACAGAATCAACGG
ACAGGTTGAGACGAGGCCAGATGGTCCCCCCCCACCTCTCCTCAGCCCCACAGATCTTCT



GGCTATGGTCCCAGCAACTTTCAGTTCAAGTTCGGTTCAAGCTCCGCTCCTGCATCCCAG
CTGGACATCCTGGAGGAACCACTCCTGGGTTCTGTCAGCGGTGGTCAGCGTGCCGCTCCT
GCATTCCAAATGTTGTGACAGAACGGAGCACACGCTTTGTTCAGTGCAACATCTGTCGGG
GCCGTTTGGAAGCTAACGGTACTGAAGGGGAGTCGGGATGCGGGCCCCATCCCCACTCGT
CTGTTGAACAGAACACCAGAACAGGAGGCTGCAGGATCATACATCATGTTCCCACAAAGT
GTAAATCTGTATGTACAGAAAAGGGTTTGTATGATCACGTCCCTCCACAGCTTCTCCTGC
AGATGTCGGTATTAAATGAACTCTTGTAAAGTCTTCTGAAGGTCTTTTTTTATTTTTACT
GTCTTATCAAAATGTCAAAGGTTTCCTTTAAATGTTCATTTTGAGTTCTTTTCCGTTTGT
GGGCGTTACCCACGACCGCAGGGGAACCTGAATAAAAGACTGTCAATTTTGCTCCAACTG
>CL3180Contig1
ATTTTATGGACNCTTGCTGCAGAGAATCCTGAACAGTCAGNAAGACAGNACATTTGGAAC
AGTCTTCTAAAATCTCTAAAGACTGCAGGCCAACTAAAAAAAGAAAAAAATATGCAAGCC
AAAAAATAATAGGAGTAAATCAGTTAATGAATGAATAAATCTTTGTCTGGAATAGCAGAT
TTGGAAATTAAAGCTGAAACTTCCGTCTGCAGGCATCCATCTCATGGCGCTTCAACACCC
ATTCATATTCTCCATACTTTGAATCAAAGGTGCCTTTCTGAAGAGATCTCAGCTTGAGAG
TGAAGCGAGGTCCCAGCTCCTGAATGCCCACTTTCTTCTCATTCTTGAAGATATACCTGT
GGAATCGGAAGAAGATAAAATCTCTCTGGTTGTGGAAAGTCGCAACCTGTCGACCGACAA
AGTTTGGGTCTTGAGGAAAAAGGGCAGCGAATAGCCGGGCGATGGTGTGTCCCAAGCGGG
TGGAGAAGTTATTGAGGATCACTTCTGGTGAGTGTTCAGTCGGATCTTTACCTCGCCTCT
TTATCTCCTTGCGTAGGCGAACACTGCTGACCTTAAAGTGTGCAGTCGGTCCATCTGGAA
GATGGCAAAGAACCAATCCGTTGGGCACAAGGCGATCTTCGTTGACGACCATTAGATATG
TGAAGTTGCGGGCGACACACTGGGGTATGATCTTTTTCAGGGCCAAACCTCTTCTGTAAT
AAACATGGGCGTTTGGGATCACTGAAGCCAGCTGCTCACAAAATCTCACAGTTTTCCCTC
TTGGTCTGTCTGAAGTTGTGATTAGAACTTGTGGATTGGTTAGTCGGTTAAAGTAGGCAG
AAAATTCATCGG
>CL3180Contig2
CCCGGGCATTATGGCCGGGGGAGTCCGACTGTCCCAGCTGCACATGTGAGAAAAAAAACC
AAACACAGTTAGCTGATTTAAGNATGGATTTTAATGAAGTTCCCGTGACCAGTGAAAGAA
AATCTAAGAAAAAGAAAAACAAAAAGGCGGGGAATAAACGAGTGAGTGAAGCGGAAAACG
GAGAGAGCGCCGGGGTGGAGAAGAAGAGCGAGGAGAAGATCATGGAAAACGGCGAGTCTT
CGGCTGCGTTTCCTCCAACCTTCAGCGTTTCTGAGATCAAAAACAAGCAGCGGAGACATA
TGATGTTCATGAAGCTGAAGCAGGAGAAAAGAAAGCAAAAACTGCAACTCAGGAAGAAAA
AGAAGAAAGAAAGAGCGGCTTTAGGTGACAAGGCGCCACCAAAGGAAGTCCCCAAGACGA
TAGAAAACCAGAGAGTGTTTGATGAGACAACAGTTGACCCTGAAGATGAAGAGATTGCGT
TTGATGAAGGAACCGATGAATTTTCTGCCTACTTTAACCGACTAACCAATCCACAAGTTC
TAATCACAACTTCAGACAGACCAAGAGGGAAAACTGTGAGATTTTGTGAGCAGCTGGCTT
CAGTGATCCCAAACGCCCATGTTTATTACAGAAGAGGTTTGGCCCTGAAAAAGATCATAC
CCCAGTGTGTCGCCCGCAACTTCACATATCTAATGGTCGTCAACGAAGATCGCCTTGTGC
CCAGTATCCTTAAATATGTCAATATCAGAGGATAGAAGGCTGATTATTAGAATGCCTCCT
AGGAATAGAAAGGCTAATTTAATAGATTCTGGCTAAACTTTACTGTTTTGTACTATTAAA
AAAAAGTCTGAATATGTCAAATTTGGTTAAATTCTGGGATTAAGTATGAGTTTTAGTTGA
TTTTAAAGACTATTAGGGAGCTTTTGCCTCTAAACTTGATTTCATTGATTATCTTCTCAC
AACATGCAACTTCCCATTCAAGTCAAAACGTAGTTTAAGTGAATCACTTTCTTTTATATT
CACAACCGTTTCTGATGAAAGCTGGAGTGAGATTGAAGCTTCAGCACTCGGCCTTGTCGT
GAAAATGACCTTTAACGGTTTCGTTTAGACGGATTGGTTCTTTGCCATCTTCCAGATGGA
CCGACTGCACACTTTAAGGTCAGCAGTGTTCGCCTACGCAAGGAGATAAAGAGGCGAGGT
AAAGATCCGACTGAACACTCACCAGAAGTGATCCTCAATAACTTCTCCACCCGCTTGGGA
CACACCATCGCCCGGCTATTCGCTGCCCTTTTTCCTCAAGA
>CL3181Contig1
GACGACGCCAGCCTGATCCACGGCAAGTCTCCCAGCGAGGCGCCTTCGCCCATGCCGGGG
ATCTACCGCAAGCAGAGCGGCGGGGGCACCGAGGGAGACACCGCGCCCAACGGCCGCTAT
GGCATCGGGTACCTGATGCCCAGCACGCCTGACACGCCCGAGTCTGACTCATAGACCCAT
CGTGGTTGGAAGTCAGCTGCCCCCCACAGCGTTTAGTCAGCCGTATCATCATGGAATATT
CTTTTTTGCACTGTGTCTCTCTGTCGATATAGTAGCTGCTCTGTATTTGTTGCCTCTGAA
CCTTTTGTGGATGTTCATCAAAGTAAGAATGACCAGCTCCCTGCCAGGCTCCGCCCCCAC
CCACCCACTCTGTAACCCCTCCTCCCAGTTCAACAAGAACACGCAGAGGAGTCAGTCAAG
TGGACGTTGGTCGTGTTAAAGCGCCCTGTCGGTGTTCCCGCCCTCGTGTGAGCAGGTCGG
TCTGAGTGCAGCCGTCCTGGACGCCGCACCGCCGTCGACACTCGCCGGGTTTTTCTCTGG
CTCAGATAAAAACAGACAGGCCTTGAAATTCCACTCCCATGATTGTTCCAGACAAAAGTG
TGCCTAAGTCATTTCTATTTGTTTGTAGAATACACCCCCCATGTCCATCTGCAGTATTCT
GTAAATACAACCCAAATATTACAAATATGTCCTCCTTGGTCGGTTTGGAGTTCAGAGCAG
AGATTTTAAGGTTCAGAAGTGCTTCAAGTCCTCAACTGGCGTCATCTTGTTTTAGTTTTC
TTTTTTACTAATGTGCTGTCAAAGCGGAGGGACTGAGTCCTTCTTGTAAATAACTTTTTC
CATGAAATGGCTTCAAATGCAACGTCTTTTTCCCCAACGATTCCAGATAAAGAGAG



>CL3182Contig1
ACCCGGGCATTATGGCCGGGGTAGTTAGCTAACAGCATCGACCGAAACCTGAAGAGGGGC
AATTATATCAGGCCGGGGTTATCCACCTGGCGTTCGCAATTAGTCAATTCCCAAGGGGAC
ACAGATATTTCAGAACCGAACCAAAAGAAAGGAGTTCCTGAGGAACGTAGCCAGTTTTCG
TGAAGTCTTGGCCGCATACGTAGTTTTAACCTGCTATCATATCAGCTAGCTTAAGCAGAC
AGGCCGTGGAGCTGAGCCAGCGTGAATTATCTAATCGAAGCGGTCATCCTGGAAAATCTT
TGACCCCGCCCCCTACTGGTCACATAAGGAAGTGTAGCAAAATTGCAGCTTTGAGCTAGA
AGCAGTTTCCTGTGTTGACGATAAAGACTGGGGTGAAGTGCAGTTTACATCCATCATGAT
TCCCCTCTGAAGCTTTCAACGTTATTTTTTAATTTTAAACACCGTCTCCTCGTAGCCCAA
AATAATTCAGCCAAGGTGAAAGTCGATACTTGATCCTTCCCTGTTACTTTTTGATTATCC
CTCAATAAAGATACTTCAACTATAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL3183Contig1
AGTGAGGACAGTGGCGCAGCCGCGATCGGAGCANAGAACAGCAGTTCCTCAAATAAAGCC
AGAAATCTTCCTTTCGGAGCGGATTTAAACATGGGCATGCGCAGAACATCTGCAGCTGTT
CCTTTGAGGTGAAGCCCCACCATGATCCGGCTGAAGAGCGAGGACCTCCACTGAGAAGCT
CGGCGCCATGGGGACGACCACGAGCGAGCCGTGCATTTACGACAAACTGTCGGAGAGTAT
CGACATCCTGCGGCAGTCGGGCTACCGCTACGGCATGTCTGAGAGGGAGATCGAGAAGTT
CATCAAGCAGGTTCTGGAGACCAACGAGCCCCGCAGAGAACCCCCCCAGTTCCCCATCCT
GAGAGCCACCATCAAGGTTGTTCTGGCCGCGGTTCTCCTGCTCCTGGTGGTTCTGGCCTT
CACCTACCCGCAGAGCCCCCCCCCACTGGGCCTGGTCGGTCTGGGTTGTTCTAACTGGTC
TTCTCCTCTCAGCCACGTCCGTCTGCTGTCCTTACCCATCGCTAAGAAGTACAACCTGCA
GGGTTTCCATGAGTGGTGGAGCGCCGGATCTCTCAGGCAGAGTCTGGTCAACTGCTCCGG
ATGCGCCGACATCTCCTCGGTGCTGGAAGTCCCAGAAAGCCTCCGGGGGACGGTGGCGCT
GCGGCGGGGCCCCCAGCTCATCCTGCTGAAGGGGGGGGAGTCCCTGAGCATCCAGAGGCA
GCAGCTGGAGGAGCTCTACCTGGCCCATTCAGGCTCCATGTCCATCCTGCTGGAGGTGGA
GGACGGTCTGCAGAACCAGTACAATGGACTCCCTGTAGGACCGGCCAACTTCACGCTGCT
CTGGAGGTTCCGCTCTGGAACCAGGGAGAAGGTTCTGCGCTGGCTCTTCCCAAAGGCTGA
ACTCTGCCCCCTGCTGGACAGCGCCGGGACCATCCTGCAGCGCTGCCTGGTGACCCACAG
CACCAGCTCCCAGAGCAAGGGGGTGGGGGTGTTGGGCTGGCTGGTGGTGGGCGAGGGGCT
GCCGACCGTTCGAGTCCTGCCCGTCCCTCGCTGTCAGAAGCACTGCAGCTCCTTCAACCT
GTGGCTGACCCCCGGAGACATGGTGTACGCCGACCCTCGATACTGGCAGATGGAGCTCTT
CCCGGGCCAAGGCCAGAACATCATCTGTGACGGCTCCGCCTTCTAGCCGCCATGTGGGGG
CGGGGCTGGGAATGTCTGTCTGTCTGTTGGCTTTGTGTTTCTGCACATGGATGCC
>CL3184Contig1
CATTAATTGGGCTGAAATGATCACTTCTTACAACTACATGAGTTTCACAGAGGGGCACTG
CTGTAGTGGGGGAAAAAAGTGATGACAGCAGCAAAAATCTTCAGCTCTGTGGAGACAGAT
GGGTTGTAACGTTAACCTTTAGGTTTGTGTTCCACCTCGATCCAAAGTGTTTTATGCACA
CCCACCTAATCGTATTATTATGCACTCATTCCAAACGTTTAAATGCTCGAGCAAAGCACA
CTTTGACTAGCAGGGATAGCCTTGTACCCCCTTTAGATTCGATAGAGCATTGAAAGCTAC
TCATGTAGTTTCATGCTTTGTTCAGTGTCCCAAAAAAGTAAAACGGTCTTCAGAAACTCT
CCTTCGGTCCTTCTTTCAGCCTTTTTCTCATTTCCTCCGCATGTTTCTTGCTGAGCTCTC
GCTTTTCCAGTCTCTCTCTTTTTAGGCACTCACGCATTGCACGGTCCAAATCATTACAAG
TGCCGAAGAACTTCAAAAAATTGTGCTCTTTGTGGCACTGCCTGAGGAGAGATATGAATT
GATTGCACTCATCTGTGTGCAGGTGAGGGGACAGGTCAGGGTGCATTATGAGTTAAGGGT
TTACTGAACCACTGCAGCTGTACGTAGAAAGACGTGTTCTCATCTGATACAACAAGTTTA
AGTTAGCTAATGTCAAAGTACTTCCATAATCAGACCTTATATGTCGGAACAAAATGTACA
CCACACCGAATAAAGTACGTTTCTCTTACAATTTAACTACTTTTATAAAATAATTTCCAT
TTGTAAAAAAACAAAAATGCTAACCCAACATAAACAGTTAGCACAGCTACAAACGCGATG
TCAGACACCAGAAGAGGACATGCAAAGCTTTCG
>CL3184Contig2
CGTCTTTCTCGGTAAGTGAGTCGTGTCCTCTGGAACCTTCCTCTTCACAATGACAGAACA
GCAAGGAGAGGGATGGGGAGGCGTTAATGAGTGCAATCAATTCATATCTCTCCTCAGGCA
GTGCCACAAAGAGCACAATTTTTTGAAGTTCTTCGGCACTTGTAATGATTTGGACCGTGC
AATGCGTGAGTGCCTAAAAAGAGAGAGACTGGAAAAGCGAGAGCTCAGCAAGAAACACGC
GGAGGAAATGAGAAAAAGGCTGAAAGAAGGACCGAAGGACAGTTTCTGAAGATGGTTTTA
CTTTTTTGGGACACTGAACAAAGCATGAAACTACACGAGTAGCGTTCATTGCTCTATTGA
ATCTAAAGGGGGTACAAGGCTATCCCTGCTTGTTAAAGTGTGCTTTACTCGAGCATTTAA
ACATTTGGAATGAGTGCATAATAATACAATTAGGTGGGTGTGCATAAAACACTTTGGATC
GAGGTGGAACACAAACCTAAAGGTTAACGTTACAACCCATCTGTCTCCACAGAGCTGAAG
ATTTTTGCTGCTGTCATCACTTTTTTCCCCACTACAGCAGTGCCCCTCTGTGAAACTCGT
GTAGTTGTAAGAAGTGATCATTTCAGCCCAATTAATGTCTTGTGTGCAGTGGATCTCAGG
AATGTCTTTTAACTTTATTGTTCACGAAAGCAAGGATTATGCACCAATGAATGTTGAAAG
TTTGGTACATTGGTGAATCATATTGATTCAGGTTTGAATAAAGCGAATTAATTACATGAA
AAAAAAAA



>CL3185Contig1
TTCGGCACGAGGAGAACCGCTACAACTCCACCATCGAAGTGGAAGATCACAGATTTGCTG
TGCTGCCCGCCGGTGAGGTATGGTCCCGGCCCGACGGGTCATACCTCAATAAGCTGCTCA
TTACCCGCGCCAAAGAGGAGGATGCTGGCATGTACATTTGCTTAGGTGCCAACACTATGG
GCTACAGCTTCCGCAGTGCCTTCCTGACTGTTCTCCCAGACACAAAACCTCCCATCACGC
ATGTCTTCCCGGCAGCATCCACCACTCTCCCTTGGCCTGTCATCATCGGCATCCCTGCAG
GAATTGTGTTCATCTTCGGCGCCGTGCTGCTGTGGTTCTGCCAGAGCAGAAAGCACTGCC
CCCCTCCCAGCGCTCCAGCGGCACAGGTCCTGCAGAGCTCCCATCGGCCCCCGTATCGGG
ACCGAGACAGGGGCTGCGTGCCACCATCATCCAGTTCCTCCAGCCCAGACAAAGACTGCA
TGACCTCCTTAAACTATGAAGAGTATTTGGCTCAGCAGCAGCTACTCTTAGGCCAGGGAG
GACCAACGGTCCCACCTAAAATCTACCCCAAAATCTACACCGACATTCACACACACACTC
ACTCTCACGTGGACGGGAAAGTACACCAGCACCAACACATTCATTTTCAGTGTTAGCCTT
AGTGCCACATACTCCCCACAGTGCCTCAGACTTTGAATCTCACTTTCCTAGATATTTTCT
GAGAAAGTGTTCATCAGTGGCCAGTGTGTTATAAAAATGTACCTGGNGCTTTTTTTTTTT
ATTACCCGTTTGAATCTCACACCACTTGTGCACTTAAAAGGACATTTTTGAAGAGTGTGA
GGTCCATTGCAGCTATTCAGACCCCTTCATGGCTGAACTTTACATTTTTCTTCATTCAGC
ATCATCATCAGCTACTGAGGATGCGCTAAATGAACACGGTACTCAAGTTTTACAAAAGGG
CTGGTTTAATGCTCCTACTCAGGTTGTCGTTGTGTTTCTTAGACATTCATTATGCTGGGA
ATACTGACCACTATCCTTTAGCCATCTTTACCCCAACCTCTGTTCCTTCTTCATGGCATG
CAACACTTCCCGAAACGTTTTTATTTCCAGTTTTTCCGTGGTTTCTTCTCTTGGTTTTCA
GTCTCGTTTGAGCTTTCTGTAGGTAGCATTACTAGTCAGTAGCATTTTGACATAAACCAG
AAGAGATTTAGTCTTTTTGACCCCCACCTTATCCAAGCAGTTTATGAAGCTGTAATCAGA
ATATTTAATTTATTTTCCTAAAAGAATTTAAAGGTTTATTTTTCAGAGTAAGGCATTTCA
CTTATCTATTGAATGTTATTAAAGTATACTGTTGTGTGTTGTACATTTTGAAAACTTTGT
TCACTTGTTTATTCGCATTTACTTTATTGCCAATATTTAGGTATTTTTTCAAGTAGCTTG
TATTTGACAATCTTGTATGATGCATTCTTAAGAT
>CL3186Contig1
GGCTTCAACAGAAGGAAACACAACAGCTTTTCCTATAATTACCAGCTCTGCTGCAGCAGT
TCCACCTCTACTGACTGCTGTGTCTAACAGTGGCTGCGGTTCTGAAAAACTCTGTGCAGC
TGAGCCCTCATCATGCAACCCCGCTGTTGAAGGCACCTGCTCCTTTTTGTCTGCCAAGCA
TAAGAGTGGTCAGATCTTTTCCTTTGAGCTTTCAGGACGGTCAAGTGGTTACATCGGCTC
TGTCTTTTCTCCTACCACTATTCAGGGTAATAACGACTCAACCTATGTGTGCGCCAACAA
CAATGGTACTGTTAAATTCATCACTGCCGTCCTCAACGATAACACATTGACAGAGAAATC
GCTGAACGTTACCTCTGGCTCTGTGAGGGGAACTATTACTGGAGATAAAATCCAGTGTAT
ATTTGAGGCCACACTTCCGGACACCTCTAAACGAGCAGCAGGTTATTCAGTGTCAATATT
AAGTGGAACTTTCAACTTCAGTTCTGGAGCTTTAGGAACTCCTGAAACCCTTTTGAAAAC
CAATGTGGTAAACCTGACCGACCCTACCGCAAATGTCACCAGCCTTTCCAACATCAACGG
TACAAATTCTGGAGTGGTGCCACACCACCAACCTTTAATACAAGCTCTGCTAGTTCCTGT
TGGCGTCTTGGCTCTCACCATCCTAGGACACTGATTCAATCACTTCTCATCTATTAACAA
TTGCCAGTGAATGTACATTTTTGAAGCCAATTCCCACAAGAGTATTCCTTGTAGATTTAC
TTTCAAATCCATGATGCAGTTTTCTGAATTATTTTACAAGTGTAAAATGGTGTAACAGTA
GAAAACAATGAAGAAGAGTTCAACGTCTTGTATGCAAGTATTTAAATGCATGAATGTTGT
ATCTCTGCTCCTTCAAAGAGGTGTATGGGTCTTTAAAACCCCATAATTGGAGTTTACAAA
AAGCTTTACCACTGTTAGTAATACATTTATGTGCTTTTGACATGAAAAAGTATTTTTTGT
AAAGCCTGATAACTTGATAACTAACCCTGGGAAATGTAACCTTATGTCTGCTGAGAGGGT
GTTGCTAATACCGGTAAATCATTTGAGATTTGGTCACTGAGACAGCTCAAAATTAGGATG
TTAACAACAACCAATGAAAGTTAGTGTAATGGCTTCAACATTTTAACACACAAACACTGA
AAGCATGTGTAGCTGCACAGTGAACAAGCGTGGGAGACAAATAATTGTAATATTAAGTTT
AACAGGTTACCCTACCATTTTGCTCAAATGATGAAAACATATTTATTTAAAAAAAAACTC
TTCTACTCTGAGGCTTCTGCAAATAAAGGAAATGTTGTTGTCAAAAAAAAAAAAAAAAAA
AAAACGAAAAAAAAAAAAAACAT
>CL3187Contig1
GTCAGTGAATNCTAACTTAAAAGTTCACCAAAAGAAAAAAAAAATAAAGTCCTTAGATGA
CGATTTTTTTTGTTTTCCATGTCCAAAGTTCTTCCTTTCAGGGACTTGAGGATCAGTCTC
ACACAAAGGCAGAATTTCTTTCCTGAATCCTTTGCTAAACTTATTGTTGCGTTTTTCAAT
TGTTTCTCTTCGGATCTTTTTGTATCTTTTCCCGTCTCTGCATGCGTTCTCACCCAGCCT
TGCACACTCCCACTCACGCACACACAAGTCAGCCGTCCCACTCTCGCTCTCACATGCGAC
ACGCGCAGCCGGACTCCTGGCCATGCCCACCAGGGGGGAGAGGATGGCGCCCCGTCGGCC
GGGGCGTCTTTGTTGGAGGAGATGAACCTGGCTCCTCAGCACTGAGTCCAGACAGTCATA
CACAATGGGTCCATACACACACATGTCTAATAGCGTGGCCGATTGGGGGAGGGGCACATT
GAGGCTGGTGCCGTCTCAAGTCGGAGGACCGCAGAGTTGCGATGGTTTGAGGTTCATCTC
AGTCCTTATTGACAGTATTTTCTTTCTGTGTTTTGTCGTTATGTTTCAAGATCTCTTGAT
AGCTTTTTTGTGAATGTCCATGGTTCTCCCTGGTTAGACATCGACTTTTTTTTGTTGTCA
TTTGAGGAAGTTTTCCGAAGACGACCGCTCCAATAACACAGAAGTTATGTCGGCATGTCT



CTCAACGCATTCGATGTGGATGTTTTGCTTATTTTTTGTTTTCAACATGTAGCCACTCAT
TCTCACTCGCACCCACTCGCCATCTCAAACTTCATTTGGGCCGGTTCCCCTGGAATGCCA
AATGAAATCTGTATATTTTCCTTTCAGATAAGATGCAGCCATGGATCCCACGAGCCAAGC
ACAATGGATCGAATTTCTCACACTCGCTCTCTCTCGCTCTTTCTCTCCTAATTTATTTAT
GTTGAACAGAGTGCTGCATCGTGAACAAAACTCCAGAATACCCCAGATGACGTCTAGAAC
TGGAATCCCTCGGCTGGCACGTTGGCAGAGTTAAAGCCGTAAGTCCCGCCCTGGATGGTC
TCTGGGACCAGGCTGGTGTCTTCATCGATATCATCAGATGAGAAGTACTGATCAATAATT
TCGTAAGCCAATTTGTAGATATCTTCATTTTCGTGATTTTGAAGTTGCTCCACTTTTTCC
AAACCTCCACATTCCTCAATGAGGTTAGCAATAGTTTCTGCCTCGTCGTCAGCCATCTTT
AGGATATTGCTGAGACCATCAAGGACGACCTGCACCACCTGAGCGTCCTTCACTGTGAGC
AGGTTGCAGAAGGGAGGAATCACCTGTTTCTCAATGAGGTGAGCCACCTGATCTTTTCTG
CCACTTATTGTCAGGTTACTGATGGCCCACGCTGCTTCTTTCTGGGTGCCAAAGTCGCCC
TTATCAAGCAGGTGGATGATCATGGGGACCAGCTTGGCATCTATGACTGCCTGCACCTGC
TGCTGGTTCCCTGCTGTAATGTTGGACAGGAACCACACTGCCTCCTTGTTGATTTTCTCT
TTTGGGTGGGTGAGGAGTGCTGGGAAGTGGCTGAGGGCGTCACAGTTGAGCACTACCTGC
GTCTGCTCGTCTGTGCCGGTCACTATGTTCCCAACGGCCCTGAGGGCAGCAGTCTGAACT
TTGACCTCTTGGTGACTCAGTAGAGGTACCAGATGAGGGACAATGCCTGAGTCGATGACC
ATTTGGATCTGCTCATTTCCAGCATCAGTCAGGTAAGACAAAGCCCACACGGTGTCCACC
AAGATACTGACATCAGTGTGATGAATCAGCACACAGAGAGCTGGCAGGATCTCCTGGATT
GTTTCCATGGGTGGTGGAGGGTCCTTGTGACGGCAAAGGTTGACCATGACCCAGGTGACA
TTGCGGAGGAAGGTAATGGGGATGGAGGGGCTGATGAATGACAGCAGGGGCTTAACCACA
CCAAGGCTGATCACATAGTCTCGGCACTGAGGACCATCCCCGATGATATTACCCAGGGCC
CAGACAGCCTGTTCACAGACATTCTGGTGAGGAGAGTGGAGCAGCCTCAAGAACAGCGGA
ACAGCATTGGACTGAACCACAGCCTGGGTCTGCTCTGAAGTGCCAGATGCTATGTTGGTT
AAAGCCCAGGCAGCTTCAAACTGGAGAGATGGATTGTCATCTCTGTCCAGACAGTGGACC
AGTATAGGCAGGATCCCAGACTTAATGAGGTCATCTATGGGAGGATTACGGTCACTGGAC
AACAACTTCCTAGCAGCCTGAACAGCACTCAGCTGGACACCCTGGTTGTCACTAGTGGCA
TTTTGTACTATTGCTTCAAGAGAGGTGTTTTGTGATCTGAAATCTCCATCAAGATCAGAG
TCCTCACAGAGGTCCTCGTGGGGAACATTTCTCCTCTTCAGCAGATGCTCGTCCCTTTTG
TTCTTTCGAAGTTCCACGACAACCTCAGTCCTTTGTCTTCTCATCGTCTCCAAATCTCGG
CCCTTGTTCTTGAAATTCTTTAGTCGCTGGTTGTCCAGTTTCTCGTTGTCGGCCATGTTA
GTAGTTCTGATTACGTTAAATATTACTGGACAGAGTTATAGTCGGTAAGCTATCTGTTTC
TGGTTCCCTTTTCGCAGTCTTTCGTTAGCGGACTATTTTTTGCTGCTCGGTCCGCGGTGC
ATCCTGGGAATCCCCGGCCATA
>CL3188Contig1
ACTGGATGCGATCACATGGAGGCACGCTGAAACAGAGGCCGATAAAATAGCCTGCGTTCT
GGAAAAGCTGAAGGAGGACTGCCACTGTGAGAACTCAAAGTCAAAGTTCCTGCATGAGCT
GATGATGGGGCTACTGAAGATGGACTGTGTGAATGTTGCCGTGCAGCTCATTCAGAACAC
CGTCATTCTTTCGGCTGCTGTGGAGCTGGGAATCCGATGGCGGGAGCTTGCTGAGAAGAT
GGCCAAACTGTCCAGTGCTCAAATCGCCAGTTATGAGGCACCGCATCGGGGGAAGAATGG
GGAAGTCAATCCACAGGCCATGTGGAAACCTGCATATGACTTCCTGTATACCTGGAGTCT
CCGTTATGGAGATAGCTACAAGGACATGATCCAGGATCTTCATCTTCTCCTTGATAAAAT
GAGAAACCCTGTCACTAGACAGTGGAGACACCTGACCGGCGCACTCATCACTGTAAACTG
CCTTGAGATCTTTCAAGGCGCTGCTTTTCCAAAGCAATATGAAGAAACAAAACGTTAAGT
TCGCATTAAGTTCCAGCTTAGGCTCTTAACACTTGGTGCTCTTAAAATGGGTGAGCTGGC
ATGACAAATAAGGAAATGTTGAGGCATCTTTTTATCTATATAAATTAAAAAAAGTAATTT
TAGAATATTGCTCCTGAAAGCTACTGTGTTACTCCTAATTACTTCCAGTAAATGAACTCT
GTTTTTTAACCCTGAGCTAAAATGCTATAACACATATTGCAGCTGAAAAACAGGTTTGTT
CTACGATGCTTGTGTTTAGTAATGTCTATGTTTAGTTATTATGTGATGACCCATGCATGC
TGTGTTTATGGCTTCTAGGAGTTTCAAAACACAATGTTACTGACTAAAAGTAGAAAAACA
AGCAGTCAGGAAACACACAAATGTGAAGACTGTTACTGAAATCCAAACGACTGCAGTATC
ATACATTATTTTTGCTTTCTTTTGTCTTTATTTTTGTTTGGTTACATATAAAAATAAAAC
TATTTTTGCCAAAGTTACCAAAAGACTGGTGAAGGAACAGGTGAAGTTACAGTTCCATAT
GTCTAAATTTGTTGTTTTCCTAAATGTTAGCACTATTTTTTTGTATTGCAAAGTGTGACT
TATGCATGAACCAGTAATGTAATAAAGTAAATGTAGCTGAAACCC
>CL3189Contig1
CTTTATTTCCTTTCTTTTTTCTAACACGTCTCTTGTTGGCTTATAGTACATTGATAATGT
CAATTGCACTGATTCTGCATACAGGATTATAGTGGACACACTTTGAAAGGGTGTACAACA
GTACAGGGATGACATCAGAATACAGAAGATTATCAGAGGATGCTTTCTGTCACTTCCATG
TCTCAAATATTTTAGGGATCTCCTGTGTTTCCAGAACAATATAAGATTGTCATTGTAAAG
TTCATAAGCCTGCTTGGATCATTAATCTTGTCAGTTGTGGAAAAATGCATTGAGGTCCTC
ATATGGTGGCGCCCTGTCATGGTGCAGGTGCCCGTCATGGAAAGGTGGAATGTTTTCTGA
GTGCGCAACGCCACTGCGCGCTCCCGAGGGCCCAAACGGTAAGCTGTGGCTGGGCCTGGA
TGTGCTCAGTCCGGAGTAATGCATAGAGTAATGATAGTTCCTGTCTGTCTCAGGGGGCTC



CTGCTGCCTCCCGGAAAGCCCGCCGTTCAGGCACACGGGCGGGCTGTGCTGGCCTTCGTA
GTCTGGGCTGCTGTAGTCTGGAGAAGTCCCGCCCGTCGGGAACACACCCTCATATCCAGA
GCCGTAGGAATGGCCTCTGATGTTGAGCGCACCCGTGCCGGGCTGGTAGTGAGGACTAGA
GAGTCGAGAGCACCGGTAGGAGTAAGGATGGACGGAGAAAGGAGAACTGGGCATGTGGAA
GCGGGCCCCATCCGTGCACTGTTCGGTCAGAAAGTTTCTGGTGTTGAGCTGCAGACAACC
CGCCACCAGGTTGGTGGTGGGCTGAGACAGGCCTTTGCACAACATCTGCACGTAGCTCAC
AACATCTGGACGCTTTCCGTTGCGTAAAATCTCCCCAAGCGCCAAAATGTAATTCTTGGC
CAGCCGCAAAGTTTCAATCTTTGAGAGTTTTTGGGTTTTGGAGTAGCATGGCACAACTTT
GCGCAAGTTGTCCAACGCAGAGTTCAGATCGTGCATGCGCGTGCGCTCCCGTGCGTTGGC
CTTAAGTCGACGCACCTTGGAGCGCTCAACGCGTGCGGGTGTCATCTTTCGTTTCTTTGG
CCCGCGCTTCTTGGGTTTGTCCCCGCTGTTCTCATCCCCGCACTCCTCCTCCTCAGCTTC
ATCATCCTCATCGTCATCGCCGGCCATCTCAGACTCTGCTCGGCTGCTGCCCTCCTGCGG
CTCGTCCAGTTCGTCCTCATCGAGGGCGCATCGGTCGTGGCCGTCCTTGGTCTTGCAGTC
CTCGATCTCATTGTCCCCCACCCAGTCCGCTGCGAGCCTCTGGACGTCAGGCAGCACCTC
ACTGAACAGACGGCTCAACATTGTGGCGGGCAACCTCCGTAGTGGAGCTCAGAGACAGGA
CAGAGCCGGTT
>CL3190Contig1
TTTTTTTTTTGGTTTAACATTTTTATTTATTTCTGATTTTTCATGATCGAGCAGGGAAAA
TAGCAGCCGCTCAGGCAGCATCTGCAGACCATAACCGACATTTTTGTGGCTCCAACAGAA
AAGAGTTCAAAGTTTCAAGCTACAAGTCTTTGGCAGCAAGTTTCCACCTCTGAAGCCACT
GCTGGAAAGTCAGTCCTCCTTTACTCACTTCAGGTAGGACGTGCTGGGCAGGTTTATCCC
ACCAGTGAGAGATGGCTGTCTGGAACTGGTCTCTGTAGGAAAGGGCCTGTGCACAGCCCT
GTGTGAGGCCTCTGGCTCTGGGAAGCAAGGACTTCAGGATTCTCTGATCCTCCTCCTTGA
TTCTGTTCAGCAGCGCTTTTTGATCAGATGCATGCAGTTGTTCTGCTTCTGTCTGTACGT
TCTGCAGACTGGTGGTGTAAAGCTGCAGTAAGCGACGAAGAAACCGAAAGTCCAGCTGCA
GGTATCGAGCCTGTGAGCACAGCTCCTCTGGTGCCTTGTGCACAGGAAATGAAAGGTTCT
GACACAAGCTGCTGAAGTTTGGAGACGCCAAGCGATGGATTGACAAACTTGATGCAGGAA
CTCTCCGAATACCATCAACAACCCTGCGGTCCAGAGAAACAAGTGAAACTGATCCAAACT
GTCTGGCCTCCTTAGAAATAGAGTTGCGTAGATCAGTGGCTGCATTTATGACGTCTGCAA
ACTGTGGCAAAACTTTGCCCTCAATGAATTCCTGCAGCTCCTTGT
>CL3191Contig1
ACAAAATGGCCGCGACCGGAGACGAAGCTGCAGCAATGGACAGCATTTCCAGGGAACCAG
CGAGCCTCCCGGCGGCACTGGACGCTGCCGGCAGCAGCAGCAGCAGCGGGACTCCGGCGG
AACACCCAGAGGCCGAAGCGGAAAACCCGGTGATCGCTCCGAAGAAAACCGGCGTCAGCA
GTGATGGTGGTGTGGAAACAGCAGAGGAGGCTGTGGAGCCCGCAGAGCCGGACATCAACG
AGTTGTGCTCCGATATGTTTGAAAAGATGGCCATCTTCCTCCAGGGAGAGCTAACTGCCA
CCTGCGAAGATTACAGTTTGTTGGAGAATATGAATAAGCTTACAAGTCTGAAATACATGG
AAATGAAGGACATTAGTATCAACATTAGCCGCAATCTGCAAGATCTCAACAACAAGTATG
CAAGCCTGCAGCCTTACTTGGACCAAATAAATAAGATTGAGGAGCAAGTATCCTCGCTTG
AGCAAGCTGCCTACAAACTGGATGCATACTCCAAGAAACTGGAGGCCAGATTCAAAAAGC
TAGAGAAACGATGAGGAGGCAGACTGATGCTGAAGTTTTTGCGCCTTCTTTCCCGCTGGC
CCTCCTCTGCTCACACACCTTGTGGAGCCAGGAGCTGTAGGGAGGAACTAAGACTAAAAC
AACAGTCAAAGCTACTTTCACACCTAGCAGTGGCCTTGAAGGGAGCTGCTCAATGCTCAC
AACCCCCACAGTATTGGACCTTCATCTGTATCCAGCATTAATATTTTGGACGTATGATGA
GACATGCACTGTATCTACAACCCTTTGGAGGTATATTTATTGCATAATTCTTATTGCACC
TGGAGTGATGGAGTCGAGGTGTGAAGACTAAAATGGGTTTTCAGTCTGAAACTTCTTTCA
GGTATGGTTTATGAACCAAAGAAGGAGAACTGTTTGGAGCCCTCTACTCTTAAAACAGTC
AGGTTTTAACCTTACAAGACTCTGATGGAAACTGGTGTTGCTGTATAGTTTTCAGTAACG
GAAGGTGAAAAACACAGTAGAGAGGCCAGGCTTTTTATATCAATGTGTGTGTATCCCTGT
CTAGATA
>CL3192Contig1
ATTCGGCACGAGGCCTCGTGCCGAATCGGCACGAGGGCGTGTTGCAGGGGGAGGAGGTCA
CCTGCAGGGGGCGGATCCTGATCCTGGACGTGATCGAGGTGGTTCCAGAGCCGGGCCAGC
CCCTCACCAAGAACAAGTTCAAAGTTCTGTATGAGAAGGAGCAGAAAGGCCCGGTGACGG
CACTGTGCCACTGCCACGGGTACCTAGTGTCAGCCATCGGACAAAAGATCTTCCTGTGGG
CCCTGAAAGACAACGACCTGACGGGCATGGCCTTCATCGACACGCAGCTCTACATCCACC
AGATGATCAGCATCAAGAACTTCATCCTGGCAGCTGATGTGATGAAGAGCATCTCGCTGC
TGCGTTACCAGGAGGAAAGCAAGACGCTGTCACTGGTCAGCCGGGATGCAAAGCCCCTGG
AGGTTTACAGCATCGAGTTCATCGTGGACAACAACCAACTTGGATTCCTGGTTTCAGACC
GAGACAAGAATCTCTTTGTCTACATGTATCTACCTGAAGCTAAAGAGAGTTTCGGGGGCA
TGCGGCTGCTCAGGCGGGCTGACTTTAACGCCGGAGCCCATATCAACTCTCTGTGGAGGA
TGCCGTGCAGGGGAGCGCTGGACTCCGGCAGCAAGAAGGCACTCACCTGGGACAACAAGC
ACATCACCTGGTTTGCAACACTGGATGGGGGCATTGGACTGCTCCTCCCCATGCAGGAGA
AGACGTACCGCCGTCTGCTGATGTTGCAGAACGCTCTGACCACGATGCTGCCTCATCACG



CGGGCCTCAACCCCAAAGCCTTCAGAATGATGCACAGCAACAGACGGAGCCTGCAGAACG
CAGTGAAGAACATCTTGGACGGAGAGCTCCTCGCCAAGTACCTGTACCTCAGTACCATGG
AGCGCAGCGAGCTGGCCAAGAAGATCGGCACCACGCAGGACATCATCCTGGACGACCTTC
TAGAAATCGACAGAGTCACGGCTCATTTCTGAGCGCCGTTTCCACATGAGCAAGTATTTT
CTTACGCCCGTCTCCCAGCTCCTTCCCGTTTTCCTAAAATGTTTTGTATTAAAAACTGAA
CTAGAAAAAGAAAAAT
>CL3193Contig1
GAGCACTGCAGAGCAGCTAGCATGGTTCGTTGATTCGTGACAGATTAAAGACGTCTGTTG
CGACGGACTTCTATTGCAGCTCCCCCAGGGAAAAAGAGAGCAGAAAAGCAGAAGCATGTC
CGGCGTTCAGATCCGGAAGTACCAGGAGGAGGACGCGGAGAGCGTGAAGGAGGTGTTCAC
GTTGGGCATGAGCGAGCACATCCCCTCCTCCTTTGTGCACGTTCTCAAACAGCCTCTGAC
CCAGATGGTGCTGATGTGCACCTTCTGCGCGCTGATAACCAGCTCCAAGTCCTTCCTGCT
GCCCGTCCTGGCCGTCACCCTCCTGCTGGCGGTGGCCCGGCTGGGTATCGTCTACATGTT
CAACAGGTACATCGAGGCCACGCTCAGCAGCGACCTTCGGGACGTGACTACCAGCTACCT
GAGGAGCCCGGACTCCTGCTTCTGGGTGGCTGAAAGCGAGGGGCGGGTGGTGGGCACGGT
GGCCTGTCTGCCTGCAGAGAACGCGCCCGGCTGCTTGGAGCTGAAGCGTATGTCGGTGCG
CCGCAGTCATCGCGGACGGGGCATCGCTAAGGCTCTGTGTAGGACGGTGGAAGACTTCAC
CCGGGACAGGGGTTACGCCGCCGTGGTCCTCCACACCTCCATGGTAGCAATAGATGCTCA
GAAACTGTACGAGCACATGGGCTTCAAAAGGATCAGGGAGTTTGTTCTGCCTGACTTTTT
TGGTAAAATCATCAACTTCACTCTGATTGAGTTCAGACTTGATCTCCAGCCAGACGGACA
AAGTGATTGAAAGTTCAGAAGTTCATGAGAAAGCCTCATCTGCATCTAAACATGGCAAAA
AAATAAAAAGGTGAATTTAAGTTTTTTATTGCACTGCACTTAATCTTTCAGTGTAAAACA
GAGGAAAGTAGGAATGTTTGATTTTTGTGTCTTAATTATGCAAAGTTTGTAAAGTTCTGC
TGCCTTTTCTGCCAGAACTCTGGGTTTCTGAATGTCTTTGTGCCTGTAAATGAATATTTG
ACAACTCAAGAAATCAGAAAATAGTTTTGAAACTAGAATTTATACAAGTTGTTCTTGAAT
GCACCAGGTCAAGGGTCTGGACAGTGTGGCATTCAGGGAACCTTAAGAAAGGTTTTGTTT
CAATGGAGCCTTGCAATGCAGAAAGTGATTCACAAAATGGAGAAACTGGTGACAATAAAG
CAACTATATCTA
>CL3194Contig1
ACTTTATTTGCGGGTCAAGCAACCCAACCTTCACATATTTTGTTCTTTATTTAAAGTACA
AATTTACAAATCAAAAACAAGCCCTTTACTGCATAGTAGTTAAACTCTGGCTGTCCTACA
TTTTGGTGGACATACCTGAAATGAAATAAGAGCTTGGTCAAGAAAAAAAAACTGATCACG
AGAAGAACAAACTGATATAATAATAATAATAAAAAGATTTCACTGAATCATTTAAAACTA
ATGCTAAGCATGACTGTAAATGGCATGACTGATGAAATGCTGTGTTTAATTCAGCTGTAA
AATTGACCAACATCGGTTCATCATGTTTTAGAATTTGCTGTAAAAACAAAACATTTTGCG
ATTCAGCCTTTTGATATTCACAACATTAATACTTTAAAACTTCAAGCAGAGTTGTGCTCT
TTGCTTAGCTTCAGCAATTGTGTACGGATTATCTTCATTGACAAAGCTACCACTAAAAAG
GTGATGTGAATAGAACTGTAAGTACAGAGTAAAAAAGTGGAAGCACACTGAACATTTGCC
GTCAAACATAACCTCATGACTGTTTGGTATGATGTTATAATAGCTGCAAAATACATTCTT
TCAAAAAAGCACTGATGAGTAATATAAAAATATGATCAGAAAAGTGTTGACATTACTTGA
CGTTACAGATTTTTACAGATGTTCCGACCCCAAAACCTGGATAGAGGGGCTCTTGGAAGG
TGGTCTGAAACCTGTGCAGGAGGGTCATGGTGCTGCCTATGCTGTAAAAGGCCAATACAC
CTGCCATGTGGTCCAGGTACACGCCTATCCTGGGGGAGTGGGGGCCGTGGACTGCTTTGT
CCACTCGGTTGTGCCAGGCAGAGTAACCTGAGTCGGAGCAGAGAAGACTCCAGGATTTGT
CGTTGTAACCCAGAAGACAGAGTGAGCCTTTGCCCTTTCTGCTGAGGCTTTTGTAGGCCA
CCCCGATGGAGAACTCGCCGCTCCACTCGATTTCCCAGTAGAAGCGGCCTCCGGATAAGG
CCTCTCGACACAGCACCTGTGCAAAACTGTCAAACCTCTCTGGGGTTTCTGTGTAGGGCT
GCAGGTCTCTGGTGCGGATGACTTTTCTGCTGTTGTCTGAGATTTTCAGCTCCTTGTAGG
CTGTGCTGGGGTCCAGTTTCAGCTGGCAGAAGTATTTGACAAAATCTGCTCTGGTCTTTG
GCTCTGGAGGATGAGAGTTGTCCACTGTGATTTCTTTTCCTCTGCTCCTCCTGTTCCAAT
GTTCGGCTCTCTGTCTGGTAGACCGGGACCTCATTAACTGATTTGGAGATTTTGAGCATC
TCCTCCCTGCCGAACTCCTCAAGCCGCTCCTTGAATCTCTGCCACAGCTTTCCTGACGGC
CCCGAAGGAGAAGTCTGGGTTCGCCGTCACTCTGGGGATGAAGCCGTCATCGGTGGGGGT
GCAGAGGTAGTTGAAGTTCTGCAGGAAGTGAATGTGGTCTTCANTGCTGTAAAGCTGCTT
GAGCCCCGACTCTTCTTCTTCAGTTCATCAATCTCTGGCTCAGGCGCTNATCAAGCCTCG
GACTGGTTAAAGNGNCTTTCNTNATGCCATCAGNTTGTCNCTCTGACTCATCTCTCAATG
ANCNATCAGTAC
>CL3195Contig1
CGGCACGAGGCTTCAATGCCTCANATGCAAAGCTCTCTATCAAATGACATGGACATCATG
CCATACACACCTTCCCAAGCCACTCCNAAGGTGAAGGGTTTATCAAAGAAAGAAGGAGCA
AAGAGGAAAATGAATATGAGTGGCTACATTCTATTCAGCAGCGAAATGCGGGCTGTCATC
AAAGCTCGGCACCCAGACTTCTCGTTCGGAGAGCTGAGTCGATTAGTGGGCACAGAGTGG
AGGAACCTCGAAGCTTCCAAAAAAGCAGAGTATGAAGAGCGTGCCGCAAAACTTGTGGAA
CAGCAAGAACGCGAGAGGCCACCCCAGAAGCAAGCTTCCCCTCGAGCAGGTATGATGGGT



TCTGTGATGAATGGCATAGCAGGAAGCCCTGCACAAGGAAACTTCATCCAACAGCCTGGG
ATGTTCAGTCCAGGGCAGCATGCTCCTCCACCATACCCAGGCCAGGGCCAGCTGGGCCAG
CCTTCTCACTTGCAGCCAACCACTCCGATGTTTGTGGCACCACCACCAAAGACACAAAAA
GTGCTGCACTCAGAAGCCTACTTGAAGTACATTGAGGGATTAAATGCAGAGTCGACCACT
GTCAGCAAGTGGGACCAAACACTCAAAGCTCAAAGACGAGATACTCACCTGACGAAAGAA
CAAGAAAGTCGACTTCCAACCCACTGGCTGAAGAGCAAAGGAGCTCACACCACCATGGTG
GATGCATTGTGGCGTTTGCGTGACTTGATGCTAAGGGACTCTCTAAATATTTGCCAGACT
TACAACCTGTAACCTCTTAGAAAGACCTGTTCACCTCAGTTATTATTTTTATCCCCATAT
CATGGAGTTGTAGGCCATAGAAGCAATACTTTTCTTCAATTTTATATGTATTAGCTTACA
TAATCATGGACTTAATAATTATGTGTGTTTGCTTTTTTTTAAAATCTCTTTTACACTGTT
TTTATCGAAAATCCAGCTAAACCTGAATTGAGACGAATTGAAATAAATGTAATAAAATTT
GTTCCTATCTTCAAAAAAAAAA
>CL3196Contig1
CATTCTTCTCCATTCTGAGCAGCAAAGCCTTAAATGTACAAAAAACAAAGAGACTTTGTC
TAATCAAACTTTGAAAACCCGCCAGCGACAACCATTCGTGGTTTTAGATCAACCTTGAAG
ATATCAGTTGTAAATAATTAGACTCACTAACCCGTTAATCTATACATCAAGTCGGTGTTT
GAAAGTTACATTCAGGTTCAGTGTCCGGACACTCTGAGGCCATCATCAGGTTAAAAGCCC
GTTAGAACATTCAATCCAGAGGTTCCAGCTGTTCCTCCTAAACCTTCTAGATCGATGAAC
GGTGGAGGATCTGGAGGAGGTCATGAACCCAAAGAAGGCCCAAAGTGTACGCCACACCCA
TCTGAACGTCAGGCACTGAAAGCGGGAGTCTTCTTCAGAGCTAGCGGCCCGTGGGGGGGC
CGGGTCACTGGTGGAACCTCCTACTGGAGTCTTTAGCGTGGTCCAGCAGGAGCTGGCACG
GCGTGAACTGGTTCCCGTAGACGGCCTCGTACTGCCTCATCTTCTGCACCAGCTTGTCTG
CCCCGAAGCTGTCCACGAAGCGGAAAGGACCTCCATGGCAGGGGGGGAACCCCAGGCCGA
ACACGGCCCCGATGTCTCCCTCCAGAGGGCTGTTCAGGACGCCTTCCTGCAGACACAAGA
CCGCCTCGTTGACGAAGCGGGAAACCAGCCTGTGCTGCACGTCAGAGTCAGAAGACCTGC
GGACGCGGGAAAAGAAACATGCAGCCGTCAGCAGGATGCAGATTCATCAGATCAGATCAC
ATGTTGTTCCTTCTGGCATTCTGACTGCACATCTGATCCAGGACCTCAAA
>CL3197Contig1
TGCAGGNAATTCGGCACGAGGCCTAACATGAGCCTGTAGAAATTTCCTGAAATAATTCTG
CGTTTTAAAGTCTTTAGGTGGTCAGGCATAATGGCTGAAGATAATGAATTGGAAAAACGG
GCTATAGAGGAACTCCTCAAGGAGACAGACAGAGCCAGGGTGAGAGCTGAGACCATGGGC
CCTGCAGGATGGTTGAAATGTCCCCTGCAGAGCACCAACAAACGCTTTCTCCTCAACACT
CTGCGCTCTACCGGCCTGCAGCGGCGAAACGATGAGCAGAGAACCGCAGACTCCAAAACA
AGAGACCGCCTGACCCACAAGTCCCGTGACAGACGGTGTGACCGCAGCAGAACACCTCCG
ACAGACCACAGGAGTAATGGACGCCACAAAGACCATAAACATCACACCCGTTCAAACCGA
GATAAGGAACTGGACAAAGATAAGAACAAATCTGACAGACACGGGGACAACAGCAGAGAC
AGGAAGCATGCCGATGGACCAAACGGAGACAGAAAAAGAAGTTCTTCATGAATGAACTTG
CTGTGTTTTAAAGGTAGCCTTGATGCTCTACTGAAAAATTAATTGGCTGGAGGAGTATGG
CTGACTTGAAATAGTTCTGTAGAGCCCTCTCACCCTCACAGAGACCCAGACAGACTAGAA
GGACCTCTGCTGATCACAACGAATTGTACAGTGACAGAATATACAATTTGTATTACAGCT
TTTGAATGAATGAATGAAGAGAGTAAAAGGAAATAAATATTTTGTGTTTTCAGGCATGAA
TAATTGATCCTCTTACAGTTCTAACATGAATCTTTATG
>CL3198Contig1
TTTTAAAAAAAACGAAAACTAACTAAAACTGTTTGTTGTGTGTATAAAACGGACTGAAAC
TAAATAATATTAACCCCAAAAAAGACTTAGTTTTCATCTTTGTTAATACATAAGTCTTTT
GGGTTGAAATAAAATCTATTTACTTCACGCTGCTAGTTTTACTGTGTATTTGACCCCTAC
GGCATCACGTTGTCTGTGACGTCACATGATGTCTGTCAGACACTGCCGGCTAGCGTGGTC
ATAGACATTTACATGAGCGTGATGGCTGCATTAAAAGTTGGGAGAAAGCGGGAGAGTCCT
ATTTGGGACTTTTTTGACTATAACAGCGTCGAAAACTAAAGTAAGTGCCTTGTAGTCGAA
GCAGGAGACAAAATTTGTGGAACGCTCCTCAAAGGGAAAAACCCTACGAATCTAAAAGTA
CATTTAAAAAGCGCACACAAAAACGCAAATCAACAGTACCTAGACAAGCTAGCCTGTCGC
CCGCCCTCCCCCGAAAAAGAAGCGAGAGCAGATAACGTAATGCTGTTATCGGCTGTTATA
TTTTAATTTAAGGATGGTTGTCCTTGTGTCCTCTGAATAATAAGTGTTTCAAAATGTATC
TTTGGTTGAGTTTTTATTATACAATACTTATTCCGGTGATTTTGAATCATGCACCTG
>CL3198Contig2
TCGGCACGAGGGCAGAACAAAGGAGCTGGTGCTTTGTGATGTCATTGACAGTAAAGATGC
AGCGCTGTCATGAGGGGAAAAGTTCATACCAAGGTTATTATAGTTAACGAAAACGAACGA
AAAAACTAAAACTAGAACTGAAAAAACATTTTCGTTAACTGAAATAAAAATAAAAACGAG
AGTTTTAAAAAAAACGAAAACTAACTAAAACTGTTTGTTGTGTGTATAAAACTAACTGAA
ACTAAATAATATTAACCCCCAAAAATACTTCGTTTTCGTCTTTGCTAATACATAAGTCTT
TTGGGTTGAAATAAAGTCTATTTACTTCACCCTGCTAGTTTTACAGTGTATCTGAACCTT
ACGGCATTACGTTTTCTGTGACGTCACATGATGTCTGTCAGACACTGCCGGCTAGCGTTG
TCATAGACATGTACATGAGCGTGCTGGCTGCATTAACAGTTGGGAGAAAGCGGGAGAGCC
CTTTTTGGGACTTTTTTGAATATAACAGCGTCGAAAACAAAAGTAAGTGCCTTGTAGTCG



AAGCAGGAGACAAAATTTGTGGAACGTTCCTCAAAGGGAAAAACCCTACGAATCTAAAAG
TACATTTAAAAAGCGCACACAAAAACGCAAATCAACAGCACCTAGACAAGCTAGCCTGTC
GCCCGCCCTCCCCCGGAAAAGAAGCGAGAGCAGATAACGTAATGCTGTTATATTTTAATT
TAAGGATGGTTGTCCTTGTGTCCTCTGAATAATAACTGTTTCAAAATGTATCTTTGATTT
AGTTTTTATCATACAATACTTATTCTGGTGATTTTGAATCATGCACCTGACAAA
>CL3199Contig1
GGGGAAGATCACACGCAACCAGAAGCGCAAGCACGATGAGATCAACCACGTGCAGAAGAC
GTACGCAGAGATGGACCCGACGACAGCCGCACTGGAGAAGGAGCACGAAGCGATCACCAA
AGTGAAATACGTGGATAAAATCCAGATAGGAAACTTTGAAATTGACGCCTGGTACTTCTC
TCCATTTCCTGAAGACTACGGGAAGCAGCCCAAGCTGTGGATCTGCGAGTACTGTCTCAA
ATACATGAAGTACGAGAAGACGTTCAGATATCACCTGTCTCACTGTCAGTGGAGGCAGCC
CCCCGGCAAGGAGATCTACAGGCGGAGCAACATCTCCGTGTACGAGGTGGACGGGCGGGA
CCACAAGATTTACTGTCAGAATCTCTGTCTTCTGGCCAAACTGTTCCTCGACCATAAGAC
GCTTTATTTTGACGTGGAGCCCTTCATCTTCTACATCCTCACTGAGGTCAACAAGCAGGG
GGCGCACATCGTCGGCTACTTCTCCAAAGAGAAGGAGTCTCCGGATGGAAACAACGTGGC
GTGCATTCTCACGCTGCCGCCTTACCAGCGCAGAGGTTATGGGAAGTTCCTCATCGCTTT
CAGTTATGAGCTCTCTAAGCTGGAGAACTCGGTGGGTTCCCCTGAGAAACCGCTGTCGGA
TCTGGGGAAGCTGAGCTACAGGAGTTACTGGTCCTGGGTGCTGCTGGAGATCCTGCGGGA
CTTCAGAGGAACTCTGTCCATCAAAGACCTCAGCCAGATGACCAGCATCACGCAGAGTGA
CATCATCAGCACGCTGCAGTCGCTCAACATGGTGAAGTACTGGAAGGGTCAGCACGTCAT
CTGCGTGACCCCCAAGCTGGTGGAGGAGCACCTGAAGAGCGCCCAGTACAAGAAACCCCC
CATCACAGTGGACACTTTGTGCTTAAAGTGGGCCCCTCCCAAGAACAAACAAGCCAAACT
GTCAAAGAAGTAAAGCATTGAGACCTCCAACACCTCCTGTTTCGTCACACACCGTGTAAA
TAGTTGTTTGTAGCATCTGTCAGTATTTTCTTACAATAAA
>CL3200Contig1
TTTTATAAAAGAATGACCATACCAAACAGAAAAGTACAGGTTATTTAGAAAAAAAGACTT
TGCATTACAGTATTGCAAAACAGAATAGGAATTGCATAGAGCTATCTTTCAGAAAAGGAC
AACACAGTGGTCGAGGGATTTAGCATCAGATGAGTGGGCGTTTGACCACGTCTCACCAAT
AAGTGCTCCATGAAGCTTTAGGGAATTCACGTTTAACTACAGAAAAAACATCCACAATGA
TAAAACTGGTTAGCAGTAAAAACCTGAAAAAAAGAGTGAAACATCTGAATGTGGACTGAG
CGTCCTGAATGGAATAACAGATTATCTGAGACTCAAAAGCAAACTGTGCAGGATTGTTTT
TGCAGCAAAAAACAAAACAGGTTTTTGTAGAACATTGTGTTGAAGTTCCTGTACACACAC
ACACAAACAAAAACCACATCAATTGATGAATTTGTACTAAATTCCAGCAGAAAACAGGGA
ACTTCACCAGCTTCATAAAGAAAAATCTGTGAAGTGTCCTGATTGAATAAAAGCAAAAAC
ATATAGTCTGACTGTGTTGTGGCTAATATTTTTTCTTTAATATTATTGCAAGTTCTCCAT
GTCTGATCTGCTGTTTTGAATAAATCAGATCAGTCCCCAAAGCAGTCACTTATTGCATTT
CTACATTCACCGCTGCTCTGCAGTGCAGCATAAATAGATAGGACATGGACAGTGCACACG
CTCGTGAGGAAACGTACCGCTGTGGTTCCTCAGAAAGAGGAAGAGTCTTAAAAAGCATGC
AAAGCCCCGACTTTTTTTCGTTTTTTCAAACTCCACTTATGCATTCAGTCCCGTCGGTCT
TAAATGCTCCATTTATTGACCTCTGTTGGAGGCACTTCAACATTTGAAAACTACTCTACG
CAAACATATACAATCTCTCCATTTATGGACTGATAAACAGATTTTTTCCTTTTTTAAACT
TTTTTCTGCTTTTACAAACATATTTTTCAATAAAAAAGGTCAAATTTCAAGGCAGCCATC
TAAATCTATAAAGCTAACACCACTTTTAAACGCTTGGGTTAACAATAAATAAAGATATTT
TTCTTTAAATATCTCAAACAAAGCAAGGCCATATATGTTCAAATGATATTAGAGTATATA
TTTGAATAAACAGTTATTAGCCTGTAATATTTAACATTACAAGAATGTGCCAAGAATAAT
AATGGAGATATTTCTTGTATTAATTCAATGTGTCCCTGATAGCTTTGGTGTCTACGTCTA
AATATGTTGATTCCTCGATTTCTGATGCAGAACTGTTTTTAGAGAAAGGCTACACATTCA
TGCAGTTTTTAAATAAACAGTCAATGAGGGGATTCAGTGCGGAGCTCACCAGCTCAAAAG
CTGAAATACCTACAAAGCGCTAAAAACACGTGAGACGCCAATGAGTATGGCAGAAAAAAA
ATAAACAATAACCGCAAGCCCCACATATTAATGAAAGCATTGCAGTTTCAATTCCCTGCT
GGGGAGAACATGACAACAAAGAAACAAAACATGTGAAAGTGACAGTCATGATCTGAAAGA
GGCTATTAGTCCTCTTTGTGAAGGAAGCAGATGTAATCAAACAGCGAGTAGGAGTGACAG
ACGCTTTATCTTTGCTGTTTGCAGAAGAAATATCAAAAAATGTTGAGAGCGTCTGAGTT
>CL3201Contig1
CGCCGCTGCCGGGGAGTCCCAAGCCCATTCATGCAGCCGTTGTAGCGTTTGTTCAGCCCG
CCGTTCAGAATGTCCTGGATGTGCTGTACAATCAAGTTGATGGCCACAAGATTATCTGCT
CCCCGTGGAATAATTACATCTGCATACTTCTTTGTAGGTAAACAAAACTCCTCGAAGGCT
GGTTTCACAAACGTGATGTACTGAGTGAGCACCTGCTCCAGCTCCCGCTTGCGCTCAGTA
GTGTCTCTCAAGACTCGACGTGAGAGCCGCGTGTCTGGATCTGTGTCAACAAAGAGCTTC
ATCTGAAACAGATCTCTGATGTCCTGTGAGTAGAACATGAGGATCCCCTCAAAAAGGACC
ACATCGGCCGGATACACCGTAATAAACTCCTCTTTCCTGGAATTGGTGACAAAGTCATAA
ACAGGGATCTGCACCGTCTCCCCCTGCAGAATCTGCCTGAGCGTGTGCATGATCAGTTCA
CTGTCAAAAGCATCCGGATGATCAAAGTTGTACTGGCCCTTCAACGCCTTGGCCTTCTGC
TCTGGAGTAAGAACCTTGTAGAAGCTGTCCTGGCTGAGGATCACCACCTGCCTCTGATGG



TGGTCTATCTTGTTCTGTCCCAGCAGCTCCATGATCTTCTCGCAAACAGATGACTTGCCA
CTGGCGGTGCCACCAGAGACACCTATGAGGAAAGGTTGCCGGACACCGTTGGTGTTCTCG
TCATGGTCTTTAAGAAGAGCCTCGCTGTCCCCGGCCATGCTTGCAATGAGCCCCCGGCCA
TAAGGCCCGGGTTAAACGGCGC
>CL3202Contig1
CGGCACGAGGGGACTGGGCCCTCAACGGGAACACGATCTCCCTGGATGAAGACACCGTCA
TTGATGTGCCAAAGCCGTTCGATCAGACCGAGAGATACTGCGCTTCTTTGGGTCACAAGG
CCAACCACTCCTTTACGCCCAACTGCAAATACGACCCTTTTGTTCATCCCCGCTTTGGAC
AAATCAAGTGCATCCGGACACTGAGAGCTGTGCAGAAGGAGGAGGAGCTCACGGTTGCCT
ACGGTTACGACCATAAGCCCACAGGTCAGAATGACCCAGAGGCTCCCGACTGGTACAAGC
AAGAGCTGGAGGCGTTCCAGCAGCAGCAGCATCATCCTCCTGGTGGACAGTGACGACACA
TCCGATTGCCTGGAATTCTGGTGCATTGTGGATCTTGGAGTCCTGCTTGAATGGAGGCAG
CATTTAGGACAAAGTTGCACAAGAACTATGCAAGAAACCAAAATAATTTGACTTTTCAGA
TGTTTTTGATGTTTTCTCGTGTAACAAATAATTCAACCTGGCACTTTCAGTGTTTGTCTT
TTCAGGCTTAACGTTAAAACTCAACTTTTACCTTGACGTTAACTTGATTTGTTTCCCTTT
ATTTGTAACAAATCAACCACTTACAATGTGAATACGTTGATAACCCCGCCACCTGCAAAT
ACAGTCTATGTACTATTTAATGTGTATGATGTTAACAAAGGTCATGCAAAGTGTTACCTG
AAATTTGAGTTTGTTACAGAGCTCTGGTGCATTTTTCTAATCCATTTACACGGGTTTAGC
TCAACAATAAAGTCAAAAA
>CL3203Contig1
TTTTTTTNTTAGTGGAAAATAGAGCTTTTACTTGATCTTTAAGAAAAAAAATGACATCAA
TACAAGGATTTAACATGATCCAGCAAATCCTGCCCAAGGAAAAGGAGAAAATCTTCAAGG
AACATATAAGATCTTTAAAAAAAGAAAAAGATTGCATGACAAGTTGTGCACAGAAAACAT
GATTATAGACATTTAACAACAATTTCTAGAAGTCCAAAGGCACTTCGAGTGAACAGAAAG
AGCAGGACTGAGCAGAAAGAAAGACAGAAGGAAAACAGCATCACGTATTTGCTGTACACG
TTCTGATAAAGTTTCCACTGGAGAATATTTCAGCTGCCACACTACAGTACAACTTTAAGT
CCGATAAACTCCTGCTGGGCGGGTCTTAACGCTGCTAAACCTGACAGGAAGAAAGCAAAC
GGAGGAGGGCGGAAACGGCGGTCACGCGACGCCTCGTCCGTCCTCAAAAGGCACCTTTAG
AGCTGGAAGCAGACGCTGCTTTCAGGGCGCCGGCTTCACGTTTCTACCGTCCCGATCAGA
CGTTTTCGGGAGAACATGTTCGGCCATTTTTATCAAACAAACTTTCTGTAAAAAAATGTT
TACCTGAGCGACCCCAGCCTCCTTTGGAAGTTTTAGCATAAATATATTTTCCCATTTTAC
ATAAACGCAGCACGAAAACAAGTCAAAACCAAAACTGGATCAGGCTGAGGGGGCCTCCTG
CTGTGCGTGTTGAGTGTCGACAGCTTGTTCATCACTAAAAAAAAAAACCTGCG
>CL3204Contig1
AGGCTTCATGCAGTAAATAACTACTCCATGCATAATTCTGATGAAATATTGTCAACATTA
TTTAGCAAATAAATTCAAAGCTATTTTTTAAAGAAAAATGTATTATAAGTTTTAGTCTGC
GCTGCTTACCGGTGTGAGTCCTTTTGTGAATTTTTAGATTTTCCGAGCGCGCAAAGACTT
TGCCACAGCCGGGGAACGGACACGGAAAGGGCTTTTCTCCGGTGTGTACTCGGATGTGAT
TTACAAGTTTGCATTTGGCTTTGAACGGCTTCCCTTCTCTGGAGCAGTCCTCCCAGTAGC
AAACGTGGTTCGTCTGCTCCGGTCCCCCCACATGTTCCACGGTCAGATGGGTGACGAGCT
CGTGCATCGTGCTGAAAGTTTTGTTGCACGACTTTTTGGGGTTTGTCAGCTGCTCCGGTT
CGATCCACTTACAGATGAGCTCTTGTTTGATCGGCTGCCTCATGTATCGGAAGAAGGCCC
CTGCTCCGTGGTGTGCGGCCATATTCATGTTCATGGGGCCGTAGCCGTGCAGCTGAGTCG
AAGCATAGTGGTCGGATCTCGGGCTCGTAACGTGGCCGTACTGATCAGCCCGCCCGTACA
TGTCCCCCGAGAAGCCCAGCCGCATCTGGCTGTTGACCACGTTGGAAGACGCGTGGCTCG
CCGCTTGCTCGTGCAGCCCAGGGAAGAGCAGGTGCCCCGCTGCATCGGAGTGTCCATGTG
GCCCTGCGAAACTTCCGGAGGCAAACAGGCTGTGCTGCGCTCCGGTGGCATCCCCGAAAC
CCCGATTTCTGAAAAGAAAGTCCCTGGTGGAGTTGAAAGCCGCCGTGGAGTAAGAGCCAA
CGTGGGTCGGATGGTGATGGTGTCCCAAAGCGGCTGCCGCGTAGCCGGGCGCCTGGGAGG
AAAACGCAGTCTGTCCGGAGCCGATGTCGTGGGAGCTGTGGTTTATTTTGAAGGCGCCCA
TCCCATCCGCGAATGGGTTTATCCCCAGCGCCACTTCTCTCTCCGTGACTTCGCCTGTTG
AGTGATGCCGCGAGGAGCCGAAAGTAGTGACTCCTATGGTGGGATACTGCGGTCCTGCGT
CCAGGAGCATCTTCAGTCTGGACTCTGAGACGACTGAGAGCAGGAATCAAAAAATCACTC
ACGGATATTCTTCCTCCCCCCTNTCTCTCGCTGTCTCTTGCACCTCACTGAACTGAGCAA
ACTCGAATCCACAGATTTTTCTGTTTACTTTNTACGACGCGCTCGGAATCCCCCTACAAC
GCTCATATGATGCGCGCGCAAAATCATGTATTCATGCAATATTGTCTTTTGCGGNTTATC
TTCCTGGGGCGCAACTTTCACCTACTCAGTC
>CL3205Contig1
TCTTTTTTTGCAGCACTGAGGAAGGAAAACAGCAGGTGTTAAAGTGCAGTGACAAAACTT
CAACTGACCCCATTCAAAGAGGAAAATGGCTTAAACCCCCATTCAAATACAAAGTTCATG
ATCTGAGTTTGCTCCACAGACGGTCTCGTGGTGTCTTCATCATGTTAGTCCCTCTAGTCC
ATGAAGCAGCAGTTAAACCTGAAGTGCGGTTGCAGCACAGACAGGAGCGGCTCAGAGGGT
GCACCAGCGAGGCAGTACACGTCATCCACGCTGACGCCAAGAGACCGCAGAGTCTTCAGA
CGTTTGCCACAGTTTTCTCTGCTCCCATGTAGGATCACCAGGGAAATCCAGAGCGGGCTG



TCAGACACGCTGAACCTCTGTCGAATCTCGCCCAGTTTGGCCAAAAATCTCTGAGGAGAG
TGTCTGCTTCCAGGTTCTGAGGCAGAATCCCGCAGTGAGATCAAATCTTCATCAAGCCAC
ACTCTGAGGTCTTCTCTTTGACAGGAAACGGATGAATCCTTCTTTCTAGCTTCCAGCATT
GCTGAAGGAACACCTTTCTGGGATGCCGTCTGCACTTCATCCTTGTTTGTGGACAGAAAC
AGCTGAACATTATTCTCCAGGAGAGAGTCGACAAAAGTTTCCTCACTGGCAAAACAAAAC
TTTCCAACTCCAAGACCATGATGCTTGGTGCTGCTGATGAGGAGAGAACTGAGCTTCTGA
TGCTGGCTGTCCGTGGTGATTAGGAGGACGTCCAGGAGCAAAGATTCAGCTGGGTTTTTT
TCCAGCAGACAATCATTCACTTTTTGAACTGCCTGCAGCAGCGGAAAAGCCAGGCTGAGT
TTCCAGACTCCAGCATCATCATCCTCCAGTCCTGATTCAAAGAGAGCGCGGGAGGTCACC
GCGACAACCACCGCATTACCAGCATCCTCCTGCTGCTTCACATCCGTGTTCAGGACCACG
GAGACCATGCTGTTCCTTTAGTGTACAGAACGGAGTCTGTTAGACCAGAAAAGCGGCACA
AATCCAACCAGTGCCTGAAAAAAACGTTTTAGTGGGGCTTTTCTACCTCACAGAGCAATT
CCCTTGTTGTTTCCTGATCCCCGACACTTCTC
>CL3206Contig1
TTTTTTTTTTCAATATACAAAGACTGTATTTTATGACAAAACATACATTTTTGGACAGAA
AATGTAAATGATAAAAGACTTTTCCTTTTCCTGTAATGTATTTGCTCATGAGGACTCTGC
AGGTTTCTGAAGCAACGCCAAACTAAGTTTCCCCACCATCAGAAGACTGGCTCCAGCCAT
CAAACCAGCTGGCATGAACTTCCTTGATCCATAGAACCTCTTTCCCATGACGGCAGTCAG
AGCTCCTGATGTAGCTAAGGACACCCAAACATTATTAGGATCATTGGAGATCTGGTAAGC
GCCAAAGCCTGCGAGTCCTCCAAAGAGAAGTCCAGCAGCCAGTGAAGGTACACTACCTGC
TTTCACATAACCAATGACTCCCCCGGATGCCACAAGAGTGGCATATCCATATCCCACCCA
ATCCACAGACATGTTGTTGGACACAGGGATGTAAGAAGTGTGTCTGCTCTCAGAGATAAG
GCTAACTAACTGTTGGAGTCCAGAGCCAGCACCAGCTTGAGTAGCAGATTTACTTATTAG
CACACAATGTTAGCTAACACGGCACACGAGGCACGAGCGTCATTGCGTAAAGTTATGAAA
TACCAATTTCAACGAAACGAGACTTTTCTCAAGTAATATAAAATAAAGAAGAAAAATGGG
GAAAGGGGGGTTACAACCTTACTCATTGCGTTTGCCCCCGGCCATAATGCCCGGGTTTAA
CGCCGCACCC
>CL3207Contig1
GCATCTGCTTCATCGGGGAGAGAAACTTCCAGAACTTCATCCTGGAGTACCTGGAGCCCA
AACCCGGGAATCTGGTGTCTGTAGAGGACGGCGCCGTCATGGGGTCACACCAAGGCTGGT
TCACCCTGACTCTGGGGCAGAGGGCGAGGATCGGGGGCCTGAAGGAGCCCTGGTTTGTGG
TGGATAAAGACGTGGAGACGGGAGACGTGTTTGTGGCTCCAACCACCAACCACCCGGCTC
TGTTCCGTGACACGCTCAGAACCAACCGCTTTCACTGGGTCACGCGTGACCCGCCTCCAG
ATTTGGCCCGCAGTCAGATGCTGGAGTGTCATTTCCGCTTCATCCACCAGATGGCGCTCG
TCCCGTGCTCAGTGACTCTGAACTTGGACGGCTCCGTGTGGATCTCTCTCTCCCGGCCGG
TCCGAGCTCTCACACCTGGACAGTTTGCAGTGCTGTACAAAGGCGACGAGTGTCTGGGCA
GCGGGAAGATCGTGCAGCTGGGGCCCAGCGAGCACACGCTTCAGAAGGGCAGGGAGCGGC
TGGCCGCGGCTGTGCAGGAGCGTCCTGCACCTGAAGCGGCGCGCTGAGGCCGTCCGGCCG
TGTGGAGAGACCTCCATGCAGCAGCGAGAACGGCTCTGCGCTCAGAGGGACCGCCTGTGG
TCAAACCAAAGGCCGGAAATGATCGTCCAGATGGAAAAAACAGCTGCTGGTGGAAAAGTT
TTTATTAACGGTTAGGAAAGTAAAAGGCCAGGCTTCTTTTGGGAGTGTCTGTGCTCTAAT
TAACACCTTTAAATCAAAGGAAGTGTAATATTTTATAGAAATATATTATTTATTTTTCGT
TTTTTCTTAAACTCTTTAAAGCTGCTCAACTTTCCCGAACTTTCACAGAACTGATGCTCA
CCTTTTTGTGAGCCTGGAGCAGAAGTTTCCATCAACAGCAGTTTTGTGTCTAATGATGGT
TTTTCTGCATCGAGGCTCAAAAACACCAAAAGGTTTTATTTTTAGTTTTTGAAAAGCAAC
AAAATGTTCATAATTTCTGCTACAACAATAAAATAAATGTTTTTTTTATTTGAAAAAAAA
AA
>CL3208Contig1
AAACCAAGAAAAATAAAAGAAGACGATGCACCAAGAACGATTGCTTGTCCGCATAAAGGA
TGCACAAAGATGTTCAGGGACAATTCGGCGATGCGAAAACACTTGCACACTCACGGTCCT
CGTGTGCACGTTTGTGCAGAGTGTGGCAAGGCTTTCGTAGAAAGTTCAAAACTAAAAAGG
CATCAACTTGTACACACAGGGGAAAAGCCTTTCCAGTGCACATTTGAAGGCTGTGGCAAA
CGTTTTTCCCTGGACTTTAACTTGCGCACGCATGTGCGCATTCACACTGGAGATCGCCCG
TACGTGTGCCCCTTCGACGGCTGCAACAAAAAATTCGCCCAGTCGACCAACTTAAAGTCT
CACATCCTCACACACGCCAAAGCAAAAAATAACCAGTGATTCAGCCACGGGCTAACAGCC
GGTGGAGCATTCCACCTCAGCTCCTCACAGACTTATCTTCAACGGCCTGCTTTGTTGTGA
GACGAGTCCCTTTGTATTGACTCTCTAGATCCAAACAGGAAAAGAAAAAACTTTTTGTGG
ACTCTTTGATAACACAAAAAAATGTGACAACCTCAACCTCTCTGGTTTGGCCTTCTTACC
TTCTGCTCTGCCTAAACAGGTCAACTGATCTTTGTTTTTTCCTTTCCTATGAAGATGATT
TCATTCATGAATTGACACAAACATTTTAAAAAATATTTATATTTGAGCGCAGCGAGTTGA
AATTTTGTCAAACCCATAGAATTTGCATCGACCTGCAAGGACAACTTTACAGTTTGTATC
TGTCCCCAAGTGTGCATATTGTACACTGTCTGACATAAGCTTTGTGGTGAATCCAAAAGG
TTTCGCACGTTTTGCCCTCTCCTCTAACCATTGAGGAGTCATCTTTACCTAGTTTCATTT
TTTTACAACTCAATAATAGCCATGTGTTTTTCAATAATGACCAGTGATTAA



>CL3209Contig1
TGCATCATCAGCTCTGCGCTCAGATGATGAGAAGGCTGCCGAGCGCGCTGCACACTGCCG
TGCGTTTGTCTCCCTTTCAGCCACAAAGTGCCCCAAAGCGCCGAGCCACGGCGTGAACGC
CCCCAGCCACCTCCACCACCTCACCCCCGCTTCGTCTCCCACTGCCCGTTTGTGGCAATG
GAGCCGTAACCCGCCCGGCGTGCGTGAGAGCGACTGGAGCAGCAGCGGCGGAGACTCGAA
CACCAGGCGGCTATGGAGGACAAGCGCGCAGAGGCTGGAGTCTAGACTGAACGCAGACCC
CAAGATCATCCACCTGTCCGGAGAGCCCTGCCGCCCCACTGACCCGCATCAGTCTAGCAC
GGATTTCTGCCTCAGACCGACTCCGCACAGCGAGGATGCGGGAGAAGCGGGCGAGCGTCT
GCACGGGATGCTGGAGACCGATGCTGCTGTCGTGCGTCCTGGTTCTGCATTTGATCCCGC
CGGCGGTGCACGGAAATGTTGCCGGCAACAATGCAACTGAGCCAGAGAGCGCAGTCAATA
TCACCTCGCTGCTGGTGGAAGAGGAAAGGCCACTGAAAGTAAACGAAGGCGTCGCCACGG
TAACCGGGATCAGCAACTCTGCCACCTCTCACCCCATCAGCACTGTGACCCCGAGGGCGG
GCCGGATGCCACGCGCTGGCGAGGACGACGATCAGAGCAGCGGCATGTTCGGTGAATCTG
TGGTTCCCACGGTGGAGAAAGTGAGCGTGTCGGTGCCGCCCCAGCTCAGTCCCGACTCAG
CTGAGACGGAGCATCTGTTGCCTAGCAACCCACACCGAGATGAAACGGCGGTGGAGGGAG
AGGAGAAAAAAGAAGAAAAGGAGGAGGGGCGTTTGCCACACACTGACCCACCATGGATCC
AAGCCAAGGACACAGCTGTGTTTGACCTGGACCACATGTTCACCACCACTGCCCCTCCCT
CAACTGCCACAAACCCCCCTAACCCAGACGTTCTGCATGTGGACTTCTTTGACCCCTCCT
CTCGAGGGCGTAACCTAGACCTGGCCCCGCCCTCTCCTTCCTTGCGAGCTCATGAGCTGC
AGGGCAATGACGCAACTTCCTGGGTCATGCAAGAAAACTACGACTACCTTACCCCCTACG
AGGACGCCGTGTCCCCCACTTCTGATGATTACACCTACAGTACCACAACCGATGCTTATG
AGATCAGCGAAGACCCACGGGGTGCTGCTGGATCCCCTTCCCGCTCCAAGCCCCGTTTCT
CTGGGTCGGGTTCCTTCATCCCTGGAGCCCCTTTTCCGGGTGTGGGTGCACCGAAGGTTC
CTGCGAGTGCCGGCTCATCAAGCGGATGCCGCTTGGGGTACCAGCTGGTCAACGGCAGCT
GCCGCTCGGCCTGTGACATGCAGCCCAACTACTGCTTCAACGGAGGACAGTGCTATCAGC
TCAACAGCGAGGAAATGTTTTGCAGATGCAATGTCCAGGATTACATTTGGCACAAGGGTT
CCCGCTGTGAGTCTGTGGTGACCGAGTTCCAGGTCATCTGTCTGGTTGTTGGCGCCTCGG
CTCTGGTGGTCCTGCTCCTCTTCATGATCATTGTCTGCTTTGCCAAGAAGCTCCACGTGC
TCAAGACTGAGAACAAGAAGCTGCGAAAGCGCAGGTGAGCCTCTGGTAATGGTTACTTAA
TTAGTTAGCTGCATTGTAAAAAGGAAAGAAACATCCCATAGAAAAGCTGATTACCTGAAG
CCTTGGAGTCTGTTATTTAGCAGTCTTTGAATTGATGAATATGCGTGATAAAGGAATGCA
TACTTTATGTGCAAATGTAAATGCCTGATGTCATATCTGCATGTTTTGACCATGCATCAA
CCATTTAACCTCTTTCAAACGAGCTCTGCTGGTAACATGTATGAATAAAAGAGGGCGGGC
GGGTGAAAGAAGAGAAAT
>CL3210Contig1
TACTGGAAATCCTCCAAAAGGGAAGGTTTGAAAATCATTCAAAACCTTTTTTTGTTTTTG
TTTTTTACATTCCAACCACAGCAAATGAATGGCAAACACTGAAAAAAAAAAGACATTGTG
AAACTGTTTCAAAGTGCTGCTGCTGCATTTCTTTGGGTCACTGCTTGGTTGGGGTCCTGC
TGACACTAATGTTGCTGCTACTACCTTCANAGTCACTGCTGCACAAGTTCCTATGAGACT
GAGAAAAAAACACAAACCTCCGTTCCGTCTTTGTGTCTGTGGATCCAGGCCGGCCAGTCT
GTTGTTCTTGAAGTGCCCTTTTGATGACAACAGCGGCTACGATGATGTGTAGCTGATGGC
ACGCTCTTTGACGGGGGGCGTCTGAGAAGAGCGGGGTGGATGGACTCCATTCCAAACCAG
GGTAGTGCAAAAGGGCGTCGGCTCTTACTGAAGTGCTCTTTTTACTGTAGCAGAAACCTT
CTCGACTCGCCTGCAGGTGCAGCTCATCGGCGCTCTCAAAGGCCCCACTCTAAGCTCTAA
TCTTTAAGCCCCACCCACCTCCGCGGCACGCCGAGACAGACTTTCTCCTCCACGACGTAG
AACATGGTGATTTCATGTGGTGGTTCCTGGTTTTGGGATCATCGGTTTATTGTAAATATG
AGAAAAGCTCCAACAAGTGGCTTCTTGGTTCAGCCTCTGAGGTTTGGACATCCAGCTGCA
GCCTGGACTGTGTGAATGTCTTTTCTCCAGCGTCTCTCACTGCTTTGTGTCTGTATGGTT
TGGTTCTGTCTTAATGTTTTTTTTTGTTGTTGTTTTTTTTCATTTTGAGACAAAGATGAA
GTTATTTCTTTGACAAATTCCAGCTCCGGGGGCCAGAAAACCAGAGTTACAAGCTGAAGT
GGAATGATGACAAAAAGAAACCACTCAATAGTGTTTACTAAGTTAAAATCATATTAATAT
GAATGTACA
>CL3211Contig1
TTTTTTAAACAGCACATGAGATCTGAAAGTACAACCGGTCTCAACTTTGGCACTTTTCTT
CCATATCTGGTGCCTTTAAAGTCAAACTCTGAGCACACAAAGACAGGTAGTGTTTCCATC
TTTCCTGAGCGCGTCACATCCACTTGATCCTAAAATCACTGTCATCTCACTGAATAGATA
GAATATAGATGGCAAAGTGTGCCGCTCGAGTAATACAGAAAACCAAGAGCACCAGAGCAG
CCCAACGAAGGACTGGTTGTATAGATAAGCAGTGCAACTTAGACGGAACTAACAAAAACA
AAACAGGAAGTGTGTGTCATTTCTCTGTGACTGCTGCAGCCATCGGGGCCCGTAAGGTCC
CACGCGCTGTGGCTGCCAGCTCCTCGATCTCTGCATTGAGTTGCCTGATCACCCACTCCA
TGGCTTCACGGCCCTTTCCAGCATTATTAGAGATGGTACTGGCCATAACTCCTTCCAGGT
AACTGCTAAGGCTAACCCCTTTCACAGAAATGATGGCTTCTTGAGTCAGTATTGTTTTCT
CTGGATCTTCTGGATGTGGTTTGTAGGTTAACCGCTCATCCACAGACACCATGTTTGTGA
ACGTTATATTTGCAGATTGAAGTTCAAAAGTTTTCTCTTTGGGGTCCACCACAGAGTTTT



CCTGAATGTAGGTGTATGTCCTTGAACTTCCGATGAGAGATTTCACTATGGATGGAAGAC
CCCACTCTGTGCTGAGAAGTCTTTTACTGTGGAGGCGACCCCGGTGGTCCACGCGTCTGT
CTAGAACATCCACTCCAATCACACTTGGGTTCATGGGGTTGGGATACTTCTGCATTGCAG
CCTTGGTCACCGTTTCCCAAGGATGGTTAAATACGTGTTCGGAGGTCCAAACCTTCATTA
TTTTAGTCGGTGACCGGTCCAGGCGAGAACAGCAGCGAGGGGACTGTAAAAGCCGGTCAC
GGATATCCGAACCACGGTAACACGTTTATACAGCCGCAGTAACCTCGCCTCCGTACTTGA
AGGAGTCACAT
>CL3212Contig1
AAAATTGTAAAAAACTGTAAAACCTGGAACACAAACGTAAATTGTGACTTCCACATGGAG
AAAAGATGATCCATCTCTCCTCTCTCGTCCCCGATTGGTGGGTGGGCAGGATGTCCCCAT
TCTAGATGGGAGCCTGCCTCTAGACATAAGTCTAGCTTTGTCCAACGTTCCTTCCTCCTC
AGTCTGTGAGCTCCGTCTCGGCCTTTTTTGTTTAATTCGGCTCCATTTACGGGTTCCCTG
TGGTTATTTCCTCTGGTATTCCTGGAGCCTCTCTTGTGCACGCCGCGCTGTCCCTCCGAC
GCGCTGCCATCCCTCTGCTGCTTGGGTCCGGTCCGGTCCCCTGCTGCTTTCGCTGCTTGG
AGTGTTGACATCGATCCCTCTCTTCTTAATGTCTTCCGCCGCTTCCATCGCGCTGTTGTA
GCTTTGTACGCCTTCCTTCCAATGAATCCTCAGCTTTGTGTATGGGGTTTGAAAACGGAT
TCCCCGCTCCTTCAGAACTTTTTTAATGTCCGAGTATGAGCGCCTTTTTTGTACAATTTC
TGCTGGGTAGTCGTGGTCAAACTGGATGAGCTGATCTTTCACTTTTATTTTCTTTTGCCA
TGCTTTCTTCAGGATCGTGTCTTTCGTTGCAAAACTTAAGAAATTGACCACGACATGCCT
CGGGCGCTGGCCTGCTTTGGGTTTCATCGGGGGGGTTCTGTGTGCGCGCTGCATCTGAAG
ATCAAAGTCCGTCGGAATGAGAAGCTCTTTTTTAAACAAATCGTTTAGATAAGTTATAAC
TGAGCCCCCTTCAACTTCTTCTGGTAGCCCGAAGATTCTGATGTTATTTCTCCGGGCTCT
GGCTTCAGATTCCGTGACTTTGTCCCGCAGAAGTTGCATCTGTTTTTGCATTGTTTTCAG
CTCACCGTTCGCCTCCATGTTGCTCTCCTCCAAAGTTGCGATGCGAGTCTGGGCTTCGGC
TAGGTCTGCTTTTTGAATTTCCAGCGAGTTGTGGTGCTCCTTGAACTGTCGGTCCATATC
TTGCCTGAGGGAAGATATTTCCTGTTTCAGTTCGTTCTTTGCCCCTCGCAGCTCTGTGTC
CAAGTCATGGATCTGAGCGCTAATTTTTGCTAGCCCGTCTAGCATTAGCTTTGTGTCGCT
GGGGCTTCGCTGGTTTTCGTTGTCCGAGTTAGCTTCGCTGGCCGCTTCTTCCATCTCGTG
TTCGATATTTTCTGGTTCGGTCAGCTCGTTCACTTCTTTTTTTTTTCTTTGGCTTTTCCG
CAGCGTGTTTCCTCCACTCATATCTTCTTTTCTGTTGTTTTTTTTCGAGTTTGTGGAGTT
TTTAGTGAACCGAGTGTGGGAGCCTCAGACTGAGCGTGTCTCCTCTATGCCGGCATTCCG
GAAGTCATTCCCAGTGTTCTTTTAGTGATGATTTTTGCCATTACTAGCCAAAATAAAAAT
AAAAAACTTGTCGATTTCTAAAACACGGCATGTCCAAATTTGAGGGCTACCTCCTTCAAA
ATCTGCGGCCTTCCCGGGCGACCTTTTGGCCCTTCATTGAACGGGTAGGCCGGATGTTAT
CGGCCCCGGCCATAATGCCCGGGTT
>CL3213Contig1
TTTTTTTTTTGTGGGACCTGACTCGAGCGCATTTTTATTGAACGTTCATAATTGTTAAAA
ACATGTATAAAATTGGTCCTGTTTCAGAAACAAGGCACGCATAGTCATGTCAATGTTCAG
TGTTCATGTCATTATTAGCATTACCATCTATCATCATCATCATCAGCACGTTCCATCTCA
GTATTTGTCTAATAGTAGTATCAAGCATTCCCTAATATAAAAAACACGTTCCAATTTATT
TTCACAGAGGTTAACATTTTTTACTCCGAGCTGCAAGACAATTTTCATGCAAATGTGGGA
GTGGAGGAGAAGATGCGAGCTGATTGGACTGGCAGGCTGACGGGTCGTTAATAGTAGGTC
TCGCGTTCCACCCAGCCTCCTGGGCTGCGTCTGAGGATCAGTTTACGGATTTCATCATAG
ATGAAGATGAGCAGGGAGTATGGGAAGGCGCAGAACCACCAGTTGGGCTTCAGAGGGTAC
ATCCTGAGAGCCACGTCCATGCCTGGACAATAGGAGAGGAAGGCGGCCAGGGCGGTCTCC
TCAAACAGCCCAAAGATCAGGATCTTGTTCTTCATGCCCTGCTGGAAGACGGAGTTCCTC
CTGGTTTTGCAGATGATCAGATCGGCCCACTGGACAATGACGATGCTGGCGAAGAAGGCC
GTGTGACAGGTGAACTCTACGATCTTTCTCTGCTCGTACGTCCACTGCTGTCCATAGCTG
TCCTCCAGGTCGTTGATGTATTTGTTATCCCAAAAAACTCGAATGCCAACCAGGGTGGAG
GGCAGGAAGCCGTTTTCAGCCAAAATGACAAAATAGGTGAAGAATCCAGCCAGAGCTTGG
ATCATTCCGATTTGTCCGTAAGCGATGCTGATGAGCCTCTCGTTCACCAGTTTGTCCGTT
TTGGGGTTTCGGGGCTGCCTCTTCATGATGTCGCTCTCGGCTGCTTCATAGGCCAGGGAG
ATGGCTGGAACCATGTCAGTTCCCAGATCGATGCAGAGGATGGTGACGGTTCCCAGAGGC
AGAGGGATGTTGGCGATGATGAAGAGGAGGAAGGGGGTGATCTCCGGGATGTTACTGGTC
AGAGTGTAAGCGATGGATTTCTTCAAGTTGTCAAAGATCAGACGACCTTCTTCCACTCCG
GTGACGATAGAAGCAAAGTTGTCGTCCAGCAGGATCATGTCGGCGGCTTGCTTGGAGACG
TCAGATCCGGCGATCCCCATGGCAACGCCGATGTCGGCTTTCTTTAGGGCGGGAGAGTCG
TTTACACCGTCACCTGTCACCGCCACAATGGCTCCCTGTCTCTGACAGCCTTCCACGATG
ATCAGTTTTTGTTGGGGGGAGGTCCGGGCGAAAACAATCTCGGTGTGGTATTTCAAAATG
TCGTCCAGCTGCTCGGGGGCCAGGTCCTTCAAGTCCCCCCCGTGCACTACACAGGCCTTT
GCATCTCTTGGATTTACTTCATTGATTGGGATGTTCAGGCGTGCAGCAATGTCTTCAACG
GTTTCGTTGCCCTCAGAGATGATGCCCACGCCCTTAGCAATGGCCTTTGCTGTGA
>CL3214Contig1
CTTAATAAAGTTTAATTTCAGTAAAAAGTGGGAAATATTTTACAGCAGGAAATGATGTCA



GAACAGATCTGTGCTCTGATGATGTCAGCCTTCAAAATAATGTCACTTCCTGTAAAATGG
GATGAAAAACAGTGAAATTAATATTCATTAATGTCATTTATTTGTTGTTGTTTTTTTAGA
ATACCTCCTTTTTTTAAACATTTTGTAGATTTTTAAACTTTTCTAAAAGTTTTTTTCTGT
GTTTTGAAACTGCTTCCCCGTTCTGCTGCATAATAAACTAAATGAAACGAACATCCATGA
TCAGAAAAGTTAATTCACGCTAAAACACATCTGTTAGCGGCGGTTTAATCCAAGCATCTC
CAGAAGCTAAAATGTTGCAGAGGAAGCGTTCTTTCCGGCGCCGTCTCCCTAAGGAAGCGT
TTCCACGTTGATGTAGGTCAGGACCACGTCGTGCAGGATGTTGATGCGGTCGATCTGGTT
GAGTTCTCGGATGCGATGGCGGAACTCGAACATGGGGATGTTGTTCACGGCGACCCTGAA
GGCCTCGGCGGTGCAGAGGACCTTCATCTCAAACGTGCTCCCAGCGGCGAAAGGGAAAGG
CCCCTTCAGGTCTCTCTCCTCCTGGCCCCAGCGCTCCCCCAGTTTATGGTTACGGACCAC
CACCTGTTTCCCGCCCTCATTGAAGCGGGGATTGATGTGAAAGGCAATGTCATTGCCTCT
CAGGAAGTTCACAGTGAACATTTTGGCGTTGGGCTTGACGTAGCCCAGGATGGTCATCAT
CATTTTGTCGTACATGCCTCTGCCCAGGTTCAGGTTGTACGGGACATTCAAAGGACCAGA
CGTGGGGGGCAGCCAGTGCTGAGGCATGAGAGCGGGGGTTTGTCCGGGCCAGCCTGACTG
TCCCGGGTTGTAGGGCCATCCGGGGTGAGCGGTCCAGCCGGCCAGGCTGGGGTGAATGCT
GGGGGCTGGAGGGGGCGGGGCCGGTTGGTACTGGACGCCGGGCCAGCAGGGCTGACAGGA
CGGCTGCATGGTTCGGGGCTTGAGTC
>CL3215Contig1
TCGGCACGAGGCAAAGCTGTACAAGGCAAGGATGCATGAAGTATGTTCTGCCAAGAAGGT
TCTGTCTAAATCTAAAACCTTGAGGGTACAACAGAACCATTCAGATACCAAACACAATGA
AAAAATTGATTTCTGTGATAAAATGAAGAAAGAGTTGAATAAGATTTTCCAAAGTAATCT
AAATGCTGTTGTGAAGAAATCCTGCAAGACAAAGAACAGATTCTTCATACTGGCAACATC
TGATGAGCGGTTCTTTGAAGAAACTAAGGTGCATTTGGAATCAGAAGGCCACATTGCTGT
GCAGCCCTCTCAATTCTTTATTTGTGAGGAAAATTCTACATCTCTTTTTATTATCCTCAA
AAATGAAGACATTGCAGAGCACATTTGTAAGGTTCCTCACTTGCTCAAACTGAAGATGTC
TCCAGATGTGCAGTTTACCGGAATTGATGAACCAGATGATGTCGTGAATCTAACCTATCA
GGAGCTATTTACCCGGGGTGGCTTCTTACTGCTGAACAAATCCGTACTAGAGCCTCTTAG
CCTTTGCAACATGAAAAAAATATTTCAAATTTTGCAAGAGCTTAGCAGAACAGGGAAATG
GAAATGGATGCTCCACTACAAAGACAGCCGTCGTTTGAAAGAAAATGCAAGGTTGAGTAA
TGAGGCAAATGATATGAAGAAACACCTGTTCTGGGGTCTAGATGCTGGAATCCTGGAGGT
CCTGCCCTACCATGAGTGTGACCTTATGTCCAAAGATACACCCGACTATCTCAAGTGTTT
GCTAAATCTCCAAGTCCAGAATATAGCCTATCGTTTTTCTGTTTTCATAACTGATGAAGA
AGAAGGTGCCTTTGAGAAAAACGGAATCTTGACGATGACTCTGAACACTTTCCTGACAAA
GTTTTCCAGTGACAGTTTTTAAATTCAGAAGTGTCAAACTGACAAAAGTTTGACTAAAAT
GACCAAGCAACAGTTATAAGCATAGTTGTGGAGTGAATTTATTCACCAGAAATGGTTTCA
TTTTTAGTAATGTTTCATTTTATTCAAATGTAATTCTTGTAGATTGTTTTATTGTAGATT
TCTTTTTTCTAAATGCAATGTCTATTTATCGCAAACCTGTAGTTAATTGATAGTGTGGCA
AATCTGCCAATATGCTGGCAGCTGTGATGTTTTAATTAAATTGTTTTATGTATAAATTGT
AAATTGTATGGTAAGCATTCTTAAGTGATAACAGATTTTACTTAGAATTTTAACGTTTAC
ACCTGGTTCTAGTGTCATTTTAACAAATGCTCAGTATTGTATATGCAGCTATCTAAGGTT
ATTTGTACAGTTCAATGGCTTCAAATAAATCTGTTACTANNAGAANAAAAAAA
>CL3216Contig1
GGGGGCGTTGTAATTTTGACCTTTTTTGTGTTGTTCTTTTACTGAAAACTCTGAAGGGGA
AGTGAAAGTGGGGATAAAGGAAGGAAGTCTTTAAATAAGATGAGGTAAAGCGCCACGTAG
TCAGAAGACGGTGCAAAAAAAGGAAACTATTGACACCAAAAAGCATGAACCAAAAATGAT
TTTTGGTACCAGCTCAGCTGGTAAACTAAATGGTAGTACTGTCAAGTCACTTCTACTATA
AAGGACAAAAACATTTGAGTTAAAGGCAACTATTGATAGTATTTTAGTACTTATATCCAT
AGAAACAGAATTGACACAATAGCTGGAAGTTCCAGCATCACATTTAGTTTTTTACAGTTT
ACTTGTTCTCAAAAAGTAAAAACAAACTTTTTTAAAGCAAAACCTGTAAATGAATGAAAT
CTTGTTTTAATTCTAAACCAGCAACAGATTCCTGTGGGAGACTAGACAAATCAGAATTTC
TAGAAGGTTGTTGTTTTTTCTTGTGGTCTCAGAGGTGGATTTGTTGTTTTCATAATGACT
AAATGCTCATGTGAAATCAAACTTTTCTCATGTCGCTCCGGTGGTTTGACCAAAACAAAG
GAAACCCACGGGATGGCGTTTGATCTGCAGTCCTCCTGGAAGCCGCAGAGCCTGAAAACG
GCAAACGGCCTTCATTCCCAGAGAACTCCTGAGCTTGTGCCTTGTAGGATGAGATTGTAT
GAGCCGTCTGCACACGGGACTTTACACTGTGACACTGTTGAAACAAAGAGTGCTGTGCTT
CCATCGCATCCTAACGAAGTTTACTGTTTTAATGTGCTTCAGAAATACGTTACTGCTTCA
TGAAGAGAAACGTTTCTTTTTCTCTTGTTTTCCTCCTCTTTTATTTCCCTTTAGCATATG
AAATCATTTGCTTTTAAAAAAAGATGAGGTATATTTTGAAGTTAAAGTGTGTTTAAAAGG
CCTTCACCTCGGCTGCTTTGGTGGTTTGAAACCCAACGGACGTCCATTTAGACACATTCA
TATCTGAGAGCTTTCAGATTCAGAAGGATTTTGACAGAATGTTTTTTTCTGCACCAACGG
CATTCTTGCCATTCTAACCACTTTCTTCTACTGTCTTTAGACCACATTAAATGATTAATC
TATTACCTTATGACTTTTTTTTTACTTACTCTTTGTACCGTAATTGAAAAAACAGATCAA
CATTTAAAATTTGCACATTTGTTTCATTCTGCTCTGTTTTCTGCAGATTCTGAGTTTTAG
AATGGTTTCCAGTGGGAGGGACAACATATCCTTGACAATATCCTCACAATTCACCATTTT



CAGAGACATATGCTGTGACATATTTAAAGTGTCTTTGTGTTTAAATTTCTGTTCTTAGTG
TGTTCATGAATCTGGGTGTGTCTGTGTGAAGAATTGGTGAGCAGGACCATTTTAGAAAAA
AAAGCCACTTTCATCTAAATAAA
>CL3217Contig1
GGGGGCGATGTGTGTGTACAGACGCAGACCCGCTGTGCTGTGTATGAGCAAAAACAAAGA
CGAGTGAAGGTGGGACGGAAAACCAGAAGAAAAAAAACAGCCAATCAGTGCAGAACTGAT
GAGGTTTCTGGATATTGTAGACGAGGATCAGCTTTATCCAGCCATATGTTCAATCTTACG
TGTACAGTACAGTAGAGGACAGCTGTATTATTGTAACGAGAACTAGTCATATGTATAGTG
TAACTATAGTTTGGAGTGCCTTTGCTTTCATACACCTTCGCCTTGTCTCCTCCCGGCCCC
CCCCTCACCATGACCCTACCCCCACCGTGTGGTGACCCTCCTCTTGGTGCTGTTGAACGT
CCTGCTACGCCCCCCTCCCCCCCGCTTCCTTCCTGTTTCCATTGCACAGTTAATGTAAGA
TACATACATTGGTCATTGTAAGGATATTTTCTGAAGATACACTAGACGGGTGTTTTATTT
TGATCGATGTTTTACCTTTGGACAGTTTCTGGACCTGGATGACGAGCGTTTGCTATGGTA
GCAGCAGATGGCGGCGAGACCGTACCGCTCTCCTGAAGGGTAGACGTGTAACTGGGGGGA
GTTTCTGGTTCAGTCCCAAAGCCAAACTCTGATGCGGTGGCGATGAGGCGTCCTCAGAGG
CAATAACTCTCCTCCTCTCTGCTCTGTCTTTCCTTTCTTTCTCCTCTCGAGCTGCAGATT
TAGGAAGGGGGGGGGGTGGATTCAGTAGCACCTAAGGGGCTAAGTCCTGTAGCTTTTTTT
GTTGTTCTTTTCCTGGTTTTATTTTTATGTCTTCTCACGTCTCCTGCTTGCTGTAATTTT
GCAAACACGAACATGTTGCTACCCCTCACCCCAAGTTTTGACCACT
>CL3218Contig1
CGGCACGAGGGTTTTTTTCATTTTAAGTTTCAAAATTTCATTTTTTTTTTCATTTCATTT
AAGTTTGAAATAATTGTTTTTGAATTTCCAATTTTTCCATCAAGTTTGTAATGCGTCCTT
TTAACTTTTCACAATCTGGTTTTTCATTCACTAAGCTGATCCTGATTTGACCCCAAACTC
ACTGATTCAGNGTTATCTAAAGTTTGANAAGCGCANCTNCTGTCATAAGTTTAAAGCCTA
ACAAAACAGCACCATGGATTGCAATANAACAATAAAAGCCATACGATTCAGTTTTCATAT
TCCATCGTCATGCAGTAAAGAAGTTCTAAACGCTCAAACCTCAGTGTGGTCAGAAAATGT
GTATAATCATATGACCAACATTTCCATAATAGGTGCTGATTAGGGACAAGTACATTGTCC
TCATTTCTGCCTTTTTTGACACATCTGATCGTAAAAGCTGGACTTGCTCCGCATTAATCT
GCACGTCAAACATAACTGTGTTTAGGTCTGGATGTTTCATGGCGTCTCCATCGTTCTTAG
AAAGCGTCTGCACACCTCCATTACCCCTGTCAGTGTTGGCTTCCTTCATCCTTTCTAACA
TCACAGCTCCAGTTTGAGAAAAAGTTGACATTGGAAGGAAGGTTTCCCTGCTCTAAGCTG
GAACCAGCGCTTTAAACAGTGTTTTACTCTCAGCAGCAGCGATGGGGAACTCGTTCATTT
GAACGTCTTTCTTTTTGTGTTTCATCTTCTGCAGGTTTGAAACTGTTATTTTTTTCTCCT
TCATTGTTTGCTTCACTCTTTCTGCTTCAACTTTTTATTACTGGAAATGTTAAACGGCTT
GTATTATCTGTAAAGTTCTTGAAAACTATACAAAATATGCAGAGGAGTAACTCATGAGAA
TTTTCAGAACTCGCCGCACATCTTTACCCTTTTTATTTGAATTTCTTGAAGTGTAAGGAT
GTGAGGTCACCCGTTTTATCTGTTCTGACTAACTGTCTTGTTGTAGTTTTACTGCAGTTT
GCATAATAAAGTTAT
>CL3219Contig1
CGTCGCCTGCGAGATCTGCGGGCGCAAGTTTGCCCGCAGCGACGAGAGGAAAAGGCACAC
AAAGATCCACCTACGGCAGAAGGACAAGAAGGCAGAAAAAGCAGCAGCCGTGGCTGTGAC
AGCAGCGCCAGCATCAGCTGCCTCACCTGCCTCCAGCTACCCCTCGCCAATCACCTCTTA
TCCATCCCCGGTGTCTTCCTATCCATCTCCAGTCGCCTCCTGCTACTCCTCCCCTGTTCA
CACTTCCTACCCATCTCCTTCCGTTGCTACCACCTACCCTTCAGCCTCCATGTCAAACAC
CTATCAGTCGCAAGTCGGCTCTTCCTTTCCTTCCTCGGTTGCATCCACCATCTACAGCTC
ACCGGTCCCAACCCCACTTTCAGACATGTAGACCACCCTTTCCCCGAGGACAATCGAGAT
CTGCTAAGTAACAGCAGAGAGAGGAACTTTTCAGAGTCCCCGCACACTTCTCCTTTCATC
CCGGTTTTTTTGAGGGGAAAGACATCAGCATGGACAAGGACTATGTTTCCTCCTCCAAAA
AGCACTTTTCTGCTCACTTTGCAGTGAGAGAGAAACAAAGACTTAAGTCAAGGACAGGGC
AAAGACAGCACAAAATGAAAAGGGATATTCTCTGTTAAAAACAGATGCAGCACTTCAAAA
ACGTTAAGGACTCTAGAAATAGAGGGAAAACGGCACTGGCGGGTCTGTGCTGTTAGGTAC
ACAATAGAGACTGCTGTTGGTGCTGAAGCACCTCCACCCTCGCAGGCACTCATACAAAAG
ACATTGAATGATACACATAAGCTATCATATATGTATAATTGTACATGTGCCATGTTTTGT
TTTCATTTTTCTTTGGTACCACTGATGTGACAGTTATTTGCATATTTGAAATGTATTATT
TGAAGTGAACAGGGCCATATTTTCTACATACTTTCTCTATTACGTAGTGATGATGCTGTG
ATTTGACATTGTTTTTAAGAAAAAAGAAGCACTTAAGTATTCAAGCATGAGTAAGAGTGA
TGTTTGTTTCTGTTTGTAAATATCCTCCACAGGTACCATCTCTT
>CL3220Contig1
TAATTGTGGATTTATGGAACAGATTGGATGAAGGTTTACAACCAAAAGTTTACATGTATT
CAAAAAAACCTACAAGAAGTCACTAATAGATCTGGATGAGGCCAGAAAGGATTAAACAAA
AACTGTCACTTTGGCACAGTCTCCATGCAGAATAGTACCGTGAACCTTTTGTACCATCTG
TAAATAGTAATGCGTGTATTAAATACGTACACCATCAGGTTTTGTGAAAAGGGGGGGTGG
AACACTCCTTTTCAAGAACACTCTATTATTTTATGTCTTTTAAACCACCGTGTTGGTTTT
GTGTTTGAAATAAAAAACTAAACTGAAGCTTTCAGGCTGACGTCACCTCCTGGAAGCAGA



AGCTCCAGCGCCAACAGTAGGTGGGACGTCGGCCCCCCCTGGTGGTGAAGTATGGTACGG
CCCGAAAGGATCAAACGTCAGACTGTTGGCTGCAGGTCGACACACGAGGTCACGTGACCG
TCTGTTTATTGGAGCAGCAGGTGACACCAGGTTGGACTGCCTCTTCAGTCACACGCGTGC
ACGTGGCGTGCACGTGCAGCAGCTGCTCAGTAAATGGCCTCGTCCATGTTGTCGTCGCTG
TCGCCGCCGAATTCCTCGCCGTTGTCGAAGTACGACATGATGTAGTCGGTTTCCTCCTCC
AGTTCTTCCTCATCATACTCCTCCTCTGCCTCTGCTCCCTCCTCCTCCTCCGGCTTCTTC
TTCACCCCTCCCTCCTCCTCCTCTGAGCTCTGCTCATGCTCCTCCTTCTTCTCCAGGGTC
TCCAGTTTGAGCAGCACCTCCTCTTCCTCCTTCTTCTTCTTCTTCTTCTGGACTGGCACA
GAACTATCCATGGTGCTGAAGGCCAGACCTTCTCTGACTCTCCTCCTGATGTGGACCTGC
AGCTCTCTGGGGAATCGTCTCCAGTCCAGGTTCCAGTCCGTGAGGCTGTTCGTCTGCTCG
CTGCTGTGATATTTGTCCGAGTAGCGCTGAACATCTCGCTGTGCTGCTGCTGGCTTGATG
AAGAATGGCAGATTCTTCATCACTCCTCTAAAATCCTGCTTCAGGGCCAATAGATACTCT
GCTTCTTCTCCACCTGCC
>CL3221Contig1
TTGAATCAAATCTAAACAAACATGAAGTAAAACCTCAGACTCAAAACTTACGGAGGATGG
AAAACAAAACCACATTTCTTTCTTATTGAAATCTTCTGCATGAACAATACTTCAAATTTC
CCAGGATGCAGCTGCGATCCCACATGGAGATGATCCCATCACCAGTTTGGACCTGCAGGG
CCCCCGTGCCGTTGATACGGGATGCGGAAGTTTCTGCGTGGAGGACCTGCATTCAAACGG
TTTGGAGCTCCTCTCCTCGGCCCCATACTGCCCTCCAGCCTCCTCCTCTGCTGCCCTGCC
CACTCGCTCTGCGCCGCGTCGTTCAGCTCGCTGTCTGCCCCCAAAGCATGCTGGGAAATG
CTGTTTCCCAGGATGGTCACTTTGACTCCCTCCAGCTTCTCCTGTCGCCTCCTCTCTAGG
TCGTGTCTCAGGTCTCCGGGGCCTCGCAGTGGCGGCTTGCTCAGCCCCTGAGTGGGCTCC
TCATCGTCAAGGACGGAGTCCAGATTCATGCTGAAGCCTCGGTTCGAGCTGAAGCGCTGG
TTCAGCGTCAGCTCCTCCGCGTCCTCAGACAGTTCTGCCGACTGCGGCGCAGAGAAGCGC
TCGCTCAGCGTCAACCCGTCCCCGCTGAAGTACTGTTCTTTGACCAGATGCACCAGCGTG
ATGATCTCCTGGGCAAACGCGCTCATGCGCACGCTGCTCTCCTGGTGCGCTCCAGAGTGC
TGCAGCGCGGGCAGGAAGTCCAGTCTCTGGCGCCCCACGTTGACCAGGTCCAGAGAGAGC
TGCCTGTCTGAGGAGTAGCACAGAGGGCTGCAGAGGAGCAGCGAGGTCGTGTTCGTTACC
ACCAAACAGAACAAGGCCCCGCCTCCCTTCAGTGCCAAGCAAAGCTGACAAAGATTCAGT
CACACCCTCAGACCAAAACCCAAATCCTGAGTTGTTGTGCAGCTTTCAGAAGATGGTCTT
CGTTTCTCTGAGGACTCGTCTGCTTTTAGTCAGGAACTTCCAGCGCTGAGGCTCAGATCT
CTACAATCTGCATCATTGTGGTGTCGCTCAGGAAATCCCTTCAGCAGACTTTCCTCCATG
ACGACAGAGCAAAAATACAATCTCAGCTTTACCCAGAACTTACCTGTGAGGGCTTTCATG
GAGCAGCAAGAGAACATTTGGAACAAACAAACGCTAAAGTGAAGCTGGGGGGCTAATGGC
TGTACTGAGAGCACTTTGCAAA
>CL3222Contig1
AGGAAAAGCCGATGTTACATTTATGCATTCAGCTGCTGCCTGCAGCAGGCCAACCTTTGC
ACAAAACCTCCAACTCAAGTTATTTCTGCTCTTCCATACTAATCAGACTGCCTTTAGAAA
TCTAACCAATGCCCAAAAATGTATGGTTAAAGATCTATTTATTTTGAGGTTACACTACCT
CAAAATAAATATCAAAATACTCACATTTTACTGAATTTTTTTTGGTAAACATATGATTTT
ATTACATTTTCAAATCTCATTCAATTTCTTTCATAGTACAAAGATTTGTGCAAAAAGGCA
TTTGAAGCAAATGTCAATCAGACAGATTTGGGCAATCTTCTTCCTCTTGAAGTTTTTTAG
GTTTGCAAAGCCCCCAGGTCAGTTCTTCAGCCACTGCTGGAGAAGCAGCAGGACATGGTC
ACGCGCCAGAGAAAGCTGCGGCAGATCCTGGCTCCTGGCCGGGTACATGTTTGCACAGTG
GGCTGTTCCTTTGATAAAAACAGCGGGGAGGTCGGCTGTGATGTCCTGGGTAATCCCTAG
AGCATGCCAGGGATCTATGGACCCGTTGGGAAACACTATTCTGCTGGATTTAATATTGTA
GCCCCCGTAGTACTCGTTGGTCTGGGCCACGGCTTGTGCCACCTGTTCAGCGCTGATATT
GTAGAAATCTGCACACTGTTTCAATTGATAATCAAGAGGAAAGCCAGTGAAAGGCTGGTT
GGGTGAATCTGTGCTCTGGTAGAATCCAAATTCAGTGCATGTCTGGTAGACCCACTGTCT
CCCTCCATTTGCAGAGGGCCCCTCCCAAGACGTGTTGGTCATGTCTCTCAAATAGTTACT
GAAGCTAGCGTCCAAGCATTTGAGTGAGAAGGTGTCCATCAGAAGCCGGGCCACCGCAGC
GTATCGAGCGTAAGCATCTCCCAGGGAGGGGTCACTCATCACATCACACAGCACCTTGAT
GGTGATGTTCCCCCCCTGCACACCCTCAAACTCTCGGTTATCTTCATTGTACTGGACGAC
ATCCATGAAATTACCAGCCAGCATCTCCAGGAAGTAAGCAGAGTCCATCTCTGTCTGGAT
CTGCAGTTTGGAGCACAGGCTGGATGGCGGCGACAGGAGGAAAAGAGGATGATGATGGAG
AGAAAAAAGAACAAAACACACAGAGAGCAAATGAGATGAAGAAGAGAAGATAATGGAGCA
GAAACAAAATACAGAAGCATCGTCAAGCTATTTAGTGTTCATCCTCATCAAGACCAACAG
GAA
>CL3223Contig1
CGCTTCTTTGTTTTTGGAAAGGGAACATTAACGTGTCTTTACAAATTCACATTCATCGAT
GTTCATAAGAATGCTACATTACAGGATCAAATACCACCACAGAGCTCAAATGACAACTGT
GGTTAAACTATGAGACACAAAGCAACTGCTAATAAAACAACTAGAGCACAGCATTTCAGG
GTCAGAGAGTCAACAAGTTATCTGAGTGCTAAGCTGACATAAAACCATCTGCTGAAATAA
TTTAGTCTGCACAGTGCAGCTCGACTCCCAGAAGAAAAACAAAACAAGCTAAAGCAAAAT



TGCGAGTGTATACTTATGAGGACTAATTACTATTATATAAGAGAGGAAAAAAAGGGATTT
GGAGAATTTATCTAAAAATGTTCATTGATCAGGAGACTAAAAAATAACTGTAAATATCCT
TCTGCTTACATGTGTCAAAAGTTGCAAAAAGGAAGCTTTTCCAAACCACAAAACACTTGA
ATGAAGATTTCATCCTTGTGGAAGGTGCAAAAACACAGGTTGACTACATACTGTACAATT
TGCAAATCCCCTCAAAGCTAATTTATATTAGTGTTTATAAATAAATCTTCATACGTGTGT
CTACATCATGGCGCTCCGCTCCCCTTCTTTATCCAAGGCGTTCGCCTTTTTCTTTTTATC
CCAGCGTTTAAGCACGATGATNAACATGATGACCCAGAATGCCCAGATGCATGCCAGG
>CL3224Contig1
TTCATCAATAAAGCTGATGGCCTCCGGAAAGAACTGCGACAGATTCTGGCTCCAGTGGTC
CGAGATGGGAATCTGCTTGTACTTAAACTCCCCGGGCGTTCTCAAACAGATTGGGCAGGT
TCGGAGTCACGTTGAGGATGTACTTGATGCCGTACTCCTCCAGCACGTCCAAGGTTGGTG
GAGTCCTTGGCGCAGCCCAGGTACAGGTGCGGCAGGATCTCCACCGGGAAGGAGGGCTGC
GGGTTGGACAGCGGGCTGCCGTCTGAGTCTGTGGCGCTGCTGGGGTCCCTGTCGATGTCT
GACTCGATGTCGGAGGAGTCGGAGCTGATCCGGAGCCCCCCGAGGCCCAGGACTTGGGCT
GTGGGGGAGCTGCTGTTGTTGGGGGAGCCGTCCAGGTTGGTTTCGCACAGACCCGGGTAC
TCGGCCTGGAATTTGCTGAAGCCACCCTCCAAATAATAGGCCCTGTAGCCTTCATCCTTC
ATCTTCCTCAGCAGTAAACCCAACACCGACCCTCCGTCCACGTTCTCGTTCCACTCCCGG
CTGTACTCGTCGTACAGCACGATGGTGTCTGTCTTGCACCGCCGCACGAACTTGTCCCGG
TCCTCCCCGTTGGAAAGCAGCGAGCGCACGGGCAGGTTCCCCTTCTTGAGCCTGCGGAGC
ATGAGGCTCGGGATGGCCACGTTGATCGCCGTCTCGACGTGTGACGACTCGTAGAGCTCC
TGGGCCCGACAGTCCATCACCAGCAGGGCCTCCCTGCGCGTCTCCAGCTGCTCCCGGAGC
CAGCCCACCGTCTTGCTGATCGCCATGACCGATTCGAGCTGGACGACGGGCTTGATCTTG
TCGAGCATCGAGAAGTAGGAGTACAAAATGTTCGGAGAGACTGAGGGGGGAGCTTCCTGG
CTGAGGCGCAAAGCCCGACTTTCTGTCTCTGTCTTTCTTTGGCGGAGGGCCCCCGCAGAA
GCACGACTCTCTCAAGCCAAAACGCAAAATCTGGTCCCGTTTTGGTGACAAAAAACGCGA
TTTTCCTGTGCTTTTACGCAAAATGCTGGTAAACTTGCAGGTCTCCTACGGATTTCCAGA
CTGCGGACTACCTGCACTGACGCTCATTCATGCATCTGCCTGAAGACCCAGAGAGTTATT
TATCAATGAGTCACACTGGCGCTGCGCTTCCTCGTTTCTTATATAACCAGGATCCGAGCG
CAGCAGCTATCCCACCGCCTAACCGTCTCCTTCTGCTCCTAGAGATCCAAAGTGAAAACA
ACGGAGGAGGTCGGTGGATGCGGGTCCCGTGCGGGTGTCGGTGTCTGCAGCTGCAGTCTG
CTTCCCCCACCCTTCGCTCCTGTCCTCGCTATGATCAGACGCACA
>CL3225Contig1
AATTTACCAAAGCTATCAGATGAAGGTTTTGGTGGAACCGTTTAGTCATAAGTTACAATA
ATGTGGTTTAAAGTGTGGTTGGACTCTCTGAATCCACTTTCTTCAGTGGAACATAACTAA
AGACCTCTGCTTAAACCTAAGCTGGGTGTCAGCCTCTGAACGTTGGAATAATGGACACAG
GACCGCTTGGCTGTGCTTCATATCTGCACACACTCTGTAAGCTAATGTCAGAATAACAGT
GTGCATCACTCTGGCATGTGTAAACTTTTCTGCCAAACTTCATTTGACCTGCAGCTCTTT
GCTGGCATAAAAAAGACCCCCATTTCCAGGAGTCAAACACACCCGAGTTCACACGAGAAC
GTTTTCAGTATCACATTTCATGCACACTTTTTTTTTCTTTGCTCTTCCAGCATTTAAAGT
CCTTTTTAACGTTATCTTTTGCTACTCTATTCATCCAATTTAGAGGCACAGAGACCATGG
TTCTAATGTTTATTGATATATGTGTTTTTTCACACTAGTGCTTGCTCCTCATGTATTTCC
ATGGAAGCCGTTACTGCTGTTGAGTCCTTCGCATAGTGATTATCTATTAATGTGCAAAAA
AATCATGCAAATATACGTGTATACAGTTATGCTCTTTTCTTGTTTACATTTGTTTGATTG
CCTCCAAACCATGACTAAAGTGTTAACCCCCCACCCCCCGCGCGCCTTGAGCTTTGAGCA
TGCGCAGTGTGCGCTCTTGAACAACTCAGGTTTGGTATTCTCACACTGCCCCCTGCTGAC
TGACTGGAAATTCCACTCAAACACACAAAGAAGCTGCTGATGAAAGAAAGCAGCAGGAAT
ATTTCTGAAAACCCTGCTTTATCCGGGCTCTCCTTCACATTTGATGCGAGTTACTACACA
TTCATCAAATACAGAAATGCATACATCTACTAATCAAACTTATTGGAGCAAAATTCAATA
AAATACAAATCCCAACATCTCAAAGAAACAAACATAAAACAGAGACGTGCCTGAGAAAAC
ACACCTGTGTTTTTGTATCCTGGAAACATGACAGGACGCAGGTGACACAGGTGACCCGGG
TGACACAAATGACCCAGGTGACGCAGGTGACCCAGGTGACGCATACACAAGTGACACAGG
TGAGCTCTCTGAGTAGACAGCATGGAAAGAAACAAGAGCCACAGCTCAATATAAGGAGTG
CCACGGTCTCAGGAGCAGCCGTGTTTTTCGGGAGAAATCCAGAACACTGATTCTCTTTTA
TGTGAAGGACCTGAGAGAACAAATGTCCGGGTAAAAGAGACTGAAAACTTAAGGCGATCG
CATTTGGAAAACTGCTTTCTGCAGGTATGATTATTTTCTTGGAGCTGATGCTTTCATATA
ATGTGAATCTGTCTCTGATCGGTGTTCATTTCCAGCTCCTCTGGACGTGTAGTTCAGCTG
TTTCTGAACCAGTCGTGTTGATCAGACTCCCTGCAATTCTGTTGCATTGCTAACC
>CL3226Contig1
TCTCAACTACGAGCTTTTTCACGTTTGTTCCTGATTTACAACGGTTTCATTTAAAAAAAT
TACAGAAATGCTCGTAATAAATTTACTCCATCGTCAGAAGAACATGTTAAAAACATGGGA
GTGGGTGTTTAAAGTCAGCGGAACGCTGAGGCAGACGCCTTTTTTCCCGTCAACAGAGCT
GCTAGAACTCCATCTTTCCATCCATCTGCAGAAACGGTTGAACCCCTTCCAGGGTCACGG
GGTCGCAGGAGGCCGCTGTTGGGCGAGGGCGGGGGTCACCCAACACCCCAACCCCATTAC
CGACGTGAAGGCCAGGCTCCGCCTGACGCAGTCGAAACATCAAAGAAAAGAAGGCATTTG



AATTGTTACATCTTTTATTATAAAAAAATATTTACAAAGATGCTACAATGTTTGATATAA
AAATGCATACATTTTACAACGATACTTAGTCTTTGAAGTTCTAGCTCCCATTCAGACTAG
AATGACATCCTTCAGGAGTGTTGTGGTACGGTATTAAGCATGTCGTAATACTGTATTGTC
ATCAATACATTTCATCTGCCTGAGTTATTGATTTCGGAACAAATTTGAGAAAAATGCATC
TGATTTTGAACCCATTTAGGACAAAGGCAACTGTTTGCATAAAAAGGACCTTTGAGTCAT
AGACAGTCGTTCTAAAAACACGTATGACAGAGCTGCATAGTCGTCTGAAGAGTGACCCGG
TTGTAGCGAAAACCAAAATAAAATGGAGGCTGTAATTTGGAAATACGTGATTTGACCTGG
AGTTTGAACCGACAAGTCAATATGGCATGTCTGTACCTGGATAAAATAAATACAATAAAT
AAAACAATAAATTAGATGGGTTGAAACACAGAATTCTTCATTTGCAGTAACAAATGATAC
AAAGAAATATGGCTTCTTGATGCAGTTATCACCCAGATGTTTTAGGAAAAAGCTGCTCCT
GATTGGTTCATTGGATCCGTGTATAAAAAGCAGAGCGGAGAAATGTAAATACTGTGAACA
GACGCGGCGCGGTGCTAACCAACGCTGGGTTGGAGGTTCGATTCCGTGCTCTGCGTAAAG
CTTTTTTTTTTCTCCAAACGCTGCGTCAGAAGTGTGAGGACGCCGCTAGGGACGC
>CL3227Contig1
GAGGTTGGAATCGAGACCGTTGGAGGAGTAATGACCAAACTGATCCCCAGAAACACTGTG
GTGCCCACCAAGAAATCTCAGATCTTTTCTACTGCCTCTGATAACCAGCCTACTGTCACC
ATTAAAGTCTATGAAGGCGAACGTCCTCTGACCAAAGACAACCATCTGCTGGGCACTTTT
GACCTGACCGGCATCCCCCCCGCACCCCGTGGTGTTCCACAGATTGAAGTCACCTTTGAG
ATCGACGTGAACGGTATTCTGCGCCGNTCACCGCTGAAGACAAAGGCACTGGGAACAAGA
ACAAGATCACAATCACAAACGACCAGAACCGTCTGACACCTGAAGACATTGAGCGAATGG
TGAACGATGCTGAGCGCTTCGCTGACGAAGACAAGAGGCTGAAGGAGAGGATCGACGCCC
GCAATGAATTGGAGAGCTACGCCTATTCTCTGAAGAACCAGATTGGGGACAAGGAGAAGC
TTGGTGGCAAACTCTCAGATGACGACAAGGAGACCATTGAGAAGGCAGTGGAGGAGAAGA
TTGAGTGGATGGAGTCTCATCAAGATGCTGAGACAGAAGATTTCCAGGCCAAGAAGAAAG
AGCTAGAAGAGGTGGTTCAGCCAATTATCACCAAGCTTTATGGAAGTGCAGGCGGTCCAC
CACCAGAGGGTGCTGAGAGCGAGGCAGAGAAGGATGAATTATAGGGAGGTTTGGCCTCAT
TTGTTATCCTCTTGCCACCATTGCAGTGGCTTCTGCTTATGAAAATAAGACTGATGGGAC
TCGATAGTGAGAGGAGTGGCAGGGAAGGAATGGCGATAACAAGCAACTGTATGGAACCCT
CTGAAAGACTTTAAAAAAATCAGTGTGTGAAGCATTTTCTTCGTTTTGAAGGCGGAGATT
TGTCAGCCTGAATATGAGGCTTTTGTCGCTGCTGTTCTCAGGCAGTACTGTTGTTTTTGT
GATTGGGGTATACAGGGGTGGGATGGGGTGGGGGACATAGTAGGGGGTGGATTTGGTAAG
GTGTCTGGAATTAACTGCTCTGTTCAGACACGGCAAGAAGTTATTTATTGACCTCTGAAA
ATACATGAAATAAA
>CL3228Contig1
CACGGGTGGACGGGGATGGACGCTGGCTTATCCACCACCAGCACTTGGCCGTCATCCACC
AGGATCTCCAGGGGCGTACCGACCACAGGAGGCTCATGGCGGTGGACAGTGTTCCTCATG
TGGTCATTATTCTTGAGCACCACGGACAGGTCCTCCACAGGCGCCTCGTTGAGCCGGATG
CGACCCTCCTTGGCCGCCTGCTGATAATACTCTACGGTCTCCGCCCTGAACTCGCTCTCG
AACACTTCCAGCAGGCTCTTCCCGATCCAGCGCCCTTTGCAGTAGGTTTTAAAGTCAAAA
TAGTAAGGATGCACCTTCCTCAGCCCGCCGTCGAAGTAGTAGGACGTCTCGCTGAAGTGC
TCCTGGCTGAAGCTCACGCCCGGGTTCCGTTTCTGCGGTGGTGGAACGTACCTCTCGCCC
GGACGTAGCGTCTTCCCTCCCGCGCCCCTGCGTTTTTTCCCGCTGACATTAGCCTCGGAG
TCCTCGGCTATTTTGCGTTTGCCTGTAGTTGCGCGCGTGCTCTCAACCTCTGACACCACG
GGCTTTGAGTCCGCCGGGTTCTCTCGAGCCGGTACCTCCGGTTCCATCATTAAAACGCTT
CTCCGACAGGAGCAAAGCCCCCTGGGAATTCGGTTAAACTCAAAAAACGAACAAATGCGA
ATTGTCCGTCTTTTAACTTCAGTTTGGATAAACACGCTGAACGGTAAGCTTCTACCCAAT
ATACCAGCATGCATACCAGTGGCCAAC
>CL3229Contig1
AGGAATTCGGACGAGGCCGCGCCCTGGGGCTCCGCGCCATTCTGCCATCTCGTGGACATA
CATCAAGATGATGGGATCCAGGGGACTGACACATGCAACCGAAGTGGCCTCCTCAATGCC
AACTACATGGCCAAGAGGCTGGAAGGCCACTATAAAGTCCTCTTCAGAGGCAGGAAAGGT
TTCGTTGCTCATGAATTCATTCTGGACGTGAGGCCGTTCAAGAAGACGGCCAACATAGAG
GCTGTTGATGTGGCCAAGAGGCTGCAGGATTATGGTTTCCACGCACCCACCATGTCATGG
CCGGTGGCTGGCACACTCATGATCGAGCCCACAGAGTCGGAGGACAAAGCCGAGATGGAC
CGTTTTTGTGACGCTCTGCTCGGGATCCGGCAGGAAATCGCAGAGATCGAGGAGGGGAGG
ATGGACTCTCGTATCAACCCGCTGAAGATGGCTCCTCACTCTCTAGCATGCATCTCCTCC
TCGAACTGGGACAGACCCTACTCCAGGGAGTACGCCGCCTTCCCCTTGCCCTTTATCAGG
CCTGAAACCAAGTTCTGGCCAACCATCTCAAGGATCGACGACATCTACGGCGACCAGCAC
CTGGTGTGCACCTGCCCGCCTATGGAGGCCTACGAGTCTCCATATGAGGAGAAGATAGCC
TCCTCGTAAAAACCCTCTCCAGCTTTGTCCCTGTGTCCAGCCTTCATGCAAAACACCACA
GCCTCACAGGCGACGTGAGCTCAATGTAAACATGAGAACCGCACTGCTGGAGGAAGACTT
TCCATTCCCGGTGGAGTGACATTTGTATTCTTGGGTAGTTAAGGTAAAAACAGGATGTAG
ATTTTTTTCCCCCCATAGTATGTTTGAGGTTTTAGCACCACATGAAATATGGTTGACTGT
CTCACAGTCCTGCAGGGTTGCATAAATGCATGCATGGAGGCGTCAAAGACGTGCAGAAAA



GCCGTGAGCACGCACAAATGGAACACTGAGGATTTGTCTGTCACAGCGTGAGGGGTGGAC
AGTGGGACAAGGCTCTGTCAAACTGTTTCAAAGGACCAAAAGATGCAGTTTTCCCATTTT
CCACAGCATTTCTGATTGGTTATTCTTTCAGTTCACAAACAGCCTCTGCGCCTCTGTCTT
TTTATTCCTGTAAAATAGCTGCCTTGACTTTCCTTTTCCTGCAAATTTGTGACAAATCTA
GGCGTTAAAGCAGGTAGTCTTTTTGTCCATGTCTCCTGTATGAAACTGTGGTAATGCTTT
GTGACAAATGTCAGGAGGATAGATAATGTTCTAAATTAATTTTCTAACCTGAAATAGCCT
TTTTGTCTGTTAAAGTGTATTAAAAAT
>CL3230Contig1
TTTTTTTTNTGCTTCTTCATGACCTTTATTCATATTTAGCTTAGTTTCTTTAAGAGGTTC
ATTGTGTTACACAGAGAAAATGCCACACAAGTAAATTTGATTCTTCACTTTTTCTCTTAT
CATTGTTAATTATATTATTCTTCCTTACAACTGCTAATGCTATAAAAGTTACACAGGAAC
TATCACACGGTTAACTAAGTTGTGAGCACGTGGGGACGGGAAGCTAACACTTCAAATACT
TTAAGAATAAAAAGAAGTTATGAAACCAAAACGAAAATGTCGTCAAAGCAAAACTTGACA
GACAACAGAAGACAAAATGAACCATTTTCAATCACACCAGCCTGCTTCACCCCTCAGACT
AAAGGCTCGCCTTAGTTTCCCGCCTTCTTCCACCCCGTTCCTCTTATCTTCGTTGGATCG
TTTTGTGCACCACGCTTTGACTCTTCTGTAGTCTCACTGAAAACCTCCACTGCCTCTCTG
TTCCTCACAATCCAAACATCACTCACTCTCCTCACAAAGGTTTGGGACGTTCGCTCTGCG
AAGAGTTAAAGACAAAAGCTCAGTCGCTAAAATTTGGCTTTTTCTAATTCATAAAAGCTG
CTAAAAAATCTGCTCCAATGGCACCAAAATGGCTCCACATCCAGGTTTCTCTTGTTGGTT
TAACGGTAACCGGGCAGTGTTAGGCTTTGTAAAGAAATTGTCCTCCTTCTGGAGGTGGGC
TTCACTGAGACAGAGATGCAGAAGGTGCATGTTTAGGGGAACAGACACCCGACTCTTGTT
TTGGCAGCACGCTGATGCACAGCCAACTTTGCGGATGTTTGTCGACAGCTTCACCCCGGC
CATA
>CL3231Contig1
GTTTTTATTGCAAAAACAACAGACAGCATGAATGATTAAACGGTTTAACCAATCCAAAAA
ATCTTATGACGTTTAACCAAAGTAAAATGGAAAGTCTAATCTATTTAAACATGCAATGTG
GATGAGACTCAGCTGTTCAACGGCAGTTTAAGATGTCTTAGACTTATCTTTGAATAATTT
TGTGAAAAGTACATCAATGGTCAACGTAAAGAACACAAAACTTCTGAAAAGCTGTTTAAC
ATACAGGATAAAACGATTGTACTGACTACGAAAACATGTTATAACACCCACAGAGAACTG
ACAGGGTCACTCTCAGAGATTGATCGGGGTAAATATCTACATATAAAACCTGATCCCATT
ATTTATTGAAAAAAAAAAAAGGATTAAAAATGTAGAATTTGAATTTCCAGCTTAATCTGA
ATCGCTGTCGCTGTCTGCCTCCTTCACGTCCACACTGAACTTGTACTCCTGATCACAGCC
CATGTAAGCGTCGCTCATGAAGTACAGCGTGTAGTTGTGAATGCCCATCGCTGGTGCCAC
AAAGTCCAGCTTGACCTTCGCTTTTTGTTGCAGAGTCAGCCTCTTGATTGAGATCAGGCT
GTTCGACTTCGGGTCTCCGATCACAACCCACCAGCCCTCCTCACGTTTCTGAGGGAAAAG
GGGAGCGACGACAGGGCCAGTCACCTCCTCCTCACGCTCCAGCTGAACCTGAACCAGAAC
TGGACTGCCACTCTTTATGTTATCCCTTTCTACCACTTCATACGCGAGCTCGATGTTGGG
GTAACGGTTACAGAAGCGAGCCACGTCTGCCATCTGAGCGTCTGTGAGCTGCAGCAAGCC
GCTTCGGTCTTCATCCTCCATTTCCATTATGTCAAATATACTCTCCACACCCTTGTCAGT
ACAACGCTTGATGTGCTCTGAGGTGAAGTAGGGCAGCTGTTTCAGGTAGGAGTCCTTGGA
CCACATAGCCTGGGTGACCATCTGGGCCAGCTCCATGGCAGCCAGCGCAGGACTGAGCCA
GCCGTTACTAGACAGCACGTCCACGCAGGCCTGGATGAGGCGGATCGCCTTGCTCAGGAT
CTCTTCAGTGTCTGACTGCAGCTCTGCGCTCAGCTGCATCCTGGAGAGATGAGCTTGCAG
CAGCAAATTCGTCTTCACGTGGGGATCGTTGAACTTCGGGTTGTTGAGCTTGTGGGGAAC
TTTCTGTGCCAGCTGTCGAAGAAGTGTGTCCTCGTGGTGCCTGATGGGAATGTTTTTATA
CTCAGCAGCATTGGAGATGATTTCAATTAACCCGCGGATCTTCGTCTTTGCGTTCAGAGA
CATGCTAAACAACTCGATGGTG
>CL3232Contig1
CGGCACGAGGGGATTATTGACTGTCTCTTCAACACCGTAACTGGGAAAAAAATCGCATTG
CTGGGCTTCTCGTTCAAAAAGGACACTGGCGACACCAGGGAGTCGTCTAGTATCTACATC
TCAAAGTACCTGATGGATGAGGGAGCCAAGCTGTTCATCTATGACCCCAAAGTTCTCAAA
GCTCAGATCATGCTGGATCTCTCCCAACCCAGCATCTCAGGAGACAATCCAGAGAGAGTG
TCAGATCTGGTCACTGTAACATCAGACCCATACGAGGCCTGTCAGAGCGCGCACGCTCTG
GTCATCTGCACCGAGTGGGACATGTTTAAGGAACTGGATTATGAGAAGATCTATAAGAAG
ATGCTAAAACCCGCTTTCATATTTGATGGGCGAAGAGTGCTGGACCACCTCCACGCCCAG
CTCCAGCACATCGGCTTCCAGATTGAGACCATTGGGAAGAAAGTGGCAGCAACACGAATC
CCCTACACCCCGGCCGCTGCTTGTCCTCGCATCGCCGCCACCGAACCTCCCACCAAGAAG
GCAAAAGTCTAAAGCCTGGAAGCTTTTTGCCTTTAGAAAACGCAGCACATTCCTTTTATT
TTCATGCATCTCAGTGTAACAAGCATGGCGATCAGAGGCGCAGACCCGTACAGCCAGCTG
GATGAATGCTTGCAGTGGATGAACGTGTGGAGCGCCGTGTCACACAGAACAAGCGCTTCC
TGTCGTCGTGCAAATTATGTGATTTACACCACAATCATGTATTCAAGGCAGAGTTTTATA
CAGTTTTTAAAACTATTTTTTATAAAACACTTGACCGCGTCTTAACTTTTGTCTTATTCA
TTCAACTGTGAAGGGGCCAATGCAATAAAAT
>CL3233Contig1



ATAGCGTGCGGCGCCAGAGCTGAGCACATTTGCCAGTATATTTACATGTCCGCTGTATTG
GCTGTGTGATGCATTCCTGTGCCGTGATGTAGCGTTCGTCATTTCAAGAACACTGTGAAA
ATTCGTCTCCAAAGGCTCCTGATGTTGGCACTTTAATTGAAGGTCACTGCAGCTCAAACC
ACAGTTTTCACATCCATCCTTTGTTTTTCTAAACATTACAATGGAGTTTAAGCCACAATG
ACTCTTGGTGGTGTTGACTTTATGAAGGAATTAGATCCAGACGGAACGTGTTTTATAAAT
GTTAGCACAAAAACACCGCAGTAGACTTTTACCTCAGCTGGATCTTGTGTGTGTTTTCTT
TCTTTTTTTTTCTTTTTAAAGCCAGTCACTGGGTTTTCAGATGGCAGAAGAACCAGCTCC
CCGTCACTGTGATGTCCTCTCGTCAGTCATGAGCCTGGCTGATCATCAGAGACATTCAGG
CACTGATCTCCTTGGAAAGAAAAGTTGCCTTAGACCGAAACAATCAGGATCAATCTAATG
AGGGCTATATCAAAGTGCAGAACAGCAGTTTGTCTTATGAAAGCCTCCAGATTTAAAAAA
AAAGCCTCAAGTTTTGATTTCTTTTTCGGTGAGTTGTAATTCTGCATGCATGTTCTAAAT
GTTTAATCTTAAAACGAGCAGGAGGTTGGGACAAAGTAACGACATGCATACTGCCAAACT
CTTTTAAATGATGAAAATGTCCCAGAAGAAGACAGGTTTCCGTTTGGGAGGTGTCCTTTG
CACCAACTAAAAGACTTATGTTGCATGTTTAAAAAAAAAAAAAAAAGACTCCTCAAAATG
CAAACTCTTTGTGGTGAACTGTTAGTGTTTTCTGTGTCTTACTTGTGTGTAGCACTTGCA
AAGGATCTGGGAAAATATTTTTGTCAAAATGATGATTGAAAGTGGCTCGTCCAAATGCTG
AAAAGACAGGAAACGTGACAAAAAGTAATGATAATAAAAGCTTTTTCAAA
>CL3234Contig1
CTTTGCTTTTTTTTTCAGAGAACACGTGAGGACTGAACCTTTTACCCACAGATACCAAGA
TTGATGACAGGATGTTTCAAACACATTTTACAGAGTTGCAATGTTCTGTGAATTATTAGT
ATGTAAACCTCAGTACATAAAACTAATTTAAAAGGTGAAGTAATTTTTTTTTTTTTATCA
NTANATAAGGNAAAATAAAANAAATTCCNCANTGAAACAGTTGGAAAAAATTCNCTTGAG
GNCTATCTNAGGTTTANCCAAATTATAAAACATAATTNCNCACATTATTTTTCTGNAACA
TTTAAAANGTATTACAAAGGGNCNCCATACNTTACANCAATGTCAAAAACATGGAGNATG
TTCTACAACTCAAAAACNATTTGNGCAAATTTAAATAANCCCAAACGGGAAAANACAAAA
ACNGAGTTTCTGCAAATGNGCTAAAATCCCNCCNGCTGTTTAAATGCAAATTTCANGAAT
TCAACTGAGGTTANAACTTTNGGNA
>CL3235Contig1
ANAGCTTTTATTTTTACCCGTTAAAATAAGTCAAGAGGTTCACGGGTTCTGCTGTATAGC
GAGTAGGAGGCAGCGGATGGACACTTTTACAACCGCTGATCACAGTGATTCATTATGTTG
AGTCACATAATTGCAGACTTCCATGTAGTAAAAAAAAAACCCAATGCATTTTCAATCCTC
GCTTTTGTTGAAGTGTCCAGAATAAACACTCATCAGGGACGCGGTGCTAAAGTTAGCTGC
TGGTGATTGAACAGGGGCTCTGTCTGATCAAAGGTGGCATCTAACTGAACTGCTGGCATT
CCTGGAGGTTCAGATGACTCTGTTGATTATGGAGCCTAACTGGTCTATCTGGCACTCCAC
CACGTCTCCTTTCTTAAGAAAGACGGGCGGTTTCCTGAACACGCCCACACCTGGAGGGGT
GCCTGTCAGGAACACGTCTCCTGGAGTTAGCGTCACAAACTTTGAAACCCATGAAACCAG
CTCTGCTGTCTTGAAGATCATCTGATCAGTGCAGCTGCTTTGGACGACATCTCCATTGAC
CAGACAGCGGATACCCAAGTTATGAGGATCTTTCACAGCGTCCGAGGTCACCAGGGCTGG
GCCGAGAGGACAGAAGCTGTCAAACGTTTTTCCCAGCAGCCACTGCTTCCCATTGCGTTT
CATCTGCCAGTCACGGGCGCTGACGTCGTTGGCCACAGTGAACCCGGCTACATAGGAGAG
AGCGTCTTCCACCTTGATGTGCTTTCCTTTGCGTCCAATCACAAAAGCCAGCTCCACTTC
CCAGTCCACTTCCTGGCTCTCTGAGGGCAGAATGATGTCGTCATACGGCCCAGTGATGGC
GCTGGGGAACTTGCTAAAGATGATGGGTTCTGTGGGAATGGGGGCGTTCTGCTCCGTACA
GTGGTCCCGATAGTTCATACCCACACATACCACCTTCTCTGGGCCCAAAACGGGTGACAG
CAGCTGAACGTGTTCTCGATTCACCACGCACTGACCTGATGCTAATGCTCTCTGTGCACA
CTCTAGTCCTTTGTCCCCCATCTCCAGCAGCTCTCTCATGGTAGATGGCATGGAGGGGTC
AAAGGCCTTCAGGTCCACTACACTGAGCCCCTCGCCCTCCTCCACCCCCACTCGGATGTC
TCCTCCATCCCCATGGCGACAGAACTGAACCAGCCGCATCGCTGCTCCGCTCAAGCCTCG
TCTTTGTGCAGCAGCTGCTGGTCTCTGACAGATGAACGTCTTCAAGATGGACAATGTGTG
AGAAGCAAATCTCATCCGCTTCCCGACACTTCACATACACGAACGCCTTTCAAAACCACG
CAGCGCTCCAACACACAAGTTAAGCGACCAAATCCACAGCCTCTGCT
>CL3236Contig1
TTTTTTTTTGCATTTTTAGGTTTTTATTGAAAGTCAGTTTGTTTTTTCACATAAACCAGN
ATTTTTACAAACAGCTTTGCTGAAGATCCAAATTCCCCCAAAACTAAAGGAGTCATTTAT
ACTACATTTGAATTTATCAGCCTCAGTAACCATAACTTAACCATATTGTTGCAGACATTG
CATTGCAAAAGCTGATTTAGAGTTTTTAGGTCATTATATAATTACAAGCAAACAAGTGTG
AAGAAATGTTTCCGTACACAAGCATACAGTATTTACAAGCTTTCCTTCCATGACACGTCA
ACCTCACTGACTGGTTTGCTAACTCAACGTGATGGACAGTCTTTTTCAGAGAAAAAACAA
TGCTGAGTGTTTTAATGTGTCCACTTTACAGTACAAATCCAGCAGATCAGAATATTAAAA
ACAATGCACTCTAAAACTGAGTAAACCCAATAGGCGGCTTCAACCAGTGGCGTGCTGGGT
TTGGTTAAAGAAAACTGATTTTTATATATGAAGTTGAAGCAGGTGAATAGAAATGAGAGT
ACATTAGGGGAACATTTGGTGGTCTTAACATTTTTCCATCTTTGATGGTCCACTTCTCCT
CCTCCTCCCTCCCAGTGCTCGCAAATCAATGCTTTATTTATTGTCCATGGATTCTGGGGT
TTTGGGCTGAGCCACACATTATTTAGAAAGCTTCTTCATTCTCTGATCTAGTGCTGCAAA



GTTCTCTTCAATAGCCACCAGGTTTTCCTTCATCGTCTTCTGAACCTGTGTTAACAGAGT
GCTGTTGTCTTTCAGAGAGTTGTTGATCATGTGCTGAGTGGTGTCCAGGTGGGTCAGCAG
CTGGCCGAACTGCATGGCTTGTTCATGCAGCTCCTTCACAGCCACCAGCCTCTGCACCAC
CTGTGGTATGGAGGTGGAGACAGCGTCCCACTTCTGAACCACATCATACAACTGCGACAC
CTTGTTTTGTGTTTCAGCATCTTCAATTGCTGCTTTGTGTTTCGCTATCTCGTTCATTTT
CCCAAGAACACTCTGCAGTCTTGCCTCCACTTGATCCAGAGTGGCAGAGTCCAGAGCGCT
GACTTTGGCCTGCAGGATCTCTATAGTGTCCATCAAATTGACTCCTTGCAGACCAGCATT
CAGAGGTCCCTGCTTGTTTGATCCTGAGCCAACAGCAATCTCCAACTCAGCCAGGCGCTT
CTCCAAGTCTGTCATCTTGGCAGATTGATTGAATTTCTCCTGCTCCGGTCTGCTGTGTAA
CTCGTAGAGCACCACTCCGTCTGGAGCTTTTGCCGAAGCAGCAGCTTTGCCGTCTCCTGC
GGTGCTGCCATGCGGGCCTTTCGCCACTTCCAGCTGAGTGAGCAGACGTCTAGCAAGAGC
TCCATCTGGATCAGCTAGGTTGATGTGTGCCTGTGGTCCCAGCAATGTGTCAAGATGGGC
AGACACCAGCTGTTGTTTAAGCTGAGCCGCCTGCTGTGCAAGAACTACTGGCGTGAGGCG
CTCCTCTGCGCTACTTTCCGTGGCGGCAGCCTGGATGGCATCCACCTCCTGGGTGAGTTC
CTGGATCTCGTTCACCAAACGCTGATACTTCTGTTGTGGCGTCTCCTTCACCCCACAGCC
CTCGCCAAGAATTTCAAAGTTTCCAGACTCATAGCCCACTCTTCTGCTTTTGCTGATTCT
GTCTGAGAAGTCAAGTCCTTTGGTGTTGACATGCTTGTCCTTGAACTTGTCATAGGCTGC
ATTGGGGTTAACCACAATCCTCTCAACGCTGTCACTGCAGAGCTCCTCCGACTCAAATTG
AGCCTGGTCATCTTCCGGAAGGTCACCTGTCTCATAAACGTCCGGCTCGTTAAATGCAAT
TCCAGGTAGGTTTGCGTATTTTGGATCAGCCATTGTCAACACAAAATACAAACGTCAACC
GAGTGCCAATAAATATATTTAAAGTTCTTAAAATTAGTAAACTGTGCACAGACTAAAGAG
CTAATGAACGATGAGCCAGCAGTATCCACTGTGGGAGCGTTGAAGACTTATCGCTAGCTT
GATGTCCCCGGCCATA
>CL3237Contig1
TTTTATACAAATAAAGTTCTTGTCCATGTCAAAACCTGGGGGATCAAAAGTAACAAAGTG
TGGTTCCATGCCAGTGATAGATTCACTGATCCATCTCTGGTACCGGGACACCTCGGCGTA
GACTTTAAGAGGTCCACAGGTGTGTTGGAAACCTTCAACTCCAGCTAGAACCCATTCTTT
ATCGCCTTTAATCACCAGGGGAGATCCTTGAAATACCTCACACGCATCGTATCCTTCATC
TCCCAGTCCAACACACATCTGCTTGTCTGAGATTTCCTCTCCTTCATAGTCACAGTTGCA
CTGATTGTTGCCCACTATTGATGCTTTGACCTTTTGCAGAATTGTTTCATTGTGGTAGTA
ACTGTCAAAAACAGTGACCCAGCTGAGAGTCCCATTATGGAAAGTGCTTCTTCTTGAGGC
CAAAGCAATTGGCTGGATGGCCTCTGAAAAATTGACTGGAGCCGACAACAGGAGGAGGCA
AATGCTGTCTTTAGAATGGTAGTCATGCCGATCACTGTAGCAAACCACGTCATCGATTGT
TCGATTTTCTTCGTGTGGGTTTTCGCCCAACTGGTTTTGTGCCCCCAGGAGGGCTACTGT
GTTGTTGGGTCCATAATTCGCCATGCATCTGCCTGATGTGAGCACCCACTGATCCGTGAT
GAGTGACCCCACACACTGGAGACCATCGTCATTGAGCAATATGACCTGCCAGGGTGAAGC
TCCTGGAGAATCTTTTTGACCACCATAGTTACTTGAATAAAAACCTGGAGACAGAAGAAG
GGTCATCAGAGTGAACCTACACACAAACTGTTGAAGAGCCATCTCAAATATCCCCCGGCC
ATA
>CL3238Contig1
GAGGCTCGTGTTCACTCGGCATTCATCGTTCACAATCGGCAATGTGAACATGGCGATGAT
CAGTGTACGAAACTGTGCGTCCTTGCCTTCCTTGTTTTGCAGCAGGCTATTTAGACCGGA
GTTAAAGTCACTTTGCTCATACCACAAAAAGGTGGTTGACCATTATGAAAACCCGAGAAA
CGTGGGATCTTTGGACAAAAACTCCAAAAGTGTGGGGACAGGTTTGGTAGGTGCACCAGC
CTGTGGTGACGTAATGAAACTCCAGATTCAAGTTGATGAAAATGGAAAAATAGTGGATGC
AAAGTTTAAAACATTCGGCTGTGGGTCGGCTATAGCCTCCAGCTCCCTAGCAACAGAGTG
GGTGAAGGGGAAGTCGCTGGATGAAGCTATGAAGATTAAAAATTCAGACATTGCCAAAGA
ACTGTGCCTCCCTCCAGTCAAGCTTCATTGTTCCATGCTTGCAGAAGATGCCATAAAAGC
AGCGCTCTCAGACTACAAAATCAAACAGGACAAGAAAGAGGAACACGCCAAAGCCAGCAG
TTAATTCTTTTCCACGTTCATCCTGGTGAAAGAGATATCCTTGATCTGAAGAAAAAAATC
CTTCACAGAAATATCGAGAGCATCACACCCTTTTTGGAGGACTCATGCGCCACATGATGC
TATTTTGCAGCTGTGATTTTTGTTTTATGACCTGGACAATTACACTTTGGCCTCTATTTT
TGGTCGGATTGTATCAAATGTGGGAAGGTCATTTTAAAAGAACTATGAAGAAATTATCTA
ATTTCTTTATTCAAGCATTTTAAAGCTAATAAATTATTTCCAAATTGAAAAAAAAAAAAA
AAAAAAAAAAAAAAAACAT
>CL3239Contig1
TTTTTAAAAATNAATTTATTAATTTTTGTTTNAATTNGGTNAACAGCATACAACTCTCAG
GGCCCAAATCTCACGGAGAGCAGAAAAGTCAAGGAGCATGAGCGCTCAAAGGAACCGGGC
CAGGATCAGTGCAAAAGGAAACGGTCCGTCTGTCTGTCTGTCTGTCTGCAGGAGGGAAAA
CGGAGCAAATCCACACGGGCAAAACACAAAGAAAACCCCCTCATCTGCTCAACTAAGAAA
GTAATGTGAGGAGAACACGGCAAACCTACTGCAGAAGACCCGTCCTCAGAGGAGGCCCGC
CAGGAACTCTATGGATCCTGACGGGATCCTCAAGTCCACGTGGAACAAGGAGGCCATGAA
AAGCTAAGAACTGGGGCTGACGTTTGGGTGTGTGAGCATCAATGCTCAGGGTTCCGCTTT
GGTCACAGCTCTATGGCTTCAGATGGACATCAGAACCATCTGGCTCGTCTAAAGCACTTG



CTGCATCTCTGGGTTTTGGTCCCAATCTAATCCTGCAAATGAATGAAGCCAAAGTGAGCC
GGAGTGACGGACACCGCCTGCAGCGAGCTTTCCTGCCGACTGAAGTCTCCAAACAGAGAG
GACGACTCCAGAAAGCCCCCACGTCCTGCCGAGGGTTAGCTCAGGACGGGACACAGCCAC
CAGTTAGATAAATCTGGAAATCTGTCAGAAATGTGTTTGCAGTGAAAAACCTCCCACCAA
AGACGACAGGAAAACCCCTTTCAGATGAGTCCGTCTTTCAGCATCGCTGCTCTCAAACGT
GCAGAAGAAGCAGACGAGCAGAAAGCAGCACTTTTCAGCTCAGGGGTCTCAACCGCTTTG
ACCACGGCTAACAGCTCCTCGCACTGCCTGACGGCAGAACCCACAGGAACCCGGCCCAGG
AGAGCTGCAGAACCACCGGCATGAGAAGAACCCCAGGTTCTGCAGGAAGAGGAGATCTGC
CCGTTTCAAGCAGCAGTTGGATTTAAGCTTTCTCTGGGCTNGTCGTCAGGGAAACAGAGG
CTACATTTCACGTCTGCTGAAGTCAGAAGCATCCAAACCGCTCGGAACCACTGAAAGGTC
TGATGGGAGAAACCCACTGGACCGGAAGCAGCTGCTGTTTGCCCCTTCTGGACCTAAATG
TGGCTCTGCCAACAGGAACAGTGAAGCTGTGCAGGGGATTTCTGGTGGAGCTGCTGGCAT
TCTGCGGGGGTGTGGGGTGTGTGTGTGTGTCTGACTGATGTTGGTTCTGTAGGCCTGTGG
GACCCTCGTGCCGAA
>CL3240Contig1
CTGTGAATGCACCGCCTCCTTNAAAACTTTATTTAGACAACCCAACCGCTGCGCCACGCA
TCTGCATGTGCACACAAGCCCCGCCCACAAATAGCATTGGCTGCATAAACCTCTTAAATG
TGTGATTATACATATAGACATGTTAGTGTGTGGGGAGGGGTCAGATGGGACACCAGCCGT
CTCCCAGCGCCTCTTTGGCTCCCGTCAGGGTCTCCCGCTTCACACACTTCCAGTAGCCGG
AAACCCCGCTCTGCGGCTGCACCTTCAGGCCCCGCAGCACTCTGTCCGTCATCACCGCCA
TGAACTCCTTGTGGCTCAGGCAGTCGTCTCCGTCCATGTCGAACAGTTTGAAGACGGTGT
CCAGCACGCTGTCTGACAGCTCGTGGCCCGTGGCGATCTTCACGGCCCGCCGAAACTGAG
CCATGCCCACAGGACGGTTGGCCCCGGTGACCATCTTCATGGAGAAGACAAAATCCTCCA
GGTTGTTGCTGAACAGGCAGAAGGCTTTGAACTCATCGAAGGTGATGCTCTGACCAGCAG
GGATTCTTTTCCTCATATTTTCCCAGTAGATCTCATTGTCTTCTTCGTTGGTGTAGTGGA
GCAGCCACTCTGCAAAGTCCTCTCTTCTCATGGTGTCCATGCCCTTGGAGAACTGCAGGA
ACTCCATCTCCTGGACCTCGGCCTGCAGGTCCTCCATGAACCTGAGAAACTCCTGATACT
TGAGTTTGTTTTCCCCTCTCTTCCCAAAGAAGTAGGCCTGCAGGGATGTGCTCACAGCCT
CGCTGTTCTCTGCTGCTGTCTTTGCAGTGGCAACTCTGGCTTTGCTGCTGCCAATAATCG
TCTTCAGCTTCAGGAACTCCTTCTTGTCCACCTGCTCGTTTCCGTCCACATCCAGCATCT
GGAAGGCAATACGGAATCCCGTCCTGGGCTTGGTCAGGATGGTCAGCAGGAACAGGTACT
CTGTGTAGGAAATCAGACCGTTATCGCCCCAGGTTCTGAACAGATCAGTGCCGGCTCCGG
CTGCTGAGGCGGTGCGCAGCATGCTGTTCACCTCCTGCGCGGTCAGCACCCTCTTCTGCA
GCTTCCGGTCCACTTTCTCCAGCATGACGGAGAACAGGAAGTCTCTGGGGGTCATGTAGG
GCTCCTGCTCATACACCACCGAGGCGAACTGGATGAAGCGCATCTTTCTGGGGGACATCT
GAGGAGCTGGAGCTTCCTGCTCCTCCGCAGCGTAAACGGTAGACGGTCTCTCCAAAACCC
GACAGCGGTGATAACAGACGAGGCCGGTTCCGAGGACGGAACCCACTACGGCGGGAGCTA
CGGCTCTGCGCAGGGCGGCCGCCCTCAGGGCCCGGGTCCCCCCAACAGCGCTCCTGAGCG
CAGCAGCCAACCTTCTCCAGGAGGACATTTTCAGGAAGCTACGGCTAGC
>CL3241Contig1
TTTTTTTTTTAACCTCAGCCTCTGTGATTTTTCAAAGGAAAAGGATTCTTATTCTACATT
CCTACTCCTCCAGAGTTTCGGTGACTTCCACCAACAAGCAGCTTCTCCTGAAACCAGCTC
CAACCAATGAAAATCCTTCCTCCAGCTCTTTGCAGTCTTATCAGTACATCACTGTGGTTT
TCAGGAACAGTCTTCCATCTTGTATTGTCCTTTCAGCATCTGTTCTTCCACTGCTGCGGT
CACTCTCCATCTCAGGGGTCAGAGAGTCGTTGAGCGAGCGCATGCTGTCAGAGGGAGACG
GCTGCTTCAGGGTCTGCTCGGCCTGCTCCCTCCTTTTGGATTCGTATTCCAGAGCCTCCT
GGAGTTTCCTCTTGGCCTTCTTCTCCTTCTTCAGACGCTTTTGGATGATTGCTCTGTTCT
TCTGCTCCACGGCGAGCTGCTTCTCCAGGGTCTCCCTGAGCTCCCTCTCTCTGAACAACT
CCATCTTCAGCTCCGTCTTCTCCAGCTGCACCTGCTTCTCCTGAGCTCGTGCGTTGTCGA
TCGCCACTTTGAGCAGGCCCTGTATGTTGGTGAGGAGAGTCTCTATTGATGACAAGCCAT
CTGGGAAGAGAAATGGCGAGGGGAAACCTGGAGGCAGGGCCTGTCCAGCCAATGACAAGC
GCTCATAGCTGTCGCGTGCTGTCGGAGTGCACAGGGGGTTGTCTTCTTTGTCGGCGTGCA
TCCTCTTTACTTCATGGCTCATGTCGTGGGCCAGGTCCCCCTCTTTGGGCCCTGGAGCGA
TGTTGGGGGAAAGGCCTAGCAGAGCTTGGTTCATGGACAGGCCATTGTGATGTATGGGTA
TCCTGTCCGAGGAGCTTTCTGTGTGCGCCGGGGAGCTGGACACGCTGCTGCTGCGATGGG
ACGATGGGTGACTGCCCGGCCTCCTGCTGTCTTCTAGGGAGGGGGCAGGGGAGGGGCTGT
CCGGCACACGCTCCTGCAAACCCAGTAACTTTATAACAGAGGTGACCATTCTGGAGGGGA
GGCTTTGGCCCTGTGCTGCAGCAGCCATGTTGGCAATGGTGCTGAGGTGGTTCATCTGGC
TCATCGCCATGGTGACAGAGGCTGGGGGCAGGCTGACTGGAATCAGGGGGTGTGGCATCA
TCATGAAGGGGAGTTCCAGGCCGACACTGGAACCGAGGTCTCCGTTCTCCCCATCGGCCC
CGTGGTGGTTGGCGTTGCCGTGGTAGCTGCTCATCGCCTCCAGCTTGATCTTCTTGACCT
TCATGGCCTCTGCGATGGCTGCGTTGGCAGCTGCCGCCGCGGCTGCTGTCAGGCCTGTGG
GAGGGATCATGCCAGGTGACATGAGTCCGGGGACCGAGTGGGGCATGATGTGGGGGTTCT
CTGTTGACGTGACACTCTGGGTTCTCTTCGGAGGCCGACCGGGTCTGGAGCTGGCGTTGG



TGCAGTCGTTGTACAGCGTCTCAAAGTCCTTTCTGGAGATGAGTTTGCAGCGGTTCACCC
CGGGTTGGATGGCGCCGAGCCCTCGGAGGATGCGGACCTGCTCCACATTGCACACCACCG
GCGTGATCTCCAGCCGCTTCAGCTTGGTGTAGACCGTGTGCAGTCCGCCGACCAGGTGCT
TCAGGAACAGGTCGAACGCCTGCGGAAGGCAGATGAGCTCGCAGCCGTCCACGGTGAAAG
ACGCCACCTTCGCGCCGCGCAGCTCGACCATCTTACACTCGTTGTTTTGCGGTATGTTTT
CAACAGGCGACGGGGTCGAGTACACGGGTTTGCTGGGGGGCAGCGCCGCGGTCGGGATGC
CGGGGCTGCCGGTGGCGAGGAGCTCTGATCTGAACAGGTTCTGTCCGGGTCCCGATGGGG
GGGCGAGGGATGGAGACGGTGATGAAGTTGTCGACGGCGGGGACGTGGTGGCGGAGGGAT
TCGAGATCGGAGGCGGCGGGACCAGGGGAGTCGGTGGGAGCAGAGCAGCCGGTACGGCCA
TGGTCACCTACAAGAGGGGGAACAGAGCAGCCGAAGTTCAAAGTAGAAAACCCAGCCTGC
CGAGACTCCGTAAATGAAAGAATCCACGAGAGTTTAGCTCCTCTGATAAGTTGAGAAGTA
GAAAAAAAAAAAAAAAGAAGAAGAAAAAAA
>CL3242Contig1
TTAGTACTTTATTGTTGTTATTTGTTCGGTTCAGAATGTTTTTTTGCACAAAAAGCAAAC
TATGTGTTATGTGGTGCTTCGCCGCTTACCCAGCACCGACCTCGAGAAGGTTCACGTCTT
ACCGCTCGTTTTAGTCCAGATTATGAAGATAAAGTTTGTTTTAAAGAAGCTATTTGACCA
GAACTTCTTTTTTAGGTGTTAATTATGAGTTCTTAATGCACACCCAGGAGCCAATCAGAA
TCGAGTATTCACCCAGACCGTGGTATAACCAGAATTAATCCATACACAAGGATTACGGCT
TCTAAATTATCTTTCAAGTGCAGAAAATACGGTAACCGTTTAATGCAGTTTCCGCTGTCT
TCTGCGCGTATCACACAGGCTGATATGGCAATGACAATAAATTCATTCATCTGAATGAAT
TCTGTTCTGATCCTTTCCCCTCAGCCTTGACACATTACTGTCTTTTGTTCAAAGCCTCCG
GAGAACCATGACCTCCCTTCCAGCTCTTCTCCTCCTCGCCCTGGGCCTGACCGTGGCGGA
GGCCCAGTTGAGGCTCTATAACCTGCGAGCCAGCGACCTCCCTTCAGACCTCCTGGGAAC
CTCAGACGGCTACGTCCAAGTCTACAGCGGCTCCACGTATTTGGGTAAAACCGCGGTCCG
CAAGAACGACCCCGACCCCTGGTGGGAGGAGGAGTTTCAGCACTTCAAAGCCAAAGAAGG
CGACGAGCTGAAACTGGAGGTTTATGACCAGGACCTGCTCTTCCACGACCTGGTGGGAGT
CTGCCAGAGACAGATGAAGCTGGGCACCCACACGCACGACTGCTACCTGAAGAAGGGAGG
AGTCCTCACCTACACCTACACCCTCGATGATATCAATCAGTAGGCTAGTGGGCCGTCCGC
CATGAGTCATGTGACGCTTCAACATCCTGTCAGGCGTCTGTTCAGCTCTGGTTTCCTTGA
ATAAACCTTCTTACTCTGCCAAAANAAAAAAAAAAAAAAAAAAAAAAAAACTT
>CL3243Contig1
TTCGGCACGAGGCAAAAACATGGTTGAACACGGGGACGTCCGCGTGGTTCACAAAGGTGG
CAGTAAAATCAACTTCAGGGAGCCCGCTTTAAGCACTGACTCGAGGTTCCTGTTGTGCGC
CTCTGGAGAGAGTGTGAAGGTATTCAGCACTGCAACAGAGGAATGCTTACACGCGTTGCA
AGGACACACCGACTTGGTCACAGGTGTCCTCCTCAGACCGTCCAACCATCTGCAGGCTTA
CTCCTGCTCGCTAGATGGCACTGTCAGACTTTGGGACTTCACAGACGGCATTCTCATTAG
GACTTATTCTATTGGATACCCCATTTATGGAATCTATGCATCTGCAAAACATGAAGGTGT
CATCTTTATTATCACCCCCATGCACACGGACACCAATTCTGAGTTATTCCAGCTGGTTGC
AGTACATCTGCCAGCTTCCTCTGCTCCATGTTTGTTCAGTCTCTGCTCATCTCCGTCAAT
AAGCCAAGTGAACAAAACAAAGAGAAGGAGGAGGAAATGGAAAGCGAGAAAGAGGAAGAG
GATTCCGATGGGGAAATGGAATCCAGAATCTCAAGACCAGAACACATGCCGTCAGGGGAA
TCGGGGTGCGCTGCCCCCGCCTTAACAAAAGAAGAGGTTAGGGAACTCAGGAGACTCAAG
AAACTTGATCACAGTTGGATGAAAGGCCTTTTAGACCAATGAAGAGCCAGCGAATGTGGA
AGTTTGTCACCAGCCTTTCCAAGATTCTGTGTGGATTGTTTTTTTTTAGTAACGGAGGAA
AACAATTCTCATAGGATTAGATGATTGCAGGCAAACACATGTTTAATCAAATGATGATGT
GCTGCTTTGGCAGAACTGTGTTAAACCCCCAACAAGTTTGATTTGCTTTCTATGCAAAAA
CAAAATAACTTCTGGATTGCATTGAGGATCCTCTGGACTTAACATTTGCATCACTATTTT
CTAAAGCATTCCTGTTTTCAGATTTGTTTCAGTCAGAAAAGGAACTCTTGTGTCATAGTT
TTGTTTTTTTACCTCTTTGCTGGTTCATTATTCTCTGTTCCTGCTAAACCTGAGCAAGAT
CAGCGTAAAAAATGTATCCACAGAGGAAATAGACCATTGTGGTAGAAATTCATTCTGCAG
AGAAGCTCCACACAACTAAACATGATGCTCTTCCGTTATGAAGATGCAGGATATTATTTC
TATTTCCTAGTATTGTTACTGCAACATTTTTTCCATCTGAAGTTGCATTTTCTTTTTTTG
TGTGTGATTTAAGCTTACAACTATTTTGACTGAATTTCACCATGCCTCCCCCCTCCGTTT
CATATTTTCAAAGTCTGTTTACTTTCGAGTTAGAGAAAGTCCAAGGCTGAGGTTAAACAT
TGTTGCTGTTGTGAGAACGCATAGCTGTGTGTAATGTTATTTTCATACATACAGATATTT
AATAAAAACATTTTCTAAAG
>CL3244Contig1
GGAGTCCGCCAAAATGGCTCCACAGTCCATGGTTCGAGTGGGGCTTCTGGTGTCGTTCTC
CGTTTTCCTGACGGTGACGTTGGGATTCGGACTACCGGCCCTGCTGAACGCAGTCATGAG
GCTGCTGGGACTCCCGGAGACGAGCGTGACCGAATGCATCGTGGTGGTGTACGCGCTCTT
CGTCCTGTACGTGGCGATGCCCCGGATCCCGAGAGGATCCGTTGAGGTGAAGGGCAAAGG
TGTCCTGATCACAGGCTGTGACAGTGGATTTGGTCACGCGCTCGCTAAGCATCTGCACAG
GCTGGGCTTCACAGTGTTTGCCGGATGCCTCCTAAAGGATAAAGGTGGAGAAGGTGCAAA
GGCGCTGGAGGAGTTCCATTCTGATCGCATGAAGGTGCTCCAGCTGGACGTCTGCAGTGA



CGGCGAGGTGAAGGCGGCGGTGGAGTTTATCAGAAACAACCTGGAGGACTCTCAGAGAGG
TCTGTGGGCCGTGGTGAACAACGCCGGCGTGTCCACGTTTGGAGAGGTGGAGTTCACCTC
TGTGGACACCTACAAACAGGTGTCTGAGGTCAACCTGTGGGGAACCATCCGGGTCACTAA
AGCGGTCCTGCCTCTGATCCGCAGGGCCAAAGGTCGTGTTGTCAACATCGCCAGCATGTA
CGGCAGGATGGGCAACATGATGCGCTCTCCATACTGCGTATCCAAATACGGCGTTGAGGC
CTTCTCGGACTGCCTCCGCTACGAGATGAAGTCCTGGGGGGTCAAAGTGTCCGTCGTCGA
GCCGGGGAACTTCATCGTGGCCACTGGCATCCTGACCCGGGACGTGGTGGCCACGACGGC
GAACAAGCTGTGGAGCGAGGCGCCCCCGGATGTGAAGGAGGATTACGGGAAAGCCCACTT
CGAGCACCTCATGGCGTTGATGCGTTCCTACTGCAACAGCGGGCAGAAGGACGACGCCCC
CGTCATGGATGACATCACAGACGCCATCGTGTCAAAGCGGCCCTACACGCGCTACAGCCC
CATGGAGCCCCACTGGTGGATCCGAATGCAGATAATGACCCACCTGCCTGGTGCCATATC
TGACTTGCTGTACTTCTGAGAGGACGCTGATCCAAATCAAGCGTTTCCCCCCCTTCCGAT
CCGGTTCTACAGCATCAGGCGGATCCGGCTTGATGTGTAATAGGACTGAAATCACTTAAA
AGATGGCACTTTGCTTTTTATCTATGCAGATCTATTCTGAGAAGTAGTCACTACTGTTAG
CAGCTCTACGACGTGCTCATAAATTCAACACTTCTTGCTGTGATACTATCTTTGAAAAAG
AATAAGTATTTGTGTGCTCATCCTTTTATACTTTTTATTTTTCTTGCCTCATGGGATCAT
TTGGAGAGCCGCTGGCCTCGGGACCAAAGCTGAAAGGCTCCTGCTGTTCTGTAGTGAATC
GCCCCGGAACAAACGGAGGTCAGCTACTGAAGAAAGAAGAAGAAAGAAAAAAAAAGCCCT
GGTGAGATCTGGCCAGAGTCACCCAAACGTTACATAAGAACACAAGAACAGTTTGTATCG
CTGGCTCCATCAGATCTGGCTTGCTACTGTAATATATTGGGGAGACATTTCTTCCCCTTA
AAACCCGCCTTTGACAGCACAATGCGTTTGTAGTATTTTTGAAAATGGATCGATGACCAG
AATCATT
>CL3245Contig1
GCCGGTGTGTTTGAGTCAGGTCAGAGATGGATGCTGCTGTCGCTTTTCGCGGGATTGTTG
CCTCGGTTCTGTCGGTTCTGCTGCTACTGAGCTCCGGCTGCGGCGCCAAAGAACCGGAAC
TCAACCACGTGACGTGCGGCTCCCTGGTGAAGCTGCTGAACACGCGCCATAACGTCCGGC
TGCATTCACACGACGTCAAGTATGGTTCAGGCAGCGGGCAGCAGTCTGTAACCGGGGTGG
AGACCGCCGAGGACGCCAACAGTTACTGGCAGATCCGGGGGAAACCGGACCGTCCGTGTC
AGCGCGGGTCGCCCATCAAGTGCGGCCAGGCCGTCCGCATCACGCACATGAAGACGGGCC
GGAACCTCCACTCCCATCATTTCAGTTCCCCGCTGTCCAACAACCAGGAGGTCAGCGCCT
TTGGCGAGAACGGCCAGGGCGACGACCTGGACGTGTGGACGGTCCAGTGCGACGGCGTGC
TGTGGGAGCGAGACGAGGCGGTGCGGTTCAAGCACGTGGGCACCGAGGTGTTCCTGAGCG
TCACGGGCGAGCAGTACGGACACCCCATCCGAGGCCAGCGCGAGGTGCACGGCATGAGCT
CCCCCACCCAGCACAGCTGGTGGCGCACCATGGAGGGGGTCTTCATCCAGCCCAGCATGG
AGCCGCTGCGCCACGACGAGCTCTGACCTCAGCGCCAGGCGCCGCGCTCCCGGATGTAAA
TACAAACTGCTGACGCCACGCCTTCCTCGGCGTGGGGGGGTGGGGGTTATGGTAGGCGAA
TTTTGGTTGTTTTATGAACTTAAGGATGACGGAAGGAGCCGCCCCCGCTTCACATTGATT
GCACCGTCCTGCAGGGGGCGCCACGCTGCCTCGCCGTCCTCGGCTGCTGTCTGTCAAACA
GGCTTTTAGGGTCCCGTTTGCAGGTTTTTTGGATCATCAGAAGCAGTTCTGCGCCCCCCC
TCAGTGACCCCTCCCGTGCAGCTCAGACTGCAGCAGCCGCTGGGCTCAGACTCCGCCTCC
TCTCAACTCTCTGCTGACCTTTTTGAACTGAAGTGAAGATTTTTTTCTTTTTTTTGCATA
AATGTTCACCCCCTTCAGCTCTCAGGCATAAAAACTACACTTCCCAGGATGCAACTTCCC
ACCCGTCACGGTTTGGTCGGTCTTACTGGTTCATTTCTGTTTGTACAGTAGATGTTGGCG
TTTGTAGAATGAGGGTGGG
>CL3246Contig1
GGCTGCATGTTTGTCAATAAACCACAAACGAATGTTCGTCTTTATTCGAGCTCCTGGGAT
CCTGAAAACGTCCGGAGACTCCTTCAGACCTGGAAATGACCGTCTCTACTCATAAAAAAC
AAAAACATCCAGATAAATGAGCTTCCAGTCCAGAAAGAACACACATATGCACAGAAGGTT
CCAGTTCTGGATCTGGACAGAAAACTCCAGATTCTGGGCTCTAGATCCAAAACGGAGAAT
AAAGAAACATAGTTTAGGATCAAAAATCTGGTCTGTTTGGAAACCACCAGAGGCCGATCT
AGAACCGAGATGCCTGGAAAGACTTTCCGAGAAAGGAAGCGACCGGAAGATTTCTGGAAA
CATTTGAAGACAGGAAGCATCGTCCAGAGGAGTCAGAAGACCCCCAAACGCCCCCTGCTC
TAAGATCCCAGCATTTGCAGAAGGTCCACATGACATGGGGTAGCTCAGCCCCCCAGCAAA
GAAAAGCAGGGATGGGATGTGTTCAGCTGCCTCTTCCTCATGGGGGGGTCAGGGTTCTGC
AGAAACTCAGGACCCTCAGACGGATGACAGAAGGCTGACGTGGAACTTTGTTCAACAATG
TTCTTGGCACCTTTGGGGGGAGGGGGTGCACCGGCTTCCACAGACACCCACCAGAGTCAG
AACCGCAATGACTCCAGGTGCTGTGGAGCCCCTACAAGTTTGGTTCTCCAGAGGACGGGT
GGGAACCTCCACAGGCCCCTCCCCACACAGGCGGTTGGGGGAGTGACCCGTGTCTGACCC
CGCCCGCGGCAGTTCTCTAGGAGGTTTTCACCAGGTCGTAGACGTAGATGTGGAAGTCGT
CGTCAAACTTGATGAAGTAAACCGACGGCTTGGCTTCCACCTGGTGGATGACCATCCCCG
AGCGCTTCCCTCCGCCTC
>CL3247Contig1
TCGGCACGAGGATCGGTTCAGCCCAACACCAAACGGAACCGGCGACTGCTGCCCCCCGCA
GGTCGGTGGGGATCCTGCAGCCTCTCTGAGCAGCACCAGAACCAGACAAGCCCGTTTCAA



TGAAGCCTAGTGTTTGAACGGAGCGGGGAGACGGGTACGGCGCCCCCTGCAGGGTTGCTC
CTCTGTACGCCGCTTGAACGTTTCCTGTTTCCATCCTCCTGAGTTCAGAAGAAATTCCCA
TCACAAACTGATCGGCTGATCAAGAACAAACAGATGTCAGTGAACGCACCTTTACTCTTC
AAAACCCCACAATGCACTCTGATCTCGCCCTCTCTACTGTGTGTGTGAGTGTGTGTGCGC
GCGCGCGTGTGTGTGTGTCATGTTGCTGCTGTTACCCATCAAGCCTGTTGTAAGCTGATG
TGCAGTTCCAGACTTTGCCTGTAGGGGGAGATGCTGTGCGTGCAAACGTTAGGGATCAGT
TAAAGGCCATATTTCTTATATTTTCATATTTTTTATTGATGTATAATAAGTTGTCACAAT
ATTAATGTCCGTTGTTTATTTGTTCTATGAAAACTGAACCTTAAAAAATGACCGTAAGTT
TTGTTTTTGTCCGGATGTTCGTGTGATAACCAGGGAATGTGCAGAAAGTTGTACATATTC
GTGTTTTTAAAGCTGAGCTGCTTCTGCAGCCGCCGAAGAGATTTTTAAAGAGACTGTATC
TCCACAATATTTTACACAAAATAAACCTGTGAAACCTGAACGCATAANAAAAAAA
>CL3248Contig1
GGNGCTTTTTTAACNGGNGAACTNAAAAAGATTTTGATTGNGACTTTGCNGCCGATGATT
GCCCAGCATCAGGAACGACGCAAACAAGTCNCGGNGGNGNCCGTGAAGCAGTTCATGACN
CCCNGGCCGGTAAATTTTAAATTGTAACCCCCGATTGCAGCTTTTTTTTTCCNTGAAAAG
GTTGTAATCCCTCCCCATAGGNGNGAAAAAGCNTGACNTTTCCCANGTTNTTGTNATTTT
CAACNTGAAATTTGTCGATTTATTGCCAGNTTAAAAGTNGTTAAACCNTAAAATNANATT
TATTTAAAAAAAAAAAAGTTAATTCAACTCTATCTGCACATCTGCTTGTCAGCTGTTCAA
ATGGTACTGAAAAAACTTCTTTCAATAACAAAAGTGGATTAGGAGTAACAATTAGAATAA
TGGATTCAAACATTCATCAACACAAACGCGGAGGCAAAGTTTCTAAAATGAAAATTGGTT
TATAATTGGTAAAATTATTCAACTTTATTGTCATATGTTTATGTAATTGCACAT
>CL3248Contig2
TTTTTTTTTTGTTGNTGAATATTTTTAATGTGCAATTACATAAACATNTGNCAATAAAGT
TGAATAATTTTACCAATTATAAACCAATTTTCATTTTAGAAACTTTGCCTCCGNGTTTGT
GTTGATGAATGTTTGAATCCATTATTNTAATTGTTACTCCTAATCCNCTTTTGTTATTGA
AAGAAGTTTTTTCAGTACCATTTGAACAGNTGACAAGGAGATGTGCAGAAAGAGTTGAAT
TAACTTTTTTTTTTTTTAAATAAATATTATTTTATGGTTTAACGACATTTAATCTGGCAA
TAAATCGACAAATTTCATGTTAAAGATGACAAGAACATGGGAAATGTCATGCTTATTCAC
GCCTATCGTGAGGGATTACAACCTTTTCATGGAAGAAAAAAGCTGCAATCGTGGGTTACA
ATTTAAAATTTAGCGGCCTGGGTGTCATGAACTGCTTCACGGTCTCCTCCGTGACTTGTT
TGCGTCGTTCCTGATGCTGGGCAATCATCGGCTGCAGAGTCTCAATCAAAATCTTTTTGA
GTTCTCCTGTTAGAAGAGCTCCACTTGAGTAGTCCTGCTTGATTTTTTCTAACTGTTCAT
CGTCATCAAGGAAGAAAGTCAGATACATAAATGAGACGTCTACGTCTGGGTTGCCACCGA
ACTTTCGGTGCTCCTCTATGGTGTCTTTTCCTCCCGAAAATGCATGTTTGTTGATCTTGT
TCTTGATCTGCTTGGGTGTGTCGGTGAGGAAAATGGAGGAGTTGGCGTCGCTGGCGCTCA
TTTTAGTCTGCGCCCCCTGCAGGGCGGGGAAGAAGGAAGAGTGCAGCAGAGCTGGTTTGG
GATAACCGATTCGGGGAGCGACGTCTCGCGTCATTCGGAAGTACGGATCCTGGTCTATGG
CACAGGGGATGAGACACTGCCTCGTGCCGAA
>CL3249Contig1
CAACACTTTAGGAAAAAGTGAACCATTTTTGTTTGGATGACTTTGTGATAAAAAATAAAA
ACTAAAAGAAAACAAGGCTAGTTCAGATAGGACTGTTATTTGAGCTCATTTCAATACTAA
CCCAAACAGAATTGGGGGGGGGGGGGGGNTTTTTANNAAAAAANTTNNNTTTTTNCNNTT
NCCCCCCNAANCNCCCCNNAAAAAAAANAANAAANCCCNTTAAANCCCNAAANCC
>CL3250Contig1
GGGTCTCAGAGGTGGAAAAAGTCTCAGTGCGCAGGACTCACCAGCCCTCAGGACACGCAC
TCTCCTCCAGGAACAGTTTTTGGTATTTTCACCTGTTTCGAAGAGACTTTCTAAGAGGTG
ATCCAGGAGATCCAGAGCACGCCGAGCATCGTTTACTCCGTCCAGCAGCACCTTTCTGTA
GATATCCTTAAACCTTTGGAGCCAGCTGGTAACCCCACCATGAGGGTTTGGAACCTGCTA
TACCTGCTGCTGCTGCTCGCAGCTGCGCTCGCGCCGGTCTTCTCTGCCAGGCCAGACTTT
TTGAACCTGAGGAGGAAATACCACAGACACCACTGCCTCCACAGACGCTGCATGCCCCTG
CACTCCAGAGTCCCTTTTCCCTAAGACAAGTACAACAATGGGCGTCTCCTCCGAAGGAAA
ACTTTGACGTGAACAGCGGCGTACGTGGATGGAACCAAGTATACAAGACCTAAATGGATG
TAGAAGTGGGGACATGGTATCTGCACACGTCCTGTGGACAAGACACACAGGGGAGGGGCG
TTCAAAGCCAACCTCAGAAAAGGATTATGGGTAAATGAATTGAATCTGCCGTGATGTTGC
AGCAGCTGCTTGGCAGGTACAGGCCGACAGAAATGCAGCCCAAAGACTGTAAATCCCATG
ATCCTTCAGGAAAGTCCAATGTACCCCAGACCCAAAGAGTTGTAAATGTCTTCTTATAAA
GTGTTTTCTAATGTATGTATGCACTTCAAATGTTTATTAAATTACATTTTAAGCTTTC
>CL3251Contig1
GTGGGCAGCGTGAAGTGGGTCCCAGAGAACAGCGAGATNGTNTGGTCCATCAAGTCCTTC
CCTGGGGGGAAGGAGTACTTGATGCGAGCGCACTTCGGTCTGCCGAGCGTGGAGGCAGAA
GACAAGGAGGGGAAGCCGCCCATCAGTGTCAAGTTTGAGATCCCGTACTTCACCACCTCA
GGGATCCAGGTGCGTTACCTGAAGATCATTGAGAAGAGTGGATACCAGGCTCTGCCGTGG
GTGCGCTACATCACCCAGAATGGCGATTACCAGCTCCGGACGCAGTAGGCGGCTCCTCGG
CAGGTGGAAATCATGACGGGGCGGAGCTAACAGCTAATGCGCCGTCGTGGCTGGTGGCGG



CCCCTAACAGCAGAAGACTGTATCAACTTTTGTCGTTTAGTTCTGTTTGTTCTTCATTCT
GGATTCGTGCTAACAGGAGGAGGAGGAAGAGGAGGTAGTGGAGGAGGAGGAGGAGGAGGA
GGAGGCTTCAGCTCCTCCCGGTCTGGAGGAGAGCAGGAGTGATGTTTAGGTTACAGGAAG
CAGTCGTTACACAATCTCACAGCAGGTCGTTTGGGAGGTCCATGTTACCCTTCGCTGTGC
TCACAGCTCCTCAGTGTTCTGGTTCTGCCACCGTTGGACCTGTACAAAGCTCAGTGTTAT
TGCTTACAAAACTGTAAATGAGCAGAAACTCTTTTGTATGATTTTTGTCGTCGTTTTTCC
TGCATTTTATTCTGTTTGATTCCCGGATGATCAAAGGAACCCCCCCGGCCCCCGCATTGC
CCTTCTCCCATGAATCCCAA
>CL3251Contig2
GGAAATGTCCCATTGAGATTAAGAAGCTCTTTTTGAAAGGAGTCCTGGCTAAAAGGAAGC
AGTGAATAAATGACAAGGACCCATTTTTGTTAACCAAAGGAAGGAAACAGTCTCAAAATG
TCAGCCTGTTATGTTTGAAGCACCAGTTATATCAAAGATGTCCCCCCCCCCTTCCCCCGA
CAGGTGCGTTACCTGAAGATCATTGAGAAGAGTGGATACCAGGCTCTGCCGTGGGTGCGC
TACATCACCCAGAATGGCGATTACCAGCTCCGGACGCAGTAGGCGGCTCCTCGGCAGGTG
GAAATCATGACGGGGCGGAGCTAACAGCTAATGCGCCGTCGTGGCTGGTGGCGGCCCCTA
ACAGCAGAAGACTGTATCAACTTTTGTCGTTTAGTTCTGTTTGTTCTTCATTCTGGATTC
GTGCTAACAGGAGGAGGAGGAAGAGGAGGAAGAGGAGGAGGAGGAGGAGGAGGAGGAGGC
TTCAGCTCCTCCCGGTCTGGAGGAGAGCAGGAGTGATGTTTAGGTTACAGGAAGCAGTCG
TTACACAATCTCACAGCAGGTCGTTTGGGAGGTCCATGTTACCCTTCGCTGTGCTCACAG
CTCCTCAGTGTTCTGGTTCTGCCACCGTTGGACCTGTACAAAGCTCAGTGTTATTGCTTA
CAAAACTGTAAATGAGCAGAAACTCTTTTGTATGATTTTTGTCGTCGTTTTTCCTGCATT
TTATTCTGTTTGATTCCCGGATGATCAAAGGAACCCCCCCGGCCCCCGCATTGCCCTTCT
CCCATTGTAATCCCAAACTTTCCAATCATTAAATCAGTGAAAACACAAAAAAAAAAAAAA
AAACACAAAAAAAAACAT
>CL3252Contig1
AACTCTTCTCACGCAGCATGGAGAACCTGATCCACGCCGAACCAAAACACGTGAAAATGT
CGGCTGAACCTCTTGCCGTCTCTGGCTCGATTCCGGTGGATCCAGCGTCCGCAGCTGCAG
AAAAAGCTGCGGGCGGTGCTCCGTGTTTGGTCCCGTCTTACTCCGCCGCCGTGGAGCTGC
TGTCAGCGCCGTACTCCTGCCTGGTGATGAACCCCCGCAGGAGGCACGTCGTCCTCCCGC
CGGTCTACCTCCACAAGAAGAGAAGCGGAATCCAGGAGGAGCTGGAAGCGGAGCTCCTGA
AGTTCTCCCAGAGTCTGAACGGAGTACCCCTGGCTTATGACAACATCCGGATAGTGGGCA
GACATGGAGACATCTACGATGACAGCGGCTACATTCACATGGACATAGAGGCCAATTTTG
TTGTATTTCAACCCAAAAAAGGGCAGAAACTCCTGGGTAAAGTAAATAAACTAGGAGTGA
GCCATGTTGGCTGTCTTGTGCACGGCTGTTTCAATGCCAGCATCCCAAAACCAAATCTCG
TCTCTGTGGAAACCTGGAGGGATGCGGGGCCCAAGATCGGGTCGGAGCTGGAGTTTGAGG
TGACAGCTCTGGATGCGGACGCTGCTGGGGTGCTTCTGATCAGAGGACGTCTGCTCAAGA
CCAGGGTCCAGGAGCTGCTGGCCCTCTGTGAGATGTCAGAGTCTACTCATCCCGCTGACA
CAGAACCAAACCCAGAGTCAGTCCAGCAAGAGCCAGAGGAACCCCCCAAGAAGAAAAAGA
AAAAAGATCAGATCAAAGAGCTGGAGACAGGAGAGGAAACAACAAGGTTACCTCAGAACC
AGGTGGACTGTAGTTCAACGCCCCATCCAAATGGAACAACAGATGAGATCCAGAATGAAG
AAGCTGGGGACAAAAAGAAGAAGAAGAAAAAGAAAAAAAGAAAAACATCTGAAGGAAGAG
GTGGAGGAAATTGAGGTATCTCCTCCTGAAGTCCACTGCAGCGACTCCAGCGGTTACCTC
AGCGACAAACCGAGCAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL3253Contig1
ACTTCACTCTCAGCGCCCTCCGCCGTCTGAGAGCGCCGTCGCTTTTTCTCTGACACTTTG
CTCTGTTCCCTCTCCGGGTTTGCAGCTCTTTTCTCCGAGTCCTTCGCTGCCGAGTGTTTC
TTCTTCGGCTGAAAGGCTTCGGTCTCCATCTCCTTGACTTCTCCTGCAGGCGTCTCAGCT
GTTGAAGCGTCTTTCTTCTTCTTCTTTTTACGCTTTTTTTTCTCCTCTTCTTCACCTGTA
ACAGGAATCGGCTTCCTATTTAAAGTCTTGGGGAAAATCCCAGGCTTCCTGGGTGCATCT
TCAGGAGGGTTGTTCAGCATCTCTATTGCTTTCTGCGCTTGTTCTTCATTCTCAAATTCA
ACAAAGGCAAAACCCTTGGAGTCGCCCGTTGTCCTGTATCTGGGAATGCTCACATACGTC
ACATTCCCGCATTTGGAGAACACCCTTTCTATCCAGCTGTGGGAAACATCCTTGGGCAGA
AGTTCCACGTAGACAGTGCAGCTGTCGCTGTTGATGGGTGGGTCACCAAGCGGCTGTTGA
CGTCTTACTTTGTTTCCCTCCAGGTTAACCTCAACTAGAGTGGAATTTTTCAGCGCCCTG
GCAATGAGCTTTGGATCCGTTGTCAGCTTCTTCATTCGATTGAAGCCCGTCAACACAGAT
ATGTCAACATATCCATCATCAGACTCCTCTATAATCTTTTTCAGGAAACGGTCCTTGTGG
AGGTTTGCATCTCCAAACCAGAACTCCACCTGCTTCTTCACGTCTCCCAGCAGCTGTTTG
ACCCGGTACCTCTTCTTCTTCTCTGTCTCAAGTTTCAGCTTGTCGCTGGGTGCAGCGGCA
GCACCGCCTCCACTTGCCTCCTTGTCTGTGTTAGTCATCCTGAGTAAAAGATATTATAAA
CATCAATTTAATACTAACATAACAAAAAATACAAAAACACTGCGGCTAACGGACAAACAT
CACAGAATATTTCGAATGGAGA
>CL3254Contig1
GAGGGTGGACAAGAGCAGCCCGGAGTACCGACTGCGCCGCGAGCGCAACAACGTGGCTGT
GCGTAAAAGCCGCGACAAGGCGAAGCTGCGCAACATGGAGACGCAGCAGAAGGTGGTGGA



GCTGAGCGCGGACAACGAGCGCCTGCGGCGGCGGGTGGAGCACCTGACGCGCGAGCTGGA
CACGCTGCGCGGCATCTTCCGGCAGCTGCCGGACGGATCCTTCAAGCCGCTCAGCTGAGA
GGCGCGCGGGCTCTGGGATGGAACTGAGCTCGTGCCTTTTCCGCGCGCACAGGCAGATAA
GCTCGTTTTTGTGCCTCATCCAATGCAGCTAAGCGCGCACGCAGCCTTTGGAGCTGTCCG
CGTGCGCCTTGAGCGTGCAGATGCGCACGGACTCTCGAGCGCGCGTGCATGACTGAACTC
TGATTCTGCAACAAGTGAGATTGGACTGTTTTCCTGCGCACAGACGCTCCGGTTTCTCAA
ACCGAAGTGTCGAAAAAGTGGATTAAAACTGGAATCGAACCCGCGAGGAAACCGGAGCCG
GACTGAGTGTCCTCGCGAAGAAACCAGGATCACAGAATCTGGTTTTTATGCAACAACCAG
CGGTGCCTTCTGACCCTCTCTGATGACCTTTGACCTTCGCCTGATCTGTTCAGTGAGGAA
CAGGGCAGCACTTGTTTGTTTCAGTTGTAAAATAAGCCTATATATAAATATATATGTATG
TATGACAGAATATATGTACAAAAATGACCAACATTCAGAAATATGTAAAAAAAAC
>CL3255Contig1
GCAAGGGCGCAGGGACCAAGGACAGAACCCTGATCCGCGTGATGGTGTCCCGCTCTGAGG
TGGACATGCTAGACATCCGGCAGGAATACCTGAAGGCATACGGAAAGTCGCTGTACACCG
ACATCTCTGGAGACACATCTGGAGATTACAAGAATCTGCTGCTGAAGCTGTGCGGTAGTA
GTGACTAGACCGGAGCTGCAACTGTTGTCGTCAGGACATTGTATATGTCCAGACACACAC
AAAAAAAGTAAAACTAGGAGGGTTTAACACAACATATGAAGCATGCAACTAATTTTAGTG
GCACCTAATCATTGAAAATGAGATATATTAAAAGATGCATTTAATGCTTGTCAAGTAATC
CTGTATGTGCCTAAACATTTTATTATTTCAAAAATTACCATATCACTGTTCTAACTACAT
CGTACTTTAGTAGTTGAGAGGTTACAAAAAATTCAAGGTAATGTTATAACTTTAAATCCT
TGATTTAGATTAGTTTCCGTTGCTAATAAAGAAAACTTTATTTGAAAAAACAGAAATTTT
GTTTAAAAATGTATGGAACTTTTATTCCTATATTACAGATATAGTTAAAGTCACTGCATT
TGTCTATGTTTTCATCCATCCATCTTCAAATCCTGCATCCTGTGTACAATCACAGGGTCA
TGGGGTCACTTACCTCAACTTCTCCAAGGGGAAGGAAAGGGCCAATCTAAGGCCCATTCT
GTTAAGGCGCACTATAATTATATTTCAGGTCAATCAGACATTTAAAACCCCCTTTTTTTC
TTTCAATTAAAACGTTAATAAATGCACATTTATTTGCACTTGTAATTCTATGCATTAATG
CCAATACTACGTTTTGCCTTTTGCTCAGTGCAGAGAAGCCAAAGTCTAAACACAGTTCAT
TATGATGCCTCAAAACAGCAGATGCAGCTGCATATTTTATACTTTTTTTCTTTTCTTGCA
AAAAACAATCTGTAGTGGTTTTGAAATTTCTATCATAACTATTTTTGTTCATATGATGTT
GCTGTCTGTTCTGTCCTTTGCTGGTCTGCTGTTCTGCCAGTAGAGGGCTCTTGGTTCACA
TCAAACGTCAGTCTGTACTGACTGTGCTGCAATTTAACATCCACTTTAAACTAAGTTTAA
ATTCTACTTTTACCTTCAATAAAAGTCACTTTGTTGAANAAAAAAA
>CL3256Contig1
GGCACGAGGGCCAGTGTTCCCCCAGGAGGCCCAGCAAAGCACCAGCAGCCATGAAAGCCT
GGAGCCTGGCTCTCGGGTTCGATCCCTTTCCTCAACCCTGGACACGGGTCAGCGTGTCAA
CCTTCCCTCTGCAAAACCCCCCGTCTCTTCAGCAACCCCAATGCCCCACTATTCTACCTC
ACAACATGTCTGCGGCTTCTTTGAAGGTATGCTGGAGAAACTTGAACTAGATGATGACGC
TGCTGAACCAGAGAGTGATATTTACATGCGCTTTATGAAATCCCACAAGTGCTATGACAT
CGTCCCCACGAGCTCCAAGCTGGTTGTCTTTGACACAGCGCTACAAGTAAAGAAAGCCTT
TTTTGCATTGGTGGCCAACGGTGTGCGAGCTGCACCGCTGTGGGACACGGAGAAACAAAG
CTTTGTGGGTATGCTGACTATCACAGACTTCATCATCATACTGCACAGATACTATAAGTC
ACCTATGGTGCAAATTTATGAGTTGGAGGAACACAAGCTTGAGACCTGGAGAGAGGTTTA
CCTTCAAGCAACCTTCAAACCGTTGGTTAACATATCACCAGATGCAAGCCTTTTTGATGC
AGTCTACACCCTCATCAAAAACAAAATTCACCGTCTGCCTGTCATTGACCCTGTCACAGG
GAATGCACTTTACATCCTCACACACAAGAGGATCCTCAAGTTCCTGCAACTGTTTATGTA
TGAAATGCCAAAGCCAGCTTTCATGAAGCAGACTCTAAGTGAGCTGGGAATTGGCACGTA
CCACGACATCGCTTACATTCACCCAGACACCCCCATCATCAAAGCGCTTAACATCTTTGT
GGAGAAGCGCGTGTCGGCCTTGCCTGTGGTGGATGACTCAGGCACAGTTGTGGACATTTA
CTCAAAGTTTGATGTGATTAACTTGGCTGCAGAGAAGACCTACAATAACCTGGACATAAC
CGTGACGCAGGCTCTGAAGCATCGCTCCCAGTACTTTGAAGGTGTTGTGAAGTGCCATAA
AATGGAAACAATGGAAGCCATTGTGGACAGAATAGTCAAGGCTGAAGTGCATCGGCTGGT
TGTGGTGGATGAACGTTCCGGTATCCAGGGCATCGTTTCTCTGTCGGACATCCTCCAGGC
TCTGGTGCTCAGCCCTGCAGATATCAATAAGGAGGAGAACGTGACTGAATGAGGAGGCGT
TCCATCGTTTTACCTAGTGGAGTCAGTGAAGTCAGAGGCTGAGCGGAGCCGTGCGGAGGT
CCCGCTGACCACCAGAGGGCCGCGGAGTTGCTGGAGACCTGCACAGTCGCGTCCCGCGGA
CCTCTGCAGCGAGGGTCGACACTGATCAAACACGCAAACATACAATTCAAAATGCAGTCA
AACAAGTTTATGCACACACGCTGACCGAGGATGGTCCGACGATGACGAGGAGGAGGAAGA
GGATACAGAACCTTCAATGGCAACAGAGCGGCACCACCCCTGCAACTGTCATTAAAGACT
CAATATTGATTGGTGCTCAGTCTTTATTGTTGCTCTTTCATCAATACAGCTTTAAATGAA
AGTTTTCAAACAACAGCATTGATCTGAGGAGGTGCTGATGGAACATGGACGCCGGTTTTT
CTTTTTTGTGATTTCAAACGGTTAAAAATCAAGGATTTCTACAGGTTCTGATGAGCAGAG
CTCAGGGGAAGCAGAAGTTTTAGAAAAGATTCTTTTAACTAAGAGCAAAGGTTGCGGTTC
TCACAGATTTGTTTTCCAGTCACTGACTGCACAAAGGGTTTATTTTCTTTTGTGTTAAGA
TATAGATTTTTTTAATAGAGGTATAATGCATTTCTACCTTTTATTTTCTGTGGTTTTCAT



GCTTCAATGCTGTCAAACATGCAAAGTGATGTGTCCTTCAGCTGTAGCTCCACGTTGACT
CATCTCATCCTGTTGTTGCTCTCCGTAAAAAGGGTTATTTTTATGAAAGTGTGAATACGT
TCAGAGAGACTGCAGTTTAAAGTTATTTTTGTAAATATGTTGTGGCAACATGTGTAGTTA
CGCGATACTTTCTATCAGATCAACATGTACTGTAAATGTGCAAGCATGAAAAGCTATACT
TCAGCAGAATGAATGTGCATTTTGTTTTACTTTTTCTATTTTTTTTCTGGCTGCAGAGAA
ATAAAGACACTGAATGTACTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL3257Contig1
TTGCTAATATTGAATCGTAATTACTTCAGTCTTTGAGCCTGTCTGCTGGAAGCCACATGA
GCTGCAGTTATGAGCAGGTTGGAGGGAGACCGTCTCAAACTGCACGGCCGCTGGTTTGGA
GAGGTCAAAAACGAAAAAAACAAAAACATCTCTACTGAGTGCTATGCAACCGTCAATGGC
CGTCCCTGAAAGGTGGGGGCGGTGCCTCTAAAGAAATCTTTATGACAGTCGTGATGGTAC
AAACAGGAGGAGTGACATGAGTGGCGATGCTCTGACGGCATCTCTTCATGAAGTGAGCTG
TTAAAGTGGACCTACAGGATGTTTCAAGGAAAGAAGATGGATGTCAGATCCAGAAAAGAA
TGAGACGTCTTTATGTTTGCAGATCAGTAGATGAGAGGAGGCTTTTATTTATGGGGTTGG
ATGAGTGATTGGTTTTACTCGGCGAAAGAAAGCAAGTGAGGGAAGAAACGAGAGAACCCC
CGAGAGACGCGGGAGGGACAAAAGAAAGCGAGGCACTCGCCACATCTGGATTTTTCTTTT
ATGAGCCCTCCTCCCTCGAAAGTGTCTTAAATTGTGCGTTATTGTGTGGCAACACGATGA
TGCAGTCATAAAGGTGTGTTTGTGTGTGTGTGTGTCTGTTCCCTCTAAGCTTCCATTGAC
TTTCCCCCAGTGTTTTGTGAATTGCTTTACTGTTGTAAAGTGGCATGTATGATTTTTTTT
GTTATCTTTTTGGTTGGTGTACATTCTCGTGCCACATATGTATGCACTACTATAACACTT
CGCTGTACAGTCCCTCATGGCCAAATGTATATACTGAATGTATTGTATGGGGACCTTTTG
GCATCATGGTGCAGAAATAAATAAAGTTGGGTCTAAAAAAAAAAAAAAAAAAAAAAAAAA
AACCTT
>CL3258Contig1
TCGGCACGAGGCTGAAACTCAGTTTAGCAAACCCAGTTTGAATAAACCGTCGGTCTGCTG
TTGTGTTTAGCATGGAGGGCAAATGACTGAGCCCTTCGTTCCGCTGTCCTCCAGCCCCGG
AAGCGTGTGTGTTTTTGCGTGCTCATGAGCGCAGCGTGAAAATGTTCGTGTTGGTGGAGA
TGGTGGACACCGTCCGCATCCCTCCGTGGTGCTTCCACAGACAGCTGAACGAGGCGGTCG
CAGAGGAGCTCAACAAGAAACTGGCCAACAAGGTGGTTTTCAACGTGGGTCTTTGCATTT
GTCTGTATGACATTACTAAACTGGAGGACTCCTATATTTTCCCAGGCGATGGCGCTTCAC
ACACCAAAGTTCATTTCAGGTTTGTTGTTTTTCACCCGTTCCTTGAGGAGATCCTTGTTG
GGAAAATCAAGTACTGCAGTCAGGAGGGAGTTCATGTGACGATGGGCTTCTTTGATGACA
TCCTCATTCCACCAGAGTCTCTGCAGCAGCCTGCAAAGTTTGATGAGGCTGAGCAGGTTT
GGCTCTGGGAGTATGAGACCGATGAAGGGGCTCATGACCTCTACATGGACCAAGGGGAGG
AGATCCGGTTTCGGGTAACAGACGAGGTCTTTGTGGACACGTCTCCAACAGGTCCAGCTG
CTGCTACGCCTGATAATGCAGCACAGCCGGGACAGTCCACAGCAGCACCTGCAGAGGAGA
GCACAGAGAAGAAAGAAGCGCCGTACACACTGATAGGCACCATCTGTGAGCCAGGGCTGG
GACTGCTGTCATGGTGGAACAATTAGCACTACAGAGGATGGTTTGTCCCTCATCACCCGA
GACCTGCTGCTCAGTCAGCAGGAACAAAAAACCAGCATGAAGAACTCTATAGTTTTGTTA
CAGGAGTACAGATGAATTGAGATCGTCAGTGTGAAAGCAGCCGATACCAGTTTCATGTTT
ACATGTACAACTCACTGTGATGTGTTGAATGGCAATTTATGTTTGATACATTTCCTGTGA
GAGTTTCTTAAAACTATGAGGAAATAGTTCATTATTTTTTGTTAAAGAGGATTTTATTCA
AATGCCTCATCATTTAAGGTAAATAAGCAATGGTCTTCTGTGCTTTCTGAAAGTCCGTGT
ACATATTCTGAATTGAAAAACAAACTACTTGACTTTCTCTTGTGAGTTTATCAGTCGTAT
TTTTCTCTGCTATGGCGGGAGAACAGGTATTTCTGTAAGCAATTCTGCAAGATGTGTCAC
TTAAAAAGATGAGAAGAGTCTAATGTTCATCATATTTGAAAGGCAGAATGTTAAAAATAT
TCCAGGAAATCAGATCATTTGATTTTTAAAGAATTTATTTAGTTATTAGTGAAAAAATAC
AAATTTAGCTCCTACAATCAAGCAAGAATTCTGTTCTTCATAGACCTGTTATAAAGTCCC
ACTCCAATAAAT
>CL3259Contig1
ATTCGGACGAGGAGAGACCGACCTGACGGCAAAACGCGCCTCAAATGGAGGAGTTTTCGG
GTTTACATCCCAGAGAAGTTGTGCGGCGAGTGTCCTCCTCTCTGGGCTGCAGCCCCTCCT
CGCCGCAGGTGGCTGCTTACTTTGACGAAAACGATGACCTGCGGCATCTCCGACAGCATT
TCCTGATGCCTAAAGCTGCAGATCTTCCTGCCTCTGACCTGTCGCTCGTGGACGGCGGCG
AGGAATGCATCTACCTCTGTGGAAACTCTCTGGGCCTTCAGCCAAAGATGACCAGGAAAT
ACCTGGAGGAGGAGCTGGACAAGTGGGCCAGAACGTACGTCACACCTCAGCGTTAAATAA
AACCAGAAGAACATGTCGGTTTGTAATGGAAAGTCTTTGGAACAGAGGAGTTCACGGTCA
CACGGACGGGTCCCGGCCGTGGGCGTGGGCCGAAAACAACATCGAGGACCTCATGGCTAA
AGTAGTCGGTGCTAAAACGTCTGAAGTGGCTCTGATGAACGGTCTGACCGTCAACCTGCA
CCTTCTGATGCTCTCCTTCTACAAACCCACCCAAAGCAGACACAAGGTCCTGCTGGA
>CL3259Contig2
GGAAATGGAATGTATGAAAACATAAGGCGGGGGTTGGGGTTTCAGATGTTTTGATGCAAA
AAGATGGCTNGAGGTCTGAAATCTATGTTTCACTGAACTCAAATGTTTCTTTTTGTCTGT
CTGTTGTGCTAAAAATGATAAGACCATCGTGTATTGATTTAATTAGAGGAGGAACAACGA



CATAAAAGTTGTTCGCTAGCTAATTAGCTCCCATGGCATGATGCTAATTGTTGTGATCAC
GTGACTTGTTATTTAGTCACTGAAACCGTTATTTTCCGCATTTTCGGTTTAAAACCAGCA
AAACCTAAAATGGATTAAATTAAATACCGTTACAGTTTATTTTGTGATTAAGATTGGGTT
GCAAGGAAATTACTTTTTCCAAAAAATCTCACACATTTTAAGCATAAATCATGCAGACAC
TTGTTTTTTGTGTGCAAATTTAAAGTTTGACGTTGACGTTTTGAATGAAGATTCGCTCAA
TTTTTTTATTTCATGTCATCGTTCACACAGCTCTATATGGTCTTGGTATTGGAAAAGAAG
AGAAAAACTAGATTTTGTCCCTTTTAATGTTTTTCTAAATGTCAGCTGTCTTTAGATTTG
TCCCCAAACAGTCGATGTTGCAGCATTGGAGGGTTTCCTCCAAACTTCTTCACTGGCCCC
TGCATGCGTCAAGAGCGTCTTTCAGCGTGGAGATGAAGCGATGGACGTCGTTGAAGGAGT
TGTAGAGCGGCGTTGGAGCGATCCGCAGCACGTTGGGTTCCCTCATGTCACACACGACTC
CCCTCCTCTCCAGCTCCTGGAAGACTTTCCTGATGGGGACGGAGAAGGCCAGCGACAGCT
GGCAGCCTCTCTGCTGCGGGTCGGAGGGCGTGATGATGCGGACGTGGGGCTTTCGAGGCT
CAGCCGGGTCCTCGCTGAAGTAGTGCTGAATCAGGTTCTCCAGGTAGCCCGTTAGCAGGA
CCGACTTCCTGCGCAGCGCCTGCATGTTGGTGAGGTTAAACACCTCCAGACTGGCCTGGA
GGGGGCAGACCAGCAGAATGGGCTGATTTGACAGGCGGAAGCCGCTCACTCCAGGCTGCA
GCTCCNTGACGTTTGTCATCTGGAAGCGAGTTTGGAGGTTGTGGCCCCACCAACCTAACA
GCGCCNGTTGGATGCTTGTGTTGATGTTTCTCGTGGACAAATGCCGCCGCCAG
>CL3259Contig3
AGGGGTGGCTGCTTACTTTGACGAAAACGATGACCTGCGGCATCTCCGACAGCATTTCCT
GATGCCTAAAGTTGCAGATCTTCCTGCCTCTGACCTGTCGCTCGTGGACGGCGGCGAGGA
ATGCATCTACCTCTGTGGAAACTCTCTGGGCCTTCAGCCAAAGATGACCAGGAAATACCT
GGAGGAGGAGCTGGACAAGTGGGCCAGAACAGGAGTTCACGGTCACACGGACGGGTCCCG
GCCGTGGGCGTGGGCCGAAAACAACATCGAGGACCTCATGGCTAAAGTAGTCGGTGCTAA
AACGTCTGAAGTGGCTCTGATGAACGGTCTGACCGTCAACCTGCACCTTCTGATGCTCTC
CTTCTACAAACCCACCCAAAGCAGACACAAGGTCCTGCTGGAGGCCAAGGCCTTCCCCTC
AGACCACTATGCGGTGGAGTCTCAGATCCGCCTGCGGGGATTGAACCCTCAGCACAGCAT
GCTGATGCTGTCACCCAGGGAGGGAGAAGAAACCCTGCGGACCGCAGACATCCTGGAAGC
CATTGAGAAGGAGGGCGACTCCATCGCCGTGGTGATGCTCAGCGGCGTTCAGTATTACAC
CGGACAGCTGTTTGACATGGCATCCATCACGCANGCCGGACACCAGAAGGGCTGTTTCGT
CGGCTTCGACTGTGCACACGCCGCANGAAATGTTGAGCTGAAGCTCCACGACTGGGGCGT
CGACTTCGCCTGCTGGTGCTCCTACCAGTATCTAAATTCTGGTGCTGGCGGTCTGGCGGC
GGCATTTGTCCACNAGAAACATCAACACAGCATCCAACCGGCGCTGTTTAGGTTGGTGGG
GCCACAACCTCCAAACTCGCTT
>CL3260Contig1
TTTAACATCCTGGCAAAGTCGCCGTCAGCCATCCGGTAGAAGTTGCCATTTTGCTTAGGT
CAGCTAGCTGCTCCTGGTTCAGCTCGTCAACATCCACCTCCACATCGATGTCTGGGATGC
CCTCGTCCTCCTCCGAGTCACTGTTCTCTGAGTTGTCCTCCTCTTTGTCTGAGTGCTGGT
TGGGCTCTGGCACGGTGCTGTCTTCATACGTGTAACCAATAGTCACTCTTTTCTCCGCCA
GTTTCTTCTTCTCCTCTTCGTTTGGTTTCGTCAGGCCTCCATAGAGCTCGTCCAGGTAGA
TCTGGTATAAACACTGCTCCTCTGAGATGCTGGCAAAGTCATTCTGTACCAAACCTCTGT
AGCGCTCATAGTTGCACTTCCTCTCCTCCATCTCCTGCTCTGGGGTGGATGTGCTCAGCA
GAGGGGGGGTGTAGGTGGGGATGTAGTCCAAATGTGCCCGAACATCAAATCTGTCGATCA
TGTTGTTGGCATCTCCTTGCCATGGCATCATGTTTGCAGGGCTTTCTGCAGCCAGCGCCA
CAGCAGGATCCAGGTGAATCTTGTAGGCTCTGCCATGAACCTGCAGAAACTGAGCTGGAT
CTTTTTTTATTTTCTCATAGTACTCTCGCCGGCGTTCACCACGGCGCTTGTAGTCGACCA
TCATACCCCGAAGCTTGCGCTCATGTTTGCGGGCCTCTTGCCACATGACGGCACCGCTTG
GGGTGGGGGCACGGCGGGGCACGGCTGCTGTTTTAAAAAAGCCACCAACACAAACTAAAG
TTGTTTTCGGTTAGCTAACGGCTAATGCAACGCAGTAAAACAACACGCCTCTTTCTGATT
CAGC
>CL3261Contig1
TTCGGCACGAGGAAAACTGGCTGTAAGACAAAAACAAGAATAGCGTTTTAATCTGAAAGA
CTGTTGAGCTGTAAAAGCTAAAAAACAAAAAGTCAATTTTTATACTAGCCTTACTTTTAT
TGTCTGATATAAGTTTTTTCCTAAAAGTCTTTTGAAAAAGTAAATACGAACATTATGGTG
GAAAATGTTTTATGATGCAGTAATACACTCAAGACATTATGAGGTACATTTTGAACATTT
TCTATTGTAATAAAGGTTTAAAAGAGCAAACTGTGCACTATGGGGATATTTAGCATTTTC
AAATTTTATGTAGGTTTTGAATGAAACCTATTTGATTAAGGCTGATTGTTTTTTTTTTCT
GCACACTTGGTCAAATGTTTACTCACAATGGTTTATGTGGAGTCCGAATTCTTTTTTCCA
ACCACTTTCAAACAGTATAGAAGCATTTTAAAAATACCTCCTTAGTTGTAAAGTGCATGG
CAGCATTTTTCTTTGAGTGATCGAGTATAAAAAGTGAATCAAAGCTTTGTAGAAACAGGT
CTCAGTAACTGCCAATTCCACCAAATTTAATGTGTAAACTGTGCTGGAAATAAATGAAAG
CAAACACTTTGTCACTTGAGTTATGGATGGATGTCAGAAAGAATGCATTTGAAATTTAGG
CATTTGTACACAAATGTATATGTACCATATTTATTTATGGTTTGATAAATGTCTCCAATC
TTCAATTTGTTCAATGTATGTAAAATTTTAAGGTGTTCAGATAGTTAGCTGGTGTGTCCT
TTGGTATAAACTGTTTTTGTTGATGCATCCAGACCAGATCCATGTTTTGCGGTTGTATGT



TGTTCTCAAGAGTCTGGAGGAACAAAAAGCTGTTTTCCCTCCAGATCGCTGGCTGCTTGT
TATGCTGTCCAAGTTGCATGCTTGTTCTTGTTGCAATCATGAGAAACGGGTGTTTGTGGC
TCATTTCCCAGTTACTACAAGATCTCTTAATTTGTGGAGACATTTTTTTAAATAGAACCA
ATGGTACTACGGTCTGTATTGCTTTTTACAAAACACTTTTTTTCTCTTTGCCGTCATGTT
TTTTGTTTACGAGCCGTTTCTGAACAGCACAGCCTTTTCATTTGTACAGAAATTACAGCT
CAATTTTTGTTAACTGCTGGCTAAGTCATTTCACAACTTTACACTCAAGTTCAAGACAAT
AAA
>CL3262Contig1
TTCGGCACGAGGGTCCATCGCTTTGGAGGCCTCTGGCATGAAGGCATTTTTTGTGACACT
TTGTCTACACCCAAGTGCCTCTGGAAACCTAACGTGCAGCCGGACGACCACTTCCAGTTC
TACGGCTTCTCGCGGTACGCCCGGGAGCTGAATGAGCTCACTCCAGACCTGAAGGAGGTT
CTGCCCCCGACTGACACGCGGTTCCGGCCAGACCAGAGGCTCCTGGAAGAGGGGAAAGTG
GCGGAAGCTGACAAAAAGAAGGATGAGGTGGAGGAAAAGCAACGAACCAGGAGGAAGGAG
ATGGCCAAGAGGGGGGAGGAGCATATCCCGCGGTTCTTCAAGAAAGCCATCGACGCCGCC
GGCACAGAGACGTGGCTGTTTAACGGCACCTACTGGAAGCTCCGTAAAGAGCCAGGCTTC
TCCAAGACTGAAAACCTGGACCTGTGGTAGAACCGCACGGCTGCATTCATGTCTGGTTGC
ATCGAATGCCGTTGAGACATGAGAGCAAGCCTGGTAGACGGGTAACTGACGTCACTGTTT
TCAGATGCATGAATGATCCTCTTTGTGTGCTGGAGGACTTGTACCAGGTATAGAGGTGAG
ATGCTACAAAGATGAGCAAATGTTCACCAACATCCTCCTCCCCTTCTGGCTGTTGCTGCC
TGTGATGTCAAACCATATTTTAACGCTTCCTCTGTCCAGCTCTTTATTTGCCATCTCAGA
AACCTGCATGTAAATCCGGTTCTGCCGGCTGGAGCCTCTGTCTGTCTGTATGTGTCTGTT
TCTGTGGGATGAATGACAGAATTCATGTTTAGCTGATTTTGGTTTTTAACGTGGATGCAT
TTATCACGAATGCCTGTCTGGGTGCAGCTGTGATGGATTTCAGAATAGTCTATTCTAAAA
AAAGACGGGTTGGGTGACGGTGGAGACCAGGCGAACTGGTTCTGCATATTTTCCCTCCGT
GCGCATCACTGTAGGAACTTGGTAAAGTTAGTGTGCTTTAAATTAGTTCTCAAAGTGATG
ATCAGAATGTTGGAACCAGCTTTTTGAGACCAGCAGCCTCTGACCTGAAAAACCTGAAAG
ACCGGGAGTGCACCACTTTTTTTTTCCCTCCATGACGGCGGTTTTTATTGTCACCAATAG
ATTTATACAGAAGAAAAGACTTTAGTGTTATTTTTTTCTCCCAAATAAAATGTTTCGTAA
GCACTATTTTTTTGTCTAACTAAATGAATGCTGCTTTTTAAAAAAAACTGCATTAGTCAA
GTTCCAGTCTGCTCTTAATGCCATCAAAGCCATAAACCTGATCTGCTCAGTGGATGCTGT
TGTCAAAGGTATAACCTATTTAAGTAAATAAAATA
>CL3263Contig1
AGCTTTATTTCTGTGTGTTTACAATAATAACAGTACAATACAGCTGCCTTAGTACTTGGA
AAAAAAGGAAAACAGGCCAGTAACTGCAGAATAAGGAGCAAAGACTGAAAAAAAGAAATG
TTTTCACATTAGACATTATTGCTAACACAGTTCAATGTCTTGGGGGTTTAAATGTTCAGC
CTTGGCCCTTCTGGACCCACTTTGAGCTCATCAATGCTCCAGTTGTACTTTTTGCCATCA
CCTTATTAAAGGTGAAAGTGATTTTTACTAAAGAAAGACAAGAAGCCTTCACGCCAAACT
TAAAATTTATACATTATTTGTGAAAAATAAAACAAAACATCATTAATCCAGATGTCTCAT
CGCAATTTTTTTAAAATTTCCTCTAGTGTTGAACTAATCTCCCAAAGGTGCTTCCATTTA
ATCGATAAATCACAAAACAAGACATGCAGAAGCATGTAATAAAAGAAAAAACACGTTTGC
ATTAGTCATGAAAATAAAGCTTTTAAGTAATAAGTCACTTTTGTAAATACGTTTAGTATG
AACAAGGTTTAAAAAAGTAAAAAAAATGTAAAATACATATATATAAAATGAAAAAAAAAA
AGCTTGCTTTTATCTCAAAGTGCTTTGTGGCCGAGGAAGAACCTGCGCACCAAGATGCCT
CACAGTAACTGAACTTTGAAATATAAAAAAAGGAGGGAGAAAAAAAAAATCACTCAGAAA
AACCACAAAACATTCAGATCTTCATCCAGTCTCCCTCAGTAACTTCTCTAGTTTCTCCTC
AGCTGCTGTGCCGTCACCTCGTGTCTTCTTTATTGCCCCCCCTTTCTACATTCAGTGGCT
TTGGACGACTGCATAGAAAGGGTCAAAACGATTCATTTGACCCTGGAGAGCTTGTTGTAA
ACTGGGCTTCCAGCTGTGCACAGGTGATAGACACGGACGGTGTGCGAAAATGTCTGGCTA
GTTGACAGCAGGGTGCAATGGCGGGCAAGGGGAGACGGCCTTTTGGGGTGCAAACAAAGC
CTTGACGTTGTCGCCGTCTTCCTCTGGATTTGTCTCTTCAT
>CL3264Contig1
GGCACGAGGCTCCCCTTACCCCCCACCTGTCAGTTCTTGTAACCAACATCCCTAAAGGCT
CCGCCTCCACGTTTCTGCTAACTTATTGTTTACAGTCTCAACACTGTTTATTGCAAGTTC
TTGCTGGAAGTCGGACGGGGGTCCTCCTGAATCCACCGAGTTTTCTTCAATGAATGTAGA
CGTGGAGACGGAGGGCAGCGGCCCACCTGTGAAAGACAGAAACTGTTTCATTTATCTGCA
GAGGGTTGATCCGAAAGCCGGTGAGGAAGGAGGCGTGGCTCCACCGCGCCGCCTCCACCA
TGAAAAGCCGGGATGCAGCCGCTGCTGCAGCTTCATGTTGCCTTCACGCAGCAGCTGTGG
AATCACTGTGGATGCAGCTTCTGGGACAGAAAAGGTTGGGAATCAAACGTCCGTCATGAC
CCCCGGGTTCGCTCTTCTTCCCATGTGCTCCCCGCCTTCGTTCGCTAAGACTCAGGAATC
TGGGATCTGAACCCGGCTGTCTCAGGGTTCTTCTTCTTTGGTTCCTTTGTGCTCCACAGA
ATGATGGAGTTGCTGCCTGTTACAGACCCCGCCCCATTTAGCCTTTAACGTGTCTTGGCC
TGCAGTAAGCTCCGCCCACATGATTGTTATGTAAACTGGCTTCAGTACTGTGCTGCACAG
GACCAGAGGGCTGCTGCATGGGCTGGATGAGAGTCCACAGAAGATCTGAAGACGGGTCAA
AGTCTGCTCAGTACCGTCTGATGGATTTCTCCAGGTCGGACCTTCCTGTGACCTCAGACT



GAACGGGTGGTTTGTGACGGCTGCACCGGGCCACTGACCCATCAGCGGACAGGAACTGAA
TGTTTTGGAAATGTGTTCTTTTTTTGATTTCACTCTGGTGTTCAGAGGTTTTTTTCTGGA
GGTTGAACATATGTGCTGTGTTTGTGGCCCCCGCATGAATACTTGAACTCTCCACACTCA
AACCCCTCTGTGTTGCAGAAGCATCAGCTTTGGGGTCTCATGCTGGGGTGTGAAGGCCTC
AGGCTGAGCAGAGCTAAAGGTACTTGATGCTTTCTCTTGTAATAACCCTTTGATGTGGCC
GGACAGGAATAAAGATGTCAAAAANNAAAAAAA
>CL3265Contig1
ACNCGGGGGCATTTACANCCGGGGGGGGGGGGTTCAGAGGGACACCTCGGCTCTAGGAAC
TCTCGTAATCCTTCTTGTCTTTCTTGCCTTCGCCCTCAAAGCTGTCCGTCCCGTCACTGT
TATCGCGGCGCCGCTTGCGGCTGTTGAAGCGAGGGTTGATCTGTGGTAGAGGGTCCATGC
CCAGAACTTTGTGGATCTGACGGAACGCCAGCAGCCTCAGAGCGAACTGAGCGCTGGATG
TGATGTCCTCCCTCTGCTGCTCCCCCAAAGATGACAGGGTATCCACAGGCTTCTTCTCAC
ATGGATCCATTAGTCCAGGTCCACCAGGGAGCAGAATTCCAGAAGCAATACATTCAAAAA
CGCGTCTGAGCGCATCGCCCGGGCTGAGCGGCGCGGAGGCGCTGCTGATGGCCTTTTCCA
CCAGCAGCTCCATGGCCCATCTGGGGAAGGGGGACCACGTCGAGACTCGCTGGCACAGGT
CCCTCCTCTTGGACGCCTTCCTGTTCTGTGATGATGTCAGAGACCAGCTTGAGCGCACGC
TCCGTGATGGACACGATCTTCTGGATGGACTGCAGCTCGTCCTCCGATGGGTAGATGGCG
GCGTGCTTGGTCATCACGTAGCGGTCGTCGGAAGAATCTGGGCGTCGGGGGGGCATGGGA
CCCTGGGGCTGCAAGCCCGGCATGCCGGGACGGACTCCCAGCAGGCCGGGGGGCCCCTGA
GGATACCCTCCGTCTGGGAGGCGGCGCCGGTCGTCCCAGTGGTGCTGCTCCTCCTCCATG
CGCCTCCAGTAACATGTCCTCCTCATAGC
>CL3266Contig1
TTTTGGTATAATTTTATTTAAAAAAACAAAAACAAATTCTGTTTAATACCATGTGCAAAT
TGAATAACTCAAGGTAAGCAAAGATGCATCAAGACCAACAAAGAACAGATTTGATTGGAA
ATAGGACATAGTTCTTTTGCGTTAAATTCTTCACATTATTTGTAGTTTTTATAAGACACA
CCTTTGGCTGGAACTAACCGACGGTTTGAGTGAATCACAGACACAAAATGGAGTCCAACC
TCCCATGAACGCTGCAATAAGATGAGCCGTCCATGACAGCACTTGTTCATTAAGGGCACT
AGGATGGGACATATTTTGTCCCCATTACAAAAGCAGAGCTAATGAGGGGCCAGCATCAAG
CTTAATCACTTAGACAACATCAAAGCGCTTATCCTGGACAAGAAAAAGACCAAAAACTGG
TCTAGCGATGCGCAAAATTGGGGAAGATGAAAGAAGGACACTGCGTTTACCCTGTGTTCA
TTTGCCGTTTCTACGGCATTCCTCTTGTGCTGAAAGTCACTAGGGTTGATTCCCAAAAGC
TGCTTGTTTGGTAACTCAGGTCACCACTTCTTAATTCCTTATTTTTACCCTGACTAATAG
TAGTGCAGCTCAACAAGTCAATATAAGAAGTATGGATAGAAAATAATGATTAAAAAAAAT
AAATTGTACCAAATGCAGCTGACAAAGCCAATCAATCAATCTATTGATGGCAATAAAACA
ATATTCTTTTTATGCTGAGCATTATTCCAGTTGTGCTGCATTTCCNGTTAAACTATCAAA
ATACATACNAA
>CL3266Contig2
AATTCTGTTAAGATTTAATACCATGTGCAAATTGAATAACTCAAGGTAAGCAAAGATGCA
TCAAGACCAACAAAGAACAGATTTGATTGGAAATAGGACATAGTTCTTTTGCGTTAAATT
CTTCACATTATTTGTAGTTTTTATAAGACACACCTTTGGCTGGAACTAACCGACGGTTTG
AGTGAATCACAAACACAAAATGGAGTCCAACCTCCCATGAACGCTGCAATAAGATGAGCC
GTCCATGACAGCACTTGTTCATTAAGGGCACTAGGATGGGACATATTTTGTCCCCATTAC
AAAAGCAGAGCTAATGGTCAAGTGCGCCGTGGAGAAATTGCCCTCATTCACTGATCTAAA
AACATTTTCCATCTCCAGGAAATCAGCTCTTTGTTCATCCAAACAGGCCCTGATAAAACA
CTGAGTAGTTAGGAATATAAAAGATCGTAAAATTACTTTTTCTTTGTGTTTATTTAATTC
TATTAAAGACATTTTGATAAAAATCACGGTACCGCGATTTAGCTGCAGCTATAACTGTGT
AAGGACAAGTCCCGCCCCTTTAACTGTCTCTGCCAATCATTCTTGAAGGCTTAATCACAT
GTCATCAGTCTGACCAATCAGAAGTGCTTAAAGTCTTCACTTCCTTGTTCTTAATTCTGC
TGATAAAGTCGCTCAGTTCTNACAAAACATACCAG
>CL3267Contig1
TTTTATTTTAGTACAATGTCCCAACTGACTTATGTGAGTACTCAGAAATAAGGACACAAG
GCAGCTTTTAAATGAGCCAACTTCATAGCAAACTGATCAACTGTGTTTATTATAAGTGTT
TGGTAATTTTGGTAAATTTAAAGATCTAGAACTGTTGATATCCATAACATATAAAACTGT
ACAACTCGAGCAAAGTTGAAAGTCAATGATGCATTCTTTCTCCTCTTCCTTCTTTCATTT
CCATGGAGGGCTTTCTTCTCCAAACTTGGAGAAGTGGGCAGCGTTTTTGGCCTGGAACAG
AACCTGGTGGTGGATGTAGGACTCACACATGTAACACCACACAGAAAGATCAGAGAAGCT
CAGAACCATGGGGTGCTCCACCTCTTTGCCGTGAGCCACCATGTGCTCGTTCACGTAGCG
CCCACAGAAAACCTGGTAGCACGTGAGGCAAATCCAGTTCTCTGCCTCAGATCCACAGTC
CTGGCAGGGCCGTGACACGTCTATACCTGAGGGAGGGAGGGGCTTTACAGAACCCAGGTG
GGAGCACCAGGGCAGTGGATCAACCACATACAGAGATGTCTCTTCTGCACACATCAGTCC
TGTGTCTTTCTGACACCCCGCCCAACCACACGCTCCTTCCAGCTGTGGCTTGTCTTTTGG
TATGGCCATCTCAGGTGTTACCTCAGCAACAGTCTGAGGTAGTGCTATCCTTGACTGGCT
GTCACCTTTTAGCACCCGCATTTCTTCAACCGTATCTGAATGTGGGTCGGACTCAGATCT
GACTGAGAG



>CL3268Contig1
TACATTTCTTTACAAAATCTGAAGNCTTTTCTTGAAAACTGTGCAAAGTACAAGTCTGAG
GTATTTCCCACTGAAAGTGTCGCGAACACTAAAAAGCTCAGTGACGGTGTGCAGTCACGC
CTTCAGGCCAGTACTCGTCTTTCATGTAGTGGTTTGACGAGGCGAAGCTCGGCTCGTGCG
GAACACCTTCATCTCTTAGCTGCCTCTCCAGCTCCTGCTCCCATTCTCCTTCCACCAGCT
TGTAGAGATCAAGAGCTGCCGTGGCGTCCTCCACTGAACAGTGACCTTTCTTCCCAACCT
GGATATTCCTCTTTAAGAGTTTCCTGGACAAAATTCGGAGGGAAGAACAACGGCCACGAG
GGAAACCAGCCAAGCGGCTGAGGTGGCGTGTCATGCTCGTGTCTCTGACCATGTGAGCTG
GATGGAAAATGTCCAGTACCTTGAAATCATTGTAAATGGAGTGACCTACAATCACTTTGT
CTTCGAGTATTTTGAGGATCTGCAAGAGAGACGTGAAGTGAGAACAATCGCTGGCATCAC
AGCTCTTGATTTCAATTTCAAACTGTGAAGAAATATCTCAGCAAAATCTACATTTCTGTT
TAATCTCACCTCTACTCCTGATGCTGCTGTAGTTCATTAGTGTATTTACATCCACACTGA
CTGGTTTTGCAAAAGGAAATTATGGAGATTTGAACACAACATACCTCTTCTCTGGCCTCA
GAGAAAGGTGTGGCGTTGCGCATGTGATGCCGGCGGATCCCACTCCAGCGCGTTCTAAAG
TTGGTCACGGGCTGACAGGGTCTGACATATTTATCATACAGAACGTTGCCATGGTAATCC
AGGATGCTGCAGCGGCCCAGCTCACTGACTCTTCCGCCCGTCCCCGTCCCCACCATTTCA
CAGTCCAAAGCCACCACGGAAGTACGGCATACGCTGGGGCACGGCGAGCTGCGACCGCTG
GTTGGAGGACTGGCTTCAGAGAACCCACTGTCCACCTCCCATCGGTCTCTAGGAGCTGTC
ATGTTGTGGTCTTTGGCCCCAGGGTTTCCATTTTTCATCACAAGAGTTTTGCTACTTGAA
GATAAAGTTTGTCCTTTCTGGTCTGAGTCAGCTCCATCATTTCCTTTGGGTGGTTTACCT
GAATAATCAGGTGATCCATCTGCAGTTCCTTCTTTTATTGTTTTCCCGTGGAGTCTCACT
TGAAGCCGTTTTTTCCTGGCCATGCCGTTCTCTCTCGCACGTATCAGCATGGCTTTCTTA
AACAGATATCTGTAATTCCCAAGAAGGCCCGAGGAGCGCCTGATGGTCCTCTTCGGTGGT
TCAGCCATCTTTAATGGCTGTGTTCACATAGTACATACAGTCGGCTGTCCTCTTCTTCAA
CACGTGTT
>CL3269Contig1
CTGGACTATTGCAACTACCTTGTTCTGGATGAGGCCGATCGCATGTTGGACATGGGTTTT
GAGCCACAAATCAGACGTATTGTGGAGCAAGATACCATGCCACCTAAAGGCATCCGACAG
ACCATGATGTTCAGCGCCACTTTCCCCAAAGAGATCCAGATTCTGGCTCGTGACTTCCTG
GAGGATTACATTTTTCTGGCGGTGGGTCGTGTTGGTTCCACTTCAGAAAACATAACCCAG
AAGGTGGTTTGGGTGGAGGACAACGACAAGCGCTCATTTCTCCTTGATCTGCTCAATGCT
ACAGTTATTCCAAGTGAGGTTCAGGAAAGTATCACAGAGTCTACAGAGAAAATAGGCAAA
GACTCGTTGACTCTGGTCTTTGTGGAGACAAAGAAAGGAGCTGATGCTCTGGAGGACTTC
CTTTACCGTGAAGGTTATGCCTGCACCAGCATCCATGGCGATCGATCACAGCGCGACAGA
GAAGAGGCTCTGCATCAGTTCCGCTCTGGACACTGTCCCATCCTAGTGGCTACAGCTGTG
GCTGCTCGAGGTCTGGATATAAGCAACGTGAAACATGTCATCAACTTTGACCTGCCCAGT
GACATTGAGGAATACGTTCACCGTATTGGCCGTACGGGACGTGTGGGCAACCTTGGTCTG
GCCACGTCGTTCTTCAACGACAAAAACAGCAACATAACCAAAGATTTGCTGGATATCTTG
GTCGAGGCCAAGCAGGAGGTTCCCTCCTGGCTTGAAAGCTTGGCCTATGAGCACCAGCAC
AAGAGCAGCACCCGAGGCCGGAAGAGGTTCTCTGGTGGATTTGGAGCCAGAGATTACCGT
CAGACATCTGGTGGCTCTGGAGGCTTCAGCAGCAACCGTACAGGGCGCGGCGCTGGAGGT
CATGGAGGGAACCGTGGCTTTGGAGGTGGCTTTGGTGGAAACTTCTACAACAATGATGGC
TATGGAGGAAACTACAGCCACGCCGGTAGTGTGGATTGGTGGGGGAACTAGTCAGCATAG
GAATAGGTTGTCATGCCAACCAATGGAAACCACATGTTAACTTAAGCCAGACCATAACAA
TCCTCCCTGTGTAGCTTCACTGACACACAGTACATTACCAGCCCTGGATCTCTGCCATTC
GCTTCACACATAAGTGCAGCACAGCACGAAGGAACTCACCAGCACGTGCACGGCACCAGA
GACCGCAGAGATTCGCACTCCTCAGAGTGAGCATGGATGCTGACATGCTTCGTCCGACAG
CAACCTCGGGCGTTTGTCGTTTTCAAAGTCTTTTTTTTCTTTCTTTTGTGGCGATTTAAA
AAGCCCGACTGAGTAATNTGAGGATCATTCGTTTGTTAATGTACTGTGCCTTTTGAATTC
AAACAGGAAATCTGTGCTTTCATTTCACCAAATGAACATGGCCAAGATTTCTAAATTTGT
TTTTACTATTTGTTTGGAAAATCCAGTGAAGGGTTAAAAAAAAAAGCTTTGATCTTAATC
AAACCTTGGCAAAAACTTTGGTGTTGTGACTCCTGAGTTGCAATTCCATTTGAACCTCAA
ATTTATTGCAGGAACATCATGTAGCCTTTTCTATTGTCGGACAGCTAATGGAGCCATTAC
TGTATTTTAAGGAACTAGGCCACTGTGTGAAGCAACTGTGTTGAACCGGAAGGGACAAAG
TTACTTTTTTGTTTTTGTTTGCTCACTCTATCCTGGACAGGCTCCTTTTCTGGATATGGT
CGTCTTTGGAAATAAAATAAAAAAGCCATTCCTCTTGTA
>CL3270Contig1
ATGTTTCCTGAGTGAAATCGTCATTTACAGCATTTACAGCAGTTTCAGGACAAAAACAAG
CTTCCTGCAGATGTGGGACGAAGAAGCCACAGAAGTTCATGTTACATCAACACAGCCTTC
TCTGTGCTCGAAAAAGAAACATTTGTATAAAAGAAAAAAGAAAAATCGACATTAAAAATC
ACTTAAAAGGAATGCATATATAGTGGAATAAAAAGCTATATTTCATGTCAGATGTGAATC
TCTCTTCTGGAAGACAGACGTTCCCCCTGAAGCTTAAAGACCTGAAGGAGGAAGTACTCC
AGTGTTCCTCAAAGGGACGCCGCTGCTCATGGCCGGGAGTCGTACTCGCTGATCTGCTTC
TTGATGTGGGACAGTTTGGAGCGCAAGAACCTGCACCGTTTTTTCCTCATCTGGTAATGG



GGGGTCTTCTTCAGGTTCCGTAGTCTCGTGTGTTCACTCATGGCATCCAGAAACTGGGGA
CTGCCCTCTGGGAGCCGGTCTAGATCTCTTTCCAGGTCTGCCAGGTCCTGGTTGATTTCC
TCCTGTTCAGCCAGCAGGTTCTTGTACTCCAGGTGGTCCCGGTCAAACTCCCGTTTGTAG
GTCAGACGCTCCTGCTCATCCAGAATCTTTGGAAACAACACACTAAAGTCCTCTTCTTCC
AGCTCATCTCCAGAATCCATTCCAGGGTCGTAGTTTGTCAGCCTGGACTTAAGCCCCTCC
ACAGAGCTGCTCATGTCCGAGTCCCCAGGCAGGTACAAAGGTTTGTTGTAGTCCATCTTA
TCCGGGTGGTCTCTGAAACCCCCAACCATGTCATTGGGGGAGTTGACGAGCATTTGAGGA
TTCTCTGACACGTTGTTGATCCACTCTCCGATGCTGTTGTGGAAACCAGCACTAGCGACC
TTTGGCTCCTCCCACAAAACTCTGTCCACGCCCCAGTACCGGATCTGGGAACGAGTCCGA
GCCGCAAACACCAGTAGAATGATGAGGCCGATGAAGACCAGAAAGCCCAGTACAATGGCT
ACGGCCTCCTGAGGGTCCACCACACAGTAGTGGTACATGTACTGGTTTAAGAAGATGCCC
TGGGCCTGGGTCTGCGTCTGGTACTGCGCACACATCTGGTACACCTGGTTGTACATCATT
GAGCCGGAGGACTGTGCCATTGGGTTCACGGCCACAATGTAAACAATGGTGGCGATGATC
GTTAGGAACGCCAAGATGGCGCTGATGATGATAGTTGCCAGGTAGAACTGGGTAGTATGA
GAGGTGCTTTGTCTTGAAATAACGATGATAAAAATGATGAGGACAGCAATGAAGGTGATG
GCAGAGATGGCAATCATGAAGCCTTTGCCAGATTTGGGATCCACTTGCGTTCCTCCATAG
CCATAGGAACCACCGGAACCACCGGAACCACCGGTTCCGTAGCCGCCGTAGGACCCACCG
TAGGACCCACCGTAGGAACTTCCACTGTACGAGCTGCCGATACCTGGGATTAAGCTAGTT
CCACCTCCCATGAGGCCCATTTCATACTCCCACGCCAAAGTGGAGGCCACGCATGCGAAC
ACGGCCACGCACAAAATGATGATGATGATGCCCAGTATCTTCATCACTCCTGGGGGGGAG
GTCCAGCGGTAGAAGTGCAGCATGTGTTCCCCTTGATGGTAAGGGTAGACTGCATTGGAC
ATGACCTCGCTATGCCTGTGTTTGTGTTTGCTGCCACTGTGGGTGTGGGTGTGTGTGTGG
GTGTGCTTGGTCCTTGGCATGTTGACGTTCAGAAAGGTCAAACTGAAGAACTTCAAGAAG
AATAATCGGTCCGGATGAGCAGAACAAAAACGAAGAGCGACACCGACGCGCGCGCGACTG
CATCAAAACACTCCCGTGCTCAGCAGTGCACGGCCTAACAGGTGCGCACGTCACGTGGTC
TCCTCCCCCAGGTAGTGCAGGACCAACCG
>CL3271Contig1
CGGCACGAGGTTTTTATTTATTTTTTTTAAACAGATGAATTCTGGTCTTTTTCTAATTGT
ATAATTTAATTTAGTACAAGAGTTTGTAAAATATCAGAGTATCTATTGTTTCTACGACAT
GGTATTGCATTTATATCTTTTTACTACTCCAGTGATCTGTGATGGCTGCAGCAACTTTAT
GTTTTTCTTTTTTTTTTATTAAAAAAATATACAAAAAAAACCTGAATTCATCTGTTTAAA
AAAAATAAATAAAAAAACAAAACAAAAACATGGACTACCCTGAAGATTGTGTACAGAATA
TTCCGTAGTGGTGGGATTTAAGAATATTTGCTTTTTTTGAAAACATAAGAGTTGTATTTT
CTGTTAAGAGTTTAAAGATTTTTGCTATATAATGGACAAAATGTAATCGTATATTAATTT
TGTACCTACATTGTGCAATACTGANAAAGCAAACG
>CL3271Contig2
AGTATTGCACAATGTAGGTACAAAATTAATATACGATTACATTTTGTCCATTATATAGCA
AAAATCTTTAAACTCTTAACAGAAAATACAACTCTTATGTTTTCAAAAAAAAGCAAATAT
TCTTAAATCCCACCACTACGAAATATTCTGTACACAATCTTCAGGGTAGTCCATGTTTTT
GTTTTGTTTTTTTATTTATTTTTTTTAAACAGATGAATTCAGGGTTTTTTTTGTATATTT
TTTTAATAAAAAAAAAAGAAAAACATAAAGTTGCTGCAGCCATCACAGATCACTGGAGTA
GTAAAAAGATATAAATGCAATACCATGTCGTAAAAACAATAGATACTCTGATATTTTACA
AACTCTTGTACTAAATTAAATTATACAATTAGAAAAAAGACCAGGAAATCCCACTTATTT
CTGCCAATTTTTTGACAAAATTGGCGATGTCCAGTTATGTTTTAAATACTGAAAGAGGCC
ATGACTTGGGATGATGTCCCTCTTTTTTTTTCTTCTTTTTTTTTTTAAAATATATATCTA
AAAACAGTTACATAAAAAAAATATTTTGGGCTTGGTTGGCAAAAAAAATGACAA
>CL3272Contig1
GNTCTTTTTATTGTTTTTAGTGTAGAACTGTCATTTTTGTATTTTTACGCACATGCTGAA
TCATGATGGAGGCTTTGCTGAGGTTGGGTCTCAACAATACTCAGTTTCAAGCTTGTATTA
GTCTGGCTGGACTCCTCTGTGTTTTCCACTTTCATCACGTTAACTTGTTGCTTCTCACTT
CTTCCCTCTGCATTCCCTTTAGGAGGAACTCCCTCAGCTTGTTTACACACGAGCTCGGTA
CTCTGCAGCTTTGCACACGCTTTTGCAAAAAAGTCTTCCAACTCTGACACAGGTCCCCCC
GCCGAGAACAGGCGGTCCAGGTATGCCTGAGCGTACTGATCTGAGGTGATGAGGTCCAGG
TTCACTTGGGGAGAGGCAGTTGTGGAGATCTGATCAGGTGAAGATCTTTGCCCTGTTTTC
GCCTCCAAGAGGGAGAGAGGGATGGTCACGCTGCTTCCTGTTTCTTTATCCACCATAGTG
AGTCCAGTCATAGCTCCCTCTTCAGGCACCTCACACGGGGAGTCAGATTGGGCTACAAGT
CCTCCTCTACATTTGATTACACTGATTGTTCTGGACTTGTACCGCCTGTAGGCAGGTATG
ATCTGCGCAAGGTCCTCTCTGTACTGCTCCAGCGCTGCCCTTGCAGAGAATGGCTCAGCC
TTGCCCTCAAGGCGGGCGAGATGGATCAACATCTGGGTGTGAAAGATGGCTCCGCTGGCC
CAGTGTCTCAGAGAACTTGAACTGCAATCCCCCCCAAGAAGACAGGTCTTCAGCTGGGTG
AGGATGAGGCTGAACTGGGCCTCGAGTCTGAGGAAGTCCTGGATCAGCCTGTTCTTATCG
GTCAGGTTGATCCTGCAACGCTTCAGGTGCTCCTCCATCACCTCCTGAAGCTCCCAGATT
CTCTGCTGAGATGATGAGGAACCCACTGGCTTTCCTTTTCCTCCTGATGACTGTTTAGAA
GTCGTGTAGACTATATCCATCACCATGGCGATCACTAATCCCAACAAGCCCGCCAGGCGA



GGTTCATCAGAGAATGTCGACAGTCGGCCAATTAGATCCTTTAGGTAGGTGGGAGCACGC
TGCTCAACAGTACCCTGCAACTGTTGGAGCTGCTCCATGAGGCCAACCTGGGAGGCAAAG
CACTCATCCTGATTGGCTAACATGAGAGGATGGACGACTCTGAGGTCAGGTCCGGCGCCG
GCTCCCAACATGGCTTCATAGAGGACGGAGGCTAGAGCATCCTTCAGCTGGGAGAGCTCT
TCTGCTGATGAGAGGAGCTGGCCCATGAGGATTTTTGTTTATTTGCTAAGAAAATACATC
GAAAAAAATCCTTGCTTATTGCAGCATCTGAGATATGAACATTTCTGCTTCCTCCTCACT
CACAGCCGCTTCTAGCGCTTCCGGCTCCACTCTTCAGTAGGCC
>CL3273Contig1
TTGTCCGAGCCTTGAACGCAGCCGAGTTGTGAAGATGTCTCTCAAAGCGGGAAATTTTCA
TCGCCTTCATTGTTGACATCTTCACTCTCAAGCAGCTTGGGCAGTTTGGGGAGATGTTTG
CGCAAGATCTCCTTGAGCTGGTTAGCAGAGCAGATGGTGAGCAGCAGAGCCCAGGACAGC
AGAGCGTTGGTGTGGAGCTGGCTCGTCTGTGGGTTGATCGAAGGACAGGTACCATCTGCT
CTGGCGTAGGATCGGGTGAACAGGTTCTCAAAACACTCCATGGTGGCCTGCACGTCCAAC
ACATCGTCCTCTGCAACCAGCGTACAAAGACCCAGACTCGTCGCCACCGCTTGTCTGGCT
TGAATGTTAGCTGATCCGTCTACCAGGATGTTCTTGAAGATGGGCTTCAGGGTCTTGAAC
ACCTCCTCGCTCTCTATTCCTGAACCCAGCTGGATGCAGAGCAGACAAGCCAGAGAGGCC
GCCGCTCTTTGCTCCTCCCCTTTGCCTTTTTTGAGGCAGCGCTCGATGCTGTCTGTGATG
GTCATCCTTCTCTCCGAGATGAACTCGTAGAGGATCCGCGTGGCCATGGCGGTCTTCAGC
CCGTCCAGAGCGCCCTGTCTGGTCTTTGCACTTTTGTCCACAGTGCTGTCGATAAAGCCC
TTCAGCTTATACTGAAAATCCTCCTGGGCTGTGTCTTCACTTCCATCTCCACCTTCATCT
GCTACACTGGTGGAATCACTGAAGCTGCTGCAGTGACTGAGAGTTTCAATGGAGGCGTCC
TCATCACTGAAAGGCTGTACAGCTCCATGCTGTCCCCCCTTGCTTTTCTTCTTCTTGGTC
CTTGGCATTTTCTGTGCAGATTTAAATTAAATGTGATCAAAAATCAGCCAATACACGACC
AGCTTTTATTGTATTGTCTAGTAAAGTGAAAATGTTCCCGCGGCACGGTAGATAAAAAGC
AATCGAAAGCGATCTTGGAAATAAACAGTTGGCCGAGACGATACATTTTCCTCTCATACA
CCAGCGCTCCCCCCGGCCATAATGCCCGGGTTAAC
>CL3274Contig1
TAGGCAAAAAAAAAAAAGCTTCAGATGATATATTTGCTGTACTGCTCTTGAAAACTATAT
CAACTTAGAAATTCTAATGACAACATTTATTAACTTGCATGTCCACTAAAAAGCCTGTTA
TAACAAGCAAATCAGTTAAAACTGAAATATAAGATATATTTAAACATCTTGTCAATAAAA
AAAATGTAGGGATTATCGGTACGTTCTAAAAAAACAAAGTCAAACGTTTGTTTAAGTTAT
AGTGAGCACTTTAATGATCCGACTGACCAAAGCAACACAACAGTATCGGTAGAGTTTTTG
TGGGTGGAGTTAAAAATGCAGAAAGTGTTGCTCTCATTAAGCCTTGCTGGTCCCAACCGC
CTGTGATCCTTGCTGACTCTGCAGCTGCTGCAGCTTCATGTTCATCACTTCAATCACAGC
TTGTTTCATGCCGTGTTTTTCCTGGAGAGTTGGCTGAATTTTCTCTATCTGCTTGGTGAG
GAAGTCTATTTTGCGCTTGAAGAATTCTTTTGAATCTTTCACATTCTTTTCCACATAATA
TCCCGTTCCCACATCCACCAACACGTGCTCCACGTCGTTTAATGTGCCGGGGACGTACAT
AGAACTGGTGAGGGGGACGAGTAATTCTTTTCCTTTGTTGTTTTCGGTCAGTACATTTAA
ACTGTCTTTTGCTTCAACATACTTGGTCTGCACAACTTTGAACTGGCCAATTGAAGAAGT
CAAGAATTCAACTTCCTGGTCCAGCTGGCCTTTGAGTCCTTCTAACTGCGGCAGAGAGAG
GTCTGTGAGATTCACCGCCATGTTGGAAGCGTGGTGACAAAAGACGGATTCTTCTTCCGG
TTGCGAG
>CL3275Contig1
GTGCGTGATCTCGGGCCATGTCTTCGAGTTCGTCCTGGGAGCGCTCTAATAATAGAGGAA
ACCGCCCGCGCCCATAAGACCCCCTTTTGTTGCATTTTTAACCACATATCGTAACGAAAT
GGTCATCAAAGTTTTCCTCGCCTCCTCCTCTGGATCCACGGCGATCAAGAAGAAACAGCA
AGATGTGGTTTCATTCTTGGACGCTCTGAAGGTGGATTACACAGAGCTGGACATCGCCTG
CAATGAACAGAACCGCATGTGGATGAGGCAAAATGTCCCAGAGGAGAAAAAGCCTCCCAA
CGGCATCCCCCTCCCTCCTCAAATTTTTAATGAAGAGAGCTACTGTGGGGATTATGACAC
CTTCTTTGATGCTAAAGAAGACAACGCAGTGTACACCTTTCTAGGCCTGCCTCCCCCACC
TGGGTCAAAGGAGGCACAAGCAGAGGAGGAGGAAGATCAGGAGGAGGAAGAGCTTCAGCA
GCTTGAGGAAGAGGAGGACGCAGAGGAGCAAGAGGAGGACGAGGCGGAGTAGTTTAAGAA
TCTTGGTTGAAGATGAAAACTGACTACTGTCCAGCTTGAAGCATCTCCCCGCTCCACCTC
TTCATAACCCCAGCCTCGTGACCCCCCCCAAACCAATGGACAGCTCCGCCCTGATGCTGC
GCTGGACACGTCTGGAAACCGCTGGCCATGTGCTTGAAGTCCTAATTTGACCCACCACTG
TCCCCTTTTTGACTATTTTTATATTGTATGCTTTAGGACCTGATCCAAAAATGGTGTAGC
GTAGTTTTTTGTAAAAAGGCACAGTCGCATTTAAACACATCNTGCAGGGTTT
>CL3276Contig1
TTTTTTTTTTCAGATTGTAAAAAANATAGAAAATNTTTNTTACACATTTNACTTACNCAA
TAAAAGATATTACTGAAATGCTTCCATCAGCAACAGGGGGACAAGACAAGATGCCAAAAA
CAACACCAGAGAATAAAAAACGCAGGACCATGTGGACAAAAAACTTTTAAAATCAGCAAA
AGTTCAGGAGATTTCTTTTTTTTTTTATTGCATGGAGAGTTGATCCAGGTTGTCTGAGGT
TCGGCTGGAAAGGTGGGCCTCCAAAATTTCTCCAAACAAGCTTCTTTTCAGCAAGTTATA
TGCCATGGGCAGAAGTTGCTTTATAACCTTGTGGAAGTAATGGGATCCATAACAGAAGAG



GTCTATTCCTAACTCATAACCCATTCCATAGTCGCACTCATCGTTAGCAAACTGAACAAA
GGTGATCATCTCCTGGATAGGTCCAAAAGCTTTAATGCGATCTTCATCATTCCGAGCCTC
TGCGATGGCTTTACAGATCTTCTTCAAACCAGCGTCTGTTTCAGGTAGTTCTCTGTAGCC
TACATCATTCTTGTCTACAGGCACAACGATGCCGGCACCATGGAACGTCTTTGTGACCAC
CCTCTTGTCCCTCTGTTTCATTGCTTTGGTTTTCTGCTCTAAAGACAAGTTGAGGGACTC
GGCTTTGTCCTTTAGTTTGGTCTCCAAGCTTTCCCACGCTCCAGTCTCTCCTTTCTTACT
GCCTCTCTCCTTCCTCTTCCTCTGCAGGTACAGATAGACCGCAGCAAACAAGTTATCTCC
CATCTGCAATATAGTGCAGTCCTTCTTAGCTTCATTTTCCCCAACAAATGAAGGAAAGGA
GTCTGGGGTATCTCTGTAGTAGCCCATGTGATGCTGGCTGTCCTCACTCCCCTGAAGTAC
AGTCTGAAACTCTGGTGGGTCATAGAAATGCCAAAAGAAAAGGTGGAAGTTCAGCTGCGG
GTTCTTGGAGGTTCTGTGGGCTCCAGCCAGAATTTCAAAAGGGCCGACCAGCTGCAGGTC
CAATGCCTCTTTCAGTGCGCCACAAGGATTTTCAGGAATAAGCTCCTTGCAGAATTCCCA
AAAATGGAAAAGATCTTCTGGCAAATGAAAGCTGTACAGTTGAAACAACTCCTCACGCTG
TTCTGGAGTCACATCGGACAGCGGTACGTCTTTGGATCCATCAGTTCTCATCTTCTTCAC
GTCTCCATTACAGGCGCTCACATCCTGTGCCGATTTGGGTTTTCTTTTTGCGCGCCCTGT
CATTTTCCTCCTCTTGT
>CL3277Contig1
TTTTTTAGTAAAAAATCATGGAGTCATCCTGAAACCTGCTGATCTTTTGAGCCGCTGCAA
CATTGAGGACTTCCCAAGCTTTGTCACATTTGGAAACAGAGGGTGAGGGTAGCACGGTCA
CTTCCCCTGGCAGTACTTCTCCAGGATCCAGTCTGCATCTGCCACAGCCCGGTTTATCAT
GAGGAGGATCCTTTCTGGGTCTTTTTCATCAGAATGGCTGTTGTAGCTCTGTCTGATGGC
GTGCCTGTAGTGCTGTTGCATGGCGGCGGATGGCAGCTGCCTGCAGCACCTCAGCAGGTA
CCTGTACAGCTGCACAGATGTCTGGATGAGCTCTGCTCCAGGTAAGGGGGGCATCTTACC
TCTGAGCTTCCTGGTTTTGAGGCTGAGTGGTAGGAGCCAAAAAACGTAATAGAGGTTGGA
GCTAAGATTAAGAAAACCCAAAGGATGTTGATGGAGCTAGTTGGTGTGATGAGGAGAGGG
CTTGATGGAGGCCGAAGACCCGTGAATCTCCTGACTCTTTTAATTCCTGATAATTACGGG
TTTTTTCTCAAGGAAATTCTCTCCCAACGTTTGTCTTCTGGTGTTTTAAATAAAGGTTTT
GAAAAAAAGGTTGGTTTGGGGTTAGGACGTACGTAGGTCGCCAGCGAAAACGGTATCACT
CTATCACTCACCACAGCGACCGATCACGCAACGTGGACAACGTCACGCATCCGCACAGAC
CTGAAGAAGACGTAGCCGATGCAAAAAAAAAAAGACGTAGCCGATGCTACTTAATCTGAC
GGGAAAAAAAACATCTGTCGGTTGTTTACGCTGGGAGCACAATGCGCATGCCCCCGGCCA
TAAGGCCCGGGTTTAACGGGCGCTCCAAGT
>CL3278Contig1
GTTTTTATAAAAAAGTATGGAAGTTTGCGCTTCAGGTTAGCTTTGTTCTTTGACTTCTGC
ATCCTGACATCAGCCTGTTTAGCTGCAGTCAATGCTACAATTTATGGCTTTTTTTAAATC
AGATTTCACTTTAAAAAAAGGCAGTTTAGCTGAAACATTATTGGATTTTGTGCTTAAAAA
TGGTTTATTTTTGCACTGAGAGGGAAAAAAAACACAGATGGCCGTAAACCACTGAATTTT
CCTTCAAATATCGAAAGAGACGTTTTGAAGGACCGCGCTCGTATCGTCAGTGCCAACACA
CTAAAAGCCTTAAATGCAGCTACTGGGCAGGTTTCTTTTGTATTTTTCTGGTTGTGTATT
GATTTCTATGTGTATCACTGTCAGTGTTTGTGTCCGGGGTAAATGGTGGGGTAGTTTTTG
GGTTGTTGTCCTCACGGCACACACTGTATTCTCAGGGCACAGCTTGTTGACGGGAGACCC
AGAGGCTGGTTGGGGAGTAAGGGACGCTCTTCCTCACTGTAACCCGTCCACCTTTGGCCG
ACCAATAGGACCCCGTCGGCTCGTGGCGTCTGTGTTGGCGGCCGGGTTTTGAACAGTTTG
TAGAAGCGGTTCAGGATGAGATGACCCTCTCGCAGGCTGTGCCCAGGGCTCAGCTTTTGG
CTCACACTGCTGGAAAGTGGGAGGATGTTGTTGTTACTCAGCAATGCCCGCTCACATCAA
GATTCACATCTTTCGCACTTATTAAACAATGGAAATCTATAAAAAAACAAATAAAAAAAA
ACGATCTGTTATTTTGTAATGTTTGTCTGCATTTCTGAAATCATGTTGTAAGGTGTGGTA
ATAAATATGCTTTTAAAACTGAAAAAAAAAAAAAAAAAAAAAAAACGCCCCAAAAAAAAA
AAAAAAAAAAAAAAAAAACAT
>CL3279Contig1
TTTTTTTTTTGATTTATATTTATTTAGACATCTTTTACTGAAAAATCTCTGTAGAAACTG
GAAAAAGGCTTCAACTGTCTGTTTAATGCAAACAACTCGAGGTCAAACTGGAACCTGGGG
GGTGGAGGGGGGGTCTATAACCTGAAACATACAAACGGAGTGATTCACAGTCAAAACGCA
GAACCCAGCAGGGGGGTTAGTAGCGTCTGTAGTAGTATGGGGGGGGCCCATAGTGCATGG
GCAGGTCCATGTTGCGGTGACGCTGGTTGAAGGGTGGGTTGTGCTCGTGCTGGTGATTAT
TGTTCATGGGGGGCAGATGCTGCAGCGGGGGCACATACGGCGCCGGGGGTATGATGATCT
GATGGAACATCTGGCCCTGAGGAGGTGGCGGCGGGAAGCGGCCGCGAGGGGGGACAAACA
AAGGGGCTTGCACCGCCTGTGGCTGAGGGGGAGCTGCCGGGTTTGGGTTGGGTGGGTTCT
CTGGGGCGGGGCCCACACACGGCCGCTTGGTCTCTGGGATGATCTCTGGAGGCGGGCCGA
CCCTCTTCCCTGCACACTTCTTACTGAGCTCTGCTTCTCCTTCTTTCTGGATCTCCTGAA
TGATGCGCTCGTCGTCTTGCGTGGGGTCGGTCCAGAGGGAGCATTTGTGGCAGTGGCGGC
AGGGGGCCCCGGGGGAGCGGGCGTGCTGGCAAAAGTGGTTGTAGCCGGTGATGGGCTCCC
GGCAGAAGTAGCACATGAAGCTGCCGCAGCGGCAGGACATGCGGTTGCATCCCTCCGATT
TGACCAGGCCGGTGCCGCATTTGACGCATTTCCTGACACGCGCCGCCGTCATGCGCTCCT



CGAACAGCACCCTCATGCGGATCTCGTCCCGCTCCAGCACCTGCTCGCACGTCTTCCCCT
TGTGCTGCTTCCACAGCACGTGGCACTTCCTGCAGCTCTCCTTGCGGCAGCGAGGGTTGG
GACAGCTGAACAAAGACATGTCTTTGTCCAACAAGGCCGGAAAGTTGCAGAACGGACATC
TGACCAGCTCATCGGCACAGGTGGCGGCCACCGCCTCCTCTGCCTGTCTCTCGTTGTATC
TGAGCAGAATGTTCTCCGGCAAGACCTTCTCCAGCTCACAGGAGGGGTAGGAGCAGGGGC
ATCCGCCCTCCATGCAGCTCAGCTGTGCCTGTCCTGCGCCGAACACGGCCTCCTGAGCGT
ATTTGACCAGACAGTCTTTGCAGAACAGGTGACCGTCGGAGCACTGCGTCATCTTCTCAA
ACGCAAACTCCCCAAAGCAGCAGCCACACTCAATCAGCTGACCGTCCTTCTTGTATTCGT
CTTCATTGACTTGCAGAGCGAGCAGGAAATCCTCATGCTCGGCCCACTCCTTGGCTTTCT
GCTGATAGAAGGACAGCTCCTTCTGCACTGAAGCCTCTAGATTGCTGTAGGTCCGGCAGT
AACGGCGGTTGTTCTCCAAGAAGAACATCCTTCTTTCCAGCTTCAGGGAACCGTGCTCAA
AGTGAAAGTCAATGAAGCATCTCTCTGAGGAGGTCCTGCTCCGTCTTCTCCTTCCTAACG
AATCACCTGATTCCTGCCACTTCTTCAGAGCTTCACATAAGGCCTTGCGTGTGATTGCAT
AGTGTCCCTTCAGAGCGTTTAGAGCCCATTTGATATCTG
>CL3280Contig1
GTTGTGAAGAGAAATTTTATTTAGAGCAAGTTAAACTGAACCACTGTTCATCTGAACTTC
ATAAAGCTAAAACGCACAAACCATTAAACAGAGCATGTTTAACACACTGTCCCGCTCAAA
CATCGTACTTTCACACCATTTGCCATGAAAAACCATTTCCTGGCTCAGATCAGGAACCTC
CTGGTTCCACCTTCACGCACGCTGAAGTCCTCCTGAATTGAACTTGACCTGAAGGTCTTT
GACTCTGCAGCGCCCCCTGCATCCGAATCAGAGCTGGCTGCCCGACTCATCAGACAAGAA
CCTCAACCTTTCAGCAGTTTGAAGTGATGTCCAGGAAAAGAAAGGTGAGCCATGCAGAGG
ATAAACAAACAGTAGCAGCTCTGCACTGAACACCCAGACAGACAATCTGCATCAGGAAGA
ACAGCTACTATTTCACTTTGTGCATCAGTTTGGAAACGTACTTGCACCTTTCAGGAAACA
TGCTTTTGTTTTGTTTTAACTCGCAGATTTCTGCTGCTCTAGGAAAACTTGTTTGGAAAA
AGCAAAAACAAAAAAAAGAGTCCATACAACCACTCATGGTCCTGAAGTCTTGCAGTTTTT
GTTCGGTTCACAGACCAGAGCAAACATGCAAACTGGTTTGGTTTTCAGTCTTTATGCAAA
TCTGAAGGAAGCAACATTCACAACTAGTGTTATAAAGGATGCAGGAGATCGCCTACTTTG
ACTTTATAGTCATTTGGAAAGAAAAATGACTTAGTGCATGTGAGGAGAATGCAGTTAGTC
TTCGTCCTCGTTTGGGGGGCTCAATCGTGAGGCTGAATTTGGGGGTTTCCGTGACAACTG
CTCCTGTTCGAGGGCGATCGAGTCAAACGACATCTGACAGAGTCTGATCAGCTGTCATCA
GAACCGATCCGGTGGGATCATGGAGCAGAGGCGGAGCTACAGAAGTGTTGAAGCGAGTCA
GGTCAGAGTGAGGGAGCTGGCTCCTGTGAGGCTCAAGGCTCCTTCTCTTCATTCTCTGCT
TCTAGGATTTCCAGAAGGTTCTGCTTCTCCTCCTCTGGCATCAGAGTGACGGGGTTCAGG
TGGAAAATTTGCTTGTGGTCGCACGCCGGGAAGAACAAATCTAAGATCTTGACGATGAAT
CCTGATCCTACAACGCCGATCACAACCACGCCCATCACCAGGAAGAAGACCGGCAGCGAC
TTGAAGCAGAAGACACGAAG
>CL3281Contig1
AAGATTTTATTGATTGACAAGCTTGCTGACCACACATGGAAGATGACCTCACATATGAGG
GGAGTGATGATTGAACGTCTTCGTTACAACTCACCAGCTCCCTTTTCTTCATGCACTCCA
TCACCATGAGGAGGATTTGCTGCGATTGGCTTTTGCTGTAGTTGAATGTCTTCTGGATGG
TGACCAAAAGTTGGTCTCTGACGTCATCATTTACCAGGCCTCCATCTTCTGAGAATTTAT
GTGCAAAAGATATGATATCAGAAGCTCGGCCGCTGCCGTCGCATATCACCACTGGGATGG
GAGGCTCGTCCCTCAAGCTCTCCAAAGCGATGGAGATAACGTTGGGACCTCCTTCCACTA
TTAGACAAACTAATGGAACCCCTTGACCCAAACGAGTGTTGATCTTTTGCAGAGAGATAT
GCTTCTCCAACAGCCGGCGGAGTTTCACCTCTGAGCCATACTTCCCACAAGTTCCATTGT
CAGTGAGGATGAAGTGGGAGTGGCTGTTGTTGAGCACTGCCAGCTTACTCAGTGGGTTTG
CCATCGACTGACAAGGTCTTGTTACATCTTTCCCAATGAGGTCCTCTTTGTTCTCCAAAA
TGCCCCATGGAGCGATTCCTATTGCACATACTTTTCCTCGTGACTTTGAGGAATGGTCCT
TCAAAGCATCCCCAACATGGCGAATCACTCCCGTGTTGACTCCGCCTGTGAAGATCCAGG
CTCCTGTGGTGACCGCCGCTTTGATCAGGCCTTTGCCAAACACTTGCTTGAGTTTTGGCT
GGAGGTCAAAGTTCTGTAGACCTCCATGCACAGAGATGAGCAACGTGGGGAGCTCCAGCT
GCCAGTCCTTCACCATCAGATGCAGAAGGTTGTCGGGCTTGGTGTCGTATGAGACCCGAA
TGTACATGGCCTTGTTCATGAATCCTCCTCCTTGGAATTCAATGATTCCAAAGGAATCTG
TTGGATATGTCCTGGTGTGCTTGATCAAACTCCATTTGTCATTTGGGGTGTCGATCTGCA
CCAGGGGGGCTGCTTCCTCGAGAGAGCTGGCTCCAGGAGGGATGGCTGGGTGATGGGTGA
CCAGCTGACCGCAGGCACATCTGGTTGGATCCTTGCCAGGAAATATATGAATACATTCCC
TTTTAAGGAAAGTCCTCTCAATCCAAGCTCGCTGTGCGCAATGATTGCATTCATGTTTCA
GGCTCTGCAGGTCAAAGCTTGAGTGTCGGTGTTTGCTGCTCCGCTGGCTGAGCCTTCTCC
TGGTGCTGCTCTCCCAGTCAAGTGCTCTTACCGAATCCCAGGCCAA
>CL3282Contig1
TTTTCGAGAAGCTTCCTAAAACAAACTAACACTTGAATGCCACATGGTTTTCTTTAAAAA
GTGAATGGAGGACATTTAATGGCAAATATTTGACAAATACAAACACAGTTTATGGATAAC
AGAGCCAGCAGTTTAATAAGTAAATAAAAGAGAACCAACTAAATGGGTTGGGGGTTATCA
GCGTCCCACAGCGCCCCCTTCTGACTCACTCAGCTGTCTTCTGCTCGACACTTCAGTTCA



TTAGAGTTCTGGAACAGAGCCGGGCCTCGAGTCCCTTCAGACTAATATGTCAAAGATGGA
AAAGAACTTTTAGTTCCACAAAGAAACTCCTCTGTTTGGAAACTTCAGACGTTCACGCTC
CTTCAGCCCAATTTCTCCTGCACATAAAAAATGATTTTAATCTTAACACGAACAATGAAG
CCAGAAGACTGAGACGCTGGGACGTTTCCCTTTAGAATAATTATCCAAGAGTAACTAAAC
TCTGTAAATCCTGCAGCTTCAAAGCTCTAAACACTGACAAAGGAAATCTTGGTTCTCTGG
TAAGAACATATGGCAAACCAACATGGAGGAGTTTCAGCACAACAACAAAACGTGTTTAGT
GCACAAATCAAAGTCATTCCTCGTACCAAACAGGCAGAACAACGGAGGATGTTCTACATT
TGGATGCATGATCGTGCACCGTCCATGGATGTTCCCACCGACACGCTGCAGAGGACTTCA
CGCCTCATCCTGAGCTCAGGTCTGCTGAACTACAGAAACCTGCCACGCCAGCAGAGCTGT
GGGACCGCGGTGCAGAAAGACACACAACGCGGTCCGGACAAGTCAATCTGAGGGAATCAC
AGCAACGGCAAGCTCCTGGGAGGGGCCAAAATGATCCCAAAAACGTAGAAGAGCCCCATC
AGGAGGTTGAGCTTCGTGGTCTTCTGCGGGATCTTGGCGTAGCAGCGACTTCTGAACTGC
CTCTCCAGGGGGAAGGCCATGGGCAGCGTGAGGAGGGGCAGCGCCATGCTGATGGTGTAG
CGGGTGGCCAGGATGCAGAACAGCACGTAGGGGACGAAGATCAGCAGGTTGAACAGGACG
TAGGACAGCGTGGGGCCGATCAGGATGGCCAAGGTGACGATGCCCGCCTGCTTGTCAGAG
TCCATGTCTCTGGTGTTGTTGCTGTGAAGGATGGCCTCCGTGTTGAGCGCCAGCGGCACC
GCGTACACCAGCGGCAGCACCGACAGGTAGCCCACCTGCACGGCGTGGGCAAACATCACC
GCCAGAGGCCCAAAGGTGATGAGGATGACCACGTCCCCCAGGGCCACGTACTTCAGACCG
ATGCCTCCTGTATACATT
>CL3283Contig1
TATTTATTGTCAGAAATAAGCTGATATATAAAGTTAACAGGTGTAAAAAACACACACAAG
ACTTGTGTTTGCATGACAGTGCTTAAACAAAGGATGTCTTCATTACAGATAGATTTATTA
ACCTTTTTAGTCATAAAGATGGTCAAGTTTTTAGAGGATTTGGTCTCTTTACCAATGGAT
ACAAATATAAATCAACTAACGATAGGAAGGAGTGTGAAGAACCCTTTCAGCCGATGGGTG
TCCTAAAAACAGATTTAATTATTTGCTCTCTGCTCAAGGAAGAGTCATGCCGCCGGGCAG
GTTCCCACACTGACCGCTCCACTGACCAGAACTGCTTTGCTGAGGCTGACTGGACTGTCG
TTGATGGTCAGATTCTTCATGCAGCCCACAAAGGATTTCCTGGTGGCATTTTTGTCTGTG
GGGAAGTGATTTGGGAATCCGCCTATGAACACTAGCATCCCGGGGTCGGCGGAGCTGGAC
TTTACCTGTCCCACGACATGACTGACCTCAGAGTCAACGTTCAGCTGGAGGATGCCAACA
TCCCGGATCACTGTGATTCTGTGCCACGTGCCATCACACACACCATGCCTTAGAGACACT
TTAGTGAAGAACTCATGAGGGCCATCTTTTACGACGACCACCACCGCGCCCTCATGGATG
TACAGAGTGAAAAATTGCTCTGATGAGCGAGCATGCAGTAACACAGCAGACGCCACACGG
GGGCGGAGCTCCATGACCAGCTCAAACTTCAGCCCCAACTGGTGGGATTTATCCAGGACA
ACATATCCTCCTTCTTCTGAAAAGTATGCTCCTGGCTCAGAAAGTCCCTGGAAGCATGGG
GTAACCCCAAACATCTCTGCTGGAGTCGACAGTTTCCTGTCATTCAGCTGCAGATTCTTC
AAACAACCAGTAAAGCTGAGCGCCGAGTTTCTCGGAATATTCTTTAGAGTCAACCCTGGA
ATAACTCCACCGATGAACAGAGGGCGGCTAATCTGCCAGGGTTCGTTTCTTCTATGAGCT
CTGTCCTCTAGGGTTGGAAGTCCATCTACTGTTAAGCGGCCAAGGTTCCCATCACGGGTG
ACGTTTATATGGTGCCATGCGCCATCATCAAGTCTGCCTTTCCCGCTGATTTTCACTCTC
TGGTCTGCTACGTTGAACGTGTAGACAATTTTTCCGTGACTCAGGAACAGCGAAATAAAA
TTGTCCTCGCGACTATCTGATAT
>CL3284Contig1
CGCTTCCTTCTGCAAGAGAGGACTTCCAGNAAGAAGCCGGATGCATAAGTCTCACACCCA
GAAGAGGACGGTGGTGAGGGACGCACACGGGAAGCACCTGCACCTGGAACGCCTGGAAGA
CACCCCAGAGGCCCTGGAGCCGGACGCCCTGCAGCAGCACCTGAACACGCTGCTGCGACG
CTACTGTCAGGACGCACAGGAGGACGATGAAGAGCGCCGGGAGGAGGAGGAGGAGGAGGG
GACAGACTGAACAGCTTCTCCTACTGGTCCTCTCCTGAAATCCGGCTCCTCTGATCCTAA
TAGACCAGAAAGACTCCCCCTTCTGGTCTGACTGATCATTACAACCACACCGTTGTCTTT
ACTTCTGGATGAAAGAGAAACAAAAGCAGAAATTCTTCAGCAAAGACTCTTCAGCTGCTC
GGACGGTGACCAAAGAAAGCATCTGTTGATCCTGGCGTTTGGGACAAAGACATGAATCTC
ATGGAAAAGCAGCTTCCTTTGCCTTCTGCATGAGCTCCTTCTTGCTTGTAAAGTTTGTAC
ATAGAGAGAAATGCTGGGACTGGATAGTGGGGGGGGCATTTAACTTATTAGCCCACCTGA
TGTTGCTGTTCCTGCACCAACCTAGCTGCAGGAAGACCGACAGACCCACCAGAGACATGA
AAGTGTGATTTGATGTAGATGATGGACCCGTGTCCTTCACATCATTGTGTCGGTGCTGCC
GCCTCTGCATGTGTAAATACGGTGTGTCTGACCTTTTCACCTCAGTTTCCACGCGTGTGC
ACGTCCATGAAGCCTTCCAGAGGTCCGCACTGCTGGATCTTTGTGTCTGCAAATGCTTTA
AGAACCGCATAAAAGCTGGAGGCCGCCTGAGCGCGTCCAGAGCTTCACCAAAGCGGCGTT
CCCGCATCAGCAGCTTCCTTTAGCAGGACGGCAGCTCATACCTACCAAAAACCACCACTA
GGTGGCAGCATCGCTCACAAAAACCTTTACTTACATTTCAAAGGCCAACAGCAAAGTCAC
AAACACTCAAATCACTTCCAAACACCAAACTAGAAACTCATCAGGGGCTCCTCCCCGGTC
ACCATAGCAACCACTGGAGAGATGAGATCATGGGAAGGTTCTCTGCCCGGGTAGCTGTAA
AAATGGAACACATTTGTCTTTCAAAGTGGACTGTGATACATTTTTTCTGCCTTGTAAACC
ACTAAAGTCCAACTAGGTCTCCTGAGGAACCAGAAAGAACCTTTACTGTAGTGAAGTAGC
TCACCCCTCCTTCTGAGTGCAGGTGAGGGATTTGAACACCGTCGTTTTTTCACACATGAA



GACGTTTCTATGGGAGTTTGAATCCATGAAAGGCGTCTGCTTAGGTTGTGTGTTTAACCA
CACTTGTAGTAGAAGGTGATGTGTTGGAGCTGTGGTCCGGTCCGGTCCGGTCTGGTCTGG
TCTAGTCTGGTCTGGTCCAGTCCGGTCCAGTCCGGTCCGGTCCGTGTGCTCACAGTATTT
GTTGAGATCAAATATAACCCGTCTCTGATTTTTGTTTTTCCACGTTTTGTTTGGGTTGAA
CAGATCTTCTTCACTTCCTCATACGATTCCCATCCATCCTTTGTTTCCAGCCGTCGGTGA
CCCGTGGACAGTCCAGCTGAGGATTGTGGGTAGTTGACTGTGTGGTAAAGTCTTCCTGCT
CAGTTGCAGCGTGTTTTTTCTGAAAGCTGGCTGTGAGGAAGGGTTTGGTGTCCGTTC
>CL3285Contig1
GCGTAAACCCGGNCATTATGGCCGGGGAACTAAAATCTTAAGTTACTAGATCTACTTAGC
TTGAATTAGATCCAAATACATCTATTTATGTTACTGGTTTTGATCAAACTGTCCATTTCA
GCTTAAATAATGTGGAAAACTAGCGGCTTTTCCCAATGTTAACACTACTCGTGTTAAAAA
CTGTTTCGTGACTCGGTACTCATAAAAAGCGAAATTGAATATTTTTTTGTTTATTTGCCT
TCCTGCTGGGTAGAGAACCATGGGTAAGTCTAAACAGACGGGGAACCACAAAAATAAAAA
CATAAAAACATTGAAGACGAAGCGCAGGACGAAAGATCTGGATCAGATCCACACAGACAT
GAAGCCAGAGACCGCAGCCAAGCTGTTGAACCAGGAGGTGGACTATGACGTCACGGGATG
CGCACAACATTACTGTTTACACTGCGCGAGATATTTTGTGGACATGAGATCCTTAAAGGA
GCACTTCAAAACTAAAGTACACAAGAAACGGCTGAAGCAGCTCAGAGAGGAGCCCTACAC
CCAGGCTGAGGCAGACAGAGCGGCAGGCATGGGCTCCTACATTCCTCCAAAGATGATCGA
AGTCAAGACACAACCGGTGGAGGAAGACATGGACTAAAAAACAAACAATCAATATGTAAA
GTCAATAAAATTTAGGTAGAAACANGANANAAAAAAAAAAAAAAAAANAAAAAAAACAT
>CL3286Contig1
GTTCTGCTGATGTGAAGGAACGCACGGGCCACGCCGCTGCTTTACAAAACAACAGGACCG
GATCCGCTTTTATTGGCACAAGTCAGACACAGAACATTTAACAGGAAGGAAGCAGCTGAC
GTTTACAGAGAGGTGAGGATGAGAAGGATGAAGAGTCCCTGAACAGAGTTTTCCTCAGAT
GAAAGAATGGAGCACAGAAAGCAGAGGCAGCTCCTCTTCCTCCTCTGTCCTGCTCTTCCT
CGCGTCTTTCTTAGAAAGATGTGGACTAATAAATAAACCTGTGGGCATGCCGGAGCCGCT
GGATCCGCACAGGCTCATAAGCACTTCAGCAGAAAGAAGTTGCAGAAAGCTCCGCGCGGA
CAGTCGCACATCTTCCCGATGCGCGCGCCCTTCCTCACGGCGCACTGCTCCCCCACGTCG
CACATCGGAACTTGGCCAAACTTCTTTTCCCACGACGGCAGCCGTTTGGCCTGCAGCTTC
TCCAGGACTTCTTGGAGAGCTCCGAGCAGCTGCTTCTCACTGGTCAGGTTGGGACCTTTG
GGGTAGAAGTCCCGCAGGGCTCTGGGGCTCAGCTCCTCCTCGGACTCCTCGTCCAGCAGC
TGCGCCGCCGCGGCGGAGAGCAGCAGCAGCGCGCAGAGGAGCGCCCCGCTGGGCAGCTTG
GAGCTCTGCATGGTCCCGGTGCGCAGCAGCATCTGTGCCTCGTGCCGA
>CL3287Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTGAAATGTCCAAATAATATAATTGGAAACAGAC
ATTGTTCTATTTAAAATTCTGTTTTAACCTAATACATAAATTTCTTAAGATAAAACTTTG
TTTTCAAGTTTTTAAATCGCAGCATAAGCAAAGCTGTGTTTTAAGGCTAAACTTATGGTT
ACAAAATATACAAGGACCGGTTTTGTGATGCATATAAACTACCAGTCAAAAGTTTAGACA
CAACTGGTTAAATGAACGAGTAGCTGCGTCCAAACGTTTGACTGGCAGCATAGCAGGAAG
GATACTCTAGTACCAGGTGACCGTATCACATCTGATGAGTTGAGCCTCATCACTGAGCTT
TTTCTGACAGAGCAACAGAATTCTCTTTCCGGAGTTCTTCTCTCCACTTGGCTTTCTTCT
CCATGTTATAAGCTGTCAAAGTCTCATTTCTGCCTGAAGCCCGTTTGCCCAGGAACACCA
TCACGCCACAGGCTGCTAGTGTGGCCGCAATCATCAAATAAGCAGCTTTCACTCTGAGTT
TGTTCCTGGCTGAATCAATCATTTCAAACGACACAGTCTCTGGGATCTGGTCGACGGACT
TGAAGCGCCCTGACCACAAAAAGATCTTCTTGTCCCAATCAGATGGTCTGTAGCCTGGAA
CTTTGTGTGAAGGACGAGGCTCATTTTGTGCGGAGACCGGAGCTGAAGACTCTGGTTTGA
CCTCCTGTGGTTTATTGCACATCCCTCTATGTCTCTGATCCAAGAGGTTGCCGAAGGAAA
GGTGATTTCTGAGGAAATTCATGATGCTTTCCGTTTAAATTTCAAAAATAGCAGCAGGTC
TGCGAGATCATAAAAATCAGCGTGAATTAACTGCGCAGACTGCAACCTCCGCCTGCGACT
GAAAGTCAATCCAATTACACCCCCGGCCATAATGCCCGGGTTTA
>CL3288Contig1
AGGAATTCGGCACGAGGGAAAGACTCTGGTGTTNCGCTGCCGATCATCATGGTTTGCTCT
GGAGCAAGAAAAGAGGCTGCCTTTCTTTAAAAGAGAGGGACCATACGGACTCATCATCTG
TCCTTCACGAGAGTTGGCAAGGCAGACTCACAGCATCATCGAGTATTACTGCAAGCTGCT
GGAGGAGGAAGGAGCCCCCCAGCTCCGCACTGCCCTTTGCATCGGGGGAATGTCTGTCAA
GGAGCAGATGGAGGTTGTTAAACATGGCGTTCACATGATGGTTGCCACCCCGGGAAGACT
GATGGATCTGTTGCAGAAGAAGATGGTCAGTCTGGACATTTGTCGTTACCTGGCTCTGGA
TGAAGCTGACAGGATGATTGACATGGGCTTTGAGGAAGACATCAGGACCATCTTTTCCTA
TTTCAAGGGACAGAGGCAAACCCTTCTATTTAGTGCCACTATGCCCAAAAAGATCCAGAA
CTTTGCCAAGAGCGCTCTGGTCAAACCGGTCACCATTAATGTGGGGAGAGCCGGAGCAGC
CAGCTTGGACGTCATTCAAGAAGTGGAGTATGTCAAAGAAGAAGCCAAGATGGTTTACCT
TCTGGAGTGTCTCCAGAAAACTCCGCCTCCTGTTCTCATCTTTGCTGAGAAGAAGGCGGA
CGTGGATGCCATCCACGAGTATCTGCTGCTGAAAGGAGTGGAGGCAGTGGCCATACACGG
AGGAAAAGACCAAGAAGAAAGAACTAAAGCCATAGAAGCATTTAAAGAAGGGAAGAAAGA



TGTCTTGGTTGCTACAGATGTCGCCTCCAAAGGTCTGGATTTCCCAGCTATTCAACATGT
CGTGAACTATGACATGCCTGAAGAGATAGAAAACTATGTCCACAGGATTGGAAGAACCGG
GCGATCGGGAAAGACCGGTATTGCCACGACCTTCATCAATAAAGCCTGCGACGAGTCAGT
GCTGATGGACCTGAAAGCTCTGCTAATTGAAGCCAAGCAGAAGGTTCCTCCAGTCCTCCA
GGTTCTCCAGACGGGAGATGAAACCATGCTGGACATTGGAGGGGAGAGAGGCTGCACATT
TTGCGGTGGCCTCGGCCATCGGATCACAGACTGTCCAAAGCTGGAGGCCATGCAGACCAA
GCAGGTCACCAACATCGGACGGAAAGACTACCTGGCTCATAGCTCAATGGATTTTTAATG
GCTCTTTTTTTAAGAACATGTCCTATCAGTGTCCAGCAGATGTGAGAAACTTTTGTTAGA
ACTGTACAGTAGGTGTTGTGTCACTAAAAGAAGGAAGTGTATTTAATTACCACCTAATAT
CATGTAAGGTGAAAATGTTTGTTTCTATTTTTTTTCTTAAAATGGACTTTTATTTTGTAA
ATGCCTTTTTTTACAAGAACAAAAACCTTTTGAGCTTTTAAGTTGTAAATAAAACTTCTA
>CL3289Contig1
TAGTTTTATTGAAAGAGCAGCAGGTCGACAGGTAAACCAATCTATAAATTATTAAACATT
GAAAAATCATTTTAAATGTTCATATAAATACCCAATTTGGTTCAAGATCTCTACATTAGT
ACCCAAGTACAAAAGTCACACTAACTGTATTTCTTCTCCAACACATAGAAATATCAAATT
ATGTGACTGTTCTAATATAAAAAGAAACACTGTAATCCCATGGGTGACAGATCTCTGAGA
AACTGTGATGGAAGCTGTTTACAAAACAAGAATGAATACTACAATGATAGAAGAACAGAT
TCATGTAAACTAACTGCCGCTTTTTGGGTTTTAGGGAAGATTTTCATTTTGAGAGATAAA
GCCACTAATCCCCTGTGTTTTCTGAATTTTGCAAAGCAACATATTTTTTCATTACAAATG
CATATTACTTTATCATCAGCAGATACATTTGGATTTTTACCTGTTTTGGTCCAGCTTTGT
AAATTGATATCCATCACATTTACTTATCAGTATTCTGTTATCTACATTAAATTGTCTTTA
TTGAATTCTAACAAACCTGAGTTTTTCTTGCAGAGCACTTACAAACTGAGTTAAGTGTAA
ATGTAAAAGTCCAAAAGACACAAATAATCCCACACTAAGAAGGTTTCACAGGGTTTCCTG
CACCTTTTCCATAACCGAGTACAGTGCACGATGGCAGTTCTACTGGCTACATGTAATGAC
TCTTTTTCTGCAGTCTTCACATCACAGTGTTTATTTTAAACTTGTGTGATTTTTATTTAT
TTCATTGAACATTTTTCAAGTATGGATTTGAAAACCTTATTTTGGTCCTGCATTTCTAAA
ATCAAACAGCAGGGGGCGACTCTGTCAGACAGCACTGCTGAGAAGTAAACCAGTGAGAAT
TATTAATATTATAATATTAATAATTTTATCCCATGTAGTAGTTGGTTGGAACGAAAGGCA
TCCTGCTGACCACGGCCCGCACCGCTTTCTTCCTGATTTCCACCTGGATGTCCGTGCCAT
TCTTGGCGAATTCTGAATCTACGTAACCCATAGCAACGTTCTTTTTGAGGCAGGGGGATG
GACAGCCGCTAGTCACCTCACCTATGACTTTACCATCCGGGCTGAGGATGGGTGTGTGCT
GCCTGACCGGCGGGCCGGTGGACACCAGGCCAACTCTCTTCCTGACGGTCTTGGCTTTGA
TCTGAGGTACGACGATTTCAGCTCCAGGGAAGTC
>CL3290Contig1
AAGGGTAAACCAAAAGCCTTTTATTTCTAAATCAGATTAAAAAATATATGATCCTGTCTT
CATTCACGTTCAAACATCAAAAACATTATGTTTCTTAACAGATTAAAAAATATTATCCAA
CAGCAGTTATATCTATAAAAATACTACATTATGGCAAACAAAAATGCAGGCACAAGCAGA
TTTATCTATTCTGACTTTGCTACATATGTTTGCCACATATGTGTAAAGTGAGGTTACAAT
CTATCTTTCTATAATTATTTTTCACATATCAACTGGGTTCAGTTTTTGTGCTTTGATATC
TTTTAATTGTTCGATTTCTGTCTGGTAATTTCCTTCTCCTTCTACTGAATGCACAACAGA
CCGGCATCAGTGTTTTCTGTACATCTGTGTTGGCTGTTTGCTTAATCTTGTGGTTTCATA
TAAGGTCAAAGAAAAAAAAAAAGGCAAAAATTTGTGCAATTGTGCATTTTGTCTAACAAA
GCTNATCAGGGTANCNCGTTTAANCTAANAANAGCCNCCNGNCNCCNGGTTACGGGTTCT
AGNCTACCNGCNGGGCCNCGGCANAGCCNCAGGGAAAGANACTAGGGGTCTNGGAGGTTA
ANATAAAAGGNGAGGGTTGAACCCTGCCCTCAG
>CL3290Contig2
TGGTAATTTCCTTNTCCTTNTACTGAATGCNCAACNGACCGGCATCNGTGTTTTCTGTAC
ATNTGTGTTGGCNGTTTGCTTAATCTTGNGGTTTCANATAAGGTCAAAGAAAAAAAAAAA
GGCAAAAATTTGTGCAATTGTGCATTTTGTCTAACAAAGCTTATCATGGTATCACGTTTA
AGCTAAGAAGAGCCTCCTGTCTCCAGGTTACTGGTTCTAGTCTACCTGCTGGGCCTCGGC
AGAGCCTCAGGGAAAGAGACTAGGGGTCTTGGAGGTTAAGATAAAAGGTGAGGGTTGAAC
CCTGCCCTCAGTCAGGAGAGATGGTGCGTCTGCGCAGGCAGCTACACGTTAGGCACTTCA
GGATGTTCATGGTGATGTGCATGAGAGGACCGAAATTGAAGAGCAGGTTGTAGAAGGTGT
TGACCGACAAGCCGCCGGTTTCATCTGCATATTTTAAGGCCACGATGGGCGTGTAGAGGC
TGTTGGTCAAATTCCTAAAGCGAGGGCTGTCTGACTCGATAACCTTTTTAGTGCATTTTG
CTATGTCCTCTGGTGTCTGACCCATAGCTTCAAATATATCTATGGACGATGGCAGGTAAA
CATCTTTAAAATACCGAATTGTGTCTGCATCTACTCCTGGATATTCCATCTTGGCCACTT
CCTCCATCATCTTCGTTTCAAACTCAGTATGAACCGGGCCGGGCTCAATCATGGACAACC
GGATATTAAACTTCAACAGCTGGACAGCCATGCTCTCACAGAACCCCTCCATGGCAAACT
TAGAGGCAGTGTAAACATCGTTGAACACCACTCCCTGGAGCCCCATCACACTGCTCATCA
CCACAATGTGTCCCGAACGCCTCTTCTTCATGTCTGGCATCACTTCTTTGATCATGCGAA
CCACACCAAAGAAGTTGGTGTCAAACACTCTTTTCATCTCCTCAATGCTGATGCTCTCCA
CGGGTCCCAGCAGACCCACGCCTGCATTGTTGATCAGAATATCAATGTGGCGATCCTTAA
CACTGTTGATGCACTGCCTGACAGACTCGTCGCTGCACACATCTAATGGAAGAAGCATCA



AGGTCTTCCCGTACACGTCTCCAGCTGCCTCCAACAGCTTGTCCTTTTTCTTTAGGTCCC
GCATGGTGGCGATGACATGGTAACGCTTCTTTTCATCAGAGGCCAGCGTAACTGCAATTC
GTAACCCAATGCCGGAGGAGCAGCCGGTGATCAGCACAACTTTCTGCCCGCTGTTCGCCA
TGATCTGTCCGGGGAGGCAGTGTGTTTCCAGCGCTCCTCTGCTCCGGATGGTCGCTGTGG
AGGAAGCCGCCGATCACCGGACTTAAAAAAAAGCCCCGGCCATAAGGCCCGGG
>CL3291Contig1
CGGCACGAGGTAGAGGTTGACTGGAGATCCTGATTATAAGAAGATCGTAAAGACGAAGTC
TCTGCAGAATCTCTTAAGTCATGAAGGTGGTCCTGGCTTTGCTGCTCACCCTGTCTAGCG
ATGTCCTGTCTCTGGACAAACTCAACATGTGTATGGATGCAAAACATCACAAAGTAGAGC
CTGGTCCTGAGGGACAACTGTACAGCCAGTGTTCTCCATGGCGTGAAAACGCATGCTGCA
CTGCAAACACCAGCGAAGAAGCCCACAATGACAACTCCTACCTCTACAAGTTCAACTGGA
ATCACTGTGGCGCAATGAGTGATGCGTGCAAGAAACATTTCATTCAGGACACATGCTTCT
ACGAATGTTCGCCACACCTGGGACCGTGGATACAAGAAGCAGATCAGAGCTGGCGTAAGG
AGCGTATCATAGATGTGCCTCTCTGTAAGGAAGACTGCGAAAGCTGGTGGTCAGACTGCA
AGAATGACACGACCTGCAAGACGGACTGGCACAAGGGATGGGACTGGAGCTCAGGTACAA
ACAAGTGCCCTGAAGGCAGCAAATGCAGTAAATGGACTGACGTGTTTCCAACACCTAAAT
CTATGTGTGAACAGATCTGGTCCCAATCTTACGTTTACACCACTTATACCAAATCCTCTG
GCCGCTGCATGCAGCTCTGGTTCACCGGGGCAAATCCCAACAGAAAGGTGGCAGAGTATT
ACCTTAACAACTCCAAGGGGAGCCAGAGCTTTTCCCCAACGATGCTGCTCTTCCTGACTG
TCATGGTTTTGACTGGAATAAACAACTAAAAATCCTCCTGTTTCACCTTGAAGAAAGTAA
TAAAGTGGTTTGCAAGGTTTGTCTGGCTTTCAGAGTATGAAAATGAAAAACATGACAACT
TAT
>CL3292Contig1
TTTTTTTTTTCATTTTGCAGAACACCTTTTAATGTTTACACAATACAAATATATACACAG
AATGTTTGTTTTTAGGGGATTTCAAGCCAATGGGAATCCTCTCGATTAGTATTTTCATAG
TTGTGCAGGAATACCAGGGGTTGACCAAAGATGATTCCTTTATATACAAGAAATCCACCA
ATCAATGACGTAAAAATATAAAAAGGCACACTGTTGATGTGCCTTACAAAAGCCTGACTT
TGACATGCAAAGGTTACAGGTTTTTACAGAGCATGAACTACAATTTTTAAAGGCACAGGA
CCAAAGGGGAATTGAGTGAAAAAGATGCCAAAATTACCACCACTCAAATAATTTAAATCA
AAATATATAAAAAAAGATGTATGCTTGCAAAGTGTTTCACAAACTATAGAAACAAACTTG
CATAAAAAGATGAAAACAGTGAAATTGCAAAGATGTTCTAAAGAAAAAGCTAAAAAGATA
AGAGTTCCACCTTAAACACTTTTAAAAAGTACAGTTGTATTGTTTCCATTGCAGCACTCC
GACATTTATGTTAAATCTGCACTGATCTGACGGCATCACAGGGTGCTAAGACCGTCGTGC
TCCTCCTAAACAGAAGGACAAAGTCCTTCTATTTAGTTATAGCCACCTCCTCATCAGCGT
GGTCATGTTGCGTGTTTAATATTCCCTTTTCACTTTGATGTCTCCATTTTCTCCTCTTCC
GGCACTTTCTCCTCTTCTTTCACTTCTTTTGGTTCCTCCTCACCTTTCTTCTCCTTTTTC
TTCTCCCTCTTTCTCTCCTTCTGTTTTTACTCTCTTGGCTTTTTTGAAGCCTGCTATGTT
TCTGCGGCCTCCCTCTCCTTCGTCCTCAGAGTCGGAGAACTCCTCTTCGCATGCTATCCT
CTTGTCGTGAGCGCGGATGGATATGCGCTTGTTCGGATCCTCCTCGTCCTCATCCCCGCT
GTCCTCCTGCACGGCGTCCTCGGGGATGGGCTGCATCTGAACTCCAGGGGCGTGAGGCAA
CATCCGCAGGTTCTCGAACAGCCGCTGCTTTATCTTCTCCAGGTAGTCGTTGGTGTTCTG
ATTGGTCATGTTGGACGGGCTGATGTGCAGCTTGAAGTCTGGTCCAAAGTACTCAAAGTA
GTCGTTGTATGGAAGCTCATTAGGGATGGAGCTATCGAGGGCCACAGCGGTCTCGTACGT
CCAGCAGCGCGCCACATTACGGATGGTGTAGCCTCCTCCACCCAGCATCAACAGCGGCAG
GTTGAAGCTCTTTATGTACTCCACACACTTGGCGTGACCTTTAATAGTGAGGTTAAAACA
ACCCAGTCTGTCCCCAGACAGAGAGTCGGCTCCACACTGGAGGACCACTGCACTCGGCTG
GTACATCTCCATCACCCGGCCATAATGNCCGGGTTAACGCGCGCTCGAA
>CL3293Contig1
GCTTTATTCATTACTGGATTGACAGATACAACATTGTCATGGCAACAAAGCTGGTTTAAG
AATGAACTTCACATGCACTGGGCTTTCTATATGAAGAGGAAGATGGAGGTGGTGATGATG
ATGATGATGATGATGTCAGCCACTTGCACAGTGTGCTTTCACACCAGATAGGTCCTTCTG
CCTTTCTGTTTGGACTGTCTCTCACCATCGAGCTCCGAGTCGCTGTCGACCATGGGCGGG
ATTCGGATCAGCACCTGCCGCCGGTCCCGCTGCACCACCAGCTGCAGCTTTCCGCGGGAC
TTCTCGATCAGCTTCCCGGCGTCGCTCAGAGACAGGTTCTCCGTCACCGTCCCGTTAATC
TTCAGGATGATGTCGCCCTCCTTCAGGTTCCCGTCTCTGCCGGCGAGTCCGGTGCTGGTC
ATCTCTTTGATGAAGAGCTGGCTGCCCAGACGAAGACCATACTCTTCGTTGGGGTGGTTC
TTCAGCAGCAGCACGTTCACAGGTTTCTCCAGAGGCTCCAGGTCACGGGCGGGGCGCGGA
AGTGGGATGGGTGGGGCCGCGGGCGAGGGGGAGCGGTCCAGGCGGTCCCTGCTTTTTCTA
ATGGGCTCATCAAGCTTCCTGGGATTGCGCTCGAAGCTGGGATCACGCCCACGGACCGGT
CCTGGGCTGTCTCTCCTATAGCGCCGATCAGGGCTGTAATCTCGGTCGAGAGCGCGCTCG
CTGCGGTAGCGGCGGTCTGGGCTGTAATCCCGGTCGAGAGTGCGCTCGCTGCGGTAGCGG
CGGTCTGGGCTGGGGTCGCGGTCGAGCACGTGCTCACTCCTGTAGCGGCGATCGGGGCTG
TAGCGGCGATCGGGGCTGTAGCGGCGATCGGGGCTGCGGTCCAAAGTGCGACCTCTGCTG
CCATCCCTGCGGGCCCGGCGGTCTGGACTCAGATCTCTCTCGAGGTTCCTGCCGCGCTCC



TGCCGGTTGTAGTCGCGCTCACGGGTTTGGTAGCCAGAATCCACGTAGCCTCCCCGCTCC
TGACTGTGGTCGCGTGCGCCGCTGTGCGTGCTGCGGCGGTCAGGCTCGTAGTTGTAATCA
TCATTGTAGTCGTTGTTGAAGACTCTGTCATCAGGGGAGGGGGGGCGGTTCACCACAGTA
ACCGGAACCTTCTTGGGCCTCTTGACGATAATTTTGGCAACTTTGCCGCACTTTCTGAGG
GTGTTCACAGCAAAGGAGTGGGCCACCCCTTCCATGGGGATGGCGTTCACCTGCATCACG
CGGTCCTTCTCAAAT
>CL3294Contig1
TCGTGNATATTTCTGTCTCTTTGTTTGTTCTCTTTATTCATCGTCTTGAANAGGCAGTCA
TGTGTATCACAGTNACACGCAGCAGGGGTGGTTGTGTTGTTGCAGACACGGACGATGATC
CATGATGTCATCAATGGTGGAGATTAAAAAGAGCAAAGAAGGAATAGAGGTGCTGTTTCG
CAGTCAACCTCTCTTTTTCAACTTTTTCATCCCTGTCTTTTTTTCCAAATGATATTTTCT
TTAAAAAAAAAAAAAAAGCAANA
>CL3295Contig1
CTAGCTGGTCGCTCACTGGAATTTATGACAAGCGGGTCAACGATGACCCGGTTTCTCTAT
GCAGGCCCCAGACTGCTGATTCCTAAGATTAACCGTAGAGCCAGCTGGTCATTCACATTA
CTGGCAGGATACTGCCTTGAACAGTGTTTTGTTGGGGAAACAAGTTCATGTCCAGACACA
CGGCTGAGTTGAACTGCTAATGAGGTTTGTTTTTGTCTCTAAAATAATGTTAATCCTCCT
GTGCCCTAAGACGACCCCATCGCTATAACAGTTATCAGAGGGTCCACTCATGAAACAGGC
GTTGTCCTTTCCAGTTTTGTCCAGTGGAGTCGGTCCTGCTCTCCCATGTAGTCCAGCCGA
ACGGCGTGTTTGCAAACACACTCCAGTTTCATCTGTTTACAGCAAACGGGTGGATGAAAC
CGTTCCAACTGGTTACACTTAAGCAATTTCCAAAACGTCTGCTCCACCCGGCCACCGCCT
GGACAGACCACAAACAGACTATAACTTAAGCCTTTGCAACGTAAAGAAGCTGCGTTCCGG
TGAAGAGCTTAGATGGCCACTGTGCTGGGAACCTCCTCGTAGTGGATGATAAAGTAAGGG
TAGCTCTGGTCATCGTTGAAGATGACATAGATCTGGGGGTCCACCCAGTTGTCCACACAG
GAGTCATAAAGGTCACTAGAGGGGTCACGGGGGTTGATGGGAGGAGGCCGTCGCATGGAG
GGATTTCCTACTGTGAACCTCCCAGTGAGGACTTTGGCCAGGAACATGCAATGGACTCCT
TTGGGCGAGCGCTTGGAGAAATTGTGGGAGTAAACCGCTTTGCGAGCAAAGTAGGAACCC
TGGCCAAACATGGTGGCGTGTTTCCCGCAGACGCGCGGGTCGAAGTTGTGCTTGCAGATG
CCCTCCACCACGTCGGCTGAGGTGCCGTGGAAGAGGTGGCGCTCGCTCAGCAGGCGGTCC
ATTTCCGACATACGCCTTGACATGTACTCCTTCTTCCTCTTGTACTTCTCCCAGAGAAAT
GGGTTTTGTACTCGCTGGATCTTGATGATCCTGAACTTGGTCTCAGACACCGTCTTGTGG
AACAGGCTGTAAACGGTCCTATAGCTGCGGTCTTCCCGAGA
>CL3296Contig1
ACCAGCCTCAGACAGTTTCTCTAGGATCCAGGTCTCCCGTTTGAAGTCGAAATGGCCATG
TTCAAAAAATTCTTCAACAACATCATCCACACGAAAGACTCCGACAACAAGAAGGTCCCG
GAGCCCGTGAAGGAAAAGCCCAAACCAAAGTATTATGGGACAGTCACGCCTCATCCGGAC
TTTGATGCCAGCAAAGATGCCGGGGTTCTTCGGAGCGCCATCCAAAGCAAAGGAGTGGAT
GAAGATGTGATCGTTGCTGTTTTGGCGAAACGAAACAATGAGCAGAGGCAGAAGATCAAA
ACGGTTTATGAGGCATCTGTGGGGAAGAAGCTGGAACAGAGCCTGAAGGACGTTCTCAGA
TCACATTTGGAAGATGCGTGTCTGGCTCTGCTCATGCCACCGGCAAATTATGATGCCCAT
CTGCTCAGGAAAGCCACAAAGGGCCTGGGAACAGATGAGAATGTCCTGGTGGAGATTCTA
GCAACAAGGTCAAACCGAGAGATTGAGAACATCAAAAGAGTCTTCAAAGAAGAGTACAAG
ACCGAGCTGGAGGAAGTCATCAAGGATGAGACAAGCGGCGACTTCACCAAGGCCCTCCTT
GCCATGTTGAGCGCCAAGAAGGATGAGGGCGAGAAGGTGGACTTGGAGCTGGCCCAGAAG
GACGCAAAGATTCTTTTTGAAGCAAGCGGTAATTCTAAGATCAACGTTTCTACCTTTATT
GAAATCCTGACTTCCAGGAGCGGCCCACAGCTCAAAAAAACGTTCCAGCATTACGCTAGC
GTCAGTGACACCTCGCTGCCCAAAGCCCTGGAGCTGCAGCTCAAAGGAGACATCGAAGAC
TGCCTCATCGACATCGTGAAATGTGCCTGGAACACGCCGGCTTTCTTTGCTGAGAAGCTC
CATAACTCCATGAAGGGCAGCGGCACGCGGGATAACACTTTGATCAGGATTCTGGTGAGC
CGCTCCGAAGTGGACCTGAAGAAGATCATTGAGGAGTACAAGGCCATGTTTGGCCGACGC
CTGCAGGAGGACATACAGAAAGACACTAAAGGAGATTACCAGCAGATCCTGCTGGGATTG
TGTGGACCTCACTGAAGATCTGAACCCATCACTTGGACATCCAAAAACTTTGCATCAATT
AAAAACCCAACATACTATCTTAACATCTTGTGAATCTCGCTATTCTGTTGATGTATCAAT
AAAGTGCTATCA
>CL3297Contig1
CATCAGCATCCAGAAAGAGATAAATAAGGACTTAGCGGTGTGCTGGGTTGATTTAATTCC
ACTCCTGTACGTCTTGAGTCTGCAGCAGATTTGTTTACACACATTCCTGGTGTGGCAGAT
TTCTTCCCCTTTGGAGATTATAGTCATTGCCTCTAGGTCCTGTGGGAGTTGAGCAGCTTG
GCAGAACAGCAAGCATTTCCTGCCTTGCTGTGTTTAAAACTGATCACATACATGCTGGGA
GTAAATGATAATTTGTAGCCCAGTTGTAAGCGGCCTCAGTTCTGCTCAGAAGGAGCTGTT
CTTTATGACTCCACATCAGACTGACTGGTGCTGGCTTCACTAAACTTGCTCTGCTTCCCC
GGGTCACCCTCACCCCCATTGGGAGTGTTTGGCTTGGCCCCCGCCTCCACCTGGTTTGCG
GCGGCCGGTCGCGGTATGCGGTCGATCACCGTGTTGATCAGGTTGTTCCGAAAGCTTTTG
CTGAGGAAGTTGTAGAGCAGGGGGTTGGCCACGCAGTGGAAGAGGGAGAGACACTGCACG



GCGCTGAAGGAGAAGTACAGCGCCTCCGTCATGTTGCAGGTGAACATGAAGGGGTGGAGG
TCGTCTATGATCATCAGTATCATGACCAGGTGGAAGGGCAGCCAGCACGCCACAAACACC
AGGGAGTACACGTGCACCAGCCACATGTCACGGCGACCCTGCACATCAGGCGCCGTCCGG
ACCGCCCGGGCGATCAGCACGTTGCAGGTGATGATGACAGAACCGGGGCCGAGGAACTGG
AAGAGCAGGCAGAGAAAAGCCACAGAGACGTACCACTCGGTGTGGCTGAACTCGGGTATC
ATGTAGCAGCCGGGTTCGTCCCACTCCAGAAGATCCACATGGACGTTCTCCATGAGAGCC
AGGAACAAGGAGAAGAGCCACAGGCCACCACAGAGCAGCCAGCGCTGCCTGCCCATCACA
GGGAAGATGGTCGGGGACGACGGTCTGGTCAGGGACAGGTAGCGCTCTAGGGTCATGAAG
GCTAGGAAGAAGGAGCTGCTGTAGAAGTTCACCACATAGATGAGGTTGGTGACCTTGCAG
AGGAAGCGGCCCCACAGCCACACCCGGTCCATGGTCACCTCCAGCATGAAGAAAGGCAGG
ATCACAATCACCATCAGGTCAGACAGGCTCACGTTGATGACGCAAAAGAGGACCCCGTTT
GCAGAGTGGCGCCGACGCCAGTTCACCCAGACGACCAGCAGGTTCTCCAGCAGGCCCACG
ATGAAGATGAAGAGGTAAAGGAGGAAGAGGGCGATGCGCTTGTGGTTAATGTTGAGCTCG
ATGGTGCAATCAAAGACGAACCACGGCGTGCCGTTGAAGTGGTCCAGAGAGTGGTTGAAC
TCGTGGATGCTCATGTTCTCAGTGTGGTGGCAGACCCTCTGCAGTCAAAAACAAGGCCTG
CTGCTCCAAAAGCGACGCTGCTTTCTCCTTTTCCTGTGA
>CL3298Contig1
TTCGGCACGAGGGTTTCTGCAAAGAACAGGTGTGGAAAAACGTTTCTTCTTGAGAAAGGT
CGATGGAACGATCCCCTGATCAACCTGTCAGTCTGATGTTGGCCACTAGAGGGCAGTAGG
AGTCCTGATGGAGGAAGATTGTTTCCTTTATTTTCAGGCCAACGCATTTTACACTTTGAC
CCTCCAGCTTTTTGTAGCTACGGCATATTTTTCTGCTTTTTAGTGTGGATTTAACAAAGG
TTTTCCTCATTACAAAGAGAAACAAAATGCTAATAGACATTAGTCTAAAACTACAGCACT
GTGACGCACAAGACGGGCTTCTTAAAACTTACTGGTGTCTAATATGACACTAAAGTGTGG
TTTGGTTATAATTGGTGTAATTAAACCCACCAAACTATGAAAGCATGTTTCCACGGTGCC
TTAGTTGCCTTAGATTAGTCAGTGAAGTTTTGAGACGTGGTGCGCCTGTGCAGGAAGCGG
ACCGCACCATGTTCGCACAGAAACAATAGGCTTCGAGCCCAGCTGCAGCCTCCATGCTGT
ACAGTCCAGGCCGTTACATTCCTCTGGGCGTAAACAGCGACGAAGGTTGAAGAACGCATG
GCTGCCAGACGTTCAGAAACGAGGGACTGCCTTCCTTCCTGCTCACACCTTTGGTTNGTG
TGGAGCNAGCAGGAAAATGACTNGCAAAAGAATGATGNGTATATNGGNTAAAAGGAGTGA
TTTTCCTGACATTTNCGATCAAAAAAAAAAGGAGACCGTACCTCCGTGTTACAACAATAA
CACCTCTGTAATTGTGCCTTCCAAAATGGTGAACTGTGTATGTGGATATAGTGCATCCAG
ACTAAGAATTAATCCTTTTTGGGCCTTTTATTGCGTTTTTGTACTCATCAGCTGAACCAC
AGTGAAAAAGAAAGGCACTAACCATAAAAAAAACAACAAATATATCTTTTATACAAATCT
CGTTTTTTTTCTTTTTCAAACGTAAACTACATTTCCTAATGAACAGATAAAATGTTAAAT
ATATGAGCTTTAACCTATTTGAGATATGTAAACTGTACAATGTGTTATAACAATAATAAA
AAC
>CL3299Contig1
CCCAGAATGCAGTACTACAATAAGGTTCTGCGTCTTCTGGAAGACATGGGTCTGCCGGAG
CTGGTGGTCCAGTTGGCCTCTCTGGCCGTCACAGAGGCGGGAGGGGGGGCGGTTAGGCAG
GCCGCTCTGTGGACAAGGATGTTCAAGCACCATCTGGACCTGGGACACAACAGCGAGGCC
TATGAAGCTCTGACCCAGAACCCAGACAGCAGCATGCAGCTGGACTGTCTCCGTCAGCTG
GTGGTGGTTCTGTGTGAGCGCTCCCAGCTTCGAGATTTGGTCCAGTTCCCCTACGTAAAC
CTGCACGACGAGGTGGTGAACATTATCGAGTCCCGGGCCCGAGGTCTGGACCTGTTGACC
CACAACTACTACGAGCTGCTGTACGCCTTCCACATCGGCCGACACAACTACAGGAAAGCG
GGGACGGTCATGTTCGAGTTTGGGATGCGTCTGGGCCGGGAGGTCCGGACCCGGCTGGGC
CTCCAGAAGCAGGTGAACTGCTACCTGGCTGCTCTCAACTGTCTGAGACTCATTAGACCC
GAGTACGCCTGGATCGTCCAGCCGGCCGCCAGCAGCGCGTGCAAGCGGGCGGGGGCATCG
CCAAAGAGAAACTCAGACGGAGATATTCTTGGTGAACCAGCTACAGGGAGGCAGCAGGTG
GACATCCTGGAGCTCCAGAATCTAGAAAAAGAGTACTTCCTGTCCCGCAGCCGCCTCACG
TTGGCGCAGCACCACCCATCCTCTGCTGCAGTTGCAGGCGCTGTGTCGGAGGCAGAACTC
GTCACCCTCCTGGTCCAGAACGGGCTTTTTGACTCGGCGCTGTCTCTCTGTCACACCTTC
AAGCTGGAACCTAAGTCCGGTCTTTGAGGGACTAGCCTTCAAGTGCATTAAGCTGCAGTT
GGGAGGGGAGGAGTCTCAGAATGAAGCCTGGAGCTGGTTGGCTGCTAATCATCTGTCTGT
CATCAACACCAAGGAGTCCAGTGCTGCAGATGAGGCGTGGCGCCTGCTGGCCTCCTACCT
GGACAGATATCCCTCCACGAATGGACAGCATCACCGCCTCGTCATCCACAAACTGCTGTC
ACATGGGGTGCCTCTGCCTGATTGGCTCATCCAGTCCTACAAGCGTGCTGATGCCCCGTC
TCTGCTGCGCCTGCTGCTGAACTTTGACCAGCTGGAGAGCGCCGCTGAGCTGGTGTTGGA
GTACGTGGACGCAGTTTTAGGTCGTGGTCACCAATACTTTGGAATCCAGAACCCACTGTC
TGCCACCTCCCACCCGGCGTGGCTGCCGTACACCGCCATCGACCAGCTGCTGCGCGCCTT
GAGCGAGACGCAGACCCACAACACTCTCCACACCAGAGTCCAGGACAAACTGGACGAGTA
TCACAGAACCGTACGGCAACTGAGCGCGCTCAGACTCACCACGCAAAGACGGCAGATAAC
CACATGAGGCGCCGTCGCCTGATTGGTTTTGTAGTTGTTGTTGTT
>CL3300Contig1
TTTTTATGGTTGATCATGTGATCACAGCGGGCCCTGAGCCGGACCAGGTTCTGCTGGACG



GTGTGTCCACAAGGCCGTCCCCAAGCAGGGTTATGATGGGTTTGAATCCTGCAGAGGCGG
GATAATCTGATGATAATCCCAGCTCTCCATGAAATGAAAGCAATCCTCTTAATCCCAACA
ACTTGTTGCACCTTCCCACCCCATCAGAGGAGGAACCTGCAGGACAGGAGTGGGTCACTG
TGACCCCCACCCCACAACAAGCTCAGCTCCAAAGCTTTGGGCCGATCCGGTCTCTCAACA
CACATCCGGGTTTTACAAAAAGTCAAAACTTTATTGATCTAATCTTTGCAGTCTTTTCTG
TCAAACTGGTGAAGACAGCTCTGAAGAAGGGCGGGGGCGTCCTTGGGGGCAGGTCCCCCC
CCCCTCACAGATCATCCATCGGGTCCCTCAGGGGATCAAAGTAAAACTTTCAGAAGCCCC
GCCCCCCTCAGGTGTGAAGTCCTGCTCCTCCTTGGGGACGCATCACTGCACCACAGTTTG
CCGGACCACCCGTCCTTCTCTGTCCACGGCAAAGTTGTAGTTCTTCGGATGGTCCAGGGC
CTCCTCGATCCGCTGGTCCAGGTTCTCCATGGTGATGAAGTTTTTCGCCTCCTCCTGCAG
CTGTAAAACCTGCTGCTCCTTCTGTTTGATGAACTCATCCTGCTGCAGTTCCAGCTTCAT
CACAGCCTCCATCTTGGTGCGCTGAGCCTCCTCCTCCTCTTTCTGGATCCTCAGCACCCT
GGCCTTCAGGAGGCGCAGATTCTCCTCCTGGTTCCAGAGCATCAGAGTGCGGTGCTCCTC
TGCGTCCTGCCTTGCCCTCTCCTCTGCCAGCGAGCCCGTTTCCTCCTCAAACTTCTTCCG
CAGAACCTCCTCCTTAAACTCCAGCCGTAACGCCCTCAGGATCAGCTGGTACTCCGTGAA
TCTCTCCTTCAGGACCACCATCTCCTTCGGGTCAACCGGAGGAGGCACCTTTATTCGCCC
CTCTTTGGATTTGGCCACCGGGTCACCGCGGGACTTCCGGCCGCGGACACTCTCCACGAG
CACGGCGCCGCGCGGCGCGAGGAGCAGCCGAGTCACCGGCGCGCTCCTGCGGGCGATGAC
GTGGAACATTTCCGGTCCAGATGAATCGGTTGAAGCTTATGGGGTATCAGAAAGTCCAGT
AAACGACTGGTCAGGACGTAGTGAACCCTTACGCGCTCACCGTTTCACCATCT
>CL3301Contig1
GCACGAGGGTTGCATCCTTCAGACTGAGTTCTCTGCTGCTGCTGCTGCTGCTGCCTGCAG
AATGACGCCTCTCTCCCCCCGTCTGCTCATTCTGCTCTGTCTGGCTCTTCCTCTGCACGG
CCAGGAGAAGGGAAGAAGCAGGGGATACCGAAAAGATCCGGACGCTGACAAGTTTGGCAG
CTGTCTGCAGGGTCCAGCAGGCACCCCTGGCAGAGATGGGAACCCTGGAGCCAACGGCAT
TCCAGGGACCCCCGGCATCCCAGGTCGAGACGGGCTCAAAGGGGAAAAAGGAGAGTGTGT
GAGTGAAGTGTTCGAGGAGCCCTGGAAACCCAACTACAAACAATGTGCCTGGAACTCTCT
GAATTATGGGATCGACTTGGGGAAAATAGCTGACTGTACGTTCACGAAGCTGCGTTCAGA
GAGTGCCCTCAGAGTGCTGTTCACTGGCTCCTTGAGACTCAAGTGCAAGGAGGCCTGCTG
TCAGAGGTGGTATTTCACCTTTGATGGAGCGGAGTGCACGGGACCCCTGCCAGTGGAGTC
CATCATTTACTTAAACCAGGGAAGCCCTGAGCTCAACTCAACCATCAACATCCACAGAAC
GTCCTCAGTTGAGGGACTGTGTGAGGGCATCAAAGCAGGACTGGTGGATGTGGCGCTGTG
GGTGGGGACCTGCGCCGACTATCCCAGGGGCGACGCGTCTACTGGGTGGAATTCTGTGTC
CAGGATTATCATCGAAGAACTGCCTAAATAAAGGAGATGAAAGGGATGCTCTCGCCTTTG
TAGTGTAAGAGTATGTTATCTGGCTGTCCAAAAGCATCAGGTGTGCTGTGCCGATGCTAA
CTCCAACCTTTCCGTTTTAAAGCTGCACAGCCTGACAGGCCTGTTTGCAAAACGCTGTCA
CTGTGTCTGCTAGACAGGAACTTTTCTGGTCTATACTGCACCTTTCAGCAACGTCGACCA
TGTCTTAACTATAAACTCAGTGATGCGTTTCCATGCATCATCACTCATAACAAAGTTCTC
TTTTGTAAAATACTTTAACTCATCATTTTGCAATAANGAATACATACCATCAATTTCTTC
AAAATAGGTCAAAAACCTTGTTTNTTTATTGTTTTCACNGAAATCNTCAAGATTAAAACA
AATGTTTGAAAGAAATGTTTNTGGAACCANCNGTNCCANNTTATGACNAGATGTGGGNGA
CGTATGANGCAGCAGCNGCNAACCNGAGAAGGTNGNAATATTTTACNG
>CL3302Contig1
CAATTCGGCACGAGGAAGAATTTAGCCCGAAAGGGAAAGTGGCCACCGGNATGCAAAGAC
AGGGCGAAGCTCGTATTTCCACAAGTGCCACTCTGTTTCCACTGTACCCAAAGACCAAAG
GTCACAATCAACATTCATTGCTGTCGCTGGGTTGGACTCTGTGGTAAAGCTCACTGAACA
ATGAGTGCAACTGTGGCCCAGATCTGCCTGACTTGTGTCTCAGCCAATCAGCCGGCCGGA
TGCCAAGCACTCTAATTTCTTTATTTATAAACTTCTTGTTTTTCACTTCTATTTTCCCCT
CTCTTCCTCCCTCCCCGGTGCTGGGACTTTAAGAGGAAGAGCGAGGTCGACACGAAAAGG
CTTCTGGCTGCTCGCTTGTCCTCTTCCTCCTCTCCTCTAATTGATGGTTATGTGTTCAGC
AAGGGGGAAGGAAGCAGAGTGAATGTGTAATCATTTGGAGTCTATTCTCCTTTAGACTTT
TCATCCCTCTCTTTTTTGTTTATCTAATTATATACCGTGCTCAGTTAACTGTGTGTCTGT
GCTGGCAGAAAAGATGGATTGGCATAAAGGAAGACAAAAAGACAAACAAGCTTGAGAGAT
TACAGCACCAGAAATATTATTATCTGGTTTGGAGTGTATTTCCTGTTCTTTTGGGTAGCA
ACTTGGTCCAAAATAGGTTTAAATGTATTAAACAAGTACATTTATATCCACCTTTCGAGT
GAGGATGTGTCATTCTCTGTGTCTGATGTTCTTGAGAGCACGTCTGGTTTCTTGTCTGAC
CTGTGTGTTCATGTGTGCTGTGATAAAGGACCTGTCTGCTGATGTCAGGGAGCAATATGT
TATTTTCCTTCTATGCTAAAGCGTGCACTCTCATGGGAAAAAGCAGCCTATAACCTTGTC
TGTCTTCACTGTGTGCGACCGGCCACATTGCTGTCATTTTTCATTGTACCTTTTAGTAAC
AACTCTAATTCTGTGCTGCTGTTTTATATGTGTAATACTAACAAAAACATTGATATGTGA
TAAACCTAATAAACTTCCCTCAAAATAAAAAAAAAA
>CL3303Contig1
CTTCAAAATCTACAACGATGATCAAACTCAGCCATCAAACATGTTTATATGCAAAACTTC
TTCATCTCAGTCATAGGTCAGTCACCATTGTGAATCATTCCAACTGAGGAGTTCCACTTC



AAATCATTTCATATCCAGTGAAATAAATACTGAAGGTCCCATCATACAAAGGACGACCCC
TCCCTGTAGGGTCAAAGCAACCCAAGCAGGAAAAAGGCTCTGTTGACCAATATTGAATTG
ACAAGTCCAACAACTGTGTATGTGGTAAACTTAGATGGGACCTCAATCTCTTTTCTCCTC
CTGGCGTTGTCATCACTTTTTGGTACCTTGTACCACAAATACAGTATTTGCAGACTCAAC
CTTTTCATGATCTGCCGAGTTCCCACCAGCGCCACAACCCCCAGTAGAAATCTGCAAGCC
CCTCGCCCCACTGCTGGTGCGGTCATTGGTGGTACGGGTACAGGTAGCGTCCCTTCTGGC
TCAAATGTCCGTCCGAGCTGCTCGTTCACCCAGTATCCCACTGAGCAGCCGGCACATACT
CCCAGAATGGTGGTCGTATCCCCCCTTGTGGTGCTGTAATGGTCCAATTCTGGGTATGTA
TAGCTGAGGAAGAGGAGCAGCGATAGCGCCACGAAGGGGGAGATCCGGCTGGTCAGCTGG
AAGCGGTCGAAGGCCTCCCAGTACGGGAATGTCACAAGGATGAGGACAGCAGAGATCAAA
ACGCCACAAACTACATCCAGAACTGAGTGCATTCCAGTGTAGAGTCGACTTAGACAGACT
AAAGTTGACAGTGTTGTTGCGATCAGCAGACCCACCTCGAACGGGAACTGTACTCTTGCT
GGGGCGCTAAGGAGAAGGGTGAAAAAGATGGCAGTTGCTGCCATGGCATGGGTGGAGGGA
AGTCCATACTCCGCGTCCACACGGGTCTCCAGCTTCACCACGGGCGGTGAGACAGGACGA
GGCAGCTTCAGCAGATCCTTCATCACCTGGCCAATGTACATCACCAGAGTCCACATGTTG
ATGAGGCGACGGCAGAGGAAAGGGTCCAGGTTCCAGTGGATGCAGGGCAGACAGGTGATG
TAAAAGATCTCATGACCTAAACCAGCTGACAACAGGAAGAGAAAGTGCAGCAGCCAGTTC
CTCACCTCATACTGAGGCCTGCTGCGGTCGGCCGCTCCTCCGTTCCCGGTGTGTTTATAG
TTGCAGTTCCGGTCCTGATGGTTCAACCTTGCCTTCAGGTGGCCTCGCGTCGTCTCTCCG
TTAATGCGGGTTCCGTTCGGTACAGCTGTTCCCTTCTCTTTTCCGGGAGCATGCGGGGCT
CCGACAACAAGGAAGAGCCCGCAGCGTCTCTGAAACCGGGCCACGAGCTCCGGGTCCTGG
AGGAAATCCCAGAGCCCCCGCATCTCAGCTGAACCGGCTGAAAACGGCGTCGAGCGGGGA
GGAGGGGGGCAGACCGCTCCGGTCTCCAGATCAGGTAATGCTCCCCCGGCCATAAGGCCC
GGG
>CL3304Contig1
TTATTTGAGCGTTTATTTGTAATTTAATAACCTTTTAAATCAAATCTGTACAAAACACAG
TCAGAACACAACATGAGGACAGTAACATCTCTTTCCTCACAAAAGACACTTATTTTTTAA
ACTGGGACATGTCTGTTGACAAAAATGGCCTCTCCGTCGGTGCCGCAGACGAGACACTGT
CCGATGATGTCCAGGCTGTTGACGGACATGGTCTGGCTGGGCAGCATGTGCGTCGTCTCC
AGGCAGCCTTTGCCAGAATCTCCGCAGAGCCAGGCGCTGCTGAGGGGGCGGTTCCCGCCA
GCGGGGGTCAGCGCGCCGTGGGAGATCACGCTGCTGTTCCTGCCACCTTGTAAGAATGAG
GGCATCTCGGAATGCGAGGCAGTTTCCCAGTGCAGCAGCGAGCCGTCCTCCGAACACGTG
AACAGGTGATCCGGGTTTGTGGGGTGGAAGCGAACCTCCCACATTTCAGCCGAGTGTGCC
TCCATGAGTGAGATGGGCGTGCCCCCCTGTCTCACGTCCCACACACAGAGCATGCCGTCC
TGGCCCCCGGTGGCTACGATGTGCTGCTGGTTGGGATGTCTGTCAACGCAGTGCAGAGGA
GCTCTGTCTCCTGACAGGGACAGAATCTGCGATGGGGAGCTGCTTTGCTGCCTGAGGTCC
CACAGCTTCAGCTGGCCAATGGAGTTCACCGTCAAAACCTCCGTGGTCTTCAGGTAAGTC
ACCGCGTGAATTGTGCTGCTGTCTGCATTCTCGATGACCCGGACCGCTCCTTCCTGGTCG
GCTCTGAAGACCACGATCCTGCCGTCCTCCCCGACAGTGACAATCTCCGGGCTGCTGCAG
ACCAAGGCGGTGCAGGGCGCGTTGTCACAAGGGTAGCTATGCGCCCTCGCCCAGTGCTGC
AGAACTGAAATGGTATGAGTGTTTGGATGATAGCGGAAAATAGTGACTGCTCCCGTTGAT
GACGCTGAGACCATCCGTTCCTGGTCCAAGAATTGCAGGTCCAGAACATCTCCGCCATGT
TTGTGCTCACATAAAATTTGTGGGTCTCCTTCAAATCCGTCTTCTAATCCAGAATTGTTG
TGATTTCCAATGGACCAGATAGACACCTTGTTGTCCTCGTTGTCCCACGAGCCCGTAGCA
AAGACTTCTGGTTGTTGCAGTGAAGAATAGGAAACCGGACACCATCTCGTCTTACTGATT
TTCTGAGACACATATTTGGCATTTATGCTCTCCATGGAAATTGAAGCCTTTTTGTTAAAA
TTTGAAGTGTTGTTTTCAGTTTACGGACTACACGAGAAACTACGCGCC
>CL3305Contig1
GGACATTAGAATATTTGTTGTTACAATACATTTTGATCTTCAATGATAAAATTGATGACC
AAAAACAATTAAAATGTGTTAAAAGAATTTTAATAATTTGATTTTTAATCTGAAATAAAT
GAATCTGCCTACAGAAGTTTAATAATGGCTCATTGAATATTAGGAGCTTGTGAGGCTGGA
TAAATCATACCAAGCTCTTTGAAAGCCTTTTACACACAGGTGGGTAACTGAATCACACCC
TCAATACACTGCTGGCGCATAGCAACCCTACCATCATGTCTTTTTCCAGATTTACATCTG
AATGTAAGGTGATGGTTATGTTGTGAATATATTTTGTCCAGCCAATCTTTAAGAATGCGA
AGATTATTTATGTCCATCTCTTCTTGAGTCACGGTGCACGGTTTGATGCATCTTACACGT
CCAGTCCATTGCCCATTCCTGCAGGTTAGTGGCCCTCCTTCCATTGCATAGTGTCTTGGA
CAAACATATTCAGCTTTCTCACCCTCTCCGTATTCAGGTTTAGTTCTCATTATATCTCCA
TCTTCAATTGGGGGTGGAGGGGAACATCGGTTTTTAGCTTCACATAGTCGCTCAGGCATC
CATCCATCTCTGGTACATATAGCCTGAGTAACACCATCTGGTTTCTCATAGCCAGATTTG
CAAGAATAATTTGCACGGCCATTTACTCTACTTTGTTCCAATGGAATATAAAAGGAAAAA
AGATATCGGTCTCGCCGGAGTTCATGACATGAAATATCTTGGCATTCCGGTCTGATGTCC
CATTCTCCATTATCCTTGCAGGTAACAACCTCTTCTGGTTGTTTTCATGTCTACAATCCA
GCGATCCCCCCTCACATGTGACTG
>CL3306Contig1



TTTTTTTTTNGAAGATGAGATTTTGAGGTGTTTATTTCAATCTGAAACAAATGAAACCTG
CAACACTTGTTCATAGAAAACAAAAAGGTACTACATCGCCCCAAATGCGTCACTTTCACA
AGCTTCAGCAGCTGTTAGAAATTAGAAAAGTTTCCAGACTTGCTTTAGTGAAATGTCAAC
CTTAAGGTGCAGCAGGAGGCTCGGAAGGCCTTTCAGAAACACTACAGTAATGTCTGGATC
GTTGGTGGGGCTGGCGCTGGAGCTCTGGTGGTTCCTGCTCTTCCTGTCAGAAGAAACGCT
CTACGACACGACCCGGATCTTCTTCTCCAGCTTTTGTTCCGGGAAGAGGAACCTCCTCAT
CACATCGTCCAGCTCCTCCAGAGCCAGCTGAGCGTGAGTGACTGCGACCTCGTCTGGGTC
TGAGCGAATCACCCACTTCAGGGCCCGGTACAGACCCAACAGAACATCCCCGAGAACCTC
TGTGGTTTTGTCACTGAGTCCTCGCAGCAGCAGAGCGATGACGTGGACGGCGGCTCGCCT
CACCTCGGCCTCCCTCTCGGTTTTTATCAGAGCCGTCAGGCAGGAGCTGAGCTCCTGGGT
CAGCGGCCCTAGAGCATAGTCCAGTTTCTGACAGAGCTCTCCCAGGTTTGACAGACAGCT
GGCTCGGACGACTGCGTCAGGGTCCCTGGTTCCTTGCAGGAAAACGCCCACTAGAGGCTG
ACCGAGGTGTGGCGCCAGCTCACCCATCGCTCTGCTCGCCCGCATCAGGACCTCCCCCAT
TTTTAGCCGGGTCTCCAGCGAGCGTTCCTTGTTGGAGGAGGGCAGTGAAGGTCCGTGCTG
GAAGTCTCTCAGGAGCCTGTCCAGGATTCTGTCCGGGTAGGAATCGGCCAGCGCAGCCAG
ACCTTGAATGGCTGACAGGTAGACGAACGAGTCTTCGTGCTCTAGGTTCTCTAAGAAAAG
CATTAGGACTTTCTCCTTAGCCTGCACAGTCTCTGGGTCCTTGAGTTGCACCATCTGGGT
CAGGGTTCTCAGAGCAAAGGCTCTGGTTGGCACGTTTGGGTCACATGCTTCAAGTAACCA
ATCAGAAAGGGGCTTGGTGGGACTTTCAGGATTATGGTTCGAGTTCTTTGCTCCTGCAGA
GGATGCTGGGTGTGGACTGCTGGTGCGGACAGGTGTCCTTGATTCCTTTACTTCCCCCAA
CAAGGCCG
>CL3307Contig1
TATGGACAAACTGTTATTTCTGCCTTATTTTGTCCGTACTCTCAGCCTTACTCACCTTCC
CTCATCTCACCTCCGCTCAGCTGGATTTTAATCACTTCTTTTGTGCCTTGTTGCTCCATT
TGAGTTTGGTTTCGGCAAATCAGCCAGTTTGCTCCATGCAGTAGCAGCATTTTTCATGGC
CATCAGTGTCTCAGACAGCAATAATTATCATTGCACAGTGAAGCTGCTGAGGAAGCGGTT
TCTCCTCTCTGATTCCTCACCTCAGACTTCAGCTTCACTTTATGCTTTACGGTTGAAAAC
TTCTGTCTGTTCTGCTTGTTGTTTTGTTGTGTCGTTTTGATAAGTGATGTACTTTATTTT
AAATGGAAGAGTGATCTAATGACCTTTCCTGCCACTGAAGGAGCGTCAACGTTTCTGTAC
TGTGTTCCTTGAGTCTGGATGAGGCCCTGCAGGAGGTCACGGCAGTGTCTGCCATGTCTC
CTGTTTGTAGCAGCGGTGCAGGCGAGAGTGTAGCGTGAATGTAGAAACGCCGAACATGAA
GGCAACAATGGGCCTCCTGTAGAAATGAAGTTTATTCTCCTCCTGCTGGGAAATGGTTTG
ATCCTGTTACTGTCCTTTCAGCTCTAAGACAATGTTGTAAATGCTATTAACCATATTAAC
AGCAGCTTTGAAAAAGAACGCACTAATACTGTATGAAGTTTTAATTTGAGGTACCCTCAC
TGTTTGTTTTTGTGTTGTATTTTTCAGAAATAAAATTCATTAAAACTCANAAAAAAAA
>CL3308Contig1
GGGCTTTGCTCTCACCTCTCACTTCCTGGTGTCTTCTTCTGTTCCGACTCCAGGAGCGCC
TCATTCTAACCTGACAGGCATCAGGGGGGAGGCGTTCCTGCAGACTTCAGTTTTTCGTTT
TCAGGAGCAGCTTTCGTCGCTATGACGATACCGTCACACAGGTTGTGACTTGGAAAAAAA
AGTGGACCTCACTGATGCAAACGTGGCGTGAGTCCCATAGTGATTAGAACACCTCCGCTC
TACGCATTTCTCAGTATTAACCTCAAAATGAACAAGAAGAAAACGGATTGAATGAATTCA
GTTTTGTAAACGAATAGTATTTATAGCAAACAATGAAGCTCTGTCAAACCCGATTCTGGG
CTAACAAATCCACAAATAAAATCTGCAGTGTCACCTGCTGTGAAACGTGCATTAAACAAG
AACAACCTTTTGTTTCTGACAGCCAAACATCAAGGACGGAAGCTGAATATTTGTCTGTGA
AAATACTGACTTAAATCTACAAACAGAAAACGTGATTTGAAACAGATAACATGAGAAAAT
GTGTGTAAGCTTTGTGAGGATCCGGCGCACTCTGCTGGATTCTGCAGAAGAATCGGGTAA
AACAAAAAACATTTACATAAAAACCAACCAGATTCCTCGCAGGCTTTCTGGATAAGTAAG
TAGCCCCGCCTACCTAATTAGCATATACATAAAAAATAACTACAAAAAGGAAAATATGTA
TGTTTTAAATTAAAATTTATTTAAAGTGAGTCTTTTGTCTGTCCTCTGTGCGTGACGGAC
TGATGTCCACAGTGCCATAACCCCGCTGGGCTCGTGCACAGCAGAGCACGCAAGGCGAAG
TTCCAGGTGGCAGGAAGGAGCTGATCTCCTAAAATAAAAGCCTGTGGTCAGGTGTTTCTG
AGCTTTTATTTTGACCTGAAGCTGAAGCTCACTTCAACATTTGATGTTCAGATTCTATAT
TTTTATTGTTTTTTTTATTTACGGTGCTGCTTTGTTTGTAGAGACAAGTTGTTATTGTTA
GCCGTGTTAGAAGACAGTTGTGTGTTTGTGCGTCTGCGAGTGTGTTCCTACTAAAGTCGT
GTTCCTGTTTTCACTCAGACCAGTGCTGTATATGAATGAATGTACTCAGTGCACACTTCC
ATGCACGCAAACACAAACTGTTAGACTTGTGGTTGTAGAATTCTTTCAGCTGAATCTTTT
TGTACACAGAAATGAAGAATAAAAGCTATTTGATCATTTGAAAAAAAAAA
>CL3309Contig1
TATGTTCAATGTTTAAACAAAACCTTTTTCTCCAGAAACTTTTTAACAATCCATACATGT
TGGCAGGATTTGGAATTCCAGTTTTTGTTCCGTCAAGATAAGAGTTCTGTAAAAAGTGAC
TGACTGGCAAAGTCAGCAGGCCTCTCTAGGGGATGAAGCAGGGATGGACTCCCACTGAGA
CCAACAAGGGGGACAGCAGAAGTCAGGAAGTAGAAAGGAACGTGAGTAATTCTTCCACTG
GACCAGCACACAGTGAGTAGCGCCCCGTGCTGGAAATTAGGGTGAAACTGCATCATTCTT
GGCTCCACGCCGGGTTCTCCCTGGACAAAACCGCAAGGCAAAAGCTCAAAAATGGGGCTT



GTTCTTGTTTTGAAGACTGCAATGATTGCAGGCCGGTTTGTCGCTTGTGGATCCCCTTTG
AGCAGCACAGCCAGTCTCTCTCCTCTTGGATCCCAGGCTAAAGACTGAATCTCTCCACCA
ACAATGAGATCTCCATCTTCTGTGTGAAATGTTGTTTCTGAAAGGTCAGCCACGACGGCT
GCTGCTTGAGGTCCCTTCAGCGAGCTCGTAGAAATATCTGGTGCTCCAGCGAAGGTCAGA
GCATAGATGACTGTCTCCCCCTCAACAGCAAACAGAAGTCGACTCCCGTCAGGGCTCCAA
CACCCAGACTGGCAGCGCCCTTTCAGACACGGCCATCGCTCACAGGTCCACATCCTGGTC
TCCCAAACCCTGAACAAGGCGGACGGTGTGGAAGCCAACACATGGCTGCCATCTGGAGAC
CAGGAGAGAAAGGTGACACCACCCCCACCAACCCTCTGAAGTGGTACGCAAGACTCTGCT
GCAACATCCCAAACCATCATGGATGTGTCCATCGGTGAGGCCGACAAGAGGAGAGCGCCG
CTCGGGGACCAGGCAATGGATGTGACCGGGGCGTGGCCAGGATGAGACAACACTTGGGCA
CAACTGGATGAAGGCCTGGCTGACAGGGAGCAGGGGTCCACGTGCCACACCAGTACACA
>CL3310Contig1
AACATCTGTGAGCATCAAAACATTAGAACTTCAGCTTGTAGTCGTCCTTGTTTGTCTCAG
ACTCAACAATCAGATGTGGACTAAGTTCAGTTGAAGTGATTCTCTGCTTCAGCAGCAGCA
TCCCAGCATGCTCAGTCCATGGGAACCATGTTCAGGCACTTGGAGCCAGCAGCCCGGGTT
TCCACCGCGTCAGCCGCCTTACAGCAGGGCGAAACCTTTGGCAAGAGGGCCACAAACCCT
CTTCAGCGTCAGGAGAGCTTGTCAATGTTTGCTAAAAAGCGCTGGGCCCACCATTCATCC
AGATCCAAGGGCACAAAACCATCAATGTGCGTCCCTGGAGTTGTTTCTCTGTAGTGAACA
GCTCTTTGGGAAACCTCCACCTCCTCCTCCTGCTGCTGCTGGATCACCTCCTGCCAGGCG
GAAGATATGAACGTGACATTCTCCTCATGGAGGGGGGAGAAACTTTCCTGTCGACTGTCT
GCTGGGAGAGCCGGTGCAGGATGATGGTACTTCTTCCCATTCTGGCTTTTGAAAACTATC
CTGGGTGCAGGGAGGTCAGGCATGTTCCAGGACGTCTGTTTATGTTTGAAGTCACTTGTT
TTGCTGTCCGGCTGCTGAGTAGGCCCTGTCCGTCGCTGAGTGGCCAGCTTACTAGGACCC
CTGGTGATTGTGTACATCATTTACTTGCACACGTGTATAAGTTGGCACTTACGAAATTAA
GACGCTTCAGGGGGAAACATTCCTAAACAATAAAAAAGATCAAACTGTCCGTGCTGAGAA
ACTTAGTGCGCAGAGTTGACCTGAGAGACAAATCTGTTAGGAAACCCTCAGGGAGCGAGC
GCCGCGCACTTCTCATCCAGCTGCTTTTACGCATCCCAGTCTGCGTCCTTAATCTGTCCC
CCACGTATTCCTTCACCTGCTGTCCAGATGTCCCCTAGGCTCAGAACATGCAGTGGCTCC
AGCGCGTAGGTGTCCTGCTCAATGTCCCAATGTCACATAACCTGAAACGGCAGCGGGCGC
TCGCCGAACACCGACAGGCCAACA
>CL3311Contig1
AGGGATTAGAGAGAAACCATGAGCAGCGTTTATTCTGACAAAAAGTGACTGTCTAGAAGT
GAGGCCTGGTGAAGAATACTTCTCTACCAAGGCCAAAGTGCTAAAACCAAACTTGTGAAT
TGGTTCGTTTGAGTCCAGAGGTGGGAAATCAGTGTCCACTTCACCATCATCCTCTGCAAT
ATGGAGGCAGTAGGCGTTCACATTCTCATTAAGTTTAGGTTCTCGTCCCTCACTGGTGTA
CTGCCAGCAGATGAGCCCGATCAGGTCATGGACACGGGCATTGGCAATGGTCACCACAGT
CATTGGATGAACTTTCTCCTGACCAATTTGCATTGAAAGGTACACGTCAATTTTTTTAGT
AGACGTTGTACCGATGTGACCCTTGCCATCAAACTTGGAGTACTCATTGAAGGGGTTGTT
GAGCTGCTGGGGGCACTGCTCCAGACGCAGCGAGAGGGTGGACTTGACCCCTGATTTTCT
GTCTCTGTCTTTAAAGTCCTTTTTTTCAAACAGAGAACCAAGATCGTCCACAGAATGGCT
AGATGCTCTTTCCTTCCACTGAATGTTTTTACACTTGATTTGGTTCTGCCTCTCTTTTCT
TAGCCTTTCAAGCCTTTGTGCCGTATTGGAGCGCCGGCGAATGCCAAAGTCCCAGCTGGA
GGTGATGTCCATGGACTGAGACAAGTCGCAAACGTGGTTATCCATCACGCTGCCACCGCC
TTCAATGAGACAGCTCAGTCCAGACGAGCCACAGCTGCTACCAGGCACCACGGTGAGCTG
GCACTTCTCCAGGTCAACATCCTGGTCTATGAGGACCATCTCACACATTCCTGTGTCGTC
GCTGGTCACATGAGACTGCCTGATGTGGGCCAAAATGATTGCAGGATTGTCCAAAAAAGC
CATGTCCTGTGTTCTCAGTGAGACAGAGTAAAGCTTTTTGTCACCGTGGAGCCTGGACAC
ATAACGTGGGCCTCACTTTCTGTTCGGCGCACCTTGGCAGCTAGTGGGGCAAGTTTTTCA
TTTTCAGCCCTTTACTATTCCATCACGTCCACTGATGAAGATGTAAAAGGCCCTCTACGT
TTTTCTGACGAGACACAGCAGAGTCCACGTCCCTCCATCTCATCCAGTCTACTTATTTGG
CCGACGAGTCGTTACATCCGTGAAAAACAATTCAATGCATTAAAGTCTCAAAACAACCGA
AAGCCAATGCAATCTGCTGCGCTCGTGCAACCAGGAAGACATCCTTTTGACCCCCGGCCA
TAATGNCCGGGTTAACGGCGCGA
>CL3312Contig1
TTCTCTTTAAACCTCCATGGAAACAAACTAAAGACAGCTAATACATGCTGGAGTTGAAAG
AAGAGAAACACAAAAATAAATCTATCCCAACCAGTACTATATATTTGGTCTAAATGTCTT
GATGAATGGAAGGGAGGGTATATATTATCCGGCTTAGGTTGGCTATATACATGTCTTTAC
AATATCTTCCTGAAAGTAGAAGCGGTTCATAGACTCGAAGAATATGTTAACATCCTCTGG
GCATTTGTTTATTTAAATTTTTTTTTTTAAAGTTGGCACTTGCTTGGTGATTTTCTGTCA
GCCTTGCTAGTCACTGAAGGATAATGTTGCAGCCTGCAGTAGCCAGTCTGTTCCCTCCAA
AAAAGACAAGCCTGGCGACACGATAGAAGAGTGCAGGAAACAGTGCCATTGTGATTTCAA
TAGGAGACCCTGAAAACATGAACTAAATCCTTGCTAAAGATCACTCAAATGCAGTTTCTT
GGCTTTTTCGTACACAACGGGCAACTTTCCTTTTGAATGCACCGTGTCTGTCTTCCCTCC
ACTCTTTTGCAGCGTCCACATTAGCTGGCGAGTCCCCGTTTGGGTCTGCCAGCATAGAGA



TAACACTAATCATGATGGTTTCCACTGTGTGGATGGGCAGCCATCTCTCCTCTGGTTTCT
CATAGCCATACTTATCCTCTCCCGGTTCATGCAAAATAGAAATACATACGTCTCCATTCT
TGTCAACATTAGGGTGCCAAATGTCTGTGATAAACTTCATTTTTGGTGGCCTGAGGGGGT
AATCTTTGGGAAATGTCAGATGAGCTTTAAACACACCACCTTCATACAGTGTGTCTGGAG
GCCCAATAATAAGAACCTCCCATCTGTAAAGATCGCTGTCCTCAATCAGGCCAGCAGAAA
ATCCCTCCACCGGGTTTTTGTTCAGCTCTGCAAGCTGTCTCCTGAGTAAGAGCGCCGACT
GAGGCTCTGTCATAGCTCAATTAATTAATGGTCCAATGTTCAAATGTGATATTTCGAGGT
AAACGCGTTGATTTAACGTGCGCCTAACGGAACCAGTCTTTTCTATTTTCAGTTTAGCAT
TATCGTCGTTGCACTTCTTCGCCGCCTTTTCCTGCTACTGCTGCGGTTTCTTCTTCGTTG
ATTTTTTTTTCTTTTCCC
>CL3313Contig1
TACTTCAGTGTCCACTTTGGGAAGAATGCTTTGATCCATATGCAGCTGGGAGATGCAGGT
TTAGGTAGGAGGAGCTTGAATTCCCAGTCCTTGGGTCCAGAGAGACTTTCCCAAACAGTC
CTAACTATATTGAAAAGTGGTCATATGACTCATCTGTGAAAGTGTGCGGGTGAAATTACT
GCCCTGACACCTTGAGCCAACTGCTCAGTTGGGGATTTTATGGAAAACTTTAATCTAAGG
TGGCGGCCTACACTTCTGGGAACCTTTGCACACCACGACTCAGCAAACGCCAACCCTTCA
CACCAGGCTCAGCTAAGAATCGCCAGGCGCGCCCCGGTTTTGCTTCAGCATGTGGGGCTT
GAAGTTGGGATGGCGGTGGGCGTGCTTCTTCAGGTGGTCGCTGCGCATGAAGCGCTTGCT
GCACAGAGGACACGCGAAGCGCTTCTCTCCGGTGTGAGTGCGGGTGTGGCGGGTGAGTTC
GTCCGAGCGGGCAAACTTCTTCTCGCAGTCAGGCCAGGTGCATGGAAAGGGCCTCTCACC
TGTGTGGGTCCGGATGTGCGCCTTCAGGTGGGACGATTTCCCGTAAACTCTGTCGCATCC
GTCAAAAGTGCACTGGTGTCGCTTCCCCGGGGACCGCGGCAGCCCGGCTCCCCCAGCGGA
GCCCCACTGCTGCTGTCCCGGGACCGGCGTGGCGGAGGGGGTCATTGTCGGGGTAGTGGG
GTCAGACAACGTGGTGTAGCCGCTCTCGCCGCCGCACGAGGAGTTGCTGCTCTCCGAGTA
GGCTGACATGGGCCGAAACTTGCTGTGCAGGTCGGTGAGGATGCTAGCGACCGTCATCAG
GTTGGTCCCTTCCAGCTTCAGCGTCTCCCGCACTTCCCTGTCCTCGTTGGACCCGTCGGG
CTCCCCGAAGGAAAGGCCCGGCGCGGCAGGCTGGCTCACGGGGGCCACCGGGGTGGGTCT
GTGCAGAACTGGACCGCTAGATATGGACACCAGACACTCGGCGGCGAAATAATCAGGCGA
CGTAGCCAGCGACATGTTAGCCAAAACCGAGAAGAGGTGAAAAAGTAGAAAAAATATCAC
CACAAGGGGCTAACTCGAACTCTTGACTTGGACCTCGTTGTGTGTTCGTCAAGCTCGACG
AAAAACCCGGTTTCAACTAAGTCCTTTTACCGCCATAAACGTCTTAGTAGTCTTGGTGTT
GCTGAGAAAAACAAACAGAATACTTAAGAAAGAATACAAATTAAAATAAAAGAAACCGGG
CTAAAAAGTGCTGCTAAAGCTACGGGGGGGAAAAAAAC
>CL3314Contig1
GGGTGAACCTGGCGTCCCAGTGGGAGAAACGTCGAGCTCCACTCATTGACGAGCATCGCA
GACTCAAAGAAATCTGCAGTCGTCAAGATCTGGATTCTTCCAGAAAGCTGTCTGAGATCA
AGTCTCTGCATGAAAAAATTCCACGTGTCCCACAGAGGAGGCCAAGAAGAAGGAGGAGAC
GTACAAGCAGCTGCTGACAGAGTTGGAAAGTCTTCCTCAGGATGCGTCTCGCTCAGCATA
CACTCAGAGGATTCTGGAAATCGTCAGCAACATCAAGAAGCAGAAGGAGGAGATAACAAA
GATTTTGTCAGACACGAGGGAGCTGCAGAAGGAGATCAACAGCCTGACGGGAAAACTGGA
CCGGACTTTTGCTGTGACTGATGAGCTGGTCTTTAAGGACGCCAAGAAAGATGAATCCGT
CCGAAAAGCCTACAAGTACCTGGCCGCTTTGCACGAAAACTGTAATCAGCTGATTCAGAC
CATCGAGGACACGGGCACAATACTGAGAGAGATCCGAGATCTGGAGGAGCAGATCGAGAC
CGAAAACGGGAACAAAACGGTGGCAAACCTGGAGCGGATTCTGGATGACTTCAAGGCCAT
TCGTCAGGAGAACGCCGCCCTCGCTGCCAAAGTCAAAGAGGGCTGACTCCCCTGCTCCTC
TGTCTGTACCTGTAGCTCAAAGCCAGCCTGTGCTGGATGGAGGCAGCTCTCCCTGCTTGT
GGAGGCTGTGATTTCTGTAGAGTCGGGCTGATTTTGGAGCATCAAAACTAATCCAGTAAT
GTAATGTGCAGCACGGACGGAGCACACCTTCATACCAAGCTGAACGCTTCTCTCAGTTTG
GGACTTGAAAGCTGCATCAAACTGAGAGGCTCACACAACGATGATTTCCTAACACATGAA
ATATTGATCCAATTTCAGACCTCATCAGTTTTGTCAGGATTTTATATTTGAACTTAAAAT
GTTGAGTGAATGGCATTTGAATGTAATCGAAGATGAAAGCTGTTGAGACGCGGCACACAA
GTGCAAACATGAATAAAGATGCCTTACACGGGGGAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAACAT
>CL3315Contig1
AAGACAGCTCTGCAGACTGTTAACAGTCTCGATATATAAGGCCAGTAAACGGTCAGTGCA
GGTAGTTTCGCGCTCGCGGTGCAACAATTCGAGCACGAAGAAGAAGCGCTCTGCGTCAGC
CAGCGTGGTTGAACTTTGACACACCTGAGTGTGAGCCTTTCAATTCCAAACAAACAAACG
GAGTCGTTCGACCCTGCAGTGCATTAACTTCCAGTAAGTTTGCGTTGCTGCAATTTGCTA
ACACAGCAGAGCGCAAGATGGCATCGAGAAAGGTGGTGGAGTTGTTCTATGATGTGGTGT
CTCCGTACTCCTGGCTGGGATTTGAGGTTATGTGTCGCTACAGACATGTGTGGAACATCG
AGCTGAAACTGCGTCCGGCTTTTCTGGGAGGCGTCATGCACGGATCAGGCAACAAGCCTC
CTGGTATGGTTCCTAACAAATTTAAATATATGGACAAGGACCTCACCCGCTTGGCAAAAT
ACTTTGATGTCCCTTTAAAGTGTCCAGCAGACCCGTTTGAGGTCATGTTCCAAAAAGGCT
CCATGTCTGCAATGCGATTTGTCACAGCAGTGCAAGAGAGGGAGACAGGTGGAGACGAGC



AGGTGGAGCAGGTTTCCCGTGAGCTGTGGAGACGGATCTGGAGTGAAGATAAAGACATTA
CCCAGCCTGAATCGATGTCTGAGGCAGCAAAGAAAGCTGGACTGTCTGACAGTGATGTCG
AAGCAGCACTACAGCTGTATACTTCCCAGCCGATTAAAGACAAGCTTAAAAACACAACAG
AGCATGCACTTAGTTATGGGGCGTTTGGCTTCCCCATGATTGTGTGTCATATTGATGGAA
AGCCAGAAATATTTTTTGGATCTGACAGATTTGAGCTCATGGCCTTCTGCATTGGTGAGA
AATGGCTGGGCCCTAAACCTGATAAATCAGCTGCCAGACTGTGAGACGTTAATTGTTCAT
CTCACTGGGTTGATGCTCTCAAACTCAGATGACGTCCTCTGTTTTCTGTGTCTTAGGGCA
AAAAAATCTGGTATTCTTCAGTAAATGTAGGTTTAATTAATAAATACTGCATAAGATGAC
AGATATTGATTGGCACAACACGCTTGACAGCCTTTTTCTGAAATTATAATCTCGTGGGTG
GTTTTTAAGGCTCTCAATAAATTCCTATTAATAAAAATGGTAGTTTTTGGAAGGATTATG
ATTGTTTTATAATAGCCTCATGACATTTTGCAAAAGTTGGATATTTTTCTGATGGCAATA
TTTTTGCTATTTAAAACAATCACATCAACCAGATCTTTTTTTTGCTGCAGGATTAACATT
TTTTTTATATTTCTTATGATAAAAATGTGTGTTTTAATATCACTTAAAATCTTTGAGTAT
TTGTAAAACCTGTTGTGCCTAAATGTTTGAGAATGTTTCAAGTAAATTCTGTGCTTACTT
TAACCAAATAAACTCTTTACNCANNGAAAAAAAAAAAAAAAAAAA
>CL3316Contig1
AATTCTGCTCCACGTCGTTTGGACAGGTCGGAGGCGCATTTCATCCCACGAGGACTCAGC
GCGCGCGCCCGCGAGCGGACATGGGGAACTACAAACTCTCAGTGCTGCTCTCTCTGATCG
GAGGCATGATGTTGATTTTACCCCATGGCCACAGCAAAAATGTCTCCATCAGCGTGCAAA
CTGGGGACAACTCCTCCTTATCTGAAGGGAAAGTCGGAGGGCGCCCCCGTGTGACGAGGT
CGACCGTCAACTGCGACAGCACCTTTGACCAGTTCTGCCTGAACAACGGCAAGTGCATGC
TGCTGGTGGACTTGAACGAGCACCACTGCCAGTGTGACATTGGCTTCAATGGCCCCAGGT
GTGACATGCCGGAGATGGTCCAAGGAAAAATGGCAGAGGGGGAAATCATTTTGATTGTTT
TCTGCGTGGGTCTGCTGGTCATAGGTCTGGCTGGAGCAGCATACTTCTTCTTTAAGTGGT
ACAAGAAAAACAAATTCCCACGGCAGCAGAAACGGCAGGGATACAGAGGAGTCCAGCTGG
TTTAAGGTGTCAAACATCCAATCCCCTGAAAGCACCAAGCAGGACTGTTTTTATGAACAA
AATGAAAAAAAGCTCAGCATTCTTTGATGTTTCCCAACACGCTTACACTGAGGGGCTGGT
GCTCCTCATCTTTGTGGGGCAGGCAGATCGTTACAAAGAGATTAATAAGATGCTTTCAGA
GGCGGAGGTGATCGTTTTCCAGCCGTAATTGTTCTTACGTTTCGCCAACTTTCACCTGGT
TTGAAAAGAGGAATAGTGAGACGCACAAAAATCTTTTTGTGTGAGCGAAACCGCCCACGT
GATGGTGGAGAATTCACAGAACAGAGCCCCCATCCCTGTAGTGACTCGCACTGATTCCTG
CTTTGTGTACAATAAACGGTTTCGTTGTTACAGGTGGGAAGCAGAGGATTGTGTGAAGTA
AAGCTAATGGGGAGTTATTTACTTGGAATTTCATTCTCACCTCATGGTTTTTGGTTCACT
TTTGTGTCTTTTTAGAGATCATGGATAAGACGAAGTCATTCGAAAACAGAAATTATTCTC
CACTTGAAAGCTTTTTTTTTTATTTCACATTTATTCTGCTTCACCTGTTGTATTTATTGT
GGTTTTTTGACATTTGGGATTTAAAGCATTAAAAAAAACACACAAGTATTGTTACTATTT
AACTTTGTTGTGATGTCGAAAAATGTCATTTCAGTAACTTATTTTCAAGTGTTGATTTAC
TGTTGCTCTAAAGCTTTATAACTTCACGTCATGTGGATTTATTTTATGTGCAGCTCCCTT
CAATTTCACGATGTGTGTGATTCACATTCCTGTGGTGCAGCTCCTGCATTTGAAAGTCCT
GTCAGATGATCCTCGTAGCAGAAAAGCT
>CL3317Contig1
CCGCGGTAAACAGGAAAGGCTCTTCTTCCTGATGAAGATGATGATGCGTGTGTGCCTGAG
CTGTCATCTCCTGCTTGCTGGGATTTTTCTGGACGTATTTGCTGCGACGCCTGAAGAATG
CCAGCTGCTGGTCACGCCTTTGTCTCTGGCCGACCCTTCTGTGATTCTCGGAAAGACAAA
CTTCCTGGCAGGCTACACGGATTATGGTGCTTTTAAAGGCATCCTGAAGGCCACAGAGAG
CTCCTGGCTGAACATCACAGAGTCCAACATCGCCTCTGAAGTGCTGATGTCTCAGGAGAA
CAGGATAAATGGAACCTGCGTTGGGTCGACGGTGGCGATGACCCTGGAAGGGCAGAGTGC
AAAGGTTGCATTTGCAGACATGAACTCGGTGCTGTCTGTGCTGCCAAGCTGCGACGGCTG
CTTCGTCTTTTACATCAACTTTACAGCCACTAATGTGAAAAAACTCCTCGAACAAATCAA
TGTCAGTGACAAAGCTACGGCTGATGAGGCTCAGGGAAGCAGTCTGTATCTTATGGGCAA
ACAGTTGACGCTAAGCCCGTCAGACTTGGAGCATTTCAGGAAGCAAGCCAGCTGCCTCGG
CTTCATGGGAGAGCCAGATTTTCTCTTCAATCCAGAAAAAAGTTTCTGTCGAGAAGGGGA
AGGAATCCGAATGCCGTACTCCCAATAGTTTCATCTGTTAAAATGTGATCTGTCTCTAAC
TTCAATAAAATAAAA
>CL3318Contig1
TCTCTACAGTGCTGCTGTTGATTCCTTCGATGCATAAAAGAAAAAAAATTCACACAGNTT
CCCTTATATATTTGTTGATCAAAAAAATTAAATTTCACAGCACGTGATCTCAAAGATTAA
TTTGAAAAAAATAAAATACATGAGTTGAGTACCAGTCAGTTCCTTTGCATGCAGATTACA
GGAGCAAAAAGCAGCAGAACTGTCCTCTATAGGACAGATGGTGCAGCGGATCGGTCGCTG
CTGCGCTCAGAGGTTTAGGCTGCAAAACGGCTGAGAAAATGTCACAGCTCTCCACAACCT
GAGGCCACTTTTCCTCTTCCGCTGCAGGGTGTCTCATTTTTAAGGCATGCCGAGCTGTTT
GAAGTAAGGTGTGCAACCATTCATCCCCCATTTTTAGTAGGTGTGGTGGGAAGTAAGGCG
CTTCCCAATGTAAATCCCTAAGCCAACAGCAAGTATGTGAGAAATGATTAACGAAGGAAG
GAAAAGCTTGAGAAAGTCAGCGGACAGGATTCCTCCCTTCTTCATGACGCTGCTGTTCCT



TATGCTGAGAGAAGACGCACGCTTGGGGCGCTTCAGCAGGAACTCCTTGGGAGGGCTGTT
TTCCGGTCGGCTGGACCAGTCCCAGATCCAGTCAGCATTTTTCTTCATCAGGTTCTCCAC
CTCCCGCTTCCTCTCCTGGAAGTCTTCATCTGACTGTGAGCTGTTCCCCTCCGAGCCTCT
CCACACCAGAAGAGGGGTCTGTGATCTGAGAGGGCTGTTGCAGTGGGAGCTTCCTCTTGA
GCTGCTTCTGCCGGACTCGTGTTGTGCTTCCAGCAACATTCGCTCCACCGCGTCGCCCTC
TTGGCTGGACGTGGAGATCTGCTCCTCCTGGCCTCCTCGGTGACATGTCCCCTGAGACCC
ATTCCCGCTGAAATGCAGCTCAACCCAGGAACCTTGCAAACTCTCGTCAGAGGAAGCATC
CTTCTGGATCGACATTTTTGCGTTGTAGTCTTGGTTCTTTCACGGCTGTGGAGGCTCGAA
TGAAGG
>CL3319Contig1
CTGGGAGGGGTCTTCTGGAATACAGTCTGAACCCAGAACCACATCTCCCCGACATGGACG
GAGTCACAGAGTTCACTGAGTACATCTCAGAAACGGTGGACGTGCCGTCCCCCTTTGAGC
TCCTGGAGCCGCCCACTTCTGGGGGGTTTCTGAAGCTGTCCAAGCCCTGCTGCTACATCT
TCCCCGGAGGCAGGGGCGACTCTGCCCTGTTTGCCGTTAACGGATTTAACATCCTGGTGG
ACGGAGGGTCAGAGAGGAAGTCCTGCTTCTGGAAGCTGGTTCGACACCTGGACAGGATCG
ACTCTGTCCTCCTCACACATATCGGTGCAGATAACCTTCCTGGGATCAATGGATTGTTCC
AAAGGAAAGTTGCAGAGCGGGAAGAGGAAAAGAACCGAGGGTCCGGTTCCTGCAGCAGCA
GTGAGTGGATGAAAAACCTCATCTCTCCAGAGCTCGGGATTGTCTTCTTTAACGTTCCAG
AGAAGCTCAGGATGCCTGAGTCTACGCTGAAGGTGAAGAGGAGCATCGAGGAAGCATCTC
TAACACTGCAGTATCTCAACAAGCTTGGCATTACTCCAGAGCCTCTCCACAGGGCTGCCA
GCAACACCATTGAACCCATCACCTTATTCCACAAACTTGGTGTGGGGAAGTTAGACATGT
ATGTCCTGAACCCTGTGAAAGACAGCAAAGAGATGCAGTTCCTAATGCAGAAATGGGCCG
GCAACAGCAAAGCCAAGACGGGGATTCTGATGCCCAATGGGAAGGAAGGGGAGATTTCTG
TCCCCTACTTGACCTCCGTTACTGCGCTGATAGTTTGGATTCCGCACCGCCCAACAGAAA
AGATTGTCCGGGTGCTGTTTCCAGGAAACGCTCCGCAAAATAAAATCTTTGAGGGTCTGG
AGAAACTGAAGCACCTGGACTTCCTCCGGCACCCAGTGGCCACTCAAAGAGACATGACAT
CCGGGGCTCCGCCTCCCATCATCAAGCAAACAAAAATCCGATCCAGAGCGGACAGCAAGG
AGAGTCTTAAGTCATCCCCCAAACCCCACGCCAAACCAGGCAAGAAAGAGAGCGGCAGCC
ACGAAGAGGAGCCAAAGGCTGACGCCACGAAGGAGAAAGAAAAGAAAGACGAGAAAAAAC
CCAGAAGTGAAAGCTTGAAGGCCACTAAACAGCAGAAAAACAGCGAGGTGGCGCCGGGAG
CAGGCAAGAAGAAAACATCCAAGGATAAAACGTCAAAG
>CL3320Contig1
ATTCGGCACGAGGTGGACTACGAGGACATCATCGACGATCTTCCCTGCAGGTTTCGCTAC
AGACAGGTGGTCCCCAACGACTTTGGTCTGACCACAGAGGAGATTTTAAGCGCAAACGAC
AAAGAGCTGAACCGCTGGTGCTCCCTGAAGAAGACCTGCATGTTCAGGTCGGAAAAGGAG
GAATTGAGCGACTTGAAAAATTATAAAATCAAAGCAGGAAATGAAAGAAAGAAGAAGGAA
ATCCTGAGTTCAGTTTATACAGAACAAGATGAAGATGCGGAGGACGCCAAGACGAAGGTG
GGGAAGAAGCGAAGAGATCGCCTGATGAACGCAGAACACGGAAATGCAGAAGACGACTCT
GCTAAGGAGGCGTTGGAGAGCCTTCAGCAGGAAGAGGACGGCGCAGAGGAGGAGGAGGAG
GAGATCCTCATACCTAAGAAAAAGATAAAGACGGAAGCACAAGAGGAGGCGGATCAACCG
ACCCAAGCGAGAAACAGAACTGACAGGCCAAAATGGTCCGGGAAGAAGCAGAAGCGCTCA
GGCCGCCGCCTCCTGTCTGCAGGCGTGGGGGTGAGGATCGGCGGGCGGGAGTTCAGTCGG
CAGCGGCTGAAGGCTTACGGCCTGAACCCCAAAAGACTGTACTTCAGACAGCTGGGCCGG
CAGAGACGGAAAACCCAGGAGAAGAAACTGAAGCAGAAACACAAAGAGTGAACTCAGACG
TCTGCGCACATCCAGCTTTTAGAAACATCCGCTTCATGTTTTTGTTTTGCTGTTTTTTCC
CTTTGGAGTTTTAACTCAATGAAACTGTTGTGTCATAAAGACAAAATGATCATATACCTC
TGATAAAACGCGNAANAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL3321Contig1
TTTTAAAAATAAGAAGGTCTGGGTTTTATTGTTGAAAGTAAACTACAGCAGATCTGGTTG
GATTTCAAACAGTACAAAGCCTCCAGCTGCTTCTCACATGACTGGAAAGATGAGAAAGGG
AGAGGAGCATCACTGCGACTTCTGCTTGTCCCACTGCTCTGGAGTCAGCGTCTTCTGCTC
AAAGGCGTGAATTTCTTTCAGTTCCTCAGCGAGACACGAGTTCACCATCCTGTGTCTCTG
CAGCAGCGCTTTGCCCTCAAACTGCGGCGACACCACCAGGACTTTGAAGCTGGCGGCACA
TCTGTTGGGCGAGGTGTCCTCCACGTCCACATGCGCTGCCGAAAGCTCCTTAATAAGTTT
GTTCTTGATGTGGTCCGCTGTTATCGCCATGTCGAAAACGATGTTTTTTCCAGCTGAGAC
CGCTGGACTCCACTCACTCTCGCCTGGATGCAGCGCTGTCTCCCCCGGCCATA
>CL3322Contig1
GCTGGGAAGCAGCTGAGCTGAGGACCTCGGGACTTCACATGTCAACAAAAGATAAAAAGA
AATAACACAACACAGGCATGTGAAGGTCTCCCAACCTGGAGCTTTACCTCTTCCCCTCAG
CATCTTCATCTGTTTCCATGACAACCCCTCCACTAGCGCCACCTTTCGGGGGTCAACAGG
CCCAGGCAGGCCGAGATGTCAACACCGCCTCACTTTGTCGGATCGGACAGGAAACCGTCC
AAGACATAGTCCTGAGGACCATGGAGATATTTCAGCTGCTGAGAAATATGCAGTTGCCCA
ACGGGGTCACTTACCACCCGAACACCCACCAGGACCGGCTGGGAAAACTGCAGGAGCATT
TACGGATGCTCTCTGTGCTCTTTCGCAAACTACGCCTTGTTTACGACAAATGTAACGAGA



ACTGTGCCGGGCTGGAGCTCGTACCGCCAGAGCAACTGATACCTTTCGTGGAAGATGAAG
GATCCAAACGCGAGAGCCGCTCAGGAGGGCAGAGCCGGCCGGCCAGCGAGGAGAGGAGGG
AAATCGTGGAAGTCAACAAGAAACTGAAGCAGAAGAACCAGCAGCTGAAGCAGATCATGG
ATCAACTCCGCAACCTCATCTGGGAGATCAACTCCATGCTGGCGGTCCGGAGCTGAGCCC
GCCCTCAAGCCCCGCCCATCCCTCCCAGTCACACACACAAGCGCCGCAGGTTTCAGACGA
GACGAAGCGCGTCTGTAACCCGGACGCCACACGAGGACGCCGGCGGGGCTGCAGAGTTTA
TGTTTCCGAATGAAGGCAGAAGGAGCTGGACACCCCGACAAGGCGAGGAGGACACCGCTG
CCTCCATGCTCTACATTTCAGTCAGCGTCAAAAACTCCTAGTTATTCTGAAGATTAATAA
ACATATATATATATATATATATAGAAACGCTTAATGCAGCTCCAGGTACGAGCTTGACGT
AGAGAAACATTGACTTATTTTATTTAATCATTCAGTTCTGCATATTTTATAGCGTTAGAC
ACGTAAAGTGTAAAATGTGGACACATCTGCCATTCTCTGCTCTGATTGGCTAAAATATGG
CGCTTTTAGCCAATCCCGCTGAAGCCTA
>CL3323Contig1
GGAAAAAAAAGATCCGCATCGACCCGCTTCCGATGGCGCCTGGCCGGCTGGAGGTGTACC
TGGACCTGCTGTCGCAGCCCTGCCGGGCCGTGCAGATCCTGCTGACCCGCACCGGGATCC
CGCATAAGGTCTGCGCCGTGGCGCTGCGCAAAGGAGAACACAGGACCCCAGAGTTCACCA
AACTGAACCCCATGCAGAAGGTTCCCGTCATGGTGGACAACGGCTTTGTGCTCACAGAGA
GTGACGCCATCCTGAAGTACCTGACCACAAAACCGGGCGTTCCTGAGCACTGGTATCCGC
CTCAGCCGGACCGCAGAGCTCGCGTGGACGAGTACGCCGCGTGGCATCACACCAACACGC
GCCCGCACGCTGCCAAAGTCTTCCTCCTGGAGGTGCTGTTCCCGATGCAGACCGGCTCTC
CGGTGGACGAGGCGCGGCTGCAGCGCGCGCTCTCGGAGCTGGACGGCACCCTGGATAAGC
TGGAGTCCATGTTTCTCCGCCGTCAGCCGTTCCTATGCGGCGATGACATCACCATTGCAG
ATCTGCTCGCAGTCTGCGAGATCATGCAGCCTCTCGGGGGAGGGCGGGACATCCTTAAGG
ACCGCCCACTTCTGCAGCGCTGGAAGAGCCGCGTCCAGTCGGCTGTCGGCGAGGCTTTTG
ATGAGGCTCACTCAGTGCTGTATGCCCTCAGGGACCGCCGCAAAGCCAAGCTGTGATGTC
ATTAAGAGGCGGAGTCAGCAGAGGTTTCAAATCTTCGCTGCTGCACGAGGAAGAGGAGCT
TAATTTGAGTGTTGTAATAAACTCTTAATCAATAATCTGAGGTCCAGAAAAAGCTTTAAC
CACCCTTAAAACACCTGTGGTGTGATGTCACTGAACACCTGCAGAGGCCTTTGTCGTCGC
ATCAGAACTGATCTGATTGGTTCGTTCTGGTGAGGGTTAGCATTTCAATCCCGATTCATT
CAGACTTTGATGCACTTTAACGTTT
>CL3324Contig1
TGACGAAGACGTGGCTGCTGAATAAGCAGAGGAGCCAGAGGATGGGGGCGGTTCCGTACA
TCCCCCACAGCGTCTGGAACTGGATTTGTGAAGCAGCAGATGAGGTCACTCTGGACCCGG
ACTCGGCGAACCCGAACCTGCTCCTCTCCGGCGATGAGAAGCGCGTGAGGTGCGGCCTGG
AGCGCCGCCTCGTGTGTCCGTGTCCGCAGCGCTTCGACGGCTGGTGGTGCGCCGTAGGGA
GGGAGGGCTACGCCTCCGGACGCCACTACTGGGAGGTGGAGGTGGGCGAGCGGGACTGGC
GCGTGGGCGTGGCCAAAGCATCAGCCGTGAGGCAGGGCTTCCGGCCCCTCAACACAGAGA
CGGGGTACCTGACCCTGCGCCTGGAGAGGGGCTCAGACCTGAAGGCCCTGACGGTGCCCC
CAACCCTTCCTGCCAAAGGACCTGGTGCCCCGGAAGGTGGGCGTGTACCTGGATTACGAG
GAAGGCCAGCTGTCCTTCTACGACGTGGAGAAGCGCTCGCATCTGTTCACCTATAACGAG
AGCTTCTGCGAGGAGCTGTTCCCGCTGTTCGGGACTGTGGAGGTGGTCCGGGACCTGGTG
GTGAGGCCCGCGGGGGTCCGGGAGCCCTGCCTCTGCCCCGGACCCTGCCTGTGGGCCTGA
AGGTTCTGGTCCACCGGGCTTCCCTGCAGTGAGGAAGAAGATGTCCGGCGCCTGCTTCAG
AATCCTCTTCGTCCTTCAAGCTTCTTCAGCAAAACGTCTTCATCAAACCAAAGCTGCTGG
AAATATTCAGTCACGTCATCCATGCCCAGGTTTTTTTAAGTCAAACTTTATTGAGATCAA
ACGCAAAGACGATGCATGCTGATGAGACAACAGCTCAGATGAACAAACTGCATCCATGTC
ACACATTTCTGGAAGCTGTCAATCATTTTCTGTTTTGCTAAAATAAAATTGGTACAAATA
TTAAATATGTCTGAAAGTAAAAAGGACATTTTAATGTACAAATGGAGCAGAAATCTCCTC
CAAAAGGGCAGCTGGATGAGGGTGGGGCTGAGGCCGGTTGGNNNAGGTGGGGGCTGANGC
CGNTTGGNTGAGGGTGGGGCTNANGCCCCTTGGNTNANNNTGGGANNNG
>CL3325Contig1
GATCTTTTATTTTCCGTTTGGATTATGTAACAGCGATGTGTCTGCCTGTGTGAGTTTCTC
CTTGGATCATCAGAGTCACACTGAATGTATGGTCAGTCCAATGATGCCTTTCTCAGGTGG
AGGAGAGACCAAAGTCAAAACTAAAAATCCCGATACAGCAAACCTTAAAAACCGAATCGC
TCGGAGCCCCGACTCCTCTGTCACAAAGGGAGGTGAACTTTGAATGGTTAGAATTTGCGT
CTCCTTTAGCGCTGCGTCTCCGTCCTAAAAAAACAAACAAACACAGAGCATCGCCAGCCA
ACAGCACAGCAGAGCCTGGGGTACAGAGGGGGCGCGTGGAGCTACATTAGTGGCATCGCT
GAGCTCTCAATATGAGAAAGCTGACACTCTGGGCTTGGTCTCTCGTTTCACATTGTTCAT
CATAAAAACTGATTCAGTCTCGATGTTTTTCGGTGGATGTGACGTTGTCCCCCGTCTCGG
CTCCTTCCTGTTGTTCTCCTCTTCGGCAGAGTCGTGTGTAAAGAGAGAGCAGCTGATTGG
GTCGGCTCTGGCAGCGTTTCTCCTCTGATAAACGAGTGGAAGAACTCCATGCATGCTGCC
GCGCCTGCTTTTAGTCCTTTTCCGGCACCAGCTTCAGCACTTTGCCGATGGCGATGGTCT
TGCCTTCGTCTCGCAGCGTGAATCTCCCCATCTGAGGGAAGTCTTTGAAAGTCTCTAAGC
AGATGACTCCCGCCGCCCGCAGCCTGGCGATGCACACCTGGTCCTGCTTGACGAAGCGAG



GTCGCGTTTTGCTCTTGTCTCCCGTCTTTTTGTCAACCAGACAGATTAAGGCTGTGATCT
GAACTTCTTCGATGCAGGTGTGGATGTGAAGGACCGCGTTGTACCCGGGACAAATGATGG
ACTTGTGCTCGATGATGACAATCTGCGCATCGAAGGTGCGGCCGGAGTGGCAGAGGTTGT
CGGGGCTGCAGAGGATGAAGCCGGGGAGGATCTCCTCCTCCTCGATGCCCTTCAGCCTCA
GCTTCAGGTTCTCTCCTGGAGTGGCGTCGTCCGTCTCCACGTCGTCGCTGAGGAGGCTCA
GCACCTCCACCGTGTGCCTGTTCGGCATCATGACCAGCTGCTGGGCTTTACTGATGGAGC
CCGACTCCAGCTTCCCCAGGATGACCGTACCCATGTCCTTGTATTTGTCTACGATGGGGA
GTCTGACGGGTCCGTCGCTGGATCTGTTGTAGTTTGGCAAACTGTCCAGGTGGGGGATGA
ATGGCAAACCCGTGTACCAGAGGCATTCAGGCACGGGGTCTTTGAGGTTGGCACCTGTGA
GGCCGGAGCAAGGCATAAAGTGGATGTCCTTCTTGGGGTTGAAGCCCACCTTCTTCAGAA
ATGGCACCAGCTTCTCTTTGCACTCCTTCC
>CL3326Contig1
CGTAGAACCTTGATGAGGTGGAGTAATCGTCCCAGTACAGAAGCTTGTAAACCGATTCTG
CAGACTGACATGCTGATGACAACGAGTCGTCCAGGTGCTTCAACAGCTCTTTGACCTCCA
TCATGGCCTCATGCTTGGTCATCTGCACCGTCTGCAAGTCTCTGCTCTGCACAGCATAAA
TGCGCCTCCTTTGGAGCTCATCCTCTGGCCGTTTGTTGCCACACCTGTCCTGCAGGTAAC
CCAGAGCAGCCGGAAGCAATACCCCCATCATACTCAAGGTGAACCAACCCGCTTCAGACA
CAGTGCAAAAGAAAACATTAAGAAAAATCCAAACGGACAGAGAGCAAAGCGGCATCTTCC
ATCTGAGCAGGAAGCCAATCACATCCACGACATCCACCAACGGCTCCAGGAACACAGCCA
TCCTCTTGTAAGACACAACCATGTTTAGCAGGTCCAGGTTTGGCGAACAGCGAGGGCTGC
CCAACTCAAAGGTGTCTGCGGATCCAGGGGTGTCTTTAGACGAGTGAGCCAGCTCACCCT
GCCCCCCCGAACCCTGAGGGGGGTCCTGACACGTCCCAGAGGTTAGCACGGCCATCACAA
CACCAGAGCAGAAGGGGTCCAACCCAGACACGTTAAGATGCGGGGGGTATAAAAATAGTA
GAGCAGGCTACGCTAGCGAGTCCCGACGGCCCCAGCTGCGCGGCGGGAGCAAAGGACCCG
CAGAAACGACATGACCGCAGTCTCCCCCTTGAAACTCGGAAGCAGCACAGAGCACCGCAT
GCGCGGGACTAAACCAGCAATTTAATTTAGGGAGATTAATTTAAAGAGGACTCAGCGCAA
GCTCTTCCCGAACACTCGCTTCCG
>CL3327Contig1
TCGGCACGAGGGGACGGTGGAGCTGCTTGCCATGATTACCGACCCTAAGGATGCTGGTCA
CCCCGAAAAACTGTACAAGCTGGGCCAGGCAGTACGTGCCAAAGTGGTGGAAGTGGGCGT
CAAACCTTCTCGCTTCGTGCTCTCGCTCACAGGTGTTCATAAACTGCAGGAAGGCAGCTC
GAGTTTGGGAATAGTGACCGCCGTTCATCCACAGCTCGGTCTTCAGGTTAAGCTTCCCTT
CAGCAACACCGGCACCGCTTCTGTCATGGACCTCACCGACGCCTACCGGCCAAACCAGCT
GAGCGTGTTCAGCAAAGGTCAGCTGGTCAGATGTTTCCTCCTGTGTCAAGAAAAAGAAAA
GTGGCATCTGTCTCTGCGTCCTTCAAGGCTGAACTCAAAGCAGCCTAAGGCTGTCAAAGA
CCCAGAGGTGAAGACTTTGGACGAGCTCCAGGCAGGACAGATCATCAGAGGCTTTGTCAA
GTCTGTGGGAGAGCAGGGAGTCTTCATCAGGTTGTCGAGAACAATCATAGGAAGAGCCCA
GCTTCAGCAGGCCACACAGTACTTTGTCAACAGCCACAGCGTGTTGGCAGAACATCTGCA
GCCCAACTCTCTTCTCAGCACAAAAGTCCTCAGCATCGACAAAGAGAAGGAGTTTGTGGA
GCTCTCCCTGCTTCCTGCAGACACGGGGAAGCCCGACGTCCTGCCAGAGTCCCTGGACCT
GCCGCTGCGTCTCACTGGAGAGCAGAAGCAGAAGCACGACCTGAGGCAGAAGAGGAAGCG
CCAGCTGTCTGAGGGTGAACAGAAAGGAGAAGAGTCCCAGATACCAACAAAGAATAAGAA
GAAGAAAGAGAAAAGGAGAGCGAAGGCTGATGGGGAAGACAGCGGAGTGGAAGTGTACTT
CAGGGAGGAAGACGAGGATGAAGAAGCAGAAGACAAACCAAGAAGATCAAAGGAGACTCC
CGGCTCATCCGGTCCGTCCAGGCTGCAGGTGACGGCAGGTTTCTCCTGGGATGAAGGTTT
GAGCGCCTTGAAGCCCCCGTCTGCTGCTCAGGATGCAGAGTCCAGTGACGCCGAAGATCA
AGACAGAAGTGAGAAGACCCAGAAGAAGTCGCGCCGTGAGCTGGAACAGCAGAAGAAGGC
AGCAGAGAGGGCTCTGGTTCAGCGTGAGGCCGAGCTGATGGACCCGAACCTGCGACCGCA
GGATGACTCTGCCTTTGAGCGCCTGATCCTGGCCTCCCCCAACAGCTCCCTGCTGTGGCT
GCAGTACATGGCCCACCACCTGCAGGCCACGCAGATCGAACAGGCCCGTTCTGTTGCGGA
GAGGGCCCTCAAAACCATTTCCTTCAGGGAGGAGCAGGAGAAGCTGAACGTGTGGGTAGC
CTTGCTGAACCTGGAGAACATGTACGGAACGGAGGAGAGCCTCAAGAAGGTGTTCGAGCG
AGCCGTGCAGTTCTGTGAGCCCATGCCTGTGTACCAGCAGCTGGCAGACATCTACAGCAA
GTCCAACAAAACCAAGGAAGCAGAGAGCTTGTATAAAACGATGGTGAAGCGTTTCCGTCA
GAACAAAGGGGTTTGGCTGAGCTATGGCACCTTCCTTCTGCAGCAGGGTCAGAGCGACGC
TGCCAGTGCTCTCCTGCAGAGGGCGCTAGCGAGTCTGCCTGCCAAAGAAAGTGTCGATGT
GATTGCCAAGTTTGCTCAGCTGGAGTTCCGTTACGGCAATCCAGAGACGGGTCGGAACAT
GCTGGACAAGGTCTTGACGAGTTATCCCAAGCGGACGGACCTGTGGTCCATCTTCATCGA
CCTCGAGATCAAACACGGCTCCCAGAAGGAAGTCAGGGCGCTCTTCGATCGGGTGATCCA
CCTCAGCGTTTCTGCCAAGAAGATCAAGTTCTTCTTCAAGCGTTACCTGGAGTACGAGAA
GAAGCACGGCACAGCGCAGAGCGTCCAGGATGTCAAAGACAAAGCTGTGGAGTTTGTGGA
AGCTAAAGGTGCGGAAGCTTCCAGCTGAAGGATCAAACTGGCTCCTCCGGTTATCGTTTC
TGGACATGAAAGCTGGATATCTGCGTCAGATCAGACTTTTGAGGGCAGCTGTTGCTCTTT
TTGTATGAGAACGTTTTTAAGGATCAAAGCAGAACTTCTG



>CL3328Contig1
AAAGAAAAATCCAAAAGATGCAGGTGTTGAAGTCAGCAGGTGAGGAAAGCCATCCCATTC
CTCCTGTAGGCGCTTGTGTGTCTGTAGCTGTATCTCCTGATGGCCTCTCGGATGTGACAG
GGCTGGATAGCGCCGCTGGGGGGCTCCACTGAGACGGGGGCACTCTTTTTGCGTTTCCTT
TGCCGTGCTCGGGTGTCTATGCTGCCGTTGCCTTGCAGGAGGGGCTTTGAAGAGTGCAGG
GATCCTGGGGTGGAGGGGGGCGTGGCCTCAGGGGAGTCGGGATCCTTCTTCACCTCAGCG
TGTGTGCTGTAGTGGATATAGCTGGCAGAGATCACATGACTGACAGGATTGGTCTTGCAT
GTCATTTCTTGCTTCACCAAAAGAGACAAATCCACAATCTGTGCGACCGTCTCATAAGCC
AGGTATGAGAGCACCTCCATGGCGATGCTGTTGGGCTTCAGTTCCAGGCTGCTGCAGTCC
AGCCAGTCTCGAAACTTTGAGGCTTTCTTAGCAAAGCTGAGCTGACGGCTCTCACAGAAA
TCGGTGTACTGAGCCGGGTCCATGTTCCGAGTCTGACGCTCCAGACGCTCCATCCTCTCC
TGTTTGACCGGGTCTGTTTCTTGCCGCTCCGCTAAAGACAGCAGCTCTCCGGTTTGATCC
ATCCATGCCAGGAAGTCGTGGGCCAAACGCTGCCTCCTCTGGTTACTGCCGACAGCTGCA
GGTCCTGCATCTTGCAGCAATTCTTCTTCTTCTAAACTTTTCAGCAGCTTGGACTTGTAA
TCTCGAAACTGAAGATATTTCAGCAATCGAGCCATTTTTCTCTTGTCTCTCCTCATGAGA
AACAGGATGTCCTCAGCTGAAATGACCCTGGACCCCCGGAGTGTCGCCCCCTCACACGCC
TGATGAAGCATGGTAATGAGCTGCGTGTGCACAATATCCTCCACCAGTGCAGCCGTGTCG
TGCTGGGGCCGGCGAGCGTCGCCCAGAGCAAACATCATGCTCTGCAGTTCTGGGATAAAG
CTGTTCCTGGATGTTTGACGCTCTTTAGACGTGGAGCTGGCAGCCATGGTTCACAAACAG
CTTCACCGAAGTTTCTCTGAAAATCCCGTCAACATCCACCGTTTGCAGTTCGCTTTCAAC
AATGCCTGCGCGGACTGCCAGTGGCCAAC
>CL3329Contig1
TATTTTTTTTGGCTTCCAAAATTGTTTTTTCTTCTCTGACGAGATCGTCGCGACCCTGAA
CACTTATGCGAGGCCTTCATGACCTAGTCCACCAACAGCTTGCTCCTGACAGCAGGGAAC
AACTCGAAGAATCCCTTGAAGAGGGTGGTGCTTTGCAGCACGCTGGAGGTGCAGCACATC
TCCCTGATGGAGTGCATGGAAAGTTGGGGGCCGCCAATGTCCACCACAGGGATGCCGAGT
CGAGCGGCCAGGATGGGTCCGATGGTGGTTCCACAAGGACTGTCGTTACGGACCATCACA
TCCTGCAGAGGCACGTCCACCTGGCTGGCCACTTCCCTGATAATGGCGGCGGTGACAGCT
GTGGTGGCGTAGCGCTGATTGCTGTTAAACTTGATGACGGGGCCCTTATGGAAAGACGGT
CTATGGTTTTCTTCATGCTTCTCCTGGTAGTTGGGGTGAACGGCGTGTGCCATGTCAGCG
CTGATCATGAAGGACAGCGGCGCCGCCTGCTGAAAGGAGGTGAGGTTGGAAGAGGAGGCG
GCGAGGCGACTGAGGATCAGCTCCGTCAGGTGTGAGTGGGCGCCCTGAGCGCTCTCTGAG
CCCACCTCCTCGTTGTCGTAAAGAGCGATCATGCGAATGTTTGGGTCTTTGTTCAGAGAG
TCTCCAGAACATGATTCCACGAGACCCTGCAGGGCGCAGTAGCAGCTGTGCAGGTTGTCT
AGCCGGGGAGAGAAGATGAACTCCTCGTACACGCCTCCTAAAACCGCAGGATGAGTGTCA
GTCAGACACAACTCAAAGTCCATCAGAGCTTCTGCATCAACACCCAGCTCTGAACACAGC
ACCTTCACAAGCGCTGGATGATGTTTCTCCGCCGTGCTGGAGGGTGAAGAAATATCTGCA
GAGGATGACGATCCGGTCTCAAGCTCCTCCTGGACAGCGGTGGCGAGGATGGGCACAAGG
TGATTTTCCTTGTTTGGACCGAAGGAATCATTGATGTCGCGCTGGAGGTGGATGGCCAGG
TGGGGGATCCTGAGCAGAGGCCTGGAAACGTGAACCAGGTGATGGACAAGCTTCCCCCCA
GTCTTGACCATAACCCGCCCAGCGACAGTGAGATCTCGATCAAACCAAGTGTTCCAGATG
CCGCCTCCATAACACTCCACCCCCACCTGCAGACAACCCTGCTTTGTCCTTTTTGATCTC
GGCTTTACCCTGAGGCAGGGGCTGTCTGTGTGCGCTCCAATCATAGAGAACCCATTTCCA
GGCTTGTATTGTCCCCCCACAGCGAAGGCGATCAGGCTGGAATAGTTCCTGGTCACAAAG
TATTTGCTGGCTGGTTTGATGTGCCATTGCTCCGTCTCCTTCAGCTCGATAAATCCGGCC
TCCCGGAGGCGCCTTTTGCATTCCTCAACCACGTGATACGGAGACACTCCTCTGTTGACG
AACTGCAGAAACTCCTTGGCGGCTGCCTGCACGGCCTCTTTGGAGCTCTTCATGATTGTA
GACTGCATTAACTGCACGTTCAAAGTCTAGTCTTTGGCTGCAGCGAGACAGGACTCCC
>CL3330Contig1
AATAAAGCAAAATGCAAGTACACGCAGGGTAACAAAGTTGCTCTTTTGGTGTTTTCTTTT
ATTATTTATCATGTTTCCCCAATTTTTTGTGTTGCAAGCTAGAACACAATGCCCATCCAT
GGATGTACCCTCATCCAACCTTTCATCCTATTTTGCTTCCACCTTTATTCTGATCTTTAC
ATATTTTCTTATTTCTCACCCAACTGATTTGTTCAGATTTTTTGACTTGAACCCTCTAAC
CTGGATCATCCCAGCAAGTTATTAGCACACCATCCACTGCTTTAAAAAAATAAAAAAAAT
AAAGGTCTTAATGTGGCTAAATACTGTTACAAACACCAGCCTTTTGGGTGCCAAGTAAAC
ACTCAAAGATTAATAGAACATCAAGCATTGGTAACTTGCACTTAAAAAAACACACGAATT
CGACACACTGCAAACAGAAAGATAATTACTGATTTGTTTGTATAGCAACATAATTTAAAG
CGGGTCAAAATTCCTGATTATATTTTCTTAACAAAACATCCCTGAGCAAACAGTAATTAT
TCAAAACCTAAAATTAAAAAAACTCAAATTAGCCGTTGAAAGTATAGATAATGACCGGTC
ATGAGTTCATTATCAGTGTGTAAAAAAATTTGGACAAACTTAAATTAATTTTTCACAAAC
TAGCCAGTTTGAACACTTTGTTGCTGCTTTTTTGGCAAAATCTGACAAAACCCTGTTGAA
AGTTAGCTAAGGTAGTTCATTCCATTGGTCATGAAAATTGGATGATGGGGATCAGTTCAT
TTAGAGAATGGAACAAAGATTGCACGTTCTCTATGTTGTTGGCACACAATAACCAGTTAC
ACAGGACAGTTGTCACTGAGCTGTTACATGTAACATTTTTTCATGTTCATATCAGACTCT



CAAGGCGGTTTCTTCTTACATCTTTTTTTCTGTTCTGGGTGAGCTGTACATTTTGTACAT
TTCTTTTAACCTCTGCCAATGTCGTTTATCAAGAAGTATTTATCTTTGCATAAATGGAAA
AGTCAAAATAAGAGTAAAAATGCTGCAGCTGTCTCTGCCGGTTCTACAGGTTGCATCCAC
ACCGCGGATCGGCTCTTTTTCTTCTGGTCGGTGGGAACTGCTTAAAGTAATTTCTTAATA
ATCTATAGCAAATTTGTTTACATTTATGGTTTCTTTATTTTAGGAACTAAGAAAATAAAA
GTTACCTTTAAAGACACCCCTTCGAAATGAGGCACCAAACACTTTTAAGTCCAAAGTTGT
CTCACCTGTGCCGGTCCGTGGGTCATTTGGTATCGGGCCGAACAGAAAGAATAAATAACT
AACATTACTTCTGTTTTATTTATTTTGGAATCTGAAAGATGTTTTATTTTGAAAAATTGC
AGATTCTCTGTTCCATTCGCCTATGTCACTATTGACGCAGGCCAAGGCGCTCTTCTTGGT
CACGTGATAGATTACCGCTAAAATAAAACCCAGGAGCTAGCAAAATGAGTAAAAAACAAA
CGTCTTTGGAAAGTTTCTTTGCCAAGGGGAAAACACTCAGCCAGGAGACAGAAGAAGAGC
CTTCAACTTCCCAAAATATCAAACCTCTGCCATGTGCTATGTCATGCGTGTCAAAATAAA
AGCTCAGAATTCGCCTTGTCACATGTCCGTTCCACCCTCACCGTAGCGTTGCTACAATAA
TCGTGCGCCATATCATAAAGACTGGATCGTGAAAACATTGTGCGTTAAAAAGGTTGAGGA
CCACTGTCCTATATGATTGTCATGCCACTCAAGCTTAGCAAAAAACTGACAAGGAATAGC
AACTGTCTGTCCCCACTGAGTCAATGTTTGCTAATATTACCAGTGTTGTGGATAAAGCCT
TGGATACCATCTATTCAGCGCCCCTAAACCTCAGTATTAGTCTTAAAGGAGTGGCATTCT
GTCTCAAAGTCACATCCCTGCAGCAGGTTTCTGTAGCTCTCCTTGACATGTTCATACAGG
GGCATGGAGGCCTGTTGATCGGTCAGGTCTGAGAAGGTCACGGGTTTCTCATTGAGCAGG
GGCTGCAGTCTGATGTCGCCTCCTCCACAGTCATACAGGACGAGGACAAAGTTGGCTGCG
TAGGGCAACATGAGGCTGGTCCGGAATGAGCGTTGACTCTGCGAGGCAAAGTTAGCGGNA
TCTCAGAGCGTCACTGTCCTTAAAGAAGCCAAGGAGGGTCAGGAGTGGCAGAAGAGTCTC
TGCATGGCCGACTTGAATCGTCACGGCTTCACTCACTTGCTGGCCTGACTTGATTTCTGT
GACGGCTTTTTCCAAACGGGTAAACACATCGTGGAAAAGAACGCAGCTCGCCTTGCTGTT
GATCTCAAAGCCGTAACCGCGCTTCCAAAACTGTTTTAAATCATTCGCGTACTCCATAAC
CTGCGCGTCGGCCTCATCAAAGAGCCGACACCACGGGGAATTCTCGGTCTTGATGGCAAA
CTCATAAGCACACAGGTAGAACGCAGCTTCCGCCATGTCATCTGTGATGAGGTTGTAGGG
GACTTCCAGACGGTCTGCGATCTTCTGCTGGACCCTCTTCATCTCTGGGCCCTGCTTGAA
TTTGTCTGTCTCTGTCATAGCAGATGGATTGTTGTCCACTTCCTCCACGAACCTAGAGCA
CTGTTCGAAGAAC
>CL3331Contig1
TTTGAAGGGTTTCCATCAAGCGCTGCGTAATGAGTAGCATCGTGTGTCCTCAAGGGAGCG
TTAAAACTTGCATTAGCTCCTGACATAAAGAAATGCCGATTAATGTCAGTCAGAGTCATA
ATAATGGAAGATGGAGCATCACTTATTGAAGAAGCCCGCAGCAGTGCGCCTCTAACCAAG
GGGGGTAGCTGCCAGTTTCCATGACCACCGTCTCCGTCACCTGTGAGATCAGACTGTCAC
GCAGCGGCTATTCAATATCTGCTCCAGACTGGAGGTGGGATTACACCTGAGACAGTTACT
TGGTGTTATTTTCATCCAAGCAGAGGCAGAGAAGCAAAGGAAGAACAGAAAGGAGGCAGG
AAACCAGAGAGCGTGCTTTGAACTCTGAAGGGTGTGTGTGCTTGTCACTAAAGAACTGTT
TGTCTGTTGTCGAGCAGATCTTCTGTCTCCTTGTGTGCTTGTGTTGCGCGTGGATGGCAA
GTCGTGAAAAGGACATGGCGGTGATGAGGGGTTCATGTTTGGTTGATGTAGTGACAGAAG
GTTACAGTATTTCATCATGCTTGGTTATAAATTCCAATCCTAACTCTTCCTCCATCTTTG
CTCCTCCTTGTTTGTCATGCAGAAAGGCGTTTCATGACACTTTGCATAATATACTAAATC
CAAAAGGATCCCCACATTCCTGATTTTCCCATCCCAAAAGCACTAGCATTCTTTTAAACT
GTAGTGTTTGTACATCTGCGGAAATATACATTTGTTTTGTTTGTTTTTTTGTGATTTTTC
TGTGTGTTTTTGATCCATCAGTCACTCTACTTCTTCTTCTTCTGGAAGCGCCTGAACTGG
TTCTGGATGGCGAGCGCAGCCTTTTCCGTCTCCGGCGCCTCCAGGTCGATATCCACCTCC
TCCTCCGGCTCCTGTGGCTTCACTGCTGATGCCTTCTCTTTGTTATCAGCTGCAGTCATC
TGGCTGCTGTTGTCGGAGTTTGTGGATGCCAGCTCACTCATGATGGAAGCGTGTGCGCGT
GGACAGGTGCGGCAGAAGTCAGTCTTCTTCCCCGGTCGGACTTTCAGAGAGCGGTGCGGT
GCGCGCGGCACAAAGTGCTGAAACAGACGAAGTGATGCGAACGCTCCGAGCCAAGCTGCG
CGCGCTGACAGAGGGGCAC
>CL3332Contig1
CGGCACGAGGGGTTAATCCGCTGAAACGCACGGTGGAGAACATCAAGGACCCGCTGTTCC
GCTTCTTCGAGCGTGAGGTGAAGATGGGTGGGAAGATGCTTCAGGAGGTCCGTCAGGATC
TGTCCGACGTGGTTCAAGTCTGTGAGGGCAAGAAGAAGCAAACCAACGACCTGCGCACAC
TCATCAGTGACCTTGTGAAAGGCATCCTTCCTCGCAGCTGGTGCCGCTACACTGTTCCAG
CTTCCATCACTGTGATCCAGTGGGTGGCAGACTTCAGTGAGCGAATCAAGCAGCTGCAGC
AGATTTCCCAGGCAGCTGCCGGAGGAGGTGCAAAGGAGTTAAAGAACATCCATGTGTGCC
TGGGAAGCCTGTTTGTGCCAGAGGCCTACATTACCGCCACTCGCCAGTATGTGGCGCAAG
CTAATAGCTGGTCTCTGGAGGAGCTTTGTCTGGAGGTCAACGTCACCAGCACTCAGGGTG
CCGCACTAGATGCCTGCAGCTTTGGAATCAAAGGACTGAAACTGCATGGAGCTACTTGCA
CCAACAACAAGCTGTCCCTGTCCACCTCCATCTCCACTGAACTGCCTCTCACTCAGCTGC
GTTGGATCCAGCAAAGCAATGCTGAAAAGAGACACATGGTGACTCTACCCGTGTACCTGA
ACTTCACCAGATCCGATCTGATCTTCACTGTCGACTTTGACATCGCCACTAAGGAGGATC



CCCACAACTTCTACGAGCGTGGAGTTGCTATTCTGTGCACCGAGTGAATGAAGACAGTCC
TGATCAGTGTACCCTAAGGGATCACTTCATTTCTAGTAGTTGTTGTCCATTGCATTCTTA
CTTAAGCTTAATTTAGTCAGTCAGTAGCAGATTTGTGATGTTCGTAGCGTTTTGAGGAAG
TGTTTTAGAAAGTTACAGGAATGTTGTCAGCGGGTAAATGAAAGAGTTTTTCAGCCGGTT
AGAATGTTAAAGTGAAGGAACAAAAATGCATTCTGGGTAAAGAAAGTTGAAACTGAAAAG
TTTTAAGGACTGTTTTAAGACTGAATAAAAGAAATCAT
>CL3333Contig1
TTCGGCACGAGGATTTCAACCAAAACAGACATGGGGAAAAGCAAAATCGCAGCAGGAGGC
AGCTGTGACGCTGACCTCAAGTTAGCAAGCATGTCCAGAGAGGAGGTACAAGGGCCTCCA
AGGCTGAACATGTGGCTCTGCCGCTCCGACAGTGAGAGCAGTTGGAGCAGTTGGGCCGGT
TCAGATTGCTCGAGTCCAGATTTTGACCAGGAGGAAAGTGATAAACTCTGGGAGCTATTC
AGCAGCCCCGGAGACCCCTACAATCCTTTGAGCTTCTCAGCCTGCAAGGTCACCTCCCAA
ACCCCTGCCAGCTCTGCCGCCAGACAGGCCTCCTCTCCTGCACCTCCCTCACGGGGCGAC
CCAGACGATGAGGAGAAAGAGAGCGGTTCCCCGCCGTCAGAGGATGACGAAGAAGAGCTG
CTCTGGAAATCTCTCAGCCCAAACCATGACCCATACCACCCCCTCAACTTCCAGGCCTCC
TTTCAGACCACACCAACACTCCAGCTGGACAAGGCCTCAAAGCTTCCTCCCACGGAGAGC
AGAAGACTCACAAAAGCATCCAAACAATCCGGACCTGCCAAACCCGCTCTGGCAGAGAGG
CCGGTAAAGCAGCACTCCCATCCCGACAGAATTCTGGTACCCTGGAAAAGACCACCAGGA
CAGTCGCCTCCAGAGGAGAGGAAAACCAAGAACGCCTCATCAAAGCAGGTGCGGTTTTCT
CCTCAAGTCCAAGTTCATGTCATGCGTACCTGGCCCTTCGCCCGCCAGGCGTCCCGCAAA
GGACTGTGGGAAGAAATGGCGCGGGACAGAGACCGCTTCCGGAGGCGGATTGTGGAGACG
GAGCAAGCCATTGGCTACTGTTTCAGTCCGCCTCACAGACAGAAGATCCAGGCATATGTA
GAAGGTGCCTTGAGAAAAGCAGAAAGGTCCTGAACTCTGACACGATTGGTTGGTTGTCAG
ATGAGGACCCGTGATTGGTTGCAATGCAACAGTGATTTTAATTTAGTATTTTTATTTTGG
CCATCTTAAATGTTTGGTGTGAAGCTAAACAACCTTGTACCTCAAAGGTTTTATACATTG
TGTAGCTGTTGCACTGATGGACACTTTCTCATAGTAACCTAACATGTGGAATGTTGTTTT
GTATGCCTTATACACTGACTTAGTAATGTAACCTATTTATGCCCTATGGAGCTTGTTGTG
TATTTTTGACTGTTTTTCTACGTGTGACAGAATCCCTGTGACGACTGTAGACGTTTAGAA
GTGCTATCACAAAAGCTTTACAGTAGAAGGAATTTGGAAATGCTTATTATTTTTCTATTT
TAGCATGATACGAACATATGGAGTTTTTGTGCAGCAGTTCTTTATTTAAAATGTAAGATG
TTTGTCTATTTTTTTCGTACCTTGGCTCATGATGGCAGCTTTAACTGTAAAAACTGACAC
TCGGCCTTTCACGATGACGTTGTGAACATTTTTTGTAGCAAACTGATTGTTCGTACTGAA
AGTCAA
>CL3334Contig1
TGACAGCGTGACGCCTGAAAAAAAAGTGTCCCCATGGATGACTTGACTCAAGCTCTTTCG
ACCAGCTTTGCTGTGTCCAAGGAGCCCAACAGCATCTCCGCCCCCCATCCGCGGCTCAGT
CAGTACAAGAGCAAGTACAGTGTGCTGGAGCAGAGTGAGCGTCGCCGGCGCTTTCTAGAC
TTTCAAAAAAGTAAAAGGTTGAACTATGTCAACCACGCGCGGCGCTTGGCCAGCGGGGAC
TGGACCGGTGCGGACAGCGATGGGGAGGAAGACATGGAAAAACAGGAGGAAGGCGAGCAG
AACCAGGGGGGCGAGACGGAAGAAGAGGCCATGGAGATCGAGAAGAGGAAGCTGCCAAAG
CATTATGCAAATCAGCTCATGCTGTCTGAGTGGCTGGTGGACGTACCGTCAGAGTTGGAC
ACAGACTGGCTGTTGGTGGTCTGTCCTGTCGGAAAGAGATCTCTCATCGTTGCTTCCAAG
GGCTCCACTGCAGCGTACACCAAAAGCGGCTACTGTGTGAACCGCTTCCCCTCCCTGCTG
CCGGGTGGGAACAGACACAACTCTGCTATGGGAAAAGACTACACCATCTTGGACTGCATT
TACAGCGAGGTGGACAGAACCTTCTACATCCTGGATGTCATGTGCTGGAGAGGCCATCCG
GTCTACGACTGCCCGACGGAGTTCCGGTTCTTTTGGCTCCAGTCTAAAGTCCAGGAGACA
GAGGGGATGTCAGAGATCGCCAAACGCAATCCTTTCCGCTTCGTGAGTCTACAAAGTTCT
GAATGCACGCCGGCATCCATTCAAAAGGTTTTGGCTGCAGAATACAGCTTCAGTGTGGAT
GGGCTTCTCTTCTATCATCGACAGACTCACTACACGCCCGGCAGCACCCCTCTGGTTGGC
TGGCTCCGCCCTTACATGGTGGCGGACATCCTGGGGATGGCGGTTCCCGAAGGACCCCTC
ACCACCAAACCAGAATACGCCAGCCATCAGCTGCAACAGATCCTGCAACACAAGAAACCC
TCCAGCGAGGTCCGGCCTGCTGACCAAAGCGGAGGCTACGAGTTGGAGTACCTGTCCACT
CCACGGCTGGACAGCGAGGACACTCTGGAGCTCACGGCTCAGAAACCGAGACGAGAAGCA
ACCATGGAGGTCTAAACCAGAAGAGTAACGCCATTCGCTGTTTGTGTGGATCTGTTTAAA
TGCAAATTCTAACTCCATGTAAATGCGCTGCATGCATTTGTATGTTGGGCTGTGTAGATT
ATGCAAACAAGCAACACAATTTGGCCTTTGTTGTTGCATATGTCCCCATGCACATAGAGA
GATCTGAGGGTCATAAAGGTCATGAAGATCATCAGTGCTGTCAGTTCATTGCATATATAA
TTTTCAGTTTTTATCAATTTCACTTCCACAAAGGTTTATTTTAGCGGTTCCGGTATCGGA
TGAAGAGTTGGAGAAAAAGGACAAAGGGAGACGGTTGATCAATCTGTCTGTCAGTGACCA
CCAACAGAGAAACAGACTTTAACTACCTTAAGTATCGCATTTCAAATTGTTTT
>CL3335Contig1
TTCGGCACGAGGCTGGCGGGATGCGTGCGGACGCTGTACTCCGGCTGTCCCAGAGCACTG
CGCCCCCTGACAGAATTGTTGCTGCGAAGGCGGCCTCCGTCTCGCCTTGACGCTCGCTTT
AGGAGCAGGAAGAGCCAGGAGGAGGAGTGGAGGAACAGGAACAGGACGGTGCTGACGTAC



ATCGCTGCAGCCGGCGTTGGGATGATCGGCCTGTCCTACGCCTCAGTGCCGCTCTACCGT
CTCTACTGTCAGGCAACCGGACTCGGCGGCACGGCGGTGGCCGGCCACAATGCAGACCAG
GTGGAGACGATGAAGCCGGTGAGGGATAGGGTCATAAAGGTCACCTTCAACGCCGACACC
CACGCCAGCATCCAGTGGAACTTCAGGCCTCAGCAGACAGAGATCTATGTAGTTCCAGGT
GAGACGGCGCTCGCCTTCTACAGAGCCAAAAACCCCACCGACAAACCCATCATCGGCATC
TCCACCTACAACGTGGTGCCCTTTGACGCCGGGCAGTACTTCAACAAGATCCAGTGCTTC
TGCTTCGAGGAGCAGCGGCTGAACCCTCGCGAGGAGGTCGACATGCCCGTCTTCTTCTAC
ATCGACCCGGAATTCGACGACGATCCTAGAATGGCACGGGTGGACACCATCACCCTCTCC
TACACCTTCTTTGAGGCCAAGGAAGGGCAACAGTTGCCGCTGCCTGGATACAGTCATAAC
TGATCGTTGTTCAGTGACGTCCAGCAGAAGGTCAGACTGCTCACATCCACCGGACGGCAC
CCTGATGGCTGAGGGGCGGCTGTCCAGCACCTGTGGGGCTGTGCTGCAGCGGTTGGCTCA
CATCTGGAAGATGGAGGGAAACCACCACTGACTTCCTGCTCAGCCAGACGCTTCCTGGAT
GAGCCTCAAACATCGGTTTGTGGGATGGACTTAAAAACAAGAGTTAAGCAGAAAACTGAA
TCAAAGTTAATAAATTGTGTGTAAACATGTAAACACAGCAGACCTTCAGGTAAACAACTG
AAGATGAACGAGAAGAAAAAAAACTGGGAAATATTTATTAAAGAAGACAGGAGATGCAGT
GATTTTGGATGTATGGACTTCTTTCTGCCTTTTCACTCATCTTGTTTAAATGTAAATATT
TTAGACAAACGTTTGTGTTAAAAAGTGAAAAAAGAAAAGAAAAAAGACAAAAATA
>CL3336Contig1
GGGGGGGGGGGGGGGGCTAATGGCTATAATTAGTCCAATAAAGAAACTACAGCAACACAG
ATGCAGCTTCCGCTGCCTTCAGGGTATCGGTTGATGTTAAACAGAAGACTGAACATGGAA
ACTGCTTGCTCTGGGGTGGATCTGAGGGCAGTTAGAAAAGTCATTGTTTTTTTGTTTTTT
TTTAAAATAGACGGTAAAAGTCTATTAAGTTTGCAGAAATATGAGAAAGTGCAGTTTGGA
TTACAGTTCAAGAGAGAAATCATTATTTTCACATCAGCTAAGCAAAGCTGAAAGAGCTGC
CAGATGTGTTTGAGGTAAATATTTTAACCCTCTGTAGTCTGTTTGACAGGCTCGATGCTG
AACTGAAGGATTCTTTCCGATGTTGTTTGGGCGCAGCTGTTCACTAAAATGAATGAATTC
TTTCGTTTTTTTCCCCCAAAAACCTCTAGGTAGTTTGACCAAAAGGCAAAGATTGCCGCC
GCGGTGGCTGCTGGGCGCCGTGGGTCGCAGTTTAGTGTTGTACAGCTAGTTCAAGTATGG
AGGGTAGTAGTGTTGAAAATGTTATTAGCGTTGATAACATTTCTGTATGACCGTTTCTTT
TCAAAGCATGTGCCGTTAATTTGAGTTAGTGAGAAATAAATGGAGGTACTAGCTTTTACG
CTTTTTCACAAACGTCACGTTAGCTTTTAAAAGCGAAGTTCGCCGCCGTCACAACCTGAC
CCCGGGCCTCCATCCCTTCCGGTCTCCTTCATTCTGGCCCTCTCAGTGCTTGAGCGAGAA
GTCCCCCGTGTTGAGGCGGGGCCGGGGCAGGGCCCCGAACATCTCTGTTCCGTCGGTTGC
TCCGGGGACCAGCAGGGCCTTCATACTGGCGGCGATGTGCTCCAGGTCAGCACAGCCCAC
CCGCTCGCCGCTGTTGCCGTCTCCCTGAGCGGCTCTGTTGCTTTTGCAGCCCCACACAGG
CACAGACACGGGCAGGGAGCGCGCCAGAGCCGTGGGGTGGGCGTTACGGGGCAGGAACAC
CGGCTGACCCACGGCCATGGAGCGCGATGGTGGGGGCGCATCCTCGCTCATGGAGCCATC
AGTGCTCTCTTCCTCTCCATCGGACTCAAAAAAGGGCTCACAGTCACGGGATACAG
>CL3337Contig1
GTTTAATGGGGTTAAGAGTGAGTCTTTGTGGTCAAGAGTGAAGCTTTGGTTGATCATAAG
GCTTGGAGGTGAGTGGAAGGTGCAGCAGGTTCCTCTGGTTTTCAGGAGTTCTCCGTCTTT
GGCTTCTCTTTTATGTCCATTTGTTTGGAGATGTCTATGTGCTGCTTTCCGTGGATGTGA
TGTACGTACAGAAGCAGCAGGAAGAGGCAGAATCCGATGCAGGACGCGATCGTACTCGAC
AGCAGGAAGGAATAACTGCCTTGACTGTGGATCACTGATCCGACCAGCAGCTGCAGCAGC
ATCTCTCCTGCGCTGGCGCTCGTCACCAGGACTGTTGTGGCACAACCTTTGTAGTCTAGA
GTGTCTTCTGTGAAGGCCAGCATGGACGGAAACACGCTGCTGATGCACAGACCCAACACA
CAGGTGCAGATGAACAGAAACACACAGCTGCTGTAGAAGAACAACATCAGGAACTGGACC
AGGATGACTCCCACCAGGCTAATGGTGAGCAGCACGGGGGCCGAGTATCTGTACGACAAG
TAGATAAAAGCCAGTCTTCCCGCCGTGATGGACGCCCAAAACACGCTGTCCAGACAGCCC
GCCGCTTTCCGGCCCATCAGCAGAGGGGGGGACACGGCGTAGGTGTAGATGAAGCCGGCG
TAGCAGCCGATAATTCCATCAGTGATGAAGACTATAGCACTACCTAGTGCATAGATGAAG
AAGGTGGTGGTGGGCTGGCCCTCCAGTCTGGCTGAGTTGCAGCAGCTGAACACGCTGCCA
TGACCTTGGCCGTCGTCCTCCGCGGGGCGGGACTTGGGCCCGTCCTTTTCCAGCAGGCGG
GGACTGCTGCTGGAGCAGAGCAGCAGCCGCTCGTGGAACATCAACATGAGCACCGCGGCC
GGCACCGGGAGGTTAATCACGGCCATGATCCAGAAAGCGTAGGACACTTTGGTGACCACG
ATGCCTTCGGTGAACAGATGATACTGGGAGGTGTTGTGAATCGAGACCCCTTTTCCGGCG
AGGGTGTTACGGAGGTGCTCCAGGTCCCAGGAAGAATTGGAGGTCCCGTTCAGACCCAGA
ACGCAGCTGTCGTCTGCTAAGAAAGGATCCGCCACCAGGGGACTGACCAGCGCCCCCAGG
CCTATGAAGAAGTGCAACGCCTGCAGGAAGACAGCAGAGTCCTTCTGGTACAGCTTGACC
AGCTGCAGGTTGGCGATGGTGTCTATGATCCCCATGGCGGTGCCAGCCAACCCCATGGCG
ATTGACAGCAGCATGATGTGGTGGCAGAACGGTATGAAGGCGAACACCAACGAAATGACG
AGAGTGCAGAAGAAGAGAGCCAGCAGGGACGACAGGAGGGTTTTCTTAAAGAGGCCTGCC
ACGCAGCTGCCCACCAGCAGGAAGAACTGCTGCGAGAAGAAGACCCAGGTGATCTCCTGC
AGCGTGGACTGCGTCTGGCACCGCAGGTCCAGGATGGTGGGGCCGAGGAAGGCGATGCAC
AGCCCGAAGCTGAAGAAGACGCTCCAGTAGGTGAGCGTTTGCTGCAGGTGGTGCTTGAAG



AGCGAGCAGATGCGCTCGTCCAGCGGCGTCATGGCGCTCTCGCCCCCCCAGAGAGAGAGC
AGGAACGTCCTCACGGCCGCGCGCTGCTCATGTCCTCCGTTCCCGGTTCGGATCCGTGTC
GGTATGGAAGGTAAACACACCGCTGAGGAGTCGCTCCGAGATA
>CL3338Contig1
GCAGAAGCGATGGCTTTCCTCCAGGGAACTACAAGGATCCTAAGAGGCTCTACTGTAAAA
ATGGAGGTTTGTTTTTGAGGATTAAACCTGATGGAGGAGTGGATGGAATCCGGGAAAAAA
AAAGATCCCCACGTTAAGCTTCGCCTTCAGGCTACCTCAGCGGGAGAGGTGGTGATCAAA
GGAGTTTGTTCAAACAGATATCTGGCGATGCATGGAGATGGACGTCTATTTGGAGTGAGA
CAAGCAACAGAGGAATGCTACTTCTTGGAGCGACTAGAGAGCAACAACTATAACACCTAT
CGCTCTAAAAAGTACCCAAACATGTACGTGGCACTGAAGCGGACAGGCCAGTACAAACCT
GGAAACAAAACTGGACCAGGTCAAAAGGCCATTCTCTTTCTGCCTATGTCTGCCAAGTAC
TAAAAGTCTGAGAGAAGATTTTGACTTAGTTGTTGTAGATGATGGGAATTTGTGATGGCA
GTGACATCAGAGCTTCACCAGCCTCTAAAAATCAATTGGTCCCTGAAAGTATTCTTCAGT
CTTTGGTTCACAACGCTGGATTTTTTTTTTGTGGAACAAGAGATTGCAACAGAAAAGCAT
TGGAACTTTATTTTTGTGCACTTTCACTGCATTTATAACAGATCCTTTTGACAAAATGCT
CTTTAAAGTCCCACTCCGATCATCTTTTGACCTTTTCTGCAGAGTGGCAAGAGTTCACCT
TGGGTTTGTAGACTGATTGTTGGCAGGAAGTAAGCCCGCCCTCATTTCCCATGATCTCTT
GGTTTATACTCTCTCCTGCTAGCTTACAGTCCCTCACATTCCCGAGCTTACATTGGCAGT
GGAACAGAAGTGGCAAGCAATATCAGAGCTATCCAGATTTACAGTTTAGATCCAGATTCC
AGCTCAGACGAGGAAAACAAAAACATACATGTATCTATTTATCTGCAAGTGGATGCATCA
GAAGGGAGACTTTGACCTGCCCATCGCATTTTCTACGTCACAACTGGGAGCTTTATTTTT
TTGTCTGCTCCTAATTCACTACAATTTGAATAAGGAAATACTCAGAAATGCAGTTTTAAT
CATAATTTTTCTTCACATATCTTTTCCATCATGACAACAATGCAACAAATATGTTAAAAA
TACTATAAATAATAGGCACAGTAGCTGTGCCCATTAAATAAATAACACTTTTATTTTAGT
ATTGTAGGAAGTTGCCGGTGGTACAACTGGTAAAACATTCCAGAGTAAACAGCAGGCAGC
TCCTCCATGCTGAGGTCAATGCTGTCGAACCCCTGCTCCAAGCCATACAGCAGTAGCTTT
GCAATGCGTGAGGTGATAGGTGTGGTGCTCCTGGTTGTAGCGAGGTCTCTGAGAGAAAGC
CACTCGCAGCTCACACACTCCTGAAGGCAGAAGTTGATCTGGTGGGTGAGTGGGCTCAGT
CGACATATGATGTACATATCCGACATGCCGAAGGCGCCGGGATGGTTGTGCTGCTGTCGG
ACGCTGAGCAGAGACTTGAACTCGGAGCGAATGCCAGTCTCCTCAAACACTTCGCGAACA
GCCGTCACACCTGATGTGGAGGCAGTCAGATTAACAAGGGTAACTTAAAGTGTGATAGCA
ACTCTGTTAGATACATGCTGCCTTTCAGATGTGAAACTAAAGGACAAATTTTCTCTGTTA
CAATATAAATGATAGTGTGATGCTGCTTTGTATGTTTTGTTTTATAGCTGCTTTTGTTTG
ATTTGAAGAGTGTGAGCTCAGATAAATAGGATAAGAACAGAAACAATGTGCCTTACTTTA
CAAAACTGAAAAAAAACAAGT
>CL3339Contig1
ATACACAATAGAGGATGAGTGACACCTGAAAATATTTACATCGTCATCTTAGCCTGAGTT
TAAAGATACTTTAAAGACACTTCACAGCTAAACCACAAACACAACAGAAAGGATTTTACA
AGCAGAGATGATCCAAAAAATTAATTTACGTTAGTATGGAAGCAAACTATTTACAGGTAG
TACTGAGGAGTTTCATACTGGGAAATGTGTTTTGAACGTGTTGCAGGCTGACGTTTGTTT
GGTAACAGGCAGATGCGGAAAGTGGGCGGACGACTGGTTTATTTTAACCCACTGTGGGAG
TTTTGTTGATGCCATATCCCTGGTTACCACTGAAGGAGAAGTTTGCAGGAGGTTGCCCAC
CCGTCTGTGCAGCTCCGTTAGGGACACCAGTTCTAGAAGGAACCCCCTTGCTGTTCGACA
GCCTCGTCTGCAGATCCAGAATCTCTCTGTCTTTCAGGGCCACCTTCTCCTCTTGGAGTT
TCTTCTGCTCTCTCAGTTGATTTTGCTCAATCAGTAATTTCTCCACCTGGTCATCATGAG
CCTTTTGCTTGAGTTCTAACTCCCTGGTTGCCATGGTGATTGCATCTTTCTTCTTATCCT
CACACTGCTGCAACTCAGTGGACAAATGTCTGCTCAGCACCTCTTTCTGACTGGACAGGG
CTTGAATCTCAGCCACCTTCTTGCCGACATTGTCCAGATACATCTGGAACTTGTTCTCGA
CATCTCTGGACAGGTTTGTGCAGCTGCTTTTAATCTTTTCCATTTCCAACCGCTGGCTTT
CACAGGTGAGGTGGAAGGTCTGATGGTGGGGAAACAGACCGTTGATCCGATCCAGGAAAT
CCCTGGTCACTGTCTGGATCCCGTCCAGAGAACTTGCAAAGTCCTCTTTGCACTTCCTGG
TGTACTCGTTGAGCTGCTCCTTCAGGAGGGTGTTGTCTTTTCGCAGCCTGATGGCCTCCT
GGAGTTGTAGGTCCCTGTCCCTGAGGGCGTTGTCTCTCTCCTGACTCAGATACTGAACAG
CCTGAGTGAAGTTTGAGTTTATGAGGTCTATCTTAGCGTTCTGCTGATTGATAATGCTCT
GCAGAGACTTCAATTCATTG
>CL3340Contig1
CCGGGGGCAACACTGTGGAGTAGTGATGTGGGAAAGCACGGATATTACAGGAAAAACACT
TTCATTTTCGATTTTTATGCTGAGTAACTGCAAGTAATCAATCCGCCGTCTCTTTGGCGT
CGAATTACTCAGTAAAAACCGCGTGTTTTTGTACTTGATTATTATTTAGATCGAAGCCAA
AACTCTTGAACAAGTTTAGCTAACTTTTCTTTTGCAGAAACAAGATGACTTCTCTTGATA
TTCGCCATGAATCTAAGAAGCAGGTTGATGAATTCTGCCAGACTCTCTCCAAGGAGGCAG
AAGAACTGCTTTCCAAATTTTTCCCGGAAAAGATTGAGCAGCTGCAGATGTTGCTGAAGA
CGTCTTTTAACTGTGACGACCTAGCGTCCTTGAAGGCCCCACTGGACATCCCAATACCAG
ATCCAGCAAAAGAGGAGGAAAAACGGAAGAAGAAGGAGGAAAAAGATGCAAAAGAGGGTA



AAAAAGACAAGGACAGCGATAAAGAGGATGAAGATGCAGGTCCTCCTTGCGGTCCCATCT
ATAGCAACGAGCGAGTTGAGAGCCTCCTGCAGGAGGTCAAGCCGGAGATCCAGACGCTGA
AGGAGAAGCTCAACACGGTATCAATGTGGGTGCAGCTCCAGATCCCTAGAATTGAGGACG
GCAACAACTTTGGAGTAGCTGTACAGGAGAAAGTGTTCGAGCTGCTGACCAGCACACGCA
CCAAGATTGAGGCAATCCAGACTCAGATTTCAAAATATTACAGTGAGAGAGGTGACGCTG
TAGCCAAGGCCTCCAAACAACCCCACGTGGGCGACTACCGACAGTTGGTTCACGAGCTGG
ACCAATACCAGTACTGCGAGCTGCGACTTCACATCCTGGACATCCGCAACACATATGCTG
TGCTGTTTGACATAATTAACAAGAACTACGACAAGATCAAGAGGCCCAGAGGAGATGGGA
AAGCTCTCATCTACTGAGACTGGCTTTTACACAACAAGTGTAGCATGACACTGTTATAAC
AATCCCCAATCTCTTACAAGAAAAAAAAAAGAAAGTTTTCATTTTCTCCCTGTGCTAGCA
TTTTGGTTTGGATTACAAAATAAAGCAACATAATCCCTCCAAAAAAAAAAAAAAAAAAAA
AAAAAAAA
>CL3341Contig1
TCTTTCTTGTTATACTTCACAGTAGATTTTTTTTCTTTAATAATGTATTAAAGGAATGAA
ATAAAACGAAAAACCTGCCATTGTTTGCAAACACTTCCCAACTTAATGATAAAATCTCCA
AAAGTGTTTAAAATCATAAAGAACAGGTCAAAAAATACCTTTTAAGCGATGGACATTTTC
TTTTTTAATTCAATTTGTATCTATCAAAAAATGATCTTAAATTATTTTTTCTCTATTGAT
AAATAAACTAGGTTCATTAAACATAAGTAAATAGAAAAATCTGTTTCTTAAGTCAAACTG
TATTTAATTACCGTACTTATATTTTTCAAAACATAAATTGTCTATCAAGTCTTCTACGGC
TCAGGAAGTGCCTCTAACTAATTTTACAGAGTCTACAGCATCATCCAGTGGCTTTTTTTG
GCAGTACAATTTATATTTAGTTTAATACAACACAAACCATCTTTGCTCAAAAAAGTCCCA
TTAGTTTATTTATTTTGATAGAACTTTCAAAGAATTCTTTACCTGTGAATAAAGTAACCT
ATTTTCCCTTCAAAATAAGAAAGTTCTTGCGCATTAAAACACTTTACACAAACCAAATAA
ATGAAATTGCACCTGTTGCAAGTTGCAAATTGCACAAAAATAAAAATCCAGTTTTATGCA
GAATGCACTCTGTGATACAAAGGTCTCTCTATAGATCTTCTGGAAAAAATTATGGCATGG
TTCACTCAATTACATCGCCGTATTTCGTCTTCTGAGGTCCTTTTGATTCCTCTGTTTGAT
GGGAAACCTTTACTGGTGACCTGTCTGGAACCTTTCCAGTCTCCAGCAATAACCAAAGGT
CAGAGCATTTCTGCGTTTCCCAGCGGGTCACTGCATAACTCCCCACCGATGAGGCCAATA
TTGAGATAAGAAGATTCCATTGTAGAGGGTAAGGGAGCTTCCTTTGTATAACCTTCTGAA
GGGTAAATAATCCTGCAATACCAAGTAAAAAGGTCCCAGTCCCCTTCATGAAGGCATGAG
ACTGACAGGCAGCGTAGCTCTCTAACCCCGGGTGTTTAGCGGCCACTTTGTCATCAACTC
TTGTCAAGCCGAGATTCACCATGTTGTAAAGAACACAGAAATTAATGACCTGGATCAACT
CTAAGGACTCGGGTAAGTCAGGTCTGAATCAAACTGTTCACTGTTCCCCGGCCATAATGC
CCGGGT
>CL3342Contig1
GGTGGAGTCCACTCCGCCACTTAGCAGCACCAGAACTTTAGATTTGTCCACTTTTTGTCT
GATCTCACTGATGCAGGACTGTTCACGGTTCAGAACTGTGAAATTATTTGTACATTCCGC
AATTTCAAACAGGAAGTTGCGTAACATTTCCATGCCGCTCTCCGTTAAGTCGACCTCGGG
GTGAAACTGTGTCCCATAAAGCTTCTTCTGTTCGTTAGCGATCCCAGCAATGATGTTTCC
TGACTGTGCTACCACCTTAAAGCCCTCGGCCACCTTATCCACACTGTCTCCATGGGTGAG
CAGCACCAGTTCCTCTTTCTGAAGACCTCTGAACAAGGAGCATGTGTTGTCCAACCCAAC
ACTGAACACTCCATCTTCTCTCACGCTCTTTTTGTGCACAGTGCCGCCAAATACTTTATT
CATCATCTGCATCCCATAGCAAATCCCAAGGACCGGCTTCCCCATGGTGAAAATTACGGG
GTCAAACCAAGGAGCATCTTCTGCATACACAGAAGCTGGACCTCCTGAAATAATTATTGC
TCTGTAACCTTGTTCTCTGATGACAAAGGCGGGGGTCTCTAAGGGCAGGATCTCCGAGTG
TACACACAGCTCTCGCACACGTCTGTCTATCACCTTCCCATACTGGGCCCCCGCATCCAG
GATCGCCACTGCCCCCTCCAAGGATCCATTCTGCTGTGAGGAACTGATCTCCAGCTTGTT
GCTGTCTCCGTTGCAGAGAGCCATGGAAGACCGCCGTGTTTGCGTGAAAAGCTCTCCCCT
TTGCCTCTCTGTCCCGGGTCCTCTCTCTCTGGCACACGGAAAAGCACGCCGACTACTGTT
GGGAAAGCAGACTTGGAAATGTCAGCATCTCTCCTCTGGGAAATGACTTGTCAGAGTAAA
TAAATACGTCTGTTAGAACGAGGGCGCCCCGGCCATAAGGCCCGGGTTAAACGGCGC
>CL3343Contig1
TTTATTAATTACNTTTCTCTAATTGATATAAAATGTTAAAAGAAATAGAAAAGGCTGAAG
TTTGACTTCGCTTACTTGACAATGCACGCATTAAGACATATTTGCACGCGTTAAGACAGT
ATATAGGCTCTTACAGGCCACTGGAGGAATAAAGTTCAGCATCGTATAGCAGATATTTTA
TTTGATCTTTTAGCATTCGACTCTGTAAAGCTGAGAAAACAAAATAAAATAAAATTAGAG
GAGATACATAACAAAAGTTGGAGTACTTTTAGCTGGAAGATGCATCAGAAAATACACTGC
AACTGGCGTAAACCTTCAGAACTAATGATATCCCGACAGCCTTGTTCTGACAACGTTGTA
AACTGTGGTGCATCACCGCAACAGAAATGAAGCCGGCTAGATGAGTTAGGAGGTTGGCCT
GTTCACCGGGTGAATCCACCAGGATGCACATGAAGTCAGTCAAATTAAAAACGTACTGAA
ACTCGTCGTTCACACGTCTTTCCAACAAAAAAAATAACGTGTCAAACAAAAGCTGCACTT
GTGAGAGAAACAACCCGACTCAAATGCCCAGGTAACATCTTCTTCCTTGAAGAACCGACT
CAACAGTCCAGCTCCAATGCTTTAAGTTCGTTAGTTATTTTCTTATTTCCAAGATCAGTG
GGCAGTTTCACAAATGCCCAATAAACCATCTTTGGATGCCAAAAACTGTCCCACAAAGTG



TCTGAAATAAATACAGGTTTGTGCCACTATAAGGGCGTTTTAACCCAGTAAATCCTTTTG
TCTCGTGAGAGGTCTCTACGGGGATCCACACTCTGGAAGTCTTCAAAGGCCTCTTCCGCT
TAAACGCGGCTCAAATGTCTGTTTTGATCTTATCCAGAGAGTTGTCGATCTTTGTGAGAG
TTTTTTTGATGCGAAGAGCTGTAAGTCTGGCTGATGGGTTCTGGTACCAGCACTCCTTCA
TCAGTTTGGCCATAGACGTTAAAGTCAGGTCTGAAAACCATCTGTTTGGGATGCTGGGCC
TCTGCTGATCCACACACACGACCTTTTTCATATCCTCAAAGCTGGGGTCACTTGGAACCA
CATCATGAAAAGGTGGTTTGTAGTCTTCCACAATCCCGTTGCCCCGGCCCTAAAGGCCGG
G
>CL3344Contig1
CTTATTTTGCACTTTATAATTTTTGAGGCAGCTTTGAGAAGCAAACTCAAACACTCCGGG
AGAAAAATTCCAACTGTCACTATGGTTGCCACCAGCACGTTAAAGACCAAAAACAGTGAT
TGTGTGTCGGAGTTGGTTGAACGAAGATATGACCAGGTTTGCATTGAAAAAGAGCTGGAT
TTCTGGGATCACTGCCTGGCTGAGCCACAGAGGACGGCGGATGTCGCAGAGGACGGAACC
TGTCACCAGCTGGCCAAAATGTTTGAAAGCTGCCTGTCCCGTGCCAAGAAAACAACGCTG
CACTGCTCCTTCGTCCTGGTTCCAGAGAAGCTGACGCGTAGGATAGCCCGCGAGGTGCTG
CGCCTGGCTTCCTGCGAGCCCTGCGGCCTGCGCGGCTGCGTCCTCTACGTCCACCTGGAG
GTGGAGAAAGGCTGCAAGCAGCTGGAGAGGATCGCCTACGATGCCACGGTGGTGCCCACC
TTTGAGCTGACGCTGGTGTTCAAGCAGGACGGCACGGCTTGGCCCAGCTTGAGGGACTTC
CTCTTCATGGGGTCGTGCTTCGCCCCGACTTTCAGACACGTGCTTAAGCTGAGCTCGGGC
TTCCGGCTCGTCAAGAAGAAGCTGTACTCCTCCTCGGCTGGTACCGTGATTGAGGAGTGC
TGAACTTTCGGGGCCAGTGCACCTCTGCCCCTGATGGGGGTGATACCCCGCCTCCACCGG
CGGTGCCACCTTTCTTAGTGTTTTTGTAAAACAATTTCAGTTATTAGCCAGTTAGCTTGA
TTTAAAGTCTAAATGTTTCGTTTTATTTGAACATTTATTGTTCAAGCACCTTTTATTTGC
AAATGAATGTTACCTGTTCACATCAACATGTTGGAGGGGGGGGGCGTACTTTGGGAACAC
TTTTTGCTAACGACACTAGCCACTTTGTTAATGCATCTGCGCGTTTCCAGATGCATGGAA
TGTTCAGAAGCGCGGGCTGGCACGTGCGCCGCGTTCGTCTATGCGGGCTGCGCGTGACGC
TGCTTTAGGGGCTGCAGATGGTTTTTAAGCTTCATGGATGCTGCTGTCGTGGTGTGGGCT
GCTCACACTCGCCTTAAATATCCTGGACGGTCACTTGGAATGCAGCCACTTTGTGTGAAT
GTTTTACTGCGTTTTATACCACCTCCTCCCCAGAAACCTTA
>CL3345Contig1
CGTCTTTATTTGACTGTAAACAAACTCTGAAAGAGCATCAGCCAGATTCTTCATTATTGG
CATCAGGGTGAGGAATTTCATTTGCAGTCATGGATAAAATATGATCAACGCTGCAAAAAC
GAGTGTCCTAACAATTCAAGTCACCTTCATGTCTGTATTTTTGTTCTACAAAACAATCTT
ACAAAGGATTTCACTGTTTCAAACTGGCAGAATGGGATTTCAAACAAAAAGGAATTTTTG
AACAATAATTTAAAGCAAACGGATCTTCTAAAAACGAGGCCTGAATTGTTGAAGTGACTC
CGTTTTGCAGCGTGCACAATAACCGGACACTGAGAGCTGGTCTCTGCAGGCTCACCTGCA
CTTCCTGTTTGGTGACAGCTCTGTTTCTGATCGCTGCTGAATGTGAGATGATGAACCTGC
AAACGTCTCGTCCTGTCAGCATGTTAGAGTTCAGACACAACGCGGCGTCCAGAGGCTCAT
TAGGTTAGTAGCAAATCAAGAACATGAGAGGCTTGAGCCAAAAATAACAAAAGAACCTTC
TTAAAAACCACAAATACAGTTTTCCATCACAGCAGTAGAGTTAAGCTTACAGTGCAAATC
CTTTGTTTAGTCATCGCTCATCAACAACATATATTTACAAATAAAACACAAAATACATAA
ATTCTACACATAAAGAGGCTGTTTGGGACTCGTAGTGTTTTTGGGGTTACTGACCTACAG
TCACCTTCAGCTTCTGCCGCAGCAGAGCTCTGGACCCGCCTCCAGCTTCAGGACTTCAAC
AGAAAGAGGAATTTGAAAACCGTTTCATAAGCATCACATCAAATCTGATTTATGGGAACA
TTTGTTTCCCCCACTGAGGGTATGAGCGAACTGGACCGAGTGAGACTGACGTCACCTACA
GAAGATGACTTATTTCCAGATCCAACCAAATGAAACCAATTCAGGTGCCAATCTTTCTGG
GGGTGGGGGGATATGGGCCATGTTGGAGCCTCAAGACGTAAGTTAGCAGTGATTGAGTCA
TTGTCTCCATGGCACAATTTAAATAACTTGCACTACAGAGAAATCTCCCCCTAAAAACAG
GATTATCAAGAACGTGTTCAAAATGTATCAGAGCCAAAAAGGTTATTCTGACATATAGAA
TGACTGGATAACAGCTGTTTGTTTATTTTACAGAAGTCTATGGGATTTTGCGGGTACTTC
CTGTTTGGAACGTCAGGGGGAGTGGTCACTCGGTCCAGTTCTCTGATGCAAAGTTAGATT
CCATGACCGGCAAAGATATTTGCATAATCATTGCAGGGTTTGTGGCTGTAAGGAGACAGA
GATCTTAAAGGACTCATTTGTTGCCGTCCATTAGAGTCAGGGAGATGCATCCAGAGCATC
CGTCACTAAGCCGCGGAGCATCTTCCTGAAAAAACGACATCTCCTGGTTTAACAAAGGTC
ATCACATTCAGATGTTTCAGATTAAAGGCGTGTGGAGAAAACCTTCTTTCAGGACCATCT
TTGAAGATGGGCTGTTTTTGACAGAGGGGCTGCTGGGGAGGGACAGAAACGCCTC
>CL3346Contig1
GTTTTTTTTTTTTTTTTTTTTTTTTTTTTTCCAATACAGTTTTATTGAGTGATTACAATC
TTATTTTTACAAGATCAAAGTTTAATCTTCTTGATGAACTTTATGTACCACATGTAGGTA
GTAGCTGCACACAAGCCATACCATGTTATGATGTACTGCATGTGTTCATTCCTTAGTGTG
ACTCTGGTCTGTCCTCCAACTGGACCTCCAGGAATCGTGCTCCCAAAGTCTGCATCGATT
AAGATGGGAGCGGCTCCAGTGACGTGGCTCATGGCTTCCAGGTCCCGGTAATGCCAGCGG
TTTCTTTCCACGTCATTGTTTGGTACGAACGGCTTCCGGTTCTCCGACAGCCTGATGATG
CCGACCACCTCCACCTCATCCTCCACCTGCCCCTTCATCCTGGTCTCTGGTCTGATCTTC



TGCCTGGGGACGTATCCTCTGTTCACCAGAATCGTGATGCCGAGGTCGATGCACTGGAAT
GGTGTGACGACGTTGGCACCGGTCTCTCCACTTGAAGACAGGCTGCCAGCCTCTCTGGCC
TCCTTCTCTGGGTCGACAGGGGAGCGCGGCATGATGTAGAGCTCCTTTGAATGATCATAG
CGCCCACGCACCCTCACTCTCCGGTACTCCAGCTTATTCACCTCATTAGGATCAAGTGGA
AGTGGAATGGGTTCTTCTGTGGTGAGGCGGTGCAGATCATCGATCAGTCCCATTTTCCAC
TGACGCCGTTTCACCTGCCATGTACCGAGGCCGAAAGTAGTGGCAGGGATGAGCAGCAGA
AACCACTTGAGGAACGAGTCTTCAGTTTTGTCTGCTTTGACTGCTGTAGAGCTGCACAGA
CGCCCAAAGCTGAAAACCCTGCCGTTTGAACGCTTCAAGAGTTTGGGCAGAAAAAGGTTC
CTCTGGATGTAAACAACATGATGGGACTGTTTGTGAAGAAGCCTGTTCGAAAAGGCTACT
AGGGATTTAATATAAGCCATGGTTGATCATAATTATGAATATAATCAAGAAAAGGTTTGA
AGATCAACTACATAACAGCTACATTGATGTCCCCGGCCATAAGGCCCGGGTTAA
>CL3347Contig1
TTTTTAATTTGCCATTTAAAACCTGAGAGCACAAATACAGAGTTTCAAGAAATGTCCCAT
AAAGATTTATCATGAAAAGTAAGATCGGCAACAGCAAAGGTTCTATTCCCAGATAACTTC
TTACTGTTCGTATGACTTAGGATGATCCCAAACATCTGCAAACACAGGGTTAAGATTTTA
AAAATTCATGGAAATATGAAATAGCATTTAACTGTTGATTTCAACAGAAAGCAAAATCCC
ATCATTTAATGAAACTTCTGTTAAAAGTCATCAGACTTTAACGTCATAAGACTTCCCCCT
TCAGACAGCGGGAGTGGGTTCAAGTCTGCAGATTCTTCATCCCACAACTCTTCCTGCTGA
AGTGCCTCTGTACTTTCCCCTTGTGAGCCTGTAATCCTTTTCATTTATTAGGATCCCATT
TACAGACTGTCATCACTGCATCACATGACAACTCAACCAACCTGATCAAACCAACTCCAC
TCTCTAGAATAAATAACATGTTCCAGTCTGTGATGAGCAGACCAGTCTTCTTTTAAGGTT
AGCGCCCTGCACAGAAGTAGAGGCCAACTCTCCTGGCACGGTGCTCCAACCGGTGCGGGC
CAACCCCGAGCCGGCGGGCTTGAGAGCCCTTAGATGCAGCAACAGGGGGCTGCAGGGCTC
TGCATGGCAGCTGTGAACTCAGAACGAAGTCCCCTCGGCCACCTTGATGTAGTCCCTGAA
GTCCGTGGGAATGTTCAGCATGGAGCAGACCTGTCTGAACTTTGCTCGAAGTTTCTCCGT
CTCATCTTGCAGTTTTTCAGACTGTGGATCATCCAGGTTACAGTTCTGGATCAAAGCCAG
CACGGCGTCCAAGGCCTTCACGCGCTTTCTTGACTTGTCATCTGTGCTTTGCTGGAGGAG
ACACTTCCATGTGACGGCAAAACCATAATAGAAGGAGATCTCAGAGGACAGCTTGGCTCC
ATGGGAGGCTCCGTGTCGGCGGCCGTCCTGCAGACCACGGCGAGTCCCCTTCTCAAAACC
CTCCTGGTAACCTTCACCTCGAAACTTTTCATCGGCTAAAATGATGCTGTCAAACAGATC
ATCCGCTGGGTGGACGCCAGGCATCTCCATTCTGCAGCCAACTAAAGAGCTGACGGCAGG
AGATCCTCGCAGCTGCTCTTCTTCTATGTCAACACAGTGTGTTCACTAT
>CL3348Contig1
GTTTCTGTCTGTCATCTACATGATATCCAAAGACTAAAAGGCAAAACTTATTCGTTAAAC
TTTTCCACTTCTCTTATCCCTCAGGACAACTGAAGCCAAACGTAAATACTATAAACTCCA
CAGTTACCCTTCTACCCCACCCCGCAGAAATAATAGGATTGTTCATGAAAACAGTCACTG
CACCGGACTCTGTAGTGAGCGGTGTAGAGGAGGGGTCTCTGCTTGGGAATATACGTCCTC
CATATTCGGATGAGGGACCCCCACTGGTGTCATTCTTTTTTCTTTTTGTCTTCTGTTGCA
AAACCAAACGCGGACTACCTCTTTTTCCAGCTGCAGAGTGCCGGCTAAAGTGCTGATTTC
ATGAGCAGATGGCTTTGGGCATTTTAAGAAATGGTTTTCCAGCGCCCCTTTCACCCCCAC
TTCAATGGAGGTCCTCTTCTTTCGTTTCCTGCCCTGCGCAGCAATTTTGTCCAAATTGGT
GGGACTGCCTGTGTTTGAGTCTGTCTCCTCCAGCCACTTGTTAAGGAGCGGCTTAAGTTT
GCACATGTTCTTGAAGCTGAGCTGCAGCGCCTCAAACCTGCAGATTGTGGTCTGAGAAAA
GACGTTTCCATACAAGGTGCCCAAGGCCAAGCCCACGTCCGCCTGTGTAAAGCCCAGTTT
GATCCGCCGCTGCTTGAACTGCTTGGCGAACTGCTCCAGGTCGTCAGAGCTGGGCGCGTC
CTCGTCCGAGTGGTCCTGGTGGTGGCTGAAAGCCTGCTGTGGGGACTCCATCTGGTTGTC
GTGGCTACCCGTGTCGTCATGCAGCGGGTCCCGCATGCCATGGTGGAGGGCGCCGGGTTG
GGGACTCAGCATCGCGTTGAGGTTTGTGTATCCAGGCTGGGAGTACACCAGAGACTGGTG
ACCGTTGGATGCGGGGGACAACGGGGATAAGTGGTGCGTCGTGGAAGGCGCCCAAGACCC
ATGGTGCGCGCTCTGCGTCTGCTGGTGCACCAGGTGAGATCTGTGGTGGAAACCGCTGCT
CAGGTCCTCCCTGCTCGCCTGCACACTGGCTTTGTGCTCCTGCTGCCCGATGTGGGTACC
GCTGGACCAGTCGGTGTTGGAGGTGGGCAGCCACTGGTGGTGCGTCAGGCTCATCGGGTG
TCCTGTGTTAGTTGCCGCGAGCCCCTGCAAGTACTCGTGGTGCATCATTTTCTGCACTTC
TCTGTAAGTCGTCCCCTGGTGCATCCTGTCCGAATCCGGATGCATGAGCGGGTTGGACGG
TAAGGAGTTATTCCTCGGAATATACTGAGCTGTTGTCGCCATGGCTCCAACTTCGAAAAC
TGACGAGCACCCCCGGCCATAATGCCCGGGTTTAACGGCCGGCCCC
>CL3349Contig1
TTTTTTTTTTTNTACCCCCCCCCCCCCCCCCCCACACACACACACACACACACTCACCTG
TGTATCGACACTGACGGCAGCTTCAGTGCTGCTGGTTCGTTTAAGAGCAAGGCATGAAGT
CATCGACTGTTTTTATGTTGTCATTTAAATAAAGTTTATTTTATTAAAACTGCTGTTTAT
TGACATCATTATGATGATGATGATGGTTCTGTCTCTCATCTGTGTGTAGCTGAAAGTGGA
GGGAATAAAGGACATGAT
>CL3350Contig1
AATGTTGACTTTTATTGTATTATGTGACAATTCCACCTGAAAAAAAAACCCCAACCTCAG



ATTTAAAAAAAATGCTTGAAATAATGAAGTAAGTGGTACAGAGGTTAAAATGCAGCATCA
AAGTAAAACACCAAATATCTTAAGTCAGTCCTCAGTGCGTCACTTAAAAATGAAAACATC
TGGTGTTTGTGGGAATGATCGGAATTCTGCAAATCAACATGTAATGACACATTCAAGGTC
CAAAGTTCTGTTTTTAGTCTACTTGGCCGCAGCGAAGCCCACCCGGTCGGCGTTCCTGTC
GAACACGGTGTAGTACTTCCCAATGAACACGTCTCCCAGGATCCAGAGGGGCCCGGCAGG
AGGGGGGATGTCCATGGCCATGAAGCCCGATAGACAGATGGACGCGCCCATCTGAGACTC
CTTCAGAATGTAATCTTCTCCGGTCAAGTTGAACGTCTTTCCTCCGATGTTGAAGGAGAT
GACGGGAAGAGAGGGAATCTTCTTACAGTCGATGAAATACTCCCCCATCAGCAGAGGCAG
AGCTCCGATGGCTTTGTGCAGCGCTCGGATCTCCTCAGCAGGTCCAACCATCAATGACGT
CCCGGTATCAACGATAGACTGACAGCCCGCTTTGCAGAGAGTCAGCTGGTTCCCCACGTC
CACCCTGTCCATCTGGATCTGCCAGTAGGCCTTTCGCGTCACGTTAACGTAGTGCAGGTC
TCCACTGAAGTACTGGGGGTCGATCCCTCCCAGAATCAGCTCTCCTCCGACTTCTGCCGC
CGTGTCTCTGCTGATGTACACGGAGAAGATGTTCTGAGGCAGGAGCTTGGCAGCCATGGC
GGTGTCAAACACAGGGGTGACGTTAGCCACGGAGATGGAAGGGTACGCCATGCCCAGGAC
GCCGTCAAAGCGAGCCACGGCGAACGTGATGCCGGGCTGCTTCACTGCCTCTCCGAACTG
CTGGCCGGGCACGGACAGGCCCGCCACAGAGACGGTGTCCTGACTGATGAAGCCAGACAA
GCTGCCTCTGCCGTACCGGATGGAGAACTCCGTGCCGTTCTTTACGTAGGAGCTGGACTT
CTTTGAGTTGTAGCGACGATGGACCCAGCAAGCCACATCCAAAAAGGAGCAGTGAATGGA
GGGAACCCAAAGGTTGGAGGAGCCGGTATCAAACAGGACTGAAAAGTTCTGTGGAGGGGT
GCCGATGCTGATAAGCCCGTAGTACTGAGCATCCATGAAGTTCGTCAGCCTCTCCACAGG
TAACTCGGGGGAGGCGGAGCTGTCCAGGGACCCCACCCTCATTCCCAGAGCCCGGAGGTC
ACCCAGAGACATCCCATTGTCGCTCATGAGGCGCCGCAGACTCCTGGTTTTATGCAGAGG
AACCCTTATGAGGGCGGTGCTTTGACCCATCATAAGCGCCCCGATGATACACAGCATCCC
CAGTTGAGTCATGTCCGTCTTTCTCCAGAAAAAGCTCAAACTTAAAGAAATGTCCTGCTA
AACTCTGTGCACAAACAAATCAACGATACAAACTGACGCAGTAAGCATGAGGTGGGTAGG
ACTCGGCAGTATCAGGACTTAC
>CL3351Contig1
TTTTTTTTNTGATTTGTTTNATCTGGTTTATTTTCTTAAATACTGATTCATTTCTGAAGT
CCTCAGAAAACAAGCATAAAAAAATTATACAGTATTCTTATGACAAAAAGTAAACATAAG
TACTTCAAGTTGATCTTATATACATAACAATGAGTGAAACCCCATTAAACAGCTTTAGAA
AAAAAACAAGTCGATCTTGAAGCTTTTCTAACATAATTTCTTACAATAAGAAAACTTGTT
TAGAAACTCAGGCAGCTTTTGTTATTACTTTCCAGGCGCAAAGTTGAAAACACGCCCAAA
ATTGAGGACCCTTATCATGGCTGCAGCAAGAAAAGTCTTTGTAGGCTCTTGAATCCTCTA
AATAGTGAACTTCTCGCCTGCTGAGAGGAAGAAGCTCCATGCAGAGCAAAAATCAAGAAA
ACTTCTGTTCTGTAAAGAAAACAAGAAAAACAGAACCCTTAAAGGTGTCCTGTGTGTGTT
GCCGTGCCCTCTCTGGTTCGTGGCTAGTGTCACAGTCCCGAGCGCCTCTTTCAGGACGCG
CCACCGGGGAGCGCATGGGACGCCGGGAGCACCAGCGCGGCCCGCGGTCCAGCCAGTGTT
GCGCCACATCATCCCAGCCCCGATATGGTTTCGGGAGAACACACCGTCCCAGAAAGCGTC
CGATTCTTTCAACATCAGTCTCGTGGCTCTCCGCCGCCTCAGAAGGTCTGGAGCTGCTGC
GTTAACATGAGCTGGCAGCCGCTGTTCACGTGGTTCATGACCTTCTGCTTCAGCTGGGCC
ACTTGCTCGCGCAGCAGGTTGGCGGTGGACGCCAGCTCGGAGTTCTGAGACTTGAGGGTC
TTCACTTTCTCCTCCAGCCTGGAGATTCGCTCCAGCTTCCTCTTCCGGCATTTGGAAGCG
GCGATGCGGTTCCTCATGCGCTTCCTCTCCGCCTTGATGCGCTCCTGGCTCTCCATGTCG
ATCGGGGAGAGGGGAGGGGTCTCCCCTGGCATCTCCGGGACGGTCTGGGGCTCCTCTTTG
AGCGCAGTGAGCCGGGGCAGCTTGCGCCGACCC
>CL3352Contig1
TTTCAGAGCATCATCACTTGCAATCACCAGAGCAGCAGCACCATCAGACACCCCCGATGC
ATTTCCAGCAGTGACGGTTCCCCCCTTTTTGAAGACTGACGGCAGTTTGGCCATTTGTTC
TGGTGTGGTTTGAGGCCGCGGGTGTTCATCCTGAGCCATGGGAACCTTTCCTTTTTTTGT
TTTTATGTCAACGGGGGCAATTTCAGCTGTGAAGTGACCCCCTTCGTGAGCTGCCTTCCA
CCTTTGCTGCGTCTGGTAAGCAAATTTGTCGCAGTCCTCTCGTGTGATCTCGTATTTTTC
TGCCAGATTCTCTGCTGTGATTCCCATTGGTATCTTTACATGCAGGTCAGTCAGACCCGC
CCACAAGGTGTCCTCCAGCTTAAGATCAAGTCCAAACTTTGTTCCAAAGCGAATGTTGCG
AACAGCATAGGGAGCCTGGCTCATGCTCTCTGAACCTCCACACAAAACCACCTCTGACTC
TCTGAGGCAGATCTCATGAGTACCATTGATGATAGACTGGAAGCCAGACCCACACAGTCT
GTTCACAGTGAGAGCAGGCACGGGGATGGGAACGCCACACCTCAGGCCGACATGGCGAGC
AATGTATGGGGCATCCGCCGAGCTCTGCATGACATTTCCCAAAATGACGCTGTTGATAAG
CTCTGGGGCCACACCCCCTGCAGCGAGGGCGGCTTTGGCTGCATGCTCCGCCAAGTCTGT
TGCACTGTGGTCTTTCAGCACTCCACCATAGGTTCCAAAGGGAGTGCGCTTGGCTGACAC
AACAAACACACCTCTGAGAAGTGCCATCGTGATCCTGTAAAGTCCAACTTCAACAAAAAC
AAACTGTGGATGATTTTTCAATTTGGAACAGAAAGATTTCTCGGGTTATGATCCGAATCT
TATTCACGGTGAGTACAACTCGACAAACCCACTCTGACCTTTCCCCTATATCCCCGGCCA
TA
>CL3353Contig1



TAACACGAGGGACATATCTGACTGGCAAAGATGGAGCAGATTATCCTCCTTTGTGTCCTT
TCCACCTGTCTCTCAGCCGTACATGCTCAGAAGTTTCTGCTGAGCCCAAAATGGGTCCCA
CTTGGCTACACAGAACCTGAAAGGCATAAAGAAGGAACAGCAATGGACAAAATCATCAAA
GCAAACGAATATCATGCTTCTCGAATCATAGACGGCACGACTACTCTTAGAGAAGGAGAT
ATCGCAGTTTCCACCGGAAGGCGATCTAAGATGTGCTTTGCTCGCAGCTGCCTTTGGTCG
AAATCAGTGGATGGACATGTCTACATTGCATATACCATCTCACCTGATTACACTGAGGCG
GATGTAAAGCTGATAAAGAAGGGGATGGAAAACATAGAGGAGGGTACCTGTGTGCGCTTT
GTTCCTCAGACTCACCAGAGGGACTATGTTGACATCCAGCCAAAGTCTGGGTGCTGGTCC
TACCTTGGTGCTCGTGGCGGAAGACAGACATTGTCTCTCCAGAATCCCGACTGCATGCAA
GTTGGAGTGATTTCCCATGAGTTTATGCATGCTCTGGGCTTTGTGCACGAGCAGTCCCGC
TTTGACCGTGACAACTACATCACCGTTATGTGGCCAAACATTTGGAGAGATCGACTGAGA
AACTTTGAGAAGTTTAAGACTGACAGTCTGGACTTGCCATACGACTACGGTTCAATCATG
CACTTTGGGATGTATGCTTACTCAATGGACGGACAACCAACTCTTGTTGCCAAGAACAAC
AGGAACATGAAACTCGGCCAAGCATCTTCCCTCAGTCACACTGACAAGCTGAAAATCAAC
AGGCTTTATCAATGTGGTATGAAGGATGATTAAGAGCCAAGCAGGCTGGAGGAAGACCCA
TTATGATAAAGCGATGTAGAATCATGCATGCGAGTTGAATAAATATTGATTTAAACTTTG
TATTAGACCTTTTTTGTGGAAGTTTGTGTATTTTAACTTGACACACCCCTTTATTTTGAA
AAGGCGAAGGGCAAATTTGTACA
>CL3354Contig1
CTGTTTGGNTTTGTTTATTTGCTTTAGTTCTGTGGGGTTTTCGTACATGTACGACATTTA
GATTTGCGTACTCTTTCCTCTCCACTGACGGAGCAGGTTCCTCTTTTGGATCAGCTTTCC
TGGTGTGTTGGCTCTGATTACTTCTGCTCTGCTGGTTGAGAAGTTAAACTTTAGTTGTGG
TTAACATCTTTTAAATGACCAGTAAGTGATTTTTTTAACTTCTTCTGAGAAAAATGAAAT
CTTCATTTATGATTAATTTTCTGTTGTTCTTGTTCGGCTGCTCGATTCCTCACAATATGA
GAGGAACAGAGTGAGAAGAATACAAAAGTACACAAATATGGAGTGCAGACAACACAACTG
TACTGCTAAGGGTCAACACCAACAAAGCAGTCATTCTTCTTCCACCTTAGATCCCCACTA
AGGGCAAAGTTCTCTGGTACTTTCATGAGACAGAGGTCCTCAGAAGTGAGGTTCACAGTC
TCCAACAAGGCTGTCCGTGATGTAGTTGATGCGTAGCACCTTCTGGAAGTACGCCTTCTC
CACGTCCGTGTTGATGGTCCAGGCTACAACCTCCACGCCCCTCTGAGCCCAAAACTGAAC
GTAATCCAGCGACACAAAGTTCTTCTGCATGAGGAAGGCCGATATGCCACAGAACCTCCA
CAGCACGTGATGATGGGCCCAGTCCAACAACACATCCATTAGTGTCATCCAGTAATGTTT
CCATGGCGACGAGAACCGCGGGGTACCATCTCCCAGACGGCTCAGGCTCCAGGGCCTGTG
GGTCAAGGCGGTGACCACCTCAGGGTCCCTCTGTCTCATCCTGTAGATGACTTTGGGCTC
GAAGGAGCAGACCATGCTGCTGTTGTACAGGACTGGGTGTCTCTTATACACGTCTGTCAG
CGCTGCAGCTGCCTCCTCTGGATGACCTTTGACATCAAAGTAGATGCTGAGCTGCAGTTT
AATGCACTCCTCCACTGCTTCAACCAAAGTTGGGATTTTCTCTCCAGCAAACTTGTCCCT
GAGCCGGTGTTTAGCAGCTGCATCCAGTTGTCTCAGCTCTGAAAAGCTCAGCTGGCACAG
GGGTCCCGATCCATTGGTGGTCCGGTCCACCCTC
>CL3355Contig1
ACGAGCATCTAATTGACAAGTTTCACTTGGTCTTTCAGAACTCTAAACTTCGGATTTTTG
CTGATCTTTTTGTTGAATGTAGAAATCAGTTGTTCCTCTGTTTTAAAATTCCTCTCGCCA
GTGAAAGAGTAATAAGCTGCCAAAACTTTCTTCTTGAGCCTTTTGATGGGCAGTTCCTGG
TCAGGTGTTTTACGGAGAACCGCCATGATGGTTTCCTTCCAGTGGAATTTCCCCAGAGGA
ACAGCTTGATCTTCAGCCTCATTTGACATCTCAGCATCATTAGCCTCTGCTGCAACCTTA
ATCCTTTTCTTGGCAGATATCTCATTTTCATCACAGTTTTGCTCTTCATCTTCTGCTTCT
TTGTGTTTTCTTTTTCCATCCTTTTTCCTTTTCCCTGTTTGGCTTTCTTTCTGCTCTTGT
GTGACTTGTTCGTCATATAGTTTTGGAGCTTTTCCGTTGTTCTGCTGCCGGGCCTCTTTG
CGTTCTCTTTTGTTCATCTTTTTGTTTTTCTTCACATCTTCGTGGCCAAACGGAGTTTGA
GTTCCATTAGTGTTTGCTTGGACTTCAGCTTCTTTCTCCATGTGCTGCTGTGTATCTTCT
GGAACATCGACGGCAGCAGCAATTATGTTCCACACTTCCTCGTGTAGGCTTGTGTTGGAT
ATTTTTAGACTGTTTTTCATCCAGTTCTGAAACTTGGCTTTCTTCCTGGGGACATTGTCG
TATGCACTGACTTGCCTGAGCACATCTCTCAGCTTGGGACTGATGCTTGATTTGTTCAGG
GCTTCATGGATTCTCTGTAACCACTGCTGTTGTTTGACATCGCCTTTGTTTGCCTTGGCC
TCGAAGCCTTTCCCCCCATACTTCTGGTCTTCACTGATACACTTAGTGTGATTTTTATAG
TCGTCGTCCCAGAAATCTTTTCCGCAGTCAATGCAGGACAACACCTGACACCCACGGCAG
ATGTTCACGTGTTTATCGACCTGGGCTTTTTTCAGAGACTCGCCACACGCATTGCAGGTG
AAGAACACCATTTTGATCAATTTTATCCACAGAAGCAACCTTTCTCTAAATTAATAAAGA
CAATATGTAGATTAAACCAGCAAAACGACAGAAAGTTAAACCACTTTAAACACCATCAAT
TAATGCACTGACTAGAGACCTGCCTACGGCAAGCTAACGTTTTTTTCTAGTAAGTTATAA
AAAACGCATGACAAAGAACAAAACCTTCATTGTCTTTAAAAATACCCAAAAATTAGAGCC
CGTTAAATTAACCTCTTTAAAATTTTAATTTGAGCGTAAACGTGCGGGTTGAGTTTCTCC
CGTCTAAACTTTTGAACAGACACGTGATTACATTCCTTGAAGCTACCCCCGGCCATA
>CL3356Contig1
CCCTGTAGTCCTTCTCCAGGGCCTTTCTTGTATTCCAGGTTCCGGACAGGCCGGTCTTCT



TCTGAGCCCATTGGGAATACTTGCAGCCGCCCATCTCTTCCATCTGTCTTGCAGAGCGTC
CGGCAGACGTCTTCTGCCCCTTTTGTTACAGACTTTCCTGTTTCCTCCGGGGGACCTCCT
GTTGCAGTTCATTTCTTTTTTGAGGTAGAGTTCTTCACTTTTGCCTTTCTCTTCAGTGAT
TAGGCGTCAACCCCAATTTGACCTTCTCCTCACTCTCTATATCATACGCGCCCCGCTTGT
GAAACCTGAGCATTAATAAAAGACCGATGATTAAAAGGCAGAGGGAGGACAGAACTACCG
CCACCACGGCTAACGCTGTAGTCCTGTTGTACCCCGTGGGCACCTTAACAGGCAGCGTGA
TAAACTGACATCTTTCCCCAGAATAACTTGGGTGACATACACAGGAAGGGGCGCGGAGGT
CCCTCAGGTACTGGCAGGTGCCGTGAATGCAGAAATCCTTGTATTTCTTCAGGCAGGGAT
TCCTCTTCCTTCCCAAACCTTTGCCCTTCTTCTTTCCCTTTCCTTTCCATGTCTTGCGCT
CGGTTCTTTCAGCTTCCAGGATGGAAGACGGATCCTTGGGTTTGCTTGACATTGCAACTC
TTGGCAAGTCCATTTCATAGTCTCCAGAATCGTCATCTTCTTCCAGATAATCAAAGTAGG
CTTCATCGTCATATTCCTCTTCCTGGTTTCCTGCTGTTGTGGCACTCAGGACCCAGTTCT
CCACCTCCTCCCTCCTGTCCCTGGTTGTGTCCAGGTTTATGACAGTTGTGTCCTGCTGCC
TGTCGTTCTCACGCCGGTCAACAGCTGCACCGCTGGTAACCTTGCAAACAGCCAACGCGT
AAACTAGCAGGAGCACCGTGCGTAAAGTCCTCATGTTAGGAAAGGTTTTAGGAAAAACAA
ATAAAAAAGTACAAAAAAAGTATTCCGCCCAGGTTTTGAATAATCCTTCTGCTGCTCAAC
TTTTGATTAATGTTTTATTTTATTTTTTTTTACGATATTTTTTTGTTCGTTTTTCGGCTA
TTCCCGAGTCTTCAGCGCGGATGAGGAGGTTGGAGCGGGACTGCATTGACAGCCTGTGTG
GTCACTCCGGTGCCA
>CL3357Contig1
CAGGCCTGTGGTGCCTGACTCCACACTCCAGCGTTCATCCCAACACGTTTCCTCTTTACT
GGAGAACAAAAACTAAACACACAAACTGCAAGTTCAATCGTTCCCAAAATAGCAGGGAAT
AAATTAGCTCCGTAAAACACTTCTTTATAAAAGAAAAATACATATTATATCACTGTACAT
CTTTTCTGTTACAGCATAAAGACAGAGAGCATGGTAAGAAGGGAAAAAAACATCCAGAAA
TGACAGATTCTGGTATTAGCACCACATCCCTCCGACTTATGCATCGATCTTTATCTGCAG
GAGATGGAGCATCCCTCGCTCCACCCATGTTGGTTCAATCGTTGTCCTCCTCTGGCCTCC
ACCCTCTGCTCTGTCCTGGACGGCATGAGCGAGCGCAGGGGACATCCCATCTGTCCTTTC
TCAGGTTGACATCACTAGCTGAGCTGGTTCTGCAGACCACATCTGCAGCAGCTCCGCCCT
CAGAAGTTGTGCAACAGTTCAGGCTGCTTGCAGGGGGGAGGGATACCTCAGGTCACATGA
CCCTTTAGTGACAATCCGGGGCATCCCCCCCTCAGCCAGAGTCTGACTCGCTTGTGTCTG
AGGATGAGGATGAAGACGACGATGATGAGGAGTCTGAGGATGAGCTGCTAGCACTTAGGC
GTGACGGCTGGGTGTGAACGTCTGAAGCCGGTTTATCAGGTTTGTTTTTCGCAGGCTTCT
TTCCAGAGTTCAGCTGACCGCTGACATCCATCAGCCTCCTCTCCAGCTCCATCTGCTTTT
CCAGAGCCAGCTCTTCCCGGGATTTTCCAGCACTGTTCTTTGTACTCACGTACGGCTTCC
TGGGTTTCTTCCTCAGACACGTCATGACGTATCTCTCCAGCTCCCGCAGAGTCGACGGCT
TCAGAGTCTCGAAATCGATCTCGATCTCCTCCGGGTTGGTGTCCCGCAGCGACGGCTCAC
GCGACTGAATGATGTAAACCACGCGGCCCAGCTTCTCTCCAGGCAGCTTGTTGATGTCCA
GGCTGAGCTGGCGTTTCTCATCATACGACATGGGCGCAGTGTCTTCCTCTTCGTCAGAGT
CAAAATGACCCACCAAAGGATCATGATGGGGCATATTAAAGGTGATGGCTGCCTTTTTGG
ATTTGCTTTTGCTGTTTTTCTTGCTCTGAGTCTTCTTCATCGGTATGACAGGACAATCCA
TCCTCTTAGTCTTTGATGTCTTAGTCATTTTGGGGGCTTTGGGTGGTCTGATGGGAGTCA
GGTCGTCTTCTAT
>CL3358Contig1
TGAGTGATTTAATAGAATGGAGCCTTTTGTGCAACAGTACCACAATGTGCAGTGTTAATT
AGAACAGAAACACAACAATGTACATTTCTTTCATTTGGTATTAAATATCAAGCCGTATAT
TCAGATTTTCCCCAAAACAAAAATACTAATAAAAAATAATCTCTTTCCTATTAACTGGTT
TAAGGGTTAAACTGCTAAAGCATAAATATCTCAGCATTCATTAAAAACCCTCATCTTTCT
AGTAAGTTTAACTGTAGAAGTTGCAACATTTTTTTAAATCATTTATATAAAAAATTGTAC
ATGAGAGGTTATCAAGCAGAAAGTTCTATCACGTTCTTGCTTTGTTACAGGTGATGCTAC
TTCAGCAGAATAAACTGCACTAGTTAAGGTAGATATAGAGAATTAGTGGGTTAATCATTT
GTATTACTAAAAGAGTTTATATAGTATGTTTACATCAGTCGCATCAAATTTAGATGCAAC
GGTTTTATTCAGATGACTCCACGCCAGTAGCGGGGTGTATCTATATTATAGTAGTATTTA
AGATATGTTTAATATAATAATAGTTTTCTATCATAGTATGCATGTGTTCATATTTCTATA
TATTCAGCAGGTTTCTGTTCATTTGTAGTTGTATATTTAGACTTCGGTGTAGCTTCCACA
GCCTGCACCTTATAAGCCCGATAGATCTACAATGGCTTTGATGAAAATGGTGTCATCTCT
TAAGTATGGGCTCTTTCCGGCCAGTTTGGCCAGCGGGCAGAAGAGCGGGCAGCCGCTGGC
GATGTTCATCTCGCTGACGGGCCGCTGGAAGGAGGTGGAGGTGATGTCGGGGCGGAAAGC
ATCGATAATGTGCTCCCTGTTGTTCTGGTCCAACAGCATCAGCGTCACCTTCTGACTGAA
CGGCCATTTCAGCAAGGCGTCGTATTTGCTCCTCATGACGACGAAGAAGAGCGAGAGGTG
GGTGCCGCGACCGGTCCCATCACCGTTCAAATATAGCCTCAGACACATTTTGTAGCCGTA
CTTGCTGGAGTAAAACGCTGGTGAGAACATCGCTGGTGCTCGGCCGCTCACTGCCTCCTG
CCTGCGGTGGGAGAAATCTGTGATCTTCCACACGAATATCCCATCGTAGGTGCAGTACTG
GAGCTCCCGCACCATCTGTTCCGCCTCGGACAGCTGCAGGTCCTTCACGGTCAGGGATCT
CTCCAGCTGCCGTATTTTGTTGGATAAATTTTCAATCTTTTCTTGGTCTAAACGATGCTG



GTGTGAGAACGCCTCCAGCGTCAGGGAGCTGCGCTCCACCTCGCGGTTCAGGACGCACAC
GA
>CL3359Contig1
TGCGGAAGTTGCCTGGGACCGGCGTGACTTTCAGCAGGCTAACTGGAACGTTAGGGTCGA
ATTGAAGAGGAATTGCATTTTCACTGGCCTTTAAAGTCAACATGATACTTTTAAAGGCGG
GTCTTTGTTTGACCAAAACTCACCGTTTGGCCACAGGAAGCGTCACTCTCAAAAAGGTCC
TTATTAACAGCTGTCGGACATGCTCATCCGAAGTCTTTCCTAATGAGAGGATCCGCAACA
TCGGCATCTCTGCGCACATCGACTCTGGAAAGACAACTTTAACCGAGAGGGTCCTCTTCT
ACACCGGGAGGATAGCAGAGATTCACGAAGTAAAGGGGAAGGATGGCGTTGGAGCCACCA
TGGACTCCATGGAGCTGGAGAGACAGAGAGGCATCACCATCCAGTCAGCTGCCACATACA
CCATCTGGAAGGATCACAACATCAACATCATCGACACGCCTGGTCACGTGGATTTCACTA
TCGAGGTGGAGCGAGCGCTGCGTGTTCTGGACGGAGCCGTGCTGGTTTTATGTGCAGTGG
GAGGTGTCCAGTGTCAGACCATGACTGTAAACAGACAAATGAAGCGCTACAACGTACCCT
TCCTCACGTTCATAAACAAGCTGGACCGAATGGGAGCCAACCCCAGCCGGGCCCTGCAGC
AGATGAGATCCAAACTGAACCACAACGCAGCCTTTGTGAATATCCCTATAGGCTTGGAAG
GAAATATGAAAGGCATCATCGACCTAATAGAAGAGAGGAGCATGTACTTTGATGGGCCGT
TTGGTCAAGCTCTCCGCTATGACGAAGTTCCACCTGAATTTCGCGCTGAAGCAGCAGA
>CL3360Contig1
TTTTTTTTTTTTTTTTTTTTTGGTTAATTCAAGTTTTAATCTGAGACCATTGGGTTTTGT
ACAACAGTCCTTAAGCCAACACGGTAATTTAGCGTCACGTTAAACCACTTTCCTATCAAA
CGCAGCTAAACCCATCAGAAACATCAGAGTCCAAGCAGATTGTTTGTGTCCGTCCCGCAG
CGGGACATGAAATGAAAAGTGTTTTCAGTCCAACTTCCAGGTGAAAGATCTCCAGATCTG
CACATTTCAGGGACGATGAGTCTGGACGGTGGAGCTGCAGGGTCCCCTGGAGGCATTCAT
GGAGAACAATGGAAGATCTGACTAAAACATCTGGTTTTCAAAGCACGACTAGAGTCACAA
ACATCTAAGGACTTCATGGGCTGGTTTGGTCTGTAGATGGCAGTCAGCACTCAGAGCAAT
GGCATCTAGAGAGGAAACCAGCAAATAGTCCATTCCTGGCTACGCATGTGACCCACATCC
CCTTTGAATGAGCAGGAATTCACCTTTAGAGTGAAAGGCAGTCAAACTTTTAATCTTTCA
TCAGAATTTACAGGTTAGACATTTAAGTACCCGAGTAACACGTATGACGAGAGTATTCCA
GGAAGTAGACAGTTTGAACACTTCACAGTCGCACATCTTCTCCAGGGCTCTCCCATCCAG
TCACAGCATGTACAATATTTATATATACAAATATATACTGTATGCACACATACGCACTCA
CAAAAATCCACAAGTGTTTCGCAATCCTGTAGCTTTGGAAAAGGGGGCGGTGCCGGTCGA
GCGAGCCGTCACTCAAATCTCGGAAATATCTATAGTGGTTTCTGAGGATTCTCTCTGCCG
GTCGTGGCGTTCTGGCCAAGTCGGTTATGCAATTCGTGGGAGGCGAAGCTCTGACTTTTA
GTTAGTCTGAAGAGGAAGGTCGGCTCCGCCTTCAGGGCGGCTCCGCCTTCAGGCGACCTC
CACCAGGAGAAACGGGTTAAGACAAATGTTTGGAGGAGGCTCCCATGGAGACTGAACAGG
AACTTGGCTGCACTCCTAACCCCCCACCCCCCATGGCCAATCCACATCTGCCCACAGAGC
CCCCCCCTCCTCTAAATAAAGAGGAGTTGGTAATCTGATGAATGAAGTGACCTCATCCAT
CTGATCATTCGGATTATGTAATACTGAATCTGAACGCCAAACCCAAACATTTCCACTTCC
TAAAATGTTTTGTGAGCCCAGAC
>CL3361Contig1
CGAAACAGAAGAAATGTGAAAAAAAAGTCATTGTAAATAACATTTTAGAACAATGAAATG
TTTAGATTTCTTCTTGAAAATGTAAGAAAAAGAGGAAGCTGAACCGTTACACAAACTTTA
TTCTTCAGAATGGAAAATCTAAAACTGAGCAGATGATTTCAAATTACAAAAATAACCACT
TGATTTTTTTTTTGCAAAATGGCCGAGACCAATGGCATATCACTGTTGGTCACCTCCTTC
AGACATCAGCCATGACAGGACGTAAAACCAATTTGCAAATGAAATACAAATATTTAGTCA
AACTAAACCCGAAGGACATGAAAGCCGAAAGTCCTGCCAGCTAGCAGTTGTTAAATAACT
CTCTCTTCAAACACGCACAAATCACAAAACTCCAAAAGCTCTTCCAAAGATTCACCGAAG
CTACAGGCGATTCAGCGTTGAAAGGAAAAAACAAGAATGAATCACATTAAAAGGCAAATT
TTAAAGGTTGGATTTTAAAGGTTGGATTAGTAGTACCAGTGTGAACAATTAAACATGATT
CTCAACCTTTTCTAAATGTTTACTTAAATTCCAATTAAAGAGGGTCCACACAGTGTGTTT
CCTTCTGAGTTCAATCTAAAAACACCCACATGTCATTTTTTCTCCATCTGTGCTAAACCA
CTTAAACATTTCCATCAAAACACAACCAGCTCCAAAATAAAACATGTTCAAAGATTGACA
GTTTCAAATTTTTTTTTAAAGAAANGGTTTGAAGTTTTCAAGGATGAAATCATTAGTAAG
AGTGGTGAGATGACTTAAGCTGGGATGAGTCTGTTTCTGCGTGCTATGTTAGCTGAGAGA
GTTAAATTGTACACGTTTACAATGCAGCCATTCATTCAAATGACTCTGTTCCATTTCCA
>CL3362Contig1
ATTGTTTCCCCAGCAGTCGTCCAGAGAAGCACAGAGCTGGAACACAGACATGTTTGTTCC
ATTCCCACACATACCCGGGTCCTACAGGCCTGCAGCAGAGGGGCGTGGCCCTGTCAGCCC
CAGGACTACCAACCAGCACAGAGGAAATGTCTGACAGTCTACACAAAAACATCATTAGGA
GGGGGGAGGGGGAGTCGCTCTTCCACCATCAGCTGACAACTTTCCTGAGAAGTTCTCATC
CAGTCAACGGGCAGCCCCTCCGGGTCATTTCTGCCCCTTAGGTCCAAGCTGAGATCCATC
AGATCCCATCTTAATTTAATCACCTAAAAACCACGAAGGATGTAAACAACCTGAGTGACC
TGGGGGGGTCGGATCAGGTGTGTTTCCTCACAACCAAACGGGTTGCAGCACCTCCAGGCC
CGGACAGGTGAGGACAGTCACATGACCACACTCGGACCGTCTCTGTAGACGAAGGCTGCA



CATTTCCCAGAACCGCTTAGTCCATCCATGGTGAATCTCAAGGTCACTGAAGGTCAGGTA
ACTAGAGCCAAAACAGCCACAGGCAAGAGGACACTTGTGAAGGACATGATCAGCCGTAGA
GGAGGCCCGCAACGACCAGCTTCGTCCCCAAAGCCTTCCTAAAAGTTTAAGGTGTGGTTG
TCCTTCCCCCAGCACAGTTTCCTTTGTTCTCCTGAAATAAAGTCATTTTAAACAAAGTCC
TGCTTGTCCGTTAAACTCGACTCTGCTTGTGTTAATGCTCCTGGTGAGACAGGCTGATGA
TAAAAAACTATGAGAAAGAGAACGGTTCACATCATACCAAAAGCCTGGTCACATGACAAC
CACGTTCTATTCAAAGAGGAACCCAAATGAACGTGTGATCTGTTCACAAAGTGCCTGGAG
GATCAGGGGGTCTGTGGGGCGCCCCGGTCTGTCTGGGACGACCAGCTCTGCAGGGTCCTG
GAGGGCCAGAGGAGCTCTCTCTGGCTTAAAAAAAGGGAGCTGGTAGAAAAGTTTTAACGT
TTTGACGTTCTCTGGACATTCAAGCTAAACTGCTGAGACTTGGTTTAAAGGGGAAGGGCC
CAACAAGAAGCCCTTTCTGCCAATAATCAACGGACCAAACTGTAAACACCACACCTGCTG
AGAGCAGAGATGCATCGGACCAGAACCCCAGAACAGAACTGAGTCCTGTCTTTAAATAGA
TGGGGGTCTAGAGGGGTCTGTACAGGACACACCATGAACACGAATGGGCTCAACTGGGAA
CGGCCCCTGGGCTGCAGATGACTGACTGCTTGAAGCTGTCGGAACCAGCCGTGGGTCCGA
ATCCAGCGGAAGGTGGAGCGGGCGCTTCCCCTCCCCCCAAGGATCTGACGGGTCAGAATG
GGAGCTAACAGTCGAGACAGCCGTACA
>CL3363Contig1
TTCTTTCACTACAAGTAATGCACGTAAATAATACTTTGGCATTTCTCATACTGGACTTGG
CCATACTCAGTTACTGAATGTGCATGAAAGTAACATGAATACATCTTAGTGCACGTGTAC
AGTGGGACAGCGTCCCGTCACGGTCAGGTTTGAGAGCCGGATCCAAAACTCAAAGTAAAG
TCTGGATTTTGGGAAGCAGCGGTTTGGGTTCCGGCTTCGGTAAACCGGACAGTTATTGCT
CCGTTCAGACCATCGGAACGTTTTCAGACTTCATTCTGAACCTAAACGAGGTTCTTTTGA
GAACAGAAACTGGTTTTATGTCAGTCGTCTTCAGATGTGATTCAGTCGATCCTTGATAAT
AAAACTACAGTTCAAGGCGGACTCAAAGTCCCAGAAGGCCGCTGGGTGGTGTCATCATCC
GGGTTCAGCCCAGGTGGAAGCGCACGTGTCGGTTCAAACTGCCCTGCTGCGTGAACTCCT
GCCCGCAGACGCCGCAGCCGAAGGGTTTCTCCCCCGTGTGCACCGTTATGTGCGAGTTCA
GGTGAGTTTTGCGTGTGAAGCGTTTGCCGCAGAAGTCGCAGCTGTACGGCTTCTCGCCGG
TGTGGACGGCCATGTGCGTCGCCAGGTGCGTCTTCCGGTTGAACCTCTTGCCGCAGACCT
CGCAGCCGAAGGGCTTCTCCTCGGCGTGGACCGTCATGTGAGTCCGCAGGTGCGTCTTGC
GTTTGTAGCTTTTGCCGCAGACGTCGCAGCCGTACGGTTTCTCCCCCGTGTGGACGGTCA
TGTGCGCGCGCAGGCTGGTCTTACGGTTGAACCTCTTGCCGCAGACGTCGCAGCCGAAAG
GCCGCTCCCCCTTGTGGACGATCATGTGCGTCTTCAGGTTGTTCTGGTGCCGCGCCCTCT
TGCCGCAGATGTCGCAGACGAAGGGCTTCTCTCCGGTGTGGATGCGCATGTGCGTCTTCA
GGTTGTGCTGGTGCTTGAAGCGTTTGCCNGCACACCTCGCAGCCGAACGGCTCCTCCCCC
GTGTGGATGCGCATGTGGATCTTCAGGTTGTGCTCGTGTTTGAAGCTTTTGCCGCAGCTC
TGGCAGCCGAAGGGTTTCTCCTCGGAGTGGACCCTCATGTGGGACCTCAGGCTGAAGTGG
TCCCTGAAGGTTTTCCCGCAGTCGTCGCAGGCGAACTTCTTCTTGCCGGTGTGGACTCTG
GACTGCGGCTCGGCGCTCGGCCGCAGCTCGGGCCGTTTGGCGTTGAGCGCACAGCCGGCC
GGGCTTTTCTCGGTGTTGCGCCGCATGTGTCTCTTCAGGGACTGTTTGTACAGAAACTGT
TTTCCGCACTCAGAGCAGCTGAACGGCTTCGGCGCCGATGGAATGTTCAGGCCGCTCTCG
GGCGGCAGGCAGACGCCGCTGTCGTCTTCACCTGCAGGTCGAGCGTCTGCCATCTGTCTG
TGCCATTCACCTTCATCGCTGTCTTCATCTTCCTCGCTGGCTTCAGTCGGAGTGGAGTCC
GTGGGGGTGTTTGTGCTCA
>CL3364Contig1
GTGCACAGACTCTAAATATCAGAGATCGGTGCTCAAGACCTTTTAAAATTTCCTGACAGT
AAACCAATCAAACAGTTACGCAACAGTGTAAGTAATAATGATTTCATTTCTCCAGTCGTA
CTGAGACACAGAATCACAAAAGATGAACTTGTTAATGAGAAGAAAGCAGTGTAACATTTC
TGCTTATCCTGTACATGCAAGACTTCCAGTCTAAGCGTCTCAAATTCCCTTCAAATATCT
GTAAAAAACAAAAACATGTACCGCTTGTATAAGTAATCTCAACCTCACGTAAAGTGTCAG
AGCCACAAACAGGCTTGTTTATATCCTGTTGTGAAGATAAACCTTTCTAAGAGGAAAGCA
AAGTGCATCCAGATTTTGGCTGTGACCTGAGACACGTCGGATAAATGAGCGTACAAGCAA
GAGACAATCATCTGATTTCATTCTCAATTTCTTGTTTCGTCGCTGTCAGTGAGAGAGAAC
AGGGCAGTCTTCACAGTTTAAACTGGATCAGTAACTACGAGGCTTATTTCCAATCCACAT
CCATGAGTCAGTTCTCACCGGGTTCTCCGTTTCCGCACATCATGACCACCTTTGACCGGC
AAAGGCAGCACATCTCTGTGAGGCGAACGTTCACTTCTTAAAGTCCAAAGGTTTGCATTA
AAGACTCAATGGATTTCTATATGGACCTGTAATCTGACGTTAAACACCATTGAGGCTACC
AAGTAAAAGTAGGGGAATCGTATTCTCAGCCGCCATGCGAGATCAAAAAATATCAACAAA
GTCCTCGTCAAGCCTTTGGAGAATAGTCCGTAAGTCCGACCAGCGGAGCCCGAAAACCGG
AGCACCAGATACGAAAGACTCGCCATAAAAGCCCAACCCTGAGCGCTGTGTTCTTGGCTT
ACAAAGGCAACAGGCAAGGGGACGCTACAATGGCTGCAAGTGTTGGATGAAGCTCCATTC
TTCTATCTTTCACCCTCAACGAGCTCCGTCTTTTGCTGCCGTTGTACTGGCATCTACTCC
ACCCTGTTAGTTTTCTACCGAGGACAGACATCGCTCCCCGGCCATA
>CL3365Contig1
CGAAACAAAATAAAGCTCACCATTCCCCTGAGGTTATGTGCTGCCAAATATGTCTTATTT



TGAAAATGATGCAGTGCTTTCACGTGTTATTGTCCTTCAACCTTTAGTTTAGTGTATTTA
TCCAAGCTCTCAAAGAGCACTTGTATCTTCAGCCACTTGAAAATGACTGAATTTCAACAG
TATTTCAAATCAAGCTTGCAGGGATCTTACTTGACTTTGATGCAAAGTCATGCTGGCTGG
TTTTTTTAAAAGAAAAAAATCGCAGAGGAGAGGATTCTAAAAGCCAAAAGATCGCCACAA
GAAGGTAAAACTAACCCTAACACTCATTTATTAGACTTTGTTTTGTGTAGCAAACAAGTA
ATGCAAGTCATCCAAAACATCAAAACCATTGAAGTGCAAAAAATATTGTCTTTAGTTAAT
CCCAGCAAAATAAGCGACCCAAAACTCTGATATGGTTGTAATTCAACTTTTGCTCCAATA
AAACTTCACTCATTTCACTCAATACTTTATCTTTAATATTTTCATCTTGATTATTTTCTA
TGGATTAGTTTCATGACGATAAGTAGCTGTACATAAAACATTTAAAACCTTCCATTGTTA
AATTAAAGTAAACTATTTTTGAGTTGCATGATATTCTAGTATAAGTAAATTTTGCATGGG
TTTTGTTTAGATATAGGAGCTGGTGTCTCCTGGATCTCATTTTCCTTTTCTTCTCTCAGG
TTGGCACAACTGTGCAGGCACAGTTACTAAATTCAACCCCAGAAAATCGGGCCTTAAGGT
CCTTTGAACCTCCTGCCTGTATTGCAAAAGAGTGAGGGGTTCAAACCCCAAAGCGGTCTA
TTGTAGCATCCTTCTTGGATGTAACTGTAACACGTCTGGATGGTTAAGAAGAAAGGCTTT
ATTTTTTTATGCCCAGCTCAGGTTTTTTTTTAACCTTTTGAGTTACAAGCATTGGTCAGG
TAGATTTTTTTTACTCGGATGATTATTTTTTTATCTTTNTTAGTTAAAGGGAAAAT
>CL3366Contig1
GTTGGGCCTTTACTGAAAACGATGATCAAGGGGAGATATGATCAGGATTGTAGCTAAATG
TCCTGCAAAGCTTTCAGATGGACGGCTTAAAAATACAAACAAAAACCAACAACCAACCTT
CTGCATGTGAAAGCTGTTTTTTTGAATGCCCAATCTGTCGCCGGCGCTCCGTGTGACTGC
ATGGCAGCAATGGAAATGATTCTGCTTCAGTCTCTAAGTGGCATTATCTTTCAAAGAATA
AAGAACTGCCCAAGCCATGGGACTCTAACCTACTTGAAGTTTTGGATTTATGGAGAAAAG
AGCTGAAGGTGGATGTCTGTCAATCAGTGTTCTCTCAAGTCGTTGAATTTGAGCTCAAAG
CAAGGGGAGGGGGCGGGGCTTGTAGACTCTAGTCTGATCTCGGTACCTTTGTGGCAGCCC
TTAATGTGTAGACCACTAATGGATGAGTTGAAAGGTTTTCCACTGTATTTTAGTTTTATA
ACAGGGTGTTTTTGAAGTAGTTATTTTAATTCAATGAGTGTAGATAATAATCAGCTAAAT
TGACCACACAAAGAAGAGGGGTGAGAACATTGACTTGCTTTGATTTAAAAATGTACCGAT
GTGAAAAAGGGGAATCAGTCAACTCCATGAAAACGGGATTTCTTTGAAGTGGAACTTTTT
TTGTTTTGTTTTCTAAAAACTGTTTGTCATGTGTTTTTGAATAAGATTTGCTGTTGAGCA
TTAAAGTAAGAGACAAAGGAGCACTAAAAACATTTTTTTAATATATAGACATACATATTT
CTCTTTAGAATTTAAATACAGAGTAAGTTGCTGCATTTTGGGAAGCTTGTCAAAAGTAGA
GTTCACTGTCATTTCCTTGGAAGTATGATCTTGTTGAAAGCGGTTTAAATGAACTACAAA
AATGAGACTGTTAAACTAGCATCAACAATATAGTATCCCTAAAATCCATCTACTGATGGA
TGTTTAAGCATGCTAGATTTAATTGCAGTATTCTTGGATGCTACAAGTTAGGGTAAAAGT
TTTCTCTAAAACAAACGTTTAAATCTTCCTTTTTGTCTGTTGGTCATTTGGAATGCACTT
ATATTTACTCTCCCGAAGCTTTTGTGAAGACTTTTGTTACACAGTCTATGGGATGATTTC
GTATTTTGTGCTGTTTGTGCCAAACCAATGTTTATACCAATAGATAAGGATCTTAACCTT
CTAAAAACTTTTCTCTGACATTGTATGAATCAGCTTGAAGCGGAACGCTAGTAAAACTTT
GCCAATTTAACAGAATAAGATGTTGATTTATGTTTCCACAGATGAAATGCACAGTAAAAT
GAGTGTTGACTGATTTCTAGATG
>CL3367Contig1
TTTCAAATTTCAGTAAACATTNATTTACAAAGCAAAAAGCGTGACACAGAGTAAACTCAA
ACTGAATATAAAAACTTGTGATAACATGATAAAATACATTACCGTACACAATGTATACCT
CATGGAAGGTGTTAAATAAACTCTGTTTTTTGGGAGTGCAGAGGGGCCGCAGGTCAAAGG
GATTATTGCATTTCACGTCATGTTTAAGGCAAAAAACAAGACACAAGAAGGAGATGGAAA
CACCTGGGGTAACAATAAAGGAATATTACTTGTCTGTTCATTACAGGGCACACAGTCACA
TAAACAGCGACCAAAGATGAAGCACGGGAAAAAGAGAACTCTCTGTTAAATAAAAAAGTA
ATGTAACAATTTTACAAAGAAGATTGGTCCATTCAGCTTTCATTTAAGAACACATTTATT
AGATAGATATATATATTTATATGTATATATATATTTATACGTCTGTGAGTGTTGCCTAAT
GAAAGAGTCCCTGCAGTTGTCTGATGAAGAGTGTCCCATGATGTGCAGTGCACCAAAACA
ATTTGTCGTCTTTGGTGCCTGGTGCGCTGAGCCGGAGTGAGTCCTTCACAACCTGAGTCC
TCTCCCTTTAGTCCTACCGCCCGAGGTATCCGTCTGACGCCGCTGCTTCTCAGTATGGGT
AATGTTTCTGCTTCTTCCCAGCGAAACACGACAGCCAGGTGCAGATCAGCATGGCGGCGG
CGGCGCCAGCCCCCGTGCAGTAGTACGCCCAGCCGATCTGACAGGAGCCCAGCTTGAACT
GGTCTGAGCTGTTGTTGCAGGTCTGCCGTACTTCCTCGCTGTCCCATCCCAGGGGATACA
GCGCGCAGCCCGAACCAATGAGCAGACCTCCAACAAACTGGATGCCACCGGCCACTCGGC
CAATCGTACGTGAGATGAGGTCGGAGATGCAGCAGCCCATGAGGGCAGTGAGTGCCACCA
GCAGGAGGAGGCCACACCCGACGCCCGTCACCACCGTGCAGATCCTCCACTGCAGGCTCG
GGATGCCGTGGAAGGAGGCGTAGCGCCCACACTGCTCCAGCATCACCGTCATCTGCCTCT
CCTCGTCCCTCACTGGGTAGGAGCAGCGCCGGAATGTACCAAAGGACACCGGCTTGTCCA
TCTGTGTTCCCAGCAGCCAGTAGGGCATGAAGAAGCCGACGCAGGAGGCAGCGGCGCTCA
GCAGGGACAGCAGGGCCCAGATAACCCTCGTGCCGA
>CL3368Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGAATACTTGACGTTTTTATTT



TCAGTCTGACACCTTCACCCACAGCCTCATCCATTAAAAACCACCAAAAACACTTGAATT
TGTACATTTATACAAACACACACATGCTGCGCACATCTGAGAGGAGCTGAGGGTTCCGTC
TCCGCCTGCTTTCAGAACAGTTAGATACTAAACCACAATGAAATAACGGACTCTGCGTAG
AATAAATTATTAAGAGTATTGCAACAGTCCCACAGTTATAAAACAAATGGATGATTCTGG
ACAATCATCAGCTCCATGAAAGTTAGAGGAAAAGGGCACCCTTTGAACAGAATGCATTAA
ACATCAGCCTGTGTTCACAACTATCAGGCTGATCTGTACAGAACCACCTGAGGAGCACAG
ACTCAAGAAGTCATCCTGGTTAAAAACCAAGGAGTAGGGGAGGCCATTAGCACCAGTTAG
CTGGCTTTCAGGGGCTCATCAGAACTGCTCCATCAGCTGTCGGAGGTAGGGCGCCTTAGA
AATCTGCCTGTTGACCCGAGACAGCTTGTAGAGAACGGGACAGTCCAGGGAGATGCAGGG
AACCTGCCGCTCGGCGCCACCGCTGCAGCTCCTGCAGATCTTCAGCAGCTGCTCCTGCTG
GCTCTCACACTGCCTCATGTCCTGGTACAGAGTGACGGCGACCCGCTGCGGCTCGGCCCG
GCACTGCGAGCACACTCCCAGCTGAGTCAGCTCGTCGCACACGGGACAGTGCAGCGTGGT
GAAATACTGGGAGATGGTTCCTTTCCTGCCCACCCTCGTCTCCTGCTGCCGCCGCCGAGC
ATGACGCCTTCTGGACCCGGGGCAGCTCCTGGTACCAGCTGAACACGTCCACCCCTATCA
GCTGGAACATGCGGGCAAGCGGCGGCAGAATCTGTTGGTGATGTAC
>CL3369Contig1
ATAACCTTGACAAATCTGTAATACATTATATGCTACTGTTTATTTTAAAAAAGAAAGGAG
AAATATCAGCAATGTGTTTTTTTTGTCTTTCCAAGTCTCGCACATATTCCAATCAGCATA
GCCATTTGTGTTGAGAAATACAGAGAATGAGGCCACTCACAAAAAAAAAAAAAAAAAAAA
AAAAAACCCCNTNCCCCCNCCCCCCCCNTTAAAAAAAANCNC
>CL3370Contig1
ACAGTCTGCAAAATAACGTTCTGTTAAATGTAAACTCATGAGACATTGATGATGTTCAGA
CTCAGGAAGTGCAAACTGGTTTCGGCTTTCATCAGAAACCTTCCTCGTCTACTTTTACCA
TTTTGACGTTGGGTGACCAGATTTGGTTTTGTCCATACATGAAGCGGTTCTTCTTCTGTC
TTGTGGGACCGGATGGTTGAACACACGCAGTCCGCTGGTTTCAGGTCTTGATCGGCGGAA
AAATCCAAGGCGGGAAAGTCTAACAGTAAAACAGCCGCAGTGAAATGCAGAGAATCAGCG
GAGCTGGAACCTGTGTGCCTCCCTCTGAGATGATCAACTCAACATTTACTCTTTAAAGAT
GGTGACTTGATTGTCTTTTCTCATAATTTTGATGGTTTTCCGCATTTGAAGGACTCCTAC
GTCCTTTAATGGGAATAGGGAAAAAAGCGTCTCAACAGCGGCCGTCACCAAACATCGACC
TGTTTGAACCGATGGGCTGAAGACGTCAGCCTGAATCCTCAAAGACGCCTTTGGGTGGAG
GTTTGGGGAAACACCTTCAGACCTTTCATTTTGGAAGAAAAAAAAGCAAAGGAAGGACGG
ATGGACAGCTGTTTTTACACGAGCAATCAAGCCGAGACTGAATCCAGATCAGACATATCA
GTGTCTAGGGATGTGGAAAACCTTGGAGCCCCTGGAGCTCCAAAGCAGCCTTCTGCTTCC
ACTCAGTTAAGAAGAAGTGAAGTTTTCTGTCGCGGCTTGTCAGGAGGAAACTATAGAGAT
ATCTGTGTGCTAAAATGTTTTTCTGCTTTTTGAACGTTTCATTATTTTCTACCTACTTTG
TTTTTCCTCCAAGCTGTCGTGTGTTTCGCTAAGTTTTGTATTTTGGACTTTTGAACCAAG
CTATTTATATTGGGAAGGTTGTCATATTGACAGGATGTGACATCATCCACATGGAAGGAG
AGGCTATCAGTTAATGGGACCCACCCCGCCTGCACGTTGTGTGAAACTTTTATCTTTAAT
ATACATGCGATCTTTGGAAAATTACATTTCAGAACTGTTGGATACTAAACCTAACGAATG
TGAACAAAAGGCAGCTTTGGAACCGGACTGCATGTCTCTAAGACAGTAGTTGGACAATTT
TACATTCAAATGAATACGTTTGAACTTTACTGAGTATTACGCCCCCCAGTGGTTATCTGG
TGATTCAAGTCTTATTTTTTGCATGGAAAGGTTTTCCTCTTGCCTTGGTTTAGTTCTGCT
CACTCTCTACACATTAAAGTTAAATGAACAGGAAATGTTTCTATGCTAATGATCC
>CL3371Contig1
CCTCGTGCCGAATTCGGCACGAGGCGCTGTTGTTCTTTGCACCGTTAACGTTCTCACCGT
CGTCTCCGATAAAGCTGACGGAGCTCATCGGTACTGCGCGCCTCTGCGACCCGTGACTGT
GACTCGACATGACTGCCGCTGGAAGCTCGGTTTCCTCGCACGTGGGAGACGTCGAAGAAG
ACGCGTCACAGTTGCTGTTTCCCAAAGAGTTTGAGAACTCTGAGACGCTGCTGAACTCGG
AGGTCCACATGCTGCTGGAGCACAGGAAGCAGCAGAACGAGAGCGCCGAGGACGAACAGG
AGTTGTCCGAGGTCTTCATGAAGACTCTCAACTACACGGCCCGCTTCAGCCGCTTCAAGA
ACCGCGAGACCATCACTGCCGTGCGCAGTCTCCTCCTGCAGAAGAAGCTCCATAAATTTG
AGCTGGCCAGTTTGGCGAATCTGTGTCCTGAAGCTGCAGAGGAGGCTAAAGCTCTGACCC
CCAGTCTGGAGGGTCGCTTTGAGGATGAAGAGCTGCAACAGATCCTGGATGACATTCAGA
CCAAGAGGAGCTTCCAGTACTAAGACCAGGACCAGCAGCTGGACCTGAGACCTCCAGAAC
TCTCCTTAACAGAGGCAGCGTGGTTCACGTTCCACCGGGACCAGAAAAATCACAGAACAT
TTAATCCACCCACCACCCAGCAGAATCTTGATGTACTTTAAAGGCACACAAGATGCTGTT
TGTGTGTCTGATTCTATCCGGTCTGTGGAAAATCCAGCACATGTTGATAAGAAAACTGTA
TCTGTGCTCTGCTCCTTCGGGTACCTATGGGCAGAAACTCAAATCCATCATCAGTGAGCT
TATGCCGAACACCGCCCACTCGTACTGCCAGCTCAGACCTGCAAGACCACCTTCGAGACA
GAGTCCACACAAAATTGATTCCCAACAGAACCTTCTTGTCCCAGAAGAACCCCTTTTAGT
GCTTTTGTGTGGTTGTCTGTCCAAACCGCTTATTAGGAGCGGAACAGGGAACTGGATTTA
TTGTGTTGATTGAAAATAAAAATTTAAAAACTCCACCAAGGAACAACCAAGCGAAAAAAA
AAA
>CL3372Contig1



TCAGAATCACCACCACATCCTCCACAGCTTTTTGACACTTAATGCAACAGAATTTGATAT
TAAGATTCGAGCAGTGACACTGACAGACAGAGAATTTGTGGCTGACATATTGTAAGTGTA
AACAAACACACATATTATGTAAGATACAATTACTTTGAAAACAACATGGTGTGGAATGAA
CTTTATTGACACCAACTAGTAAAATGTGAAGCCAAGTTTTACAAAGTCTCACACAAAAAT
ATGCATTGCAAATGCTGAATTTAGACGTCAAATTGAGTCCAGATTTTTAGGAGACACTCA
CCCAAAAACAAGACAATACATGAATAAATAACAAGAGTTTGCATCGTAGGATCATAGGAG
ATCAGGCTACATCTTTTGAGATTTTTGCTGCTTTTAGTAAACAATTCTTCACATTTCTCT
ATCAGTTTCATCAAAAATATTGTGTGTAGTTTTTGTAAAATGAAGGATCAGTGGCCAAAA
GTAGAACAGAAAAATCCTCACTTTTTTAGTAATCACAAATTTAAAATGTTAAACAAATTC
AGATTATTAACTTGATCCAAGCTATTTCTTTATGTCCCATTTGTTTTATGTTTTTCTTTA
ATTCAGTTTTTTTTGTGGTTCTGAGGTTGACACTTTTGCGTGTTTTCATCTTGTCTGCAT
TTATATACAGTCAGAATTGTGTGGTCTGTATATCAGAACCACCTTTTTCCTCAACGCTTT
TTAATGCTTTAGGCTCATTTTGAATAAACAGAGCTACTCTGGAATACGGTGTTTTTTATC
AATAGGTCCATCTTTATCTTAACTAAAAAAAGAAAATGTATGTTTTAACCTGAAATAAAA
AAGTTTCTGTGTCTCGTGCAGAGTTGATTGTTGAATGGGGACAGTTTTGAAACAGTGCTG
TGCCTCACAGTCTAACTATGGACCCGAGCACTTTACTGTGAAGAATTAAACATATTTAGG
ATGAGAGTCTGACCCCAGAAAAGCCAAGTTCCTCCCCCCCCATCAGACGCTGAGCACCGT
CACTAGGAGCTGATGATCTGGCCAGACCAGGTCTCATGTTTGGTCCCCGGGTTCAGGTGT
GTGATCTTCACATCCACAGCCTGCACCTTCACATTCTTTGGTGGGACTCGGCACACTTTG
TATGTGACCTCATCTCCTTCAACAGGAACATACTCCCCCTCGATGTCTGAGATGTGGACA
AAGATGTCTTCCCCGCCATGCGACGGCTGGATGAAACCATGACCTTGGGATCTGGAGAAG
TTTTTACAGACGCCCTTAAAAACGGGACCTGAGTGAGCACGGACCGTCGCTGAGTAGGTA
CGGTTGCGTTTGGTCGGCAGTGGGCTGGGAAGATCGTGCGGCACCGGTTGCTCCCTTCGC
TCCTCCCACACCCGACTTCCCTCCCTAAGGAAGGGGAAGGAGAGGGTGAGAGGGGCATTG
GGTGAGCGCAGGGGGGTTCCTGAGGGAGATGTGAGGCCAGGATCTGCCATGTCTTCTCCG
TGATTGGATGGAAGCAGGACTGGCACGGAAGGTTGGATGCCGTTGACAGTCAGCTCTGAG
CGCAGGGAGCTCAGGGAGGCTGGCCTCACTGCAGGCACTCAGCTGTTATCTGGGTCAGAG
CGGTTGATTCAAGTGCGTCAAAAAGATGAGTGACAAATGCAGGCTGAAGGTGGTCTGACT
GTGAGTCTGTGCGTCTTTGAAGTCGGCGTGGATTATATTAAGGAAGTATTAAATA
>CL3373Contig1
GAGGGGATCTTCTTCTGACACCACCCCGAGNGTCAAAGATTGTCTGCTAGTTCTTCATTC
TGTCCGTGAAGTCCAGATGCACGAGTCTCGGTCAGAACCAGCAGGCCACACCGTTCAAGC
GAATCCGGGGGAGAACAGAAATATCCATGAGAATGAGGGTCGACTGAAGAGCGTCCAGAC
TCCTCCTCCTGAGGCACCAAGGGTCCCAGGGTCCTTGTCCATGATGACCCCACCAGCAGA
GGCTCCCCAGCAGCTGCAGCAGACGGCTCCACAGCAGGTTCTCACTCCTCAGCAGGTCCA
GGCGCTGCTCCAGCAGCAGAAAGCACTCATGTTACACCAGCAACAAATTCAAGAGGTCTT
CAAGAATCAGCAAGAGCAGCTGAACATGCAGCTGCTGCAGCAGAAGAATGCCGGCATCGT
TAGTCAAGAGCTGACGGCTCAGCAGATCGCCATCCAGCAGCAGCTCCTGCAGGTGCAGCA
GCAGCATCTCCTCAACCTGCAGAGACAAGGCCTGCTCTCCGTGCTTCCCAGCAGCCCCAG
TGTAGCTCCAGTCTGTGAAAACGGCGGCATGCTCTCTCCTGGTGCGGACATCAGAGACTC
CCCCAGTCAACAATCCACTGCCAACAACCATCAGACTCTCCTGAAGAGAAAAGACAGCGG
CCCGGTGAGTGAAAGTCCTCAGAAGAGTCACGCTCTGTACGGAAACGGCATGTGTAAATG
GCCCGGCTGTGAGATGGTTTTTGGAGACTTTCAAGCATTTATCAAACATTTGAATAGCGA
GCACACGCTTGACGACAAGAGCACAGCACAGTGTCGCGTTCAGATGCAGGTGGTTCAGCA
GCTGGAACTGCAGCTGAAAAAAGACAAAGAGCGACTGCAGGCTATGATGGCTCATCTCAA
GTCCTCTGAACCCAAACCTGCTGCACAGCCAGTAAATCTGGGGACAAACGTGTGTTTCTC
CCAGGCAGCGATGCCCAAAGGCCCCCCACCTATGAGCCTCTCTCAGAGCGCCACAGCACC
CTCCACCCCGCTGACGCCACTGTCCGAGTCCCCCTCTGTCCTCACTCCCAACAGCATGTT
CACCGCCACCCCCGTACGGCGGCGATACAGCCGCTCAGTCAGTCAAGATATAATCGATAA
TAAGGAGTTCTACCTGACCACTGAAGTCAGACCTCCATTCACGTATGCCTCGCTCATAAG
ACAGGCTATTTTTGAATCTCCTCGCAAACAGTTAACGTTAAATGAAATCTACAATTGGTT
CACGAGAAACTTTGCGTACTTCCGGCGCAACGCAGCCACTTGGAAGAATGCAGTCAGGCA
CAACCTGAGCCTGCACAAGTGCTTCGTGCGTCTGGAGAACGTCAAAGGAGCCGTGTGGAC
GGTGGACGAGATCGAGTTCCACAGACGAAGGCCTCAGAAGATCGCAGGAAACGGATCCCT
GCTGAAAAACTCGCAGAATCGCCCCAGCATAGCTGGCTCTGCTCTCCAGATGACGATGTT
TGTTGAAAATGATTTCAGGGCGGCGGTCTGGACGGCAGCAACTCCTTCTACAGCCCAGCC
TCCATGGGCAGCATCCCCCTGCACTCCCTGCCTCATGTCCTCCAGGAGCAGATGAACGGA
GCTCTGGCGAATGGATCCGGATACCAAAGTGACAGTAGTGCGACGCAGTCTCCTCCACAA
GCTTTCATCAAAGAGGAGCAGGAGGACGAGGAGATCTGCGAAAATTACCCCTACGAGTCT
CATGCGAGCACCGACGAGCACGGCCACAGCCCGGACATGAACCAGGAGGAAGACAACAGC
AGCCCAGAGAGGTCCAGCCTTCATCTGGACCGCGTGCCTTCTCTCTGACCACAAGGTCAA
CATTTTTTTCACTGCGAGGCAAACCTAATCACAG
>CL3374Contig1
TGGGACGTTTGTCAAAGTGAGATTAATTACCTGCTTGAAAAGAGAATATTCTTTCTTTAA



ACAGTAAGATTCTTTATAAACAACAATCGGGACAAATCATCTCATCCATACATGGCCTTG
CCCCCCCCCCCGNGCTGCTACTTTGGCAGGATTGNGGTCAAAGGGGCACGCCATGCTCGG
TAACCTGGCTGAAACAAACTCTGTTGCTATGGTTACTTATATACCCTGAAGGTTACCTTT
GGTTTTGGAACTCTAACGGAGGATGCCAACAAATGTCACACACCGNGCTTTCAGGAACCG
GCCCCTGGCGTCCACATGTGAGGAAACCTTTGACCGAGCATGAAGNGTTGNGATCACNCA
NAAATGGAGCCNACNCNCAGTCCAAAATGAAANAGGACNTTTTTAATCAAAGGATCACAG
AGCAACATTGCCGNGGAACAGCCCATCACTTTCCAGCGTCGCTGCCGCCAGCTTCTTCTG
GCCGTTTGGGAGGAGCTGAAACGGCGTGAAGGACGGGCGGGGTGGTCCTGTTCTCAGCTG
CTCTGCTCCCGCTGTGGTTGCTGCTGATGTGTTCGCTCATTTCCTTTCGGTTGGTTGCTC
TGTGGCCACATTGTACGCAGGTGTAGCACCCTCTGGTGTGCTCCCAGAGAACACGCCGGC
TGCAGCCCAGACCCTGACTTTTCCTCCAGACGGCTGGGGACCCGTGAGAGGACACCGCGG
GTAGGGAGACGGGATGAGTGGCCTCCGAGGTCCAGGTCTGCGTCTGGACTTGACTCTGTA
AATCAGGAGGATCCACCACCGCTTTAGGAGTGACGGGCTTCAGAGTGGGAGGAAGGCTAT
AATAAGATTCACTCGGGACTGGAGAGGCCGTTTCCCGGAGCTGTGTGGGGGGGTGATTTG
GAGGAGAGATTTCTTGGAGAGGCAAGACCGGAGGGTCTAGCATGGGGGGGTCAGTGGGAC
CCGACAGGAAGGCAGCAGGGACACATCTGTCCGGCGTTGTGCTTTCAAAGGAGGTCAACT
GGGGTGAAGATAGGGGCTCCAGCTGAGGGGACGGCTGCTCAGCAGGCTTGACCATCGGAG
TAGCGGGCTCTGCAGCTTTGGGTTTACCCCGAGGCACCTTGGAGCAGGTGTGCAGGTGAC
CCAAAAGATTACGATACGAGCGCAACTTTGTGCGGCAGCTCTCACACTGGAAGTAGATGT
TGGGTTTGTGGTGAAGCCTCGTATGCACCATCAGTTTCTGCATGCTGGGGAAGGAGGCGC
TGCAGCCCACCGTGGAGCACAGCAGCACCTTACCGTTCACAGACTCGGCCGGGATTTCGT
GCTCCTTGATGTGGTTCTGGAGCGAAATGCTATCTTTGTAGGCTCGTTTACAGCCGCTCA
GTGGACAGTCCCTCCTGAGGATCCCTGCTTCGTTTCCATTTTCAGCAGAGACGGAGACGC
TGTTCACCGAGGATAACATCGCTCCTGAGGTAACAATAATAAAGGGCCCCGGCCATAATG
CCCGGG
>CL3375Contig1
CAGTTTTTTAAACTAACTTTATTTCTGGTGTTCCTGAATGAGCCACAAAATGATCAGGAA
CCTGAAATCGGAGCGAGAGTCCGACCCGAAGCTCAGAACTCAAACTCCGTCCGGTTTTCT
GGGCCGTCTGCTCCAAACACCGAGACAAGCAGAAGGATTTCCTTCTGGAATCGTCTCCTC
CGACCCAAAACAAACTCGCTTATCTCAACCAGAACCTGCAGCCTCAAACTTCACGTCCTG
AAAGCTGAGAGCAAAGTGAGCGGGTCAGAACCGAGTCAGGGTTTCAGAACCACCCACGTT
CAGCTCTACATGAACATGTCATCGTAGCCGGGGGGGGGCATGTGGTCCGGATCCGGCCCT
GGTCTGTGCCGCCCGATGGGTCCAAACGGGTCGAAGCGAGCTCCCGGTGGCACGGCTCCG
GGGGGCAGAATGTCCGGGATGCCGCTGGAGGGGTCGAAGCCGGAGCGGGGGAACCCCGAC
CTCAGGGGGTCCACGATCATCCCGCCCCCACCTCGAGATCCGAACGGATCCAGATCTGCT
CCCCCAGTGGCAAAAGGCGGAACTGCAGGCTCACGCCATGGATGCTGCGTTCCCGGACCA
GGACGTCTGCTGGGAATGCGTAGAGGGTCGTCCTCCTCTCTCCTCCTCCTTCCTCCTGCT
TCGTCCTCATCCTCCCGCAAACTCCTCCTCCCTGCTTTCTTCTCCTGGGGGGGCAGCAGC
TGAGCCCTCACCTTCTCTGACAAACCGTCTCCATTTATGAAAACCCTGTCAAACGTGTCC
AGATGGTCGGCGTCCACGTGATCCTTCATGTTCACGGTCAGGTCGGTCACCTGCTGCGTG
CTGCAGTTCATCAGGTTGAATATCACAGCAGAGTCCACGGGGACGGCTTTCAGCAGCATC
TTTGCGTCCGCGCCTTCGTAGCGGAGACTGTACAGCTCCTTGTTGCTGCTCCAGTCTGCA
GGCAGGAGCTCCGACTTCCGGTCACCGCTGCGGGGCTCGTCTCCGGAACCGATGCACCGG
TATCCTCCCTTGATCATTTCCCAGTGAACGAAACACACGAGGGCGTCCTGAGGACAAGTC
AGGCTACCTGTGACGCAGGTGTACAACACCTCCAAGCCTGCCATGTTGTCCCTCGTGCCG
AAT
>CL3376Contig1
AGTCGCCAAGTCTGTTTGGCTGCGTTCTCTAGCGCAGAGTGAGGTTTTCCTTGGAACAGG
TCTAAATTAGGCAGAAAATAATGCGGGCACCTTCTGCACTGCAAACACGAAATAAGCTGC
AATAGAATCCCGTTCAGGCGGTCGCCCAGGCAGTTCTCATCCCAGTCCGACTCTCTCGGG
TGTTTCTCACACTCGTAGGAAACCAAAGTTTTCATATGGTAGTTATTCAGAGGCTGTCCG
GGCAGTTCCAGGTGACGGTCGCGCAGCGCCTTCAGCACCGACAAGCACTTCTTCCTGCAC
CCACCCAGCAGGAGCCGGTTCTCGGCTTCGGCGAACTGCAACACCCAGGCGTCGCTCTCC
GCCGAGCTCTGCTTGCCGTTCAGGGAATAGCACTCTTTGGATAAAAGGTTGAAGCCCTCT
GCTTTCACCTCTGCCACCCGGTTTGGTCCGGGCCAGGGGATATGCGGTAAGGGCCAGTGC
GCAGCGCTGCGTGGCCAGATCCCAGTGCACTTGAAAGCCGGCGTGATTTGCACAACGTAT
CGGTCTCTAATGCGCAACTTGACTTCACTGGTGTCCGCTACCATCTTGACAACATCTCTG
TAGCTGCATTTGTCGACCGCCTGGGCCACCAGCGTCTGGAACCGGGAGCGGATCTTGCGC
GCCGAGAGGTAACCGGAGGCTGTGATGAACTCGACCCACAGAGACATGCTCCTCTTGCGG
CCGTCGCTCAACTTAAGGACGGCGCAGCCGGGGAGTGAGCCGTCATCCACAAAGTTGAAC
ACCCCCATCTGGTTCAGATAGAGAACCACCTCGAACTCTGTGGGGGAAATGACCTCCAGC
CCCTCGAAGCGGTTATCCATCTCACTGAGCGAGCTGATGAAGCGGGGCTCCTGCACCTCC
ACCTCCTTCAGGACATCCGAGACAACCTTGCACACCTCTCGTATGGTCTTGGAGATGGCT
GCTTTCCGAGATTGGCATTTCTCGTTGTAGTATTTGTTGAGGTGATACACCAACTTTGCC



TGCGCGGCTATCATATTAGGGCAGAGATCCGGGTTATACACCGGAGTCTCGCAATAAGCC
GAGGGATCCAACGCGGCTGTTTGTACGGGAGCCAATTTTAGAGAAGAAGAGGAGCAATCT
AAATAGAAAAAGGGGTATATTTATAAAACAATCACGTGCTTAAAGCACATGCGCAATAAT
TAGAACATGCACTGCTGTGCGTAAATATCATTGAAGTGATCGAATAAAGTCCTCGAAATG
ATCCGGACGGGGTCGTTAAAAGTCCATTTGCGCCGGGAAGAGAAAAAAAAAGTATTTTTT
GGCTCTTTGCTGGTCGGTTCCGCGTAATTGTGCGTGATGGTGTGCCCCCC
>CL3377Contig1
GGCCGCGGNCCGTTTTTTTTTTTTTTTTTTTAGCCAGCAGGGATTACATAACTTGTGATG
TGACCCCTTATCATGTTGCACTGGTGGATTAGGGTCATATTGAGGCGAGGGGATCAACGG
TGGAGGGCCTTCTGAGCGCATGTGTGGTAACAGATACAGGAATTTATCGAGGCAGGGCGT
GACATGAAGAGCTAAAGTTAAATGGTTTAACCCCGTATAGGACAGTCATAGACACAATCT
GGAGGTTTGAGGTCAACACCTATCAGGATGTCCACTGCAGAACGGATTCATATTTAAACA
CTCTTTTTCCTTTATTGTGTGAGGGGGGACTTAAAGCTTGGAGAATCAGGATGTCCAGGA
CTGCATGTTACGTAGCATGGCCTCAAATCGCTCCATGTTTGGGGCGTGAGCGTGGGGTAG
ATGGTCCGTCAGGCGACTGTACAGACTGAAAGACTTTAACTCCAGCCAGATGAAACCGAA
ACGGTCCTCGTCGAAAAGCACGAAAAGTCCAGGGGTGCGCTCTGGACTTGTAAAGCCATG
CCCTGCAATCAGGCCCGTCCCATAGAAGCACTTCCTGCAAGTGCGAGGATACACCTCATT
GCGAGCCACGACACCCAAAGGCAACACAAATGGCTGAGCTTCTGGAGGACTACTGCTCCT
GCTGGGGCCGGGCTGGCAGCTGTCTGAACAGGCACCGTGGTCACCCTCTTCTGGTTCTGG
CCCGCTGGTACCACCACAAGCCCCCTCCTCCTCTGCAGATTTAACTGTGGGAGGAGCTAC
ACTGTCGTGCTGTCCCGCATCACCCTGCACCTCCTCGTGTATCCTGAGTACAAGCCGAGA
CAGCTCCTCAATGTTACGCTGCTGCTCCAAGTCTGGCAGGACCACCGGCCTTCTCAGGTC
GATGTCCAGTGTGAGCTGCCCGGCAGGAACATTAGGATCTCCTGTAAGTTTGGTGGCTCT
TGCAGACGAACCATGAAAACTGAGCATGACAATCTCCAGGCCATGACTGCCATAGGTGCC
TTTGAAAAGGCCTGGCTGCAGCAGGTCTGACGGCCTCGCAGGAGGCAGGTAGATCCGTCG
GTACGTTAAACAGTTATCGTATTGACTGGTGTAAATAAACTTCATCAGGATCAGCTCCTG
CATGTGCTCATGGAAAATTTCTTCCAGTGTTCGACCCCATTCTTCCTCCAGCCAAGTCCT
GAATTCCTCTTGTCTGCCTCCAGGCATCCGGTGATGATCAGTCTGGTTACATTTTGTGGA
AAATTCATCCTTTTTTACAGTCTGTATGTCTCCTTTGTGGGGGCCTTTGTGTCCATACAT
ACACTCTACTGTGGCCTTTTTGCTCTCCAATAAGTGGATGCGAAAGAGTGGCCGTCTCCT
CATGGGATCTTCCACCCGGGGGTCGTGAGGTGGCAAATACATCCAGCCAATGATGAATAA
CCCGTCCACCACAACATTGAGCAATCCCCCATAAGGCCCTATGTCAGGCTGCCACAGCCC
CAAGATATGCCTGTATGGGTGAAGCAGCTTGACATAGAGGTCCTGGCTGCACACGCCTCC
TGCTTCCATCTTCCTCAGATCCTCGTTCATGCCAAACTCTTCCATGCATCGCTTTCTCCA
GATGGTTTCTGTGTTGAGGATTTGTCTGAATTTCTTACAGACTAGGGCCACATTTGGCAG
AACAGTTCCGGGAAGCAGCGAGAAGATTTCCACTAAAAGCTCCGGCGGTAAATCCGCTAA
A
>CL3378Contig1
GCCACATCTCCATCCATGGAGAAGACTCCATCCGTCACGATCAGGCGCATGCGAGAAGAC
TGAGACTCTTGCAGTTTGCTTTCCAGGTCTTTCAGATCCATGTGTTTGTAGCGCAGCCTC
TTGGCTCGACACAGGCGGATCCCATCAATGATGGAGGCGTGGTTGAGCTCATCTGACAGC
ACTGCGTCCTCTGGGCTCAACAGCACCTCAAATAACCCAGCATTAGCATCGAAACAGCTG
GCATAGAGGATGCAGTCCTCCCTCTCATGAAACTCTGCAAGCTTCTGCTCCAAGTGTTTA
TGCAGATCCTGCGTCCCACAGATAAACCTGACAGAACTCAATCCAGCGCCGTGAGACTTC
AGAGCTTCAATTCCTGCCTGCACAACCTCCGGATGGCTGGACAGTCCAAGGTAGTTGTTG
GCACAGAAATTCAGTATACCTCCGCGGCCGCCGTCCACGTTGATCTGAGGCCCCTGCTGG
GAGGTTATAATCCTCTCTGCTTTCCACGTCCCCGCGACTCGAATCGAATCCAGTTCCTGC
TCCAGCACCGCTCTGGCTTCGGCGAGCGCCGCGTAGCTCCGGCTCAGAACCGAATCCGGA
CATCGCAGAACCGCCAAGGCTGGTTTAAGTAAACTGTGGCTAGCTTTCCGTAAAGACATT
ACTGATAAATAATTTAGTTTGAGGTGTCCAGAAGAAGTGACACACCGCCGACGCTGGGTG
AGAGCAAC
>CL3379Contig1
GCTGTTTAGGGCAGAGACAGCAAGCACGCGCAGCAGAGTAGCCATTAGCTGAAAAACTAC
GGTGAAAAACTAAAATAACGGTGCAAACCTGTTGTCAAGCCAGACCGGAAGAGGGGTGTG
AGCCAAATAAGATTTTATGCCATTACCAGACGAGTTTTGGCCAGGTTTTTGAGTCCCCCC
GAGAGTAATTGGGAGACGGTTCCGGACCGGATCGTTCTGGACTTCTCCTGATCCATGGAT
GGCGAGCCTACCCAAGGAGCACGATAATCCGGACTGCCTGTAGAGCATCACGTGGTCCTT
TACTTTTCCTCACTACTACAAAATCTCTGCCAAGGTCGCGGTAGGAGATTGAACACTAAC
TGTGGATCCAATATACTTTAAAGGAGCACTACCAAAACTGGATACGTCTGCTAACAAACT
TTAAAGGATTTTGCTAAGCAATTGGACATTTAGAAAAACAGTTCTTTGTTTGCTTTGCAT
ATTGAATTGTCTTTTGTTTGATATCTGATATTTTGTAACTTTAAAGGATACTTTTGGTGT
AAATTTAAAGTGACAAAACTGATTTACAAAAAAAGTGAAAAGGGTAAATATAGTGAACTC
AAAAGAAAGCTTAAACTAAATTTAAGTTAAATAAATTCAGTTCTGTAACTAAAATCCCTT
TAAAACAAATGACCGGTCATCTTTAATTAAAATAGATTGAAACTGAAATTAACTTGAACA



AAACCTTTTATTTGAACTTTAACAGAAAAAGTAAAGGAAGAAACAACATAAAGGGTGTTG
AAAAGGTGTCTTAACATTACTTAAGAACCAAATTTGTATGTTTATTGTTGTTTGTCAATT
GTTCAGTAAACTGCCGGCTTTTTCCATTCTAAAAAAAAAA
>CL3380Contig1
TTCTCTTTATTCACATTTCTCCTTTCTCTCCTCAGACATAAGCAGACCAAGAATATCGTC
AAAGTCAGCATTAAAATAAAATAAAATAAAGCAAAAATCTTTGATTTGTTCTCTCAAACA
CAAAGACTTTAATAGAAACTCATTTGCTAATAGTGAATTTGACACAAAAAAACAAGAAGG
ACAAATCTAAAATCATCTTTCATAGAATATAAGATCTATGTTGAAGTTGATGGGACACTT
CTTTCTGAGCTGGTCAGTCATCCACAATGCTACGCAGACCGCTCAGCTTCAAACTGCAGG
CAACCTCCTCCTCGTGACCCAATGAGATCTGTCGCTCCAAATCCTGAAGCTTCCATGAGA
TGGATGTAGTTGTCTTTTTCAACTCTGCTCTCTCTGGTTCCTCATCCGCCCCCTGGGATA
AAGGAGAGACTCCAGTCTCGTCTGAGGACAGCTGCTTTATTGTGAGTGGCATGGACAACA
GTGTGGATGAAGGAATGAAGAGCGGTGTGGATAAGTGCTCCAGTGGCTCGCCATTTAGCC
AGCGTTGAAGCTTTTCTATACTCCTTTTGCTTTCAGCCTTCTCCTCCTCTAAGCTCTGGA
GGAACTTGTGGGCCTGCCGCTCCTGTGTTGTGGGCACGTGGGTGACGTCTAGCGGGGTTA
CTGATGCTTCATCGGCATCCAGTGGACTGTGGAAAAGCTTTTGTCCCAGGGAAAAAGTGT
CCGATGTGGCAAAATCAGCTGTGCTCATCCAATTCTTTTCCTGTTTCTTCTCTTCATGCG
TCTTTCGCACCGCCTCAGTCCAATCTTCAGGTGCCCGAAAATCCTTCAACGACTCAGCAG
AAAAGTAAACCAGGATGTCTCCACCCGCTGTCAAGGCATCCCCACACACAGATTCTTCAG
GTCTTTGCCAGTCTTTCAGTTTGTGGTCGATGCAGATCATCACCACGTCATCCCAGGGAA
TCTGACTAATGCTCTGGCTTTGCGCTCTGCTGTTATACTCCATGTTCCCTCTGAATCCAC
AAGTTTGGGTGAGATGAGTTTTGACCCTGACTCTTTCCAGAAGATTCTCCAGACGCGATT
TTAGGAGAGGTTGACTGAGATGTGATGCTGGGATCTTAGCCGCATAGTGAAAAATGAAGG
AGCAAAGTTCCGACCATGAATCTGTAGGAGG
>CL3381Contig1
CTGTTTTTATTTATNNCACATTTAGAAAATGAACCACACTATACAAATGTCCACCGTTCA
GTGATGAATCTGGCCTCCTGCATGAACCCATGTGAGATGTGGCCGCGGCGGCTGGATCCC
GAGTGACTCCTGTCATCCTTGCGTTGTGGCGGTCACTGTGGTGCGGGTAGGCAGTAGCAT
GCAGAAACCTTTGGATGCGGCTCTCCTGACTGGCTGTAGACTACTTCATACATTTGCACT
ATATGCAGAGAAGGTTTTGTTTGTTCCTCTTTGAGTCTTTATTTACAATAAAAGGATGAA
GCGAGCGAGTCGTACGGATGGAACGGGACAGGCGATCGCGCTGATGGAGGTTGGAGCTCC
ATCACTGCAGGGGGAGCAGTTCTTCGTCGGGTTGGTGGGTCTGTGTGGTCGCATGACTCA
GGAATCCACACTTTATTATTCAGACAATAAAATTCAAAAGAAAAAAAAGTTACAAATAAA
AACAAAAGTGAGTAGAGCAGATGGGGTGCAGCAGCATTTAGGCCAGGTAGCTGTATGTGT
CCTTCTCTCCATCCACTCGCTCCAGATACTCCTTCTCTATCAGGATGTCGATGCATTTCT
TGATGACGGGAACTCGGGGTTTGAACCGAGACGACAGCTGATTCAGGACCTCAGCCAGGA
GCTGCTGGTGCTTCAGAACCTTCCTCATCTTCATGATCCTCACTATGGCAGCCTGGATGA
GGAGCTTCCTGTCCTCCTCGATGTTCTTGTGGGTCGTCTCCTGCTCTTGTTTCTGCTCAG
TCTTCATGGGAACGTTGATGTTCACCCTCAGCTTCTTATTCTTGTATCCCAGGAAAAGCT
TGATGACGGTGTCGGGTTTGAAGTCAACCTCGTCCACGT
>CL3382Contig1
CTGAGGAGGCGGTTCAGCACGGCGCGTCCTGCATCACTCACCTNTTCAACGCCATGCAGC
CTTTCCACCATCGGGACCCGGGCATCGTGGGTCTGCTGACCAGTGACAAGGTTCCAGCAG
GCAGGACGGTTTTCTACGGCATGATCGCCGACGGGATCCACACCAACCCGGCCGCCCTGC
GGATCGCACACAGAGCCCACCCCTCAGGTTTGGTGTTGGTCACAGACGCCATCACAGCCA
TGGGTCTTCCTCCGGGCCGACACACTCTGGGCCAGCAGGTCATCGAGATCCAGGGTCTGC
ACGCCTACGTGGCAGGCACACAGACGTTGAGCGGCAGCATCGCCACCATGGACATGTGTG
TGCGCCACTTCAGGCAGGCCTCAGGCTGCAAAGTTGAAGAAGCTCTGGAAGCTGCTTCGC
TCCATCCGGCTCAGGCTCTTGGAATCAGCCACAGGAAAGGAAGGCTGGATTACGGCTCAG
ACGCAGACCTGGTTTTGCTGGACGACTCACTCAACATCAAGGCCACCTTCATTTCTGGGG
AGGAGGTTTGGAGAACAGGCCCTTAGAGGAAATGCCTTCCCGCCTCTGCCGTCACGCTCA
GACGCCGTTCGGAGCTTCATCCACATCCGTCTGCAGTCGACTTGGGGAGGTTTTCCGTTG
GGTGGCACATGCAGGATGTCACTGAATGAGTCTTTGATGTAAAACCTTCTTGAGAATCGG
TCAGGTTGTCTGTTTTCTGCAGCTTCAGTGAAACACTTGAAGACCCACTTTGATTAAAAT
GCTATTTTTGGTGTTTT
>CL3383Contig1
GGAATGCCCGGNGGGCGCACCAACCCTNAGCAGACATGTGNGGCTNGNTGCACCTGAGNG
GGGCCGTNAACCNCCGNTNCGANTGGTGGAACCTGANGGAGGCGGGTGGCGGGGATTTGN
TGCAGTACGGACANTTNCNCGGNTTTGGAGACACGGCGGAGGACCTGAGTGACGGTGGCA
AGCCATCGCCTGCGGGGACTCCCATCCTCCTCCACTGCTCCTAGCTCCTACAGGCTGGAA
GAAACGATTATTTTGTCCAAAGACGGCTCCCAGTTGCCATCCTGATGTTCACTCGACTAC
AGTTCAGCCCACTGTTTCCTTTTGTTTTAGTGTTTTCCGGGACTGGAGGGTTTAGGTCCG
TCAGGAGTTTTGTCCTTCACCAGCTGAGAAACCCCTCTTGTACCAAAGGGAACGTTTGAA
CCCCCCCCCCGTCTGAAGTATTGATGTTGTAGGTCAGGTTTACGCAGAGCTGTACTGTAA



TTCTCTCAATGCACTGAAGACCTGTGGGGGCAAGCACGCCGTCCCCAAAAACTGCCTTAC
AGCAACACAATGAAGCTCATTTTCTACCTGTTCCTGCTTTTTCCTGATAATAAACTAGTT
TTGCATTTTCANACAAAAAAAAAA
>CL3384Contig1
ATCGAGTCATTCAGCAGGCAAGCACAAAGAGGACAAGAAAAGGCTACCATGGCATCTTTG
GGCTTGCAGATTTTAGGTGTTGCACTGGCTGTCTTTGGGTGGCTGGGAAACATATTTATC
TGCATGCTGCCTATGTGGAAAGTGTCCGCTTTCATCGGGAACAACATTGTGGTGGCTCAG
ACCATATGGGAAGGATTGTGGATGTCCTGTGTGGTGCAGAGCACAGGCCAGATGCAGTGC
AAGGTGTACGACTCCCTGTTGTCATTGCCTCCAGATCTCCAGGCTGCTCGAGCTATGGTG
GTCATCGCCATCCTCTTGTCTCTCTTTGGCCTGCTTCTTTCAGTGGTTGGAGGGAAATGC
ACCACCTGCATCGAGGACGAAACGGCCAAAGCCAGGGTCGCCGTGTCTGCTGGTGTTTTC
TTCATTCTGAGTGGGGCTTTGTGTCTCATTACTGTGTCCCTGCCTGCTAATACCATCATT
AAGGACTTCTACAACCCCATGATTCAAGATGCTCAGAGGAGAGAACTGGGTTCATGTTTG
TACGTGGGCTGGGGAGCAGCAGGATTACTGTTTGTTGGTGGTAGTCTTCTGTGCTGTCAG
TGCCCATCAGGAGAAGGACGCTACAATGGTCCCAAATACTCCCCTCCCAAATCCACAACA
CCTGGGAAGGAATTTGTCTGACCTGCCTTCATGCCTCAGGCGCATCCGGACCTGCAGAGG
AACTGCAGCAGAAGCCCGTCTCTTATCAATCTTTTAATCGCATAGTGACTAACACTTTTG
TTTTGTTTTTTACTTCGGCACCACGGCTGTCTGTGAAACAGACACAGTACGAAGAGGAAT
TAAGCCCGTGGGACTGATGCACTAAATCTTCATGCATGCTTGCTTTAAA
>CL3385Contig1
TCACGACAAAACATGTTCCTCAACCTGCTGTACAAAAGCCTAAAGGCGGACGTGGTGCTG
CGGCGGGTCAAAGCTTTCGTTAAGCGACTCCTGCAGGTCAGCGCCGAGCAGAGCGCCAGT
TTCGCCTGCGGAGCGCTCTTTCTGGTTTCAGAAGTCATGAAGGCCAAGCCAGGTCTGAAG
CTGCTGCTGCAGGAGGAAGGGGACGGGGAGGAGGAGGAGTTCAAAGACCTCAAAGAGGAG
AATGATTTCAGTGATGATGATGGAGAGGAACGCTTTCTGGATGCAGACAAACAGGAGGAA
GGAGTGAGTGAGAAGGCAATGGAGGCCAAACCTGCAGCATCATGGGTACACCACCAGAAC
AGAGAAGGAAGGAAAAGCTCTGAGCGATACGATCCTCTTCATAGAAACCCGCTCTACTGT
GGTGCTGATCACACCACACTATGGGAACTGCAGAGGCTTGCTCAGCATTTCCATCCCTCG
GTTTCTTTGTTTGCAACCACCATCCTTCAGGGAGAATCCATTCAGTACACAGGGGACCCC
CTGCAGGACTTCACCCTCATCAGGTTCCTGGATCGCTTCGTCTTCAGAAATCCCAAACAG
CTGAAAGGAAAACAAAATACAGACTCTGCATTGTTGAGGCCCAAACAAAGGCTGCCTGTC
AACTCTTTACCAGTAAATTGTGCCGAGTTTCTATCCAAAGAAGAAAGTCAGATTCCCGTG
GATGAAATTTTCTTCTATCGCTTCTTTAAGAAAAAGCAGCAGGAAAAGCAAAGCCAAGAC
CGGCAAAGAGACGACGATNGTGAGAGCGTGGAGG
>CL3385Contig2
GAAAAAGCAGCAGGAAAAGCAAAGCCCAGACCGGCNAAGAGACGACGATAGTGAGAGCGT
GGAGGAGGTGGAGGACGAGGAGTTTGAGAAAATTCTGGACTCTGTGGAGGGAGACTCGTA
CTTTGTTGATGTGGCTGAAGACGATCTGGACTTTGCTGGGAATGTGAAAAGCAAAAAGGG
CAAGAAGTCTGCAGAGGAGTCTGAATCTGACGACTCTGACATGGATGACCTGGATGATGA
AGAGGTGTCTCTGGGCAGTATGGATGAAAAAGACTTTGATTTAGAAGATGAGCTGGATGA
GGATGGAGGGATCTTCATGGATCCTGATGGAGGTGAAGATGAGGAGCAAGACTCCCATGA
AGATTCCACTGTTGAGATGGAAGTTCCTGGTACTTTTCCTCAAACAAGGAAAAAGAAGAG
GAAAAACACAGAGGAGCTGGACTTTTCTGGATCCTTAGGATCAAAAAACAGGAAGAAGTC
AAAGAAGGGTGCAGCCATGTTTGCCTCAGCTGAAGAATTTGGCTCCCTGCTGGACGAAAA
TGTCGACTCCAAGTTTGACCACATCGGCCTGAACGCCATGGCTAACCCAGACAAAGCCGG
CCAGAAGCAGCTGAGGTGGGAGGCTGAGCGGGACGACTGGATCCACGGCCGCGATGCCAA
GACGCTGCGCAGGAAGAAAATGATGGCCCGATCCAATAAAGGGAGCAGGACGTTCAGGAA
CAGGAAGAAGAAATAGCAGCTGTTGCTGTTTCTGCTGGACAAGAACTTTCATTCCTGTTT
AGCCGACCAGGCTTGGTGGTCTCGCTCCCGGATCCCGTATATTCCCGCCCACTCATTGGA
CTGATAATAAACTGGGGGGGGGAACAAAGTGGTTTTTAGATTCTGTCAGATGTGACTGAA
GTCGCATTCAGGAGGGCTGCTCTCCTGCTGATATTTTTGCTCTTGTAAAGTTAAAGATTT
AATATCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>CL3386Contig1
TCGTGCCATGCTGAAGCATGGGGGCAGGACCCACATGGAGCCTGGTACAGCACTGGGGCC
AAAGCAGAGTCAAACGCAGTGACTGTTTACCTGTACGCAAGAGCTGCCGACCTCCTCCTC
ATCCCTCTGGTGGTGGGAGTCTCGTCCGCATTATTCATCTGCATCCTCATCATCAGCACC
GTGACCTGCTGCTTCATGAACCGTCTGGCCAAACAGCGTGGTCGCAAATAGAGGGTTCTC
ACCGTTTCCTCCTGGCTGTCTGGGAGCTGATGGGTCATTGAGAAGGCAGAAAGGACTTTA
ACATCATAGACGTTTTCTGACTTACAGTCTTACAAATAATGCCAAAAAATGAATTCTCTT
GTATTTTTATATGCAAACGTTACAGTTTGATGATGCACCATCAGGCATTCAAGCCTAGAT
TCTTTATAGCAACGCTATATACACTTTCTATGGACTCTATATGTAAAGAACGAGGAAAGT
GGTTGACAAAAAAGCTTCAATTTGTGTAGTTTCTGCAGTTTGTGTCAAGTCTGTACTTCT
CTCTGTAAGTCCCTCTAAAGTTTACTTGATGATGTATGTGGATCATAATTTAAAATGCAA
AAATGTTCCGTTTTATTATTGAAAAATGTTAAACTTTTTCATTTCCCCCTCCCAAAATAA



TCCAACAATGTGCACGTTTGAGTATGATTAAACCACTGATGCTGACTGTCACATGAATGC
TGACTGGATCACTTTAGCCTCCAGGACCCCAACACCAGCCAGTCCAACCCATGGAGTCCA
GCTCTGTTTTCACATTTAGCACTTAAACAATAGTTTAAAAAAAAATCCTACTGGGACAAA
AGGCTGTGGTTTCATTAAAAGTTATCATCTTCTGGCTAATCTTATTTTTTTTCTTCATAT
TTATATTTGTGAGATTTCTTGTTTCCTGAGTGTGGTTTTAAAGCTACAATGTGAAAAAAA
AGTGTTTTCTGAACAAAGTATAACGATTGTTTTGCTTAAAGCGTGCAGTCCTCAGGCATG
AGGACTTC
>CL3387Contig1
ACCCGGGCATTATGGCCGGGGAGACTTCGTCCACCCCGTCGTCGCAAAGCTATCGACGGA
AGAAATTTGACCCCAAAAAGGTTTTTAACCAAAGCTGAAATGTTTAAACTTGAAGGACTC
GGTCCGAAAATGGACCCAGAGGAGATGAAAAAGAAAATGCGAGAAGACGTCATTTCCTCT
GTACGGAACTTTCTTCTTTACGTCGCTCTGCTCAGAGCCGCCCCATATGTGCTAAAGAAG
CTGGACAGCATATGAGAAGAGGCCGAAGTCCAGCTGGATTTACCACCATCAATCAAGAGA
TTCCAGCATCAGAGACGGCGAGGACCTGCAGCAGATGTGGGCCATTGAAGCATCTCTTGT
TCTTCCATCACTGCTTCAAAGATCTTTTTTTTTTTTTTAGTTTTGTTAAATGTTTTAAAT
GTCTGTCAGCCTTTATATTTAACACTTACTGTTTGTTAAGTGGAGAGTTCTGTTCAAAGA
AATGTCTTTTAGTTGTACCGCTCAATAAATGGAAACAATGGTAATTTATTTGAGCATCTT
TTTTATTTTCTTTATTTGTTTTTTTTTATTCTTTTGTTTTTGTTATTTCGTTTTGCGATA
GTGTAAGCAGGCGTAATTTAACAAGCATTTTAAATTCCTTGTTTTTCTCAGTTGTTTAAT
TTTAGAGCCAGAAGTTTCTTATTCCAGGTGTTTCTGGCTTTAAAAAGCTTCCCTAAAACA
ATTTTATTAGACCACTATGTTGTCATTCAATTATTAGATTTTTTATTA
>CL3388Contig1
TTTTTTTNNNAGCTTTTGGTTTCATTTATTCAAATGCACAGTGTGTGCAGCTTGGNAGTT
GATGTGTAGCTGCTTGGGTTGCTTTACTCCTTTATAACTTTGGGTTTGAAGTCATGAGCA
ACAGCCTCGGTCAGTTTCTCTGCATACTCTGCATAGCGCCCAGTCATCTTAAAACTCCAT
TTGTCACTGACTTGTCTGTTCAGATTCAGATCCATTTCTACAACCAATAGTCCATCTTGG
GTTCTGGAGAGTCCAGGAGTGCGGCTGCCGTCAGGAGCTGCTACGTAACTGGACCCATAG
AAATGTCCAAAGTCATGGTGAGCTTTCCTCCCATCCCCTGATGTGAACTCATTTTTGAAG
TGTTCTGTTCCGACACGGTTGATTGCACAAGTAAAACAGTGGTTGGCAATGGCGGCATTT
CTGGCTTCTATCGGCCACATGGGCTCGCTGAGTGCTCCAACAGTAGCAGAAGGATTGAAG
ATGATCTCGGCTCCGTTCATGCTGTACATGAACCAGTTGAGTGGATGATGCCGACCATAG
CAGATGTTGACAGCAATTCTCCCAAACTGTGTTTGGAACACCGTGTGGCCTGTGTCTCCC
TCCATGTAATATGTGGACTCATTGAAGTCTCCCACTCTGGGAATGTGGTTCTTCCGGCTC
TTTCCCAGCACGTTGCCAGAGTTGGAGATCACCACTGCTGAGTTCCACAGTTTGCTGTGT
AGCTCCTCTCTCTCCAGAATTGGAGAAATGATTACCATGTTGTATTTTTTGGCAAGCTCC
TGGCAGAAGCGTGTTGTGTTCCCTTCCTCAGCAGACTCTGCAAACTCGGTCCATGGTTCC
TTCTCACGGGTACAGAAAGCAAAGGGCATGGTCCAGGTTTCCTGAAAGCAGATGATGTTG
ACACCACACATGGCTGCCACCTCCACGATCTCACCAACTCGACTGTGGATTGCATTTATT
TGTTCCAAGACTGGAGCATCAGTTGGCAGAACAATCTTGTGCTGAACCAGTCCGACTCTG
GTTCTTCTGGGTGGTCTAAGTTGCTCCTGTAAAGCGTCAAACTTGAAGGCTTTTAGCTCA
AAGTTTCGCTCAGAAGCAGCTTCCACAGCAAATGCAGGGAGGTCCAGCTTCAACGTTTCC
TTCCCATATAAGATCCGTTTCACCTCCACCAGCTCGGCCTCCGGCAGGTGTGACTCCAGA
GATTTCTCCAGGGACTCAAACTCACATGAGGACATTTTTGCAGTTTTCTTTAGTCTAAAG
CTTCACAGCAGCAGCACAGATCAGTCTCACCGGTTTGAACACGTTTTCTGTTTCTCCTGT
TATATAATCTATAAATGCTTTGGAAAAAA
>CL3389Contig1
TTTTCNGGTTTAAAATATGACATAAGCTCAGGGATTGTTAAGCATAGAGCACAGAAACAG
TAACCAGCACAAAGATTTAGCAGCTTTTTTCATAGTTTAATTACTAGAAAAAATCTTTTA
GCACAATGCTTCACTTGGCATTTTACTTTATACACATCGGGTTTAGAAATGGCTGCACAT
CCTTAAGTGCATTCTTGGTGTAAGCTGATTTCAAAAATACAAATTCTTTAGTCAACATCT
TAAATGGTGGTGGTGTGGGTGGGTGTCAGAGGCTGGCTGAGTCCTATGGTGCTACACAAC
CAGCCAGCAAAGTCCACCTCCTCTGCTTCAGACTGCTTGATGAAAGGATGTACCACTAGC
TGCTTCAGATCGGCCCTTTCTGCAGGATTCTTTATCAAGCACTTGTTGACGAAATCTTGA
AACTCAGAGCTGAAAATTGCAGGAAGCTTTGGTGGAGGCTCATTGACTATGTAATCAAGT
AGTTCAAATATGGCCATTGGCGGTCTACTGTCTGGTCCATATGAACTACCCGGCCGTCCA
GGTGGGCGTGGTTTTGGAGATTCACTGGAGGCCGTTTCCCCTTCCACAGGGAACCCAAAA
ATCTTTTCCAACTCTCTTGAATCAGGTGGAGGGATAGGAAAGCGTCCAATGGCCATTTCT
ACTAAAGACAGGCCCATGCTCCATATGTCTGACTGAACTGAGTAGTGAGTTCCCTGTAAG
CGCTCTGGCGACATATAGGAGCGAGTTCCCACAAAGGAGTTGGCCATGGAGTCAATCAGC
TGCCCGCTCACTCCAAAGTCACACAACTTGATCTCACCTCGGGAATTCACCAGGATGTTA
GAAGGTTTGACATCTCTGTGCATGATCTTGTGCTTCTCACGCAGGTAAGACAGCCCTTTA
ATGACAGCAATGCTGACTTTGCCAAGGATCTGCTCTGGGATTTTGCCTGCTTTCTTCAAA
GACTGGTCCAGGGAGCCACCGTCCATGTGTTCCATGCAGATGCTGATTTCTCCATCGCTG
TAAAAAGCTCCATAGAAGCCTACAATGTATGGAGAGTTGCACTCATGCAGAACCTGCAGC



TCCCGGATGATCTGGTTCCTGATGGCTGGTTTGATCTCCAGGTGGATCAGCTTCCTTGCC
ATGATCAAACCAGAAGGTCTGTGCGAGACCTTGAAGACGACACCTCCGTTGCCTGCACCA
AGCTCACAGATTTTCTCAAAGTCGTCGTCCTTCAGTTCTCCCACTTTCTGCTTCTGTGTA
AGGAAGGCCTCCAAGCGCTTTCGCTGCTGCTCATCCAGCTCAAGCTCCTCTAGCTTCTTC
TGCAGAGACTCCAGGTTCGTCTCGGAGGCTCCGGTTCCGTTCAGTGTGTTTCCGTCGGGA
ATCGGGTTCAGCTGGATCGGTTCTGGCTTCCTTCTCTTCTGCATGTTTTTTCTCAGGAAT
CGGCCTTTTTGTGGAATGAAAGCCGTGAGGACGGAGGGACAAGGCGGCCAGACGAACCAG
TGGAACGAAAACGGAGCAGTGCTGTCACGACCTGCAGACCCAGCGCAGCTGATGCT
>CL3390Contig1
GATTCGGCACGAGGGTTCCTCGATGTCAAACGGCAGCAGAGGGTTCAGCGAGGCATTGTG
AAGGCTCAGGCTCTCTGGAGAGCGCACTGCTCCCGCCAACACCACGACAACGCCNAGCTT
GTCAAACTAAGACATCGATTACGTCAAATTTCTGCTGAGGTTCGAGAAGAAGACAAACTG
TGCAACAAAACGTCCTCTGCGCTGGATTACCTCCTTCGATATAAACACTTCTCCTACATT
CTAGAGGCCCTCCAAAACTTGGAGACAGCCACCAGGCTCTCACCTGAGTGCTGTGAGCGG
TTAGTGCAAAGCGGAGCCACCAACGTCATCTTCACGCTGATCCGCTGTTGTAACAGAAGT
GTCCCCTGTATGGACGTCATCACCTTCTCCATCCAGATCCTTCTCAACCTCTCAAAGTAC
CAGAAAACCATAGAGGCTGTGTATTCAGTGGAAAACTCTGTGGAGACTCTCCTGGATTTG
CTGCAGAGATACCGAGAGAAGGCGGGGGATAAAGTGGCGGAAAAAGGCGGAAGCATCTTC
ACCAAAGCCTGCTTCCTTCTCGCTCTGCTCCTGCAGGACAAACGGCGTGCTGAGGCTGTC
ATGAAGCTGCCTAAAGCCTTGGATAGGATCCGCAGCATTTACCGCCTCACTGCTCGTAAA
CACAAGATGGACGCAGAGAGAACCATCACCAAACAGAAAATGAACGCCTCAATAAACGGG
AGCTTCTTTGTTCCAGCAACGCCCCGTAAATCACGCCCTGCACCCAAGTTTGCGCCAGAG
TGGGTCCTCAGAAAGGATAAACTCAAAGACATCGTGGATCCTCTCAGGGCCATTCACATG
GTGGCAGACACGCTATCCATTGTGTTGTAAATAAAAAGGAAATTAATATGTTCTTACTCG
GAAACCTTTTTTTCTTTTTAAAATATGTTTTTTCATTCATTTTACTTTGTAAATAATAAA
CATGTTGAAAAACATGTTTCTTGGTTCTTACTGTCTCCATTTTTTTCCTTTTTGCAAACT
ATTTCACATAATGTAAAGCTGCAGTTT
>CL3391Contig1
GATTCGGCACGAGGCCTCTTCTGGATCATCCAAATCCTCTCTAGCAGCCTGTAGACGGGC
CTGCACATGTTCAAACCATTGTCCAACCAGTCCTCCTTTGTCCTGAATGTTTTGGTTGGT
TGATCTTTTCCATGAGAACAGAAGCAGCAGCAGAAATGCAGAGTGTCAGGCGTTCTGTGA
GGAGCGCCTGACACTCTGATCTTCATCTCTGCACTCCTCTCTTTAGGAACAAATAAGAGT
TGAGGTCACCAGTCTGGGCCAGAGACGAGTTGAAGGTTTGATTCCTGTTCTCCTCAGTAA
AAAAGATCCAGAGAAACGAAGGAAGGAGCTGCTGGAAGCCCTGTCGCCTCCCATCCTGGA
CTACCTCTGCGAAAACGCAGCTGACATGGTGAAGGACAAGGCCACCGGAGTCATCATCAG
CGACATCCTGGGCTCAGCCTGCGGGGACCTGCGCCCCGCCATGACGGCGGTGGCTCANCT
GGCCAATCAGGAGCTGGTGCCGGGAGGCGTGGACGGAGAGCTCCACATGGCGGAGCATCC
CGCAGGTCACCTGGTGCTGAAGTGGCTCATCCAGAAGGACGGCGAGCTGGCCCAGGCCGG
CAGAGAAGAGCGCTTCGGCAGAATTCTGGTGGACACGGTTGGAGCAGAACGGTTGAAGAG
CTGGGCCAAAGTGAACAGAGGAGCCATCGTGCTCTGCAGCCTGCTGAACAGCTGTGAGCC
GTCTGTGGCTGCAGAGGTGAAGACGGCGCTGCAGTCCATCACATCCCAGCTGCACAGCAC
CTGCAGCAACCAGGGGGTGCAAATCCTGCTGCAGAACCTGAACAAGTAGAGCCGCTCGGC
CACGAGAGGACTGCTGACCAGAGCCGTGAGGAGGCTCGCTCTCTGAAACCCGTCCTCCAA
ACCTCCTCTGCAGTTCCACAGATTTTAAGGCTCTCTTCACCGTTTGGTTCCAGTCAGGAG
GACGGGTCCTTCAAGGTTTGCAGAAGATGTTTCCGGCTCCAAAGACTGCAGAGAGCAGAC
TGACTTTTGTAAAGGAGGCCTGCAGGAGCAGGAGGCGCGTCCCGCATCAGCCCGACACGT
GTCGGAGGAGCAACCAGGAACTTCAGGAGACCTCCTCGCCGCTCTGGCTGTGGGCGGAGT
TTCTGCGTGGCTCCTTGTCACTGACTAGTTTCTCTGCTTCAGATATTGTAAGATTTTGTA
ATAATATCTGCTGAATAGTGTTTCTAAAAATAAAGTTGGTCTGGATCTTCACCTCCTGCT
CAGGACTTCAGAGAGAGAA
>CL3392Contig1
TTCACACCGACTCCTCCCTCAGTGGTAACGCACAGGCTCCGACTCCCGCCTGCAACAAAC
CCCACCCACAACACTGCGCTCCAAAAAGAAAAACGGGGAAGCTCCCGTGAGCTTTTCTCT
GTCCCTCTGAAATGTCCTGATAAAAACCAACAAACACTCGATAAAAGACAAAAAAAACAC
AGGTAACAAAACTCCATCTGGCTCCGCCCACTTCACACATCACCACCTCTCATTGATCCA
CTGGGATGAATGGCACCTGAGGAGGCGTGGCCTGCACACCCTGTCCTCTTCAATGAGGGG
GACGGGGTGGAGCTAGTCGGAGTCTGAATCGCTGGATTCCTCCGACGAACTCTGATCATC
GTCATCCTCTTCATCGTCATCGTTCTCATCGTCATCCTCACTGTCTGAGCTTCCTGAAGT
TTCGTCGTCATCATCAGACTCTGTGGAGTCACTTTTCTCCTCTTCCTCGTCAGAGTCGGA
CATGTCCTGCTTGGCCCGATACGCCATCGCCCTTTTGTTGACGGTGACAGCCGGAGGGGC
GGGTCTTGATCCGCTGGCCTTCCCCTTTGCTGTGACGCGGACTTTGGCCACAGGACTACT
GCGGACTTTTGTAGTGCTGCGACGTTTCGAGGAGGAGAACTCTTTGTAGGCCGCTCGATC
TTGAACAGAGAGAGACTTGACCCAGGCCTCCAACTCGGCCTTGTATTCCACCTGCTGCTC
CTCCACCTGCTTCTTGTACTTGTCTTTCTGGGTCTGGCTCAGCTTCTGCCAGCGTTTGCC



GATCTCCACCATGCGCTCCTTCAAGCTGAAGTGGTTTAGTTCCCCATTGGTCAGCAGTTC
CTGGGAGAACATCTGATACCCGCTCACTGGAGGTTTTTTGGGTTCTCCATCAAACTTGGG
CTTCCTCTGTCCAGCTGCAGGAGATCTCATCTCCAACAGCTCCCTCTCGTAACGCTTCTG
GTCCTCTGCTGCTTTCTTGATCCATGGAATCTTCTCCTTCTTCTCCATTGATTTCCAGGC
TGCCTCCATCGCCACCTGGGCCTTCCTGCGATCGCTTCTGTATTTAGCCAGGTAGTCTCC
AATTACACTGTGCTGCCACATCTCCTCAGCCGTTTTCGGCGTCTCTGGAAGCTTCACCGT
CTTCTTACCATCCCGCCGATCTTTGGGTGGTCCGGGGGATACCCACGACTCTGGCTCCAC
TTCACGGGTACGCTCCTTCACTGATGGAGATTTGGCTCGATGTGGGCTTGAGGCTACGGT
CCCTTTGGAACCACCCATCTTCTCCTCTCCCAGCACTCTGTCTCGTTCTTCATCTGGAAG
ACTCTCAAGGAACCGCTGCAGGTCGATGTCGTACTGCTTCTTTTTGTGCCC
>CL3393Contig1
TTTTTTTTTTCAGTATTTAATGTTTTTTATTAACAATGACGCAAAAAAGATTAAAATATA
AGTTTTGTAAGAAAAGGTGGTTTTTATTTTTGTAGATGTAAGCATGGCACCCTTTCGGTC
AACATGTGGCACGGAAAGGATTTTGAAAAATAACAACTTCCCCTGTTTTTTGTTTTTTAC
AAAATAAAAGCAGCAATTTATAGTTTAGACTTCACTTAACAGCTTGCTGTTCCTCTTTAA
ATTTTCTTTTTTTTAATATTAAAAATAAAGCACAGTTTTTAACTTGACAGTCATTACAGT
AATAAAAAATAATTGCTAGACATCACCTTTTTGGAAGAAATGTTAAAGATTGCTCAAGAA
TTAGAGAACCCCACTAAGACTGGACAAACACATATTTCCGTAATGTCCGATTAAAAATGC
AGTCAAATTTAATTCTGCTTTGACTAAAAAACTTTGCTTACTGAAGGGGCAACTTCTGTA
TATGTGTGTAATTATCATTATAAGTCATTTTAACTTGCCTTCCCTTCACACATATGCATG
CACACTCAGTCAAGGTTTAGGAAACTGTATATTTGCCGAGTAAGTTTGAATGTTCATAAT
TGCCTTGCTGCGCTTGTATGTTTTTATATAACTGAGAAAAGTTGTACGCAGTGTTGGTGT
AGGCTTCACGCATTCGTATCTGTCATTTAATTGTTGCATCGGTCAAAAGAAGCTCTGTGA
CGTCTAATTGTGCGCTGGTTTTATAAATGTTTTTGTCTGTGTCTGTATAGTTTTGTGCCG
CACAGCTGTGGCTTTGAATGTTTCAGTTTCGTTTCTAAATCCTTGTAGTATAAATTACAT
TTTATAAGTATATAAACAAAACAAAAAGGATAGTAATTTATCTATGATATGAAGAGCATG
TAATTTATTTTTATTTTTAGGAATTTTTGTTATCACCAGAGTTTGTGACATTTTTTGTAT
CTTATTCAAAAACGGACAGCAGCGTGCGAGGAATTATTATCTTAAAGCTTAAGTTA
>CL3394Contig1
TTTTTTTTNNGAAGGACAAATGTTTTATTTTGCCTTAATTGTTTGTGTGAAGATTTTCAG
GAGAAAACAAGAAAAACCTTTTTCTAAACCAATAGAACAGAAAGGTCTTTAGAGGTGAAG
GCACCTTTCCCCGGAACGTGTTTCTGCATCTTCTCCGGCCCATAAGCGGCTCTCAGGATC
CATAGTTGGCCTCATCGAAGGCTTTTCGGGCTCTCTTCAGCTCCTCGTTCATGGTCAGCA
GGTCTTTGACTCGGGCGAACTTCCGGGGGTCTTTGCGGATCAGGAAAACGATGTCCTCCA
CCTGGACGCGGCCATCATGCAGCGGAGCTCCTTGGAGAAGAGCCGCTTCCTCCGCCCGTG
AGACACATCAGCGCCGCCGCTGGCGTCCTCCAGCTCTTCTTCGAAGCCGGGCTCGTCTTC
CTCTTCCGCCATTC
>CL3395Contig1
AGGTGTCTGAGGAGGAGGAAAAGGCGCAGACGCTCCAGATGCCAGCAGATGATGAAGATG
CTTCCTCTTTTCTGCTGTTTTGAGGACGTGTGAGGGGGCTGGACGAGAGAGGTTTTGGTA
TTTTTTTTAAATCCTGAAACGAGGCGCCGCGGGCGCGCGCACAGGTAGATGAGATGCAGG
TGTGACCATGAGAGCGGCAGGCATGGATCTGCTGTGGAGGATCCTCGCTGCCTTCAGCTT
CGACTGCTTCAAATCCGACTCTTCCTCTTCGAGGTCTCCTACTAAGCTGAGCTCCAGCCA
GGCCGGCAGCCTGGACAGCAGCTCCCTGACCGGATCTCTGTCTCTGGGTCCGGATCTCCT
GCACTGCCAGTGCTGCATTTCCTACGGCTCCCGCCTCAAGCGCCTCTCCTGCGGCCACCT
TTACTGCAGCCCCTGCTGCGACCAGATCGTCAACCTGGCCTTCGAGGACATCGAGGGCCT
GTCCGACTACCCCTGTCCCATGTGCAAGTCCATCCGTCAGCTGGGGGGCCTGGGGCCGTC
GTCCTCGGGCTGCCTGTACGGACCCTGCGGCATGCCGCCGGAGCAGCAGTCGGCGGGAAA
GCAGCACGGGAGCCGGTGGGGGTGAAGCTCCTCGCCTGAAAGCACTGCCATGAAACCATC
ATCCGCTTTCTGTGGGTGGAGGGGAAGAAGAAGTCCTGCGTAGAGGAACAGCATGCACTT
CTGTTTTTTACTGGACTCCATAGTCTGTATTTTAACAATTCTAACCTTCTGACTTTTGAC
CGTTCCGAAGCTTTGTTTTTTTTGCACATCAAACCGTTAAACGTGCATCAAATGTTCGGG
TTTACCGTCTGACTGTGCCATGCTGCCTTCCCAGTGTTTGAAATAT
>CL3396Contig1
CGGCACGAGGGTCTCCATCAGGGTTTCAGATTGACCGCTGCCGTGCCATGTCGGACGCCG
AGGAAGTGGTGGAGGAATACGAGGAGGTGGTGGAAGAAGAGGAAGAAGAGGTGGATGGAG
AAGAACATGGGGTAGAAGAGGAGCAAGAGCCAGAGGAAGAAACTACACAGGAGGAAGACA
CGCCTGCTGCCACAGAGGCTGAGGAGCCCAATGAAGAAGAAGCAGATGAAGAGGGAGAGG
CGGAGGAGGGGGAAGGGGATGGAGCCAAACCAAAGTTCAAGCCCTTTGTCATGCCAAACC
TGATCCCTCCCAAAATCCCAGATGGAGAAAGGGTGGATTTTGATGACATCCATCGTAAGA
GAATGGAGAAAGACCTGATGGAGCTTCAGACTTTGATTGAAGTTCACTTTGAGAGCAGAA
AGAAAGAGGAGGAAGAGCTCATCAATCTGAAAGATAGAATTGAGAAGCGTCGCTCTGAGA
GGGCAGAGCAGCAAAGGATTCGCAGTGAGCGAGATAAAGAGCGCCAAAAACGTCTTGAGG
ACGAAAGAGCTCGTAAGGAAGAGGAGGAGGCCAAGAAGAGAGCAGAGGATGACGCAAAGA



AGAAGAAAACCTTGACCAGTCTTCACTTTGGAGGCTATATGCAAAAGTTGACAGAGAAGA
GGAGCGGGAAGAAGCAGACGGAAAGAGAGAAGAAGAAGAAGATCCTAAATGAAAGACGCA
AGTCTTTGGACATCGAGAAAATGAGTCAAGATAGACTTAAGGAGAAAGCCGTGGAGCTTT
GGGAGTGGATGCACCAGCTGGAAGCTGAGAAGTTCGAACTGCAGTACCAGTTTGCCAGAC
AGAAATATGAGATAAACGTGCTGAGGAATCGAGTGAGCGACCATCAGAAAACAACCAAGC
GGACCAAGAGAGGCCTGAGGAAATGAACGGCTTGGATTCATGTGACCACATACACCTCTG
ACATCAACGTTAGGGCTAAATCCCCACTCCTTCCTTTAAAACCTCCACCTTCAATGCCAT
TTGTTCAACTTCTCCACCTACGCATTGTTTTTTTCCCCTGCAATTCCTATGTTTTAGTAT
GAAGGTCC
>CL3397Contig1
TATGGCCGGGGGAGCCAGAGGATATCCTGTGCCCTCTCAGCAATTGAAGCTGGAGAGCAA
ACGACAGACAAAAGAGCTGAATTTAGTGAAATAAAAGGAGGTTCAAACTTTTTTTCAAAG
CAAACTGGAAGCAAACATTTGATAGACGGAAAATGATGGAAGAAGTGAAGGATACGTCCT
CATTTCTGAGCGTCCAAGTCCACAACATCAAAGTTACAGAAGTGCTACAAGAGGGAGATT
CGCTCACCTTTATAATTGTGTCTCAGAAGTTGTCTGGAACAGGAGAGTTTCATGTGGATC
GAACTTACGAAGACTTTGAATGGCTGCAGCAGCACCTCTACTCCATGGAGGATGTCCCTG
GAATACAGGGAGTCATATTTCCTCCTCTTCCTGCAAGACCTCAGGTGAACGCATCGTCCA
AAGTTCTGAAACATCTTGGTGTCCTTGGATTGGGAGAGTGGCAGCCGTACTGCAGAGCGC
TGGAAACTTTCCTCCGGCAGGTAGCGGCACACGGTATACTCGGCAAAAACAAGGGCGTGG
AGATCTTTCTGACGAGCTCAGATCCTCCAGGAAGACAGAAAGCAAAGAAAAACATTTTCA
ACCGACTGAGTCAAGCCGTGGAAGAGATGAGGAAAGAGGGCCATAAGGATGTGGACGACT
TCTTCCAAACCAAGCGAGATCACAACTTTTTGCTAACTGGTTACACCAAGATGGCCGCTG
AGAAATTCCTGGATGTGGTGCATACAGAGCAAAAAATTGCAGTTGCCTGCGGTCACTTTT
CAGCCTCTCTTCACCTCTGCATGGAACCAGAGGAGAATCCTGAAAAGCACGATTTTTCTC
AGGTTTGTGTGAAATTATCAGAAGTCTTCAACTCTATGAAGAAAAGCATGACTAGCGCTG
CCATGAATGACATGAATACTCTTGGACTGGGTCTGGATCTGGAGTCTCGATACCAGGAGG
CAGAAAAGGAAATGCTTTTTAGGAGAACCTGCAAGCTGGTGGAGCTGCAGAATGCGACGA
AAAATGCAGACAAGGCCAAACCCCTGAAGAAAACTGCGATGGAGGAGGCAAAGAAAGCAA
CAGAGACGGAGTTTAGGCAGATTTGTGAGGTTGCAAAGAAAGAGATAATTCAGCTGGAGA
GCAAACACGTGGAAACACTGCAGCAGGCTCTGGTTCAGTGGTGTGAAAAGCAGCTTCTTA
CAGCCAAAGAAAGCGCTGAGGTGTACAGCCAGCATCTGCAAACTTTTAAACGGATGTAGT
GACTTCAAGGATTCACTTTTTTACATAACCTGAACCTCCAAATATAGCACCACAGGGTGG
TTTATGTACATTTCCTTCACTCACAAAACATTTTCTTATTTCAATCAGGTAAATCGATGC
TCACACTCGCACACATTACCCATATTCTCCTAAATCACAATAAAAAAATCTAGTATCATC
ATACTGAAGTGATACGGAAGTGAGATGCTTTTACTGTGCTGCCACAATGTGCTGAGATTG
TATTGTACTGCAGGAGCTCGAGGCTCACAAAATAAAGTGTGATGAATTGATTCCCAATGT
GAANAAAAAAAAAAAAAAAAC
>CL3398Contig1
ATGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTNNATCACATAATTTATTGATATATAT
ATTTTTTGCATTGGATATTAAACAGTCTTGAGTTTAAAGTTTAGTGTCAACAACATCCCA
AAAGTTATACATAATCAAATCAATCTTAGCAAATAGCATTGCACCGGGCCCCAGGATCCC
AAACAAACACGATATCACAGATAAGTAGCCTTTATATTCTGTGCTTTTAAATTAAACCAA
AAGCAAACCAGAAAAAACTAACAAATCCGCCCACAAAAGATCGATTTGGTAAACAAATGC
AACTCAACCGCAAATATTTTAGCTTGACAGGCAGCTGTAGTTGTAGATATCTCCTGAGTC
AACATGCAAAAGTCCACAAAACTTTTTTTTATTTCCACCGGTACTTGTTTACCCCGTAGC
TTCATAAACAAGTTAACCCTGATCAGTAAACATATCTAGATTCAAGAATACTTGACTGAG
TTGCTGCCTGTTGTGTAGCCAGTTCCTTTGGAGGAGGTGGGCAGCATCGGTAACCCAGAC
TTTGGGTCTTTTTTGCAGCGATCCAGAGCTTGTTTGTAGTTAATCTTCTCCTGTGTTAGT
GGGTCTAAGATATCCTTCTCATACGTTGTCTCGGCTTGCAGTTCCCTCATCATTGTGCTG
TCTATCATTTTGGACGTATAGGCATCTGTGACGCTCATCCTGCCGCCTGTTTTGGGATTG
ACCAGCCCTCCGGTCAAGAGCTGGACCACCATGTAGCGGCGTGCAGTCTCCTTTAGCATC
CAACCGTTCTGTACTGCTTCACCCGCAGACAAAATCCTTCTGGTTGTGGGGTCTTCCACT
CCAGTAAAAGCTTTTTCTGCATTGAGCAGTCGCTGGAGTTGACTTTCCTCAATGAGACAT
CTGTTTGCTGCCTTGTGAACTGTGTATCTGTCCTTGTTTTGGATGTCAATGATGCCACCT
GTTGCTGCCTGAGCCTCCAGCAGCCTTTGGGCAGTGGTGCGGTCTATCAGTCTGCGCTGG
GTGGCATTACTTATTGTAAAGCAGGTGCCAGTATTTGTGTCCATCACTCCTGCAATTGGG
TATAGTTCCTCAGTGTTGGAGCGGTCTAAAGGGGCTGAATTTACTGGAGTGGCAGACTTT
GGGAGGATTGAACTAAGCTGCTGTTGCTTTTTGTCAACACCTGCAAGCATCAGGGCAAAC
TCTGAAATGGGAATTTTGCCTTTTTTGTACTGTTGCAGATCGTACTCTGTTATCTTTCCC
TCTTTAATGGCATCTTTAATGGGATACTGCTTTCCACTTTTGCGGTCTTGCAGGACAGAT
GTCTCACCATCAGGTCCCATGGAGGTTATTTCTTCCCAGTCGGACTCTAACTTCTGCAGA
TGCAAGTACTGCGGACGATCAATGAGGCCCTGTATGTAGGCATCATAGGGAGACATGTCT
TTACCCGTTTCTGGATCCAAGATAGTGATTTTGGTAGACGTGTTGGTCTCTTTGGTCCTT
GACTCAGAATTTCCCTCTCTTTGCACCTCTTGCAGAAGCTCACGAATGGTACTGTCTCGC



TCATGGATCTTGTCTTTTTCATCCAATATTTGTCTCTCTAGGCGCTGGACATCTGACTCC
ATCTTGAGGCTTTTCTGCCTGTTGAGTTGGGTTCTTTCACTCATTAGTCGGTTTTGTTGC
TGGAAAGACAGGCTTATGTCGTGTTTCTTGGCCTCCAGCGTTCTGAACTCTCTTGTGAAT
GTGTCCTTATCCCTCAGTAAGGAATCCCTCTTCAAAACGAGACTCGTCTCTTCTCTGGAA
GTGCTGGATTGGCCGCTCTTCAGAAGATTGAGTTTGTCATTGCAACGTCTGATTTCATCC
TCAAGCTTTTGTCTTTCAAATTTGCTCAGAGAGACCTGCTCTCTCAGGTTATCCCTCTCG
GCCTCTACAGCTTGATCTTTCTCAACGCGGACAACCTCTTTATACACCGTTCTTTCTCCT
GACTTCTCCTTTTGCAGAACTTCAAGTTTCAGAGTGATGCTACGGATGTCTCTCTCGAGA
CGCAAGATATTGCTGGTTTCCGTGTCCATGCTGGAGCCCCGGCCATA
>CL3399Contig1
ATTCGGCACGAGGGTTTGCGTTGGGAGTGCTGGGCTGCAGTCTGGTCGAAGGTCGAATTG
TGACCAAATGCGAACTGAGGCAGCGGCTAATCCAGGTGATCGCCACCCTCCCACAGTCAG
CTCAGCATGCGGGACTGAAAGCAGATGACATTGTTGCCAAGATCGTGTGCCATGCAGAGC
AGGGCTCCAACTTCACCACCAGTTTGGTAACCGAGGCTGCAGCTGAACTCAGCCAGGAAA
ACAACGGGGGTCAACAAGGGGTCATGTCAAACACAGAGCCGCCCCATGCCCGAAAACGAC
GCCACTCCAACCAGGGCCAAAGCAGCGGCGAGAACGATGACGTCTGGGCTCTGTACGGCC
TTTTCCAACTCAGTAGTCCTCAGTTCTGCAGCAGCGGCGAGGAAGCCTCCCCCAACATCT
GCCAGACGAACTGCAACAACTTCCTCGATGACGACATAACGGACGACATCGGCTGCGTGT
TGAAGCTCCTCACCGACCTTCTTCAAAATGGCTTCAGGTCAGATCACTGGAAGGAGCTGA
AGAAGATCCTCAAGGTCATGTTTCAGGAAAAATGCAGAGCGGTGCATGCCAAAGACTACT
TCGCTGAATGCCAATAAAATCCTTTATTTTGATGCAACTTTATTTACAGTAATCCACAGC
CACTGGGTGAATTAAATAAAAAAGTACAAAGTATGTAACACTTAATAGTTTGTTTCATGT
CAAAATCTGAATGACCTAATGATGAAATTGAATAAATGTGGAAAAACGAATTAATTCCTT
CTGTTGGTTTTCTGACAGTAGTAAATAATAAATA
>CL3400Contig1
GTTTCCGTCTGAATGACGGAAGTGTCGTCATACATGGACAACTTATTTACTAGCGGTGGC
TTATCGTGTCTAAGCGAATAAATCTGTTTAATTTAAAAAATTCACACCTAAAAAGGAGAC
ATTTTTGAAGTTATTTCCAATGGCAGATCCCGCCGTGACGCCGGGAGGCGCGTTAAACTC
CAGCGGGCGAGGGTCTGGAGCCAAAGCAGCTTCAAGCCCTGCAGAGAACTACCACCTGGC
CCGGCGCCGCACCCTGCAGGTCGTGGTCAGCGCCCTGCTGACTGAGAGCGGCTTTGACAG
CGCTGAAAAGGCGGCGGTGGAGACGCTCACAGAGATGATGCAGAGCTACATCACAGAGAT
CGGTCGGTGTGCCAAGGCCTACTGTGAGCACACAGCCAGAAGCGTCCCCACCCTGTCAGA
CGCGGTGCTGACTCTCATTGAAATGGGTTTCAATGTGGACACGCTGCCGGTTTACGCCAA
ACGGTCGCAGAGGATGGTCATAACTGCTCCTCCGGTGACGAATGCTCCAGGGACGCCCAA
GTCTCTATCGGCGGGACAAAAACGCACACACCCATCTCACATCCCCAGCCATTTGCCAGA
GTTCCCAGACCCCCACACCTACATCAAAACTCCTACTTTTAGGGAGCCAGTGTCCGACTA
CCAAGTGCTCAGAGAGAAGGCCGCCTCCCAGAGGAGAGACGTGGAACGAGCCCTCACCCG
CTTCATGGCCAAGACGGGAGAAACACAAAGCCTCTTCAAGGACGACGTCACCGCCTTCCC
ACTGATCGCCGCCCGGCCCAGCGTCATCCCGTACCTCAGCGCCCTTCTGCCCTCGGAGCT
GGAACTGCAGTCCCTCGAGGAGACGGACTCCTCCGAACAGGACGACCAGACGGACAGTGA
GAACGCAGCGGGGAACATCAATTCTGACGATCCAGGCGACGACAAAGAAAACTCCATGCT
TCCTCCCAGCGCCGTCGTCTCGTCCGCCAAAGCCAACGAAGACAACATGATCGACAACCC
GTACCTCCGACCCGTCAAGAAACCCAAAGTGAGGCGGAAGAAGTGACGCAGCAGCTCGGC
GGACAAACGGACTGCTGTTCTGTCAGTCAATTTTCCTGTGTGGACAGACTCCTATTTTTG
ACTTTTTTTTGTATTGAGGACAGTGAAGTCATATTGTGAGAAAAAAACAGTGACGAAGCA
CAAATAAAAGATTAGCTGCTTTGGACAAGTTATGAAAACTT
>CL3401Contig1
GGGGCGCGCGTTGTTCTTCATATTTATAGGATTTCGATCCGTCCCGCTATTCCGTTTTTT
CTTTTCTTTGAATACTGAAAAACGGATTTAATCATGTCTAAAACGGTTCCAGTCATTTGG
CCAAAAGTCTTCTTGTTTGGGGACTCGATCACGCAGTTTTCTTTCCAAGCCAACGGGTGG
GGAGCAGAAATTGCCAACAAGCTTGCAAGGAAATGTGACGTCATAAACAGAGGACTGTCC
GGCTACAACTCCAGATGGGCCCGGATTGTTCTTCCTCGCCTCCTCAGCAGCCAAGGCTCC
GCATGCGACAGCATAGCAGCTGTTACAGTCTTCTTTGGAGCCAATGACTGCGCACTGGAA
GATAAGAACCCACAGCAGCACGTTCCTTTGTCTGAGTACTTGGAGAACCTGAAGGAGATC
AGCAGACTTCTGACCTCAGCTGGAGTCTCGTCTGACAAAGTTATTTTTATTACTCCACCA
CCCCTTCATGAGGCAGCCTGGGAGAAAGAGTGTATTTTAAAAGGTTGTCCTCTCAATCGC
CTGAACTCCACGGCAGGTCAGTACGCTCAGGCTTGTGTCCGTGCAGCTGCTCAGTGCGGG
TCAGATGTTCTGGATCTGTGGACTCTCATGCAAAAAGATGGACAAGATTACACGGTCTAC
CTGTCTGATGGACTGCATCTTTCAGACAAGGGAAACCAGTTTGTGGCTCAGCGTCTTTGG
GATCTACTGGAGAGCCGCGTGGTCCACCTGCCTGTGATCCTACCTTACTGGGGAGACATT
GATGCCAGCAGTCCAGAAACCAGTCTCCTCTGTAACAACTAACTGAAGAGGGCTGTTTGC
ACTGCAGTGGGTTTTTTTTTTCTTTTTAGAATAATCTGT
>CL3402Contig1
CCAGCACACACACACACACACATGCACACGCACACGCACACGCACACACACTCCAGCACC



ACCGTCACTCTGAGCCATAACTCTTTGATCTTTTCTTTCCACCGATGACATCTCACTATT
TTATTATCAACTTTTAATCTTTGAGACTTTTTAAATGTGAAATTATTTATTTAGAAGAAG
AAACGTGTTTTTTGTCTGTCGTGGGCAGTTTCACACGCTGCACCTGCATCAGCTGTATAA
AGATATACATATATGTGAACAGGTGAGGCAGCAGCCGGGGGAGGAGTCTGCAGGGGGCGG
AGCCATCACTTCCTGCTCAGGTGTGCTCAAACACACGAGCCGTTCGGACAGCAAACTAAA
AGTCTTTTCAACAAGCGAAGGGAAGTGAAGTCCAAACATTTCCGGGTTTGCTTGAACCTT
TGGTTCTGAACTATTTATGTTTCCGCTTAAAGTAAAGAAATCTGCAGTAAACGTACCCGC
GGCGCGCAAAATGGCGTTTAGAGTCATGTGCACAGCGCCACTAACACAAACGAACCAGTT
TGACCCGAAATCCCACCGGGTGTTTTTACATCACCGGCCTGCTAGGGGGCGCCGTTGGCC
GCCTGAAGGACCCTCTGGGAAGAGGCGGAGCTTCCATTCGACCAACATGCAGGACAATGC
GAAAGTTGGAGGGGGGGGGCGGGGCCAAGCCGGGGCAGATCAGGATCAAACTGGATCCTG
GAAAAGCAGGAAAAATCAGTTTGTGGAAACGTCAGTGAGGGGGCGTGGCCAAACGCCGCC
GTCCCCTGCAGACTCATGTTGCGTTCAGGTGCATCCCGGCTGCTCACCGTCAGTATTTTT
AAGGGTCTAGTTTTACAGTAACAGTATTCTATCATGTCATTGCCTGACAATGGATGTCTG
TCAGTGTTTTTAACCTCAGATAAAAGAAAAAAATAGTTTTTGTGCACTTATTGACCATTG
TGAGCGCTCTCTCTCTCTCTGTTATTCTTGGTGTGTAAGTGCATTGGACCCCCCCGTGGG
GGGGGGCCTGTGTATAGTCTTGCAGAAAAGGTTCTAACCTGAGATCATGAAAAGTTCCTA
ATACTGAAGAAGAACCGTGAATATCGTTGTTGTTTGTGGCATGGTTATGCATTCAATGGT
CATAATCCTAAAGAGTCAAACCAACCCCCCCCACACCCCCCACTGGCGCTGTTCTGCTGT
TTAACCCCCCCCCTCAGTGTGCAGTATCGCGGTTCCTGTTGCTAACGTGTTGCTAAGCTC
TTTGCTTGCTCAGTGGAACCAGAGCAAACCGTTAAGGCAGGAATCTGCCCCCCCCCCCCC
CCNTAAANNGNNNAATTTT
>CL3403Contig1
CCATTTTGGAGTGACAGTGAAAGATAACCTAAAGACCAGCAAGCTGTCTTTTTAAAGCTC
TGTCATTATGGGGAATGTATTTGCAAGCTTATTCAAGGGCCTTTTTGGCAAAAAAGAGAT
GAGAATTCTAATGGTTGGGCTGGATGCCTGCTGGAAAAACGACTATCCTTTATAAACTAA
AGCTTGGAGAGATCGTCACCACCATCCCCACCATCGGTTTTAACGTTGAAACGGTAGAAT
ACAAGAACATCAGCTTCACGGTGTGGGATGTGGGCGGTCAGGACAAAATCAGGCCGCTGT
GGCGCCACTACTTCCAGAACACTCAAGGGCTCATTTTTGTGGTGGACAGCAACGACCGGG
AGAGGGTGAACGAGGCCAGGGAGGAGCTGTCGAGAATGCTGGCAGAGGATGAACTAAGGG
ACGCCGTGCTGCTCGTGTTCGCAAACAAACAGGATCTCCCCAACGCCATGAATGCTGCAG
AGATCACAGACAAGCTGGGCTTGCACGCCCTCCGTCAGCGCAGCTGGTACATCCAGGCCA
CCTGCGCCACCAGCGGCGACGGCCTGTACGAGGGCCTAGACTGGCGTCTCCAACCAGCTG
AAGAACCAGAAATGATCCATTCCACCACTTTTGATTTTTGTTCTCTTTTTCTTTCCTTTT
CCTGTTTCAACACGACGGCAGCACGGACCCAGGCCCCTCTGCCCCCCTGTCCCACCCGGT
TTCCCGCCCTCGTGCTTTCCTTTAAGAACTTCCTTCATTCCCTCGCCCTGCTACCTTCTT
CTGTCAGTACTCTAGGGGCTGTAGCCTGTGCTGCTTGTGTGTGCGTGTGTGTGTGTGTGT
GTGTGACCTTGTGTGTTCAGAGTGTGTGGGTGTGAAGGCGCCTGTGTGCGTTGGCTGGGA
CTGGGAGTAACCCTGGCGTGCCTTTTACACACCTCCTGTAGAATCAGCAGTCTGGTTTTC
AAGCCCTCTCTCCATCCACCAAGCTCCGCCTCCGCCCCACTCAGTCTTGCACGCCCCCCC
CCCCCCCCCCNTTT
>CL3404Contig1
GAGAAGCCGTGTGCGCCCGGTGAGCGACCGCAGCTGAAGAGACAAGCCCGCAGTCTGCAC
CCAGCCTGACCCGTGACTGGAGATGGACTTCATGAACAACGCCTCGAACAGCTACGGCTC
TGGAGACACCATGAGCTCCTCCTTGGCCAACATGACCATCAACGACCAGCACCACCAGGA
GAACGGGGTCCAGATGGGACACAGAAATGCAGGAGATGCCAAAATGAAAGCAGGTGGAGC
AGTTTCAACAGCTCAAGGAAAAACAGAAAATGAAGTTAAGAGTCCTGGAGGAGCAAAGTC
TCAGGTGCGAGGAGCCAAACCTCCGACCAAAACTGCAGCTCCAGATGCCAGGAGTGGACA
GAGCAGCCCTGGAACCCCCAAATCGCCCGCTAGCCAAGCCCTCTCTGCGGCAGAGGCCAA
CAAAGTCAAGAAGGTTGCAGTCGTGCGCTCCACCTCAAAGTCTCCGGCCTCCTTGAAGAG
CCGTTCGCCGGCTCCGCTGGCTGCTGCGGCGCCCATGCCCGACCTGAAGAACGTCAGGTC
CAAGATTGGCTCCACGGAGAACATCAAGCACCAGCCAGGAGGTGGAAAGGTTCAAATCCT
GGAGCAGAAGCTGGACTTAAGTAATGTGCAGGCGAAGTGTGGGTCCAAAGACAATATCAA
ACACCAACCCGGTGGAGGCAAAGTTCAGATTGTCCACAAAAAGATCGATTTGAGCACTGT
CACCTCAAAGTGTGGATCAAAAGCCAACATTCATCACAAGCCAGG
>CL3405Contig1
GTTTATTATATTTCAATAAAGTTACAAACATTTCAGACTCAGAGCTGCTTGAGGATGAAG
ACCAATCCAATCCTCCTCCTCACTTGCTCTCTCATCAAGAGTCCATACACGCTCTGCTCT
GGTCTCGGCCCGGCCCTGAGCCTCCGCCAACTCCCCCTGGAGTCTGAAGTGGGAATGTTT
CTGTGGACCTGAGAAGGTTCCAGTTTCCGCTGCAGGACTTCGGCGGAAATCCAGAGATGG
AACAGAACCGAGAGCGGTGCTGAAACTGAAGAACCAGGAACCCAGTCTTTGCTGAGTTCT
AGTTGCTGAAGGCAGGACTTGACGGGTCCGGTGTGAACACAATGGGGTAGATCTGGCTGT
AGTGATCTACAAAATGGACCTCCAGGCCTTCAGAGATGTAGTCCGGCAGATCCGAGAAGT
CCTTCCTGTTCTCAGCTGGTAGAATCATGCAGGTCACTCCAGCTCGCCGGGCTGCAATCG



TCTTCTCTTTAATGCCCCCCACTGGTAGGATCTTCCCGGTTAGCGACACCTCCCCTGTCA
TGGCCACGTTCTGACGCACAGACCGGTTAGTCGCCAGGGACAGCAGTGCGGTGACGATGG
TGCAGCCAGCGCTCGGCCCATCTTTCGGAGTGGCTCCCTCTGGGACATGCAGGTGTAGGT
GGGAGTTGAGCAAGAAGTTATTGTCAGGCTCCTCCTTCATGAGGAAAGACCTGGAGAAGG
TCCATGCAATCTTGGCACTTTCCTTCATAACATCACCGAGCTGACCTGTAATCTCCAGGG
AGCCTTCATCCTTAGCTCCTCCCCCTCCTGCAGGCCGCCGAAGACACGTCTCGATGAACA
GAGTGGATCCTCCCATAGCCGTCCAGGCCAGACCCATGACCACTCCTGGTGGGGTGACGT
CGTACCCTCGTGCCGAA
>CL3406Contig1
ANTTTCTTCAGTCGGGTAGAAAACAGTAACATCCTCAACATAATCATCCTGTGGCCGTTA
GCAATCAAGTACAGCAGCTTAGCAAAGAGAGTAGAATCAGAACAGGAAACACAGACGGTG
GACTTACAACGGATTGATTTGAGTCCAAATATGGAATTTGAACTCCATTCAGTTGTGGTA
AACCCAACACCAACATTGAAATAAGGGTCTTATACGTATCTTTGTTACAAATCTGGGGGG
CAAAAAAACCCCAAACAAACCCCGGAGACATAAACAGTCAGCTGGTTACTTTCCGGCTCT
TTAAAATCCACTCCCGGTTGTGTTATGTGCGAATTTTCTTTTTGTCCTCAAAAAGAGAGC
GGACCAGGTACACCTGGACCCCCGACACCATCACCATCACGACCAGGTTGACCACAGACC
AGAAGTTGACTCTTTCAAAGTTGCTCTCCTGGATGTTGCGGTCCCGAGCCTCAAAGGCTC
GCAGCAGAGTCTGGATCTGTACGCTTTTGCTCAGCCGAGCTTTAACGTTGTTGATGGTGT
CCATGATGTCCTCCAGCTTCATATCTAGAGTATCTATTCCGTGGACATATTCCTTCCAGT
TTTCTGGGTCTTCATCTGTGTCCATGTTGTCCAGGATCAGTTCAAAGAAGACGAGCTTAT
CTGAGACGGTGCTGAACGTGTTGTCAAAGCAGAACATGTAGTCTCCATCCTCCGTCTCCA
CCGTGTGGACGCCGTCGGACTTGCGCTGGTCATTAAACAACAACTGTCCCGACGGAGAAA
AGATGGAGAAATCCACATCCAGGCCCGCTCCATCCAGAACCTGATATTCAATCTCCATCG
ATGCGTCTCTCTTCATGGTCTGGTAGAAACACTCTTTCCGACCGGCAGGTAGGTTCAGCG
TGAAGTCGCTGTCCATCGCCTGGGAGAAGGCAGCCTGCACCCCACAGCTGTCCCACGCGA
GCGGGAGCGACACCAGCCACGCGCACAAAAACCGCCGAACCGGGGTCATAGTTTGACAGG
CTGCTGGAAAGTTCGATAAAAACCGACTGATACCGAAAACTGCGGTTTAACCAGCAAGTC
TAACAATATTCCAGGTCCCCAAAAGTTGACTACAGTCTGAAATGTTCCCTGTCCTCCGAA
GAGAGAGCTGTCCCCCGGCC
>CL3407Contig1
TGTTGGCCTCAAACCCTCGCTCTTCCAGCACGTCGGGACCCACTCCTCTCTGGCAGGGAA
GATCCAGAAACTGAAGGATAAGGACTTTGGGAAGCAGGCGCTGCACAAAGGCCACGCCAA
CCCGCTGGCAGAGGTGACCACCAGCCTGAAGACCTACCAGCACTTCACCCTGGAGAAGGC
CTACCTGGGGGAGGACTTCTTCTGGGCCTTCACCCCAGTGGCTGGGGACTTCATCAGGAT
ACGATTCTTCAGCCCCGTCCGCATCGAGAGGTATTTCTTTCGGAGCGGAAACATCGAGCA
TCCAGGAGACAAACTGTTCAACACGTCTGTGGAGGTGCTGCCCTTCGACAACATCCAGGC
GGAGAAGGAGGCCCTGACTGAAGCAAAGGACCGAACGCCAAAGTACCATCGCACGGAAGA
CGGCTTCATCAGAATAGGAATGTTCCAGAACGGGATTGCAGAGGGGGAGGTGAACCCCAC
CTTCGGCCCCTTGGAAGCCATGCGCCTGTCTGTGGTGACGGACTCACCTGTGTGGGTGAT
CCTCAGCGAGATCTTCATAAAGAAAGCAGAGTGAAGCTGACCACCGGTTGGTAGGCCCCG
CCCTGCCTCCTGTCCCGGCACTCCATGCTGGCGTGGTCCTGCAGTGACCCCGTGTGGGCG
GAGCTCCGCGCTGCAAGAGTCAGACTGAAACAGACGGAGGTGAAGCTTTCTCCTGGTTGG
CTCCCTGGAGCAAATACTGTCATTATTCCTGGACTCACCTGTACGTTCTGCATCACTGGG
GATGTGAGGCTCCGCCCACCCACCCCCGTGACAGCCCCTCTCAACACAGAGAGGTCCCTC
GGGTGGGGTGGACACACCTCTTTGCCTTAATGAGAAGCAGCGCAGATTCAACTATGTAGC
ATTCCCAGAATCCTTTGCTGCAGCCTTTGAGCCTCTAGAGGGCTGATGAAGGCGGTTTCT
TTGTCGCTGGCGGCGGCTCCCCTGGGTTCTCACTGTTCTGTGGTTTCCAGGACGGAGTCC
TGTGTTTTTTGGGGTCTTCCACGGAGAGACTCGGACCTGCTCCGCCCGCCTCAGAAACAC
TACGGTTTCTAATAAACGGCTCCCTTCCCGTAAAAAAAAAA
>CL3408Contig1
ACTCTTGAGGCTGCTGTCCCTTCTGTCAGCATGGGCTTAATCACAGGACTCTTCACTTTT
TTGTATCACTTTCCCCAGATTTACAAATGGCTGCTGAAGCCGTACTACATTGTGTCCTTT
TCTATGACTGTCGCATTCTTGCTGGTACGGAAAACTCCAGGTCTTTGTGAGCACCTGTCA
AGCGCCCGGGACGACGGGAACTCTTGCGAGTTTGACTGGAGAGAATTGGAGATTCTCATG
TTTCTGAGTGCCATAGTGATGATGAAGAACAGAAGAGCCATCACCATGGAGCAGCACATC
GGCAACCTGTTTATGTTCAGTAAAGTGGCCAATGTCATCCTCTTCTTCCGACTGGACATC
CGGTTTGGCATCCTCTACCTTGCTTTGTGTGTCGCATTTGTAATGACCTGTAAGCCTCCT
CTTTACATGGGTCCAGAGTACATGAAATATTTCAGCGACAAGACTATAGACGAGGAGCTT
CAGAGGGACAATCGAGTGACCTGGATTGTGGAGTTTTATGCTAACTGGTCATCTGAGTGC
CAGTCTTTTGCACGCATCTTCGCCGATCTTTCTCTCAAGTACAACTGTGCTGGACTCCGG
TTTGGAAAGGTGGACATCGGTCGATATAGCGATATCTCAGAAAGGTACAGGATCAGTACT
TCTCCTCTATCTAAGCAGCTGCCCTCATTGCTGCTTTTTCAAGGAGGACGAGAAGTTATG
AGACGTCCAATGGTGGATAACAAAGGAAGAGCTGTTACTTGGACCTTTAATGAGGAGAAC
ATCATCCGGGAGTTTAACCTCAATGAGCTTTTCCAGAAATCCAAAAAGCTCAACAAAAGC



ATGAGCTTGAGAGAGAAGCAGAACAGCGGTCAGCCAGAGGAGGGCAGCGATGAGCTCCTC
GAGAACTCCGATTCAAACCAGCCAACAGAGAGCAAGAAAGACCAGTGAAGGGATTCATTA
CTGCAAAGAAAACCAGTGCTTTTTGTTTTGTCTTTTTTTACCCCCAGGCCTGACAATGTA
AAAATGAACATTACTAAGTAACAGAAATAAGATCTGANTAAAATGTT
>CL3409Contig1
GCTAGTCTCGAGTTTTTTGTTTTTTTAACTGCATTAATTATGTTACCCTTTGATTTTACT
TGTATTCTGGCTCCGATTAGAGATTTGATCAAGTGTTTCATACCTTTTGAAGCATTTTGA
ATTTAGCGTGCATACCTAAACTAGTGTGCTGCTCAGGTGTTCTGCTACCTTCTTCTGAAA
AACGTTTGTTTTTAAATGGGAATCTTCTGATTTTTGTAAGCGTATACATGGTGTGTGACT
TTGGATTAAGCCAGTAACATTTACATCTAAGAGGAACTCCATCTTTTTTTATTGTGTCAG
TATTTACAGCACCTCTATCGATTTGACAACATGTGCGCTGAGGTGAAACTGTTTCCAAAA
TGTAAACTAACTTGAAGTGACTGGGTTGAGCCAATTTCTGTGTTTTGCCAGAATCGTCAC
TGTCTCTTAAAGGCATGGTCTAAGTGGACGCAGGTCTTCCATTTTCCGTTTTATCGAGAA
GTCTGTAGATTTTGGAGCGACCAAAGTAAACAATGTTCCTGCTTTTATTGTGTCTAATGA
TGTAACGTGTTGCTTTAAATTCCGGAGCTGCAGATTTTTTTTATATATATACATATATAT
GATTATTATTATCTGCTAATTCCGGTTTCAGTGGGTTGGTTAAAGTTCTGGCATAATTAA
TCAAATTCAACTTTGTACTTTTGATTCTATGATGGTAATCTATTTATTAAATCTTATGAC
ATCCATAGCCAGTTTTAAAATTAGAATTTTTACCCTAGCTTTGGATTTCTGAGTTTTCAG
AAAATAAGTTTGGGTGTCTTTTATTTTGTTTTTGTATAGATCTATAAATCTGGGAATTTA
ACAAAGCCTTAAAATTTTGGTTGCACCTGGGTGTCTTGTATTTTTTTCTTTTCTTTCATT
TAAAAATAAACATCTTTCATCA
>CL3410Contig1
AGGAATTCGGCACGAGGGCGAGATGGTCGGGTACCCCTGCCTGGTTCGGCCCTCCTACGT
TCTTAGCGGAGCTGCCATGAACGTGGCGTACAGCGACCGCGACCTGGAGAAATACCTGAG
CAGCGCTGTGGCCGTGTCCAAAGAACACCCCGTCGTCATTTCCAAATTCATCCAGGAGGC
CAAGGAGATTGACGTAGATGCGATAGCCTGTGACGGCGTAGTGATGGCCATAGCCATTTC
TGAGCATGTGGAGAACGCCGGCGTGCACTCGGGTGACGCCACCCTGGTGACGCCAGCACA
GGACCTCAATCAGAAGGAGAGATTTGGTTCTGAGGAGGAGTACAAGGCCTGTTTTGGTCA
GTTCATCCTCACCCCCCACATCATGACGGTCGCCAAGAAGAAGATGGTGGTCATGCATCC
TCTGCCCAGAGTCAACGAGATCAGTGCGGAGGTGGACACGGACCCGCGGGCGGCATACTT
CCGTCAGGCTGAGAACGGCATGTACATCCGGATGGCCCTGCTGGCCACCGTTCTGGGCAG
ATGAACCTGGAAGTTCTGTCTTTAAACATCTGAATTTTCCATCTTTAGCTTGTGACTCTT
TAGGTCCTAAAACTTTTTAAAATGCTGCTGTAACACTATACTGTCCTGTCTTTACTTGCA
ATAATGTTGTCAGATCATCATCACTCAGCCTTTTGTAGAAAACTAAAGACTAATGCTTTT
CAGTCCAAGTATTGAAAGCAGAGCAGAGAGTTGAAGCTGCTACGCCCGATGGATGCTGCA
TGTGGTGCTCCTCCACAATCATGGGGACCAAAAGGGAGACGCTGTTATTTTTACCTTAAG
CATGTTCTTTTACCTCATGTCCTGAGCCATATTTTCTGTTTTTGTCAGTCCTTCTACTCA
TCATTGACTGAAGCAGTATTTTGGAGGTTTTGCTGTTTTTTCATTTCTTTAGTTTTCTGG
ATTCATAGTCATAAAAGATGTCAGAACTTTTATTGTTTGATACTATGGAGAAATAAAGAC
NATC
>CL3411Contig1
CTTCAGCACAAACAGAATGAGTTCGATGTCCTTCTCCAGAAACGATCCCAGCAGAAGTTT
GAGGATGTCGAAGATGAGGGTGGAATGTACCACCTGAAAGTTATACAAGTGAGCCACGAT
GGCCACGAGGTTGTCGCACTCTTTCCCTTCACTGGAACTCTTGTAGACCTCATCAAACCT
GCGCACAACTGTCTCCAGAAAATGAGCTCCCACCTCTAGTCCCACAGAGTGATGGAGGAT
GCTGACGAGCAGCACATGCTCCGTTACCAGGCGATCTGGCATCAAAGTCGGCGTCACACA
GGCTGCAAGCAGCACCTCTGTCAGAGTGTCATTCATGTCTTTCCTGCTGTAGTTCATAAA
CAGCTCATTCAACTGACTGCAGACGAAGCCCATGTTTGGCTCACTTAGCCTGTTCAAGAG
GCCTTTGATATTCCTTCGGAGCTTTTCCAGCTCAGCTTTGCGTTTATCATCTCCAGCGTT
ACGCAGCTGAGGTGGAACGTACTTTCCAGGTTCAGTGGTGACAGCTTCTGACTTTAAGCT
GGGAGGAGCTTTTTCATCACTCTGATCTTCATCCTCTGATTCTTCTTTGTTTTCTTCATC
TGCAGCATCACTTTCCATCAGCTCATCACTGCCTTCCCTTACATCCTCCTCCTCATCTTC
CTCCATGTCATCCTCCTCTTNATCATCATCATCATCATCATCATCATTTTCGCTCACTTC
ACTGGCCATCTCATCTTCAGCTTTTTCATCTTCTTCTGACTGCTGAGTGTCGCTCTCTTC
AAGTTTTTCGAAGTTCTCTTTGGCCATCTCCANGTCGTCATCATCATCATCACCTCTGTA
CATTCCTGCAGCCGCGGAACCAGAGTCGAGAACACCCAGGATGTAATCTAGCCCATCAGT
CACAAAAGACTGAGGAAGAGTCTTCTTGTTTTTCCTCTTGTTCAGCCCAAGAAACCGCTC
TAGCTTCTTTATTTCTCTGTCCTCTTGTTCATTTGCCTCCAACAGCGCCATCTGTCTTGA
CTCTTTCAGTCTGTTGACTTGTTTCCCTTTTTTGGTGGATTCCTTTTTTTTAGATTTGTC
TTTATCCACAGAGGCAGCCTTTGACACATCCTTACTTTTATCCGACTTTTTATCCGGATT
TTCTGTTTTCGTTGTGCTCTTGCCATCGTTGGGGGTTAAACAGGGACTCTTCTTCTTGCC
TTCGTAGTGACTCTTCATTCGGGCTTTCTTCATTTTTCGCTTCTCTTTGCGTAGTTCTTT
TCTGCTTTTCTTTTTCACAAACCTCAGCTCATTTCTGCTCCCGACTTCGTCTGGACCACT
TTGACTTTTAACGAAATCATCCACGGTCGTCATGTACTTTTGTAGCACTGGATTCGCCTT



CTTTTTCTTCATTTTCTGCCTAATTTTGCCTTTCATTTTTACAAATTTAACTCAAAGTGG
GTCATTCCATAAAATATTTCAGCTCTCTTAAATAGAAAACTTGGCATCCACAATTGCTAT
ATTAATACTTTTTTTAATCATCTATTTTCTTTTTATTACCTAAACAGCACATGCGGACGC
TGTTGTTGATATGACCTATGGACACGTGACAATCTGCTCCGGGNCCCCGGCCATAATGCC
CGG
>CL3412Contig1
CGTCTAAACTAAAAACGTTCGAGGTTGTAATTATCACTCATGCCGGCTCAGCTGTAACGC
TACGCGCTATCGACGGAGATTTTCCCAGTTTGATGGACTCATCTGGAGAAGCTCCACGGA
CCGACTGAGTCTGGTTCTCATGGTGAACATGTCTGTTTCTGTCAAAGCGATGATGAGAGA
CGGGCAGCTGGAGAAGCGCAGCAGCGGCCTTCTCCAGCTGTGGAAGAAGAAGCGCTGCGT
CCTGACGGAGGAAGGGCTGCGCCTGCACAGCTGCAAAGGCGGCGGAGGAGGAGGAGGAGG
AGGAGGTCCCGCTCCGGAGTCAGGATGGAGCCCCAAAGCCAAGGAGCTCCGCTTCGAGCT
GATGACCACGGTGGACTGTGTGGAGTACAAGCGAGGGATGGTGTACTTCACCGTGGTCAT
GGCTTCGGGGAAGGAAATTGATTTTCGCTGTCCACAGGATGGCACGGCATGGAACGCAGA
GATTGCGTTGGCACTGGTGCGCTTTAAGAACCTGCAGGCGGTGCAGACCGGAAGAAACCG
GCGCATGTCCGCCGAACATCTGGGCAGCACCGGGGAGGATGAAGAGCTCTGATCTGGCGG
AGAAGTCCTCTGACCCAGCAGGAGTCGGTTTCTGGATTGCAAAGCATCATGGGATATGTG
TCAAAAAGCTGTTCACTTTTAAAAATGGACTTTGCACAACTTTTTCAGATTTTCATTCAG
GATCAATCATATGAAGAGCAGAAATTGGATGTGTTCTTATTTGTCAGTCAGGAGTGACTG
AGATCATCAGATCATCAGAGATTCCTGCTAAAACAAAAACATTATCAAGTGTGTTGATTT
TTTTTAACTGAAACTATGCAACTTGAAAACATTTGATCTAAATGTGTGCCTTAGTATTTA
CAAGTATCTTCAACTTACAAAATACTTTTAAGTTAAGGGAAAGGTGGTGTTTTGTTTAAA
AAGTGTTGTTACAGACTGGATGACTAATATTTTTAATCTAAAACATAAGGTATTTGTTTC
AAACTCTTCTGCTTTGTATATTTTTTTCTTCAATTATGTACAGTATTAGAATTGTTAAGA
TGNTTTTTAAGTAATAATAAAA
>CL3413Contig1
TCGCACGAGGAAAAAGCATCATAAATCCTGTGACAAGCACAGATAATGTGCACTAGTCAG
TTGAGGTAAGAACCATCGAGCTTCTCTCTGGGCTCTAAAATCGGCCCCACGAGTCGTACT
TGATCTATTTTTCTGTCCTCTGGGATCCACGTGTGCTTCAGCAGAACTGGAGAAGCTGCG
CTTTTATCCACAAAGACATCTGCGACTCCCTTCTTTTGCTTTTATTGTTTTGGCTGTTTT
TGTAAGCTCCTCGCTGTAGCCCCTTTATTTTGACCATTTCAAACAGGAAGCCAACTGCAA
TACTGATCTATATTCTGTTCCTATTCCAAACGGGCGCATTGTGCTGCTGTGATCACAGTA
TTTTGCTTCTCTCTGTCATTGTGGTTACTGGATGAAATGGTTTTTGTAGGACCTGGTCAT
GGAATCAAAAATATTGTTTTTGTACCATTTATTTTTTGTTGCTTGTTTTATTGGATTTAA
CATGCTTTCCATACTCACTTACCTCATGTCCTTCTGAGACACGTTTTATTTATTTAGCTC
CCTTTTAATCACACGGGAAGTGTAAGTGAGAGAAACAAAACAAAGGACCAGTTTGTATAT
TATGTACAATAATAAAGAGTAACATGAAATGAACGTCATGTTATTTCTTTTTTCATTTTT
TTCTTTCAATGTCTCATACTGTCCTGTGATATTTTCCTATTCTGTTAATCAGGTTTTTAC
ATAATTCATCGGTCAGTTCAACCCTGATTCAAATGNAGAATTGTAAAGTAATACTGCTCA
AAAGATTNTGATGCTCTGTATTCCAAATACACCTGTTTCAAAAATAAGACTTTGGAGATT
TNATNTGCTGTACTNGAGTGTATGCTTTTCTTNTAAAAAAAAACAAAAAAAAAGTCAACT
TAATAAATGATAG
>CL3414Contig1
GTGGTATTACTTTGACGACAGCAAAGTGACCTACGCCTCTGAGGACCAGATCATGACCAA
CGCTGCCTACGTCTTGTTCTACCACCGACAAGACAAAATCAGAAAGCCCGCCCTGCCCTC
CCCCCTCACAAACTCTGCTTCCTCCACCCATTCCACCAATAACGTCGCCTCTAGCACGGA
CGAGGGCGAGGTGCTGGGTGCTTCTTCCTCTTACATCACCATGGAAACGGACTAAACAGC
CTCCCTTTGTCTTCAGCCGGTTGATGAAAGCGGGTCGGCACAGCTGCTGTGTTCTTCAGA
ACCTGTCCTTCTCAGGTACTTTGATTCAGATGAATGACTTGGACCCACCGTGCTCCATGG
AGGAACCCGAACAAGAGTGCAAACGGTAACCAGACCGGTCCTCAGTGTTCCCACTGCAAA
CCACCTTTAGAAGGGTCTTGCTGGACCTTCAGAGTGAAGCTGCTCAACTCCCTGATGCTT
TTAGGACGGATGCTCTCTGTTCTTGATGAATGAGGTGACTCTCCACAGCTGTGATTGGCT
AAAGAAATAGAGAACATAATCTGGGTTCCCGCTGCTGCACAGCTGCTTCCTCAGTGGCTC
CACATTTGATTTGATGTCTTCATGCTGTGTTTAAACCTCACATCCATCTGATCTTCTGCT
TGCTTTGCTCACCTTGATAGTCTGCTTCGGTTGATCCTCATTCTGTTACGGCGCACATGT
TTAAACAAATGCTAATCCACTGATGAACACTTTGACATGCAGGGGTTTGTGGGTAATTGC
AGACAGCAGGGATTGAAATCAGTCATTTTGTAGATTTGTGGTTGTTTTCTGATATTTATT
TTTAATTAAATAATTACAGAGACCACGCAGTGTGATTTTTGTGAATCAGCTGGTGCAGGA
TGTTGACCTTTCCTATTTATACAGAACGTTTCTATGGAGACAGAAGCCAGCAGAGTTTCT
CAGTTTTAAACAGCTCTGTACAGTATTTTTCTATTGTAAGTAATGTATTGTCGACAGGAT
CATTCCTGGGGGAGCAGCAGGGAAGCTTCACTTGTTTCTTTGGTCTTCCCGTCAAATATC
AGAGGAAAATATTTTATTGTATTTTCAGTCTTTTGATATAAATAAAG
>CL3415Contig1
TTATTTTTTATTATGACCCGGTGTGTGGATGTCATTTTTGAAGTGTGGCGCTCCTGATTT



GCCAGCAGAGGGCTGCATGGCTTCAGGCAGTCATGATGGATGAGCAGACTCCTCCCACTC
TGGCGCTTTTGCCTGGAAGCTCAGCGTTTACAAAAGGCGTTACACATCTCCAGAGGTCTT
GTAGTTTCTTTTTAATAGAAAAAAAGGATTTAAAATAATACAACAGGATGTAAAGACGAC
AAAAAAAAGTGACCAACTGTGTCTCCACGGCAACCGTGCATCCCCCCCCAAACCCTGAGC
TCAGCCCAGTTCCTTCACAATGAGAGCAAAAGCCCAAAAACCTGTGGAGCTCTTCAGGTG
CAGCCAAAGACGTTCTGCGGGCGACACGCGTGTGCATGTCCCCCCTACAACACGCAGAGA
GCGATGGAATTGGGGGGGGTCAAAGACCATGAATGTGTGTGTGGGGGTGGAGGTAATGTA
GGAGGAAGCACAGACACACAAACTGACAGGTGAGTTATGAAGTTCCAGCTCGCTGTTAAA
GACGACGACGATGATGATGTACGACATCAGAAAAAAAACAGAAAAAGAAGAAAACGTAAC
AAACGAGTGACTTTGTGCAGATAAAAAATAAACTTTCTTAAATTCAAAGGCAGGAGAAGT
TTAGAGTTTTTATATCATCCACGCTCTTCCTACTTTCTCTTTAAAATATCCCAGATATTC
GTCTTCCTCGTCCATGTCGTCCTCTCAGCCCGCCGTGGCGAACGTTAGCATGACTGCAGG
CGGCCGACACAAAGGTCCGTGTGGATCTTCGCAGAAGTGCATGATTTGTCTGCCTTGAGC
ATCACTTTCTGGTATGGCTTTCCGTCTTCTTCTCTCCGCTCAGGTAACATTCGTGAGTTC
ATC
>CL3416Contig1
GNNNNGGGGGGGGGGGGTCTTCCTCGTTCTNTGNTGANGGAGCCTAAAGTGCCAAACGTN
TGNTTCGTTAGGACGAGGATTCGGGAATGTGCCGTNTGCAGTTCTGTGGGACTAAACTAA
AGAGCGGACAGTGGTNGGGGGGTTTGAAGGGGCTCTGTTCAAACGAAGCAGATGAGAGGC
CCCCGCNGTCGGCGCCGTCCCGGGCGGGGCGGGAGAAGCCCCGCCCTCACTTGTAGACCT
GCACGTTCCCGTGGAGGGAGGTGGTGTTGCCCCCACAGTCCACATACTGGTACATCTCCT
GAGAGACCTGCTCCGTGTGGCCGAAGTACGAGGTGGTCACCGTCACCTGCATCATGACCA
CGATGTTGTGAACTTTGATGGTCGGTAAGGTGCAGTAGTCAAACATGTAGCTCATCTCAT
CGGCAATGACGGTGGGAACAGTGTAGTCCAGCTGCTGCTCGCCCAGAGGAACGATCCCCG
TGACGTTGTTGAACTTGGCTTTGCCGATCACCGTCTTGGAGAACTGGACCTGAGCCGTGA
TGCTGGTCACTGATATGGAGTAGTAGTTGTTGTTGGTGATGTTCAAGGTGCTCGTGATGT
TCAGGTAGACGATCCTCTTGCCTTGGTCGTAGGAGACGTAGGCGGACTTCACTCCCACAT
AGGTGACGTCGATGGAGCGCGGGAACAGGAAGAACACGGCCAGGCCGGACAGCAGCAGGC
AGAGGGTCACCGATATGGTGACGTAGAGCTTCGTCCTGCTGGGTCGGAGCCGCTGATCGC
TGTACGGGATCAGAGCCACCAGCTGGTTCTCCTGACCTCGGGGGATCCTGCCGGTGCCTT
GGCATGTGGGGCACGTGACGCTGTCCCGCCCGGTGAACTCCACGTACGGAAACTGGGACA
CATCTCCGTTTTTGCCGTCATCCTCGCCCGGGCCGTCTCTGCACTCGCCGTCCGCCGTCA
GGGCATCTTGACTCTCACCCTTGTGTTTGGTCAGGTGTGACTGGGCCTTGCCCATGGCTG
CGGTTCTCTGTGACTGTTTTATCCCGAACAAACTGCCATCCGCGGGCCTAAGCTGTTTGT
T
>CL3417Contig1
GAAACGCTTGGGCCAAACATGGAAACAAACAGTCACAGCTGGTGATGCTGGAAGTGTAAT
GTTGGATCACCAGAACAGACTGACGTGTGTTCACTGAGGAGCTCACAGCATCAATGCCTG
TGTCCCTCGGGGCGTCCCTCGGGGCGTCCCTCGGGGCGTCCCTCAGAGGGTCAACAAACG
TTTCAGGACTACACTCAAACCTGTTTTTTTTTCATTCTTTAGGCCGGAGTTTCAAGCACA
TGTTTTTGTTTTGTTGTTTGTTGAGAGGGACCACTGTCTAACTGGCTGACGGAATATGTT
TTTACTAATTGGAGATGTGGAGATGAGAATGGTACGGATCACTGTTGGGGCCTTTTTGAT
GTCCTGAAATGATTTACCTGACGTTGCATTATTGTCTTAGCAATCACACCGACCTGGAGC
CTTTTGCTAAGGGGGGTGTCTTTGTGTCACTGCAGAGCCTTTAGCCCAGAAACCCAGCAG
AAATGGACATGTGCACCATCACCGCATGTCTGTAACCTTTGATGCTGCACCTTCTCTGAA
CCAGAATCCATGATTGGAACCTTAGATTTCTTCAAACTGATGGGAGCTGAGGTTTGCTTG
CCCCAGCTTAACACCTTTTTTTTTAAGTCTGTTAGTCGGTTTTCTGTCTGAGATTAGTGA
AACTGAAAATTGTTTGGCACATGTGGAGATAAATATGACAAAGTGTTTGAGGGAAATCGC
ACATTTTGTATAAAAAATTCTAATAAATGATTTGCAAACGTCAAAAANNAAAAAAAAAAA
AAAAAA
>CL3418Contig1
GCTGCAGCGTTTGGCTCTCATCCGACAGCTCCTTGTTAGGAAAGGTGGTCATGAGGACAA
ACTCTCTGGCAGCCATGGTGGGCCGGGCCGCCGCCACAAACTGCCGGAGGTCTGACACCC
TGTGGGTGTGGTTGAACTTCTGGACCAGCTTCCCGCCGTCAGCCAGACGGATCTGGATGT
TGGTTGTGGGCTGGGAGGGGTCGAGGTTTACAGAGGCGCTGGCTTGAGCCTCGATGGCAG
CCTGGTCCTGCTGGGACAAGGTCGGAACTGTGACCAGTTCTGGAGTGGCGCTTCCCAGCT
TTTGCCCTTCACCCTCAAAGGCTTTAAAGGCCACTTTGGGCTTGAAGTAATCTTCGTCTC
GGTGGTCTTCCATATCCAGGTTGACCTGGCCCCCCCGAGCACGCTGCCTGAGCTCCAGAG
GGATCTCCCCTCTTCTGATGGCTTCCAGGAAGCTTGCGTTTCCAGGGTCACTGTAGTTCC
TGAGCTCGCCGTCGTCCAGACTAAAGCCGCTCTTCCACAGCTTCAGAACCACGTGGACGT
CGTGTTGACTGCTGGAGGCGCGACGCTCTCCGGCCACATAGGCGGACTCCTCCTCAGGAG
CTGCTCCCAGCCTATAACCTCCACCAATAAAGGCCTTTGCCCTGCTCGTTTCTGGTCCTT
TCCCGCTGCGGTCCAAAGGCACGGCTCCATGTTCTTTGGCTCCTTTGAACAGATCCTCCA
CCACCTCATTGGAGCTCTTCTTCTTAGGAGGTCCCACGATCTGCTGTCCGCTGCGCTCTG



ATCCGCCCGCAAAAAACCGCTGGCCTTCCTCCTCGTCACTCTCATCCTCTGCCTCGTGCA
TCAGGTCTCTGAAGGAAGTCACTCTGGGCTGACTGCTGGGCCCTGCGGACCTGGAAACCG
AGGATCCTCCCTCTGGTTGGGGAAGAGTTACTATGTCGTCGTCGGCGCCATCTTCAAAGA
AGCTGGCAAGAGCAAGCTGTAGGTTCCAGCCCGCGGACTCCAGGAAGAAGCGGGCTCTCT
CCTCGTCCACATCTGTAACAGCCACGAACTCTCTGATAGACTCCTCTTGACTCGCCATTT
TGATTTGGCTCCTTCGGTGACCTCCC
>CL3419Contig1
TTCTGGTGCCCTGACTGTCAAATCGGCAATGTCCTGCAACACTTCCAGCTCCTTTTCTTC
CACCTCCAGCTCTCCTTTGGTGTGACCTCCGTTTGTCCAAGCATGGTACATGCCAATGTC
ATCCAGGGTAGCCTCTAGAATAATAAATGTGTGCTTCTTTCCATCCTTTTTGAAACGGTA
CTTCGAGGATTCTTTGTCTTTGTGAAGCTCTTGATCCTCAAAGCACCACACGACATGTGC
ACCTTCCTCAGACACTTCAATCTCAAACTCCACTCTTTCGCCCACAACCACATGGTAATC
ATCCATCAGCTTAGTGATGGTTATTGGAGGCTCTTTGACATAAACTTCTGTGGAACACTT
GTCCTCCCCAACTACACACTCGTAAGCTGCATCATCAGACAGGTTGGCTTTGTTGATGGT
GAGAGTTCGGACGTTCCCATTTGCCTCCATGACGTACTTGGCTGAGGGTTTAATCTCCTG
GCCATTCTTCAACCATTTGACCTGGGCGTTTGGATCAAGAACTTCACAAGACAGGACGAT
TTTCTTCCCTTTATCCACTGTGTAGCAAGATTCAAGCCTCTTCAGAAAAGCCTCACTATG
CTTTACTGGCTGTTCTTTCATCTTTTTCAGACGTTTCAGCATACCCCTCAGGTCAGTGAT
GCCATACTTAAAGGCAATTTTCTCATACTCGCTTGGGTGGGCACTTTTAAGCAATTCCCA
CACATCTGTCTCCGGTTCCTCTTTTTCAGGTTTCTTCTTTTTCTTAGTGGCTTTCAGTAG
GGCACTGAAGTCGAGTTCTCCATCGTCTTCTCCAGCATCCGCTCTCTTGAAAGCAGACAA
AATATCTGCTTGCTCCTCCTGGTGTGCAGCCTCCACAGACACCTCAAAGGTGGAGCTGTC
ACATTTGTCTTTAGCTGTCACCTCACATCTATAGCCCCCAGCATCCCCTGGGACTGCTTT
GACGATCTTCATTTCATAAGTGTAGATCTTAGTATTTCTGTCGTACGTTTCCTTGAATTG
AAAATGTTTCCCAGCTTTGCTACCAAGGTCCAGCCACTTGCCCTTCAGCCACTTCATAGT
GGGTTTTCTTGTCAGGGTGCTCGAGTCCACCTTGGCAATAATTGTGACGTCCGATCCTGC
AACAGCAACTACATTGCTCTGTGGTTTCTCTACGAAGAGTCCAGTGAGCTGAGTTGACTG
TGGCTCATCCCCACCATCGTCTGAATCTCCATCTGCTGGGGGCGCATCTCCATCTGCTGG
GGGTTTATCCTGCCCCTCTGGTTTTGCTTCAGGGACTGGCTCAGGCATGGTTATTCCTGT
GTCT
>CL3420Contig1
GCTTTTGTCTAGCAGCTACCTTCACATTCTGGATAATGTGCTGTTTTTTCCCCAAAAAAT
ATTTTTTCAAGAGTTTTGCAAGTGATTTTTATTTAGTAATGTCCACATATTTTAACTGTT
AACTCTATAAGTTGGTTTTTATTCATTTCTGAACACTTGAGGTGTTTGAAATGGCTTTTT
GTTTTTTGTTTTCTTTTTTTTTAGTCTGTTCAGGCGCCTGTTTGCTTCATCACAAAGTGT
TGGTTATGAAATCTTGTCGTTGCTGGTTTACCTCTCTGAATTGCATTCAGTCAATTCTCT
TAATTTCGTTTGTGTTTGAATTCTACATGCACATCCTGAAATTATCACTAAGTGTTCAGT
AAATGTTTCTAAATGATCCAAAAGGACACAGATGCATTATCAGGACCTCCTTCAAAGTGT
GTGTGTTGGAAAGTATCAATACTTTCCTAGGGTCAAATTTTGTTTGCGTTGCTCTGAAAA
AGTGTGGCATGCATTCACAGCAAACAGAAGAGGAATTTAAAAAAGTCATGTTGTTCAGTT
TTTTTTTTTATTGTTATTTTTCTGAATGCCAGTAAAGAGAAAACTATTGAGTTTTGCTCT
TCCATTTTATCACGATTCATGACTTATTTTACACCTTAGTGAAAGAATGAGGTTTGTTTA
CTTGAATTGAACTTCCGGCTCAATTTTTACTGCCAGTCAAATATGAATGCATGTATTTCA
TGTGATTTTGTTTCTATGAATCTCAAAAAAAAAAAA
>CL3421Contig1
TCGCTTTTTATCAAGAAGCTGTTCAGAAATGTCTCAAACAAATTTTCGGACTGTTTAGAA
CATATTCATCATTCAGCTTCTGCTGCGTTTTTTTTTGGCCACTGGTCACTCACTCTGCTG
TCTGGCTTGTCGCTGGTTGACCAGCCTCTTCAGGTGCTGGCTGATGGCAGATGGCTTCTT
GTAGATCATTCGCCTGTCTGCTCCTTTTATGTGAATGTGATTGGCTGATGGGTAGGACTC
CTTTAGAAACCTTGTTTGAAGTTTAGCTACCATCTGGTTTAGATGTTCCGGCATTTGTTG
GTCGAATAAATCCCCCGTCAGCACGCTGACGGATATCATACTAGAAAGAGGCTTAAACTT
TGTGATGTCCCTCACTTGAGCAGCACTTTCATTCATGAAGTAATGCTCGTCTACAGCACT
GCTTTGGTGGACGGGGTTACTCAGGAGGTACTTCTGACGCTGGACGACCTCCTCTGAGAC
GTTCTCTCCTTTTATTGACGGCTCCAGCACCCCCAGAATGATGAGTATCCGGCTGAGCCC
TGCAGCTGCTGAGAGCTGCTGTGCGTGGAGCGATGGCAGCAGCTTCCCATACCAGTACTC
GTTCCACTGCTGCTCCTCAAAGACCTCCTCTGGGATGGGATCGATCAGCACAAGGTCGGA
CACTTGCACATCGTGGATGTGGGCGTAGAAGCGGCTGTTGAGGGCGCCGAGCTCGGAGCC
AACCAGGATGAACGGCATGGATATGTTTGCCGCCCGCAGGAGCCGCTGCAGATCATCCAC
CATCCGTCCTGTGGTGGACAGTCCCCAGACCTTCTCGGTTCCCGTGGTTTCATTAGGAAA
GGCCCGCTTGCTGAAGCCCAGACCCACTCTGTCATAGGTGCAAACCTGTGTGACTGAAGA
AACACTTTCCTGGACATGAAGCCAAGTATCTGAAGACATTCCAGCTGGAGCATCTAGAAC
CACAACAGGTTTTCCTCGTCCTTTACACAAAAGATGCATTTTCTGACCCAAGCCCACATC
CACAACCTGCCCACCTTGGGGCAGCAGCATCTGTTCTTCTCTCTGCAGGGATGCATAGTT
GAGGAAAGGCGGGATGATGATGAGGAGGAGCACACATTTCCCAAAGTTCAGCAGCACAGA



GCTGTAAGTCCGGCCGCGTGTGGCTTCGGGTTGTCTGTGCTGCTTCTCCTCTGGGTCCTT
TTTCGTGGCTTCTGGTCTGCTGCATGCGGGCCGTGCTTCGACTCTCCGGCGCATTTTTAA
ATTAAGCCGAGAATAAACTGTTCAGAGTGAAATGCCCCGGCCATAAGGCCCGGGTT
>CL3422Contig1
CGCTTTAAACTAATTTCTTTGCATATCAAGAACTTTAAGTTTAAAGGTTTACCATTTCCA
CATACTAAGAAAACTTGAGGTAAGGAACAGCTCTAATAAACCCTCCCCTCAATCAGCTTT
CCATCGCCCCCTCCATGCAACAGTGCAGAGATGCGCCTCGTCTCCTCGCCATTCTCCTGC
ATCTCAGGGAAAATTTGCTGCTTTTGTCTTTCGAGGGCCTCGCCACCGTGGTTCCTGGCG
CTTTCCATCACCTCGCGTTCTACCACGGTTTCGCTTCCCCGCGCTCTCTTTCCTCAAACG
GACGGCCTCGACCGGCGCTCGGCTTGTTCGTGCACGAGCGTCAGCTGTTTTTTTGTGTCA
GTTGTCCACGCACACAGCTGTTGGAAGAACATCTGGGCTCCCGTCCCCAAACCTTGTGCA
GCTGAGTGCCGAGGGAATAAGAGGAGGGGGACTATAATACAGTCGTGCAACAGGGAAGGT
GGCCGTTGTCAGTCTTCATTTTTTTATTTTTTTTATTTCCTCTTTTAAAGTTAAGGCCAT
CCTTCAGTCTTTAATACAGCATTCCTCTATTTATGTAGTAGCGTATATAAGAACATGTGG
GACTTCTCTGGGGTGTGGGGGGGTGGGGGATCCTGAAATATCTTTCTCGAGTCGGCTCCA
CGCTTTACAACAGGGTGCAATCCACCGTCATGACACCAGGGGGAGCTCTTTCAGACTAAT
TCAATGAAAGAGAAGAGCTCCTGGGGAAGTGTAGTGTCTTTAGTAAGGGGCAAATCTACT
GTAGCCCCCCCTGTAGAGCGTGGCCATGGCTCCAACTCCATAGGCAGCTGGCGCGAGAGC
AGCATGGTAGGGGTCTGCTGTGTAAACTCGTCCATAGCTGTCACTGTATGCTGCAGCTGC
GGCGGCGGCAGCGGCTGCAGGAGTTGCTACAGCAGCTGGCTGGGCGTAACGATACGTTGC
ATAGCCGCCATAGAGGTCAGCGGCACCGTAAAAACCCTCCTGATACGCCATCACGCCTGG
ATATGTAGGGATGGCGGGCTGGGGGACGGCCGCCCTGACGGCACTGTAGACGGGTCGGGC
ACGGCCCCTCAGGTGGGCGCCTCGAAACGTCGCAGCAGTGGAGGCAGCAGCTGCTGCCGC
TGCTGGATATGGAAACCCCGGTACTGACAGATGGCTTTGGCTAAGGTTTTGAAGCTGCCA
AGAAATATACTGTATTTTTTGCTCCGGACTATCGGTCACAGCAGCTGTATAAAGCTCGGG
ACTGTACATGGCTCCAACCATAGGACTTAACTTCCAACCAGCATATGGTAGTGCTGCAAG
GCCCTCTCCGTTAGAGTACGGTGTGGTTATCTTCTTGTTTGTCATCACTCTGGCTGTAGC
GTTATTGACCTCGATTTTACGCCCTTTCCAC
>CL3423Contig1
ATTTTCTTTATTTTAAGTCGACTTCAATGATTTTTAAGCAGTTTTAATGTCTCTGAGAAA
AGCATCTCCCGACTGTTAATCAGTTATTCCTTCAAGCTGCTATGAAGATTGGTTCACATT
AGATCGTGTTAACATTCATACATAAGTCTCAATAGTAGAAATATGTTCAATTATGATGAT
TTATTGATATGTATCTATTTTTTCTTGAAAATATAAAAAGATAAGTAATGAACATTCCAT
TGAAATATACTTTATACAGTTCTTGATGATTTGTTCTTTGTGTCCCAACATTTCAAAAAT
GAAATCTGGCTTAAGTCACAACTAGATGCTCCAGTGACCTCCTCTTCTTCCCATTCACAC
TCCTACTAAGACCACAGTACAATGAACCAGTACTTAAGTCTGTTTTATACATTTGATAGC
ATGTAAAATTAATCTTTGGAATGCTTACATTAATGCAAATAACAATAAATGGTATTTATG
TATATAGATTTGATGCTTTTTTTCTAAAGAAAATAACGTTTAGTACGTTAGAAAAATGTA
TTCAGTTTGATATAATTTCCTCTAAAATAAATCTGGTCATATTAATTTGTTAAAATAAAT
TATCTTTAGACAAGACTGATTGCTAGGTAATTCTATGGAAAGCCATAGCGCCACTACACA
TGTGGTTGCAATCATCTGAACTGATGGCTGCACAGCAATACAGTAAGTGTCAATCAGCGG
CATTCGTGGTGCAGATTGCATACAATTTCCCCAACAAAAAGGATCATACGGAAACATATT
AAACAGAAACAGGCAAGAAGAAAAGAAATTGGACAGGATGTAAGTGGGAACAATCATAGG
ACAGCCTCTAAAGAACCTACAGAGGAAATGTCATAATAATGTGCTGAAGCACAGTTACTG
TCTATGCGACCTACTTATCATCTAAAGCATTTTTATTTATTTGGGTTGTATGAGGTGGTA
TGTTCTCTAACAGATTGCAACTCTTTGGAAATAAAACAGACTTAGCCCTCGTGCCG
>CL3424Contig1
CTGTTACCGTGCAGAAGAGCTGAGCCCCCCTCCCTTTATCTGCTGCAGCTCCACGTGGAG
ACGGGGCGGTCATTGCTCACGATGAATGCAAAGTTGAGAAATAATTATGACGTCCTGGTT
AACCCGACACCATGCAGGATGGAAAAACACCGAACCAGAGGAAAATCCTCCAACAGTGTC
TACACCCGAAAAAGGGTTATTCCTGACTCATTCAGAACAATCCATCTTTGTGGGTTTTTG
TGTGTCTCAAATCTGTCTTGAACCGTTCTCAGTCTCGTTTCGGTTTGTTGGAGGAGGATT
TGAGCCAGTTTGGGTACCAAACTAAGACCCAAACTCTTCAGCAGCACAAACCTCACCACA
CTCAGTGATCCTAGCTCAGATGTGTGGAAAACGGTTGCAGGAGGAGAAGAAACTGCTGCA
CTGAGGCCAGTTTGAAATATGTTCACGATTGTTCTGTTTCCAACAACAGTTTTTTTATGG
AAAGGTTTTTTTGTCGATTTTTGGGAAACCTCAGTGATGATGTCCAGCGCGTCCTCTCAG
TGCGCCACCATCAGACTCAGCAGATCTGTTGGCGTCGTGATCGGGCCGACGTCCGAACAG
CTCTGCATCTCACATCAGGAGGAAGAGGATTGTGGAAGCGACAGGTCCAGCTGTCTTTTC
CGTCCCAGCTCTCAGCTCAAAATTTTCCAGCTGGACTGCTGTCATGCTGGTTATCCAGGC
CAGGAGGAATCTTTAAAGAAACGTCCACGAATCGTGGGGACACACCAACGCTGTTCCACC
AGGAAATGTGGAAAGAGGAGGAGAGAAGAGCATGCAGACCGGTAGCATGCTGCTCTTTAC
TCATTTCTGTTGGAACTCTGGGAAGATATTTGTGCTCATGTCGGCCTCTTGGAGCTGCAG
CACATAAACTTGGGGGTCAGGACGCCAGCGGGGGTCAGAGGTCAGCCTTGAGCTGATAAA
CAGTCAGACATTCACCAAAGTGTCTTCACGCTCAGCATAAACTGTTGCATTCATTCCTGA



CGGGGACTGTAAACCTTCTTGCACTTTACTCCAGAGTTTTGTTAAAGGTTTCGGACGTGG
TGGATGAGCGTGTCTGTTGTGAGCGTGGGACCGTCCCCTCGGATCGACAGACGGGGTCTT
CCAAAACGGCCACATTCTTCTGGCGCTGAGAGGTTTGGAAACCTGCAAAGGCTTCATCTG
GACTGCAGATGTGTCTGCAGGAGTCCAGCGGACGAGGCGTCCCGCAAAAAACAACCTTAG
TGTTCCTGCTCTGCAGGCGCAGTTTTGTGCGTAACAGCNAAAGT
>CL3425Contig1
TTTTTTTTTTCCCACGAACAATCCCCTCCGTCTTTATTCACTGCACTCATCTACAGTTAA
AGTACATTTGTCAGGAGTACTTTGAATACTTGAGTATTTTTGTGTGCAGCTGACTGCCGT
ACTCAAACAGGAAGTCTCTGGACGCTGCAGACCCCTGAGTCCTGGAGCTCACTGATCTGT
CCAATTGGAAGGTCTAGAGCTCTGGTGAGCCACAGATCAGAGGAAAACACTTGAATTCAG
GTTGACCCGTTAACCAGTCCATAATCAATTAACCAGCTGCCCCCGAGTCCACTGAAGAGC
AGCTGGATGAGCCAAAGGGACACGCCTCTTCTGTGATGTCATTTGTTGTTGTTGTTCGGG
TTCTGCACAAAGTTAATGGCGTAGGAGCCACTGTTTGGGTCCTGGTTGACCTGGAAGTTG
TTGGTGGAGAGTCCAAATGGCCTCAGAACCATGTTACCCAGGTCCTTCAGCTTACTGATC
ATCTCCTCCTTTAGCTTCTCGTTTCTCTCTTGTATCAGCGGAGGCAACCTCACACAAGCC
TGCCTGGCTCCACTGTGGCTTGGATCGCGCTCCAGAACCTTCTGGTAGTCTTCCAGAGCT
TCATCCAGCTTTTCCGTCTGCTCGTAAAGCTCTGCCCGTCTCAACAGGGCCCGCAGGTAG
TCTGGATCCAGGTCTATCGCTCTGCTGCAGTCTGAGATTGCCTGATCCTTCATGTCCAGA
TGCAGTCTTGCTGCTGCTCGGTTGGAGAACAGCACCGCCCTCTCTCGGCTGAAACACACG
GGACATAACGCCAAAGCCTTGGAGTAGCTGTCCTCTGCCTCAGACCAGTTTCTTGCTTTA
AACTGGCCGTTGCCTGTTTCCTTCAGGGTCAAACTCTGCTGTCGTCGACTCTCCTTCTCC
TCTTCGGTCAGCGTCTTCTCCACCTCCCTCAAGTAGTCGTCATCAAACTCGGCTCCACTG
CAGACCTCCTCTTTGAACTCAGCGTCTGAATCCTCTAGTTCGGCCTCTTCTTTTTCTTCT
TCTGTCTCTTTGTCTTCGTTTCCTCTTTGGGTGTCTGTGCCCGGC
>CL3426Contig1
TNTTACAAAATCCATATAAAGTTTATTTGACATTTCCAGTCTAACATATTTCGTAAAAAA
GCAGCACCATTTTATAACATTTACAACAGTTACAACAAGGAATGACAACAAGGACGTGCT
CTCTGCATCAGTCTTCACAGTGAGCAGCTCCGCGGCCGCCATGAACACGAAGGAACAGGT
TTTCAGCCATTTGCGGGACAGAGAACACAGAAACGAAACACACACATGCAGAGATTAGCT
TAAATGTTTAAAAGGTTCCCCCTGGCTCCTCTAGCTGTGGGGAAGCAGAGAAACCGTCGA
GCATCCTCGCTTTGACGCTCAGCCGAGCTGTGAGAAGTGGACTCCGCCTTAACCTTTTCA
CTGGGATGCTGGTTTCCTCTTGTCCACAAGGTTCATGATCTTCTGCGCCCAAGGAAAATC
TTTGGGGTGAGCAACACACAGCTTTTTGCCGTGTTTGTTTACAAACACGGAGGCACTGAT
TTGGCAGCCGTCCCCTTCCTCCTGGATGGAGTAGCTCACAATGTTTTTAGGGTTCAACTT
TTCCTGGCGGATTGATAAGCAGCAGTCCTTTGGAACTTGGGCTGCTGCAAGTCCAGCGCA
GAGGAGACCCAGCAAGATCAAAGCTGCAACTCGAGAGGCCATGTCTGCGTCCGTGATGAT
CAGGTGTTCAGCGAGTCTCTTCAGGGGGAGCGAAGGTGCTGCTGTGTCCCCGGCCATAAG
GNCCGGGTTTA
>CL3427Contig1
CCTACTGGAAGAAATCGATAACCCCGAATACAGCCCAGACGCAAACATCTACAAGTTCGA
CAGCATCGGGGTTCTGGGTCTGGACCTCTGGCAGGTCAAGTCAGGGACCGTCTTCGACAA
CTTCCTCATCACCGACGACGTGAAGGAAGCGGAAGACGTGGGCAAAGAGACGTGGGGCGC
GACGAAGGAGCCGGAACAGAAAATGAAGCAAGAGCAGGACGAGTTGAAGCGAAAAGACGA
AGAGGAAAAGAACAAGGACCAAGACACAGACGGGGATGATGAAGATATTGATGAAGACGA
GGAAGAATCAAAGGAAGAAGCAGAGGAGGCACTTTCAGAAACAGATGAAGATGCTCAGGC
TAAAGATGAGCTTTGAAGAAAGGTTGCAGTAGTGTGTGTGTGTGTGTGTGTTTTATGTCC
CACAAAGCCTGTGCGTTGGCGCTCAGGATGGTTGTGGTTGCTGTGCATCCTCTTCCTGCC
AAAAGGGCAAAACCAAACTCTGGGGTCTAATCTGGAAATGGGGTCTTGTTGATCTAGAAC
TTTACATTTCTCGACAATCCTAAACTACAATCTGACTAGAACAAAATAAAAGTCTGCTTT
TGTAACAGAATGCAGTCTGTTGGCTCTGCCACCTAGTTTGTTTTTTTATTTCTTTTTCAC
CGGAAACCTTCCTAAAGTCTGTTTTTGATTTGAGGTGTTGAAAGCGGATTTCTGGTTCTG
AACGGTGGTCACAAACGGGAGAAATCCTCCTGTTCGGGTTCATGTTGCAGAACAACGTAG
NGGAAAAACGAAGCCCNTGNGGAACCAATGAAAGCGTTTCTNTGCTTTTTNCCGGACNGA
ATGTTTNTGATACCAAAGTTTTTAATAAAGATGNGATTTTTTTTTTTTTATTGCATAAAC
GTTTCTGAAGGGTTGTGACAGAAACGGCACTGTGGCGGTTGAGTCTTGATTGACGCGAAT
CGGATGTTGTCCTA
>CL3428Contig1
GGGCCGGCATCTGCTACGTGGGGAACCAGAACCTGGACAACCTGCGCGGCTTCGTCCTCG
CGCCTCTGGTCATCTATTTATTCATCGGAACCATGTTCCTCCTGGCCGGATTCGTGTCGC
TCTTTAGGATCCGCAGCGTCATCAAGCAGGGCGGCACCAAAACCGACAAACTGGAGAAGC
TGATGATCCGGATCGGGATTTTCACGGTGCTCTACACCGTCCCGGCCACCGTCATTGTGG
CGTGTTACTTTTACGAGCAGCACAACCGGCAGGATTGGGAGATGACGCACAACTGCTCCA
GCTGCCTAATGGAGCGCGAGCGCGCGCGCAGCGGGCCGGACTACGCCGTCTTCATGCTCA
AGTACTTCATGTGCCTTCTGGTGGGCATCACGTCCGGAGTGTGGATCTGGTCCGGGAAGA



CCCTGGACTCGTGGAGGACTTTCTGCACGCGCTGCTGCTGGGGCAGCAAGGGCACCGGCG
GCTCCATGTACAGCGACGCCAGCACCGGGCTGACGTGGAGGTCGGGCACGGCCAGCTCCG
TGTCCTGCCGCAAACAGATGCCCCTGTCACAGGTCTGATCCCCCATCCAATTCAAGCCGA
AGTGTGGACTAGTCCTCTCCTTATATTGTGTTACATAGTTATCACAGTCAAACTCATATT
TACAATGAGCGGGACCTGAATTTTGAACACAATATAAGCGTTAAATTAAGCCTTAAAGCC
CTCCACCTGTGTTTTTTTATTTTACATGTATTTATATAAAATTTCTGTATAAAAATGTAC
ATTTGTGTATAAAAGAAAACTTTATAAGATATTGTATATTTGTACAAAGTGTAGATTGCC
TCTTTTTGGTGACAAAGCAGCCTCTATTTTGACAATAAAACACGCAGTTTCCCATGCNNA
ANANAAA
>CL3429Contig1
ACATAAAACATTTTACACATATTATCTGATTACAAATACATTTTCAGGACCATGGTCACT
CCCCCTTATGGTTTCATTCTTTACAGTTTTCTCTTTTTGTATTTGTGTAAGAAAACAGTC
AAATATGTGAATTTTAAACATTATTGACATAAATGTTCTTGTGAAATGTGGCTTTAAGAC
AGCAACATCTTGAACATCAGGTACTTTCAAACAAATACCACCCTAAAACATGCATACTGT
AGTCCAACTAAAGTGAATTGCACTTGCTTTTATTTTGAAATCACATTCTGACTTTTTGCA
CCTTCTATATTTAATTAGTAAATAAAAACGTTATCCAATTATGGATTTTTTAAAAATGAT
TTTGTGATAAAAGAAATAGCAGGATAGTCATTAGTTAATATTTACCCAAAAAAAGTGTGC
AGCTGAACAAAAATAAACAGAAACACAAAGTTTTTAAACTCTAAGTTTTAATATGTGAGC
AGGGGTTTGGACATGCATGCTGGATTTCATTTAAAAGATAGTTGCTTTTTTGTGTTTTAA
CTCTGATAACTACAGACATTTTAATTTTGTGCACTGTTTTGGGTTTTATATTGTGAAGAA
TACCCACAAATTCCTCGGCTCTAAAAATTCTAAAACTTAAAAATAACCAGTTCAGTTTTT
TTTTAAATGTAAAAAATGTGTATAAGATTATTTTAAATTTCAAAACAGTACATTTATACT
GAAAGGGACAACTAAAA
>CL3430Contig1
TTTTTTTTTTAAATCAAAAATATTCTTTTAATTAAAAAATATATTTACAGTGGTTTTACA
GTGTAATCCATTTAAACACAAAGTGCTGCAGTGTCACAGTAACATTTACAGTTCTTCTTA
ACAGACTTGATCCATTTACAGAGATGTGAAATAACAAATGTGATGCATTTATAGTTAAAC
TGTTTCGGCCGTGCAAAGGAAAAACCTAAAAGTCTACATTTATAGAGCGTAGAATCCCAC
ACTGACTGTAGCCAGAGCCAGAAAAAGCCCCAGCACCATCCTGATGAGCGGGACGTGGAG
TGTTTTCGCCTCTCCTGACTTGAAGGTTAAAATCTTCTGCAGCTTGTTTTCTGTGACGTC
CAGCAGCTTCTCAATGTCATCAAAGACCTGGATGTTGAACTCGAAGGCCCTGACCGCCTC
CTCCAGCACGCCGTTCCTCTGCTCCTCCGTCAGCTCCACGCTGTTCATTCGGCTGCGGTA
GAGCTGCTTGAACAGGTTGGGGCTGGACACTCCAGGGAAGGCAAAGAAGGACAGACCCTC
GCTGCTTTTCAGCCCCATGGATTTCTGGGCAATCCGACCAAGAACCTGGCCTCCAGACAG
ATCGCCGAGGTAACGGGTGTAAGCGTGGGCCACCAGAAACTCGGGGTACTCTTTGCCGAT
CTGTCTGAGCCTGTGACAGTATCTCTTGGTGGCGGCAGGAACAACTATTTTCTCTCTCCA
GTTGGTGCCGTAGAAATACTCCAGGTCTTTCTCAATGGACTCCAGCCTGGCCAGTTCGGA
TGGAAAGTAAATGGGCGCCACACCAGCATGGTTGGAGTTCCTGCTCAGCTCTTCCTCCAG
AGCTTTGTAGATCTCATACAGGGAGCACAGGAGGAGCTTGTACTGTGGAAGCGTCACTTG
TCCCCGCTGGAAGCTCAGCATTAGCTCTGTGTTTTCTGCTCTGACGTGACTCTCCTTTGT
CACCTTCTTGATTTGTTCAGACAGATCCCTGTCAGCAGTCTGCTCTGTTGCTGCTTGAGT
CTTCCTCTCAGTTTCCATTGTGATGCAGTTAAGATCAACTCCTTCAGATTTGTTAGTCCT
GGTTTTTCCTCTGGATGTCCTGTCCCCGGCCATAATGN
>CL3431Contig1
CTTTTGACTCCTGAAGTTTGCTCCTTCCGCGCCTTACTCTGAGATTACTTAGCAAAGGAA
TGGAACCAGCAGCATATTTATGCCTAGACCCAAAGCCACTTCGAGAAAAACAAGTGCATA
AATATTAAACGTGTGCTTCACGCGGCCTCATGACTCCCCGAGAGCACTTACTGCTGCTAC
GGCTGCTGCAGTACATGGCGATCCTCCGTCCCACTTTGTGTAAGCGGTTATCAGTCACAT
TTTTTTGTTTTTTGTCATCTGTGCTCTCCCAAAGGCACAAACTCCACACAGATACATGTA
CATTCAGATGCACCGTTTACTGGGGTCTCCAACAGACATGTGCACGCGCGTGAGGCAGCG
GAGGGAGGGTGAGTGAGTGAGCGGGCAGGCGGGGATACAGTTCCTTGTCCTTGCGGACCA
AGTCGTTGTACATCTGTTCATAAGTGGTTTTGAAGTCGTACACATTGGGCTTATCCGGAG
CCGGACCAGGCAGCTTTACATGAGACCCCGTCCCAAACGATCGCACTTCAAATCCACGCT
TACTGAGGATACTGTGCGCTTCCATACTGCGGTTCTGGTTGCTCGAGCACACAACCGCCA
CACGGAGCGGGTGGCTCGGCATTGCGACTCTTCAACTGAAACTGAACGACACAAGTGTCT
GGAGCTAAGACGAAGCAGTTACTCAGACTCCTGTAAAAAAAACACAAAAACCAAACAAAT
TCAGCTCTTTCTGATCAGGTAAACTAGCTGGCGGTTTGACAAGCAGAGCTACGCCACGGT
GGCGTCTCCCGTGGAAGCAGCCCCGGCCATAAGGNCCGGGTTAANCGGCCG
>CL3432Contig1
AATGCTTTTTATTCGAGTTGCTTCATCATGTGTTGTATACATTGCAAGAAAAGTTATTCA
TCCTTTGTATATTTGTGACAAACTAAAACAAAATTGCATATTTGTTTATTTTGTTTCTTA
AAGTCAGAGTTGAAAGCCACTGCAGTCAGGTAACACTTACTTGGTCAGCTCATGAGCACA
ACAGCTGCACAAAAATTTGACATTTTAAACAAGAAGAGCACAAAAATCAATCTAAGTACA
TTCTCTACATCACAAACATGACGTTCTAATGACAATCTAGTTGGGAGAAACATTTTTTCA



TTATTGTATTTGACATTTTTTATTGTTTTGTAATTATAAAAGAGAAAAAAATGTTGCATT
AATACTTTTTAATGAGAAAAAATTCAAGTGATGTTCGAGATCTCTCTCAATCGTTCTGTA
TTATTTCAGCTGTTGAACTTTAGTCTCATCGGATTTATCTTCTCACAACACTTTTTTTTT
TGTTCAATTCTGAGGCCGTCTTCTGTCACATACATGAAAAAGTAATTGCTTTCAGCAGTT
GGTATTTTGAAACACATGGAACAGATTATTCAGCTTCCATCAGCACCAGCAGGGGGTGTC
TTTTTTGCTCAGCTCCAAGAGGTCAGCCTCCAGCTGGTCTGCGTCTTCTTGAAAGCGCTC
AGTGAAGGAGCGAATCAGGCCTGCAGCACTGCTTTCATATTCCACCAGCTCGACATGGTC
ACCGTTAACTTTGGTGTTGGCCTGAACAAACATCTTGCGAGCTTCTTTCCTCAGCAGGAC
AGTCTCCCGCAGACGCAAAAAGTTGTTAGCACCGCTGTCCCCGACACTGGAGTAACCGTC
ATAGAGGGCCCTGCCTCCTTCCACATCAGCCGTAGACTTAAAGACCTGCAGCTTACAGAG
GAACCTCTGAATAGCGTGCTTTCCCACAGTGTGGATTTTGGTCCGATCCAGTGTAATCTG
TGCATCAGGCTNGCCGTCGTGCCCCACCACCTCTTTGAGGCCCACCAGGCCCTCCCCGGC
CTCCAGCAAAACACGCAGAATCACGAAGCGAGCCTGCATGTGAGCCTGTCTCCAGTTCTT
GCTCTCAGCCTCGTGCCG
>CL3433Contig1
ATTCAGTGCATGAAAAAGGGATAACTGGTAAGCAGCAACAGCTTTTTCATTCATTCATTA
TTGTACCAAAAACAAACATTCTGTGAGAAACAAATGATTAAAAGAAAGAGCTAATGGAGT
GAGAGCCTCTTAAAGCAATGACAACACCAAGGAAAGAGCTGTTCTTTTTGCATGCAAAAG
ATAAAACAATAACAAACGGGGGTTACCTATGGGGCGGAAAGCCAGCGATCAAGTGTTTAA
GCAGATAAACGTCTCTTTTCACGTTAGGATGTAGAGTTGACAAACAAAGGTCATGCAGTT
TTAACCTGTCCTTTTAAAAATATATTGTCATGCTCTCTAAAACATTTACTTTAGTTCAGA
TTTTTTTAGGGGAAATGGGAAAACAGAATAGAAGCCTATCTCATGTAACTACATCCGATT
CAGCTCTAGAAATTCCCTGCACAACACTGCCAGCTCCAGAGGTCACACACGGCTGCCTGC
AGGTCAGAAGCCCACCTTGCCGCTTCCCCGACCCAAGATGGCGTAGCTCATGTACTGCTC
AGCATCGGCCTCCAGGTCGTCCTGCAGAGAACCGTCCATGCTGAGCTCCTGAACCCCCTC
CTCACCTGATCCCTTCCCTCTGCGCACAACCTTCCGTACAATCTTCTTTGTGACAATGTT
TCCATGCTCATCTGTGAACTGTTCCTCGCTCACTTGTTCCCCAGGCAGATCTTCAACCTC
ATCACCCTTCAGAATGACTCTGCGGCGGACCACCCTGGTGGTTATGTTCTCCTCTTCATC
GACTACGCCTTCAACCTCACCAAGCTCGTGGTCCAGCTGGGTGTGTATGTAGCTAAGCAC
AGACCTCACTGAGCCACTGGCTATGTGAAGAACATTCTGACAGCTAATTACCAGGAAGGC
CAGCAGCACAAAGCTGAAGAGGAGCTCTGTCACTAAGGCCCACATTACCACAATTTGGTC
TCCGGGAGATCAACAGTCTGCACGTCGCAAAACACAGCTGTAGTTTTAGCCGCTCAGCCT
GTTGTGCTACAATGTGCAGCCCTTCTTTTAGCCGAGATAAAAAAGGAACAGCTCCAACCC
TCTGCTGTTTAACGCCGCTTTAGTCTTTCAGATCATTCTGTCCTCCATTTGCCGGGGCAG
TAAGCCCTTCCGTCTAGGTCTCTATTCCTTCTCCTTCCCTCTGTCGGAGGCACCCAGTCA
AAGTCAAAGATGTCAGACCCCCCCGGCCATAATGCC
>CL3434Contig1
CCGGCTCGGACACCATGTCAATATTACCATCCTTTGGGTTTACGCAGGAGCAAGTGGCGT
GCGTTTGTGAGGTGTTACAGCAAGGAGGAAACCTGGAGAGGCTCGGCCGCTTCCTGTGGT
CTCTTCCTGCTTGTGATCACCTCCACAAGAACGAGAGCGTCCTCAAAGCCAAGGCGGTCG
TGGCTTTTCATCGGGGGAACTTCCGAGAGCTTTACAAAATCCTGGAGAGCCACCAGTTTT
CCCCGCACAACCACCCGAAGCTGCAGCAGCTGTGGCTGAAGGCGCACTACGTGGAGGCGG
AGAAGCTGCGCGGAAGACCGCTCGGGGCTGTGGGGAAGTATCGCGTGCGGAGGAAATTCC
CGCTGCCCCGCACGATATGGGACGGCGAGGAGACCAGCTATTGCTTTAAGGAGAAGTCCA
GAGGAGTGCTGCGGGAGTGGTACACGCACAACCCGTACCCGTCTCCGCGGGAAAAGAGGG
AACTGGCCGAGGCCACGGGGCTGACCACCACGCAGGTCAGCAACTGGTTCAAAAACAGAC
GGCAGAGGGACAGAGCTGCAGAGGCCAAGGAAAGGGAGAACAGTGAAAACAACAACGCGG
GGGGAAACAAACAGAACCAGCTATCTCCTCTGGATGGAGGAAAGTCTCTCATGTCCAGCT
CGGAGGACGAGTTTTCTCCCCCTCAGAGCCCCGACCAGAACTCTGCGCTTTTGCTTCAGG
GCAACATGAACCACCCCGGGGCCTCGGCTTACCCCATGTCCGGTCTGGGGGCCCCACAGT
CGGTGCACGGCATGCACGGACACCCACACCAACTGCAGGACTCCTTGTTGGGACCTCTAA
CCTCCAGTCTTGTGGATTTGGGCTCTTAAAGAGACAAATATAATTATTATATTTTACCCA
ACGAGAAAACGAAGAGGACTGATGAGTGTATCAGATTTAAAACATGTACGAAATAACAAT
ATAGTAGCTTATATCTTATAATATAGACTGACTTGTCTGTCGTTAAAAGGGTGAAACAAA
TTTCCTCAATTGGTTGAAACTGAACGCATCCACAGGAGATTTTTTCCATTTCCCTGCGCG
CAAAAGCAAAAAGGATTACACTGAAACTCCGAACAGGACTTTAATTTATGATATTTTATT
AAGATGTCCAGACAATTATATCAAATCTCCTGCGATGGAAACTAAGAGGTAACGTTTTCA
CTAGTCCTGCTCATTAGTTTCCAATAAAACAGAAGTAGTGCATTTGTCTCATGTGTTATC
TGTGTGAAAAAGGAGTATTTTTAGACGTTTGATCCAGAAACTTGCGCAAATCTGTTGAGC
ATTTCTCTTCAAAAACATAACTTTTTTTTTGGGGGGGGGTAAAT
>CL3435Contig1
TACAGGCCTATTCCAAGTGGAGATTGCAGAAATCCCCCAAGAAATGTGGAAAAACTGTGA
TAAGAGGAGTTGCATACTGGTGACACTTGTGAGAAAACTCACAAGAGAGTCACAGTGTTT
GAAGTCTGATGTGAACCCTGAAGCCCAACGGCCCCAAGCATTTAGGAATCTGCTGCAACA



ACATCCCTCTGATGAACAGGATTTTCATCTCAGTCCCAGGCCAAGACTGCATATCGTGAA
GCTTCTCCGTCTCTTGCGGCATGGAGGACGTTGGGAGGAAACAGGCGGAGCTCCTCCTCT
TTCCATCCTCTCTGGCCTGTCCATCTCTGGGATTCCAACTTAAGAGTGTTTGACATTTTG
CCAGACATCCCTCCCATCCAAAAACTCCTCGTCCTCTTCCTTAAACGCTCATTTTTCAAT
ACAGAACTAGAGGAAACATTTGGACTCTTTCTAATGAGCTTCTAAGATCTTCCAAAGACA
AAGGATTTTGTCTTCATCTGTCATTCCAATGAACCATTTCTGCTCACGTCTTTTGTTGTG
TGACAGGTACTGCGGTCCTCCAGTGTTGTGAATGTAGATTTCCACGAATGTTCTGTTTGG
TGGTCTGAGTTGACGCACTGTCGTTTGGCTCCGCCTTCTCCGTGTTACCTTTCAGAACAG
CTCCCAGCAGGCGTCGACCAGGAGCAACCGCTGGCACGCACCTTACCGGAGCTGCGTAAG
ACGGGAACGGGTTGTGCAGCTCCTGGGGTTCAGTGGACTCGAACCTTTGCTCTGATGGTG
CTGAACAGATGGGCAGCCATGCACTTTCTGAATGAGTGCGTTTGCGTGTGTTGGTGAATG
CATGCGAGAGCGAAAGCCGTTTCACCCTCCACCCACCTCAGCCCCTCCCGACCACATGTT
AAGTCACTGCACTGTCCCTTCCACTTTTTAGCACCAGTTATATCCCACCATCTGCACTAT
GTTTAGCTTATGATCTTTATCATTAGCGCTATTATTATTATTATGTCTATTGTTATTTTC
TTAATTAGAGTTAAATTTTAATTAACTTATATTTTTTATACAAAGAAAAACAATGTTGGC
CTTTTTTCTTTTTTGTACAAAGTAAACATAAAAGATAAATTAAACAGTCTAGACATGTTA
CTGTTACCCAGAATAACTGAGGAATGTCTCAACTGTAAATGTAAGAGCCGTAGCCCAAAT
GACTTTTATTAAATATGTCTCTAAAAAAATAAAAAAAAAA
>CL3436Contig1
CTGATTCCAGGCTGTTTCGGACACGGCTTCAGCACTCGTACAGGTGGTGTGTCTTACATC
CCAACCCTGTCCTCCATGAATCTGTTTTGCAGCAGCAGGAGGAGGGACCCTGTTGCCGTA
GTGACAGAGAACAGACGCAGACTGGCTGTTCATGCCGGTTTCCACCCTTTGCCTCTGCGT
ATGGTGAAGGTGAATCATGCCAGTGATGTATGGGTTATGGGGAAAGCTGAGCCAGAGAGC
TATGATGCCCTGGTGACCGATCAAAGAGGGGTTGTTTTAGCAGCTCCAGGTGCAGACTGC
ATGCCCATCCTGTTCTCTGATCCGGTTAAAAAGGTCATTGGTGCTGCTCATGCAGGTTGG
AAAGGGACACTGATGGGGGTTGCCATGGCAACAGTGAATGCCATGGTGATGGAGTTTGGC
AGCAGAGCAAGCGACATCAGGGTGGCAGTGGGACCATCAGTGGGTGTTTGCTGCTTCACC
TTGGACAGAGAGCAGGCGCTGGAGTTCAGACAAATCCACACGGATTGTGTCCCCGATCCC
AAGTCAGCCAAACCTCACGTGGACATCCGGCTCGCCAATAGGGTTCTTCTCCAGAAAGGG
GGGGTCCTGCCAGAGCAAATCCATGACAACTTGGTGATGGAGCAACCCAGCGTGACACCC
TGCACCTCGTGTCACCCTGAAGATTTTTTCTCTCATGTTCGAGATGGTCTGAACTTTGGT
ACTCAGGTAGGCTTCTTGTGGATCAAAGAGGCAGAAGAGCAGACCGGAACTCCTGAAGGG
CCACATGGATCCATGTGAGGGTCATGAAGATGACATCATCAAAAAGGCTAGAAATGAAGA
GGCTCTTTTACAGAACAAGGTGGCAGCAAACAAACTTTAGATAAGTGTGAAGATGTTTCA
GGTTGGTGCGTGATCGCACTGCCCAGCTCAGCACAGCAGGGATCCTCCAGTAAAACTGAA
ACCTCAGATGCCTGAAGGATCAAACCATCTGCACGCACCTTTACAGCATTTGTGAGAAAC
TTCAATATTTCAGAGTAACCCTTGTGCTATCCTAGATACTTTAACATTGGGAGTTGGGTC
ATCTAGACCCCACAAGACAGTGTGCTGAACCTTTTTCTACAATGATTTGTGCTCTTCACT
GGTGTCCATGGATTACATGAAATCCTCTTCACCTTTATCCACCTTTGTTGTGGTAGGGAT
AACACGTCAATGTAAGAGTGGGGTCATAGGATAGCACAAGGAATAATGCAGCATTTTAAT
GGGTTAAAAAGCTTAAAATGGCTTAAAACGTGTGTGTGTC
>CL3437Contig1
TTATGTCACATACAAATCACATTCTTTAGAAAATAAAAAGAAACGTTTATTTCCGTACCT
GACATCTAGACTCTTTAAAGACCATTTTTCTAGAAATACAAGCATGTAATGCTGCATACT
TCATCATTACACTAAGTATTCAGATAAACAGCAATGTTGCAGTTTACCGGTTTACTTTTT
TTTAAGCCAAATAATCAAAATTGTGGACAAATTTTCATTGGAAAAACTGTGCAAGAATAG
ATCCCTTTTTTTCATAATTCAAATAAGAAGTGATCCTTTTTACTCGGTTAGAATAAAAGG
CCATTAATGAAATGTAAGGAACTGACGTGATACATAAAAACATTTAGTAATTACAGTAGA
AACTATAGTACCTATTCATATTCTGCTGGAAAAAACAGACAAGCGTATAAGGTTCACAGA
GAAACAAGTGCAAAATAAAAGGATAAAGTTGCCTTAGTGTATTTTGGCACATTAAGATAT
ACAGGATATGGTTTAGAGGAAGGGCAGCATTTTTTTTAAAAGTTTTTCATTAATATTTTT
GTTTCCTGTATTATAAAAATATGAAACAGCAATAAAGAGAGTCACTAACACTTAAATGGA
ACAAAGGAAAAATGCTTGAAGGTGTTACCCTGCAAATTGTGTGTCTTATTTGTACATCAA
TAGGTGACTGACAACCAACTACAATTAAAAAATAATAATAAAAGCATGTAAATACCTGCT
ACAACATGAGTTGAAAACCAGACATACCTAGGCATATAACCTAGTAAAAATACATTTAAT
ATGTAGCCATATATCTTTTTTTTCCTGGTTTATCTACATACTGTATATGGTTTTATTTCA
TAATTGATAAATATATGTTAAAGAGATTGACTGATAGTAACACAGTGGTCTGTCTAGCCC
TGGAGTGCGTTCTGAGAAGTGAACCTGCTAGTCAGTGCTTCTGCTGACTCCTCAAGTCTC
TCCAGTCCCATGTGCTCAAGACTGCACCTTCAAATTGGCTGCAAAAATAATTGAATGCAG
AGTGTCTAAGTCCTGGTCCTCTGAAGCCACTGGCCTGCATGATTTACCCATTTCCCTGCA
ACAGCACACTGCATTGAGATGCACCAGGTGTGCAAGGAAACATGAACAACATCCTAGGAG
AGCAGGAAATGAGAAACGCGGATCCAAGTCTAGAACGGGAGAAAACTTTAAATGGTACGT
TCTATTGCAGAGACCCAAAGGCTGGTTTCAGATCAGGTTTCTTCTCCAAAGGCACTTCTG
AAAGGCCCTTTAACCGTCCACTCACCCAGCTGCTACAGATGCATAGAGCCAGCGACGGCT



GCTGGCATGCGGCTTCAGCCAGACCACAGCTACATTTGAGGAGGTTTGATGGACTTTAGG
GACAAAACGCCACAAGTCTGATCCAGACAGATGCTAACAACCATGATCCATTTTGTCATT
CTAGTTCCATAAAGTTAAAAGTAAAAAATAAAAAGTTGTCAGTCATTACATGGATGCATA
CTTGCAAAAAAATAATAATTCAATTAGTTTACAAAGGTTACTGAACTTCATTAGTGTGAG
GTTTATGAAGGGGAAGCAGACGACGCGTGGTCGAC
>CL3438Contig1
TTTTGGTAACCATGTGGCATCACCTTCAAGGNAACGAACAAGGGGGAGCAACGGNAAGTC
TGTTGACTGAAGCTGCTCTGGAACCGGACGACCCAAATCTCAACAGAAGGNAGCCAAAAC
CGGGAGTCACGATGGAGGAAATGGACCCGATACGGTTGTGTTTTCCAAATGTCATCTGCA
GAGGTTTTCCTTCATCAGGGGGATCCGGACCCCTCGGGGACAGCAGCTCCTCCTCACCTC
CTTTGAGGGGTCCAAACGTTACAAAGCTGCTCCTTCGCTCTCAACCTTCTGCTGAGCTCT
GCAGCTTGTTCTGGCAGCAGAACCGGGCTCTCCATCTGGATTCTGTCTGTAAATTCTGTG
TACCAACCTGAAAACAGGTCCAGTCCTGCAATGTTCTCACTGTTCTGCTCTTTTCTGTTT
TTAAATCCTCATTTGTCTTGTGGTTCCACAGAGTTCTGTTAGTTGTGGAACCAAACTGTA
GCATGTGAACTGTGATAACCAGCAGGTGGTTCTGATGAAGACCCAGCAGCTTCCTGTCAG
CAGGAGATGACCTTCTTCGGATTGCCGGTGCTGGACCGGTTCCATGCGTCTCCACAGNAT
CCAGTTTGAGTCAGAGCTGCAGAGAACCTGCTTCCTGACTGCATCCCTGCGGTTCTGGTT
GCCATGGTTCTGGACGACCCCTCATGAACCGTTCTGTA
>CL3438Contig2
CGTAGCAAAGTTCTCCAACCACGTTCTCCAACCACGCCTCGGACCAGACGGCCTCTTTCA
GTGGTCGCCTCCTCCTTTCATGCTCTGACAGAAGCAGAAAGAGATGAGCATGGAGATGGA
GAACCAGCTTCCCTGCGTGTTTGTTCACATCTGTGAAGAAACGGCGTCTCCATGATCTGC
AGCAGTCCTCGCAGCACAGAACACGGCTCAGAGCCGATGCCTCATGGTTACCAAAACTGC
ACCACCTTCAAGGAACGAACAAGCCGGAGCAACGGAGGTCTGTTGACTGAAGCTGCTCTG
GAACCAGACGACCCAAATCTCAACAGAAGGAGCCCAAACCGGGAGTCACGATGGAGGAAA
TGGACCCGATACAGTTCTGTTGTCCAAATGTCATCTGCAGAGGTTTTCCTTCATCAGGGG
GATCCGGACCCCTCGGGGACAGCAGCTCCTCCTCACCTCCTTTGAGGCGCCCAAACGTTA
CAAAGCTGCTCCTTTGCTCTCATCCTTCTGCTGAGCTCTGCAGCTTGTTCTGGCAGCAGA
ACCGGCAGCAGAACCGGCCTCTCCGATGTTCTCACTGTTCTGCTCTTTTCTGTTTTTAAA
TCCTCATTTGTCTTGTGGTTCCACAGAGTTCTGTTAGTTGTGGAACCAAACTGTAGCATG
TGAACTGTGATAACCAGCAGGTGGTTCTGATGAAGACCCAGCAGCTTCGTGTCAGCAGGA
GATGACCCTCTTCGGATTGCCGGTGCTGGACCGGTTTCATGCGTCTCCACTGATCCAGTT
TGAGTCAGAGCTGCAGAGAACCTGCTTCCTGACTGCATCCATGCGGTTCTGGACGGCCCA
TCATGAACCGTTCTGTAGATACTGTATCTGGTGGAGTGTAGCCACAGCTCTAGGAGCGTC
TTCTATAGTCCCTGTACAGAGTGTAATCGTGTTTCTTCTCGGTATGTTCAGGACTTCTCG
CTTTCGCAGGTATGGATTCTCTGATTCCAAAGGAAGAACCAGACGTCAGAATCATCCAGC
AGAACCTCTGGTGTCCTGGTTGCAGAATGAAACCAGCGGCTGAGCCGGTGAATAGTTTCT
CGAGTGCCTTTGATTCTCATTGCATTATCATTGCTGTGTAGAGCTGGGTTCCTGTCCGCT
GTGCTGGTGCCGGTGATGATGGAGTCCAGCAGGGCGGCTGACCCGGTGGGGTGGAGTCTG
TGGATGTCCGTGTGCATGCAGGTCCAGTGATGCCAAACATTCGATAGAGGCTTTTTTCTT
TGTAAAACTGTACGTTT
>CL3439Contig1
GATAGTAACCAGAGTTAGCCAAGCATCTGTAAGTGTGGCCATTGATGTTCTAAAGGATTG
TCTCTGAGTCTCATGGAAAGAGTTATTCAGATCTATGGAGATGTAGTGGTCCGCATGTTA
ACAGTCCAGTACCGAATGAACAGTGCCATCATGGAGTGGGCCTCCAAGGAGATGTACCAA
GGGAAATTAACAGCTCACTGCTCGGTGGAAAGCCATTTGTTAAAAGATCTCACAGGCGTT
GCCTCTGTCGACGAGACGAGCACTCCACTTTCTTCTGATCGACACGGCAGGAAGCGGCCT
GACAGAGATGGAGGTCACAGACGAACAGTCCAAAGGCAACCAAGGTGAGGTAGACATTGT
TGAACTGCACATAAAGGCCTTAACTGAAGCTGGTGTTAAAGCCAAAGACATTGCTGTCAT
CGCTCCATACAATCTGCAGGTTGATCTTCTGCGTCAGAGACTTTCTGCTCGGCATCCAGA
GCTGGAGATAAAGTCAGTGGATGGATTCCAAGGCAGAGAAAAAGAAGCTGTAGTGCTCTC
ATTAGTTCGGTCCAACAGAAAAGGGGAAGTTGGATTGCTGTCAGAAGACAGAAGAATAAA
TGTAGCAGTCACACGAGCGAGAAGACACATCGCTGTGGTGTGTGACACTCAGACTGTGCA
GAACCACGCCTTCCTGAAGTCCCTGGTCGATCACATGACTGAAATGGGCGAGGTCAGAAC
AGCTTTCGAATACCTGGAGGATACTGTACCACAGAACTACACTCGCACCCGCAAAGAAGT
AAAGACCACATCTGCGTCTACATCCACCAAACTGAAGACCAGAGATCAGCCCTCGAGCAA
GGTGAAGCCGGTGAAGAAGAAGTCTGGGAACAGCTGCAAAGAAAACACAGCTGGGTCACA
AAACCAAGCAACGTCTGAGCAAGAACAAAGCAAGAGTAGACGCGCTGAGATCAGAGAACA
GGTGGAGAGCTTTAAGAAGGACTTAAAACAAAGTGATTTGCAGTTCCCTGCATCCTTTAA
CTCCCACGACCGTCTGCTGGTCCACCAGATTGCTGAGGAGCTAGGTCTGGTTCATGAAAG
TAAAGGAGAGGGCAGTGACAGGCACATAACAGTCTCCAGGCCCCTAAAATCACCACCAGC
TCAGAAAGTGAGACAAGAGGAACTGACCCAGGAAGAAGAAACTGTCTCCAACGGGAACGA
GGCAGCTTCCATTCTGCAAAGTGACCCGTTGCCTCAACCGTCATTAGACCTGAAAAGTTT
ACACTTGGAGAGAATGAAGAGGGAGCAGAAGAGGAGGGAGGAGGCTGCTCAGAGGAAGCA



GCAGAACAGTATCCCTGCAGCTAAGGAGCAGCAAATGAAAAAGACAAAAGGGAAAAGCAA
AACAAAGCCGGGAGCCTGTGACGTCGCCGGCGCCGATGACTTTGATGCTCTCATCAGCGC
TGTCATGAAGGCTGACAGCATTTGTAGTTTTGTCAAGTGTAAAGCATCTGTGTTAACACT
CGGACAGCTTTGTTTGTTTTGCAACAGGCAGTATTGCCTCAGTCATCACATACCAGAGGT
TCATGGCTGTGGAGATAAGGCCAAGTCGCAGGCTCGGATGAGGATCAGCAAAGAGGGGGT
TCTTTATGCAGGAAGCGGCAAAAAAGACAAGTCCATGGATCCAAATAGGAAGGCACACCT
GCAGAGAAAACTGGACTCTAAATTAAAGGACATGGCATCACAGAGGAAGCCAAAAGGCAC
GGAAAAGGAAAACTAATGTCCCCCAATCAACACAGNATTTTCTTAATTAAGNAGGAAAAT
A
>CL3440Contig1
CAATTCCAGGGCAAGAAAGAAGTATGAAAGGAGAATCTAAACACAAACCTTATTAAAAAC
ACAACCTGGATTGTTGTTTTTTAAAGAAAAACATTTTTGGAAGAAAAAAAAAAGCCAAAG
TAAAATAACTTCTCCAAATTTTCTGAACCAAAACTGTTTATTATCAACAGCAACATGAAA
AAAAGCCCAAGCATTTATAAATATAAGCAGCAAATTATTATCTGGAATGTGGACAGAGCA
CACTGGAAAGCTTCCCCCTGCAATCCTGCAACCGAAACCATGAATTCTAATCAGTTGGCT
TGACATCTTTTATTGGGAGCATAAATGTATAAAATGCATTTGATATACATTCCCCTCTTA
AATGTTTCCATGGGGCTGGGGCCTATCCCTGTGGTCACACAATACTGGGTACATTCTGGA
TGGTTTACCTACACACCCTTAAAAGGGTAGATGTGGGAAAACTGTTTAATGTAAAAGATG
CATACGTTTACCCTGTTACTCGTTTCTTTTACTTACAATAAAAGTGCCTTTGAAGAATCA
ATAACCTTTACACATGCTTGAGAAATACGGCAACACATAAACTCACCTTTAAGGAAAAGG
GAGTCCTGTCAATGCACGCTGAATGTCTGATATATTGCTAAAAAAAATTAAAATATCAAA
CAGTATTTTACACTCCAGAAAATCTGTTTTTAAACCTCCAAAGGGGAACTTCTCGGCTTT
GAAGGTTCAAAATCCTCCATTATTAGTATGCATGTCGTTAAATTTCTTCTGCAAACTTTC
AACTTTTAGCGGATCTATTGACCACTGCAAAGCTTTCAGCCCAGATGGACAAGGGTCATG
ACCGTGGTGTACTCGTGCTGGAGGGTGTCCATGTCTGTGTCGCAAAGCGTGTAATCATCT
TTAATGATGCGATCGCAGCCGATCTCTCCGTTGCCGAAAAGGCCGAAGAGCGGCGTCTTG
GGGAAGACTTTGCGAAAAGCGTCTGCCTCCACGTTAGGCTGATTTTTGTAGTAGTTTTGG
CCTCTCCCAACACAAGCAAACATTAACCCCAGGGTATTTTTCTCTGGCATCTTGGCTGCG
CTTAGACGCCGGATAGTGGCTTCCGCGGTCTTTGGGCAGCTCACATCTTGGTCCAGAAGC
ACAGACGCTCCCTGGACTTTAGGGCCACTCAGGGCCAGTCCCACTGCGCCGTATGCACCA
TCGCTGCAGCAGTGTCTGGGAGGAGAGAACACACCTTCCACAATCCCTCCTGCGATCAGA
GCCTTGGTCTTGGCCAGCGGCTCCAGAACTTGATTCAGAAAACGAGCTCCTCCAGTTTTA
TAGACTTCGTAAAAAAATATCAGCACTACACGCAGCTCTGAGTTATCAACTAATCCTGCA
TCTTTAAGGGCCGTCGGGGAGATGGTCTTCTTGCAAAAATGGAAGGGCTTGATGTTTACG
CCCTCTGTGCTGGGGAACATGACTGCAAAGCCAGCCTCTCCATCTTGGTACTCCTGAGGA
GAGCCGGAGCAAGAGCCAGTAGGAGTCAAGACTATGCCGGGTGTAGTAATACCGAGGACG
TCACAGCCTTTGGGGAAAAGCAGGTTCAACTCGTGGACCGTGTCTGGACTTTGGCGACTT
CTTTTTGCTTTGTTTTGTCTGTAACAATAAACTTGCTCATTAAGTGTAGCAGAATCCACC
ATAGCCAGAACTGTTTTGGGGAGGAGAAAGACTTTCTCCACCTCTTCAGACAGGGAGCTG
CAGAGGGAATGAGCCTCTGTGGTGGAAGGTCCACAGACCGACACCCATGCCAGCTGCTGC
TGAGTCCTGAGGACTCTGCGAGCGCAGTTCCTCCACAACCTGCACACACTCGCAATCCGG
AACAGCGATTTTGTCGGTACAAAAGTCAAGATTCTCTCAACCACTTCAGCAACATTGCTA
AGTACGTATGCAGCCTTACTGTCGTGTAAAGGCTCGTTAAACTCCTGATTTTCAGTCATG
TTTCGCTCTCATGAGGTTGGATTTCCAGCTGGTTAGCTAACTTTTACTTGTGTATATCCC
>CL3441Contig1
TCTTTTCTCTGTGAGGAGNTGGAGACGAACTCTCTGAGCTGCTGTCTCTTTTCTTGGTCT
TGTTCTTCTTCTTCTTCTTCCTGCTGCGTTTCTTTGGAGGGGAGTCGGAACCGTCCGAAT
CTTCCACCAGCGTATATTTCTGCTGTTGCAGCTTCTCCCTCTCTAAACGCTCCTGCTCTC
TTTTCTCCTTCTCCTTCTCCTTGCGATCGGCGTGGAAGGACGATCCGTCCACGTAGTCGC
TGGCGATGCCAAAAGCAGCACGGAGACGGTCGTTCTTCTGCTGGTTTGCAGCAGCCATGG
CATGAGTCTCTGTCACCGTTGGTTTCTGAGTGCTGGAGGGAGGCGGCTCCTCCTTTTCCT
GAAGCATCATCCTGAAACTGTTCACCTTTTCCTCAATCTCTTCTGCTGCATACCCTTGCT
CCTCCATCATGTCTTGTAGTTCAGCACATTTGACCTCTAGCTGCCTCTTGCGCTGATGCT
CCAGGATGTCCGCATTGGGCTGCCGGTTCAGCTGACTCTCCAGCCTCTCCCGGTCCTTCT
CATCTCGTTCGCCGCCGCGCTCGTCCCGCGGGCGCTTGACCCGCACACTCGACAGGTTGC
GCTGCACATAACCGTTGGTGCCGCTGCCCCGCGGAGTCGTCAGGCCGATGCCATTGTACA
TGGCTCAATTTGTAGGTTTCGCTCGATTTTTCTTTCTTTTAAAAGAAAATACCGAACTTA
TATCAACTTAAACTTTGCGTCTGATACCTTACTCCACTGTCAAATTGGTCGAATTGATCC
TCAAAACAACCGTATCCTTAGAACAAAAGCACTCTTAGCACTGTTAGCAACCAGATAGCT
CTCAATTCAACCACGGCATAAGTCCCCGGCCATAATGCCCGGG
>CL3442Contig1
TTTTTTTTTTACAAAACTCCTCCTCATTTATTCATTTTTGTTCATACCTCTTTTCTTGAT
TCCCCAGGACAATAAGTTTCTGTTTCTATTATAAAACCTTGAATTATGTACATCCTTCCT
GTATTTACAACAATCTACACGTCACCACAGAGGCTGAAGGTCAACGCCGCAGCCTGAAAT



ACCGCCGGTTGCTGTGGGAGATTCGCCGCTTTGCCGGCTCCAGCTGTTGCCTGGCAACAA
CGGCTTATCACCGACTCATCTCCAAAGAGCAATTTTTTTAAATGATTTACCTTTTCTGCT
CACTTCACGGACAGCAGAAACGGTGACGGAGGAACGTCAGCAGCAAAGGGGTTGGAGGAG
GGATTTGATTCCCTCTGATGGATGGAAGCGGAAGAAAATCTGCTGATCGCCTTAAAATCA
TCATTTGGAATTGAAAAATAAAGGATTTTGGGGAAAATAGAAGTCAATAAATTCCAAAAC
ATTTAAATGTCATTTTAGGACGATACAAAACAAAAACATCTTCACACTGATGATGAATGA
AAGTGGCTCAGCATCACTTTGGCTTCAAACACAGAACGACCTGGATTTATGTGTTTCAGA
GAAAGTCATGGGCCGACTTTAAGCCCCGCCCCCAGGTGGCGATATTTACTTCTGACTGAA
ACGCTCCAAACTTTAATTTTACATCCATTTCAGCTCAAAGGTGAGCAGCAGGGAAGAACT
TTTCATCCCAGACGTCCTGAAGCCGGTTTGAATCCAGGGCGGTTGGGGTCAGGCGGTCTC
CACGTCGGCTTCAGGGGGCGCCGCTGACCCTCTGCCTGGTAGCTTNAGCGGGTTTGTGTC
AAACATCTGCGTCGGTTCAGCAGCAAAAACTGAAATATGTTTTCTTCTTCTCCAACAGGA
TACATTCAGAACTTAAAACGCTCTTCATCCATCGTCTGATGGTCGTTAGAGACCCTTCAA
AAGCTGGAACCTGTCTGCCAGCATCACTCGTTTTGTCCATCAGGCGGATGTCCTCTAGTT
CTGCTGGATCCAAACAGGACTTTGGTTGAAAGTAAAACCTAAAATCCGTCCCGCTCTCCC
TCTGACGCCGTTTCCTCTTTAGTCGGCCTCCGTCTTCCTGTCCTCCAGGTCCTCGTGCCG
A
>CL3443Contig1
AAACAGACCTGCAAATGCTGCACGGTCATGGTGAGCGCTGTGCCGGGTGTATCTGTATGC
GTGAGCGGATGCGTGAAAGCCCACCTGCACCCCTGCAGGCCTGTGTGCCGGTCGCATGAG
GCTGTATTTGCAGATGTGTGTAACTTTTTGTGTTTGCGTGGAAGTGTTTGTCAGGACTGA
AAAATCAAGAACAGAAGTACAGTTCCACAGCCAAAATACCAACAATGAGAGCCGGCGTGA
GCTCCAGCTACAAGAACTTCAAGGACTCATAGTTACACTTTACTACATTTACTTTCTCTG
ATATGTATTTGACCTTTCATTTCTATTGATATTTTTCTATTTTCCTGTCTTGACATTTAT
ATTGTATTCAGTATGTATGATTTTATTATGAGACTGTGTACTGTATGTTCATTGTTATTA
TCGTTGGAACAAAGAAAATGCATAGGCTCCCTGGATTGTACTGCTTCCCAGCAGGGAAAA
TCTGGAAAAACAATTAAACCAAAAGATCCGACTATAAAAAAAAAGAAACCTTAAAGTATA
TAAATATATATTTCTCTGTGTAGGCCTACCAACTATTTATCGGTCAATTTCATATTGCAA
TATTGTCTAAGACATTATTTTGAATAGTATTTTAATATATTGATATGAAATTATGTTTTA
TACAAGGTATTTATTGTTTTTGGCTCTATAATCTCCCATCATTAACTGCATGTACGCTTG
TAAGCACTACCAGATTCACTCTCATTACAATTGTCTGTGCTTTCGTGGACTCACACGTGC
TCATATCTTTAGTCTCACGAGTCGTCCTGTCCGTAAAAATGAATATTATTGCAGTGTTAG
AGGAATGCATTAAAAAGAAAATCACAGCAAAATGACAAATACATTTTCTCACCGTGTTGC
AAATCGCATTAGTCCAATGCTAGATACTGTGTGGCACATGTACACAAAGATCACAGCTTC
TGTGTCTTTTCTTTTATTTAAATATGATGGAGACACTTTAACTGTTAGTCGATCATACTC
TCTCACTACCATTGAAAGGCTTAAAGTAAGGAGCTCTCCACACTGCATGAAGCTCTGCAG
CTCTTTGCAGGTCTTAGTTATGTGCATAAACCCAGGGGGTAAATTGGGATTAGAATGAGA
AAATTGTTCAACTCACCGTTTTGTTATTTCATGAACCAAATAAAATCCAGTTTTACTTGG
NN
>CL3444Contig1
TTCTCTCTGCGCTCTGAAAGCAGCGTGTCCCTCTACAGGGCCCGAATGGAAAACAGGAAT
GTGGTGCTGCGGGTGCTGAGTGACTCGGCCGATGCAACCCAGAGGCACAGCTTCCTGGGT
TTTGCATCCTTCCTGGCACAGCTGGGACCACATCCGTTCATCCCGGAGCTGCTCGGCGTC
GTCTCCCTTCGAGCTCCTCTGGTCACAGTTGTGGAGGAGATGGAAAACAGAGACCTTCTC
AGCTTCTTGTGGCGATGCAGAGAGGAGCTTGTGGATCCTCCATGTGAAATGACTGAAAGA
CGAATATTTACCATGGCCAAACAAGTGGCCTCTGCACTGGAATTCCTTCACGGCAAAGAT
CTGATCCATGGAAACATCCGTGCCCGCAGCGTGCTCGTCAGCAAGCAGTACACAGCTAAG
CTGTGGGGCCTGTTCGGGGTTCACACACGGAAGAACAAGGGGATCACTCAGAAGGATGAT
CCCAGCATGAAGAAGTGGCAGGCACCAGAGCTGTTGGTCAAAAAGCCTCCCACCCCGAGC
AGTGATGTGTGGTCTTTTGGGATTTTATTGTATGAAATGGTGACTTTGGGTGAAGCACCG
TTTGCAGAAATCCCAGCTAATGAGCTGCTGCAGTTTCATCAAAGAGGGAAAAGTCTGAAG
AAATCCCCCAACTGCTCCAATTCCCTACACACTCTCATTAGAGCCTGCTGCCAGTGGAAA
GATCAAGAACGACCCCCCCTGGCTGAAGTGAGTCGAAAGCTTGCAGCAGGAGAAAAGAGC
GCCTCCGATAAAATTCTCAAGACGCCAAAGACGGTCAACATAGAGGAGTACCTGCAGGAG
GCCGGATATGGAGAGTCCAGCAGTTACACCGTTTTTTGATCCTCGCCAAACAAGACAAAA
ATCTGTCTAAACTAAAAGGAATCAAATGTGCACTTTAAACAGCAGAGTTTCACACCAAAG
TGTTTCGAAACTTTTCAGGAACACTTTTGGCATCAAAAGGATTTTATTTGATTTTTTTAA
TTATAGAAAAGCCAGAAAAACAAAAGTTTTTTTAGCTGCAGGAAACAGCAAGCTAGCTGT
TCAATTATCAGTTTTGAGGGCCAAAACTGGGATATTTTATATAAAAAAAACAAAAAAAAA
CAAGATAAGCCTGGGTCATGTGCAGCATATACATCTACGTGTCAAATTAAGGGTTTGGGA
TTATAATTTTACAAGGCTGCTTTGTATTTATACCTGGTATTATTGCAGAAGTGAAGGAAC
TAACTTACTACCATCTTAAATGCTGAATATACTTTATGTATTAATCGTTATCCTGAGAGG
CAAGTGAGGAACTTGCTGATTTGTTTACAAAATAAAAGCTCCACACAGATTAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAACAT



>CL3445Contig1
CGGCACGAGGGGTGTTTGTCTTCTCTGCAATCAGGGTTGACGACCACTATTCTGGACAAC
GGGATCATGAGGATTTTTGTGTTTCTGATAAAGTGAAAAATGAGATGTGTTGTGATGTAG
AAAGACCTAGTGGTCCCTGCTGGTTTCATGTGTGTCTCTGGTTCCCAAAGCATTTGGCCG
TAAAAGATGATTTCATGACACTAGCGCTTAATAAAAGGGATGAGTATGATGAAGGAAACT
TCTCGGTGCTGTTGATCACACACTAACGATAAAGAAACAAAATCCAATTCATTCAGTAAT
TATGGATTAAGATTTTATGAATATGCAACAACCTTTTATTTTACCAAACACATTCTTTGA
TTGCTGCAAAGCCACGTGCTTCATATCTCATCCCTTTTAGCTAAAGGGTCAGAGCTGGAT
TTACATCTGTCAGGAGGACTAATGACAGCAGTCGACAGATACATTTTTCTTTTTGAGGGA
ACTGGAATAGGATTGGGGTTGGAAATCGTTTTGGACTCCGTAGTGCTAGTATATGCCTGC
TAGATGGAACTGCCTTTATTAGATAATCCATGTAGTTAGTTAGTCTGTGTAGTCTTACCC
TACATAAACCATTTGTTTGTTTTAATTGCTTTCAATCTTTTTCTTTGAGGATATTTAGAG
TTGTTTTTAGCAGAAAGAGCACAGATGGAACTGTGAAGATTGGAATTGGAATGTTAGAAC
AAAACCTGACCTGGATTTGACTCCTTATGTCCTTTTCACGTCTACTAATGCATTTGTGCA
TTCTTTTTCTGCTTTGTGTGCCATGAAAAAGGTGTATGGCTTTACTTTGATGTTTTTTTT
CCTGTAATATTTTAAGGTATGTATTATTTTCCATTACCAAACCTTCTCACGATGTTTACA
TGCTTAATAAGTGACACGTTTTTGTCCTTTTCTTATGTTTGATTTCAGTATTGATGCCTT
TCAGTCGTGTTTTCTTTTATCTCTCCTAACATTAGCGACGTTTCATGTGAGCGGCTGTTC
ATGTATGTGTTAGAATGTATTGTGAAGAGCTTTTTTCTTGTACTTCTCTGTCATGCCACA
CAATATCGCACTCAAACATTTAACACGCTTCACTTCACGACAATATGCTCGAGCACTTCT
CCACTGAGGACCGAGCCGCTGGGACTGAATTGTAATTCATAGTGGCTAATCTCCAGAAAG
AAAGAA
>CL3446Contig1
ATAACAGTTTCGCCTTTCTCTGCCTTGCAGCTTAGCTGACACACCGAGGATGTCGGAGTC
TTACGACTTTCTGTTTAAATTCCTAGTGATTGGAAATGCTGGAACAGGCAAATCCTGCCT
TCTGCACCAGTTCATAGAAAAGAGATTCAAAGATGAGTCCAACCACACAATTGGAGTGGA
GTTTGGCTCCAAGATTATTAGTGTGGTGAACAAAATGGTCAAACTTCAGATTTGGGACAC
TGCAGGTCAAGAACGTTTCAGGTCCGTCACCAGGAGCTACTACAGAGGAGCAGCAGGAGC
TTTGCTGGTCTATGATATCACCAGTCGAGAAACCTACAACGCCTTAACCACGTGGTTAAG
TGATGCTAGGATGCTGGCCAGTCAAAACATTGTAATTATCCTGTGTGGGAACAAAAAGGA
TCTAGATGCTGACAGAGAGGTCACGTTTCTGGAGGCGTCACGCTTCGCTCAGGAAAATGA
GTTAATGTTCCTGGAGACCAGCGCTCTCACAGGAGAGAATGTTGAAGAAGCCTTTGTCCA
GTGTGCCCGGAAAATCCTGAATAAAATAGAGTCAGGAGAGCTAGATCCAGAGAGGATGGG
GTCAGGAATCCAATATGGGGACGCTGCGTTACGCCAGCTTCGTTCTCCTCGCCGTGCTCA
GCCGCAGGGCACCCAGGAATGTGGCTGCTAGTGGACGTCCTGTTACATAGCCCTTTGAAG
TTTGTGAAGACCAGAAGAAGAGCAGCCACATAGAACCTCCACGAATGCAGATGCGGGGGG
CTTGCCGTGCCGGTTACTCCACCTTCCTCCAACTTTTGCACGGACCCTTCAGAGCATCTG
TTGTCATTTTTGCATGTGCGGAGAGCTGTGAAGACCCCGCCCCCAGCTAAGGAACCCAGA
AGACCACACTCATCTTCAAAAACAGAAACATAATTTAAAGCTGGACCAAAATCTCTCTGG
CTCTGTGGCGAGAAGGTTTCTCCTCAGACGTAGCTCCCTGCTTGTCACCTGCTCTCCAAG
CCTGTTAGACTTTCCTCTATCTATTCATAAAGACGGTTCCTGTCAATCATATTTTAAAGT
AAAGGTAGTTCAATTNCAAGGTAGTTCAATTAAAATAAAAAGTTGACAGTTTTCAAACAC
ATACTTTTNGACACTACTAGCACTTGCTATGGTTTGGTGCAAAGTTCATTAAATAAAAGA
TAATCTCCCTATTTTTAAGCATGAAATAAATCACCCAAATTACTAAAATTCCATTTTTTT
CCCAACTAATAGCACTCCTTGTTTATCGCGCACCTGCTCTTCTTTACCCAAGTGAAGCTT
CTCACTCCACACTGTGCAGCTATGGAAGCACATTTCATCAGCTAAGCTAACCCTAATTTG
TTTATAGTCCTCATCCACTTCCTCTTCTCCCTGCAGAATGTTGTACAGTGCTGCTGTGAC
CGATGCATGCTTTTCAAGCAAATTATCAGAGTGTTTCATTATATAAAGAGATATTAAGGT
GTCAATTAAATAGGTTTTCAGCTCTGCTCATTAAAATGTGGAGCTGTGCCTCACAGGAAA
GCTGTGCTAGAACTTTGTATTTTCATGAATTTGGCAGTAACGCATTGCTTTATCAGAAAA
AAAGAAAAAAAATAGAGTCCATGAGGGGACAGAATGCTGTCAGCTGTAGAGAGACTAAGA
GTTGTATCATGAGATTTATCAGTTGTGCGTTTTGTTTTGTCAAATCTGGTCAAAAACAAA
GAATTTTACTTTGGAGATTATATCACTTTACAACTCGTACACTAAACTGTTGCAGGTGCA
GACATTTCAAAGGAAACAGACATTTTTCAATGCGAAATGCCTCCAGAGGTGTATCTGAGA
GCAGCATAGTTTGTGTCACGTGAGGTTGTCGTCTTGTGTTTGTGTCATGAAGCCTCATTT
CTAATGATCTGTGTGTGTGTTTTCTCCTTTCATTATAAATATCATATATTTTTAATTTAT
TGTGTATGACGAAAAGCTA
>CL3447Contig1
AAAGTATAAACAGTTTTTGCATTTTCAGTCTGTAGTGACATTTGCAAATACAGCTTCAAG
TATTTTGTGTTTGAGTTCAGGTCGGAATCCATAAAAACTCACGTTTTTGTCTGCAAACAT
GTTCAGCTCTCAAATCATTCTAAAAACAAACAAACATGCGTGTTATGTACAGACCCGCTT
GTTATCAAAGAGACGCTGCAGAGTGTAAATTTGAACGACAGCGACAGTAAGCAGGACTAA
AAGGTTGATGCAGGACCAGAAGGACACTCGCCACAGGTTGTCCTCCAGAAGGTAACGGTC
CCTGGACTCAAAGGCCCGCAGCACAGCCTGGACCTGCCTGCTCTTCTCCAGATGCCTGTG



AACTGACTCCATTGATGACCTGATGTCCTCCAGTCTGTAGTCCACTGTGCTCTCTGTCAC
TGTGAAGTCCTCCCAGTCTTCTCGGCCTCCAGCTGCGTTGTTCTGACTGTTGACAACAAC
CTCAAAAAACACCATTTTCTCTGATAGCTTGCTAAAGCTGTTGTCAAAACACAACCTGTA
GTCTCCATCCACTGCTGGATCCACCATGTGGATGCCATGAGAATTCCGAAAGTCAGAGAT
CAATCGGTGTCCGTTTGGTGAGATGAGGGCAAAGCCAACATCCAGACCTGACCCTGCTAT
CACCTGGTATTCTACTTCCATGCTGTCATTCCTTGTGGTCGACTGGAAAAAGCATTCTGT
GCTGCCAGCAGGTAATATGAAAGTAAACTCCATATGTTGCTTTGCCTCAGAACCCAAAAT
CAGCCCCACAGTCAGAGTTAAGAGCATTTCCAAACAGATCTGAGCTGTGACAGCCATCAT
AGCTTATAGTCCATTCAGGAGGTTTCCCTTTACCCCCACCAGTTCCAAGCAGCTGTCCTC
AGAATGGTTCATGCAGGAAGAAAACGTTTTCTTTGTGCATAAAAACCCTCTGCATTAGCT
GTTCCTTGAAGAAAAACACGAGGTTTGTAGTTTTTTTAGTCTATCCTGATCGAGTGGAGC
CACCAGGGTCAGATCAGCAGCGCTTTGCAGATGGACTTCACTCTCACATGAGGCTGTCCC
CGGCCATAATGC
>CL3448Contig1
TTTTTTTTTTAGGTTGTATTAAATGTTTTTGATGTTTTATTGGTGTTGGTTTCACTTATT
TGACACACACATTTTTTTTATTAGTCGTGTTTTTTTTTGCCTTAAATCTCAACCCTTTCA
GCCATCTGAGGAGACCTTTACTGCTCTCCTAACACAAGCATGAACGCAGACCTGGGCCAG
ACTGGTCACTGTCGCCGGCAATCTGCTCTGGTAGTTAAAACCCCAGGTTGGTAGACTTCA
TTGTCACCGCATCACAGCACACTTCAACACATCCATACCTGCACACGTGCAGTAACAGGA
GCCTAAAAGCCTTTTAGTAAAAAC
>CL3449Contig1
TGGAAAGGGCTTTCAGAAATAGCACTGCAATATATTAAATATATTATATAGAATTTTATT
GTTTTTTTTCCTGTTATACAAAAATATCACATTCTTAAGATATTCCTTTATTTATTCCTT
TTCAAACACAGCTAGAGTGTGAAGGTGGGCGACGTCTGGAAGCAGAGGTCCCTGCTGCCG
TCTTTGGAGAAGATTGTAAACAGTCGGCTGCAGCCTGACATCCCAGTCTGTCCACAACAG
CCTGAGTCGTGCTCACTCTGCGTCCACATTTAGGGTTTCCACCGAGCTGCAGGGACCGAT
AATAACCGTGTCCTCTCACAAGGAGCGCTCTTATAACTGCGGTTATTGTTTCAGCACGGA
TCGACCTCGTGATGAAGCTCTGCTACATGGAAAAAGGTCTTTTTTAAAAATGCTAAAATG
AGTTAAAAAAAAAGGAAGAGCCAGAAAAGCTTTGCAGGTTCCACAAGTTAGTAAATAGTC
TGAGTTATTAGCAGCTGAAGAGATCCTTTCAATGAGTAAAAAAACGTCCCCAAGGAAGAC
GTGAAGGTTTTACCATGAACCACAGTCACATGACTTCAGGTCCGCTCTTGTTTGAACTTC
ACTTGTTGCAGCGATTGTCCATGAACCCCCCCCCAGGCCCCGTCGTCTGCATGGACTCCT
GCGGACGGCGAGCCGCCTTCGCAGACGCCACAGATTCACTCCACGGCGAAGCCACACGTC
TCCTCGATGGCAGTGAGCAGCTTGTCGTACAGTTTGTCGTAGGTCTCATAAGGTGGAATG
TCAATCCGGTTGAAACAGGTGTGGGCTTTGGGCAGGTTGTTGGTGCTGGCGTCGATCTGG
TGGATCGTGAAGAGTCGTGGGCCAGCAGCACCTTGAAGAGCCTTGAACCCTTGCAGGGGA
ACTCTGGAAGAACCTGTGACGAACTGCAGCAGCCGCGCTCTGCGCTCTTCATCGAAAAAC
TCCACAGCTTTCCAGAACCATTTGACGATGTTGCTGTCGGGCGTGCAGTGTTTCAGGCGC
GTGTTGCCTTTCCAGTCGTGGATGTCGATCTTCCCCAGGCCGCACACGATCAGCTCCAGC
TCTTTCTCGTCAAAGGCCTTGAGCAGGTGCTGGGGGATGACCTCATTGAAGCCCTTCTGC
AGAGCCAGAAACTGGGCCTCGATGCCTCGCAGAAAACGCCAGTTGACGTAGAGGCGGACA
TACTCTTTCTTGGTTTCCTGTGTGACGGGGATGCTTTTACCGTTGGGCTTGAGCTCGTGC
TGAATGATCTCTCCGTAAGCATTGTGTTCCACGCAGAAGGTGTGGTCCAGCA
>CL3450Contig1
GGTGAGACGGTTTAATGGGAACCGGCTTCAGAAACATGAACAACGTTCTGGTGTTTCTCT
CAGGAACTGGACTGAAACAGAACAGAACCAACGACCCGACACCAGCAGAGTGAGTCCATG
GAAACATCAGCACCACTGATCCTGAGTAAAAAACATTTTTTCAAAATAAAATTCAAGTTT
TGTTTTCAGGAAGGAGAGACTGTGGAGGAGCTCGGCCCCGGAGAAGCTCCCCTTCAGGGA
GCGTCAGCGCCTCTTCTCCCCGCCGTCCAGCGCATGAGTCCAGAGACCACAGCAGACGGA
CGGCGTTCGCCGCCTCTGACAGGACGTCTGAAACCCCAAACCAGAGCTCCGGGTCGGATC
ACCTGTTCTCAGGGGGCCGTCCTTCATCGTAGAGGAGGTCACTTGATGCGCTGATAGAAC
TGGACCACCGCCTTCTCCTGCTCCGTGGTTTCGATGGACCCGGCTCTCATCCTGCGGATC
TCGTTGATGGCGTCGATCCCAGAAATCTTGCGGCTCTTCACAAGGTAGCAGGCCAGCATG
GTGCCGGTTCTGCCAAAGCCGTGCATGCAGTGGACGGCCACGCCCTCCTTCTTGGCGTTG
GCCTCCTCCACGATGGACAGAAATCGATCGATCTGGGCCGGCGATGGAGGAGTGAAGTCG
ACGATCTTAATGTGGTGAAGCTGCAACTCTGGAAAGGCCTCGTGGTTGGGAGGTTTCCTC
TCGCAGAGGCAGACCAGGTGTTTGATGCCGTTGTCTGAGAGATACCGGTAATCGCACGGC
ATCCGGGGCATGGCCAGCCCGGCCAGCCGCCCCGCTTCCACCCAGGAGAAGTTTTGAGGA
GGAGACGAGGCCATGAGGCTGAGAGGAGGGAGGAGGAACCGAGAGGCAGCTGCAGGAAGC
CGTCCGTGTCCGTGGTCGGCCTTTCCTTCAGCGCTTCCG
>CL3451Contig1
ACCTTGATGCAGACTGGGTTGTTCAAATATTGTCCGACATTTAAAACCAGTACATTTTCC
AGGAAAGTGTACTGCTCTAAAGGACAGAATAGGGGTATAAAGTAGAAACTTAAAGCAAAA
TCTTCACACAAACACATTTGTATAAAACTACGTCAGATACTTCGCTGTTCAGTTTTCATC



ATACAAAGACAATTTCACACATTCTGGGAAATGTAGTTCTACATTTTATTCCAACTGCTT
ACAGATGAAAAACAAATGTCACAGTGGTTTGAGACAAGTAAAAGTGCTTGGAAACAAAGA
AAAATCAAAGATATACTGAAAAGTGAGAGCATCACTCTAGACTCTGGCTGATAGAACAGA
ATCAAGCCTTTAACCTTTAATACAACCAAACCAACATATACATACATTTATGAAAAGTAA
CTCAAAGATGACATAACAAAAAGAAATAATGTCCAAATTTGTAAATGAAACAAGTCTATT
TCTCTCTATTTTGGCTCTGCATGTATCGGTAGACAGATATGTGACAGAGGCACAATTATT
TCAATTCAATCAATCAGCAGTTTTTTTTTCCGTTTAATCTAATCTAATTTAAAGAAATTA
GAATACTGGGAATTTCATGGTGTTATGATGAGAAACCTTGACATACCCTGTTCATATCAG
TAAAAATCTTTATTTTTTTCACTTATATTTGCTTTTAGCTTTCTGTTGTTAGTTTCCATG
TGCTCCATTATTCTTTTTAAGCCTTCAGTCGGCAGCAGACCATCTCCCATAATCTGGGTC
AGCACTGGTGTCAATTCATTTGTCACCTTCATTATGGTCTCCACCAGAATCTGCCTTCTG
GTCTGCAGCTCAGCTGCACTCCCCACCCCAGAGAGAAGCCCCAAATGATGGAAAACTTCT
CTAGTTTTACCCTGAAGGTCTGCAACAGTTTTCCGTTTCTCANA
>CL3452Contig1
AGAGCAGCATGGAGGCTCCCTGTGAGCCCTCACGCTGGCACATTTTTCAAGGATAAACTT
AGCTAATTTACTATTAGAATTCACTGCGATTACATCCGTTAGTTTTGGTGGATTTTTAGA
AACGAAAACCATAAAATCGCTTGCTAATTTTAGTAACAAAATTAGCCAAAATGAAAGCAG
TCCACAGAGGGAAGGTCAGGTCTTTGCTACACCATTTGAGCCGCAGACTGACAACCGAGC
AGTCTGTTCCCGCTGAGTCCTCACCGGGCAGCCAGACCCCTGAGATCCAGCAGTGGAGAC
CAAGAAAGGACCCCAGCGGTTGCGCCGTGCTCCTGTTCCCCGGGCAGGGCAGCCAGTTTG
TGGGCATGGTAGGAGGACTGTTGCAGTACCCCAACGTCAGAGACATGTTCTCTGTCGCCC
AGAGAATCCTCGGCTACGACCTTCTGTCTCTGTGTCTGAACGGGCCCGAGAAGGAGCTGC
AGAAGACGGTCCACTGTCAGCCGGCGGTGTTTGTGTCTTCTCTGGCTGCGGTGGAGCGGC
TGAACCACGAAAACCCAAAGGCTGTAGAAACCTGTGTCGCTGCTGCAGGTTTTAGCGTTG
GAGAGTTTGCTGCGCTGGTCTTTTCTGGAGCCATGGACTTTGCAGAAGCTCTGTATGTGG
TAAAGGTGCGCGCTGAAGCCATGCAAAGAGCGTCCGAGCTGGTTCCGAGCGGGATGCTGT
CGGTCATCGGTCGACCTCAAGCTCAGTATAAACAGGCCTGCTTGCAGGCTAAAGAGCACT
GCAGGAGTTTGGGGATCCAGGAGCCTGTTTGTTCGGTTGCAAACTATCTGTTTCCTGACG
GCAGGGTCATTGCAGGACATCAGCAGGCGCTGGATTTCCTTCAGCAGAAGTCCCGAAGTC
TGCACTTCATAAGAACAAAACTTCTCCCTGTCAGCGGGGCTTTTCACACGGATCTGATGG
CGTCAGCATCTGAACCTCTGAGGGACGCTCTCAGGGATGTGGAGGTGCGACGCCCTGAGA
TCAGAGTCTACTCCAACGTGGACGGCAAACGCTACATGAGCGAGAGCCACATCCGCCGGC
AGCTGGCGAAGCAGGTGGTGTCACCCGTCAAATGGGAGCAAACTCTGCACGAGATCTACG
AGAGGACGCAGGGGGAGAGTTTTCCACACACCTACGAGGTGGGACCCGGAAAGCAGCTCG
GGGCCACGCTGCAGAAATGCAACAGGAAGGCATTCCAGACTTACGCTCACGTGGATGTCG
GCACGTACGAGGAATAATGACTTATTTCAGGCATATGGACAGATTACTGACTCAGCACAT
TGGATCTGTGCAAATCCATCTTTGCTTTTGAATTACCGGTAAATCCTTTTTTATGAATGA
AACAGCCAGGTGTACGGTATTCATTGTAAAGTTTATTTGCATCACATGAAAAAGCATTTT
CAAATCTATTAGAAAGACCAGCTCCCTTCTTTTTGTTTGACCTCTTAAACCAGTAAGAAA
GAACTGAAGTCTGCAGACCAGCAACAGTTCAGTCCTCATAAACATGATTTTCTACAAACA
ATACAGCCCCAAACTGTCCTATCATTGCTACAATATGCTGGCAAACCTCTTAGTGAAGGC
TAAAATCACCTTTTAACCAATCCAGTTGCTTAAATTTAAAATTTTCCCCCTTTTTTTTAG
TTTCCAGATGATTTGAAATAGATTTTTAGCAATTTTAACTTAATAGTAAAAGTTAAAAAA
AAAAAGACAAGTCAGAGTAAACAAAATTAATTGAAAAAAAAAAAAAAAAAAAAAAAAAAA
AACCTT
>CL3453Contig1
TCGGCACGAGGTTTTTATGTTAGTTCCTGTCACAAAGGTCATGTTTACACTGCGCTAAAT
GCTAAGAGTTTCGGGAGCTTTAGGGAGGTGCAACCTATGGATTGCTGGTCAGGGGAGAAC
TACTGAAGAAAGAGAAATAGAGCGAGACTGTGACAGAGAACTAAAACCCCCTGTTTCTTT
CGCAAATCTCACACGCTTTTTTTCTTTTTGTAAGAAACCGGTTTGTGTCAATCGACTGAC
TGCTGACACACAACAAGCCTTAAAAGCAAACTGTTTGTGGAAAAACTAAAAGAGGAAGTT
GATGCGACACTGATATATTTTACTTGTGGACCTCAAAAGCCATGGTTTCAAGGACCTAAC
CCCTTCGCTCCCTTCTCCCAGCCTCAGCACATTACCACCTCTACTTATTTGGCTCATTGC
GGCCTGTTTTGGGAATCATTGTCTTGGTTTTTTGTTTTGTTTGTTTTTACTTTAAGTCTC
GCACAACAAGGCAAGCTCCTTTTTTTATTGTATGTTTATGGTTCCTTTTTTTTAGGAACC
ACTCTGAGTAGGTTGATTGCTCTGAAAGGACTCATAAGCCATGAGAAGGAGAGACAAAAT
TTCCCAGAGTTTCCTCCCACGCTCACAAACACCCCAACCATTGTATATACAGATGTATAT
ACAGTAGTCTCTTTCCTGGGAACACAAGAAACTTTAGACGTGCACACTGAACACTGGCTT
AGAATGAAATCTCGTGGATTCTCAACAAAGACATGTCATTCCCCCACCCCTACTCCGCTT
GCTGTCTTCTTACCTCTGAGGCCCACATCTATGGACCCCACTGACTCTCTTCAAAGTGCC
TTGGAGCCTCGGGGATCCAGCTTGCCTTTGGAGCCAGTATCAGAGAAGTTTGGGACCGAC
AGCCACAGCGCCCCCTGCCCGGGACGACCAACGAACAGGATCCCATTTTTCGCACTGCTA
GGACTGCCGTTGTTGTTGTTTTGAAAGGGGTCTTTGTACAGAAATGCTCTTTTTATGATT
GTTATTATTAATTATTGTTATGATTATTAAAAAGGAT



>CL3454Contig1
GAGGGACCGAGAGCAGCGGCGCTCCAGCAGAGCGGCAGGAAAAGCCTGAGAGACCCTCCA
GAGAAAGAGATCGCAACCACGCGCAGAAGCGGTCTGCTTCTCCGTCACCACTCCCTGAGT
CGAGCCAAAATCCTTCTCACAAAAATCAAGCCAGATGTAGAGTAGTTCAGGAGCCTTACC
CTGCATCCACCCCCTCCACCTCCTCCTCCTTTCCTTCAGTTGCCTCCTGTGTCTCTGACT
GGGAGCAGAGGTATCCCCTAGATTCAGGCAGGCCTGAGACTCCCCAGTGCAGCAGCAGGA
CTCCTGCCCAATGCTACAGCGCAAGCAGTGTGGGTCGCAGGAGAGGCCAACGCTGGGCCC
CCGACACCCCCTGCCACCCCTATTGTCTATGGATTAGACATAGAGGCAGGCACAAGGACG
GTTCCTCCGGTTCATCCAATGCACAGGCGATCTCACTCTGCAGGCGGGGAGAAATGGGTA
GACCACAAACCGTCTTCAAATTTGGACCTAGACACTGTAATGCAGCCAATCATTCCCAAT
TCAATCAAGGTGTCCACCCCGAACGAGAAAGCTCTGTCGAAATGCCACAAGTATGTGCTA
AGACACCAAGAGCTTGCCTCTGACGGGGAGATTGAAACCAAACTCATCAAGGGCAACGTT
TTTAAAACCAGAGGTGGAGGACAAGCAGTCCAGTTCACTGACATCGAGACATTAAAACAG
GAGTGTCCAACGGCGCCCAGTCGCAAGAGACGCTCTGGATCTGCTGAGGGACCTGCTCAA
ATTGAGGACCTGGAAAACAAACCTCCTGCAATCAGCACAAGTCTTGCGTATCAAAAACGC
AGGAAACCTTAGGAGCTCTGCGATTGGAGGACTCCTGTTTTCAAACAGTCCGTCAATCAG
TGGTCAGAGCTGCATCTATTTACAGTTTTACTTGTATGTTATCGTATTAGAAGTAATTAT
GGTGCAATGATATAATAATCACTGCTTATAGCTCTAGACTATAGTGTATTTTTTGCTCTT
TCTTTCTGCTTTATGAATGCTGGAATTAAAAAAAAAA
>CL3455Contig1
CCATTGAGTCACCCGATTTCAGAAGCAGTTCAGACTGGTATAAAAAACATGGAGATGGGC
TCTGGGTTTGATTTGTATATGACTTCCATGGAATCCAAGGCGACCCACAACCTCACTCTG
ACTGGTTGGAGCTGAAAATCTTGCACAACAGCGACACGTTTGACTGGCTCTTCTGCTGAA
TGAGCTGCACTTTTTCCCGATTCTTCTGGTTAACGTAGTCATTGTGCTTCTTCTTCTTCT
TATTCTGGATCTCCTCCTCTGTCTGACGCTGTGTAAACTCCCACAGCTTAGTGTCCACCT
GTTCTGCTTGGCTCCGCCTCTTCCGTCCCCTGTCATCCATGCGAGTGCTCTTCTCCACGT
TGTTCAGGTAGAAGTTGGTCTCCCTCTTCGCCTGAGAAACTTCTGTCCTCAGTCGCTGCT
GCAACACTGTCTGCTCATAGGCCAATCGCTCGCTCAGGTGAGTCCACTGAAACCTGTGCA
AGTACTTGATACACCACAGGTCTGAGGAGAAGCGCTGGCGTTTTCTGGTTCCCATCGGCG
TGTTGTGAAGAGACGCCGCCACCCTTTTAGCCACTCGTTTGTCCCTGAACTCCACCCAGC
CTTCAGTGAAGTCACACCTTCGCAGCCCAGACTTCTTCTTCTTCCTCCTCACTTGGTGGT
CTTCAGGCTGCAGGAAGATCCGTCCGATCTCTCCGTACACGGACAGCATGTTCCTCAGGT
GTTTGGGGCGGAGCCTTGGCGGGATGTGACCCAGGTAAACAATACCTGGAACGCACTTCC
TGCCCTGACAGGAAGTTGTGGTTTTCTTTACTGCAGCCTTTTCTTCTGAAGCCTGATCTC
TGGAGGCGTCATCCTCGACCAGATCTGAGCTCATCCTGTCCTCCTCCACCATCATCTCAC
TCTGTGTCTGTGGCTCTGCAGAGCTGACGATGACCTCATCTGCATCCATGATGTGCTGAA
GCGGTTCTCCCCTCGCCCTGCAGACCACAGAAGCTGGCTCACACACTGGACTCTGTTCCT
GCAGCGGCACTGAAATATAATCCAGGTGAGATGACACACGCGGACTCCGCCCTCCACAGA
CCCTTCTGTGTTTGTCTCATAAACCGGTTTAGACCCAAAAAGACACGTACGCGCACTAAA
CACAACTCGTGTGATTTAGCTGAGACCTCCCGCTCCCCATGCTTCAATCTGTCGCCGTTG
AATCCCCGGCCATA
>CL3456Contig1
TTCGGCACGAGGCTAATCTGCGGGCTCGTTCGCCGTCAGACTCGCTCTCAGAGATTTCAC
CAAATATGAGAAGGAAACTACCCCCTCCACACATCTCCCAAGCGTTCCTGTAAGCAGTCC
AAACCCAAACGGCTGCTGTGATGGAATGTTGACAGCTTTGGATTACATTAGACACTCTTC
TGTCTGCAGCTCAGTGGGAACAATGATATTATCCCGCTCCATGCCAAATTTAGAAAGTCC
TATTGTGTGTAGATGAGTCAAGTTGTCCAGAGCAGAGTGGCTGGGAAAATGAATCTGGGA
CGACTCTGAAAATGGTTAAGCAGACTGCGCCCGTGTGTGTCTTATCTTCCTTTAACTAGT
CTATCTGAAGCAATAGAGCATTAACATAAATTGAGGCTAGTGTTTCCGTTGCAGTCAGAA
TAGAAATAGAATCCATTCAGGTGTTGCTGAACTCGACTAAGGGCTCCTGGACTTTGATTC
GATTTTGTTTCAGAACTTCCTCTGAAACATTCTCCACATTCTTCCAAATGTCAGCAGCAG
AGTTCTCTCAACCCACTAAAGAATCGCTCGATTTCTGCAGATTTGAATCTATGCACGGCC
CTGTTCTAAGCCTCAAACTGTACAGTAACATTCCTTTTTTAGTAACTTGAACTGCCCGTT
GCCTAAGATTGTGTTGTGTATCAGCTGCGGAGTAGCTGCCTCAAACATTCCTCCTCGGTA
AACATGGGTGGGGCTCACAGTTCACCCAAGGGCTTGTTCTGTGAATTTCTTTTTGTTTTT
TTTAACAGGAACTCTGCGCAAGCCATAGAACACACTGATTCCCCTCATTGCCTCCTCTGC
AGAGAAAAAAA
>CL3457Contig1
TTATGCACTAAATGAGTGGCTAAATGACATAAAGACAAACCAGTTGCAAGGAATATTGAG
TGGAGTGGCACCTATTCACACTTTGGTCAAGTTAGCTCATGGACTTAGGGACTTGGTGTG
GCTCCCCATCGAGCAGTACCGGAAGGATGGTCGGATAGTCCGAGGTTTTCAGCGTGGCAC
TGCCTCCTTTGGAACCTCCACAGCTATGGCAGCTCTAGAGCTCACAAACAGGATGGTGCG
GACCATCCAGGCTGCAGCTGAGACAGCGTATGACATGGTGTCTCCAGTACCTGATGAAAG
AGATACAAAACGGATAAAACGGTACTCCCATTACGGCCTGGCCCATCAGCCTGTTGACCT



GAGAGAAGGTGTTGCCAAAGCCTACACTGTGGTGAAAGAGGGTCTCACTGACACAGCATT
AACCATCTACGACACGGCCACTCGGGAACACGAGCAACGTGGAATGACAGGAGCTGTTGG
CGGAGTTCTTCGCCAGCTGCCGCCAGCGGTCGTCAAGCCCCTCATCATGGCCACTGAAGC
CACCTCTAATGTCTTGGGGGGAATGAGAAACCAGATTCACCCAGATGCTCGTCAGGAAGA
GTCACAAAAATGGAGGCAGGAGGAAGAATAAACTTCTATAACCGCGGGTTAACATGACTG
GAACAGTCAAACCGCCAGTTCTGGTGTAAATAAAGAAGTTTTCATCATGTGACATTTTGA
ACTACTGTAATTGCGCTTATCTGGTCCCTCACAGTGCCTTCATGGTCATTAACATGGTTT
GATATTAAAAAGGGATTTATGCAGAATGAAATGGTGAGCCACATATGATGTCAAATAGAC
ATTTCTTGTGTTAAAAGTAAAAGTGCAACAACTGCAAAATAAATCATCTCAGTTTCATTT
TCAAATGGCTCTGTTTAACCAGTATAGCATTTCCCTATGTACTTGGTGTTATGTTAAATG
TGTAATTAGGATTAATTTATTATATGTACTATATGTTGACCTTGTTATTTACTGTAAATA
TTCCTAATATGTAACATTTCATGCAAGGTAAAAGGAGCAGAGAGGCCAAGAGTGTCAAAC
CTGTATAAAGGTCTTTCATCTGCATCTTTGCATTTCTTGAAGGGTTTGTTGCCCAAGGAA
ATACTAAATGGAACAATATTACAAAGGGGTTTGCAAAGTTGCACCATTTTTTTTTTAGCT
TCCTTGCTTAATTTGTTACTTTGTTTTTTTACAACTTCAATTTTTTCTTTTTAGAAAGCT
GCTTTTTTTTCATTGTAAATGTAAGAAAAAAAAGTCTTTAAAATATCCCCAGTCTGCTGC
TGACAACTTTAAACTGTTAAAAACAAACTGTCAATTCTCAATGTCTTTCTTTTATTTGTT
GCACATCAGCTGTACATTTAATTTTTTGTGACAGTAATAATTCTACACATTTGACTTTGT
ATTAAAATTAAATTAAANGGAAAACAAAACCTCGTGCCGA
>CL3458Contig1
GGTTTTTTTTTTTTGGGTTTTAANAGGTTTTTATTGTTTCTTTATGTAAAATGAAAAGAC
AACAACAACACCTGTGGCACCTCTGCAGGGCTAAAATATCAAGTTTAATCAGGTTACTTG
GGGTTCAAGTACTTAATTAGCATAGGGAAGGTTGTGCCTATGTGTTTTTGATTGTAATGG
TGGCAAACAATCTCCACGTCATAAAGACTGAACTGGACTTTGACACGCTCATTGGGGGAA
GTGAGGAAACAGAGAGTGTAGAGGGCGAACTCGAACTCAGGACTGACTCCAATAAAGATG
CTTCCCTTTGGCTTTATACCATTCTTCCAGCTAAACTGAAGCCCCAGGATGTGTTTGTTC
TCATCTGGCTGGGGGGAGTTCGCATTGACACTGTAGCCTTTATAATCAATGTGTCCGAGC
TTTTCCTGTAAGTACAGCTGGATCCAGTTGTGAAAACCAATGACCGTTCGCCCCCCTCGT
GTTTCTCCGACAAACACGTGTTCAAATCCTGAAGAGTCTGGTCTGCTGGATCCTCTCCTG
GCATAAAGCTCAAACCAGATCCTGTACAGCTGCTCTTTGAATTCTGTCTCATTTTCAGGA
GAAAGTTTCTTCTCCACCAGGTATTTGTGGGCTATCTTCATCGTTTGAGTCTGAACAATG
GAGTCCAGGAACTTGTGGTTCTCTGCTTCCTCCTCAGGAGTAACGATTTCAGGCACACCA
GTGTCACTCTCATAGTTATCCAGAAGGGAGATAAAGGCAAGAAATGTTTCCTTTTTGAAA
ATATTCTCATTGACAAATGTAAACAGAGGAGATCCTGCTCGATCGATGTCAGATGTGCCC
ATGCTGTCTCCAGCTTTGCCCTGCAGGGAGATCCTGTAGTCTTTTCCAGGTGTGAGTCTG
TTAATGTCATTGTCCCACAGTTCCTGCACCATGGCTGACAGTTCTCGATCACTCTCAATC
ATGATAAGACTGCTCTGGTAGTCTNGGAGTTCTGTGTCTGCCTTTTCCAGCTTCGTAGAA
TGCAGGAGAAGGGGTTGGAAAGCTGCTGCAGGTGCTCGTTTCCTGTGCTTCCACCAGCAG
GCGCGTCTTTAATGGACATTGTAAATGTCCCACCGGTCAGTCAGCATCTATGGACAAAGA
TGGGCAGGGGGCTCAGGGTGCGAGCAGAGAGCCCTCGTGC
>CL3459Contig1
TCGGCACGAGGCTAACGCTCAGCAACCTCAGATGACCAGCCAGCGGCCCCTGCAGTTCTC
TGAAAGCCAACCCGAGTCTCCTCCAAACTCCTCTGCCTTCCTGACCGACACAGCATTCTT
CCCCACAACAGCACCAGGGAGCAACACAAACAACAATGCCTTTGCAGAATTTAATTTTGA
GAGAGAAGGCAGTCCAGAAGAGTTCTACAATCCGTATGAGGATACAGAGCCAGACATTAG
ACGCTCCTGGAGATTTCCTGTCAGCTCAGACAGAACACAGTTTCCTTATGATCACAGCTA
CGGAGACACCCAGAATCCAAGCTCCAGTACAGCAGCTGATCAACTCTTCCAGGAGGTTTT
TGTAAAAGGAGGTGCTGACTCCTTGGCCAGAAACCCAAGCTTTGATTCTGTAACAAAGAA
AGAGATGGCTGCAGATGAAATGGAAGGGACAGCTCAGGACGTCGTCATGGAACGCTCCAA
GAAAAAGAGACGTCCTGTCCCTGCCCCCCCCACAGCACCTGCTGCTGCTGCACAACACAC
AGGTCCGCCGGATCCGGCTGTTCGGAGAAAGAAACGTCCAATTCCCACAATTCCTTGCCA
GAAAAAGTCAGACGCAGATTATGCAGTTTAGAGGCTGGTTATGTTAGTGTGGTTGAATTG
ATGACAGTTCTACTCATAACATTACGAAGCTTGATGTCCCATTGCTCGTCTGTATTCGTT
AGCCTGGCTCAAGGCTGAAAGACAGATGGACAAACATGGGAGAAGCTCAATAAAGTAGAA
ATTTGATAAAGCTTCCTTCTGATTTTGAGAGCTTAACTATACCTTTATTCTTGGAGTAAA
CATTTAGGTTTATTCATTCCACTGAAGAGACAATTATGAGAAAACGGCGTCTTACTGAAG
ACTCAGGGAGGGAGGCAGGACAGTGAAGAAATGTCTACTTAGAGTGTTTCTACAAAAGTC
AGCAACTTGTAATGAGCTGCACTTTGAGGAAAAGTTTTACGATGAATGTGGAAGAAATCT
AAGAGGGGACGTGGTGCTTATGTTAGGATGTTTTCAACTTGAAATTTGTTTCCTCTGCAG
AAAACTAGTAA
>CL3460Contig1
AAANAAAAAAAATTTTTTGGNTTTNGNNAAAATTAAAAAAANNCCCCCCCCCCCCCATTT
GTACCTGTGCCACTTTTGTTTCCATTTTCCCAATGAAAATGGCCCCACCCCCATCAAAAA
CTGCTCCTCTTTTTCCATCTGGAGTTTATTTTTTCCTGGACGCCTTAGCTGGAGCGCCTG



CTCCTGGAAGACGAGAGGAAGACCTTTTGTTGGTAACAAGAAATCTTGTGCCTTTTTAAG
CAATGAGAAGTATTGTTGTTTTTACACAGCATTTATATACAGCATCTTTACATACAACAT
CCACAAAAACAAGGGTGTCATGGAAACGACCTTGAATTACTGCTAAAGTAATAAAGGACA
CAAAAGCAATGAGGAAAACAAACAGAATAGTTCATAAAGCTCTTGTTAAGAGTCAAGAAG
ATGCACATTCTTTGGAAATTACTTCTGTTTAAAATGTATATGGTTTATTCTACATTTTTA
GTTGCTGCTTTCACCTTGCTTTAGGAAAATTACACACTTAATAAAGGGGATGACATGAAG
AAAAGGTGAAGTAGAACACTACAGAAGAAAACACAGGCNATGGCAGAAGTGGATACAATA
AAGAGTTCAGGTCTTTTTGCGGAGTTCATTTGGATAATAATACATGGAAAACAATTTTTT
GTGCTACACACATCTAGCANAAAGGTTGTGAAAGGGGCCTGCTCCACAGGCAAGTGTAAT
TTAAAAGAGATAAAAGTCCAAAAAAAACCCTTACCAAACTGAAGTTCATTACTTTTTTCC
AGAGAGAAACTTCATTTTATCATTTAGGTTTTTCTTTAAATATATTTTGACTTTTTCCAA
TCTAGTGAGTGCTTGGAAAAACATAACTGGAATGCCTTTTCTTTAGTT
>CL3461Contig1
GGCTGCTTCACTTTCAACCCCCCCCTCAGAGGATCATCTGAACAAGGACAGCCCTGCAGA
GCCTGAGCTCACCTCCAGATCTTTGGAGCCCCATCAACCCCCCAGTGCTGGAGGGAGGCT
GCAGGATCTCCTCAGCTGGGGGAGTGAGGCGGTGCTCTGCACAGAGGTCATCCTGAGCAC
CAAACAGAAAAACTCTGCATCCAAGCCCATTCAGATCATTGACCCCCGCCCTCTACCCCC
CAAGAAGAAAAGCTGGAGTCCTCCACCCCCCCACAAACAGCCTCCTGTGTTTTTTGCCTC
TGACCACGACTACTGCGGGCTCCTGGACCACCAGTCTGGACCTCCTCAGTTCACGGTGGC
TTCTAGCCCCCCCTATGAGCAGTGGGAGGTGCATGACCCCAGAGGGGCCGACCCGACGGC
AGATGAGGATGAAGAAGAACAAATACGTGTGTGTGGGCTCCCAACTCCACCCCCCAGCCC
TGTCAGAGGCAGGAGGAGGCGGCGCTCTCCCAGCTGCAGCTCCCGCTCCTCCTCATCCTC
CTCCTGCAGCTCTGCATCCCTGTCTCCTGAAAGAACCAGGATCCACCGCAGACCACCATA
CAGGATGCTCCACTCCAGGTCCAGATCCTGGTCCCGGTCCCGGTCCCACTCACCCTCCCC
GCAGATCTGCTGGCGGAGACACAGAGACGCTCACAGCAGCAGAGAGGCCCAGAGGCTGGG
AGGAAGGCTGGACGTCAGGATCCAGAAACTGAGAGCCATCGATGAGAGGAGGGTGGTGTA
CGTGGGCCGCATCCGCAGAAGCATGACCCCTGGCGAGCTGAGGGAGCGCTTCTCCCAGTT
TGGGGAGGTGGAGTGTGTGTCGCTTCACTTCAGAGACCAAGGGTGAGCGCGCTGGTTTGT
CCTGCTTCAGCCTGTCTCTCCTCACCTCTAAACTCCTCCCTCTTCTCCTCTGCACAGCGA
CCACTACGGCTTTGTGACCTTCTACAACACGGAGGACGCCTTCGCAGCCATCGACAACGG
CAGCAAACTCCGCCGGCAGGATGAGCTGCCGTTCGACATCTGCTTTGGAGGAAGACGGCA
GTTCTGCAGTTCCGACTACTCTGATCTGGATGCGAGCAGAGATGCCGACCCGTCGCCCCC
CCAGGACCAGTTTGAAGACCTGGACTTTGATGCTCTGCTCAGACAGGCTCAGGGCGGATC
GCAGAGGTAGCAAAGGCTGAAGACGTGCTGAGCGCGACCTCAGAGCTTCACACGCCACTG
ATGCCGCAGCGCCTGGATTTATGCGGGTTTTGATGCTGAATGTGTGGTTTTTGTATGAAT
GAAAAAACACTTGGGCACTTTTTCAGACATGCTGCATTTAGGTTGTATGAAAATGTCAAA
CACTTTAAGTCAAATGTTGCTTTCTGAGCATCAATGCTATTTTCTAAAAAATAAAGGATC
TT
>CL3462Contig1
AACCTTTATTTTAAATATTGCAGAATCTTTAAAACATTCATAGAAATGTTTAAGGTGACA
TGAGTGACTGCAGTGTTGTGGCTTTTTCTTCCCCGTTTCGGTCTGCAGCACATGTCAGTT
GGACCTTGCTCCACCATCGCTCTCTGAAGCCTTGCAAGCACACGCTGGACAGGCTCTCCC
CGTCCTGAAAGTCCTCCCTCATCTTTTCTGGAATCAGATCTTCTGACATCACCTCAGTAA
GAGTCTGGAGTGTTTTTTCTTTAGGGTTTAAGCGCCGTAGCGCCTCCTCTGTGATCTCTA
ACGCCCTTCTGCTGCGCTGCAGCACAAAAGAGGACTGCTGCTGCCGAAGGACTCTTAACA
GCAATCTTGTCCTGATGAAACTGATGCAGGCTTTGAGCCAGATCCAGTCCTTGTGGAGTT
CCTCTTCCTCCTCTAGATGCAGACCCTCCACTGCTATGGCTGGGTTGGGGTCGAGTAGCT
GCAAACACACCTGTCCTAAGCTCAGCCAGTGCCAGGGGTTAAAGGGAAGCAGGCTGCACA
GCTGCTGCAGACAGGATATCTTTGATCTCACAGATCCAAAATGCTGATGTACGCTGACCT
TTAGCAGCAGCAGACTTGTCAGGTGACAGGTGTTTGAGGCTTCTTTGCTCAGTAAATCAA
CCAAGTCCAGAGCTCGGTCTCTCTGTCCTAGTTTGGTGCAGCATCGAGCCATTCCCTCCA
GCACATCCCGCCTAATGGTCAGGTTGTTGTCAGCAATCCACTGCAGGCAGCTGTTGTACG
CTTCTAAGGCTTTCTGATAGTTCCCTTTTCTCATGGCCAGGTCTCCTCTAAACTTGTAAA
CTTTCTGTTTCTCTATTGCATCGTCTGTTTCCAAAGCAGCACCTTCACAAAACCACTCTG
CCTCACACATCTTGGGGTTATATGATGTCAGAGACTCACATACTCGGTCTCTGGCCTCCG
AAAACACGGAGTCATCGAATGTACTTCCAAATATCTCCATCTGGCACAAAACAACAAACG
AATACCTCCTACAACACTTCAAACATGTTTAGACGGACATACGGTCCTTCATCATCAGCT
CCCCGGCCATA
>CL3463Contig1
ATGTCNTAAAGAAAACANGAACTGTGGGGNTATTATCTCACTTTAATGCACCAGGTGTAA
CAGAAATGATCCAAACGTCTAAAGGAGAAAAGCTGTCTTTACTACATTATGAAAACAGGA
ATAAGAGCTGCAGCAAACATCCAGAGGAATCTCTAAAACCACCAGCTTTGCCTGCAGTCC
CTGCGATTGTTACAGTATATATATGTTCCTATAACAAACAGAATTCATCATTAACACTTT
ATCCTCCAATTCTTTGAACCGTCCTAAAAACAATGATGGTCCCCTTCTGTGGGGGTTTCT



AATGTTGCAGCACCAGAACAGATCCTCAACGCTCCGTTTTGGTTTGTTCAGAGTCTAAAC
CTCTAACGGGTCAGAGCAGACGCAGCTCATCCCATCAGAGGGAAAAACACACAGGGTCCC
TGCTGGGCTGTGATGCCGTGGAATGCTTGCCCCCTTCGTTTCACGTCACACAGAAACATG
TCAAGGAAAACTTTCTTTAAGTGGACTTGCTCTGCTTACTGTCCGAGCTCCTGCAGCAGG
TGAGAGGCACACACGGCAACTCCATGATTCCTACTGATTCCAAAAGGTGAGGCAGAGGGA
ACCATTTCAACAAGACAACATTTTTTAGGGCCTCACATTCCACTGATGCTAAATGCCTTC
AGTGTTTGGTCTGCTCCCCGGATCCCTGAGAGCTCTGATGGGCTCTCAGAATTAAAAATG
TGTTAAAAAAAAAGAAAGAAAAAGGACCGTCCGACTCTCACTGCAGCAGTTCCTCCCAAG
ATATGGGATTAGAGAAGACTTCCCGCTCAAGCCAGAGGTCGTAGTTCATCTGGAAGTCCT
CGGGCAGGTCCACTCGCTGCCCCAGAACGCTCTGCAGACAGTTGTCCACCGGAAGGAAGT
CGGGGTTGTTGTTGCTCTTGTCATAGCGGCGGCTGTTGAAGCGCTCGATGTTGGCCCGCA
GGGCGCACTCCTCGGCCTGGAAGTCCCAGGGCCGAGCGTCCAGATCGTTTCCATACGCCC
AGTCGTCATTCAGGCGATGTCGAACTTTCTGGTAGATGGCCGACATGGTCTTCATGTTGC
TTTTCCTCCACTGCCTCCCCAGGTATTTGGTCTGCACTTTGAGCAGTTTGAGAACATAAA
GCTGCATCATGGCCTGCTTGACCTTCAGCGCCCTCTTCAGGATGGGAGCTGACTTGAACA
CCACCAGCATCATGGTCCTGGAGTGCTTCCATTTGGTCAGCTTGTTCAGGATCCTCAGCA
GGTTGATGCAGGAGAACAGATTCCTCCAGCAGAACTGATTGTTGTCTCCAGCCTCCAGAC
TCTCAGCGGTTAACTCCGGGAGCTCGTGGATGACGCAATGTGGGAAGTCAAGCACTGAAA
TGCTGTTTTTAGCTGTGATGTAGGACATGATGTTCTGGTTGAAGAACTTCAGGATGAGCG
GGATGCAGTTAGCAAACACCAGGTGTTGGGCCATGTACTCAAACTGGTAGACGTGATTCA
GT
>CL3464Contig1
AGCGTCGCAGCATCTCGTCCTCACTTTGCTTTTTTGTTGGACTCAACGGGACATCGGCGT
TCAGAGACTGAACTGTGGCAGCGCACAGACTGATCAAACGCAGAGAAACCTGCGAATAAA
ACAAGCAGTGATCTTTTTTGTTTGTGCGTATTTCAGAGGAAACCCATCGTCCGTGGTGTT
CACCACGTGCATATCGTGTTTCTATCATGTCATGTGGGGTGCTGCCTTTTTAAATCTGTG
TATTCAGGGCAAACTTACTCTCATCGTTGCAACAACAGTTTTCATGGTCAAACTAAGAAA
TGCTGCTTATTTATTCAACATAAGTTTTTTTTTATTACACAACTGTTCATGTTACAAACA
TTGACAGATTCATAAGCTACTTTATTGGAATTTTAAACATTTTTTTTTTACTTTTGGCAT
GTACTAGTACATGCCTATTCCAGATAATTGGCATCCTCCCCCTTTTCTTTGTGCAGAACT
CTGATTTCCCGTTAATTAGCGCTTCGCTAACACTTTCTACGTTATGCAGCTTTGTTTTGC
AGACGGATGCATTTGTATGAACAGTCGCTGCTCTGCTGCTTGAATGTTTTATACAAGAAA
GGCGTCAAACTAAGCAGCTTTCAAGGAAGTGGAAGGATTTTTTTTAAAGCGGTTTGGCTG
TAAAGGTGTTGAGCTCATCAGGCTGTTGAAAACCCTGAGCCTCGGCCTTAAGATCGGTAC
GTTTGGATCATTTTTTTCTTCTTGTCCTCGCTTTCAGATCTATGCATGTCATCGAAATGA
GAAATCCTTAAAGTTCTCAAGTGGCCAAACGGGAGATGCACACATTTCAGCTCAAGTTTT
GACAACCAAGGGCTGGAATCCGAGCATCAGAATTTACAGAAGCATCTCTAGATGTTTGGT
CTTCAAACAGATTAGCCATGAAAACAAGGTTTACAATTTCTGTGTCTTGAGCTTATCAAG
CAATGAAACGGATCATAAACTGTGTGACATGTAGTCTGGATCATGTACTGTAC
>CL3465Contig1
GAGGCTGAGTCCTTTGTCTCCTCCAGGGCGTCCAAACTACTCTCTCTCCCCCCATCCTCG
CCGCAAACCCAACCTGGCCGAAGCTGGAGTCCCGCTGCCGCCAAAGAGGAGGAGGAGGAG
GAGGAGGAGGACAAGGCGGACTCTGACCAGAACGCCCAGCCCCTCAACCTCTCCTCAGGG
CACCGGGAGCGCGCCCTGCAGCCCCATGAAAAGAGGAGCAGTGATGGTAGAAACACTTCC
ACCGGCAGTAGTGCCAACCAAGGAGATGGACTCCCACCTAANAGCAAAAAGCCCAAAGCT
CTGGAGATCTCCCCTCCGTCCCTGCTCTTGACAGGGAGTGACATCGGCTCCATCGCCCTC
AACAGCCCCGCCCTGCCTTCCGGCTCGCTCACTCCTGCCTTCTTCGCAGCACAGACTCCC
TCGGGTTTGCTGCTGGCTCACAGTCCGCTCTTGTCAGGCATCCACTTCTGGAGCAGCCTG
AGCCCCGTGGCTCCCCTCAGCCCCGCCCGCCTGCAGGGCCACAGCTCGCTCTTCCAGTTC
CCCAGCCTAATCAACAGACACATGCCGGTCCCCCTGCCAAACCTGGAAGGAACACCCTCC
TCTCTGCTCCTGTCACCCACCACCCACAAATCCTGATCCGGTGAAAAGCCTCCATCTTCC
TCCTTCCGGGTGGAAATTTTCTCATTGGTTGTGCTCCTTTGTCGAATTCTGCTTCAGAAA
TTAGACCGGACCTCATTCTCTTTTTGCACTTGAATTGCTCCGTTTCTAGTTTTTTTTTTA
AGCACTTGGTTGAAGCCATACTCCACGTCGTCTGTGAGAACACAGAACATTCCTGTCCTC
CATGCACAGAATGACATGCAGCTCCTTCTGTGCAGGACTGACGTAAAAATCTATATATTT
TTTCTCCTTTAAATGTTAATCACATGTGACCATCTCACCTGTGCGACATCACAGGTCATG
TATGCACTATGCTTCTCTGCCAGCTGTGCCTTGTTCTAGTATTTTTTATTTTTTGCTTTA
TTTTGAAATCTTTGAATGAAGACGAGATTAAAAGTCAAAGAAAACTTTTCTTACTGTTTT
TATATACTGGACTTAGCATACAATATGTATTCTGAATATTTTTTTGTATTGTGAAGAATG
TCATTTCAAAAAAGCAT
>CL3466Contig1
ATGGGATGCCTTGTTCTGCATAATTTAACGTATACACAGTGGGAACAGGAATGGCAATGC
TTTAGACATCATCACAGCCTCTTCAAAACCCCGCCCACCCCCAGCCCACTGCCTGCATGC
AGTTTGCACTGCACAAAGGCCAAAAGTCACATGAGACAGCCTGCAAAGAGCACAAGAAGC



ATTCACAGTAAAGGAATATAGGCGGGGAGGAAAAGATGGAGGGTGGGGAGAGCAAAAGAT
GAGGAGGAGAAGAGAGGGAGTGAAACAAAGTGACTGTAGCACTGGCCTTGGTTTAGACAG
GAGAAGGAGCAGCATAGTCCTAGTATTTCATTCTAACTTCTCCCACACTTTTACTCCCAT
TCTCCTGATTGTGGTACTCTTTCCATTGTCTTTGACACAAAAAAAAAAGTTTGTTTATAT
ATGCATGTATATATGTATATACATATATGTATGTATATAGATATAAACACATGTTTATAG
CTACAGCACCTTTTCCCATGGGGCAACAGTGTCAATACCTCGCGTGTGGTACATGGCCGT
GCCAAAACAAACATAAAAACAAAATATTGGTCAGGATATTCATCTTTTTTTTTCCCCCCT
AAAATTGGCATTTGACATGATAATATTCTATTGCCATCTGTGGGGA
>CL3467Contig1
TGCTTTATTTTTTATGAAGATGAGAGATTTCCCCAGATGTTTCCTTACAGAACAATCCCC
TGGTCATTCAGAGTTTTGCAAAGTGTGGAGGCGACTGGCATGACTGCGTTCATTCAGGCC
AAGATGATTCCAGCAGAGGTGGAGGCGGCAGTGCAGACCTCAGCAGACTGTGTGAAATTC
TTCTGCTCCTCTGCGTCATGGCAGAACGTGGTGAGGTGATGCTGCTGCCATCAGAGGGTG
TGTTTCCTTTCGGTGGTGTGCTCTCTGCTGTAGAGTTCACACTAGTGTTGAAAAGCCGAC
TTACAGCTCAGCCTCATGTATGAAAACAACTTGATGGATTTTAGCCCTAACATTGGAAGC
CTGCAGGTCAGGAATGTGGATTTCTGATGGTTCAGAGAGCAGAGGTGAGCGTTCACAGGG
CTGTGCCTTCGTGACCCTCTTTTTAGACGCCGATATCTGGCACCAGCCGTGGAGTGGCAA
AGAGCAGCTCAGGGATATCTGTTGACCGCAGCAATCGGGTGGAGAGAAGCAGCACCTGAC
TTCCTGGTTTGTGTGAGTTAACTGTCTCCTTGATGAGACGAAGCTCTGAAGGTGTGACTC
CTCCAAGCACAAAGAGGAAGAGCAGATTGTTGTCACTGGGATGTGGGCGGCTCACCTTCA
TGAACATGCTGAAGCCCGTCTTGAGCAGCTCTGTCAGGCCTCCAGACATATGCTCCATGT
CAGGACACTCAGACCGGTCGAGGCGGAACACCTCCTCCAGGATCTGCTTCAAGAAGGGAC
GGTAGGTGGCCCCAAATATTAATCCAATCAGTGACCTCCCTTCTCTTCCACTGTCTGGTC
TCAGCAGCATCGTCCACC
>CL3468Contig1
TCGGCACGAGGGAAGAAGCCGCCGCCAACATGGCGACCCTCCAGCTGCTGCGGGGCGCAG
AGATGCTGAAGCAGGGCGCGGAGGGCCGCGTCTACCGGGCCGAGTTCCTGGGAAAACCCG
CCGTGATCAAACAACGGTTTCCGAAACGCTACCGACACCCAGAGCTGGATGAAAAACTGA
CGCACCGCAGAACCATGCAGGAGGTCCGCAGCATCGCCCGCTGCCGGAGAGCAGGCATCT
CCACCCCCGTCGTCTACTTTGTGGATTACAGTTGCAGCTGTATTTTCCTGGAGGAAATAG
TTGACTCTCAGACTGTGCGGGACTTCATCGCATCCGCCCGGCGGTCGTCCTCGCGGTCGG
ACCAAGAGCTGCAGCGGCTGGCTGAGCTCACGGGGCGGATCTTAGCCAAAATGCACGACG
AAGACGTGATCCACGGAGACCTGACCACCTCCAACATGCTGCTGCGACGCAGCGCCGACA
GCTCGGAGCTTGAGTTGGTCCTCATCGACTTTGGCCTGAGCTACATTTCGGCTCTAGCTG
AAGATAAAGGGGTGGACCTTTATGTTCTGGAGAAGGCGTTCCTCAGCACCCATCCCAACA
CGGAGCCGCTCTTCCAGCAGCTGCTCGGCAGCTACTCGGCTTCCTCCAAAAAGTCATCGG
CAGTCATCAAAAAGCTGGAAGAGGTTCGGCTCCGAGGCAGGAAGAGGTCCATGGTGGGAT
GAATGTTGACTGGAGCTTCATGGGACTTATGGCTGTCGTGGTTAATAAAGAAATGAGACT
CTGAAAA
>CL3469Contig1
CTATTTACAAAACAATGTTGATATTTTCCACGTTTGTTGATCATTTGTCTGACAGGACAT
CTACAAGACAAGAGGAGAAATGAAAATCCAGTTGTCTGGGTAAATGTACAAGTAATTTAT
GAACTACAAAGGGTATAATTAATCAAAAAATGAGAAAGAAGCTGCTCTTAACGTGTCTCT
AACTGCAATTTAAGACTTGAGGACATTTTTCTGTGAATAGAGTGAACTGGCCCCTTTAAA
AAAATGCACCAAAAATCCAAATAACCTGATAATTCAGATAATAGCTTGTAATGTGGAAAA
AGAGCCTCGGATTGAGCAAAAGCTGCGTGTTAAAGTTAATTGGACAAAATCTGGAAGTGT
AGAAGCTGCACGTGCACGCAGGGGTGTTGCACACGCCTTCCCGTGTCAGGGGAAAGAAAC
CAACACCTGCTCTGCCATCCATCTGGAGTCAGCGGCGTCCTGCGGAGCTTTTAGCCTGAA
GCTCTGGGAGCAGCCTGGGATTCACGTTCCATGCGGTTCAGTCCTTGATGCGCCTTCAGA
ACGGGCACGAAGCCGCGGCTGCCATTCACGGTGAAGGCATTTACATAAATGATCAGAAAG
AGTTCACCTCCGGAAAGAACGCACAATGCTGTTCAGTAGCTGACAGGTTGCAGAGGTTTT
TTAAAAATAAATGGGAAATTGAGGAGAAGAGCCGAAAGCACAAAAACAATGAGCACGGTA
GAAAACGCCGATGATGGCGTGCGCTTCAGTCACGGTGGAACACTGTGGTCTGAGATGTAA
CATTAAAATGACCCCCAAGTATGTGCACCCCCCTACACAACATGACGACCAACTTTTAAA
TCACAAGACAAACCAGACCAGAGTGAGTAAGACGAAAGCATGCAATCGTCTGGAATAGTG
AAGACCGGTCCACGTGGTCGGTGAAAGCTTGGTCCTATACTGACTGAAGGCAGCAGGAGA
TCCAGTTTCCTGAATCGTCTTCTTAGTGAACTCATGCACAGCAGGCAGTTTCTACTCTAC
AGGTCTGTGGGAATCGCACGCGTGTGGCTGTTTCCGGCCGTCGTGGCGTCGCGCTGCCGC
TTGTCCTCGCAGGA
>CL3470Contig1
AGTCTGAGGGACGAGCCTGTGGGGAGTGGGCGAGCCGCGAGCGCCTTTACCGAGGATTTG
CCGCGCTTTGTCGTTTACGCCGCCTTTACTTCAGCAGTTTACACCGAACCGTGTCGGTCA
CCGCGAATTTTTGCTCCATTTTTATGATAAATCTACGTTCTGGTTCTCTGACACATACGG
TGGCCGAAAAGGAGATTTGAGTCATTTATTGAATCGCTGCTGTGGTTCAATTGCTTTTGT



TTTTATTTGAGATCGCGGCTGTCCTCCATTATTATCATGCCGAGGTCCAACAGGCAGAAG
GAGTACAAACCCGGAGACCTGGTGTTCGCCAAGATGAAGGGGTACCCGCACTGGCCCGCC
CGGATCGACGAGTTACCCGAAGGAGCCGTCAAGTCGCCCTCAAACAAATACCAGGTCTTC
TTCTTCGGGACACACGAGACCGCGTTTCTCGGAGCTAAAGATTTGTTTCCGTATGAAGAA
TGCAAAGAGAAGTTTGGCAAAGCGAACAAGAGGAAAGGCTTCGCTGAGGGTCTGTGGGAG
ATCGAGAACAACCCGTCCGTCACGCACGAGGGCTACGAGTCGTCAAAGAAGGACAACGCC
CCCGAGGCGGCCAGGGACACGGCCGGCTCGGAGAAGGCCGCCGCTGAGGGCAGCAGCGAC
GAGGACGAAGGAACCCTGGTCATCGACGAGAAGAACGAGAGAGCGGGAACCAAACGGAAA
GCAGAATCCACAGAGGCCTCGCCCAAGCGGCCAAAGGACGCCGAGGCAGAG
>CL3471Contig1
AAGTTGGAAAGAGTCCTTCACTGAATGCAAATCACCAGGCTGCATTAATGTGACGGGAGA
TTATACTGGATACCAGGTCAACAGAGCAGGAATGCCGGATAGCATGAGCACAGGCTGACA
CGAGAACATGAGTCTGGTCAATAATTATAGCAGAAGTTTCCAAAGCTAAAAAAATATTGT
TCACAGTTTCTTTGTCACATCCATGCATGTCATGGCAGGTTGTCCGTGTCACACCAATGG
CACTTCATAAAAGAAACCAAATGAAAGAGGCTGTGGGTGATTAACTCTTATGAGCAGGCT
TGAGGGTCAGACTCAGGAAGGTCCATTCCCGGGGGGGGTTGATGAGGGGGTGCCGCTGTT
GGCTCAGTCCAAAACATCTGATCTTTCGGCAGCAGTGTACAAATGTTTGCACAACACCAC
CACTGCACCAGAGAAGTACAGAACCAATGTTCTCACACGAAGACCACAAAACACCCAAAA
CGTGGTTGAAATGATACTGGAAGGACAGGCGGGGACAGAGAGAGCCACGAAACGTCCTCC
TTAGCACAATTCTCCCTCCGCCCTAAGAGGACGCACATCGAAAGCCTTCCAACAGCAACG
GCTTGGTTTCACAGAGGCAGTCCAGTCATTCTTCTTACAGTCTCCTGAAGCAGAACCGTC
GCAGCTACTGACGTTTGATGAAGCAAGGGTTCACCTTTTCTGTCCAGGAGACCCCTAAAG
TCTTATCATCAGCCAACCTATAAAGTGCTTTCAATGAATAATCTCATCCTCATCATAATA
ATCTTCGTCTATACAGCTCAGCGTATCAATCCACAAAAAGTTAAGTGCAGGATAGAAATA
GGACTATTTTAAAAGGATTTATTCAGGCACGGGCAGAGAGCTCCTCATCTTCTCCTTCGT
TTCCTTCTTCCACAACTTCACTTGAACCATTTTTTTCTTCCTTTCACTTCTTGAAAGGTG
TCAACCTGCCGATGTTATGCCAGAAGGTGGTCTTGCGCTTGGGCTCGGCCAGCATGAAGA
CCTGCTGCTGTGGCAGAGCGGTGGGCAGGGACGGGTGTTTCTGCCGGAGCAGGAAGTCAC
AGTAGGGTCTGGTCACCGCTTTGGGCTTCCCAGCTGGATGGCTTTTACAGGCATTTAGCA
TGGCCTGTTTCTTCTGCAGGTCAGTCAGAGAAAAGCCTGTCTCACGGTCATGAAGGACCT
GCCGTCTCTCATCGGCGAAGGCTCTGAGCCAGCGCGCTTTCTGCTCAGGTTTCTTGGTAC
ACACCAGACCA
>CL3472Contig1
CAACTGTCAACTGTAATCCTCCATTTATACCCAAAAAAGTACAAAAGAATCTCAAGTACA
TTAAAGTAATAGAAAAAACACACTGAATAAAGCCAAGACACAGCGTGTGAATTATATGCA
TATATAGACTATCAACTCCAAGCATTTACTTCAACCTCATGTAATCTAGACAAATCCACT
AATTAGCAATGTCAAACATGACTAGTTCGCAAATACAGATTCACTTAACTTTCACATATT
TCTTAAGCAAATTTTATGTTTTCAGACACTTTTATTTTTTTTTACATCAATACATGCGAG
CAGAAAGAGACGAGAAGGCAGGGTCAGGCAGGGGGGTGGGGCAGGGGAGAAACAATGAAG
GAGGTCATTGGCCAAAGACCAAGGCAGGGCATCGGTAAAGAGAAAAGTCAGTCAGTCAGA
TAGTCTGTCAGTCAATAGGACCAAGCTAATGGTTTCAGTCCGGCGTCAGAATCAGATAGA
CAAAGGAAATGAGGCAGTGGCGCCGTCATGTGGTCAGCATAAACATGGCAGCCTTGTAAA
CAGATTTGTTGTGCTTCTTAAGTTGTCTCAATATAATTCATGTTGTGCTCTCTTTTTTTT
TTGCCAATAGGTGTTTTAAAACCGCTAAAAACTCACAGTATGCACTTGGCATGGAGTAAA
CTATGTTGTAGGAACTCTGGAATGTGCTGTAGACATTTCCGTCTGATATCTCGATCTTTG
TCGCCCGGCGACGTTACACCAGGTTGTTCTGGAGCTTGTTTACCTCAGCATTTTCTTCTG
TGCTGTTAGGGGTGCTTCCATGGATGATGGAAGCAGGGCGGTTGTTCTCGTGCTTTGGAG
AATGAGAGTTGAGGATGTTCATAGAGCCTTCTTCCTTGGATGGAGGGGACTTAGCTTGGT
TGTCCTTCTTCTGGGGCTCATCATTTGGTTGAGAGCTGTCCGCCGTAGTTGAAACGGAGA
GGCCGTCTGTCTGTGGCTCGCTGCTCTGTGTGCGGTACTTACTGCGTTTGCGAAGGCGCC
TGTTCTCGTTCTTGAGTTGGTAAAGTCTTTTGGCAAAAAATACTATGATCATGAAGAGCA
TTAGGAGCACAACAGAGGCCACGCCCACCACCATGCACAACACCTGGAACTCCGTGACAG
CCCATTCGCAACGCGTGCCTTTGTTCCAGATATATTCCTGCACGTTGCACCTGCAGAAGG
CTCCACTCCCTGGTACTACGGTGCACACTCCTCCGTGAAGCAGAAATT
>CL3473Contig1
TTTACACGTGCACGCATCGCCTTTTTTTTTAACATTGACTGAAAGGAAGATTTTTTTATT
CTCAGAATTTCAAAAAATGAATTCTCATTTCTCAGTGGCATGCCATAGTAAATAAGCATT
TATGTGGAAAACATTCAAATTGCAATCTAGTCTTTCATTTAAACTCTCTACAGTTGATGT
GCTTTAAACACTACAATCACTTTAATACAGGTAAGCCTAGCATGCAGAGGAAGCAAATCT
CTTTAGACGGTGTTTGCTGACACACAATCTCCTCAGAAACTGTGATGGCGGATTATCTCT
CTTACTAGCAAACTCCATTTACATCCACATATATGCTTTTACAGACCTATTTCCAGGCGG
GAAATACTTTTTTTTAACTCACCATCTGACCGAGCGGACTGATCTAATAGAGGTTATGGA
TGCAATTTGCCGTCTTGGCTCAAAGGAGTCACGAGCAGAGGATAAATAGGTTGAAGTTCT
AGTTGAAGTTACTTGCTTGAGTCTCTTTTCACATTTAAAGCCTGTAAAGTTCGAGCAGAC



AAACCAAACGTATTCTTAATTCTTAGTCGGAATCAGATGAGTCACTGGTTTTAGAATGCT
TGTGCTTCCTTTTTGTCTTCTTCTTTTTCTTGTCCTTCTTCTTCTTGTCCTTCTTTTTCC
TCTTTTTGCTACGTTGGTGGTGGGACGAGGAGGAGGAAGAGGAGGAAGAGCTGTCTGAGT
CAGAGGAGGAAGTTGTGTCTTGAAGCAGTTGCTGTAGCTGCTGGATCCTGGTTTCTTTTT
CGTTTCTTTTATTTTCCCGAATCAGGTCATACATGGGGTCTTCGTGTGCCACTCTAAACT
GCTCCAGCTTCTGGTTTCCTTTAATAAAAAAAGGACATTCTTTATCTCCTGTCCGGTGAC
CATAGCGCTTGCATCTCCAGCACTGCATCACCTTAACCTCTTTACCAAGAGGCATCCACA
GTCCCCTGGTGGGAGCCTGCGCCAGGAAGCTTCTGGCTTCTTCATTTCCTGGTTCTGCAG
GAATACAGTCCTCTGGTTTCTCCTCATGTTCCTTAATAAATCCTGGAGGGGGCTTTTCAT
AGAAAGTCTCGATGTGCTTCAATTTTTGGACCTCCTGGGTGAGTTTTTTCGTTTGTTTCT
TGAGTGTTTCCAAAGCATGTTTAGAGTCCTTGTGTTTCTTATGATCTCGTCTTTCCCCTT
TTTTTTCGGACTTTCGTTTTCTGTCTGACATTGTAAGAAAAGACAGATAACTTTTTCTTA
TTCTTTGCAAAAAACAAAATAACTACTTATATCCAACGTGAAACATTTTTTTGCTTTAAG
TTTTTACAACCACGCAAACATTAAGCTAACCTAGCAAACATGGCATTTGCACTCCCCGGC
CATA
>CL3474Contig1
TTTTTTTTTTTTTTTTTTTTTTTTAAAAAAATATGGATGGTTTATTTGACCCTACTTTGA
TACACATCATCATCCATTAACATGAAATTCAAGTCTGCTGATGTCAGTGGAACACAGTTT
ACATCCAACTATGAACAATCTGCAATCAACAACCAAAGCATCAGTCATTCATTCAATCAT
TTATTCAAAAAGCTTTGCAACAAAACACACATTATAGTAGTTATTTATCTGGTCGGTTAA
GTGGGTTTCTATTCTGAAATCACAAAACAGTGACGATTTATAGTTGTGTTTTAAGAATCT
ACTGAAAACAGACAGTCTAATACAAAGTCCTCCTGGTCCAGACTTGTCCATATTGCTGCT
TCTAAAATAGCGTATTTACATTTGTCTACTGGAAGCAAAGAACAAAACAAAAAGAGAACT
GCCTTTGTTTTCAGAATAAAACAAGCTACCCATCACTATTCCAACACATCGGTAAAACCA
GAACTGATTAATTTGTATTGATTGTGCTTTGTAACCCACAAAACCATGTCATATTTAGAA
ATGGAGCATCTGTCAGAGGCACAAACAGATGTGCTGATCACATCGTTTTCTCCTCTTCTG
AGACTCTCTGGGGCAATGAGGAGGACGCTGCGTACAAAGAGCTCTTCTTCTTTTCAGTCC
CTTTATTTATATATATATAAAGTTGTCACAGGCTCACAGTAGTTCATCACCCGTGGTGGC
GTTGTGTTGCACAACAGTAGTCATGGAGGAATCAGTTCTTGTGTTTAACCATGCAAAGCC
CTTTAAGATTTGCCAGAAAAGGTCACAGAATAGATTTGTGGGACATAAAAAATGTGTGTG
TGTGTGTGTTTGGGGGGGAGGTGGGGGGCACAGATAAAGGCTTAAAGAGACACGATCCGT
GTTTTCGGCTAAAACCTACTCTGAGGAAGGCTGTGGACAACCT
>CL3475Contig1
ATTCGGCACGAGGGCGTGGAGAGCGCCACGTCGGCAGAGCCTGCAGGCAGAAAAGCAGCG
GAGGAGAGGAGGCGCTGGAGCTGACGGCTGCACCCCCGAACCCGGGAGCAGGGTTCGAGT
CTGACGCTTCCGCTTCCATATCCAGGTGTCCACGGGAACGATGGTGAAGGACGTCAACAG
CATCAACGTGGAGCCCCAACCGGGGACCAGCCTTGCCTCAGACGAAGCAGAGCATGGCCA
CAGCCAGCCTCCTGAGGACTCTGGCAAAGATCATGAAGCTCCGCCCCCCAGCATGATGTG
GCGAGTCACCGGGGGCCTCTTCAGCGTCACCAAGGGTGTTGTCGGTGCTGCAGTGGGCGG
TGTGGCCTGGGTGGGCGGCAAGAGCTTGGAGATCACCAAGTCGGCGGTGACCACCGTTCC
CTCGGTGGGGGTGGGACTGGTGAAGGGGGGGGGTGTCTGCTGTGGCCGGAGGCGTCTCAA
GTGTGAGCTCAACGGTAGCCAGCAAAGTTCCGTTCACCCCCAAGAGGAAAGATAAAGCTG
AGTGAGTGGGGGGGGTGGGGG
>CL3476Contig1
ANCTCTTTATTTGTTGTTTATAGGTAGATGTACAACACTGGAGGTCTGGATAAAAGCCCA
CATGAAAAGCTCATGAATGCAGTAGGATGAAGAAAACAAGAGGATAGATTACAATGAAAT
AAAGGAACCTCCAGGTTAACTTCCTCTCTCTAAATGTTTTGTGCCACAAACAAACTGTCT
GCTCAAAACTTCTGTACAAAATATGAAATCTACCATTTATTTAGAGCTAGAACGGAAAAG
TACATCATATGTACAAATGACGCCTTTTAGTATCAGACACTAAAGGACACTTGTAATATT
ACCTCTTCAAAAATAAAAATAAAAAGTCCAGGGAGTGTTAGCTTCTGCGAAGCAGGGGGT
TTGATAGTCGATCATCATGAAAACATGGAGGTCAAAGTTCACGTGTTCAGCCCACAAACA
GAAGACGACGGAATAGACGAGCATCCGGACAGACTGAGCGGGGTTACCACGGAAACCTGA
AGGAAGTGACAGAGCGAGGGGCTGGGTGAGACGAGCAAACTGCTCAGCTTTTACTATTCT
CTTCATTCAAGTTTTATCAGGAAGTGCTTCTTTTGCTTGAAGCGGCTCGGGGAAAACACC
ATGTCGCCCTCCGGGATCCCTGCCTGTGAAACTCCAGAGCGGCAAACTGAGTCCTGCTGC
CGACTCTGACAGAAAACACAAAAAAAAAAAAAAANCCCAAAA
>CL3477Contig1
TCTGGATTTAGGTGTTAAAGTAGGGTCCGCTTGCTCAATGTGAGACAGTTCCTGACGTCC
TTGAAGGTTCAAAACGGCAGCAACCTGAAAGAAAGGAAACAGCAGAATTAGCAAGAGCAA
AACTAGTCAGTCGTGTAAAACCCTGCATCTGACCTCAATATTTAAATGTAGTATTGGTCT
GACGTAATCTAAAAGTAACATTTAAATATTTTTTTAATAAACAAACCTATAAATATACTT
TTCATGGCCCAGCTCTTCCCAATAGAAACGCCGGCACATGTGTAAAAAACAAACCTTGGG
GTTGCATCTCTCTGTGAGAGGCAGAGAAAACCACAGATGCAGGTGGGAACACAGCTCAGT
GCGGCTGCCTGTGGTCCCCGTGAACGTACCTCACCACATCACCTTACACACCAACTGACA



GCCCGAACCACCGCCATGACGACCTGCTCAGCAGCAACCACCATTGCCTTGGTGGCCTGT
TCCTTAGAAACTGCCATCGCCCTCAGCAACGGGCAGGTCACATGGGCGGGTCACACACTA
ACTGCTCTCAAACTGCAACACCCCCATCTCCTCCTCTCTTTGCAAACAGGACTCAGCAGC
TTGGAGGAAAGAATTCCACATTTAAGTGAAGGTTTTGAGCGAACATCCCATGTTCCAACC
CCCCAAACAAACAGGTACACATGTAATAAACCACACCCCTCTGAAATCTATGTTACTGTC
CCTCCCAATGACAGTTTGTGCTTTAAATTTGACAACAAATTAAAGCACAAACGCCCCTCG
TGCCGAATTCGGCACGAGGCCTCGTGCCGC
>CL3478Contig1
GTTCGACGGAAGACCTGATCCGGGAGGAGAATGTGGCTGATCGCGCTGGCCGCCGTTCTT
CATTGCGCCTCCGGTTATGATATTGACGTGAAGAAGCTGGAGGGGCTGGCGCGAGCGCTG
GGTGGAGACATGTGGTGGATGACAGCTCAACAGGCTCAGAGAGGTCAAAGCTTTTGTGAC
TCAGGACATTCCACTTTACCATAACTTGGTGATGAAGCACATTCCTGGGGCTGACCCTGA
GCTTGTCCTCCTCAGCCACTATTATGATGAACTTGATAGGATTGCGCTTTCTCACATGAC
CCGCACTGAGATTAATGAGCTTTTGGTGAAACTGGGGTTCTATAAGAAGGAGAAACAAGA
GGATGAGGTGCCAGAGGAGTTCCGCTTCTCCCCCGCCAAAGACAGCCCGTTTAAAGATGA
GCCCCAGCACAAAGCATCCACCTCTGAGGCAAAAGCAGAGGCCGAGCACACCGACCTATA
ACCTGCAAGAGCAAGACCACCCATAGCTGCTGAAAAACTTTGTAATTCTTCATAAGACCA
GGAGAAAGCTCTGGGAAATGTTAGAAACATGTGACGACCCGTTATAGGCCCACTCTTAAT
GAGCACCTAGTTTTCATTGTACATTTATGGGTCGTATCAGGTTATTTTGTGGGTGATTTT
CTACTGTCCAAACAGAAATTTCAAGTTTGTGTGAAATCATTTCCATGATCTTTTCCTCTT
TTTGTGAGTCTGTGTTTCCTTCTTTCCTGCTGGGGAACTGAATGAAGCTTCAGGCTGAAA
ATCTTCTGACCTGGCCTAAGGCTGATGCTATTTGTTCTTGTGGGTAGGACTCATGCAAAC
AAGATGACTCCAGAGGAAATAAGAAAATAAAAACA
>CL3479Contig1
GATGACGGATAGTTTTTTTTTATACTTGACGCACTTCGAACTGCAATGGACGACCGTGAG
CTAGACCTGACAAACGAACAGAAAGCTGTCAAGTCAAAGTATCCTCCGATCAACAAAAAA
TATGAATACCTGGACCATACAGCAGATGTACAAATTCACTCTTGGGGAGACTCCTTGGAA
GAAGCTTTCGAGCAGTGTGCCATGGGCATGTTCGGCTACATGACCGACACAGAGACCGTA
GAGCCTCTGGATACCGTTGAAGTGGAGTCAGAAGGTGAAGATATGGAGTCTCTTCTCTTC
CATTTCCTAGATGATTGGTTATACAAGTTTAGTGCAGATCTCTTCTTTGTACCCAGGGAG
ATAAAGGTTTTGCACATAGACAGAATGCATTATAAGATTCGCTCCATCGGGTGGGGAGAG
GAATTCTCCATATCAAAGCATCCTCAGGGGACTGAGGTCAAAGCCATCACATACTCTGCC
ATGCAGATTCATGATAAGGAAAAACCAGAAATATTCACCATCATTGACATCTAAACCCCT
TTGGGGGCAGAAAACACTCCCGATACCAACTTCTTCATCAATCTACAAATCAACAAATGC
TTTTATTTGATTAATGTTTGCTGAGGCTTCAAAATAAAACTTGTCAACATTNAAAAAAAA
AAAAAAAAAAAAAAAAAAACCCTT
>CL3480Contig1
TCTTGTGAGAGTTATTTGGGATTTAGACGCCCCTCGAATACATGGCTGCGTCCTCTTCAT
CGTCTTCTGCGGGTGGTGTTAGCGGTAGCTCGGTCACTGGCTCTGGATTCAGTGCATCAG
AGCTCATCCCTCCGAGGAAAGTCTTATACACATATCCCAAAGGTGCAGGAGAAATGATGG
AAGATGGCTCTGACAGATTTTTATGCGAGTCTGTATTCAGCTACCAAGTTGCCTCTACTT
TGAAACAAGTTAAACATGACCAACAAGTGTCCAGAATGGAGAAACTTGCAGGCTTGGTGG
AGGAGCTGGAAGCTGACGAGTGGCGGTACAAACCAATAGAGCAGCTACTTGGATTCACGC
CGTCTTAAGGAAAACGAGGCGATTAAATCAGCCAAATAAATTACAATAAAGATGTTTGAT
ATTTCACTTTGTACGGGATATATCCCTTGTTTGTGTTTTTCCCCTGTAAAACTTAATAAA
AGTTTCATTATAATTTTTTTTTTTTTAACTTTTGCCATTGTACATTTTACAGCAGTTAAA
CCTATGTGAATCAAAATTACAATCTGTTATTTCCTTCATTGTTAAAAATGAGTAATATGT
TCGCCCATAAATTCTATCATAAAATATAATTTACCATTATAGTTGCTATACAATTCACAT
GTCATGTTTTTCTCCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL3481Contig1
TTTTTTTTTTAAAAATATGAAATTATTTATTCCCAGCATGTGGTTGTGTACATCTCCAGC
ATGACACTGTGCACGAGAAGCATCACACAATACAATAACAGTGGTCATCTTTCCGACTTG
TGGTTATACATAGGCCTTTAGCAGACGACCAGCCAGGCGGTCTGACTCGACTGTTCTTCT
GAAAAACATCTTGCTTTGTTGTGGTTCTCATGTCAGTGTAAACACCACAGGAGCTACAGT
CCTGGCTCTGCTGGGTGGTGAGACAGGATCAGGTGCTTTTAAGTCTTGACATTCTCATTT
TTCTTTTATTTTTTTATAGGTTGTCCTGGTTAGGTTGCTAAGTAAATATCGGGGCTGTGG
GACTATCCATCGAAGCTAAAACTTTGACCTCGTGCCG
>CL3482Contig1
ACTGGATGCCCAACAGGAGCAGCTGGAGAAGGAGATGCAGGAAGCCAGGAGGATGGTATT
CCGCCTGCAGGGTTTGCTGCTGCAAGGTGTCCTACCTGAAGATGACAAGGACGGATCCAT
GGGTTTCGCGGAGAACCGGGCTAGCGCAGATCAGCAACTGGTTTTAATCCGCAGTCGTCT
GGACCAAAGCATGGAGGAAGCCCTTGATCTCAAGAGGGAGCTCCTCAGACACAAACAGGA
GACGCGGCACATTCAAGCCATTAAGGATGCCTTGCAGCAGCGTCTGGCTTTACAGGAGGA
CGCTGTGCTGCAGCTAAAGCAGGATCTGCTGAGGTGCAACATGGCCAAAGATCAGCTGGA



GAGAGAAAACGAGGAGCTCAAACGCAAGCTGAGCGAAAGGGACAAATTACTTAATGAACA
TGAGCAACATTTTGGAAGGAAAGAGAGAATTCTGCAGCAGCAAAAGCTTGACGAGGCTCA
GCACAAAGCACATGAAGTCAGCCATGGACGGTCATTCAGAGGTGAAAGTAGAAGCTACAG
GGACTCAGTGACGTCAACATCTCCTCCATCATTCCAGCACAACGCACCAGGGGAGGAGCT
GCAGCTGGTTAGGGAAGCTCTCCGCAGTTTGAGGGACAGTTTCTCAGGACATGACCCTCA
GCATCACACCTTGGACACTCTGGAGCAGGGCGTGTCCAGCCTCATGGACCGTCTGCACTC
CCTGGAAACGCAGCGCAGACAGGACCGAGGGGAGGAGTTTAGGTCGCCGGGACGCAGAGC
CAACTCAACAGACCGTGACTCATGGCCACCGAGCTCCAAAATGGCGCACTCCCACAGCAG
CCCGGGATTAGACGCGGCTGTTTCCACTAAAGTGCTCTACTTCACAGACCGCTCACTCAC
TCCATTCCTGATTAACATCCCGAAAAGGCTGGGTGAAGTGACACTTCGGGACTTCAAGGC
TGCCGTGGACAGACAAGGCAATTTCAGATACCACTTTAAGGCCCTTGACCCAGAGTTTGG
CACAGTGAAGGAGGAGGTGTTTCAGGATTCTGCAGTTGTGCCTGGCTGGGAGGGGAAGAT
CGTAGCGTGGGTGGAGGAGGACCACGGAGAGCGCAGATGAGGCTCCAAAACCCAGAGATC
AACATTACAAACCTCAGTTGCTCTCACTAACCACTTAAAAAAACATGTGATGCAATGCAA
ACCACAGTAAAATATTAAGTATTTAACCAAGAACAAGTGCCAAAGGTGATCAGATGTTTC
TAGAGTCAGCTTTGTTGTCACACTGAATGTTGGATTTCCCAAAAAAATGACATCTAGGAA
ACACTTTGTTGAAGAGGATGCATATTAAACATTGTTTGAAGCTAAACACACAAAATTCCA
ATTTTATAAAAAGTGAATTCATGTAAAAAATGCTCAGTTTACATAAAGGCTGCTAACAAA
CCTCAAAATGGAAGCCTTGGCTGACAACATTCCAGAATGCCAAACAGTGACGTTATTCTG
CATCTGTTTTGATGTTTTAATAAACATGAACAACAAAAAAAAAAACAT
>CL3483Contig1
GTAGTCTAAAATCTTTATTTTTGTATCGATTTAATNACACCAGAAGGATAAAATAAAAAC
AGTCGTTTTTTCTTTTCTATAAACAGGTTTGCTCATTATACACAGTATTTTACCCAGAAG
GTATTCCTTGGGCTCCATAGGTGTTTTGGATTTCTGGTGTGTGTATGTTTTACAGTTTGA
GTGTGGCCTCTTTGGCCTCCATAGCTTTGGCGGCGACCTCGGCGCGCTCTGACAGCAGCG
CCGCTTGTTCAGCTGGTGCCTGTGTCTGTGCGTTCTTTAGAAGGAAGTGGCTGATAAAAA
GCTTTAAGCCTTCCCGCAGCATTGCTAACTGGGGAATTCCTGAAATCCTTCCAAATATAG
CGGCCAAATCTTCAGGATCGGTGTCTTTTAGCAGTTTGGTCAACACCTGACGCAAAAAGC
GCACAGTGGGCTTATCGAGCTCCCCAAACTCTATCACCTTTAAAATGGAGAGTGAAAGGC
ATTTCCTTTGAAGGAAATGGGTCACCAGCTGGACCAGATTGTTAAAGGTGCTGCTGGAAA
GGTTGGGCAGCTCTCTGAACTTATCCCACAGACTGAACTGGAACGTCATCTGAAAGCGGC
GATCGTGGGAGCAGAACTTCTCTCCCAGCACAGCGTAGAAGCCATTGAAGGTTTTCTCTT
GCAGACAGCAGTCCATCAGAACGTGAACAATCTCTCTCTCCTGTTTGTCTTTCAGGCCCA
TTCTCAGCAGCTTCTCAAAAGCATCCAGGTAATCTTCACTGGTCATA
>CL3484Contig1
TTTTTTTTTTGAAATTGAAATCACATTTATTGTTTGTTTTGAAGTTGATTTGCTTGAAAT
GTAACCCTTTGAGTACTGTACAGTTCATTCCTCCGACACGTATTCGCTTTGCTTTGTGGC
ATCTCTCACTCACACACACACGCAGACACACAACGACTAGCAAGTGACAGCAGCTCAGGC
TATTTCCAGCACGCTCAAACACTCGGATGAATGCAGAGGCTGGTTTTGCTCTCAACTTTC
CAAAGTGGTCCCCTTTAAAGGCTGCTTTGTTTAAATCTGTGACTTTTCACATCCAAATCT
GTTCCTGGTGTTCTGTCACTTGCTGCAACATCCTCACCAGCACCAAGGTTTCAGCTTGGA
GAAGCAAAAATAAAAAAACCGAACTTCACCTTGCAGGACTGCCAATACGGAAATGCACAG
AGCGATAAAAAATACATCAAATTGTGCAAATCAAATCACAACGAAGGAAGTTAAGATCAC
TTATTTGAACTACTTTGCTAACAGAACCGCTGATAGCTGTATTAGAACCAGCAGTGTCTT
AAGTATATGTAGTAATATAGCATGTTTCTATACTCCGTAAAATGGTAGGGGGTAATGTAG
CTTCAATAATGGAACGACAGTGGACCAAACCCAAGAAGCTCGCCAACACACATGGACTCT
TTCTTGGACGCTTTGAAAACTGAAACTGCTTTTGGTTTTTGTTCACGCTGAATTCCACTC
AACAGAAGTCCAGTGAGTCCTTCAGAACCAGGGGAAGCGGATAATTTGGTTCTATTGTCG
CTCCGCAGTTTCCTCCCGTATCAACGGATTCACGCCGGCAAGACATGGAAGTGAACAGAC
ACCTTGGCTCCTCCTACCAAGGTTGCCATGGGGGCCCGAATGGACGACAACGCTCGAAGA
TTTGTTCATTTTCGACTTCCAGTCGAGCAGCTTCTCTCCTCTTTCTCTTTGAAAAATGGA
AAACTGATGCACATTTGCTACATATGTACATGGACATCCAGACTAACACACACCGGCGGT
CTATCTTCAGACCTTCACGAT
>CL3485Contig1
TTGGACCCACGCTGCTGCGGCCCGAAACGGAGACGGGGAACATCGCCGTCCACATGGTCT
ACCAGAACCAGATCGTGGAGCTGATCCTGCTGGAGTACGACAGCGTTTTTGGGAGGTAGA
AGAGGAAGAGGCGGCCTCCTCCTCCTCTCCTTTGACTGAGCACTGGACCGCTTCGCGAGA
AGCGCTGCACTTCAGATCTTGGTAGTGGTTTACAGGGGTGGGGGTCCATCCTGGGGTCAG
AAGTGGTAGAGGAGCGGGCTGAGCTCCTGGGCTGTGCTTTTGGGTCCAGAAGAACCAGAC
TGATTTTGGCACTTGAACCCCCCTCCTTTTTTTAATCAGTGTTGCTCATGAACCCGCCGT
GACTTGAAGAAAAGGAGCCGCAGCTTCCGCCGTGTTTGCCGCTGGATCCTAACGTAGCTG
AAGGCTCCTCCCACATGAACTGGTGACCCCCCCCTCCTCCTCCTGATGGGGGGGCTCTGA
GAATATATGTACAGAGGCACAAAGTAGATGTTCCCGTGCGTTTCAGTGGCTGAAGTGTGT
TTGTGAGTGTGTGTGCGTGTGCTTTGATGGTGAAGCAGTGAAATTATGATTTTTGTACAT



TTGAAGACGAGACAAAGAATGTGGGAGAAGAAAACCAACAGGAGAGTGTGTTGCTTTAGT
TTGTTCCTGGGTTCGTTTGGTCCGCTGCACATTTTGAATGTCATTTTGAAGC
>CL3486Contig1
TTTTTTTTTTAAATCTGAATCTTTTATTAGACAAAGTTTTCTAGGAACAAGTAGTCAACA
GCGAGTCACATTTTTCTCAGCAGCCGTTGTGCAGCGCGGAAGTACGGGCAGGTCTCAGCC
GGAGAGCAGGTGTGGTCTTCCAGCAGGTATTCTTGTAGGGTTTGGACAGGACCATAGGAT
GACCTCTGCTTTGAGACTGCTTCCGTTCAGGGGACAGATGGCCTAAATTGTACATCTGAG
TGATGAAGAAAAATGCGCTGACGGCCAGGTGCTGCATGTATTTTTGCAGTTCTTGAAGTC
TCCAGGTGGTTTGAAGATCCGGAAAAGACTGGACCTTGCAGATGACAACGTGGTACGTTC
TCCTATACAGTTTAACAGAAAAGGGAAACGATCCGGGATCTTTCCCTGCCACTCCCGCCT
TCAAACCCCTCAACCAAGTGGGCTTTTGCTTCGTTCTCCTCTTCAGTTGGAGGCAACACG
TGGTCCAGCAGAGCCTCAGAAAAGTCCAGGCCCATATTTGCCAGGGAGAGCGCCCGTTCT
GCCACAGACTGGGTCGTTCCATCAGCCGGAAGCATCCTGGTCACAATCCAGGACACTGTG
TGCTGGAGACACTCCACAGTTCCAGACGCTGCGATGCTCACCTTTCCCCGGATCTCATGG
ATCTTGGTTTTGGCCGAGGCCACAACCTGATCAGTGGGCGACTGAATGATGGGGAAAGAT
GCTTCAAGCCAATCCAAACTTTTGCATGCAACATTATTTGCAAGGGAAATCTGATTCTCC
AGTTTGTCCATGAGCGGTGAGGCTCGGCTGCAGGCCTCGGTGCTCAGAGCGCCCACCCTG
CTCTCTAGCGCCTCACACAGGACCCTCACACCGGGGCTGCTGCCCTTTACGTCCTTGTAC
AGAATGGACAGAGCTGCACAAGCAGAGCGAACTGCAGGCAGCTTGGCCACCCTGGCAGCT
GCACTCACTGCTTCCTTATTGTTGTTTGAGGGCATCTTTTGCGCACTCTGGAACATAAAA
ATAAAAGTCTTGCAACCAAAAGTTTTGTCTTAACCTGCTCGGGAAAAGACCCACGAAGAA
ACCATCAAGGCGTGGGGCAAAACAAGCCGCCTCACAGGTGAGGCCCCGCCC
>CL3487Contig1
CCTCACACAAATACACCAGATTGAGCACATCCTTCTGGAAGCAGCTCCCACCAAAACCTA
CGCTGGCTTTCAGGAACTTGCTGCCTATTCTTTGGTCCATTCCGATGGCTTTGGCGACTT
CCTCCACATCAGCGCCGGTGGCCTCACACAGAGCACTGATGCTGTTTATGCTGCTGATTC
TCTGAGCCAGAAAGGCGTTAGCGGCTAGTTTGGATAGCTCAGACGACCATGTGTTGGTGG
TGATGATTCTCGTTTTGGGGACCCAGTGCTCGTACACGGCGCAGAGCGCCCTGATGGCCC
TTTGGCCTTCCGCTGTTTCATCGCCACCGATCAGGACCCGGTCTGGATCTTTCAGGTCCC
GCACCGCTGTTCCTTCAGCGAGGAACTCTGGGTTGGAGAGCACCTGTAGGTTAAGGCTGG
GCTTAGTGTTGGCATCGAATATTCGTCGGATGCTTTCAGCAGCTCGCACCGGGACCGTGC
TTTTCTCCGTGACGATCTTGTAGCCATCAGACACCTCTACGATCCGCCGAGCACAAGCTT
CGATGAACTTTAGGTCGGCTGCGCGACCCTTCCCCATCCCATAGGTCTTGGTTGGGGTGT
TTACCGAAATAAAAACCAGGTCAGCGTCCCTGATGGCTGAGTCGATGTCAGTGGAAAAGA
ATAAGTTTTTCCCTCGGCATGATTCAACCACCTCCTTCAGTCCTGGCTCATAAATGGGCA
GCGTGTCAGAGTTCCAGGCTTTGATTCGGGACTCGTTGACGTCTACGACCGTCACGGTGA
CCTCTGGACACATCTGGGCAATGACGCTGCAGGTTGGGCCTCCCACATACCCAGCCCCGA
TGCAGCAAATCCTTTTGATCTGAAACATCTTCAGCTAGCGCTGCGTTCCCTCCTCCACCA
GGTCGGAACTTGAAGAAGGCGTAGAATTCACCGGCTTCTCCGTTAGAAAGATGAGAGTTC
TGGACGAAACAACCACGAAATCCCAAACCGCGAGTCTGCTAACAACGACGAACCTTCCTT
AACCTCAGGGAAACCAGAGCTCCGGAAAACGAACTTCCACCACGGAGCTCCTTCTGGCAA
CCCCCGGCCATAAGGCCCGGG
>CL3488Contig1
AATATGAAGGCGTCCCAATCCTTCTGATTTCTGGCAAGATGCTGGATGAACGGGTGGGAT
ACGCACGGGTACTTTTTAAGAACGACGTCTTTTGCCTCCAGAACCACAACAACGTCCACT
GCAAGCCCAAGCAGATAGTTTTCTACTTTGGGCACGGCAGCCTGGGATACCCAGCTGTCC
TGGTGAGCAAGAACTTGTTCAGGCCCGCTGGAACGGACGCTCACTGGAAAGAAGTGACCG
AGCACAAAGATGCGGCGGTTTTGGGCCTTCCCGTGTCAGAGTACAACGTTCAAGTCCCCG
CTGAAGACAAGGAGGCGTACGCAGAACTGATCTCCCACATCTTTGCTGGACAGAAGAACT
CCTTCGTCAGCACAGAAATCCTCTTGGCCTCTTGGGCCTTATGGACTCCTCTCCTGAACA
GCCTCAGTGGCATTTTTCCCCGAATCTATCCCGGTGGTTCAGACAACGGGGACATGCTAG
ATGTTCATCTGAAGGGGAAAGAGATCAAGTACAACAGTGAGGTGGTGATAATCAGCCCTG
ATGAGATGGGAGGAACGTCCCCCAGCAGCTATCAGGTGATGAAAGGCAAGTTTCGCAGAC
GCTGAAATGGTTTCTGCCTGGACTGAAGACCTCATCGAGAGGTTGGCTGCAGACATGCAG
GATGCGGCAGAAGCAGCCGTGCACCAGGGCGGCGTTTTCCACCTCGCGCTCTCGGGTGGC
GCCACTCCTCTGGCTCTGTTCCACAGATTAGCCTTGTACCACTTCTCCTTCCCGTGGAGG
GAGACCCATGTGTGGATGGTGGATGAAAGGTGCGTGCCGCCCACAGAGCAGGACTCCAAC
TTCCACAACTTGCACGAGCATCTCCTGCAGCACATCAAGATACCTTATCACAACATCCAC
CCCATGCCGGTGCAGCTCAACCAGCGCCTCTGCGTGGAGGAGGACGGCGGAGCGCTGCTG
TATGAAGAGGAGCTCAAGAAGCTGGTCAATGACTCCAGCTTGCACTTCATACTGCTGGGC
GTCGGCTACGACGGCCACACGGCCTCCCTGTTTCCTGGTGGCAAACTGGACCCCCTGGGA
AAGAGCCTGGTGGCTCTCACAGAGAGCCCCACTAAGCCTCACCAGCGCATGACCCTCACT
CTCAGCGCCATAAACCGAGCACACAGGGTTGCTGTGTTGGTGATGGGCAAAGGCAAGCAT
GAGCTGGTCACCCAGCTGAGCCGAACCACAGAAAACCTGAACAGGTATCCCGTCACCGGC



GTGAAACCTGCTAACGGAAGCCTTGCTTGGTATATTGACTATGATGCACTTTTGGGGTAG
AAAGCTGCAAGTTTCCTCATTTNAGCCATCAAATGCCTTTGCAGC
>CL3489Contig1
CGGCACGAGGAAACTGCAGCTCATAGTATTCTATAAATCAAAGTTTCATTCTCCCGTCTT
ATAGTTGCTGTGATCATTTGGAAAAGAAAAATTGTGCTTTCTGTAAATGATTCCATCTTT
CTAGGCTCCACTAAAGTTAAAACACTACCTGGTTCCTGTTTGTCAGTGTAATTCTGGGTA
AATCGACTTTCGTTCTGCGCAGGAACAGAGAACCAAAGCGGGTTTGTGGCACCACGCTGC
TGCTAGTGGTGCAGCTATAGTTTCTGTTTGAAGTGCTGTCATCAAACATGCATTTGGTGG
AACTGGAGCTGGAGTTTCTTCTGACTACCGTAGTATTTATTAAGAAAAGGGCTTGAAAAC
ACGTAGACGTTTGCAAGATTTCAAGGATTTTTTTGGTTCCATTGTGAAAAAAATGGGATT
TTTAAATCCTGCATAAAAGCAAATTTGCATGGAGAAAAAGGAGGCAGGATGCTTGGATGG
GTGAAGGTTTTTGTAGAATATCCTATTCGCTGTGGAGCTTTAAGTCACTGCTATTCAATG
AGTGTTTTCAATGCTTTTTGTGAGGGAACTTTCATGGAACTTCCTGCTCACACCTAAACA
CACTGTTCAGTGATAGTCTGCATGACATCAGTGTTCTCTGGGGTGCTTTGTTTAATAACC
TTTAAGAAGCAGATTGAAAAAGCACATCAATAGAAAAATGCTGCTGTAGTGTCAGTTTGT
TGTCACATTAATAGATCAATTTCTCAAACACTGTTTCTGTAGATACAACAACAGAACCAG
CTAGATCTCCAACTGAAACCTCAGTGTCCATGGTTTTATGGCCCTCCGGCACTCCGTAGT
TCCTCAACTTACTGCTGTGCTCTCGACTGGCTTCTGCTCTTTGTGCTTTTTTGTTTTCTG
ATGATTTTCTCTCCTTTTGTGTCTTGAGCTGTTTGCTCTGGATGTTGATGAAGTTTTCCC
TTTCTTTGTGAAGAGTCTGTTCCTTTCCAGACAACACATGTTCGTCTGGAAAAAAAAG
>CL3490Contig1
AGTGGGGAAAAAAAGGAATGATGTTTTTTTTTTTTGTTACTACCTCCTTTGGATTAACAT
TTACACTGCAGTTAAATGTGGTGCTTAAAACAAGTACTACTTCTGTTCTTTTTCAATTCG
CTCACACCAAGACAAGCACAAAGTTAGAACTCAGACTGTGTCCAAGTCAAAACGCCTACG
ACATTTTTGAATGTATTGTGGTACTGTGGGTGTCTCCGGTCACCTGAATATGAGGTATTC
AAGCACTTTGAAGAAAGTACCCTGAAGAAGTATGATCCTGCAGGCTGGGTGTGATCTGTA
GTTCATGAACCTTTGCTGTAACACGTAACCATTGAAAAGTCTGTCGGGCCAATAGAGATG
GAAGGGAAACACTGTCCAACCTTCCATGGAACTATATATTTTATACAAGTCAATATTTTG
TAGAAATGTTTCCAAAGAGATTTGTTTTATTGTTGAAATACTACTATACATTCAGATTTT
ATTTAATAGAAGTTTAGATTCTTCCTAATGTTTGACTGAAAATCATGTTTTGTAAGCCAC
AAATGTTTGAACCAAAGTTTATGTATTTTCTTCAACTCTGTATTTTATAACAAATAAATT
TTCACTGGTAATCACAATTTCGGTCCTTTTAGTCTTTATTTGTGTTGCATTTCAAGACGC
TGCTGTTGATTCACTTCCCTTCATTCGGTCAGTGGTAACTTTGACAAGAAGGGAGCTTGA
GATAATTTCTTCTGACGTGTTCTGGTTTACAGTCATTGGATTAAATGGAAGATGTAGAGG
CCTATGGAGATTTTATTTTAGTGTGATTTTGGAGTTGGTGTTCCTTGGCGGGGAGCTTTA
AAATCCGTCATCTGACTCATCCCAGCTACAGTTCTCCTGAGGGGCCTTTTCAAAATCCAC
CTCCAGGTCATAAACAAAGCCTGGATCATCCTTGTGCTTCCTATTTCTCTCAAACTCTCT
GTCCATTTGAGCTTTTTTGCGAGCTAGTTCCTTGTCATCTAGTTTGTTGAGGTCCTCGTC
CGGGTCCAGGTGGAAGGTGGAGAGGCTGTGCTTCAGGCTCAAACCACGTAGGTGATCCGG
AGGAGGATGGAAGCT
>CL3491Contig1
TTTTGTTTTTCTTTGTACTAGATCTTTAGAAAGCTTTTTATATATATATGTATATATTTT
CTTTTGTTATAAGAAAGTCAATCTTTTTTAAAAGTCCAAATAAAGAAGAGCAGTCAGATT
CACCAATCCACATGTCCTTCTTTTCCAATTCAAATCCAACCCAAATCGGCCAATGAGGAG
GTCTGATTCTGTGCAGAAAGGATGGCTGCCAATCCACGGTGTGGTCTGAGGGCGCCACCT
GCTGGTGGATGACTGCAGGAGCAAACCAAAAGAAGCAGCAGAAAGCCTCCATTTCCAGCA
ACGATGAGAACATTACATGCATGGGTAAAAAAAAAAAAGACTAAAACACAAAACAATCTT
TTTTTCTTCTTCCAAANCCTTNGCCATTTANAANCNCNGGGAAAATTAAAACAGAAAAGT
ACAAACNCCANGTTACGGNCCAATATTTTACCAGTACCATTTCNCAAATACNCCATTTAT
ATAAACNTCTNTTTAGAACNCNCAACAGAANCCNCCGANGCCCNGCAAAAAACCTCAAAN
ATCCGGNCCCAGCCCATACATAGGNGTATTTGGGGTACAAACNCCNCAAAAAAAANAAAT
CTTTTCAAANGTTNGGGGGTATCTGAGCTCNCNGCAGGGCNCCCAAACAANGTNGGGCCN
CTAAAAACAANGGCAAAACCCCCAACACAAATNTTCATTCTACGGTTCNGTTTTCAATCN
CCTAAACAAAGTATTTTCTTCCCGCTTTACCTTTTAATAACACATTACANCNG
>CL3492Contig1
TTTTTTTTTTAGGTTTTCATTTTATTAAAAAAAAAAACTGAGCTGAATATATAAATATAT
TTGTCAAATTCTTTATAAAAAAAAAGATCAGAGGAGTACTATCCACAACAACATGTTGTT
ACTAAAGCATCACTTATTGTCTGGTCTGCCTTAACAACCACAGGGGACTGTTCAGGTTCA
GAATTTTGGGGGGAAGAGCCCACTGAATGCATCCTGAATGGCTCGATAACATGCTAAAGC
AGAGGTGTATCCTCCGGCTGTATCCTGGGGGAGGGCGGTCCGCACGTGGTTCAAATACCC
AAATCTTCCCAGCTGCTCCAGTTCAGGCACAGAGGGTCCGTAGGTCTCAACTTGAANAGG
TTTGTAGTGGTAGANAGCTTCCTNTATCCTAGGCAAAGGCTGCANANACACAGTCTGGTT
CATTTGAATTCCAGTAGANAACAAACTTGTAGGCTTTACATTTTGCTTCTGCTGCTCTAT
TTCAGTCTCCAGCTGAGCAGCACGGACTTTGTGCTGAGCGAGTAAAAGAGTGGCAGGAAG



CTTAAACTTTTCCAGTTCATCCAGAAGAGCCTGTTTGTTTTTTCTCTTGGCCTGCAGCTG
TCTCTGCTCCTCCTGCAGCACATCCAGTCTCCGCTGTTCACTGCTTTGCTGTTCCAGCAG
CAGCAGCTCCTCCAGCTCTTCCTGCTCTCGTGTAAGCTTTGCTTTATTCCGCTGGATGAC
ATCTTTGTTTTCCCTCTGGTATTGCTCCATCCTCAGTTTGGTGCTTTCCACTTCAACGTT
GTTTGTCAGGTTGTACACTATGTCCTCCACTTGCTCCAGATAATCGTTGTATTCTCTGAG
GCTTTGGAAGTCACACTCCCTCTTGTTGTAGATTTTCATGACCTTCTTTCGAATTTCCAC
CTCCTTGTCAACTGTCGGATCCTCGAAGAGCTGCACCCGAAAGTTGTTCTTCCTCAGCGG
CGTGTTGCATTGCACACAGTTGCCGGCGCCGCGCACAAACAGCATCTCCACACAGTTCTC
ACATAGCGTGTGACCGCAGACGTTCACCATCAGCTTCAGCGAAGGATTCCTGTATTTTGT
TGTTTTGCATCTCGGACAACCCTGGTCGTCCATTTTTTAACATCAATTACACAAATCAGC
GAGCCTCTGGAAATGACAAACAACTAGCTATAGCTGTTTTCAAACCGGTGGACCGCTGCG
TTACACTCAAAGGAGCCCCGGCCATAATGCCCGGGTT
>CL3493Contig1
GCTTAGTTGGAGGGAGTTTCGCTGGAACCGCGCTCGTGAAGCAGGGGCTCGATCGCGTCG
CCCCGCGGACCTGACGCTTTCCAGTAAATGGCCTGCACTTTGGAGAAAGTGTTGGGCGAC
GCTCGGACCCTCCTCGAGAGGCTGAAGGAGCACGACACGGCCGCCGAGGGTCTGATCGAG
CAGTCCGGGGCCCTCAGCCGCAGAGTGCAGGACATGAAGGAGGTGGGAAATGCCCTTCCG
GAGAAGCACTTGGAAGACAATGCAGAACTACGGGAGCTCACAAAGTACAAACCTCATGTT
CTTCTGACCCAAGAAAACACTCAAATCAAGGAGCTGCAGCAGGAGAACAAAGAATTATGG
CTGTCTCTTGAAGAACACCAGTACGCTCTGGAACTCATCATGGGTCGGTACCGCAAGCAG
ATGCTGCAGCTGATGATGGCAAAGAAGGAGCTGGACACCAAACCGGTTCTGAGCCTCCAC
CAGGATTACGCCAAAGAAGTGCAGAACAAGGTGGAGCAGATATGCGAGATGGGTCAGGTG
ATGAGAAGAGCCGTTCAGGTGGACGATCAGCACTACTGCTCCGTTCGAGAGAGGCTGGCT
CAGCTGGAGATTGAGAACAAGGAGCTTCAGGACCTTTTGGTCATCAGCAAAGAAAGCATC
AAAATGTCAAAAAAAGAAGAACCCCACCAGCCTGAAGCAGCAGAACCGACTTCATGAGCT
CCATCGAGCTCTGCGTGTGAATTTATTCCCTCAAATGGATTTATTTATAGAAAGTCATAC
GGCATCTTTAATACAAAAAAAAGATCTATCATCTTGTCTGCAGCTAAGATAATAATTAAA
GTGTTACTGTGGACGGCATTCAATTAGCTGTTCTTTGAGGTGTATTTATTAGATTCTAAC
ACGTGCTGTCAAAGTAGATTTAAAGTATTTTTTTGCCAAAGATATATATTTAATCGTCAT
AGTTTTTTTGGACCCCTGATGTTCACACAATCTCTACTGCCTCCTATTAAAGCCAAGCAC
CGCTCTGTTTCACAACAGAGAGGACCTTTGGGGAAAACAAGCAGTTTATTCTGATTATAT
TTACCTGTTTGTTTGAATGAACAGAAGTTTGGTTTGTGCTGTTGCATTTTGTGCAGTAGG
TGTTTTTTAATTTTTTTGTATGAATGAAAAACGTTCTGTTTTCATCTCAGGAATTCAGTT
TAACTTCAGGTTTGGTGTAAAACAAAATCAAACGNATAATAATAAAAGNA
>CL3494Contig1
TTTTTTTTAGGACATGAGGAACGTTAGCTTTATTTATTGCACCAACCATATGCTGAGTCG
GATTTCCGCCAGTGTGTACCCGACATTCACGCGTGTTATTGGACCATTACACTTTTAAAA
ACGGAGAACACAGCAGTTTCATGTTAGAACTGTCAGGATAAGGAGCGGTGACAAACGTGC
AGCATAAACCAACATTTGAGGCCAAGATAACAACAGCCAAAGAACTGGAAGCAGGAGGGC
TGACTCAGCTCAGTTCAGGAGGAGGAGGATGAGGAGGAGGAGGTCCTGGGAGCTGAGGAG
ACTGCTGTGAATCTGCAAATGTAAACAAGCGAGTTCCTTCTGTGGGTTGGGGTCAGTCTC
TGTTCTGCCGCAGTGAGGACAGGAGGGGGGGCAGCAGGTTGAGAGCGGGGCGGTGCTCCT
GCACGCCCAGGGCCACGAGGGCGCCGGTTAGGAGGGCCCGCACTCTGGGCAGGACGGGGG
GCTGAGCCGGCATCACCTTTTCAACTTTGTGACAGTGAATAAGTCCATCCTGCCCCACAT
AAAATGTAGAAAATGCGTCGTAGGACCTGTACAGGTGGGTTTTGTCTTTACGGTAGAAGC
GCAGCAGCACGCAGTGGCTCACAATGGACGACAATAATAAAGAATTTGAAGCTCAAAATT
GAAAAAAAAAGCTATAAGAGCATGTTAAAAACACTAACAACAAAAACAACTTTAATCTAA
GTGGATCTTTTAACTGTTTTGAAATCTTCTTCTTCCACTTTCGGCTCCTCCCATCAGGGG
TCGCCACAGCGAACAAGTCGCATGGTAAATTTGGCAATGTTTTACGCCGGATGCCCTTCC
TGACGCAACCTTCTCAAACCGGGCTTGGAACCAGCAGAGGTAGAGAAGGGAACAGGGAGC
AGCCCGGAGTCGAACCCTGGTTTCACGGACGGACTGTTTTGAAATACAAAATAATAAATC
TGGATCTGCAGAACACTGACATTTATTATAAATCTTACAATGAATCCTCGTGC
>CL3495Contig1
TTTTTNAAATTTTGGGGNNAAAAAAAAAAAAACACACACAAAAAATTAAAAAATGTCAAA
ACAGAAGCTGACTGATTCGTAGCTGACATGAGTGAATTAAATCCCCACACATCAGACGCA
TTCATCATTTGGCTAGAACAGGAAAACAAAAAAAATAACCAAATGAAAATTTTCAGTCCC
CACCCCTGCTTTTGAAACGCTGTTTCATTTTCCTTCATCGTCACAGAGACTGCTGGGGTT
TGCACTCCGTCCATTCAGTTCATGCTTTTGGATTAAAGTAAAGTGAGACTTTCCTGAAGA
TTCAACCAAACAAGGCGTGAAAAACTTCCAGGTTATAACAAAAGAGAGATGAGGAATGTG
ACTTTTCCCCTACATCTCCATATGGAGCCTGAAATCCCACATGAACCTCTCTCCCAAGTG
CACATTGGACAGAAAACCTACTGTCACAGATCCTCTAAGCACAATAGTGGACAGTTAGAC
CGGAGCAAAACCTCTGTGGGGTTTTTAACAGTCAGAGGTATGACTGAGAGGTATGACCGA
GAAGCACAGGATCAAAGTAGTTTTAAAAAAAAACAGAAAAAGTGGGCTGGAGGAGAACAC
AGATGAGACGAAGAGCGACTTGGATGGGAGGAACAATATGCAGGTCGGACTTGCAGAATC



AAGGAATGGCAAACTGGACCACCAGTTCCTCTTTAGCATCCACTTTGATTTGAGAGATCG
CACTGTAAGCATAAGCAGCTATCTTGGACACCTGCTGAATATCTGAATATGACACCAGAT
CACTTGCAAGCACTTGGTGGGGCTGGGTAGTGAGTGAGGGGAGGGCTAGTGCTTTCTTCT
GTGGTAGGCTGGTGCTCACTGCAGTCAACTTTGTACTGTATTGCTTGGCTTTGTCCATGT
ATTCATGCTGCTCCATAACAACAGAGTCAGCTGCTGAGACATCAATGATGTTCTGTGCTG
TCTTGACCAGGATGGATGTGAGAATGGCCTGCTCATCCGTCCGCGCTGATGGGACGCTAG
GATTGATCCAGTCTGTCCCATTTGGAGGCTTGCTAATGGGGTTTGGGTGGGGGATAAGGG
GCTTAATCTCATCAGGGTCCTGACTTGTGTTCTCGTCCTCGTTGCTGTAACAGCAACCCA
TGGCGGCGGCGTCTGAGGAGCCAAACTAGCAATGCGCGGCTTCCCTGTTCTCCTTCAGAT
ACGAGCCGCGCGCTCCGTCTCCAACAAACATAAAATTCCTCTCCTGTGGACTTTTACTTT
AACAACATCAAGAAGCAGGAAGCTACTGCAGCACAGCAGCTTTTCAGACAGGCTATCACA
TGACAGCAGCTGTGTTGCAACAACAACTCAACTTCTACTTCCGGTTCTCGTGAAGCCGCT
GCGGCCTTCGTCACGTGATGCAGGTTGTTTCATGCAGAAGCACAGTGGCCCC
>CL3496Contig1
TGCAGGNAATTCGGTACGAGGGTGGAGTAGGGTAATATTTTTTTTACCAGGAACTTTGTT
TTGAAGATTTTGTTCTTGTTACTACTATGGAGGATTTACCTGCGGACCTCAGAGCTTTTC
TCGTCACTCAACCGTTTTTTGAGCTTACAGATAATAAAAAGATCAAGTGCACTCTGAATG
GTCATGAACTTCCTTGCAACCTGACTGAGCTGCAGAATTTCACTGAAGGGAAAAAGTATA
AGAAACTGAGCTCTAGAGCTGAGTTCAACTACAGCCAGTATGAACCACATATCATTCCCA
GCACAAAACAACCCAATCAGCTTTTCTGTAAGTTGACTCTCAGGCATCTGAACCGGGAGC
CACGCCATGTCCTCATCCACATCAATGGGAAACGCTTCAAGAAAGCCCTTGCTCAATATG
AGGAGTGTGTAAAACAGGGGATTGAATTTGTTCCGGAAAGGCTGAAACATAAAAAGCCCA
AAGACACAGATGTAGATTTCAGTCGAGGGATGTCCTCGAAGCACTCGAGCAGCATGTGGG
AACACTCATCCAGCGATGACGATGGGCACAGCGACTCTGAAGACAGCATGAGTGACCTCT
ACCCTTCTTCTATGTTTACATTAAAAAATGTCGCGGAAGAAAGTATGGAGGTCAAAGGAG
AAGAAGAAGATGAGTTCCAAACAGATGAGGAGATGGAAGAGCAAGTTGTACAGAAACGCA
AAAAGGTACAGAGTGGCGGCTTTCAGAAGAAATTTAGAAATAATCAGTGGAAATCAGGAC
GCAAGAAACAACGAAAAGTTCACAATGGAAAGTAAAAATGTAAAGACAGCTTTTCTTTAA
ATCTGGTTTATTGTCAGATGGCAACATTGATCCATTAACACTTTTAGTTATTTCATCTAA
TTTACAACATTATTTGTTGTTGTATGTCAGTCTTTGCACAAAACTTGGAAAGCATGTAAG
TTTATAGCTGAGTCACAACTTCTAATT
>CL3497Contig1
CGAGGCTTTCATCAGAGCCTGTAATCTTCTCAGATCAACTGGCTCTGACGATGTTTTGTT
TTTTTTCCACACCAGGCCCTCTTATTTTATGTGCATCTGTGCAAGTTCAAACAGCTTTTT
CTCTGCAATATCCTTTCAGCTAAGACTGTTCACTCTTTTTCCAAATACTTTTGGTATGCG
TTAAATAACTGCTAAAGATTGGTTTAGAGATATGTTGACAAAGTGCCAGAACAGCTGCTT
TTCTGCTTGTGAAATCCTGTAGACCAGGCTGTGAAATGATCTCAGATGTTCATGCATGAA
CATGCAAGATGCAGCTTTTGTTACAGGTAAACAAAGACACTGCTTTTGCTAGGGGCGTGT
GTGTTAATGTGGTGTCACACAACAGGAGTTCACAGCTATAAATGTGCAGTAAAGCGAGGG
GGATGACATTTCTGCCAAAGCAGTCATTGTGAATCTTAGTGAGGATGCTGAAGGTCTAAA
GAGGAAGCAGGAAGTGCGGGGGATGGACTGGTGAGGAGACAGCAGTTTCAGTGCTCAAAT
CTCTCCAACAGGGCATTTTATTTAGGGCCCATTGAGATTAAACTTTTGTGAATGTACATT
TGTATGCATTCTTAAGCCAGCCCAAGAATAAAGTCTGCAAGCATCTCTAAATTTCAGACA
CTTTAGTGAGATGGAGAATCCTTGAGATTTACTTAACTCCATGTCTTACATTAGTTTTAA
TGTTTAAGATTTCTTTTTTATGTCATCACGTGATACCACATGATCAAGGTGATTAAAATG
TGTCAGTCGGTGCACCAAGGAGGCCGTTTGTTCAGTTATGAAGATTGATTAAACACGTCA
CTGCTGGGTCAAATAAAGTTCAACTCTCCTCCNAAAAAAAAA
>CL3498Contig1
GGCCGTAGTGGTGTCCACTTCGATTCCTGGAAACCTCGAGGAAAAAAGTGAAATAAGCAA
CGGAAAGATCGGGAATCCTGAAGCTTGCATCAAACATCCCTTACAGAACAGGTGGACTCT
TTGGTTTTTCAAGAACGACAAAAGCAAAACCTGGCAGGCCAACCTTCGTCTCATCTCTAC
GTTTGACACAGTTGAGGATTTCTGGGCGTTATACAATCATATTCAACTGTCAAGTAACTT
GATGTCTGGCTGTGACTACTCTCTGTTTAAGGATGGGATTGAACCCATGTGGGAGGATGA
AAGGAATCGGCGTGGGGGCCGCTGGCTCATCACCCTGTCCAAACAGCAACGGAAAATGGA
TCTGGACCGGTTCTGGTTGGAGACGCTTTTGTGTCTCGTGGGCGAAGCCTTTGATGATCA
CAGCGATGATGTTTGTGGAGCCGTCATCAACATCCGAGCCAAAGGAGATAAAATAGCAAT
ATGGACCACAAACTGTGAAAACAAAGAGGCCATCACACAGATTGGTCGAGTTTATAAGGA
GAGGTTAGGCGTTCCACCCAAAGTGATCATCGGGTACCAGTCCCACGCAGACACGGCTAC
AAAGAGCAGCTCCACAACCAAGAACAAGTTTGTTGCTTAAAGGTTTTGGGTTTGTCTTCT
TTCCTTGTTTTGTTTTTTTCAAAGTAACTGAAAGTTTATTCACCAAAAGCCTTTTCTAAA
ATGGAACAAGTCTTGCCTTTACTTTGTCAGAACATTTGTTTGTGGTGAGAATACAATAAA
AAAATAGTAGGTGTAAAATCCTAATGATTGACTTCATCATGGGATAGAAATGTAAGCAGT
TTATTGGAGGTGATTCATTTGTGTTCCAACAATTCTCTCAGTTTTTACCTTTTTAAGTTG
TTTATGGAGAATTGCTTAATAAAGGTACATAATTATTTC



>CL3499Contig1
TNAAAAAAAAAAAAAAGGTTGACTATTATAGCACACTGTCAAACCCAAATGATTATGTTG
AAGTATAGTATGACACAGAGACAACCTCGCAAAAAAAATTGTCTTTATCCAACAGCCAAC
TGAAAAAACTGGAGCTGCAGTTCACCTTAGCTCCTCAAAGCTGCCAATCTGGATTGCATC
GCTTCAATGTCCTCCTCCGACTCTTCGTCTGATGCTGCAGCTGCTCCTTGAGGCTGCAAT
TCTGGCAGGGCATCTGTGACTTTATTTGGTGCTTTGCCAAGAGCTCCTGCTGTGAGGTCA
AAGAGGATCTTGTCAACTTCCTCCTCTGCTGCTTCCTCCATTTCTTCCCCATCTTCCATA
CTCTCAAATGTGTCTTCCAGCATTTCTTCAATAATGCCAGCCTTCATCATCTCCTTTGAT
AGCTCTCTCATGGTGGCCTGGATCTCAGGGATCTTGACTAGACTCTGCATGGCTTTCATG
ACCTCTGTGCTCTTCTGCAGAGAACCAGCTACACGCACCACAGACAGCTGATTCCTCATG
CTTAGAAGCACGGAATTCATTTGAGCTTTAGAAGCATAGAGTTTTGATATAGCCCTCTTT
GACTGAATCATCTCTTTGGCAAGGATCACACAGACATCTTTCTGGCCCTTTTTGGCAGCA
TCTTTAATGGATCGTTTCACCTTTTCTTCTTCTCTTTGAATATCTCTGATTTGTCTGTCA
ATCACTCTCATTTCCTTCCTAATTTTCTGAGACCATTCATTGACCAAATCTTTTGGTGGT
TTATCTGGTGTTCTACCGAACAGTCCCATCTTAACTACCGAGATAAAAGCCAATCTAACC
TAATCGACTAGAACTATTTAGCTAAGAAAGCTAGATCATCCACCACTTCCGGTACCAGCA
AAG
>CL3500Contig1
CAGTGTTTGGTTTTTCCTGTGGAGATGGCAGAGAACCTAATGAGACATAGAACGTGTGCG
GCTGTCCGGACGGCCACCTCACTTCTGCATGTCGCACTGCAGCAGCAGCACGATGGACGG
GTCGCTCTTCGCCGCCTCCCTTGAACTCCTCCAATGAGATCTGGTCGTCATTGTTTTTAT
CCATCTTGGTGAAGATCTTGTCCACCCGCTGCTGTGGTGTCAGGCCGTCCTCGTTCATCT
TCATCATGATCACCGTGCCCACCATCTTGTAGATGGCCTCGATGATCTCCAGCATCTCCA
CTCTGGTGATCTTCCCGTCCCCGTCCAGGTCGTACATGTTGAAGGCCCAGTTCAGCTTCT
GCTCGAAGCTGCCGCGGGACGTGATGGACAGCGCGCAGATGAACTCTCGGAAGTCGATGG
TTCCATCCCCGTTCTTGTCGAAGGTTCTGAAGGCGTGCTGAGCGAACTTGGAGGCGTCGC
CGTACGGGAAGAACTTGACGTAGAGCTGCTGGAACTCGTCCAGGTTGAGCCTCCCGCTGG
GACAGTCCTTCAGGAAGCCCTTGTACCACTGCTTCAGCTCGTGCTCGTTGAACTCCGTGC
TCTTCACCAGATCCTCCATCACCTCCGGAGTCAGCTTGCTGTTCTGCTTTCCCATGATGC
CTGTCACAGCCGCGCGCGGTACTCCTCTGTCGCAATAAAGCAGGTCTGGCTTCTGCAGAG
AACCGACAGCCCCCCCTTTCCGGTGAACGCTCGCCCCAGCAGGGATGCTTCTCAGCCCGG
TGTCAGCGCTGCGTTTCTAGGGCGATTCACGGAGATCCACGCAGTTTCATGCAGATCCAC
GCAGATGCAACTGCAGGAGCGCGGCGTCACCCGTGCGCG
>CL3501Contig1
TCTTCCAAATCCAATGCAAAATCCCCCAAATTAAACCGGTTATTTGTCTAATTTCCAGTA
AAGTAACTTATACAATAAACATTGTGATCAAACCTTTTGAAAAGAAATCTTAAATATCGT
GAGTTTTCACTTGACATTAGCAAAAACATCAGGACTGACGTGTAAAATTCGGCCTCATTT
CTTCTCTTTGCAGTGCAAACCAGTGCCTATTAATTGCTCAAATAATTTTATTTACTTTGA
TTCTAGTCTGTTTTTGGATGGAAGTGGGAATTCTCAAACACTTTTTGGGCCGTTAAATCA
TTTTGGGAGAGTGTATTTTCTCCTCTAAACTACTTTCTGCATTCCATTGTTTAAGAAAGT
TTTAAACATTTTGCATGCATGTTGCAGCATTTGTAACGGAAGGTTGAAGGAAAAAAAATT
CTTGAGTTCAGCCAAATAACCACCGAACTCACTAAAACTGTTTTAATTGATTGATCTTGA
TCTTGTAGATCACATATTGATCTTGATTATAATGTGCCATTCAGACACAGACCATCTCTG
CTGTAGTCTGAGTCTTTTAAATGAAGACTGGAGCGCTCTGTAATCCATCATGACAGTTCC
ATGTGTTCTAATCGTTTCTTACTAAAACGTTGTGAAAAGGAAGAAAAGAAAATGTTCTTA
TCTTTTTAATTACCAAGAATGTATATCAATATGTAAACCTCACTGTATATAATCAGATGG
ATAAAAAANC
>CL3502Contig1
ACAACAGGGACAAAAAGTCACAAGAACACCAAAGAAAGGGGAATGACTGATCGAATATCA
AAAGGACCAAAGACAAACAAAGGTGACATCCTACTATCATGTAAGTACAGCCGTGCAAAG
GTTGAACATGTTAAGCAAATCTGATACAATCAAGCATTTATCTCTAGTAAGTATCTTATT
ACTCCACTCTCTTAATCTATGATAACAGGTTCGTAGATGGTTTATTTTAAAGGATAAGGT
CCGTCTCTTGATCTGGCATCAGCCAGCAAAACACATCACAGTATTTACAAAAAAAGTATT
AGAGAGAAAGAAATGGTTCACTGTGTTACTGATTGACTTTTGGATTGTAGAAAAATGACA
CTGGCTCTCTTGAGTGTGAGTAAAAACAAACAAAAACACATGCTCACTAGCAAATGATTC
ATAATAAATAGTAAAATCACAAAAACAGAAAGTATTAAAACAAAATGTTGTCAGTAGAAG
AAAACAGAGCAGCTACTCAAACGCTCTATGAAAAAATCCACGGTACACACACACAAACAC
TTCTTTTCCCCGCCATCCAGAGCTGGGGTTAGGGTGAAGTTTACAGTCTGACATGCATAC
AGTCACTGGTGCCTCCACACTGCTGTCAGTACAGACCAAGAAAAGGTTACAGTTTGCTAT
ACTTGTGGAGACTCTACGGAGACTTTAGGAAGAGTGACAAGAGAATAAGTGTTCACATGG
ACCTCGGTTAAAGGAGGTTAAAACAACAAAACCTAAGGATCAGCTGCAAGTTTAAAGATT
TTTGTTAAATCAGCAGGAATAAAGCTAAGCATAGAGTATAGAGAGAGGCATGAGAAGAGA
TAGGAGTGATATGAACTACTGTCTGTCTTCAGGGGTTCTGGTTGGCATTGTATTATTTGG
TTCTGTAGTAGCTGTGGCCGTCCCCTCTGGCTTTGTTGCCCTCCCTTCCGTGTCTCCTGT



TCCTGCGGTGATCGTGGTGCTGATTGTGGTGATGGCGCCGGTACCGATGAGAACGTCGAG
ACTTTGTGCAGATGATTCTGGGTCTTTCCCAGCTTCCGTCGGCCCGGCATCGAACAGTGG
GGATGTGGCGCTGAAAGAACCCTTCAGAGCACTGGTAACGCACCACTGAATGGATGTCAT
AGTGGGATCTCCTCCGGCCTATCAAGTGAGCATTCTCCACTGCTGGAGGGGT
>CL3503Contig1
AATGAGCTGCAGTATCAGATAAAGGACTGTCACTTAAATGCAGACGCCGTATCAGGAAAG
CTGCAGAATAACAACATCTACACTATTGCCAAAAGAAACGTTGAAGGTCAGGACATGCTT
TACCAGTCCCTCAAGCTAACCAACGGCATCTGGATCTTAGCCGAGCTCCGGATTCAGCCG
GGAAACCCCAATTACACGCTGTCTCTCAAGTGCAGGGCCCCCGAGGTTTCTCAGTACGTC
TATCAGATGTACGACTCGGTGCTGAAGAACTGATCCGTCTCACCGGGCGACAACTCCTTT
CTTTGCTAACAACGTTTCCATTTCATTTGTGTGCAGTTGACTGCCAGAGTAAGAAAGCCC
CAAGCAGTAAATGATAGACGAGTAACATTAAATATAGTAGCTGTATTTTTCCTATAACAG
ATCTACAAGACAAACACGAGCCAGTGAATAATGTGCATTATTGAATCCTTTAATTCCATT
TCTAGTTGAAATGTTTACCTCCCAGAAAAGCTGGTGTACCATTCCATCCCTTAACTTTGT
GTCTTATTGTTGTGACTGAGGAAGGAGGGGCCCCATGATGCTTTTGTGCGTGTGTGTGGC
TTCAGCTAAAATGTTCTGCCTTTTTTCCTTACAAAAAATTCATTATTATGAAACAATAAA
ATCCTCCATTGATGAATTTGTTATCCATGTCTAACCCGATGAACAGGTCTTAGTCGATTC
CAAGTTTTGGTCATTTCAGAACTCAAAGCAGCTCTTCTGTTTCTACAGTGCCACTCCATT
TTACTGTTATTGCACAATAAATGTCCCAGTGATGCACATCTTTGTTTTGTTTTTCCATCT
ACCTCTTTATTTGTTTTCGATGGCTTTATTGATTCACTTTCCTCATTTATTTCTGTGATT
TCTGTTTTTCCTTTTAAACGCCAGGTTCACTTTATGACAAGTCAGCCAAAACCCACAAGA
CCAAGCATCCATGCAGATTTAAAAGTTCCTAAAGTGACATTGTGACGTTTCATGGTGTAA
CATAAATAGATATTGTGCTCACACCCTTTCACACAGTGTTGTATTGTGGTCCAGCAGTTC
GGAATTGTAGAAAATCCATTAAACTTTTGTCCAGTTGTAAATAAAATGCAGCTTTGCCTT
TATTCCATCAAGCAAAATTCTTTTCCAGTGGGTTGCTTTTGTTGTTTACACTGTTTCCTT
AGATTGCTCCGTCTGTTTTTCTGCTTCATTTTTCCCGTCTCACGCCTTCCCATGTTGGTT
TTCCCTTAGTTCATCCCCTCTTTCTCTTTTCCCTGAAGATGTACACAATATTCAAAAGTT
GTTGCCAGCAAACAAAGTACAAAAAGTCGTACGGAAAATGTTAAATGGAGCATTTCATGT
ATGATTGCTTAAAGTCTG
>CL3504Contig1
GGACCGTTTTTTTTTTTTTTTTTTGTGAGTTTAACATTTATTGTGTTTCTATGGCAGATT
GTCATGTTGGTTCAAATCAGAAAAGAGAAATGAAATGAGCATGATGTGAACTTGACAGTT
TTATGCAGATTTTAAACAAGCTTGCACTTGATCCAAATGTACATTTTTTAAATCTGAAGA
TCATAAATACTCCAAGGGTTTGGTCAGCCAGTTTCACATGTATCACTGCAGCACGGCTGT
GGAGGTCTTCATTTGACGGGACTGCGTTGGTGTCCGTTCAGGTCCACAAAGGTTTCTGTG
CTCAGAGGACAGAGTCTGCCTCCACGACAGCACATGATCAGAGGGCGGAGCTCCACAGAT
CCTCCTCACAGACAGACGTCAAGCAGCGGCGGCCGCGCATTGCTCCTCATTTACAGCCGC
ACATGTCATTTACAAAAGACACTAATCAGAAGAAACCAAACAGAACATCCAGTAAGAATG
GCCGCATAAATGCATAATTAAATGTAATAAAAAGAAAAGTAAAACATAAGCGATGCTTCC
AGACGGAGACACTCAACCCTCTTTGTCTAGGATGGCTTTGACCTCAGCAAACACCTCGTC
CACAGAACGAGACGCGTCCACCGTCCGCACCTTACCGAGCTTCTCGTACAGCTGGACGAT
CGGCCGCGTGGACTGAAGGTAGGTCTGGATTCTCTTCTCCAGACTCTCCCTGTTGTCGTC
TGTGCGCCCACTGCTCTTCCCTCTTTCTAAACACCTCTGGATGCAGACCTGATTGTCACA
GTCAAAGAAAAGCACAAACTTGACGTCCGCCTTTCCGTCCATGACCGTGTTCCAGCCTTG
AAGGTTGTCCTCATTCCGGGGAAAACCGTCAATCAGGAAGCGGAACTTGTTCTCGTCCTT
CTGCATAGTGTCTTCCATGGCCTTCCTAAGTAGGTTGATGGTGATCTGCACCGGGACGAT
TTGGCCCTCTTTGATGTAGTTGTCGATGAGCTGGCCGAACTCGGAGCCCTCTCTGGCCCG
CTCCTCCCTCAGCAGGTCCCCGGCCGACAGGTGAGTGTAGCTGTAGTTCTCCACGATCCT
GGAGCACTGGGTCCCTTTCCCGGCACCGGGCCCGCCCAAAACGAACACGACCTGCGGCTT
CATCCCCAGCGAGACCCGCTTCAACAAGCTCGGCACCTTCCGCGACACGTCAGCGC
>CL3505Contig1
TTTTTTTTTTGTCTTTCCAGTGTGTGTTTATTAAATTACAAAGTTATTACTCTTCTTATT
CATGTTATTACTGAATCACACAGTCATGATGAACACCTGAACGCACCACGACAGTCTGGA
CGTCACAACGTACAGAAGCACGACGATGAGGAGGACGAAGGCGTGAGGCTGATCGTAGCA
CCCGTCTCACTTCCAGTCTGAATGCGGACAGAATGTCCACCGAGCCGGGTGTCCTGCAGA
CGTGGTTCTGATGGGTGAACAGCGACACCCAGCCAGAACTCCAGAGGTTCAGCGAGTGGC
AGGAAGGCCACTGAGACGGCGATGGAACGCCGCTCGACCCACGAAAGTGCAGAACTGCAG
CAGAATCGGTCTCATCCAGAGTTAAAAGACACCTGTTCAAAAAGCCATTAAAAACGGATC
ATAGCAGTGGAACCGATCCACCTTGGAAACCATGTTCTAAAGACGGATGTGTGTCACGCG
CCGATTACGCAACAATCGGATGTGGATTTGGGACAAACTCGTTCATAAAAGTCCATTAAA
AAGTCACCAGAAACACCGGCTTCATTTCCTGTCTCTGCTTCTCTGCATCGGCCCTTTCCA
ACCATCTTTTTGTGCTGGTCGTCACGGTAACCGGGTCGGATGCAACACTTGTGCTCGTCT
GCAGTTCTGGCGGGAAAACGCGGCTGAATCCAGGAAGCAGCTCCTCCCACGTGATGGCCA
AACCGTTTGGAGCAGCGGCGCTCCGGTTCTGAAGAACCACACACT



>CL3506Contig1
GCGGACCGACTTTTTTTTTTTTTTTTTTTTTTTCATTTTCAAAGCTTTTTATTTCTTTTA
AGTCATCCATTCATTGTATAGTTTCAAGTATACTTTTTTTTCATTAATGATAACCCATTG
CTGTGACTGGAGACCCAGAGTTTCAAAGGCAGCAGCTAGTCTCAGCCACAAAGAGCATGC
TAATTTTAAGTTTAGACCAAAATTATTTTAATCAGTAAGGATCTACTTAAAGTGCAATTA
CTTTTGTGCAATATTTATGATTTGGCATCTTCAGCTAAGGAAAAGAAATAAGAAAGAAAA
ATACAACAAGTTAGCATCAGGGCTTCCAAGTATGAAACCCACTTGAAGGTTAAAGCATTC
TTTCTGTTTTTCCATCTCTAACCAATGTTTTTGTCTCATTTCTGAGTCTGTGGCGCTCAG
AAGAGTCACAGTGGAACCAAAACACCATTCAAACATCTTTACGATGAGATTCATGAGGAA
TCGTCAGGCTGCTGTTTTATTCTGATAACTTTCACTTGATAGACGTGAGTGAACCTCTAC
CCCATGTCTGACAGGTGAGGCCCTATCATCATCATTAATATGTACCCCATACTTTAACTC
AATGTTTCTCGTAACTCTGCTACTTCTTGCCTCTTGGTGTCCTGGGTTTTAAAGCGATTA
ATGGAGTCTGCCTACAAGGTGACGGCTGCAGTCAAATGTAAAATTGAATGTATTTCCTGC
TCTCAGTGTGTCAACTTTAAACCCCCCCTGTG
>CL3507Contig1
GGGTCTTTTTGCAGGTTTCATGCCCAGAGTGATCAAAGTGGCCCCAGCTTGTGCTGTTAT
GATAAGCAGTTATGAGTTTGGAAAAGCTTTTTTTCAGAAGGTAAACCTGGATCGACAGCG
GTTGGTAACCTGAAAATCCACCAAGTTTGATCATCTGAAATGGGGCAGTCGATCCTTAGA
TCATCTGTCTTTTAAATTAAATTCTAAGGAAGTGGATGCAGTTTTTTCTTTTCTTTTTGT
TTTTAACAACTGAGGATTTAGTTGGAATGGATCTACCTAAAGGTTTTCTCTCGTTACAAA
AGGCCTGAAAAAAAATCCTGCAACTTCGGCGATGTTATGAAGCTTAAATGAGCACAAATC
CTGTGTTTCAGTCAATTTTGCATTTGACTGATGTACACCGAACAAGACAAAATGCAAAGG
GACGACCTGTTTATAAAGTTGGACCAGAATCCTCTCTGACCACAACGCTGTCCTCAATCC
TGCATCACCCTGGAAAACTGCATGTTTTTGCAACAGGGAACTGCTCCGCGCTGCACGCCG
CTGCGTCACAAGTCCAGGCAGTTATCTGCTGTGTAGATGACTGATATATGTTTTGTACCG
AACAAACCCTTAGTTTTGTATTTTACTATTGCAACAGAAAAACTGTGAAAAAGAAGCAAC
ACCCAGAACAATGTAGAGATCCCTGTTTCTCTTTGGTTCTTAAAGATCTTTATGGTTTAG
TGTCGGATCTCTTCACTGAAAATGGCCGGTTTGAAGACAATGCCACTGATTTTACAGCAT
GTCTTCATTTGTGCATGAAGCATTGGGAACATACTGCTGTGAATACATGCATGTGTATGA
AAAATCATGTTCTTTAGTGCTTTTACATTGATGATCCAACACAAAACAAAACTCCTATAA
AAGTAAAACAAGAACTTGGGTTCCTGAAAGAATGTTTGCCTTAATTTGGAATATGTTTGT
TTTGTATAAAGAAAAGTGTATAAAAGAT
>CL3508Contig1
TTTTTATTACGTTTGAATCCTAAATGTGAACATCAGATACATAACATCAGAAAATACAGC
ATTATCGAACACATGAGAACAGATTAAAAAGACAGTGATGATTGTCCCGTCGTGGTTTTA
GGTGTTGAAGGAAGCAGAACATGGGCCGTGTGCTACCGGTACCGCATGCTGGAGGACGCT
CTTCATCACCACGGTCCACACGCTCTCTGCATAAGTTTCAGCAGAAGCTCAGATGTTGGA
TTCTTTTGTTTTGTGACAAAACCTTTAAGTGTTTAAAGGACAAATGTTTTTACATTTCAA
ATGTAGGATTTTCAAAGTAAGAGCGCTCCTCATGTTTCCAGCTGTCCAGGGGTACAGTGC
TCATGAAGGGGTGGGGGTCACCTCAGCGTCTCTGTTTGAAGGTTAGGGATGGAGTGCAGT
AGTGGCAGGTAGCTTATAAATAGTTTTCAGATTCTCTTTTTGCTCCTCAGACTCCTTTGA
GCAGGACCACGGTTGGGCCCGCCTCCATCTTCTGGGAGCAGCCGTCCACGTTTCTGGTGC
AGTTGGCTCGCGGGCGGCGCAGGTTCAGAAAGCTGAAGCGGGTCTCCAAGCTGAAGCTTC
GCTTAGTGCTGGAGGTTAGGACGTTGTTATTAGTGGGCGGAGCGTTGTCCAGGGCGCCTT
CTGCTCCCTCCGCTCTGTCGCCTCTTTCCAGGTCACACTCGGGCGATGACGCCCCGCTGC
ACGCGCTGCGAGGTCCCAGCACGGGCGAGATCAGGCCGAAGTCCGACAGAGTCACGGTGC
TGGGCAGGTCCAGGCTGCAGGGTCGAGACGTGGGAGCTGGGGAGGACGAGGAGGAAGAAG
AGGATGGTGTGGGCGATGGGGGAGTCCGATGAAGACATGCCAAAGGAAGAGTAGGAGCTG
ACGAAAGGGCAGGGGGACAGGAGCTCCTGAGGGCTGCTGGGAGATGAACCCAGGCTGCCG
GTGGAGCGAGTCTCGCAGTCTTCCTCCGATACGATGCTGCCGCCCCCACACGGGTCATCG
TCAAAACACTCAGACACCATAGAGATTCCATCCGACTCCATCTTAAAGCTGGACATGTCG
TCTCCGGAGACGCTGTCGCGCTCCGCACCGACGCCCGACCCCCGGGGGCCCATCGCACAA
CTGCTGCGGCGGCGCTCGTGGATCTCGTCAGAAATGGTCTCCAGGTTTTTGAGGGCCGCT
TTGTACTCGCCTTTGGCCTGAGACAGTTTGGCCTGCCGCTCGTCGACAATCTTCTTCAGG
TTCTCCAGCTGCAGGTAATACTTTGCTTTCATCTCAAAGTACGGCATCATCACCATGGCA
ACCCCACAGAAGACTGGGAGCTGAAGAGCTTTGTAGGACAGACGAGAGAGCGATGGCTAA
AGAACGCTTTGGATCAGAATCAACAGGATCTGCTTTTGATTTGAACCGACAGTAAAGGAT
TAGCAGGAAAACAGCAGAAGAGGAGGCTGAGCTGGATG
>CL3509Contig1
TTCGGCACGAGGCAGGTCTAAAATGATCGACAAAAACCTGCGAGNAAGATGGAGAGTAAG
GCGGCGAGGGAAGTGAAACTGCTCCTGCTGGGTGCCGGGGAGTCGGGGAAGAGCACCATT
GTGAAGCAGATGAAGATTATTCATGAAGATGGTTATTCAGAAGATGAGTGTAAGCAATAC
AGAGCAGTTGTTTACAGCAACACCGTCCAGTCCATCATGGCTATCATCAAAGCCATGACC
ATCCTGCATCTCGACTATGAACGCCCTGAGAGAGAGGAAGATGCCAAACGGCTCTTTAAG



ATGGCTGCAGAAGCAGAGGAGCGGGGCGACCTCCCTGAAGAGTTGGCTAACATTATCAAG
GACCTGTGGGCCGATTCTGGCATCCAGCATTGCCTCACACGAGCTCGGGAGTATCAACTC
AACGACTCTGCCGCCTACTACCTGAAAGATCTGGAGAGGATAAGCAAGCCAGACTACATC
CCCACACAGCAGGACGTGCTGAGAACCTCGTGTGAAGACCACCGGCATCGTGGAAACGCA
CTTCACCTTCAAGGACCTGCATTTCAAGATGTTTGATGTGGGGGGCCAGCGGTCAGAGAG
GAAGAAGTGGATCCACTGCTTCGAGGGAGTCACTGCCATCATTTTCTGCGTGGCCATGAG
TGCGTACGACCTGGTTCTGGCTGAGGACGAGGAGATGAACCGGATGCACGAGAGCATGAA
GCTGTTTGACTCCATCTGCAACAACAAGTGGTTCACAGAGACCTCCATCATCCTCTTCCT
CAACAAGAAGGATCTGTTTGAGCAGAAGATTGCCCACAGCCCTCTGACCATCTGCTTCCC
CGAGTACGAAGGACCCAACACGTACCAGGAGGCCCAGGCGTACATCCAGACCAAGTTTGA
GGATCTAAACAAGAAGAAGGAAACCAAGGAAATCTACACCCATTTCACCTGCGCCACTGA
CACCAAGAACGTGCAGTTTGTCTTTGATGCCGTCACCGATGTCATCATCAAGAACAACCT
GAAGGACTGCGGCCTCTTCTGAAAACAAGCTGCAGAAATGCTCAAGCTTACTTGAACAGT
TCTGATGAGCGTCATATGACCGTACATGCATCATGATGTCACCGCCTGACCACCACATCT
GCTTTGACCTGCTTTTTCTAAAGACACCTGAGAGACTACAAACCCTGACGAGCACTGCAG
ATTTTCAACAATCACTCANCC
>CL3510Contig1
AGGTCGCGGTGGAGGTGGAGGACCAAGCTTTGACATTAAGGGAGGGGACTGGCCGTGTCC
AATACAGCTCCTGTGGCAACATGAATTTTGCTCGACGGCAGGAGTGTAACAAGTGTGGAG
CACCTAAACCAGGAGACGCAGGCTTTGGAGGTGGAGACCGTGGAGGCAGAGGTGGCTTTG
GAGGTGACAGAGGCAGTGGATTCCGAGGCCGTGGTGGAGGTTTCCGTGGAGGAGATCGTG
GTGGCTTCGGAGGAGGAGGAGGAGGAGGAGGATTTGGGGGAGGCTACAAAATGGGAGGAA
GAGGTGACCGTCGAGACGACAGGCGAGAGCGGCCATACTAAACGATGATCGACGAAACCA
TTCCAGCCCTTCAGTTTGACAGGGGGAGGGGGAGGGGGGGTAGCTGATGAGAACATGGGG
GGGAGGAGAGATCAGACATTTGTCTGTTTTGTAGGTCGTCCATCCTAATTATTACTGTTC
ATCTTTGATGCATATGCTTGTGCTAATGTGAATGGGGGTTTGGGACTGGTCGGCATACGG
AAAACCTTTTTGTTTGTTTTATTCTGTACATCTTTATTTTTGTCCGATTCTAGATACAGG
TGTTTGTGAGGCTGTGAACCATTTTTTCTTTTGTATGAATGGAAATAAAAACCTTTTACT
TGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>CL3511Contig1
GATTCATAAAAAACAAAAAACTAACTTGGCATGAGCTTGACAAACAGCCAAAAAAAAAAG
AAAAACATAAAAAACCAAAATCAAAGCCCACGTTTACAGTAAACAATACTACAAAGATCA
GTCAATACCCTTTAACTGTAAAAACACTGGGTCATGTAAAGCCTACATATTTAAATGGCT
ACAAGAAATGAATTCACTGAATCACACATTNTTCACAACCACCTGCACATCATGTACACA
CACACGCGCGCAGAAATCCAAAAAAAAAAGATGGATCCAGTCACATAATACTCTTTAAAT
GTATAAAACCAATGTCATTTGTCATAAAAACAAAAGACAAAAGAACTGACCGGCTATATG
AGGCCATAACAGTGAAGAACATAAAGTAAACTAAATTACACTTGCTATGGTCCACAGCAG
AAATGTAAGCCCGAATAAACCCTCTGTTTCCAGTCATGCTATGCTTGAAGGTGATTCCTG
AATACTAAAATACACAAAAAAATATCTAAGCAACGATGAAATACTCAGCATTTCTTAAGT
GCTCTCAAGAAATTTCTATAAATGCGCCTCTCCTCGACAACATCATGTGCATCTTCTGGG
ATCTGGAGCACAAGGATGGAGATAAGTGCGTTTGGCCGTATGTACAGCAAAGCGTGTACA
CTGAGAAGGTTTTCATTTGAAATGTTTTCCTCGTGAAATGACGGTATGGGACGTGGTGGG
GCTGGTTGGGGTGGGGTGGGGAGGGGGGAGTCACTCCCCCTCTTCTTTGATGCGCTGCTG
TTTGTTGCGGCGAGAATCCAGGTCAAAGGAAAAGTCGGACCACTCGTCGCGTGGCGGGAA
GGAAATG
>CL3511Contig2
CAAGTGGTTATTTATTTAAAATTCATATCAAAATACCCATGATAAAATGCAACATATATA
CAATATACAAAAATAATCTGGGAAACGGGGCTGGCTTTGGGCTGATGGCTGCAGATGAGC
ATCATGTCGGTTTCGTTCACAGGGAAATCAGGTGCTTCTTTTGAGGAGACTATACAGATT
TATGTACATTCTGATCAGTTTCTTTGGGTAGTCATCGTAAAGAAGCATTCCCCTCAAACA
CGCGTCCTGATTCATAAAAAACAAAAAACTAACTTGGCATGAGCTTGACAAACAGCCNAA
AAAAAAAGAAAAACATAAAAAACCAAAATCAAAGCCCACGTTTACAGTAAACAATACTAC
AAAGATCAGTCAATACCCTTTAACTGTAAAAACACTGGGTCATGTAAAGCCTACATATTT
AAATGGCTACAAGAAATGAATTCACTGAATCACACATTCTTCACAACCACCTGCACATCA
GGTACACACACACGCGCGCAAAATTCCAAAAAAAAAAAATGGATCCGGTCACATAAAACT
CTTTAAATGTATAAAACCAATGTCATTTGTCANAAAAACAAAANACAAAAGAACTGACCG
GCTATTTAAGGCCATAACAGTGAANAACATAAGGTAAACTAAATTACACTTGCTNTGG
>CL3512Contig1
GGGACTCGTCGCCCCTTCTTCTTCATCCTCCCAAGGGATTTCACGAAGACCTATGCATGC
TCCACGGAAGCTGGTGTAGATATAAGAAGCCGGCATAGCAGCGTGTGACGGGCGCATGGC
TCGGCTCAGTTGTGGAAATTGCCTTCTGGAAACTTTTTTTTGCCAAAAATGGACATACTC
TCTACCAGCAACTAACTGTAGGTGTGAGTTTCTTTTTCTAGAGGTGTGTTTTGTTAGAAC
TAAGTTATATCCACTGCACTCGGTAGAGAAGAAAATGTAGTCATAGGTAGTGTTTTAGTC
CTGTGTCTGACTTGGGGTAATTTTTGTTTTTTTGTTTGTTTTCCATGTACGACCAGGGCA



TTCATATTGTTGCCACTGAATCACTAGCACCCTCTTGTGGAGGAAGCTTTGAGAAGCTCA
TCATCACCTTCAGTACTACTGTCTTCTGTTGGGAAGTGGTTGGTCTCCACCCCTGCATGT
CATTTGGAAGAGTTCTTCCTCTGTTTACACTGAGGGTCAGTGGCGAGAGGATTATCGTCA
ACATGCTGTACTTCTGCGAGGGTTTGATCATTTCCCTCTACACGCTAAAAAAAGAAGGGA
AATCCGCTGTGACATCCAGAGACAGCCCGGATGTAAATAAAGAAGCGCTTGCCAAAGTTT
GTNNNN
>CL3513Contig1
ATTCCACAGAGGGAGTGACCGCCGCCGCCAAATTCAAACAGGAAAGTTCTGCTAGCAGCG
ACAACAAGCCAATTGAACGCGTGGTTTTTAGCGCAGCAGTGATGGATGGTGTTGGCAGAG
CTGTGGTTGGAGTCTGGCGAGCACACACAGTCCTAGATGAATCAGATGATGCAGAAAACT
CTCCAGAAGCTCCTGACCGTTTCCGCAAACTTCGCTCATCATCTTCCCTGAACTCGCTGC
GGATGTCTTTGCGCAAGCGCCTCCCACTCCGCTCGGTCCAGACCGGCTCTCTACCGGAAA
ATCCCACTTGGGAATCCCTGAAGAATCAGCCTAAACCCAATCCAGTCAGCAAATTTACTC
GCAGTGCCCGAAACTCCTTTACGGGAATGTACCAGAGGTTGCAGAAAAAAAGAGAATTTT
CCCGTGAGGAGTGTTTGGTTGCAACACCGGGTCAGGAAGGAGATAATGCTTGTTCCTCAA
ATTATTGCACTCCAAGCCGTACTCCTGGGCGAGCCACAACAGTCAGGCGAACGCCTAGAT
CTGCAGCTACTCCCAGGCGGACCCCAACCTCTAAAGGCCAAAAAACCCCTGAGGGATCCA
TTCGTGGGGTTAAAAAAGGAGGAGGCAGGAGGCAACTGGTTCGAATGGCTGCTTTACGAA
GTCCTTATGCTTCCCCCAACACACAGAGCCAGAGACTAAAGTTTGACCAAGATTTGGAAT
CCGTTTCTAATGGACTCAGCAGACTCCAGCGTCTGTCTAAAGCCTTTGATGACATTATGG
GAAAACGAGACGGGCCTGCTCTGAAGAAACGCTCCGGAGGAGCTGATG
>CL3514Contig1
ATAAACGGTTTCTTCCCTCAAATAAAGAATCTGAATACAATAAGATGAAAACAATATTAA
CACACTTATTCATTTAAAATGACTGGTGTCAGAAGATCAACATTCACAAAATGTTGAGAA
GTGAACATTTCACCAAAGTCTACATCTCCACTACAAGGCAGGCTTGTTTTCTTGACACTC
TTTCAGCACCTTCAAATAAATGTTTCTCAGTTGAAAACTACCATTTGTGCGAAGAAAAAC
TGGTCGACTTTAAGATACTTTAAAATTACTGTCCAACTTAAGATGGTCTGAAGCAGTGTT
TATTTTTATTTTTATACAGAGTTGATTCTTTTTTCTCATAGCAGACTTTTTTTTAACTTT
TTTTTTTTTAATTATNANCTNAGTTTTNCCCCCNCATTNGTNGCNTTNGAACAGTTNTAA
TTTAG
>CL3515Contig1
TNCCCTCCTTTGCGACGCTCCTCGTCGCGCAGGCGCTTGCGCTCAAGCTCCCTCCTCCTC
CTTTCTTCTTCCCTTTCCTCTCGGAGTCTTTGTTTAGTTTTCAGGAAATCCAGCAGCGGG
GTTGTTTTTTTAGCTGAAAGTTCTTTCGATCTAGCTTCGACTTCTTCTAAGAGAGTTTCC
GGTGTGGTCGTCAACTTGTTGTCATCTCCGTTGTAATACTCAAGAAACCTTTTGTAATCT
GGATCTTCTGCAATTGTGCCACACTTTGAGTCCTTCTTCTTTATTCTTTTCTTGGCAGTC
TTTTGAAAAGGTGCAAACTCCACAATCGCAGGAAATTCTTGACCTTTGCCGTCAACAAAC
ACGTAGCCATCAAAGCGATCCCTGAAGAGGACCACATCTTCTTCGTTTCTGAAGTTAATG
TAAGCTCTTGCAAAGAGGTGTGGGTAAAGGCTGGTGTCATTGGAGAAAAACTCCAGGTAG
TCAACCTCTGGGAGGGGTTGCAACTGTTCCTCTAACTCTTCTTTGGTCAACGTGGGTGGT
AATCGTCTGATCACAATCTTTGTCATGGCTTCCTTTTTTTCTTTAGACTTCTCTGTCTTT
TCTAGATCTTCGCATTTTATGTCCACTCTTTTCTCTCTTGGTCGGGTGTTTTCTTTGTCT
TCTTTCATGGCGCAAAGTTAATTTTAGTCGAAGTTTAATCTCAACTCATCCGACACACTT
GTTTACCTTTTAGAAAATTAGCCAGCTAGTAGTAGCAACCGTACTAACTTCCTATTTGAC
AGACATGCAATCCCCGGCCATAATGCCCGGGTT
>CL3516Contig1
CACCCTGTCTTTTTCCTCCTCAAATTCCCCAATGCCCTGGACAACCCTCTCCTAGTTTTC
ATTTAAATCCTGCATTCTTCAACCCACAAGATGGATACAACAACAATGCATACAGCCAAC
ATAAATCACATGTTCCAGATGGAGATTTCGAGGAGCTAATGAACAGAAATCAAACCATTG
CCAGCACTGCAATCACAAAAGCTGTGTCTGGAGCCACAGCTGGAGATCTACAAATGGCCA
TGGAAACACTGTTAACCGCCATTGCAGTTATTAAGCAGTCCAGAGTGTACGGAAATGAAC
GCTGTGAAGCCCTGGTCACCTCCCTTAAAGACTGTTTGGTCTCCATTCAGGGGGATTATG
GCTACAGAAGAAGTAGTCATTCTAGAGAAAAAGAAAGAGGTCGTGACAGAGAGAGGGAGC
GGGATAGAGAACGGGAGCGCGACAGAGAGCGGCACAGAGATCGCGACAGAGATTACTTCC
ATAGCGGGGAAAGTGCGGGAATGTCCCAGAGACGCAGGGAGCGTTCCTGGAGTGAAGAAA
GGGACAAGAGGTGGTCTCGAGAACAGCAAAGGGATCGACACCGCTAACGGGGAACGATTG
GAGGCAGAGGAGCATTGTTGCGTCGAGTTGTATATAAAAGAATCAAGGATTGTTTGTTCA
ATCTGAGAACACGGTTTTGTTCTTCCTTTATATAATAGGACTTGTTTTAACAAAAATTGG
CTGTAGATTTTTTCTTGTAAAATAAGACTTTGTTTGCATGCACCATAACAATTCTTTCTG
TAATCATTGTAATTTCACATTTCTTTTGGTAGAAAATCTACAATAAAAAA
>CL3517Contig1
TCNNCTGGNGCCNGTCGNNNTCTAAANACGTCGCCTCCCAGCAGGNACCGAAAAGTTCCC
CCACCTATCGGCACCGAACGGTTGGCGAGAATCAGACAGACTGGTACAGTCAACCCACCT
CTCCTCCCAAGCAGCTACCCGGCTTCAGTTGGACAGGGGGGCATTTGGTCTTTTGGAGTT



GGTAGCGCCTCAGAGGCCATGTCTGGTTGGTCCCAACCCCTGATGGGCAGCCACATGATG
CACCCGCAGCTGCAGCCTGATCAGTCGGCCTTCTCTCAGCACCAGCTCATGGAACAGGAC
GACACCGGCATTGCAAACCCTGCTAACAACTACCACCAGCCTCAACATTTGCCCAGCAAT
TACATAGACTTCCAGAAGGGTATGCCTATGTCAATGTATGGAGGAACTATGCTGACTCCC
CATCCTCCCATGGCAGAGGGGCCTGGGGGTCCAATGTACAATGGTTTGCATGCAGGTGAC
CCTGCATGGAGCCCCATCATCAAAGTTGTACCTGGCAGTGCAGACAATTCTGACCCACAG
CAGCAGGTCTGGCCTGGTACCTGGGCACCTCATGTGGGCAACGTGCACCTGAACCATGTC
AACTAGACCGAGTTCAAACATTTGCCGCACACAGCATGACCCACAAAACAAACATGTACT
ACCAACTGATGAGAATGACCGAAGGAGACAAAGGAAAAAAATGATACAAAGTACTTGTTA
ACTTCAGTAGACCTAAGAGTTCAGAGCATTGGCTGAAGAATGGGGAATTCAGTTCACCAT
TCTTTCATGTGCCTATCCCATGAAGGAAATTGGGCTAGAGCTGTTATCGAAGTCCTGACG
AGGCGAACAGACGGGCGCGATTTCCTGTTCACCAGGATCCATTCTCTGCGTAGTTTAGCA
AATATGACTTAAACCCACATACATTGTTCTTGGGATACAGGGGTCTCAACATGAAGTAGC
TATTTAAACTCGGCCCAGATCTAGATGATGATTACTTAAAGAGAGAAATCAGAACCTTTT
AGAGTGGTAAATACATGTATAATTGTTTACATACTAAAAAGGGTTAAAATGAGAGTAAAT
TTCATGTCGTATAGTGGCTCTACTTTATGTAGCCTGTATTAATGTGAAATATTTACCTTA
ATATCCAAAANAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL3518Contig1
TATAAAACAGACAGATAATTAAACAGGCGTAACAATGGGACCCCCCCCCAAGGAAAAAAA
ACCAAAAATGAACAGGCAGATGGGTCAAAGTACAGAGAAATACCAAGAGTGAACCACAGC
AGTCAGAGTTTGAAAAGAAGTCAGACGAGGAAACGACTTTTCCCGTGTTTGGGCCTGAAT
TTTTTTTATTTCAGCCCAATATTTTCCAGAGGACTTTTTTCTTTTAAGTTTTATTCCTCG
TTTCACTGCACAAAAATGCTGCATCATGATCCTAAAACCACAGCAAATGAAACTTTTGAA
AATCTCTAGATAAGCAGTTTACCTATTTTAGCAGAAGACTCTGACCGGTTTCCATGTTTG
ATAGAGTATTTGCAGAGGAGTCACTCTAACGCAGATCTGCAGGACTTTTATTGTGAAGAA
TTTGCAGGAAGCCTCAAGCAAATACTTGATTCAATAGTTTACCAATCTTTTTTTAGGGAA
AAAAATAAATTTTTTAGGGCTTTGAAGACTAAATGTATTAGCAGACGTATTAGTATTTAA
GTGTACTTTTGATCAACAGAACTACCGTGCACAGCATCTGTCTGCCCTCCGCTGTGAAAC
TCTAGAAAACAAACATTCACACTTTTCCAAATCTTTCAGCGCGCTTCCTTTTCTTTGCCT
CAGCATCTTCTGCTCCGCCTGGGGAGGCACTTGTTAGGATCCCAAACCGCTCCTTCCTCT
TTTTCAGCTTCTCATCCTCCTCAATCTTCTGAGAAATGGAGGAGACGTTCATGCCGAACC
TCTCCGCTCTCTTCTTCAGCTGGTCAACATCCACAGCAGCTTTACTGTTCACCACCAGGC
CTGCAGTGGGATTTGACGCCGTGGTTGAACCAAACCTGGCAGCCCGCAGGGCCTTCTTGC
TCTCAGCGGTTGCAGGCATGTTGAAACGCTCCGCCCTCTTCTGCAGCCTTTCACCAGCAG
ACAACGGAGGAGAGATTTTCACCACTTTCTTGTCTTCAGACTCTGGAATTGCGATTGTTT
CAGTGTGGTTGTCCTCCTTTATGCTGTTGGAGCTCTCAACTTTAGTGAATTCCGGTGTGT
CCTCTGCCAGAACTTCATCAACATCCACATCGTCCTCGTGCTCCTCCAGGTAGGCTTGGA
GCCGAGCGATCAGCTCGCCCTTGTTTCCCTTGGTTTCCAGACCGCGGGCGTCACACTCTT
GCCTCAGCTCAGCAAGCTTCAGCTTTTGGAGCTCCACCACTTCAGCCATCTTTCTCTGTT
GATGTATTCCTGCCGTTCCCCCGGCC
>CL3519Contig1
TATGGCCGGNGAAAGCGGGAAGATTTGGAAAGCGTAAACAAAGGTGCCGACTTCGTTTCT
GTGTCTGATTTCACTCCGAAACGCAAACCAAGATGTTAAACAAAGCCCCAAAATTAAAAA
GTACAATCAGAGCAAAAGCGAAAGGCCACATAAACATTGGACCTGCGTCAGAAGCGATGA
TTGAATTGCTCACGTTGCTGTTCTTGAACAGCCTGGCTGAAGAGGCAAAGGCTAAAGCCT
TTGAGGAGAGATCAGCAACGATCAGGGGTCATCATGTTAGAGCCGTCTCAAAGAAAGTTT
TGAAAAAGGCAAGAGGATGAAGACAACAAAGACGTCTCAACGGACAACAGTGCTTTTTGC
TTTTCTCCCATTTTAATTTTTCTTTTTTATAAACTTTGTAATCCATTTTTCCTTTTTAGA
AGTTTTCCAATGCAAAGTTACTTTGATTTTTTTTGTTTTTATATGTACTTATGTAAGTGA
TTGCAAAGCCTTTTTTGAAACCGTAGATAACAAAATAAAACATAGAAAGCTCAAAAAAAA
AAAAAAAAAAAAAAAAAAAA
>CL3520Contig1
TTTTTTTTTTGATATTTAACTTTTTATTGGAAAAATTCTCAAAATAAACAAAAATGGCAC
AGCAGTATACAAATCTCAAAATGCATATAGCTCTTACAAATACTGCGGTTCCCTCTGTGT
AAATTGTTAGAAAACATTGTGAGCGCTGGGCAGGTGCTGGTTGACACAGATGTTTCAGTT
CCTAACATCCAGATGTGGTCTGAAAGTGTGTCTGCAGGTGTTTGGTTAGTTACAGTGAAT
CAACATGCCAGTGCTGGGTACGAGGTGTGGGTCATAGGAAGAGCTTTGCATACATATAAC
GCTCTTTCAGGGAACCTTTATAAAGGAATATATTCATGACACTTATAAATGATAAATACA
TCATATTTCTATATAAGTGGCATCTCCAGACAAAGACAAATAACTATAAATCACTTTGAG
CCACAATTTTTTTCTCTCCATTTAGACGGTGAAAACAAGCTTTATCAGGTGAAGAGTTCA
AAATAAAATAAGACAATAATGACGGCATTCAAAGGGGGCTTAAGAGAACAATCTGTCACC
GAAATGTTTCTGTTGAGACGAACACGAGGCCGTGAAGGAAGCTTTGGGACAGCCGAGCTT
GGAGCCGGACGAGGCAGGGCACAGCCGTCTCTTCTCTTCAGGCTTGTCTGATTTTGGATG
GGGTGTAGTTCTTGTCCACGGACTCGTCCTGTAGAAACATGTGCAGGCAGCGTTCGTTCT



GAGCTAGAGGATGACCGGCCACCTTGTTGAGGAACTGCTCCAAACCTTGCCTCCGCTCTT
CGATGAACGAGTCGTCGAATATGCCGTCGTCCCCTCTAAACGGAAGCTGCCTGAACAGAG
CTTTGCCTGGCAGAGGAGGCACAACCACCTTGCTTTCTCGCTCCAGCTCTGCTCTTAGCC
ACTCAAAGTCGCTGTACCGTCTCCGTACGGAAGACTCCTTCAGCTTGAAGATGGGTAAGT
TGGTCTTCAATCTGATCTCATACGTCGTAAATCTGCCTCTGCCAACTCCGATAGTCTCGG
GGTTGCTCACATCAATCTCTAGAAAGTTACTCGGAGGTCCATACGCATCATTCAGATTTT
GAGGCTTAGTAAAAAGCCTTCTTGTATCGGCTATGGCATCAGCCATTTCTCCCTTACAGC
TAGGTATGGTGGCAATTGACGTAAAACACGAATATGTCCCCGGCCATAATGNCCGGGTTA
ANCGGG
>CL3521Contig1
TGAACCCTCAATGCGCAGAGGCCACAGCGCCCTNTAGAGGAAGACAGCTTCAGAACTTGC
AATTTAAAAAAAACAAAACATTGCAAGCTGGAAGCAATCGGAGGAAGAGTTTNTGAAATT
TAAATTTAACAAAAAAAAAGCCTTTTTGGTTAATGTTTTGCAAAAAAGCCGCTTTGTGAT
CAACAATAGTACAACACAAATAATACATATATGTATATATGTATATAAAGTAAAACAAAA
AAAGAATAAATCTCAACAACAGACTGTGTTAAAAATGGTACAGTTCATCCACGACAGTAA
AACTCAAGCAGTTTGAACTAAGCTACACATGTAATAAGCTAAAAAAGTACTAAAAAAAAC
GACTAAAACTGGGAGTTAGGCCTGAATAAGACCGACATACGAAGGGTTAAAAAGGGATTC
CCCAATTCTGTTGAAAACTAGATTGTGATTGCTGAACNCTAGAAGGNGGATATATATATT
TGNTAAAAAAGAAAAAGAAAAAAACGCCAGATGCTTTCATATTGCAGAGTAATTTTTCGA
GTTGCTCGCATCTTTAAAAAAAGTTCAAAGAAAAGAAAAAAAAAATACAACTGAAGGCAC
TTGATCTATCAAAAAGGTTTAACTTAGACTTGCTGGCACAGCCAAGCAGCAGTGTAGTCG
GTCCCTACGTTTGAACGCCCCCCTCCCCCTGCCAAAATGTCCAACCGGGGCCTCATGTGA
CCTTTACTCCAAATCAGTATTCTTTCTTGTTCTCCAAATACATCATTTTTGGTTTCTCAG
GTTGGTTAGAAAGCAGGCGGCGCTACACTGCGGCAGAGATGGCGCCCGGTCGTCGCCAAC
GCGAGTTCGTTAAGATGCTGAAGGTAGAAGCGGGCTCCAGATCCACGAGGAGGCCGCTTT
GCATAATTGTCTGTTCATAGGCCAGCCTTGAAGACACAGACACAATTAAAAACACCAGAG
AGGAGGAATACTGCCTGAAAGGGGAGGGGGGGGGCAGGGGGCGGAGTCTCACACAAGTCC
CAAAAAAAGGTTGGCTGAAATGTCTGGTAAAAAGCATCCATGAACCCTTCTAAGGATGAG
AGCAGGCAGTTCAGAGCACAGGGAGGAAGAGGAGGAGGAGGAGGAAGAGGAGGTGGAGGA
TGGCGCCTCCTCTATAACCATGTGAGGAAGCTCTCCTTGTCGATCTTGGTAGCTGCCAGC
ACGGACTCCATGTCGTGAGG
>CL3522Contig1
GAGTCAGCATTTTATTTATTCATTAAATTCCTTTTTTTTTTTACAATTGCAGCAAAGTTC
ACTATAAATACGCAGAAATGAGGATAAATCTGTCGGTCCCATTCACTTTACAGCGTTAAG
GAAGTGTCAGTGCTCTATTATCCCATCTGTTCCAGTTATTCACATGGAACACCCACATGA
CCAAACATGCAGTCCATGTTTTCACGTCTACTTTTCCCTCCTGCATCAACACCTGTCTGT
TGGTCTCTGACAGGGGTGGGCAAAGTTTTCAACTCGTGGGCCACGGAGGTTCTATAATTC
AACAGAAGGGCTGGATCAGGAGAAGATGGGTGGAGTGTTTTGGTAATCCACGACGAAGGT
GTCATACGAGAACTTGTGCCTGTGCAGGAGGTGCTGCAGGAAGTTGGAGCTCTTGTAGGA
GGGGTCCCCCCAGGGCATGGCTGAGCACACGGGACACACCACTTTGCTGGGATCATTGCG
GTGGTTTTCCATACAGTGCTTCACCAGTTCTTGCTGGTCCAGGTTCCTGGCACCACAGAA
TGGACACACAAATGTGGACCGGTTTGGAATATTGCTTGGGATTGGCTGAGACGTTGGCAA
CACAGGGACAAACTTGGGACAGTTGGCAATCTGCTCCTGCACCTTAGAGCAGGAGGAGAT
GTGGGACCTCATCTTCATGAGGGACACCTTCTTGCAGCAGCCTCTGCAGGGAGCTTTGAA
GGAGGACAGCTGCTTCTCCACGCTGGACGAGCGCTCCACCTTCTTGGGGTCGAAGGACAC
GCGACAGAGGGGGCAGAGGGGGGAGCTGACCTGAAGGCACGGCTGCAGACACTCCCCACA
GAACGTGTGTCCGCAACCGGCGACGCTGACGGGTTTGTGGTAGACCTCCAGGCAGATGGG
GCAGGAGAACTGGCTCTCGATGCTCTCCCCCGGGGCCCCCAGCGGGCCCGAGCCGCCGCC
GCCGTGCTGCTGCGCCGACACGAAGCTCCGGAACATCGCCATCATGGAGAGGGAAGGAGC
CTGTCGAGGGATTTCGGCTAGCACCTCATGATCCGGAGACCTGGTGGGGGAGATCTACAG
CTGGCATGGCTTGACAGGGGACGAATCCAAATCCCACGTCCTCTAATCCACAACATCGCA
TCTGCACCAGTGAGGCGAAGAGGACATGCCGAGGAGGTAAACACAGGAAGCGCCGGAGAG
CGGCTGACCTGGATTCACAGCGCTGATGGTTAACGGTAAGGATGCTCAGCAGATCACACG
GGACCCTTCTTCCGCTCTGT
>CL3523Contig1
TTTTTTTNTTAAAGCAAAAACAAACAAGTTTATTTCAACTTTTACAACATTGTGTTTCAA
TGTTCTACACATTCTGAAGGGACTTTGCAGAGAGACAGCAATAAAGCTGACAACATTTTT
TAAAAGTGTTTAATTTGAATAGCTAGAAGACAAAGACTGCTTTTGGAATTAAGTGAATAT
AAAAATCATAAACCAGGGTCCAAACTGATAAAATGAGAGCACATGCACACAAACAGCTCT
CTGGACAGGAGCAGTTTGTTTGCAGGTTTCTGCCTCTTCTTTTGACTTCCCGACAACATC
TTTGCTGTCTATTTATAGCTGTGGCTTTCAGCTCCACCACGTCCAAAGCCTTTAGGTCCA
AACATAGCACTATAGCAGGGGTTATTACAGTAGGGTTTACCGTCATGCTCTGCATGTGAG
CCCGCTGACAGGGTCTTGCGGCACTTTTCGCATTTTAAGCAGGGCCTGTGCCAATCCTTT
CCCAAGGAAGACACTCTCTCGGCAAAATAAACCTCCTTATCGCAGCTCGGGCACTTGGGC



ATTTTGTTGCGTTTGTGTGTATGTTCCTGCAGAGGTGAGAGAAGAGCTTTGGCGCACCTG
TCCTCCGTGACTGACCACGCCTCACAGTCCCCGGCCATAATGCCCGG
>CL3524Contig1
TTTTTTTTTTTTTTTTTCAGGTTTTGGAACAGCTTTATTAGTCTTTTATGGTCATGTACC
ATCAGATAAACTACACAGGCCGAAGCGTGACAAACAGAACCACAGGAGATAGACCATCCA
GTGATGCACAGGAACAGTTATAGCTTTTTCTTTCTTAAAAGTAAGAAACTTTGTAAGGCC
TCCACAATGTCACCTAATTAAATGTCACTTCAACATGTTAAGAACACATTGATCCTTTTA
TGTTGTCATAGACCTGCTTTGCCAATTGTTTTCTTTATTAAGAATAGCTTCTGAGAAAAC
AGAAAAACCTCACAGACTAGTACTTGGCAACGAGTCTTTAGTTTAACAGATGAGAACCAC
TGTCAGTACAAACAGAATAAAGCCTACGTTTGAAGGCCATACAATAAACCAAAAAAAACA
TATTACAAGTGATTGGACTGTTACTGTTTTCAACAACCAGCATTTTTACAGTACATAAAG
AAATGTGAGTCCAACTTAACACATATCCTAATATATCTATTGGAGTTGGCAACAAGTTGT
CTCCTCTTCTCCTCCCAGCCCACTCACTGGATGTTATTCCAGACAATGACAATGTTCTGT
AAGTAAATAACATCTCGCAACATCCCATTCAGAAAAGTGGCAGGCTTGGATCCTCCCATT
TCAGCATTCCTGGAGGGGCAACTTAAACTTTTGCTCACAGTTCAGTTTTGTTTTGATCAC
CCTCCCAGATTCTGGTCAAATCCCTGAAGAGAAATCAGTGTCTGCCTTCCTCTGTCCTTT
TTCTCTCTCCAAGAAGTCTAAGGACAGTCTGCCGATGCAAGCTCTGCCTCCACATCCCTT
GGTCATTATCACAGAAGCAGTGCAGGGAGGCTGGGGTGCCGTTACAGCAGGCTGCCCGGC
CAGGAGACAATGGTCAGAGTGATCCTGCCCCGAAGCTCCTTCAGGAGGCGAACCAAGGCT
GTGTGGGTCAGGCCCCAGGTGCTCTTCCCATTCACCTCCAGTAGGATGTCCCCGCATCTT
ATTCGCCCGTCGTTGTAAGCAGGTGTTCCTTCAACAATGGAACGGATAAAAAAGGATTGA
TTGCAGTTCATTTCTTCCTGACCCCCCACAATGCTGAAGCCCAGGCTACCCGACGTGTTC
CTCCGCAGAACGATGTCTTTGCAGTAGTACAGATGTCTGGGAAGCTGGAGCCAGGACACC
CACAAAGGTGAGTAGTCATCGTTAGGCACCGGGCTTTTGATGCTGTCTGTGGGTGAGGGT
GTGAGACAGGGTGGGAGGGGGAACTCTTGCAAGCTCTCCTCAGGCCTCGTGCCGAATTCC
>CL3525Contig1
TCGTTTCTTGTTTCACTGAACTCTGTGTTGTTGTTGCTGATGTGTCTTGGCCTCCTTCAG
TCTTATGATGTGTAAAAATTTGCAGACCCATTTTAGCCGCCTCCTTTTCCTTTTGGGACA
GCACCATTTTTCGTGACCCTGCACTTGAGCTTCCTAAACCTGAGATACGATCCACATCCT
TCTCTTCACCATCAACCTCTTCTCTCCGACATACCTCTACNAGATCCTCTTTAGTAAGCC
CTGTTGGTTGTCTCTTTATATTCTTATGGCCTAGGGCAGCCATCAGTGCCTCCTCCTCTG
CAGCTCTGACTGCAGCAAGCTCCTCTTCTTTGGACAAAGGTGCACCACCTTTCTTGTCCT
TTGCATACCAGGTCAGATCTTTCCCTTTCTGCCATCGTCCTACGGGAGCCATCAAGGAGT
TTCCGAGATAATTCTCTCTGTGTTTATCGACTTTCACTTCGTCCCAGTTGAACTGGTCTT
GGCCTCCACGGATGCCTCCGGATCTCGATGAACCAAACATATTCAAAAGGGCAAAAAAGT
GGAGATGCGGGGGGGAAATGTAACACTTAGCTAGCTAGCTAGCAGCTACGTTGGTTAGCA
GAGCTGCGTGGTCGGTGCGGGCCGTTAGCGTGGACTCATCCAGGAAGTTTAGATTCCCAG
TTTCCACGAAAGAAACCCACACGGCTGTGTTTGTTTCGACAGCAACTTCCAAACAAACAA
ACAAACAACCCAACAACGCGACAAAGAGCAGAGCGTTAAAAAGCTGGACTCTCGCGCGCG
CTGCTTAAAGTTGCAAAGACCCAACAAACAATTTTTTTATTTAAGTAAAAAATTTAAAAC
GGTGGATTTTTAATCCTCAGCAATAAAAATCTGACTACTGCAAATAGAAGCAATACAACT
TTTTTCCCGACTAACGAGCATTTCCTGCTCCTTTTGTTTATTTCAT
>CL3526Contig1
AAGGAAGAGGATTGAGAACGGGGCCCTGACCCTGTCGTCCTTAGAGGTCCGGTTCCATAT
CGACAGTGAAACTCACGACCCCATAGACCTTCAGACCAAAGAACTCATGGAGACAAACTC
CATGGTAGAGGAGTTCATGTTGCTGGCCAACATCTCAGTCGCACAGAAGATTTATGATGA
ATTTCCAGATTGTGCTTTGCTGAGGAAACATCCAGCACCACCTCCATCCAACTATGACAT
TTTGCTCAAAGCAGCCAAGTCCATGAATGTGGAGATTCACACTGATTCAGCTAAAGCACT
GGCCGACTCCCTTGATGTGGCCAAAGTGGACGGTTTCTCCTACTTCAACACGCTGCTTCG
CATCTTGGCCACTCGCTGCATGATGCAAGCCGTTTATTTCTGCTCTGGGATGGACAGCGA
TTTCCACCACTATGGTCTTGCTTCACCCATCTATACCCACTTTACATCCCCTATTAGAAG
ATATGCAGATATCATAGTGCACCGCCTGCTGGCAGTAGCCATAGGAGCAGATATAACCTA
TCCAGATTTGATGGATAAGCACAAACAGTCGGCCCTTTGCAACAATCTGAACTACAGACA
CAAAATGTCTCAGTATGCTCAAAGAGCTTCTGTGGCCTTCCACACTCAGCTGTTCTTCAA
GAGCAGAGGAATACTGAATGAAGAAGGATTTGTTCTGTTTGTGAGGAAGAATGCAATCAT
CGTTCTTATCCCGAAGTTCGGCTTGGAGGGAACAGTTTTCTTTGACTCGAAAGACAAAGC
CGGTCCCAGCCTAGTTTTTGACGAGGAGGGTCCTACTCTCAAGGTGGAGCAGACCACATT
CCACATATTTGATAAGGTTAAGGTCACCATCAGTTTGGATGACTCGAACATCCAGCACCA
GAAGATCCGGATGGCTTTAACAGAGCCTGTGATCCCAGGTGTGAGTGTTGCTGCTCCTGA
TGTTGAACCTCAAGCCAAAAAACCAAAAGTGGACCACTAAAGTGTCTCCATGGGCCACCA
GGACAAGGACACTTCAGAAACAAAAGGACAATAGGACTGGAGGGTTTGATGATTGGAATA
TTTTTTAGGCTTTGAGTCATTTTCCAAAGTCATTTTGAACATCTCTAAAATAAATGCAGT
TTAGTGATTAGAAACAATTGATGTATTGACAATTTTATGGACTGAAAGATGGCAAATTGG
AATTATATAACAGAAAGCACAAACGTCATTAAAGGATGTTTGTTTTTTAGCAACTATGAT



GGTTGTCATACATGTTGAAGTTGTCCAGGACATGAACAGGTTCAAGTGTGCAGCTCTGCC
TTTTCCCAGACTTGAGACTGGCACACAAAAACCCTGGATTGGGCCCTNCTTGTAGTTGTA
TTTAGCAACTATGATATGTATTTTCTAAAAATGTATGCACACAGAACAGATCAAAT
>CL3527Contig1
GCTTCGGGTAGGGCTTGTCTGGCGCTAGCCAACATGGCCGTCATGCATGCNTTGCATCCC
TGAACCCGACGCAGTATAGTGCTAATTAGAAATTGAAGCTATCGCGCCCAAATCATTCCG
TTGTCGTCCGATTTCAATCAACGCCCGGGCTAAATATTTTTTAGAAACTGCGTGTCAGTT
TCTGCGATCCTGGAGGTTCCGTTTCAAGGCCGATCATTATGCTATCCGAAGGCAACAAAA
ACGGAGAGGTGTCCGAGCCCAGCACAGCTGCAATTACAGAGGTGGAACCAGATTCGGAGA
GCCCCACACCCCAGCAGCCAGCCTCTGGGGCTGAACCTGAGAGTAATGAGAGCCGCCTGG
AGGAGGGCAACACTCCAAAGGCTTTTGCTGCTCGCAAGATATCCCTGTCCAGCAGCAAGT
CATCCCCAGCAAACGCAGAAGGAGGTGCAGGAGATTCCGACACAGGGGGTGCAGCGGGGA
GGAAGAGGCGGTGGGGCTCCANCACNGCTGTCACAGCGAAGAAACCATCANTCAGCNTAA
CCACCGACTCTCTGAAGTCT
>CL3528Contig1
TTTTATTCTAAACATAAAGATTGCAAAGGTTAGTCTTCTGACTGAAAACTAAAAAGCCTG
TTTGTCCTGCCTATATACTTTTATTTTGAAAAAAAGACTAGTTCTGTGATGTCACACGTC
AGCCAAAATGGCAGCAATAAACAAAGACATTGCTGGCTTCACTTTTGAAAGAATTTCTAA
AATAAAATGTGATCATAATCAGTTTAAAATCCTAAATATGGTCCACATTTCTCATACGGT
TCTGCAGGAATCCAAAGCTTCAAACAGAACTTTTATTTTAAAAACACTCCGGCAGAGACG
TTTACTCTCAGTCCGTCTCCACTCCTGCAGCTGGCAGAACCTTCCTGTCAGTCTTTGAGG
GAACGGCTGAATCCAAACGTTCTGTGATCCACCAACACCAGCGGTCCAACTGTCCAGCAG
CAAAGCATGATGGGTGTTGAAGTCTGCAAATGTCCCAGGCTTCCTCAGCAGATGGCTCCA
AATCCCTGAGCGTCCTCTAGACTGTCGGCCTCCACCTCGATGGACACCACGTGGTGGCCG
GGGATCATGGCCAGGCCCAGCACTCTGGGTTCACCCTGAGAGAACGTGTCTGGAGATTTG
AGGAACTCCTGAGCAGAGCCGAGGATGACGTTGCAGTCGCGGTCCGTGCAGAGGAAGAGC
CCCACCAAAGTCCGTCCGTCCGTCATGCGGATCCTCATGTTCTTGTTCAGGAGCCCCTCC
AGCTTCTGTCTGGCCTGAGACGAAGGCGGAACCTCGGTCTGCCCTCGAGTCGAAGGACCG
TTTTCCTCGATTATTGTTGCCATAACCTTTTCTTGTTTCTTGCGGAACCCCCGGCCATAA
TGCCCGGG
>CL3529Contig1
TCGGCACGAGGATAACCTTTTTTTTACTTGTCGGCTAAACTATTAGCTAATAAATGTTTT
AGTATCTTTATGGCATGGTGACTAGCATTTGTATTTCAGATTGAGGTTATTAGCTGTTGT
GTTTTTTCAGAAAAAAAAAAACTGGGGGAGGGGGGATGAGGAAAAAACATTTAAACGTGA
ACTTGATCTTTGTATATTTGACTGTACCATAAAGCAAAAANATTGTGTGTTTATGTATGT
CGTTGCTATCAAANACAGGCACTGTCTANAACTGCTATCTTTTCCACATCCTTATTTACA
TTGAAGGNGGTCAGTTCAAACTGTTTTTTTTATATAAATATATATTTAAAAGCATTTTTA
AATATATTAACTTTATTTTTCATCCATCTTGTGCAATATGCGGNGTAAAATTATCATTTA
TTGTCTCTAAATCATGCCATAAACAAAGGAACCACCCGTTTTTTTCTCATTTTTTTTTGA
CATAACAAANAAATGAGGGGGTTTTGTCTCANGCCANCTAAGTTGNGTCCATTCNCTGCC
TGTCANATTGTTGATANCAAACTTGNGTACANAACTTTTTTCAAANAAGGAAATAA
>CL3529Contig2
TTTCCTTCTTTGAAAAAGTTCTGTACACAAGTTTGCTATCAACAATCTGACAGGCAGTGA
ATGGACACAACTTAGCTGGCATGAGACAAAACCCCCTCATTTCTCTGTTATGTCAAAAAA
AAATGAGAAAAAAACGGGTGGTTCCTTTGTTTATGGCATGATTTAGAGACAATAAATGAT
AATTCTACACCGCATATTGCACAAGATGGATGAAAAATAAAGTTAATATATTTAAAAATG
CTTTTATATATATATTTATATAAAAAAAACAGTCTGAACTGACCACCTTCAATGTAAATA
AGGATGTGGAAAAGATAGCAGTTCTAGACAGTGCCTGTCTTTGATAGCAACGACATACAT
AAACACACAATCTTTTTGCTTTATGGTACAGTCAAATATACAAAGATCAAGTTCACGTTT
AAATGTTTTTTCCTCATCCCCCCTCCCCCAGTTTTTTTTTTTCNGAAAAANCCCANCAGC
TAANANCCNCANNCNGAAATACAAANGCTAGNCCCCANGCCATAAANATNCTAAAACNTT
TNTTANCTAANANTTTACCCNACAAGTAAAAAAANGGTTATNTNTNCAAATNCAANGANA
ANCGCANTACNNGTAAATGTTGCGNAACNCANGNCAAAAATTT
>CL3530Contig1
ATGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTNACAAAAACAACTAAACGATTTTATTTG
AGAGCTTTCAAAGCTCTTGTTCCTCCACACGTGTAAATCCAGTTGACATGTAAAAATACA
ACCATACAATACATTAGATTCAAAAAAGGTACCAAAAAGTACAGTAAAAAAATAACACTT
CCATCGCTGGAAATGTAAATGGACACAAAAACCAAAAACAAAAAGTGGGAAAAAAAAGTG
ACAATTGCTTCCCCAGTTTCCTCGCTTGATCTGTACAAATGGAGTCCAAATTTCTGCCAA
CTCCAAAGGAAAAGCCAGAGCCCATGTTCGCTGTGGTCAGACCATGGATCTCTTTATATT
TCCTTTAGACCTGCACTATGAGTGATCAGTATGGCTTGTAGCTACTCTGGTGGCCTCCAC
GTCTTGGAGTTTTCCCATAGCTTGTATTGCCCTGGTTGTAATCGTAGCCACCCCCATAGC
CGTAATACCCAGTGTAGTCATAGTTGCCATAGCCGCCATATCCATAGCCCTGCTGTCCAT
AACCATAGCCCTGGTTGTTATATCCTTGGTTCCAGTAGTTGTTGTAGCCTTGATTCCAGT



TTTGGCCCTGGCCTCGCACGCCCCCTTACACGTCCACGATATCCACGGGCGCCATACTGC
TGCTGCATGTAGACCTCTTTGGGTTGGGCGATTTTTATTTCACACTTGCTTCCACCGACA
GTGTGGTACTTCTTCTCCAAAACTTTCTTGACTGAAGGCTCTTCTTTGTATGTAATGAAT
ACAAATCCCCTCCTCTTCTCAGTCTTTGGATCCTGCGGTAGCTCAATAGTCTCGATCTCT
CCAAAGGCTCCAAAGTACTCCTCAATTTCCTCCTTTGACAAGTCCGGTTTAAGGCCCCCC
ACAAAGATCTTTTTGACTATCTCTTTCTTCATGGCCATCGCTCTCTTGGGGTCAATCTGC
CGACCATCTAACCTGTGTTCCTTTTGTTCAAGAACTTTGTCTACACTGGCAGCATCTTTA
AAGAGAATGAAGCCAAATCCTCTTGACCGGCCCGTCTGCTGATCCATCTTGATGGTACAA
TCTGTCACCTCGCCGAATTTGGAAAAATAATCCTTCAGGTCTTTCTTGCTGGTGTCCCAA
CTGAGGCCTCCAACAAACATTTTTCCCGCATCTTCTTCGCCTTTGCTCGCGTCGATCTGG
CCTCCTTCGTTGCCGCCGTTCTGCGAGCTCCCATCCTCGGCGTCCCCGCTTTGGTCGCAC
TGGTTCTCGGCGCCGCCGTCTTCCCCCTCGCCGACTAGGCCGGCTCCATTAAAATCATCG
TCGAGCTCGTGCCCGTTTTCCGACGTCTCCATGTACTGCTGCTCCGCTTCTTCAGACATT
TTTCGTACTATGACACAAGCCTAGCAGCCGGAGAGCTCTCTTCAAAATGGATTCTCCCAC
GCGACGAGAAACTCATGGTGGTTTTCCCCGGCCATA
>CL3531Contig1
TTTTTTTTTTCTGTTGGTAGGCAGAAGAGCTTCCTGATGTATAATGCAGAAAACTGAGAC
GGAGAAAAATGAGAGGATTCTTTCAGATACTGCTGTATTTTCAGGAAAAAAGGGTGTTTC
TATTGAAACTTAACTATTTTTGCCTGCAAGTTTTATTTGTTAAATATTTGTAGATAAAAT
ATAGAACCTTCTAGCCAAACAGAAACACTAAGGCTAGTATAGAAGAGAGGTCCACGGGAC
GAGGTGTTTTCACAGGAGACGGGACAGGAAAGCCACCAAAGGCCTCTGTTCACCAACATT
GCTATAAATAGTTACTTCTTCCTTTGATATTTTCATCTTCAGAGAAACCTTCTGGAGTTC
TGGATTCTCTATTATTTATGTCGTGTCCAACAATTTCCACATGTTAAAAAGGTGATTTAA
AAGGGAGTTTGGGAAATATCTGGCCTGTATTTAACAAGCATCTTGAGCTTGAAAGCTTGT
GGGGAAGCAAAACGCAGACGTGAGGTTCTTGTGAATTCTGCTTTTATCAGTGAAAGGTTA
TTTAAGATTTGCAGAGCTTACAAGTATGGACCTTCTGTGATCTGATTTGAAGGATGCAAA
TCCTTTTTTTTGTTTATTTATTTTTTGTTTAAACCAGCTTGTTTAAACCAGCTTTTGAGC
CACTTCTGCTGATTGATTTCCCCGCAAGATGTTCATAAAGACTAAACATGAATGTGCCTT
GGCAACAACAGTGATTTAGATTCTTGCAATTCCTGTATTCACCTTCCAAAAGCTCCTCGC
AGATGAATGGCGCTTGATTCTACAGGTGAAAACAGGACCAAACCGCTTTATTTACAACAT
TTTGGTCCTGTTTTC
>CL3532Contig1
CTTGGACGCCATCACAGGGCCGTACCTCACTGGCCAGTGGCCTCGAGACTCCCATGGACC
GTACCCTTCCTGCATGAAGGATAAAGCTACACAGACTCCAGGTCTCTGGAATGACGAAGG
AGCAGAGCTGGGAAGTCCTCACCAGCGGTCGGCCTCGTGGGGCAGCGCAGACCATCTCAA
GGAGCAGATTGCAAAGCTGAGGCTGCAGCTGCAGCGCAGCAAGCAGGTCACCCGGCAGAG
CAAAGACCGCGATCTACAGCTTCCCCAACTGTCGCTGCACGGAACCGCCGGCCAAACGCA
GCACAAGGGCACTACAGCAGCTTTCCCCGCCGCACCTTTGACAAAAACCCTCATCTGCAG
AGTGCCGAGCAACGTGGAGGGCATCAACCACGAGCTGGAGAACGTCTTCATCAGAGAAGA
CTGGGAGCAGGGCATGCAGGCCATGGAGGCGGTAGACGGACGCCGCCCTCCCTTCCCCAC
CCACCGCCACAGCATTGGCGGGAACACTCGGGACACGGACACTCAGGCTCCCTCCAGCGG
CGACTCCAGCCCGTCGCCCCGCCCCTGCAGCGCCGACCTCCTGCAGTCGCCTGGCGGAAG
CCCCTGCTCTGCAGAGGACACTGATAAAGAAGGCGTCTGCAGTTCTCCTCTCCCCAAGTT
TGCCACGTCCCCCAAACCCAACAACAGCTACATGTTCAAGCGGGAGCCCCCTGAGGGATG
CGAGAAGGTCAAGGTGTTTGACGAGTTGATGTCTGGAAAATCCAAAGGCTTCCCGCTCTT
CTCGTGTCCCGACAAAAATAAGGTGAACTTCATTCCGAGCGGCTCTGCCTTCTGCCCCGT
CAAGCTCCTCTGCTCCTCCCTCTTCTCCACCGGCTCCGGTCTCCATAGCAACAGCTCTCA
GGTGCTGGCAGGAGACGGGAGCGCCGACTCTAGGGGTGGCGGGAAATCTGGCATTGACGG
TCAGAGCCCCGAAGCAGAGGCGGGGAGGGACGGCTCAGCACAAGTGCTGCTCACCAGCTA
GTTCTCAGGTATCCACGACCACCACCTGTCAGGTGACT
>CL3533Contig1
ATATCGTCAACACTGGAACCCCTCTCACTTGCTGCAAGAGAGGTGGCGTTTTTTTCTTCT
TTCCTTAATTCTTCAATTCTTTTTTTTCCCTCTAAATATCAGTCCAAGACTACCTAGTAG
TCATCCAAATCAAAGAACTCATCGTCCTCTCCTTGGTATTCCATGCCCTGGAAGTCCACC
CTGTACCGCAAGATACCCCCAATGCCTCCAAAGCCCTTGACAAATTGGGACCCTTCCTGG
CTCTTGTCGGTCACTATATCAAGCGTGGCTCCAAATTTCTTGTAGTTGTTTGCAAACCAC
TCCAGCAGGGGCATGCTCTCGATCAGCTCGTGTTCCTGTCCCGTTTCCTTATCTGTGAAG
TGAGATTTGTCCTTCTCTTGCTCTGGCGTCAAATACAGAGTTTTTTCATCATTTTCGGCC
CCGTTGCTCTCTGCTCCATGCACACGAAGAACATAACGCATGGTATCTAAATTCTCATAA
ACAATGAGGATCTCCACGGCTCCCATTTCAAGTGCTTTGAGTGTGTCCTCCACTCCGCAG
CAGTACTTCCCCGTATCCTGACTGATCTCATCAAAGTACCGCCCTATGAGCTTCTTTTCT
TGGATGAATTTGACATTTGATAGAACCTCTGCTGAGAGCTCAATGGCCTGGTTGAAACCG
TTCTCTCCTCCATAGGAGATGTCAACAAGCTTCAGAACTTTGGCCTGTAATCTTGGGTCA
AACATGTCCGACTGGCTAAGTTCGGTTTTGAAGTCAGCAGATCCAGCAAGGACCATTCCT



GCCACGTTTACTTTGTCATTGGACACAAAGAGCTGGACAGCGGTCTCAGCCACTTTCCTC
ACGTAGTTATGTCTTTTCTCCATTCGTAGACGAGCAAAACGCAGCGCGGACTGTCCTCCT
CTGCCGTGCTTTTTGGGTAGGTCCACAGTGAACTTGTGCAGCACCTCCCGGGTGTTGCCT
TGCAGTGTGCCAAACAATGCTCCACTACCATCAATCACAATAAAGCCAAACTTGCTGTCA
TCCGAAAGAAGGGCCGTCAACGCCTCGGTGTGGAACTTGTTGTCACAGAGGTAAAGAGAG
GTGTTGATTGGCTTAAAAGGTTCAAAGTCTATATTGACTTTTTTCTCCTTGCCTTCTTCT
GTCACAATTGTGCCACAGTACACAACTAAACCGTTGGGTGGCACTTTGTTGTAGAGTTTT
AGTCTTTGCTGTACAGAAGTGATGGCCCCAAGCACAGAAAGCCGGTTAACTCGACTCTTG
ATGTTGGACGCTGTGCCAAACTCATCAGCTAACATCTTGGCCACTCTGGAAATCTGGTCC
TTAGGTGGGATGATCAGTGAGATCATACTGGTGCCATTACCGCGGGCAGCTTCTAAACTT
TTGATCAGTTTATTGATTTTCCATATCTCCACGTTCCTGTCCGCCGCGCTGGGGTCGTCC
GCCATCTTTCTGCTGTAATCGCTTCAGCACCTCTTCAAACCCCTGGCGCCGTGTCCGCTG
CTACACCTGACCAGAGCTGGGCAGCTGGACAAGCTGTAAGGGAAGAGCTGTAGTCTGCCT
ATTTGCACAGAACGTGGATAGCACCAGGCCTGCTGTCTACTAGGCCCCAGCGCACACCCC
GTTCTTATCTAATACGACCTACTTTCTTAACATTACATTAAAATCCAACATAGATTTCCT
GACGCGATTTTTGTCGGGAAAATCGGAACCGTTACTTTACCTGCCACGGACAACACCGCT
CCCCC
>CL3534Contig1
CGGCACGAGGTATGAGCTGAACGAGATCCATCTCTTGGGACAATTGCACACCAGAACTCA
TCTTGTTCCAATAAAGGAAAGCATTCTCCGTGGAACCTTTGGGAAGATTCTAGAAAGCTC
GGACAGAGTTGTTAAATTCCGTCCCTTGTGATCGCGATGGACCAATGAGAATTCAGGGGA
GGGAGGAGTCCCACTCAGAGGGCTTTTCTTATTGGACAATAAAGATGGACTCTATGACAT
GCCTTTTCCATTTTCTAATTAATGCACCACTGATTTGTTCATGATAAAACAATATATCGA
TTTTGTTTTGCTGCTTTTCTTGTGTACATTTTCTAATTGAGAGTTCTAGATTGTGATGGT
TTGTATCAAGTGACAATTCCTCTTTTTCTATGAATTTATATATATTATTTAGCTAACTGA
AATATTTGTGAGAGCAAAGGAGCATGAATAGGATATAGTGTATATTAGTTTGTATAGTAT
CACTTGGCAAGCCATGGAGAAATTAGCTATTTACATGAACTAATAACCTATTATTAATGT
TATTCTATGATAAAAATTGTTGTCATAAGAAATTCAAAATGCTATTTTTTATTCTATTAC
AGATTTAGAGTTTTTAGTCTACATGACAAGGTCTTTGTTAAATACTGAATGTATTTAGAA
TGTTATGTATTTCAGTTTATATTGTACACAGTGTTTAAATTGTTAATATTGTCAATTTGA
TTACTGTAATAATAATTTGTTTTGTTATTCAGACTTATTATCATTGCATTTTTTATATTA
AATATGGAAAAACAGAAAGCACTTCCGGATATATTTCTTTTTTTAAGTGTCACGCAACTA
CACTTCCCCTGTCTCACCTGTTGGTTTTTTTTGACCTGTCTTACTGTCAATCTGTACATA
TTTGTTTTTACAAAATAAATAAATGATCATTTAATTTACGTATAAATGTTTTGGAAGACT
>CL3535Contig1
GCGTTAGAGACCCGTTNGACGCGCCGGCTTCGTCCACGTTCCGGTGCTGTTAGGACCGAT
CCGAACCTCCGAACAGTCCCAGACGACCTGGAGGGACCGCGCAACCCGAAGGCTCGCTAG
CTTGCCCCCCCCCCCTGATCAAAAGGNGAAGATGATTAAGCTGTTTTNTTTAAAGCAGCA
GAAGAAAGACGAGGAATCTGNTGGAGGAAACAGAGCCGGAGCCGGGGGGAAGAAAGCCAG
CGCGGCCCAGCTCCGAATACAGAAAGACATCAACGAGCTGAACCTGCCAAAGACGTGCGA
GATCAGCTTCCCCGACGATGACGACNTACTCAACTTCAGGCTCATCATCTCGCCGGATGA
GGGTTTCTACAAAGGAGGGAAGTTCGTCTTCAGCTTTAAGGTAGGACAGGGTTACCCCCA
CGACCCCCCCAAAGTGAAGTGTGAGACGATGGTGTACCACCCCAACATTGACCTGGAAGG
AAACGTCTGTCTAAACATCCTCAGAGAGGACTGGAAGCCGGTTCTGACGATAAACTCCAT
CATCTACGGTCTGCAGTATCTCTTTCTAGAGCCAAACCCGGAGGACCCCCTGAACAAGGA
GGCGGCGGAGGTCCTGCAGACGAACCGGCGGCTCTTTGAGCAGAATGTCCATCGCTCCCT
GAGGGGGGGCTATGTGGGCGCCACCTACTTTGAGAGATGTCTGAAATAGCTGGGCGTCCC
ACCATCTCACCCTCCCCCCACCCGTTTGCTCTTCAGCCCTGCTGGGGGGCCGCAGCAGGA
AACAGGAAGTCACACGCAGAAGAAAGAAGCTCCGCCCCCTCCTCTCACATTCTTTTATGC
CCAGCTGTTCACATCGACTGCAATANATTTANGTTAAATAAAATAGAA
>CL3536Contig1
TGCAGGNAATTCGGCACGAGGGCTCTCTGCTCACTTCTNCGTGTGCCGCGCGGGTCTGAT
GATCGAAGCGTGAGCTCTCCCCCAGTTCTCCCAGTTCACCTCCCCCGCGCCGACAGCACC
TCCCACCCGCGTCCCAGCAGACATGGACTTCTCCATTCGAGCAGCAAACGTGGAGGACTG
CAAGGACATCGCGCGGATGATCGTGGAATTAGCAGATTATGAGAAGGTGACTGATCATGT
GAAGATCACCCAGAGAGATTTGGAACAAGATGGTTTCTCCAAGAACCCCTTTTTTCACGG
GATCATTGCTGAGGTGCCGGAACAACTCAGAACCAAAGACGGTCACACAAAGGTCGGCTA
CGCGCTGTACTTCTATTCCTACAGCTCGTGGGCTGGCAGAGCCATTTACATGGAGGACTT
GTACGTGATGCCAGAGTTTCGAGGGAAGGGCATCGGGAAAGCGCTCATGAGCAAAGTAGC
CCAGCTGGGCCTCGCTGCCGGTTGCAACCAGCTCAACTTCACCGTCCTGGATTGGAACAA
ATCGTCTCGGGACTTCTACATGAGCCAAGGCTGCTGTGACGTCACCACTAGCATGGGCTA
TCACTGCATGCGCTGCGAGGGTGAGGCGCTGCAGCACCTGGCGCAGCCCTAATCCAACAT
GCCGCCTTTTTACACACAGGAGCTGGGGAAGAGGGGGGGTCTCCATAAGTTACTAACTGT
AAAGCGAAATAGCCATCCTGAAACCTGTGACAGATTTTGTTCTATTTGACTAGACTGAAT



TCCTCTGTACTGGCACTTTTGTTCACCCCCAATCCTTTAACCTTGTTGACCTCACTGGGT
GTTGAACTTTTGTCTTCCCTTGTGGACAAACGAGTGATCTGCACAAACACAAACGTCACC
AATTAAAGACAGCAAGCACCNNANAAAAAAAAAAAAAAAAAAAAAGTGNAAAAAAAAAAA
AAAAAAAAAAAAAAAAACAT
>CL3537Contig1
GGTCCTTCTGCAGGAAAAACAACTTTGACAGAAACTTCCATCAATTTCTGTAAAAACTTT
GATGACAAATGTCATCAGGAGAGGCTGCATCTGTTCTTACACCACAGCAGAAGCTGCTGG
AGCCGCTGGCATGGCGGCGCCGGTCCAGAAGGACGTTTCTGTTGATGCTGAGCTTCATGA
GTCAGATGCAGCTCCTGACCTTCACGTCTGCTCTCACATCACAGCTGATGCTTCGCTCAG
CCCCCTCTGACCCTTCCGCTCCCCGTCTGTGTGCAAGGAGGGCCGACAAACCGGGGCCCC
CGTGTCCAGCGAGGGCCAGAACCGGGCCTGTGGGCAGATGCAGTCGGACCTCCTTCAAAC
GCTGAGGAACCACGCCGGTTCCACGGTTCCCCGTCACAGAACGGGACTGGAGTGAACCAG
GAGTCCGGTGGGAAATGTGACCCAAAGGCGGAGCCACCACCCTGTTCCTGAGACGCCGTG
TGTCTGTGTTCATCAGAAACGGAGACAAACCCTTCCAGATGTTCAGCAGAAGAGAGGGCA
GCTTTTCCAGCTGGGAGGGCAGTTAGGGGCAACATGAGATCCTGACTTGAAATCTGAGGT
TGCTGCTTGGTAACGGGAAACTGCATCTCCTGAGTATCCATGTTCCTGCAGACACCTCTG
CAGACAGGTTCCTGCAGGCACGTCTGCAGATGGGTTCATGCAGTGCAGACACGTCTGCAG
ACGGGTTCCTGCAGACAGAACCATCTGCTTTTCAGGATCATTCGATTTTTCTGCCTCATC
TAAAATGATCAAAAGGAGAAAGGATTCAGTAAAAAGGCTCCCTTGCTCCTCTCTGGTGTG
ATCAATGATTGTATGTAATCAATCACCCACACCTGTGATACACTGAGGCTGAAGCAGGAA
AGAACGATGGAACACGGTTTTAGAAATTCTCTTCAGGAGTGAAATCAGAGAAGATCCGAA
ACGTTTCAGACGCAGAAAGATGCTGCTGAGAGACGGAACCTTGTGTTTTTATTTCTCTGA
CCATCTGCTGATGGACATCTCCCACCAGAACCCTCTACAACAGATCAGCCAATCCTGAAG
AAGATTCCTCTGACGGTCTCCTTCATCTCCACCTGAAGCTCGGAGTTTCTTTCTGATGGG
GTCTAAACTGCATCAGCTCCTCCAGCAGAAATGAAACGGACCTGACAGTGTCTGAAGTGC
AGTCAGTCTTTCCTGAAACCACAGATTTGCCAGAACGTTGTTGTGTTTTTCTAGCACTTG
TATTTCTATGTATGAATTAAAGCAGCTCTGCTCTGTCTGTGTTTTAGTTTGGTGGATGTG
AACTGATGTTAAAGTTCAAAATGGTTTTAGTTTGAGTCTGTCTGTGTTTTCTACAGGTTT
TAC
>CL3538Contig1
TTTTTTTTTTCAAAGTTCAGCAAAGTTTTTTATTCAAAAAGCACATAATCAAGAATCAAA
GATGCGTATACTTACACGTGTTAAATACATAAAATGTGCTTTAGTAACTGCTGCACCCAC
GTCAACACCCTCCCTCCTTTCAACTCTGAGTCCAGTTTCTCCATAAAAGCTTCAGAACCT
CGACACCGTCCAGGCGGCAGGACGGCTCCTCAATCGGTTCCAACCGTCGCCGTCATTCAG
GAAAAGAAACACCACAACCTTCAACCGCCACGTTCTCTGCACCGTCTCTCTGAACCACTT
CAAATGTTGGCAGCAGACAGATGTTCTGACGGGTTCTGGTCACTCTGGAGTGAACAGGTC
CATGGAGGTCAGAAGCACCTGCTGGAAGCTGTGGGGGGGTGGGGGTCTAGTTAGCCATGT
GGGGGGGTCTCTCAGGGAGGAGTGAAGTGAAGAAGGTGCTGATGAAGGACCACGCTGTGG
TCAGTAAGCTGGGTTCTGGCTGACCCGCGACGAGGGCCCGGTCCTCCGGACCTCCCCCGC
CCTCCTCAGCACTTTCCTCATCCTCCATCCCCTCATCCATCAGGCGCTCCATTTCCTGGA
TGTCCTGCCGTCGCTCTGCCTCCCCTTGTGGAGCACCGACCCGATCCACTCCCTCTGAAG
TTCTGCTGCTCCGGTCTGAAGATCGCCCACCCCGCCTGGTACAGGTAGACTAGCAACATG
GCACCAGCCACCATGACGAAGCGGCTGAAGGAGGAGTAGAAGTAGACGATGCTGAGCAGC
ACGCCGGCGCGGGACACCGTGTACAGCCAGTCCAGCCAGTCGCGGTTCAGCTCGTCATCG
TTCAGCACGGGCCCGCCCTGTGCGTTCATCTGGATGGGGTTGGCCGGCTGGTCCTCTGGC
AGGGGGTTTTGGGCGGGGCCGAGCGGCTGTACGGCTTCATTGGGCTGAGCAGGGGCCATG
GGCGAGGGGGATGGGGCAGGGACTGGCGGGGCGGCGGGCTGGGCGGAGGCCACAGCTGCG
TGGTACTGTAGGTAGTAGTGACGCGCGTACATCTGCTGCCACCACAGCATCTGCAGGGGC
ATGTACACGGGGTGAAAGGGCACGTTGGGGGGCAGGCCGCCTTGTAGAGGGACCTGCGCT
GCAGCCGGCCACTGAGCATTGGGGGGGAGGCGGTACCTCGT
>CL3539Contig1
TAACTTTTATTTAATNCATTTTACTTTTTATCTATGTACACTCTTGCCGGAAATGTATTA
AGCAAATCTTCAAGAAACTTGACATGAAATTCCATTTTTGAACCATCTAATCATTGAGAT
CAAAATAAAACCGTACCTATATACATTGTTGTACAATAACACTTGAAACTAACCTGAAAT
AAAGCAAAACAAAAATCAGCAACCTCACTACTGAGTGTTAGGAACCTACAAGAAAATCAA
TTCAGTCAGCATTCCTGACTCAATTCCATTCCTGTCAACATCATGACAGGTACAGAGCAA
ACTTTGTTAGATGCAGCTTGGGCATCATGCCCTCTTCTGTAGTAGAGCCTCAAAGTCCGG
AGAGCAAACCATTTTGTGCTTGATATTTCCAAGTACAGTCAGAGTTCCGCTTTTCCCCTC
TGGATTAATGGATACCAGCTCCTGTAAGAAAGAGCACGACGCTCCTAATGACACATCAAG
TGTCACCTGTCCTAGTATCAGCTGCACTCGTCCAGACTTCCGCACCAGCATCTTTCCCAC
CAAACCCTCTCGCAGATCCTTCAAATTACAACTGTTGTCCTCAGCTTCCTCTTCCTGGGA
CTCTGTTTTCAGAAGCACGGACTGTCCATCCTCGGACTGCACCTCTGTCCTCACAGGTCT
GTGCTCCTTGGTGGGAGGCTGACCAGGAAGAGAGTCAGGCAGCTGAATGAAAAACAGCTC
CTCTCCTTTGTTTAGACTCCACTTATGAAGCAGATCAGGAAGAACTTCAGGCTCAGGAAG



GGGAGGAGGTCTAAATGTTGCCTCACTCTTCTGTATCTCCACTTCCTCTGGCTCTTGTTT
CACAACGACTCCAGACTCCATGGGATCATCCCCCTCTTCTGACTTCTCAAGTTTGACAGT
AGATTTACTAAACTCCTCCCTAAATCCCCATCCTGACACAGAAAGGGGGAGCTGGACAGG
GCAACTCCTCTGCTCACTCTTTAGGAAGGGGTCATCCC
>CL3540Contig1
TTTCTTTTTATCATCTCATTGACAGTCTGAGCATGTTTTTTTCTTATTGCCTACAGTCTG
ATAGTTCCCTGTAGTATGCTGGTAACTTTTCCACTAATGTTGACTCTGCCATCATCTCTC
ACTTCAAGCTCCAGCTTCCCACCTCGGCTGGAGCACTGGTACGCAGTCATGATCTTTTTT
CCCAGTACTTTGGACCAGTAAGCAGCCAGAACAGTGTGGGCTGATCCGGTTACAGGATCC
TCTGGGATACCAGACCATGGAGCAAAAACTCTGGAGTAGAAGTCATAGCCAGGTTGACTT
TCTGGTGATCCTTTCATGGTGATGAGTAGTGATTTGACTCTTCCGCTGTTGTCAGCGTTC
AGAAGAGCAACAGGGTCCACTTTGAGATTGGTTAGCACTGACCTGTCACAGCTGTCAGCC
AGCCGAATCATCAGCTTTTTGGTTACAGAGCTCAACACTACATCCTGAACTGGATTGTTT
CCAACAGCTGCCTGAACAAGATCTGTGAACTCATTAGGCTCCTGTTTGGTAGGTGGATTG
AGAGGAAAGTCCATGAGGTATCCATCCTTCTGCTGGGTGACGGCCAGAAGTCCACTCCTG
GTCTCAAACATCAGAGTCGAATTTATGTTCTTCTCAAAGAGGAACAGCGCCGCTGCAGAA
GCCAGAGTTGCGTGACCACAAAGATTCACTTCAGTTGTTGGAGTGAACCATCTGAGGTGG
AACTTTGATCCAGTAGCAAACGTGTCAGAGGGGTTGGTCCTTGTGATGAAAGCTGTTTCT
GAGAGGTTCATCTCTGCTGCTATCTTCTGATACAAACCGTCATCCAGCTCTTGCATTAGT
GGACAGACAGCCGCGGGATTCCCTTTGAAGGCTACATTTGTGAAGGCATCCAGAACGAAC
ACTGGGATCTCCATGATTTCTGGTCTAGAACAAGCAGAGGCGATCTGCAGTTGACAGCAG
GGTCCAGTGAAAGACCAG
>CL3541Contig1
GATGGCCCCNGCTACNACCGCGAGCTGGAGAGAGAACGGGACCGCCNGAGGAAGGAGAGG
GAGGGCAAGGACCGGGACAGAGGAGAGCGGGAACGGCGACGATCTCGTAGCGCAGAAAGA
AACCAAGACAGGCGAGAGCGTAAAAGAAGTCACAGCAGCAGTAGGGACAGGCGGAGCGAA
CGCAGAGATAAAGAAAGGGATGGAGGAGACGACAGGAGCAGGAAAAAGGAGCGAGATCAC
CATAAGGACCGGGGCGCTGACAGGGAGAGGTCCAGGGATAGAAGGAGCAGGGGAGAGGCG
GATGAACGAAGGCATAAAGACGATAGGGACCGACACAGGGAGGAGAAGAAGAGTAAACGA
CCAAGCCGCAGTCGAAGCAGAGACAGGAAACACAAAGAGGACAAAAGCAGGAAACGGGAG
CGCAGCCACAGCAAAGAGAAGGACAGAGAGCGAGACGGGGAGGCGCGTTCACACAAACGT
AGTCGTAGCAAAGAGAGGAGCCATCATCAGCGAGAGTCGAACAACGACCACGCGAAACAC
GGCGATCGCAGAAGGAGCCAGAGCGCAGAGTAAATGTGGCCTCACGGCAACACGACTTCC
GTGTTTCCCCCTTAGTTCTATGCCGCTGTCCGGTCAGTCATGTGCTAAAGAGCAGAGGCA
TTCGAGCGTCGGAAACCAGAGATCGCTGTCTTCTGCAAGTGTAACATTTGTTTTTTTCTG
CTGTTTGCTCCTCCAGAGCAGTGTTGGTCCTCACTCGAAATCTGTAAAGCGACTAAAAAG
GTTTTTAATTTTCTATGGTTGTTTTTGAGCAGAGAAGACCTGAGCTTGTAAATAACATTT
TGAGGTGGTCTGCACACATTTAGCAGAGTTAAACTCAACGTTTTGACCCTACAACGTAAG
CATATACATTTTGCATAACTTGTATAGAAAAACCTGTTGTTTTTTTTTGGCTCCATAAAA
GCAATACCAAGATTTTTAAAGATTTAAAATATTTCAGAGCGCAGTACACAAATTATGATT
TCAAGATTGGGCCCAAAATGGTGTGCAGACAGTCAGAATGTTTTGGTCTTCTGATGGGAA
GTCTGGAAAGTCGTTTTTACCACACAGTCATCCCTGCTTGTGTTGTGAATGAGTTGCTCT
GTGCA
>CL3542Contig1
TTTTTTTTTTGCAGCTTCGCTGTGGTTTTATTCTTTCTACAGATGTGAAAAAGAAAATGA
CAGGTTCAGATCCGTTTGATAAAAATCCATTTTGAAACGACATTATAAAATCAGCATCAA
GTGATTCTCAACAACAGTGACACACGTGCACGTGAAGAGGCCATCGAACACACTCCTTCC
AGCACCTGCTTTGGTTGGCCACGGCGCCGCCACGCCCCCTGATGGCTGCAGGTCAGGGAA
GTCAGACTGAAGGTGGGGGTCTGGCACGTGCTTCAGCTCTGATCCGGGCAGACAGATGGC
GAGGTAGAGTGTGTGTGGGAGGAGCCTTCCCGGCGTGTTTGGACAAACAGAAGCTTTCTG
CTGTGGCCAGAAAGGTGAACTGAGAGCTGCTACGGGTCAGGAGCTTCACCGAAGCCACGG
CGCCGCTTCTGTGTGGAGCTCCACGGCCAAAAAGACGAGTGAGAACTTACATCCAGCTGA
GGAGAGTCCTGCTGCAGCCGTCTGCCTTTCCCTGCACTTCCAGAGTTTTTTTTTTTTTGN
GNAAAG
>CL3543Contig1
TTTTTTTNTTCCATGAAATGATTTATTCGCTTTGAAAAGTTCAGCAGAAGCTACAAACAC
GGTCTACCATCTGCTGCCTTTAGAAAGTGCTCGATCCCTCAGGAGCAGCCCAGCCCGGTC
CCTCACAGGTCACACCTTCACCACGGCCCTCAAACGGTGCCAGCTCACGGAACACAGGAG
GGGGTGCACTGCAGTCCCAGGATGACACAGAGGAGCGGTCATGTGACCTGCGAGGGCGGC
CGGGAGCACGGAGCAGGTCAGGTACGCAGGAACTCTACAGGAACGGCGACGGTTCTTCTA
AACTCTGGAAACATCTCTGTAGGTTCAGACAGACTCTGTTCCACATGACGACCGGACCAG
AACCCGTCATATGGGTCAGACGGTGGTCATTACGGTTCAGGTCTTCACTCCGCAGCAGGA
CTCCTGGATTTTGAGGAGGAAGGAGGAGGAAATGCTGTGGAGTGGAGAAGAGGAGGAGGA
GGAGGAGGAGCAGCGGTCTAACTGGAGCCATTGCTTATGCCGTTAGTTTTGCTGTTCTTG



GAGGTTTTGGTGGCGCCGCCTGCAGGCGTCTTCTGCTCGTCAGCGGTCAGCAGAGCTTTG
ATCTCTGACGGGATCTTCCCCTGATCCATGGCCGAGCACCACTGCTTGTACATCTCCAGC
TCCTCCCGCAGCGCACAGATGGCCCTCTCCTTGCTGGACACCAGCTCCTCCAGGTACTGG
TACCGCAGCTTCTTCCGGGCTCGGCACTCTCGGGCGCTCTGTCTGCTCCGCTCCAGTTTG
GCCTTCAGGTCGATCTTGGCGGGTTTGCGGCCGCGTTTTCCCGGCTTCTTCACTTTACCA
GCGACCATCTTGTTCTCGTCCATGTCGCTCACGCGCCGCCAGCTAGCTCCCGTTAGCTTC
GCTCAATTAAAAATCCCGAAAATATGAAAAGAAAGATGCTCAGAAATTGAGTTTTTGAAC
CCGCCCACCGAACCACCTTGTAAACAACGTGAAACCGAACCGAGGAGCTGGTTTTG
>CL3544Contig1
TTTTTTTGTTATTAGAATTGTGATCAGTTTAGATGTGACGCTTTTCTAAAATTTTAATCG
GATCGTATTTTTTATGCATTTTGGTTAATTTGTGAAGAACTGTAGCATAAAGTTTCAGCA
AATCATCAACATGCATCTGCATGTACCACAGATGTGTAACTTTTATCGCTTAGCGCACAT
ACCATGGTAAAATTAAGCAATTGAGGCACTAACTAATGAATTGCACATAAACATCACAAT
AATCACGCACGGTTCATGTTCTACGTTGATTTACGCGTTCTTTGCGTGGTTTATGCGTAC
TTTGAATTCATACACATACGTTTTCCACATACCTTCACGCAAGACCAATTTTCATTCCTG
CAACATGCCCAAAATGTACTTATTGGCTTTAGGAGTAGTTGGACTTGTTGCAGCAGATTA
TTATGTTTTTCAACACTTATTTCAATGTAGAAATCCTGCAGAGAAGACGTCCAGCCTGCG
GGAAAAACAGAGAAAAAACAGCAGATCTCTTAGACGCAGCAAAGGAAGACATCTGCTGCA
GCTTTATCGTATGAGTCTCATCCACAGTAACCACACTAAAAGTAGAGTTCACTGATTCAG
TAGTCTTAGTTGATGGAAACATTCTACAGCTGCATAAGAAATGTAATTACACTCATCAGT
GTAAGCTACATTTCCCACGATTCTGTCATAGAAGCAGCATAAAACGACAAGAATCCCGGA
TCACTTCACTCGATCAACTCAGTGGGTCCAAAAACACAGCACAGCTCATATTCTGCAAAG
GCGAATGACTGAAACACCTAAAAAAAGAGGCAGTGGGCGTGGTTGTCCAGGATTTTTAGG
TGTTGTGAATAGTAAACACGCCGAGTTTTAGACAGCAAACCAATTCCACTACATTTTCTA
CAATTGCTACTCTTGTTTTCAACATTTATTTTACATTGTCACCCTCCTTTATACTGTTTA
CATGTTGGAAATAGGTCTGAATTCACGTGAGTATTGGAGTTAGACGGCTTGTTCTTATTG
ATGTAAACAAACTAAATGAAGAAACAGATTCAAGAGGACTTAAAAAGTTAGAAACATTTT
CTGAAACTACTACATCTGTAGTTCCTCCTGTGAACCAAAGAAAAGCTTATCTTTCAGTGC
AAAATGGAGGCACAGTGGTTAAAGTCGAGTCCTACGGAGGAGAAGGTAGACGTTTTTCCC
TGAAGACTTAAAGACCGATCATTTGTTTTTGTCGTCGTGGCCACTCTCCGCTCGGAGGGC
CTGGCTGCTGGCAGATATGAAGTTGACCCAGTGCTTCAGGTCCTCTGGAAACTCTGGACA
CTCCACCTTCCGTTTGCACAGATGCTGCATGATCTTGTCCGGGCTACTGCGGATCACGCT
CTGCTTGCAGTACATGACGGCGCACACGAACCCGTCTTTGGACGACACAAACTGTTGCTC
CAGGAAAAAGGCTTTGTCGTCCCAGGTCACAATACGACTACGCAGCTCGTAGCCCTCCGC
TATGCACAGAGCTCTGCGGTACCGGATGGTGGTGGCGCCCACCACCATCGAAAGCTTTGA
GAGCTCGGAGGGCCTTGAACACGCCGTTACGAACGTAGAGAGCGATCCGGGCAAAGTCGC
ATTCCCGCAGGTAGCGGGCGTTGTTCATGTGGCACATGTCGATGTCGTGGGGAGTGACCC
TGCCCTTCAGGACTTGCTCGGCTGTGACGTCCCACACTGGGGGCTGGAACCAGGCCCACA
CGGCCACCGCCGCCACCCGCAGGAAGTACCACACATCCAGGGAGCAGAAGAGAACCAGCA
AGCCAGCAAGCACCCCCAGGAGCCACCACATCTCTCTGTCCTCCGCAGACTTCAGTTCGG
CCAAGATTTGC
>CL3545Contig1
GCAAAGGTTCTGAAGTTGAGCGTGCATTTTGTTGAGTGTTTTCTGCCTCCTTCAGGCTCA
TGAGGCGGTCATCCGTGCTCAGTATCCGGCCCCAGAGGAGACTCTGCAGTTCCTGGCTGC
CCTCAGGCTCCAGTACCTCCTGGGAGACCACAACCCCCAGGTCAGCTTCCCTGAGATGTC
GCAGGTGTTCCCCATGGCGCGCCTACGGGCCCGGGTTCAGAACTCAGCCAAATCCTTCGC
CTCGGGAACCGGTTCGGTGGCTGAGCGGTCGGGGACGTCCGAGAGAAAGCGCTCCAGCTT
CCTGGAGGGAACTCTGAGGCGGAGCTTCAGGAGCGGCTCCATGAGTCGGCAGAAGCTGGA
GGAGGAGAACAGCTTGGAGGCGTGGATGAGAGAAGAGACGGCGGCGGTGAAGACCAGCGT
GGTGGACAAGTGGAAGAAACTGCAGGGCATGAACCAGGAGCAGGCCATGGTCAAGTACAT
GGGTCTGGTGAAGGAGTGGCAGGGATACGGATCCACACTGTTCAACGTTGAGTGTGGGGA
CGGCTCGTTCCCCTCTGAGCTGTGGCTGGGTGTGAGTCGAGAGGCCATTTCAGTGTACAA
GCGGGGCGAGCCGTGGCCTCTGGAGGTGTTCCCGTACGAGCAGATCCTCTCCTTTGGAGC
GCCGCTGCCCAACGTCTACAAGATCACAGTGGAGGGTCGAGAGCTGCTCTTTGAAACCCA
AATGGTCATGGACATCGCCAAGCTCATGAAGGCCTACATCAGCATGATTGTGAAGAAGCG
CTACAGTAACTGTCAGTCTGTCAGCAGTCACGAGAGCCACTGCAGCGCCTGGTGAAGTCA
GCCTTTGAATCGGTGCCGAAGCAGCTTCATCAGGAAACCATGAACTCCAGCTTTTGTTTT
GAAAAACTGATCAACGCCTCCCGCAAAGAATGTACCTAGGATGAAGGATCAAAGATCCTG
CCTAAAACTCTCAAAATATATATTTACAGTAAGCTCTCAAGGCAAATTCGACTTTTAAAA
AGTGTCTTATTTTTGGAGGAAAGCCACA
>CL3546Contig1
ACTTCTAAATTGCTGTTGCAGCGTCTTGTGCGACGGATACCGACTCAAATGCTTAAAGCA
ACACTGGACAAGTGGGGTCGTCTGACGGTTGAACAGCGGCAAGCTATGGATTTTACTCAG
TCAAAATGGGCGTTAACACAGAAACTGCTGTCTGTCTGCGAGGAAAATAAATTGACTTTG



ACACATTTAGCAGAACTGGAGATGATCCATGCCATGGAGAATCCAAATCAGGGGATGTGG
TACACCTTTCAGCTCTTGGAACCAGAGAATGATGCTCAGTCCGTAGAGCTGACACAGTTC
AAGCAGCAATTCAAATGCCACCTCAGTGAGCTTCTAAGACAAATGTCTGTGAAAATAAAG
AAGCACACAGATGAAGCTGTATGGATTCGAATTGCATTGGGGAGCAGCTTTTCTAAACCC
AATCACCTGAAACCAACATATGTCGTTCACTACCTTCAAACGCCATATGTCTTTGTAAGG
AATCTGACCTCAAAGCTGAAGCCTCTCTTATCTCAGGCTTTGACTCTGGCTACGAGACAT
CAAGGAGTTAAGGAGGCTAACCTCAGTGGAAGGAATCTTACTTCCATCAGAGACTTACTC
ATGAGGCAGTACCAACAAGTGTTTCCCACAAAGTATCGCAGTCCTCCCGAGGAAGAGGAT
CAACCTGTATTAAACCAGCACATTGAAAAAGAACAAGGCGGCGTCGCTGCACACAGGCGA
CACATGGCTCACCAGGCTTTTGGAGATGGGATGTTACCTCAACTACAGTCTGCAGTTTAT
ATGTTGGACACTAAATTCAGAGACCCAAACAACAGGACCATGACGGAGCGGGAAGAAACA
TTCAAATGTGTTGTGAAATTTTCAAGTATCGACCTTCTCGAGTCGCTCCGGTCCTGTGCA
TCTTCAGGCATTGCCTCGGCCCCTGTTACACCCCTGCTGTCATCGATCCCATTAAAAGGA
AGAAATTACTTTGTTGTCACTGACAATACTCCTGGCCCATCTTCACAAGGTCATCAAACA
CAAAACTGATGGATTAAAGATCAGAAAAAGAAACTAATCTGCTTTTAATTTCATTGAATA
AGTACTAGAAATAAAATGGGTCAAAAATCCCAAAACAGTAAAAACAAACACATCAGTCAA
TAACAATCAAACAATTTGACATATTAGCACTTGATACAAAAATGTGCTAATATATATAAT
ATAATAATGTGACCAAAAAAGGGAACAAAAAACTTGCAATTTCTACCCTTTCCAAATTTG
CCTCAAGTGAACATGCAGGCAAAATAAACACAAACTAGTAACCGTTTTAGTTGGAAATGT
AATTGAAAATTTAAGACATTTAAGACAACTAAAAGAATGATCTCTTTTAGTTATGTGATG
ATGTTCTTATGAATTAAAAACCAATTTAGATGGTCAAAACTGACAATGGTTACTACAACT
GGGAAAATGAACACATTAACAAACCACGACTGTTTAGCTATTTTTTTTTGCCTTTGTAAA
CTAGTTTCAACTTTTTTCCTCTGTAATTATTTGCATTTGTGAGTTGCTCTTCATAATAAA
GT
>CL3547Contig1
CAGATTTTTTCAAACACCTTTTTATGCAATTAATTTACAAATATGTCTGACATTTCAAAT
ATAGTCTTTACTATATTTAAATTTTATAAAATTCTAAAATTTTTCTGAATACATATACAC
AATATGCAGTAATACAGTTTAACGCACATAGAATACTGTCATGAGTCCATGTCTGCGCAT
GTGAAAGGACGAGGGCGTGGCAGAGCTAGGCCAGCTAGCATTTTTTGGACCACACCGTGT
CACACACAGACACACACACACACCCACACTCACACACACACACAAAACTTGTTCATCACA
AGTATCTCTAGCTTTACATCTGGCAACAGTCTTGTCACAGCCTTTTCAACGTCACCTTCA
AGAGTTTGACCAAGAATTTCCAGTCAGATGGAGGCAGTTCTGCGCTTCCACAATAGAAAA
GTGCCTTGCTTAAAAGGCACCACGGCAGCAGTTTTAGTTCTTTTGTGTTTGAGCAGGGCC
CCGTTCCACAACAGTGATGCCGTCGTCCACAAACTGGCACCTTGCAGGAGAGGAGCTGGC
TTTGGCCTTCGCCACAAACGGGGGCGCCGAGGAGGAGGAGCAGGTCACTTGTGGTGATTT
TAAAACTCCTTACTGTCCCTGAAAAGGTCGATGCTCAGAGCCAGCTCCTTGAAAGAGGGA
CGCGAGGTGGGGTCTTTATTCCAACACTCCTCCATAATCTCATAAATCTCTGGAGGGCAG
CCCAGCGGCTGCGGCAGCCTGCTGCCCGACTTCAGGAGCTCATTGAGGTGATAGACAATC
AGCTGGCCCTGCTTGTCGTTGCCCATCATGGACATAAAAACTGCAGGGGGGCTGCAGTTC
TTGTCGCTGTGGGTGAAGAGCTCATAAAGCACCACCCCAAAACTCCAGACGTCAGAAGCC
ACCGAGAACTTGCTCTCAGTCAGAGACTCTGGGGCGTACCAGAATATGGGACTCTCCCCT
GGCTCTTTAACCATGTAGTACTCTTTATCCTGAGGCAGAACTTTGGTGAGACCGAAATCC
CCAATCTTAACCCTCAGTTCGCTCTCAACTAGGATATTTCGCGTCGCCAGGTCTCTGTGG
ATATACCGTTTACTTGACAGGTACTCCATGCCCTTGCAGATCTGAGAAGCGTAATGAACA
AGTTTTTGGTGGTCGATCCTGTCCTTATTCTTGATGAGGTAATCTCGTAGACTTCCAAAG
GGAAGGTATTCCATGATGAGGCGAAGGTTTCGACGACCTGCGCTGTAACAAACGCCTTTG
TATTTAACGATGTTTTCATGCTGGAGAGACTTGAGGATTTCAATCTCCCGCTCAAAGTCT
CGCATGTGCTCCTCGGTGCTGTGCTGCAGCTTCTTCACAGCCACCACTTCCCCCGTGTTG
TCCTGAAGGGGGTCATAGCGGCACATCTCCACACTCCCAAAGTTCCCTTTGCCCAGCAGT
TGTAAGAATTTAAGGTGTCTCTCCTCAAACTGAGCAGGCTCGTGACTCTCAAAGCCCCCG
GTGGTCCAGGCAGACCCCGCGGTCCTGTTTGGCAGGATGTCGCTGTCCATGATCAGCTCA
TAGTCTGGTGTGATGAGGCTGTGGAGGTCACGGATGACTGCGCGAAACGTGGGCCTGAAC
GCGGGCTCATAGTCCATGCAGCTGGAGATGATGTTGGCCAGCTCGGTCCACTTTGGTGCT
GGAAGGTGGTGGTGATTCTCATAGAACTGGATTTTCTTGAAGTTGTCCAATGTTCCTAAC
GGCTTCTCAGCGCCGCTGCAGATTTCCCATAACGTGGTTCCAAAGCTCCACTTGTCTGCA
GCCAGGCACAGCTTCCCCGGCTCTTTGATGTATTCCGGAGGCACCCAAGGGATCCTCTCA
ATCCCGGCCATAAGGCCCGGG
>CL3548Contig1
GGGCAGCGATGAATCTGTCCTCCCGCTGCTGCTGTCCACGGAGGAAGTCTCTCATCATAG
CCGCCAAGTCACCTTCTGGGCCTTTGGTCAGGCCTGGAGAACCACCCGAGGCACCAGGAT
CTACCACCTCCTCCTCAGAGGATGAATTGGACAACAGAGGGACTGCATCCGATGTTGGTT
CCATCTCCTCCTTCTGGGAACGCAGACCTCTGTGTCTCACCTTTTTGCGGCCAGCCATCT
GCTTATCCCACTTCTGACACCAACTGTCGTGGGTCCCACCAGGGAATGATTGGGCAGAGG
CGCCAAGGTGAAAGTATTCTTGACTTTAATGCAAGAACAGAGCACACCAATTGCTCCACA



AAGGTTAACCAACATAGACTTCTCCAATCCAACACTCCAAATTCTCCTCTCAGACTCTCC
AACTTCTCCACTCAGACTCCCACACTGACAGCTGTATCTGGTTCTCTTTTAAGTGGCAAG
CCCCTCCTCCTGGGCGTTGCTCTCCATCAGTCCAAAGAGAAAACATGGAGAAGTGTTTGC
ATTGTTCAACAACATAAATAAACATACAGAAATAAACAGTTTCATTCAACTAAACATTCT
GTGTCGTGTACAGAAAAATAACAATAATCATCAATAAAAATAAATACAAACAGTGACCGA
TGCGTCACATGACCCAGGGTGTCCATGACCACTTCCGGGTTACCGGGTTACTTCCGGGTA
AACAAACCAACGTTAATGTTGGCGTCGTGTGTGCTTCGTGTTAATGTATGCATGGGGATG
GTGAGTCGGCAACCTAGTGTGCACCCAGGGCTACCTGCAGAGGGATAGGGACGGAATGAA
AAGGGTAAGCTGATGTAAATGACGTGTTACCGGGGTCCGAGCGTGCGCGTCTATGCGCAC
GTGTGTGTGTGTGCGAGCGTGTGTGCATGCGTGTGCGCCTGCAGCGGCAGCTGACGGTTC
TACACCGTCACATCATCCCCCTCCTCTGGGAGATTGGCGATGTGCGGCAATCTGGACAGG
AAATCTGCCACTATGTTTTGTTTTCCGGGACGGTGACGTACGTTAAATTTGTACGGCTGA
AGCGCCAGATACCAGCGCGTAAGCCGGTTGTGGTGGTCCTTCATGGTATTTATCCATGTC
AGGGCCCTGTGGTCTGTCTCAAGGTCGAATTCTCTGCCAAGTAAGTAGTACCTCAAGCTA
TCCAACGCCCACTTAATGGCAAGTCCTTCCCTCGTGCCGA
>CL3549Contig1
TCTCGCGATTAATTGCTTTAACTCATCCTGCAAATCTCATCATAACTACCTTTGTTGCAG
AATGTAACACAACTCACCTAAAAAGTTCAGACATGTTAGCAATTGTTTGACAACTTTAGC
TGCAACACATGAAATTATCTTTATTCTCTGGGCCCCAGAAAGTTAATTTAAGCAAGATTT
AATTCACTTTATAATGGTTTTATTTTTTTCCATGTTCTCTCTGACTGAGTCATAACCATT
TGGATGAAGTTTAACAGCAGATCTTAGACTAGCTGTCCGTCACTCCTCACTCCCCAGTTA
TACCTCAGAAAGCTTATCTCCCACTCCCTCGTGGCCCATTGTTTCTAATCTCTCTGGGCT
TTTGTCCAAAAGATTTAAATCTAATAAATACATGACAGCGTTGAGATAAGTTACAAAGTA
CAACACATGATAAACTACCTTTGGAGCATAACCACCGCTGAAGGAGAACTGCAGGCGCAC
AGCTCCCTCTGTTGGTTCCAGATCAGACCTGCATCCTCTGAAGAAGCTGGTATTTATTTG
CACACCTGAGCGGTGTGTGTTAGTATTTTCAATTTACTTGGAAGTATCTGGCATATATAT
TAAGAAATAAGAAAATATATGTGCTACTATAGAAAAAGTTTCACTCCTGCGTAATCATGT
AAAAACTCATTTGTGATACAATGTAAGCAAAAGGCTAAAAGAAATAAAGACAGCCTTTGG
GCACAGCGGANAAAAAAAA
>CL3550Contig1
CGGCACGAGGTGGACACGAGACAGCGGATCCACAGCAAAGATCTTTGGATTTGTTGCCAG
GAAATCACAGAGTGACACAGAGAATATGTGCCATCTCTTTGCGGAGCACGACCCGGAGCA
GCCAGCAAGCGCCATCGTCAACTTTGTCTCANAGGTTATGATTGGCTCCCATAAAAAGTG
AGGTTCTTAAGAGCTGAAGCCAAAGACTGTTTAAGGATCGACTGAGACGCTGTTAACGGA
AAAACAATACCCAAACTTCTGAGTTTTTCTCTCCTTCAGAGAATTGACTGCAATTCTTCA
TGCTACCACCAGAGGGAGATGGACATGTAAAACGTTCATGTCAAAAAGGAAATCATTATT
TTATTTTTTTCATAAAATGTAAAAACATACATATACNATTTTTCCACTAACATTTACCAC
AAAAGTCTATTTTTGCAGAAGTTTAACTGCAGTCGACTTGTTGGAGACAGTATATAATGT
CACAAAAAGTAATCTCCTCTTCAGATGATTATNAATATTTTTAGAAGTCGCTCTAAAAAT
GACTCGCCACTCCTTTAAATGAAAGATGCAATTGAGATTTCCCGACCAATAAACGTGAGC
CGGTTAGAAATCTGATTTTTCTCTGTATGTATCAAGAATGACATGAGTTTTTTTTTTTTT
TTAAGTATTATATTTATCACCCATAACAGATGTGTGGAATGTCTTCTACTCAAATATGAC
TCCCATATATTTTTGTACATTTACACATTCTGTACATTCTGGTAAAATAAGAGGATCCTG
TGTAAAGCCTACCAAAGGTTTGGGTTTTACTAATATAGTTGTCAATACTTTAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL3551Contig1
GCACGAGGATTTNTTTGTGCTGGAAGGTGCAGAAGATGTCACAATCCAATGCACCTTCCA
GCATACAGTGAAGAAAGACGTTTCCTGATGTTTTCAAAAAAACAAAATACAGAACAGAAT
GAGCCTTTTGTGTCCTACCAAAAGCTTTTCTGGAGCAAGAAGCTGTTCAGCACAGCTTGA
CCTATTTTTCAAGCTCAACAATATCAATATGAAAAACAAGAAACTGGACCAAAGCAAAAT
GTATGAATTGAGTATCTTGATCTTTTTATTACTATAGTTAATGATGCTTATTTATACTCA
ATAGTGTCTGTATAAATTGAATTTTGAAATATGTTTATATATACAATTGTATAAATTCTT
TGGGGCATCATCTACAGTTTAAAACTGTTGGTATAATCTTTTTTTAGACCAAAATTGAAT
TGTTAGATGTCCTAATGTATTTCAGTGGTTTCCATTTGAAACAGCATTTTTTAATGCTTT
GCATTTAATCTGTTTTAGTGTTTTTTATAGATCACGAGTCTAAAAAATATATTTTTTTTA
ATTTTTAAAAAGTAACTGAATTCTTCGGACTATGTGGAACATCAAGCAAAACTAAACTTT
ATTCAACTAAAAGTCCGACTTAATTCAACTCATTTAGCAAACTGTTGCAGCACAGTACAT
ATCACTCTCCAAGGTACCCTGACTACAGTACCCATAATGCTCCAACAATCCATGAAGCGG
TGCGGCTTGGTAATTTACCAAAGTGGAACATTTTAACACATTTTAAGGGTGCAATGTACC
ACCGGATTATTAGGTGCACTGTCTATTATTGCACAAAAGTCAAGGACTTTAAGTGTGCCT
CGTGGTCCTAAAAATGTGGTAAGGGTCAATTAAGAAGATCTGAGTTTATTAGAGTTTGTT
GGATTTAAAAGTCTCTGGCAGTGATGCACCAACAATGATAAAATAAGCTGTCGTTTTTTT
ATTTTGTATTTATCATCATTGACATTACACCACATGACTATATCTGCTGCATTATGATGA
CTCCATGTGGTACAGGGTGTCTTTTATTTTAAAAGGAAGTCCTGTGTCAAAAGTTATTAT



ATTTCACATTTAGAAAGAAAATTCTCTTTATTTTTTATTTATGCAAAAAAGAGCAATTCT
TTTATAATGATCATAAAAGTAACAGTAACATGCATGCAAATCAGTGTCTAATTTTTCAAA
AGGGTGAAGTGAGACTTTGTGGCTTCCATTGGGTTGTGACGAGAAATCGACCAGAATGGC
TCTTTAAGTGTTGAAGCTTGCAGACTCCTGGTGTAGATCTTTAAGCAGCTGTATTCCAAC
ATGCAATTTTCTGATAAGCAGTATTTTAACCAAATGTAACAATTCACATGTACACCAGTA
TTGAATCATCTACCTGGAACATTGATTTTTTATGTATAATTATGCAGTCAAATGATGTTT
GAGATGTCTAAAAACAAAAAAATTAAAATTATCTTGAATGCGATGTTTAACAAGAATAAT
TGTTGTGAATTCACAACCACATGTACTGAAATACACAGAGAGCAGGAAAACAGACTGCCC
ATGAAGAAATCAATGGATTTCAGTCCCACAGCTGTCAGAGAAAGCAGGGAGACATAGGGG
ACTTTTATCATACTGCATAGAGACACAATCAAGGGGTGAACATGAGCCCCTTTTAGTTAC
TACAGAACCGCAGAGCTCTTTATCATACAATATAGAAAGAAAAATCTTTACAAAGCCACT
TGTCACTTGTTAGTGATGTCACAGCATGTTACTGATTGCAGTCCCTGGAAGCAAGGCAGC
TGAGATTGCGGTCTCTGTGAGGAGCCGACGTCTGTTGATGAGCAAGATGTTTCCATGTAT
GAGTCAAACCGATTTACATGTTGTGTAATGTNAATTAAAATGCAA
>CL3552Contig1
CNTACGTCAAGAGGCTGGAGAGGAAGCACGCGAGCNTCCACGTCATCCAGGTGACCCATC
AGATTCTGGGGTTCCACCGGNCCGAGGCGGCGGCGATTAGCAGCAGGGAGGCGGAGCTTT
TCTCTCGGTTCTGCTCGGCGTACGCGGACGACCTGCTGCCCTTCCTGAACCGNTGCCTGC
AGNTGCTCTTCCNTCCGGCGCAGCGGGCGTTGGTTCTGGGTGTTCCCGCCTCCCAGCTGG
TCCGCTTCGGCGGCCTTGGCTGCATCGATGTCGCCGCAGTTCTGCAGCCTCTGGACTTCC
TGCTTTCTCAGAAGGAGGAGCCGGCGCCGCCAGGCAGCCCAGCCGAGCTGAGCTCACTCG
CCATGGAGACCCGGCTCCCAGAATCAGAACCGACCCGGTTTGACTGTGAGCCCACAGCTG
AGCTGCAGCCTGAGGAGTGAGGGTGTTGTGGTCACATGACCTGCTCTGGTCACAGGATGG
AGACGTGTTTAAGGGACTTGTGGGTTTGGATCTGGTTCTGGTTCTGCTCAGGAGTTTTCT
GCTACTTTTCAGATGAACCGTTTTCTTTTGAGTCTTTCTATTCCATGGGAAATGTATTTA
TCCAAAACCGCTTAATGAAAAAAATAAAAATGTTGAAACCTTTTCTAAAGGAAGGCTGTT
GCAGCCGTTGTCACGGCAACAAAAAAAAAAGCTGAAATAAATTCTATATTAAAATAAAAA
AAAAA
>CL3553Contig1
TTTTGTTTTCTGTACTTACAGCTGTGAAAATGAGCAGACAGGTCAACTATACTCAAACAC
ATTTAACAAAGATCACAGTTTGGAGGGTTTTTCATATCTAGTGCAGCTCACTGGATGATA
TTGAGGTGTTAATAAAAAAGATATTGCAGATTTATTACAGTGCGACTGGTAGGAGACTGT
TAGCTACGGTTAAGAGATAATGCTGTTTTAATCCTCACGTTAATGGTAACTTGTCCACAA
TGTTTCAGCCATCTTATTCTGCCACCAGATTATGAAATATTCACAAACATTGATTTTGGT
GACAAAAGCAACATAACTGAAGCTAAGGCAATTGATAAAGTACTGACATTAAGCTCAGAA
ATTGAAGGAAAAAAGAATATATTCATCTTACAGTCTCCTGCTAAAGTATTTAAGGAATGC
AAAAACTGTTGCTGCTAATCAACGTAATGGAAATTTGCTACACAAAGAGTACACAAAAGT
GCAGCTGCACTAGAAGTTAGACCAGAGTGGTTCCATGTAATGACGATGGGACTTCAGTGG
GAGGCCTGAGGTTTAACAAGCTCGTATCGTCCCACCTGTCCTTCCTGTAGCAGCTGATCG
ATCAGCTGGTCTTTATGAACTTTTCGACTCACAACCAGGAACCGCTGCCACCCCTGTCCA
TAGGATTTGCTACGTAAACCATATTTTTGAGATATCTGATGAATCTGCTTGCGTTCGTCA
TTGGTGAGGTCTGTGGAGAAGCGCAGGTCGTCCTGGCGGTCGGAGGTGGCGTAGTTCCGA
ATGATCTCCTCAATGTCGCGCTTGTTTAACTGAGTCCCCGCCTTGTCCGTGTCCATGCCC
AACCCTTCCCTGGAAAACTGCTCCTTGACTCGGATAGGCTCTGCGATGCCTTCCCCGTCT
CTGCCCAGCCCGCCTCCCTTCCAGCCCATCTTCCGGAGCAGCTGGTTTCCAATATTGTCC
TCCTTTATCTCCTGCCTCATGGCCTCCTCGCTCGAGCGAGCCAGGATCTGAGAGCGGGAT
ATTGCATCGCTGTGTCCTTCCTTCCACAAGTTGGATTTGACCACGGCCTGGGTCTGCTTC
AAGGTGGCCAACGCTTCCTGCGCTGCAATGTGCTTTACTGTTTTCTTTGGCCCGATTCCT
GCAGCGACAAACTGTCCTTCAAGGTAAACTTCACACCTCCAGCGATGATCTTGTAGAACT
GAAAACTTGTAATCCGCAGTTACTTTATTGAACTGAGCAGTATCATTGATTATACAAATT
GCATTGTCAGAGTTTTCCAAGATCACCAGTTCACTCAAATGCTTCTTTCGGCCCGCTTGC
TGTCCGAAAACCCCACCGTAGTCAGAGCGATTGTTTCCTCCTATGTGCGGTGGCTC
>CL3554Contig1
CAATTTTATTTGTTGGTAATNTAGGAGAAGCCTTCCGTCTGAAGGTGTAGCAGCGTGCAA
ACAAATCATATATTCTTCACAAGGATGCATTTGTTTCAGTTGAATAAAAAGTGAAGTAGT
TGGTGGGTTAGTTGGGCAGTGGGGGAGAAATTTCGACAATTTTCCCCATTTCCTAAATAT
CCTGACAACTTAAAAAGCTACATAACCTGCGCCTCTACCACCACTTCTCATACAGGATCC
GGTTTTTTGGAAGTCCGAGGTCTGTGAGGGTTTCAGAAATGGCCTCGATCATGGGTGGGG
GTCCACACAAATAACACAAAGTCCTTTGTGGGTCCACAGAAGCTTCAAGCTCCTCCTCTG
TGATTCTTCCACTTTTGACAAATGGCTGAAGATGTGGGTCCACGTCGGCGCTCTGTTGCG
TGACATGGAAGCTGCAGGAGATCTTGTCAGGAAACTCCCTGCACGCCTCAATGATGGAGG
TCTTGAAGAGCAGTTCCTGTGTGTTCTTGGCGCTGTAGCAGAGGTGAGTGGAGCCGATGT
TGCAGCCCCGATCGGCTGACGCTTGGCTGAGATGCAGCAGGTCTTTTGCGTGCAACAGAA
TGGAATAAAGAGGGTTGATTCCTACACCACCAGCCACCAACAGCAGATCTACAGGAGGGT



CGGACGGTGACGGGTCAAAGAAGAAGTCCCCACCGACGCGCACTGCCACGCGGGAACCCA
CAGCACACATGGTGTGGACCCAGTGTGCTGGGGGGTGTTTTGTGTATTTGATAGCCAGTT
CAATGACCCCCTCCCTGTGCAGTAAAGCCGGACTGGAGCACATGGAAAATCCTCCAACCT
TCTCCACACCTGGGATGAAAAAGTCCACCCACTGTCCTGCTTTGAAGACAAAGTCTGGTG
GGACGGCTATTCTTAGTCTTTTCACTGTTTCTGACTCGCTTGTAATTCCACACACCTGAG
CTGGATACAGGGCATTTTGTCTGTAGTTACTCGATGTTCTTTCTAGGTGGTCCATTTGTC
TTTTGGAGGACATAGTTCTTCTGTGGGTAGAACTGGACCCTAGAAACCGCCAGCAGATCA
GACCGGCTGCTGCTGCGGGGCCCGGCAGACAGAAACTTCGGGCAGCGGCGGATGCTAAAC
AGGGAACGCTCATCTCTGCTAGAGTAACGGTCAAACCGGCATCTGGAAGCTTCGTTATGT
TGCCATTACATGACCAGAGCACTTCTTCCTTGTTCTTCTTCTTCTTCTTG
>CL3555Contig1
CCCCAACAGATGTGACCCTGTCAGCTAAACGAGTCAGAGCCCCCCACCCCCCACCCCCCA
AAACAGTCACTGCACATCCCGTATCCCTGTCAGGCGAGGTGGTACATACTGTATCCCACG
TGCGCGGCGTAGAGTCCCACCGGAGACACCGGCAGCGAGTGCCTCTGGAACGGGTGCGAG
CCCGCGTAGGACGCGGGGACGTGCGCACCCAGTGGAAATGATATCCCGAAGGCTGGAGGC
AGCATGGGCTTCGCTGCCATTTTCAGTTTTTCCAGCTCTGCCTCTTGCAGCCGCTTGGCT
TTGGCCCTCCGGTTCTGGAACCAGATTTTGACCTGAGTCTCCGTTAGGTTGAGGGAGCTG
GAGAACTCTGCGCGCTCCGCGATGGAAAGGTACTGCTTCTGCCGGAACTTCCTCTCCAGG
GCGAGCAGCTGGGACGTGGTGAAGGGGGTTCGGGGCTTTCGGTTCGTCTTGTGTTTTCTC
AGGGGACAGGCAGGGGGACTCANCCGTCTCGGAGACGTCGGAGAGAATCGCGGACTCTGA
ATCCACGAAGTCCTCTCCTTACTGTCCGGGCTCTCTGCCTTAATCATCACGTCCTCTGAC
ATGTTCATGATCTCGCCCACTGAAAACGGAGAGCTCGTGGGTAAAGCGGAACCTGAAGTA
TCCAAACCCCCGAAGGAGGCAATCCGCGCGCCCTTCCCCAGCGCCTGGGACGTCCCGGCC
GCAGAATCCGGAGAGGACGCCTCTCTGCTGGGCTTCCTATCAGCCATCAGCGCCTCCACG
CTGAACGGCAGGATCGCCACTTTGGGCTTCCCGGAGTCCTCCAGACTGGTCTGCATGTTC
ACCACACGCCGCGCGGGGGGAGAGGTCTTCCGTCTTCAGAGCAGCAGTCAGAGCGGACAT
GGCGGTCGATGGGGCCATGCAGGTCCGCCCGGTACCGGTGAAGCGAACTGGAGACTGTAA
CGGGAACCGTGGGAAGGTCTGCTGTTGGGCCGCGCGTCAACGGTGACCTCGTGCCGA
>CL3556Contig1
GTTTGGTGTTTTATTAAATAAAATCTTCGTGCACAACAAAACAGCAGCGTAAATCTGGAT
CTGACAAGGAACAGTTTTTGTTTATTGTAAAAGCACACAAACTTGTTAATGCAAGGCCGT
CAAAGCGGATCTTCAGGCTGGATCTCGGCTGCCGTCTGGTACAATCATCTAGTCTGAACG
CTTCATCTTCAATGTAGGAACCAAAGTTCAGACTTTTCTGTCAGAATGAGGTTCAATTAT
TTTTACTGCAGATGGAAGCATTAACTTTGGAGGAAATGTTTCCTCCTTTGAAAGAACCTC
GTGGACTGAGTGGTAAAACCGCCCCGTTTGGACATCAGTCCAGGTTCTGGGTCAAAACAT
ATCTGACTGTGCAGCCTGATGGAGAGCGAGGAACAAACCCCACAGAGATGGTGATGGCAG
TACCAGTCTGAACCACTATCTCCATTGTTAAGTTCAACAGCCATAAAGCTCTAGGCTACT
TCAGGCCAAGAGCATGCCCCGCCCCCTAAGATGCGGGCCTGCTGCAGCTGCTCCACCTGC
CCCGCCCCTTCAGACGCTAGCCCGCTGAAGCTGCTCTGTCTGCCGCTTCTGGGTGTAGGC
CTTGTAGATGTCTAGGAACATGTCCTTGCAGGGTATGCAGGCCTTCAGCTTGGAGCAGAT
GAGGAAGGAGCCCGCCATCTTGCGGTGGAGTGAGTACGTCTCCTCGGGAGGGGGCGTAAG
GCGGTGGCGCAGCATGATGGGGACGAGGTTCTGGATACGCTGAGTGGTGCTTTGGCTGCC
AAAGTCAAAGGCCTCCGTAGAAGCAAAAGCTTCGCCCAGGATCATCACCGCCTCTACGTG
AGCCTCCTTAAAGGCCTTTGTCTCCAAACCTGTGAGGAACTTCAGGTCCTTGGATTTGGA
GAGGACAGTGTCCCGATCACCAACAGAGGCTGCATACACCACCTGGATGTAGTCGTCTGT
GAAGGCCTCTGGGTAGCTTCTGCATGCACCAAAGTCCAAGAGGATGACCTACAGGCAGAA
GAAGAACCTGCTGCTCATCCTGAAGAGGTGGCGTGACCGCCTTCAAACATGGAAATTCCT
CACCTTGTTTGTCTCCGAATTGTAGAAGAAGTTGGACCAGTTNGGATCCGTCCTCGTGCC
GAA
>CL3557Contig1
TTTTTTTTTTCTTTTCGTTTTTTTTATTCCCCTTAATGTATAAAGACAAAACAATATATT
GGCTTTATGTTATAAAAGTGTCCTTTCAGTCTTACATGATGTTTTCTTTAGACATGAAAC
ACAAAATACTGCCCTGTTTTAGGAAAATGGCGAGATTTAAAAAAAGGAAAAAGTGATTAC
GTCTTTTTAATTTAACTCAAATCTGTTATCAATTGTGTAAAATTTCTCTTTGGAAAAAAA
ATCATATTTATACTGATCATTGATTTTCAAAAGGTAATACAATAATAATGACACCTTTCA
CCAACGACGTCTGAGTGTTTAAGAAAAACGAACATCTACCTGCATACATTAAGACTGATG
TTGCTGTTACAGGTGTAAAGAAAGGTTCCATGGAGCTTTGAGGCCTTCAGACGAAATGCC
ATCTGTCGACTTCTTTAGAAACAGGATTTGCAGGACCGGAGACAGGAGCCGACTGGACAA
CAACATCCGCCTCATCAGTACTGCACACGTGTGGACTATCACAACAAGTGATGTTTTTGC
AAATAATCCCCTGAGTATTTGCTTTCTTCTGCACCAGTGCCCTCCAGTGCTTGTGGGTTA
AATTGATGACCTTGATAGCAAAGTCCTTGTCCTGGAATTGCCCGCTGAATCCAAAGCTAT
TCTCTGGCTTTCCATCTGGCACCTTATATTTCCTGAACCAGTCCACAGTGGCCTCTAAAT
GACCCGGTCGGCTTCTGCGAACGTCCTCTATACTATTTAGGTTTTTTGCATCTGGGTCTT
TCACGTTAATAGCAACAACCTTCCAGTCCATTTCTCCTTCATCAATCATGGCCAAAATGC



CAAGCACTTTCACCTGGATCACCTGACCCGAGGAACACACCTGAGTGCCAATGTCACAGA
CGTCAATGGGATCATTGTCCCCGCAGCAGCTTGTTTCCTCGTCTTTGTGGTTTGGGTCCT
CCCACGTCTGAGGGAGAGCTCCATAGTTCCAAATGTAACCTTTGTGGGGAAACACGTTAG
CAACGTATCGGAGCTTTCCTTTCTTCACATCCTGTTTGATAGGATTCAGCGGCTCTTTTG
TCGCAATCTCCATTTTGGCATTTGACCACCGTGGTACCTCCACCACCATGTTATAGATCA
CCTCGGTGTCCGTCTTCGCTTTTTTGGCTGGAGCGTCATTTTCCTTTTCAGACTCTGCTA
TGAGAGGGATGTCATGAAATGGTGAGATGTATCTTCCTTCTGGGGTTTTAAAATAAAGAC
GGTAGTCGGTTGAATTCAGGTGTCCTCTCTGCTCCGTTAGATAATGCATCGTTTTTCTCG
AACAATAGAGATGAGCGGCGACTGCTTGTGTGACGGCTTTACTGCTAGAAGCAGGTGCTG
GTCCGAAAACTCTCACCACGCAACCCAATGAGGAGCGGAACAACGTTATTCTCATTGTAA
GAAATGTATTCACTTCTGCTTCCCGTCTTCCCGTCCCCGGCCATA
>CL3558Contig1
CCTAGCGCCACGAGAATAATCTGGCTTTTACCACCGGCGGAGAAAGCTGCGCTAGAATGT
GTAAAAGCTGGTCTAGAGACGTGGGAGTACAAGGCAAAGAATGCCCTTATGTATTATCCA
GAGGGTGTTAAAGATGACGACAGTGTCTTCAAAAAACCAAGAGAAGTGGTCCATAAGAAC
ACTCGGTTTTCCGGAGACCCCTTTAGCAACGCTCTCAACAAAAGCCAGATACAACAGGCA
GCAGCTCTCAACGCACAGTTTAAACAGGGAAAAGTTGGTCCGGATGGAAAAGAGCTAATC
CCACAGGAATCCCCCACAGTGAACGGATACAGCTATGAGAGAACACCTTTGGTCGCACCT
GGTGTTTCTGAGTCCCCTCTTATGACCTGGGGTGAGATTGAGAGCACCCCATTTCGCTTG
GACGGCTCAGACACTCCATACATTGAGAGAAACCATGGCCCATCCTTTAAGATTCCGGAG
CCAGGAAGGAGGGAAAGGTTGGGTCTGAAGATGGCGAATGAAGCTGCGGCTAAAAACCGT
GCAAAGAAGCAAGAGGCCCTACGGAAGGTCACAGAGAACCTTGCAAGTCTTACTCCCAAA
GGTCTGAGTCCAGCGCTTTCGCCCGCCTTGCAGCGGCTTGTTAATCGGACGTCAAGCAAA
TACACAGACAAAGCCTTAAGAGCCAGCTACACCCCTTCACCCTCACACAGAGGGGCAGGC
TGCAAGACTCCATTTGGACCCGACACGCCTTCGGGAACACCAACGCCCAACAAAGTCAAA
ACTCCCGGCTCTCAAGACCTCACATCACTCACAGACAATCTGCTGCAGCTTCCAAAAAGA
CGGAAAGCATCAGACTTTTTCTAGAAGCAGTTTTCTGTGAACATTGTAAAAAAGACTTTT
ATAACGAGGATTTTTCTATGTAAATAGTCCGTTTTTTTGCAGCAATGACATAAAAAATGT
GGACTGAAATTTCTAAAGACCTATTTATGCATCTTC
>CL3559Contig1
CACAGCCAAGTGTATCTTCTGGGGTTCGGGCTTGAAAGTTGCTTTTTGGGCGTCCAAAGT
GACCAAACGTCAGGGAAACGTCGACTCAGCCTGCTTTCCAATCTGAGCTGAGACTTTTTC
TACAAACCAAATGCACAAAAACTTCCTGGATCTTACTTGCTTTCACAAACAAAGCCTTTT
TTTTAGTAGACAGAAATTAAATGGAGAGATTTTAAAGAGAAAAAAAAGCAAGACAGTTTT
ACTCCTGTTTATTATTTAAAGATAAAAAATCTCCTGACCTCTGCCTTTATGCCTTTGGAT
TGTTTCGCCACATTTACGCTCTTATTTTGAAACAATTCCATCTTGACAGAAGCAATAACT
TCTAAAGAAAAACTGCAAGTTACAGCTGGAAGTTTTTATCTAGCCAAAAAAAGTAATGCT
AGTCTCAAATTATGAAAAATCAGAAGAGCTGAGTTCAGGTTTTTCTGTTGACTTGCTTCC
GCTCTTCTCCCTGTTTGTGTTATTGTCCATTTAGAACAGAAAAGCATTTAAATCTTTAAT
TTTTCAATCTCCAGAATCATTTTTTCACCTGTCAGTCAACAATTTGATCTACAGTATCTA
TTAGAATGTGTTAGTATTATAAGATAATGGATTGAAACTGCAGCATCAGGAGCTAGAGAT
CATTATAAAGTGCCAAATGTCTTTCATACCACATCACATCTTTCTAAACAAAAAACATCA
AATCTAAATGTTCTAAAAATATCTCTGCTTTGTGTTTAACGTTGCACCTACTAACATCCG
TATAATCAACAATTTTCTGCCTCGTGTTTCTTTTTAAAATCAGTTTTTTGTAGAAGACTC
AGAGATCAGTTTTAACCTGCTGCCCCCTGGTGGCCTGAATCCAACAGTGCAGGTAAAAAA
AAACAATTTGTTTGAAGTAAAAATGAAAAAAAAAGTGTTAAATGGACAGAAAGTGGATGA
AAAAAAACTGTCAAAATAACACATTTAAAAATAGATTCACCAGATTTTTCTTCTTGTGTA
GCACTGAACATCCTTTGTTTATATTTTTTTAATTGACGGCACTTGTTTCCAAAGTCGGAA
ATGTGAGACTCTACTGAAGTGGCACTTAATATTATTATTATTAATAATTTGCAGATGTTT
TTAAATATTTCAGCTTTGAATCCTACAGCTATATCTTTAACTAAAAGCTATCAGGACTAA
AAAGGGTAGATAAATAAAAAGGGTTATTAGAGCGAGGATGAAGTCCTCCTTTATTGATCG
CTGCATGGCGATGAGGAAATGACTTTTTTGTGGATTTTAAAGATTTAACTTTCACATTTT
CTAAGCACTTGTAGCTTTTATGTGTGTTAGTAAACATT
>CL3560Contig1
AAGTAGTGCAACATGCACGGCCAGCAGAATATGTGCCCACACCGGGGTGATGCGAGCTGC
CACAGGAGGGTACAGGCAGATGGGGCAAGAGGGCACCTCATGGCTATGGATGCGAACTTG
CTGTACACAGTCCCAGTTGACAAGAGTGTCTGGATCAGTGAAGTGAGCCTTGTAGTCCTG
GTCATCAGACACCACAAACTGGCAATTGGCCTGCAGAAAAAGCTCCTTGTTGAAAGGCTT
GTTCTTGTGGCCCCATTTGTTACGGCGACCCCAACAAGAGGGTCCCCCATCTCCGATGCC
ACCATTACCTCCACGAGGTTCAAAAGTGAAGTTAAGCAGGTGGTTCAAGCTTATCTTCTT
CGGTCCAGCAAACTGAGCCGGGCTAAACTCAGCCCGGCGCGTCTCTGCTACCTCTTCGCG
TCGTCCTCCACCTGCAAGCTCCATACTGTCGTCCTCCACCTCTCTGAGGGGGTCTCTTGT
CAAAATTTTTGCTTTTCTGTGTATTGGTGCGACGAGGACCAGGAAAACTTTCTGCTTTAG
GAAAGGGGGGCTCACGCTTACGACTGAAACGTTTCGACCCTCCATTATTTTTACCATCGG



TTTTGGGTTTAGATTCGCCCGGTGTGGGACCCGCAGAAGTCCAACGGGGCGGAACCTTGG
TACTGTTGGGGTTTTTCTCCATGTTTTTCTCCGTGCAGTGAGCTGTGTTGAGGCAGAGCT
CCGTGAAGAGAGCCGCTGAGCTCTCTAGCATCAAAAACGGAAAATGGGTTGCAGTGAGCG
TAAGTAAGGCGACGACGGCCCTGGTTCATTTCTGTCAAACGCGGAGACCCCATCACGGCG
ACATCTTGACTATAAACAAACCAGAGGGGAAAAAAATAGAGACACGATTTTGGCGTCTCA
AGTTACGCACTGTCAAAGGAAAGAACGAAAGCTCGCCACGCGAGGCCAACCCCTCCCGAA
CCTAACAGAGTTCGCTTGTAAAGGAATAATAGTTGGCCTTAACAGAGCGTTAAGTGTCTT
CCACAAAGTGGAAAACGCGCTATTTGAAAGATTTAGCCAGAAATCTGTATCGAAAATCCA
AGGAAAGCTGTAATGGCG
>CL3561Contig1
TATGGCCGGGGAGTCTCTAGCAGGTGAGGAACAGATAGTAGATTTTGTGCTTTGGCATCC
TGGAATATAGGTTTTAAAGCACGGGTTCCCCTCACATATTAGCAGTCGAGAGTGTGTCTG
GGGGGCAGGCGCCTTTCCCTTTTTTTTTCGGGGACACTAGCACCGTCCTGCAGGATAAGG
GCGCGCCTAAGAGCCAGATTCATGTGTTGAGATTGATGACCCCCGTGCATCGGAAAATCT
TGCATTAGGAGATATGATGCGACGAGTTGTAAGGCAGAGCAAGTTCCGTCACGTGTTTGG
TCAGGCTGTGAGGAACGACCAGTGCTACGATGACATCCGTGTGTCCAGAGTAACCTGGGA
TAGCTCCTTCTGTGCCGTCAACCCCAAGTTTGTTGCCATAATCATTGAGGCGAGCGGCGG
AGGAGCTTTCCTTGTCCTTCCTCTGCACAAGACCGGCCGCATCGACAAAGCGTACCCGAC
AGTGTGCGGTCACACGGCACCCGTGCTGGACATCGACTGGTGTCCTCATAATGATCTAGT
CATTGCTAGTGGCTCAGAGGACTGCACGGTCATGGTGTGGCAGGTACCGGAGAACGGATT
GGAGAACCCCATTTCCGAGCCTGTGGTTGTGTTAGAAGGACACTCCAAAAGAGTCGGCAT
CGTGTCGTGGCATCCCACTGCTCGCAACGTTCTTCTCAGCGCAGGCTGTGACAACCAGAT
CCTCATCTGGAATGTGGGCTCGGGCCAGGCCATGATCAGCTTGGAGGACATGCACCCTGA
TGTCATCTTTAGTGTCAGCTGGAGCCGCAATGGCAGCCTGTTGTGTACCGCCTGCAAGGA
CAAGAAGGTCCGCGTCATCGACCCCCGTAAAAGGAAGATCGTGGCCGAGAAGGACAAAGC
CCACGAGGGAGCTCGGCCAATGAGAGCAATCTTTTTAGCCGACGGAAACATTTTCACCAC
CGGATTCAGTCGCATGAGCGAGCGCCAGCTTGCCCTGTGGAAATCTGGCAATATGGATGA
GCCCATCTGTGTTCAAGAGATGGACAGCAGTAATGGAGTTCTGCTGCCCTTCTATGACCC
TGACACCAACATAGTGTACCTGTGCGGAAAGGGGGACAGCAGCATTCGGTACTTTGAGAT
CACCGACGAGGCGCCGTTTGTTCACTACCTCAATACCTTTTCCACAAAGGAGCCCCAGAG
AGGCATGGGGTACATGCCCAAGAGAGGTCTGGATGTCAACAAATGTGAAATTGCAAGGTT
TTACAAATTGCATGAGAGAAAATGTGAACCCATCATCATGACGGTTCCACGGAAGTCGGA
TCTGTTCCAGGACGACCTGTATCCGGACACCGCCAGCCCCGATCCCGCGCTGGAGGCGGA
GGAGTGGTTCGCCGGCAAGAACGGAGGCCCTATCCTGATCTCACTCAGAGATGGCTACGT
GTCCACGAAGAGCCGGGACCTCAAAGTGGTCAAGACCAATGTGCTGGAGAGCAAGCCGGC
CACCAAAGCAGAGAGCATCCAGACTGTACAGAAGCACGCTCCTCCACAGTCCTCAGTGAA
AATGGAAGATAAGCTGGAAGAGGTGCTGAGAGAGTTCAAGTCACTCAGAGACCGTGTCAT
CCTTCAAGACCGCCGCATCGCCAGACTGGAGGAGCAGGTAGCCAAGGTGGCGCTGTGAGG
CGACGGTCCTGAGCGGACGGTGTCAGAGACGGCCAAATCCTCAATATTCCACGTAACTGA
GCTTGGTGTTTGTGCCCAGTAATGAGGCCAAGCCCACATTCCAAGATGAACGCTCTATTT
GCTCATTTTTCTCGCACACACAGAGAAAAGGAACAATTCCTGCAGCTCATCGGAAGAGAT
TTTTGGTGAAGTCTTAACTGGTTTTTTTTGGAAATTGGTGTAAAGCATTCTTGTGT
>CL3562Contig1
CNCNAAAAAAAAAAAAAACTTAACCAAACAAAATACAAAAAGAGAAACAAATATCTTTAC
TTTTTTCTTTCTCACCAGCATTGATGATGGCTTTCATAAATGTCTCTGTTGCATTGTTTT
TCCAACACGTTTTTATTGTTTCATTTAAATTCAGTATAGAATTATATAGATTTCCTAGAG
CACACAGAAAGACTGAGTTGTCTTTGCCAACTTGGGAAAAGGCTGAACTGTAATTGATAA
ACAGGACGATGGTTCACACTTTGCACACAAACAGGGCAGGAGGGGTGGGGGAGGAGGGGG
GCAAGGAGAACAGGACACTATGGGAAGGATGGGGAGGGTTGCTGTGACAAGTCTAAATGA
GGAAAAGCAGCTCTTACACATCTTCTCCCCCATACAAAAAAAAAATCTAAATGAACCCCC
TATCGAAACATTAACACTGTAGCTGTTGTGAACAGATGAGAAAGGAATGAATGCAAGGAG
AATGCCAGGGAGATGACCACTCTGCTGGTCCTCCTTAACCAGGAGGAGGAAGCGAGAGGT
GGCAGTAGAGTTGGTGTCGCAGCAGGATCACACGGTGTGTGACTGGAGGACTGGCAAAAA
GTTGGCAAGAAGGAAACGGGGAGGGAAAAGAAAGTGTACAGAGAGACATGATG
>CL3563Contig1
CTCCTTTTTTTTTGCTTTTTGAGTCTGTACAAGTAGCAAAACTGTTTCAATTTCATATAA
TATATAGACGTTTTATTAAGAACTAAATTAAAAACAGACACACAAAAAAAAGTTTATTTT
TACATTAATCCCAGCCTGGATGTCTAAACTGTTCAGAATACACAAAACCAGAAAGAAGTT
CTATCAAAGTCCTTATAAGATTTATTTCCTGACATTAAACTTATGACATATTTACAGATC
TTTTCTTCAACAAGTCCATTTTACAGCAGAAGCTCTTCTGTCTCTTTGAGGGCTTTTTGC
AGTTCAGCTGCTTGCAGACTGAAGTTCTCCCGTTCCTGGTTTAGGAGTTCTCGAGCTTTT
GTGAGCTCCTCAAAGTTTGTCTGGATTTCCTGTAGTTGTGCCCGCTGATGCGCCGCTGCG
TTACCGAAGGACTTCAGTTCTCTCAGTAAGTCTGAGGAAACACTCACCACTTGTTTTCTC
TCTTCCTCAGTCTTTTGCACTGCATCCCCGACATTCTCTCCCAAAACTGGGTCTATTTTA



GCAGAAACTAGGAGAATGTGACAATTCTGCAGGTTTTTCTGAACTTCTGAATTCTCCCTC
TGAAGCTCACCAAACTGAAGCTCCAACTCAGCGACTCTGTGCTGCGCCTCGGCTAAGTTT
TTCTGGAGCTCCTCGTTTGCAGCAGTCAGGTGGTGATTTTGCTCCTTGAGCTCCATCTGT
TGGCCGTACCTGGTGGTCCCTTTGTGGACTTTAGGAGCAACAGTTTTCTTTGGCACATTT
TCCTTCTGCGCTTTGGCTTCAGGTTTCTGGACGACGCCTGCATCTGCATCTTTGGAATCG
GCCTTATTTTTCTTGTTGTCACCTGGTAAATGGAGTTTTTTAGGTATTTTTGAGGTCATG
GCTTTTCTTTTAGTGTAACTATGCTGTGAGACGCCGTTGAGTCAACCCCCGGCCATAATG
N
>CL3564Contig1
GGTGACTGGATGAATCATGACGTCGCTACTGAAGAACTCCACTGTTGGCTGGTACTCATT
GAAGTTGATGTCTCCAAACTGCCCTCTCTGCAGTCGGGTTGACCAGATCCACCTGCTCGT
CTGACAGCACAATGTCTCTTCCCGTCTGCTTGTCGTGAACTGTCCTCCAGTAGTCAGGAT
TTTCCATTTTATCCAAGAATTCGTCCAGCTCATCCTTGTTCCTGATTGGCTTGAAAATCT
TCTTTCCATCTAGATCGTAGCCAATGTGAGGGAAGTCTTTGTACCATTCCATGGGAATGT
TGCCCACTGTGTTCCTGATGTCCTCCTCATCCGAGGTGTCATGCTCATACTCATCTCCTT
TCTTCTCTTGTTTTCCTTCAGTTGCTCCTTTCTTGTTTTTGTTGTTCTTCACTTTTGTCT
GCTGCCTCTGTTTATCCGGATCATCATTTGATCCATCAGCTTCCTCCACATCATCGGAAC
TTTTCTCTTCAACGTCTGACTCTTCATCCTCAGAGTCGCTCCCGGAATCCTCCAGTCCAG
AAAATTGACTGTCCTCACTGTCTGACAGGTCATCGTCGTCTTCATCTTTCTCAGTAGCTT
TGTTGTTGATATCAAAAAGTTCATCTTGCTCTTCTTCCTCCACTTCCTTCGTCTTCCTCT
TCGTTTTCTCCCTGACTTTCTTCATTTCTGATCTCTGTTCCATGCTCTGCACGTTTTCCA
GCTCCTGCTTCGCGGACCCACGTGGAAAACCCGCGGGGTCAGAGGTTATGCTGGCCGAGA
AAAACGAGAAGCCCCGGCCATAAGGCCCGGGTTAAACG
>CL3565Contig1
TTCGGCACGAGGCTGCAACGTGCGAGCCCCGTAGTGAGGTCTTTAGGGTTAGAGTTGAAA
ACGCCGTGAGCAGAAACTATACACGTTAACAATTATGGCTGAAAACCAAGAAGAAATGTC
TCCAGTTGAGATGAAAGTGGCGAGACAATTGGAGTATTATTTTGGAGATCACAACCTTCC
GAGAGATCGGTTCCTGAAGGAGCAGTTGCAGCTGGATGATGGCTGGGTTACCCTGGAGAC
CATGCTGAAATTCAACAGACTGAAGTCTTTGACCACAGAGAACAGCGTCATCATCTCCGC
TCTGCAGAAATCAAAGACCGGCCTCTTGGAAATTAGCGAAGACAAGACTAAAGTCAGGAG
ATCACCGGACAAACCTTTACCAGAAGTGAACGATGAATACAAAGACGCAGTAAAACACAG
ATCTGTGTACATTAAAGGTTTTCCTCTTGAAACAACTCTGGATGAGATCCAGGAGTGGCT
GAATGACAAAGGAGACGTGGAAAACGTTCAAATGAGGAGAACCCTGCAGAGGAAGTTCAA
GGGGTCTGTGTTCGTATGCTTTGGCAGTGAAGAATCGGCTAAACAGTTTTTGGAGCGATC
AGACATCAAATCATTCAAAGACAATGACATGCTTGTGCTGTCGAGGGAAGCCTACCACGA
AATGAAGGCAAAAGAGAAAAAACAGTTCAAAGTGGAGACCAAAGCTAAAGCCAGACAGGA
AAGGGAGCAACAACAAAAAAATGCTGAAGAAACAGAAATGGGACGTCTTTTGGAGGAACA
GACGGGTTGTCTGCTGAAATTTTCTGGAGAG
>CL3566Contig1
TCGGCACGAGGGCCGGCGAGGGTTCCTCGTGTTCAAGAAACCGTAGAGTCAAACATTGTT
TCCAAGGCACAAGTGGGCGCAGAGATGGACTCTGAAGTGGCCGCTGAAGTGGAAGAGACG
GGGCAGAGTGAAGGGAGGGAAGGGGGAGGTGAGGGCAGCATCAAAGAGCAGGAGCGAGAC
GAGGAGGAGAGGGCCGGTAGGGAGGAAGAAGTGACGGAAAACGGGCAGGTAGATGGGGGA
TCGCTTCAGAAGGAGATAGATAAAGGTAATAACGATGGCTCCCACAAGGAGGAGGAAGTG
AAGGTCACAGTGATAGACGCGGAGGCTTCAGGAGCCAAGGCAGTGAATGGAAATGCCAAT
AACAATAATAACACCAGTCAGGCGCCAATTGAGCAGGAACTCCTGCTCGAAGGGCTTCTC
CAGCCGCCGTTTGTGTCCGAAGAGACGCGTTTCTTCCCAAACGCTGCCAGCGCAGAAGCA
GATCAGATGCCAACTGAATGGTTGCGTTCAGTACAAAGGCTTGACGCTCCAGGGCCACCG
GGTGCCAAACAAACCGAGCCCTCGGGAAGCTCTTCAGACGTCTTCACAGAGGCAGCTGGG
GGAGCGCCGGCGTCTGAAGCTTCCGAATCAGAAGCGGGTGTGTCGGGCTTCCCCGGGGAT
GTTTTTTCCGACCTGAGCGCTGGCAGTCTGATATCCGATTTCACATCTGACTTCTTTAGT
GGTGCCGGCGGGGGGAGGCCTTCTCTATCGGCGCTGGATGACCTTTTGGATTTCGGGATA
GAATTGAGCAACACGGGCCGCGGGGATGACCCTGCTGTGACCGATGACAATGAAGACCTG
ACGGCGGAGGAGCAGATCAAGAGGAACAGATACTACGATAGTGAGGACAGTTCTTGAATT
CGGCCCATTCGGCTTCCAATCAGGCGACTCAGGCGACACGTCATTTTGTCTCTCTGTCCA
TGGAGAGATGAACTGCTCGGAAAACGGTTTTTGTACGGCGTTTTGGAAATCAGCTTTTAG
TCATGATTCGGCTTTGTTTGATTCTGCCTGAATGCACCTGGTGTGCACCTCGTATGTCAT
GTAGCCACTCAAATCTGCTTACTTG
>CL3567Contig1
CTGCGTAGCTTGGAAAAAAAAAAGCTCCGTTGTGTTGGTTTTTGGGCATTGTTGGGTTGT
TTTCATATTGTGAAGATTTGTAGAACATAGTGAGTGCTGAACACGTGCCTGATGAGCGTC
AGTGTTTGTCGTCTTAACCCCGATCCCGAATGCACTACGGAACCACGGAAGAACCCTGTT
TACGGTCCACCGGACCCCTCCATCACCTGTTTACAACTCGACCAGCTGACGCCAAAACCG
CTCCGCCACCTCCACGCGTTCTGGATCTTTCTTCCTGGGAGGCTCGCGTAGATGCATTCG



CCGTGTTTTTGTCGTGTCGTGGCGACCACGGCGGAGACTTTTTTGGGAGCTGCCTTTCTT
GTTTACAGACTGCCTTGCTCTGCCTGTCCCTCCCCACCTCAGCCTTTCTCTGAGTGCTGC
ATGACATTGACCGGCCTTCTGAATGCTTTGCTACTAACAGTGTAAGTGTCTCGATGCTTC
TGTGTTTCTTGACTGTCGTCGTTCTCTAGCTCCTGGATGTTAACGCCACTTAAAGGCGAC
TGTAAATCAGCGTAGTGGATAAAATGTGACTCCCCAGACGCTTCTGTGTTTGAAAAAGCC
TCAGAATCCAGAGACGTTTGGTCTGTGGACACAAAAGTAATCGTACAAGTCACAGTGGGT
TGTTGTCATTATTGGCTTGTGAGCCCTAAAAAGGCGGTGAGTACACGTGAACCCTGAGCA
GACGTTCATGTTTGCTCAAAATGTGTGAATATTTCAGATCCAGAGAGAAACAAAAATAAA
AAAA
>CL3568Contig1
GAGAATTGCATGGAGAACTTAGCCAAAATCAGAGACTGGAGAACCTGAGGCGTTTCAAAG
ATGACCAGATAGACATTTTGGTGGCCACAGACGTAGCAGCTCGAGGTCTGGACATCGATG
GAGTGAAGACGGTCATAAACTTCACAATGCCATCCACCGTCAAGCACTATGTCCACCGCG
TAGGCCGCACGGCGAGGGCTGGCCGCTCCGGACGCTCTGTGTCTTTGGTTGGCGAGTCAG
AGCGCAGGATTCTGAAGGAAGTGGTGAAGTCAGCCAAGAACAGCGTGAAGGCTCGAGTCT
TGCCGCCAGACGTCGTCCTGAAGTTCAGAGATCTGATCTGCAAACTGGAGAAAGACGTTG
AAGCGGTGATGAGGCTGGAAAAAGAAGAAAGAGAGCTGGCCGCTTCTGAAGCTAAGCTCA
GTGTGGCACAGAAGCGTCTGGATGGCTCCGCCTCTTCCTCCGAATCGCAACGAGTTTGGT
TTCAGACTCAGCAGGAAAGGAAGCAGAGCCGTGTGTCGAAGGCTCTGCAGGAGTTCGATT
TCGCCCTGAGAGGGAAGAAGAAGAGAGACAAGTTTGTGAAGGATGCCAAGAAAAAAGAGC
TTTTTTTTGAGGAGCGCGCTCAGTTCGAGATCCTGAAGGCGCAGATGTTTGCTGAGCGGG
CTGCAAAGAGGGAGAGGAAGCCGAAGAGGGCGAGAGCGATGGTTGAAGATGAGGCGCCAG
CTAAAGCCAATCAGAAGACAGGAGGAGGAGGAGGAGGTGGAAAAAAGTCTGTGTTCGATA
AGGAGCTGACCAACACAAGCAGGAAGGCTCTAAAGCAGTACAGAGCTGGGCCGTCCTTCG
AAGACAGGAAGCGTCTGGGGCTGGACAGGAAGCGCTCCGGCAATACCCGGTTCAAGAAGA
AGTGAGGAGAACTTCTTTCACCAAACTCAGTTTTTTTTTTGACATGCTTATCTTTATCAA
AGTTTAATTAAAGTTGTCTTTCTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGAA
TAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATNTTGT
>CL3569Contig1
CCTGTCTCAATGAAGTGGCTTTAATCTGAGTGAAACACGGGCTAATACAAAAATAAAAAA
GGAAAATTAATGTGTTAGCTCCATGCTCCTGCTAGGCCCCAGAGCTGCGGAGGTGAAGAA
TGAAGGTGGAGGAGTCTGAGGAGAAGGGGGTCTGGAGTTGTTGGCTGTTGGTGGCAGAGT
CTCACTGGGCCTCATCCTCCACGTCCTGCAGCGCCTCTTTGTTCTGCTCCTCACCTTCTC
CCTGCATATCTGAAGTCCATAATGTCAGGTTGTCACGTAACAACTGCATGATGAGTGTAG
AGTCCTTGTAGCTGTCTTCACTCAGCGTGTCCAGCTCTGCGATGGCATCATCAAACGCAG
CCTTTGCCAACCTGCAGGCGCGGTCAGGTGAGTTGAGGATCTCATAGTAGAAGACTGAGA
AGTTGAGGGCGAGGCCGAGGCGGATGGGGTGTGTGGGCGGCAGCTCCAGCATGGCCAGAT
CTGTGGCAGTTTTGTATGCCACCAAGCTGTTTTCTGCAGCCTCCTTCCTGTTGTTGCCGG
TGGCGAACTCTGCCAGGTACCTGTGGTAATCCCCCTTCATTTTGTTGTAGAAGACTTTGG
ACTCTCCCATGACGGCTGAAGGGAGGAGGTGCCTTTCCAGTGCATCCAAAATGTCTCCAC
AGATGGTTTTCAGCTCCTTCTCCACCGTTTGTCTGTATTCCCGGATCATCTTCAGCTTGT
CTTCCCCGCCCTTGCTCTCCTCCCTCTGCTCAATACTGCTGATTATCCTCCACGATGCTC
TCCGAGCGCCGATCACATTCTTGTAGGCTACTGATAGTAGATTCCTCTCCTCCACTGTCA
GCTCCACATCCATGCTCGCCACTTTCTTCATTGACACCACCATCTCGTCATATCGCTCTG
CCTGCTCGGCGAGTTTTGCCTGATAAACTAAATCTTCTCGCTCTCCCATTGTGTATCAAG
ATGCAGGTACAGTGACAAGCTAGGAAGTAGAACTGACAAAGCTATTGGTGAGACACACGG
CGGCGTGCCAGGTCAATCGGCGGTTCCTAGAAATCAACTGGTCGATGAGTCCCCCGGCCA
TAAGGCCCGGG
>CL3570Contig1
GGTGCCAGGGAAGTACTCCCCATACTTGTGGAAGGAGACGGTCATGACCCGGTCTGTGGT
GTAGAAGGCCTCCTCCACCCCATCGCCATGGTGGATGTCAATGTCTATGTACAGCACCCT
CTGATGATATTTCAGCAGCTCCAGGATAGCCAGGACGATGTCGTTGACATAGCAGAATCC
AGACGCCTCAGACTTCTTGGCGTGGTGGAGGCCGCCGGCCCAGTTGATGGCGATGTCTGT
CTGCTGCTTGTTCAGCTTCACCGCTCCAGCAACAGAGCCTCCAGTGGAGAGCTGACAGAA
CTCGAACAGGCCATCAAACACGGGACAGTCCTCTCCAACGTTAAATCTCTGCATCTGCTT
GCTGTACTCTGACATGTTGTCCGGGCGGATGGACCGCAGGAACTTGATGTAGTCGTCACT
GTGGTACTTGGTCATCTCCTCCGCACTGGCTTTGTGGGGTCTATAGATCTCCATCTTCCT
GTACAGTCCATAGTTGAGGAGAAGGTTGTGGGTCATGCGGATCCTGTGGGGTTTCATGGG
ATGCCCTTGGCCGTAGTAATAGTTTCCCACATCGCCATCGTAGTAGTAGCAAACTTTCTT
CTTTGTTCCTTGACTCAGCGCCATTTTACATCGGTTCAAGCTCGCC
>CL3571Contig1
AGTATTTTATTTCAACATTCCCACAAATAATAATATTTTTTGCATTTTAAGCAGGATTTT
GTTGCATTCTCTCATGTAGCAAATAATTTGATTTTCTTTTCCTTGTTCAGCATAATTCAG
CATAACATAAATTAATTAAAACACTGATTTAATGTGCCAGAAATTGTATTTCACAATGCT



TTTCTTTATAAATCAATTTTTTTCTGGTCTGTTACTTTTGCTCCCGTTCTTTTGCAAACC
AACAGATATAACAGAAACTTTCTAATTTTTGACATCATTTTTCAATGCTCACTCATAGCA
GACCATTCAAAGCAAATTAATAAAGTTTTAAAGTAAATAAGAAAGCAAAGGCATAATATT
TTAACAAGTGGACTCCTATTGAAACCTTCTAGTAGAGATGTTATAAAAGAGTTACATGTC
ATTTAAACTCAACATCCACAGTCCTCTTCTCACTCCTCTTTGGTACCGAATGAATCATTT
ACAGCATTAAGCAATTTGCCTTCTTTACTTTGGCCGGCTGAGGGCAAAGCACAGCCCTGA
TGGCTTCATCAAACACAGTCTTCAGGCCACGCTGGGTCAGTGCTGAGCACTCCAGGTACT
TCACTGCATCAATCTCCTTAGCCAGAGCTAAGCCTTGTGGATAGGTGATTGGTGCCAGTT
TTTTTTCCTTTAGCTTCTCAATCGTATCTTTCTCATCCCTCAGATCCAGCTTGGTGCCCA
CCAGGATGATTGGTGTGGAAGGGCAGTGGTGGCGAACCTCTGGGTACCACTTAGCTCTGA
CATTTTCATAAGAGGCAGGGCTCACCAGAGAGAAACAGATCAGGAAAACATCCGTCTGTG
GGTAGGACAATGGGCGGAGCCTGTCATAATCTTCCTGTCCTGCTGTATCCCACAGGCCCA
GGTTTACAGGCTTGCTGTCCACCATCACATTAGCTGAGTAGTTGTCAAAGACAGTAGGAA
TGTACTCCCCAGGGAAAGCATTGGTAGTGTAGCTGATGAGAAGACATGTTTTACCCACAG
CTCCATCTCCAACGACCACGCATTTGATAGCTTGCATCTTGTTACGCTTCGCCTGTGCTC
TCCCCGGCCATAATGNCCGGGTTT
>CL3572Contig1
TTTTCTCTTTTTTGTGTTTTAAATATGAATAAAGGACTTTTCATCATCATCAAAAGCACA
CAATAATATCTGGTACCTTTACCAATACGAATAGAACTTTTTGTCTTTCGGATGCAGCAT
TAAACCTTTTTCAATTTGCGGTTCACAACAACACAACAGTTCATTATACTGGCTAAATCC
AAACTTTGCAATAACACATAGTATCCTCAAACATTGTATAGTACTCCCAAAATACAGTTC
AAATATGATGTCTACAAGCTAACTGAGCAGAATATTTTAAAGGTGGTCAAACAGTCCTAA
ATTACTGCACTACAGTCACAAAAAAAGCATTCAATTTAAATGCCCAAAAGGTTTTTACTG
TCAAGACATTTTAAAGGTAGAGTTTAGGTTCAGAAACGAAAGCCAGAGGATTATGGGAGA
ACCCTGAGAGAACACAAGTCTGATTATTACAAAGAAAACAAGAATAAAACACAGGAATCA
GTGGAATGGAAAAGACTGTTTAAAAACACAATACAAAGTGAAGTGACAGAAAAATATATT
CCCTCAATTATTTCCAACTTAAAATAAACAGATGTTACAGTTTGTAACAATTGTGATCGA
AGGACAGCCTTGTTTTTTTTTAAATAAAAGAATAAACATGGTGCTCCTCTAGACAGAACA
TGAACAGTCACTGGAATGAACATAGAAGCTTCCTGAAATATAAAAGACAAAGTGAGCAGC
ATTTAACTCCTAAAATTAATCCCTAAAGGAGTAAACGAACAATTAGCTATTGTATTTTAT
AACTCATTTATGTTATGTACAATTACTAAAGCTCATTGACACAACCGTGTTGTAATGGTG
GGCTAAATAAATAAAACTGAATTATTGAATTACATGAGCCCAGAAGTGAAAGGTAATCCG
>CL3573Contig1
CCANAGTTTTTTTTTTTTTGGTGGCATGTTTGCTCTATTTATTCTTAAATATTGACTATC
ACTAATTCCTTGGCCAATTGATAATGATCTGGAAGGGTTGGAAGAGTGTAAGCGATGCAT
TTTTTCTTTCTCAATTTGTGCACAATGGAACAACAGTGCTTACAAATCTCTAATCTTTTC
AGATCAATCTCAGTAGTTATGGGGTTTAAGCTCAATAGTCTAGTGCAGCTCAGGTCTGTG
CACCTTCTGTGCTTCACCAATCAGGAGCTTGCAAAAGCTGGGCAGTGCGTGGTGTGTAAA
TGTGTGCTATTCCTGTGTGTCCGTAGCTCTTCATCGTTACAAAATATGCTCTATTGGTGT
TTAGCTGAAAATGCAGTGTACTTATTTAGAATGCTAAACTAAAATCACTTTCTTTCTTAA
ATGACTGGCTGTTGTCCAAAAGAAATTTAGAAATTGATTTTACAAAATTATAACATCAAC
GAAAAAGGAAGTACAAGTACACCTGAATTAAGTTGTTTTTCTGCAAAAAAAAAA
>CL3574Contig1
TTTTTTTTTTGGAAATCATTAACTTTATTGAAAAAAAAGAACATTAAGATCACCTGGACC
GAGGTCAGGTATGAACCGGGTAATTATCAAACACAAAGACAAACAACTTTAGGATTTAAG
GCAACCTTTAGTGTAATCTGGGGTTCAGAGCCGATTCTCTGCCAACCCTAATCTACCTTT
AAACCAAAAACTGACCCACAAACTTTAAAGGCATCTCCAGCTCCACAGACGACTACCTCC
TCTTCTTGTTCCTGATAATACTCATGTCAGCCAATCTGCTCTTCAGGATCGACATCTTCT
CCAAGTGAGCTTCAAAATGTTGCTTCACCTCTGCCAGTCTTTCACTCACAGGCTGCAGAT
CAAATGAGAGTCCAGAGGCCTTCACCATGGAGCTGCTGTTCAGGATGTAACAACTGATGC
TGGATTTGTCCAGGAGGAAGAGGGAGCGAACTGGAGCCAGGCTCGGTGGGCTCGAGTGGA
GAATCTTCCCCACGTCGAGGTGGCAGTGACTGCATTTAAGAGGACTGGAGATGCAGTTTG
TCATTTCTCCTTTATCTTTGGACATTACAGCATCTCCAACCACAACATCGTCTGTAACTT
TTAAGAGAATGACCGAGTCCAGACTCTGCAGTTCACCACAAACATCCAGGGAATCCGCCA
GGACGGTGTAGCAGTGCTGGCAGTGGAAGGTCATCAGATGTCTGTCGTCTGCCGCTGTCC
CAGGCTTCGCTTCGTCGCTGCGTTTATTTAAAATGCTTTTCTCAAACTCCATTTTAGCGG
GTTTCCCAGACGCGCGTGCCACGCCGAGCAGTTACGAACTTTTATCTATAAACGTTTTTT
TCCCTGTAAGAATTTTTTATTCAAATTCAATTTTCAAAATCTAAAATAAAACAGATTTTT
GTGAAGCTTTTCTGTCTTTATATTATTAAAATGTTTTTTTTAAACGGAAAGGCATCGACA
CGCTTTGCTCTGATTGGTTGTGACCATTTCCGGTCCCCGGCCAT
>CL3575Contig1
GGATTTGGCAGAGCAGTAGAAAACAGAGCAGGCAGAGCTTCCAGTAATGTTACAGCTCCG
CACTTCTGTGATTTTTAGGTCAGGATTGGTCTGACCAGGGCAAAGGTCACGCAGTACGAC
GAGCCTGTTTGGTCTCTGCTCCCAGTTTTTATCAGTAACAGGGTCGAGTGAACTGTTTGG



AAAAGAAAAAATATAATCTGATGTTTGCCAACAAAACAGTCACTGTTCAGAAAACAAAGA
TTTTGTTATATATTTTAAAAGATGCTTATAAGTTATGCTGCTGACAACTTGACCTAATTT
GTAACTATTATGAAGAAATCGATTCCTTCATCTACAGTTTAATCGGTCGCAATTAAATCT
GAATTATGCTGAGAAAAAAAATTGGGGTTTAAAAAAAAAGTTGCGAGTTAAAAAAAACAA
AAAGAACAGAAACTTGCACCTTCACAAATTAATTTAGTTAATACAACTTAACATTATAAC
AGCCTGACAATATAAAATCAACACAATACTTCTGTTTTCCCACAAATGCCTGGTTTGCTT
TTTAGAATGTTTTTTTTTCTGTTTTCCTTCATTCCATTCCTCTTTCAGCAACAATCAAAG
ACGGCCAGCCTGGATCACGGCTTTGGCTGACAGCTTTTCTGACGGATTGGTTGTTAGTTT
GCCATATGGTGGCGTATGCTGTGTTAGTACTGGGCTTCGGAGCTATCAGACCAACAAAAT
GAAAAGTTTATAGCTGAACATTGGCTCCATGTTGGATATCCACATTGAGGGGACAGAGTG
AGCCTGATGCGTTTCATTTCTGGCCTGGTGGGGAGAGCCGAGACTCCCCGCCGTCTGTCT
TTCATATCAAACATCACTGGGTTGGCTGGGAGCCAATTATGAGCGTCACCTTTTGCGTTC
NTGATCTCCTGTGTATGCATACAGTATATGTATCTTTATTGCCTTGGTTGATTATGAAGA
AGATTTACCTATTTTTTGTAACTGTTCTCTGATGTGCCATAACTCATGTTTTCTTGCACA
CTGTTAATATTTTGTGGATATTGCTGNTAAAAAAAAAGATGATATGAGAAGTAGANGACA
TTAAAAAAAGA
>CL3576Contig1
ATGTTTTTTTTTTTTTTTTTTTTTTTTTTTCGTGATCAAATATGTTTTTATTGTTGGGAT
TTGTTTTTATACAGTTTTAACCAATATTCAATATGAACTATGCATATGGTTAAGAAATGT
AGATTTGCTTTTTGATAGAATACTTTTTTTTCAAATTCAGCCAAACAATGTGGATCGACA
CAAGTGTCCTGACGGACACGTCGGTGATGCACTGTGAAGCCATTAAGACGAGGTGATGCA
GAGGCCATGCAGAGACTTCAGATCCCTTTTCACTTTTTGACCAGCTGAATAACGTCTTCG
TCCTCCATCACGTGGTCCTTGCCCACCTTTTGAGGGTTGTGTTTCACTGAGGCGCCCCAC
ACAAGTGCATACTTCAACTCTTTGATGAGGTTTTTGTGAATCTTTAAGCAGAAATCCTCA
ACGGAGGTTCGTCCGTCAGGGAGCACGACGGGAGATGTGTAATCAGGAAGTTGTCCTTTG
GGTTTGGTGTAGATGCGCACAAGCTTAAGGTAATCCCACATCTTCTCCAACAGGTCATCA
AAATTCCAGCGGTGGTGGGCTGAGATGGGGACACAGTGTGGGACCTTGTAAATGACATCC
AGCTCTTCAATTGAGATCTGGTCAATTTTATTTAAGACATAAATGCACGGGATGTAGACC
CGATTTCCCTCCACCACATCGATGAGGTCATCAGCGGTGCAGTCGGCACGCAGAGTGATA
TCCGCGTTATGGATCTTGTATTCGGCCAGGATGCTCTTAACTGTTTCAGAATCGAGCTCA
GTTTGTGGACATGTGGTGGTAAAGTTAATGCCTCCTTTGTCCTTCTTCTTGAATCCGATG
TTGGGTGGTTGTTTGTTAAGTCGGATTCCAAAGCCCTCCAGCTCGTGTTCTATTAGCTTC
TTATGAACAAGAGGCTTCAACACATCCAGCACTATTAGGATTAGATTGCAGGTTCGAGCC
ACTGCAATAACCTGTCTGCCTCTGCCCTTGCCATCTTTGGCTCCCTCAATGATTCCTGGG
AGATCCAGAAGCTGAATTTTGGCACCTTTGTACCGAATGACACCAGGTACTGTTGTAAGG
GTGGTGAACTCATAGGCAGCAACCTCAGAATAAACACCTGCAAGATTACTCAGCAGTGTT
GACTTTCCGACTGAAGGAAAACCAACAAAGCCGACACGAGCGTCTCCTGTCTTTGCGACA
TCAAAGCCTTCCCCGGTTCCACCCCCACTGCCTCCTTTTGGTGTGATGAGCTCCCTCCTC
AGTTTGGCAAGGCGTGCTTTGAGCAGACCCAAGTGGTGAGCTGTGGCCTTGTTCTTCTGA
GTTCTGGCCATCTCATTTTCAATCTCCGCTATTTTTGCAAGTATACTCATTTTGAGGACA
GTTCCAGGACGCTGTTTACGAGAGGAAGATAAAATAAAAAGATTTTACACGAAAGTTGCA
AAACTTAGCATCCACACTGCACAATGTAGAATGTGCCGTGTCTTGTGGAGACTCTCGCGA
GACTCCCCGGCCATA
>CL3577Contig1
GGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGTCAGTCAATGCAAACAAAGCCTTTATTT
AGAGTAGTTTACACCAAAATGTGCTGCGTTTACATGCATTGCAATAAGATTCTGAATTTT
AAACTTTGAAAAATGCAAGATAAGAGCTGAATTTCCTTTTTTTTTTTTTAGACACATTTG
TGGTTCAATTCTGCAAAGCAATCAGTGCTTATATGCTAAAATATTTGCAATTAGATCAGC
ACATCCCACAACTCAAAATGTCTCAGGAAAGCGTTTTACATGCGTTTTGGGACTAGACTG
GTGAGCACCTATAGACCAGTCCTGGTCATCTCAGAGAAGAAGCTGTGATTTTGAATGTCA
TCTGCTTCAAAAGCTGCAGCTCCCCTGGAGGAAAAGCCAATGTCACAGACTTCCACTTCA
AACCACAGACGGCCATTTAGGTTACAGGTGAAAAACAAGAGCTCTAGTGTCAGCATGCAC
TGTTGTGGCTGACAGCAGATTGCATCTGTAGATCTACATTTCTGACACTGGTTCTTCAGA
TTGAGATGCAACAACTCTGTTCAATCTTTTTTGGCTCAGATTTATTTCAACAACTTTAAA
GTAGATTTAAAAAAAAAAAACAAAAGAAAAACACTACTCCACTATTTAAGCTGCCTGGAA
ATGAGAAGTTAGGAGACTCAAATGTTTAGTCATTAACATAGTTCATTCAAACGTTAAAAA
GGAATTAGGTATTTTACAAAGATTGAAGGTGGATCATAAACTACAGGCTGCAACACCCAC
CTGACACTTTACCAATGGAATGACAGAACATAAAACTTTATTCAGTTTAGTTCTTGTAGT
GGCACTCTATTCCAATGGCTGTACTCTGGCTCCTTGTGATGGGACTCCTCGCCATTGACT
TGGGGTTATAGATCAGCTTGAAGGTATAAACAAAACCATTATCCTCTAGCATTAGTGTGC
TGCCACACTCATGCAGCTCCGATTCAATGATCAGCACCTGGGACCGGTCATCCACCTCAG
TGACTGGACAGCCACCGAGTGTGATTTCATCTGGACTGATCAGTGTGCCAATGCCCAGCA
GGTCTTGACTCACTTCAACCAGGACCTTACTCTCCCCACATTTTACCGCCACCCTGTTGG
AGACCACTGGCTGTTGCAGTTTGAACTGGACAGGTGGCCTGTTCACTGGCTCTGCCGGGG



GTTCTGGAAACTTCCACTTGAGCTGCTCGCCTGCAGGCCGGATCCATTTCGAGTCAAGCC
CATCATCCTGCAGAGATGGGGAGTGGCCTTTCCCAGCCAGAACCCTGGTCCGGGTCGCAG
CGACATGAGGATTCTGCATCTTGGCTGCCCACGGAGGGGGCCTCATACCACGGCGCTGTG
CATCACCAACACCACTGAAGGCTAGCACAAACACAAACCCAAGCAGCTGCAGGAAGGCCA
TTGTTGTCCCCCGGCCATAAGGCCCGGG
>CL3578Contig1
CTCCCATCATCTCCAACTTCTTCTTGGCTTCTTACGCACTCATAAACTTTTCTGTGTTCC
ACGCCTCTTTGGCCAACTCTCCAGGGTGGCGTCCTAGCTTTAAGTACTACAATATGTGGG
TGTCCCTGGCAGGAGCCATCCTGTGCTTCGTGGTCATGTTCGTTATCAACTGGTGGGCGG
CCCTGGTCACCCTGCTGATTGTGCTTGCTCTGTACATCTACGTCAGTTACAAGAAACCAG
ATGTGAACTGGGGTTCATCCACTCAGGCTTTGATCTACAACCAGGCTCTGACTCATAGTC
TGAACTTGACTTCAGTCGAAGAACATGTGAAAAACTTCAGGCCACAGTGCTTGGTGCTGG
CCGGTTATCCGAATTCTCGACCCGCTCTGCTTCAGTTGGTCAACTCTTTCACCAAGAATG
TGAGCCTCATGGTCTGCGGTCACATCCGAACGGTCTCCCGAAGGCCCAACTTCAAAGAGC
TGACTCAGGATTACGCTCGCTGTCAGCGCTGGCTCTCCAAGAAACGCATCAAGGCGTTTT
ATGCTCCAGTTTTTGCAGAGAACATGAGGTACGGAGCGCAGCTACTTCTGCAGGCTGTTG
GTTTGGGACGTCTGAAGCCTAACACACTGGTCATGGGCTTCAAGAACAACTGGAGTGATG
GAGACATGAGAGATGTGGAGAACTACATCAACATCATACATGACGCTTTTGACCTGCAGT
TCGGAGTTGTAATCCTCAGACTTCTGGACGGACTGGACATCTCTCACATTCAGGGACCAG
ATGAGCTGCTCTCATCCCACGAGAAGCCACCAGTGGGCGCCAAAGATGCCTTAATATCTG
TCAACTTGGTGAAAGACTCGGACTCGGACTCCTGCCCTTCAAAGTCCACCAGCAACCAAA
GCAGCCCACTCATCATACGAGCTACAGATATCAAGTCTCCTCTGAGTCTAACTGACCAGC
GGCTGCTGGAGAGCAGCCAACAGTTTAAGAAGAAACAAGGCAAAGGAAGCATCGATGTGT
GGTGGCTGTTTGATGACGGAGGTCTGACTCTGCTCATTCCATACCTGCTGACCAATAGGA
GTAAGTGGGGCGACTGCAGGATCAGAGTCTTCATCGGAGGGAAGATCAACCGAATCGACC
ATGACCGTCGAGCAATGGCCACGCTGCTCAGCAAGTTCAGAATCGATTTTTCTGACATCA
ACGTCCTCGGGGACATCAACACCAAACCCAAGAAGCACAATAAGCTGAGCTTCAAGGAGC
TCATTGAGCCGTACAGGCTGAAGGAGGACGACATGGAGCAGGAGGCTGCGGAGCGGCTGA
AGGCTCAGGAACCTTGGAGAATCACGGACAATGAACTGGAGCTTTACAAGGCCAAGACCA
ACCGTCAGATCCGGCTGAACGAGCTGCTGAGGGAACACTCCAGCTCCGCCAAGCTCATCG
TGATAAGCATGCCTTTGGCCAGGAAGGGTACGGTGTCGAGCGCCCTCTACATGTGCTGGC
TGGAGACTCTGTCCAAAGATCTGCCGCCGCTGCTGCTGGTGCGAGGGAACCACCAGAGCG
TCCTCACCTTCTACTCCTAACACCTGCTCACGGTCCTGCTGGCTGCTCTGAATGTTTGCT
>CL3579Contig1
AAGTCCGACAGCGAGGAGATCACGAGNATCCGTGGCCCTGGATCAGACGTCCTGGAACAG
GGATCACGACGACACGGCGTCCACGCGCTCCGGCGGCACGCCGGGACCGTCCAGCGGCGG
ACACACGTCACACAGCGGAGACAACAGCAGCGAGCAGGGTGACGGCCTGGACAACAGCGT
GGCTTCTCCGAGCACAGGGGACGATGACGACCCCGACAAAGAGAAGAAGCACAACAAGAA
GAGGGGGATTTTCCCGAAGGTGGCCACCAACATCATGAGAGCGTGGCTCTTCCAGCACCT
TACGCATCCGTACCCGTCAGAGGAGCAGAAGAAGCAGCTGGCCCAGGACACGGGCCTCAC
CATCCTACAAGTGAACAACTGGTTCATTAACGCCAGGAGGAGAATAGTTCAGCCCATGAT
CGACCAGTCAAACCGTGCAGTAAGTCAAGGAGCTCCCTACAATCCAGATGGTCAGCCGAT
GGGGGGCTTTGTCATGGACGGCCAGCAGCACATGGGAATCAGACCACCTGGGCCGATGGG
TGGAATGGGCATGAACATGGGCATGGAAGGTCAGTGGCACTACATGTAGCCTCGCCCTCT
CCAGTCCGACCAATCACGACCCAAATGGGAATAGCTGTGGGGACAAACTCTGGGGGGAGG
GGGACACGTGCGCCAGAGACCGAGGAGCTAAACTTCCTGATCCGAACCCCCCCCCCCACA
CCCTTCAGGACTCAACGTTAGATTTGGTTCGTCTTCAACTCACCCCAAGCCCTTTCTTCT
GAAAAGACTCCACTTCTTCTCTGGTGGGCACAAGACTTACTCCCCCTCCAAGCCCCCTAA
AGCCCACAAAAGACCCACATGGACCCCCCCAAACCCCCATTGATTGTGATTGAAGCAAAG
CCGACAGACTGGTCGCCTGCCGTGAATGTGGACACCTGATGACTTCTTCTTTGAAAAAGA
CAGAGACTTCCTCTGATTGGCGGATCAGGGGGGGTGTTGGCGCTGTAGCACCCACGCCCA
AAGGGAGGGGGATCTCTTTACGGACGCAGAAGCAGAGAGAGAATTTATCGGACGGGGGGG
AAGCGAGGGGACGCCGAGGNTTTACTGTAAACTGTTGTAAAATGANANTGGACTNCCTGT
AAA
>CL3580Contig1
TTTAATTTAAATACATTTTATTCCAAGAAACGTGTTTTCAGTGAATTATTAAAACCAATA
CACAGAAAAACATTTTAAATGCATCATACAGATTCAAAAACACTAATCCTGATCACATGA
CCGGGAAACAAGCATAGAGCGCGATGCCACATTGGTTGCGTCTGTTCCGAGCCATTTTGA
TGTATCCTCCATCTCCGTAGCGTTCGCCCCAACTGTTTTTAACCAGCCAATAATCTTCTC
CATTCTCCGTGCCGTACCCCACAACCAGAACTCCGTGGTTCACGTTGTGGCTGCATGAGT
GATCCTTGTACACACCGTGTCGGTAGAAGAGAAACTTGGGCCTCGAAGCGTCAATTGCTA
CAGAAATGGGGCCGATGGTAGCCACACCCACTTTAAGTGCAAACTCATCTCCTTTCGGTA
GGAAGTTGTATCCGGTGCAGTTGGCAGCTCGGTGCTTTGAGTCGTACTTGCATTTGTCTC
TCTTTCCGATGTAGGGATAAGCAGCATCAGAGGAGATGCCCTGGTTTTTTATGACGTACT



GGAAGGCGTTTGACATGAAGCCACCTTTGCAGCCATAGTTGCCATATTTGGTGGAACAGT
CCACCAGGTTCTGTGGGCTGAGGGACGTTAGGATGCCTGTAGTTTTTTTTAGTTGGCCCT
CCAGGGCACCGACCGCGCTGAATGCCCAACAAGAACCACAGCGACCCTGCGTTTTGACCG
AAGTCACCAGTCCTTCTTCCCTCCAGTCCACAGATTCAGGCACAGACTTGTTCATTTTAA
CCAAATCATAATGAATTCTCTCCAGGCCAGCTGGTGCAACAGTACCCGTCAGAGATGCAA
TGAGCTCCTCGATGGTCAGGTCACCCAAGTGGTTCATTGCCAGCTCATAGGAGTGCAAGC
CGAGGGAAACTTCTAGATTATGGACACTAATCATCTCCAGGTTTTCCTCCCATATTCGTC
GGCGACCAAACTCCTCAATCTCATGGGAGTAGGTTTTACTGTAGGTCTTCTTCCAAAGGT
TCCAGTGCTGATCCAGGTGTGACCTGACTGCAGGCACAAATCCACACAAAACTGTGAAAA
ACAGCCTCCAGAACATTTCAAGGTGGGAAGATCTCAGTGGGCAGGCATCCCCGGCCATA
>CL3581Contig1
TTATTTGACGTTNGTNTTNCTTACAGAAACCTACAGATCCAAATAAAAACAACAAACGTT
CTTGTTACGGGTCAAAAACACAAGTTACAAACTCCAGACCTGGACAAAGAGGGGATCCGA
TTTGACCAAAGGTGCTGTGGAATGTTTGGTTTCATGGGCTTCAACACGTCTGTTATCTCT
ATGATGAGTAAAATCAATAGAAGCCATTACACCGCTTTCCACCAATCAAATCAACAACAT
TGTGCGGCACCAATACCACATTCTAGGCCTTATATAGTTTTTGCCATCAGGGTTTTTTTT
AGTTTGAGTGTCGTATTGTTATGTGCACCGGTGTTCCAAACATTCCAGTCGGTTAAACAA
CACGGAAACGGGGTCAGCGGATGCGGTCCGGATGCATCACAGCGATGCCCGACCGTTCAC
ACGCATGAAGGCGGGCGGAGGGAGCCAGGCTGAGCGTCCAACGCAGGAGAAATGGATGTA
GAGGAAACTGGGGTGGGGGGCGCTGTTTAGCGCCTGTTGCTATGGCGACCGGCCACCTGT
GATCTGTCGCTACCACTGCTCTGACCCGTCGCCAACATCACCTCCTCCAGAAAGCTCTTC
GTGTTCTGGATGGTACTTCCTCCCAGGACGATGCGGACGCCGGGGGTGTTGCGGTTTAGG
TTGTAAACAGTCAGAGCTTCTTCATACGTGGCTCCACCGATTATAAACACCATGATGTCT
TGTGGCCTGTCCCTGAGGCTGCTGGCTCCCAGGTAAGGAAACTGACTGTCTTTGAGTCGA
CCTTTGATCAGCTGATCCAGCGTGTCATGGAGAAGAGGTTGATGCTGAGTGTAGACGTTC
TCAACCCCCTTAAGTCCTTTAAAAAATTGTTTAGTGATGGAGACAGCGTCTGTCGGCGTG
ATGAGGTCACTTCCTCTGATTCTCTTGCCGCCATACTCCACCACAGCCTGCACCATCCTG
CGGTGTCGCTCAGACACGCCCCTCCTGTTCAGGTCTTCCATCAGGGATGGGAGGATGCTG
CTGCTGTGGCGCTCGTATCTTAACCA
>CL3582Contig1
AAACCCGGGCATTATGGCCGGGGGTCCGCCGTGTGTGTCAGGGGCATTGACGGTGCGCTT
TAATGCCTAAACTTGGACCGCTCGTGGAGAAATCTGCTCATCCACTTTGTACAGACGTGC
TGAGTGGAGGAGCCCTACAGCAGCAGGATGGCATCCCCTTCACCCCACGATCGCAGCAGG
AAGGAAGACGAGGATGACCCTGTTGAGCAGATGATATCCCGCACTGGCTGCACTCAGCTC
CACTACGCTGTACAGGACTGCATGGCAGAACACCAGGACTGGCGAGTTTGCCAGACTCAG
GTCCAGGCTTTTAAAGACTGCATGATGAATTTCCAAAACAGGCGGAAAGAGCAGCTGAAG
AAGCAGCAAACTTCCACCGACTCCACAACCAGATGAGCTCCCAGATGGCCACCCTGACAT
CCTTGAAGTGCCGAACTTACTAAAAAAATTAAACGGAAAGAAGACAAAATGATTTGGAAT
ATTCATTATTTGGTGTGGACTTATAAAAATAAACTATCCAAGCCTTCAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAACAT
>CL3583Contig1
GAGGACATGGNACTCTGATGACAGGGTGGTGGAGTTTAAGGACAAAGGAGGCAGCTCACG
TTCTGGAGGGGCGGGGCTTCGCAGCAGTGCGGAGCGATCTCCGTCTCCGTGGTCAGAGTC
GGATGAGATGGACTACGACCTGGAGCTGAAGATGATCTCCACGCCGTCGCCAAAGAAAAG
CAAAAAAATGACCATGTACGCCGACGAGGTGGAGAGCCACCTAAAGAGCATCCGGAACCG
CATCGGGACATCGGGGACCCAGAGCAGAGCCAAATCCTCATCCCCCTCCAAGTTAACGGA
CGTCCGGCAGCTGCTGCTGGAGAAGCGGCAGGGGCTGTCCCATCACAGACAGCCCCCCCC
TGTGGCCAGCGGCGGGAAGACCGATGTCCGGCAGCGGCTCGGGAAAAGGCGATACTCTCC
GGACAGACGCCGCACCCCTTCCCCTGCCTCCCCCAGAGACACGCCCCCAAGCAAAGAGCC
AGTCAGAGATGTGCACAGCAGACTTGGCGTGGCCGGTCAAGACAGAGGCGTCTTCTCCAG
CTCCAAAGACAGAAAGACGGGCGACCTCTGGAGCAGACTCGGCAACATTGAGCGGCGAGG
GAGCGACCACTCGGCTCCGTCCTCCTCCTCTTCAGGTCGGAAAGAAGGCAGCGGGAGAGC
AGGCAAGAAAGCAGAGGGTGAGGAGAAGGAGGAGGAGGAGGACGACTCGATGCTGCAGAA
GATGTGGGGCGCCATGATCAAACAGAAGCAGGAGCGCCTCGGCCACAAGGGAAAGAAGAG
CCGCCTGGACAGCCTGCCGTCGCTGCAGATCGAGATCAGCCGTGACAGCAGCGACGACTC
TGACGCCTGAGGACGACTAGGAACTCGGCCAGACTCTCCTGAACTTCAGAGCTCCAGCCG
GGCCCAGGCGGCGGACCGGACCTGCTGGTTCTGTCATCGCGTCTGGATTCTCTCTCCTTG
AAAATGTTTTTCAGTTTCCTGAACTTCTCAAAGGTGTTGTCTGATGGAGCAAAGCATGAC
GGGAAACTCTAACCCTGCACCTGCTCTACATCATCGCCATGCATTCCTGTTACCACGGAG
ACAGACTCCGCCTCCAGCTCTCTTCCTGAAGCAGAGGATCCTCCTGTGTCGGAAGAAAAG
TGTGAACTGGATCTCCTGGTGCTGAGTTGGTTGTTTTTTTCTGAAATGTTGTGGGTCCAC
AGACTCCAAGCTTCANAATCCTCATTAAAAAGAG
>CL3584Contig1
GTATTTCACATGCATTCACAAAAGAAAATACAAAGTAACACAGAATACAGTCATAATAGC



TGAATGAAATTGGCACGAATGAATGCAGGCTTTCAGCAGGACTGGCCCACACTGAGGCTC
ATTGCTACACCTCAGACTGATTTCGGGGTGGTGACATCTTCTTCGTCTTGTCCACGTTTT
ACATAAACATGAGTGGTGTTGAACATTTACTAGCTTAACATCTACAAATACACAAGGCAG
CTGTGAGACAAGAGAAAATAAGTGAAAAACATTATGACAGCCATGATTTCCTCCAAGGAG
TAACAAACTTGAAATGTCCAGGTCCCTTCTTTGCTTTTTTTCCCCCATGACCACTTTCAT
TTCAGCTCTTTTTTTTTTTGNAAAGGNGAAACTGACTAAAAAAAAAAAAANCAGGTTTTT
CNCNCTAAAANGATNGNGACTAACACNCNC
>CL3585Contig1
CCCGTTTCTTTCCCAGGATGGAGGTTATGAAGGTGTGCACAGACCCCCAGTTCAGAATCG
ATCTCGGAACCGTCACTGACATGAATGTCCTTCTCCTTCCTGCAACAGAGCCAGCCTTCA
ACCGCTGGCAGAGGGTGCAGAGAAAACAGATGTGTTGCATAGTTGAATGTACTGTGGAGG
GGCTTTATTCGTTTTGTTTTTTTATTTTAATGGTGAAATCTCATTTCTTAATACAAATAA
AAGAAAAGAACCAAGTTCCAGACCCCAAACGGACCTTCTTCAACCTTTCCTGGATCGTTT
CATTCACCAAAAACGTTGCATTTTGTGTGCAGTGACCTCAGAGAGGGCAGTCGGAGCTGG
AGGGCTGTGCAGGCAGACAGACGCACAGAGTCGAGGCTTGAAGAGCTGGTTTCTGATACA
CAAAAAGCCGACTTGCGTATTTTTATAGCTAGAAAACGACACAAACGAGTAAACCCTAGA
AGCCCCTTCTCTCTTTATCTCTGTATTGTCTTTGTATGCCTGTATAGTTGACGTTGCAAT
CATGGCTTTGATTTTTCAGAGGGTTATCTGTGGCGTGCATCGTTCTTTAATGAAATCTCT
TTTTACGTTTTCTATTTCCTTTTTCCTGTGACAGTATCTCTGTATGTGACTGTCTCACTA
TGCACCCCAATAGCTTCGACCTTGTAACTGCCTGCTTGATCGTGGGGGCGGGGGAAAAAA
AATGTTATGAATATTAGTAAAAGTTTGAGATGGGAGGGGTGGGGGTGATCAAACTGAATT
GAAACTGATTTATGGTTATATTGAGAAAACACGTCAATAAACTCACAC
>CL3586Contig1
GAGGAATTCGGACGAGGCGGTTTCCGGTTGTCTGCTTGCGCTGCGTGAACACAGTGCGGA
CTCCATCATGGACATCCGACCAAACTACACCATCTACATCAACAACATCAACGACAAAGT
CAAGAAAGAAGAGCTGAAGCGCTCGCTCTACGCGCTCTTCTCTCAGTTCGGCCAGATCCT
CAGCGTGGTGGCGCTGAAGACCATGAGGATGAGGGGGCAGGCCTTCGTGGTCTTCAAAGA
GCTGGCCGCCGCCACCAACGCGCTGCGGCAGCTGCAGGGCTTCCCGTTCTACAACAAGCC
CATGAGGATACAGTACGCCAAGACCGACTCCGAGGTCATCGCCAAGATGAAGGGCACCTT
CGGAGACAAGGAGAAGAAGAAGGAGAAGAAGAAGAAGGCCCAGGAGCTGGCAGCCAACGC
CGCCAAGAAGCCCGCGGCTGCTGCGGTTCCTGGTCTCACGCTCGCTCTCCAGGTTCCGGA
TAACCCCCCCAACCACATCCTGTTCCTGAACAACCTCCCCGAGGAGACCAACGAGATGAT
GCTGTCCATGCTCTTCAACCAGTTCCCGGGCTTTAAGGAGGTGCGGCTCGTCCCCGGAAA
ACACGACATCGCCTTCGTGGAGTTTGAGAGCGACACGCAGGCGGGCGTGGCCAAAGACGC
CCTGCAAGGTTTCCGGATCACGGCCACCTGCGCCATGAAGATCACCTTCG
>CL3587Contig1
GTAACAGTTTATTTCCTTTTTTCTGCACTGTAGTTCATACGATTTACACATGGAGAAGCA
CAGAACATTTTAATTTATGGTATTTTCTGGATGAGTACTGAATTTTTTAAAGCATGTTAA
ATTGTAGAAGTTTATTCCTCAACAAAAACAAAACAAAAAAACTACCAAAAAAAGAATATA
CATTTGTACTGCAAAAAGAAATGTTACTCTTCTTTATAAGAAAAAAATAATTGAACAATT
CTGATGCCACACTTCAGATCTTTCCAGATCTACCAGACTGTGCGCTTGACGCCGGTCCAG
ACCGAGCGTTTAATCCCCTGCGCTACGCGGACGTCGCCCCAGTGCAGCTTGGTGTTGGGG
ATTTCATCCTCACACTCAGGAGTGGAGCGAACCTCATCTTTGGGGCTCGCCACCACAATG
GGCAGCGGGCCTTGATTTGACTGAAACTCCACCACATGGAGCTTCTTCTTGTCAGCCAGC
ACCTGATGAGTTTCCTGCTGGGCTAATCCAGTGAACAGAGCCCTGGTGATGTTGAGGAGG
TTGACCGATCCTTCTACTTTGCAGTACAAATCCTTGATGCCGATCAGCTTGCAGAGGGTG
ATGACAGCTCTGTGGCAGTGCAGACCGTAACCTTCGTTTTGTTTCTTCATGCGGAGCGTG
GTCCTCTTGAACTTGGACTCAATGTCATGATAAATTGTGTGGTTGTTGTATCGCTCTATA
TAGTACAGGTAGTGGATGGCACGGTTCTTAGCCTTCCTCAGAGCTGTGTTTCTATCTGCT
GCTTTGCCCAGCGCAAAACCTGCAGCTCCATTGCCGTTTCCAACGGCGACCAAACAGCTG
ATGGACCTTTTTCTGCCTTCTTTAGCTGTCATGTTAAAAACACTCTTCACCTCAATAACC
CGTGAATCAAAGTCTTCGTAGGTTTCTCCATTAGGTCCAGGATCAGGGGGACCCAAACTG
GTGCCCCCCCAGGAGTTCCCGGTCCACCCTCTCTCCCTCTTCACCTTCATCTTCCTCTTC
TTTTCCCACTCATCCCTTTGACGCACCAGTTCAGCTTGGACCTCCTGCTGTTCAGTCTCG
CCTCTTCTGCTCATGCTCTGCAGAGAACCGTCCTTCAACACCGGAGCATTCAGGCCGGGC
CACAGAAACCCCCCACGACCTTCTCCAATGATCTGTCCTCGATTCAGGTCTCTCCTTAAT
TTCCGTTTTGTCCGCTTCCCTCTGCCCTTCCTGGCCCCGGCTCCGGACTCTGCCAGAACG
CCTCTCCACAGCTCCTCTGCCGTCAACTTGTTAAAGAAGCTGCCATGTCTGGTCTGCTGC
CATGTTGGTGGGTTGAGTGGAATCGAAGACTGTCGTTGGGAAAAAGAGGATGATGAGGCT
CTACACACCAAATTGGAGAAGTGAACAGCGCCCACCGCAGCCTGAGAGCGGATTGAGGCG
ACACCTCCGATTGTGATACGGAGGGCACTGCACACC
>CL3588Contig1
AAGATGGACGTGATTAAAAAGCTGGTTGCAGAGGGTCAGATGGACCATGCCATGCTGCTG
CAGGTGATCAAGGAGCAACAAGAGCAACAGAAGAGGCTCCTGGACCAGCAGGAGAAGCTG



CTGGCCGTCATAGAAGAGCAGCACAAAGAAATCCACCAGAAGCAGCCTGCTGGTGCTGAT
GGTGAGGCGGAGAAGGCTTCAGAAGGAGGCGCAGCCAAAGTTAAGGACTCTGGAGATCTA
AAGGTACCTGGAGCCCCACAGCCTGAGGGGGGCGATGCTCACCCTGTGGATGCAGGGGTT
CAAGTCAGAGATGCTGAGGAAGCAGCTCAGAAAGAAAGCGCCGGTCTTGTACCTGGAGGA
GATTCTCAGAAGCAGAGTGAGTTGGGGGCGAGGGAAGTGCCACAAATACCTCCCGATCAG
CCAAAAAATGACCAGGCAGCTCAAGTGAAAGAAGAAAGAAGCATTGATGCAGAGAAGGAG
GCCATTGAGAAACATAAAGGAGAGAGTCTGGAGAAGGAACAGCAGGAGAAAGAGCTAAAG
GAAAAGCTCGAGAGAGAAAAGGAGCTGGAAAGAATTCAGAAAGAAAAGGAGGCGCTGGAA
AGACAAAAGGAGCTGGAAAGAATTCAGAAAGAAAAGGAGGCGCTGGAGAGGTTGGAAAAA
GAACGACTTGAAAAAGAGAAACAGGAAAAGGTGCAGCAGAAGCTAGAAAAGGAAAAAGCA
GAGAGTGAAATCAAGGTAAAGGGAGTTCAAGCCAGGGTCGATCCAGAAGAGCTGGAAAAG
GAGAAAAGAGAGAAGCTGCTCAGAGAGCAGGAGCCGGAGAAAAAACAAGAGGATCTTCAA
AGAGCAGAGAAGGAAATGATGAGAGCAAAGGAGGAACCGCAGGCACAGGAAGGTCAGGAG
AGGCTGCATCCAGTCATAGAAGCCAAAAATGAGAAGGATTCTGCGCAGGGAGGTGAAGCA
AAAGACGGTCAAGCTCTGAAGAAAAACGGTCGAGACCTCAAGGAGCAACCGGTCCCAGAA
GGAGGTGAAGATTCCCACAAATTGCAGGCGGAGAAGGGGAGGGACCAGGGAGCCGTGGAT
CTGAGGCGGCGGCGTAGAGCGCTGCAACCCAGAGACGCCGAAGCCCCTCTGGACGAATCC
GCCGCTGCCGCCAGGGTCCGTGGACTGGAGCCTCTGCTGGAGCTGGGGGGCGCAGAACTG
CACGCAGCCCTGGAGGAGCAGCTGGTGGCCGGGGCCATGGTGCACTCACGGCAGATTAAA
CAAGCCCCAGAGGATGATGGGACCAAATGAAGGATTTTTTTTTGAAATACTCATTTTCAT
GCTGGAGCTAAAATACACATGTTGTAGCCTTAAGGTTTAAGAAAACCTGCTCATTTTGAC
TGAATCTGAATTTCTCAATCATTTTCTCAGTATTTATTCCTTGTTAGCGCCTTCTTGGTA
CGGATGCTGCAGCTTCAAACCCTTTTATTTATAAAAAAA
>CL3589Contig1
CAAGTCCTTCAGTTGTAGACGGATATTTAGGGTTTTGAAAGTGTGAAAAGTAAAGCGGAA
ACATTTATATCATGTGACACAAAGTTTCTGTTCAAAAATCAGACATTTCAGGCATAACTT
TGAGAATACTTGATGGTAGTAAACCTCCACGGCTCTCCGTTGGTACCCCTGTTTGATCTT
CTTTACTACTGTTTGGTGCTCGCGGCCGGTCCCTCCTTTTCCTCTAAACTGAAGGGTTCC
TGTTGGGCAGGGATGCTCCCTGGAATGCTGCTTTTCCAGAAATCAGGCGTGTTTGGCAGC
CTGTCGTGACACTGTTTTACTGGTTGCCAGTTTCAGAATAGGGCACACCCTTTACTGTAT
GATATATGTCAGCAGCATTCTTAAGAATGGATGGTTTGGCCTTGAAAGAGCCTCTGCGCT
TGAGTGTTTGATGTCTTCCCACTTCAGTGGACCATGTTCCCCTCAAAGCCGACTCCCTCC
TACTTCTTTTTGCGACAGCAGCAGCAGCAGCAGTAGCTCACGGGGATCAGCACTAACGCG
AGCGTGACCATCAAGATGAAAGCTAAGAGGATGAAGAAAGCTCCCAGATCTATTGGGTTC
TCACTGGACAGACCCTGTAGCTTCACCCATATCGTCTTCAGGAGCCCCAAGCTTTCTTCT
TTGGCGTCCATCCTGCTGTGAAAGTTTTTACTGCTTTCCCACACTTCTCTGTGAGCACGC
CACGAATAGTTGTGAGCCTGAGGTCAAGTTCTGGAGATCATCTCCCCCTTTCCTTTCTTG
TCGATGTTCCCACGTTTGTAGTCGTTTTTCTTTTCCTTGCCCTCCTCAGCAGCTGTTCTC
TCCTTGACAGTCCTGCTTGGGAGTCCCCGGCCATAATGCCCGGG
>CL3590Contig1
GAGGTCGGAATGATCGGTTTGCTGACGTTCATCCGGGCAGCAGAGACGGATCCGGGGATG
GTTCATCTGGCGCTGGGCTCCGACTTAACCACACTCGGGCTGAACCTCAACTCACCAGAG
AATCTCTATCCTAAGTTTTCGTCTCCGTGGGCGTCAGCTCCCTGCCGACCGCAGGATATC
GACTTCCACGTTCCCTCAGAGTATTTAACCAACATCCACATACGGGATAAGTTAGCGGCT
ATCAAGTTGTCTCGGTATGGAGAGGACCTGCTGTTTTATCTTTACTACATGAATGGAGGA
GACCTGCTACAACTGCTGGCTGCAGTAGAACTGTTTAACAGGGACTGGAGGTACCATAAA
GAGGAGCGGGTCTGGATCACCCGAGCTCCTGGAATGGAGCCCACGCTGAAGACCAACGCC
TACGAGCGAGGAACCTACTACTTCTTTGATTGTCTCAACTGGAGGAAGGTGGCCAAGGAG
TTTCATCTGGAGTACGACAAACTAGAAGAGCGACCTCATGTTCCCTCCACCTTCAACTAC
AATCCTGCCCAGCAGGCCTTCTGATTGGCTCTCCCTCTTGCCTGCCTCTCTGCCATTGGT
CGTCCTGGCATATCAGCCACTCCCCCCTTTAGGTTTAGTCAGATGAATCTGGCCTGTAGG
AGCTCAGGACAGAAGAGGATGTCCAGGTTCCCGAGCACATTTCCGAAAGACTCATTTTAA
CCATTATTAATTTATCTTTACCTCATTTTTTAAAAACGTTTTATTCCCTTTTTTTTGTTT
GTTTTTTTTTGTTGACGTCACACAGACTCTGTAAATAACTGTCCATCTGATGAAGTGACT
CTTGTTTCTATGAGAATTGACTATTTTTGTCTAAAGATGCTTTAAAAAGAAGCAGATTTT
AACAGAGAAAGCAGGATTGAAGCATTCGATGGATAATTATTTCAGAGCCATGGCAGAACC
TAAAACCAGTTTTTATTTCATCAAGGATTTCCCAGAACGCACATCATCCAACAGAAAATC
AGGACAGGAAATGCAATGTACATTGTAGCACTATTTCATAATAAAAGAGGAAGAAAAATC
CCTTTTTTTTATTTTTATCGTTTCTTTTCAGCAAAACCTGAGCGGCTCAGCAG
>CL3591Contig1
CGGCACGGGGTTCTGGTCCGAGAGTTTCCAGATGTCAGGAAGAAGCACGTGTCGGCCATC
TTGAACATTCGGGGGATGACCCGGCAGTCGGAGCGTCAGGAGATCCTGAACATCGTCAAA
GACATTGAGAGTAGCGATGCTGGCCCCGCCCCTCTGGCCCGAGACCGCGCCCTCTTCTCG
GAGGTGCCGGTCACCTCTGAGGTCCACTGCCTGAATGTGGGGCTGAGCCGACTCGCCCTC



ACCGCTTCGTCCTGCTTCAGTCTGCTGCGACCTCGCCGCCCCAAAACCCGGACGCCCGTC
CAGGAGAACCCAGACGATGGTCTCTGAGTCCAGAGGTTCTGGACCAGAGCTCTGGTTCTG
ATCGGAGGGGATCTGAGCTTCTTCTTGAGGTTGAGCTCAGAAACTCAGCAGAGATCTGGT
CCCAGTCAAATATCTGAGGGTTCCTGTAGATGTTTCTCCCAGTTGTTCTACGTCCAACAA
AAACCCGGTCTTCAGAAAACAGCCCCTAGAATCCTGAAGCTGAGCAGAACCTCACGAGGT
TCCACAACCGGGATGCTTGGTCTCTGAAGACCCTCATCTGGTTCTTTATCCAATCAGACG
TTCTCCCATGAAAATGTTCCACACTGGACGCCTCGGCGGACTCAGTCCGGACTCTGAACC
CACAGGACTCCTGATCCTCCAGGAGTTTCAGCCGATTCTGCCGGAGCTCCTGGAGTTTCT
CCCGTAGGTGACGGACCGGAAGGTTTGAATCAAAGGTACGATGGAGTCTGACTGCAGACC
CTATTTAAGACCTGGAGCTTCTCCGTTCCTCCCTGAACAGAACCACGGTCACGGCTTCTG
CAGAACGTTCTCTAGATGTCTGTGTGGACGTGGACTGAGCTGTCACAGAAAACATTACAA
TGATTTTTGTTTAGCTGATCGCATTTTAACATGTCAGACTAATCCTGGTGTTTTTCCCCA
TCATGCGTTGCGTGATTATCTGATCCTGAGCAGCAAAAAACA
>CL3592Contig1
TTTACATTTTAAGACATTTTATTTGTTTATTTTATTATTTCCACAAGGCTTCCATAAATC
AATGTAACTTCACAATTTAAAAAGCACTTTTCTGAGATGAGTTAGGTGTTGCTACGACAA
CCGCATCCTCCCGCAGAAGGTCGGATTCCTTTATTGTGAGAGGGAAAGGCACATGGAGGC
GACATGGAGGTAATGAACTCAGCAATTCATGTGCATTTTTCGTCTTTGACATCTTAAAAA
TCTATATTCATTTTTGAGTTTTTTATGCTCATATAAAAAGAAAGAATTTAGAGGCATCCC
TTCGACAGACTGCGACCTGTTTAGGGTGTACCCTGCCTTCGCCCAACAGTAGCTGGGACG
GGCACCAGCAACCCCTTGACCCTAAAAGGGACAACAGGTTAAGGAGATGGATGAATGGAA
TTTAGAGGCATTTAAAACACTCAGCTTTAAAAATTTGATTACAGTTGCAGTTAGCTCCGA
ATGAGCCAAGTTTCTATTATTTTTTTTTTGCTCATAAGTCATTTTAAAGCAGGATTCGAT
>CL3593Contig1
TTTTTTTTTTCACGTGTCATAGACTTTATTCCACAATCATCCAGTGATNAGATAGAACTT
TTAACACAACAAACACAACTTCTAAAAATCTACTTTATTTGTGCTTTAAGCACAAAGACC
GCTGAGCTGAACGCTTTCATCACAGGTGAAGGAAAGAACAGTTCAGCTGCAGGAATCCGT
CACAGTAAAGATGCTGGTTGTGATGATATTTAAGCTTTCCATATCATATTTAAATCCAGT
TAAAATGACTTCCATCTCGTTGACATAAAAAAGCACCGTTCAGGCGTAGCACTTTGACCT
TCAGACAGGTTTCTTCACACAAATGAGGATGAAAGCGGGTGAAGGGGGCAGATAAGTGCA
GAAAAGTCGGGGTGGAAACACAAAATTTGTTTGCTCTGTCGGGGACAAAAACACAAGTTT
CTCCATTTGTTCAAATGGAGCTTGATCACATTCAAAAGTGCGCCACCATCTGGCCTAACG
CCAAACTGCAGCAGGACTGAACCCTTCAGAGATGCTCAGTTTAGAAAAGTTTCCATCAAG
TTTCAAGCAAGCAGCGTCTCAGGTTCTCCGGGTTTTTATCCTCCCTCCTGTTAAGCAAAG
CGTACCTGTCCTTTACGGATTCAAGCGCCCTCCCTGTTGGATGTGGGTAAGTGCAGGAGT
GGCGTGAAGCCGGGACCTACAGCTCCTCGCTCTCGTACAGCGGGGCGGTGTGCTGGGCGG
GGCTCTCCACCGTCAGAGCGGGAATGCTCACAGAGGACAGCAGCTTCAGGGTCTTTGAGC
CGGGGGGCGCCGTTTTGATAGCTGGCGTGGTTCGAGCTGAAAGGAGACGGCAGAGCTGTG
AACTGGGCAGCAGGTCAGACATTTTTGATGAAAAGTCCTCGATAGACGACGCGCCTGAAC
GCGATTCTTCCCATCCTAGGCACCTGCTCTAATAGTATTCCCACTAAAAAAATCCTTATT
TTGAGTCTTTTCTAAACGCACAACAACAAATCAACTCTGGAACGTTCATTTATAGAGGAA
AATTAGTAAAAGAAGTTTGGAGCATCTTTGGTTCAATTTGTGCTTCAAAATCTAAAATCG
GTTTTGTTGTTATTTACCTCTGATTCAACATTTGAACAAACTTA
>CL3594Contig1
AAAGGTTTCAAACACAACAGTGAATGCCAACATAAATGCATCTGCTGCACGTTTGAGCAG
AACTAAAGCTGGACGTGGGAGGAAGGAGTGAGCTCATAGAAACGGCTGAAACAAAAATAA
ATTCTGCAGAAAAATAAAGTACAAATTCAGATTCCATCGAAAAGTTACAAAGAACACTGG
ATTTTTACCCATCAGTTCATGTCCAGAGAAACAGAGCTTTAAACTCATCTGCCCCCAGAG
TTCTTTGGTCACCTGACCCCCCCCACCCCATCGATAAAACCTCTTGAAGGTTGAAAGTAG
AAATTAAGGCCTCAAACGATGGAGCAACGTTTTTTTGCATAAAACTTCCTGTGTGAAAGT
GCATCAGCATCTCTGCGTGGAAACACCCTGAGAGCGTACAGCGTCCTGCTGCTGCTGCTG
AGCGGTCACCATGGCAACAGCTCCCCATCAGCACGTGCAGCTGCCCCCCCTGAAAGCGTT
AGTTGGGGGCTCTTCTCGAGTTCAGTCTGATGCCGCCGCAGCATTTCGAGCTCCGTTTTG
CTGGATACGGAGCCGACATGTCCCCAACGCTCCTGCAGAACCTGAAACCGCATCCCAAGT
GAGGTCCCAGGTTCTGCCCTGTTCAGAGCTCAGCGGGGGTTCTGACCCAGCTCAAAGTCA
ACCGTGGCCCTGCTAAAGGGTGGCCAGTATTCTGAGGAAGGAGATGACGAGGACGCAGAA
CGACTGTCCCACGCCGAACACCAGAGCCTCCAGGGACATCATGGTCTTCCCTGCTGCTTT
GTAGACTCCAGCAATGGCGGCACTGGTGAGGACTCCCCCGCAGACCGGACCCAGCACGCC
CATCAGGAGAATGGCGATGGGCAGGAAGCGGGCCAGCTTGTGCTGGCGGAGGGTGGCCAG
GCAGAGGAGGGCCGCAGGCAGGTGGAAGATCAGGGAGGAGACCCGCTGCCCACAGAAACA
CCGCCGTACCACATCTCTGAGAAGTCCCGCAGAGACGTGTCGTTCCCCAGCGGCGTGCCG
TTCTTCCTCGGTACCAGGTTCAGGCCCAGTATTTGCTGGACGAAGCCGATGTCGCTGTAC
CTCTCCGCCATGTCTCAGTGCGGGAGAAAAACTTCACCGACAGCTAACATGACAGGCACC
CTGCCTCAACGATGGCGCCCTGCCTTTTCCGGTTTCTCCC



>CL3595Contig1
CAGTTTTTTAATAACATCATTCCTCAGATAAAAATGCAATGGTTACAGGAATATACATCA
GATATTAATTTAAAACTTGCTTTCAAGGGACCATACAGTCTAAATATACTTTTTCCTTTT
TTATTTACTGGTAGCGTGCGTTATAAGCAAGACAGACTCTGTCACCAATGACAGACTGAC
AAGTTACAGATACAAACTGTACACGATATATTTACATATCAACTTTTTTTTTCCATTTAA
CTTTTTATTGAAAATAGGAGTAGAAAAAGTGATTGAATTAATATTCTGATTTATTTAATT
TGTATTCTTTCCCTTTCTAAAATCTAAAATGAAAAAACAAAAATGAAAAAGAAATTCTAC
CTCTAGAAAAGAACGAGGAGAAGAAAAAGAAAAGGGTATGTCAATTGTGAGACCATGCTG
TCCTCTCCGAGGAGACAAATGGTAACTAAGGAAACCAAATGATGTTGGGCCAGTGTCACT
TAGCAACCTTAGAACCAATGAAATACGTCCTGCTAGAGGAGAGGGAGTGGCTTATGCTTA
AGAACTCAGTTACAGAATGACCACCTGCCTCCAAAGCTACTGCAAGCACAATGACACACT
TTAATTCATTATTTTGACCATAAATAGTGCTGTTATTAAATACTACAATAAATAGTAGCG
TCACTACTAATATTACAAGAAATTGGTCTCTTTGTGAACGGCTTTTCTCCCAAAAAAACC
CAAATAAAATATAGGACTAACAGACTTCTCCCTGACTTAAAAGAAATGAAAACAAACTGC
TCAGTCCTGTCAAAGGCCCTTTTACACTTTTGCATGAGTAGTGACCGATGACGATGGACA
GGATCATAAGACACTGATGAGTGGGCGTGAGTGGAGCCGCACAGCTCTGGCACTTTCCAC
AAGCCATGGTGGAACCAAAGC
>CL3596Contig1
GCAAACTCTCTCCGTCCGCCGCCTGCCTTCCCACACGCGCTCAGATGGTTTTCAGAGCTC
CGCTTGACTTTATCTCCGCGTCTCGCCTCCTCCTGCCTCATTTCGCAGATGCCCCCCCTG
TACTGTCCCGGTCCCGGTCGCCGGAGCACCCTCCCGCCGGGTTCCTGTCCTTCGCCCTGC
CAGGACTGTGCTTCTCCGCCACGCAGATCGCCAGCGTGTGTGAGACTCTGGAGGAGACCG
GGGACATCGAGCGGCTGGCCCGCTTCCTCTGGTCTCTCCCGGTAAACACAGATGGTCGCG
ACTCCATCTCCGAGCATGAGTCGGTGCAGCGGGCTCGCGCCGTGGTGGCCTTCCACACGG
GATGCTATCGCGAGCTTTACCGCATCCTAGAGACGCACCGCTTCACGCGCGCCTCACACA
GCAAACTGCAGGCCATGTGGCTGGAAGCTCACTACCGGGAGGCGGAGAAGCTCCGGGGGA
GGCCGCTGGGTCCGGTGGACAAGTACCGGGTACGGAAGAAGTTCCCCTTACCCAGAACCA
TATGGGACGGTGAGCAGAAGACGCACTGCTTTAAGGAGCGCACTCGAGGGCTTTTGAGAG
AGTGGTACCTGCAGGATCCATACCCCAACCCGGGAAAGAAGCGGGAGCTGGCCCACGCCA
CAGGGCTGACCCCGACTCAAGTAGGGAACTGGTTTAAGAACCGGAGACAGCGGGACCGCG
CAGCAGCAGCTAAGAACAGGTTGCAGCACCACCGCATCTGTCCAGACAGTGCGTGCACTC
TGAGTGGGGGAGACAGCAGCGAGCGGGCAGATGGAGACACGTTCCTCTCAGTAACGGACA
GTGACTCTGACTTGGATGTCTAAAGATTTTCTTTCTGAAAAATTTTTAACAATGAGGAGA
TAAGGACACTAAGTTGGGGAAACAAGACCAAGACCAAGTTGTGTGGTTTAAAAAAAGACA
AATCCAGGGATAAATTAGATGCATCCCATTTCTTATTGTTATTTCGCATTTTAGAGAAAT
GTCCGAATGAAAAACAGTGAATGTTATTTCAGGTTTTCAAACAGTCTTTTCCATTTCTTT
AACTAGATTGTCTTTATTGGATCAAAATTACTGATTTTAACTATCAGTTTGATGTTAAAC
TCCTCTGGATCTATCCCATATCATGCTGGATTTCTGTAAGACTTGACAGACTGAAAACTC
CAAAAAATAAGACCTCATTATCTTCATGCCATTTTTATTGAACATTTTCCCCATTAGATC
CCCCTGGAGTATTGTTGGGTGTGTATTGCTGTAGACAATCAATACCAGCAAATTCTACCT
CCTTTTGTACCTGATTAAAGCTTAGTTGCTTCTGTTTTCATTTTGCTTTCACCACAGTTT
CCTTCAAGGCTCACTGTGAAGTTTGTGTCAAAGCTG
>CL3597Contig1
CTCAGCGCGCCTTTAACCCGGGCCTTATGGCCGGGGAGCGTCGGTAGCATGAACATGGCA
GCGTCCGCTCGAGCCCAGGTGCTGTCTTTGTACAGAATGATGCTGAAAGAGAGCAGCAGG
TTTCCTTCCTACAACTACAGGACCTACGCGCTGCGGCGGGTGCGCGATGCCTTCAGGGCC
AACAGGAAAGTAGAAGATCCGAAAAGTGTGGAGCGGCTGATGGAGGAGGGAAGGCAGGCG
CTGGCGCTGATACAGAGACAGGTGTCCATTGGTAAGATGTACGAGGCGCAGAAGACGGTC
GTGGAGTAGCAGGACCATTGAGGAAGAGCCCGGCAAACAACAGGATGTGACCTCATAGAC
CAGAGCCCACCCGGTCTTTGGCATCACTGTTCAGTTTGAGCTGGTGGAACATGAAATGCA
TCGTGGGAGACGCAGTTGAAGTCTGGGAAGACCATGTTGGGGCTGCTCCCGTTGGTCTAG
GCTTCCCTGACTTGGCTTTTCTTTAGTATTTATGTTGTCAGCAACACAATCCATCTATCC
TAAAAAAATATTTACTCAGCAAAGAGATGAAGACTGAGAGCTGCAGCATAAAAATGCAAC
TACTTTTCTTGATCCGTACACCAACAGAAATATAAGAAATGACCAAAACGCTAGAGGAGA
AATCACCTATCAGGCTCCTCCTCTCTGCCGTGCTTTAGCTCCCCCTTCTGGAGGCTGGTT
ACCATGGTGACTAAGAGGCATTCAGGGATGTTTTTTTCTTCAGGTCATCAGTGTGTGTTT
TGAATAAAGGCAAATAACAAAAGAACACCNNNNN
>CL3598Contig1
TGCACATGAAAGCTACGCATAACATAATCAAAGCCCCTTTTGTGTACATTTATATTTACA
TATATTTTATTTTCGGTTAGAAATGGGGTTGATGACGATTTTGAAGAAGATGAAGCAAAA
AGAGCGCGAGGTTAGACTCCTGATGCTAGGTCTGGACAACGCTGGAAAAACCACCATTCT
GAAGAAATTTAACGGTGAAGACGTCAGCACCATCTCCCCCACCCTGGGCTTTAACATCAA
GACTCTGGAGCACAGGGGGTTTAAATTGAACATCTGGGATGTGGGCGGTCAGAAGTCACT
GCGCTCCTACTGGAGGAACTATTTTGAGAGCACGGATGGGCTGGTGTGGGTGGTGGACAG



CGCAGACAGACTCCGACTAGACGATTGCAAGCAGGAGCTGAGAACCCTCCTGCTGGAGGA
GAGGTTAGCAGGAGCCACGTTGCTGGTGTTTACAAATAAACAAGACTTACCCGGTGCTTT
ATCTAAAGAAGCGATACGAGAGGCACTGGCCCTGGATGAGATCAAAACCCACCACTGGTG
CGTCATTGGCTGCAGTGCAATAACAGGAGAAAACCTTCTGGCTGGGGTGGACTGGCTGGT
AGACGACATCGCTGCACGGATCTTCACTAAAGACTGAAACCAGATCAGAGCTGTTTTTAG
GAGTTTTTTTGTGCAATTGTTTAAATAAATGTTGCCATTAATACTGAAAAAAAAAAAAAA
AAAAAAAAAAAAA
>CL3599Contig1
CATATTATCTGTCTATANAAGNCCCATTTTTCTGANGCATTATGCAAAAAAAAAAAGGNA
TTAGAATNTATTNTGGGNGCTATGAAATCCCAGNGACCGAGTNTAAAATTAAGTCACGTC
AGAGAGAGAGAGATTTGCAGAGAGAAGTCCATGAACAACAGGGCGAACAAAGAAAAATAT
ATAATAATTAAAAATAATACATAGACCTTTTTTCTATCATCACTGACATGACAGACATGG
AGAATAGGTGTATGGCTATTTTCTTTTTTTAATGGTCACTTTTTCACTTGAAAACATCTA
CACATTAACTGATGCATTTATTTTCATGCTTGTTTTANAATATTTATAATCATACAACTA
AAGTCAACTTCCATGTCTTTCAAATACAATATTGATATTAAAAAAAAGATGAAAAATACT
GAATCTGAGTTCTATGTTTGACTTCATTCTTAATCACCGTTATTTTCTTTAAGCGTAACT
GCTGGGGGGAAAAAAAAACANCAGAAAAACAAAAGAAAGCAAAAGGTTAAATAAAATAGG
G
>CL3599Contig2
CACAAATAATGCTCATCTGAGTTCAAGCAAAGCTGGCAACCCTTAAAGAAACATCTCATT
TCTCTCAAATAAGTCAAATCCACTTGAATAACATTTTTAATTCACAAAAATACATCGACC
AGTATAATGAAAATGTACTAAAATGTACTTTAATAATCCATAAAAGCTGGAACATCATTG
ACAGAAAAACACATGAAGCATTATTAGAGTTGGTTTAGTATAATATATTTCAGCTTCAAG
AGACATAGAAATCATTCCTTGTTTTTCCCCCATATTTCTTCTATAAAAGACCCATTTTTC
TGAAGCATTATGCAAAAAAAAAATGGCATTAGAATATATTATGGGAGCTATGAAATCCCA
GNGACCGAGTATAAAATTAAGTCACGTCAGAGAGAGAGAGATTTGCAGAGAGAAGTCCAT
GAACAACAGGGCGAACAAAGAAAAATATATAATAATTAAAAATAATACATAGACCTTTTT
TCTATCATCNCNGACATGACAGACANGGAGAATAGGNGTANGGCTATTTTCTTTTTTTAA
GGGTCACTTTTTCACTTGAAAACATCTACNCATTAACTGATGCATTTATTTTCANGCTTG
TTTTAGAATATTTATAATCATACAACTAAAGTCAACTTCCANGTCTTTCAAATACAATAT
TGATATTAAAAAAAAGATGAAAAATACNGAATCTGAGTTCTATGTTTGACTTCATTCTTA
ATCACCGTTATTTTCTTTAAGCGTAACTGCTGGGGGGAAAAAAAANCACCNGAAAANCAA
AAGAANGCAAAGGGTTAAATAAAATAGGGGGTNGCTCTTTCCCANGTGGGCAGCTCAGGG
ACNCTAAACTTTCAAAG
>CL3600Contig1
TNAAAATAACAACTTCTATTGGAGTTTACCTGCAGAGTTTTGCTAAAAACAAAAAGAGCT
CAAGTTTCCTTCAGAAGATCAAGCACATTGGAAACACATGGTTCTGGAAAAAATGCAAAG
TGGTTGTTGGAAGGGACTTGGAGTCCAACCATGGAGTCTCAATAAATAAAATGCCTCTCC
GTGACGAGCTGCACGGCGGAGAACCGGGTTCAGGCGCTGCTGCTCTGCTCCGTCTTCACA
CTTTTGGAATCCGTTTTCTCTGAGTTGCTGTCCTTCGTCTTCTCCTCTTCCTTTACATCA
GCTTTCTTCTCCTCTCCCTCCTTCTTTTCCTCCTCCAGGCGGGGCCGCTTGCCTCCCTTC
TTGTGGCTGGCCACGTTCCTCCGGCCTCCCTCCCCTTCGTCCTCTGAATCGGAGAACTCC
TCCTCGCAGACTATCCTCTTATCCGTGGCCCGAATAGACAGGCGTTTGTCGGGATCCTCC
TTGTCCTCGTCCAGCGGATCGTCTGGGACGGCGTCCTCTGGGATGGCCTGCATCTGAACT
CCTGGAGCGTGAGGAAGCATCCGCAGGTTCTCGAACAGGCGCTGCTTGATCTTATCCAGG
TACTCCTGTGTGTTCTGGTTGGTCATGTTGGAGGGGCTGATGTGCAGCTTGAAGTCGGGT
CCAAAGTACTCAAAGTAGTCGTTGTAAGGCAGTTCGTCTGGGATTTCCGTGTC
>CL3601Contig1
GAAAAGACATGGAATTCAAAATGATAATTAGGGGAATAAACAAAAGGTAAAAGCCTTTTC
ATTGTTGTTCTGTGCTTTTCACAAGACAAGTACAACGGATTTGGCACCCCATTTTTTCTC
CCCACTGTCACTTCTGCATTATAAAGAGCCTTAGACGTTAGATGTTCAAGGGAAAATGGG
CTCTTCCAAATACATAAAAAATAACCAACTCTGTAAGAAAAATAATTCCTAATAAAAACA
GATAATTTTCAAAATAAAATCCCGTTGGTCTTTTTTTTAGGTTGACCTCAGATGTAAAAC
TGAGTAGACAAAAGGCGTCAGCATTGAAAGAAATATCACTGTGACGGAGAACAAAAAAAG
GTTTAGCAGCAACAGTCTCTGGCCTCCACCAACCAGCTCAGTCCTTGTACTCCGTGTACT
TTTTGGCCGACCCGTGGACTTTACTTGCGGGATATTTGAGTTTGTTGAGGGCCATTTTGC
GCAGCACCGCTTGCGGGAGATCCACGCGACACTTCTCGGCGAGCTCCACCAGGTAGATCA
TGACGTCACTGAGCTCGTGAGCCAGCTGCTCCCGCTCAGACTCTGTCCAGCCCGGCAGGC
CCTCGGCCACCTCCCCGCGCCACTGAAATAGCTCCGATACCTCCCCCACCTCTCCCACCA
TGGCGAGAAGCAGGTTCCGGGGCTGGTGGAACTGGTTCCAGTCACGCTCGTCCGTGAACT
CTGCCTGCATCCTCCGAATGTCTTCCATGGTGGGCTCTGGACTGAAGGTGAACCTCTGCG
GCTGCTCTGTTTTCGAGTTGTGCGCTGTCGAGTGAGATGAGGCGGCGCCATGATCAGATT
CTTCACAACCGCCATTTAGAAACAGAGATTCCACTTTTTCGTTTGCTGCCATCATCTTCT
TGTATTTTTCTCACACAACTTATAGATCTCTAACCCGACACAGCCCCTCTTTCCCCCGGC



CATAAGGCCCGGGTTAAACGGCGCGCTGAA
>CL3602Contig1
CGGCCGCGGACCGTTTTTTTTTTTTTTTTTTTTATCAAGGGGAGGATTTATTAAACAGCA
CAAAAGTCTTTGCATTTCTATACGTACACAAAATCATAAATATCCCCCTAAAGCAAAGTT
GCCCCCCCTCTGACCGCTGGGGTCCAAAAGATCATTTCAATGCGATGAGCAGGATTATAA
GAGACGCTTCTGTGTCAAGTCTGAGAAATCTACAGACCTGAAGTCTGAAGCTGCAGTCCA
AACCAAAGGAAGAAGGAATCATTTGGGGTTTTGGACACAAAAGGAACAGCTGGACGTGAT
ATTTACAGGTTTCCTCTGAAAACAGTGAAAAGTCCAACCTGAACACTGAAGTCCCACCAA
GAACAGTTCTGATCAGTTCAGATGACAGTCATTCACCCATCATGCCGTGCTCCTTTCACG
TCTCGCACAGCTGGAGCTGCACGCCGCGTTCTGCATGGCGTTCATACGTCACAGCGCAAC
ACGCTGGGCTTACAGATGTGGAGTCAGTCCAGAATGGTTCTGGAATGGTTCTGTCCGAAG
GGGTTGGATTTAAATGAAGAAAAAACAAAGGAAGAGGGTTTCTTTTTCTCAGCCGTAACT
CAGGCGGTCAAACGTTTTTGTAGAGAGGAACTTCTGATTTACTGCCACACCTGCGGACCA
GCAGGCGCTGCAGACGGGAGGCAGCAGCCAAACCCGGACTCTGCTGCCGTGTAACAGTCT
GTGGCTCTG
>CL3603Contig1
TTTTTNTTTNGTGTCTGAATTTCATTTATTAAATACAATCTGAACTGTAAAAAACCGGCA
GGACAAAATCTTTACGGAACATAATTTAGAAAAGTGACGGTAAAAAACAATCCAGCAGGT
TTAGAAAGTCTGTACAACTATTTACAGGCTCCAGCAACGAAAACGTCTCAGGAGGCGCCG
CTAGAACCCTTCAGTCAGAACACAGCTGACCTTTGACCTCTGACCCTTAGCTCACCCGTG
ACAGGTAAGCAGCGCCGTTTCTCACCTTTTTAAAAGCTCAAAAGCATTTATTTCAAAATC
CACATTTATTGTTTAAATATAAGAAAAGACTGAAAGGGGCGGAGCATAGTTAACCCCGCC
CCTCAGAGCTTTAAAACACGCTATAGTTAAAAAAATATCAGACAAATGCAGGAGAGCAGA
CCGAGTCGGATCAAAGACAACAGATGAAACAAAAAGGAGGTTTTTCAGAGTGAGGGAGGA
AAACGGAGACGCCAACGTTCCAGGAGAACCTGCTCTGCTCCCCCATGTGGAGGTGGGCTC
CAGAGGAGCCCCCGGGGATCTGGGTTCTTCTTATTGCTTCATCTCCCAGAATTCAAAGCG
GCGCCTTCAGTTCAGGAAGCGGCGGCATCGCCGAGTCCCACAGTTGCAGTGCAGCTTGTT
GTCTTCGTCCTCGATGGGGAACTTGTAGTCGTAGGTGAGCTCCTCCCCCCGGTAGATCTT
CCTCAAGGCGAAGATGACGATGTGCTTGCGGCCGTCCACGTTGATGACGCGGGAGTAGCA
GTTGGGCTCGCACGAGTGGTTGATGAAGCGGGCGGCGTTGCCTTGCATGGTGGCGTCCAC
CACGTCGAAGTCGTCGATGCGGAACATGTAGCAGCCGATGCCCTGCAAGAGAGACGCAGG
AAGCAGAGGTGAGCCGTTCCCTCGTGC
>CL3604Contig1
TCAGACGCTTCTTGAGATGAGTCGAGTTGAGTTCAACGCTTTGCCAAACTGGAAACAGAA
GAATCTGAAAAAGAGCAAAGGTTTGTTTTAAAAATGACAAAAATTGAGCTTTTAAGTCAC
TTTGTACACCTTTTTATTTTTATTTCCAGTGGAACACTTCATATTTCTGGCATAGAAATC
ATCTCATTTTTGTAAAGACCCTCTATGTACAATTGTGTTTGAATGATTTATGTTTAATAT
TTTAACCAGTTTTTATGTTGCCAGAAACATTTTAAAAAACACTTATTCAATTATTTCTTT
TTTTACTCCTTTCGGTGTGATTATTATTGCTGCCTTTACACTATAAATATGTAATATACT
GTTAATGTTTTAGATTTCTCAGACATATTCATTCCTGTCAGTGTTTGTGATAAAAAGCTA
AGCTTAGAAATTACTTACGTTTCAGATATCAGTCAAGAAAAATTTTAAACAAAGCAAAAA
TTAGGTTTTTGAATTCCAAGGCATTAAAAGAGGAGATCTGAGTCGTCATTTATCGCTGCC
TGTGATTTTTTTTATTGTTTTTTTGTAAACAAAGGTTAGCTTTTTGGGGATCTTACACAC
TTCCTGGTTCAGTGCCTCTTTGTTATTTGGGACCAAGTGTTGACCCTTTAACACTTGTTA
TAAATGTTTTTTTGTGAGCTCCCGTGTGCACGTCGGGGTGCATCTTAAAAAGTATTAGGT
GTAAGTATGAGTGTGGATGAGTAACAAAACCTGCCCTGTCTGTAACCGCTTATTCCTTCT
GAAACTGCCTGTGTCGAGTAAAGGAATACGTATCTGCAGTATTGGACTCATTTGTTGTAT
TAAGCATTTTTGGGGGATTTTAAAATACGGAAAATTCCACCTGAATTAAAAAACCATTTG
TACAAAAAAAAAA
>CL3605Contig1
TTCCTCCGGCTGTGAACCATCATGGCGGTGCCCTGTGGAAGGCATGTGGTGTTCGTGACT
GGAAACGCAAAGAAACTGGAAGAAGTCATTCAGATTCTCGGGGACAAGTTTCCTTCCAAA
TTGGTGTCTAAAAAGATCGACTTGCCTGAATACCAAGGAGAGCCGGACGACATATCCATT
CAGAAGTGTAAAGAAGCTGCTCGGCAGATCGACGGCCCAGTGATTGTGGAGGATACCTGC
CTTTGTTTCAGAGCTCTCGGCGGACTACCCGGTCCTTACATCAAATGGTTTCTGGACAAA
CTGCAGCCAGACGGTTTGTACAGACTCCTCGCAGGGTTTGAAGATAAATCGGCGTGGGCT
CTCTGCACCTTTGCCTTCTGTGCTGGCAAAGATCAACCTGTGCATCTTTTCAGAGGGCGG
ACTGAGGGTAAAATTGTGGCGCCGAGGGGGCCCCCCGATTTCGGTTGGGACCCTTGTTTC
CAACCAGATGGATATGACCAAACGTATGCTGAGATGCCCAAAGCTGTGAAGAATTCCATC
TCGCACAGATACCGCGCGCTGGTCGCCATGTCGGAGCACTTTTCACAGACAAACAACTCT
TCGCCAGAAAACAAGAAGAAGAAGCAGGAGGACTAAACTGTTTAATCTGTTGCAAAATAA
AAGCAGAATCAATT
>CL3606Contig1
TCATTTATTTATCTTTATATAAATGATCATAACAGACTTCTTAAACATTTTTTTTATTGT



ATCAGCTGTAAATTCAAAGAGAATTAACAGTCATGTATTCAACATGGATTGATCTGAGCT
GCAAATGTCCATTGCAGGCAGAGCCGAGGTCAGCGGTGTTAAATCATGAGGAGGCGGTTC
TCTCTGAGCTTCTGGTAAACGTCCAGAAGAAACGGGTTCATCTGAGCGGAGGACACGTCT
GAGCTGAGAGCTTCTGAGATTCCGCTCTGCTGAATCTCAGCCCTTTGAAGCGCTGATTTT
AAATCCGAAATCTGGACCATTTTGGCTGCAGCCGTTTCCACGGGAACCATCGCCAACAAA
CTCTGCAAACGCCGCAGCACAGCGTGACGCAGGCCACACACCGCCGCTACAGACGAGCTC
TCAATCTGAACTTCTACGTGGGCTTCCTTAACAGAGTTCTCCTCGTTCACCTCTTTGACG
CTCAGCTTGACTGTGGCTTCGTTAGGAGAACGTGCGTGAACCTCTGAGCTGCTCGTGCCA
TCCTGATCTCCTCTGCGCCCCATCTTCACTCCTCCATGACTCTCAAATAACAGCCAGTTG
AGAAGAGACAGAGAGATGGAGGCAGACTCTTCTTCACTGGTGCCCAAGCCCAACATCCTT
GTCCTCAGCGTGTCCCTCAGTAACTCTAGTGACACCCAAACGCATGCAGAGTACACGGCG
GAGCTCTCTCCGCCTCCGTCTGGTCCTNGGCGCCGCTTCATTTGGCGTGAGCTAAGAAAC
GCCTGGACGGCATCGGTTGTTGCGCGTGATCTCTGCGCAGCCGTGGGCCCGTTCACTTGC
AAAGCGTGCAACCAGTCGACTGTCAGGGAATTCAAGGAGAAGGTGAAAAAAACTGCTCTG
AAAGCCAGCAAAGCTCTCCAGTTCCTGCTCTTCCAGGACACCCAAGAGGGAGAAGGCAAG
CGAACAGTTCACCGTCAAGGGGAAGGCCGCGCCACCTGCAGCTGCAACCGGCACGGACAC
TTCCAACGCTCCTCCTGGAGACAGATTGAGGATCGGGAAAGTGA
>CL3607Contig1
CTTTGTAAAATAAGAAGCAATTATTTGTAAAAAAAAAAAAAAAAAAAAGATTGTCTGGTA
GGGGTTTTTTCCTTCAAAACATTTTTCCTTTTTTTTTAAGGCTCTGCTTAGAAAATTCCC
AGCAAACACGACTCATCAGCTGAGCTGTGCTGTTATCAGTAGTTTATTGTATGTTAAGTC
CAACACATTCAGAATGTAAAACCAAAAATATAATATAAATTGAGAAAAAACAAAAAGGAG
AATTCTCCACCTGCAACAGTTTTGTACCAGCAACAATCGGAAAGAGTAAAACACAGAAAA
AATCAGCTGTTTTACTACACCTGCAAAAAAAAAAAAGCTTTTATTTCCATTCAGAAAAAG
GCTGGAATGATTCAAATCCACATTTTTAAAATGAATAATTTACAACTTTCTTCAATCCTT
TTGTGAGGAATCTTTACAGTTTAGGAAAGGGCAAATTCTTCTAATGCCAGTTGGCTCTTC
TTCAGCACTCTCCGACAGACTTCCATGTCAAGCTAGCACATTTTGAAAAATAAACGGGGC
TTACAGGTAAGCTCATTTGATCCCACATCTGCTCATCTCTTCCAGCGAACGGGGTGTAAA
ACAGTCAAACTGAGCGCTAAAATTTCCATGTTCGATCGAAAAAAAAAAAAAAGAACTTTG
GATTTAGTGCAACACCACCAACACGAGGAAGACTGCGGGAGTTTGGTCGAGAAAAATGCT
ACATCGCTGTTGTACTTCCCATTTTCAGTGCAAGTCAACAAAAAGAAACATCCTTTGTTT
TTTTCCCAGATGGAACCAACAGAACCTTCCTTTCCCAACCCAAATCCCTCCTAGAATGGA
AAAAGAACTGAATGAACGAGCAGATTNTAAATGATCAACATAAAATACAACTGTGTGGAC
CAAAACAAACAAAAAAAACAAGGTTCCAGTCCACCCCAGTTTAATGAAATGGCAGCCACA
CTGAGCCAACATNTGCTAAACCAAGGAGCAAGAATATCATCCTTTCAAAATGTGCCTTTT
TTTTCCTCTTATGGGGGTGTACGAAGGTTTTTCAATTGCAACTTTGAATGAATTAACAGA
ACTTGAGGCACGCACTGTTTNTACAAAACATCAAACATACAATTACAAGAAATGTACAAA
ACTCACAGCAGATCATCTTGGGTAGTAAAACAGTATGGAAATATGAACTTTGCACCTGAA
AAATGAACAAAAGAAAAAAATCTTATGATGCTGGGAGAGTTCTTTTTTTTTTAAAATCTG
TTCCCAGCAGAATATAGTTCCATATAAGCAGCTCTGTGTACGAAGGAGGCGGTGAGCCCC
AGACTGCTTCACGCTTCAGTAATACTGGAAAAAGTGAAACAGAAGGCACCATCCTCGTGC
C
>CL3608Contig1
TACAGAAAAATAGGTTTGGTCCATGAAAAAGTCTGCAGATTCACAAAATATCTTACAGTC
CACCCAGTGTTGGTTTACATCCCACAAGTTTCATTAGTGTATTCTTGTCAATAATTAAAG
ACATGTCAGTCAAAGATGTTTTTTCCCCCACTTCCAACAGAGAAAACTAAAACAGACCAT
CTTCAGGCGTGACGCTTCTCACCACTTCATGGCCTTTTCTGCGCTTGGTTAGAAGACATC
CAACGAAAAGGTTTGAACTCTAAAGGGCGAGTAAAGACGGAGAGCCTTTCAATACCGTTT
CCACTTGTTGAATGTAGACTTCAGCCTTCAGCACTGATGACGCCACGTTATTCTGCTCAA
TATTTACAAAACTATGTAGACTAGAGGTAATCATACTAGCTATTTCTATTATAACCTGAA
CTAACGTGATATATTATACAAGTCTAAAACAAGGATCATTATTAGTACAAGAACAAAAAA
GCCTTCATACCAAAGGAGAATGTAACAAAGGATTTCCAAACTGCCACAGTGCTGTTTTCT
GCTGTGACTGATTTAGCTTTGAAGGGACTCTCACCCTAACGACAAAGCAAACCAGTGACA
CTTAAAGCAAATATAATATACAGCAAAGTAGCACGACTGATCACAAACACAACAACAATC
AATAGTTACCTCAGGTAGGCAAGGGTGTTAAGGGCGCGTCAAAAGACAAAAATGTTTTTA
AACTT
>CL3609Contig1
GTTTGCAAAATAAACTTTAATTCTTGTTGCATCTAAAACTCTCTTACATACTTTACTGCT
GCAAAACATCCTGAGCTACGCAAAAACACAATGTTTCTCAGCTGCAATGGTGTTGAGTAT
ACCTCAGTTTATGTGAAAGATTTTTTATAACTCCATAAAACTCAGACACAGATACTAAAT
ATGAAGCAAACATGCAGCAAAAGAGGGCAGTGAGACTCCTGCTGAGGCAGGTGATGCTCA
TCTGAGAACTTTACTGATGCTCACATGGAGACATCTTTTCTGGGAATTTTACTGTCCGGT
AAAATGACCAGAGTTGGGTTGATTATGTTCTCTGATAAAGCACCAGCAGGATGAGCTTAG
AAGACTGAGGAACTTCACCAAACCATCACTGAAGAGATGTGCTCAACTGTACCAAGAGAG



AACAGGATTCTGTTCTCCAGGTCAGCTGGACTTTGAAAGCGGATCCAGAAACTGTTCGTC
TGCTCATCCAGTTATTTTCCTCTAACAACTGATGGAGAACTCAGACTTTGAAACTACGAC
TGTTTCAAAGTGATCCCAATAGTTCAAGAACTAGATGTCATGTGAGCAGATGCAAATGTC
AACAATCCAGTGATCTTCAGAATGGTTGTAATGTCCTGGTACTTGATGGGGTTCTTTTCG
CGGTTCTGGGGTTCTCGTTGGTGGTCTGTTGTCGGTGTATGAGGGGTTGTGAATGGGACC
CCAGTCTGCTTGAAAGAGACGTTAAAACAGGACAGGAAATGTTTCAGAGCCCGCCCCCTC
TGTTGAGAGGTTTCTTCATTTAGACTTAGATGTCTTCCATGGCTCCTCTTTCAACCAACT
GTCCTCTTTGTATAGAATATTAAACAGAACTTCCACTGTCCTTTAGGTGGACTGCAGAGC
CATGGTGAGGGGGTTCTTTAACTAAAGCACAGGTCAGAGCTCTCCTGACTTGCCCCTCGT
GCCGA
>CL3610Contig1
ATTTCCTTTATTTTATAAGTTTTATAAATGGTATTAGAAAAAAGATCACATTAACAACAC
AAATTTTTTTTACAGGAACTCAAAGAGGAGAAAGAGGGCTGGACCACTCGACACGGGGGT
GGCAGGACAAACCGGACCGGAGACACAACAGGGGGGAACGGACTGCAGACAGACCAGTGG
AACACAGTCCGGACCCCAGAGCACGGACGTCCGGACGCCAGGAGCACGGACGTCCGGACG
CCAGAGCACGGACGTCCGGACGCCAGAGCACAGACGTCCCTCCACGTTCAGTCCTACGGC
GGTTCATTCGAACGGGTTACGGCTGAAACCAGTCCGGACTCTCGAAGGCTTCAGGCAGAA
ATGCCTGCTGGGAAGCGGACGGCACGCTTCCGGAAGCAGACGTGGTTTCTGAGGCCGGAG
AGGCGGATGAACCCCTTCCCGCAGGTTCCGCAGACGTGCGGCCTCTCGCCCGTGTGCGTC
TTCCTGTGCCGCTCCAGCTTGGAGGCGCTGACGAAGCCGTTCCCGCACAGGTCGCACGGG
TAAGGCCTCTCGCCCGTGTGCGAGCGCACGTGGCACAGCTNGGCGTTGCTGTGCTTGAAC
GTCTTGCCGCATATCTCGCAGGCGAAGGGCCTTTNGTCGGTGTGGATGGTCAGGTGTCTC
TTGAAGGCGGACGGGTCGGTGACTCGTTTCCCGCAGGTGGGGCACAGGTAGGGCTTCTCG
CCCGTGTGCGTTCTCTTGTGGAGCAGCAGCTTGTCGCTTCCTCTGAAGGTTTTGCCGCAC
AGCTCGCAGAAGTACGGCCTCTCGCCCGTGTGGATGGTCCGGTGCCTCAGGAGACACAAC
CTGCTGGACAAGCTGGTGCCGCAAATCCCGCAGTGGTACCCGTGACCCCCCCGCTGGTCG
TCCGGACCGCCCTCCGCTTCAGAGTCCAAAGGCGCGATCATAGTTTCCCCGCTTCTCAGA
GTCCCGTTCCTCGTCGTCGTACTGCAGCCGCTCTTCCTCCAGGATGATAAAAGTCTCAAA
CTCTTCCTCCTTGATGTCTGGAGGCTGGAAGAAGACCTCCTCACTCCCTTCTGCTTGGAG
CTGCTCCTCCTCCTCCTCCTGCTTCAGGGAGTCTGGGAGAGACAGAGACGTGACTGATTC
TGAAAAGCCGAACCTCCGGTTTTAACGCGGCGTCGAGCATCTTTTGTTGCTCCGCGAGCC
GCAGCTTCAAGTCCGCGATCCGGTTCTCCAAAACCAGGTAAGTCTCTTCCCCTGCCGCTC
CCATCTGCTGCCGGACAATCGCTCTGAAATCCTGATCCGAAGACATGCTTCAAGCGGGGG
GCAGATGCACAGCAGTGAGCAGCACAAGGGCTTGGAAGTTTTTCACTCAACAGGATCAGT
CAAGCTAATGCTAACTTCCGTGCAGACGCGTGGTCGAC
>CL3611Contig1
ACCTTTTTAAATCTTAAATAATTGACTTATTTATTCTTGCCAATACTATTACAAAGAGTT
GCATCATTTCACTGCAGCACAACTCTCCCCGTTGACAGCCATTGCTGCAGACACACACAC
ACACACACACACACACAAAAATCTAGAAATTCAAGGGTATGAATGTATGTATGTAAAACC
TGCACAGAAATACTGCATACACAAACATTACATGTGAGGAAAAAGCCACAGTGACATGTA
AAGAGTGGTGAACGGTTGCGCAATCCATGCACCCACTTGTTCAGTCTTATTCAGTGTCCA
TTGTAAACTGGGGATGGCCGCCTTCACCTGTGTACCGTTTGGATCACCGTGCACTCTCCA
GTCCACTTGAGGGAGCGGCACAGGGGGGTTCTCTCGTGGGAGGGGGGTACCTAACATTGT
CCAGTTGCTGAGAGCAGGTTGCGCAGCGTGGCCAGCTCCCTAGACAGCTGCTCCACGCGC
TTTTGTAAACGGTCGTTCTCCGCGGCCAGTTCCAGCACTTTGTGTTGAGTCTCCAAGTTG
CGCATTTTGGCTTTGTCCCTGCTCTTCCTCACGGCGAGGTTGTTCCTCTCCCTCCTCAGC
TTGTACTCTTCACTGTCCTTGTCCAATCGTTTTTTAGACTTCCCGCTGCTCCCCTTGCCG
CCGTGAGACGGTGACCTGCCTTTACCTGAGGGCGCAGGTGTGCCGGGCGGGCTGGAGCAG
GTGGAGGACGCAGTGGAGATGTTCCCCAGACTGCTGCTGGTGGACTGGTAATGAAGATAG
GACCTCATGTCGAACCCGGACGAGCCGTTCTCCATCTTGGCGTCTTCCAGGTTGTCGTCT
CTGTCGGCGGCTGCGGCGGCGGTTCTGTAGCGGCTCAGTTCGGGGCTCAGGACGCTGTCC
GCGCGCGTCTCCTGCAGCTCCGAGTAGCCCAGCGAGTAGGGCTGCCGGGGGTCGCACTGG
CTCGACTCCAGCTCGCCCAGCAAAGAGTAGTTCCTGTAGCTCTGGAGAGCTGAGACTCTC
TTGATCTTGCTCTCCGCCAGAAAGTCAGAGTACGCGTCCCCCTGCGGCTGCGTCTGCGCC
GCCAGCTGCGCGCAGTGGAAGGCTGGGTCCAGGTAAACGCTCAGGTCTATCGCTCTCTCC
CGCTCCTCAATGCCCAGCTCCGTCATCGAGTCACCGAGCCGCCAGTACGAGCCGCCGACG
ATGGGACTGATGATACCGTCTCTGCCGTGGATAGCAAAGCTTCCCTCCTCGTACAAGCCG
GCCACTTCCATGGATCTGCACTCCCGCCGGACTGCAGGAGCGGGCAGGGCTGAGGTGAGG
CGCCCCGAGTTCTTCAAGTTCAGCTGAGTAACTGGAGAAAACGTGTCGGAATGCAGCGAG
CTGAAAGCACCCGCGTCACTTCATGTGGCAACAACAAGAAGCAACTTTTTTTTTCTGTGG
CGGATTGGGAGGAATTGAC
>CL3612Contig1
TTTTTTTNTTCAGGAAGAACATACAACGTTTATTTGTCCTTTTTGGTAACAAAACAAAAG
GCACTGGGTTAGTTCTTCTGGAAGAGGGTAGGATCATCTTTGAAAGAGAGCAGATGGCCA



TCCTGATGCTGAGAAGGGAGAGATTTACAGGAGGCTGACACCAACAGCAGGATTTTAACC
CAATGCTGAAGACATGGAGCTCAGCTTCACTTCAGCCATGGAGGAGCAAATCACTTCTTC
TTTGCAGGAAATGATACATTTATACCCAAAGCTTTAGTTAAAACATTTTTGATCCCAAAA
GCTTTTAGTGATGGTTTATAAATGAAGTGAAGGACAGTTATAACCAGAAATCACACGTGG
AAAAAGTCACTTTTTTTTTTAATAAAGGCATCATTCTACAAAGATAATAAATGTGGGTGG
AGTTAGAGTTTACNATGAGTAGNGTTGATG
>CL3613Contig1
TTTTTTTNTTAGGTTTTATTATTTTATTGTACACGGAGTGACAGTCTTAATAGAACCATG
CAGGTAAGAAAAAAACGCTTCAGGGTGAAAAGAAAAGCTTCGAGCTAAGTTCTCTACAAA
CAATCTTCACGTCAGCATCTGCTGCTGATACACCTGCTCACAAACGACAGATGCTTTCCA
GGAAACATCGTCCCGAGCCAACAAGTACAAATACATGATCTAACACAAAGAACAGTCTAG
ACTTTGTGGTGGATGCAACAGATATGGCAGGATACAAGCCAGAATGCTTCATGTTATTGG
TTTAAAAGATTAAATAATGGTAATAACTGACAGGATAAAGAGAATTTGCAGACATTTCTT
ATGGTTAACCCCCAGCCCCCCACCCCAGAGTCCCAAGAGTTTCCACAGGTATGAATTTGT
TTACATGCAAATCTCACACCATCGCCACTGTGCTGCAGCTGTCCCACCCCCCACACATTG
ACAGAGCATCATGGCCCTCACTAGGACTTGTCGTTCTGCTTCTTCTTCTGGAACTTCCTG
AACTGGGACTGGATGGTGACCGCTGCCTTTTCGGTCTCCGGGGCGTCCATGTCAATGTCA
AAATCCTCGGGGACGTCCGTCTTGGACTCAGCTTGTCCTCCAGCGGCCTTGTTGTTGCCA
GAAGCTGCTCCGGATGCTTGTCTCTCGCTCATGGTGGACAGCAGCGTCGCTTGTTTCCAG
TGGGTTGTCGGCGGGAAGTTTCAGCCACAGCGATCTGTAAAAGAGCCCCCCGGCCATAAG
GCCCGGGTTAA
>CL3614Contig1
TTTTTTGTTTAAATGTTTAATTTATATTTGGAAAAGTACAACTTTACAAGAGCCCATTCA
GATGTTACAGGCAAAACAGGCATCTATGAGAAACCACAGGCACACTATGGGCAGACTTGA
ACTATACTAGATAAAGCCACATGGAAAAACTGTGGCTTTTGTGTTAAATATTTTACGTTA
GAACTTCTTGAGCTTGAGGCAGTCTGCTTTATAGTGACAAACCTGCGTTTTGGTCATTTT
ATGACACAGAAGTCAAAAATAAAATAAGGTCAATTTGGAAACTTTAAATACATAACTTAT
GTACAGGTAATGGCTCATTGAAACAGGGTTCCCAAATCTTTAAATCGTGTCCACCGTCCT
CCTGGAAGAGTTTCTTTCATCATAAAAATCGTTTACTTAAATGTTTCTTAATCAACAATA
ATAAATGGAAACTTTGGACAAAAAGGTGTCAATGTGGATGAACAGAAACAACTTTCATTT
AACCATTGAAATGTATGCGATGCAGCAGCCTGTTAATGAGGAATAACACATGGTGGCTCA
TGGGAGTTGGCTCTGCTGCTACTTCAGCAGCTGATTAGTTCAATGCTGCAACACTGAATG
AGAAGGAAGAACAAGAGTTAACCGGTATCTAGTACGGATGATAAAGAAGCTTTCTGCACA
GAAACAAAGATGAGCTCGGGTAAGGACTTCCAAGAGATATATTTATTTGAAAAAATTCAA
G
>CL3615Contig1
ATTTATTTACACGGCATTNGGAAACAATCTCTTAGCTTGTGTGGCGTATCGTGTGATACC
TGATTACAAATACAAACTCCAGAATTCACCACAAAAACCTGTTTTTACCCTTTCATGACA
TCTATTCTTTGTCTTTTTTTTATCAAGTTAAACTATGAATCTCTCACTTACAATCTACGT
AAATAGAAAAATCACATTTAAATGCTTATTTATTTATCAAAACAACATTAAGCTCCGATT
TACATACAGACCAGTATTACTAATGGTGTGCATCAAAACGTCAAAGTTTGGACGGTTTAA
CACTTTTGCTCCCAAAAGAGATCCTAGCAAATGTGTCCTTTCAGCGATCGCAGGTGACGA
CTTCATGCAAAGCACCTCTTCAGGAAGTGACTCAAGTGGGTGTAGACGTGGGAATTGGCC
GAACCGCTGAGCCCGTGGTCCTTGTCCGTGTACCACATAGCCTCAAAGTCTACTTGCTCA
TCTACCAATGCTTCGGAGATCTCTGCTGCTTGCTGGAAATGAACATTATCATCGGCTGTT
CCATGAACAAGTAGATACTGCACTGAATGGAAGTTCTTGGCTCTGGCAGTTACTGTTGAG
TCAGCATAGCCCTTAGGATTCTCCGAAGGTTGCATCATGTAGCGCTCGGTGTAGATGGAA
TCATAATATGTCCATTTAGAGACTGGAGCCACAGCCATTCCACATTTGAAAACTCCACTT
CCAGAACCCAACACCCATGGACGTTACGTATCCCCCATATGACCATCCCCAAATCGCAAT
TCTGTTTTTATCAATGAAGCCCATTTTTATGAACTCCCTNGCCGCTGTTATCTGATCTTC
CACCTCATAGGTTCCCAGACGTTTGTAGATTTCATGCATCAACTCGTCGCCCTGGTAACC
GCTCCCTCTTCCGTCAAAGCTGGCAACAATGATTTTCTCAGTGCTGGCCAGGTAAGTGGA
CCAGCCGACCCGGTATCTGAGGTCAACTTTCTGACTGCAGGGACCTGCATAGACATCTAT
TAATAAGGGGTATGTCTTGGACTCATCAAAACCAGGGGGCAAAAGCATTGTGTACCAAAG
ATTGTATTTATCCACTTTGATAGTTCCTTGACGCACAGCGGGCATTGAGATTTTGGATGT
CTCATTTCTAAATGCGTTGTTCTCCTCCAAATCTTTGACCAAGGTGTTACTC
>CL3616Contig1
GCTGACTCCCAGGAAGCAAATTTCAACAAAGGTCTATTTGTTGCCGTAAAAACACACAGG
ATTTGCAGGTAGATATAAAGAAGACAAAACGATGTCGGCAAGTTTTTACTTCGTCATGGT
TGGACATCGTGACAATCCTGTGTTTGAAATGGAATTTTTGCCAACTGGAAAACCTGAATC
TAAGGATGATCACCGTCACCTGAACCAGTTCATTGCGCACGCGGCCTTGGATTTGGTGGA
TGAAAACATGTGGCTCTCCAACAACATGTACTTGAAAACTGTTGACAAGTTTAACGAGTG
GTTTGTCTCAGCTTTTGTTACAGCAGGTCAAATCCGATTTATCATGCTCCATGATGTGCG
ACAGGAAGATGGCATTAAAAACTTTTTTAATGATGTATATGATTTATACATTAAGTTTGC



TATGAATCCGTTCTACGAAATCAATGCACCAATTCGCTCCACAGCATTTGAAAGGAAAGT
CCAATTTCTGGGAAAGAAACATCTCCTGAGTTAATCACATTACAATGATTGGAATGCATT
GTTGTGTAGTCTACCAATCACACTCATTTTTGTTCTTTCCTGTTTCTGCAAGTGTGAATT
CAACAGGAACGCTGGCTTGTATAAAATGTCATCCTGTGTAAATTCTGATATCTTTAACTT
GTCACTAAACATCTGATTGATAGCTTAGTGCTTGTTATACAGAAAACACTCATTAAAAAA
GGGGGGAGAAAAAAAGCCNNNNAAANNAA
>CL3617Contig1
TTTTTTTTTTCATTTCAGGACACTTTATTCTGAAAGAAAGAAGACGTCTGGTCTGTGCAA
AGGAGCTTTAAAGTAGGATTGGTGGAGGACCCAGAGGTCCCGCAAGCAGCTTCAACAAAA
CACCGCTGGCAGGTTCAGCCGTGACGCCACAACAGCCAACGCCGTCCAACATGAAGAACG
CCGTGACCTTTGGACAGGCGGCGAGTCTCTAATCGTCCTTGTCCTTGGCGCCGTGTTTGA
GAATGCGCGTGAAAGCCACGTAGTTGAAGTTGCCCTTCTTGTCGATGGGCGCCTCGCGGA
AGAGCTCGTCCACGTCTTCGTCTGTGAACCTGTCGCCCATGGTGGTGAGCAGCTCCCTGA
GGAACTCCTCCTGGATCAGACCCGTTCCCTCTTCATCAAAGCAGGCGAAAGCGTTGCGGA
TCACATCCTCCGGGTCGGTGCCGTTCAGCTTCTCCCCGAACATGGTCAGGAACATGGTGA
AGTTGACCGGGCCCGGAGCTTCGTTCATCATGGCTTCCAGGTACTCGTCTGTGGGGTTCT
TACCTAATGAGGCGAGCATGTCGTGAAGGTCTTCCTTGTCAATAAAGCCGTCCCTGTTTT
GGTCGATCATGTTGAACGCCTCCTTGAACTCCTGGATCTGGGACTGGTCGAACATGGCGA
ACACGTTGGACGTGGCCCTCTGGGGACGCTTCTTGGTGTTCTTGCCCTTGGCCCTCTTGC
TGGACATTCTGGCTGCTGCGTGGTCGACCTCCTCAGTGCAAATATTAATCTCTCAAAGAA
AATGACGGTTTAAAATAAACCGCAGCCACAGGCTAATGAAGAAGAGGAGCGTCAATATTT
TATGTCTGGTTCTCCCCGGCCATA
>CL3618Contig1
ACGGTGAAAAGCGCAGACACTGGGAATATAGCTTTAAAACTTGAGCGCTCATATATTATT
TTACACAAAGCACGCGCGTGCGTGTGCCACGCTGACCTAGAACCAACCGGAAGGAGGACG
GGGCTGAGCCGGAATCCCGGGCGGCGGAGTTCCGAGCTGCCGCCGGCCCGGAACCGGCGC
CGCGGTCGCCTCTACATGATCATCACATCTCTGTTGTCGTCCGTAGACAGACAGAGAGCA
TCAGCATGGCTTCCCCCGTCCTCCAGGTGGGCCCTGGAGTCCTGATCCTCGCCCTCGTTT
GGGTCGCGGCTCTTGCGTTCGGCATCCTGCTGCTGAGAGCGTCCGGATCTGCCAAGTTAG
GAGTCATCCCTGTCTTCCTCCTGGCTCTCTCCATCACCTTAGCTCTGGTCGTTTTCCCTC
GAAGCCCAGAGACTCCTCCCCCTTTCAAAGAGAAGGAGATAACAGACACGTTGTTCATTG
GCCGCTATGTTCTCCTGGCTGTGGTGAGCGCCGTTTTCTTGGTGACAGTCTTTATGCTGC
TTCCCTTTCATTTCCTGGAGTCGGTGCATGCCAAGGTCTCAAGAAGACGGTGAGCCGCCA
GCATCAGAGGGGGCTCCAAGACCACGCCCCCCGCCTGCATGAACACAAGACAAGCCAGGC
GGCCGGTTAGCTGAACCTTTCCTGGGGGAGCCCTCAGATGGATCTGGGTAGACTTTGTTT
GTTGTTGACAGTCATAGAACAAACAAACTGTTGTTGTTTTTTTCTGAGGTGTAATTTTCT
GTCAATTAAAACAAACACAAACAGACAAAATGTTTAATGCTGTGAATCTATAATCATTTT
TGGTTGACCGATGATAAACACGATTGACAGTTTTTCTAAAAACTCCACATGTGTGTGAAG
GTCAGTTAAAGTTGTTTTTGTTCTCTTTCTCCTGGTTCGTGACACACATTTAACTCTGGA
TCCTCTGAAAGTCCATCCTTAAAAAGAACCTTCTAGACTCATCAGTGGGGAAGATCTGAG
CTCACTGTTGAAGGGTCTTCAACTCCAACATCCAGAAGAGTGTTAACCATGTACTGAGGG
GGCTTCAGACATTTTTTCCAAGCCTTTCACCTCCATTCTGAATGCTTACTATGTGACTGG
AAGTTACTATGTCAGTTTGTTTTAACTATCTGTCTGTGGGTCTTCAGAGTGTGTTTTTCT
ATAGTCTGCCTTATTGAGAGGGGTTTCTTGTTTGCCTGTGAAGAGCAGTTTG
>CL3619Contig1
TTTTAACCTGTTTATTAGATCTTTGATAGATTTTCTTGGCTAACTGGCCTGACTTTAAGT
CTGATTTATTAATCACAATTTAAAGCAACAATTCACACGAAGAAAAATGTTTAAAAGGTA
CCTAAAATTGTAGCTCGAGCAGTTTTTGTCCACTAATTGTCCTAATTTTTAAGCAAAATG
TAATCACAACAATAAAATACATTAAAAACATAGGTTATTCAGATATCTAACAAATATGAA
ATAGCATTTTCTGTAAGAAAAGGAAGAAAAAAAACCAGACAACTGTTGTGCAAGTTGCCA
TGGCTTCACCATTGCAACCCTTTTATTAGCAAAATCACTTGGATTAGTCCACTAATGTCC
CCATCCAATGAAAAACCAGGGCTGGGGGACTGAAGGGCGATATGTAACTTGAACCCATCA
CAGATCCTAATCAGTAACAGTGCACTTGTATTCAGCCGGCTGTCTGTCTACACTGAACAC
AAGGTCTATGTTCGGTCATTACAGTCTGCTTCGAGGCCACCTTTGCTTTCTTCTTTTCAA
AGCTGCGTCTTCTATGTCGCTCGGGAATGTTTGAAACGGCACAGCATCTTTGTGTGCTCG
ATAATGCCAAAGTAGCTTCTTTTTTGGTCGCATAGAAAAATAAAAAATTTGAAGAAGGAT
GACAAGTTGAGGAATCAAAGTCCCTTTGTTTCATACCGTGCAAACATTCACACACACACA
CACACACACACAACTTCACTCATTCGGACGAAGTTCTGGATCACGCGAGTTTCCACACGG
CTCTCACAGTATGTCAGTGTCAGAGTGAACTGGTCTGCAGAGTAACTTGGTCTTGGTCTT
GGTTTGTTTGTTTTTTCCTCCCCTGTCTTTCAAATGAGGCAAAAATTATTTGGACAATGA
AGGACTTACAACAAAAAAAAAAAAAACATGTCGGCCCGCCTCGGCCTCTAGAATCC
>CL3620Contig1
TTCGGCACGAGGGGCGCGTGAAAGTTTGAAGTTCTCTTCATTTAGCAGATCAGCTATGGT
GAAGAAGACATCCCAGACGAATCCGTGAAGCCACAGGAGAGTAAGCTAAATTACAAACCC



TGAAGAAGTCCTGCACCGTTACCAAACTCTGCTGAAAGAATTTTGACGGACAAAAAGCAC
GACCCTCAGGCCAATAATGTGTTTTTTGGAATGCTCCTTTGTACTGTTTTGTACTTAAAA
CATATTTCATTGTGATGACACTTTGTATGCTGCAGAAATGTATCATATTAAAGATTGTTG
TTTTCGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>CL3621Contig1
AGTTTAATACAAAGACAGGGAACACAAAAACACTTTTGGAATGAATCAAGTTCATAGAAG
AATCTGCATCATCAGAGGAGGATGAGGGGCACGTACAACGACGAATTTCTATATAATGAC
CCGAATTCCCAACAGATCAGGGAGAGTCTCACAGATTAGGTCTTGAAGGTTCATCAATCT
TGGATCTTCAAAATGCTCCTCTTCTCCAGATCATTCATCTCTTTCAGGATTAGAGCCACG
TTGTAACGGAGCTCATGGAATTTAGTTACCGGCACCTCANAGCGGTGAAACTTCCCGTCA
GACAGTTTCATCTGCATTAGAACTGAAGGCTGCAGGGCTCGGGCTAAAGAGCTTGTAGAA
ATGGCGACATCCACTCTCCATTTAAACTCGTCCACTGTGGGAAGATGAGGATCCTTCTGC
AGAGAAGCTGCCTCCAGAGCTGCTCGACGGCTCCCAAAAACCACACTGCAGAAATCTGTG
ATGAAGTCTTCAGGTATCCTCAGCTCTCTTAGATCTTCTTTGAAGGCCTCCTGTTTGAGT
AATGCTGCAGGGATGCGAGTGGCTTCGGAGAGCACTCTGTGCATCCCTGCTATGATGTGG
CTGAGCCTCTCTTGTGGGATGACCGTAGTCTCTGCTATCGACCTCATGGCCTCTCTGCAG
TCCTTGCCCTCCAGGGCGCTGACCACAGCTTTCAGTAGCTTAATAATTCCATTCTTAAAA
AACCTTTCAGTAGCTTTCTAAACAAATCTTGATCCACATCCTTTAGACTTCTTGACATTG
ACTCGATTTCCGGAGGTGCCCTTCCTCCAAGAAAGCCTAAATCTTTAACGTGTCCAGAGG
ACATTCTGAACGTGCAGCAATATTAATCAAAATAGAAGGAAAAAACATAAAAACGAGAGA
GGCTTCTGTTTATGTGACAACTTCCGCCTTCGTGCCACGTGACATCCCCGGCCATAATGC
CCGGGTTTAANCNC
>CL3622Contig1
TTGGCCTCATCGATACAGTCCAGCTACAGTTCTGCACCTCTTACTCCAACAACTTTCTCC
AAAGCCGTTCTTGACCTTTTGCCATTCTTTTGTGTGCAGCTTCACTCCCTCATCAGGATG
AGCACCGATCCAGTCTTCAACAAGATGCAAGGCAAAATCCAGATGGCAAAGGAAATGAGT
GAAGACAAAAAGTTGTACCGATACAAGGGGGTGCTATACCCGACCCTTATGTGTCCTGAG
GAGCACATGACGGCTCTGGACAACCTGAAGGCCAGGGAGGATGACTTAATGCTGGTGGCT
TATCCCAAGTGTGGTTTCAACTGGATGGTCGGAGTTTTAAAAAAGATTATTGCTGAGGCC
ACAGGGGAGAAAAATGAAAGGAAAACACCACCACTCATTGAGTTTTTTGGACCTGAAGTT
GTAAAGGTGATGGAGGAGTCGCCCTCTCCGAGGTTTTTAGGGACTCACCTTTACCCCGAC
AACATCCCCCCCTCCTTCTATGAAAAGAAAACAAAGATAATGGTGATCTTTAGAAACCCC
AAGGACACCCTTGTTTCCTATTATCATTTCTGCAACAACAACCCAGTCCTTCCAACTGTG
TCCTGGGATTCTTTCTTCTCCCAGTTCATGAAGGGAGAAGTTGCCTGGGGGTCATACTTC
GATCACGCTTTGGCCTGGGACAAAAAAATTGACGATCCTAATGTAATGATTGTCACCTAT
GAAGACTTAAAACAGGATCTGAAGGCAGGTGTCCATCAAATCTCAAACTTCTTTGGCTTC
ACCCTGACAGAGGCTCAGGTCCAACAAATCGCAGAGAAGAGCACTTTCAACGCCATGAAA
GAAAACTCCGGCCAATCTCATGGCAACATAGGAAACGTCTTCTTTAGAAAAGGTGAGGTT
GGGGACTGGAAAAACCATTTTACCCCAGAACAGAGCCGAGAAATGGATGAGGCCTTCAAC
AAACATGTGGCAGGAACCAAGTTGGGAGCCAAACTGGACTACCAGAAGCACTGCCTGTAG
AGAAACAGAAGATGTTCCTCTCAGAGATGAGTCTGCCAGGCGTCCCCGCCGATCCTGTTA
GATTTAGAAATCATTTGAATAATAACTAGAAAGCGTTTTAATCTGAGGTTTGTTAAGATG
GTTGTTTAAGAAAGATTGCTGCACAGATGCTTCAGTTCTGCTTTGGGAAAGGATGA
>CL3623Contig1
AATCTTTATATATAATTAACATTTCTACAGGGAATTACAAAAAAATATATATAAATCAAG
GGGAGGCTGCAAGCATGGTAAAAATAAAAAGAAGCAGAGAGTTGACATTTAACAGAGCGT
TGAAAAAAAGGATTTAAAAACTCTTGACGAGTCAGTGGTCTGGCATTTGACTGTTTGTTG
GCATTATTTCTTCTTTGTAGATTGTCACCCACTGGTTCTTTTCTATACTGTGATTTATAG
TCTGCAGACAGTGATTCACATGTGGAGTTTAAAACAAAACAAAAGAAAGAAAATAACCAT
ACACTTGGGCATAAAAAGCCTGTGGTAGGAGGCTACGACACTAGAAGACGGAGTGAAAAA
AGATGTTTAGAACATCCAGTAGCTGCCTGCTACAAACGATCACAGTGATGTTATCTTTCT
GTTAAAAATATGCTGATACTATTCCAGTCAGCTGCCTGATCCCTGTTGATGGGACAATTC
CACAAAACAGAAAGAGGGTCAGAACTGTCTCAAACTGCACTGGAAGCTCTTTATGGAGTG
CATCTTTCTTTTAAATATACCTTGTGGTGTGAAGTATAAATATTATCAATTTAAAACCCA
CAATGATAAAAACTGGATTTTTGATAGACTTCTCAATTGCAAAGGATGCGTTGTAAAAAG
TGTGCTGCCACCTTGTGGTCAAAGACTTGAATTGCACTAGTTTACTAGCATGTAAAGTTC
ATGTTTGTGACTTTAGTGTTGTCTCAGAGCAAGGACAATTAAAATTCAAAAGCTACATAA
CAGGAATGCATAAAAGACAAAGTCCGGAGGTCACAGCAGAGGCACCAATCAGTAATGCCA
GAACAATCCACAACCTACAGGCGAGTCGTCACGGCCGTCTTTGCTTCAACCGGATCAGCG
TGTGCATAGTGCTCAGCGATTCCTGATTTCCTAAAGTCAAAAAGGACACAGCTGCAAAGA
GCTATAAAACAAAATAAACTCAAAAGGAGTTCAACGGCCATAAGAAGTGTACTTGCTGAA
TCACCGGTGAGGATGAGTCACTTCTGAGGGTTTTCGTAATGCAGTCAAACGGGTTAAACA
CCCCACCCTCCAAGGACGATCCCAGTGCAACAAACGAGGCGTCTGCACATACGGAGACCG
TCAGCGTGCGTCGTCATTGGTAGAGCAGGTAGTTCTTGAGGGAGGCTGGCAGGGGTAGTC



TATGGATTTCACCCAGACGCTCTCTTCCCAGCGCTACTCGGACCGAGCGTCTACACAGGT
CCATCAGCGACAGCGGCTCAGGATCAAGTCCATTTATGTACCGGATTCGAATTTCACAGT
GTCCCCATACGGCGCTCACCACTGGATACAGCTTCCTGCCTTTAAGTCCTCTGAATGCTA
CACCCAGATAATGTCCATCCACTATGTAACCCAGAGTCCCCTCATCCATGTCCAAGACCA
CCGACAGGGAGTCCGGAATTATGAAGGTGTCTCCGGGCTCCAGGAAGCCCGGGTATGTTT
TTCCGGGGAGATTCTTGCCGTCGTGGTAGAGTTCCCTCCTGCACAGGTCCCACCCCCAGG
ATTCGGCGTTGCTTCCAACCAAAGCCGTGTAGCCCACCGAGTGCAAGGGAGCGTCACTTG
TGGCCACACCCACCACTGCGTGCCCGGCCATAAGGCCCGGGTTAAACGGCGCGCTGAAG
>CL3624Contig1
TTCTTTATTCATCTTTTCCTACAGGCAGCCACTTTAAAAGGACAACCTTATCAGTTGTTA
AACGAATGCCACACTTGTGCAACATCACACAGCTCTACCTGGATTTCTGTGAAGTCTACA
TTCTCACTACTGAGGTGCAGTCGTTACTCCCTGGGTGACACAGATGGTAACTATGCTCCA
AACACACGTGCCGCTGAAACTTTCCGTCCGTTTTTAACGATGGAATTAATTTAGAAAAGT
CTGTTGCTTGGGGTGAGGCGGAGCCAAAGCGGGCGAGACACACTGGCGTTTTTTGTTTTT
ACCAGTCCCAGGGCCATCTCCTGCAGCTATATAAGTGTCCACGTGAGGGCGCTTCTCACT
GGTAGAACTTAATCTCTGTGTCTACACAGTCAAAGAACAGGTCTCCCAGCTCGTCTCCTG
GTATCTCCCCGTTGAGCATGGCTGATATCTCACTCAGACACTGGGACTCCAGATCTCTCA
GGATGTCGTAGACGGCTAGACCTTCATCCGGCTTGCTCTCCATGTTGCTCAGCGCCACCT
GGTGGGCCTTGTACAGGTCGTGTCTGCGGTCCACGCGGCTCCGGAAACGCGGCTGCTTCC
TGACGGGGTCGTCCGGGCCGAACTGTGGGGAGACCACCCTCAGCACTCGGGTGGGACAAT
CCGAGAAGATAAAAGGCTTGAAAATGGACCTTGATGGGTCGGGGGTGGCAGTGAAGAAGT
GAATGCAAGGCAGGTTCATGTCTCTAGGTAGGACGGACACCATGCTGCCTGTGGTGCAAA
ACCCCCCAGAGTCCATGCAGATCCCACTGGGTTTATCCCTCAGAATGGACATCATCACCT
CTGCTGTCATTGAGCCATTGTGCTGTTGGATCAGTGCAGTGCCTCCTTTGTAGCGCTGCT
TGGCTAGCTCCATCCTGGTAGGAGGGTTCTCTGGGCTAAAAGTCTGAGAAAAGTTGAACT
CTTCTTGGCCGTCCCACCAGCCCTGAGCCTGGGCCACGCTCCGCAGCTCTGGGTGCTCGG
CTGAGATCTCTGTGCTAATCGTCAGCTGGTTGGAGATGTTCTTTACGCCCTCTGACACTT
TCTGCGCCACCCAGAGCCTTCCAGCGGTTTCCAGCACCCACGCCTCATGGCGGTCCACCA
GCAGGAAGGTGTTGTGGTAGCTGAAGGGCTCGGGATCCTCCCTGCATTGGCCCCCCTGGC
CGTGCTGCTCCAGGAGGTCGGTGATCACCGTCAGCGCCGCCCGGGCGCTGTCACCACGCT
CCAGCCCCAGCCGAACCAGGTCCATGCCTAGCAGAGCCTCTCCGGGGGACACGGGCTCTT
TGGTCCAGACTGCCTCATTACCAATACACACCCCTTGGTCATTGGCTCCCATCTCGGCAC
CCCACATCCAGGCAGGTTTGCTGAGGACGACAGCATGAGTCTGCTCTACTTGAGGGATTT
GGATAAACGTGCACTCCAACATGGAGTCTGGAGGATTTGATGCCGCA
>CL3625Contig1
TTTTTTTTTTGTAAATTAAGCAAATACAAGTTTTATTAGAAGATTACACAAAGAAAAAAA
ACTTGACATTTCCAAAAGAGAGCAGCTCACAACAGCTGTCATTTCTTCAACATTAGCTCT
CCCTCTTATTTTTTTGTCTTTACAGGCAAAAAAATACATCTTTACTCATAATAATAAAAA
GAGTACTATGTACATGGTGGAAACACGTCATGCCACTGGTATTTGTGGAAGGAAGCGGTG
ATTGTCATCAGACCACCCCACATCACCTAAAAAACTTTCAAGTAATTTCTTTAAAAAATA
AAAAATAGAACCTTTTTTTTATTATGTGTTTGAAATAGATTTTTTTTTCTCCAAAAATAC
ACGTATGACCAGCATTACAAATTGGCAATGCATAGCCTATATTTTCAGTCTCATAAAAGC
AAAGGAGCATGAAAAACTGCTGGAAGGAAACAAAAAAAGTCTTATTTGGATGAGGAAGTA
GCACTAAAGGTGTGTTGAGTTGTCTGGAGGTAAACCGCTGGTGTTTGTCTTCAAAGAATG
TCAAAGTGTTCTCTGTAAACAGTCCAGTGAGGATCGGTGACAAATATCCCCCAAATCTTA
AGGTCAGGAGGAGGGCTGCTGCCGATAAAAAAGGAAGAATGGAGTTGTGCTACGTGACGG
CTAAAGAGAACAAAAGGGAAGTAGAGAGGAAGAAGAATGCAGAGGTAAGGAGAGGGTTGG
AGTTCCCTGCCGGTGTTGGCTTTGTTGCCGGAGCTGTAGCGGTGTGGCTGCAGGTGGCGG
AGGTTAGCAGTCGCTGGTTTTCACCCTTTTCCTCTTCCTCTCTGAGTCATTTGTCCTGGA
CTTGCTTTGGGGTGTCTNGGNGGTTCCAGATTTGGAAATACTGTCTTCTCTGCGTCGTTT
ATGTGTT
>CL3626Contig1
GGGCGAGNACACCAGCACCACCGCGGGGGAGTGAATGTTTTCAGGAGCAGCAAAGAGACG
AGCGGGAACTCCGAACCGCGCAGTTTGACTTAAACACACACATTGTTCTGCTTTGCTCGG
TGAACAGAGGCTGAGTGGAGGAGGGGGGGGAGGGAGGAAAAAAAAGTTAAGATCCCACGA
ATCAGCGCGTGGGAGTGGGAAGCAGGATCGTGACCAACTGACTGAGGCAAGCTCCANTGT
NTGTCTCGCCATGGCAGCACCTGGAGGTGACATGCAGTGGTGCTTCTCTCAGGTGAAAGG
AGCCATCGATGATGATGTCGCTGAAGCGGACATAATATCTACAGTTGAGTTTAACCATAC
AGGAGAGCTGCTGGCTACTGGAGACAAAGGAGGGCGGGTGGTGATTTTTCAGCAGGAAAT
AGAGAATAAAAGCCTGCCTCAGTTCCGGAGTGAGTACAATGTTTACAGCACCTTCCAAAG
CCACGAGCCAGAGTTCGACTACCTGAAGAGTTTGGAGATCGAAGAGAAAATCAACAAGAT
CCGCTGGCTTCCTCAGAAGAATGCTGCACAGTTTTTGTTGTCAACAAATGATAAGACCAT
TAAGTTATGGAAAATCAGTGAACGAGACAAGAGACCTGATGGTTATAACCTGAAAGAAGA
TGATGGAAGATACAAAGATCCCAATTCCATCACATCACTGCGGGTACCTGTTTTAATACC



CATGGACCTGATGGTGGAAGCCAGCCCACGGAGGGTGTTTGCCAATGCTCACACCTACCA
CATCAACTCTGTTTCGGTGAACAGCGACCACGAGACCTACCTGTCTGCAGACGACCTGCG
CGTCAACCTCTGGCACCTGGAGATTACCGACCGCAGCTTCAATATTGTTGATATTAAGCC
AGCCAACATGGAGGAGCTGACAGAAGTGATCACAGCAGCAGAATTCCATCCTCATCAGTG
CAACACTTTCGTCTACAGCAGCAGCAAAGGCATCATCCGTCTGTGCGACATGAGGGAGTC
AGCTCTGTGTGACAGGCACACCAAGCTGTTCGAGGAGCCAGAAGATCCGAGTAACCGCTC
CTTCTTCTCTGAGATCATCTCCTCCATCTCAGACGTCAAGTTTAGTCATAGCGGACGCTA
CATGATGACCAGAGACTATTTGTCTGTGAAGATTTGGGACCTAAACATGGAAAACAGGCC
GGTGGAGACCTATCAGGTTCATGAATACCTGAGGAGCAAGCTGTGCTCGCTCTATGAGAA
CGACTGCATCTTCGACAAGTTTGAGTGCTGTTGGAACGGCAACGACAGCGTGGTCATGAC
CGGCTCGTACAACAACTTCTTCCGGATGTTTGACCGCAGCCAGCGGCGGGATGTCATGCT
GGAAGCATCCCGTGAAAACAGCAAGCCCATGCAGGTCCTAAAACCGCGGAAGGTCTGCGC
CGGAGGCAAACGCAAGAAGGATGAAATCAGTGTGGATAGCTTGGACTTCAATAAAAAAAT
CCTGCACACTGCTTGGCACCCCCNGGACAACATCATCGCTGTGGCGACGACTAACAACCT
CTAC
>CL3627Contig1
GCTTTTATTTTTTTACAACACTGCTGTTTTTACACCGTGTACAAAATCAAGCTCTGTGCT
CTAAAAGTGTCATCGTGATGAAGATAAAATGTTCTAAAACAGCCCCCCTTTTTGGCGCCC
CCTGGAGGTGAAGATGAAGGCGAGTAGAACTGTGCAAATTCCAAACCATCAGACCAAAAC
AAAACAACAACCCAAAAACGCTGAAAGAGTCAGAAACTGAAACCAAATGGCGTGAAGCTA
AACGTCTCCGAGGACAGAGTCTGAGGAGCGTCGATCAGTGCAGACAGACCTGTGAAAACG
CAGGATGCAGAGAACCCCTTCAGGGGTCCGGACGACCCAAAACTCACCCACAAACCAACT
TAAAAAGCAGCGCAACTCCCTCCGACTTTTACCCAAAGGGACGTCTTTCGTACGAGAAGC
AGAAACGGGTCGATTCTAGAGCAGCTTTGTGGGTCACAACCGAAACTGAAACCCAGAGCT
GGTGAGTCCATGTGTGCCGTTTCAATCGCCGGATGGAGTTTGAACCGGTTCCGACGCTCC
TATGCGGGCATGAGCAGAGCCTGGACTTTGCTAACGGACGACTCGCAGTCTGGGAAGCCC
GGGTGCAGCGGTGCTGACGGAAACCCCCCCAACCGAGAGTCCAGACGGGCCTGTGGAGGG
AGCAGCCGCGTCGGGTCGTTGAAAGGGCCGTGAGGAAGCAGAACGGAACTGTTCTGAAAC
CCGAAACCGGAGAGAAGCCCGGAGCAGGACTGCCAGCGCTCCGTCTCAGGAAGTCCACGC
CACAGACGCACCACCGAAGTCTGCTCGTCCTCCGACGAAGCGCCAAGTTCCCCAAGGGCG
CCGGACCGACGGTTCAGACTCTTGTTGGCTAAAAGGCAGCAGGGCGGACGCTGAGACGGG
CTCTTCGGGTGAACGGTGGGAGGCGGGAGCAAGCTGATCTCGTCCGGCAGAGGAAGCGGC
GGCTGGTGACTTCTGGAGAGGTTGAGCTGGTGCAGCACGGCACTGGTGGCCATGAGAGTC
GCCACGCTCGTTAGATACACCAGGCCGAGCATGCAGGACATCTTTGTGAATTGCTGATAG
ATGGCCGTGAGGGTCTGACTCCACACCGTCTGCTTCCAGCAGAACACACAGGTCTGTGTA
CCAG
>CL3628Contig1
TTTTTTTTTTAAAAACCAAACCGTTTATTTATTATGTACATTCAATAATAATGAGGATAA
TAAACTAGATGCATACAACAATGGCAAAATTAAACATTGTGAGAAAACACGTCACTTTAT
AAAAAGAAATCACTTGGATGAATGGGTTTTTAAGAGCATGTGACCCCAAAAAGAAAAGAA
ATAAATGTGTCCACATGCAATTGAAACCCACTTATTAAATCTCTGTACAGAACGTCCCAC
AGCGCGGGGCGGGGGAGGGGGGTCCATGTCAGCAGCTGAGGAGAGCCTTCACCGAAACAC
GCTCAGCTTCACTTTTCAGAAGCCGTCGACGGGAACCTGACTGAAGTTTGCGCCTGATTT
GAAAGGTGATCACCGTGGCGACCACAGAGGCTTGCAGCTGAAATTACCCACAATCCCAAA
CCTGACTAACTTTACTGTCTCAAACCCATGGAGCTTCGCTGCACTTCCTGTCACTCCTGC
AGCATCACAAACACCTCCTCCTCGCCCTCCAGCATTTGGGTTCATGCACAAATGGAAAAC
ACGCCTTCCCGCCTTCACGAACATGCATAGCCACACATCTGGAAATACTCGTAAAGCACA
ATAACACAAAAAGGAGGTAATGCTCGTCGGAAACACTCACTGGACCTACTGCGCAGTCAC
ACCAAACAACAGATCCATCCCCACAGAGTCCAGCGGGGGCGCCGTTACTGTCAGCTCAGG
AATAGTGGCTCAGCTTCACAACATGCCCCGCCCCGCCGGAGCCCCCACGCTCAGCGCTGG
AGGGCCCCTCGTGCTGGGCCTCTGTTGATGCAGAGCACCCTCCCCTCCGTCCTCCTGCGC
GTCCCTCATGTCTCCCATTTGATCGGATCTCCTTTGCAGCAAACGCATCGAGCGAGTCAG
CTTCCACCACTGATGCGGATCGGAAAAACCTCAAACGACAACGACCACCTTGTGATTCCC
CTCCGGGTGCTGCTACAACACTGCACTGTAAAAACTCACAGACAAACAACTAAAAGGAAA
AGAAACCAGCACAAAAGTAGGAAATGTATCGGGACTAAAACGATGTGCTTCTCTTTTAAA
AAAAGTCTTTGGAACCAAACAGCTGCAAAAAAAGTCGATGAAACACAAACATGGCTGACC
GGTCGCCTTTTCGGGACGTCCTTGACCGTTTTAGGGCGAGCCATCCGTGACAGCATGATC
ACGGAAACGACTCCCCCGTGTAGAAAAATGAATATAAATAGACAATCGATGACAGAATCC
CATCATTTCACACTTCATTTCACTGGATCAGCCACAGCTTTCCTGATGGGATCCACTAAG
TCCAGATCTTCTCATTGACTGCAGATCTAAACTATGATGATCTCATTTGTCTCCCCGCTT
CGCTGGAATGGAAGATGCTTCAGGATGCAGAAATGTACAGGAGACGCTCTGGCAGATCAA
AGAGGAGTGGAAAAAACCCAGATTTCACTATCTGAGGACAGAAACGCTGCAGATAGAATC
AACAAACGTGCAGAAATGAGTCAACAGACTGAATACGTCCACATCTCTTCTCATTTCTAT
GCAGCTCCTTATCAATGGCAGAAAAGACAAAGAAAGTTGAGGTAATGCGAAAAGAAGAGT



CACTTTTTTCCGACGCGTGGTCGAC
>CL3629Contig1
TTGTTTTCGGGCTCTCTGAACACGTGTTAGAAATAAAGCAACGTTTTGTGGGGTTAACTG
CGTCCTGAGGAACACGGCGCGGTACAATCTGCGGTTAGCAAGCGGGTCAAACAGGCGCTG
CTGAGCGACATGTCAGCGGGAGGCCAGACCACCACGAGCCTGGAGATCCCGGCTGTCAGG
CGCGTGGCCATCCACGATGCTGCGCACATGCCCCACGAATACTCCACTACCCCGGGGGGG
ACGCTCTTCAGCACCACACCAGGAGGAACAAGAATCATCTACGAAAGGAAGTTCCTCCTG
CAGTGCAGGACATCTCCTCTGGCTCGAACACCTCCCAATAACCTCCCTGATATTCCAGGA
GTCACAAGGCCCCTTAACTCTGACTCCTCCCACGACACTAAAAATCCCGTCGAGGCCCCC
ACCACCAACAACCACGACACTGACGTGCAGACAGAAGAAGGTGAGGATGCCCAGTTTGAA
ATGGACATTTAAAAGGATTCAAGGACAGAAGTGATCCCATCATCTCCACAGCTCTAGTTT
CCTACAGAAAAAATGCATATTAGTTGATTTGACAAAGTCTTATACGCTTATTAAGATTTG
TTTTGAACTTGTTTTTTGTGGAGCTCACCATGATTTATAATGATGTACTTCTATAACACA
ACCTTAACTGATGCATGGCCCTATTCACTTTGATGTCACGTTGTTAGACATATGACAAGT
AAGGGCAGTTTTCATCTAAAAAAATGTTTATCAGCTTTAAGGGGAAACATGTAGAGAAAA
GTTGCTATTTGCAATAACTACGTTTGGCGACATGGTGGCACCAAACATTTTTTTAACCAC
AGAGTTAAAAATATTCTAATTTATTGATTCCAATTTTATCTAGAATGATTGCAATCATTA
AAACAGTTTTTGCAAACGTGAAANNNAAAAAAAAAAAAAAAAAAAAAAAACA
>CL3630Contig1
GGAAAAAAAAAAAACATAATTCGGGTCAAAGACTTTCCAGCTTTCATTAAATTATGTCAA
TCAACATGAGAACTACTTCCTGGAACATTGTTGAAACAAATCCAATGCGAGATAAAAGGC
AGGAAGTGACCTGAGGGTGGAGCTGACAGCAGCACGTCGGTTTCTGCCTTCAGAAATGAG
AAGCGTGGATACACATGCAGAAACAGGATTGGTCCTAAAGCAGTCGTCGTGGTTACAGAT
TGGAGCTAAATGAAGGCTGAATGTGTCGGACGACCAACACGAAGGCAGCACGCAGCTCGC
CTTGCGCCGCTCTAGTCTGCCTTCTTGTCCTTCCCCTCGTCGTCGTCGGTGTACTCTGTG
GGCTCCTCTCCGGGTTTCAGGAGCTTGCCGACGTAGTCGTATTTAAAGGTGAACTGAGTC
TCCCACTCGGCCAGGCTGTCCTGCTGCATGGCGTCCAGGTCCGACAGGTCGTCGTACTCG
TCCTTCAGAGACTCCTTGTCCAGGCAGAAGGTGGCCAGGCCTCTGGACGCGTCGCGGCCT
GCAAAGACGCCGTACGGCCCCTCTGGGCCGTAGAACTTCTTTCCTCTGGTCACGTCAAAC
ACCTTCCCGTTGACAGCCATGAGGATTCGAGGATTCTCGAGTCCATCGTAGGGCTTCAGC
TCCGCCAAAGTAAAATCCCTCTTTTTCAGTTTAGGTAGCGGCGTTTCCACTTCACCAAAG
TCCGGCTGCCTGTCCCCGCGGAAGATTTGGTAGAGAAGAAACAAACAGAGGCTGAGCAGC
GTGAGGTTTAGCGGAGAGGTGAAGATTTCCTGAAAAATTCCAGCAGAAGTTACTTCGCCT
GCCTCTTCTGCAGCCATGTTTGCGTCTGTCCCCCGGCCATAATGCCCGGGTTTANCGG
>CL3631Contig1
AACCCTGTTGTTTGAACCACCACCTTCACCTCAACCCTGTGGGAAACAGAAGAGACTCAA
TAAGTGTAGCAACATCAAAAATATGTGAAAAAATCCACAAAAGGGAAACTGAGAGAAGAC
TTACAAAAAAAAACACACATGCACCCCTTCCAACAGTAAGATATATGATACACAGTATTT
ATTGTAGGTTGTATATAGTATTATTCTGTGGATATCTTTGTATTTTTGTGTATAGGTACC
TTTTGGGGCAAATATTGTTCAATTTGTTGCTGCTGTTGAAAAAGTCAGCATCATGTAAGC
CTGACAGCTGTCAGGAGCTTTTAGAGGCTGCAAGCAGATTCTTGTGGGAGAGAAACGAGC
TTTTCTTAAGTGGAGAGGGTGACTTTGTTTTTAATTACCAGACATAACTGCAATGGCGCA
GTTTCTTTTCAGTTAAACAGACTTCACACTACAACAAAAACCCCATTAGCAACCAGCAAC
GGTGAGGTTCACGTTTGCCTGAAAGGGGAGGAATGCCAATTCCTCTAACTTTTAATGATC
TGAAGCTCCTTTTGACAAAGATAATAAGGTCATCAGAACTTTACTCACTTATTTTAGGTT
GTGCATCTTTTTTTAGTTACTTTTTATCGGGTTGTTGGCAGTGGCCAAATGCAGTAAGAA
CTCTTGGGTAAGGTACCGCTGACCTCTCTGGAAAATAAAAAGCAGCAACCATTTATTTCC
TTGGAATCCAATGTGCTCCAAAAGCCCATGTATAAAACAGAACGCTGCAACAATCCTGTG
AAACTAACCCAAATATGGACTATCGGGAAGCTGGCTTTCATTGTGTGCATGAACCTGTGT
TTGTACTGTAATTGTGATGAGATTTTTATTTTTGTGGGTGTTGTGTGTGATTACACAGGC
TTTGGAAAATTGATCAGACCGATGCTTTAAGTAGGTTTATCAGTTTCCAATTCGTGTCTG
AGGTATCACATGATGTTTGGTGGGACAGCATGTGGGGAAAATGATAACAAAAGACAAACT
AATTGCATAGCGGACAGCGAGATTTTTACTCTGCCTATTTATAAAATATGATTGCAGTAG
ATTTGTTGAACTTACATTTTTATGCTGAAAGTTGCCAGAAAGAATTCCTCAAATACTTCA
AAAAAGGGTTGTACAAACTTGCTTAGTTTTATTTTGTTGTTTTACATCGGCAACCTTTAT
AAACAAAAAAATAAGGAAAAAACAAAGTGCACAGAGGTAATGTTATTGTTTGTGTAAATT
ACTCCATTACTTCCATTTCCATTGTTGTTTATGACTAATAAATTAAAGCTTTATATTTTC
TAAGAATGGAATGCTCCCCCCCTTTCATTGTCAATTGCTTGTTGCCAGATGTTTTTCCGT
GTTCTGCTTAGAAAC
>CL3632Contig1
TTTTTTTTTTATTGTGAATATTTTTTAATTTTATTATTTAGCTTACATGTGACTGGAGTA
TGCCTATCATCAACAAAGAAGTGTATAGAACATGGACATCACACACAATCCAATGCATGC
ACTGCTCAGAGAAAGAGCATTACTGTTAAAAAATTCAATGTGTCAGATAACATGCAACAG
ATAGCTTGCTGTGTTTTTGTTTATAAAACTCTGAGGTAAACAGCTTAAGTGCTGAAAATA



GCATTACAGCCATTAAAACAGTTATTTTATGGAACCTTCGCTCAGAGGCTGCACATGCTT
TAATTACAAATTTTGATAAAGACTTTAAGTTTTATTCTGAAACCTTCCTTGATATGTTTA
CTGCAAAATGACGTGTAGTGCTTGATATGCCTTCTGAAGTGCAAGCAAAGATAACATTCA
ACTCTGCAGCGACAAAATAGTAGGAAGATGTATCGTGGTTTCTCAGAGCTTCAACTGAAA
AAGAGTTATACTACTCTGGAGTGCACTAATTAACACCTATAACAACATATGCACACACAA
ACACACACATATGTACAGGTATGTCATTGCAGAAATACATCGTAAGTGTTACCATGGATT
CTGGACTTTTTGTGATTTAAAAGAACACATTTTTAATCATGCCATTAGTTAAAGAGGTAA
AATAAGGTTCTTTTATGCCTTTAAACAAGGATCAAAACCCACAGATGGAGACAAAAAACA
TCTAGGTAAAATATATGTATTTTTTTTCCTCATCTTATTTGCTTTGACCATTCATTTTCA
TGCAGTGTCACTGTTAGTTTTTTTAATAGATTAGCATTAACAAATATACAGTAGATGGCA
CAAAGAGTGACAGGATTCATTCTTGTAGAGCTGGAGTTCCTTCATAAATTAGCTTTGCTT
CACAAATGAAGTCTAAAAAACCCTCAATGGATTTG
>CL3633Contig1
ATGTTTATTTACAACTTCTGCATTTATGAGAAGAGTGGTCTAAATACAAAAACAACAACA
ACAAAACAAAGAAAAAAGAAAAGAAAAAAAAAACACCAAGAGAAACATGGCGGCTAATCT
CCCTGAGCTTTACAAGAACAATTCAGGACCTGCAGGTGACAGAAGACACGCAGCCCCAGA
ACCAACAAGCTGAGAACATGTGAAGGCATGGACATCTGTCACACTACCAAGAACAACACA
CTGTCCACTAAAAGTGACACCTCCTTGTGGATTTGTTCCACTAAAGTTAAAATATGTCTA
ACTGGGGGGGGGGGGGGGGGGGGTTTNCCCCTTTTTTNGGGNANNGNAAAANTTTNCCNT
TTTAANTTTNNAAAAANTTTTTNGNAAANTTTNAAAAAAAAAANTTTTTTNAANTTTTNC
CNNNAAAAAANNNNCCCCC
>CL3633Contig2
CGGCACGAGGGTTGTTGCCACTGCTGTCGGTAGATTTAAGTGTCTGTTTGTGAAAAGTTT
AGTGACATGCGTCACTTCAGTTTTTTCCACAAAAGCTTTACTTCTGTGAACCTTCATAGG
AAAAGGTGAGCTGGAGCAGGAAACTGGTTTGGAGGAGTTACTTAACAGGTTTATGTTTTT
ATTTTTTCTTTCTTTTTTTTAAGTCTTCCTGTTGACAGCCAGCTGTGGGCAGAGTTTTGT
ATAGGCAATACTTTAAAAATCTCTCTGTTTTATGACTTTGCCAAAAGTTCTTGTGAATTG
TAAGATGGTAATGTCTGTCATTTCCTGTATATGTGCGTAATCCCCCCCCCCCCCCCCAGT
TAGACATATTTTAACTTTAGGGGAACAAATCCACAAGGAGGGGTCACTTTTAGGGGACAG
TGTGTTGTTCTTGGTAGTGTGACAGATGTCCATGCCTTCACATGTTCTCAGCTTGTTGGT
TCTGGGGCTGCGTGTCTTCTGTCACCTGCAGGTCCTGAATTGTTCTTGTAAAGCTCAGGG
AGATTAGCCGCCATGTTTCTCTTGGGGGTTTTTTTTTCTTTTCTTTTTTCTTTGGTTT
>CL3634Contig1
ACTGGATAGGAGTCGTACCTAAAGATGGCGGCCCGTTTATTACGTCTGAGCTCCTTCAAG
GGCCTCCAGGCGGACCGCTGGGGTCTGCTGAGGAGCCGCTCTGCTGTGAGCTTCTGCACC
AAAACCGAAGACTCAACAAAACCCGGCCGGAAGAAGAAAGCCGCTGAGAAAACAGCAGAG
GCTCCAGACCTCAGGGACGCCCTGCTGGCCTACAAGAGCGCTGTCGGCTTTCCCGTCAGG
ACTCGGCAGCCTGCAGTTCTCCTCACCAACAGTGTGGGAGAAGCTGAGTCGGCAAGCACC
TCCTCCCCCTTTCCATCCGGTGCTCCATCTGAGGTTGAGTCAGCGATCTCCTCCTCCCAT
TCGGCTCAGCTCACCCCTGACCGAGCATCGCCTCCTGCTGAGGAGGCGGGTGGAGGAGAG
GCGGACACGGCTGCAGTCCCAGCTGCCGCCACAGAGGGCGCTCCCAGTCCAGAAACAAGC
GACCCCGCAGCAGATGAGACGTCCTCCTCGTCAGACAGCGAGTCCGATTCGGATTCAGAC
TCTGAAGATGAGAAGAGCGCGTCTGCTGGTCCAGCCTCATCTCCAGAGCTGCAGCGGTCT
TCAGCGGAGAAAGAAGAGCATTTTCCAGAGCACACAGGACATCAGGCTGAAGTTCAGAAG
GGGCCAGCATCCTCACATGGAGCTCCACCTGTGGAAGAAACTCTCCGTGAAAGTTCTGGG
GAGAAACTGGAGCCACCGAAGCCTAGCAGTCCACAAACTCCATCTGAGGAGGTTGAGAAG
GTTTCTGCAGAGGCCGCAGAAGAAGACGCTCCTGCAGTCCGTGCAGCGACCAGCGACGCT
CCATCTCCATCACCGGTCCAGGTCACAGCTGAAGATGAAACCCAGACTGCAGCCCCTGCA
GAGCCCCCTGCTGAGGAAACTGCTGTAGACGTCTCAGAAGCCTCCGTTAAACGTTTGGGT
GGAGCAGAAGCTGTTGAAGAATCTGCAGAACCACAGAACCCCTATGCCAAAGCTCCTGAA
TCTCAAAGCGAGAAGTCCAGCCCTGCAGGGGCCCCGGAGGAACTGGTGGACCCTGAGGCT
CAGATGAAGGCGTCCAGCCCTGCAGGGGCCCCAGAGGAACTGGTGGACCCTGAGGCTCAG
ATGAAGGCGTCCAGCCCTGCAGGGGCCCCAGAGGAACTGGTGGACCCTGAGGCTCAGAGC
AAGGCGTCCAACCCTGCAGGGGCCCCGGAGGAACTGGTGGACCCTGAGGCTCAGAGCAAG
GCGTCCAACCCTGCAGGGGCCCCGGAGGAACTGGTGGACCCTGAGGCTCAGATGAAGGCG
TCCAGCCCTGCAGGGGCCCTGGAGGAACTGGTGGACCCTGAGGCTCAGAGCAAGGCGTCC
AGCCCTGCAGGGGCCCTGGAGGAACTGGTGGACCCTGAGGCTCAGATGAAGGCGTCCAGC
CCTCCAGGGGCCCCAGAGGAACTGGTGGACCCTGAGGCTCAGATGAAGGCGTCCAGCCCT
GCAGGGGCCCTGGAGGAACTGGTGGACCCTGGCCAAGTCCTGGAAGGAGCAGGACAGCTT
CAGCTTGAGGAAGCTGCAGCTCCAGAACCGGAGGAACCTTTGGATAACAGCACCTACAAG
AACTACCAGCACCACTCCTACAACCCCTACACGTTTGCTGACCTGGACCTGGAGATGGCC
AAATATCGCCTCCCCCAGCCCTCCTCTGGCAGACCCTCGCCCAGACACTAGCAGAGGACC
CCCCCCTCAGTGTC
>CL3635Contig1



ACAGAAGAGCTTTTATTGTTCTTCCCAAGTCTTGTATGTCCAGAACGTAAAGANCAAGNC
ANCTGANCCCCAANCATACCCACTGNAAGGAACTGGGCCAAAATGCAGCTTTCGTTTTTT
ATAAACTGGCATCAGCTTCAGATAACCGACCTCACACAGACTTCACCAAGAGATGACATT
CATATGGAGTAATTCTTTTCAAATAACTTTTAGGACACATAGAAATGGGATTTCAATAAA
CATACTATAAAAACATATAACACTATAAATATTGTTCAGGTATCTTCTTACAAAAGCTTT
ATACACTTTGAAATTTTGTAGTCTTTCTTTATAAATCAGGTCTTTTCATTTATGGTGAAA
CAACAAAAACATACAAAGCTGCTTTAGGACAAAGATGCCACAACATGAAATGTTTAAACC
AAGACATTTCAAATAAATGTGGCTCATTTGAAAAGTGTCAGAAATGAAACTTTAGTTAGT
TTAAATGCCTTAATGATACGATTGTGATAAATGGGAGTTTTTGATTGTTTTGTCTCACAA
TATGGAGAACAATAAACAAGCAAAGAATGAAGAAAACAGGAAAAATAAAAAAAACTATAA
AGCAGCATAAAAAGGGATCATGTGGAAACTATTCTGTGCATCCATACAATCATTCATTGG
AGCTGGAAAATGACAACGGAGCTAACAAAAGTACAGTGTGAAAAGTAAGACGTACAGCTT
GTTTCTCCAAACCGACTACTTTCACATGGTGAGCTGACCTGAAAACAGAACAGGGAATAC
GATGAATGAAAGAACTTTATAGATCTCCACCAAGAAGATGTTAAAAAAAGGAATGCAAAC
TACTAAAAAAATAAAATCAAACAGTGATTTGTCACAGAGATACAGGCCTTCAAGTACAGA
GGGCCACAAGCCCCACAGTTGGTGCACAAAAGTGTTTGTAGTGAAACTGTTAGGTCACAG
TAACGCCGCCATTGTCCCTGTTTTTGTCCACATATGCAGGCGAGTTGCTTTTGTCTGATA
AGGACGCTGACCCAGAAGGCAGTGTCTGTGTGGGAGGGGAGTGGCTGGAGGGTTTCAGTG
AAGGGTCTGAGCTGGACTCCACTTCTGTTTCCTGCTGGGATGCTGTGGCTGACTGCGTGC
AGGACTTCATGTGCTCTGGCCAGTGGGCTTGCTGGCAGGGGTAATCGCAGTAGCTGGTAT
TCCAGCAGCAGTAGAAGATGGCCTCCTTCCTGCAGTTTGCACACCACTGCTTCTTTTTGG
TCTCATCTACTGCTTGTTGCTTCTCCAGCTCCATCTGCTTTTTCACCTCAGCCACCAAA
>CL3636Contig1
TTTTTTTTTTGGCAGAAATGTGACTCATTTAATTTTGCAAATAACAGATTTTGCATTCTA
GAAAACAGCAAGAGCACCGGGAAGCATTCAATAATAAAAGGAAGGCTGTTAGAAATGCAA
AGTCACTGTAAATATTTCATCTCATTTTCCTCCAACATGAGGGAGGAAGAGGCTTTCTGT
TCAAAAATTGGGGACATAGTTAGCTGCAATTAACAATTCAACCAAAGTCTTAATTAGGTC
AGGCATCATGAAAGTGTTCAGCACAAAAAATTGAAACTAAATCTGTATAGAAAATAACAA
AGAAAGGCCTTCATTAATCAAACACTGGTGAAGTGCATTAGGTCAAACCCTAGCTTACTG
TCCACACACAACCTTTTTTTCCCCCCCAAGTTTTGCAAAGTGAAGGGCGTTTCAGTGGCT
TCTTTTTTTATGCTCCTTAGTTTCCTGTTCCTGCTGAGACAAAGGTCTCTGAACAAACCA
TTAAGGTAGTAAATAATTAATGAAATATATATAGACCAGGTTGTGAAACAGGCAGTGTTT
GCTTGCAAAACAATGAATTGTAACCCAAAAAAACAACACCACACCTAACCTTTCCCATAC
ACAGCGTTTCTCCTCAGTACACTGCTCAGCAACATTCAATAGGGACAAGTGCANCTAATC
TAACAGAAGGCTTANNAACATTATATTTGCACNTTTTTTGTGCTATCTAANGCAAAACA
>CL3637Contig1
ATTTAAATAAACTTCTTTAGGATACATTTTTATATTAAAAGTGTTAAAACTTCATGGCAG
AGTACCGTGTCACATTTGCATGTCTACAGAAGTGCACTGAATTTTCAGCACAAAACGCTG
CAGAAGTGTGAGTGAACGTCTCAAGAGGTGGTTGGCGACAGCTCAGGACTGCCCTTCCTG
TCTCTGAGCTCCGATCACATGAGGGTTGAACTGAGTGATGATGATGGTGATGTCATCGCG
GTACATGCGAGCCAGCTCCTCTGGCAGTGACAGCATTTTTGACAGCCTCTCGTGGTCCAC
AGTACCAAACTCGTTGTTTCCCACCGCGTGGCGCATTAAATGGGTGGCAGAGTTCTGATC
CTCGAAAGCCGACGACATTCGGGTCTTTCGCTCTTCCAGTAGCCCCTGCATTTGTCCCAG
AGTGACTTTGTAGCCGCCCACTTTGAGGGGCTGGCACTGATGTACTCCTGTTAAATACTC
CCCCACGATGCGAACCACCTCCTGCCTGTGGAGGGTCTCCCACAGACCGTCTGAGCCGAT
TACCATAAATCGATCCTGTGGTCGAAGTCTGTGATGCGTGATCTCAGGCTCAGCAGTCAG
GTATGGGGGTGTGTGATAGTTGGGGGGGATAAACTTTGTGTGCTCATTTTCGTGGAGCTG
ATCAGGTCCAGACTCCAGAACTCGCTTCTGCAGTTCGATACTCCACTTGAACTTCACGTC
ACCAAATGCCCGAAAAGGCATGAGCAGACCTAACAGTCGATCCTGACGTATGACTGTCTT
CCTTTCCGATGGCGGGTGCTCACTTCGTATGCGAGCGACCTCGCTTTCATTTTGGGCGCT
GTGGTCATTGGAGAGTGTGTGAGCAGTGAAGGAGCCATCCTCTTCCTGCACTCCCAGCAC
CGCCCGAGCATCTCCTGCATTAGCTATGAAGAGGTCGTGCCCGTCAATGTGAGCCACACA
AGCCGTCGCCCCGGAGAAGGCCACTCTTAGAACCCAGTAGTGAAGAAATGCATTTGGGTC
TCCAACCTGAGCTTCCAGTGAAATGTCGCTGTCCAGCCTCTTGAAAGCATTGAGCAGCGC
CTCCCGGGTTTCCGGAATCTCTCCTGGGCTGGTAAGATCTATTAATTCCTGCCAGTATGT
TCGAAGGCTGTTAAAATAAAGTTTCTGAGCCTCTCGGCTGAAATAGTCATTGGGATGTTT
GTGCCACTGCAGAATGGGACTGAGAGGCCTTCCCGCCTCCACCGCAGCCTCCAGCTCACA
CAAGGTATCATGGGGAAGTAGGGAAACTGCAATGTAGTAGAACAACCGCTCACACAGCGC
CTGAGCACAAGCACAGCCAGCATGGCCATCAAACACACCCAGCAGCATTCCTCGGGTCTG
CAGACACGTCGCCGCACTCCGTCGATCTTCGATGGGAGCATTAGCCGGAAGCTGATTGCT
TTCAAAACCCAGAACTGATGACACGTTTTTCCCATCAAACTCCGGAACCTTAAAGCTGTA
CTCATTGGCTTTCAGAATGGAATTGACCTGAGGAGGAGTGAGGTTGTAGCTGCACAGCAC
TGAGGACGATTGGTAGCTTCTTGATGGCTGTTGTTTTTCCAAGATGGGGGACGTTTGTCT
TGAGGCGCGACGGTGAGTGGCGGGAAAAAAAAGGGACTGGTTGTGTTGACATGGCACCAG



ACCGGAGGCAAAGACCTTGGCACGGGGCAAACCCCTGAGCAGCTGAGATGTAACAGGCAT
TGCTTACGGTGCACTTAACTGCTGGATGTGGATAAGTTATTTAAGTGCATGGCTTGAAGC
CGACCCCTCCACTCTGCATCCCCCGGCCATAATGCCCGGGT
>CL3638Contig1
CTACAACCAGGTATCCCTGATGAGACCTCAGCCCGGAGATCAGGGTCGTTGTATTCGCTT
CCAGCGCATCAGAGATGAAGGACCCTCTCCAAAGCATGAGAGTCTTCCTCGCAGGCCTCG
TTCTCCCTCACCAACTCCTCCTCCTCCTCCTCTTCCTCCTCCAGCTGAAGAGCAACCCTT
GGTCTCTGTCTCTGTCCCCCGGACAAAGCCTCCATCCAGAGGACCTCGCACCGCCCTGCC
TTCCATCGCAACACCTCCGTCTCGAGCACCCCCTCCCATGGTGCGACCTCCGCCGTGTAC
ACCCCCAGCTCGTTTACCCCCAGGGCCCCCACCCTCCCGACCGCCACCGAGGCTGTAAAA
AAAGAAGAGAAAACGCAGTGCACAATCATTACGTCAAAAATGTGCAGACTCAGACAGAAG
ACATTTCTTGACCACCACCACCCCTGTGCCTTGTTGCTGGACAGCAAAATGTATCCGCTG
TGGTTTCTGATGGAGCACAGCACTCCAAAGACGAAATAACCATGCAGGTGCTTTATCCGG
ACTGTGCATTAGGTCAAGTAGGCTAGCTAGACGGTGAGAGGAAGTGCAATCATTTCTGGA
AATCCAACCTCTGAGGGATTTGGTGTTGCTAAATGCTAGATTTTTGCATGATTGGGGAAA
GTAAACAGGAAATAGAAGAGTTTTGTTTGTAATTTTGACCAACACAGCATGTAAGGAAAG
ATAAATGGCAGTAAGAGCTATGTTGTTGTTTTTTTTTCTTTTAGTCATCACCAACTGAGC
ATTTTCTATGTAAACGTAATTTTTTCAACCAAAGAAACATTTTCTGCAACTTTTTTCCCC
TAATTTTTTAATAAATAAACAATGACCTTGTTGCAACTGCAGGCCAGTTTTTTTAATTAC
TTTTATTTATTGTAACACAGGCCCTTAAGTTTTTCCTAAAGCGGGGTGGGTTTTTTAGAC
TCTATGGGGCAGGGGCATGTAGACGGGTTTTCTGCACAGACAAATATGCAAGACTTTGTT
AACAATGTGCTATCTTCATGGCTTGTTTTTAGCTTTTTTTTACTGACTGAAATGATCATT
TGCATTATTTCTTTAACAACTTTTATGTTTTCAATAAAGTTTTTCTTTTTTTTTCTCAAA
AAAAAAA
>CL3639Contig1
CCTGTAGTCCTCATCATCTCCACTAAGGACTATGTCTGGACTAGAGCCTCCAAAGCTTGT
CCTCCCTTCCCATGTGAGCGTGCCCATTGGTGAACGACATGGGGTGCTCAAAGGTGAGTA
GCATGGGGATTTGTCTGCTTTATTTTGCAGTTTCAGTCCAACTTTGTGCCGAGCCAGTAC
TTTCATTAGATCTGTCTTCTCTTCTGTGCTCATGTTATCAAAGTAGATAGTGGCACCTAC
AATTTGGTCACCTTCATGTACTTGTCCTGATCGTGCTGCAGGGGACTCCCCTTTCACCTC
CTTGACAAACATTTCGCCTGTACTTGCATGTTCAATGGTCAAGCCAGTTTTGTCTGGACC
CTCCCAGTCGGGGAAGAGCACCTCCCTGGTCACGTCTTCATCAGCCATCTTGATTTTTTT
TTTCTCCTTTTCTGCAACCTTGCAGTGATGGAAAAGCCTTTATTGTATTTCCTTGGATTG
CTCAAGCAAAGCCAAGGGCTTCAATTTTTGCTTTTCTTCTTGGTTTTCTCTGTGCGCAAG
CCTTGCGCGCGAGGAGCCTCACACCAGCTTGAGCATCCTGGAAATTGTGGCTTCTCCCCT
GCCCTAGAAGAGCACTTCAACTCTGCCACAACCTTTCAAGTCTGGTAGGAGTCTGTCACT
CTTTTCCTATTTCTTGGTCAACCAGATTTCCAGGGCGTTTTCTTCCCCTCCTCCTGCCCC
CTCCCTTCTCTGTTCTGGGTTGATCTGAAGCTCTTTTTTGTGTGTGTGTAGTTGCTCCAG
TGGGCTGAGTAGAGTGCTT
>CL3640Contig1
GGGCCGTTAGCCCCCCTCACCTGTCAAAGAGCACAAACCATTGTATGTAAATAGAAGCGT
TTGTATTGAAGTTGCTCGTGTCTGCCAAGGTTTTGAAAGGAAGAACCACTGTTGGCGCAA
CAGGAGTGTGCCAAAGATTTTAGCCGACGGCAGCTCCTAACCTTCAGACCCCCCACCCCC
CACCCCCCCCAAGACTGTTGCTGCTGACATCACAGCTCTGAGCAGAGAGTGAGGGAGCCA
TGTCTTCATACTCCACACGCCCTCTCCACCTCCTTCATGTCACGTGCCGTGCTCCTGGCA
GTGTTTTTCCNGATGTGCTGGTTGGATGTCATTAGTGAAGAAAAGGAGGTGCCTTCTTCT
GACCGGCTCCCCTGCATCCGTGTAAATACCTTCTTTCTCTGTACAAACATGTTGGGCGGT
CTTCCTCCTGTGAAATGCATTGATTTTTGCTCCAAACATTCGGCTTTCAGCGTCCATCAG
CCACATGAAGTCCCCACAAGTCCGAACGTCAACATGAAGCATGGGTGTCCCGCCTGCTTT
TAGCCCCTCAGAACTTCTACCATGTTGAATGTACGCCCACGGTTGTTGTCCCCTTCAGAA
GACTCCGCCCCCCACCTTTCCTATCGCCTCGATGGTGCATTTTCCTAGCACAGGTTTGTT
TTTTTTAGAGGAGAAATGTTGAAGTCGTGCTGGTGTCTCTTCTTTATGGAACACTGATAC
AGTCTTTGTTATTAAAAGAGTGAAATTTAAAAAAAAAA
>CL3641Contig1
ACACATCAAACACTTCCGTGACGTTTTCAGGACATCAGAGTCCCACCTGAAGGTCTTACG
GGTCAGCGGCAGGCCGCCGCCCCGGCGTCCGTGAACACAAAGAAGGCCAGGGAGAAGGCG
GGAAGCTGCAGGTGGTCTGATGGAGGCAGAGGAACCCCGGCGAGCAGAGGAAGAGTTTCA
TCGTCCACCATCTCCAGCAGAACTCCGTTCAGCTTCACAGACCTGGATCGGAGGCCGTCC
ATCCCGGGACGATCGGACTGAAGGACGAACGTCTCCACCGTGCTGTTCGACACCGGAACC
GGAACCTGCATCCTGACGGGCCTCGGGCTCAGGTTCATGGACATCAGAACCACGGCGCCG
TCTCTGTAGCTCCTCCTGTTGGCGCAGTGCAGGTACGACCGGACCCGCCGACCACCTCCA
GCACCAGAGACCGCGTCAACGTTCAGAACCTCTGGTCCAACCAGCCTCTTGTGAAGAACC
GACAGCCAGTAATCAGGAAGTGGATTGAGGTCATCGTCCAGCAGGTGGTAACTTCCGGCC
CCGACCAGAACCTGCCTCATCACCACGTCCAGGCCCATTCTGGCAGCCAGGCCCAGTTTG



TCCAGCCACATGAATCCTGCAACGAAGGAGTCCGACAGCCCTGCGGCTCCGCCCCCGAAC
GCCGAGCTGGTCTCTCCGAGCCACACCGGCGTCCCTGGAGACGCCCTTTTCACCGTCTCC
AGAACTTCACCCGTCTTCACGGCCAACGAGTCCAGAACCGTGGGGTCCGGAAAATCCTCC
AGAGAAGCCGCTCTGCCGTCCACGTAGTAATGATGCCAGGTGCAGGCGTCGATGGCCCCC
CCTCCGCTCTGCAGGAAGCCCCCCAGGATGTCGGCCCGGTGGTCCCGCGGCTGACCCACG
TCCGGCCCAAACAGTCCGGCGTCCCGGTACAGGCTGGACTCGGACATCATCTTCCTGAGC
CGGGTGAAGTCCCGGCCCAGCTGACCGCCGTCCACCCGGATCCCCGCCTTCTTCTCGAAG
CTGTTTGGCTCTGTGAACTGGGTCCGGCGGTACCTCCCCTGGTGCTCCTCTTTCTGCAGG
AGCAGCAGCTGCTGGGTCCAGTTCTGTTTCAGGTCTCCTTCCAGCAAAGCGGGAAGCTGC
ACGGCGCCACAGGCCTCCTCTGCAGACGGCGCCGCAGTCAGCTGCTGGCCGCCTTTAGGG
TCA
>CL3642Contig1
TTCGGCACGAGGTTTTTTTCTAGAGCTTCTTGGATTAACATGAAGATCCAGGATGAACGT
TCAAACCTCCGGTCAGCCGCTGCTGCACAGATCCCTCCGTCTACAGATGTGAAAAGACAC
GGTGGAAGACCAATGACTGTGGCTGATTGGAGGGGCGGGGCTACGGCACCCTTACAGTGC
TGGAGGCAGTCATGTTGGGGGGGGGCATAAGAGTGCCTTTTGTTCACACTTTGGGATGAA
AACGGAGTCAAACATCCCTCCAGGGGGGGTAATGGTGGAGCTTCTGAACGAGGGAACTTT
ACATCCTGATACCAGCAGTAGCTCCGGAGAGACACTGGACCACAGCTAGGGGTCAGAGTC
CCAAAATGACCCCACTGTTTTAATGACGGGGGCATACCATGGCAAGATTGAGGGGTGGGA
ATCCATTCATTTTCTTCTTCACACTCTTTTTTTGGGCTCTTAGTTTTGTTATTTCTGTTT
TATGTTAGAAATCAACTAAAATGGCGTAAACCTCTGTAGCGCTTCTCTACCTTCTTAGAA
GGCCCACAGCGCTCTACAGTCCCATTCACACACTGATGCCGAACACCGGCGCCAACCTCT
AACCGCCAGGAGCAATGTGGGCGTCAGCGTCTTGCCCAAGGGCCCTTCGACACATGGGAA
CAAACAGACACTGAACCCCACTTGCTCCTGGTCCTCCATCAGTGTGTGAATGTAAAGCAC
TGTAGGCCTTAAGGTAGGAAAGTACTAGCTGAGTACATTTAGCAGTTATTAGCTCCAGTG
AGAAGGCACCAGCAGTAAATCTAACCTTAAAGTCATCTCTAACGTCTGAAGTTTAGAAAA
TGACTTTTCCCATCTTCCCCACTGCATTTTTCTAAACATTTGTCTTTTCTTAGGGTTTCT
TTGCAGAATTTCTGTTTAGCCCCCAACTTTCCCTTACTGCCCCCCAAATGTGTGTCCTTA
TTTCTGCATGGCTGACTTTTTGGACTGCTGCTAAACAGGAAGTGATGAAGACGAGGTGTT
CCTCTTCTGAAGATAAGTGTCTACATGACTTTGTAATAAAACGCTTCAACATCCTAAAAA
AAAAA
>CL3643Contig1
TTGGTCTGAGCCTCTCCATCCTCTGTTCTAGCTTTCCTTTTCTTTTTCGTGGTTGGTTTT
TCCTCCTCCGTCTCCTCTATCACAACATCCTCAGAGGGACAGTGTTTTCGTTTCTTGACG
GATTTTGTCGTGTTTTTCTTTCTAGTTTTAGCCTCTTCCTCCTTTTCTTCTTTCACATCT
TCTGGCTTCAGTTGAAAAGTCTTGTTCTTCACCTTCTTTTGTTTCTTTTTCTCTGTAGCG
CCCCCCTGAGTTTGCTCCGTCTCTCCAGATAAGATGTGCTTTTTTCTTTGTTTTGCTTTC
TTTAGCGTGTCTTTATCTTCTTTTTCTTCCTCTTCATTTGGAAAAGTCTCTCTTTTCTGT
TTCTTTTTTTTCTCTTTTTTTAATAAAGTCTCTGCAGTTTCCTCTTCAATCATCATCTCT
TTTCTCTCCTCTTTGAAGACTTTCTTGTCCTCCTCGACATCTTTGTCAGTATTCTTCCTC
TTCTTCATTCTCCTCTCACTGCTTCCCTCCTCTGTCTCTTTCTTTCCAGCTTTCCTTTTC
TTCTTTTCTTCCTCACCCGTGTGGTTTGAGTCTTCAGAAGTGAAGCTTTTGGTTTCTTCC
GAATATTTTTGTCCTTTCTTGCGTCTTTTCTTACTCTCTACATTGTTCTCTTCCATTTTT
GACGCCTTTGGCTTCACAGCAGGAGAAGACGTGACCTTTCTCAGAAGTCTGTCTGGATGC
TCGGGCTGAGACTGCAGGTCGATATCTCTCTGAAGGTCCAATCTCCTCACCTGGTCAATC
GTGATGTCCTCACTACGTCGCCTCGCAGACCTTTCAGACACAAAAACCACCTCTTGATCG
GAATCCCTCTGCGAATGAAGTGAACCAAACATAGAACTAAATAAACATCCGGACAGTTTC
TAGCACCGCCCCTCACGCGCAGCTCGTGCGTGTTTACTGGCTAACATCAAAGCCACGCGG
ACAACCAGCCTAAAGAGAGGAGAAAACTCAAACTTCCTAGCCTTGCAGGCTCTTTCACTT
TGGCCACTTTCAAAAC
>CL3644Contig1
TGTCTAAGNCTGTNTTTTTATTGAAAACTGCAGTTAGTTGATATTTTCCCCCCATGAACC
TTCGGATGATAATTTACAAATACATTACACATCTCAAAAAGGAGATTATATATATATAAC
AATTCAAAATTAAGATACAATTTATGTTACATCGGAGCATACATTCCATTTCACAAGCAC
ATAAATGCTGCTGGCATGATCACATTTATTTTGTAAACCATCAATTGTGCAGCAGCCTAG
AAACAGCTGAAAGTTTCACATTATGGTGAGCCAATGCAGATGGAGGGATCAGCTAGCAGA
CGTATTGCAGTTGAACAAGAAAGAGGATCAACAGTGCGCACAGGTTCCACTGCCTCCTTT
AGACATAACTGTTAAAGCACTTTTTTTTAGAGGAAATGAGGTCACTTTCGTCTCGAAAAG
CTGCATAGGTTAAAAATCTCCTAACCCAAAAATCCTTCCTTAAACCTCTTTTGGCATGTT
GTCTATAAATCTTAGCTCAGTTCAACATGCATGAGTCAGTAAGAGATGCATGACCTAGCA
GCAAATACCTGTTTGATTGAAAAAATGAACACAGAGTCGCTGAAAGAACAGCTCTGCTGT
GGCCTCAGGTCAGAGTTTGCGTGGATCCAATAACCAGAACATACAGGTAGGACTCGACAG
GCAGGAGAAACCTCGCATGTGTGAATACAGGCAACTGGCTCAGGCTGGTTCTGTGAAATC
TTCCATGGTTTGGAGCCTCCGGGGGACAGCCGCTTATGCCTCCACTCCCTCCAGCTCGGG



GGGCAGGGGGGCTTTGGGGTGCTTGCTCTCAAAGTGCTGCTTGAAGGTTTTGGGGTCAGG
CATCTGAGACTTGCAGACAGAGCAGGTGAACACCAGGGCAGCTTTGGCGGCGGTCTTCTG
ATCGTGGCCCTTCGCCTTCTTCATCTCTGCCTGCTTTTTGGCGTTCTTCTGCTGCGACTG
GATCTTCTGGTGTCCTCGTGCCATGCTTCCTAAATTAAGAGTACGTGTCTGAATTGAAGG
ACAAACCAACAAGCAAACGCGACAGCT
>CL3645Contig1
TGGCACTAATATGTATGTGAGCAGACAAGCTGTTAAAACAACATAATAGTTTACACAAAA
TAAAAAAAGCAGCAGTAGCAGCAGCTTCACAACCACTTTTGAAATGACCAAAGAGAGGAG
AGAAAAAACAGAAATGCTGGTACGAGTGAAAAAGGCAGCATTTAAAAAAATAATAAAAAT
AAAAAACGGCCTCCGGCATGCGGTTATAACCATCTACCCAACATATGTCAAAGCCTACAA
GGTCTCAGGCAAGGTTCTTCGGCTGCTCTGTCCTACGGTTAACTAAGTTTTGCAGCTGCT
TACGCTGTACCATCAGTCCTGTTTTTGCAACAGAATATAGCCGGCTGTACCTGGGTCAGA
TTACAGTTTGATATCAAACACGTCTCTCTGGAATTGATCAATTAGTGCCTTGATGTAACT
GACTCCACTGATCTAACAAGAAGTGCAAGTTCAGACAAACGTTGCACCCGGGGTGGATGG
AAGCATATCAACACGGTAGATTTCAATTAATAATTGGCCCAGGTGAGGAGGGACGGTTGC
CGTGGGTTACAGGTTCTGACAGCACTGTAGTTTGCTCCCTCTCTGACCGTCTGTGGTTGG
TGGAACGCTGATGTCCACCACGTTGTTTCCTGGGGACTCGTCATTGGCAGATCGCTCAGC
AATCTGTTTCTGCGATACAATGCGGTAGATTTCTGTGAGGATGTTTTTAAAAGCTTCTTC
CACGTTTGTCGAGTCCAAGGCAGAGGTTTCAATGAATGACAGATTGTTTTTCTCTGCAAA
GGCCCGGGCTTCATCTGTAGGGACAGCCCGAAGGTGGCGCAGGTCGCTTTTGTTGCCAAC
CAGCATAATAACAATGTTGTTGTCTGCGTGGTCTCTCAGTTCCTTCAGCCAGCGTTCCAC
ATTCTCATAGGTCAGGTGTTTGGCTATGTCATACACTAACAGCGCCCCCACTGCCCCTCT
GTAGTATGCTGACGTGATGGCTCTGTAGCGCTCCTGCCCTGCTGTATCCCAGATCTGAGC
CTTTATCGTCTTGCCGTCCACCTGAATGCTGCGCGTGGCAAACTCCACCCCGATGGTGCT
TTTGCTCTCCAGGTTGAACTCATTCCGAGTGAACCGAGAGAGGAGGTTGCTCTTCCCAAC
GCCCGAGTCCCCGATCAACACGACTTTGAACAAGAAATCGTATTCGTCGTCTCGGTTCCC
CATTCTAGACCAGGCCACTCCGACCGTTTGTCCCCGGAGGAGGAGGAGGGAAAGGACGGA
GATGAAATGTCGCTATCTGTCAGGAAAATATGTAAAGTNCTGTGCGGGACCCCGGCCAT
>CL3646Contig1
ATTTGACTTTATTTTCTCAAACCACGCAGGTCACCTCATACAATAACATAAACCCAGAAC
AAAGGATCACTTAAAAGCTAAAAGATGAATATCCTGATTTTCAAATCTAAATTACCCTAG
TTTCCACACTATGAGGCGCACGAAAAGCCTTCATTTTTTTCAAAAAACAACAGTGTGCCC
TAAAATCCGGAGCACCTTTATATATAGATTAATTCTGGTTGTGCTTAGTGACGTTGAAGC
GATGTAGAAAGGTACAGAACGCTCTGTCAAAATATTTGGTTGGGTGTTATTGTGAATATG
TTTACGCGGCTAACATCCAGCGGTGTCTGACTATTTCTTCTTATGCATTACCATCAAAGG
TTGGGAATTAGCGTAGTCACAGAAAAGTTTGTTTTAGAGGTATCATCCCGTTTTGCTACG
TGTTCTAACAAGGTAGGGTGTTATTGTGAATTAGCTAATGTGGCTAACGTGTATCGTGTC
GGGGTATGTATTTTTTTTTACGTGTTACTAACAATTTTAGGAGTTAGCGTAGTCATAGTA
ACGCTTGTTTTAGAGGTGTGCGTTTTTTTACGTGTTGCTAACAAGGTAGGGTTTTATTGT
GAATATGCTAACGTAGCTAACGTGTATCGTGTCGGGCTATGTATTTTTAGCAGAATCGCA
GTAACGCTTGTTTTAGCTGTATCAGTTGTTTTTTTTTACTTGTTGCAAACAAGGTCGGGA
GTTACTGGTATTGTGACTACGCCAACACGGCTAATGCTGCTAACATGGCTAATGTGTAGC
ATGTTACTCTGACTCAAACCAAGGTTACTGTGAACGCAGTTTGTCTCGCTTAATCCGCCT
TATAGTTTGGTGGCCCTTGAAAATAGACCATTGATTGACGGTGCGCCCTATAGTATGAAA
ATGTGGTACATTTAAAAAAAAAGCAACATGTCCTCTACATAACTCCTAGCACTCTGAAGA
AAAGAAATAAAATTAAAAGTAGTTAAATATGTAAACAGACAGGACTGGGAATAGTCTTGT
GTAAAATAAAAGAAATAATAGCGCCATGTTCTTGTGCTTTATGCAGAATTCTATAACAGC
ATAGCCATTTTTAGTAAAAAGAAAAACTTTCAACTAAAGTTATTCCTACCTAACTTTCTA
GACAGGAAAGATCAGTTGGGACATGCTTTTCAGATTCTTATCGCAAAAATACACTCAAAC
TTGACATTTCTGAAACATAAAATCCCAAGATTAACCTTTTATTGAGCATTTTCACCTATG
GAATTTAACCCTCAACTATTCTAACTCAACCTGATGATTTCGTACGGGCTGGGCTCTT
>CL3647Contig1
GTGTGAGCGCGTGCCTCTGGAGTGCTGCGGGGGGCTGGAAAACGTGGATCTGTCCAAGAT
GGACGTCAGCCTGGTTGGAGACTTCCTGCGACACGTCGACCTTCAGGACTCCAGCTTCTG
CATTGCTGTGGCCGCCATCGCCTTCAACCCTCTTTTCTGGAACACGATGGCGAGATGGGA
GCATCGCACCCGCGGGCTCTCCAGGCTGGTGGGCAGCCCCTCCCTGGCCTGTTACTGTCT
GGGCTTTGTCATCATCCTCCTCAACGTTTACCGCAGTCACAGTGTGACGGTGGCCATGGA
GACCCAGGCCCGGTGGGAGGCCATGGACCGGACGGCGGTCTTCTGCTGCGGAGTCGCTCT
CCTGGGGCTCGGCACCACGCTGGTGGTCAGCAGCTTCCTGGCTCTGGGCTTCACTGGAAC
CTTTCTGGGGGATTATTTTGGGATTCTGATGGACGAGAAGGTGACGGGCTTCCCCTTCAA
CATCATGGAGAACCCGATGTACTGGGGCAGCACCGCCAACTACCTGGGCCTGGCTCTCAT
CGGCTCCAGTCCTGTTGGTCTGGTCCTGACCGCCATTGTGGGCGTGGCCTACAAGCTGGC
CATCATGTTTGAGGGACCATTCACCCAGAAGATCTATCAGGAGAGGAGGAAACAGGAGTG
ATGCTTCCTGCACACATGCAGACGGGAGAGAACATTCCTGTTCCACTCGAGAACGTTAGA



CAAACCTGCACTGGAAGTCCTGGAAGGAGTCCGGCTACTGTTTGGTCAGGTCCATGTTCT
GTCCATGTCTGACATGTTCTGTACATCTATGTTCTATGAGGCTAACATCTAAATCCACAA
AACTTTCTACCCCAAAGACAGACGTGACTGAAGAAAACTTTATCTGGAGGCACAAACCGC
CTCCTCCTTTGTGAGGACGACCAGAGCTCCTCCTCCAAACGGTTCAGATCGTCGTCTGAT
GGTTGCTAGGCAAATTCTGGCTGAGTGTGAGGGAAAAACCGCTTTTATGCATTTTACGCT
TTGTTTGTTTGTTGATTTATACGATTTTCTGCCCTGGATCTT
>CL3648Contig1
AGGGGAAGATTTCTCAGAAACGTGTGTATTACTTTGGCCAGGAGGGAGCTGATTTTTTTT
CTTTTTTATACTTTGAGACAAGGATGTCATTGAGGGTGGGGGGTGGGGGGCAACTCTTTA
GGGTTTGTATTTAAATGGAGGTAGCCTGTTTTAAGAACGTTAGGGAGCTGCTGTAGAAAA
AGTACTGGATGATTCAGGCCAAGAAGGATGTGGAACAAAACCTAAAAAACAGAAGTGTGT
GTTTCTGAAAGGAAGATGTAGGGGAGATGAAGAGGAAGAGGATTTTCATTCGACCGCCTA
ATGTAGATGCACCGTGGCCGTAACGCCATCCTCAGTTTGCTCATCATTTGACAGTTTTTG
TCAGAGAGGCTTTTCTGTTTTAGACTATTTCCTTCTTTTTATGCTTTCATCTTTTACGCT
GCCCCCTCCAGGACGGTTGTCGTTTGCCTGGACCTGTTCTGAATGGTGTCATTTTTCAAA
TACTGTGCGTCGCTTCTTCACTGATGTGAGCTGTGATATCATGTGTCCAATAAGCTTAAG
TACATTATTTTTCCTCCTTAGCTTTAAATTTACCCATCCAGTTCATTTCTGAACACCTCC
TTAACAGGTCAAAGTCTCATCCAGGACCCAGTACAAACACGAAAAACATTGGAGAAAGTA
GAATCGATAATGGTGGGGAGAAATCTCCTCACCAGCGAGCCTTAACCTTCATGTTGATTC
GCCTGTGAAGGAAATTTGGCTTGCCCCCTTTTTTCCACTCGCGGTCTGTAAGTTCAGTCT
TTATTTTCAGTGTGTGTTTGTGTGTGTGCAACGCCTCACTTNTTTGACAAGACCAATAAA
CACGTAACTAACATCCACGTCTCATGTTGTTTTGCAGTTTTTTTTTTATGCCAACACAGA
GGAGTTACTTTAAAAACCG
>CL3649Contig1
GTCTGACCCAGTTAACATTTGCAGCACGTCAACGTTGTCATAGCAACACATTATCCGGTT
GCCCCTGTGAGGCGTTTACAAAAGCGGGACCAGTTGTAACAGCTGTCCCTCTCACAAGCC
AGAATAGATCACTTAATGGAGGTATGATCATGAAGCATAAACAGAATTGTGTCTGATTGG
AGCTGCATGTTGAAGGTCCAGGTCAGCTGTGCTCCAACAGCCTCTTCAAGCATCAGGGAT
GCAGATCCTCTGACCCCTCTGACGGAGGAGGATGGTGTCCGTGTTAGAGTTAAATCCCAA
TTGGAAAACAGTCTGATGGCAGAGAAATTAACTGTTGGCCGAAGACGCACAGCAGCAAAA
GAAGCAGATGGTTTTGTGTGACCGGAGAGAATCAGCTGATGTTGTTTTCAGTCCCAGAAT
GCTCCTCTGGCCACAGAAAAACCAAGTTAAAGTGGAGGATGCTTTGGAGACTCTCTGGTT
TCACTTCATCTTGTAATCTTCTGGTGGCGTCCACAGCCTGGGGAACGCCTCCACCTCCTC
CGGGGTGTACTCGCTGAGCTTCCTGGGGATCGCTCTCGGCTGCTGGAGCTCCTCTGTCAA
GTTGGCTCGGATGTCGTCTGGCAGCGCATCATCAGAGAAGATGTGCAATCGTTGCATCAT
TGTGCGTCGGTGCAGGTTTCGGGGTAACATGCCGTAAACCGCCAACTTCACAATAGCTTT
TGGATCCTTGTGGTGAAGCTGTGCAGCTGTGACCTGCTTGAATCCACCCGGATACCCAGT
GTGTGACGAGTAAACCTTCTGCTCCCACTTGTTCCCGGAGAAAGCGATTTGTCTGGAGTT
GATCACAACCACGTGGTCTCCACAGTCACTCAGTGCGTGGTAGATGGGTTTGTGTTTGCC
CTGCAACCGAACCGAACACATGGAGGCGATTTTGCCAGGAGGCTGCATCCGGGCATCGAT
GAGGAACCAGGACCGAGCGAAGGTCGCCCATTGCTGAGCAGATCTAGAGAAACTCGACAT
TTTGATGAAACTATTATTTCATCTCAACGTTTGACCCTCGATGCGCAATCCAGTCCGTTC
GGTGCTTTCCCCCGGCCATAAGGNCCGGGTTTAAAC
>CL3650Contig1
CTGCTCTCTGGGACCGTTGTCACAGGCGTAAACAAAGACCAAAGTCTCTCTTTTTTTTTT
AAACACAAAATACAGAACTTCAAAACATGTAAAATACACATTTCTGATAAATCAAACGCT
TAAAAAAAAGAGCTTTGCCTTCAAAGNGTAACTAAAAATGTCATCAGGAACAATTTCAGG
CAATAGCTTATACAAAAAAAATAATAAGACCAGGTGCNCAAAAGCCAGACAAACATTTTT
TCCTGACCTGTCCTAAAGCAAACATGGCTTTAAACAAGCTTATCACAGAACTGTTAAAAA
TCAAACAGATNTAAAAGGTTAAAAGCCACACGGTAGTGCCAAAAACATCAACTGCAGTTT
GGGAACAATACTGGTCGTGTGAACACAACAAGAAACTTCAAATTCAGATNCAAAAAAACC
ATATGAGTGTCACAGACACACCAGCATTACATTCTGGCTGCTGCTGGATATATTTCAAAT
AAGTGAGTGAAGCCTTTAAATAAAATAAAAAAATGTAAAAAATCCCAGCACCTGTTTCAC
GTNTGGTTCTACTACACCCACTTATGCTTCACCTGCTTTCTGTCCATCAAGTCTTACGAT
TCCCATCTTTGGGTTCGCTTGAGTTTTTCTTTGCCAACTCAACAGTAACAACTTTCCCTT
CAACCACATAACATAAAAACCCTAAAACATCAAGTCCACATAGTTATTTTCCTCCCCCCC
TACAGTCTCAATCCCAGCTTCAGATGAAGTATTCCTTTTTCTCCCCCGCGGTCTGGTTGC
TAGACTCGTCGGGATCATCTCCAGGAGCCAACTCCCCCGTTGTCCTGTAGTCGCCTTTGT
TGTGGCAGAAATAGCGATACAGCAGGACTCCGAAAACGACCAGCGTCACGAGGATGACAA
CTACGACCACTCCGACGATGGCAGAGTCTGGACCAGATGGAGCTTCTGTTGTTACCACTG
GAGCGAAGGTGATGTGTGGTTGTGTAGAAACTACCACAGAGGGCAGTGGAGTTGGTGTTG
TAGTCATTGCTTTTTCTGCTCCAGAGGGGGTGGAGACATTCCAATTTGTTACATTCATGG
TTGGTGTTGTTTCTGTGAGACAACCTCTGAACGCACCACAGCAAACTTCCAACGGCTGTT
TCCTGACGCAGAGTTTATAAGATGAAGAACACTGGAACGTACTGTTTTCCGCGTGAAATT



CAAAGGCCTCGTGACTCTGAGGATGAAATGGTGTCCATAAACGAGCTTAAAAAGTGATCC
TGCCCCACGCCACACTCGTGAGTCAAGCACACGGACTCGATTTCCGCCCCTCCCTTTCCC
CGGCCATA
>CL3651Contig1
TCGGCACGAGGACCGGCTTCAGTTTCACTCAGGACTCCGGCACAGACGTGATGCTGCTGG
AGAACTCCACCGACGGCTCCTCCCACGCGCCGCATCACGGAAACGCCTGCGGGAAGAGGC
GGAGCTCCGTCACCTTCGAAGACCAGTTGGAACATTCCAAAGCTGAGAACTCCTCCTCCA
CCTCCTCGTCTTCCCCTGTCCAGGTCCAAGCAGAGCTCCACGAATGTCTGGACACGTTCG
CCTCCGGCTTGGCGAAGGCGATCGAGAGCGACGCCAAGCTCGCCCTGTTCGGAGAGAGCC
TGCAGGGGGCGCTGTTCACCACGCGGCCGGCACAGAGACCCAGATACCTGGACGGTCAGA
GACTGAGGCTGGAGAGCATCGACGAAGGCATCGTCAGAGACGACAGGGAGGAGGAGGAAG
AGGAGAGCAGGTCTGGCCTGTGACCGGGCCGCTGGAGGACATTCACGCGTGACCTCTGAC
CCTTTGTGCTGCCTGTAAGGACGCTTGGATTCCCTCCACGCTGGTACCACTTACCGTACT
TGAAACGGTGGAACAGGTAGAGCCCACCTGTGCTGCACCAGCGTCCTGGAAACGGTTTTC
ACACAGTGAAAAACACATTCATGTCATTTCTGTTTTGTTTTTTACATTTACATGAACCCA
ACAGGATTATGTATGATTGAATCAGGGAAAGGTGAAGGTAGAATGAAGGAATGCATTCTT
CATTTNTGATAACAAAGATGCACTTATCAAATCCAAATTCAACTAACTTCATTTAACCCC
GAGGGGCAATTCTTTTTAAGGTGCAGAGAAATTGACATCCCCCAAACGCATTCAAAAGAA
AACCTGCAGCGCTAGAAGAGGCTCAGATTCAAACCTTTTTTCACATTTAACTTGTGTAGG
AACCCTGAGCATAAATGCAAAGCAGCTACCTGATGGGATTAGGAATAAAGAAGCTGAGTC
CACTAGAAGATCGCTTTCCACTTTCGACAAAACAAGTTCAGCTCAATTCTGTGTCACGAT
TTGTGAAAGAATTAAAATAATAAAAACCAACCCCAGAAGGATCCAAAGTTTGAACGTGAA
CAGCTGATGCATCAAGGAGAACGTTAGCATTCCAGCTGTGGAGCAGCTGCTGTTAGACAT
CCGTGAAATCCAACCCAGACGTCGTCAACAGAGGAAGTTTTGTAGCTTTAGTCATTTTTT
TAAAAATATTTTATTTACTTTAATGAGGAACTGGCAGCATTTTAGTGATGAATTATGTTT
TTTTTAACAGGTACAGCTTTTGTAAGAACAAGCTACATAGGAACAGGTATTTTTATATTA
TAGGAACTATAGGTACAAACGTTGCATAAA
>CL3652Contig1
ATTCGGCACGAGGGAAGACTCCGTGCTAAGTTAGAGCATTAAACAGGCCCCATTATAACA
AAATGCCCAAAAAGAAAACCGGGGCCCGGAAAAAGGCAGAGAATCGGAAAGAACGAGAGA
AGCAGAGTCGAGCCAACCGGGAGCACGTTGATGTGGCAAAACACCCTTGCAACTTTAACA
TGGATTGTGACAAATGCCAGAGAAAACAGAAGAACAGGGCCTTCTGTTACTTCTGCAATG
CAGTGCAGAAGCTACCTGTCTGTGCTCAGTGCGGTAAAACCAAGTGCATGAAAGCGTCAG
ATTGTGTTATCAAGCATCCGGGAATCCATACAACAGGCATGGCCATGGTGGGGGCAGTGT
GTGACTTCTGTGAAGCCTGGGTGTGCCACGGCAGGAAATGTCTGAGCACCCACGCCTGTG
CATGTCCCCTCACTGATGCCGAGTGCATCGAGTGTGACCGAGGAGTTTGGGATCACGGGG
GAAGAATTTTCCGCTGTTCTTTCTGCCACAACTTTCTGTGCGAGGATGATCAGTTTGAGC
ATCAGGCGAGCTGCCAAATTCTTCAAGCGGAAACATTCAAATGTGTTTCCTGTAATAGAT
TGGGGCAACACTCCTGCCTGCGCTGTAAGGCTTGTTACTGTGACGACCACGCCAAAAGCA
AGGTCTTCAAGCAGGAGAAAGGCAAAGCGCCACCATGTCCCAAGTGTGGCCACGAGACAC
AAGAGACCAAAGACCTCAGCATGTCCACTCGTACCTTGAAGTTTGGCCGACAGGCGGGCG
TCGACGATGATGACGACGACGACAGCGGAGCATCTGGGTATGATGCCTACTGGAAGAATT
TAGCTGCTGGAGGAGGCAGTCAACAAGGCAATTACGAAGAGGATGAGGACTATGATGAAG
AGGACTATGAGGAGGAGGAGGAGGAGGAAGAAGAAGAAGAAGAAGAAGAAGAAATCGATG
AGGAGGTGGAGGAGGAGGCTTCTAAATCTTTGGCTGAGCTCAAGTTAGGAGGGACTGCCT
GAAATAAACGTGTTGGCCTGCTGTTGATTCCAGTGATCTTTAGCAGAAGCTGACTTGTTT
TATCAAAGGTTAATATGAAAAGTTGATATGAAAACTGAAATCATAAAGAAATGTTCACAC
AGCCACGAGGGGAAAGTCAGTGTGTTAACATTCTAAAGAATAGTTTAAGAGGTTTGAGCA
GGTAAAGAACAAATAATGTGAAAAATAATTGATGTCAAATAGAC
>CL3653Contig1
GATTTTATTTTGTTGCAATAACTGCAGAGAGCACTTCAAAACTTTATTTGTTCACAGAGA
AAAAAAATGGAAAAAAGTCATGAAAACAAACCAAAAGGAAAGTTGAAAACTGAAATTGGA
TTTGAAATCCAGATCAAGTTATATCAATTTAAATACACAAAGAAGTCATCTCCAGAAGCC
ATCCTCATATTAACAGGTTCAGCTTAATGTTGGACACATCAAAACCTTGGAGCACCATAG
TCATCTGGCATCCGTTCAATATTATACCTGTGATTGGAGATGTACATGATTGGCACTCCC
GGAATCTTCCTAACTCTTCTCTTCAGATCTCTGTCCACTGTTGCCAAAATGTAACACTTA
TGCTGTGTCACACGTTGGACTAAGCAATCATCAGCGTAGGTTCCCTGGTGTGTGCACGGC
AGGCGCTCAAAGCGGGGATCTTTCGCTATCCTGAGAGCAACCCTGTATTTCATTCCAAGT
TTCTCAATCTCAGCCATCACGCAGTCTGTTATATAAGGGATACATTTGGCGTACAGGCAA
TCCATCATAGACTGAACAATATCCAGCTTGGCCTTAATGGAGAAGTTGATGAAATTTGTA
TCGACCAGAATGTGGTACGGTGGGCCAAGCTGAGTGTTGTATTGGAAGAACAGGCATGAT
GGGTACTTGGGGACTTCTCTTTCCTTAAGTGCTGACGGGTCTTTCTTCTTTTTTTCTTTT
GCTTTAGCACGGTCTTTATCTTTTATTCTTTGATCCTTCAGACTAATCATTCGCTTCATG
GCTGCAAACTTTTTTGTTTTCTGTTTCCCCATGATTTTAAGTTGGTCCTCAACGCTAAAC



AGCAGAATGAAAACGCTCCTTCTACCCCCCCCCGGCCATAAGGCCCGGGTTAAACGGCGC
>CL3654Contig1
TTCTGAGCTTTATTTGGAACATTTCTGTTGTCATCAGGATTGTATTCTTTGACAACACAT
GGCTTCATCCAACCACTAACTATGAGTGGAAATAAAGTAGAAAAATCACCAAGAAACCAT
CATTTCTTCCAGGGTTATGAGCACAACAGTAAATATTCAGTTATTAAATGTTATCTGCTA
TTGATCGTCTTCATTCCTTATTTGAGCGAGTGAACATTATTTCCTTTTGGACCATTGAAG
TAAGTTCATGTTTTTATTGTGGTCAGCTACAAGCAGCAGGACTCTGACTTCCTCTGAGAC
CAAAACAGAAATGCTGGAGAACAGATGATCTAAATTTCCAACATGAAAGGTTCTTCAAGC
TTCAGTGAAGTTCTGACTAAAATAGTACATGGAGGAAAAACCTGTTTGGTTCTGTTTTAG
TTCTAAAAGAGTTCACCTTTTTTCTGGACTGCTGCACAAGATCTTCCAAATCACGTCCAC
TGGCGGACTGCGATTCCACTGGAGCTGGTCCATTTGGGTCACAGAGGAACCTGGAACCTT
CAGGTGCCGGTCCTGCACACGGTGCCGTCACAAGCAGCTTCTACGTCCGCCAGGAGCTTC
AGGAGCGATGAAGGGTTGTAAGGGAAAAGCTTTCTGGAGTGCAGCCGAAAGACCACCCCT
CTGAGCTCAGACAGACACCGGACAGTTCTGTGCAGCAGATGCTGGTCCACCGGACCTGCA
GGGGCTTGTTGCCCGCATGACTGTGACGAGTGTTCTGATGTCAGCGCAGAACTTTCTTCC
TCTTTTCCCTCTGCAGACTCATCTGAGCTGTAATATTCTACAAGGCGGAGGGTAGACGAT
GGACCGGACCCTGAGGTCGATGGTTCAGGGCCGGTCGGTGCTGCCTGAACAAAGAAGCCA
>CL3655Contig1
GCAGTGGCACCCTGACAACTTCCAGGATCCGCAGGAAAAGAAGAAGGCAGAGAAGAGGTT
CATAGACATCGCTCAGGCCAAAGAGGTCCTCACCGATCCAGAGATGAGAAACAAGTTTGA
CCAAGGAGAAGACCCCATGGATCCAGACAGCCAGCAGGGTCACCATCATCCATTCAACGG
CGGTTTCCATGGTTTCCAGGGCTTCAATCCTTTCGGCTCGGGACCCTTTAACTTTAAATT
CAACTTCAACTGAGGTTTCTTATCCAGCAAAGCTGGAGTGGGATTTTTCTATTGTCCTCC
CTATTTAAAAGGGAGATTGTTCCACAAATGATCTTTAAGCTTCACGGCCTTTAAATCAGA
CTTTTGTTTGTTGTTTACCAACGACGATTCCACTTCAGGCCGCTTTGGTCTGTTGCTATG
CTGACAAAAAAACCTGCCTTGCATAAAAAAAACGTAAACAGTAATTTTATGACTTTGACT
CTTTAAATTATGTTTGTGTCCAGTATTGCACCCTGCAGTTCACACAATTCAATTTGTTCT
ATTTTTATATGAACTAATTTTTTGTTCCTGAAATGTAAATAAAGACTTATTTATGTACAA
AAAAAAAA
>CL3656Contig1
AGCAGCCTCAGGACTCGCCGTCACCTAATCAGCAGGCAAACGTAGTGATCCCACCTCAGC
AGCCTGCAGAGGACTCCAACGGGACGTCGCCCAGCACCGCCGAGATGCCGGTTCCCCTCC
CCAGGAAGATCAACACAGGAAAGAATAAAGTACGTCGGGTGAAGACGATCTACGACTGCC
AGGCCGACNACGATGACGAGCTAACATTTGTGGAAGGAGAGGTGATCATAGTCACGGGAG
AGGAGGATCAGGAGTGGTGGATCGGGCACATCGAAGGCCATCCGGACAGAAAGGGGGTCT
TCCCCATGTCTTTTGTGCACATCCTGAGTGACTGACGGCGCCNCAGACTTGCACTACGTC
TCTCCNAGAATCGGGAGATCTTGTAAATCCCTATCGTAGAATCACACCCCTTGTCGAACG
ACAAGCGTCTTGAAGAAAAAAAGAAGCAAAACTCGTCTAAGACGTGGATGAAGACATCCA
TGCTGTACAAAGAATGTGTGTATTTTTCCTCTACCAGTATTATCTTAACCGCATAGCATG
GCTGAGACCAAGCCACTCTCAAAAATCCTAGCACTTACCTAAAAAGTCTATGTTTATGCT
GTCCCTGTGTATATATGTATGTAAATATATTTGTGTGAGTGTACATACATGTTTGATTGT
ACAAAACATGTACCACTGCTCTCTGCCCGTCACATTTAAGCGTCAGGTCGGATTCTACCT
GCACTCGTTTTCCCGGCCCTCCAGTCGACGACAGCTTATAGTTCTGGAGAAAGGAAATGT
GAAACGTCATAATCTGTGTCTTGCATCCCTTTTAGTGGACTGAAGAGGCAGCAGTCTCCC
CACTGATGAAGAATTTCCGTTCAGCGTTCCCCCTGTTCTTGCTTGCTTTGTGTGTATTAT
GGTTGTTTTACCGTATAGAAACCTGCTGCTACTGTGTGGTGGAATATCAAAGCCCGTGGT
TCACTATAGGTCACTAATTTCCCCGTTGCACTGTTCACTGTGTGTGCGCCTCGTGTGTGA
GCTCATCTCCACGGTCCTGACCCTTCCTGTGCATGGTGGAACGACGACTGGAATCGAGTG
AAGTGCTGCGTTCGAACACGCTCACCTCAGGGTTTGAAGAGCCACTATTAAGCAGGACTT
CAAACACATCCTGCTCTTTTAGCCACTATCAAGTATGGGAAACTCCAGAGGACAGCCGAG
CAATAACTTGATTTTTTGATGTGTGACAAGCTTCACTTCTTCACGGTTCAGTGTCTTGTC
AACCTTGAGCTTGAATTTTTTTTTTTTAATCATTCCATGTTACTGGATTCATGAAGGTTT
ACCTGTGAACCATCTCCTAGATGAAGGGCAGAGAACTGACCCGTTTTCACCTGGTCTTCA
CAGACTTGCAGTCCTTCCCATGTTAAGGAACAAACCCATCAGATCATAAAG
>CL3657Contig1
GGATAATCCAATTTTGTCATTTTTACCTAATTTTNTAAAAGGTTAGAACCGTGCGAGCAT
ATAAAAAAAAAGTTTTCATATTGCAGTGGGATTTTTGTGTATTCTAGTGGATTAAAAAAA
AAAAAAGGTAACGTTTGCTAACGCTGAACCTTTGAGTTCGGTGGTCATGTGTTACCATTC
ATGAAGGACTGGCTGAGCCTGACTCATTGAAGAAAGCCCTTTGCATCATTTAACCCAAGA
AGAAGAAGGAAAAAAAGAAGTATTAAGAGTCAGGTGCCCATTCGACTGAGCACGCTCTGA
TTAAACCGCTGTTTTTGTAGAAAAAAAAAAACCTATCGTAAATAAATATACTGACTTGAT
TTTACAAACTCCTGCTGTCTAGAGATCTATGCATGTGCTACGACTCAGGTCCAGAAGCCT
GTTATTACTAAGTTCAACACATGAGGAAAACCCCATCAAACACTGCAAGCAGTGATGCCT
TACCTGCATATTGACTTTTCTGCGAACCGTTCAAAACATCGGGTCCTTGAGTTGTACCGA



TCCCGACGGGAGGAGGGTCTGCATTTTCTCACCAACCGTGAACTTGGACTTAGCACACGA
GAATAATTGGGGCTAATGAAAAGGTATGCTTTGTTTTACTGCTATGCATATGAAGTCTGA
GGAAATACACAAAGCTAGAAGACGTTTCAGTTGTGGCTGTACATAATGCTAGCATATGGC
CTTGGTTCTCTGTAAATGAACTTTTTTACATCTTTGTTATTTGGTATAAAAGAGCGAAAA
CATTTGTTTAAAAAAGAGACAGCAGTTAACCTTGGTTATGTTTGTATTCTGGTTAAACCC
CTGAGCCTTGGAACTGACATAAGCAGTAATAAGTCCAACTTTTATACCAACCTACTACAC
ACACCGACACACTACTTAAGGCATTTTTAACTGTCAGAAAACTTTTTATTCTTATTTACA
AAAATAGAAGAAGTGCTTGGTTTAACTGATTTTAAAAGATGTACTTGAGAGGGGCTGCTG
TGAAGCGTGGTCCCGTCCTTTATTTGTGATACTGGATGCTGTATTGTGTGCCCTGAAATG
TATTTTTGTACTAATAGACAATTTATTATGGCACATCAGTACTATTTTTCTTTTGATATG
ATAACTCTGCTTCAACCCAACACTATTTTCTTTCCTGTGTGGCTGACATTCTTTTTATTT
ATTTTGGTTCTGTTTTTTTTTCTTTTGCAACACATTTCTAAGTATACCACTGTATTACTA
AAT
>CL3658Contig1
CGGCACGAGGTAAAAGGCGGGCAGCCGCTGGTGTCTCTGAAGAACCATCACAAAACAGTC
ACCTGTTTGGCTCTCAGCAGCAACGGACAGAGGCTGCTGTCCGGCTCTCTGGACAGACAT
GTAAAGGTGTACAACACAACCAGCTACAAAGTGGTCCACAACTTCGACTACCCTGCTGCC
ATCCTCAGTCTGGCTCTGGCTCCGGAGGATGAGTCCATTGTTGTGGGAATGACCAACAGT
ATTCTGAGCATCAAACACAGAANACCCTCGGAGGAGGCAAAGGAAACAGCTGGCCACCAA
AGGCGACGCCCATCGTATCGCGTTTACGCACACAGAAAAAGCTACGTTCCAAAACAGGAC
GATTATCTTGTCAGTAAGCCAGTGAGGCAGCATTTGGCCAAATATGACAAGCAGCTAAAG
AAGTTTAATGTGTCCAAAGCTTTGGACACGGCCTTGGAGACGTGGATTAGAGGGAGAAAG
CCGGAGATAACTGTCGCTGTCATAAGGGAGCTGGATAGAAGAGGAACTTTGAAAAACGCT
CTCGCAGGACGGGATGAGCAGGAGCTCTCGCGGTTGCTCAGCTTTCTGATCGCAAATCTG
GTTGATGCCAGGTTTGCTCCCGTCCTCATAACAGCAGCTGAGATGATCCTGGACATCTAT
CAGTCCATCGTTGGTCAGTCCCCAGTTGTGGACAAACAGCTGCTGCATCTGCAGTCCTTG
CTGGAAAGAGAACTGGACTATCAAAAGGACCTTCTGGAAGTTCTTGGCATGTTAGACACA
ATGTTTGCCTCCTCTCTGCCTAAAGTTGAGTTGCCGTGCTCTGGCATCAGCACATCTAAC
GGCCTGCCGCAGGGAGAATCGACTGCATCAAGACCACAGGTTCAGGTCAACTGAGTCTTC
AGGAGGACTGACTAAGCCAATTTTAGAGAGCTTTTATAATTCTATAAATTTATTCCCTGA
AATGTTTCCTGCTGTGTATCAAAGACTGCAGTAAAGAAAACATTTTGGACCCAGATCTGC
TTCCAGTTTTCTGACAGACAAAAGACCGATGAAGCTGTGGCATTTGGAAATCTTAAGGAT
GTAATATGTACTTACAATAAAATGCAATCTAAAGGGAANAA
>CL3659Contig1
CAGAGAGCAAAATTCTTAACCACATTCTAAATAATCATATTCAAGTATAAAAATCACCCT
TATGGCATATTTACCTCCCTTATTACCCTTAATTGCACATTGCAGCCACAACAAAAAGAA
AATATTGAAACAAAAACAAACACCCATTCTGTTCGTGGAGTAATAAATTAACAATTACAA
TATAGAAACAAATAAAGTGACGGTTACAGCACAGCTGAATTCAGCACCGTGAGAAAGAAT
CGGCTGCTGGAGCGCATCGATCAGACCGATGGCGTGACGGACGCTGGGGTGCAGCGACGT
TTCACGCTCGCCGCTAGAACTGGGAGAATGACATTTGCTCTGGGATAAAAGTCGCTCCAA
AATGTTTGAGACATTGTTTGGCAGAAAAAAAGGAAAAAGATCAACAAAGAAAATTTTGTA
AGAGGAAAAAAAAAACTTGGAAAAATAAAGTAATAAAATGAAAATGAAACCATATTTGTT
TGTAAATTAGAGATCAACCATATAAAAAAAAGGAAATATGAATAGAACATACTTTTGAGT
TGAAAAGTAAACAAATTACATGAAGATTCAACTTAATACCCACATGATGAATCCGATTGT
TAAGCCGAAGGTCAGAAAAGGATATAAATATTACAGCGTTAATGCCGTAAGAAATGACAA
AGTTTGTCTTTTTCGTAACTCTTTTTTTCAAAATGTATACATCTACGATTTTATTTTAAT
CCTGTGTTCACTCATTGCAAAGCTGTTCTATTTTTCATTTCAGTTGAAGGAATAACATTT
GATAAATCATTCATGGCTGCAGAAAGCGGTTTACATGTGACAGGAAGTTGCTTGTGGCTC
AGGTTTTGCTTTTCATAATAAAATGCTTTGTTTAGTTTTTCTGTCAAAACATCAGTTTTG
ACGTCAATCAAAGCTCGACAGCATCCAGGAGATTTTCCTCGCAAAACCGGATTCCCTTTA
AGTCAGAGGAGGGGCGGAGTTTAACCAGCACCCTCAAAGAAAGGAGCGGTACGTTTTCGG
CACATCCTTTATGTCAAGTGATTCTGTGATGAATAACCCTTTAAGATCCAAGTTCCATCT
CTTTTAAAGTGTTTTCCAGATGCTGAAGACTCAGTCTGGACCTCAAAGCCAAACACATTT
TCCAAAAGGCCATCAAGAAATGGTCAATCAGGGAAGCAAACCCATTCCTGACCTGTGAGG
AAGTAGATTTTATGTACAGTGAAGATCCTCTGACTCCTAACAGGCTGTGTATTGATAGAA
ATGAGGACATTAACAGCGCGTCACTAAATGTGTAGAAGAAACCCAAAAACCTGCAGCAGA
TTCATTGTAACATCCCTCAATGCTCCTTCATCACCAGCAGTTTTATTGGCTTATATCACC
GCTTGCCATCTCCATCCGCCCGAACTCCTCAGACCCAAAGGTGTGCACATAATGAAACCA
GAAGAAGCCAGAGGTGAAGGATGGCAGGCGTTGTCCTCCATGCACGAGTGTTCTCTGTTG
TGGTCAGATAGTCGGGGCTGCTCAGGAAAAACCAAACATACCACAGTCTGTGGTTTCTGG
ATCCAGGCGGCGTTCTCTGCAGAGGCCGCTCAGTACCGGTCGTAGTCCCTCCGGCTGGAC
TGGGCCACCCACTCGGTCACGAAAAAGGAAACGGAGCCCAGGAAACCCATGACGACCAGG
ATGAGCAGCTGCCAGTGGAGCAGCAGGTAGTTGCTGTAGAAGAAGGCCACAGCCGCCATG
ATGGACTGGATGAATTTGAAGACGGCGAAGGCGGGGGCGCTGTTGTCGCGGAACAGAGGC



CAATATGCTCAGAGCCGACGCGTGGTCGAC
>CL3660Contig1
GTTTTTTTTTTTTTTTTTTTTTTATATGNGTCAATTTTATTTTAAATCGGACACAAATTA
AATAAATAAAGCACATCTGAAGGGCTACACCATGCACACAAAACTTTCTACAACATAAGA
CAAGTTTTTAACCCATTTTCCTTCACAGCGTCCGTCGGCGCACTTCTGCTGTGCATCTAT
CCATGCCAGCCCATTTTGTTTCTCTGCAAAATGCACATTATTATTTCCAATATACAGATA
TGGATAAAGGGGATCAACACTGCGTCTCCCCTCTATCGAGGCAAATTAATTTAATTTATG
GTAAAAGGAGCATCGAAAGTTACAACTGGGAGTGAGAAGAAACTTCGGTCCTCAGCTGTG
AGACGAAGGACAACTAGGGAGTTTACAAATGTGGATATTTTATGGACTTCCAAGACAACG
GACAGGTTACTGTGTCTGAGCTTCCATTTACTCACAGAAAACAGGAAGTGCGCCTGTGTA
ATGTACACACACACGAATAAAACATTTCTATTTGAAGTAATGAAACACTTTGGAGGAAGA
TAATCTTCACTCAGGAGCAACTGCAATCACTGACAGACTGGATCTTAACCATCATTAGAA
CCAAACTCCACATGACGAAGAAGTAGCTTTCTCATTTCAACTCGCTTAAAACTTTTTTTG
GCCTAAATTCCTTTTAAAAATCTATCACCGAATGAATGTTTCTAAATTAAACACCTGAAA
CCTTTGCAGCATTTTGTTAGATAAACCAGAACAAAAACAGAAAGATTTGGCGGATGAAAA
ACCTTTAATTTTTACATTTGAAGAGTTTTTTTTACCTCAAAAACAGAGCTGATCATTTTC
ACTGCTCCTCCTTATAACCAGAGTTTCTCAGTTTAATGTTTAACATTAAACTCAGCCTTC
GAACTAAAATGAATGGATTCATGCAGACTGGCTGGAGAACCAAAACTGTGGGATAGTTCT
TGTGTGATAACAGTTCAACT
>CL3661Contig1
AATCTTTTTTCCCACAAGGTCTCAAACCTTAGATCTGAACACGGACATTTTACTCGGTTT
GATTCAAACACACGAGGTCACAGACAGGTCTGCATGGAGACGATGTTCATGTCCTCCTTA
GACCAGAACTCATCTCCAGACCGTCCTCACTGTTCTGCTACAGGAGGTAAACAGGAGGAT
CTAAGAGGGAATCCATTTCCCATCCATGCATTCAGTACTGGACTGATAAAGACCAGAGAG
GGAACCGGTCAGAATGAACGGCCGCTTTTAGAAAATGTGAGGATGTTTTGAAGTGAAGGA
AAGAAACAGAACCAGGACTCTTTGTCCAATCATGTATCACCAATTACCCGTCAGAAACCT
GCACCACACCCAGAGAATCACCCTCCATCATCTCCATCTAATTATCCCAGGCGTGTCGGT
GAGATCTTCTGCCTTTGCAGATCAGATCTCAGCACTTGGCCTTCTTGCCGTGGTTGTCCA
CCAGTTCCGATGTGATGCTCTCGTCCTCGTCTATGTCCTCTTTCACTTTTTTCCCAACCA
GCTGGAAGATGTCTTCAGCTGGGAAACCCATGGGCTCGGCCACCTTCACCGCCAGCATGT
CCAAAGTCAGCACGGAACCTTTGGGGATCCGGACTTTGGCCACCACAGACTTTCCCAACT
TATCATGGCAGGCCTTCTCAGAGGCCAGCATCTGCTTGATGCCGCTTCCTAGGGCCTTCT
CCACTAACCGGACCGAACGAACCAGCTCGGCCAGTTCAGAGGGCTCCAACGAGGCCTCGT
GGTCACTTCCTTTCCAGGTTTTGTCCAAGGTTATGTACGCTCAAGGACCCC
>CL3662Contig1
TGNGAGAAGAANAACCCGNGACCNTTAGAAGGAAACCTGAAGTTTNNTNCANTTAAAAAA
GAATCCNGTTTTTTTTTTTTTTAATATTTGCACTCATGTGGTATTGTATTTGTGGATTCT
GGAATCCAGGGAGCATTTTTATGCCATTTGACAGGATCCTGTGTGTATTCATGAAAGGCT
GTCTTTAAACTCAATGGAAGAAGCAGACTGGATATTTAACACTCTGGGTCTTGTTTGACT
TGGTTGTACTGCTGTTCCTCTTGGGAGCCAA
>CL3663Contig1
GCTGTATGTCTCGTAGGTTTGGCGTACTATCTCCAGCGTCGGTCGTGATTACAGGAGTAA
CCTGGCGGTCACCGCATAGGCGTCTAACGGGTTAACTTGTGTATTATTCCAGCTGCTTTT
CTTCGCCGGGAATGGACCCTGCGAGTCGGTACCAAGTGTTGCACAATGAGGACGATGGGT
GTGAGGCCTCCACCAGTGAGGAGCAGCCATCCACATCCGCAGCCGCCCAGGCCTCCAGCA
CACCCGTGCAGGACCAGAACCAGGCTCAGTCCCCGGCTTTAGCAGGAGCAGGAGCAGCAG
CAGCAGCCAGTTATGTGGGGGAGGCAGAGATGCCACCCCCGCCTTATGCCTCCATCGACC
TGGGAGCAGCTGCCGCAGCACCTGAATCGTGTTTTCAAGGCGACTTTCCGGTGCCTCCAC
CCTACAGCGTTGCTACTTCCCTCCCCACGTATGATGAGGCAGAAAAGGCCAAAGCAGCAG
CCATGGCTGCTTCTGCAGTGGAAGTGATGCCCAGGGACGACGACTTTCCTCCCAGGGACG
ATTTCAGTGATGCGGATCAGCTCCGAGTCGGGAATGATGGGATTTTCATGCTAGCTTTTT
TTATGGCCTTCCTCTTCAACTGGATTGGCTTCTGTCTGTCCTTCTGTCTGACCAACACCA
TCGCAG
>CL3664Contig1
TCGGCACGAGGGTTTACAATTACCCTTGTTGTTTTTAATCGTATACGGGCCACATGAGGT
AACAGTTCGGGTCTGTTTGTACCCTTTCATCAGCTTGATAATGGTGTCGGTCCTCAAGGC
TGCGGTCGGCGGACTGATGGACGTTTGCAGAGCTAACAACCACCTGAGGGGTTTCTTGCA
CAACCACCTAAAACTCTTTGCTGCAGGGATGAAGACGTATGAAATCCCTCCGGATTACAG
CAATGTGGTTCTTCCTGCAAAACCCAAACTGAAGTTTCTGAACAAGGTGCCAAACCTAAA
GAAGGCCAAGAAAGAGATGAAAAAGCTGCGGGATATCCAAGGTCCAGCGAAGGCGGCCAA
TGCCTTCACTGTGGGACAGTACGCTATTGTGGCGATGGGTGGAGGGTATCTCCATTGGGG
TCATTTCGAGATGATGCGTCTCACGATTAATCGCAAAATGGATGCACGGACAACATTTGC
CCGCTGGCGCGTCAACGCCCCATATAAACCTGTCACTCGTAAAGGCCTTGGCCAGCGCAT
GGGTGGAGGCAAAGGAGCGATCGACCACTATGTCACACCAGTCCGCTACGGACGTCTAAT



AGTGGAGCTGGGAGGAAAGGTGGAGCTGGGGGAGGTGGAGTCGGTTCTCACTGAAGTGGC
TAAAAAGCTACCGTTCCCTGCTAAGGTTATGAGCAGGGAAGACCTCGAAGCTTTGAAAAA
GGTCCATGCTGATATGGAGCAGAACAACCAAAATCCATGGACGTTTAAGCAAATTGTACA
GGGAAACATGTTAGGCATTAGGAAAGTGCTGAGTCCCTTTGATCTGCACAACCATGGACG
TTTTACGGGCAAATTTCATCTCCCGGGCAGAGTGTGACAGACCAGAGGTAGTTTTCCAAG
TGCTTTGAAACATTTCTGATAACAAATACATTTTAAAATAAGTGTACATGTTAAATAAAA
CTATA
>CL3665Contig1
TTTTCATTAAAACAGCTGTAATTACACTTATGGAAGGAAAGAATCTGAAGCACATTGTTT
TTACATACTAGTGTGTTTCTCCTGTGAATGCAGCCGCGCTCCCCACTAGGAGTCACATCC
CCTCTAACTGCTGTGCTGCAGGACGTCTCAAAGGAGAGAACACTTCTTGCTCTTCTTCTT
TGCAGGTGGGGGGCACAGGACGGCCCGAATAGCCTCATCGAAGACCGTTTTAAGGCCACG
CTGAGTCAGGGCTGAGCATTCCAGGTACTTGACAGAACCGATCTCTTTGGCCATAGCTAG
ACCTTGGGGATAAGTGATGGGGGAGAGTTTCTTCTCCTTCAGCTTCTCCGTAGTTTCCTT
GTCATCTCTTAGATCCAACTTGGTGCCCACCAGGATAATGGGAGTGTTGGGACAGTGGTG
TCTCACCTCTGGGTACCACTTGGCACGGACGTTTTCAAATGAGGCCGGACTCACAAGAGA
GAAGCAGATGAGGAACACATCCGTCTGTGGGTAAGAAAGTGGGCGGAGTCTGTCGTAGTC
TTCTTGTCCAGCTGTATCCCAAAGGCCCAGGTTCACCGGCTTCCCATCCACCATAACATT
GGCAGAGTAGTTATCAAACACTGTGGGGATGTACTCTCCTGGAAAGGCATTGGTGGTGTA
GCTGATGAGTAGACATGTCTTACCCACAGCACCGTCTCCAACAACGACACACTTTATGGC
CTGCATTGCGCCGCAGCTACAGGAATGCTAAGTTAGCCCAGAGCCAGTTAACGTTAGCTC
GGATAGCTTGTCCTTTGTCCGCAACTCCTCTCAAGTGAAACTACCCAACAGTCTTTGCTA
ACAGTCGACCGCGCTAACTCAAAACTTTCTAAACGGAGAACGGCTTGTTAGAAAAGAAAG
TTGCGGCGACTCAATTCGGACTTTAGGTCAACTAAACTCAGAAATTCCCTGGCAACATTC
CCATGCTTTCGTGAGCTGCTCTATGAGTTATGGAGCAAAACAGCGGCCACCCCCGGCCAT
A
>CL3666Contig1
TTTACATGGCACAGACTTTTATTTTGAAAAGGTTGAATGGATTAGGAAATGAATATTTAG
GACCAAACACTAGCTCCATAATTCCAAAGGTTAAGAGTGAGGACATGGAATGAAAGCGGT
TGAAATGTTTACATGTCGTCGTTTCAGTTGATGTCGGCTTATCGACAAAGTGGGCCGTTA
CTGAGCAACACCAATCATGCTCAGGTATTTCGCCGTCAGACTCTGAGTCTTCTTCGTCAG
GTCGTTCATGACGGAACACAATCCTCTCAGGTGGAACTCGAAGAGCGCCTCTGAATCGGT
GTCCTGATCGGGCTCCGGGCTCCAGCTGGGCTCCTTTCTCCTCACGTCCTGCTCCTCCAG
GAGGACCAGACTGCTCTCCGCCGTGTTCCGAATGGTCCTCAGCATCATGAAGTTCCCGTA
CAGATCGTTGGCTTGGGCTGCTTCGCAGTTGTCCATCCAGTCAGACGGCACGTCCCGCAG
CAGGCTCGGCAGGAGGATGGTGCTCTCCATGTCGCTGACCGCCGAGCTGTAGCGTTTCAG
CATCAAGGACAGGCTGTTCTTCTTGAGCTTGGCGTCCGTGTTCTGCATGGTTTCAGGTGA
CGGATGGAATGGAGC
>CL3667Contig1
GCTATCAGCCCGTACCTGCACTTTATACTGAATTAACTCCATCCTCCCTTTTGCCTACAT
GAGCTGTAGTCCCAACCCCTCAAGCCCCCCACCTGTCTCCTCTCACCCACCTCCTCGTAT
CTTCATAGGCAATGAGGGGACTTCACATCCGAGCAAGTTGGAAGCCCTGAGTGCCACGCT
ACCCAGTCCGTGTTGCTAAGTGACAACTGCCAGATGTTTGTGTCCTCAGCCAGTTAGCCT
TCATCTGCAGGAAGAGTGGGTGGGGCCACGGCGCCCGCAGCATCCGAAGAAACGTAGAAA
CCAGTAATCAAGCCCAACATTTGAGGAGGAGGAGGGAGGAGTCAGGCTGATGCTGTGATC
CCAGACTTTTCACTGGAGACCTGAGGTTGCCCGTTTGCCTCCAGCTGCAAGATTTCTCCT
CCCTCTCCTCTCCTCCACCTCAACACCTCACCACTCTGCCGATTGCCTCACACTAGATGG
AGGACCATATACAGTCACTTCTAGCCACCATTCAAGAAAATTGCAAAAAGAAAAAAACTG
TCAAGTATATAAAATGTCAAGTATTACCTGCTAAAGTGATGAGTATTGCTAACAAGCTGT
ATTAGGGTTTTAATTTGCAAAGGTGTTTAAGACAATTTATTGCCAAAATGAGATATACTT
TCATGTGGTCTTATTCTTTTTAGCCAAAATATGAAGAGAAATGGATTTAGATGTGGAGTA
AACCATAAGCGGAATCAGCAGCTGAATCCTGACTCATTTTGTGCAGCTCCTAATTACAGT
CTAATGCTTATAAAAAGAAGGAGAAAAAACATCCACTGGGAACTATTGTAATTAACTTAT
GGTAATCACATTTCTTGAAGTGTTTTCCTGATATTTGCTATTCAGCGCTAGTGCTTTCTG
GCTCTCAGGCCAGCTGTAAACTATGACTCAGTGTTCGGTTGCTGCAGAAGCATTGTTGAT
GTTGTGTACTA
>CL3668Contig1
CGAGGCTCACATGGAGTCCGGAAAGGCGCCTGGTTCTTTGAAGTGACGGTAGACGAGATG
CCTGCAGAGACGGCCGCCCGACTCGGCTGGTCTCAACCTCTCGGGAATCTCCAGGCACCT
CTGGGTTACGACAAGTTCAGCTACTCGTGGCGCAGTAAAAAGGGCACCCGGTTTCATCAG
TCCATCGGGAAGCACTACTCCTCGGGATACGGCCAGGGCGACACGCTCGGCTTCTTCATC
GAGCTGCCGGACGGCACGGAGACGGCCAGGTCTCTGCCCGACACCTACAAAGACAAGGCG
CTCATCAAGTTCAAGAGCTACTTGTACTTCGAGGAGAAGGACTACGTGGACAAAGCAGAG
AAAGCGCTCAAAGCCACGAGCCCCAGCAGAATGATTTTCTACAAGAATGGAGTGAGCCAA



GGCGTTGCCTTCGAAAACCTCTTTGAAGGGATCTACTACCCGGCGATCTCCCTCTACAAG
AGCTGCACGGTCTCTGTCAACTTTGGTCCACATTTCAAGTTTGCCCCAAAGGACGTCCAG
TACCAGCCGATCAGCGACATGGGCTGGGGGGCGGTGATCGAGCACACGCTGGCAGATATG
CTGTACCATGTGGAGACGGACGTGGACGGGCGCCGCAGCCCGCCCTGGGAGGGATAAAGT
CAGTCAGAGCAGATCTTCAGACAGCAGGACAGTGCAGGTGAAGGCGGCTTCCTTTCAGCT
TCCTGTGGCATTAATTCAGCCTCAGAAGGTCAGATCTACCTGAGTTTAAGCTCCAGGCGG
ACGGCTGTAACCGTCCGTCCTCACGGGAGGTAAATATTAACATTTAGAGAGAACTTACTG
GACGTTGTACAAACATCACTTTAGGTGGCTGTTCTGCAGGTGAAAGCCTGTCGTAGCTTT
CTCTGTTTTTCTAATTTCATTTGGTTGTCATGGTGTGCCAGTTCTTCACTGTTTTATACT
TTGGATTAAATAAAAAAAACTGCAACCATGGAAACTTTG
>CL3669Contig1
AGGCCTGCCCACATCCACATGATCAACTGGAAAGATGCACCTGCATCGTAGATCACCTGG
AGGTGCAAACATATGAGGGATTAGGGTGCTGAAATATCCTTTTCATATTTAAAGCCATTT
TGAAGCGGCTAATCAACCTGCCATAGACAGCAGCGGTAACCCAGGGCACATGGGAAAAGC
ATGCAGGGACACAGGGAACACACATACTTGGCACAGCAGTGGACCAGCAGGGTTTCCGCT
CGAGCTGCACTTATTCAACTGAACCAATTTACCTTTACGCCAGGGAAGGTGACAGCAGAG
GAGGCGTAGGAGCCGATCATCAGCGACATGATAGTGGAGCTCATCGCACCAAACATGTTA
GGAAGCGTGATGGAGGTGAAGGTCAGGCAGATGCCTCCAAAGCCGTTTAGGGAAAGCGCC
AAAAAGATGAGCGCCGATAAAGCATGAGGGTTATAGACAGACGCGGCCATAATGATGCAT
GAAAGACCAAATAATGAGCTGCCCATCAGTCGTATGGGACGTGGACCGAACTTGTCCATC
AGAATGCCGAGTGGCAGGGTTGTGGCGCTAAGCAGAAAGGACCCAATGGTGAAGCCGAGA
TTCAGCATCTCTTCCTGGTCCACGCAGGTAAGCCAGTGATCCGCATGACCATCGGAGGAA
TTACCGATCGACACGACCACAGAGTCGTTCTCTGAGCACAGGTGGGAGTAGAAACCTTCT
CTCTTCAGCATGATCAGAAGGGAGCCCCAGCCCAAAAGCACGGCTGAACACAGCAGGTTT
TCAATCACCGCTGTTATTGCCATCCACCAACGCCTCCTGTAGGCCTGGCGAAGAGAGGGT
GCCATGTCTGCTGATTCACTTTTGTTGAGTCTTCTTTAGGAGGAAATTTCTTCACATCAA
CTTCAGAGTTGCTCTTTAACTTTCAAAAGTCTGACTTTACTTGTATTCCTTTTTAAGATT
AGATTAGTTGTTGTTGTTTTTTAATCCTACTATACGTTTATTACAACGTTTTCTTTTTGT
GTTGTCGTTTTCTAATGATGTTTCTAAAAACCGTNCTACTGAGCTCAATGCTTCTTCCCC
TCGTGCCGA
>CL3670Contig1
AATGAAAACGTCTTTAATCAAACAGGTGTGGTCCTGCAGGTCCTCACAGTCAGTCAGTCA
GGCAGGCAGGGATGGGGGTGTAAAGGCATCCCATCCACAAAAGGAGATAACCAAAACCAA
AGAAAGCTCAGCTTCTTAATGCTTCATTAGACAAATGTTCATTCTTGGTTTAAAACAAAG
AGAATAAATTCAGATTTTTAGTGTTGAAGGTTCACACCACAGACACAAACCACTGCATCA
CCCAGCAGCTGGGATGACCTTACAAATCAGCACAGAGGCTGCTGGGAAAATTCTCAGAAT
TCATTTGGACAGTGACTCTGTCACACCATGCCTGAGCAGGATGCAGGCGAGTTGGTGATG
TCACCAGTAGGCGGGGTCCCCCACCCCAGTCCTAGCTCAGTTCCTGGTTTCCTGTAGCTG
GGCGGCTCTGACTGTGTGGGCGTCCCACTGTGATGCGATCGAAAGTCTACCGTTGTCAGT
TCTTCTTCTTGATCCCAGAGTTGAAGAGGCTGAGTCCTGATTTGCCGTTGCCATTGGCGA
CGCCACTCACGGACACTCCCGGCTGCTGCAGAACCTTGTCCAGGGTGGTCTTCTTGATGG
CTGCTGGAGAGATGCGCTCCTGGTCTGCCAGCGACTGCAGCTCCCGCGTCCGGATGCACG
ACGCCTCCACCGCGTTGATCAGGAGGCTGCGAAAGCCGCCGCTCTCCAGGAAGTGCAGGG
CGTGGATGGTGGCGCCCCCTGGTGAGCATACGTTGTCCTTTAGCTGGCCCGGGTGCTGCT
CTGACTCCAGTAGCATCTTCGCTGCCCCCAGCAAAGCCTGGGCTCCGAGTCTGACGGCGA
GCCTCGTGCCGA
>CL3671Contig1
GTGTTGTCTTTATTGTGTCCCACAACAGGAACTCGTTCAAGCAAAGTAGATCCACATTAA
AACAACTGGACTATCAGGTGGTTTATAAGCAGCCCCGGAGCTTCGGTTCGGAGCGTTCGG
ACTGACTAAAGACATTTACAGAAGTTGAAACATGAAAAGCCGCTCGCTTGTTCTCACTAA
GCTCAAATGTTCTTAGACGTCTACAGAAAAAGTACAGTTGAGCCTTTTTCCCTACCGACT
GGCTACGCTTCAGGGGTCTACTTATTAGTTACACGTCACAGTTCTCCTCCTAAACCAGCT
TCAAAGGCAAAAAACATCCTCTCAGGACGCGGCGTGCTGCTGGCCGCCAATGTGCTTGTT
CAGGATGGCCTTGGCGGTCTCCAGGGCAGCACCAGCGGCGACGGGGATGTGAGGGGCCAC
GCCGGCACCCTCCCAGCCGGGCCCGGCCGAGGTGTCCGAGTGGACCGTGGGGATGCTGAG
GAAGATGTCGCTCTCGCCCACTTGGAAGACCTTGGGCGGATGGGAAGCGCCGGCGGTGGT
TTCTCCAACGATCATGGCCCGACCCAGCCTCTTCATGATGTAAACGAACTCCTCTGCCGC
CCCGGCGGTGGCTCTGCTGGCCAGGATGATGAGGCTCTTCTTGGAGCCGTACCTCTCACC
TGTGAGCTCTCCGAGGGTCAGGAGGTCCGTGGTGGTCCCGGTGGACCGGTCGTAGAGCTT
GTCCAGCAGAATCTGCTTGTCTCCATCAAAGAAGTAAGAGCAGAAGCCGGCGATGGCCGT
TGTTGGCCCCCCGACGTTGTTCCTGAGGTCGATGATCATGGCGTCCGTGTGGAGCACTTT
GTTCCAGACGTGCTCGACAATGACCTGAGCTATGGCCTTGACCTCCTCAAAGTCTCCGAA
CATGTCAAAGCGCAGATACCCGATGTTGTTTTCAAAGACGTCGGTGTGGAAGGAGATTTT
GATCAGCTCGATGTACATCTCTGGGGTGTATTCCATTGGTGGGGGGGCTCCGGTGTTGCT



GCTGACCGTCAGGCTCTTGTCTCCGGAGAGACTCTGCAGGTCGGCGGACAGTTTCGCCTC
CAGACTCTCTTTGGACACCACCATGTTGTAGTCCCCGTTGGCCAGGTGGCCCTTCAGCTT
CTCTGCCACGTCCGCCGCGGTGCTTTCAAAGGCATAGTTGTTGGCAACCAGCGTGGCTGA
CTCCTCAATGATGGCTGGAACTTGGAGTCGGAGGTTGATGATCTTGAGGGCGGTGGCGAG
GGCTTCCTCTGCGTTGACTTCCACATTGGGCTTCACACCCGTCACCTCCCAAGAAGAGCC
GGTGATGGGGTTGATGGACTTTGCGGTTGGCAGCGTCACGTAAAAGTCAGTGTCTCCCAC
TCTGAACTTCTTGATCTCGATC
>CL3672Contig1
GANGTTAAGATGTCCTAAGTTTAAGTTGGGCGGGGACAGGCGGGTTACCAAGTTGAGAAA
GGAATAGTCTGACATTTCATTTGTGGGGGGGGGTCCTGCACCTAAACGTAAGTTAACTTT
ATTTAAAATGTAAAGATAATCCAGCCAAAATGAACCCGGCAATCGCAATCATCCGGGACG
CTCTGCTCCCTTCCTCACGTGCACGTCATGCGCTCACACAGAAGCTCCCCTCACAGCTGG
AATGTGGCAGCTGGCCTTCCTCTTATTTGCTGTTATACTGATTCTGCTGCAAGAGTAATT
TTTTCATGGTATTTGTGTAATAAAGTGTTTGCAAAGCAAAAAAAAAA
>CL3673Contig1
AGTGGCGGTGTACTTTACACCAGTGCGTCCGACGCTTTGGTTGATGTGTGGCTTGGATGC
AGCTGCTCTGCCATGGAAACCCATTCCACAAAGCTCTCTGTGTACTTTCCTTGGGCTAAT
CTGGAAATCACATGACTTTCTGAGCTCTGAAGCAATTGGCTGTGCAGAAAGTCGACGAAC
TCTTTAGGCTATGCGCTTTAGCATCCTCTGACCCCTCTCCGCCAGTGGCCCACAACTTTG
TTGCAGAGTTGCTGTTGTTCCCAAACTTCCAATTTGTTTTGATAGAGCTGACTCTGGGAT
ATTTAGGAGCTAAGAAAATCTCACCACTGGATTTGTTGCACAGGTGGCATCCTAAGACAG
TTCCACGTTGGAATTCACTGGGCTCCTGAGAGCGACCCATTCCTTCACAAATGTTTGTAA
AAACAGTCTGCATGCCTGGCTGCCTTAATTTATACACCTGTGGCCAGACCAAGTGATTAG
GACACCTGATTCTGATCACTAGGATGGGTCAGGCAATACTTTTGGTAATAGCATATATGG
GGTAAGATGGAAAATCTGTTAAAAATATTTTTTTGAGATTTTGATTTTTAGACCTTTTAA
ACCCGTTAAGCTCAAAGATGTTGGATAATGTAACTGAAAGTAGCTCAATACTGGTTTATT
GAAATGCAATTTTACATGTGGAGTTAACGTTTTCAGCTTGTTTTATCTTGTCAACACATT
TTTATGTACCTTTATTGTGTCTGTTTCATAAAATTATAATGTTTTGCCACAAAAAAAAAA
CTGGAAAACAAAAGCAAAGGAACCTNCTAACTTTAGTTCACCCCTA
>CL3674Contig1
CTGCAAACACACACCCATGAGTTCCTGCCTGTGCTCAGCAGACACACAACACTGGTGCTG
TCACCTTGGCCTTGTCTCTGAGCGACAGTGTGTTGATGAACCACTGTTTGCTCGGCCTTA
TGAGCACCGGCTGCTTCGTTCTCCAGTCGTAGGGGTAACTGTGGACACACTGCTGCTCCA
GCACCAGAGCGCCACTCTCCCTAAGCATGGAAATCACTTTCTCGGTGCCTTCCGTCAGCA
CAGACAGGCCCTGCAGCTGGGGTCCGGCCAGCTCTGTGAAGCTGCCATCATCATCCACCA
TGCAGTCCACCGGCAGTTTGAACTGTGAGGCCACGCTGTAATCCTCCATGCCGTGAGCCG
GGGCTGTGTGGACCAATCCTGTGCCTTTGGCCATGGTCACATGATTGGCTGGCAGTAAAG
GGACCTGCACGCCAGGATTCATGGGATGCGTGCACATCCCACCTTCAAGCTGAGAACCTG
TGAAGGTGCTCACGCTCCTCAGCTCTGTTCCCAGCAGAGCTGCCAGACCGGCGGCGCGCT
CCGCGGCTACCAACAGCAGCTGAGAGGTGTCCGCCCGCTTCACCACAGAGTACTCTGCAT
TGGGCATGTAGCACACTGCCTGGTTGGCCGGAAGGGTCCACGGCTGAGTGGTCCACACCA
GCAAAGAGACGTCGTCCAGACCCTCTTCTGCAGGGAGCCCCGGTGGCGGCGTTGTCAGTG
CAAAGGTGGCGTAGACGGCTCGGCTCACGTGTTCAGGGTTGTACTCTAGCTCAGCCTCTG
CCAGGGCTGTTCTTGATGAAGGAGACCAGAAGACGGGCTTGTAGTCTTGATATACGAGAC
CCTTGCTGTACATCTCTTGGAAGACCTTCAGTTGAGCGGCTTCATATGGCCCGTCAAACG
TGTAGTAGCACTGCTCCCAGTCAGCCATCACCCCCCAGCGCTGGAAGGCAGCTTTCTGCT
GAGCTATTGCCCCCTCTGCAAACTCCCGTGCTCTCTGTCTGATCTGCAGTGGCGTCAGGC
CACTGGCGCACAGCCCTCCCAGAGCCTTCAGCTCAATGGGCAGGCCGTGGCAGTCCCAGC
CTGGAACGTAGTGGACCTGCCGCCCCCTCAGCACCTCAAAGCGGTTCCGGATATCCTTCA
GGATCTTGTTGAGTGCATGTCCGACGTGTGGGGCCCCGTTGGCGTACGGGGGGCCGTCGT
GAAGGGAGAACTTTTTCTTGGCCTTCCTTTCTCTTTGCCATGAGTACAGCTCTGCAAAAT
CGCATTCCTGCTGGATCTGAACCTCCCGCTCCACTAGTGCTCGTCCCACCAGCTTCATTG
GAAACTCCGTCCGTGGGAGAAGCACCGAGTCTCGGTAGACAGCCTGAGGATCCACAGGCT
GAGCGCCGCCGCCTCCATGGCCGCGAGAACAGCTCAAGGAGACGGCGCGCTGGAGGAGCA
GGCCGCTACCTCGGGGTGACCTCCGACCCCATCCCGCTAACGTCCTGCTTACGGCCGAAA
TCCGGCACAGTAGCATGGATAGAACAGGCGGTTCGTTTACCAAGCTAACCCTCTGACCGA
ACGTCTCACACCGCTGTGGGGTGGAAAGAAGCGNTCAAGGTGCTGTCAC
>CL3675Contig1
TCGGCACGAGGCCAAGGCTCCTCCTCTGGTTCCCAGTAGCTCCGCCCTCCGTCTGTACCT
GCGCCCCCTCCCCTCCCCCTCTCCAGCACCTCTGAACCCGAGTTTGTACAGTGTCACTAA
ACGTCCCGGCCCGCCCGCCGTCGCCCGGCGGCGGCGCCTTCATTCCTCAGCGGTGTGTCC
AGATCTGCATCGTTCTGAAGCGAGTCTTACTTTGAGCCCGGAGGCGGTCGGCAGGTCTCC
AGACGTCAACGATCCGTCGCCGTCTCCGCAGATTGAACAGATTATTGTAAATGACAGAAA
CGGCGTGATTGTGGCTGGAAGAACAAACAGCATGCTTTTTACCTTCAGAGTCCGCACATT



TTATTTACCGCAGGATTATGAGGCTTTTTTTAATAGGTGTAGTATTTAATCTCGTCTCTG
ATTAAGAATCTTTGCCGCTTCTTTTGGGTGATAGTCGTATTTGCCTTTTGTTGGCCCCGC
CCCCTTTCCCCTCCCCTTTGTGATTGCTGTTCATTAAGTCCAATAGTTAAAGCCTGTAAT
GCCATTTTTTCTACCTTGAAAAAAAGTGATTTTGACCGGTTGCGCAAGCTGTTGTGTCTT
TATACAATAAACACAGATGTAAACAACCNANANAAAAAAAAAAAAAAAAAAAA
>CL3676Contig1
TCGGCACGAGGTGACAACTGGCTGCTGAAGTACGACTGTCCCATGGATGCCATTGGGAAC
AGGGACACAGACTGGGTTGTGGTGAAGGACCCTGTCATTAAGCTAGCAGCTATAGACAAC
GGCCTGGCTTTTCCACTTAAACACCCGGACTCCTGGAGAGCCTATCCGTTCTACTGGGCG
TGGCTGGCCCAGGCCAAAGTTCCTTTCTCGCAGGAAATTCAGGATTTGGTTGTTCCCAAA
CTGTCTGACCCGAACTTCATCAAAGACTTGGAGGAGGACCTGTACGAGTTATTCAAGAAA
GATCCTGGTTTTGACCGAGGACAGTTCCACAAGCAGGTGGCAGTCATGCGGGGGCAGATC
CTGAATCTCAACCAAGCCCTGAGAGACGGAAAAACCCCCCTCCAGCTGGTGCAGCTGCCC
CCCGTGATTGTTGAGACGGCGAGGGCTCCACAGAAGGCCAACAGCGAGTCGTACACACAG
AGCTTCCAGAGCAGAAGACCCTTCTTCACCTGGTGGTAGAGGGGGACTTGGACCTGCACC
TGGAGCTCTCCTGCTCCTCCACATCCCTCCCCTGGAGGACCGCTTGGTACGGCCGAGGAT
GCTTCCCTGTCCGCCTCTGTGCCTTGGAAATGATGGCAGAGGGCCCTGAGCCCCCTCCAT
AGTGACATATGAGACACAATGTTTCGGGTGCACGCTACTCGTATCCACGTGCACAGAAGC
CCCTCCTGTGTTTTTAGGATGGGGGTGTTGCATTCCAAGCCTGCTGAGGTTTCCACACCC
CTTTGCCATGCACCCCTCCACCTAAAAAGAACAGAAGTATTTACTCGGGGTTGTTTCCCA
GCATTCTTTGCTCTTCTAAACAGCCATGGTTGTTGACACTGCAGGTGCCAGAGGGGTTTG
TGGTAATCAAGTTTACTTAAGAAGTTCCTCCCACAGGTGAGTAAATGCTGCTGAAGCTTT
TCTTCAGCCTCTCCTGCTGCACCCTGGTGATAAAATGTATGAGACGATGCACTGTATCAT
TTGTAATATTTAATGATAGAATATAAT
>CL3677Contig1
ATGAGCTTGCCTCCATGTTTTTTGACATGAGGCGCCAACTCACGGCCCACACAGCCAGCA
ACTGTACAAACACCATCCACTAGAAACTGGCTGACTTTAACAGCTCCACCGGTCGCCTGT
TTTGCCACGTGGAGGCTTTTGGTGACTGTGGGGCTGACTTGGGTGGGCTTGTCCTCTGGT
GTGATGTGCTCTCTGAGCATAGATGCCCCTTTGTGAATAGCCTTGCCAGTGTATGCTGCC
CCTTTCACCAGNACCCCAGCTCAACCAGGATGCCCCAGTCAAGATTCCACTTGCCACCTT
TTCACTCCATTCAGGGNAGAACGTTCTCTTCCTCCTTCTCGGTAGGTGCTGGTGCCGTCT
CTTCGGGTGTAGCAATAGGCACTTTCTGACTGAGATTAATTTCTTCTGCTGCTTCATCTG
GAGCCTGAACCCTGAGATCTGTCATCTGGGCCAGCAGTTCCTGAAACTGTTCCCTCTGTG
CATCTGGGAGCTCAGAGGACAGCACCACCCCGACATAGAAGCCTGGAGCCTGCGCCATCA
TGTCCGGAAACATGAACACTCCCGTGTTACACAACAGCACCGGAGAGTTTGCGGCCATCA
GAGGGTAGAGCCAGTCACACACCTGCAGAAATGCTGGTGGGCGATCGGGCATTCCCTCAG
AGCGATCATCTGTAAACCTCACCAATCGTAGGAAACCTGGGTATGATGGAGCGCTAACTT
GTCCATCAGGAGTGACAAAGAATATCTGAACACCATTAGGAATGTAAATCAGCTCCTCTC
CATCTTCTCCTAGACTCTGGGTGGAAGGTGTAGAGATGGCTGAACTATTGTAGAACTCAT
CCCCAACCAGCGACATCTCCCCCTGATTCTGTTCCATAAGAGATGGATGTGTGGCCCTCC
GCTGCCTGGGGGGAGTAAGCTGGAGGTGTTTGGGTTGGAAACATAAGGTGTAGGTTTGGA
GCCATGCCTCCTTCAGCTCCAAGAGGTGGTCCATTACCAACATTTGGTGGATTTGGCCTC
TTTGGCTTCTCTTTGGTCTGGAGCTTTGGGTAAAGACCATTTGTAGGCAGATCACTACAA
TCAGAAACACTAGTAGAACTCTCCGTAGGTGCAGACTCGAGGTCAGAGCTGGTCTCTAGA
ATGGCGAGGCGAGTTGTGATGTTGTTCAGGGTCTCCTCCATCTTCTGCTGCATCTGTCTG
GCTGACTCCCAGGCGCTGCCACCACACTCATCCCCGTGTGAGGGCACGCTGATGGCCCTG
AGAAGGTGTTTCCGGCCTTGCTTGTAAAGCTCCAAGGCTCGTGTCTTGTCTCCAGCTTCA
TCTGCAGTGAGTCCTTCATTGATGCACTCAAAAGCCCTGTCGTAGCCATCTTTGATCACC
TGAAGTCTTGCATTATCAAACGCATCTTGTTTAGCCTTTTCCATCCCCCAACTGAATGGA
CTTTATAGGTCAGGCTCCTTCAAAATTCCC
>CL3678Contig1
GGTTTTCTTTTCGAAATTAGACTGAACTGCTACGGAAACGCCGAAAATACTAAACTATTA
GTCTCCTAACGACGATGATTCAGAAGAAAAGTTAACCTTAAAGATTACTAATATTTTTTT
AGGAACTCGTAAATGAAAATAATCTGGACAAACAAAGCTTGTCAGCAGCATTCCGCATAT
TTGCCGTGGACATTTCTAATCTAAATCTCGAAAACCTCCTGGTATTTTCTCCTCTATAAA
TTGAGATTGTTCTGCTGTGGCTCTGAACACCAGGTGGCAAAATGCGAAGAGGTGTTGGTG
CGGGAGCCATTGCCAAAAAGAAGCTGGCAGAGGCTAAGTATAAAGAAAGAGGTACTGTTC
TTGCAGAAGATCAGATTGTCCAGATGTCCAAACAGTTAGAAACCTTCAAGTCCAACCTGG
AAGAGTTTGCCAGCAAACACAAACAAGAGATTCGCAAGAACTCCCAGTTCAGGGTCCAGT
TTCAGGAAATGTGTGCCACTATTGGAGTTGACCCTCTTGCATCTGGAAAAGGATTCTGGT
CTGAGATGCTTGGTGTTGGTGATTTCTATTACGAGCTTGGTGTACAAATCATTGAAGTCT
GTCTGGCTCTGAAGCACAGAAATGGAGGACTTATAACTTTAGATGAGCTTCATCAGCGAG
TTCTGAAGGGACGCGGTAAATATGCCCAAGATGTGAGCCAGGACGACTTGGTAAGAGCCA
TAAAAAAACTGAAAGCAATGGGGAGTGGTTTTGGGATGATTCCTGTTGGTGGTTCCTACT



TGGTTCAGTCAGTTCCAGCAGAGCTCAATATGGATCACACTGTAGTTCTACAGCTGGCTG
AGAAAAAAGGATATGTTACTGTTAGTGAAATCAAGGATGGTCTAAAATGGGAGAAGGAAA
GAGCCTGTCATGTCTTGGATCACTTGCTAAAGGAAGGCCTGGCTTGGCTTGACTCTCAGG
CGGCTGGAGAGCCTCAATACTGGCTGCCGGCGCTCTTCTCCGAGCTTTCGTCTCGTGACG
TCACACCAGAGGAGGCCAACCAGATGACACCTTGATGAATGGATTTGTGTCACTTGATGG
ATGCCATATCTAGAGACATTTGTAAACAAAATATATCTGGAGATGACGCACATTTCTGTC
CCCTCTGCACCGCCCTCTGTTACTTTAGCCCAGAGTTGGTGACCTTTGATAAAACCTTTG
AGTCAAAGTGGTTTAAAAGACTGGATTAAAAATTCAGTGTGTTGAAACTTGCTTTATACT
TATTAGGGAACATTTATTATGTACATAATCCGAAAAAGAAGAGGTTTCCTGTATAAAAAA
TAAAGCTAAC
>CL3679Contig1
ACGAGGGGAACTTTTTACTTTTATTTTGAGGTAGCAGTTTACTGTTATATGTAGGCGCTT
GACATTGAATAATAGCTGTATCATATGAGGTGCTTCAAATGAAGCTTAAAGAGTTAGAAA
GCTGCCTGCAGCAGGTGGACACGTTTGAAGAGCCTAAAATTCTCCTGGAGCAGTATCCAA
CCAGTCCTCATATCGCAGCATGCATGCTTTACACAATCCATAACACCTTCGGCGACATCG
ACGGTAAACTGGTGGCAGATCTGGGATGCGGCTGCGGAGTCCTCAGCCTCGGTGCTGCGA
TGCTGGACGCGGGTTTGTGCGTGGGCTTTGACATCGACAGTGACGCGCTGGATATTTTTA
GAAGAAACGCGGAGGAATTTGAGATTCCTAGTTTAGACCTGATCCAGTGCGACTTGTGTT
GCCTCAATGCAGAGGTTTATGCCAATAGGTTTGACACTGTAATAATGAATCCACCATTTG
GGACAAAACACAACCAAGGTATGGACATGAAGTTTCTCAGAGCTGCTTTGACAATGGCAG
AAACGGCCGTGTATTCGCTTCACAAGACTTCAACGCGGGAGCACATACAAAAAAAGGCTA
AAGATTGGGGAGTAAAAATGGAAGTCATTGCAGAGCTACGATATGATTTGCCAGCATCTT
ACAAGTTTCACAAAAAGAAATCGGTCGATATTCAGGTGGACTTCCTACGTTTCTCCAAGG
CCTGAAGCTTTCACTGGAATGGATTTAACTTGTCTATTTGTAATAAA
>CL3680Contig1
GAAAAATCCGACATAAAAAAAAACATTTATGCCTTTTCCGATTTTTCTGAAACATTGAGT
TACAATATATCAAGATCGTACAGATATACAGCAAAAGAAAAGTAAAAGTACAACAGAAAG
GAGTCTTTCAAAACTATATGCAAAAGGGATTTTAAAAGTATAATAAATAAATAAAATACT
AATATCCTGACGACGCTGTAATTACAACTGAGGAAGTGTCTAACCAAAGCATGGGAAAAA
ACGGCGAGTTTCAAAGTACTTGGTTTTTGCATTAAGTTCAATAAGGGACCTCTTGGTAAA
AAGTAGGGGGTGGGGGAAGGTTTGCTGAAGATCCTCCATGTCAGTTTGCTGCAAGTCCAG
TAGCTTCAGAGGAAAGCCGGGCATTGATCAGGTACTCGGCCAAGCTGATGCTGGCGTGGG
AGCCGGTGATGGTGACCTGTCTGTCAGTCGAGCCTTCCACTGGGTTTGCAATCTTGATCT
GAGCGCCCGACATCTGACGGATCTCATTGATCTTTGCGCCCTGACGACCAATGATGCAGC
CGATGAGATCGTTTGGAATGGTCAGCTCGTGAGAGCCAGTTTGTGCAGAGGCATCCATCC
CAGCCTGGAAGCCCTGGTTGCTGTGTGCGATGGGGAAGGGGCTTTGCTGCATGGCCAGCT
GGTGAAGTTTGGTGAGAGAGGGCCCTTCACTTACATCAGGCTGTGGAATGGCATGCTGGC
CTTGGACAGCGTAGGCCTGTCCACCTGCAAAGATGACAGGAGAGCCTGAGGGTTTGGGTC
TGTAAGGGATGGTCACTCCTTTAGGTGGGGACTCAAGCATAACAATGCAGATCTGCTTGA
CACACTCAATAATGGACTGGGGGGTCCCTGCAACAGTAATGGCACGCTCTGTTGAGTTGG
GTAGCATGTCCCCTGCTACTTGTACCTGAGCTCCTGCTGACTCCCGGATTTCTTTGATCT
TACAGCCACCTTTGCCAATGAGTGAGCCGCACTGGCTGGCAGGCACAACAAGGCGCATGG
TGACTGGAGGTTTGCTGGTGGCTGTACTGTTGGTCATCGAGTTGCTGATGTCCTCCTCTA
GCTTCTCAATGATCATGGAGAACGCTTTAAAGATTGAAGTAGTGGGTCCGGCGAGGGTTA
TAATCCTTTCAGGACAGTTCCCCTCTGAGATGTTTATGCGAGCGCCACTCTCCTCTCTCA
TCTTCTTCACTGATTCCCCTTTTTTGCCAATGATGCTCCCCACCTCCTTCCCATGCATGA
GCAGCCTGATGGTTAAAGTGACATTAAGTCCTCCTTCAACCAGACTGGAGTCCATCCCTG
CTACTATCCAGACTGCTTACTGGCCAACAAGAGGAGATTTTGGCTGCTGCCTGAATGAAA
TTCGAAACTGTCCCTTGAGGTGTGCTCTGGGGGTGGGTAGGGTGGCAAGGGTAGAAGGGG
AGAGGTTCGGGAGGGAGTTTTAAAAGGATCCGGGGAAGAGGGAAGAGACGCCGCTGTCTG
ATCGGACTTCCCCGGCCATAATGCCCGGGT
>CL3681Contig1
ACTCCTGCGAGTGAGAAAAATGCTGAGGCTGCCGAGCTCTGCGTCACAGCCGCTGCACCT
CAGGCCAGAGGCGGGGAGGTGGTGGAAGAATGCTGGTGAAGTCGTTGGACATCTCTGAAG
ACATCTTTGGCTGCTCTGCTTTTCTGTTTATTATTAATTTTTTAATTATTGTTATTTTTG
AGGACTTACAGACGGAGGTTACCTCAGATTGCCTTCATTCACAAAGCAGCTAAAATCCTC
GGATCTTCTCTATGATAACAGGGGAGCATTGTTAATGATGTTTAAACTGTAACTTATGAA
CTGTTGTGTTTCACTTTCTCTTTTTCTGTATTTAATAGTTTTTCCGTCCCAATGGTGGAC
CATCATCCGTGTTATTGAGTTAATGCTGGACTTCTGGTTTGCTGTTACATTCAACAGAGT
TTGTTCCTAAACGCAATACATCCACTTCCTGTCACAAAAAGGTGCTACTTGGAATTTGGG
ATTCAATATTTTCAAACTCGCAGCTGAACCCCACAGTGGAATCTTTGCAAGCAAACGTTT
TAAGTTGACTAGAGAGTGCATTATGGCCTTCTTTTTACTATTATTTATTAGTTGTGGAGA
CCGTGTTTTGGAATGACTGACAGCTCACGTTAACAGAGCACAGACTTGTACAGTTGCTCT
CGTGTTTTTTTCATTTTAAGGTGACGTCCTCTCTTATCAAAGGGACTGTGTTTGTTGACT



GGATTAGACTTTCTGTGTGCAAATACTTTTGTGGGTCCCATTTCAGTAAGGCCTATTCAC
AGCTTCAACAGCAAATACACCAGCCTTAATTGTGTGTCACAGGCAGTGCTAGTGTTAATT
CTGGATTGGTATTATGGACAAGAAAAAAAAGGGAGAGGGTACATGAGCAAAATTGATAGT
GGCCTCAGCAACACACGTGCATTTTACATAAAGCCCACTCATCCAAAAGACCTGAATGGA
ATTGATGCATGAGTCTTCAAAAAGATTGCATGGCCTTAAACAAACTGTAAATCCTACATT
TATTTTTTGGGATCCATTTCTTAGAAGTTTTAGCTTATTTTTGTACGTAAAAGNAAAAAA
AAAGGAAAAACAAAAGTGTCTTTGCATAATAATATCACACAATACAACAGAAAAACACAA
AAATCAGTCTATAGTCATTCAGCAATACCAATATCAGTAATTTTTATCACTTCTGGTCTT
TTTCTGGCCTCTCTGGTTTATGATAAAAGTCTTTATACAAACTGAAATTCTATGCTATTG
CCTCTAATATTCAAGGAAGGCATTGTGATGTATAGCCTAATATTACTTTATTTATCAAAT
GGAAGCCAAAGCACATTGAAATTCACCCAATGTCAAATCAATGCAGGTTTTCTATGGATA
CTTGTGCTTGTTGGGGTCATTTGTATGTATGTTTATGACATTATAAAAAGAACACTAATA
TGAAATTTCACAAATGTGATGTAGTTTGGAGCTGTGGCTGTGTTCTGTACATAAGGGGGT
TTGTTGGGTCTCACGGCTCTCATACAGATTTCGTTATTTATTTATTTCTTATTTATTTGC
ATCCCAGCTTAGAAGTAATTTTTTTGGGGTCTCTGCTATG
>CL3682Contig1
CTTTGAAGGAGATGCAGGAAAATGCGTTTAGACTAAAGATTAAAAAAAAAAAAAAGCAAA
ACACTGAATCCTCATGCCTTACCTGTCACAAATGCTACTATGCTCGGATGAGAACTGTTT
CCATTTACCTGCGGAGGAAATTTGTCAAGATTCACCACCAAAGTCTTACTCTAGCCTTAT
TTCTTCTCTATGCGGAGAAAAAATAGAAAATCATTCACACTAAAACACACTTCCTACATC
AGGAAAAATACACATTCTAAAAAAAGTCTATCTCTTTCTCAAAAGGAAAATGGATTCAAT
AATTCTCAGAAAGAAGCTTTTGGTCTTTAATTCTGTTTGGCTTTTAATATGACCCCCCTT
GTCATTTACCTACTTTCTCCATAGTCAGCGAAACTTTAAACTAGACCCTCATTAGTCATG
TATTTTCATGCAGTACCTTTAGCTAGCTCTAGGTGGCAATGTACATATGATAGATGTAAA
GTAGCTTTGTGATTGATGTGGTTGCAGCATGTTTGGGTTTACCAGACCAAGTAAAATATA
TTTGTCAGATCTTAAGGGGAGGGGGAGGATAGAAGTCGGACATGGACCTGCATGGGCCAC
ATGAACATGGGTGACGTGATCCACGATCCATTTAAATCCACCCCACAACTCTAAGGTCTT
TGATTAATACCATTCTCATGTCATACAATATTGATTATTGCTTTTAAATGAAAAAAAATA
CAACACTTTTGCTTAAAAATGTCTTATTTTGTATTTTCTGAAAATGTATGTGTTTTAGTT
TTTAAAATCCCTTGTTGCGATGTAAAATGAATATCGCAGTTTCCCATCATTTGATCTCAC
TTCTATTATACCAGCAACTCTGAAGTGATCAGACAGAAAAGTGAAAGAAGATGAAAGCCA
GATAACTTTCCAGCTTCTCGCAGCATAACATCCCAGCAATCCGATGCTGAGCTTTTCCTT
C
>CL3683Contig1
GAGGGCCGACTAATGTGCTACGCTGCTCGCTACACCGACGCCCCGCCCATTCCTCCCTTT
ATCCTTCCCCTCTGTTGTCTTTAAGCCAGTCACTGCAATGTCTGTGCGCTTTAGATCTGC
ACTAGCTTTTCTGGCTCCAAATGTTTCCTTTGCTTTGCTCTTTCCCTGAGAGGCTAGCAT
GGCTCTGGTGAGGTGGGCTTGAAAGGTTCAGCAAGACTTCTCCATCACCAGAATCTGCTC
TTTAGCTTTGCAGAGCTGACACAGGGAGGAGGGGATCTGCCATTGCACGTTATCTAATCA
AACCCTTAAGGTGATTGCATGTCTTTATCGGCTTCACACCTTTACTTCTTCCGCTGCGTC
CTCCTTGTTCTTTGTGGCAGAAACACCAAATGAATTGGTCAAAGGAATGAACCGCTGCGA
CTCGGTGTAATGGGGACCAGCCTGATTGTAGCTTGTTGCTTATTATCCCTCCTTCAAATC
CTAAGTGGTTTTTGTTGATGAGCCCACAGGAGGAGAAGTGGGAGTCACTTTAATTTGTGC
TTGCTCCTACCAGTTATGTTAATGCTTTTTCAATATGCCCAGATAAACAGTTTGTTCCAT
ACAGACAATGTTCTTGTCTCTGGACATTTAATTTGTCCACCTTTAATAGGCTGTGGAAAT
AAAATGGCAGATTTCAATACACTTCACTGAACCAGAGCTCTGACAGGATCTTCAGACCCT
CCATCAAGACCGAGGACTCAGCATGTGTCTAAAGCTGCAGAATGTTCTATTATGGGATGG
AATAGGCAGAAAGAACAGTTTTTTTTCCCCTTTAAGGCTGTCATCGTGTCCCCCCCCCCC
CCCCGGTT
>CL3684Contig1
TTTTTTNTTNGTCACACAAACTCATTTATTAAACAGATTTTTCAGAAAATGATCATCTTA
AATCCATCAGGATCACGTCAAACACGGATTACAGGGTGCCGGAGCGTTCACAGACCCGCC
GCCAGCACCAGGACGTCCTGAGGAAGGTCAACCCCGGACATGTGCTTGAAGGAGCCCAGC
TTGGAGAAGAAATCAATCATCCTCCGATCGCTAGCTCTCAACTCACAAAACGCTCCTCTG
GATCCACTGCTCCTCAGGGACGACAACAGCAGAGCCATCATACGCCTGGCAGGTGAGGGG
TCGGTGACTCGGGGCAGCACCTGCAGTCCGACCAGGGAGGGGAAGTCCTCACACAGGGAG
GGGCTGAGCGCCCTCTGAAACTTGGCTGCAGCTGGTCTGGCATCAATGAGAGCAAACGCA
TAGCCGCACACCCCCACGTCGTCCTCCATTACAAAGGCATTTCCAGGGGAGGGGGGCACT
TCCCCAGAGGACAGGCCATCACTGATCAGTGGTGGCTGCATCATCATAGGGGCTTTGTCG
CCTGCCCCCCCTTTCTGCATCTCCTTGAAGACCCTTTGAACGGTAGTCTGGTCCTCGGCG
CTGTATGGCCGGACGGTGTAAACCGCCGTCATGGGGGGGTGTCTGAACAGGTCCCTGTTC
CCGTGTCCCGGCAGCATCCTCTGGAACTCCCCAGAGAGCCCCCCCCTGAAGCCCCAGGGT
TCGGGGTCATCAGTCATCAGCTGTGCGGCCGGTGAGTCCTGCCCCCCAAGCGCCTTGACG
TGGGCGCACGCCAGCCCCACCCCACTCTTGATGTCA



>CL3685Contig1
AGCTCTTTTTGGATGTTTTCAGACAGTCAAAAATGATCAGCCCATCACTAGTAATGCTGT
TTTACATCATTAGAATTCATTGAGCTGGAAGAGATCACCGGTTGGGTTAATGATGCTACC
TGCTTACAGCTGGAGGTTAACGATGTCCAGTACAGTCCGTGGTATCAAAATCCGGGGGCG
GTCGTCGAACAACTAAAAGGTGATCAACACTGTGACGCGGTAGAAGTTCCTCCCAAACAC
ACCCACCGACCTTCATGGAGGAAACCAAAGTGACGACCAGACACCGGAGGGAGTCGGTTA
ATAACACTACACATGCCTAAAAGATCACCACTGTTTGATATTTGAGCAGAAAGTGACAAA
GGTTTAGCATGAAGACATAATATAGAGGGGGAAAAAAAAAAAAAAAACNG
>CL3686Contig1
TGAATTTGGGGGGGGGGGGGGGTGTTTTGGTCGTTCTTCTTGTGGAAAGCTGCTGGTCCT
TTATCGACGCCGCTTCGACGCACAGCGAGGCTCATCTTCTAAGGCTGCGAGCTTCATAAA
GCGTGTCATCTTCGTCGCTCTCCACCGCCTCCATCTCCACAGAGTCTTCATAGTTGGACA
GCAGACCATACTTCTTCTTCTGGACGGGCTTTTTCAACCGTACAGCCCTGATCAGGAAGT
ACAGCACTCCGATCATGGTGAAGCCGATGAGGACGTACAGGGCCCTCTGGATCATGGGGC
TGTCCACGCCGGAGCCTTTAAAGATTTCTCTAGGGGGCTTGGCGCCACTGCTTCGAGTGG
AGTTCCCCGTGCTGGACGTCGACGCGGTGGGTTCGAGCGGCGCGGAGATGTTGAGAGGAG
TTGGCGTCGCAGACACGAAAACCCAGCAGACGGACACGAGCGCCGCGGAAAGGAAGCCGC
GAAAAGTCATCTTACACCCGGGTTTAGGATCTGAGAAGAACAGGAGGGGGCTTTCTGTAC
CGGTACCGAAGCAGAACCGCGGCGCGAGCCGCTTTGTTACACACGGTAAGCCTAAAAGCC
CCGGCCATAAGGCCCGGGTTAAACGGC
>CL3687Contig1
CTTGAATTATTCATTNTGACAAAACAGTAGGCTATCACACTATAGACTGTGGTTAAGAAA
AGAAAAAGTAAATTTCTTGTGGAGAGTAAGGAAAAACAAGCCTAATAAATTAATGAGTCG
TGGTTGTTGCAGGACCCCTCAGAACCTGCAGCAAAAACCGCAGCCCTTGTAGTTCTTGCA
GCAGTTGCAGCACATAGTGCACATAGAGATGTGGCTCTGCCGCTTTTCCCTGATGTGGTT
TGGCAGCATCCACGGTTGCATTGACATCTCGTGACGTGCCGCTACTGGAGTGTCATTGCT
TGCTGCTTCTTCCAGCTCTTTGACCCCATTGACTGGGATGGCAGAGCTCTGCAGGATGCA
AATAAAGGCGAGCACGAGTGTCACTGCAACTGCAATGCTGAATGCCTTCATTTTTTCTGC
TGGGTTTTGTAGTTTAATCCTTTAAAGATTAGAGCTGATGCGTTTTCTCTCTCATAGGTG
TCGGGCCACCGAAGTGCACCACTGCGTCCACTGTTTCAGCTCCAGTGATGGATGTGTCAG
GAAGTGGATTTCCTCAGATCCTTTGCTTCCCTCCAATCCCTCCGCCGTCTGATGCCCCCG
GCCATAATGCCCGGGTTTAACGCGC
>CL3688Contig1
AGTGTCTCTTTACATACGTCATTTTTATAAACAATGTCAAGCGGCAGAACTTAAAAAAAT
ATTACGTGAAAGTCTAATTTTTCACACCATGTGTCTTTGACCTTTGATTTCCTTGTTGGC
AGCCTTCTCCTTCCTGTTGTTACACCATTTTCTCTTTGGTTTATGGATCATTTAAGGCGT
TTTTGAGAGGAACACTTTTATAGTTATTGATCTAAAAGTCACACTTGGGGTCAAGCAAGA
CACGATTTACAGCAGCAGCTCCTCTAAGGACTGCACAAACGTTATATAATAAAATAATCT
TTTATTGCACATAAACTACAAAAACTAAATCCTACGAAGGACACTCATTATGGATTCATA
GGACGACAGACAGGTAATCACAAACCTGGCAGCTTATCATCAGATTAGAGGAAGCCTCAG
AGTCGGCGGTGACGGAGAAAACAGGCGTGTACAGACACTCTTCCATGTGTTCTGACACCC
GGACCTCCAGAAGGTGCTGGAGACCCTCCAGAGTAATGCTGTGTTTCTCAGTGCTGATGT
AAAGTCCACACTGACAGGAGATACAGGCGCTGCTGCTGCTCAGGTTGTTCATGCCACACA
CGGGACAAATGATCTGCACCTCCTCTCTCCCCTCCACCACAGAGGAAATGTACTGCAGCT
CAAACTGCAGGTTCCTCTCGTACTCCTCCACCAGAGACTTCTCTTTAGACAGCAGCTCCT
GTTGGATTTCTTCCAGCACCGCCAGTTCATCCCAGTCCGTCATTATTCCGGACATCTGCT
CTGTAAAGCCCTGTGGCCCCCAGAGAGAAGGAAGCCTCCGGTCCTCTGCCTGCAGGGCGC
TCCACTCCTCCTCCATCACCTCCTGCACGATGGCGGAGCTCCCGGGGGGGCTCTCCCTGT
TGTTTCCGCCCACCAGTCGGTACCTCTCCAGCAACCGGGCCCGGTTGTTTTTCAGCCTGT
CCAGGCAGCGCTGGCGGTACGTTTCCTTCCATGGGGGAGTTGTCCCTTTATACAACGAAC
GGTGTCGGTCCATTAGTCCGGTTTACAGGAAACCATTTGAGTACAGAACTGAGAAGCTCA
TGACGCATGCTAGAACGCATGTCCAGTTCGGTTAAAAAAACTCGAGACTAGTTCTCC
>CL3689Contig1
TGGTTTGTTTGGTTTTATTTTATTTTTTTAATTTTTGTAACAAAAATGTNATGTTGGTTT
CACACAAATAAAGTCGTGTAAGAAAAATCTACACAAGACGTCCCCACAGCTCCCCCTGTC
CCGAATGGACACTGAAAATCCACTTTACCTCACATTGACTGGATTCAAAAGAGAAAATGT
TCATTTTGTCATCTTTCAGTTCCACTTTTACTTCCCATATTATAAAATAGGTTCTTTAGG
GGAGCTGCGGAGCAAAGAGCGATGCTGGGCGAAGACTTCCATAAATCATGGGACATTTAG
AAGCTCCTCCTCCCTCGGCTGTGTAAAAGTTTTCCCCTTTTGAAACTTTGAGCAGAGTTT
TGACAGAGTTCACTGTAAGGGCACAGAAGCTCCCCTCTCTGGGATGCTGTGAGAAACCAC
AGGAGTCTCAAGTGTCATTTTTTTAAGGTTTTCAGTAACCAGGCCTCCCATTCATCCACA
GGAGAGGGGGGGGCGGGATGCCCAGACTAGACCTGACAAGAGTCTTTTGAGATCAGGTCT
TGTTTAGACTCATAACTCATCCTTCTCAAAGTCTTCGTCCAGGTCTACGTCGCTTAGGTC
GTAGTCCTCTTCCACAGGAAGCTGTCCGTCTTTGCCATCCCAGGGTTCCACAGCATGAAT



CTTTGGCATAACACCCCCTCCCAGTGTGGCAGTGGAGCCCCGGCCCACAGACAGCTCCCT
GAGGAACTCATGGGATGCCAGTCTCACTGAAAGAGCCTTTGAGCAAAGCA
>CL3690Contig1
CACGAGACAGCCTCACTCCCACCTTGATTTATTCAAGCTACTTCAAACAGCACACCTTTA
CATCCAAATACGTGACTTCATTGTTTTGACTTTTTTTTTTTTTAATTAATTTCTCCTTTA
GTGGTGCTGAGGCTCCCTTTGTGTTTTGGTTTCCAGCTCTGACAGAGTANACGCTCGCTG
TTTCCGTCGTCATGGCACTTGCTGGCGCGGTTACTTTACGCCAGGCGGGAGATGAGCTGG
ATGAAGGCGCGCACCTCGATTGATTCACCTTTTCTTGTGAGAAGGTGTTTGTGCTTTTTT
TTCGGCGGTGAAAATCGTCCTCCTGCGGCTGGATCGCTGCCTCGCTGGGCTGCATTGGTT
TTCTAAGTTCAGTTGGTGTGTTGCATTGGATAGTCGCTGCAGTGGAGTCGGCCATCCTGC
GCTGTAACATGACGCTGAGGCAGTAAAATAGAGATATACGTTTAGAGAAAACAGGCCACC
ACACAGAAACTGGATATGGAATCCATGAAGACTAAAGCCACGGCGGGGGTCAAGGAATTC
GCGGGGAAGACCCTGGGCCATTTGTACAGGGGGATAGAAAGAAGGCACAAAACTGGGGAG
GTGATCGAGCTGACAGAGGATGGGCGGCCTCGGGAGGCCGCGGAGAAGAAGCCCCCGCTG
TGCGACTGCAGCTGCTTCGGTCTGCCCCGCCGCTACATCATCGCCATCATGAGCGGCATG
GGCTTCTGCATCTCCTTCGGAATCCGATGTAACCTGGGCGTGGCCATAGTGGGCATGGTC
AACAACAGCACCATCCACCAAAATGGCAAGATCATCATCAAAGAGAAAGCCAAGTTCAAC
TGGGATCCAGAGACGGTAGGAATGATCCACGGCTCGATTTTTCTGGGGCTACATCGTGAC
ACAAATCCCTGGAGGATATATCTGCTCGAGGCTTGCAGCAAACAGGGTATTTGGGGCAGC
TATCGTCCTGACCTCCACTCTCAACATGTTCATTCCTTCGGCTGCCAGAGTCCACTATGG
ATGTGTCATTTTTGTGAGGATCTTACAGGGATTGGTTGAGGGGGTGACCTATCCAGCCTG
TCATGGTATATGGAGTAAGTGGGCACCGCCACTAGAGAGGAGCCGTCTGGCAACAATCTC
ATTCTGTGGCTCGTATGCTGGTGCTGTGATTGCTATGCCTCTGGCTGGGATCCTGGTTCA
GNATTCAAGATGGTCATCTGTGTTCTACNTCTACGGATGCGTTGGCATTTTCTGGTACAT
CTTCTGGATTTTGGTGTCGTACGAGAGCCCCGCTGATCATCCGACCATCACTGATGAGGA
GCGCTGCTACATCGAGGAGAGTATTGGAGAGAGTGCCAGGCTCTCTGGTCCTGGAGAGAA
ATTCAAAACCCCATGGAGAAAGTTCTTCACCTCTATGCCTGTCTATGCAATCATCGTGGC
AAACTTCTGTCGGAGTTGGACCTTCTACCTGCTGCTGATCAGCCAGCCTGCGTATTTTGA
GGAGGTGTTTGGCTTTGAGATAAGCAAGGTCGGCTTACTGTCTGCCCTTCCTCATTTAGT
GATGACTATCATTGTGCCCATTGGTGGTCAGCTGGCCGACCACCTACGCAGCAAGAACAT
CTTGACAACCACCACTGTAAGGAAAATCATGAACTGTGGAGGATTTGGCATGGAGGCCAC
TCTGCTGCTGGTGGTGGGATATTCCCACAGTAAAGGGGTGGCCATCTCCTTCCTGGTGCT
GGCGGTGGGTTTCAGTGGATTTGCTATATCAGGCTTTAATGTCAACCACCTGGATATAGC
TCCCCACTACGCCAGTATCCTGATGGGCATCTCTAACGGTGTTGGGACTCTGTCTGGAAT
GGTGTGTCCGCTGATTGTTGGTGCAATGACGAAAAACAAGACTCGAGAAGAATGGCAGTA
CGTTTTCCTGATAGCTTCCCTGGTGCATTATGGGGGTGTGGTCTTCTACGGGATCTTTGC
GTCTGGAGAGAAACAGCCTTGGGCTGACCCGGAACTGACCAGCGAGGAGAAATGCGGCTT
CATCGATGAGGACGAGTTGGCTGAGGAGACTGGAGACATCACTCAGAGTTACGGTGCTTT
CGGAGGTGCTGCTAAAACATACGGTGCAACCACACAGGTGAACGGCGGCTGGGCCACAGG
ATGGGAGAAGACGGAGGAGTATGTCCAGGAAGAGGCGCAGGGCGGGGGCTATGGATATAG
GCAGGATGAGGGATCCTCTTAGAGCCAGCACACCGGGGATGGCCGACTACACCCATC
>CL3691Contig1
AATCGGAAGCTGAGCAAGAGGAGGATAGCAGAGAGAATTAAGTCCCTTTCCTTCAGCCAG
GTGGGAAAGCTTTACATCGTGTACCGGCTGAATGTCGCAGAGAAAGAGGTGATAGAGACT
CAGGATGTCATCTGTCTGCTGAAGGACGACAAGGAGCTTTACATTCAAAAAGACCACCTC
TCTGCCAAGCTGGAGATCTGCAGGGAGCTGGTGAAACTTTTCTGTACTGAAGAAAGCCAC
AAGAAAGAACTGCAGCCATTTTTAAACACCCTGGTGAATCTGGTGACTATTTCTGGGAAC
TCAAAGGAGCTGACCAGGTTCCTGACGTCAGAAGACGTTGGAGAGCTGCCCCCCGATGAA
GAGAAGTGGGAGGTACCAGAACCTGCCGGTGCAGAGGCGATCCTGGAAAATGGGTTGTCC
AGTCTCTCCTCCAGGAGCTCCTTGGAGGATTCAAACTTTATTGCCCAACCAGATGGAGAG
CGAACACTGGCCTGCTGGCCCCCCCGGGCACCTATGCAGAAAGGAGGGAGCCATGCTGGT
GTGGCGGACAGCAGTGCGGTCGACGCCATCATGCAGATGTGGCCTCCTCCCGCTGCTCCC
CAGGAAAAAGACCTGAAGGAGGAGGCTGGCCCCAGGTCAGAGTTTCTGCCCAGAAGCGGC
AGCACCATTGGGCTTCCAGACCAGCCAGAACCTGAGAGAGCCGTGAGCCATTCCAGGCCG
CCTCCAGATCCCAGGACACAGAGCGACACCCCCAGGTCCCGCGGAGCTGAGACCGGACAA
GAGACGGCGGCGCCTTTTCCGCCATCTGCACAGCCAGCTCAGGCATCCGGCGCCCAGCCG
GCTCCAAGCGACCTAGCCCCCCCCGAGCCCGTGGTGCTGTCCGGAACATTCCAGGGGACG
TCAGGTCAAGACAGCGAAACAGAGCGTCCGCCGGTCACCCTGAAGTTTCCCCTCTGGACC
GACGCCCAGCCTGGCCAGGCGGCGCTGGAGGACGTGGAGCTCAGCTGTCAGAGGCCGGAC
ACTGTGGTGCTGACTGAAGACTTCCGCAATTTGAAAGCCATTGGGGAATGGGGGGAGCAG
CTGGTCTACTCCTTCCTGTGTCACTGGAGAGACGGCGCTGACCCCGGGCGGCCCACCCAT
GTGCTGTGGTGCAACCAGAGTGGAGAGAGCGGCCGGCCCTACGACTTCAGACTGAGCTTT
GGAGCGACCGGCGAGCAGGAGGAGGTGTTTGTGGAGGTCAAGTCCACTGTCAGGAAGGAG
AAGACCTTCATCCAGCTGTCCGTCAACGAGCTGGAGTTTGCACTGAAAAAGAAGGAGTGT



TACCACATATTCCGAGTGTACAGCGCAGGAGACGCTCAGAACGTCCGCCTGTGCCGCATC
AGGAACCTGGCACACCAATTGCACACCAAGACACTGCCGTTCTACCTGTTCGTGTAGCTG
TGCAGACGCCAGAGGCGGCGTCCGTGATCACTGCTTCCCTCTGTTCACTTCGTTTTAACA
TTTGAATTCTTAGATGAACTGACTTCACT
>CL3692Contig1
CTGGTCTGTGGGCCTGACGTGGATCTGGTCTGTGGGCCTGACGTGGATCTGGTCTGTGGG
CCTGACGTGGATCTGGTCTGCGTTTCGGAAACTGGAGGTTTCCTGTGGGAGGGGCGGTCA
CTCTGGTCCTCCTTCAGGAGAGTAGCTTGTCCCAAAAGGAGAAGTCAGGCAACAGATCTG
GCAACTCCGTGTTCTTAAAGTTTGACAATCGTATGTTTGCAGACTGACATTCAGGTGGAA
ATCCCCCCCCTCCCCCTTGATTGAAGAATGAATCACAAAATCAGCTCTTCTGATTCCTCA
GAGTATTTTTTTTCTTTCTTTTGACATTTCTGGCAAAGAAGTGATTCTGTTTATTGTAAA
GATGACTAGAATGAGAGAACAGCCGCCCAACAACGTCTAATTAGATTTACATGCAAGTGC
ATCATGTGCCTCTAATTGATGAGAAGCTGCAGTGAACCCATAGATGTTCCTGTTGGACGA
CGATCAAATGCTACTAAAGTAACCCTTGACCCTGCTAACGTGTTAGCTTTAACTAATGTC
TGTGTTGTGGCGTGACCGGGCTGCGACACGCGTGTGTCCAAAAACTGAGGTGCAGACTCG
GATTCTGCTTTAGGAATGTGTGAGGATGAGCTGGAGCTCCAGAACCGTTTTAGCTGAAAA
GGAAAGTCTGGTTTTGTACATTTGCCTGAAATCAGAGGTTCTGAGAATCTCCTGAGGAGC
TTGTCGCAGACGGAGTTTGCTCCGAGGCTTTGTGTTTCTCAGAATCGAACCCTCGTGGTG
ATTTCTTTTTTGGTCCCAGGCGACTGACCCTGTGACCGTCTTCTCATAAATCCAAGTGAG
CAGAGTTTGATGTGTGTGTTCGAGTCTCTCTGCCACGCGGTGGCCTTCATCTCCACGTCC
ACAACGAGTCTGTGGGCACCTCTGATGAGAGTTCGCACTGCAGCGGCTTCATCCGTTTGT
CGGGTCAGGAGGAAGGTCGTGACCTCGGAGGAAGTCTGCAGCAGCAGCAGAGACGCCTTG
ACCGTTGTCGTCGGCGTCACCTTCTCGGTTTGCGTGCAGCTGTTTGCACACTGGAGCTGC
TTGACGCTCTGAACTGTCAGCTCTGTTCTCTCCAGCACACATATGAAACTAATACTATGA
ACTACATGTACATCAGGATATTTGCTTGTAATGTAACTTGATTCCATTGATTTTGGTTTT
AATCTGAGCAGCAAATGATTCGGTTTTTAACAT
>CL3693Contig1
AATGTTTGGCAACTCAGTTTTGGATTTTCAGCATAAAGTTCAGTCACAGAGTTAAAATGA
CTCCACAACACACAAACCTGTGAAAAGTGGAACAGATCATACATCCTGAATAAGAAATTA
AAATCTGATGATACTGCTTTTACATGGCACTTTTGTGTCAGGCACATCAAGGAGTTCCAT
CAGTAAACTATTTTCCAGTGGGTGGGCTGTTCACACTCTTTCTCAGCGTCTCCACAGAAA
CGGTTGTATGTAGTTTTAGGGTCGAAACCGAGGATCTCCCTCTCTTCGTGGATCCGGAAA
GAAAAGGTGGACACAGATGTTCCGATGAAGAATCTTGCATGAGAACATATCCATTGGTCA
ATGATGGCCACTCCTCCATCTTTCAGAAGCTCCAGGTCCTCTCGAGATGGCTCAAACCGC
ACCATGCGTGGCAACATTGCTTTTAGCTCCTTCAGTTCTTCACCATCAGCATCTGTAGCA
ATAAAAACTTTTTCAAGCATGTGTTTCTTCATCAAGTTTAAAATAGTTTTGACTGCGCCC
TTCAGGCTGGGTACATCCTCTCTGTGACCCCAGATAAAGTCTTTTCTGCGTAGATGAACG
CCGAGGTAAGGCCCACCTTTGGCTGAGCCTGGTTTTGCCTTCATGCGCGTCCAGTCCTCT
CTGTATACCGTAAGGTCTCTGTCATCGGTAGAATTCAGGTATTTGGCTCTGAACTCGTCT
CCTATGAGTCGCAGGTGCTTAGCAAAGACCATACTCCGCCGGGTATCCCAGTAGTCCTTT
CCAGCATAGACATCATGAAGCAGCGTCTCTGCTCGATCAAGCATGACAGATGTCACTGTG
TAGTTTCTCTGAAGAACTGGAGCCATAATTGAGGCGTGTCCCTGAGCTGACACGCATGTA
ACATTCCGGGCTCTTGTTTCCTCATAGCCCCAAAACCAGCCCCTGTAGTAGCCCTGTTTA
TCTTTGGAGTACATCAGCTTATCAAAACATGGACGCTCATCTATTTTTTCCTCCCATTTC
CCATCGGTCCATCCCTCAGCATAGTTCTGCAGAACCAGAACTTGGTCGATGAACGGGCCT
CCGTTCTCAGCAATGAACTCCTCATACTCAACGACAGGCACGTTGGCCTGCAAGCTGGTG
ATGCTGAAGAACTCCCCCCATGGGATGCGGGTCTGATCAATGTCTGAACTTTGCCAGTGG
TATAGGCGACCCCATGGGGGGAGAACCAAAACCCAGTCACCCCCCTCCTTCCTCAAAGTC
TTGACTAGGGACGCCATTCGGATGTAGACATCCCTGCGTAGATTGAATCCCTCTGGAGGA
TTTACGTCATATAAGAGGTACCGTAGATCCCTGGCGGCAGCGATGGGTGCTGTACTCGTG
TGGCCTGCGCTGAACACATTCTCGCTCTTTACTGCAGCAAAAGCAGCAAAAATGCTTAAA
AATAACACATTAAACGAGCAAGTGGAAGAGAAATATATTGCCACAATGTAGAATACGGTG
CACGCCATGATTCCTCTCCCCGG
>CL3694Contig1
CGGCACGAGGCTTCATCAGCCCCTATCTGCAAGACTCCACCTCACAGGTGTGTCGACTCA
CGCGCATGGTGGAGACCTCCCCTTCCTCCTCATCCTCCTCCTCCAATCAGCTCCGCATTC
GACTGGCTGCACTGAGGAACACTCTAGCCACCAAACTGCCCTCCAGGGTTCTTCTGCCCA
CGCTCTCCAAGTGCTACAGCAGCCTGCTGGACAGCAGGAAGGATCAGCTGGGGGTGCTGA
TGAGCATCATGAAGGACCACATCAGCCAAATGGAGACGGAGCAGCTCAGCTTCCACCAAT
CAGAGCTCACCGCCTTCTTCCTCACCGCGCTGGACTTCCGCGCCGGACACTGCCAGGACG
ACCTTCAAAAAGCATCGGAGGTGGAGGGCGGAGTCATCGAATGTCTGATGACCATGGTGA
TGAAGCTGTCTGAGTTTACGTTCAGGCCCCTCTTCTTTAAGCTGTGTGACTGGAGTACAG
CGGGCGGTCCAGAGCGGCGGTTGACCTTTTTCCGGCTGTGTGACGTCATGGCTTGCCGCC
TGAAGCGCCTTTTTGTGCTGTTTGCCCCTCAGCTGGTCAAACCTTTAGCCGACGTTCTGC



GACAAACGAGCGGCTCAGACGACTTGCCCTTCCAGAGCTTGGAAAAGAACTGCCTGCTGC
TCCAGCTGGACCTGGACTGTCTCCAGAAGATCTTCCTGTACGACTCCAGGTGTTTCCTGA
ACCGGGAGCGGGCCGACGCCCTGCTGAGCCCACTAGTGGATCAGCTGGAGAACCACCTGG
GGGGTGAGCAGGTCTACCAGCAGAGGGTGACCCAGCACCTGCTGCCCTGCCTGGGGCAGT
TCTCAGTGGCGCTGGCTGACGACTCTCTGTGGAAGACCCTGAACTACCAGGTCCTCCTGA
AGACCAGACACAGTGACTCTAAGGTGCGTTTCTCCTCCCTCCTCATGCTCATGGAGCTGG
CATCCAGACTGAAGGAGAACTACGTGGTCCTCCTGCCGGAGACCATCCCATTCCTGGCTG
AGCTCATGGAGGATGAATGTGAGGAGGTGCAGCAGCAGGTCCAGAGAGTCGTTCAGGAGA
TGGAGAAGATCCTGGGACAGCCGCTGCAGAGCTACTTTTAATCCACAGCTTTGCACCACA
AACTGCATATGAACGCACAACTTCTGATTGTGAGCTAATAAAGTTACCGCCACATAANAN
AAAAA
>CL3695Contig1
TTTAATATGCAAATGTTAGAGGATATTTATAAACAAAATAAATAGTTTTTGAATTTTGCA
ACAGAAGGAGGGTAGTTGATTGCTAAATAGTAACAGAGACATTAGACTAAAAGAAAGCAG
TCGGGGGGTTATCGGTTACATTTTAGCAGTCGTGGCTAACGTTTACAACTGTTGGAATGC
GGAGTGCTCGGGCAATTGGCTGGTTAACAGCGGCGGCTCCGTGGGCCAATCAGAGAGCAG
CAGCGGTGGAGCTCTCTGCTATTAGAGGCACGGTTCAGGAGTCCTTCAACACAGAGAAGG
GAGAGGGGGCTGAGTGCTCTCGGCAGCCATTTTCCTTAAACAGGACTCAATGGCCTATAT
GGGTTTCCTTTGTTCCAAAAGGGATCTTACACTTCATTTCCTCATCTCTTACGGACTATG
ATAAAACTATGATTGCTCCTTTTAAAGGATTGAGAAGATGGAGGAGAATGTACTGGATGT
AATACCCTGTGACATTTTGAGCCTTTTTTCTCTCTGCCTGGAATCCATCTTTGTCTTAAC
TAGGTCATGGCACACCCATATAGTATTTATATTTCTAAGTAAAAAAGAAAACCAAATGTT
GTAAATAAATGGGTTTGGAGATGTTCTGTGACAGACAAAAACACAGTTAAAAGTGACAAT
ATGCTGGGCACTGCACTTATGGCCTTTAGTAGGGAATGAGTAGCAATCAGTAAGTTCAAA
TTCTTTTAACTATTTGACAGCTAAATGTTATTAAAAGTAAGTTTGTTGTGATCAATTTGA
AATGCTGTAACACAATTTTATTTAAAATATTCACTGCATGCTGACATATACATGTTTTCT
AGTACTTATCATTAGTAGACCATAAATAACGTTCTTTTGACTGTATTTTATTGGACTTTA
TTTTTATTTTTTTACTGTTGACTGACCATTATTATGTTGTGATTAACGAATTGAAAAACT
CCTCTCACAGCAGCAACCTGGCTCTTCTTGCACCCTGTCGAGCAACCGTGGAGGCAACGT
CAAGCACGATTAGGCTCGTGCCGTCCACTCGCCATTTAACGGCTAAATACGTCCATGCTG
TAGAGCCACGGGCTTGACCTTGTCTCAAGTATGTATCTGACTGTCTTAAAAAACGAGGCC
TATTCACGTAAGATTTTAAAACGTCATTTTCAAAGTTAAAAAAAAATGGGGGAGATTTTT
AGAGGGGGGAAACGTTCATGGTGNNAATANTNACCTGAACCTTTAGATGACAAGTAGGGA
GGAGGCCTAAACTCGGNGGCAAGAGGNCTGTCTTTCAGCTCCCTCNNCCGATCCTCTAAT
A
>CL3696Contig1
TAATGAGAGGAACTGGAGTCTCCAGTTTGGGGTCACGGCCTCCTTTCTGTGTCAGCCAGC
CGAGGCCATGGGATGCGTACAGGTCTACACTCTCGGCCTGTATGCTAAATCCCACACTCT
CGGCCAGGTTCACGAAGAAGAATGACCACAGCTCAATCCACCAAGATCTTCTGAACCTGT
GGCACACAAGGACACAAAGGCTAGGACTGATCGTGTCCAGACTTAAGCAGAACTACCTTT
AAAACAGGATGAAGAAAAGAGAAGAAACAACAATGTTTGAACCACAACAGTCTGGCACCA
CGCTGTCAGATAAAAAAAAGTCACAGAGAGAGAAAAGAAAACGTGGTTGTTCTTCTTCAT
TTGGGATTTTGTTTTGCACATTATATTTACTTGAGTTGCGTGGCTCTGTTTGACAAGGTT
TTTCTTGAAATCACTCGTAGTTAAACTTATAGTTTGGTCTGGCTTTGTAAAGCAGCAACC
TAATACTAGACTGTGGGCTTTAACCTTTGAGACTGTCATCGGCGGAACTTCAAGCAATGC
TTGAGAACCCCAAATGACTCTTGAAAACAAAGGACTAGACAGTTCAAGAAGAATGCACTG
AGCTTTTTTTTTTGTTTTTGTTTCCTAGTGTTTATCCTTTTTCGTTCGCTTTGTAACGTA
GAAACCAATAACTAACCGTGGGCTTACTTTCTGACGCAGGACACTAATTATATTGAAGCT
CTTTCGGTGTGTTGCCTCCTAAAGCATGGATCTGTGTAGCCTAACTCCTGTTGTGTTTGA
TAGTTTCCGTTTGACTCCAGTTGGAGAATAGCTACAGCCTGTGTTCAGATGAGATTTGCT
CTGCGTTGGGATTAGAGAAGCTGCAGTAACTGTACAATAGAAGGAAAATAGTTGAAAAAA
AGCCTGCAACCTCTCCTTTCCTTATCTCAGAGCAAAAGGTTTGCATTACTGCCCAAAATA
CACTTGTCTCAGGTTGTTGTCTCACTTGCCAAGCAATTGGAAGGAGAAAAGGAGTTGTTT
TTTTGTTTTGTTTATTTCAAGTTGCACTGTAAAATGTTTTTTTTCTTGTTCTGTTGAACT
ACCAAATGAAAGAACAGACCTGCAGACGAGCAAGGCAGCTTTCTGAGATGAATCACATTC
CCTTTTTGTCCTGCTGCTTCTGCATCCAGCCAACA
>CL3697Contig1
TTTTTTTNTTCAGCTCTCACAGCTTTATTGAGCGGAGCCTTACAGGGTTGGGTAAAGGCA
GTAAATCCAGTTAAAGCGCAGGGGTGACTTGAAATAATCACTTCCACAGCAAGTGTTTTA
AAGAAATTGGCCTAAAAAGAAAAGAAGAAAAACTTCTGCCACATCAAACCAAGTGTATTA
ACAACAGAAAGTTGCTGTCGATCTGAAAACATGCACAGAACCAACCCCCCATCTGTGTCA
GGGAGGAGTTAGGCCCCTTTAGGACAAGAGAGAGGCTGAACTCCTTTAATCTCCAGGGCC
TTGTTGAACTGCACATCCATGGTCTTTGACGCCTTGGTGATCTTCAGGTTCTTCAGACAG
CCTTTGAAGGACCTTTTTGTGGACAGACCTGCCTGGTGGACTCCATCCGGATATCCTCCC



ACGTAGATTGGGTCGTTGGTGTCGCAGGTGCTGGAGCGAGCATTCGGAGACTCTGCTCGG
CTCTTCCGCCCATCCACCTCCAGCTCCAGCTTGTGGCGGAGCTTGGTGGCCGTGACCGCG
TGCCACAGACCGTCGCAGAAACCCGCTCCGTCAGGAGCGTGCTCTGCTGTGATTCTTCCA
GCTCCGTTGTCGACGTGGAAGAGCAACTTCCCCTGGACAATCTCCAGACCCAGTCCATCT
TTGTCCTGGTTACTGACGGTCAAAAGCACGCCGTTGGTTCTGGTGGTTCGGAACTCCAGA
GCTATCGACACATCCAGACCAACCCTATAAGAGGCGACTGCTTTCAGATACCCTGTGCCG
TCAAAATAAGAGCCAGTTTCCGTCTCCCTGAAGCATCTCCCGACCATGTGACTGGAAGAA
GGGGCCGCCATGTTCAGTTTGAAGTCCTCCATGACTGCAGGGGCAGATTTTGTGCCAACA
GGACTTCCAACCATCTTCAAGTTTCGAATGCAACCGTTGAGACTGTAGAGAATCGGTCCT
ATTCTCCTGGTGATGTAGTTTTGTGGTAA
>CL3698Contig1
ATAAATGAAGGATAAGGATTTTATGTTACGTACGTCTTGTTATTTTATTGATGATAGACA
TTTAAAATGTTACACTTTTCACCAATTAGATTTATCCTCTGGAGGTTTCTCTTGGCTTTT
GTGACTTTTGAGTTTGCATCTTTTCTGCTGCAACAACATAACATGTTTAGACAATGACGG
GTCTCAAACTTATGCTCCAAATACACCAAACGTGGATTATTTTCAGTTTCAGGAGCCGCT
GCACAACCCAACCTTTCTAACCAGCAAAGATCACATTTCTCTCATTTCTATTTGGACATC
ATTCCAGTTTGTAAATCTAATAAAGATCTGTGTGATCAGATTCTAATTGAGTAATCTCTG
TTTTCCTGTAAGGTGGAGGAATCAGTTCACAGGAAACAGGAAGTCAGCGGTTTCTGCCCC
TCAGCGTCTGAAGCTGAAAGGACTCAGAGGGTTTTGTCGCAGCCCAGCTGCCTGCTGGGA
ATCATCCTGGTCACGTCGATGTTGTTGCGGGCGAACACCTCCCTGGCCTTCTCGATGGCG
GACTCTGGCAGGCTCCGCGTTCGGCCCAGGACCCAGGCAAAGTCCACATGGAACAGCCTG
AGGACATCGGTGCAGGAATACACCAGCGCCTGGTTGACGTAGTCCGTGGACAGGATCCAG
TACGGGGAGTATGGCAGGACGTAGGAGTAGGTTATCCCCAGCTTGGCTGGATTCTTTGGA
TCTTCTATGATGCCGGTCCCTTCGATCTTCTTCAGCTCTCCTTTTAGGATTTCTGAGCTG
ACCACTCGGATGGAGCTGTCTGTCCGGAGGGTGAAGTTGGTCTCGATGCAGCGGCCCTTC
TCAAACTGAGCAGGCAGTTTGGCGATCTCAAACCATCTCCCCATGAACTGTTTGAGGCTG
AAGGCTTGTTGGACCTCTGGTTCCGGACACGGGCCCCAGTGTGGGACCTGAGCTGCGGCG
AGCGCAGAGATGAGGCCGAACATCACAACGTGCACGAACTCCATACTGAGACCTCTGTGG
TTGGATGGATGGATGCTCCCTCCGTCCAGATCAAGAAGACGTTCT
>CL3699Contig1
GGGTCGGTTTGAGATGCGTGTCGTTGCTGATTTGGAGAGGAGGCTGCAGGTTGACGTGGT
TTTGCTTCAGAGCCCGGTGATCTGGTGAAGGGGGGTTTGTTACAGCTTCAATGCTTCGTG
ACTATTTAGCAGCTCTTACTTTTCGTTCTTAATTTTTACTTTTTATAAATATATCGCGTC
CGAATCACGTCTGGATTATATTCTTAACTCTTCATTCCTTCATGCTGTCAGTGTTTGCCT
CGCTCGTTCGAGGCGTTGGCTTCGTTTCGGTTCGGTTGGCGTAGCCCGAATGCCGATTGA
ACTCCCAGTCACCCTCTCAGTTCTTCTCGTGGAGGCGATTTCCGTTGACGGCACATCCCG
CCCGATCCATAGGAAACGTTCATTAAAGCCGTTTTCGTGTAAATAGCGGCATCGATCCAC
AGCATTTCCAGCCACTCTGCAATTGTCCCGGTTTGCCTTAGCTTACTTTACCTGGGCTTA
TTGTAGTATGCAGTCACTCCTGCGAGCCTGACCTTCAGTGAGTTTGCTCGGTGTGCAGCA
CAAGCAGCTGCAGGCCGCCAGAGGACCATTCTTTTTCTATTTCCCATGTATTTAGTTTGA
CTTCTGTGTGCAAAGATGTTTATCCTTTTGGTATAGATTGTTCCAGATGGCAGTTTAAGC
AATAAAAAGTAAAAAAATCANAAAAAAAA
>CL3700Contig1
CGGCACGAGGCTCCACCTACGCAACAGCAGTCCGTAAGATTCAAACCAATACGTTCAAAA
TGTGGTCGAGACGTCTCCATCGTACCGCAGCAAACGCATTATAAAAGATAAAGTAATTAA
AAAATAAAAAGGAAATCAACACAATTTCTGTTACTGACAGACAATAACAGCCTTTATAAA
TCCTATTTATTGCACATTATTTGCTTTACCTGCTGCCCATGGAAAAGAAGAAACTCCTTT
TGCAAACTGTAGACATTGTTGTGCCATGAAGACCTTTGTATAGATCGATGCTTGACACTC
ATGTAGAAATAAAAGCAGGATAAATATTTTAGGTCTACGCAAGATAAGAAGTATAATCCT
GAAAAACATTCACAGATAATATAATACTGGTTGAAGTATTGTACTCGTAATATGCTGTAG
TATCTTTTTGTGTTCTTTTTTTTTTTAGAAATGTTTTCAGTTTTTAATGGTAACATTTAA
TTAAAAGATGAAGGATGAGGTACGTCTTTTAGCTAGGATTTTTTTTTTAAAGCTCGTCCT
TAACAGTCTGAACAGGCTCCATTTGCTTTCAGTATTAAACGAGCATCTATAAATCAAAAT
TTAGGAGCACAGCTTGGTTTAAAACAACTGTACAGGCTGAATTTAGAAGATGTCTTTAAA
ATGTAAATTACAGGGTTCGTTCAAGCGGCTGCTACTACGTTTCTGTCATCTTTCCTGAGG
TGTTGCATTTCATTTTTTAGGGTTGTAAAGCTCACGACTTCACAATACTGTAGAGCTGTT
TTCGGCACGTTTAGTGTGAAGCTCTTTGATTCACTCACAATAAAGGGAAGGAAGGTCCCC
CCCACTTACAAAGGGGAACCCAAAACCACAGAGCTGTTGCGTGTTTGCTCATGACGCTGT
TGACGGGAAGGCAGTGGATCGTGCTGCTGCTGAGCCTCTACACGCCTTTCACTGTCTTGA
CCACATTTGAATGTAAAAATGTATATTCTGAAGGTTTACAAAGTGCGTCGAGTGGAAATA
AGGCTGTGTTCTGAAAAAAGGCACCTTGGGAAAACTTGAACTTCCAGGACCAACACGATT
TCTGAAAACACGCT
>CL3701Contig1
TTCGGCACGAGGGTTTCACTCTGCAAATCGTCTACTTGTTGAAGAATCATGGCAAAGCGT



GTTGCTGTCATTTTGTCCGGCTGTGGAGTCTACGACGGCACAGAGGTGCACGAGGCTTCA
GCTGTCCTCGTCCACCTGAGTCGTGCCGGAGCAAAAGTTCAGATGTTCGCTCCAAATGCA
GATCAGATGCACGTCGTGAATCACTGTGAGGGGAAGCCTACAGAAGAGAAAAGAAACATC
CTGCAGGAAAGCGCCCGAATTGCCAGGGGCGACATAACCGACCTGGCCAAGTTAAATGTC
TCTGAGTTTGATGCCTGCATCATCCCAGGGGGGTTTGGAGTGGCCAAGAACCTGAGTGAC
TGGGCAGTAAAGAATAAGGACTGCACAGTCCTGCCACAAGTAGAGAAGATCATCACAGCT
TTCCATAAGGCTAAAAAACCTCTGGCACTGTGCTGCATTTCCCCCGTCCTGGCGGCAAAG
ATCATCCCAGGCTGTGAGCTCACTGTGGGCCAGGACAAGGAGTGTGAAAAGTGGCCGTAT
GCAGGGACAGCAGGTGTCATGAAGGAGCTGGGCTGCAAACATGTGAACAAAGACGTGGAA
GAAGCTCACGTTGATCTCAAAAATAAGCTGGTCACCACTTCTGCCTTCATGTGCAACGCT
CCCATACACAAAGTGTTTGATGGAATCGGTGTCATGGTGAAAGAAACTCTGAAGTTGGCT
TAGCACCAGTTTATTTGTTATGTTGTGTTTGATGGATCTGCTGACAATTGCTTGATGTCC
TT
>CL3702Contig1
TTTTTTTTTTTTTTTTTTTTTTCATTACAGCTTGATTTATTCAATCCATATCAAATGAAA
CATTTCATCAAAAGAAAGACAAAAACAGCATAGTGAAGGACACATGCAGACAGTTTTATT
CTATAGGAAACCTCCATAAAAAGGCGACATGGTTTCGCTTCAAGTGTCTTAAAGCTGAAA
AATAAAGACGTCTTTCTGGTTTCAAGACCTTTAAAGTGCAACTACAGTAGTTACAGCCTA
ACAGTAGTAATACAATATTTAATGCAGTGAGAAATGGGGTCTGATCATTTTTTCTTGTCC
AACTGCAGAAAAAGGTCAATTTAAAAATAAAACAACACGTAGAAGATGAAATCCCTGTAA
TGCATAGTCACCTTAAACGTACATCCAGCATGTCGCCGCTCTAATGCGGTTTCAGAGTCC
AAAAGGTTCTAGAGGTGTGGGTCTCCACCATGATCTTTGCTGTCAGGCACATGAGGTCGG
GGTATTAACGAACAGCGGAGCTAAAAAAAAACACGAGATTCATGAGATCCAAACGTGGAG
GGCTTACTCAAACTCCAGATCGGGGTCCAGCTCCTTCTCAATGTCTTCCCAGGAGCGTTT
CTTTGCGCTGGGGAAGTCCTTCCCCATGGAGCCCCGGGTCAGCGGCCGGGACAGTCCTGC
CGAATCGGAGCCCTTCAGTCTGCTGGCCGATATTCTGACGGGGCTGTCCTCCTTGGTTTC
AAACCGACAATCCGACACCCGTCTGACTGAACCTCGAGGCTGCGATGACTTCATCTTCGG
CGGCCTTCCTCTGCCTTTTTTGGCCGGCCTGTCCGGGACGTGGAAAACCCCCCCTCCCTG
GGTCTCCTGCGGCCCCGTCCTTTCCGTCGGGACGCCGTGCGTCGGCCTCGTGCCG
>CL3703Contig1
ATCTGTTTGCATACACACAGAATAAAGTCAAATTCTTGAAAATTGATTGAACACTTAAAC
AGAAATGCCGTTCTGCAGTAACATTAAAAAAAAAAGATGAAGATATTTTTTTTATTATAT
TTTGGGATTAAAAAAATTACTGCAAAANAATGCTGTCCTTTAAAGTCCCACTCTAATCAT
CTTTAGATCTATTTTCAAAGTGTCCCAATGGTCTTTTAATTAGGATTCTGCCGTTTTTAG
CCAAAATCCTAAAACCTGTCATTTTGTAAGACAGTTTCTGCTGAATCATTAGAATCAGTA
GTTCATTCAAAATTCCCCTCTGAGTTGCCACAGGAACACATTAAAAACACCAAACAGATC
ATTTTATTTGGAGTGGGTCTAAATATTTTTTAAGGTGTCAAGTTCTCACATCTCTTATCA
TGTAAGCTCAGCATGCTTTTGTCTTAAACTGACACCTAAACTCCATTAAGATGGATGTAG
AAGGGAGGGTGGAGTTCACTCTGCCTGTTGGCTCTCATTTACAGAAACTGCTGCGTTTCA
GTCTTGCCGCTGATGGTTAAATGCGCAGCGCTGCTTCTAAAAGAATAGAAAATAAACCAA
CCTCAGATAAATACCCCACCTGTGTCTGAACCTTCAGTTTAAAAGCATTTGTGAAACCCA
ACCAGCATTGTTGTACAACCGTTCACTACAGTTTTGCAGTTTCTGCCTTTTATTTCTGTC
CCCATCGTCCATCCGAGACTCCAACTGACCGTTTTTGCCTCTGCAGGTGTTGAATGTGTT
TTACCATAACCCTGGGCACTGTGACATTGGGAGTTGGGTCATCTAGACCCCACTAGACAG
TGCGCTGAACTTTTTTCTTCAAAGATTTGTGATCTTTACTGGTGTCCATGGATAACATGA
AATCCTCTTCACCTTTATCTACCTTTGTCATGGTAGGGAGACCACGTCAATGGTCATCTT
GACCCCATAGGATGACACAAGGGTTAAGGGATTGTGTACCTGTACAGTGTGTGTTGTTGT
GATTTCAACTCCTCATTTGAAGTTGTGCATAAACAAACT
>CL3704Contig1
CAGGCGGGCCATATCCACATCGAGGCGGTCCTGGACAATCGCTTTATTTGTGTGTATTGG
CACCGCGAGCCAGACACCAACTCTGCAGGTCTCCAGCAGCAGGAGCAGAGTTTAGGAAAC
CAGGGGCCTGGGGCCACACCTGGCCAAGGGCTGCAGCACATCAACATGCATAAGGGTATT
AAGCAGCACAATGCAGCTACTTATGTGTTGAACAACATCCCACCCAAGCATCAGCAGAAC
GCCACAGCTGGACCCACAAACCCATCAAAGACAGACAACCTGACTCCGACCTCTGACACC
GCCACCGTGGCGCCTGGACACACAAACACCCAGAAGGGGCCCTACACATCCACAGCTCTG
AAGCCGTCCTCAAAGAGCCTTGGGCAAACAGGAAAAGCTCTGGAAGCACAGGAAGCTCTC
AAGAAGAAGCAGGAAGCTTTAAAACTCCAACAGGACATGAGAAAGAAGAAACAAGAGATG
TTAAAGACACAAATTGAGTGTCAGAAAGCACTGATAAACCGGCTGGAGAAGAACCGAAGC
ATGAAGCCTGAGGAGAGAGCCAACATAATGAAAACCCTGAAGGAGCTAACAGAGAAGATC
AGCCAGCTGCAGAATGAAATGAACGCCGCCTCCCAGGTCTCAGGAGTTAAGACCAGCCCC
AACCAGCCCAAGACCAAAACAGATACCCACAAGGAATTGCTGGATGCTGAGCTGGAAATT
CACAAAAAGATGAGCTCTGGAGAAGATACCACGGACCTCAAGAGGAAACTGGGGCAACTG
CAGGTGGAGGCGACACGGTTGGGTTTAATTCGGCCCCCAGCAGGTCGAGGCCGGGGCCGT
GGAAAAATGCTACAGGGGCCCGGTGCGATACACGGAGGCCGGGGCCGAAGGGACATGGCG



GCGCGGGGCGGGTTGGTGAACCACATGGTGATCGACCACAGACCCAGAGCTTTGGTCATT
CTGGGGGTCACACAGGAAGAGAAGGAGGAACTAAGGCTGCATTTTGTGAAATTTGGGGAA
GTTGAAGAACTCGGAGATCAAGATGCCAACAGTCTCATCCTGACCTTTAGGACAAGAAGC
GAAGCAGAGAACGCGGCCAATCAAGGAGCTAAGTTCAAAGGTCGGATGCTCCAAATATCC
TGGTACAAACCTAAGACGCCCTCAGTCACAACAGAGCCAGAGGAGGAAGAAGCTAAGGAC
GAGGACAGCACGAAGGACGCCAGCTCATATTTGCCAGGCGAGGACAGAGACGAGGAGGAA
GAGGAAGAGGACGACGATGAAGACGACGAGAATGAGAGTCGATCTTGGAGACGATAGAGA
GAGAGAAAAAAATCGGATTCACTCCATTGCTCTACTGAGAAGAACGGAAGAGCAAAGGAA
CTCACATTTTCCTTTTTACAG
>CL3705Contig1
ACTGGATGCGCAGGCCCGGTGACGAAGATGGTGCTCATCAAGGAATACCGTGTTGTGTTG
CCGGTCTCTGTGGAAGAGTATCAAGTTGGGCAGCTTTACTCTGTGGCAGAGGCCAGCAAG
AATGAGACCGGAGGAGGCGAAGGCATCGAAGTCCTCAAAAATGAGCCCTATGAGAAGGAA
GGGGAGAAGGGACAATACACACACAAAATATACCATCTAAAGAGCAAAGTCCCGGGCTAC
GTAAAGATGATCGCACCCGAGGGAGCCTTAGTTTTTCACGAAAAGGCTTGGAACGCGTAT
CCATACTGTCGCACCATCGTGACGAACGAGTACATGAAAGACGACTTCATGATAAAGATT
GAGACGTGGCACAAACCCGACATGGGAACAGTAGAAAACGTGCACGACCTGGACGAGCAG
ACGTGGCGGACTGTGGAGGTGGTGCCTATAGACATCGCCAGCAGAGACGAAGTGGCTCCT
GGAGACTACAAACCCGAGGAGGATCCGGCTCTTTTCCAGTCTAGTAAGACGGGCAGAGGC
CCGCTGGGGCCCGAATGGAAGAACGAGCTGAAGACGGACTGTCCGTACATGTGTGCGTAC
AAGCTGGTGACGGTCAAGTTCAGGTGGTGGGGGCTGCAGACCAAAGTGGAGAACTTCATC
CACAGGCAAGAGAAGCGGATCTTCACCAACTTCCACCGTCAGCTGTTCTGCTGGATCGAC
AAATGGGTGGGTTTGACCATGGAGGACATCCGGCGGATGGAGGAGGAGACCCAGAAGGAG
CTGGAGGAGATGCGTCAGAAAGGTGACGTGCGAGGCACCTNTGCGACGGACGAGTAGAGC
CCGCCGCTGTAGCTCACACACTAGAGGCAGGCTGACTTCGAAAAACGGGTCCGATCCGAG
GCACCAGTGCTGCTCACGAGCATTGAGGCAAATCAACAAACCCCCACCCCCGTCATGATG
ATGTCATCAGAGGCACCCACCAAACCGAGGAGGATGTCCCCCCACCTCTTCTCCTGTCTT
ATATGAATCATCGTGGGGGGGTTTTGATGTGATTGGTTAACAGTACTGTACAGGATCCCC
CCCCCTGGATTCACCAGGCCTCCTGTTCACCCAGAAAACAAAAAT
>CL3706Contig1
TCGGCACGAGGAATGTCCCTTTTTAAGGCAGCTCGTCTTTTGCTTTAGACACATTTCAGA
GGACAAACTGCCGCTGCGCCGCATATCCGGATTTGTTCGCATAATGTCAGACTCCGTTAA
AAACGTCGCGATCTTTGGAGCCACGGGAATGACCGGCCTGGCAACGCTCCCACTAGCTGT
GGCTGCAGGATACAATGTGACCGTTCTGGTGCGCGACCCCGCCAAGCTGCCCGCCGACCA
CAAGGCGTGCAGAGTGGTGGTGGGGGACGTGACGAATAAGGAGGATGTGAAGAAGACCAT
GGAGGGCCAAGACGCTGCGATCATCATTCTCGGCACCAGGAACGACCTGAGTCCAACCAC
CATGATGTCTGAAGGCACCAAGAACATCATAGAAGCCATGAAGGCCAGAGGGATCCGCAA
AGTGATCGGCTGCATGTCGGCCTTCCTTCTTTGGGATCGCTCCAAGGTCCCACCCCGGCT
GGTTCCGGTAACGGAGGATCACGACCGGATGTACGACGCGCTGAAAGCATCGGGGCTGGA
TTATGTGGCTGTTATGCCGCCTCACATCGCAGGAGATTTGCCCCTGACTGAGACTTATAT
GGCGACAGAGAACATGCTGAAGGGCAGAGCCATCTCCAAGCATGACCTGGGACATTTCTT
TGTCAAGTGTCTGTCCACCTCAGAATGGGACGGCAAGACAGTGGGAGTTTGGGGGGAGTA
CAAGTAATCCAAGGGAACGCTTCCAGTGGATCGGCAAGAAAACATGGTTTAAGATCAACG
CATTTGTAAGATTTTAATCAATAAAGTTATTTTTAAATTGATCTAACCGTGTTAACGAAG
ACTAAAGACAAAATAAAATAAATAAAAACATGA
>CL3707Contig1
GGGGTTTGGCTCAGAACGTTTCAGGGCTAATTTGAGTGTTAACAGTTGTCAGGAAAGCAG
GACTGATTGCAGGTAAGCTACCAAACGACGCTAACACACATCTATAAAAACAAGACTTGC
TGAGTAATAAACATGATGTGATGCGGCATAAACATCTTTTACCTGTAACAACGTAGAAAT
GCAGGGAGAAAAACAAACACTAACTAGCATCTTAAGAGTTCACGAAGTGTGTGAAGAAGA
GGACAGACTAAATAAGAAAAAAAGAAAGAAAAGATATTGCCAACCTGGACCATGGCTGTT
CTGGACAGAAAAAAGTACCTTCACTTTGTTCTCTCACATCCATTGATTCACATTATTCGT
TCTGTTCATGTATGACACTGAAATGGGGTTGGACAGTCGTTAGATGGGTGTAAATGTTAT
TCCAAAAATCCCTGCTGTGCCAGTTCCTTAAAGTGTATCGTCCGAGGTTTGGGGTTCGGA
AAAGTTTGAAGGTTCTCACTTTGCTACAATGCTCCTCTCTCCTGTCCAAATCAACTGTCT
GGGAACACAGAGAGGGATTGGGTATGACACGGGAGAACCCAGTGTGTGAACCTGGTGATG
GTGTTTTGGCAGAAGTGGCGGTTTAACATTTGGTCACCGTTAAAATTTGGTTATGAAGTG
CACTCCAGCCCTTTAGTAAAGGCGCTTCTCATAAGAATGGAGTCCATGAATGCCTCCCTC
CACCTGTGCAGACATGGTCCGCTTCTCAAACTTCAGCTCTCCAGAATACATCATGGAACG
CAGGACGCAGAGGCTCTTAGCTCCGATGTCCTGACAGCCGTGTTGAATGCCTGCTATGAG
GTAAGGTACAAACTTGTGGATGGAGCCTTTGTCCTGCACTGAGCCCGAAACGCCCTGAGC
TACCTTCACCTTGTCGCCCTCGCTAAAGTATCGTTTCTGGCTGCTTGTGTTCTTCTCCAT
AGCGTCCAAGGAGCCCATTCCCCGATATTTTTTCAGCCGCACACCATCCGAAAAGAAGTA
CTCTCCAGGAGCCTCTGTGGTTGCTGCTAGCAACGAGCCCATCATAACAGATAGATGCTC



CCAGAGACAGAGCCTTCACCACATGGCCCACAGTCTGAATGCCACCATCAGCGATGACCG
GCACACCGAAACGCCTGGCGTACTCTGCTACTTTATAGACAGACGTGCCTTGGGGTCGTC
CGCATGCCATCACTTCCTGCGTGATGCAGATCCCGGCCATAATGCCCGGGTTTAACGTCG
C
>CL3708Contig1
TCATGGCTGAACTGAGGGTCCAGTATGAGGGCATCACTCGCAAGAACAAGGAGGATGCTG
AGACTTGGTACCTCAAAAAGGTAGATGCAGTTCAGTCTGAGGTCAAAGAAAACAATGAGG
CGCTGCGCTGCGCCCAGACCGAGCTCAGCGAGAGGCGGCGCTTCCTGCAGGCTCTGGAGG
TGGAGCTCGACAGTGTCCGCAGACAGGTCGGCGTGTTGGAGGGAAACCTGGGGGAGACGG
GGCACAAATACACAGTGGAGATGGACCACCTTCAGACCAACTTGATGCAGCTGGAAGACG
AGCTTTCTCAGCTGCGTTTGGACATGCAACGAAACAAAACCGACTACGAACAACTGCTGC
GCATCAAGCAGAACCTGGAAATGGAGATCGCCACCTACAGGAGGCTGCTGGAGGGGGAGG
AAATGTGAGAGCAGCACTGTGCAGCAGTTGAAGACTAATTTTTATATTTGCAGGCCAAAC
CCCATAGAGCAGTCCTCTTTGGGATTCCCTGGGCTTACCTACATCCATCAGTGTCAGAAA
TCCGTTTTCCAGAGATATAAACTTTAAAAATGAAAGGAAAATGTTCAGTCTATTGGTGCT
CAAACTCTAAAACCACCCAGAGCTGCAGGGGGATTGAATGAAATGTGTCTGTACACACTA
TCAATAGACATTTGCTGTAATTTGTTTATTTCTGTGCTTTGATTCCAACTCATGAAACAA
TGTTTTGCAGGGTGAAAGAAAAACCTCCGCCTCCCAAAAAGGAGCCCGACGTCAGGACCA
GGAAGATTGTGAAGGTAGTCACTCAGACCATGATCAATGGAAAGGTGGTGGGTGAGTCCA
GCGAGGTGGAGCAGATTGAAGAGGACAAAAATTGAGCCGCAGATTGCAGAAGTGAAGAAG
ACGTGAAGCCCCGGTGTTTGTGAAACTCCTCCTCTTGATTAGTCTTTGACAGCATGTTCA
GAATGGAAGTGTGCTCTAAGGGCAGTTTGTCGGATTCTGCATTGCTACATTTTTGCCGGT
TGACCTGTCCATTTAAAACTTTCAATAAAGATTCAAAC
>CL3708Contig2
CGGTCATGCTGGAGAGGACCCCAAAGGGCCACGACATCGAGAGCATGATGGCGCAGGCGC
ACGCCATCGGGCAAGAGGTGAGGAAGAAGTCTCTGGAGAACGCCCGGATCATGCTGGAGA
TCGATAACGCCAGGCTGGCCGCCGATGATTTCAGGGTCAAATGGGAAGCCGAGGCGGCTC
TTTGTCAGTCAGTGGAGAGAGACTGTCAGGCCCTGAAAAGAGCAAAGTCAGACCACGACC
AGATCGTCGGAACGCTGCGAGGAGACTTGGACAGTCTGAAAGAGGAACTCTACTTCCTCA
AGAAGAATCACGAGGAGGAGATGAACTCCCTGAAGTCCCACCTTGCTAACGAGCAGGTGA
AAGTGGAAGTGGATGTGACTCAGGGGCCTGACCTGGGGGCCATCATGGCTGAACTGAGGG
TTCCAGTATGAGGGCATCACTCGCAAGAACAAGGAGGATGCTGAGACTTGGTACCTCAAA
AAGGTAGATGCAGTTCAGTCTGAGGTCAAAGAAAACAATGAGGCGCTGCGCTGCGCCCAG
ACCGAGCTCAGCGAGAGGCGGCGCTTCCTGCAGGCTCTGGAGGTGGAGCTCGACAGTGTC
CGCAGACAGGTCGGCGTGTTGGAGGGAAACCTGGGGGAGACGGGGCACAAATACACAGTG
GAGATGGACCACCTTCAGACCAACTTGATGCAGCTGGAAGACGAGCTTTCTCAGCTGCGT
TTGGACATGCAACGAAACAAAACCGACTACGAACAACTGCTGCGCATCAAGCAGAACCTG
GAAATGGAGATCGCCACCTACAGGAGGCTGCTGGAGGGGGAGGAAATGGTGAAAGAAAAA
CCTCCGCCTCCCAAAAAGGAGCCCGACGTCAGGACCAGGAAGATTGTGAAGGTAGTCACT
CAGACCATGATCAATGGAAAGGTGGTGGGTGAGTCCAGCGAGGTGGAGCAGATTGAAGAG
GACAAAAATTGAGCCGCAGATTGCAGAAGTGAAGAAGAAGTGAAGCCCCGGTGTTTGTGA
AACTCCTCCTCTTGATTAGTCTTTGACAGCATGTTCAGAATGGAAGTGAGCTCTAAGGGC
AGTTTGTCGGATTCTGCATTGCTACATTTTTGCCGGTTGACC
>CL3709Contig1
TTTATATGACAACAAACATTTACAGCAATCTTACAAATGTGCAAATACATCCATTTATTG
ACGTACACAAATGGAGAATGTCTAAATTAAAATCTGTTTCTAAAAAATAATTGGTGTACC
AGACACGGTTTGATATGAAGTTATTGTGAAATAAAAACTATGTGCAAGTTCTCTTAGGTG
GATCTCCTGCTGCATTCTGCAAGTCTCTCTTTCGGGATGATGGGTTTGGAACCAGTGCGT
TTTCCTTGTTTTGCTCCACAACTCCAGAGGTTTTCTGAACAGCATGTTCCTGTGTGACCT
TCCTGGCCTTCTCCAGAAACATGTGTTTGTTGTATTTGAACTCTGATGATATGTCAGCCA
TTAATGGGTCATCTGGATTGGGCTCAGCCATAAGCAGCTGAATGGAGGTGAGAACCGTAG
AAATGTTCAAAGAAGGTCTCCAGGCGCCCTTTGGGGGAAGTTTGAGAGCATCATGACAGA
TGCGCCCCGAGTTATCTATGTTCGGGTGGTAAATTGGCGTCAAGAATCTTATATTTGGAG
GCTCAAATGGATACCTTTCTGGAACTTTGATCTCCAAAGAGAAGAGTCCACCTTCATATG
GAGTCCCTGATCCACCCACGATTTGTGCACGGAGGTCATCAATCTGCTCGTCGTTTTGCC
AGCATGTTATCCCAGGAGGAGGCTCGGTGCTCAGCATCTGAAGTTCGCGCTTTAAACGAG
AAGCTCTCTGCATTTTGACACTTTGAACCACCTTTCAGACGTCGAATTTTCCCGCAGCAA
GCGAGATGCCTCAGCTTTCGGTTTGGATTTCCCTCGCTTTGTAACCCGGCCATAAGGCCC
GGGTTAAACGGCGCG
>CL3710Contig1
TTTTTTTTTTTTTTTTTTTTTTTTAGAAAGAAGTTCATTTTATAAAAAACCTGTCATAAA
AAAGAAATACAGACAAAAAACAAGTTTGTGTTGCAAATGTTCTTTTCCTTAAGCATAAAA
TACAAAAATATTAAGAAATGTAAATTTGTCATTCCACTTCCTAGTCAGGATGTTTAGAAA
AAAAACAAGAAATCCAAATTTGCCTCAAGCTAAATGTCCACATTTGATGAATCTGCAGAT



AAGTTCTTCCAACATAATTAATCTAATTATGGCAACAGACTATATTTAATGTGTAAAAGT
TAAACTACTAGCGCATAGAATATTTACAAAACAAGCCACAAACATTTAACCACAGAGAAC
AGAAAAAGTAATATTTTGCTGCTAAAAAGTTTTAGTGAATTTGTCAGTGTTCTTTGTGGT
CCCCATCTTCCTCCAGTTTTCTGATCTCCGTCTTGAGGTGGTTTATGTTTTCTCGACTGG
CTTTCAGTTTGTCTTTTAACTCTGCGATTTCCTGGCTCGTCCTCTTCTTGGCTGCTTCCA
GTTTCTCCTTAGTTCTCTGCTCTAGCTCACCAAACTCAGTCTCATGTTTATAGGCTCCCA
AGGTGAGTTGTCTTGATGAAGTTAGCAGCTGTTGCATCATAGCTGTAGGATCCTGAAAAA
TCATTTCATCATAGAATTCAGAGACAACCGTCTTCTTGGGCATGGCACTGGAATCCGACT
GGAAGAGCTTCAGCAGATGGTACAGAGTCACTGGTCTCTCATTGGGATCTATGAAGAAGA
TCTTGATGATGATCTCAAACTCCCCCCAGCCGGTCTCTGTGATCTCATACGGAGGCTTAG
TGACCACTCTTAGTGGGTTTCCATAGCTCTCGTGAAGCTTGAACTGGATCTTTTTCACAT
ACGCCGACATATCCTCGTTCCTGTAAGGCTTCACATAAACAGTCCACTGATGCGTGTGTC
CATCATCCTCTCTCTTCTTCCCAAAGTAGTGGGCAACATTCCCAAACACTATTGGCTTCA
CTATCGTCACTCCCTTTACACGCCCTCCCGAATCTGGACCGAATTCCGTCATTGTTTTGA
ACATAGTCTCCGGGAAAAAAATAATAAGGAACTTAATGAAACACAAACTTAAACGTTAAG
ACTCAGAATGGGCTTTCTCTTTAGCAAACGCAGCCATTTAAAGACTAAATTTGTTGTAAA
TCCACCGCTCGGGGACGGCGAGCCACACAAAAACCGGAAGTTCAGCCAGCCTTGTAATCA
TTCCGACCGAAAACCCCCGGCCATAAGGCCCGGGTT
>CL3711Contig1
TATATCAACATTTACATCATGTAAAGACGATAAGAAGAATTGGAGGTTTAACCTCTTGAG
ACCCGAACTCTTGATTGGTATCCTTTTTTTTCATAGTCCCAGGGCCTCAAGAGTAAGTAA
TCAGAATGAACATTAATGAATGAACATGAATTGCACAAGAGCACAAGTAACTAAAGTCAA
ATTCCCTGTACATGTGCTGTACTTGGCAAATAAAGTGATTCTGATTCTGATGAACAACAG
TGAAAATAAAAGCCACAATGTGTTGTCTGTGGACGCCAGGTCTCAAGACGTTAATTTACT
CTACCAGGCTGAATGTAAAAACAGTTCTGTATTTTACAAACAAATAAATCCTAAAGGAAA
CATTTATGATAAAAGCAAGCAAAAAGCTGTGCGTGCAGCAACCTTTACAAGAGATCGGGC
GTCAATTACAAATACAAAATTTAAAATCACATTGTGATGAGGCAACACAGACACAACATA
AGAGGGCCAACATAAAAAACAAAATACAGACTATTATTAATGAGATGTACAGTTTCACAT
TATGCTAAAAGTCTTTTTTTATGTCATCTAGTATTAGGCGGACAAAACATAATAGCATGT
GTTTTTTAGCGTGGCGTGCTACATTAGCATTCTCTTTAAGGTACATTATAACTTTGTTTT
GTCACTGTTGGACAGACGAGTGGAATAACATTTGAAAATACTCAGATTAAAAATCTTTAC
AAAACACAAATAATGAAAAATGTAATTGGGCTTCAACTGATGCTACAGAGAGATGTGGCA
TGCCACTGCTAAAGTCAGGACAGTAATTTTAAAGTTACTTTTTCATAGGTTTTAAACATA
TTTAAAACCAAGACTGTTAAAATCAAAATATAACACCCCTATCCAACTTTTCTTCATCCA
AATGGATTTGACATGGTGCTCCTACTTCAGCATAAAGAAGCAATGTAACATTGTTTTTAT
TTTGACACTAAAACTGACAAAAAACTCAAACAGAATTTTTTTGAACTACTGCATTTTCTT
GTGCGCTTGTTAATCCAATCGTACATCAATTTCCTTGGGGACGTCTGATTTGCCCTCCAG
GATTTGCTGGATTTGATGGAGCACTTTTTCATGGAACACCATGTCTAGATGGGCCAGTCC
TCTGTACTCCGTCACATGGACTGGCTTCTCCTGCTGGCCCTCCCAGCGTTTGCACAGACT
CATGCTAAAGCTGTCCACTGTGTCATCCCCGTCGGCATAAACATAGTCCACCGGGTCTGC
GTTTGGAAAATCTTCATCATAAATATGCGTCACAGGAGTTGGAAGCCCGACGCCGTACAT
GCACCACACCTCAACGCCAGGCGGGTGGAGAGCACCAGTTAGGTTCTTGGTGTCTTCCCA
CATGTGCCAGCCATTCTCAAAGTCCC
>CL3712Contig1
CATTTTGTTTTATTTATGTCTCTTTATTTTTATGAGAGGAGGAAAACACTTTTCACCATG
ACGTCCATGCAGTTATTTAGTCATTTTAAAGGCAAGCAGGTTTTCAGTGCGACATGGCAG
CATGCTCATGGTTCTGCACAAGTCTCTCATCACTGCAAACAGGTTTTTTGTTTAGGGGAG
AGTAAGCCTGTTGGGCTGCTGCCTCCTCTATGGCTCTTTTGATTGGCTGCCTGTTCCTGG
CATGTGCTGCTTCAGAAGGTTCCGGCAATTCTTCTGGGTCAAAGCCAAACACCTCTCTGT
GGATCTCCAGGGAGGCCTGGGTGGGTTTCCTGTTCAGGATCTCAGAGAGGCCTTCAACCT
GGACTTGCAGAGTAGTGACTGACTTTATAACCTGGATGGCTTCTCTAACCAGCCCAGGAG
CTGCTGCTGACAAATCCTTCATGAGACCCTCTTGTTCAGGGTCTTTGATCAAGTCCCGGG
GTTGAACGGCAGGCTCATACAGGCCCATGATCTTGCGCTCTGCTTTGAGCGAGCGGACTG
CATGGGGGAGGATTTTCATGGGAAACACCCGACGCCTTCTGGTGGCTTCAATGATAGTTT
CATCAAGAAGACTTTCCACATCCACGGCCTGGTCATGTGCTGCAGGAGCCTCCCCCCAAA
GAAGTCCATCTATTAGTACGTTCCCCTGAACAGCAGCCTCAAAGTCCGCCTGAAGCTCCC
GCACCAAAGCCTGCCGCGTCTCCTCGTCCACGGCGGCCTGTCCGTCCAGCGCGCTGCTCA
GGAGCTGCTTACCCCTGTCGATCAGCTCCATGACTCTTCCCTTTGACCTGACCGACACTC
TGCTCTACGGCTCGGAGTGTTGCTGTGGAGGAGTCCAAGCCGCCATCTCTCCCGCCAAAT
GATACAAACATTT
>CL3713Contig1
TAATAAAAACCATTTCATGGAATAAATCATGCTCAACTCTTATCAGGCTTAAAGCAAAGC
ATACTTAGCATAATGGTTCAATCTATTTTTTCAAATGTTAAAAACAGCAAAACAGTTATT
GCATCCAATGACAAAAAAGGAGAGCTGGGAAATGCCAGTGGCTGTTAGCATTATACTGGT



AGAAATGAACTGATGCTACAAATTGCTATTGTGAACAAAGGATGCCATCAAGTGCAAAGA
ATTACAACAAAAAACAATTAAAAAAAAACTTGTATTCAGAGTTGTCCTCTTTTTTAAATG
TCTCTTTCATAATGCATCATTTATTCTTTAAAGCAACAATATCCAGAATAGGATGTTATT
GCTCAGATTAAGCACCAATTACCACACACCGTTTAATGCTTTTCTTGTGTTTGTAGTTCA
TCATACTGACTTTTTAACCATTAACAGCAAGGCAGTAGAAAAATACAAACCCCAAATGAA
AGTGAATGCTGTTATTTATGGTATTATCATTTAAAAATCCTTTTCTTGAAGTTGAATCCA
TGGTTGAGGCTGCCAAAATAAAATGTCTTATGCCGACTGGCCCTGTGAGGGTCAGTGAGT
CTCTCCGTTGACAGACGAGCCTTCCCCATGCGGCGAGGAGCATCTGGAAATCCCTCGCTC
AGTGTTATCAGAACTGGAACCACTTTGACTCTGCTGGTCCGCTGAGATGGCGCTCGCCGA
TGTCGACGTGGGTTTGGCTTTCTCCTTAAAGTCTGTGATAATGACTGTCAAGTCTCCGAC
CGTGACTTCAAGATGCTGGGCGCTGCTCCTGTCTACGTTTTTTAATCTGGGCCTTGTTTT
TTTGTAGCTTTTCTTTTTCATTGTTGGGTCTTTATCGCTTTTGTCCTTCTCAGATTTGTC
TTTCTTCTCCTTTTTGGGGTGTGTTGGTGGTGCAAACTGTTGATTCACTTGTTGTGCAAC
TAACTGAGAAACAGGCCGTGGTTTTCGAGTAGATGTGCCCTTTCTGACATCACATATCAT
GCACTTGAACGCCTCAGCGCTGTTCTTGAACGTACACACGCTGCAGTCCCAGAACCCATC
GTCTGAAAACGGCTTGGACTGCCGCTTCGGCCTTGTGGGACTCTTCTTGTCTCCCATCAT
ACAGAATCTGTTGTCAGAGGAGTTGAAAACGATAGCTTATTAACGGTGGAAAATGGGCAT
TTAGCATCTACTCAGCTGTCGTGGAAACTAATCCCCC
>CL3714Contig1
TATGAGCTGCTGACGGGGATGGAGCATCTCTACCTTTATGCTCGGCATCCGGGGGGTCCC
AGAGATCGGAGATCCCCAGGGTGGCAGAGTGGGGCATCAGAAAGCTGGGCCTGACAGAGT
ACGCCAGCCGCTGTGCAGGAACGTACAGCGGAGGCTACAGGCGCAAGCTCTCCACCGCCA
TCGCCATGATCGGCTGTCCCGCTCTGGTGCTGCTGGATGAACCCACCACCGGGATGGACC
CCCACTCCCGCCGCTTTCTGTGGAACGCCATCATGAGCGTCATTCAGGACGGACGGGCCG
TGGTGCTGACGTCACACAGCATGGAAGAGTGTGAAGCTCTGTGCACCCGGCTCGCCATCA
TGGTCAACGGGACCTTCAAGTGTCTGGGAACCATCCAGCATCTGAAGTACAAGTATGGGG
ACGGCTACGTAGTTACCATGAAGATCAAGGCAGCCAAAGCAGGGTGGCCCCCCGAGCTGG
AGCCCGTGGAGACCTTCATGGAGACCTCCTTCCCCGGCTGCGTCCAGAGGGAGAAGCACT
ACAACACGCTGCAGTACCAGATCGCCTCGTCCTCGCTGGCCCGGATCTTCCAGCTGGTGG
TGGTCAACAAGGACAGGCTCAGCATCGAGGACTACTCCGTGTCCCAGACAACCCTGGACC
AGGTGTTTGTGAACTTTGCCAAGCAGCAGACGGCAGAGGATGAAGATGCCCTCAGACGAA
CGGTGAACGCCAGGAAAGACACCAAGATCTCCCCAGCAAAGAGGAAAAGATGAAGGTTGT
AGCAGCTACGGTCTTTACAGCAGCTGGATCGGTCCTAACTCCATGTTTCTGCTCACACGG
ACGCTTACATTTCCACATCATGTATGAAGAATGAATGAAAAAACTCTTAGGCACATTTTT
TGTCAAAGTGAAACTCAGTTTGACTGATTTACATGATTATTGATAAGTTTGATCCGTTCT
GACAGACTGTCAGATGTTTACTCCTGCTTTGCTCCT
>CL3715Contig1
TTGTCAACTAGTAGTTAAGACATGAATTGAATTAATGCCATATCAAATGTCAAAGTCCGC
TGTTGTAAAGTGCAGATTTCAAAATCAGGTTGCCCTGGGTGTTTTTTTACATTTAGTTGG
TCTGTTTTTACTTCTTCCAACTGCAATATGAAATCTTGCAAATTACTGAAAGCCCTTTCA
TCAACCCACACATCCGAAGTTTATGTGCAAACAAGGTCATTCACAGAGCTTCCTTCGGAG
CATTCACTCACACACACACACACACACACAAACACACACACACTTGCTTGTGATGGTTTG
AAAAAACCACAAAGAGTTTTCCTAGGAGTCGTCACCAAAGCGCGCATCTGATATGACTAT
TTGGTTGTACACTGCTGCACATGCACAGTGGGCAGAGATTGGCAAGCCACCCCGAGTTTG
TCTTCATAAGGATTTAAAAAAAAAAAAATGGCATCAACGGTCAGCCACACGTGAAGGTCG
AGGTCACTTCAGTGTACGAGCCAGCTCTCTGCAAACTGCATACAAGAAGCACGGGCCGCA
CGTCACTCGCTCGCACAAACACAGTCATCCCGACGCATTCGCTCCTCCTACGACGATCAG
CACGATGGTTTTGCAACCCCACCCTATTGAGTGAAGATACCGAAGTACACCGCAGCAATG
AGGTAAACACAAACACCGTATTGCACAGACGATGCCGGCTCAGAACACAAGTCCTTTTCC
AACAGCCCAGCCTGTGCATAGGAAGGATAAAGCACTTATGGTGTTCATTCACTCACACAC
ACACTCTAAATCCCATCTGATAAAGCTTTAAACACAAAAATGGAAAATGATATCTGATAT
CCTGATCTGTATGACCTATAAGATAGTAAAAGAGAATCCTGTTGGTGACCGAGGAGGGAG
GGTGCAAAACTGTTGGCAACAGTGGCGAGACGAGCAAAGAAAAAAGAAAAAACCTGAAGT
CCAGCATACATGCCTTCAGCTGTTTGAGAGCTGAAGCAGACATGTTGAAACCGGTTGGAC
CAGCATGGAGAAAATCT
>CL3716Contig1
GCACGAGGCAATTATGTAGAATTTAACCACGGTAAGATTTAGCTTTTGTTGAGTCTTTCT
CACTTTTTTCATTAGAAACTCCCCCCAGCACTGTTAGAAAAATCATTTTACTAAATGAAT
AAAATACAGAATTTAAGGATCGAAATTGTAATTTTCCTTTTAAGCTTTGAGTGCTTTAAT
GATAGCTTTTGTCTCAAAACACGAATACCTAGACAGTTTTTTTAGATCTTTGGGCAGTAA
AAGGTCTGAAAACTTTATTTTTGTTCAAGGCTGTTTATTTGTCTGGTCCCATTAGTTTAA
CGATCTGGAGGTCTCCTCTGTGTTTTCTCAAAAAATGATTATAATAATGTGCAAGATGTT
GAGATAATAAACCTAAAATTCCGTTTCTGATGGACAAACTTTTAAATACAGCATAAACTC
CTTTATAACCTTTATTTAAGCATTTAATCAGTATGCCAGGTTTGTAAAGCAAAAATCTGT



ACTGTGAAGAGCTTGACACTTCACTGCCACTTTTCCTGTTGTTGTATTATTATTATTTTT
TTGGTACATGTGTTTTAAATATGCGCCATAACAATGCAAGATGTATTTTAGAACATGTGC
AATTATTCAGTCAGCAGTGCTGCAGGTCAGATGTCAAAACGATATTGTGAAAAGTGACAC
TTCTGTTTTTTTTAAGCTCCTCATCAATTCAGCTATTCTATATATTATTGCTATTGTGAA
GCTTTTTAATGGAATATAACAAATTCAAATAAAAATGTTCTTAATAACAAAAAAAAAA
>CL3717Contig1
GGCTCCGGGCTGTCAAAAGTACACAGACATCAATAATCGCGGGTCCAATGGTCAGGCGGC
CCCGCCAGCGTCTGCCCGCCTCACACTGCGGGCGGACCTGAACCCGCGCGGACGCATCCT
CAGCAAGGAAAGTTCGGCTGGTGCAGAGATGTCAGAACCGACCCGGTTCGTGAGTCCCTT
CCACAGACCGCGGATGGTGGCCGCCGCGGCTCCGGCGGGGAAAGCCAAGCTCACCCACCC
CGGGAAGGCGATCCTAGCGGGTGGAATTGCTGGAGGAATAGAGATCTGCATCACCTTCCC
TACAGAGTACGTTAAGACTCAGCTGCAGCTCGACGAGAAAGCCAACCCCCCCAAATACAG
AGGAATCTCCGACTGTGTGAAGCAGACGGTCAGCGGTCACGGCGTGCGGGGACTCTACCG
CGGTCTGAGCTCGCTGGTCTACGGTTCCATTCCCAAAGCCGCCGTCAGATTCGGCATGTT
CGAGTTCCTCAGTAATAAAATGCGGGACGAGAGCGGAAAACTGGACAGCAAACGAGGATT
CCTGTGCGGGCTCGGCGCCGGAGTTGCAGAGGCCGTGGTCGTTGTCTGCCCCATGGAGAC
CGTTAAGGTCAAATTCATTCATGATCAGACGTCAGCAAACCCAAAGTACAGAGGCTTTTT
CCATGGAGTTCGGGAGATCGTCAGGACTGAAGGACTGAAGGGAACCTATCAGGGGCTGAC
GGCTACGGTTCTGAAACAAGGATCCAACCAGGCCATCCGCTTTTATGTCATGACCTCTCT
GAGGAACTGGTACAAAGGAGATGATCCCGACAAAGCCATCAACCCCATGCTGACCGGACT
GTTTGGAGCGGTCGCCGGTGCCGCCAGCGTGTTCGGAAACACTCCTCTGGACGTCATCAA
GACCAGAATGCAGGGACTTGAAGCTCACAAGTACAAGAGCACGGCGGACTGCGCCATGAA
GATCATGAGGCACGAAGGCCCGATGGCATTCTACAAAGGTACTGTCCCCCGCCTGGGTCG
GGTTTGTTTGGACGTCGCCATCGTCTTCATCATCTATGAGGAGGTGGTGAAGGTGCTGAA
CGTGGTCTGGAAGACGGACTGAGGTGGAAACAGGAGAGCTCTGGCAGGCTGCCCTGGGCT
CCTAGCATCTACCTCCAAGTGTTATGAAACAGGAAAAAAAGACTAACATTGGTTTTATTT
GTCATGTTGTTAAAAGCAGTAGAAGAAAAGCTCTNGGAGGTGGAGGTGCTGCTTACATTT
GACCTCTTTCCCCTAAAAATCTGTTGAGCTCAGGGATCTGAAGAGCAGAGAAATGTGAGC
ACTAACCACCGCTGGATGCACTTAATCATAGAGAAACCGAGAACATGAAGGTTTCAGGAG
CAAAGCTTTTCTAATTTCTAATGTGATTGATGTATGTAGTGATTTTCAGATGTCATCTGC
TGCCCAGCAGCAGCTCAATGCCTTAGATCGCAGATCTTCAGATGAGAACGTGCAGAGAGC
TTGTTTCAATTTCAATTTCAATTTCAATGTATTTGTTTGTAGGCTAAGCCCCTTGAGATG
TGTCATCTCGTTTTCAAGGGGGTCCTCAAAATACAACAAAACAAGCAAATA
>CL3718Contig1
ATTCGGCACGAGAAAACACCATGGAGGCCATTCCTGCCAACTCTCTGAGCGACGTTCGAG
CTGCGGCGTTGAAGGCCTGCGTCATTGGAATCGATGAGGGACAGTTTTTTCCAGACACTG
TGGAGTTTAGTGAGGAGATGGCGAATCTGGGGAAAACGGTCATTGTAGCTGCTTTGGATG
CAACCTTCCAGAGGAAGCCGTTTGGGAACATCCTGAGCCTGGTTCCTCTGGCAGAGAGCG
TGGTGAAGCTGCACGCCGTCTGCATGCAGTGCTACAGAGAAGCTGCCTACACCAAGAGGA
TTGGAGTGGAGAAGGAGGTGGAGGTGATTGGAGGAGCTGACAAATACCAGGCGGTGTGCA
GGACGTGCTATGGAGGACAAGAGGACAAAGAGAACACGAGAAAAACTCCAATCAGAGCAG
GAAAAGAAGTGGAGGCCAGTCTTCCTCGGAAGGTCTTCTCCCACCTCCACCTGTGACGAC
GAGAGCAGCACCTCTGTTCTGGTTTAAAGTGGACAATCAGCCGATCATTTTCTGTGTATT
TTTTATTCATTTACATGAAGCACTTATGGAGTGGTGTAATTTTAGCTTTTCTTAAGTGTT
AAGTTATTTTTATAAACGATTTTTTCATCATGAAAAAAAAAA
>CL3719Contig1
CTGCTGGGCCTGGTGCTGCAGGAACGGGGACACACTCCCCGCCTCCTCGGCTTCTGTGGA
GACCTCTACATGACTGACCGTGTCCCCTATGGGCCTCTGTACGGTTTCGCACTGCCGTGG
CCACTAGTGTCCTGGGTGCCCGGCAGTTTGCAACGGACTATGGATCAGTGGTTCACCCCG
TCGTGGCCTCGCAAAGCTAAGATCTCCATGGGCCTGCTGGAGCTGGTCGAGGACGTCTTT
CATGGCACCTATGGCAGCTTTCTGATGTGCGACCTGGCAGCGGTGCACTTTGGATACACA
GACCGGCACGAGCTTCGCTTGACCGACACTCAAGTCCTAGTCCCTGAAGACGAGTTCAGG
CGCATCATGCGAGCCCTGAGGTGTGAGACGGATGCAGACTGCGTGTACGGAGCAGACTGC
CAGACGTCGTGTGATCTATCGGAGAAGCGGTGCGGGGAGCAGCCGCTCCGGCCTAACCTG
GCGAAGGCATGCCGCACGCTGAAGGACTACCTCCTACGTGGAGCACCGTCAGGAATGAGC
GAGGAACTGGAGAGGCAGCTGTTTGCCTGCATGGCCCTCAGAGGGAACTCCAGGCAGCTG
GACATGGAACATTCCCTCATCCTCAACAACCTGAAAGCCCTATTGTGGAGACAGATCTCC
CATACCAAGGACTCGTGACCGAGGAATTCCCTCTGCGAGGAACAGATGCCGAGTGTCTGC
AGCATCCATGTCAATGTTGTCCACCTTTCTGCACATCCCGTCACCTGTGGGAATCAGCCG
TCACTGATTCTCACAGGTGCTTTGGCAGACTTTTACGCCGGATGTCCTTCCTGACACAAC
CCTGTACTTTATCCGGGCTGGGGACCGGTACAGGGATACTCCGACTCCAGCCCCCCTATG
GTTACAATTAGGATGTAGCACAAAGTGTCTTACCAAGGACCCACACTGGATGAAGCTCAC
CGCAGCCCCTGGGAAATCAAACCCTGGTTTCCTGTGCGCCGCTCCCAAACGCAGCTGACT
GAGCCGCCCAGACCAGCAGCATCAATTTCTGAGGACGGTTTTGCTCTTTTTCAGAGCAGT



TCACAGCAGGTTCTACCTCCATCGTCCTGTAACAGGTCTGGGGCATGAACCTGTCTGCAG
TCAGCGGCACCTTTCCCATGATCCCCTCCATCCAATAGCTGACGTGAGTCCTGTTGGAGG
GAGAGAGATGTGCAGTGACCTGCCTTCTGTGAGTGCACTTTACCCAAGAGGAGTTTCCAG
TTTGAACAATGCATCGAATAGAAAAAACAGAACTAAAATACGAAATGAAAACTAAGAACA
ACTTTCACCAACATCCAGTGATGTTCAGAAAAACTGCAGCCATACCAGCCAGATGAAGAT
GTCCTTTACATTCACTAGAAAGATGAACAAACTGTTACAGACACAGTAACCTGAGGCTCC
TCCCCCTGCTGTTGAAGGGACCAATACAGGGCCGCCCTTCAGGTGACGTCCACCTGAACA
GGTTTCTGCTAAACATTCCGGTTCATGGACTGAGAGAAATGCGAAGGTCCGTGCACAGGC
GTGCTCCGCTGTTCACTACAAAATGCTGACTCAGCATCCGTCATGTTTTACTTCTCACTG
TGCCACTGAGAGTCCAGTCACTTGTGATTGTTTACATCTAATGCTGTTCGCCATTTCCCA
TAATCCTCCTGTCTCATGCTGCTGTCCAGTCTGAAAAGGATTTCCTGTTTGAAGAAGCTG
GCATGATATTGCACAAATAAAGAATCCA
>CL3720Contig1
GAAAAATGTGTCTAAGAAAAAAAGTGTTTATAATTATACAAAATATTTCAGTAAGGACAT
GTTTCCCCAGCTGTTTTTGAGCTTCAGGGTTATTCGTTATAAAGTTCTCTTTCATTTGAA
CCCCTCAATTTTGCAGGAGAACCACAGCATTCAAATACATCCCTTATTCATTAACCCATT
ACAATAAAACAGCTGTTAATACTCTTTAGTTTTCAAAAGATTTTTATGAATTATTGCCAG
TTATCATTTCTGGTCCCTGAGATGTTCATCTAAAAACTTCCAGTTTTACAGCCACTGAAC
TTATAAAAGACAAAAAAGAAAAAGTTACATCGAGTCTTTATTCAGAGCTTTATTTGGATT
AAAAAATTTAAAGGAAGTCGTTTCACATTTTTCAAAGACAAAAACCAAAACAAAAAAATG
TTTTTACACTTTAAAAAGTGTTCTGCTGCTCAGTTGATTCTGTTTTGCAACTTGCAACAT
ACTTGCAAAAATACATGTGACTCTGTGCAGCTTCTGTAAGATATTGGCTCACGATCCCTG
CGTCCTCCTCCATCTGAGTCACGATGGTGAAAAGAAACACTTTTCAGACGGAGGACTGGA
GTTTGCCTCACTCCAGCTGAACAGGCTGGATGAGGGTTTCCAAGAAGAGCCCAGAGTAGT
TTTCTAGATCCTGATGCTGGATCCAGCTCTCCTCCCTGATTCCCCTCAGCTGTCCTTCTA
GCTGCTCTGATGAGGCTTCAAGAACCAGGATGACTTCATCCTTCTCAAACTGCAGCTGTC
CTTTCTCAGTCGGTCCATGGCTCTCTACTGCCACCGCCTTGTAGAGAAAACCAGGTGGAT
TATGGGAAATGGAGTCTTCAGTTGGTTCTGGGCTCTCAAACGTCTCCTCGGCCTCATCCT
GCTCCTGATCGGGTGGGAGTAGGGCAGACCGGCTGTCAGAGGCCCGGAAGGACAGGCGGG
GGGCTGGAACCGGTGCAGGTTTGGTCTCTGCCTCGTTTGACGGTGGATCATCTGCTGTAA
CCTGGTCGAGTGTCTGTGTGGTAGCACCATCTGAAGAACCAGAGGAACCTTCAACCTCGT
GACTTTCAGTTTTTTCCACTGGAGCTTCGGCCCCCGGCCATAATGCCCGGGTTAACGCGC
GCTGA
>CL3721Contig1
CTTACGGCAGCATGGCAGCCTGCAGGATTGAGCGAGGTTCGCTTGAGCTTTGAGAGCGAG
CGCAGGTAGAGTCGCGATGCCCGCGCGGGCAGCAGGTCTGTCTACCGCGTGAAGAAGATG
ACGGCGACGTGCTTCGGGCGAATTTCGGTTCCCTTGCTTCGCTCCGCTGCGCGTGCTCCC
TTCGCGGGTGTGTGTCGCTTCGAGCCCGCGACATGGCGTCTTAGACACGCACTTGTCACG
GATCGTGCAAGATTAACGCCGAGTGTGGTGAGCGGCGCTTGGCTCCTCGGTCATCAATGG
ACGGGACACCGTGGCGCGTGTCAGACTGCAGTCCAACAGGTAAAACTGACACCCTGTCAC
GCACGCGGAGCTGTGCTCGAGCACTGGATAGGAGGTCACGGGGGGTCGAGTGCCGGGTTC
TCGTCCTTGCTGCCCCTTGGAGCGCGAGGACTGTGCAACAAAAACGCAGATCCTCCGGAC
ACCCCGGTTTCAACAGACCGGGAGGAGGGGGCGGAACCGGGCCAAGGCCTGTTCAAGTTC
AAAGAGCTGTATGAGAACCCGTGGACGATCCCGAACCTGCTGTGCGTGTGCCGGATTCTG
CTGGCTCCCTTCCTGGGTCACCTGGTCGTCCAGCAGCGCTTCGACCTCAGTCTGGCTTTG
TTCGTGCTGGCTGGAGCCACAGACCTGTTGGACGGCTACAT
>CL3722Contig1
GACAATAAAAACCAACCTTATATCAGAGCTGCTTAATTTATTTCTCATAAACACATTTTG
TCTGATATTTGTCTAAAATACTAGAATCCAGGAAGCTGGAGACGCCGACCGGCTGTTGAA
ATCTCTGCTGGCTTTGAAATCACGTCGACTAAAGCAATAATTAGAGTTCACAGTGTAAAA
AAGAAAAATATACAAAAAGGCATCGAACCGAAGAGGAAAACGCGTCTCTGCGCCCAAACT
GGAGTCACATTAAACGGAAACGGCTCTTCTGGATGACTGACGGCGCTAACCCGCGGCGAG
CAGCTCTGCGGGAAGCAAAAAACACTGTTGGCGTCATCCGGTTTGGCACAGAAATGTGGG
CGAGTGTCAGGAAAGAGAGAAAGGCCGGAAGGCCTCCCGTTTGTGCAGCCGGGGAGGTGG
TCGCCCAGAGGAGGAGAGCGGAGACGCATCAATACAGGTCCTTCCTGGAGCCCAGCGCCG
GGCGGCTGGAGGAGCAGGTGGCGCTGCGGATCACCTCCATCCACCTCTCAAAGTTGTACT
CGCTCTCTGACCTGAAGTAGTACACGTGGGACTTGAAGTGGAGCTTGAAGACGTAGTCTT
TGTGGATGTTCTCGGCCTCGGCGGGGACGGTGACGGAGTATCCCAGCAGGGGGAGGCTGG
CCAGGGGGTACTCATCCTGGTGAGACTTGTAGAAGAAGAGGCTGAAGTTGGTGAAGACCA
CCCAGAGTTTCTGCCAGCCGTTGCTGTTCTTAAACTTCCTCAGCAGGTTTCCAGACAGCT
GGTTCTCCACGGCGATGCTGAAGTCCACCATGGACACGCTGGTGTTGCGGTGCCAGCAGA
CGTGCACCGTGGTGTTTCCTCGTGGACACTGGCGCTCCAGGGAGGCGCGCAGGCCGCCCA
GCTCCTCCTCCTCCTCCTCCGCTCCGTCGTCTGAGAGCTTGTGCTCCGGGGGGCAGGGGG
GCAGCAGGCCGGCGGTCTGCTCGGAGAGGTCGATGGCCATGCGGACGTCCTCCACCCAGC



GCTCCATCTCCGCCGCACAGCTGGCGGCGACCACCAGCGACTGCCGCTGCCCAGACAGGG
TGAAGGAATGCGGGACGCCCCACTCCTCCTCGCTGTCCCTGATCGTCATGCCGTAGAGCG
GCAGCTGACCGTGGACCTTGAACTGGTTGGATGGAGTCGTCCCTCGACTGGTGTACAGCA
GACAGTCGCTGAACAAGAAGAACATCCTCTGCTGAAGCCCCTTCCCCGAGAGTTTGCTGA
GGCAACCCAACCGGATGAACTCCCGTCCGGGAACCACGATGTTCTCCAAGCCCGTCAGAT
CCT
>CL3723Contig1
CTTGAACCCTGGAGCAGCTCCTGGAGGCTATGCACCTGCCCCATTCCTCCACATCCTGCC
TCACCAGCAACCACACTCTCAGCTGCTGCATCACCACCTAGCTCAGGATGGACAGGTTGG
TCCCAGCCAGCGTGGTCAGTCCAGCAGCCTGCAACAGAAGAGCCAAGTCAATAAGTCGAG
CTACGGCAGCTCCCCCTACTGGGCCAACTGAGAAGGCCTCATCTGCGGTGTGCTGGTGTA
TGTTTCCGCGTGGACACACACCAGCACCCAGGGCGGCACTATTGGATCTGTAATGACGAG
ATCAGAGGGACAAACCATTTTACAAAACAAGCTAAACACACACTACCCCCACCCATTCCC
TTTTTTTTCGCTCTGTATATCCCCCTTTTCAAATTTATGGCTGTTGTATGTAAAATATAT
TTATGTATTTATACAGTATATATGTATTGGTAGGACATAAAATGTGGTTTTCTGCATTGT
TTTTATTTTGAAGGACATTTTATTTCAAAAAAATGTGGCTAGATGAGAATGCTCATGGAG
ATGAATATGGTGAATATACTTGAACACGAGCATCTTGTGATGTGGATTTTTCTTTTTGTA
CGCCTACATGGACTGAGAATGATGTAAATAGATTATACGCATCATTTTCATGGCAAAAAG
CCTTTTTTTTTATTTTAGAAAATAATGTTTTTGTAACTTTGGTCTCCCCCATCTGTGAAT
CCTTATATTGAGGGTGACTTCATAGCTTGATTCTTTTTTTCCCCCCTCCTCCTTTTCTTT
AACCCGTCGTTAAATTCTGAATTACTAGTTGGCTGGTTTGACCGGCCCAGCCTTGGATTT
GATGTTATTTTAACATTGGTTTAATCCCGTGCTGTCCAAAT
>CL3724Contig1
AATGACAACAAAAACAGTACAGTCATTATGGACAGTCATGGTACATAAATGTGAAGAAGC
CACGCAGGAGACGCACAAAAAATGTACTTTAAGGGGCACTGATTTGTCTGTAACAATGTA
AAATTATTGTAATTTATTGATTGATAAAAAGGCTATTTTAAGTCATTCTTTAAAACAAAA
AAATGCTTGTCCCTGTCTTGATGCCTCTCCAGCACAAATATTCATGCACTCTTGAATGCA
ACAAATAATGTTCAACCGATCTAAGTTGAGTGTCAACCTCAACACATACGTAGTAATGCA
TCTATGAGCCAGCAGACTGGAGGTGGCCTTTGTGCACATACTCCAGAGCGGTGGCAATCG
TTCTCATATCCATCTCAATACTGCGGGCCCAGTTCTCCACATCCCCAATTTCCTTTAAAG
CCTGGTTAAAACCCTCGACCATGCCGATCCACTGAGCAGTTTGCTTGGAGAATTGGCCTG
CTTGCACTTGGAGTGTTTTCACCTCGTGGTCCAGCTTACGTTGGTTTACATATGCTTGTG
CCACTCCAACGTTCAGATGGTCCACCAGGGATTCGGTCAGACATGTGGCTGCAGCGATGG
CTTCTCGTCTTCGCCTCTCTTGTAACTCTTTCCGCTCATTCTGCTTCACCTGATGTTCTT
TTAGTAGTCGGGACAGCATTTCAATAAAGTTTTTAATTTTTTCTAATTATTAAACAGATA
AATATATGTCCTTCAGATTTCCATACTGTCGACCGTGTTTAAATGGTTAACGCTGTCACG
AGATGATGAAGTTGGTGAACGTCCCCCGGCCATAATGCCCGGGTTAANCNGCG
>CL3725Contig1
CTCAATGAGTAACCCCAACTGGTCCATCATCTCAGACCGTGTCCCAACTGATCACCCCAG
CCCCTCCACTAGACCCCGTAGATGTGACAGACGTCAACTACACCAAACGCCCAAGAGGAT
AGCCCCAACCNGTCGCAATGCCAGAGAGACTGAATTGTTTTCAAATGCTCCCCTACNGAC
GGNGTTCTGTCATACTGTATGGTATGAATTNTTNTTAGNGAAAAGGNTTAGNGAAAGCCT
CATACACATCTAGCAAAATGACCCTCTCCCCTNTACACCCTTTTTCCGGGGCAGAAAACA
CGTGTTATATCATTTGGTTGTATCAGTTCAGAAGNGCCTATCAGTTTCACCTTTGATGCT
GTCATTTCCTTATTTATTTGCTTTGCAGCTTTGATCCNGTATTTGTTCTGTTTGNGTTTG
CCAGTCAATCAATATGCATTTCCTTCTTTTTTTTTTGCTGTTCTACCCTGTTCTCCACTG
TATTCTGCCTGCTGGGAAGAATTAACAGTTCCATGATCTCCGGCACCATCTAGACTCTGG
AGTATGTTTATATTAATTTTGTGTCCTAGTAGGCC
>CL3725Contig2
AATGCATATTGATTGACTGGCAAACACAAACAGAACAAATACTGGATCAAAGCTGCAAAG
CAAATAAATAAGGAAATGACAGCATCAAAGGTGAAACTGATAGGCACTTCTGAACTGATA
CAACCAAATGATATAACACGTGTTTTCTGCCCCGGAGAAAGGGTGTAGAGGGGAGAGGGT
CATTTTGCTAGATGTGTATGAGGCTTTCGCTAAGCCTTTTCACTAAGAAGAATTCATACC
ATACAGTATGACAGAACACCGTCTGTAGGGGAGCATTTGAAAACAATTCAGTCTCTCTGG
CATTGCGACAGGTTGGGGCTATCCTCTTGGGCGTTTGGTGTAGTTGACGTCTGTCACATC
TACAGGGTCTAGTGGAGGGGGGCTGGGGTGATCAGTTGGGACACGGTCTGAGATGATGGA
CCAGTTGGGGTTACTCATTGAGACACTCATGGATGGCTCTAACCTGTCAAATGCCTTGGG
CCTTTTTGGGAAAGTTCTGACCAGAGCTTTTACAAAATGCTTGGGAGTTGGGGCTTGGGT
ATGTGGGGCTGAGGATTTGGGCCTGTGGAGTCTGTTGTCCTTGCGTTGCATCCTCATGGC
TGGGGAGGCCTGGGGCCCAACACTGGAGGAGCCTGCGGGACAGGTGGGTCAAATAAAACC
AGATGTCAGTCTGGAAGCTGTTCCTGAACTCCCCTCCTTCCTTACATGAAAGTAAATTAA
ATACAAACTGGGTTTATACAAAAATACTACTTGTGTCCAAAGCTAAATATCCTTGACTGT
AACAATACAACAGTTGTGTCCAACACAAGACGTCCTCAGGTCCCATCTGCTTGCTGAACT
GTTTGACAGGAAAAAGTTACCAAAA



>CL3726Contig1
CCAGGTTCTGCTGATCCCATGCTGGAAGCAATCATCCAGGAGAAGCTGAAAGGCATCAGC
AGAGAGGCGTCTGACAGGAATGACAAGTACAGGAAATACAAGCAGATGCTGATGAGTCAG
GTAGCTGAGAAGGGACGAGAGCTGAAAGAATTGAAGGACACACTCGGGCTGATTCTGAAG
GAGAAGGAAAAACTGGAGATGGAGGCACAAAGTGGTAGCAGTAGAAAAGGAGAACAGGGA
GCAAAGGAGAAAAGCAGTCTGGAGGAGCTCCAGACTAGCGTGCCTCTGTTCCTGCAGTAC
CCTGTTCCTTACACCCAGGACACCCCCACCCCTCTGCTGGTTTCTCAGAGCCCCAGCAAG
CTGCACTTTGGGAACCCGTATTCCATCTTGGATTCAAAAGACGAGACGGAAGAGGAGTTC
TCCAACGAGCAGCTCAGGCTCCCACCCGTGGGCCCTCCCTCCTGGGACAGCAACGTGGTG
TGCATCCAACCCACCCGCAACCCCAGCCGGCCTGAGGGCCACAAAGAGTCGGAGGAAAAC
AACAATGTTAATACCAATGAAAAGCCCACTGCAGCAGAAACTCGGAGCCCATTTGTGAAT
GATGGACAGGCAGCCTTCTGCTTTGACCCCAGCATGGACATGAAGCGATGCCCCCTCTGT
GAGGTCATCTTCCCGCCGAACTACGACCAGAGCAAATTCGAGGAGCACGTGGAGAGCCAC
TGGAAAATCTGCCCGATGTGCAGCGAGCAGTTCCCGCTGGACTGCGACCAGAAGGTGTTT
GAGAACCACGTGCTCACCCACTTTGACGGCCAGCCGCTCAACTTTGACTAGAGAGACGGA
GAGAATCAGAACATCCGTCTGTCCAGTTACTGTCTACCACTGAAATTATTCACTCTCTTT
NCTGCATGTACTGGTATGGCAATCCTGTCTTTAGGACTATACTGCCTTTCCTTTTCTTAC
TTTAAGAAGCAGTTTGAGGTCATACTTTGAATTACTTAATTGTGTATGCAGGGCTTCTGA
GTCTGTTTTCTGTTTAATTATAAAAGCTAAAACGTTTTCCTTTATTTGAATTTAAGAATC
ATTGTAGAGGGTAAGGATTGTGTGATGTGTAACTGGACGATTTTAAATGGATTTGGCTCC
CACAGATCTTTTAGGCTACAGGTTGTATTTCAAATCAGGGAAAAGAGATATGTGTTTACC
AGACTTGCAATTAAACACACAGATACTTTCTTCTTAAACATTAATGTACAAATGTACAAA
GCAGAGATGCATTGGTTCACTTTACACAGTCAGGGATAAATCTTCAGTGATTATATCCAT
ACCAGATTTTTTCAAATCATCTATTTTTAGCATAACTGGTTTAGATTTGTTTCCTTCTGT
TAAAAATCTCAGCTTCTTTGCATACAAAAAATAAAATTCTAAATATTTTCATATCATCAG
CTAATCCGTGCATGCCGAGCTTCTCTTAAACTTTTTCTTTTCCAATATTAAATTATTTCA
TTTAGAGAACTGTTTTCATTAGTTTTGTGAGTTTCATGTATAATAAATACAACTAATAAA
GTCTCTTAAAACTTAAAAAAAAAAAAAAAAAAACGGNCCGC
>CL3727Contig1
ATGGCAGCGGCCAGCTCTGCTAAGAAGATGAGAAGGATGAGCATAAAGAAAAAAAGGAGC
AGACATTTGTTTTCGCGGATGGCTCCACAGCAGCCCAGGAAGCCCAGAAGAAAGAGCATG
CCTCCCATTCCCAGAATGACGTAGACGCCGGTGAACAGCAAGGGATTGGCTGCTACAATT
TCTCTGAAACCTGTGGGGTCCACCAGCACCCACACTCCCACTCCGAGAAGGAAGGAGCCC
CCCAGAAAGATGAGGAAATTAAAGACAAACATGAGGTACTTGATGCAACTGAGACAGTCG
CCCTCCATAGTTGTGCCTCGAGCTGAAGCCTCTCCCTGGCCCATGAGTGCCTGTTTGCTC
GTCTTTTCTCAGGTGAAGGTGATGACTCTTCTTTTTCTCCCCTCTCCAGCTTTCATGGGC
TCAAGGCGAAGCTCGGAGCCGAAATGTGACTCTTCTCTGTGTGGTGAGCTCCAAAATGTC
CCTGAACACTCTTCGATGATCGAGGATCAGATCAGCTGGGCGCGCGTAGTGGGCTGAGAT
TCGGAGAAATGCGGTTACTTCGGATCTCTACGTCTGCGTAAAAACTGGATAAATCCACGG
CTCCGAGATCTGCGATCCCAATTTGGACAGGCGTTGCAGAGTGGAGGGGAGGCTGGTGTG
CAAACAGTTTGGTAACTCACTGATTGCCCC
>CL3728Contig1
TCGGCACGAGGCCGGGNGGATACTAATGNCAACATAGCAGGGGAGCCATAAACTGTTCCC
CCGCTGCCTGGATGTGCAGCTCAACGACGCAACCGAAGGGTTCAGCGAAAGAACACGCAT
CTGGCGGGAGAACCGAGGAGGAAACTACGGAGAGACCTGAATACATCCCCAGCAGAAAGG
CGAAGAACCCCATGATGAGTATAGGCTACGCTTGGATTATAGGTCTACCCAGCGGCATCA
TCGCCTTTGTTCTTGCCAAGAGACAAGTGGACAAAAACAGACTAAAGCAGCTCAAAGTCC
GTCAGAGGATGAAACTGTCGAATGAAGGAGACTATGAAGGGAGCCGCTACCGCCACCAAA
CCAAAGAGGTCAAACTGGACCAGTGACGTGATGCAGATGGGATTCAAAAGATTAAAACTA
AGTTTTAAAGAGTATATTTAAAGATCATTTAAATCATTTATTTTTTTTGATACGAACAAG
CAGTGGCGTGTCTTTATTGATAACTTGGATTTTCAGCAGCTCAGCCTCCGACTGTGTCTG
AGGTCCACAACTGGACTTGGTTTTGATTGTGTTTTCCTGAGTAGAGAACCCCCCTCCTGC
TGCTGCTCATTTTGACCATTTATGAGAATAAATGCAAAAACAAAAATATGACTCCNNANA
NAAAA
>CL3729Contig1
ATAAACTTCCGTCTCCGCAAAGGAAAGCAGAAACGTTGCTGGTTTGGATGGGGAAAAAAA
GACATAATGTCGGATTCGTTCCAACCAAAAACCGATGAGGATCGCCTGAAATGTCTGCAG
GAGCTGACGGAGTTCACGGAAAAGTGCAAAAAACAGCTGCACGACATCTTTGAGACGCTG
GGATGGTCACCGGATTACAGAACCTCCAACCAGGTGTCATGATCATGATGATCACAGATC
AGCAGATCCGCACCTATGAACCGCACTATGGAGTGAGAAACGGGGTGTTTTCTTGTCTTT
TTGGGGTGATTTTAGGAGCCATTGGAGCAGTGTCCCTATGACCCCGACCACAGAGTCCCA
GCCAAGTCCATGGAGAAACACAAGACATCCTGCAGTCTGAGAAAAATGGGCTACTCGGCT
GAAGAGCAGGCAGAGATGTACGATCCATCTGTGTGTTATGAAAACAGCTCTGTCAGAAGC
TTGACAATGGACAAGGCCACCCAACACCAGGTGATCCTTCAGGCTAGATCTGCAGCGCCG



CTGATGAAGATGGAGGGAGTTTTCTGGCAAGGTCAGTACTCCGGCGAAGCCGTCGACGTT
CCTCAGAACCACAAGCGGGCCGTGTGCGATCTCACCGTCGCCGATCGATTGGCTCTTTAC
GATCACGTGATCGGCGCCCTCGGCCAGCAGAAGGAAGGCAACAAAGACGATCTCTACGTA
GATTTGGTGTCCAAACTCCAGAAAGATGACAAACAAAATGAGCCAAAGAGTCACCTGGAG
CTCATAGCAGAGATGAGGGACTACAAGCGGCGGCGTCAGTCCTACCGAGCCAAGAATGTT
CACATCACCAAGAAGTCCTACACTGAGGTGATCAGAGAAGTGATCAGTGTCCATTCAGAG
GAACTGGCCCGTCAGTGGAAAGAGGAAGAGGAAGAGGAGTCACAGAGATCTGAGCCCTCC
TGCCACAGTCGGCGGCTGGATCAAAGGCGGTCGGCGTCCACAGAGTCTCGTCACTCGCAC
GGAAGACGTCATCGCAGCCGGGAACGGAGTCCCGACAGGGAGAGCAAGAAGAAGAAGAAG
AAAAGGAAGGAGAGGGATTCCCNTCT
>CL3730Contig1
ATTTAAACTTTTATTTTTAAATACNATTTAAAAGCAGTAAAACTTGATNAATAAGTGCAG
ATGTAGAGACCAGGTGTTTTTTTCCTACTAAAGTGCTATTAATTGATCATCTGAATTATT
TATCATAACACTACTTCTGTGTGATGTTTAGGGTCATTTAGTAATTCTAAGTCTAGGCGT
CAGAGCTCCAGTCAGGCATGGAGAAAGTCTTGGACTGTCTTTTCTCTTCTCCTATAGCAT
ACTCCAGGTGGATACATATATGTCTGTCGCTTTCCTCTGAGGGATACATGCACACCTCCC
CGGAGACCAGCGTGTCCTGCTTCACCTCCGCCGGGGAGTCGAGGTACAGCACCGCCTGCT
TCCAGTGGGTCTCGGGTTTGAACGGCGACGTGGAGAGCACGAGCGTCTGCGGTTTGTCCG
AACACGGGAAGCTGACCGTGAAGTACACGCAGAAGCCATTGACTGCCGCCGAGCCGAACG
AGCCGCAGCTGAACCGGCCCTTCACCGAGCGGAGTTCCTCCGCCGTCACAGAATATAGGT
CCAGCTCCGCGAAGCGCGCCGGGTGGGAAAGCACGTCCTCCACGGTCACGGTGTTCACCG
TGATGTCAGAGTTCATAATGCACTTCCGGGCAAAGTCGGACATACACGACATATCGACGC
CGTACTGCTCTTTGACGGTGTACCAGAAGTGTAGGCGGTCTTCGACCACCGGGTCACAGA
TGGGCGCGATGTAGAGTTCGGCTCTGCTCGGCAGGATGATGCCGCCGGGCCGAAGCCACC
TATCCCGGGCACAGAGCACCGAGTTGAGCATGGACTCGTGAAGCAGAGCGTAACCCATCC
ACTCACTCACAATCACGTCCACCTTCTCGGGGAGCTCCACGCTTTCCACGGTCCCCCGAA
TGACCTCAATTCGATCGTCCATGTTGTTTTGTCGGACTATTTTCTCAGCCTGCTCGGATA
TAGAGCAGGCCTCCACGGCGTAGACTTTCCTGGCTCCCGCCTGGGCACAGAAGATGCTTA
ACACGCCCGTTCCTGCGCCGACATCCAGCACCACTTTACCCCGAATGCACTCGGTGTTCA
AAAGAATCGCCGTCCGATAAGTGTTGGTCCGGACGTGGTCCGCTATCATTTCTTCGTGAA
TGGTGACATCCGCGTAGCTGTCAAAATAAAGTCTATCCTGGCGGGTTTTATCCAGTTTTC
TCTTTTTTCCTGCGTAAGACATCTTTTTCCTCTNCCTGCAGCGTGCTACGAGCTGGCGGT
GTTTTT
>CL3731Contig1
AGGAATTCGGCACGAGGGTCTCGAGTTTTTTTTTTACCGACTCGTTTCGAAATATGATGG
AGGATTTCTCTGGACTCGCCCTACCTCCTCTTTTTGGAGGAGGCCATATTCTGGAGGCAG
AACTGGAACCCGGAGGAGTGGAGCTCGGATCGGGAAAGGTTCTGTACATCATGTTCACTA
TAAGACTGATGTAAACAAATGAAAATCCTGCAGTGATGAATGTTAAATCATAAAGTGTTT
TTTTTTTTTATGGTCAGTGATGTTTCTGGCTGTGATCCTTGATGTCAACATTAAAAGATT
CCACCAACTTAGCTTAAGCCTTGAGCCTCTTAAGCTTCCCACTGCAGCTGCAAGGTTTTA
TTGTGATTTAGCATGACAGTGTCTTTTTATGTGACAGCTATTTTGTTTGCAGGGAGATAA
AGAACGCGCAATATNCTGACCTTAAGGCGG
>CL3732Contig1
TTTTTTTNTTAATGATTTATTTCTTTTATTGAGCACCACGGCACATATTTCCAGCTCAAG
CGCGCCATCTAGCTGCACACTTTGGTACACACGTTGTAGGCATAGAAACAATAAAGGATG
GATATTGTTTTAATCTTGTGAGAAAATCATTAAAATAAGTGTAAATGCCAATAAAAAGAA
ACATTTTACTCTAAACTATATTTAAATAATATAAATTGTTAACGATTGGAAATGCCTAAG
ATTATGTAATCAAAACATTTTTCCAATAAAAATTCCTTATAAAAAGAAAATAATTGAAAT
GTTAACATAAAAAAATTAGACCAAGCTACAACTTGAGAATATAAAAAAATAACAAACATC
ATTTATTTTAAAAATTATTTTATTTATTAATATAGTGGTATACTTAAGATTGTGTTGGAG
AGGAGAAAATAAAGTCAGCCACACGTGAAGAGCTAATTTCCATTTAAAGCTGTGTTATAT
CTAAAAAGTACTGGTGTGCCATATGTAATATATTGTCTATTAGTACAAAAATACATTTAA
AGGGCACACCATATAGCATCCATTATCCCAAACCGTGAGGAGGACACTTTCAGAGCGCAC
CCTTTCAAAAGAACACGTAATGCATTTTAGTTTGAGCACTTTTCCTGATGTTCAAATCAA
TCACAAAAACAGTACTTTTCAGCAACCATAACATCATGTCAGAAAGTGGTAAAAAAAAAA
AAAAAAGGTGTGATGTGTTGTTGTTAGGTTACAATTCCAAGGCTTGAGGGTATGTTCAGA
ATACAAAGAAAAGCATGTTTCCACTTTCTCCTGTTTAGATCCTGTTTTTCCTCTAGGTTT
TATACAAAAAAGAAAAAGACATACAAAAAGTTCATTTACAA
>CL3733Contig1
CAGCATTTCCTAGCAAAGCTGTTGACTACTAGGTACAAAGCACTATTACAAACATAGGAG
GTAGTCAGCACTGGGTCTTCTCTGAGTGTTTGATGTGCATAGAGAAAATATGGCCATAAC
AACTGCTTGAAATGCCTTAGAGGACCCCTGCTTTGTTCATGCCTGGTTATACCATCGTTG
TGCTATTATATCATCCCATGTGCTTAATATGTTAAACACCCATCTAATAAGACCAACAAA
TACAGATTCAATAATGCTTAAATACTATATAATATTTGCTTCTGTGAAGCTTATTGACTT



CCAGAACCCAATAGGGTAATTTGACATCAAGTTTGGCAAATACATTTATTTCTTATATTA
GTGAGTAAAGAGAGTTACGCATATTTCACAAGTAAAGATGGGGCACTTCCCCTCTTCACA
TTATTTGAAGTCCTCCACCACGTTCCTTTGTGTCCTCCATGGTCCGCTCCCATTAGCAGG
CGCAGTGTGGATTGGACATCCGCAGTGCAAACCCAGCCAGGGTCCTCCAGGTGAGTGTGG
AGAACTTCGCAGGGCATGTTCCGGCTCGGCTGATGTACGTAGACGCGATGCGATGAAGCC
GCTTTGCCCCAAACGTGTTGTAGTGTCCTGGGAGAACTTGGTCAACCTGCTCACTGTCAA
CCAGCCCCACCAGGCGCTCACAGCTGCTGATGTAATCACTGACCTGGCTGTAGGGCAGCC
AGTCAATCATGGAGCCATCATACACAACATCCCCACTAAACAACAACTTGTTGTCGTGAT
CGTGCAGACAGATGCTTCCCCGAGAGTGGCCTGGCATGTGAAGAACGGTCAGCTGTCTGT
CGCCGAGGTTGATGACATCCCCCTTCTTGCAGTATGTGCGTGGGCTGAACAGCCTTGACT
TTGTAGTTCCTTGCTCTCCACCCTGGACTGGGGCGCTCGGCTATCTCCCTGTCGCTCAAC
CAGGTGACCGTCTCGAAGTTGTCTCCGTTGGCCAGCGCATCGACCTCTGCGCTGTGGACG
CCCACCTGTTGGAACTGATGCAGACCCCCCGAGTGGTCGAAGTGGGCGTGAGTGGCGATG
GCCAGCAGCGGGTTCTTCCTCTGCGGGTCTTTTCCCAGCAGCCCCTTGGAGTCGATGTAG
TCAGGTAAGCTCCTCAGCCCCAGGCCGGTGTCTATCACCACGTCCTGATGCGAACCGCGG
AGCAACCAGATGTTGGCCCGGTTGTCCGATTGATAAAACCGCTCCTGGATCCAGAATAGT
CCGTCTCCGAGCGACTTGTGGGCGTACCAGTCGGCTGCAGACATCCCAGGACATGCAAAT
GTCGAGGTAAGCTTCGGAAGGGAGACACGCCGTCGGCTGAATTAGCACAACAGTG
>CL3734Contig1
TCTCTCCTCCTCCGCCTGCTGCTCCTCCTCGCTGACACGCGCGTGATGGGGCGCACCTTC
CGCGAGCAGCTCTGCTTCCTGCTGCTGAGCGTGTCCGTCCTCCGGGGTTGCTGCCGGGAC
CTGGAGAACAACGAAATCTCCGATGAGTTCTATTCGCTGTTCAACCCCGAACCCCGGCGG
GACCCACCAGATGCGTTCGTGTACCGCAGACCTTTGCGCTGCATGGACATGGTGGCGGTG
GAGGGTCAGTTCACCTTCACTGCAGAGACCCCCCACTTGAGCTGTGCCACCTTCCTCATG
GCCGAGCCCAGCGAGCTGATCAGCGTGGAATTCGGCAGAGTGGACATCGACTGCAGCGGA
GGAGACTTCATCACTGTGTTTGACGGGTGGGTGATGAAAGGGGAGAAGTTCCCCAGCTCC
CAGGATCACCCGCTGCCTCTGTACGAGCGCTACGTGGATTACTGTGACTCCGCGCCCGCC
AGGAGGAGCGTGCGCTCCTCCCAGAACGTGGCCATGGTTTTCTTCAGAGTCCACAGCGCC
GGCAGCAGCTTCACCCTGACGGTCAGGAAACACGTCAACCTCTTCCCCTGCAATGCCATC
TCACAGTCACCAGAGGGCAGTTACACGATGGTGATCCCGCAGCAGCGCAGAAACTGCAGC
TTCTCCATCCTCTACCCCGTGGCCATAGACATCTCTGAGTACAGGCTGGGACGACACAGC
AGCTTCCCCAAGAGGATCATGCCTGGATGTACAGAGTCGGAGGATTTCGTGCAGCTGCTG
GGAGGAAACGGCATCGACACGTCTAAACTTCTCCCCATCACAGACATCTGCACCTCCTTC
ACTGGACCCACCCACATGAAGATCGGCTGCGACAACACTGTGGTGAGGATGGTGTCCAGC
GGGAGCTTCGTCAGCCGGGTGTCATTCAGCTACAGGGCGTTGGACAGCCAGGAGCTGCAG
ACCATCAAGCTCAACAACGTGGAAGATTTCTGTTTCAACAACTGATGCCGGCTCACGACT
TAAGCCGCAGAAGCACCCAAAGACACTCAAAGAGTAGAAACGATGAGCATCTTCATCCTC
GGTTTGTGTTTCCATCCTCTGTCGGCCTCACTGAAGTGTCCTTTTGTTTGTTGTTGTTTT
TCCTCATGCTCTGTACATATTGTGTGTGTCGTGGGATCCCTTCTGGCTTTGTAAAGCATC
CCTGGTGGAGGTCGGTGAGGAAGACGGGATCAGCAGAGTCATGGGTAAAAGGGCATTTAG
AGACAGACATGGTGCCATTATGCAGTCCACTTTGATA
>CL3735Contig1
AACTTTATTAGCNTTTTCGTTTTCNTTNGAGTCGTTTCTGTACCTCCTGCTGTCGTGAGA
CTCCTTCACACAGCAGGCGGGGGGGCCCGGAGGCTCCCCCCAGTCTTTGTTGCAGGAGCT
GCAGGTTTGGCTGGTCCTGACCGCTGTCACTTCCTGCACTCCTCCGCCTCGTCGCTCTCC
TTCTCCTGCCGCTCCCGCTCCCGTCTCATCTCCTTCAGCTCCTGTCGGTATTTCCGCTCG
ATGAAGCGCTTCTGATGAGCCATCTGTGGGAAGTTATATTTTTCCAGTGCGTCCATCGCG
GCCCCCATTTCTGCCTGCTGGATACTCGGGCCTTTGCCACAGCCGATGCGCTCCCCCTTA
AAGTAGACCGCCACCGTGTACGTGCGGGCGTGCGAGGGCCCCACCGTCTGAAGGGTCTTG
TAGAGGGGGATGTCGGGCTCCTTGCCCTCGGTCCTCAGGGTCAAACAGCACTGCTGCAGC
TGCGATTTGGGGTCGTTCCAGTCCTGGTTCAGAATGAACTCCTTCAGCCGAGGGAAGAAG
CACACGTTCATGAAGGTGTGAACGTACTCCAGATCTTTGTCGATGTAGAGAGCGGCGATG
AAAGACTCCAGTAAATCCGCCAGAGTCTTGGTCCGCAGCGCCACGGGTCGCTTGGTTTTG
TCGTTGGTGATGGCAAACTCCTGCATGCCCAGCTCCTCTGCCACCTTGGCCTGTGTGCGG
TTGTTGACCAGAGAGCTGCGGAGGAGCGTCAAATGTCCTTCATGATGGTCTGGGAAGTGG
ATGAAGAGATATTCAGTAGCAACCAGCTGCATGATGGAGTCTCCCAGGAACTCCATCCTC
TGGTTGTGGCCTAGGGTGAGGTGGTTGAAGCCCACCGTCCTGAGGGTGAAGGCTCGGGCC
AGCAGGCGCACATGCGTGAAAAACACGCCGATGGAATCCTCAAAGGAGGTCAGCTTCTGC
AGAACCGGAGACGTCTCGATCAGCTGCCGGTCGGTCTGAGGCTCCTGAACCTGCAGGGGG
TGCGCTGGATAGTTGAGCCAGACCTCCCGGAGATCCTCACTGTTGAAGAGCAGTCTACCA
AAGAGCAGTCGCGCCTCGTCCAAACCTCCTTCCAAATACACAGCGCCAATGAGAGCTTCA
AAGCAGTTGGCCATTGCATGTCGCAGGTCCGATTCCCGGCACAGGTCCGGCCCATGAGCG
TACAGCATGAAGCGATCCAGCTCCAGTTTCTTGGCCAGCATGGCTAAGTGCTGGTTCTGA
ACGC



>CL3736Contig1
AGTTCTGCTGTCAAAAACAGCAACATAAAAAAACTAAGAAAAGAAGTTTAGCTGCTTTTG
CTTTGCAGCTTCACCAAGGTTCTACCCAGTCCTCTTTGGCCCACTCGGGCAAACGTGTGA
AATACTCAAAGTCCGGTCCTTTGTAGCGTAAAGCGTGGAGATACATGATCAGTTCCTTCT
CAGTGGGATCTGGTCGCACTATTTTACATTCACTGCATAAATGGTCTTGACTTATTTTCG
GGACATCAGCGGTCTTTTCGCTTCCGTTTGCTGTCGTTGGAGGTAGATTAATGGAGTCTT
TGACAGAGGTGCTGTCAGTGATCACATCTGTCTCGTCACCACAAGGATCCACTTGTTGCC
GACACTTGTCTGTAAAGTTTTTCTCGGCCACTTCTTTCCCCCCTGTGAGGTCATTCAGCA
AGTCTGGGTTTTCCTGAGAGCGATGCTCTTCCACCAGCGCTTGCAGTATTTCCTCGTCAC
TCTTTCCCACAACTCCCCCTTTCCCTCGGTTAGGACCCCAGGCAGAAGAGCCATAGATCG
GATCGTTCAGGATGGGGAAGCCCAGGAACTGAAGGTGAACTCTGATTTGGTGGGTGCGGC
CTGTAAGCGGTGAGCAACGTACGACACTCGTTTTCCCGTTGAAGCTGAGCCTCTGGAAAA
CCGTTCGGCACTCTTTTCCCTTTGGGTCGACTCTGCACAGACCGACTTTAAAGGACACGA
CCAGAATGGGTTCCTCGCAGACCAGTTCACCTTCAGGAAACTCGCCCTCCACTCGACAAA
NATACTCCTTC
>CL3737Contig1
TCGGCACGAGGAAAATCAAGTCTGACCAACTGCTTGTTCCGAATTATTGAAGCGGCCGAA
GGAAGAATCCTCATTGATGATGTGGACATCTCCACGATCGGATTGCATGACCTCAGAGGC
AGGCTCACAATCATCCCACAGGATCCAGTTTTGTTCTCTGGAACGCTGAGAATGAACTTG
GATCCGTTTGACAAATTCAGCGATGAGGAGCTTTGGAAAGCGCTGGAGCTCTCCCACCTG
AAGGACTATGTAGCAGGACTGCAGGAAGGATTACAGCATGAAGTTGCTGAAGGAGGAGAG
AACCTGAGCGTCGGGCAGAGGCAGCTGCTGTGTCTGGCTCGAGCGCTGCTCAGAAAGTCT
CGCATTCTAATCCTGGATGAGGCCACTGCAGCTGTTGACCTTGAAACCGACAACCTGATA
CAGAACACCATCCGCAAAGAGTTTGCACACTGCACTGTCCTCACCATCGCTCATCGCCTG
CACAGCATCATGGACAGCTCCAGAGTGATGGTGCTTGATGCTGGGAAAATTGTTGAATTT
GACTCACCAAGCAACCTTCTTGAAAATCGGGGCTATTTCTTCTCCATGGCAAAGGATGCT
GGGATAACACAAGAAGAATTTTCATCTCTGTAATTTTGTTCTCTTGTATTTTCACTCTTA
AAATATAATTTGATTGCTTAAATATGTTTTTGTTTCCTTTTCAGAATATTAACATTGTGA
TAAGAAATGTATGTATATAAGAAACATTTAGAAATGCAACTGTACATGTAAATAATGTTT
TGTNAGAATAAAGTATTCTTTTTGAAATAAAAAAAAAA
>CL3738Contig1
ATTCTGCGAAGAGAGACAACCGACACTCCGTATCCCAGGCAGGACAACATCTGGACATCC
GCATCTGAGAGCAGAAAACGTCTGTGGTCCGAGGGTGTGGTGAAAGATGCTCGCCATTGC
CGAGATGACCAACGGCAACATGGCCAACGCTCTGGCCAACGCCATGTGTGAACGCTGCAA
GAGCGGCTTCGCTCCAGCCGAGAAAATTGTGAACAGCAACGGGGAGCTTTACCACGAACA
GTGCTTTGTCTGTGCGCAGTGTTTCCAGCAGTTCCCAGAGGGGCTCTTCTATGAGTTCGA
AGGCAGGAAGTACTGTGAGCACGATTTCCAGATGCTTTTCGCTCCTTGTTGCCATCAGTG
TGGCGAGTTCATTATCGGCCGTGTGATCAAGGCGATGAACAACAGCTGGCATCCAGACTG
TTTCCGCTGTGTAATCTGCCAAGCTGTGCTTGCAGATGTTGGATTTGTTAAAAACGCTGG
ACGACACTTGTGCCGCCCGTGCCACAACAGAGAGAAGGCTCGGGGTCTCGGCAAGTACAT
CTGTCAGAAGTGCCACGCCATCATCGACGAGCAGCCTCTGCTGTTCAAGAACGACCCTTA
TCACCCGGATCACTTCAACTGCAACAACTGCGGTAAGGAGCTGACAGCTGATGCCAGGGA
GCTGAAGGGAGAGCTCTACTGTCTGCCCTGCCATGACAAGATGGGCGTGCCCATCTGCGG
CGCATGTAGGAGACCCATCGAAGGGCCGCGTTGTCAATGCCATGGGCAAGCAGTGGCATG
TGGAGCATTTTGTGTGTGCTAAGTGTGAGAAACCCTTCCTGGGGCACCGTCACTACGAGC
GAAAAGGGCTGGCATATTGTGAGACCCACTACAACCAGCTGTTCGGAGACGTTTGCTACC
ACTGCAACCGAGTGATTGAAGGAGACGTGGTGTCGGCCCTTAACAAGGCTTGGTGTGTCA
ACTGCTTTGCATGCTCTACCTGCAACACCAAGCTCACCCTCAAGAACAAGTTTGTGGAGT
TTGACATGAAGCCAGTGTGTAAGAAATGCTATGAGAAGTTCCCGCTGGAGCTGAAGAAGA
GGCTGAAGAAGCTGTCGGAGACCGTCGCTCGGAAGTAAACGCAGCTCAGGAAGATGCGAT
GAGAGAGACGAACCGAACCCTGCTCCAACACACCCTTTAAAAGTCATTGTTGTGCTAATG
TTACATTTAGCTTGGGTATTGCACTTAGAATCACAGGTTCAATTACTTTAGAGTCATTTT
ATTCTTCTGAAACTGACTCCAAACTAACGGTCAGTCTTGAGTGCCTTTTTGCTGAAATTC
TGCACTGCATATCTTTCATATTCTGGCTTTCTTTATTGCTAAATAAACTCTTGAATAAAG
AATATAAAATCATCATAAATGGTCTTATATACTTGATGATAAAAATTGTGCTTTAAAACA
TATTTGATATTTTATATAAGAAATGTTTGCCAGTGTATTTTGCCAATATGTGACAATTAT
TTTATAATTAAGTAAGACTAAAGAGAAATTCAACGTATTAAAAGTCTATTAAATGTGAGC
ATATTTTATTACGCTTCCTGTTTTTTTAACACAGATTATGCCAAAAATACTTAATT
>CL3739Contig1
AAGAACATGGATGAAGGTTTTAACACAGAGAGGGGGGGACATGATGGCGAGGAAGNCGGT
GAGGAAGATGACGTGGACCCCGCCGAAGTCCAGAGGAGGAAGGAGCGACTGGAAAGGGAG
CAGTGGCTCAGGGAGCAGTCCGAACAGAAGAAAGGCGGTCTGGATGCCGACGACGAGAAG
ATGGGAGACGAGGACAGTCGATTCATGAAGCTGGCCCGGAAGCTGACGGTCAGGACGCTG
CAGAACAAAGAACAGTCTGCGGCTCCTCTACCAGAGAAGAAGAGGAGCTCTGCTCTAAAC



CCGTTCCAAAACTCCCAGCAACCTCGGCAGGTGAGGAGGGGCTCGCTGCTCAGCCAGCCA
CAGTCCGTCCTGCAGAAACTGGCCTCCATCTCGGAGACGAACCCCCTGGCTCCCAGAAAC
AGCCGCGGGTTCCTGTTTCAGACTCTGTCTCCCGAAAAGACCGCAGCAGCAGGCGACCCT
CAGAAAAAGATGGTGAAGAAGAGGAGCCAGGTGGAGGCCGTGAAGCCATCTGCGAAGAGG
CCGCGCACAGATGAAAACGTCCTGAAAACAAAGAACTCTCAGAGGAGTATTTTCAGCTTT
CTGGACCACTGAAGTAGAGCGTGTCGGTCACATGATCAGTCACATGATCTGACTGTTCAG
CTCCTCTACATGAACTTAACCAATGCATTTCTAATCCTGTAAATAAACTAGATTTTATGA
TCCTGTATGATGCTTATGTTGTTTTACTGTGTAAATAAAAGTGTATTTTAACCCGTCAAA
AAAAAAA
>CL3740Contig1
GTCTTTATGTGCATGAATATTGGCAGGACAGGTTCTGTACACGTGACGCACAAACACACA
GCGATACAGTGATAATAACAGGAATCTCTAGCACAGAACACATTTACAAGATGGGCTCTA
GAGCCAACACTGGCTGAGATACACATAGGAATGTTTGAACTAAGTCCCCATGAAACTGCA
GTTCACTTCCTACAGCTCCTTCTGCCTTCAATTAAAACAGACGAGAAGTACAAAATAATT
TAAATTCCTTCTAAAACGTGTTGTAAATATGCAGTGAGAGGTCTGTACAGAGCGGGCAAG
CGACTGGATCTCCTCCAGCCGCTGTAGGTTGGATCTGAAGAATGAGACACGTTTGACAGA
CGAAAGCAAATGTCATGCAGCAACAAAGGAAACACGCAAGATGAAATACGACCTTCTTTG
AAGTTCTGCTTGCCCAGTGGCAAGATGGAGTCAAAACGACATGCCCGGTACGAAGCAACT
CACGCTATGGGCCGCTCTCAGACGCGCCACAGTGAAATGTAAACATAAATATACAGGTTG
ATATCTTTCTCTGCAAACAGTTCAGTCACTGCCACGGGCCCATCAGCTGCGTGAGTAGTC
TTTCTGTATAGTAGAATATCACTTAGTGTTAAATAAACTTTATATATATATTTGTAAAGT
CTTTTAGCAGTATTTCCGTGTTTTCACCAGTTTGCTCTGGTATTTCACTGAGTGCCCACT
GTGTCCCACCACATAAACGTCCAGTAGGTAGGTCTTGCCAGGTTCCAGACCTTTGATGGT
CTCTGTAGTTACAGCTTTCTGCAGGTTCAGGCTGTGGAAGTACTTGCATAGGACCTTTTC
TGACTTCCTGCGGCTCTCCGGCCCGGCACACTGATTTTGTTCTCTGCGTCGCTGCTCCTC
GCCGTAATTGTCCGCCACTTCCTTACGGTAGATGCAGTATTTGTTGCGGTCCTGTGTGCC
TAGCCAGGCCACTGTGACAGAGGTGCATGTGCGCAGCTTGTCAAAGGCCTTGATGCGGGT
GTCGTCTGGGAGAGAGGGGAAGGGATGCTTGCTGCTTGGTCGCGTGGTGGCGAGCACCTT
CAAAGTGGAGGCCCCCTTGCGGCTTCCTCGCAAGCGGATCAGGTATTTGGCTTTTGGTTT
TCCTCGAAGCTGGAACTGTCTGACCCCCTCTGCATTCTGGGAGAGCACTAGCTTGCCATC
ACGCCTCACCTGCACCTGCACTGTGTCCAGACACGAATGGACAAATAAGGTGACCCTTTG
GTGGGAGGAAACAGGAGCGAAGCGCAGAAATTTGCTTCCTTTTCTCTTGATGAAAACATG
GAAACTTG
>CL3741Contig1
GGGAAAGTGCAGTTCTTTGTCTCCAAGCAGTACTGGCAGCCAGGAGGAGCTGTACTGCAG
CTTAGTTGGGAACAGTTCTCCTGCACCGGTTTCTGGTCCAGGTCCTGGTCCTGGTCCTGC
TCCTTCATCTTCACCTGTCATGGCCTGTGCCCCACGACCCCGCCGAAATGCAATGGTTTC
TGGCAGCAGACCTCCNACCAGAGTCAAAGCTTTGGTGGACTGCCAATCTGTGGGCTCTGA
GCAGCTGGCTTTCTTCAAAGATGAAGTCATCGTGGTCACAGACACTAAGGACCCCCACTG
GTGGCTTGGCCACATAGAGGGGGAGCAATCCAGGAGTGGGACCTTTCCTGCAAACTATGT
ACAAAAACTAAAAGGCTGACATCGGCTTACCTGTGAAATATGGGAAATATCCACCAAGTG
GAATTTATTAACAGGAACACTCTGTTACATTCTTGATTTCAACTCTCACTGGAGGATCAA
CTGAGAATGAACTTAATGCGAGCTTCAGCCAGCTGAAGCTGCACCTGGGGACACATGTAA
ATATAAGCTTTGAAAGGATTTTCCCATTTGAGGAGTTACTGAGCTCAAAAACTAACCAAA
ACCTTCAGCTGTTGTTAATCCCGACAAGGAATCGAAATGTGCAAAGCTAATGCACATCTT
TACACATTTGTGTCAAAGTTCAAATGCAGATGAGACGTTTGAATCTCAGTGGAGTCTTAA
AGAGATGATGGGGTTCTGCTGCTGCAGAGGGATGTTGCTGCTTTTAGAGTCAAACAGAGA
AGGTCCAGTGTTGCAAATTACAGACTTAAGGGGATCAAATGCTGTGCGTGTCTGGGGCAG
TCCGCCTGCCGGTCTGTCTCCATCAAATATCAGGCGTCTGTCTGTGTAGCTCTGATATTT
GGCTCAGTCGTCAGGGGTCTGGGCATAAATCACCGTCTGCAGGCGGTGTGAGAGATCCAG
TTTCCCTCGGCTCCATGGATCCGTCTCTTGATAAGGTAATGTCGACGTTTTCGACAGAAT
AGCACCCCCACTGTCTTCCCACAAATGGCACTTAAAAAGAGTGTTTGTATGAGAAAACTA
TTCCATATAGCTGAAGATAACATTTATTTACTGAAAGGTCTTTTTTTTGTCCAACACATG
CACCACTGCATCAGTGTTCTAAATAAAGTTTCAAAAACTAACATGTAAATGTAACACATT
TTACTGCTTCTCTATTCTATTTGTTGTACATATTTATCTAAAGTTACTGTGTACTTGTGT
TCATTTTACAGTTATGCGTCATAAAGGACAGTTTCACGTTTTATGCCTATTTTACTGTCA
TGTGGAACTGATGTGCAACCAGGAAGTCTGAGAAAAAGAGGGAATTAAAACAAAAAAAGG
TTAATATCCAGAGAAATGCATGAAAAAACACATTCTTTTAGCATGTTGCTAAGGAATGCT
TGCTAACATTTCCGTGTTTAATAAAACAATACATGTAGCAGCAGAAATGTCTGAGAACTC
TTTGTCATGTAGATAAATGAGCTCATTTTAATTATATTTGTCTTAACGCACT
>CL3742Contig1
CNGCACGAGGCTGTTATTCACGTGCTCCATGGCCGTTGTAAGGATAATCTCAGGAGATGA
TGCCATCTCTCAGCTGGAGGACCAGCAGGATTGTGATGGAGAAATCTGTGAAGAAGAAGA
TGATGTGGGCGAGGAAAACCAACAGGAGGATGGAGAAGATGCAGGTGCTGGGTGGGCTGA



GGCCATGGCAAAGATCCTGGGCAAAGAGACAACTGTGAGCAACAGCAGCATCCTGCTGAA
GAACAAAGAGCTGCAGAAGATAAAGGCAGCAGAAAGAGAGGAGCAGCTGATCCGAAAAAA
ACAGTTGGACAGGAAGCGCACGTGGGAAATGATGTTTCGGGAGAAGCCTGACCTGGTGAG
GGACCGAGAGGCTGAACGGGCTCTGCAGAGAACAGCCACACGTGGGGTGGTGCAGCTGTT
CAACGCTGTGAGGAAACATCAGAAGACTCTGGACCAACAGGTGAAGGAGGCTGGAAGCTC
AGAAAGGAAGAAGGCCAAGATCCTGTCCTCTTTCTCCAAGAAGGACTTTATTGGTGCTCT
GAGGAGAACTGAGGAAGGGGGCCGCGTGCACGGGGAGGGCCGCACTCATGGAAAGCCTGA
GGAGGGTGCTGCAGCAGAGCAGAAGCCCTCCTGGAGCGTTCTCAGTGACGACTTCATGAT
GGGAGCCACCATGAAAGACTGGGACAAGGACAGTGGTGCTGAGGAGGCGGAGCCACACTC
GGACGGAGGGTCGGGTGACTCTGACTGAGGATTGAGATAACGTGATGGACATTCTAGATA
AAAGGACTTTAAACTGAATCGGACCCGGAAGAAGCTGCTCTGTTCCAGAGTTCTTCCTCT
GATGCTGCTGTCTCTGAATCTATTCTGCTGATGGAGGCAGGTGATGAGAAAGAAATGTTC
TTTTGCTTCTAGTTCTCCGAAGTCCTGAGGAGCAGCAGTAAATGCAGCAGAACTTTACTG
GTTCATGGTGAAGGACTGCTGCCTCCTTCCCTGCAGGTCTGCATCTGTGAGCTGACCTTT
TAACCTATAAACTGACAAAGACGCGAGGTCATGCACATTAGTTGTTAAGGAAGGGATTGA
ATGATGAGGCAGACGGACATTACATCCAGAATGGGACCTGAGCGTGTAAATGCAATCGTC
TGGTCAGATAACATGAACTGGAATTTGTTCAGAAATACTTATTAAAAAATTCGTTGTCTA
GAGTCAAGTCTGTATTCCATGCATTCTGTAGCATTACTACCACTTTGCAGGATCACTGCG
GTGTGTCTCTGTCTGCGTTGACACAAAAAATGTAATGTTCATTAATCGTTACAGGTTTGT
GTCTGACGTCTGTCCCTCTGCAATGCAAGCTTTACGCTGGAGTTGTGTTTCCATTCCATT
CACCCGTCAATTTCATAGAGGGACGGGAAACCGGTCCAGGTTCCAAATAAAAACTTCTTT
TGTACTTTCAAAATAAAACATTTTTATTTTAACA
>CL3743Contig1
TTCTTTATTGTTGTTTGTTATCAAAGGACCCCCTGCAGTCTACAAACGGTGTAGTGGACC
ACTACACCACACCCTTTGCAAGAAATCGAATGGCATTTGAAAGCATCTTCTTTTGTAACA
CCAGCTGAGTCAATATCAAATTTATGAAAGATTAGCTGAAATGTGGAAAACAGTGGAAAG
CACTTATTAATAAAGACGGCACTGATTGTACAGAACTGAGATAAATAAAGTTCTTGCAGT
TAAGTTCTGCGATTGTGCTGCTTTGAAGAAATCACAACCAAACTAAACTGCTGTCATAAG
AGCTTTAGAAATTTTGCAGTGGGAGGCTAAAACAAAAACAAAAATGATAGCAACATCAAA
TAAAGCTTAGTGTCAGCTAGCTTAAGTTTGTAGCTCACACTAAACAGGCTGGGGTTACAA
AATAGGTGATGCTATAAAATTGCATATGTCTAAGGACTCATGGGAAGTAAGAAGAGCAGC
TTGATCTAAAATTAATTAGATCTTTCCAGGGTCTTCTTTGAGAGTGACTGTTCTGTTGAA
GATGAGCTTGTTTGCAGTGCTGTCAGGGTCCAAAGAGAAGTATCCAACTCTCTCAAATTG
GAATTTGTCAAAAACTTTAGCTGTCTTGACTGATGTGTCCACCAAGGCATTGCGGATCAC
TTCAAGGGAATGAGGGTTGATGTCGCTCAAGAAACCATTCGGTACTTCAGATGGATCCTC
TGGGTGTTTGTGCAGGAAGAGCTTATCATACAGACGCACTTCGCACGCCAGTGGTTTGCT
GACCCAGTGGATAAAGGCCTTTGGTTTTTCTGCAGTCTCAGAACTGCAGCAGGTCACCCG
GCCATAATGNCCGGGTTTAACGGCCGA
>CL3744Contig1
TCGGCACGAGGGAAAGATTCGTGAGGGCGAGTTGGCAGCGTTCTTGTCTTATGCCATCGC
TTACCCTTGTAACTTCCTGCCTGTGATTGACAGCTACAGTGTCAGCTGCAGCGGCCTGCT
GAACTTCTGCGCTGTGGCCCTGTCTCTGTGTCAACTGGGCTACAAACCTCTGGGAGTTCG
TTTGGACAGCGGCGACCTCTGCAGGCAGTCCCTTGAAGTGCGCCGTGTCTTCCGGCTCTG
CAGCAAACACTTCTCCATCGCTGACTTTGACTCTTTAATCATCGTGGGGACCAACAACAT
CTCTGAGAAAAGCATAGCAGAGCTCAACAGTAAGGAGAATGAGATCAGCGTGGTGGGCGT
TGGAACACATCTGGTCACCTGTACTGAACAACCCTCCCTCGGCTGTGTCTACAAGCTGGT
GGAGGTGGGAGGACGGCCGAAGATGAAGATCAGCGAGGACCCAGAGAAAAGCACCATTCC
CGGAAGAAAAGCTTTGTACCGGTTGATAGATGCTGAAGGTCATCCTTTTCTGGACCTGCT
CAGTTTGGAGGCGGAGCCTCCTCCAGAGGCGGGGCGGCAGCTTAAGTACTTCCCTCTGGG
TTGCGGCGACTCGCCCGCCTCCGTCACTCCAGCTCAGGTTTCCTGTCTGCGGCAGGAAGT
GTTCCTCAAAGGACAGGTCACACAGCCTCTTTGCAGCGCAGCAAAAACCAGAGCCAAAGT
GCAGAGCTCCCTGCAGACGCTGCACCCTCGACACAAGAGGCTGCAGGAGCCGGACTCCTA
CACAGTGGCGCTGTCAGAGAGACTCCACAGCTTGGTTTTGGAGCTCCAAAAGAGCTGCAG
CAACGACAGCAGCTTTCTTTTAGCCAACTGAAAACTTTTTACTCTGTAGCGTCATTCTTG
TTTCCAAAGTGCCTCAAAGAAAGAAAAAATGTTTTTCTTTAGTCAAACAACAGTCAATTA
TGATCCTTTTGAGTCCAGATGGAGACGAATAAAAACATCCTGATTTATATCCAAAAGTNT
TAATAATGAATGAACTGGAGTTTCTGTGTCCTCATTTAATGAATTGACACAAAATGCTCT
TTAAAAGATGAGCATAATGTGAGAAAAAAGTTGTATCCCACAATCCCTTTCAGCTTTCAG
AGGAGCGTTTTTTTCCCATGTGAGAATAGGTGGCAGGGGAAGAGCTTCTGACAGACTCAG
GGTTTTTTTAAACATTAAAGTTTTAAAATTTTATTTATTGCTAAATTATTAACAAGCCAA
TTTATGGAGAGTTAAGACATTTTTTTTCAACTGACA
>CL3745Contig1
TGTTTTGTTACGGACCATCATTTGATTGCAGCCATGCTGAAAAACTCAGAAGTGAGGCCA
AATCTGGTTCTGGAGAACTTTATTGGAGGAAAGTTTGTCTCTTGCCAGCAGCATATAGAT



TCTTATGACCCGTCCACTGGAAGAGGTGTATTGCAAAGTACCGGACAGTGGGAAAGAAGA
GGTGGACGCTGCAGTGGCAGCAGCTAAAAACGCTTTTCCTCAATGGTCGGCCTGCAGTCC
CCAGCAGCGGGCAGACGTCCTGAACAAGCTGGCTGATCTGATTGAAGCCGACATGGAGGA
GTTTGTCCAAGCTGAATCCAGAGACCAAGGTAAAACCATAATATTTGCTCGAACCGTGGA
CATTCCCCGAGCTGCGTACAACTTCCGCTTTTTTGCATCTTCTGTGCTCCACCACACCAC
CGACTGCAGCCTGATGGATCACATGGGCTGCCTGAACTACACCATCCGTTGCCCAGTGGG
AGTGGCTGGGTTGATCAGTCCCTGGAACCTCCCCCTGTACCTGCTGACATGGAAGATTGC
ACCTGCAATCGCGACAGGCAACACCGTGGTGGCCAAACCCAGCGAGATGACATCTGTGAC
GGCATGGATGATGTGCAAGTTGATGCAGCGAGCTGGTGTCCCTCCAGGTGTGGTCAATAT
CGTCTTTGGCACTGGTCTCAAAGCGGGTGATGCTCTCGTTGGCCACCCTGACGTTCCACT
GATCTCCTTCACTGGTTCCACTAAAACTGCACAGAGGATCACGGAGCGCAGCGCCCCCTT
CTGCAAGAAGCTCTCGCTGGAGCTTGGAGGGAAAAACCCAGCTATCATCTTTGCTGATGC
AGACCTGGATAAATGCATCGAGACCACCGTTCGCTCCAGCTTTTCCAATCAGGGAGAAAT
TTGTTTGTGTACCAGCAGAATTTATGTGGAGAAGAGTATTTATGTCGAGTTCCTGGAAAG
ATTTGTGGCTGCTACTAAGAAGTGGAAAACTGGTGCTCCGTCTGATCCCAGCAACAACAA
CGGGGCCCTCATCAGTAAAGAGCACCTGGAGAAGGTGCGTAGCTTTGTTGCTGCCGCCAA
ATCCGAAGGCGGCGTCATTCATTGTGGTGAAGGAGTCGACAAGCTGGACCTGCCTGAGCG
CAACAAGTCCGGGTTCTTCATGCCAGCCACAGTCATCACAGGCATATCTGACACTTCCAG
CATCATGCAGGAGGAGATCTTCGGCCCTGTCACCTGCATCAGCCCCTTCGACACAGAGGA
TGAGGCTGTCTCCAGGGGCAACGGGGTGCGTTACGGTTTGGCTGCCACCGTGTGGTCCCG
CGATGTGGGGAGGGTTCACCGGGTGGCACAGCGGCTACAGGCGGGGCTGGTGTGGACCAA
CTGCTGGCTGGTGAGAGATCTGAACCTGCCATTTGGAGGAATGAAGAGCTCTGGTGTGGG
AAGGGAGGGAGGAAAGGATTCTTATCATTTCTTCACAGAGGTAAAGAGCATCACCATCAA
ACACTGATGGGTAAAAATAATGCTGTCAATTCTAAGCAACTCTGTATGATTGATAAGAAC
AGACACCGCCTGTACTTACATT
>CL3746Contig1
CGGCACGAGGGACTTTGTCCACACCCTGGGAGACGCCCACGTCTACGTCAACCACGCCGA
GCCTCTGCAGGAGCAGCTTCAGAGGGACGTCAGGCCTTTCCCCAAACTGAAGATCAAGAG
GACGGTGGCGAACATCGACGACTTCACAGCTGAGGACTTTGAAATCTGTGGCTACAGCCC
TCATCCCGCCATCAAGATGCAGATGGCTGTGTGAAGCCCCTTCATTATGAAAGGACCGCG
TTGGGGTTTAGAAAGCAGATCTACTATATTTGCATCAGTTGTATATAACATTAAATCCTA
GATCCTTAAGTTTTTCTTATATTTTCATGAAAATCAATCATAAGAATCTGTATATTAAAT
GGAAAATTCCTATTTGTTCGTAAAAATAGGATTTTTGATTTCAGTCTGATCTAAAGAAAG
TCAATTCATTGCCTTTTTATTTATTTTTTTTTTACAATATGGACGCTGCCATGTTGGAAC
CAGACGTTAAGCAGTAATTGCCTAAGTGGGTCTACTTTTAGAGGCATCTGATTGGCCAGT
TGATAACTTGCAATTCAAACAATAGATAAATTGAGTAAAAGCTGTATTTTTCTCAATAGA
AGTCTAGGATTTTGGAACCAGTGAGTACTTCCTGTTTGGAACATGAGGGGGAGGAGTCAC
TCACTCCAGTTCTCATATACAGTCTGTGGTCTGATCTGATTAAAGTGTTGTTACACCCGC
ACCAACGATAAAATAAAGCACTCAGCAATCG
>CL3747Contig1
TATTTAGTNTTNCTACTTCAACTAAACATTTGATAAGAAATTCAAGTATTTTCTGGGAAC
ACGAGTCCAAAACCCTTGGAGCTAAAACAGACACAGAAACATCGAATTCAGAAGAAGAAA
CATCAACAGTTTGCTGCAGGAAACCATCTAATCTCTACAGACGGGGGCCGCCGCCTCGCT
CTGCTCGAGCGCACGCCGCGGCCCGTCCCGGGACTGCAGCGGGGAGACGAGACGGGTCGA
CCGGGTCCAGCAGCAGCCGCTGACCTGAAAGGACCTCATGACGAGGGGGCGGAGCCTGGA
GAGCCGAGGGCCTCGACATCATCCGGCGCTCTAGAAAACGATCATTGACGTCTAACCTGA
TCACAACAGAACTAAAAACCAGCTCCGGGTCAAAGGAACCCATCGCCACTGGAACCAAAG
TACAGGAGCGCGGGACCCGCCTGCTGGGGGTCCAGACTGACCCGCCTGCTGGGAGTCCAG
ACTGACCCGCCTGCTGGGAGTCCAGACTGACCCGGCAGCTCCAGAAGCTAAAGGTTCCTC
CAGAACCTTCCTCCAACCTGAAGACTTGGGTTGTGAAAAGGTTTTTGACTGAAACGACTG
AGATCCAGTTCTCTCCAAAGCGGGTCAGCAGAGACCCGGTCAGGTTTGGCTCTTTTTCCA
AACGTTTGTGAACGTTCAGGACTCAGGATCACCAACACTGGAATAGATCAGAACCAGACT
CGCGTCCACAGTTTCAGATCCTGACCCATCTGGAACCCGACCAGAACCCTCACTGTTCAG
CTGGGTTCAACACTGTGATAACTTGGAGCTGGATTTCTGAAACCTGCTCCAGAGTGAAGC
CAGAGTCTCAAACCAGAGTCGAACAGCGGCCATCTTTGTTTTGACCCAGAAGCAGCTACA
TTTATGCTAGCAAAGCTGCCGCCGCTACTTCCTGTTAGCTCGACGAAGTTTTACGCTGCA
AAGACTGAATCTGAAGAAAGAAAATAAACCTTGTTCT
>CL3748Contig1
CAGCGGTTATTACAGAGTTTCCGTCTACTTCCTGTCCAAGATCCTATCGGACATCTTGGT
GATGAGGACCATCCCCGCCATCGTCTTCAGCTGCGTCGCCTACTTCATGATCGGCCTGAA
GCCCACAGCCGAGGCCTTCTTCACCTTCTTGTTCTCCGTCGCCATGGTCGCCTACACGGC
CACGGCCATGGCCATGGCCATCTCCGCTGACCAGACCGTGGTGGCCATCGCCAACATCTT
CATGACCATCGCCTGCGTCTTCATGATGATCTTTGCGGGTCTGCTGGTGAACCTTCCCTC
CATCGTCAGCTGGCTGGCCTGGTTGAAGTACCTCAGCATTCCCAGATATGGCTACAGCGC



TCTGCAGGGGAACGAGTTCACCGGACTCAACTTCTGTCAGGGCTTGAACAGCTCCGTCAC
TCCTCCGGGACTCGCCTGCACGGGGGAGGAGTTTCTGGACCAGCAGGGGGTGCTGCACGA
CTCCTGGGGGCTCTGGCAGAACCACCTGGCTCTGGGCGTCATGACCCTCGTCTTCCTCGC
CATTGCTTACCTTAAACTGCGCTTCATCCGGAAGTTCACTTAGCTCCTCCTCCTGGTCTG
AGAAGCAACAGTTTTGCTTCCTGTCGTCTTGATCGATAAAGTTGGATTTGTTTACAGTTT
GTTGTTGAGGTAAACAGAACCGACATTGATTGTTTTTTTCACTCCTTATGAACACTGTAA
CCTGAAACTGTATTCTGATTTTTGCACTTTAACCATAAAACCAAAGAAAAGCAGCATCAT
TTTGTATTTATAAATTTGTACAAAATAAAACTGAATTTACTTTGTGAACGTTNA
>CL3749Contig1
GCGGAGGTGAAACCGGTACCCGGGCTCTACAGCACGCCGCGAAGCCGCGCCAGCGCCTCG
TCGAAGTCCATAGATTAAAAAATATATTTATACATTTTCCAAAAACTATTGACTCATTGA
GAATTCCAGCTGACCAAAGAAATGGTGATGGAGAAGCCAAGTGCCCAGCTGGTCGGGCGA
GAGTTTGTCCGACAGTATTACACGCTCCTGAACCAGGCCCCTGACTACCTGCACAGGTTT
TACGGGAAGAACTCGTCGTACGTGCATGGCGGTGTGGACGGCAATGGCAAACCGCTGGAG
CCGGTTTATGGACAGTCGGAGATCCACAAGAGGGTGATGGCGCTGAGTTTCCGGGACTGT
CACACCAAAATACGGCACGTGGATGCGCACGCCACCCTGAACGAAGGGGTGGTGGTGCAG
GTGATGGGGGAGCTCTCCAACAACCTGCAGCCCATGAGGAAGTTCATGCAGACCTTCGTA
CTGGCACCGGAGGGCACGGTCCCCAACAAGTTCTACGTCCACAACGACGTGTTCAGGTAC
CAGGACGAGGTGTTTGCCGACTCGGACTCCGAGGTTCCTGAAGAGTCAGAAGATGAGGAT
CTGGAGAGGGCCCCCTCCCCCGATACCACAGAGGAGCCCGCCCCTTTCTACGACCCCACG
GCCTGGTGCGTCGAAGCTTCGGGGTTTCCACCTGAAGTGGAACTCTAAGTCGGGTTTTCA
AAGTGAGCGTTTCCCTTTCCTCTTGGCAGTTCTGAGCCCACCGCCCCCGGTGACGATGAG
GAGGTGGGGGCCAGTCCAGAGCCGGAGGTGGAGAAGGACCTGGA
>CL3750Contig1
CAAATTCTTTATTTTAGCATAATAGTAAGAAGCCTCTCCTCTGATTTTTTTATACAGTTG
AAACTACTTGGATCACAAGGGTACATATTAGTTAGCCCATTTTACAATAATCAAAAACAA
TTTTAGGAAGTTCTTATGCACTCATTTTCCTACACAAAATAATCAATATCAAGATCCTAT
TTTAACTGAGGACCATAACTGCATGCAAGACTAAAAAAAGAAGACAACTAATCTGTGATA
GCTATTGTTATGCTGCTGTTCATCTAATATCAGTTTCATTTACTACAAAAACCAGGGACT
GTAGAAGAAAGAAAGTCTCTTTCTGCAGTACTACGCCCCCTAATGTCAAAAGTACAGAAC
AGACCGGGCTCCCAACTGTACTGATCCAAATTGTTCCGTTCACCTTCTTTAGTTGGGTTG
AGGAGAAAGGGCTTTGTCTAAAACCTAATACAGATTGAAGGAAAAAAAAAATCCATATCT
TTTTTTGTCTTTTTCTTTTCACTCCAGTGTCGTTTTCATCCAAAAAACAAAATAAAAGGT
CCTTGAAACTCATCAAAACATGATGCAAAGAAACAAAAAAAGCCCCAGACAAAGTCTTCC
TTTGATCTGTCTGGAAGCAAAATTCAAATATCTGTCTTATAAGAAATGATCGAAGGAGTC
GAGCTCCTTTCAACAATGTTGAGAATACTAAAAACTAATAAATGAAAAAAGTTATTAACA
AGTGACAAGAACTATATACTGTATTGCCCTGCCGCCATTTCCCCGCATGTGCTCATACCC
TCCACGGATGGGAATAGTGTTACCAAAGCGAAATATTTTGCATTTCTCAAACTCGGCCCT
TTTTGTTACCTCGGACTCCAGGATAAAAATGGCGCATTTT
>CL3751Contig1
CTTTATTTACTTCAATTTTAAAAACAGTATAACGCAAGCAGAGCATTTTTTTTTTCCGCA
NAGATGCTTTTCTTTTTGCATTTTGAGCGACAAAACAAGACCTTANACAATGCATCCAAG
TTTCTTTAACACGCCTGATATCAAGAGCTGGTGTATCATCTTTGACAGTTATCTCAGTCC
AATTGGCAAATAATCACAGTATCTCCTATCCCTGACCAAAACCGGAAACCTGGGTACAGC
GGCCCAGTAAACTGTGTCTGGTGCCGATGGATGAGGGTCGCCTTGTTGTTTGAGACGCTG
TGAAAGCTCAGAATCCCCACATGCTGGTCCAGGTAAATGCCGATCCGTCTGGCCTTGGGT
GCGCCCAGCATCTTTTCCTGGTTATTGTGCCAGAACGAGAAGCCGGTTCCAGACCAGTAC
AGTCCCCACGACAAGGCGTTATGGACCATGCGGCTGCTGTCATCAGTAGTATCCCGCGCC
ATCTCCTTATAAGCTACACCAATGGTCACCTTCTTGCCGGTCCACTCCACCTCCCAGTAG
TAAGGGCTGCCTGCCAGGGGCTCTTTGCAGAAAACCTGTCTCCAGAACATGAAGCGTTCG
GGATGATCTGGCGGGTTCAGGTTCTCTGCTTTCATTACGGCCTTGTGTTGGTCTATCACA
TGCACGTGGCGATATGATGTGTTGGGGTCAAAGGTAGGCTCGAAGCGGAATTTCAGCATC
TCCTCTCTCGTTTTAGGCTCTGGGTTCATGTAACCACTGGGTGCGTTCAAAGATGCTCGA
GGCCGAGGAGGTGGGAAAGGTGGACATGAGGCTGAGACTTGAAGACTTGCAGAGCGCCCC
ACTCTGGGCGGCTCCATCACTGCTGCGCTTGCTGTGGCCTGGCCAAAGTAGTCTGAGTGT
GCTGTTCCAGCCGCTTCAGGCGCTTCCACACCATTGGGAGTTTGAACCACAGGTTTACAA
TTCACTAGTTTGACGATCTTGTCAATGCTGGCTTTGGATATGTCCTGTATGGACTCCTGC
AGCTCTTTGATGACTGAGCGGACGGAGGTCACAACCGCTTCCTCCTGACTCAACACCGAC
CCTGCTGCAACAGCCTTTTGCCCCAGCGGCTCCATAAGGAAGAAATTCTTCAAGAAGCAA
ACATTGTCCTGCATGTCAGCCAGCCTGCTCAGTTCCTCACTCCTCCAATGAAGCTGTGCC
ACCTCCTGCTGGAGTCTGTGAATCTGGCCCTCCACGTCGTTTCCCAAGCTGCTTTCACGG
CTACCAAGGAGCTCACTGATTTGAGCTCCGGTTTCAGTCAAGTCTTTGACCAACTCGGAG
AAAACACATGAGCTCTCCCTTTCCACAGCTTGCATCATGGCCTTGTGTTGACGAGCAGCA
TGTGGAAGCACATTGAGATCCTTCTCCGTCTCCTGGATTCTTCTCTGCACCTCCGCCTGC



CCTCGTGCCGA
>CL3752Contig1
ATGGTGCGTTTCAGTGGCGGTCCACAGTAAATAGCACAACGAGACTCAACACCCACAGGT
GGCAAAAGCAGAAACCGTTTCTGCCCCCGCCGTAGCAACAGTCAGCACAGCACGCANACT
TCAGGAGGATTGCATTGAACATATGTAAAAATGGACGTTTTAGAGGTTTCCCCATCAAGT
GGAAATTTCAAAGGCATCATCTTTTGGGCTTCAAGCTTTGAGTTCTCTGTTCTAACTTAC
TGATTTAGTTTTTAAAAGGTGCTGAAGCACTAGCGAAGCTCAATGAGCTAATGCTCGAGA
CCATGGATGTTAGCGTAAAACACAGTTTGCAGCTTCTAACGTTTTGATCTTCATTTCTTG
TGTTGCTAGCAAAACGTTTTCTGCTTTTCGAGGGGATTTAACGTCTTAATGACCCCCATT
TTGGTAACAACAGATGGAACATTGTAAACAGGAACATTCATTATATTAATGGTAGATGCC
TGTTGTCCTGCAAGTTGCTTCTTGGCCGTTTTAAATAAGTCTGTTTCCATCCTGCTGATT
TCCCATTTGCTTGAACATTTCAAGAGTTTCCACCTTAAACGGGGATTATCTGACTGTAAA
CTTCAAACTGTGTTTCCGATACTAGAACTTTTGTTTTTGTTTTGTTTTTTACATAAAGAG
CAGCAACGTGCACGAAGAGATTTCTAATACAGCTTTTATTGTTATTAAACTGTACTTTTC
AGAACCATGTATGATGTACAACTAGATGTGAACGTATGTGTGCGTGCGTGGAGGTATGCA
TGTGAGCCTGATGCACGGAAGGCCTGCTGTGTTGTGAACTCGACCTTTCTGAAACACTGA
GCTGCCGGTAAACAGTTGGTGTGTGATTCTTTTCACTGGAACTATTTATTTCTCATAACC
ATCAGAAGTAAAAT
>CL3753Contig1
GGCACGAGGATTTTGTGGGGTTTGTTTTGGTTTTTTGGTTCTGTTTACTGCGATTAGCCA
TATTTGTTTTCTCGGTTTTTCTACCCTTTTGTTCATCCCTTTTTCCTTTCGAGTCTTTTT
TTTCCCGCCTGGTTTTTCAGTTGGCTCTCATGTGTCTTCCAGCATGTTCTTGTCTGGCTG
TCAGTCCAGCTGTCTTCACCTGAGTGTTAGTTTGTGCTAAGAGTGCTTACCGAGCATCAT
TCAGCTTGTCTGACTCCTATGTTGTACCTAGTACACTCTGCAGAGAACCCCCCCACCCCC
CGTTTCATGCTACATACTATGCAGGCTGGCATGTTGTGACTCGCCAACATTGGAGGACAT
TCGGGGCGCTTTGGGTCACTTTTGTAACGCGGGCAAAATCTGTACAAATGTTAATAGTAA
CAGACTCAACAGCACACACATACACACGCACAGGGGCTCCTGTTGTGTGCGCTCACTTAG
AGGCACTTACTGCTGTCATCACACAAAACGAGCAAATACGTGGGGGTATGCACGGCGGAC
ACCGCCCTCGCAGATGGAGCTTAAAGGGATCGTCGTGGGAGGTGGAGGTGAGAAAGGAGG
CGGCGATGCCATGCTCACAGGCACTCCTTTCGTTCAACGTACAAGACATCCGAGTTTGTG
TCATTTCACCTCCAAAGGCACAAACGGATAGCTTTCTTTGCACGGGATGTTTTGTACGTT
GACTTTGAATATTTTTCCCGCTGTGACCGTGACATCTCCTCCTCCTTTCCTTTGTCAGAC
AAACATTAAAACACCAGAGGGAAGAGAAAGGCTATGTAGAGTCACATCTTGATACCTTTG
CAGACATTCAAAACATCGGTGGCGAGAGCGCGTTTGTCTTAAAGGCGTGAAGATCCGCCT
CACTGAAAGCTGGCGTCGGTCCCCACCCAGACTATAGTCTGCTGTTGGTGGGGATTCATA
TTTAGGTGAGGCCTTTTTCAGGACTGANAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL3754Contig1
AATTGGTTTCTATGGAAAAGTCTGGTATGATNTTTTTTATTAAATAAATACAAATATTTT
ATTGACTAAAATTACATTAATTCATGGAATGTTACAAAGATGAAAAAGACAGAAATCACT
TGAGGTAATGTGATTGTAGATCTAATAGAAATATTTTTTCCCCTCACTATTTGGTCTAAA
ACCTTCAATCTGGAAAAGTTTGAAACCTCTCCAAAAGGCTTTAGACGCCAGTTTTAACAG
TTGGCTCCAAGAAAAATGTTTGCAAAAACGACCAATATTTCAAGTTTAAGAAGATTTTAA
AAACAGAAAATCAAACAATTAAAATAAATGTTCCACAAAAACAACAACAAAAAAGTTAAC
GTCCTAAGTAGTCCCTGCAGTCATCTCTGATTTGATGTTGAAGATGTTCCAGCCACCTTT
GTCCATAAATGTCCAGTTTCTTTTTGAAACATCGTCACATTAGTGCACAGCAAATGTCTC
AAAGTATTATTAATGTGACTCCCTGGAGAGGGTACTGTTCTTCTTTGGTTTCACCACAGC
CCATGATCAACATTAGCTTCCTCAGTTTTTATTTGTTTGAGGTATCTGTGAGTTGGGTCT
GTTTGTAACCTTGATCTGCATAAAGGTCCTCCAGCCTCTTCCACATTTCACCCCACTGGA
TCCCAGCATCACACCGTAGGCAGAGCGCTGCTGCTGGCATCAGAACTGAGTTGACGGTCT
GTGTCTGTGGGATCAACAGTTCCGGCGTTGGAATAAAAAGTCTGTGGATGCAGGATGTCC
CCACCTGGTGAGAAAATGTTGTATGGTAGCTCTACAGACTGGCGGATGCTTTCTTCATAG
GTAGGAGGAGGCTCAGTAACAATAGGCGCATTGAGGCCAAAGCGGTCAGCGATCATCATG
TGGATCTGCCTCTGGCGGTCCTTCTTTCGTACGCTCTCATAGGAGGGGAGCCTCGGCATG
GGGGCCTCTAGCGTCGGCAGGCTGTAGCTGGAGGGCAGGCCGACACAGAACAGCTCGCCT
GCCTGAGTATTCCTGTCCGACTCAAAACAGGGGGTCCCCACCAAGGTTGTCCTACTGCTG
TAATACTGTGGAGGATCATCCGCAGCAGGATGTGGCTCCTGATAGGAGCGGTGTTTGCAG
CACTGAGGATCCTTGCGGTAAATAAAAGACAGCAGCGCCACAATAACCACAAAGAACACC
AGAGAAGAAAGGGACGCAGCGACCACAGTCAGTTGGTCGGATATCACGTATGAGGAGATG
GTTGGACTTGCAGTTGTGGACATTTCCTCTGTGAAAACTGTTAAAGAATCCCCTCAAAAA
TCCTCCACAACTCCTCAGTCTTGGCTCGAAGCCTTTCATTTCACGTCTTAAACAGATACA
ATGACTCCGAATCCGTCGCTGTTCCTCAAGGTCTGTTCGGTCCGGGACATGGTGTCAGTC
CACATGCGCTCTGGAAGTCCCAATCTCAAAAAAACCCCGGCCATA
>CL3755Contig1
TGTTTAGTATGAAGTTAACAGCCTGTGAACCTTGCTGTAAATGCTTTGCTGCCATAATGA



CATATTTCCAGCCACCTTAAAATGCTGCATTTTTTATTTTATTTTNTTCNGTATCTTAGT
TTTTCATTTGACGTGCTGGATCTTGGATGCTGGCTAAGCCCAGCCTGACCACCACTGGAT
TCAAAAATGCTTTAAAAACAAACAAGCATTTCCCTATGTTGGTGGAAAATTTAAAAACCA
ATCCACTCCTGAATGAAGAGAAGAATCCCTTAAAAATGCATCTTATTGTTCTCATAAACT
GACACAGCTATTTGGACATCAGATATATGCTTGATCAGAAAAATATCATAAAGGACCTCC
AAGGAAATGGGAAAGGAGATGCTTTAGTGCCAAATCTAATCACCACACACCGACCTTTGT
TAAGAGACACTTACCTAAAACCACTTAAGCTCTCTAGCTGTGTGTGTTGATCATTTAAAC
CCATGCACTCCTCTTAAGGAGGGGGTGGGGGGAGGCTCTGATTGAAGGGTTCAGAAGCCC
CCCTGAGCTGCTTCTCCCTTAGCTCTACTTCTCCCCTAATGAGACTGTTTGTCCCACCAA
CGACCAGACAATACCATGCTGACACCGGCCTTTGATCAAAGGGCAAAGCCTGTTTTGGCG
GTTATGAGCACATCTGTCACTCCACTGTGTCCAGTTTCCATCCTGTGCATGTAAATATTT
TATGACGTGATTCGTTTGACTCAAATCTAAATAAAAGAAAGTGTCTCATGTTAAAAAAAA
AA
>CL3756Contig1
GAGATGGGCGAGCAACTGTTCACTCCATGATTTCACGCAAGGTGACCATATCTGGGTTTG
ACCTGACCAGCTACAGAGACTGTCTGACCAAGTGGAACAGTGCAGTGGAGACCATGTTCA
GCCAGTGCCAGGCCGCTGGGGAAGTCAGATGCATGGCCATTCGTTACGAGCAGCTCGTTC
TTCACCAAGAGCTAGAAATGAGGAAGTTACTCAACTTCCCTTGAACTGCAGTGGGATCCG
TCAGTGTTGCACCATGAAGAGCTGATTGGAAAGGCTGGTGGTGTGTCTTTGTCAAAGGTG
GAGCGCTCAACAGACCAGGTGATGAAGCCTGTGAACACAGAAGCCCTCTCCAAATGGGTG
GGCCACGTTCCCTCTGATGTCATCAACGACATGGCGGAAATTGCACCAATGCTGGCTCGT
CTGGGATACGACCCCCACGCCAACCCCCCTGACTATACAAAAGCAGAGTCCACGGTTTAT
CCTTTCAACACCTCACAGGGAGCAAAGGCAGCAGACACTCTTCACCAGAGTTAAGCCTGG
CTCTCATTCCACAACAGGGACACACCTTGAACATGAACTTCCACCTCAGCAGTATTAACA
CTTAACATGTATGTCTGTGTTACACGTTTAGAATTGTTCTCGAGACTTGCAGTGTCCACG
TCTGTGCACCGCTGAGGCGATGGTTCATGTCTTTGCAGGTCTGCAGCTCTCTCATCCAGA
GTGGACTGTCTGCTCAGGGAAGATTGCTGCTTCTTACAGTTCATCTCCATGGTGTTTGCT
GTGTCTTTTGATACTCTCTTTTAGCATGTTTTAAGTTGTTTGTAATTTCATCAAAATAGG
AATGTTTCTACAAAAGGCAAGCAGCGGTTCATAAAATACATAAAGAACTGTATATTTTTG
AAAATGTATGTTTATTTTCTTACTAAATTATGTTGTTTTTTTTTAACCATGCATTGAGAA
TTGTTGTTAAATACTAATAAAAACATTCTGAATGTCAAAAAAAAAA
>CL3757Contig1
AAAAACGGTAAACTCTGAACAGCTTCTGGTGTCTCCCACTGATCTAGTGCAGCAGAAACG
GGTTTTGACTGACATCTGGCATCCATCTACACTTGAATTGACTAACCGTGTTCACACATG
ACCCGTCCTAAAGCTTTTTTAGCGTGTCTAGATCTGCGCCGCTCTTTGTGGCTCCAGGTC
GGTCCCATGGGCGATCTGATTGGCCGCCTGACTGTGACGTCGTTTTCTGAAACAGCTTTC
CCTGTAGAGCCAGGAGGGAGGTGTGGACGTGCTGTGATGTCCTGAGGTCCCTAAAGGCAT
CACCCCCTCTGCAGAGCGGAGGACAAAGCTGGAAACATTTGATCAAACACAAATGTCTGC
ATCTGATGGGAGAAGCAGAACACCCAATGACGGCCCTGATGATAGTTTGTGCCCCCCCAT
CACAGATTCCACAGATGCTCCATGAATGCAACAGCTTCCCTACTTCCTTTGGACAGAATC
CGAGTCTTGGTTCTGGTCGGGTCCAGAACACCTCTCCTCCTTCATTCACTCCATTTCCTC
ACAGGTGAAGACGAACCCCACCGAGCTGTGTGCACGTACGTGCACGTGCTCTCAGTCGAG
CTGTTTGTGTGCCTGAACAGGTGAGGAGGAAATGGAGAAAAACCTGGAGAACATTTCAGA
ATAAAAGCAGGACTTTGACCATTTTGCTACCAGATGTAAAGTTTCTGCAGAGCCGGTCCT
CAGACCATCATGAGGTCCACAGGATCCACTTTAAGGGACGATAGACTGACTAAAAAGTCA
TTTGAGATGTTAGAAGATTCAAGAAACAAAGTAGATTGATTGGAATGAATGGTTATAACA
TTCTACAATCTGATTGGCTGCTGACAGGGGAAAGCATCTCATTGGTTGATCGGTTCACAG
GTGATTTTTGCAATCAGAAGGTGACGGATCTGAGGGCAGGAACCGTTTGGACAAGTTTCC
CAAGTTTTCTGCTGGAAGACGCGCTGGAGCTGCAAAAGCAGAAACCGACTGCAGAGCAGC
TTTTCTGACGGACGCAGACATTTTGTCTACAGAAACGTCTTTTTCAGTGTTCACATCCTT
TTATGTGTATGTTTTATGTATAGTATTCGAATAGGAAGTGTCTGGTATTAAAATACGTAT
GAGGTAATAAAAAAAAAA
>CL3758Contig1
GCTTTATATGTTTATTTTATATTTTAACATGTTTATTCTACAAATAGTTCAGATCTGCTG
TAATGTTTAACTCAGTTTTTCAGAACTAGTAACTGATGAAAAAGCATTGATGTGCAACTC
ACAGCAAGCTGACAGGTGAGTGCTGCGCCTTCAAACATCCCGGAATTTTATTTTTTTTTA
TTTTTAGAGCTTCAGACTCAGTTTTCCACATTCTGTGCGTTTTCGGGGGCGCCTTTTTTT
TTTCCTTCCTCTACTGCACAACAGCCAGGGAAGATTTGCTGCAGAGAGGAGACGAGCTCT
CCTCCCCTCACTCTCTGATTGAGATCAATAGGTTTCCACAGTGATCTGTGTTCACTGTGC
ATCACTGCAGCATGGAGAAAATCCATCAAAACCAGCGAGCTGCATAACACAGCCTCCAGC
CCATCACCACATCGATTCCACCACTCTGAGGAGTGCGACAGCAGAGCAGGAGTTCTGATG
CACTTCAGATATTTGTGAGATGTGGATTTAGAAGTTGAGAGATTTTTGTGGATTAGAGGT
GTTGGTTGGTTGGCATCTGATCCCTGCTGGAACCATTAACCCCTTTGGCGGCGTAGATTA
AGATCATTTTGTAGCTGACCTGCAGAGCCTCTGTTGGCACTAAAAAATTCCCACCTTGCT



ACACCTTTCCTTGTGTCCAATTTGGCAGAAATTCTGAGCTGACTCTTCAGCTAAAACGAA
AAGAAAAGAAAAGATTACAAGGTCTGGCTGACCTCTAAATCGGGAAGCACACAACTTTGA
TTCATTTTGTGCTTATCCTTTTCAGACCACAGCAATTTCCTCATTGCTTTAGAAATAAAT
TAGAAATAAAAGACTCCTTTTAATGGTGTTNGTCGCCGATTTATGGGATAAACTTGCATA
TCAACCGGATAGACCGAATGCAGACGATGTAATCCTGTTCAATCCATAAGGCACAGCGCA
CGTTCTCAACCACTCTCAGTTTCTCGCCACATCTCAAGTCCCAAGTTTTCTGTCATTTTG
CAATCCGAAAATACCAACGTCAATATATGACGTATGACTGTGAGATAACTGGTGGAAGCT
GCAGGGAGAACGCCGCAACATTCGGATGCACAGGATCTGTCTGCCTCTCTCGGGTCCATG
GAAGTCTTAACGGCTGATTAGGTTAATAAGGGTGTGTGTCGGGATTGATTTTTCACCAGG
GTTAATCCCTAATGAGGATGACATGGTCTAATCCAGGAGGATTCCCCATCCTACCTAGCT
GGAATCCCACCCGCAGTGTCCCAGACACACAAACTAGGATGTA
>CL3759Contig1
GTTTTTCTCCTTTTTTTTTTGTTGGTACGTAAATCTTCTTCGGTGCACTCATACTGCATA
GAGTTCATAGATCTTCTTGGCACAATATGCCAGGGCAGCCAGTGCTATCGTATTATGGAG
TCTCTTTCTGTGGACGTCGTCCCTGCGTACCAACACCACCGGAGTAGAGGAGGTCAACGT
GTGCAGGGGCAGCCGCGAAAGTTTTTGGCTGTCGTATTCCACCTGGTATTTGCAACAAGG
ATCAAACTGCCACGATATCCCGTAGAGGGCAGCGCACGCCACGCTGAGGGCGCCGGCGGG
CAACGCCACATACCGCGAGTATTCAGCAGGCAGTGAAAGCGGTGTCAGGAGGCAGGCAGA
GCCTGATAACACTGCCGTCTTGTGCAGACAGTTTCCCACCGTAATCCAACGGGCTGTCTC
ATCTCCGATCCGCGTGGGCTCAATAACAATGTATTTATACTGGGCCTCCAGAGCTTGCTC
AAGCTCATACTCGAACTGGTCCTGTGCATTCTCCCCATTGTAGATCTCATGCACTATGTA
GCAATCCGACGCCGCCATTACTCCCCTCTCCCTGCTTATTGGGACACCGCGCCTCCTTCC
GAGCGACGCCATGTTGGGGATGCAACTGTGATTTCCTTTGACGTATGAAAGCGACCC
>CL3760Contig1
CCCTGTGTAGGGTAGTGTGGTGTTTCTCTGGTGTGTTTTTCCCTTGTTAGGTTAGCTGTC
TCCATGTCAGTCTCGGTGGATCTGCGTTAGTTCTTCCTCCCGCCATTATGTCTCTGCAGT
AGCGTCTTCAGTGAACCTGGAGGTTTGATAACAGGAAGCTGCAGGACACAGACAGAGTAA
AGAATGTTCGCGTCCGCTTGCTCGAAGCTTCTCCGCCGGCTCACTTTCCCCATCCGGGGA
CAGAGGACGCTCAGTCTGTTCTCCAGCACTGGATCGTCTAGCTGGAGTAAAGTTGTCTCT
GATGCGGAGAAGATCGTGGGGTACCCCACCTCCTTCATGAGTCTGCGCTGTCTTCTCAGC
GACGAGCTCAGCAATGTGGCCATGCACATCCGGAAGCTGGTCGGGACTCAGCATCCCCTG
CTCAACACTGCAAGGGGCTTTGTATACGACAGCAAGAACAACCTTCAGATGAGGGGGCTC
ATCGTCCTGCTCCTGTCAAAGGCTGCAGGCCCTAGCCATGCAGCCGATGATGCTCTGGGT
CAGGACATGGTCAGTGGCATCTACCCCAGTCAGAGAAATCTGGCAGAAATCGTAGAGCTG
ATCAACACAGCGTTCTTGGTGCATCGTGGGGTTGTAAACCTGAAGGAGTTGACCGTTTCT
GACGGCCTGCTGAAGGACATGGAATTTGGGAATAAGATGGCGGTTCTAAGTGGCGACTTC
CTGCTGGCAAACGCATGTACGGGACTCGCTCAGCTCAACAATACTGAGGTTGTTGAGCTG
ATCTCCAGTGCCATTGGCGAATGTAGTTCAAGGAATCTATTATGAGAATTACAGTAGTGC
AGAGGATGGGCTGATTGATGGGGTTGATGTGGCGTCCTGGAAGGAGCACATCTTCCTGAC
CCACGGGGCGCTGCTCGCCAAGAGCTGTGAGGCTGCCATGCTACTCGCCAAGCACGACAA
GCAGGCCCAGATGCTGGCGTACCTGTACGGCAAACACCTGTCACTGGGCCACAAACTAAA
CTCTGACCTGCAGCCCTTTGTAAAAGGTGGGATGGGACAGCCAGTGACGTTCAGCCTGAA
CGCCGCCCCGGTGGTTTTCCACCGCCAGCTCGTTGGCAAAGACAGATGGCATCAGCAGCT
GCAGCAGGCAACAACTTTAAGCAACCAGCTGGATTACTCAAAGCTTTTGGCAACAGTTAA
ATCAGAGAAAGGCGTGAGCTCAGCGCTGGATTTGTGCTGTTTCCATAGCAACAAGGCTCT
GGAGGCCATCAAGGCTTTCCCTTCCTCCAAGGCTCGATCCGCCCTGGAGAACATCGCCTT
TGCCGTCACGAAATTTTGACCCGGACATGCGCCTCGTGTCCTTTTCTGCTCCGCAGAGAC
TAATGAGCTTACTTTGATCCAGGTGCTCTGGAAGTGCAATGTCTACAAAGGCCTACACNA
ATAAAAACACA
>CL3761Contig1
GGCTTATTTATTGAAAAATATNGTTTCTGATCGAAACGGTTTCTTTGAACGTCCATCCCT
GGAGTGAATCTTCTGATTCTACTGTCCAAGTTCTGAGAAGTCTGGATACTGAGCTGGCGG
TGCCACCACAGAGTCACCGCGGTTCACCGGTCTTGAAGATGCAGTCGCAAAATGTGGAGA
TTATCAGCGGTGGGGGGTTAAATAACAACGTTTCTTGGTGCCCTGTCCTTTTGTGTCAGT
CTTTCACACGTCCTGTCATTATAGACAGTCTCTGCACAGCGCCACCTGCCCACGACGGAA
GTCCCTGCAGGGGCAAAGACGTCTGTACTTGGGCGAGTGTCCTGCACAGCTGAAGAGTAG
CGGATCTCGCTGCAGGCCGCATTCCCGTCGCATGACTGAGAAGGCTGGCAGGATGTGGTT
GATCTCCGAGTCCACTACCTCACACTGCACCTCCAACCCACGCAGAGCCTCCTTGTTGTT
GATGAAGCGGAAGTGGGCGGGTTCACAGATGAATCCCGTCAAGCCGCAGGCCTCGACACA
AGACTGTCCCTCTTGAGACGCGAGCAGCCGGAGGGAGCTGAGGGGAGGCCAGGCGGTCGG
CGCTCTCACATCGGATGCCCAGACCAGCGCTGTGGAGTTCTGCAGAGGCACAAACAGAGG
TCCTGTTGTCCTGCTGCCAGGGCCAGATCCTTTTCTGGACAGGTTGGCGGGAATGAAAGG
AGGATCCGCTGCACAGAAGTCCTGATTCTGAATGTAGGCGTGAACCCTCTCCAGCATCCC
CTCACATGTGTACTCATAAGGCAGATAGGGCTGCACCTTGCTTCTCATGATTTCCTTGAT



AGCAGACTCGAACTCCA
>CL3762Contig1
CATTCTCTCCTCCTTTTCTCTCTCTTCTCGTCTCTTTAAGCGCTCCTGGTTCCTCTTCTC
TTGCTTCTCAAGCACAGTTTTCTTAAGCTGGTCCAGTTTCTCTCTAATCTGAATGAAGCC
CAGGTGAAGCTTTCCACCGAAATGGTCAGCCAAACGGCGGTCGTTGTCATGGAGACCTAG
ATATGCAGAGCACACCTCACAAACTCTGAGTTTCTGTTGCTGAAAGCTGGAGGCTGGCAT
GGAGTTCCTGTATTCCTCCTCTGCATCCTTTTTCTTGGTGCGGACCTTTTCCACTTCCTG
CAGAACCTTCTGAGCTTCATCCACGTTGCCTTCCGCTCCAAGTTGCTCAGCCTTGGCCAG
AAGCTTCCCTATTTCTTCATTCAGCTCATGCACTTTCTCTGCCTTTGCTGCCACCTCAGC
ACTGATCTCTTCCTGAGTTTCAGCCAGGCGCTTCTTTGCGAGCTCAGTTCTTCGGTCACA
GTCAGCAATGAATGACTCCAGATGATCCACTGCATCAAGCTCAAAGAAAAGATCTCTCTC
TTTGGAGGCTATTTCATAGTCCGCCCGAAGTGCCAAGTCATGGATCTTTGTACATTCCCC
CAGGTCCATACGAGTTCCTGACAGAATGTCATGTGGACAGCAGTTGAGAAGATGACTTTT
GCACACCCGCTCATCGGTAAACTTGACCCTCTGCCGTGTTTCATCTCCATCCCTCGCTGT
TCCCATGAGTTGGTCGAGCAGAGCTCTCATTTGAGCTTGGGCAGACATTATCGAGGGTGT
TCCTTCAACAACCTTTTTATTTCAAGTCAATAACCCGAGAACGGTTCCTTGGATTATACG
CAGGGTTAGTCGAACAAATTATTCATCCAACCATTACCCCCTCGT
>CL3763Contig1
TTTTTTTTTTAAAATTTAATATTTGATTTATTTGAAATAAATGTAAAATACACAGGATCA
TTTTAATATATAAATCATGATTGTGTTTGATTGCAGATAGTTGTCTTTTATGCCCCCGGT
TACCATATCACACCCAAAAGCTGAATAGTTAATACATTTCATAGTGTGGTATACCCAAAT
ATAATCATACAGTAAATATAATGTGTAAAAGTGACTAAATAGTGTAATTGAACAGGTCCA
GCTAGTTGTAAACATCTGGAACATTTGATGCATTTTTAACAATCCCTGTCAAAAAAATAG
TTTATTTGCTTTGTCATTAGAGGAATATCAATGTTTCCATTATTCTTAATATGAATCGGA
AATTCTGATATGGTTGTTAAAAGTCAGAATGGAAACAAAGTTAAACAACCAGCTGTAGCA
CTTCCAAAGCTCATCAGCTACTTGGCTGTTGAAGACAAGAAAAACCCGATTTGCAGAACG
GGACAAAATGTGGTTTTTCAGGAGGTTTTGAGTAAAGACTGTTTGAAGTTGTGGTTTATA
TCTAAAGGTTGGACTAGTACACCATATGATCGTTTAAATCATAAGTTTTTCTGTTTCTTT
CACCAGCAGTTCCAGAGTTTTACACTTGCTGGTGGGATTACTTGAGTACATTTGAGTAGT
TGTGACTCTTATTTTCTGCAAAACAAGTTTTGGTAGCGCAAACCAGCAATTAAGCCATGT
TAAGCCAATGCACAAATATTGCTAAGCATCTGCTAATGCAGTGAAACTGTGTTTCTCACA
GAATTTTTAAATCAACCAACAGTG
>CL3764Contig1
TTTTTTTTTTTTTTTTTTTTATAGCATAAAGTTTATTTTACACACAGAGTGAAGAAATAA
TCTGCATTTTTATGTTCCTACAGTCATAGAAATGCCATAAATATCAGATGACGCACCGCG
ATGCTGAGGCCTTCCCGGTGAGGATGTCAAACTCCACCGAGCACGCTCCCATGTCTCAAT
GTGACGCATTCAAATGTGGGCGTGACCCCCGCAGAAGACGATCCAAGGCGCAAAAATGTC
CGTGCACAGCCTGGGCGTGCACGCTCCTCAGCCGACTCTCAATCAGAACTCGCCGGCGTC
TTTGGAGCTGCGCCTGAACATTCTTGTGGAGCCAAACATCTGAACAGCTTTTCTCACAAT
GCCATTATTTAGTCAAGGAAGTGAATAACGGTTTACGTGCTTATGTAGGGATTACTTCCT
AACACTCATGAATAGAAGCACATCACTGCTGTTTTAAGGATTTATTACTACTGTGAAGCA
CTTTAGTCAGCCTGCACTCCTAAAGTGTTGCATAAATCAACTGCATGGACTGAGTCTGTT
TCTAAAACTTTCAAAGGCTTCCAAAGTTCAGTCAGACGTTGCTGACCATCCCCTCTGCTC
TGTGCGGGCAGAGGTTTGCAGCTCTGAGGTGTGTTCGCACCAAAGGTCAAGAGAAAAAGA
CATCAGCCACCTCCAAGGAAGCTTCCAGCTAACAGACCCAAAGGGTGAAGCTTCGTTCAT
GGCAGCTCATCAGAGCCTCTTCTATCTACACTCTCTGCAGCTCAACAGTTTTCCACAGAG
TTTATCTGTTTACCCTCAAACCAAGTCATGAGATTTCACCCAGAATTTCTGCACATCTCA
AAAATGAACAATTGTACCTTTACAATAAATAACAAGCAGATTTATTTGCTTATCACTTAC
TGTTATTATGAAAGGAAATTTTAAAGAAGGTCTTTGCAGTGCAGGTGACATAAAAGTTCT
TTTCTTTTGGCTTTAATGCTGATAAATATTCTTAATAAAACATAAACAACACAACCTCAG
ACAGTACTCTCAAACCCACTATTAAGCATGGTAGTGGAGGAGTCATGATTTGGGTTTACC
TATGAACGATAATAGATAGATGCTAACGCTCGGACACAGTTGCGTTTAAACCGAGATTAC
AATAACTCACCTAGATCCGGATCGGTCCAGTTAAAAGTCCAGACCTCCGTGCAGCTAACC
CGCTCTGCGGTGGGACCGGAACAGAGTTGCTCCTCACTTTAATGAGGATATTAGACAAAG
AGTCCCTAACAATGATCTGTGGGACTGACGGGATTGACGGAATCGAAACCTCATCCGGAG
CGTTGGCCTTAGTTTAAATCAAAATTACTCACCTAATATAAGATGCAGTGACTCCTCAGA
TTTACTTTCACTGAAATAAACTCATTCTATTTTAGTGAAATGATAACCATTTGTCCGTGT
CTCCAAAGAAAC
>CL3765Contig1
AATGAGTTATATCGCGATAAAAGTCATTGGCTGCGTGCGCAGACGTGCATGGACGGTACC
GACAGTCGTTCGTGTGTTTGGACGTTGAAGCGGTTCTCATGCGGAACATGAAGCGTCTGT
GACGGACCCGGACGCGTCAACAGAAAGCGCCGCGTCAGTATGAAGTTGGAAAGAAACCCT
CCTCCTGACCGGGGCTGCTTGGTGGGAATCATCTTCTTCATTCTGGGATTGGGAACGCTG
TTGCCGTGGAATTTCTTCATGACTGCCTCACAGTATTTCGAGAGGCGGTTGAACGGGACG



GAGGTCCACAACGGCACGGGCCGTGTGCAGAAGGAGTACCTCTTCAACAGCTGGATGACC
CTGCTGTCCCAGCTGCCCCTGCTGCTCTTCACCTTACTCAACTCCATGCTGTACCAGTGG
ATATCGGAGCGGGTGCGGATCGCAGGCAGCCTGGTTCTGATTCTGCTGCTCTTCATCTTC
ACGGCGGCGCTGGTTAAAGTACAGATGGGGGAAGACCGCTTCTTCTCGGTCACCATGGCA
ACCATCTGGTTCATCAACTCGTTCGGCGCCGTGCTGCAGGGCAGCTTGCTTCG
>CL3766Contig1
TTTATATTTGCACACTGTATATGTTGTACATACTGATTTATTCAATATTATATTTTGTTT
TTTGTTACTCTTGCACTGGAATGGTGATGCTTCAACTTCATTGTACAATGGGCAATGACA
ATAAAAGCAAATCCATCTATGATCTGATCACAGACATGTAGACAAAAATTTGTCTGAGCA
TCACAAGATCTAACCGCAATTTCCATAGAAAACACACAAAATGTTGATTTATAACTTTCA
AAGGGTGAAAAGTAATGACTTTAAAATCCTACTTCTTCCAGACTGGGGCTTTCGGATGGA
TTTGGAGATTTTCTAAATATTTCGCTGAAAATGTTTCCTTTTCCCTTTGAGTTGGAGTTG
TCAGACTGACTGTCAGAGTTGGATGCAGAATCCTCCAGCGATTCTTTATCCTGAACCTTT
GAGTGAGTCTCAACCAGACTGTCACTACTGCCTGACAAATCTCCAGCCAGAGGCTGCTTA
TCCTTTGGAGACCTCTTAAAGATTTTGGGTAATTTCCCTCCTTTTCCCTTGCTTTGTTCA
GACAAACTGTCACTGCTGGCAGACAGCTCACTGTGAACACTCAGGTTGTCCTGCATGGAG
GCTTCATCTGCTGGTGTTTTAGACTTTTTAAGAATGTTGGACAAAAAGCCTCTTTTTTCA
GAGGTTTGTGCAGATGTTTCATCCTCTGCTGCATCTTCAGAGTCATTGTTCTCTTTAATG
ATCTTCTGCGACGTCTTCTTCAGATTCAGGCCTTTCATCACGCCTTTAAGAAATTCCGGC
TTGTTGCTGGGAGCCTGTTTGACTGGGATTTGGTCGTCGGTTGAATCCTGTTCATTGGGT
GGGTGGAGGTAGCTAGTGAACGATGCCTTCTTCTCCTTTTGGCTTCCTCGAAACATTCCA
GTCAGGACCGAGTGATTACTCTGTTTGAAGTCTGTTTCATCTGCTGCAGTTCCTGATGGG
TCATCTTCTCTGGGGCTCTCTCTGTGGTCTGCCTGTGTCCTTTTGTGCAGACTGTATCTG
GTCGAGTTCTGAAGTTCCTTTTCTGTGGGTCTGGGTGGAACCACAGGAGTTCCAGAGAGT
TTGCCATCGTTGCTCTCTGTGGGCTTTGGAGGAAGCTTGGGCGGCTTTCTCTTCTGCTTA
ACTTCTGGCTCCATCGTGCAGGTTTCCATGTCTCCTGCGAACCCTTTGGAGAAACTTCAC
ATGCAGTTGTTTGTGATTTTCCCTCACCGAAGACTCGCCCGCTGTCGGAAGTTCCTACCC
CGGCCA
>CL3767Contig1
CTGGGTGCCGCTGTGGACGTGCGGTGGACTTCTGTCGCTCTGCCTCCGTCTGGGCTGAAA
AGTTTCTGGTCATGAGTGGACACGCGGGCCCCGCCGACATCTCCGGACACATGCTGGACC
TGGACGAGGACGACGACCTGGATGTGTTCAGTAAGAACACATGCCTAACAGATGAAGGTC
CAGTGCCCAACTCCCCCAGCTCCATGGTCAACCAGTACAGGCTGGAGGATGATGAGGAGC
AGCAAGATGCCAACGCTAAAGACCTCTTCATCTCTGTTGACGACCCGGAGAGCCACATCA
CTGCCATCGAGACCTACATCATGTACAGAGTAGTGACCAAGACCACACGGAGCGACTTTG
ACTCCAGTGAGTTTGAGGTCCGCCGACGCTACCAGGACTTCCTGTGGCTGCGGAGCAAGC
TGGAAGAGAGTCACCCCACCCTCATCGTCCACCCCCTCCCAGAGAAGTTTGTGATGAAAG
GCATGGTGGAGCGCTTCAACGACGACTTCGTTGAGACCCGGAGAAAAGCTCTGCAGCGCT
TTCTCAGCAGGATTTCAGAGCATCCTGTCCTGTCTCACAGCCAGCACTTCAAAGTCTTCC
TCACTGCACAGGACCTGGCGCCACACAAGAAGCAGGGTTCAGGTTTCCTCAGCAGGATGG
GGGAGACGATGAGGGCCGTGGCCAACTCTGTCCGCGGCGTGAAGGACAGACCGGAGGAGT
TCGAGGTCCTGCAGGACTACGTGGAGAACTTCAGCAGCAAGATCTCCTCTGTGGACAAAG
TCACCCAAAGGATCATCAAGGAACAGAGAGAGTACCTGGATGAGTTGAGGCAGTACAGCT
CCACCTACGCCCAGTGGGCGGGGTCGGAGGAAAACCTGTCTGAGCCGCTGAAGGGCGTGG
CCAGCTGCGCGGAGCGGTGCTGTAAGGAAACAGAGGAGCGGATCCAGCACTTGTCTGAGG
TCCTGGTCCCAGCGCTGCACGAATACGTCCTGTGTGCAGAAACCCTGAAGGCCGTGATGA
GGAGGAGGGACAACATTCAGGCTGAGTTTGAAGCGAAGAGCGACGCCTTGGCGTCCAGAA
GAAGTGATCTGGATGCGCTGCAGGACGAGGTGGATGAGCTGGCAGACCGCATGGACAAGT
CCAACAGCGCCTTACATGTGGACTGGAGCCGCTGGAGGAACGCCATGAGAACGGACCTGA
AGGCGGCCTTCACCTCTACTGC
>CL3768Contig1
CTGACTTTTCTGGCTCCGAAGCTGAGGAAGAGGACGCTGAAGATGAGAGATTAGAGGAAG
ATGACAGCAACGTCGACAACGATGCCGAAAAAAGCACCGGAGACGCTGAGATGTCAGTCC
CCACAAATTCTCAGACGGAGACCAACATGGAGAAGGACGCCAAAGGTTCTAAACAAGTCC
TTCAAGAGTTGGACGCAAAGATCGCCAAGTACAAGCATTTCTTGGACAGAGCTAAATCGA
AGCGCTTCTCTGCAATCCGGATACCAAAGGCTCTTTCTGACAAAGTGTTCACAGACGTTA
AGACTAAACAAGCAGCAGCCAAACAGGCACAAAAGAAAGCCAGTCAGACAACAGCTGTAA
ACATGAAAAACAAGAAGAGGAAAGTTGAGGAAGATGATGAGTCCACGCAGTCCAGACTGA
CGTCTAAACAGAGACGAGCAATGGAACGAGCCCAGAAGGTGAAGAAAGTGGGTGTGCGCT
ACTATGAAAGCCACAACGTCAAGAACAAGAACAGAAAAGTTCCAGTTTCAGCCGCCAAGG
GTCAGAGGACAAAAAGATCCAAGCAGTAAAATTAAGAAAGTAATTGACCAAAAAATATGC
AACAAATCTTTATTTAAATTGGCATTTTATCAAAATAAAACAATTGAACAAAAACTCTGA
TTCATCTGTTTTCATCCACATGAAAATAATAGCATAATATGTGAGGTTAAATTCATCATT
CCTAGGTTTATCTCTTAACCTTAAAAAGATGTGGATTTTGTATGTTTAACTGGTAAATTC



AGTCAGTTTAACCAAATCTAACAAGGAGTAATCGGTTTTAAAAATTCTAACGTTTTTAAG
ACGTAGCTGGGATCTTGGTTTGTAAGTTTATTGCTGAATGTACATCTTCCAGCTGATTCT
GAAAAGAGAAGAATGATAGTTATACTTTTTACACAATCAAGTCTGTTTCTAAGATGAAAA
GTCCAAAATTAAATCTTCTTTCGAGAAA
>CL3769Contig1
TTATTTCTTCTGTAACATGCATTTATTTGTTCTGCATCAGNAGCCATAAAATGACATCAT
TTGGACAATTCGGTACAAACTATAAATATTGCAGGAAGCCCCAATAAAACCAGAGTCCTT
ACATGAATTCAGAGAGTTTTCCCTTCACCTTCTCTTCGATGTTTGCGTAGTATTTCATTT
GGACAAGAAGTGCTTTGGCAGCATGAAGCTCTCCTTTGTGAAGGGCAGCATCTATCTGCC
CTGTCAAGTCTGCAAGTTTCCCTCTCGTGTCCCGGCCGATCTCCTCAGCTTCTTCTGGAG
TCTGCGCCTCGTCCACGGCTTCATTGATCTCCATCAGCCGCATCAGAAATGCTGAATCTG
CTCCCGAGTCTGTGCCTTCCTCCAGATGCATCCCCTCAAGCTCCAGCATATACAGGCCGC
GACTCAACGGCTTAAGCAGAGTCTTGTACGCTCTGTTCACCAGCGCCGACTGGCTTTCCG
AATACTCCCGTTCTTTCGCAGATCTCTGGCTGAAGTTGTCTGGGTGGAGGAACCGCTGGA
GCTGCAGGTATCTTCTCTGCAATTTCTGTGTGTCCACCGTGAAAGTGTAGTCACAGTCCA
TGATCTTAAAATAGGACTCTCCTTCTGCTGGGGGTTGAATTGTTTTGCAAGAGTTGCAAA
AGAATGCAGGGACATTGTCGAGAAGCTGTTTACAGTTCCAGCAGTTCGTTTTAGCTTGAC
TCGTGCTGCAATTCCTAAAACGGACTTCATTGGGGTAATAAAAAAGTTCTCCTCTTCTTC
TTCTTCCCACTGCCAGAGCTGTCACATTTCTGGTCCATGCTGCTTTGGGAACCAACAATC
CACCCGTTAATAAGCACCGAGAACGCAGTACGGCCCCGGACGATCGTCCAACCCTTAGAA
ACATGCCTGGCTATATAATCTTTTTGATTTCTTTAGGTAAAATCAGTGGATATTTACAAT
TGTTCAGGTCAAAACACGGTCGTCTCCATCCCACACACCCCGGCCATA
>CL3770Contig1
CACACCAGGGGCGTCCGGTGGGAGGAGCTGCTGGTGGACAGCAGGGGTTCACCCCAGGAG
CTGAAGGAATACGGAACCAGCCGACCGCTGGACCTCCCACCCACCCCACCGGCCAGCGGG
GTGCTGCTGGGCCCACCGTGGTGAAGCTTCAGAACATGCCGTTCACTGTAACTGTGGATG
AGATCCTGGACTTCTTCTACGGCTACCAGGTGCTGCAAGGCTCAGTCTGCCTGCAGTTTA
GCGACAAAGGCCTGCCCACGGGGGAGGCCATGGTGGCTTTCCAGAGCCACGAGGAGGCCT
CTGCTGCAGTTCTGGACCTCAATGATAGACCCATCGGAGCACGCAAGGTCAAGATAAGCC
TGGGTTAAGGCCGCGTGCCCCGACCCCAAACCGAACCAGAATAAACCACACAAATGAGAA
AGCCCTCTAAGACTCTTTACCTGTGCAGATTTCAGGAGGTAAGCTGCTCCTCCTCCACAA
AGACTGTAAGCAGACCCTTCTTAAAGACTTGGCTCACATAAACTGATGATGATGATGATG
CTGAGCATAAGCTTTTCTCCAGTTTTCATGTTGTTGCAACTGTTTTGTCTCTATCCACTC
TGACCCGGTTTGTTGCTATGGTAACATGACTGTCATCAGGCTTATATATGCTGTGCTGCT
GCGGTTTGAACTGTTCATCCTCTGATGCTATGATAACACCATGTCTTGCTGTGTTGCCAT
GGTAACGGACAGAAATCCACAGCATGTTGCCATGATGAAATGTTTCTTGTTTTGATTGCG
ATGCTGTTCGTCTCTACATTGTTGCCTCATTAAAATGTGGTGTGGCTGTGAAGAGACCTG
CTGTTGTGGTCGAGCCGTTACATTTCCTGTTTCTCTGGATCTCTCTGAAGAACCGCGGTT
CCGCCCCGATGGCATGTCTTTGTGGAACCGGCTCCACCCGGCGGAGAAGGTTCCGTAAAC
TGCTGGGTGGAGGATGTGGGGCGCACAGATCGCTGAGTAATGTTTCATTTTCTGAAGTGG
AGCTGCTGAATCATTCCATCACGTTTGATGACGATGATGAACCATGCTAGCCATGCTCCT
CCCCTTTTCTCCTGCACATGCTCTGTAGCCGTTTGGACTGCAGACATGAAGACGCAGGGA
TTTTACTTTGGTTGTGATCTTTGTTTAGATGTTTCTACCTTCAAGCCGACCTTTCTTTGT
GATGTTAACGTTTGTATGATGATG
>CL3771Contig1
AACAGTCATTTGTCACATGACATAATGTGAACCTAAAAAAGAAACTCAATTAAGCAGCAG
TTATTCAGCATGGTAGAACTAAACTTGAGAGCTCTGGTTTTGTCAGGTCTTTATGCACAG
CAGAATTTTCATGTTGATGACTTTCCTTTACATATCTGAGTTGCTGCAACACAAAATTCA
AGACAAAACAACAAGATGATCATACAGTTAGCAGTCAGATGCTACGCCATGACAAAAGAA
AATATTAAGTGTAAAATTGCTTTTGGTCTTTTATTAGAAGATCTTAAACCAGACACTTTA
TTTTACCAGTTGGGATGTTTTTAAGCTTCATTTGAATCCGAATTCCCTGGAAGCTTTTCC
CAACAGAAACAAAGGGTGGAGCACAGTGTCTGACTCCACCAAACAAAACCAGTTTATCCA
AAAACGTCTGTGAATCTCCAGTTAAGAATGGAATAGGAGTGTTAGTTTGTAGCACTTTAT
TAAGGTCCCATCCTATCCTTTAAAAGAAAACTTGAAACTGTGCTTCTCACTCCTTTTACA
GATACACAAGCATCGCTTTGACAGTTTTTTTGTTTTTAAATACCTCTAAACCCCACAGGC
TCACTCGTTAGGGATGTCTATGACCAGTTCAGCCTCGTCCCCCTCCCCTCTGTCTTCATC
TCCTCTGTCGCTGTCTCCTTCGCTCTCACACTCTTCCTCAGCTGCATCACCACTGAACAT
CTGTCTGGGAACCCAGCTGAAGGGACCGCTGGCTGTGGGAGGAGTCGCAGGGGTTGATGG
GTAGTTTGCTGCCATTGGAGTAACAACCTTCCCCGTGGTCTCTTTCTTGTTTTTAGGCGT
CTTTGTTTTTCTCTCTTTCTTCATTCGCTCAGCTGGCGGTGCCAAATACTCTGGGGGGAA
GGGCATGGTGTTGAGGTAAGGTCCTGCAGCAGAGGACTGCAGAGGGTTTCCTCCAGAACG
TGACAGCATGGAGAGGTGAGAAGACGATGATGAAGAAAGGCCTGTCCCAGGACCGCTCTT
TTTCTTCTTTGCTCCCTCTCGTTCTCGTTCCCTCTCTCGGGGCCCTTCCCCTTCACTGTT
GTCTGAGGACACTGTTGCATCTGAGTCTGAGGAGTCTTCATCCACCCTTTCATACTGCAG



TAATCGGTCAAGAAGAAAGCTTTTGTCTCTGGAAACTTTCAACAGCTTCCTTTGAGCTCT
TCTCAGCTCCTCTTGAAAACATTCTTGTTCATAGACGAGGAACTTTAATTTGCGTTTCAA
GTTTTTGTATTTCCGCTTGTAGTCGACTTCTACGTCCGTTTGTCCGTTCATTTCTTTTCT
TTCAGTCTGTCTCTGCGACATCTGTTTACAGTTTTACGTATCCCCGGCCATA
>CL3772Contig1
CTAAACTCCCNAGATTTTTGATTTNAGAAGGGTTTNCATTGTGGGGAACCCTACAGATCC
AGCTTGAATGCAATTGCCAGTTTATTTAAAAAAAAACNTTAAAGTGAAAATATAACTTNT
GACATAACNCCTAAAAAAATGCATGACTTTTTTCAGTTCACAGAATATATATTTTTTTCC
TTTTTACTTGCATTTGAAAATAAACAGGCAATTNATCATTATGTCAAAAAAAAGAATTGA
CATACAACATATTTAGGGGGACAAAAAAGNGGCAACGTCAATGACAGTAACAAGAAAAAA
ATTATTGCAGGGGTTGATACTGTGAGGAAAAAAAATTGTCCACTGATTTTTTTTTTTCTT
GAGAATTGGCCAAATAGGTAAAACAAACAGAACTGCATAGCCCAACGGGCCAAACTTGAA
TAGAGGGAAGGTCTTTGTGTCCCAGCTGGTATGGGGAGGTTTGTGGCGGAACAGGATCCT
CTCCCCGCGTTACCCTACCATTCTTTTTTCTTCTCATCCATGGACACTCCGCCGGGCCCG
AGAGCTACCACCAACAGAAGACCACCGATGACCGAAGTGGTTTGGAAGAAATCGTACTTC
AGGAAATCGTGCATGGGCTTGTAGGCGGGGATGGTCCAAAAGGCATTGAAGTAGACATTA
ATAGCCATGAGCCACACCACCAGAGTCAAAGCTGCGAGCTTGGTTTTAAAGCCGATGGCT
ACCAGGATGATGAGTGCTGTCCCGACAATGTTCTGCAGGATAGAGAAGAAGCTGGAGTCG
AAGTGCAGCAGGGTCATGAACATGAGCACGAGCAGAACTCGGCCTCCCAGCTGCATGTAC
TGCTTCGGTGAACTCTCCCCCATGGAGGGGACCCCGGCAAACATGCTCTTTCCCTCTGAA
CGAGACTCCGCCAGCAGCAGGAGAAGACCACCTCCCAGGGCCAGGTTCCTCATCAAAAAC
TTAAGGTCCCATAAAATGCTGTATGCAATAGTCTGAAGAGCTATGATGCCGAATAATCCA
AAGCAAGCATACTGTACAAAATTCCTACTGAGGATGAGGACGCAGCCACCTAGCTGTCCA
ATAAGGTTAAGCAACACAAAGCATGTAGCCAAGAAGTAGCCACAGTTCCAGGTGGCTTCA
ATGTAGTCTCTCTGCTCGTTCCACTGGAACCACATGCGGATGCCATCTTCAAGGAAAGTG
CTGATAAGACACAGACGCGCCAAATGGGGCAGGTACTGCTTGGTGACCCGCAAGAACTGG
TCTGCCACGTCTTCGGCTTTGTTCATAAAATCCTCCTGCCCCATGCTTGTTTATTATTCA
AGTTATTAATATCAGAGAATGGACGCAACTTCAAGTTGAGCTTTGCGTTGTCTGGAAGCT
GCGTTCAGACCGTTCCTCCTCCCGTTATTTACTTGAAGATTTCCGATCGTCTGAACGCAG
AGAAAGGCCGCCTCCGCCCCACAATGCCCCGCGATTT
>CL3773Contig1
TAAATAAAATATAAAGGAGTTCCCATCGTGGCTCAGTGGTTAATGAATCCAACAGGTTGC
AGGTTCAATCCCTGGCCTTGCTCAGTGGGTTAAGGATCTGGCGTTGCCGTGAGCTGTGGT
GTAGGCTGGTGGCTACAGCTCCGATTAGACCCCTAGCCTGGGAACCTCCATATGCTGCAG
GAGTGGCTCTAGAAAAGGCAAAAAAAAAA
>CL3773Contig2
GGGAGTCGCTTCGGTCCCTGGCCTTGCTCAGTGGGTTAAGGATCCTGTGTTGCCGTGAGC
TGTGGTGTAGGTCACAGACGAGGCTCGGATCCTGCATTGCTGTGGCTCTGGTGTAGGCTG
GTGGCTACAGCTCGGATTAGACCCCTAGCCTGGGAATCTCCATATGCCGCGGGAGTGGCC
CAAGAAATAGCAAAAAGACAAAAAAAAAA
>CL3774Contig1
TTCGGCACGAGGGTTTGTTTTGCCTTCAGGGACCCCCCCACCCCCCCGCATGTGCTGTGG
GTTTAACAGTGTGGATAAAACTAAATCAAAGACTGAACTGAAGGGAGAGAAGCCTCCCCC
CATGGGAGCAGCGCTAGATGACAGTCTGTAGATCTCTGTGAGGTTCAGATGTTTGGAATC
AGATGAGCGGAAACGGCAGCGGCTTCGTGTGATGCCGCTGCGGCGCTCCACCCTTCACCT
GCACCTCCACGTGTCGTCATGTCTGCAGGGAGGGGGCGGAGCCCGCCACCTGGACCTCAT
ACGTGGGAAGGATGCTCTCAGCAGCCAGCAGCTACCTTCCCGCTCAGGTGTGTGACGCCA
TGAGCCAGGACCGCGCCTTCGCCACCGTTCACCTCACGCCATCCGCTCACAGCAGCGTCT
GCAGCTTGGTCAGCATCCAGAAGCTTCTGCAGCTGCTGGTGGTCACGGCTGACGGCCAGC
TCTGCGTCTATAACGTGGATCTGCAGGATGGCGGCGAGTGCGAGCTGCTCTTCAAACACA
GCCTCTTTGACGACCACGGCAGCACAGCGAAGAGCAGAGAGTCCGCAGACTCAGAACAGA
CTGTGTGCCCCCCCTCATACGCTGCGACCGCCGCCTTACCCGCCTCCCGGCCCGTCACTG
CGACCCTCACCGGTTACTCTGAGGACAGCGGGGCAAAGAGGGGGGAGGTCATCCCCGAGC
ACGAGTTCGCCTCTGGACCCGTGCGTCTGGACGACGAGAACGAGTTTCCTCCTATAAAGG
TGTGCCGTGACGGAGCCGCCGGCTGCAGGGGGGGGCCCTTGTGATCACGGAGGAGCGCCG
ACGGACAACCGGTGCATCCGACGCATCAGCCGTTACCGACGGGAAGAGAAGACCTGAACC
TCAGAGTGAGACGTGGAAGCAACCTCCTGAAGAAACGGTCCGGGCCGAGAGAAAGAGCGG
CTCCGGCGGCGCTCTGCTCGTCTTCTGCCTCCTCCTCGCTCGCTCTGGAGCTTCAGAAAG
CCGCGCGTGAGCCGGGAATCCTCCGGTCGCTGACCTTCCTCTGGAAGTCAGCGTGCATGC
AGGGGACGACATTTAACCACAGGTTTCATATATTGGACACATTTTATGAACAGCTGTAGC
AACATTTTAGTTTGAATGCCTCTCACTGAGAGTTTAAGTCGGCAATGTGACATTTAAGGA
CATTTAAGGAGGATGTTCCCAATAATCTGTAAAGGAATTTTACTACATGTAGCCCAAGTG
AACAAAATAAACTCAGAAAAAGGAAAAAAAAAA
>CL3775Contig1



TGACGAGCTGATCGAGTTCCGGCGTATTGCTGCTTACCTTTACAAGGGAAACAACCGCTG
GAGGCAGAGTGTGGAGCTGTGCAAGAAGGACAAACTTTACAAAGATGCAATGCTGTACGC
TGCAGAGTCCAAGGAAGCCGAGCTGGCAGAGACTCTGCTGCAGTGGTTCCTGGAGGAGGG
CAGGAGGGAGTGCTTTGCCGCCTGCCTGTTCGCCTCCTATGACCTCCTGCACCCCGACGT
GGTGCTGGAGCTCGCCTGGAGGCACAACATCATGGACTTTGCAATGCCCTACTTCATCCA
GGTCATGAGAGAATACCTCACAAAGGTGGACAAACTGGACATTGCTGAGAGCAAGAGGAA
GACTGAAGAAGAGGTGACGGAGCCTCAGCCAATAGTGTTTGGCCAGCAGCTGATGCTGAC
TGCAGCTGCCGCTCCTCCAGTGGCTCCTCAGCCAGCGTACCCAGGCTACGGCTACCCCGC
CACCGCCGCAGGTTACCCCGCCCAACCGGTGTACGGCTTCAACATGTAGAGCCCCAGCTC
CTCCTGGTGCATCCTGGTTTTGACCCAAAACCAAAACTGCTGCTCTGGGTCTAAATATGG
AGAATCCAACCTGAAAGTCCAGTAAAAAACTTCATCTCTAGGTTGTTGTTTTTTTTAAAC
TTTTCCCCAGTTTGGGTTAAATCAGACGCTGAAGGACTCCCATCTTCCATCCCTGACCTT
GAACAGCATGATGTCACCTTTCCTTAAAGAATTAGCGTAGTTCCAGCAGACCTCTCTGTC
CTGCTGCAGTTCCATTAAACTGCATCCATTGAGCAGCTTTTTTTAAAATATGTTATGTTC
AGCACTGATGAAGAAGAGACTTCACTAGGGCGTGAAGAAGGGAAATGTTTTCCTGTCCCC
TCCTTAAAGCACTGTCATGGCCTTACATACTCCGATGAGGCATTGTGTTTGTTCATGTTC
ACATCAGTCTCATGCTCTGACTAGAAAAATGTGCAATAGTTTTTCATGTCCTCTCACAAC
AGGTACAACGTGTTTGCTGTATTCGGGCTAAGGACACTTCTTAATGAAGGTTACAGCATT
TGTGTGTGGGTTTGTGGCGTGTG
>CL3776Contig1
TTTTTTTTTTAGTTTTTATTATTCAGACACCTATGAGCTGACAGATTTAACAAAGAAGTG
AAATATACTGTACCTCCAACATTAGGCCAGCATCTCTTAGAACACCCAAGTGCAGTTTAC
ATTACCAGTGATGTTTTTTTTCAGCACAGCACAAATCTGCTTTTAGCCAAGTGCACATTA
ATGTTAAACTATTTAAGCAATAAAGACAACAAGCTTTAGGCTAGAGTTGAGGAAGGGCTT
AGCCTCTACTTGATCTTGACTCCATGGAAAACTGCATCACCCTTGACTTCAAAGTAGTCG
TACTTGACGTCTCCCAGGCGGTTGGGAAAGTCCATCATCCTCCCATCGGGAAGTTTAATG
TAAAATTGATCCATGGTGAAGTTGATGTAGAACTTGGATTCTTCTCCACGTGCAAAGGGG
AAGTGTCCTTCTCTCTGCTCTTCACCCCAGCTTCCTCCAGACTTGGAGTTGCAGACAATG
GTGTTGACATCTGATCCTGAGTCAAAGCGTGGGTTAAAGTGCAATGCAATGTTGTCAGCA
TCGTGCCCAATGTTGATAGCAAATCTAGCGGAGTCATCATTGGGCTTGACGCGGATCTTG
AGCTCCTGTCCTTCCTTGAGTGAAAACTCCTGCATTTTCATCTTGACTGTTTTCAGTAGC
TCCTGCCTCAAAAAGAGCCC
>CL3777Contig1
TTAACCCGGGCCTTATGGCCGGGGGGAAAATGTCGTTCGGGCCAGTCCGAAGAAACTTCC
GCCTCAAGTTGTAAAGAAAACACAGGAGCCTAAAAGGCAATCGACGGAATAGCCAGCAGT
TTAAAGAAGTCAGATCAAAGGTCACTTGCATTCTGGAACTTGTGCGGCTTGTCCTGTGTG
TGTGTATGTGTGTCTGTGTGTGTGTGTGTCTGTGTGTGTGAGTGATTGTGTGTGTATGTG
AGTGGGTGTATGTGTGAGTGTGCGAGAGCTGCACTTTCTTTGTCACTAATTTAACAAGTG
CTGCTCCTCCCTGGAGGATGACAATGGAGGAGATGAAGAATGAAGCGGAGACTAACTCCA
TGGTATCCATGACGCTGTATGCTGTGATGTTCCCAGTTTTTAATGAGCTGGAGAGAATCA
ATCCATCAGCAGCTCAGACGCTCAGGGCAGCTTTCATAAAGGCGGAGAGGGAGAACCCTG
GTCTGACCCAGGACATCATCATGAAGATCTTGGAGAAAAAGAACGTCCAAATCAACTTCA
CCGAATCCCTGCTGCGCATGGCAGCAGATGATGTGAAAGAGTTCATGATTGACCGGCCCG
AACAGGAGTTCCAGGACCTGAACGAGAAGGCCCGAGCTCTGAAGCACATCCTTAGCAAAA
TCCCAGATGAGATCAACGACAGAGTACGCTTCCTACAAACTATCAAAGACATAGCCAGCG
CCATCAAAGAGCTCCTGGATACGGTCAACAACGTCATTAAGAAATATCAGTACCAGAACC
GCAGGGCTCTGGAGAA
>CL3778Contig1
AATGTTACGTANAGGTGGGTGTGGGGGGGGGTCAGCCTGGTCCTCGCAGAGCTGGAAACA
CAACCAGATCAGCAGCAGAACCACACAGAACCGAATCATTATAAGTTAAAATACTGTTTT
TACATCCAAGTGATGGCTGCTGGACCGGACCCGCTGACCCGCCCCGGGTCAGAAGTGGAC
CCACAATAATCACAACAACACCAAAAGCTTATAGAGAAAAAGGATCCCGCAGACGTTATA
GATCTGCTGGGTCTGTACAGGATTCCTCGCTGCACGTCGGAATAAAAAACATTCACACAA
ACATTTGAAACCATCTTTAGCACCAGTGTATCAGAGAGTTCTCGCCGCCACTTCTACAAA
ATTGCATAGTGTTGGATTTGTGCACGCACAACACGAGTGCCGAGGGCGGAGCGAGCAGGC
GCCAGTGAGGCCACGCCCACAGAGGCGCCTGTGGGGGGGTAAGGGGCGGGACCCACAGGT
TTTTTAAAATAGAAACTTTTCCCACAACAAACACGTCAGGTGTTAGCAGGAATCCACAAA
AAGCTGCAGCCATTTTCCTGACATGACGTGATTGTCGCTTCTAAAAATGTAAAACCAAAA
CGAATATAAAAGAAACAAATTTTAAAAAAAATGCGGACATCATTTGTTTCGTCTGTGGCC
AGTAGGGGACGCTACTTCCTGTGTTGAAGCTTGAGAGCAGACTCTGGACAGTCTGCAGGA
AGCTTTTAGTGGCGTACGGCATGATTCCTGCAGTTACATCACATATTCTCCTCGTGC
>CL3779Contig1
TTTTTTTTTTAAGAGCAAAAAAAAGAAACTTTTATTGTGAAATTAACAGAAAAAAGTAAC
AATCCTTGGCAGTGCGAACATGTTGGATGTTCATTTATAAAAATAACTTTAATGAAAAGG



TAAATATTTGATTGGTTTTAGAACACTTTATGACGCAAAGTGACGTCAGGTGGCAATGCA
AAGAACAACTGGAGGCTGAAAGCAGAGCGTGAGCACTGAGGTCTGGTGTGAGTGGTTACT
GAGTGAAGCGTCAACAGGAAAAACAATTAATCGGGATTGAAACAAATGAAAACAAATCAA
TCTGCTGACTCAAATCATTGATCTTTCACCTGAAGGCAGACAGGATGTCACACAGACTGC
TTTCACCTGGACAAATGAAAACCCCACTGAGCTCCTAATGATCCTGCCAGGTTAGGTGAG
AAGCACAAAATACACAAAAAAAGCAGAAAAAATAAACAAAGAGGTGGACAAAAAAAACTA
CTTTTCATCTGTGTGACAGGAAAACATCAGGATAAAATATATTTTTGTGAATATATTTAC
ACAAACTAGGGACTGACAGAAACCTTTCTTAAGATGATTACNGATNANAAAGTTAATAAT
GTAACATCACAGTGATTGGTTGAACTGCATTGAGCTTCTNCTGGATCCATTTTACGCCAC
TCTGCTCCTGTTTTTTTTTTTTT
>CL3780Contig1
TTNGAAAAAAAAAAAAAAAAAAGNGCNAGNCCCCTTAGANGTNCAAAATTNTTATAATAA
AAAAAAAAAATAACCCGTTCGACAGCAATGATAAGACCTTTAAGGCAAAATGCTGAACAC
AGAAATCCAAAAAAAAAGAAAAAAAAGTTGATCTGGGTTGCTGTTTGCTCTGGTGTTGGT
TGGCATTTACCAGTTCCATCAGTGATCATCAAAAAACAAAACAAAAAAGGCTAGTGTTTT
TTCCCACCATAGTTGGCTCTCTGTTTCTGGCATTCATTGCTGGAAATCACGGGACTCCGT
GTCATCTGGGCGCCCCCTCCAGGTCTGCCGGGAGTCGCCGTCTGTTACTTCTCATGCTGG
CAAGCTCAGTTTCTTGCCTTTCAACACTTTGGTGACATACAAGTAGAAGAAGTCACAGTA
GAGGACAGTCTGAACCACACCAGCCACAATAGCGATCATGTCAAAGAAGCCTTCAAAGTA
AAAGCGCCAGATCCAGTTGAAAAGGTAGAGGGCCCGGTACAGGCCCAGGCAGAACAGGTA
GTGGGTGGTGATTGTCTCTGCTTCGCCCGTCTTGCTGATCATGAAGAGCTGAGGCAGAAT
TGCCACAGATTCCAGGTAGATGGAGAACGTCCAAAGGATCTCTAAAGGAGAAAAGTCATG
GTTGATAAGAACAGCCAGGCCGCCAACTGGAACGACCAGGAACTCCACTCTGAAGCTGTC
GTGGTTACCGTCGTAGGTGGCTCTGAATTTCATATAAATCAGGTATACTGTGGCGTAGGA
ACAGCCAATGTAGATCACCTTCATGCTGCTGTTGTACAGCGAGATGAAAGAGGTGAGCAG
ATCCAGGTAGCGTGTCGTGAACACAAGAGCAAAGAGAATTTGGCTCTTCCCAGAAATACC
TGCACACGATCTGGTTTTCCATATTTTGAGTAGCAGGATGATGATAGCAGCCAAATGAGA
TAGATCTCCTGTCAGTCTGAAAATGTTCATTGTTGCAGGATGACCGGAAGTTAAAGTCTC
TCTGTTTTTTACTGTGAAATGCTCTGAAATGACTCCACAGAAATCTCTCCCGGTAGGTTT
CGGGTTCCCCGGCCATAAGGCCCGGGTTAAACG
>CL3781Contig1
AGTGCCTCCAATCCGGCCTTTTCTCCTCTTTCCCTGCAAGCTCCTTGCAGCAGCTCTCGG
AACACCCGCGACCAATCAAATCGGAGCCCAGATCTGATCGTCATGACGACAGCTCTTCGG
TCATCCGGTTCGTGACCAACGGTGGCCGCTCTTACACCCCGCCCCCTTCCTCCAACCCCT
CCAGGGCGTCTTCTCAGCTCTCTTGCTCCCCACTACAAAGCTCCGCCCACATGGGGATGA
TGGGGCGGAGCCAGAGCGATGAAGCAGATGATTTGGAGCCTGGCATCCAGCCTCTGAATC
TGTCGTCCGGTCAGAGGGAGAGGGAGAGGCTAAAGACCCAGTCAGCGTCAGAGAGAAGGG
GGTTGGCTCACAGCACGCCGCTGAAAGGCAGGAAACCGAAAGGTTTGGAAATCCCCGCCT
CCTCGCTCCTCCTTACAGGAAGTGACCTCGTCTCCATTGCCCTCAACAGCCCGGCTCTGC
CTTCTGGCTCCATGACCCCCGCCTTCCTCACTGCTCAGACTCCGTCTGGTCTACTCCTCA
CTCCCAGTCCTTTACTCTCAAGTATCCAGTTTTGGTCTGGTTTGAGCCCAGTGGGACCAC
TCAGCCCCGCCCAGCTCCAAAACCACGCCCAGCTCTTCCAGTTTCCATCCCTGATGAACG
GACCTTTAACTATTCCTCTGCCCGGCGGAGATGCGTCTTCTCCGCTGCTCCTCTCCTCCA
GCTCCTCCAAGTCCTGATTCAAACCTGAGCTTGAAGATCAAACTGGATCCAAAGATGTTA
AATCAGCACTGACCAAAGGACCAAAAAACCAACATTAAACTGAGAAACGACATTAAACTT
GAACTTCTACCAAAGCCAATTAAACATTTATCTGAGTCTTTTATAGTTTTAGGGAAAAGA
ACCTAAGCTTCTCTCTGAAACGGAGCAGACTATTTTCATCGTGTTAACTTCAGGGTTGTC
CGAACATTCATGTTAAAATGCAATAAGATTGACTTTGGGTTTACCTCGTGAAGTTTTTCC
TCTCCTTTTATAGTTTGTTTGATCCTGATCGGTGATGTTGTCAATATAAAAAATAGCTCG
GGGATCCTTGTGTTGCTTTCACTAACCTCAGCATCCGCACCTCAAAATCCAAGGGAATCC
ATGTCGAGATTTTTTTCAGTATGAAAAAGATCTCATCGAGCCAGAAGGATTCATACAAGG
GAACTACAATGGTGGAAGATGTTATGTCTTCAGGAGCCAACAGCTGAGATTTAAACTTTG
CTTTAGTTTTGGAGGGTGAAAAAAAACGCTTATGTTAGCCTTACTTTTGTTGTGCTAGCA
TAACCTTTGCAGTGTTAGCATAATTTCTGTCATGCTAGTACAACTTTATTTGTGCTAGCA
TAACCTTTATTGCCCTTGCATAACCTTTGTTGTACTAGCATAACGTTTGTTTTGCTAGCA
TAACGTTTATTGTGCTAAGATAGCGTTTATTGTGGTAGTTTAAAATCATTAAAAAGCATA
ATTTTCCTAGCTAAGCCTATGGTCACATATCGCAAAATGCCATCCATAGTGACCTAAATG
CAAGTTTTTCAACAAAGTCGGCAGGTGGCCGCGTGGTGACATTTGTAATTGGAAGGTGGC
AGTCGCATTTTGACATGTCAAATGTTGATGCCGAACGGACGTTTTTTTTC
>CL3782Contig1
TGATTGTTTTATTGTGAAAAAGTTTTCTTTTTTTTTACAAAATATGAATAAAAAAACAAA
AGTGAAAACATTAGATTAGCAGGAACTAACATCCCTCATAATGCACAAAAAAATCTNCCC
TTTTAATGAAAAGTAAGGCATCAGTACAGTCATAAACGACCTTGTCAACATTTCAGCAAT
AATTCAATTCTTCAGTCGCATGCAGTGAAGGAGCGAGAACTCGTCACTTTCACGTCATTC



TATCCACGAAAGGCCATGAAGCGAGTCTTTTTATTCCGTTTCATGAGACGATCCCTCCCT
TTGAGTCCTGTGTGCTTTTTGGCTCCTTTAAGACAAACGTCCTCGCAGCTTTCACGCGAC
ACAAAGTTGTTGCTGCTCCCTCCACAGCCTGAGTACGCAAACTCCTCACACGTCTTGGTT
GCTTTGTTGTAGTAGAACCGCCTCATGGAGGCTGAACACTTTCCTTTGTCCAGAGGATCC
AGACAGAGTATGGGAACAGATTTTTGTGGACTGCAGAAATCCATGCAAGATGTAAGATCT
CTGAAGCGGTTGGAGTTTCCCCCGCAGCCTCCGTAAGAAAAGGGTTCACACTGCATGGTG
CTCATGTTGAAGAAGTAGCTGGGAAAGAGGGCCCGGCAGTGACCCTCCTCCTTGGGGAAC
CTACAGATTTGTGGAACCTTTGGGATCCTAAAACATGTTTTCTGACACTTTTGGAAACTC
ATGAAGTTGTTTGCGTTGCCATGACAGCCTCCATAGTAGAAAACCTCGCACTTCTGCGTG
ATCGTGTTGTAGAAATAGCGTTCGATTTGTCCTCTGCAGGGTCCTTCGTCCACGCGAAGA
AGGCACGCGCCTTTAGGTACCAAAGACAGTCCGCCGGGTAACGAGGAGAAAAGTGCAAAA
AGCGTCAACATCCCAAACTCCATAGTTGCGCGTGTTAGTCCCCGCGAGCGCTGTTCCCCC
GGCCATA
>CL3783Contig1
TCCACCCTTGGANGATCACATCTTTTGACTTGGTCAAAGGTTCGATCTAAACAAACACAA
TCCAGTCTGAACTAGTTCATCCAGGCAGGTCACCAGGTAAAAAATAAAAAAAATAAAATG
AATTAAAAAAAAACTGCAGAAATGGCAGAGTTCACTCGTTTCAACAATAGATTCTATTCA
TCAGTTTCAAAGCCTAAGCCTGTTTTTCTAAATTTATAAATCAGCTGATCAGGAAGCTTT
TCTGCTTTTTAAATCAGAAAAAGAGAAATGTCAAGATCATTTTAAAAGCAAAATAGTTTT
TAAAAGCTTGAAATGATATATTCTGAATTAGAATCTGTAAACAGAGACCTCGATCCTAAG
TATATAGAGATTCCAAAGAATTCTCATCAGTGCTTATTGTTTATCAGTTTTTAGAGGAAA
AGCAAACATACAAATAATAAAAGCAGAATCTTTCCAGAACAAAACCCAAAGTATAATAAT
CAGAAAGCACACTATCTCCCTTTAAGTGGCACAAATAATACTCTAAAATCATTTAAAATG
TTTATGCATGCAATGTTTTGTCTGCATGATAACAAATTGATCACTCACCTAAAAAATGTA
GCCCTAGATGTGAGTCTCTAAGATAAATCTAACATGTTCCTCACAGAAAAACACCCAGAA
AACCTTTTATCTGTGGGCTCTGTACACAGTTTGAGCTTAATTGAAAGTTAAGAGCCAAAT
AAGAATACAGGAATGCAAACAGAAATATAAGTGATGTAAAAAATAAACAAAAGCACAATT
TCTCTCAGTAGCACTAACCACAAAAACCAAGGGAAAAGCTCTGAGTTGAGTATTTTATTG
AATTTTGGAAGGCCTTGTGTTTGTAATGGTTAAACCAAAACCCTGGCTGTGATCAGAGCA
GACATGACGGCCACTGCCAGGCTCAGGCTGGTGCCGCCAGGCAGGCGGGGCGCACCGTTG
CACAGGTCGCTGTTGCAGCACGTCTTCGTCATTTTATAGACGCTTGTATTGGAGTTGGAA
GGGAAGTTCACATCTTCAGTCTGGTTGCAGCTGGCGACCACAAGACACCCCTTCATTTTG
ATGTCCAAGTATTTAGCTGCTGTCCCCAGTCCACTGAAACAATGTTCTCCATCTTTGCAT
GTGATTTTGCTAGTTATGCACAAGTTCCAAAAGCCAATATCACACTTGTAGCACTGAAGT
GTCTGACCGACTGCAAAGCAGAGTCCAGCTGCAAACAGGAAAAGAAGTTTGTTCATCTTG
AATGAGAGTCGAGAGTGAAGCTCAGGGGAGAAGCTGACCGAATCAGGGAAAAAGTCAGAC
CGTTAGGAATTTCTGAGGAGACGACCCCGGCCATA
>CL3784Contig1
AAGATGTTTCCCGAACCGGTCTGTGACGCCGATAAAATAAGATGTTTTGAACAAAAAAAC
GAAGCCTTTCTGCAGTTGAAGACGCTGTTTGTCAGTGGGAGGATCTTAATTGAAGCTGTT
GCATAAATTTGCGCGCTAAGATAGATAAGTAAAGTCCCGCAGCGGCTCTGGTTATTGCTG
GCGATGGTGAAAAACAAACCACGCGAGGCTGAGTTCGATTCCTTGCGTTTACTTTAGCAC
CCCCCCTCCCCCCATCAGAGTGACATCACACATCTCAACAAAAGCATCATTGATTCTGCT
CGTGATTTTCCTCCAAGCTGCAATCAGACACTCACATCTAGCCTGGAGTGACTGGGTTAA
AAAATAACAAACTAATTTTATCTGTCACCAGTGGTCCTGCAGACTCCATCATGCCAAAGG
ACTCAGACCACAAGGAGCCAAAGGATGCCAGAGCTGCAGATGTTCCTGAGGAGACTGTTC
GACAGAAGGTCCAAGCAAACACCTCAAGCCCTCACAGGAGGAACTCTCCTCAAGCAAGCC
CTCCTAGGTTTGTCTCTGTGGAGGAACTGATGGAAACAGCTAAGGGAGTCACCAATATGG
CCCTGGCTCACGAAATAATGGTCAACCAGGATTTTGAAATCAAACCCGCAGAGCCTCCTG
AAGGAAGTTTGGAGCGCCAGGTAAAGGAGATCATGCACAAAGCATTCTGGGATTGCATGG
AAGCTCAGCTTAAGGAAGATCCTCCGTCGTACGAACACGCCATCAAGCTTCTGGCAGAGA
TAAAAGAGGTTCTTTGTTCTATACGATGAAGCATCTCCTCAGAAATACTTATTTTTAGTA
TTAACTCTGTGTTATAGGCTGTTTTATATTTATAGATAATATACCAAAGATGTATATGCA
TTTGAAAAATACTTTAAATTGCATCTAGTAGTATTTTATGAATGTGGTATGGCTACATAT
TTAAAGTGATGAAGCTTGTGGGGTTTCATACCAGTGTCTTTACAGTTTTGTTCTTTTGTT
TATATTTTCTGAAAATTGGCAAGATTCCATTTTCTTGTTCATCTAAACATGAAACACTTC
CAGGCCTGGAAGCACACCTTACAAAGTACTTTATTTGTATTTTCTTGCTAAATAAATGTG
AAGAATCAGTCCCTGTCACTTAATAAAAC
>CL3785Contig1
CATTTCAGTCGTCGGGACAAATCTCCCTTTTGTTTTTCTACCCTCTCTCTAAATACAATC
ATAAAGCAGTAAAAAGAGTACAAAATAGTGTCATGGCAACATGGTGAATACCAGCAGTAT
GTTTGTACTTGGAGTTTAACTTTTTAACATTCAGTGATTCGGCTTCGGTATCTGCTGCAT
CTGCTGCACTTTAACGCCCTCTGCAGGAGACCATGTGAAAAGCAGCTTCCAGTGGAGAAT
TTCCTGAGACACCATGTCATGCAGCAACATGTGGGAGTCAAACTTTAGCTCCTCTCTTTC



AGTTTCCAGCTGTGTGATCTGGGCCACCTGAGCCATGTTGTACAGAGTGTTTTCTGTGGA
TTCATGTAGCATGATGAAGCTGGAAGCCACGATGCTGAGGTGCCAGAAGGGCATCATGTC
AGGCTCAATGTGGCCCTGGCTGTCAGGTATGTACTGTGCAGACAGCAGGCTGTGGCCCTC
CTTGTACCTCTGGTATAAGGCTTCCTCTTGAGCTGTGGTGTTTTGTAGGAGCTCTTCACA
GGAAGCCTTCACCTCTGGTGATTGTGTTGGCTCTCCCCGCGGAAAGAAGACATCTGCTGA
GCACTTCTGCGTCCTGTTGCTGATAATTTCATGCGCTGAGATCTGGAGGTGGTACCTTCT
TCCAGTGTCGGCCACATCCTCCGCAGTGGCACTGTGAACGTCCTCCAGACCAAACAGCCT
GTATGGGGAGCCGTAGCGAGTGTTCAGGTAGTGCTGGACAACCTTTGCCGCCCTTCGTGC
AGGAAAATGACTGGGGTTCAGCTCGCCAGTTGCCATTACATCCCCCCTTCCCTCCTCCAC
TGTCAGATCTTTCTGTTCTCTAGTGACAAAGTTTGGATGGGCCGACTCGTCCTTCAGGCT
CACTGCTCCAGTGGGACTCCCCCTCATTCCCATTAACACAACCAGAACAATGAAGCCTCT
GAAACCCATGTCCACACGCTGGAGAGTAGCGATGCGAGAGAAAAAGCTAAACGAAAACTC
GTCTAAAGAGAGGGCAGCCAGGGGTGAAGCATTGAGGAGGTGGAGAGAAGAGACTGTCCA
GATCCTGCTGAGGTTTTTTTTTTCTTCTCTCTTGTACAATCTGTATCTGCTCTTTGTAAC
TAAACAAACCGCTCCAACTAAACATTACTCCCCCCGGCCATAAGGCCCGGGTTTAACGCG
CGCTGAA
>CL3786Contig1
TGCAGGNAATTCGGCACGAGGTGGAAACCCAGTGGGTGTCAATATAAAGTGACGGCCATA
TTTGCCGGTGCCGCTGTTGTAAACAAAAAGTGAGAGACAGACGCTTCACTGAATTTCGGG
TCATTTTTATTTCTTTAATTTACAATGTCTTTGGGAATGTCTTACAAACCCAACGTCCAT
CAGCACATTCCGGGAACTTCAGGGAACCAGGTTGGGAACCTTCAGTCGGCCTCGGCGGCT
AACCTGGCCACGTTGCAGTCCTACAGACCCCTGCTGAGCGACTACGGACCTCCATCTCTG
GGATTCTCACAGGGCTCCACCGGCAGTCAAGTGCCTCAGAACAAATATGCAGAGCTGCTC
GCCATCATCGAAGAACTCGGGAAGGAAATCAGGCCCACGTATGCTGGAAGCAAGAGCGCC
ATGGAGAGGCTGAAACGAGGAATAATCCACGCCAGAGGACTGGTGCGGGAATGCTTGGCG
GAGACGGAGAGGAACGCCAGGTCCTAGCCGCAGACGCGCCTTCCCCCTCCGAGAAGAACC
ACACGTCACCCAAAAGCAAACGGAAAAATCAACCTGCATGGCATTTTTCTCGGTTGGGAG
GAAGTCGATGAAGAAAAGGCGGAGAGGCAAACTCCTAGAGATAAAGGGCGACGATAAGAG
AAACGAGCAGCAACAACCTGAACGCCTCCCAACGGCTGTCAATCATGTCTGAGTTGTTTG
TGAAACAAAAGAAAAGGTCGACATTCAACTTCACTGATCTTAGTTTTCCATTTCCCTTCA
AAATCCTTCTTTTTGCATGCAAACGGGCCCATCGGTTAACTGTAGACTATGCATGACATG
TACAAAACTAGATCAGGTTTTCTTATTTGATTTTATTTTTTAGTGTTTTTATTTTCCTCT
TTTCATGGCGTTCGGTCTGTTTTGACCTTTTGCAACTCACGGCGGAGGGAAGGATGTGCC
AAATGCATTTCTTTCATCCATCTTTCAGTTGGTTTTAAGTGGAGACACAGAAAATGGAAA
ATGCTGTTACTTGCATCTTTGTATGTAT
>CL3787Contig1
AGGGACGCTAGGACTCGTAGCTCGCAGTGCTAATCTGAATTGATTAGCATCAAAATGATC
GATGCCAATGAGCTGTCAACCCTGAGGAACAGGTTCAAGAGAGATGCAGACCTTTTTATG
CAAAGAACAGCATCAAGTGTCGAAGACGAAAAGAGCCAGGAGGAGAAAGATTGGAAACCC
CTTCCCCGCATCAACAAACACTCCGTTTTCTGGATTGCGGCATCTGCCGGTGTGACTTAC
TATGTAGATTTCTTCCGTGTCGTTTTGGAAAGTGATGAAATCAAAAGCTGGTGGTTCAAT
GTTGGCTTGACACTCCTTGGGATCTGCTTGACTCTAGCAATGTTCTGCATTGTGTACTTG
GAGTGGTTCAAAGGCATCCAGCACTACGACCAAGAATACCCCGCCATTCCCCCCATCACC
ACTGCAGCCTTTATCGCTGCATCGTGCAGCTTTAACATTGCACTGTGGCCTGTGTGGTCC
TTCTTCACTCCCGTCATTCTCTTCACACAGTTCATGGGTGTAGTCATGTTCATCTCTTTG
CTTGGATGAATGGAAAAGGAGGGCTTCCAGTGGATTCGATTGTTTTTTATGTGCCTTTTT
ATTTATTGAATTGGCTGTAAATGTTTTGGTTAATTACACCAAATATTTTACCCAAAAAAA
GTTAACAGTTACTCAGAAAGTAGGTTAAAAAGGGGATTTTTGTAATTTATAACAATAATT
CAAATTTTTATACATGTAAAAATCCTTTGAAACATTGTTTTAACTGCTTTTTTTTATTTT
ACAATTTTAAATTTCCATAAGTGATCTTTATTTCAGTAAATTGTATTTGTCAGCAGGAAA
TAAAAAGACTTAAGGCTAAGATATTAAACACATTTCTGTTTTTAGAAAAAGGGGTTTGTT
TTAATAGATTCAGCTGTGTCAAAACCAAATTCCTCCAACTATTTTTTGCTTTGTTACTAC
GTTTTCTTTAACATCTACACTGTCCCAATCGAGG
>CL3788Contig1
TTTGATAGTTATACTTACCGACACTTTAAAATTAAAACCTATGGAATTACTCACAACTAA
TATACAGTAGATCTGCACATGGCAAATAAATCAATCCAAAATAATTTAAAGATTCAATGT
CCCCCCCAGAAAACAGCAATTCACAAAAACAGAAAAAAACAAAAAAAAATATTTACTGTG
GTCATTCCATCTTTCTTTTTTTTCCTACTATCATTGCCACTTAAAAAGTAGTAGAGAGTT
ACAAAATAATAGCTAATTCCACAGCTCCAAATTTTCTAATAATAATAAGCTAATACAGAG
AAAAAATAAATCATTGCACATCGCACCCTATTATTGCATTACTTGCAGTTTGTTTCAAAG
TTGTAGTATACTCAGGCATATACACAAATGTAAATACAGTTTTCAAACACTGAGTAACAC
ATAAATATGGATGTTATTAAAATCCCACTGCCGTTACGTACAACTCAGTTGACCTGCTTT
GGCGTCAGTATCGTACCGGAAAACAAGACTTAAACCCTCAAATGATGACTTCAACCGCCA
ACGGGTGTTCGAAGCAACACATGCACTAAAAACTGCAGTGGAAAAGCAAAGATGTCCTTA



ATGACAGCCTTCACTGCAACTGCGGGAAATAAACCCGTCTTGGGTTTTGGCTAACTGACC
GTAAAAGCAGGTTTGCCCAAAGAAAGAAAATAAAAATGATTATTATTTAAACTTTTTTCA
TTTGAAAACGTTTCCACTGAATTACAAGCCAAGACAAACAGTAATAAAAAAGCTTGTTTC
ACTGCTAACACAACTATCTGTTTACATCTAAATAATAAGAATTATTGCGAATATTGACTG
ACGATGCATCCTTCAGTAAGTTGAAACAGCATTTGGTCCATTTACATTATCACATTTATG
CCATCAAAGTGCTTAAAAGTCACAAGAAGAGACATTTTGGAAACTGTTTTAGCAAAAATA
GCTAAACGAAACAAAACAAAAAAAAGTTTACAGTCTGCCTGCCAACAAACGACAATACCG
CTAGAGCCAAGCTAACCTAGCAAACAAGCATTAGCAAACATACGAGTTTGAAAAAGAAGC
TACATTTTTTGAAGGTAGTTGGCTGATGTTAACTATTTTAGAATATTGCAGCTAGTTCCC
TTATAGATTATGTGTGCCAAAATGAGCAACATGCTAATTTAGCTAGTGCCTGCAGGTAAC
AATAAAGCTAAATAAATAAATAAAAAATCATTTTATATAAAAGTAAAAGGAAAAATGTGA
TTTTTTACCTATTATATTTTTCTTAAAATAGATTTTAAATGTTTACTGATAATTACTATC
GGGAGGAATGACTTGAAAAGAATAATGAAAGCTAAGTGAGTTAGCAACACCAT
>CL3789Contig1
GAGGGTCTGTTGTAGCTCGGGAAGGGGGTGGGGACCAGAGGATTTAACATTAAAAAGAAA
AACGGCAAGCACTTTCTGCCTGGTTTGCCCGCGTGTGATCGAACTAATATAATTAAGACA
ATTCTACTGTTTCTTAAATACATTCACGTGTATACATTCAGCTGTGTGTATATGTTCATC
ATCCAAATGAGAAACCTGCAGTGGAGAACTTCTTTTGTGTAAATTAAGTATAGATTCTTC
AGCAGGCAAATGAAGTTGGACTTATTCTTTTTGTTTTTCCCACTATGACTTCTTAGCATG
ATCACACCCATGGGTGCAGCTTGCATTGCCTGTTACTGGTTGATACATTGATAGCTTTAC
ACTGGACTCCGGCTCAAGGAGTCCTCCACCTCTCCTCAAGTTTGATGTGTGCATTCATGT
ATGTACCCATGTTAAAAGATGAACACAAGTAGTGTATCACAGCAGAATCTCTCAACGATT
GTATTACATTTCCAGCATTACTGAGGTACCTGGAGTGGTTCAGTTTTTAGCATTTATGGT
TTTAGTAACGGAACCGTAATATACACACATGTATGTATATTGGTATGTATCTAAGTTTTG
TCTACCCCAACTTACATTCCCACAAACAAATGTTGCCATTTTTAGTTCAAGGGAGCAATG
TACAAGCAGAGAAGTGTCTTATAATAAAGTTATACAAAGAAGGCAAAGTTAAATAAACTA
CTTTGATTTAATGCGNAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>CL3790Contig1
GTTTTTTTTATTTAGTTTTAACACAGAGTCTACAAATCTGTACATCAGCACTTTAAAGAG
AATGCTGTGAAAATACAACAGACTTGTGTGCGAGATTTGCACGAAGATGAATCTGCTTCA
GATCCCAGAAAAAAAAAAACAGAACGAAAAAAAGTTAAATTTCAGGCATTTTATGTTATA
ATAAAGGAGTGCAATTTGAGTTACTGCAATGAACACATTTGTGTCTTAAAAAGCTTCCCG
TAATGCTAGTTTCTAATCCCTATTGACCCGAAAAAAAACAATTAAGTGAAGATACCATGA
CCAATAGAATAAACTAAAACACACAAACTTTGGCTCTTTAAATTGGAAAGATATTTAGCC
CTTTTCTTTAATCCCACAAACAACACAAAAGAAGATGAAAAAATACAAACACTTGGCAAA
AAGGACAGAAGTTATTGCATCCAATACACTTGTTTTTTGGGGGATGATAGAAAATGATGA
GAAGACATGTTCCCAAAGTGTAATATTTGTTAGGATTGTGAGGCAGTAACCTCTGAGAGA
TGCACCCTGATCCCTTTTTTAAGGGAAAACAGTGGATTTGAGCGATGGACCGGAGTGCAG
AACTCAGAAGCTGACTTCAGGTGGGTTTGTACAGTTCAAAGCTGTCAATAAAAACCAATT
TAAAGTCCTCCCATGGAGCCACAGAAACACATTTTCCACGCAGTTACTTTTTGTGCATGT
GTGACATGTTTGCAATTACGTCTGATGAACAAATTAAAAATGCACACGGAACTTAGAGTA
AACGCCGTTAACGCCTCACATTCAGTACCGATCCGAATGAGTGATCTTCAGTCCGTCTGT
GAGTTCTAAAGAGCTCAGGTCCTGAACGGAGGCAGGCACAGGTGGGGCTACGATACAGAC
GAGGGGCTTAAACTGGCATCGGCAGCGTCATCTTTCCTCTTCCTCGGAGCACCTTTGTGA
CATAAAGATAGAAGAAGTCGATGTAGAAAATGGTCTGCACCACGCCGGACACCACAGCGA
TCTGGTCAAAGAAGCCCTCGGTGTGGTAACGCCACACCCAGTTAGCTATGTAGAGCGCTC
TATAGAGGCCCAGGAAGAACAGATAGTGTGTGGTGATAGACTCCGCCTCTCCGGTCTTAG
TGATCATAAAGAGCTGTGGCATTATGGCGACTGACTCCAGGAAGATGGAGAAGGTCCACA
AGATCTCAAGCGGGGTGAAAGCGTAATTCTCCAGGAAGGACAGCCCGATGACTGGCACCA
ACAGGAACTCCAGCCGGAAAGAGTCGTTCTCTGAATTGAAGGTGTTCCTGAAGCGCACAT
AAATCAGGTAGACTGTGGCATAGGACAAAGCCAGAAACACCACCTTCATGATTGTATTGT
AGGGGGAAATGAAGATCGTAAACAGATCAAGATATCGGGTGGTAAATACAATGGCAAACA
GCACCTGTGACTTCCCAGAGATACCAGCGCAGGACCTGGACCTCCATATCTTCAGTAACA
GGATGATAATAGCCACCAAATGGGACCGACGCGTGGTCGAC
>CL3791Contig1
AGCGATGAATGACAACAAAGAAGCCTGCAGTGATTCCTTATTTCAGCCAAAAGTATGTAA
TTAAGAAATATTTACAGAAAAATTGATCCACATAACAGAAATTCATAAAAAACATGTATG
CATTAAAACTTACACACACAGTTCCAGACTGACCAACTGAGTAAACATACTGTTACACTG
ACTGCAGCAACTTCACATTCTACCTTACACAACACAAACTACACAAGCATCAATGGCATT
ACATTCATATAAATATTATTTATAGTCCTGGTATTCCCCCATGAGTCACGTGAGCACTGT
GGCTCCTATTCATGCGCTCCAACACTGAACTGAAGACCAGCTTCACTGTGTGTCGCTAAA
AACTCCCTTTAGAGGTGCGATAACTCCTTGAGGTTGTGACACCAAATCCCTTGGCGTTGG
TAGATAAAAAAAGGTCTTTTGATTTGCTTTGAGCACCGTTCTGTGAATGTCAAGCGACCT
CAAACAGCAGAGATCGCAGTGTTCCTTGCATTAAGAGATATCAGTTCATCAGGTCTCATT



TCCTCTTTGAATGGCAGGAATCAAGAGAAGAGCGGGCGGACGAAAGCCCTGGCTCTTTGT
TTACTTCATCTTCAAAAGCTACACACTCGACACACAGGAGCAGGAAGGACAGGGTGATTG
AAAAGGTTGACTCACTGATTGATCAGGAAAAATGGCATTTTTACAGGGAGTGAAGCCATC
CTGACTTCTTCCTGTTCTCTTTTTTTCAACGCAACTTGCTTTGCTTTTTCTTTAATCAGT
TGTATTTTAAACCACCTCTTGCTGTTCAGTTATATGCAAGACCAAGTTAAAATGTACAAA
GAATGAAAAATGTATTAAGAATGAATACTCCGGTTCATCCGTATCCCCCCCCCCCGGCCA
TAATGCCCGGGTTTANCGGCCGCACCCAC
>CL3792Contig1
GTTTATTCAGGTTTTACTTGAGTCAGAAAGACTTACATGGGTTGTAATGACCATTTACAA
AACCTTATTTTTATATAGCGGGTGTTTGACTTCTTTTACAAATGGAATGGAAAAAAAAAA
GGTTTCTTGGATTGTCACCAGAAGACACGAGAATAATCCACCGACAAGAATGAGGGGCTC
CTTCCAGGATTTCTAACAGGATCTAGATGACGCCTGCACCGCTGTGCGGATTTTACCTTC
TTTTATTTCCCCCCTCTTCTTGCAGGTGCAGGGAACCCCAACCATCATGTGCGACGAGTT
TGGGGAGACCATCGCCATCATCGAGACCACGGAGGGAGGAGCGCTGCCTCTGGAGCAGGC
ACTGGAAATCTATCACACAGCTTTGGAGAACGGCCTGGCCGTGGAGACGGGGGCTGTGGA
AGGTCTGCAGCTGCTCTGAGAGAAGGTTAAGGCCATCACAGAACTGAAAACATCCACACA
AGTCTTAATACTGGCAGAACGGACAGCAGACCTGTATTGCCTGGTTCGATCTAGAGTGAA
ATATGGAAAACGTGCATCTAGATTGATTGATGGGGTAAATAAGGACCATGGGTAGTGCCT
CAGACCATATTTGTATTAATTTTTTGTAATTATTTTTATGGATGTGACTTATTTTCAGTT
TTGTAATATTGGTGTATATTGATCAAATAAATAATTTTTTCCTCTCCAATATGATCGATG
GTTTGCAGCCAGAGTGCCAGCACATGAAAAAAGCATGTTCTTGAGGACAAAGTTTGTTTG
CATAACATGACTTTTACCCCCGGGGGTATTTAGTTCTGAGAGAAAACTGACATTTTGAAT
TTTATAATAAAATATTTAACTCTCTTCTTGGATCAAATCTAAAATAACAGAGTGGGGCAT
TATTAGGCATAAGTATTTTCTCTCCAGGTGTTTGGTCTTTCTGCTTAAAAGCTGATATAT
ATGAGCCAACTTGACTCTACAGTATTTATTTACAACCCAACCCAGTGGTTTGCAGAGACA
CAAACGGCTCTCTGATCAGCTCTCTGC
>CL3793Contig1
ACCGCTTGTTGTGACCTGAGCGATGCGTCCTTTCCTTTATCAGAGAGTCAGCAAACGGGC
TAACGAGGCGAGTCATGCGGGTTAGCTCGCTCGCGGCATAGCTGTCCGGAGGTAAACAAA
CATCATGGCGGGAGTCGTCGCCTCTGTCGGGCGTCAACGTGGTGCTGGTGATGGCGTACG
GGAGTCTGGTCTTCGTGCTCCTCTTCATCTTCGTCAAAAGGCAGATCATGCGCTTCGCCA
TGAGGTCCCGCCGCGGGCCGCACGCGCCCATCGGTCACAACGCGCCGAAGGGTCTGAGGG
AGAAAATCGACTTCAGCCTGGCGAAGGTCCAGGAGATCCGCTTCGAGCCGCGCCTGCTGT
CGGAGGAAGACGACCGGCTGCTGCCCCGGTCTCACATCAGTTGTTATAACTATCTGTTCC
GAATGAAAGCTCTGGACGCCATCCGGGACTCCGGAATTCCGCTGCAGGACATAAGCCGCA
ACCCCAGCGGCTTTACGGGTCGGAACTTCAGGAATTGGCTGCTGGAGCTGCGGAATTCCC
ACTCCCTGATCAAAAGCAGCCGCAGCGCGCTCATCGACCGCCTGCTGGAGGGGTACGACG
ACGCTCGCCATGGAACGGGGGTGTTCGGGGAGGCCGAGTTTCTGGAATACCAGCAAGCTC
TCAACGAACTGGCTGAAGTGTAAGTGTTGCCGGGCAGGTTAAGGATGTTTTCACGACCCC
AGCTGAAATCCCTGTCCTCCCCCAGGGTGAAGGCCTATTCCA
>CL3794Contig1
ACGAATTTCTTTAAAAATTACTTACAGACATTATAAAATATCGCATCTTTTTTCAGCACC
ATATTATTTTAATGTTGAAACATTGTCAACACACTGAAAGCAAATAGTTGAGGTCATTTT
CTTCTGTAATCATCTTTTTTTTAAATTTGGTAATTCCTCCCTGTTTTCCTGCTATAAAAT
ATACAAAAAGAAAAAAGCAAACAAACAAAAAAATAAGCCCAAAGCAGAACCCGAGTAAGA
AATCCACCCCTCTAATTTTATTATTTACTTTGTTTCCTCCCTCTCACAACTCTCTTCTTA
ACCGCTGTGCTCCCAGACAGAAACAGAAGGCCACACGATAATAATGTTTAGTCTCAAACT
GTTAAATGGTGAGAAAAACAGCAGCAAAGACACAAAAGTGTGACAGAACTGGAGAGCCAC
CATTTAATCATTGGAAGCAAAATGTAACAGTACAGTACAGTTGATGAAAACACTATAGAG
GGTTATTACAATAAGACACGGCCACAGATTTTCTTTGGTGGTATGGAAGGAGTTTGGACG
GGGAGTGAACACAAACATCACAACTCAGGATGGCTGTAAGTTCAGAACATATGCTTCACT
CGCTTCAGTTAAGCCGCGGCAAATAAATAGAACTGAAAAACACCACATTTTACTGAGATA
TTCAACGTTCTTTGTTACTTTAATCTCAGAGAACCCTGTTTGTTTTAAATAAATACAATA
GAATAACACTAGTTCTGTACAAATGGAATGTAATGCACATTTCCCTCGTAAAAAGGCTTT
GAGAAATTGTATAGAGACTACAGGAAATGGAGGGCCTCTGAATAATTAGCACCATGCCAC
ACAGTTTCACTTAAGAACATTTGTTTATTGTGACTGCAAAAAAACAGAGATTTGAAATAT
CCAAAAAGTGACTCAGCAAATACTGCAGTGGTGAGAGGAGGCCGCCCAGGTTTCCTGATC
AGGGATTGAGCAACCATAGGTGCTTCTGGAAGGCACGCATGGCCATCACTGATCAGTCAC
TCACCTGTTTATTTTTCCTGATTTCAATCGAATCCGTTTGTTCAGAAAACGAGCAGTTCT
GATATTTCTGCTGCTTTCAGGGTTGAGCGAGGAATCTGGATTTCAAAAAGCACCATCAGA
ATAAACATCTGTCATCAGTTTGAGTCGTGAGTCACATTTTTAGACATTTTTCAAAGGGAT
CTAAGGTGGCGAAGATACAAGAATGGAAGCATAGCTTTCTTAAGTTTAAAAGAAGCAGAG
AAGACCACTCAAGTCCGCACAAACCTCCTGGTCTTATATGGTCACTGTTGTGTTTTCTGA
GGGAAAACTGCTGGTGATTTTTCTTTGGTTCTGGGGATTAAAAAAGTCTGTAAACTGAAC



ATCACTCTGTGAGCAGCATGACGGCTAATCTTCTGAGTATTCCGTACTTTAGCCTGACTT
CAGATTTGGTTTGAAACTTTTGATGTCTAAAGGAAGGAACAGCTGGAATGACTCATCATC
AGGTAGAAGAACGTCAGTCATGCTGCCTGCAGTGTGAACGTAGAAACAAAAGCTGACTGT
GACCCTTTTTGTGAGGATGGAGAGGGGGAGGTAGAGCAGAAAGGATGAGTGG
>CL3795Contig1
GTCACAGCCACGGTGGGCTCGGCTCACATGGACACTCCCACGAGAATGGAAAACCCCAAT
AAGCAGATGTCAAACAGCGTCCACTCTGAGCTCATAGACATGGAGCAGAGCCTGCCGGAT
CACGGTGGGAGGACTCAGCAGGCCAACGCAAGTGTGCGGGCAGCGTTCGTGCACGTGATT
GGAGACCTTCTCCAGAGCATTAGCGTGCTCATCAGCGCCATTGTCATCTTCTTTAGGCCA
GAATACAAGATAGCTGACCCCATCTGCACATTCCTGTTCTCCATTCTGGTCTTGTGCACA
ACCTTCACCATCATGAGAGACATCCTGCTGGTTCTGATGGAAGGAACGCCGTCGGGGGTG
AAGTACAGTGAAGTGAGGGACCGTTTGCTGGCTGTGAAGGGGGTCACGGCGGTCCACAAC
CTTCACATCTGGGCTCTGACTATGAACCAGGCGATGCTCTCAGCACATGTCGCTATAGAT
GATTCCGCTGATGCCCAGATGGTCCTGAGGGAGATGACACAGGCCTGTTTCTCCTCCTAC
AACTTCCACTCCGTCACAATTCAAATGGAGAGACAAGCCGACCTCAAACCGGGATGTTCG
CTGTGTGAAAACCCCAAGAAGTAGAAAACCCGCAGCAGTTTTTATTAAAGCATGACAAAA
AATGACAATAAGGTGCTTTTTTTGTTTTTGAGGAGGATGACACTATGTTTTAATTGTTTA
ATTTGGCAATGTGCATATTCTGTGAAACTTAACCTTAAAGTACTTTACTCCTCCTTAACT
ACTTCTTTATTATTTTTGTTTTTTTGCATTTGCTGTTTATTAAGTTATATTGTTAATGCA
TTACGGTATATATAAATTTGGTGATAAATAA
>CL3796Contig1
TTTTTTTTTTCGGAGAAAGATTCCTTTTATTGTTACTGTAAAACAGCAGTCAGAAAGAGA
ATTATTAGAAACACCTGAAAATTGCATACAGATGTCTTCATTGCGCACATCTGCAGTCCT
GAACTGAACGTGTTAATATACAAATCTTTAAAACAGATCATTGGCTTTCATTGGCCAACA
CAAAACAAAAAATATATAATAAAGTTTTTTTCAGAATCAAAAATACAACCAGCAGGTACA
TTTTCCAGCAGTGAGCTGTCGGACACACTGTGAGTTTAAGTTGAATGGGGCATTGCCGTT
GGGGAATTAGACAACCAGAAAACAAAATTCTATTATACTTTGTCTCAAAGTGGGAGTTTA
AAATAAGAGAGCACCTAAAATAGGGCACTTTTTTGTCTTACTTATAACAGCAGAGTCAAA
ACTGATCCACTGACAACTACCTAAACACACTCCCTGACGCACATACCATTAAAAGGCTAA
ACATGTGTACAGATTTCTCTCAGGATCCCCGCACTTTCTGACATTTACTGGATCTAACGA
AGCGTTTAATTTCCACAGCTTTCAGCATGAAGCATTTTAGGCCAGAGGCTGCGGTTGGGT
TGAGCTGCGAGGGACAACCTGGAGTTTCCCTCAGTGCTCTCCTCTGCGCTGGACAAAGAG
CCACACTGTCCAAATGAATACTTCACAGCCATGCTTAACGTGGACTGGACTTAATAATAC
CCAGAATTACATTTTAAAAAGTATTATACATCTCTCACGGTCGCTCTGAGCTTAAAAGCG
TCAGAAAACCGACTTAAGCTTCGTCCCCGTCTATGGTGATGTCACATCCCCTTCTTCGTC
TCGTTGCTCCTCTTCTACTGTCGGTTGTGCTCCCGCTCTCGGTCCTCCTCTAGGGGATGG
GTCTGCCTGTGCTCCCACATTCGCACCGCGCCGTCCCAAGAGCTGCTGATGATGCTGGCC
TCATACGGGTGCCAGCTGACGTCCCGCACGCACGCGTCATGACCCAACAGCCTGGAAACC
ACGGCTCCGCTCAGCACGTCATAAA
>CL3797Contig1
TGGAGAAACATATGGAGGATGCAAAAAAAATGGCTACAATTCTAACTAACAAACCTGAAG
TGAGAGGCGACTAACACGGTCACATTTAACTTCTTTCTCCTTCCAGGAGTTGGATTCACC
TGGAGAACATTTTCTCTTGTGCGTCTACCTCACCTGACAGGTATGTTTCTACAAACTAAC
ACACAAACACGCTGCACACCTCCAAGTTGAAGCTCTGCCTCTGCAAACAAGCACCTGCAG
GACTCCTTCTATTGGCCAGGTTGATGGAAAAACTCAAGAGCCCCACATAATGGTCATTTG
CCAGAAGCAGAGCACAAAACAAACAAAAAAACTTCTGCTCAGGCAGTGCAGGCCGCTCGC
ACTGTGAACTTGTCATCAAAATGGCAGTATGACGTAATCGGTTGCAGCATGAGGTCCAGT
TGTCCTGCTTGCATGAGGGTAGATGCAAACAGCACTCAGGATCTCATGCTCCTGTTCCAA
CACTATTACACTGCTCTTTTCTCCCCCGGCAGTGTCATCATAGTTTCATTTCTGGTTTAG
AACATCAACAGGGAGCCTCTCTACCTGTTGAGGCAATCTTAAGACTTCAACTTATCGTTG
AGGCACAGAGTTTAGTTTCCCAGTTTACCAGGGTATTCGTTCATGTTAAAACTTTCTCCT
GCTAAACTACACTTAGTTTCATTTGTTTCAGTTAATAATACTGTCATAAATAACAACTCA
TACATTTTCCCATAACCGGTCACTTCGGCTATATACATTATGTACATGTCACAGAAAAGA
CGTTCAAACATCTTAAGTCATAGTTATCCAATATGGCACATTTAACAAATTTATAGACTT
AAGTCTAGTTTGGCATAAATGAATGTCACGTTTGTTATAAAAATAGTTCATATTTACAAG
A
>CL3798Contig1
AGCTCCTTTGCTCAACAAAAAAAAGGCAGTTTCCCAAAGCGGCTACAAGCAGCCAATAAA
CCGCTGATCCCAACTGCATTATGGGAGTTTACACAATCCGAGGACAAAAACGAAGCGACA
TTTACATGAAGAGTTTTATACAACAAATGATCAACTTTATTTAAAACCAGCGTGATGTAG
ATCTGGTTGTCAGGAGGAACACAGAAGAATCCTAAACGTTTGCATAGTTTGTTTTTTTAA
AGGCACATCGGCACTGAAACACCTAAAGTGGGTCGTCTGCGGTCCTGACAGAACCGCCAT
GGATCGTCTCAGCTCAGGAACGTTGTGCATGTTCACACATTCACTTGTCACGCTGTATCA
CACCGATCTGACTCGAGAAATAAAGGCGGTTAAAACTTTCCTGCTTAGTTTCACACAGTT



TTTGAGCTGTTCTTTGAAATACAGACAAAAGCAATCGATTCCTACTAAACGGATTTTCTA
GCAGAATCATTTAAAGCAACACTACCGTTCTGTAGTGGAAAACCGCTGAGAGATTCGAGC
TCAAGTTAAAGCAGTCTCCACTCATTTAAATACTCCAGATTTAGGAAAGCTCCGCCCACT
GTTTAAAACCCTTTTTGTTTGAGTAATTAAGTGTCCCATTCTCACTGAGTTTCATGACAT
TAAAGTACATTTTCCATTGTTAACCATTGTCTATGCTGGCCACGCCCACAAGATTTTTTC
AACCTTTTTTTTTTTTGNATT
>CL3799Contig1
GTTGTTTTNATTTCCATCACGNGTGGTCCCGGCTGGACTATGGGAAAAGTGTGCGAGAGG
NGGATGTGGGTATTTAAAGATGTTTTAAAAATGTTTTTTTTTTGCCAAACGTAAAGCCCA
CGTCGACCCTGCCCCCTAATCTTTGTAAAGAGTCGCATTTCTTGAACTGCTGATGGCCTT
AACACAACCCAGCTTCACACTGTTTGAGTNTTAATGCTAACAGATATGAAGACAGCCGGC
ATTTCATCATTAAGAGGAACCAGCCCCCCCCCCAGTGAGGGCGGCAGTGGAACCATATCC
CGCTGAGACGCCTCTAGTGTAAAGCTGACGCATCAGTTCTCCCGGTCATGTTAGCGGCGC
TTGCAGGCGATTATAAAGCCACTTCTGTGCCTTCTGCACTGTCCAGCTGCATCCTTCTCC
CTGTACATACCGTAGGTAGGACCCTAGGTTTTGATGTGGCTCAGACGTCTTTGAAACTCT
TCCCCTCCAGTGGAACTGCTGTAAATGAATCAAGTTTAAATAAAC
>CL3799Contig2
TTTTTATAAGCAGCATTTTTCTTTCTTTTTTTGAAAGGCTTTACTTGAATTGTTTTTTCT
TTTTTGAGGGAGTGTTTTTTTTTCACACCTGCTGTTTGAAACATTGCATTTCCTTTTGTG
TGGATGATCTTGAAGCTGTGACTTGGTTAGTTTGCCTCACTGAACGCAGCTAAGTCTTCC
TAATTGTACTGCTGGTGGTGTCGGAGCACGGATCTGCTGTCGTCTTCATCTCCATCACGC
GTGGTCCCGGCTGGACTATGGGAAAAGTGTGCGAGAGGCGGATGTGGGTATTTAAAGATG
TGAACTTCGCATGTCTTTTGTTTTTTTTTGCCAAACGTAAAGCCCACGTCGACCCTGCCC
CCTAATCTTTGTATAGAGTCGCATTTCTTGAACTGCTGATGGCCTTAACACAACCCAGCT
TCACACTGTTTGAGTCTTAATGCTAACAGATATGAAGACAGCCGGCATTTCATCATTAAG
AGGAACCAGCCCCCCCCCCAGTGAGGGCGGCAGTGGAACCATATCCCGCTNA
>CL3800Contig1
TTTTTTTTTTGACATCAGAACACTGTATTTCTCATATAAACAAAGTAGACATGATGATAA
ATACATTACAGAATCTGTTACAGACATTTTAACATTTATTTACATCTACATACTGGGGAA
AAATAGAAGCAGTCAAGAATTAACTTCTTTCTTCTTAATGAGGAGTATTCATGAGCTTCT
AAGTTAGTGCCATAATATGATTTGATGTCTCCATGTCTGTTTCCGGTCCTCTGTAACCTG
AGCTCTAGATGAGGATTGAGGATACCAGCCATCAAGTCTCATCATGTGACTGCAAGTAAA
TTGGTTTGGCCTGTTTCCTGAGACGCTGCTGGACTCCCAGGTTCCTGCCCTTCAGAGTGG
CCAGTCCAAGTGGCGGCAGGTATGTAGCTCTTGGATATGGATTGCTATAATGCAAGCCTA
TGTCTAATCTCGCCTCACATTCTGCTATGCGGGTCTTTATCACTTCTGGATCTGTGAGCT
GCTGGTTCTGTCTAAACAGAGTGCGGGCCTCTTGTTTAATGTACTTTCTCTCAGTCTCTG
TGTCCGCTTTAACGCCGCTCTGTGCCTGCCAGGTCCGGGCAACGCGAAAAACGCGAGTGT
ACAGAGACAACACTTTGCTGCGAGTGCACGCCGTCATCAGGGCAGAAAAATCTGAGAAAA
GAGAAGCTTCCTGTTTAATAAGCCTGCTAGGACAACAGAGGAGAAAAAAACTCTGTCGCT
CAATGATGACGTCTTCAAAATCCC
>CL3801Contig1
CCTTTTAAGCGTTGAGCGACTAACTTAGCGCTCCGAGCACCTGCTGAAAGTCACATGACA
TGTCAAGACAGACCGATGTGGTGAACAGAATCCAGGAGTTTTCCAAAATAAAACTTCCTT
CAGGGATCAGAAAATAAACTACACAGAAATGATGGAAGTTAATGTATGCATTTGCTTTTC
TGTCTGTGGCCTGGTACCAAGCGGCCCAAGGGTTGGGGGCCCCTGCCCTCAAAAAAACGA
CAGGCTTTCTAAGCGGCTAAAGACGGCATCACAATAATTTAAAAAGAACACGGAGAACAC
TTTTACTAAAGATAATAGGAGAGGGACTTTAAAGAGCTGCAGACCTTTGGGTTTGCAGCA
TTTCAACATGTTTTCATTAAAATTTGTGGAACAGAACAAAGTTCGGTTGTCATTAAGATC
AGTTCAGGAAGTGCTAAAGCTTCTGTCATGTTAATCATCTATTTAGGTTTTATCATTAAA
AATGTCAAAGATGGTGACCGGCCTGTCAAATTCTGACATCTGTAATAATAGCTAGAGGAA
CAACAACCGCTAGCTTCTTTTTTTCTCCATACAAGCCTTAAGTAATGATGACATTTGTCC
AAAAAATAAATCCTAAAAACAGGCATCATAAACCACGGGCTCTTTGATGGGAGGGGGCTC
CACCACTGATTATGAAGATGAACTGTGGAGTAACATCTATGTTCAAGTCAACTGGAGTTT
ATAAATGTTAGTAGCCAACATCTGGAAGTGGTGTGATGCCTGCTGTACCGGGGGGGCTCA
GTCTCAGTGAGCCTTTGTGCAGGGGTTGTCAGATGTCTGGCAGCCTGTGTTGGTGAACTT
CACCAGCACACGGAACAGAGTCCCATCTTCGCACATGCAGAGCTTGTAGCGCTCCAAGCC
GTCATTGAAGTAGATGTTTCCGGCGGTATTGGGGATGCGTGTGGCGTTGAACATGACCGA
CCCGTTCAGAACAATGGTATTCTCGGCTTTCAGCTCGATTCCTCCCCCCATTCTGAACTC
CACAGTCCGGCCCATGATATTCACCCCTTCATTTCCACGAATAATAGCTTTGTTGTCTCC
CTTAATATTCAGGTCTGATGTTGCACTGCTTGTGATCCTCTCTGTTGAAGCCTTCTTGAC
ACTCAGGACTTTGACTCCTTTGGGCAGATGAAACTCGTGGTTTTCAAAGTCTGTGCTGAA
GTACGTGGTCTGGGTACGAGGGTCTGTGAAGGATATCCCCACATCACTCACAACAGACGT
CTTGTCCTTTTCCACACTCAGCTTGGTGGAGCCCTGCTGGAAGACCACTGGGTTGTTGTT
GCCAACGATGACCAGGTCCTGGTCTTTCCGGCCTCCAATCGTGCTCTTGTGCAGCGGGTG



AACGATGCCCATGTCTGCCTTCTGTTTGAAGCGCAGGATGCCGCTCTCGTGGAACTCCAT
GCTGTTGCAGCCGTTCGGACCGATGCGGATCACCGTCCATATGACCAGAGTGATAATGAG
ATTAATCAGGGCAAGGAGGAAAAGGAGGACAATGATGCAAACAGCCATGTTTCCCTTCCG
TCCTCTCAGCCCTGTCTTATGAAGACGCTCCTCTTCGATGGGCACATAGCCTGCTTTGAA
GTTGCTGCTGTGCTCCTTGTTGATGTGGCGCCTCTCAATGGACTTCTCTCTCATGGACTT
CTTCACTGGGCCATTGGAGCTCTCCTGCTCGGACGCCATGTTGACCCTCCCTCTTCTCCC
CGGCCATA
>CL3802Contig1
GAGGCTCTNAGCGGGCCAAGAGCAGGGACAGAAAGGAGAGACATGGTCAAAGAAGGGAGA
GCAGGTCGCAGAAACTCCCTCCGGAGCTCACAAGCAGCTCAGGGACCGAGGGGACTCCGG
ACAGGGTGCTGCGGAGCGTTGCCGCCCTGGCAGCGGTGCAGGCGCGCTCACCAGCTGCAA
GCACTCGCTCCTCCTCTGGTCAACAGCGCAGCAGCAAGACGTGAAGTGGGCAAAGGAAAA
CAAGACAAGAAAAAGAAGAGCGCACGCAAGAGTGTCGCAAAGCACGATAGGAGAGCATAA
CTCTGGTTGCTGCTTTGCTTCCACTCTCTGAGGAAACGATGGGAAGAAGTGCTGCATGGG
CCAGGACCTCCTACCTCTTGGGCCTTCATCAGCTTTGAATGTTTGGGGGGGTGGAGGCTC
AGGGATGCTGGACTGACAAGCAGTGTAGTGCAACCATGAACAGTTGTAGGTGGTGCAGTG
GATGAATTCACCACCAGGCGCAAGAGGTAACAAGCGGGTTAATACATGTACTGTAATCAT
TAGACTGGAACTCTGTGTATTCAGACAGATTTATTCGATTCCCTCTATTGGAGTTCCAGC
GACCAGCTGAATCGAGAGTCTGGAGGTTTTAGGACGGTTGATTTTTTGAGGATGGGTGAA
AGGTTTGGTCAGCTGTTTCTTTGTAGTCAGTTGATAAGTTATGCATATTTTAATGTTTCT
TTCCTGGTATTAGGAAGAGAAAAAACAGGCCTGTCAGTGTGGCTGTACTATGCTGGAGCT
CGTCTTTGCTTGGGCCCCTTCATCAAGTCATTTGTGTTCTTTGAAAATCCAGCCTTGCAT
TTTTCATTTGCACACCCAATAAAAAAAAAAAA
>CL3803Contig1
AGGTCCGGGCCTTTCCGGAGGAGGAGGTGGAGGATCCTGTCCAGCTCTGCCGGGAGGAAC
CGTTTCCACCGGAGCGGTGGGACGAGAACGACAAGCTCTACCTCTGTGACCACGTGGACC
AACAGAAGTTGGGCCTCCTCTTCTCCATTCTGGCTGGAGGACTCCTGTTCCCGCTGCTGG
TGTGGGGGGGCTACGCCCTGCTGCCCTTCGACCCCCCCGTTGTGGGTGGCCCCGCCCTGA
GGGTGATCTACAGCCTCCGCTGTGCGTTCTTCGGCGTCGTTCCCGTCGTCCTGGGCGTGC
TGGTGCAGGGCGTGGCCCGGCTGCGGCACTGCGCCCTGAAGCCGCTATACCTGAACGGTC
AGGTGGACAGGGAGGTGAAGGTGCACGAGCACTACGTCAGCCAGTCGCTGGCGCTCTTCC
TCTTCTACTTCCTGCAGCTGGCGGTCTTGGCGACGTACATCAGCCAGGACCTGGTGAAGC
TGGTGCCGCTGCTGACCATCATTTTTGTCTTCGGCAGGCTCATCTACTGGCTCTGCCTGG
CTTTGGACAGCAGCATCCGGGGGCTGGGCTTTGCCTTTTCCTTTCTCCCAACGGTGGTCA
TGATGGGCGCCAACCTCTACTACATGTGCTCGTCTGTCGGGCAGGACGCCATTTTCGACG
TGGCGGTGCCCACCACGCCGCCCCCTCCCAGACTGCGATGGTGGTTTTGAACCCTCAACT
CTTTGGTTCTGGTTGATTTGGTAAACGGCGGTGAGAGCAGCTCGGCGCTGGATTAGCCAC
GCCTTAGAGGACGCCGTTCGTCAGACCTGCCAGGATCCCTTGATGGGTTCTGAGCTCGTG
AAACTCTGGAGGAGGTCCAGGGTCCGCCTGAAGTCCTGGACCTGGACGTGAAAGCTGGAC
TTCCTGACGGATCTTCAGCCAGACGATGATTTCCTGTTTCTGACTCTCCTGATGGCGTTT
ACAGAAATCCTGTTTGATTTTCCTTTCAAACGTTGAAATATTTACTNTGAGTCGCTTTTA
TTTGATGAGAATCAACTTTTCCCACTGAAAGGGGGTTCCTGAATGCATCTTGTCA
>CL3804Contig1
TTTTTTTTTTAGTTTGACAAATGTTTTATAATAACCCAAGTCACTAGATTTCACTGATAA
ACTATCCTATGTGCTGATCCTCAGGATGATAGGTGAGATAATATCTGCCAAACCCAAGCA
TAAAAACAGAAAAAAGTTATGAAAAACGGATGATCGACGGAAAACGTTTTACGATTTTTT
TATTAATAGCTTTCCCTTGGGTTTAAGTAAAAGAGACTTTTTGTGCTCCTCCATTCTTTT
GGCCTCTTCCTGCTTCTCCTTCCAGGCCTCTATTCCTCGGTCCATCTCTGTGCTCAGCAT
CACAATCCGTCTCGCAAGAACTTCTCGCTCTTGTTTTCTTCTCAGCTGGCCCTTCATTGG
AGGTGCTGGACGACCATCTGCAAAAGACCAGTCAGGCAGATCAGTCAGAGGCCCATATTC
TGTTCCGCTTCTAGAAAGTCCATGTTCCTTCCTCCACTTCTCTCCAGCTCTGACTCCACA
GGTGGTGCTGAAGTGTTTGTTGGAATTCTTTAGCACAGAGCTGCACAACGTCCG
>CL3805Contig1
CTGTTTCATCTTCTCCGCTTTTGGATTACGTTCCGTTTCTCGAATTGTGTGCGTTTTTTT
CTGGATCCTTTCTCTTTCCACCTCGCTGCTATAATTGCTTCCCAATCCTCTATTCACATG
TTGTAACTGCAGCCTTTCTCTCTGGAAACGACTAATCTGGCTTATTCCCAGGATGCCTAC
ATCCGTGGCCACAGCAGCTACAGTGGAAATGCCAGCCACATCCCCGATCCACCACCAGTA
TGTTACCCAAGAATAGACTGTAAGCCAACGGGCATGGCCCAGGCAACAGATATAACGGGG
CAGGCTGGCAGAGGGCTAATGGCAGCTCCTGACCACGGGTATCGCAAGGAAATCACCGTA
CCGCCATCTCCTCCCCGTCAGCCATACCCTAAAAGTCAAACTGCAGTGCGCATGCACAAC
AACAATGTTAGGACTGTGGTGGTTCCTCCTAATACAGCCCATTTGGGGCGCATGGGTCCA
GCACACAGGGTGGATTTCACAGGACCTGCCTTTTTCAGGGGGAGACCTGGATCATTAGCC
CAGTATCCTTACCCCCAAAAGGCTGATGTCTACCCTGGTGGTCCAGGTATGGTTCTAATG
GGAGGTCAGGTACCTCAGTACCCAGGCAACCATCAAAACATTGACTGGCGCACATACCAA



ACTTACAGGGAGTATATCGACAACAAGGGAATTCATTCCCAT
>CL3806Contig1
TTTTTTTTTTACAAAAACACAGTCTTGTAAATCAGCCCCTCCCTGACCCCACCCACCACA
CCAGCAGCTCCTTGTCGCCCCCCTGTGGTCTGCCAGCAGGACTGCAGCTCCCGTGTGTTA
AGACTGGGTTCGGGAGGAACCGTTTTTCTTGCCGGCTTCCTAGTATGTGCAATGACAACC
CCGCTCCCCACAACCTCCGGACACCCCCCCAAACCCCCCACCAAAAGTTCTCACACCATG
AAGGAATTCTGGTTCTTCAACTTTTCAAGTTCTTTGATTTGCTGTCTCAAAAACAATATC
CTCTGCTCGCGCAACGTCGCCTGAATTTCACAGACCCGGACGAGGGAGCGCAGGTTTTTG
AGCTCAGTGCAGTTCTCCGACATGCATATGCTGCCCATGGTGTGAGCCTCCTCGCGGAGT
CTGGACGCCTGCTTCTCCACGTGTTCTGCGGGCCAGCCCTGCACATGCTTGATGAGGCTC
TCATTGAAATGGGCCGCAAGGGAGGGGGTGAAGGAACAGGAGGGCCGGGATGTAGAAGAG
GCCGGGGGAGCGGAGGCGGAGTTGGGGGCGTTGCTGCTGGAGGCGACGTGGTTGGAACCT
GGAGACGGACTCCTCTGACTGCCTTGGCGTTGGAGGGCTCTCGGGGAGGCCGTGGTGACA
TCGTGACTGTGCGACTTCTCACTGGAGAGGTGCTGCTGGGATGTGGGCTTTGACTGTGAG
ATGACAGGCTGCGTGCTGAGGAGGGGTTTGTGGGGGCCGGCGTTGGTCTGCGGCGTGCTG
ATTCTCGGGGAAACGTAGGATCTTGGTGATGAGGCGTCTGATGTTAAAGACATTGGTGAC
TGATTTGACTGCTGGCCTTGGTTAGAAAGCTGAGCGGCTTGAGAAAGGATCGTAGTGATA
TTGAACGCCGACGGTCCAGCTGTGAAGATCTTGTGGAGCATCGACTGTAATGAAGCTTGT
GTGACAGCAGCTGTGAGAACTTCGTTGATTTTGGCCATGTCCACGCTGGCGTTGTTCAGT
TGCAGTGCGGTCTGAAGTGCTGGGAGGAGCTGGCGAAACAGAGTGGGGTCCTGCAGTAAC
GGAGGAGTTGACGACTGAAGAACCGGAGAGACAGGCACTGTGGAAGCTGACGATCCATGC
GGCCCAGATGACG
>CL3807Contig1
TAGTTGTAGTTTACAACAACTTCNTTNTAATTNAAAAAAAAAAGTCTTTGTGCCGACGGG
TCAATTTCATAACTGCTCAATAAAAAGACATCGTCAGCAGAGCTGTTCCAAAGAAACAGG
TTCTTTAAAAAAAAATGAGATTGAGCAATAAAAGAAAATACAACAAAAGAGGGAAGTGTA
AAAGGGAAGAGGGAAACTGGTTGAGGACTTTGTGTACTATACCTCGGACTGGGTGTCACA
ATGAGATATGTTGCAACAAGGTGTATGGTCTGCATTCTCTGGAAATCCAAGAGGACAAAG
CCAACTCACACACACACACACACACACACACAGACACGTAGAAGAGTACAAGTCTGACAT
CACTTCATCTGCATTTGCAAACATGCGAAAACAAAGTTCCTCATAAAACCACATAAAGCC
CCTACAGACGTAAGCATGGTGGAAATAAACAACAGACCCACATCTCTGGTGTTTCACAAG
CGGTTGCAATAAAGGGAAGTGACATCGCAGCACACACCTCTGAATGGGAACTGATGCTAA
CTGAAACAATGACACAAACAGAAGGAGGACATAACAGGATGCTGGTCAGATGAAAGAGCC
CAAAATGTCACC
>CL3808Contig1
AATTTCTTTGCTGGTTTTACCAACAGGAAGGCATTCTTTCACTCAAATCACAGTTATGTC
CCCCCAAAACATTTATTACAAATCCACAAACCACAGGTAAAACAGTACAGTATTCCTTTT
ATAATCTGGAAAAATAACAACATGGAGGCATTTGGAAAGAGTAAGGAAATATAAAAAAAA
TAAAGAAAATTATTTTTTTACATTTCCTCTCTCTCTCCCAAATGCATATATAATTCTTTG
GATCAACATTTTAGAATATAAACTGCATCCTTGTAAGACATGTTTAATGCATAAAGCCAC
CTCATCGTGCCTTCTTTATTTAACTGTCCTTTCTGCAGAACAAAGACTTCCTCCCCTTTT
AGCTCACATAGATACCTGAAATTGTATACTATATGCATAAGCACAGCACCGCTCTCCCTC
CAGTCTCTGTCTGGTGAAAAACATCCCAGTCACCGCCTCCTCCTGGTGTGTGAGGAGGTC
TGGGGACTCGGCTTGATTGGAGCACAAAGCCGTTTGTGTTTGGACTTGTTTTTGAGTCCT
GAACACTAGCGCTGACATCCCTCTAGGCTACTGCTCCTCCTCCTCCTTTCTGGACCTTCA
ATCCTGCTGAACTGTCCCACGTTTGGATGGGGGCACCAGGTGATCAGGCAGGGAGGCCGG
CAGCTCGTGGCCCTCCAGCTTCACTTTGATCAGGTGGTTGGCCAGGGCGAACTCCTCGTC
GTCGAGCAGACCGTCTTTATCCACGTCTGCCAGCTTCCAGATCTTTCCCAGGACTGAGTT
GGGCAGCTTAGACTTCACCATTTCCTTCTTGGCTGCAGCGCCGGTCACTTTCCCGTTGAT
GGGAGACAGGGTGTAGAAGATCTCGTCGTATGTCGGCTTGTCGCGGCCCACCACCCACTC
CAGCTCGTCGATGCCTTCGCTGGCACCTTCACCGTAGCCGTGGCCAAACGGGCCGCTCAT
GGTCCCCTCGAAGGCTCCGCCTTTGACCGACTGGCTGGGCATGTTGGCCTCCTCCTGGCG
TACCAATGCCATGAGCCGGGCAATGTCGTTGGCGAGCATGTCTTCCACCGCCTCCAGCAG
CTTAGGCTTCAGGTTTGCAAACTTGGTGAAGTCATGACCGTTCAGCAGCTCCTG
>CL3809Contig1
TTTCTTCAATTTTTCCCCATTTTCCCAAATAAATAAACAAACAGGAGCTCCAAATGTGGT
ACAACAATCCCACAACTGACCAGTTGTGTTCACTAGTTTACAAAATTGTATTACAAAATG
TTTCAACAAAAAAAAAGTACATTTCCAAATGAAGAAAACATCGACACTCTAATCTGTGAT
CTGTAAAGGACCTGAAATAGTCCAGGGTGAACTCTTTAAATAATAAAAATCAAGATGACA
CCAGGAGAACAGGAAGGGGTGGGTTTTGTGTTTTCAGGATCCGTCTGTCCGCCTCTGCTG
CTCAGATTATGGAGGAGGAGGTTGTGACCCGTGACGGCGCTGAGACTCGGACGCAGAATG
AAGACTCAGATCAATCGTCGTCGTCGTCTTTGCAGGTGCCGCAAATGCAGCCGAACAGCC
CGTTCACCATCTGGATGAGACAGAGGATGCCTTGCAGGCACGCAGCGATCAGCAGGGTGC
AGAACAGGCCCAGGTTGAACTCCACCACGTTATCGGGCAGATGGCACCAATCCCAGATAT



CCTTGTCACTCAGGTATGCACCGGAGCTGTTCGCAAAAGGGGCTCCCCACTGTGGCACAA
GATTATCTGTATTGCTCCAGAAGCATACTGGACCGTTAGCAAGACCCAGAGCGGATACAA
CCAGACTGTATATGGCGCCGAGCACGCCCACAGCTGCAAACCCGATGGACAGGAACATCC
CACAGCGGTTGTTGCAGCAGCCCTTGGTGCTGGTCAGGTGAATGTGGATGGCGGGAATGA
GGATCATGACTCCTCCTCCGATCAGGCCTCCCATGTACTTGACCTCCGGAGTGATCCGCG
GCTGTCCATCCTTCCCATCCTCACTCACAAACTCGCTTTTGAAGTCGGGGAAGAAAAGGA
TGATGTTGCAGATGACGGAGACCAAAGCTAGCACATAGAGGGAGATGGCCACCACCTTGG
AGCACTTTCCTGTACACATGGCGGCTGCAGGTGGGTGGATGACGGGATGGGCTGTGTGTG
ATGGAGAGCCGCTGAGGCTGCAGAGGAAGCACCACTGTCTCCTGTGATGCCGATGTCC
>CL3810Contig1
TGGATTCAATACTTTTCAGCTTCCTCTGGATCTGGCTCGCTAATATTTTGATCTCTTCTC
GAAGAGTTTGAAGCTCTTTCTTCATACTCTCCTCTGGCAGCGCCACGCCCAGCACCGTCT
TCTGTTTGTTCTCCAGCTCTGACACCATCCTCTTTAAGTTCTGCAACCCCTCGTGGATTT
CTTGCACCTTTTTGAAAAAAGCCTCATTCTCCTTATCTTCCTTTGTTGAAGAGCTGCCAG
GTTTGCTCATCAAAGCCGTTTTCTCCTCGTTCTCCTCATCTGAGGCCTCGGCTTTCTGCA
AAACAATACACAGGGCACAGTGTATCCGAGAGCGACAGAGCAGGTGTCAGGCGTTGGCGC
GAACTCAGAGCTGCAAGGCCAGCGGAGGGGTAGCAGCGGCGGGTCAGACGTCCACTCCTC
CGCGATGTGACGGGTCAAACGGCACCAAGTGTAACCGGTCGCTTTCTGCGTTGTGCTGGT
TAATATATGGTGTGACACAGTGTTACCTCTTGGAGAGAAGCCTCCCTTTATTCTGGTAAT
AAAACAAACAGAAAACAATACACTGTGTGATCCTGCCCACTCCAGTTCCTATACAAACAA
AACAAATCGACATTTAAGCTTTAACAGTGAATCCCCAAAATATCTCTCCTGAACCATCAA
TCCCTTTTAATCATCACATCACAAGTTAGAAACAAACATTGCTGTAGTTATACAAATAAA
AATTAAACCCAAAAGGGCAATAAACAATAGGATGTATTGGGATTATAAAATGATTTTAGG
ATGATGGCACCCACCTCTCTGACAGGAGGTCATACAAAAGGGGGTGGGGAACAGTAGCCT
TTGGAATATATAGGGGAGTCAAAAGAAGTAGAAGAAGAAGAAGAAAGGAAGGAGGGGCTA
TGACTAGTAGTGTAATGCAGTAGTTTGTTGGAGATCCCTCAGGTATGGTAACCCTTGAAC
AGATTTTGTGCTATTATAAAATAAGATAAAGGCTGTCCCGGTTACACTCACCCCTCCAGA
ATAGCACAAAATCACAAAAACTCATGTCAGCACATTTGCCTTAAACCAGAAACAATACAT
GTTCCAAAAAAAATACCATCAACAAAATGGTCAAAATGCCAGGAAAATAGCTACCCAGCT
ACACGGTCCAGATACTCTACAAACAACGTGAGGTGCCATTTACACCTCACATAGATTGAA
CCATATTGACAATACCAGGTAGAGAGTAAAAGAAATCAAACCAAATAAACTTCAATCACA
AAAAAAATAGGAAGCAGTAGTAGAAAAAAAACAATTACACATTTACAGTACTTGTATGAA
CATACCGTGTATCAAACAATGCTTCAAATTGGGCCATAGATTCAATCAAACGGCAAACTG
GTTTTATAATCCTACCAAACCGGGAAGTAAGCCGATGACCCATATCCAAACTTTCCCCGT
CAAGGACGGAAGTGATGGGAGAGACAATGTGAGACTCACTGAGGGAATTATCCGTAGCAC
CAGCTCCAATCGACCCACTGGGCTCTGGTGGGGGCAGGACAAGACCCAGGGCAGATTCAC
CATCAAATGAGGCAGATGATTGTTGCCTAACCCAGGATGTGGTGCGGTCAAGTACATTTT
CTTCGCTGCATGAAAGAGAGCTGATGAGGGGGTGCTCTGCATGTACTGCCTCCACAGCTG
ATGTGCCAGTGTCGCACAGGTCAGGAACTG
>CL3811Contig1
GGTCGTACCTAAAGNATGGCGGCCCGTTTATTACGTCTGAGCTCCTTCAAGGGCCTCCAG
GCGGACCGCTGGGGTCTGCTGAGGAGCCGCTCTGCTGTGAGCTTCTGCACCAAAACCGAA
GACTCAACAAAACCCGGCCGGAAGAAGAAAGCCGCTGAGAAAAAAGCTGCAGCTCCAGAA
CCGGAGGAACCTTTGGATAACAGCACCTACAAGAACTACCAGCACCACTCCTACAACCCC
TACACGTTTGCTGACCTGGACCTGGAGATGGCCAAATATCGCCTCCCCCAGCCCTCCTCT
GGCAGACCCTCGCCCAGACACTAGCAGAGGACCCCCCCCTCAGTGGTCCCATGGGGGCGT
CATTAAAAATGTCTTTCTGCTCCACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL3812Contig1
CTACGGAGTAACAACAGGCTCTCCCCGATGTGAAATTCTCGAAGGAAACAGTTAACGTTT
GGTTCTGCTTGCTAACATCCCGGTATTATGCACGAGCCTCTGCCATGGGGCGTCAGTAGA
GGCTGAAAGACGGAAGAAAACAAGGAAAACGCCGGAATGGCGGGCGCCTTTAGCTTCAAA
GGCTGCCAGAAAATTCGAGGTCCGCAGATAAGGAGCCTGCTGGAGGCGAAGGACTTCTTC
CTCTTCGACTGCGACGGGGTCATCTGGCACGGAGAGAACGCCATCACCGGCGCCGCCAAG
GTGGTCAACGCGCTCGTCCGCCACGGGAAAAACGTGGTGTTCGTCACCAACAACTCCACC
AGGCCGCGGGAGAATTACGTGCACAAGTTCTCCCGGCTGGGCTTCGCCGACGTGATGCTG
GAGCAGATCTTCAGCTCGTCGTACTGCTCGGCTCTGTACCTGAGAGACGTGGTGAAGATC
TGCGGGCAGGTGTTCGTCATCGGCTGCGAGGGGCTGCGCAGGGAGCTGCAGGAGGCGGGC
ATCCCCTGCCTGGAGGAGACCGACGACCCCGACGCCACCATCTACGACTGCGCCCTGGCT
GCAGATGTGAAGGCGGTGCTGGTGGGGCACGACGACAAACTGACCTTCCTCAAACTGGCC
AAAGCCTCGTGCTACCTGAAGGACCCGGACTGCCTGTTCCTAGCCACCGACAACGACCCC
TGGCATCCGCTGTCCAGTGGAAGGATCCTGCCAGGTTGTGGGTCCCTCATGGCAGCCCTT
CGAGGTCGCTTCGGGCCGCAAAGCCACCGTGATCGGCAAGCCCAGCCGCTTCATGTTCGA
GTGCATCTCCAGCCAGTTCAAGGGGTTGGAGCCGGCCCAGTGTTTGATGGTCGGGGACCG
GCTGGAGACGGACATGCTGTTCGGCTTCAACTGCGGCNTGGACACCATGCTCACGCTCAC



CGGCGTGTNTCAGATGGAGGACGCGCAGGAGTACAGGAATAGTGACNTGAGCACCAACCA
CAGCNTCGTGCCTGACTATGTGGTGGACACAATTGCTGATTTTCTACCAGCCTTTGAGGA
ACTGGAGGAAGAAAGCAATTGATACGTGGTTTTCACCGACCTCCGGTAGGATTCAGCGCT
GAATCTGGCATGCAAACAAAATTCGTCCTAAATATAACGGCACTTGTTCTTATAGCGGGG
AGGACGAGTTGAAGATATTCTCCGCTGAATTAATCCGTCACTTGTGCATCCTTGTGTTCC
TTCTTGTCCTTGTGGCCATTTGTGACTTGACTGTTTGCTGTGCTTAACCAGTATTTTGCT
GTCAGTTGTGTTAGATTTTCGGGGATTTGCAGCNTAAAGGATTTGTTTAAATCCATGAAT
TCTTTTNTAAATTCATGTGTCGTTTTGCCAAAATATGTCCAAAAGCAGAGGACGTGCGTG
TTTGGCTGACGTGTGAACTTTCTAGAATAAAAAGAGCTTTTGTCAGGTCNAAGAGACAAA
GCGACAAACACAAA
>CL3813Contig1
TCGGCACGAGGGCTCGTCACATTCCCAGAACTGAAAACAACGGGCCCACAGATGCATACG
TCAAGGTGAACATGTACCATGGAAAAAAGCGCATCTGCAAGAAGAAGACCCACGTGAAGA
AGTGCTCTCCCAACCCCGTCTTCAACGAGCTCTTTTACTTTGACCTGCCCTCCGAAGAGG
GTCTGCGAGACACCAGCATCGAGCTTCTGCTGATGGACTCTGACAACTCCCGCTCCTCCA
ACGGTGCAATCGGCCGCCTGGTCCTGGGGACGGCGGCGGCAGGCACTGCCGGCGAGCACT
GGAGGGAGATCTGTGACCATCCGCGGCGTCAGATTGCCAAGTGGCACGACATGTCGGAGG
ATTAGAATGCTGCTATGACCTGGTGCCATCTGGATAGCATGAGACGTACCTCCTGCTGGA
CAGTTCTTTTTTTGGGGGGGGACTTTCAGTTGTGAAGGAGAGTGAACTTTAAAGATTGGG
TCAAAGGGTAGTGGCGCATTCCAAGTGATGTCATTAACCATTCACCTATTAATTCACTTT
AAAGTCATTGGGGCTCAGTTGGCAGGCGGGGCATCACAAGGATCACCGTAGAGCTTTACA
CAATTCCAAAGACTGTCACCAGTAACATGCAACATCTCCATGGCAACTAGCAGTTGTTCC
TGTGGAGGTTTTGCAGCGCAGAATGTCTTAAATGTCTCATTTTTTTCCTCTTCGATTCTT
TCTTCTGCTCTTCCTCTTATAGATAGCAACCTCGCGTGGAAAGCAGAACCAAACACATCT
CACAATGCTGTAAAAAGTGTGGAATATTAAAGTTTAATTTTTTTTTTTCCTTGCCGATGT
AGATTTCTAATGTATGTTACATTGATTTATCTTCTGGTTGTTGATTTTGTAAGTGACGGT
GGTATTTCATATATCATGACTGAAGTCAAATAAAGCCTAAATTAGGTGGTATGGGATTTG
AGGAGTGGGCTGAGTGCGTTGGAGACGGTATCTGTGTGTGTGTGTGTGTGTGTGTCTTTG
GGGAGCAGTGTGTCCGCGCTGA
>CL3814Contig1
AAGAGCAGACATGCAGCATCGCCTGTGCCCGTTGGAAACGGATCATGCTTAGCCTACTTC
TGATTTTAACAGAGGACCGTTTAGTTATGACGGAGTGTGTGTACTGCTTCCAAACGGTTT
CCGGGGAGTTTATTGCATAAATCACGAAATTAAACAATTGCGGAACGAGAAGCCAGCACA
CCTGACATCCACCGTATGCGGGAATGGCAGCACCCCGTCAGATAAAAGGCATCCTGAAAA
ACAAGATCGCCGGTATCAACGTGAAATCGCTTTCCGAAGACATTCCCGGGGAGAACACAG
AGGACGCCCCTGGACTCTCGGAAGATGACCAACAGAAGAAATCCCAGAAATGGGATGAGA
TGAACATCCTGGCAACATACCATCCAGCTGACAAAGATTATGGCCTCATGAAGATAGATG
AGCCCAGCACGCCATACAACAGGATGGTCGGGGAAGACGAGGATGAAGGGGCGCTGAGCG
ACTCTGACGGCCAAAGTGGACTCGCAGCGGAAGACCTCGCATCAAAGCTGGCATCAAGTG
ACACCCTAGAACCTCGCTTTTTGAAAGAAGAAGAAGAGGAGGAGGAGAGCAGTGAGGAGG
AGGAAGAGGACCTTACTCCTGAAGAATTGGCCAAAAAGAAGCATTTTCAAATGATGAGGA
AGATGCACTACAACGAAGGCCTGAACATTAAAGCTGGCTCGCCAACTCATCGCCAGTGAG
CTAGAAGAGGACCAAGATGAGGATGAAGAAATGAGGGATGACACAGAGGAAACAGAAGAG
ATCAGTGTTGACCCCCCACAGGATGCGGACTCTTTGGACTCGTAAATGAAGATCCCTGTT
CCCAATTGAGACCCAGTTCGACTCAGTCACTGCTGTTTTCAGCGCTGAGCCAAACAGCAA
ACACCTCTTCTGTACCCACATGGCATCTTTCAATAGCCAAGTAACATATCTGTAAGCTA
>CL3815Contig1
TTTTTNTNATTAACAAAACTGATACAGCATTTGGATAACACTAGTAGCAGGTTGACTACA
AAGCATCAAACGCTTTAGTGGCTCACACAAAGCTGTTAAATCTGCTGGTAGATGATCTGC
TGCTTAAGAAGTTCCCATTTAAGTCAGCAACACCAAGAACTTAACAGGCAGGATAAACTT
GCCTCTGTGTTTTGGTTTTAAGGTGTCTGACCCTGTCTTCACCATGTCCATCGATTGTGA
AAATGGGTCAAATAGATATACGTATGTATTAGGAATGGTTAACTTTTTATCTTCAACTCT
CCATGGCATCTGAACATGAGTCACTGATTTTTGAGTGTTCCTTTGTCTTGGAATCTGCCC
CAGGACCATCATCCAGCAGGGAAAGGTCAAGTTCAGGTAAGGGGACTCTCCAAAAGTGGA
AGGAGTTATATGTGCAGTCTTCACTCTGCGAGATGTCAACTGCTTTATTTTTTTCTTGAG
AAATTGCTGCTTCCGACCGAACGAAATCCTTCCGAGATCGTTTCTTGTTTGTGAAAGCGA
AGGAGCTGCGAAGATCCTGGAAACTTCCAGAGATCGGTTCCGTCAAAACATTCGCCACGT
GCTTCCTCGGGTGGCCGACTGCAGTCCTAAGACAAAAGCCCGTGTCTTTTTCCTCTGGGG
TCTCTTCATCGTCAAAGCAGTGCGGCCTCTTTCTGCAACGGTTTCCCAACAATGCTAGGA
GGGATGGCACACCTCCGACTGAAGCCATGCTGTCCACCTGTATGTCAATACTGTGAAATA
GAGGACGGTGTTTCTTAGGGGAGAGCTCGTGCAGCGTGCTCTCCGCGTTTCTCTTGGCCA
TTACAATCAGATTAAATAGAAGTTATTGACCAATTGAAGCAGCCAGCTATACCAAAAAAT
GCGTCACTTTCCTCTCCCGGCCATAAGGCCCGGGTTA
>CL3816Contig1



CTTATAGGCGATTAAATATGCAAACTGTGAGCTCCATGGNATACGACTGCATTCAGAGNA
GCAGGTTTGTTTCATTTCCACAATAAACGGAGCTCCAGCTGAAGTCCGTCAAAGCGGAAA
TGAGGCGGTTAGAAACTGCTGCTGCACAAATTCATCACCTTTTCCTCCGGTCTTTGCTTC
CTCCTGCTTTTTACCTTTTCCTATCTTGAAATGTGCAGCCTGAGAGTGGTTTTTACTGCA
CATGCTCCCCATGCTTCACTCCATAGCTCATTTTCAGAGACCGCCTCAGCAAATCAATAG
GAACAGGGCTGAGTTAGAAGAAGGTCAAGTAGCAGCTGAGTTCAGACCGGACGACTGATC
TAACAAATGAAGGAGTTTAAGTTTCTGATTATCTGTAAGTTGGTCAAAGTGGGACAATTC
TTCCCCAAACGGTGTCTCTGAGCAGGAAAAGGACATCCTCCAAACGTGTGACAAACCCCA
CTGTGAAGTAGACTCAAGCAGGTTCTTTGTGGTGTCGGTTTCTCCTCAGACATCAGCATG
CTTCCTCCTCTGAAAGCTCTGCTGAAAAGAGCAAACAGTTCAAATGTTGTGCCATCCAGC
CTTCGCCAAACGCCGCTTTCCTCAACGACGCCGCTCACTGCTTTAGAAAGGATTTCATTA
ACGTTGAGCCTCTGTCTCCTCCTGAAGTCTCTCTGCTTTAAGGACGCATCCTTTAGTAGC
ATTGAGGATGGATTTTGAGGTTCTGGATCAGTCCATAAAAAACACCCAAAAGCTTTTTTT
GAAACAGGACCGTAGAGAACTGGAAGCGCTTGTAGGAGGCTGTTTTTGTCCGTTGATGCT
AAAGCTAACGTGCCTTCTCTGACACTGGATAACTAGAATCACTGCTCTTGTGCTTTATGT
CTGTTTATGTACATTTCCCCGCTGTCACCTGAGCCATGGACCCTTCCTAAAGCCCAGACC
GGGTTTCTAGACATGAAAAGTGCTGCGAGTGAAGCTAGCAGACGGCCAACTGGCTGATCT
TTTTATTCAGTTCCTAAAAAGACTCTTTCTACGGGACCTTGTCCCGCGTGAAGACGGCGA
CAGCTTGACATTTACTCCAAAGTTGTTGTACTGGGCCGTCCATCGTCTGTCCTGTAGTGG
CGTGACGGGGGCCACGGCGAAAATGGAAACTGTTTTGTCATTTTCAAACTGGCGTTGATG
CTTTAAACCCTCCAAACTGAATCTCCTGTGTGGAGACTCTTTCAGGGAGAAGGCGTGGGA
ACGATGGCCGGGTCACGGCAGACGTCTCATGACAGAACTGTTGTGTGTTTTTGTTTGAAC
GTATTTATTTGTTTGTGTATTTGGGTGAACATGTAGCCATGAATGGTCTTTGCTTGGGTT
GCAGGAACACACAGAAGTCTGGACTTTGCTGCCAAGCTGTCTGACTCCTCAGACCAGCTT
CATTGGTTCATTTTTATCTCTATAA
>CL3817Contig1
AATCGTGCATGCATAGAAACATGTGTGCATAAAACAAAAAAAGACGCATTCAGCGTCAAA
AAAGCATTAAACACTTAACAATACGTGCTTTTACACATGCATGTACATTTACATACAACC
CACTAAAATGATCATTGGCTAAATTCCAAGCTTGATAACATGTGAGAACTGAAATATATG
CATAAAATAAATAAACCTTTACATGCTCCATGTATGCGTACATGTACCCGAGTGTGCATT
GAAACATGCATGCACAGAACCATGTGTGCTTTGGTAGACCCATGCATAGAGTCATGCGTG
CGCTGAAACATGCACAGGAACATGTGAGCACTGAAACACGCGTGCTCCTTTACAAACCAC
GTGGGCGCAGAAATATACGTGCACAGAACCATGCCTTTGCTGAAGCCTGTGTGCACCGGA
CCATTAGTGGGCTGAAACACGCACGGCTTCAGCGAGCTCACGCCGAATTGTACGCAGACT
TTGAACTGCTTTCATGGAACTATGCGTGCATTGAAGCATGCGTGTGTGGAGGCGTGTGCA
CATGAATGGTTTTGTACGCGCTCCGTGACATAGGTCCGTGGAACCATACGTGCACATAAA
CAGACTGGCTGTAGGGCTGCAGAGACTTGAATGTGAAGATGCAGATTTACCTTTACATTC
CCAATGGAGGGCTTTCATCTCCTGGTTGCCTTGGTTACGGTGCATCACATGGTACACAAA
GAATTTTCTCGCAATAAGAACACGACCCACCCCTGACATCGGGAAGAAAACCCGTCTGAC
CTGCCACCTCCCTTTCTACCGGCCATGACATTCCAGATTAAACCGTTTAGGCACCAAATC
CCGGCTTCAAACAACACTGCACACATGTATGCAAACACGCCAAGCCAGACTGCCAGACTC
ACGGTGAGGTTTTTACCCGCTGCTTTTCTTTTGTTTTCCTGTTTTGTAAACTGACTGCGC
TGCCTGAGTTGTGTATGGGAGACAAAAACAAAGCAGAAGACATTGATTGTAACCAGAAAT
AAGTTAGTGTGGGGGTCCAGTGAGGCCCGCTTGCTAATGCATGTGCACCCCCACCTGCTA
AAAGTGTAGAACTGCTCCTTCAAAGAGCTCCCGGCGGTTCTGCGTCTTTCTGCTTCTTGG
TTTTTAATCTTCTGTTGTACGTGCAATATTCTGCTGATCTCTCTTTAAGTGTTTAGAGGC
AAATATTAAACCAGAGTTATTGTGAAAGAGAAAAGT
>CL3818Contig1
ACCTGCTTTGTTCAGAAAACAATATACACAAACAAATAAAAAGAAAAACACTGGTCATAT
ATTGATTCATGACATCCCTAGGGTGCTGGAGACAACATTTTGTTTTCTTCTGAAAATACG
GAAAACGAAGCAGATATAGATGGATATTTTTGTTGAACAATTTCCATTTTTAGGCACAAA
GATATTACAGAAACATCGGAGGAACACTGAGGGAAGAACTATATCAATGCCAATGTATTA
CATATATATATATATAGATTTTTTTTCCAACAGAAAAAAAGTGGCATAGAATATTTTCTT
TTGTATTTGATCTGATTAGTGCATTTTCCCACTAATACACACGCACGCACACACAGGTAA
ACACACTTTAACGCTCTCTTTCACCCGCATGAAAAAGTAGAAAACATTCAGAGGACGATG
ATGATAAAATGACTGAGCGGGTCTTGCATTGTGGTGTTCAGACTGAACCGTGACTGGATA
TATTGTAGTTGGTGGATAATTTTCTGGGGGTAAATGATAAAAAAAAAGACCCCCTCAGCT
CACAGTGTTTGAGAATAAAATGGCAAGACAACTTGGGACATGCCATCCCTTCTTTTTTTT
TTTTNCAGGNNCAAAAACAAAA
>CL3819Contig1
TTTTTTTTTTGAGTGTTTTTCATTTATTTAAAAAAAAAAAACACACCAAGTGACAAAACA
AACGTTGAATACTTCAGATATTTGCTACACTACAGAAATGACTAGAAGCATGCATAAGAA
AATGATACAAATGTCTACAATTATCTCTTACCATTTAAAAACTGGATCAGAAAGCACTAA
AATACTGATGAAAACTCAAACGCTGAAAGTGGTTTGATGCAGAGAAACATGTCTGGAATG



TGTGCATGAAAACTCATCTTTCCACTGGACTCAACTGCCTCCATGTGATTATAAAAACAC
TGGCGGGGTGGGGTGGGGGTGGGGGGTGTGGCACCTTTCCAACAGAATGAGTAGAAGTCC
CCTCCATGATTTTTGTTTTAGACCAAATCAAATTCCAGATTCCAGATTCCAAACCTCTTC
TGGGCGGTGAAAACGCTCAAACCCGACACAATGAACTCATCATTCATCATTTCTGTGGGG
GTAGGGGGACCGGAGCGCCCGGGGGAGGCGGCGGGGAGGAAAACGGGTAGGGTGGCTGCC
CCATGAAGCCCATGAGCGGGGGCTGCGGGGGCTGGACAAACGGCTGAGCCATCAGAGGCT
GAGGGGGGAGGGCTGGAGGAGGAGCCTGGCCAAACTGCCCCGGGGGCTGGCTGGGCTGTT
GCTGACCACCCCCTCCGCCCACAGTGGGACCCCCAGGCCTGGAGTTATAGCCCCCACCGT
TGTAACTCTGATACTGATCTGGAGCCCCCGAGTTAAAGCTGTTCCGGTTATCCCGGTCTC
GGTCCCTGTAGGACGAGGGGCGGTCGGCATCCCGGTTGCCTCGTGCCG
>CL3820Contig1
CAGCGTGCTGCAGGGGGAGTTTTACAGCTGCGGCACGCTTCTGAACGCGGTGAACATCTA
CNAAAGCCTGGGGGAAAAGGGGATGCCGCCGCCTCTGGTGCTGTACTTCGCCGCCTGCAT
CCTGCACACGGTGGAGCAGCTGCACCGCCTCCGCCTCATTCACGCCGACATCAAGCCCGA
CAACTTCATGCTGGGCGGACGGTTCCTGGAGAACAAGTGCTTCGATCCAGAGAGCGGCGA
CCACGGCATCGTCCTCATCGACCTCGGACAGAGCATCGACATGGAGCTTTTCCCAGAAGG
CACTGCGTTCACCGCCAGGTGTTTAACGTCAGGCTTTCAGTGCACGGAGATGCAGAGCGG
AAAACCGTGGAACTATCAGACCGACTACTATGGAATAGCAGGGACCGTCCACTGCATGCT
GTTTGGAAATTACATGCAGGTCACCAATGAAAACGGGGTTTGGAAAACCAACGGAGTTTT
CAGGAGGAAGCCTCACAGCGACTTGTGGCTGGACGTCTTCCACACGCTGCTCAACGTGCC
GGACTGCGAGTCGCCGCCGAGCCTGGCGCGCCTCCGCCGCCAGCTGACGGCGGTCCTGCA
GGAGAACTACAGCAGCAAGCTGCAGGCGCTGAAGAACCACCTGGTGATCCAGCTGCTGGA
GAGACGCAGACCCTCCTGCAGATGATCCTCCTCCCACCTCAGCATCTCCATGACTCTTCC
AGAACCACCTCCATCCATATGTACATGTGTGTAAATAGCTTGATTTTAGGACTCTGAGAG
GTAAAACATGAAGCTAAATGTTTGAACCTTTTTGGACACGAGGGATAAGATGTTTGTCCA
GCTCTGATCTCTGCGTCCACATCATGCTTTTCTAATCTTCAGAACTTACTGCTTACTTTT
TCCAGACAACAGCTTGTTTCTGTGAGTTCTCCGGTTCTCTCAGGTTTGAGGTTTTCGTCT
TTCTCTTGATTTAATCTTAACAGAAATGTCCTCTGATGGAGTCTTTGGATCACAGATTCA
AAGCTGTTACAGTTTTTAAGGAAGAAAAAAAAAA
>CL3821Contig1
CGACATCGAGGGGGGTGATTTCGATGTGAATATCAGGCAGACGGACGCTGGAAGTTTAAC
CACGGAGCCGCTCGTCCAGCCCGCTGGGAAGGACAGCTCCTGGATTCTGCCGTGGCAGGC
GGACGCTTCCATCAGCCCAGAGAACAGGGCTGCCATCCAGAAGATGCTGCTGGAGGAGCA
CGCTTTAGTGAAGCAGCCGGCTTCAGAGAGCCGCAGAGAGCCAGAGAAGAAGTCCACTCC
CAAAGCTTCAGCGACCGAGCCGAAGACCAGCCACCTGTCTCAGGCACACCTTTTAGTCGG
GGCTGTGAAGAGACGCAACTCGTCACAATCGTCAGAAAACAGCAAGAAGCAGAAAGTGGA
CGGAACAACAGAAGCCTCAGCGACAGGAAACGCAGACAGACTTACAGAACAGGAGGCAGA
AGCAGCGGCAGGAAGAGGAAGGACGGCGGCCTCTGAGGATCAACCTGCCTCCCTCAACAT
GAACACGGCGACCACTCCCCTGAAATCCAGTCAGGGCATCCTGCACCTGCCATCCGCCAC
CATGTGTGTCGGCGTTTTACCGGGACTCTGTGCGTACTCTGGCAGCAGCGACTCGGACAG
CAGCTCGGACAGCGAAGGTAGCGTGGACGCAATCATGTCGCCGTACCCGCGGCACAGCAG
GGCCTACAGATAAAAACACACCTACAGGCTTTCAGAGCGGGCGACCCCGACACACAAACA
CTGACCTCACACACACAAACACTGACCTCACACACACACACCCACCAGTTTGGACCTGCA
GGTCAACCAC
>CL3822Contig1
ATCTGTTTATATATAAAATGCTGATGTTGCTGTTTCAGTTGATCACATTGATTTTTGCAT
CAAAAACAGGTCAGTTTTCAGCTAATAAAACAAATGCAAATACAAAGAAACGATATACAT
TCACATTTATTCTTTATGCACAAATATACTTAATAAAATGTTAAGAATGACGACNAAATA
AGTGTTGATCCCAGGAAACCATTTGTTTACTCTTTCCTTCACCATTATTCTCTGAGCGTA
GAACCTTCTTGGAGATGTTGCCTGACCACCTGGTCCAGGACTTTGCTCACACCTTTACAA
GCGGTCATTGCCGCCTCAATCAGAGTGTCGAGGTGATCCTGATGCAGTCTGGCATCCATC
TGGACCAGAGCGATCTGCCCTCCGCGGGGCAGAAGCGCCAAAGCCAGAGAGCTCACTCCT
CCGCTCTCCTCTGCGTAGCAAAGATCGGCAAGAGAGGTTTCATCCACGAAGCCCACTGTG
CAGGCGCACACATAGTCCCTCATCGGGATCCCTGCGTCGATCACTGCCAGTGTGGCGGCG
TTCACACAAACGCTGTAGTTCCCCCCGTCGGACTGAAGAATCTTGACATAGATGTCTATC
TGGGAGCGTGGGTAGAGCTGGGTCAGCACGGCAGCTTCAAACGTTTGCTTGAGGTGAAGG
CTCATTTCTGTGGACTTGCGGTCTCCGTGCGGTCTCCTCTTCCTCTCCGCCGTGCTGAAG
GTGGCCATGCTGTACTGGCAGTTGATAATGGCTCTGTCATGAAGAGCCCGACTACGAGCA
CCTCGAATTTCATGCGGGCCGTAAACCACCGCCAGAGCTTTGGTGTTTCCTTGCTCCAGA
TACGCGGAACCGTCGGCCTGAGCGAACACCCCCATGCGGGCCTGGACTTTGCGCAGCTCG
GTAGCTTTTCTTCCATCCAACCGGTATCCTTGATCAGACAGCAGCTCCAGACCCGCCATT
TTCCCTAGCTTAACTACACGACAACCCCCGG
>CL3823Contig1
GATTTTATCTTTTCAGTAGTTTCCAACAAATTTGTCAACATGGCTCTAAGACTCCAAGAA



CACTTTTGGAAAAGTTTTCAGTGCATCCGGAAGTTCACAGGTAAAAGCTGTTAGGATGTC
AGACTTCCAGGACATTAAATCTGCTGAAATGTTTCACCTAAAAAATAAAAAAAAAATCTA
AACAGAAACTTTGAGAACACAATTCAGGTTTTTTTACATCACATCAATAATTAAACATGT
AGTAAAACCATTTTCTGTCCAAAGTATTGGACTGCCTGAAATGTTTTAGTCCTTCTGTGT
CAAAAAGACAAAAAAACAAAACAAAACATGAAATATGTTTAAGTTACATCACTGTTTTTG
GACATAACAGGAACATCTTGCTAACAAGAATCCAAACTAAAACCCAGAAAACAGACGGAT
GTGAAATTTCCTTCCAAAGAAATGCTTGGAACCATTTTCCCTGAACACACTGCCCTCTTC
ATGCCAGCATTAGAAATGCCCGTCAGCGGCGCAAAGTTCAGGTTAAGACATGAAGTCACA
AACGGATACAAAAAAAAGCCAACGCTTAAGGACGTTTGAAAATAAATAAAGCGGCCTGCC
GTCTGTACGTCGGATGAGCGACACCGTCATGCATACAGATGGAAGCTCAGAGTCACGCAG
CAGCACTTGTGTGAGAAGAAATGTGGAGGTGAAGAAAAGGAAAAACAAAAAAAGCCACAT
TTGTAAATGATTAAAGGCGTGCAGGTGTAAACAGTAAATAAGGCCAAAAACTAGAAAAGG
CGCCAAATACTCAGTCTGATGCCCTGGGATTCCACGGTTACACGTTTAAGATCATCTGCT
TTGCATTAAAGGAAAAAAACAAAAGAAATAAAAAGGTAGAAAATATATCTATACATAAAT
ATCCTTTGGTTAGAGAAAGAATCCAATAAACTCTACTCTGTTCAAGTAGAAGAGATTGGG
AAGGAGATGAAATATTTGTGTTTGTTCTGCTCCTTTAGGGCAGTGTCACAAACATTGTGA
TAAATAATATTTACATTTGTTGTGTTTTCCTCTGTGAGCATCACCGCCGTGACCCAATTC
CTTTTTTCCTTCTTTTGCAGAAGCAGGAATTCCCGTCAAAGCTCCGCCTCTTATTCTGGT
TCAGGAAGAAGCTCCACGTTTGGGTGTTTTATTGCACAAATGAGATCCACATTCAGTGTG
TGCACAGCTGTGCGACCTGATGAGGTGGGGGTTTTCTGTCACAGGTGAGACAAGTCTGCA
GAACTAACGGGAAGCGTTTTAGGCAAGAAGGGGGTGGGAGGGCAGACGGGGCGACTCAGT
CCTGAAGCAGACTTTCTTCGTACGTCCATCCTGGCGTGGAGAGAGGACGCTCCCGTCTGG
AGTACTTCAGCTGGAGCAGGTCGCCCACTTCACTGATGGCTCTCAGCGCCGTGTCAAGCA
TTTCTCTGGTGTGAGCGGCCGACACACAGAAACGCGCTCTGGACTCGATGATGGGCGTGG
CCGGGAAGCCGACAACCACGGTGCCGATCCCGGCCATAAGGCCCGGGTTTNACGGCCGGA
>CL3824Contig1
TCGGCACGAGGCTTGTCACGTTCTTGCAGACTGAGCCCTCTCAAGCACGCCGCCGGCTTT
CTGCATTCCACTGTTCAGAAGGTCGGAGCAGAGCGGGAGCCTGCAGGTTTGGGCCACACT
ACTGACGCCTGACGGCGGCGTGTTTTCCTAGGTACCGACGCATCGCCACGGGAACCGGGG
TGTACAGAGATCAAACGTCACACGCCAAACTTGCACTAAAATCCGACCTCCATCGAGCAG
AGAAACGGCGAGATAAATCTTACAAGAGCTGTGGCCGTAGCCCCCCCACCCCCACCATCA
CTCACTCGCTGCTCTTATTCTGAAACTGTAACTTCCTGTTGGCGTTCAGATGTTCTGTTT
TAAGAGAAAAAACATGAAGCAACTCCTCCCATGAACACTTCTTCCTTTCAATCCCGTTGG
TTATACATCCTTGTGGAAACTCGCTTATCGGTTTGTCGCCATCCTGCCCCGCCCCCCCCC
TTCCCCCACCTGCCTGAGTGAGCACAAAAGAGGCGGAGCCCACCTTCGGCCCAGAGGAGG
ACGACGAGACGAGCAGATCTGGACCGTTCTTATACCGTTGAATGTTTCTTTTTCCATTTG
TGTCCAGAAGAGATTGGCGGCGGAAGCTGGCGTGTGTGTCTGCATCCATGTGTGCGTCTG
CATGCATGTGCATACGTTTGTGTCTCCATACGTGTGCGCGTCTGCATACGTGTGTGTGTG
TGTGTGTGTGCGCGCGTGTGTGTGTGCCTGCTCGTGAGCTCTTGGGCCTCAGTCAGGGAG
GTGAACGCATCTGAAAGGGAGCGCCTGGATGTGAGAAAAACGAATTCAGAAACGTCGGCA
CTATTTTGTTATTTTTAAGCTTTTCTGCCTGTTTGTTTGTTTGTTTTCCTGTCCAATGCA
ATAAAAAGTGACGTTTTGTTTTTAAGACAAAGCAAACCAACTGAAGGCATTTGTGTGAAA
AAGAAGCCGATGCCGCGTCCTACCATACCAAGCTGAGCTGGAACAGTGTTTTACAGACAC
GTTAAAGACATTACCTGTAATGTTTGACTGTGTTTTTGGTTGTTTTTTCCTTTTGTTATG
TATCCATTTAAATTAAGTCGGTCTTTATTATCACTCCTGTTCAGGACGTTTTCATTTATT
TCAGATGTTACAGAAATAAGAGGAAGTTAATTTAAAGCTGAAAAGAACAAGATAATAAAG
GTTGAATTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL3825Contig1
GGCACGAGGTTCTCTTGCTGTCCCAACGTCTGATGACCTGCTGCTGAGCAGAAGTGAAGC
TTTCTCGCCGCCAGTCCGTCTCTGCTGAGTCAGCAGTGGCGCCTTCTCCCTGCCGTTTTC
TGTTCACCGGTGACGCAGATCCCGACCTCCAGGCTCGCAGCTGCACACAATCCCCTCAGT
GATGCATGAGGAGGATCATGGTGGCAGAGAAAAGACAAAATGAATTCAGGCTCTGGCGCA
GCACTAACCCCTGCCGGCTTCTAGAGGCGTCTTCTGGGGGGTTTCCAGATGAAAAAAAAG
CTTCCAAAAACCAGATTCCAGATGAGCTGCATCATTTTTCAATGCAAAGTGAACATCGGC
CTTTAAAAGTGTGATGCAGTATGAGGACCTGCCAAGACCCAAACACAGCCTGCAGAACTC
TATCTCTGTAGAAGTTTCCAGAGCTGACAGGAAGTTTGGGGAAAATCCTCCGTTTCCTGT
AGCTGAGATCAGAGATGCAGCAGCTACTGTGGAGGCGGTCTGGTCTCCTCATCCACCTCC
TCAGATCAGTCTGATCCTGGTCTGGGATTCCAGCTGCTCCCTTTGAGCATGTTCAGCCCG
TGTCCTTGTTGTGACTTGTGTGTTTTTGTGTGTCAGCACATGTGCTCAGGGTGTCTTTTG
ACAGTTACGGCCATGAGATGCGCTGCAGCCAAATCCGAAAAGAGTGTTTCTGAGTTCCTC
CTCCTGTGAGGGGATGAAGACGATGCACAGTCTTGATTTGTGCATCGAGGGCCAAACACT
AAATGCAGTTATGTGCCTCAGCCTGCCTCCTCTGTGACGCACACAGCAGCGCGCTCTTAC
TGTGACGGGGGAAGCAACAACTGTAGATTGTAGCAACACAACGTCTCTTTTCACAGAACA
AACCACAACTCAGACCTTTATATTTGTGAGATATTTTTTTACATGTGAGACTGAGAAAAG



CGCAGATGTTTCCTGATGATCTGTTTTTGATTTTTAAAGCCTATTTAAATGTGGAAATAT
GTTGGTGTGTTTGGCAAATAAA
>CL3826Contig1
TGGAGACAAATCCAGGTGAACGCCATGGACAACCATGCAGGAGGGGGTTTTAACAAAAGC
ATTCACCAGGCCTTTCTATGTCTTCTGGGAGCTGAGGAGGAAGAGTATCTGGCAAGTGTG
TGGCCACTTGTGCAGGTGTCAGTGTTTTCTGGTTTTTGGAACTGCAGCAGGGTTTAAAAA
GTCGAGGATCTATAATCACCTCTCCAAACCGACCCTTATACACAATCCCACAGCAGATCT
TCTGCCTTTTCCAGTAGGATCGGTCCAAGAAAGAAAAGATAGAGGGACTGGAACGTCGTT
TGGATTCAACGTCTGAACCGTCATCCGACTGGTTGCTGTAACTTGGAGACTGGGCTGGAG
ACACACTGGAGGTTGTGCTGTGAGCATCAGAATTTTGCCTTTTCAACTTGTGAAGTTTCT
TCAGCTTGCTTTTTTTCTTTCCGTCGCTGTTTTTGATCTTTTTGGGTTTTGTCACTTTAA
AGCCTGGTCCAGCTCTGGCATCAACCACGTGATTCCAGTTCTTCTTGGAGCCATGCGGCA
GCTTTCTCCACCTTTTCACCAGTAACACGCAGGCGTTGCAAATGTCTCCAACGCGATCCT
CTGAGAGCCCGAAACACATCCTGAAGGTCTCCTCATAGCGACTGCTGTCTGTGAAGCGAG
AGCTGGAGGACTTGGTCTTGCAGATGCAACAGCCGTCGTTACTCCGGTAGATCTTCGATT
TGTGAAAGCCAAACATGATCATGAACAAAAACTTTGTTCTTTCTCCGGCCATAAGGCCCG
GGTTA
>CL3827Contig1
TCGGCACGAGGGAACTGTGCCATTGTTGGAGTGGACCCTAACCTTGCTGACCCGCCCGTA
CACAGGAGCAAGTGAATCCCTCTTGGTTTACACAGATTTATGGGAGATGGACTTGAATGG
GATAAAAAGAGAAACTTGATGTCACTTTGGAAAGGCCTGATGTCACTTTGTTTGATTGCT
TTTGTTTGCCATGTTTTCTTTTTGTTTGGCTGTTTTTATTGGTTTGTGTGTTTTGCTTTT
ATTCTGCAGGGTTGTTCTCCTCGTATCAGTCTGTTGCCCAGCCTGCAAACTTTTGTTTCC
TTTATTGATCCGACAGCCTTGTTTTAAACCCCCACCCCCCCCCACCCTCTGTCCTCTGAT
TTGGCCGCATGAACTGTTTTGCCAAAGCCGACTGTCATGCTTTGAAGTGGATGAAACCAT
TTACCACAGACGGAAGACTTACCAGCTTCCAGCCTTAAAAGACCCCTACCTCTGCCCCGC
CCCCGCTGCAGGACACCGAGGATCAGGTACCTCGCAACTGATCAGTGGGATTTCTGGTTA
CACAAAATCCTGTAAACCCTTGATGCACTCCATCCAGCGCTACAGAATTCACCCTAAACA
AGTAATGTGGATGGGTAAGGGTGCTGCCATGACTCCTCATCCTAACAGTTTTCTTTACCT
CCCCCACCCCCCAGCTTTTACACTCCCAGACAGACTGGACCTTTGAGAATAGATGTGATG
AATGATGCTGAAGCTGCATGAAGATGGTTGGATTTTGATGGGAGAACTTTGAGGGTGCAG
ATGTGTACTCATGGGAAATGTCTGCTTAAATAAAACAGAAGTGATGATTAAAACTGGAGG
>CL3828Contig1
ACTCCACATCACTCCAGCTCCTTNTGAATACTTTGCAAATACTTGTGGACGTTGTCGTGG
CCATTGTAACGGGCGAGACCCACAAGGATACCCGTGGCACAGCGGCCTTCCTTCTTTCGA
CACAGACTGCAATTGCACACTCCTCTGCAGATGGGACACGACCACGTCGGGTTGAGCAGC
ACAGAGCCCACGTCCTCTCCGTATCTGTTCTTTAGGCACGGTCCACAGAACTGACCTTTG
CCCCCCACACAGAAACCACTGCGACACACTGTTTTGGTGTCCAGAGTCTTTTGTCTGCAC
TGGTGGCACGAGCTGCCGTTCTCTTTGTCCCAGATCTTATCTTTGCTGCGGAACGCGATG
TTGTCCAGATCCTCTTTGGTGATCTCATCAACGGACTTCACAACGTACGCACTCTTCCTG
GAAAACTGGCCCATGATCTTTCTCCGCTTGACACCGACGTGATCCTCATCCACCTCTATC
AACCTCTTGATGTCTACATCCCTGTGGCTTCTGCGAAGAACCGGTTCGCTCTTTTCCTCG
ACAGCAAAGTTCTCAGGAGGACGGGCCTTGCGGGACGGGTTCCTCCTCCCCGACCCGACG
TCTGGGTCCAGCCTGCGTTTCTGTGGCGATGTTTTCTGCGGCGTCCGCTTTTTCTTCTGT
TTGGGGCTGGGCAGTGTGAGGTCAGCCATGGAGCTCAGATCAGCAAACAGCTTGGCCAGC
ATAGCTTTGTTTTCCTGGATGTTCTTTTTTCGTTTGTTCAGACTTTGAGACAGCGCGTCC
GCCTTTTCCTTTCTTGCCTCCTCCTCTTCATCCTTGTCCTGTTTTTCATGCCCCGCTTGT
CTTCCTCTGCCTCTACGGGATGGTGTGTCGCCTTTAACTGTTGTTTTACATTTTTCCCCT
CGCAGTGTTTGCTGGCGAGAAGATGCTCTTTTCATTGGAAACCTTAAAGCAACTAAGAGA
CTCCTCCTCTTTAGTGGGGAGGCGTCCTCTCCATCAGAATAGAAGCCGGTGTCCACATCA
CTGCCCTCTGAATCCACTACATTTTTATTCCTGTTAAAGCTCAATCGATCCTCTTCATCC
TCACTGAAGCCTTCAAACTCCTCCTCAGTGTCTGACTGGCTGAACAGGCGAGCCAGCTCA
GCCGTTATAAACTTGGATTTGAAACGTGGAGCATTCGGCACGGGAGTCATTCTGAATTAT
AAATGCAATGTAGTAAACGGTAAACTATAGTCTGCAGACGTGCACAAAGAGAAGATTTAA
AAGTCGACATGCAAACTTTGGTGACCGACACAGACCGAGCCCCCCGGCCATAATGACCGG
GTTTAAA
>CL3829Contig1
TTTTTTTTTTTTTTATGTTGGCTCAATTCTCAATTTTATTAAACAGCTTGTTTCATTTAG
TCAGAGTAAACTCGTTAAATAAAGTATTTATAGAATTCTCCCCAAAACACGTTTTAAATA
ACTGTATAATGAAAATTCATTACTAATTAAATATATAAAAGCATACAGCATCAATAGTTC
ACTTGGATTTGGCTTTTATTTTAATGATGACTCTACAGATCATTGTTTTGCGAAATACAC
CCTATACAACTATTTTATTTTGCTGGATGCATTCTTTTTGTTCTGAAACAGTCACGTCAC
TGATTGGACATTTTTCTTTTGCAGATTTCCCCAGACTTTCCTCTGAGTTTAGTTCCTTTG
CCAGGCTCAACCTCAGCTTCTGTCTGGTTCTCAAAACAGCAGACTGGAGGGCTGCGATCT



CAGCAGAGAGCTCTATCACTTGCTTGAATGATGATTGTGCTTGTTTCAAAGGTTGTGGAA
CTAAAATCCCAAACCATTTGAGTGGATCTTGTTGAGGATTCTGATCTATTTTTCCAACAG
GATTCACTTCAGGACCTTTAGCAGTTTTTGCAACTACTGTATCCTTTTTTTCTGGAGTGT
CCTTCTTTGTCTTATTTCTTCGCCTGAGGCCTTCTTCTTGAGGCCCAATATCCTCTACAG
GCAACAGATCATCAGAGGATTCAGCACTACTCTTTTGGATATGTCTCTCAGTGAAAAACT
GCACCTCACCATTCTCCAGAGCTTTTGTATGAACACAAACCAGTGGCATCATTTCACTGG
CATACTGAAGTGCAGAGACGTGCTTGTTTCCCATGGAATACCGTGCCTTGGTAATGGAAA
ACCAACCCTGCTCGATGAGGGAATTAAGTGTCGCTCGTTTCTTCTCGAGTAACTCGAGAA
GGTCCATAAAGCGGAGTAGCTCTTCGTCCATGTTAGCACGAGTATCTTGTAGTTCTGATC
CACCCATGTTAATTATTTTAGGACTAGTGTCCTTGTAGTCTATTACGATTTTTTTAACAA
GGAACGC
>CL3830Contig1
CGTCACTTATTCAGCTTTGCAGGTCTTTCCGCGCGCTCTGTGTTGTCAAATTCAACCTAA
AAATCATGTCCAACTCCGTCATATCGGTCATTTCTCGGTTTCTGGAGGAGTACACGACCA
CGACGCCCAACAAGCTGAAGGTGGTGGACGCGTACCTTCTGTATATCCTGTTAACCGGAG
CGCTGCAGTTCCTATACTGTCTGCTCGTCGGCACCTTCCCATTCAACAGCTTTCTGTCGG
GCTTCATCTCGTGCGTGGGCTCTTTCATTTTAGGAGTATGTCTTCGAATCCAGATCAACC
CTCAGAACAAAGGCGACTTCCTGTCCATCTCCCCAGAACGAGCCTTCGCTGACTTCCTGT
TCGCTCACACCGTCCTGCACCTCGTTGTGATGAACTTCATCGGCTAAAACCGAGAAATGA
TGAATATTTGCCTCTTCAGTTTCCCCCCTAAGATGACAACAAAAGGAAGGTTGTTTTGTT
TCTTCTTCTTTCAAAAGACTCGACGTTTCGACAACTCACCGACAACGAGAGAGATTAAAC
CTTTTTCCTTTTTGTTCAGATATCCAAACCGGTCTGTCTTTGTATGAATCCAGAAATAAA
AAGGACCAATGAGATTTTTTTGTATTGGAAAAAAAAAAAAAATAAAATAATTAATTT
>CL3831Contig1
AAGTCTATATTGCACTTTGTCATTTATAGCTCTCAGCAGGAAAATGTCTCTAAGAAAAAT
AAAAAAATAGAAAAACTTCTAGCAATGAAGGAAATCATTTACTAAAACGTATGCACAAGC
ATAAACATGAACCTTTCATCCAAAGGAATATATGGCTTTCCATTTGACAATTCTACATCA
CATTAAGAAGACTTGAAATGGTTGTAGACCAGTAGATCACGGTGTTGGTGGTCAGGTTTT
TACAATTTCTGCTACGTTTGAAGTTAAAACACTTCAATAAAAAATGTGGGAAAAAAGTTT
TTTCATTTTAGTTTTGTTTTTTGGCAAAGCTCCCGTTCCAAGTTATGACTTAAGTTAGAA
GCTTGAAGATGTCCTCTAACTTAGTCCCATGTCTGGTTCTGGTTTCTTGCACTTGTCGAG
TTACTCCTGGCAGCACAGCGGTGCCATATCCTCAGCAGCTGATGCGATCAGTCTCATGGC
TTTTCTGGAGCACTTGCTGTAGCCATCATGGAGAATGAGAGCCCTCTTGATGGTGAAGAA
AGAGACGGTCTTGTCCCACACGTCGGAGCTGATGCTCCCAGCGCTGAGTTGCCTCTCCAG
CGTTGAGCGGATCCTCCCAGCTCTTTCAACACATTTTCTTTCAAAAAGGCTCACCCTGCA
CATTGTTGTTTGCTGATTCCTCATGATGAACATTTGGCTGAATGAAGTTCTGGAAGTCCA
GGGCTGTGTGAAGTACAAGAGGTGCTCCGGGTTAGTCCCCGGCCATAATGCCCGGG
>CL3832Contig1
AAGAAAAGCAACATTGTTCTCAAAAGATAAAGTATCTCTTTAACAAACTATAACCCCATG
TCATTCACAACACGGCAAGCTCAAAATAAATATGTACAGTACTTTATAAATTCATTTCTA
GACTTAATAACTACATCTCAAACGTATAAATCGAAGCGAGTTAAGGCCTGTGTCGTATAC
AGTGTGTGCTGCAGTCCGTGCTAATGTTTACGGAAGGCTCTCCAGTGGTTTGTTTGGCAT
TAGCAGAGACCTTTTTTGGGCTCCACCACTTTTTTTTACTTTTTTTATTTGCTAGATCTT
GAAATAAAAAACACCCTTTGACATAATCATTGGAATGTAAAATTAACCAAGACGTTTGAT
CCCTGCGTGAAGTGGGCACGGTTTCTTGTCCAACAATTTAAAAAGCGTCATTATTCAGGA
GAAAACCTCACGAAAAGGACAGCAAACGCACAGCAGAGTGAAGTCGGATTTTAGAAAAAA
TGTGTGTTTTTTTCTTGTTCGGATGTTTGGAACTTTATTTTTTCTGATTTTTGCGATGGT
TTAGTGCGTCCTGTTGAGCAGGATCTCAGCAGAATGCCTGTCAGCCTCTCACACCATCGA
TGGCACGCATGGACTTCTGGGGGCGGGAAGGTGCACAGCAGCTTCGTAAAACACACCCTG
GAGCCGCAAGCGTCATTCGAAGTCTTCTTCGTACTCGTATTCGTCCAGGTCCAGGTTGCA
GTGCGAACTGGGGATCTCANAGAAGTGTCTCTTTGTCAGGCCCAGATCGCTGGAGATGTG
TTGCCCCAAAGAGTTCAAAGGGTTTTCGTACCTAA
>CL3833Contig1
TTAGCTTTTGTTTCACNTGAATAAGGATCCNGNAGATGCAGAAANTGAATTAAACCTGTG
GTTTTGAGCAGGGGAGTTAAATNGTCAAAAGTCATTAAAGTTTTACTGTCAAAAAAAATA
TTGAAAACGACAGAAAAAAATTTTTGCAGACAAATGGNGAATGTGAACAGAAAGATTCAA
GAAGNGAATAAATTGGATTTGACATGCAAATGATGCATNTTTGCTTTTTGTATAGGAACT
TAAATTAAGAAAAAACAAAAAAAAAAACATGGTTGCTTGTTTTTAAAGATGGTCTCATTG
CGTAACTTCTTGCTGGCAATCTGCATCTCCAAGAAGGTCGCTTGAACCTGGAAGTTTTTT
TCCATTCCAAGAAGATACGCACCAGCAGCGAGCAGGCGGCCCCACCAAAGAGGACTCGCA
CTGTTTGGCCTTGTAGAATCCATGCTTATCGCAGTTGGGCAGGTAAAAGGTTGTAAACTT
GTCTCCTAGTTCCTGTTGGGAGCTGGCTATCATGTCCAGCGCTCCATGCAGTTCAATGTG
ACACGGACCCTGCTGTACCAGTTTTCCCCGAATGGCATTGACCTTGGCTTTGATACTCTC
ATGACCCTCTGCGAGATCTTGATATTCAGAGGGAAGATTCATGCCAAACAAGTAATGAAG



AGAGCCTTGATCAGAAACTCCATCAGCTTCCTCTTGTCCTTCGTCTTCAGTGCAGATGCC
CTGCCCTCTGGTCAGAGCGTGGAGTGGTCTGGCCTCACCAGACCTGGGAGTGCAGCGGAG
ACCCCGAGCACAGGAAGCTGTGTGAACCCCGCAGGAAGCCCCCTTTTCCAGCGCGCAGGC
CATGCAGCAGCCACAACCAGGCTCCCGGAGGACCTGCCGGCAGTCTGCCGGGACTGCTGG
ACAGTCGTTCAGTTTCTGCTGGGTACAGGGGGCGCAGCGGATGGGCTCAGGTCCCACCAG
TGGGGATGAACTCACCACAGCCAAAACAACCAGAGCCACTGCTGTCACAAACAGCTTCTC
ATATAATCCAAGCATCTCCAGGCTTTTTCTTATTCTGCTCCTAAAAACT
>CL3834Contig1
TTTTTTTTTTCAAAAGCAAAAGGAGATTTATTGATGCTGTATTCATTATACATAGAATGC
ATGAAATGGGTTTACAAAAACGCGGGAAAGCAAAAGAAGCTTTTAAACCTTAAAAAGACA
AACGAGAATAAAGAGCAGACCATAAAACAGAAAAATAAAGGCACGAAAAAAGAAAAACAG
CAGAGTCTTCAGTTTGGATCTTTTTATTGTTTAAAAGTAGACTAAACTAGCTTGGTTCTT
ACCCTATTGCTTAATGGTTTTCTATTGATCTCAGAAACCTGACTAGTTTGTATAAAACCA
GGCAATGAGAAGTGTACTTCTGCAACTGACAGAGCGATTTAAAAACTAGTGATAGTATTT
TAAAATTGATGCTGCGGGTAACTGTTAGGCAGTGCTAAGGTATGAGAACAGGAGTGATGC
GGTCGGTTTTCTGGATTCTTGGTAAAACTCTTGTCAGGAACAACTTAACACCTTTAGCAC
TTCCCTCGTGCCGAA
>CL3835Contig1
TGATATCTTCCTTTCCAAAGAGGTGAGTGATCAACAAGTCAGTCATGGCATTGGTCCAAG
CCGTTGATCTTGTGTGCAGCCCAGTCCATCCATCCTTCAGCACAAGGGTTAATGTTGATT
AACACCAGGCCTTCCACCATGCTTGGAGAGTTCAGAGCAAATCTGGCCAGGATGTAGGCT
CCGGCTCCAATTCCCATTCCAACCACACTCTTCAGTCCAAAGTGCTTCAGCACCAGCGGG
AGAGTCTCGGATAACTGGTCCATTGATGGATACTCATATCCCGTGGAGAAAGTGTTTGCC
CCTTCGTGTTGCCCCGGTGCATCAACATGACACACTGCAAAGTGCTGCATGATTTCTGAC
ATATCTTCATGGTTGAAGAGCGAATCCCAACAGGTTTTATGGTTAAGTCCAATGTCATGG
TAGGTGAGGATGACCGGCCTCTCCGATTTGGGAACCCCCTTCATTGTGCAGTGAATTCTC
CCATAAGGAGTCTCCACATCATGCTCCTTGACAACAAGCTGCTGCACAGCTTCTCTCAGG
CCTGGAAGTTCCCTGTCGACCAGCAGGGGTTTGGACTCGACAACCTGGATATCGTCCATT
TTCAGTGAGCTTCAGAGCCTTTGGTCTTCGACTGCTGCTTGTCTTGAGTTCTACACGCTT
TAAAAACCTTACAGCTCTTTTTAATCAGTCTAAGCTTTTCTGTGAAAAGTCTGCAGAGAC
AGACC
>CL3836Contig1
NTTTTTTNTTCNGGATAACATAACATTTTATTAAAGAATTGTTTGACAGACAACTCTCCC
GACAATTAAAGAAAAAAGAGCTACAAAGAGCAAAAAAAACTCCAAAAACTTGTTCAGTTC
TCCAGCTAATATTTGTCTCTATTTTCAGACTATGCACTGGCGGGACCAGAGTCCCAACAC
TCGCCTTTTTCCCTGTACAAGCCAAAACACTTATGTACAAGGGCCAGTAGAGTAACATAA
AAACTACGTCTTTTCTTCTAAAATACAAGAACTAAAAAAGTATAACTTCAGTACAAGGGA
CAAGAGGAAACACAATGTTATTTTTGTTTTGTTTTTTTCATACCAGGTAAATACTAAAAA
AGTACAGTATTTTTTTTCCTCAATATAAATACATGAAGGATAAATAATATTAATATAAAA
CAGAAAGTCCTTTTAGACTGGCTATAACAAATAAATATTTATATATGAATGTTCCCTTGA
ACACGCATTGGTGAAAGACGCTTTGATTGGAAGGCCTTCCGTCTTCAAAATAAGATTTCA
TTATTATTTTTTTAACCTTTAACCATCAAAATGTAAACTCTAAGTGCAACAATGATGCCC
AGATGTAAAAAAAAGCATTTGTGTAGGTTATGAACTTTTAAAAACAACTGGAGGAATTTG
CGTCCTGCACGTGGGGAGTTGGGAGGGACCTATGTGCCCCCGAATTAGTCCCACTGACAG
CTCGGACAAATAATTCCAGTTGTTTTGAAGAAAAACAAGTTGTACACATCTGCTCAGATT
TCTGGGACATGCATTTTGTTCAAATATATATACCCTGTTTCCACATTAAAAGTCAAGACA
TGAGAGAACAAAAACAATAGCAAAACGTGGATTTTACAGCTTGGTATCCACAAATCGAGA
GTGTGACAAAGACATGGAGGGGAGCCCGGGAGGATGGCTTACATAAACATAAATAAATAG
TTCTCTCAACTCTTGGTATTTACCCTGTGTCGATGATGTGCCAAAGGTAAGGACACTAAA
ATGCGCCTTGCATGTCCTCTCACAGGTTTGTTTGAACACGTCAACAGCTGGCAACTCTGC
TTGTGAAAGGAAGTGAGCTTAATGTTGCATGTAGGCATGACTGAGAGTTAAGCCTATAAA
ACCCTGTTACAGTGATGGGGGAGCTCGCGGTGAAGTGTTGGACGGGTGGACCAGGAGACC
ACCGGGGTTAGTGATGGTTCGATCC
>CL3837Contig1
TGTCTTTTTTGTTTATNTTTGTAATCNGAGATCTCTATGATATCTGAAATGTGCCTTTGC
TCTCACGACATAAGTCCATGACTAAAAATAATAACATCTGTGAGGGAAAACTCCCATCAA
AGACTGTTCAAATTTAAAAACATTGTTAAAAAGCAAACAGTCGGAATGCACCAAATTATT
TTTTTTTTCAACAAAACTCCCGACATTCTTTAAAAACCATCCACAAAATAAGTGAAAAAA
AGTCCCTCTTGTGTTTCAGTATCGTCGCCATCTGTTGTCGTGGTAACCGCGGTCGCTACC
CCTGTCATCGTAATGTCTGTTTCCACCCCTGCTGCCAGGGTGGCGGTTCCCGCTGCGGTT
GTTCTGCTGGTGGTAGGACCCTTGGCCATGGCTGTGCTGCTGCTGCTGCTGCTGGTACGT
CGGTTCGTCCCTGTAGCCCGGGTTGCGGCCCCCGCTGCCCATCTTGGATGGGTGATGCCG
GTAGGGGGTGTTGTCATGGTGCCTCGAGCTCCCTCCGACTATACTCCTACCTCCAGGAGG
CTGCTGCTGTGGAGGTGTAGCGAAAGTGTCATTCAGCTGCTGCATGTGGAGCTGCCACGT



CACGTTGTTCATCATAGCATGCTTCTGTAGATTCTCAGGGGATGAGAAAGACCTCTGCAT
TGGGGGTTGAAGGCCGTATGATGAAGGACTGAACTGCGTAGGGGTTCTCTGGCCATGGGG
ATTTGGGGTAATTGCAGGACTTGAATTCTGAGAGTTTCCAGGAGTGCTGCCATGACTGCT
ACCTGATCTGAACTGGACGTGGATGTTCCTCCCAAACAGAGACGTCCCGTCAAGCAGTTG
CATGGCATAGGGGGCGGACACTTCATGTTTGTACACGACGAAACCAAAAGTTTTCTGCCT
CCCATCTGTATCTTTTGGAATTTTAGTTCTGACGAGAGGTCCTGCCTGTAAAAACAGCTC
AAATAAGAGCTCTTCTGTTACTTTAGAATCCAAATTTCTTATAAAGAGCGTCCGGTCGGC
TTCTTCTTCTATTCCCATCGTGGCTGCGCCAGAGTGGAAACGCTCATATCAAAAGAAAAA
CAAA
>CL3838Contig1
AGGAGAAAGAGATTAAAGACAACTGGCTAGACAACATAGACTGGGTAAAAATAAGAGAAC
CGCCAATAAACCACAGAAGAAGAGTTTCAGGCTGAAACGGAGTCGGATGTTGTGATCTCG
TCGGGAGGAAAAGCGGAGGGAGGAAAAGCAAGTAGACAAGGGTGATCAGGAAGAGGAAGA
GGAGGAGGAGGAGGAGGAGACACCTGTAGAGGACCCCCTGGCATCCTACACGCAGCATCA
ACTCACTGAAGCTGTTGTTGAGTTATTGGAACCCGGAGAAACGGTTGCTACGGCGCTCCG
TCGGTTAGGAGGCCTTGGGGGGAAGAAGGGGAAGCTGAGGAAAGAGAACGAACCCACAAA
GGAGAACAAAAGAGATGCCGAGAAGCTGGATAAGCTCACAGCTCTCGCTGACAGACTGGT
TGGATCAGGGATGTTTGAAATCTATCAGCACACTTATGAGAAACTAGGATTTTTGATGAA
GAGGATGACGAGCAAGCAGCCAGCAGACAGGCAGAGAACCAGGTGTAGTGACGATGAGGA
TGAACTCGACATGTTTGGCGACAAATTTGATGAGAAAGTTGAGGAAAAATCAGAAGACAA
AGAGGATGAGGAAGACAAAAGAGTGACGGATGAAGTGATGTGGGAGTACAAATGGGACAA
CAAGGAAAACACAGAGGTCTACGGCCCCTTCACCAGCCAGCAGATGCAGGGCTGGGTGGA
CGAAGGCTATTTCAGCGACGGCGTGTACTGCAGGAGGGTCGACCAGGAAGGGTCTCAGTT
CTACAACTCAAGAAGAATAGACTTTGATCTTTACACATGAATTATGGCCATAAATGATCC
TCATCATTTTTGCAGTTTGGTGTTGTTTATCCCATAATTCTTTCAAAGTCTTCCCTGTCT
CTTCTTTAATTTGAAAAACATGATATTTGTTTTAAATGTATTTCTTTTCTGCATGTTTTT
AATAAACTTGCT
>CL3839Contig1
TCGGCACGAGGCTTAATTCATGCCGTGGCAAACAACCAGGCACGTCTGGAATTTGAACCG
GACTCCCCACTTAAGAAGTTTCTTGAACAAACATCCAAAATGACTCCGGAGGAAAGAGCC
GTCCTCCTCGAAAAGGATGAGAGTATACGAGTTATACATGAATCCAGAGCGCAGGAAGGG
CAGACTGAGGCGCCGAGTTTAGATGACAAAGTCAATCTGCATTTTATAGCCTTCGTGAAC
GTGGGCGGACACTTGTATGAGCTCGATGGCAGGAAGCCGTTCCCTGTTGTCCATGGAAAA
ACATCAGAAGATACTTTACTTGAGGATGCTGTCGATGTTTGCAAAGTCTTCATGGCTCGT
GACCCTCAGGAGGTCCGTTTTACCATCATCGCCCTCTCCAAAGACTCCTTCTGAGGAAAA
TCCTCTTCCATCCCAAGAAGCAAACAGAACATTACTGCCAAATACTCAAAGTGCTTTTTA
TAATGGGGAAATCAACTGTCATCAAGAAAACTACCAATACTAAAATGCAAGCTTAACAAA
TGATATAAATTTAATGAACTTTGAGCTTTGCTGTGCAAAAAAATAATGTTAAGTCAAAAT
CATCAATCACACAAATGTTGAAACGCCTCTTGTTGTTATGAAGTTATCAGATCTACTCTT
CACGCTGCACTGATGTTTAAATCCTGATTATGGAGGATGTTGACCACCCCAAAAGGAGTT
TGGTGTTTTCCTTTTTTGTTTTTACGTTAAAGGATACGGCCTGCAATGTGATGACGCCAA
ATTCAATGCGATTAGTTTCTAAGGAACTGTCCACACAAACGTTATCTGACAGAAGGTTCT
CAAAACGTGCATCTCCTCTGCCGTAGGTGAGCTGGACATCAGTGTGGACAGTGCCTACAT
TTTGTATTCTATCGAATAAAGTTCAAG
>CL3840Contig1
GTTCTGCAGAGCATCCAGGAACGCTTTTGAACCAGAGCGAGCGATAGTACCTAGATTGGC
CACCAACTCCTCTTTGTTCATGCCAACTCCTGTATCCTGGATGGTGATGGTGCCTTTTCC
GGCATCCGTCTTCAGATGGATCTCCATTGGAGCCGTTTCTCCTCCTGCTGTGATAAGTTT
ATGCCTCAGCTTTTCCAGAGCGTCACTGCCATTAGAAATCAGCTCCCTGATGAACACTTC
TTTCTCTGAGTACAAGGACCTGGCAACAATGTCTAAAAGTTTTTTTGTTTCAGCTTGAAA
TTCATGTTTGGAAAAACTACCTTGCACAGATTCAGTGTCACTTATAATGGTGTGTAGAGG
CTCCACTTCAGGCTCTTTCTCAACTTCCTGAGTGCTATAGAAAGACTGCTGGCTCAGGAC
GTGACAAGACCCCTGCAACCTGCACAACTTGGGCTGACAGTGCCGCTTCTGCAAAGCCTG
TAGATCTCTAGCAAGTGGAAGCGACATGGTGCGGCTGCTCAGTCCTCGTGACATTACTCG
GGAATTGGACCTTTGAAGAGAACTGAGTCCGAATCGACACAAACCCAGAAAGCGTGACAT
TGTGGCGGATTGATTTGGAAAACACCAGCAGACCAAAAACGTGACCTGCGAGGACACACG
CTAAACGACCCCCGGCCATAAGGCCCGGGTTAAAGGCGCGCTGAAGC
>CL3841Contig1
AGATACACTAGATAGCATGTTCCCTTCGTAGAGTGGTTATCGAACGGGAGCGGCCAAACG
GTCAATGGTGCCGGGTAAACACATAGCANATACACTAGATAGCATGTTCCCTTCGTAGAG
TGGTTCTCGAAGGGAGCGGCCAAACGGTCAATGGTGCCGGGTAAACACATAGCANATACA
CTAGATAGAATGTTCCCTTCGTAGAGTGGTTCTCGAAGGGAGCGGCCAAACGGTCAATGG
TGCCGGGTAAACACATAGCAGATACACTAGATAGCATGTTCCCTTCGTAGAGTGGTTCTC
GAAGGGAGCGGCCAAACGGTCAATGGTGCCGGGTAAACACATAGCAGATACACTAGATAG



TATGTTCCCTTCGTAGAGTGGTTCTCGAAGGGAGCGGCCAAACGGTCAATGGTGCCGGGT
AAACACATAGCAGATACACTAGATAGCATGTTCCCTTCGTAGAGTGGTTCTCGAAGGGAG
CGGCCAAACGGTCAATGGTGCCGGGTAAACACATAGCAGTCATACTGGAAAATGAAATGA
AATGAAATGAAATGAAGTGAAAATGGAATGCTGCCGAAAACACACCTCATCTTATTTACA
CACTGATTATACATTATACATTTACATTTTCTTCTTCTTCTGGATGATCTTGGTGTTGGG
GGTTGTTACCCGAAAGTGTATGGAAAAATAATTGTCTCAAGGAATTGAACGGAGCCTTAT
GCCAAAACGAAGTTGTGAATCAAATTGTGAATGTCATCCTAAAGATGTTGTGAAATAAAT
ATTCTTCTGCAAGAGTTGTCTGACTGAAATAGCGACTCGTCGCATTTCGGGCAGACACTC
GGCAGAATTGCAGGTTACTCCCCTAGGGCGGGTCAGTTAATTAACCCACCTGCTTAGCGT
CCTATTTAAGTCAGGTGTACAATTGTTCATTCTCTCTTACCTTCAGCGCTCATTCTTTGC
CCCTCCCTCCTCCCCGGCTTCCACCTGTGGGCTCCGTTACGGGGGTTGTTACCCGAAAGT
GTATGGAAAAAATAAGTGTCTCAAGGAATTGAACGGAGCCTTATGCCAAAACGAAGTTGT
GAATCAAATTGTGAATGTCAACCTAAAGATGTGGAAAAA
>CL3842Contig1
GCCTTTGACCCATTTCCACTCCACCCTCTTTTTACACTCGGTCTTTATAATCGGTATTAC
CAACTAACATTTCTATTCTTTTTTTTTTGAGTAAACTTTTGCATTTTAATACAAATCCCT
TTTTTTTTAAACCTGCAGACTTTTAACTTTGGAAGTTCATTTTNTACATTNTACTAACAA
ATGTGATTCCGGGTGCTTCATTGATCTAGCTGTAGCAAAAAGAAAACAGTNTCCATTTCA
AAGAAGTTACAAAAGTTTCAAAGTTTATTTAAACAAAAAAAAACATTTCGTTGTTTAAAC
ATGTTATTTAGGTCATCACTAAAGTTAAAATATTACGTAGTTTGTTAATGGTTGTGCTTT
AATAAAAATAATGAACGTTTAGCCATATCCTTTGAGATGAACCTGCTACACTTTTGTGTT
TTCTTTTCCCCTTGTATATCTCCCATGTCCATACAAAAGGGACTTTTAATGTTTTGTTAA
GAATATCAAGGGTGTGCCTTGAGTATGTATTTTTGTATGTGTATGCCGTTTATTGCTATT
GTTTGGTTTACAGTTCAATTGTTTACAGTTAAGGAGGAATAGTTAAGTTTATTGTATATA
ATAGTTTTTTATGTGTAACTGGTTCAACTTGTAATAAAAAAAAAAGCGTGGCAAATGCAC
ACCTGGTCTGATTTGTTCAACCAAAC
>CL3843Contig1
CGGCACGAGGCAATAATCAGGCTTTTCTTTTTGTTTCTTGGCTTTGAACAAAGTCATTTT
TTACTAAAAATTTTCGAAATTCGGTAAATAAAAAAAGTTTCAAACCTGTTTTACTATCAA
AATATTCCAGGATTTTGCAGATCAGAAAAAAACATTTTGGATTATTTTACTCGCCTGAGC
TCCTGTGTGTCAGTAATATTTTACACTCAGCTGTCCATAAAGATCAAATAGATGAACGTT
ATTTGTGTTCAGCACAATTCTCCTTCATTTCTGTGCTTCTTACCCCCCTTATCCACATAA
GTAGAGGGAGGAAACACGTTTATCCTGTTTTTTCCTCCTACCTTTAAACGCAGCACACCC
GTTTAGTACAGGTGTTGACTCCAGAGTCAAAGCTCTGCAGATCTCTCTCTTGCGAGCGCT
TTTATTTAACTGCTGTAATTTTCTGCACCCTTACAAAATTTAGAAAATGTTTTTTTTATA
GCTAGGTTTTAAAAGCCACTGGACTTTCACATCTGCAGCGGCGCTTCCAGCCTAAACAGT
TCAGGTCTGCGGCGGTAAAACGCGTCAAATCAGGATTTCCAGTGTAAACTCGGCTGATCC
TGGATTCCTGAAACATTTCTTTAAAAACCGCCTTCAGGTTTTCCTGATTTCTTTAAAGAA
AACATCTGGAAATAAACCCCAATTCCAGCACAGGACTGTTATAAATACAGGCGCCGTTTT
CAAAAAGTTCCAGGTCAGCCGAGGTCAGGGGTCGCTTCATTATCAAGGCAATATTGTAAA
TAGACTCCCAGCTGAGCTTCAGGTGGTTTTTAATTTAAGTTTTCCTTCAGACAAGCGAGG
TGAAAGTCGACACGGCCTCCAACGCCAGATCCGTGCTCCCCTCATTGTTCCCAACTCCCC
CCAAAAGATGTGTTTGACTTTTTGTGGTGTAACTAAAACATGTTTAAGAGGTTTTTAATA
AAAACATATTTAAAAAAAAAA
>CL3844Contig1
CCCACTGCTGAGCCTTTTTCAGTGACCAAAGGAATATAACATTTCCAAAATGCTTGACGA
TATTCTTGCAAAGAACATTCTGCAGCTGACTTTGAGCGAGCCCCTGCTCCCCACACAGTC
TCAAGTCAAAGTCTCAGAGGAAAGGAGCCGGAACGAGTCAGCCTCCTTCTTCTTACCCTC
CTCCCAGATCTCCTCTTCAAGCCTTAGCTTGAGCACTGAGCATGGAAATACCAGTGAGGG
TGAGAGCTCTTTGTTATCACCAAATGTCTGGAGTCACGTTCCCATCTCAAACCAAAAGGA
GTTCTCCTTCCGTCCTGACCGCTCCATGAGCCTGACTGAGTCTAGCAGCGACCTGTTCTC
GTTCTTTGAACAGCTTAGGACCAGTGAGCTGTTTCCTCGGGGCCCTTCCTCTACTGTGGC
CCCCCCTCCAGGGTTCGCACCCTCATCAAACCTTCAAGCTCAGGTTCAGCCAATGCTGTC
ACCTAACCGTTACAAAACTGAGCTGTGCCGTGGCTTTCAGGAGACTGGCAGTTGCAAGTA
CGGCAGTAAGTGCCAGTTTGCCCATGGAGAGGCAGAACTGCGTGGTCTGTACCGTCACCC
CAAGTACAAGACAGAGCCCTGCAGAACCTTCTACAACTTTGGCTATTGTCCCTATGGCCC
ACGCTGCCACTTCATTCATGAAGAGAAAATAGCTGGGGCGCCTTTATCGTCCAGCAAATT
CCAGCGC
>CL3845Contig1
CGGCACGAGGGCAGCTAAGAAAATGAGCAGGAAAAAGGCTGGAGGCAAGGCTAAGAGACA
GGGCGAGGTGAGCAAGACAGCGTCAGCAGACAGCACCACAGAGGGATCTCCAGCTGACAA
CTTCACCGTGCTTTCAACCAAGAGCCTTTTCCTGGGCCAGAAGCTCAACCTTATCCACAG
CGAGGTCAGTAACTTAGCTGGCTTTGACGTGGAGGGGGTCATCAACCCCACCAATGCTGA
ACTTGAGCTTAAAGACGACCTAGGCTCTGCTCTGGAGAAGAAGGGAGGGAAGGAGTTCAC



AGACGCCGTGCAAGAGCTGAAGAAGAAAAACGGCCCTCTGGAGGTGGCTGGTGCTACTTT
AACTGCTGGCTTTGGACTTCCTGCTAAATACGTCATCCACTGCAACAGTCCTGGCTGGGG
CTCCGATAAGTGTGAGGAGATGCTGGAGAAGACGGTGAAGAACTGCCTGGCTCTGGCGGA
TGAAAAGAAGCTGAAGTCTGTGGCTTTTCCCTCCATCGGTAGTGGAAGGAACGGCTTCCC
AAAGCAGACGGCGGCCCAACTGATCCTGAAGGCCATCTCCAGCTACTTTGTGGCCACCAT
GTCTTCCACCATCAAGACCGTCTACTTCGTGTTGTTCGACAGCGAGAGCATCGGCATCTA
TGTGCAGGAAATGGCCAAGCTGGAGACCAGCTAAAGCATGGAGTATTCTCTTCTCCCCCT
CCTTATCCTCAGCCTTTTTTTAATTTCTATTTTTCATCCCTGACAGGAGAGATGAAGGTG
TTTACTGGTGAATTGTTTAATATGAAGAAAAGAGAAGATTTTAAAGGCCGGGAACTTGTT
TTTTTGCATTTCTTTGTCTTCTTCCTTTCTGTCTGATCTGGTGTTTTAATGTAGACGTGT
GCTGTTCATTATGGGGTCTTCAAAAACATATACCAGTTGGTTCAACGCGTTTTCATTTAT
AGCTGCACCTCAATTACAAGACTTTTTTAGAGAAGTCTGATAAATACGGGTTAAAATACG
TACAGGGAAGAAAAAAAATCTGGTCTCTTTCTGTTAAACTCAACATCACGTAGAAAATAA
TCATGCGATTTTCTTTTGGCAACAATTCTATTACACCTGTTGTAATGTGTTATTAAAAGG
TAAAGCGGG
>CL3846Contig1
CAGCTGCTAAGCACAGTATGAACATAAATACTGGTTTTCTATTTTGGTTTCTTTATATCG
ACAAACACAATGAAACAGACAAAAGAAGTACTTTTGTTTTGTTGTTTTTTTGGTTTTATT
TATTTAAGGGGAATTTTGAAATGCCAAAAAGTACATGGATCCAGTTATGAACCTCAAATG
AGTTTTTCTTCCCACAATTTAACTTTTTCTGCAGCTCCAATCTGTTGATTGTTATTTTCT
ATAGAGCCCTGTAGATTTTAAACAAGGACAACAACACTTTTTCATTTTTTTGCTCTAACT
TAAAGCCAACTTTTCACTCTAATGTATGAATTGTCAGTTACAGAATCATAAAACTGAAAA
AAGAACACATTTTTTTCATTCATTTTGTGTTAGCCAGGCATTAAAGTAGCTTTATGGCAT
AAAATTAGTGAAGGGTAAAACCTGGCTCAATTTATTCTACGGTCAAGATTACATAATTTG
CATTTAAAAAAACAAATCCGTTTTTTTTTTAACTTTACGATAATTGATATTTTTGTCTAT
CTATTCTACCCAAGCTAGACGTGCTCTGAAACCCAAGCCAAGCAGATACACAGCCCCAGA
TTTCATTGTAGAAGTGATTTAATACAGAATTGGTAAGTTTTTTTTATTCATGCTTTTTTA
TTTTCTGCCGCTTGGTATATTTTCTCACTTTTTAGATGTTGATTGTAAGTTACTTTGTCG
CTACTCTAAGGCCAAATCTGAATTCCTCCCCTACCCCTCTGGCTCCTCCCTTTTGCTCCA
ATCGAAGGGGCATTTGAAGCTGTAGTGGTATCCCAAAGTTTTGTTTTTTTACGGAGGAGC
TTTAGTGACTTACGGCTGGCTAACCCTCCACCAGTAGGGTGATCTGTGGCGTGGAGAAGT
TTACATTTAAATGCAAGTATTGAGTCTTTATTTTAGCATGACTTTTTAACGTTATAAAAT
GATATTGTTGTGTATTTTTAGAGCGCTAGCAGCTAACCCTAACTCAGCGGGAGATGATGT
CATTGAGCGGTAGTAACATCCGGAATTGAAGACCCTATTTTTTTCCATGTCTCTCCACTT
GGAGGGAAAAATGTAGGGATAGGGAGAAGCCGTAGAGGTTGGGAAGCAATTCGGATTCGG
CCTGATTGTGTTTAATGCAACTAAAATAATCTTGGATATTTTCATCTAAAAGACAAAATA
AAGAGTCCATCTTTCCAAAACATATGAAAACACAAATGCATTAACAGTAATACATGTTCT
AGATAACCACTTCCTACAGAAAAGATATACACTTTCTGTTTCTAGTTCACTTTGCTGTGA
>CL3847Contig1
GAGGGTTACTTTAAACAGCTGCCTGCGAGTGCGTCCGTCTGACACCGGCTTCGCGGCTCA
ACCCTCCCGTCTTTGACTCTGGTTGGAGAAGATTCGGGACCTCCAGAGGAGGGTGAGATT
TTCAACGTGTTTCCTGAGGAGGAGCACGGGGAAGCCATAGCTGAGGACAGCAACGACATC
TACATCCTGTCTGGGGAGCAGCCCCCCGACCAGCTGAGCCCCCCGTTGTCGCTGCTCGGC
GGCGGAGACAACAGCAGCGAGCAGAGCTCCTGGCAGACGGAGAGCTTACCGGTGTCTCTG
GCCGGACACGAGTCGTGGGCGCAGGTTGGCGTGATGGACCCTGAAGACGTGAAGAGTCTG
GACAGCAATGAGGGCGTGGCCCTGGCGGAGGAGCGCAGCGAGAACAACTCCTCAAACTCA
GACATTGTCCACGTTGAGCGCGAGGAGGCGGAGCTCCTGGAGGAGGGCGGGGAAGTCGGA
GTGATAGAGGACAGCATGATGAGCGTTTTGGGCACTGAGAGCGAGCTGGCTGAGCTCCGG
GCCGAGTTTGGTGACCAAACTCCCGTTGACCCCGCCTCCACACCTCCTGCAGCCCTGCTT
TCTCTGGAGGAGCCGGTTGTGATCGAGACGCCGGAAAGCCTGTCTGCAGAACCTTCTCTC
CTGTCTTCAGCCGAGTTGCTTGCTCCGCTCTCAGAAACTGCTGTTGACCCTCAACCTGAG
GAATTGCTGCCTGTTCCTGCAGTAGAACCAGAACCCAAACCAGAACCAGCTGCTACCACC
ACCCCAGTGCCTTCCGGAGTGACGACCCAACCTGCAGTCGAGGAAATCCCAGCGTCTCCT
GAAGCCCCATTAGAGACAGTTCCTGAACCGGCGTTGGCGTCTCATCAGCCAGAACCGGAG
GCGGCGACTGCCCCTCTGTTAGCCCCACCTTCTGGCGCTCCCGTGGTCCCGGTGGTGGAG
GCTCCTGAGCCGCCAGAACCAGCATGCGAGCTGCCCGTGCTGCTTTACGGCAGTGCAGCA
GCGGTGCTGCTGGCCGCTGTGGCCTATGGAGTCTTTAGGCTGAGAAAGAGATAGACATGA
AACCTAAAGGTCGTTCAACCTGAAACTAACCCCACAGATGTATGTGAAGGTTTCAACTCT
AAAAGTGCCCACGAGCTGACCAAACGTCCCCCCCCTCATCAGTGCAGGTACAGACAAAAC
CCCTGCAGTACGTCGGTCTTCCTAACATCTGGAAATTCCTGAGTCCAACATCTCACCTAT
CTGCTAGCTTTGGTTTCCCCTTTCATGCAGTTTCAGTGGTTTGTTCCATTTGTAGGTAGA
AAACCTGAACAAACCTCACAGTCACACGATAGCCGACCTTTGGTTTTAAACGTTTTTTTC
TTTTCGTTACTGTGAAAAACCAGTCAAATGGAAATTTGGGTTTAGTCTAAATGTGAACAA
GAAGTTACATGGGAGGGGGGCATGTTCCTCACATGCATGTTTTTATGGTGTGATTTGTAA



CATTAAAGAGTTTACCCCCCCAAACAGGAAAGTTTCTATGTGTTTACCAGAAACGCTGCT
CCTTTTATGAAATTGTGGATTGAACTAGTTTGAGTTTAAAAACATCCCAAGTTACTTCCT
CTATTGCTTATTATACATTTTAACTTTCCATTCATTTAGAAATGAAGAGCTGATGCTCCG
TAGAACAGGAAGCCCATCTGTCTGCCGTTCCTGTTGATCACTTTGGTTTTTCTTTCCAAA
ACGAACCAGTTTGACAAACAGCTGAACACTGAGCAGTTAGTGTGGTTCCTCAGCAGCTTT
GAGGTTCACATTTAAAACTTAATTTGTTTATCTGCCTCAACCATCAAAATTCTTGCCAAA
AATGTGTAGGGTACTTTCTCATAAACAAAAGAGCTGGTATCTCCCTGTTTTTACTGGACA
GAAATGCGTCACTCATGCATGACAGAACTACAAGGTACAATACTTGTTTTCTTTGGTCCA
AAATAATTCTGCTTTTTTAATATCTGGCATTACTACAAAGAGGTGTCCCTGCCCTTAAAT
GAAGAGAGGTAACATCTTTCTTGAAAAG
>CL3848Contig1
TCATTTCTTTTGTTTTTCGCATTTTCTGACCGATTACAGGAATTTGTGTTTGGTGTTATG
ATTTTGGGGCTGAATATAAAGAAAAACTAATTAAGAGAAGTAGATCGAGCAGATCGGAAC
CATGTCTGCAGAGCAGCTGGACCTGTCCCCTCCTGAAGTCCCTGAACCCACTTTGCTTGA
AAGTATCCTGCGCTACGGGCTGTTTCTGGGCGCCATCTTCCAGCTAATATGCATTCTGGC
TATCATCTTCCCCACATCCAAGAGCCAACAACAGGAGGAGGTGGAGCCCAGTGAAAGTAA
GCCTGCCGAGCCGGTGAAGAAATCCAAAGGACCCGCACCTCAAAGCCGACAAAAGCCTAA
GAAAGAAAGCAAAAAGAAGCGATAGTGTTGCACATTTGTGTTCATTTTACCATGCAGAAG
AATTTTCACTCTTCTAGAAGTTTTAACTGTAACAACAAATACACTTATGCTATTTTACAG
CAGTATTGCAACTCACAGCAACCTTCAGACACATTAAGCAGTCATTCTTTGCTTTTTTTT
TTTTTCCTGAGAAACATATTAAGTGTTTTTTTCTTATCTTTTTTATGGGTATTAATGATT
AAAGTGTATCTACATTGAAACAGAGAGAAAAGGTGTGTCTTTAAGTGCACTCACTACCAA
AGTTAAATTTATTGTGTTTGGTATGAAATGAATTCAGGTTTATTTTATTCATTATTTCAG
GTTTCCCCCCTGGTATCATCACACCAGAGGTACTTTTGAAAATATCAGACCATTTTTTCG
ACAATTGTGTCAAAATGTAATGAGCAATATAATTGTGTGCTTAAAAAGGTTTGCTTTTTA
AAAGAAACTTTTTGGTATTGAAAGTATTAGGCTGTTTCAGGTTATGGAAAAAGTAGTTAG
TAAGCTGAAATGTCCTAAATAAACATTTTATACATAAAGGAGTGTTCATTTCACAAACGC
ATGTAGGCTAAATAGCAGGAAATGTGTTGGCAATTTTTGGTTTGATGCTTGTATAAAGTG
ATCTTTAAATGTTTTGGGATATATTTTTCAATGTAGAAGTAAATACATTGTTTCTATATA
TCAATGAAATGTCACCTTTATATGTATAATACTTCTAATCACTCATGTTTAAATAGCCAC
ATCAAAGCATTTTGTATCACAAACTAAAAAAATTTGGGATTTGATGATACATGTAGAATC
AAAGTTTTAGTGTATTTTACAAAAATTGTTATATTTGATGAAAAGTCAACACAGAAAAAC
AGCTCTGGGACATGTCTTAATATTAAATCCCGTGGTTTTATTGTGAAAATCTAATTTAAG
GATTATTTGCATAAACCAAATATGCGATTCACCATGTGATGTAAAAAGTATT
>CL3849Contig1
CGGCACGAGGATTTTGAAATGGTCATTCGGGACTTTTATTTTGTAAGGCACCTTCATTTC
CTCATGTGATTGATACAGCAGCAGAATATTGATCTTAAAATCAGATTTCCTAAAGCATGG
ATGAACGAGGACCTTCATCCACACATTTCCTAAAACAGAACTTGAATTTCTACCTTTGAT
CAATAAAGTCTGATGACATCACTAGTCACATGACCCGCTGGAAGTCACCTGGAAGCAGGC
AGAGATGTGTGCAAACAAATTCAGCAAAACCAGCACGAGGATCCCGCTGGTTGTGTTCAG
GTGGTTCCAAATGTCTCTGTGGTGCAGCGTCTGTCCTGAGGCTGTGGGTTACACTCTGGA
AGTGGAAGGGGGGTCAAACTCTGAGCTTCCAAATCCAGATGAGACTGAAAATGTTGGACC
GGCGTTCTGTAAAACCGTCACTCCTCAGACCCCTGTCCGCTGTTGTCACGCTCCTCCTCC
CCCAGAAGGTGGCGCAGCTCTGACAGCCTCTGCTGCATCCTGGGAATCCCAGACAGCTGA
GTCTCCAGCCGCTGCTTCTCATCCTGCAGTGACAGACGGGTGGAGGCGTCCAGCGGCTCA
AACTTCCACCCTCCTTCACCATCAAACTGCAACAGGTGGGAGTGGTACTTCCAAAGGGAG
GGTCTGTGGGTGATGGAAAGCAGGGAAATCCCAGCATCCTTTGCGGCCTGAAAGATGTTT
CCCTCCACATCGATGCTAACGGCGCTGGTACACTCATCCAGGAGGGCGTACCGCGGGCGG
TGGTAGAACATGCGGGCCATGCCCATCCTCTGCTTCTCTCCTCCAGACAAAATGTCCTTC
CAGTCGCTGATCGATTCCCATCCTCCCTCTCGGTCCAGGATGTAGAGCAAGCCTC
>CL3850Contig1
TTTTTTTTTTCAAAATTAATATTTTTTTTATTTTAAACGGATCTAATTTCACTTGTGCAG
AACTGTTCCAACAGTTTCAGTATTATTATACACAATTGCAAACGTTAGCATTGTGGTCTT
TACCTTTTATATACAACCTTTTTGCAAAATAACCTGTTTCATTTCGTTCAAGTAACACTG
AGTTAGTTGGAAGTGTGACAGGTTACAATGTATTTCTGCAGGTGTGAAGGTAACAGAAGT
TTGGTTGTATACAGGTAACATTTAACAACGAAACAGAAATCAGGTTTTTTCTTCATGCAA
TGAGAGACATGGACCAAAAGTCACCACAGTGCACATCTGCTGCATTTTCTTTTTCTTTTT
TACCTCTAAAGATAAACTGAGCTGAGCTCGCCCTGTACTTTCAGGTGAAAGTATGAAACA
CCAAACCCCACACATCTAGAATATTGATGTCTTCGTTTCTGAACTGTTACATCAAATGCA
GCAAAACTACTTTTTTCCGCTTCAAAAAAAACCCAAACCTAAACAAAAAAACCCAGCAGG
CGTAGTACTTTTAGATCATTCGCTGGAGATTCTTCTCCCTCTCTCAACACCTGTCTCACT
TCAGCTTGCTGAGGAATTCCACCAATCCTTGATGGAATTCGCGAGGCTTATCCATGTAGC
ACGCGTGGCGCGCTCCCTCCAGCTTCAGCACGCTGTGATGGGGGAGCTGCATGAGGTTCT
TGTGAGACTGAGCGCCGAGATTTGTGTCCAAGGCTCCGAACACGATCAGAGTGGGAGTTT



GAACGGTTTGGTATTCCTGCGGGGAGTAACTCCGCGTTCCGACTGGAGCCACGGGAACAA
AGCCTTTCAGCTGAGCGCCGTTCTTCATGAGGAACGGGATGGAGTAATGTCCGCTCATGG
AGGGGCTCACCAGGACACCCGCCTTGATGCCTAAAGACTCCATGAGCTTTGACAGGAGGT
CCACGCGGTTCTGCTCAGACTTTAGAGCCTCAGAGTCTGGAGACTGTCCATAACCTGGCA
GGTCCACAGCTAAAGCCTGATAACCGTTATTTGCCAGGATCGCCCATGGTACCCAGCTCC
TCCCAGGTCTTTGAAGTGAAGGCTTGCCCGTGCAGAAGGACCACCTGCAGCCTTGGTATG
ATCTGTCGTCCAGCTCCATCCACAGGTAACGCTTCTCGGAAAAACAGAGGCGGGTCCCCG
GGTAACTGCCCCGGTGCGAATGGATACGTTGATGGCTGAATGCCCAGGGGGCGAGGTGGC
CAGCACGGCAAAGCGCTGAGCTTTTAGAGACGGCTCCATGCTGCCCTGGCGAATTGAAGG
CAGCAGAAGGTACAGCAACAGTGTGGCCAAAAGCCCCAGGCACACGACCACAAGGCGGTT
CCGCAGGAAATTCATTGGATCCAGATGAGCTGGCCAATAAAGAAGAGAAGGAAATGCGTT
CACAAACAGAAGACTCGTTGTTATCCTCACGTCTTCTCCATGGCCGCTTCCGTCAGGGAT
TGTTGCGGGCTACCGCTACGTGGCTTGCTTAGAGCTAATTTCGATTTTATTTAACTAAAA
TTAGAAGGACAATGTCCTTAGGGGTTGATATTGTCTTCCAGATATATTGTATGCGTTTAG
CTGTCGAAGAAAGCTTAATCGAAGAGCAGACAAAACCTCAATACCCGTGGAAGACAATGA
AATGAGAAGAATGCCGACGATTGTCCATCTTGTTTTTTTCTCCC
>CL3851Contig1
CCGGATGCTGAAATCATTTATTTAAATTTGATGACAAACAGAGGTGACAGAGGTGTACAT
TTCAAACCTCAAACTTAGATCTTGGACCAATTTTTTCCCACAGAAGCCTTTGATATTTGT
TTTTTGTTTAAATAAAAAAAAAAAGAATAAAATGAAATCTGAGTGCGGCAATCCTAAACC
AGCTTTTAGCATGGCCCAAACTGACTCTTGGCTGAACATAACATTAATTTGAAAACATTA
AGAGAGGGGCGCCTGTTAAAACCAGTAAAACTCAACAATTCTGCCTCTGTGAATAAAAAA
CTGCACAGAACTGAACACAGGATGGTCCGACCACGTCACCTTAATCTCCGACCAACATAA
TTTATCCAGGGCATCATGTCATGTTTAATTGCCGGCGTCGGAGGAGCTGGGCCAGGGCTC
GGAGCTTCGGCGGCTCAGGGNGGGACNCCAAATGTTCCAGGGATTGTAGGTGCGGCTCAT
CTCTGTGGANACGGGCGATGACGGGGCGGGGCTGCTGACCAGATCGGGCAGGACCGCTGA
ATTGGTTGAAGCCGGGAACGGGTGTAAGGCTGAATCTGCGGTTGCTGACCAAATGGAGCT
GCTGTAGGGCGTGGGTGCAGACCAGGGATTACGGGTGTTTCCCAGGAGTGATGTGGTTGT
GGCAGTGGGGGAGCTGGAGCTGCTGGGCCAGGAGTGCAGAGGGTCACTGTTTGGTATGTC
CCAGATGGGGGGAGGGACAGGGGAGAACTCGGACCAAGTGGGCTGAGGTTCAGATGACTT
CTGGATATTCATTCCTCTGAAAACTCTGGACAGATTGAAGGGGTTGCTGGGGCCGAAGGC
GGAGAAAGAGTTGGTGGTCTGGTAGGTTGGACTGCTGGTTGTGTCGATTGGACTCCACAA
TCCGGAGCTGTCAGAGCTGTCGCTCTCCACGGAGGTCATGTGAGCCAGAGTCTTCCCAGA
GTGGTCCATTTTAGCCGAGCCGGAACCGCCTGGGCTTTTGTCATAACCTGCAGCTACAGC
AGCAAAGGTCGGGTTCCCATTTTTACCCAGAAGAGGAGTGACCGCACTCGGTTTATTTCC
GGGAGCCTTTTTCTGGTTCATCTCACTGCTACTGTTGAGCACGCTGCTGTAAGTGCACCG
GGGCAGCAGACTGGGGGAGGTAGGTGGTGGAGAGCAGGTCCCAGTCGGGGCAGAACTCTT
CAGAAAAGGATCTGCATTTATGGTCTGGAGGGAGATCTGCTGGAGGCTGGCTGCGTTAAC
GGAGACGGGGAAATCCCACTCAGGGGAGGAAAACTCCTTCTCTCCTTCAGAGCTGCTGCT
GTGGCCGAGCTCAGGCACAGAGGAACTGGTGGACAGTTTGGGTGAAAAGGAGGGGCGTCC
TTCCTCCTGCTTTCTGTCTAATCTCTGTTTCTGCACGGGTCTGGTCTTTGGGATGTTTAA
CTTGCGCAGTTTGTCCTCCAGTGGAACATACGGCAGCTCCAGGGAGCTGGATTTTTCTAC
TGGACTGTCCTTTTCTCTGGCTCCTGGTTTCTTTGTTTTGGGTTTAGAATACTCCTCTTT
TACTTTCCAGGAT
>CL3852Contig1
TCGGCACGAGGTGAACTTCCCGAGTTCCTCTGCAGGCCTGCGAGAACGGCAGAGGCGCCA
TCCTGCTGTCGGTGGCGAGGGGGAAGGTCTCCGAGGGAATCGATTTCGGTAAATCCTCCA
CAGAGGTTCCGGTTTTTAGGCTTTCATGGTGAATCCATGTTTTTTATTTTTTTCCAGTGC
ATCACTTTGGCCGCGCCGTCATCATGTTTGGAGTTCCTTATGTTTACACGCAGAGCCGCA
TCCTGAAGGCGCGACTGGAGTACCTCAGGGACCAGTTCCAGATCAGAGAGAACGACTTCC
TGACGTTTGACGCCATGCGCCACGCCGCTCAGTGTGTGGGCCGGGCCATCCGCGGGAAGA
CCGACTACGGCCTCATGATCTTCGCCGACAAGCGATACGCCCGAGCCGATAAGCGAGGGA
AGCTGCCCCGCTGGATCCAGGAGCACATCAGCGACGGCAGTCTGAACCTCACGGTGGACG
AGACCGTCCAGCTGTCCAAGCATTTCCTGCGGCAGATGGCCCAGCCCTTCCGCCAGGAGG
ACCAGCTGGGTCTGTCTCTGCTGACGCTGGAGCAGCTGCAGTCGGACGACATGCTGAAGA
AAATTGCCCAGATTGCTCACCAGGCGTGAAGGTGGTCGCCATAGCAACGCCCTGATGGAC
CAGGCTGCTTAAAAAAAAAAACCCTCTTTAAACCATTCTGTCTGTCATACAGACTGTAAA
TAAAACATTTTTGATATGTTTGTTGAAGAAATAAACTTTGTATTCTTCCAAAAAAAAAAA
AAAAAAAAAAATAAAAAA
>CL3853Contig1
TTTTTTTTTTACTGAACAAACACGTTTATTTAAATAACCTCTAAGAAATCAGTGACATAT
TTGACACGGCGGCTGAAGGCGAGCGCCGGCACATCCTTCGGGCCTTAATGCTCCTTCCTG
CGCGGCTCTGTGGCTCTGCTGAGGTTCCCCGCTTCCTGCTTCAGGACGCTCAGCAGAGAC
TGGGAACTCTCCAAGATCTTGGTGTACGCCGTCTCCGTCTCTGCGATGGTGCGGTCGAAC



GTGGCCCGAGCGGCCAGCCTTTGAGCCAGACTCTTCTCCACTCGGCTCAGCTTCTCCGAC
AGGATCTGGATGTCGTGCTGCAGCCGCTCTTTCTCCTCTTCCTCCAGCTTGATCTGACGG
TTCAGCTCCTCCCGTTTGGAGTACAGGTCCTCGATGCATTTGACCAGCTCGTTGTTGTAG
GTCTGCAGGGCGGCAGCTTGTTGAGTCATGTCCGCTGCTAGCTAGCAAAGTAACGGCCGC
TTCTGAACTCTCCCGCCGTCCTAGCGATGCTCGGTGCGGGCGACGAGCTAACGCGCCATC
GATGCCTCTGAGCTGAGAGGCGGAAAACGTCCGGACAGATTCAGCCTCCTCCGCTGGTCC
AAGGTCCCCTCCTCATTCAGGACAGCGGGGCTGGAGCAATTTCCCGGTCAGATTAGGAGA
CTTCTTCTGCGGTTAATTTAAATGCACGATGACGGACGGGATAGTGGTGGCGCCCTCGAG
TGGAAACGTATTTTTGCTTCGGCTGCTTTGGCTTTTCATTTAACAGGGGTTCAGAAAATC
AAACATTTAAAATCTGATACATCGTGCTT
>CL3854Contig1
GAGCCGAACTGGNATTTGCGGGGAGATTCTGACTGTTCTGGATTAGGGATGGAGCTTGCA
GCAAATGTGGAAGGTGAGGAGGGGGAGTTTGGATCCATTGAACATCAGGATACAGCTGCC
TATGACTAATTTCAGACTCCCCTACTAAGGTCCGTGCAGCCCGCTTCACAAGTAGCACAC
ATCAGCGGGCATCTGTTTCCTGTTTTCATTCTTTGAGTTATCTTATTTTCCTCATTTCCT
CCTCACCTGCTGCATCTCGCGTTCCTTCCATCATCTAACATGAGGCAGATACGCTCAGAC
TCATCAACATGGGGTGTGCGCAGCATTGACTATCATTAAACCGCATGAAATCTACAAAAT
TGAGTCTTTAAAGGATTCCCTTTATTTAAATCACAGCATTATTTTCAATATAAAATAATA
TACTGTACACAAAGAACCTATGACGTGTAGTATTTCAGCAGTTTTTCATCAGTTGGTTTC
AGAATTTTCCTCTCTGCCATGTTAACAACCCAGCCTGGAGAGAGCCCAAAGAAGACCTGT
CGAACATCCTTCCTCATAGCCAACATGTGATAAAGTTCGTCCCTTGAAATATCTGGCAAC
ACGTAGCCGTACTTCTGCGCCAGGGCCAGCCGGGCCTGCTGGATTTTGTCTGGATCGGCC
AAGTAACCTCGGTTTTCAGCGCTCGTGTAGTACGGAACCATGTCCTCCCCGGGTAGCATT
CGCTTCGGGATGGGTTGGCCACGCATGAAGAATGGCACGGGCCTGATGAGAATCTCAATA
CTTATGGGATCATAGAAGCTGGTGGTGATGACGCCTCCGTTTCGTTCGACAGCAGCGATG
GCTCCTTCAGATGCTCTCTGAACCTCTATGTTTATTTTGGCTGCAAAAATATCAGAACCC
TCATCAACAAGCTGGACTCCATAGTCCCTCTTCAGAGGCTGGATCGTCACTCCTCTGGCA
TTGACGAGCTGGGTCAGGTCTATGGGCTGGGTCGGGTCAACACGGCCCAGATCGATCAAG
TACTGCAGTCGTTTCAGTGACAGAGGCTGGTATTGAGGACGTCGACTGTGTCCTTCATTA
AAGCCATATTTAGGTATAGCTAGATAAAACGGGGTCTGCCCTCCCTCAAACCCCAACCGA
GGACGGGTCCCCCTCTGCCGCTCTCCTTTGTGACCTCGTCCGCTTCTGTTTCCCCCGTGC
TGTCCTCTTCCCCGTCTTCTCTCCCGTTTTCTCGCTCCTGGCTCAGGCCGTAAATTCGCT
AATGTAATTCGCGGAAGATTCTGCAAAACATCCAACGCTTTACCACCAGGTTTTTTAGGA
AAAGACATGATTCCGGCCCT
>CL3855Contig1
GGAAGTGGGTGCAGATCCAGGTTTCTGCGGACTCAGGTTTTTCCAGCAGCGCTGTTGTGA
TTCTGAGGACCTCCTGTCAAAAATGTTGAAGGCAGTTATTTTAATCGGAGGACCCCAGAA
AGGCACCAGGTTCCGGCCGCTGTCCTTCGAGGTGCCCAAACCCCTGTTCCCTGTAGCCGG
GGTCCCCATGCTGCAGCACCACATCGAAGCCTGTGTCAAGGTTCCAAATCTGAAGGAGAT
CCTCCTGATCGGCTTCTATCAGCCAAACGAAGAACTCAACAGGTTCTTGTTCAGCGCGCA
GCAGGAATTTAAAATCTCCATCAGGTACCTGCAGGAATATGCGGCGCTGGGCACGGGGGG
CGGCATCTACCACTTCAGAGACCAGATTGTGTCTGGGAGTCCAGAGGCTTTCTTCGTGCT
GAATGCGGACGTCTGCTCGGCGTTTCCCCTCGCAGAGATGCTCCGCTTCCAGAAGGAGCA
CGGCGATCCCGGCAGCTCTGTGATCCTCGGAACCACAGCAAACAGGAAGCAGTCCATGAA
TTACGGCTGCATTGTGGCAAAGGAGGAGACCAGCGAGGTGCTGCATTACGTGGAAAAACC
CAGCACGTTCGTGAGCGACATCATCAACTGTGGCATTTACCTGTTTCATCCGGAGATCTT
CCAGCACATCGGAGCCGTTTTCCAGAAGAACCAGCAGGACATGTTGCTATTTCCATTTGA
TGGAGA
>CL3856Contig1
CCGACATGTTTATTTACATCCGTAGTNGAACCTTCATGCCTGCAGAACATCCACTCCACC
ACCGTAACCGTTTCTACTCTCAGCTGGAACAAGTCGTCCACCTGAAGAACCCGTCCTCCG
GCGCCGTGGGCCCGCTACAGACCGCTGCGGGTCAAAGTTCAGCGTGGGCTTGTTCTGGCT
GGAGGTCCCACGAAGATGATCTCTGGTTCCACTCAGCACCACCCCCCCAGAAACACCTGG
ACCTTCAGATAGTTCTACAGAATTCCTTTGAGGCAACCCAGATGTTCTGTTCTGATTCTG
CAGAACCCGCCAGGCTGGACCATCAAAAGTCCTTGATGCCAAAAACCAAAAGCTTCTTCT
GGACCTCTACATCTCATCAGCGTGGGCTGACTTGGAGGCCTCACGCCCATCTTCCTGTTT
GGCCGAGGCGTTCAGTGACTGGCTCCGCCCCTCGTTGAAGTCTGCATTTCCTGTTGGCTC
CTGGAGAAGGCCCGCCTCCTCCGGAGCTCCTGATTGGCTGGACTCTGGTGGTGATGCGTC
AGGAAGGCGGGCGCCATCGTCTGCCGTCGAAGAGCGGTCGGTCAGGATGGACCTGGAGAT
GACTCCTGTGGGTCTGTACTCCTCGTCTGCAGACCGGCGGCCGAACGGACTGAAGCTCGG
CATGACGATCAGAGCCAGAGACACCAGGATGATCAGTAAGCAGGTGCTGGTCTGAGCTCC
TCTGCTGACCGTCTGCCTGATGAAGGTCTGGAGCTGCTGCAGCTGAAAGAGGAGGGACCT
GTTGTGTTTCTCCA
>CL3857Contig1



ACAANAAACGCAGGAAGGAGTGAGAGCGCCATTNNCAGCACGGGATGAAATGNGTAAAGT
TGTNTTTTTAAGGAAAANAAAAANAGGTTTTTGTTTTTTTTTTTGTATGAGAGAATTTAA
AAGCTTCTGTAGAATCGATTCCATTTTCCCCGCCACAGATTTCCCAGTTTGATCCGTATG
GTCACAAAAACTGCAGCAGATGTGCATCAGCTTGTTAAAATCAGCTTCACAAAACGGCAA
ACTGCAGCAGCAGAAACCTTTATTGTTACTGTTAAATAGCTTGTTTTCCTCCCATTTTGC
TCTACTTTTTATTAGCCGTTTTATTTAAGCCCTTTGTGTTTTTGAGCATAACATACATGG
ACCGTATGGAGATCATAAACAAATCCTAATAAATCCTGTACATGGAACAGACCCTGTGTG
CTTCATAAATGTGCTTCACTCTTATCAACTAAGCTTTCAAGTTTTGCAAAGTTTATTAGT
TGTGTAATTGTCAGTTTGTTCCTGTAAGATTGCCATTATTTTAATAATTTCCTGCCTAAT
GCAGCCCATTAACACAGATGATTAAAAACCTGAAATGCATTTCAGAGCTGC
>CL3858Contig1
GGCAGCACGAGCTCACAACACCGACATGAAGCGCGCGCGGAGACCGCAGATCGTGTGAGG
AATAGCGGATGGAATCCAGACAGATTTGGGCTCTTTGCGTTTTTCTCTTTTTCCAGAGAA
TGACTCTGTCGGATTGCCAGCCTGTTTATATCCGATCTGCGCCGCTCATTAGGTCGTGAT
TGGCTTTATTTATCCACAAGTGGAGGAGGAGCGCGTGCAACATTCGGCCGGCATGCCTCC
CGCAGCAAGCAGCCTTCAGTCCAGCGGACTGACGCTGTCCGAAACAAGCATGGGTTCGTT
TAAAAGGAGGAAGAGGAAATCCATCATTATGACGGTGATGCTGCTCATAGTCTCTGTACT
CATCCTCATCTTCGGACTGGCAGCTACCACCAGGGCGAAGAACATCACTGTGGGAGGCTA
CTATCCAGGACTCATTCTTGGTTTCGGCTCCTTCCTGGGGATTATCGGTGCTCATTTGAT
AGAGAACAAGAGGCAGATGTTGGTGGCGTCTATTGTCTTCATCAGCTTCGGCGTGGTGGC
TGCCTTTTGTTGTGCTATTGTTGACGGAGTTTTTCCGGCAAGACACATTGACCTCAGGCC
TCTGTACGCCGGCCGTTGTGAGTATCTCTCCAGCGAGACCGCGTCTGAACGAGATGTGCC
ATGTCATACTTCGCGTGCATCCTGTAACCTGCACGTGAAGAGCAACACCTGTTACTGCTG
CGAGCTCTACAACTGCGGGAAGTGAGTCGACTCAGCAGACAACCGGCAAACCTCTGAACC
AGAGTTCACTAGCTTTGGCTCTTTGTGTTGTTTTGTTGTCTATTTTTAAGAGAAAAACAA
AATATCTGCATTTCAAGCCAAGAACGTGTCTTTTCTTTTTGACCTTTGTTTCAGAGAACA
TCCTCTTATCGGACTTCAAAATAAAAATGTTATGAAAAAGTTTAGGAAATCACCCATGAT
TTGGAAGTAGGTCTTTCTTTCTTTAGCCTGATTACTGATCAGTTCTTACTTTGATCATGT
AGATGTTTTAGTCACCTGAAGCACCATCTCCTTCTCATTTCCTCCTCCCAACGCTCATCC
ATGTCCTCCTTTTGATGCTAAAGTGAAACTCTATACTCCTCCAACCACAAATCAAATCTT
TGGCCTGTGTTCCGTTGTTTCCTGTCAATGATGTGATAAAGCT
>CL3859Contig1
GAGGGCCCTGTCATCGAATGCTCTGCAGAACGCAACGCAGCTTCGTTGGATCAATCTAAA
CCGCAACAAAATCACAAGTGAAGGAGTGGGGGATGTTCTGAGCTCAATGACAAACCTGGC
TCACCTGTACATGGATGACAACCTGCTGTCTTCAGTGCCATCTCCCCTGCCAGCCAGCTT
GGAGCACCTCCGTCTGTCCCGCAATCGAATCTCTAAAATCCCAGCCGGTGTCTTTGTTGG
TCTGGAGAAGCTTAGCCTCCTGGACCTCCNAGGAAATAAACTGATGGACGATGCAGTGAC
TGAAGTGAGCCTGAAAGGTCTCAACAGCCTAGTACAAATCAATTTGGCCAAAAACCAGCT
TAGCAAAATGCCTCTTGGATTACCACCCAGCACTACGCAGCTTTACCTTGATGGCAACAA
CATTGACNAAATCCCAGCAGGTTATTTTAAGGGTCTACCCNAGATGGCATTTCTGAGGCT
TAACAACAACAAACTTGGTAGCAGTGGATTCCCCAAAGATGTTTTCAATCGCTCAAGCAT
TTTGGACTTGCAGCTGTCCTATAATCAGCTGACCGAGGTTCCCCTCATTTCCTCAGGCCT
TGAGCACCTTCACCTCGACCACAACAAGATCACATACGTCAATGGCTCCNAAATCTGTCC
TGTTTCCGTCGATGCGGTGGATGACTCGCTCAATGAAAGCGTGCCTCAGCTACGTTACCT
GCGACTGGATGGCAATGAGATTAATCCTCCAATTCCCAGGGNATGTCATCACATGCTTTC
GTTTCCTCAGGTCGATTGTTATTTAAACTGGTGATGATCAGAACGCTGCTTACTGAAAAC
AATAACTCGGATGCAGATGTTGTAAATGAAACTTGGGAAATGATTCATGCTCACCGGTTT
GTTTGGAAACATATCCTTTAGAGTGGAGATTCCGTTGAAGGAAAATGAGCAACTACACTG
AACGCTTCAATTGTGGCAATCTGTTGGCTGTTGTTTGTGCCTTATGTGGATGTAAACATC
TGCATGTGGAGGTCCTACACCGCAATTTATTCAAATATATCAAAACTGCATGGATTACCG
TGAGAACATGTTGTTTTTGATTGTGAATAGCTTTGAAAACTCAATGTTGTTTTTGAGTTT
GAGCGAGCCAAAGCTTTAGTGCATAGGCAAATGCTTTTGTTTTCTTTGACCTCTTTATAC
TTGTAGGCTTGAATTCAAATGACTGTTTTTAGGTTTGTGTTGTTTACTTACAGAATTTTC
TTCTCAAATGTTTATGTAAACTGTAAGTAATTATTCATGTTTAACAGTGGCAGAAATAGG
TTGATTCATGTGAACATTCATGGCCAACATTCCTTAAAGTTTTCTATACAGAATGTGAAT
ACTTGTTTTTAAAAAATGCCAATACACTTTTAAAATGATCTGTTTTTCTGAATAAACTGC
ACAAATTAACTGTATTTCAACCTGTATTTCAAATAAATTAAACTCCTTAGAATAAACATT
TGTATTTGTTCCTTTGAGTGTTTTTGTCTTTAAAAAGATTATAGTACTTCTCAAATTCAA
GATTTTANTAAAAAATGTATTNATAGTCATTGCTGTAATTAGATTTATTTTATACATNCA
AATAAA
>CL3860Contig1
TTTGATACACACATAATACTGACAATTTATCATAAGCAGCACTTAATCTAAAAGTAACTT
GACACAAAAACATGATAACCCAATATAAGTGCTGAAGGAAGTTCTTTGTTTACCAAATGT
GGAAACTGTCCTTGAAAAGTCCTCATGGTTAAAACAACCCACAGACCTTTGGGATTGTGT



GAAAGAAAGGTTACAGGTTGGATTTTGGTCCACTGTTAACAGGAATGGCTCTGAGCTCAG
TCTGCATGCACAGGTACTCTCCAATCACAGCCATCAACGCCATGCAGGCGACATTCACCA
GCCACCAGGACAAGGTCGATGGAAGATGGGCGTTATAAATCCAGCAGCCGATCATGTGGA
AAAAGTGTACAGTGACCGTGAAATCCAGACACTGTTTCCCACGTCGGATAAAAAACCAAA
GACCGAGAGCGCAGGTAAGAGAGTTCAAGACGAAAGCCATCATTGAAAGCCTGCCTAGTA
TAGTTGCAAAACCAAGGATCTCATAACTGAAGATCTGATCGAGTGACCGACTACTGTGAA
CAAGGCTGTCTACTCCAGCAAGCCACAGGCCCAAAAAGCTGTAGTAGATGCACTGCATCA
ACACAATCTGACAGATGATGAGGACTGGGTCCCAGATGTAGCTCCGAAAGTTGCTGGCCA
TTTGTGATGAAGTTTACACATCCAAGCCCAACGGATGCAACCAGCTGATCTCAAGCGGCA
CCAGTTGGCCCATGCACAGGGGTCTATGCACGATCTCAAGATCTGAATGACGGACCTATT
GGTATTTTGGTTTATTATTATTTTTTGTTACAAAATTTATATATATATATATAGATCCAG
GCTCTTTCTTTCCGTTTCGTGCCTTCTTAACGCCCTTAAAAACAAAGTGAAAACATTCGT
AGGCTAGCTAAAAGCTTTCTATAAACGTAGACGTCACACTCTTTGACGTGTCNCCCGGCC
ATA
>CL3861Contig1
AAACCTAAACGTTCCTAAAACAATNAAGGTACCAGTGGTGGTAGGATTTTATATCCGCAT
GTAGAGCTTGGTCGGCGCTGCAGACCGGGTCACATCCCAGAAGAAAATTCCATCCCTTTG
AACTTGAAGGAGGAGACATTCAGCAAAACTTTGTTCAGGAGAAACTGGTGGGCTCTGGGG
GCCAAACTGCCTTCGACAAAATGGATATTGACAAGTTCAGTGGGCTGTGGAGTCGCATCT
CCCACCTGGTCCTGCCGGTGGTGTCTGAGCCGGCGGCAGGACAGCAGGGATGCCCCTGAA
ACGAAGCAGCGGTACTGAAAGGAATCGCCTCAAAGACTCCACCTCAAATGTTCCAAGGAG
CTCTAAAAGTTAAGAAGCTTCTATATGGTTCAGGCTACTGCAAAGGGGTTATAGCCTATG
TAAAGTTACCTTCATAAAAAGGGAAAAATAGAATTGATTTTCCTTGGAGATGTGGTTAAA
TGTTTACATGATTCCCTCTAAGGTTGTGTTTTATTCTTTGATCGTGTGACGGGGACTGAG
CTGAACTGTTTTGACTGCTTTAACACATATAGACAAACCTGTTCCAGACCACTGGACCTT
GTTGTTTTGCAGCTTGTTGCTGTGCGCTGACTGTTGGCTCTCACACCTCAAGCATCTTCA
TTTAATTTGAGCATATTTTTGATACGAGGCTCCATCTCATCTTTTTCTTAAGGTTCCTCT
TCCTGAAGATGTATATTTGTAAAGTGGTTCTCAGGTTGGGATGCATTTTAAAAGTTTTCT
GTATATATTGACAAATGAAAGCCTTGGATCTTTGAAGCACTTGAATGAAAACACTGAAGA
GAATGGAAAACCTGCAGGTTATAATGAAGTGGATTCAATCTGGAAGTAAATGTGGACTGA
ATGTCATGAAATGTGCCTTAAAGCTAAACTGGTTTGAAACCAAAACCTGTAAATTGTTCG
TAATCAATTTAATAAATCAGACAATATTTCTTTATGAGGAAAAAGTTTATTTCTCACTAA
TTTTTNAAGTTTNAAAAAATA
>CL3862Contig1
CCAGTAGCAATGCCCTCAGAGCAGAGTGCATGAATTAATAGGCTTGCATGTTCCTTGTCA
TCATCTGACCGGTCCAGAGAATAGACTATGATCTTGTTCAACATCTCAGACAGAAAATGC
TTTGGAACCTTTATCTCCTTCACAGCGTTGATTGCCTCATCAATGCATTTGCTGTTCAGG
TAGTCTGCAACTAGCGTTTCCGTCATTTTACACAGTTCCTCTTTTGTAGGAGGGGCCTTT
TTGCTAGATTTCATGGGTTTTTCCTGAATTGGAGGAGGCGTGCTTTTGAGACCAAGCTGT
CCTAATGGTGAACCAGTTTGAGGAATCATGGTCATTTGAGGCTGCAGCTTTGGCACCTGG
TTTTTATTCAAGATGAAGGACTGTGCAGGCCTCAGACTGATCTCATCAGCATTGAGCTTC
CCCCCTTTTTTGTTGAACCGTGAAGCCATATCCTTTGCAGGTCCAGAATGATTCTGTTTA
TGGCTGAAAACTGGTGAATTCTGCCCCTGGCTTGTTTTAGTGAATGGTTTGCCCCCTGCT
TCAAACTGAGGCTGGTGTGAACTGCTTCCATTGTGTCCATTGTGACCATTGAACAGCGGG
TTGGTGCGATGACGACCCATTGTAGGGGAATAGTGGTCCTGAATTACTCCTGGACCAGTA
CCAATACCGATACCTGGCATTTGTCCAAACATGTCAGCCAGCCTACCGACAGGCTCCCGG
TCAAACTTCATCCTTGCTGGCAGAAAGGAGTTGTCCATGAAGAATTCATTTCTCATCGCA
TCATTTGAAGGTGGAATAAAAACGCCCAAATCCTTTACAGCATCCTGACGAACTTGATTG
ATAGTCTTGGGTCCATTGTCAACATAAGCCTTGCGAGGAACCCAGTTGTTGTCTCGCAGC
TCCGCCGTGTTCTGCAGCAGGAACCGGATCCTTGCTGGCAGCTCCTTGTTGTTTGATAAG
GACTTCATTCGGCCAAAGTATTGATCCACCAATGACTTAGCCTTTTCATGGTCAAGTTTA
GGCCCCACTGTTTTCATTATCTGACAGAGGCACTCCAAATCTTCACCCATATCCTTAAGC
TGCACTCTCTTTTTCTTCTCCAAAAGAGTTTTAATACACCTATGGAGGATCGATTCATGG
ATGAGATCGAGTTTGCCAAGTTCCCCAATGAATTTGATGTTACCCAACATCTTGAGCTTT
GCCACAGACCGCTGCTCCTCCTCCTCAGAAGTGAGTGGGTTGTCATGTTTGTCAAAGAGG
TCAACATTCCTGGAACGGTTCTCAAACTCATCTTGAAGCTTTGAGATCAGAAGCCTTCTG
AAGGTAGTATTCTGCTTTTGTGTCGACTGGCTTTCTTCTGATGGATCTTCAAAGTTTGGA
GCATCTTCTGACAAACGAAGACATAGCTGTGCATATAGCTGGCTGTACTTCGGCTCTTCT
AGGGCTTTGTCAACAATCAATAAGATGATTCCCTTGAGGACAAGTTTTGAATCGACACCC
ACATTGAGGAGCTCCAGACACAGTTTGTCAAACTTCTCAGGAGTTAGCTTGTTAAGTATG
CCCCTCACTTTTCTGAAGATTGCATCGTTTTCCCCTTTGTCTTTGGAGGAGTTAGCATCT
CGTCTAGTGCTTCGAGAAGGTACCCATCTCTGAACGCTAGAACCTGGGGTTTTCCCCAGG
AACTCGCCGTTGCAGACAGACTTGGGATAGTGCTGAGGTGCACCCCCACCTCCTCCGCCC
ACACTGAAACGAGAAGGTCCCCCTTGCGCAATGACACTCTCCACTTTGGCGGCTTGACAA



AGAATATGTGGTAAGAATCAAATTCTAGGAATGGGGCAGAAGAAGATCGTCCTTCACTAA
AGGACTCAGACTCGCTTTTGTTTTCTCAACAGAAGAAAACGAAATAAATAAACAAGTTTA
AAAATAAATATTCGATACGTTTACGGAATACCGAAGCGCTTTTAGTTTATTTTTTCCCTT
TAGGTTCTAAATTGTGAAATCTATTTGCTCAGACGGAGCAAACATCGACCAAATACTGCT
GACTCCCCCGGCCATAATGCCCGGGT
>CL3863Contig1
TCGGCACGAGGGTGCATTTCATTTATTGATGAATTGGGACGTTAAAATGATGTCACTCTA
AATTAAATGGGCTCCCTGAGAAGACAAGAGCTTGTTAAAAAGAAGGTATTTAATTTTGCC
GTGACCACTTCAACAGATTATTTGGCAAAACATTCAGCAACAGTGCATGCTGTATTTTAA
TAAAAACAGCAGAATACAACTTTTATTGATCAAAAAGGGATAATTACTGGGTATATGTTT
AACTTAACTTAAGTATATTAAGCACTGTTATAAATCGTAGAAAAATACTAAAATATGCTG
TTTTGTTTTTTTTATTTGTTGATCTATATAGTAGCCATATTGATTTTCTATATCAAAATG
GTGGTCTCTCTTTAACTTTTTGTAATAGAAATCTGAATTCAGACAGCTTTTCTGCATAGA
TTTCTAGCCTAGAATTAGGCAAATCTGACTTGCACGAAAAAGTGCTATGCATGACAACAC
AATATAGCATGCTAATGCGCTAACCACCTGTTCTTGCTTAACCCCTCATGATTGTAAATA
CCAACTTGGCTCCTTCGTTAGCCAAATTGGGCCATTGAAAAAAAACATACTGACACTTGA
ATTTAGCTTCCTGCCTTGGCTGTGACATTTGAGCGCTGAGGTTTAAAATAAAGCTCATAG
TAGAGCATAGCATGCTGCTGTTTGGCAAGTCTAGGTACGGGTAGATGGACTTTTTTTTCA
CGTAAGGTAAGTTACTGTGCTGGTGTAGGGAAGATGTTTTTGTTTTGTTTTTGAAGTGTT
GCAACTTTCAACCTCTTAAGACATCATTTTGATGCAGCATAAACAGAGCCAGGTTATGTG
GAAGGTGGATTGTGTTTGATGCTTGAATTGTGGTTGCTATGGTCACAAAGACGAAACTAA
AAAAAAAA
>CL3864Contig1
GCATTCTGATTTTATTNNTTATAAAGAAACTTTGGAAAAATATNAAGTTAAACAGCATGA
CAAAAAAAATCTTTACAAGCATCATTCAAGAGCATTTAAAGTACACTTGGACAATCTTCA
ATGTTGTTGCTTTTTTTTAAAGAAAACAAAAGATTTGTTTTTTCTAAAATACCTATAACC
CAAAAGAACTCAGATAAATTCAAGTTAAGGTAAAAAGAAGAACTTTTCACATCGTTTCAT
AGAATTCCTGGATTTCCAAAAGCAGAAAATAAACCACTCCATTCCAAATGTATTTCAAAC
CCAGAATTCCTCACATCTAAAAGTACAATCCAATAAAAAGACAGGATATGAGTGTCAGCT
GATCTTTACAGAGACAATGTCAATGTATAAATGTTTACAGGTTTGCTTTTTATTAAAAAT
TATTGACTTTTTTTTTTAAAGAAACTATTTCTCTTGTGAATTATGTTTAAAATGTAAAGG
TTTCCTTTACCAAAATAGGCACTGAAACATCCAGCCTTTGCTAAAACTGTGCCAAGACAC
CTGAAAGCTGTTTCCATCGGGATTTTGTGATAATTGAAGTCTATAGGATACTGAGAAATA
ACCCATAAAAAAAGACACTTACAAAATAACAGCCCAGAGTACACAAGGACAGAAGAGTTC
AATTGGCAATTGTTTACAGATTGAAATTTAAAAAATAATCCTTTTAGTGATATGTTTTTA
ACAGAGAAAACCTATTGTAATTTATTTAAGTGTCTTAGAGTCTGAAAGAATGCAGCACAG
CTGGCTGTTCACATTACATCTGTAATAATAAATTAAAACTTTTATCATTCTAAATAATTA
TCTATTTATGAAACATCCAAACGTGTAACTAAATACTACTAGATTAAATACTGCTGTCAC
ATGATGTTTAAGTACCCAGACCCTTTTGTTGAGTCATTTATTTCTTTCGCTTTAAGAAAA
TACTTTTAAACAAAAATGATATAATTGTAGCTATAATCGCTCTTTCCTTTAGAAGGAAAA
ATCTTTTTTTATTTATTTAATTTTTTTCCACCTTCATTTCTTATTAACTAAAAGATTCTG
GGTAAACAAAATGAACAGATGTGTGATTGAATCAAGTAGGAAAAAGGTTCTAAGAATCCC
CACAGTGGAAGTTGTTTGGTGCAAAGCCTCCTTTTCCCATCCAGAGGAGAGTTTTTAAAG
TCTCTGTTTTTCTCCCTGAGAAAGTTTTTGGACTAAACATCCTTCTTTTCTGTCCTTTTC
CCCTTCAGCGTTGGAGGGAAAAGCACCAACGATCTGTTGCTTCTACTCGTCCCGTCGTTA
CCCGTCCACGCTGTGCTCTACCGGCCGCCGTACAAGTGGACCTTGACAAAGGAGATGGTC
TCAAAATAGTCCTTGTGGCCCTTCTCGTATAAGACGAACACAAACTTCTGGTCCTCTACA
GAGCCGGTGTCCAGAGACGACATGCAGGAGTAACCGCTCGGCCCCGCCCATATCTGGACG
GCTTTTTTCTCCCAGGACAAGCCGTCCGTCAGCGACCATCGCAGTGTCAGGTTCACTCTG
TTCCGGTCATTGGAGGGGTTGGTGAAGTACAGAACTCCATTTTTCTGCAGGGCTCCAGCT
GCCACAACCGGATCCACCAACTCAGAGTCGAAATAGAGCTCCTCTAC
>CL3865Contig1
TCGGCACGAGGCTCATGCAGTCATCCAGACATGGCTAGTAAAAAGGCCTCCAACAAGAGA
CAGAGGGGAGCGCAGAAGTCCTCCTCCAATGTATTTTCCATGTTTGAGCAGTCACAGATT
CAAGAGTTCAAGGAGGCATTTGGCTGTATTGACCAGGACAGAGATGGTGTCATCAAAAAG
CAGGACTTGAGGGAGACCTACGCTCAGCTGGGAAAACTGAATGTAAACGATGAGGAGCTG
GATGAGATGCTAAATGAAGGGAAGGGTCCCATCAACTTTACTGTGTTCCTAAGTCTCTTT
GGAGAGAAAATCAATGGTACTGATCCTGAAGATACCATACTTGCAGCTTTCAAGCTTTTT
GACCCAAATGGGACGGGTTTTGTTAATAAAGACGAATTTAAAAGACTACTGATGACCCAG
GCAGAAAAATTCACAGCAGAGGAGGTGGATCAGGCCCTCGCTCTCGCACCCATTGACCCC
ACTGGAAATATTGATTACAAGTCACTCTGCTACATTATCACACATGGAGATGAGAAGGAG
GAATCCTAATATTATTTGGATGTTCAAATCAATAAAAAGGTCAACCAAGCTGTGTCAGCA
TATGTCTGATAGGGTATATATGACCTGTGAATAAAACATAAAACATCTGTAAAGAAAAAA
AAAA



>CL3866Contig1
TTTTTTTTTTGGCTTACAGCCCATTTTATTATGACAAATGTATAAGATCAGATCCATAAG
AAATGACAGTAAAATGAACCAAAACATACGAAGCAGACAAAACAGACAGACGATCGACTA
TGACCTAAAGACGGCGAACAAATGTACCATGAGGTAAACATGAAACCATCAGTCGTGCCT
CGTCACCATTTCCAGAGTGGAACGTGCTGCAGGTTCTCCTCAAGAACCCCCAACACAGAC
GACCTCTGACCCACACCTCTATGACACTCAGGCTGAACATAGAGTCTGCGCTGTGGAAGC
AGCGACAGATTCAGTCTTTCTATTGGCCGTCTGATAAATAGAGCGGTTTCTTCTCCTCTG
TGGAGACCATGCTGGAGGAATTTACACCATATATTACAAACACGCCTCTGAAGCGCCGAA
CCGTCTCTTCTTCCCTTTTAGTGCGGCGGTCCGCGCTCACCTGGAGAGACCGGGCAGCAC
CTGGCCGTTTGGGTGGAGAAGCAGGAGGTCGTCTCCTCCACCCGTTCTTCAGCACCAACA
CATTTCAAAGGAGAATTCTGAACATGCTAGCGTTTTTGTTATAAAAGCTGTTCCAGCATC
TCTACAAAAAAACAAAATTAGAAACTCATGCAATCCAAAGAATTGC
>CL3867Contig1
ACAAACATGACTGCCTCCTCTGTGGTGCAGGACGTGGATAAACATCCCAGTGCCAAAGAG
GAGAGAAAGATGAGAAAGCCGCTGATTGAGAGGAAACGACGGGAGAGGATTAACAACTGT
CTGGATCAGCTGAAGGAAACGGTGATCGGAGCGTTCAGGCTTGATCAATCCAAACTGGAA
AAAGCGGATATTCTGGAGATGACAGTGAAACACCTGCAGAATATTCAGAACTCTCAAAAT
GCCCGATCCAACACTTGGCCTGGAGGCCCAGCAGAGATACAGCACAGGGTACATTCAGTG
CATGCACGAGGTCCACAACATGCTTCTCACCTGCGACTGGATGGACAAGACTCTGGGCTC
CAGGCTGCTCAACCACCTCCTCAAATCACTGCCCAGGTCCACTGACGACTCCAGCCGGAA
CCAGCCCAGACACGATGCCCTTTTAGATGTCCCTCTGCGATCCGTGTTGGCCACGCCCCT
CAGAGGGCTCCCCAAAAAGCCACGTCAGAAGGAGGGTTCGCCCCCTCTGCTGGGGGGACA
GCAGGAGAGGCCAGAACTCCACAGCAGTCATCTGAGCATGATGGAGATGTGGAGGCCCTG
GTGAAGACGAGGGCTTGAATGATCTTGGTTATCCGTTTGGTTAGCTCATCCGGTGTTATG
TATCTTATAGATATGCAGCTCAGAAGACAAAAAGTGGGGCGCTTTTGTTCCAGTCATTAT
ATTCCTAGGATAACCTTTTCTCTGTACTTCCCTGAAGAAGGTGACCTCTTGTAGCCTGAA
TTGTAGAAGGCTGTTATTAATCCTTCAGCTATTTATTGTACTAACCCCTGTATTTATTTG
ATTTTATAAAGCTTGTAATTGTATCTTAGACTACTTGCTTATTACTATCATTTCCTCTTT
TCAGAATAATTAACCTTTAAGAATTTGTTATTATAAAATAAAGTTAACCACACGTTTGGA
AAAAAAAAA
>CL3868Contig1
TTTTTTTTTTTTTTTTTTATTGTCTGAATGACTCTTTAATTTTCAGTCCCCTTAAAGATT
TGACCCACTGCTCCATAGAATCCATGACATCAAAGAAAGAGCTACTGGTCCCTGATAGCC
GAAAGATATAAACCCTCACAGTAAGTTGTTTTTTTTGTTTTTTTCCCCCACAGACACGTA
CTGATATATCTGCTGTATGATATACATGAGGTATAGTCTCTGCTTAAAGTTCTGCTGCAT
ATATGAGGTGCTACACAAAAAAAAAGGTGCTAGAATAAGCGCGGGACATCCGACAGGTGT
GGACCTTCCTTCCAGAAGGTTCTGGATATTAGAACAGAAAAACTGACTACAACAGGAGGG
GCTGTCGTCCTACAGAGTTTATGATCATCTGAGGACCGACGTGGACGTTTTCATGGAATG
AAAAAGATTAAAGGATTTGCAGCTCAAGTCTCCTGGCAAAACCCCACATTCTCTGTGCTG
CATTCAAGTCTGCCAGAAAAACAAAAAAACAAAGTTACATTGATTGATAAAACAACAAAA
AAAGCACAAAGAAAGCAGCATAAATTGCACTCTGATGTGGCACCCATCCCAGCCCCCCAC
CACCATTCCTTCTATTTACATTCAGTGGCTTTGTCCTGGATGGAATATCGAAAGTCACAA
AAGTGCTTCCAAAGCAGAACACAGAAATTTCAGTTTTGATTGCAGAGACACAAACAAGTT
TTCGGTTGCATCTGAAAGCTCTTTGTCGCTCATCCCCATTTGGAAACAGCTGTAAAATGG
CATCTGCGGTTAACAGCCGACGCCTGCCCCCTGCTGTGCGGTCTGTCCCGTTGCAGGGAA
CGCTGCTTCTTCCTGCTAAAGTGTCCGTGGTTCCACTTAAAAAGAAAAAAAAAGAAAATC
CAGGACCCGATTCCTGATTGCTTCAGGACGGGACCGGGTTGGACTCAGTCTTCGGTCCAA
GGAGTCTGGTTTGTTTTTGCTTCTTTTGGCTGAGATGGCTCTTAGCGCAGCTTGAGCTTG
AAGGCTGAGATCTCCATTGGGTCGAGGCTGATGGTGGAGTGGTTGGCCAGAGGAGTACTA
GAGTACATCAGAGTCAGAGACACGGGTTGGAGCAGCTGCAAGTCCAGGTTCTTGAAAAGA
CTGGATACATTCAGCTGTCCTTGTGTTGTTGTGCAGTTGAAGCCCAGGTTCTGAGCCTCT
ATGCTACAATCCAGAGCCAGCCGGTGCAGAAGTAAGGCTGTGTGCGGAGATGGAGTCAGC
CCATCTTGCTTGTTCTGGATGCTACGCAGGTTCAGCAAGTGGAAGTCGCAGGGAAACCTG
GACATCAGCGGGGCGAAGGTTTTAAGAGGAGGGATGCCGCGTCTTTTGGGCACAACAGGA
AGCGGCAGCACCTCGTGGTTCAGGATGGCGCNGGTCATGT
>CL3869Contig1
GCAGCAGTGTCTGGGTTTGGTTTAAAGTGTCGGGGCTGAGTGCAGCGTTGACGCCTCCCA
GGTGCTTACGTTCCAGTCGCCATGTCCACCACGTCGCAGAAGCATCGGGACTTTGTCGGC
GAGCCAATGGGAGACAAACCAGTGATCGCTCTGTCGGGTATCGGAGAGACGCTGGGGAAG
AAGCTGGAGGAGCAAGGTTTTGACAAGGCTTTTGTGGTTCTGGGTCAGTTCTTGCTGCTG
AAGAAGGACACGGAGATGTTCACTGACTGGCTTAAGGATGCCACCGGTGCCAACTCTCGG
CAGGCTGGATCATGTGCTCAGTGCCTAAAGGAGTGGTGCGACGCCTTCCTCTGAAACCCA
CCTCCCCACCGCCCTTTCCTGCTCCACCTGGTTTTGCTCACCGCCTGCCTCTGATGCTCT
CCGTCAGAGTTGTTCTCGCAGGTTCACTGGATTTCTTTCTGCAGGATGCGTGGGAGTTTG



CAGCGTGGCGTTAGTCACTTGTTTAATAGGAATGTTTGCAGTGCACCAGAATAAAAACTT
TTGAACCTTTGAAAAAAAAAAAAAAAAAAAAAAAAA
>CL3870Contig1
TTTTTTTTTTAATCCATTTTATTAAAAATATTTCAAGATTATTGGGATATCAATACGTAA
TGAGATAGAAAAAAACAATTTCAAGTGCAAATTCTAATCGTCTAAATGTTTTTGAATTTT
TGAACAAACCACAGAAACAGGTAGGTCCCATAGTTTACAGGGTTTTGGTCAAGAATATCA
CTGATGGTTAGATTAAGAAGTGCAAATGTTAAATACAAGGAGAAATGAACATTATACGAA
TAAAAGAATGTAGCCAATTATAGCTAAGCAAAAGTACTTTTTCATCAGAAAAAGACTCAA
GTAAAATATAAAAGTATGGTTCATTGAAACCTGTTTTTGGAAGTGCAGCCTTTATTAAAA
GATATTTCAGTAGATACATGTAAGTAACTTGTTAGTGCCTTCCTCTGGTTGTTGGAAACA
GCTATTGATAGATTAAGATTTCAATTGTAATAAAATACAAAAAGGGTAAATGTGCAGACA
AAAATATAACCTGCTTTAACACATTTGTCACTTGAATCGCTTGCTGTTGGTAAAGAGCAC
CGTTCATTTAATATTCACATATTTTTCATGTTTGAAAATAGACATGTGAAAAGCCTCACT
CTGTCTGTGTGTCCCACATACAAAATGTATTGGTCTAAAATCCCTCAGCTGGACACTTTG
TCTCTAAATGAGGACAGAGATCTCTTTTGGCCTTTGCGTCAACTGTCATCAACGGGGCAA
AGCCAGAAACCTGAACTCTTCGGGGGAATGGGTGAATCCCAGCACGCCTTCCAAGCTGGG
CATTTCTCCAGGAACTGGTTTGAAGGTGAAGCGCTGGAGCGAGAGTTGAGAAGAAAAGGA
ACAGCTCCAATTTGGCAAGGTGCTCGCCCAGACACATACGTTTACCTGCTGAAAAAGGCA
AGAAGGCTTCTTTCTTAAGGAATCTGCCCCC
>CL3871Contig1
GGCACGAGGCTAGATCACAGGAAGGCCTCATCTCCGTCAGGAGAACAAAGACCAAGATCT
GCTCGTCATCCAGCAACAGAGAGGCACTTATTGGTGGGGAGGGGGGGTATTTTTCTTCCA
GCAGGCCGTCTCCTCGTCTTCATGGTTGACCTGAGAACCTGCTGGAACCCAGAAACGTCA
ACCAGAACCCTTTCTGGTCCGTCTCAGGTCTTCAGAGGAAGTGTTTGAATGTTCTTCAGT
TTGGGAGGGGGTCTCTGAGCTGCCCCCTGTCTCCTCCTCCGTCTTGTGTGTTCATCAACG
TCAATGTTTGTTCAGATGCAGTGTTCTTCACTCTCCTCACCGTCTGCGGGGACGGACTCT
GGCTCAGACTCTGAGGTCTGAGACCTGATGAGGTCTGATGAGGTCTGAGGCTGAACCTCG
TTCTGCTGAAGACCAGACGATGTTCAGATCTTCTCTGAGCTTCAGTCCATCTTCTGTGTT
TCTGGTTCAGACCATTCCGATCCGGTTCTGTACCACAACCAGACCGGGCTCTGTCCTTTG
AGAGGGGCCAGTTCTGCTGTAAATATGTCTTTGTTCTGGTGTTCTGTCAGTGCTCGTTAA
GCTGTCTGTACTTAGTTAGCTGGTTAGCAGCACCTGTAGGAGGGGCTTCAGTGTGACCAA
CCGTGATTGTGACAATAAACCTTCATCCTGCAGACAAAAAAAAAA
>CL3872Contig1
ATTCGGCACGAGGCCCTTTGGGGCTCCTTTAGAGTCTCCTCTGCCCTGGTTCTGCTCCTC
CTCTGGCACCGTCCGTTGTCACTGCCCGAGCACATTTTGTAAGTTCTCTGCCCATGAGCA
TCGGTGGTGGGGGTATTTTCTGCTGATATTTTGCCCTTTCTGCCTCTCTTCTCCAGTCCG
TGTGGGTTGGCAGCTGCCTGCTGTGGAGATGGAGTATCCAGAGGGGCTGGAGCGATACAA
ACTGTTTGCTAGGTTCTTTCTTGAGGGACAGGTTAGTCCCAAACTGAAGAAACACTGTGA
TTATCTTCTTTCCAACCACTCCATCATGTTGAAAACGTGGGCAAAATTGCAACCCAGAAC
AGAAGCTTTACTGGGCCCTTTGGTGTCAAAGAAGGTCGACTGCAGGGATGCTCTCCTTTC
CATCTGGAAGACTGACGATAAATTTCTGTTGTCTGCCTACTGTCAGTGGTTACCTGAATC
TGTTCACCAGGAAGTTGCAAATACTTGGCCTCCTGCATAGATACAAACGTCAGACGAGCA
AAGAACAACATGAATGAACGCCTGTTGATTGACGTCTGTAAGATCTATTTCCCTCAACTT
CTGTAGTCTTTCAAAGAGAAACTCCTAAACAAAGACGGCAACCTTTGTCTTTTTTGTATT
TTCTTAACATCCAAAATAATTTTCATCTTGTTTTCTGTTGTGACTGTTTTTAACTCTGTG
CTGCTAACATTTAGCTGTATCAAAGACTTGTAAAAAATGTACGCATCTGAATGCAAATAA
AACTATTATACCTTTGAAAAAAAAAA
>CL3873Contig1
GGGAATAAAATCATAACACAATGAAACTGTATTATAACAGTGAAGGTACTTATACATTAC
CCTAAAAAATAGCAATACTTTGTTAGTAAATTCGGTCATAACCAACATTGCGATTTGGAA
GCGTCCACCCACTCAGGAGAAAACACGTCTTCAGCACACCGGCGTGTTTGAAACCATTTC
TGTCGTACAGAGAGCGTCAACACCGTTCATTTACACAACTTATTCCTGCATTGGCAAAAC
CAAGCTTTGTGGGAAAAAAAAAGACATCCACAATAAATAACATACACGGTGTAGGCTTTG
AAAATACTTAATATAATCAGCAATTTGTGTATTCACTGAAATCTACCTAAAATTTAAGGA
TCTGTAATTAAACGGAATAACTCCTGATACTTTGCAAATACAGCAATGTACATTTTGAAC
AAGTTTAAATAGTTTTCATGTATGAAAAAAAAAACATTTTTATACATGTATTTACCTGGC
TGTCACACAGTCACTGACTGATTATAAATAAGGGAGATGTGGAGGGGGGCCGTTTGTCAT
GTTCACTTGGGGTCCTCGATGGTGCCTGTGCTGAGATCTGTCATTTTGGGGTATTTCACC
TTCTTCTGGTCCAGCTCATTTTGAGCCCACAGCAGTAACTTCAGGAGTTTAGCCAGTTTG
GGTGTTGACTCCCTGTTTTCATAGTCCAGTACGGCTTGGTTGACTTCGCTCCATACCTTC
TGTCGCTGCATCATGTTGAGCAGATCTCCAAAGGGTGACTCCTCTGGGTTGTCGAAGGCT
AGAAGGGCTAGCGTTCTCTCCATCTCTGTCAGACACTCCCGGCTCTCCTCCCCCTGCTCC
GCCAGCTGTGTTTGAGCGAACTCCAGCGCTGACTCAGTCTCTCTTAGCCTGATTAACTCA
ATCAAATGCTGCTGCTGTAGGTGAAAGTACAAGTAACGGTTGGTGTCCAGCAACTCTGGG



TGCAGACTGTTGATGAGTGCGATAGCTTCCTGTATCTGGCCCTTGAGGATCATCTCCCTT
ATTTTTATCCTTTCATCTAATGAGTCCAGGACCACACTGGGCTCGATCCCGGACTCCATC
CGAAACTTCTCTGCTGCTCCTTTAAAGCCCTCTGTCACCAGGTAATTCATAATAAGACGG
TTCATGTCCGCTCTCTGTATGTGAACATTATTTAGTTTCTCCATCCACTCCTCTTTCGTG
ATGTCCTCAGGCTTTTCAGCATAACTCATCATTGGGATCCGTGCAAACCCTTTGTCGGCC
GGTTATCCTTTCTCTCAAGTGGATAGGTGGATAGCAAATTCGTATAAATAAGCCTCCCTG
TTGTTAAAGCTTCATTTAAAAGCAGCCTGAAAAGCGTAAGCACGCCGTCAAGCTTTTCGC
AGCTAGCTAACTATCCC
>CL3874Contig1
CGGCACGAGGCCCCCCTACACACACACACAAACACACACACATTGCTGCTGGTAGTGAGC
TGCACTCGCTTTAGGACAGAACTGTATTTCAGGGAAAACTGACCTTTCTGTCAGCAGCTG
CAGGCTGAACCGCTTCACAGTGCATGTGCCGCCTTTTTCCTCTTTCACAGTGAGCGGCCG
GCGAGCTGATTCTCAGGTTTGATCCGAACAAAAACTACNAGTGGAGCAGCCGTGGCCCAG
ATTTAGACGCATTTTATGATCCAATTTTAGACTCAGGCTGCTTCTAGATGAGACCATGTC
CATGTCTCAGTGCGTCAAAAGCTGTTTGAGGGGTTGTTATTAGATTCTGAGGCTTTTGGA
ATGACCTTCAGTGTCTCATAGTGGACCTGCCAGTATTTATCCGCATGCTGTCAGGAGCTT
TTAAAGCTGAACAAGTTAAGAGTTTCTCATTTCCATGAATGCTGGTTGATTTCTTTAGAA
TCAATGTATGTTTGTGAATTGAAAGAACAAGTCCCCCCTTTTTTCATCCTCAGTTTTCCG
TCACATCGATCCAAGATGAGAAATAGATGCTGTCAAAAAGCTCCGTTTGCACAGCTGTTT
CCCTGTTCCACATGTCATTGTTGTTTTAAAGCCAACAGGCTGTTTTATTCATATGAAAGC
TGACAGACAGGAGAGCTGAAAGCCATGTGCGCCCCGCCTCAGCAGGTGGGGTCGGGTCTT
CCAGATGCTGCAGATAAAAATGTCTTCTATTGCACATTAGAAACTGAGCCGATCTGAGTG
TATCAAACTAATCACTAAATCTGTCTGAAGGTTTCTTTATTGTTTTTTTTTTCCCTCTTA
GACGTTCGTGTTCTGTAGGCGCTTCCTGTCATCCCACAAATCAGGAATGTATGTTGATCG
AAGTATTTAAATAAACTTG
>CL3875Contig1
CGGACTTTTTAATTGAAAAAGGTTTNTAAAACTCCTGTCCTTACATTTTTTTTTTTACAA
ACATAGCAAACATAGATAAGATTCAAATGAAAGNGTTTTTCTTAGCAGTTGTGTAACATG
ACATTAAAAGGATTTAAGAAGTTCCAGTTGTGGCTGAGCCCCCAAACTTCATAGCACCAT
GAGTGTTTAACAGTACTGACATCTTAACGCTCCTGCAGACAGAGAAACATCCAGGTAGGT
ACTGTTAAGGAAGGCTTATCAAGTAACCAGTGTCACCTACTGTCCACACAGCAGATGTTA
ATGTTGACACATATTGCAGCACAGAAAAAAAGAAATGCTATAACACATGATGCGTTCTTT
CAAAGCATTCAATCATCAGCCCCAGCTTCACATTAAAAAAAAGACTGCAATGAAGACAAT
CTTAAATACATACAAGATTCCAAAACAGAATAAAATAAGCAGACAGCATATTCTGCAAAT
TTCTATCTACAAAGTCCTAAATGTGGCTATTTTCCACTCAAAAGCTACTAAAAAAAAAAG
ATCTAAGCATGGTGGTGAGGTAAAGAGCTGAGCTGGTCCCTGCACGTTTCCCTCACCCGC
TGCCTTGTTTTGGTCCACCGCTGATGTCTGGAATATGATCTGCGAAGGACTGGGTCATCC
ACTGTCCGTCTGGAAGCTGGCCCTCTGCAGTGTGTGACGTGGCTGCTTCCTGTGCTCCCT
CTTTGTTTTCAGCAGATGAGAATGAACAGTGACCGTTGCTCCTGGCC
>CL3876Contig1
GATCGGCCGTTAACCCGGNCATTATGGCCGGGGAATGTGACCGGCTTTCAGCAAATAATG
TTTGATTCGTGACTTCAGGGAACATTTCGGATTATACAAAAATGTTTTTAACCACCGTAA
ACTTGGCCAAGGCTAAATCGAAGACCATCCTGGTCCAGATGGTGAGCGCCGCGGGGACGG
GCTACTGCTTCAACACCAAGAGAAACCGGCTCAGAGAGAAGCTGGTGCTCCGGAAACACG
ACCCGTTCGTGAACAAGCACGTCCTGTTCTTGGAGAAGAAGAAGATCCGATCCATTTAGG
CGTGTTGTTCCGGCCTAAAGACCCATGTTCAGATTGTTGATCAGAGTTTGATTTGTTGTG
ATTTTTTTTGTCGTATGGTGAATTAAAAGCCTCCTGTGGTGCTCCTGCAAAAAAAAAAAA
AGAAAAAAAAAAAAAAAACCTT
>CL3877Contig1
CATACACACAAAAACAAAATCTGCATCTTCTGCTTTAGTCTGTACACAAGAACCGATCCC
TCTGCGCTTTCTGCATTCCTTTAACTCTCATGGAGGAAGAGCACCGCCTGCTTTTTGACC
TCCAACCTGGGTCAAGTGGAGTTGTGCCTCCAGAGAGGCGGTCATGTTGAGGACACCTCC
CACCGTCAATGTGAACTGGAAAGGCTCAGTGGCTTGAATTAGGAGGAGGCCGTCTTCCAG
AGCAGCGTCAATTCAGAAGATCAGAGTGAATATGAAGATGAAGGGTAACGTTATGGGAGT
TCCTGTCACCGGCCCACTTCTAATCTAGATGAACACTAAAGTTTTTAAAGACTGAATTTA
GAATTAAAGTTCTAATTTTGCCACATGTAATGAAGTTCTGCTGACTGATCCTAAAGGATC
TGGCTGCCCTGGTTTCCCAGAAGTCGCATGAATCAATTTGAAACAAGGAGGACAATCCTC
AGATGTGTGAATTTTTGTCTTTTTAGCTTATTTGTGCAACGAAAACAGGGAATGAGAGAC
AGAAGTGAAGAAAATGGGCTATGAAACCGACAGAAAGGGTCTGTTCCGTTCTTCAGGAGT
CCTTGCTCTCAAAGTAGGTCTGCTCGATCCGCCTGCAGAAGGACAGCAGGTTGCTGTAGC
TCCTGACCCTCTCCAGCAGCTCTGTGTTGGTCAGCTGGGTGGTCAGTATGGTGAAGAGGT
GACCAAACACGAGCGCGTCCAGTTCCGTTGGTATTTTAAAGAAGTACGGTTGCGTCCCCA
GCCTCTGAGACAGCGCCTGACAGCACTGACTCACATCCTCATAAACCTGGTCGACCGTTT
TCCCTCCCCAGCCGACGGCGTTCATCTTCCTGCGCACCTCCCACTGCTTCTGATAAGCCA



GGATCAAATTGAGAGGCCAGGAGTACGGCGTGCCGTATCTGTGACGAGTGATCTGAGAGA
CCGTGGTTTCATCGCACCACTGGATGAACAGCTCAGCAGTGAGCAGCATGTTGTTGACCA
GCTCCATGTACGCTTTCATCTCGGCTCTCTGCACATCGTCCAAGCCGTCGCTCAGCGAGT
GACCCTTAGCTTTGCTAAACTGCACAATCGGCCCAAGTTCTGACACAACCTGGTTCCCCA
CATGAATAAAAGGTATTTTACCAGAAGGGGACATGTATTCAGCGTTTGGCCTGCAGACCA
CCTGCACTGGAAGCCCACACATCCGGAGGTAAGTCTGAACTGCCAGAGAGGAGGCGGAGT
CTGACAGCAAAATCTGATCCTCCTTCAGTGGCTGGTACAAGGTGGCATTTTCAGGCCAGG
GTTCAGCAGCCGCCATCTGCGACACGAAGGCCTCTGCAGCAAGAGACATGACGAGCAGAT
TAGCTCTTTAATTCAACTTCCACGGAAACGGGCCGGTTCAGAGGCGTTTCATGTCACATT
AAGGACAAATGTTGATGTGCAGTCATGGAGCAGTCCGCCGTCAATAGTCCCCGGCCATAA
GGCCCGGG
>CL3878Contig1
CGGCACGAGGAGCACGCGCGCCCACCCACGAGCTGAAGATGAGTGTGATGAAGTTTTGGA
CCGCCGTGGTCAATGTGCTGTGTTTGCCTCTGCATCTGATCAAAGCGCTGGGTCTGTATG
AAGGATACAAACGCGTCATCTTTCCTGACCTATGTGGCTGAGTCGCTTCACGGAGGCGTA
CAACAAGATCATGAAGGAGGAGAAGAAGGAGCTGTTCCGCAGCCTGTCGGAGTTCGCTCC
GTCCCGCGGACCGCTCACTATCCTGGAGGTGGGCTGCGGGACTGGAGCAAACTTTGAGTT
CTATCCAGCCGGTTCCAGAGTGCTGTGCACGGATCCAAACCCCCACTTCCAGAAGTACCT
GAAGACCAACATCGAGAAGAACGACCACCTGACCTACGAGCAGTTCGTGGTGGCCTCTGG
GGAGGACCTGGGGTCGTTTGAGGACGAGTCCGTGGACGCGGTGGTCTGCACGCTGGTGCT
CTGCTCCGTCCGTGACGTCACAGCCACTCTGCGGGAGGCCATCCGGGTCCTGCGGCCGGG
GGGGGCCTTCTTCTTCCTGGAGCACGTGGTTGCAGATCCCTCCACCTGGACGTACTTCTT
CCAGCACGTCATCCAGCCTCTGTGGTATTACTTTGGGGATGGATGTGCCGTCACGCGGGA
GTCATGGAAGTACCTGGACGAAGCGGGATTCTCTGACCTCAAACTGAGACACATTGAGGC
CCCAATCGCCCGAATCGTCAAACAGCATGTTGTGGGCTACGGCATAAAT
>CL3879Contig1
GGAACGTTCTCCCTCCAGNATGTCCTGACGCGTGTCAGCGAATACGTCCCTGAGATTGTG
GAGTTTGTAAAGACCATCGTCTCCAACGGTTACGGGTACGAGTCCAACGGTTCCGTTTAC
TTCGACACCGCCAAGTTTGAAGCGAGTCCCCAACACTCGTACGGCAAACTGGTTCCAGAG
GCAGTGGGCGATCAGAAAGCTCTACAGGAGGGAGAAGGCGACCTGAGCGTCTCTGCAGAC
CGGCTCACTGAGAAGAAGTCTCAGAACGACTTTGCTCTGTGGAAAGCCTCCAAACCCGGG
GAGCCGTCCTGGGACTCTCCGTGGGGAAAGGGCCGTCCAGGCTGGCACATCGAGTGCTCG
GCCATGGCCGGGTCCATTCTGGGCGAGTCCATGGACATCCACGGCGGCGGGTTTGACCTG
CGCTTCCCTCATCACGACAATGAGCTGGCTCAGTCCGAGGCCTTCTTTGAGAACGACCAC
TGGGTGCGCTACTTCCTGCACACGGGTCACCTGACCATCGCAGGATGCAAGATGTCCAAG
TCTCTGAAGAACTTCATCACAATAAAGGACGCGTTAGCCAAGAACACAGCTCGTCAGCTC
CGGCTGGCTTTTCTGATGCATTCCTGGAAAGACACCCTGGACTACTCGTCCAACACCATG
GAGTCGGCCATCCAGTACGAGAAGTTCATGAACGAGTTCTTCCTGAACGTGAAAGACATC
CTCCGCGCTCCGACCGACCTCACGGGGCGCTTTGAGAAGTGGGAGGCAGCAGAGGTGGAG
CTCAACAACAGCTTCTGCAGCAGGAAGGCCGCCGTCCACCAGGCTCTGTGCGACAACGTG
GACACCCGCAGCGCCATGGAGGAGATGAGGGTGCTGGTCGGTCACAGCAACAGCTACATC
GCCGGCAGGAAGGCCGCCAAGCTAAGGCCCAACCGCACACTGCTGGAGAGCATCGCCGCC
TACCTCACCAGCATGCTGAGGGTTTTCGGTGCTATTGAAGGATCTGAGCCCATCGGGTTT
CCTGTTGGAGGACAGGCTCAAAGTGTGGATCTGGAAGGCGCGGTGATGCCGTACCTCACC
GTTCTGTCGGACTTTAGAGAAAAGGTCCGGAAAATCGCCCGGGAACAGAAAGTAACCCAG
CTGCTGCAGCTCTGTGACGTTGTCCGGGACGACACGCTACCAGAACTGGGGGTCCGACTG
GAGGATCACGAAGGTCTCCCCACTGTGGTGAAGCTGGNGATAGAGAGACATTATNNAAAG
AGANAGNAGGAGAAGAAAAA
>CL3880Contig1
AGTGTTTTATTTCATTTTATTTATATTTGCAAGCAAGTTGATGTTTTTACAAATAAAAAA
GCCACTGTCTGCCCGAGCTGTTGGCACAGATATGTACAGAGATGGAGGAGGGACTCAGAC
AGCGCCGCTACGAAGCTCACGAGTGGACAGAACTAGAACACTATGGGGGGGTTCTGACGT
CCTGCGTGTCGGGGCTGACCCGGCCCGAGCCTGGTTCTGAAGCAGCGGGTCCCGGCTGAG
CGCCCAGGGGGGCCGCCCCTTCACAGATGGTTGGGGGTGTCTCGCTGACAGGATCAGGAG
GCGGGTCCTGGAATGGTTCAGCCCGTGTTCAGCAGGAAGACAGAGAGGACGCGGGGGGGG
GGGGGAGGGGGGCACAAACCTTACGGNAAACNTGAGGGGACNCGGNACTCAAACNCACGG
AAGGC
>CL3880Contig2
AAAANCTTTNANGGNGGAATTTNCCCCCCCCCCCCCCCTTAAATGCATGAGTTTNTGCCT
GCAAGGCGACGTGGTTCTGTCACCTGGACTNTCGGCGGCGGACGGTGGGCGTGGCTTTAA
TGTATTGCTCTGGCCAACCTTTGTCCTGTCTGCTCACCCCCCCCCTCTGCTGAGGCTTCC
TGTCGCCTAGCAACCGTCTGACTACGGGCGGCAGAGGTGGCCCTGGGGGCCACTGCAGGC
CCTCAGAACCAGCGGCAGATCCACCATCCGGGCCGGGGGCGTGAGCGGCTCGCCTTCCGT
GTGTCTGAGTCCCGCGTCCCCTCACGTCTCCCGTAAGGTTCGTGCCCCCCCCGCGTCCTC



TCTGTCTTCCTGCTGAACATGGGCTGAACCATTCCAGGACCCGCCTCCTGATCCTGTCAG
CGAGACACCCCCAACCATCTGTGAAGGGGCGGCCCCCTGGGCGCTCAGCCGGGACCCGCT
GCTTCAGAACCAGGCTCGGGCCGGGTCAGCCCCGACACGCAGGACGTCAGAACCCCCCCC
ATAGTGTTCTAGTTCTGTCCACTCGTGAGCTTCGTAGCGGCGCTGTCTGAGTCCCTCCTC
CATCTCTGTACATATCTGTGCCAACAGCTCGGGCAGACAGTGGCTTTTTTATTTGTAAAA
ACATCAACTTGCT
>CL3881Contig1
TCGGAGTTCCCGTTCATTGTCCAACTCTTTCTGTAGAGACTCCGCTCGGTCCTCCGCTTC
GTCGGCTTGCTGCTGCAAACACTGAATCTTCCTCTTCACGGCGTCCAGAGAGTTCATGCC
TGCCATTTTAACGCTTTTATTTAAAAAAAAATCCTACAAATAAGACTATAATTCTTGGTT
GTGCAAAGAAAAAGTGCGCAGCTGCTAAATGGGTGAAGTGATGACGGGAAAACTGCGATA
AAAAAAAAAGAAAATCACGTGAAGTGTTCCAAGAAGAAGAAGTTCCGAAGTTTCTGGAAT
GTGAAGAAAGTGACTCAAGAGCAGCAAAAAGAGAGCAGACGTGGAGGTGTGAGGGTCCAG
GTGATCTCCGGGTCTGACGGGAGACCGATGGAACGAAACCTCCGGAGTTTGGTCCGGTTT
TGAGGAGCACTGAGGCGCTGTGC
>CL3882Contig1
AAAAAGTACCTCAACAACGACGAGTCCAAGTTCAACCAGTTCAAAAACTACTCTGCTCAA
TTCAGACAGAGTGTGATCTCAGCGGCACAGTACCACTGCTGCTGCGAGGACCTACTCGGA
GACAACTTCAACAGGATCTTCAACGAGCTGCTGGTACTACTGCCCGACACCACCAAGCAG
CAGGAGCTGCTGACAGCCCACGCAGACTGCAAGGCTGTGGAGAGGCAGGCGGGCAGAGGA
AGGAAAAACAGGAACAGGAACAATGCCTGGCACACACCCCATTCGGCGGCTAACACCGCA
GCCGAACTGGACTGCCAGGTTTGCCCCACTTGCAGACAGGTACTTGCCCCCAAGGACTTT
AACTCCCATAAGACCCTGCACATCACAGAAAATGAAGAATTCCCCTCCTTGCAGTCAATT
AGTCGCATCATCAGATGAAGCACATGGGGGGCAACAGCCCGTTTCCAGGCAAATCCCAAA
GAGGTTAAAGGTCTGTCTCTCAAGATGAAAGACGCTGGTTTGGGGCATTAGTGCTCTAAG
GACCATAGGGATTGGTTTGTGTGTGTGGTTTACAGGTGGGTGGTGTTGGCTCCATCTTTT
CTCATCTCCTGCAGATGCTTCAACTTGACACTTACAAATGGTGTCTCCTCCTACAGCACT
TTGCTCCTTAACTGAAACTGTCTTATTTTGCTTTTTCATTAGTCAACACATCAGCATTTG
AACAAAGTGCATGTGTCCTAGTGGTGCTGCTTTAGTAGAAAACCATCAGCCTTTCAAATG
CTCTGTGTAAATCTTCACGACTTTTCTTGTCGGGCCTGCGTTCTCTGAGTGGACAGATTG
TTAGCTCGTCAGATGGGGACGAAGCTGTTTGGAAATCAGAACAAACTTCAGTTTCATACT
TGAAATTTACCTGTAATCTTCTCGTCTTCAAATTAAACATCAGAAATGTTTTTCTTTGAT
TGATAGGCTCATCAGGGCTCTTGCACTGCACATTTCAAATGAAAAGTAAAATAAAAAAAA
ATCAATGAAAAAAAAAA
>CL3883Contig1
TTTTTTTTTTTTTTTTTTGTTTTACAATTGTTTTATTTCTTGATTTATTTCAAAACACGC
AAATTACCCATATTATCCTTTTAAGTTTTTATTTTTCTGGTACAGTTATTACTCCAATTT
TTTTCCTTCTCAAGAGTCTCAGAGTGAACCTAAAAGTCCTCCACAGGCTCTCCAGCTTCT
GCAGTGGGAGGAGGGCCGAGGCTGTCTGGTGAGACGTGGGCGTTTTCTCGCCTTTGTGTG
GGTTTTGCAAGTATGTGCACGTGTGTCTAAGTGCAAGACGTGGAATGTCCTCGTGGCCGA
GGAATGTCGGAGTCGCCCAGAGAGCTCAACATTGTCTTGGATTTGGCAGCCAGATTGTCG
CTCCTCTGATTTTGTCTTTGGTTTCTGCAGACTCTCTGAGGGGACTCGAACCCTCGCCGG
TGTGTGCGTGTCTCCTGTGCGTCTGTTCTAGTGCAGTATTAGCCACCGTCTCCAGACGAC
TCTGTAAACTCGTACAACGTAAGTGTCTTTGCTCTGATTGGGGCCCTTCCTTGGCACTGG
GGGGCAAAGACGATCAAACATTGAAGGATCTGCAGGAGCGGCCTCAGCTTTGACTCCATT
CTGATGTCGGTGGCAGTTTGGGGCGCTTGGTGTTGGTTGGTGTGGGGTGGTGTTTGGGGG
GGACTCT
>CL3884Contig1
ACGAGGAGACGACGGAAGTTTCTCCTGGCAGGATATAATGTCAGAATGGGAACTCAAATC
AAAGACGTCATTCTGAAGCCGGACGCTCCCAGCTCGCTGCTGCTGGACAAACATGCAGAC
TACATCGCTGCCTACGGCTCCAAGAAGGACGACTATGAGTACACCCTGTCGGAGTACCTC
AGGATGAGCGGGATCTACTGGGGCTTGACGGTGATGGACTTGATGGGCCAGCTGGACAGA
ATGAACCTGCAGGAAATCATAGATTTTATCAAAGCCTGCCAGCACGACTGCGGAGGCTTC
AGCGCCAGCATCGGACACGACCCTCACCTGCTCTACACCCTCAGCGCTGTCCAGATCTTA
TGCCTTTATGACAGCCTGCATGCCATCGATGTGGACAAAGTCGTGGAATATGTGAAGGGG
CTTCAGCAGGAAGACGGCTCTTTTGCAGGAGACAAATGGGGAGAAATAGACACCCGGTTT
TCTTTCTGTGCTGTTGCCACACTTGCATTACTGGGAAAGATGGAGATGATAAATGTTGAC
AGAGCTGTGGAGTTCGTCTTATCCTGCATGAACTTTGACGGCGGTTTTGGCTGCAGACCT
GGTTCAGAGTCTCACGCTGGGCAGATCTACTGCTGCACCGGGTTCTTGTCTCTCACCGGC
CAGCTGCACCAGCTGAACGCAGACCTGCTGGGCTGGTGGCTCTGCGAACGCCAGCTGCCG
TCCGGAGGCCTCAACGGAAGGCCTGAGAAGCTTCCAGATGTCTGCTACTCCTG
>CL3885Contig1
ATTTAAGAAAAAAGGTTCAGAGCACTGGGGCGACAGTGGCTCAGGTCATGGAGCGGGGAT
CGAACCGCCGACACTTTGATCATTGGTCGCACTCCGGAGCCATGAGCGCCGTTCTGCCTC



GGATAGAGCAGCTGTCCTCCAGAGTCATCAGGGTTTTAGGCTGCAACCCGGGACCGATGA
CTCTGCAGGGAACCAACACTTACCTGGGCGGCACAGGAAAAAGGCGTGTGCTCATCGATG
CCGGAGAGCCCTCGGTACCTGAATACATCAAGAACCTAACAAAAGCTCTGGGGGAGGTCA
GCACCGGCATCCAGGAGATCCTCGTCACGCACTGGCATCACGACCACACTGGAGGAGTAG
AGGACATCTGCAGAGACATCACGGGACCTGAGATCCGAGTCAGCAAACTTCCACGCTCCA
CCCGAATCCCCGAGATTGCTGGAAACAAGAGCTACACCTACCTGAAGGATGGAGATGTCA
TCCACACGGAAGGAGCCACTCTGAAAGTTCTGTTCACGCCTGGCCACACGGATGACCACA
TGGCTCTGCTGCTGGAGGAGGAGCGAGCCATCTTCTCTGGAGACTGCATCCTGGGTGAGG
GCACGGCGGTGTTTGAGGATCTCCACGACTACATGAAGTCACTGAAGATCCTGCTGGACT
CCAGCGCTAACCTCATCTACCCCGGTCACGGCCCCGTGGTTCAGGATGCTGGCTCCAAGA
TCCAACACTACATCAGCCACCGAGACCAAAGGGAACAACAGATCCTGGCTGCCATCAGGG
ACGGAGCAGGGAAGCCGTTCTCCTCCATGGAGCTCGTCAGGATCGTTTATAGGGACACAC
CTGAGCACCTGCATCAGGCGGCTAACATCAACCTGGTTCATCACCTGACAAAACTGGAGA
AGGAGGGAAAAATCACAGTGGTGAGTGACTCCACCAAAGACACCAGATGGAAGAGTAACC
TCTAAACCTCCACGGACGACATGGACTGAAGTCAAAAAATCACCTTAAAGCTGTTTATGG
CATCATAGATCTTGTTTATTGATAAGTGTGTTTAAAAAAAACAACAACCCGACAACCTTT
GAATGTTTAAAGGTCAACAGAATTTTGCTTTCCCTGCAATGAAATGTGACCCCCAACTCC
AACTAAGCACCCCTGGATTTACTACATGACAATTTATCTACTGGAGCAAAAGATCAATGT
CATTTTCTTCCAATAATATGACAAAAATGTGTTTATTCGTGTCTAATATATGCATTCACA
TGGATAATGTATTGATTGTTTCAAGCAGACATTTATTTCCTCTTTGCAAAACCTAGACCT
GCAGGTGTAGTACTCGGTCGATGCCACTAGAGGGTAGCATTTGCAAACTATTTGATTTGT
GATGATAAAATGTAACAGAAAGAAAAAAAAATGTCTTTTTTTTTCTAGAGACTGGGAAGA
TAAA
>CL3886Contig1
GCACCATCAGGACTCACTGCCATCATAGAGTTTCTAGAGCCCACTGAAGCCAAACGGGCC
TTTACAAGGCTGGCTTACAGCAAGTTTCATCATGTTCCTCTGTATTTGGAGTGGGCACCT
GTTGGGGTGTTTGTTGCAGATCAACAGAAAACAGTGTCGAACAAAGAAGAAACTGTAAAA
GAAAAAAAAGACTTGGAAAAAGAAGAGGAAGATGAGGAAGAGGACGCTGTCCCTGGATCC
ACACTTTTCATTAAGAATCTTAGTTTTATCACAACTGAGGAAAAACTGCAGGAGACATTC
TCTAAGTGTGGCAAAGTCAAATTCTGCAGCATCTCTAAGAAGAAAGATAAATCTGGTAAA
CTGTTGTCTATGGGTTACGGCTTTGTCCAGTACCAGTCAGCAGAGGGGGCACAGAAAGCC
CTGAGGCAGCTACAGCACTGCTCTGTAGATGATCACAAGCTAGAACTAAAGATCTCTGAC
AAAGCAACCAGAGCTACTGAGACGTCCCGTAAGAAGAAGCAAGCTGAGAAGAAGCAAACA
GGGTCTAAGATCCTGGTGCGCAACGTTCCCTTCCAGGCCACTGTCAGGGAGATTCGAGAG
CTTTTCTGTACATTTGGGGAACTGAAGACGGTTCGTCTTCCAAAAAAAGCAGCCGGTTCA
GGGAACCACAGAGGGTTTGGATTTGTCGATTTTATCACCAAACAAGATGCTAAGAAAGCC
TTTGCTGCCCTCTGCCACAGCACTCATCTGTATGGGCGACGTCTTGTACTGGAGTGGGCA
GATGCTGAGGAAACGGTGGAGGCACTAAGGCGAAAAACAGCCGAACATTATCACGTGTCT
GCCAAAAAGAGCCGGCAATCTAAAGTTTTGGAAGGAATTATGGAGACGATGGAAACTGAA
GGACGGACTGAAAATTGAGGACTATGATACAGAAAACTCCTCTTATCAACAATTTTCCTG
TTCTTTATTTGGTAGACACAGATGTGCGAGCAAATTAGGTTGAAAGTTTTTGGCTTCTGT
TATCTCCTTCATTGCCTGTGTTTTATTAAAAAAAGGCTTCTGCTGAAAGACTGCATGACT
AATATTGTGC
>CL3887Contig1
TGAGTCATTTTAAGCACATGAATTCTGTCTTACATCCTGAACTATTGTAGAGCAGAACAA
CCCTAANAAAGAACACATGGACATTTTGTGATTTTCGGAACTGAACTACATCACAACAGC
ACATTTAAATATGGTCTGAAAGCAGTTAATGTGATGCTTCGACTGTCATGCTAATGCAAA
CACTAAAAGGTTAATGTGTTATTTTTAAAGGTACCAAGTGGTTTTTCTTTCTTCTTCTGG
AATAACAGTCCAGTTTGGGGAGTGTGTTCCTGCAGCCAGCCAATTGAAATCATCCACCTG
GTTCCAGTTATTTCTGTTTCGATCTAGACCCGAAACAGTGAAATCCTGCTCCATAGTTGG
ATAAGTCCAGGAGAACGGGGCGAAGCTCAGTCCGCTGCAATCCTCGATGATGGCTCGGCT
GGTGACGTGCAGGTACACCTGCGTGTCTGTGGCGTTGTGCGTCCGCAGCTGCTGGCAGGC
GAAGGCCAGGGTGCTGCTGCTGCAGTGATCCACGAACACTGAGGTGGAGACCGGCCCACA
CAGGATCTCACAGCTGCTGATGTGTTTCAGGTGCACGGTGCTGGGAGAACCAAACAGACG
GACCTTACAGTTGGTCAGGTGAGACAGCAACACGTCTCGGCTCTGGAGCTCCTCTGCTGT
CTTTATTAAGACCTCATTGCTCATGTTAGAGAAGCCGCAAAGGTCTGAGGGTGGTGCCCC
ATCCACCTTGGTGACTCCTGTGTCAGCTGGAGGTGCATGTTGAGCTGTGGCTGGACCTCT
ATCTGCTGCTTTGGTGCGAGCTCGAAAGGTGAACTTCTTCTTGGGTAGAGCCTCCTCCCT
AATCTCAGCGATGGTGGTCTGGAGCTTCTGCAGAGCACCCTGCGCTTTCATTAGCTCATA
CTGCGTTAGGAACAACATGCTGTCATTCAGAAACTTCTGCAGCTGCAGCGTCTTGTTCGT
CGCCTCCTCCAGTTTCTGGGTCACCACTGCTCTGTCGGCCCCAGCGCAGCCGGACAGCAG
CTCATCGATTCCAGCCTTCTGACTGTAGAAAGTGCTGGAGAAATACTCGCTCTTTTCTTC
GCTGACAGACTGACTCTCTTTGGCCTCTTTCCTCCGCTCGGTATCCTCGAATCTCGCCTG
ATGCCGTTTTTCCAGTCGCTCGTGTACTTTAGACGCGTTGAAATCGCCTTGAACACAATT



TTCCTGGTTTACTTTATCCATATTGACATGCGTACTGCTTAACCCGGAAGAGTTCTTTAG
TAACT
>CL3888Contig1
GACNCCTGAGAGCAGATGGTCAAATTATGCAACGACGNTGAAGGNCAAATAAAAAGAAAC
CAACAGATNCAAAACAATACAGCAGTNTTTAACAAAAAAAAAAACATTTTGATCAACATT
TCTTTTACATAATACTATATCAAACTAAATTTCGGATCTCTTCTTCACCAACAGATTCTC
AGTTCTGGTGGCAGCAGACTCCTCTTCTGACTGTGGCACTCATGCCGTCCTCCTGGCGGC
TGCCTCTTCAGTCGTAACCGGCTGCAGATCTTTCCAAGGATCCTGAAGCATAGATGGACT
GAAGAACTTCTCCACACCAGGTTCTGAGCGTCTGGACTGAGCGTTCGGAGAGAAGGAAGG
ACTAAAGTTCTGAGGCCGCCGGAAACCGTGGGCCCTTCCCTGCGTCTGACCAGCAAATCC
CCGGCGGGACCAGCCCCCATAGCTCCCCGGAGATCCATCCTGATCCTGCCGGTAGTGTCC
CTGGTTCGAGCCAGCGGAGAATCTCGGAGAGAACTCCGGGGAAAACACGCGAGAAGAACC
GGGGAATGGAGACCCCCAGCGGGGATCAGGGGATGGGAACCTTCCTGCCGGGCGCGGCCC
GCCGGGACTCCGCTGAGCTCTGCCGCTCGAACCTCGGTACATCTGAGCAAAGGTTCGGAT
ACAAACCGGACCCCGGCCATAAGGCCCGGGTTAA
>CL3889Contig1
TTTGTTCCATGTACAGGATTTATTGAGATTTGTTTATGATCTCCATACGGTCCATGTATG
TTATGCTCAAAAACACAAAGGGCTTAAATAAAACGGCTAATAAAAAGTAGAGCAAAATGG
GAGGAAAACAAGCTATTTAACAGTAACAATAAAGGTTTCTGCTGCTGCAGTTTGCCGTTT
TTACTGCACATGTGAAGCTGATTTTAACAAGCTGATGCACATCTGCTGCAGTTTTTGTGT
TGCCATGTCACACGATACGTATCAAACTGTGAGATTTGTGGCGGGGAAAATGGAATCAAT
TCTACAGAAGGTTTTAAATTCTCTCATACAAAAAAAAAAAAAAAAACATTTTTTATTTTC
TTTAAAAAGACAACTTTACACATTTCATCCCGTGCTGTGAATGGCGCTCTCACTCCTTCC
TGCGTTTCTTGTCATGGTAGTCGTCTTTGGAGCGGTTGCTGGTGGACGGCCTTTTGGAGC
CGCCGTGCTGCTTCGCCTGCTCCAAGAATTTGTCCAGACCGAAAGGATCCTCCTCAAACT
GGACCGGGCCTTCTCGCCTCTGTCCATGATCGGCACCAGAGAACTCTTTGTCTGGAGCAA
ACCTGTTGTGTCGCATTAGTGAGTCAAAGTCATCAGCGTAGGTATCTTTATCGATGTTCT
TGCTGGGCCTGTAGATGTTGGAGGCCATGTCTCTGGCGCCGTGGAACGGCTGGTCGTACA
CATTGTACGTCTCGTCTTCACCGCCAGCGAAGCCGCTGTCCATACCCTTATTCTGGTTGA
AGAGCCGCTGATCGTACTGAGCCTCGTTAGAGATCCGAGGGTTGGGTTTGCCCAGAGCGA
TCAGCTCACTGATGTCTCGGTCTTGATCTCGCTGCAGCTT
>CL3890Contig1
TTTTTTTNTTCTGACTTTTGTGTTTATTTGAAATCTGCAACTTAAATCACAAACATGGAT
TCAAACACAGCCTTGAATGGAAAGAGTTGAGGATAATAAAGTTAGCATTGTGTTTAGCAG
CTGGCGTTCTTCCTGCCTTACAGTCATGTGGAAATGCTTTCTGTGGTGACTGTTTTCATG
GGATTTGTTGACACTTGGTTATAAACTCACCAAATATGTCATCCTTTCAGTTTAGCCTCT
GCTGTGATTGTAAGACAAGCTACTGTAGGACAAACACGGATGATTCTGCGTTGGCTCAAA
CATTTACAGCCTTTTGTCTGAAGCCAAAAAGCAGCTCAATTCTGCAGAGCTAGTCATCAA
CACCAACACTGTGTGCACTTCTTTGACAAACGCACACCCAAAGCAGAGTATCAATGCATA
CGTACAGTCAAAGCCCACACATACACAGCAAGACAAGATCAGACAAGGACATGTATGAAA
AATATGAATGTCATTGGCATTTCATGGAAACTGGCTTCTCCGATTCTTCCTACACCGTCA
GGTTTCTTCCTTCGTTTCTTTCCAAATTTGACTCGTTGATTAACTTTTGACTGATCTATT
TGCTCCAATTCTCAGTGTCATTTCAGCCCACTACTGCTCGTCTCTCTGAAACCTCAGTGT
TTGCAGAAGTGTTTGCATTAGCTGAACTGCGTCTCTCATGAAAAATCAATAACTAATCCT
CCTAAACGTTAAATTTTTCACTACTTTGTAGCTCAGGCCTCAAAATAGTGCACCAGAGGG
GTGAGAATACAGTTCATATGGAGCTCTGTCTGCTTAAGACACAGACGACTGAGAGAACGG
ATGCTGGGGGTTTAACAGTGGGGCAGAAGGCCTTTCTTGTAGGCCACAAAGCCGGCTGCT
GCCGCCACAGACAGGAAGCTGGAGACCCCCATGAACCTCAGCAGACCGCCGACTGAAGGC
AAATTCCTCTCCCAGAAGGTGGTGTGGAATGGAAGTGCTGGGACGTCCATGCTCTCAGCC
TCCGGCTGCCAGACCTGATTCTGGTGGATTTTACCCATCGCACACATAATCTCTCTGGCT
GCCCTCTCTCCTGCTTGTACGGCTCCCTCCATGTATCCGCTCCACTCTGTGGCCGTTTCT
GTGCCAGCGAAGAACAACCTCCCCACCGGCTCCCTCAGAACTCAACGTGACATCCATGTT
TTGTGGTGAGATGCCGCTGGAGGTGTGCCGGCTTCATGCTAGCGTTGGCTAACTTCTCCC
CGCAAAAAAAAAAACAAAAAAAAAACACAGTGCCTGGGGTGGGTCAGAGCTCGTGGACGT
AAATCCCATTAAAACTTATTCTTCCATGTACTTTCTGGACTTCGTCGCCTCTTGTTTTTC
CCCGGCCATAATGNCCGGGTTAAACGGC
>CL3891Contig1
ATTCTGTGCCGTGTCTAGGAAAATTGCCCCGTTGAATNAATGCATGTCAGGTTTTTACAA
TCAAGATCATTAAGTGCAAACTAGTTTCCCCACTGAAAACGTAAAGAAATGTTGAATATT
TTGAAAATGTTACCATCACCTCCATTTCAATTGAGCTGATTATTCAAATGAAACCAACAT
AAATATGCTTAAGACACTTTACTGCCTGCAGCGCCATCAAAACATCTGTCCCCCTGAACA
CAAACATGTCCTCTGGAGCCGTTGACCTCCGCTCTGCTGCTGGTTCTGCAGAGCTTTTAC
TTCCGGGCAGTTTCATAGTTTGCGACAAACCAGTCGCATGTTTCCTTTAGAGCTTCTTTG
AATGGGGTGAATTTAAAGTCTGGCAGGTAGCGGTGCAGTTTAGCATTGCTCGCCGTTTTC



TTGAACTGGCCGTCAGCTTTACTGGTGTCATACACTACTTGTCCTTTAAAGCCCAGAGAT
TCAACCACAGCTTCTGCTGCTTCTTTGATGGAAACTTCATCTTCCTCACCAACAGAGAGA
ATGATTGGATCAACTTCTGGGTACTCCCTCAAGACCCAGAGGAAGAGTCGAGCCAGGTCC
AAAGAGTAGATGAATTGTCTCCTTGGGTTACCGGAACCCCAGACCGTCAGAGGCTTTCCC
TCCTTTTGAGCTATGTATGTTTTGTGTATGAGTCCCGGAAGGACATGGCCGTCCTCGATG
CTGAAGTTGTCGTGAGGACCAAACACATTTGTGGGTATGACGGCTGTGTAGCAGCCTCCG
TGCTGCTGGAAATAAGCCCTGTTGTGGACATCGATCATTCTCTTTGCATAGGCATAGCCA
AAGTTGGAGTCATGTGGTGGACCGTTGTGGATCATGGTCTCATCAATAGGATATGTAGTT
TTGTCGGGAAAGATACAAGTAGACAGACAGGACACCACCTTGACTACGCCCACTTCATGT
GCCGCCTGCAGCACATTATCGTTGATGTAGATGTTGTTTCTCAAGAAGTCCAGGTTGCAC
TTCATGTTCTTAAAAAGCCCTCCCACCATCGCAGCTAGGTGGATGACGTGCGTGGGCCGA
TGCTTCTTAAACACTGCCAGCGTCTCCTCTTTGTTTATGAGGTTGGCATCTTTAGAGGAC
AGAAATATCCACTCTTCTCCCTCCTTGGCTCCTCCCTCCTCTTTGACCACGCGACGTATT
GCCTGACCCACCAAACCAGATCCTCCCGTCACCAACACCCTCATGGGGGCACTGCTCTGA
CCCTGACTGCTCATTTGGATACGTTTACCCCATTGTCTGCATTGA
>CL3892Contig1
TTCGGCACGAGGTACATTCCGCCTTTTCTAATAGGGTCAAAGTATGGATGCTGAGAAGGT
TTCTTAATCAATACAAAGGAGTATATGAAAGAGATGTAAAATGTCAAGTAAAGATGTCCC
GGAACTCAGGCATTGTGGCACAGGGGCCCCACTCCCCCAGCAAAGACGAGGGTGACGGTG
TTTCTTCATTAGTCCAGACATCTCATGTTGGGAAAAGGGGTGAAACACAGACCCCCTCCC
ATTAAACTGCCTTCCGGATCAGGCACCAGCTCCTCAGGAAATCCCTTTGGTTCACAAACC
AGTGGTCTACTTAAGTGTCCTACGCCGCCACCTCCAGCCAAAAGCCAGTCTCTAAACAGG
AAGCACTCTGTGGAGCTGAGCCAGGATCTGGGACTCCCAAGCCATCAACCCCAACTCCAA
CCAACACGCCCTGCTCAACCCCGCATCCCAGCGACGCCCTCTCAGTGACCCCCGCCCAAC
AGGAGCCCGGCATGGTCCAGAGCCAGACGCAGTCCGCCCTCCTCACGCCGTTCGCGCAGC
AGCAGTTGGCCATAAGCCAACCCCTGCCCGTCATGGCCCTGTCCACCATGGGCACGTCCA
TCACCACCGGCGCCACCTCGTCTCAGGTCATGGCCAACCCAGCTGGACTCAATTTTATCA
ACGTCGTCAGCTCGGTCTGCAGTCCTCAGACTTTGATGAGTGGCTCCAACCCCATGCTGG
GTCCAGGACTTAACTTAAGTGGAATCTTGCCACATGGAGGGCTGATGTCCACCATGCAGT
CTGCACCCCAGACCGGGAGTCCGTTTGGTCTCAACAGCAGTGCGAGTTTGAGACCACTGA
ACCTTCTACAGGTAAATCCAGTGGCGGTTTTTGATATGGGCGATGTGGGCGGTCGCCCAG
GGCGGCACTTCATAGGGGGCGGCATTTGCCGTGCCCGATGCTGTGCTACTGTATTCAAAG
AGGCTACTATAATCATAGAGGAAGATTTGCGCTTTTAATTTGAAATTGCTTCAGCTGCCG
ACACTTAACACTTTTAGTTTGACACATCAGACTCTTAAGAATGTCTTCATCCTGTTTCCT
CTTCACACTTAT
>CL3893Contig1
CAAAAGNNAACANGTGAGCATGTGGANGACATGGNTCCATATTGTGTCACGCTTTTTTGC
TTTATGAGGAATGTGTGGATCCCATTTGCAGGTTCAAAGAGAAATTTCTACAAAAAGAAA
ACTCAATCTGCAATGAAACCTCATCAACCCAAAGATTGAACTGAAGGATAGAGATAATAA
GCAGTATTCTGTCTGGCTGATACACACTGCTGCAGGTCAGCGAGGCCTGACAGCCTGACA
AGCAACACCCAAAAAAGAAATAAACGTTGACAGTGGGACACACTGAGACACACATTAGCT
CATTTAGGTTGTTTTTTCCAAACCAACGGAAAAAATGAACTTTTATCTACATAATTACAA
TGCCAGCTTCTTTACTGACAATAACTTCCTCCAATTTTTAATCAACATTCAAGAGTCCCC
CAAGGCATTCAGGACTTTTGAGCTTCATTGCAGCTTTTAATTTGCTTCTCCATCTCATCC
CTTGTTTATAAATCATTACATCTTACTATTTTCTGAATCACATGAGAATCTTTAAGTGCT
TAAAAACTGGTTCCAGTGACATCCCCTCTGACTAGGAACCACCAGAGGGCAGCAAAGCAA
AAATATGAAAGACCTTTTTTAATCACCGCCATCTATTAATTCTTATTGGCAGAAGTTATT
TGTCCACTTTTGAAAGTAGTCTATAAACCAACTGGATGCAGATGTTCTCCTGATGATGGT
CATCTTGGTCAATCATGACAACTTCTACAGTTTTTGGATCATGACTTGGAATTTACATGC
TGGCATGACGGACACTTCCGCTGTCACGATGCTCTTCACCCCCATGTTGGACAGAGCTCC
TCTGACCAGGCCGCAGGTGAAGGCCAGATACTTTGGAGCATGTTCCAGATACTGTTTTCC
AGCTGACATGTGGCACAATAACAGGAACTTGTTGTCCTGGAGAACATATATGCCCTGGTG
GTTCGTTCGCAGGTTGTCTATTTGCTTCTTGAAGACACAGGTCCAGAAATCTTTGCAGAT
GAACTTCATGACGTCCAGCTCATCTTTGAAGCGCGCCGTGTCTTTAGTTAACCTCTCTAT
CAGCCCTTGGCCGACTCTGAAGCCCATATTTTCCAGTTTGGTGACACTTCGTCCATTTTC
CGAGTCTGCGCCGTCGGCGGTCTTGCAGATGTAGTGGATGAGCTCGCTGTGTAACAGCTG
GAACGGGGCTTCGTGTGCCATCTTTCGGGATTCTTGCGGGTCGGCTGCTGGCGGACTCTG
CAGCTTCTTCCAGGAACCGACTGGAGCCCGAGCAGCACG
>CL3894Contig1
GTATTCTTTTATTTCAACTGACAATCCCAAACTAACAGTTTAGTTATAGAGACATCAGAT
AAAACAGCTCTGTATCTAAGAAGTGAATGACTGCTTTTTTCTACTCTAAAATCACTAAAA
CCTGTATGAAATACTCCAAAAGAGGCAATTTCACGATTTATTCAACAGTTAAATTCTTGT
CCTTCAAAAATAGAATGACCCAAAAATAAAGGTAAGTCTACTTTCTGTTTCATCTCTTCT
TCTTGGCTCTGGCCGAGCCGCCCGCGGGCCTGGGGCTGTAGGTGGAGGACAGCAGCATGG



TGAGGAGCAGCAGCATGGGCACCAGCAGGTACGGGGCATAGATGGACACCAGCAGCCAGC
GCTCTCGCTGGCTTTGAGGACCAGGGTGCGGTTTCAGAGGGAACTGATGGAAGAGGATGT
GGGACAGGATGGGGAGCAGCGTGGTGGCAACATGCGTGGAGTACACAATGGCAGGGGTCC
GGATCCACCTACAGCCCCCTTTCAGAAACGCATACGCTGCGACGGGGAAGAACGGCATCT
GAACCAGAGCCTCACAGAAAACGAAAGACTTGAACCACTCTGGAGGATCCAGCATCATGG
GGTCCTTGAACTCGTCTGCGTACCATCTGAGCAGGTCTTTCAGCTGTTGGGGGTACACGT
GTTCGGGTAGCAGGGCCTGCAGGTCAATGAACAGGGTGATCGGGATGTGAGAGGCGAAGT
ACAGGAAGAAAAGGAGCTCTAACGCGCGGATGGACATCGTGTTGGACTCGGAGTCCTGCG
GCTCAGCACGGACGAGGAAGCGAGGTCCAAGTCCGCCCCCGGCCATAAGGCC
>CL3895Contig1
GGAGCTTTTTCTGTGACACCAACACCATGAGNAGTCCAACATTTGGAGGGGCCTCCCTTC
TTCACCTGCAGAGACCTACCTGGACCTCCTGAACTCCTCCTGTCCTCAGCTCGTTGTCCT
TTTTCTTGATGTCTGCTTCCCAGCTCTCCAGCTCCCTCATGAAGCTGTGAAGCTCGTCTA
TGTTCTGCCTCATCTGGAGCGGAACCTCAGCAGCTTTGTTTCCTCCGGACATTTTACCAC
CTAGGACATGACAGAGGTTACCTTAGTTAAAAGTCCGGACAGCAGGAACCAAAAACCCAA
GTCACACCGTCTAGCTTTTGTTACTAGCAGCTAGCCGGCTGGTAAATGCGTATTTAAGAG
AGTCAAATGAAAACTTAGCTTCGAATAATGTTTTATTCACATTTATACGTTAAACATTTA
AAACCCAGCTCAACAAAAACGTAAAAAGGCGCCAATGCTTACAGTTTTCTGTTTATATTC
GCAGCCATGACAGCGTGGTACCACAGTGCTTTGCGTCCGTACGTGATGACGTAGACGTAG
TCAAAGATCGTT
>CL3895Contig2
GCAATCAATGGCCTCATCGTACTTCCCCTCCTTAAAAAAGGCGTTGCCCTTTTCCTTCTC
TGTCAGCGCCGTCTCCGGATCCACCGCAGCGTCCTCAGAGTCGGACTCGTGGGACTCCTC
TGGACCCCCGTCTTTGTCCACTTCCGCGAGGGCTTTGTCCACATCAAACTTGTCCCAGGA
GCGATAGTCGTATGCTTTAATTCTGGAAGCCTCCTCTGCAGACGTCTCTGCCTTGGAGTG
GCTGTTGCTCTTCTGTTTCTTCTTCATCTTTGCTCTGTGGTCCTTGTTGCGCACAGGGGG
GAGCTTTTTCTGGACCTCCTGAACTCCTCCTGTCCTCAGCTCGTTGTCCTTTTTCTTGAT
GTCTGCTTCCCAGCTCTCCAGCTCCCTCATGAAGCTGTGAAGCTCGTCTATGTTCTGCCT
CATCTGGAGCGGAACCTCAGCAGCTTTGTTTCCTCCGGACATTTTACCACAGTTTTCTGT
TTATATTCGCAGCCATGACAGCGTGGTACCACAGTGCTTTGCGTCCGTACGTGATGACGT
AGACGTAGTCAAAGATCGTTTGTGTTCAGGTCGATGAATTCGGTGATGGTCAAACCCGGG
TTTCTCCCAGCTGTCATCAGCAATGTTTTCCCCTCGAGTGACGCACTGTCCAAACCATTC
TGAATAGACGATCTTTGACAAATAAACCCTTTGACCTCATGGTACCACGTGAGCTTAAAA
GCAAGAATGACCTCTCCCCCCGGCCATAATGNCCGGGTTAACGCCGGTA
>CL3896Contig1
ATCATCTTCCGGCAGGGGTCGTGGAAGGCGAGCGGCGAGTTCGCACAGACAGACGTACAC
CGCCAAATCGCCATCGTCTTTAAGACTCCGCCCTACCAAGACCAAGACATCACAGGGGAG
GTGGAAGTTCAGCTTTCGCTGCGCCGCGTCTCAGACCAGATGGAGAGCGAGCCGGTCACC
TTCGTGTACTTTCCTCACAACCAGGATCCGTACGAAGTGAAGCGGAAGAGAGCCACTATC
AAAAGAGACATCGGTTTCTCAGAGAGACCTTGTGGAACAGAGAGCGCAGCCCCACCGGAG
GAGGCCGTCTGCACCCTCCTTGACAATCACAGCGTGCTGTTGCCGGAGGTGCCGTGTGGG
GTGGACGGCTCCTACAGTGAGACCCAGAACTCCAGTAGCATCTTGGATGAAACAACCCTC
ATTAATCAGCTGCTAGACATGCCCGAAATATCTCAAGCGCTGTCCGATCCGGACTTCTTG
TCAACCCTACCTTGTGTTTTCGATCCTGGACTCGATACCATCTCTGCCACCATGAATCAC
AACTTCAACCCGGGCTTTGGCCCGTACCCACAGGACTTTGCCCACTTCAACGACATGCAG
TTCAACATGCTGGTCAACGAGAGCCAGAACTCTCAGGTGGAGGCGCAGGACAGTTCGGTG
CAGGTGAAGATGGAGGAGGACCTATGACGGCGGGACTTCAGGGCTCATGTCAGATCTATA
TAAATGCAAAACGGTTCTTTTGCCCACCTGCCCTCCACTCACGGGTTCTGGTCGCCTTCG
ATTGACTGAGTGGTTTCCCCAAAGCCTTGCTGGCCAAGGCTCCAGCCACCGGGAGCAGCT
TAACATTCCTGAAGGTTTCCTCATAAATGCTGCCAGCATTCATGTGTAATCCTGCTGTTG
GNTTCAGCGTTGACTCACCGACTGCTGAAACGAACAGAAAGAAATCCTCTGCCATGCTGT
AAATGATTGTTGCCCGTTTAAGCGGTGTGTTTGTGCCGGTGGGAAAGAAGATATCATTAG
AAAGGAAAAAAAAAAAGTCATAAAACGCTCCCGGCCATTGCTTCACATAGTGGGCTGATT
GTGCTCTTCTGATAACTGTCTCAGCTTTTTAATATTTAATCCACCTGCGTATCATAGAAA
GCATTCCTCCTGTGAGTTCTTTGTTCTGTGGTTTTCCCCGTCTGCTGGTCACATGCCTTC
TTGTAATGTCAATATGTCAAAAC
>CL3897Contig1
TTTTNTTNTTCGCTCNATAAATGTATTTTATTACATTTACTGAAACACAAACAAAACAAA
ACTAATAATCATAAAAATATGTTTATTTGCAGGTGGTTCTTGTCGCTGACTGAAGAAAGC
TCAAGCTTGACTTTCTATTCCAAAGGGTTGTAGAATTAAAGGTGCTGGGAAAAAGCATGT
ACTCCCTCCAAGACTGCAATGTTTTTCTATCGCTCAGGTGTTAGTATTTCATAAACCAAA
GGAAATAGAATATTTTTAATTTTTTTTACTTTATGGAGAAAAAAAACAGTACAAACACAT
CAGCTCCATTGGGGTAAGATTTGTCATTGCCATGGCAACAAGTATCATCTGAGGTTGTCA
GAGACGACATTATCTGTGTTTCAGGTCCGATGACTGAGCTGGTGCCAGTTTATATCACAA



CTTAAGGTTTGGTGGAACCAGAGAAACTTGAGTCTGTAACCGTTCCAGATTCAGATCTGC
TTCAGTTCACGGTTCAGATCAACAGCTTTGTGGTCAGGAACTGTCAGTTTATGGGTCTGG
CCTTTTTTTGGTTCATCGTTCAGGCCAGAGATTCACATTTCACAGGGGGGCTATCACTGT
CAAAATTCTTAATGACTCGTCAGAAATAGTCATCAATTTCTGACAGTAAAACTGAATTCT
TACAATAAATAACAAGGAAAACTGAAGTTAAATTGCCATAAAGAAAAGTAATTTCATGGA
TTTGATTAGGTAAATCTGCATTGTTTGTGTAGAGATCCATTCAATTGTTATTAGTAATTT
TTAAAAAATACTTTAGGGACCGTTTAAGGTCATGGTTCTGGCCTGGTCCAGGTCCTAGTT
GTCTGGTGAAGACAGACAGTCTGCAGGACTTTCATAGGAATTTCATTGTAACAGCTCTTC
AGAAAACAAAAACCAAGAACAGTCGTAACGGAAAACAGCTGCACAAGTTCTTCAGAAGGT
TTAGCTGTGGTTCTGTCCAGATTGGGCGTGTCTGGAGGGTCAGCTGACCTCAACAGACTG
GATCAGAGGGATTCTTCTGTAGAGCAGGTTCTGGTCTGAAGGCTGCAGAGGTTCTGCAGG
AGCAAGCTTCTTTTGGGAAAGAAGCTTCTTAAAACAGGAACCGGTTCAAATCATTTGGAC
TTTTTAGGAGTGTGTGGGTTTCTGGTTCTGCTAGATCCAAACTTTCAGCTCATAAAAGCA
TCAAATCCAACTGTAAAAACCACTGGAACCCAAAAGTCCAGATGAGGCCCAGTTCCAACA
GTCCCCGTTCGGTGAGAATGTCTGGTCACCATGGCGACCGCAACTGAAAGGTAGATCACC
GCCCAAGCCCCTGGCTCAAAGGCAACAAGGAAGAAAAGTGAACATGAAGGCCAGGAAGTG
AGAAGACAAGGGCGGGGCTTTAGTGTGGCGTGGCATGTCTGCCAAGGCTGATGGGAAATT
ATTTTAGGTCCAGGACCATAGCCGCCGGGTTCTCCAGGTACTCCNCCGGCCATAAGG
>CL3898Contig1
AGTTAAGGCAAAAGACTAAACCTGAAGGGTTACTTAAGGGTGCATGAGTGAAGGCATCAC
TGTCCACTTGGTCTCACATATAAAGGCACATAAATAAGGCACATGTGCCTAATATCCCTC
AACAAAAAACAAAGAAGTCCGCCTGATAATACGTACGTTTAGTTGAAAGTTTTGCTGTTG
ATGCATCACCCTTTGAGTGAGGGACAAACGAGCTCCCCAAGACATCTAGCTACCTACCCA
GAAACTTTATCTGCACACCTCCCAAAAACGGTCTACCACTGCTCCCAGCTGAAGTCGTCG
CCACTTCCAAAGACGACGAAAAAGCCGAGGATGGTGAGAAAGATGACAGCGTTCCCCGTC
ATCACCAGACCGCAGGCGCCCCACTGGATCGTGCTTTTCCGAGCCAGGATGATGGGGAGC
CCAAACGCCGACACCACAATGCCAGTTGTTATGAAGTAGGCCAGCTCTCTGCACGCGCTG
CTGGATTCTGTGCTGTCACTGAGGCGTCTGGATATGAAGGTCGGGATTGGGCTCAGCACG
TAGAAAATCAGGACAAACAGCGGCCAGTATACCCCGTACTGTTCCAGCGCACAGCCGAGC
AGGAGAAACGTCAGTCCAATGGCACCGCTGAATGACAAGCCAACCAATGCTTTAATTCCG
GCCATGCTTAAAATAAAAGACTAAAACTGTCTCGGAGGAGTTGTGTTCTGTTTTGTGGGC
TTTATTTATGTGCCGAGGCTCCCCGTCTCAGAAGGGGGACTTCCTGCTTCCTCCTTGAGG
TCCCCGGCCATA
>CL3899Contig1
AAACAGACTTTATCAGTAAAACTTTATAGCAAACATGCATTTGATTAGGTAAAGTTATAT
AAAACAGAAAGAAACCAAAGAAGAAACCGTCAACAGTCACAGAATATACTGTCACAGTAC
AAAATACTGCTTCCAACAAAGTGGCAAACAGAAATCATTCAAAGTATCGTTCACTATGAA
GGTTTGTCCTTGATGGTTCAACGTTTCCATGGCGACGGACGTGAGAAAAGTCCGGCTTCA
GACATAGTCTCTTCTGTCATAGCCGCTCGGAGCGACTGACCTGGTGTGGGAGTACACCAT
CTTTGACGGGGGTCCGTACCTTTTCTCTGGTTGCCGTGGGCAACTGGAGCAGAGAATGGC
GCCCCCAACGAGGAGAAATCCTGCGGCGGCCCAGCCCAAATACAGAGCCGCCCCAATCTC
CCTCTTCTGCGCCTCGGGGATGAGCGGGCTGTAGAACTCCGTGACGATGGCGTGCGCCGA
CCACGACACGGGAATGATCTGCATGAGGGAAGCCAAGATGAAGGCCACCCCGGCAGCTAT
CATCACCCGGGCTTTGCTGGCCTCCTCATCCACGCAGTTGGTGCACTTTGCCCCAGTTAT
GGACACCAGGACTCCCAGGACTCCCAACACGATGGAGATGACGGTGAGGGCGCGAGCCGC
CTGAAGGTCGCCGCTCAGAGCCAGCATGGAGTCGTGGATCTTGCACTGCATCTGGCCCGT
ACTCTGGACCACGCAGTTCATCCAGATGCCCTCCCAGGTGACCTGGGCCGTGACGATGTT
CACCCCGATGAAGGCCGACACCCTCCACATGGGCAACGCGCAGGAAGCGATGGCCGAGAT
CCAGCCCAGGACAGCCAGGGCCACTCCGAGAATCTCCAACCCCAGCGAAGGCATGTCCGA
AGCTGCGCTTGAGTCCAAATGCACGACCTTCCTCGCTCTGACTCCC
>CL3900Contig1
TCATGAAACTCACCAAAACATACTTCTTTCAATACAGTTCTTTTGTAACTGTATAAGAAA
AAGAAAATCCAAAAATTGAAACGCAGAATCAAAAAATATTAGGTGTTTATACTATACTTG
TGTGCTAGGATCATTAAGATCTGCAGCGGACATGACATCTCTAATAACTTTGAAATATTC
CACCAAAAACATTTCCCAAACATTACATTTAAGCAACAATTTTCCCAACAGTTAAAGCTA
AAGATTTCCACACGTTTGTGTCTAATGTAAATGATTTATTAGGGAAATAGGTCAAGTTAA
ATTTCTTTCTCTGATTTGCTACTTTAACCATTTCAAAAGCAAACATTAAACCTCTACAGA
TCGTATTTATACTTGAGGTTTCTGAAAGTTACTCTTTCAAGACAATAGAAACAAATGTTT
ACTAAACAAGTCAACAGTTGCACATTTACACAGGTTTTACACAACACTCCTGACATTGGA
ACCTGTATTAATTACAATGCAAAGTTGTACTACGCATCTTATAATCCGCTGGCATGTGCC
TCTATTCTATATCTATTCGACACATCCAGTTTTCTCATTTTGTGATGTTGTTAACATTCA
TACTTTTCCCGCTTCCACTAAGCACGATGTATGGGGTTTTCTGGGATTTCTGTTTCTCTT
GAAGCAAAGCCACAGTCCCAAGAGGTGTGTCGCTGCTGCTCATCTTCTTCAGAAGTGCTT
CCTCCTCTAGCTTTTTCATCCTTCTTTCGGTCTTCATCTTCCCAGATCCCTTTCCGTGAA



ATCGATGGGAAAGTTGTCTGAAAGCCTCTTTTGGCGTGAGTTTCCGGCCGGACTCATCCA
CGTACTCGATCTTGATTTCAGGCTTGTATCCATCTTTATCCTTGAAATCCTGAGTGAAAC
CCCGGTATTCTTCTCTGCGACTGTACTTATCATCAAAGCCCATTTTGTCTTCGATGCAAT
AGTTGTCATTGGGCAGGGAGCCCTTCGTCGCTCTAACACGAGCCACTTTCTGCATTTGAG
TGTCCAATAAGCCTTTATTTGTACACAGCTTTAAGGCTGCAGCAAGGCCAGAGTTGACTA
TGGGTTCTTCATCCAAAATAGTTGCAGAGGCTGTGGTGAATTCTGATGGTTTTTGCCTCG
TGCCGA
>CL3901Contig1
CNNGGGGGGGGGGGGGTAAACATGATTCTACAGTGTTGCATGTTCATCGGGAGCCACGGG
AATGAATCAGAGCACCAGTTCAGAGGAGGGCGGTCAAAACATAAAGAAAGGACGAAGGTG
GAGGCCCTTCACGCATGCAGCACTGTGTGCTGAAGTCACGGTGGAGCATTCCCCTCCTCT
TCCTCCTCTTCTGAATCCTCCTGTTGGTTTTTCCTCAGTTTGAGAAAATCAATGAGTTGG
TAGGCGTCTTCTCCGGCGGAAAGGTCGACAAAGTCTCGTGGGATCCTGTAGCTCAGACAA
GGACTGGGCTGCACCGTCACCTCGCTGGTCGTGAAGCGGAACGTCGGCCCTTCCTGCTGC
TGTTGGGCCACTTCTCCGCCTGACGTCAGCTCGTCCCAGGTGAAGAGCAGAGAGTCCGTC
ACCTCTCCAAAAGGGTTGAGGTCAATGAGCCACACCTTCCCCTGGCTGTCCCTGTAAACG
TCAAACACAAAGTCTTCATCCAGGAAGTTGTACTGGACGTTCTGGCTGAAGAAGTCCTGT
ATGGCCTGAGAGACCTGCTCCTCCTGGGTCAGGATGTGAGGGTAATACTGGGTGTAGTCT
CTCTGGGAAATGGCGATGAGCTTGTTCTCCTTGACGAAGCAGCGAAACTCTCCTCCAGGA
ATCAGCTCGCTCCACTTCCTCAACACCAGCTCATATTTGATGACTGGATCAGGGGAGTCC
TGGTCGCTGCACTGAAGGAACGGCTGCGTGAGGTCGTGGGTGATGAAGTCGGAGCTTTTG
AAGAGCAGGAAAATGTCGGCGAGGCTGCAGCACTGCAGCGAGCTGTTCAGGGCGATCCAG
TTGGCATCCCGCGGAGCGCTCCAGTTGAGTTTGGGGAAGACGCGTCCGCCCAGAGAGTTT
ATGGCCTCCAGCACTTTGGAGGTGAATTCTGGGAACTCTGGAGCTGTCACTGTTGTTGTC
GTTTCATCATCTGACCACTGCACGTCCTCCTGGTCCTCTGAGTCGCTGTTGTCCGTGTGC
CTCGGCTGCATGTTCTGATCACTCCCAGAAACCACCAGCGTCCCATCGTCCAGTAAATAG
TCGATTACATTCTGAGGCAATGGAAGAATTAAACTTTTTATCGTATGTTTCTTGAAAATC
GGGTACCAAGCCGAAAACTGACAGTTAACAACCTGCTCCTTCTTCATGCTCCCCGGCCAT
AAGGCCCGGGT
>CL3902Contig1
ATTCGGCACGAGGAAACATGTCGGGCAGCAGACTGATGAGGGCCATCAGAGTGAGTGAGT
TCGGAGGCCCTGCCGTCCTCAAACTGTGCTCGGACGTTCCGGTTCCCGTGCCCGGACCCA
GACAGGTGTTGATCCATGTCCGGGCTTGTGGAGTTAATCCTGTGGAGACCTACATCCGCT
CTGGAGGCCACGGCAGGAAGCCGACCCTGCCCTACACGCCTGGCACTGATGTGGCAGGAG
TGGTGGAAGCGGTTGGAGATGGGGTCACTGCGGTGAAGGCAGGTGATCGTGTCTTCACCA
CGGCCACGGTGTCTGGAGGTTATGCCGAGTTCACTGTGGCAGCTGAGGACTGTGTTCACT
GGCTGCCTGATGCATTGGACTTCCCTCAGGGATCAGCCATAGGCATTCCTTACTTCACTG
CCTACAGAGCGCTTGTTCACAAGGCTCGTGCCAAAGCCGGGGAGACGGTCCTCATCCATG
GTGCCAGTGGAGGGGTGGGCGTGGCCGCATGCCAGCTGTCCCGCGCTCTGGGCCTCAGGG
TTCTGGGAACGGCAGGGACACCTGAAGGAATGAAACTGGCTCTCAGCAACGGAGCTCACC
TTATTTTCAACCACAGAGAGGAGGGCTATACGGACAAAATCATGGAGGCCACAGGCGGTG
CTGGTGTAGATATCATAGGGGAGATGCTGTCCAATGTGAACCTCAGCAAAGACCTTCAGA
TGATGGCCTTTGGAGGACGTGTTACCGTGGTCGGCGCCAGAGGCTCCATAGAGATCAACC
CTCGAGATACCATGGCCAAAGAGAGCAGCATCATGGGAGTGGCCCTTTTCTGCGCCACAC
AGGAGGAGAAGAAGGAGTGTGCAGCGCTGCTCTATGCTGGGATGGAGGCTGGTTGGCTGC
GTCCCGTCGTTGGTTCCCATTACCCTCTGGAAAAGGCAGCTCAGGCCCACCATGACATCA
TCGAGTCTCCTGGGGCTTCTGGGAAAATTGTCCTGACCATTTAATGACGAGCTGGAATTT
TTCTTCTTTGCAACAAAACACAAGGAAACATCTCATAATTGAAGATACTTAAGTTAATCA
TACGTGATATATTAACATTACGCACGTAGATCAAGCACCATACTATTTACATTTTTAAAA
GGTAAAAACTTTGACACTTAAAAAAACTTTTTTAGATACAAAAATCTTTTTTTTAATAAT
ATATGTGTGATTTCTTTTTCGTCTTCTCTACATCCAGTCTGGTTTCAGCTCAAAGTTTTG
TGAAATGAGTTGATTCATTAAATAAAAAATAAAANAATCA
>CL3903Contig1
CTACTCGTTGGTGTCAGGAAGAAGTGAAGATTGTAGGAGGAAGAAAGAGAACAGAATGAT
CCGGTAACACTTCCACCTTTTAGCTCCGATGCTACATAGACTGTTTTACTGATATCAGTG
GGTGAAGGATGCTATTTATTTTTCTCTGCACATGGGAGCACTAAAACCACAGGCGTTTAG
ACTGTGATGGGGCACACACACACACACACACACGCACACGCACACTCATCCTGTCACTCA
CTCTGTCCTGGACCTGACATGAATTCTGTAAGGGGGGGCCTCGCTTCTCATTCGTCTCCT
CCACACCGTCTTGTTGAGTTTGGTAGATTTGTAATGCTGGGTTTTCTGTTCTGTATATTT
TGGGTTTTTTTTGGGTGGGGGTGTGGAGTCGGACCCTCGCTGCTGACCTGACAGTCAGAG
AGCAGGGTCTAAAATTGCACAGTCATTTTCTGTCATGGAGGTGGGGGGTGCGGGATTTCC
TGTTTTTTTGTCTATTACCACCACATCCATTTTTGTTGCCCTGTGAAGCCCCCGGTGCAT
TGGAAGAACTGTTGTTGTGATTGTACCCCCAGCATGAGAACACTAACATCCTGTGCTAGT
GCAATAATACTGTAAAAGACACTGGAAGTCAGTGGAGCGGCAGGTGTGATCGGGCTGTGT



GCCACACCTCTGTTTGTTTGTGTCACGCTGGATTTTCTCATGAAAGCCTTCTGGTTTATT
CTGAAGAGCTGAAAGACGATGCAGAAGCGTCTAGTAGAGAAAAAACGACCACCTGGGTGG
ACGGTCCAGCTTAAAGATGCAGCGTTGGCAAAAGAACGAGGAGGAGGTTTTCGACTGTTG
TGCCCAGATCCAGCATGGAGAAGGAAAGAGGATGTCAGACTCTAGGCTGTCATCGCACAC
AACCAAACGTGGGTTTGTTGGCTCCATGTCTTCACTATGTCTGCACTCCAGAAAATAAAA
CCCTCCAAATATGGCTGCTTGTGATTAGAGGTCACCAGAGTTTCTAGAGCCGTGTGGAGC
CAAACGGTGATCAGCGGCTCCACCTTGGCGTCGGTGACGGCAGCGTTTGGCGTCTATCTA
GGCTTCTGTATGTGTAACTAGATTAGCTGAGACTTTGCAGCGTGGACCTCAACATGTTGA
TGCTTTGACCTTCCACCAAAACTGGATGTGAAATGTGGAGGAGGAGATGACAAAAACAAA
GATTACTTTTGGTGTTTACCTGAATAAAATGTTGTGTTAATTCTAAATTAAAAACAAAAA
AAAAA
>CL3904Contig1
CTGCCCTCAGAGGAGCGGCAGAGCGGCGCTCACCTCCAACCATCCCCGAAAAGTCGATGG
TCCGAGCGTAAAGACGCACCGGCTTCGGATTTCCGTTTGAGAGCTAACTCCGAGACTCCC
AAAGTCAGCATGTACCCGAGGAAAAGCATCATCCCGGAGGAGTTCGGGCTGCCGGGGCTC
GTCTCCCGGATGCCCCGCAAGCCGGTGTTCAGGGACCGCGTGAACAAGGCGCGCTTCATC
GCCAAGAACGGCTCCTGCAACTTGGCGCACAAGAACATCCGGGAGCAGGGCCGGTTCCTG
CAGGACGTTTTCACCACGCTGGTGGACCTGAAGTGGCGCTTCACCTTGGTCATCTTCACC
ACCACCTTCGTGAGCAGCTGGCTGCTGTTCGCCATGAGCTGGTGGCTGGTGGCGTTCGCG
CACGGAGACCTGGACCCGGGCGTGAAGAACCGGCCTTACTGCGTCACAGAGGTCAAGTCA
TTTTCTTCAGCCTTCCTTTTCTCCATCGAGGTTCAGGTCACCATCGGCTTCGGCGGGCGC
ATGATAACGGAGCAGTGTCCGACGGCCATCACCGTCCTCATCCTGCAGAACATAGTCGGC
CTCATCATCAATGCAGTCATGCTGGGTTGCATCTTCATGAAGACGGCTCAGTCAAACCGT
CGCGCCGAGACGCTGATCTTCAGCCGCCACGCCGTGATCGCCGTCAGGAACAACTGTCTG
TGTTTCATGATTCGGATCGGCGATCTGAGGAAGAGCATGATTATCGGCGCAACTGTCCGG
CTACAGGTTGTGAGGAAAACGACCACGCCGGAAGGGGAGGTGATCCCCATCCACCAGATT
GACGTGCAGACAGAGAGCGCCATGGCCAGCAACAGCTTGTTCCTCCTCGCCCCGCTCATC
ATCTGCCACGTCATCGACAAAAACAGCCCTCTTTATGACCTGTCGGCCATGGAGCTGCAG
TGCAGCGACCTGGAGGTGATCGTCATCCTGGAGGGGGTCGTGGAGACGACCGGGATCACC
ACGCAGGCCCGGACCTCCTACATTTCCGAGGAGATACAGTGGGGTCATCGCTTTGTTCCC
ATAGTAACGGAGGAGGAGGGCGTGTACTCTGTGGACTACTCCCAAATTCGGGAACACAGT
GAAGGTGGCGACTCCGCCNTGCAGCGCCCGGGAGCTGGACGAGAAGCCGTCCATCNTGAT
CCAGACCCTCCAGAAGAGCGAGTTGTCGCACCAGAACTCGCTGAGGAAGCGCAACTCCAT
GCGGCGGAACAACTCCATGAGGAAAGGCGGGAACCTGCACAGGAACAACTCCGCCCTCGC
TCCGCCCAAAGTCCAGTTTTTTGCCCCCAACGACGGGGGCCAGAGCCTGAACGCAGTCAC
CTGACACGAGGCCCGCCCCCTGCTGGCCGCCCTGCTCCTCTGCCTGGAGAGGAGGACTGC
GCCCGTTTCTGTGATGGGACTCTTTCTTTGGCACGTCTTACGTCGACATCCGTCTTAACG
CGTTTATTGCTAACCTTCTGTTGTCACGCCGACCATGAAACCCTGAAATGTCAATCACGT
CTTTCTCAACACATCTCTCTTCTGATCGTGGAACATCCAGAGCTTCACACGTCCTCGTTT
GCACGTTATCAAGTGAAAAACGGGAAATTCTGAGCGGTGCCTTTAATAAAATCCAATCTG
TGCATCTGTGTCTGTTCATCACGTATCCATGGAGACGATTCGTTTTGCTGCTTGAATAAA
AGACGTGAGATGTTTTTCCAGTGGGACATTCTGTAGCTACGAATCATGACATCATTTCCT
GTACTGTTCTGTCTTCTTGTGTTACTGAGGACTGAAAGCTCTCACTTCAAAAAAAC
>CL3905Contig1
GGGTCCGTTGGAGGTGTTTTCATGTCGCTTCCGCTCAGACATGCCTCGCTACTGCGCCGT
CAAAGGTTGCAGAAACCGAGGAGGAACTTCGTCCAGACAAGAACACAAGAGAATTAGCTT
TTACCCGTTTCCCTTACAAGACAAACCGCGGCTCCNCAGATGGGTGGCAAACATGAACCG
GAGAGGCTGGACGCCAAGTCGACATCAGTATCTGTGCAGTGAACATTTCACACAGAGCTG
CTTTGACATCCGATGGGGAATCCGTTATCTGAAGCAAACAGCCGTCCCCCCACCATTTTT
CCTGCAGACAATAATGACGGTGAGAAAGACTTCTGTTTAAGCAAGCAAAGCCCCATGATC
ACATCCAGCGCCTCAGAGGTTGGAGTTGAGCCTAAAGAAGCTTCTTATTACAGCAGCAAA
CCTCTGATTTTGAGGAATTCATGGAGAGCAGCTCAAAGAAATGCAAGACAGGATGCTGCA
GAAGCTTCAAAGACTGGAGGGCTCCCTCTTGTGGTCGGCACCGGTATTGTTTTTCTAACA
GAGATTCCAGAGCCTGGAGTCGGTGATGATGGGATGCTTGCAGGATCCGATCTTAAACAG
CATCCTCTTGACAGACTTCATACCAAAGCGCAGCTGGACTCTGCCGTAGCCGAGCTTTGT
TGCGACGCCTCCGCACTAACAGACACGGCTGACCCCCAAACGGCGCCGGGTCAAACATTT
TTAGAGGAAAATTCAACGGCGAGGGAGTCCTCAGGCGGAGGCCGCGCTTCGGCGGATGAG
CACTCCTACTGCAGAGCGGAGGACACGAATAGAGATCAGCTGTGGTGCAAAGTCTTGTGT
CTGAACGCCAAAATCATGGAGCTGGACCGCAGGGAGCAGAACACGGTGGCAAAAATCCAG
GCGCTGGAGACGGAGATCGCTCTGCTGCAGAGGGACGCCGACAGACGGCTTTAGAAGATG
TTCACACAAACGTTCGCTCAGAATTTCCTGTTATGTAAAATAAAAAACAACTGTGGAAAA
GACAAAAAAAAAA
>CL3906Contig1
CAACAACCGCTGCTTGGATGGTCAACCTATGAAGTGTAACCTTCATATTCAGGGAAATGT



GATCACTTCTGATCAGCCTATTCTGCTGAGACTGAGTGACACTCCCGGGACAGACGGCAG
CACAAAGAAAGACGGTTTGCCTCCTTCTTTGTCTCGCACCGGCCAGAGATCCTCGTCCCA
GCCCACTCCAGAGGTGGACCCCCAGACCATCCTTAAAGCTTTGTTCAAGTCCACCGCGCA
GTCCACCACCACCACCTCCGACGCCCCCAGTTCGCAGACCACCGCCTTCCGCATCAAGAT
TTAGCTCACATGTAAATTACCAACCATATTTGTTTGCGTTTCTCAATGTGGACTTTTGAA
ATGTTGTTTTTTTTTCTCTCAGGAGTCCACATTCTCTCATGATAGTGAACAAATATTAGA
TGAGGCTGTGGAGAATATGAAACTCAGTGTTTGTGGGGACAAATGACACCTGTAGGCTTT
TGAAGTTTCCGATGTGGTGTGATGTTCTATTCAGTTTGGTGAAACAGGAGGGAGGAGTAT
GTCCATTTCTGTTCTTTTTTTTTAACATTACTTTCAGACAAAAAACATGTGTAAAGTAAA
GATTATGGCATGTTGATCTGATATGAGTGGAAATGTCATTGAGCAATGTAACGTTTACAT
TTAAACTGCCACACAGCTGTTTTATGACATTATCGGCATCTATCAGTTAAGTTCCACGTG
AAATCGTTCCCTCGTCGTGAGTTTAGTTGAAACCTAAATTAGATTTTGTTTCAGAATAAA
AGTTATTTCATGTAATGGCACACAGACAGTACTGTGAGGCTTCCTGGGTGTTTCAGCTCT
TGTGGCACTCTGCTGTTTGTAGCTGTTCTTTTTCTGAACCCATCATTTGTTGTTTGTATG
TAACACTTGGTTTCAGACTGTAAACTACTTTGTGTTGCTTTCTTTTGCCCCTCAGCAGGA
GTAGAAAGCTGTCACAACTCTAACACATCGCCAATAAATAGAAAGCTTTGTATGTGTTGC
CTGGGATTCATCTTTGCTTTAAAAATAATATTGAATGATTAAAGCTCTTCTGTT
>CL3907Contig1
GAGGGCGGAATGTTTCCCGGCCAGCAGCTGACTGGTTCCCATCCTGTCGGGGGACCTGGT
GCACCTGGACAGCCGGGCTTTCCCATGGGTGCTGCCCGAGCTCAGGGTAACAACACACTG
GTTGATGAACTGGAAGCTTCTTTCGAGGCTTGTTTTGCGTCCTTGGTAAGCCAAGATTAT
GTTAACGGAACAGATCAGGAGGAGATACGTACTGGTGTGGACCAGTGCATACAAAAGTTT
CTGGATGTAGCTCGCCAGACTGAGTGCTTCTTCTTACAAAAGAGGCTCCAGCTGTCCGTA
CAGAAACCAGAGCAGGTGGTGAAAGAGGATGTGTCAGAGTTACGTAATGAGCTACAGAGG
AAAGAACAGCTGGTACAAAAGCATTTGGCCAAGTTGCACCACTGGCAACAAGTTCTGGAG
GATGTGAGCGGCCAGCATCGCAAGCCTACAGACCTACCCCCTCCTGGACCGCTGGCCTTT
CTGGAGCAGGCCTCTGCAAACCTGCCCCCTGCTCCTTTAAAGCCTAACTAACACCCACAC
GCAAAAGGCCATGTTTTCAAATGTGAGACTGATGACTGGAAACACAAAAGCAATGGAATG
AGTTACTCATTGTGGAGGTGTGGGTGGGATTATGTCAGAATAATTTAATCCACAATGTTC
TGGGACTTGTGTGTGTCACAGCTGACTGGATGTGACAGGAAATGCAGATCTGCATTTATC
ACTCCATTTGTTGAACATACGGGAGGTTTATCCATACATTTTCTTTTTTTTCATACTTAC
AATGTGTATAAATGTTTATTGTAGTCACATGTTTGTGTAAAAATAAAATTG
>CL3908Contig1
AGCTTCTGACAGTTAGCATTCGGTTAGCTTTTAATTGAGGCTATACGATCAGCGAACTCC
TTTCTGGCGTCACTATTTAATGTGTGATTGAAACATGTCGCTCCAGGCCACGCTCCACCA
GAGAATAAGCTCCGCCCAGGTGCTGCTGCAGCGGGCAGAACAGCTCTGCGCCGGGGTGGA
AGGCCACCAGAAGCTATGTGGCAAGCTGCGAGCTGAGCTTCGCTTCCTGCGGAAAGTAGA
GAAGGGTGAGCTGAANGTCAAGGAGTCCCACCTCCACAGCACTAACCTGACCCACCTGAC
AGCCATCGTAGACTCCGCCCAAAGTCTAGAGGACGTGGTGGCACTGCTGCATGTCTTCAC
ATACCAGGACACCTCCGGCTGCCGCCGCACCCTGGTGGTAGATGTGGTGGCCAATGGGGG
CCACACGTGGGTGAAGGCAGTGGGCAGAAAGGCAGAGGCTCTGCACAACATCTGGCAGGG
GCGGGGCCAGTACGGAGACAAGAGCATCATCCTGCAGGCGGAGGACTTCCTGCAGGCCAG
CCGTCAGCAGCCCGTCCAATACCGACACCCCCACATTGTGTTTGCTTTCTACAACGGAGT
GTCCAGCCCCATGGCTGACCGGCTCAAAGAGATGGGCGTGTCCGTCCGCGGAGACATCGT
GGCCGTCAACACCATTGTGCTTGAGGATCCTCGTGGAGAAGAAGAAGAAGAGGAGGAGGA
NGATGAGGAAGAAGACATAGAGGATGACAGCGAGGAAGAGGAGCANGCAGAGCTGACACG
GGTGGACCGCCACACTGTGGTGGCCAGCCTGGCGTTCCCGGCGCAGGTGCAAGTGGAG
>CL3908Contig2
TCAATTTAAACAGAAATCTTTTCCAAACTTAAACTCTCATAAATCCTTTCATGCTGATTG
TGGGCGTGGNCCCACAGATGGGTGTTGTCCCTCAAATGGGCGTGGCCCTCCATTCTTTGC
CTTCAGTCAGAGCTCTGGGCTGGTGAATGAACACGCTGTAGCGAACCCCCTGATTGGTTG
CTGCTCTAACGAAGCGGCTGTTGGCTGTCATGGTGACAGCTCTCAGCTGGTCTCCGGTGC
CAAAAATCATGAGGGAGCGCTGGTTGATTTTGGCGCTGGGTGTAAGGCGTAGCGTGCGCT
CCGACGGCTGGTCTTCCACCACCTGGAGACGGGCGAGGAGCTTCTGAGCGCGTTCCTTCT
CACCGGGCCCCCCAAGCGTATCCAGGATGACCTGGAAGTCCTGGACGGCAGCGCGGCAGG
CAAACAGCTCCTTGCCCTCCATGAAGGCATCGAGCTGCGGCAGCACCTGCTGGTGGCGCT
CCTGAGCTGCCTGCTCGGTCAGCACTGGCTCGCGGAAGGTGAAGTGGCAGCGGCCGTGGC
TCAGTGACGATACATACGTGATGAGCGTGGTGATGTCCAGGTTAACCCGCTGACACTCCT
CCACTTGCACCTGCGCCGGGAACGCCAGGCTGGCCACCACAGTGTGGCGGTCCACCCGTG
TCAGCTCTGCCTGCTCCTCTTCCTCGCTGTCATCCTCTATGTCTTCTTCCTCATCCTCCT
CCTCCTCTTCTTCTTCTTCTCCACGAGGATCCTCAAGCACAATGGTGTTGACGGCCACGA
TGTCTCCGCGGACGGACACGCCCATCTCTTTGANCNGGNCAGNCATGGGGNTGAACACTC
CGTTGTACAAANCAAACACAATGNGGGG
>CL3909Contig1



TTTTTNTNTTAACCGGCAAGTTGTGTTTATTTTAATGATTTTATGCACCAACAAAAGAAA
GAAAAACCGAGGACATTTTTGGGGTCTTTGAAGTATTTAATTCTGCTGAACTTCATGAAG
CCTCGCTGACCACCAGGTCCCGGACCTCCTGGAAAGCCCCCACCATGGAGCTCAGCTGGA
TCTTCTCGTCCGTTCCCGAAGCGAGTCTGTGTTCCACGTCGGCTAACTTCACCAGCAGAG
TCATGCGGGTAGCAGGAGGAAAATCCACTCTGTGAACGAGCAGGTGCAGCTCGGTGAGGA
TGTCATGAAGAGCCAGACCCTTCAAAGTTTTCAGCTGGAGGATTTGTTTGTAAGCCGAGG
TGAAGTCTTTGTTGAGGCACCAGTCGAGGATGTTAGCGATGTCCGAGCGGAGCGGCTGTC
CCGTGCAGGTGTACACGGAGTCCTCCGTCACCTTCCCGTACGCCATGCTGGTGCTCTGCA
GGACGTTCAGCGACCTCCTCATGTCGCCGGACGATAAAGTCACGATGGCCTTCATCCCAT
CCTCGGTGATGTCGATGCTCTCCTCCTGAATGACGTGCCTCAGCCGGGGGATCATCTGGT
CCGCCGACAGAGGCCCGAAGCGGAACCTGGTGCACCGGGACTGCAGGGCGGGGATGATCT
TGGAAAGGTAGTTGCAGATGAGGCAGAACCGGGTGTTTTCTGTGAACTTCTCAATCACTC
GCCGCAATGCATTCTGGGCATCCTGGGTCATGGCATCGGCCTCGTCCAGGATCACCAGCT
TGAAGCCTTTCTTGAAGATGGTTCTGGTGCTGGCAAAACTCAGGATGGGAACCTCGGACC
ACATCGATACCCCTGTCGTCTGAAGCATTCAGCTCCAGCACCATGGAGTTGAACTCCTTG
TCCTTGTACAGTTGCCGGGCACAGGCCAGAATGGTGGAGGTCTTTCCGGTTCCAGGAGGC
CCGTAGAGCAGGAGGTGAGGAAGCCGGTCCTCTCTGACGAACCTCTGGATGGTGCTCAGG
ATGTCTCTGTGTGAAATTAAATCATCGAGTTTTTGTGGTCTATATTTTTCTACCCATGGC
AGGTTTCTGCTCTGTAACGGGGTCCTACTCGTAGACGCCATGACTCCCGGTAACTTTATT
TATTAGCCGGGCAAGTAGAGGAAAAACCCCGTCTGTTCTATGTCGCTTCCTTT
>CL3910Contig1
ACTCTCTGTAATGTTTGTACTCGCCACCGTGGCGATCACATTCCATGATGTACTGGTAAC
CACGGTAACCTGGAAACTGGTAGCACACCCAGGCGCCACTCTGAACTTGCATGGACCCGA
TTTCATTGTTACTCCAGCCCATGGCCTGAAGAGAGGGGTAGTCATCATTTATTTCCCACT
GCCGTCCCATGAAGTTCTCGCTCTCAAACACCACCATCTTGGACTCCTTGTGGTTCGCAG
AGCAGATGGGGCGGAAGGACATCATCCTCTCAATGTGGTAGGCGTTGCTGCCACTCCATG
ACTCCCAGTGAGGGTACTCCCCCCTCTCCAACACAAACTGCTGTCCACAGAAGCTCGAGT
GCTCATATCCTGCCCAGGCTCCGCACTCCACCTTGAGAGAGCGGATGTTGTTGACGCCAC
ACTCCATAATGTTCTGGCAGGCTGAGGTAAACTCCAGACGTTTGCCCTGGAAGTTCTCCT
GATCATAAACTGTGATCTTCCATGGTCCCAGTGGGTTTGGGTTGTTTAGAGCCATGCTAC
TGTGAGTCCCAGTATTGATTTACCTGACCGGCCCCAAAGAAAATTGCTGTTCAGTGCTCA
CAGGGGGCTCC
>CL3911Contig1
NTTTTTATTCAAACGGAAAATGAAAAAAACTTCCTGGAGTGTTTTTAGGCTTCACCTGCT
TTAGCAGACAGACTTTGATGAACTGAACGTCTCCTGGTTTACCGGCTAATCCCTCTTTGG
TTGGAGTGGAACAGGTCCAACTTTCAACAGGTAAATGGTGCTGCGAGGACCCAGAGCGTC
TGAGGAACTGTCCTCGGCGAGCTATTTATTGACGGGACTCATCGGTGAAGCTTTTCCTTC
CATAAAACCTGGAGGAACGCCCTCTGAGACAAAAACCGTCTTCACAGGTCATTTGGATTT
GCATTTAAAGACAAACAACAACAGGATGAAACCACTATTTTGTTGTGAACGCCGAGCATG
TCGACGCCCCCCTTGAATTCCTGCAGCTTTAGCGGATGGCGTGTGTTCCGTGTGCGTTTG
CATCTGTCGGACATGTGAAAGATGAGATCATCTTCACGTCTGCAACCACCGGCTTCCAAG
CATAGAAACCCTGTGACGTAAAGACTGTGGAAGCTCCGCCTACCGCCATGCTCACGACGC
CCCTCCCACTCCGCCACGCCTACAGGAAGACAGCAGCGTTGAACCCGCCTGTTTTCAGTC
CGCCGCTTGCGTGTGCGTGTCCACGTGTCCCAGAAAACATTTGAAGATGGAGAATCCTCA
GAAGGTTCTCCTGGAGGCGTGGCGTCCGTGGCAGATCTTTCTAACAGCAGGTCTACGATT
GATGCGTTTTGTGTAGATTCATCTAAATGTGTGTTACTAACTGCGTTATTTTTTTATCCT
GTGTATTGGGAGGTTAGACGTCAGAGACATCCACAGGTTTAGAGCAGTCGTAGAAGAGGT
CGTGGCCTTTGTCCCCATCCAACGTCGGCGGTAGGACGCGGCGGCGGCGGCGCCGTCTGC
AGCTTTAAACTAACCTGTGGTGTTGTGTACGTCTGTAGTGTGTTCCTGTGAAAGTGCCTT
TGCTGAACTTCCTGGGGCGTTTTCATGACAAACCTTTCCATGACTGAAGAGGAAACCGCG
TTTTCTGCAGATGCC
>CL3912Contig1
CCCTCTCCTGGTAATAAAATAGTTTTCTTAAAAACAAAAAAAGTACAGGTTTGTTTTGAG
GTCGCTGGGGGTCGGACGTCCGTCAGTCCGGCGAGGACCCTGTTCGATGATGCAGGGCGA
GGGCATGACTGGAATACGGTCAGCTTTCTGCCCACTCCCTCCCTGGACATGGTTACCCCC
TGGTCAGACGCCACAGCGTGAGCGCCGTTATTGCTTTTGGAGTTGTGAAGTGGAGTTTAC
CCGGTTTCGCTCCCGCCTTTGTTTATCCTCACTCTGCTTCGGTTTCAGTTAATGAAGAGA
TTTTTCTTTGGAACCAAAGGTGAGTCAGAGTCTTACAGGTTTGTCTGAGTTGTAAACCAC
AATGTCAAATTGCTTGTGGGTCCAACTTAACACTGAAAGGACAATCCTCTACTTTAGAAG
TAGCCAGAGGTAAAAACTGGTTGAAACACTGATAGATGTGGTTTCTGAAGAAACTTCAAC
ACTCCAGACCCAGAACAGGCGTTTCCAATCAATTACCACTGACGTTTTTTTGCCATACGC
CAGTAGGAGTTCTCAACAGGCAGCCTTTACAGAAGACAACAATAGTGTCTAAGCCTTTTC
CTCTACATCTGATGAAGCCCTCCTTTCAGAGCAGGGTAGTCCTTCAAGGTTTGGTTGATT
AGCCAAAGAAATTTTAAGCTTTTGGTTTGGTTTAGCATCTAGTTGACCAAACTACCTTCA



CACAGGTGTGACTGCTTCTGGTGGGAACAAAATCTTCCTCGAAACTTCCAAGACCAGTAA
GAGGAAGTGCAATAAGAAAACCTGTTTGTGTCCGAAGGGCTTCTTCACCTCCCGACTACA
CCACCTTTACACCACCATCAGCTCCTTACATTCACTGAGCTGGTTCTGACCCACTTGACA
AACTCTTTGGTTGACTTCTACTCTTTCGTCTACAGGACAGTGTGCCTGTGATCAAATACA
GACCCTCATTTTAAGGTGGAGATCTCCTTTGATCCACAGCTGAGTTCAGGAAGGTTGTTC
ACCTGCCAATAATGGTTTATGGGTCTCTACTGAGCCAACACAGAACCCCAAGAGAAAAAA
TGTAGACCTTCACATCCTACGCTATGCTATGGTTATTTGATAAAA
>CL3913Contig1
CTGTTGGCCTCTGGGAAGATGCTCCGCGTGTGGGGTAAAATGTGGCGTGGACGTTTGAGT
CATTGCTATTTATCCACTTTTGGAAAACGTCCACGTTTGTCATGACGTCCCCGAAGAGTA
GCAACGTTTAGCTTATATGAGATGATGGAACAAGTGACAGAATACAGATTCTGTGGGAAA
TGTAAAGCAGCCTGTGGATTTCACAGTTATGACCTGAGAAGCATCTTCACATGGCGTCTG
CTGCAGACCGTGGCCATGGGTCAGGTTCTGTCCCTGCTGATCTGCGGCACGGCGGTGAGC
TGCCAGTTCCTGGCCGACGCCGGGGTGAGGACGCCCATGCTGCAGAGCTTCCTCAACTAC
GCCCTGCTGCTCCTCACCTACACCCTCGTCCTGTGCACCCGCAAAGGTGAGGGCAACATC
CTGAAGATGCTGAGGACCAAGTGGTGGAAGTACCTGCTGATGGGTTTAGCAGATGTGGAG
GCCAACTATGCTGTTGTGAAGGCTTACCAGTTCACCACCTTAACTAGCATACAGCTGCTG
GACTGCTTTGTGATCCCGGTGCTCATGCTGCTCTCCAGGCTCTTCCTGAAGACGCGCTAC
AGGCCGGTGCACTTCGTGGCGGTGGCGGTGTGTCTGCTGGGGGTGGGGGCCATGGTTGGA
GCAGACATTCTCGCTGGAAGGAACGAGGGTTCAACAAACAACGTGATGCTGGGTGACGGC
CTGGTGCTGCTCAGCGCCGTCCCTGTACGCGGTTTCCAACCTGTGTCAGGAGCACACCGT
GAAGAACCAGAGCCGGGTGGAGTTCCTGGGCATGATGGGTCTGTTCGGGACGCTCATCAG
CGGGCTGCAGCTCGCCGTGCTGGAGACTCATGAGGCGACCTTCAGAGACTGGAGCGCTTC
CATCTTCATGCTGTTTGCGGTCTACGCCCTGTGCATGTACGCGCTGTACAGCTTCATGCC
GGTGGTGGTGAAGATGACCAGCGCCACCGCCGTCAACCTGTCTCTGCTCACCGCCGACCT
CTTCAGCCTCTTCTGCGGCCTGTTCCTCTTCAACTATAAGTTCTCGGCTCTCTACATCAT
TTCGTTTGTTGTCATAACAACGGGCTTCATCCTGTTCAACGCATTCCCGACAAACTCATC
TCCGCCTGAAAACCCAGCGGAATCGGACGACCGCGCGGCGGCGAACCCGTCACTCCGCCC
TCTGCCTTCTGGCATAGACGTTGGTGCGACCGAGGCGTTTGATGCTGCAACGGCTCTGTG
ACCACTGAGAGGTCAGCAAACGTTGAACACGTTTGACCTCAAGACAAACTCCTTATCAAG
AAAACGTGCCCGAAGGACGACAACCTGTAGGGGGCGCTGTTATGATTTTACATAAAACTG
GTCTGACGTACTGTTCACAAACAAACTGTTTACATCCATTTATTCATGGAAAAAGTGATT
TTTAGTTTGTTCTTTCTGGAAATCTGTGTCTCAACTGAAAGTTTGCCAAAAGTGAAGCAT
GTAGTCTA
>CL3914Contig1
GGCCGGCTTTTTTCTGCTTGATGATTGTTACTTCAAACTGTTTGGGGATTTCTAGACGAC
GTAGTAGCTCAGAATCACCTGTCTTAAGCCTTTTAGTTTAACTGTTTTAAATCAAAAGAA
TCTGTTGAGTGTCAGTTGCAGATTCCCATTTAGGCTACATTTCAAAATTCAGTTAATATA
GCCCATAAAATATCATTAAAACTTCCAATTATTTCATATTTATAAAAAAAAGAAAGCAAA
AACTGGAAAAAACAACCAAAAGACGTCCTAAATTAAGATAATGGTAAAGCCATGTCAATG
AGCTCAATTCTTTCTTGCTAGTTAATCTTAATTTGTTTTTTAAATAGCTCTAAAAGGTTT
TCCATTCCGACGCAGGCAGCAATATTTGACATTGTACTTGGAGTTTTGAAATATAGCCCT
AATAGACACTGTAGAGATGGCCTGTCCTCATATCCTCCATTTGTTTGACATGACTCAGAA
AACGTGTTTGTTAAAGAGAAGCTGGTCCAAACGTGGCCTCCTGTTTCACTAAAAGCCCTT
CATTCTCTTCATTCTGTGATTTGATTCTATATAAACTGCATGCATTAAGAACATCCAGAA
GGATTGGGACAAAAATCTCCACATGGGTCTTCTCTTATTACAGAGAAGGGATCCTGCAGC
TCAATCCAAACTCTTGTACATATTTTAAAACATCCTAACTGTACTTATTCTCCTAGTATC
TGTACCCTCTCCATAAAATGCATTATGCTACATGTGTAAGCTTGCCTAAATAGGTTACTA
AATCTGTCCAAAAGATGTTTTGCAGCAGTTGTCAATAAAGCT
>CL3915Contig1
CCGGGCTGAGGAATTCGGACGAGGCGAACATGGCGGACTNATNGGGACCCTCCGGCGGAG
AACACCGACTTCCAGGAGCTGGAGGACGGGGAGGACCTGCTCTCGGAGTCGGCTGCCGCG
CGGGAGTCTCAACCAGCCAGTCTGCCTGCTGTGGACATCAGCACCAAGTCAAATGGGCCG
AAACAGGAATCACTGTTTGATGAGGACACGGAGGATCTGTTTGCAGAGGCCACAGAGGAG
GTGTCGCTGGACAGTCCAGAGAGAGACGTTTTGTTATCTGAAGGACCCTCCCCCGCCATC
ACCCCCATCACTCCGCCCATCTCAGTCATCAGCCCTCGCATCGGCCACGCCCACGACGAC
ATGTTCACCCACTCTTCCTTTGATGAGATTGAAGAAGAGGAGGGCGGGGATTCTTTCGAC
ATTCACATATCTGTGTCCGACCCAGAGAAAGTTGGTGACGGGATGAACGCTTACATGGCC
TACAAGGTGACAACTAAGACCTCCGTGGCGCTTTTCAAGCAGAGGGACTTCTCGGTAAAA
AGGCGCTTCAGCGATTTTCTGGGTCTGCACAGCAAACTGGCCTCGAAATACTTGCACATC
GGATACATCGTTCCTCCTGCGCCGGAGAAAAGCATTGTGGGGATGACGAAGGTGAAGGTG
GGGAAGGAGGACCAGTCGTCCAACGAGTTTGTGGAGAAGAGGAGGTCGGCTCTAGAGAGG
TATCTGATGAGAACGGTGAAGCATCCCATCCTGCTGAAGGATCCCGATGTGCTGCAGTTC
CTGGAGAGCTCAGAGTTGCCGCGGGCCGTCAACACTCAGGCTCTCAGCAGCGCCGGGATC



CTGAGGATGGTCAACAAGGCCGCCGAAGCCGTCAACAAAATGACCATCAAGATGAACGAG
TCTGATGCTTGGTTCGAGGAGAAGCAGCAGCATTTTGAGAACCTGGACGCCCAGCTGAGG
AAGCTTCATGCCAGCGTGGAGTGTCTGGTCTGCCATAGGAAAGAGTTGTCTGTAAACACG
GCACAGTTTGCCAAGTCGGCGGCCATGCTGGGAAACAGCGAGGACCACACGGCCCTGTCT
CGAGCTCTGTCCCAGCTGGCTGAGGTGGAGGAGAAGATCGACCAGCTGCACCAGGACCAG
GCCAACGCAGACTTCTACCTCTTCTCCGAGCTGCTGGGCGACTACGTCCGCCTAATCACC
GCTGTCAAGGGGGTGTTTGACCAGCGCATGAAGACGTGGCAGAAATGGCAGGACAGTCAG
ATGCTGCTACAGAAGAAGAGAGAAGCCG
>CL3916Contig1
ATGAGCGGATAAAGACCGGACCTCACGCTTGAAGCAGAGTTTCTCCACGGATCAGGATGA
AGGAAGGCGGCTGGAAACTGACCCTGGCTGTTCTGGTGCTGTTGGTCAGCACACACGCAG
ACGCCTTGTTTTCGTGCCACATGAAAGACTTCATCAAGGCGGTGCAGCAGGTGGAGGATG
AGAACCCTGAGCTGGAGGCGGTGGAGGTGCTGAGGATGCTGCGCCGGACCGCCCACCTCA
ACGACGCCTTCGTTCAGCACTTTCTTCCAGACGCTGGCTCCAGCGGTCCTGAGCTGGACG
CCGACCTCTCAGGTTACCTTCAGAGGGCTGTGCAGCACCGAGTGCTGGAGGGAGCCAGGG
AAGAGGGCGTGGTTCTGGCTCCCGATGGGATGACGGTGGCCGTGGGTCCGCTACTCCTGG
GCATCGAGGCTGGTTTCCTGTCCACGATTCCCGGCCGCGTTCCGGGACTCTACCAGCTCA
CTCTGGCTGGAGATCTTGGCGTTTCTATTAGACGGCGTTCTGAGAACGGCGAGCCTCTTG
GAATAGATGGCTGCTGGGACAACCTGACCGCGCCTCAGGTTTTCACGCTCTCGGACACAG
CATCCACACTCACTGCAGCTCAGGTCCACGGGGGCATGGATGGGGTGATTCTGGGAAAAG
AAGTTTCTGCCAAAGCAGGAGAGTCTGTGAAGCTCAGCAGCCTCCTCACAGACTACTACC
TTCCACCAGCTGGACGCCAAAGGAATGGACGGCGCACCTCGCCTCATCAGCCGTCGCCGC
AGGGAGCTCTTCAAAATCCTGGTGGCTCCTCCAGTGCTGATCCGGCAGGTTGCAAAATCC
ATGGAGCTGCGGGAGAAACTGGAGGGCCGCGTGAAGATGGAGGTCCGGCAGAAGAGGCGG
CTGATGGCTGCGGTGAAGGAGACCATGAAGGAGTTTGTCCACGTCTTCATGGAGTGCCCC
CCCATCATTGCTCGCTGTACGTGGGGGGCGGCTCCCTACATAGGAACCCCCACCATGCTG
TCTCTGCCACTGACCTACCTGTTCATCCACCACACCGCCAGCCCGAGCCAACCCTGCCTG
ACCTTTGAGCAGTGCTCAGCGGACATGCGCTCCATGCAGCGCTTCCACCAGCAAACCAAC
GGCTGGGATGACATCGGATACAGCTTCGTGGCCGGCTCGGATGGAAACATCTACGAGGGC
CGTGGGTGGAAGTGGCAGGGGGCCCACACCGGGGGCTACAACTCCAAGGGCTACGGCGTC
TCCTTCATCGGAGACTACACCTCCACCCTGCCCAGCCAGCACGCCATGGCACTGGTGAGG
GATCAGCTGGCGTCCTGTGCCGTGGCAGGTGGGCAACTTGTGTCCTCCTACATCCTGAAG
GGGCACAGACAGATGGTGAGCACAGAATGCCCCGGGAACATCTTCTACAAGGAGATCACG
ACATGGGAACACTATCAGCCATGATGGCGACTCGCTTCAACCTAAAGAAGAAGCAAAACA
AGA
>CL3917Contig1
TTTATTTAAAGTTTAAATATGACAGTAAAGAGACAAATGGCAGAAGCAGGGTGAGGAAAG
TCCCGACGTATATTTTCACGTCTAACAGAACACAATCAGACAAAAACACAAACACTTCTG
TTTTGGAGAGCAATGCAGTCAGTCTTTTGTTATCCAGGAAATTTAAAGACACGTGGAGCA
GGCAGTCACCCTCTGCTGGCTGAAATTGTAATAAACGATGCTTCAAATGCACAGAACAGA
TTCATCTACTACGTTTTTATTCAAGATTGTTGACTGGGGATGTCCTGTTTAAGGGGTGTG
GTTTAAATGAAGAGGCGTAGTTTAGGGAAAGGGGGTGGAGCTTAGCCAGAAGCAGCTTAC
TTAAATAATTAGACAAATTAAAAACGTAAGCGGGGATGGAGCTCCAACCTCTCTCCCACA
CCAACAAAAACTGTTAAAAACTATTTTTTGATCACGTGCACATGCATACGTGCACATTAA
AGGAGACTTGCTAAGCTATTTTCAGCAGCAGCACAATTAAAGGCAGTCTGGAGCGGTCAA
ACTGATCGCCGTTCTCCTCCGAAGCAGAGATCGGAGCCTTGCAGGTCCTAGAGGAAGGCC
TTGATTGTAAACCTGCTGCAGCATCATACTCATGCAAAGATGGCAGCTTATGCTTCACAT
AAAAACCTTTGTTTAAAAAAAATACATAAGCATCTGCGCGTGCGTTTCAAGAACATCTTT
AGCTAA
>CL3918Contig1
CTCGCTCGCTCGCTCCCTCGCTCTGGCTGAGAAGAGAATCCCAGTCTCGGCATGGACTTC
TGGAATGACAGCAGTTCACGTGGTCGTTAGCTCCTCTGGCTGGGACTGAAGGGGAGCCGC
AGTGGAGATCGGTGGCTCAGGAGCGCCGGGTGACGCTCAGGTCCTGGACTTAGTGAAACC
AGATCCCTGACAGGAAGTGCCTTGTGAGACAAGACCGCCCCTCGTACTTGAAGTGGTTCT
CCACATTTAGTGAGAGGATTCGGCTCACCTCCACGCCAGCTCTGCCCCGCCCTCACCTGA
AGGAACTCAGCAGAGCCGCTTCACGGCTGAACCCACAGAGCGGAAAAACATTTCAAAGTG
ACCAACTTTGCGACGCTGTACCGTCGAACCAGGACCCAGTTCGCCCCCCCTGATATCCAC
CGCCGAGAAGACACCATCCGTCACAAAGGCGACGTTTTGAGGACACCGGGGCAGCCAGCA
CCCGCTGCGTCCAGGCATGCCCCCTCTGCCGCTTCAGAGGCCCGCACCTGAGACGTTCTG
ATTGATGAACCGCTTTGACTGACGCTCCACCATAGCTCCGTTCCATGCATGAGACTTTGC
CGGTCCATTACCCCAACTTTACCGTCTGCAAGGACCAACCGCACATCCCAGATTATTTAT
AGCCGCACGTTGCTTCCTTTGTCCTTTAATTTATTTATTTTTACTTTTAGCCTTTAACTG
GAGCACAGCTCAAGTTTCTCCTCAGAGGATCTTCCCTCCTCAGCTCCGCAGCCGTTGCTC
CTCGACATGGCCCTGAACATAGCCTCCATACGGGACACTAAATGGCTGACCCTGGAGGTG



TGCCGTCAGTTTCAGAGGGGGACCTGTTCACGCAGCGACGAGGAATGCAAATTCGCCCAC
CCGCCCAAGAGCTGCCAGGTGGAGAACGGAAGGGTCATCGCCTGCTTTGACTCTCTAAAG
GGCCGCTGCACGCGAGAAAACTGCAAGTACCTGCATCCGCCGGCCCACCTGAAGACCCAG
CTGGAGATCAACGGGCGAAACAACCTGATCCAGCAGAAGACGGCAGCGGCCATGTTGGCT
CAGCAGATGCAGTTTATGATCCCCGGCACCACCATGCAGCATGTGCAGACTTTTCCAGTC
AGCCAAGGTCTGGGCTCCAGCGCAGGTCTGAGCTACACTCCGTACCTGACTCCCATGTCC
CACAGCATGGGCCTGGTGCCCACAGACATCCTGCCCAGCACTCCCGTCATCGTCCCTGGC
AGCCCGCCCGTCTCCGTGACCGCTGGCTTCTTCTTCAACCAGAAA
>CL3919Contig1
CTCAGCGCGCGTTTAACCCGGGCCTTATGGCCGGGGTGATTCGGTGTCTGGCAAGATGGT
AGCTGAGTCAATGGTGGCCCTTTTTGTTCTGGCTGTCTGCCTTGGTAAAGGTTTAAGCTT
ACCAATTGAAAGACAAAACCAGAAAGCAGATCATGAACTGCTGGGAAGAGAGACTGATGG
GGTGTTGAGGAATAGCCTTGGTCTTCTACAGTCACTAGATTCCAGGTTGAAAGCTCTTGT
TAAAGAAGTGCAACTGGAGACCAATGAGGTGGAAGCCATATTTATCCTTGGAGCCAGCAA
CCAGACTGTGTCCGACGCCGCCAGCAACCAGACTGTGTCCGACGCCGCCAGCAACCAGAC
TGTGTCCATTGAATAAAAAATCTTGATTCTTCANAANAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL3920Contig1
ACAATGAACATGTGTTTCAGTAACAAAGAATTGCTCAGACTTTTACACATTTTCAGGACT
CCCAGGTCTTACATCTGCTTTTGATGTCATTGTAAGAAAAGAAAAAAAAATCTGCAACTC
AATAAAAAAACATTGTATAAAGAAAAAGAAAGTATTAAACATGAAACTTAGATCCACAAA
CGATCAATTATTTAGGAATTCAGCAGCATCCCCAATGTGGCTTAACCACAGTCCAGCATG
GAGCGGCTTAGTGAATGTGGTCTGGACTCTGTGGAGGAGAGTCATGCCTTTAGAGACGCT
GTAGAATGACAGAACACCTGCTGTGTGATCCAGGTACATTCCAATTCTGGAGGAAACGGG
GGCTGAGATGGAGACCTTTTCACAATTGTGATAAAAAATGCAAGTTTTGCCATAGATGTG
CACTGCCCAGGAATTCTCATTCCAACCAAAACTGCACTCTTTTCCTTTCCCATCCCTGCT
GATGCTGTTGTAAGCAACTGCAACATAAAGTCCGTCTCCTTTCCACTCCACCTCCCAATA
GCAACGTCCAGTCAGACTCTCCTTGCTCAGGACCTGCCACCAGAAAGTAAATCTCCCTGC
ATTGTCTGGGTATGGCAGAGTCCGTGCAACACCTATAACCTTTTTCTTCTTCAACATCAT
CAGCCGTGTGTGCGCCGTATTTGGATCCAGTGTAAGGTTACGGTAATATGTTAGGAAGTC
AGGTCTGCTCTTTGGTTCCCATGGTGAGACATCCACCTGAGTGATTGTTAGTGAGATGCG
TGTCAGTTCCTCTCTCAGAATGTCCTCCAGCTTCTTTCTAAGCTCTAACACAGCTGCTGT
CACATCCTTGAGGTTTCCTGGAGGTCGGACAATGATGCTGGATGAGTGTGTGGACTCACC
ACTTAGTGGTGGCAGCGAGGAGTAGCTATGCAAAAACTGGTGGTGATCCTCTGTGAGTGA
GAGCTGCTTCAGCTCAGCGTCTCTCCTCTTCAGCTCAGTGATTTCCTGCTCCAGCTCCTC
CTGAAGACCTTTAACCTGCCCCACTTTAGTTTGTTGCTGGGATCTGAACTTGTTCTTCAC
TTCACCTTTTTTTTTGTCAATGAGGCAGATAATATCGGTAAAGATCTTCTCACTGTTCTC
CACTACTTGATCAACAGACATATTAGTGGCCTCCTCCTGCTGTTGAAGCAGCTTCACCTC
CTTCTCTCTGTCCTGGATTCTTTGCTGGATCTGTAGTTGACTCTCCTCCAGCTCTCTCTG
CTTCTCAGTCCTTTCAGCTGCAGCTGAGACTGTGTCGTGGCCTTTATGTTCTTCCACGGA
GCAGAGGTAACAGATACACTTCTGATCTGTGCGACAGAACAACTTCATTACCTCGTTGTG
AATGGAGCAGATGGTCTCCTGCAGGTTCTTGAAGGGCTCCACCAGCTTGTGTTTCTTAAA
CGCAGCAACATCAGAATGAGGCTGAAGATGTTCCTCACAGTAAGAAGCCAGGCAGGTCAG
ACAGGACTTCACGGCGTGTAGTTTTTTTCCGGTGCAGATGTCGCAGGCCACGTCTTCTGC
TCCAGCATAATGATGTTCAGCAGCTGGGGGGCAAATCCCAGTTTTTTGCAGCTCCTCTGT
CAAAGCCGCTAGCATAGTGTTTTTAACCAGAGCAGGCTCCGATGTGAATGTCTCCCGACA
CTGAGGGCAGCTGCGGGAGTCATTTTCTTTTCCTTTCCAGAAGCCTTTGATGCACACCAT
GCAGTAGCTGTGTCCGCAAGGAATGGTCACCGGGATGTCCAGCAGATCCAGACAGATGGA
ACACGAAAACGCTGCTTCGTTCAGATTCACTCTTTTCTGCTCCATTTCGCCTCTCCGTCG
TGATAGCTGTCCCCGGCCATAATGCCCGGG
>CL3921Contig1
CAGAGAATACTAGAGCGTACCAATGAAGGTCGCCAAGAGGCAATGGCAAAAGGAGTTGTT
TTTGGTAGAAAAAGAAAAATAGATAGAGATGCAGTATTAAATATGTGGCAACAGGGGTTA
GGTGCCTCACATATATCAAAAACAATGAATATTGCTCGTTCAACAGTATATAAAGTAATA
AATGAAAGCAACTAACATAAAAGGTTGAATATGGAATTGAATATTACTTCAAAGTCTAAT
CCGTTTGGTGATACGACAGCAGAAAATGATAAAAAGATGTTGAGTAATGCTTTCATTGAA
ACTGCTGACTTTAGGACTCTAATTGAAACTGATGACAGGACCATTGTTGTTGGTAGACGA
GGGACAGGTAAAAGTGCTTTATTTATTCAGCTAAATGAGCATTGGAAGAAAGACAAAAAA
ATATTAATCCTGAGTTTCTCACCAGACGATTCTCAAATTATTGGTTTCAGATCAATGTTG
AAACCATTTACAGGATCATTTAATTTAGCAAGGGCAGCAACAAGACTATTATGGCGATAC
GCTATGCTAATGGAGATAGCATCATATATATCATCTCATTACAAATTGTCATCTCAAATA
TCATCAGAAACATTGTTGAATGAACATTTGAAAAAATGGAATTCG
>CL3922Contig1
CTTTCTTTTTTTTGTGTCTTTACTGTACATCCACATGATAGTTATTAGAGAATTATAAAC



AGGGTTTCTTACATTTTACATTCATCTATAAACTGTAAACAAACAGCAAAGAAAATATAG
ATAGAAAACAAACTCGGAACAAAACGACACTCAACACAGACTTTCGCCGGACCACTGCTC
TCACTCTTGCAGTCAGAGCTTCCGATCATGGGGGCAGAGATCTCTCTCTCAGTCTTTTAT
CACGATCTTTGTATCTCTAAAGACCGCCTCCAAAGGGCCAGCTCTCTTCTCACTGATCTG
CTGGCGATGACAGCAGCACTTAGCTGATCTCAGTTGTCTGTCTTTCCTTTATAATTTAAA
TAAACAATAAATACACACATACTTTACATAAACAGTTTTCTGGTCAGAAGTTTGCATAGC
AACAAGTGATGTAATGTCTTTTTTGTTTATTGTCTTATCTTCCTGAAAGAAGAGCCAATC
GAATCCATGTGTTTCATGCAGAGGAAGTCCTAAATTTTCTCAGCAGACCACATCAGGCTC
CTCGCAGCTTCAGCTATGGTCATCTGATTCGCTGCCACTTTGCTGTTGTGGTGATGAGGT
GGCCCTTGTCGCTCCCCCCTCATTCTGCTGCTGCTGTTTGGAGGAGCTGGACAAGTCGAT
GGCCACCTCCTCTTCCTCCGTGTCTTCCTCCAGCAGCCTTTCGTCCTCCTCCGTGTCCCG
GGCCTTGCCAGCAGTGCTGTGCCGCTCTGAGGCGTCGCAGAACGACTCAGATCGAGTGGA
GTCTAAGGACGGGGGACTGGGACACTTCTTGGCCATTTCAAGAGACTTCTTGTGCATTCG
TGCATGCGGCTCACCGAGCAGCCAGGGGGCGCAGGATCCCATCATGCCGTTCTTGGCTGA
NTTGAGGATGGACTCG
>CL3923Contig1
TACTGGACAGCTGTGGGGATTCATAACGAGGACATATGCGGCTTCAGAGTAACAACACCC
CCTAATTGAATAGGAATCATGAAGGGAAAGAGGGTCTGAACTGCTGTAGATCTTTTTTTG
GGTGGTCCGTGTGGATCCATGTTTATCTTTTCCTTGCCCAGTTTAAGTAGAGCGGGGGTG
CGTGTGAGGAGGCTGACGGCACAACTCAGCAGAGCAGCCATGTCCGCCGAGAGGCAGAGC
TCCACTGCGGCTCCCACTGCAGCCATTCTTATCATTGGAGATGAGATTCTAAAGGGCTAC
ACAGTGGACACCAACAGCACCTTTCTAACACAAGCACTTCGCAGACTTGGCGTCTCTGTA
CAGCGTATAACCGTCATACCAGATATACAGGAGGTCATAGCCAAAGAGGTAGCCCTCCTC
TCCTCTCAGTATACACACCTGTTCACCTCGGGGGGCATCGGACCCACCCATGACGATGTC
ACCTTGGAAAGCATTGCCATGGCATTCCAAGAGGAGATGTATCACCATCCGGATCTCACC
TTGCTGGTTAAGGAATTCTTTGGGGGGACGGACAAAAACAGTCCGGCCATGAAGATGGCT
AAGGTGCCCCGTTCTGCCAAACTCAACTATGGAGTGGATCCTCAAACTGGGAAACCACAA
CTCTACCCTGTGGTCAGTGTGCGTAATGTGTATGTGTTCCCTGGGATCCCGGCTTTAATG
GAGAGGGCCTTCACGGGGCTGGAACAGCTCTTTGCTACTTCAGGAACCACCTTTCACAGT
CGTGAGGTGTTTGTGGATGCA
>CL3924Contig1
ATCAGCGGAGAGAGAAAAAACAGCGGTATACAAATAAAAAAAGTGCGATTAAATGATTTA
ATGGGTATACATCACATTTTACTATTGAGGAGTTAAGCATCTTATTTACATCATAACATC
AAATGTTCTACAGAAACATAAACATCCAAGTCATTCTATCATCCAGTCTGTGGATCGCTG
CTGGTCATTTTGCTCAAGCGGTGAAGTTGAGTTTGAAGAGAACGGTCTGCGGCGTGGTGA
CGTCGGCTACGGCTAGTTCCTGGCCGTCTGACAAGCCCAGCTCTTTTAAAGTTTTGCAGA
GGTTTGGTCTGGTGCGTTCTTCAATAGATTTTATAGACTGCAGATACAAAGTCTTATTCT
TTCCTTCCAGAACTGTGGTGATGGCCGGAGATTTCATTTGGAGGGAAGAGTTCTCCGTCA
AGTACTCCAAAATCTCCTGTAACTTGGCAGAGGGCGGGAACTGCAAATCTTGAGGTACTT
GACTGCACGCTGTACAGTTTTCCTTTCGCTCAGCTTCAAAAGCATGGGTGTACAGTCCAT
CCACGTCATTGAAGACCAGGTAATTATTTAAGGGAATATAAGCACTGGTTGCAATTTTAA
AAACCTCAGTTGCACAGGCAGCAGCAATAACAGCATTCGTTGATGCTACAGCAGGAATGA
TCCTCTTCACAACTCCTTGAGTGAGTCTGTAGGTCACGCCTGGGATGCTAAACTCCGCTG
CTCTTTCCTGGGATCTTTCAAACACCCACTGGATATGCTCTGGATTATCACCGTCCAAAC
TTGTGTCTCCAAACGGCGTCTCTTTGGGCCACTGTAGAATGCGGACATATTCGATGCAGT
GCTCCGGCAGCCT
>CL3925Contig1
AACCCGGGCCTTATGGCCGGGATTCTAAGGCCCGAGGCGGGCCGACATGTTTTTTTTTTT
TTTTTTTTTTTTTTTTTTGCAATTCGTTTCCAGCAGCTTCTGCGAAACCGCCGGCGAGCG
TCCGTCCTGATCCTCACCAACACTATTGACTTCAGAGTTAATTCCTCCTCCTTTCTTTCT
TTGCCGCCTCATCCGGTTAACTATTTAAGCGTCTCTTTTCTGACTCAAAGCTTTCATGTG
TGTTCAAAACCCGCGCCGATTCTCGCCGCCACTTCAGACTTCACAAACGCGTTCCTATTT
TCTGCTCGTCAGCTGCTTCTCGGCAACGGTTTGTGGTTGTTGGTCAGGCTTTCGGTTTTA
TCGCACATCTCAACACAAACACACAAGACCTCACTGCCTGGCTTCAACCAGCAACCCATT
CAAGCCCTTGAGCCAGGCACTGCAGAATTTTTAAAAGAAAAGAAATGCAAGAAGAGATGG
TTTTTTTGTTGTTGTTTTGTTTTCAGTTTTAAAAAAGAAAAAAAGTTGAATGTTTTTTCT
CCTGCTGTTTCATTGGTCTAATTCCTTATTCAAATTTTTTTTGTAATGTTTGTTTTTTAA
GAAAAAGAAATAAAATGTATCATGGTTTAAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AA
>CL3926Contig1
AATGGGAAAATCTCGGAAAGGAATAACATCCTTGATGTTGTCGACACCAAGAATGCACTG
TAAATATCTCTCAAACCCCAATCCGAAGCCACCATGAGGAACCGAGCCAAACCGTCTCAA
GTCCAGATACCAGCTGTAGGTGTCTTCTAAACCACACTCTCCCAGCCGAGACCTCAGCAG
ATCCAGCCTCTCCTCTCTGAGCGAGCCCCCGCAGAGCTCTCCGACTCCTGGCACGAGGAG



GTCCACTGCAGCTGCTGTATGCTTGGGATGGTCCTGGTTGTCTCTTGCATAAAAGGGCTT
CAGGTCATAGGGGTAATCAGTGACAAACACTGGAATGTTGCCGCAATGTTTCACCAGGAA
CTTCTCGTGTTCTGTCATCAGGTCACAACCCCAATCGGTGGGGAAGGTAAAAGTTTCCGA
ACTGCGCTTCAGGATGTCAATGGCTTCAGTGTAGGTTATCACAGGAAAGCTCTTCCTCAG
CATGTCGTCCAAGGTGTCCCTGTGTCCAGGAGCCACGTATTTGTGAAACAAATCCACATC
CTCCTCACAGTGAGCCAGCACAGACTCTGTGACTGACCTGAACAGCTCCTCCATGACCTT
GGTCAGATCCTCGATGGATTCTGTGAAGGAGATTTCCGCCTCCACCATGAAGAACTCTGC
CAGGTGACGTCGGCTCTGGGAGTTTTCTGCCCGGAAAGTCGGCCCAAACGTGTAAACTCT
AGGAAATGCTCCTGACATGACCTCTAAATGCAGCTGTCCTGATACAGTCAGGTACACCGG
TACAGAAAAAAAACTCCCTTCATTTGCAAACGTCGTGCCTGGCGGCTCCACCTGGAAAAA
GCTCTCCTGCTCCTTCACAGTCATTAGAGGTGATAGTTGGAGTGTGAATCAGTAAAAAAC
CATTGTTCTTAAAATAAGAATGGACAGCAGCGGTGGCCTCACTTCGTATCCTCAGAAGAG
AGCTGAAGGCATTTGTTCGACACCTGAGGTGAAGAAACTGGCGGATGTACTCGAGGCTGT
GGCGCTCTTTGATTTTAAAGGGGAAATCCACTGGGTTGCATTCTCCAATGACCCGGATCT
GTTCGGCTTCCAGCTCGACCGGCTGCTTGGAGTGGGGACTTTTCTTCAGGATCCCTTTGA
CTTCAACAGCACAGCCGAAGCCGAGCAACGGATCGTTCATCCCTGCTGGAGCGATAACTT
GTAAGGACTTCAGAGAGCTTCCATCGTTCACATGCAGGAAAAGATTCTGTTTTTGGGGTC
GAAAGGAGCGGACCCATCCCTGAATTCGGACATTTTCTCCCACTTGAGCATCTAAAAAAG
CTTCAGAAACGCGAAGTTTAGTTGGATTCTTCATGCAGTAACGCCTGACAGTGACACCCG
AACGGCAAACTGGTGTCATTGATGACAAAAGAAGGGCCCTCGTAACCGTTTGAAACATCA
TCTCCACTGCTAAATTTTATGAGCAAAAACGAGAAGCTAAAGACACATCTTACAGTAAAA
ACCGGGCTTCTAAACGGTTCTGTTTTAGGAATCTTGCTCTCTT
>CL3927Contig1
TTCGGCACGAGGGAAAGCTCGTGGGCGTGGCTCAGAATGTCCCATTCGTGGTTAAACTGA
GGCAGAGGAAACGTCCTTAGGCTAGACGCCGTTTCCTCTGACAGTAGAGCACAAGATGAC
TTTTCTTTTCTCGTCTGTTCGCCAACACTGCCACGCCTCACTGCGACTAAAGCCCCGCCT
CCAGATCTCTGCTTGGCCCAGAGCGCCGCTTTCAGGCGCCTCTGGTTACGCTCGTAAAGG
ACTGTGTACATATAAAGGCACACATATATGCATCAGTTTGACCTGGAGCTTTGCACCCGT
TAAAGAAAGCTGAACTCTTCGTCATTTTGGGAGGTTTTCTGTGTCGCCCATCCCAGCGCG
GCTGCAGACCGCTGCGTCATGTGACCTCTGGAGATCTCTTCTTCTTTTTGCCAAAGTTCA
ATTTCCTCTTGATTTCAGGATGAGGATGTTTAGAGAAACTACACGAGCTGCTTCTGGAGT
GTCTTTTCTTTGCCATAAATAGCAATGAAGCTGTAAATAAACTCCATGTAAGGGAGACCA
ATCATTGAAATACAAAGAAACTATATTTTAGCTCTTTTTCTCCTCTGATTTTGGTTCATT
TGCATGTTCTCTTTTGTTCAAGCAGATCTTTTTTTCTTCTATTCAAAGCTTTCGATGCGT
TTGGGGGGGGGGAGTCCTGAAGCTGGCTGCTTCTGCTGGACTTGTGGTTGGGATCCATCC
GGCTGGCTGCAGCATCGTCTTTTTATATGCTGTTTTAACGGACACCAATGCTTTTCTAAC
ACCTATTACTAGTACTTTGTAATCTTTATCAAAA
>CL3928Contig1
GAAAACCGCCCGGTTGGTTTCCTCGGTTGTGTTTTGTCATTGAGTTTCTGCTGTCGTCAC
CCATCAAACAGTGATTCGGGAAGTGTGACGTGTTTTTTCTTGTCCAGTTAAGGGGCCGCT
CCTCAAAATGTCTGCTCCGGGTTACCCAGGCCACTTTCCTTATCCCGCTCCTGGTGGGGG
GTATGGAGACCCTAATCAAGCACCCCCACCTGGCTTTAACATGGGCTACAACCAGGGTCC
ACCTGTTATGTATCAACCAGGTCAGGGACCGGAGTATGGCGCCCCACTGGTCGGGGCTGC
CCCAGTCCCCCTGGTGCCTATTGGGATTCCACCAGGACTCGAGTACCTGGCACAGATCGA
CCAGATTCTGATTCATCAAAAAGTTGAGCTGCTGGAAGCTTTTATTGGTTTTGAGACCAA
CAACCAGTATGAGATCAAGAACAACCTGGGCCAAAAGATTTACACAGCCAAAGAGAAGAA
CGACTGCTGCACCAGGAACTGCTGTGGCGCCCTGCGCAGCTTCGACATGAAGATCAAGGA
CAACACGGACCGGGAGGTCATCCGTTTGATCCGGCCTTTCCGCTGCGTCTCCTGCTGCTG
TCCCTGCTGCCTGCAGGAGATGGAGGTCCAGGCCCCACCGGGCACCACCGTCGGCTACGT
GAAACAAGACTGGCACCCTTTCCTGCCCAAGTTTTCCATCCAGGGAGCTAACAAGGAAAC
CCTGATGAGACTGGAGGGGCCCTGCTTCGCCTGCAACTGCTGTGGGGATGTCAGCTTTGA
GCTGAAAGGAAAAGACGAGACGCCCATCGGTCGCATCACCAAGCAGTGGAGCGGCCTCCT
GAAGGAAGTCTTCACAGACACGGACAACTTCGGCATTCAGTTCCCTCTGGATTTGGACGT
GAAGATGAAGGCCGTCCTTATGGGCGCCTGCTTTCTGATTGACTTCATGTTCTTCGAGAA
AGTGGGAGAGGCCAACCAGCGCAGCTCCGTGTTTTCTTAACCGGAGATCCAGAGGGGAGA
GCGTTTCACCTCTATGCTACGTTATACTCGATGCTAAACCCAAAAAGCCCTTAATAGGCA
TGTCTATATAG
>CL3929Contig1
CTTCAGAGATGACAAGCATCTGGCGAAGACAGCTTCTCCAATCAAAGTGACGGGCGTGCC
GTATTCCAGGGCAGAAATGGCCGTCCACTTCCCTGTTCCTTTCTGTCCGGCACTGTCTCT
GATCTTCGGCAGCAGGTGTTTGCCATCGCTGTCCCTGTATTTGAGGATGTTTGCGGTGAT
CTCAATGAGGAAGGAGTCCAGCTCTGTCTTGTTCCAGCTCTCAAATGCCTGTCCCATCTC
ATCGTGATCCATCCCCAGAACATCCTTCATTAGGTGGTAGGCCTCACAGATCAGCTGCAT
GTCTCCATACTCAATGCCATTGTGGACCATTTTCACAAAATGCCCCGCACCCTCATCTCC



AACCCAGTCACAGCAAGGCTCTCCTGTCCCAACTTTAGCAGAAATGCTCTGGAAGATGTC
CTTAATGTGGGGCCAGGCCTCTTTATGTCCTCCTGGCATGAGTGAGGGTCCGTAACGTGC
GCCCTCCTCGCCACCACTCACTCCACTGCCGACAAACAACAAGCCTTTCTCTTTTAGACT
CTGACACCGCCGTGTTGTGTCTCTGTATTCAGAGTTGCCACCATCGATGATGATGTCGCC
AGCATCCAGAAGTGGAACCAGCTTGTCTATGAAGTCGTCCACCGCTTGTCCAGCCTTGAC
CAGCAGGATGATCCTCCTGGGCTTCTTCAGCTTGGACACCATGTCTTCCAGGGACTCGGC
TCCGACCACCTTGGAGCCTTTAGCCTCATTATTTAGGAAGTCGTGCACTTTGGACACGGT
ACGGTTGTAGGCGCAAACCACAAAACCATGGTCATTCATGTTCATGATGAGGTTCTGGCC
CATGACAGCCAGGCCAATCAGAGCAATGTCAGCCTCAGCCATCGCGTTTGGGTGAAGAAA
CAGTCGATAAAATGTCTTAAACTGACAGTCAGACCTCGTGCCGAATTNCCTGCA
>CL3930Contig1
CGGCACGAGGCTGGCTGCTGCCTACAGNATATTCAAGCGGAGTCCATCCCACTTATTCTC
GGTGGAGGAGACGTACTTATGGCAGCAGAAACTGGCAGTGGCAAAACCGGAGCCTTCAGT
ATTCCAGTGATCCAGATCGTATACGAAACACTGAAGGATCAGCAGGAGGGCAAGATGGGC
CGAGCTTCTATCAAGACTGGAGGAGCTATTGGCAACAAGTGGCAGATGAATCCATACGAC
CGCAGTCCAGCCTTTGCTATTGGCCCCGATGGACTGTGCTGCCAAAGCAGGGAGTTTAAA
GAGTGGCATGGCTGTCGCTCCACCAAAGGCGTCACAAAAGGAAAATATTATTATGAAGTC
ACCTGCAGCGACCAAGGTTTATGCCGAGTGGGTTGGTCCACCACTCAGGCAGCGTCTGGA
TTTAGGAACGGATAAGTACGGTTTTGGTTTTGGTGGTACTGGGAAGAAATCCAACAACAA
GCAGTTTGACAGCTATGGAGAGGAGTTTACCATGCATGACACTATTGGATGCTACCTCGA
TCTGGAGAAAAACCAAATTTCTTACTCTAAAAATGGCAATGACTTGGGTTTGGCTTTTGA
AATCCCTCAAAACCTGAAAAATCAGGCGTTCTTTGTTTCCTGCGTTCTCAAGAATGCAGA
ACTGAAGTTTAATTTTGGAGGAGAAGACTTTAAACATCCGCCCCAAAATGGGTTTGTTGC
TCTGGACAAGGCGCCAGACGGTCACACGGTCAAATCCTCTCACACAGGAACTGCTAAAGT
GAGTCAGGTGAAAGCCTCGTCAAACTCGGCCAAAGCTCTGATCATTGAGCCATCCAAAGA
ACTGGCAGAGCAAACCTTCAACAATGTCAAACAGTTAAAAAAATACGTGGACAACCCAAA
ACTCAGGGAGCTTCTGATTATTGGTGGTGTGGCTGCCAAGGAGCAGCTGGCAGCTCTAGA
GCAGGGGGTTGACATTGTGGTGGGAACACCTGGGCGGCTGGATGATCTCATTTCCACCGG
GAAGCTCAGTCTCTCGCAAGTCCGCTTCCTCGTCCTGGATGAGTGTGTATGTGCAGATCA
TTTTCAGCTCACGCTACACTCATCCATTTTG
>CL3931Contig1
GAGAGAACTAGTCTCGAGTTTTTTTTTTTTTTTTTTTAATGTTTTATTTACTTTATTGGC
TTCTTCAAAAAGTGACAATAGCTTTTTTATTGCATAAAACTAAAACGTCACAACATTGGC
TTGAATAACAGCACAGTTTGATATCTGGCTACAATACCGATGAGCAACATGTACTTTACC
CCTGATCTAGTAGTTCAAATACATTTTGTAAATAGGCAAAAAATATATAACTAGCAGTTC
TAAATTTAGTTTTCAGTATATGATGCACAGGCATGCTAGAGCATTAATTACAAAAAGCTA
GGCTCGTAGGAAGATTAAGGTAGCGTTAAATGTAGAAGTAAAAAAAAAAAAAAAGATATT
CATAGTGTTAGTGAAATGGTACAGTGAGGATGTGTAACGTCTGTGAAGAAAGATACAAGA
ATCAAATCAAGATTATAACAAAAAGATGAGTACACTCTTTACTACACCGAACTGACAGTA
ACTTATTTACCTTTATTGGCAGACATAAATGCTCTTCTTTGTGACATTGCTTAGCCAGTA
GTGATGCTTACAAAAAAATCAATGTGCTGCAAAACGAAAATGATAAATGCCCTTAAGAGT
GTTAAATGTGCTCTTACTCCCCCGTTACAACACATCTGAACATTTCTGTTCTGATTTTGA
ATAAAGTCATTAATCACCTTAACAGCTGAAAAATCTCAGGAGGGCCTACAGGAGGGAATA
CTTTTGGTACGTCCAATTGATTGATAGCAGTAAATACTGGAATTAATTGCACCTTCAAAA
ATATACTCAAATGCTCAGAACGTTACAGGCATCTTTTCTTTTTTGGATTGAACAGATACN
GGTATTAGGATTAAAGTGTTTGGAGGATAATCTGAGGCGAGAAGATGGTTATTTATCTTT
GTTTACAGTG
>CL3932Contig1
CGAGGCTTTCCTGGACCCCTCTGGCCAGGAGGCAGCTGAATTGCTTGCTCACCAGGTTGC
CAGGTCTGCGAGAGCTGAGGCTGGCGGGTCTGCCGTGGTCTTGTCTTTCCGCTCTGGTTT
CACCCACTCTGCCCCAGCTGAGGCTGCTGGATCTTCGCTGGTGTGAGGGCATCAAAGATT
CCCAAATGAAAGAAATCATCACCCCTCCTGGTCTGGAGTCGTCCCGGAGCAGGCTGAGGA
ACATTGAGACGCTGCGTCTATCTGGCCTGGATATCAGCGAGTCCACACTCAGGTTGCTGC
AGCGCCACATGCCCCAGCTCCAAAGGTTGGACCTGGCCCACTGCAAGGACATGACAGACT
CCTGCATCACCATGCTGGCAGCTGCTGGCAGCCATAGTCGCCATCATCTCACCGAACTCA
CGCTGGCAGGTTGTAACCAGCTGACGGACAGCTGTCTGTCTTCTCTGAAGCGACTCTCCT
CCCTCACACTGCTAGACCTCCGGGGCTGTCAGGGTGTGGGCAGGCGTGCCTGTGACGTCT
TCATCTCTGACCTGTCTCACATTGCCCTTTACTGCATGATGGAAGAGAAGCTCATTCAGC
GCCTGGACTGACTGACAGCAGTTGAGGGAACGGCGCCAGAAAAGCATCAAACGCAGAGAA
TGCTCAGATGTCTCCTTGGAGTGCTCATGATGTTTGGTCGGGCACCTCTATAGGAAAGGA
GATGGGATTTATTTTCCTGCACCTGAACAGAAGTTGCTATGTCATGTTGTGTGTTTTGGA
TCTNTGATCTATGGGAAGAAATAAAAG
>CL3933Contig1
AAGTTTTAATCGGGAAACATATTAAATCTTTCTATGAATTGGCAAAAATAAACATAAATC



AGTTACCGGCCCAATAATGAGGACGATGGAGAAAGAAACGGCTGCAGTTGGCATGACTTG
TACTGCAGCAGTGGCTTCCTCTGTAGATCAGTCTGATGACCTTAGGAGACACTTCGGGAC
ATTGGTGATGTGCATTTAGGCAGCAGCACATGACTGTTTCCATCTGCTATGCTTCATTTC
AGCAGTTTCTGTAGCGGTTTCTCCATTGTGTGGTGCAACGGCGCCCCCTTGTGTATAGAC
TTGAGTCACGCGTCTCCTGATGGCGTTAGGTCACTACAGAGACTCGAGCAAAACCACAAA
GTTGTAACCACACTGTACACAAACATGGAGTGTATGTTTGGCCGGCGGGGTGACCAGGCT
TCTTCACCCTGCTCCATACCTCCCAGAGAGATTTTCACCCGGGCTCAGGGTTTTCCGTTC
ACGCTGCCGGCGGCTGTGGAGTTTCTGGTGCGGGTGAGCCACGACGGCAGGAGGCTGCGG
TGCCTCAGCTTCCGAGGAGACGCTTGAGCGAGACGGACCATCCGCGGCGAGCGCCACACC
TTGATGGTGGAGTCGTCGCTGGCGGACAGCAGCAGCTCCTGATCCGCTGGGCTGAACGCC
ACCGAATTCACAACGTCGTCGTGCGCCAGCCGGGCCAGACAGATGTTATAGTGTCGGTCC
CAAATGTAGCCGTGCTTGTCCTCTGCTCCACTGGCAACAAAGTCTCTGCTGACATCGAGG
AAGATGAAGAAGCACTCATCGTTGGGTGTGAAGGCCCGGTGAGCCCGCAGGCTCCTCCTT
TCCTCCCTTAAGCTCTTCAGGTCAATGACGTGAAGGTCTATCTCTTCAGCGATGGGAGGC
GGAGACATGGGGTCAGAGATGACGCATCCCGCTGGCCACGCCCGGCTGTTCACATAGAGG
TACCTGTGGTCCGGTGACAATCCCATCCCAATGATGTGGCCGTGGATATCAATAACATGG
TCCAGGGAATCAAAAAACTCTGAGCTCCGCTCTTCCCCAAGAACAGGACCAGAAGTTGTC
ATCTGGTCTGGTTTGATTCTCTTAATGCCGATCTGGTGAGGAGAGTATGTAAGGCTGCCG
GTGGTAAACAGTAAATACGTTTTGTCTTCATCTTCCGCAGACTCAGCGGACTGGATGAGG
CTGGACTCAGGGGCCTTTGTGTGGACTCGGCCCATCATCTGAGCGACCTTGGACTCGATT
TCTCGATCACTGCTTCTTACATTTTTACAACTATGAATAACCTGCTCCAGGCTTGAGACA
GAGGATTGGGGACGACGGGCAGAGAAGCTGTGACCTCTGGAGTCCCGATGATAGTCTTCT
TCTTCCTCCTCCCCTTCCTCCAGCTCCTCTTCACTTCCAGAGGCTCCCAGGTCGAAGAGG
AGCGGTTGGTGCTGAGAATGCTGCTCTCCTTTCTGCCTCCTGGCCTGAGACTGAGCCTCA
TAGTCCAGCAGCAGGTCTGGGTTGTCATGGCGATGGCAGTGAGCCACCATCACCGTACGA
ATGGTGCTGGCATTGATGTTTTGGATCTTGAAGAGGCGCTTGACCACATTGACGTTTTCT
GATTCGATGTCCTGGAAGGCTTTGTTGAGCCAGAGAACCGAGCAGGATGTCATGTTGCCG
ATCCAGTGCAAGTTTCCAGAGATCAGGTGAGTTTCGTTTAACCAGCAGCCAAAGACATCA
TACGGCTTGTTTCTAACCCGCGACAACAGTGTGTAGTTTTCCATGCTTATGACGGCGATT
TCCCCTGACGAAGAGTGGTGAGGGCCCAGATAGACTCCAGAAACCAACCCTC
>CL3934Contig1
GATGAAAAAAACTTTCCCTTTAAAAGTTTACGGTAACAAAGTCCACAAATAAACGTGTCA
GGCCACTTCTGAGGGATCCCAGCAGTACTTGTGTCCACAGTCCAAAGACGACAGCCTCTC
CATGTCCGCTTTACTCAACTCAAAGTCAAAAATCCTGCAATTCTCCTCGATTCGTTCAGG
ATTGGAGGATTTTGGGAGCACCGGGACTCCCTGCTGAACAGCCCAGCGTAGGAGAACCTG
TGCAGGCGTACGCTTGCAGCTCTCCGCCACTTCGATGACCAGCGGGTCGGCCAGCAGCTC
TCCTTTCCCCAGCGAGGAGTACGACTGGAAACACACTCGGGACTCCTCACACACACTCCT
CAGCCCGGCCTGGCACAGCCGTGGATGAAACTCCACCTGAAGAACTGCAGGTGGGATCCT
GCAGCTGCTCATCAGTTCCCTCATGTGTGCTGGTGTGTAGTTGGACACCCCTATGGCCTT
CAGCTTCCCTTGGCCATGCAGCTCCTCCAATGTGGCCCAACTCTGAGCTCGGTTGCCTGG
ATTTCGCTGATCAGACACAGGCAGACCCTGAGTTCCAGGCCAGTGAATCAAGTACAAGTC
AATATAATCTAAATCCAGCTGTGACAGACTGTGGAGGGCCCCCTCCATGGCTTTCCCGCC
CTGATCCTTAGGGCCCAGCTTACTGGTTATAAAAACATCCTTCCTGGTTAGACCATATTT
GGGCAGCAGCTGCTTCAGAGCTCTGCCTAAATGTGCCTCATTCCGATAAACAGCTGCGCT
GTCAAAAGCTCTGTATCCAGCAGCCAGAGCAGCATCCACGGCAGAGTGCACCTCTTCAGG
ACCACTGAGCTTGTAGGTCCCCAACCCGAGGAGGGGCATCTGAAGCCCGTTGTTCAGGGC
AACAGATGGGGGGAGAGAGGCAGACATCTGATCCGAAACTGATGGGATTTTCTTCAATGG
AAGTGTCCACTCTAGAGAACTTCACGTTTAGCCAAATGCTAGCTTGTTTGAACGTGTGTC
AGCTGGTGGTCACGTGATACAATTNTTGGGCCCC
>CL3935Contig1
GTAGCAACACCTGCTTCAGGTGCTTCGCGACCCAGAGCACCCTAGTCTAATCTAAATAGT
CATCTTCACGTGTCCACAGCTGAGCCAGCATGCCTCCGAAGAAACCCACACAGGCCGCGG
GGACCAAAAAAACCCAAGAGAAGAAGAAGGAGAAAATTATTGAGGACAAAACGTTCGGCC
TGAAGAACAAGAAGGGCGCCAAGCAGCAGAAGTTCATCAAGAACGTCACTCAGCAAGTGA
AGTATGGACAGCAGAGCGCCCGACAGGTCGAGAATGAGAAGGGCGGCAAGAAGGCAGACA
AGAAGAAGGAGCTGGATGAACTCAATGAGCTCTTTAAACCCGTCGTCGCTGCGCAGAAAG
TTAGCAAAGGAGTTGATCCAAAGTCGGTGCTGTGTGCGTTCTTCAAGCAGGGCCAGTGCA
CCAAAGGTGACAAGTGCAAATTCAGCCACGACCTGTCCATGGAGAGGAAGTGTGAGAAGA
GGAGCGTCTACGTGGACGAGCGGGACGAAGACCTGGAGAAAGACACCATGGAGAACTGGG
ACCAGAAGAAGCTGCAGGAGGTGGTCGACAAAAAACACGGGGAGGCAGAGAAGAAGAAAG
CAAAAACTCAGATCGTGTGCAAGTACTTCCTGGATGCCATTGAGAACAACAAATACGGCT
GGTTCTGGGTGTGTCCCGCCAACGGTGACACCTGTATGTACCGACATGCCCTGCCGCCCG
GCTTTGTGCTGAAAAAAGACAAGAAGAAGGAGGAGAAAGAGGAGGAGATCTCACTGGAGG
AGCTGATCGAGAATGAGCGAGCGGCTCTGGGCCCAAACGTCACCCGGATCACACTGGAGT



CTTTCCTGGCTTGGAAAAAGAGGAAGAGGCAGGAGAAGGTGGACAAAGCCAGGGAGGAGA
TGGAGAAGAAGAAGGCGGACTTCAAGGCTGGGAAATCCCTGGTGGTGAGTGGGCGTGAGG
TGTTCGAGTTCCACCCAGAGCTGGTTGATGATGATGACG
>CL3936Contig1
TTTTTTTTTTCATTTCATTCACTCATTTATTAGAAACCCGTAACGGTGATGGTAAAAATG
CAACCAGAGCAGTGTCCCACAGAATCCTGTCCTCATGCACGCATCCAGCACTCCTACAGC
AACAAACTAAAAACAAACAAACGCATGGATGGAAGAGATTTAACTATCGGGACAAATTCC
ACATCCGTGCTGGATCCACTAGAGCATCCCGGCAGTCTGAATCCCTCTGAGCTCCAGAGG
AGCAGACGGATGTCCAGCATAGTCCTCCTTCACAAATCCTCCAGTTAAGTTTAGGTGGGA
TCAGACTGTCCACGGCGGACGGGGGCGGGGCTTCAGCAGATCCCAGCTCTGAAAGCAACT
GAACAAGGGGACCAAAAACAGAGAGGAAGCAGCTCACTCAGAAAAACACTAGAACTAAAA
GTCTGAAACTGATGGAGGAGACGTGCTGAAGATGTCCAAACTCTGCAGAGCGTCAGGATG
AAAGCCGGGGAATCTTCCATCGCTGTTTCCATGGTGACAAGGCCGCCATCCTGAGTCTCC
CAGCCCTCCTCTGCACAGCCTGCTGGCAGTCTGGTGTCTGGCAGGGGGGGGCAGAGCGGT
ATTTGGGTGTGGCGTAGGCCTCCTCTCAGTGCTGCTCCTCCTCCTCCTGAACCGGGCCTT
GGGCTGGCGTTTCCTCCTGAGCCCCATCCATAGCCTGCGCTGGCGGCTGGTCCTGCACTA
CTGCAGGGGCAGCTGGAGGAGCGGGGGCGGGGGGCCGGGGCAGCAGTATGATCTGGTGCT
GCCGCTGCCGGTAGGCAATGACCGTACCCAGCAGCAGCGCGATGACAGTCATCAGGTAGA
GATCCCACTCTGGGCCCAGAAGCTGGTCCAGGTCAACCTGAGTGATGACCTCCTTCACGT
TGAGATCCTGCAGGTACTGCAGGGTGTACACAAGGCCCAGCTTGCACAGAGCCAGGAAGA
CCGGGACCTGGGCGTCAGGACTGGCCTCAGCAGCCATGTCATAGAAACGCTTGGCCAAGT
GGATGTCCCGTTTGATCCCCAGGCCCTTCTCATGCATGTATCCCAGGTTGAACATGGCCT
GAGCGCCGTTCTGCTGCTCCGAGGCCAGTCTGTAGTGAATGACTGCCGTCTCATAGTCCA
CATCTGTCCCGAAGCCATAGAAG
>CL3937Contig1
GCTTAAATGTAAGGAGTCTGAGTCGCCCCACGCCGTCACAGTCTACATGATGGAGCCTCA
GACCTGTCAATACATCCTCGGGGTGGAGTCTCCGGTTATATGCAGAATTCTGGACACCGC
TGATGAGCACGGACTCCTGTCAGTCTCCGGTTAGATTAAGGACATCGTGACAGCAGGGAG
AGAAGAGCACCCATTAAACTGAGGCTTGTTTGCTGGAAGAACAAACGCTCGTGACACTGT
GTTGAAAACCAAAACTGAGGTTTGACCTGATCCTGAGGTTGGACTTCATGGACTGGAGCG
CAGCCCAGTCCGGCCTTCATTCGTGGCTGTGGCCACAAACCCACTCCTGCAAGCCAGCTG
GCCAGAACTCAAAGAAAAAGAGGCTCAACGCCTCCCCCTACAGGACGGCGGTTTTATTTT
CTAAATTTTAGGTGTTGCATCCGTCAACTTTAAGAAAGAAGTGCTGAGGGGAAGCGACTC
CGTTCATAGTGATTTTACTCTGTCTTTCCATATGAAGGACTGGACTGGACCACTTTTCAT
ATCTTTAAAAAACCATTTTGCAGGTGTGAGAATGCATGCTGTGTCAGCCTACATAACGAG
TGAGTGTAACTTATATGTTAGGGGTGTTGCCTGTGGAAAATCATCAAAAAGGATTTATTA
AAATTGAATGCATTGAATGTGCAGAATGTGGTAATTGTGTATTTTACGGATGCACACTGG
ACTGTGTTGCTGTAGCAAAAGAATGCAAACCTGTTTTTTATAGCGAGAACAAATCCACNT
AAATTGCCACTTATAAGGGGAAAAAATGCCTTAACAGAGACATGCCAACAAATGTTTCAC
CGAAGGAAATAAAGCATCT
>CL3938Contig1
TTTCTGGTGTGAAGGGATGGACATACATGTGGAACACACGTTTATTTGACATTTCCTTCA
CACAGAATGGATTTGACATCATATAGTGACTTCTGTTTGTGACCAATCAGACATCAAGGT
TGCTACGATCATCTCTGACCCTGATTGTCCGTCTGCATCTCACAACAGTTGGTTTTAATT
GTCTCTGGTTCATTCCCCCTGCCCCCCGGAGGAGTGGTTTGTCCCACTCTTACGTGACGG
AGGCGGGACTCGGACTTGACGGAGGCGGGACTCTGGACGTGACGGAGGCGGGACTCTGGA
CGTTACGGAGGCGGGACTCGGACGTGACGGAGGCGGGACTCTGGACGTGACGGAGGCGGG
ACTCTGGACGTGACGGAGGCGGGACTCTGGACGTTACGGAGGCGGGACTCGGACGTGACG
GAGGCGGGACTCGGACGTGACGGAGGCGGGACTCTGGACGTGACGGAAGCGGGACTCTGG
ACGTGACGGAGGCGGGACTCGGACGTGACGGAGGCGGGACTCGGACGTGACGGAGGCGGG
ACTCGGACGTGACGGAGGCGGGACTCGGACGTGACGGAGGCGGGACTCCGACGTGACTCC
NACGTGACGGAGGCAATGTAAACATTCCTTTGAATGATGGGTGTTTTATTTCCTTGTGTG
GGTGCAGAGCAGACGCACCGCAGTCGGATCGGTGGAAATCCGCCTTAAGGCTACGTTCAC
ACCAGCCTCTCCATCGCACGTTCAAGTGACCTCTTCCAGAGTTAAGTCCATGTAAACATG
CTTATATGGGTGTTTTGGGTTAGGCAAAAATGATGAGATTCGCAGCAAACTGCTTCCAAC
TGTGAGGACATGAACTAGATCCCACGTCCAGCGTGAACGCCGTATGCTAAAAGCGTGCTG
AACGCGGGCGCTTGAATGCACGTCACATGAGTTTAAGTAGCACAACATGGACTCTAAAGA
ACTTAAGAACAAAACAATTGAACACAAGAAGTTCAAATGAAACTTTAATCAAACCTGCGC
CTGCCGTCGGCAGAAACAGTTCTGAATATGTGAAACGTGGAGGTCGTCCAGAAAAACCAC
TGCAGGAAAAACAAACATCCATGTTTGTCACAGCTGCACTTTTCCTGACAATATGATCAA
CAAAAACAAACCAGAATCCTTTTATTTTAATAAATCACCTAAAAAAGTCACGCCTCATTT
CATGATTCTCTTCAAGGGCAACTTCAACCCCAACTTCCCTTCATCAGCAAACAACCAATG
AAATGACAGAAAATGAAATCTTCTGCGGCTTCTGCTTCTAGTCACTGTCCCACAGACAAA
TCATTTCCCTGAACATCCCTTCAGGGAAATGATGGGTTCAGCTCTGTCCGGTCTTTGCTG



CTGCTGCTGTGGAAACACGCCTCAACGGCCAGCTGGTCGTCTTCCTCGCCAGCAGCATCA
GCAGCCTTACAACCCAAATCTTCACACAGCGGACACTAAAGGTTTGCGTAATAGCGATCC
CTGTTAGCATAATCTCTGTGAGCAAACTTGGCGTCCTTTTTACTGTGCGGGATCCGTCCG
AAGGGGGCGTGGTCATTGAAACACGAGTCGAAGACGGAATCCACCAACTTCTCCGCCTCT
TCCCGGGTGATCTTCCTCACAGCCAAGATGGAGCGCAGCGCGCGACCTCGAACGCACTCC
TGTTGATGCTGCTTTAACCCAAAGTTTAACCTGAAAACTTCACTAACGAAGGAGCAGTCT
CCACTGAGGTTAGCCGCTCGGATCTCCGAACAGGCCAGATGTCTGTAGTTGTTGAACCAG
TCCACGTGCGCCCGGCAGTGGTCAAAGGCGTGAATGAGCTCGTGTGCGACCACTCGGTTC
ATGTGTGACTGCTGATGGATGTTGTTCTGGCACAAAACAATCTGAGAGGACGCCGCATCA
AAGCCACCGCTAACCGTACCGTCGCAGTCCTCGCAGGAGAAATGCCGCTCTTTCAACACT
TCACAGCCGGAGCTCTTCATGGCCGTCAGGAGCAGTTTGGCGTAAGGACTAGTTTCCATT
GCGACGTGTAACATGAATTGACACTTGTGGTTAAATGCAAGCAGGCTGTCTTTGAGCAAC
GTTTTGCTGTGTTTTCCTTCATTTCTCTCCGGGAATAGATCGTATCCAAACTCCTCTTTT
TGCTTAGTTTGGTCCATGATGTTTCATTAGCGCAGTCTGGGCATAAATCGTGTCTGAACT
CCCCGGCCATAAGGTCCGGGT
>CL3939Contig1
ACTGATCATCAAACGTAAATCAAATCATTAAAATCTAGGAATGAAGATTAAAAATAACAT
TTCCAGTGTTTTAATAATTTACTAAAGGAATGTTAAAAACAAACGTAAGAAAAGAATTTT
ACTCTAGAAATAAAAAAAACAATCCAACTGCGTGCAAACATAAGCTCCGCCTCCACCTGC
AGAAAACCAAACGTTTTTATGGAAATGATCAAACACAACGCTGCTGGGGGGGTCCTCTGT
CCTCATATTATGGGATGCATGGGAATTGTGAAGTTATTGTTAACAGAGGGGGGGGGGTGA
GGCCTCACGAGCCCCTCCTGCTTTGATCAACCGTCAGTTCCACAGCTGATGACAGGAGGC
GGAGTTTGCTAAGCCAACAGTCTCATTTGTCTTTCTTGGATTCAGGCTCCTCCCCCTGGG
CGGGGGCTCCCTGCTGCTCTGGCTCCTCCTCCTCGGTGACCGTGGGGAACTGGGATTGGC
TGGGCTTCTCTCTGCTCCTGCTGAGCTTCTTGGATTTCTGGTAGAGCTCGTTCAGGTTGA
ACTCCCGGATGATGTTTTCCTCAGTGAAGCTCCAGGACACCGCTCTGCCCTTCTTGTCCA
CCTGGGGGCGCCGCATCAGCTCCTTTCCTCCCTGGAACAGCACCAAGGACGGCAGCTGCT
TGGACAGTGGCGATGCGGACACCCTGTACTTCTTGGAAACTTCTCCGTAGCGTCCGATGT
CCACTTTCCCAAATTTGAGGCCGGCGCAGTTGTACTTGAGCGAGAGGTCAGCGTAGACTG
AGGCGAAGGACTGGCACTCCGGCC
>CL3940Contig1
TTCGGCACGAGGGTAACGTAGAAGATATCGAACTGTACCATCACGCAGCCGGGGTCGGCG
ACAGTGAGAGGGTGATTCAGGATGGTGGACCAGCCTCTGTGGGAGCAGATAGGATCCAGC
TTCGTGCAGCACTACTACCAGATGTTTGACTCTGATAGGTCGCTGCTCGGATCCATATAT
ATTGATTCGTCATGCCTTACATGGGAAGGAGAACCATACCAGGGAAAAATAGCAATTGTC
GAAAAACTCACTAGTCTTCCCTTCACAAAAATAGCGCACAGTATAACAGCGCAGGATCAC
CAGCCGACCCCAGACAACTGCATCTTGAGTATGGTTGTAGGACAGCTAAAAGCAGATGAA
GACCAGATCATAGGTTTCCATCAGAGTTTCATCCTGAAGAACATTAATGATGCTTGGGTG
TGCACCAATGACATGTTCAGGCTGGCCATTCACAACTTTGGTTAAGCCGCCTGTCTGCGC
TGGCGGACAGGGGCGGTCGTAGTGAAGGGCTGAGATGAGGAATGGAGGTCAGGAGTTGGG
CAGAGGAGCGAGCGCTCACCTCCCCCCTCCTGCTGTCTCATTTAGTCCCATTTGACCACC
AAGCAAACACCTGACCGTAGATGTAAACCGGCGAATCTCGCCCAGGTGGGGTCTCCGGCC
CGCCCAGCTTATAGAACTGCGACCTGTTTCTTTGCCAAGAGCTGGCCGACAACGTGAGAC
GCCCCTGTCTGCCACTCCGCTGACCTGCATGATGCTGGGAGCCCTTCGTTACAGTATCTA
CACTCAAGCAACCTGAAGGAGGAACAGCTGATCAATGCCATTAACTCGTGCTCTGCTCTG
CTCTTCATCCTAATCCATTCTGCTCCAGGCGGCTGCACTTGTTGACTCAGTTCTGTTAGC
ACTGATGGTGACTGGTTTGGTGATCCATGTTCAGGTCCAGAGTGAGCATCTTCAGCTCTC
ACTGTGCTGGTTTTTTTTTTTTTTTTTAGATGCCACTCGTGTGCTTACTTTAGTTTGCCT
TAGAGGTTCAGGGTTCATCTTCCTCTTTACAATAGTTCACCTCACCACGATTCCTTCTGC
CAAGGTTTGGTCATACAAACCAAAAGGAAATGGGGAATGAAGCGTGATCTCTGATCCAGG
TTTTTCTCTATTTCTCTCTTTCATACACGGCTGGCAGGTAACATGGACTACAGCCACGAA
ACAATAAAATCTAGACTTTTTTT
>CL3941Contig1
TGAAGCGTTTATTTAAATNTTTACTTTACAAGTAAGACAGTTTTTGCTCCCAAATACTTT
CTTATCTTTTCCTTGGTGAGCTTCAGCTCAGAGAATGGGAGACGGGACAACAGCGCCCCG
TAGTGGCTCAGAGTGGAACAACAAGTAGCAGACGTGACAAAAAGCAGGCGGGTGAAGTTC
TCTGGCTGGTGGGTCTGACGCTCGCCTGCAGCGGTCGCTCCATCCACCAGCAGGTAGGTG
AGACGCTTTCCCCTGACCTTTAGAGTTCCTTTAGAACGTCTTTAAATAAAAACGGTTTAG
AAATCTACAAACCAGCAGATCGTAGAAATGATGTCGATCTTAAAGTTAAGCAGAATTTGT
TCTAAAAAAAACTCGGAGAGAAAAAAAACTCCTCCAGCTGACAAAAGCTTTTAAAAAAAG
GAAAAAGTCTTTAGAGGATCAAGTGGAGCCGAAATGAAGAGAAGAGACTTTATCAGAGTT
CACAGGGTCCTGTTTGTGTGTGTTTGTGTGCGTTTGTGTGACACGGAGACGTCATCCAGC
GCGGGTCAGCAGCTCCTGAGCCCATGTCTTGATGGCTGAGGTGGTGTGCTGCAGCAGCTG
CCACGTTGAATTGGTGAAGGACAAGGCGTGGTCCTGCAGGCACGACACGGACACCTCCCC



ATTGCAGGAGTCCTGCAGACTGCTCCACGCTCGCTGCAGCAGCTCCGACACGAACGCCGC
CGCCGGCAGGACGTAGTTCTGCTGGATGAAGAGGAGCAGCTCCCTGATGTACGCCAGCAG
CTGGAACACGCTGTCGGGGGTGTTGGTGTTCACCCACTCAATGGCGAGCGGCGCCGACTC
TCTGAGCCACAGAAGAAGCTGGGAGGCTTTTTCAGAGATCAGCACGCCGACCGCTTGGCT
CTGCTCTGCAGCCTGGCGGGCGATCGGACCCAGAACCCGAACACACTCCGAGTAATAGTG
AGGAGTGTTCTTCTCCAGCCAGGTGAAGCCCTGCTTGGAGTAGACGGTCACCTTGCTCCA
GGCCTGCTGGGACACGGCGGTGACCCCTGAACTCTGCAGATACTTGGCCGTGCTCGACCC
TGCGACGGAGCCGT
>CL3942Contig1
NNNTTTTTTTCTTTTGAAAAAATATTCCCATTTATTGAGGTAATTCTTTCTAGAAAAGAA
ACTGAGGTAAAAATTTGCATAGAATACCTTTCACAAAATGTACACAGAAAAAAACACATC
CATGAAGTAGTAACAAAAATGCCAAAAACAATTGACTATAACAAAGAGACAACAAAGTGT
GCTTTGATTCCCTTCTGAAGGTCTTTAAAAATAGAAAAAACAAACCGTTAAGTCCGTAGT
TACTGCTGGTGATGTTGAATGTATAAAACTTAACAGCTGATGGCCTCTTCGTAAACTTTC
AAGGATTGTATAAAAAGTACATTCATAATTTAAATGCTGATCTGCGTCTGACTTTCGCAT
ATTTGATAAAAAAAGATATAAAAATAGATCAGCTCCATCAATAAAAGGGCACTTTTCTGG
GTTTTGGATGTTGACATACGCTACAGACAGTCATCTTCTGGAGCCAATAGATGGCAGCAC
TGAGCTGAAAAAGAATCCCTTTGGAAAACTTTTACCCTTCCTGGTAAAAGAGGGAGAATA
CTACAAAGACGACGTGGCAAATCTTTTAGTCATTTTGAAACTATAAAACTGTTTTTTTCC
CTAATTTGCCAATGGCTTTGGCTTGAAGTCTGTTTCAGAACAGGAAGTACAAACGCCCAC
CTCGTTTGTGATCTGATTAAAATAGCTCACAAACCACAATGCTCACGCCTTCCTGTAGAA
ATTAGTGCTTGTGGCAGCAAAAGTGTGGCTATGCTGTTACAGGGAGTCAATGTAAACAGA
GGAGGTGACTTGTGACAGCTCTACATCCAGTTCTGTGTCAACTAAAGTGACTGAGAAACC
TTGATGCTGCCCGGCCATAATGCCCGGGTTTACGGCGC
>CL3943Contig1
GTTGCAGGTTTTTTATTGATACAGCATAAAAAGAATATTGCACAGAAAGTCCGGACCAAC
TTTATTCAACAGAACTCCCCTTTGGGTGATGTCATCAGTAGCCCAAACGCCTTCAAAAGA
AACAGAAACCAGAGAAGAATCCATGAAGTCACGGATGCATTCGTCTGCCTTCCTCTACAG
ATGTGGTTTTTGGTTCTCGTGAACGTGAAGCTGCAGAAACTCGTCATGGGGATCAAGAAC
TGAAAATCCACGGAGAGCTTTAGGAAGAGGATCTTTCTGAAGCCAGTCGGTGAGGATCTG
CTTTCTGCTAAACATTCTCTCTGCGAGGAGGAAAATCCTGAACGGTCCTCACCAGAGCTC
CTACTTCTGGGGTCAAACTCCTGAGTCAAAAGTCTCTGATGTGCCAAAAGGCCGGATGTG
CAGCGGTCGGCGCCCGCCGCCATGAACGCATCACTTCCCCTCCCTCTGTTTAGTAAACAC
TGATCAGTGATGAGATCCTGATGTTCGGGAGGAGTCCTGCTGACTGTTCCAGAGAGTGGA
AGGACATTTGGGTCCCCAAAGCTGACTGCAGGCCAAGTTCACGAGTATGTGGTTCGAATC
CCAGAGAGTGGTCTGCTCTGAAAAGTCCCCCGGTCTCATCTGGGTTTCTGTTTTGGGTTC
AGATCCGCTCTCGTCTCTAAAGCCCAGAAGGATCAAAGCAACAAAAAAAAAACCCCTTTA
GCTTCCATCTGACTGCATCCAGAGTCTCTGAGGGAAACGTTTCAAATCAAAGCTGCCAGT
GCAAAGTCCTGAAGGTCACAATTTCTATAAAATGCAACAACGGTCGTTTTTAACAGCATC
TTTACCTGAAAAAACTTCCACATTTGGGGTTTTATGAGACACCAGCCCTTAAGAACATCT
TCAGCTTTAGTTTTCTTGGAGCAGACGCGTAACCAAAGCCCTTTCTTCAGTCGTTCAGCC
AGTAAACGGGCTCTGTGGGATTGTCTATTATAAAATGATTACATGTGATGGATTTTCTAA
CTAAAGGAGCTAAACTTGGGCACACTTCACACTCTCCTCCACATTTGCTATTTTTGGCAC
TGACAGTAAAACTCGCAGCGTGACAAAAGTGATGAAGCTGCAGCCTCGTGCCG
>CL3944Contig1
TCGGCACGAGGGTTCATCGTAAAGGGGAAGGACTCGCTCAAGCTGTTAGATCGCCTGTTT
GCCAACACCATGCCGAAGGTCGGCCATACTAACATCAGCCACATGCTGACTCCTTCTGGG
AAGGTCTACGCCGAGGTCACCATCACTCAGCTGACTCCCGGGGAGTTCCTGCTCATCACA
GGATCGGGCTCGGAGCTTCATGACCTCAGGTGGATTGAAGCAGAAGCAGAACGTGGATAC
GACGTGGAGATCAATAACGTCACAGACCAGATCGGCGTGTTGGGCATCGCAGGACCAAAC
TCCAGGAGCGTTTTACAAAAGCTGACGGACGAGGATTTAAGCGACTCCGCGTTTAAATTC
CTGCAATGCAAGACCGTCCAGCTGGCTGGTGTTCCTGTGCGAGCCATCAGGATCTCCTAC
ACCGGTGAGCTTGGCTGGGAGTTGTACATGGAGCAGGAGAACATGGTGGCAGTATATCGG
GCCATGATGGAGGCCGGAAAGGATCAGGGCATTGACAACTTTGGCACCTACGCCATGGCC
TCACTCCGACTGGAGAAGGGCTTCAGAGGCTGGGGGGCCGAGATGAACTGTGACACCAAT
CCTCTGGAGGCCGGTCTGGATTACTTCATCAAGCTGAACAAGCCCGCCGACTTCATCGGC
AAAAAAGCGCTTAAAGAAATCAAAGCCAAGGGGCTAAAGAGGAAGCTGTCCTATCTGGCC
GTCCAAACAGATGAGATAGACCCTGAAGGCAACGAGACTATCTGGCACAACGGCAAGGTG
GTCGGTAACACAACGTCAGGAGCGTACAGCTACAGCAGCCAGCAGAGCCTGGCCTTCGGC
TACCTGCCCGCGGAGCTGAACTCTGTGGGTCAGACGGTGGAGGTGGAGCTGCTGGGGAAA
AAATACCCGGCTACGGTCATCCAGGAGCCGCTGGTCCTCACCGAGCCCACGAGGACTCGA
CTGCAGAAAAAAGCAAATACAAAAGCATAAAAAGTGAATCCTTCTGTGAGTCTGGACTGG
AAACATGACCATGCTCTACACATCCTTTACAGTGAGCAGTTAGGGGGCCAGTTTTGTTTT
TCTTTCTTTCTTTTGTGACCTCAGAAGAAGAAAGTCGTATGGTGGAAATGCCATTGAAGA



GTTTTTATTGTGTTTCACAGGCAACTTGTGTTTTGCCTGTTCCAAAGTCTTACAATGTTA
AAGGAAAAAGTACTTTTCATAATTTAATAAATGGATTTTAAATGTTTACAGGTCAGTTTT
TCTCCTGTCTCACTTGAAAAGTAATCTTAAAATCAAATAGTGCTATTGTACAAGTTTGTT
ATACAAAGACGTTTGTTTTTCCATAATAAA
>CL3945Contig1
CCGCGGACCGTATTTTTTTAAATTATTTTCTCAGAAGTTGATCATTTCCAAATCCAACCC
TCTGTGCAGAACCTTCTTTCAGCATCCAGAATCCTGCTTGGCTTTCAAATTTTCAGTAGC
TGTGAACACACAACTCCTCTTAGACCCTTTAGCTCTGTGGCCGGTTGTATATATGTACTG
ATTTGAAAGACCATCTCCTGGATTCCCGGTCCTGTTTAGTCCTCTGTATGTTTTACTCCG
ACAAACGTGGGATTATCCGGCTTCTGTGGAGTCTGGTTGGGGATTAAATTAGGTGCATTC
AAAGGGGAAACGAGTAATTAATGCAGGGCAGAACACAAAAGTGACCCCTGTGTGTGATCA
CGTGACTGCCACTCTTCTTTGTACTGGAGTCAGACTGCAGGTTAGTGTGTGAGTGAATGA
GTGTTCTTCCTTCCTTCAATACACGGATGGAACAGTGGAAGACCGACCAACTTTTCTATC
ATTTTAGAGTGGCAGTATATTAATGTACTGTGTATTTTGTAGAAAACCTACACAAAGTTC
ACAAATTGTACAAAAAGCCATTTGTTTTGAAATTCAGGGAATGTTTGTGACAATGAAATG
AATAAAAAGATGGACTTAAAAAAAAAA
>CL3946Contig1
TCGGCACGAGGATTCTTTCCATCAATGGCATTTCTACTGAAAGCATGAACCACCTTGAGG
CCCAGAACAAGATAAAAGCCTGCACAGGTACCCTCAGCCTCACTCTGCAGAGAGTCTCTG
CTGTTTCTAAAGAAGAAGTGCACAAGGAGGATGGAGAGACAAACACCAAGAAGCCAGTGG
TAGAACCTGAGAATCATTCGTCAGCACCGAGTGACGCCAGCAAGAAGCGTGTGATTGAAG
ACACCGAGGATTGGCACCCTCGGACGGGCACCTCACAGTCCCGCTCCTTCCGCATCCTCG
CCCAGATCACCGGGACAGAGAATGAGCAAACTTCAGAAAACGGTGGGAAAAAAGTGACCA
AGTTGGACCCAGAAGTTATAGGACAGAAGTACAACAAGCTGAGAGACTGGCACCATGGTG
TTTCAGCCCGAGTGCTAAATGTGTAGACAACAAAGCCAAGTAGTCATTTTTGTACTTTCA
TTAAAAGAGAGCATACATGTTATCTTTATTTTTACATAGGAGAGATAAACTTAAAATAAA
AAGTGGATGTGTTTAGTTAGTAAATATATTTGTGTATATTAGAGTTCTATAACATATTGT
GTAAATCTAAAACCTTCTCTTTCCTGTGTAATTCTGTTCCAGCCTGATTTTGTCTTTTCA
ATTTATTTTCTTCACTAACTCAGTCTTTGTGCCACCACTTTACCCCAATAAAAGG
>CL3946Contig2
TGGGGCTGCTGCAGACTTGGAATAGGTTTTGGCTGTGGGTGTGGTGTGCACAGTGGGCTT
TGTGTCAACTACCTCGTTTTTCCCACCATTTTCTGAAGTTTGCTCATTCTCTGTCCCGGT
GATCTGGGCGAGGATGCGGAAGGAGCGGGACTGTGAGGTGCCCGTCCGAGGGTGCCAATC
CTCGGTGTCTTCAATCACACGCTTCTTGCTGGCGTCACTCGGTGCTGACGAATGATTCTC
AGGTTCTACCACTGGCTTCCCATTGACAAGCTCAGAGAGCCCCTGACTCTCCAGAAGGCC
CCGCCTCTGTCCGATGGCCACCTCAGAAGCATTGGCATTGGAGTAAAGGTTGATAGGTGT
GTTATAGACAGAAGGCTGTGGGACATTCGGGTGGGAGGGTGTCACTCTGGCTGAAGAGGA
GGAGGTAGATGAGGATGAGGAGGCGGATGGGGAGGTGAAAGCAGAGCGACCAGGGCTGGC
TTTCTGGACCGAATTTGCCGGAGCTGGTTGTGGAGCAAGGCTGGACTGGAGTGGGAAGGG
AGGGTGTGGTGGCTGGGAGGGGGCGGCTGGGGTGAAAGCTGAGGACTCAGAGGGAATAGA
GGCGACTTTGGTAGAAGCTGGGGAGGAGGCAGTAAACCCACCGCCGCTCCCTCCAAACGG
CCGAGCTGTCTTGTTGGATATGGGACTGGCCTGAGTTATTGGCTTGGTGTACGCGGTGCT
CGCCACAGGCTGAGTGATCGGCACAGGCTTAATGATCTCTTGGGGTTCATCCTTGTGCAC
TTCTTCTTTAGAAACAGCAGAGACTCTCTGCAGAGTGAGGCTGAGGGTACCTGTGCAGGC
TTTTATCTTGTTCTGGGCCTCAAGGTGGTTCATGCTTTCAGTAGAAATGCCATTGATGGA
AAGAATGACATCTCCAATGCTCATGCGAGCACTGGCTGCTTTGCCCCCCTCTGTAAGTCG
GGAGATGGTGAGGGGCATACAGAAATCCTTTCCCCCCTGCAGTCTGAAGCCCCACGGAGC
AGGGCCGGGCAGGGAAACGCTGTAGCTGCTGCTCATGATGCACCTCGCCTGAAGACGCTG
TTTTGGCTCTGAAGAAAGCGGACTGAGGTTCGGCGGGTTCCGTTTCGCAGTGTCTCCCCG
GCCAT
>CL3947Contig1
ACCTTCTGCTGCATGAAGTATTCCCCGACTTCGACTACTTGTCTGACTCTGATCTGGCTT
GTGACGTTGTCTGCCTGGTCTATGATGCCAGCAACCCGTACTCCTTTGAATACTGCGCCA
AAGTTTTTAAGCAATACTTCATGGACAGCAAGACCCCCTGCATGATGATTGCAGCCAAGT
CGGACCTGCCGGAGGTCAAGCAGATGTACGGCTGCAGTCCACTGGAGTTCTGCAGGAGGC
ACAAGATGCCTCCGCCTCAGTCTTTCACCTGTAACACAGCAGGGGATCCCAGCAGAGAAA
TCTATACCAAACTTACCACCATGGCCATGTACCCCCACGCCCGGCTGCGCTGCATGTGCA
CCTGCAACCGGTGCACTTTCTGCTTGTGTCAGAACTTCCTCAACTCTGAGCTCCTGCAGA
CCGTCAGGGCCAAATTCTACGCTGTAATGCTCAGAAGACATGTTAGCCAAGCAGACCGGA
AGAGCGCCACCTTCTGGCTAAGAGCAAGCGTTGGGGCCACGGTGTTCGCCGTGCTCGGGG
TCGCCATGTACAGAGTGCTCCTGAAAAGCCGGTGATCCTCGGGTGTGCTGGTCCAGCTCG
CCTCTGCATGGTACTCCATGGACCCATTTTTGCCAGTGAAAACATCCAATATTTTGCTTC
TTTGCGTTAAATGGACATTTTCTTGAAAAATGAGCAGTTTAGAGAACTTCTGAACCTGTA
CTTTTTATTATTTTTTGTGACCAAATCAAGCTAACGTTCTGCTGTGGCTGTGTTCCTTTC



TGTTGTCCTTCCTGATAAAAAAATATGTATATTTATTTTGTATGAAATTTACTTAAGATG
TTATAAAAAGTATAAAATGAAATGTTTATATTTAACATATATTTGAAAGCTGCTGCTAAA
CACTAGTGAAAACATAAAGCATATACTTATCTAATTTCTTGTTGCTTGCTCNCTGACAGA
ATACATTTATTTATTTTTGTTTATGTATGAAACATGTTATGTAAATACTGTATATAATAT
AGACATTATCTTAGACACTAACTAAGCTTTTTTTGTTTTACTAAACTAATTAAACCCTGA
TTGCAGAAGAATTACTTTAACAGCGTGTTCTTAGATAAACTTGAAACGCTTCTCCTCTTA
GACTGAAATGTGGCCAAATTCCTGGATGCACAATCTTCTTTTTTTCTCTTTTTGCATGTA
GAAACTGCTGCTCAGTGGGTGTGAATGTGTCAAAGACTCTGCCGCATTCCTCAACACCAT
TCTTGTTTGTGAACCCAGATATACATCAATATCACCTTTACGTTTTAAGATGTTCCCAAT
ATGAAAATCTTAGATGGACTTCTCCTTTTAGCAGATGTTCTTTCTCAATAGTCTTAATAT
AAAATGTTGATGTGACAGTCAGCCTCCTTCATTATAACTGATGCAATTATGTCACCAAAA
CTGGTTTTCTTTTTATTTTATGGCAATGACGGCTTCCTGCGAGAAGT
>CL3948Contig1
TTTTTTTTTTGAAACCTTTGTATTTTATTAGAAGATTTCTCAGAATTTGCCATGAAACCT
GAAAACAAGTGTTCAAATCCCTGTGACTGTTTGGAAAAACAGGAGGCAAACAGCTCTGGT
GTGTCCGCTCTGATCCGGTGGATAAGAACAATGCATTCTTTGAGCAGCCATGACTGAAGT
GTTTTGATGCTGAACCTGGTGGTGCTGGGAGGTGGGGGGTCCGCTGGAGGCAGGCATTTC
CCTGCAGTGGGAGTTGCCTCTTCCAGCCTAACTTCAGCCACAGTCAAAAGGACAGCACGA
ATCCGGAAAAGGCCGTCATATCCGGTGCCTCTCCCCGCCCTCCTTCGGCGTGCTGGAGTC
CACGGCCCTTTTCCTGCGTCCTTGAGAGTTACTGCTCTGTTCCTTCCAGTTGATGGCTTG
ACGGAGAAGACTATCGATGTTTTTGAAGTAGAAACTGCTGTTTGTCATGCTCTTCACGGC
GCTGCAGGCATACTCCACAGTGTAGATGGCGCCTTGGCTTTGCTCCTCCCAGTTCTGCAT
GTCTGTCTTGTGTTGGACCAGTTCCGGCAGAGACCTTCTGACGTGCTCCTGGAGCCTGTA
GAGAGCCACGGACGGCTCATTCGCCAGGACGTACATGCTCTCGGTGAATTTGTCGCTGAC
TCGTCTCACTTTCAGGTGCATTTCCTGGTCCTCCATAGTGCTGCTTTTTTATTTGATTAT
TTTTCTGTTCGGGTTCCCCAACCTGTTAAAAAACAATGGAATCGCCCAATTTGTTGCTGT
TCCGATGTTGTGTGCCCCGGCCATAATGNCCG
>CL3949Contig1
GAGGGAGCGCCAGGAGCCCCCACAGGAGACGTGATTCAGCCGCTGCAGTCCATCCCTGCA
GAGAAGATCCTGAAGAAGCCCATCCCCGAGGAGCACCTCATCCTGAAGACCACCTTTGAG
AGTCTGATCCAGAAGTGTCTGGCCGTCGCTGCCGACCCCCAAACCAAGAGGAAGCTGGAC
GAGGCCAACAAACGCTTGGAGGCACTTTATGACAAACTGAGGGAGCAGACGCTCTCTCCC
GCCATCATCTCTGGACTTCACAACATCACCAGGAGCATTGAGGCTCGGTCCTACACAGAG
AGCCTCAACATCCACACCCACATCGTCAGCCACAGCAACTTCAGCGAGACGTCGGCGTTC
ATGCCCGTCCTGAAAGTGGTCCTGACGCAAGCCAACAAGCTGGGCGTGTGACGAGGCGGA
GAGCGGTCGGAGGTCGACCCCCGCCGGTCAGAAGTCGGTGGTCTTCCGCTTGTTCATCAC
AGAGCTGCTTTCTTATTGCAGAGGACGAAGGATTCTGAGGCAAACGGCAAAAACGTTCTC
TTCCTTTTCGTGCCATTTAGGTTTTTTTATGACGCAACTGAAACACAAGCCATGGTCAGT
CCGGCTCGCTGGGGAAAGGAAAGGCGGAGCCAAACAAAGGGCTGTAGAAACTACGCTTTA
CCACTAGAAAAACTGCACGTTTGGTTTTAGAAATGAAAAGAGGAAAAGCAACAAAGATCA
AGGTGGCAATTGTTTTTTTTATAATTTATGATGCATGCTTTTGGCGAACAATTTATGCAA
CACTTAGATTAAACATGAACTTAATGACGGCTTTTCACGTTTGGGCATTACCACAAGCAT
CGTATACGATTATGAACGTATAGATTGGCTGTTTTGTCTCGCTAGCTCAGATTTAAGCTA
ATAGCGGATGGCTTGAATTAAGCAAATGGATCGTTTGAAAAGAGAAAAAGGGATTTAAAG
TTCTGCTCTTGAAGACGGACGTGCGCCACTGCTGTTGCCTTGGTTACCACTCTGGACCAA
CGCATCCGCGGTGCCGAGCCACATCCTCATGTTTTACCCCGTCTCTTTTTTGTTGTTTTT
ATCCGTGTAATCACATGAAAATGGGCTGTTCTGGAATCCTAAGGTGTTCACGCCCTAACG
AGTCGCTGAAGGTGATTATCTAGTGATTTACTGAACCTCAGAGGGAACCTGATTTTCATT
CCAGCTGTTCTGACAGCACGAGCGGTCAGCCCTCACGTCGCTGTTCGTAAAAGAAAATAA
GTCTTTGTTTTAGATCGAAAACGGGCAGTATTTTCAATAAATAGTATTTATTTAAAAAAA
AAA
>CL3950Contig1
GGTCACAGTCAAACCACATTATATAAAATCATATTTACACTAATAGTTTAAAATGAAAGA
AAAACAAACAAAAAGTTTGACAATATACAGACATACCCAAAAGTCTGCCACTACATCAGC
ATGCTTCCCAGAAAGTAGCAAACACGCAGAAGAAAAAGCCACATTTAAAACTGAAAAAAA
CGACAGGGAGTAAAGTGCACGTTTGACAGACATTTCTGATCGCAGAGAGGTTTCATTTGC
CCATCCCAGGCACACTCCGAACATTTCAACAAAAAGAATTTTAAAAACTATGTGCACATC
CATGTGGTAAAAATTGTGCTGCACAGTTACACTCCCGACACAAAATGAGATTTAAAAAAA
TTAACCTACAGGTCAAAGTATTGACACAATATAAACCTTTACATCCCAAAGAGAACACAG
CAAAAAACTCACAAATGTACACTCAGCCTTTAACGCCAGAATCCTGCCTTCTTTTCTGCC
TCTGTCATTCATACTTCATTGAACGGAAGTAGCATCATGAGGGTGAAAGACGTCTTTATT
CCAGTTTATCATGTGGTAAAAGGATTTCTGATTGGGAGGGGGGTTTGAGGAAACCTGAAC
CTAATAGTTGTGCAGGTCAGGTCTAGTTAATGCATTCAGAAATTTGAAAAAACGAAACAA
AAACAAAATATCTTAACAATTTTTGGCCTCAAAACCAGTGTGGGTCTGTTTTCAGTTCCA



TGTTTAAGACGTCTGTCAGCAGCGCAGTCAGATTTTTGGAATATCCGACTTGAGCCGGAC
ACTGATAAGTCTGGGTTGATATGTTTAGATCAATAAAACAGCTGCATCAATTCAAACACA
ACTATCAGATATTGATGGAAAGCTTAGTAACAAAACGACTACATTCCACCATCAATGAGG
TTGGGCTTGTCAAACGGCTTGAAATGCAGAATGATAAATGATAAACCAGCAGTGCATAAG
GAGTGCATGTAGGCCAATCTGTATGAAGCCACACTAATGATTGTTTCAGCTGCTTGCCAA
AGATTTATCTGGAAAAGTCTGGAAAAGTCCGTCGTTTTAACTCGAGCCTTGCCACTGCTT
TCCCTCCAAGGCTCATCTCACATATCGGAGTTTACGGAGGCCGAGGAAGATGTGCAGAAA
AAACACAGAAACTACTAAAACAGGTCTTTAAGGCAAAAGGCATCGGTGGGTTTTGCTGAA
TAAATCTTATATCTGTGCGGCTGAGTTTCCGATGCATGTGCACGACCCCTTTAGCTCTTA
TGCAGGCGCAGTGCGAGGGGTCACATGGTGTGGTACGGGGTACTAACGGTTCTTTTTTTA
AGCTGCCTCAGGGGGTGAGTTCTTCCATACTGCTGCCTTGCTGTCAGCAACCATGGGCCC
GG
>CL3951Contig1
AGCTCAGAAACTGAGAAAAGACTGGAGTTCTATCCAAATCCAAGGCAGAAATAAAAGTGA
CCACACTGGCCAAGCATCTGCACTTTTTAGTACAACGCTGGCGTGTGTGCGTGCACAATG
GGACACATTCAGCAAAAATAAATTATTGTCCGTGGCACTGGTTTAAGCAAGCTGATCCTG
CGTGGGTTCTCCATAAAGTGTGGATGGAGTCCTCTGGTTGAACACAACGTGAGCTCTCAG
TCTGTGGAGGCACGTGGACGTTAGAACTCGTCGTGCCGAGTCAGAGCTTCTCCAAAGTCG
GTTGCCTGACTACCAACAAACAAGTCGTACTTGTCCACGATCTCAGCCTTGGTCAAACGG
CCATCTTTGTCTACATCCGACTCATAAACCAGATGCTTGGCCTCAGCCTCAGCGTGGTCA
TAGTCACTGGGCAGGATCCAGTCTTTCGTTTCCTCTTTGTCCATCTTCCCGTCTTTATTT
TTGTCTCTAAATTCAGTGAATTGCTCCCTTTCAGTCTTCACCCACTCAGGTTCTGTAGTT
TCACCATCCTGGTTGTACATGTCACCGATGTATTCATCCAGATCAATAAATCCATCGCCA
TTTTTGTCAATGTCTTCCATAGTTTCCAACACAACAATATCTTTCATGTGCTCATACTCC
TCAGGGTGAAGGAAAGCAGTAAACTCCTCTTTGTTGGCTTTCATGTCATTGTCCTGGTCG
GCCATCTTGAATCTCCTCTCATCCCGAGCCATCATCTGTTTGTAGCTGAAGCCGTCATCA
GGATCCTGATCATCAAGGACATATCCATATGTGGCATTCTTGTACTCTTCCCAGGACACG
AATCCGTCCCCATTAAGGTCATGACTCTTCCACTGGCGATCCACGTCATCATAGATCCAC
CTTTTTTGTGCATGCTTGATCCACCTCTTCATCTCTTCAGCTGTCACATACCCATCTTTG
TCTTCGTCGATGCGATCTACCAACATGCCAAGTCTCTCTTTGCTCTCTTCAGGTGTGAGC
TGGTCAAAGCTCTTAGCCTCTTCCTGTCCCAGAAAAGCCTCATGGTCATAGTCAAAGTTG
TCAGCATCGTCATGTTCTAGGTTGCTCAAAGGTTCGTCGTGATGAACACGGTCTTTCTTC
TCTGTGGGCTTGCTGGCGGCATAAACCACACAGAGAGCAAAACACATGACAAGCGGACGC
AGCTCCATCCTAGACATGAACGGATGCTGCCTTAACCTGAGTCGTTGATGAAGTTGGTCG
GTAATAATTTAGACCCTCTACTCGGAAACCCCCGGCCATA
>CL3952Contig1
TTTTTTTTTTAATGCAGTACAATCCTGCATTTGAACCGTTCTCACTGTGTTGTTTGGTCA
CAGTCAATTGTATAGATTGAACAGGGAATTCCTCCAATATAATCAATGAATGTGGAGCAT
GATGCAACACAGGGAGAACTGATTCCTGAATTGATGGCAGTTTGCTTCAGAGAAATTGGG
TTTTGAGGTGATCGTGACGGCTCGGTACAATGGAAAATGTGCTCATCTGCATTCTTGCCA
GGAGTTAAGATTTTAGCATTGACTGTTTCATCTGCCAGTTTAAAGCATAGAAGAACACAG
TTTAGAAGTGAACATACATATATGAATTTTGTGTGTGTGTGTGTATCTCTTTTTTAATTT
AAAATGTTCTGACAACAATAACTCATTCATGCTACGGTCACAAATACAACTGCCACTGCG
TGACCTCCAAATGTGACCAGGCAGCCACTGACTGCTGTCAAAAAAATCACCCGGTTTCCG
GTTCTCCACGGCCGCCGCACAGCACGTAACAATGCTACTGCCCCCTCCCAATAACAAATG
TCACCACTCGGCCAATTTGGCTGTAAAACTTCCATTAAGGTTGTGATGCATGCAGTGGCA
TTTTGGCATATGTGACCATAGTCTCGGTCTTCAACAAAGCAGAAACTGATGTAAGATTTG
ATTATAATTTCCACATTTAGAACATTCCGGGCCCAGGGTAAGCTAGCCATCTCCTTCCTC
CATATTTCACTTTAAAAATTGCACAATTTCTCAAGCATTCACATCTAAATTCTAGCTTTT
GAAACAATTAGTAATTTTCACTCACTTTGGTATAAATTTCGAAAAAGAATGATACGAAAT
TATTTTGGCACAACAATGCTACTTTGCAAAATACACCAATGAATGTGGCCAGCTATATCA
CAAATTAGCTAAAGGAGGGCTTGTAAATTAAACAATAGAGCTTTGGCCAACAATAAATGC
ACAATATTAAAAGTAGACAATGCTTAAAAAGTTTTTCTTCAATTTAAGTTCATTCACTAG
GACACCAAAACAGAATCCGTCTTTGTAATCATG
>CL3953Contig1
AAACGAGCCGTTTACAGATCTGCACAGAAACGTTTTTTTTCTGCGATGTTTTTATGGACA
CGGAGTCAGCGCGGCCATGAGGAGCTCCATCTTGTAGACGAAGTTGCGTCCCTCCATCTT
GCTCCAGTGCACCTCCTTGTGTGGTCCTCTGAGGTGGCTCCACTTGGAGTCCTGGATCAC
GTCGCTTTTGGGCAGCTCTTTGGACTGGCTGCGGGGGAACTGGACCAGAACCTTGCAGCC
GCTCTCCGGCCCGTTGCGCACTAAACGTGACACAAAGAAACATCTGGATTAGTCTTTTCT
TCTGAAAGGAGACAGTTAATGTGTGAAGAAAACGTCCAGGGTTGTTCGCTACGCGGATTT
ATGTCGATACACAGAATTCCTGACATTCGTCTGAAGGATCAGACCTCCAGCCTGTGTCAA
CTTGTCCTCTGTTCTCTTGTTCTCTCTACTCTGGTAAGAAGTTCTTAAAGTTGACAGGAA
CAAAGTGGACTGTATGGTTTGAGATAAAGAGGAAGTTCTGATTCTTCTGCACATAAGTTC



TTCCAGCCTTTGGAATGAAGCTCTGTGAGCCGTTTCCCTTGATCGTTGCTGAGATGTTTC
TATATCTTAGAGTTTTGGTGAGGAATCCAAAGGCCGGCATAAAGTCTGATCTCTAAGGAA
GCCTTCAAGGTCCAATAGAGCAGAGCGGAGCCATCGTCCTAAAAATGGAAGGCGGTCAGA
ATCACCACGACTGCAGAGGAGCGATCAAGAATTTGATGGTTCTGATTCTTCTGTGGATGG
AAGAACTTTCCAGACGGACAGGAATTAGAAGAACGACAGAAGAGACGTCTTCAAAGTGCA
AAGACTTTCATTCATTCTTGAAACTTTTACCTTTTTGCAAACTTTGACTTATGTAAATAA
TTTTGTGGACTAAGTTATTAAAATAAGGTTGGAACATGTGGGGGAAAAAATAAAACCCTG
TGAAAAAAATTCTGAAGTTTAATTTTTATTTACTTTGCTCATCAATTTCAAGCAGAAATT
CTCTCTCTGAGCAACACTATTCTATCTAAAACATTGTCTTTTTTTACAATAGTATCACAA
AACGAGGCAGTAAAACCACAACAGCGTCATCGACTGATCTCTGCTCGTGTCCAGAATATT
TATTGTGTGTTTCTGCAGCGCACACAAGCACCAACCGTCATCTTTGGTCTGCAATTCATT
AAGAAACTTATCTGCTGTATCTTGGAGTCACGTGTTAAAACCTTCAACGGCGGTTCATTT
CTTCCTTCACTGGATCGGATCTAATCTCGATATCTGTCTGAAGGATCAGACCTCCAGCCT
GTGTCGACTTGTCCTCTGTTCTCTCTTATCTGGGAGTAGATTAGATGTCTTTGACCTGCA
CTTCTGCCCAACTGTCAGTCGTCTCATTT
>CL3954Contig1
CAAGGACCTGCCAGGCCTCAGAACCCCCCTGGGGCGCGGCCGTGCTTGGTTACGCCTGGC
GCTGATGCAGAAGAAGCTCTCCGACTACATGAAAACCATCATCAACAGGAAGGACCTGCT
CAGTGAATTCTACGAGCCGAACGCCCTGATGATGGAGGAGGAGGGCGCCGTCATCGCCGG
CCTCCTGGTCGGGCTGAACGTCATCGATGCTAACCTGTGCATGAAGGGAGAAGATCTGGA
CTCGCAGGTCGGGGTGATTGACTTCTCCATGTACCTCAAGGATGGAGGACACAGTAGCAA
GAGCGCAGAGGGCGACGGTCAGATCACGGCCATCCTGGATCAGAAGAACTACGTGGAGGA
GCTGAACAGACATTTAAGCGCCTCCGTGAACAACCTGCAGGCCAAGGTGGACGCTCTGGA
GAAGGCCAACACCAAGCTGACCGAAGAGCTCGCGGTGGCGAACAACCGCATCATCACGCT
ACAAGAAGACGTGGAGAGAGTCAAAGAGGAGAGCTCCTTCCAGCTGGAGTCCAGGAAGTC
AGCCAGAGGAGACCCGGCAGCCGACGGTTCTGCGCTGACCGAAACCCGCAAGCAGCTGAA
GGAGGAAACTCTGCTCCGGCTGGACGTGGAGCGGGAGCTGGAGGTGCAGATCGGGATGAA
GCAGGAGATGGAGATGTCCATGAAGATGCTGGAGAAGGACGTCTGTGAGAAGCAGGACGC
TCTGATGGAGCTCCGGCAGCAGCTGGACGACCTCCGGACCATCAACCAGCAGCTCAGCCA
CAAGTCTCAGAGTGCAGACAGCAGCTCCAAGCAGAAGGGGGAGGTCATCGCTCGCCTGGA
GGACAAAATCAGCCAGATGTCGGGGACGGTGAAGCAGCTGGAGAGCAGCGACAAACATTT
GGTGAAGCAGGCCAGAAATCTGAGCACTTCAGCCGGGAAGCTCCTGCAGCTGAAGCCGTA
GCTGCAGCTGCAGGAGTGGCTGCGCAGTCCTGCCCCCCCCCGGCTGAGATGCTTCCTCTG
TGTCGGCTTCCTGCTGCTTCAGCCTTCGGGTTTTACTTCCACTTAATCCTCAAACGTTCT
CATTTCTGCTTCTTTGGCTAACGGGGGGAGTTCAGGCCGTCTGCAGCGTGGGGGGGCTCT
GGTGGAGAGACGGGAATGATGGGATGGATCTGAGCGTGTAACCTGC
>CL3955Contig1
ATTCGGCACGAGGCAATCTGGCAGCAACTACACTATCTTTCTTCCAAAGGGCAGTTGAAA
AGTTTGGTTTTCCTCTGAGGGTACGTGCTGATCACGGGGGAGAAAACGTAGACGTTGCAC
AACTTATGTTTACGGTCCGTGGCACTGGAAGAAGCAGCTTCATTTCTGGAAAAAGTGTTC
ACAACCAAAGGATTGAGCGGCTCTGGAGAGATCTGTGGGTTGCTGTGACCAGCACATACT
ACAACGTTCTCCACCACCTTGAAAAAGAAAGATTCCTCAGCATTGCCAGTGTTCAACACC
TCTTCTGCTGCCACTATGTATTTTTACCACGTATACAGGAGGACCTGGACACTTTCTGCA
GTGGTTGGGATAATCATCCTTTAAGAACAGAAAGTAACATGACTCCTAACCAGCTGTGGG
TACTGGGTCGTGCACGTCATCCCATTCCCGAACCAGAGAACATGGAGGGCATGGAGATTC
CACATATCGAGTGGGAGGAGAGTGGACTTCCTCATCAGGACCATTCAGACGTCGTTGTGC
CAAACATCAACTGCCCACTGACAGATGAACAAATGGCAGCTTTAAGAAGTGCAGTTGACC
CAAGAGCTGAATCAGACTCCTTTGGCTCTGATGTTTACATTGCAGCTGTTCAGTTTTGTG
AACATTTTTTCCACAAAAAGAAAAA
>CL3956Contig1
TTTGAACAGGTGTTGATGCCATAAACTTCACAATGCATAATGGAGAATATAATGCAGTCC
TACTCACTAAGATGCTGCCTACAGGCTTTAGCATTTATGCTTTTCCACGTATGGATCACA
CTATATAGTCTGAGAATATACAGGTCAATAAATAAGCATTCCACTAACACAACAATATAG
TCATAAATATGTGAGGAGCGACGGTTTTGTGGTTGTAGAAGCAGAGGAGTGCTCAGAGGG
AGGAATGAAGGCGAGGGGCTCACACAGAAGAATCTAGAAGTCTTTTACGCCTTTTCTGTC
TGTCTGACAACTAAAGGATGCAGATTTATTCCCCGTTTCCTGTTCAGATGAAGCGTCACT
ATCAGCTGTTTGTGGCGGGCGCGGCTGACGACGCCCCCTTCTGTCTGTGTTCGCCCCCTA
ATCAACCCAGTGAACGGTTTTTGTTTTCCATCGTCTTTGAACTGGTTTTGGTTCCTGTTG
TGTTGCCCCAAAGCATGATGGGACCTTTTGTTGCTCTGCTTCTTTTATTTTTGAGCTCCA
ACAGACCTAAACAGGTTCAAGCGTCAGAACAAGAGAAAGTCTGGAAGAAGAGGCGTACAC
GCCGCCACTGCATTTCAGGTAAGGATAGCCATCGGCCACCTGACCAGTTTGTGCGGAAGG
CCACGCCCACCACAACAGCTGATGGTGGCAGACCGTAGAGCTGAAACCTGTCAGGTAAAG
GTCACCTTCACCCCTGGTTGGTCTGACAGAGAGAGCTGCGCATGAACACGGAAGACGAAA
AGAAATTCTCCACCAAAGTGATTTACATTCAGTTAGTTTAACATGTGACTGTGAGGAGCG



CTCACTCCGGGACCGTGGCGCCAAAATAACCAAAGGTCCACCACAAGTGACAACCGTCAG
ACAGGTGTGTGACAGAACAGGTGAGGACCTCCACTGAACTCTGTGCTAAAGCATCCAGGC
TGAAAAGTGACTCTTCTAAGCACCGCAAGCACACACACCGACGCCACAGCCACGCCCCAG
CACGAGCCGACACACGTCTGACCGCCATCGAACACGCGGAGGAGCAGACGGAGGCCATGC
TGGCTCCAAACGGGTGCATCCTCAGACATCTCAGG
>CL3957Contig1
AAAATGCGACTGAGCAGCAACATGGCACAATCTAAGCCAACACACAAAATGCAACTTTCT
AATGTTTGTTTGGCAATCCAACTGGGCTTTTCTGGGTGATGCTGAGGGGCAGACAGACAT
GAGCGACACAAAAAAGAAATCTTTTTTGATTTCGACCGCCTTTTTAAGTTACTGATCAAT
CAGAGGGCAAATAAAGGATTGGATAGCTATAACCAGCAGCAGAAGAAATGACTCCTAAGG
CGATCTTTTACTGAGCAAGTGGACTGCAGGTATGCTTGACTGATAAAGTACCATTTTGTA
GAGTTTGTGCAAGTCTTCTGAACTGCAGCATCTCCTTTGCCTCCAGCAGTGTCAGGCATT
AAGGGGAACTTCTGACCTGAGGCTGCCGTTTGCCTTGCAACGAGGAAAGAGTTGGGCGAT
GAGATCATTTTCATGCAACCGTACAGCAGTGCAGAACATTTCCTGCTTTGTCTATTATGT
ACACTTTTCATAGAGTCCTGAAGATGCAGCTGCTGCACAGGCGTGCTCGCACACAGGGAG
TGCCGTCTCTGCCTTTCACCTAATATTTACAAAAAACCTGCTAAAATAAAAAAAAGAGAC
GCGTCTCAGATCCATCAGGACTGTTCCACATCAGCATTTCCACCCAGAAGAGTGCTTACG
TGTTGAGGTTTTTATGCTCACTGCTTTAAATAGTCTACTGTCCTCTGGATTTTCAAAACT
TTGGAATATTTGAACACTTTCATAATCTGCCATGTGAAGTCAGAAACATGGATGGATTTC
AGAAAAACTTGAGAGGGTAGCTTCCAGCAGTCCTGCAGACCCAAAGCTGTGGCTTTCAGC
TAGAGACACGGACACAGGCATTCCTAAAAGGAACAAAAATGAGCATTCAGACCTGCATGC
TTTAGCTGAAAGCAGTTCCATGCACACATTTAAAGAGGTCACCAATCCAAACAACCACAG
CATTCAACCAAAGGCTCCCAAGGTCCCGTGTTATCGGGAGGAAAATCCCCATGACGCCTA
ACAGGATGAGCACACACAAAAACTCAATGTTGAGCTGAACTGACTAAGAGCTTTTCATAT
TATACGTTTTTAGCCATAAGATTTATCC
>CL3958Contig1
AACCCGGGCATTATGGCCGGGGATTCCTGTAAACACGTGCTGTGTCTATGTCGCTACTTT
AAAAACTTCAGAAATAGTTAGTAAACATGGCTAAAAGCCTCAGAAGCAAATGGAAGCGTA
AGATGCGAGCGGAGAAGAGGAAGAAAAATGCCCCAAAGGAGCTGGCTCGACTTAAACAAG
CTCTGAGTAATGACAAAAAAGGAGAGGTGGACATGGCTGACCTGGAGGAGATTGCTACTG
TGGTGTCTCCTGATAAGATAAAGAAGCAGACAGATGTTGACATGGCAGAGGACGCGGCTG
AAGGATTGAAGATGGACACAGATAAGAAGCGCAACAAGAAAACCCTTTTGGATGAAGACG
GACGGTACCCTGTGTGGATGAACCAACGCCAGATCAAGAAACTGAAAGATAAACGCATGA
CAAAGAAAAGTGGAAAGGGCAAGAAGAAGAAGGGAATTGCCTGGTGAAATGGAGTAACTG
ATTCAAAGACTTTTGATACTAAATTGCCGTGTCAGATAAAAACTTTCTGCTGCTGTGACT
TCTTTAGTGGACTGTCAGAACTGTTGCTCCACCATATTCCAATAGGAACCTTTTTATTTT
TGAGAAATGTGTTCCTATGTAAAAACAGTATGATTTACGTTCACAGTGGTTCCTATAAGA
GGATGAACAGTATTTTCTGCTTGTCTACTTCCTAAATTGTGTCAAATATTAATGCAAACA
ATAAATACCATAAANCANANNANAAAAAA
>CL3959Contig1
AATGCGCATGCGCATTGACTCGCGAGAAGATTGCGCTGTTCTTCTTACTTCCTGAGTTGG
GGAGGTCACGTCAAAGGAATTCTTCTACGCACATTTTCCTCCATAGGGCGATCTCATCAA
GGACCTTGTCAGACCACGAACCGAAGACCTCCCTACACGAGCACAGAAATATTTTGTGTT
TACCACCACAGCTACTTGTTTCGATGATGTGTGACCCCAGCCAAGATGGGAATTGGGAAT
CGGACTCCACCATTGATTACTCTAAGATAAACAATCGTCTGGAATCTTTCTACAACTCCA
GCTGGAGCAAGAAGGTTTCACCGCTGCAACTGGCTGAAGCTGGCTTCATCTTCACTGGAG
TCTCTGACCGTGTACGCTGCTTCAGTTGCCAGAAAACGGTAGAAAACTGGTCCCAGGAAG
ATGAACCGGTGGACAGACACATACAGGTTTCCCCATCGTGCACGTTTCTCCGCTGCACAC
ACTACAACCGTTTTAAGTCAAATCCCCATATGCCTCTTAGCAATGGGGGCCTGCATGATG
GAACTGAAGGATATATAGATTACCAGTTGAGAACAAGAGCCATTGTTGATGAGACTCCAT
ATCCACGGAACCGTAATATGAAAAGCGAAGAAGCCCGCCTGGAAACCTTCTCTTCATGGC
CGCGTTCTGCTCCAGTCAGACCTCGAGATTTGGCTCAGGCAGGTTTGTTCTACTTAGGAA
AGGAGGATAAAGTGGAGTGTTTCAGTTGTGGAGGCAAGCTAAGTGGCTGGAAACCTGGGG
ACACCCCCTGGAACGAGCATGAAAAACATTTTTCCCACTGCTTCTACATCCTTGGTCATG
ACGTGGGAAATGTGCCTCTGGAAAGAGATGGAGGAGAAAATGAAGAGACTGGCAGCAGAA
ACCAACATCGCACACCTGTCAATTTGGAAAATCTTGACGAGCGACTCGGCACTTTTGCAC
GCGTCCAGCACCCGATTGACCACGAGCTGCTTGCTAAAGCTGGCTTCTACAGCAAAGGAG
AAGGAGACGAAGTGATCTGTTTCAGATGTGGTGGTGGTTTGAAAGATTGGGACCCTGAGG
ACAATCCTTGGGAAGAACATGCCAAATATTATCCTGGATGCAGCTTTCTTTTATCAGAAA
AAGGCCAAGAGTTTGTTAATACAATTCAGCTACAAGAACCTAAATACTCACAACAGGCTT
CAGAACATCAAAATGGATTTTTTGAAGAGGAGAAAGTTGAGAACCCTCTAGAGGAGCTGG
AGAAGCTGCGGCAGGAAAAGCGCTGTAAAATCTGCCTAGACGAGAACGCGTGCATCGTCT
TCATCCCATGTGGACATCTGGCCAGCTGCAAGGCGTGTTCCAATAAGCTCAACCAGTGTC
CCATCTGCTGTGCAGCTATAGCACAGAAAATCCGGACCTTCATCGCTTAGGAAACCAAAG



ACTCTTGTCTAACATGGTTGCTGCTATTCTTTCAATGGAGACGTATTTTTTAAGTGGGTG
TCTGTGAAGAAATGGCTTTTTGTGAGCATGTAGGTGGAAAAAACAAAGAGTAATACAACT
AAAGGTTTGTCTAAACCAGGTTTGCAAGAACTTACATATAACAGCCGTTTTCCTCACAGC
AAGAAAACACGAAAATTTGTTTGTTTGTAGTGATGAAACATTCACAAAACATCAATATCT
GCATTTCTTCATCCAACTTGAAGATTTTTAGGGTTTAAGTTGTTTTTAAACATAAAAAGT
GCTTTTTCTTCAGACTCGGAATAAAAACTATTCCCCGTGCTCCAAGATCTGGAATTCATT
CATTGTTTTTTTTACACAAATCTCCACTTAAAAAAAGGAAAATTCCATTAGTGACTATGT
AATATAACGCTATATTCATCAAACATGCACTATAATATATGTAAAGATAGTTGATGTTGC
AGAATTAGAGATGTATCTGAATAATATTTTTTCAGTAGTTTGGGGGATAAAGGATTATTC
TATCCAGGTGATTTTGTTAGAAGCAATAATTTTTTCTTATTATTGTTTAAAATGTAACGT
TTTCATTTGTTTTCTGTTTCTATCTATGCATTTATTTAAACTTTAAAGCTTTGAAATTGT
CTTATTTTAGTTTTCTGTTCCCAAGCATATATTTAGTTTTTAAACTTTGATTTATTTTCT
TTATTTGTCAAAGATATTTTAATGCATAAAGGCAAAATTTA
>CL3960Contig1
TATGGCCGGGAGCTAGATAAAAAACAAAAAGCAGGATAAAGACGATAAAGCCTTCGGATT
GAGACCAAGAACTATTGTTCTTTGAGGTTACTAACACTAAGCCAAGATGGCAAATGTCAT
CTTCACCGAACAGGAGAATGTTTGCCTCCGTCCCTCTTCCCTGAAAATGCGTCAGAGGCT
TCTGTCTGCTCCAGAAAAACAGTTGAAGTCTCCAATGTTGGTCAAAAATACCCCTGTCCA
TTCAGCGCGTAAGGCTTTTGGGGTGGTGAACAAAAAGATCTTAACCCCTTCTTTGAGTAC
ACAAGAGAAAAAAGTTTTAAAACCACAGGAAGTCAAGGTCGAGCATCCTTCTGAAGCCAA
AGGGGAGGAATACCCAAAAATGGAAAATTTTATTCCTTACAACCCTCTAGAGTTTGAGAA
GTACAGCATACCCGAGGACTTCATTCCTTTCAGTGGCCTGGCTCTACCCGGATTGGCCTG
TTTTACCTCGCCTCTTCTTGAGGAAGACCTGGAAAAGATTCAGCCTCTCCCAGACCCTTC
ACCTGCAAAAGGGTGCAGATTTCCAGATCACAGCTTGGAGCTGGATGCCTTCCTACAAAC
CCTTGAAGAGCTGACTGTTGAATTCCCCCCAGAACCGCTTACTGACTGCTGATGCCTGTT
TGTTAAATGGCTGTTTTTATTATTTGTGTTGAAATAAAGTTTTCTTGGCTTCNAAAAAAA
AAAAAAAAAAAAAAAAAAAA
>CL3961Contig1
TTTTTTTTTTCACTGAATGAAAGTGTTTATTTCATGTAACTGTGGAGACAGAGTGAGGAT
ATTTCTAATACAAAAAGCTTTTTCACTCACAGGCATGAACAAACAAAAAAATGACAACAC
TCCAGACAGTCATGACATTGCTAATGAGAGCACAAACATCAGACAGCATCAGCTCGGCGT
GGGAGTCACCAGCCACCTCCGCCGTACTCCTGAACCTGAGCTGCTAACGAAGTGACGTCA
AGAGATTCGCTGTGCTGAAAATCAGGCAAAATTCTTTTTGAGGAAATTTATGAGTCCGTT
GGTGGACGCGTCGTGAGAGTGGACCTCTGCAGTGTTGTTGAGTTCAGGTTCAATGTTCTT
TGCGAGCTGTTTACCCAGTTCAACTCCCCACTGGTCAAAGCTATTGATCTCCCACATCAC
ACCCTGGACAAAGATCTTGTGCTCATACATTGCTATAAGGGCTCCCAGTGTGTAAGGTGT
CAGTTTCTTGAAGATGATTGAGTTTGTTGGTCTGTTTCCTTGGAAAACCTTGTGTGGCAG
GATTTTCTCCAGGGCCTCCCCACTCAGACCACTGGCTTCCAGCTCCTTCCTGGCCTCTTC
GGTGGTCTTACCTTTCATCAAGGCTTCTGTCTGAGCCAGAAAATTGGCCGACAGAATCTT
GTGGTGCAGATTGTCTCTGATTGGATGCTGAGACTGAGCTGGGATCAGGAAGTCAGACGG
CACCATCC
>CL3962Contig1
ATAAATAGATTTGTGAACAGATCATGCTAATGCACACGAAGTTAGAATGGACTCTGTGCT
CTTCAAGTCTGTGCAGCTCTTATTTGTTTGTAAAAATAAGTTTAACCGACTGAAGTTTCT
GAGTCTTGTAGGGATCCGTTCTCTCCAGAGCTCCTTCAGGTGTGGAGGTGGGAGACTCAT
GGAGAAGTCTGCGCCTTCAGAGGGAGCGGCGCCCGAGGAGAGAAAAAGCCTCGTAGAGGC
GGGCGGAGTTCCTCAGGGTGCAGAAGGTGGAGACATCAATCCTCAGAGCCAGAGGAAGCG
TAGCTCTTCTCGCAAGAGCTTTCGTTTAGACTATCGCCTAGAGGAGGAAGTGACAAAATC
GGCCCAGGACAAACACGGTCGCTGGATTAACCCCTGGCCGACATGGCGCTTCCCCTCCCA
CTCCATGCTGTTCAGGTTCCTGTTTTTGGACAAAAATCATTCTGATGTGCCAACAAGTAA
AGAAGCCCTGGATTGTGCGCTCCCGGTGATGGAGCCATACTTTGTTCAAAACCCACAACC
TTCAGACTCTCATCCAGGAATGAGAGTCACCTGGCTGGGCCATGCAACGGTTCTGGTTGA
AATGGACGGGCTGACTATTCTGACAGATCCAGTCTTCAGCCAGAGAGCGTCTCCGCTCCA
GTTTATGGGGCCCAAACGGTACAGGGGCCCCCCCTGCACCGTGGAACAGCTGCCAAGGAT
CGATGCAGTGGTCATCAGTCATTCTCATTACGATCATCTGGATGTGGGCTCTGTGGCGAG
TCTCAACGCACGCTTTGGAGGGGATTTACGCTGGTTCGTGCCCCTGGGTTTGATGGACTG
GTTGGCAAAGACGGGCTGTGAAAATGTGATAGAGCTGGACTGGTGGGAGGAGAACTGCGT
CCCCCGGTCACGACGACGTCACGTTTGTGTGCACCCCCTCGCAGCACTGGAGCAAGCGCA
CACCGTGGGACGACAACAAGACTTTGTGGAGCAGCTGGTCTGTTCTGGGCCCCGACCATC
GATTCTTCTTTGCTGGAGATACCGGCTACTGTTCGTCCTTCCAGGAGATTGGACGCCGTT
TTGGACCTTTTGACCTTGCAGCGATCCCCATCGGAGCATACAAGCCCAGAGATGTGATGC
AGGGACAGCATGTGGATCCAGAGGAGGCGGTTGAAATTCATCAGGACGTTCAGGCCAAAC
GGTCTGTAGCGATACACTGGGGAACATTCGCCCTGGCCAATGAGTTCTACCTGGAGCCAC
CTGTTCTTCTCAGGGAGGCCCTGGAACGGAAAGGACTGAAACCAGAGTCTTTCTTCACAT



TGAATCATGGGGAGTCTCGGCTTATAGCTGCAGATGAGGGAGACGTGTTCGACTGATGCC
TTTGCATCTGTGACGGCGGACTCTGAAGAAAGCACACAAAGAATGTTCACCACATCCAAA
TGGACGTATTCAAGATTGTACTCAAGAACTCGGCTTATCCAAA
>CL3963Contig1
AAACAGGTTAGACTTTGCAGCAGCGAGTCTCTAAGCCTTCAACCCCATCCGTGTTCATGG
ACTCACTCCCGTGAGGCGAGATGTCTCCACCTGTCTGGACTGGGACGGCCTGGATGGACG
TGGACTCAGCCGGGTGGGAACTCCCTGGTCAGGCACCAGCAGGCTCCGTCAGCGCAGAAG
ATGTTTATATTCCTTTTGTTTTTAGGTTCTTGTTTTCCCTTTTTACTGTAAGAGAATGTT
TTGTTTACGGTCATGGGATGGGCACTAAACATGGAGCATTATTTTGCGTGTTTGTGTGTG
TGGGTTAGCAGTGAACTGCCTGATTCTGAGTGTATGAACAATTCTGAGAGCGAGTGTGCG
TCTGAGCTTTGTATGGGGATTGCAATGGTATGTGCAATACTGTAGCTGTCTTCTTTGTCA
GAGTAGTTCACTTGTCAGTCGATGCTAATGATAGGAAGCCACTTTGACTCTGTGAACTAA
TAATAAATTGTACATTTCATATTTTGAAACACTAAGACATTTGAGGTCGAGTACAACTAA
CTATGGGTCCTGAGGAGATGCCATAAAGTCGTGTTTAGTCTCAGAATTTCCTGCATCTTT
ATGCCTTTCTGACCCACTGCTCTCTTTTCGTCAAGCAGAGAAACTCTTACGGTGATCTGA
CCAGAATTGATCCTGATAAACATGGAATCACAGGCGTTCTGCCAAATCTGATGTCTGGAG
AGAAATGCAGTGGCGGTTCTACACTGAATTACTCCCCACTCACACATTTTCATTAAAAGA
AAAAAAAACAACTCCACGATTTTCTTTTTAGTTTTTCAGCTTTATAACTTTTAAATGGAA
CAAGTTGACAAAGTTAGAAAGTGCTAGGGGCGGCATATGATTCATTTAATGGCTGGATCC
TGCCGGCCGGATGTGAAGCGTAAGCACTAACCAGGTTCTGGTACTTTGGTTGCGCGTTCT
CTGTGGATCTTCTATCACAGTGTGTGTACAGCTTTTTGGAAACGATGACGACACACGAGG
TTTTAATTCGGTTGATGGGATTCATTCGGTGACTGGAATCAAACACCAGTAATGATGCCT
TTATGCAAAAAAAACAAGTT
>CL3964Contig1
TTCGGCACGAGGTTACGTCGAACTAGTACCTTCTCGAATGGTTTTTACGCTAGTAGTGTT
GCTGCTGTTTAACGTGGTGGTGGATACAATATAAGTTTAATGCTTTGCATGTTTTTATAT
GAACTTGGAAGTAGAAACTAAGACGTATTTACATTATTTGGATGTTAAAATCGCCGCCTC
AGCGGTTAGCTTCACCATTGATTCACGAGGCAGCATCCGCTAAGGATTAGCGGTGTACAT
CATGGCATAAAGTGGCTAAACGTCCGAGATCAGCATAGAAAGCGATTTTAAAATGGAGTG
TATTATATTTTTACATTTTATTTTTCCGCATGTAAGACCTGATTCATGGGGAGTCGTGCG
TGTGTTGCGGTGGTTTCGTTTAAGTCTTTAACTTCAATTTGCACCCTTGTGGTCAAAGAT
TCAGAGACACATACAAATAACATCAGTAAAGGCTTCATCCATAACAGCAGAAGGGTCACA
ATGGAAAGTGCTGTTGATATCCCATCAGGCGAGGATGACACGCATGAAAAAGATGATGTG
AATGCCAAGGACAGCACTGATCCCCCTCATAAGAAAAACAAAAAGCACAGAAAGCACAAG
AGTAAAAAGAAAAAGAGGAGGAGGAAAGGAGAGAAGGAGAGCAGCTCAGACTCTGGCGCC
GAGTCAGATGCAGAACCTCCACCTCCTCCAAGACCTGTCAGGACTACTAGAGCCAGTGCC
AGATTGGCAGCAGCTGCAGGGGCTAAAGAACCTGGTGAACAGAAGGAGGAAGGCAAAAAA
GATGCGTCTGCAGATTGTGTTAACACAGAGGGAGATATAAAGTCTAAAAAACACAAAAAG
CAAGCTGCCAAAAAGCAAAAAAAAAAAAAAAAAAAAAGAAAAAAAACAT
>CL3965Contig1
TCTCCGGCACCATTGGTGTCCACGATGTCCTNGGGGTCAATCTTAACTACAGGGAAGGTC
TCAACCTTGTCCCCTTGAGCCATCACAGTCACATCCTTCCCCTGGGTCAGCACCACAACC
CTTTTGCCTCTTTGTGTTGACTTTTGGTAGAGCCTGAGCTTTCTTGGCAATCTCCTTAAT
GTCTTTGGTCTCAAAGTCCTGCTCCTTAGCAAACGCTGCTGCCTCCGTCTCGTTGCCAAA
GAGCACATCCACATAGGGGAAAACTTTCATGAGGTTGTCCTTGAAGAACTGGCAGATGAA
CGGTGCGGACAGATTCAAGCAAAATAATTTGTTGGTTTCTGAAGCGTGTTTTGCCACTTT
CAGGATGGACTCTACGGACACAGTCAGGAAGAAGCCAGCAATGTAAAAGACCTTCGCTTT
TTCCACCAACTCCCAGTTTTCCTCCAAATCTAGATGCTTCTCCTTCTTATAACAGTTAGC
AGCAGCTAGGTTTGCAACCAGAGACCTGTTATCGCCGGTGATGCAAGCAGCACATGTTCC
TGTGGGCTCTTCCTCCTGCTCATAGTAGTGGGCATCAATGTGGGCCTCTTCTGCCTTCTG
CTTCAGGATGTCCCCAAACTTATCTTTGCCGATGCAGCCAAAGAAGGTCCCCACATTGTG
AGGCTTTTGGATCATCCACTGAGCGACCTTGATCGAGTTCTGGGTGGCTCCTCCCGCATG
ATACTCGACTTTAAACTTCTTGACCAGCTCCTCAAATAGGGCTTTGTGCTTGTCCTCGGC
CAGAATCTGATCGTTGGGCTTCAGAGTGTACTTGTCCAAGAAGTCTTTGTCTACGACAGC
ACAAATGTCCAACAGGGGGTTTCCCATCCCAAAAAGTGAATTAGGGCTTAGTTCGGAGAG
AGTCTCTTTGGTCGGAGAGTCTGCCTTCTTCTCCTTCTCTTCAACATCTGCAAGTTTAAT
CTTTTTAGCTTTGGGTTCATCGGACGCCATGGTGGTGCAAACACGTTGCTTCGTCTTCTT
CTCCCCGGCCATA
>CL3966Contig1
GAAGATGAGATCAGACGTGTTGCTCGCTCTTGACTAGGCTCCCCGACGCTTGGGTTGTTT
CTGTAGAGGAGAGAGAAAGCCCCGACTCTTCAGGAGCACGCAGATCCACGCAAGGACCGC
AAAGTTGTCCACGAGCTGCGGAGGAGGCGAAAGTTTGGCAAAGCTGCAGCGCGCACGGTT
CCAAACGTCACACTTCCACCGATATTTGAGGCTGTGGATTTAGGAACGCGCCATGGACCG
AGAATTGAGGATGGAACTGGAGTTTTGAAACATGAACTGTTTCTTGTAGTTACTTCACTG



CACCAGTTTGGACTGAAACGAAAGAGAGGGAAAAAAACTGTTGTCGAGTGTTTATTTTGT
ATTTTTGGTCTTGTTTGAGCTGATCGACTGGTGTGCAAACATGCCTCAACTGAACGGAGG
CGGCGGGGATGACTTAGGGGCCAACGATGAAATGATCCCCTTCAAAGACGAAGGGGAGCA
GGAGGAAAAGATATCCGAAAACGTTTCCGCGGAGAGGGACTTGGATGATGTGAAGTCGTC
CCTCGTGAACGAGTCGGAAAACAACAGCAGCTCGTCTGACTCCGAGCACGCAGAGAGGCG
CCCCCAAACCAGACCAGACTCAGAAAGTTATGAGAAAACAAGAGAGTACTTCAGTGAAGC
GCTGAGGAGACAGCAAGATGGTGGCTTCTTTAAGAGTCCCCACTACCCTGGCTATCCGTT
CCTCATGATCCCAGACCTCACCAATCCATACCTATCCAACGGCTCACTGTCTCCCGGTGC
AAGAACATATCTGCATATGAAGTGGCCCCTCCTGGATGTTCCCAGCTCTGCAGGAATAAA
AGACTCCCGTTCTCCAACACCAGGACATTTATCCAATAAAGTCCCTGTGGTACAGCATGG
CCACCATGTGCACCCGCTGACACCTCTCATCACCTACAGCAACAATGAACACTTTTCCCC
CGGCACGCCGCCTTCACATCTCTCACCAGAGATCCTCGACCCAAAGACAGGTATCCCTCG
GACGCCTCACCCATCAGAGCTTTCTCCATACTACCCCCTGTCTCCCGGTGCTGTCGGTTC
CATTGCACACCCTTTGAGCTGGTTCATGCAACATCAGGGCCAGCCCATGTACTCCATCCC
TCCGGGGGGATTCCGTCACCCCTATCCAGCATTGGCGATGAATGCATCCATGTCCAGCCT
AGTGTCCAGCCGTTTCTCGCCGCACATGGTGACTCCTCCTCCACACAGTCTCCACCAAAC
CGGCATTCCCCATCCTGCCATCGTCTCGCCGGCCATCAAACAGGAGCCCAGCGGAGACAA
CATCAGCCCCTCCATGCACGCGAAGTCCCCTGTTCCTGCCAAGAAGGAGGAGGACAAGAA
GCCACATATCAAAAAGCCCCTGAATGCTTTCATGTTATATATGAAGGAGATGAGAGCCAA
AGTGGTGGCAGAGTGCACTCTGAAAGAGAGTGCCGCAATCAACCAGATCCTTGGGAGAAG
GTGGCATTCTCTGTCAAGAGAGGAGCAAGCCAAATACTATGAGCTGGCCAGAAAAGAACG
ACAACTCCACTCCCAACTTTATCCTGGATGGTCAGCAAGAGATAACTACGGAAAACGGAA
AAAGAGGAAGAGAGAGAATAAACCAGACTCAAAACCAGAGGACTTCTCAATAAGGAGTAA
GAAGCAGTGTGTGCAGTACCTGCCCTCA
>CL3967Contig1
GTTACAGCTTCTGTTTATATTCTGTACAGCACTGGAAGGCACACAAAACCCAAAGNAGAG
AACAGAACATAAGTATATACAAAATATACAGAATAAATAACCTAGTTGAGTAGAAAAGCT
ACAGAGTGTGTGCTTACATGGACTTCAAGGGTATGAACGAGTAGAAATCCCCAACAATAC
GACATGTCAATCACCAGCTGTCCACCTCTTTCTCTGAATCGGACGTCAAATAATGGTCTG
TCGCGTTAACAGAAAGCATAAGTGGCTCGTTTCTTCTGGCAAAAATAAGTTTCAGCAGGA
TTCTTTTGATTGTCATGCACCATCTTATGGCATTTGATTAGTGCTAGGCCTTTTGACAAG
ACTCTCCTGGTATATGTGTGCATATACCAGGAGATTATATATATATTTATATATAATCTA
CTGAACTCCCAAGTGCTTTTTCATCTGACTGACACTGCTTTCTGTGAACACACTACCAGC
TGATAAAAAAAAATAAGTTTCTCTCGCTGCGGCTCGTTCTGGATCCATCCTCACACCGGA
GGACAGAAGTGGAACCGCACTCCTATCACACTCCCCCCAACGTTCGCTTGGCAATTTGCT
GACTCTACGGCACTATGAGCATTCATTCTGGTTCTAGCATGAAAGCTGCCTTAGGTTGAC
GGAGGGTGTAATCGGGTCATGGCCGGAATCAGGATAGACCGATTAAGCAGAAATTCTGGG
TCAAGCAGTGATTGAAATTCGCTCACTTGGTTCCAAAACATCTGCTTCGTCCTGCAGGCG
GGAGGTGGAGGAGAGAAGTCGCCATGTGGATCAATTCATTTGGCTGCTGGATGTTTAATC
ACATGTAAAAAGCTGATTGAGTGGATTTCACAGTGGGCTTTGACCCGGGCCTGCTTGACA
GTCTCTTCTGTAAAACATAACGCCCTTCCAGCAACTACACGGTGTGGCTGTCGGCACGTT
CGACCCAACAAAAGAGCAAACCAGTTACATTCTGTGCTACAGTTAAAGAGATGTGCCAAT
ACTATATTTGTATTTATATATTTCACACTGTGGGAATCCCAAGAGGGAATCAGGAGAAGG
CACTTGGTTCAAACAGGTTTGTTGCTGCTTCAGTTCAGTTAAACGCAGTCTGATGCTCCA
GAACTTCTAAGTAGTCTGGTTCGGTGTGCAGGTTGGCCTTCAGTTCAAAGTACTCATTTT
TCATTTGCTCCAGCATGACCTTGCGTGGTCTTGTGTACATTATGGCCTCCATTAGCTTCA
GCTCCTCCTGGTGCCCCGGGCCCTGCAGGTCCATGGCGGGCGGAGCTGGGACATG
>CL3968Contig1
ATGCAGCAGCTGAACCAGGAGGAAATCTGACATGACAGGCAGCTTCCAATTGAGGGACTG
AGATACCTTTCATGTCAGTTAAGCGTCTGGAAACAATGAAAGTAAGAATGTGTGGCCGGT
AAAGAAGTTCAAGAAGTTCAGACAAACACTGATTCGGTCAAACTTTGGTCACCAGGCGAA
GCAGCTTTGAAGAGGTCACAGATATCACAGCTGGCAACAGTCCAAAGAGAGCAGGAAAAA
AAAGGCTCAATGGCATACCGACTTTTTGAAGGGAAGGAACATGCTTCTGTCTACCAGAAG
TACCGTTTCAGCCCTCCAGCAGGGCTCACAGACCTTATCATTCAGTACTTGGACAAAAAG
AAAGGACCGCCACATGAGCTGGCAGTGGATCTTGGATGTGGGACGGGTCAGAACACCCGA
CTCCTGGCTCCACACTTCAAAGAAGTCGTCGGCATAGACATCAGCGAGAGTCAACTGGGG
GAGGCCAGAGCTGTGCCAGGGTTCTCCAACATCACATACAAAACTGGAACAGCAGAGAAG
CTTCCGTTTCCAGACGGTTCCGTTGACCTTTTGGCAGCAGCTTCAGCCGCTCACTGGTTT
GATGTGCCGAAGTTCTTGGCGGAGGCAAATCGGGTTCTGAAACCCGGGGGCTGCATGGCT
CTGCTGGGCTTTGGTGATAACTGCCCCAAATTTACCTACAAGGACTGTGGGGACAAACTC
AACTCCATTTATCAAGAGGTGAAGGATGTGCTGAGGCCCTACACAACAAAGCCAGTTATC
GAGTCTGAGAGCAAGCTGGAGGGTCTCTTCAAGGCAATTCCTTTTCCAGACAAGGAGAGG
ATTGAGAATTTTCCCCTCAAATTGACCATCTCTGTGGAGGACTTGATTGGCTTCATCAGC
AGCTGGTCCATGTTCCAGACTTACCGATCCGAAGACCCCACTGGAGCTGAAAACCTACTG



CTCAGCACAGAAAAGAGGTTCCTGCAGGAGATGGGCGTCACTTCCCCTGAAGCAGAAGTT
GTGCGCGACTGGGAATATTTCTGTGTTCTGGCATCCAAGCCAGTCTAACTCTGTACCATA
AAAGTTTATTCCTAAGAGGAGATGAACCTGCAACAAAGAAGAAGAATAAAATAAAACTTT
ATAACCACCCTTGAGATGAATGTCAATTTCCTGTAAAAGGAAGGAACAATCAATTAATGT
TGTTGTCTTTAATGAAAACTATTGGAGCTGTTATAAAATGCTCTGTGAAAAAGT
>CL3969Contig1
CCTGCAGTCCATGCTGCCGGTGACGGCGCCGGTTGCTCCAGTGGGGCTCACGGTCGTCAC
GATGTGGTCGTGCTCGTGTTTGGTGAAGCGACTAACCAGCAGCCGCTCATCTTCTGCCAA
ATCCCAGAGCTCTAGAGCACCTGAATCTGAAGCAGCAACAATGGCCTTCTCAGTGACCCA
TTTGACATCAGTGATCCCTGCCTCCGTCTGCACGCCAGCCCTGCAGAAGCCCTCACTGGG
GGCCTGCTCAGGCTCCCTGTAGATCCACACAGACCCCTGCCAGGTCCTGCCCGAGAGGCT
GGAGGCGCCCAGGAGCAGCGTGCCGTCTGCTCGGTACTGAGCCGCGCACAGATGCTTCTC
CATGCACGCCGGAGCGTTTGGGGGAATATTCCACCGATTTTCCTTGATCATATTTGTGTC
GACTGCACTGTTCATCCAAAAAGCAAACTTTAGTCTAGTTTCCCACTAATTCAGATGTGG
TTGTCCGCAAATCAGCTACACAACCGTTAACGCTAGCTAAGCTAGCTGCGGCCAAAGAAA
AGCTCGTATTTTCTGTTTAGGCAAAATAGAAATATACACCTAAAACGCATACGAGCTTAA
AATAACATTTCTAGCGAAAACAATGGATACGTTTTCGCGTCCCGAATGAATGACAACGAA
ATAATAATGCATTAAACACGTGGGACCGGTCCTCGTGCCGAAT
>CL3970Contig1
CAACATTGTGTCGGATGCACTCATCGCTCCAAGCCTATTCTGCACATAGAATTAGTCATA
CTTTCAGAATGTTCTGCGTTGTTCTGTAATCTGCCCGTGATGTTACAGTGATTTGCACAA
GAAAAGAATAGTAAAGCTGATAAAAACATAAGTAGACATGTCAAGCTAATTTTGTTCTGT
ATTTGAAGATGTGTTGGCCAAAGGGCATTGTCGGACAGTTTGTTAGTCACCCACAGGTAT
AATAACTAAAATCCGTTACGGCTTCTAGCTAAAAATATCTAGTCGTGTGAGGATTCCACA
GGATTGCACTCTAGATAAAGGCCTCAAGTGGTACATCAGTAAAGTAGTTTTGCACAGCCC
ACACAGATTTACCAAAAAGTGGCTTACATAGCACCAAAGGGACACTATTTCCTATTGATT
CAAAATTGCACCTATTCTAAGACACACTGCTACACAAACGCATAATAGGAATGAGAACTA
GATAGAGGGAAAATGTTTCTCCATTTTTTTTTTTCATGATGGCACAGGCCTTCAGATTAT
CAAACAACTCTACTCATCCTTGTCAGTCTTCCCCACGTCACTCTGCTTCTCCCTTTTGGA
TTCTTTCACCACCTCTCCATCTCTAGTCTCCACAGTCTTTATCACCACGGTTCTTTTGCT
CTGGGAGTCTGGAATTCTTTCGTAATCTCGTTCACCAAGGTGATTGCTCATCCCAATATT
ATAGATGGGGACAGAAATCCTGCTCTCCTCTCCCTCCAGCAGTTTGCGGTACGTGGCTAT
TTCGATGTCCAGTGCCATCTTGACATTGAGGAGGTCCTGGTACTCCCGAAGGTGGCGAGC
CATCTCTTCCTTCAGGTGGCGGATCTCATCCTCCAGCCTGCCTACATTGTCCTGGTAGTT
TCCAACCTCAAGGCCAAACTGGTCTTCCATTTCACGCATCTGCCTAACCAGAGCCTCATT
TGTGTTCTTCAGTGCATCAATTTCACAGTTGAGAGACTGAATCTGCCTTCTGGAATCGTT
GGCGTCCTGCTTGGCCTGCCTCAGTGCATCAGTGTTGCGCTTTGCAGACTCGGTCAAGTC
AACAAACTTAGATTTGTACCACTCCTCGGATTGCTGCATGTTCTTTAAAGCAATGGTCTC
ATACTGGGCTCTGATGTCCCTCAGTGCACCAGTCAGGTCGGGCCTGGAGCTGCTGTCCAC
CTCCATTTTCAGCTGCTGAGTCTGAACACTAACTTGCACATCCTGGATTTCTTCATCATG
GAGCTTCTTTAGGAATTCAATCTCGTCCATGAGAGATTCAATCTTCCTCTCCAGCTCCAA
ACGGGACAGTGTAGCATCGTCCACATCCTTGCGGAAAGCAACCAGGTTACCCTCAGCATC
CATCCTCTTCTGGGTTTCTTCCTCTAACCTCTGCTTGAGAAGGGCCAGATCTTCAGCCAG
GTTGTCCCTCTCCAACTGGTACTCGTCCCTCTCTTTGCCGATTGCTTCCATCTGGCGCCT
CAGCTCCCTCAGTTCCTCCTGGAAGAGATCGGTAGCCCGGTTGGGCTGGCCCTGCTGCTG
CTGGCCCTTGAACTGGTTCAGCTCCAGCTGCAGAGCTCCGTTCTGCTGCTCCAGGTATCG
GACCTTTTCAATGAAGCTGGCAAAGCGGTCATTCAGCTCCTGCAGCTCTGCTTTCTCGTT
GCTGCGAGTGGCGAGGAACTCCTGGTTGACGGCCTCAGCCAGGGTGAAGTCCACCTTGTC
ATATGAAAGGCGAGGGGGCTGGGGGCTGGGGCGCGGGCGCTGTTGGTGGTAAGTGGTGGA
GCGGGACGCCACCGCGGGTGACACTGAACGCATGTAGTGTCCCCCAGAAATGGGCATTCG
AGAGGACACAGGGGTGTAGGAGGACATTGACACGGGGTGAGGGCTCC
>CL3971Contig1
GGTCCAGCTGCCCAGCGACGNCCAACCCAGCCCTCCCTCGCCTGATCCAGAACCTCCTCG
TGGATTCCCCAGCTAGAGGCTGTGCAATCAACGTGCACAACAGCATTTTAACATAAAGCA
AAAAAAGAAACACGTGTGTTTAAAGACAGCATAAAAAGAGGGGAGGGATTAAAAAAACTA
AAAGGAAACTCTGTGTGCAAAAGGTGGTGACCTGTTAAGTGTTGCTTCATTTGTACAAAG
TGTGTGTATATTTAAAAAAGAAAAAAGCAGAGATGTGGTAAGAGCAAGAACAAACTTGAC
CTACATTTTTCCACGCTCAAACTAATGCCTTAATTAGACATTTTTTTGGACCCACAAATG
TATTCCTTGGTGTATTTTCAGGGGTGCATTGTGGTCAAACACTAAGAAATGGGAAGTTTA
TTTGAAGTCAAGGTGAAGAGTGCAATGCAGTTTCATGACTGAATAAGTGTTAATGTTAAT
ATTAGATTAATTTATTGCTAACTGTGCTCTTATAAATCCTTTTTTTGTTTCTGCCAGTTT
ATGTTTTGTGATTTGAATTCTTCATAGAAGGGTGCAGTATTACCTTTTTTGGGCCTCCAG
TGGTATTATGCTATGGTCACTTTATAGTTTTGTTTTGAAAAATCCTACACCTCTTTATGT
CAGTTTGAAAAGGTGTTTACATTTTTTTAAAGCTCAAACTGACATGTATGCATGCAGTGG



TAAAATCCTATGCTTCACAAAATATGAAGGTATTCTTTAAAATTGAAATGTTATTAACTC
TACTGCCTCCCTGTGGTCAAAATAGGTATTAACCCTGTCAAAAACCTGCCAGAAAGGATT
CAAACTTTTTGTTGAAGTTTTTTATTTTTAATTATGAATTTGACAATTTTGTAAGTTATT
TTATTTTATTTTTTGAGTGTGTTTAAATGTTTATAGAGTTAACTCTAAGAGCGATGCTAC
ATCTTTTAAATCTATCGGTTCGGAAAATAATTAACTGGAGGCTTTTAAATCAAAAATCAT
GCATACCTCACTTGTACCTGCAAGCTTTTATCGACCCTAGATATTCTTGATTTAAACCAC
AAAAAATTTGCCTCATCTCATTTTGATAATTAACACTTATGGGAGCTGCAATTAATATAT
TCTCCTTTATTCTGACTTTTGTGTGATTGAACATTTATAGACATTAACTGGCATCCTTCT
GATTGTCTTTGCCATGATTTGTACATAAAAATGTACTTTGTATT
>CL3972Contig1
AGCTACGTATGTCAAAGCTTCACCAGGCTCAGATATGCTCTGCTCCAATGGTTTTTTTTA
AACAGCTCAAGGCACTATTAATTTACACTGCAAAGTTTTAAAAATCAAATGACTATTCTG
GCAGGTGCAGACAATTCTTCAGTGGGAACTGAAGCAGCTAAAAGTGGGCGGCAGGACAAT
TGCAAAGGTTTATCACAATGCACAGATTACAGATAATGTTTGCCTTCAATGTGGAATTCC
AATTTTCTATTAGAACAGTACATCTGAAAGTCAAAAATGAATACCATTTCTCTGACATAA
AAAACCCAGCTGGTTAAAGATTATGTTGCAATATGCAGGGGGAAAAAAATACAATTTAAA
TGCGATGAGCTCAAAGCGAGCTGAGCTAAATAAACCGATTGAGGGGCAATGCATTTATGC
ACAGGTCATCTCTACTGCAGTCCTTTGTTTGGTTTGTGTTGAAATGACATTACAAACAGC
AAGACGCAGCCACCAGGAGGTAGCATTCGACAGAAAAAAAAATCAAGAAAAAGCTTCTAC
AAAATCTTAAATAAATCAAAAGTTACCATTTAAAAGCTCTTCTTGTTATTTCTATTTTTT
TTGCTGCTTTGCTTCTTGGCATTTTTGACAAACTTTACAGAGAACCTGATAAGAAATAAT
CAAAAGAAAGGAGCCTGCATTTCATAAGATTCTCTCAAAGCTGACTTTAGTCTTTTGCTG
TAAAAGTGTCCAGAATAATAATCTCCTCACCTTTATGAGGAGCCGTAACAAACAAAGAGA
GACCTGGACTTTATTTTTATCTGATGCCAGTTCCCATTCAGTCAGATGGTCCTTGTCAAT
GCAAATGCTTTAATACTTTCTGGTCACTTCAAGCATTTTAGATCATGCCAAACAGAAAAG
CCCAACTGGAACATAACACGCCAATCACCATCGTTTTTCACATCTTTCACTAACAGCAGT
TAGTACAAAATCTGTGAAACCAAAAAACCCCGTTCATGACCCCACAACCACCCACCCCTT
GTCGCAAAACTCCACCCTCCTCTTCCTCAACTTCAGGCGTCCACTTTCTCTGTCAAACCG
ATGTAGGTTCCATTTTGGGGATCTTCCCTTCCTTTGTCACCCACGGGACAGTATGATGTG
TCATCTTGAGCCGAAGGAGCATAGAGAGCCTTGGTAAACACAATGCGGTTAACTTCATTC
TTCTTTTGATGGGCCCGAAAGAGAAGGACAACTAGGATGATGAGCATGATGCCTCCAAGT
CCCACAATAAAGAGCGCGAAGTTGGACACCAAATCAGAAATTAGGAGCAGCTTTTTAACT
TTGGCAGCAGACTCATCATCGATCACCACACTCTCATTGAGGAACATAACAGGAAAGACG
GTCTCATTCAGGTTTTT
>CL3973Contig1
GCCTTCGGGGCAGCCAGCCTTTGACGGTGCGCCCCCGCTCCACATCCACCAGCACCCTTC
TGCCGTCGATCTTCTTCCCATCGGCATGCTTGTAAGCAGAGTGCATGTCTCGCTCGTGCT
CATACTCTATGAAGGCGTAGCCGCGGGGCTTCCCTGTTCCCTTGTTGTAGACGATGTAAA
TCCGTTTAATGGGGCCATAGACTTCAAACTCACGGCGAAGTTTGGACTCTGTCGTATCAT
AATTCACTCGTGCCACAAACAGAGTCTTGAAGGCATCCCCCTGAGCATTGGGGTCATTAT
GGGGGTCCCAGAGCTTCAGTTCTGTCTCCACTTCTCCCTGTCGCCTCTCAATCTTCTCTC
TCCTCTTTCTCTCCAGGCGTTCCTCGCGGGTCTCGGCTCTGGTTGGTGGGGGGGCATCTC
TAGGATCCTCGAAGTGTCTGATGAAGGGGGCGATGCCGCTGTACGGCTGGTTGTGATGCT
TCTCGTGGGGCAGCTTCTCCAGCTGAGGCAGGAACGGAATCGGGTCCCGGGGGGCGAACA
GGGCCAACAGGTTCGGCGGGAGGAACTGCGTCATCTTTCACTTCTCTCCTCCAGAGTCCA
GCAGCTTTTAGTTCATGGACCTGAAGGAGGAGCGGGACTGTCCGCGGGTTCGGTGGCTCA
ACGTAGAACCGCCAAAAAGAGACTCCGTGAAGATAAAAATGCTGGAAATGGAGCTGAAAA
CAACGTGGAGATAGCTGGCTGCGTACTGCGGCTGCTCGGCCTGTTGAAAATATAAAATGG
CGGGGTT
>CL3974Contig1
TTCGGCACGAGGATTTCAGTTAGAATCGGAAGATTTTTCAAAAGAAAAGGATGGTGAGAG
AAACTGAACACGTCTCACAGCTGAAGGATGAAGAGGACGATGATGATGATGACGCCACAA
AGCAGCATCAAGCTGAGCGAGTGTGTTTGTGGGACACAGTCACCAGCCTTTTGGCAAACA
CGCAGCCGTGGCTCGGACACGTTTACCGGGAAGTTCTGACCCAAGCCGAACCTCCAAGGA
TACTTGGGTTTCCCATGATATTCCCTGGAACTCTGCCGCCCGCCACGCCTCCTTTGAGCC
GCGCCTCCTGCAGGTGAAAGTCCTTCCCTGTGCGACCTCCGTCAGGAGCACATCTCGCCG
GCGGGATGCAGGAATATCTGCTTTCCTCTTCCTGTTGACGTCTTGAGGGGCAGTCTGACA
GTCCTACCGACAACAACATCACTGTGCGTTCTTTTATTCCGAAAAAAAAAA
>CL3975Contig1
AACTGGAACATCAGGGAGGGAAAATGACGTGAGTACATGTGAATGACACAACTAGGAGAT
GCTTTTTGTGTTTAATCCACACTGACAAACACAGCCTGTTTCATCTATTTTTAAATGACA
GTCATATAGACAGGCATGATTTTCAAGTCAAATAAATATGCTATAATTATAACTAAAGAG
CATCAGAATTTATTTGGTTTTAAGCTAAGATAATTTTCTAAAATAATCATATTTTTGAAG
AATATTTTGCAATTTATGCAGCTAGAATGGCCTGGTATACTGGACATATTTCATGCTCTA



AAGAATTTGGAGGCAATGACCTATAGAAATACAAGTAACATTACATTTTTCGTCAGAAGG
TGTGTTTGATGTCAAGCTAACAATTTTACAATTCAGTGTACATTCCTCACATACATTTTG
TGTTGTTTTATGCAAATAATTTAAAATATAAATCACAACTGCTGACCTGTTTTTGGAGGA
AAAAAAAGTCATTAACTAATCTTGAAAAGAATGGGTTGAAAATCTGCAAAAGTGCAACAG
TTGTTTCACTGATTGAATTAATGTTTGATGAATGAGTATGGATGTTTAGAAGGCTCCTGA
AGCAGCACTTAGAAGTCATTATCCATCATCCACCCTTTTCTGCTATGAAGATCCAGTCTT
CTTCTCCATGTTGTATTTGATGAGACGACTTCCCTGGATCAGTTGTGCCGTCTCATTGGT
CAAGTGGCAAGCAAAGAGCAGCCAGTTACGGGGCTGAACCTTGTAAGCAAACCTCATGAA
GAGCAGTGAATAGCAGCACAAAGCAAAGGTCATCCTGCCACTAATGATTTCGGGGCTCTT
CTTCATGTCTGCGAGGGCAGCAACAGGAAGACCCCAGTTTGCTACAGGACCCCAGAAATG
TGTGCTCATCAAATAATCCCGGAACTCTTTGCTCCTCAGGTGATCAATAGCTCTACGCGC
AATCGTCCCTGCCATTGTGTTCAGCGCTTATTAAAGACTAAGTCAATCAAAAACGAGGTC
TTATTCTGATTAAACTGAAGGGCAACGACACAAACAGGAATCAGAGGACGACTGGTCAAA
TCTGCAAAAACCCCCGGCCATA
>CL3976Contig1
CGGCGCGCCTTTTACCCGGGCCTTATGGCCGGGAAACCCGGTGATGTGGTTACTGCCAAG
AATGGGAAAACCATCCAGGTTGATAATACAGATGCTGAAGGCAGACTGATTCTCGCTGAT
GCTCTGTGTTATGGACATAGTTTCAACCCCAGAGCCATTGTCAATGTCGCCACTTTAACA
GGTGCAATGGATGTAGCCCTCGGCTCAGCAGCAACTGGTGTCTTTACAAATTCTAATTGG
CTCTGGGAGCAGCTGCACAAGGCTAGTGTTGTGACAGGTGACAGAGTGTGGCGGATGCCT
CTGTTCCAACACTACACCAAGCAGGTGACTGACAGCCAGCTGGCTGACCTTAACAACATC
GGCAAGTACAGTCGCTCTGGTGGCGCATGCACAGCGGCGGCGTTTCTCAGGGAATTTGTC
ACAGCTCCTCACTGGGCTCATCTGGACATCGCTGGAGTGATGAGCAACAAAGATGAAATT
CCCTACTTGAGGAAAGGCATGTCTGGAAGACCAACGCGCACGCTGGTGGAGTTCGCCGCA
AGTCTGGCCCATGATGGCTGAGGATGTGAGAAACCAAAAGGTTTCACACCCAAGACATGT
ATGAACGTTATGCAGAGGAACAATTCAATATAAAAGCTACAAACACACAAACATGTTTAG
TACAACAGGTTGGTTGAAATTGTGGTTTATAGTATTTTTAGCAATATTTTGTTCGACATT
TTGTGTTTCACTTTTAATAAAAGTCTAATGTNNAAAAAAAAAAANAAAAAAAAAAAAAAA
CCAT
>CL3977Contig1
GGGGGCTTCCTGCTGGTCCACCACGCAGTCAGGCACCCTCCCCGCAGCTCAGGCCGCCCC
GCCCGGCTGCAGTGCCAGGTGTGCGGGAGGCGGACCTCCTCGCTGTTCAAAGCTTTGAAG
CACCGGGGGCGCCATCTAAAACGAGCTGCCTTTCAATGCCGCAAATGCCGACGCCGCTTC
TGGAGCCCCCAGCTCCTGACACGCCACAACTTCTCCTGCCGGGGTGGGGGCTCCAGCATT
GGGGGCCTGTTAAAGGTGAGGTCCGCTCACGGCCTGTCGGACCAGCTGACCGTCCCAAGC
CTGGTCCCGCCTGAGAGATCCGCTGTTCTCAACAACTACAGCCAGTGAACATTTTTTAGA
ATAGTTTGTCTTTAATGTCGGATTTTTACTAAGAAGTTTTGAACAAAACAAACAAAAAAA
AAGTCCTGGGGAGTTTGTGGGAGGAGTCAGTAGCTTGACGTCTCCGCCCCCTCGTTATGA
ACCAGTATACAACCCCACGAGGTGGTAGTGCGCAGACGCGTGACCCCCCAGCTGTTCCTC
AAGCATTGGGTTTGAGAAATGACAGCAGCACTCCATCGTCAGTGTTCAAACATCAACGTT
GTCCGTTTTATCCGGAGTCCTGTTCCTCCAGCTCCTGTTTTCCGCAGTCTGACTGTGTCG
TCCTTGTCTCCAGACTCACTTTTTACGCCTAAATTAAGATTAGCCCAAACACAAAGGAAA
CGATGGGGGGGGGACAGGAAGTAGCTCGTGAAAACGAGCCGTCACAAAACTGGCTTTAAT
CGTTGGCGCAAACAAAAAGGAGAGGAAAAAGATGGTGTTGTGACTTTTTTAACGTACACT
ACTTTTGTCATTTTCTTAAAGCTGACTTAAATTGTTAATGTGTTCAAATTTGAGAAGGAC
ATAAATAAGTGTATTGTACATTTTAGTATTTTATTATATATTCCGTTTCTACGTTTATGT
TCTTTCATCCATGCTGTGTCTCATGAGAGTGGTTTTAGTATACATTTCCTCGTGACAAAT
CCTTTTTTCCCCTTCTTCCCTCCACCTGCACACTTTGCACCCCATTTCTGTCAGAAAGAG
TGTCTGCATAGCTCCTGTCCACACGTGCTTCTGTTTTCTGTCAAACTAAACATGTAATAT
TATTACTAAAATATTATCCTCTTTGCCTAAAAGTGAGTTGTNAAAACCCTCAAGNAAATA
AAAATTTCAAA
>CL3978Contig1
TATGGCGGGGGGTAGCCATTTTGTTAGCTTGCTTAGGTTTAGTTCGGTGCAGCTGGTATT
GTTTCGTACATAATTGTAGCGTAAAAATACTACTTTTTTTAATGAATTTTTGGGGACAAC
TTTATCGACTGTGGACTCATAAACAAAACGGCGACTCGTGTGTTCAGTGACAGTGTACAC
GGAGCGGCCATTTATTTGTTAAGTTGTCCTGAGCTTGTTAGCTCATTAGCTAGCTGGCTA
ACTTGTTTACGCGTGGCTATTCCTCTCAAGAAAACATTTGCCTTTCAGGACCACACGTTT
TTCAAAGCTAACGTGGACTACTTCGCATAGTTCACTCAGGCTTTCATTGAGATTGTAAGA
ACATTTCATCGGCCTACTTAGGAGTAGACTAGAACAAAGATCGACACCAAGCGAAGAAGA
TCAAACTCGCGTGGTTCACTTGTTTTAGCTGGAGCCACGTTTCGCAGCTCTGGACACCAT
GTCAGAGTTGTATATTCGGGTGGCCGAAGATGAAAATGAAGAGCCTATGGAGATCCCCTC
GGAAGACGATGGTACTGTTTTGCTGTCATCGGTAGCTGCTCAGTTCCCAGGGGCTTGCGG
GCTGCGGTACAGAAACCCAGAGTCCCAATGTATGAGGGGGGTCCGGCTCGTTGAAGGAGT
TCTGCATGCGCCCGAGAACGAATGGGGAAACCTAGTCTATGTCGTCAATTATCCCAAAGA



TAACAAAAGAAAGATGGAGGAAATCGCTGCTGCCTCAGCTGTAAAAGTTAAAAGAGGCTT
TCAGAAAACGTCAGATCTCATTGTCCTTGGGTTGCCATGGAAAACAACAGAGCAAGACCT
GAAGGATTATTTCAGTACTTTTGGGGAGGTCATCATGGTACAGGTGAAGAGGGACGCAAA
AACTGGGAACTCTAAAGGTTTTGGGTTTGTTCGGTTTGCTGACTATGAGACACAAACAAA
AGTCATCACTCAGAGACACATGATTGATGGACGATGGTGTGACTGCAAACTTCCG
>CL3979Contig1
TTTTTTTTTTAAAATAAAAATATCGTCTTTATTATTTGTTAAAAGAAAAAGGAAAACCCT
GAAAGGGTTGGAAAAAAGTCTTTTTTCTGTGAACGTTGGCATCATGTTGCAGGTCCCGTC
CTCTCTGCTCGCATGGGCAGAATGTCTGTCAGCCAGTACTGGAACAGGGATGTGACTGCT
GCCGTTTCCTCTGCGGTCAGGATGGAGTCGTTGCTGAGTTCCTTCAGAGCGTTCTGGAGA
TTTTGGGTCTTATTCTGCTCAGCAAAGGTTTTCAGACAGAACAGCTGCTTCACGGCAGAG
CTGGCCTTCGACCCACATGCTATACTGTCAACCAGCTCATCTACAGACGCTGACAGATGA
AGGAGCTGCTCTCTCTGCTGGGAAGGATCAGACAGATAGATTTCTGCTGTTTTCCTTAAA
AACTCTAACAGATCCACAGTTCTTCTTTTGTCCTCCTCCTCCTCCTCCTCCTCCTCAACT
TGTTGGAAGGTGAACTCCAGAG
>CL3980Contig1
TTTATTCTCACAATAAAACCAACAGAATATTAAAAGCACAATAAGACCTTTGTTAAAGAC
TTATTACATAAATAATGCATTCACGCGTCAAAAAGGAAAACTAAATAGATCCTTTTTTGC
AAAGAAAAGAACAAACTTGAGGTGAATGAGAGCTGTGGAATTGCTCGTGTCGACCCAACT
GCCCATCATTGGGGGTGTTTGCTCATACTGATGAGGAAGGCTTGAAAATACTCTTCAATG
ATCCTGTTCTAGGAGGAGATTTAGAGCATTCGAAGCAGTTAAAGAGCGTCCAGCGGGGTA
ACCCAGGACTGGCTTGGCGCTGTGACTGAACGTAAGCAGCAGGTGTGATCGGTGCAGCAG
CTTCACACGCGTGTGGAGCTGCTGCACACAGCAGAAATGACAAAACACACTCCAATAGTT
CCCATTCAATAAATAAGAAGGCAAACAAAACCACTCTGGAACATAGTAAACACAAACCAG
ATAAAAACATTAACAATGAGGTTGTGGTGTACATAGATGTGTGTGTGTTTATGGGCTACA
GGTGAACTGCTTGCTCTTTTACGTCTCCTGGTAGGACGTGTTGGGGGCCGTGTAGCTCTC
CTCATTGTTCCTCACTTCCTCTTCTTTGAGCCGGCGTGCAGCCTGCTTTGACTGTTTAAT
TTGCAAGTCCAGTCTGTGTAAGAAGTCTTTGGCTGACAGCTCCTCTGGCTGGGGTGGTTT
GGACTCCTCCGCAGGAGGTGGGGAAGAAGGCGGCGAGGGTCCCTCGATGTCCTGGCATGC
CGTCTCACACTCCCCGTCGGGGGACTCCAGAGACAGTCCGTTGAAAATGGAGCGCTTCTC
CGACACCACGGGAATGTTGAGGCTGTTCCTCAAAAAGATGCAGTCGTTATTGAACAGCTT
GTTGGCTCTCTTGATCTGCTCCATCGTGACGCCGTATTTGAGAGCAATGCCCTGCAGAGT
ATCACTGTCTGTAACCCGATGCTCTATGTATTTCTCCCCCAGGGAGGCCGTGACGCTGGC
GGTGCTCCCGTACGAGCGGATTTTGGTGCGGGCTAGACTCTGGGACAGTTCGCTGTCAGA
CTCGGAACCGGACCTGGACCGAGGGAAAATGGGCTGGGCAAATCGTCCTCCCCCATCCCG
CATCGGCAGCACGGGTGAGAACTCCGCCATCTTCTCTTGAAATAGATAAAAAGCTCGGCT
AAACTCCGGGTTAATGCGCCGGTAGCTTTAGCAACACTAAACTGGTGTTTTCATGCAGCA
AGGAAGTCCATTCCGGGTCATATTGTGGCCCCCACAACGGCTGACTCGAGGCATGTTTAG
GACACACATCTACAGTTCGCTTTATTTTTTTGTAGATCCG
>CL3981Contig1
GATCTCTTTATTCAGAGAATTTAATTTAAATCATTTTTTAAATAGGAAACCAGACAGAGA
GCTGCAGACATAACACGCAAAATAATTTACATCAAAAACAGAGCAGATCCACTCAGGATC
TGCTCTTCAGAACCTCCTGTGCTTCTGGAGCGTTTCGTCTGCAGTCACATCAAGTCTTCC
TTCATTTAGAGAAAAATCAGCCGTACCAAACATTCCCACCTTTCCGGGTTTAAACAGAAA
CGGCTTCTGTTCCTCAGAGGATCGGTTTCGTTTCATCTCCACCAACAGGAACAGAAATCC
AGAACCTAAAAGCAGCAGCCGTCCTCATCCAAACACCTGAAAACACTACAGGGTCCCGCG
TCCTGCTGGGTCGTCAGGGAAACGAAGCTCAGCAGAACAACACGACTGTCACGCATGACA
ACCGCAGGGGGGGGGGGGNNCNNG
>CL3982Contig1
AGGTCCACCCGTTTCATGCAATCAGCGATCATCTTTGTACTTTCAAGGCTGCAGCNTGAT
GCATTTGCTACCATNTGCATAGCTGGTAAAGGTTGATCAACCACAACCATGTCCATTGCA
GCAGTTCCACTCTGAGCAATCCCTCGATGAATCAGACCTTTAGCCAATGGAGAGACAAGC
AGAAGAGATACACTCACTCCACCAGCTGACTCCCCAAAAACAGTGACTGAGTTTGGGTCT
CCTCCAAAACTGCTGATGTGCTCCTTGACCCACCTCAGAGCCTCAATCTGATCCAGCAGA
CCAAAGTTCCCAGGCAAATGCTCATCTCCAGTGCTTAGAAACCCCAAAACACCTAGTCGG
TACTGGATCAGAACCACAATCACATCCTGATAGACAGCCAAGGCAGAACCATCATACATT
GAAGCAGAACCCAAACTGAAGCCTCCACCGTGGATCCACACCATGACTGGGAGCTTGGCA
TTTTGAGCTTGGTTTGCAGGAGCATAAATGTTGAGGTACAGACAGTCTTCTGAAATATCG
GGGATTTCTACCATCAGGTCACCAAGTTTCTTCAGGAGGTCCATGACAATATCTTTGCTT
TGAATGCACATGAAGGGTTGCTTGGTTGCATCTCTCATGCGGTTCCATCCCTCTACAGGT
TGTGGTGCGGCCATTCTTAGGGAGGGGCCAACAGGGGGCTTGGCAAACGGGACACCGAGG
AAGGCATGGGCCCCGGACTCCTTCCCCTTTACGCTCACATACTTCCCTCTGAGACTGCCA
AGCTTTGTGTGGACTTCAGGAGCATGTTGATCTGCAGCCACACTGAGGACTGAAAGCAGC
AGAAAGAGTTCGATGTGTCCTGCACGGAGCGCCATGGTCTTTGCTTCAGAGAGAACTGTT



GAGAGACT
>CL3983Contig1
TTCTGGCGCTGCTGCTGTAGTCTCCGTTGTTGTAGAGCATCACACTCTTGAGGAAAACGC
TCTCATACGGCTGCTCCTCGGAGTCGATGAAATATTCCTCTACGTCAAACAAAGTCTTGT
AGTAGTTCATGTTTTTGGTCAGAGACGGATCTTTCGGGTTCTTCTTCAGGAAGGTGTGAG
CTGCAGCGATGGCTTTTTCCACGTTGTTAAGCTGGTAATACGCAAACTGAATATACCGAT
AAGGTATTCTTTCTTCAAAGGCTTGCAGTAAATCCCTCCGCGGGTACTTCAATTTAAAGA
CGGGGAACTCTTCTTTGCAGCGTTTGAGGCACGCGGCTCTGAGCAGGACGTGCTGCGCGA
CGCGGAGAGTGACGTCCCGGTAGAGGGTGACGTTGTCGCGGCTGACGGAGCTGCAGTTGC
GGCCACAGAACGCCTCGCTGTCCCGCAGCAGCCGGTGGAGCCGCAAGCTGAGCTCCAGGT
ACTTGACGCTCTCCGCCCAGTTCTGCGCCGCGTACTGCTCCAGAGCGTAGTTGTACGCGG
ACTCCAGCGGCATGATGTCCTTCTGAGGGAAACTCCTGAAGCTGTACTTCTCATACTGAG
CCTGCGCCAGGCCGGGGATGAGGAGCGCCAGGCAAACGCTTCTCAGGAGCATCATCGCCT
CCTCCGACGGGAGTCTGTCCTGGTTTAGACTGGACTTGGAGACTTCCTCTTTCCCCCTCT
TTTTTACCAGCAACTGCTCATGTCTTCTTGCACGTAGGCTGT
>CL3984Contig1
CAGTGGCCTCTGTGTCACAAGCAGAGACAGCAACCCTGCCCGCCTCTTCTTTGGCCCTCT
CCAGGGCCTCCTCCGTCTCCAGCCGGCGTTGCACCTCCTCCTCGTGTCGCTCTTTCATCT
GCTCGTACACATTCTGCAGGTAGTCCCTCTCCTCCTCCATCCTCATTTTCTCCCCGTTCT
CTGAGTCAATCATGGCTCTCAGACTTCGTACCTCCCCTTCGTAAAGCAGCTGCAGACGGG
ATGGGTCGTTCTTCTGCTTCCTCAGAGCCTCCAGTTCTGTTAGCAGGGCTCGGTTCTGCA
GCTCCAGGTTCCTAACCTTTTCAATGTAGGAGGCAAAGCGGTCATTTAGGTCCACCAGCT
GCTCTCTCTCCTGGGAGCGCAAGCCCAGCAGCTCTGTGTTAAGAGAGCTGGCCTGAGCAA
GGTCTATCCTCTGGGAGGCATCTGGGAGGGGGGAGGAGACCAACCTCAAGATCTTCTTTC
CAGCTGGAGGAGCTCGATATGAGGAGAGCAGAGGTGAAGATATGGAGGTCTTTGATGTCC
ATGAGCTCTTGTAGCCATCCCAGGGGCGTCGGTAGGAGTAAAAGGAATCGAAGCTCATGA
TGAATTTTTAGTGGTGGATGATTTTCAAGAAAGAATGTTGTATTTTTTTTTATGTCCCCC
TTGTTCTGCACACCATCGGTGAGGATGACGAGTGCAAAAGCACTCG
>CL3985Contig1
ATTTACTTTATTTATTAAAAAATATACATCATATTTCTATTTCTTACATGTTTTTTTAAT
TTCATTCTAGCATGATCACAACAAAGTAAACATTGTAAAGGAACAGAGGGGCGAGGACAT
AATTTGTGTTATTTTGTTGAGTTGATTTGTCGAATCTCGTCGACTCTGTTGCGATGAAGC
TGAAAGGCAGGCGTGACCCAACGTCCACAGGAGCACTGATCCCCGCACCAGCTGAAGGAG
CCCAGCTTCGAGCTGCACTTTGGACACAGCAGCTGTCCGTTCATCACTCCAAGTAAGGCT
TGTTCCATCCACTGTACCGGCTCGATGAAGTAGGACGTACACTGAACTTCTCCAGAGAGG
TTGCTGGTCTTCTTATGACTGAAGGCTGAAGCTCCATCGCCTACGGGATGACTGAGAATG
CTGGAGCCACGGAACAGAGTTCGTCTGCACTTCCGGCATCTGTATGACACCTCGGAGGAG
CTGGAGTGGGCGGGGTCATTAGCAAAAATATCTCTTGGGACTTGCTGCAACTCTGGATAT
CTCTCTGCAATCTTGTTCAGCCTGTATTGTTTGTACAAAGCACTAGATGTGTCCACCTGA
CATAGCATGGACTCATACAGCTGCAGCTGCTCTTCAAAACCCCTGTTGACCTGAACATCT
TGTTTGACACTTTTCAGTCTTTGGTAAGCTTCAGGGAAGGCCAGATGGTGTTTCTTCATT
AAATATGCAGTCACAATGGTGGCGCTGCGGCTTCGACCTGCATGACAGTGAACCAGTGTA
GCTCCGCCCCCTTTTACAGCCTCATCAATGAATATGTTGCAGGCGTCCAAGTAACTGAGC
AGATCAGTCGTCTCTTCATCTAAAGCATTGATCCACTTTCTGATGAAGTTTCCTGTGGCA
GGAATCTGTGGACCAGGATCCACAGATTCCACAGACAGGATGTGGGTGACCGAAGCTGCA
GCGAGCGCCTGGCAGTCGTTCAGGTCAGCTGCAGTGCCGATGTACACTCCTGGATCTACG
AGCAGCATGACTCATTTACTTGAGTATGTCGTTTCTTTCCTTCCTGCAAATTTTGGCTGC
TTCAAACCTCAAAGCATCAAACGTGCAAAACACACAAAAACTAACTTTAAGACGGACCCT
AAAGGCGTGAGCACCAACGGGACTGGTGTTTTTGTTCGTCTCTTAAAGCCCCCCGGCCAT
AAGGNCCGGGTTAAACGGCG
>CL3986Contig1
CCATCTTTAGCTTATTTTATTGAACAATTAGACAGTAATCCTTATCTGTATTTTTGCAAC
TCCATATATAAGACACTTGGCTAAGAGGACCACCAGTGATGTGATGAAAGGACATGCAGC
AACACGCACACACATGCACGGTCACACACATGCACGGTCACACACAGACGGATGTTGTGC
TTCGTTAAGATTCCATCATTATCTGATGTTTCTTCCTGGTGATCCAACTGAGAGTTTTGC
TGTTTTTAGCTCATAAAATAAAACAAATCCCACACGCCTGCATGTCGAGGCCGAAAAACA
TAAATAAATAAATGCCGTCACACTGCATTTTACTCACCTCTTGATATAAATTTAAATAAC
TTCTTTATAGATTAATGTCGTCGTTTAAGGGAAAGATGATTGAAGTCAACACTTGATATC
TAAACTGCTGACACAGAAGACGCCTCTTGGTACAACAAACCTAAACAGTAAAGGGGTGAA
ATGCTCGTTTCCCATCATGCACTTCTGTACAGGATGAACAAATGGGTTTCAGTGCGCTTC
ACTGTCTGGTGAGTAATTGCATTTTCTACCCTAAAGTGAACAATGATGTTGCTGTGCGGA
TGCTGGCAGGCGTCTCGCCTGACGATCTAATCCTCAGCAGGAGTGCTGTGACTGTGAGAT
GCGTTCACATTCGACTCCAAACTTTAGCTTTGACCATTCGTTACAGCTGAGACGCTTGAG
AGCGGAGGTGTCCAATGATCCATCCGGGGTTGGTTTGGGGCTGGGTGGTTTTTTTTTTAT



GAGCCTCGTGCCGAA
>CL3987Contig1
TCTGCTTTATTTTTCCATAAATATCTCCGAACGCTTTGGTTCAAACAATGTGCATTTGGC
TTTTTTCTCTAAGTATCTCAGAATATTTTTGTGGGAAACAAACCTTTTATCTATACATAT
GAGGGCACTTTAACAATATGATCATCCAGTGAGAGGATCTACATTCCTCTTAGTTTGGAA
CTAGTAAAACTATAAATCAGCAGACCGTCCGCTCCTTCCAGGCTGTTGGCTTTAGCCAAA
AATCACAAGACAGATTCAAGCGGAGGGTGGGGTTAATAAAAAGTCTGTGGAGCCGTCCGT
CACTACAGAAGCATGGTGTGCGTGTCCACGTGTCCGTTCGCCCCGTGCGTGTCCGTCTCC
CTTTGAGCCTCTCAGTTTGTGTCCATGCGGTCGTCGGCGGCCTCCGGAGATGCTCCCAAC
GACGCCGAAGGCGGACTTTTGGAGGGAGCGTCCTCGTCTCTGCGCTGATAGAAGAGCACG
TAGGCCGCTTTAGTCACAATCTGGTCGTCTGTGGCCGAGGAGACGCTGCTGTCGTCAAAA
TAATACCACTTTCCGTCCAGTTTATTCTTGGCGTAGGCGGTGTAGTGGCCTCCTCCCATT
CCTCCATAGTGGTTGGACACAGCAATGAGGTCATAGATGTAGGGGCTCGCCTTTGGGTCA
CAAACAAACTCGGACATGTTTAGATCTCTGAAAAAGAAAGAAAACAAAAAGACAGTTAGG
CTGAAACCAAAACTCATGTAGATTTAATGAGGAAGAGTAGGACTGAGCAGAGTTTGGAGT
CACTCTGATCTCGTTTCCTGGTCAT
>CL3988Contig1
CGGCACGAGGGCAGCTGGCCCTCCTCAGCACCCGACCCCCCCCCGACATTTAATATTCAT
ACGCACAATGATTCACTTCAGAACTTCCAAACACGTGGATGTCGATTGTCTTCTTTTTTT
CTTGAAAGCTCTATTTGAAGACATGTTGGTGATGGTACTTAACTGGAATCCAGTTAGTAA
TTTTTCCAAAAATGAATCCTGTCATGGATCTTTTTGTGCACATTCTCCTCTTTTTGCAGA
GTGATTGAAAGAAAAAAAAGCTCACACTGTGAAGCGATGAAGCTCCAGCACTTTTTCCAT
GAAAGCGTTTATCACACTTTGATCATTTTTGAATAAATAATGTTCAGTTCATTTTACTTT
CTGCTTTTATTTTGGAGAGTCAGGAAGCGCTTTGTTAAGTTATTATTATTTTGAATAAAT
TGATCTGATAAATCCGCACAGTTTTAAAAAAAAGCTTTGAGATAATTTGCGTGAGCTGCA
AAGCAGCCAAATTTACAGACAGGCACGTCTCTGGACAGCTCAGTGCTGCAAAAATGGAAG
CTCCGCTTCAATGTCTTCAACCGTCTTCTTACAGGCAGATCTTTGTGGATCCTGACTGTC
AGAAGCCCTTTAGAATGTTTTTTTTAACAGATGGAGGATAAAAACATTTCTAAACATTTT
TGGTGGGGGGGAGAAAAGTATCAATCATTGAAGCAAACACTCATGTTTTCTGTTTTTGCA
CATGAACACATTTTGTTTAGCTTCTTGGGAAGTGTAAAACCCCCCGTTTATGTTGTGAAA
CAATGTGAAGCCATTACTTTCATATCAATTTCATTTCAGATGATCTTTCTGTTGACTGTC
TCTAAAATAAACTAAAGCATTCCACAAAAAAAAAA
>CL3989Contig1
GACTTTTAGAAGTACTNCACTGTGCAAACAAGACACCAGAATTGTACACAAGAAATCTGT
CAAAACAGGAACCCTCCTCTGTTTGCATTTGTGGTCTTGATTGGTCCACAAGGCTCTCCT
CGCTGCTCCTCAAGTCAGCACAGTGGACACGGACACGTGGGAAGTCACGAGAAGCCGGCA
GGAGCTTAAAAGCCATTCGATCCTCGTTCCCCGACGTGAAACTGATCTGCAGCTCTGCAG
GGAGGGGAGTTACAAGTCTGCCTCCATCTACAAACAAAACTGCCCTTTAGAAGAGACAGG
AGGACGTTCTTTCAACGTCTCAGTCTGAGCATTAAAAAACAAACTGCAGGTAAAAGAAAA
ACCACAACACCCTTTTTGGGGTTCCTTAGGAAAGGGTGGCGTTGCAGGCTTAATAAAGTT
CTGGAAAAGAGGTAGCAAACAAAACACTCTTTTGGCAACAAATGGCCACAAACTATCAGC
TTCTGAACCCTCAACCCCGCCTCGGGTACAGTACCGGGCTGAAGGACACAGAGTTCCCTG
TCCTGATCAACATCCAGAATCCAACATAAGAAAAATATTTTGGTTTTCTCATCTGGTTCT
CCTGCAATTTCCCAAAAAAAAAAAAAAAAGCACAGACACCCTGACTCGTGTAGCATGAGA
AATACAGTACATTTATAAAAAAATACATAAAAAGCACTTGAAGGCGTCAAGAAAAAAGCT
TTTCAAGACCAAAAATCGCATCTCAATAACAATAACAAGAAGTTTAATGCATTTTTCAAA
ACTTTTAAAATGTAAAACCTATTTACAACGCCATGTCAGAGAGTATGAAAACACAAACAC
GTTCGAGGGGGGAGGGAGGGGAGTGGACGAGAGTACAAACAGGGGACATGAACTGTTCTT
CATTAAAGAGGCCTACTGTCTGTCCAGAATCAACCTGCCATAAATCCCAAAAACAAAAAT
AAAGTTCTTCAAGACAGAGCAGGAGAGACGTTAGTCCAGAGCGATGATGTCGTCGTCTTC
ATCACCCGCGGCTGCAGACGGGTCCGTTCGTGGACGCTTGGTGGAGCTCTTGTCGCTGTC
CAGGTCCGAGTGCTTTCTCTTGGTGCCGCTGGTGACTGTGGCGGAGCTGGAGGGTGCCCC
TTCCTCTTCGTCAGAGTCCACAATCATCAGGTCATCCTCGTCTGCTGGCGCTTTGGAGGA
TGTGGACGGCTGGGCGGAGTCTTTGTTGCCGTTGGTAATGCTGTTCACTTCCTCCGGGTT
GCTCTGAGGGGGCGGGGCTTTGTCCGGGGCTTCTCCGACCACCTCAAACTCCACGTCTCG
CTCCAGCTCCTCCGTGTGCAGGACGTTGATGAGGAGAGTGTAGTCCTGCAGGAAGTCGTC
AGACTGGAGGCGACTGCCGTTCCGGATCCCAAAGTCAGAGAGATATTTGCTGTTGTTGGC
CTCGGTCTCTCCCTCCTCTGAGGAGATGAGGATGGTTCCTTTTCCATCTTCTATCTGCAC
ATCTGGAGCCACCATGCCAAACCTCTCCTTCAGGATCCTATCCTGCAGGGATAGAACCGT
TGTTTTCTGCACGTTGAGTTTGACGGTGACTTCGGGTTTGCTCGCACACACGTAGCAGTT
TTTACTGGGCGGATCCAGAACGCACGGGACAAGAAGTTTCTTCCTGACATTGGGGCACTT
GTTCAAGAAGACCTC
>CL3990Contig1
CAAACGGACCCCTTCAGCTCCTCAAGCAACAAGGGACGGGATGACGACAGCGCGCTAACA



ACTTAGCCGGATAGCTAACGCTATCTGGTGTACGTGCGGTGGAGGTGAATTCACATGAAA
TAGCAGTATAACCCCAAACATTTAACATTTTATTTTAGCTCAGTCACCAGGTTATTTAAT
TATGCCGAGCAAAAAGAAGAAGTACAACGCCAGATTCCCTCCGGCAAGGATCAAGAAGAT
TATGCAAACAGATGAGGAGATAGGAAAAGTGGCTGCAGCGGTTCCTGTCATCATATCCAG
AGCTCTGGAGCTGTTCCTGGAGTCTTTGCTCACAAAAGCCTGTCAAGTCACCCAGTCGAG
GAACGCAAAGACCATGACGATGTCCCACCTAAAACAGTGCATCGAGTTGGAGCAGCAGTT
CGATTTCCTAAAGGACCTGGTAGCAACGGTACCGGACATGCAGGGCGAAGGGGAGGAGAA
CCACATCGAAGGCGGAGGGGAAAAAGTCCCGCGCAGAGGCAGAAGAGCGGGGACGGGCCG
TAAAAACGGAGGGGCTGGCTCCAAAGGCAAAGAAAAGAAACTGTCAGGAACAGAATCGGA
GCAAGAGGATGACTCTGAGGACAGCGAGACAGACGGAGACGAGGACGGCTCTCAGTCCAG
CACAAATCTGCAGGCGGCGTCCAGGTTCCACAGCCCCAACGCGCCCCCCCTCTACACGAG
CAACACGGTGACAATGGGCGGCTTGGTTCCAGCGCAGCCTCTGGGGGCCGTGGCCTTCGC
CCCCCATCCCTCCGCAGTGAGCAACGCGCAGCCCCCCCCACCTCCCGCGCCGCACAGAGT
CGAGGAGGACAGCGACGAAGACTATGACTCTTAGCTCCGCCCCCTCACGCTCTCTCCCTC
CCCCTGTCCGTGTCTCTCAAACGGGGATCCTGTACGGTTGTTTTCACGTTCTTCCGTTGA
TCCGCTGCGCTACGCGGCGGCGGCGGGAAAGACTCTGAAGGGAACTGAAAGAGACCCCTC
CGTTCTACGAGAGGCAGACGGCGCCGTTGTACTTGACACCTTTTAATTTACTTTCTTTTT
AAGGCTTTTATTTGTGGAAAAAAAAAAAGTCAGTGGAGAACGTTTTTTAAAAGCTTTTTG
CAGGATGGGAGAGCTTCGGGTTTGGGCACTTTTTTGTTTTGTTTGTTTTCTCCTGAAAAA
ACCTGAAACAGTGACACATATCAGTGACCCTCAGGTCGGCTGGAACGGTGCGGCGGTCGC
TAGTTAGAGCTTTCCTCCAGTATTTCATGCTCGCACTGAGACGACGGGTGGAGCTGGTTG
GCCCCTGGGGGCCGCTCAAGTGTTATTAACCTGTCACCCCTTAGCTCCTGCTGTAAAAAT
CCATCAGATCCATGTTTTACTTTTATTTTTTGTTTTGTTTGCTAAATCCTTTTAAAAGAA
CCAAAATAAAGAAGTTGCTATAGGTTTTTCCCTCCTTCCTTTTTTATTTTAGCTGAGACT
TTTATGCAGGCGAGCCCCACAGCCCACCCACCCACCCCCGCACCTCGGGGCCGGGGAACG
GTTTCAGCCGGTCGGAGCTCGTAACTTTTCCCACAACCGCCACGCAGTGAGACTCCTCAA
GGTTCTTTCCGTTTGGCTCCTGAACGTTTCTTTCCCCCCTCTTTTAGATTGTTTTAAATG
ACGGCAGAAACGGGGGCTCCCTTGTATTTGTTGGTATGAAATGGTTACAAACGGGCAGTT
CTCGCCGTACTGTAAACTTTTAACATTCGTTTTATTTTGTACGGGTGAAATAAAGTTCCT
ATTTCCAATNNAAAAAAAAAAAAAAAAAAAAANNNNNANN
>CL3991Contig1
CTCAAAGATCCTTTGCTGCTGCTGAGGAGGCAGCGTGGAATACAGCGGAATGATTTTGAT
GTCCCCGACTTCAGGACCCAGGTCATCAACCTCACGTTTGATCCTCTTGCAAGCCTCGTC
TATTTCCTCTTGACCTGTGAGAAACAAAAGGCAGTCGCCTTCTTCTTCCTCGCACATGTG
AATCTGAATGACTGTGCGGATCGCTGCCTCAAGGTAGTCCCGCTCTGGCTCAGGGGTATA
AAAGATCTCTACAGGATGTGTGCGTCCAGGAATTGTTAGCAGAGGACAGTTGTCAAAGTA
TACTTGGAACTTCCCAGCATCCAGAGTGGCGCTCATGACAATCACCTTCAGGTCAGATCT
TTGACGGACCACTTCTTTCAACACTCCCATCAGGATATCTGTAGCTAGAGTTCGCTCGTG
GGCCTCGTCCAGAATGATCACACCGTATCGCTCCAGCAGAGGGTCGTTCATAGCTTCTCT
CAGTAACATACCGTCTGTCATGTACTTTAGGATTGTTTTAGCAGAGCTGCAATCCTCAAA
TCTGATGGAATAGCCGACTTCTTGTCCAAGCATGACATCCATTTCATCTGCCACCCTTTG
AGCGACGCTCATGGCAGCCACTCGCCTTGGCTGAGTACAGGCTACAGCTCGCTTGGGACC
AGGCAAACCTCTAACCATGTCCACACACCACTGTGGGATCTGTGTGGTTTTCCCAGAGCC
TGTCTCTCCTACAAGGACAAAGCTTTGCTGACGTGTGATGATGTTGGTGAAGCTCTCCTT
ATACTCCCACACAGGAAGCTGTAACCTCTTCTTTAAGATCTCATAGAAACGCGGTGTGTG
TGGCAGGTTGGTGAAAGGGTTGATCTGCTGATGCATTGGCATCTGCTTAAGAGTGGGTAA
GCTGGCCACAGGTGCTGTGCTGTTGGAGACTGCAGCAGAAGGCTTGGAGTCTCTATCCCT
GTCTCTGTCCCGGTCCCTATCCCTGGAGCGGTCCTCACGATCCCTGTCCCGATCTCGATC
CCTCCCGTCAGACCTCTTCTTATTGGAAGAGTAATCATCGCCCAAGTCCAAGCGATGTCT
TTTAGACATCTTCTAAGATGAACACACTCTATCAGTTGTCAATTGACAAAAACAAAAAGC
TAAACGCGTAACCAAGTCGTTTTCCTGATTTCGTCTTCTGTTCCCCGGCCATAAGGCCCG
GGTTAAACGGCGCGCTGA
>CL3992Contig1
CAGATCTATACCTACATCATATTACAAATACTGTCTGACAGGTGATGTCAATATTTAGAT
ACTTTGATTTTTGAATCCCTTTTACTACCTCTTGCTTTGATCACTTTGTTTAGAAATGCA
CTCATAAAAATAGCTTTGCATTAAATCCAAAGGTTTTGAGAATAAAATGCAATGTGATGA
TCAAAGTCATTCACTACATTTCACTTTATTATACAATCAGGTCAGTTCACATGTTATGCT
CCACTGAGCAGGATCCTTTCAGTTGCATGAAGCAATCACATTGCTGCTGTCACCCAAGAA
GGCTCCGGTTTAAGATCATTACAAACAGCAAGGAGAAAAAAAGGTGGATCGGGTTTTATT
GTTTGGCTTTAAGATTCGGAGCCCTCGGTTATAAGAAGATACCTTCAAAATGAAGCTTTC
CATCAAGATATGTACACGTAAAAAATATTTAAAAACTTTATTGAAAACCATGTAGTGCTG
CACAGGCGAGAAGTTTCAGGCGGTGCGGACAGGAAAAGGCTTGCACTTCTTGTGCTTAGA
CTGTTCAGTGGTCAGTAGTGTTATTACCATTGGTTGAGAGGGTTCATACCAAAACAAAGT
GTGTGTCCAGCACACACAAACGTGTCAGTTCAGTCACACACTTGCAAACACACACACTCC



CTGAAGAAGGAAGGAGGACAAAGGGGATTGGAGACCCTGGCCAGCTGTCATTTTGAGAAA
AGTAACTGAACTGCACAGGCACTCTCACAAACACTCAGGACAATGCTTAAAGTGAGTACA
GAACAGGTTTATGGGGGTAAAAAAATAAAAAGAAACAAGTGTAACAGGAATTGTAGCGGA
AGAGGCTAGCAGCTGTTCATGCCAATCAAAGATGTCAGACTTTCAAGTGTTCTCTGTATT
CAGATCACCATACTGAGCCTCGTGGATGGTAGTATAGACAAGCTGACGTGCCAAACCCAA
ATGTAACCAGAATCTGGCTAGAAGCTGGTGTTAATTTCCAATTCAGTCACCATTGGGATA
AAGCAAAGGGCGGAGCCGCTACGAGCACTTCCACACGCACACGGCCAGGCTCCCTCCAAA
AAACATGTAGAGCAGGTTCTTCAATTCATGCGTGACCTCGAAACCAAAGCTTTCGCCAAT
CACCACGTGCCAAGAGCTGCCGAACTTCTTGTCCATGTGCTCTTTGATCATCTTCGCTGC
ACTCTCATTGTTTGTTGCAAACGTTTCACAGGCTGATACACACAGCTCCATGGTCTCTAT
TCGCATTTCATCTGGCATGTCTGTGTGCCTGATGAGGGGGAAGTTGTGCAGTCTCTTATA
ATCGGCCTCTTCTTTCTTCCCCTCCCCGGTTCCAGCCATCACAAGGCGTCAATCCAACAA
CACAATCTGCTTTTATCGTTCGTTTTCATACGTTGTTAAGGAGACAGTTTGAACTGAGCA
CAAACACAAATAGAGCCCGCCCCTCTCCCCCGGCCATAATG
>CL3993Contig1
GATCTGCGGGGTGTTCGTCTGTAGGTGGGAGGGGTACTGCAGAGGACTGAGGGCTGGGGC
CCTCATTGGGTGGCCTGGCATCGCTGATGAAGCTTAGGCCCCATTGGTTCTGTAGCAGCA
CACCAATGGCTGGGCGGTCGTCCTCCAGCGCACCACCTGCTGCACCCGCCTTCACCTTTG
AAGCGTAGCTAACGGCAGGTTGCAGTTTGGCAGGGCTGTCCTGCACTGGGAAAGCAGGTG
GGGGCTTGAGCAGCGACAGACTGTCCTCGACCCACCTGTCTTTGTGGTTAGCCTTTAGTG
CTCGCTCACCGGCGCGGCCCGGTCCCCTTTGGCTTTCCCTGCGGAGGCTGCGGCCTTTGT
GCCCCCTGCGCTCCTTTTCCTTGCGGACGGCGAGGTTGTTTGTTTGTCCGGGCCCGAGCG
GGTCAGCTTCTGGCGAGAGCTGGGGGGGTGACTGCTCACTTCCAGAGATGCACCCTCCTC
CACCACCTCCGCAGTTTCCTGACCCGGGAGACAGGCGGCGGTTGCGAATGTGGGGCTCTG
AGTTGGTGGCTGAAACGAGGACGGCTTTGTCACACAGGCTGGATGGCTCACACACGGCGT
TGCTGGATTCCCATGTACCGGTTTTGATATGCATGTCTTGTCGTTAACTGCGTCGTTAAA
GTTGAACCGTTGAATAACTTTTGTTTACAGCGAAACGATAACGACGCGGAGTCTGGCGTA
GCCTCCACCCGGAAATCCAG
>CL3994Contig1
TTTTTTTTTTTTTTTTTTTGCGATTATAGGTTTTTATGCAGACATGAGTCCCAGCACAAA
AATATATAAATAACCATGGCAACAACAGAATAATGAGGTTCTAAGAGTGAGTGGTTAACT
ACAGCAGCTATCAGAACTATATCCTAAATTCATTAATATTTACCTCAAATATTCGCATTT
TCACATTTAAATAATCTGAAATCATATACTGTTCTTCAAAAAAGTTTTTTTTCTTACATT
TTATTTGGATTCTGAAACACAGGGGGCAGCTGGAATGCAGCTCATAGCAGTGTAATAAGC
CCTTCTCCTGTTCAACATTTCTCAACATCTTGACACACTTTAGGGTGTTGCCATCTGCTT
AAACGCCCAGAAAATGCAACCCTCCTTTACACCGAGCTATAACATAACAGACGGAAAAGC
ATCCTGTGGTGGATGACTTCACAGCTGACTGAAGGCCATGCGCAGCAGCAGGGCTGCCAT
CAGGACAACTGGGCTGCAGGCCAGAGCTTGTGAGCTGTTGCCGTGGCTGTGGCTGTGGTG
CGGCCCATTGCAGTCGTCGCCAAAGCAACATTCCATCTTGGCTCCCGAGTTGCTGCTGTG
CGCCTTGTCACAGAAGGCCTTGTATGAGCAGGACTTCATTACAGTGTTTGGTCCTGTAAT
AGTGGAACAGGCATCAGCGTACTGAGGGCAGGAAGTGGACCCCTGCTTATTGCAATCCTC
CTCAGTGGAGGCCACACATGTGTGACACTTGAGGGCGCGGCTGTGACAGGCCAGAGAGAA
GACAACAAGGAGGCCCAGAGCAATCTTCATAGCAGCTGGATGATGGGTCACTGTTCTTGC
AGAGTCCCCCGGCCATAAGGCCCGGGTTA
>CL3995Contig1
TGAACTCTTTATAACGGCGTCTTGTCAAGGTTGAATCCATCTTTCAAAGATCTCGGGGTC
CTCAAGCACGGAATAACGGCCGCTAACGCCAGCCGTCAACACTCCCGCGTTGGCCCTATA
GTTTTAGGCCAAACTACGAGCGGAATGGGGTCGTGAATTTGGAAAGTGGACTTGTTTCTC
CTCATCCCTCCCGTCTTTTTTTACCCCAGTTAATACAGGTGATATAACTTCACTGACTGT
ATCTACTTAAATACACCTTGTCATCCACATAATAAAAAGAAACTAAAACTACAGATGTGT
TTTTAAATTTAGAAGTATGTATTAAAACATGTTTATTGCTTTGCATGTTTTTTATGTTGT
AGAGAGGTGGAAAATGTCCAGTCACACCACTGTCTATTGAGCAGATCTCCAAGAAAACGT
CAATGGAAATAGTATTTGGGGGGCCATGGGTTTTGGAAACGGCTCATTATGTGTTTCTGT
GGAGAGGTTAAGCTTCAGTTCTAAGGAATGGAACGTTAATGGGTCCAGGACAAAGGGGAA
TCTGCAGCCTTAATACCTACTTCTATCAGTGACAGCTACGACTTTTAACATCCCCAAACG
TTTTTACAAACCTCATGTGCATTATTTATAAATCCTATTTTCTAGAGTTATGTCCTCATA
CGCTGCTGCTACATGTGGCTGTCTATGGAAACACAAAGGAGGAAGATTGCACAGTTTCTG
TGATGGAGTGCCTCAGAACCCTGTAATAAGTAGGAAACACAAGACAGGCCTCATACATGT
GCCCTTATTCATTAATAGGGATGCCATCCAAATTGATCCGCATAACTGCAAAATGTGGCT
CTCCAGTTTGAAATGCAGAAATGAAGGTGGACTACGCAGAACATATGACATTAAAACACA
CGATGCATTGTCTTTGTCCATTGATTCCTAACATGGTGGCAATGTATTCACTTATTATTT
TGACCAAAGTTCAATAAAAATTTTAATTGTGTTGAAAAAAAAAA
>CL3996Contig1
CAGNAACGNCAAATAAGTTTTGGTNTANGTNCNCTTCATTTGCCTTTGTNATNATTTGAN



ATTTTCAAGTTTTACTTTAANGTAAAAAGANGNGNGTACATAANGTTTTTTTTTTCCTTT
TAATTTTTTTTTAATTTTTTTTTGATGTAGTAAAATGAAAAAGTTCCAAGCTTGTAAATG
TATAATTTGGACTACAAATTCAAAGTTTTTTGCATGTTTTTATCTTTTCATGACAACAAA
AATTGAACAAAAAAAAATGTTGTTTCCCAAATTTATTTGCAAAGTGGAAGAAAAAATTAA
AAACTGGGTGACATTAAATGTGTAGAACTTAAGAATTTCTTTTGTATAAAAATAAATATA
TAAAAAAAGGTTAAATAAAAAAACTGGAAAATTAGTGACTTTGTCAGCACAAATGTTCAA
TTTGTACCAAAAAGATGGGGTGGGGGTGGGATAACAGGCACTAATTACTGAATCAGCTTT
AAGACTGAGAAAGGTTTTGGACTTAAGCCTTGTGGATAACTATGTGTACTGAATAACAAG
TTATAAAACTGACCCCAGCCATCGGAATAAAA
>CL3997Contig1
GGGTTCCGTCGCGCGTTTCCCGGTCGTGCGGCAGGCCGGGCCCGGTGTCGGTTCGTACGG
GTGCCGGGAGGGGCGCACGCGGTTCCATGGGAAACGAGGAGAATGCCACAGCCACGATTG
TTGCTGGTAATCACCGGCGACGATTTCGGCTATTGTTCTCGGAGGAACCAGGGGATTGTT
GACTGCTTCCTGGCAGGAGGGATCTCCAATGTTTCCCTGCTGGTGAACGGTTCAGCAGCT
AAAGAGGCTGCAGATCTAGCCAAAAGACATGAAATTCCCATTGGTCTCCATGCCAACCTC
TCTGAGGGCACACCAGTGTGTCACATCCTGCAGAAGTCCTCCAGCCTCACTGACCACAGA
GGCTTTTTCCATGGGAAAATGGGCTTCCGTCAGAGCTTGGAGAGAGGTCAGCTCTGCATG
AAACAGGTGGAGATGGAGTTAAGGGCCCAGGTGAAGCGCTTTGTGGAACTTACAGGTCAT
CTGCCCAATCATATGGATGGACACCAACATGTTCATGTGCTACCAGAGGTCCGTGATGTC
TTCGCTCAGGTGATGTCAGACCACAGGATTCGGTTCACTCGTGTTCCAGTAGAACCTGGT
TTGCACAGCTGCCAATGGCTCCCTGAGCACCTGCACACCTTCTACTCCCAGGTGGAGAAG
GACGCCCTGGACTCCATGGCTGTCTTCAGGCATAATGGGATTAGGTGGCCTGATGTGTAC
CTTGGACTGACCACCATGGGTCAAAACATGTCTGTCCCCCACCTGCAGAGGGCGCTGCGG
CTCGCTCTGGCTGCAGGGCAGATGGGTGAACCGTCCAGTAGGGCGTGTGTCACAGCTGAG
CTTATGGTCCACCCAGGTTACCCAAGTCATCCCCAGGAGGGCGGCTGTGGGGAAGGACCG
GACGACTTCTCTCAGTCACTTGAACGACAGCATGAACTGAGCGTGCTCAGTGACCCGTCT
ATGGCAGCGCTCTTGAGCCAGGAGAAGGTTCAGCTGTGTGCTTTTAAAGACCTTTGACCT
TTGTTGTCTCTGGAGTCAATGAGCCTGGACAGAACCGCTGGTAGAACCAAGGTTCAGCAT
ATCTTGGGTTCTCTGAGGTCCAAAATAACTTTTTTTAACACACTATGACTCATTTCACTA
CTGATGCTAGCTAGCATCTCCGGAGGGTTTAAATAAAAAGAG
>CL3998Contig1
CCTTTTATTTACAACCCGTTTAATGACAGTTGCTTTTTGCGCACGTATTGATTCTAAAAC
ATCTAAAAAGATTGAATTGCGACGCCTTTAGTTCTGAGATGTCTCGTTTAAAACTCCCCT
GAAATGCCTGAGTTATTTTTCCAGGACATCATATTCACAAACACATTCAATTTTACAAAC
AAAAGATGATATTTATATCTTATAAATTCACAAAACAGTTTAAAGCTTTTAAGTTCGAAA
ACACGCGCATTCTTTTCATCTTTGCAAACCCGACATTATAAAAAACTATTCTATAAAAGC
CTATATTGAAGAGCCTCCAGCATTTCATTGCTACAAATGAAATGTGTGTCCTTCTGCAGC
GCAGTGAGTCTTATCCTCTTGATGCCCCGCCAAGTGTCCAGTCCGCGCGTTGGAGTGCTC
AGTTATACCAGAGAAGATGCTCCAGCTGTCCTACTGGGTCACAGTCACCTGCTGTATATT
CCTGATAGATGGCAAGGTGCTCATTCCCTGAGGGGGGTACATAGATCCGTGCATGTCTGT
GGGACTCAGGGACCCCGGGACCGGCAGGGGACTCACTGAACCCGGATCACTGTGCACGGA
GCCGCTGCTCCCGTCAGACTGACCCAACTTCTTCTTGATCAACTTCCTCTCCTTTGCTCT
CCGGTTCTGAAACCATATTTTCACCTGTCTTTCAGACAGACCCAGGTTGACAGCCAGTTC
AGATTTTCTCCTGATGGTGATGTATCTGTTGAAGTGAAACTCTTTCTCCAGCTCCAGTCT
CTGGTGGTCTGTGTACACTACCCTGTATTTCTCCTTCGTTCTTGTTTTACCCGTGGAAGA
CGCCTGCGCAGTTTTGCTCATCCACTGGTACGAGCTGCGCCGTTCTCTTTCGGGAGAAAG
CTGTGAGACAGAAACGTTGTCCGGCGGCGGCTGCAGGACTGTGGCCCCGGGAGGATGCAT
GTGACTGTACTCAGACGTGCAGTAAGGGCCCTGTGCAGAAGATGAGTTGCTCATGGGTGG
AGGAATAGCATTAGGGGGTCCCAGTCCATAAGTGCCCCAGTCCTCCCTTGGGCCGCCATA
GGAAGGTCCCCAACTGCTCGCAGATTGTGTGTGTGTATCCATGTTCGGGACATGATGGTA
TCCTGTAAAATCGGGGTATTGCTGTGTCGAAACAAAGTTCTGTGGAGGCAGACTGATGCT
GGATCTTCTCACTGGCCCTTGGTGATACATGCCGCTTTCTTTATCCAGTAGGTAACCCAC
ATACATGTTTTGCATGAAAAGTTTTTGAAAAATAACAGTAAAGGGCAGATGAAGCCTGTT
TCAAGGCAACATTGTGACCCTACAACTGTGAGAAAAAAACAACCCTGTGCCGTTTATAGT
CCAAACGGGTTCCTTCAGTAAAATACCACGTAGATCCAGGCCTGTCTGCAGTCTCTCATG
ATGTGCCTCGTTTGACACGAAGCCAACGGTGCACTCCCCGGCCATAATGCCCGGGT
>CL3999Contig1
TGTGGGCTGGATGGCAAAAAGGTGGCCTCTACACCTGGAGTGGCCTGAAGGACACATCTT
ACCTGATGGCGGGTTGGTCCAGCTGGGGCAGGAAAGAAGCAGCTGCTGCNGGAGGCAGCT
TTTCCAGGATTCGAGGAAGGATGCAATCCTAAACTGGCATTTGCCGGGAAGATGACGGGG
GTGAACATGTGGGACAGGGAGCTGACAGAGGAGGAGATTTCTCAGCTTGCTCAGAGGGGG
GGCCAGGGCTGCCAGCAGAGAGGTAACATGGTGGCCTGGAGCGTTAGTGAAATGGTGCCC
CACGGAGGTGCACAGTTTGTCTACTGAATCCCGCCGTCAAAACAGTGAAACTAAAACACT
GGGATTCGATTTTAAGCTCATGCTGAAGCTACCACTCCACCGTTTCTCCTTGTACTTTCA



TATTTAGCATTTCCATGCTACCCCCCTCAAAGAAAGAGGCTTCAAACACCACCAGTCCAA
GAAACAAACTGCCTTTGAATGTTTTTCAAACATCCATCGCTGCGAGAGACTGAAGCAGTT
ACTTCAGAACTGATGCCGCGACACTGAGACGCATTCAACAAGACAAACCTACATTTCAGC
AGGAGACAAGCCACAAAGGTTTAATAAGAGTTTGCCTAAAAAACAAAGAGTCCTTTGTAA
AGCAGAGCAGCTTCTGAGCCAGCAAACAGAGCAGTCAACTGACAGCCATGCAGAAGAGGT
GAGGAGGAGGACACAGACTGTGAAAAGAAATTATCCTGTAATATAGTTTCCTTATAATTT
AAGGTTTACATACCAATGGCATCAAACTGAAACAAATTCCCTTTTTATAGGGCTCATTAC
CACAGTGATGCAATGAAGTCTTGCAGAATTCTTAGTCATGACATCAATGCCGCTGCAGGC
AAAACAAAGTTTAAAAAAATGATTCAACAGCTTATCTTTATGTTGATCAGTTCTCCAGTG
ACTGAAAGCTGCTGTATTTTTCCTTTATTATCCCCTCATTTATAACTTTAATAACTTGAG
ACATTACTATTTAAAATGAATTTTCTCTAAAGTCTTTAAAAGTAAAGGTAAAACTTGTTT
TTATTTCTTTATTAGTTGGTTCATTTAATTTAGAGTAATTTTTCTGTGTTTCTTTTAATG
TAAAATGGGTAAACTGTTCAGTAAATGAAAGACAGTGAGGTGAATGTTTACAGTGTCTTT
GTTGTGCTTTGTAACATAATGTCGATTTCTTCTTGTGGAAAAAAAGGATCTGAATGTAAT
TTGTGCATAAACATAACCTGTATTAGACGAGAAGAAGATTAGAACATAGCAATCAATG
>CL4000Contig1
AAGGGAGGAGAGTGGGTACAAGAATCCAAATAAAACCTCCATCTTTCATCAGATCCTCCC
CCAGTGCATGGTGCTAAGTCAATAACGTCAGGTGCTAACTGTAGTGCTGTTAATACACCA
CTTGCAAAAGTTTTTGAGTGCTGTTAATGCATGCTTGTTTAAAGAAATTTAAAAAAAAAT
CATTTAAAATGTTAATTTGTAATATCTGAAAGTCTCCAGGTTGTCAATCATCTGTTTATG
GATGTTTATTCTGAGTGAAATTTATCGACAAAAATCTAAAATAACATTTAAAAAAAAAAG
AATTTTTCATTTTGATTTTGATCCAGCATTAATCACAGGGTTTAAAGTATTTCTAAGGAT
ATTTTTTTCTGTACAAATCCCCCCTCAGCTGTATTTAATATTTTTTAGAGAGTAGTTTTT
ATTAAATTAAATATTTCTTTCTTGTAGTTGACACAAGTGTATATAATTGTGTAAACCTTG
CTGTATACAGTGGATCCCCTATTGCTAATTTAATGTTATTTAATGTTGTGGTTATTGACA
GAGGAAATTGATGTCAGTTGAAGCAAATCTATTCTTTTCTGACTATTTTATATATCAGTT
ATCCCAACTGGTCTTGGAGTTTTAAGATTTTTTATGTGTAAATTTGGGGCTCCAGAGTTT
CCAATGTTCATTCTTTTATTTTTTTTTAATTGTTATTTTTGTTGTTTTCCTATATGATAA
TCAACCATGTACTGTATCAGGACTGTGCTATGCTATAAGGCGTGATTTAAAATAATTATG
CAAAGTATGTGAAATATGTTTCTATTGTAAATCTGTTCTTAACATGAAAATGAGCTAAGA
ATACCTCNCGATTTGAAAAACTTGGAGCAAAGATTTTCTATTTTCTACTACTTTTTTTTT
AACTCAAGCCTGTTTGGAAATTTCCACCAACTGCAGCAATTCATCAAACTCTTGAAAAAA
AACAAATTCTGGTCGATTTATTTTTNATCTGTTTNACTCTNTAGTCTT
>CL4001Contig1
TTTATTAATATTCAGAATTTTTTTACAGTTCAGATATGAGGAACATTTGAAACCTCTAAA
TCACAACAAAGCTAAAACATTGCACAACCAATTGTCTGAAACGATAATAGACAAAATGTA
GACAAGTAGAACCTTGGTTTAAAAGCACATTTAGACTCTGTTTACTGTCATGCACACAGC
TGACACAGGAGCTCCAGTATACAGTACATGCTGGCAGGCACAGGCTTTTACAGTTGATGG
TCGGTCTGATTTAACCAAGCCTATATGCACTGCAGTACAAGGAGTAACACTTTGTTCTTT
GGTTTGTTTGTTAATGGAGGTGGAGTTTTGTGCATTAGATGAGCTTCAATGCAAAATACA
GACAATGATTTTTGCACAATGGCACATGTCATTTTAGAAAAGGACATGTAAAAAAACAAC
CCAAAATGCAACTGCAAAGACTGCAAAAGGCAGACATAAAAATTGGCCTAAAACAAACAT
GGTGTCTCTCACATAAGGTTTCATAAAAGGAAATAGCTGGGCTTATAATTTAACTCACTA
GCTGAGTTTCGCTAAAGGCAGGACCGTGCATCTTGGAATATTTTATCAGGTTGTCCTTTT
CTTCCCATATTGTCAAAGGTACAAATAGGGTTTTATAGTAAGCAAGGTGCAAAAAAAAAA
CAATAAATGTGTGCAGGGTCAGGCTGTAACTTCACAAGTTATTCAGTTCCATTANAGTCT
GGTCCAACATCTGATGCATATCGATGTTCTCTTCTTTAG
>CL4002Contig1
TATTAATGATTTATTCTAATAACAATAAACAGAATATATCAGTCCCTTATTTGTACAAAA
ATACCTGAAAAGGTTACAAGTAAAACTTATAAGCCATTCAACTATTTACAGATTGAAGCA
AAGCACATGTTGAATACAGGAGCTTTCTCTCACAAAAAGAGACAAGTTGCTGCTTTCCGT
TGCTGCATTCCCTGAAATATGTGTTTTCATATTGAGATATATTTGAAATTGTCCAACCAT
TCTAGCTTTCATTGCGACTTTTTTTGTTTTTCATTTGTTTTGTTTTTGTTTTTAAATGCA
CAAAAGTCAAAAGATAAGAGACCAGCCATCTTTGCAGGATCAGGGCCAACTGACTGTGAG
CTCCAAAGGTTTCTGTACGCTCAAACTGCAGCCAAAAAAGGCAAGCGTTCATTCAAAGAA
AAGTGCAGTTCAAAATACGCCAACTGCATTTATAAAGTATTCATTGAAAATGCTACGTCA
CCCAGTCTGTGAGTTCGGTCGTGTCCGTGCAGACAATAGAGGTCATCAGAGGCACCAAAT
GCAGTTACAAATGAACCGCCTACCAAACTGACATTGTGCTTCAACTGATTTCAGGGATGC
ATGTCAGTAATTCAGCAACAGATCTACCAAATCAGATTTTCTAATGCAAAAAAAACAAAA
ACAAAAAGTCAAAGTTACTGTGAGGGCATCATTTTTGTTGACTATTTGTCATCGAATCAG
CCTGAGCTACCACAAATATATCTTCTGCAAATATGATTTCAGGTATTCATTAAGCAGACG
GGCTGTGCAATGAAATACAAGTTCCATCTAATTAA
>CL4003Contig1
GACAACAGCGCNCCAGNTGAGGTTTATGCTGTTGGTCCTAATTATAAAAGGAATGTNGAC



TGTTTTTTGGTATTTTATTTTCTTTTTTTCATGTGGAAAATCATAAAACAATAGCAACAC
TACTTATTGTATGATGGACTTTTCACCTGTTTTTTAATTAACATCTCAGAGTGAGGAATC
ACTGTCACCTCCCCTCTCCTTTAATTTCTTACTTGGTTTAAGAAACACTATTTGTAAGAA
CAGCATTGCAATCAAACGTGGCTCCCTTTTTAACTTCAGTCATCTTTTTTTTTTAACTCC
ATGGGATTCAGAGCAGTTCATCTTAGGTTTGCAGGGCATTAATACCAGACCATCTGCTGT
GCTGTACTTCAGTTAGGATAAGCCTTCTTTTCTAAATGGTAGTCTTTCTAAAGGCTGTGA
TGAACAAAATTAATTTGGAAGTGTTAAAAAAGAAGCATTGCATGAAAGTAAAGAATTCCT
AAATGACTGCAGTAAACAGCTTAGTGTCTTAATTAAATGGCAACACCAAGTCGTTTTTTT
ATTATTTTATTTTCTGCTGACTACTTCTTTATTTTTTCTTTATTTTATTCTTTATTTTAC
TTTTTATGTTTTTGTTTTGAAGTTCAAATGTTACAGAATTCATCTATGTTCACTTCAAAT
GTCTCAGTATTCCTTTTCCGGACTTAATACTCGATATATTTTTTTGTTTGGTTTTGTCAT
TGTTCTGCCATAATTACAACCATGAATAAACACAACCTTGAAAAGTAAAAAAAAAA
>CL4004Contig1
CAGACACTTTTTCCTCCCATTTCATTTAAGTTTAATAAAGGGAAGAAATGGGTGGAGCCT
GCTGAGAGATCCAGGCTTTAAGCATGGACGACTGCAAACCAACCTGCTCCAAGTATTGAT
TTGGATTCCTTGTATGACAGAAGACACACCAGCTTTGATCGTTTTTAAACAGCAGTAGAT
GGTAAAACATGAACATTTCTGCAACTAGATGTTGATGACGTTCAATGAGATTGTAATGGC
GATGAACGGGTTCTGCTCTAGTCCGCCTGAGCAGAAACGATGGTTCCAGTCCTTTTGGCT
CTTTTACCGACTCTGAACTTCAGTCCACGCTGGTTACAGAGGAACCTGAACGGACTTTGA
GCTTTTTAGGACTAAAGAGGATGCTGGTGGTGGATGTGTGTCTGCCTGGACGGATGTTGA
GGCTTGTTTGTTTTTAACTATGCAGGAGCGTCCAAACTCTGGCCCGAGGGCCAACGGCGG
CCTTACGTCCATTTGGAATTGGCCCTCAAGAAACTCTATTTATGGTTTTCAGAGCTCACA
TTTTCGCATTTTAATCATTTTTTTTTAAATTGTCAGATGACTGGACCAGCTAAACTTTAT
ATGTTTATGGTCCCGCCCATTTGCCCATATTTGGAGTGATTGGGGGCGGAGTACGCTCAA
CACTTTGTTAACTATCCCAGCTGTCTTCTGTCTGCAGGAGTCCGGAAGAGTTCAAAAAGC
AGACAAATGTCTGAGTGTCAGTCCGACATCACCCCTCTCTTCTCTGTTTTAGTTCTACAG
ACCAGAAAAAAGATGTAAATGTTGTTGAAAGTGTACGTTTAGATGTATTTGTTTCCAATT
TAGATTTGATTTGTTTCCCTTTTATCTGTTCTTAGATCATTTTTGTTTGTAATGATTAAT
GTTGTTAATAAATCAATCTGATTACGTTGTTGATATCCAAAGTCTTATTCGTTGACGAAA
CGCACTTCCAAAGCATTTAACGCTGAAAGAGACCCAGTTTGAGGTTTCTTTCCACTAAAA
TTCGTCTCTTTGGTGTTTCTCTGATAGTTTCTCTTGAGTGGCACCACTTTCAGGGAAAGC
CACTTTCATTTCAGGATAGTTTTGTTGCATCTGCATCAACGAGTATCCCTGTGCCCAGAA
AGATTTCAGAGCGCTTGGGTGAACATGGACTCCCAACAAACAGAAATACTGTGTGAGTAG
ACTCCTGCCTGTGAAGGAAATGAAGCATTCTTTTATCCATTTTTTTCTTCTATTTCAAAT
ATTTAAGTGAAGTCCTAGCTGGAATGTTGGGGGGGTTGTGTAGAAAGTCAATGTGAACTG
TTGGACAGTGATGTAAATACACTCCGTGTGAAGGGTAGAGACGTGCAGGTTCTCTGGTTT
TAGCATGACCCCATAATGTTCCATGAAATGAT
>CL4005Contig1
GGGTCTTTTTTTTTTTCTTTTTCATTGTGGATGTGCGGCAGAAATTGTCGAATGAAAAAA
AACGTTGGGGATTTTGCTTTGAATCTTTTAGTGAGAATAAAGTTCTCACCATTTAGATCT
TCAGCGGAAAGCTTGTCTTTTGTGATTGCATCTTTCTAGTGACCAATGTGAGCAACAGAC
CAAATGACCTAAAACTACCGATAGCTTCTGTGCAAATGCATCACATTCAAGTAAAACATA
AAATAGTTTCTGGGATCAGAACATGATCTGGTTCTACAAACCCAAAGGTTTTTGCTTTTA
TTTAGTATGTAACTTGGACGTTGATGTTTGATATTCCAGAACTGTAGGTGTCTTTGCGCT
GTGTAGATAGATAGTCATTCTAAGCTTAGGATGGAAGCACATGAAATAAAATGATCATGT
AATGAAGTGGCAGTGTGCAGCGGTGATGCAGCACACTTTCCCTGTGGATTATTTTGTGTT
AGACTGTTCATTTCGATGCTCACTCTGTGGCCTCCAATGACATTGATTATGTATGAAGAA
GATCTGGCTTTATATCAGAAACTTGAAACGTGTTACATTCCGACAACAATAATAAAACTG
TTGTTCTGTGGCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGAAAAAAAAACCAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAACTTGTGGGCGGCCTGGGCCTTTTAAA
>CL4006Contig1
GGCGACTATGAACGGGCACGCTACTTTGGGATTCACTCGCACCTCCCCCCCGGCGCCCAC
CTTTCAAGCTCTTCTCATGCTGCTGCCGCCGCTCATCTGGAGCAGCTCCACCTTGGCCTT
CTCACCCATCCTCTTCCTTCAGGAGCTGCTTCCCAGCACCACGCCAGCCTGTACTCACGC
CTAGGTCCAATTAACCCACAACACATGCCTAATGGAATCCTTACAAAAACTGCTGCAGGC
TTGGTGGGAGCACTCTCCGTGGGGGCACCCCCTCCCCTCATTCCATCCATTGCCAACCGA
TCGTCCACCCCGCCCCGCAGTTCAAGACTCGGAGTGCCAGGTGACCTGGCCCTGTACAGC
ACCCACAAAGATGGAGAGTCTAGATAGTACAGGGACAACCACGGTGGAGATTAAGGGAAA
TGTCAGGATCACTGTGCTGCTCTCAACCTGCCCCTTTTTCCTCTTGCAGACTACTATACC
CTGTGTCCCCAGTTACACAACCAGACTGTTTCCAGTATCCAGAAAAGATGAACTTTGATT
GACTGGAGGTTGTGCGAGTGAGGAAAATGCAAGACTCAAAACAAAATCCCTTTGATTCTA
TCAGTCTCATTCAATGAGACATGTACATCCACTCCTTTAAACATATTTTATGCGGGCTTT
AGGTAAAACAACTGTCAAATTTGAAAGCTGTAAGCAAGGCAAAGCACAGCTTATTTTTTA
ATGCATCAGGTAAATTACAATCCAAACTTTTAAGAAAGCCTTTTCAAGGTGGATTGAAAA



TTACTCCAGGAACAACACATTGAAGATGTGTTTAAACTGATCTTGTTTATATATGAGAAA
TCCTATTGCCCTTCTCAGCATACTTCAGGTATTTTTGGGTGAAGGTTTTTACAAACATGC
ATGTAGGATTGGTGCTTTATTATGTTTCCCTCTGTCGTTGTGAAAGACATAATGCCGGTT
GGGCCATTTAGTTTCGATCTGTAAACAGTGTACCTCAGTTTCCTACCTTTGCTCTAGACC
TTCACTCATGTGATTCAAAGTTTTTTTTTGTGTGGTTTTTTCTCTCTCAAAAAGGATGGA
GGAAAAATAAACTGTGCTACACTGTGAGCGAACACAGTATTTTAGAGCTTCCTGTAACTG
ATTCCCAGTCTCCCCTTGACTATATGAGCAGGACCAGATTATAGTAGTCTATAGAAAATG
CCTTTGTAATTATTATTCTTAATATTAATTATCTTCTATAATAATAAATATATTCACTGT
TATGTTATTTGTCATTGTTTTGGGTATCAACCAGCACTCTCTCCCCAGTTAGTATAGTCT
CAAATCTTGCAAGACTGCAAGAGGCTCGCTTCACATGAAAAATTTGTGAACATTAAGCCG
TATCCATTGCAACATCTTGCATCTTAAAGAACTGTTTTGCAACCATGAAGCTAAGAGCGA
GGTTTGTTTGTGTGTCCACTGGTTGTGTGCTGTCTGTTGAGACTATAGCCTTGTACATTG
AACTGTCAAGTTGTGTCTTTTAAAAAAGGAAAAAAAAATTATATACAATGCTTAAGTGAG
ACATTTGCTGAAAAAGGCGTGGAAAAAAGGATGTCAGAAAGGCAACTACACAGTGGGTAT
TCTGTGAGGGAAAAGACTGGGTCGATTATTTTAATATGACCATTTTATACCTTGCAGACC
TTCCCCCTAGAGACCACAAAGATTAA
>CL4007Contig1
TACTGAAGGAGTTGAAGGGAAAAGAAACAGTTCAGAGAGCAGACCTGCATCCAGCAGCTC
TGATTGGTTCAAAGTGTGAATCTGATGGAAAATACACAACTGAGAATTACACACATGCAA
CACACCGTCTGAACACCAAATCCCAGGAAACAGCCAAAGAAAAACGTACAACTGAATCAA
ATCAATCTGCAGCTTTAGCATCCTGTATTAGTACAGACATGCAATAGAAAGCTCATAACT
ACACTGATGAAGTGTTTATTTTGTATAAATATTACAGCTCTATGCTTACATCTCTTAATT
ACAGATGGGTGCGCTCCCGTTCTCACTCGGCACACAGACAAAAACAAAACGATTGCAATC
ACAGATCAGGCTCACAGCTGCCCTCAAAGTGAAGCCAAGCAGGACCAGTCTGAACTCAAC
GAGAGGACAAATGAACAAGCTCCCTCCACCGACTCAGGTGGAACTTGAACGTTAGAACGT
GAAGGACTAACAGTGACATCGTCTTCACTGGTCCGGCTGTGACATAAATGTTTGCACGCC
ACCGCGTGCTTCCCAAGGCCATGTGTCTAAAGCTAGGAGTGGATCCCAAACGAAAGTGCA
TTGTGAAAGAAGGCCGACTTTTTTTCTTCTTTTGCATATTAAAGGTGGCAAAATAAAAAA
TGAAATAATCAAAGTTGGAAGAAAGAGGGCAGAATGGATTGAAGTGTTTCGTTTAAGAAA
GGTGACGAGCTGCGTCTCTGGTTCTGGCCATCATGCAGCTCATCGGCCCTCGTACTAAAA
AGTGACTTGACTGGCAAAAAGAAAAAATAATAATAATAAAATGAAAAAAAAACAGCTTCT
GCCCCACTGCGGTGAACCCCCACAAAGGGGGACTCTTGTCCTTCAGCTGTAACATCCGAC
TAGCCACCCCCTAGTGGCCACCCCCTCCGAAGGCTGCAATCAGACAGCTGAGGAAGCCAT
GGTCTTCCTGTTGCTCACCCAACAGCTTAACCACTGTGGTCCAGAAAATCCCCTAACGAC
AGTCATGACATGGTGTGGACAAAGAGTTAAGACACGATAAGCATGATTCCTCGGCCGAGA
GCTAGCTTCAAAAGCAGGACACTTTGTGCCGCAGAGCCTCTTTACTCCCAGTTCTCCCAC
TCCTCATCCAGCTCCCCGGGATCCTCCATTTTGGAGAGAGCCAGCTGCACCTCTTCCTCG
GTCATGTCCAGGTCAAAGTCTTTCTCCCAGTCTTCGCTCACGTCAGTGCTGGACCCTTTC
TTGCCATTGTTGGAGGGCGTGGACTTCCCGCTGTCAGAGTTCAGCTCAAACACCCTGAGG
TCTCGCTTTATGAATTCCAAGGCTTCAGTTGACTTATCTCTTACGGCCTGGAAGCTCTGT
TGAAGCCAGCCTCCCCACCAACCGTCTCCTTCAGCCATCCCCCGGCCATAAGGCCCGGGT
TAAACGGC
>CL4008Contig1
CTCTGCGTTTTATTTATAACTTTATGTTTTAAGGAGTTCAAAAACCTCCTCAGGTGAATT
CTGCTCCGTAAGGCCGTAAATGTTGCCCCAAGTCTGTTGAAGCCCAAAGCTGCGAATGGA
GACCAGATCAACTGGTGCTACCGTCTCAGACTTGAATCCACTGCAGGGGGGTTTGGCGAG
GGTCTGAATCCCCGGCGTCTCCTGGATGAAGGCGGGGCTCACAGGAAGCGGCGCTCAGAT
CTGTTTGTGGGCGACCCTTGTGAAGTGGGTCGTGCTGCTGTGTGGCATCGATGACTAACG
GCCCCGGAGATGGCGTGCTGCACGTCAGCCGCTTCACAGCCATGAACTTACGCTGGAAAA
CGCTCCAACTTTTGATGCATAGCGGCTTATGCATCTACTGATAAGACTTTTTAAAACATG
AAGCTGCACTTAAAGCAGAGCCTCTGCTTGTCATCTGCAGTTTTTTCTTTAAACAGTCAT
TTGAAGCCCATAGAATGTCATTCAGCACCACGGGGCGTTTTGTTACACTTAAAGCCTCGT
ATTAACTGCACTTGAGGCATCTTTCCTTACGCCAAAGCTGCACAGAACCTTGTGCTCGTA
AAGACCTTTGATTCCCCAAATCACACTCGCGATAAAATCCTCGAAAACAAAAGTGCTGAG
ACTGCGGCGTCATCTGCAGCGCTCAGCTGAAACTGGCCACAGTGGCTTACATCCAGGTTG
TGACGTATGTGTAGTGTGGAAGTGCAGGTGGGAGGTCTTACTGTCCCTTATGTCCATAAC
TTCGAAAATATTACTCATGGGAGGGGAGGGAGAAAAAAAATGGAGTCACGGTCATAGGTT
CATACGAAGATGGTCCCCGGCC
>CL4009Contig1
TTTTTTTTTTGTTTTTCAAATGTTCTTTATTGCTCTGATCCAGGTTACTCAGCAATACAG
TTCACTCACAACTCAAAAGAACAGCTTGGCTGTTTACCAGGAAGGCATGGATCCACATGT
GATGCTTTTAAAAAAAAGAATGGATCAAATGTCTGTTCAACCACCGATTACTTTGAGGTG
TTGGGGACCTTTTGGTCCATGGGAAATGTAGGACTTTGTGACCTACAGAGGAAACAAAAG
GAATCTCCCGAATGGTGAAATGCAGTTAAGAACCGGATCCCTGTAAAATAAAATAAAAAC



TGTTTAAAGTCTAGTGCTATATGAAGTGCGGTACATACTGGATCTCCTGTATCAATCTCA
TGCAATGCTCTGCGTTAAAACAAGAAAAGACAACAAACACTGCTGTGGTTCTGCTATTTC
TAACAAAATCCCTCCATCACCTGGTCCGGAGAGTTCTAAGATGGCGCCGGATGCCCTGTG
CTCACTCCCAAAGGCAAAACAACTTTCACACCTGATAAGCCTCTCTCTCCTTCACCATGT
CAAGCTAAAATGCATACTTTGCTTTTTCCTCTCCCAATCCAATTCCATCGCTCAAAGTTC
TAGCTAGGAAATCATTTTCAACCACAATTTCAACACTAGTATTATTGGTAGTGATCTAAC
AGGAATGAATATTAAGCAATCCCAGCTACAGCTCCAGACTATATCCTCCTATCAGTGTAA
ATGACGAGAAAACCCGATCAACAGAAAACAAAAGAAAGCCTAAGCTATTCAACCACTGTG
TGATACTACTAACGACACTCAGCTCCCTCTGTGAAGTGTGTACTTGTGG
>CL4010Contig1
ACGTGATTAGGGTCCCACACATGCTTCCTTTGGCAGCTGGCATGGGTTCTATTCGCTAAT
GTCTGTTTATTTTTCTCAATAATTATCCTTTTTCCATTTTTAAAATGTCAGGCAAACGGG
AACTAAAAATTAACACAAAGGTTGCTCAGAAATATGACAAATACCGACAGAAAGAAGAGC
TGCAGAAACTTAAGGACAGATTTGGGGACAAAAACGACGGGAGAGACTCGGACTCTTCGG
GGTCCAGCTCAGACAACAGTGAAGTGGAGCTGGATCCCACCGTCGAGAGGGACTTCTACA
GGATCCTGTCGCTGCTGAAAAAAAAAGACCCGAAGATCTACGAGAAAGACGCCAAGTTCT
ACTCTGAAGACACTTCTCACAGCGATGAGAAGCCTTCAACCTCGAAGAAAGCTGCAGTGA
AACCCATGTTCCTCAAGGACTATGAGCGGGCAGTCATCCTGGAGAAGGAGGGGAAATACG
AAGATGACGACGACAGCGATGAAGAGGAAGCTGCAAAGAGAAGACAGAGAGCGGCTTCTC
CCAGCTACATCCAGGAGCAGCGGGAGCCAAAGGCCAGGTGAGCTGAAAGCTTCTACAGGC
GTCCAGCGCTCCTGCTCACTCTTTATTGACAGAAGTCGACGCTGCTGACAAGGAGGATGA
AGACGCAGGAGGAGAAGGATGAAGAGGAGGCAGACTTTGTGGAGTGGCTGAAAGGCCAGG
CGGAGCTGGAGGGGGGAGAGGAGGTGAAGGACATGAAGTACTTAAGAGACTACTGGAACA
ACACGCAGCTGGAGGAGAAGGAGCGCTTCCTCCGAGACTATGTGCTTAACAAGGGCTACC
TGAACGAAGAGGATGATGATGAAGAGCGGATCCCGACCTACGATGAGGTGGTTCAGGAGG
ACGTGGATGACTCTGAGGAGGAGGGCGAGTCTTTTCTGGAACGCCAGGAAGACTTTGAGA
GAAGCTACAACTTCCGCTTCGAAGAGCCCGACTCGGAACGCGTGAAGACCTATCCCCGGA
AAATTGCCACGGCCGTGCGCTCCAAGGACGACTCCAGGAAGCGCAAGAGAGA
>CL4011Contig1
TGTCTGAGGGCAGCGTGGGGATAATTTTGCGCAGAGAGGCAAAGGCGTCGTTCAACGACT
GGGTACGCTGGCGCTCCCGCACGTTGGCAATAACCCGCTGAGAGTGGAGTTCCTCAAAAG
GGGGCTCAGACCTGGGACCCAAAGACGTGGGGGCCAGTGACACGACCGCCGACGGGCTTT
TCTTGGGCCGCTTTGGCCCGCTTGGCAGCAGGCTGCTGGGGCTGCCCGTGCAACTCTCCT
CTGCCTGACTCAGGCTCTCCTTCTTGGGATAAGGGGAGCGTTTTCGATTTCCTTGTTGGA
GGGACTTTTTGGATCCTCTCTCCAGCTCCTCTTCGCTGGCCCCCATCCCTCCTTCAGGGG
AGTTGGTGCAGGACACCTCTTCTCTCATGGCGACCTTCCAGCCTCCTCCACGACAACAGG
AGTCTCTGCGGCTTCTTTTTACTTCACCTTCTCTGACGCTCTCAGCAAACCTCACAACTT
CTGGAAAAAAAAAGGTTTTGCTTTCAACAAAGTTACGGCTGCTGAAGCTCCATCGGATCA
GCTGCCGGGCTGTCCAGTTTCCTGGTTACCTTGTTAAACTTCTCACATTCCCCCTTCAGC
CCGC
>CL4012Contig1
TTTTTTTTTTGACCCTTCCATATCTTCTTTTTATATTATTACAAAACTTTACACAGACAG
TTGCTAATCTTCACGCTGTAGTGGAACACAGAGGGACAAAACTGCCAAAAATAAAAAGTA
TTTCTCATCCAAAAGGCATAAATATTATAAAAGACAAACTTTTTTTCTTTTAACAGATAC
ATTCATATGAAATAATACTTTACTACTACAAAAAATAAATAGGTCATCTAAAACGTTTTG
TGAGTCTTTCCTCCGATGGGATGCCGTTTTTTGTTTTTGTGTCTCTCTCACATCCCCGGT
CTCTGTGGCCGTGGCCGTATCACACAGTGTCTCTGACGCCAAATCCTCTCGAGGGGTTCA
GGCCTCCCGTGGGCCGGGCTGGATCAGCTCCCCCGCCGCCAGACCGCTGCCGGAGATCCA
GACGGGCTTCACGTCACAGTCCAAGTCTGGCAGGCCCAGGCTCTCCCAGCACACCACCGG
CCCCTCCACGTCCACGCACTCGGGCTCGTCCGCTGCCGAGCCGTCGCTCGTCGTGTCCTC
AGTGTTAGGACAGCAGGAATGCTGCGAGGGCGGGGAACTCCCCGTGGTTACCGCCTCCTT
CGTCGTGCTCGTGGTCAGGGCCCGTGGCGCGGTGGCAAAGCCTGACCCAGAGGAACCATC
TCCAGCCCGTCCTGCTGGCAGGGCGCGGCGCGGTGCATCAGAGGCAGAGTGCCGCTGGGG
AAAGTGCCGTTGGTCTTGTTGTAGCATCTACTGTTGTTGTTGCAGAGGTTCTGGCAGCTC
ATGCAGTCCGAAGACTCCGCCTGAGAAAGAGCGGTGTACACGCCCCCACCGTTTAAGAGG
TGGTGGGGGTGCGAATGCGCACAGTCTCGAGCGCCGTCGTGTCCGTGCGGAAGGCCTGGA
GAGAACAAGCCGCCGGAGCCGTTGAGCAGTGCCAGGCCGTCGGGGAGCTTGTGGTGGAGG
TGGTGGCACCCCTGGGGCAGCATCTGTCCGTAGCCGCCGTGGATGCCGCCGTTGATGTGG
GCAGCATCTGGCGTCAGAGCGGTGTACTCCAGAACGTGGCCGTTCATGTCTGACGTCTGG
TACATGCTGGGGGGGTAACTGGAGGGGTCGTACTTGTGCATGCTTTCTGCTGCCCCTCG
>CL4013Contig1
TTTTTTTTTTCAGGTTTTTTTGTCCGTTTTATGTTTTTTTTTATTTAAAGGAAAGCATAA
TTACTACAAATTACAAATAACACTAAGTGAATCACATCAGCCTACAAAGCAGATATTATG
AATATTAAATGTTTTATACAAGATCTCATTCAAGTATTTTACATTTTTCCATTTTATATA



TTTTTTTTGTTCCTTTTTTCTGCGTTTTTGTCTTTTTTTTCCTCATGACAAGCCTAGAAT
AGAAGGTGATGAACTAGGATGGTTGTTTCTTATTCGTATGGCTTTCTGGAATTAGTCCTT
TTAGAATTCGCATCCCCAGACATCCTAACAGCCTCGTTTGCTCCGAGCGGCCTCCCGCTC
CGCTCCGGTCCGGCTCCTTCCAGAGTCTGTGCGGACGCGTAGCAGCGTGATGGAGGGAGG
GAGGGGCTCAAACATTCAGACGTCCACCGCGCTCGCTCAGAGGAACAAAGTGGGTTTTCT
CAGGAGGAGCAGTCCAGTAAACACTTCTGATGCCTCTGAAGCGGAGGCCGAGGACAGAAC
CTGAAGAATCCCGGACACCGGCGGCGCCGTCCGCCTCTGTGACCGACGGCCGAACGCTGG
AGACGAACAGGCACAGTTTCGTTTGGAGCTGCACCGTCAAATGCAGACGTTAAGACTTGA
GATTTTCTCCAAAACTTCAACCCCCAAAACTAAATACTTGTGTGCATTTTCAGACTCGTC
ACACATTCTGAGGGAAAACTGGAGGTTGAGGGTTTGATCGCCTGGAAATGTTTGCTCTGG
TTTCTTCTATCAAACCATCTTTTCTGTTTTTTCAAAGACCTGCCGACTCCCCGAATTCCC
TTTTGTGTGAAAAGCACGTCCGGATGTTTGAGTTCAAACCTGGCCTCCAGCATAACAGCA
CTAGAAACACAGCAAGCGGAAATTAAAAAGCAATAAAAGATTTTAAACAAAGAAAGAAAA
AAAATTCGTACACATATAAGGCGAATATAGAATCTGATCTATAAACAATAAACGGGAGTT
GAGATCGTTTCTCTTCATCGGTCAAATTCACATTTACATGAGGAGGAGGAGGACAGGATC
TGACATCAGTTTAGGAGTCGGGAGGATTTTCCTCCAGAACGTGGGATCGACTCGGATGAA
AAAAGACCACAGAATGGGGTCTGGGATTCGTGCCGGCGCCCC
>CL4014Contig1
ATAAATGTATTTAAAAAAAATTGTGCAAAAAAAATAGTCCCTTCCACCCCATTTAGTGGA
CCATAGATGAATATATGCTGCTCTTTAAACTATATTACCCCGTTCCTCCAGATCATTTTG
TATATGGTTTTATTTTTTCATTTTAGTTAGTAGAGTCGTGGATGTCGTGTGAAAAGCTGC
CCTCTAGTGGTGCCTCATTGAAGCACAGGCAAACTTCATTTTCATGAAACAAAACAACAA
AAAAAAGGAGTTGAAGAGGACGAGTCGACGCAGCCAAGGACAACACAAGAGGCGCTGTTG
CACAAACTTCCTCTCGGAGAACAAAACAATAAAAGCAGTCCGCCGTCATTTGTTGAACTG
TCAGGAGACACAAAGTACACTTACAGCCAAGCTGGCCTTCTCTCCCACCCCCCCACAGAT
GAAATAACTGAAAGACAGACTGCTTTAGCTCATAGTGAAGTGTATCTGATCATGTTGAAG
TGAGGTGACTTACAGTTTTCCAGTCCTGCCATCTGTCTTTGAGTTATTTCCAGTCCAGGA
CAGTCTTTTGTTTGTTTTTACATCGTCACTTTGCACGAACAAGGAATCATTTTGTTTCCA
TTTTTTCTTTTTTTTATTTATTACTTCTTGTACTTTGGTCTAAAAATATGTGGTGAGCAA
ACAAATTTTCATTGTCAATAAAAAACAGAAAAGCTTTTAGCGATTGGTCATTTGTGAAGT
CCTATGATGGAATCAGTCTTTGATTTTTCTCGTTAGACGAGCCGACCCGAAAATCCTTCC
AGGCTAACTTCTCTGAAATTTGCCTACTTGTCTCTCGATGTCTTTGAACACTTCTGGATC
CTCAATGGTTGGAGTGACCTTATAGGGTTTGCCGTTGATCAGGTTGGATAAGGAAGAGCG
GGGAATTTTTCCGGAGCGAGTCTTTGGAAGTCCTTGAACGAAAAGAACGTTCTTAAAGGC
AGCCACAGGCCCAACGGTGTCCCTCACCAGCTTCACAATCTCTGTCCTCACTTTCTCCTC
AGTGTCCCGCACCTCATTTTTAAGCACACACAGCGCTAAAGGAATGTGACCCTTCAGGGA
GTCCTCCAGACCCACGACTGCGCAGTCTCCCACTGCAGAATGGAGCAGCACCGACTCCTC
CAAAGCTCCTGCTGATAACCTGTGACCTGCTACGTTGATGACATCATCAGACCGGGACAT
AATGTAGAGGAAGCCGTCTTCGTCCAGAAAACCTGCATCCATGGTGTCATAGTATCCCTC
AGGGATCACAAATTACACGATTATATTTTCAGCAAACAACTTTAGCAATTCCAGATATCC
ACACCAGGGGGCAACCTTCAACTTCCCCTAAATCTTATCAGAACAAGTCTAGTTATGATC
ATGAAAGCTTACAGGGAACTTAGAGAAGTAAAGTTTCTTGAACAAACTCTTGTTCTCCCA
CAGCGACAGCGCTGCTCCAGGGGGTAAAGGCAGGACACGGAAGAATGCTCCGGGGTCTGG
AGTCCCCACGGGCTTTCCCTCGTAAAGGATGGTGCTGTTGCCGTGGAGCAAAGGAGCATA
GCAGATGTATGAGTGACCGACCACCCAGCCCAGATCTGAAGCTGCCCACCAAATATCTCC
AGGTTTGAGTCCATAAATATTTGACATGGTCCATTTCAGCATTACAGCATAGCCCGCGGT
ATCTCGCACAACACCCTTTGGAGTTCCGGTGGTTCCAGATGTGTAGAGAACATATAGAGG
ATGATTAGAGGGCAGAGATACGCACTCATGTGGCCGAGCCGAGGCCATCTCTTCGTCCCA
GT
>CL4015Contig1
CAGGAGCCAACACAGGCTTCTGTGATCTCCTTGTAGTACAGCTGCTGTTCTACAGACAGC
TCATGAGTGCTGCGTGGTTTCAACCTGATCGAACCTTTCTCTTTTCCTTTGCCGTCAGGA
GCTGTTGCACCCTGACCTTTGCCTTGAATCGCCCCTTCCTCCTCCTGACCTGGTTTGACC
ACTTTAAGGGGTTCCGTGGACTCTGTCTTTTGTTGTTCTTTTGTTGCTGGAGGGGGATTT
TCTGGAATTGAGGGTTGAACTCCTTCAATACTTAACCAGTGGGCTTTGAGAGAGACATCT
AGTGGAACTCTGGGGAGGGGTGTGTTAATAATGTCACTGAGGTCGACCTCCTTTTCTTCA
TAAAAGTGAAGCTCTCTCCCTCCACCACTTGCAAAGCGAAAAGGAATGAACTCCTGAGAC
TGGAATCCATACAGAGGCTCCACATTTTTCAGCTTGAGGGCATTATCTATATCACTGGTA
GTTAATTTACGTCTTTTCCCATGATGCATGAATTTCAAAGCATCCTGCGCGATTTCTTTG
ATTCTGTAGCTGACCTCCTCACTCAGGGCGACGCAGCTTTCCTCTTGTAACTGCCCCACC
CCAACAGACTCTGCCATGGCCTTCATGGACTCGGTGGGAAGGGTGACCGAGCACTGCTTC
TGCCGACGCTCCTCCGCCATGGCTGTAAGAAGTTGTCCTTCCTCTTCTGAGTTATGGCCA
GGATTTCCACAAATGAACACTATCAGTATTTACAACACTGACAATAGCGTAACCCCGTTT
TTTCCTTGCAAATCCCCATTTCTCAATGTAAATAACAAAACTTATTTCCTGGCTGAAGCA



GAGCCATCCGTCTGTCCCCGGCCATA
>CL4016Contig1
GAGAAACCGAGAACATGAAGGTTTCAGGAGCAAAGCTTTTCTAATTTCTAATGTGATTGA
TGTATGTAGTGATTTTCAGATGTCATCTGCTGCCCAGCAGCAGCTCAATGCCTTAGATCG
CAGATCTTCAGATGAGAACGTGCAGAGAGCTTGTTCTGCTCGGAAACGCACATTTCCTTT
AAGGACGCAGTTGAAGGTGGCTTTGTTTTTAATTAGCAGAGATGTTTTATGCTAAATGAA
CCAACCCGATGGATGTCTTAAAAAGTGCCTATGTGTATTTTTATGATTTGTTTTAAGATT
ACCAGTGAGTGAATGTTAACCTCGTCACTACAGACTGGAACATTGTGCTCCGCCTCACAC
TGCTCTCTCATTCCATGCAGTTCTTTTCAGTTTGCAAGTTTTAACCTTCCCATTTTTGAG
ATGACAGGTGCCTTTCATCGCATTCCACGCGGCGGTCTCACCGCTCATGTTTCCTTCGCT
TTCACATCACGATGTTCTGCTGCTCCTGGTTAGGGGTGGAGCTCCATGACGGAGTCTGGC
TCGTTTACATGCAGTCCAATTCCATGTTTTCCTGCTCAGACAGCCTTTGACACGGTACCT
TATACTGTGCGCTGTTCGCTTTATCGACAGCTTTTTATATTAACAGATGGAAAGTACTCT
TAAGAGTTAAAAACCTTGTATTGTGCCTTGAAACTAATTCTAATGTGAATGCTCATCAAT
AAACATGGATAGGACTGTTAAAAAAAAAA
>CL4017Contig1
TCGGCACGAGGTGAACGTGAACTGGTACGACTCGGGGNAAAAGCAGAAGTAGCATCTACA
GTTAAACACACAGCCCTGTGTTGGATACGGAACCAGAACCGAAAAAAACCCAACTCATCG
TATTCCAGAACCGTGACTGTGCTTTGCTCATGGAAAGCCTCCAGCACTCCCGTCCGTCCG
TCCGCATCGTCTCTGACTGATGCTGGATCCCACTGGCTCCGTTTGAGTTTGACGTTTCAC
ACAGACTGCGAAGCCTCGCGTTTTTATGATACTCTGGTGTTTGTCACGTTTGACCTGAAG
GCCTCTTTCATTCACAAACAACCATCTCATCTGCTTCCTTCTTGTTTGAACTTGAATGTT
TGTGGTTTCCAAATCTTTTGAAGGAAGGACTTCCATCGGGTTCTTCTGTCTGAGTCTTGT
GCCTGGACTTCCTGTGAACCGGCGTGCAGAAGAGTGCAGCCCTTTCCCTGGCGTGTTGAG
ACTTTTCTGCGTGCCGCCTTTCGTAAACACTGCCTCAGTCTTTTCTCGTTCTTGATGGTT
GCCTTCTGTAGGATCAGAGTTTTTTTTTTTTTTTNCCCAAAAANG
>CL4018Contig1
TTTTTTTNTTATGCTTGTTTCAAAACATTTAATTTGCTCTAGGAAAGAGATGGATTACAG
TACATGACATGTTCATCCATTCAGGGTAGAGGTAACCAATTCAGAATAAATAACTGGCCG
TGGTAATGCACTTTCTTTGTAAAGTTACTGAAAACGTAGATTAGACATCGAACATCAAAG
TATGAAATCTTGTCTTGAAGTTCTCTGAAAAGCCTTTGTGGATATATTCATCTTAGTTTC
TTTATTAATCATCAACAACTTTACATTTAGTTTACAGAAAAGCAAAAGCAAGTCATCTCT
TGTTCAGAAACTTGTTCCCTTCTTTTGAAGACACGAGACAAAGTTGAAGACCCTGACATA
CAAAACAGTCCCAAAATGAAATAAAACAATCTCAGCTTCTGGACCTTGTGGCAGTTATTG
CTGATTTTTTATTGCAGATTTTATTAAACTAAGTCATTAAACACAGAGTTTATACACTAT
TACCAAAATACAGTGGTTGTTATTGGTCCTAGATCCCAAAATAGTTAAGATTTCTGCTGG
GACTCGCTTCCTGATTCAATTTTAACTAGTTTATTTCAGATGTTTGTTAGTTTACGATAT
TATTCATTCAGGAGACAGAAAACCAAAAGTATATTTATAGTTTGATATAATTAAGGTGTG
CTGTGTAGAGACTCAAGTAACTCCACAAGAAAAAGACCAAAGTGGTGTGGCTTTTGGTGA
CATTTCACTGTTCAGAGGTTTCCAGTCAGGACTGCTCTTGTAAAACTACGGCAATAGCTT
TATACAATCTAGAGGTTTATTTTCTGAGAACATAGCATATTGCTAATAAAATATACATAT
TGTTTTAAGGTTAAATTTTGCATTTAAAAATATACTGTGAGAACATACTAAGGCACCCTG
ATCAGCTCCCTTTTGGGGAGAGTGGTTTGAATTTCAATAGTTTTGGCACACTTTGGCATT
ATGTGAGTTGAACTCACAAAATACTTGGGCGAGGTGGGGGTGGATATTTATGTCTTTTAT
CAATAGAAGAAAGAAAATAAGGGAAAAGTAGAAAAGAGCCTTCTTTTGATTCCTCAAAAA
TGTAGACTGACATAGTCTACATTTATTTAGTCTTTTGAAAAACTGTTTTGGTCCTCTAAT
TTCAACATTTACAAAACATACCAGCTCNTTTATTGAACTTACAAAACNTACAAGACTTTG
CGTCCAAAAAG
>CL4019Contig1
ATGGCCGGGGGGGCCCAGGGACGATGGACCGCACGCGCTCTGAGTCTGGCATAATGGAGG
ACAGATAGGGAACAATCTCAATAGCAGCTCCTTAACTGTTGATCCGAATTTAGTTTTCGT
CCCGGGCTCTTCGGTTATTTGGACTCGACAACAGCTCGCTTGGACCGAACCGGGCCCCGG
ACTCCCAACAAAATGCCGAACATCAAGATTTTTAGTGGCAGCTCACATCCGGATCTGTCT
CAGAAAATAGCAGACCGTTTGGGGCTCGAACTCGGGAAGGTTGTAACCAAAAAATTTAGC
AACCAAGAAACATGCGTGGAGATAGGAGAGAGTGTACGTGGAGAAGATGTCTACATTGTG
CAGAGTGGCTGTGGGGAGATAAATGACAATTTGATGGAGCTGTTGATCATGATCAACGCT
TGCAAGATTGCCTCAGCCTCCAGGGTCACCGCCGTCATCCCCTGCTTTCCCTATGCCCGG
CAAGACAAGAAGGACAAGAGCCGGGCTCCAATCTCTGCCAAGCTGGTGGCCAACATGTTG
TCCGTGTCAGGAGCTGATCATATTATCACGATGGATTTGCATGCCTCACAAATACAGGGA
TTCTTTGATATACCTGTCGATAACTTGTACGCAGAGCCAGCTGTGCTGAAGTGGATCAAG
GAAAACATCCCAGAATGGAAAAACTGCATCATCGTCTCACCTGATGCAGGAGGAGCCAAA
AGAGTTACATCTATAGCAGACAGACTGAATGTGGACTTTGCTCTGATTCACAAGGAAAGG
AAAAAAGCCAATGAAGTGGATCGCATGGTTCTTGTAGGCGATGTTACGGATCGGGTCGCC
ATTCTGGTGGACGACATGGCTGACACATGCGGGACAATCTGCCATGCTGCCGACAAACTA



ATCTCTGCCGGTGCCACAAAGGTGTACGCCATCTTGACCCACGGCATCTTTTCTGGCCCA
GCCATTTCACGCATCAACAATGCCTGCTTTGAGGCTGTGGTGGTCACCAACACAATACCC
CAGGAGGAGAAGATGAAGCACTGTTCCAAAATACAGGTTATAGACATCTCCATGATCCTC
GCAGAGGCCATTCGCAGAACTCACAACGGCGAGTCCGTCTCGTATCTGTTTAGCCACGTT
CCCCTGTAGCAACGTGCGCCGTTAACACTGAAAACGAAGGAAAGTCCCGCTAACTAACTG
TGGAGGTGGAAAAAAAAAAGCCTGAATGAATGAATGAATCATTATGTCTGTTACTAACAC
ATCTCTCAAGTCTCTCCGCCTAAGTGTAGCTCCCCCTCTGACATCTAGGGCGACAAAGCA
ATCACTATTTAGGCTGGCATATTTATTATGAACGGATAAATAAGCATTTATCCACTGTGA
AATGTGTCTTTTCTTTTATCACA
>CL4020Contig1
TTCCGCGGCGTCAGAAGATGGGAGGCGAGGACTTCAGCCGCAGGTACCTGCAGCAGCTGG
AGGGCGAGATCGACGAGGTCTTCGTCCAGTACATCAAGCACAACGACTCCAAGAACATTT
TCCACGCCGCCCGCACGCCCGCCACACTCTTCGTGGTCATCTTCGTCATGTACGTGGCGG
CGGGGATCACGGGCTTCGTGGGCGTGGACATCATCGCCAGCTTGTGCAACATGATCCTGG
GTCTGGCGCTCATCACGCTCTGCACCTGGGCGTACATCCGCTACTCCGGGGAGTACCGGG
AGCTCGGCGCCGTCATCGACCAGGTGGCCGGCGCGCTGTGGGACCAGGGAAGCACCAACG
AGGCGCTCTACAAGCTCTACAACGTGGCGGCCAATCACAGACACCTGTACCACCACGCCT
TCCCGGGACCTCGAGCGGACGAGGAAGCAGAGCAGGAGAAGAAGAGCGACTGACGAAGAC
CGCAGGGACTGAACTGGTGATGAAGAGGAGGACAGAGGCGGAGGAGCACCCTTGATCCAG
ACTCCGGCCGGCGCCGCTCCCCGGGAGCGTCTTGGCGTCCAGCTCGGCTGGAGGAGCTCC
AGCCTCCTCCTCCTCGCCGCTTCTCTGAGAGCCGCTTGCGTCCGTTGATGTGTCGTGGTG
CGCCGCTGCCGCATGCGCGTCCAGCTCCTCATGTTGTGTTAATGGTTGTGACAAAGTGCT
GTTGTGCCGTATCGTCCTGCCGCTCCTGCACGGCTGCAGCTTTACGCCCGGACCGGCGGG
GCGGAGGAATGCCGCCGCCGCCGCTCCGGATCCCTCGGATCATCGGTGAGCTGCAGGAAG
ACGGGCCGGACGCCGCAGAAACGTCCCACCGCCTCATCTTCTCCACTCATCACATGAACG
CTCTCAGAGAAACCGCCATCGGACCAAAAACCCAGCAGAACCGCCGCGTCCGTCCACTCA
TTCATGCGCATCACTCGCCATCGTGACCACGGTTCTGATGAAAAGTCTCCGTCTTTAGAT
CTGAAGGAAAAAGACTTTTTTACAGGTTTGGACGTCTTTGGGTTTGTTTTTCGTTTTTTT
AAACTTTGAGTTTTATTTTGAAACATCTAAATGTGACAAATATGTACAAACGCAGAAATG
TT
>CL4021Contig1
TTGGATCAACATTTAGCAGATCTCCAAGTTTTCACAAGTACGATTGTCCATGGTTATGTA
GAGAACATATGGGTCAGCAGTTCTTGGTTTCACAGTAGGTGTGCAGAGGACGGTGAGAGT
AATCAGTCAGCCAGTTGGATGGGACAGAGGATGTGCTGAAGGGAGGTACTATAATGTTTC
CTTTGAAAATCTGAATTCTTACAATTCAGAGCCCATTGGGTTTCCCTTATTGTTGCTTGA
ATGGAAGTGGAAGAAGATCTTAAGACTGCTTGACCTTGTTCTTTTCCTGATCATTGATGT
GCTGCTCCTCCCTGCTGTCCTCACGCTCTGGCCGGTCGTCACTCTGCCGTGCAATGAGCA
GTCGGCAGGTCAGCAGAATCCCAAAGACCAGAGCGTGGGCATACCGCTTAAGGGGGTCCC
CTACTAGTTGGTGAAAGAAGAGGACTGCAAGCATGACCAGGAGCAGCAGGAAGTTGGCCA
CATCCTTGGGTCGACCTGGCACAAGGGTTAGCACGATTCCGCAGCCTACTTCTAGAGAAC
CAATGATTTTACGGAGCAGCACTGAGCTGATCCCGATCTTTTTCAAACCTGGTAACGCCT
TTGCATAGCTCTTGTATGCCCTTTTCATCTCACTGTAGGCATCCTTGCTGAGCCTCGGGG
TGAGCTTGATGGTGCCCATGAACACGAAGAACAAGCCCAGCGCGAACGACAGGGCCACAA
TCGTTATGGTCCGTGGCGAGGCCATCTTCTGCCAGCGAGCATGCAGCTAGACGCTTCCCT
GCTAAGNCCAATCCCCGGCCA
>CL4022Contig1
ACCCGGGCCTTATGGCCGGGGGCGGGATTTGCAGCTGTCTGTGCCACCATGTCTTTTATT
AAAGCCATTTTTAAGTTGCTCGTGTTGGCCTCCGTCGGCGTCCTGGTTGTGTTGCTGCTT
CAGAACTGGATGGCCACAAAGGACTATGTTTTTAATAGAGACGATATCGCCAAGTTGGTC
AAACAGTATGCAGGGCAGGATCATGAACACGCCTTCACCAAAGTGGTGGTGGAGCTTAGG
AAAAGGTATCCCGGCCGCATCCTGCCTGATGAAGACTTGCAGTGGATTTTTGTTAATGCA
GGAGGCTGGATGGGCTCCATGTGTCTTCTTCACGCCTCTTTGACAGAATACTTGCTGCTG
TTTGGCACTGCAGTAGACACAAGCGGACATTCAGGTCGATACTTAGTTGAGATTTCTGAC
ACTATCATCTCAGGCACTTTCAGGCAGTGGAAGGAAGGAACTACCAAAAGTGAAATATAC
TATCCTGGTGACACCATTGTTCATAAAGTGGGTGACGCCACAGCTGTGCAGTGGACTGCT
GGGACTTGGATGGTGGAGTATGGCAAAGGTTTCATCCCATCCACCCTGGGCTTTGCTCTG
GCAGACACCCTGTTCAGCACCCAGGACTTCCTGACAATGTTCTACGTTGTACGTGTTTAC
ATGAAGGCCCTTCTGATGGAGGCGGGCACGCTGCTTACAGAAGCTGGAGTTTTCTGAGGC
TAGATGACATCAAAACATCGTTTTGTTACCAAGTAAATAAATTCTGACATGGTCGATGCC
TCTCTGCCTACAACTCCATGTGCAAAGAATTGTTTTAAAATC
>CL4023Contig1
GTCCCCTCCCCCAGCAATCATTGTTTGCATGTTTGTAAGATGAAAAGACTGAAATCAGCA
AAAAGCATCTTTTTCCACACAAGCCTCATTTGAACCCCGTCTTCTAAACTGGTACGTCCC
TGTAGACGGACGTCCCGTCTCCCATTCAGGCACACACCACAGCAGGGAGCAGACGGGTCT



GACTGATGTCCTGACATTTGTGGTCGGTTGTTGGTCCGAACGGCTTCAGAAGCTTCTAAA
GAACACGGGTTCCAACATTTACTAGGCCAGTTCAATGTGACTTCATCACTGAATGGAGGA
TCAAGTTTAAAATGATGGTTGGATTGGCGGCCAAAGCCCACTTTGACTCTTGTGAGGCAA
ATAAAGCAGTTTATCAGGTGTACAGCCTGACTTCAGCTCTTCTGACTGATCTGGACCCAG
AGACCATTAGACCCAACATTATTGTAGTTCCTGCTGAAATGTAATGGCTTTCTGAACATC
TTTCCACCTTCTAAGCAGCTATGTGCAGAGATTCTCCACTTTAGTGCAGCACAGACTTGG
TGTCTGTCTGAAGATTCTGGAAAAAATAAGCAGTGACGCTGCACTTCCTTAAACATTTAT
AAAACGAAGTTCCTGCTGCACCTCAGACACATGCAGACATCCGCACTGATGCACAGTAAT
GGTAGTTACACCGGATCATCCTGGTTAGACCGCTGAAACGGTGGTGTTGCAGCTGTTTGT
AACAAACATAGGAACGTGTTAAAAAAAGTCATTTCTGTTGGGGTTGAACACCACCTACAA
CCATGAAAGTCCAGTCGTTAGTCTGAACGTCCAAAAAGACGAGGAAAATAAAAACCAGGA
GCTCATCCAGAAGCCCAAGCAGACCTCCAGCTTGTGTTCAAGAGCAGCTGCTTCCGTCCA
GACGCCTTCATCCAGCAGGTCTGCAGCGCTCGTCTTCACTCAGAGGACGTCCAGAAGCTG
GAAGTCAGTTGGCCTTTGGGTGGACTGATGTGTCTCCTCTGCAGCGACGTCTCCAAAAAC
TGTTTGAGTCGGATCATGGACCCCCTCTCTCCAGTGCTGGTCACGGCTTCAATTCTGGGG
AAATACTCGTCTTTGAGCAGCAGGAGGACTTTCCAGAACTGACTCTGGTACTGGGTCATC
AATGCGTGGCCACAAACCTCCAGGAAGTCAAACAGCAGCGTAGCAGTGACGTCTACCAGA
GGTTCCATGTTCAGCATCTGGGCCAGCCAGCGCCAGCCGTGGTCCAGGCCGTGAGGAACA
GACCCCTGCTTTGAGCCGAAGGGCCATCGGAGCTGGATTATGGCGGCATAGAGCCGGATC
ATCCCGGACATTCTTTTCAGGAAGCTGTCTTGACCCTCCACGCCGTTGGCGTCCACACGG
TAACCGAGAATCCTCTGGTATTCCTCCACAGGAGTGCCGTCCTTCATTGGGGGGTAATGT
GGGACGGCGTAGGGGCACTTTTTCCTCGTGCCG
>CL4024Contig1
GAACATATCGGAGCGGGAATCGGCTCCAGCATGGACTGGGGTCAGAATGAGCTTCCGTCT
CCGGTGGTTCGAGAGGAGGAGGTGACGGTCGCAGCCAGGAGGAGGAAGAAAGTGGCTTTC
CCGTCACCCAGTGGTGGCAGCCCCATCGCTTCTGCTGCAACACCAGCCCGCCCCCACCTG
ATCAACACTCCTGCCTCGTTGTTCAGGCAGGCCGTCACCCCCAGGGTTCCAGCCACTTCT
TCTCTTTTGGTTCCTGGAGGTCGAACGCCTCGATTCATGCACACGCCCAGAAACGCGCTC
AGCAGTCTGAATTTGGACGACAGCGATTGGACCAACAGCTTTTACACCTCGCCCGTGTCT
GGACTGGAGAACACCAGCTTCTTCAAAGACGATGCTGCCAACCTGAGCTCAGCCCTGCTC
AAGGAGGACGATCCAGGAGATGCAGCAGCTGCAAGTCTTTTCCCAGAATTCCTTGCCTCC
TTTCTGAAGCACTCTTCCTCTGCGGTGTTTGACCTGTTGGAGGATTATCAGAGCCTCTGC
CAGGAGAAGGTGAACGTTCTCCAGTCTGTGGTTCTGAGAGCCGGTCAGAACAGTAAAACA
GCAGGAGTCCGCTGGCTGCTGCAGCAGGAGAACTGTACCTGGAGACTCATCGCCTCGCTT
TACAGGGACCGGGTCCAGCTGGCGCTGGAAGATGACATGATGGCAGATATGGCTGTTCCT
GGTGAGAGCGAGAAGGTGGTGGTGGAGCAGCTGTTCCAGCGCGATGCCGCCATACGACAG
GGTCAGCTGGTTGTTGATTGGCTGGAGAGCATCGCCAAAGATCAGATCGGAGAGTTTTCA
GATAATATTGAATATTACGCCAAAAACGTGTGTTGGGAGAACACGCTCCATGCTCTCAAG
ATGAGGAGGAAGAGCGGCGGCGCCTTCACTGTTCCTCTCGTCACTGAGCTGGATCCAGAT
GCTCCTCTGCGACAGCAGCGCCCCCTAGCAGACCTGGACAGAGAAGATGACGCTCGACTG
CTGAAGAACCTGTTTTCTCTGATCAGAGCGGGGATGACTGAGGAGGCTCAGAGGTTGTGT
AAACGCTGTGGTCAGGCCTGGAGAGCGGCCACGCTGGAAGGCTGGAAGCTCTACCACGAC
CCCAACATGACTTCAGGCGGGTCGGAGCTGCAGCCCGTGGAGGGAAACCCACAGAGGGGG
GTCTGGAAGGCGTGCTGCTGGAGGCTGGCTGAGGAGGAGCAGCTGAACCGATATGAGCGA
GCCATCTACGCCAGCCTGAGCGGGAACCTCAGACCGCTTCTGGCTGTGTGCGAGTCGTGG
GAGGACTGCGTTTGGGCGTACTTCAGAGTGACGGTGGACTCGCTGGTGGAGAAGGACCTG
CTGTCGTCGGGCATGGCCCACCAGGAGGTGGAGACGCTCCCGCGGGAATATCTGGAGGCC
AAGTATGAATCCTCCAGGGCTGGAACGAGTATCCGGATACTCACGATCTGATCCACTAAA
AACAAGTACAAATATTTCTGACGTCCGAGACGCTGAATTGTAATCTTTATAAATAAAATA
TAGTAAAATTAACTTCAAAGAATATAGTAAATGGCTGTAAACTGCTTAATAACGCTGAAC
TTTAGGTATATAAACTAAACAAACCAAATGCACTGCTGTCACAGGAAGTAAATGCATCTT
CAG
>CL4025Contig1
CGGCACGAGGCAGTCGGCTGCATCCTCTTTCCAGTGCGCCGGCTTCACTCAGAACTCTTT
AAGGGGTCCGTTTCTCTGTCTGCAGCTTTATCAGACTCCCTTCCTGATTTTCCTCTTTAT
TAGAAATGGACTTCATCCTGACCCCTAACGTGACAGTTGGTGGAATCCCCTGGGAGAAGC
TTTTACCGCCTCTCATTCCTCGAGTTAACGGAACGTACGGGCACTGTGGCTGGACTCCAG
CGCTGATCATACCAGAGAACAACAATGTCAGCTCTGACGAGGTGCACTGTGATGAAAGTG
GATTCACAGTTCATGTCGATGTAAAACATTTTAAACCAGAGGACCTGCTGGTCAAAGTGG
TGGGGGACTTTGTGGAAGTTCAAGGAAAACATGAAGAAAAAAAGGAGAATGGCCCAGGAT
TTACAACACGGCAGTTTAATCGCCGCTACCGAATCCCAAAGGGAGTGAACACCATGGCCT
TGGAGTCTGCCGTTTCCCCGGATGGCGTCCTAATAATATCTGCACCCTTGCTGGAAACTG
AGAACAGCAGATCTCTGATGTAACTGCAGTGATGTGCATCAGTAGTGTTCACAGGATAAA
AAAACCCACAGTACAAAATAACATCATGCTCTTCCGTTCAGATGTGCCAAAACATATTTA



TTTCCGTCTATCACTGGCACTTTGTTAGCATCTCTTTGGTTTGTATATACTTGTCTGCAA
TTACTTATCAGCGTTACATAACCCCCAAAGACATGGCTCTTTGTAAATATGCTGTAGTCA
GAGTTAAAACTTTTTCTTTTTTGCCATTTTTGTAAAAGAGGTGAATTGTGATTAATAAAT
AAAGACAAACTTGTTTTTTTTTCCAAAGTGGAAAACCTCCTTTAAAATGTAACAATCTTT
ATTGTNAGAAAA
>CL4026Contig1
GCGAGCGTTAAGTCCGGTCAATTCCTTTGCTTAACCTTCCCTGTGGGCGCGTGCGTCTCC
ACAGGTGTTTTGGTGACGGACGTCTGACTGCTTTCCCGCTCTGCTGGAGAACTGCCCTCT
TTGCAGATCCGACCCGTTCTTTGAGTTCTCCAGAGTCTGGAGGGGGCGGAGTCATCATGG
AGTCCACAGAGAGCCGCTTTGCTCACCTGCTGCAGCCCATCAGAGAACTGACCAAGAACT
GGGATGTGGACGTGGCGTCCCAGCTTAACGACTACCTGGACGAGCTGGATGAGATGTGCA
TCACCTTCGACGGAGGAAAAACCCGACTGAACTTCGCTGAAGCTGCTTTGCTGATTCAGG
GCTCGGCCTGCATCTACAGCAAGAAGGTGGAGCTGCTGCATCATCTGGTTTTTCAGACGC
TGGAGTTCATCAGTGAAAAAAACAAGAAGCGGAGCCAGGAGGCGGAGACTGAGAAGAGCG
GCGGAAGCAGAATGACGAGCAACAGGGACGATGATGGCCAGGATATGTTCAGCCCTCTGG
ACCTGGATCAGTCACAGAACTGGCATCAGTCTGGTCTGAGTACGACCGTGGTCGTCACTC
CTCTTCCTCCCGAGTCTCTGATTCCTCCAGAAAGCCAGGAGAAGCAGAAGCTGCCCCTCA
TCAGTGTGAAGGGGGAGGTGCTGTGCAGCCAGAGGGACTTTCGGATTAACCTGTTCTTCC
CGGGGGAGGGGGGCGTGGTCTTACTGAGGCTGCGCTCTGCGCTGGAGCTGGACCTGCATC
CCGCCAACTTCTTGCATCAGGATTCCTCTGTTGATGCCTCCATGGGTGCAGACGTGCCCC
CTGAGGCAGGAGAAGACTGCCGTCCAGAAGACAGAAGTGACCAGGACCCAGAGCAGCATG
TGGACCGGCACCAGGCTGGGAGCGGCGTCCGAGAGAAACGGCAGATCTTTGCTGAGGAAA
GACCCCAGCAGGATGCCCCGCCTCCAGTGAACGTCTGGACGCTCCACGACCCCTACGCTG
TCCTCGCCCACGACAAGCCCTTCAGGATGGGGAGGTGCTACAGGGTTCCACACGGTCTGG
ATGAAGGAGGAAAGAGGAAGAGGAGGTGCCCTTGTCCTCTGCAGGACTTCAGGAGCTGGT
TCAGAGGAACCTCTGGTCCTATGGAGAACAAGCTAAAAGGTGGACCCACCTTCACAGACC
TGAACTACATCTACCTGAAGTCACTGAAGGACAAGATCCGGACCAGGAGGAGGCTCAATC
GCAGAGTGGGTCTGGTGATGTCAGAGGATGAGCTGAGGAGAACCTTGCTGCAGCCACAGG
ANGTGGGGCTGCAGCA
>CL4027Contig1
CATGCAGGTGAAGGAATGTCGGATAGATACGGATGTCATACCTTCCTCTGGGAGTAAGAC
ACTGCAGCTCCTTGAAGATGCACACAGCATCTCCTGTGGCTTGGATGACGTCAGCCTTGG
ACAGGACATTCTGAGCAAAAGCCTCCACAGACTCTTGTCGCTCATCGGCCTGGCTGGGGG
GGACGTAAAATCGGACTTCCATCAGGGAGACCTCTGTGTCGTCATTCTGGTGAAACTCCA
GGGTGACTTCATTTTTTCCCGTTGCACACTGGGAAACATTGGAGAGGGGGATTTCGAACG
CTGTGTTGTCGTTGACGTCAAATGACAGCAGCGGACCTGAGAACTTTGCTGTCCCCCAGT
TCCAGCCCTTCACACACATGTCCTTCTCTGCCAGCTCCATCTTGTAGTTGGCCTTAAAAA
ACTCAGAGAGCTTCTCGAAATCCGTGTCCCTGAAGCCGTCATACTTGTACACGTGTCCTG
TGCTGGTGCCGAGTTTGATGCCGTGACCTAAGCACACTCGCCTCCACTGCGCTAAGTTGA
GCTCACCAGCAGGAATGCTGTCCACCTTCCCCGTCTTGTTGCTCTTATAAACCACATTTT
GTTTGCTGAACCGTAGCCGTCCGTCATTCCAAGAGCCTTTCACTTCCTGATAAATCTCGT
TGAACTCCAGCATATCACCCATGATGCCTCTGTTTCGTGCTGCTTTGCCTGTTTCCCGCG
TGTAGCATCAGATGCTAGCGTTACGTCCCC
>CL4028Contig1
GGAAGAAACAAAAGATCTTGCGAAACTTTCACACCTACGTAGCTACCTTAGTCGACACCG
TCTGTTCAATGACAGAAATGTCACCAAATTACAATTAGTCTTTGTGTTGACCTAATTCAA
AATTCTGGCAACTATATATTCCAGATAAGTATAAAAACAGCGGTCCGGTGAGGATTGGAA
GTTAGGTAATTATTCACGGAGCGAAGATGGCTGCGCCACCTGACAGCCGTCAACCTTCAG
TTCCCAACCTTAAAGAGCAGGAGCAGAGCCGGGATGGGAAAAAGAAGCCATGTAGAACCT
GTACGGACTTTAAATCGTGGATGAAGCAGCAGAAACAGCAGTCCGTGGCTTTACATCATG
AAAGCCAGGCTGCAGAAGTGGAGCACCAAGACCCACAGTGTCCCCTGGACAGGGAAGAGT
TGGGGCGAAACTCTTGGTCCTTGTTGCACACGATGGCGGCATATTACCCTGATCAACCAT
CATCGACTCAACAGCAGGAAATGAAACAGTTCATCAACCTCTTCTCCCATTTTTATCCCT
GTGAAGATTGTGCAGAAGACCTCAGAAATAGATTGAAAACCAATCAGCCGGAGACCAGCA
ACCGCAGCACACTCTCCCAGTGGCTCTGTCATCTTCACAACGACGTGAACGCACGTCTGG
GAAAGCCAGAGTTTGACTGCTCGCGCGTGGATGAGCGATGGAAGGATGGCTGGAAAGATG
GCTCCTGCGACTGAATGAGCTGAAGGATTCAGGGATGCAGCTGCTATGAAGGAAAAAAAA
CAACTCCGGACCGCAAACCTCCTCAGTAGCTTTTGTGTTTGTGAATCATGTGACTATTTG
CTTTGTGTTTAGATGGCATAATTATTGTTGCTTTCAAATAAAAGCCTGGAAAAAAAA
>CL4029Contig1
TTGCCGACCTTTTGTGTAGCAATCTAATCATCCTTACATTTGGAAGATGTCTTATCAGAG
CAGAGGAAAAGCTGGATGTATGAGCCTGTACAAAGCAGTGAAATGTACAGAAGACACATC
TATAGTCATGTGAAGCATCAGTGTGTGAAAAACGTCTTAGAAAAACACACCGCTCTGGCA
TGAAAGTAGTTTTGTTTGTGCAAAAATTAAGCCACTTTAAACAATTTTAAGCTCATAGAC



ACAAACTATCAAACCTTAATGACGTCTTATTAAAGCTGAAACATTTCACTGAATGACTCA
TTGTAGTAAACACTTGTATTTAAAAAAAGTAAAAAAAAAATAATAACTAAAAAGGGACTC
CCCCCTTTTTTTTAAATTACTAATTGTTTACTGCTCATCGTGTGAAATTTGTCTTGTTTC
GTCCCTAAACTGCATCATTTGAAACTTTTCCTAATCGTCTTAGTTAAGAAAGGTCGCAGC
GTGGAATGTTGCTTTTGATTCATCAGATTTCAACTACATGGTGTTGTACGAACAAACCAA
ATGTCAATCAAGTTGTGCTTTATTTGCATCTTTCCACTGACAATTTTGTTTTCTAAAAAC
CTGCAATTTTGTTTTATTTTTTTGTTTTATTTTTATTTTCTCAACAAAGTTCAGAAAAAA
AGTATAAACTGTAGAGGTTTTCTTTGCTTGGAAAAAAGCACTTATAATTGGACTGTCTGA
GCTCAGTTTTTGTTTGTCTTGTCAGGCAGGTAAAAATCAGGTTGTGGGTGCGTTATGTAA
GGTAAAGAGAAGTCATAGCTCCTGTATAAATTGTACAGCTCTGTTACTGATAAAATAATT
GTATGTTCACAGTTTAAGTCAGTTGATCTTGTAATGATACTACTGAAACCATAGATGAGA
ACAAGCTTGCCTGTGTTTTTTCCCAAACCACTGAAGGTTTCCTACCAGCATTTAGCAGAC
TTAGAATGGTGTATAATATAGTTATTCAAATCACATTTGTACGTATGTCCCCTGTCAAAT
TCTAGACTTCTTTGTTGTCCCCGTACTTCCCAATGAAATATAAACTACTGTATGTTATTG
AGATTTTAATTGCTGCATTATTGCCTTTTACAATGCTGTGTTTTGGATGTAACTATTCTG
TATTTTTTATTTATATGTAATATTCAGTTGGATTAAGGGTCACGCGGTTCACATAATTAG
AAGAATGAGAAAAGATTTAGAAATATCAAGTATAAAAAAATGAGAAATTTGGACCTATCT
TAATTGATGAGAACACATAGCACAAGCAAAACCAGATTGGTGAAGGCTGTGAAACTTTAG
ATCGACTGCAGTTTCCTTCACTAGACATGGTTGGTATCATTTAGAGAGCTGCTCTTCAGT
TTCATTAAGACCTTCAACCAAAGACATGCTCCATTAGTGATCAGATTAGCTAATTTGACA
AAATGTTTCTTTTGCATATCTGTTGTAAGTAAACTGACAAATGAAAGTCAGTA
>CL4030Contig1
TAAACCGCATCTCCAATCAGCGTCTCATTGGTGAAATCTGACCGCGGATCAGCGCAACAG
GACTCCCGCCACACTACGGAGTTGTGACTGAGACCAGAGGAAATCGTGCTCGCCAGGTCG
GCTCGCCAAGACTCATCCACAGACCTCGAACAGGGAACGGACAAGCGGGAGGAGGACGCC
TGGAAGGAGCCACGCAGAAGTTTAACGCCAGAACAGCCACACCGGAGAGCGGAAAGAGGA
GCGGCCGCGCTGGAGGAGTAGTATTACGCTCAGCTCATTTCCAACATTTTCTATTCTTGG
CAGAGTCTGCTCCCACAGCCTCATTTAAAAGGAGAGCTAGCGGAATGTAATGCTAGCGGG
CTAGCATACGTTAGCTAGCTAATTAGCTCGACAGGCTCGGACGTGGGATTTTTATGAAAA
AAAAGGTCGTAGTTTGGCGTCGATTCGACTTTTTTATATGAACCGCAGGCGTTTGGTTGC
TGTTGAGACGGGACCCTGACACCTTCATGATGGTGTGCCGCGCATAGCTAACGCGAACTT
ACACAAGAAACAGGACAAGGTTCCCGAGTATTGATGTTAGTCTGGTCAATATTGTCAAAA
AACTGAACGCCGAGGTGTGAAAAGCTC
>CL4031Contig1
GGGGGTGTGTTCCCAGCGCACTGAGTCGCGCGGAAAGATGAACGCGCCTCCTGCTTTCGA
GTCATTCCTTCTATTTGAAGGAGAGAAAAAAATCAGCATCAGTAAGGACACGAAAGTGCC
GAACGCATGTCTGTTCACGCTCAATAAGGAGGACCACACGCTGGGAAACATCATCCGAGC
TCAGCTGCTGAAGGATCCTCAGGTTTTGTTTGCTGGTTATAAGGTTCCCCATCCCCTGGA
ACATAAAATCGTCATCCGAGTGCAGACCACCCCTGACTACAGTCCACAGGAAGCCTTCAC
AAACGCCATCACTGACTTGATTAGTGAGCTGTCGCTGCTGGAGGAACGCTTCAGGGTCGC
CATCAAAGACAAACAAGAAGGCATTGAGTGATTTAAGCCCATCACAAAATTTCCTGTTTA
TCTTCATTTCTGTTGTTTTTTCTAAATAAATGTGATGCCACTCGCNNAAAAAAAAAAAAA
AAAAAAAAAAAAAACCAT
>CL4032Contig1
TCAACAATGAGCATCTTTAGTGTCAGGTGCCTCTTTAGAAACACACCTGCACCCCCAAGT
TTCCTGCCCTGTTGCCTTTTTTTCTCCCAAAACAAGGAGAGGAGGATAATTCAATACTTT
TTTTTTCTCCTCATCTTTTCATATCCATTTCTTTTCTTTTTTTTGTTGCTCCGTGTGCTG
TCAGAGTGAATTCTAGTTTTTTTTTCTCCATTGCACGAGTCAAAAGCATCTTCGCTGCAT
CGGAGCTCAGTTGTGTTGTAATGTATTGGACTCTATGGGGGGAGCAGAGTCGTACAGAGT
GTCTGTGTCGTGCGTTGGTTCTCCGGCTAACGTGCACGGATTGGAGAGCGTTCCTGCACC
GCAGTCGCAGAAGAACCTATCATGTCTGATGAACTCCACATCGTGTCCTTGATGACACTT
CTTAATGCAGTTCACACAAATGGCATTGCGATCTGTCGTGTTACAGGTGTGACACCTGTA
AAAGTCATGCATTGGGTAGCTGGTGTAACTTGATATCTTGTACAAGCACTGGCCTCTGCT
CACAGCCTTTTCAATGGCATCTTGATTGTTCAATATTTTGTTATCTTTCATTGTAACATT
GACACCAGATGCAAGAAACAATCCTCCAAATCGATTGTTGAAGATCTGATTGCCTTCCAG
GGTTGCTGTCGCATGGTTGGTTATCTCAATACCTGCAGCAAATCCGTCAAATATCCTGTT
TTTTCTCAACACGGGGTGACTGTTGGTGCTAATGAGAACGCCTGCTTGTGCGTTCCTGAA
GATGTCGTTCTCCTCCAGCAGACCTCTTCCTCCATTAAAAATGCAGATGCCGCCGTCCCG
CCCATCGTGGATCTTATTCCTGCGCAGCGTGGGATTGCTGTCCGTCTTTATCCAGACACC
CGCCATTGCGTTGTCAAAGATCTCATTGTCCTCAATGAACCCCAGGCCAGAGTTGTAAAC
CAAAATGCCTCCATTTTGACCCCCCCAGATCTTGTTTCGTCTGATCTTGGGATTACTTCC
AGTCCTAATCTGTACTCCGGAGTACATGTGATTGTAGATGTCATTGTCCTCCAGCACACC
ATGGCCATTGTCGTAGAAGTAAACCCCAACCTGCTTCCCACTG
>CL4033Contig1



TTTGAGTGGAATGAGTGAACCCCTGAAGGAAGGTTATGGAAAGACAAACACATTAATGTG
TTTAAATTATAGTTTGTAATTTAAAAAGACTAACGCCCCTTTGTTGCGGGATTTCAACTG
TAGCCGCTACTGCCTGGCGCCAGCTGAAGTGCGATGCGTCCAGATCAGCCGCTCAGACGG
CGGGCAGATTCGCCTCCCCAGGGCACGGCGAGCACCGGCCCGCCGCGGGGCTCCATCCGG
ACTGCGAGGCCTCGTTTTTTTGTCTGCTGCCTGCTCCCGAGGGTCCATGCAGCTGACATG
ACTGCTGGCCAGCATGCACAGACGTGCTCCTCCTCCTCCTCCTCTTCCTCGACCAGCACC
CTGCCAGCTAACATTAGGAAGCCAGAACTCCCCGACACAGGATGGGGGCGCATCAGGGAT
CTGTTTGACAGAAATGACGTACAATCTTACCCGGAGGAGCTGACCAACCTGATCAAGCAC
GGGATCATCGGCGCCACCGCCGGCCTCCTCTACGGAGGCATCCCAGCTGCTCGCTTCGCC
CGCCAGCGTTATATCCAAGTGAGCCAGGCGGAGTTGTACACCAGCCGAGTGGATGCAGTG
CGCTCTTCTCATAACGCAGCCATCCGTGCGTTTGTGCGTTACGGATGGAGGTGGAGCTGG
AGAGTTTCTCTGATCGTCACTTTGTTCAGTTCGGTCAGCACCGGCTTGTCCGTGTACCGA
GACAAAGACGCCCTCAGCCACTACGTTGCAGCAGGAGCTGCTACCGTTGGCCTCTTCCGG
CTGAACCTGGGTCTTCGAGGGCTGGTGGCGGGGAGCGTCATCGGAGCGGTTCTGGGGATT
CCCGTCGGTGCTCTGGTCATCGGCCTGCAGTCTCTGACGGGAGAAACCTTTCGACAGAGG
AGGAGGAGAGAGCGGCGAGAGCTGTACGAACACAAGCTGGCTGAATGGACGGCGCGTCTG
GAGATGACGGACGAGCTGATTTCCAGTCTGGACGGCGCCGCTCAGGAGGAAGAACTACGC
AGAGACATTCAGAGGATGCAGGAGCTGCTGAGTTTACCAAAGAACGAGGAGAAGGCAGCG
TCCAGCGCCGCCGAAGGTGGGACTTGATGAACGGCGTGGACTTCTTCTGATCCCGACGGA
CTCGAGTTCAAATCTGGATCTGACTGAATATCTCCTCTGGGGAAAAAAGAAAAAAAAGGA
TTTTAGGAGCTATAAGT
>CL4034Contig1
TTTGAGCATCACTCAAACACTCAGACGAGCGGCAAACGGCACAGCGAGGACACCGGGGGC
GGCAGGGGCTCCAAAGTCCAGAAACAGAGCAACCGCTAGAGGACCACAGATCCAGTCAAT
CATATCACCGCCAGAACAAAGAGGACACTAAGACTTCAACATTTTGCATGATCACACCTT
CTGGAGCGAGCAGCTAAACTGTTTATTTGACATGTCACATCTCTCCAGTCGGACTGGATT
CCAGGATTTCACAGCAAAAGCCCAAATTTGACAAGACTGTTTCGGAGAAACACTTCTGGG
AAAATCGTCCTTTGTACATAACGACTTTGCTAATTGCAGCTCACATACAAGCTTGTACAT
ATTTGGATATTGTATGTGTCTTTTTCTCTCTTTGTGTAGACCCATTGATATATTTTTGAT
ATAAAAAAAATCACTGCAGACAGATCTTTTGGAAAAAAACTTTAAGCAAACTGTTCCTTT
CCATAATTGAAAAACTATGAGATCTTTAGCCTCTGCTGCCGCCGCGTCCAGGCGCCCAGT
GTACATACCAACCACGCGTGTCGTCCCCCCCGTCTCCGTGCTCGTGGACGTCGTCTTCAT
TCCATCTGTAGGCCTGTGACACTAACCCTCATGCTGTAGTCCATAGTCGTTGAGAAAAAG
TGAGAGGAATTCAGGGCTTTTGTGGTTTCATCCCCAATAAATGAATAAATAAATGTACCA
CCAAAGACTGCTGCCCCTCTGGCGTCACTCCTGTGCTAGTTTCAATAAAACTGGGTTAA
>CL4035Contig1
GGCAATTCACCGATTTCAAGACTGTGCATCTGTGGACCCTGTGCGACACAGGACTGTCCT
GGAGGAACAGTGTGTGAGCCGGCCTGCACTCTCCCTCCTGCTTACATGTCCTCCATCCAA
ACTGGATATGAGGAGCCTTGCCCGGAGGAATTGGACCGTTTGCAGCAAAAAATTACCACC
ATCAAGAGCAGCTACAAGAGAGGCGATGAGTGTGTTCGGACGTATTTGTCTTCCAGCCAG
CCAAGCCTGCTGGTGTCTCCAGCTCACCTTAACTCTGCCTTGGCTGTGACCAAAGCGTCC
CTCAGTCAGGCGGACTGGAACAAATACACAAAACTATATGAAGATTTTAATGGATCAGCT
GGTGGAAAAGTTGCTTCTTCTGTGGCTTTTAAACCAGGACAACGTGCGACTCTAGCATAA
TCTTATGCAATAATCTGACACACTGACATCCCCTTTTTATGAATCAGGTTTGTATAGATT
TGTTAACACTGAGCTTTGGATAGATGCACATGCCACCATTCATTGTATAAATTCTCCACA
CATGTACATTGTATATTTTACAATTGTAAATATTTGATTGTTAAAAATCTGAAAGTAATA
TTTTCTTAGAAACTTAAAAAGCCAGGTAATTTTGACTTTTTTTTACAGCTGCTTTTGCTA
ATTACCTAATAAATAATTAGATGGAATTAAATCTGCTTTTTAAAAAATCCTTTTATTTTG
TTACTGATTTCTCGTTTTAAGTTCTTTTTCTGGTGTGATTCTTAAAAAAAACTCCATTGT
GGTAACAGTTTGGAGCATTTTATACATTTATTCTTCAATATTAGCAAATAAAATGAAATC
TTTCCTATTTTCTTTATTTAGTTACAGAATTTTGCAAATGCAATTTCCAAATGCACATGA
ATCAGAAGCGATTTCCTAGTTTACTGTTGCACAGGTTAAAAAGTATGAATTGTAGCACAT
AATGAAACGCAAATAGATTCAATCAAAAAATTATTAATTTACTTTAAAACNCTAACTCTG
AATAAAGACTTAAATCTTTCACTTGAAGGTTTAGTTTGGGGAAAAAGGNACNAGTCNTTC
AAACTTTTAAGTAAAAGTGTCTTTCAATCATAAAACTTTCNCAACGTTCCNTTTTCCNCA
TTAAAAAAAAAAAAA
>CL4036Contig1
ACTGGGTTGTCCTGGTGAGTCTGTCTGAATTGGGGACCATGCTGAGGGTGTCTTCCTACC
GAAAACTCTTTGAGCAGGAGAACTGGGGTCGGAATGGGGGGCTGAGTGTGCAGTGTGCCG
GGCAGTACCGGCTCCCCGTCAGAGGCGCAGTCACTGACGAGTGTTGCTGTGGCGACAAGT
TAGACTTTGTTGCTGCCAAAGCTCTGAACAAAGAAGGTCTGAACCGGTTTGTTCAGGAGC
GCAGCACCATCGCTTTTCTGAATGACCGCCTGGTTAGGCTCATTGAAGTGGCCCACTGCT
TTGAGGAACAGAATGAAGCTCTTCAATGTCAAATCACTGAGCTGGAGGAGAAGCTGACCA
GTCAAAATGCCGACTCTAGCATCAAAGTGAAGGAGCACGACTGCAGCCTAGATGCTGTGG



TGGAAAGACTGCGCGTGCGGAGGGATGAGGTGTTGGGTGACACACAGAAACTGAAAAAAG
AGCTTGAACATCTGAAGGAAGAATATGAGTGGATTGAGCAGCAGAAGATGCTCATCTGGC
AGGAGCAAAATGATGTTGCCACGGAAGTAGATGCTGTGACAGCAGAGTGTCTGGCACTGA
AGGAGCAAGTAGCTATCTATGAAGACCAGCTGGCTGTCATGGGAGCCCAGCACAAGGAGG
AAGTGGAGAGTCTCCTGGAGCCAGATGAAAGGACTCTGGCAGCGGCGGCTATTACATTTG
GCAGCCCTGATATCGCTCCGGCCTTGAATGTGAAGGAGTACCACTGCCAGTTGGCCAAGA
GCCTTCAGTTTGAGCGTGGCACATCCTCCGCTCTGGCTGTCAGACGTGATGGAGAGAAAC
TGGAAGAGGGAAGAACTGCAGGGTCAAAAGTCAAAGACTTGCCAGAGGATGCAAGTGAGC
TGAAGACACTGATTTCAGAGCTCCAGAAGGAGCTCTGTGACTTGGAGAAGGATAATGAAG
AGCTGGAGGACGAGGTTGAGCTCAGGAGCTCTGCACACATGGAGGAAGTAGCTGACCTGG
AGTGCTCTATAGTTGAAATGAGGCAGCAGGAGGCCGACCTGGAAGTACAGATGACGGGAG
CAGTGTGATGACTACAAGGAGCTGCTGAATGAGAAGATGGCCAGGGACCATGGAGATTGC
TGCCTACAGGAGTACTGNTGGAGGAAGAGGAGGGCAGGTTCTG
>CL4037Contig1
AGGTTGACACAGGGATAGTCATAGCCATACCATGGTACTCCCATGACCAGCTTCTTAGCA
TCAATCTTCAGGTCTATATATTCTTGATAGGCTTCTAGTGTTTGGAGGAGTGGGGCATTT
GCCATGCCAATGCAGTCCCCGGTGATCTGGCTCTGCTCATCGTATGACATCACAAAAAGC
AAGTCACAGGACTCTGCGATGGTCACGTAGTCATAGCAACGCTTGTCAATACATTTGGGT
GACCAGGCAACATCAAAGGAGACCTGGGAACCTGGGATTTCCTTGTGGAAGGCTGCAGTG
GTCTCTTTGACCAGATTTGTCAAGGCGTAGTACTCTGGCGAGCCTTCATCCACTGCTTGC
TCAATATCAATGTTAATGCCATCCATGAACTGTCTTTTGGCCAGGTTGACCTGATCTGTT
ATCCATGTTGTTCTGTTGGATTTGTCCACAATAGAAGACAAATGAACATCCCCTTTGAGG
ACGACTCGTGCACCTTTAGAGTGCGCATGACACATGAGCTCAGCATCATACGGTCCAAAC
ATCGCCAAGGTCGTCACCATGCTCCAGTTGTAGGATTTCCATGCCTTTCCTCCCACATCA
AAGACAAACACCTCGAAGTCTCTCTCTTCCTGGATGTGCCGGCAGAGTTCTGGTCGGACA
CACGGACACCTGCTGGACCCGCGAACCGCCACCAGCGACAGCACCAACAACACCAGGAGC
ATTTTTGTTCGAACAAAAAGAAAACTTTGAACAATTTGAGAAGGAAGTTTCACCTATAAA
CCGGACAGTCATGTGAGCTCTTGTACGGAAAGTAAGATGGGACAACAGAGGTCGCATTGA
CAGCTGCCCC
>CL4038Contig1
GCAGCGCAGGAGGGAGTGAGAGGGGCAGTGGGGGCGCGCATTCATGTTGTGTGTTACGGA
GGAAGGAGAACGGTAATAAAAGAAGGCTTCCCCCAGCAGACCTGCTATTGACTCTTTATA
AACCCGCTCTGGAGAATCTAAGGGTCCGAACAGGGAATGGAACCCCAGAGGAGGATCCGC
CTTGGGTCCCCCGCGCTTCTGACCATGGTCGGAAAGGGAAAACAAAAAGGTAATTGCGGG
AAAGGTTCAACACCACGCTCGGCCCGGAAATTTTTTCAAAAACCGTGCAGTTGCGATGAG
AGCCCTTGAGTTTGGCCTGAATAGAGCTGTCACCCAAAATATTAATCAAATCGGTGACCT
CGCTTCCCTTCCACTGACTGGTCTCAGTAGCATCGTCCGCCAGGGTTGATGTTGGTATGT
TCTCGTTCCCGCCTACTTCAACGCAGAATGATGACGTTTGTAGCGTATCGATGACGTACG
GGTCGGATTCATGTGGCCAGGCCGTTCAGATGGAGGTCGCATTTCAAAAGATCGGATACG
TATCGGATTCAGGATCACATATCATACCAAGATCGGATCTGTGTCGTTCAGACTGTCATG
AAAAGGTCAGATACAGGTCGCATAGGGGCAAAAAAATCGGAATTGGGTCGTTTCAGCCTG
CAGTGTGAACGTAGCCTAAGACTACAGTGTGGCAAATGGGCATCATCGATAGTGCCACCT
GTACATTATAAGCGCATGTAACTCAAATGAGCCTTACAATTACTTCACAATACCACACAC
TTGACAAATGTAAGTTCCATTTCAACTAGCCTTAAAGGAACTACAACTGCCATCCCCTTA
TGATGCTGCCACAGCTCTCTATGACCCTCTACGGGCCAGGACAACCCAAAAACCAACAAT
ACATGTACAGGTTCATGTGACTACACCTTTAAGAAAATTGGTTTAGAGTGAAAATGTCTG
TTATGCCTTCTAACTTAGCTCCAGGCACAATAAGGAATCCCTGTTTGCGTTTGGCACATC
ATATCCACGCAGGTGCAGACCTGGCACAGCTCCCCATCCTCCGCTCCGTCAGTAAGGTGT
GGTATCAGCAAACATCCTGCTGTTNCCAGTCAGGTGCGTGCTCCACTTCCTAAACAGAG
>CL4038Contig2
AGAACGGTAATAGAAGAAGGTTTCCCCCAGAATAAATGCTAATGATTCTTTATTAACTCG
TTCTGGAGAATCTAAGGGTCAGAACAGGGAGGAGGAGGAGGAGGAGGAGGAGGAGGAGGA
TCCGCCTTGGGTCCCCCGCGCTTCTGACCACGGTCGGAAAGGGGAGAAAGAAAAATAAAG
GAATCGCGGGAAAGGTTCAACACCACGCTCGGCCATTTAGCTGGAGATATTTTCAAAAAC
CGCCGGTTTCGATAAGAGCCCTGGAGTTTGGCCTGAATAGAGCTGTCACCCCAAATATTA
GTCCAATCGGTGACCTGGCTTCTCTTCCACTGACTGGTCTCAGCAGCATCGTCCGCCATG
GTTGATGTTTATGTTCTCGTTCCCGCATACTTCAACGCAGAATTATGACGTTTGTTGCGT
ATCGATGACGTACGGTTCGGAATCAAGTCGCCTGGCCGGTCAGACGGAGGTCGCATTTGA
AAATATCCGATACGTATCGGATTCAGGCCAGCAAACCCAAGTGGCCTCGGGTCACATTTG
AAGAGATCGGATCTGTGTCGTTCAGACTGTCATGAAAAGATCAGATACAGGTCGCATAGG
GGCAAAAATCGGAATTGGGTCGTTTCAGCCTGCAGTGTGAACGTAGCCTTACAAAGAATG
AAAGGGGGAGGGGTCCAGATGACCCCACTCCCAACGTTAACATGCCTTGGAGGCACGTTA
TCTGGACCCCACAAGATAGCACCAGGGTTAGAAAATTAACAGCCTACAAAACAAAAATGG
TGAAATACATGTAACACCATTAAAAACAAATGTTTTTTTTAATGATTGAATTGTTACGTT



TAAATGATGAAAAGATGAAGTAATATTATAAGAATTTAGTGTTCCTGACAGAGTGCAATG
AAAAAATCTGTGTTTTTAAAAACCAATAAACCATGGCAATACAAGAAGCCACTTTTTATT
TT
>CL4039Contig1
CTTTGCTGCTGCTTACCTTTACCTACATTAACTTATAAAAATCTGTCAGTTAATCATCTC
TGCCTGTTTCTTTAATGTGACATCTGCTCGTTGTGACACCCTGTCTTTTGTTATTCTAGG
TCAAATTCCTCTTGTTCCTGCAGCTGACCTGAAGAGGGAGCTAGAGACCTTGCAGTATAG
AGAACATAAAAGGCTTGCCTATCAGGGACAAATCACAGCGGTTACATATTTAAGAAGCCC
AAAAACACCCCGAACGGAAGGAACAGAGGTTTCAGAAAATAACTGTGAGCATGCTGAAGG
ACACCGTTCTCCCTCACAGAGATTACGGTCTCCATCGTCGGATGAGACTCCAGCTACTTC
AAGGAAAAGGAAAATTCAAATGAGTACGCTTGGATGCAGAAAAACACATGAAATGGTGCC
AGAGGAGGAAGAGGCCAACCCTTCATCAGAAGTTCAACTCCAGGAACACAGCTGTGGTCA
TAATTCAGGTCCAGCAGCGTCCCACATTCTGTCCTGGGAAGGCAGCAGCTGGTCAAAGCA
ACAGCAGGAGCTGTCCGAGCATCTGAGTCAAGGCGGTCTGCACCAGGACAGCATCTGTCG
CAGGTTCACATTCGATGAGAAGAATGCTCTCCTGCAGTGGGGCAACCTGCAGCCATCACG
GTGGACGTCCAAGCAAAGCTCCGAGTCTGTCCCACCCGTGCTCTGTTCCGGGTATTACCA
GCTAACCATCCTGGGTATTAACAAGCAGATAGCCGTCGATGCTGCTTTTCTTCCGGTGGC
TTCCTCCGATGACCCACAGGCCGTCAGCCTACCGCAGGATTTACACAACAACACAATGCT
GTCCTGCCTTTCCTCTGGGTTCCTCTGCCCTCTTACTGCCACAGAAGACAGCAGAGACAG
ATCTCTGCATGAACCAGAGGAGATCTTGGAGACTGCTGGTGAGCTGGAGGACATGCACGT
GGTGTGCATCTTGGACCTTTGTCATTTAGGTGAAGACAAATTGGAAGTCCTAATCAACAA
GGTGTACAAAGTGGCAGAGGTTGCATTTGATTAAGAAGGAACTGGCAAATTCTCATAATC
CTCCAGTTAAGGTTATTTTTTTATGAGCTGAATTTGTGTATATATATATATATTTATAAT
TAAAATTAAACTCACTAAACACAAAAAATATATATTTGTGTGAGTTTTTTCCTAAAGAAG
ATACAACTGAGTAACCCTTAAAGTGAAATTTTTGCTCCAAAATAGCAATACATCCATTTA
AAAATATTTATTTTCAAATAGATTTCACAGTATCCAAGTTGATTTATAAATAATTTATTG
TATCTGTAATATCCAGAGAGTGTTTGTTAATTTTGACTGTAAACTTTAGTCAAATAATTG
CTTGTATGTCATTTGAAAGCTATTTTTGGAGTAAATATAGAAGGAATACAAACCATACAA
GTGAGTGTGCAACACAAAAACAGTATCAGCTCCTCTAACAAAACAGTTTCTTTATCTGTT
ACAAAATTACTTTAATTTGTAAATTATGAACA
>CL4040Contig1
AAACGAAGTTCATATTTATTAAGAGAGAGTTTATATACTTTAAATACTAATAGACAAAAA
GAATAAAAAAACACGAGTGTCCTGTAAATTTAGGCACAAATAAAAGAAAACCGGCAGTAA
AATCGAGTCACTTTCTAATATTTAACAGTGCATTTAGACTAAAAGCTTAATCAAATGAAA
CTGAAATCATCCAACCAATTTGGGTTTTTGAATTAATAAAAGCCAAGCTAAGTTGATAAC
AGATCGCATTTACATGCTCTTAATGTGGTTGATTGAACCTTTTTCTCCCTAAAAGTCCAA
ATATGAGTCTCAGATTTTTCCACAGGATACGGCTTGCGACTCATGCATCCACAGAAGGCA
GTCAGAGGAGGATCTTTCCACGAGCTGCAGAATCCACAGGAATGATGCAGAGTCTTTTCC
CTCTGTCATTACCAGTTCAGTGCCAAAGTGAAGCCATGAATCCATCCATTCATCTTCAGA
CCCTGCTGTATCCATTTGGGGTCACAGGGTTGTTGGAGCCTATTCCCGCTACTGTTATGG
AAAGTCTGGGAGCGCATTGAACAGGTCATCAGTCTGTTTGCACGGCCCAGAAGAGAATCC
ATGCATAAAAACACATTTCTGCTGCCTATATGGCGAGTCGTGAAGCTGACACAAAGACAA
CAGATGATAGCCTGGCGGGAACCCCCAAAGAGCAGAAAGACATTCAACAGCATTCGTTAC
GTTGCAGGTCCACCTTAAAACCTGCAGATGATTTC
>CL4041Contig1
CGGCACGAGGGTTAACTGGAAATCTGTAGATGGCGAAGCCTGTCAGTGTTATAAAAGGGA
CATATCTTCAAAGAATCCCAGGCAAAGTGAATGTAGCGCAATGATGAATAATGAATCTGC
AGATGTACTGAGAAGTGGCCAGCGGAGATCAGAACTCCACCTCAACTGTGAATCAAACTG
CTCGGCACAAGGTTTTTAGTTTTAGAAGTTGTTTAATATTTTCCAGTTTTCCTTACTGTG
TTTTTTAAGGGGCAGTGTGGCACATTGTCACCAACACTAGGACAGTTTGGCAATAACCGC
TTCATCCTCTCCCCTTTTCTCCACTACCCCTCCCCACCAGGCATCTTTGATTGTTTCTGC
CTGTTGCCATGGTGACCAATCCCTCCTCTCTCAGAGTAATTCCTTTTATTTTCTGTTTGT
CGTGGCAACGTTTGACGGATCACAGGTTGCCACTAGCAACCCATCCAGACCTGGTGCTGT
TATTGCAGCTCTGGCCCCATATTTTTCAAATTATTCTGTCAGCATCATGCTACTCCGTAA
GACTCAACAAGAATCCACTAGAGCTGAATTTGTTGTGCACATTACAACTGTTGCAGTGGC
GGATCACACACACACACACACACACATACGTGGAAAGAACTGACTAAAAAGCCACCTGTC
AGCACTCGCTGGCATCCCTGCCGAGTCCCATGCCTCCTCATCCGACATACGCGCGCACAG
ACCTATACTCCTGATGCTCTGTCTGCTTGAGTGCTTTCCTTATCCCATAATATGCTAATG
ATATATGAGTGAAATGTATGTACACAATCTGCTGCCGACTGAGGTAGTCGATGCTGTTGA
ACACCTTCTTTAGTCGCCCCTCTATGAGTCTTTCCCTTTTTGTGAAAGTGAAACTGTGTG
ACGGTGTTTGTCTCGGTGGCTGTGGGGTTCCTGGGATGTTTGCTTGTTATGGAAAAAGTG
TCAAATCCCATGGATGGTGATGTAAGAAAAAACAACAAGCAGAAA
>CL4042Contig1
TCCTTTTTTAGGCAATACTGTTCTGACTTCTCTCTTTCTCCAGTGTAATTTTAATGTTTC



ATAGTGACGTCCCTTTGAAGCAACATCCAGCTGCTCAGGGGCCAAATAAAAACAGGAGCA
CAGCATTAAGATCTGACGTGGTTAAGGGTGAACACTACTGTGCGGTTGGCTGCACCCTTC
AGTAAACCCAACACATGGAAACAGACGGCCCTGCACACACCAACAATAAAACTCCAGCAG
GTGCAACACATTCTTTTGCTTAAAATCAAGAGGGGGAAGAAAAATCAACGGTTCTGCTGA
GGCTTCCTGCACACACAGATTGGTCAAAGATTTGAAACAAAGTGCTTGATTGACCACTCG
CTTTACAGAGGACAAAGTCTGATAAAATCGCAGCTTTCAAAAGGGAACAAAGACTTAAAT
TAGACTCTTTAAAGATTGTTAAAAAGAAAAAAACAGCCCCATGCGTACAAGCTAAAACAG
TAATGAGGTGATGAAAAGTCTGATTAAGGCAGGCTTTCTGTAAGGCGTTAAAAAGTCCAT
TGCTGTTGGAACCTCAAAGGAGTTAGTCCAAAGTGTCTCAGTGTGGCTTTTTACATGACG
ATATAATCCTGAGTGCGGCGTGAACGGGACCCAAAAATGTGTCCGTCTGTCATGTGTTTT
TGATGTGAAAGCAGGTCTGTTGTGATGTCGAGGCTTCAGGCTTGACGCACTGCTAGGCGG
GGTGCTCCCTGGTGCTCTTGTCTGTGTCAGTGTGTGTGACCAGGGAGGAAGAGGTAGTGA
CAGGAGCCGGTGTTAGGTCAGGAGGCTGAACTCTGAGAACTGGATCTGCGGGGTGTTCGT
CTGTAGGTGGGAGGGGTACTGCAGAGGACTGAGGGCTGGGGCCCTCATTGGGTGGCTCAC
ACACGGCGTTGCTGGATTCCCATGTACCGGTTTTGATATGCATGTCTTGTCGTTCACTGC
GTCGTTAAAGTTGAACCGTTGAATAACTTTTGTTTACAGCGAAACGATAACGACGCGGAG
TCTGGCGTAGCCTCCACCCGGAAAA
>CL4043Contig1
TATTTATTGAAGCAATCAATCAAAGCAGACATGTTTGTTTATCAAAAGCTGACTCGCTGT
TCCTCAAACACAAACAAGACTTGTGGTAATCGTCCAGCTGGAAGATTCTCTCCATATTTA
ATGTCTGCTTTATGCAGATTTGCTAAGCTTTGTTATCTAATTCAAGGGCTGCCAGCTGAA
GCTAATTAAATGTTTATTTCATTATCACAAGGGAATGTTTCTGCTGCACTAGAAAAAAAA
TAGCACACATGAAATGTAAATGCCTGCTGGTATAAACAAGAACATAGAGGAGATTTCAGG
AGCATCACTGAAATTCGGCGCCATAAGCCGTATAAAAGTCTGCAAACGTGTTAACCACAG
AACTCTGGAGCTGGATTTCACTTCATGATAACTTTTGGTTAAACCATTATGGCCGAATTG
AAGAAGGGCTGCTTTAAGATAATGTATGTACATGTTGATTTTTACTGCCTACGAAGAAAA
TACCTACAATAAAAAGACACGTTTATCACACTAGCATATATAAAAAAAAACACAGAAAAG
GAAGAAAAAAAACAGGAAAAGAAATCCAGTACATGATTTGACCTCAGAGCAAAACATCCA
ACTTTCAAAATTGTTACATAGAGAAGCCTGAATTATTCATTTGGATTGGGATTGGCATCC
TGATACTGGGAGAGGTCAAAGGTGAGCCCCTTGCTGCCCCCGCAGAAAAAAAACTCTGGA
TAGACACCAATGAGAGAATCTGCCTTAGTGTAGAACTCCTCCTTCACAGAAATGACGATG
GCCTGGAAGTTCTGCACAGACTGGTCTTTGATGTAATTTGCCACCTTGCCAATATTAGTG
TTGTCCAGAGCGGCGGGGGTGTGATCCAAAAAAAAGAAGAAGGCCGGTTTGTAGCTGTGA
ATAGCAAACAGCAGAGCCAGAGCAGCAACAGTCTTCTGTCCTCCAGACCAATTATCAATG
GGTCTGAACCTTTTTCCTGGAGCCACACAGTTATAATTGATGCCGTCCAGATACGGTTCT
TCTGGGTTTTCTGGGCCCAGGAAAGCCTGGGCCCCGGCCATAATGCCCGGGTTTNACG
>CL4044Contig1
ACTTTATTGATGGTTAATGACACTAATCTGATCAAACATGTCTCAGTTAATCGTGTTAAA
AATAAATCAATATGATTCCTATCTGCTGAGCTAACATTAGCCACATTGTTCAAACTTTTT
CCTGAGTCTCCTCTGAAGATTGGAGGAGACATCTGCAGTTTAATCCTATTTCTTTTAACC
AACTTTGCAGAAGATGATTTAAAAACAAACTTTATTATCAGTCCATCAGCAGAAACTAGT
TCTGTACCGGTTCATCCCCATTTTCCCAGCAGTAGGCAATTGATGCCTTTTTGTTTACAT
GAGATGAGCTGGTGTGTAAAGGAATTATTAAAAAAAAAAAAACCTTTCCTTCTTATTCNC
AANAAAANATTTCNCNCNGAAAANGACCATACAAAACAAACAGACTTTTACAAAANACTN
GCATTTCNCATTTTGAAGGCGGGAGNCCAGANGCNCCAACATCCCGGGCNCGCACTTTCA
AAACNCTTCAAATAGCTTTCTTCAAGGNAACAGGGCNCCCTTTCNGNCCCATTTCANGAA
AAAAAGTTATTCCCGGGATTATGNGGGGAAAAAAAGCNGGNCNCANCCNCTAGGGGGCAA
CAAAAAAAAAAAAANGGNGNANCCCCANNGG
>CL4045Contig1
CGTTTTTTTTTTAATTTTGACTAAAAACAGCATGATCATAATTAAAAGACTATTGGGAAC
GCTCAGACAGAAAAACAACAAACATGGCTGAAATTGTTTATACAGTTGGTTTGGTGAAAT
CCATATTGCACACAGTCATTTAAAAACTTTTTTTAAGATTTGGACTCAGGACAAACTGGT
CCACCTCTTTCATATCAGACACAGAGCTAAACAACACATACTTGAGCACATCTATTTTTA
TAAGGTTACAGAGGCACAGTAAAGGTCAAGAAATCCTTTTGCAAATGAAATAATACATAA
TTTACAGATACTTATGTACTTTTTGAGTTGGAGTGTCGACCACACAAAGAACATCCTAAC
ACGTTCAGAATTATGAAAACTACAAACATGATTCAATCCATATTTATAAATGGAAAATAT
GACAATTTGTTTTTAGTGAAACCTTTTGACTGACTTGATTGAAGAACCACAGCAAAATAA
CTAATTTTATAAAAATAGCTGTGGGTGTATTAAAAAGCCCAACATGGGGAACATTTTCCC
ATCCTCCAGGCTTGCTGTATTACTCCGCCTTCTTCGTTCCGGTTCCCCGGAGAGCTGCCT
GGATGCTGCTCAGCACCTCGGTGTAAAGCAGAGTCCCCACAAAGACCACGAACGTGCCCA
ACCAGTGCCACGCAGTGAAGGGGTTTTGGAAGTAAATGATGGAGAAAATGAGGCTGAGGA
ACTTTCGTAGCGTCACCACTAAGGTGACCGTCAGCGACGTGCACTCTGTGGTCAAGACAA
AAACTCCCCGAATACAGACATATTGTGTGATAACGTTGATTAGAAGGTAGATCCACATGA
TTGGTACGGTCAGTCCCACCACAGGAACGAGTACAGGAGTGCTCTGGCTAAAATGGTTGC



AATAGTNGTAGATGTCTGTAGAAAGAAGCAGGAACCCCGGCAGGGGCAGGCAGTGGTTAT
AGAAGAGGGCCTCTTTGGGGTGTTTTCCATATTGTTTGTACAGCGTCTCCTGGAAAATGC
CCATCCGAGCCGACATCAGCAGAGCAAAGGTCAACATGGCGATGCCTATCAACCAGTGCA
CAAAGACAGAAACGCTTTCCTCCTCTGATCCCTCACTGGATGCACTCACTTGCTTGGCGG
ACATGATGGTGCAGATGAAGATGCCTGCTGAAACTAGAGCTATTGACAAATATTTCCCAG
TTGAATACCTCTTCTTGAGGATGATTACGCCTAAGATCATGTTGGCGATCAGCGACCCTG
ATCTGAAGATCATGTGTAACGGCATAGCTATGTTGAAGTTGAGAGCGTAATTATTGACCA
CACTAACGGTGAAGAACATGGTCACCATGATCATATAGTTCCTGATGGGGATCACAGCTT
TCTTCCTGCCAAAGTTTGTCTCGAAGATGAACCCTTCCAAGGCGATGAACAAAAACTGGG
CAAACGTAACCAGGTTGCCACATCCTGGAAACTCTCGTACAAGCAGCTCCAGAGTCACCA
CGTTACTACAACACCCGACAAAAACCAGGATGATGGCAAACGCGGTCCCCATGTTGTTCT
GCAGTCAAACCAAAGCGCCACTATTTAAAACGAGTTAAGAAACGATGCATGTTTGGGAAT
GAGCCGGGCTGCGTTTCGGAGCCTGATTCTAAAATCCCCGGCCATAATGCCCGGGTTTAA
CGGCCG
>CL4046Contig1
ATTCGGCACGAGGAAAACACGGCGGTTCTCGGAAAAGNACATTTAAAAAAATGAGAAGCA
ACAGGTGTGCCCTGCAGATGGGAGGTGCGCTCCTCCTCCTCCTCCTCTCCCCGTTACACG
TCCTTTCTCAGGTCCCGCCTTACGAGCAGCAGCCGCCACCGATTGTGGGCAGTGCAGCCC
ACATACCCAGCCAGCACACGCGTCTGGACAGGAACATGGTCCAGGATCAGGACCACATCA
TGGAGCATTTGGAAGGAGTCATAGACAAACCAGAGAAAGAGATGACGCCGCAGGAGCTGC
AGCTGCATTACTTCAAAATGCACGATTATGATGGAAACAACCTGCTGGACGGTCTGGAGC
TGGCCACGGCGATCACGCATGTCCACAAAGAGGAAAAGGGAGAGCACAGTCAACCCATGA
AGGAGGAGGATCTCATTGCTCTGATCGACGACGTTTTAAAAGATGACGACAAAAACAACG
ACGGGTACATCGATTATGCCGAGTTCGCCAAATCCCTGGAGTAGAGTCCATTTGGTTTAG
AGGAGTTGGCAGAAAGGGGAGAAGAGCGTGAAGCTAAAGGGAAGGAGGCCTCCACATTTG
TTTTTCTGCCGCTCACGCCTAATAATCAGGGCTGTCTGTAATTCACAAAGCTGGTGACCG
TTCATTTGGAGCAGCTGTTAGAGCACAACTCATACCTCTAGAAATTTGATCAACAGATGT
GCTGGAACATGTGCCATTTAGCACATCTGTAAAGTCCTGTCAGTCTCGGCAAAATCCCAG
CTGCTTTCTACCAAAGTCCAACAGTCAACGTCCCGACGGACTGACCGCAAAGACGCGCTC
TAACCTAACCTAAACTAAAACTGATGCTGCCTCCATCTGCCAGGCTGCTCTAGCATTTAC
TAAAACACCGTCAAACTGACTGAAGTATTTACATTTCACATGCAGCCGCTCACATGGAGT
TTGAAGCTCAGCATTGTGGACCAAACAAGCTCGTCTGTGAGTCCGGTTCACAGGTTTGTT
CGGTGACGACAGAAACGTGGCCTTTACTTGATCCAGATGTGTGAATGAATGAACGGATGA
GATGCTTCCACACTGAGCCCGCCCGCCGCCTGTGCAGCCGTCATCCTTTGGCCTCTGAGG
TGAAGCAGAGCTGCACTGACGTCACCGCGGTGACGGTAAAGCACTTGAATGTAACTTGTT
CGTTTCACACGCTCGCTGCCTTTAAAACACGTCAGGTCAAAGGTTGTTGAATCCATCTGT
GACTTCTTCTACAGTGTTTTTCATGTAGATGAGTGCTGTGTTTATTGCCATCCATTGATG
ATTCTTATGTAAAGATATAATAAATCAAACTCGGAGTATCAAATAAATCAAAGA
>CL4047Contig1
CCGGCGCGCCTTTAACCCGGGCCTTATGGCCGGGGGGAAACACTTCATCCTGATTTCTTC
GTTGGTGCTACGCTTTTCTCGTTTCCCATGAAGGCGCAAATAGTCATTCGGTAAACCGTA
GTCACAAACAAACTTATTTTTGTCGATTATTTGCAATTATTTCGGGATGATTGAACCAAA
GAAAAGAGCGGGAGACATGGCGGTAATTCCCACCGCTGTGAAGCGAGCCCGGAACGAGCT
GGTGGCGGCGGCACAGTCCCAGCAACTCGTGGCTACGGGTCCTCCTCGGACCTCCAGCCT
GCAAGCTCCCATCATGCTGATGTCGGGCCACGAGGGCGAGGTGTACTGCTGCAAATTTCA
TCCAAATGGAGCCACGCTGGCGTCTTCTGGCTTCGACCGACTCATATTTCTGTGGAACGT
TTTTGGGGAGTGTGAAAATTACGCCACCCTGAAGGGCCACAGTGGAGCTGTGATGGAGCT
GCATTACAACACAGATGGCAGCTTGTTATTTTCGGCAAGCACAGACAAGACCGTGGGCAT
TTGGGACAGTGAAACAGGGGAGAGGATTAAGCGCCTGAAAGGTCACACTTCCTTTGTTAA
CACCTGCTACCCAGCTCGCCGGGGGCCACAACTGGTCTGCACCGGCAGCGATGATGGGAC
GATAAAGTTGTGGGACATCCGTAAAAAGGCGGCAATTCACACCTTCCAGAACACCTACCA
AGTTTTGGCCGTGACGTTTAATGACACCAGCGACCAAATCCTGTCTGGAGGCATCGACAA
TGACATCAAGGTGTGGGACCTGCGGCAGAACAAACTGATCTACAACATGCACGGCCACAG
CGATTCTGTAACCGGGCTCAGCCTGAGCTCAGAGGGATCATACCTCCTGTCAAACTCCAT
GGACAACACAGTGAGGATTTGGGATGTGCGTCCATTTGCGCCTAAGGAGAGATGTGTGAA
GATCTTCCAGGGAAACGTTCACAACTTTGAGAAGAACTTGCTGAGGTGCCCCTGGTCCAC
TGATGGCAGTAAGATCGCCGCTGGCTCTGCTGACAGATTCGTGTACATTTGGGACACCAC
ATCCCGGAGAATCCTGTATAAGCTGCCCGGCCACGCAGGCTCCGTCAATGAGGTTGTCTT
TCACCCAGAGGAGCCAGTAGTCCTTTCTGGATCCAGCGATAAACGGCTGTACATGGGAGA
AATTCAATAGTGTTGAGCTTCATCTGAAAGGAAGGATGTCTGTGCTTGGAAAATGTAGAA
AAAGTAGTCTGAGTTTCTGTAATTTTACCTTTTTTCAGCATTGCAATGCTGTTTATGATC
ATCGGTCACAAGCCTTCACCTTTTTACTGGTTTTGTTTATTTTTAATAAACTTTATTATT
CGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>CL4048Contig1



CCTGATTTTTTTTTTTCCCCCCGATGGATTTTCCCAATTTCTTATGAAGCAAAGCAAATT
CAAGTTTAGTATCTTTTCGCCAGCAAACTCCTTTTGTTTTCCGGTTATTTTATTTTTTTA
TTATTAATATTATTTCAGTCTCATAAACCACACTGTCTACTACTAGCTTTGAAAGACTAT
CACCATTCAACAATGCGACTTGTAACTTTTCACACATGAGGAATTTACAGATATTCAAGA
AAAGCTGCACACATTCTCTACTTCACATTCAGAAAGTCATCCAAACAAACTATAAATTAA
ACTCTCAGGTCCTTGCATAAATTCAAATGTCTCTTTCTAAACGGTCGATGGAAAGTAGAG
GATGCATTGGCAGGCGTTCCACACAACATTAGGTTCAACTAGAAAAAGCGGAGTGGGACC
GGCTGGACAAACACTTGCACAACCATTCAAACACCATCAGCCATCAGAATCTTAGCTCAA
ACTCAAAAACATGGGAACAAAGGCAGACATGAATAGAACAAAAAACAATTGTCCAAACTA
TTTAGCTGTGAGACTTGAAAACAAGTGCACAGAAAAAAAATGATAAAATACACATCTTCT
TATGGCATCACTCAAAGACAGAACCTTTTTTTTTTNCCTTTTTTANGGGGAATTTNCCTA
TTTCCACNCTNA
>CL4049Contig1
AGATCTCCTCCCGCAGCCTGCGCAGCTCGGGGCCGGCCATCTCCTCGGCAGACATGCGGG
CGAAGGCCTGGGGGAGCAGGGAGCCGCTCAGGAGCCCCCGGCGGAGGTGCGGGTTCTTGG
GGTTCCTCAGGTTTGCCACCTTGCTCCTCACACAGGTCTTGTACCTGAGCTGGTTGGGTT
TGTGGAGCTGGTGGATGTGCTCCTCGATGGCTCCCGCCAGCTCTGCTGCCTGCTCTGGGT
CAGGGGGGTCAGGGAGGTCAGGGAGGAGGGCGGCGAGGAGGAGCTGGATACATTTGGTTC
TGGCAGATTCTAAGGACGCAGATCTCCTCTCTGCAGTGGATCCTGGACTCTGGAGACCCG
GTTCTTCCCCCGGGGACTGTGGCTCCGGAGCCTTCACCGCTGTGGGTTCTGGATCAGCTA
GAACACCGTCCTCCTCAGAACCTCCAGGAGAACCCGTGCTGCTCAGCTGATCCTCCACCC
CTCCTCTGTCTCCGCTCCTCCACCTCCTCAACAAGCCCTGGACCTTCTCCCTGAAGCTCA
GCTCCTCGCTGCTCCTCAGCAGCCGGAGCAGAACCTCCTCCAGGCCGGTTATTTCCACCT
CCTCCGCCGTGACTCGGAACTTCTCCAGCCTGTTGGGGAGAACGGCGGCGTTCCCGGAGC
TCCTCCCCGCAGAGATCTTCTCCAGCTGCAGAA
>CL4050Contig1
AACNCTTTTTTTTTTTTTTACTCTATGAGAAGGAGCCGTGTATGAGTCAGGCTGTGACTC
CNGGCTGGTTTGTTCATTCCAGTTATATCCAGTTTCTTCCAAAGAGGAGCTGTGGCTCTC
AGCAGGCTCATCAGTTTGTTGGGAACAAACGTTTAGGATGATAAAGGAGCCTCCTTATTT
CCACAGAGCATTATCTCAGCATGTTGTGTATGACTCCTTTTTCTTTTTTTTTTTGAATCG
CACTTTTTAAAGTTATGCTCTGTTACTGCAAACAAACGTTTTTGGCTGTGTGTTACAAAT
GTAAAAAAATGTTTTTTTAATTTAAAAAGAAAAAAAGAGAAATCCCAAATTTGATTATAT
TCTGACTTTAATTCTTTTCAGCAGGTGTGATGCTGAAGCACCTTACAGAACTGCTGTATC
TGTTCTGCAGTTGTCTCAGACAACATTTCAGTCAAATCTGCCCTCTTTCTTCACTTTAAA
AGTTTGAAAAGTGTTTTAAGACTGAGTTGTAAGAAAGTATTTTTGTATGAACCCCA
>CL4051Contig1
GGGTTGAACAAAAAGATTGCATAAAAATGTGAAAAACTAAAGCATTTTTTAAACACAATC
CCTTCATTTCATGGGCTCGTAAGTAATTGGACAAATGAAATAACTGAAAACAAAATGGTC
ATTACTAATATTTGGTTGAAAACCCTTTGTTGGCAATGACAGCCTGAAGTCTTGAACTCA
TGGACATCACCAGATGCTGGGTCTTCTCTTTCTTAATGCTCTGCCAGGCTGTTACTGCAG
CGGCTTTCAGTTGCTGTTTGTTTGTGGGCCTTTCTGCTCAGATCAGATCCAGGTGAATGC
AGCCAAACTGATTGGGTGGCATTTCATACAGTAATACAGATGGACATCGACCCAAAACAT
ACAGCCCAAAGCAACTAAGGAGTTTATTAAAGCAAAGATGTGGAATATTCTTGAATGGCC
AAGTCAGTCACCTGATCTTAACCCAATTGAGCATGCATTTCAAGTTCAAGAAGACTAAAC
TTCAGACATAAATACACAAATAAAACATTTAAAATGTCTATTTGTGTATAAAAACATCAC
AAGCTACAACTGATTATGATATCAGTTCAACCTATCTTAAATGAATATTCCTGTAATGTA
ATTGTGGAAAAACCCATTGTGTGTTTGTTCATATTGTTTGTTATATTGTACCGGTAATTG
AACCCACCATTACGTATCACAATGAGGACCCAACATGAGGATAATGACCTAAAACATGTC
GTGGACTTGAAACCTTTTTACTTGTCATACTGTCCATAAAGTATAAATAAAACTTTGGGC
AACAAAAGAAATGTAGAAGAAAAACAATGTGACAGCTTTTAAAAAATTGCACATTAAACA
AGACAGATACCAAATAAATACACATTATGTCAGCCCACTATCTACAGAATACAGGTCTAT
GCTGAAAATCTGAGTCGTATCTGGAGAAAAATGAAATAAAGTGAGACACAAATATGCTTA
GATGACAAATGTGTATAATCTAGGTAGGGATTATATACCTGATATTCCAAAATCTCCTAT
AAAACCAGATCTGATGAATGGGTGTTCAGCCTATTGTTACCTATGGTGTGTGTCAAAAAG
CACATTGTAAGGTTTACACGAGGAACAGCAGAACATTCAAGGCGCTAACTCCATCTTTTG
GAAGGAGTATCACTTTAAAACAAATGAATGTTTAATACTGAAGGTAGTTGGGAATACCCT
CCATAACCCTGGAGATACTCCCCTAATAATCATGTTCATATCCATGCTGATGGTAGCCAT
AACCTCCATACTCGTCCTCAGGGCAACGCATGCCAAGCGACTGCTGGATAGCCATCTCCT
GTCTGCGCAGCTGCATGGAGTCCACCAGGTCGTAAATGATAGCCATGGACCACATGGGAG
AAGGGTACCAGGATTTGACGTTGCCATCCTTCCCAACCAGCAGCATGGAGAAGTATTCTG
GACTTATCTGGAAGTAGTTCCTCATGTCCTTCACCAGAGTGGGCGACAGTCCTTCACGAT
CCACTGTGGCACTTCCATTAATGGGATATAATTCCAAGACTCCGCCCATGTCTGGCAGCT
CCTT
>CL4052Contig1



TTTTTTTTTTGTATTTTAAAATATGTTTATTTTTGAGCATCATTCAGTGAAAAAAAATGG
ATCATCAAACTTTTCACATTTCAGTCCTGCTGGATATGTTTTTATATTCAGGCAGCCACA
TACAGATAATATGGTCAAATAAGGGATCTGTCACTCAGAACGAGCTCTCAAAATCCTAAA
AGGTTATCTTTACCAGAAGCAGAGGTTTGCTTAATGAGACAAAACTAGTTGCTACATCAT
TTGTGATTGCATAGCAAACAAGTGCAAAAAACAGATAGAAGTCCTGTAATCCTTGCTGTC
CAGTGAAGTCAGGATTCATCAGAGCTCTGGTGCTCCCGGACCGGGCTTTGTCCCAGAACA
CTTCATTCGCTGTCCACACCTTCAGCGGCACAGGGAAACTTCCAGACCTGCCGCATTCCT
TAATGACAGCTCACTTACTGTCCATCCACCTTATCTTTGGGGATGAACTTCAGTGAACTG
CTGAATATTCAGAAGCGGGACAGCCCTTTGGATGGCCCGTCATTTACAAATTCGTGACCC
AGTCCGTTTCCACATTTCCCGCAGCGCACCTTGTATGCGCCTGGTCTTTCCTCGTGTTTG
GAAATGCTGTCATCGTGGATGGTCTCGGTAAAAGCTGGCCATGGGGACGAGTGCTCGTAC
TTAGAGCGGCTGGAGAACAGTTGATGTTCACACTTGGAGCACACATAGATCCCTGGTTTA
AAGTGGTCTTTAAAGACCTCTCCACCGAAGAAAGAACAGAACGACATTGCTTCAACGGGT
CTTCGGTGTTAATCTGCCTTCAATCCACCCCGGCCATAAGGCCCGGGTTAAACGGCGCG
>CL4053Contig1
GGATCCGCGGCCGCCGTTTTTTTTTAACAGTTTATTTCCCATGTTTATTAATAAGAAATG
TTCATCTTCAAGACAATACAAAGTATATTTGAGGTTTTTTTTTACAGACTTCTTGAATTT
AAGGAATATTGGTATAAATTTCTGCTTAAAAAACTAGTGTCTCCCAAATTGGAGTAGTGT
AAAACTGGGAATGCTCCTTTTGTGGCAAAACATTTGTTGGGAGGAAACATTTGTTTTCAT
TTAATCAACATTTTCAGACGTATGTGTTATAAAACATTTACAGCGAAGATGAGTCCAACA
TTACAAAGTGTCTCCTAACGGCACCAGGCGGGCAGGTAGGGGGCGGAGTCTCCTCTTCAT
GCATATATTGCTTCCAAAGCGTCACTGAAGCTGTGACAGGAAAGGATGTCGAGGCACAAA
CTGCAACAGCTGATCTGTGACTGCAGCTGTTTGGAGCTTTGTATCTACATATTGTCCCTA
TTATAAGGCTAATATTAGAACACAAAAATACAATCTTAAACAAGCACAAAAAAAATGACG
GCTGACAAACGAATAACACTGTTTACACAAAAGGCACTTCTGACACGAAGAATTCGTTTT
GGCTTAAATAGCTTGTCCAAAGGAAATGGTTAAAGTGACTGTTTTTATCTTCAGGATACA
ATCTCAATGTAAAGTTTTGACTGCTGTTACACAATCCACATGTTGCAAAGGTTCCCAGTT
TGGAAAAAGGTTTAGCTTTTCCCAGCTGCCTCCCAGTCCTGAGTCCTGCCTTCACGG
>CL4054Contig1
ATCCTTCGTTGCGTAGGTGAAAAACAACGGTAGAACACAAACCTTTTTGTTTGAATTTTT
GTCTTTGGGCGTTTATTTTGTTCAAAACTAAATAGTAGGCCGCCAGAGGCCATGCCTCTT
TCGGATCGCTCAAGCTCAGACGGTGGCGGGGAGCCTCGTCGTAGTCCTCGGGCTCGCAGA
CCCCGGACTCGCTCCCGCAGCCGAAACCGTGGCGACAGCCGCGACAGGAGTCTGTCGCCG
TACAGCTTCGGGCCCAAACTCCCCAAACCACGTAACAGAGAGCGTGAACGCGAGGAACGA
GAGCATCGATTAAGGGAGGCGAGAAACATCAGAAGGATTCGGATCGGAAGCCCCGGTCGT
AGCCGCTCCAGATCCCGGTCCAGGGAGCGTCACACCAACAACCACCACAGCCATGGGTTC
GAGCAGCGGGAGCCTCCAGGAAAACACGGCAGCTTCAGAGACGATTACTATTACGAGCAG
CAGAGGGATGACATCCAGAGACAAAGACAAGAAGCTTTCATTGCCAGGCGTCTGCAGGAG
AGGGAGCGGATCGGTGAGATGGGCTGTCCTGAAGTTTGGGGTTATTCTCCACGAGTGAAA
GAACCAGACTCTGATGAATTCACCCCAGTTGAGGATGAGAAAAACAGCAGTTCAGAATCG
AGCTCAGAGGCAGAGGAGAGGAAGAAGAAGAAGAAAAAGAAAAAGAAGTCCAAGAAAAGG
AAGAGCAAGAAACATTCAGATG
>CL4055Contig1
TTTTGTGGATTTAAATTTATTTGTCATTCTCAGTAACAAAACGTAATAAAAACTGTTTCT
AAACATAACTTTTAGTTGTTTTGTTTTGTATGTTTTACTAAACAATTGTGTACAAAATAT
GTTAACAACAAGAAGCCTTCATTTTTCCTTAACTTAAATAATTATCAATTTAACTGGTCA
AAGAACTTGTAACTAACTATTACTCCTTTCACAGTAACAGCTTAAAATGACCTCGAGTAA
AAGACTTGTACAATGAAACACAAAAGGACCACGGTCAGATAAAAGTGCAGGCTGCTTACT
AAATGATCTAAATTCATCTATGAAGAGAGTACTGGAAACGAAGCGTAACAACACATGAAG
GAAGGCAGAAAATAAACTTTCTTTTAAAAGATGGAACATACTTCAGGTAACAGCTGCCTC
TAAATCTGTAAAGTTTTTCTTTTGCTCTAGGAACAGCTGTCTCACAGAGAGTGATGAGAC
TGATCCCTTACAGGCCAAATAACTCATTCAAATCTATTTCACATCAAAAAGTGCTGACAA
GCTGCAGATGCAGCCTTCTTCTACACACCCTTGACAACAGAGGGAAACATAAACAAGAAG
AATCAGGAGTGTGTAAGTAAACCCCTTTTCATGTAAAACCAAGCACCAATGTGCTATAAT
CCCGTAGACACACACACAAAAAAAAATACAATTATTTTTAAAAAGGGAAAAATAAAGTGA
AAAAATGAACATCAACACACTAACTTCAAGCAGATCTGGCTTTTTTTTTAGAAGCTTCTG
GCTGCCAGCTGTGCACTCCCAACAGGAGGACTGATTTAGAGACGCTTTACAGATGATAAA
GGTTAGGAGGTGGTGGCGGCAGTGAGATTCAGCTGAGCTTAACATCAGGGTGACTGTAAG
TGTGTGTGTG
>CL4056Contig1
CACATCAATAGTTTATTCAAAATAGAGGAACGTCATTATTGGCACAATCACAGGCAAATT
CAGGCTGAACATAAAAGAATCGTTTTTATTGACCATCATATGAAAACTTCATGTTGTGTA
TATTTTTGCAGAGGCAGCAGACATCTTTAGCTCCACTTCATTACCTCTAGTATTGACTCT
CCTCCAGTTTTTCTTCCAGTGGAATCCAAACTTGGTCTTAAAAATGACAGAACATGCTCA



GAAGCTTTGTAAATGCAACGGACAGAAACCCCCCAAAAATCCTGTACTTCACTTCTCTTA
TCCCGAGGCAAAGTAGAAAAGGTTTGTCTGTTTTCCTGTTCTGGTTGTTCCAGACTTCCT
GTCACTGCAGCCACGACAGTAACACCACAGCCTCAAGACCAACTTCTCATTATAAAACTA
TTGTTAGAAAAAGGAGGAGCAGACTAAAAATATCAGTGTACTGCTGTCAGCTTTTTGTTT
ATCCAGAGGACAGGGACGCTGCCGCAGAAGGTTTGTTTTTGGCACACAGACACGTAAAAG
CAGAATGTAAGACGAGGCCGTGCCGACACTTCCAGCTCTGTCACAGATATGCAGTCAGAT
GAGGAAACGCCAATGCTTGCTCATCAGAAACCCACTAACCCCTAAATCTCTAATCCAGCC
TAGAATCTGAGGCTGCGTCCGTCAACAGCCGCCAGAATCCAACAGAACTGGGGTTCCAGT
GCGCTCACATGCTAGCAGATTTGATAGTATGAGGGATTCTAACTCTGCAGGGAGCGTTTG
CATTCACCTGTCACACCCACCACCTTATGCTGCTCCACCTGCAGTCACTTACACACACCT
GTCCATCTGCTCGTTGACACAATGACTAACAGACAATCACACGGCAGACACTCAGTGGTC
CGGACCATCTGCTGCAGGTGAAACCAGCATCAGAACCAGGAAGGGGATGAAGGGACTCGG
CACGAGGCCTCG
>CL4057Contig1
GCCCCAGCACCCCCCCTANCCCAAATTCCCCCCACCGCAGCCGGCTCACGCTTGACGGTC
TGGACTCTGAGCCGTGAGGCTCGCGCCCCCTACTGCACACAGCGGTGGCTCCGCCCATCA
CCTGAGCCAATCAGTCTGCAGACTGAATGTGGCTTTTACTTCCTAGATTTTATTGCGGTG
GGGAAAAGGGGCTGCTTTTATCTCCTCTTGCACCCTTGCCCCCACCCTGCCTCGTGGTTG
AAGCCCAAGCTGAAGCTACGCTCCCCTGCCGTGGATCTGCCCCCACCGTGACCGTGAACC
TCATGGCGTGGGCTGTGGGAATGCTTCTCATGCTTTGCTCTAATGTCAGGCGTGTTGTGC
TGAGCTGTGGCAAAGCCGACAGGCAGGAGGAGGAAAACAAACACTGTATCAGTTTGAAAC
CTTTGTTAATGTTGCACATCGTCCTTGCTGTTGGAAAAAAGAACCTTTCATATTGGCAGT
GATGAATTTTCCCTTGGCTACGCTGTAGCCTGACCCCCCCCTCTGCTCTGGCAGCACCAG
GTGACAAGCTGGGGGTCGGGTGAAAACTACTGCTTCTGTTTCTTACAAAATTAAAAAGAT
ATTTGTAACTTTAAACTGTTAGCAGCCAAAAGCCAATAAACTAACCTGAAATGGGTGCAG
CGTCAGTCCTTTAGACTGTTTGATCTCACAGAAGGTTCAGACTGCAGGTCCAGAATGTGG
TGAACGGGTTTCAGCGGTAAACAGAGGGGACTTGAGGAGGAAGTTCTCTGAACACCAAGA
TTCTACGGTTTACCTGTAGAGGAAAATAGCTGCTTGTTTCATCTCTTTGAAGTCCCACTG
GGATCAATCTTTGACTTATGATTATGCCGTTTGGAGATGAGATTAAAAACTGTTCTTTTC
TAGACATAGTTTCTGCCGAGCGGCAGGAGTTCATTCGAAATTCACCTCTGAGTTGTTGGC
AGGACTGTTGCTGCAGAGTAAGCCTGCCCCCATTTCCCATCATTTCTTTGTTCACACTCT
CTCCCACTAGCTTACAGCCCCTCACACCCCCAATCTAACGTTAGCGCTGCAACAAAAATG
AGAGCAATATCGTATCTATCCAGCTGTACAGTTCTGATCCAGATTCCAGCTCAGACCAGG
AAAACAAAAACGTTGGTGGATCTGTGTCTGCAGGTGGATGGTCAGAAAGGGGCGGAGCTG
GGAGACTCTGGCCCGCCGACTGGATCACCTGTCACAGCTACAAGCTTTTTCCAACAGCAT
TTTTTGTCTGCTCCTAATTCACAATGAT
>CL4058Contig1
CTGGGTCAAACCTTCACCCGTTCACGAGCGCGTCAGTCAAAGATGGCGACCCGAATCCTT
CAGAGAGTGGGCAAAGGCCTTCACAAGACAAATACCGTTCTTCACATCAATGGAGCGGTG
ACAATTACGCGGTCCCTCTCAGGATTCAAATCTCTTTTCATTAGAAAGGTTGACCCCAGA
AAAGATGCTCACTCTAATGTGCTATCAAAGAAGGAGGAGCAAAATTTGTACAAAATCCAG
TTTCACAATGTAAAGCCAGAGTGCCTTGATGCCTACAATGAACTTTGTGAGGCTGTGTTG
CCCTCTATTCACGCTAACCCGGAATATCCTTCTGAACTGGTGGGCACATGGAACACATGG
TATGGGGAGCAGGACCAGGCAGTTCACCTTTGGAGATATCGGGGAGGATACCCGGCTCTC
ACCGAAGTCATGAACAAACTCAAACAGAATAAGGAGTTTATGGAGTACAGAAAGGAGAGA
GGGAAGATGCTTCTGTCTCGTAGGAATCAGCTGCTCCTGGAGTTCAGCTTCTGGAACGAA
CCTGTCCCCCGTCCAGGACCCAACATCTATGAACTCAGATCCTACCAGCTCAGGCCAGGA
ACCATGATCGAGTGGGGAAACTACTGGGCTCGTGCAATTGAGATTCGTCAGAAGAATCAA
GAAGCTGTTGGAGGCTTTTTCTCACAGATTGGAAGTCTTTACACCGTTCATCACTTGTGG
GCTTACAAAGACCTTCAGTCTAGAGACGAGACCAGAAATGCAGCCTGGCAGCAAGAAGGT
TGGGACGAGGTTGTTTATTACACCGTCCCTCTTATTCAGCACATGGAGTCCAGGATAATG
ATCCCCATGAAGTCTTCACCGTTGAAGTAACCTCTAACATCTGGACAAACAGCAGCCATT
TCTACAACTCCACACATCTGTAGCCGCCAGAGGATGCACGACCTGGAATAATGGATCACT
CCATTTTTGTTTTTTCCCCCCTTTTCTGTGTGGACATATGTATTTTTTTTTCAATTAGGT
CACAAAGGATATCTCCAAAACTATTCGTGTTACATTATTAACCAGGTTACTGATC
>CL4059Contig1
ATTTAGCTTCGGCTAATTAGCAGGCTAACCGACCTGCGTGGATTTTGGGTCCAAACCGCG
ACTGACCGTGGCTCGTCAAGGATGTTCGGGTGTTTGGTCGCCGGCAGGCTCGTGCAGACG
GACGCACTGCAGGTCGCCGCGGACAAGTTTGTGTTCAACCTGCCGGACTACGAGAACGTG
AACCACGTGGTGGTGTTCATGCTCGGTACGGTGCCGTTCCCCGCCGGCATGGGCGGAGCC
GGGTACTTCTCCTTCCCGGACCCGCTGAGCGGCGGCCCGGTGTGGCAGCTGCTCGGTTTC
ATCACCAACGACAAGCCCAGCGCGATCTTCAAGATCTCCGGGCTGAAGGCCGGGAAGGGC
GGGGCGCACCCCTTCGGCATGATGGCGGCGGCGCCGTCGTCGGTGGCGCAGCTCGGCGTG
TCGGTGGAGACTCTCGATCAGCTGGCCCAGCAGACGCCGGTGTCCAGCGCCGCGGTGTCC



ACCGTGGACTCCTTCATGCAGTTCACGCAGAAGATGATGGAGAATCTCTACAACTTCGCG
GCGTCCTTCGCCGTCACGCAGGCGCAGATGACGCCGAACCTCACGGAGACCTTCATCCCG
TCCAGCTGCATGCTCAGGTGGTACGAGAACTTCCAAAGGAGGATGGCACAGAACCCGAAC
TTCTGGAAAAGCTGAACAGGGTCTCAGTGGTCCAGAATCCACCAGAACCATCACCTCTTC
CCCTCATAACAGCTTCAGACTAAAAACCAGAGTGGGAGAAGAAGCTGCTTCATCATCTGA
TCTGCTGGAAAGTTCGGGGTTTTACTGCACAGAACCAGAACTTCTGTCAAATCTGAAACG
GTGCTGGATGAGTCCACCTGCTGCTACTAACACGCCCCACATCCTGGGTTTGCTTTCGTC
TAGATTTTGAAGTGATTGTGTGAAAAGAAGCCACTAAACTCTGTCGGAACCACTGCAGAA
CTGAGTCTGAAGCAGTTGGACCACAGTCAACGTCTAACGCTGCTTTTCCACTACTATGAA
GGACTGAGTTTGTCAACCAAACAAACTGCTTTTTACCTGTTTTTTTTTTCCTCTCTATTC
TGAATGTTTGTCTGAATAAAAACTTTACTANNAAAAAAAAAAAAAAAAAAAAAACCTT
>CL4060Contig1
CCGTAAACCCGGGCCTTATGGCCGGGGGACTGAAACAAACAATGGCAAGAAGTAATAAAG
CCGACCAGGAGCTCACGGAGGTGTTTAATCAGCTGTGGGCCCTGGACTCTAACCGTCTCA
AGCCAGGCATTGATTACATCATCTCCCTTCAGGGCAAGGCGGGTTATGTGGCTCCCGGCA
GCAACAGCGCCAGAGACCGGGCCCACGCTCCACTCTTCACATACGTCAATGAGGAAAAGC
TGAAGAGCATTGAGACGTATGCGCACTTTATCAACTTGTTGGACAACTATGAGATGTCTA
CTGGTGTGTCGGAGACTGTTACTGCAGAGGAACTTCAAGAGAACCGCCTCTTCATTGATG
CCATCGTGAAGACCGACGTCATGAAGTGCGCTCACAAATATCTGGTCAGGAAGCGGCAGT
CTCCGTCGGACCCGGCTCAATTCAAGAGACAGTTGTATGACATCTGGTTCAAACTCTACC
ACAGGGACAGGAATGGAGGTGAGGATTCCTGTGGGTTTGAACATGTGTTTGTCGGAGAGA
CCAAATACAACCAAGAGGTCACAGGTCTTCATAACTGGGTCCAGTTCTACCTGCAGGAAA
AGCACGGCCATGTCGACTACAAGGGCTACAAAGCCAGACAAAACAAGGACACACCTGATG
AGGACGACCACGTGCTGAGCCTGCAGTTCAGCTGGAAAGGCCTGGTGAAACCCGTCGGTT
GCTCCTTCATCGGTGTCAGTCCAGAGTTTGAGGTCGCTCTTTTCACCATCATCTTCCTCA
TGTCCACCGAGAAAATGACCTCTGTTGTGGTGAAGGTGGACGAGTATGTCCTGGAGCTGG
TTGTCTATCGATGCGGCCGATCCATCGCCACGTCCTACCCCAAGCTGCTCAGCAGTAACA
ACAGGGATTTGTAGTTTTAACCCAATCAGTCCAGAGCCGATGCAGTCCTTTGTTACTACC
AATGTTTCTGTTTGACTTTTTGCATTTATGCAGTAAGAAATCTGTATCATGTTCTTTTGC
AATACTTGGGGAAAAGTTAAAATATATAGACTTGAAATGAATTCACATCTTTTTAAATTC
CCACTCGGATCATCTTTTGATCTATTTAAAAAAAATGTGTCAATATCATTATCATTATTT
ACAAAAAAAAAGAAATCATCAATACAGGCTTATTCAAGTATTTGTGCACCTCATCTGCAG
TTTTAATAATAATAATGGTAAAACTGACTGAAATTTGTATATTTGATCCTTTCATTTGCA
AAATCAAACCTACTTCCACGGCTTGATTTACTTGGTTACATGTAAAGTAATGTTTGTGGG
GGTGGGTGGGTATTAAAGCTGGACATTCCTCCN
>CL4061Contig1
TCGCTTCATTTTCTTCCGTGGTGATGACTTACAAATACCTGAGAGCACCTCTGAAGCAGA
GGATCATGGGTATTGGAGTTTTGGTTGCTTTGGGTTAGATGGTCACCACTACCTTCAGAC
TAAGGAAAAAACTACCGGTGCCTCTGACAGTCAGCTGTGGAGCTTGGCTCCGCCCACACC
AAGCACGTGAGGGCCACCCAGAGTGACATCACTTCCTGTGCTTCATCCAAAAATAGAAAT
GACTCGGCAGGCGGCCATCTTTGTGCGCTTTATCGGCAGATGGCAGCAGAGTGGATGGCA
AGCGAACAGGGGGCGGGGCCATCGGAGGGCGGGGCTGGTCAGATGTAGAACTGATGAGCA
GCCAGGCGGTCCATGAAGGGCTGAACCACGAAGCCGGTGGAGAAGTAGAAGATGAGGCCG
AAGGTGATGGAGATGGGCAGCGCCGGCAGGGCCTTCTTAAAGATGGCGAGCAGCAGCAGC
GTCAGGCACAGACCGATGAGGATGGCGATGAAGCAGGCGATGGTGGTGTTCCAGTCGCCG
CCAGTCGCCGCCGCCTTCCCCACCAGAACGCTGTAAAAGATGAAGTCCCCCAGACCCAGC
TTCACCCCCCGGTCCTCCTCCTGCTCCTCTTCTGCCCCCTGCCGTCCACCCTGAGGCTCC
GCCCCCTCAACCATCTGATCCGCCTCCTCATCTGTTTCAGAGCTGTGGGCGTCCACCGGA
CTCGCCATGGCCACGCCCCACATCATGGCTGAGGAGTAGATGAGGGCGGGGAAAATGGGC
TCGTTGCGNTCNTGAGCCGTTTCCACCAACATCCTGAGGGGCCCTTTAGGACTGAGAACG
GCCACCAGGTCG
>CL4062Contig1
TCGGCACGAGGACGATTTGACAGCCAAACGGGGATTACTTCATGCTTCAGTAACTTTGGT
CGTCAGTCAGCTCAGGTGTGAGACGATGCAGCAAAGCAGCAGCAGCAGCAGCAGCAGGTT
GATGCAGCAGCTGTGGGAAAGATGGACGTCCTCGGTGAAAAACCTTCAGGAAGATCCCTG
GGTTGCTCGGTTGATGACCACGAGGATCGGCCAGTACGTCAGCAGCCATCCTTTCTTAGC
CCTCACTCTGCTGATGTTCAGCATCATGGCTGCCCTTCCTGTTGGCATCTTCCTCACATT
TGCCCTTGTGACAGCCATCGTTTCAGCAACAGGTTTTGTTTTCGTTGAAGTGATCCTTCT
GATTGTTGGAGGCTTGACCCTGCTGTCCATCCTCGTCGGCATCGCCTTGTTCTCTCTGCT
GGTTTCAGTCGTCGTTAATGCATTCATCAGCTCCATTCCCAGCCAACTGAAAAATTATTT
CACACACTGGGCGAAGAATGGCGTCAACCAGGCGCAGAAGACTGAGAATGAAACTTCCGG
ATTAAAGGAGTTGTAGTAGATTGCTTTGTCCTCCTAAAAGTTTTCATATTTTGAGGCGAT
TTGGATCCAATCTGAACGTACTGAATGTTAGCCTGATGAATGTGGTTTGTTGTTGGAACA
GACTTGCTGAGCACCAAACTAACTTATGCATGAATGTCCACACCCAAAATGTGGTTTAAG



AGGTTTTACAGGATAATTCATCCGTCAAAGTACATGCTTGAGTCTTTTTACAAGTCAATG
TCTTTACAGCAAAGTATATATCTGTTATTAATCATCTTATTCAAAGTTATCCAAATATTA
ACTCTAATTTTCAACTGTGATGTGCCTTGACTTTTTTTTTTCTTCTTGCTGATCTTAAAA
TGTTTTACATTTCTTGGATTTGACATTCCTTCTATTTTATTCAGCAAATTTTCTATATTT
TTTTTTAAATAGAAACATCCACCATCTTGGTTTTTACGATACAATGGAAGTTGTTTCTTT
TAAAAA
>CL4063Contig1
TGTGGGAGAAGTTTATTGTGAACTGCCCTTACATTGAAAACAACAAATACATCCACTTCA
CAGAGGGATATCAGATTTTATTAGAAAGTTTTTCATTGAAACGACAGAAAAATTTAGAAC
TTCTTCAGAAAAAAATAACTTCAGATAAACTGGACTCCAGCATCGGTGACACAGAAGGAG
CTGATCCTGGAAGCCTTTGTCCTGGAGGAAGAGGAGCTGCAGTGGACACGAAACACTTGT
CTTTTCTCCTCCCTGCTTCCTCCTGCTGTGTGGTTTTCAGCTTCCTGTCGAGAACACAGC
ACTCTGTGTGTAACAAGGCGTTGCCAGGGGCGACACAGATACGGGCGGTCAGCTTCTAAA
GTGGAAGAGCGTGACGCAGCCAGTCCGCTACAACTCCTCCTAATGGTATGGCAGGTGGCA
AAGATGGTGAATTTGTAATCCCTGAGCAGTCGTCCCAGTAGCTCTGCACACTTGCTGAGC
TTCTCCTCCTGTCTGCTGATGCTGGCTCCGCCCTCACAGCGGTCCAGCCAATAGAAGGCA
GAAATGCTGTCAATCAAAAGCAGAGCCAGGCTGGGTCGTGAATTCAAGGTGGTCTCTAGG
TAGTGCAAGGTGAGGAGGAGCTGGGAGGATGAGGAGCAGTGAACAACAAGGAGACGGGAA
AGGCTGGAACGTAATGCTGCCTCCTCCAATCCGGCTGAGCTCAGTCTGCTATCCAGAATG
CTGACCAGTCGTAACATGTCCAGGCTGTAGTCAGTGTCCACAAACAGGGCGTCCACCTCC
AGTCCGCCAGCAGCCTCTGGCAGCACGCAGCGACACAGGAGGTGGTACAGCAGCTCCGTC
TTCCCTGTGCCCTCAGCGCCGCACAACTCCACCACCTCACCGTGGCGTGGTCCCTCATCC
TCGGCAAACAGGCGAGGTTCAATGTCCTTCAGGCATCGGCGAGCCTCCAGACGGGCAAGC
AGCTGGGTGCCACTCTCGTTCATTCCCGCGCGAGCTTCATCGTCCTCCGGCGTGTAGTAG
GCC
>CL4064Contig1
CGCGTTTCCCGGCGATGTCCGAAGAAACGGCGACTCTGCTGTCCAAGGCTCTAGCGCTGT
CCTACGGACTCCTGTGTCTGCTCATGGCCTACCTGACCCACCTGATGGGGGATTCGGTAC
TGCAGGTGGCTCTGAAGATCTTCGGGATGATGGGGGGTCCAGTTCTCGGGCTCTTCTGTC
TCGGGATGTTCTTTCCATGGGCCAACTCCACTGGAGCCGGAGCAGGTCTGGCTGCAGGTC
TGGCCGTGGCCTTCTGGGTCGGCATTGGGAGCATCGTGACCCGCAGCGGCGCCGGCAGGG
CGCTGCCCGTGAGCTGCAGCGCCGTTCCGCCGTCACACAACACGTCTGCCGTCGGGGAGG
CCGCTCTGAGGACGCAGAGCGGACTGCAGAGGTTCTACTCGCTGTCCTACATGTGGTACA
GCGGCTTCAGCTGCCTCAGCGTGGTCCTGGTGGGTCTGGCTGTCAGCCTACTCACAGGCC
CGAAGAGGCAGGAGGACCTGGAACCAGGAACCGTCTTCCCTCTGTTTGGGAATGTTTTCC
GGTTCCCGCCTGATGACATGAAGTTCTGCGGTGGAGATCTGACCCAGTCTCTGCCGGCGC
CGCCAGGATCTTCTCACAAAGGAGCCAACGGTCTTCCCGCCCTGCAGGACGCAGCGCCAG
AGGAAACGGAGAGGTTTCTTCCAGAGGCCGACTCTCCGTTTGTGGAGTATGAAACGGCGG
TGTGAAACGGCGGCGTGGAGCGGCGAAGCATGTTTCCTGTAGGAAGAAGACCTGGACTGA
CGTGAACCGAGTCCACACTTTACAGTCCCACTTCATGCAGATGTTCCTGAGATGACTTCA
TCATCTTCACACCATGAACTGTCAACTGCATCAGGCTCCTCCTACATCCCAACGAGGAGG
AGGAGGAGCTGACTGAGGAGGATGATATTTGGGGAGGGGGGGCAGCATGTCCAGGGTTCA
GATGGATCCCAGATCAGTTTTTCT
>CL4065Contig1
TTTTTTTTTTAGGGGACAATCTGGATCTGTTTATTTTGCATTTGTTCATTTTTTTTAAAA
TGTTCTAGAAAAGTATCGGATCCGAACTCGGTATCAACAGGTCCTCAATATCAAATGAAT
GTATACAATTGCATAAACATAACCAGATTGAAGCTGGCTGCACCACTAAAAACCCCTTCA
AACCCCCAATACATTGTTTCTGTGTTTACAACACGGCAGACATTAATTGGACTCGTAAGG
AAAGTAAAAGTCCTTGGTCAACATGGAGACAATGCAAGGGATCTGCTTTTTGCCGCTAAA
TCCAGGCGCGTTGGAAGAAGACTAGAAGTGCGTCGCCACCTTGTGGTTTACTCGAGTCAT
AATCTGCATCAGGTCCAGTGTTTTACTGAACTTCTCCAGCATCTCACACAGCGACTGGAT
GAACCAGGACCCGTTGGCGGTGCTCCTCCACGAGTAATAGCCTGAAACGGTGGAGTAGGC
GAACAGGAAGTCGGCCTCCAAGGGAATCTTCTCTGATGTATCGTCTTTGGCATCGTGCTC
TATGCCCTCATCGAAGAGCGTGCCACGGCACGCCTGTATGAAGAAGAGCTTTGGTTTCCC
CACAAGACTCAAACAGCTTCGTCCTTTCAAGCATTCTATGAGCTTGTTGAACGATACCGG
ACCATCAGTGCCGTATATCACGCCCTCCTCTCCGTGACTGAGAATCACACAGGCAAAGGA
GGCAAACTTACTGTGGTCTTGGTTGGACATTTGGCGAAACAGCTTTTTCATCTGATCCAC
GGTCTGGTCGTTGTACATTTGGATTTCGTAGCCCAGCTTCATAAAAGACTTCCAAGCAGC
AGCAGCGTCATTGTCTGTACCGTTACGAGGACCCATCCCGGAATCTTTGTGAAAGTTTTT
GTTGTTGATAATCAAGCAGATTCCCACCCTGGGGTAGTCCATGCTGTAGCGGTAAGGGTC
GGCGTCTTGTTTTATGACGCAGACATCAGTAGACCTGGGATTTGGCTGATTAGCAGGGGA
CCTCTTGCTAATCACAGGTTTGGTGTCCACCTGGTCCTTGCCTGAGAGCTCTTCAGCAGT
CTCAGCCATGTCCCAATTCCTCTCCTCAACCCCAAAGTATCACAATTTTTATAAAAAATA
ATACATGAATAAATGACTGAGTTTTTTTAAACTTACATTCAATGTGCGATTCCTAAAAAA



GTGCGAGCGCTCTTCCGTTTCCC
>CL4066Contig1
TTCCCTTCTGGCTTTGAACACACAAGTAAACAGTCAGAGAAAAGAGAAAAGAAAAAGAAA
AACACATTTAGCCTGAAACCAATGACGTCACCTTGACGAATCCTTTTCAGGCCAAACAGC
AATAAAGCTGAGACAAAAAGATGCTGTCTGTAGTGATTCAAAATAGTCCTAAATACCATT
CAAGTGATGCGATTGTTCACATCATGTGTGCAACAAGTTAGAAAAGGTCTGATTGTTTCA
AAATGAATACCAGCCTTAACTGAGACTTCCTATTAAACATCCCATTAGTTGTGGAAATGC
ACTGCAGTAATTTATCATTTTATATAAAAATGCAACAAGTAAAAAATAAAGCAAAACAAC
TGGTCAAAAGCTCAGTCGTTTATGTTTTTCACATGACAACCACACGCACTGGCCACTGAC
CGTCTGTTGGGAAATAACAAATAAAAAAACATTTTATGACCTCAAAAAAGTAACAATCAA
AAATCTCTGAAAAATTACAGTACTTTGAAGTTGATGAGTCATTTAGAACTAACAGAATAT
GAAAGAAATTCTTTAAAAGATGCACCGAACTAGGCACACAGATCGATGAGAATGATGTGT
TTGTAGATTTGCGCCAGCAGCATCACTATGATCCCTGCTGTTCCCCGTGGACCATCATCT
GGAAGAGCAACACATTCCTGCTGTGCATCACAACACAGATTGAAACATTCAGAACACTGT
GTCTGTTTTCCTGTTTTTTAAGAACTGCAGCCTTTTTTTTTAAGGAAACATCTACAATGA
TGGAAGCTGCCTGTCTCAACTTCTTTCAAACTGCTTTTTTTAAGAACTGAGTTGTGAGAG
CTGGGAGACAACAGCTCACAAACAGATGTTTAAAGTTCAAAATGTGTAATTATTGCATAC
AAATATATTTAAAAAGATGCACCCATGCTTGATGTTCAGAAAAATTTTACATGAAAAACA
AGCACATTCTCAAAAGTTTCATTTAAGTCCCACAACTTTGTCCAGAAAGTTGGCAAAAGT
CTTTGGTTGTCCGGGTGGGAACGGCTGCAGAACAGAGAGGTCCATGGTCTTCAGAGTTTC
TGTGAGGGAGCTGCATGTGCAGTACAGCAGATGGTGGTCTGTGTGCAGCTGCCTGGCTAA
CTCCAGCTGGTGGTTGTCCATCAGCTTGTCGTTGACTACAACCAGCAAAGGTTTGCCAGC
ACCAAGAGCTTCCAGACAACTTCCTGCTCCTGCATGGCTGATGACAAGATCAGCTTGTTT
CATGTCCTCAGCAATAGAGTCTTTAAATCGAAAAACTTCTAGTTTCAGTTCTGGACAGCT
GTCAGCATCTGGGAAAAAAGATCCTCTTCCAATCTGCAGAAGCAAACGCTTGTATCCTCG
AGCCTTTAATGCCTTTGCGGCTTCAGAGCACGTGACCGTTTCAATCAGCTCGTCAAACCT
CGTCGTACCAACGGTCACAAACACCGTCTTCATGGCAGCTCAGCTACACTCACAATTAGC
CAACTTTTAAACGTATTTTGTCAAAGTTTTATTCACATGTCGTCTTCTTCCCGAAGTCTA
CTGTGGTGACAGCTGTTTCCGCTTTCCC
>CL4067Contig1
GACANACACGNANACACANACACANACACACACACACACACACACACACACACACACACA
GATTTGTCACAGAAACCNCTTTAGTACTCGGATCGTAAAACGACCATTTCGTGTTTTTGT
TGCTTGTTTTACTGCACAACACTACTGGAAAAAAAAAATACTTGCTGAAAAAATCTTTTG
TTTTGAAAAACTGCTGACGCATGTCGGACTTCCTGACAACACAAAACGACAACACTTGCA
GCCAAGTTGTTGAAAACATTTGATTGTCACGACTTTGAGGAAATGTACCAGGTAATAAAT
ATTTGAAGAAGTGTTTTTAGCTAACTGGTTGTCTATGGTTTCCATCTTTTCTGTGATTTC
CTTTGAGCGTTAGGCTTGCATACTGGCTCTTTTCTCAGCTGCTGTATTGAATGTTTTGCT
AGTGACACCACTGTATTGTGGCCATGCTTTGCATTGATCGACACCCCCCAACATGGCAGC
CATACTGTAGTTAGGCTGATTTAGTGGAACTCCTGAAACAGGTAGCTTGTCTGATTTTCC
GTACCGTCTTTTACCTTAAATTGTACCTTTTTCAAACAATGTTTTTTTTGCCATTAAAGG
TCATTTGCTGCAAAAATGAAAAGAAGTGTTGAAGAGCTGGAATAAAGTGCCC
>CL4068Contig1
TTCGGCACGAGGATTTTAACCCATTAGGTATTTTTATAAGTTTGAATTTGCATCTCAGCC
TTTTTGACTGGACAGTGTAGTCTGTCTGCGCCTGTATTTCTGTTAATTCGCAATTACATC
CCCACTCTCCGTTCCACTTCCTCGCCACCAGTTGTGTGGGCAGCATTGAGCAGTTGAACG
TCAGCCCCAGAGTCGGAGATCAGAGTGAGCCTCCAATCAGTCCCAGTACCACCACTGTTG
ATGCTGCAGGCCAGAAAGAGGGCAGTGGGCTCACCAGCTGCCACACAGATCCAGCCAGCC
AAGGCCAGAACTCAGGCCCCTGGGCGACAGTCAGCCACTGTGTGTCATTTCAACCCTCAT
GCTCCCACAGGGCTGCGGCGGAGAGAAGGACGAGGAGAGGCAGCGAGTGAACGAGCAAGG
GAGGAATGAAGGGATGGAGGCCACAAAGCAAAACAGCACCCAGAGGCCGAGAGATCTTTT
AGTGACACGAACAATCATCCGGGTCTCTGCAGGCTGGCTGGATGCTTTCCATTAGCATAA
TTAACAGGTCAAATCATGGCAGCAGAAGCAGAACCTCTGTTCATGAAGGTAATAGGTATC
CAGACAACACTATGTACAGTTAAAGGATTACAGTAAAGCATTTGTCTTCACTCTTTCTGT
ACACTGAATCTCTGCTCCCATGCCTCAATATTTCAGTTTAAATACCTGCATTTCTGTTGT
TTTTCTCTGCTACATTACAAGTCTTATCTCCTCATTGTCTTCAGGATAGAAACATGATGT
TCATCCTTTGCCAATAAATCAAAAAGATGCAAAGCTTATGACCCCTGAAAAAAAAAA
>CL4069Contig1
ATGCTATGAAGGAACTAATTTACAAGTGGGTACACTCCGGCTGTAAGCTTTCTTCCCAAG
ACATCCCCATTCAAAGACAAACGTGTTTACATGTCACAGTTAACTTGCACACCGTCTGAA
ATACAGAGCCTTGGAAGAAAAAAAAGTTAAAATTAAAATTTATTCAATGGATTCACATAC
ATCAATAGGACAGGGAAGTAGGTCTACTAATGTTTGCCAAAAAAAAAAANAANAAAAANT
TCGAAGNGACNCCNCNTTCATGAGCATAAAAAGCGCAGGACAAGTGAACAGATGANAAAN
AGGAANGGNGAAACGATNTGATGTCAACTTTCCNAGTAACCCTGGGAAATTCCTTGTTTG
GCAAACGAGGCAACACAAGCTTGGAGTAGTAAACAAAGTCAAAACTTTTCTCTCCCCTAG



GTCTACTTCAAAGTTCCCTTCAGTCCTATAACGTCNGCCAAGTCTACNAAAAACAAATAC
AAGTCAGTCTCTCTTTCTCCCCCAACAANAACATACAACCAACTGAATCAANACTTTTAA
AAATATAGNGGCAACCTTAAACACAGCCCCCCAANTTTCCCACAAACNCAAACNATGGGG
ATGAACAAGTTAAAAAAAAANGGGGGGGGANGTTTCTTTTTAAAANNGC
>CL4069Contig2
CTAGTAACCCTGGGAAATTCCTTGTTTGGCAAACGAGGCAACACAAGCTTGGAGTAGTAA
ACAAAGTCAAAACTTTTCTCTCCCCTAGGTCTACTTCAAAGTTCCCTTCAGTCCTATAAC
TTCTGCCAAGTCTACTAGAAACAAATACAAGTCAGTCTCTCTTTCTCCACCAACAAGAAC
ATACGACCAACTGAATCAAGACTTTTAAAAAAATAGTGGCAACCTTAAACACAGCCACCC
AACTTTCCCACAAACACAAACTATGGGGATGAACAAGTTAAAAAAAAAAGGGGGGGGATG
TTTCTTTTTAAAAATGCAAAGTACACATACACACAGGAAGAAAACAAAAAAAGAAAAAGC
TTAAAAAAAATACAAAAATAAACTACACAAAAGATCTTCTGCATCCTTGCTTGCTATTGT
TTTGGGAAAGTTTTTTTCTCTCTCTCTCCTACATGTGTGTGCTGCAAGTCTCTGTCCTAA
CAAAGTCACCTTTTCTCTGCAAGTTTCTTCCTCGGTTCTTTTGTCCGCTTTGTCGAGTCG
GCAACCAGTCCATGTCTTGGGGTAAAAAGCGCACAGTGATGAGATTACCAGGAGACTAGA
GTTCAGTACGATGGCTGTACAGACTTGGTTATTCATGAAGCAAATTTGTTTGGAGAAAAA
AAAGAAGAAAAAAAAGATAAGGTAGGGCAAAATGGGATGTCCTTCTTTGTGGAGGACAAG
TGCTTTGTTTGTTTCCATACCGATTTTTCCGCTTGTCTACAAACATGCCCCCACAGGCGT
TTTTTTTTTTCCGACACTGTACAACATTTGATGTAGTCTCTCTCTACATACCCTCAGAAT
TCACAAAACACAGAAA
>CL4070Contig1
GTCTGTGTCTCGGTTGAACGCTCATCCACTTTATGCCTGTTTGTACAGCAGTTTGTATGA
ACCATGTTAAATATTTTTACATCTTTATACTTGCATCAAAGGCTAGTCTGTGCGCAGTGT
AGTGTATAGAAATACCAGTTAACAGAAGGTCTGAACCGAGCCTGAGCGCACTTCTTTTCA
GGTGGGTCTGTAAGTGAAGAGTGGAGTTCAGACAAAAATGCCAAATGAATCCAAGGATGG
ATCTCAATAAAATCCAGCATCAGTGATTCTTTGTGTTAAAGACCCACTCCGATCATCTTT
TGATCCATTTCCAGTTTTTTTAATCATAAATGTCATTTTTAGCCACATTTTTTATGTATT
TCATTGGAATTTGCCATAATTGTGGGCGGGACTGTTGGCACAGAGAAGCCCCGCCCCCTC
TTCTCTTCCTGTAAGCTGAGAGCTCTCTGTTTACATGCTCTCTTGCTATCTTACAGCTAG
GGGGAGAACATGGATCTAGTCTACCGTTGGATGAGGAGCAGGGAGATGGTGGCCCACCCT
CAAATGATCTTTTTCAAAACGTATTTAGATAAATACTCAGAAATGCAACTGTGAGCCAAA
TTCTCTTAAAATATGACCTACGTTTTCAGAAAAACACCAAAATCGCGATTTTTATCGGAG
TGGGTCTTTAAAGCTAGAAAGAGGCGGTCGAGTGGGAAAAAAATAATAGGATGTCGATTG
AAACTTTAAGGTCTGGAATCCGTAATCACTGGACGTGGTTAGGCAGGTGGCTAATGAGGA
AAAAACTTCATCAACTTTAAATAAAATGGTCACTTAAATAGCTATACGAGAGTCCCAGAC
AATTGGAGCAAACTGGGAACCTGTTCCGACAAATCAGGCTACATTAAAAAAAAAAAAAGA
TTTAACACAGAAGTTAGATTAACAAAACCAAACAAAAAAAACAGTGGACCAAAATACAGA
GCCATGAGGGACACCACGCCTTACAGAATGAAGACACGCAGTGCTTTTCATCAAAAGGGT
AAAGGATTCTTAAATGATTGATCCCAGTTCTGTTAATAAATTATTCTTACAACCAAAAAC
GTGAGCGACTGTTGATCTTCACTTGTGTTTCACACAGAGCTTCCCTCAGTCTACAGAGTA
TTAACAATGGCTTTTATTTTTTTTAAAGACAGAAATGAGGAAAGCTGTGCAGAATTGAAA
GGCTTGCTGGAATAACAATAATGAGCCTTTTACGGGAAGAAAAAAGGGACAAACTCTTCA
TGTTTATGCAAAGCTAACGTCTGGTGTTAACAGTCTGATGAAAGGACGACAAAGCTGTTC
TTGTCACGTCGCCCTCAAACGTTGTTTTCACGGGGTAGTGACGGAGGCGGCGGTGGGGGA
CATCCGAGAATCTGTAAAATGTCTGTCTGGCAAAAATGAANTANAAATGACTTAAAAAGN
GCAACTGCAGNGCAGTCTGTTTCATTTGCTGCCATTAATTTTAGGGGTGAGTGTAAA
>CL4071Contig1
TCCGTCATGATGTGCTTGGCCAGCGTTCCCTCAACGCAGTATCCAGCGATGATGACACCG
TTTCTCTTGTCCGTGCACCAGCTCTCAAACAGCTCCCGGGACAGACCGCTCTGCATCATC
CCGGGGGACGCCATGACCACGCTGGGGCCAATGTCATCAAAGTGATCCATGCTCTTCAGG
TTACTGATGTGTTTGAAGACAAAAGGGTTGTTGACGTTGATGGCTTTGCGGATCTTGTCG
TTCATGGCGTTGATGTAGGTTTGATAGACAGCCATGCATTTCCGGGCCAGAGACGAAGCG
TAGTAGATGGGAATGTCGTGGAGCTCTGGGTGGTTCTGCCAGTACTCGTCCAGGATGAGC
AGCAGCTCTTGAGCCCGTCCCAGAGCAAACACGGGGATCAGACAGCGACCCTCCCTGTTT
ACAATGTCGTGCACCGTGTTGCAGAAACGGGCCTCTCTCTCCTCACGCTTCTCATGGATG
TGTGTTCCATAGGTGGATTCTGTGATGAGAATGTCTGGTTTCACACTTGGGATCTCCGCC
GCCATCAAGTGTCTGTCCTCTTGGCGGGAGAAGTCTCCTGTGTACAACAACTTGACTCCT
GCGATCTCGATCATGAACATAGCGGCTCCAAGCACATGGCCAGCATGATAGCACCAGAAC
TTGATGCCAGCCACCTCCTTTACCTCGTGGAAGTTAATGGTCTCAATCTTTTCCATGCTG
TCTTCCAGGTCCGTCTCCGTGTAGAGCATCTCATCAGCAGAAATGTTACTGACTTTGATG
TAGTCTGACAGCAGCCAACGATAGATGGCTTTGGTGGCATGCGTCATGAACGTCCGCCCT
TTAAAACTGGTCTTCTGCAGAAACCAAGGCAGGGCTCCGCAGTGGTCCAGGTGGAAATGA
CTGATGAGCAGCAGGTCGATCTCAGCCGGATCGATCAGGTCAATGTACGGCAGGGCGTCC
ATCCCCTCCAGACCAGGATGGATCCCACAGTCTAGCATGATCTTCCTCCCTTTGAACTCC



AATATGATGCAGGACCGTCCCACCTCTTGTCCAGCCCCCAGGGGTCGGATCAGCAGCTGG
TCGCTCTCTTCAGCAGGAACCATCGCGTCCACCCTGCGTTTGGACGCCATGTTTGCTTCT
TCAACGATGGCGCGCCTGCTGTTACTCCCCGGCCATAATGCCCGGG
>CL4072Contig1
GATGAACATTGGAGCTTCCCTTTCAATCCTGTTGGTCCTTTCAACTGTCCATGCTTTCCA
GTACAACCAGCTGGCCCAGTATGTTGATGAGCATCAAGAAGAATATGTGGAGGCTCTCAG
GGACTGGGTTGCAGTTGAAAGTGACTCCAGCAACGTTCTACGAAGGCCTGAGCTTCACCG
CATGATGGAGATGGTGGCTCAGAAGCTGCAACAGATGGGAGGCGCTGTAGAGTCCGTGGA
CGTTGGAGACCAAGAGCTCCCGGACAGGCAGACGCTGGCGTTGCCTAAAGTGGTGACCGC
TCGCTTTGGCAGTGATCCCAATAAGCACACACTGTGTGTCTATGGTCACGTGGACGTCCA
GCCAGCAAAGCTGGAGGATGGCTGGGCAACCGAGCCCTTTAACCTGACAGAAATCAACGG
AAATCTTTACGGACGGGGAGCCTCAGACAACAAGGCTCCTGTTTTAGCCTGGATGCACGC
TGTAGAGGCTTACCAGAAACTGAGTATGGCGCTGCCAGTAAATGTGAAGTTTATCATCGA
GGGCATGGAGGAGACCGGCTCAAACGGGCTGGAGGCCATGATCCTGGCCCAGAAAGACAC
TTTCTTCTCGGATGTGGACTACATCGTGGTCTCAGACTGTGGCTGGCTGAGTAGACGACC
TGCCATCACATATGGGACTAGAGGCAACTGCTACTTCTTAGCAGAGGTTCATGGACCTAA
ACAGGACCTGCATTCTGGGGGTTTATGGAGGGACTGTGATTGAACCTATGACTGACCTTA
TTGGCATTCTCGACA
>CL4073Contig1
ATCGGAGGGGAGGAAGACGAGGCGAGGACTCTTCTTCTGTCAGAGCCATGGAGGAGGCCG
AGGCACACATGGAGGAGCAGGTGGACCAGGGTCTGGGGATGGAGGAGGGGGCCCACGGCT
TCCCGGAGAGACCCTCGCCCAAGGAGAGCTTCAACAGCGACTCCCTGCTGGCGCCGGACA
CCGACTTCATGACAGACGACCGCAGCTCCGCCGCCAGCGGCCTGGACGTGGTCGACCGCC
TCACCTACCTGGAGCAGAGGATGCAGATGCAGGAAGATGAGATCCAGCTGCTGAAGATGG
CTCTGGCCGACGTCCTGAAGAGGCTCAACATCTCTGAGGAGCATCAGGCTGCAGGCAGGA
GAGCAGCGGGGCTCAGAGCCAGACCCGTGTCTTTAGCTCTGCCCTCCAGACCCCCCATGG
TGGCCTCCCCGCTGAAGAAGTGCCCCACGATGCCCTCCTGCTCCACCGCCAGGAGTTTCA
GTCCAACGCCGCCACGAAGTGGTGTGAAGACTCCACCAGGAAGTGTGAAGGACGGTCAGT
GTAAGACTAAAGCTCGGCCCGCCTCCGCAGCCTCCAAGAAAACTCCAGAAGTAAGGTGGA
AGGAGCCTGCAGAGAGCGTGGGAACGAGGCGCGTGACTCACTGCAAAGATCTATCTGAGC
CCCCTCGCAAGAAAGACTGGGTTTTCTGGGGCCGCCGCTTCTGCCGCTGCAAAGGCCGAC
AGGGGGCCCACGCCCGGACACCCCCAGGCCAGGACGCCCCAGCCAGAAGAACGCAAGACC
CCGACCCCGTGCTTCACCCTGAACCTCCAGAAAACCAGCCAGAGCTCAACGCAGGACTTA
AGCAGCTACAAGAGCCCCACCAAGTCCCCCAGCCAGTACTTCCAGATCTGCTACTGAGAC
TTTAGACCCGATTGAAATGTTGTGATTGCTGTGAAATAGTTTGAAAAGAAGCTTTTGATG
GATTTTTAACTTCTCAGTGTAGTCGTAGCTCCTTTAGTTTCTCTAAATTGGAATGATTTC
AGGAAGAAAAACGCATCACTTTGGTTTGGATGTTTCAGATTTCTCTTCAGCAAACAATGT
TGTTTTTAATTGA
>CL4074Contig1
GGGGCGTCTGTACCGGGACGCCACACGACGCAGGAGCAGCGGCGGCAGCAGCAGCAGAAG
CATCAGCCCCGTCCAAACCCTCGAGGTCCACCTCTGCCAGGCAGACCGTCCCCACACCTG
TAAGGTCACTTCCAACAGCACGCCGCGCGGAAAACGCACAACCAGACGGAGAAACAGACA
AATATGATCGAAACCACTTGAGGGCAGAGCATCGGAACGACAAAGGGAAAAAAACTGATA
AAAAATGATGATGCATCTGATCTGGGTGGTCTTCATTCTTAGTGTGGCAGGCATGGTAAA
AGGCTGGGAATGCAGCGCAGGGTGCAGTCCAGAAAATGGGTTTTGTGAGAGGCAGGGGAA
GTGCAGGTGCAAACCTGGGTGGGAAGGAGAGAACTGTGACCGGTGCATTCCCTTCCCTGG
ATGTCTGCACGGCTCATGTGAAAAGGCATGGCAGTGTATCTGCAAAGAGGGCTGGGTGGG
CAGCCTGTGTGACCAAGATACCCGCCTGTGCTCATCCAGGCCGTGTTCCAGCAACGCCAC
CTGCGTAGAGACGGGAGAGGGAGGATACATGTGTATCTGTCCTCAAGGCTTTGCTGGAAA
AGACTGCCATTTGAAGAAGCAACTCTGCCTGGAGAATGGCTCCCCTTGTCAGAATGGAGG
CACATGTGTGGACGCTAGTGGCTCAGCCGCATCCCCTTTCTGTTCCTGTCCCTCTGGGTT
TTCCGGAGACTTCTGTGAGATCGGTGTTGACAGCTGCCAGCCTAACCCCTGCCTCAACTA
TGGGAATTGTACAAACCACGGCCTCACGTTCACGTGTGTCTGTCCACCGGGCTTCTCGGG
TTTCACCTGCAACGACAGCACCAGCAGCTCCTCCTGTGCTGGCAGGCCCTGTTCCAACAG
CGGGACATGTGTCCGTCAGCTTGATGGAACGTTCCAGTGTGTCTGCCAGAAAGGGTTTGC
GGGTCCAACTTGTTCTCTGCGTCACAGACCAAAGAGCAGAAACAAACTGCTTGGTGCTAG
ACCGGTGGAGCACCACATGCTCGCCCTAGCCCCCCAACACTACTCTCTGCCCGCCCACGC
CTTTCACAAGCTGCTTAAACCTCCCGATAGAGACCTGCTGAAGATCACCCTGAAGGAGAC
TGTCCACTCCTCTGGCGTTCTTGTCACTCACGGTCAGCTCATCTGCTTCGGCATGCTGGC
CTTGCTCACCTGCCTGGTTATTCTAGGCACGACGGGAATAGTTTTATTTGGCCGCTGCGA
GACGTGGCTGGCCAATGCCAAGTACAGCCAGCTTGTTCGACAGCAACGGGAACACCTGCT
GAGAGAAGTCGGAAGCCCGAGCCAAGAAGAGCCGGAGCACTCGGTAAACATCATCCTGCC
AGAGAAGATTAGACTCTCCAGCTTTGGGAGACACTACACCTCAATCTGATTTAAACTTCC
ACTCCGAAAATCTCAGAATAAAAGTTCCCCCATTCCAACAGAGGGAGACCCTGAAAACAG



ACAATCACTGATTCTGCATATAATATTTCAGTGACTTGGTTACAAATAATCATTAAAAAT
GTACAGAAGCTCANAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL4075Contig1
GCACGAGGCACCGATTACGGCTGCTCCGACGACTCCAGCAGTTCCAGTGGCTCATTAAGT
ATTCTCCTCTCCATAATCTTCCCCCGCCCCCCTACACCGGCCCGCCCTACCCGGCCGTCC
TGCTCCTGACGGCGGATCACGACGACCGCGTGGTGCCCCTGCACACGCTGAAGTTCTGCG
CCGCCCTGCAGCACGGCGTGGGCAGCAGCCCCCAGCAAAAGCAGCCGCTCATGGTGAGGG
TGGACACCCGCAGCGGGCACGGGGCGGGAAAGCCCACCACCAAAGCCATCCTGGAGGAGA
CGCACATCTTCTCCTTCATCGCCGAGACTTTGGGGATCAGCTGGAAGGACTGAGGATGAG
GGGAAGGAGATGAAGCAGACGACTGAACCAGTGAAGTGCAAAAGCAAATCCAAGATTTAG
TTTAAGAAAACCACATGACGGTGGAGGGTCACATTTTCACCTTGGTGCCATGGCGACAGA
TGAATTGTTCTCGAGGCAAAGGAACACAATTCAAGTCAATGAAGCCAGCAAAATTTTGCC
TTCCTTATTTAAAGAAACAAACAATCACTTGTCTTTTTCCACACAAAAGTGATTTAAAAA
AAGTTGCAGACACGACCTCTACCTTTACAAAACATCCAAAAACGGTTTTATGTCTGTACA
TTTTTTCTCTTTCAACAATCAAACACATCATTCACCATTTTCAACACTCCTGTCATGTTT
TAGGTTCCGTTCAGACTAAACGGCTGACCTGACAACAGTAAACCTGTACATCTAACATGT
GAAGCCAACAAAACTTCATGTATCTGTCCCAAAAGTACAAAAATATGTTTTTAAGGGATA
ATGAATGAATAAGATTTCTAAATCAGTGTTTGCTGTTGCACCAAATGATTCATTTACACC
AATAAAAGGATTGTTTTTAACTCANAAAAAAAA
>CL4076Contig1
CGAGGGTGAAAGTNTTTTTTCTGCCTGTCGACATCCGGAACGCTGACCGCTACTACGTGG
ATTCCCTCATTCTGCCCGAGAGCGAGGAGCTCTCTGTCCCGAGGTACCCCTCCGCCAACG
GGCTGCAGCACGCCAGACAGCCCGCCTCCATCAGCGACCCCAGCGAACTTGGGACTTGCA
CGTTCCCGTCCAAACCCCAGGTGTTTGGGCCGACGTGGAACCACGTCCCCGCACAGTTCC
CAGGCACAGTCTCCTCTGTTTATCATCACCACTACGGGCATCCTCAGGGCCCAGTGGCTG
CAGAAACAGATGGCCGCTATCAGTCATGGCTCCTTGAGCCCATGTCCGCTTCTTTGCCTT
TGACCGGATTACCGACGAGCCAACATTTCGGTATCAAACCAGAGGGTTTGGGGACGCGAG
GGGAAGGCGCGCTGCCCGGATCTCATACTTCACTGCTGCTCTCCGATTACGCCAACGGTA
CTGTGGCGACAGCATCACCAAGACAGAAGGACGAGCTGAGCGCGCAGGCAGACGTGAGCG
CGGAGGGCGAAGAGAAACCGGGCCTCGACCCTAATAACCCGGTTTCCAACTGGCTCCACG
CGAGTGCCACGCGAAAAAAGCGCTTGTCCGTACACCAAGCACCAGATCCTGGAGCTGGAG
AAAGAGTTCCTGTTTAACACCTACCTGACCAGGGACCGAAGGTNCGAGGTGGCGAGGCTG
CTGAACCTCACCGAGAGACAGGTTAAAATCATGGTTCCAGAACCGCCGGATGAAGATGAA
GAAGTTCAACAAAGACGGCGCGCCGAAGGACGAATAAGTAAAGCGCAAAGGAGCAGCATT
GAGGTTGACAAGGCGGCCTTTGTGCGCACAGCTCCAAAGGACTTGTTTTTAACTCATATG
TTCGGTTGTTCTATATTACATGATTATGTGAATAAGATAAAAAAAAAGCAAAAGCATGTT
GAGCTATAGTTTTATGCGACTACCTTCATTTTGCACAACTTGACAGTGCCATCTCCATGT
AATTAGTTTGGCCATTCTCTCCTGGTTTCAGTAATATTTTCAGTGTATAGTTTGCCTGTG
CTCGTCCGTGTATGGATGTTTGTAGATTTGTGTGTTTTGTTTATAGTTATATTTGTTGTG
TGCTGACCGCATATAGTTTCCAAAATGTATTCGTTTTCCTGTTATTTTAGATAAAATCCA
GACGTTTAATAATATAAAAAGATATGAAGTAGGTGCACAAAAATGCAGAAATCTCTTGAA
AATTCTCGCAAAATTATGAAAAAACAAAAGCTACATGGCATAATTGACTACCTACGTCCT
TTAACTACCTACATTTGTTTTTAGATTATTGCGGATTGTTGTAGATTTGCTTGCGTCACT
GTAACTGAATTTCAGGGAGCAACATTTTCAAGGGAAATAATGTTTGTTAGTTAGAGAAAA
TGAAACACTGTAGGCTACTCATCGAATACCTCGCGGTCTGCTGGCCGTCTGACGTTGGCT
TCACAAATGTAATTTGTACTATTTATAAAAAAACAAAT
>CL4077Contig1
TAATTTATTACCTCGAAATGATATCAGAGGCAGCAAACAATGATTTATTTTTCTAATCCA
AGGACATAATATTCAAATAATAACATTCACCAAAAGAGGAAAAACATGTTTCAATAAAAA
AGGAGGAGAAAAGACAGGAATGGTTTTGAGTAGGAGGAGTGACTGATGCTGACCCTCTGA
GAGACTGGATGAAACAATACATTCATTTAAGCTTCTCTGCCTCTTGTTTGCAGCCTCTTT
GTCTCTGTTGGGTTAGTAGTATGGCTTTGTGAGACTCCTCCCTGTGAGAGCTGCCCCAAC
CATCAGCCTCCAACCATCAGCCCAAGTCTCTATGCAGGTATTGTTGGGGTTCATTTCCAG
CACATATTCACACACCTTCACAGTTTTTTTCACTGAACGGTGATGGGATGGGGTTGTGTC
CTGGCCCAGCTGGGTTGTTCTAAAATGCTAAGTAGGTTGTAGGGTGACAGTAGCGCTTCC
ACCAGCTAAATATTCATACGCCCTCCTGCCTTGACGCTGTGGGACAGATGTTTTGATGTC
TTTTTATAGCACTGGGGCCTCCTGACACACACATGCACATGCGGAACCTGAAGCACTTCT
CTCTGATAAGAGTCCGGTGTCTGGACACAAAATAAACTAAATACCCTGCCCATGAGCATG
CACACATCCATGCAAATGTCAGAGCGTGTTTCCATCTAAAGACGTCTGCCTGAGTCAAGC
ACAGCAAGTTTTTCTGTGCCTATTAGGCTAACAAATCATCAATCATTTCAACAGAAAAAG
GAGCATGGAAACAAAGAGGGCAGGGAGCCTTCTGGGACAGAAGCTGTCACTGAGAAACTG
CTGGCTGTAAAAGAACCGGGGAACCAAAGGGAATGTAAAGAAAAGAGACAGACAGACAGG
AGACAACATCTCCTGATCATCAGCAAGTTTTACAATCCCAGGCTAATAGCCTTTGGGCAA
AGGTAGCGCACAAATGTCCTCTTAGTTATGTAATAAGTCCCCTGTGGGGGGAAAGATGGA



GACAAACACAAAGACACTGGAGGAGGAGAGCAGGGGATGACAGCACACTGATGGAGGGAT
ACAGAAGGGAAACATTCATCAGGCTGTCAGTGGGACATGTTTGATATCTATTCCCACAAG
GATGAAACATTCCCATGGAGACAGT
>CL4078Contig1
TTTTTTTTTTTTTTTTTTTTTTTCAAGCACCAAAACTTTGCATTTTATTATATTCAGACA
CTTCGGCTTAGTTTGACGGAAGCGCCGGTGCAGGCAGGAGGCTTCACTCCCTGATAGAGC
TCACAAACCAGATGGAAGAGGGAGGACATTGCCTTTTCTTCATTCTCCTCCGTGTATTCC
CCATTAAAAGTGACCCAAGGAACGTGTGTGTGGGGAGGGTTCAGAGCTCTGGTCATGACC
GCATTGCCATGCATCAGACGGAATCCCAAGTCTCCACTGACGCAAGAGTTCACACTGGAC
CAGGAGACCGAGGGAGCATACAGGTGAAGACATGGCTGTGCAGCACTGAGCACATCTGCA
GAGGACTCCATGCAGTAGATGATTTGAAATGCAAGGGAGTTTGTTGTTAAATGGAGAATG
CAGGCCTGTATCATGTTTCCTTTGCATTCGGGCTCCCCATGCTGACAGATGAAGGACGAA
GTTGGTGATTGAACCTCCTGAGCATTTCCATAAGGCACCAGTGTAACAGACATGATGTCT
TTTAGCATTAACCAGGTGGGAAACAACTGCTCACTGATGAAAATTCTGCAGTCTGGGCAC
AGGGTCTCATAGTATAGAGTGATGGATACTGGAGGGACAGTCTCATTCGGCTTGATGGCA
TTTAGCTCCATGCACTGTTTCTGAACCTTACATTCTATAGCTATTTCCAGAGACCGACAC
CATTGAGATGGAGGATAACGGCATGACGGCTTTGGATGAGAGATTCCCAGCGCCGTCCGG
TCCACAGAGACCACAAGAACCACAGCCAGCACCCCCAGCAGCTCCATGCTCCAAAAACCC
CGGCCATAAGGCCCGGGTTAACGGCGC
>CL4079Contig1
TATGTTTTTTAATGTCTTAATNNTAAAATACATTTGTTTATGTTCAAAAAGGACATTTTG
TTGTGTCAGTCATCCGTCTGGCCTTTCCTCTCATCCGGGCAAGTCTCTGTTTTACCATCG
TAGAGGAAGTCGGCTGGGACGTTGAATTTTAGGCACTCTGCTATCCTCCTGTGTTCACTT
GAAGCAGCCTTTAGCTCATCGATATCCTGGTGTTCCCCTTCCCTTCTGTACATGAGCAGT
GTTCTGGCCGGCCTTCCCTGAAAGACAAGGTTGTAGAGGGTGACCAGGCTGCCTGGGATG
AACTGGTACATGTGGGCCCGGCCCTGGTCGTCATAGGGAGACACCTCGCCGTCCACCTCT
TTCACTCCTGCACTGACCAGATGTAAGCTGTGGTTGGACGTGTCGGGGTCGGGAATCGAC
ATGTTGAATCGGAAGAAAATGCATGTTCCGTTTGCTCTGATAGCCTCAGTGATGAGGAAG
GTTCTGTTGTCGCCGTTGTGCTTCATCTCCACCGTGGAGCTGCCGGCACTCCTGAGTATA
TTCTGGCCTGCAGGGTAGTCAGTGAAGGCCTCCACCAGAACCCAACGAACATCTGACAGC
TGGTGCAGGTCGTGTCTCTCCACCTTCAGCGGCAGGTCACAGTCGTCTGCAGCAGAAGCT
GGGCAGCAGCCGAGCAGAACCAGAAGCAAAGCGGCGTCCCGGAACAGAAGCGGCATTCTG
GATCAGCAGAGCCTGCTTCAGTTTGGCAGCCAGAGAGATTGGAGAGATGCTGCTCGTGAA
ACGCTGGACGATGGAGCCTCGTGCCGAA
>CL4080Contig1
TGAACTTTATTAGACAGTCCCTTNTTTTGACATGAACAAGNAACAACTGAGNAACCTTTG
GACACACCACTCCACGTTCTCACACCATCACTCGCGTCCCCCAGAGTCTTCAGCAGGTGT
CACCCACATCAAGTACACACTTACAGATCAGTTCAATAACATGAAAGCACACACCATACA
GCATTCAAATCGGATTATATAGGCAGTACAGATATTCAGCACAACATTCCACTACATTAG
ATTTTTTTCTGCACTTGACAGACATACTTTAATAGTAAGGAAAATATTGCAAAAATAGAA
AAAAACAAACAGAAGTTGGAGTACTAATTAAAGAATGTCCACGTTAGGGGAGGTGCTTGC
AGCATGTGCAGCTTCCACTCACACACTCAGAAAGCAGTCAAATTGGGCTCTCACCGCACA
AGCAGTCCGCTTCACGCTTCTTCTCGTTCGCTCACTCATTTCTTCACTCTTCGCCACAAT
CCATCCTCAACCGCACTCATCAGTTCTTAAAACGTTGCGCAGTTCTCTCCATTTAAAAAT
GGATAAAAGTGAAAACACCCACCGTCTCTCAGAACATGCGGAGTGAAGCCGTTCTTTGTT
GGCATAGCATTTACAGGTGGGAAGAGGCAGAATGATATGGATATCACCCCAAGAATTCTG
CCAAAGAGGAACTTCCTCACAGGAAAATGGAAGAGATGTGAACTGCAGAAGAGATTTCAA
TGAAGGCTTTTCCACAGAACTGGACTGCAAAGAAAGTTGCACTTAAAACATTTAGGTTTC
A
>CL4081Contig1
GAGGGGATTACGATCTGAGTCAGCTTCAGCAGCCGACACGTTAGAGCCCGATGCCATCAA
GCCGGTGGGAATCCGCCGTCTAGACGAGAGACCCCTCCACCCCGAGCCTCAGTATCCCAT
GAGGTCAGCAGCACCCCATCCTGGAGACATCGGAGATTTCATCAACGAGGGACTGAAGGC
GGCAGACAATGACCCCACTGCTCCCCCCTACGACTCCCTGCTAGTGTTCGATTACGAGGG
CAGCGGCTCCACAGCCGGTTCCCTAAGTTCGCTCAACTCCTCCAGCAGCGGGGGCGACCA
GGACTACGATTATCTCAACGACTGGGGCCCTCGCTTCAGAAAACTGGCAGACATGTACGG
TGGGAGCGATGACTAAGACAAAGGAGCCACACCTGGAAGGATGAAAAGATAAAGAAAAGG
AAGTATTTCCTGCTGAAGGACACGGACAGCTTCTGATATTCCCCATGAGAACGGCAGAAC
TGTGACTCTAAAGATACAAAAATCTAAAAAAATTGATACAGAATTTTTTCTAAAACAACC
AACCTAGGCTTATTGTTGTAGTCTACGCATCATATGCTTGTTGAAAGCTTAGGCATAGGC
TGTGGTCCAGATGAGGAGGAGGAGGAGGAGGTGAGACGGAACACTGATGGACTGTCACCC
TCAGATTGTCTGTATTGAATGCGCTCAGTTACACTTGAATTTCACAGTACAGAAGCACTG
GGATATAATGTGCCTTTTTGTACATTTATTTTTCATTTTCTTTGTTTTTCCTGATCAAAT
CGATTAGTTGTATGTTCAAGGCTTTAATGGTACTGACTTTTGGAGTGATTTCAAAGAAAT



TATGTAACACACTTTTTTTTTTATCTCTTTGTTTTTTTTTTTNCTTTTNCTTTTGGGGNA
CNCANCNCNCCNGTTNGT
>CL4082Contig1
AAACGGTGCCAACACTCGGTAAAGGGATTCCCAATGATGGCCCTGTGGATAAAGGCTCTG
CAGACGTTTTAGCTGGTGCAGCGACAAGGGACTTGCTGCCTCTTAAAGAAGTTATGCCTG
ACGTGAAGTGCGTTGGAAATGAAGACCTGCACACCATCACTGTGAAGGCTGAAGTCATAA
CGACAGACTGTAATGCAACAAAGAAGATTATTGAGGAAAACCCTGCAGGCTGGTGCCAGC
AGGAAAGCTGTCAACTAACAATATTCCAAGACGGAAAAACAATCTTTGTGTCTAGCAATG
ACACTAAGCCAGATACATTGGTGAATGCACTCCAGAGTGAAAAACTGAAGAATAAGCTGG
GTGTGACGAAGACGGAGATCCAGTCGTCGTCCCGTTCTGTATTCGTGGGAATCTTGGTCA
CTGGTTTGCTTGCCGCCATTGCACTCACCGTGGGCTACTTCAAATGCCAGCGCAGACCTG
CCGCCAAAGGAGCCCGGCTGGCAGAGGAGGCCAGTCCTGTAGATCCGGAGAATCAGGGAA
ACACCCTCGCGTCTGAGGCCCCTCTCAACCCCCCTCCAGAAACCCAGGAGAAGCCCAACA
TAAATGGGGAGTCTCCGGAGGCAGAAAAACCCCAAAGTCCTCCTCCCACCAACGGCCACT
CCAACGCCAAAACAGCAGACACAGAGCTGTGAAACAGCCCCCCGGAGACTGCCGTCTGAC
AATTTCCTCCAACAGATTACCCCCCCCCACACACACACACACTCAACCCAAAAAATGTTT
TTATAAGAAACCAAATTCTTCCCAACCACAGAGACCACAACAAAGTGAACACCAGAGACT
CTGTCATTCCAGCTGTTCTGACTCCTCCTGCAGCTGTTGCGCGTCAGCAAACATCAGGAA
AATCTGGCCTGATGATTGGCGGACGTGGGCGGCGCTGATGATGACGAAGGCTCAGCCCCT
GAACTGTTGACGACAATCAGGCTGGAGACCAGAGAGAAGATCGGCGGTTCTGGTTGTTTT
TTAACCATTAATTAGGGCACGATCACTTTCTGACTGCAGTTGTTGGATCCTACTGAGCCC
AACAGAACCTCTGCATGTCGTCTGGTACAGAACTCCACCCGGTCCCTCTCAGTGCTAATG
AAACTGCTTCTTAATTGTACACAAAGCTGTAAATTTGGGCTTTCCTATTTTTGCTGCATT
TTATTCACATTCCTTCTGTTTGTGGACAGTAGAAATGTGAATTCAGGCACCCAAGCTCCT
CTTCCTACCTAATGTACTGTACATATAATACTTGATAATAAGCTGCACCGAGGCGGTGGC
CAAACATAACGCTGACACTCCATTTCACT
>CL4083Contig1
TTTTTTTTTTGACAATCGTCTTTTCAAACTTTATTCAAACATTGTTCATTGAAGTGGAAA
CCAGAACATTCCAGTCGGATCTTTGAGAAAGTTAAAACATTTTAAAGACAGCTTTGATAT
CACTTTTGTTCTAAAACTTATTAGGGACCCAAAAGACCTCCATGAATGGACCTTCAGAGA
TCACAGGTCTGAAACACTCACTGTCTCTTAAAGTCAAAATCCTGACCTGACATCTAAGAA
GGTCCATCCCTCAACAGTTCAACCATCAGCAGAAACTCAGATCTGTGCAGCGTCTAAACG
TCAGAGCAGTCTTTCTGTGATCTGTGCACTCTGCTTCAGAAACGACAAACCCGCTACAGG
AGGAACATCAGACTCATCTGAACTCAGTGTCAGGCTGCTCTACCTGAGCCTGTGGCGCCA
CCTGCTGCTGGGACGGGGGGAGCAGCGGCTGCAGCTTGGAGGCAGGAAGTGACATCATCT
TGAGTTTCTTGGGGTCTGCCTTAGGCGGGACGTCGTCGTCTTCATCGGAGTCTTGAAGGC
CGTACTTGGAGAAATGGTTCACCTCAAATACCCAAGACCCACTCTCTGGTCTGTACTCTA
GGAAGCGAGCGCCCTGTTTGCGGGACGCCTTCTCCAGCCGGCCCTCGTAGTTCATGTCCG
CCAGGCGCTCGGGGCTCCTGATCTGAGTGCAGCTGGTTTTGTCGTTGGGCCAGACGCCGT
CCAGAGTCA
>CL4084Contig1
ATTAAGTCCCGGAAACAAAGAAGACACACTAAGAACCACGCAGAATTACGCTTTGGGATA
CGGACGCACCCGGAATACGGAGCTGGACGACGAAGCAGCAGAAGGAAAACTGGAGCAAGT
ATCCAGCAGCACTAACATGACAGAAAAAAGTAGTCATGTTCTAGGACTGGACTGTTACTC
TTCCTCTGATGAAGACTATAGCACATAGTTGCATCTCAAAATATGAAAACGGTTCAGTCT
AAGTGGTTACTCAGCAAAGATTTCCTGATCCTTTAAATGGGCTGTTTGTCTGGGTTAGTA
GGTATGCAGTCTTATACCCCCCCTTAGACCAGCTCCGTAGCCTAGTGATGGTGCCCACGC
TGAGCCGGGGAGATTGCGGGTTCAAATCCACAGTTGGATCATACCACACTAAGAATGGGA
TCCACTTTAGAGACTGCAGCCCACTGGCCCCCCAGGAGATTAGTCAAAGGCAGACAAGAA
ATTTAACACACCCGTTAGTGTGACAACTTCAACCATTATGGGAAAGACTTGACAATTCTC
CAGAAGACAGTCACCCACACCTTTCTTCACGAGGAGGGCAAGCCACAAAAGGTTACCGTT
AAACGAGGTGGTTCTTCACAGAGTGCTGCATTCACCAGAAACAACAGCAACCGATGGAGG
GTTTTTAAGTTAAATCAATTGAAGAATGTGGGGGAACATCAGAGGAAGTGAGCTCTGATT
GGACTTGCATCACTAGCCACTGCACACACGTTCATACCAGACATGGGCTTTAAATGTCAT
TTCTTGTGTCAAGCCAACCAGAGACAACTTCAAAAGTGTCTGACCTGAGTTCAGGAGAAC
AGGAGCTGTTGCTCTGTGGTTCAGAGCTCTCAAAAGATGAATGTAAATGTTGCTGTTCAT
TTCATATCTTGTGCCACTGTATCTTCTAAAGTTCTGCAGGCGGATCTGCTTCATGCCACA
CTGCATGAAGCACTGAACACTGATTCTGAATTCATTCAAATGAGCCCCAA
>CL4085Contig1
ACCGNTTAACCCGGNCATTATGGCCGGGGACTGCACCTACACACGGAGGTCGCAGCAGCA
GCAGCAGCAGCAGCCCCTCTCCTGTCACCACCGGGACTGCCTGTCCTCAGAGGCAGTGTT
TACAGCAATAACCCGTAACACCAAAAAGACCATCGTCCCGCCGGCAACATGGTGAACTTC
ACGGTGGACCAGATCCGTGCCATCATGGACAAGAAGTCCAACATCAGAAACATGTCAGTG
ATTGCCCACGTGGATCATGGGAAGTCCACCTTGACGGACTCCCTGGTTTCCAAGGCTGGG



ATTATCGCTTCAGCCCGGGCCGGGGAGACCCGCTTCACAGACACGCGCAAGGACGAGCAG
GAGCGCTGCATCACCATTAAATCAACGGCCATCTCTATGTATTATGAGCTTGGAGATAAT
GACCTGGCGTTCATCAAGCAGAGTAAAGACGGAAACGGCTTTCTCATCAACCTGATTGAC
TCTCCGGGCCACGTGGATTTCTCTTCGGAGGTCACAGCTGCTCTCAGGGTAACCGACGGC
GCCCTGGTGGTGGTGGACTGTGTCTCAGGTGTGTGTGTGCAGACCGAGACCGTCCTGCGT
CAGGCCATCGCTGAGCGCATCAAACCGGTTCTGATGATGAACAAAATGGACCGGGCCCTG
CTTGAGCTGCAGCTGGAGCCTGATGAGCTTTACCAGACTTTTCAGCGCATCGTAGAGAAT
GTCAATGTCATCATCTCAACCTACGGAGAAGATGAGAGCGGACCCATGGGAAGCATCATG
ATCGATCCCGTCATTGGAACAGTGGGCTTTGGTTCCGGACTTCA
>CL4086Contig1
ACTTTTCATAGAATACACCAGAGGGCTGCAAATATAAACACTATAATAGTATATCTGCCA
AACTGCATTAAAGCAAAGGAAGCAGCCAGTCAGTCTAAAGGCATCACAATGCTGCTCTGT
GATTGGCTAAGCAATGTGCAGGCAAGGATGTGTAACTAATATGGTGGCTTATAAGTGTTA
ACAAACAGTAAAATTGGTCACTTTTCTTCAGAGAAATGAAGCTGTCAAAAGTTAGAATTT
CTTTTGAGACCTTTAAGCTTCCTAAAGTTTTCATGTCGTATTTTGTTAATGCAAACATGT
TCTTGTCTATAAAATCTGGTTTCAGGAATATTTGTTTGGAAAAAAAGAATTGCAGGCAAA
TGGAGTTATGAGCAGGCGGGTCCTCTCAACCTGAGACAACAAACAAATAGAAACTTCTGA
AAAGTTTGTAATAAGCTGCTAAAACAGTTAGTTTGGTTTGATCAGTTCATATAAATGAGC
ATGTTTGCATTAACTTGGGGTTAGAGCTGCTGTTAAGTGTTTTACTTTGACAGTGAGGCT
GTTTTTGACAGCGGATAAGCTCCGCCCCCTTACAGCAGGTATGCAAATGTTTACATAATG
TTAATGACCTCAAATTACTGCAAAAGTTGACCTTCATGTTGTTTTTGTGTGTGTTACCAC
AGACTGCAGGGTTTGAGATCATGTGTCATGTTTGGTCGAGGGTCGCTCTTGTTTGTATTT
TTATTTTATTTTTCCCCTCATCTATAGGGTCAAATCAGAATCCGCTTAAAGAAAGAAAAA
ATAAAAATACTAAGTTAGAAAAAAAGATCCTTTTAATTTGACAAGTTTAAAAATTTAAAA
GCAGCTTTCAAATTGAAAGTAAATATTGTAAACTAAAGATATTGCTAATAAAAAACCCGC
AAAAGAAATATT
>CL4087Contig1
AGCCATTTGACCAGCATGGTGTTACTCCCGAGGGTGGCTGGTATTTCTCCAATGTGCCTC
CATAAGACCTTCTGTGGCAAGTTTGCAAAAGCTGCAGCAAAGATTTCTGACACCTTAGGG
CCGAGGTCACTGAGCAAGGTCCCGAGAGTCATGAGGATCACCCCATGCTCCCCAGAGCTT
TGCATAAAGTCCTCTAGATCTGCTGGAAGGGGGTTGGCAGGCTTACACTGGAAGCCTCCA
ATGTAGATAATATTTGGCATAGTGGGGCGAGGGAAGTCAAATGTAAAGTCAGTTCGCATT
AACCAAAGATCCGCTCCTTGCATCAAAGACATGACGTTAACATTATGTTCAAAGTAACGA
TCACACAGTGCCTGGTATGGGGGGTTAGAGATATAATAATAAAGATAGACCAACATGCCT
TTACAGAATACATTTTTGACTCTTTGAAAAAAGCTCATTTTGTCAGTGTTGTGAGAGAAC
AAAGCTGGGATGTATGACAGTGGGGAAGGTGTTATAGGATAATGAGCATCCCCATCTGAA
AGCCAGCGTACATTTAACACCAGTGGAAGCTTTAGATGATGCGCCAAGAGCACTCCAGCT
GGAAACACGGGGTCCGTTAGAAAAACATCATACTTGGTTTGGTTCAGTTCCTTTACCAAA
GTCTTGTTCTCCATTATGCTTGCAGCCAGATTTGCCACAAGCTGCTGGTTTTCTTTCAGC
AATTTACTGAAATTTCTGTAAAACTCAAAAAGTCCCCATAGCGTGCCTTGGTATTGACGG
CCCTCCTAAAGTATTCCTCAAGAAAGTGGTCATGAAGGTTTGGCTCTCTACGTTTTGGGG
CTTTTCCTGAGGGATGGTGATGGAGGTGTAATAAGGGGAGGATTTAGAAATGTACCAGCT
GTTTGATGAGCGAAAAACTGTGATATGATGGCCCTTTGAGTGCAACACTTCCAGTATTTT
GATCATGTTAGTCCAATGGCTTCCATCCATTGGGTACACAAGCACTTTCCCACTCTCACA
TCCGGAATTCAGGAATGTTGTAAATAATAGGAAGAACATCAAGGCTGGAAATGAAGCCAT
TTCTCATGCTTTAGAACCTTCAGTGGCTTCAAGTTAAAAACCGGAAGACTCCAAATGGGA
GAGATGATCAAAAGAGGTTTTGGATAGCTGCTGCTCCAACCCCAAGTGATGGATAATCTA
ATGTCCCTCACTGCTTTTCTGCATGGGTCTGTGTCTGTTGCCCCGGCCATAATGCCCGGG
TTTNACGGCCGCTGC
>CL4088Contig1
TTTTTTTTCTCTAAAACATGTGCAGCTTTATTCAGGACATAATGCAAAGGTTCAGCCAAA
CAGAAAGCACGACATTTGCATTGACCATCAAAAATCATTAGAGGAGTTTAAAAACAGGAA
AATTAGAAAAAAATGTCATTGTCATCTTTTCATTGTGTCCTTGCTGTCCATGTGTCTTCC
TTACTATGGACATAGATGTCCAGAGACCTTTGATCTGCTTGGGTGGTTCAGACCATCACC
CTTCACTTCTCTTCTCCTCACATTTGCTTGAGGCGGGCTCTCTGTTACCATGGTGGCGAC
ATTGGTTGTGGGTTCTGGAGATAGGACATCACAACTGCTGAGATGGATAACATAAAGCTG
CTCATCATCTGCTTAGTGTCCTCTGAGCTCCTTGAGTTTGCAAAGCTGATAAAAGAACAG
TAAACTGCTATCCAGGCGCACCACTTGAGCTTGAGCATCAGTCCACACATGCTGAAGATC
ATGCCAAGAAGATTCATGTAGTCAGGAGTGGGGTCCTCAAGGGTGGGGTTGGATTCTGTG
CTGGGGGGCTTGTATCTGAGAATTTTATTTTGCCTCCTCGGGTCTGCCATGTTATTGGAG
GACATATTGAGTTTGTAATATCCTCAGAAGGTGAAAAAAGCGAAGGAATTTCAACGCCGA
TAATCGCAGTTTATCAGCCTCTGTTGAGAAGGAAACTTCAGCTAACACCCCCCGGCCATA
AT
>CL4089Contig1



TAAAAGGCCGAAGCCGCCCACCAGGGTTTTTTTTTTTTTTTTTTTTTTTTNNNNGGTTTA
ATCATCTGGTTTATTTATAACAAAAAGAGCTTTTCTGTCCTTGACGTGATTCATTCAAAC
CTTAAAGAATCAAAACTAAAAAATATTAAAAACAAAATGTCCAGTAAGAGAAATCCGCAA
ACTAACATCAATCCAGAACAACCAAAGATGTATGTACATTTAGAAAACTTGACTTCTACA
CGTCTGGGCCTTCTCCACCTGGGATGAGCATGGTGATGTTGTTTCCATTCAGGAGGATCT
GATCCAGCTTTGTTATCCTCCTGCCTTCCGGTGTGATTTCAAATTCTGTCACGTCCTCCA
GCACCATGTTGACAAAATCATCAAAACCTAACAAGGTTCCGACGATTTCTTTGTCTGTTT
TCATGACGATGTGAATTCGAGAGCCGATGCATTTGTCCACAAGCTCGAGTGGGAGCAGCT
GGGACGGGTTCGTGCCCTGGGTGGCTGCCATGTTTACTGACGAACACGCTCCCCGGCCAT
AATGCCCGGGTTTAACGGCCGCATC
>CL4090Contig1
CTACTGGGCTTGGTGTTCTCTTGCTCATGGGTGCTAGTTAGAGAATCAAATCTTCCTAGA
AGGGTTATTGATGCTGCAGCTGCACCATGACCTCAAAGTCCTCTGCATGTCTTCTCCAGC
TCCCTTGGATGGGCTTCAGACTTTCTGCTTTCACAGCCCCGCGCTCGGGTTTCAGACCTG
TGATCCAAAACACAGCAGTGTCCGCTCACCTTGCACACTCAAGTAGACGTTCGCTCTCCA
GTAATGTCAAAGTTCGCTCCTACCTCCAGTACATGAAACGCAAAGTCATATCTCCTCCAA
GTCCTCCTTACACTCATGTTTGCCAAGTAGGAGATCCTGTCCTACGTTCTCATGCAGCTC
CGGTTGACCCTGCAGCCATAATGGGCCCTGAGGTCCAGCATGTCATCAAGAACATGGTAA
AAGTCATGCGTAAACTCGAGTGTGTCGGACTAAGCGCCCCTCAGATTGGGGTGCCGCTAC
GCATCCTGGCTCTGGAATATCCAAAGAAGATGCTGGAGGAGAGCTCCCCAGCAGTGAGGG
AGGCACGCGGTATCACCGTCCAGCCCCTCAGGATTTTTGTCAACCCCCAACTAAGGGTGA
TGGACGGTCGGACAGTGCAGTTTCAGGAGGCCTGTGAAAGCATCTGTGGATTCTCTGCTA
CAGTTCCACGGTATCTGTCTGTGGAAGTGTCAGGTGTGAATGAAAAAGCCGAAGCGGTGT
CATGGCAGGCCAGTGGCTGGGCGGCTCGCATCGTCCAGCACGAGATGGACCACCTGGATG
GGATCCTCTATATCGACCGCATGGACAGCAAAACCTTTATCAATATTAACTGGCAAGCCT
ACAACGAGTAGAGAGAACATTACCACACATAAAATGATCAGTCTGAGCTTTTTTTGAAAT
GTGTGATGAGACTGGTTTCATCACTGCAGCAGAGAGGAAAACCGGTT
>CL4091Contig1
TTTTTCCTCTTTATTACAGAAATAAATGTATACATTTTGAAAAAAACATGCATAATTTTT
TCCCATAAGGCTAGGTACACATGCAGAAATAAAAGTTAAAATTCTATTATAGAAAAGCTG
AGGAATGTCATCCTGTGCACATTTTCTGTTTCAAAGTCCTGAGTTTTACATTCCAATGCG
TTTTGGAGCTGAATGCATGCCGTTATCGTGAGTTCTAGTGCGTTTCTGTGTGGGCTGTGA
GTGGCTGAGCCTCTCCTGAGCCCAGTGTGTAGGTCTGCAGCCTGTTCAGCGTGGCTGTGT
GAACGATCCGAAGCTCCTCTTCATCCAGATCCCTCAGCAGGAGCAGAATCGCATCCACTG
TGTGAGTCCTTCTCATTGTTGGTTTTTCTCTGGTTGACGGAGAACAAGGAGAGGAAAACT
TGTCCCTGGAGAGAGGCTTCATTCCCAACCCCTGTCTGATTTTGTTGGTCTCCTCCATGT
TGTAGTTTAGTGGGTCATTCTCTGTCTCTGCATCCTGATGACCGTTGTTGGAAAGCTGGA
TAGGTAGGCTGCCTGGAGGGGTTCTGACTTCTTCACCATTCAGGAGAGCAAGAGCGACCT
CATCCTCGGTCACCACCTGATTATCGAGCTTTTGGAGACGAGGCAAACAGCGCAGAACAG
TGAGGCGATAGCGGCTGGAATCTGTTCCACAGCAGGGGTTCTCGGCCAACCAGAGCACCC
TAAGGCGAGGCAGCGGACGCAGATGGGACAGCTCGGACAGGGAGGGAATTTGGTTCCTCC
TCAGATAAAGCTCGGTCAGAGATAAACAGCCAGCCAGAGGTGAAAGCGTGGAGATGCCAT
TGACGCTCAGAGCGAGCACCTCAATATTGGGCATCTGTGTAAAGATGGAAATCTGCAAAA
ACACATAAATTCAGGCACAGAAGTTAGAATAAGATCAAGATGGAAGCAATTATCTGAATA
CTCACATCAGTCAGGTTGCATCCCCTACAAGACGATAGAAAAATCAATTGAAAAAGTAAT
TAGTATCAGATAGCAATAAAAAGCAGCATTATAACTATTAAAAAGCATGTGGTAAAGATA
TAAATGACAGACATGAATGAATATAACTAGACCCCCATAAAACTTGAGAGTTGGTGCTGT
ACACATACCAGCAGTTTAATTTTTTTACGCTTTCTAAGTCCGAGGCCTTCGCCTTAGCAA
GTACCAGTTTCCGTGTCAACTTCATGGCATTATTCCTGGTATCTTCAAAAAGGAAAGATG
CTTTCAATTACATAAAACCTCAAAAACAAGGTATGGTCCATCATAACAGCCACAACATTT
CAATCGTGCAGCTAGAGGGATG
>CL4092Contig1
CGGCACGAGGCTTGCGTGCAGCAGTCTCTCCTCTAGNAAACCGCAGCCGACCTGAACAAC
AACATGGGTATTCTGGAAAAAATTGCAGAAATCGAGAAAGAAATTTCTCGGACACAGAAA
AACAAAGCGACCGAGTACCATCTAGGTTTGCTGAAGGCCAAACTAGCTAAATACAGAGCT
CAGCTTCTGGAACCCTCCAAGTCAGCGGGGGTCAAAGGCGAGGGCTTTGATGTGATGAAA
TCAGGAGATGCCCGAGTTGCTCTTATCGGTTTCCCTTCTGTCGGTAAGTCCACCTTCCTC
AGTCTGATGACTTCAACAGCCAGTGAAGCGGCATCCTACGAGTTCACCACCCTCACCTGC
ATCCCCGGGGTCATAGAGTACAAAGGGGCCAACATCCAACTGTTGGATCTCCCCGGAATC
ATTGAAGGAGCTGCTCAAGGAAAGGGTAGAGGTCGGCAGGTCATCGCTGTTGCCAGAACA
GCGGATGTTGTCATCATGATGCTGGACGCCACCAAAGGAGATGTTCAAAGAGAACTTTTA
GAAAAAGAGCTGGAGTCTGTGGGGATCCGACTCAACAGAAGGAAACCAAACATTTATTTC
AAGCCCAAGAAAGGTGGTGGTCTGTCCTACAACTCCACAGTCCCTCTGACTCAATGCTCA
GAGAAGCTTGTTCAGCTCATTCTTCATGAATACAAAATCTTTAACGCAGAGGTGCTGTTC



AGGGAGGACTGCTCGCCCGACGATTTCATCGACGTCATCGTGGGGAACAGAGTTTATATG
CCTGGTCTCTATGTGTACAATAAGGTGGACCAAATCTCCATTGAGGAGGTGGACCGCCTG
GCACGCCAGCCTAACAGTGTTGTCATCAGCTGTGGCATGAAGTTAAATCTGGACTACCTC
TTGGAGATGTTGTGGGAATACCTGGCACTTATTTGCATTTATACAAAGAAAAGAGGAGAG
CGTCCAGACTTCAATGATGCCATCATCATGAGAAGAGGAGCAACAGTTGAACATGTATGC
CACAGTATCCACAGAACCTTAGCAAGCCAGTTCAAATACGCCCTTGTGTGGGGAACCAGT
ACTAAGTACAGTCCACAGAGGGTGGGGCTAACACACATCATGGAGCATGAGGACGTCATC
CAGATCGTCAAGAAGTAAAAGAAAAAGCAAGACAGGACTGAAAAATCCACGGAGGAGGGG
AGAAAAATGATCTGTACAGTAGAAATGCATGAAAGGAAAATAGTCGACATCCTTATTTTG
TTTATAAAGTCTTAACAGAAACGGTGAACTACAGATGCATTTTATGTTTAAAGATACCGA
AGGCTGAGGAAAGAGAAAAT
>CL4093Contig1
CAAGGTAATATATGTTTGGTGCAAGAGCAGCCAGTGTCTTCAGCTGGTTCACTGCCTGTT
TTTGATGACAAAGTCACGCCTTGAAAGTGTTAGAATGCACCCCCCTCCTCCAAAGATGGA
TAAATAAACATCTGAACTCATCATTGTGCCTATATTTAGTTTCAGAGCAAAAAATGCGTG
GAGGTCAGAGGTCAACCCCTTTAATCAAAGCTGCCTCAAGAGTGATGCTGAACTCATGTA
GTGTTTGCAGAATACGGCAAAGCGAGTGCACGGCCGCACGGTCCCGCAGCAGAGCACCGT
CCTCGTAGGTCCGAGCAGTTAGGGAACACTCTGCCAGCAGGAGGAGCCACTGGGAGAGAA
GCCGGTCCCTGATTCCAAGGCAGACGAACAGCTGGAACTTCCCCTCTTTCCCAATGTTTC
TTGGTGAGCCATTGATGGCATTGATGTAGTGACACAGTGAGTCACAGGGTGGTCCCTTTG
TCAGCGTTGATCCGTGGAGATCACCCATCTGATCGGCCGTCTCCATGGAAACCACAGCTT
TTTCTACAAAGTCCCAAACAAACACGTTCCTCTGGAAAAGACGGCCTGACTTAAACCCGT
GAAGAAGAAACTTCTCCAAAGCAAGCACCAGCCCCCCTTCACCACATAACAAGACTGTCA
AGTTTCCCCTCTCTTGTTCTGGTTTGTGAAAATGTTTGACAAGGTTGTTAGCTGCCTCCC
TCATGTCCTCCTGCACTTCCAGAGAGTCCATTCTGCTTCGGCTGCCAAGCGAGCCGAGCA
CTGCTCGGACGCTCTGGGATGGAGAAGCGAGCTCTGGAGGCGTCCCTGTCCACCTCCCAG
CATCCTCCTCCACTCCAGGTGACACCAGCTGGCCAACGAGAACCCTTTCCAAGCTCCCAT
CACCAACGCCTTTCCCCAACCATCTCCCGCATGGGAACCTGTAGGTGTGTCCGCCTCGTG
CCGAA
>CL4094Contig1
AGAAGTTGCACATTTCACTGGGATTTTAACATTTCAGGCACACACAAGACACTCCCATCA
ATTTGTAAAAAAACAAAAACAGATGCAGCTAAATCAAGAGTTCAAGGCTTGTCCCATGCG
TTCACATCAGCATAACTTTAAAACTCAGCAGTTGGACCTTCAGTTTGATTTCAAAGGAGA
GAAAAGCCTTTGCTGCCTAAAAATCCCACCCATCCAACATGGCAGGAAGCTGCAGAGAGA
TCTAGCGCTGCTGTGGGTAGTGCTGTCCGTTAGATCCTGAACCCACCTCCTCTGAGGGTG
GCGTGATGAGGAGGAGACATGGGTAGCGCTTTGATGTCTGTTCGTTGTAGTCAGTGTGAC
CCCACTGTCTCTTCCCCACAGATGCTCCCTGGTAATAGGGATGGGGGGGTTGGTGCTGTG
GCCTTGTTGACTGGTACCGAAATCTGCCTCGAAAGCCATTTTGATATCTAGGAGGACGGT
GGCCGCTTCCTCTTCCTCGGCTGTGACTCCCTCTATGTCCTCCTCTGTCAGTGGTGCTAA
TGCCTGGCATATTGGTTCTTTTAGGCAACACCTTAAGGACTCTTCCTCTGAACATCGTTT
CATGCAGACCAACAGCACTTTGTGCAGCGCTTCGATCGGAGAATTCAATGTAGGCGAAGC
CTTTAGGATGACCAGAGAACCTGTCACACAGAATCGTTACTCTGTTGACAGGACCGCAAC
CATTAAAATGGATCTCCAGCTCGTCTGCAGTGGCTCCATAGTCCACATTCCCCACATAGA
CTGATCTGTTGTCTGCATCCATCCTCTCTTCAGGAGTCATGTTGTAGAAAGGCCCAGGTT
GAGGACTGCTCAGCATCTCCTCTGCATCACATCTTTCCTCCTCTTTCAGTCTCTCCGTCT
GTTCTTCCATCTCCAACTCCTGAACCCTGGCTTTGATGGCCATCAGTTCCGGATCTTCGT
TGATATGCCCACTCATGGCCTCGCCCTCAAGATAGCGGTACTCCATATCATGTTCAGCCA
TGCCCCCGGCCCAGGATCTGCATCTGCCACACGAACAGCAGCTCACCCAAACCGCCACGA
AAGAATATCTCTCACCGGAAGCAAACGGACGACGTTAAGCAAACGGACACCTCTTCACTG
CACAAGAAGTAAGCTAATAGATATCACCTGTGAATGAGAGAGATGACACGCCAGACCGAT
CCCCCGGCCATAAGGCCCGGGT
>CL4095Contig1
CGAGGGAAGGAGCCTCTGTACGTCGGCGTGGATGACAACAAGGACAACGCCACGGTGGAC
GGTCTGGAGCAGGGCTACGTGGTGTGTCCGTCGGAGAAACGCTTCCTGCTGCTCTTCACC
TTCCTGAAAAAGAACCGCAAGAAGAAGCTGATGGTCTTCTTCTCGTCCTGCATGTCCGTC
AAATTCCACTACGAGCTGCTCAACTACATCGACCTTCCCGTCATGGCCATCCATGGAAAG
CAGAAGCAGACCAAACGCACCACCACCTTCTTCCAGTTCTGCAACGCAGACTCTGGCATC
CTGCTGTGCACAGACGTGGCGGCCCGCGGGCTGGACATCCCAGAAGTGGACTGGATCATC
CAGTATGACCCCCCAGACGACCCCAAGGAGTACATCCACAGGGTGGGCCGGACTGCCAGA
GGTATCGACGGCAGAGGCCACGCCCTCCTGATCCTGCGGCCAGAGGAACTGGGCTTCCTG
CGCTTCCTCAAACAAGCCAAGGTTCCTCTGAGCGAGTTTGAATTCTCCTGGAGTAAGATC
TCTGATATCCAGTCTCAGCTGGAGAAACTTATAGAGAAGAACTACTATCTGCACAAGTCG
GCCCAGGAGGCCTACAAGTCCTACGTGAGGGCGTACGACTCTCACTCCCTCAAGCAGATC
TACAGCGTCAACACCCTCAACCTCCCCATGGTGGCGCTGTCCTTCGGCTTCAAGGTTCCT



CCCTACGTGGATCTGAACGTCCACAGCAGCAAAGGCGCAAAGCTTCAGAAGAGAGGCGGC
GGCGGCGGCTTTGGCTACCAAAAGACCAAGAACGTGCAGAAATCCAAGATCTTTAAACAC
GTCAACAAAGGAAGGAGCGATAAAAGACAGTTCTCCCGCTGATCCTTCATGTCATACGAC
CACGTTATTTCTGCTCTGAAGGCTTTTCTCCTCGTTTTCCACATTTCTTCTGTAACTTTT
GACGACTGCTTCCATGTTTGTCCTGCTCAGCTCAACACAATAAAGGTTCCTCTGAAATGC
>CL4096Contig1
CGCGGGATTTTTTTTCAGGGTTAAAGTGTGCCGTGGCTCAAAAAAGGTTGAAAAACACTG
GTCTAGTCGTCTACAAGCGGATGCATCGGAATGGAGCAGAGCAGACATCTTGTAGACCGC
CCTGCGTTTTTTCTGTCACACAAATACGATCTTTTTCATTTTTTTTAACACCATTTTTTC
GTCCGCTCCTGATTTCGATAAATACTTCGAAACCGCAATTTCAGGATTAAATTTCCTTCA
TCGAAAAATGTCATCAGAGTGGGCCTTTAATATGTTTCAAAAACTTTTACAGTTTTATTA
TACTATGGGAAGTATTTATATAGATGTGTTTGTGTGTTTTGAACAAATATTTTCCTTTAA
AAATTTTATTAGAAGGGGCTCCTTGTATAATTCATTGTAAGTATTACTGTAAGTTGAACT
GTATAGTCCTTTGATAATTTTTCTAGAGCTTGTGGGGTTGGTCCGTCGCCGTCCACTCGG
AACAGTTTGGATGCGACATGTCGGCGCTGTGAAGACGTGACTCACTGTGAACTACAGAGA
AGAACATCCTCCAACAAACTGATCCCCTCATGTTCTGCAAACGGCTAAATGGTACAAAGG
TTTGCTGGAAATGAATTTATAACTCGTCCCAAAACCCTCCATTCTTCTGGTTTTCTTTTA
TCTTGAGTATAAAGGTGTGTAGCTGTGTGTTGTGCATGTTTGCTGCATGTGTGTGTGTGT
GTTGTTTTCATTTTCATAAAGCATAAAGTACTGTTGATATCTATGTACTTTAGCCGCTGT
AAGGAGAAACTGTATTTCCATGAACTGCAGAGGTTTGTTGGTGTCGAGCAAAAAGGTGAT
CAAACGGAGACATTTTTATGAAAATGTG
>CL4097Contig1
AATGTGCTTTATGTAAAAAAAAAAATGAAAGTACACAGTAAAGTTTATTTCAGGCCAAGA
AAGCCAACTTTTTCTCTCTTCTTTCCCANACTCTCTTCCTGCTGCAGCAGCTTCATGAGT
GGAGCGTGAANAGCTTTCCCGACTCGTTTGCCCGCCTCTGTCATTTCGAANATGCTCTCT
GGATCCNGGCTCCCGCCGCCCACCTTTTTGACGCAAGTCACCGTGCCCCTGTGCGTGACG
GCAATNATGAGGCTCGCCACCGAGCACGCCTTCTCCTGCAGAGTCGCGTCCACTACGTGT
CTGTGGCCCACCTTACACAGCGTCACGATGCAGGGAACATTTTCCACGCTCAGCCTCACG
CAGTCAAACGGGTCGTCTGAAAGCTCCACCTCCTTCCCGCCTTCATCGTCCGACGACATG
TGGACTCTAGGGATTTTTGTGTTGAAGAGTGCCGCTTTGATGGCGACAGAGATGGCGTCG
TACAGGTTGCCGTCACACTGCAGCAGCAGGACATCTACATAGAGAACCCAGCAGTGCTCC
CCAGCACTGATGCAGAGGCCCTTCAGGTCTATGCTGTTCTTGTTGTTGAAGACTCTGTAG
AGAGTGTTGCTCAGCTCGATCCCTAGCTCCTCACCTCCTCTGCCTTCAAACTCGGGGGTG
GCGTTGGCAGAGCAATCAACAAAGAACTCCAGGTATCCTTCATCTGGAACCAGTGGTCTT
GGTTTTCCTATTTCTGCTTTAATCCCAACCAGGACGGCGGTGTGTCCCAGGGAGACTCTG
GCAGATCCATCAGTGTTTGAGACCACATCCGTCTCCACTTCCATGTGTCGGTAGTCCTCA
CAGCTTCTTCCATCCACACGTAAATCATCTCTTATTCCGTGTAGAATGTACACCTTTTCA
GCCTCGCTAACTTTAACTGTTGCCATGTTAACTCAACAAACAGAAGAACCCCCGGCCATA
ATGGCC
>CL4098Contig1
CACGCCCCGCCTCGCCTCTCATGGACCCGTGTGAACGAATGCAGTTCCAGTCCAAGCACT
TTCAGCACGGCTGCAGGGCCCCCACCACAGAGACCCCCGCGTCCCGTTCTGTCCAGAAGC
ACAGCCGCTCGGAATCACAAGGAGCGATCAAAGGGGGGGCTCAGAGTAGCCAGGCCGCCC
GCCGCACATTTCAGAGGTCATGAGACATCCACCACTTCCTGTACAGACTGCCCCTTCACA
ATAAGAGTGTCCCCTGACAGATGTGAGTGCTGTGAATGTCCAAGCGCCTTATGATGACAG
TCCCCCCACAGCAGTATTCAATCAGACTTTAATGGAGTCAAATGCCTTAGTCACAACTCT
TCCCTTTGCTCCTGTTGACTGAGAGGAAGAAGAGGCTGCCCCTCTTCCTCGCTCTGACGC
CTCCAAACATCCAATCTTGCCCTGATTGGCACCGTCGGTCCAAATGACTGCAGACTCTTT
TCTCCTCCACTGCGGTGGAGAAGGCGATGTATGAAGTACAGTTCTGCCAGTCATAGAGGG
TCGGGCCCCCCCCCTGGAGAGGTTCTGATCACATTGATCAGCCTCTGATCCCACATGGGG
GAGAACCATGAATGCGGTTCTGGACGGCCCGCCAACATTTCCCTTGTAAACCTGATCTTT
TGTACTGGCAGCAGATTGTTAATAACTTGTTTGTAATACCGTGGTGACATGAATCATTCT
CTCTGAGGGTCATGTGTGTGTCAGCACGGCCCCTCATGTTTTGAAAAATAAACGTTGCAC
AAAAAGTATCAGAGTACAGATAGATAAGTGTAGTGGGTAGAGCTGCTGCTGCTGCTGCGT
TTGATGTCAGTGAGAAATGTACATTTAGCTCGTGATGACTTCTTTATTCTTTCTTGTACT
ACTTTAACCTGTATGTCTTTTAAAAAGACAAGTGGTGGAGTATGCATCGGTTGTTTTGTA
TTTTTAATACAATAATTGTACATATTGGTTATATTTTTGTTCAAAAGTGATATGTTTATG
CCTCAACATCCGGTTTATATGAAGCTGGGGATCAATAAAAGCGCATAAAGGTCTGGGTTT
TAATGCACTTCTTCTCTTTTGTCCTGATACCAGTCAGTGTTGGAAGAAGTGATGAACCGG
ACTGGACCGGTTCTCCGCCCAGACTTTTCTATGTGACCCCCGCTGGGTCAGAATGAAAAA
AAGACACAT
>CL4099Contig1
TGATTTATTTTTTCCAGTCAAATTTTTCAGTCAAAACAAGGATTTAGTCTTCATTTTAAT
CTATTACTATGCAGATTAATCTTAAAACGTCTCTTGCATTTAAATATTACAAATTATACA



AGAAACTGTCAGCCAAAATATGAATGTATATTTTTCCAACATGTAAGTCACATAAAAATA
CCTCAAATATTAATTATTTTCCTAAAGCAATTTTCTTCCCCAAAATATGACAAAGGAATG
GTTAATCCATCCACTATTTTATTGAATAAAAGCCCAATAAATTTACAAAATTGAACCCAT
CAGAAAACAACGAGCATCTTCTTTCATCCACATTCACGTAACCCAAACCTCAAAACTAAG
AAAGAAAGACTGGATGGATCTCCAAGTTCTGTTATGGAACCTCAAGTTTTTACATTTAAC
AAAAAAAAAAAATTAAGTTTGGATACTTTTACATTTCTTGTCACAACGTCCAACCACCTC
TGTCTGACAGAAATGCTGTAGGAGTCGGGGTACGAGTTGTTATTTTGGATTCTCAAGTGT
CCTGAAAACAAGACGTGAAGATTTGTGGAAGTGCCCTAATTTACAGTCAACAGATTATTC
ATCTGAAAACAAACAAAAATATGAAGAAGAGACCAAGTAGAAAATGCCTCAAGGATACAA
AAACGGTTAAACTGAGCTACTAAACATGTTTGCAAAGTCAGTGACAAAGCAGGAGTTCAG
TGGTTTCCAATCATCTCAGACAGAGAACAGGTAGAAACAGCCTTCATGGTTGAACCCCAA
CTGAGCATGGGAGTTGGTTGGCGTGTTTTGTTTTTTTAAACAGAAAGGGAAAGACATTTG
CTCATGGCACATTCATTCAACCGGAGCTCAAAAATAAAAAAATCCAATGCTCAACTTATC
AAAGAAACAGGTTCTTATCAAGTCGGCTGCAACATTCAAAGCCCTGCAGAGCTTCCCATG
TTCCAACCCAC
>CL4100Contig1
CAGTACATTTAGCAGAANAAAGTATAACTACTATTTTTTCTTTACGAAAAATGACAATGT
AAAAATACTAATATTGCATTTCAGTACAATTGAAGGTTTATTCCTTCTAATGTAAATAAC
AGTTGTAGCTATTACAATCTACAATAGTTTTGTTATATTGATACAAAAATCTGTCAATCG
ATGCTTTTTTAAGCAGCACTTTTGCATTGAGCACAGATCTGGAGTCATAGTGGATTTATC
TAAACATGATAAGAAAACAATCTTAAAAAAGTTAATTTTACTGATCTATACGTTATTTAT
AAAAAAAAAAAAAAAAGGGGAAACAGTTTGNGAAATGATGGGACGGACGGCNCGATAAAA
NANCTGNGCAACANGGNGGCNCAGGTNCTNGGAGGAGGATTTCTGAGTAGGCTATAAATA
AAAAGGACNCCTGTGNGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGNGC
>CL4101Contig1
GCGGCCGTTAAACCCGGGCCTTATGGCCGGGAAGCAGCAGTCTGAGGAGCAAGCTCAGGC
GTGGGGACCTGCCTTTAAATACGCGGCGGGGTTTGAATCGCAGCGGCCTGGAGAGCGACG
AAGATCTGGAACTGACGGGCCAAGTGTCCGAGCCGGCGGCTGAGTGAGCGGCGGCGGGTT
AGAGCCACAAGGGAGGAGTCATTGGTGCCCACCGTGAACATGCAACTACAGTTCTAGAAC
GTTAGCAGTCAGTCGATCAGCCCTTATGCTCCAGCTTTCCATAAAAAAAAAAAGGCTCAT
CTTCCAGCTTCAATCTCATTTTAATCCCAAATCATCAAATAATTCTATTTTTCTACTGGC
TGGACTTCTTTTTATCATGCAAGCTGTTACAATGTCAGTTTTTCTGTAGGTTTACAGGTT
GGCGTCACTGAGATTAACGGACTCGGCTTTGCACACATTTGGTGTTGAATGCAGTTCCAG
CCTGTAGTTCTGAATCTGCACCGTTTAACCACCGTGTTCCACTGAGGTTCTGGTAGTTAT
GTCACCGTTTGGGTTCTTCGTGCACCTGCTGATCTTGCATTCTGTCAGTTATTGGTGATG
GGTTACTTTCTTAAAAAGGGATTTTCTATCGCTGCTTTAACCAGATTAAGTGCATATTTT
TAATATGTCCCACCACTGTATTATCAAAGTAGCTGCATGTCATCGATGCCAATGTTCAAA
AAGTATTCTATTAAATGCCTTATTGCAATAAACTATCAGACT
>CL4102Contig1
GNTNAAACCGGGGNANGGGGGGGGGGGGGACCTCCCTAAAAGGGATTTTTGTATTTATGT
GGCAAAGGATCACAGAGGACTTAAAGGAATATTTGTACTTTATGAAACCTTTTTTTATAA
ATCAAGGAAAAGTGCTGAGCGCACGTATAGTTTATAAATCAGTGCAACCGTGCGCCTGTA
CTCACTGAATGACTGAAAAGCTTCTTCCATCTCTGGATGCCGGAGCGTCTGGATCTTTCT
GTTTCTGTGATCCACGAGGCGAAGGATCCCGGAGTTGTTGTTCCTCTCAGGGCAAAGAAT
CACACATTCTGTTTTGCTGTTTGTGTCTTTCATGTGTTTGTTTACATCACCTCTTAATGC
AGTTCTGTCCAGTTTTTTAATTTAATATTTATTTTATATTTATGTAATTTGTTACTTTGA
AATGGATCCACTACATGTTTTCTAGGCATATTTGAATAAAATTAGCCTTTTGAAAAAGTT
TATTTGGATTTGTGTTCAGTGGTTGGTTTCAGGCTTCTGCCACCTAAAGGCTGATTTTTA
TTTTTATTCATTTAAGCTCCAGGTAATAAAATTGACTGTAAAGTAAGTTTTTATCTTACC
AACTATGACACAAACTGGAAAAAAAAAA
>CL4103Contig1
CATGTAGACAACGTATTTATACATTTAAACCCTTGCTGCCCATTGAAGCTTAAAAGACAA
ATATAGTGCTTTTATCTGAACTTTACATGTTCTAGCAGAGCGCCAAACATGGAATCAGGT
GTTCAGCGAAAATATTAAATGATTAAAAAAACAAAGATCATTGTGGATGTGAATTTAAAG
AACATGACATCAGAATTTAAAAAAAAAAAATCATAGTGTCTTTGCCGTTTCAGTGGTATA
AAAAGATGGAATCTGGATTTTTGGTCACAAACCAAACCTTTCATGACTTCTGTGTTTCAA
ATTGCCGCTGATTTTGGGAGAAAAATAAAACAGAAAGGGACAACATGAACATAAATAACA
GCATCTGTATGTTCAGGACTGATGGTTTCAGGTCTGACAGATGCCCAAATTCCAACTGGT
AATTTTGAATCACCATAAACCCGGTAAACTCATTAGTGGGGGCGGAGCTTAGCATCCCAT
CAGTCCTAGCAGTAAGGTTCAGGCTGACAAGTTTGAGGTGCAGGGACCTCCTGACACAAA
CGCCCCATCATTCAGTTCCAGAAAAGAATGTTTCTGTGTGACTTCCTCAGATCCCTTTAT
TCAGAGTTGCTGAGTGGGATACCTCAGCAGACAGAGTCAGAAGGGACGGGCAGCTTCCCG
CTACGCCCCTC
>CL4103Contig2



CAAGTTGTCCCCTTNTGTTTTATTTTTTTCCCAAAATNAGGGGCAATTTGAAACAGAAGT
CNTGAAAGGTTTGGTTTGNGNCCAAAAATCCNGATTCCATNTTTTTANNCCCCTGAAACG
GCAAAGACNCTNTGATTTTTTTTTTTTTTAATTCTGATGTCATGTTCTTTAAATTCACAT
CCACAATGATCTTTGTTTTTTTAATCATTTAATATTTTCGCTGAACACCTGATTCCATGT
TTGGCGCTCTGCTAGAACATGTAAAGTTCAGATAAAAGCACTATATTTGTCTTTTAAGCT
TCAACGGGCAGCAAGGTTTTAAATGTATAAATACGTTGTCTACATGTGCCTGTTAACTGC
ATATCTGTTTTTTTCCTTCCTTTTTTTTACTCAAATTCCAATATTTGTTTTATATTATTC
AAATGTTTCTACTAAGTAGAATAGCAGAAAAAAATGATTTAGCAGAAAAGAAGCAAACAG
ATGAGTCTGTTTTGTGCAGAAAATAACATTAAATCACAACAAAAAAAACTGTTTTCTGAC
TTCTGACAGTCAGAAAACCGTTTTTGGCACCTGCAGCATCAATAAACTCACTTTTTATTA
TCAAAAAAAA
>CL4104Contig1
TCGGCACGAGGCAGCAGTGTCAGGCAACGGAGAGCTGTTTTTCTTCTGACTTGGATCCTC
AAAACAGGTACGCTGGAATTTTCTGACACCCACTCGGACATGTCCTATGTCTTCATCAAT
GACTCGTCGCAGACCAGCGTGCCCCAGCTGCAGGCCTGCATCGACGGGGACCTGCCTTTC
GCCAAGAAACTCCTAGAAACGGGATGCGACCCCAACATCCGCGACAACCGTGGCCGCACA
GGCCTGCACTTGGCTGCGGCGCGAGGAAACGTGGACATCTGTCGCCTCCTGCACAAGTTT
GGCGCTGACCTTCTCGCTACAGACTACCAGGGGAACACAGCGCTGCATCTGTGCGGCCAT
GTGGACACCATCCAGTTCCTGGTGTCCAATGGACTGAAGATTGACATTTGTAACCACAAT
GGCTCCACCCCCCTGGTGCTGGCAAAGAGGCGGGGCGTGAACAAAGACGCCATCCGCCTC
CTGGAGGGTCTGGAGGAGCAGGAAGTGAAGGGCTTCAACAGAGGGGCTCACTCCAAGCTG
GAGACCATGCAGATGGCTGACAGTGAGAGCGCCATGGAGAGTCATTCCTTACTGAACCCC
CACCTGCAGAGCAGCGAGGGGGTGCTGTCCAGCTTCAGGACCACCTGGCAGGAGTTCGTG
GAGGATCTGGGCTTCTGGAGGGTCCTGCTGCTTCTGGTGGTCATTGCCCTCCTCTCACTC
GGCATCGCCTACTACGTGAGCGGCGTGCTGCCCTTCTCCAGCAGCCAGCTGGAGCTGGTC
CACTGAGGAGGAGGTGCTTGCTACATCTGCAGCTGAGGTTCTTCTGGCACCAGATTGACA
TTTATTCCCCAGACCTTCGTCATCAGCATCATCTTCATGACATTCTGGAGAACACCCACC
CACTTGATCTGTTACAGACTGATCTTCTGCCCCCACACCTTGTTCTCCTTATTTAACTGT
AGTTTTTTTTTCTGGATGTTCCCAATAACCTTGCCCCCCTCCCCAAGCCTTTGTATCTGC
ATC
>CL4105Contig1
CACTCAGACCTGAGCAAAACGCCCACCAACAACACCAAGAAGGTGAGCTCAGACAACCTG
GCCAAGTCTCTGTCCTCCAGCTCCTTTGGCTCCAGCACCAGCAACTGGACCTCTAAGGCC
AAAGCCACGCTCACGCCGTTCAGCAAACGCTACAGGAACGCCGATAAAAGTGGCTCCAAC
CAGAACAACACCAAGTGCAACTCTTCCTCCTCTGACGTAGCACCAAACTCGTCTTCCTCT
TCCTCCGCCATCCCCCCGGTCAGCCAGATGATCGACAAGGTGAAAGGTTACTGCTCCACC
CGCACCGACAACTTCTACAAAACCATCATCAGATCCGAGAGCCTCATCAACTGCACCAGA
CTGTAAATGTGCCGGCCGAGCCCGGACCTCCAGGTGGTTCCGGAAGGTGTCTTGTAGAAA
CTTAATTTATGTTGGACACCTGACTGGATGAGACTCCGCGTGTGAAGCCACTTTGGACCT
TCTGTTGAAGCGTTTCTGCTGTGGCGGCAGACATTCCAGGCCCCTCCAAGGACCTCTACA
TTTTCACCCTAACCCTCTCCTGAAAATGTTCCCAACATACTGGAACAGTTCTTCGTGTTT
TTTACAGGTTTTTACCAGCAGCCTCCAGACAAAGACTATAGATATACATCAGCTACAGAC
CTTCATGTCAGGAGGGTGCTTTTTAAACAGACTTTTGTACCTGCTATTCTTTTTTCCACC
TAGAACTTTTTCTTTTGTAAATTTTAATCAAGTTTGTGTTAACTGTGTTCATTATGTACA
GTCCTCTTTGTTGATAAAGCCCCTTTCTTCTGTCCTTTAAACTGAGAAAGCAACAACGCG
GTTGTTTCTTCAGTAACTGTATGAATGGATGAAAAAGTGAGCAAACGTCTTGCTGTGAAT
ATTTAATATA
>CL4106Contig1
GAGGGTGGAACTGGACCTCATCGCCCAGAAGATCGAGGGCTACTCAGGAGCAGACATCAC
CAACGTTTGCAGAGATGCCTCCATGATGGCCATGCGTCGCCGCATCCATGGCCTGAGTCC
TGAAGAGATACGAGCCCTGTCCAAAGATGAGCTGCAGATGCCCGTCACCATGGAGGACTT
TAACGAAACTCTCAAGAAGATCTCAAAGTCCGTTTCTGCTGCTGACCTGGAAAAATACGA
AGCATGGATGGCCGAGTTTGGGTCCGTTTAGAGTATTGCGGGAAAAGGAATTCAGCAAGC
GAGCAATTCATGCGAGCAGGAAGACGCATCTGCGCAGACCGTCAGTGGATGTCTTCCTCT
TTTACATGTTCTCCCCCTTGAATGTCACATACGGAGGGGCCAATCATCTATTGATGGCTG
ACCTTAAGGGCCTGGAAGGCATCGACCAAGAATATCTGGCATCAGAAGACTCACAGGCAG
AGGCTTCAACGTCATGTTTCCGTTTGCGTGAAGCAATGCTTGTTTTCACAAAGCTGACGA
ACATTCAGAAGCATTTGGATGACCGTCCTCTGTAAACAGAGACTCCACACTGAGGATATT
CCTGGATTTCTGCCTCTCATAAATTGGAGTGTAACACTGTAACTAATGTTTGGATGTCAG
TCTATGCATAATTTTAAAAGCATTAATAAAGCTAATGTCAACACCTTGAATGTATTTTCT
TAATTATCTAACACACTTGAATTTTAGAGCAGTGTCTGTCATTAAAATGAAATGTTTTTG
TTGGTGTTAACATTTGCTTTTTGTTTTTAGTGCTGTTAGTTTGACTAATGTGAACCCCTG
ACATGTGAACTAGTTATAAGTTAAATTTTGAATACTAACCTAAATGTTTGTCATAAA
>CL4107Contig1



ATGCGCATGAGAGACGCTGATCCAGAAGGAAGAGACAGAGCATGTCTGCAGACGGGGCCC
AGCGGGGGGGCTCCTCCGGGACCCCCCGCTTCATCAGCGGGGTGGTGGAAGGTTTCTACG
GGCGACCGTGGACCATGGAGCAGAGGACGGAGCTCTTCAAGAGGGAGCAGCAGTGGGGGT
TGAACACGTACCTGTACGCCCCCAAAGACGACTACAAGCACCGGATGTACTGGAGAGAGC
TGTACTCACCTGAGGAGGCAGACCAGCTGAAGGCCCTGATTTCAGCAGCCAAGCAGCACC
AGGTGGAGTTCATCTACGCCATCTCTCCCGGTTTGGACATAACCTTTTCTAACCCCAAAG
AAGTGGTGGCTCTGAAGAGGAAGCTGGATCAGGTGAAGCAGTTCGGCTGCAGTTCCTTCT
CTCTGCTCTTTGATGACATTGAGGCAGAAATGTGCGCCGCCGACAAGAAGGCTTTCAGCT
CCTTCGCCCACGCTCAGGTGTCCATCACCAACCAGGTGTACGAGCACCTGAGAAGTCCTG
AGACTTTCCTGTTCTGCCCCACAGACTACTGTGCTGCCTTCTGCACCCCCTCCGTGTCCC
AGTCCTCCTACCTGCAGACTGTGGGGGAGAAACTGCTGCCGGGCATCGACATCCTGTGGA
CGGGTCCAAAGGTGGTGTCCCACAAAATCTCTGTGGAGTCCATAGTAGAGGTTACCTCTG
TGCTGAAGAGGCCGCCGGTCATCTGGGACAACATTCACGCCAACGACTACGATCCGCAGA
GGCTCTTCCTGGGACCCTATAAGGACCGGCCCACTGAGCTGATTCCCAAACTGAGAGGAG
TGCTCACCAACCCCAACTGCGAG
>CL4108Contig1
CATGTTTAACTCTTTACTTTTTTATAACCCTTTTTAATAATCGTAACATATAATTCTGGT
TTTGTTGCTCTGACTATTGCAGACATCAGCCTCTGGCAGCCATTGGCCGGGTGATATATA
TAGTCCACATATTAGATAAGAAGCACGATAAGACCTTTTCTCCGACAGATTGTTTTATTC
ATCAAAGCCGACATTACTTTCTGTGCCGTGGTTCTCTTGGCAGTGCTATACTACCTAAAA
TGCAGAACTTACAAGGCAGAACGGAAAATAAAAAAACAACCAAACACAACACAAAAGTCT
CTAAACCAAACCAACGGTTAGATAAACTTTATGAGATCAGGTAAACCTAATTCATCCCAA
AATGGGGAAATTCTCTATTTGAGAATTTAATTGAGGTTTAAAAATTGAGGTTTTGGGTGT
TAAAAAGCAGGAGATTAAACTGAGAACACTTTTAAAAAAAGGTATGAATTCAACTATGGG
TATAAGAAGAAGAAAGAAAACAGACTTGATTATTACGATGGAATTTTGTTTTAGAGACTA
TGTCCACACAATTTTGTTTCTAATGTTGCGTAGGTTTGATCAGCGGGTGATGAATGTTTT
ATGTTTCATTTTTCACTTGTACTCTGTAAAAAAAGTCTTATAGAATAGATTTTTTTTCTG
TGGTCAAAACCTCGCAACATAGACCAGAAAACCTCGCAACATAGACCAGAAGTCAATGCT
ATGGATTCAATTATTAGCTATTTTTAGGCGAGCCCACTCATTCTCTCACTGAGCTCCCAC
AGTTTCTTGGCTGTGGCATCATCCTTGGCTCTGGCGAAGACATCCCTCACGGTGCAGTTA
GAGAAGTAACGCCCAGAGAGATGCTCAATGCCTTCCTGGAGAGCACAGTGCAGAGTGGTC
TGGCTTCCCTGCTCAGCATCCTTGAAGAAAAAAACACTTGCGAACGTCAGGCTGAACTGC
AGGATGGAGCCTGCATTTCTTTTGAGCTCCGTGCTGATGGCTCCTGGGTGAAGGGAGTAA
CAGGTGACCTTAGTTCCCTCTAGTCTTTTGGCCAGTTCATGCGTAAAGAGAACGTTGCAC
AGTTTGCTGTCACAGTACATCTGGAGGGCATCCCGAGTTGATGTCGCCACTCCCAAATCC
TTGTGGGTGTTCAGACAGTCAAAGTTGACGTTTCCAACATTGTGAGCGGAGGATGACACG
TTCACTATCCTGCTGGGTCCACACTCTTTGAGTCGGTCCAACAACAGGTTTGTCAGCAGA
AAATGCCCAAGGTGGTTGACACCAAACATCATCCCGAATCCATCCTCTGTGCGACCCTGC
ATGTAAAGTCCTGCGTTGTTGATGAGGATGTCCAGTCTTGATTCAGTCTTTAGAAAGGTC
TCAGCAAAGTTGCGAACAGACTTGAGGGAGCCAAGATCCAGCTGCATAAACAGAACCTGA
GTGCTGCCTGTCACCCTCCTAACGTCCTCAAGAGCTGCTTCTCCTCGTTGCTTAGAGCGG
CAGGCCAGAATCACTCTGGCTCCTCTTTTAGCCAGCTCTATAGCTGTGGCTTTCCCAATC
CCTGTGTTGCTTCCGGTCACAATGGCAGTTTTCCCATTCAGGTTTGCATTGCTTTTGCAT
CTCTTTCCCTTAACTACAATGTCATGAAACATGTAAGCTACTGCTGCGAGAGCAAAAACG
ATCAGTATGAAGCCACACATGATTCCTACCTATTAGCTAGTCCCCGGCCATA
>CL4109Contig1
ATGAGGGATNTGAAAGAAATNTGACTGGAAGTGGATGTTTGTTGTTTTTGTGTTTTGTCT
CAGAATAACAGTGTTGGCTCTTCTACCTGTCCTTCACAGAGCTGGTAGTCCGTGTTGTGA
CATGTGGTCCCATTTAGAGCACAGGTAATCTGGATTTGGTCATCTTGAAAACTGTGTATC
TGGATCAGGGTGATCCAGTCCAATGTTGCTTTGAAAAACCGGCATAAAAGTAAGACGGAT
TACCTGATCCTGCATAGGAGGAAATGTGATTTCCAAATCCGGATCATTTTGATCCAGATT
ACACTTTTTGAACAACTGGCCCCAGGAGTTCAGACCGGTGCTGGAACCAGCACACCTGCA
CCTGGTTACCATGGAAACCAGTTAAGACATCTTCAACCTTCTGCAGCAGCTGCAGGGGCT
TCCAGCTTCAACCCATCTCACTCTCTCCGGTCTCTTCCATCATTCAGAGGGGGCGGGGCT
GTTCACGCCTGACCGTCACAGAGGTGACTTTCTCAGGCTCCTCCCCCTTTAAGCCCCTCG
GGTTCCTTAGGTCTCCCCAGTTACGACTTTAGTGCACATTTGTGAGCGTGCACGTGACAC
TGCTGCTGACTCCTCCCTTCCAGGTCCTCATCAGCTGATCCGGTTCCTGGACCTTCAGAA
GACAGCGGTCCATCAGAACCAGCAGCAGAGGACGCCGGACCTCCATCAGAACCAGCAGTG
AAGAACACCGGACCTTCAGCAGAACCGGATGTGGCCTCCTCAAAGGAGCAGAGGCCTCCT
GACCCACAGGAGTTCTGCAATCAGTCCCAGCAGGTCTGACCCGGCCCAGACTGCACTCTG
ACCATAACTGTTNTGGGTTCTTACGGCAGCCGGATGTCTCCATCAGGTGGATCCTGTCCC
TGGTGACGT
>CL4110Contig1
TTTACAAGCAATTTAAATAGAACGATCTGTCACGATTGTTCCATGTGCAACAAATTTGAT



TTGGGTATTTTTGTGCAAAAGACAATGCGATGCTAGCTAAAAGCATCCAGGATGCTTTGT
TGATGTTGTTGTCTTCCCCATCTTAACAGTTGAGATGTTTCATCTCTTGATCATCAGAAG
AATATTTACAAGGAAGTATTACACATCTAACTACACGTTTAAGGATTTTTCAAAAAAGAC
AAGGTTTCTTTTTAACTAACTGCAACTTTGCATTTCACTGTCACCATAAAGCAGCTAAAC
TATAGTAATGCAGTATGATATTTCGACATTTCAACTATTTACTTTCACAGGATTACAAGG
ACGTCTCCATTTAATTTGTAACATTGGATCATAAGAAAAAAGCGGGTCACTTGAGCAGAT
ACGGACGCCTGGTAGAGTTCCAATATGGAGGTTCGATTCAATGGAGGATTATGGGATGGG
TTTTCTCCAGGTGGTGTCGTTTTTATCGTTTCATTTCCAAGTCAGAAGTGGAGTACTGTA
CCTTTTACAAGGGCTCTAAAATATTACATTCCGTTAGGTGATATCAGTATTGTGGCATGG
CCAAGCAGCCTAAAGAAGGAGGCGTATGGGATGGGGGAGTAACAGGGGTATCATCGGGGT
GGAGGGGGGCGGGTATGGTATAGGCATAAACAATGAGGGACTTGCTGTTACCAGATGGTA
TACCCTCCATTGGATCCACCCATGAAGAAGTTGTTCTTACGCTGCGTCATGACAACGTTG
GCGCCTTGCATGGCGGCCAGCTGAGCTGCGTTGGGGGGGTGTCCTGGAGGTGGTGGTGGG
ATGGAAACGCTACTGCCAGCTGAGAAGCGAGCACCAGCATCAAAGCCACCTTCAACCATT
ACTGTTGATCCAGGGGAGTACATTGTTCCCATGGGATAGTAAGCCATGGGGACATTCTGG
CCCACCGGTCCAACCTGCATGTGTGGCTGCATGGGCATGTACACCTGGGCGCCAGGATAA
GGAGAAGACATCTGCGGCACCTGGCCAGTCATCTGAGGTGGAAGCACATACCTGGGCTGG
TATATCTCAGAATACGCAGGTGGTGTATCCGTGTAGGGGGGTGCCTGAGGAGACATTTGC
ATAGCAGGAGGGTACACAGGTGCAGTGCTCTGCTGAGGATACACAGCCTGCTGTGGATAT
GAACCTTTGTTATTCATAGTTGTGGATTGATCCGGAGGTTGAAAAATATCTGGTTTCACT
GAACTCAACGAATCTTGTCACGGCCTTCTTATAGGTTACGGCTTTACACAATCATCCACT
TCCTTGTTTCTCTGCTTCTTGTTGTGTCCCCGGCCATAAGGCCCGGGTTAA
>CL4111Contig1
GCACGGGGACAAAAACAGAGCAGCATCCTGACGGTGGAAGCACAGGAGAGCGTTCACTCA
CGCGCTGCAGCAGGAAAACCCGAACCGACGGACCCATCATCTTCACCATGGTGAAGATCA
GCTTCCAGGCTGTCGCAGCACAGAAGGAGGAGAAGGAGAACGATGGCGACAAGACGGAGA
TCCTGATCCCTCATCCGATGGATGAGGAGGGGCTGGTCCTGCCGCTGCGTCCTAAAAAAT
CTCCCCTCAATGGCCTCTGCTGCCTGACCTTCACACTGGTTGTCTTCATGGCGAGTCTGG
TCCTGGCCTCCATCTATGTCTACCGTTTCTACTTCATTCCTCATATGCCGGAAGAGAACC
TGTTCCGCTGCCAGGTGCGTTACGAAGACCCGGTGTACGCCCCCCTGCGCGGACGCCAGG
AGCTGCAGGAGAATGTGGGCATCTACCTGAACGACAACTACGAGAAGATCACCGTGCCTC
ACTTTGGAGGCAGCGACCCTGCAGACATCATTCACGACTTCCAGAGGGGACTGACTGCTT
ACCACGACATCGCTTTGGACAAATGCTACGTTATTGAGCTCAACACCACTATTGTGATGC
CTCCACGCAGTCTTTGGGAGCTCCTGGTTAACGTGAAGAAGGGAACCTACTTGCCTCAGA
CTTACATCATCCATGAAGAAATGGTAGTGACAGGCAAAGTGCACAACATGCGTCAGCTGG
GACCTTTCATCTACCGGCTGTGCAACGGGAAGGACACGTACCGCCTTAGCCGCCGCGTCG
CCCGCAAA
>CL4112Contig1
TTGATCAGAAGGATAGCGTGACTGCGACTTGAGCGCTGGTTCATTTTGGTGGAAGCTGTG
GTTCGGTTTAAACTGGCAGGGACAAAATGTGTGTCAAAGTCCGAGAAGGAGGAGATGGTG
ACATTGGTGAGGCCTGGGATAAATATGTTCTTGTCTTTGTCCTGTCTGATTGGCAAATCC
TGGGAGCTCGGCGACAGAAGATCCAAAACCTTCTCGTTATAAATTTCTAGATAGGACATG
CTGATGCTGTAATCCCAGCCTTCCTCTGCATCTTTTGCATGGACCAGATTGAAGACCTCC
CGTACAGCTCTGGGGATGACGCCAGGTTTTTCTGCACTGCCCAACATAGTGTGGGTCTTA
CCAGCTCCAGTGGGCCCATAAGCAAACACGCTGGCATTCTGTCCGTTCAATACGTGGGAC
AAGACGGGCTTTACAGATGAGAGGAAAACCTCCTGCTGTGTCGTCTTTTCACCATGAAAA
GCGTCGAAATGGTATTTGACGGTTTCTGTTGCATTCCTCCAGTTGACTATTTCCAGGTTT
TGCTTATCCAGGCCCCGCACGCACGGCCCTTCGCCCTTCTCGTCCTCTTTGTCTAAGTAG
GGCCGAAGACGAACCGCGACTCGAACTCTTGAAATCTTCTTGTTTCCATCTGATGAAACG
GTCACGCGCTGCGCCGCCATGTTGTGTTGTTTTCAAGAATCCTTTTGTGTCGTTAAAAAC
ACACTTTTACCATGGCGCAAGTACCTCCATTTAATAATGGCGCTGGCAGCCCCCGGCCAT
AAGGCCCGGGTTAAACGGCG
>CL4113Contig1
TGGCGGTGATCTTTACAGTGGAAAGGTGTACTGATCCGTCTCTACAGAGCGCTGAAGAAG
GCGAGGAGGCCGGTGTCAGGTGACGGCTGAAACATGAGCTTTTGGATCTCCTTAAAGTTG
GGGTGTTTAGCATCCTGGACCAGCTGCAGGAGGACGGCCTCTGTTGTGGTGAGGAAAGCT
CCGCTCTGCTTCAGTCTTGACAGAGCAAACAAGCGGTCCGTCTGGCTCCTGGACGAAACA
GCATCAGCCACAATGTGGACCTCCACTCCCCTTTCAAGCAGATCAAAAGTAGTACAAGCG
ATACAGGCATGTGCTTCTATTCCACACAAAATAGCTTGTTTAGGATTCCCCAGGGCTTCC
AGCTCCTTCTCCACCTGCTCAATCATCATGGTGAAGGATGTTTTAGCATGAGCCGTCAGG
TCTGCAGCTCCTAGCTCAGGCACAGTGGGTCCCAGGCCTTTAGGGTACTGCTCTGTCAAA
ATAGCAGGGATGCCAAGAATGCGACTGGCCTGGAGCAGTCTTGCCGCATTGCTGACAATG
TTAGTAAACTGGAAGATGTTGGGTCTGAACTTTTCCTGCATGTCACACAGGAAAAGCACA
GAATCCTTGGTGGAAAGTCTGCCGATTTTTGCCATTGTGTTGCCCTGTTGTCCTAGATGT



GTGCAGGACTTTTACTCGCAAATTAAAAGGGTAGGACTGAGACCTTAAAGCAACACAAAG
TAGATTTGGTACATACCAATACCTATAAAGCATGCAACTTCAATATTTAAACTATTTTAT
ACTTTATAACCGGTGTACAAAATAAAAACTAACCTCGCGTTAAAGGGACGCACAAGTTCA
ACTCCAAAACCCCGGCCATAAGGNCCGGGTTAAACGGCGC
>CL4114Contig1
TCTCACCAAAGGNTACGTGATCAGACTGTACCACAACCCCGGAAAGCGACATGTACACTG
CCGTCACCTACAATGCTTTTATGTTTAAAAAGAAAACCGTGTTCCATCAAAGTCAGGTCC
GTGTCCCATCTGTCAGCAGGATGTTCACCACCTTCTACGCTGGTCAAGCAGGGCTGCTGG
TGAACCCAGACTATTTCGAGCTTCCGCAGGACTACAACCACTTAATGGGCTACGACAAGC
CCTTCAGCTTCAGCCCAGACCACATTGACCCCGACAGGAGCTGACACACACACACTGATG
TGTAGTTGTGTTGTCCAGCTGAAAGAGGAGACATTCGCTCTTGATGCAGAAACTGCTTCT
CTACCAGTGTTAATAAATTACCAACCTGTTTTTGTGGCACACAGTCATTTTAAATTAAGG
TTTGCTTTTAATTTTAACTTTTGCCTTTCATAAAGAACTATTGGTTCTGAAGGAATGGCT
ATTATTTTTCTCTTATGTTTTTATCCTTTCAGTTCAGTTTTAAAATCTTAATCATTTTCT
GACACTTCAAAATTGTTTTTTTGATTGTGTTTTTATTTTCATGTTAACACAGCACAGGAT
AACCGTTTTGTAAATTATTTCAGTATTGTGTGGCAGAATAAATAATTTCTGATTTAGATT
TAAATACTCTGGCTCATAGGATACAAAATAAAAAATTTAGATTATTCAAAACACTTCATT
TGTTTTCATGAAGCAATTAAAAGCAGTTTAGGATACTATGTAATACAAAAATATGAAGTA
TAAAATGTACATTCACACATACACAACAATGGTATGTGAAGAGGAAGAGACAAGTCCAAA
TCTACTGCTGTGACAAATACAGGTGAATATTCTTCAATGTGTCTTCAGGCTAAGGGCCAC
TCAAACAAAATGTTTTGTTCATTCACAGAAAACAGGCCATTCTTTGACAGTTTAAAAGAT
TTGAAACAGACCCTTTGAAAGTGAGTTAGACTAGTCCAGTTTTGCAAGCTGATGAAGTTA
GGCCAGGAGATATAAGATAACGTTTAGGAGATTTTACAGTCATGGAACTGGTAACGGATG
ACACGTTTATTGACATCAAACTATTTGAACTTCTGTAGAATCTGGTGTTGGGCAAAGAAT
TGTAACAAAAGTCTTCATGAAGAGTTAAAGTAAAAAAATAAAATAAAAACA
>CL4114Contig2
GGGGAGAAGAAGAAGAAAAACAATTTTAACTCGTACCTTAACCAGGGTCACCATCCGTTC
TTAAAAAATGACTTATATCAATATTCTGCGGCCATTACGACCGCGTTTTGTCCTCTTTCC
CGGATGCACGCGCTTCCCGCCCATCCGCCATGCAGCTCAGGCGTCCGCGTGCTGTCTGCG
AGGATCTAACAAGCCGCTTCTTCAGCTTTCCGCTGCGGCGGAAAGGCCGTTCTCTGTCCC
GGTAAAGGTGTGGTCCAAATGTTTGAGCAGCCGCTGTCTCTCCACAACAACGCCCCCAAA
TGAGGGGAATCTGATCTACATTGGCAGCATGGGTGGTGTTGTTCGTGGCGTGAAGTTTTT
CTCCTACAGCACCAGTTTAGCCACCCTCTGCCTCGTGCCTCCGATCCTCCTCAAAACTGC
ACTTGCGGTCCAGGGCTTGGCTGTTCAGGTGGCCTTTTGCAGTTGCATGAGCTTCTTTAC
CTTCCTCACGCCCATCCTTCTCCATCTTCTCACCAAAGGCTACGTGATCAGACTGTACCA
CAACCCCGACAGCGACATG
>CL4115Contig1
TTTTTTTTTTCATATTAAAATCTGTTTTATTCACCATAGAATTGTAACAAATATAGTTTA
TTAAAACTGCTCATTTATATCACTTTTATCCATAATCTCAAGATTTTCATAGAAATGTCA
AATGGCTCATTCGCCGCCACAGAATATTTACATTTCAGATCAATAATATTAGACAAGATT
CCCCACAAATAAAAATAAAAACATCGCACTGGAACAAAAAGTAAACAATGTGCAACGGAA
TGTTTTACCAGCAAATGAGATTTCACACTTTTACACCTTTAAAAAAGAAAAAAACACCAG
AAAAAGAATCAAAATGCTCAATTCCTAAAAACATAAACAAGTTCCTGAAAAGAGGAATCC
TCCTGGAATCCCCTGAAGCTCACATTGAGAAGACGGTCCTGTTCAGGCGGAGACCTCCAC
ACCAACCAACACCATCAGGCGTGGACCTCCTGCAGGGAGCAGCTCTTCCTGCCCCTACAT
GCTGCTGCCACAAGGAGGCGCTATTTCTAAAATTGATTTTAAAATATAGCTGTAAAATGT
TTATTATTTTAAGTTTTCGTAAGTAAACCTTTAACATTGTTTAACCTTTTTAAATTAAAT
AAATCGTGTCAGTTTTTCTGTAAATCTGAACTTTGTTCAGAAGTTCATTTCACTCACTTA
TAAATTTTGACTTCGTTTTTGATTGTTTTTCTCATATTTTTACAACTTTATTCTCATACA
TTTATTTACTTCTCTGTTATAGCGGCTCCAATACGCTCATAAAAATCATTTATTTTATTT
ATTTAATTATTTTTTTGACTTAATGTAGAAAAAAAAAGGAAAATAATTGAATCACTGTGT
TTAAGTTAATTAAAATAATTCAAATTTTAGAACTTTTCCTCTGATTTAACTGTTGATTAA
AGAGAAATGTAGGAATTTGAATCACAATTCGTCATAAAAGGTCAAATTTAGAAAGATCTC
TGCCTCTGGAGAATTTTTACTGGGAAAATTTGATAAAGTCAAATATTAGCTTTAAACATT
TTAAGTGTTCTTTAGCTAACTTAGCAAGAATAAGTTATTTTATTTCAGGATTTAAATGAA
TCATCTGCTGACAAAGATTTTTGAAAAGTATTTTAGATTTTTATAAATTAGAGTTAAGGA
CTAAATACTAATAAGAGCTGATAAAATGTCCTACTTTTTTGTTTTTTTAAGAAATCTTAT
CTCTTAGTTTTTTGTCATCTTTGAGATAAAAATGTTCCTTTTCTTGTCATTTGAACTTCT
AATTTTCTTTTTTCTAGATGAGACTTTGTTGTCCTTTTCGTGTTTTTTGGTAAACTTCCT
ATGATGTTTATCTTTTAACNCGTTGGCAGCGATTTTC
>CL4116Contig1
TTTTTTTTTTGGGGAAAGNCNTTTTTTTNAAAAAAAAAAAAAAAATGTCAATTTTCATTT
TCATAACATCTAACTGCTATTTTTCACATGTATACAATGTAGATCAGAGTCCTGCTCACT
GATGAGACAAAAAATAAGGTGGGGAAAAAAAACTGGTAAATAACTAACCTGATCACAAAA



TCCTGAATGCAAACCGGGATGACATGACCCAGAGGTCTGAAGTGGGCTTTTTTTTCTCCT
TCTTTTATTTTTTATAATAACATTTGACATAAAAAGATAATAATCAAGCAAAGATGGTCT
CCTCGCGCCTTTTCTTGGTCAGGATGGTTCCAGGTTTGTGCTGAGCGTCTGGGTGGTTGG
CCAGCTCCGGCGGGCAGTTGGAGACGGGACTCTCCAGGATGGCCTGCTTCAAGTCATAGA
AGACAGCAGAGTCCTCTTTGGTGAGGAAAGTCATGGCCACGCCGCTCTTACCAGCACGAC
CGGTACGACCAATACGATGGATGTAATCTTCAATGTTCTTCGCCATGTCGTAGTTGATGA
CCATGGACACGTCGTGAATGTCGATACCACGACCAGCAACATCTGTGGCCACCAAGATAT
CTTTGGCTCCAGCCTTAAGGTTGGAGAGCGCAAACTCTCTCTGCTCCTGACCTTTGCCAC
CGTGCAGCGTGCAAGCATTGTACCCCATCTTCTCCAGGGACTTGGCCAACACATCGCAAC
CCTTCTTCTGGTTGACGAAGATGATGATGGGAGGCTCGAAGCCACTGGCCAAAACCTCCA
GCATCTTCTTCCTCTTCTCCCCCTCTGACATCAGCATGACCTTCTGCTCCACCCTCTCGT
GAGGTTTTCCAGCAGAACCGATGTACACCACAGCAGCCCGCCTCAGGTAGCTCCTGGCCA
GCCTCTCCACAGCAGGAGGCATGGTAGCAGTGAACATGACGGTCTGTCTGTATTTATGCT
TCCCAGATTCAAAGTTCATGGTCATTTTCTCAGGGTCTTCTGCTTCGTCAGTGTCTGGTT
TCTGATTGGTCACTGGGATGTACTCCAGAATCTTTTGGACATCGGGCTCAAAGCCCATGT
CAATCATGCGATCTGCCTCATCCAGAACCACGTAGGTGCAGCGGCCCAGGACCAGGTAGC
GGTTCTCCAAAACATCGATCAGACGGCCGGGAGTGGCAATCACAATCTCACAGCCCATCC
CCGGCCATAAGGNCCGGGTTAAACG
>CL4117Contig1
CNTTATTTAATATNTTTAGTTTACAGAATATTGGCACAAAAAAACAACTGTCTAAATGTT
AGCCAGGAAGAGGGGGGCCAGTCAAAAGGCGGGGCTGAGAGCGTCGTAGAGCCGATGAAC
GGCAACTTCAATCATCTCCCTCAGAGGCTCGTCTTCTGCACACGTCACAACTCGTGTGAC
TGGGTTGATGGTTGCCGTGGCGCCGTCCACCATCACACTGAAGCTTTCACTGTTGCTGAA
GTTCACACAGTCCTCCCCGAACATGTCATGCAGCATGAGCTCCAGTCGCTCCACAAACAC
CTCCTCGTCAAACGTTTCCCTCCGGCCCTCCAGAAACTTCTGGGTGTTGGGATTTGACTG
AACCTCCAGGACCACGGTGGCCACCACGTCAGCATACATGTCGTTGAGCGGGCTGGAGTT
CCACTCCAGCTGCACCATGCCGGCTTCATGGACTAGACTAATGCTCTTAAAGATCTTCAC
TGTAATTTTTTCAGCTCCCTCCACCTGCTGCACGTCACCTGCCAGGTTCCTCAATTGACT
GACCAGGAGAGAGATGGGTCCTGTGAAGGGGATGGCCTGACTCTGAGTGACCGTGCCCAC
AGAGAGATCTGTATACTTGCAAAGGTCGGACGGCATCAGGATGTGGTAGTTGAAGTTCCT
TTTTACGAGGATCCCAGAAACCCTCTGACCTTGGGCACACTTTTGGTCAGCGAGTGAGCC
CATCACCTTAACCAGCTTCTCTCCTCTGAAGTTCAGAGTAACAGCCTCGGTATTCCTCGG
GTTGTGGACCTCGATGTGGACCTCG
>CL4118Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTACNNACAGATAAGACACAACGCTACAACATTT
GAAAAGATCTACAGGCTGTGGATGACGGTCCGATCCTTCAGCATCTGAACGTACTCCTTG
GCCTGGTCCAAGCCCGTCTTCTGCTCCGTTCTGGGCGGCGGCCCTTCCACCAGTTTTACA
AAGTAGTGGCAGTAAACTCTGTCCATGATGCCGAACATGCCCCGTCCGTGGTAGCGGATC
CGCTTCAGGTACTTCCCTTTGCTGGAGAAGGACTCTGCCACATGCAGGTTGGACTTGTAC
TCCACATTGTGAGTCTTCACGGCCATCTCCTGAGCTTCAAGGAGGACCTCTTTCATGATT
TTGGCTCCTTTCTTGTCGTTGAACTCCAGCTGGGCGACGGCCTCATCGATGCTCATGCCG
CGGATCATTTTAGCCAGGTACCACATCTTGTCTTTGCTGTATTTGATCTGCCTCCTGCAG
TGGTGGATCTCGGCTGGTCTGCGGGGCTCCTCTGGCTGCTGGGGTGGAAACACCTTCAGG
TTCTTCCTCTCCCAGCTCTTTGAGCTCAGCGAAGAGCCGGTGTGGAGCCACGAGAGCCGC
TGGGGTGGAGCGGCCAACCTGCTTGAACGAAATAGTCCGGAAAGGCTTCTGACGAAGGAG
AAACCAGATCCAGCCCCTGCGGCCGCCATGATGGATTTCTGATCACCC
>CL4119Contig1
TTAACCCGGGCCTTATGGCCGGGGGACAGAAGAAGAAGACGCGTATAGAGCCAGCTCATG
TGCTCTCAGTTTGTGGTGAACATAAACGATCTTGCTGGAGTGAGACTTTTAATTATATAT
ATATTTTCAGCTGATTTACTAAATTTAAGTTCTTTGAGTTATTTTGTCGCAAAGCAAATG
CTGACGAAGTGATTCTCTTTCTAATCTCGGTTCAACTATGGATTTGCTCACTGGTCCGCT
GGGCGCCGGCGTTTCAGCCGGTCTGGGTTGCGGACTCCTCCTTGGATGGCTTCTTCGAGC
CCGGTTAGCCCCAGCATCCCGGAGCTTCATAAAAGCTGTGGAGAGCGGTGCGGTGGAAGC
AAGCGTGATGGGAGAGGGGGGCGAGTTTAAGATGGTGCTGGTGGTTCGGAATGACCTGAA
GATGGGCAAAGGGAAGGTGGCCGCTCAGTGCTCTCACGCTGCTGTGTCAGCATACAAACA
GGTCCAGCGCCGGGACCCGGAGCTGCTCAAACAATGGGAGTACTGCGGCCAGCCCAAGGT
GGTGGTGAAGGCACCCGATGAGGAAACCCTGGTTGAGTTGCTGAGTCGCGCCAGAGCAGC
GGGTCTCACAGTCAGCCTCATTCAGGATGCAGGAAGGACTCAAATCGCTCCTGGGTCTCG
CACCGTACTGGGGGTCGGTCCAGGTCCGGCTCATCTGGTTGACAGCATCACTGGGGATCT
GAAACTTTACTGAAGTTTTCTTCCTGAATTTTTTTTTCCAATAAAAAATACATTTC
>CL4120Contig1
TTTTTTTTTAACAGGCGCTTGGAATTCCTCTTTAATGCTACACAACATTATGAAAAATAA
ATTATGTACAGTTACAGTTCAGAGCAAAGAAGAAGCCATCCTTACTCACGCTCAAAGGTG
GAACACTGACTGCGTACAGAAAGAGCTTTAAAGACAGTGCTGATGTTTTGGTAGTTTTTG



TGGCAATAGTACAAAATGTAGACAAACTTGTCAAAAAATAACACTCATATGGCTCAATAA
GCAGATGTAAATAGAAGAACAAAGTAGGTTCTCTAACAGTATTAAAGTGGCAAAGCATAT
CGCACTGCGATGGATGCTGAACTAAACGTAACCCGAAACATTTATTAAAGTTCAAAAGAG
CGGAAACAGTCTATATACTGTGCTGTAACATTAGTGTCATTGATTTTAGAGAAAATAATG
AATTTATGTCCCCTGAGATGAAAGTGTCTAATAACAATCTTGCCAAGGACAAACAGATGA
AAACAGTAATGCTCGAGTGTCAATAGTGTGAAATTTTGGAAGTGGTGGATATGGATGCGA
CTATGGGTTTTCATAAAAATATCAATTAAACTCTCTATTTTCCAATTTGATCCTCTTTGC
CAATCTTATTAAATATTCGTCAAGGAACATGTAAACCTGAGAAGCCTCACTTTGTATTTT
GGGGAAAGACTGGAAATGTGTTGTTTCCATTGTTACTGATCTAAGGTCAGTTTTAGCATT
TTTCCCTCTAAATAAGGGAGGGGTTCATGAATAGAAAATATGATTCAGGTAACACGACAA
GGGACCACGTGTCAACATACAGTATGTTAATTAGACTGAAAATCTGCGCCTGAGGGCAAC
ATCTTAGTCTCTCCTGAGCATTGCGGGATAAGGGACACTGGGGTGTGTGGTTCACATGTG
TATTTGTGGACGACAACAGTATGTTCAGATGTTCCCTCCCCTCCATTCACTGTCCTTCCT
CCTCACGCAGGAACTGGAAGATGGAGGAAAAAATCCTTGTTAGCGTAGCCTCGAGAGGAC
ATGACTCTGTAGATCTGGTGGGCCAGGGACCCCAGAGGGATGGGAGTCTTTGTGTTGGTG
GCAGTGTTTTGGGCCAAACCAAGATCCTTGGCCATTAATGTGGTTCCAAAGCCCCCTTGG
TAGTTGTTGGAGGAGGGGACTCCCTCCATCACGCCTGGAACCGGATTGTATTTGTCACTG
GACCAGCATCGACCTGACGACATGTTGAGGATCTTTGTCAGCAGCTTAGGGTCGAGACCA
AGTCTGATGCCAAGGTTCATCGTTTCTGCAGTTCCAATCATCCCAATTGCAAGCAGCATG
TTGTTGCCTCGTGC
>CL4121Contig1
TATCAGGAAATGCATAAGTTATTCATCCTCAAGGTAGTGGAGCCCAAAAACATCTTAGAC
AGGGTTGCTGCCATCTTTGCGTGATTAATGTCATTTTTAACCAAAGTCTGTGCACTAAAA
CCTTTGGAGCCTCTTCCCATTTCATCTGTGATCATCAGTGTTTGTGAAAAAAAGACTCAT
CCCTTAGTGAATCATAGTCTTAAAAAGGTTTGTAGTTTTAGACAAGTTAAAATGTGAAGG
TAAAATCTCTTTTTTCAAGAGAAACCAGGCCAAGAGGCATCAGCTCACATAAAAACAAAA
CAATCATGAAAAAAAATGAAACTAATTTAAGAATAAGATAAACTCTTCCAGTTACACCCA
TTATTCTTTCTACATACAGGAAAGAATTTATCCTTTTATGCAATACTGATACTAATTCTT
CTGTACCGAGGTAAATATTTACATTTTTGTTTCTACATATTGATGTTTGAATTAAACTTA
AGTCTGTTTTTAAGAACTCTATTGAGTAGCCTGATCAAAAGTAGTTAAAATGACAATTAA
ATGATTTAATGATTTAATCATGCAGGTTGAACCACTAATATTGAACTAAAAGACATTTAA
AATGACAGTGAATATAAATTGACGTGGAGTAAACATGACTGTAGGAAGTCGAAGTTACTT
TTAGGAGTAAATCTAAAACTTTGATTGGTTTTGTGTTCGTGTTAACAGTTTGTATAAGCT
TTTCACTAAAACTGTGTTTATGGAATGAATTGTGCTTTTANCCGTGTATGTATAGTGAAT
AAACAGGCTGTGCCATGTGTCCCGTGTGTAG
>CL4122Contig1
TTTAAAGTTTATTGAAGGGGTTTAAAGCTGTAATTCCTTTTTGACGAAAACTAAAAACTG
CTTGTTTGAAACAACCCCACCTCCCCACCCCAGCTCCTCAAACTCTTGTTTGGCTTAGTT
GACCAGGAGCTCCTGGTACTGCTCAGACCGGAGGAAGCGAGCGAAGGAGTCTTTTTCCAT
CAGGGCGAAAATCCTCTTCTGAGCCAACTCAAAAGTGGACGGGGAGAGATCCACCAGATT
TCTCAGGGTCACATCCTTGGTGAAGTGATCGATGTTCACCTCTCTGGGTCCTTCAGACTG
GATGAAGTCCTCATAGATCTTCTTGGCCTTGGCTGCCATTTTCACTGGGTTTTTGGTCTT
CTTGAAGTCCTCACAGGCCATCCAGAACTCAATGTTCTCATCACTGAACTCAGACTGCAG
GAAGCTGCGGAAAGCAGTCAGACCATAGTTGTTATTCAGAACCCGGTCCAGACTCTCACG
CCACTGAGCAGCCTCTTCATGGGTAGGCTTCTGAAGCTTCTCCGGCTTCTTCTCAGTCTT
CTCAGGGTAAGGGATGATGAGGTCGATGGCATTTTCAGGCTTGTTCAGAAAAACTCCCAA
TTTTGTCTTGATCTCTTTAGCCCTTTCCAGGCAGGTCTGAGGTAATGCAGCTAATCCTTT
ACACATTTTTCCAAAGCGTTCAAGTTGCGATGTTCAAGAGTGATTTCAGTTTTCCTGCTT
GCCAGCTGTGAGTCTCTGTGAGTTTCTTCTG
>CL4123Contig1
CGTGTTATGCAGCACGATTTATTTTGAGTGCAGAAAACACAATACAGGGAAATGTCTTCT
TGTGCATTTCCCCCTTAGCCATGACCTCAAAAACTTTAACATATAGTTGATTAAAATGGC
AAAACACAGAGTTGTTCATCTAAAAGAGAGAAACAAGGATTTTACATGCCGTCACTGTAA
AAACACAACAGTGGGGGAAGTTCACAACAACATAATTACTCATCTAAGCATAAGGAAATG
AAGAATTAACCATAAAAGAAGTCATGAAGCAGTCTGGATCGATGTGGGCGGGGCCCTGTA
GAGCTTCCTGATTGGCAGATGCCTCCCTGAAAGGACAGTGGTCAGCGACCACAGAGTGAA
GGGTAAGCCAACGCCTCCATGCCTCTTTTTATCTGAAGGAAACCCTTTATCTTCATCATC
ACAGCAGTCAAACAGTCTTCAAGTTGCTGGAGAGACGGAGTTTGTGGAACAGGAGAGACA
CGACTGCAGACAACAGAAAAAGGGACGGATGTGCAAGACGAGATTATCTAAATATAGATA
TTTTTCCTCTGTAAAGTATGGCTTTGATGTGGTTCCCGGGCTCTAAAGCTGCGCACAAAT
ATCCACTGTTGGTACACCGCACCGATTACTTCTCTATTAGGTACATAATATCATCATCAA
GCATCATAGGAGGGGATGTGGATAAATAAATGCAGGCGGAGGGGGTGCTCAAATGGCAGG
ATGGTTCAGGGATACACTGCAGACGCTGCAGAGCTGTATGTACAAAAGCCTTGGCTGCTG
TTTGCAGAGCTTCAGTCTGCAGCATGAGGGTTTTAAGGAGGAAGCAGGAGTTTCCCAAAA



GCATCTTGGGGGTGAGAGAGGGTGAGGGTGCATGATCACAGCACACTGGACACCATTTTT
CTTTACCCATTTGTCCCTCATTCATAGCCATCAAGCTGTGCTCGTCAAACCCGCCGCAGG
GGGACGGGAAAGCCT
>CL4124Contig1
TGGGAGTCGACTACCACGCTAGGATTTCGTCTGGTGCAGATCAGAAGGGAGGAAACTGAA
TAAAGAGCTACAGCCTCACGTCAGAGCCATCACAGTGTCATCAGACGCCCTCCCCTGCCA
CCGTCTCAGGGGATTCCCCCCTTTGCAGCAGCAGCATCATGCCCGGTCAGGATTTCTTAC
GAAGGCTGAATCTGCCCGATCTGGAGGAAATCAGCCAGTACATCAGGAATGCTTCCGCCC
CCTTGCTGGTCAGCGTGGGCGCCGTGGCTGCAGCAACGACCTACTACCTTGCAACTCGGC
CCAGGGCCCTGCCGCCAGTTTGCGACCCTCACAGGCAGTCAGTTGAAGTGGAGGGGGAAG
ATTTGGCTCGGCGGTCTGTTCTCATGAACGATGGCAGTTTCCTGACTCACATTTATGATG
ATGCCAAAACGATGTACGAGTCCTTCCTCAGAGGGATTAAACTCTCCCAAAACGGTCCGT
GTTTGGGCTCCAGGAAACCGAAGCAGCCGTACGAGTGGATATCCTACGGCGAGGTCAAAA
AAAGAAGTGAGAACCTGGGCTCAGCCTTTCTCCATAAAGGACATTCAAAGAGTGTGGATC
CCCACATCGGCATCTTCTCTCAGAACAGGCCTGAGTGGACCATGACTGAGTTGGCGTGCT
ACACGTACTCATTGGTGTCGGTCCCTCTGTATGACACGTTGGGA
>CL4125Contig1
TTTTTTTTTTTTTTTTTTTTACTTTACAAAAACAGTTTAATAAGTGCATGCAAGTCTATT
ACAGTCTGTACTCAAATCTGTAAACACTTATTTTACTTGGTTTCTCTGATTATGAGTCCT
GTCAGAGAAAAAAAAAATCACCAGCTGATACAATGAAGTAGAGAAAACCAAAACATTGCA
TCTAACTTGTATACTCATGATCCCAGCAAGAGAATTTATTCATATAAAATAACCATATTT
CTCTGAAAGAATGTGTTCCAATCTAGAACACAAAAGAACAGAAGCTTTTCTTTTCTCCTC
ACTTTGCAGATGACATCACAACCTTTAAAATGAATGGCTCTCTAATTACAGTATAAAAAG
CATCAATGCTAAGAATCCAGTTACCATCAAATAGGACTGAGAGAAGGGCTTTCTCTGTCG
CTTTTCTCAAACTGAGAGAGTCAGGAGGCTCTGCTCCGGACAGCTGTGCTGACAAAACGC
AGAGGAAACGAAGACGCCTTAATAGTTTACCTCTTCATGAAGGGAAGTAAATTGACAAAG
TTAGAAGTCCACGCAGGAAAATATCTTGAACATAAAAGTGCTGTCACTGATGGACACTTG
TTGTTTATTTGTTTTCGAGTACTGCACTGCTTGTTATCAACTGCTGATGTTGCATAGCTT
TTTTGTGTTGAACGAGACATGATGATTGGTGGGGATGGGCGGGTCGGTCATGATGGAGGA
CTGGTGGATGGGTTGCCATGGTGATGAAGGTTGGGCATGCTAGGTCTCTGGGCTGCACTC
CGGGCGACGTGGGTAGATGTTATGAGGAGGAATGCAGTACTACCTGTTACTGTTGGACAT
GGCATACTGAGCTTGCTTCTGCTGGAGGAGCTCTGTGATGGCCAGCAGCTTTTTCAACAC
ATGCTGCTGGGCTCCCCTCTCATTACTTAGGGTGCGGAGCTCGTCCGAGTGTGCGACACA
GACCTCGTGCAGCGCAGCCAGGTCTCGGGGCAGGTCTGTCCTAAAGTGCTCTGTTGTCTC
TGGGAGTTCAGGAACGTTCCCCAACCCT
>CL4126Contig1
GAGGGCTGTGCATGGTCAGCAGCCACCTGAAGGAGACCGAGAAGGTCATCAACGAGTTCT
TCCGCACCGAGGGCGCGGAGAAGCTGCAGAGGGCCTTCGACATCGCCAAGAAGATCCCCA
TCATCACGTCAGCCAAGACTCAGGAGCTCGCCAAAGTCACGCAGTTTAAGACCATGGAGT
TTGCCCGCCACTTGGAGGAGCTGGCCCGCAGCATCCCCCTGCCGCCACTCATCCTCCACT
GCAGGGCGTCTGCGGAGGAGAACCCCGGACCCGACGGAGCGGAGGCCGTCCAGGCTCTGT
GTTCAGACACTGAATATCGGGCCTCGCTGTCAAAGGTCAGCGTGTCTCTGCACACTCCCA
GAGGAGACCCCAAGGAACCAGAGAGCAGCGCGTGACGATGGGGAGGAGCCCCAGCAGGAG
CACCTTTCTGCACCGAACGAGTCTAATTCCAGAGAGGTGAAGAACTCTTTCATTCCCATT
AATCGTTTCTTTGATTTTCATCATTCCTCTTCTGAAGTGGTGGAATGAGATCATTGCGTC
TGTCTCTGAACTCCAGCCAGACTCACCTCAAAGTGATGGATTCGGGCCACGTCTTTGTTT
TCCTGACAGACTTTTTCCCTCCTTTCTGCTCAGACGAGCTCATTACGCTGCTCCAGATTT
CATTTGCAGCTTTTCTCTCTGGCTTCACGTTGACAGCCAGTCGACTTCCAGAGAAAATGT
TGCAACAAAACATCTCCGTTTCACGCCGTCAGTCCTTCTCAGTGTCCGTCATTCCAGTGG
AAATCTCTGCAAGGCCAAACCCTGACCAGAACAACAGAAGATAAAAACAGACCAAAACCC
ATCACTTTATCCTTTAACATTATAAGCATTTTCTTAAATAAAGTCTGTATAAGCAGTAAA
ATGGAGCCATGTGAAGCTACAGTCAAAACTATTGTGAGGTTGAGGTTTTGTTGGGTTATG
AAAGACAAATGTTTGCTAACTTGTATTGGCAAATATTTAATTTATTTGTTGATCTTTTAC
TAACATTGTCTTAATTATTCATGACAATGCTAAAAAAACACTTTGAATTCTAGTTTAGGT
TTGATTAATATCTGTACATTTCTATTAAACAAAAGAAGGAAACGACCAAATTATTACAAT
GCTTACATTTTACATCATAAATGTTCAACCAAAATAGTTGTCAGATTTGATTTCTCTTTT
TAAACAAAAATAAAATATAAATAAAATGCTTAAGACCAAAANNNNNNNN
>CL4127Contig1
TTTTGAGGATGTTCCAGNATTGCATAGTATTTTTCTATAAAGAGAAAATTCCAGNCTTGG
GGGCTTCCTCCCCTGTTGTTGCTCGTCTTTGTCAGCGGTTTGTCAACAGGTACCACTTTG
CCACTCTGTACGACACCAGCCTTCGAATCGCCGTCTACTCTGCTTATCAGTTTGAGCCCA
GCAATGGAGGGGGCAGGGAGAAGAGGTGGTTTGTAGAGCCCCAGCTGGTGGACAAGTCCT
GGCCAGGTGAGATGGAGGATGGCTATTGGCTGGGACAAGACAACCCAGGCATTTTTCTGG
GGGAGAAACAAGCTCTGAATGAAGATTTCACTAATTCTGGTTTTGATCGTGGTCACCTCA



ATCCCAACGGACACCATCCAGTCCCCAGCCGCAACGCAACTTTCACCCTGACCAATGTGG
TTCCTCAGAACCCTACCATGAACCAAAACGCCTGGAGGATCCACGAGTCAGAGCTCACAG
ATCTCTTCCTGTCCAAGTGCTCCAAGGCCTTTGTGTTGGTAGGAGCCATTCCCTCTGTAG
ACAACTGGATCATTAAAAACAACGTGAAGCGAGTCAACATCCCAGACTTTTTGTGGAATG
CCTACTGCTGCGTGGACAATAATGACAAGCCCATAGAGAGCGGAGCCGCCAGAGCCAGAA
ACACAGAGGAGAACTGGGTGGAGAAACTCACTTTAGAAGAACTGAGGGAGTTTTTGCAGC
AGTACTCCAGTGATCCAGTTGGGGAGCTGTTTTACAACAACTGCAGTGTGTGAAGGAGGA
CAAAAAGAAAATACTAGAGTGAATCTGTTCCTGCTTTCAGGTTTGCGCTTCAACATAGGT
TGAGGCGGAGCAATAAAATAAAAAACACCAA
>CL4128Contig1
GTTGTTCNATTATTTTTATTTTGACACCTTTATTTGTAACAAAAAAAAATATTACAGCAT
TTATAAACATTAGAGTCACCATGGTAATATTAAACTGCAGACAGGAAGTTCATCAAGTCA
ATCTTCTGCACTTTCTTCAACCTCCTAACAGCATTTCATTTACAAACATTCACATCCTTC
TACATCCCCGTCCGATCAAGGCAAGGCGGTGCGTTTGTGGACCCTCCAGCGTCTACAAAC
ATGTTAGTCAGCATGGACTGCAGGCGTGACGAGGATGAAGATCTAACAGAGTTATTGTGG
ATAAGCCTCCACCACCATGGCGTGACCCTGTCCTCCTGCGGCACAGGCTGCCACCAGCCC
GTACTGCCCCCCCTCCCTCTTCAGTCGATGAGCCACTGTGGTCACCAGCCTGCAGCCGGT
GGCACCGAAGGGGTGTCCCAGAGACAGAGAGCCCCCCCACGTGTTGAACTTCTCCATGGG
AGGAGCCCCAACCTTTGACTTCCTGCCCATGTACGTCTGAGCAAACCAGTCAGAGTCCAT
CGCCTTCAAATTCGCCATGATCTGACCGGCGAATGCTTCGTGAAACTCAAACACGTCGAT
GTCGCTCAATGACAAGCCGGACCGCTCAAGAACTTTTGGCGTGGCGTAGGTCGGCCCCAG
TAGCAGCTGATCTTTGGGGTCCTGGGAGACGTAGACGAAGTCTCTGAGGTAGGCTTTGGG
CTTGAAGCCCATGGCCAAGGCTTTCTCCTCAGACATGATGAGCACAGCGGAGGCCCCGTC
CGTCAGGAAGGAGGAGTTGGCAGCGGTGACCCTCGTGCCGA
>CL4129Contig1
CCCGGGCCTTATGGCCGGGGTAGTTGAGCTAAAAACAAAACTTGACTTTGGTCCGCCAAC
TTCTGTGTGCTCAGCCAGGCAAAGCATGAGGTCTGATGATTATCCCTTTTTTCCTCTCAA
GAATCCTGGAATATGCGGTGTTTTAGTTCGGATTTGATGATATTGTCAGAATTTTCTTTT
TAACTTGATTTTTCCCCCCTTTTCTGCCAAAAAAGGACCAAAACGGAACGTTAGCTTTAA
CAAACAGCGAACTCCTCCTCTCCGTATCCCTCACCTCTAGCTCTACCGTCCTGTGAAGGC
TGCTAGCTATGGTGTGATTCTTGTGACTAAGGGAAGTTCTAATTGACATTTTCATAGCTG
AATGGCTTCAGCGTCTGCCTGTCAGCTGTTGTTTAACACCTGCATGCTTAAACCCATACC
ATAGCCATATTTTGAGCTCCTTGTCGGGAGGAACCGCTATTTTCTTTTTTCAAGGCGGAA
ATAACCAGACTCTCATCCGCCGCTTTGTAGTTCTTAGCTAAAAAAAAAAAAAAAAAAAAA
AAAAAAACAT
>CL4130Contig1
ACCCCCCCCTTTTGGACGGTTTNTTGTACTGGGACTGTTCCAANGAATTAANAANGGGGG
GGGGGGGAAATAATTGATTGTGTTCGTTCTAACTTTTTGTTCTGTGACAACAGAAGAACC
TCAGAACCAGCAGGCGCCTTCAGGGTCGCCAGCCGTCCAACCATGACAGTAAACTGGACT
CGCAGGAGTCTGTCGCCATCCCATAATAATCAGGGATCTTTAAGATGGGGAAACCTGCAC
AGGAAGCTCTTCCTGCTCCGCAGAAGCTGGTTCCTCCTGCAGACTTTGGTTTGAGGATCA
GGAAGACATGATGGAGACGCGGAACTTTAAACGCCTCCTCATTGTGGGCGGAGCTAACGT
TAACCGTAACCGAAGGGGGGGGGGCGGAGCATACCTACTTCTTAAAGGTTCTTTCAGAAG
AAATATGGAAATGTTACTTTGAACAAAATATTTAAACCAAATCCAGACGTTTCATGTCAT
GGTTGCTTCTATTTACATCTTTATAAACTGTTATTTGAAATAAAATTGTTCTTTTTTCAA
AAAAAAAA
>CL4131Contig1
CAAAGCAAAGATGGACAAGAAACTGGAGGGAAACAACCCGCAGGGCAGCAACCAGGGGGT
GAAGATAACAGAACAGCCCAAGAAGAGCAGTTTCTTTCGCTGCGTCCTCCTGTAAGCGGA
CCGGAGCGCCAGCATCCACCGCCGCCTTAACTCCGCCCCCCGCTGGACAGAACTGGACAG
AGCACGCTCTGATTGCTCTCTGACTTCTCGTCTTCCTCCCGCCGATCTTATTTAGGAAAA
AAGCAGTGTTTTCCCTCTCGTCCTTCAGCACCTGTGGATTTTTACCCGCTGTGGGTTCGG
TTTCGGACCCGCGGCCTCGACTTGAATCTTGATGTTTTTATTCTGGTGGCGAGCGGAGAG
CGATCAAACGTTTTCTACCTGCACCCTCAGGCCTTTGTTTGTCTTGTCTTTCCAAATCTT
TTCCTACTCGGTGAGGCTTTATTTCTATTTTCATCAACAATCTTCCACCTGGTTTGCACT
GACGGTTTGTTTTTCGCGTGGCGTGAAACCATCGTATGAACAGTGGTTCCCGTCTTTCCA
CGGTTTACATGTTCCCTCTCTCTCCTGGTGCTGAAGCGGTTTGTCTCTTCCTTTCTCTGC
AAGTATTCATGCTTTTGCAGAACCGCGTGGGACTGAAAAGCTTCAAAGATTTGACATAAA
AATCAGGATGAAGGAGAAGAGCGATTCGGGACGCAGCAGTTCTCCAGAACCGGGGGGACG
GGTCCGCTATAAAGGAATCAGCGATGAAGATGAGGTTCTCAACCGTTTAGGACGGAGCTG
TGCTTAAAGTGCCCTTTGTGTTCTCGTTGTTGATGCACTTTTTCTTCTTTCGTTTACTTT
TGATTTATGGACGGTTTGTTTCAAAGATTACTGATGGACCTGCAGGAAACATCGGAACGC
TGAGACTTCTGGTGAACATCCCAAAATCCTTCCACAACATTCCCCGTCACAGATTGACTC
CCAGTCGCCTCCTTCCAGATTTTTTCCATGGTTTTGATGCACTGCAGCAGCTGATTGTCT



CCAACTATGCATTCTGGGTAAAAAGGCTTTTGCACATGTGACCAAACGAGCGACTTGAGC
TCAGCTCAGAGGGAAAGGAGGAGAAGAAATGGGGTTCAAACAACTCGCGTTGGTTTCTTT
GGGAGCCAATCATCTCTCAGGTTGAAGAGGAGAGAGTCTTAAATGACATTTTCTAAATCT
GGTGAAATATTTTTGTCCCTTGGACTCAGATTTCCGCAGAGAAACATCCCAGCAAACTTC
TTTCTGCTTAACTCGCAGCTTTGGTGTCTATTCAGCCAAACCGTTTGATTTGTATTCAGG
CAGTGGACTTCAGATGGAAGAAATGCTTCAATTGTAAATAAGATCTACAAATATTGTACT
GTAACCTCTGAAATCTATACATCTACACTTTTTGTAGATATGTATGAGTGATGATTTATA
AAGAT
>CL4132Contig1
AACATATCAAAGTACATTTTANACAGTTNTGTCAGCAGAANGATAAAAACNCTGCTTTTC
CTTAGACCAGTTGGGAACTTTGAGGGGTTTTNTATTATATTGTAATGCNATATATTTGAA
GNTTCTGTGAAAGTNTANTTNTCTTTTTTTTTTGTACATGAAATACTTTTGGAAATCTGC
CTGGTGTGACTCCAAGGAGTGGCTGCTTATGTAATAAAAACGGTTCAGCTCTTTGCTACT
GCTTTCTGCAAAAAAACATGTAAATTCTGCACATTTTACTGATCTCATAAATGTAAAAAA
AATGGAATTAAAAGATCAAACTGACTTAAAACTGACAAGTATTTNTGTTAAATGACACTT
AAAAAAAAAAGAATTTAAATTTAAAACCACAAAGACGTCAATGGTGTTTGCACAGAGGGA
TGCGGTGAGGATATCTTGACTGAAGTGAGGGGTAAGTTCTGGTGGGCTCTACCTCCAGAA
CTTGGCTTTCTGGGCATCTCGGCGGCGTAGAGTGACTGCGCTGGTCGGTCCTCTAAAAAA
CTAACGGTGGACGGAGATTCCAGCAGGACTGGCCTCGGATATCGAGTTAGCAGAGAGGCT
GCTCTGAGCAAACAAACTTTCACCATTGGTCACAACTGTTCAGCTTGAATATACTTGCAG
TACTAAAAACGGTTCAGGTATCCATGCAGAACACTCAAAGCAGGATAAAAGTGACAGCAG
ACAACTTTCTCATGAACTCCAACAAGGATTATAAAACTCTCAACACACACGTCCGTCTTG
ACAGTCTAGTTAGTCTTGCAGAGATTACCGTAAAGAAAAGGAGCGAGGAGTTTCCTTATC
AGTATTGAGTCTTCTGTTATCATGTAGGCGACTTCTTTTTGTCCTATTTGCAGAGGGGTT
TCCGACACTCAAACAGCAGTGGGTAGACCTGCTCCACAGCTGTTGCAACATTCTGCACAT
TTGGTCCTGTAATCGTGAGGCTTCCAGTGGAAAACACCTGTACAGTAGCCTTTATATTCT
TGATTCTGTATGTAGCAGCAGGGTGAAGCTCAGGCTCATAACTGGCTATGGGCCGGTTGT
TCTTTGTGAAGTCTACCAAGTGAATTGAAAATGGCATGGAGCAAACGGCGAGCACATTCA
CAACCTTGAAAGCTGAAAACCTCACCTTGAAGCCAAGTTTCTGCAGACAGCGCGCTAGTC
TGCGAGCGCCCAGCTTTGCCTCGTCCTCACTTGTTGCTCCAGTGCAGATGATCTTTCCTG
ATGACCAGATTGAGGCTGTTATCCTTGGTTTCCGAAGTTTCATCAAGACTTTCCCTACTT
CCGGCTTGTAGATGACATTGATTCCCTCTAGAGCGATTGTACGCAGATTAAGGTGACATC
TGGTCCGAAACGTCGCAACAACATTAGTGATAATGATGTCGACTGCCTCATCGTTGCTGG
AATCCATGAGGAAGTGTGCGGCGCAGCAGGAAGAACACCAGGCCTTTTCTCTCACACATG
CATCAGAGTGGCCTTCCCCATAACTCCCTTGATTGACTTAGGAGACAAAAGTCTCTGAGT
AGCTACACTCATAAATATTTCCTTCAACAGCAGATGTTTGTTGACAACCCCTTCTGAGTT
TGTTGCCTTGCATGAAATCCCCCGGCCATAAGGCCCGGGTTTA
>CL4133Contig1
TTCGGCACGAGGCTCAAGACGTCACAGAATCCATGGAGAAAGAGATGCCGAAGGACTTCA
TGGATTTTAAGGATTTCCAGGACAGAAGGAAAGCCTGAAGTCATCCGACAGAGTCTGCGG
CTCTCAGATGAAGAAACGCAGATGATTTGCAGTCAGATGTCTTCAGATGAACTGAAAGGT
TTTTATTTTCTTGTCATGAGTGAATTTATGAAAATGATTTTCAAACCTTTTGAGGTAAAT
ACTTTATTTACAACAAAACCAACATTACAAGAAATCTAGAAACTATACACGTTTTAAAAA
TGCATGACTTTGATATGTTGTGTTATTTTAGCAAACATTTAGAGTTGAGGAACCCCGTCT
GGTTTGTAATTATGAGGGGTTTTTTGCTTCACTGTTTGTTCCTTCATGTTTTTTCGTTTT
TGTAAATAAATCCTAAAGAAAATGTGATAAAAAAGGAACCGGTTTGACATAAATCAGCTT
GACTTTCAAATAAAAAGAGGAAAAGAGAANAAAAAAA
>CL4134Contig1
CGGCACGAGGGCATGATCCCCATTGTCCTGGCCTCACTCCTCATTGCTAGTGCCCTTGGG
TGCGGCACCCCACCTATTCAGCCTTTGACTTCCCGCGTGGTCAATGGAGAGGATGCCAAG
CCCCACAGCTGGCCCTGGCAGATCTCCCTGCAGTATGAGAGGGATGGAGAATGGAGGCAC
ACTTGTGGGGGAACTCTGATTGCTGCCAACTGGGTGATGACTGCTGCTCATTGCATCAAC
CCCGATTTCTCCTACAGAGTGTTTGTAGGCAAACACAATCTGCTGGAGGATGAAGTTGGT
TCCAAAGCCATTTTTCCAGAGAAGATTGTTGTCCACGAGAAATGGAACTCCCTTTTGGTG
GCTTTAGGTAACGACATTGCCCTGATTAAACTGTCCGAGCCTGTGACTTTGAGTGATCAT
GTGCAGCTGGCATGTATTCCACCTGCTGAGACTGTGCTGTCCAACCTCTACCCCTGCTAC
ATCACTGGATGGGGCAGGTTGTACACTGGAGGCCCCATTGCTGATAACCTGCAGCAGGCT
TTGATGCCTGTGGCCGACCACGCCACCTGCTCCCAACCTGACTGGTGGGGTTTCATTGTC
AGAACCAACATGGTGTGTGCCGGAGGTGATGGGATTGTGGCTGGATGCAATGGTGACTCA
GGCGGCCCGTTGAACTGTCAAAATGCTCAGGGTGTTTGGGAGGTCCACGGCATTGCCAGC
TTTGTGTCGGGCCTTGGCTGCAACTTTGAGAAGAAGCCGACCGTCTTCACCAGAGTCTCT
GCTTTCAATGGCTGGATCGATCAAGTTATGATGAACAACTAAATG
>CL4135Contig1
GAGGGTGAGGGGAGGTGTCACTGCCGTGTTTTAGTTTTTTTTGTTGTGACTTTTATTGTC



TCGATGAGCTCACACGGTGCCGGTCTACAGAGAAGAACAGCCTTCTGGGATCTTCCTGAT
CATCCACTTTATGACAGGTGATGCTGCTGCTTGGAAGACCTTTAGCTCTGTTCCGTCACC
AGGGCTCAGCCCAACGTGTCTGTTTTTTTTCTGTGGAGACGAACGGCTGAAATCAGAACC
ATGGTGGGAGTTTTTCTCCATCAGAATGAACCCAGAGGGCAAACGCTGGATTTGTAGTCC
AGGTTACAGCCACATCAAGGCCAACCGTTCCTTCCTCTTTAAAATCCTTTGGACTGAGTG
AACCTGTTTGTGCCGCTTCACCAGCAGGTGGTGCTGTAGGCTTCTAGCATGAAATGACGC
GTTATTGCAGACACTGCTGCAACAGTCAACACTGTTCTGGAAGGTTCCTCTGCTTTGTTC
TGCTGCAGAACCTTAGCTGTTCAGTGCTGCACTTGACCTCCTGCGCTGCCATGCATCACC
AACAGAGCTCACGATCCCGTTCTGGTCTCAACTGAAGTTTTTCCACATTTTAGTGTTCCA
TGTTCTGCCAAGTACTTGGTTTGATTTTGTAATTCCTCCTGTTAATGGTTTTCGTCATCT
GTAGTCGTTTTGTAAACACAAAAAATGATTTTTTTTCTAACAAAAGAAGCAGCTGAGTGT
TCATATGACCATCCTCCAAATAAAAGTCTNTTATGAACAAANTGNTGCGTAACCATAGCA
ATGACTTCTTTTGCNTCCGTTACTGACACACTCATGTGTGTCTAAAATTTAAAAGGCAAA
AAAATGACAAATCTGGAATTTTATTTTGGTGAGTCTGACTGCATGTTGTAGAGAATGTGG
GTGCAGATCATGCTAACAGCAGCAGAGGCTTGATTATGAACACAAAGCAGCCTTAAATGT
GGGTAATATGACTAATAATGCTCTGATGGTTTTAGTCTACTATAGAACAGTAACTGTGTG
AGAAATAAAAT
>CL4136Contig1
GGTTTGTATTTATTTTTTCATTGTGTACTTTTTTTGGTCATTTTTATATATATATCTTTT
GTCTTATTTAGAGCAGAAGGTCAGTCTTTAACACTTCTGAATAAACCTTTGAAGTGCATC
TTTCTGGACAAAGCCTTGTTGATGTTTCACCAACTTTCACAGTCGCATGACGGAGATTAA
AAAACCACAACACAAACCTCATGCCGCAACGAATCCTGAATACATTCATTAAAAAAATGT
AAGGTGAACTATATAACTTGTTGCATTACATGAGATAAACATGAGAAGCTATTGTACCAG
CAGTGCAGCTGTTTCTTTACAGTGGGGGGGGGGGACATGTTTGAAGGTGGCGCTGTGAAG
CTATTCTGCTCGTCAGAGTATGTGGATCATTTAAATGAACAGGTAAATACTCAGACGGGA
TTATAAACCAAAAGAGTAGAAGAAACCTGATAATGTGCAAAAGCAGCTAAAACAATGCTA
ACAATGAAAGTATTCTAAAAGTCCTTACATGTTTTGCTTCATCTTCTTTGGGGACAAACG
TCTCCACTTCCTAAAGCTACACTGAAGTCTTTCAATTGCTGTTGAGTTCAAAACCCCCCA
GTTTGCACGGTTGGTGCTGGTGAGCGTCAGCCCGACTGAAACACGGAGGGAATGCTGACT
GATACTGGCGCCTCCCGGTTGGCTGCATTCACACATCATGAATACACACATGACATTAAT
ATATGGCCACCTTTTGATTATATTTAAGAAAAAAAAGGCAGGTTAGGCAGCTCTCCCAGG
ATGAGGAGTCTATAAAAAAGCAGCACGCTTTTCTGAAGCGGCCTCCTCCAAGTTCATTCG
TTCTCCTTTCCAGCGTGATATCAGAGCGTGAGCGTCCACGCCAGCCACACATGTTTGTGG
GTCTAAAGAGCTTCGTAGGACGCTTGACCGCTAAGCTTCCTGTAAAGTTTCAGGTCACAT
ATAATATGGATGAAAGTTCCACTTGGAATGGAATATCACAACACTACCAACAAAAATAAA
AGCACATTTTAAAACAAGGAAAACTAAAATGTGGCTTAGGATGGGGGTCCTTTTTGTGTT
TTCTTAGCTCCTTGTTGGTTGTTAAGGACAGCAGAGCGAGGAAGGAGGTGCACTGAAGCT
GCACGAGCAGATCTGGGGGTCACTTGTGGCGTCTGCAGGTGGCTACGTGAATCTGCGTCC
CGGAGGCGGGAACGTTTACAGCTCCATGTTGGGCTGCAGCTGCTGCAGTAAGATGGACAG
CTCCTCGATCAGACGCTTGAAAGTGATTCTCCTCTCAGGCGACTGGTCCCAGCACTTCCT
CATCAGCTCGTACACCGCCTCAGAGCAGCCCTCAGGACGCGGCAGTCTCCTCCCCTCCTG
CAACACTTTGACCAGTCGGAGGATGGTCATCTGACCTTGACTTCGACCAATCATATCAAA
GAAGCGCGTCCCCGGCCATAATGCCCGGGTTAAACGCGCCC
>CL4137Contig1
TTTTATTGAGCATGTAGGTGTTTTGGTTCTGTAGCAACCTATTGAATGGAGTGCAATTGG
ATTTAAGCCGGTTACAATTGAGAGCAAAAACAGGCACAGGTTTTGTGCAAATTGAACAGC
ATTGGAGCAGCTCCTAGACATACGCAGCAAAAATACATGCCAAAGGAAAACGCAGCGAAA
AGTAGAATCACAGGCAGCTGGAAGGAAGACGTCCCTCAAGAGCAAAGTCTCTCCAAGCTC
TTTTGACAAAAAGGGAAAAAAAACTAAATAGTTGAAATAAAATATGACGACAGTTGGAAA
GGTGTCATTTCCCAGCAACACCCTCTTATTTGAACAACTAAGCACATTTCATTAGAAACA
GAGGGCACTGCCTTTCTAAATCATTTATTCAAAAAAAAAATTTTAAAAAAATTAATGAAA
AACCAAAAAGCTTAGACAAGCAAAGGTTTATTCACAAATCCAGACTGTAAATAGCATCTT
TCCAGGATGTCTGGCACTGCATGAGCAACTTAATCGACACGAAACTAAAATCATCATTAA
CAACGACCCAAAACACAAAGGCAATGCAGGTTTAGCGAAACTTAACAGCGAATGCATTAT
TCTAACAATGCCTTACAGCAATCACTGTTACAAGATATACACTTGGTTGCTCCAATAACA
ACACACAGGGGGGGAAAAAGGATGTTAAAAATAAAAATTAGTCACCTTTCAAACAGGGAT
TCACCTCAAGCTTCACAACAGGTCAATAACTGCCAGTAAACATGCAGTAACACAGGATAA
CGGGAAATTAGGCAGGTGGGTTTCAGTGAGCAGTCTGTACAGTTCCAGTTCAGACGTTAC
AGACCAGGTCTGAGTACACGAGCCTAAACTGCTCTATTGTCCTTCACAGTGAGTATTTGA
GTCGAAAAACTAAACATCAGTGAATATTTGAGTCGACAAACTANCCTCGTG
>CL4138Contig1
TTTTTTTTTTTAAACAACTTCATTATCCCGTGTGGATTTTTCCTGCAGTATAAATAACTG
TTTTTCAGTTGTTCAACTCCTCCCTTTGCCCTTTTTCTGCAAATGTGCTCTGTAGTGATG
AATCAGATGCATTTTAAATCGACTCTTATCACCTCGCAGACGCTCCGATGCATTCTCCAT



GCATGCAGTCATGGCTTCATTTGATTAGCGGAGCTGACCTGAGGGTCAGACACTCCTAAC
ACGGCTCCTTCCTGTGAAGCCAGAGAACTGAGAAATGCTCTTTTTGTCACTCACCCAATG
AAGCAGAGGGGGTTTTCTGTGTAAAGATTTATGAGGTCTCGGGACGGCTCTGCGCCTTTC
CTGCAACATTAAAGCTATGTGCTGCTTGGAAAAAACATGTTGTTACTGCAGATGTTGTTA
AAGCAGATTTGTTACTGTCATGCTTTCTTTTCACCATCACCAACACTATGGATGCTAAAG
TCAGTTAATCAATGATGAAAATCAGCAAAGGAAAAAATCCCTAAACTTTTCTCTCAACTA
TATGACGGATGTGGAGCAAAATCTTTGAAAAATACATTGTTTTTAGATTTATTCTGGCAG
CTAATCATTCACTTTTAATCCAGAAACAAAGAAAAATTGTTTTGACTTACCATTAAGGAC
TTGCTGTCCTACAAAAAGAATTTTGAGAAGTGCTACAAGCAACAAAATTCCACAATTTAT
GCTTTTTCTTATTTAACTAAAATACAATTCACACTCAAACAACAGGTTCGTTAAAACACA
GACAATTAATACGCAGACAATAACTTTTAACCGTTTTCTCAAAACCACACCAAAAGACAT
AACACAACAAATTAGGTACCTTACAGATAAACAAAATAAACCATTTCAATGAAATGAATC
GTTTATCACTAGCATTAACATTCATGTTTTCCCTTCTTCTGTTCTACTAGAACCAGCACC
TCCTTACCATACCTTTCTGTGTCCACAGACCCTCTATCACTGCACATGCCTTTCATTTCT
ACTTTAATTCACTGCTTTGTCCTTTCCCCATTCTGTACAACATCCACTTACACTGTCTTC
AAACTATAATTACATCAAAACATGGGATCTGCTTTAACTTTCATCTTTAAACAGCAATAA
ATGCTTTAACACCAACACTAAGTAATCTGGGAAATATTAAAAAAAACATACAATAAATTA
AACATTGCAAACATTCTTTTAAGGGA
>CL4139Contig1
AGGGCGACCCAACATCCATGCTGTCAACCAGGTGGATCTGCTGGATGAGGAGTGGCTGAG
CATCTCTCCACAGAGAGATGACCTCAAATTGCTCTGTGAGCAGAATGAGGAGGAGGTGTC
TCCCCAACTCTTCACCTTCCATGAGGCTGTGTCTNANNATGGNGGAGATGGAGGAGCAAG
TTCTGGAAGACCACAGAGCGGTTTTCCAGGAATCCATCCGGTGGTTAGAAGATGAGAAGA
TGCTGCTAGAGATGACGGAGGAGGTGGATTACGACGTGGAGTCGTACGCCACACAGCTGG
AGCAGATCCTAGATCAGAAGATAGACATTCTTATCGAACTTAGAGATAAAGTGAAATCTT
TCCGTTCTACACTCCAGGAGGAGGAGCAAGCCAGTAAGCAGATCAACCCCAAAAGGCCAC
GTGCTCTTTAGAGGCTGAAGACTTTGGCACATGCAGAAAACATAACCACTTGGTGTTTGG
CCCAACTGTAGCCGTCACTAACAGCTGGGAAGACACAAAACCAAGCGCTCAGTTAAAAAG
CAGGATTACTAAATTGCATTTGTTCTTATTCGCTTGTAACCCAACTGGCTCTACATCTGG
TTTGACCATAGAAGTTTCAGCATTTTGTTTGATTTTCTTCCATTTTTAGAAATTTTTGTA
AAATTTCCACATGAAGAAGTTCAATTTTCCTTTCCATTTTCTTAAGTTATTTTCTCTTTT
TTTTTGGCAAAATTTTTTTTTATCTTGATTAAGAAGAAAAATCTGAAGTGAACTTTTTGG
CATCTGTCAAACAAAACCAGTATTTTGCTTTCAGGTTTCTGTGGCTGACATCCCTGCATG
TACTCTGTGAAAGCATTAGTGCACCACAGCTTAGAGGTTCTCGGTTGTATCTGTGAAAAC
ATGTTCCATAGTAGGCGAACTCTCCTCATTCGCTACCTGTTTGGCAGAACCACTTTGTTC
TTCTTCCTTTGTGTTTCCTTCCTCGAGTCTTGATGTGTTTTTTACATGTAGTTTTATTTT
CTTTGTGCCATGACATTTTATATGGCAAAGTGTTTAAAAGCTCTTACTTCATGTTAAACA
TGTTTCTTCACATCAGATAACGTTTCATTCCATTGTTGTAAAAAAAATAAGAGCAAGAAA
AACTGTTAATAAATGTTAAGGCCACAGAGCTACCATTGTTTTGTGTGTTTGCACTGATCA
AAGTG
>CL4140Contig1
TTTTTTGTAGAAACTTTATCATTAAAAAAAAAAACAACAACAGCATAAGGNGCACATAAA
AAATAGCAACTTTTTTTTGACAGATGGATCTTTTCAAAGGCATAATGACAACNTTACAGA
GCACAGCATCTCAAANAAACCCTCATTATTCTTGATGCAAAAAAATTATCGGTCGTTTCC
AGTTCATGGAGCANGTAGGACATGAGGANATCATGGGCAGCTACAGTCAGCATCCGCCTC
CTTCCTAACAAANAGCCNTTAAGCAATAAAGCACAAACNCNTCAAAGTGAAAANAGCCAA
ACACACCAACTTCGTCTTCATCTGAAAAAATGCCNAGTCATGGGTTGGTGTCCCCAACGC
TGGGGNGGTTCGACCAGCTTTGAAATAACGTTTGAAGGCCAACATTTTTGAGGTAATAAA
TACTTTAAATAATAACTTAAATATGTTTCANCTGCGTTTANCCTGAAAGTATGATGTGTA
AAACACATTACAGTGCAAAAAAAGGAGATTTTGTTTCAGGTTCAACACATCTACAGTCAA
GTTTGGAGCAACACCATGAAGGTTGGCACAGAAGAACAAAGCAGCTTTGTTCCTGTCTGA
TATTTTGGCTGCAGTTTTGATGAGAGCAGCAGAAGTTGGGCCCGTCCAGACAAAGTCAGT
TCAGCCAGAGTAATGAAGAGGAGCGTCCGTGCGTGCGTGCGTGCGTGCGTTCACTGGCCT
CCGATGCCAAGCTCCTTCTTGTAGCGCTTGGTGAGAACGTCCGCCTGCTGCGTCAGCTTG
GACAGCACCCCTTGCAGCCCGGTCAGGTGGTACTGGAACTGCTTCTCCAGATCCGCCTCC
TCCTCGTCGTCTTCCTCCTCGGAGCAGTAGGACGAGCCGGAGGACGAGACGGACGCAGAG
GAGTGCGTGCGGCTGATGGTCATGCTCTCCTTGCGGCGCTCGTCGGCGCACCGCACGCCC
CACTCGATGTCCCTGCGGATGGACTTGAGCAGCTGGTAGTAGCTGTACATGTCCCCCTCG
TCCATGTCCGTCTTGACGGAGCTCATGTCCCGCTCCACGTCCAGCGGGACGTCCCGCAGG
AGGCTGGGCACCATGATGGTCTGGTCCATGTTGTTGACGGCGCCGATGAAGCGGTTCATG
GCGTTGAAGAGGGAGTTCTTCTGGTTGGTGGTTTCCTGCAGCTGCATCATCATCATCATC
ATGTTAGCGAGTCTGGAGTTGGTTCTTCTTCTTGTTGTGGTCTTGAGTTTGGTCTCGGTA
GTTTCTCCC
>CL4141Contig1



TTTTTTTTTTAAAGATGAAATGTTTTATTTTGGTGTCAAAGGTCAGCATGTTACAGCATG
TACTTCTGTAACTTTTCTTTCTCGTAATCTACAAACCAGCTGTAAGAGAGACTCTGAACT
ATGAGAGTTTAGCATCCAAGATGACATTTTCTGTGAAATAAGAGTTTCTAGAAGCCTGCA
GGTTGCTTCCTTTAAAGGTCATCCAATCGGGTCCATGAACACGACTGGACGTGGATCTGG
ACGTGGATGCCGGATGTCCTCTAGGGTGACTTCCTTGGTTCCAGCCGTGGACCTGTGCTC
CACCAACAGGTCCGTTTGCAGCACGGGGGTCCTGCTGGAACCGACTTGGTCAGCTTAGCG
TTTCTGTGCTCCCTCTTCTCCATCATCTTCAGCAGATACATCCTCGTAAACCTGTCTGGT
GAAGCTGCTGGCAACAATCTGCGTTCTCTGCAGATTCTGACCAAAGAGCCGCAGAGAAGC
TTTCGCACATCAGCGCGGCCTGCCTGTGTCCTCTCTGGTATCTGATGGCTGTTTTTTACC
TGGATGGAAAAGATAACAGGGGTGCATCAGGTACATTTTATTTATGGAGGTAAATGCCCA
CAGAAACCCTCTGCTCGGCCATGGCTCTCTCG
>CL4142Contig1
TTATGGTCCACCTGAGGACAGACGTGGTCTCCTCAGTCATCCCATTCGTCCTCCTCTGCT
CCTTCTCCTCCTCCGGTCTGGGGTTTCTGAGAGCTGCCGACGTTTGCCTTGTTGGCCATG
ACCTTGTCAGTCCATGACGCTCCAGCCCTCTCATCTCCGGCAAAGTTGCACTTTGTTACC
GTTCCACCATCCACTTTGGCCAGAGAGAATATGAAGGGGCCGTTCCCTCTGGTCTTCAGC
CGGACCTCCTGCCCCGTCTGCAGCTCCGTTTTGTCCATCTCTGACTCTGGGTACCAGAAG
GCCCAGGTCCCGGCGGGTCCGTGCTTGTGGGTTATCTTGATCAGCTCGGGTTTGTTCACC
ATGGCTGAGAGCTGACTCTCACTCAGAATGTCCGACTCGCCTTTAGCCTCCACCTTGTAG
GAGGACATGAGGAAGCCGGTGTTGACCTTCTTGGTGTCACTGAAATTTGGCTCCACCTCC
TTCCCGCTGGCATCGAACTTCCTCTGGCTAATGCGTCCAGGTTTGATGTAAAGCACGTAG
AAACGAAACTTCTGACCGCTGGCATCACTGATCGAGTGTCTGGAAACATCCAGCAGCGTT
CCCTCCAGAAGAACACCAGGCCCGCTTTCATAGGCAGACGGCGACCACACCCAGTCCAGC
TTCTCATTGTGTACCGGTTTGTTCTGTAAAGACTTGTTGTCATAAATTCTACTCATTTTC
CTTGAAAATCCAAACTTTTCGGGTTTTTTTCTTTCTTCATTAATTTTCTTTTCCTGTTTC
CAAACTTCCGCTTCCCCCC
>CL4143Contig1
AAATCCAAGGGAAAAAAAAAAAAGAAAAAAATCCCCCCCCACCCCCAAACTGGGCCTGCC
AACACGCCACTGATTTCAAGAGTGGATGTGTGTGCGTTGGAATCAGTGTGTGTGTGCAGC
CGTGGCCACAGGAGTCTCTGATAACGTGTGAGGACTGGTGCGCGTGTGGAAGCTCCATGG
GGGTGAGGGCGACTCCTAGTATTTCTTCCCCGGAACAAACTCCTTTGCCTCGGGATTCAA
GATGCTCTTCCTCGCCACCTCCTCCAGGTTGCTGTGGTGGTCGCTGACCGACAGACCGTT
GAGCTGCTGCTGCAGCTGGCCCACCCCCTGGTTGTTGAGGTCGCGTGAAGGAATGAACCA
GTCCTGGTCCTCCTCTTCCAGCATTTCCTGGAAGCAGCGCTCCAAGAACTCCTGCTCCAG
CAGCTCCTCCTCCACCTGTCTGTTATACTCCTCCTCGTTCTCCATCCACATGTACTCGGC
AAAGGGGTTGACGTCGGTGCCCTCCCCTGGGTGCCCATTGGCCACCGGCTCCTTTCCTTC
CTTCCCCGGTGCGCCGCCTCCTGGTGTTTTGGCCAACTCAGGACCACTCATCTCAGCTGG
TTCTGGCATGGTGCTGGTGCTATTTACTTCAAAAGTGTTTTATAAGTGTAAGTGCACAAC
GGAGAGTGCGTTATCGTCGTTTCTCCAGTGGAGGGTTGTTGTTTTTTTTCTCCTGTGCTG
CGAGAGTCAGCGGAGCTCGGCCTCGTCCGAATTCCT
>CL4144Contig1
ATGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGAACATGAAAACTTTATTGTACATCTC
AGTTACTCAGCGCCCGCTCCACCCTCCCATGCACAGATGTAAACAGCACCTGCTGAGTCC
GACCCAGGTTTGAGTTTCAGTTCATGTCCATGTCAGGATCTTGTGTAGCGGGAAACAAAC
CAGCCGCCTTGATGAGTGTGTGCTCTCTGAGCAAGGGGGTGGAGGGGTCACAGTGTGACA
ACACATGTGGGACAAACAGGAAGGTGTCCTGGAGCCTCCCACCACCACCACCCCGACCCC
ACAGCAGGGTGGCTTAAGCTGTAGGCAGCAGCCTCAGACAGGTGAGTCCCGCCTCACTTT
TGCAGGATGAATTGGTTGATGAACTCGCTCTGCTCCGCCTCTACCCGGGAAAGGGCTTCG
TACTCCACCCGGTACCTCTCCAGCTGCATCTTCTTCTCAGCAATAAGCCCCTTTAGCAAA
AAAAGATGCTCCTCCCTCTGCTTCGCCACAGATGTCAGAAGGTTCCTGGCTCCAACGCCC
TTCATCTTTTCAGTCTCCGCCTCCTTGGCCAACCCGTCCANTGTGNTGATGACTCCGCCC
ACAATCTTCTGGAATTGTCCGATCTTGTCGGGGAACTGTCTGCACTCCCCCTTCAGCTCC
GCCGTGCTCTGGCTCACATCTGGCTCTAGAACCCGCAGCTTGTTTACCTCGTCAAAGTGG
CCGCCAGCTTCAGCCAACGGATCTTTAGCCATGGAGTCTCCTTAATAAACCCCTGACGTT
ACTCTGCACGGCTCCGGTCCTCCTCATAAGGGGTCCTACTAAGACGTTCCCCCGGCCATA
AGGCCCGGGTTTAAAGG
>CL4145Contig1
AAAATGTAGACACAAAACTCAGCCTTTAAAAGCTAACATGCACATAAGAACAAGACAGCA
TCTATATCTAATTAAGTTTAGTTGGATGGTTGCTGAAGATCTATCTCACTACGACATTCC
TCCATCTTCATCATCANGTCAACTATCAGAGGGTGATCTTCGCCATGAGTCAGCTTCAAG
ATTTTGAAGGCCTCTTTGAAGGACTCCAAAGCATCCTCAATGCAGCCCANGTGATGCTGC
AGTTTTCCCACTCTCATCAGCTGGACTCCATGAACAGGGTGAGGATCAGCATAGTACAAT
CTGTAAGATGGAAGGGTCTTGAGCCCAAATGACAACGCCTCCTCCCATCGCCCCAGATGA
ACAGAAGCATCCAAAGCCATATCAGTAATCTTGAGCTTATAGAGATTTTCATCGGGAACT



TCCTCACCAGCAGATGTAAGCAGATTGCTGCAACTCTCTAAAAGTTCCAGCCAATTGGAC
TCTAACTGCAGTCCTTCCAGCCTTGGTAGGGCTTCCTTTAGCTGGCGCCAGGCTGCTTCC
CTCCCTGACAGCATGACTCCATCCTGTTCCTTTGAGCTGCAGCGTTGGCAGTGGCAAGTG
AAATGATACTGCTCCTCCAGCTGCTTCTGCCGATCTTCAGTCAAAGACAATGTCTCAATA
TAACTTATCCTTAGCTCCTCTCCTGGGTTAATATCCTGCACAGCTCTGAACTGCAGTTCT
GTCCCATTAAAGACCATCACGCAGTTGGGCCGGCAGTCGTGGTTCAACAGAGATAAACTT
GGATACAGCCCCACTCCTATCTCCTGTAGCTCCCCATCACTGATGGTGAAACAATTACAC
GTCACCTTTGCAATGATGCTGAGGGCCTCTCGACAGGAAAGTGGCAGCTCTGATGTCATT
CTCTGTTTCAGGTCAGGAATTTCTGTTTCCATGTACAGCTCCAACATGGTCGCCAGTTCA
GACAGACCTTCTTTCTTTTGTTCAGGCATCGAATCCAGATGGGATTCATGCTCGTCAATA
CTGTAGAGCTCCTCCTTACTGCTCTGAGGTGGGTTTAACAGGGTAAAAATGAGCCTTGCA
GCAAGGCGCACTGAATCGGTCGGATGTCTGGGTAGGAGGCTGCACAGACATCTACACTCC
TTCTTATGACCCGGCCACGCTCGTTTCTGACAGGCAGAATTGCAGTAACGAGCCATCTTA
CACTGAGAACACCTCAGCAAGGTCTCACAACGGGTAAAGCAGTGATGGCAGACCTCTCTG
GCCCGTTTGTTGGAAACACAGTACGCCACGGGTTCGGCAGAGGTAACCAGAACCCCTCTT
CTGATCTTGGTGGTGGCCCGTAAACCGTTCCCCTTTCCTGGGCTCACATAACGTTCCAAC
ATCGGTGCCATTTTCGCTCCACGTGAAGTGGACCCCCGGCCATAAGGCCCGGGTTAAACG
GCGCGCTGAAGG
>CL4146Contig1
CGGCACGAGGCTCTCCGTCTGCAATGCTGTCACGCTGTCCCGACAGGAAGCCGGCTCCAC
CCCCTGCCCCCCCCTTCAACCCGCCACTTCCTCCTAGAGACCAACCAGGAAGCCCTCGAC
CAAACCCCCCCCAACACCAGCCTGTGTTTGATGGGCAGCTGCTTCCAGGAAGCTTTTATT
TATGTCATTCAGCCGCCGCCGCCGCGTTCCGCTGCTGAGACGGGAGTCTGGTGTTTGGGA
GGGTTCTGGTCGTCAAGGCGACGCCTCCAGCCTGAGCTCATCTCCCTTCAACCCCTGCAG
CCGCAAAACAGAGCGCAAAAAAATGTTCCTAAATGTTTTAAAAATGCTGCTAGAGTCATA
ACTATTCTGTTTATTAACAGTTTCTAAAAGAAAATCTAAAAAAAAGCTAGAATCTTCCCA
CTGGAAGGTTCCCTTTAACTTATATTTGTCGCTCCTCAAACTCTTGTTTTCTCTCCGTCT
GCTCCTCATCCACGTTAAGGTTATTTAGTCCGTGCGCGTCCACATGGTCATGTGACTAGG
ATGTAGACTAGAAACCGGTTTGGTGCCATGTGGTTCATGCTCACGCGTGAATCCTGACTT
CCTGGGTTTCAGCGCGTCGGAGTTGAACTTTAGTTTGTCATCATTTGCTCACAAAGTCTT
TGAAGTTGTTGGTTTTTGCCAAATGAAATGTGAGTTTGTAACATTTTTCATGTTCAGCCG
ACAGAGATGATGATGATGAAGGCTGACGCTCTGTGGACACGTTTGTGTTTGAGTGTGTGT
GTGTGTGTAAAAAGAAAAGCTGTTTAATTTATTCTTCTTCATGTGAAAAGCTCGGTTGTC
CTGCTGGAGGAGCTGCAGGGAGCAGCTTCAGGCTGTTGAACACGCTGCAA
>CL4147Contig1
ATCCCTCAGCAGAGGTCTGACCATGGAGCTGCTGGCCCTTCTCCTCCTGCTACCTGTGCT
GGGCCGCTGCTCGGACCTCCTCCTTCCTTTGGACTGCAGCGACTTCCACAACCAGCCCAG
TGGTGTCTACACCATCTACCCCATTGGGGCAACTTCTGCCATCCAGGTGTACTGTGACAT
GGACTCACTCGGAGGAAAGTGGACGGTGCTCCAGCGGAGGATGGACGGCTCAGTGAACTT
CTACAGGCCCTGGGACCAGTACCGGCTGGGCTTCGGTTTTGCAGCTGGAGAGTACTGGCT
CGGTCTGGAGAACATCTTCCACCTGACTCAAAGAAGAAAGTGTGAGCTGCTGATCGACAT
GGAGGACTTTGAAGGAAATAAGTCGTACGCCCGGTACTCGTCGTTCTCCATTGGCTCCGA
GTCTGACGGCTACAGACTGCACCTGACTGGGTTCATTAATGGAGGGGCTGGAGATTCTCT
GAGTCACATCAGCGGGGAGAAGTTCTCCACGTTTGACAAAGACCAAGACACCTGGGAGAA
GAACTGCGCCCGCTCATTTGTGGGTGCGTTCTGGTACTCCAACTGTCACTCCGCAAACCC
CAACGGCGTTTATCGCTGGGGGGCTGATGACTCGCTCTATGCGGTTGGAATGGAATGGAT
CTCCTGGAAGGGCCGACACTACTCCCTGAAGGCCATCAGCATGAAGATCCGGCCTGTGCA
GCCGACCGTCACGCCATCCGTCTGAATCTCTGAGACGTAGTTCTGATGCGGTCAGACCAG
CGGTTTCTCCTGAACTGTGGTGGAGCTGATCCAGAGTGTCATCAGACAGAACAACCTTTC
TGAACAGAATCGGATCACAACCATCTGGAATTTGTCCTGTTTGGTTTCCTGCCGAGACGT
GGTGCTTCTACAAGAACTGACCGGATGCACCACCGTTCCAACATTCAGCTGACCCTGCTG
CTGAGTCTATCTGCTG
>CL4148Contig1
AAAAAAGCTCACGTTGAACTTCTTAAATCCAGAAAAAAGGCACTTTGCTTTCATTAAATA
AAACCTGCAAGTACAAACTGTAAAAAAAAGTATTTAATGTGTGGCAGATAATTCAAAAAC
ATCATTTAAAAAAAATGGGCTGATGTCAGCCAAGAGGAAATACGTCAATCGTACATTTTG
ATCAACATGCTGGTTTGAGTTAGTCTTCAGCTAATGACAGCGGGGGTCATTTGTGGCTTT
AACTCGGTAGAAGTCTGTTTGCAGAACGTCTTTGGTATGTAGGCTGTGAGGAGGACGCTC
TCTGCTCTGGGAGGGGGCAGATGTCAGTCCAAAACCTCCCCTGTGTCGAACTTACTGTTG
GGTTCCTGCCACCAGTCAGCCAGGAAAGACTCCTCATAATCTCCAATCCCCTCAAATTCA
ACATCAGAATGTTCTGACCTGGTGGACACCATGTCTTCTGGACTAACCACGTCCTCATCG
TCTGTTTGTAGGTAGTTCAGTGCAAAATCCAGCATCTCTCTCTGTTTGACAGTCTGGTTA
AAATACTCCTGAGCCTCAGGCCGAGGTTGGAAGTCCTGGTCTTTGAGGCCCCACTGCTCG
TGGTAGAAATGGTAATACGCCACGTTTTGCTGCATCACCTGGTCGCTGGGGTCAAACAGC



ATGTAACTGGCGGCGCAAGGAGCTGCATTTTTGACATCGTTTAATTTATAAGGAAAACTG
GANGTAGTGGTACATTGTGGCGACAAATTTCTCCACNAAGAAGCCTCCANCG
>CL4149Contig1
GGGACGCAGGCTCTGGATNGGCAGCACAGGCCAACGCCGCTGTCACCCTCCTGCAGGCAC
AGCTGCAGCAGCAGAAGCATGAGCTGCAGGAACAGGCGGGTGGGGGCCACAGGGAGCGAG
CTGAGCTCCTTCAGGCACAACTGGACAAGGAGGTCAAGAGAAGCCAGCAGCTGGAGGAGG
CCCTGAACCTGCAGGTGCAGCAGAGCAGATCTCAGATCAAGATGAAGCAGGACCAGTACG
AGAAGGCAATGTCCGCCCTCCAGGGGCGAGTGGAGGACTTGGAGGTCAAGCTGAAAGGGG
TCCATCTGGTTCTGCAGGAGAAGGTCCAGGAACTCAAAGAGCAGCTGATAAAGAGCAACA
AGATGAGCGCACTGCTTAAGGACGTGTACGTGGAGAACTCACAGCTGATGAAGGCGCTGC
AGGTCACCGAGCGCCGCCAGAAACTGGCCGAGAGGAGGAACATCCTACTGGAGGAAAAGG
TTGGAGCACTGCACCAACTGCTGCGGGACATTGTCCCGGCCGCGCTCGCCACCTGACAAT
GCCCAGGTGCAGCAGAGGGCTGGAGAACTTTTTCCTGTTTTTGTCTCATGCTGGCATGTG
TCACACCTGAACCGAGCAGGTGAAGTTTTGAGGAAAGAATCATGTCCTACTGTTTCTTAT
CCATCACCTGGAATGGTCACACCTCCTCTTGCACGATGGTCCTCGCCGCACATGGTACAT
CTGTAGCTCATCAAACTATCTACTCTCAAACCTTTACTGGGGTTTCACTTTCCAGGCTTC
CAGGGTTCCAGGGTTTGATTGACATCATCTGAACCCCCCCGTTCCCCAAACACACACCTT
TGTTTGCACCTGTTCAGGTGCAGCTTATCGGAACTTACTTTGGACCAAAGCCAACTAATA
AATGCATTTTTTTAAATCAGCTGTGTGTGGCGTTGGATGCTCTGCAGAAAACCTTTAACC
CTTGTGCTATCCAATGACCCCACCCTTACATGGACGTGTTCTCCCCACAATGACAAAGGT
GGATAAAGGTGGAAAGATTTCATGTAATCCATGGACACCAGTGAAGATCACAAATCATTG
AGGAAAAAAGGTTCAGCGCACTGTCTAGTGGGTCTAGATGACCCAACTCCCAATGTTAAA
GTGCCTAGGATAGCACAAGGGTTAAAAGATTGGGGGGAAAAAAAAACATGACTGAGTCAC
GTGATTTTGTGACATCCCTGCTGACCTGCCCCACTCTGAATACAGTGACATTCTTCTGTT
AAAACTACTTTCCAAACCGTTGTTTCAGCACCAAATGTAGCTTCAACTAAAGTTTGATAT
CTGCTGATTTTCTTCACTATTCAGGTAAAATGATTAA
>CL4150Contig1
AAGAACATTTTTATTTCAGTGCAAGGGGTGAAACAATACAGCAAATGTTATAGTGAAAAC
AAGCATTTGACATTTTTAATATTTTTTTGTACATGTCAGACAAATTTATGAATCAAAGAC
TGATTGGGGGAAACATTTCATTAATTACTTGGCTGTCCCTAACACCAAAAGAAATATTAC
AAAATAACAAACGGATTAACTTGATCGTCACTTCAAACAGGAGAAAGTTTCATTTTTAAA
GGCATCTTTCCATATTGCTGTGGAATCATTGTTTTAGTTTAAAAATTTACTTTTAGTTTA
TGCAGTTTTAGGTAGAAAAAAAGGACATTCTTTTGTATCTGTAGAATAATGCACACAATA
TTTGTTTTCTGTTTAATAAGGCACAATTTATGATAAAAGTCTCCTATAGATAGCAGATAG
TAAATTAAAAACAAAGGTGTTTCAGAAAACTTTTTTTTTTCATTTTTCGCCCTTGCAAAA
CTTCATTTAAAAATAAATATCTCTTTTAATTGTAAAAATAGTCCTAAAAATGTTTGCTGT
TTGACATCACAAGCTTATCCTCTCCAATGAAATGGGAAAAAAGAAATGTGGAATTGATCA
AGTGAAGATAGAAAACAACCTATAAAACAAAACANCAAAAAANCTTGTATACNGATTTTT
TTAAAAGGCAAAATATGGTAACATAAAAAAAACTCCCCACAACAACGGACAAATGTAATA
TACAGAGCTAGCANCTGAAA
>CL4151Contig1
GGGCTGTATGAGAAATTCGGTCACAGTCTGCGATTGTATTCCGAAAAAACAACATCCAGC
CAAGTTGGATCGTAGTTCTACCCCGCGGAGGAGTTCCGGCAGCCGGACGGGAACTATTCG
ACGGGCCTTGACAGACACCGGGGCGAAGCGGAAGGGCTGCCGTTCAACGTTCAGCGACTC
CTCGTTTTAAACTGTTCGAAATTTGGAAGAAGCAGAAGTTTTTTTCTCCACCACTTCTAC
TTTTGAGCTGTCAGAATCATTCAGTCGTTTCCTCCAAACTAGGCCTGCGAAACATGGAAA
CGGGCCCGGACTAGCCAACTTTCAAACATTAAAAAAAAAA
>CL4152Contig1
TTTTTTTTTTTTTGAATTTTAAAGCAACATTTTATTAACATTCCTTTTCTGTGACAACTT
TCACATAACTTTCGAAAACGTAACTGTCAAGTTACGTAACTGCAGGTTTTGCCAGCCAAG
ATGTCATTTCGAGAGTCTGAAATCGTGGGAAACCTCCCAAAGTGACGGGCACAAACGGCC
AGCTCAGCACCTAAAGGCGGGAATCCTCGCCTTTTCCTGTGAAGACGTGCTGCGCTCAGA
GTCTGTTCTTGTCATTGTCCGCCCAGGTTTTGTGTCGGGAACAGTTATTTGTTGTTGTTC
TGAACCGTGACACGTCACTCTTTGAACTTCCACTCCTGGCGACACATGGGACACTGCTGC
TGCACCTGCTGGGAGTTCAGCCACTTCAGGATGCAGTGCATGTGGAAGCAGTGGGAGCAC
TGACCCCACACCAGCGGGCAGTCGTCTCCGGGAACCTTACAGTCTGGACAGCAGCCGTTG
AAGGGCATCCTGCAGATGCCGCAGTTTTCATCGTTGGCCACCCACAACCAGGACGCAACT
CCGTTCCACTGCTTGATCTTCACCTTCATCCTCAGCGAGAGACGGATCAGGGAAACCCAC
GGAGCTCAGCGGCAAACGGGACACGCAAGCTAGGCTAGCCTATGTCGACCCGGCGGAGCC
TGAAGCGACCTGCTCTGTTTAACACTGCTCGCTTAACGAAGGAACAACAGTTGGGGTGTA
ATTTAAGTGTCCGACAATATTTTAAAAAGTACTGTTCGTTAGAACTAAGCCATGTAAAAC
AGTGTAAAGCAACGCAAAAATATGCTGCCGTTCTTTCAAACAGCGGTGCAACTTTCTTCC
CC
>CL4153Contig1



TTTTTTTTTTTAAAGGCAATTAAGGTATAAGTTTAATATTTATGAAAAGAATGCATATAC
AAAGAAAACAAACTTAGACAAAGCATTTGGTTTTGCACCAAAACAACAGGTTATAATAAT
CATACTGACTTGGGCTGGATATGAACCCGACTGTGAGCCACCGATGGGAAGAAAAACAAG
AACCGACCAACCACAAACCATCTCCAGCAAACAGTCTCTCTGCCATTAGAGGTTTTGAAT
CGGCTTCAACCAATCAGAGGGTTTCTTGGTGTAAAACTGGCAGCTAAAAAAGTTTTGACT
CTGAAATGAAACAGGAGTGAATTAAACCTTTTAATATATTTATATTGAGATATTATATAT
ATATATATATATATATATAATTAATTAAAAAGACAACACAAACAGAAGTATCAAAGGAAT
TCTTGTTTTGGTAAAACAACTGGAGCCTACATTAACAGAGAGCCAGCTTAAATTATAATT
ACATCTGTTAGACCTCATTCAGAGTCTGAGTGGGCCCAAACCTTCTGGGCACGCTCCAAA
AGAGAGGAGGGGCGGTGGTGCTCTCTCT
>CL4154Contig1
TGAGTTTATTGCAGGTTTTGCTTTAGTCGATCACAAACCTGGATCTCAGCTTCAGTTGCT
GATAATTTCAGTTCATCGAAGCTTATGTTTTTTCTGATCTTGGCTTTCAACAGTTTTTTT
CTGTTCAATTTCAATTCTGTTCTGCCGATGTCTTATTTTTACATTTATTATAAAAACCTG
CTGCATTTCTTCAAACCAAGACTTTTTGAAATAAGCATCAGAATTAAGAGACGATGAAAC
ACTTCAAGTTAAAGAGATTAAATATGATTAAAAATCACTAAACTAAGTTAAAGAAAAACA
GAGTTACTTTTCTGCAAAGAACATTTGGGATGTAAACAGTTTCACTTTGAAATGCTATAA
ATAGCAAATTTTTGATTTTTATCTTCGTCTCACTGCAGAGTCAAACGAGCTGCAGACCAT
CTCACCTGGTTTCAGTTTTAGTCAAACAGGAAGCATAACTGTGCGGGCTGCAGTCACATG
ATGAGCGACAGCAGAAAGCGTGGAAAAGTCACAAAAGTGCAAAAGATATTAGAATTTTGA
CATCAGCCTGAAGTCTTGATCCAACTTAGATACCAGCCGTCGGCTTAAGTGAGGTCACTC
CTCTGGCTTCACAGAGGACGAGCTGGCTTTGGCCGCCGCTCCTCCAGCTTCTCCAGGCTG
CTCCTTCTTGTCTTTACTGTCAATCTGAGCGTGCTCCTGCTTCACCAGAGCCTCCAGCTC
GGCCTTCCAGCCCAGCAGGTCAGCCAGAGCCAGGCAGCCGTCATCACAGGAACTGATGTG
AGCCACATCCCTGTACGCCTTGTCTGAGTCAAAGTCCATGCCTCCTCCAAATCCCAGCAT
CCCCAGCATGGGGTCAGCCTCCCCTGCCTTTTCCATGTTAATAAGCAACCGGGGGCAACT
CTTGGAAACCCTGCCGACTAAACCTGCAAACGGCTGCACCTGCAGAGACGTCCCCATGAC
AATCAGAAGGTCACAGCGAGGGAAATCCATCTTCACTGATGTGAAGAAACGCGCCGGCAG
ATTCTCCCCAAAGAAAACAATGTCTGGTTTCACCAAACTGTTGCACTTCTCACATTTGGG
AATGGCATCAGAGAAGATTTTCTCTTTCATCCAGTCCAGGCTGTACTCTTTACGGCAGCA
AAAGCTGACACAGTGGGAGGTGTAGAAGGTCCCATGAGCTTCAATCAGATCTTCTTTTTC
AAGACCTGCAACTCGCTCCAGAGTGTCGATGTTCTGAGTGTAGCAGCGTCTCAGGAGGCC
TTTGTTCTTCAGCAGCTTTATGAAGTAGTGACAGATGGTTGGCTTAAACTGTCCTGGGTA
GAGCTCCTTCGCCAAAGTAAAGAACGGTTCTGGATGTTTCTTAAAGTAATCTATCTGGAA
GATGGCTTCTGGGTAAGGCAGGTTGTATTTCTGCAGGTTTGCATACAGGCCGGTTTCTGG
AGAACGGAAATCTGGAATTCCAGCAGATGTGGAGATTCCTGCACCAACCATGCAGATGAT
GTTTTTACATTTGCCGCTCTTTATATACTGAGCCACTCCTTCCAGAGTCAGAGCATCCAG
AACCTTCTCTGCAGAGCCGAGGCCCAAAGTGCTGGAGAAGAGGTTCCGCAGGAAGTCCAT
CTCAGCTCCTGCTGCCGCCTCGTCGTCACTGCTGTCGTCCGACAGATCCTGTAAATCCGG
GGTGACCTCCTCCTCCTCCTCTGCTTTTGGAAGATCTGCAGCATTAGACATTGATCAGCT
CGAGCAAACTCCAACCCCGCAGCCCAGCTAAATACAGAATCCCCGGCCATAATGCCCGGG
TTTNACGGCCGTA
>CL4155Contig1
TTCGGCACGAGGCAGCGCATGAGTTTTTATTGCTGGTGTGAATTCTTTCACTTTGGGTGG
ACTGTTGCAATGTTGTCGCCTCCGCCAAATGCAATAAGCTGAGATGACCTAAAGAATCTT
TGTATTAATATGAGAACCATGGCAATATCTGAGAGAAACGTCATGCCTGTCGGTGGTTAC
GTATCAAACAGTCTTTTATGTTCCTGAACCATCCAGCATTTGTTTTGTACAGCCCTGTAA
TTTGTAAGTGTAAATTTAGCAAACGTGTGATCCGTGGAGGTTTCTGTTTTTTTTTTTAGT
ATCATACACTGGAACCCAGTCGGACTTGTCTGCTCGCACGCAAATCCATGCGCTTGTGGG
AGACGGACGACCTGGAAGCTTTAGCTTTGCGTTGAGTATTAACTCTGGACACGCCTCATT
GTAACCCTCCATCCTCTAGATCTGACCCACCCGGGGTACTGAAAGGAGGAGTCCTGAGCC
TGCAGTCTGTGGTTTGGATGGAAACAATGAAATGCCTTACAAACATGTCACCTGGACTGA
GCAAATCCATGTATCCAGTGTATAAACCTCACCCTGATAATGTAAATGAGTAATTATAAT
AACCATGTTATCAGTAATCCTGAGAATAAGAAATGACCCCAAAAGGCTTCTTTTTTTACA
AAAACTTCTATCTACTGTTTTTGAATCTGTTTCCTGGTCTTTATTTATGTCTTCATGTTG
ATGACCTTCACTGTCTGACCTCTGTAAACTACTGTCTGGCTGTGCAGACCTCATCAGAAG
GCGCGGCACCGCTTAACGAGTGGCATGACCTGAACATTACTAACTTTTTGTCTTGTGTTC
CTACCACCAGAAA
>CL4156Contig1
AAGCACACAGGTGATGGGTCTAGTAGTAGCCGGTGAAACTCCACAAGTGCCCGTTCTGCC
CGTACACCGCCAAGCAGAAAGGGATCATGAAGAGACACATACGCTGCCACACAGGGGAGA
GACCGTTCCCCTGCCCCATGTGTGGCAAGAGGTTCACCCGCCAGGAGCACCTTCGCACCC
ACGCCCTGACTGTCCACAGACATTACTGGCCAGTGACGTGTAAGAGCTGCAGGCGGACCT
TCACCGGATCCGGAGTTTCACCGGGCCTCAGGCGCTTTGGGATCTGCAGAAAGCTGCAAC



TGTGTGACCACAACTCACGAGGACTCTGCTCCAGTTCACCCCTCCAGCCAGCAGGAGAAC
ATGGAGCGTGCAGACAGCGGCACAGATTGGTCCAGTTTTATGGACGATGTAGATGAGGTG
GAGGTTGGCAGGGTGGAGGACCTGGTGGAGAAGCAGATGCTGGATCGACAGTTGGCAGTG
TGCTCAGATGTGGGCCATACCCTGTGACGTAATGGTCTGTGAAGAAGCCTTTTCCACGCT
CGTCCCTGATTAGGAATGATGTCAGACACTGACTCACAGACATCTATTCCCTTCGTTGTT
CAAGTCCCACTCCGACCATCTTGTGATCTATTGTAGAAGCGTTCCCAGTGATTCTTTTAA
GTAGGATTCTGCTGTTTTTAGCTAAAATCGAAACACCTGTCCTTTTCTAGGACATAGTTT
CTACAGAGCAGCAGGAGTTCATTAGAAATTCACCTCTTGAGTTGTGGGAGGGAGGGTTGG
ATGGAAGCCTCCACTATATCCCATCATCCCTTTGTTTACACTCTCCCACTAGCTTACAGC
CCCTCACAACCAAACATTAGCGGTGCAACATAAATGGTGATCAATATCAGGTCTATCCAG
CCGTCCAGTTCTGATCCAGATTCCAGCTCAGACCAGGAAAACAAAGACGTTCATGGATCC
GTTTGTCTGACAGTGGATCATCAGAATGGAGCAGAGCAGGAAGACTTTGGGGCACCCATC
ACAGTTTCTACGTCACAACTGAGAGATTTTCAACAGCATTTTTTCATCTGCTCCTGATTT
ATCCTGATTTGAATAAAAAATACACAGAAATTCAGTTTAAATCTTAATTTTCTTTATAGA
TGTCCACCATGATACAAGAACACGTTATAAAAACGTGGAATTTAAAAGGCTCTGTGTACA
GACACGTCTGTGAATCATGTTAGAATAAATGCTGTTGGGTAAAATGCAGCCACATGAATA
AAAGTCTGTTCCTGAGAGTCATCAGTC
>CL4157Contig1
GCCACCTGTGCCTGGCTACGGGTGTCCGCGGGGGGGTCGACTGGATGAGGAAACTTGCCT
TCCGCTACCGACGAGTCAAAGAGTTGTATAGCACATACAAAAACAATGTGGGGGGTCTGC
TTGGTCCTGCTAAAAGAGACGCCTGGCTGCAGCTCAGAGCTGAGGTGGAGGCTCTCACGG
ACTCCTGGCTCACTCACGCCCTCAAATCCCTGTCCATCATCAGCTCCAGGAGTAACTGTG
TAAACGTGTTGGTGACCACAACGCAGCTCATACCAGCACTCGCTAAAGTTCTCCTGTACA
GTCTTGGATCCGTTTTCCCAATCGAGAACATTTACAGCGCAACGAAAATAGGCAAAGAGA
GCTGTTTTGAGCGTATAGTCTCCCGCTTTGGCACTAACATTACATATGTTGTGATTGGCG
ATGGGAAGGATGAAGAGCATGCTGCCAGCCAGCACAACATGCCTTTCTGGAGGATATCCA
GTCACTCTGACCTGCTGGCGCTTCACCAAGCACTGGAGTTTGAATACCTGTAACTGTCAT
AGCAATATGGACTCATGCAACGTTACCATGGAAATGGTCAGCCAGGCAGCCCCCTTCCTC
CTTTTGTATTACTATTTAAGAACAAAAGCACTCTACGCTGCAACTGTTTGTTTTCTCATC
TTTTTTTTTCTTTTTGAATGTCTGAATAATTCTGAGCGGTCTTAAGCAAAGAGGTTTTTA
GAGGGGTAGACAAAGGGGTCACCTTAGCAACCTGGTCCTGATGCAGGAACAACCCTCTGA
AACCCCCAGTTTAGAATGTCTATGCAGCTGAAGCACAAAGGCGGAAGATGAAGAGCTACA
CGGAGCATCCTGGGAGCAGCAAGGCGTCACCTGGAACGGAGCATCTCTACCTGAAGGCTT
CTCTGTACAAACAAATACTGGGACTTTAAAAAAAATAATTTTCTTCCTGGTGGTATAATC
ACAACACAATGCTGTCTGTGGTATAAAAT
>CL4158Contig1
CGGGCTGAGGAATTCGGNCGAGGGTTGATNGCCTGCCTGTGAAGTATGTTGAAAGAGACG
GTTAAATAAAAAGTCATAGAAACCCAGCTACAGCGACTGACTTGGCTTACTTTAAGATAA
GCAAGACAACACATGGTGTTAGAAGTGAGCAGCAAGATTAAAGAGAAAAAGTCTTGTGAG
TGAAAACATGCCGAGGAGCAACAGGGTGATAGCGAGTGCTACATCGAGTGATGGCTACGA
GCAGCAGTGACAGTGAAGCAGGAGCCGAGGGAGAATTTGAACAAACAGAAGAGGATTTTG
TTTCTGATTTGGTGAACAACGCACAGCAGCAGGGGACTGTGGATGCCCAAATACCCCGAC
TCGCCATGGATAAGCTAAGTCCGCCCACTTCCATGCAATTGACAGGCAATCTTGCTGATA
ACTGGAAACGTCTCAAGCAAAGATTTAACATATTTGGCAGCAAGTGGAGCAGGGAACGGT
GATGAAAAACTTAAGGCTAATATGATCCTATTGCATGTTATTGGAGAAGATGCTTTGGAT
ATATTTAACAGCTTTCAGCTGGATGAAGCTAACCTGACTCTGGCAGAATTAATGACAAAA
TTTGAACAGTACTTTGTACCCACTAAGGAAAGGTACAAGTTTTTCACCCATGACCAAAAG
CAAGGAATACCTTTTGATCAATAATTAGCAGAGCTTCGCACATTAAGCAAAACATGTGAA
TTTGGAACTCTGAATGGAACTTCTGCAATACAGAAAGAAACAAAAAAAAAA
>CL4159Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTGTAGACAAAATTAAGTTTATTGTTGATAAAACC
TCGAGCTGAAATTATGAAAAGATGCTGCAGAAAACACAGGAACAAGATTATCTGCCCAAA
AAAAGAAAAAGCTTGAAAAGGGTTTCATGACACATTGGCCTCCTGATTGAGGAGGGGGTT
GAGGTCGAGTTTGGTCTTCTCCATCGCGGCGCTCTTCGCCCTCCTTGATGGACGTGCTGT
AGGGACGGACTCAGGAACGTTTTCTCCATCGCTCTCTTCTGATGACTCGGCTTTCCTGCT
CTGCTTTCTGCTGCCTTTGGCGGTGCAGACTTTCCTTTGACCTCTTTTGACTCTCTTGGC
AGATTTTGATGGATCGTCTGTTGTTGCTTCGTCTGCGTTGACATCCAGCGGTTGCAGTGC
ACTGGCGCTTAAGAGCTCAGCTTGCTCTTTGGAGTCAATCAGCTGATGCATCATCTTCTC
CAGAGCACGCAGGCAAATGCGATCCTTCACCGTCTGAACAAGCTGCTGCAGCAGCGTCAG
CAGGTCCTCCCTCACAGTGCTGTCTCTGCTCAGCTCCAGGTTGCTTAGCGTCTTTGCATA
AAGGCGAACCTCANGGGGCGGTTGGGTCCTTCAGCATCTCGCCACACAAGCGCACCGCCA
GGTAGTCGTGGACGCAGACCTCCTCTGTGTTACTGGAGGGTTTGATGAGCGCACTTGGAC
GCGTCAGTTCAACCAGAAGCTCCACCACGTTCCCCGGCCATA
>CL4160Contig1



GTTTGGGGGGGGGGGGGCCCTNCAAANGNAAAAAAAAAAAAAAAGCTCGTGAGTTTTTGT
GCGGTGTAAGTGTCTGTGCCTTTTGAAGAAGCGGAGGTTTGGCGCGCAGCTCGTGGCGGT
GACGTCACCCGCGGCGTTTTGATCTCATTTCTGTACATTTCTAAAGGATTTTCTCGCCAC
AGCTACGTGATTTGTGACTGTACTGAAGATATGAAAACATTTCTATATATTTCCCTCGAG
GCTTTTCTCTTTTTTTAAGTGCAGATCTTTTCTGGTCAGATGAATGTTCTGTTTCTATGA
TCGGACACTAATCTTCGTCTCTGGTGGAACTTCTTCATTCTGTAGGTTTGGATCATTTCA
AACGGTGTCGTGAACCTTTCGGACCGGGAACCTTCCCATCCTGGTTGTGTTTCTGATGAT
GCGTGTTGCTGTTGTGTGAAGGATTGAATTTAAAGAGGCATTTGTTATTAAAGACTGACT
GCTACCGCACACCTTTCTGTTTGCAACTCTACCGTGATGACATTTTAATAGACGTTCATT
AAAAACACTGTACCAACGGCANNNAAAAAAAAAAAAAAAAAAAAAAAAACCCT
>CL4161Contig1
CAAGAAATATGGCAGTTAGAAAGACAAATAGTCAGTAAAAAATAAAATTGTAATAAAAGT
GGAAGTAAAAGTACACGTCATAACTAAAGCAAACACCGCAGCAGTTTCAGCAGTCCTGTG
TCATTCTATAGTCTAACAGCTGTTGGGATAAAGGACCTCCTGTAGCAAATCATACATTAA
AACAACCAAAGTTTTTTTTTTCTTTTTAGAAAAATTCCTTTGTACACATTCAATACTCAC
TTTTGCCTTCCTCTGATGAAATTACTTCATCAATATGGCATGGAGGCCATCAGCCTGTGG
CTCTATGTACATGAAATGAAAGCTCAGGTTGCTATGGAGTTCATTAGAACATTGGGGTTT
TACCCCAGGAGTTTTAAGCATTAAAAACTCACTTTAAAATATTTAATTTTCTAAGATACA
GAACTTTTTCTAAAGTCTTCTGCTGTGGTACAGAGGTTGACCTCTTATCAGAAAATTTTT
GAATTTAGAGTTTACACTAAATCCTTACATTTATTCATTCATTTTTTCCCTTTCGGGGTC
ACAGGGCTGCCGGAGCCTATCCCGGCCACTTGGGCGTAGGCAGGGGACAACCTGGACAGG
TCACCAGTCTGTTGCAGGGTAGAACATCCACAGTCACACACCCATTCACTCTCCCACTCA
CACCTATGGACAATTTAAAATCGACAAATAACCTATGAAGCATGTTTTTGGATGGTGGGA
CGAAGCCTGAGATCCTGGAGAGAACCCACGCATGCACGGGGAGAACATGCAAACTCCACA
CAGAGAGGTCCCCCATTGATGTCGTGTTTTTCATGTCCCCCCAGCTGGGACTTAAACCGG
GGGCCTTCTTGCTGTGAGGCAAGAGTGCTAACCACTGCGCCACCATGCAGCCCTAAATCC
TTACAATGTCAAAAAGTCTTACAAGTTCTAATGTGTCTTTTGAGATGAGATACATCACAA
AAACTTTTTTTACATTCTTTACAAGAAAGAAAGCCCTAGTGGTCAAGGCAGAAGAGCACT
ATTTACTGGCGTACAGAAGAGAAGCGCCATCTTTTGAACTTGTCCGGACATCCCCCTTAC
ACTCACAATCAGCANAG
>CL4161Contig2
CGGCACGAGGAAACTCTAAATTCTAAACTCTTCTGATGTCGACTTCTAAACCTCTGCACT
GCAGTCAAAGACTTTATTTCACAAGAGGGAAAAAGTTCTGTTTCTCAGAAAATGTTAATA
TTTTAAAATTTGTTTTTTATTTTTTTAAATTCCTAGGGACAAACCCCAATGTTTTAATGA
ACTCCATAACAACCTGAGGTTTCATTTCATGTACACAGAGCCACAGGCTGATGGCCTCCA
TACCATATTGATGAAGTAACTTCATTAGAGGGAGGCACAAGTTAGTATTAACTGTGTAGA
AATTAAGTTTTCTAAATACTTGATCGTTTTAATATGATATTCTTACTTTCTAGGACATTT
TTTTTAGGTTTTCATCTTCTCTACATCAAAAGCAAAAAAGGAATGGATTAATAAATATCA
ATCTTTGTGTAATGATACTAGACAGAGTTTTACTGCTGACAAAATATGTACAATTTTTTC
ACAAAATGAATGTTTTAGATATACCTGCAAATAGAAATGAGTTGTTTGTTTTTGAGTCAT
TAGAGCTTATTCTTGAATGTCCTCATTATGGTTGAAATGTTTTTTTTATACATCTTTAAT
TCTAACACGTTTAAATGTAGGGCTGTGACGATGACTGCATCACCGCGGTGATGAAGTCAT
CACCGCACTTTTTTTACGCACTTTTTTTTTACTTTTTGCATATGGTGCGTGTTTGGAACT
ATA
>CL4162Contig1
TCCGCATGTGCCCCTTTTTCCACATGTAGCCTCTCTTGAGCACGTTATGATACATCTCCA
GAAACACCTCGTTCAAAGCCAGGCTGAAAGCCTCGCTGTTGGTGACCCTCAGCAAACGGC
CCGCATTCATGTGCGCCAGGAAGCTCCACACAGACATGCCCTCCTCCTGCACTGTGGGAT
CCTGGGAAATCAGGTCTCCCAATAGCTTTCCATCCCACTCATGGCTCGCTGCTGTGGAGA
TTTTCTTCAGGAGATACTCCACCTCTTCCACGATTATCACCAGCGGGTAGTGATCCTCAG
AAAGAAGGTTGAACAAGCAGAAGAGTTTGAAGCAGTTTCTCTCAGTCAGTAGTCCGTTCT
GCAGGACCCCGGTAAAGTTCTTCTTCATCGTCATCATCCAGCACAGGTCATCAAACTTCT
CTTTGTCAAACGTCCCCTCTTTCACCTTATCGAGTATGTATTTGTTGAGGTAGGGCATGT
AGCCATGATTTGACACAGGGCCATCGTCATCATCCTGGAAATGTTCCTCCAGGGCAACCG
GATCATGTGGGATGTTCAGGACAGTGTACAAGTTGTGAGAAAGCACCTTTAACTGCGACT
TTGACACTTTCCCGCACTTCTCTGCGTCCAGCGACGTGAAAGCGTACCAGATGGACTTCA
GGAGTTCGGATTTTAGGTCCATTTTGGAGACCGCTTTGTGCGTGAAGCGCAGCTACATGA
TTATCCGAGCGACGCGCAGCAGCTTTTACGCACTGGAGACAGGAGAGTCGCCAAATTCGA
CCCCCGGCCATAATGCCCGGGTTAANCGCCGCTCACAG
>CL4163Contig1
TTCTTGGAAGTTTTATTTNAGNAAAATATATAAAAGAGGAATTTTAAAGCTATTTTGCTG
CTCAGCATGTTATAAAAACAGAGTAAGATCAATTCTGCACTTCTATGTGACCATTTGACA
CTATATGATCAATTAAAGCTGACTTTTAAAGGACAGTTTCCTGATATTATTCTTATTGCA
CTCACTTCACTCACCGTTCAAAGATTATTTTATGTTAATAACAGCATCGCAGTTTCTGGA



CACATGACATGTTTCATACAAACGTTAAGGCTAAAGGTTTTATGCTGGAATGTTTAAAAA
GTTCTGCTTGTTTTTAAAACCTATTGATCTTTCTGGTTTACAACTTATATACTGTCCCTG
CATAAGATGCAGGACTATAATCTAGTCCAATCAGGACGAAGCCCCTCACTTTTCCCCCTT
TATTCCCAGTCGACCCTCAGCCTCCTCTCGAAGTTTGTGCTTCTGGATCTTTCCAGTAAT
AGTGAGGGGGAAGCTGTCAACAAAGAGGACATAACGGGGGATCTTAAAGTGAGCAACCTG
TCCTTTGCAGAAGTCCCTGATCTCCTCTGTGGTGCATTCCTGACCTTCCACCAGCTTGAT
GCAGGCACATACTTCCTCACCCATGCGAGCATCCTTAACTCCAACCACCTGGGCCTCCTT
CACTTTGGGATGCGTGTGCAGAAACTGCTCGATCTCAGCCGGGTAAATGTTCTCTCCTCC
TCGGATGATCATATCTTTGCTCCTGCCGTTGACTTTGCAGTAGCTGTAACCGTCCATGCT
GCCAATATCTCCAGTTTTGTACCAGCGGGCTCCTGTGATGCACTCGTCTGTCTTCCCTTT
TTCTTTCCAGTATTCCAACATCACACAGTATCCTCGGATCATTATCTCCCCCGACATCCC
CAGAGGGAGCACCTGCTCTGTTGTAGGGTCCGCAATTTTAGCCTCTATGTGGTCCAAAAC
ATAGCCGATGGTCTCCGACTTCCTCTCCATGTTGTCCAGTGGGGAACTAATAAAAGTCAC
AGGGCTGTTTTCTGTTGCACCATAAGCAATCGTTATTCCTTTGACACCCATTACAGACAC
AACTTTCCTCACAAGCTCTGGTGGACACGGGGAGCCAGCCATGATGCCTCCTTCCAGTGA
TGACAAGTCATATTTATTCAGGTCTGGCTGGTTGATCATGTCCACATACATAGTGGGAGT
GCCATAGATAAACGTGCATCTTTCACTCTCCACTGCTGCAATGTTCGCCTTAGGCCAAC
>CL4164Contig1
TTTTTAAAAAAATCTTTACATCCCTACAAGCGTTGTAGCTTATACTTAAAGACAACACTG
TTTTCCCTTATAAAGATTAAATTAGGAATCAACAACCACTACTATAACACATGAGTGCTG
AAAATGTAGTGTTCCGGTTACTTCTGCTGAGGTAATCCTTTAAAAAACAACATTTTGTAC
GGTTATTGGCTTATTTATGCTCCAAAATAACAACCCCTGTGTCACAATGTGTGCCATTAA
ACAATTATATTCCCTTTAAAGGTTTTCTCACCAACTTTGTAGGATGTGGGTTTATTGTCA
TCTTCTCAAGCTGGACAAAAATCAAGAACAAAGTTTTAAGTGAAGTTTTCGACAAATGTA
GAAAATATGCTCCAACGTCCTGCAGTATTAACCACAAAACATGGACAAAAGTAAAAATTG
ACACCTAGATTCTTTGCATTTGATGTATTTCTATCTATAAAAACCATAAAGGGAAGCATT
TCAATTACTTTTACATGGTCCTTTTGTGACAAAAAATGTATACATATATTTTTTTCTTTC
TTACATTTTCTTTCAAAAGTTTCGAACTACGAAAAAAAATTGTAAAATTGGAGCAGTACA
ATTAACAAAAATGTTCAAAATTTAAAAAGTTTGAGATAAAATTACTTCAAAAATGCTTCA
TTTTCATAAAACAAAGGAACCTTAATGCCACTTCTCATCCTTCATTTAGTGTAAAGAGGT
GGAAAAGGAAGTTCCTCTGTGGGCTGCAACCAGTTGTCAGGGCTCCAGCGGGTGTCCAGA
GCCTCCATAACGTGAAAGGTGTAGACGTGGCGGGATTCTTCTGAAATGTTTTCAGCACTT
CGATGCACCACCTCCCCGTGGATCAGAACCACGCCGCCTTTTTGAACAGGTGCAGCCACA
AATGTGTCTTCCTGATATGCCTGCTCCCTTCCAATGAAATCCGTCAGTGGGAAGGAGCCT
TNGGGGGTGCGAACCATGCGGCGGGAGATGCCACTCCTGTGTGATCCTGGGATAAACCAC
AAGCAGCCGTTGTTCACAGTGGCATCCTCCAGAGCGATCCACAGCCCCATCACTCTGCCA
AGAGGCTCTGTATGCAGGAACGTAGCATCCTGGTGCGCCGTCACTTCTCCACCAATTCCT
GGTTGCTTAAAAATATACATGCTCTGCAGGATTACAGGACTCACAAGGCCCAGCTTCTTT
GCAATTCCCTGCACTTTGGCCGAATGCGTAACCTTTTTTGTATAAGGGCTCATATGCATG
CAGTGCATGTCCTACTTTATTAAGTGACAGGTGTTTAGGTACTTTGAATTCCCCTTGGTC
ATCAAAAACACCCTTTTCAAAGAAAAATCTGATCTTGTCTCCGCTTGTGATGAAGTAATC
TGCACTTCCCTGTGTTTTGAGCTGCTCAACGTGGTAAGTGGTGAAGGTGGTGCGGCAGTG
TTCGGGGACGTCCATCTGGTCCACGATCTCGTTCATCCTCCCCCTCAGTTCATCGCACTC
CTGAGAGGAGAGCAGCCCATCCAGAACGACAAACCCGTCCTCCTTGTACTTTTGCACATC
TCGGTCTGTCATGAAATCCATGCTCCTCTCCC
>CL4165Contig1
CTGCCTTTGTGGCTCCGAGGACCTGACCACGAAGGAGTCCATGAGATCAACTTCTTGTTC
TACTATGAGAGCACAGAAAAAGGACTCAAAGTCAGCCACCGCGTGTTGCGTCACACGGTC
TTCATCTGTGCCAGTCGGTCTCTGAGCGTTCAGGCTTCGGCATGTCGCAGCACCGCTCCA
CCGCAACGGTCTGCAGACAGCATGGGCTGTGACGGAACGCTGGTCTTTGTAGACGTGGAG
AATGTCAACACGAGTGAAGGAGGCATGCGGGAGTTTCACATTGTCCAGGTGTCCAGCAGC
AGTCAGCGCTGGCGCCTTCACAAGTACATCAACCCTGACAAGGACAATGACTGTAAGCTG
AGCAGCAGAGAGAAGGCCAAGCTTTGCTTCAGAGCCACGCCATGTGCCCCCCTCCCAGCT
TCCATGGACTCTGTGGAGAAATACATCTTTGCAGATCTGAATCTTGGAAATGAACAGATC
ATCAGCTCCTCCACCCCCTGCAGAGATTTCTTCTTTCGCTGCTGTCGAGGCCTTGAGCTT
CAGCAAGGAGAGAAGACATCCAGGATGGGGTCCAAAAACAAAACTGTCTCTACGCCTGAC
AACTGTACCTCTGATCCTGCAGCCATTGCTAAGAAATGCAATGAGCTGGATCTAACCATC
ATCGTCATCTGGAAGGCCTTTGTGGTGGAAGACAGCAAGCAGCTGATCCTGGAGGGCCAG
CTTCATGTGGCGCTGCAGACCATCGGGAAAGAGGCCACGTCTCTGATGCCCAAAGAGGAA
GCTCAGGAGATGGTGTTGCTGAAGTTCAAGTCTGACCTCCCCCCCTCCTGTTGCCCTGCC
CTCCCCAGAGATGTCCCAGCTCATCAAAACCAACCTGCACTACCCAGAAACCTTCTCGCA
TGGCTTTCTCCAGGACAGCCTCTGCATGGTTCCAGTGACCCTGACTTTATCCAACTGCTG
CTCAGCTCCTATTGAAGTTCTGATCGACTTGAGACACAGAAGCACCAGTGCCGAGTCTCA
GGAGTTCCACAGCCTGTTTTCCTGGGTCGGCCAGAGTCAGTACAAGCTGCTGCTGAGGCC



TCATGAGGTGCTGAGTCTGGCTCTGCGGGCCTGCTTCTTTCGAGCTGGAGTCTACAACCT
GAACACGGCCCGAGTTTTTGCTAAGCCAGCCCAGCAGAGCAGCATGAGCGAGTCAAACCA
GCAAGCAGCAAGTCCTGCACTAATCATCATTAACGGCACTTGAGGAGCTGCAGGAACATT
CCATCAAGAAGCCACTGGATCAGAACCGGGCTTTAGTCTGTTCGCTTGTCTTTTGAACAA
ATGACTTCATTATGAAATGATGTAATGATGAAGGATTACCAACCACAACCTTCTTGTTTC
AGACTAGTTCTCTGCCCATCATCAGAACCTCAGATTGTTTAGTTGAGATCTAAGCAAAGT
GTAATTAAAAGCCACTGAAACTATGAAGTGGCATTTAAATGATCATTGGTGGTTCTGGTC
AACTTAACTAGCCTCGACCAGAATGGGCTTTTTGAGAAGATCTGTGTCCAACAAGCAAAC
CATTTTTCTTTTCAACCTGCAAGTCTGAACCTTCTGTATTTGCATTTAGATGTAACAGCA
TCCCAACCGAAGAGCAAAAAAAGA
>CL4166Contig1
GTCCTGCACACAACCGTACAGCAGATTCAGACTCATTGGGGTGGTCTTGTACTTTGACTG
CTTTGGTTTGGAGAAAATAAACAGACAGAAGTATTTGCATACCTGCAGCCTAAGCTTATG
GCTAAGCTTATGGCTAATACCTGAAAAGAGCAACAAGAAAAAATGTGTATGCTAAAATAA
AAATAAAAAGGTCCTCTAAAACATTTACCGGTAAAAGTAGGTTTTAAGAAAATCCATAAA
GAAGCACAGTCAAAGGAGAAATATTAAAGGACCCAGACCAAAAAGATACGCATGAAAAAG
AAATGACTCCCAAAATCTTTTCAGTCTATCTGCAAGACACAAACAACAATCAATGGTCTT
TTAACATGTGTCACATGCTTTAAATGTGTGTATTTAAAGGCTAGAAGGCAGTTTAAGACA
TTGGAAAATAGAGGTTGTTAGCAGAAGTCAGCCTTTATAAAATTGGACTTTGTTTAACTT
CTAAACTGACAATGGAAAAACCTGAAATAATGAATGACAGTTGATACATATGTTTTTTTT
TTTTACTAACATAAAANCATTTNTGTNTGGAAACTGCANAANGCCCAAANTTNTGATTTT
NCCAAGATGAGAATTTAAATATCCGAATAAAGATAACTGATCATAAAGAAAACATTTACT
CATAGTTGTAATTATTACCAAATTTATTTTGAATTAACATGACATTTCTCTACCTATGAG
TAGAATTACTACTTAAAAAAGTATTGTGTAGAACCAGAGGAATGTGTGATTTTAGCTGCT
TTGTGTAGCTCAAAGCTGGATTGTTTAAGTCTGTTTTTGCTGAATGAACGTCATAAAATA
TGACACTTAAAACAAGTCAGCTTTGTCTGCTTCCTGAGCATCTTTCTGTATAAAAAATAG
TGCATTGTTGTTGCATGATGTATCCAAACCGGTCGGAGGTGTTACTCATTTTTTAAAATT
TATATATTGTCAAAAGAAAATGGCTGTTTCATTCATGTTTTTTTAAATACGTAACGTAAT
ATTGCCTGTATTTTGATGAAAATCCATTATGGTATTTCAGTGTTTTGATTGAAATGTCTA
TAGTGATACAAATGTATTATGTGTTTGTACTGAAGATATACTTGTATNTTATTCATATCG
TGAAATTTGCTCAAATATTCTCAAA
>CL4167Contig1
AGACTTTATTACACAGTATAGGTCCTCCATAAAATCTTACAAACCAAAAGCATTGAAAAA
TAAAATGTTTCATGAGCTCGAAACATTTGTTAAATTAAAAAATGTAAATTTAAGAAATTC
TTTTAAAAAGGCAAGAAAAAAAAGAGTTGAGTTTTACAGTTTTGTAGCCACATTATAAAG
CTAACTGCTACGGCATTTGGCACAAGCTGTTATAGGAAACAAAGAGCCAGCAAAAGTTGA
AATAGAAGAAAGTTGAACTAAAATTGTGACTTGTTTTTTTTTTCTGGTTATTCTTGCTTG
AACATATTCAAAAGTAAAGTTTTGAAATATTGCAAAGCATTTGTGATGATATCAAAGAAG
AGGAACTGATGAAGAAGTCAAAGGTCCAAGTCTATTGAATCCGGTTGTGCGACTTCTGCT
CGGTGGTCTTCAATTATTGGTGAAGTTGTGAAGAAAAGAGAAGTTTTCTTCTTCCAGGTC
TTTATAATAGTTTAGAATTTGCATCAAAAACACTCATATTACATATATATTTTGCAGTTC
AGAGAGGCGTCATAAAAATAATACATCGTGTCCTAAAGGTTACTCCAAGTTAGAAAATAC
TGCAGGATAAAATTACTTCTCCAACATGGAGTTTGCTAAATCCAGGGTGTGTTTATTCTA
AGACAATTATCAACTATAAAATCATTTTAACAATAAAAATATATTTTTGTTTTACAGATG
CAGAAATAAACATTTTTTATATGAATGCAGTCCATCTCATCTTGTAGCTTTAATTCAAAG
ACACCAAGATGAGACCTGGCTTTGGCTCGGTGAACCTGTAGTGTTTGTTAGTGAGGTAGT
CGATGACAGCGGGGCGGATGCGGGCCACTCCCCCCTGGCTGTGGTTCCCTCTTCCTGTGA
TGACAGAGAGCTGAGGTTGACACAAACCCTGTGCACACTCTGCGGTTTTGTCCTGTAAGG
TCTGAGTAAGATGCTCCAAGGCCTCATTTACATGCAGCCCGTGGAGGTCCAGGATGTTTC
TGGGAAGAAGTGATGCGTTGACCTTCTCAAAAATATGAACTGCTGCACGATCCTCGTGCC
>CL4168Contig1
ATCGAGTGGCACAGAAGCCCCCCTTCTACTGAGTGAGCCCCATGCTGCCCACCCGAACCG
ACCAGGACTCGACTCGGTTCTGATCGGTCTTCATCGATGGAAAAAGTTCGGGAGCGGCTA
ACGGAGTTCTCCTTGGAGGCTCACGATCTGTACCTGAACCAGTCCGTGCCGTACCTGGAC
GGACCGCCCGAACCGCTGCAGTTCTACCGGGACTGGATCGGGCAGAACAAGCCCTGCATC
ATCCGCGACGCCTTCCGCCACTGGGCGGCGCTGTCCAGGTGGACCCCGGAGTACCTCAGG
CAGAAGATAGGGTCAAAGGTCATCAGCGTGGCCGTGACCCCGAATGGCTTCGCCGACGCC
GTGGTGGGGGACCGATTTGTGATGCCAGAGGAGCGACAGATGAGCGTGGCGTCTGTGCTG
GACATCATTGAAGGAAAGGTGCAGGAGCCCGGAGTCTCCTACGTCCAGAAGCAGTGCTCC
AACCTGCTGCAGGAGCTGCCCGAGCTGCTGGGCGACGTGGAGCCCGACGTGTCCTGGATG
AGCGCGGCGCTCGGAAGGTCACCAGACGCCGTCAACTTTTGGCTCGGAGACGGAAACGCC
GTCACGTCCATGCACAAGGATCCGTACGAGAACCTGTACTGCGTCGTCTCTGGAGAGAAG
CGCTTCGTCCTGCTGCCGCCCACCGACCGGCCCTTCATCCCCTACGACATGTACCAGCCG
GCTATTTACCACCTGCGTGACGACGGCGAGTTTGAGATCGTGGACCAGGGCGACTCAAAG



AAGGTCCCATGGATCCCTCTGGACCCGTTGGACCCGGATCTGGAGCGGTTCCCCCAGTAC
CGGTGGGCTCGGCCGGTATGCTGCAGCGTGAAGGCCGGCGAGATGCTGTACCTGCCGTCG
CTGTGGTTCCACCACGTTCGACAGTCACACGGCTGCATCGCAGTGAACTTCTGGTACGAC
ATGGACTATGACATCAAGTATAACTACTTCCAGCTGCTGGAGGCGCTGAGTGAAGCCTCC
AGGTCAACGTGACACCAGGAGCTTTGACCTGCGGGTAGCAGCGCCCCCTGGAGGTGAACT
GCTGAAAATGTGACCATGTAAATGTG
>CL4169Contig1
ATGCACTCCAGCTCCAGGAACTCGCTCTCATAGCGCGACAGCAGGAAGGCTTGAACAGCT
CGTCTCTTTGATGGGAAGAAAGCTTCATCTTCCTCTTCAGACGAAGTGAGGCTGGTTTTC
AACCTGAGCCTGTCATCCTCTTCATCACTTCTGATGCTGTAGCTCAAGTGTTGCTCACTG
TTCCTGCGCACCGTCTCAGGGGTGAAGGGGTTTACGTTGACAGAAGGTACCTGCATCAAG
TTCGCACCCGGTGCAGGAAAACCGCAGACTCCTCTGATGGCGACTTATCTTAACGCCAGA
GAGAGGCAGGGTGGACTTTGACAGCAAACTCTTTGGTGTGCTGGGAGAGTCACAGAGCCT
CAGCTTCTTCCAGGAAGCGTAAGGTATGGGGCTGGCGCACTGCGACGGCGAGGTTGAGGT
TGAGGGGCTGCTCCTGCTGCGGTGGCGCTGCACTCGAGGCGTTCTGCACATCTGAGAGGC
AAAGTGGTCCGAGGCGTTGCCACTACTCCCATCTTCTCCACAGCTGGAGAAGTCCAGCTG
CTGGTTGATCCCATCAAACAGCGTCGCCATGGTCAGTGTCTGGGTTCTGGGGAGGGGTTC
CTTCATGGCTCTAGGACACCGCAGACCTTCTTCTTCCTCACCGCCAGCACGCTCAAATTT
CGCGCCATGCA
>CL4170Contig1
TTGTTGAAATTCCTCCCATCGACAACAAGTAAGCAACTATATTTTCTTAAACGCTTAGCT
GAAAGTCTGTTTTTTTTATCCCTAAAACAGCTTTTCTATTTTGTCTTGCAGATAGATGGA
GTGTTAAGGGACAAATGCAAACATTCTTTCTCTTTATTCTTCCTCTCCTCTTCCTCAACA
CACCCCGAAAGCATCAAAATAATGCTCAACAATGCAAAGAATGAAACAGTATCTTCTGCA
CAGATCCTCTCAGAGAGCAGAACATCTATGAATATAACTTAACGGGTCACTTATGGAGAA
GTCATAAAACAGTATTTTACAAAGGCAGCAGAAAACTCCAACATATTTACATTTTATGTC
TTTAATACAAATATGAATATGTGTTTGCTTGTGGAAGCAGCGAGAGACCACGTGAGAAAT
GTTGTTGAGTGAAACCAGCAGCGTATGATCCAGTCCAGCCCAAGCGGGGCTCAGAGGGCA
ACATCCATGGTGATGGAGGGGTGTGGATATTTTAAGGGCTGATGACCATCTTTGACACCT
TTCCTTTTAATTCAGAAGTCTCTTGAACGTCTGGCTCCTCAGAGGAGCCCAGAGGAGTTC
CCTCCTGTTTTGACTCCAAGTTCAGTTCCTGTTGCTCCTGCAGTGTCAGGATCAGCTCTT
TGATCTCCTCGCGTTTCGTCTTCATCCTCTGCTGAGGAAACCACTCGGACAAGTTCATGG
GCAGATGGAAACGGGGAGGGGGATTCTCGAAGAAGCTCTCCACATACTGCAGGACGTAGA
CCCCACAGTCGCTGAAGTTATCCTGCTGAGGCACACATGGACCTGGAGCCCTTCATCACC
TCCTTACTAAAACTTCGCTGGGTGCCTTTGCGCACCTCCCACTCCACCTCCAGGTACTCT
CGGAGAGTTTTCACCACCGTGGACCTGGTGGGACCCCGTAGTGAGTCCATGATGAGAATA
CAAGGCTGTTTGAGGATTGTTGGTTTAGAGGCCAAACTAGAGACGTCGGAGGGGACTCCG
TCTTCAGCCAGAGTGCCGTCTTCACTGCACTCATCCTGACAGGAGCTTTGGTCGTCAGAG
AAGGTGTAAGTGTCGTCTTCTTTTCCTGAACCATAGCATAGACTGATTCTGTGCAGCTCA
CTTGAGTAGTGCTGCTCGGGTTCAGCCTGGCTGTTGCCCAGCGACTCCTGAGCGTCCTCC
GCAAAGTTCTCCGGGTTCAAGTTGCTCTGACCCTCTGCAGACC
>CL4171Contig1
GGGCCCTGTGACTGACACTCAGGGCAGGAACCCGGCTTCACCTCCTGGTTCTGGGACTGA
AAGAAGGGTCCCAGCACGAAGCTGCACTTGCTGCAGTTGTACTTGACCATGCTGAGCTGC
GGAAGGACGCCGGTGCAGCAGCTCACCACGCCGCTGGTCCTGATCAGCTGGTTCAGGTGC
AGCTGCCTTAGTGCCCGGATCTCCTCGACAAGCGGCAGGTTGGAGACACGCACGTGGATT
TCGTGAGCAATACGGTCGTATTTTGGGTACATGGCAAGAACCACCTCTTTGGCTGCTTCA
TCAAACACCTTTAGCATCTCCGCCGGAGCTTCTGGCAGGAAGTAAGCCAAAACATGCTCT
CGAGCTGCAAGGTCTTCATAGTTCACAACCAAACTCTCCTTGTTCTCTTTGCACATGTCA
CTAATCTTTTCCTTGAAGACATTGTGGCCGTTTTCATCCACGTGGGTCCGTAGGAAGTTC
TTGAAGCGGTTGTAGATTTCGAGTCGTGGCGCTGGCATGGAGACCCACTCCCTGACGGTG
TGGCCCTTCATGTCCTCCAGGTTCTCTATGCTCTCAATCATGTCCTCTTCTTCCCCGTCG
ACGATGCCTTCGGCCGCACGCTCGGCCAGCCGACGACGGCGAGCAGCGGGGCGCTCATCA
TCCTCATCTTCACTGTCGTACAGCAGGCCTCTCCTCAGCCGTCCACTGACTCCCTGCTCT
CGGTCTCTCCTCCTCATCTCCTCCTCAGCTGCAGCTCGGGCTCCAGGCGACAGTTCTGAC
AGGTCTTCATCATCCAGGTCCAAGCCCTCTGCCTCGTACCGATCCAGCTCTGGGATGGCC
CGATAATCCCTCTCCATCCCATCACCGATCAGCTCTTCCCCTTCATCCTCCTCCTCTCCT
GGCAGGGGTGTGCCCCCCAGCAACCCCTCAGACTCATCCTCAAAAGGGGGTAGGTCTCGC
CCCGGGCTGGATGTCGGGTCTCCTCTCCTGGGACCTGGATTTGGGCTGGTGACTCCATGG
AATGACTCGGAGGAATCCGCCATGATGCTGCTGCTGCTGCTGCCC
>CL4172Contig1
TTTTTTTTTTCAAAATGTGGGGATTTTTAANATATATATCACAATGAATTTCATGTAGAC
AGCATATGTGCATACTTGAAAAGACTAATGACCACTGATGTCAGGAAAACAAGCCCAGGT
CTGGGACTGGGGCGGGTTAAGTGGAAAAGACTAGTGTCCGGGATACTTGTTAGTGAGCAC



AAAACACAAAACCCAATCACTTTATCCATAGAAACAAAACAAGAACTCTTTCACCCACAA
AGCAGTGACAGTTTGATGCTGTGGTGAATCGTGCCCACTGGTTAGAGTTAACACTCGAAA
GAAAAACGACGTTTACCTTTCCCACTAAGCTTTTAATGTGTTTTTCCCCCTCCCCAAGGA
CATGTATATAAATATATAGACACATCCCCAGATAATTAACTCCCATACATGTTAAAATAC
CAACAAAATCAATAATAAAAAAAAACATTTTTTAAAGTGCTTTCTACTGACTCAAACAAA
TCATAGAGCTGTGCATGTTTGAGAGTTAAGAATCACTTCTTCTCTGATTAACTATGTTCC
TCAGTGTTTCAAGAGTGAAAACGACCAGATGTAAGGCATGATTGCAATCAAATGGTTAAA
GTACATCTGTGTCATAGCTAATACCACACGTATGCAACTCAACTGTGGCAGATGAATACA
AAGGTTGTTGTTTTTTAATGTGGAGCCAACCATATGTCACTTTTTTCATACTAAAATAAT
ATTCATAATACTACATCGGTGAAATATCTGCAACATCGTAGCAGGTGGAATCACCAAATG
TTCCTGTCGTGTACAAAAAACGGGTGATCTAATATGCCAGTTCTGCTTGCTCCTTGCTGG
AGGTGGTTGATTGAAACACATCTCTGACTCAACTTTTAAGACACATTTAATAAAATATCT
CCTACATTTTCAATACATTATTAACTTAATAGAACTCCAAGTGTTTAAGCTGGGAGGACA
ATTTAAAAATGATGGAAGTTCAACTATTAATTTCTTTTCTTTTTTTTTTTTAAANCCCCC
CCAANANGCAAAAGGCGCCCANACGNGNCNGAAAAGTTTGAACNCANCCNAAAANCAAAC
NGCCCCAAACAAANGCCNGGGGAGNACCACCTNGTNCCAANGGNAGGGGNAGGGGGGGGG
NTTNTTNC
>CL4173Contig1
CTCCTTTACTCTGTTTAATCAGGAGGATGTCTACAAAGTATGAGCTTTATTGTCAATTGA
ATCCTTAACATAATTTGTGTGAATCAAAAGACTTGAAAAAGAATTGAAAATTATTCCAGT
TTAAAGCTGCTTCACGAGAAAATTGGTGAGAGGCCTTGGAAGGATGTGATCAGCTGAGGC
GTGAAAGCACTCCATGAACCTTGGAGAGCCAAGACCGTAGTCAGTTGTAGTGGCACTTGT
GACTTCAACTTCTGATTCATTGATCTTCACTTTGATGAGAGGGCTTTGCTGGGATATCTC
ATAGACTACAGACTTCAAAGCTAAAAGTCCATCCATGTTACTCTCCGATGGAATCTGTCT
TAAAGCTGGCCACAGAAGATGCTCTCTGTCCTTCTGATGAATGTAGATGATCAGACGGAT
GTCCTCAGCTTCAATGTCTATTTCTTTTTCCGTCCTGATAATCGTTGCACTTCCAGATCT
GATAGGATCCAGTCCCACATGGCGGGACACATTCTGTCCCAGCTGGACAGTGATCCCTTT
AGCGTCAACCTCAAGCCGCTGATCACTCCCCAAACGGATGACAATCTTACTGAAGCCTCC
ATTCGTTACTGAATCCAGTTCTCCGTTTATATAAAGCTCCCTGCTGGGATGATGAAGAAG
TTTAAGGAGGACAGTTCCAGATATATCAAAGCACAGTGGTCGAGATGGGAAATCTGATTT
GAGCCAAAATCTGTGGGTAACCAGAGCCATGGTGGTTAAATCTGAAGCTGTTGTTGGAAG
TTGTTCTGTAAAACCTCCAANGTAGTCCTCTACCAAATCGTAATACGAGACATCATCGGA
AACGCTCCTTGCGTAATACGAGACATCATCGGAAACGCTCCTTGCTGGGAATCCTTGCTG
TCCCATTTGTCGAGAATTTGACACACCTGGGAGTCCTCGCTGTCCCATTAGTCTAGATGA
TGACCCACCTGAGGATACTGGGTGTCCCGATACACTAAATGACGACGCACTTTGTAATCC
ATATCGCAGGTGGTCTTGTTTTGGATTCCCCTCCTGAGGTTTGTGAAGAACTTCTATGTC
CTCCTCTTGTGGTTTAGTGACCACCATGGATGTCAGGGGGGTCACAAAGCTGTACTTCAG
TGACAGCTCCAAAGCCCTTTTCTTCACATTTTCTTTTTCACTCCCAGACACCAGCAGCTC
TTTTTCCAGCAGCTGTTTGACTGTCAGGTAGGCCCAAACTCTCTCTAGAACGCTGTCAGG
AACGTTTTCACCTCGTGCCGA
>CL4174Contig1
CTTGAACTCCCAATATTTTTTTAAAGCACTTCTTTACAAAAAAATGAAAGTTCACCTGTC
AGTAGTCTCCTCAGTGCAACTTATCTTAAAGCATAAAGCTTTTTGTAATAGATCTTTATT
TCTGATAAATGTAAGGACCTTGAAGTGTAAGCAGGAGTGTATGTTGGTTGAAAAACAAGC
TCTATTTACAGAAAAGAGTACAAATCCATGGGGAGGACATGCGTTATTTACTGTCCTTTC
AGTCTTTTATCAGTGGAGAAGAGTCCCAGCGAGTAGACAAGCAACTCCTAGTGAGAAGAG
CAGCACCTTTAGGGAGACTTCACGTCCAGGAGCAGCACCTCTTGCAGATCGATTGTTTGA
ACTTTTATTTTCGATAGTGAACGTGGCCTCCATCCCAGCATGGATGTGGTCAGTTACATG
GCAGTGAAGTAACCACGTGCCCGGGTTTCCAGCAACCATCTCCACCGTCTGGAAAGTCCC
GGGGAACAGATCGAACACGTCTGCACGGTGCACACGATCCGTCTTATAGGTGAAAGTCTC
TGCGTGGAAGTGAACGGTGTGCATGTCCACCTCGTTGCCCATCCCCAACAGATACCAGTC
TACTTTCTGGCCCTGTGTCATCACCAGTCCATGGAGGTTCCCGTACAGTCTGCCATTAAT
GCTGTGCATCAGGTTACTCTCCTCAAAGTCTTCATCTCCCTCATAAGTTTCAGGGTCAAC
ACCCAGGTATGTTCTGATGTTGTCGTCAAAGTACCAGGACTTGTTTTCATCGTACACCAT
GAAGAGCAGTGCAAACTCCCGATCTACGTCTGTCCTCTGCCTGTCGGAGCCCTCGCCGTT
ATTCAGAGTCCGGGGTCTGCACACAACCAAAGGGCCCAAAAGCCCGCTGTACAGATCCTT
GATGAAGTCAACAGTGGAGTAGTAAGCATAGGTGATGCAGTTAGGATCTGAAGGCCCGGG
ACCAGAACTTTCTAAAATATCCCAGGTCAACACCAGAACATGATCAGGCGAGACAGAAAT
GTGGGATCCACTTGCCCTGACCCCGTGTGCGCTGAGGGAGTACGGTCGACTGGCTTTATT
CTTGAAGGTGATGAGAATCTGCTCTCCTACTTCTCCTCTGATTATGGGGCCCATAATGCC
CAAATGTTGCTGATTAGGTTGCTGTTTCTTTTGAACTCTGAAGGTGTCATCAGTGTATTC
TCTGTAGACCACTTTCTTATAGCGGGAGCCAATCCGGTCCACTCCTCTCTCCACAAATAT
ACTGCCTGGACTGTCTTCTGCTGAGGCGTTGTGCTTCTCCAGCTCCCAGACTCTCTCGGG
GGAGTAGTCCCACTCCATTTCCTCCGCGCTGATAAAATACTTCACCACCCTGGTGGGCTC



CGCATTGGCGTGCCTCACTTTTTTATCTGGGCACGCATCGACTTGTAGCGGTGCCTCATG
>CL4175Contig1
CTTCACTGAAAGTGGACGAAACGCGTCCCTTATTCTCCAGAAGCTATGAAATAAGTTTTT
TCCCCCCAGTATAATAATAACTTTTTAGACACTTTTTCCTCAAAATCAAACTGCTGGTTG
GCGTTTAATCCCAGCGTTTTGTTTTGGGGATGATTCTAAACTAGCCAACTAACTAGCATC
AGACTAGTAGTAGTGGAGCAGCATGGCAGCGGTTGACAGCTTCCAGCTTTTGTACAGAGA
AATTTCTCGCTCTTGCGGCGGGTACGTGGAGACCCTGGCCCTGGTTGGGGCCCTGTACTC
CGCTAGCCGAGCCGTCGTCCTGCTGAGTGATTGCTGTTCGCTGGTCAGGGTTCATTTTCT
GCCAAGGATCATCCCCAATAAGCGGCTGGCTCAGAGATTTGGAGACTGGGCTGTCATTAC
TGATGCATCTGAGCCTGTAGCCAAAGCATATGCAGAAGAGCTGGCCAAGCACGGCATCAA
TGTGGTCTTCATAGCGCCAGACGCCGCCTCAGTTCGAGATTCAGCAGCATCAATTTCACA
AAGTTTTGGAGTAGAAACCACCGTCATAGTGGCTGACTTTTCTCTGGGCCAAGCGACTGT
AATCAAGCCCATCCAGGACTCACTGAGGGATAAAGATGTCGGCTTCTTGGTGAACTGTGT
CGATGAGTCGCTGGCTTCTCCTCTGAGTCTGATGGAAATGTCGGATCAGTTCTTGCTGGC
TCAGGTCAATAGGAACGTCGGTGCCGCGACTCGGATGACCCGTTTGGTTCTGCCGGGGAT
GTTGCAGCGCAGCAGAGGAGCCCTGGTCAACATATCGTCGGGCGCCAGCTGCAGACCGTG
GCGCCGACCCGCCACGCTCAGCGCAGTCAGCGGATACTTGGACAGTTTCTCTAGAGCGCT
TCACTTGGAGTACGGTACCAGAGGGGTCTTCATTCAAAGCCTGATCCCTTTACAGATTGC
TTCAAGCGCTCATAGAGAGAGTTGGTTTGCGCCGAGGCCTGAGGTCTACGCTCGCCACGC
CGTCTCCACTCTGGGCATCTCAAACAGAACCACCGGCTACTGGCCGCACACGCTTCAGTA
TGGGCTGATGAAGTGCGTCCCGGAGTGGCTGTGAT
>CL4176Contig1
TCGGCACGAGGGCGCCACCTCGCAACACACTTCAGTTTGCTCATTGGTACAGAGGCTCAA
CAGCTTAAACAGGAGTGTCTTGAGAACCCAGACTACACCGTACTCACTGCCACCACTAAA
GTCAAGCCAAAGAAGCTGCCATTTAGTAACTTTGGCAGTCTGAGGAAGAAGAAGCAGGAT
GAAAGTGAGGAGTACGTTTGTCCAATGGATGTGGAGATGCCAAAGGGACAAAGCTTCCAG
AGAGGCTTTGAGCTCCAAATCTACGAAGATGACCTCGACAGGTTGGAACAGATGGAGGAC
TCCGAGGGGACGGTGAGACAGATTGGGGCGTTTTCTGAGGGAATTCAAAACCTAACGAGC
ATGCTGAAAGACGATGAGTTCTTTAAGGAGGTTTCAAACTCGCCAAACCTGAGTGTGACG
GATGAAGACTCGAATGCTTGAGAATCAGAAAACCGGGATGCTCTGCAAATGAAACTCTGT
GCCAACCCTTTCCACTGACACAAAGAAAACTCCTCCAATGCTCTCTTATTTTCATCAAAG
AGCCAAAAGTATTACATCGCCTTCAGTTGGTCGGTCGCAGAGGAAACGTTTTGGACAACG
CCACTGTTTGCCAGCTGGTTTCTGGAAATGATTCTAATAGAACAGAAGTGTCGCCAAGCA
GAAAGACAAAAAAAAACACAACGCAGATTTAATATATGTCTTTTAAAATTGCCTTTTGAC
TGTAGGGATTTGGGAAGAACAGTAATATTGTGTTTAGGTAAAGTAGTAACTCCAAACCAG
CTGCTAAGTTTTTCTACTCACCTGAACTTTGGTAATAGTGTTAACGGTCTGACATTTTAT
CTTTTTCTTGATGTACTCATGCATTTGCACATAAAAATGCACAACCTAATGAAAGCAGCA
TGGAACTGAGAGCCATATGAAAATGTGTCATTTGGTTTTTATCTTACAAAGATTTTTTTA
CACATCTTGAGCTGTTTTTTGGCAGCAGTGTAGGGGAAAAAATGAAACTTTTTACAGTAA
TATTTCGGCAATAAAAAAAAAGAATTTGACGTTCCTGAACTTGTGAAATTGGAGGTCATT
AAAGTTCAATAAAAAACTGATGGTTTTATTCAAGGAACAAAAAAAGCTCA
>CL4177Contig1
CCATGATGCGAAGACAGAGTGGGATGATTTCCGTAGTAAGAAGGAAGTTTATCACTTCTT
GTTCATCGGTTTTCACCAATGCACCTATGACTCCTAGACTGGTAAGTCGCAGGTACTCAA
ATGGACGCGTTTTACTCACAGTGTGCAGAAAAGGGTAAAGGAAAAGAGGAATATGGGCAG
CTAGAAATGCTGACCGTGTCTCTGGATGTGAGGCAACACACTGCAAAAGTGCCAGGGCAT
TACACACTCTATTTGACTGGTGGGCTGTAAGGGTTGGTGGGTTAATAGACGGATAGATGT
TTACTATTTCCTGCAACAGGGCAGCAATGGTGCCACATGAATGCCAGAGCATTGGGGCCA
AGTCTGGCACGGATTCTCGCTTCTTGCTGAGCTCCAGCAAAGCATTCTCTCTAGTCTCTG
GACTGGACAACTCATTGATCCACTGGTAAATCTTCTCACGGTCTACTTGGGCCAGGGCTG
TGACGTTGGTTACAGCCGCTCCCGTTGCCAACATTTTGGAAAGCTTTTCGGGATCTCAAA
ATACTCTTTTAATAGAAAGTTCGTCAGTTTGCACCTCTTCGCAATACTCGACCCTGAAAT
CTCACCGTAAGAACCATGGACATATGCTTACGAACTGCTAGCTTAGCTAGTTGCTAGGTG
CTCTAACAAATGGGATCCACAACATGCGTAACTTCACATAACTTCAATCGAAATCCCAAC
ACTGAGAACTACAGAAGCACAAAAAGAAATTATTGTCGTTATAGTATCAATAAACCAAGT
TTACACTGGCATTTTTTTCAATCTCGCGTTTGATTTTTTTGTTCCTCGGCCAGGGACAAC
TTCGCCGGACGCGTGGTCGAC
>CL4178Contig1
ATGCTGAGGTGTAATTACAAATTCTAAAATGTGATCAAACTTGAAAAGTTAGAAAAATAA
CTTTTTCTAATGAAGAAAAACAAAAATTCAGCTAGACGACTGACACGCGTCTTTAGACCT
CATTTAAAACCAAACTTGAAACCAAAATCTGCTGCATCTGGATGTCCTCCAGTCACTTTC
CCTGATGCTGTTGCTCCACAGGCATCATCACCATGACCTCCCCCTCCATCACCACTTTGT
CCTTAGCAGAGCACCTCACAGAGATGAAGGCGAACGACATCTTGATTTTGAACACCTCTG
CTTCTGCCAGCACCTCCTCTCCAACGTAAAGTGGTGCCAGGAAGCGGATCTCCTGGTGCA



GGAAGACGCAGCCGGGGCCGGGCATCTTGGTGCCGAGCACGGCCGAGATCAGCCCGTTGA
TGAGGACGCCGTGCACAATGGGCGTCTCAAAGGAGGTGGTGCTGGCGTATGCTGGGTCCA
CATGCAGCGGGTTGGTGTCGCCTGTGAGCTCGGCGAATAGCTCGACGTGGCGAAAGGAGA
ACGTTTTGGTGAGGGAAGCTCGCTGTCCGACGTGGAGCAGCCGGTTGTGAGGACGAGCCG
CCGCGACAGAAGACAAACCGAGTTTGATGATGTTTCTCCACATGGCTGCACTCAAACCAG
AAGCAGCTCCCGCTTCAGTGGAGCTGCAGCTCACGACTGTTTCCTGTCAGCGCCAACAGG
AACGGAGACACCTGCAGCACCCTGAAGGCGCAGCTCTGGTTCTGATAAGAGCCGAGCAGA
GTCAGGGAGCTCCACAGTTTCACTAAACCACTGCTGTGAACACGCAGAAGAGCCGTCAGA
CTTCCTTCATCATACTTCAACACATCAAAGTTCAACGCTGCTCCAACCTCTCCATGAAGA
TTCTTCAGGCCTGCGATGATGAAGTGTTTCAGCTCTACTGCACTCAATCTGTTTGAGTTA
TCCTCCAGTTCAAGGTGGACTTTCATGTAGTGGTGCGGTGAAGCGTTCTTCAACACGACA
CGGTGAAAAGTCTCCTCTTTGTTGATAGCTTTCATTTTAGTGAAACATCAGTGACTCCGT
CAAACACCACAGTTTTACCAGTTTGAAGTCACAGTTGCATGTTTTCCTTCGACGGGCGCC
GCCATGAAAACCTCAGCAATCCCCCCGGCCATAAGGCCCGGG
>CL4179Contig1
TGAGCACAGTGCCCCCCCGCAGCCCCATGACGCCGTCGGACGATGCTCCGTTTTCATAAG
CCGGTCTGTCCTCCTGCCAGACACCAGCTGACACCGCCCCGCTCCTCTTTACCCCCGGCC
AACTGCTCTTTGTTGTGGCTTCAGCGTCATGAGGGAAACGAAGCGCTGGTAGAACTGCCT
CTCTCTCAGGTAATCCCTTCTGTCACTGGAACTGTTGCTGACGGGCAGCAGGAACATCTG
AACAACACAGTGGCCTAATGGAACATCACAGATGTGTGGTGGCTCCTGCAAACAGCACAT
CCTGAAGCAAATGTTGAGCCACTCCCCCTGAAACCTCAGTCTCAGTTAGAATGAGTGATG
CATGTTAGACAATCAAAAGGCTCCAAGGGTTCTTCCTGTGTAAGATTCTTACCAGCTTCC
TATCAAAGCAAAGGTTTGCTGCATTGTCGGTTGTTGACACCAGACACTGCTAACATTTCT
TAAGAACACCTTGTGTGGGTGCTCCAGGTAAGGTAAACTGTGGCTATAGCTGAAGAGTCA
AACTGCAGTGATGTTTGTTTCTTAATGAAAGCTTTACTGCTCTCCTGTCTTCTTGCATGA
CTTTGGCTGTTTTGCAGAAAGACAGCTCTGTAAAGTTTACGTATAGTTGACTGCACCTTC
CTCTTGACCATCATGTATTCTGCATAGCCTACCTATAGCGTACATGTAGTGTGCCATTTC
TGTTCTCCAATATAGAACCTCAGTACTTTCCAGCTGGAAGAGGACCACTTGTTGCTGATC
TCCAAGAGTTTGTAAAGATCTCTCAATGCCTTGGCCCGACATTCCTGTTGTGATGAAGGA
AACTTAAGGTTTTTCTTGAGTTTATGTAACATTGTGACGTCTCTGTCCACTGCTGAACAA
AAATGAATGAATAAAGTCCAGTGGCCTCTTTTAAAAAAGAAAAAAAAAAAAAAAAAACA
>CL4180Contig1
TTTTTTTNTTCTGAGAGAACAGTTTTCTGCTTTATTTGTCATCTTTCCTTAAATAAGAAA
AGAACATGCAAACAAAAATCAAAGTAAGCCGTTAGTTATTAACTCTAATAATAAAGAACA
TTTAATTGTGATCCATTTTACTTATTTTTTACATTTACATTTTTTAAAGTTAATCAATTA
GGCAGCATTGAGAGTACATTGAGAAATGTATGTAATCCATTGACACCAGTGAAGATCACA
TAGACGAAAATCCAAAGGAACCCAGTGGTTACTTTGTGAACTGCAACCATTCCTGCCTGT
TCATCGAATTTGACTTAACCAAAATAAAAGACCCAATTTATCTGCAAAAAACTGAATTTC
TTCAGAGGAATCAAAGCGGTGTGAAGCTGAAAGATCCGAACTGTCTTCAGGCTCTGATGA
AAGTCTCAGTTACAGAGGTCAGAGCTGCAGCATGAAGCCAGAATTCCAGGAGTGGAGATG
TATCCCTGACACACCGCCATGTTCATGCACTGACGAAACGAACAGTTCAGAGCTCCTTGG
AAAATGACAGCAGCACAGGCATTTTGGGTTCTGGAGCAGATCTGAGTGCTGGTGGGAGTG
CACAGTCCCCCCCCAGTGGAGAAGCAGAAGTTACATTCCAGAGGCTCACCTTGGTGCAAA
GCTATCAGGAGAAGGATAAAGCTTGATGCAGCTCTCATGTTGTAATCCTTCACAGCAGCT
TCTTCTAAGAAATGGAAACACTTTGTTGAAGGGTTACTCGCTTCCC
>CL4181Contig1
GGCACGAGGATTTATTCTTGCATGGTGGGCTATTTCTCTCTGGGACCCCTGGGCTGTACA
ATAGAGGGATTCATGGCAACACTTGGAGGTCAAGTGTCTCTGTGGTCTCTTGTGGTCTTA
GCTATTGAGAGATACATTGTGGTCTGTAAACCCATGGGAAGTTTCAAATTCACTGCAACC
CACTCTGCAGCCGGCTGCGCGTTCACCTGGATAATGGCCAGCTCCTGTGCAGTCCCTCCT
TTGGTTGGCTGGTCAAGGTATATTCCAGAGGGCATTCAGGTTTCCTGCGGACCTGACTAT
TACACTTTGGCCCCAGGCTTTAACAACGAATCCTTTGTCATGTACATGTTTTCCTGCCAC
TTCTGTGTGCCTGTCTTCACCATCTTCTTCACCTATGGCAGCCTTGTGATGACAGTAAAG
GCTGCTGCAGCCCAGCAGCAAGACTCAGCTTCTACTCAGAAAGCAGAGAAGGAAGTGACT
CGGATGTGCTTCCTGATGGTGCTGGGGTTCCTCCTGGCTTGGGTCCCTTATGCTTCCTAC
GCCGCCTGGATCTTCTTCAACAGAGGAGCCGCCTTCTCAGCCATGTCCATGGCCATCCCA
TCCTTCTTTTCAAAGAGCTCAGCCCTGTTCAATCCTATCATCTATATTTTGTTGAACAAA
CAGTTCCGTAACTGCATGCTGGCTACAATTGGAATGGGCGGCATGGTTGAAGATGAGACT
TCAGTGTCCACCAGCAAGACAGAAGTCTCTACTGCTGCTTAAAGACCACGCCGGACGTCT
CTGGACTGCCTCTTTCTCGGTGTCTTCCTCCCTCTGGCATGGAATTAAGCAAAAAAGATG
CAAGTCAACTTCCTTCTCATAAATGGACACCAGTCCAACACTTCTGGACAACAGCAAAAC
CTGAACTCTTAAATGAAACACGACCTGAAGTGTTTCCTTGTTGACGGTCTTGGTAACAAC
GTGTTAAATGTTTGGATGGTGAGTGACTGAATTCACCTTTGTATATTTATGAAATGGAGA
GGTTTGCTTATGTTTCAGCCTCGACTATGATAGCCTGTAAATATTTTATAAAGAAAAAAA



TGTAGAAAAAAGAT
>CL4182Contig1
CACGAGGGGAAAAGGTTTACAACGCCTTGAAGGGGGCTCATCCACACNTGCANGTNTACA
AGAAGGAAGAGATGCCAGCGCACCTGCGCTTTAGCAACCATGAGCGCATCCTCCCCATCG
TTCTATGGGCCGACCTCGGATACGTAATCAACGGGTACTTTCCAGTTCAGTTCAATAAAG
GAGAGCACGGCTTTGACAACAAGGAGCTGGACATGAAGCCTTTCTTCAGGGCGGTGGGCC
CGGCGTTCAGACAGAACCTGGTGGTGGGGCCGTTCGAAACCGTCAACATCTACCCGCTGA
TGTGCCATCTCCTGGGCATCGAGCCGGAGGTCAACGACGGTCATCTGAGCGTCACCAAAC
ACATGCTGGTCACCAGCCAGTTGTCTCAGGAATCAAATAAAGACCACAGTGGGGATTATG
TGAAAAGAGGATTCATTGGACTTTCTGCAATGGGTGGATTTCTTGTGATCGTTTGTGTTG
TAACTGTGTTAACAAAACTGCTCAAAAAGCCCAAGAATAAAAGATCAAAGAGCCTGGAAA
GTCTTTCAGAAAAAGTGGACACAAAGCAAACGTCACTATAAACGCACCAAACAACAAAAA
TGGATCCAAAGTTCATCTCAAATGTGTCAAAATGATTGAGATATTTCCAAAGACTTTAAA
TTAACACATATAAATATATATATAAAACTGACTTTCCTTTAAATGTTTGAATAAGGTTTG
TACACCTTAATATGTGAATTGTTTTTCTTTTTAATGAATAAACT
>CL4183Contig1
TGATTTATAATGAATCTGCTACATCTACAACCAGGAAAAGCTTAACATTTAGGCTTAGTG
TGACATGAAAATGATAAAAACAAAATAGATTTGATGGTGGAATAATATATTACAGTCATC
AGATATAACCAATGAAAAAAAGAAAATTATGAACAGAATAAACAGTTTCCATCTTTTCTA
AGTGTCATTTACTTGGCACAGCATGCGAACCTCTGATTAAGACCTGCGTCTTTAATAAAA
TGATGTTGAATGATCGTATATTCAGCTACAAGATACACAGATGAGGTTAGAAGACAAAAA
GAAAGAGCAGGTTGTGACATCATGGAGGGGAAAAAAGGATGTAAGGGTGGACGAGGAATC
ATCAAACAAAAAGCGGATCTTTTTTCAGAGTTCTGCTTTGAAACGGTTGGGGCTGAGAGC
ATCGTCTTTGTTGGAGTCGTGCGGCTCTTCCTTGCTTCGCATTTGGTCGGCTTCCGCCGG
CTCCTGTTTCTGCGATGGCCTCAAGAGGAATTCTAGCTCCTCTGTACTGATGGCCACTTT
TTCTGGGATCAGCCACCTCTTGAAGTGTTCCAGAGCACTCTCATCCATGTCAGCACCCTG
GAAGAGCTCGGAGGTCTGGGCGTCGTGCAGGAACCTGTCCCAGCATTCCTTCTTGGCCTG
AGACAAGGACCGCAGGATCTCCTTGGAGGTGACGTCACCGGGCTGACCCTTTATCTTCCT
CAGGCGGTTCTCTAAACTGGCGATGTAAATATCTGAGTCCTCCATAGGTTTCCAGGTAGC
GCTGGATGAGCTAGAGCAGCTGGTTCCATTAGTTAGTCCATTTTGGTGGTCTCCGCCTAG
GCTTTCTGGGTAGAACGAGTCCCTGAACTCCGCGTCGTTCTCCGCGGCTGTCTCGGTCGG
AACTCCCGGCAAACCGGAGCAGATCTCCGTCCAAAGCTCCCCGCTGGACCGAACCTCCTG
GTTGTCGAAGTCGTCTACCATGGTGATGGTGTCCAACCTGTTAGATGTCGTACAATTTGC
TGTTTTTTTTAACCGCAAGCTGACGGTAAAAGATTAAAGTTAGACTTTTCTAGCTAACTG
TCTCCATGATCCGACAACCATTTATCAACAAAAATCCCACTTCCCCCCGGCCATAATGCC
CGGGTT
>CL4184Contig1
GGGTTTGCCAGTCGACATGGGCAGAAAGGAACCTGTGGCATTCAGTACAGACAGGAGGAC
ATGCCATTCACCTGTGAGGGGATCACGCCTGACATCATCATCAACCCCCACGCCATTCCG
TCCAGAATGACAGTTGGTCATCTGATCGAGTGTCTGCAGGGCAAGGTTTCTGCCAACAAA
GGGGAGATTGGAGACGCCACTCCGTTCAACGACGCCGTCAACGTTCAGAAGGTTTCAAAC
CTGCTCTCTGAGTACGGATACCACCTGAGAGGAAACGAGGTTCTGTACAACGGCTTCACT
GGAAGGAAGCTGACCTCTCAGATCTTCATCGGGCCCACCTATTACCAGAGACTGAAGCAC
ATGGTGGACGATAAGATCCACTCCAGGGCCCGGGGCCCGGTCCAGATTCTCAACAGGCAG
CCCATGGAGGGCCGCTCTCGGGACGGCGGCCTGCGCTTCGGCGAGATGGAGCGTGATTGT
CAAATTGCTCACGGAGCTGCTCAGTTCCTGAAAGAGCGTCTGTTTGAAGCCTCAGACCCG
TATCAGGTCCACGTGTGCAACCTGTGTGGGTTGATGGCCATCGCCAACACCCGGACGCAC
ACGTACGAGTGCCGCGGCTGCCGCAACAAGACTCAGATCTCTCTGATCCGGATGCCGTAC
GCCTGCAAGTTGCTCTTCCAGGAACTAATGTCAATGAGCATCGCTCCTCGCATGATGACA
TCATAGAGCATAACAGCCAATCAGCAGACAGAGCTGTTGACATCTACGAATGGGATTGGA
AGTAGAAAACCTTTTTTTAGTTTTAATTTTTTGTTGGTGAAAATAAAT
>CL4185Contig1
GGNCTGCAGGNAATTCGGCACGAGGGAAGTAAAATGGCGGACTTGGCAAACGAAGACAAG
CCTGCCATTGCACCTCCTGTGTTTGTTTTCCAAAAAGATAAAGCTCAGAAGCGATCTGCA
GAAGGCTCGAGTGCAGAGGATGGAGAAGATTCAGATAAAGATGAGGGAAGTTATTGTCCT
CCTGTGAAAAGGGAAAGAACCTCGTCATTCCCGCCCCCACATTCTGTTCCCAAGAACAAT
GTATTCATGCCCTCAAGTTTCTGCCAGTCGCCCACTGGGAATTCAGACTCTGAGCCAGAA
GAGAAACCTGTGGGATTCCGCTTAAAGCCACCAACTCTAATACACGGACAAGCCCCCAGT
TCAGATTCCAGTTGTGGAACCAATGGCGTGAAAAAGACATCAGATGGAGCGTCTGTGACT
CCGTCGCTCTTCTTGAATAACAAAGATCATTCACCCCCATCGGCCAAGTCACTGAAACCT
GAAAATCAGGAAGATGGAGAGAGTGGCAGCAAAGACGAAGACGGGAGAGAAAACGAGAAA
TCTGTAGCTCTATCGTTTGTGTTTGGTCAGAATATCAAAGACAGAGCAAAGTTGGACAAC
AGCAGCACAGAAGAAAACTTAAAGGATAGTTTGCTACCGGACTGTCAGTCAGAGAGCACA
AATTATTTCTTACAGTACATCTCCACCCCAAGTTCAAAAAATGCCTCAAACAGTGGAGAG



AGTGGAGCCAAGTTTGTGTTTGGGCAGAATATGTCTGAACGGGTTCTGAGTCCTCCTAAA
GGAGAGGCATCCAGTGAGGAAAGTAAAGATGTTTGTGCTGCTCCTGCTTCAGAGTCTCCC
TCACAGGAAACAGCCACAGACAAAGTCAACAGTGTGTCCGAGTCCCTGGAGGAGTCTGCA
GCAGCTTACACCAAAGCCACAGCCAAGAAGTGCGTCTTAGAGAAAGTCGACGTGAAAACT
GGAGAGGAGTCAGAAAGCAACGTCTTGCAGATGCAATGCAAGTTGTACGTTTTTGAGAAG
AAAGCTCAGTCGTGGATAGAGAGAGGTCGAGGGCTGCTGAGACTCAACGACATGGCCTCC
ACAGAAGATGGAGCCCTACAGTCCCGCCTAGTGATGAGGACCCAGGGCAGCCTGCGGTTG
ATCCTCAACACCAAACTCTGGCCGCAGATGCAGGTGGACAAAGCCAGCGAGAAGAGCGTG
CGAATCACTGCCATGGACACGGAGGACCAGGGCGTCAAGGTCTTCTTAATATCGGGTAGC
TCTAAAGACATCGGGCAGCTGGCTGCTGCGTTACATCATCGGATCTTGGCTCTGAAGAGC
AAAGCGGAGCAGGAAACGGAGGCCCTGACGACGACCATCCCTGACGCAGAGGTACCACAG
TCCAACGAAGACGACAGCGACGAAGAGGACAAAGCGTCTGCTGCAGCCTCTGCTCCTGCT
GCAGGTAACTCAGAAGGAGGGGAGAGCCAGGCCGCAGGAAGCACATAGCGCCGCTCTTGG
ACCGCCTTTTCTTCAGGCATCTCCACGGACAACCCTTGATCAATGTAGGTCACCCAGACC
AGTACTTTTGGATAGTCTAGCTCCAGGAAATACCCCCCATGCCGGAGTGTCTCACCCAAC
CCGTGCAGTCGTCTTCTCTGCATTCAACGTTAAATCTGGACTTGTTTGTTCCCCCCCCTC
TCCTGTTTTGTGTTTTATTTTTGTTTTCGAGTA
>CL4186Contig1
AGGGACGCTGACATGTTTGGAGAGCACGACCTCTCAGAGGAAGAGTCTCCTGAAGATCCT
GCAGACTTTGCTGGAGGAGCTCAGCACATTGCAGATCAGGCGGATGAGCTGTCCTACGAA
GACCTGGTGAAGCTGCAGGTGGAGCAGCTGGTGGCCCACAGTCGAGGTTACATTCAGGAG
TCGGCTCTGTCCCGCAGAGTCAAGGACTGGGAGGACCATATTGGACCAGAGCTGCTGCTG
CAGGTGAGAAACTGACCCGCCGAGGTCCGGCTCAGAACCACAGTGGACTCTGTTTTTTCC
AGGAGCAGCGTCCTCCCTTCAGCATCCGCGAGTACGGAGACCGCATCACGGGCGCGCTGA
GCGGCGTGGGATGCTGCCGGACGTTCTCCTCCCTCGTTCAGGGTCAGGACAACTTGGAGG
TCTGCAAGTTCCTGCTGGCTTCACTGCAGCTGGCCAACGATTATACGGTGGAGATCCAGA
GTTCTGCAGGTCTGGAGGAGAGCCTGGACACCATGAGTCTGACCCTGCTCAGCACCCACA
GAGCCACGGACCGCTTCCAGAACCTGCAGGCGTCCAGCTGATCCTGACTGAGTGGTGTGA
GGACCTGGACGACCACCGGACCGCCCCAGCAGCTCCGCCTGCACTGTTTTGTTTGTAGTG
TAACCTGACCGTCTAATAAACCGTAGAGACCTGAGGAACCACGAAAAAAAAAA
>CL4187Contig1
TTTTTTTAGGATACAACTTTATTGAAACAGTCTCAACCAATGACAATGTACAAATAGGTG
ATGACAAAACAGATAAATGAGTCAAAAAAACCTAAAATGCCTTTGTGGAAATGAAAAACC
CCAAGTGTCTGATAGCACAGGCTGGGAGCAAACCATTCTCATGGGATCAGATTAACAGTG
GCAGGGTATTTTTTTGCATTTATTTTGTACAAAAAAATAAATTAATGACATCTTTCAAGT
TTACAGGAATATCTACTTGTAGTTTTACATCACACGTACTTGCTGAGAATCTTACATGTG
GGGGAACTTCAGCACTTTTGTGTTAGAACATGTAGAGGAGCTAGACAGACAGAAGCAGGC
TGACTGATAGGCCAACTGTGGAGGGGGAACAAGAAAGTTTGTCGACTGGAAATAAACAGT
TTGGTTTAAAAAACAAAACAGAAAAAAAGGTAGGAGGGGCAAACACATTCGAAAAATCCT
GAATGCTTAACGTGGCGCAACTTGGCGGTCTCTGTGGAAATCTTTAGGAGCGCATCGCTT
GGGTATTGCCTCGAGACACCCCCCGAGGTCCTTGGGTCACTCCCCGTTTGTAGCCTTGTT
GATATCCCTCCCGCTGGTAGCTGCTACTGGAATAGTCCCGATTTGTGTTAAACTGGGCTG
GGCCATAACTGCTGCTGGGAGGAGTGTTTGAGAAAGGAGGACGATAGCCTTCAAATCCCC
CTTTAAAAGCATTTGAGGAGCCCCGAAATCCATTCATCATGCCTCGGGCATTCCTGGGTC
CACCTCTGGGTGCAGCTCTGCTGTTGTAAAAAGACTGGCTAGACTGGCCAAAGCCTCCAC
CTGCAGAGGAGTCTTCATGGCCTCCCTGTGAGGATATGACTTGGTCCTGGGGTGAGAATC
CACCGACAACTGACTGTAGCCTTTCCTTTGGTAAATCCGGCTGCTCTGAAGCGTTCTCCG
TCTGGCTGTGAAAGCCCGCTCGATAGCCACCAGCAAACTGGCTGGACTGCTTCAGAGGGT
CTTCCACTCCTTCAGAGGCTGGAGGGACCTCGTGCCGAA
>CL4188Contig1
TGTACAGATCTTTTTTGTAATTTTTTTTCCCCCCTCAGATCCAGATGAATCCATCCTGCT
CTGTTAACATTCCAAACAACTTCAATTTATGCAGAACCGAAAAGCTGGAGGAGATGGTAG
AAAACATCTGGCCATTCAGCTTAAACCACTACTTTAATTTAGTTTAGTCAAATGAAAAGA
CAGAGTGACCGTAGATTTTTCTTTCTTTGATTCAAATCTTAAAGTGAAAATGAAAAAAAG
AAGTTGTGATGCCTGCTAGCTATATTTACCAAAGTTCCTCTGCTTCGTTGTTGCCTTCTA
CTTCACCACTTATGTGCATTTAAAAGGAAAAAAAAACATTTCATTGTAAATACTGTCATG
CTTTGGACCTCAGTGTTCAGCTGCCGTCCCTTTGTGTCTCCACCGGATGCAACTGTGCAA
AAATCAGACCAGATTTGAAAAGCAGAAACAGGCGGAGGTTGAAGTTCAGTTTAAAACCTC
TTATTAGCAGGTGGAGGCCCAGAAATGATGGGAAGTTGAGGTTTTCACAAAATACGTCCA
GCACTTCTCTAATCCAGCTGTCAATCACATAAACTACATGCTTTCTTAGCTTTGCACCTG
TTTAATCTGATGATAATCTGCAATGAATTTTTATCCATTAACACTTATTCTACCATTTCT
CTCCTAGTGTTAGAAACAGTTTTATATTATATATTGAAAATATTGTATGATTTATTTCTG
AAATAAACCAGTGGAATTAAAGCGAANAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL4189Contig1



ATGATTTAATAGTACTGTCAATTTCAGTTTCACACTTGGACATTTTCCAGCTTTACAGTG
CCGTCTTTTAGTGACAGTGAGGAGCTAAAGGTCACACAGTTTCCTCCACAGAAGACAATC
TCAGAGGATGAAATAAATAAACACTGACATTTAGAGACAGTCATAAACCAACACTCTGAG
CGCTAATCCGTCTCGACTCAGCCAAACCTTTCAGAGGTGAACGTCAGGATGGACTCAGGC
ACAGGAGTCAGAACGGCACTAAAGCTCAGGGGTTCATTCAGAGTTTTTGTAGTTGGTGAA
CAGATTGTAGAGGACTCTCAGGGTGGCCTTCAGGTTGAGGTTTACAACATCTTCTGGCCT
TGCTTTGGGCTTCATCAAACCTCCATCCTGCATCAGCTCAAAGGCAAATGCAACATTGTG
AACCTTCTGCTCAAAGCTCTCCGGAGTGAGGAAGAAGTTGTACAGCGGGACAAAGTAGTC
CTCCAACAGTCCCATCAGTAAAATCAAATACACTCCATCAGCAAACTGTGATTCCAGCTC
AGTGACTTCCAGGTTCAGTTTGTTCAGATGTTTGTTCACAAATGTGATGAGTGACGATTT
CACTACATTAAGTTTATCCGGAGCATGGTCCAGCAGTGTGTCAAATGCGTCCCTCTCAAA
TCTTCCCATCATCATTTCTGTTGTAGTGGTCAGCTCTTTGGTTAGAACAGCAGTTTGCAG
GATGCCTTCAAGTTTCTTGACCACCACCACCTGGACAGAGACGTGTTCTGGAAGTCTGAT
GGCGGCCTGGAAGTGCATCGCCAGAGCAACCAGCAGGTAAACGATTGACACCAGGTATTT
CGAATGAATAGACTCCACACTCCACTCAACAGTCCAGCCGTGAGGTCTGAGCACAGAGTT
AACAGCCTCCAAGACCGTCTGGAGTTTCTGCTTCTGGCCAATCTCCGACTGGGTCACCTC
CGCCACGTTCAGCTTCCTGCCCGACAGCTTTTCAAACAACTTCTGGAGGACTTGTCCATC
ATAACAGTCCTCCTCCAAGTCTTTGACTATGATCCTCTCCTCCTCCAACTCACTGTTGAT
CCACTCAGTCAGGGTCTTTACAAGGTCTTTGAATTTGGGGTTATCATGAGAGCTTGGGTC
CAACATGATCCTCTCTGCATTTTCTTCCAGCAGAGCATCTTCCGGATGAATTTCCGTCCC
TGAAGGAAGCAGGGGAGCGTTGATGGCGTTCTTCCCCTCCTCATGTAGATCACTCACTTC
TTTATTCTTTTTCTTCCGGACCAGGCTGCCTCCTAGTTTTCCGAGAAAGGACTCGTCCTT
TTTCATCTTGCTGGACTGCATGCTCGCTGATGGAGTGTCAGTGTCCGAGAC
>CL4190Contig1
TTTTTTTTTTACAGATCAAGTTGACATTTATTGTTTCCAGGGAGGAAAAGCTTTAGTTGT
AGCAAAATCATGAAAGAAAAACCCAAATAATTCACATTTACAGAATTCTGCTCACTTAGA
CTGTTTTTTTTTAGTATTACTGCAATAATACAGTTTCAAGAAATACTTTGCAAACAAATG
CATCAACACCCAACAATCTCTGCTCAAGTTGCTACATGTTTGTGTGCAACTAAGCTCCAT
GGCAGGATAAATAAGATGGGTGTTTTTTTTCCAGCCTCCTTCCCTGCAGCATCTAAATTT
GCAATGTAGATATTTTTGAGCAGCAGAGGTGCTCACTTCTTCTTCTCTGGCTTGTCGTTG
TACTCCAAGAAGAAGTCATTGCAGGCTACAGTGAGAGCTCCCACCAGAATGATGAATTCT
GTGAAATCCACCTCACCGTCATTGTTGGAGTCCAGGTCCTTCATGACCTTCTCCACAGCC
TCTTTGTCCTGGGCGCTCCCCAGATAGTTGCCAAGCTCCGTGGTCAGTAACTCTTTGAGT
TCAGCTTTGCTTAGTGTGTATTTGTCCCCTTCATTTCCAGAGTACTTATGGAATGTCTGG
ATCATGAGCTGCATGGCATTCTCCAAGGTAGAGCCATTTTCGGATTTGGGCAAAGACATT
CTGTGAGGAGCTGGAATCCAGGTGGGTCAGTCAGGTGTAGAATGAGAGGAG
>CL4191Contig1
CCTTTATAGCTCCTTTTGTGTTTTTAACTATAGATAGCTAGACATTAAACCTGTTTTGAA
ACTAAAATGACCTGAAAGTTCTGGAAATTAGGTTAAAAGTTACTGGTTTTCTTGTGTACT
TGATTGCAAACTCCTCTAAAAAGGGGCCTTGATTTACTGTTCAAACCTACTGCCTGTTTT
GTCCCATTGCTAGAAAGATCGAAATAAAGCAGTTTAAGAAGCATTTAGTCTGAAAATATT
CACAGAACTTGACGATTGCTCTGGTAAAGTTTAGAAAGTTCAAATTGGGGGTTGGCTTAA
AGGTTCCACCAAAATTTTCCAAAATCCATGTGGAAGCATGTAGACTAAAGATTTCTATTT
CGTTTCCTCTTGAAAATTCCTCCATCCCTCTCTACTCTGCAAATGTTTTCGGTTTGTTGT
CCTAAATGAGCCTCTCTTTCATCCTTGAACACCTTAAGAAATGAAAAAAGTGTTTGCAAA
TGTAGATCATGCTGGCCGGGTCTGTGTATTTAGATACCAAAACATCTTATTCTTTCTAAC
ACTTCCCAAAGAAGAGGAGCTGCTCTGTTAGTTTTTTGAATTTCAACTATACTTGAGTGC
ATGTAATCATTGCAGCATTTATCCCTCACCACCGTGTATATGTTTTTTTCCTCTTTTCTT
TGTCATGCAACAACTTGTAAATAAAGATTGCGCAGATGTTTTTTCAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAGAAAAAAAAAAATATACCTATACAA
>CL4192Contig1
TTTGGGTTTTTTCTTCAGCAGGTTTCCATGCGCCACATCTACATCGATATATTCCACCAA
GCTGCAGTGTCACAGTTTAATCCTAACATTTGAATAAAGACTATGTCCTGTATGGTTACT
TCATATACAAGGAGCCCCAGCAGAGGCTTTGGTTTGAGCAGAGTCTGGAGGATGCTGATG
CAGAGAGAGCTGGATCGTCTCACCTTCTGCTGTTCACAGAAGAACACAAACAATCCATTT
CCCCATGAGAGCATTTGGAAACCAAAAGTGTGGATTCACAAAGACAAACGAGCATCTGTG
GTGGTCTTCAGCAGTGACCAGAGGTGAAGGTGACGAAGAGCAAAACAACCAGCTCTACAC
ATTTCAGGTGCAGATGGAGGATTGAAGGTGATCAGTGCACGCTATAAACTGCAGATTGTG
TGGTTACAGCCAGTGTCAGAGAAATACACATTTCTTATTTCATAAAATCCTGTCCTGCAG
ATAGAAATAAGACAGTTAGCATTAGTTTTGGTGGTTTGTTTGGTTTCACTAACATCAGAT
TAAAAGAATGACCGTGGCCGTCAGCAGCCAGGAAGGTCAGTGTTGATTTAAATGCACAAG
AACCATCGGAGACACTGACAAACACAGCTACAAGCACAGCCTACACAACAGCTCCGCTAC
TCGGCTGTCGCTGCAGACACTACAGGGAACCGCCATGGCAGCCCGGGTCTTCACCGCTCT
CCTCGCCGCTGAAGGCTTGCTCCAGCGTCCACACGGGTGTATTTACAGCCTCCCTAGAAG



CAGGGCTGAGAGAAAAAGCAAATAAAGTTTGACACACGAGGAGCTGGTGTCATCAGAAAC
AACCAAACCCAACTTTTACTCATTTTTTTTTACAATGAGGAACGTGCAAAAATGTCCACT
GAGGACTGAGATTGATTCCAAGAAATCTGGTCTCTATTTCCTGAAGATGTGTCAGAAAGC
AGGTTTGGGAGGTTGCAGGTGAGATCAGGTCCAGAGCAGCTGTTCTCTTTTCAGAAGATG
ACTGTCATTCTTGCTTTTTCTCTCTTTCTCCAGGCTCACATTCAGCTGTCTACTGGATGT
CCAGCTTGCCCGGTCCGACGCTCGGGATGAGCTGCGAGGACTCCGAGGAGGCGCTGTAGG
CCTGGATCAGCAGGTTCTTGTTGAGGTCTCCGACCCCGCTGCCAGCTTGCAGTTTAGGGT
ACGGCAGTGTTTTTTCTCCCTGACGCTGTCCTCGATCCAGCAAGTCCCGATCCATGAGCT
GCTCCAGGAGACAACCGTCCGGTCCCTCGGCGACCG
>CL4193Contig1
TTTATTTGGAGGATGGTTAAAGCGTTGGAGAGCTGTTCCATCTCCCGGTCAAAGTTCTCC
ACACGCTGCTGAACACGACTCGACCCATGAGCCAGGTGATGGTGAAGTTACGGCGGTACC
ATTCCTTGTTATAACTTGCATGGTGTTTTCTGTTTTTGTCCAGGAAGCTTTTGTAAAACA
CGGCCATCTCTTCACTGCTCAGACTCCGCCGTCTTCCGTCCACGTCTCGCAGAGTCAGGC
CTTTCCCCGCCAGCTGGGAAACCACGAAAGCTTCTTTTTCCTGGCTGAAGTTGAGGTTCT
GCTGGGTCCAGAACTTGTGGTTCCAGTCCTCCGTCTCCTGCCTCAGGTTTCTCAGCCTCT
TTTCCAGCTCCGACTCCTCCTCAGGGATGCGGTAGATGATCGGCCGCAGGTTGGACAGCG
GGTTCGGGGGGCCGATCCAGTCATGTGTAGAGCTGGGCTCCGGTCTCAAAGGTGTCCGCT
TGGCGGCTTTATCCTGTTGGCTCGTTGGATTATTAGAGCCGTTGCGCCGGATGTTTACAT
CCAGCAGTTGCACGCGGGAGTTCCGCGCGCTCCTCCACGACAAGCGTCCAGCTGCCCCGA
ATGTCATTCCCGCAAAATCAAGGCACTGTCACGCAGAAAAGCTAAACACGCAACGGTGGC
GAACAACCCATGTCTCCCAACTGTCCCCGGCCATAAGGNCCGGGTTAAACGGCGC
>CL4194Contig1
CGCAGCACCTGGTCACGCGCTTCGACTTTCAGTAGTGGATCCGTGCCTCCATGTGAGTGT
GCGTTTGGGAGTTATTGCGTGTTCGTGCGTGACCTGTCGAAGTTCGGAACTTCCGGGATG
AACGCGCTGCTGCGGCGCTGCGTTTGGCGGCTGGCGGTCACGCGGAGAGGTTTCCATGTT
GGAGCTCGGCTGACAACCTTCGACCTCAGGAGGATTGAACTGACGCCTCTGGAGCAGCGA
AAACTCACCTTCGACTCGCACGCCATGGCGGCGGAGCTGGAGACCAGCGGCTTTGACAAG
CAGCAAGCAGAGCTGATTGTTTCTGCTTTGGTCACCCTCACCACGGCCAACATGGACATC
GTCTACAAAGATATGGTGACCAAAGCCCACCAGGAGATCGCAGTCCAGCAGATCATGTCT
CACCTGGACTCCATCAGGAAGGACATGGTGATCCTGGAGAAGAGCGAGTTCTCCAACCTG
CGCTCTGAGAACACAAAAATGAAGCACGAGCTGGAGCAGCTGCACAACAGACTCAAGGAG
GAGACGGAGAAAGTCAGAGCAGAAACCAAGCTGGACATCAACTTGGAGAGAAGCAGGATC
TCTGACATGTTCACTGAACAGGAGAAGAAGCTGATGGAGGCCACGTCTGAGTTCCATCAC
AAGAAAGCCGACTTGGAAAACGACAACATGGAGATCAACAAGAAGATTGACCTGCAGGTG
GCGTCCCTGAAAACAGTGCTGGAGTCCCTCAAGCTGGAGACCATTCGGTACCTGGCAGCG
ACTCTGTTCGCCTGCTTGGCCATCTCTTTGGGGTTCTACAGACTGTGGAGGTGAAGGAGC
TCCAGCGGAGCGGCCCGGTTCCTGCTGCACCTCGTTTTATAAGTCTGTGAATGTTTTGCT
CCACATTAAAGGAAATCTTTGTGCGTTTCTTTTGATCAGTGAACTTCTCCTGAAGTGACA
CTTTTTAAATAAA
>CL4195Contig1
CTATAAGAGAAGTTTATTTTAAGAGGTGCAATGGAAATGACATTTCTCATTTACAGATTT
TTCAGCTGGAGGATAAAAAAAATCTCTCTAGCCTTTATAAGCTGGGAGCTTCATGGATTT
TATTTTCAACAGTTGTGCGGCAACATTAGAAATCAGCAAATAAAACCAGACTGCTTATCC
CGAACATTAGCTACATCCTTTAAAGAAGATGAATCTCATCTTCATTCTGTGGCCTCATAC
ATTGGGAATGCGGGTAGTGTAGGATTTGTCTGTTGTGCCTAAAACAGATTTCCATTTCTG
TGACCATATTAGAAATGAGAGTTTGCATGTAGACGATCCACTGCAGCTCTAAAACAGGGA
AAAGAACCCATCTGTAAATGTAGTATTTATTCGTTTACGCGGGGATGATACAAAATGTCA
ACATAATATAAAAAGACAAACCAAAAAAAAGCCATTCTGGTCACACTATGTCTTTCAAGG
CATCACTTACAGCAATGAACTAAAACTAGGCTTTCAACTGTACAAAGTGTGAGGACGACA
AACAAAAACGCGTATACACTGCGTGTTTGTTTGACCAAAGCAACTTTAAGAGACGAACAA
GAAAGACCTCCTAAGATTCAAAATGAATCAACAGTATCAGATTTTTGTCTTCATCATGGT
TCTCTAAACAGAAGCTGCCTGTCAGTCAAGCACACTTAATTAAACAGAACAGACATAAAA
GGCCAAATGGATTCTGGCATAATGTAGTTCCTGCCAATTACTGATGGGGGCGCTGCAGGC
CGGGTCCACTGAGGGTGTAGCCTGCGCCAGAGCCACTGTGGGGCGCTGTTTCCACGCTGA
TTCAGCCCAACCCAGCCTCGTGCC
>CL4196Contig1
CAGGTGACCCAGGACTCAAAGGCCAACCAGGAGAACCTGGTGATTCTGGAATGCTTGGTT
TACAAGGCTTTCCAGGCCCAAAGGGGCCAAATGGTGATTTAGGGCCAAGAGGTTATCCCG
GCCCTAAAGGACCTGTTGGTGCTCTGGGAATAGCGGGACCTGTTGGCCCGGATGGAATGA
TTGGCCCAATAGGAAAACCGGGGCCACAGGGTCCGAAAGGAAACAGTGGGGAAATGGGCC
CTCAAGGACAACAAGGAAGTCCAGGACCCAGAGGACCCCCTGGTGCTCCAGGTCCATCTA
GGCTCAAGCTTTATGATGACTCATCAGTCTACAGTTTATCCGACTCCAATGCTGCACTAG
AGACCGAGAGTTTTCAGAACACAGAGATGAGTCTACCAGACCAGAATACAGAGATACTTA



AGACCCTTCGATACCTAAACAAGGTGATTGAGGGCATCAAAAAGCCTCTGGGCACGAGGG
ACAACCCGGCTCGTGTCTGCAAAGACCTTCTGGACTGTCAACACAGACTGAAAGATGATT
GGTTCTGGATTGATCCAAACCTGGGCTGCACTTCAGATGCTTTCAAAGTCTTTTGCAACT
TTACTGCAGGAGGACAAACTTGTTTACACCCAGTGGCTTCCAATAAGATGGTTTTCAATG
CCGGGAAAGTCCAAATGAAGTTTCTGCATTTACTGAGCAACGAAGCAAGCCAAAGCATCA
CGCTTCATTGCCTGTACAATGCAGCTCTCAGCTCCATCGGAACCACACACAGAGAGATGA
GCAGGATTCGCTTTCATGGCTGGAATAAACAGACATTCGAGAAAGGCACACCGCTTGAGC
CACATGTGGTGCAAGATGAGTGCAAGATTCAAGATGGAAGTTGGCATCAGTCTCGCTTGG
TCTTCCACACTCAGGACAGTCAACAGCTACCTATTGTAGACATAGAAGAAGTTCCCGCTT
CTCAGCTTGACAGGCAGCAGCACATGGAAATTGGCCCTGTCTGCTTCCTCTGACACAGAC
ATCATACTGTGATGTGTTCACACAAACCAGTCAGATCCACAGATGTCAAAACAAAGCTTC
CACAGCAGGGCACATTGAAGACTTGTTTGCCTTGGCTGGACAGCATTGACTGGGTATTGT
GTCCAACTAAAGAACTAAACACAATAACCCATGGAACATCCAGAATAAGAGGGAAAAGAA
GATCAATTCATGCAGATATTTATCAAAATGTATAAAGTAAAGCTTGTTTCACTTTTCTTT
TTGCCTTGGTGCTTAGGTTGTTTGCATATGGACCCATATCACTCCCGATCACAGGGTAGG
GCCTCACGGTGCAGCAACCTATCCATACCACACCTCCTTTAGCTTTCATTTTGAACACAG
ATGAGCCTGAAAAGGAGCCCAACCCAAAGAATCAGCTCTACACGGGGCGCTATCTAACAA
AAAGCTTACACAAGTTCTATGGCATGTGGATAACATGAGACTGCTCTTATATTTCTCACA
TCAGAGGCTTTAATTTGCGTTGACGTTTTTGTCTTTGGTCCTCTCCACTTGGACCTGTAC
ATCTTGACAGATGGTGCTCTACCTCTATGTGGTTATTTGCTTTTTAGAACAGTTGCAAAT
GCTAGTTTGACTTTGTGTTGTATGTACCGGTTACATCAAGGTTTATGTTGTATAAGTACT
TATGTTGGTTTGGTCATTTCTAATTTATGAACCAATTTTTGATACACTACATATGTTTGT
AGCTTTTCCCTCTTTGTGGTAGGCTCCCAAACCTATCATTGGTGCTGCAACAAAGACATT
GATATTTCCTGTGTATATATTGACAGTATATTTTATGTTTATTTATAATCTTTTTTTTCT
TCACTTTACTGAACCACAGTAAGTTATATTCTCAGAGAACCATTTGATCAACCAAAATCT
AGTTTAATGAATATTTATGTTCAAAGAATGTGTTTGTGAGTTCACATCTGTTTCTGTTGC
TCTCAGCTCAGTCAGAGGGAGTTTACTCACTGGCAGCTACAGCAGGCCAGATCTGGAAAG
CATAGTCAGCACTCTTCAGTTTGTGGAGAACACCATCGGACGCAAATGTG
>CL4197Contig1
TATGGCCGGGGGACTGGTTTGGTTCTTCTTAACATACAATAAGTATTTTCTACCATTAGT
TTCAGAGAAACGTACCCAATTCCAAATTTAAACAGGCATTCTTAAGGTGCGATTAAAGAA
CCAGTCATGATAACTTCGGCGGCTGGAATAATTTCACTCCTTGATGAAGAGGACCCCCAA
CTCAAGGAGTTTGCTCTTCAAAAGCTGGACTCCATTGTAAATGACTTCTGGGCTGAGATT
TCAGGATCTGTTGATAAAATCGAAGTTCTGTATGAAGATGAGACTTTTCGGAGCAGAGCA
TTTGCTGCCCTGGTGGCCTCAAAGGTTTTCTACCACCTTGGAGCATTTGAGGAATCCTTG
AATTATGCTCTTGGTGCTGGAGATCTCTTCAGTGTCACAGATGACTCGGAATATGTGGAA
ACTATTATTGCCAAATGCATCGATCATTACACCAAGCTGCGGGTGGAGAATGCAGAGCTC
CCAGAAGATGAGGAGAAGAAGAGCATCGACCCCCGCCTCGAGGGGATTGTCAACAAGATG
TTCTTGCGTTGTCTTGATGATCATAAGTACAAGCAGGCCATTGGAATTGCCTTGGAAACT
AGACGTCTTGACATCTTTGAGAAAACCATTTTGGAATCGAATGACGTCAGTGGCCTTCTT
GCTTACAGTCTGAAGGTGTGCATGTCCCTGATGCAAAACAAAAAGTTCCGCAACGAAGTG
CTGAGGGTTTTGGTGAAACTCTATATGAACTTGGAAAAGCCTGATTTCATTAATGTCTGC
CAGTGCTTGATCTTCCTGGATGACCCTCAAGCTGTTAGTGACATCCTTGAGAAACTGGTT
AAAGACGACAACCTGCTAATGGCGTATCAGATCTGCTTTGACCTCTATGAGAGCGCCAGC
CAGCAGTTCCTTTCATCTGTGATTCAGAACTTGCACACAGTTGGAACACCGATCCCTGCT
GTTCCCGGCTCTACAAACACAGGCACTGTTCCAACCGCAGACAAAGACAGTGAGGCAATG
GAGACTGATGAAAAGGCTGGCAGCTCTCCTGCAGGAAAGCCAGCAGAAATGAAGGATGAA
CCTAAAGACCAGAATGCCAAGATGATCAAGATTCTTAGCGGGGAGATGGCTATTGAGCTG
CACTTGCAGTTCTTAATTCGAAATAACAACACAGATCTAATGATTCTAAAAAACACAAAG
GACGCAGTCCGGAATTCTGTGTGTCACACAGCCACGGTCATAGCCAATTCTTTTATGCAC
TCAGGGACTACAAGTGACCAGTTCCTCAGAGAGAACTTACAATGGCTAGCCAGAGCCACC
AATTGGGCAAAATTTACAGCTACAGCAAGTCTTGGTGTCATCCATAAGGGCCACGAAAAA
GAGGCGCTCCAGTTGATGGCCACATATCTGCCCAAAGACACATCACCCGGCTCTGCATAC
C
>CL4198Contig1
GTGATGGAAAGGATGTAGGTCTACTGGACAAAGTGGCTGACCTGAATTTCCAAGTGAAGT
GCGGGCACTAAACAAATGGGAGTGTTGTGTAATGAATCCAAACCAACTGTAGCCTCAGAT
TCAAGATGGCACCGCTGATCAAAGCGATAGAGCACAGACACAGGGCCTTCTGTTACAGAC
AATACTGTGTCATGAGAAATCACATCACACAAAAGAACAGTCAACATACCTCAGTTGCTG
TAGAAGTGTAAGATAGTGCCCACAAAGATCGACCCAAGAAGGCAACGTTGAGCACAACAG
TCATAAAAATTGTCATAGATTTTTGTAAAACGTGTCCTCTTGCTAGAGAGAGGCAGCAAA
AACTCTGTGGGATGAATACTTTTTATTAGAGTGTGAGAAAGGTTGTTCTCAGCATGTTTC
ACCATTGGTGTCTTTTTTTGTTTTGTTTTTTGTTTGTTGAGCGCTGTGCCTGTTGTCTTC
CTATGTTGTAGCCTACGGGACCCAAACTGAATACGTAGGGTCCTTAATGCGCTTTACCCA



GCATACAACATTGGCCACACATCTGTAAATTGTACGTGTCATAGAATAATTTCAATCTCA
TCAATCCGTGAATAGGACCGTTTTGGTAATACACAGTGAAAGCGCCACCTCAGATGGATG
AAGTTGGCTCCTGAAGCTAGTGTCTGAGCGTAAACACTGTCAGTCAGTCTTTAGCAGAAA
AAGTCAACGGACTAGTCAAAGCTCGGAGAAGGGAAACAAGCAACCAGAGATCCACATGCT
GCCGGACATGTCAAGGTGAATCCCAGAGAGCGCTCATTCCCCTCTAGCTCTTGCTGTACA
CTCTGAGCACAGATTTCCAAGGAGTCACCGTTTGTTCTCCACCTAGAGAATCGCTGTCTT
AGGAGCATGTGGGTAACAGACAGTGTCGGAGGGTTGGTTCTTCTTCCAGAAGAAACAGCT
TTTATATATTACATTATATGTGATTGTGTACAATTTGACAATACTCTGATGATGGTGTTC
ATGTTTGGAGTAATTGGTTTCTCAAAAC
>CL4199Contig1
ACCGGTGGTGTGGGCAGCTACATCTATGACAAGGAGCCCAGTGCCGTGACCCAGCCCTGA
ACCTTTGCCTCTCCCAGCCTCACCCCCTTCTTCTCGACACAACGCCCTAATCCGCAGTAA
TAACTGTAGCTTTTTTTGTTGTCCCCCCACCGTCGTCTCCACCTTTCCACTCCTGAGACG
GATATTCTCCCTCACTTTGCCCTGGAGCTGAGTTAGCAGCGCGAGGAACGTGATAAACAC
TGCCTGAAACATGTGCCACCTTTAGCATTTTAGGTTTTCACAAAACACAACAAAGCTGTG
CAGACTCTCTGAACGTCACGACAAACATTTGTGAGAGGCTGTAAATGATTCAGAGCCGTG
CAGGTGGACGCATTCAACTGCACCTGCTGCATGCTCGCGTGTGCACCATGCCTGTCCGTC
AGAACTCAAGCATCTGTTGTAGGAATTCTTATCTCGTGTTGCATTTCTGCTGTTATTTTC
ATCACATCATGCCATGTTTTGTATAACATTTAAGAACCATGGAGATATTTGATCCAATAT
GAAATTTGGTTTTAGAGGCAGACAGTTTCAGGAATAAAAATGTATTTATTAAATTTACAT
CATCTGATACCCTTTACAGGTCCTAAAGGAAAGTTTAAAAAAAGCCAGTTTCAGTTCTAA
AAACTAAAAAAAAAATCCTTTTTTATTATTGATAATTTCATACAAGTAATCCTGCTGGTT
TTTTCCCAAGAGATGCTATTTGAAGTATTATATATATATTTTTTGCTACTAGCAGCTAGC
GTAGTTAAGCTTGTAGAACTGAAGACAAGTCATTCTGTAAGAATGTGCATTTTGGTTGTT
TTGTTGGAGCGATTTCTTGTTAGTTTTAGACTCGGCAGGGCTTGTTGTTTGTAGACTTGA
ACCGCTGCACTCCGGCCCCGCCGCTTCGTCTGTTTTCATTTTGTGAGTAAACGTTTCTGA
GATCGGTGTGACTGCAGGAAGATGGATTCTGAAATCCTCGTCTTCGTCCACTGCAATAAA
CAAACACT
>CL4200Contig1
TAATTTGTTTTATTTCTTTAAGAATAACTGAAGAAAAGTGTTAGCAATTTCTGTACAGTT
TTTGTTAAAATCGCTTTCCCTTGAATTTGTTGAAAACCAAGAATGATCAACAGGGCTTAG
AAATATTTTGCTGCCATGTAGTGCACTTATAGCCAAAAACAAACAATATGATTAGTCCAC
AGGCAACTGTCAATTTCCTTCAAACAAACTCAGAGGAGGAGATCCTAAAGTCTCGCTGAC
TCCCGTTTCATTTTTTCGTTGGCGCTTCCTCTTAGTTCCAGTTCTTCATTGTCAAAAGAG
AGGCACATTAGAAATACTGCCATTTTCCAAGGACTGTGTCTTTGATTGCATCGACAAACT
GTGCAGGCACCCAGTAGACCCAATACTGAGAAGCTTCTGTCGGACCCAACTGAAAAGCCA
TCATGTGATAGTCCTCATGGCCTTCAATGGGTTCCGACAGGACGTTTTTAATGGAGCCCA
TCGGGACTTTCTCTGTCCTCTCTTTTGTTCCAATCCATAATTGATCCTGCTCCAGTTTGA
ATGTGAGTCTAACTTTTCCTCCCGACTTGTTAAACATTCCAGATAAAGGCACTGTTGGTA
ATCGTTCCTTCGTTCCTTTAATAGCTGGCATGATGTCTTCTGGTTTTCCTTTGTCCAATA
CTTTCCTGTGTTGCTTTTGCCTGCATAAAGGCTCTTTCTTGTTTTCTTCAGCTTTAACTT
CCTGCTGAACAACCTCTTTCGGCGTGTTAACAGCTAAAACATCATTTATTGTCGATCCTA
CCACCATTATTTTTGCCCCGCTTGTTATCTTGATTTCCCGTAACGTTTTGTCCTCTGGAA
GTAATCCTTTGTACATTACTTTCTGCATTGTTGGCGGAAGACCTGTGAGTGCGTGGATTC
TCTCCTTTAGTTTGGCTCCTGTGCTGTCGACAGGAATTTTCAGATCGTACTTGTTTTTGT
TCCAGATAATCTTCAAGTCGACGGTTTCTTGCTTGTCGTCTGCGTCGTCCCCATTGCTGA
GAGGACAGTCCTGAGTTGAGTTTCCCGTGTCTATGCTCGATGAGTTCTCATCCGTCTTCT
CAACATCATCGCCAAGGAGTTCAGCTGCTTTTGGCTGTGGCTCAGTTTCCATGGTTACTT
CTGCACTTCCATCCTGGGTCGCCATGATGATTGTGTACAATCTGCTGTAGGTTGTGTCCC
CCGGCCATAAGGCCCGGG
>CL4201Contig1
TCGTACATCGGGGGAGGGATGGCCACTTTAGGGCCTCTGGAGGGCCGACCTTCATCTTCA
TATGAGAAGGAAGAGGAGCCGTCTCTGTCAACCAGCGACGAAGGGGGCGCGATGGCGGCT
CCGCCCATACTTCGTTTCCTTCGCTCCCGCTCATACTCTTCGTCCTCATCAGAGTCTTCC
TCTGCAGCGGGGAAACGAGAGAAACCGCTTGGCGCTCCGCCGTCGTGCCGGTCTTTCCTC
CTCTTCTCCCGCTCCTCGATCTCCTTCTGGCGCTCCTGCTCCCTCTGGCGCTGGCGCTCC
TCTCGGTGGCGCTTCATCACCTTCTCGTAGTCGTTGGGAAACATGGGGTCGTACTCGTCT
GCAAGCGGGATCAGCACGTCGCCGGCGGAGAAAGCACTGGGAACCGCGTCCATGAGTCCA
GCGTGTGGAGGGGTGTCTGTACTCTGTCGTTCATCGATGGAGCCCCCCCTCTTCAGATCA
ATGACCGGTGCCAGGACAGTGGTCTGCTTCACTCGCTGCGTCTTCGCCTGGGTCAGAGCC
GCCTTTTTCACTTTCAACTGCGACTGCAGCAGCTTGAAGTTCTTGGACCAGCCTTCGGTT
TTGGTGTCGCTGGCACCGACACCGAGGTCATCGTACAGCGACATGGCTGCCTCCTCTCCG
CGCTGCGTGTAACGGAAGCTGCAGCAAAAAAC
>CL4202Contig1



ATCATTTTACAAAAAGAAAACATTAAAACAAAATTGTACCACTCTATTGCATGCCAAGCT
GGCAATATCAGCTACATGCAAAAAAAAATATATAACCATCACAGTCAAAAAAATAAAAAT
ATGATCGGACCATTTTCGACCAGAAGGTGGCAGTAAAAAAGGAAAACATTTTTCTACATC
TTAAAGAAATGGATTTGTAGTTAAGACTGAGACAGCTGTGTAAAAACACAGAATGGAGGC
TCTCTGCTCCACAGCCTGATTGAGACAGTCAGGATGGAGGTGTAACAGGAGGAGCAAGTG
CTTTAAGCACACACATACACACACCAACACACACTAGTTTTACCGACACACTTTGAAGCC
CTTTAAAAGAAAAAAGGAACCAAAATGAAATGATCAAACCCTCTAACCTCCTGTCAAGAT
CTCTAAGACGGAGTTCCAAAAAAGAAATATCTAAGGTGTATGGCTTCATTTCAACATTTA
CTACGTGATGAAAAAAGAAAAGAACAATTTGTTCGAGAGGGGAAAAAAAGCAACAATCTC
ATAAATAGGATGGTAAAATAAACACAGACNGTTGCCCTGTTTAACCCCACAAAGGAAAGG
GTCAGAAATGCAGCTGTAGTTTCCACTAATCAGTAATTTTTGTAAGGATGAACTGACTGT
CTGGGACTCTGAGGCGTACTTCCTTCATGTGATGTGTCAAAAGTGTTCCAAAGTGTACNA
TATTCAAGCATGGATGTAATAAGACCTTTATTTTGAAGAGTCNAACAGGGTCC
>CL4203Contig1
CGAAGGAAGAGGAAATGACAGTTTAGACTGGTTTTCATCTTTATCAAGTGAAAATATCCA
ACTGACAAAAGGTTTTTCTGAAGTTATGATGGCAGACGACGAAAACACCATCATGTATTG
TGGCAACTGTAAACGTGACATCCCAGAGGCCAATTTCACCACCCACGAGATTCACTGTCG
CAGAAACATAGCACTGTGTGACGTGTGCCAGGAGCCCGTACCCCGATCCGACCTAGAGGA
GCACAAGCTGCAAGAACACACGGAGATTACATGCAAATGTGGAATGAAAGTTGAGAAAAA
TCATGTCGATGTTCATCAGAATTCTGAATGCCCACAGCGACTGGTGTCCTGCCCGTACTG
TGATCTGGAGCTTGCTTTTACTCAGTCTAAAGAGCATGAGGACTATTGTGGTACACGGAC
TGAGCCTTGTCCACTCTGCAAGTGCAATGTGATGCTGCGTGAACAGGTTGTACATCCAGC
CTTATGTGGAAGCCTCACACCACCTCAAGAGAAGAACAACAGTAGGATGAGCCGCACCGC
AGCAGAGCGAGAGTCTTCCGATGCATGGTTTGAGGCTCACTCCATCCGAAACCTCCTCAG
ACCCCAAGAAAGGAGTCCGAAGAATAATAACATTGGTGCGTCAGCTCAACAGTCCTTTCC
TCCTGCATTTAATCCTTCAATGTTCAACACAGCGAGAGAAACGCAGGCTTCAAGAGACTG
GAAGAATGCTGCACCTCAAAACACAGGGTTTAGCCACTGTCACAGTGATTTCCTGCATGG
AAGCAGCAACAATGCCAGATCACACAGTGAGAGTCCATCAGACGAGGATTCCCCCGGCCT
GGACTACATGTTGGCTCTCAGCCTGCAGGGGGATGGAGGACCAGGGGCAGGTGTGGAAGG
CAACATGTGGAGCGACATCTGGGACCACAACATAGGGAAGTCTAACACATCA
>CL4204Contig1
GCATTGTTGGAGCTGTGTCGCCTCCTGGTGGAGACTTCTCAGATCCTGTGACTTCAGCCA
CGTTGGGAATTGTCCAGGTTTTCTGGGGATTGGACAAGAAGTTGGCTCAGAGGAAGCACT
TCCCCTCTGTGAACTGGCTCATCAGCTACAGCAAATACACTCGCGCTCTGGATGAATACT
ACGACAAGCATTTCCCTGAGTTTGTCCCACTCCGAACCAAAGCCAAGGAGATTCTTCAGG
AGGAGGAAGACCTGGCTGAAATTGTGCAGCTTGTAGGCAAGGCTTCTCTTGCTGAAACGG
ATAAAATTACTCTAGAGGTTGCTAAACTCATTAAGGATGACTTCCTGCAGCAGAATGGTT
ACACTCCGTATGACAGGTTCTGCCCCTTCTACAAAACCGTCGGCATCCTCTCGAACATGA
TCGCATTCTACGACATGGCCAGACACGCCGTGGAGTCCACAGCGCAGAGTGACAACAAAA
TCACCTGGGCTATGATCAGGGAACACATGGGAGAAATCCTGTACAAAATCAGCTCCATGA
AGTTCAAGGACCCTGTCAAAGACGGTGAAGCGAAGATCAAAGCTGACTTTGCTCAGCTGC
TGGAGGATATGCAGAACTCCTTCCGGAGCTTGGAGGAATGATCCAGAAGGCTCTCTGTAG
AACCTTGGTGCTGTGTTTAAGTGCACATTCTAGATCCTGCGTTCTGAATTTCAGTCGTTC
TCATCAGAGCTCCTTCATGACCCTCGAGCATTCTTTAACCCTCAAAGATTAGCAATGGTT
GGTTTGTTCATTTTTGACATTTCCTCTTGAAGAACAACACAGCAGCTTGTTTTATTCAAA
AGCATCAGCAGCAGTGCTGTGATCAAACTCAGGGGTTCCTATCAAGTGCTGCGCTCAAAC
GTAACCATGAAAAGCTGCAAATAGTAATGAGACGTGATTGATCCGTGCAGGTTATTAAAA
AGGGACATTATTGTGGAGATGAAGGCATTCCTCAAACTCTTACCTCTTTGGTGCAAAGGT
GGAATATACTTGATTTAAGATAGAAAATGTAAAATAATCTTTTAGTTTGTGTTTTAAAAA
AAGTCTTATTATATTCCCCTTTTTCTGTAAATAGTGCACTATCGAAC
>CL4205Contig1
TGAAAATCACAAAAAAACAAGAAACTAAGATTAATNTGCACAATATTTAAAAATATGACA
CATTTTCCATTTAAAATTCACATTCTTTGTTTGTTTTCTGACAAACTTCATGTGTTTGTT
TAAAGTTAAATTTAGAAAAATCCAAAACAAAATATAAAATTATATTAAATTGTTAATTGA
ATTTTTCCTTTCTCTTCGTTTCATCAACATCATTAGTTTTTTTAAACATTTTTTTTCCGG
TTGTTTAGCGTGGAGCGCCTCCCTGAGACGCCATGGCGTCCTGACGCTGGCAGACGGAGT
CTTTTTACAGTATCTCCGAAAGTTTATCCTTGTTTTGCTAACAAAATAAAGGCACAGAAG
AAAAGCTGCTCAGTAATGTGGGAGGAGTTACATGTCGTCATAGGAGGGATCAAACCTGTG
ATGGCCCGTTCTCGGAGCAGACACTCCGGCACAGAGCCGGACTGAGGCGTTCAAGAATCT
GTTGAACTGACCCTTTAAGCCCCAATCTCCCCTGTTGTGTTTCTGCCTTCATGCTGTTCA
GCCACCAGGGGGCGGCAGAGTGCCTTCATGGGCTTTGACCCACTTTGGCCGGGCGCTGGC
TCGGTTCGGTTCATCTGTTAATTATGTGAATAAAGGACTGAGGGAGTCTTGTACAGATTT
GAATGTAAATTATTGTGAGCTGCTGAAAATAAACACAATTTAAAGATGAAAAAAAAAGAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT



>CL4206Contig1
TCGTCTGCACCTTCATCTTTCAATCATGGGAGTTGCCTACAGCGTTGGAGAGGTGGACCA
CCTCTACACCTTCTTTGTGAAGTGGTCACCAAATATCTACATGAAGGGCAGCAAGAAGAA
CCGTAAGCCTCGACACTTCAGGAAGAAAAATCTAAATGATCCAGCTGCTACAGGGAAAGA
GGTGGCTGCAATCAACACACTCCGCAGCAAACCTGTCAACAGTCTCAACAGTGCAACAAA
CTGGGAGATTATTACAGTGAAGCAAACAAAGCGCCGCCTAAGCCTATGCAGCTTGGAGGA
CTCAGAGGCAGATGAACAGGAATTTCAGGAGGTGGGCAACAGCTTTCCTGTCCTGAGTGA
CCAGAGCCAGCTGATAGATGACCGCCACCTAAAAACACTTCTTGCTCATCTACCACCAAG
AACTCAGAGCTACAAGTGGTATCTGGTCTACAGCACAGCCATCCATGGAAGCAGCCTGAA
GACCCTCTACAGAAATATGGCGGGTCTGGACAGCCCAGTGCTGCTGGTCATCAAAGACAT
GCACAAAAAGGTGTTTGGGGCGTTTTCTTCAGATCCATTTAGAATCAGTAAATACTGCTA
CGGCACCGGGGAAACCTTTCTGTTCACCTTCAGCCCGGATTTCCAGCAATATAAGTGGAG
TGGTGAAAACTCCTACTTTGTGAGTGGGGACTTGGAGTCACTGCAGATTGGTGGAGGAGG
TGGTGGCTTTGCGCTGTGGCTAGATGCTGATCTGTACCACGGTG
>CL4207Contig1
TTTTTAAACAAAAGAACCAAATATTTTTATTGGGGGAAAAAAGTCATTTTACAAATATTC
ATAAGTGATGAAGATGAAGGAGCAGCGTCACACCTGGCTGGCTTTCTCCACGCTCTTGGC
AGCATCCTTCAGCTTTCCAACTAAATCCTGAAACCGCGCAAAAGCCGCTGATCAGAGACC
AAACAGGAAATTAGGAAGTACTTTCATATTTTGCGGCCACGTTTTCAACCTGAACATGTC
AACATCTTCGAAATATTTTTCCAAAATAATTTCAAATCAACTTTCTGTCAGTAAAATGTT
TTTTACTTTGCGTCTGCGGTAAATACATTTGCGCACATTTACATTCCACTGCACAAAAAG
CGCAAAGAAGATGCGTTTGGTTTGAAGATATTGCAGATTTTCCCATGTTTAATTTCATGT
CTTCATCCTTGAGTTCTGTCTTTACCTGCAGCTGCTCTGCTGTGCAGCTAAAATCGACAT
CTTCAGAAGCTCCTCCAGTCTGGCAAAAGAATAGACAGCGGGGTTTGCGCACGGGCACGT
GCAGTAAAACAGCACTAACGCAGAGAGACGAACCGGCAGCTATACCTCAGTGCTCAATGA
TATCAAGTAGAAGGGCTCGTTGACCTTGTCCAGCTGTCCGTTCTTCATCTGATACTGCAG
GCGCCATGAGACGTCTTTAATGTGAGCTGGACCTCTGCCTATGCTGGATAAAATAAGCTC
CAAGTCCTTCTTGTG
>CL4208Contig1
TTTTTTTTGAAATCCTTAAATTAATTTAATCAGTAATATTTACAGAAAAGGAGCCTAAAA
CAAACTTCCCACAAATACATTGATGATGTATTCAGGTTGGCTGAAGTCCAAAAGATTCAA
ACACATTTCATGTGTATTAATCACAAAGCAGACTAAATATGACATAATGCCTCGCAGTAT
AAGCCCCTCCCTCATTATTACATCAGACTGAATGGAACAGTGAGTTCTAGTCGTCACTGC
AGAAGAGCTGAATGAAAAAACACTCATCCACTCCAGGTAGTTTCTCCCAACCATGACTCA
GCCAAAATGAGCTCCCTTTTTATAAAACAGTCAGATTTACACTACACAAAATACCTGTAT
TGTACAACAATAGAGCTTTCAACAGTAAAATAGGTTTTGATTGAGGTAAACACATCATGG
TGTTTGTACAAAACAACAACAGACTTCCAAAAAACCCAACGCGCGCACATACACAAATGC
TGCTGCCACTCCACCACCTGTGGCTCCGCCCACCCCCCCAGTGAGACCACCCCCTCCACC
TGCCAGCACCTGGTCAGCAGGTGAATTTATGGAAAAATGCCCTTTCTCGCACCCAGAGCC
ACAGATGGAAGCCCACCTTTCCCAAATCCAGGGTGCTAAGGTGTTTTTGTTCTCTTCTGA
CACCAGCCGTGAAGGCTGGGGGGGAGGGGGGCGGGTCTCTCTGCAGAGGTGAAGGCGATC
CTCACAGGAATCAAGGCACAGTTCTGGACATGACCTGAAGCACTTTGTTCTAATGACTGG
TTACACCTGGTTCATACAGTACATGATGTGAACTCAGAGCCACGCCCCTTCTGACCCGGG
AAGCTGCTTGTCGAGAGCTGAAGGCGGCTCTGG
>CL4209Contig1
TGAGAACCGCTTACTGTTGCAGGCCCCACCCACATTCCCTAATAATCCCCTCGTTGACTC
TTGGTCCTTTCGACAGGAAGGATAATTCCAAGGTGTGGCGGGAAAAGTGGTCCACAGTTG
TCCGAGCCTCAGCTGGCTCGTCATTGCATTTTGGGAAACGATGATTCTGTCGGTGTCATA
CCTCACTGCACATGCTAGGATGTCGAAGGCCAGTTCTGTTTCGCCCAAGCGGAATCATAT
CGCTAAGAAAGCAAAGATCATCGTCTCCTTCATTTCTTCAGGACTCTACATAGATAAACT
CCTCCCGATCAGCGCGCTGCCCCTCCTCCCACAGCAGGTTGTAGAAAATAAGATATCAGT
TTGTACATATAGGGAAAGGACAGATGGATTGCATGTCTCAGAATCTTTTTACATTAATTT
AAAGTATCTTTCCTGATTTGTGTGTTTGCAAAATTCCATTGGTTAAAAAATTCAATATTG
GAAGTTGTTGTTTTTTTATTATATTTTCATTTTTGAGTATATAGAGTCAAGAAGTGTACA
GATGCTTAATGTGGCTCAGGGACCCGAGACTGTCCATTATTCTACCCAAAAAAAAAAGAA
AAAAAAATCAGACTGAATTTTGATTTATGCTGCCAGAGAATCCCGATGTCCCGAATTTCA
TTTCTGCTGAAAACCGTCAAAAACTGAAACCTACCATGGAGCAAAAAGGGAACGAATTTT
CTTCAGGTGCTTTGGGGTTTTTTTCACTGTCCGATCAGATCGCATCCCTTATCTACATAG
CCAATCACTGAGAAGGGCTTCTTCCTCACTGATAACTGTCATTGTAAATACTTTCTTCAT
GCTTTCTCACCTTTGTCCTTTGATGGTGGCATCATGTAATTTAATGGGAAGAAAAAAAGG
AAGTTCTTCGTGAGCGTGATGGGTTGCACAATGAAAGTAGGTTTTGGAGCGCATGTATGG
TTCCGGATTACTGCAGGTAATGGAACGTTGCGTAGGTCAACCAGGGGTTCCAACATCCAG
TTGTTTCAGAGGCGGTAAATCAGAGATGAAGTTAATTTAGGGAAAGTTTAACATTTAACG
>CL4210Contig1



GGCCGTTCAGGNACGCCATGCAGCAGCTCTCCGTAGAAAGCAGCGCAGACGCTGCAGAGA
CATCAGGCCCCGCCTCCGTTCCAGCCGCCGACAACTGAGGAGAATCTGGAGGGTCTCCAG
GAGGAATCCACGCGGCGAGGAGCCTCGCCGACCATCTTCTCTCCAGATGATCCCTTCCTT
TGTGTTTGTGGGACATCCTCGCGTTGAAGATGGAGTCCAACTCTGCCTTAAAACTGTAGC
AACCTGCAGGAGGGAACCAAGCAGACACCTGAGGGCGTTTCTGAACATGGCAGTGTTCTA
TGACGTCACCAGGTTTTACAGAACTAGTCCAGCTCATGGGATGTTTGTGGAAAATCCGTC
ATGGCAGCTCCCCGCTGTGGTGCTTTAGGTCGACCTTCGTGCAGCACGAAGGAGCAGAAA
ACATCTGGACCGCTCGGTTCCAGCTGCTGCTGTCCGTCAGAATAAAGACCAGCCGGAGAC
CTGATGTCATGATCTGCTGCGTCCACTCATCCACATTTCCTGTTGAATTATGTCAGCTTT
ATTCGTTTATGCTGATGAACCAGAAACCTTCAGTGGAGTCAAAGGTGTTGTAGGTGTTTA
TACGTCCAGCAGGGGGCAGTGTGCCACAGGAGGCTCCATGTGGTTCACTGACTAAAATGT
CTGCATAAAGAGATGAAAATAATGTCATCAGAAACTTTTACTTTCATCTTGTAAATCTAT
TTTTATCAGCGAATAGAAATCACAAAGTTTCAGACCTTTGGTAACAGATTCAGGTTGACC
TTTAACAAATGTTGAAACTTTTTAGTTCAGTTACAGCAACCGTGGGAACACAAAACTTTA
TGTTTAGCCTTAATGATGACGAACAACAGAAAAGCTCTGTTGTCAGAACAGACTGGGCTA
TTCGAGGGAAACAACAAACATGGAGTCATCTCCTCTGAGCTGAAGGCTTCAATATTTAAC
AAGAAAAAATAAATACAGGTCATGTTGATGAAATAGTTTGGATTGTTCTTCAGAACCAAA
ACCAGAATTCAGCTATAATTAACGGCAGTTTCTCCATTTAGTCACTCCTGTAACTTTTAG
AAAACTGGACATTCCTGTTTTTTCTTTATGTTAAAGAGCAAATAGGAATGTTTAGGAGGG
AAGTCAATAAGATCCTCTTATTTTCTGATCCATTCATAATTAAGGTCTTCAGTAGATTTT
AAATATC
>CL4211Contig1
TGGGAAGAAGCTCCAGCCTGAGTGTTTTGGTGTGGGCACCCTGCACGCGGGTTCCAGAGC
GCATCCATGGCTGTTTCCATGGAAACCTTTGCTCAGTGGAAAATACGACTCTGGGGAAAC
TGGATCAAAGCCGGAAGGGGAGCGTGGACGAGCGCGCGCGGCATGTGGTGTGTCTCCTGA
ACTCGCAGGAACGGTTCTTCACCACGAGCTCGTGCTCCGGCAGGATCGTGCTCATGGACG
GGCCTCCAGAGGGCGGTGTTGTGCAGAAGAAGGACTGCCGGTGGCTCTTCATCTCCCATG
ACCCCTGCAGGTCTGAAGACCTGGTGTCCGCTCTGAGCAGGTCCAGCGGGGAAGCGGTGC
TGAAGTTTGAGGCCTTCGTCCTCCACGTTCAGTGTCACCGGTTAGAGGACGCACAGCTGC
TGCACTCGGTGGCTGTCAACTCCGGCTTCAGGAACTCTGGGCTCACCGTCAGCAGATCTG
GGAAGATCATCATGGCCGTCCGCAGCACCCACGGCCTGGAGGTTCCTCTGAGCCACGGCG
GGAAGCTCCTGGTTGGAGAAGAGTACGTCCACTTCCTGACACAGAAAGCCAATCAGAAGA
TGGAGGAGAACTTCAGACGCATCCACAGGTTTTTCCAGATCCTCCAGGCAGCTCTGACAG
CAGAAACCCCGGACCTGCAGGGGGCAGAAGATCCGGCCGTCACTCCCGGAGAGCAGGAGA
ACCAGGCCGCTGTGTACAGACGGAGGAGGAAGAGGCACCAGAGTCAGACCCACGCCGAGC
TCGACGAAGAGGACAGCTGCTCACTGGACGACTGTCTGGATCTGTTTTCATGAGAAATGA
CAAACATTTCCAGATGCACTGCTGATGGTGCCGTAACAGCTCGAGTCCCGCTCTTTAGCT
CCTGCAGGACGCGCGCACAGCTGCAGGTCAGAGGTCATGTGACCCCTGCTGCGGCGGTCC
AGCATTTCATGCCCGTCTTAAGGTTCATCTCAGCTCTGAAGAAAGCCGGACTCAAAGCTC
AGATCCAAGGATTTACTGAAGCCAGTTGTCTGAAAAAATGCAGCAAAGTGACACTTTCAG
ATTCAAACCCACGGCGGCCGGACGTGAGCGTGGGATACTCCGCTGCACATCAGTGGTCCC
ATCGCCAAAGAGACCGTCCACAGCATGAAGACGTTTGACGCTGGGATAGAAACCATCAGG
CACAGACAGAAATCAGTCAAGAATCTTGTGGTGAAGTGGTTTAAAATGCA
>CL4212Contig1
AGAAGACATCTCTTAGATTAGAGATGTTCTGGAAGACTGTCACGTAGCAGCTTATCCGAC
TCTGATAGAGGACGGGCAGCTCCTCTCGCAGCTCGTCATTCATCTCTTCAAAGACACTCT
GAGCTTTGTTGAACTCCTCCTCGGCCTTGGCTATTTTGGCTTCATCTTTTTTCTTGGCAT
TCTGCAGAGCTTCCAGGTGATGGCGTGAGGAATCGTAGTCCACCAGTTTGCGACCGCGCT
TTGATACTCGTTCCTTAACCTCTGGAAACTGGCTTGTATAGTTCTCCATGGTGCGGACAA
GCTGGTCGTTCAGCTTCTCCTCAAAGTCGTTCCACAACAAATCTTCACTTTCTGCAATGA
CGGCGAGTTCCCCCACTCCCTTCCAGTCTGACTCATAGATGTCTCGCAATGTTTGGGAAA
GCTTCCTTGACGTCTCATGCACAGCTCTAACAGATGAATAGTAGGCTTTGACATCTTTGT
ATAATCTGTTTCCGTCGATCTGTTGTTTGTTGAGGTTCTGGAAACACAGCTCAAACTGTT
CATCCTTGGTTTCCATAGTTTTGCCCAGTTTCTGGAGGACCTTCTCCTGAGCGCGATTGA
AGGACTTCTGGACCCGTTTGGCCAGGAATCCAGCTCCAGCCTGCAGGTTCGGACCCGTCT
TGTTCTCCGCCATCGTCTCCGCTGTGCTCCTCGGCTCCGTCTGCCTCTTTCTTGGCTTCA
CGCTGGTGAGTTTCAAGTTGGGGGTGGAGGTGGAGCAACCGGGGCGAAGACGCGCTCCGT
CAGCGGGGAGGAGGAGGAGGAGGAGGCCTGGGAAGACGCGCCTCTGCTGCGCTGCTCATC
ATCCGCGGCCTGTTCTGACTTGCTCCTTGTGCGCGGATCCTCCGTGGAGGAGTCATCCAG
CCGCTCACCTGAAGGTTATGACGATAATCAC
>CL4213Contig1
GTTCTGACGACATCGCCTTTTGGCAAAACTGATGCAGGAAAATAAAAATAGTTTTTAGTC
AATGCTTCTATGTGATGCCTGCATTAGAACCCTTCTTGAGATATATATGTGTATATATAT
ATTTCTCTCTTTCGGCTTTTCCCATCAGGGGTCGCCACAGCGAATTGTTTTCCACCTCAC



TCTATCATGAACATCTTCTACCCTAACATTAGCCAACTTCATGTCCTCTGTTAAGACATC
CACATATCTCCTCCTGCCAGGCAGCTCCATCTCCAACATCCTACCAATATATCCACCATC
CCTCCTCTGAACATGTCCAAACCATCTGTCTGATTTCTCTGACTTTGTCGCTAACACAGG
CAACATGAGCCGTCCCTCTGTATAAATGTGTATATATATACATGTATATATATATATATA
CATGTATATAATATTTGTGGTGCAGTTCATGCCTCAGCAAGAAGGCCCCTGGTTCAAGTC
CCAACTGGGGACCTGAAACAGAACACCAATGGGGGACCTTTCTGTGTGGATGTTGCATGT
GCACATGCGTGGGTTTTTGTCTGGGGACTCTGGCTTCCTTCTACCGTCCAAATAACATGC
TTCATAGGTTAATTGGTTACTCTAAATTGTCCCTAGGTGTGAATGTCACTTGGGCCCTGC
GACGGCTGAGGGAGGCTCCAGCAGCCCCATGACCCCAAAAGGGACAAAACGGATTAGAAA
AGAAAAATGAGTCTTGCATATTTCTACTGGAATTAGGTATTTTTAATTTGAGTTCTT
>CL4213Contig2
TTTTTTTTTTGTATTTTCCACAAATATCAGTGTGTTTATTTTTTGCCATTGTATTTCTGA
CAGAAAAACAAGAACTTGTCTCTGACAAAATGCCTATTTATGTCAGCCTTTGCATGGCTA
CCCAAAAAAAAGGAAAAATAATAACAATTCATGGCAGGTAAGACAGTTAAAACATCTTAA
ATCCCACAAAATTGACTTTATTCCCTTTAAAGGTTAACAGATAGATTATGGTTATTGGAA
TGAAGAATTCAATTATAGGAGCCAGTTAGCTGAAGTATCAGTTAACCTTCCGTCCATGAA
ACCAGGGTTCAAATCCAGGCTGCTCCCTATTCCCTTCTGTGCTTCTGTGCCAGTCCCAAG
CCCAGATGAAATTAAGAGGGTAGCGTCACGAAGGGCATCCGGCATAAAACATTGCCAAGA
TAACTATGCAACTCTTCCTCAAAAGAGAGGCTGTTTCGCTTTGGCGATCCCTGATGCGAA
AAGCCAAAGGAGGAATGAAGAATTCAATTATTTATAAAACACAAAGAAAATTCAAACATG
AGAACAGGTTAACTGAGGCTGATTTATGCAAATCTTTTTTTGTTTGTTTTGGTAATCATT
TTTAATTATAAAATGCATAGATTTTATCTGCAGTCATTCTTCTTCTTCTTTCTCTTTCGG
CTTTTCCCATCAGGGGTCGCCACAGCGAATCATCCTTTTCCACCTCACTCTATCATGAAC
ATCTTCTACCCTAACATTAGCCAACTTCATGTCCTCTGTTAAGACATCCATGTATCTCCT
CTTTGG
>CL4214Contig1
ATCAAGTCCCTGGTGGCTCTGCTGGTGGAGACACAGTATGAAGAAGTTGGAGATCAAGTT
GAGACACTTTGAAGAACTGGAGACTATAATGGACAGAGAGAAAGAGGCACTAGAACAGCA
GCGGCAGCAGCTTCTGACGGAAAGACAGACTTTCCACACTGAGCAGCTAAAGCAGGCAGA
GCTGAAAGTTCGCCAGCAGAGGGAGCAGCAGCCGGGACAGCCTGGATACCCGGTGCAGAA
TACAGGTCAGTCTGTAGCCAACCGCGTGCTGCCGGGGGGAGGGAATCCTCAGACCATGGC
TCCTCGACATCCAGGAGCTCCCAATGGCATCTATCCGTCCTCACAGCCTGATGGTATAGC
ATCTGCTCAGACTGCCCCCCCACCATCAAGTCACAGCTAAACGGACCACCGAATGGGACA
CGCGAAGAAAAATGTCTGCTCCTGAAACCCACCAGACCAATGCCTTTCACATTGTTAAAA
AACAGCCACTCAGACCCAAGTCTGTAATTCATCCTTAGTTCTGTGTTTTAGACTGAAGGC
TTCAAAAACATGTCAAGTTGAAATGTATCTGGTCTAAAGCTCGGCTAGTCTTTCTGTGAA
CTATCTGTGTTCATGTCATGAGTTGAGAAATCTGTACTTAACTCATTAAACTTGTTTTTC
TATTAAAAAAAAAAAAAAAAAAAGAAAAAAAACCTT
>CL4215Contig1
TCGGCACGAGGCCAGTGAACAGTGATGTGGTGTTGCCATGGAGACCGCCAGCTCCATCAC
GCCACTCCTCTGCGGGTGTTTGTTACCGTCCCCATCGCCCCGCTGGTTCTTTCGTCTGAC
CACACCTCCAACCCGTCTGTGGGAATCTGGGCAGCTCCTCCTTTTGTTTCTTTTTTAACC
GTTTTATCGACACGTCGGCTGAAGTCGGACTTAAAGACAAAACGCAGCAGATGCAGAAAG
AGTATTGTTGTTTCCATGATGCAGTATGAACTCTGATGACCAGGACGACATCTGCATGGA
CCACCTGAGCTGGAAATACTGGAAACGTTTTTTCCGAGTACAGCAGATAACTGCGGCGGT
CTCAGTATTTTCCCCGTGCAGCAGAGATGTCTCCTGCTCGTCTTCATGCGTCCATCATTC
CCGCCTCGTCCGTCTGCTGGACGGTTCTCCGTAGAGGTCAGGCGGTCTGAACGTGCAGTT
TCCTTCCAGCAGTAAATGTAGGAACAGAACCGTCTTCTTATTTCTTTTTCTCCCTCACCG
TTGAGATTCAAACAGAAACTGTGTGCATTTTAGTGAGTTGAAAGATAAAGTTCTGTGAGA
ACATTCGGGTCAAAGCGGGTCTGCCTGCTTTTATGCTGTGGTTCTGTTTGTCATAGACGT
CGTGTTTCCTCTGAGGACGTCAGTCAAGTTTGAGGGATCCGGGTCACATGATCCGGATCA
GACCAGGTTCCTCAGACTGGACTCTTCTGAACACTTGAATGAAACAAATCGGGCACTTTG
ACTCCAGAGTTGTTGTTCACTTTGTGTGAATGAAGCACATCTGTACTACTGAATGGACTT
TCCAATGTTCCTGTGAAGGTTACTGTTACATGAAGACGAGGTTTTTCCAGCGGACCTTAG
CGGTCTAAAGTACAGGAAGTGAAAAGGGACAAAGGGTTTGTGATAATATTTTTTGTAAAT
GTGATTTCCTGACAGTCGCACTAATTTAGCAGATCACTGTCCAAACGTGAACCTCTTTGC
TTCCCTCATGTT
>CL4216Contig1
GGGTCGTGCACAACTCTGTGACGGAGGAGACTTTGTCTCATGGCAAAAGTCTTCCCACAG
CCACTGTGGGAACAAGCAAAAGGGCGCAGACCTTCATGGAAGGATCTGATGTGGCTCTGA
AGGTTGAAGGTTGTGGTGTATGATCTGTCGCAGCCGTCTCTGGGGCACTTGAAGACAATC
CTGGTTTCATCGTGGACGTGTAGATGTTTCTGCAGGAACCAGGAGTCCCGGAACACCTTG
GAGCAGTGCTCACACTTTACAACATCCTCGTGCCGAATTCGGCACGAGGGTAAAATCAGT
AGCTGTCAACATGGTTGAATGGACAGACTTTGAGCGCGCCACCATCCAGGACATCTTCTC



CAGGATAGACAAGGATGTTGTTGGACCTGCTGCTCTCTCCAGGTGTCTGATCGTCTACCC
CTGGACTCAGAGGTACTTTGGCAGCTTTGGAAACCTCTACAACGCCGCCGCCATCACCTC
CAACCCAAAGGTCGCAGCACACGGAAAGGTTGTCCTGTCGGGTCTGGAGCTGGCCGTGAA
GAACATGGATGACATCAAGCAGACTTACGCAGATCTGAGCGTGCTGCACTCCGAGAAACT
GCATGTGGACCCCGACAATTTTAAGCTCCTGGCAGACTGCCTGACGATTGTGGTCGCCGC
TCAGATGGGACCAGATTTCACCTGCGACGTCCAGGCAGCTTTCCAGAAGTTCCTGGCCGT
GGTGGTGTCTTCCCTCCGGAGGCAGTACCACTAAGGAGCAACCGAATTTCTCTCCAATTG
ACCAATAAAAAATACAAACTGAAGCGTANAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL4217Contig1
CTTTAGTTGGAATGAAAGTGACGAGAAGCTTCTCTTCTCCTCTCGTTGACTCCAGAAAGT
TCTCATGAAGTTGCGTCACGTGGTCCCGATCCAGTTTCACAATAAGACGCCTGAATGTTG
AGCCTCACTGACGGAAACGGCGCGTCCAACAGGAAACGTCTTATTTTGAAGGGTCAAAAC
CGGAAACGGCTGTGGAGCGTTCCGCAGACTCGACGGTTTTGTTCGTGAAGCGTCTAGAAG
CAGCCAGGCTGTGAGCTTCCGCAGATATAAAGCGGCTGATCCGAGAGCAGAGACAGTTAG
AGAAAGAGAGCAGAGCGCAGAGAAGATCCAGAGGAGAAGAAAGAGAAGAAGATCCTTCCT
CTTCACAGATCACTCCATCATCACTCAGCTGTAAGTATTTCCTTCATTCTTTCTAGAGAA
AAGGCAGGAAAGTGGAGGAAAAGCTTTGATCCAGACTATCGGGAGGAAAAGGCAGATTTG
ATTAGAAACCTTTTACTTTGTTTTAATTTAATTATTTACTTTTATTAAACTGGATTAGAA
ACCTTTTTTCTATTTTTTTATTTATTTACTTTTATTAGATTGGATAAGAAACCTTTTTCT
ATTTTAAATTTATTTATTTATTTTTGTTAGATTGGATTAGAAACCTTTTTTTCATGCCAA
TCAAACTTTATTGCTTTAGTCTGAACGACAGAAGCTTGGAGATGTTTGGTTGGTTGAAGT
AGAAACCTGAAGCCATGATGTGCTAACTTTACCGAGTAGAGACCAGAGCAGATGAGCGTG
AGCCAGAACCGCCTGAATCCTCCTTCTAGAGCAATCCGAGCTCTGATGCTGGACTGGGTT
CTTTCTAGACTCTGTCAGAGCGGCTGCAGAAGTTCATGTTTGTAACGTTTCCTCCCGTTT
GTGTCTGCGCGTCTTTACAGCACAAAGTCATCCAGCAAACATGTCTGCGGCCAAGAGCGT
GTCCATCGGCATCGACCTGGGCACCACCTACTCTTGTGTGGGCGTCTTCCAGCACGGAAA
AGTGGAAATCATCGCCAACGACCAGGGCAACAGGACCACCCCCAGCTATGTGGCCTTCAC
CGACACGGAGAGGCTGATTGGAGACGCGGCCAAGAACCAGGTGGCTCTGAACCCCAGCAA
CACCGTGTTTGACGCCAAGAGGCTGATTGGGCGGAGGTTCGACGAGCCGGTGGTGCAGGC
CGACATGAAGCACTGGCCCTTCAAGGTGGTTTCAGAAGGAGGGAAGCCCAAAATCCAGGT
GGACTACAAAGGAGAGAACAAGACCTTCTTCCCCGAGGAGATTTCCTCCATGGTCCTGGT
GAAGATGAAGGAGATCGCCGAGGCCTACCTGGGCCACAAGGTGTCCAACGCCGTCATCAC
AGTGCCGGCGTACTTCAACGACTCCCAACGACAGGCCACCAAAGACGCGGGCGTCATCGC
GGGACTCAACGTCCAGAGGATCATCAACGAGCCCACGGCGGCCGCCATCGCCTACGGACT
GGACAAGGGCAAGTCGGGAGAGAGAAACGTGCTGATCTTTGACTTGGGAGGAGGCACCTT
CGACGTGTCCATCCTGACCATCGAAGACGGCATCTTTGAGGTGAAGGCCACGGCCGGAGA
CACTCACCTGGGCGGAGAGGACTTTGACAACCGCATGGTCAACCACTTTGTGGAGGAGTT
CAAGAGGAAACACAAGAAGGACATCAGCCAGAACAAGAGGGCCTTGAGGAGGCTGCGCAC
CGCTTGCGAGAGGGCCAAGAGGACCCTGTCCTCCAGCTCCCAGGCCAGCATCGAGATCGA
CTCTCTGTTTGAGGGCATCGACTTCTACACCTCCGTCACCAGAGCTCGCTTTGAGGAGCT
GTGCTCCGACCTGTTCAGGGGAACGCTGGAACCGGTGGAGAAAGCCCTGAGGGACGCCAA
GATGGACAAGGGGCAGATCCACGACGTGGTCCTGGTGGGAGGCTCCACCCGGATCCCCAA
AATCCAGAAGCTCCTGCAGGACTTCTTCAACGGCCGAGAGCTGAACAAGAGCATCAACCC
GGACGAGGCGGTGGCTTACGGCGCCGCCGTGCAGGCCGCCATCCTGTCGGGCGACACCTC
GGGCAACGTCCAGGACCTGCTGCTGCTGGACGTGGCGCCTCTGTCCTTGGGCATCGAGAC
GGCCGGAGGAGTCATGACGGCCCTGATCAAACGCAACACCACCATCCCCACCAAGCAGAC
CCAGGTGTTCAGCACCTACGCCGACAACCAGCCCGGGGTCCTGATCCAGGTCTACGAAGG
CGAGAGAGCCATGACCAAGGACAACAACCTGCTGGGCAAGTTTGATCTGACGGGAATCCC
GCCGGCTCCCAGAGGGGTCCCGCAGATCGAGGTCACCTTCGACATCGACGCCAACGGCAT
CTTGAACGTGTCGGCGGTGGACAAAAGCACCGGCAATGAGAACAAGATCACCATCACCAA
CGACAAGGGCCGCCTCAGCAAAGAGGACATCGAGAGGATGGTGCAGGAGGCGGAGAAGTA
CAAAGCCGAGGACGAGCAGCAGAGGGACAAGATCGCCGCCAAGAACTCCCTGGAGTCCTT
GGCCTTCAACCTGAAGAGCAGCGCGCAGGACGACAGCTTGAAGGACAAAATCAGCCAGGA
AGACAGGAAGAGGGTGATGGAGAAGTGCGACGAGACCATCGCCTGGCTGGAGAACAACCA
GCTGGCCGACAAAGACGAGTTCCAGCACAAGCAGAAAGAGCTGGAGAAGGTCTGCAACCC
CATCATCAGCAAGCTGTATCAGGGAGGGATGCCCAGCGGCTCCTGCAGAGAGCAGGCGCG
GGCCGACAGCCAGGGGCCCACTATTGAGGAGGTGGACTGAAGGGGCCCTGGTTCTGGACC
CGCTTGACTGGACAGACGTGAACATGGAAATATTGTCAAACTTTACTCAGACTTTGCTCT
GCTGGACATTGCAAGAAAACCTGAACTGAGATGTTTGAGGGAAGTAAGAAAAAGCTGTGA
TGTCATTTCTGTCCGACACGTTTGGAACCTCAGCTGCTAAAATCCTGTGTTTGAATGGAA
AATACTAACTTTTTCATTTATTTATTTGTTCCTGTCATTAAAATTATTGTTGTTGAATAT
GTTTACATGTTTGTAACTTGTTTTTAATAAAAAGAAGATAAAATCACTCTTTTCTTTCTC
TTTGTCTTGCACTTAGAGTAGAACACAGTTTAACTTATTTCTTTACTGTTATTTGTCTTC
TGTCAGTGAGTCAACCGTTAATTAAAACACTA



>CL4218Contig1
ATTCAGGTTCAAAACAGCATTAAATAAGTAAAAAAAATTTGAAACTAAGATAAAAAGCTG
AAAGCAGTTTCTGTAAATTCTCTTCGAGTTGCAACATCATCTTTATCTCAATTTTGACAT
CACACAAATTGGTTAGACTGATTGGCAGAAACAAACGTTTACAAAGGGAAGATGATAGCA
CAGGCTTAAGACGTGAGAGGTGTAATCTACAGGTTTTTAACTCCACGCTCTTATATTTCA
GATTCCTAGGATCAGTTCCAAAATTTAAAATAAAAGGGCATATTCATCAGGCGTATTGGA
AATGCATAACTGTCTTTAGGATAGTCTTTTAAAAAGCCCCACCTGTTATACATCTAAGAA
TTAAAGCAATAAATTGAGATTTAAATTTGAGTAGCTGATTTCCTTTTCCTAAAGTTCTAG
GATACACAAACCCTTTTTTTTAATGTTTTGAAATGTCGAAGTGGTTCCAAATAAAATAGT
GCACTTTCCACCTCTGCCTCTAGTGCATCTCTATATTAAGTGACCTCTCAGCTCAGAGTT
GTTGAATCATTTCTACATAAAAAATGTCTTAAACTACATTATGAGCACTGAAGCATTCTA
CAATGAAGACTGCAGAAATACTGTTTCCAGCGAGTCAAACCAACATTAATGGGTCTACGA
TAAAAACACAGCATGAATACTTCAAACCAATTCTACAAGCCAAAAATGAGCATGGACTGG
TTTATCTTACAATGGCTAAACAAGAGTTCAGTCCTGGAAGAAGAAGATCAAAACAAACAA
ACTCTACATTCAACTTGTGCTTCACAAATTGCATGTTCGAGTCTTTTCAAAAGCTGAGGT
GAAACGAAGAAAAGCGTGTTCAAAACTAAAATGCAGCCACAAAAAAGACAANCCACTGAA
CCTAGAAGCACTGCATTGGTTTACATTCNC
>CL4219Contig1
ATGGTTTTCTGAGCAACTACCGGTAAGCTGGTTTCTTTGGAAGCAGCTGACACACATAGT
TGTTGAGTCTGCCTCATGGTTTCTGCAGTTATGGGGCCTCTGATTAGGTTTTTGCTGTTC
TCCTTGCTTACCATAAGGCTACGAGATGTGGATGCTTTATGATGGCCCTGATCAAAGTCA
GAAACCAGATGGAATGCTGGTTTCTCATCAACCAGCTGTCTACCCAGCCTGGCTGCTTAA
TGAGCAAGTAAATGCTCCTCAACAGGAGTCTAATGCGCAATTGCTTCAGGCCCCCAACCA
ACAGCAACAGGTGTACCACCCCCATATGCCTCAGGTCCCCATGCAGCAGCAACTGGTGTA
TCAGCTTCCCATGAAGCAGCCTCAGCAGCAGGTTTCCTATCCTCAGGTGTCTCAGGATGC
CATGCTGCAGCAAGTATACCAGCTCCAAGTGCCTCAAGTCACCATGCAGCAGCCGGTATA
CCATCCCCAGCTTCCTGTGAAGCAACCCCAGCAGCAGCAAGTGTACCAGCCTCA
>CL4220Contig1
TTTTTTTTTTATGACTGTGACCACTGAAAAACACTGCTCTCACTCTGACAATAATACTGG
TCAAACTAAAAGTGCATCGTAAAACAGATCCAAGAGAAGTCGGTGACTTTCCTCCCATAA
AGTTTCAGCAGAAAATCAACAGAAAATAAAACACATTTAAGGCAACCTCTAGAATCGACA
ACAAAACACTATGTGGTCAGTTCGGTATGAAATGTCGTTTTCAACTTGCATCTACTGTTG
GCAGCCTGAAGCGATGTGACCGCGTCTGGAGTCTGGGGGAGAGCAG
>CL4221Contig1
GTGATTTTATTGTTTAGCATTGAATAAAGTTGTGCAGAACTGGAGCCTGGTTGTGGGTTT
CTGCTGCGTTCTCAGGCTCCCTGTTCCGCCTGAAACCCTCCAACCTGTGCAGAAAGGAGT
CCGGCGCCGTGGCGGCGGCGGCGCTCCGTCACTGCGTGTTCACGCAGGCGCCGGTCTCCT
CCATGATTTGCTGGATTGGCGTCATCACGGGGCTGACGTGTTCCTCCATCCACTCCTGAG
CCGTGGCGTCGGGGTAAAATCGCAGCATCTCGTCTCTGACTGCTGCTGCTTTCTGCTGCA
GCGCCGCCGCATACGTGGACGCCTGGCTGTGAATCTGCATGCACATCAGCGGGTTCGCCA
TCTTCCTCCGGCGCTGGAACGGGCTGAACCATCCTCGCACAAACTTGTTGTTTTCGAAGA
ATCTCAGCTCCTCAGAGTTCAGCAGGAAACTGATCTCCACGATGGACTCGGCCAGCCTCC
GCCCTGGAAACCGCGAGTCGTCTGCCGCCGTCCTCTCCATGGCCTCCACCTCCACCGAGG
AAACGCCCAGCAGCTCCTTCACTCTGCTGCCGGCCTCATGGCCGAAGTGACCGTGGATGA
GAGTCTGGAGACAGGACGCCAGAGACGGCAGAGCCACGGGCATCAGCTCGCAGAGCACGG
ACAGGTGGTCGTACCTTTGCCAGCCTGTGATCGCAATCCCTTTGAGGTTGACCGCAGCAG
ACACAGACGCCGCCACCTTCAGCCACTGCAGGTGGTTGTCCACGTGGCTCTGCGTGCAGG
TCACGCACGTGTCGACGGCGGTGGAGCCTTTGAAGCAGCTGGCCGCCCACAGCTCGGACA
AACCCGCGCCGCTGTACTTCTCCAGCAAAGACACGGTTTGCTCCACATCCAGGTTGGGGT
TGTAGTCCCACAGCATGGGCTGTACCAGCCCCACCAGGCCGCACGCTTTCAGCGTTTCGC
CGCTCATTTCTCTCATCATGTCGTCCCACATGATGACGGTCAC
>CL4222Contig1
CGTGGACGCAGGAGAGAAACCCAATGAAGAGGAGAAACTGGAAGAACAGCTGGAGAAGTC
TGAGGGAGCTGAAGAGCAGGAAGTAGCCCAGGCTCAGCTTATGGATGAACAGGAAGAGGT
TGGGAAGGAGGTGCTGGAAACCAGGAAGCAGGTGGATCAGTTGAGTGAGTCAAACACCAG
AAAGGACAGGAGGGAAAAACTTGAAGAGGAATGTTCTCCACAAGATAAGGAAGAGGAGAG
CCTGAGCTTCATCAGCCGGCCATGGCGCCTAATTGACGGCAGCGTGAACCGAGCCGTGTG
TAAGGGCATGTTGGAAGGTCTCCTGTACCACATCATGTCTCAGCCAGGACTCACGCAGCA
GGCTCTGCTGGAGCATTACAGGACTGTGCTGCAGCCAGTCGCAGTGTTGGACCTTGTGCA
GGCGCTCGTGGAGTTGGGGTGCGTGGTAAAGAAAAGTTTGGTGAAAGAGCCCAAACCCTC
ACTGTTTAGCCGTTCTGCTCACCAGTCAAGAACAAACAGAGCAGGGGAAGTTGGGGAACC
AGACGAGGTGTTTTATGAGCCCACCATCAGCTGCTGCCTGAGACTCAGTCAGGTGTTGCC
CAACGAACGGCACTGGAACGACTGTTGTTGATCAGCAAGTTCACCGTTACAATTGTGTAG
TTTTTCTTTCACTGGGAATATTTTTAAAAACTGTGTTATTGTGTTTCTGTTTGAAATAAA



AAAAATAATTATTGCTGAAAAAAAAAA
>CL4223Contig1
GNATGAATTTAATCTATACGATGGTAAATAAACAGCTTTGATGGTGATGACGGGTCCATC
TCCAGAACAAAAAAGGGGTTCATGATACCCGTGACTCAAGATTCTGAGTGAATAGTTCAT
TAGAAGTCACTGTAGTATGTATTTATTCAGAAAACCGTAGAAAATTTAAAGAACAGATTT
TTTGTGACATTATTCATGTGAATCCTGTTCAGATTATAACTTTCAAATACTGTTTTTCTA
GGTTCCTCAGAGGACAACCTCCATTTCTCCTGCTTTGGTCAGGAAGAACTCCCCTGGTCT
AGACCCTGAGAGCGGCAGCTGCTGTTTCACCCCCAAACCGTAGGGGGCAGTGTGCCCTCT
TTCCATTTGTTCACCATTCACTAGCAAATGAAAGAAGAAGGGTTTGTGGAAAAGGTGGAA
GAAAAAAGAATTGAATGGAAGGTGTATTTGATTTTTTTTCCACTATGGTCTGTCTTGTAG
AGGAACATGTCTGCAGTTTGGTTTGCATTGTGGTTTGAATCTGCACCGCTGAGAGCAATT
GACAGGACACCATGTTTGTTTTTGTGTTTTGGAAGGTTTGTCTGTTTTCGTCTCAGCTGC
TCACAGGCCTTCATGGAGTCACGTTTACCTGGAGGGGTTTTCCTCCTGGAGTCATTGCTC
TCTGCAGTTCCCAGTCTCAGCCTCAGTGCGGAAGCACAAGAAACTCTTCCACCACAGCTG
CCGTCACTTATCTAGGCCATCTTGAAAATTCAGTCAGAATAATTTGAGTATATTGAATCC
ATCTTGATGTAAATTGTTAATAATTTTTTTTCTTCGTTTGGTGTTTTTCTTGCATTTTTC
TTTGGAGCGGCTGGAGATGACCCTGGTCTTTATATGAACCTAGACTAATCCAGTTTACCT
TAACAGGAACAACTTCCATTAATCCTCTTGCTCTGCTCTCGTGGCCACGCCTCTTTGTGA
CAAACTGCATCTCCTTGTGTGGACACCAGGGGGCGGAATACATTTATAAATTTCAAGCCA
GAGTAATGTATAGATTTCAGCTGAGCTGCTCTGGTCCCCCTAAAACACAAACACAATCCT
GGTCATTATATCAAAGTGAGCTTTTGATGGATATAGCAAACATTTGCACTTATTTATAGA
AGCAAAAATGCTGCAGCAGAAACTGGAGCGACAGCATGTCGGTCACAGTTTCTCAGCAGG
AAATTATAAAGCAAAAATTGGCGGTGCATGTTTAGTCAGGAAAGGCTTTGAGTGAGACTA
AAAACATATATATTATTTTTTTTAAGTGGTCATATACTGGTTTAGGGGTTTAATTGTATT
AATTTCCCAACTTTCTTTTCATATTATTTTAAATATTTACATTTAGGTTTCTGAGCGATG
GATCATGCTGCAAATGACAAGTCAACAAAATCAAACTGTGAGTTTGAGGCCTGAGAGACC
TGCCTAAATCTGAAGATGCACAAACTTTATGAAAAGTAAGAGAAAACGTTGGTTTCTTAG
CGTCCGATAACTGATGGTCTTGTTACAGGACAGTTGCTAGTCTGCTTTTATCTGGAATCT
GCTTTTTGCTCAGA
>CL4224Contig1
GGGTTTCCCNCCAAGACATGCAGGGCCTCCATTCAGTCACCAGGACCAGAAAAGCAAGCA
GCCATCATNCGGACACCCACCAGCCGGGCAACAGACTGTCCCACCNGGACACNTACCACC
TCCCTGCCCATATCCCTTACCTCCTCCCCTTTCCCAACCCTACCACTTTCATCCACCTGG
AGGAGAAGCCCCTTCTCATTTCGCTCCACCCAGCTTCCCTCTCTACCCTCCTGGTGTGCC
TCCTCTGACTGCTCCTCCTCCGTCTTATTTCAATCCTGCTTTCTCCTCGCCACCATGGCC
ACCAAACTTCTACGACTTCCTTCTTTCTCCACCTCCTCCCCCTCCACCACCTCCTCCTCC
TCCACCCTCTCAGTAAGAAACACACATGCTCGTCAGTTTTGGACCTACAACTAAAAGCAA
CGTTGTTTTTTTGTTTTTTTTGTCGTTCAATCACATAAAACAGTGAGGCATTTACAGCCT
CATCTTGTCCCGTTTCCAGCAGCCATGATGTCTTTACAACACAAGCTAATCAAAACGTTT
ATGTTGACATGCATTTTTAAAACATTCCTGTAAAAATGTGTCTGTGATTGAGAGTAGTAG
GTATTAAAATCTATAAACATACTCTGCTCAAAAGGACTTGACAGTTTTTCCTTTATGCGC
CTAAAGGAGGATCCAGAACATTAAATGTTCTTTAACTGACTCAACATTTGAAATTAGAAA
AAATATTGTGGTGAAAAGCTAACTGATCTCTCTGAAGACAAATCGTGCATTTTGTTTGTG
TACAAAGTTTTGTAGGTTGTTAGACCTGATCAGATGCATCGTGTATCGCAAAGTTGATTT
ACAACTTGGTCAGTAAATGGATCAGGAGGGAAAAAAGGATAAGATTGAATTCCTCTGTAA
TACTTTTCTGCAAGTTCTGATGAGAAAAACATGTGATGACTGCTTTGCAGCTTTATTATG
ACTGAATTGACGTAAGCCAATTTCACAGTTGGAGTTTCTCAGTTTCCAAGTCCTCTGTCA
GTCATTTTGTCCAAAAGTTGATGGGGACTTACTTCTTCTGCTTCCTGGGTTTCAATCAGG
AATTCTATAAATCTAAAAGACTGACGATGTAAACCT
>CL4225Contig1
TTTCTTATTTATTCACATAAATGTAATGAAAATAACAGGGNAAGCTCTGTTATAAACATA
AAAAAGCAAATTTATATTTGTCTTTCTTTATCATTATTTCTGATATTATATTCCACAGCT
GATTCACTGAATTTAACCCCAAACATTATTTTCCCCCCTTTTCAATACTTTAAAAAAGTG
TGATGCAGATGTGACAAAAGGGTTTCAAATGTCTCCTCTATAAAATGTAAATATTGTGAT
AACAGCCAGGGTTGAAATCCCTTTTGCACTGAAGCAGAAGCAGCAGGATGGTTGGTTGAT
TGTTTTTCCTGAGCAGAGAGTCCCAGAGAACCAGTTAGAGGACTCTTTCATAGAAGAGGA
GGTAGGCTTGGCAACTCTGGACTTTGCTTTCGCTCACAGGCTGAACGTTTGTGTCGCTGA
TATGAAACCAGGATCCTATGGAAGGCTCTTCTGTTGATAATCCATTGGATAAAGTTTTAT
GATGGTTTGGCCAGACTTTTACATAGGCTGTGTAATGGCCCGACCTCATTGTTCCACTGT
GCTCTACAACACCATACAAACTGTACAAAACCCCTGTATCTTCTTTATAAGAAGATACAT
TGATGTTGGTTTTGCATTTGGCAGCGCAATAAGGAGCAAGATCCAGAGTGAGTGGAAAGT
GAACGTATCTGTTCACCTTACAAATAGTGTATCCATTCTGTTGAAATCTTTTCAGATGAA
GGGTAAGGACAGCTGGGGGAGAGGAGACCAACATTTGCTTCAAGGCATCGGTGTAAACAT
TCTTCTTGGGGCCTTGACCTTTGGCTTTCTTCTGCTGCTGTTTAGTGCAGGTGACACACA



GCAAGCTGTTGGTCAGCGTGAGTGTTTCCACCTCCGTAAACTGAAACAGGCATGTCTGTA
TGGAGCACACCTGTTTCTCTGGAGCTGTCCTGGGAGCCAACGTGCTGAAGGCCAACTCTG
GGTCCTGGTTCACGACTGTATACTCTTTAGCATCAGGCACTTCCTCCTCACTCTCTGTGT
TTTGGTCTACAGCCTCGCAGTCTTCCAAGAAAGCTTCGTCGAGAGTTACTTTCTCCATTT
CGCCCT
>CL4226Contig1
ACGAGGCGAGTGCGAGNCTGCCGTCGGGAGGGCAGCAGGGGCCCCCGTCGGGAGGGCAGC
AGCCGTCGGTAGGGCAGCAGGGGCCCCCGTCGGGAGGGAAGCAGGGGCCCCCGTCGGGAG
GGCAGCAGGGGCCAACAGGTCTGCGGGAGGCTGCGCTGTACCCCCACCTGCCTCAAGAGG
CGGACCCCCACTTGGTGGAGTCTCTGGCTCAGATGCTGTCGATGGGCTTCACTGATGAGG
GGGGCTGGCTCACCAGACTCCTCCAGGCCAAAAACTTTGACATTGGAGCGGCTCTGGACG
CCATCCAGTACGCCAAGCAGCCCCGCCCACCACAGTGACCGCACCAGCTGCTTTATTTAA
CCTGAGTTTCTATCTGTTCAACTGTTAATCAACTCCTTAACCTGTTTCTGTCTTTTATTA
ATCTGTTTCTGAACAATAAAAACATGAACGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
CAT
>CL4227Contig1
TCACTTCTTGGACATCATGAACATAATTTACTGTGAGGTTCACAGCCATGCGGGGGGACC
TTGACCTGCTGCTGGTGGTTGTGGTGATGATGATGATGATGATGTCCAGGCCCATGGTGA
GGGTGGTAGAATACAGGCCCATGGTGGTGTTTGTGTTTTCCACAGTGGCGAGGATGCTGA
TGTGCAGAACAGCGGTCATCATCGTAGGCGTGGCTGTGGGCATGAGGACAAGGGTGCTGG
TGACAGAGAAGTCCATGCAGGACACGAAAGAAAGGCCAGTGCAAGTGGTGATGGGATGGA
CCATGACTGACGATGGGCCACTTTGGTTCAGGATGGGTTGGGCCGTGTTTCACAGGACAG
TCTGGTCCCTGGTTTTTTGGTTCACAGATTGGGACTGGAGGCTTGACAGGATGGCGAGGC
ACCTTTGAGTCACCATCACAACACAGCGGTTTGTTCAGTCTGTGGTGCCAAAGATTTGGC
AACTCCTTAAGTTTTAACCAGTAATTCATCAATGGATTAGTGGGTTTGTGGTGATGGTGA
AAGCCAGGGTCAAACGTTACCTGAAAACTCCCCCAACTCCCAACTGATGGAAACACCGAG
GAGTACTTTAGTTCACTCAACGCAAAAATCAGCAGAAACCTGCTAATCAGGAACCCAGCA
GCCATGGCTCCTGCCTGCAGCTCCAACACAAGCTTTGGGAATTCACTGCCCTCCTTAAAC
TCCAACAGCTTCTGTCCCCGGCCATAA
>CL4228Contig1
TTCCAGTCATAACAGTTCTGCCTCAGCTATAAATGCTAGTTCCAACTCAAGCACTGCTCT
AAACCCGCCCAGCTCTGCTCTTAAACCGAGCCCAAGTCCCAAACCCATGTCTAGCGTTCA
TTCTGTCATACAGATCCCTGCGTCTTCAACCAACATTTCCTCCAACCAGATTACAGTGTT
TGTCACCTCCAATCCTATAACTTCTACCCCCACATCGATGGTGTCCACCATGATGGCTGC
TGCCAACAAAAACTCAAGATCTCAGGATATCCGACAGCAGAGTCCTGGCCCTCGACCACC
TCAGTTTATCACCACAACCCCAGTATTTATTAATCCAATATTCCAGGTTCCTGGCTCTTC
TGTGGCTCCTAATAACTCAGTAGTATCTCAGTCAGTCACCATGGTAGGGTCTATCCAAAT
GCCTACTGGAAGCATCCAACTTTCTCCTGCCCTAAATTCCACACAGCCATCAGGGGTTAA
TATAGCTCCCTCTCAGCCCAATAGAACGCTTGCTGGACAGGTTCAGGTAGCTACTAATGC
AGTATCCACAACTCCAGTTGGTGCTATCCTAGCTTCTCACCAAACCAACCCAGGAGCAAC
AAAAGCAGAAAGTCAAAATGAGACCACTTTGTCTCAGAAATCTAATCCTGCACTCTGGAA
ACCTCCACCCCACTCAAGCGCTACAACATCATCCCCATTTCAGACACCTTTGTCCACACC
TCCCTGTTCCAGTTCTGGAACTGTTGGCAGTTTCCGTAAGAGCCCCATATCACCATCTCC
TCCTACCCAAGCAAAAGGTAAATCTGGACCAGCTCCTGTTTCCAGCACTGGTGAGTCTCT
TCAGGGTTTTATGGGGGCTGGGCCACCACAGGTGTTTCTTCCACCTGCTAGTCTAGCTAC
CCCGACTGAAGCACGATCACCCAATACTACTGCCAGTACCACAAACAATCCTTTGCCTGT
AGAATCTTCACCGGTCCCAGTTTCTACCCAGGTTTCTGTTCCTAATCAGACTCTTGGCCC
TACTTCTCTGCTTCCTACGACATCGCTCCCAAACTCAACTGTAAATTCTCAAGCTCCTAT
GCCAACTGTAGTTGGTACTAGTCCAGGAGTCTCATCTGCTGCCTTGCTATCAACGGTTAC
TCTTGTGCAAAGTACTGTACCATCTGTTGTTCCAATTGTTGCTGCACCTGGATCTGCTGA
GGCGACTCATACATCACCAGTTGCTGATCCCAGCAGAGTCCTGTCGGTGCAGTCAGACCC
TTCAACAGCTGAGCCGTCCACGCCACAAGCTGCAGTATCTGCTGAAGCAACTCGGATCAG
CCCTGCCCTACAACAAGACATTCTACAAGAACCTGTTTCCTCTGAGAAGATGGGTGACGA
AGCAACAACAGGCTCTGAGCAACCAGCTGCAGTGGAAAAGCCCAAGGGACCAAGTAGGCG
CAGCTCCCGAGCTGAGAAAGAGGTGGATGAGGAGCCAGTAGCAGACAGCAGCAGCAGGAA
GAGATCAGCAAGGCCTCAAACCAGCTCCGCCGCAAAAGAAACTGCAGCAAGCCCCACTCA
AGCCAAGCGAAGGAAGTCTAAATAGATCCAACTGCAGTTGTGATTAGCTGTGAACTGTAA
AGTAACTTTTTTTCTCTGTCTGCTGTGAAGCAGGTGGTTTTGTTGCTCGGATTATGAAAT
TTTACTGGAGGAAAAAAGAAAACAACCATGTACATTTTGTTTCAATATTAATTGTTCATG
CTATCCTGTGAGATTGTAGCTAGTGTGTGCATACAGTTTGTGTGAATGTGCTTTTATATG
AAATGCTGGATTGATTTCAAAGACTGATTATAAAACTTGTTATGACTGTGTAATTATGTG
NAAATGAA
>CL4229Contig1
AGCTCGTCGGGGTGAAAATGAGCTGCTCTACGTGAGCGGGCAGTCCGCTGCTGTGTGGAC



ATGGACTGTCAGTGCAGCAATCAGTCCTGTTGAATCGGGTCTTTCACATTCTCAGGTGAT
CCTCATGAAAGGGGTGAAGGAGCCTTTGATCAATTAGTTATGTCTGACAGGCTTTGCAAC
TAGAAACAGGATGAAATTTGTGAAGCTGATCTACAAACTAACCATCATCTTGGAGGAAAA
TCACAGTCAAACCATAGATTGAAATTAAATTAAGGTGAATACTATNATATAGACCAAAAG
ATGAGTTTTATGGAAGAATAAAGTATAGAAATTATAGCATATTTTTCTTTCAGGTTCATC
CCAAATTGCAGGAATTTATATTCTTTGCTTAAGAGATATAGATTTCCCTCAAAGCACCTT
TAGTGCAGTTCTGTTTTTTGCAGAAAAACTGCCCTAAGCCATGGCAACAGTTGAGTGGCT
GTAATCTCACCTGTCAGTCCATCATCAGTGAAGGGACGCTGTTGGGTTGCAGGCTTACAG
CTTTGCGCTGTGAAGAAAGACGATGTTTTAGTTTCATAAGCAATACAAGCATTTGAACAA
ATCAAGAGCCGCGCTCTGTGTACGACAGCGTTGGCAGGTAGTGGCTTTGGTGGAGAAATG
TAGGCCGGTTGGTGTGACTTTAGTTCTCTTAATCATCAAAAAAACATGTGCTTTTAAAGT
GAAATCTCAATCTGCCTTCATAATCTGTATGAAATGACCGATGGATGACTTGTCACGAGG
CACTTTTCTGTCACAGNTTATACTNTNGTNTGGTTTAAATGGTCTAGCAGCTATAGCTAG
AAGTGAAGCAGATCGAAACTTNTTTTTTTTTNGGATCTGTAGGCAGAAATAAAACATCTT
TTATTTCCTTAGAAAGTTTTGTTTTTTATTCTTCTTTAATAGTTTTACAATGTTTTCACG
TGCGGGCCTGTCTGTGTTACTTGTGAAGTTTAACTCCAGATTGTATTTCATAAACTTTAA
ACTTTTAAAAGATTGTTGAATGAATTCA
>CL4230Contig1
GGCAGCAAAGAGCTTATGGACATTCAGAGAAAGGTGGCAGAGCGTCTGGAATGCGACCTA
GGAGTCCAAGTCCAAACAGTGTGTTTACCTGAACTTCGCTATAGCTTCCAGATCTGGGAC
AAATACATGGGTCTTCCTGATAAAGAGGGCAAACCTCCCATAAGGTTTGCTGAGCTGATG
GGGGAGCCCGGACGTCCAGCATGGCCTCTCTGGGAGTTGCTTAAAAGGATGGTGGGAAAG
TCGGACCACACAATGGCTGCTATCTTGTTGGGTCTGATCGAGATGATCCCAATATCCCAA
CCTGCAGCCTTCATTGTCCCAAAAAAGGAGAAGCTGCAGAAGGACCTAGATGAGATGCTG
GGCACGGACGGGATCCTTTTGTACCCCTCTCACCCCAGAGTGGCACCCAAACACCACCAC
CCTCTCTTCAGGCCCTTTGACTTCGCCTACACTGGTATATTGAACATCCTCGGGCTGCCG
GTTACCCAGTGTCCTCTGGGTTTGGGCGAGGAAGGTCTGCCCTTGGGGGTGCAGGTTGTT
GGAGGTAAGATGCAGGACCATTTGACCCTGGCTGTAGCGGTGTACCTGGAGAAGACATTC
GGAGGCTGGAGGCCCCCCGGAGCAAACTAAAACAACGGGACCAACACTGTCGTGATTGAG
GACTGTGCAATGAACGCCCCTACGACCAAGAGGTTTTTGTACTGACGAAATCATTCCAGC
AAATGCTTCCGTTTTAAAAGAACAGCTATATGCACAGCATTGCCATCAATACAAAAGACA
AGGTTTTACCCGGCTGTACTTTACATTACTACCTACTTTGCACTCACTGCTTTGTGCTGG
ACATTTTCTCTGCTTTCACCTGAGTTTCATACAAAAAAGCTGCCTTTTGTGTTGGAGAGC
TTTACCGAATCAGAAGACTGTTGAATGTGAAGTCGCACTTTGTTCACGGATCAAGAAAAC
TGGAACCCACTGAAGTATTTGAAGCGAGAAAGCCGTCTGATGCGCCAAAGGAAACAAAAG
CTGCGTGTGCTGTGCAAGAACAGGCAAAACCGTTAAATCAAAAAGACTTTAGCAATGTAC
TTTGACACACCTATGAAGACCATTCACCTGCTGTGGCACT
>CL4231Contig1
AATTTAAAAAAAAAAAAAACAGTGGAGCAGCTCTCGAAGTCCTAGATGGATTCAATCTGC
CGTCGGACTTTTTCAGAGGCCCGCCGATCGAGCTGGCGCTGACGGACGACCACGAGAGCC
GCGAAGAAAGCTGTCAGCGCCATGGTGGCGGCTTCAAACTTCCAGAAGAGATGCTCCTCC
ATCGAAGCAGATCGACAACTTTTGTAGTCTTCCCTGCTGGATTTAGTGCAATTGATCCTC
TCGACATATCCTGTTTGTTTGCATGCAAACTGTGTTTTAGAGTGGAAGTCGCTGCAGGGT
ACGCACTCGTCCACCACGACAAACTCCTCCATGAGCCAGCAGGGAGTGGCCACGGGCTTC
ACTGCTGCAGTTTTCTCTTCGTTAAGCAGCGCTGCTCCAAACACTCTGAGAGACACCAGG
CCCCAGAAAAGAGCGTGAAGGAGGAGGAACCGCGGCCGACAACAAGCAACCGGGATCCGA
CAGTCGCTCTCCATCAGTCTGCTTCTCCAGCTGGGTGGGACCACAGCCACCCTGAGTCTT
CGCTTTGGGTCAGTGGTCTGTCCGGACTGGTTCTGGGCCTGCGAGCCCTTCTTTGGTTCA
CAGATGGGGTCCTGTTTGTCTGCTTACATGATGGTCAGACTGGGGGAATCGTTTTAAGGT
AGCAGGAAGTTTACACCGTAATCCACTAAATCAACCGACATTCCGGAAGCTAGGAGACGT
TTACAACAAGAAACTTGTTTATAACGAGCCGAGACTGAAACTAGTCGATAAATCTGATCC
GCTTTGGTGGTTAAATGCAAAAACTGCCACCGGACCTGTTTACGGCCTCACGTCGATACA
AAGACGTCACACAACCCCCCTAGACCCCGGCCATA
>CL4232Contig1
GTATGGCAATTTTTATTTTATTTTATGATGCTGAAGCAGGAATTGCATTTTAAATGGTAG
AGTTTCAAGGAAGCAACAATAATGTGATTAACAGTTCAGTCCAGCAATGAAAAAAAAGTA
GGAGAAAATATCATTGAGCAAAGTCAAAAAGACTGATGCAACACAGTGAGACTGAAATGC
TGCACATTGTGAAGAAACGGTGCTAAAACCAAAAAAAGGCCAGAGAACCAACAACTGTAA
GTACTTCCTGGAGGAGAAGGTCCTAAAGGAGACACATCGAGCTTTTTCACAGCAAGTCAC
ACAGCAGCCTCTGTAATCTGGGACAGTTCATTCAAAAAGGCAATGAATAATTTGGTTCCC
TCAATATAGTTGTACCTGCTCATTTTCTCATTCTGAGAGTGTAGTCCATCATCGAAGCCT
CCAATGGGCATCATAATAATGCTTTTCCCCGTCACATCCTGGAAAGTTCTGGAAATAGGG
ATTGTCCCACCCTCACGGATAAGATCAGGATCGACGCTGAAAACTCGTTTGATGGCTGCT
TTTCCGGCCTCAAAAAGAGGATGATGAATGTCGGCCAGCCACGGTTTGGCCCCAATCACC



ATCGAAACTTTCAAGGTATTGGGGCTTTGTCTTTTGGAAAACACTGAAATGAAGGTGGTC
TGACACCTTTTTCTCAACCACAGTGGGGTCCATGTTGGGAACTTGTCTTATTGAGAACTT
GGCACAAACTTNGGAGGGGATGACGGTTTTAGTACCGGGGTCAGAGAAAGCCCCCTCAAT
CCCGTGGATGGAGACGG
>CL4233Contig1
GAGGGTGAGGAGCGATACGCCAGNAAAGACAGAATCGACACCAGATTAAACAAAGAAAAC
GCAAACATGCGGTTCATTTTACCAGCTTCGTTAGTTCTAGTTGCTGGTTTAATTCCTGCT
GTCACGAGCTCGATTTCTGGCCTTCCAGAGGACTTGGAAGGATCAGGAATTGATTTGGAG
AGTTCTGGGTCAGGAGATTGGTCAGATCATGTTTCTCCCGTTGAAGGTAAAAACATAGAT
GAGGAGCCAGAAGGAGATCATTTAGGAGAGGTACACAAAACGATGGATTCTGGGAGGATG
AAGCTACCAGCTGACACTCTGATGGCTTCTTCTACTAGAATTTCCGCGTCCGGATTTGTG
TTTTTGGAAAATGGCAGGCATTTTTGGGAAAAGGAAGAAGTTCTGGCTGGCATGATTGCA
GGGGTTCTAACGGGAGCGGCAATCGGAGCTACGATAACAGCAATATTGATCTACAAGTGG
AAGAAAAGGGAGGATGAAGGGGGGCTTCTGGGCAAAAGAGAAATCACATAAATTATACTA
ATATAATAATTTTTGCCATCAAAATGTTAAAGCTGCTTAACTTTTTGTTTTTGTTTTGGG
GAGCTGCTGTAAATTTCCCCCTTTCTCTCTAGAGCCACAATGCAACTAATTTCTCAAATA
ATATTGATAGTTTTCCTTACATTATTAACCAAAAGTTTTTCTTTTACACATGGCAACGGT
GAGCCAATGTGTTTATGGTTTTAATTTGATTTAAAAAAAATTCTATTTTAAATGAGACTT
AGTTCATAAATCTGTGGGGTGATTAGGCTAAATATATATATATTTTTTTTCATTGTATTT
TCCATCTATTTATTTGATGGCCTCTTTTTTTCCGAGCATTTTATTTAAAAAAAATAATTA
CAGGTGATTAAAAACCCTTTAAATCCTTTTAATCCTACTTTTCATAGCCACAAGCATGAT
TTTTTTCCCCACCTACAGTTAAATTTAAATCTTTTTCTATTTCAACTAACGCTGACCTAT
GCATATTTGGGTCTAATTCATGTAAATGTTTAGTTGTTTTGACGTAAAAAGAAATGGCAA
AAGTCTAAGGCTACAACCTTTCTTTCCATAAAATACAATAAATGTACTTGTCTTGTTCAA
AATATGCCAACAGACCACATTAAGCTTCCATTAAACCACAAATATCGAATATATTGCATA
TTCTTGTAAATAAAT
>CL4234Contig1
GAGGAGCAGCTGCAGACGAGGAGGGACGCCNTTCAGAGCAGCAGCCTGCCCAGCAGTCCT
GTCGTGGACGGAGGCGTCATCACCATGGCCGTCAAGTTTGAGCGAAGAGAGTATCCGCCT
CAGATCACACCAAAGATGGTTCTGCTGGAGTGGAGCCGGAAGCAGAGGATGGAGCAGCCG
CTGTACGAGACGGTGCAGCGCCCTCAGGACCGAGCCTTCCAGTCCACTGTGACTCTGGAT
GAGAAGAAATACAGATCTTCCCTCTGGGAAAAGTCAAAGAAGTTTGCAGAGCAAGCAGCT
GCCATCGTCTGCATGCGGGTTTTGGGGGTCCCAGAGGGTCGCGTTGGTGACAAAGACTCT
GATCTTGTCTGCAAGAGGAAGAGGGAAAGCAGGAAAAATGGTAGAGCAGAAGAAGAGAGG
AGGAAGAAGCTGCATGTGGCAGATGATGTCCTGCAGGAGCTGGAAACTTCAGAGCAAAGG
GTGGTGATGAAGACTGGAAGTGAGACATCAGAAAGGAGTGCAGACTGAAACCTCTGCATG
ATTCAGACTCTTTCTGTCCCATCACGTCATGCAGACACTGGGCTGTCTGAATGGGAGGCA
AGAAGCTTCATGGAGGAACTGGAGCTAGTAGATGAGGATTTTATGTTGATATAGTTTCAG
TAAAACTACCATCAGAGATCTCCACATGAGCTTCTGTTTTTTCTTTCATTTTACGAGTTT
GAGTTTTATTTGTTCGTTTGTACCCAAGCTGCCTGCTCTTCTAAGTTGGATATCTTTAAT
AATA
>CL4235Contig1
GGCACGAGGGCCAAAGCAGCTCTTTGCAAAGCCAATCAGAAAACGTTTGTTTTTGTATTG
CGTGCATCATAATGAACATCATAATGAATAAAGACTTTTTTTTTCCTGTTTGAACCATAA
AGACTCCACTGCTCACACATGTCAAACACACAGGTAAATGTACAGACTCATACAGGCACA
GGGGGGTTAAAAGAAGAAACCTGCAATACATGCTGTGTTATGGTCAGACAACTGCTGTAG
ATAGCTGCTAATGTGTTGGCGGTGGCCACAATAAGTACAGTGGTTGCTTTTGAACGTGTG
TGCATGAATGTGAGGACACATCAGTTCAAGGTTTTGCCAGATGTTTGTGAAGCAGCAGTG
TTGGACAGTGCTGTCTTTGCAGGGGCAGCCATCATTTCTTGTCTGATCTTAGGTCACATT
CGGCATGTTTTGGATGTTATTTCAAACACAATTGCTGGATCTCACTGGTACGACGAGAGT
AATTGACCGCTGCAGCAGTGAAACTGAAGCGGAGTGGTGTGGGCGAGCTCCTGTTTTTGT
GACGACTATCAGCTGAAGATCCTATTAGACTGACTTCATCCCATTATGTTTATATAGTTA
GCTCAGTAACATTTTAAACTGCACGCAGTTCATTTAGAAAACAATGATAAATCTGTCTGT
CATTTGGACGTTGAATGCCTCTGCTGGCCTCATGAGTTCACTTTTGTTTTGCTGTGCCAC
AGTGTAAACAAGCAGCCCTGGTATTTAACGTGTGCTTTTGGTACCAGTGTACAGAGCATC
ATGGCTGGTTGAAACGCATATTGTTTTTACATGAGGCGACACGCTGGCTTATACCTAAAA
ACTGAAAATCCTGCAACCTGTCTGACTGATTGTCAGCAGTCACTTGATGTAGGTGTCTGC
CTGGCTGACGGTCTTTTCTACCTGTGATCCCTTTAATAAAAGTGTTCCTAGTAAACCAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGAGAAAAAAAAAAAAAAAATAAA
>CL4236Contig1
GGCGGTGGAGAACAACTGCAGGGTTTTCATGGACGCCACCCCCACCCCCCTCACAGCAGA
ACCAGCAACTCCAGCCGCCACCAGAATGCAGCTGATGAAAACCACGTCAAAACCAGCCAC
CAGGTCTCCACGGCAACAAGAACCTAAGGCGCCAATCAGAACCCAGCCAGCTGCTCGAGG
ACCGATCTCCAGCAGCGCTTCTCTCAGACTCCTCCACCTCCTTCTGGCCCACAGCAGAGG



AGGCGGAGCTCGTTCTCCACAGACGGGTGGTGTCTCCTCCAGCAGTGATGAGTCAGCAGC
GGCCTGGAAAGTCCAAACCTTTCCCTCAAAAGACTCCAGTGAGGAATCTTAAGACCTCAA
CCGTGCAAAATGCTGAACTTTTTGGAGACGGTTCTTTTTAGTTTCAGGAGAAGCCATGAG
GGCGAGTAAGAAGAGGAGCGAGTTAGGAGAGGAGCGAGTTAGGAGAGGAGCTCAGGGATG
ATACACAAATCCCAGAGGGGTTTTCAGTCCAACCATGGGACGGGAAGTGTTAAGACCCAG
AAACATAAAATCTCTCAGGTATATTTTATCAAGTTTCTAGATTAAAAAAAAAAATGGAAT
GGACCGGTTAGGGCGGAGCCACCATTGAAACTACTTGATTGGCTGAAGGTCACTGCGACA
AAAGAAAGCAGCTGTTTTCTTCATTGCCGCCAAAGCCAAGTAGAAAATGAGCCGCTGGAT
GACCTCCATGGATTCACCCCCATACACTTTGAATGGAAACGCCCACCTGGACCATTCCAA
ACGGGACCGGACCGCTCAGAGGAAACGAGGCTTAAGAGATGTTTTTTTGGTCCTGGGAAT
TAAANTCAAAAAAT
>CL4237Contig1
TTAAAAAGCAGATTTTTTACACTTTGTGGTGTTCCAACCAAGTCCAGTTTAAAACACGCT
AAAGCAATTTTTGGGACACACACACACACACTTTAGTTGTTATCATATAGACAGACATAC
ATAGACAATAATCGTTATTTGTCTGAGTCGGTTAATATTGTTTGAAATGATAACTGCTGT
GTTGACTTAACCTGGCCTGCTTGTAGTTACACAGCAGATCCACTTGAAGGAGCTAAACTT
CCACCTTCATGTCTTTAAAGAGGCTCCTCAGTAGATATCCAAATCGACAAAAAACAGTCT
TCTAAAGCGGTTGTTGGAGAGGAACACTGCCATCTTCAGGCAGCGTGGTGTGGTCACACA
ACATTGGGTGGTCCGTCATGGCAACACTGAAGCGGCCAAATGCTGTCCCACTGGGACACC
TCTTTGCATAAATAGAAGTGATAAATAATTACTGTCTTACTAGGGAAAAGGGAGGAAGAT
GTTTTAAATAAAATGTAGACCTTTGGGTTAAGTCTGCACAGGAACCGCTCAGGTCAGGTT
TAGGCACCATGTAAAACCACATACGCTCAGCGCGGAGCTGTGTCCAGGCTTTAAATTGGC
TGCAGATGAGCTACAGTTCCAGGTTAAACAATGGGAGAATCTTAAAACCCAACTTAGGAT
GCGCTCATACCAACCTCGTTTACATGCCCACTACAAGAATCAATGTACTGTGAAAATGCA
TTGATCAGAGAAAACAGGTGTACAGTTATCATTTATGTGATTTATTTCAAACTGCAAGGA
AACAGAATGAATTAAACCCCTCAACTGTCTGTTCTTTCTAAACACAGCAGCTCCAAAGGT
CATTGTGACAAAACGTCAGGATATTTGATGCACAGAGACAATCCCATGGATTGAGTTTAA
GCGGGGGATAAATGGTGATACGTTTCCCAGCTTACTTTTGTTTGATTTGCTTCCAGTCAC
ATTCCTCTCAGGAGACGAAGGGAGACAGCAGATGACAAACTGCCTGGAAAAAAACATTGA
GTAGAAAAGCCTGCTTGCTTTGGAAACAAACCGTAGTCGGCACAGAAAAAAAGGCATGAA
GAAGATGAACAAGAAAACTAGTCCTGCTAGTCCTCCTTCTCTTCCAGAATGATGAGCTCC
C
>CL4238Contig1
GTGCAGCGAGGAGAGGGAGACTCAGCCCAGGTCTGCAGCGAGAACCGGACCGAGTCCTCC
TCGTCTTCCACGTTCTGCCTCCTGATGCTCCGGCGGGCGCAAGGCGGAGCTCGGCGAGCA
CACGCAGCCTGCTGGCCATGGCGCTGCTGAGGAAGTTCTTTGTGGCGGTGGGGGTGGTCA
GCTTCATTCTGTGCATCTACGTCCTGGTTCTGAACCGGCAGTGGCCCCCATCTGCATCCC
TGATGCCTCACGGGTATCGACAGGATGTGACCCGGAGGACAAACAGCAGTTCAGAGGAAC
CCAAAGAGCCTCCAGGCAGACGGGACGACCCCCACCAGCAGCCCGACCTGCTGTCCGCCT
CCCCCACCAAGAAACCTCTACCAGGCCACAATGTGCAGACTCCAGCAGCCACCGAGCCCC
ACGTGCACGGAAAAGTACGGGCGAACGTCTCCACTTCCCCTCCAGGTTCGGACCAGGTGA
AGAAAGCAAATGAGTCGAACAGAGTTCTGCCCACGAAGCCGATCGGACCCACAGATCCGC
AGTACATTGGAGACTCCTACATGAGTGACGGAGTCTCCCTGCACACGCTCTGCCCAGACG
GCGTCCGAGCTCGAGTCCAGAGCTCCGCGTTTGGGAGCAGATTTCTGGAGCGGATTCCGG
TCCTGCAGACGCTCAAACATGCAACTCCTGAGCAGTACCAGCGTCTGAGGCG
>CL4239Contig1
ATCGAGCGTCTTTTAATCATTCATTCATTTGAAGATGCTAACAGAACATCCATCATCACA
TCTGATGGTGAGCGCGTCTCATCAGGAACACTGGATGTAGAAGTGCAGAGGAAAACACTT
TTAGGAGCTAAAAGGCTTCTTTTTTTTTTTGCAAGTTTGTAGTGAACATCAAAAAGAAAT
TGAAGGAAAAAAAATATGAAAAANAAAAGTTTGTTTTAATCGTCGTCAAAGTTCTGCTGT
AAAAGGAAGTTGGCCGCCAAGTTCTCGTTCTTCTCGCANGCAAAGTAGGCCTGAATGACA
AGTCCCTCAGGAAATCCCAGGGCTTTCANCCTCTCGANGGCCNCCTTCNCCNGCGGNGNG
ACCNGGATGTANCTCATCTGACTTTCNCCGGAAGNGTCAGCTCCNGNGCCTCCAGCCCCC
CTCGCTCCTCCTCCTCCACCACNACCGCCACCTCCTCCTCCTCCTCCTCCNGGCACTGGA
TCAGGATTTGGCTCATTCANCATCNGGATAAACNGCNCCGGGNGGTTGCTGATCTCCNGC
AGCANCTCCGGGTTCTCTCTGCCNATCTCCTGCAGGANCGCTGGNAGCANCGCGGCGTTC
TGCTGGATCANCTGCCGCATGACGTGNAACTGAGGCTGGTTTCTNAGGAANCCCAAAGGA
TTTCCCCCTCCNGCACTCGGTGAGNACNCGGTGCTGGTGGNANCGGCGGTNCCCCCTGCA
GGCNCAGCTGGAAATTCNCTCACTGCAGGCGNGNAATCGGGTCCGGTTCTGGAGCCTTGA
TCTTGACCCGGGATACCANANAGCAGGTACTCCACGGCTCTGTCGGGGTTGTTGTANCTG
GCCCTCAAANCGGCCACCACCTGCTCCCTCTC
>CL4240Contig1
CTCCAGCCACACCCTCACCCTGAAANAGNAGAAGAAGAGCCACCTGCCGGGNAGGNAATC
GACCCTTCCTCCGGGNAAGCCCGTCTACGTCTGTGAAGGGGAGCTCTTCCAGCAGCTGGA



CGCAGACCTGTTTTGGGTGCAGGGCGAGGGCAGCCTCTCAGACGGCAGCGGTTACATCCT
CATGCCCAACACCACCTCCACCTTGAGATCCAAGCCCAAAGATGACCCCACAAAGTACAA
CATGGAGCAGCTACCCCAGGCTAGACTCATGCACCTGGGCGGCCCCTTCGCTGAGCCACA
AGCCGCCTTCGGTATGGCATCGGTCCCTCCCGACCAGGTCAGCGTGTCCTTTTCAGAGAG
GGACTCGCCCATCCAGAACATCCACAACATGTCCAGCGAGTCTCACATCACCCACAGCAG
CCTGGAGAACACCTTTGAGTCTATGAACTCCATGATGTCCAAGAGCGAGACCATCTCCAC
GTTGTCCATGAGCTCCTTGGAGAGACAGAAATCTCGTTATGCAGAGCTGGACTTCGAGAA
AATAATGCACACAAAGAAACGCCACCAGAACATGTTCCAGGACCTGAACAGGAAGCTACA
TCACGCTGAGAAAGACAGAGAATCTCCTGCCTCTGACAGCAAGTCTGTGAGATGGAGTGT
GTCTTCAGGAGGAAGTGACAAAACGAACCACAGCGACAAACAGCAGGCTCCACTGGAGAG
GCCCTGGGAGGGAGTCCGGGGGATACCGCAGTCACCCCCTGCATGGGTGCGCAAAGACCT
GGAGCCCCTAGCCGCCTCGCCTTTGGAGCTGCACTCAGTGGAGTGGGAGAAGACCAGCAC
CTTCATCCCCCTGGTGGGACAGGACATTATTCGACCTTC
>CL4241Contig1
TTTTTTTTTTATTTGTGCACAATTTTATTGAGTTCTATAAAAACAAGACGCTGAGATTGA
CAGGGCTTGTGTAAAAACAAAATAAATCCAAAGGTACAAGAGGATAAATAGAATGATAAA
ACTGCAGCTGATTTCCATGATCATCAGCTCCTATGCTTGCAACAAGTTTTCTTGCACATA
GATGCACAGAGTTCAGGGCCTTTTGCTATAAATGTGTGGAACATCACACACTTCCCCTGC
TCTCTGTTGAGCTGTTGGTACACAACCATAAAGAAAAGACATACTCAAACCAGAAAAAAA
TACACAAATGAAAAATAATGCATGATCATCAGTCAACAATTGAATGCTGTACAATTCATC
AACATCTCAAAAAATAATAATGGTTCATAAAACCTACACGAGCCAAGCACACTGGCTTAC
ATTTTTTGTAACACCTTCCCTCTTACAGGAAGTCTGTGTCTAAAACTTTGGGCTGGAAGA
CTTTCTCTGTCAAGACAGCTGACCTTCTTCAAGACTG
>CL4242Contig1
CATTATGGTTTATTGAATNTNATGAAAAACAATTCGATTTTTAAAAGAATATCTGCCTTA
TTTGTATGATTGTAAAAGAGAAGCAAACAGTTAACATGTCTGTCCAGCAGAATCAGCTTC
ATACAAATGAAAGAAGTGAGATTTAAAAAAGTTTTGGCATAAAAAATGAATTTTTGTGTT
TTTTAAAAAAAGGCAAAAATCATGAAAATGAAAATCAAGCATTGAACTGAAGCAGAGATT
AAATGTATGTTAAGAAAAGCAAATATATTCTGATTTCAAGTATTTCTGTCAGCCAAAATA
CAGATATGCTATGACGGTATAAAATAAAAACATCTCATTCATACATGTCCTGCATGCATG
TTTTGGGTTGCAATGATCCACTGAAAACTTGCTTTAACTATCATTTGAGTCTTTTCTCTG
GATGATTTTTAAAAGAGGATGAAATCAACATGAATGGATCTTTGTGGAAAACAGCAAGCA
GCTCATATTAAATACTCAGGAGAAGACGGGTTGTCACTGGTGGAGCCGGTTTCGTGGTAG
CAGTTCGCCCCGGACAGTTTCTCACATTTGAGTTTGTATGCGTCCCTCTCTCGGACCAGC
CTGCTGAGTTCGTGTTTCAGCTGCTCGACCTGTGACACCAGGCTGGTCTTTTCGTGCTCC
AGGATGTGTTTCTGCTGCACCCGCTTGTAGCGGCAGGACTGTGCGTAACCTCTGTTTTTC
AAGGTCCGCCGCTTCTGCTTCAGACGCATCACCTCGTCCTTGCTCAGGCCCCTCAGCAGC
CGATTCAGCCCTCGTGCCG
>CL4243Contig1
TTTTTTTTTTCAAATGTACAAAAATGATCTTTATGGGGAATGCTGCATTTATTACTTTCT
CACATACATAAATTCCTTTGTGCACTGTAGCCAAAATGTGTATATTTACAAAAGAAGTAT
ACACAGTTGAACTATCTTACATGGAAAAAAAAATCCTTCAGTAAAACAAATCTAATACAA
AAAAAACCTCGTCAAGTTTCTGTGAGAATTTCGACACGGATGCCAAGATTTTGTGTCTGT
CAACCCATTTCCAATATTAAATCTGCATTCCGTAAATGGATGCATTTGGAGGGGCAAAAC
ATTTTTTTGGGCTTTAAAAGTTTTATCTTTGAAACCACCATGTTTTTCACAAAACTCCCA
AAGCCGAGTCAGCAGAAAGACGGAATTCTTGTAGTGTTCGTTTCGATCAAAAGTCGGACG
AGCCGCTTGTGTCGGCGCTCATGACCGCGACGAGTCGACCCTCCTGTGGCGAGTCACTTC
AGCTCAGCGCCGGATATCGCCCGCCACACCTGCAGGGTCTGAGCGTTCCTGCCCCAAAAG
GGAGCGTTAAATTTGTGTTGTGGTCCATTGAGACCTTAAGAAATCAACAACACATGTTCT
CACGTGTGCAATACCTTTTCTAACCACGGCGACCTTTCAGAACAAGAGTCTCAGTAGAAT
CAGGAAAAAAATGTGGGCGGAGCCACATGGGCTGGCTTCCTGTAATACTAGATTTTGATC
AAAGGTGGTTTCTTCCAAAGATGGAAGGTGAAACCCACAGAAGACTTTTTTTTTGCGTCT
CAATATGAGCCACAATCTTTGTCACTGTAGATGTTTTGACTGTAAAAAACTGGGATGAAG
GTTTTTTCTCTCATCTACTCTTGCCTTCTTTTATCCGACTGAACTTGAAATCTGCCAAAC
ATCCGGCTCCTACAGCAGGTTGTAAGATAATGGCGGTGGGAAAATGTCTCTTTGGGCAAC
AATGGTGAAGGTTCTGTTTGTGGCGTCGGGCCTGCAGTGAGCGTGACCCCTGGGGGCAGA
GAAGGGCATTTCATCTTCATCTTGAATGGACTAAAACCTTTCCACAGAAAAGGGGGATCA
TCGAAATGCAGATTCCAAAACCTTCCCAGAAAACAAACGGAACGTGTT
>CL4244Contig1
TTTAATAATTTNTAGACATTTTATATACATTTGAACAGCTGAACTGCATGGTGAGTCTTT
AAAGTTTGTTGTTCATACTTTATAAACAAAAATCCAAACTTGCAAATGAGCAGAACTTGA
ATGTTTCACTTTTTTTGGGAAGACTAGGAAAAGAACTGTCTGGCATCACTCATGCATAAC
ACAAGCGGGACGGAGGTACCGAGTTGATCTTAGCGTTGCTGAAACGGGTTTGATCCGCCC
GCGTTAAAAAAACAAACAAAACCAAAACCAAAACATCAAACTGGGTCAGAACCAGAACAA



ACAACATTGCAGAGAGCGGCTCACAGCCAATCAGGCGGCAGCTTCGGCTGGAACATGTCA
CTTCCTGAGCGAGAGAATAAAAGCCTCCATGATTTCATGAAAATGAGGAAGGCATGAAAA
TTCTCAGGCTCCTCCCCCCCACAGGTGAGGGTTAATGAATTTCAAAGACTGTTACCAGTT
CATGGCGACTTTTTCCCTGTTCTCATCATTGGAGGGCCTCGTGTTCTCCTTCAGAACCTC
ATCAGAACCTGCTGCCCATCCTCATCCACTTCAATAAAAGCCATGTTTGTGTTCCCTCGT
CTCCAATCTGGATGGTGGCGAGCATTCAGAGTCGCTGTGCAATGGCGGGAGGGCGGGGCT
TGTGAGCGCCAGGATGTTTGGAGAAAAAAACCCCAAAAGAAAATCCTCTTTGCTCCTGGT
TATGTTTGTATAAAAGGACTATAAAAACTAGATTTATCTCACAAATAAAATTATGTAACT
ACAGTAACGTCGATCATGTGACTCTCTCGCTCTTTATATATCACTAGGCGTCAAACGAAG
GGCTCTGATTGGCCCATTCCGGGCAACGCACCTCCTCCCCTCCACAGCTTCTGTGCCTTT
TGTCGTCTCTTCATTCAAACGGCTTAAAAACTGTACAAACGTTAAAAAATTAGTTTGTCG
TGTTTGTTTCCTAAAGCTTTCGTACTGATGTAGGAAAAACCTGAAACCGATAGAAACCGT
GGCCACTTCGAACAGGAGATGATCCAGCCTC
>CL4245Contig1
TTGGCTCTTCACTGCATCACACTCCATCTGTTGTCTGTGTTCACGCTGATGTCCCGTTTC
CGCTCAAACGCTCATCTCAGAGGCAGAGGATGTGCTGCAGTGCCTGTTAGTTTAGGTTGT
GTGGCTGACTGAAGGGCTTTGTTGTGATCATTTATACAAATGACAGTGTCACTTTAGTTT
TGCAAAATGTTTCTTCTAATCTCAGACTTAGTGTGTAGCGGCTCAGAGCCTCTCTGTTTG
AGTCAGTCCGGCCTCAAAGGTCGCGCTGCTGATTCCGGCTGCAGCATCTCAACATTCTCT
TTGGGTTATTCTGGCAAATGAAAGTGGAGCCCTGAGCAAGTGAGAGGCAATAAGTCCTGG
GGCCTGCTTTTGATGGGGTGAACATGCAGGGTTTGTTGCAGCACTGCTGTCCTGTTCTCT
GCTGCTGAACACAAGTGGAGCGAGGGCTTTTTCACAGCCGGTCAGGCCTCCGCTGAAGCT
GCGACCTTCCTGGGTTTCCGTCTCTGACTCTGCTGCCTTTCTGCTCATGCACACATGCAA
CGTCCGTGCACACCTGCCTGTGTGTGCACGGAGCAGCCATCCCTCTGCCAACATGGAAGC
ACGCCTGCTTCATGATTACTGTCAGACACAGCAGCTACGCAGCCACAAGCGGCACGCTGG
TTCTGGAAGCTGGTCTGGAGCAGAACCACATCCGACACCAAAGTGAGTGGGGAACTGAAT
AGCCGTGACCTTTAACCCCTCCCTGTCTGCCCCCTGTACACGGCGGCTCCTGGGGGACGT
GCACAGACGTGAACTCTGGATTGGTTTTGCCGTGCGCTGCATGATCCTGCTGTTATGATT
TGCACTTTAATGAGTATTTATTGACAATAAAGACAAA
>CL4246Contig1
AGCATGTGTCAGCCCATCATAGCAAAGAAAGGCACATCCATCGTCTCCATGAGGCGCTAC
TGCCATGAATGCGTGGCTACACTTTGAATCTGCCGTCACAAACAAAGTCTAAGTGTCCTG
TACAAAATCAATTCAACCAATAAACAACATCCACTTGCATATTTCCTTACAAATACTTTA
CATTTGTTAGCATTATAAATATAAAAAAACCAGACAAAATAAAAAAAAAAAGTTTCAAAT
GAAAATTATTACTTTTGAATTATTTCTGTGAGCTTGACTCCAAAGGGAAATCCTCCACAT
GGTCTTCTTCTTTAACAGAACTTCCATCGGTTGCCGCAGCCGTTACACAAAACGAACGTG
GTCATGGGCTCGTCGGCGCTGCGGGTCTGCACCTGCGTGTACGTGCAGTTCTTCCCGTGA
CACTTGCTGCAAATGAACATGTCCGTCTCCGTCCCTCCCACCTTGGACAGCTGATGCTCT
CTGATGGATTCTTTGGTCAGCGCTTCTCTGATCTGCTTCAGCTCTGCGCTCGCCATCTCC
TCAGCAGTCATGCAGGCGATGCGCTGAGCTGAGATGTTTCCACACAGGACGTTCCGCCGC
AGGTCCGGATTCTTCTGATCTTTCAGGTNGGAGATGCGGCTTCGGAGACGAGCTTTATAT
TTCATATCTGTGGATTTGAACTCCTGGAAGATCTGATGCTCAATCTGTGCGGCGAGGTGA
TCACAGTCCACGCCGATGGTCTTGTAGTCATCGTCAGTCTGCAAAGCAGCCACCAGCAGC
TCTCGACACTTGTTCCTCACACTGTCACTGGTGACAGGAGCGGGGGGAAAGGAGGTGATC
AGCGGGGGCAGGGTAGGGGTAGAGGGAGTGTTCGGCGTTGTGGGAGTGTCTCCACATTTC
GCGCTTTTCCCACTGCTGCCAGAGTCGCTCGAGGTTGACGATGACCTTAAAGGAGAGCCC
TCCTTCTTCTTCTCCTTCTTCTCCGATTTCCCTTCTGAACCATCCAGCAGTCTTTTCCAG
GATTTGATCAGAGATTTGGCCAGAGTCTGCACCTCTTCATCAGAGCTCTGCTTCCTCACT
GCGTTCACAGACATCCCAACTCTGGTCGACTGCAGTGTCTCGAGGGACATCTTGATGTTC
TGCAGTTCCCTCAGTAAATCAAGAGCACCTTCCGTGTTCTCCTTCTGGACCATTTTGTCC
AGCTTTTTGGCGATGCGCTCCACTTCCTGGTTCTTTGCCATCGCGGTCCGGTCAGTTCTG
GGACTCCGCGCCGGAAAATATCTCCATTTATGCAACACAAACGGGCTCTCACTCCGTTTT
TCTGTCCTTCACATTACGCAGCCTCCTNNTTTNTTC
>CL4247Contig1
CTGTTTTTATTTAAATAAGCCATTCATGATTCATGTGAACATTAGACAATTTTTCATTCA
CATTAAGGTAATAAAAATGTTTACAGCTAAAAAAATGGTTGATAAAAATGCAAACCCCAA
AGGATCATGGGAAGTGACCTCTTTCCTGATTGTTTAATCATTCCTGCTGGTGACAGAGTA
GTAATTAACTCTGTGGTTGTGCTCAAAGCTAGAATTCTTTGAAGGAACAATTTAAAACCA
TTATGATGCTGCAGCTCCTCAGTCTGCTGCCGTTACTTCTCAGAACTTGCCTGGACACAC
ATTTTGTACGGTTTTGGAGCCAAAGTTAGGCCGGCGCGATAGTCGAGCACAGGCTCCACC
CCGGCGGGCATGGAAAAGCTGAAGTGCTGCATGAAGGAGGTGAAGAAGAGGAAAAGCTCC
ATCCTGGCCAGGTTCTCCCCCAGACACAACCTTTTTCCAGCAGAAAAAGGGATAAACGCT
CCTCGTTTCACAAACTTGCCGTCTTTGTTCAGAAAGTGTCCCGGGTTGAACGCGTGGGGC
GTCTCCCATTCTTTCTCGTCAAACAGAACTGAAGTCAGGTTGGGAATGATCAGCACTCCC



TTTGGGATGGTAAAGCCTCCCAGCTGAACATCTTTGTTGGTGGCGTGTGGTAAAGACAGA
GGAACGATGTTCCCAATCCTCTGGACCTCATGGATGACAGCATCTGTGTACGGTAGTTCT
GCACGGTCNTCCATGCANGGGGGTCTGGACTTTNCAATCACTNTGTGTATCTNTGCTTGG
ACTTTTTNTTGGATCTCGGGATATTTGGCCATGTAAAGGAACGCCCAGCGCAGGGTGGNG
GATGTGGTCTCGGAGCCGGCCACAAACAGATCCAAAACGCACATGATCAGGTTTTCCTCA
TCAAACGTGCTGCCTTCCTGCCCTTTGGTCTTNTGGATCTCTGTCAGGTAGAAGTCGATG
TAATCTCTNGCATCTGAGGGGTCCCAGCTCTTNTTGTGCTCCTTCAGCTCTTCTCNTATG
AAGTCTTGC
>CL4248Contig1
TTTTATGTGAAGGTGTGTTCCAGAGCAGCAGGTAGTCATCAGCACAAAACAATACACTTT
CTCTGATGTCAGAGCTCCTCCCCTTTCTGCGCGTGTCCTAGTTACGGCGTCGTGGTCCAG
ACGCGGTCCGTCAGGCCAGGTGGTGCTGTGTGGTCATAAGGATCAGAGGAACCTCTTTGT
CTCCCGTTCCAAGCAGCGGGAACATCCTCTCTGTGAGCTCCGCGTTTCCATGGAAACTGT
AGATTTCTGAGCCAGACTTCACGTTGTAGAAGGTCACCTGGGCCTCCTCCACGTCCAGGA
ACACGCCCACCTGCCGCAGCTTGGGGTGGTGACTTTTCACTTTGGTCAGGGGGGGCGCCG
TGAGCGCGCGGAGCTGGTTTCCGCTCCACCAGAGGGCGTAGTACCCATTGGAGGGGCTCA
TGTCGAACAAGCCTTTCCTCTGAGCCGACTCGCTGATCACACCCAGCTTCCAGTCCTTGT
TCTCGCCCACAAACACCTCCCAGTAGTGGCGGCCAGAGCTGAAGCCCTCCTTGGCGATGA
CGCAGGACCACACGTCGAACCTGTGGGGGCTGTTCCTGAAGAACTGCAGCTTCTCGCCGC
GCTTCACCTGCTTCCTGTCCTCGGACAGGATGAGGAACGGGTACGCCGTCACCGGGTTCA
GCGTCACGTCCTCCATGTAAACACGGGCCTTCTTGTGTCCTGAAACCTGTTTGAGCCTCT
TCACATCTTTCAGTGACCACTGGCTCTTCCTCAGACTGGCTGTGCTTCCTCTCAGACTCA
TCATGCTGTCGGCC
>CL4249Contig1
AAAAAACCTAGTACAACAGCAACAAGTTGAGGCTCCAAGGGCGGAAGCTGCCGCTCAATC
AGCCAATCAGGGAAAAGACACTGAAGACGGGGACTGAACGACAGGATGGATAGAGATACT
GTGGATCTGTGTCTTCCTGCTTATGGTTATTACTGTGAAGCAGCTGCCTGGAGTGTGAAA
GCGATCCCAATGATGCCTGAGATGCATGTTTTCATCTGTTTTTTTGTTTTTTTCCTCTTT
TCACCTGAGGAAGAGTGCGTTTCCCAGCGAGCTCGCCAGGTGGACTTCCTGTGCCCGGCT
CACAGGCCAGCCGTGCAAAAGATACACGAGCACCAATGTGTCTGTCCTCTGGTGGGGAGC
ACCTTCTTCTCACTCTGATGATTGTGTGAGGAACTTTGATGACAAACGATACCGTTCATG
ATTTACTTGAATGAATTTGTTTATCGATTGCTTCTTTATGCAATGTTAATGCAATGTTTA
TTTTTCTACTGACTCTGTGAATTCCCTTCCGGTATGAGTTGGAAACGGTGTCCCCGGTCG
TAAAGCGGTCTTCTTCTGGTTTTGAGGAGAGAAAAAAAAGGAATTTTGGCAGCTCTCTAT
TTATTAATGGATTTATTTTCCCCTTTGCAACGACCCTGTTAGGAGGTATGAGGAAATGGT
TCAAAACCTCAAAAAGACTGACTTTAGCCTTGGGTGCACATTTATTTATTGAACAATTAC
TCGAAGGGGATGGATTATGTGACAACTTGTGTTCTAGTCTAAAATTTCACGTAACCTTTC
TGGGAGAGGGNATTTATTAGTTTTTTTTTCTCTCCAATGAATTAAATGTGAAGTTAATTT
GCTAAAATGATGTATTTAATATCAAAGGGGAACAGAAAACGTACACTGCTTCAGTTTTTT
AATGCTTTTATTTGTTTATTTCAGTGAATGAATAAACAAGTAACATGAAGCCAAATATAT
TTCTGTGGATGTTAAAGGTTTACCGACCATGTGACCGATCCCTCTTTCTCTTTGTAATTT
CACTGCCACCTTCTTTTCTGTAACTGGTCTCAAAATTCTTCTTATTCCTCTTCCTCTCTC
CGTGTTCTGTGTTCCTGTGTCCGTCCGTCCGTCTATGTGTTACAGTGAGTCGTCTGCTGT
TTTTGGAACAATCACTGCCTAAAAAAGAAAAACAAAAAAAAAACCAACAAGAATACTAAC
TTCGTCCAAGTGGATCCAACATGCGCAATCCATCAATCTGGCAAAAAAAAAACGTAGCTG
CTGTATAAACTGAAGGCTTCTGTACAAACCTGCAGGATTTGTTTTTGAATGTGGCAGTGT
GACTGGATAACACTCACACCTATGCATGCTTACTGGACAGTCGTCACAGGTCGGCTCTTC
CACATGTTTTTCTTTTTTTTTGTGTGTCTTCCCTTCCTCCTTCTCTCTTCTGTCAAAATC
TGTCTCGTTTCTTTCTCCTCTTCCTCCCCTGCACGTCAGAGCCTCTCTCCAGCTCTCTGC
CT
>CL4250Contig1
ACATCAGAAGATTCAGGAAGGAATCTCTGTACGCAAGGGGACATTGTTAAAGATTTTTGA
TCAACCACTCTGCAAATGTGAATTAAAGCTCTATCATGCCAAAACGCAGCAACAACTAAA
CAAAATGTTATCTTTTATTTTAATTAAGCTTAAAAAAAAAGTGTCCCAAATTCTTAATTT
GGATTGTAAGTTACAAAAACAGTGACAGCTCTCCCACAAATTAGTCCAGAAAACATGCAA
ATAGTCCAGTTAAGCTTCGCTACGGATTAACATATAAAGTCCATTTTTTTATGTGATCAT
CTTTTGGCTCAAAACACAGATTTAAGAGACCAGCTGTTTGTCCATCACTGAAAGAAAGAC
TGACTCCTAGTTGTCCATGGCAAACTGGACCGACTCAACTTCATCTGATTAGAATCTGGG
CCTTCAGCGTTCCTGCAGGATCAGTGTAGGAACCCACTGATCAGGACGTAGACTCTCCTG
ACAGTATGCGCCCACTTCCTGCAGCCTGCAGTGGTTCGCCTGAGGGTTCGTGACCAGCAA
GCAATGGAGGTCTTTTCTCTCGTCTTGGTCTTTATTGACATCTGCAGCTCCAAGAAGCTG
ATGGAGCCGCTGAATCCCTGAGACCTGCAGGATGGTGATACCACTGTTGCAGCAGAAGGA
CTGCAGCAGGGTGAAGTGGATCTGCAGCGCCACATCCTCTTCATGGTCGGCTGCAAGGAC
GCACAGAACCACACTGTCTGGATCCACATTGAGAAATTTCGCAGATTCATAGATGCCAAC



AGTCAGGCAGTTTTGCTCCTGAGATGACACCAGCAGCTCCTCCAGGGCCAGGCTCACAGA
CTGCATCCTGTTCTCCAAAGAGTCACAGTTTCTGCCAGAAGTCGAGTCTTCAAATCCTAA
AGGTATTTCCGGCGCGTAAAAGCGCAACAGCAGCCTGGTAGTTTGAACTTTTTCACCGTC
TTTGCCTGCAGGTTTTGCATTGAATGTTGTTGGCAAATTGCAGACGTCTCTCTCACACAC
ACCCCCGGCCATA
>CL4251Contig1
CGGCACGAGGGTTATGTCCATGTCTCCATACTTTAGTTATTCCTTATGGAGCACAAATTC
AAGCAGGATATCAACATGTCTGAGGAGAGCCCCTAGTTATTGGTTTTACCAGATGAAGCT
TTTGAACGTCTGGATTGTCTTAACTACCTAGAACCTGCAGCATCTCTGTAAAAATGGGCT
AACATCCTTTTTGTTTCCGTTCTAGTTTTTTTCTAAACCTATTTGTTCCGAGTTGTTTCA
TGTTGGTGAATCCACCTTTTCCTGTGTGGCTGTAGCTTGATGCAGGTAGAAATGTCGATC
CAGGTTAGTTCATTATTAAATAAAGACGACGTAGTAGTTGATGATCAGAGTGAAGCCTCA
GAGACTCCAGCAGGTCAAAGAAAGTTAGAATGTTTTTGTTTGTTTTTTGGGAAAATGAGC
TCCTCACTGTTACAAAGCTTCAAACCAACGCCAGCAACCAGATCCTACAGAATCCAAACA
CACAAGCCAGATTTCTTCCCTTCTTAAAGCAAGTCTCAGAATGACTAGCTTTTCATTTAC
AAGGGTAAGAATTCTAACTACCTCAGAGCATGATTGGGTGCTAAACTATACCCCAAGTTT
TTAAGAAAAGGCTGCAAATTCCCTGTTGTAGTGACCAAACCAGTACAAGCCATCGTTGGA
GAGCCCAGTTTTTGTTGGAGGAGGAGTGGTTGGTCACTTTAGTTGGTTAGTTTTAGGGGA
CCAAATCTTTCACAACTAGAATGTTTTAGTGGATCATTTAGGATTTACACCATTTTCATG
ACTGGATGTGTTTTTAATGTGCCATCGGAATAGTCATTGACTTGGCGCTGATGTGGAGGT
TTGAATGGAAGAGGACTATAATATTAGGCTGACGTTTGGGTTTGGAACAGTACAAAGGCT
GGCAGCACAAATGAGGTTCAAGGTAGACGCAGCTTTTCCTGTTTTGTTTTTTAGTGTAGT
GTTGAAAATGCTTTTTTTCCGTTCGCAATAAATCTCTTTTCAGTTCTGCTTTTCTTACCA
GTAGACTCCATTTATATCGGGGATGACTAACAAAGGGAATATACAGGTTTGAACAAACCC
ATCATACTCATCAGATCAGTCGACTAAAGGTCATGGGAGGTTTTGGTTTGTATTTTTTTG
GTCACAAAACTGCAGATTGAGTCCAGACTGAGTTTGCAGTTCCTTCACATGTGCCTGTAT
TGTCAGATATCTCCGTTTGCCCAAAAGTTTTCAACTTCAGACGAAATCGAACCCAGTTTA
ACAGAAAAAAAAAGTCATGGTTTTTATTGTTATGCAACCTGGTGTGTAGATGCTGCATTT
AACGATCAGTATTTTTGTTTTGCACTTNCAAAGCAG
>CL4252Contig1
TCTCCCAAAAACACACACAAACATGCGCATATTCATTTTTATGAATCCTCATTCATCTCT
TGGCTATCCGTCCTGGCAATCTTCCTCGGGGGTGCAGGACTGTCCCCCTCACCTTGCTCT
TGTTCCCTTTTCTTTGCTGCGTTCTTTTTGTCCCACTGCTGATGGAGATAACGCAGGAGG
ATGTTGGTCTTCTCTGTTACAATTATTTGTTCAGAAGGATATTCTCGTGTTGGAAGGTAT
ACAGAAGGCCTTCGATTAGATGCTTTACAAACAGAGTCTGCATGGAACCTGCTGAAGTTG
CTCTTATTGTAGACTGGAAGTCCTTTCAAGAAATCAGCCTTCTCCATGATGGTGGCAGAG
ATCTTGCGTGTCCGAGCGTTTACTTCTGAACTGGACTCTTTATCTGTTGTGTTGCTCGTG
ATGGCCGCGCTAGCTAGCTCCGAAGGCTAGCTCAACAAGTAAGCTAATCTAGTGGGTCCT
CTTGGCACACAAAAAAGCAGCAACTTTTACATATAAATTCACGTTTCCATAACTTGTACC
AATGTCAGCCAGAAAAAAAAACTACTCGTTTGAAATAATACTCAAGTTGTTAGCCATTCG
TTCGTAAAACTGTTTAAACGACTAGCTCGGCTAGCATGACCGCTTGATCGCCCC
>CL4253Contig1
TTTTGTGTGATGCTGACAGCAGGTTAGTTTTAAAAAGGTGCTGGAAATAAGCTCCAGTTA
AACTTTCACTCTGGCTTTGCTTAGAAAGTTTCTTGAAATGTTAGAAATTCATACACTTAT
TTTATCATTTCTTGTAATTTGCAATTGTTGACTTTCAGAAGACAAAATAAAAACAGTCTG
AATACAACTGATTTCTATTCTTAGTCTAAAAAATGTTTAAAATGTATGGAACATGTTTTC
CATTGTTCAAATTCCTGAGATGATTAGTTTGGGGATAGTGGACTGGTGTTTTTAAGTTCA
GGCCGTTGGTAAAGAATGTTATAGTGTGACGACTGGTAGAGAAGATGCAGAGATGGTTGT
GCTCCCTCTGGAATGATGTAGTGCACCAGCTGCTGCTGTTCACCTTCCAAAGAGACTATG
TGAAGACCAACATCCAAAGCTTGAGACAAGGCTAAGATGTCCACATGGTCACACTCCATT
GCCATAACCTCCACTTCCTGACGACAGTAGACTTGTAGGTCAGGAGCTTCGACAAAGTTG
CAGAAGAAGTCTGCAAAGTTTTGCAAATGCGCTGATGTAAGAAGCCGCAGATACTGAACG
ACACCGTCCGAGACTGCGCTGTCGTTGAAAAGCTTGAGTAGCGTGCTTTCTTGCTCATCG
GCCTGGCATTCCTCCACAACATTTACAACAGTATCAAGATGGTGGATGAAAGAACTTTCT
TCAAATCCTGCAACAGCCAAAACTTGTCCGCTCTGGATTATCTTCTGTTTGAACCTCTCC
AGAGCTCTGGGAATGTGAAAGATTGACTCCAGGTAGGCAAAGCAGAAGGCTCTGTAGAAG
CAGTTCCCATCGCCGAGTATTTTACGAACGCCGAAAAACTGCCCATCTAAATCTTTCTGT
TTGGGGTGCGCATTTTCAGCGGATACGTCGAGCGTAGATATGTCTTCTTTGCATGAAACC
AGATAGACGGCCGCCATCTGTTCAGATATAGCGCAACCTTCCGTCGGGGGCTGACCAGTC
ACTTGACAAATATTCGAATTTCCTTAACATCAAAGTGTGGAAAAATAACCACGTAATTAC
AGCAGAGGAAAAGCTGCGTCATCGCTGTTTCAGAGCATGGGTTTTGTTTTGGCTTTTTTT
TTAGTTCCTGTTTCAACCCCCGGCCATA
>CL4254Contig1
CGGCACGAGGGTTTCCTCATTGATATGGAAAACAAGATGTTCAACCACACAAAACAACCA



AAAACTGCACCAAACTACAACTAGACATCCTAGTTTGATCCAAAACTGGTAAAAATAAAA
CATGTGTTTGTCTGAATCACATGTATAAAAGCGATTTCCTGCAGTTGAAAACTCAAGTTT
ACTCTAATTCTTTCCCTGATGATTCCAGGAGAGCAGCTGATGAATAAGAGCAGATCAGCG
TTTTCAGTTCATCATTAAAACTGAGTGCCAAAGCATGTGGGCAACAATATTAAGTCAATC
TGCAGTTTTGTGTGAAAAACCAAATCGGATTGTTTCTTTTTCTTCTTCAGATCCTCTGAA
TGTTGAAGGGATTATCTTTATTTTGAAAGAAATGTGTTCTTTTTTTCTGCCTTACTTTTT
GGGTGTTTATCCNAAAGACAGATGAATGTTTCAGAGCTGGAAAGGAACGTTTGATGGTTT
TACAGCAGGTTTTTAGGGTTTGGGTAATTTATAGTATTTGTGATGAGAAATTTGATGAAA
GAACAGGTCTAGATGCTGGCTATTATAAAATGATGAATGTTAGAGTGGGGTTGACGTGAG
GAGGGAGAGTAAAGCTATGAAAAGGTTTGATTCTTTAACACAGAAGGTTTGAGCTCCACC
ATCGATGACTGAAGCCGTTTCTCCAGTCCAAACATTGCATTTATGGACTTTTTTCATTAT
CTTCATGGAGTACACTTTGCCAAAAGACAACACAAGGAGGCAGAAGTCCTCCAGACCTCT
GAATTGTGACAGGAAACGAGCTTGTTACCAGCAGATCAACCACAGCAGCAAATAGGAACA
CCCACAGACCTTCAGGCGGACCAAATGAGGTGCTAATCCTTCAACCTTCTGTGCCGTGAG
AAGGCTTCTTCATCCTCAGTGATGACTCATATGCAATGTCACCAACGCACCATCGAACCT
CTCTCAGAGTCTGGACTTCTCATTCTGCACGCGTGCATTCCCTCTGAGAACAGGGCGGTT
TGATGCCATTTCATCTGACCAGTCCTGCTCCCTCTTTTGTATCTTGTACGTGTTTACATT
GTATCTCGCAGTGCCCAGAGGACAGATG
>CL4255Contig1
CTCCTCGGTCTCCTCCTCCATGCGTTGTTCTTCCTCATCCCTCTCCCTCCTCATCTTCCT
TGCTCTTTTCATGCTCACAGTCTGCCTTCTTCTCTTTTTCTTTGCGTTTCTGCTCAGACA
CTTCCTTCTTTCCCTTCTGACCTTTCTTGTAGACTTCTAGAGCCGCTCTGAGAGGCTCCA
GGAAGCGTTCGAACTCCATCTCCTCCATCGCTGCCAGCACATCTGCAGCATTTAAAGTCT
TCCGTTTGGCCTTCAGTGCAAAGTTATTGGCACAGGAGGTTGCATACAGCACAAAGACGC
TGGCGGCCTGGGAAATGGCTCTGCGCGCCTCTTTGGATACGTTCACCCCATCTGGAAGCG
CCTCCTTGATGATGCGCGTGATGACCGCGTTAGGAAGGTTCAGATCCTCCGGTTTCTCGG
CCATTCCTCCGCTCGCGCGGAAAACACGCAACTCTGCTCGGCGCTGAGCTCACCTCTTTG
ACTGAATGGATTCGCACGTGCGCTAAAGGGACACGTGCTGTCAGATTCAGCCTAAAAGCA
CTGGCGGAAACGCGTTTTTGTTTTGAGACGTTTCCCGCGAACCTCCCGGAAGGACGTCAT
CAGAGAAATTGCCCCCGGCCATAAGGCCCGGG
>CL4256Contig1
GGTGACAGCTCTCCAGCAGGCAACACCATATCCATTCCTACAGCCACCGGTGCAAAGAAA
CGCTTCTGGATCATTGAGGACATGTCACCTTACGGCAAACGCCGTAAGACTGCATCTTCC
CGCAAGATGCTGGATGAGGGGATGATGCTGGAAGGCTTCCGGCGCTATGACCTGTACGAG
AACTGCAAGGACTCCACCTGCCAGTTTTCTCTGAAGGTGACCCACTACCACTGCACTCGA
GAGAACTGTGGCTACAAGTTCTGCGGCCGCACCCACATGTACAAGCACGCACAGCACCAC
GACCGCGTGGACAACCTGGTCCTCGATGACTTCAAGCGCTTCAAATCCTCGCTCAGCTGC
AACTTCCCCGACTGCCAGTTTTCCGGCAACAGCACTCACTTCCATTGTCTGCGCTGCGGC
TTCCGCTGCACCGACAGCACCAAGGTGACGGCGCACCGCAAGCACCACGGCAAGCAAGAT
GTGATCAGTGCTGCTGGCTTCTGCCAGTTCAGCTCCAGTGCTGACTGTGAGGTTCCTGAC
TGCAAATATAAGCTCAAGTGTTCACACTTTCACTGCACCTTCCCCGAGTGTAAGCACACG
GTGGTGGGAATGTCCCAGATGGACTCCCACAAGAGAAAGCATGAGAAGCAGGAGAGGGGC
GAGCTGCCATCCGTGTCACCAAAACAGGAAAGCGTGCACCATCATGCAGGAAGTGCACTG
GTCATCCCTCCTTCCTCCATGGGCCTTTCTACTTCCTCACCTGGCGGCATCCATGGTTTA
TCACACAACATCAACAGCAACGCTCCATCTTTGCTCTACCAGCCAGGTGGCATCAGCTCT
GACTATAACCACTCCTACCCGCCGTCTTCCATCAGCTTGGACAGCTCCCTCAACCTGAGC
ACTGACACCAACACCTCCCTGTTCTTCCTGAAGAACGCCGCCGGTCTGGGTCTTAGCGAC
TCGCTGGACCTCAGCAAGAAGATGCAGCACTGCGCTGCACGGTCGGGTCACAATCCCGCA
CTCTCGCTGGGTCTGCCGACAGCTCAGGACGACACCACCGGAACGTCCGGAGAGGCTGAA
GACGACATGTCGCTGGAGGAGGAGGTGCACGCAGAAGAAGAGGATGAAGAGGAGGACGAG
GAGGACGAGGAGGCAGAGGATGAACTCAACACTGACTCAAATGATGATTCAGTGGCAGAT
CCTGATGGTGAGAAGGACAACGACGAGAGTTTTGTTGCTTCCGTTAACCACACTGATACT
TCCCAATCAGTAAAGCAAGGCGCCGGCCCTTAGAAAAAAAACTAAACAAAAGAAAAAGCA
AACCCAACAGAGACTGTATGAACTGTAGAACAATCCTGTGTACTATGAATAAACAACA
>CL4257Contig1
CAGATGTGACAGATAACCTCACCCCCTCCCATCATGGCGCAGTCTACAGATGGGTGGCCG
ACTGCTCGGAGACTCCAACAGGCCGCTGCGGCACAGCTCCACACAGCTCTGAGGCTGGGA
ATTGAACGTTTCTTTCAACTGTTTTCATCAGAATTTGAATCCAGGTCGGCTCCAAAGTTT
AAAGCAGTCAGAGCCCTGAAGCAGCAGCTGCCATGAAAACCACAGTCTGCAGGGGTGCAG
GTCTGATGAGCCGCAGGACAGATGACCGATCCGCCCCCGCTCAGGGGTGGGGGGTGACTG
CTGCGCCTCCCCACACACCGTTTCTGAAGCAGAGGGAGGACGACTGCAGGCTCTGCTTCA
AACACAGACCGTCTCCCGTTCAGGGTGATCGTCAAAAAAAAAGAGGGGGGCGGCATGTAC
AGCAGGACTCCTGCCAAAGCTCCTCCCCCTTTCGGTCATTTCTGCAGCTCCTGTGGTGTG
CTGAAGGTCTCATAAACATTGGCTGCAAACTTCTTCATGTGGTCGCTCATCAACAGCTCC



TGCACGAAGGGGCTGGGGGCGTCGCTGCAGATGCTGTTGATCTGACCGTTGACAATAGGG
ACGATCTTCGCCAGAGGCAGACTGACCACAGACAGGCTGTCAGGTGCAGAAAAGGGGGCG
GAGCCACCCAGAGGTGGGCGAAAAAACTCTGCCAGGTTGTCAAGAAGACGGGAGAAAGCA
CGGTTCAGGCAGGCGGCAAGGACAGCCGAAAAGTCTGGATCTGTCTAGCATGTCCCGTGT
CTCGTTTAACAGTCTGATGGTCATGANGTCGTTCTCAGTGAGTCCGCATG
>CL4258Contig1
TAAAAGGGGCAGAAGTTACAGGACCGGGCGGGTTTGTCGAGTGAATTCGGACCTGTGGTG
CCGGTTCTCGGCTCGGTTCGGTCATGTCCGGCGCGCTCGCGCGCCTGTTCTTCTATCCAA
CTTTGAGTTACAATGTGATTATGGAGAAGTTGTCCTCGCGCCGCTGGTTCGACCGCGTGG
ACGAGACCGTGATCCTGGGGGCTCTGCCGTTCAGGTCCATGACCGCACAGCTGTTGGAGC
AGAACGTTCGGGGAGTCATCACCATGAACGAGGAGTACGAGACCAAACTCCTCTGTAACT
CTGCCCAGGAGTGGCGTGCCGTCGGCGTGGAGCAGCTGCGGCTGAGCACCGTGGACCTGA
CGGGAGTGCCCAGTCTGCAGCATCTGCACAGAGGGGTGGAGTTTGTCCTGCAGCACCGGG
AGCGCGGCGGCTGTGTTTACGTGCACTGCAAGGCAGGACGCTCACGCAGCGCCACGCTGG
TTGCTGCCTACCTCATTCGGCTGCACTGCTGGACTCCAGAGGAGGCGTGTCACAAACTGA
GATCCGTGCGCCCTCACATCCTAGTGCGCCCAGCTCAGCTGGATGTCCTTAGAAAATACT
ATTCCCAGGTGTGCAGACAGGTGGACTGAAGGAGAAAGGAAGCTCTGGCCTGGACTGGTT
CCTTCATGTGGACATGACACATGTGGACACGTGGAGCCCGCTGCCCCAGTGGGGGGAAGT
TCCTTAGGAGCCCTCACAAGGCCTTGGGTCTATCTCTGCAGAGGTTAGGAGCTGCCCCCA
CACAGTAACCTGCAGACGTCTGACCTCTGCTGGTCTGTTGTGGAGAATCCATCTAATAAA
GACCTTTGACATGAAGGATCTGCATTTATTTGACTTTAGCTGAACACTGATGTTTG
>CL4259Contig1
TTTTTNTNTTAGCAAAGGTTTTATTGAGAACAAAAAAATGTCGTGATTTCATCAGAGTGC
AAGACAAAGACAAGGTGTCGCCATGTTTCTGTCTGCACAAAAGTGCAAACAGTCCGAGCC
AGAATCCGTTTGCTGCAAACATCCACGAGAAGCTTTGCAGACTCTTTTTAGTGCGGCTGA
CGCTCAGAAGAGGACTTTTTGCAACTTGCAGCATCTTTAGGGAGGCAAATCCTCTTCTCT
CAGTTTAAAGTCCCGCAGGACCATCATCCATTTGTGCCCAAACTACACAACACGTTTGAC
TCAGGAGCAAAGTGAGCCACACTCTCCTCTCTTCTCATCAAGACGATGAAGTCATGTTTC
AGAGAAGCATAAATCTGCATCTTTCCTGCTCTGAACACACACGGACCTCTGACAGGAACT
CGCTCGACTCACAAAACAACGCTTTGTTGGCAGCTCTTGTCGTATAATCCCTTTCTCTCA
GTTTTACAATACCTTCATGGATATAATGTGTATACAGGTTTTTTTTCAAGTACAGACAGA
ATATGGGTGAGAAAAATAAACACATTTACATATTTACATGTTTGCAGAAATATAATGTGT
GAGCCGGCGCCGACCTTCCGGTCCACGCCGGCTCACAGAAGCAGCTTTAAGATCACAAAC
ACACGCGACAATATAACGGCATCTTACGCGTGATACTCATTTATAAAATGCTATAAAATA
TAAAAACCCATCAGATGAAGTGTGTAAAAAAGGTTTTATTGCACAGATTTCTCTGTGTTG
TACCAAAAGTAAGGCTTGGGGGGATTTTTTCACTGTCTTTGATATTTTCTGCGTGGTTTC
TCCAAGAATCCAGAACCACCATCTTTTTCCAAGATACCAAAGGGTGGAAGGTGGTAAACA
GAACTGAATTTGGGATTCACCATGATGTAGAACATGTCCTCCTTGAAATCCAGAGCTACG
CTTCAGATCTCGC
>CL4260Contig1
AATTGTCCAAAGCTGTAAAATTCTCTTGGAAGTCTGAGCGTTTCAGTCCACTCTGAGTGT
GTTTCTGTGCTGAAAGTCTCCTGATGAACAGAAGAACCATTTTACTGTAGATTACTGACT
TACAGCCAAAAACATTGCCAAATGTTTTTTATCTTAACTAAAGAACAAGCTAACATTTAA
GGGAGATAGATGTAGATGTTTAAGGGTCTGTTTTGTGTTTCATGCTTTGTTTCCTTGACA
TGACAGATGATTGTGGAAGAGCAAAAATGTCAAAACAATCTGTCAGTCGAGCAGGCGGAC
CTGATGGAAATGTCAGCAGAGGGAGCAGCAGGGGGCGCTCTCCTCCGATGGGACGGTGTT
GACATTTGGGCTGGAAACAGGAGCGAGAACTTAGAAAATGAAAAACCTCTGAAGATCACC
ATAAAACCTTGTGAGGTGCAGAGGTTCAGGAGAAGTTCAGCTTCTTCCTTTCCTGTCGGA
TCTTCTCTGGCTGCTTTGCTGCCACCTGGTGGCCAAAAGGATCAACTTCAGCTTCATGTT
TACCATTTTCTGGAGTTAAAGATGGCTGCTGAATTTTTATCGCATTTCAGATGAGCAGCT
GACTCTTGTGTTTATGGTCTGCTGAGCAGTCAATCAGATCCCCCATCAGGCCTCCTGCCC
CGTGGTGCAGTCTGAGGAGTCTCCACCCGCTCGTGTTTCCGGCCCAAAAGCCGTTCTGTC
ATCATCCCTTCATCCCAGTGACTTCCTGTTAATCACAGTCTTCCATTCAAAGCTGACTAT
AGATGATTGAGAAGCTAAGTGTACCTGTAGCAGTGATGTAACGGGGCTCCTTGTGACCGG
TCACCAGCCAAAACCTCCCTGAGGTTATGAAAGAGTCCACTGTGAGCCCCAACCAGGCTG
CCACCGCCTCCATGCTGTACAGTGCTGTGATCACCGCTCTTCATCCATGACTCATACATG
GCAATAAACTCGTGTGATGACNAG
>CL4261Contig1
TTTATTTTAAGCCATTTAAACATATTNAGGATAGACATCCGTTTGTAAGTTAAAATGACA
TGAAAACTAATTACAAGTAAAGTTAAAACAGCATATGAAGATACGAAAAGTCTATTTTAA
ATTTACATTTTAAGAGAAAATGTTAAACAATGACAGAAGATTTTTGTAGCATCAACCAGC
TTATCTGTCCTAAGTGATACAACAACAGGCTGAACAGGAAACAATATTTCAAGTAAACAT
TGATAGACATTTCAAAGAATAAGGCACCTACAACATATGTTTATATAATTTCCTAGCGCT
AAATTAATGATAAGAATATATAAAAAACTGGCAAAGCTTCTTGTTGTAAACAAACCTCTT



TCAGCAGCTTTAAGAGCATAAAGGCCTATCTGTGTTTTGTATATCACACTATAAAAACCT
CATCTTGTTATGCAGCTCTCACAAATCAAAACAGTCCATTTTATTAAATAATTACAAAGG
AGTTTTTAATTTTTTAGTCCAAAACTCATATATTTGAAGGCTGAAAAAACATCTAAAAAC
AACATTTATACAGTTTCCTCATTTAAAAATGATAGAAATCAGTATTTTAATCATCAAATC
TCTCAGGATGCTGTTTTGTTCAGAATTGACGGATAAACATGTACAAAGATCAGAAACAAA
TCACAAATTTGTGTGAAGGATTACACTCCCAGGCTGCTCAGATGCTGCTGATTGGATAAG
ACAGATTTCCAACTGAAAAGTTCCTAACTTGATCAGCTAAGTGGTGACAGTCTCGTCACA
TGGTAGGAGCTCGCTGAC
>CL4262Contig1
GCAGCAACTCTACCCTCTGGNAAGTTTGTTCAGCCGACTGGAACTGTCATGGAATGGCTA
CGGAACATCGTCGCTAATCGACTGGCCACCACTGCCAAGGAGTGGGCTGAGATATTTAGG
AAATACAACAGTGGGACGTACAACAACCAGTGGATGATTGTCAACTATAACCACTTCACA
CCCGGGAAAACAGACATTAAAGAAGATCTTTTTGGTGTATTGGAGCAGATTCCGGGACTT
GTTGTTTACAGTGATAAGACTCAAGAACTGCTGAGGAATGGATACTGGGCCAGTTTTAAC
ATACCGTACTATGAGGAAATTTTTAATGCAAGTGGCTGCAATGAGCTTGTTGAGAAATTT
GGCCCATGGTTCTCCCTAGACCAGAATCCTCGAGCACAAATATTCAGGAGGAATCAGACA
CAAGTCACAGATTTGGATTCCATGATTCGTCTAATGAGATATAATAACTTTAAAGAAGAT
CCATTATCAATGTGTGAAGGCTGTAATCCACCTCAGAATGGAGAGAATGCCATTTCGGCC
CGTTCAGACCTGAATCCAGCAAATGGAACGTACCCATTTGGTGCCCTAAAGCAAAGATCA
CATGGAGGAACAGACATGAAGATGACTTCTTTTGGAATGTTCAAAGAGTATGGCATGATT
GCAGTAAGTGGACCAACCTGGGACCAACTGCCACCCTTCCAGTGGAGCACTTCACCCTAC
AAAGATCTGGTGCATATGGGCCATCCGGATGTTTGGAATTTCAAGCCTATAAAAGTCACC
TGGACCCCTTGATTGATATTATGCTTGTATGCATTTAGCATTATATACAAAATCAGCTTT
GATGGGTTTAAGCCTGCTTTAGCATAAAACAGTTGAATGATTTATCTGTAATTGAAAAAT
TGTGATTATACTGATTTTAATTGCTATTACAATGTTTCATTTTGCACAAAAGATTGAGTG
ATTTACAATCTTGCCAAGAAGTGTTGCTATTGTTTGGGATGTACCACTTTAATTTGAAAA
TGTTTTTTTTATTTTTTATCTTATTTTCATAAGAAATGTATGTTTTAATATGTACTTAAT
AAATAAAACC
>CL4263Contig1
CTGTGCTGCGTTTGAATCTTCATGATAGAAGCGGTTATGTTGGACGTAATTCACCGCAAT
GTTAGTGGGCACGAATGAGGTGCCATTGTCTTTTTTCTTGTTTCTTTGTTCCGCGATAAG
CTTTGCTTTTGCCTCCTCCGTCTGGATAATATTCTTTATCTTTGCATCAATGCCAAGGTC
AACTTCCGGGATCCCACTCAGCATCTGATTGGACAACATCTCCTCCGTCTTCTTGGCAGA
ATTGACTCGGATGTTCTCAGGAAGTTCGTAGAGGTGGTCCTCTGGATTTTTTACTTTGAT
TTTCTGTTCCTCTGCCTCCACCAGTCCTTTTTTCTTCTTCAACTCTGTCTCAATATACTT
CATCATGTCTGCATCTTCATCTCTTCTGTTAGTTTCAGCTGAGAAGGATGTACCCAGATT
CAGCTCCGTCTCATCTTCTGTCATGTCTCTATTTCTATCCTTCACCTTTTTCATGTCTAT
CACGCCTCCTGTCTTGAGCTTAAACGGGTCATTATCAATTTCAGCCTCTGGTGGAAGTTT
CTCTCCAACGAGTAATGCAGTCACACTGACACCGGTTTGACGTTTCCTTAAACTCTGGAT
TTCTTTAGCCTCCTCTAGCTTTGATCTGACTTCTTCGGTTGTCTCATCTTCCTCTTCGTC
ATCTGATGAGTCCCTTCTCCTCCTAAAATTTTTACCGGAAGGCATTTTTGTATTGTATCG
GTTTCCTTATAACGCAGAGCTTTACAAAAACCGACTTTCGCGTTAGCAGTCTCGGGGAAC
CCC
>CL4264Contig1
ATTCGGCACGAGGGAGCGGAGCGCCGGNGCTTCGTTCAGATCAGACGTAGACGTTTCTCC
GTGAAGCGACGCGCGCCGGTCCCCGCTGTACCTCCGGTTCTGGGAGGAGGAGCCGTTTCT
TTCGGCGGATGTGCCCCCCGGGAACGAAATAACGACGGACATGTGGTGGTTCCAGCAGGG
TCTCTGCCTCCTGCCCGCCGCGCTGGTCGTCTGGACGGTGGCGTCCTTCGTCTTTGCCTA
CATCACAGCCGTGGTGCTGCGACACGTGGACCCGCTGGTGCCGTACATCAGCGACACGGG
GACCACGGCGCCGGAGAGGTGTGTGTTTGGCATCATGATGGACGTGTCGGCCTTCTTAGG
CGTGGCCACGATGTACGTGCGGTACAAACAGGTGGAGGCTCTGGACGGACAGGAGGACCT
GCGTCTGAGGAGGCTGAACGTGTCTGGACTCCTGCTGGGCCTCATCAGCTCCTTCGGCAT
GTGCGTGGTGGCCAACTTCCAGAAGACTACGCTGTTCTCCATGCACCTGGTGGGGGCGGT
GCTGACCTTCGGGTTCGGGGCGGTCTACATCATGGTCCAGACGGCGCTGTCGCTCCGCAT
GCAGCCCCGCGTCCACAGCAGAACCGTGTTCCTGGTCCGGCTCAGCATTGGGATTTGGAC
CGTGGGCAGCATCATCAGCATGTTCGTGTCGTCCGTCATCATGTACAGCAGTCTGCCCGG
CGTGGACGTTCCTCGCAAACTTCACTGGACCCCGGGAGAAGTGGGTTACACGCCGCACAT
CATCAGCACCGTGTCTGAGTGGTCTCTGGCGTTGTCCTTCATCAGCTTCTTCCTCACCTA
CATCAGAGACTTCCAGAAAATCCAGCTGCGGGCCGAGGTCGACCTGCTGAGCAGCCACCT
GTACAGTGGTCCTCACGCGGGCGCCGTGGCGTCCCGTCTGAACGGCGCCTCAGAAACGTC
CCCCCTGCTGGCCGGATCCACGTGACCCCCCCCGCAGCACTTTTATGGAAGGTTGACCTG
TCCTGACCTCACAGGACCTCCTGGTCCAGCTCTGTGGGGGAGGGGCCAATGACATCTGAG
TCTGGAGCTCCGCCCACAGTGCTCTAATAGGATGGTCATGATTCTATTGTCACACTAACA
GCTGTTTCTCTGTAATTGTAAACTGTCCTCTGATTGGCTGACAGACGTGGAGACATGAAG



ATGGTTCTGCAGAAACAAAGTTCTGAAGACCAGAACCTTTTTGCTGCAGGTTGAAATCCC
TCTGATGGTTCTGCGTGGGAACACGGTCTGGTTACACAGAACCTCCAGATGTTCTGACCT
TCCCTCTGNATCCATCAGGAACGTTAATAAACGGAACAAAC
>CL4265Contig1
TTTTTTTTTTCCTGAAATATAGAAACTTTTTATTTTACAATGTCAGCAAAAATATTTTAC
ATTTCCAATTTTTTTGTACAGTTTGTTAAATATCTAAATACACTTTTACAGCTTCAGTGT
CAGTAGAAAAAAATACTGGATCTCCAAATACAAAATGTAATGTCTGAGGCGCCGCACAGC
ATCCGGCGACGGGCGAACAGGCGGAGGCGCTCCAGAAAAATAGATTTCTACTCCCTCTGA
AACAAATGGGACTCTAAAAGCATGAAACCAAAAACCCAACATGGCAGCATTTAGACATCA
GGACAATCACTTTGGGATGATGCTGACAGGAAGTCATGAACCGAAATCCTAAAAGACGGA
TCGAACAAAAACAGAAAGAAGCAGAAACCGTCGCATTCAGTAAAATACAACAGGCTGACA
TGAAAAAGTATGTATAGAATTAGGCTTTTCTTAACCCGTCCACAAAAAACTTAGAGATTT
TTGTCAACGTTAGGAGAAAATAAAAGGTCAATTTTTGAACATTGACGTTGAAAGAAAGAG
TCGAGGTGAGTGTTGCACGAGGAGACGGTGGGAAGATTCATGGAGGATTATTTGACAGAG
GAAACAAGGCGGGCAGCATCAACCACAGCTTATGTCACTCAGTCTACAAACTGCATCTCT
GAGGCTGTCAGTCAACAGTGGCTCTGAAAAGAAACAGCATTTTACTGAACAGCAATAAAA
AAGCAGTTTGGGTCGGAACGGTTCAGTTTGGACCAAACAGCACGGTGTCATCAGCAAAGA
AGTTCCACTGAAAACGGCCTTTCTTTGTCATGGAGAGTAAAGCAACTGAACTCATCGACA
GCTCGGTTTTTGTGGTTTTTCCAGCTGAAATATTGACTCCAAATGTCTGAAACCGGCTCC
AGCTGAGGTTTGACCCCCAGCTGAGGTTTGCCTCGTGCCG
>CL4266Contig1
CTGGAGCTGCTGCAGCTGCAACAGTTGAAGATAAGGAACCGCCATCTGAAAAGGATGTCA
GTGTGGCGTACTGCTCTATTGCGGAGATTTATTTAACAGATCTCTGCATGGAAGAGGGTG
CTGCAGACAAGTGCCGGGAGTCTATTGAGATGGCATTAAAGTATCAGCACGACAATCCCG
AGGCTCTACAGCTTATGGCCAGTTACCTGTTTAGTACAGAGAGAAACCAGGAGGGCAAAG
AGTACCTGTTGAAAAGCGTTGGAACTTGGCTCCCAGCACAAAAGCAGAGCACATCCTCCT
CCAGCACAGAGGAAGACGTGCAGAAAGACATCCCTCCATACGAGTCCCGCATCACCACAG
CCAAACTACTCATGGAGTGTGAGGAGTACGAGATGGCGGTAGATGTTCTGGAGGGTCTTC
TGGAAGAAGATGATGAAGTTGTGCAGGTATGGTATCTCTCTGGCTGGGTATGCTACCTGC
AGTTGGAAAAAGCAAAGGAGCAGCAAGAAACCGAGGGAAGAGAAGTGACAGAGGAGGAAA
GGGAGGAATGGAAAGCTCTACAGGAGGCAGCCAGATCCTACCTGACTAATGCAAAGAAAC
TGTACAGTAAGCTGCGATGTGATGATAAGCCGATGTTGGAGCACACTGAGCAGCTGCTGG
CTGAACTAGGAGGAGATATGGAGCCACAGGAAGGAGATGAAGCCTTGGATGATGACTACG
AGCCCTGCAGTGATGAGGATGAGAACAATGATGCAGAAGCTCCCATGGAGCACTGAACTC
ACCACCTCGCCTCTTCTTATCTGTTTTCCCATCACACCTTCCAGCAGATTTTGTATGCTA
TCTACAGTGCCTTTCTAAATGTATTTTTTCCTTTCTTGCCACCTTATCAAAGATTAAACC
>CL4267Contig1
CGAGTCGATAAAGCCGGGAAGCAACTTAGCTTTGTCAACCTCTGACCATTTTTTTTTTTA
CTGCAAGGTTACATACATAGAAGGGATGGCAGCCATCCGTAAGAAACTGGTGATAGTCGG
GGATGGAGCTTGTGGGAAGACGTGTCTTCTCATTGTTTTCAGCAAGGATCAGTTCCCTGA
GGTCTACGTTCCCACTGTGTTTGAGAACTACGTCGCTGACATAGAGGTCGACGGCAAACA
GGTGGAGTTGGCTCTTTGGGACACAGCCGGTCAGGAGGACTACGACAGACTGAGGCCTCT
CTCCTATCCAGACACTGATGTCATCCTCATGTGTTTCTCTATAGACAGTCCCGACAGCTT
GGAAAACATCCCAGAGAAGTGGACTCCAGAGGTCAAACACTTTTGTCCAAATGTCCCCAT
CATCCTGGTAGGAAACAAGAAAGATCTCCGTAACGATGACCACACACGCCGAGAACTGGC
CAAAATGAAGCAGGAGCCGGTGAAGTCGGAGGAAGGCCGGGACATGGCCGGACGCATCGC
AGCTTTCGGTTACATGGAGTGCTCTGCCAAGACCAAGGAGGGCGTACGAGAGGTGTTTGA
GATGGCCACCAGAGCGGCGCTCCAGGCCCGCCGCGGAAAGAAGAGCAATAAATGTGTGCT
GCTGTAAAAACAGCGGGGCATATATGGACTATTTTAACCCTGGCTGGTGTGCCTGGNGCG
AGGGCTCGGGAGGGGG
>CL4268Contig1
GCTGGAACCTTCAGCTCCAGTTCGTCATCCTCAACCTGATGCTGACTCCGGAAGGAACAA
CTGTTCCTCCCCAGCGGAAAGTGCGTCATCTTCCAAGATCAGCACCACCACAGCCTGTGA
AGTGGACTGTCCCGATGACAATGGTCCCAAAGCCAGGTTGATGCTCCGCTACCCCGATGG
ACAGAGAGAGCAAATTTCTTTGTCTTCTAAAGCTAAACTTTTGGCCCTGGTCAGGCACGT
CCAGTCCAAGGGTTACCCTAACGAACGCTTTGAACTCGTCACCAACTTTCCTAGAAGGAA
GCTCGCCCACTTGGACTATGACATCACGCTGCAGGAAGCAGGCCTTTGTCCACAGGAGAC
TGTATTTGTGCAGGAGAGGAACTAGCCCTCCCAGACATGTTGGCCATCAGCTTGTCCATG
TCATCAATGTTCTCTGGTAACGATACTGGCTTCAACACCTGAATAACTTTCTTTTGGGGA
AGTTAAGCGGGAGGACCCCGGCTCTCTCTCTCCTCCATGTCTTCAACAGGACAGCTGATG
GACTTCTGCACATAACTCCACTAGTCTCCGTACTGACATCACACTGAAAACCCGATTTCT
TCGTAGTCCTTTTAAACCGACCAGTAAACTGTTTCAGATGTAAGCACTCTTTATTTTTTT
AATATTATCTGGTTTACTCTGATGCAGCTTTTTGAACTCTGAGGCACATCAGGACGAAAA
CAAACA



>CL4269Contig1
GGCCTCTGGAGAGTTCAGTTTATGCTCGCCGCTCAAAACTAAGACGGACGCCGTTATCTT
CAAGGGCTGGCTTCAGGAGACGTGGGTGAATCTGGCCATGGTGGACTATCCCTATGAAGC
CAGCTTCCTCCAACCACTTCCTGCTTTGGCCAATCCAGGTGGTGTGCAAGTATCTTGCTT
TCGACTCTAAAGCGTCCGACTACGATCTACTACATGGCGTCTCTCAAGCAGCTAAAGTCT
ACTATAACTACACTGGAAGCTCCTCCTGTCTCAACACATCGCAGACAGCAACCAGCAGCC
TTGGGGCTCTTGGCTGGACGTACCAGGCCTGCACAGAGATGGTGATGCCCATGTGCACAG
ATGGGGTGCAGGACATGTTTGAGCCTGAAGACTGGAACTTCCAGGCCTTTTCCGATGAGT
GTTACAGCATGTTTGGCGTCCGGCCGCGTGAAGACTGGGCCGGGACACTTTATGGGGGCA
AGGACATTTCCTCTCACAGCAACATCATCTTCAGTAATGGCGGTCTGGACCCGTGGTCGG
CTGGGGGGGTGACTTATAACATCACAGAGTCTCTGGTTTCCATCATGATCCCCGATGGCG
CTCATCACTTGGACCTCCGCTACAGCACCGACCTGGATCCGCCGTCTGTGCGAGCGGCCC
GGGCGCTGGAGCTGAAGTTCTTCCAGGAGTGGATCGACAAGACCAAGAAGAGAACGGGAC
GAAGCGGTACAGAAAACCGGCTTTGACAGGAACATTTCTGGTTCTATTAGACTCCAAAGT
TTGCCAGAGGCCATTTAGGACGTTTCTGTGGAAGGAAAACTTGAATTTACACTCCTATTT
TTTAATGCCAAACCGTAACATTTCAAGGAATTCATACTTTAAGTGCCAAAGAAACCTGCT
TTATTGCTGACGAGTTTTCAAAGAATGAATGGATTCCTTTTAGTTTTTCAAATGTTGTTT
AATTATGTCACTTCTTTCAGGGTGCTTAAAGCTTTAATTTGAAAACCATCAATATCTCAT
TTAGTCGATTGCGATCATTCATGCCGGTTTCCAGCTGCTCTCTTCCAGGTATGATTGTTT
TTCTACCATATTGAAGATTGTCAAATTTCAATAAGCCTCCGGAAAAACGCCTGGTACTAA
ATCTCAAACTTT
>CL4270Contig1
TTTTTTTNTTAGCCGTAGAATATATTTTCTGGAGAGCAGAGACTCCCAAAGTAATAAAAT
GTAATTTCACTCTCAAAGGAACAAGTCTGTATTTTAGGCCATTTTTGGATTAAAAACTCT
TTACATACATTTAATAAAACCAAGTTTGGTGAATATGTGCGGCTGGGTATAAAACACAAA
TCCACAAAAAACCGGGACAGGAAAGACGTCATGGAGAACACATCACTATGGAAAACCTTT
CAAGGAAAATATACATTCAAAAGCCACGTACTAGAACTTCAGTGCCTACAGACAGAGTTT
GGCCTTGACGGATCCGTCACGACGCCAACGGTGATCCAACGATGAGATGCTGCCATCCAG
TTCTCTCCAGCAACATTTACTGGCTCTAAAATCAAGAGGGGGGGGTCCTTAAAAGTCCAA
TTCTCTGAAACCAAACCAACTAAAAAGGAGGGAAAAAAGACGTGAAGGCACACAATCAGG
AAGGTGTGTATAAGACTCCCATTTCCTTTCAGTTCAACGTTTCCTTCAGACCTTAGAAAG
TGCGAGAGCATGCAAGTCAGGTGTGCGTACTGTACAAACATAGCCACTATTGAAAACCTC
TATTTTTTTTTATTTTGTTTTCTCTTTAAAACATCGTTTCTCCCTTAAAACAGGTGTGTG
TTGGATGGGAAGTGCGTCCCCGATCGCTGCCGGCGGATGGACTGTATCTTGGGGTTGGGA
ATAATTTACCACAAACTCCTTTACAGCTGCTATAAATACACTCTCAGAAGGTGGATGCGC
TTATAACACGCACACTTATGGACACACCCCTCCGTCGCATCCCAGCAGGCGTCACGCCGC
AGGGCGCCGTTCACGCACACGTATTAACATAAAGGCACAAGGTATTGCTAATGTTGTGGA
CGCACTGATCTGTGGAGACGTCCTTCCACCCATGCATCCTCTCGGTTCCTCCGTCAGGCA
AGGACATAAAAAAAACGACAAAAACAGATGCTTCTTCTCGCCTATTATTCATGCAAATCG
CTCACGAACACGTAAACAAGGTCTTCAGTACCGACAAGCGTACACCATTTGGTATCTTAG
CGCAGACGGACAGACACGCTCAGGGCAGCCGATGGGTAAGACTTCCAGGAAAAGTACAAA
TCTTAGAAAAAGCTGTGTGTTT
>CL4271Contig1
TCGGCACGAGGTGCAGCCGGTTTAACGTGTTTTCCTTAGATGAAGACTCCNATAATCAGT
TTATCTCCATCTACGAGTTTCTACAAACAAAAAAGATTTTTCTTTAGTGTCTGACGGATT
TGAAAGAGGGACGTAGAACAGAGTGAAAGAATCTTTCTATACTTGATTCTTTGTACCTGA
AGGTAAACAGATTTAGTTACTAAGCAGTTTTATAATACTTCATTAGGTTGTCTTTGCAGC
AGGTTACTCACCAACTCTATTTAACCACAGGTTTATTTGATCATGAACATAAGGAGAAAG
CAGGGATAAACCTATCAGATCACTTCCTGCTACGTTTGTTTGGTGTTTGCCGTAGAATTG
ACAGGAACAGCTTCAGAGCTTTTATTGTGAAGTTTTGAAAACTTGAACAGGGTTCCGACA
CTTGGCAAAGGAACAGACGCCTTACTGTGACTGGTTGATGTGGCGAGCGCCGGCTGTTTG
GTTGCTCCATCTTTCCTGTCTGCAGAGGAAGTCGTCAGGAGCGGGAGCAGCAGGTGTTTT
CAAATTAAGAGCCTAAAGTAGGACGTGAGGTCTTCTTTAAGGTCTGGTGGCTTCATAGTT
TGTGGTGTATTTCGGTTTCTCCGTGAATACGTTCTTTGAAATCATGACGGCGGCGCCGAT
GGGAGGAAAATCTCGTCTGCTCTCGCTTCAGCACGCTTTGAAAATCTGGGAATTATTTTT
GCAATTATAAGTTTGTGCCTCTTGATGCTTTATTTCTAGTGTGGACGTTTTATTTTGCAC
ATGTGGTTGGAGATTTGTCCTCTTTATTTTTACAAAACACATCCCAGAATGTGATTTTTG
TAAAAGTGTGTGTGCCGTTTTCAATATTTAATTTTGTTTACATCAGGAAGATATTTAAGT
TTTTAGATGCTGCTTTTATTGTGATGTGTTTATATGCTGTGGTAAAATGGAGATGAAGTT
TTATTTTATTTTATGATCCAGCGTTTGGGGCGTAAGCTTAAGGAGAACAAACAGAATCAT
GAACCCAACGGCTTTTTTTCTTTTCTTTTTTTCCTGCTTTGCTCATAAAACCGATCAATA
ATGCTTTCTGGTTCATGGATGTGTGATGTTTGTGCTTCTTTTCTGACCAAATATGTCATA
TTTGATAGAGTAACTTATGTACAGGTCAACATCATCTGCAGAAAGGCTTCTTGGTGCAGA
ACTTCATCTGAATCTGTTTAGCGGTTCATTCCCCGTTTTGCTACAATATTCCTCATTTAG



TCTGAACTCAAGAGATCATGTTCTCACTAAATTAATATTATTTTTTACATTTTCTGGGTT
TGTGCATATTCTTACTCGAAGTTTAAACTCTCCCCTTAAAGCTGAAATGTTGATGAAAAC
CTGAAGCCGTGTTTGTTTGCGGTAAAAGAGCAATGAGGGTTTTTTTCCAGCACTGCAGCC
GTCTTTACATGCATTCCAACTTGGTGTGATGCTCTGGTTATTTTCCTTCATGCATACTGA
TGTTTATATGAAAAATAAACTTATATTGTACCCAAAGTCAGACATGAATTAGATTTTAAA
CTCTGTAAAACTTGACCATAGTGCCCATTTATACCTGTAAATTTCCGGTATATTTTCATT
CAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGTNAAAAAAAAAAAA
AAAAAAAAAAAAAAAAACTTTGGGGGCGCCTTGGCCCTTTAAAAT
>CL4272Contig1
TTTTTTTTTTGATCTCTCTCACCTTTGGCAGTTTTATTGGACAACAAATATTCAAATAAT
ATTCCAATAAATGGGTCCAAAGTTAATCTTGCGCTCCCCAAAAGCTCAGAAGTAAAAGCA
TTGAAATATTCTACTTCAGGAAAATGTCTCACACCAGGTGAAACACAAATGTAACACACT
TTAATAAACTACTAGAACATACTGCAACTCCTCCAAAAGAAACCCTTTTCTAGCTCGTCT
TTGCTATGCGGTAAAGAAAAACTATTGAGTCTTTACAGTTAAACAGATGCCTTCCTTAAA
GGGTTTGGTATCCACGGAGACGTCTGCGCTCCACCGCCGTCTCTCAGTTGATCCATACAG
TTAGATTTCACGACACGCCAGCTGCTGGCTTCATGTAATGAAAGACCACAGATCACTGAA
GAGAGTACAAGCAGAGAAAAACAAGCTTTGTTTGGGAGCCGAAGCCTCCATCTGCAGCCG
TTTGCCGCCTCATTTCTTAGCAGGCACACCGTCCGAGTAGTCCTCCAGCACTCCAGCCAG
GTGGTTGTTGTGAGTTTTAAATTGTCTCTTCCTCTGCCCGGATTGCTTCTTTTTCTTTTG
AACCGTCATCACTTTCTTTGGTCCCGTTTCTTGCATGGAGGAGATGCCTTGTTTCTTCAA
GTACTCGTCAATTTTCTCTTCGTCTATGGAGTCTACAGGAACACTCCTCCACAGCTTCTG
GGAATTCTTCGTCTACCGTGAACTGGCAGTGCTTGTCGTTG
>CL4273Contig1
CATAACGCCGCTGCTGCTCGCTGCTTCTCTGCTGCTGCTTGTCCGAAGGAGAACTCGTCA
TGGCTATGGTGTCCGAGTTCTTGGGTCAGCTGACGCTGGCGTACGGAGGGGAACCTGAGC
CCAGATGTCCCACTGTGGTTCCGGTGAAGGACTTTGACCCGACTCACGATGCTGCCAGAA
TCGATGCTGCCATTAAAACGAAAGGAGTGGATGAACAAACCATCATCGACATCCTGACCC
GGCGAAGCTGCCAGCAGCGGCGGGAGATCGCCTTTGAATATGAGCGAATGGCCAAAAAGG
ATCTGTCCTCCGCCCTGAAGGGGGCGCTCTCTGGCTCTTTGGAGGCTCTGATGTTGGGTC
TGATGAAGAGCACCGCCCAGTTCGACGCTTCTGAGCTCAGAGCCTCCATGAAGGGTCTGG
GAACTGATGAGGAGGTTCTGATCGAGATGCTCTGCTCCAGGAGCGAAGAGGAGCTGATGG
AGATTAAGAAGGAGTACAGAGAGATGTTTAAGAAGGAGGTGGAGAAAGACATCGCCGGAG
ACACGTCAGGGAACTTCGCCAAACTGCTGCTGGCTCTGGTTCAGACAAGAAGAGACGAAC
CCTCCAACGTTGTGGACTATCAGAAGATCGACGAAGACGCCAGATCTCTGTACGAAGCCG
GCGTGAAACGGAAAGGAACCGACGTGACCACCTGGATCTCCATCATGTCGCAGCGGAGCG
TCCCACATCTGCAGAAAGTGTTTGAGAGATATAAGAGCTACAGTCCCTACGACATCAAGG
AGAGCATCAAGAAGGAGGTGAAAGGAGATCTGGAGAAGTCCTTCCTCACTCTGGTGGAGT
GCTTTGAGAACCGGCAGCTTTACTTCGCCAACAGACTCAACGACGCCATGAAGAGTAAAG
GAGCCAAGGAGAAGGTTCTGACCAGGATCATGGTGTCCCGCTGTGAAGTGGACCTGATGA
AGATCAGAACAGAGTTCAAAAAGCACCACAGGCGGTCCCTCTACCAGACCATAGCGGAGC
ACACCAAAGGAGACTACCAGAAGGCTCTACTCAGTCTGTGTGGAGGAGACGACTGAGGCT
ACAGACTCCGTTTCCCAGGATTCAGTGGAGCTGCTGCCACGCCTGGCGCTCCAACATGTC
AGTTTGCTGTGTTGTTTGAGGTCATAGCCACCAGGGAGCAGCAGAGCCCACCTCTGAAGA
GCAGCAGGTCGACCCCGAGGACTTAAGATGGTTTTCTGTGGAGTTAAAGAAAAAACACAC
ACCTGTTCAGATCTGTCAAACT
>CL4274Contig1
GAGGCCTGTTTCTCCTCACTTTGCTTAACCAAAATCTATTTATTTCCCTTAAAATGACTG
GATTTCTTTATGCTAGAGCATCCTTTTTATTAAACACAAAAAACTCCAGAAATGTATTAG
TGTTTTAAGATTTATGCTTAGTATAGCTTTTATTTTCTAGAATGAATGGAAACGTATATT
TTCAGAAAAGCACCTTATGACTTTTTTCTAAAAAATGGCAATTAAAAGACTTAAAAGTGC
AATATTGTCCAATTACTAAGATGAAATATCTTGGAGACCAAAGATGGACTAAGACCGAAG
CAGGAAACGTGCACAGTGATAGAAGAAGCGATGGATTATTTTTGCAACTCGAAAAATGAG
CTGCAGTATGTGAAATTAGTTGGCGAAACGAAAGTCGATAAAACAAAAATAATAAATCCA
GACTAGAGAAGTCTTGCAAGATTGTTCAGATTCTGCTGCTACGGCCAGATAAATGTACTG
TTCATTAAAGTAAATATACACCAAACTATTGCTGTCCAAGTTAGAAACACTAATAATGGT
AGCATCCCCTTGACGTTACAAGAGGCCAAGCTAAAAGTAGGCGGGGCTTAAATGCTCCGC
TTAAACCATAAAATCCACTCATAGTAGTGCTCAACATACTGAGCTGCTTGAAGGGTTTTC
CCAAAAAGCTAAAGTGACGAATCACTGAGGAGGAAACACAGCCTTTGTGCTTCCTTTGTC
AAAACAATATCTGTCTCAAACCTTTTTTAGCACACTTATTCCTTCTGGGATCCATGCTCA
ACTACCTGTTGTCTGTTGTTTTGTCATACATTGCAGTTATACTAGCTCATTCAGATTTTT
ATAATATGTTAAAAATTCATATTGATTCTATTATATTATATTGTTATCATTGTTATTACT
ATATGGGAACTTTAACCCAATAAGAAGTTTGTGTTTCTGCACTGATATCTTATTAAAGCA
TACTGATCCTACCCTCAAAAAAAAAA
>CL4275Contig1



CAGTGGTTTTTGCATATTTCTGCACAGCTGATACAGCTGAATCCCTCCAACAGCTTTTGT
CAGACGGCGGCGCTCCTGTTGAGCTGGAGCGCGCTCAGAGGCTCAAACATGCTGCTGCTC
ACAGAGCTCGCTCTAAGCAGCAGTTAAGAGAGGATGGCGGCTGACAGACGGGGTGGTCTC
ACAGACACAAAAACCTACTATTTGACACATGCAGACGTAGAAAGACTCCGTTTGCATCCT
GATTAAAAAAACAACTATTGTTGGGATTGTACAGGTGGGTCTACCACCGAGCCCTAGTAG
CTGCGAGCTGTGTGTTTGTGTGTTCAATAGGAGTCAGTCTTGTAACTGTGGTGAGCGTCA
GAGGTGAGCTGGGTGGTCTCTGTGGCCGATGACGGCTGCATGACGATCGGATCACTGCCG
TCTTTCTCCTCGGCGGTCATCTGCGCCTCCAGGTCCTCAGGAGACACGTAGAAGTCTGGC
TCCTGGTCCATCGGGGGCCGAGGTTTACATTTGCCGCAGCAGCAGTTGCAGCAGCAGCAC
AGGCAGCAGCAGCAGTAGCAGCCTGTTGCCAGGCAGCAGAAGGCAAACAAGGCCTTTGCC
CACCAGCTTGACAAGACAAAGTAAGTGTTGACATTCTCCTCTCCGAACTGTTCCGCCACG
TAAAGCCCCAGAGAGCCGTATTTGTCGTAGATGTTCTTCTTTGTGGGGTCGACCAAGATG
GAGTGGGCGTTGTTGATTTCTTTGAACTTCTCCGCTGCATCTGGGTTGTCCGGGTTTTTG
TCGGGGTGAAACTTTAACGCCACTTTCCTGTAGCATTTCTTGATGTCTTCTGTCGTGGCG
TTCTTGTCGACTCCAAGAACAACGTACAGAGACTCGCCGGATGTGGACAGAGTCCTCTGC
CTCTGATGGTCCATGGTTTATCTGCTCTCTCACTCAAGTTGCCACTGACCTCTTCTTCAG
CGCACGCAACGTTTCTCTGGGGTTTCTTCTGCTTAGTGACCGCCGACTATTCCTTTAATC
CTCGCATCCCCGTTCAGCCTGGG
>CL4276Contig1
TTTTTNTNTNATTTGTTCAAATTTATNAGATATTCTGTTATGTTCCATTGTCTAAATCTT
CGGTCACAGCGTAAAAGCCATGAAAAAGAAAAAATAAGAGAACTAATCTTTACATTCACT
ACCAATTCCCCTGATTTTGCCTCATTAGAAAGAGAAAATTTTGTACAATGTGAATCTTTG
TCTTCCAAAAACAAAAGTGAACACAAAAGAGAAACAGTAGATTCTGCAAGTGCTTCTTCT
GGATAACAATAAGAAAAACAGTATTTTGGACTCCGTCTTTTCCCGCCAGTCAAACTGCAC
CACACGCAGCCTGAATTCCTGCAGGGGGCGGGGCTCCCGTCGCCTTCGCACGCGCTCGGG
CCCGTCACTCCTCGCCCGGTGATCAGAGGTCTGGCTGAAGCGAGCGTGAAGGCGAGGCGA
GGCCCGTCTGTCAGCCCCTCTCCCCGCAGGCTGAGGCAGTTTCTGAGAAAGCGCCGCTCC
AGGGAAGCAAAAAGCAAACATGCACATCTAGCCGTTTTAGTCCCCCCCCCCCCCCCCCNN
CCAAAGGNAAANGGGGGTTTNNGGGGGNNCNTAANNCNCCCCCCCNTCCCCCGAAAAG
>CL4277Contig1
AAGTGACGGTGGTGATGTCATCCGAAGCGGCGATGGGGCTAGAAGCTTGGGCCGAAAATC
CGGCTAGAGTGTGCGTGATGCTGTCCAGGCGGCGGAATAACTCCTGTTGAGCAGCGGACA
TTTGTGAGAGGGCATCAGACTGACGACTGAGCAACATACCTTGTTGAGCGATGGCAAGGC
GGAGTCCCTCCGGGTCAGCTGAGTCGGAGGAATGGCTAGTTCGTTCTGTCATGATTAGCA
AGCGTGGTCGACTCAGGTGCTGGAACCCGGAAGGAGGCTCGGCAGGCAGTGAGATTGTCC
AAGGAGTGGTTGGAGGGTATTGTTGGCAGCAACCGCGTGATCCGAGACTGGGGTTGGAGA
ACGTCCGAGCGAGACGGCGAGAGGTGACCCGTGATCAGGTGACAAAGGAGATCGTGGTGA
CAGAGGAACACCAGGCAAAGGTGGGGAACAGGGTTCCCCAGGGTCCATAGGACCTACTGG
TCCACAGGGCAGTAAGGGTCAGGCAGGTCTTCCTGGAGAACCCTGCAAGGTCCAGTACTC
CGCTTTCTCTGTTGGCCGTCGCAAATCCCTTCACACCCAGGACGCCTACCAGACAGTGAT
CTTTGACACAGTCTTCGTGAACCTCCACGAACACTTCGACATGTTCGAGGGCAAATTCCT
CTGCCACATCCCGGGGATCTACTTCTTCAACGTCAACATCCACACATGGAACTTCAAAGA
GACATACCTGCACATCATGCACAACGACACAGAGCGGGCCATCGTGTACGCCCAGCCCAG
CGACCGCTCCATCATGCAGAGTCAGAGCCTGATGCTGGAGCTGGAACTGAGGGATGAGGT
TTGGCTCCGTCTGTACAAGAGGGAGCGGGAGAACGCCATCTACAGCGACGACGTGGACGT
CTACATCACCTTCAGCGGATACCTTGTTACACCTAAATAAGAGGAAGAAAGAACACCTTC
CAAAAAAATGAATATA
>CL4278Contig1
GGAGACTGGTTTTGTTGGAAAAACTCCACGACTACCTGGTCCTGTGCTGTGTGAGCCAGA
GCAGGCAAATTTGCACTCTTCTTCCAAGAGGTAATTGTTCCGGTTCTCCCTGCAGCCTCC
AAATATGAACTGCTCACATTTTTGGGAGGCAGCGTTGTAGTGCCAGCGAGGAAAAGATCC
ACGACACGGCCCGACTTTCTTNGGAGCCATGCAGTGATGCTCCGACTCCTGTGGGGTGAG
GACCAGGACAGTGAGGACGGTTGAATCGGTCTGACCAATGCTGTCAGTGACAGTCAGCTT
AAACTTATATCTCCCAGATGTCAAATTGGAAACAAGAAGCTGGTCGGGAAGGTTGGTTTT
CGTTAAGACAGCATGAGGATATTCAGTGATCATATCCCACTGAAAAGACTTTATAGTATG
GTCATCTTTGCTCTGGAAGCCGTTCAGTGTCACAGTTTCACCCGGCTGGACGACCAGGTC
GAAACCCGCATTGGCCTCTGGTGGAGTATCAACTTTTGTTGGTCTGGGTTCAACACTGAT
GTAGCTGGTATACACTGACTTCGTGATGTAACTCGTAAATCCCTGCTGTTTCACGAAGCG
GCAGACGTATTTGTTTTTGTACAGACAGTCGAACAGGAAGCAGGACTCGATCGGACCATT
CTCCTCATCTCCTCTCTTCATGAAAGCCAGGTTGCACTTTGGTTCCTTGCAGCAGGCGTT
GACGCACTCCTTCTCCTGAGACACTTTGGGCGCAGTGATGAACGTGGCCCCGTGTTTCAC
CGACTCATCGGTATCGAGAACAAAATCTTCCTTTCCTTTCTTGAAGTTGGATAAGCACGC
CTCACCCGTGTCCTGGCTAAAAGAAGAGTTTACCCAAAGAAATAAAAAAACAAGCGCATG
CGCGCCTCTCCTTTTAGATAAAGTCATTGTCTATTTAGAAGGAATCCTCAGAACTCCTCT



CAAATACAGCTCTGTGAAACACAGGAAGTGAAATTCCACTCCTGACGCCAGCCACTCCCT
TCAGACTGTTGTATCTCACAGCCC
>CL4279Contig1
GCGGATGTAAAGGGATCCGGCTGTGTCTTTTGTGCGAAAATCGCAAAGAAAAAGAGGGGA
CAAAAGATCCAAAGGCGGCGCATCATTTCATCTACAATCCTGAGACAAAGCTTGCTGTCT
GCAAAGATGCAGGGAGTGCATCCTTCTCGTTTCCTGGTATCTTCCTATGGGACGACTTTA
TATCTGAAGAGGAAGAGAAGCAGCTGATTAACTCAATGGACCAGGATGCCTGGAACCCAT
CCCAGTCTGGTCGAAGGAAACAGGATTTTGGTCCAAAGGTGAACTTTAAAAAAAGAAAAG
TGCGTGTGGGTGGCTTCAGTGGACTCCCTAGTTTGAGCAAAGAACTCGTACTACGGATGC
AGCAAGAGCCATGCCTGTCTGGCTTTCAGCCAGTGGAGCAGTGCAACCTGGACTACAACC
CTCAGAGGGGCTCAGCCATAGACCCGCACTTTGATGACTCCTGGCTTTGGGGGGAGCGAC
TCGTCACCATCAACATGCTATCAGACACCACACTCACCATGTCGCTTGAGCAGGGTCTGC
CAGAGCTGGGACTGTCAGAGGAAATTCATGTGGCCGTTCGCCTTCCACGCAGATGTTTAG
TCGTGGTTTACGGCGAAGCGAGGCATCGATGGAAGCACGCCATTCGCAGGCAAGATATTC
ACAAGCGCCGGGTGTGCAGCACCTACAGGGAGTTGTCTGCAGAGTTTCTGCCGGGCGGGC
AGCAGGCAGAGCTTGGAGCTCAGCTGCTCAAAATTGCATTGGACTTTAAAGGAATTCCAA
TATAACTTTTTGGATAAGTGCAGAGATAGCTGGAATGACAAAATTTAAGATACATTCTTC
ACTTTTGTTGAGTTTTAAATAAGGAAAGCCTTGAAAACTTTTTTCAGTCGTCTGTACTTT
AGCAATTGTGCAGTTAAACTTGACTGTAATTGANTCAAAA
>CL4280Contig1
GGGCGTTTTTTTTTCCAGTTTGTTCCCCTTTTTCTCAGATGCATGTTCTTGCCCCGCACG
TTTGGCACAAGAGTTTCCGCACAGTAAGGCGAGACGAGGATGCCGCCCGGAAGTATTCCA
CACGATGAGATGAAAAACTGAATCGGCTGGAAGAAGCGTTGGCCGTCCGCGCCTACGGGT
CCTTCTCCAGTCGCCTCCTGCGGACTAAGTCATTGTTCTTGGTGATAGCTGCAGCCGCTC
TGGAGCGAGGCCCTTGTTGAGTAAAATGGTAACCAAACTTCAATATGGGTGTTGTTTTCT
TCCAGCATCTTAGCGATCTCCATCTCTGCAGTGGTGCCCAGCTGCTGCCTCTGGTTGTCA
ATCTTGATTTCTGTGAGAGTGTCGTTGTCTCGCAACGCTTCGACTAAAGCCTGCACTCCG
ACGCCGGTGATGAAGTTTGACTCCAGGTTCAAACTTCTCAGCGACTTATTCTCTCGGAGC
ATGTCGCTAAAAGCCCCAGCAACGGGGTCATTACTGCGCGTTGCCGCCAGACTAAACTTC
GTGACATGCGTGTTCTTCTCCATTGCTTTGGCAAAGTCTTTTAATGTAGGAATAGGAATG
TTCTTAATGTTGTTGAGGTTGACTTCTTTTAAGGAGCTGTCGTTGCTTTTTATCCTCTGG
AGAGTTTCTTCCACGTTAGTGGGATTAGGAGGCTCGTCAAACACTGGGTTCATCTTCTCC
CCTTTGATTACATTGTTGTGGCCCTCTGTAGCTCCAGTCCCGTCGTACGTCTTATTACTG
GTGACCAGTGTGTGAACACCCAGGATCGCTGCTAGATCGCACAGCTCCGTGTCTGTGGCA
CTGGACAGAGCCTCCTCCAGCTCTGGATCCAGGTTTGTCACCTCCTCCTGACGGCTTTCC
ATTGGCTTTTCCTTAGGAACAAAAGCTTTGCCTTTTCTCTCTCCAGTGAAGGGCACTATG
TCATCTCTGTCTTTGTGCTCCATGGCTTCTTTCTCCAGGTATTTGAGAAGGCGGTCCCGA
TCATATGGTCCTGTAGTGCTTTTAGTCGTCTGGTCTTTTTGGCGTAAACCGGCTGGTAGC
AGAGCATTCTCAGGGTCCATCTCCTCCAGTGCGTTTTCCAGCTGTTTGAGCTCCTCCGCC
GACAAGTTGTTGAGGATTTCATCTTCATCTAGATCCTTGTACTTGCCGAGATCCTTCTTA
TAAGATAACGCCATGATGGCCTTGAATTGCTAAGAAACGCCAAACGGGGCCACGCGGTTC
TTGCTCCAGGACAGTGAGCAGCTTACTTAAGACGGTGCAGTATGTCTTAACCCGACGTTA
ACGAAACAGTAGATGACCCCGACACACACTGTTCCTGCTAGTGAGAGCGGAGACAGTTGT
CGGCTTCAGCCCC
>CL4281Contig1
GCCAGGCTTCGCTTCTGATCCGCCTGAGGACTTGGAGGAGAAGCAGAGGCTGGGCGAGGA
GCAGCTGGAGGCCCTTTCTAGCCGCCTGAAGCCGTGAGAGTGGCGTGGACACAAGCTTTG
GTCGTACTTGAACTGAAAACGTGTTCAGCTCTACTTTCCTGGTTCTGTTTGTCCAAGGAG
ATGCAACCCTTTGCTACAAAATGCTTGACAGAACTTCAGCCGGACCCACTTTCTAAACAC
TATGCTGACTCAGCAGAAAGACTGTTGAAACTGAAGCTCCAACCCCGTTCATCACACAGA
GCCAGTGCATCACGTCCTGTCCGTCACTATCAAGCCGTTGCCTTAATGTTTTTGTAGCTG
ATAATTATTTTTGTTTGAGAGCTGCTGTGCAGAACACGTTAGAACTTCATAAATGGTCGT
GCTTTTCTTCATGATGGCTCCTCAGTCTGCAGAAAACCTACAAGCTTTAAGATTGTAACG
CGGCAGAAGGAACGGCTTTAGGAGCCTCACAAGTACTGTATCATGCCAGTAAAAATCTAC
TGGTAGCCGGGCAGATTTCATCTTTTTGAATGCTCTTATATTTTATAATGTATTCAGATT
AAGAAGGCACTACAAACCAAAAAAGGTGAATGAAAAAAAAACGCACTTTGTAGATTTACA
TAAATGCACATTTCTTCAGTTTGGATCTTTTCAGTGAAAGTGTCTTTTTAAAAGGTCCAT
GAGAACAATTAACACAACTGTTGTTAAGATCATTTCATTCTTAATAGGAAGTGGGGTGTA
GTGACGTCATCGTCAGATCCTGATCTACGTGGACCTGCCATGGATTCTTAATTCTTAGCC
AAAACTCTTTAATTTTAAGGTGCAGATTTTCCATCAGAAGATTTCCATATTTTGTCTTTT
TGTTGCAAAAACAACTTTCAGTACTTGAAAATGGTCAAATAAGCGTCCCAGATCTGCTTT
ACCTCCACAGGGTAGACCTTTTTAGACACCTTAATCTTCACTTTACACAGCCTTGTTGTG
TATGAAATGCTGTTTTTTAAACCCCTTTGAATAAAGTGACTCCCAAATACCACCAGGAGC
ATCTTTGTTTGGACCTGAACGGTATCTGGGCCTCTTTCATGTGCCTTCTGCACATGCCTC



TAATTGTCTTCACGTTTGTGTTAACATTCAACAAAACATCTTGTGTAGTCAGGAAATACA
ATCTTGTTCCTCAGGAAATTAAACAGGTTGATTGTTTTGGTCATAACGAAACGCATTTAG
TCACTCAGAAAGGCAAAGACATTTGAAAAAAACAAGGTGAAACCTTAAAGAGGTTCTGAC
TTTCCCCCCTGTCTGCTAAGCAAACGTTTGTGCTAACGCAGGGCTGCAGCACTGGAAAGA
CTCTTTGTTTTCTGCTGGAAGTCCTAAAATATGTGAAAAACCTAACTTTATGGAGGCTGA
AGGAGAAAGTGAAGACAAGCTCTCACAAAGACCAGCACAGGGGTTAACCCTCATCTTCCT
TCTGGATTTGCTAAACTTCCCTTTCAGAGGAAGAAATATTTCAGCTACAATCAAAGGAGG
ATTTAATTTAAGCGTAATAGACACTGATGAGAACAGAAAAGACATTTCAGATGGCAGAAA
TGATGATGGACTCATTTCAAAATCCACCTTCTCCACTATATTTAACACCCACTTTCTCAA
GGGTTTCTGTTTGTGCCCATTTGGGGTTTAAATTTTGTGTTG
>CL4282Contig1
TTTTTTTTTTATAACAAAACTATTTATTTACAAGAACAGCTACAGGAGAATCTGGAGCAG
GTGGAGCTGCTGCTCCTCATGGGGTGGGGGCACCTCCTGTCATCTGAAGACCCCCCCACA
ACTCCCTCATCACCACGGCGACAGGGCGTCAGAGCGTCCACTTCAGACACCTGGTTTCTC
TGTGCGTGCTCAGACACTTGCAGCTGCAGTACCGCCCCCCGCAGGTGCTGCAGGTGTAGT
GGGAGGGGAACCCGCACACGCAGCAAAAGTGACGGGGGGGCAGCGAGGAAGGCGGGGCCG
CAGCAGACAGGTAGTTAGGCTCCGGCCTCTCCGACAAATTCTCCTCCTCCAGCAGGGCCG
TGAAGTTCTTCCTGAAGCGCTGCTTGAAGTGGTCTCCCCTCGTCTTCCTCCTCTTCTTCT
CGGGTTCCTCTGTCTCACTGAAGGCCGGCAGGCGGGCGGTCGGACCCGGAGGAGGGAGGG
AGGACAGAGGGTCGTCCTGGAAGTTGTCCTTCTCCAGAGCCTCCAGCTGCCGGGTCAGCC
TCCTCTGCCGGGTGGCTTCATCCAGAACCCGGCGCTGACCCGCCTCCACCCGGGCCGAAC
TTTTCTTCTCCAGAAC
>CL4283Contig1
TTTTTTTNTTCATGTCAAATGAAATATATTTCTTTAAAAATGAAATAACAAAAAGCAAAC
ATTTCATACGGCAGAGGTCATTTACACAGGACACGAAGAAAATACAATGGACTCTGGAGG
CGGTCTGACAGACTGCGTCACAGTTTGATCCCCGTGGGTTTGTGGGGCTAAGAGAACCGT
TGGTCCACAGGAGGGTAAAGAATGAGTAGGTGATGTGACGTAGGAGCTTCTTTTAGAGGG
TTAATATACACACACTGGCTCTTTATTGGTTCACTGGTGATGTAGGTACGCACCATAGAA
CATTTACACACACACACACACACACTTAACGGTGAGTCGCGGTCTCCCGAACAAACACTC
TGTAGAATGGGAGGAACGAGGGTTGACGGTTCAGATGGGTCGCACGTGTCTGCCTCCACG
AAGACCGGCTGGACGCCGAAGCGTGGGCGGTCCGTGATATGGGGGTGTGCATAGGTGTTG
AGGACTTCCCCCTCTGGGCTCTCATAAGGCAGTGTTTGAGTCTGTCTGTGCTTTCAATGC
TCGTCTTCCAAAGTCGGAGAGGAGGAGACGAGGGCAAAAGACCACACGTCTCTGTTCAGG
TTTGTGCAAACTTTGATGTAAACAGACCTTTCAGGGTAGTGGGGTATATGGTGTTCAGAA
A
>CL4284Contig1
AGAAGGAGAAACGGATCCTCAGGCAGAATGCTGAATGAAGAGCAGCTGTATTTTGTCACG
ATTTAGGTCTCACGTGTCTGAAATAAGAAGCCAGTAAGCTACAGACACAGAGGGGGGTGT
TATTAGGATGCTGAAATACTGTCTTTTTTCTCTCTCATTATTTTACGACATTAAAATTGT
TTTAGCGCTTATAGTTAAAGTTTTTGTTGTTTTTTAATTGTGGTTTAATTAGTCATTTCT
TGTCCAAAGATATGATGATACTGGTAAATTAAAGCTTTATGAAATGCGCTCACATCTTTG
TTTTAGTGAGCAAAAAGCTTGACTTGAACTGCTCTTCGCCGTACGCAGAGTTGCTTGGAT
TTTTGTAACTCAGCGGATTATTCGATGATGAGCGAAAGCCATATCAAACCCAAATGTTTT
AACCCTATGACTTCTAGCTGGGACTCCAGTTTTGTTTGCCTGTCAAAAAGTAACTGTGAT
GTTTAAATCCGGTCCTTCGTCTGTTCTTTTTTCTGTAATTCCTGCTTTATTTCTGACGCT
GTGTTTGGACTCGAATTACTGCTTGATGTGATTGTCTTCTTGTTGAAATGTTTTCAAGAG
ACGTTTCTTCTTTTGGCCACTAGGGGTCAGGCTTTACCTACTATACATCTCTATTTTTGT
GGTAAAGTTTGCTTTCATGTTACAATAAAAATCATNACAGAAGGAGCACTC
>CL4285Contig1
ATCAGAGAAAGCTNGTGTCAGAGGCAGAAGAGACAGTGAATTTCTACGCATCGATCTTTG
GTACGATGCAGCTGCTATGTCTGGTCACCTGCCCTCTGATTGGTTACATCATGGACTGGA
GGATGAAGGAGTGTGCTGATGCCACAGCTGTCTCTTCAGGAGAAGAGAAAAGTGGACCTC
AAAGAGACCGTAAGATCCAGAAAATAACCAACGCCATGAGGGCCTTCATCCTCACCAACA
TGCTGCTAATCATTTTTGGAATCTGCTGCCTTATCGAAAACCTGCCTCTACAGTTTTTGA
CCTTCATCCTCCACACCATGGTACGAGGCTTCATCCACTCGTGCTGCGGGGGCCTCTATG
CTGCTGTCTATCCATCCAACCACTTTGGCACCCTAACTGGCCTCCAGTCCCTTATTAGTG
CTGTGGTAGCTCTGCTGCAGCAGCCGCTTTTCATCATTATGGTCGGGCATCTCCATGGAA
ACGGCTACTGGATCAATGTGGGCCTGCTGATCTTCTCCTTCGCCGGCTTCCTGTTGCCAG
GTTACCTGTTCCTCCACCGTAAAAACCTGCTGAAAGAAAAGGCTGTCAGAGACAAGCAGC
CGGCCTGTCAGGAGATGCAAGCCCTCAAGCACGCTGAAGCCAACGGCCACAAACCTCACA
GCAATGGAGTCACTGCTACTGACGCCTAGACCTCCACAGAGTAGAAGACTGGGGGAACTT
TTTAAAAACAATATTTTCTTTTGACCAGAAAATTCTTTATTGCTGGTGTCAATGTTGCTT
GTCACCAAGGTATCTTGTTACCGTAGAGCTCGTAAAGGGACATAAAAAAAAAAAAAAAAA
AAAAAAAAAA



>CL4286Contig1
AGTTTANCCAATTTTAATGATTATATGATTTTTTGTCATAAACCCATGTGTTTCATACAT
TTTTTTAAATAACTAACTCACAACCAAATTTAGGGCCAAAACCTTTATTTGTGTCAGAGA
TGCACTTGTCTTTAGTCAGTTTCAGTTTTACAAAACTGCATGATCAGAGAGCTTTTAGGA
ATAAGATTCATGGAAGAAAAGCCGGGCACTCTGCAGTTAGCATTCTGAAGCCAGGAGGAG
ATGATGGAGGTATGCTGTTAAGGTTGGGGTTGAGATTTTGGAGTAGGGTTAGGTTTAGGG
TTGGGGTTGGGATTTGGTGCTGGAGCTGGAGCTGGAGCTGGAGCAGGGGCTGGTCCAGGC
GCTGGGGTTGGGGCAGGTGCAGGGGCAATATAGCACCCCTTCTTATGCCACTGCATGTCC
CGCACACGTCGGACGGACTGGATCTGAGGTTCAGAGGCTCCCCAGTCGTTCCAGTGCTTG
AAGTCTCCATGCTCAAACACATATTGGTGCCCCCTGTAGCCTGGATACGTGTATCCCACC
CACGTTCCACTAATAGCCTTTGCGCTGGCTACACGGTCCTGGAAACCATAAGCCCAAAGG
CTGGGGACATCATCATCAACAATCTCCATCTTTCTGCCTTCAAAGCCAGTATTCTCAAAC
AGGTGGAGCTTGTGATCTGCGCCATCCACTTTCAGGGGCCTAAAAGAACCCAGCGTGTAG
CTGCTCTGGCAGCTAGTCCAGGTGCTCCAGCGTGGATACTCTCCTTTCTCCAGCAAAAAC
TGATCTCCTGCAAAACCTGGAAGCTCAAACGCAACCCATGGTCCTGACTCCACAATGACT
GAGCCGACTCTTTGTGTCTTTTCCAGCACATCTTTGCAGTCACCAGACAGCTCCACCTTT
TTTCCACGAAAGTTCTCAAATTCAAATGCAGCCAACTTGTAAGTGGCTCCGGCTCCCCCT
TGGCCCTTTCCTGCAGGCAGCTGGTCTGAGGTTCTCTGCTGTTCTGTCATTTTCTCTCTG
AATGGCTTGTGCTTGACTGCACCCCTAACAAGCCACGCTTTCCGTCTTTCCGCTCTCTTG
TCTGCTCGTCTCAGTGTGAGGGT
>CL4287Contig1
AGCATCTCTGGAAGTCCTCCTCTGCAGCAGGAAGATATTTGAAACTGCTGCCGTCAGACT
CAGACTGTAAACAGGTTTCCCCATCAGTGTGTGAAACGCACGCGCGTCTTCTCTCTGCAG
AAGAGGCCTCCATCACAGCAGGGAGCCAAACACGTTGGTGTCAGTTCTGTTTATTCTACT
GGCTGGGCTGTAACAGCTCTGCTTGCATCAGCAGCACAACGATCACATGAAGCAGAGGGC
AGCTTTGAACCGGCGCCACGCCGTCATCGGTCAGCCGGTCACCCATCAGTTCTGTAGTTG
TGTGCTTCCAGGAATGGATGAGGTATTTTTTGCCGGTTCACGCCCAAACTAACAGATCTG
TTCCTTTTCAAAGGTTCATAAAAAAAAAACTATAAAATCAGTCAACTCTTCTTCCTAACA
AGCGCTCTGATTGGCTGCTGAACACTACAGGAAATAGCAAGGACATTTTCAAAATAAAAC
AGATTAACAGTCAGTGTTTCAGCTACAAATATAAATAAAGTCCCATGACAAAAATCAAGG
TTTGTAAAAAAATTTGCGCTCGAGCCCTCGGCCGTTTGAAATGATTTTGATTCTTCATCC
TTAGTTCAGAACAGCAGCTCCTCATGTTCAACCACGAGAGGCTGCGGGGTGCGAGTTTCA
CCTCCACAGGAAACCGTTTGCATTGGCTGGCATCAAGTAGCAGATAGCTCCGCCCCCCGG
CCATAATGCCCGGGTTTANCGGCAGGCGCG
>CL4288Contig1
GGATAATTATGTAGCATTAACATACTTTAGAAAATGATAGTAAAAGCATACTCAATGTTA
TTCCCATTGACCAAAGCACTTGATAGTGAGCAAAACTACATCCCCTGTTTAGTGTGGTCA
TTGCATTTGGGCAAAGGTAGGGCAAGTTATGTACACCTGCTGATACGCTGATCAAATCAT
AATCTGAAGTACTGTATGTTATATTCTGTTACTCAAAGAAGTATAAGCTTTTTGTATTCT
ATATATATTTTTTCTATAAACATGCCACAAGATGAAAGCTTGAAGAAAGTGCAATCCAAC
AGTATTTCTATTGTTGCAATGTATAATGGCGGCAGCAGCGGTGGAGACGATAATGCTGTT
ACGATGATGCTGTTAGGGGTCGGCATTTGCCACAGAAATGCACTCTCCCTGGTGGTGTTG
ATATAGTGTGGCCTCCGATGTTTGCGTGAACTGCCAGAGGTCCGGAAGTATCCTGCCTCC
ATTACTTGAACTGTGGCATTGCTCTGGCTATGAATGTTTTTCATGACATGCAGCCTGCAT
AGCTGATGAGGAAAGGAATCCATGTTGATCTTGGCACATTTTTCAAGTTTGAGGACAATA
GACACTCTGTATAGAGATGCCATAAAATGTAGTTCTGACGTTGGTTTGGGGAAGGAGGTT
AATGATGCCTCTTGAAAAATATTACTCTACTGGAGGACTGAGGAAACTCCTCGGGTGAAG
CTAAGCAATGTGAGATCTTGACCTTTTTCTTGCTGAAAGACAATAAACTAAAGAGAGTTT
TGACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>CL4289Contig1
TTCAACAATAAAAACAATCCAACCCTCCGACTGGATCGCTTTATTCCCAAACTCTTGGGG
GTTTTTGGGGCTGATCGAGTCCCTTCGACTGATCTCTGACGTGATCCGTCACTGTTGCCG
TGGAAACAGCAGCTGAAAACACTTAGACGGGACTCCCTCTGTCCTCCTCCTCCTCATCTG
GACGCGTTAGGACTTCTCCCGAGGACCTTCAGCGGGGGTGAAGCCTTCGGTCTGAATCCT
CTCCTTGTACTTCAGGAAGTCCCTCCTCTTGCTGAAGTACCTCACCCACTGAGCGGGACA
TTTGTCCTGGAAGTGGCTCTGCTGCTTCTGGCAGGCCTCGGCGCTGTCGTGGTTGTCGTC
CAAGCACTTCCACAGGAGATCCCTGGCGTCCCAGCAGACGCGCCGCTCTGCGGAGTTTGG
AGCCGTCATCCCGCCGGAAATGATCAAAAAGCAGCGATTGTTTGGTTTTTGTCACCGACG
AGCCATAAAAACAAAACTCTAAAGGGATTTCTGTGTGAAAAACTAACAAAAATAAAATCC
CTTTTGTAACGTTTCTCTTAGGAAAGTGAAGGACGACAGCACCTCGTGCCGCTCTCTCTC
TCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTNT
>CL4290Contig1
CAAAAAAGAAATNCATGAATATAATCTATAATTTATTCTTTCAGTCCTGTTGCTCGTCTT
TCCTCCCGTTGTTCATCGTTTCCCTTCTGCTGATGCTTTTCTGCCTGAATTATCTTTGTC



TCCAGCAGCAGAGCCGGTAAACTGGATGCTCCGTACGTCTCTCTCTCGGAGGGATGCTGC
CGCCGGTACTCCAGGTATCGTCCTGTTAGCTCTCTCATGTCACGGAGGAAGGCCTGACCT
CGCCTCAGATCTTCTAATCTTTGTTGAAGCTCGGCTTTCTCCTTCTCCAGCAATCCCACC
TGTCTTTGTGCGCGCATCAGCTCGTGCTTGACATCCAGCAGTCTCTGCGTCTTTGTGCGG
ATCAGGGAGCCCACCTTGGCGTTTTCTCTTTTGAGAACCCGGAGCTCCTTAGTGGAAGAG
ATCTTCTCCAGGAGTTGCTCTTTGACATTGTTGGAGAAACAAGCGATGGACTTCTTGGCT
GCTGAAGACTCCACAGACTCCCTGTAGTCTTCACACATGTTGAGGAAGGCATCCAGCACC
ACCTCCATGTCTGTGACTGCTCCACTCCCAAGTCTCCATTTTGGTTCATCAACATTTACT
TTCCCAACTCCTTAGCTGTTCCACCTGAAGAAGACCTTCGACGTTTAGCCCCATCAAGTA
AAGACCTCCTGGTTCGGCCCAAACTAAGACTTTTCGTCTTCTTCGGACTTGGTTGCCAGC
TTCCATCTTCGTCTTTCTCATCCTCAGATGACAGGATGCTTCTGCGTCTCCGCTGGGCTG
GTTCAGAATCCGATTCCTCCTGCGATTGAACGTCACTGGTTCCTCCACTGCTTAGTTTCC
TTTCTGGATCTTTATTTTTCCTCATCTGCTGGATTTTCAGAGCTCTTCCTGCAGCCACCT
GCCCTGCAGTTCTCCTCTTGGCAGGCTTAATTCTAACTGACTGAGAGCTTGATGATGAGG
TGGCTGGGACGTTCTCCTTTTTTCTTTCGTCGGTGTGCTCTGCTGTTGCCCCCTGAGGAC
TAGCCTTTATAGTCCTCCTTCTTTTCTTCTTGTCCGTGTTTTGCTCTGAGCCGCTTTGCT
TTGTTTTTTTGCCGGTCTGTCCATCTTCCAGAACATGCAAGTCCTCCTCCACGGCGGTGC
TGTGAAGAGGCATTCCGACATTGCGCTGCAGACCCTCCATAAAGCTGGCTTTGTCTACGC
CTGAAAGGGTGGAGCAATCCGCCTGATCCAGAGACGTCTTCTCCATTTGGCTTTGTTTTT
GCGGCTCTGGGAGAACCTTTGTTCGCCCTCGCCCCTTTTTGGCACTCATTGGAATCTATT
TTTTGACCAGTTCACCAGACGTGTTGTTGACATTTGTCTCCCCCGGCCATAATGCCGGGT
TTA
>CL4291Contig1
GCAGACTTTGTCATCACGCAGTTGTTCTTCAGGGCAGACACCTTCCTCAAGTTTCTGGAT
GACTGCAGGGCCATCGGCATCACGTGTCCCATCTTACCTGGAATTTTTCCCATCCAGGGT
TACCAGTCTTTACGTCAACTAGTAAAGCTGTCAAAGCTCGAGGTACCAGAGGACATAACC
AAAGTCATCGAACCCATTAAGGACAACGATGCTGCGATCCGTAACTATGGAATCCACCTG
GCTGTGGAAATGTGCCGCGTCCTGCTGGAATCTGGAAACGTACCGGGCCTCCACTTCTAC
ACGCTGAATCGAGAGGTGGCCACCATGGAGGTGCTCCGACAGCTGGGCCTGTGGTTAGAA
GATCCCAGGCGGCCTCTTCCCTGGGCAGTGAGTGCCAATCCCAAGCGGAAGGTGGAGGAT
GTTCGGCCCATCTTCTGGGCTTCCAGGCCCAAGAGCTACATTTACAGAACCCAGGAGTGG
GATGAGTTCCCCAACGGTAGATGGGGAAACTCCAGTTCTCCGGCGTTCGGTGAGCTGAAC
GACTATTACCTTTTCTACTTAAAGAGCAAATCATCGAAAGAAGCTCTTCTTCAGATGTGG
GGTGAGGAGCTGAAAAATGAACAAAGCGTCTTTGAGGTCTTCACCAATTACATCACAGCT
CAGCCAAACCAGAGTGGACACAAGGTCATGTGTTTACCATGGAACGACGACCCTCTGGCT
CCAGAGACCAACCTCCTGAAGGATCAGCTAGAAAAAGTGAACAGACGAGGCGTCCTTACC
ATCAACTCCCAACCCAACATCAACGGCAAACCCTCCACAGACCCCATCGTAGGCTGGGGG
CCTGCAGGAGGATACGTCTTTCAGAAGGCATATCTGGAGTTTTTCACCTCGAGTGAAAAT
GTGACTGCTCTGCTGAAGGTGCTGAAGAAATACGAGCCGCGAGTAAACTACCACATAGTC
AATGTGCATGAGCAAAACCTGACCAATGCCGCAGACATGAGGCCGAACGCCGTGACGTGG
GGGATCTTCCCCGGCAGGGAGATCGTTCAGCC
>CL4292Contig1
AAGTCTTAACACAAAGCGTCCCGTTTCCACAGAGTTCTCTCAAACCGCACACAGAAAAAT
GAACAAATGTGAGNAAAAATAAATGCTGTAGGAAGGCGACATCTGCCATTCAGTGTGGGA
CTACGGTCACAAATGAAATGAAAATGACGTTTTTGGTCAAGTTTAAAAAAAAAGAAAAAT
ATTTAACAGAAAAGTTTCAGAGAAAACCTGTAAAAATCCGATGTGATTACGCTTTGTCTT
TATGAACACATTATCTGAACCGATCGAACACGTATTTCCTCCGTTTTCCAGTGTCTAAAC
ATCCATGAAGTAAACCTGAATTGTAAACATTTTTTGTCTGAAGCCCAACGACTTTTTGAA
CGTTGTGCTTTTTAAAGTCAAATATAAATATATATTCATATTTTAGGTTGTGGGAGGTCA
CAGGGTCAGATTTTCCCACAGATTGAAGTAAAGGAAACTGGAGATGGGTTTTGTTTTTTT
GTTTTTTTTTTTGGGGGGGGGNCTTTNCCCCANAGGGCTTAGCCAATAATTAGGAANCTA
ANCTACCCNCNCTANCCANCTAGCTAAAGTNCTGGCNCNCNTGAAANCTAGGACCCCCCC
TTCNCCTAACGCATGTTAATGCNGGCCCNCCTTCCNCGGTTTTGGAACCATGAA
>CL4293Contig1
TTTTTTTTTTGACAGAAGAGAACTCTTTTATTGTGAAACTACAAAAACGTTCATTTTTCT
GATGACTTCTGTTGTGTGCTGGTGAGATATTTACATTTCAGTGTCCGAGGATCACATTCA
CAGCTTCTCTGGACAAACACAAACACACCCACATCCAAGAAGTGCAATAAATACACGCTG
CACGTCTGTCGCGGCGTCAGCTGAGCGGCCGAAGAGTCATGGAAGGAAAATGGAAAAGAG
AATTTGTGGAAAAACGGCTCCGTTTCTGCTTCCCAGAGGAAGGAGCTCCTTTCCAGATGA
AAACAGGTGTTTTTTCTTCTCACCCTCAGACGTTCTAACGGCTAACAGTGTTGCAGCTCC
GCCTGAGGGGCCCTGGCTTCGGCTTCCTGCGCTCACCTGCAGGAAGTCGCCTCACCTGAT
CAGTCAGAACCGTCCAATCAAAGCTCAGCTTTTGCCTGTTTGAATCTTTTCTGAGCTTCA
AGTATGAAATTAAACATCCAAAAGGACTCCTGGTGTTCCTCAGGGTTCTGAACTTGGACC
AGTGAAATGTTTTAGTTAACAGCGTCATCTGGAATCAATACGTCTGACCTACAGGACGAC



ATCTG
>CL4294Contig1
AGAAGTTCATTTTTGCTACATTTCAGGATCCAGTCCCACCACAAATGGAANAATAAAAGT
CAATGAAGGAAGTGAATGCTAAGCTTTTCATGTAAAAACAATAAACCAGAATGCCGGTAT
TTGGATTTTTAAAAGTGCAAAATTACNAAAATGGTTTTCTTTAGTACAGATTTGGAAAAA
AGACAACAGCCTTGGATGTAGAAACAAGGGAAGTCAAAAAGCACCAGTAGTAATCTTTAT
GTTTTACAATAGAAGTAANAAAAAAAAAAANCCCCTNCCGGGNNNTNCCCCCCNGAAGGA
AAAGTAAAANCNCAACNGGNNTCNGCCCCCTTNCCTTAGGGNTANCNGCNTTNGAAGGNC
GGCCCCCNNAAAAAGGNNNAACCCAANCTTTGAAAATCAGGGCNCCCNNC
>CL4295Contig1
ACCCGGGCATTATGGCCGGGGAGTAAAGGGGAACAAAAAGGCGACCTGACAGCGGTGTCT
GTACTCCCTCCACTTTCTCCGGGGTAGTCACGAGATTTCAATGTTCAGTCTGTTCTTTGG
TTTCTGTGTTGACTCTAGCCGAACCTATATGGCGTGTGTGACCGGAGAGTTCTGCCAGGC
ACAGCACCTCACCTCAGCGGAGAAGTGAACCGGCCGCACTGTAAAGGACTACGCTACCCA
GAAACCCCCCTGACCGCCAGCACAACAGGAACTGCTGATTTATCCAAAAAGCTCCTTGGG
ATTTTGCGTAGTCCTTGGCCTGACTGCCCCGACTTGTCCCAGTCAATCTGAAAAACCGCT
GCTTTCTAATTTCTCCATTACCAGCCAATCACAAACAACTCTCCTGAATGGGGTAAACTC
ATTGGATCATTTGTGGAAAGCATAATCATTTTTTTATATACTTTTTTTTTTTAATTTAAA
GAGAATTTTTTTTTTCCATTCTGTTTATTCACCCTTTTTACATCCCAGATTACTGTGGAC
AATTTAATGGTTTTTGTTACCTTTTTCTGTGCATCATCCCACCGTGAAGACTTGTTCTCC
TGACTCATCCTCCCCCACCCGTTGTCATTTTTATTTATTCTACCTTTCTCCTATCAGTTT
TTGCTGACTTCTGAGCCAAAAAAGAAATCACTTTTTGTAAGATTTTTGTATTGTAATTGT
TTTTTAAAGCCGTCTCGCCAACATGAACCGCCCTGCAGCAGTCGAGATTTCCTACGATTG
CATGACGTTCCTCATCACCCACAATCCTACCAATGCCACACTTAACAAGTTCACTGAGGA
CCTGAAGAAGTTTAAGGTGAATACACTGGTGAGAGTATGTGAAGCCACTTATGATAAGAC
TCCAGTGGAAAAAGAGGGAATCCATGTGCTGGACTGGCCCTTCGATGACGGGGCCCCTCC
CCCCACGCAGATCGTGGATGACTGGCTCAAGCTGCTCAACACCAAATTCAGAGAGGAACC
TGGCTGCTGCATTGCTGTGCACTGCGTGGCAGGGCTGGGCCGAGCTCCAGTTCTGGTGGC
CTTAGCCCTCATCGAAAGCGGGATGAAGTATGAAGATGCTGTTCAGTACATAAGGCAGAA
GAGACGTGGAGCCTTCAACTCCAAACAGCTTCTTTACCTCGAGAAATACAGGCCCAAGAT
GCGCCTGAGGTTCAAGGATAACAACAGCCACAACTGCTGCATGCAGTAGGCTCTTTCTGC
GCCGCGGCCTAGTAAGCGTCTAGTCAGGAATCTTCCAGCATGGAGATTATAAAATAAAAG
AAATATTAAGAGTGCTATCAGTAATTATTGTGATGAATTGTTAACACTGAGTCGTGGTGA
ATTGATCCGAGCAATTGAATCCAGATGTGGGGATCCACCAGCCGAACCAATGAACGGAAG
GTCAAAGCACACAGAAAGGCCCGCCTCCTGCTTCTAATGTTCTACACGGGGCCAGAATGT
TTCAACTCAAGTCCATCCTCTTTTTAGTTTTGTATGTTCAGTTGAAATTATGGAAAATTC
TATTTGTTTTTTGTGAACTTTTACACAGACATGGTGATGGTGGACGAAATGTTATTGTCC
TCTGATTTCCACTGATTAGGCCAAAAGAAGAGGAGAAAAGTCCCTTTTTAAAACTCTTTT
TAAACTTTGAACACATTGTGACT
>CL4296Contig1
GGAAGTGCTTCCTCTCCTTCCGGTCCTGTCCTCCTGTTTTCTCCTTCTTATCTCGTTTCC
AAGATGCTTTGCTCTGTATCATCCCGATAACAGCTGCTGCTCTGGTTCTCCATTCTCCTG
CTGGACACAAAGTCGCCCCCCTCAGAAGAGGAGCGCTTCCTCCTCGCCGCCTCTGGAGCG
CCGCTGCCTCCGTCCAGCTGCTGGTCAGAGTGGTAATACTTGATGTGGTAGTGCAGAAGA
CTCGCCTTCCGGAACGACTTGGAGCAGCCGGCAGACGGACACTTGAAGGGGTTGTGGTCC
AGCTCAATAGAGAGGATCGGCGGGGGCTGGTTCTTAATGACCCGGTACAGGGGCTCTCTG
CTGAACTTGTGTGTGGTGGGTAAGTGAGCCTGACGCTCCAACAGGACATCTGGGTTGATG
TGGGCGGGGTTAGGAGGATCTGACGGGTTGGAGTCAGCTGTGATCAACTCAGCCTTAACG
TCGCTGCCTCTGCCATCGTCCGGTTTTTTCTTTGGAGGTGGATCAGAGTATGGGGGAGGG
GTGTCCTGCTCCCGTTTTCCCCCTTCAGCTTCGTCTGTCCCCTCGAATTCCATTTTCTCC
TGAGCCCCCTCATCTCCTTTAGTCTGCTCTTCCTCTCCTGATCCTTTGCCTTTTACCTCG
CCATCTTCCTCGCTTTCTCCTTCCTCCCATCCCTCGCTTCCCACAGCATTTCTCTCCGCC
CGCGGCTTTCTCTGGAAAGGCTTGACCTTGGCGGGCTTCACGGTCCGAACCACGCCGTCG
TAGAATCGCACAGTGTAGGACTCATCCTTGTTGACCCGCAGAATCTTAGCCGGGTAGAAG
CGACAGTCGGTCCAACAGGCCAGAACCTTTGTCCCTGTGACAAACATCGGTGTGGACTGC
AGCGGACTCAGGCCCTGCCGCCTCAGGCTGACTCGCTCCAGCGGACGCAGGTACGGCGAG
TTCCACTGAAACCATTCGTTGTGCCGCCGGCTCCACTGTCGGTAGTGGATCAGAACCTGC
TCCTTCTCGTAGTCGATCCTCTCGATGGTGGCCGGGTACCATTTCTTGTGTGGATCCCGG
GCCTCCAGCTGAGCTCCAACCTCAAATTTAATTCCAGACCTGTCTGGAGGAGTCTTCATC
TCTGTGGTTACTTGTGAGCTGCACTCTTTATACTGAGTGATTGCA
>CL4297Contig1
TTTTTTTTNTACTNTTCTGAGTATTTCTTTATTCAGTTATTGGGATGTATCAGATGAAAA
AATGGCAAATGAAAAAGCAGACCACAAGCTAACTGCTGCAATTGCAGACGGACAGATCCA
TGTTCGTCTTTATTTTCCTCATCCGAGCTGGCATCTGGTTCAAAACTGTATACCCGGATA



ACTCCAGCACCGAATGGTCAGGGGCTGTAAGTTTGGCAGGTGAATATAAACAAAGGGATG
ATGGGATATCAGTGGAGGCTCTCGTTCGTGCCAACAGTCCCACCCATATCAGGGGAATTT
CTGACGAATTCCTGCTGTTCGGGACTTTAATAACGCCAAAAGCTGATTTTTATTTCCAAA
TGTTTTAAAAAAAGCGTCCCATTTCGTATTTAAAAAAATGGCATTACACTCGTAGTTAAG
CCATACTGACTGGTGGAGCAGTCTTTCCTCTGTGAGGGCGGGGCGCCGCTGAAACCACTC
ACTTCAGTCAGCTGCAGCCATCTTGCTCAGCGCCTCGGGTTAGAACATTTTAAAAATTTA
AGTCGTTAAACTTGTTGCAAACCCCATTTTTGCTCAACAAAAAGGCGTGGAATAAAATTC
CAAAGAGAAATACTTCGAATAAATATAACCACGACGGAGTCTGATAAAAACATTCGGTGA
AAACCGGATAGCCTCGGTACGATGTTGTACTCC
>CL4298Contig1
CGGCACGAGGGTGACAGGCAGCTCCGCGGCCCCGGAGGGAATGAAGACGCTCTGTCCCCG
CAGGGCCACCAGCACAAGCCACGCAAGATGACTCGGAGTCCCAAATGCGCCCGCTGTCGC
AACCACGGCGTCGTGTCGTGCTTGAAAGGCCACAAGCGCTTCTGCCGCTGGAGGGACTGT
CGCTGTGCCTGCTGCCTGCTGGTAGTGGAGCGGCAGCGCGTCATGGCAGCGCAGGTCGCG
CTACGGAGGCAGCAAGCCGCGGAGGTGAGAAGAGTGCCAGGACAGAGCAAAAGAGGGGTC
AAGTGTGCAGCTCCGCTGAGGAGAGCAGCATACCATTGTTACTCCAGAGCAGCCGAGCCG
AGCATCATGACCAAGAACACGCTGCAGGGGCTCAAACCAGCAATGCCTCCNGAGGTCAGC
ACGTCCCGCTGGTCGAAGCAGCCACAAAGGGACCACTTTCCGTGCGCCTCAATCAGCGCC
CGCATGAGGAAGAGGCGGGCTTTTGCCGATNAGGAGCTGGAGAACACCATGCTGCAGCGA
GAGCTGAGGCAGCGAGAGCTGCAGAATGATTATTCTTTCTCCGCCTGCACACTCTTCCCG
ATGCTGCACCTCCCAGCTCTGCCAGTCTCCTCTAGCCTCCCCGGTTACCCTCCCAATAAG
GGCCCTTCGTCTGCAGGGATCTCCAGCTGTTTGCCTGTGTATAAATACAAGCCTCTTTAT
GAGAGTGGCCTTCAGTTTAATGAGTTCTTCCACCTAAAGAGCAGGTCCTTCACAGGAGGT
GACTCTAATGATATCTTGTTATGCCAAACCTATGAGCAACTCCAGGAGGAAAAGAAAGTT
CAGAGTGCTTCCAAAGACAGAGGGAAAATCCAGCCAGAGGTCACTCCTCTTCCACAACAA
CTCATGAATGAGGACAGTGTCATGTTGTGTGAACGCTCTGCAAAAACTCTTTTGAAACTG
ACAGAAATCGTGGCGTTTGCCGATTCTTCAGCACATCCAAGCTCCATTTGCGGATCAGAT
CAGGCTGTCCCGAGTGAACTAGACATCAGTTCACCCAGCAGGATTTTTGATCCAAGACCT
GCGACAGCCAGCAGCTGGAATTCAGACACTACTAACAGCCAGACAGGTCTTCACGCTGAC
ACTGTCAAGAGCCCTCTCAGCGGCTCGGTGAGGACACCCACCATGAGGCCATTACCCTTC
TCTGTGGAGGCTCTGCTGAGGGCCTGACAGGAAAAACAGGAAACTACATTTATTGCACTT
TGTTATGTATGTACTTGAATCTAATGCTATGAATACAATATTTCCAATTTGATAAAAGCT
TTTAGTAAAAAGTCAGATGCTTGATATATTTTCTTATTTCCTTAAACATATCAGCTCATT
TTAGTCTTGCATTTTTATGTACGAGCCTGATTTCATCATGTTTTAACAATTGTTTCCTCG
TCTAGTCATAATTTTCGCTTCTTCATGCAAAGGCAAGGCACAGAATAGCCATAAAGAAGA
CTTGATTAAAAAAATAGCAAGTA
>CL4299Contig1
GAGGCTGGATCGACAAGTCCAGACTACGCCAGTTTATTCTGGCCTGTCAGGATGAGGAGA
CGGGAGGTTTTGCTGACAGACCAGGAGACATGGTGGACCCTTTCCATACTCTGTTCGGGG
TGGCTGGACTCTCCCTCCTGGGCGAGGAACAGGTCAAAGCGGTAAATCCGGTGTTGTGCA
TGCCAGAGGACGTGTTACAGAGGATCGGCCTGCAGCCGGACCTCCTCAGCTAGCCTCCAG
ATGCTCGGCATGTGTACGTGATGCTCCTCCGACCTCCACGCCTGGACAATGGAAGCAGAG
ACAGAAGCACGTTTCTCAGCCAGAGTTGAGTTCATTCATTGAACAAACGAGGAAAGTTTC
CGTCATTCAACATTCCTGAAGCTCTCCACTGGATCAGTCCTGGAACATCTCTTGTCTCAT
TTCTGTCCTGTTTTTGTCCTTTTATCTCCGTAACAACTGCTGACCATCTGACATGTTGCT
GTGGAAAAACCCCTGATACATTTAGTGAGGAAACGTTTCAGGAGAGGGCGACAAATCTAT
CATTTTTGATGTTTTAGAAGCTGAGACTGCCTCTCTCTGTTGTCTCATGTTTCTGCCTTC
ATGCTCCTGCAGCTGTGTTCATGGGCTTCAAAGCTGCAAAGACTGTTTCATGTCACTCAG
CTTCAGAGAGTGTCGGCCGGCCTCAGAAGGCTCCGTTTTGATGCCACCTTGAATGTCTTC
TCCACACTTCCAGCCACTATATTTATTAAAATGTGTCACTCTGTGAGC
>CL4300Contig1
TTTTTTTGTTTGAAAAATGTTTATTCAGCATCAACAAAGAAGGAAATATTAAAGGGCTTA
CATAAGCTCAAAGCTCAACTAATCCACAGACGGACGGATGTTTAGGATCCTAAAAATTAA
TATTAGGCCGTCAAAAGTTAGAAAGGTTTGCTATTTAAAAGTTTGGAAAACAGAATAACA
TTAAAGTACTTATTTAGACAACCTAAGGAATGAAAGCACAGACATGAGGAGGCTGGGACT
GCGCCGCAGCTCAGAGGACGAGCAGCACTTCTGCACAGCTGGATGTTTGGGGAGGATGGA
TGGATGGATGGATGGACACAACTACAACAGGCTGCTTAGAAGAAAACATTAGTCAATATC
CACAGTGGCACACCATGCTTTTATAAGCCCCTTAACAGACTACTATTTTACAAAAGAGGA
GGATACAGCAATACAATATGTGTACAGACAGACGGGTTTCTCTTTTCCAGTTTGCAGATA
TCTCATTTACAGGGGACACAAGTTTCACCAGTTACTGAAGTGTAGTTCTGCGAAGAGTCT
ACCCAGAACCGCACTGTCCTAAGCTAAGCTACTACATTTCAGAGGTCTAAAGGACAGAGG
AGGAAGAGTTCTGCTGCGCAGAGACTTTCCTTCATCAGCCGACTGCTGCTAGCCGGGAAA
CATTCCTCAACATTTACAGAGCTGAGAGGAAACGTAACCTACTGTGGGCTTTTCTTTCTT
ATTCTTCTGATCCAGTCATATCTCCTGGAG



>CL4301Contig1
CAACGCCGCCTCTCTGGGCGACGTGTCCCGCTTCACCCGGAGCTTCACCGACATGGCCGA
GGTGGACTCCTACCTGTCCCTGAACGTCAGCTCCTCCCTGTGCCTCACTGCCCGGGTGCT
GCAGGCCTTTCCTGGGCGCGGGGGCCTCAGACACACCGTGGTCAACGTCACGTCCCTGTG
CGCCCTGCAGCCGTTCCGCTCCTGGGTGCTGTACTGCACAGGCAAAGCTGCCCGCGAGAT
GATGTTCAGGGTGCTGGCTGAGGAGGAGCCAGAGCTGCGGGTGCTCAACTACTCCCCAGG
ACCTCTGGACACTGAAATGCAGCAGGAGGCCCGGTCCAGGACAGCCGACCCGGATGTGAA
GATCGCCTTCTCAGACATGAAGACCCGCGGCCAGCTGCTCACCTGTGAGGAGTCCTGCGC
CAAGCTGATGAAGGTGCTGCTGGAGGACGGCTTCAGCTCGGGCGCTCACATCGACGTGTA
CGACGTGTGACGGCGTGGAGCGGAACATCACGCACACCGGGGGGAACGGTTCCGGACCCC
TCAGAACTAACGCTTCAGGCTGAATGTCCTGTCCTAAAGTGTCTGTCAGGCTGCAGCTGT
CGTGTTTGGTGCAGTTCTTGAAGTTTAAATCTACTTTTATCTTCTGAACTGAAATCTTTT
CTCAGCCGGATCTTCTTCCTGGAATCATTCCTGTCCCGTTGTTTGTTAAAAAAAAGAAAT
TATTGTGTTAATTATTAGATGTCTAATTGTTTCTGTAAAATCTATGCTTTTCAAAGCTTT
CAGGGGCCTTACTTGTAATCCATGTTAAAGTAATCTGATTACTGTGGTCAGTAATGTGAT
TATTGCTGCTTTGGTGTCACATTATCTTACATTCCTAAACTTTAGATTTAGGTTTTTTTT
TAAACTGAAATTACTATTTACAGTCGTATATTTTTTCAACTCTGTTCTTAGTTGCAAAAA
TAAAAAC
>CL4302Contig1
TCACTGGCAAGTTCCAGCGTGATTATTTCAACTCATTTTCTACCTAACTGGCAACCAAAC
TATTTGTGGTAGCATGAATCTCGCAATGGGCTGTGTGTGTCGGCCAGTGAGCTGGCCCCC
CGGCAGAATATTGGACTCCAGACACTGTTGGTTTGTGAGTCCTTGCTGTATCGAGGTTTG
AACAAGTGGGCAATTTTTTTCTTCTTTTTTGGGGGGGTGGGGTGGGGGTTACTGGGCCAT
TTACCANAAGCTTTAATACTCCCCAGGTGCTGCAACAAGCCCTCCATCGTCATGCACTTT
GATACAGAGTACAGTACCTCTGTTCAGCTGTTCTCCATTTATTCATGTTATAGTCTACAT
TTTCTTCTTATTAATTCAAAGTATCCACTTAACATTACTTTACAGTACTTATGGTTTGAT
TTTATACGGGCAATGTTTTGGTTACAGTGGTTAAATATTCAATGCTCTTTGTACATAGTA
TGTCTATCCAGCCAATCAGTAAATTGTGCTTTTTTTTCTTCTTAACCAGATATTCATTTT
TTAGGCTTCAAGAAAGGAAACTATTGTCTCCATAATGGAAAGGTTTTTGAGTTTGATGCC
CTTGAGTTTTGTGTTCACAAATTTGGCTCTCCCTAATGAGGCTCGTCACCATTTTTGTTT
TTTTAAAGGGAAATGCACCTTATGGTTCTGAAGAAAATGTTTCCTCTCACTCATGTTAAG
CGTTACGGTTTCACGTGTTGATTTTCACATGATCAGATTTGAACATGTCCATAAGCCTCT
TGTACCACTCTGTTTACTTCATGATTACCAACAAACTCGGTCACTTCAACTATGTATATT
TATAAGCTTCTTTATGAGTCTGACCTTTGTTAGGCATAATGTGTTGTACGCTAATATTTT
GT
>CL4303Contig1
GATGATCTGTGAAGTCTGGGCGAGCAACGTGGGGGAAGAGATGAGGAAGATACGGCAAAT
TATCCAAAGCTACAACTACGTTGCCATGGACACGGAGTTTCCCGGAGTCGTGGTCCGACC
CATAGGCGAGTTTCGCAGTACGGTAGATTACCAGTACCAGCTGCTGCGGTGCAACGTGGA
TCTGCTGAAGATCATCCAGCTTGGTCTCACATTCATGAACGAGGATGGGGATTACCCCCC
CGGCACGACCACGTGGCAATTCAACTTCAAGTTCAACCTGACTGAGGATATGTACTCCCA
GGACTCCATAGACCTGCTCCAGAACTCGGGTCTGCAGTTCAAAAAACACGAAGAAGAAGG
AATCGACACGCTGTACTTCGCCGAGCTCCTCATGACGTCGGGTCTGGTTCTGTGTGAGAA
CGTCAAGTGGCTGTCCTTCCACAGTGGTTATGACTTTGGCTATCTGGTGAAACTCCTGAC
GGATGCGCGGCTTCCAGAGGAGGAACACGAGTTCTTTCAGATCTTAAACTTGTTTTTTCC
TGCAATTTACGATGTGAAGTATTTGATGAAGAGCTGCAAAAGTCTGAAGGGGGGGTTGCA
GGAAGTGGCCGATCAGCTGGAGCTGAAGAGGATTGGCCGGCAGCATCAGGCGGGGTCGGA
TTCGCTGCTCACGGGCATGGCTTTCTTCAGGATGAAGGAGCTTTTCTTCGAGGACAACAT
CGACGACGCCAAATACTGCGGGAGGCTGTACGGCCTCGGCTCCGGCTCCAGTCAGCCGCA
GAACGGCCTCGCCGGCTCCACGGGCGATGAGGCCAACAACAAGCACTGAGCCCCCCCCCC
AGAGTGTTTTAAAAGCCAACCAGCGGGTTTCTGCTCCCATCTTCTCACTAAATACCCCAA
TGTGAGCCCTCACCGCCTCTGCAGGCTGCAGTGGCCCCGCCCCTCATGGCAGTCAGCAGT
GGCCCCCTCCCCGGGCTCGCTCTTTCTTTTAGTCACTTTTTACTTCATTTCCAAACACTT
TTTAAAACGCCTCATTTGCAGCATGGGACCAGCTTCAGGATGATTCTGCCCCCCAGCAGG
ATCTCCTTGTAGGTTACACTCATGTAAATGAACATGTTTTAGCTCATGTCCACTCAGAAG
GTGGTGGTTCTCCAGCAGACCACACTCTTCCGCTCACTGTTTTTACATTCTGCATCGTTG
TCAACAGTGTATATTAAAT
>CL4304Contig1
TTTTTTTTTTCCAAATATGAAAGACGTTTATTTAAAAACCACTGCAAAGCTGCCATGCCC
GACAATCCAGGTCAAGATTACAAAGAAAGAAGGAGCAGTGACACAGAAACATCCTCCGTT
CGCCGTTCACTCATCAGAGGTTAAAGCTGCTTCGCCATTCAAACAGTGACTGATCAAAAG
GCTGAAGAAGTAGATGTGAATGCTTTTTTTGGTAGAGCAGGGTCTACAGAGAACCCTGGG
CCCCCGCTGGGAAGGGGGGGGCAGCATCCAATGACCATCCACTGAAACTCTGGGTTCTCT
TAAGAGAACCAGCTTTTCCCAGGATCCTTCATTTGCAGTGAAGTCAGAACCTGAACCTGC



AGGAGGAGCGGCGTCACACAAAACACAAAGAGAAACAAGCTCCGCCCACCACACGTGAAG
TGCATACAGGAAGTGACACAGATCTGAGCATCAGTTCAATAAATAAACCATAAATTCCGT
GGTTAGTACTCTGAACGGCGTCTGTCTTATAGGGATCTTCAAACGGAAGTGGAACACATG
TATGTGCATGAAGTACTGTTTAAATTGAAAGTTGACCTGACCTGTGTGTGTGGGG
>CL4305Contig1
GGCTCGTCTGAGCCGTCAGGAACAGTCAAACCTTCAGGATGATCAAAGCAACACTTCCGG
TGCTCCTGCTGGCTTTGACCTCCACCTTTGCTAAATACACCCCAAAAACAGGCCGAAGGG
TTCCACAAACCCTGTCCAGAGGATGGGGTGACCAGTTGATCTGGGCTCAGACGTATGAAG
AGGGGCTGTACTGGTCCAGGTCCAGGAACAAGCCCTTGATGGTTCTGTTTCACTTGGAGG
ACTGCCCCCACAGCCAGGCGTTGAAGAAAGTGTTCTCTGAAGATGACAAAGTCCAGAAAA
TCCTTGATGAGGACTTCATCGTCCTCAACCTGGTGTACGAAACCACAGACAAGCACCTCT
CTCCTGATGGACAGTATGTTCCGCGAATCCTGTTTGTGGACCCCTCCATGACGGTGAGGG
CGGACATCAATGGTCGCTATGGCAACCGCTTATATGCCTATGAGCCAACCGACATGGGCC
TCTTGTTCAGTAACATGGAAAAAGCAAAGAAGCTGCTGAAGGCTGAACTTTGAGGAGCAG
TGGCGAGCCGCCAATCCTGATGATGAGCCGTCAACCCTCGTTCTGCCATCCCACAGAAGA
CAGCGCACTGCAAAGTTTCCTCTCCCTTTATGCTTCCTGGATGGTCAATGTTTGTTTGTG
TTACTGCAGCTGTCCATTACCAGCTCTG
>CL4306Contig1
TCGGCACGAGGGCCGCCGGCAAAAGCAAAACGGCGTGCTTCTTTGATCTTTGACTGGTTA
CGGATTAGCGCAACTCTTTCAACGTCATTCCAACAAATTGTGAAGCTTTTGTTAGAATTG
CGTTAATTCCATAAGGCGGTTGGAAGAGTTGCGGCGGTCGTTGAAGGGTTAAAAAAACCC
TGACTGTGTTTTTAGAGGATTGTGGGAAATGAGGCCTTCAGCTTTACATGCGTGTTTTCA
TATTTATCATCACCTGTGTGGGTGTGGTCAGGCGTCATGTGACCACTGACTGATGAACTC
TGTTTTCTGCAGGACGACTGAAGCTGACGGCCTAAAGGACGGACGAAGGGGCAGTTCCCT
GCTGGGGCGGTTTCCTGCTGGGGCGGTTCTGTTGGTTCAGGCGCTCCTGCTGCTGATTGG
ACCATGCACTCCTCTTGGCGCCCCCTGCTGGACTGAAGTCTGTCCGTTTCCAGAATCAGT
GTTTTCTTTGAAAATTTGCACTTTAAGGTTTTAATTTTTGTTTCCAACACCCCCGTGAAG
GAGGTACATGTTTCGTTTGTCTCTATTCAGATTTTGCTTTGAAGTTCTACTTTTTCTTCA
TATTTTGAGATAAAACTTTTATTTTGAAATTGGAGTGGAAAGTTCAGACTTGGAGAACTT
TCCAGTTCAGAAGTTTTTCATTTGAAGAAACTGAGATTGGTCTCATGCTGCCTGCCTCTC
CTGTAGCTTTCCTTTAACCAATCAGGGTACTTCGCTAATGCCAGACTGTCCAATCAGAGC
AATACGAGGAATTGATCTCGTGTCCGAGCCGGTTTCTTCTTCTGCAGTTTGTGTGCTTTT
TTTTGTATTTCCTTTTTAATAAAACATTCCACCACGAAAAAAAAAA
>CL4307Contig1
GCAATGCTGTATTTGACCCACGGTTCAGGATCACATTTAGATTTTGGCCTTTAGAGCAGA
AAAGTTTGGGCACCCCTGCTCTAGATGCTCACACTGTTCTCCACCTTTTCTGGGTCCAGG
TAGGTGTACGGCAGATCCAGACCTTCGTTTCTTTTCTGGATCTTTTTACTCAACTTTCTG
AGGTTCTTTTGGAAATTGAGGATGTTTTCACAAGGAATGTTTTCGGTGAAATACTTCCGT
TTGAAATCCGGAAGCGAGATTGAGTCACAGGCCTGTGTGCTGAGCACATAGACAGTTTCC
ATGCCTTTCACTATTGTTTCCATGTCAGGGAGTGTCTTCAGGATGGTGGCCTCATCCACA
GTGTTCTTTTTGGTGGGTGGGGGCTCCTCCATGGTGGAGGGGCCGTTGGGCATCCAGCCA
TAAAAGTCCAACTGTCCAGAGTTCACAGCTGCATGCTGGGCAGAGCAGGTGAACATCACC
ATGGTAACAAACTTGAACAGCTCCTGTTTAGTTTTAAATTTCTGTGGGATTCCAGTTCCT
GTTTTACTCAGAAATCCATGTTCAAAGATTTCCCAGATCCAGTCCTGCAGTTCCTTGTCA
TTTTCAACGTCGTTGTCCTCCTTATAGTAGTAGCTGAGAGTTTCCTTCACAAAGCTGTGC
ATGATGTCCCACAGCTTCAGTCCATCATCTC
>CL4308Contig1
ACAACTGCGGAGTGGANATCTTCAATTTTAAGTTTCATGCGACAACTTCAGAACAAAAGA
AAAAAAACNACAGCTGCATAACGATAAAGCAGAAGCGCTCATCCACCGTAAGATGAAAGT
TCCCCCTGTATGTCATCATCGAGAGGGTTGGGCCTCCATCGGAGCGTTTTATTCCCCTTT
GGAGTGCACGGAAAAGCAAAAGTTGGAAAAATGGAAAGTTCCTCTTTTGTAAATAAAGCA
ATTTACGGAGGACAAGTCACTGAACAAAGATCAGCTCATCGTCGGCACTATTTGGGAACA
TTATCTATTGAAAGTATCACCTTGACCTTAAATACCCCGATCAGTCAAATAGGCATTTTG
GGGCGTCGCTCTGATCCTATAGTCAGGGGAACTACGCTGATTAAAGAAGTAAAGCAGGTT
CATGTAAAAGGCTAGTTTTTGTGACACAAACAGTGGTTCAACTACAGGAAACACTCGCTG
TGTTCAGGTTTTTTTTTTTTNCCAAAAACNCNAAAAGGNNTTTTNC
>CL4309Contig1
ACTGGACTCACGCACGCAGGAGGGCTGTGCGCGGACGGATCCGGGATGCGGGACGCAAAG
TGGAGTCAGACGAACTGAGGCGCAGCGATAATTCAGCAACATGAAGACTCCAATGCGTCA
TGGGATCGCCGTGCTCCTCGTGCTTCTTCTGTGCGCCAGCTTGTTCCTGGTGTACAACGG
CAGCTTCTACAGCGCTTCCAGGGAGGCCAATGAGACCCGCAGCAGACCGAACGAGCAGCT
GCGGCGTCCCACCGAAGCCACCACCACTGTGGCCAAGCCTCACCCGCCCGTCCTCCAGGG
ATACAGCGGCATCATTGACCATAAGCTCTCCTTCTGTCCAGAAGCCCTCTGCGGACATTG
CTCTTTAGCCAGAGAGCCTCCCCTCTGCCATTTATCACAATTTAAACTAGCAGCGTTCCG



CCACACTCAATACCCACCTGTCACAACTAATAACAGCTTAGGCTACAAATGAAATCCTTG
GCTGCAACCGATTCACCCTAATTGATAAGGCCACCCTTGGGGAGGTGAACCCTGACGTCG
TTCGAGGGGGGTATTGACTTCCTTCTGTTTACCAGGCCAAGAGAAAACAATCAATGTGAG
TACCAGGAGCAAAGGCTCTGCAAGTAAAGCAGACCTAATCACCCTGTGAGGGCTTTCAGG
AGGCTGTTCTCATGGTAGTCTGCGAGATTCCACCATCAACCACAGTTTTAAACCTCTCAA
GTAATCTTGCTTGTTTTGTGTTTGTTTATCCATTCTGCATTGCTTTATTGTTATTTCCTA
AACTATTGTAATGACTTAGCATCCATCTGTCGTTTTACACCACGCAAAAGTGGCTTCTGT
GCAGCCATTTTTGCATCTTTTTGTGGTCACTTTTCGTCTCCCTGCAGTCATGTTTGCATC
TCTGGTGTCATTTCGCAGCCTGAGGACATTTCTTAATGTCTCATTTTCTTTTTTTTTGTT
GTTGCTCCGTGGTTCTTTTGTATTCCCACTGCGATGTAGCATCTGGCTGCAGACCTGTTA
AAGTCCTCTGAAGTTATCTGTCAAATGTTTGTGGTTATTTTATGTCAGGAAAATTCCTTC
AAAACTCATTTGGCATCTTCCTGTGTTTGTTTGTTTTTTGACGTCTCCTCATCTCCCTGT
TGTCATTCTCCATTTCTCTGCAGTGGCGAGCTT
>CL4310Contig1
GAAAGGGCGTGAAAATGGGCATCACTTTTAGTGATTAAAAGTGGAGATCGCTATAAAGCC
CAGTTTCCTGAATTACGTTTCAATGCACGTGTAAAACAAGAAACGGCAGACTCCAGCTAT
TTGATTTATTTTCTTTGTACGTAACAGTCTTAAATGACGGTAGATTTTTTTAAAGAAGGT
CTTAAAAATCCTTACATTTATTTCTGTGTATCATTAGACACCCTGTAACATTTTGTAGCC
AGACCTTAAAGGTCATTTATGCAGAGCTGCAAAATAGAACTTAAAAGCATCAGTAAATGA
TACAAAATGAAGCTTTGATGAGCCAAATAGTACAAAAAAGGAAACTTAAAGCTGATATAA
AACTAAAAATGTTCAGATTCCTTAAAAACTGCTTCTGTTTTTGCATGAATAAAAGGTAAA
GTCAACTGAGAGGATGTGTCTGCTTGGAAACCACAGAAAAAGAAAACAGCCTGAGTGAGC
CTGGACGAGATGACGGGAGGAAATGGGGACGCGTCATTTGCTGTTTCCTAATAAATAGAG
AGTTTCCATTTTCTTCAGTGTGTGTCATCTCCTAAAAGTTCTTGAATAAGAATACCATAA
AAATTGGCTGTGACCCGACGCAGACGCTGCAGTTCACGTATCAAAGCCTGATGTATTTTC
TTCATCTGCCTCAGAGCTGCACTGTTGTCCAGAAGCCATTAAATTCAAGTCAGCAAGGCT
CACTGTTGCATATTTCTTCATTACAGTGAGCACACACACAGACCTGCTGCCAAAACACTC
ATTAGAGCACCAAATGAGTATCAATCCGCAGTGAAAATGGCCCCCAGCAGATGCATAATT
TCCTCCTGCTGCAGTGATGTTTGTTAGAACCGGTGTCCGGCTGTCAGGAAGCCGCTGAGC
TCTAACAAGATAAGCGTCCGTGTGCACGTTTGATTTCTCCTGGAGATGAATCTTCTGTGA
AGGGCGGGTGCAGAGCTGCAGAACCCTCAGCGCTCCTCTCTGTCCTGTTTGCAAACATTT
TTTGTGAAATGGT
>CL4311Contig1
CACGAGGACGGACCGTGCGACAAGCGCTTCTCCTCTTCGGAAGAGCTCCTGAATCACCTG
AGGACACACACTGCTTTTACTGGCGCGGAGAAGTTGATATCCGGTTATCCCGGGTCTTCA
TCACTGGCCAGCGCCGCTGCGGCGGCCATGGCCTGTCACATGCACATGCCACCGTCAGGA
GCCCCAGGGAGCCCCGGGACTTTGGCTCTCAGGAGCCCGCATCACGCGTTAGGACTCAGC
AGCCGCTATCACCCCTACTCCAAAAGTCCCCTGCCAACTCCCGGTGCGCCTGTTCCAGTC
CCCGCAGCCACCGGCCCATACTACTCCCCTTACGCACTGTACGGCCAGAGACTCACCACA
GCGTCTGCGCTGGGATACCAGTGAGGAGGGAAAAGACTTTGAAAAGTTTATAATATCAAG
AATGCAAATATTAAATTAAAAAAAGAAAAACAGCAACTAAAACTTTTACTTTAACTGCGC
TAAACTTTCTAAGCAGGATCCGTGGTCTTCAACTGTATTTATTTATATGTCGGCTTAAAA
GCAGGCGGTAACAGCTGCATATGGAAAATATTTGAGCAACTCAAAAAGTGCATTTTGTTG
AAACCGAACGGAGAGGAAAAAGTGGAAGAAAAAAATCACGCATATGTTAGAATACTGATT
AACGTAGGGGTCATCATTTCATGTTGATTTGAAACTGCTATGATTGTATTTGTTATTATT
TAAATGTCCCATTGAGAGGAACAAAAATAATTTACATGCATGTTTGTTTCTTAAATTGAA
AAAAAAATCGTTCACATTTTAAATTGCCGTTATTTTTCAGGTGTACCTGATAAAAAGAGA
ATTGATATTT
>CL4312Contig1
GCTTCCCGCAGNACACGGTTTGTCCCTGAGGTTCATAACGGTTTCTTCGTCCGAACTGGG
TCGGACAACCAAAAGGAGGCCAGAGAAGACCTCCAGAGGAATTCAGGAGACGAGCGGGAC
CTGGCTGCCAAGCTATGGGTTCCATGTTTCGTAGCGAAGAGGTGTGCCTTGTGCAGCTCT
TCCTCCAGTCCGGATCGGCCTACAACTGTGTCAGTGAGCTAGGAGAGCTGGGCCTGGTGG
AGTTCAGAGATTTGAATCCCAACGTGAATGCTTTCCAGAGGAAGTTTGTGGGTGAGGTCA
GACGATGCGAGGAACTTGAGAAGACGTTTACCTTCCTGGAGCAGGAGATCAGTCGCTCCT
TGTCTCCGCCCCTGCAGGGTCCTCTTCCTCTCCCCTGCCCAATGCCCTCTGCCCCGCAAC
CACGTGAGCTCATCACCATAGAGGAGGAGAGCGAGAGGTTAGCCAGGGAGCTCAGGGAGG
TTTCCAGGAATAGAGACAGCCTTCGGGCCCAACAGACCCAGCTCAGTCAATACAAAGGAG
TTCTGAACAAAACGCACTCAATCACAGCTTCACATGCTCCGCCCCCTGCACTCGAAAGCC
ACGGGCTGTTTGACAACCGGCAAGATGTCCGTCTCAGTTTTGTTGCAGGAGTGGTGCACC
CTTGGAAGGTGCCCTCGTTTGAGCGGCTGCTTTGGAGAGCGTGTCGAGGA
>CL4313Contig1
CACGAGGGAACATCGTCCTCATCACCTCCTGGTCAGAAAGAACGCCATGAAGACTCTCTG
CTTCTCTCTGGGGCTGCTGCTGTTTGTTGTCTGCTGCAGTGATGCCATGCCCGTTGGAGT



TTCTGCTAGCACAGGTCCTGGACAATGCTGCTTTGACTTCAAAAACTTACCACCACAAAA
GATTGTAAAAGACATCATCCAAACCCATCGTCTTTGTTCAAAAAATGCGTTTATAGTCAT
ACCTGTCAAAGGAAAACCGATCTGCATGAAAGACGACGTTGAGTGGGTTAAGGAACTCTT
CAACCTGAAAACCTCTGCAGGAAGCAATTAAAGTGCCTCAGAATATTCTGCTCTCTAATA
TAAACCAACGTATTATTCTTTTTTGGTGCAAAGGATAACTTGCTTTTTTTAAGCTTAACT
TTGGCAAATATCTATTTCTTTACTGTACTTTAGATGTTCTGTACTTCTTTCATGCCTTCT
ACTTTTCTAAGGTGCCTGAGAGAAATGCAATAAAGTTTTCATAGCAATGATNAAAAAAAA
A
>CL4314Contig1
CTTCCTTGTCTTCTGCCACATCTGTAGACTAAACCGGAATGATTGAAAGGAGGATATAAA
AGACAGCAGTTTAGTAGAAAAACCTATGGGAAGTTTCATCTCTAATGAGGCGGTACAATG
TGCGCTGAGAATGATGCTGCCTGTCAGTCTTGTTTGTAGAGAAAAATATCGATGGAGATG
ATCTGGCCTGCAGGGAGCCCACATGAGGATGGATCCCTCCAGTTGAAGTGTCCTAGTGCT
TCGCCAGTCCTCCCCTGTGTCAGTAAAAATGAGCTTTTTTCTCTTTCAGCAATGTGACAC
AATGAAGGTCTTAATGTGCTTCAAATGGCATTTATTTAATTTAACCATTATTTATTCATG
TTTGATGGAGGTGTTGTATCTTTGGTAATAAAGGCAAACGTTCTGGCTGCGCACTCCCCT
TCACTGAAAATGAGTACCGGTATATTCACCCAAAAACAAACTATCAGTTGCTTTTCAGCA
ATGACTGAATGTCAGGCCTTTTTCTGTGAAAGCAGCAGTTATAGTGCAATTACCAGAATG
ACAAGAATATCTTAACTTAGCTGCCACTCCCGGCTTAATGGTCTCTGTGAAATGAGGATG
TGTTGAGAATTTATTAGTGTCCAAGTTGAAGAAAACAGCAGTCAGAGGGCTATCTGGTTG
AAGAATTAAGAAAGGGGCCATAGAGGAGCTAAACTGAATCTGCAGGATGAGCTAATTTTG
TTGCTATTTGAAACAACTCTCTGGATGATGCAGGGCGGACTATTTAACAATGAATTCACG
TTTTCTTCACAGCAGAGTCAATGCTGCAATGTGGCCCACCTACCCAGTTCAAACTGTTGC
AGCTTTGCAACAGTTTTAATTGAAGGACCTTATTATAAACATTTTGTGCAACTGTCTGAT
GACGAAAGTGGGATTTAAAACCCCACACTGACAGTTTCTAAGCTGTTTTGAATGCAGAAG
TTGTTGGTTTTTTGCCTGTCAGTTTGGCTCGCTCTGCTGTAATTCCTTTTCTTATCGTCA
AACTGAGATTGCATTGCTGCTGTCTTCTGTAGGTACAGCCCTGATAGTTGCTTCACACAG
ATCCCGCTTTGAAAAATATAAGATGCATAATGTCAGTCCCTGCACACCTGTAGCAAATCT
AACAGTCAGTGGTGTCCATCCTGCCTGCCTGCTCACCTTTAAATCATGCAGCTACNAAAA
GCTGCACTGAAACCAAAAAAATAAAACGAAATAAAAGACACACACTCTGCTGCATTCTTG
ATGTATTCTAAAAGTGCAGCAAAAGTTGAGAAAACTTGAGGCTGAGC
>CL4315Contig1
CACGTAGAAAAGAACATCAGAAGGCACTGAAGTGGTTTAGCACACAACCGACCATCACAG
GCTTCACTGAGGTGACATGCAAGGTCAGACGTCGGCTTACCCTCAGCTCCGCCTGTCTTT
TCCTTCAGAGATATCAATAAATCAATAATTCCAAGAGCACTTTAACTACAGGTCAATCCC
GAGGGAAGTCAAGTTTACTCTCAGTTTAACAAGAAAACATGCTAAAATCCCTTTGTGTTG
CCTTTACCTTCAAACTCCTTCTGTTCCGAGGAGGGCTTCTGCCTCAAGAGTGACAACTTC
TGAAGTCTGTATAGAAGCGGTTTTCAGCTGAACCTATAGACCATCAGGTGCTGTGCTAAA
GTGCGGCTCCACGGTTCAGCCTTTCAGCATTAAATTAACGCAGGGCGATTCAGTGTACCA
AGTTTTCTAATACTCTCCTTGACTTGAGTGGGACTAGTTGTGCGCATAAGAAAAGGCAAC
CAAAAAAACTTGACTCAGTGAGTTGGGGTGCAGAAACGCAACCGAAGAACTAAAGTCAAG
GACGGGTTAAGATTTACAAGGAAAGAAAGCGACTGGAAAAGCTTCATTTACTACTAAGAC
ACATCTGTCCCTGTAACACACATTCATTTTGAATGTGGAAAGAAACTAGATCCTCTGGGG
GGCATCTTCATTTTGCCCTCCTGGTTTTGATTAGACATCAGTGTTTGAAACTAAAATTTG
GCACTGGGTGATTAAAACATTTTCAGTGCTTTCAGGACTGTTATGCAGGGGAACATATGT
TAGTACAGTATCATGTAGAGGCAGTGAGAACTTGAATGGCAGTGGAGATGACGGCATCCT
TCCTGACCCAACAGGAAGAGCCGGATAAACACCAGTGCTTTCTCATCTACAACCTGATCG
CATCAAACATTATGACTGGGAGGAAATGGATGAGAT
>CL4316Contig1
AAGTGGGAGTCCTGATCTTCAGCGTTGTAGTTGTCCACTTCCCTCAATGTCTATCAGATC
TTTTTTCTTGTCAGGTTGCTTGTCGGCGAGATTTTTGCCGTTGTCAGTAAGGAGATCTTT
GCCCTCATCATCACCTTCTTCTTCATCGCCGTCTAACGTGTCTGTCGCGATGGAATCAAA
CTCAGTGTGGGGCATCGTTGGTGGGCCGTCCGACTCAGATTTTGGTTTTGTTGTAGGTTT
TGTTGTAGGTTTTGTTGTTTGAGTATTCTTTACAGTTGTGGCTGGAGGTGTTGTAGGACG
TATAACCGGTGTTTTAGAAGTTTCCGTGTCATTTGCTGTTTTGGTGTTATCAACAGCAGA
ATTTACATCCTTCTTGTTGTTTGTTTGCTGGTTTCCTAGCATTCCTGCTGTAGGATTTGC
AGGTGGCGGTTTTTCTGTGCCATGTTGAGAAGCTTCAGTTGGATTTGCCGGCGTTGAAAC
AACTGGGTCTGCTGTTTTCTGTGTTGTGGTTTCTGAGGAACCTTTAACACCTACAGGCTT
AGGGGGCTTGATTGTTGGACTTATCAGGTGTGTCTTGTCCTCTGCTAAAACACATCTGGT
GAGAAGCAAATGAAGAACCAAAAGGGAAAAACAGGCATAAACGCCGCTGCTTCTTCGCTG
TGCGCTTCCGTGCGTCGC
>CL4317Contig1
CAACGCGCACCTCACCGGTACACCAGTAGTAGTGTTTTACTCTCGGAGATGCGGGGCTTT
TTCTTTTAAAAAAAACAACAACACTATTTTTGTATTTCATTTTCCTTTTATGCATCTTCA



CTCGGTCTGAAGTTGGACTAAAACGACCATATGAGCTCGTTTATCGTGCTGGAGATCTAA
TGATCTAATCAGAGCTAACCATTGAAATCTCTACGACCGTGTTGCTCCAGTGAAGTGTTG
GCAAATCCAGAAGTTGTTGATAAACAATCATGACATCTCTGGGGGGCAGCAGTGCTTCGA
CTACAGAATACACAGTGAGAGTCCCCAAAAATACAAGCAAGAAGTACAACATCATGGCTT
TTAATTCTGGAGACAAAGTCAACTGTTCGGCCTGGACACAGGCTCGCATGGAACGCGACC
TGAGTGCTCGGCGAATATATGGCGAGGAGGAGTTACCAGAGGGAGGGGCAGGGAGCGAGT
TTGGCAAAAAGCAGCGCGAGGAAGCGCGGCGGAAGAAGTATGGCATTGTGACCAGAGAGT
TCAAGGTGGAGGATCAGCCGTGGATTTTAAAGGTCAACGGAAAAGCAGGAAAAAGGTTCA
AAGGTATAAAGAAGGGTGGCGTGACAGAAAATGCATCCTACTACATCTTTACGCAGTGTC
CTGATGGAGCCTTCGAGGCTTTCCCCGTTCACGGCTGGTACAACTTCACGCCGGTGGCGA
AGCACCGAACTCTGACTGCAGAGGAAGCTGAGGAGGAGTGGGGCAGGTTAGCAGAGCAGC
AAGCTGGACTTGGAGAATGCCTTTTGTGTTTTAAAAGTCATTTCCTTCTTTGTCCAGGCG
GAACAAGGTGGTGAATCACTTCAGCATCATGCTTCAGAGACGCCTCCGGGAACAGGAGCG
GNGCGAGGAGGATGACGATGACGCCGACAAACCCGGAAAGAAGAAAAAGAAAGGGGGCGG
GAAGGGTGGAGATTTGCGAATTCATGATCTGGATGAAGACCTGGAGATGAGCAGCGACGA
CAGCGACAACAGCATGGGAGATGGTAAGGATCCATGCAGCAGGCT
>CL4318Contig1
TTTTTTTTTTACTGAAAAGCATTTTATTAACTTTGGTGTGTTTTTACAGATATGTACATT
CAGACATGCTTCAAACAGCTGCTAACAGTCAGTGGTCTGATGCCGCCATCTAGTGGTGAC
TTTGTGAACTGCATCACAGCATTCCTGTTTTAACTGAATTAATTTGAAATACTTGAAGGA
CTAAAAAACTTTTACAGAGAATTCTCAGATGAATTTACTATAAACTGCACGTTATTTCCA
CAAAACAAAGGACATCTGCCTTCAAGCGTTTTTCTCTCCAAATAATCCACGTTAGAAAGT
TGATTTAATTTCCTTTTGACAGATGATTTAACGCTTTAAAACCACAACCCAATTATTTAG
ACCATGAACGGATCAACATGTTAGTTCTGTTGTAGAATTCGTCACATATTGAACATATTA
CAGCCAGAAGAGGCCGAGCAGCTGTTTCCTCAGCAGAGCAGCGTTTGGTGGATCTTTCTG
CAGATCTTTGTCAGCAGGTTCCTGGATGGAGTGAAGGACGCCACCACGTCCTGGATCTGC
TGGATCGAGGTTTCTCCGATGAGGCTTTGGAAGCTTTCCACCTTCAGGTGGTAGACGGGG
CCCGCCACGCTGACGGAGAACGCCACCTTGAACTTCAGGAAGGCTTTGAGGCTGCTGAAG
ACCAGGTGCACTCGCGTG
>CL4319Contig1
CGGTATACATTTTCAAATTANCATTTTATTTAAATAACAGAATTTTTAAGTCTCANAATG
ACCGAAAGTACAANAAAATGTATAAAACCCCTCATAAAAAACCATCAATAAAAAAACAGT
TTTCCAATGACTTATAGGTAAAAGTACAGTTGGAGGTAGAGCGTTTAGCCACCAAGACCC
TGTTTTATGGATTTAGTTCCCAGCTCATGGAAGAGAGGCCGACTCCGTTTCTACATTCAA
AGTTAGACTGAAAACATTCCTCTGTGGACAGGATTATTGTCAGACTAGATAATATTCACA
GAATTTTTAACTTAATGTTAATGTCTTTAAATTAAACTTAATAACAATAACAGATAGTTG
GCTGCTAGTAATTTTGAAGCTGGGGAAGCTATGGTCCACTGGGGTTCTGTCCTATTGAAT
TCTGGGTTCATGATAGTTTTGATTTTAGGTTTTACTTTTCAATTACCGGTAAGAAGCCAA
TTGAGACGACTGTTGTTGTGAATTTTGACTATATGAATAAAATTTAATTGAAATATTTGA
GTCACAGTCTTGATTGTACTTGGTCGTTTTCTCTTCTGTCTTTGAAGGTCGTTCAGTTTT
TTTATGTCCAGCATTCCCCCCAAAATGACCTTTTCTGTGAATGACGCCTCCACATGTAGA
AGATCAGGGCAGAGATTAAAACTGTTCCCATCATCACTGCTGTCAATACTAGAGCCACTC
TGCCACGGCCGTGAACAGATCCGGGTTCCACATCCAGACCATGAAGGAGCAGAGACGCCT
TCAACTGAGGACCAGAGAAGACTGCAGCTGAACATCCAACCCGAGTGCTGTTGGAGCCCA
GACCTGACAGCACAGCTGCTGCGGTGACGGTGATGGTGTTGTTGGGGTTGACGGTGTGCT
TGTGGGAGGAGCTGAGGTGTTGTTGTCCCACCGTCAGAGTCAGGGTGGGAGCAGGTCTGC
CTGTGGCCGAGCAGATCACCACGGACTCTGAGTCTGAAGCTCTGACGTGCAGCACCGGCG
GATGCAGCTCGTAGACTAGGAGGCAGGTTCTTCCTTTCAAAGCCCCTTCAGGGTCTGCGT
TGAACAAACAGAGAAAACATCCTCCATCCTCCTCTGAAACGTTCCTCACAACGATGGAGC
TGTTCTGCATCCCAGGAAAGATGAGGATTTTTCCCTTGAATCTAGGAACCACTCTTTCTC
TATACTGCTCGCTGTAAGATCCTATGTTTTCCTCTACTCCTGATACAATTTTCTGCCACG
TGATTTGAAGGACGTCTTTAGGTTGAGTGAGCCGACAGCTGAGATGAGCTTCTCCTCCAG
CTGCTGCCGTCACAGTCTGCTGTGTTTGACCCACGGATGTCTCACCTTTTGATACAAAGA
ACAAAAGGAAAATATAAATACAAGACTTTCCCATGACCGCCGAAAGTTTCAAATTTCTTC
TTCTTCTTCTACTNACT
>CL4320Contig1
TTTAAAAAAAAATAAAAAGAATTACAAACAGGTATTTTTAAAGAGCAAGCCTTTGATCTC
CAATGCAAGTTCATCAAAAGACAGCAGTCTTTTTAAGAAAAGGCACCACTGAAGGCGATG
AATCACACAATCCATCCTACGAGGTGGCAGCCGCTTTTCACAAGACCAACAATTTTGTTT
TCTATGCTGTGGAGCTGAATAATAAGCTGCAGAAGAGTTAAGGAAACAAGAGCACGATTA
GTATGAGAGCTTTTACACAACTGACGGTTTGAAGGAAATAGACTGGTTGTAACATTCCTG
TACATAGTGTTGAGTGAAGTGAGGCGACCCTGCTGCGGACAGAAGCGGTTTGGCTGGTAT
AATAGCGCTCCCTGCAGGATAAAAACAGCACCAGAGTTCACAGCACCAGAAAAGTTTGTA
TTACCCTTTGCCATTGACCAAAAAAAAAGTGGGTAAAAAGGCGCACACCTGATCATACCA



GATACATACATTTTTGATCACATTAGACATGGACATTTCATTGTTCCCGCTTTCTGAAAA
ATCATACCACTGGAATAAAAATGGGCATTCCTAAGTAAAAGAAAAAAAAAAGCGATCCAT
TCTTAAACCCAAATGCATAGCTTTTAATTTGAAGGAGCAGCAAATTTCAGTGAACTATAA
CGGCGGCCACGCTTTGAAATGCTGGTGAGTAGACAGTAACGCATCTGCTGCAGTGATGGA
AAGTTACTCCCTGCTTTGTGCTTCAGTGTCAGCCATTTTCAAAGACTTTCTTAGTGACAA
AAAAGAAAATTAAACTAAAGAACCACTCCAAACTCAGTAGATTTGGGACATTGCAAGTCG
CTGTGACTGAAAAAGATTTCAGTTTGTACTAAAGTGGCACACACACCTGGTGGTGGTGGG
AGGGTGCTAGAACTCGTATGTGAAGTTAAGAGAAAAAAAATACAAACTATGTGAACTAAC
AATGATACAAACTTTATATAATTTAAACCCTTCACTGGTTAAGACAGAAGCCATCTTCAT
CCCCGGCAGATCATTGCCAAGTAGTACAAAAGAGGAGACCTCACTGTTGTCATGAAAGCG
TCTAAAAGTGATGCAATAACGTCATCTTGACTTTAAAAAATATGGCATGCTTCATTCTTC
TTGTGCGCCTCCTGAAAAATCTCCAGCATCAAACTTTTCCTCCTCTTTTCCGTAGTCAAG
ACACATACTTTGGCTTTGAGACTTAACTCTCGTGTATAAAAATCTTACTGCAAGTTGCAC
ATAAATGGCCATGAAGGAGAAAATTAGGGTAAGGGGGATAAAAAGACAGAATGGGATTTA
TTTAGTATAAAAACTGTAATAAAAGGTGTATTTTTAAAGGGCCTACTT
>CL4321Contig1
ATAATTTTCGAGTGTGGTGTACCTTTAGGTAATTAACTAGTTTTTTCCTTGATTTTTTTG
TTTTTTTTTAATCTTGTTGTTAAAATGCCCACTTGAGCTGTTCGGCCTTTATCTTTCGTT
TGGTTGTCTCGTTCACTTTTGTTTGGACAGGCTTCTTCTTCTGGTCACAATGACGCAAAG
AAAACGGTCTTTCGGCTCTCAGAGCTTCTCTCAGAACAGAAGGCAGCCCAGCTCGTCTGG
GACTCAGGAGGACAACGAGGATTCGACGTTCACTCAGCCGAGCACGTCACAGGTCCAGAG
AGGGCTGGAGAAGCTGACACCTGCACAAGTGGACCAGAAGACTTCAGAGGTGATTCAATA
CTTCCTGGTGAAGGACCAAAAGAAAGTTCCTGTGCGCCGAGCAGACCTTGTGAAACACGT
GGTGAAGGACTACAGAAACATCTATCCTGAGATCATAAAGCGAGCAGCTCGGACCTTTGA
GCAGGTGTTTGGTTTGAAACTGGTTGAAATTGACCCCAAAAATCACACATATATATTGAT
CAATAACCTGGAAGCCGCTGACAAACCTTCACCAGTCGAATGCCCTGCAAATCCCAAACT
TGGTCTACTTTTCGTGATTCTGGGTGTTACTTTCATGAAGGGAGGTGTCGTCAGAGAAAA
TGTCATCTGGAACACACTAAAGAAACTGCGAGTTGACTCTGGAGAGAAGCACGAAGAGTT
TGGAGACGTGAAGAGACTCGTCACAGAGGAGTTTGTGCGTCAAAGGTATCTGGAGTATGT
GCGGATTCCTCACACTGAGCCCATGGAGCATGAATTCCGCTGGGGTCAGCGGGCGGACAT
GGAGGTGTCCAAAGCCAAGATTCTGGAGTTCATGGGCCAGCTTCATGAGCAGGAGCCTCA
GAGCTGGACTCAGCTGTACAGAGAGGCTCAGGCCAGCAGCAGCAGCCAGAGATGACTGCC
ATCGCAATGCTTTTATTTATTTTGGAAGCGGTCTGTGCCTTTTTCTATTGCATTATTGTT
ATGAATGCCAGGTTTCTCTG
>CL4322Contig1
GGAAACCGCTTCGACTACTGACAACGGCAAGGAAATCTGAGAATGTGAAGGAGAAACTGA
GCCAGTGTGTGTTCATCCACAGAATGTCCAAAGCCGCGGCGAGAACTTCATCCACAGCCT
CTGTGGAGTCAACAAACAGCAATGCCACAGACTCCCCGTCTGGTTCGGTGTCTGAGAGTC
CAAAAAAATCCTCCAAGAAGATCAAGAAAAGCGCCGACAGCATGAACAAAGTCTACAACT
CCGTGCTCAAAAGTTTGTTTGGGGCGGAGCGAGAACTGGCCCAGGCTGAAATCGATGAAC
TTCAGGAGGCCTTCAAGGAGTTTGACTACGACCAGGACGGATACCTGAACTACAAGGATG
TGGCTGAATGCATGAGGACTATGGGATACATGCCCACTGAAATGGAGCTGCTGGAAATTG
TTCAACAGATCAAGATGAGAATGGGAGGATTAATGGACTTTGATGATTTTATTGAACTGA
TGGCTCCCAGGATGATGGGAGAGACCACAGACATGCTGGGACTAAAGGAGGTCCAGTCGG
CCTTCTCACAGTTCGACCAGGACGGGGACGGAAAGATCAACCAAGACGAAATGAAGGAAG
CTCTGAAGACTCTGCTGGGGGAGAAGCTGAAGAAGGGAGAACAGGAGGAGATCCTGAAGG
AGCTGGACGTCAACGCCGACGGAAACATCGACTTTGAAGAGTTTGTAATGATGCTGTCGA
TTCAGTGATCGCTGCAAACCACTAGAACACGGATGGATGACTACAGACTGGACACAGGAT
GAAACCTGACTATGTTTCTTACTGTCCAAAAATGTGTAAAAACACAACAGCTGTTTTTAA
AAAGTCTACAACTCTTGGTCAGGCTGCAGCAGTGAGGAGCTTTTAAAATGTTTTTTCTTT
TTATCTCAAAGCAGATTGGTGTGACATATGCAAAGAAATGAGTGTCTTATCTTTAGAAGT
CTAAAAGATCAGAGTTTGGAGAGTTGACGGAAACCTACGGTGGCCCTGAAGTGCAAATCA
CAATAACAAATCACTTAAACTCTTGAGACTCACTGTAGTTCATTCTGATGACCTGTGACG
AAGAAAAAAAAAGCAT
>CL4323Contig1
CGAGCTTGCGCCGTCGCTTTGNTGAAATCGAGGGCGGATTGNGGTCGAACATGACGGCTA
ACATCAGGTACAAAAGCCGGATCCCGGTCAAAACAGAGGACAGCACCGAGGAGAAACAGT
ATGTTGGTTTTGCAACTCTGCCCAATCAGGTTCACAGAAAGTCTGTGAAGAAGGGATTTG
ATTTCACGTTGATGGTGGCAGGAGAGTCTGGGATGGGAAAGTCCACTCTGGTCAACAGCC
TCTTTCTCACAGACCTCTACAAAGACAGGAAGTTACTGAATGCTGAGGAACGCATCAATC
AGACCGTTGAGATCATCAAACACACGGTGGACATCGAGGAAAAAGGAGTGAAGCTCAAGC
TGACCATAGTGGACACGCCGGGGTTCGGTGACGCCGTGAACAACAACGAGTGCTGGAAGC
CCATCACAGACTACATAGATCAGCAGTTCGAGCAGTATTTCCGGGACGAGAGTGGACTGA
ACAGGAAGAACATCCAAGACAACCGAGTCCACTGTTGTCTGTATTTCATTCCTCCTTTTG



GACATGGGCTGCGTCCTGTTGATGTGGAGTTCATGAAGGCTCTTCATGAAAAGGTTAACA
TCATTCCTCTCATTGCAAAAGCTGACTGCCTCACTCCCAACGAGATAAAGAAGCTGAAAG
ACAGAATAAGAGAGGAAATAGACAAATTTGGGATCAAAGTGTACCAGTTTCCCGAGTGCG
ACTCGGATGAGGATGAAGAGTTCAAACAGCTCGACAAAGAACTTAAGGAGTGCACGCCAT
TCGCTGTGATTGGCAGCAACACGGTGGTGGAGGCACGAGGACAGAGGGTCAGAGGGAGAC
TGTACCCCTGGGGGATTGTTGAAGTGGAAAATCAGTCGCACTGTGACTTTGTAAAACTGA
GAAACATGCTGATTCGTTCTCATATGCACGAC
>CL4324Contig1
GAGGGAAGATNANAGGACAGATGATTGCACTCAAGCTGACTACATTCTACACAATAAAGA
TGGTTCTCAGTGTGTTAAAGAAGTCATAGGGAGGCATCTGAGTGAAGAAATGCCCACTTT
ATCATATGAACGCAACAGTGACCTAACAAGTCAGAACAGCAGCTCAGCAGAGTCCGACTC
AGACGACGAGGTGGAGTTGTACATGTTTCGTCTGAGGGCTGTGGGAACAACAGCACAGGC
AGGTAAAGACAAAGTCAAAGAAGCAGGATTCCCGGCTAGCAAAAGAGCCTCTGCAAGCAG
GGCCAGACCCCCATCCCCAGTCTTACCCCCCATCTGCGAATCTGTGGATGAAGAGCACCA
CAACAGTGACACTCAGGAGAATCCGTATGCAGCGGGTCCATCACAAGACCACTGCCAAAA
TGTTTTATGGTGCATATCCTGGAGCAATGTTTCAAAATCACTGTTATACGTCACTTTGCT
GGTGGTGTTCTTGGCTGTGGCAAACCAATATGATTTCCTGGCCTGTTTTGGACTCTATTT
GATATCTGTGGTTTGGCTGTGGTGTCAAGGGGAGAAACAAGCAGTTCAAAACAACAAGAA
AGCAGCTCAAGACCAACAAAACTGCCACATTTTAGCTGAAGCAAATTTTTAAGACATACT
GGTTAGCATCATGGCTTTGAGGACTCACTCCGGTCATCTTTTGAGCTATTTTAAAAAGCA
TTACCAGTGGTCT
>CL4325Contig1
CGGCACGAGGGTCCCTGCCACACCTTCAGGCCGAACGGGGACATCATTGACAATGAAAAC
GAGGTTCTGGAGGTAAAGTTCAAAGGGGTGGATGGAGACGAGGAGCCCAGCCGCCTGGAT
CTCGATCAACTAAAGAGGAAGAAGGATCTTTATGTTCCTCACCTCATCCTCATGATGATC
CCCCCGCATCGCCTGGACGCTCAAACCACGCGTCGGCGCAAGCGAGCGCTGGACGCCAAC
TACTGCTTCTCAAACGCTGAGGAGAGCTGCTGCGTTCGCCGCCTTCACATCGACTTCCGG
CGGGATCTGGACTGGAAGTGGATCCACGAGCCCAGCGGTTACGATGCCAACTATTGCTCC
GGGCCGTGTCCCTATCTGCGGAGCTCGGACACCACTCACAGCTCGCTCCTGAGTTTGTAC
AACACGCTGAACCCGAGCGCGTCGGCCTCTCCCTGCTGCGTCCCTGCAGACCTGGAACCC
CTGACCATCCTCTACTACTCTGGACGGACGCCTAAAGTGGAGCAGCTCTCCAACATGATC
GTCAAGTCCTGCAAGTGCAGCTGAAGGGACGCCGGAGGCGGCGTCCACGGCGGGATTCAT
GAGGTACAGAAGCCACTGGAACCCTGGGACTGGTGGTGGAACTGCAGCAAATCCTGAAGG
AGACCTGAAGGAGTCTGATCTGAACCCAGAGACGCAGAGCTTTTCTGGAGACGCTTTCTT
TCTGTCTTCCATCCCAGTTAGTTCTAAATGTACAGCAGCTGTGACCACTTTCAGGTTCCT
TCACTGAACTCGATCAAGAAAGAGTCGTGGCTCTTAAAGAACGGAGAACCTGCTTCATCC
TTAGGACTTATTTAAGATCAGAACCTCTATTGGAAAAGGGATCAAA
>CL4326Contig1
TGACAGTTCAGTGTTGGCTGAGACCTCTGTAGTGGTTATCACAGGCCCACCTCCAACACA
ACCAGAAGCTCTCCCTGGAATTGTGTCTGACACAGAGTCTACTCCCGGGGCCGCTCCAAC
CACAGAATACGACTCCACAGCTTTCGTATTCACTGAAAGGCAAGACGTCTTCACCAAACC
TATGACAGAGACGGCGACTGACGCGGCTCAAACTGAAGCTCCTGCTGTGGAAACGTTGGC
TCCGGAAACGTCTGCTCCAGACGCGGTGACCGACCCTCAAGATCCAGGCCATGAAAACCC
TGTTACACAACAAGAAGACTACACCGAGGGCCCGAAAATGGAGGAAGAGTTGGGTGATGA
AGTGACTGTTGAAGAAGAGTCTTTGAGTTCCGGCCAGATAATCGGCATCGTGATTGGCGC
CTTGCTGGCCGTGGTAATCTTCATCGCTGTGGTGATTGCAGTGGTCAGGAGGATGGGCAA
ATACTCCCCCTGAGGAAGAAACCGACCAAGCAGAAACAAAGTGCAAAGTTCTGGAAAAAC
TGAACTACTGAACTGTGCCGTCACTTTTTATTTTTTTCTTTAATGGTTACCACAACCAGA
ACTAAATAAGCCTAACCAGGACTCTGAACTGATGCCTACCTAAGGGCATTGTTTTTGAGA
CAAGGGGGTATAAGGTGCCATCCTCCTGCTTACCTCCCTGATCCAGAGGAGCTGCTAACA
TTCAAGGCTCTGTTTTCTTTTAAATTCCCTGAAGAAGAAAAAAA
>CL4327Contig1
AGAACTCAGGGAGCGTTTCTNTGTATTTGGCCGGATTGAGGAATGTACCCTGCACTTTAG
AGATCATGGGGACAACTACGGGTTTGTGACTTTTTTTGACACCAAGGACGCTTTTACAGC
CATCGAGAACGGAAGCAAGCTGCGCAACCCTGACGAGCTTCCGTTTGATNTCTGCTTTGG
TGGAANAAGGCAGTTTTGTCAAAGCAATTATGCTGATTTAGATTCAAGCANAGACTATGA
GCCGTTGCCAACAAAAGGCAAGTTGAATGCACTAGACTTTGACACTTTATTGAAGCAGGC
TCAGCAGAATCTAAGGAGGTAACGGAGGACGCCTGCAGGAAGAAGCAGCCGAGACTTACC
TCAGAATTCGTGGGTGGATCTGCATCTGCAAAACTTTACATTTTGCTTCATGCCTTCATT
TGTTTGTTTTTTTTTTGTTTGTTTTGGAAAGCTAACCCCTTCTATTGAAGTGAAAATTTA
TAAAGAAACTGGTAAAAGCATGAAAAAAAAGTAAAAGCAAAATTCTGTTTTTCTTTTCTA
TTATTTAAATGTACAATTGTGGAAAATTGTATGGAAAGAATCATGAAAGGGTTAATTTCT
AATTTACCTTATTTGGGAAATGATGCGACACATTGAAATGTCCCAAAAGTCTAAATAAAT
ATGTTTTATCAAACAAAAAAAAAA



>CL4328Contig1
AGTCCGATCTGCTATTCTTCAAGAAAGATCTGCTGCAGGTAAGCGGTAGGAAGCTGGGAC
AAAAACATGGCAAGACTGCTCGCAGCGGCGTGTGCTCTGCTCACTCTGCACATCGCTTCA
TCTAGCAAGTTGGTGTGTCACATGACCAACTGGGCCCAGTACAGACCTGGTAGTGCTGCA
TTCACCCCAGAGAACATTGACCCATTCCTGTGCACCCATGTCATCTACGCTCTGGCCACC
ATCAACGACTTTAACCAGGTTGTCACTGTAGAGTGGAATGATCAGCAGATGTATTCCAGC
CTCAACAGCCTCAAGAACATAAATCCTGCACTTAAGACTCTGCTGTCCGTTGGAGGCTCT
GTCAAAGGAATCAGCCCATTCATCGCTATGGTTGCCAAACCTGAGAGCCGTGCAGTCTTC
ATCAAATCTGCTATCAGCTTTCTACGCAACCACAACTTTGATGGGCTAAACCTGGCCTGG
GAATATCCTGGACACAACGGCAGCCCAATGCAGGATAGAGAGAGGTTCACTCTGCTCGTT
TCGGAGTTGTCCCAGGCATTCATAGATGAAGCCACGGAAATCAAAAAGGCGCAGCTTCTT
CTTTCAGCCAATGTTGCGCCTCTACCCTCAACTGTCGACAAAGCATATGAGGTCAACAAG
ATTACACCTCATTTGGACTTCCTGAATGTCTTGACCTATGACTTCCATGGATCCTGGGAG
CCAGTTACAGGACACAACAGCCCACCTGTACCGCAGTGCCGTGGACACTGTCTCACAAAT
GCAGTACAACATTAATTCTTCAATATCCCACTGGCTGTCTTTGGGAGCTGCAGCTGATAA
ACTACTGTTGGGTTTCCCCACCTTTGGACGGACCTTTGAACTCAGTGGATCAGC
>CL4329Contig1
TTCGGCACGAGGCACCTTTATTGTCTATAGAGGAATAATGCTTTTCAAATGTGCAGCTTC
ACACCGAAATGCTAATGTAAATCTGCAAAATTGTGAACGAATGACTGTTGTGCTTAAATA
TGCTTTATTTATTATTCATTGTCAGTATAGATTTTTTCTGTTTGATTTGTAGATTTGTTT
TCCCCGTTTGTCTTTGCTGGAAGACGGCAGTGTAGGTCACAGGCTGTGTACGCCCTAATC
ATCCTCTGTACCTTTAAGGGAGCCAGGGATCTTTTTCATCCAGTAGATTCTATGAGATAT
GAACTACCATCATTTTACAGGAGCCCTTATTCCCACAGTGGAGCGAATGAGGAGACACTG
ATGTCGTCCTTGCCACCTTGTTAGATTAGTCTGTAAACACAAAAAAGTCCTTTTTTTCCC
ACCATCCTCTTTTGTCGTCAGTCTGACGATGTGTGTTTTTGCAGTCTTTGTGTTTTGGGG
GCTTCTTTTTTTTACGCCCCACCAGCTCTCGGGATGTCCTTTATCCTGCGAGTGTTTTGC
CGTCACCAGCACAGTGAAATGTGTATCCAAGTCTCTGCTCACAGTGCCGAAAAACATTCC
GGGATATGCCAGGACTCTCATCTTCACAGGGAATCATTTACACCAAATTGGACCGGACTC
TTTTAAAAAGCTGACGAATGTAACTAACATCATTTTAAGCAACAACAGGTGAGAATGTTT
GTATTGTTAGTTCTCTGTCACTTGTGTATATTCTGCCTTTTTTTATGGAGACTTTCTTTG
TGCATAATAAATTAATTTTATCCTCAAAAAAAAAA
>CL4330Contig1
AGGGGACCGAACGCCTGGCTCTCAAAAGCTAGCGCTAAGGCGCTGCTTGAGAGCAAACTG
AAATCTTTTAGCATTGGCAAGATGGCAGTAGCAAAAAGGACCTTAAGCAAAAAGGAACAA
GATGAACTAAAGAAAAAGGAGGATGAGCGGGCAGCAGCAGAGATTTATGAGGAATTTCTT
GCTGCATTNTNNGTGGAGGAGAGGGGAAAGTTAAGGCATTTGTCCGTGGTGGTATCGCAA
ATGCAACAAAAGAAGAAGCAGCCGCTGATGAGAAAAAAGGAAAGTTATACAAGCCCAAGT
CCCGTTTTGACGCCCAAACAAAAAGCATCTTGCCTTTGGAGACCCCACCCCAATTTTTAG
CATTTGACAGAAAACAAACTGTTAAGAAAAATACCGAAAAGGAAAAGAAGAAGAGTAACC
TGGAACTCTTCAAGGAAGAACTTAAACAGATTCAAGAGGAAAGGGATGAAAGACACAAGT
TGAAAGGCCGTGTTAGTCGTTTTGAGCCCCTCGCTGGCATGGAGGGAAGACGTTCATCGG
ATGGTTCTTCAAGAAGAAACCGTCCGTCCAGTGTTTTGGATGACTGTGCACCAGGTTCCC
ACGATGTAGGAGACCCATCCACAACGAACCTGTATCTTGGAAACATCAACCCACAGATGA
ATGAAGAAATGTTGTGTCAAGAGTTTGGTCGCTACGGCCCTCTGGCCAGTGTGAAGATCA
TGTGGCCACGGACAGATGAGGAGAGAGCTCGGGAGCGGAACTGTGGCTTTGTGGCTTTTA
TGAACAGGAGGGATGCTGAGCGAGCACTCAAACACCTCAATGGAAAGATGATCATGAACT
TTGAGATGAAATTAGGATGGGGCAAAGGTGTTCCCATTCCACCCCATCCCATCTACATCC
CTCCCTCTATGATGGAGCACACTCTACCGCCGCCTCCCTCCGGCCTTCCCTTCAATGCGC
AGCCCCGAGAGAGGCTAAAGAATCCAAACGCTCCCCTGCTTCCTCCACCCAAAAACAAGG
AGGAGTTCGAGAAGACTCTGTCGCAAGCCATAGTCAAAGTGGTTATCCCAACAGAAAGGA
ATTTGCTCTCTCTCATCCATCGCATGATCGAGTTTGTGGTGCGTGAAGGCCCCATGTTTG
AAGCCATGATCATGAACAGAGAAATCAACAATCCCATGTACAGGTTTTTATT
>CL4331Contig1
TTTATTAATGTATAAAAAACTGCAGGGAAAGAATCTGTGGTATACAGGACATGTAAAAAA
TTGACATCTTTTCCTAAAAACAAGAAAAAAAGTTCATCATTTTAATGTTCTAGAAAAGTG
TGCACTATGATATTTGTGCATTTATACACCATAACAAAGTTGGAGGAAAGAAAGAAATTC
ATACATTCACTAAGATCTTTTCTAGTCTTTTCCCTTTTTCTCCATGTTTTTTTTTTGTTA
CTCTGGGTCGTCACATGTATTATTCCTCCTCCTAACTTCTCCAGTAGCCAGCTCAGCTAA
NCCAGGACCATCTTTGCCATTGTCCTGATCTCCCCCATCGGTNTGCAAAGTATGCAAAAT
CTGGTCGCTGGGGCGTTTCCAANACGTTCNAGNGGCAATCCAAANAATAAGGGCTCCNAA
AACCACCAGGAGGACTCCCAAAACATTCACAAAAACCGCCCCGGGTGGAGAGTCTTTGTA
CTTGGGATTGCTCAGGCCAAAAATAAGCTTCTCTGTGATGCCCATGAGTGCGACTCCTAT
AACACTGGCAAAAAGCAGAAGACCACTGTAGACGTGGATGGGCATAAACGCTGCTCTCCA
GGACACAGGTGTAGCTGGTATCAAGTACATGCCAACTCCAAGAACAATCTGCAGACTATA



GAGTATCACTGCTATCAGGCCCAACCAGCTGTGCAGACTGTACATGTTAGGAATTTGGGC
CGCATTGTGGAAGTCAAAAACTGCCACCATGGCGACAACTGCACAAATGAATGCTGCCAA
GTGCAGGCCTGCATGAATGAACTTCATCAGTAGTTTACTGCACTTCCAGGTCCAGGGAAG
CCTGTAGACGATGATGGCTATTCCCTGCAGGAAAATAAAGCCCGAGACGACCAGCACCGG
ATGCCAAGTTGAACTCGGCCAGTCCTCCATCCCAGCCCAAGCCCTCCTTGAAGTGGAGAA
CCCATCTGAGGACAAAGACAACGGCGACGAAGCCGACGGCTCCGGCGGCACACAGCGTGA
CGGCAAACTGCTTGAGATGCTCCATGGTCTCCGCGTGGAAGGAGCGACCAGGAAGACCAG
GCTGAAGCAGCCGTTTTCACACCACTACTTCCCC
>CL4332Contig1
GGACGCATTCCAGCGTTGGTGCTTTCCTGCCAAGCCCAGATGCAGAGCTGTGCCATCTGT
TTGGTACTCATCCAAATTTGGACACACCCACAAAGGACATTGGATCTCTTTGGCCCGATC
CCTGAGCACAGCCATGGCGCCCTCTGGCTGGCTGACGGTAAAGGCAGGAACGCCAGGCTT
AAAGATGCCTCCTTTCTGCCAGGCAATCTTTTCAATCGTGTCTCCAAGAATCTGAGTGTG
GTCTATTCCCAAGGAGGCAACGCCACAGACCCAGGGCTTTCGTATTATGTTGGTGCAGTC
ATACGCTCCACCAATCCCAACTTCAATCACAGCCACATCAACCTTTTCCTGGAGAAAGAC
GTGGAAGGCCAAGATGGTGAGAAAGCGAAAGTATGCCGGCATTGTTCCACCAGAGGCTGG
CTTAGATTCTTCAAGGCGTCCATAGATCTGCCAGAAGTATTTGGTGAAGATATCTTTTCC
AATGGGCTGCCCATTAATTCGGATCCTCTCCCTGACTTGTACCAAATGGGGGGAACTGTA
AAATCCTGTTCGCAAGCCGTAACTTCTCAAAATCTTCTCTGTAAATGCACACGTTGAACC
CTTGCCTTTTGTTCCGGTGACATGAATAATATTAAGACGATTCAGCTCTTCTACGGTGAG
GCCGGCTCGCTCCAGAAAGCCTTGCATAGCCTGCAGTTGCTGCTGAGGGTGGTTTCTTTC
TTGCCGTACCTGCTGCAGGGCACTGGCATTGGTCTGCAGAGTGTTCAAGGTGCAAATTGC
ATCCTGGTACTCCATCCCGGGTAACTGCGGGGCCGTTTTGGTGCTTCGGTGTCTGAACGC
CGAACCCGCCAGCCTGCACACCGAATCCCGCTCCCGGAGCAAAGCGGAAAAGCGGGAGCT
TTG
>CL4333Contig1
AATTCGGCACGAGGCGGCCTATTGACGCTAGCAGTCCGTGGAAGCCGCGCGCGTTGTCAG
AGACTACAGTCCCTGGACCAAACTCAGAACCGGAACCACGAGAAACGGACTCCAGCGGAA
TCCCGAAGACAGACCACAATGGTGCTGTTGGCAGCGGCGGTGTGCACCAAGGCTGGAAAG
GCCATCGTATCGCGGCAGTTTGTGGAGATGACTCGGACCAGGATCGAGGGACTCCTGGCT
GCCTTCCCAAAGCTCATGAACACAGGCAAGCAGCACACCTTTGTGGAGACGGACAGCGTC
CGCTACGTCTACCAGCCTCTGGAGAAGCTCTACATGGTTCTGATCACCACCAAAAACAGC
AACATTCTAGAGGACCTGGAGACCCTGAGGCTCTTCTCCCGTGTGATCCCAGAGTACTGT
CGCGTGTTGGAGGAGAGCGAGATCTCCGAGCACTGCTTTGACCTGATCTTCGCCTTCGAC
GAGATTGTGGCTCTCGGCTACAGGGAGAACGTCAACCTGGCCCAGATCCGCACCTTCACA
GAGATGGACTCTAATGAAGAGAAGGTTATACGTGCTGTGAGAGAGCGCTCTGGGAAGAAA
GCGCCTGGCTTTGGCGGCTTTGGCAGCGGTGGCATGAGCAGCGTTTCCTCAGGGTCCATC
ATCACAGACAACATCGTGGAGCCCGAGAAGCCCAAGATGACGCCGGCTCCACTCCGGTCG
AGTG
>CL4334Contig1
GAGCTTTGGCGGACAGTGGACTCTTGGTAAACGATGAGATGGCAAACAGCGCTGACATCT
TTGAGCAGGTCTTCATGTCCACTGCAGTGGATTTCAGCCAGGATTCCAGCAATAATCCCG
GGGCCGCTGGAGAATCCGGGGCTCTGTCAGAAGAGGAGCAGATGGCCAGTGCATCCACTG
CACCATTGTCCCCAAAGACACTTTTCTCCCCCTCTCCATGCCAACAGAACACAGAAGATA
AAGGAATCCAGACGGAGCTGATGCCTGTATCACCTGACCTGCAGGCTCTGCTTCTGCAGC
TGCTAAAGTTCCACGGATGTTCCCGAGGAGATGCAGTTCTGTCTCCCTCCACTCTCTTGG
GTTTCCCAAACTTGCACAATTCCACCACTGCCTGTCAGTCTGACTCCACACTCCCCCAGC
CCATCATGGCTCCAGAAAGCTCAGAGCCCACTGATTCAGAGTGTTGCCCAGAAGCGACAA
AGAACCTTCGATTCATGAAGGAACTAGACTTTGAAGCAAGTGAGGAGGAGCCTTGTTCAT
CTCAGGAGGTGGGTGTGGTGAGTAAGCGATACTGGAGCAACAGCTTCTGGGTAGATTTGG
TGGCAGTAGCAGCTCCAGTTTTGCCCACAGTGGCTTGGCTGTACTCTCGGCACGGCGTAG
ACGGCAGCGCTCCAGTCTACAACATCGCCGCCCTAATCAGGGGCTGTTGCATCGTGGGAT
TGCACTCTCTTCGTCACGCTGCCAGCCGCTCGGATGCGTAATGGCACAGACACCACAATC
ATGCACCCAACTTTGACCTGAGAGCACTAAATCAGTATTTATGAGAAACCGTTCTGACAC
TGGATAAAAGCAATGCAGTTATCTTTGCACTGTTATTTTGCACTCTGTAGTTATGATTTG
ATATTTAATGGTGACATTGAATGGATTATTTACAAGAATTTCTGTATTTACATTTGAGCA
TATCATCTGGGTAGATGGTTATGTTACTGTCCTCTTCTAACCCTATTTAGTTTAGTTTGT
TTTTTTGTTTTAACTCAATGTTGAGATACTTTTAAATGGCGGAAGCTGTAATCCTTAGAT
GCATTCTGAAACGTGTTTGTGTTGCTGTCAGAAAACCTTTCTGCCAAAGCTTTAATGTGA
CTTCACTGTTGTGCATCTGTTCTTTCCCTCCTTTCCCAGGAGTAGAGCTTTACCGAACGC
AGCTCATGTGTTTGTAGAAAGAAGCTAAAACTTTAACTGACACTTGTGCCTGAGCAATGT
GCAATANCTGGGGGTTTACATCAAAT
>CL4335Contig1
GAGGGTGGTGCCGCGGCTCACCAGAGGAATGGCCTCCATCCTGTCCGAGGTGATGATGTA



CGTCTCCATCGTCGGGCTGCAGTTCTGGCTGTTGGTGGAGATGATTTACTGCTACAGGAA
GATCGCGGCGGCCGGAGAGGAAGCTCTGCGGGAGAGCGAAGCCGAGTATTTAGCCATCGC
CTCTGAGAGTAAAGACAACTGCGCCGCCAGTGTTCCGGTGGCAGAATAGCAGCGGTAAAG
AAACCAAATCCACAGAGCTTCCTCCAAAGGTTCTTCCAGTCCTCCTCCTCTTCCTCCATG
CAAACAGATCCAGGAGGAGCATTTCTACCAAAAGCCTTTTAGTGACTCTGGTGTGACTCT
GGATTCAGGAGGAAGCTGCTCTGTGAGCTGAATGAAACTGATTCCAGGTTTATGATGCTG
AATGCATGCTGACCGCCATAAACCCCAAAGCCTCTCCTCACGCCGAAGCGGTTTTCATCC
TGAGCTACAGCCGGACCGATGTGGAATCCAGGTTTGGTAAACGTGCATGAAGACGCTTTC
AGGTCCTGACGAACCTCTGCAGGTTCTGTATGCTGAGCATGCAGCAAGCTCCGCCCACAT
CTGCATTTAAACCAGCGCCTTACTGACCGCATGGCTTTGCAATCCCACAACCCGACGGCA
GAAGAGGAGGGGGCACCGATGAAGGTTTAGGATGAAGAACTCGAGGACAGGAACCGCAAA
GACAATCCAGACTCTCATCCACAGAATTCCTCTGAAAACCTGCCTTCTTCATCTCATCCT
CATCCTCCTCCCTGTGTCTCGGTGTTCCAGCCCAGCCCGTCTGACAGAACCGGGCCTGAT
CTTCAGAATGCAGCAGGAGCAAACAAATGCTGTGGTTTCCCTCCAAACGNC
>CL4336Contig1
TTTTTTTTTTGTAGCCACACTGATAAATTTATTAAAATGTGATGACCCCAATATATATAT
ATTTTCAAACAGTTGGGGTGACAAAATAGTCGAGACTTAACTTTTGGGCCTCCGTTTCAA
ATAAAAAGTTGGTGACATTAAGGTGACTAGAGACCCTGACATTCTCCTAATGAAGTAACA
TCAACCCTGTTTCAGACTGCAGAGGACAGACGTGACGGACAACAGCTTTACCCTCTCACT
ACCACTGAAGGAGAGATCAGAATATAATCTTTGATTCACAATTTACTGCCCCCGTGCTGT
ATAGAAATTCATGGTTTTCATGCAGTATTAAAGAGAAAACATATTTATTTTAAATATAAC
TAAACTGGTTTGCAAAAAGAAGTGGATGAGAATGGCATCTGGCAGTAGGTGTACATCATT
ACATTGTACTAGGATGTAAACAGATACTTGTCTGCGACAGGCACGGCCCCAAAACCCAAA
CGTCCTTTCCTTTAACCCTTAAACACCGGAGGTTTAGCTCCAGTGTTTACATTCTTTCGA
GTACCGTAGCTTTTCAATCATTTACTAAAT
>CL4337Contig1
AGATTAGAACTTTAATAATCCTTTGTTTGATATAGAATGTATTTGACTGTGAATGGCATT
GCTGCAGTGACAGACACTGGTAATGAGCTGCTGCAGACAAAGCCGGAGCTCATTAGGACA
GGGGGGAAAAAAAAACATTCTAGGAAAAACAAGTGGAGAATGTCTCCCCATGGTGGCAGA
ATGCGGTACTGCAGGCTTTAAAAAAGATTTCATCTCGTGGTAAGTGGGGCGATGCAAAGT
ACTCTTGCGTCTCTCACACACGTGTGCACATGTTGAAACACACCTGAACCCCAACAGCCG
GACGTGTGCAGCAACAGCAGCACCTTCGTGCTTCACAAACACGGGCAGCACTTCTACGTG
GATTTCCTGCAGGCGCGTGCGTCCTACACGCACTTGGCCTCCATGTCGTAGAGCTTCAGT
AGGTCTGAGATCACGGCGTGGATGTCTGCCTTGGTCACATTTTCACACAGCACCTGCCAC
CACTCCTTCTCGCCGACGGGCAGCTCCACTCCGTAGCTGTTCAGGGCCAGGTACAAGGTC
GCTATGGCAATGTGTTGCGGAGTGTGGCGAATGCTCATGTTTCCATGGTAACAGTCTCTC
AGCAGCGCCCAAGAAGTCTCTGCCACAGGGGTTCGAGACCAGGCATGGCGGTTGACGAGC
GACTTCACGGACAGCAGGAAGTGGAGGAGGTACTTGTGGGGGTGCTCGATGGAGACATGG
AAGCCGAGCTGACGCAGGATGAGGAGCTCACACTGCACCACGCTGTCCCGCAGCTCCCAG
AACTCCTTGTCACATTCGAGGGGAGCGCTGCCTTTGTTGAAATACCTGTGGCTCACGTTG
ACGATGTCCCGTGTCCTTATGTGCTGCTCCTCCACCTTTCCCGCCAGGTAAACACAGCTC
ATGGCCACCAGGTAGGGTTCATACTCTCTGAGGCAAACGCGCTTAAAGAAGCGGTGATAC
AGAACGCAAGCTGTGGCCACCGGTATGGAGTGCATCCCGAGCTTCACTCCTATTTCCATG
ATGAAGCGACACACGCGAAAGTGCGTCCTCGTGTCCCGGCTGGTTTCGGTGTCTGCATCC
CCTTCTGACCCCCTCCTCTCCAACAGCTTGGAAGCTCCGTCTCGGGAGGCTGATAACCGA
CGAGAAGGGCCCTCCATGTTGACTGGATTACATAAAACGTGGGTGGAGAGAAGCTACGTA
GCCATCAGTTCAGCGTAAATTTTGAAGAAACCCCCCAAAACCCCACCTCAATATATTCAG
ATTTTTCCGAAACACGTTTGCAGTCACCTTTTAGACGCGGTTATTTCAGACACCTTTGTA
ACAGGAAGAAAAACAAATCTTTTCCGCCCCGGCCATAAGGCCCGGGTTA
>CL4338Contig1
TTATCTGCTGTTTGGCAGAGGTTCTATGTGCGCATTAATTCCTCACAGCTCAGAAGAACA
CCGTTAGAGGAGTTTTAAGCAAGTGAGACAACTTTATCTCAGCCTCCGTGTGTTTTCCTC
TTCTTGTGTTGACGCTCAGTGAGTCCATACTTGAAGAACTCGTAGACCGACCAGCTGATG
GCTGTAGAGGGCATCTGGTAGATGATTCTGGCTTGAACTCCCTTGAAGAAGCCCCGCAGG
CCGCCCAGCCTATAAACTGTCCGAAAGGCGTGGGCCAGGCCAGAGATGTGTCTGTGGGCT
TCGTGGCTGGAGGAGCTGAGTGCCTGCGACTCCTGCGTGTTGAGCAGGGTCTTGCAGACG
TCTAGCGGTGTGGTGGCTGCAGCCGCGATAGCCCCAGCCAATGCCCCGGAGAGCATGTGG
GACGAAGGGTTGTACTGTCTGTGGGGGTTCAGGAGCTCCTGAAGGTGCTCGTAAGTCATG
AAGTGGAGAGCCTGGAAGGGCACGTTCATGGTGAGCTGCGTGGTGTAGCTGCGGTAGAAT
GCAGCCGGGCCTTCTTTCTGCCAAACAGCGCGTACACAGTCCAGCACGCCGCGGTACGGG
GAGTTATACATCTGCATGCGCTGCTTCACAACTTCTGCTGGGTTCATTGCAGCATCGTGA
AGCAGTGTGGCCACGCACCCAGCTGCTCCATTAGCCACATGGCTGTTAGCCCCTGGATGA
ATGACATCACTCAAAGTCTTTTTGAGCTTCTCATAGCTGGCAAAATAGAGGGCGTGTGCA
GGTCCGGCCCCAATCGCCGTCGCATTCAGGCCTCTCAACGGACGCCATACTCCTTCCGTG



GCCACTATTCGGCGGAGGGCATCCATCACGTTCCGGTACCGAGCCGCAGGGTCAGGCTGC
AGACTCTGCATGCGAGTCTTTACGCAGTCGATGGGAAACATGACACAGTGTTCCATGATT
CCGGCCACAGCTCCGGCCAACATGTGGGTGCTAGTGGAAGCTCCCCGTGGAAGAGCCTCA
TAGTCCGGCTCAAAGTCCTCTGCTTGTGCATCTTGAACACTACAGATACAACCGACATTC
TGCAGTTCTGTTTCCCCACCGATCCGGGGTGTCAGACTTCCCACGATACTTTCCGAAACT
CCCCAGAACCTGCCCCCCAGCCATCGAACTTCAGCCCCGGCAGAGGCTCCTGCGACCCCG
GGATCTCCGCCTGTGGTCTCCGTTGTCATCCGCCGCTTCCTCACGAAACCATCTGCTTCC
ATGGGGAAAAAGATAGTCAGTGAACGTCTTTCGTTCACGAACACGCTGTTATATTGTTGT
CTTCGGGCCTTGTTTTCAGGTTCATTTGGGCTGTTCAG
>CL4339Contig1
TTTTTTTTTTTCACATCCAAATGCATTTTTATGTCTGTTTACTTCATTCTAAAAGAAATA
CAGGCAGGGTACGCGGTAAATGAGATAATACACAACAAGGAGGAGGTCGTAATTAGACTG
AGGATTGGTAGATAATTGCAACAAACAGGGGTTTCTTAGTACAGAAGACGCAGAACAGTA
CATCCTTCAGAGTCAAAGCTACAAGGACTCTGTCACACAACGTCATGTTTGCACTTAAAG
AAAAAGAACATTTCCTCAATCAAGGCTACACGCAAACAGGCACAGAGCTTCTGACAGACA
GTGGCATTTACAGACATGATGTGTTTGTTGTTTCAGAAGTGGTACGGCAGCATCATATTC
CTTTCCAGGAATCCAAACTTGGAAAAGGCACATGGAACTGCTGGCAGAGGTGCTGTGGAC
ACATCCTCACAGGGGATGTGGTCAGATACGTATGTACATATACACAGATACGTGTTATAA
GGCACTGTAGTAAAACATTATGCTTGTAGTACATAAAAAAAGAACAGGAAAGGTGGTATT
TACACCCAGGAATTTTAACATGTTATAGAAAACATACCCTGAATGACTGTCTCACCAAAA
GTCAACAACACAGACAAGGAGATTATTTCTTTTAACCCCCAAACACTNTTCAACACCCAA
GAAAACTACTAAGAAACACATTCTTGTCTGTTTTGAATTCCTCAGTGAGAGGGTTTTGTC
TGTTGACAGAAACCTAAACCATGGTAAGGCCAGAAGACTCTCCCAAACTACAAGTACTGC
TCCCTTTTCTCTGGTGGGGTACTTTTTACATTTGGTCTGCAATTCAAAAGGGAAAAAAAA
AGATATTTCAGTCAGAGTACAGTCACAGCAGTCAAAATAAACCAAAGGACCCTCGTGCCG
A
>CL4340Contig1
GCGAGNACATGGCACCATCTGGCAGAATGGGAGATATGTACCGACAGGGAATGGGTGGGA
TGGATCGAGACTTTGGCCACAACGACATGCCGATGAATCGAGGATTTGCAGATTCCTTTG
GAGGGATGAGTGGAGGTTTCAGTGGCGGCATGGGCGGTGGTGGCATGGGCCACATGGGAG
CTGGACTAGGTGGGGGCATGGGTAACATGGGGATGGACCGGATGGGCTCTGGCTTTGACC
GTCTTGGCATGTCAGGAATGGACATGAACCGTGGCTTTGGCGGCTATGGGGGTGGAGTAT
CGGGGCACATGGGTGGAGGCATGTCTGACCGAGGTTCTGGGCCCAAAGCAGGATGTCAAA
TTTTTGTGCGAAATCTCTCTTATGATCTGACATGGCAGAAGCTGAAAGAGAAGTTCAGTC
ATTGTGGTCAGGTAATGTTTGCAGAAATCAAGATGGAGAATGGCCGGTCAAAGGGATGCG
GAACCGTCAGATTTGATTCTCCGGAGAGCGCTGAGAAGGCCTGCAGGTTGATGAACGGAA
CCAAGATCAATGGTCGTGAGGTGGACGTCCGCATCGACCGCAATGCCTAAAGATTTTGTA
AAAGCTCAAAGAATCACACTAATCTATCCAGCTTCCCTGCCTTTTTCTTTTGTTTTGTTT
TAAAAACACAATGACTTGACATCCCCACGTTGTCATTTTTTGTTAGCAATTTTATCTGTG
TTTTGTGTTTTGTAAACCCATTAAATTTGTCAGTTCATTNAATAAA
>CL4341Contig1
ATGAAGGAAGGTTGGAAGAGCGTCTCGGGACAGCGAAATCTCTCGTTGCCAATGGTAATG
ACCTGTCCGTCAGGAAGCTCATAGCTTTTCTCAAGGGAGGACGAAGTGGCTGCCGTGCCC
ATCTCGTTCTCAAAGTCAAGGGCCACGTAGCACAGCTTTTCCTTGATGTCACGGACAATC
TCCCTCTCAGCTGTAGTGACAAAGCTGTATCCTCGCTCAGTCAGGATCTTCATGAGGTAG
TCGGTGAGGTCGCGGCCTGCCAGGTCCAACCTCATGATGGCATGAGGCAGAGCGTACCCT
TCATAGATTGGCACGTTGTGTGTAACACCATCACCTGAGTCCAGGACGATACCTGTAGTC
CGTCCAGAGGCGTACAGCGACAGAACGGCCTGGATGGCCACATACATGGCAGGAACATTG
AAGGTCTCAAACATGATCTGGGTCATCTTCTCCCTGTTGGCTTTTGGGTTGAGTGGTGCC
TCTGTCAGCAGGGTGGGGTGTTCTTCTGGAGCCACTCTCAGCTCATTATAGAAGGAGTGA
TGCCAAATCTTTTCCATGTCGTCCCAGTTGGTTATGATGCCATGCTCAATGGGGTACTTC
AGAGTGAGGATTCCTCTTTTGCTCTGAGCCTCATCCCCGACGTAGCTGTCCTTCTGCCCC
ATGCCCACCATCACTCCCTGGTGCCTGGGACGGCCCACGATTGAGGGGAACACAGCCCTG
GGGGCGTCGTCTCCGGCAAACCCCGCCTTACAGAGTCCAGACCCATTATCGCAGACCAGG
GCAGTGCTTTCCTCATCGTCACACATGACTGCAGGGGGCGCTGTGGATGAGCAACGACCT
ACGGCAGCAAATCACACTGCAGGGGGCACATTTGATCACAATTAAATGTTTTCAAATACA
ATTATACACTGTTCTAGGTAGGCATTGCTCCCTGCTAGAGGCTCTGGGTATCAAAAGTGA
TTCTAAGTAAAATCCTCAGAATCGATCAGTTTTGGTTTACTGCATAAATGTCTTTGAGC
>CL4342Contig1
ATTTTATTACATCAAACGTGTGTGGAGTTTTTAATTACGGCCCATTTTCACAACAACTAA
AGTACAAATAAAACAGGAGGAAACTATAAAAAGCGTCACTGGTTTGAATCTGAAACCAAA
CTTCATTTGCTCAAAGACTCACTTGTAAAAAGACTGAAAGTTTTCAGCCAAACAACTGAA
AATACAATCAAGCAGTCTGAACCCATCGTTCAATTTAAACAACAATATTAATGGGAGGGA
AAAAAAAAAAANCNCNTTTAAAAAAANGGNTTNC



>CL4343Contig1
GGTGCGGCCGTNAAACCCGGGCATTATGGCCGGGTGGAGGAGTTGGTGGCCAAGCGGGTG
GAGGAGGAGCTGGAGAAACGTAAGGACGAGATTGAGCGGGAGGTGCTGCGGCGCGTGGAG
GAGGCCAAGCGCATCATGGAGCGGCAGCTGCTGGAGGAGCTGGAGAGGCAGCGGCAGGCG
GAGCTGGCGGCGCAGAAGGCCAGAGAGGAGGAAGAAAAATCCAAGCGGGAGGAGCTGGAA
AAAATCCTGGAGGAGAATAACCGCAAGATCGCTGAAGCTCAGGCCAAACTGGCGGAGGAG
CAGCTGCGCATCGTGGAGGAGCAGAGGAAGATCCACGAGGAGCGCGTGAAGCTGGAGCAG
GACCGCCAGCGGCAGCAGAAGGAGGAGCAGAAAATCATCCTGGGCAAAGGGAAGTCCCGC
CCCAAACTCTCCTTCACACTCAAGGCCGCCGACTGAGACCCCCCCTGACCTCCACCCTCG
GCGCCCCGCTCATGTGTCCGTTCCGCTGTCCTCCTCATGACTGCTCGCCGCCGGAACGCT
CGCTTCATTTTGGAAGTGTCAAAGGAAACTCTGGATGGGGGGGGGGGCGGCCTGGGAAAA
CTCACCTGTCCTGTGAG
>CL4344Contig1
AAGAAACTGATGACCAGGGACGCTACTCGCAGGACGTGTGGAGTTAAAGAGTTTTCGAAC
CAGCATCACTCTTTACCGCTAATGTGGTTGTTTAAAAAGGTTTCTGTTTTTACAAATTGT
CATATTCGGGATTGAATATTAAAACAAAAACATATCAACTCTTCCTCATAGTCACCCCTG
TCTAGAGAGGACTTGGAGGTAGAGGAGGAGTCAAACCCTTACTTACTTCTGGACCTCCAT
GTTTAAGGCCAGCAAACGGTTTTCCACTTTAGGAAACTCTAACAAAAACAATCATTAGAA
GTCCATTTTTCGAAACCTGGATGTATGAAGTAGGAATCCAGGGGCCGCTATGTCTTAAGA
AATCCCGCCTCTCGCGACGCCTGCAGAAGTGATGCCTCCAGGCGGGACGGTGTTGAGTGT
GTTCCTGTTAGGTCTAGAACAGAACTGTGGAAGGGTGCTGATTCAAAATCTTCTCTTTTA
GCCGATCTCTCAGTGCTCATAAAAGCACTTTAAATATGTAAAATATTTTAAACCTTTTTG
TGAGGAAAATGTTTGTAACAAACAGCGTCATAGGTACAATTATGTTTACCTTTATACTTT
GACATGGGAGTTTGTCTTTAATGTATAGCCTCCGTTCTGTTNTAACTCATCACAATAACT
TTANAGNCGGACTGTAAACAAGGCAGACCCAGTATTCNTTTAAATAAAATATANAAACAC
GAGAATATATATATATATATATATATAGATATAGATATCTATAGATATCTGTATATCTAT
AGATATATAGATAGATATATGTGTGTGTGTCTTTCCCACAAGTGGCCTGTTTTTAACAAC
CAAACCTGGAATGATTGTCCACATGTGACGAGCTGGACTTCCATCCAGGTGTGACTAAAT
GTTCTGTATGTGACCGCAGGCGAGTAAAGAGGTTAAGCGTCTTTGTACCACATGTAGAAA
GAGACGCCCACCATTTCCTGTCATTTGTTAACCTTGGCTCCTCCCCATTCTGACGAGATC
TTCACTTAATCGGCTCAGTCTGGAGTTTAAAGAGAAGCCGGTGCCTTTTTTTTATACTGT
CCTGTGTATGAAGTTAGCATCAAAGCCATGACGGTTCTCTCTCTGTCTTTCTAACATTTT
TTTTCCTCTTCCGTGCTTACATTTTCATAGAAAATTAAATTTCTTCTGAGACACTCANAA
AAAAAA
>CL4345Contig1
AAGGTTTTTTTTTTTTTTTTTTTTTTTTTTNTCNGATGGCACGCTCAAAGACTAATAAAA
CACGACAATTTTAATGTTTCAAGGCAGGGAAAGACACATTTATGGAAACATTCTCTTTAA
AAGTAACTGTCAGAATGACAACTTTCAATAAAAACATAAAATACTCATCTGTCTCATCAA
ATGTGTACTTCCTTATTCTTTCCAATTTCTAAAGAGTCCCCATTTGAACTGGAAAAGCCT
TTGTTTTTGCTTTTTTCAACGTTTCTTCCTGATGCATGAAGATGCCGTGGGATCAAAGGG
GACTGACAAATACATAAAATAGAAAATAAAAACTCAAAAATTTAAAAACACGAAAAAACA
ACAATAATGATAACAATAAAAAAAAAATACAATTTGGTCAGTTTGAGGTCTTCAATTCTG
GGTTCATCTGACCTTTGGGTTGTTTTTCAGTCAGCAGTAGAAGTGGGAATCCAGTCACTC
ACATATACAGTAGTACAGTTTTGTAGGTTGATGAATAAAATTAAAGAGAAAAAAAACATT
GTTCAGTCAAAGACGATAAAAAGAACATGAAGGAAAATGATGCAGAAACGGATCTTCTTC
GCCAGAGTTCATCATTTGAGCAAATCTGCTTAAAGGATGTTTCTATGATCCGGGAAAAGA
TCACGTCACGGCTTGATCCGTTGTCTGAAGGTACGAAGAGTGTTGCCGTGGTTTCCAGCT
GCCACTGAGCTGCCAGCAGTTAAGACACAAACCCTAAACTGACTGGCGTTTACCGGAGGC
TGTCACTCTATCAAGTGTCATGTGACCCAGCTGTGGTTTTTACAAAAAAAAAAAGAATCA
CGAAGATCTGCTTCTACACAACCAAACATACAATTACAACCAAAACAAACATGGTTGGAA
AATATGGTTGTATAAAATGATTGCTTTTAAAAACTAAAGTCAAAGTCTCAAACGTGAATC
AGAAGCGAGGATGGAGTTCATATTTTTTTCTTCATATGGGCACAAAGGAACTTTTTGGTT
TTCCTAATTGCAGTTTTAGAACCAACAATCATCCACATCTGAGGTAAATTTACTTCATTT
CTGACTGTAGAGTAATCACATTTAAAAAAAAAAAAAAAAAAAAAAACATGTCGGCAGCCT
CGGGCCTCTAGAATCCCCGG
>CL4346Contig1
GGAAGACGGATTGGCCGGCCAACGTGAGGAAAACCAGGTCTGGTGCCAAAATGTGAAACA
GGGCGCTCGTCCTCATCCCACGTAGAGTGGACGGCGTGGGGGTCAGCGTAGCGCGAGGGG
GGGCGTACACGTGCACCATCGAGACGTTTCGCCGCCAGAAAACCAACACGGGGAGGGGGC
GACGCAGCGACACGACGAGGGCGGTGGCTTCTAGCCCCAATTTTTGGTCTTTCAAGGGTC
CAGGGCGCCACGTGTGAAGCCCCCGACCGGGACAGGCTCAGACCAGGCAGACTTGAAATC
TAGATTAAGACTTCAAACAACCGAAGCGTGCCTCTCTCTCTGCGTCAGAGGGGGGGGGCG
GCGGCTCAAGCTTCCAGCCACACTAGTGTCTTGATCAACCGCTGCAGCGGGCGGCTCGGG
GGGGCCTGGAGGCTGCAGACTGTGGGAGTGGAAGAGCTTCAAATGAACTGAGAGCCACAT



GACACACAGCCACACGAACCAGGCAAACGCAGCAGGGGCGCTAGTCCACGCCGAACAGGA
CCGGAGGGGGCAAACCCTAGCGGGGTGTCCGTCTCGTACCCGGCCGGCAGGTGGGAGTAA
GAGACGAGACTGGAAACCCTCAGTGGCTCTCTGCTCATGTTGTTACTGTTGTCTTGGTTA
CCGCTCTCAATCTATTTTTGTTGCTATTTCCACATCTTTAGTAAATATGAAATAAAACAT
TGAAGTGAAATCCGCCTCTTCTGTGGAGATGAACCTTGATTTCTCCGTCTCGTCTGTTTT
TCTAACTTGCATGGCGTTTAGGCGTGGTGCCTGGTCCTGTGCATGACGTGCTCATCTGAC
TCAAAAGCCATCGTTTCATTCACTAGAACTGCTGCTAACGTACACGCTGAATGTCCTAAT
GACTAACGTAGAGCCTCTGCCTTCTGGGGGGGACGACTTTATTCCCGACTGAGTCCATGC
GTTCGCCCTGCTCACCTGCGCCCGACATCCCACGGTTTCTGTCGGCAGTCGGGGTCCCTG
AAGGACCCTCTGACCAGTCATGTCTGGAGTCTGGCAGTATTAAAACCCCGAACAAGTGTT
CACATGACCAAAGGTTGGAGAGGTGGATGTGTGGGAGGACGGTCGATGCTGCTGCAGTTG
TACATTTTTGCTCATCTGTGTTGTTTTTACCGAACAAAGGAGCACTTGAGGATTTGTACC
TTGGTTCCGTTGCACGTGTGTGAGTGGAGGACGGTGTTGTGCGCTTGTGTTTGCCTTTAT
GCCTCGCTGTGTGAGCACTGTATCCCCTCATGTGTCTGTGTGTGTGTGTTTGGATGCTGG
TTGTACAGATGACCCCTCACTATGTCGGATTTTGGTCTCTGGTTTTCTCACTCATGTTCT
GAAGGCAATAAAGA
>CL4347Contig1
AGCACATTGTACCTTCGTACGCCGTGTTCCCAGCATGCCTCGCATTGAGAATGACATCAA
GCTGGACTTCAAGGATGTTCTCCTGCGGCCAAAGCGGAGCACGCTCAAGTCCAGGAGTGA
GGTGGACCTGATGAGGAGTTTCACTTTCAGGAACTCTAAGGGCAGCTACACGGGAATCCC
CATCATCGCAGCCAACATGGACACAGTGGGAACCTTTGAGATGGCCCTGGCTCTTCACCA
GTTCTCTCTCTTCACAACAGTCCACAAGCACTACTCCGTGGACGACTGGGTGGAGTTTGC
AGCAAAGCATCCAGAATGTGTGGAGAGCGTAGCTGTGAGCACAGGGACTGGAGACGGGGA
CTTTGAGAGGATCTCTGCCATCTTGGGGGCAGTTCCACAGCTGAAGTACATTTGTGTGGA
CGTGGCAAACGGCTACTCTGAGCACTTTGTTCACTTCGTCAAGGATGTCAGGGACAAGTT
CCCCTCTCATACCATAATGGCTGGAAACGTCGTGACAGGAGAAATGGTGGAGGAGCTGAT
CCTCGCTGGGGCCGACATCATCAAAGTGGGCATC
>CL4348Contig1
TGGAGAGTTGAAGCTTGCTGATTTTGGGCTGGCCCGAGCTTTTGGTATTCCAGTGAGGTG
TTACTCTGCAGAGGTGGTGACTTTGTGGTACCGACCTCCAGATGTGCTGTTTGGTGCTAA
ACTTTATTCTACCTCCATTGACATGTGGTCAGCTGGATGCATTTTTGCAGAACTGGCAAA
CGCCGGGCGCCCTTTATTCCCAGGCAATGATGTTGACGACCAATTAAAAAGGATCTTCAG
ATTGTTGGGTACACCAACGGAGGAGCAGTGGCCAACAATGACAAAACTTCCAGATTACAA
GCCATATCCTATGTATCCAGCAACCACCTCACTGGTTAACGTGGTTCCAAAACTAAGTAA
TACAGGACGGGATTTACTACAGAATCTGTTGAAATGTAATCCTGTCCAGAGGATCTCTGC
AGAGGAAGCCTTACAGCACCCTTACTTTGCCGATTTCTGCCCACCATAAAGGCTGCGCTG
CCCCCGCCGAGCTGGAGCTGCAAGAATGAATAAATAATCCTTCAACCTGTCTGGTAGTTA
GGACTCATTCAAATAAGGCAAATCCCCCGACTGGCTTTCAAACGCTTCGCTTTTGCCTCT
GTGTGAAGCAAAGCCTCAGTGGTACTTTATTTTTTATTATTTTTTACATTGGAACCATTT
TATACATGCTTCCTGATTTACAACATTAGATACATTCTATAGTCTTTAATTTATTTCTCT
TTTTTCCCCCCTCCAAAATCAATTTAAGACCATAAAATAAAGAGAAAAATTGCAAGTTGC
AGTGTTTACAGTTCACTTCATAACATGGTACCAGTTTGCCATGAGCTAAATTACTTTAAA
ACCTAAAGCATTGGCTTTTCAAATGAGGTGAACTCATTTTGAGTCCTCATGCAAAAGCAA
AGAAATGAAACCCTGCAGGAAATGAGTCTGAAAAAACTGGATGTCATTGGAGATGTTTCA
GACGAATCGGAACATTTTTTTTATTAAATACCTTCCTGTCCAGTAATTAACTAAGACAGC
TACTTTTAATCGTTGTAGACGGCGGGTTTACACGACAGACAAATGTCAGTTAGTAACTGA
AAAATGCTTCACCTTTTTGTTTAGGTTTAGAGCTTT
>CL4349Contig1
CTTTATTATCTGCTGTAGTTACATTAATTACATTTCATGCAGGATCCTACTTCAGCGTGC
ATTTCTTCTGTTTAGAATTCTTTGTCTAAACATTAGCAGACTCTCTTTTTTTCAGATTTC
AGGTCAGTTGGATAACATTGTGTTAGGGATCAATATCTCTAATATCAAGCACAAATCCTA
CTGAGAAAAAGATGGAAATGTCAGGTGTTTAGAAGAGTCTTCTTTATAACCGTGTCCTCC
CAAAGCCTGGTGGTCCAGCAGACTTAACTACAGACAGGCTTCCTGCATCCTCAGCTTGTC
CGGTTTTCTGGTTACCGACTACTTCCACTATTCCACTGTCACGATACGAATGGAGCCCAG
GTCGGACAGTAGGTCTGTGGAGTCTGAGGAGGCATCAATGACATTCGGGGCTTCACCAGG
ATTTGCGGCTTCCCCTTCATCCTGGATGATGACGTTCCTCAGCTTCCTCTGCCGTGGGTT
GTAGTTCTCCGTGCGTTTGTGAATTTGGCTGTGGCGTCTCAGGTGAGCCTGCCGAGTGAA
CTTGTAGCCACAATCGCTGCACTCAAAGTTCCTCACCCCTTTGTGACGTCGCAGATGGAC
ACGCATCTGCTCCTTTGCTTTGAAAGTTTTCCCACAGATGTGGCAGCAGTGGGGACGGCC
CTCCTCGTGCTTGCTGGCCTTGTGGCGAAGGAGGGCGCCTTTCTCAGTGAAGCGCTTCTC
GCACACGTCGCAGGTGAAGGGACGCTCACCTGTGTGAGTCCGATAGTGTTTGTCCAGGCT
GGCCTGAGTCCTGAAGGTCTTTCCACACAGGTGACACTGGTAAGGTCTTTCGCCGCTGTG
GATCCGCAGATGCATGTTGAGGTTGTTCTTCTGGGAGAACGCATGGCCACACAGGTTGCA
CACAAAGGGTCGCTCATTTCTGTGAATGGCTTTGATGTGCATCTGCAGGCCGTTTCGACT



GGATGCCCGGTGGCCACACTCCTCACACACAAAAGGCTTTTCGCCTCGATGTCTGGTTGC
TTCGTGCACCCTCAACACAGTCCGGGTCAAGAAGGTTTTGGGGCACTGAGAGCATGCATG
AGGTTTGGGATGACCGTGGAGCTTCATCATGTGCATGGTAAGGCTGTTCTTGTACATAAA
CTGTTCGTGACATGTCAAACACCTATATGGCATTTGTCCAGTGTGTGAAACGATGTGTGA
GCAAAGCTCCGCCTTGGTGTCAAAAGAGGAGGAGCACAACCGACCAGGAGTG
>CL4350Contig1
CCGGAGAGGGTTCAGAGCCTGCAGTCATGATGAAGACAGAAGGTCCCTCTTATGCCCCCA
TGCCCCCCGGCTATGCTCCTCCAATCCCACCATACCACCCGCATGTCTATCCACCGCCTG
CAGCGCCCCCTCCAGGACCCCCACCGCCTCCTTCCACGTATCCACCTCCCAGCTTGGCCC
CAAACTACCCGCCGCCGGGCTACAACAGCTACCCTCCGCCTCCGCACATGCCCCCCGGGA
TCGGCCTACCGCCTGCGGGATACCCTCCCCCACCCACCCGTGCCCCCGGGACAAGCCCAA
GTGCCTTTGCCGCCCCCACCTGGCATGCCCTTGAACCGTGGAGCGTGGATGAGATGAGGA
CGTTTGAAAGACTGTTGACACCTGAGCTGATGAGGAAGAGTGGGAGGTCTGTAAACGTTG
CTTTTCTAATCTAGAAGGTGAATTCTCCAACACCCAGTAGCTCAACTTACAGTCACCGCT
CACGTCTTGTACCTTCACCGCCGTCTGCTTTTCCATTGAAATTTCCTGTAAATTAGCATC
TTTGTCTTTGATTTTTTCTATGAAATCCACCATAAAAACTGGGCTGCAGGATCTGAACGA
ACGTTTTCATTTTATACAAGCAACACTGGCTTCAGGAGTATTTGTGCTGCAGTTGAGACG
CTTTTGTTTGAACTTCTGTTTTGTTTTTTCAATAAACTGTGCTTCACACAGTATTAAAGG
AGAAGCAGTAGAGAAAAGATTTCTCATTTAAGTCTCTGGACCATTTCTATTATAGGAAAG
CATCGATGTGCTCCTTTATAGCGTTTTAATGACAATTCTGATTATGAAATCACTTCATGC
CGACGTTCTTTCTTGAGTTAATCCCACAGGTTACTTTTGAAAAAGGAGTTTCAGAACGAA
ACCCACCAGTAAATCTGGCCTTTATAAATTCAATAATTGTTAGAGAATGAAAAAAGTTAA
ACGAATGTTTGAAAGTTACCTATAACATAAAGGCG
>CL4351Contig1
ATTCGGCACGAGGCCCTTTCAGCATATTTGCTCTCACTCTTAAAAACCATCAACTTCACC
AACATGACCTTTGCTGGACGATGGGAAATCGAATCCCAGGAGGGTTACGACGAGTTCTGC
AAGGTGGTTGGAATTCCCGCTGATGTCATTGAGAAGGGTCGTGACTACAAGGCGGTCACG
GAAGTTACCCAGAATGGGGATGAGTTCACCTGGACCCAAGTCTACCCCACTATCAAGGTC
ACCAACAAGTTCACCATTGGGAAGGAAAGTGAAATGGAAAGCCTGGGAGGAAAGAAATTC
AAGGCGACCGTAAACTTGGAAGGGGGGAAGATGACCGTGAACTTCCCCAACTACACGCAG
ACCAACGAGATCAGTGGAGGCAAGCTCATTGAGACCTGCAAAGCTGGCTCTGTGGTGCTG
AGGAAGGTCAGCAAGAAGATCTAACCTGCCCTTTGACATCTACTGCAGCAACAGTATGCT
CTCAATGAACGGCTCTCAATAAAGCTTCAAGAAAAATGTTCAGACACGTGGAANANAAAN
A
>CL4352Contig1
GGCGGCGCACGCAGACGCAAGAAGAGCTACAGAAATGGCGTCTGACGGTGGCAGCTCATC
GCTGCAGCTACCCTGCGTTTTCTCACCCAAATCACGCCAGTATTTGGCTGTGTGCGCTCA
GGATGGGAGACTTCGAATCTGGAATACAGACAGCAAAACTATTCACCAAGAATACGTGCC
TTCAGCTCATTTGAGTGCCACTTGCACGTGCATCGCCTGGGGACCATGCCGAACAGTGAA
GGAGGGACCTCAGAGGAAGAAGAGGAAATCGGAGGCGGTGCAGGTGGAGGAGAAGGCCGA
CCTGTTGGCGATGGGCACAGCGGCTGGCAGCGTCCTCCTCTACAGCACTGCTAAGGGAAG
CCTCCACTGTTCCCTGGATGAAGCTCACAGTGCAGGAGTGAACTGTGTCCACTGGCACCC
TGAAGACAGCGTGTTGTACAGCGGCTCAGACGACACAAACATTGTGGAATGGGACCTGCA
GTCAGGAAAGATGAGGAGTAAGTGGAAGGCGGACCGCGCCGCAGTGACCAGCCTGTGTGT
CAGTCCTGACGGCAAACTGCTGCTTTCAGCGGGACATGTGATCAAGATGTGGGACCTGGA
CACCAAGGAGCTCTACAGAAAATTCACAGGACATTCAACGGCTGTGACGACCCTGCGCTT
TGCCACCACTCGACCCCCCGACAGCAACGGGCTGTACTTTGTGTCCGGCGCTGCACACGA
CCGGCTGATCAGTGTTTGGCAAGTACGAGAAGATGGGAAGGACAAGAACTCGGTGGTGTC
GTTCACACTCACTGATGAGCCGAGACACGTTGACCTCGTCCCATCCAACAGCAAGGAAGA
GGCGGTAAGGCTGGCAGTGGTGTGTCAGGATGGGCAGCTGCATTTGTTTGAGCACTTTTT
AAATGGACCCTGTAAGAAGCCCTTTTTGCCCTCGTGTTCGGTGCAAATGGCAGACACCAG
GGAGTCACCGATGCCCATCCCCATGCTGGCTGCTGTGCTCGGAAGGGATTCCCGGTCCGT
GCTGCTGGCCTACGGAAACCACCTGCAGCCCGTCATAGAGCAAGTGGAGGTCAACACCAC
AGAGAGACACGTGTGTTTGAGTCGAGACGTGAAGACCAGCTTGTCTCTCACCATGGAGAG
CACT
>CL4353Contig1
TGCAGTTTTTAACATTTAGTTTAATGTGCATAGTCCTTCTTGACTCTTTAGTATCCATAG
GGAGTAAGCTGATAATATGTGGGAACAGTGTTCAATTGAGGCATATTCCAGCTCATCCAG
GAACATGAATGTGTCCCTATTTTGTGGCATGCTGGAGTACCAAGAGTGTCATACGTGAAA
ACTTTCGGCCGTCTGTGAGATCGCTGAGGTCTTTGATGTCTTTCCTCACCACAATCAATC
AAAGCAGGGGGTGAAGAAATACTATCTTCTGTGTCTGAGCAGTGTTGGGTTCCACCAGCC
CTTTCCGGTTCCTCCTCAAGTACAGGCAGTGTGTTCCCCGTTTGGTGTATGTGTTCTGAG
TTCTCAGGTGTAGGATCACAAACTTCAGGTGTGAGCTCAGATTGATCACAGTAAGTTTCA
CCTGGCTCAAGAGGTGCTGGGTAGTAGTTCTCCTCATCCTCAGAATCATCCTCACTTGAC



GCCTTGTTGTCCTCACGTTTCTGCACATTTCTTCTCTTTGGGTGTGATAGAACAGGAAAA
TCTGCTGGTAAAGAGTCACAAGGCAAAAGAAGGTTTCTGTGTAAGATTCTTGACTTCTTT
GGACCTTTTTCAGGTTTGAGTTCATATACAGGAACATCCTCATTTATTTGCCGGACAACT
GTATGGACAATGTCTTCCCAATAATTTCTCAACTTGCCTGGACCACCACGAGGTGTTAGG
TTTCTGATCAAAACTCGATCACCTGGTCGAAGTGTTGGGATCTTAATGTTACTCTTGTAG
TTGCGCTTACTTTTTGAGGCAGCTTTCTGGGCACTGTCTCTGGCAATCTCACATGCCTCT
TCCATACCTTGGTTTCCATTTTTTCACATAGCAATGGCGGTCACTGTCACCTTGTTTGGG
A
>CL4354Contig1
TTGCTTTTAATCTTTATTGGAACACTTTTAATATTNATATTTGAACATTTGTGACTAATA
ATTTATTTTACTTATGCTTTATTGTAACAAAACACCATCTCATCCCCCATGTTGGTAAAT
TTTATGCTCAAATCAATGTTTGCTGGGTTAGTCAGTAGCTAACACAGCAATTTCCTTTAA
ATTTAAGATAAACTAAGACAGGAAAGTGTTTTTATAAGTTTTAAGCAACTAATGATAGCA
CGTGTACGATAAAGGCCTGTAAGAAGATCACTGATGCTGCAACAGGTATAAAAAGAAGAA
AGTATTCAACATTTTTTGTGTAATCATGTTTTTTTCACCTTTTTGTTAAAAAATTACAAA
TCAACTCAAGCATTAAAGAACAAACTCACTTAAAAAAAACAACAGTTTTTTTTACTATTA
GGACCACAGGATTTGAATTTCGATCACAGGAATTTTAAGTAGATTTAAAACATTCATCAC
AGTTTTCCTTAAGTGGTCGAGTGTCCAGGATTACTGGGTGTCCCGACGACTAGCGTTTCT
TGAGATGGCTGTTGCCGAGTCCCATGACTCTGAAGGTGAAGCTGACGATTTTCTCGTAGA
GAAGAAACATGAGAGCAGCAGTCAACACGGTCTGCAGAAGTTTGGCTTCCAAGCCTTTAA
ATATGCCCAGAATGCCATGCTTCCTTGCTTTATTGACCAAAAGAGTCTTGATGGTCCTCA
AACTGGACAATAGTTTGGATTTTTCTGTGGGTGTTCTGCACTGACCAAACCTCAGAATGG
ACTGTACAGTTTGAAGTGGATATGTTACAGTAGTGGAAACAGCTTTGGCAATAGCCCCGA
TTACAAAAACCTCCAGGGATAAAAGCTCCCTAGAAACCTCTCTTCTGAGCCACCTCTTCA
GAGTTTCATAAATCATGAATTGGATGGCGGGGTTCAACACAAGCAGCAAAGAAGGGAAGG
TGCCATTCCACAGTGCTCCAACGCCTTCCTCTTGGATGATTTGTGCAAATGCATCCAGAA
TCCCAGAGTAGTTGGTGGGTCTGATGTCTGTGTTGCGAAACTTGGAACCCTGAAGCTTGA
GCCTGGTATTCACCACCCACAGTGGGGTAGTGACCAGTACATTTACTACGCCTGCAGCGA
TGCCTGTGATCAGGTCAGTGCTGGACGTTGAAGGCCTTCCCTTCAGCAGGCTTGCTTTGA
GGCAGTGATAGCAGTAGAAGTAGACAAAGTTGGAGCAACACAGGCTGCAGATGACAGGGA
ACCAGCCTCTATAGGGGGCTAGCAAGCCTTCTTCTCTGACTATGTCTTTCAGAATAGCTA
GAGTTGATTTGGCTTTCCTGTTTTCATCCACCTGAAGTCGCAGCCTGGTAGTATCAAGGG
GGAAAAATAGTGTCATTGAAGCCACACTTCCCACGGCTCCCGCTACAGCATGAACGAGGC
TCTCGTACGAGAAAACTTCGGAAGCCATCGTCTCGGTGGTTTGTTTTAATACTAGGTCCT
GCCCGGAGGAGCACAAATATAAATCGTCTTATTATGAGCGCATTTCTGGTGTTCCCCGGC
CATA
>CL4355Contig1
GAGGAGATGAAGGTGAAGATGGCCACCGATCCGAGGATGAAGAGATACCGGCGCTGGATG
AAGAACGAGGGACCTGGCAGGCTGACGTTCATGGATGATTGACGTTTGTCGGTCTGTCTG
TGCTTCAGCGTGAACCTCGTGATGAAGATCCAAGTTTATATAGAGAGAGATATTTTCATA
AGGACCAGACCTCAGAATTTCTAAATGCCGTTTTTTTTACTTTCCTTTTCCTTTCCAGTC
TGTAACCTGAACCCTCTGTTTCCGCTGCCGATAAATGCCGGAGTTTTCATGCCTCTGTTC
TTCTTGAATGTTCAGAGTCGGAGGCTGAAGTGTTTGGATGAGGCGGCAGTGGAGACAGCA
GGAGTGTCTAGTTCATATGGACCTGTGTTTGAGCAGCAGTGGAGACACAAATCCATGGGA
ACTTGTTTGAGTTTCTCATTGCAAAGCGCCGCTGAAGAGGCGGAGTCTTCTCTGCAACAC
GAGGAGGAGTCACTCCTGATGTGGTTTAAACTCAAATCCAGCAGGTTTGTTCCTTCCTCC
GTGTTCATTTGAAGATAAGCGTCCTGTTTCTGAAGGGAGCCTCGGTCAGAACGTCTCGTC
TGATAAATGAAAGCCAAAGTCGCAGCTGACGTTCTCTGGAAGCTGCACAACCTCAGGACA
AAGTTCAGGGAGGGGGCGCCGCTTTTTAAGATCCTGGTTTTACTTCCTGGTATTTATTGT
TTCCTTTTCCTGGTTTGGGTTAGCAGCCATGCTGTCATTAAAGATGGTGCAGCCTTCTGC
GTCGGCAAAAAAAAAA
>CL4356Contig1
AAAAACCATCCGGATGTGCCAGCAGTGTTGTTTTTTCTTTCTTTCTTCCCATTTTTTCGC
ATGGCGTTGACGTAGTAGGCACTGCACACACAGCAGGGTTGGGTATATTTGAGATCGGAC
GAGGCCCTCGGGTCAATAGTATCTAAATTCATTTCAACTCCACTTTCGAAATTACATTTT
TTTTAAAGGAGTGTGCGTGTTTCTGGGATAATCAGCAGAAATGATTGTGCAATAAAAAAG
AGGAAGAGGCAGCTCGTCTCGTCTACCTCGGTGTGGTAGGAAAGAAAAAAAGTCTTCGGG
GATAAAACCGAGTTTCCACCCGGCGTGGACGCACATTTTTGGACTCTTGGGAGCCTTTGT
GAGGTAAAGAGATCGCATAGGGACCGCGTTGTCTTCGAGAGAGTGCGTGTATGTGCCTGT
GAACCCCACCGGAGGACCAGCAGAAACCTTTACGATGACTGCCAGCACCTCAGCGGACAC
GATAAACCTGCGGCTTATTTTAGTCAGTGGAAAGACAAAAGAGTTTGTCTTCTCTCCCAA
CGACTCGGCAGCGGACATCGCCAAGCATGTTTATGACAACTGGCCAATGGACTGGGAGAT
GGAGCAGGTCAGCAGTCCCAACATCCTGAGGCTGATCTACCAGGGACGTTTTCTACACGG
CAATGTAACACTAGGAGCTCTCAAGCTGCCCCTCGGGAAGACCACAGTGATGCATTTAGT



TGCCAGAGAGACTTTGCCTGAGCCAAATTCCCAAGGTCAAAGGAATAGAGAGAAGACGGG
GGAGAGTAACTGCTGTGTCATCCTGTAATCTGCACACCTGCACTGCCAGCCGGCCCCCTG
GCCCTCTCATTTGTTCACGCCGTTAATGTCCAGGAGCCGATCAGCCTGTCCCTTCTCCTA
GAGCCTGTAGACGATGCCGATA
>CL4357Contig1
CCACTCAGTATCGTTGATGCAACCCAGCTCAAACATGTTTAAAGCAAAGATGTATCTGTC
ACTGTAAATGGAGCGCTCATACACCTGGACAGGTGTCCCCTCTGAGTTGAGCAGGTGAGC
AGGAGGAGGCTGCAGCTGCGTCCTAAACCGACTCATGCAGGAAAATGTCTGAAAGGTGTA
TGACCAGCGCTGAGGTTCCTTGTACATCATCTGCAGCAGGTTGCTAACTGTTGTCTGTGG
ACTCCCATGTGTTTCCTTTGAAGACCCACTTTTAATATTTTGCCACTTGCTAACTGGTTC
TGCCACAACTTCCCAGTCTGAACAAGCAGTCTGGAGAAGTTTGGCAAAGGTTGACTTTCC
AACAGCTATGTTGCCTTCAATAGAAACTCTCTTGACTCGAAATTCTGACTTCGGACTTGA
GGATGACAAGAACCGAGGATGAGAGTCAGAACTACCTGTGACATTAAGCGTTGGCATCAT
TGTATTTGTCCTCTGAGCCGGAGGAGCGACTGAGTTTCCGCCGCTCATGGAGCTCAAAGG
CTCGTTTCTCTGTTTGAATTCAGATGTTCTAACCAGGAGCAACCCTGGTCGAGTTCCGGA
GAGAAGGCTGACTAGAATGGGTCGGCACAGTGCAGACATCACGGTACATTTAAAGCTATA
ACAACCGTACTATTGCATTACTACTTATTGACACATGCTTGAACGGACACCGTGGTCGTA
GCGTTAGCAACGGCCCCCGGCCA
>CL4358Contig1
AGAACTAGTAACACACAAAAATAAAATACTCTTACAAAATAATAGTGTTAACATACATAA
AAATTGCATCGGTCAGCTAAACTGCTCTGCGAGTGGATCATGCCATTTAATAAAAAACAG
AACAAACAATGACAGCGTTATCCTTCAACTTGTTTAAGAAAAAGCTGAGTTGTTCAGATG
GCAGCTACCGGCCCCCGCTGCGTGGGGTCGTGTGGGGTCACAGCAGAACCGCCGGCTTGT
GCACTGGACTTAAAACTTGAACATCTGGTACAGAGAGTCACCATACACACAGTGTGACCG
TGTTCCGTTTGTGTGCAATACCTCTTTGCAGGTCAAGAAAACTCTTCCACTTAAGTTAAA
GATAAATTACAGTTTGTTTGATCCACATATATGAACAATATCTTCTTACTGTACAAAGCA
CCATCTAAGGACAGTTTTCACTTTGCATACGCGTATGAAAAAGTTGTTGTTTTCCTCAGC
TGTTAAAGAGTTTGCTGAGAACAGTCCACAAGTCTTAAGAGTTTGCATGATGGGCAGCAT
CTTTTCAAAACATTCAAACATTTTCGCTGTAGAAAACCCTCCATCTCCTTTAATAAACCC
CCCCCCAGCACTGACAGGACTGTAAGCAGGCTAAAAGCAGGAGCTCGTCTCACTCTGATC
ACTTTCAAGCAAAGTACATATACAGACATGCAACATCCAATGGTTTGCTGTGGGCAAATG
GATGCAAATTCATTTAATTCCCTTAAAAAGAGGACAGGTGGGCGGCGTTCGTTCTAAATC
TTTGAACAATGACGTGTCCTGAGGAGGANGCGGCTTGGTGGACCTCTTGCAACCATGAGT
GACGCACTTCANGCAGTAAGTAGTAT
>CL4359Contig1
GTTTTCTTCGAGTGAATTCTTAGTAGAGTGAGAATTCAAACTCTATAAACGCTCTCAGCG
CTTTCCCCTCAATATTTTATTACTATAAACCTTAGCGGTATTTAAGCAACTTGTACTCAA
ACGTCAGTGTTAGACTTTCAGGTTCTTCTTAATCTTTACAGCCGGAACTGTATATAAACC
CTTGATATCTGCCTGATCGGCTCTTATTTATTCATTTATGCCTCCACAATGATTGAACAC
TGTGAGATAATCATCCATATAGATCAGGAGAGAAAAGTGAAAGATACAGTTGTACATACG
TGCTGTTTGTAGCCTAATGCATTTCTATTTACACTGCATGTGCATTTAAGCATCAAAGGA
GAGAAGCTATCAGAATGAGGCTAACTTTGTTATTTTTTGTTATTTTTGGTAAGAGGCAAG
TGAAACATTAGCCAAAGTATTAAGTTTTAATATGTGTGTGTTTTCTGAGTGGATGATGGG
TGGAGTCATAGAGATATGCTGATGAAAGGCACATTAAAATGTGCCCAATTATTG
>CL4359Contig2
GTGTAANTCTANTTGATNTGAGCGTTTTTGCGACGACCATTTATGAACCCGCTGTGTTCT
GAAGTGGAAAACTTTGACATTTTATTTAAAAAATATTTAAATTCGTCTCAAAAATTGTTC
AAACGCAATGCATTATGGTCTATATTCACCATTCAAGTGAGCATTGATGCCCAATGGTTT
TTTGCAGAGATTTCTGGGAAATTTCTAGAGCACTTGATTTTGGAATTGCTCATTCGGACA
GCACCACAGAATGGAGAGCACGCTATATAGTGAGCAGTGAAGGAATTTGGACGTAGCCGA
GGAAAACTTCAGATTATTAAAACGGAGAACTTGGGGGGCTTTTCCGGAAAAACGGCACGA
CTTGACCTGAAAAGTGCAAAAGCTCCTCGCAGAGGCTGGACTTCCGCAGCGGCTGTGCCA
TCCGTCGCTGAAATGTGAGACCAGCAGTGAATCTGATCAGCACAGTGCACAATAAAGTGT
CGTTCAAATAAACGTACAACTCTACACAACGAAGGGGGGTGTTTACAACACAACGCATTG
ACAACACAACACGGATACACGTATCAGGAAGATATTTTTCTAGCAATAATTGGGCACATT
TAATGTGCCTTTCATCAGCATATCTCTATGACTCCA
>CL4360Contig1
AGGAGCCATGCCACGTNTGCTGCAGGCGAAGATGACATNTCCGCTTTCAATCACTTCAGC
ATCAGCAGTGCCAGCACACAGCCAACAGACAGAGGTCCAACTTTATTAAACAAGCTGGAG
GCCGCCCTGTCAAACGAGAACTTGTCTGTGGACGTCGTGTCTCACTGCCTGCTTTGTTTG
AAGGAGGAGTGGATGAATAAGGTCAAAGTGCTGTTCAAGTTCTCCAAAGTGGACGGCCGA
GGGAGGGAGGACACCCAGAGGGTTCTGGCTGTTCTCGGCGCCACGGGGCCCGGCGAGGAG
GAGAACGTCAGACTGCTCAAGTACTGGATTGACAGGACTCAGTAAACTCTACAAGAGCCA
TTTAATGACAGCAGTACGAGGAGGGGAGAGGAGCCTCAGCCAGTGACAAAGAGAGGAGGA



GGAGGAGCCGGTGAAGGGGCGAAAAACGGGGAGCTCAGAAAAAAAAGGAAAAGTGAAAGC
AACATCTAAATGCTAAACGAAGCATGCATAAGTCTTTTCTTTGTTACTGTTCAGCACCTT
TAGCTGGAATGAAAGGGAACTAGAGGACTGTGAATGAAGGAATTTGCTCATCTATTGTCT
TTTTAAGGAATAAATCTATTGTGCTCACTCTGCACACATTACCATGCTGAGGAATTTTAA
ATAATATATAAGCATTTTTTTGTATCACAGGGAATTTCTTAATGCAAAATGTAACTTATT
ACTACAGCAATTTGCACTTCTGTGTAGTCATTCTGACATTTTCAGCTGAAATAAATCATC
ACATGGTGAGTGGGTGTAACTCCNAAAAAAAAA
>CL4361Contig1
TTTTTTTTTTAGGAGAAAATCCTTTTTAATTTAACTTCCTGAATCTTTGAAAAAACAAAT
TAAAGCTGCAACTTCCATCTTTTCTGGAAACCAAAACCAGGTTAAAATCTTAAAAAATGT
TCAACGTTAGTACAAATGAAGAGAATGAAAAAGCAGAGTAAACAACCTTCTGGACATGAT
CTGAATGAGAAGTGAAGTGCTGAAAGTTTTATTCTGATGCTGAGAAAACCTCAGGAAGAG
CAGCTTCTTCACAGCATTGCTGCTTTCAGACTGTGACCTTTCTAAAGTTGTCTTCATGCT
TTGCCTTTCATTTTTATAAGTCGGCTTTGTCAAGATTAATAACTTCTAAAACGCTTTCTA
GTCAAATGAGGAGATTGGCTGCTTTAGTTTTTCAGGGAACTGTTATTGAAATGATTCAGT
TCAGACTAGTTTGGACATAAAAAGCCTCTGAAACGTCACAACTGGTCTGAACTTCAATAA
TTAGAGGGAATATTTCAATAAAACTGTCTTTTAGTCTTTCTTACGATAAGGAACATTCCA
GTGTCTTTGGCCTCAAACTGGGCAGTTCAAATCCGGGACAATCTGGGGTCGTTTCTGACT
TGACCTGCGTCTGCTGACAGTGATACTCGCTTTGGACATGCTTTTCTGGAGCTGGACGCA
CGACAAAAGCAAAGGACGGCCTCTTTACAAACCAAGGCATCAACAATCATCCAGACGGGA
GCAAAACGGAGCAAAACGGAGCAGAAGAATAAATAAAACACAATCAAACATGTCACGTGT
TTGGTGAGAATCGGCTTGACTCTGGTTTCCAGTCCTCACCCGGCCATAAGGCCCGGGTTT
AACNGGGAGACC
>CL4362Contig1
TGGTGTGCCGCGGGNATTTTTTTAAGTTTAAAGTGTGCCGTGGCTTAAGAAAGGTTGAAA
AACACTGGTTTACACTCACACAAATATTTTCAAACTTCAGCATGATCTTATGCTTCTTTA
GATTCACGCTGTGAGCTGGTTTTTCTACTTGTATTACACTACTTGCATTACAATATTTAC
TTCAATTCTTTTTCTTTGGTATGTGGGAAGAATTCACGCTACAGTGAACCAAACCAGAGT
TCATCTGCATGTGTACTGGAGATCCTTGCTCTCCAGATGACCAGAAGACTCTTGTTTGGT
CTGCACCAAAATCCAGATAAGTGTGAAAGCACTTTAAAGAGCATCATCAGGGGAAAGTAA
TGCTTTGGCCTTTTAAAACAGAATAAAAAGTTAAAAATTAAATTAAATCAAATAAGAAAA
TCACAAAAGACTCATCATGCATTGTCTGCTTTTCCTGCAACATACCTGACTCCTGTAGGT
ATCTGTAGACCAGAAAGTTGACCTCATCACTGCTAATGCTCATCTTTAATCCTGTTACAC
CATGAGGTCAGCACGCACACACCACAGCTGTAGCAGTACGTTCAGTCAGGCCTCAGAGCA
GTGAACTCCAAACCAGAAGCTCCGGATTACTCACGGAGGGGGGCGCCTTCTCCTCTGTGC
TCCAAATATGGATTCTCCTCCTCCTCCTCCGCCGCTGTCTTCGAGCTGCGATTAAACCTA
GAGTATCGCGTTATAACGGCCCTCAGAGCCGGCCGGACGGTGCCGGGGGTCCCCAGTGAG
CGACGTGTTATGGACACACGGACACATAGGGCGGATAATCCCGTGGAAGTGAGCTGATTT
TCGGCGCAGAG
>CL4363Contig1
CACAGGGAGGGCTGCAGCCTCTTCAAAAGTCATCCCGTCTGGGATGAGGAAGGTGTGGCT
GGCCGGCACTGCCGCCACATCCTGCCACAGCCCGTAGCGGTTCAGCACCATCACTTTATC
TCCCACTTTTCTGTCTGTAACTTCATCTCCTACAGCTTCCACCACCCCGGAGCACTCCAT
TCCCGGGGTGACCGGCGGCGACGGCAGCCTGTCGTACAGACCCTGTCTTGCCATCAAATC
GGCGAAGTTCAGCCCGCAAGCCTTGACCCGAACCAGAACCTCGCCGGCCTTGAGCGCTGG
CTTGCCTTTCTTAACTTGCAGCTTAACTTTATCATAGCCTCCGTAGCCGGTGAGCACCAG
GGCGCGGTAGGTGAACGTCTCCTCCTCGGGGGCTTTGTCAGTTGTCGCCGCGGGGGTGGC
CGCTGCCTCAGCGGTGCCGGCGGGCGCGGACTCCGTCTTGGGTGGTTCGGCTTTGGGCTC
CTCTGCGGGTTTGGTCTCCTGTTTCTGGTCTACGGCGTTTTGCTGCTGGGCAGGTGCGTC
CTCTCCAGACATTGTGTGAGACGTTGGTTATTCTAGGAAAATACTACTTGGAGATTTCTC
ACTTGTTGAGAATGTTGCTGCCACGCAAACCTCGCAATCTGGCTGCTTACGCTTGCTTTG
CAAGTAAGAAATTGTGAGAGTCAGAGCTTCTTCTTCAGCAGACTTGCATGGAGACACAAA
CCCCGACAAAGTGGGCTGATCAGTGGTTG
>CL4364Contig1
GATGTTACTCCTTCCGTATGTTATCCTACAAGTTTTCCACGCTGTCCAGGGGTACCCCAA
CGGCTGCTCCCACAGGTGCCTGTGAGGATATGTTACCCCGGCATGTAGGAGTGTTGCCTC
AGCCTTCACCAGCTCCCTACTCCCTTCTGACCAACAGTAGAACTTTTGAAGCAGGCAAGC
CTATAACAGTGACCATTAAAGGACCGGACTACAGGGGGGTTCTCCTTGAAGCCCGGACAG
ATGGCAGCACGAATGCCCTGGGGAGCTGGAGTCTTCCTCCTCCCGACACAAAATTCCTTC
AGGTACGTGTTGCACATTAGCCACTCATGAACAGGAGGAGATGAGAGAGACACATACGTA
TTTTCCTCTTAGTGCACAGGGAATCCTCAAGGTGCCGTGACTCATGCCAACACCAACGTG
AAGGGAAACAGCACTGTGTATAACTGGGTACCACCAAGTATTACGAGCCCTGTTTACTTT
GTGTGAGCACATTGCAGATTTTCCTTTAAAAATTCACATTGTTGTTTAAAAACCCTTGCA
TTTTGGACACAATGCTGAAGCCAGTTGGTTTCATTTTTCAGTGCTACAATCGCACAGCAG



CGCACAGTTTACTGGATAAATGTGAGGTCCGCCACCCTGACTCGTGGTACGTACAGAACA
ACACAGTCAGTGTGCAAAGAAGGATAAAAAAAAAAATAAACTTATTCTGTTTGTTCTTTG
CTTGACAGGAACAACAGCTGGCCTTGGTCTGGCTAACGGATGCAAGTACCACAATGGCTG
AACAGAAATCTTTCCTTCTCTTTGCGACATGCTCTTTGGTGTTACAGCTTCTGGGTTAAA
TAAGAATCATCTT
>CL4365Contig1
GCTTTCTTTTATTAGAAAACATAAAACCGTACTGGAACACGTCATATTTTTAAATGAAGT
CAGGGTTGACATACTACAACAAATGGTGACATCACTCAGACAACCAGAGTTTGAACGTTC
GATCGTACGAACTGGTGGCTATCAGCTTCCCGTCAGGTGACACGTCCACGCTCATCACCT
TCCCCTCATGTCCTGCCAAGGTCTTCAACGGTGTCCAGCCGGGGTGACTCCAAACCTTTG
CTGTGTTGTCATAAGCTCCAGTCAACAGAAAGTGACCGTCTGTGGGTTGGAAGCGGACAG
TGGACAGCAGGTTCTGGTGGGCTGGGACTGTGTACAGACACTTCCTGTTGCGCAGTTCCC
AAACCTTACAGGTATTGTCACCACTTCCTGTTGCCAGATGATGCCCGTTAGGAGAGAAGT
GCAGACTGTAGATCTCCTTCAGGTGTCCCTCAAGGAAGACAACACAGCGTCCTGTCCTCA
GGTCCCAGACCCTTCCAAAAGAATCCAACCCTCCAGTAGCTACCAACGAGCCATCAGGGT
GGAAGCTCAGGTCGTGGACTCCTTTGCTGTGACCCTCCTGATGGAGGATCTCCTCCTGAA
CCTCTAGGTCCCACAGACGCCACGAGTTATCGTAGCAGGTTGTTCCCAAAAATCTTCCAG
ATGGATGCCAGGCCACTCGAGACACTCTATCGCTGTGACCCTCAATGTCTGCCACAGGTT
CATCACTCTCCATGTTCCACAGTTTGACTGTTCCATCAGCAGCACATGAGGCCAAATTGA
CATCTGATTGGTC
>CL4366Contig1
GCACCGCAGCATGGCTTCGTGAATGTGAAGGTAAACAACTTGAAACATAATTTTTCCCTG
TTTGGGAGGATAATAAAGTGGCTATTTTTGCTAATAGAAACAGTGTGTGCCCTTTATCTG
GGATACATATGTATGTGACACAGCGTTAACTGTTTTCGTTTACATCTCACCTAAAATTGG
CTTCTTTCAAAAACGTGGCTGTGTAACACAGCAAATACTCCCTGAAGTTTAAAGAAGTGC
GACCACGATGTCTAAAATCAAAGGAAAGGAAACTCCTGCTGGAAAAACGCAACAGCTGAC
GTCCAAAGAAAAAAGGAAGAAGTTTTTTATAAAGCATAATCGTAAAAAACAAACTTCCCA
AAAGACTCTAAACAAGAAAAATCTAGAAAATCCTGGAGCAAAGCAAACTGCACCACCACA
GGATCCCCAACAGTTTTCTTCCAACTGGAAAGCATTACAAGAGATCTTAAAGAGCAGTCA
GCCAGAGAAGAAGCAGCCTGTTACACCAAAACATCGGAATGGTGTCTTCCCTAAGAAGTT
TAAAGGAAATGAGCCTAAAAAGTTTCAAAATAAGAGCCCTGCTCCCAGCCAGGTGCACAC
AGACAGAGAGGGAAAAGTCAAAAGTGGCGATGCCCCAAAGGAGGATGGGGTGAAGGCAAA
GATCCACGCCGCCTTAGACAAACTGCAACCTGGTGGTGCAAGGAAAAGGCAAAACGAAAA
GACAGACAATGAGAAACCAGCCA
>CL4367Contig1
CAATGGCTGATAATAGTTTTTAAAAAAATGTGGGGGAACCAAAAGGAGAATCCAAAAAAA
GCAAAACCAAAAAGGAACAGCTGTCTGATCTGCCTTCATCCCTACAGTTACATGTCATTC
AGTTGGGCTAATTTATGCAGGATTATGCTAATTTAAAAGGGAAACCTCTTCACACCCAGG
AATGTCTGTGAAAACACGCACTCTTTCTCTGTCCTGCTGCATTCCCACCTTTTACACACC
AAAACTAACTAGACGTCTTGTCATCCTGGCATGATAACTGTGTGTAAATGTGTATTGAAG
AATCTAAATGATCAGTTATAGAAAAAAACAAAACTTTATTAGAATCCCATGTGACCCATC
TTTGCCACAAACATTGCACAGTATGAAAAGAAATCACATCATTGGGCATCATGTCACATT
GACTATACACATGGTCCTAATATACATGAAAATGCTCGTTTTTGGTGATTTAAGGAGGAA
AAAAAACTCCTTTTCAGGTCATGAAACAGCAAAAAAGAAGGAACTTAGTGTTTTATTTTC
CAGTCCACTGGCCATCGTTTTCACTGAGCGACAGGGTAAAGGCTCAGTCTATGAACCTGC
TACATTAGATGTAAAAAAAAAACTTAACAGGAAAAGAAGAGTTGACAAAAAAAAANCAAA
GTTTATTNCTNCTTTTAAAATTGCTNGAANTAAAAAAAAAAAAACCTANCNCCNNGAANC
TTTTCCGGNNGGGAANAATTNNTTTNCNANNCCAAAANNAAANNNCTTTNNAAANNCNNA
AANNNCCCCNCCCCCCCCCCAANGGGNAANNANGGGGGGCAAANANTNCNG
>CL4368Contig1
ACACCAGCAGCATGCTCAATGTGTCGCCCTCATATGGCACTTCAATGACATCGTAGTCCA
CCCCATCAGAAGTCACAAATTCCCCATAGTTGAAGCGGTTTGTGAGTCTCATCATTGGTA
CTGGCACCTTGCTGCCGTTGGCGCAGTGGAACATCCTCTCCTGTGTCAGTTTGGGGTTGA
AGGGAACCTTCCACAGGGCCCTGGAAATGGAGGGCATTCAGGAGGACCATGCGGGTCTCA
TCACTCAGAGATCCAGATGCCAAGAAGTCCTGGATCGAACCTGCAGTGTGGTCAGAGACC
CAGGCATTGATGATGTTGACAGCCTGGTCTGACTTTGTGAAGTCCACCTGGTGGGGGTAG
GTCTGGAAGGTCTTGGCCAGGGCCCGGCGGTATCCCTTTTCCAGGCTCATCTTTCTTTCC
ACCATCACCCCACTGGCAATATTTACCCCTTCCTCACTGGCCAGGTCCCGCTGCAGGAAC
CGCTGCTGCCGAGGCATCCCGCGATCTCTCAGAGAAAAGCCCATGGCTGCAGTTAAGGCC
CTGTAGGTGTCTCCTTCAGCGCCAAGCTGCGCCATGGCCATGACAGAGGCAACACCATAC
GGCGACAAGGCCAGGTTCTGATCCACGGAGTCCTCAGCCACCTGAGAGAAGACCTTCAGG
CCAAAGTCATTCTGCTTCTCCTGCAGGGAGCCGAGCCCCGCTCTGGTCAGGGTCAGCAGC
AGGAAAACGGACACACAAATCATACTTTCAGCGGTGGTTGTCAGGCGTAAAG
>CL4369Contig1



TAAGGCGTAGTTGTAGGCCTTTCTTCTTGTCTGTGGTACACTTTAGAGGGTCCTCCAGCT
TTCTGCTGCCCTCATTTCTGAATGAAGGTACAAGATCTGCAACCGCAGCCTGTTCAGGAA
GACGTTCACTCGTACCCAAGCTAAGGAGTTCAGAAACGCATAAGCTGAGCCATCTTCTGT
GGGGTTTCTGTGTTTGCGTAGTAAATTGAGTAATGAGTCATTTGAATCTGAAAAAAACGA
ATCCCGCCGTTAGAATAAATGCAGTCTTCTCAGTTTTGTAAGTTTGGAACAAACTTGATC
TTAAAAGTCCAAATTTGTCAGAATTTCCAAACACAGCCATGTTGGAAGCTTGTTAGTCAA
ATTATTATTGTTTTTTTTCTTAAGTTTGTTTCAGTTTTACAGCTTTTGTACATTTCGTTT
TCCTGGGAGTGACTGTAGCATCTGCTTGTTGTACTGAACCCTGGTAGATGTAGAGCTTAG
GGCGACCGTAGACTTAGAATACGCGGCGGCAAAGCATACTAAAGAAACAAGTAACTGTTG
ACAAAAGCGAAAGCGCTGTGAACACAGGTGCCTTTAGGCTGAAACTGTCGCGCTGCTCAC
GTGGAGGGAGGGATGTTACTGTTGGAAGCTGAACGAGGGCTGCTGGTGCATCTGGGAGAC
ACTCCCACCTGTGACCAGGAGGATGACCTCTTTACTTGTGCGTGAAGGAGAGCACATCAT
GTTCTTGGTATTTCCGTATTTCAGTAACATTTCTGAAAAATGTTTCTGGAAAAACAGCGG
GGTGTTTTCCTGTGGGGTGACTCTCACGGGCCACAGCTACTCAGCTAGAGCCTTTGACAC
AGATGGATGTGAAAACGTTTATCAAAAGAAAATATTTAAAATTCAACAAAAAAATGTAAA
CTAAGGGAAGACAAAAAAAACTTTTTGAAAATGTGAAGAAATT
>CL4370Contig1
GGAGTGTACATGCTGCATGCAACCAGAAGGACCTGCTACAAAACATTCACTTTTTGGGCA
GCAACCAAACACAAGCCTCATCTGGATTTAACAACAGGAATGTCAGACATAAATAAACAC
ATTTTCATGGAAGCACAGCTGTGCACTTTCTTCTTTCCTCTCATCTCCCAAACTGAAGAC
AGTTCAAAAGGCAACAGAAATGTAAAAGTCCAGTGTTGGAATCCAGGTTTCCTTTCTGTC
AGTATTTGTTGATGCCAAATACCCGAACACCATGGAATTGTGGGAGCTTGGGGAGGAGAA
CGCTGAGAAGGGAGCAGGTGTTGATGAAAAAATGCGTAGGATCGTATTTTGTGTAGAAAC
TTGTGAGAATATACAGTACAATGGGTGAAATGGTGAGGAATTTGCGAGAAGAAGTGAACT
GGATGCCGTTGTCCATCTGTTCCCAGTGTGTGAGGAGCCGAGCTTTGCCCTGGTCTGGGG
TTTCGAAGGGGGTCCCCTTCACTGTGTGTAGAAACAGGTACATCGCCAAGTTGTGGATGA
CATTTGTGAGGGTCCAGACAAGCGGCACTGTGAGGAAAGGAATGCTGAGTAGAACGACGT
GCAACACGACAGTCAATAGGAGATAGGTGAGCCATATCCCTCTGCTGTTCATCACCCTGG
GTGTTGGGGTTCACCTCACTGTGAGCTACGCCAACATTCATCTTCCTGTGTTGCGGTAGC
TCACCAGGAAATTCCTTTTTTT
>CL4371Contig1
CTTTATTGATCAACTGTCACACTGAGGAAGAAAGAAACAGTATAAAAGTGTTAGGTTGAG
TTTCACTGGAGACTTTGTCCTTATTTATGGTTCAAATCGGCTCATTTTACCCACTAAACA
TAAACTAAAAATCTTTAAATTCCAGAACAATTTTAGAGGATTGTTGCTATTCTGAGCATT
TATTCCTCAAAATATGACATAAATTCAATATTCATCTACAGACTTTTTCTGCTGGTTTTT
CTCTTATTGCATTTCACATTGAGGATATCCTCCTGATTGGGTGAACAATAGGATCACAGG
ATCCCTCAGAACCTCCTCAGACCTCCTGGGTCAGCAGTGAGGAGCAGAACCTCATTGATC
TGGATGGTGTGCAACCGTCTTGGACAAACGGTGAGTCCGACTTAGACGTCTAAATGTCCT
CGTCGTCGCTGTGGTGCGTCTTCTCCTCGCTCAGGCCGCTTTCATCGATGTTCTCCAGAG
AGTCGGCGCGCTGCAGGGTCAGTTCTGCCGGGTTGATGGGCGGCAGCGCGTTCTGCTCCG
GAAACATCCACGGCTTCAGCGCCGGGTTGTGTTTTCGTTTCCACTCCGGATACTTCAGAG
CGGCCTTGTAGATCTTTTTCATGGCCTTAGGAGCCACAAACTGAGAGACTCTGTTCACCA
CCCACTTTGGTAAAGAGCCTCGAGGGTCCACCTGGGTCAGGTAGTAGAGGGTGGAGCCGG
TGGCTCCATTAGACTGGATCAGGTATCCAGTCTGCAGAGAAACCGCTCTGACATAGTCCT
TCCTAGGAGGATGTTTCGGGTGTTTGACAGAGAAGTTGATGATCAGGTAGTCGTTGCCTA
GTGGAAGCCAAGATCTCATGGTGACGAAATCCCGGTTCTTCAGAGGACTCGGACATCTCC
AGGAGTAATATCCCACGTCGGCGTTGACCGTCAGTCTACCGATGTCGTACGTCTCGATCA
TGTTTGAATCCCACTTCTTGCGGTAGTTGATGTCATGGAGGACGTCGTACAGCGTCTCCG
CCGGCAGGTCTTTGCAGACGATTCTCATCTTGAGCTTCTGCACCGCGCTGCTCTCCTCCT
CGCGGCACCACACCGTCACGCCGCCCTTGTTGTAGCGGCTCTTCCATCCGTCCTCGCTCA
GAACCTGATCCTTAAACGACGAGAAGTCCGAGTCGTCCGGGATCTGAACCGGCATCTCCA
GATCAAACACGAGTCCTTCCGAAGCGGAAACCGCAGCTGCGCATCAGCGAGCGTCCCGCG
CGCTGCCGGCACGGCGGTTGGTGCTGGTGCTGTGGCTGGGTCCGAGTCCAGGAGGAGGTA
GGCCAGATGCGGAGCAGGTCCAGGAGCGGGTCT
>CL4372Contig1
AAGGTGTTTTATTGATCGGGATAAATACCGCTCTAGAATGTATGATTCCTCATTTAAACA
TCAACAGGAAGCTCTGGGGATTGATGGGTTCTGGTGTCTAACACATCTATCCACCATAGA
TCTATCCTAAAGCTAGATCTGTGTCTAACAGATCCACGGGTCATAAATCTGTTATTCGTT
TGGGATCTAACTGATCCATGGGTCATAGATCCATGGATCGTAGATCTGTTCTCCGTTCCA
CTGTTTGGTGAACGTGAGTCTAACGTCAGAACCTTCAGGATCCAGATCTTTCAGTTTTCG
GTAAACTGACGCGTCAGCGTTGGTGGATCTATTGATCACCACTCCTCCTCTTCCCTTCAG
GCTCTCATGGTGATTCATTGTGATGAAGATGATGGTGGGCTACAGATGTGAGGATGAAGA
GCAGGAGGGGTGTGAAGAAAAGCCGGGACAGTCTGGTTCCAGATCAGACCATGTTGGACC
TCCAGTGAGCCCCGTTGGTCTTCAGATCCGGACCGGCCCTCTTCTTCATGTGAGATCCAG



AAACCTTCTTCCTGGGGCCGCTGGCGCTCAGAGCAGCCAGTTTACTCTCAATGTCGGACA
CCTCGCTCTCTGCGCTCTGCACTCTGGCGGCAGTCAGCGCCACCACATCCTCCAGCTCGG
AGAGATCGGAGTCTGTGGTACCTCCAAATCTGTTCTTGGCGCTCTTCTCCAGCCGCTGCA
GCTTGCTCTCCAGATCGTAGGACTGACCAGCTGTGACGTACACCTTCTGGGTCTCGGTGG
GCATCTCGTCGCTGGACGAGCTTAACTCTTTGTCCTTCAGAGCCACCAGAGGGGCCACTG
GACCGGACCTCGAGCTGCTGTGACCTTTCAGCGCTAAGGAGAACTTTTTCCCGGGCTCCT
CGTCCGACGACAGGCCCTTGTCGCTCAGGTTCCCCGCCAGCTCGCTCAGCTTCCGTCGTA
GTTTCTCCTCTTCGTTCTTAGCAGACGCCGCCTCATCAGCTGGTGTCATCTTTTCCTCCA
GTCGGCTCAGCAGGCTCTCAATGGCAGACATTCGTTTGTTCAGCTCGTTTATAGGTGGGG
CTTGGCCCAGGTTCTCCTGAGAGGTGGTTCTGCTGTTCCTGCGACGATGGGGGGGCTGCT
GGTACATGAGGGGGTATCGCTGGTACTCTTCCTCATCCGAGGTGTCGACGTATTGCTGAC
GGGCCACAGATGAGCTGATTTTAGACAGAGAGCGGGCTCGGACCATCCGGTTCTCTGCGT
GGTCATCTGCTCTCATTGCATGCCGATCCAGACTCCTCCTGCGGTTGGCACGTTGGTTGT
AATTGTCGTAGTCCACGTCGTTCCTGTAATACCGATCCTCCTGCATCTGCTGCATAGATG
GGCGACGTGAATGAAGAAAATACC
>CL4373Contig1
GAGGTGGAATCTTACAAAAAATGCCCTTTGTTGTACTGTAGAGTACTGTAGAGCTAATGG
GTGTGTTGTGTTTTAGATGTACTACACTGGTGCTGGAATGAACCCTGCCAGGTCCTTTGC
CCCTGCTGTAATCTTCAGAAACTTTATCAACCACTGGGTAAGACCTGAGAATGCGTCATT
CCAAAACAGGCCCACATTTTGGTATAAAGGATGATAACTGAAACTTTGTGCCACAGGTGT
ATTGGGTCGGCCCCATGATAGGAGGTGCCCTGGGGGCTCTGCTGTATGATTTCATGCTTT
TCCCACGCATGAGGGGTCTTTCTGAACGCCTGGCCACACTGAAGGGCAGCCGACCCCCTG
AGAGTGAGACCCAGCAAGAAACCAGGGGGGAGCACATCGAGATCAAGACACAAGCCCTAT
AAACCTTCACCTGCCTCCCCCTTTTTTCTAAACTGGGGCTGAAGAATGAAGGACAAGGCC
CTGAGCTAGACTTGCCCCCCAACTCCACCGAACGCCTTCACACATGCCATCACACACACT
AACCCCATTCTGTCACGTAGACTAACACTTTGACTGATTTTATGGTTTTTAGGGCTCACC
ACCTTCAACCTCAAAACACAACAGGACTCCTCTAACCCCACTTGTCACTTTTTATTTCCA
ACTGGACATCATGCTCGTCATAAAATGTGATCAAAGCCTGAATCAGTAGCCATCTTGTGT
CTCCCTTCCTTCATGCTTCCTCTTCATGACCAGATTTTTGTCCATGAGAGAGAATCCTGA
GAGCAAACAGACGTTTGAGGGAGGAGATTATTGGGGAAATAAAGGGGAAGGAAGCAGAAT
GAGAGTGAGGCAGGGATGCAAGGATGACTTGGGCAAAGGAAGAGGACGTGGGGCAGATGA
GGATGGATCAGATGGGGTTTAGGTTTGACAGAGAGGGTAACACTTCGATCTGTTTACTTT
TTAAGTTGGGTTAGAACATTGAAGATGGAAATTATTTCCATAATTCATCTGACAGTATTT
CCATTTTCAGCTTTTTTCTCTTTTCTGTTTTTTTCCTGCACTTCAGACACAAAACGTGGA
TGTATAATATCATTAGAAATGAACAGCGCTTCACTTTTTTTTTCAATCATTGCATTTTAT
CTGTGGTTTTGTGCATATGCGCGTGAGAGTGAGCATGGGAGTGTGAGAGTGTGCACCTGC
CTGTGGGTTGTTTGCAAGCAAGTGTGTATATGTGTGTAAGTGTGCGATCAAGTTTGCAGA
CGATGCATTGTTTNGTCGTCACGACAGCTCTCCTGTTTTGTATCATTCTTTGTCATCCAT
TTATGAAACCGCATCAGTTTTTCTCTCTTCACTGTGGTATTTACTATGATATTCATTTAT
ACATCATTCATCTGCTTATTTTGTTCCGAACCAGCGCAATCCAAAGATAGTGTTGTCTCC
CAGGCTTCAGTGGTAGGTCTGCAGAAAAGCTGTGCGCGCTTTACATCGAGTCTACTTTTA
TCTTTTGATCATTTCTTGGACCA
>CL4374Contig1
ACAGAAATGCAGACATACGACACAAAATCTTATTTTTTTTCCCCACGTCTTTTGAGTTCC
CAACATGGTAATGCTGTTGGAATGAGCGCTGACAGCTCTGCCTGATCCCGTCTACACACA
ATGTCAGCCTGGAGCTTGTCATGTTAACACATCATATTTATAGAAATGTGCAATAGTAAA
CCAGCTTTAATAAGGTCTTATCAAAACTGAAAGATCCACTTGAAAAGTTGCTCATAGCGA
TGCCGTCCATCTCAGAGAGGCTCCTGTGTGGTTTCATTTACGTCACAGTTACTATTGTGG
CTTTGTGAATGGACTCCATAACAGCAGCAAGCCGGCTGCACAGGTCGTGGGCCTGGTTGA
CGTGGACTTTGGGTGGATCTTTAAGAACTACCGTCTCAGCAGAACCATCCAGAACTCTGG
GAAGCAATTCCCCCAGTTTTACCTGCAGTGAATCATCCATGTCCTGGCCCAGGCAGCAGC
ACCAGTGACTGCGGACACTCTCCATAGCATCCCGGTCCTCTTGGGACACGGTTGTGTCCC
GGCTTATCAGGTGAAGACAAGGAATAACGGATTCCTCCATGATGGAAACACCTTCCTTCA
CTTTGCCTTCCTCGCCACTGCGAAACAGCCGTGACGCGCTCTCGTTCAAAGCCATTAAAC
ACTTCCTCCTGTAAACTGCGATAAGAGATTTATCCATTCCACGCTTCTCCCCTTTAATTA
TCAGTGCGTTGTTGGTTTCATACGCG
>CL4375Contig1
GGGCTGTCTCCCAGATCTCCACCTCTCTCCCCAAACCACACCCCTTCTCGGCGCTCGTCT
CACTGCAATCGCGAACGTCCAGTTACCGATGTGTTTGCCCCACTCTCTCCTAAATCGCCC
CCCATGGGTGACCCCCATGGCCATATCTGTGATCAGGGCCATTCCTTCACAAGCTCAGTC
AGAGCGGAGCCTACCAACGGGAGCCGCACACCCACCCACCCAATAGGAAGTCCCGCACAC
GATGGCTACACTACTGGCTCGTCTGGAGGCCAGCCGACCCCCCACCTATACGAAATGCCC
ACATACGAGTCTCCAAACCCTGCCAGCCCCACCAGTCCTCCCGGTCCTTTCTCCCCCCCA
CACCACACAGAGCTGCAGGAACCAGGGGTGGCCACCGAATGGGATGCTGGACTTGAATCT



TCCCCACCTGAGCGAAGTGCCACCCACACGGCCACCTCCAACGGTCTGGCCTCCTGGGAG
AAGACGCCCTGCAGTAACGGGCACCGTCTTTTCTCTGGAGGCCACGTCGCGGCAAAGAAG
AGACTGCTCTCGCCGAGCGAGACAAATGACTCGTTATCGGAGGACGAGGGCCCCTCGACA
TCAAAGAGGAGCAGGCTATCGCTGCTAACGTCAGGACCGGGCCCGACGTCGTGCCGCAGC
ACTGATGCTAAAGCCGCACCGTACTGGAACCACCTGCTGGCAACGGCGCGGGAAATGCCC
AAGAACGGCACAGACT
>CL4376Contig1
TGACCCAAACCCAGACGTCCATACTCAGCTCTGCCAAGGCTGTATACCTGTCCTTCAGAG
TCAAGACACAGCGTATGATGTTGTCCTCCAGAAAAGTCCACCCAGGTAGTGGTGGAGTTC
TTGAAGCACGTCAGTTTTACAGGAACAAAACACATCTTGGTGCTTTTGGTGCCCAGTTGG
TGATAGTTTGAGAGGCCAAATCCATAAACGTGTCCTTCTTGTGACACAGCAAAGGTAAAG
TAAGCTCCACAGAAAGCATCTATAAAGTGAACTTTCCCCTTCAGCTTCACCATCTGCGGC
ACCAGGAGTCGCTCAAGACCTTTTCTACCACCTCTGTTTGAAAAATGCTCAGGCACTCTT
CCCAGCTGCCCCTGCTCTGCACAGCCTGATGTGTAAAGATTCCCATCCCGTGTCACTAAC
ACCAAGTGGTCGTTTCCTGAGGCAATTTTTACAGCAGGTTCTGGGATGGGGATCTTCACT
GGGACTGGGCATGTTTTCATGGGCTCCAGAAGACCAATTACACCATTATTATCCCTGAAG
GAGCCCCAGATGTAAACAGATCCATCCTCTGTGAGAGCAGCTGTGTGGCTGTCCCCTGCA
GACACCTGGACCACCTTCTCACCTAGAGTCACCTTTCCTGGAACCATCTCAGACCCCTCT
TCTGTTGTGTCTCGACCAAGAGCCCCCTCATCATTACAGCCAAAAGTATACACGTGTCTA
CTTTCGCTGAGACACACAGTGTGCATGCCTCCTGCTGTCACTTGAAATACTTTCTCAGGT
AAGGACAGGAGCGCTGGCTTCTTCCTCTGAATGATGTCCTCACCCAAACCAAGTTGGCCA
ACATCACCCTGGCCTAGGACCAAAACTTGGCCCGGCTCGTTGCAGTGACTGCCATGTGAA
ACTTTTACTTTCTTGGGCTCATTAGCACCTTCAACAGCTGCAGACTTCCTCTTTGGGGCA
GTCTTCTTGCTGGGCATTGTGACACTGTTAACGGTAGAAGTTAGTTGATTTAGCAGTAAA
CGACGTGCGCTGCCTGCTACCGGTTTCATGCGTGCATGTGCGCGACGTCCCCGGCCATA
>CL4377Contig1
CTGTGCTCACCGCCGGACTCCACTCCAACCCAGGCAGGGGGGGCCACGCCCAGGCGCGGC
AGGAGGAGACGGCGTTCTCCAAAATGGCAAACTTTAAAATACAAACGACTTCCTGTTCAG
GTTTATGAGCCAAGAACCAATCGTATCTTGAGGAAACTCCCAAAAAGCTCCCTGTTGTAC
ACAGGCTCCGCCCCCTCTGCCCCTGCACACCCCTGCGTCCGTCAGCTGTTCCGAAGTCTC
AGTCCAGACCTGAACTCCGACCGGGCGCCGGGGCAGCTGAACGCGGAGAAATGCTTCCAA
CAGAGCGCGCTCAGTAGAGAGTCGGCCCAAACGGCTATTGTCAGGAGGAGGCGGGGCTCA
GCTCAAGCGCTCGGCCCGCCTCTAGGGAGAAGGGCGGGGCGATACAAAGACAGGGAGGAC
AGGACTAAACCCCCGCCCCCCAGAAGCAGGTTTAGGCTGCAGGCCCTGCCCCTGCAGCCC
CGGAGGGAGGGCCTAAGGCCAGCTTGTCCCGGCAGGAAACACCTTCCATCCATAAGCCAC
GCCCCCTTTGGTTCCCACCATGGGAAGGGTCAAAGGGGGCGGGGCTATAAGAGAAGGGGC
AGGTAGATGGACACTTTGTGGTTCTACTGTCTGGTTATTAACACTAGTTAGAAAACAAAC
ATTTTTGCATAAATGATGAGAATAAAAATGTTTTCTACAAAAAAAAAAAAAAAAAAAAAA
AAAAAAACCTT
>CL4378Contig1
GGAACTAGTCTGAGTAGTTTGTTTTTCTGTGTCAATACAGTTTTATGTTTTGGCTCAAAA
CACTTGAGTATGCTCCCGCAGTTATTACCTCTCCGGAAGTGTCCTCAGTTTATGAAGATC
GTTTTCAACCTGCAGAAGCAGGCGCGCGCGCCCGTGTGTGAATCCGCGCGCTTCGATGAG
CACATCCGCAGATTCATCAGAGAAAACACGCAGGTTTGTGGAGACCAGAGTCTGACTCCG
GAGATCAAACTCCGATTATTTACCCCGAGCTGCAGATTCTGGAGGGAGAGTCCGGACCTG
TGGCCGTTCGGGGATCCGTACTGGGCGCTGTACTGGCCGGGGGGACAGGCGCTCTGCAGA
TTCCTCCTGGACTCCCCCGCAGAGTGTCGGGGTAAGGCGGTGCTGGATGTGGGCAGCGGC
TGCGGGGCTGCAGCCATCGCCGCTCGGTTCTGCGGAGCCTCCCGGGTGGTAGCGAACGAT
ACGGATCCCGTTGCAGGTGTTGCAGTCCGCATGAACTGCGAGCTGAATGGCGTGGAGCCG
CCTGTTTGCGTGACGGACAACCTGATCGGATCAGAACCTGAAGACTTCCAGGTTATCCTC
CTCGGGGACATGTTCTACGACGACGCCCTCGCCGCCAGCCTTCACAGCTGGCTGGACCGC
TGCATTAAAAGTCAGGGGACCAAAGTCCTGATCGGGGATCCCGGGCGAACTCAGTTTGAG
GATTTCTCCTCCACGAATGTCCTGCGGCGTTTGGCGCAGTTTGAGCTGCCCGAGAGCGTC
AGAGAAGAAAACTATGGTCTGAGCTGCAGCAGCGTGTGGAGATATCATCCTGAACTCTGA
GAACAGAAGTGGATTTGACCTCAAAAACATGAAAAATCAAAG
>CL4379Contig1
GTCTCTGTGCTATAGAAGATCCCCGTGCGAATTTACCTGAGAGAAGTTTTCCTGGGAGTC
TGCACACACTCAGGTGAGAATGACATCCTTTGCAAAGCGGGTGGCTCATCAGCAGAATCG
AGCAGAGGGCGTCGGCACCATTGAGAATGCCGTGAAGTTTTGCCAGCAGGATTTTGAGAC
TCTTCGGCAGGAATGTCTGAGCAGCGGCCGCCTCTTTGAGGATGGCTGCTTTCCAGCCCA
AAGCAAGTCTCTGGGCTACAAAGAGCTGGGACCGTTCTCATCCAAGACCAGGGGGATTGT
CTGGAAGAGACCTACGGAGCTCTGTTCCAACCCAAAGTTCATCGATGATGGAGCCACCAG
GACAGATATCTGTCAAGGAAGCCTTGGTGACTGCTGGCTGCTGGCCGCCATAGCCTCTCT
GACTCTAGATCAGCAGATCCTGGCTCAAGTGGTTCCTCCCGGACAGAGTTTTACTGAAGA



CTATGCTGGAATTTTTCACTTCCAGTTTTGGCAGTATGGCGAATGGGTCGACGTGGTCAT
TGATGACCGTTTACCCACCAGAGATGGAAAGCTGCTGTTTGTCCACTCAGAGGAAGGCTC
AGAGTTCTGGAGCGCTCTGCTGGAAAAGGCTTATGCTAAAGTGAACGGCTGTTATGAGGC
CTTGTCCGGAGGAAACACCATAGAAGGCTTTGAGGACTTCACTGGCGGCATCGGAGAGAT
CTTTTCCCTGAACAAGGCTCCGCCTCAGCTCTTTAAGATCATTCAGAAGGCTCTATGTCT
GGGTTCACTGATTGGGTGCTCCATTGCTGTCACCAGTTCCTACGAGACCGAAGCTGTCAC
GACTCTAAAGCTCGTGAAAGGTCATGCGTACAGCGTTACCGCAGCAGAAGAGGTAAACGT
TCGTGGGCAGCAGGTTCAGCTGGTCCGCATCAGGAACCCATGGGGTCAAGTGGAGTGGAC
CGGGGCTTGGAGTGACGGATCCAGGGAATGGAACCATATCAGCCAAGAGGAGAAGTCAAA
GCTTAACAAAGTGGCTGAAGATGGGGAGTTCTGGATGTCTTACTC
>CL4380Contig1
GCGGCATGTCTGCGTGGGGGTCGGTGCTGATCACCGGCTGCAGCAGGGGCATCGGCCTGC
AGCTCGTCAAGCAGCTGTCTGAGAGCAGCAGCAGGCCGGCGAACATCATCGCCACGGCCC
GGAACCCGGCCGGCTCCGCGGCTCTACAAGAACTCTCCAGAACATGCCCAGGTGTTCACG
CCGTCACCCTGGATGTTTGCAGTGAGCAAAGCATCTTCTCAGCTGTGGAAGAGGTTCAGT
TTATTGTGGGAAACCAAGGACTCAACTGTCTGATCAACAATGCTGCTGTTGGATCTTCCA
GCAGCATCAACAGTGTAACCCGTGAGGCCATGATGAGGGCTTTTCAAGTCAACAGTGTTG
CCCCTCTCTTTGTTACTAAGGCATTTCTGCCACTGTTGCAGACGGCTGCAGCTCGCTCCA
CTGGGATGGGGGTCCATAGAGCGGCTGTCGTCAACATCTCCTCCATCCTCGGTTCAATCT
CATTGAACTGTGGAGACAGCGCCACCTTCAAAAGCTATGCTTATGGCACCTCCAAGGCTG
CTCTAAACATGGTGAGCCGCTGTCTGGCGGCTGATCTGGGACCTGTTGGGATCCTGTGTG
TGTCTCTACATCCTGGCTGGGTGAAGACAGACATGGGGGGGCCTCATGCCGACTTAACCG
TAGAAGAAAGTGTGTCTGAAATTCTATCTACTCTCGTCAGTTTCACGGAACAGGACCATG
GCGGTTTCAAGGATTACCGTGGACAAACGTTACCATGGTAAAATACAGCAATGGGACTCT
GATGATGGCCATATCCAACCAGGAAGTCTGTCAGGGTTTTTCTTTATTTTATATTTTGAA
TGTTTTCTGGATAAGGGTAGCCCAATAAATG
>CL4381Contig1
CAGGGCAGGGCTCGGATTTCTGTCTCTGTTTCACCAGCCTCTTCTTCGTGTCTGCCAGTG
GCCATGAAGATCTTCATCTCTCCATCTTCAGCCAGCAGGCATGTGTGAAAGGCCCGTTTG
AAGTTCTCAGTGAAAGTCAGATCCATCTCAAACCTGACCTTGTTGGCCCAGATCAGAGTG
GTTCCAGGTTGGCAGAAATGCTTCATGGTGGCCAGGAGCTCGTCCAGATAGTCGTGATGG
TAGACCACATCAGCTGCCAGCACGTAGTCGTACCTGTAGACAGATGAGGGGTATGTGTGC
TCCAGGTCAAAGCCCCAGGACAGAGGGGCTACCTGAGGGGTGTGTCTGCAGCGCCCCCTG
GTGTTCCTGCTCAAGTTGACCCTCAGGTTGCTCAAGACGTCTGGAAGGTCTGTGGCAGTG
ACCCAGGCTCCCAGTAGTGCAGCTACAATAGACAAAAGACCAGTTCCTGCTCCGATCTCC
AGAACTGCTTTGTCCACCAGACTGAGGTGGTCACGATGAGTGTCCAGGTAGTGACACAGA
GACAGAGCCGCGGGCCATATCATGCCTGCAAACGAGTCGAAACCCTCTTCAATCACTATT
TCCTGACCCACGTAGTGGTACACCTCTTTACCTCCTTTGGAGTAAAAACATGGAGCCCAT
GCTGCTGTTTTTTTCTGACCTCCAGCACATGAATCCCCACTTTGTGACTCATCTGTTTCC
TTCTCTTCATGTTCTTCGTCAGTCTCTTCCCTTTCCTCTTCCTCCTCCACCTGTTTTTCC
CCCAAACTGGGTTCCTCTAAGGAGCCTTTGGATAAAGTATCCATTGCTTTTTTCCGTCAC
CTATGAATCCACTGCTTCAGTCCAGTTTAAGATCTTGAATGTCCCCGGCCATAATGCCCG
GGTTTAACGG
>CL4382Contig1
ACCCGGGCATTATGGCCGGGGGCAGAACAACAAAAATGGCAGGACTAGGAAGCAGCAACT
ACTGGGAAGATTTGAGGAAGCAGGCTAGGCAGTTGGAAAATGAACTGGACCTGAAGCTGG
TCTCATTCAGTAAACTGTGCACCAGCTACAGCAGCTCCAGGGATGGACGTCGAGGAGACA
CCTCGGATACCACCCCACTTCTCAACAACTCCACTCAGGACAGGATGTTTGACACCATGT
CCGTGGAGATCGAGCAGCTTTTAGCCAAACTTACTGCCGTCAACGATAAGATGGCAGAGT
ACACTAACACACCGGGCACAGCTTCTCTGAATGCTGCCCTCATGCACACCCTCCAGAGAC
ACAGAGACATTCTGCAGGATTACACTCATGAATTCCACAAAACCAAGGGCAACTTTCTGG
CCATTCGAGAAAGAGAAGACCTCCTAGGTTCTGTCAGAAAAGACATTGAGACATACAAGA
GTGGCTCTGGGGTCAACAACAGAAGAACCGAGCTGTTTCTAAAGGAGCATGAACATCTAA
GAAACTCAGACCGACTAATGGACGACACTATAAGCATTGCCATGGCCACCAAGGAGAACA
TGACTTCTCAAAGGAGCATTCTGAAATCCATACAGAGCAGGGTCAACACACTGGCCAGTA
TCCTTTCTGCTGCATGATTGCAGGGCTGTGTACAGGAAACCACACGGAGGAGTTATTGGT
TTAAAAACAAACAACTGCTGTTTCTTCAGAAATCAATGCTCATGAAAAAGCTTTTTGTTT
TTTTTTCCCTGGAAAAATG
>CL4383Contig1
TCACCAAGGAGAACGTCTTCTGCATCCACCAAAGCAGCACCTCTCCTCCACACTACCAGC
TCATATACCAGGGACACATTTACAGTCTTCCAAAGGGCAGGAACAACCTGTTTCACACAG
TCCTCATGTTCCTCTACGTCATTAAGACCAAAGAATCGGGAATGTTGGGGAGGGTAAATC
TGGGCCTTTCTGGTGTGAATATCCTGTGGATATTTGAAGAGTGATGTAAGATCAGCCTAC
AGCTGTTTGGTTCCTCAAAGCCAGAGTCAGTGACTTTCTGAGGCACATTGGGAAAAAATC



ATATTTGGAAAGTACAAACTGCATGTTTTTAAGGATGCACAGATCTGTCGACGACCCAAA
AGCCTCATTGATATTTTATTATTTTATATGGCAAAGTTCTTCGGATACAACCCTTTATTT
TATACTCATTGGAATGTACCAGCATAGCAGCCTTTTAAAGTAAGATGTGTCTGATCAGCT
GTTAAGGGCTCAGATCCATCAGCTTGAATGTAGATACAAAATACAGGTGTTTTGTTTTGT
TTTACGTTAGACCGCAGCCACTTCCTGCTTTTTTGTAAGAATAAATGCCTACAACAATAA
AAGCCTTGATCTTTGCTTGAATTAACCTGGATGAAAATGGATTGGATTGATTTATAAAAG
ATTTTTCTTCATTATTAAAATTGTTACAGTACTTAAAGTAATTGTGTACAAGTGAAGATA
GAAAGTTTTTCTGTGTTTTGAGGTATTTTTTAAAATCCTCATCTTTTTTATATAAATAAG
GAAGCCTTGATTTAATTTTTGCCCGTTGCTGGTTACAACTGAAACCTGTAAAGTTATAGA
TAACCTTGGTGTTTGAATTTTTTGGAAAGATGT
>CL4384Contig1
AGACGCACAAAGACTCACATCAGTGAACACTGACCCACAAAGACGTGATGGCGATGGATT
ACACAAACTTCATCAACTCCACTTCATCTCCTGACATCTTCACAGCGATGACCTCAAAGG
ACCTGCTGAGTTCCGATCTTTCTTTCACCACTGTTGATGACTATGATGATTACGAGGACA
ATGACACCGACCTGATGTGTGACCGATCCTCAGTGCGCACCTTCAGAGGGCAGTATGAGC
CGCCCCTCTTCTTGATAATTGCCATTGTCGGGGGCATTGGGAACCTGGCGGTGGTGTGGA
TCTACCTGAACGTCCGTCGGCGACTGAAGACCATGACAGACATGTACCTGCTGAACCTGG
CGGCCGCAGACCTCCTGTTCTTGGCCACGCTGCCGCTCTGGGCAGCCGAGGCATCGTACA
GCTGGACATTTGGTTCCGCCTTCTGCAAGCTGAACTCCGCCCTCTACAAGGTGAACCTGT
TCAGCAGCATGCTGCTACTCACGTGCATCAGCGTTGACCGCTACATCGTCATAGTGCAGT
CAACCAAAGCCCAGAACTCAAAGATGGAGCGGCGGCGCTTGAGCCAGCTGGTCTGCGCAG
GAGTGTGGCTGCTGGCCCTGCTCCTCGCCACACCTGAACTGGTGTTCGCCAAACCTGCCC
CAGTGGAGTCCAAATACTACTGCAGGATGGTTTTCCCCTCAAACATAGGAAACCGCACCA
AGATCCTGGTTTTGTCGCTGCAGGTGAGCATGGGCTTCTGCCTGCCCTTCATCGCTATGG
TCTTCTGCTACAGTGTCATCGTCGCCAAACTGCTCAAGACCCGCAGCTTCCAGAAGCACA
AGGCCATGCGCGTCATCCTGAGCGTGGTGGTGGTGTTCGTGGTGTCACAGCTGCCCTACA
ACATCACGCTGGTGATGGAGGCCATGCAAGCCACCAACATGACTGTGACGAACTGTGAAA
GGGTGAAGGCCCTGGACAAGGCGGGCCAGGTGCTGAAGAGTCTGGCCTACATGCACGCCT
GCCTTAACCCCTTCCTCTATGTGTTTGTGGGCGTGCGCTTTCGCCACGACTTTGTGCGCC
TGCTGCACCCCTGCTTCGGTCGGCCGCCGGCCAAAGTGAGCTCACTGGGGAAGACCAGGA
GTCCTATTCCCTCCACAAGAGCTTCTGTGATGTCTGACAGCGAAACCTCACAGGCGCTGT
CATTGTAGACTCTCCCCAACGCCACTTCCTGTTTGTGTAGCAGCAGCAGCCATGGTGGCA
GGGGGAGTGTGGCACACTTACAGGAAGAGTGGCACCACACCTCAGTCTTAAGAACTTCCT
TGCTGATGCCTGCTTCAGCTCAGCATTTACACCCAACCGTCCCTCAAGGCCATCGTTGGA
CCTGAAACCGCTGCTTTATCCGCACCTGTGAACCACAGCTGAAGCCCCCACTCCCAGAAC
TTCTTACTGAACCACAGAGTGAAAGAACTTAAGTTTCATCCTTTGAAACCTGACTGAACA
CTTTTCTATTTTATGACGCCAAAGACTCCTGCTGATGAATGTGAAACTTCTTCCTAAAAG
TGTATGGTTGTATCTGCTGCTGCTGAGGGTCATGACCTCTGTTTGCGACCTGCCGGGTTT
GAACAGAAGCTCATGGTGCTGTACTGAGCCCAGTGTGCCTGAATGTGAAGTATGTTATTT
GTAGCCCTGCTAGACCTTATTCTGTATTATATATGTTTTTGGAGCCAAAATAAAGTGAGC
TGCGTC
>CL4385Contig1
GCCAGCGGNACACTGCAGTTCACGAGNACTCCTGGTTTACACTGCAGTGAGCTGCATCAC
TCCAAAAAGAACAAGGCGTTTTACCACCTCCATAACTATAGAGCGGATGTTTGTTTGCGT
GTGTGTTGCTGTAGGGGTGGGTGAATGACTCTTAGAAAACTTGAAGGTTGGCCATTTCCA
GAACACTATAGAGACACCCGAGTGGATGTGAACGCATCAAAGTGAGAGCATCACTCCCGT
TAGGACAGGTTTCTGCTAGGAAAGCGGCGCATAGAAGTAGCCGCCCGTCAGGACCTTATC
TGTCTTGCTTTTGGAACTATGGAAGACGTTACACAGAATCAGTGAAAGTCACTCCGCCAT
GACACTTCTCCACACAGCTTTTAGAAGCATTCCTTGTTTTTACATCAAGTTCTCTCCTAA
AGGTCCGCCTGTTGGAGCTGTTTGAAGTGTCATCCGTGTCCGTATCGATGTTTCATGATC
CACAATGTTAGCTCTCCGGCCCCCGGCCACTTTTACACTGTAGAACAGTAATGTGATGGG
GAACCGGACAAAGAACTCGCAGATCTTTGTGAAAGTCGAGGCACCTTTACAGAGCATAGA
ATAAATACTTGAGTTTCCAAACTCCTTAAATGTTCTATAAATTCTGGTTTATCCCATATA
TTAATGTTTGTCTTTTTTAATGGTGATNTTATGTTGTTTTTTAAGCATTGCGGAAAAAAA
ACTTGGTTATGAGAGGACTGTTCAACTGGAAAAGTGTGATCAGTAAATTTAACTTTTTTT
TGTTTTTTTTTTCCTTCCCCACCTTATCAAGATGTGGAAACAAACCAGAAATACACTTGG
TACTATGTACCACTAATGTTTTCTGAGATGTACGTGTATGTAATCTATAATATATTTAAG
CTGTGTTTGATGAAATACAAA
>CL4386Contig1
TTTTTTTTTTGGTCTTTTTTGTTTTTTCTAGGCCCGCACCCTCGACCTATGGAGGTTCCC
AGGCTAGGGGTCTAATCAGAGCTGTAGCCGCCGGCCTAGGCCAGAGCCACAGCAATGCCA
GATCCGACCCACATCTGTGACCTACACCACAGCTCACAGCAACGCTGGATCCTCAACCCA
CTGAGCGAGGTCAGGGATCGAACCCGCAACCTTGTGGCTCCTAGTCGGATTCGTTAACCA
CTGAGCCACGACGGGAACTCC



>CL4387Contig1
AATGTGTTACAGACAGAGTCGGGGTCCTACTGTGGGGAGGGAGATTATGTGGGGTCCATA
ATCTTGAAGTGAGGGTATCTCTTAAGCCTGGTTGTACTGAGGAGGAGTGTCCTTCGGCGG
AATGGCTACGGCTTCCTCGTATGGTGGAAGCAGAACCGTGTTGTCGTTGGTCGTGACATA
GACCAGGACTTCAGTGGTTCCCCTGCCGCTCACATATCTGTAGCAGTTCCACACACAGCC
AATCATGTAGGCCTTGAAGCAGAGAATGCCGCCAATAAAGAGAAGAACTGCAAGAACTAG
GCACATGTTGTTGGTGGACATGATGTCCTCTTTGTATGGGAAGGTTCCCGGCAGTTGATG
GAGGTAGTCCTGCACTGTGTTGGGATAAACCACCACACTTATGGCTACCAGTGTGTTAAG
GGCAAAGTCGAAGATTTGGTAGCAGAAGAATGGAATGATCCAAGCAGCGTGTTGCTTAAA
AGCACCGTAGGTTGCCATGCCACAGATGAGGATCATGAGAAGGGATATTGCAGTTGCAAT
GCAGATATTAGCATCATCCATGACATCAATGTCAGTCCCCAGCTCAGAGCTTGTGAGGTG
GTAGCGGTACTGCACAGGGTCATTGAGAGCGGACAGCAGAATGAGTAGGACCACTGCATT
GATGAGCATATACCAAATACCCAGAATAATGGTGCCCGTCCGTACGTGGCAGCACAGGCA
GCAACTCGTCGAGTACCACCGGTCCCACGGCGAAATCATCTTGAACGCCGCCGTTAGCAG
GTTATTTCATGAAGGTTGCCCCAAAGAAGTCCGGTTTTTCGGTGCTACGACGTCCCGAAA
AGATGGAGCGGTTGGCGCCACATCCAGCCTGAGTCTGCACGCGGGACTCGGAGAGAGCCG
TTAATCTGC
>CL4388Contig1
CACGAGGTCTCGAGTCTTTGTTGCTTTTCCCAGATTTTCGACTGCCCTCGACTGAAGTTC
TCCGAGATTCCCCAGCGCCTCACCAACCTCCTGCTGCCCCCCGACCCCATCGTCATCAAC
CACGTCATCAGCGTGGATCCAAACGACCAGAAAAAAACGGCGTGCTACGACATCGACGTG
GAGGTGGAAGACCCCCTGAAGAGCCAGATGAGCAGCTTTCTGCTCTCCACCGCCAACCAG
CAGGAAATCGCCTCGCTGGACAATAAGATCCATGAAACCATCGAGTCCATCAACCAGCTG
AAGATCCAGAGAGACTTCATGCTCAGCTTCTCCAGAGATCCCAAGGGCTACATCCAGGAC
TGGTTGAAATCCCANAGCAGAGACTTAAAGTTAATGACAGACGTGGTTGGAAACCCCGAG
GAGGAGAGGAGAGCGGCTTTTTACCATGAACCCTGGTCCCAGGAGGCCGTCAGTCGCTAT
TTCTACTGCAAGATCCAGCAGAGGAGGCAGGAGCTGGAGCAGGCTTTGGCGGTTCGCAAC
ACCTAAGCCGAGGCCCGTCTGGATTTCTGCGTCTGACCTCCATCCGTTGTGTGTTTTCAG
TGTGTGTGTGTATGTGTGAGTTCCTCACAGGTGGAAGAACCAAATTGAAAAAGCATCGAT
CATTCGGGTTCTCGCCACGTCAAATCAGCACTAAAGGGAGAATTTGTATCCCACGAATGG
TGGAGCTACAGAAGTGAGACGCACGCCTGAAGCAGGATTTGAACTGCTCCCTTTAAAAGA
CTTGTTTTTTGCCAATCTGCTGGACTCTGACATGTTTCTGCAGCTTCTTCTTGTTAGTCC
TTTTTCCTTTAAAATGTCCCACCAGCAAAGCTGAGATTACCGTGTGGCAGAGGATCGGAT
CCGTCCAGAAACCTCGTGATTCCGTGTGCTGAACACGTCCCGTTATCAGCCGGTTCTGCT
GATGGCAGCGCTTCAACCAAGGAGAAACCAGGATCACGGCTTTTTGCCTTTTATTGGCGT
CTGGAACGGATGAATCGCTCGCTGCCTTTTTCTGCGTTTTGCAAGTTGATGCTCTGAAGG
TGTTTTACCAAAGTTTGCAATATATGAAGAAGAAGAAGACGGAGTTGGCAGACGTACAAA
TCTAGGCTTAAAAAGGTCCAACTTTGAAAGTTTACATTTGTAGGATCTTGTCAAATTCTC
TGCTTTGCTGTTCTGTTCCTCCTGCCTAGAGATGTGAATGTAAATACGTTTTCGTTGGGC
CAGTCGTAACAGACTGCGTTTCTTCCTTTTGTCCGGGGTCGTACGCTCCCCGCCAGTTCT
GAATTACCGCCTCGGCTTTTGGGGGGGGGCCGGGTCATTTTGGCTCCNTCCCACGTCCGT
CTTGGGAGCTGCAACGTCNAAGATCCCCTCACTCTNT
>CL4389Contig1
GCTTTGGTGAGATCGCTCTGCTGATGAACCGCCCCCGCGCCGCCACCGTGGTCGCCCGCG
GCCCCCTGAAGTGCGTTAAGCTCGACCGGCCTCGCTTCGAGCGGGTCCTGGGCCCTTGCT
CGGACATACTCAAACGCAACATCCAACAGTACAACAGCTTTGTGTCGCTGTCCGTCTGAG
GGAGCGCTTGTCCTCCCCTTCTCTGCTGCCCTCACCTCTCACCCTCCGTCCTCTCAGACC
CAGGGTCCTCCAATGCAATTTGCTTTTTCTTTTCCTCTCTTTTGGTTCTCTCTTTGTTTA
ACACACACACACACACACAGATNGTTTTGCTGTTACACCCGCCTCGCAGAGGTGATTTTT
GGCCACTCACCAGCGCTTCTACCAGCTGCTGTACGCTACCTTGTAGGCACGGTTTTTCTC
ATTTGTGTAAATACCTGTGAATTTTTCCTTTGAAACGAGAGATCTGAAGGACTTCAGAGA
CAGACAATCAGACCCGGCCGGCGCTTTCAGTGTTCGTTACGTCACAGATCGAGGGGAAGA
TTACTCGGTTTCCTTTTTGACACCCGATTAGATTCACATAGCAGAGATCAAGAACTGTCG
AAAGCAGGAAGAACGTTGTTGCACCTTTTATTTTTTAGTTTAGGTTCCAGCTCCAATGTT
ACACATTTAATTGCGCTTTTATTTTTTTTTAATCATACGAGGAGACAACAGCGTGTCTGA
TTTGCTTCGTTTTGAGAAAGCTTGTACAATTAAATTCTTTGTGTGTGCAGCTGCCAGGCT
AGTGCCAAATGTTAAATGATTTTTTTTCACGGCGCTGAGATGCATAGCCATGGAAAATGC
AGTGCGTAATCTGTTTCCTGGAACTCCAGCAGGAAGTAGTTGTTATTCTTAATGTCCTCT
TTAATTATTGTAAAGACCCTGAAAGAACTGCCTTGAATACTCTAACCGTGGAAATAGGAA
GAAAAAAAAGAGTATTAAAGTGAGTTTCAGTATTCAGCTTCCTTCAAAATTAACTTCTGC
TATGGTTTGTAATCCAAATGTGAGCAGAATATAGTCAGAAAGTTATATTACTTATGGTAA
AAATGGTTCGGAGTGAACTTAAAAAAAATGTTTAACTGTCTTTTGTAAACATTTATTTTT
CCATAAATTCTATGTAGGTGTCCAGTGCCACAAATG
>CL4390Contig1



GCCTACAGGCCCAAACACTAAACTGAGCAGGGGCAAGGTAAGCCAGGTGGCACACCTGAC
GGGTGGAAAGTGATGACAAGCAGAACCAAACATCCTAGGAAACATAGACACAAAAGATTC
TCCTCCCACTGTTCTTACATGCTCTCACGTGTGCCCCACCCACTTCTCCAGCCAACAACC
AGCACTACACACAGACAAAGCCCCACCCACATAAAAGACGATGGTGCATGTGTTCACGCC
ACCAGGAAACACGTCAGCGCTCAACAGCGGTGGATAGACCCAGAACTCAACAAAACCATG
AGGGAGGGGCACACACACTACCCCTTGCTGCTCCTGATTTCCACATCCCGCCACCACCAG
AACCTGCTCCTCTGATTGGTCAACCATTGTTTTTTCTTTGCACCAAAGTGGATCCAGGGG
AGTTTAGAAGAGGGTTGGATTTACAGATTGCCAGGAGCCATGGTGCTGTCTGTTTCTAAC
ATTCAAACAGTCTCCAGGAGTAGAGGCATGTTGTCCCGTTCCGGAAGACCACAGCATTAC
ATGGGACAGGCCCATTAGTGGGTCCAGTTAGCCCATGTTATGACGGTTCCCATAGCCTCT
GCGGTGGCTGTCCTTCCACTCGTCCCACTGCCTGGCCTTCTGCAGAGACTGCTCGTCTTC
CTGCTCCTCCTCGT
>CL4391Contig1
CTGTAAGCTGCTGGGGATCCATCTTGCCCGAAAAAGAAACGAGGGTGAATGATTTTTGGG
TCTTAAAGTCTTCAAAACTGTGTGGTCCCCCGTCGTGTGAGCTGGGGAGCTCGAGTAAGG
GCTGTGCCGCTGTTTATAGGATGTCCCGACATGAGGGTGTGAGCTGTGATGCATGTTTGA
AGGGCAACTTCAGAGGACGACGGTTTAAGTGCTTAATTTGCTACGACTACGATCTGTGCG
CATCGTGCTACGAGAGCGGCGCCACAACAACACGGCACACCACAGAACACCCCATGCAGT
GTATATTAACTAGAGTAGACTATGACTTGTATTATGGAGGAGACACTTTCTCGGTAGAGC
AACCCCAGTCGTTCACATGTCCTTACTGTGGCAAAATGGGTTTCACAGAGACATCCCTAC
AGGAGCATGTCACCTCTGAGCATGCAGAGACCTCCACAGAGGTGATCTGTCCAATATGTG
CTGCTCTGCCAGGAGGAGACCCCAACCATGTCACAGATGACTCCACGGCTCACCTTACCC
TCGAACACAGAGCGCCAAGAGATTTAGATGAATCCAGCAGCGTGCGGCATGTACGCAGGA
TGTTCCACCCCGGAAGAGGTCTGGGAGGCCCCAGAGCACGGCGGACCAATATGCACTTTA
CTAGCGGCTCCACAGGAGGACTTTCATCCTCCTCATCACAGAGCTCCACATACACCCCCA
GTAACAGGGAAGCAATGGACCCCATCGCAGAGTTGTTGTCTCAGCTGTCAGGTGTGCGAC
GTGCAGCCGGCGGTCAAATAAACTCCTCGGGCCCTTCGGCCTCCCAGCTTCAGCAGCTTC
AGATGCAGCTGCAGCTGGAACGGCAGCAGGCGCAGGCGGCACGGCAGCAGGTGGAGAGTG
GCAGGCACGCAGCCCGGCGCGGCAACAATCCAAGCAACAGTGGCACCGCCATCCCTCCAC
CCAGCACGGCAACCGTCACCACAACCAATGTGGGGGAAATGAATCCCCCATCCTCCTCCC
ACAGCTCCCAGTTCCTATTATCACGATTGAACGAACCGAAGATGTCTGAAGCAGAGCGGC
AGCTTCTAGAAGGAGAGCGGGCCGACCACAGCCTGTTTGTCCAGGAGCTGCTTTTGTCCA
CCCTGATGCGAGAAGAAAGCTCCTCCTCGGACGAAGAGGAGCGCCGAGACTTCGCCGACT
TCGGAGCCATGGGCTGCGTGGATATCATGCCTTTAGATGTGGCGCTGGAGAACCTGCAGC
TCCGGGAGAGCAGCTCTTCGGGGAAGGAGCCTCCGCCGCCTCCTCTTTGATGTCCGAGCA
TCGAGCAGACTGTGTCCTCTGTGCTGCAACTGCCAGTGACAGACAGCAGCAGCAGCAGCA
GTGAACCTCCCTGGCNGNGTCCTCCTTTCTCCTTGCTTTCTTTCAGAGTTTT
>CL4392Contig1
GGTGAGGGAAATCCTGGATCAGACCGACNAGGTTTCTTACTACAGCTTCCTCATGAGTCT
GGCTAAGCATGAGGCCATCAATCAAAGCATCGGAGCATTGCCCAGCAGGGCGGAGCTTTT
CTTTGACCCAGAGATGGACCAGGAACTGGACAAACTGATTGCTCAGATCTCTGTGAGTCC
TGGCAGCAACAGCAGCGGCAGTGCTGTGGGAGGGCTGAAGGAGGTGCAGAGGAGGGCCTC
CCCCCGCAGAAACATCCACCACAGACGGAAGATGGAGGTGGAGAGTGACGGCTCCACAGA
GGAGACGGATTCTTCAGAAAACTAAAAACTGCTCTTCTGATTGTGAAGAATCTGTCGAGT
TTTCAGAAACACTGTTAGGTTGCTTACGTGCTGTTTTTATTTCTCATTCATAACCGGGTT
ATCAGAAGTTGACCAAGTCTGCTCACAGTCTCATACACTTTAATGTAAAGGTTTGCTTCG
ATTCAGATATGATCAAATTCCATCTGAAGAGCAACTTTCATTCTGCACCTATAAAGCGCT
AAACTTGACTTCAAACTGAGTTCAGGAGAGACCGTATGGATTAGATCTAATAAATAATCC
ATCTTTGAGGATTTTTTTCGGTTATCCTAATGGATTAATGAGTCATCTACTCTAAAACGC
CCAGATATTTGGGGATTGTTCCTCCACCTGCTCTGGTTTGTCTGAGTCTGACATCTAGAG
GAATCGTGTTTCAGTGCACAAAGGAGATCCATTGTTAAAATCAAACCAGAGGCTCGTTAG
CTTTTTCCCTAATTGGACCAAGCCATCCTCCGGAAAAGGGAAGAAGACTTTTTGTGTGTT
GTTTATTTTACTGGTGTTCTAGGTGGTTTTGACACAGACACAAAATATTTATTTTGGGTT
TATATTTATTCTGTTTGTTTATGTTACACCAAGTGGTAAAAATCCTTTTTGCTGAAGTAG
TTTTACTNGGCTGTGAAGTGAATCTGTGGTGAGACTCTTAATAAACGTCAGACC
>CL4393Contig1
GCACGAGGAAACTTTCCGAATTGAATTCTTTAATATCGCTCTATCGTTGGCAATCTTATA
ACGCATTTCTTTAACCGTTTTTGCAACTGAAGTGATTCCAACGGACTCTGAATCTGAGAA
AAGTAGCTCTGCGCTGACATGCAAAACCTAATCGCATGAAAGTGTGTCAACTGACTTATT
CTAAAGCGGAGAAAAGCGGCTCTTTGTGCTGTTATTGGCTAAGCAGCTATTGGTCATTTA
CACGTAGAAAGTCGAATGTAGCCAAACTGCTGTCTTTATTTGCTACCTGCAGGGGGCGCT
GTGGCCTAAAGCTTTCTGAATTTGTCCGATCTGAGCTTTAGCTCCAGCGTCGGCGTTCTT
TCAATTAGCTTAACCTTTCAATCGTTTCAATGCATTTAACGTAACCCCAGGGGATTCTGA
AACTGAGAAAAGTAGCTCTGTGCCGATGGGCAACACTTTATGGTAATTAAGTGTTTTCGC



AATCAACGTATAGCCAGCTAATTCTGAGAAAGGTGTCTTTCAACATGTACGGCATGAAAA
AGTTGAAGGATTTTTGTCTGTCGGTGCATAAAGTAAACTTCTAAAACCCTGGTTTCATTC
AAAGTTGTTTCTAATCAAAGCTCCTTAGTGTAGAATTTGTTCTTCCTCCCTCGATGGAGC
AGTCATCATCTGATAGGCAAAGCCAGGCCTCGAGGGCCGCAGTCGTGCATGTTTTCCAGC
ACGACCTGCCCTTGCATGTTCTAATTGGCAGGACACACCTGAACCAGGTAATCAGCCATG
AGTGGAGCTTGTATATCTGGATGTCATGCAGACACTAAAGCCCCTGATCTGACAACTTTC
CCGCCACACGAGCGCAGCTGAGCTGGTTTTGCTGCTGGAGCTCCGTTAAGAACCAAAACA
TGTTGGTTGAATCTCAGTCCTCATTCAGGCCGGACGCTGAGCCACACAGAAAGGACTCGA
TCATGTTGCAAACGCCAAAAACATCAGTTGGATGAAAAAGTCTTTGTGTAAACTTCAGGT
TGCTGCTGTGACGAGAGCTCTGACGCCACACGACGAGGCTGAAATAAGCCAGAAGCATTC
AGTTTTACAGAAATGTGCTTTTCCTCGCTCATTCTGAGGGATGTTGTCCTTCGTCGTGCA
GAGGAGCCGCTCGCTTTGTCTTCGTTAAAAAAAAAA
>CL4394Contig1
AGACCCACCAGCAGGTACAAACGGTACAGATGCCTTCCTGATGTCCGCCGCGCTCCCACG
GCGCACGCTTCAGGTCAACGTGGTCACATGACATCTACAAAAAGGTCGCTGGGGTTTCCC
ATGGCCAAGCGAAAGGACTGTCGTAGGATCTCCGGCTGCATAGGTGGACTTCTGTCACCA
TGGACACCATGAAGGGGGGGCAACGGTTGCTGGAGGCTGTTCTCACAGGGGGCAGTTGGT
GTCAGATGTGTGCAGCTACCGTCCTGTTTGCTGTGTTGGAGTTGGTCTGCCCCCTCTCCC
CCGTCCTCCCTCTGGCCGTCACTGGCGTTGGACTGGCTGCTGCGACTCTCATTGCTGGGC
TGGCCCCCCACTCCTCTCCCACAGTCCAGCAGTGCGTGGAGGGGGGGAGGGATGCCGTAG
GGGTGAGGAACAGAGTTTTGGTACGGTAAAGATTGTAGCCTGCAGTCAGTGCGCCCTCCT
CCGCTGGAGGCGTCTTCGTGGTCAAGCAGAGACATGCTGGCCAGATCAGCACACAAGTCT
CCAAACACGTAGTAGCACTGCTCCGAAAAGGTGACTTTGCTGACAGTATGCCGGATGAAT
CCGGCCTTCAGTAGGTTGCTGGCGTACTTCCGGGCTTCTCTGCGGTCATTCAGGCCTTCC
ACATTGCAATGGACCCAGTCCACCACATCTGAACCAATGAAGGCGTTGGGGATTGTGACC
TTTAGCCACATCCGGTCTCTGACCTCCAGGCCAGACTCAGGACTGGCCATCGCCTTGACA
ACCACCATCATGTCACTGTGGATGTTCAGCTGGTTCTCCTCATGGACCCCATAATGTGGG
GGGAGGCTCCCAGTCATGGCGGCAGTATGAGAGACCCAAGCAGCAGGGTCAATGGGGCGC
ACCGGCTCACTCCTTGGCAGGGTAAAGCAGCTGCGGGGACTTGGGTCCCAACACTTGGCC
ACAGTCAGCGTCACCGGCCCCGGCTGATGGACGATCTCCCTCAGAAGTCGAACCGCATCG
TCGTTACTCATGTTCTCAAAGTTGATGTCATTCACCTGCAGCAGCATGTCTCCAGGTTCC
ACACGTCCGTCGGCTGCCACCGCCCCCCCCTTCATGATGGAGCCGATGTAAATCCCTCCG
TCTCCTCTGTCGTT
>CL4395Contig1
GATAGATGCACCTCTGANACTAAATCCATCTGGAATTTTCTGCCCAACTCCTGAGGTACC
AACTCTGAACTTTCTGTTCGAACTTTTCAGTCTGATTCAAGCTCAATTTTTGGTTCTTTT
TCTTTCAGTTTGAGAGGAAGCCTGCTTGCCCTTACGCAGCGCAGCGCTCTGCGCGCAGTG
GAGGCTGTTTTGTTAAAGCGCCTGCTTGTCGGATAGAACAGATCAAATTGAGTTTATAAA
AAGATTTAGACGCTGCAGCCCCGCTGTCCGCTAAGCCTCTAACTGTCCGGCCTTCCCCCG
CAGGATCACGGGGCCCGCTGTTAAACTTGACTGTGTGCGTCAGGGATCGGGTGAAGATGG
AGTGGTATGTCCTGGTGCTGATGCTGAGTCTGCCGCCCTCCATCCACGCGGACTGCTCGT
CTCTGTGTCAGAGATGCGCGGAGCAGATGCTTCGCTCCGACGCCGCCTTCGGCAGCCTGT
CCTGCAGTGAGGAGTGCGACACGGACAGCTGCGAGCCCACGCCGCGGCTGGCGGACTTCA
CCCAGGACGTGGCTGCGGAGGCGGAGGAGAGCCAGCAGGCGGACCTGGTCAAGCGCTACG
GCGGCTTCATCAAGCGGATCGACAAGAACAAGATCCTCAAGTCGTCTCCATGGCGCGACA
ACTACATCCAGAAAGCGGCCACGCTGCCCAGAAAGTACGAGGACTGGCTAAAGCGGCTGG
ACGCCAGAGACGCGGACGCGCCCCAGTACGCGGACGACTCCGCGGAGGAGGAGCGACTCC
TGCACAGCTCTGTGAAACGTTACGGCGGCTTTTTACGCAAGTTCGGTCCCAAATCAAAGC
GGAGTAGTTCCGCGGAGCAGGAGAGCCAGGAGCCCGAGGAGCTCCAGAAGCGCTACGGCG
GCTTCATGCGGAGGGTCCGGCCCAAGCTGAACAACCTGAAGTGGGACAAGAGGTACGGGG
GCTTTCTGCGCCGCCACTTCAAGATCTCCGTGCGCTCGTTGGAGGAGCCCGTTTACTCCT
ACGATGAGCCTAGTCTGCAGACGAACTGAACACTCGCAGAACTTGCGCCGGCTGACTGGA
AATGTCCGTTTGTTGGAGGAGTTTGTGCGCGCCTGACCCGCTCCAGCGTAAACCATCTGC
ACCTCATCCTTACGTCCCGTTAACCAGAATCGACCCGTTCGCGGTTGTCCGGTAGAAATG
TTGCTTTGACCTTTTTTAGTACGGACTGGAAGCAGCACTTTAGAACCCCGACGCGTCTCA
TCCAAGCGGGCTGTTTCATGCTTTGTCAAT
>CL4396Contig1
CCAGAAGCGTTAATGAGAGCTGACTTTGCAGGATGTAGTCGATGACGGGCTTACTCAGGT
AGTCCACGACGTGGCCATCTCCATGCTGCAGGGCCAGTCTGCTCTTGGTGGAGCTGACTA
TAGACATGGGGTGGTTCGTGTCATCCTTCACAACGATGATGTTCTCCTTAAAGTTGCGGA
GAATGGACGAGTGATTCATAATCTTCTCTGTGTCTACTCCATCACGAGGTACCACCACGA
TCCCAAAATCTCCCACTATCACCTCCATATCACTGTCCTTCCACAGACCAGGGATGCAGA
AGGACTCCAGGAGGTCACTGCCACACAGAAGCAAGATGCGCAACTCGATCTCTTCGTATC
TCATAGTCGTTCCCAGGTTGGCGTTTTCATCAACAAAGGGAAAGCGATCCATTTGAGGTC



GCACGCAGCACATCCTGCTGAGATTCTCACTGAGCTTCCCCCACACTTTCACAGCTGTAG
GCTTGTGTTTCATGTTGCTGTGGTTCTGGTAGAGGGACTGGGTCTGGTTCTGTGGCTGTC
CGATCACAGGGGTTGAGGATGGCGTGTTGACGTTGGACAGGATGCAGCCAGTGACTCTCT
TCATCAGGTCGCGGTGATGCTCCAACACACTGCAGGTGGTCTGCCAGGTGTCCTGGTAGC
ACTCCCAGGGGTCCACCCTGATCCAGTCAGAAGACTGGACGGCCAGCTGACACATGGTGA
GGCGGTGCCGGCTGGACACCAGGCCCGGTTTTCCGTATGAGTCGTGCACTGGTGAGACAA
TCCCTCCAATCACGATGAAGCGTCCCGTTTTGTGCAGATATTCTCGGGCTTTTTCGAACA
TGTGGATGTGTCCTTTGGTGATGGGGTTGAAGCTGCCGCACGAGAGCAGGATCACGTGCG
TTTTACTGCTTTCCGTCATGGTTCCCGTTCGGTTCCGAGTTCCGGTCCTGGCGGGTCCGT
CTTCGCCCGGAGGAGAGCAGAAACCTC
>CL4397Contig1
AGTCCATCATGGCCTCCGTCTTGTTGCAGTCCCGATAGTCCGGACAGGAGACCTTCACTT
CCAATGATGTTTGACGCTATCACGCTGGGATCGTCACAAAGCGACTCGATGAAGAAGACC
TTGAAATCGTTTTCCTCGCCGAACTGGAGGATCAAATCCCGCCTTTCTCTTGTAGTGTTG
GTGGCGTCAAAAACCGCCACTTGGCCGCCCTCGTCCTTCAGGTAAGACTTGACATCCCTC
AGAGCTGCTAAGGCACACTGCTGCCTGATCTTGACGGCACACTCGTTATCGGGCTTGAAG
AAGTCATAGGAGCTGTAACTCTTGACCGCCTCCCTTCGATACTCTCCTACGTTGAAGACT
TTGGTGGGCATGCCGATCCAGTTGAGGTAGCGGGTCAGCTTCTTGGACATGTAGGTCTTT
CCTCGGGCGGGCAGACCCACCATCACGATCACCGTGGGGGGGTTGGCAAAGTGGGGAGCG
CCCGCTCCTCCACGCCGGTCATCCTTGGTCGGAACCCAAATCTTTTGGATCCTGTTCTGC
GTGAGCTCTCTGGGCATTCCTTAGTAGCTGGAGAACCGAAAACTAACCAGGAACCGAAGC
GGACAAATCCCGAGATAAAAGAGAATTAAAATAATAAGGAACGCCTTCGTTAGTCTGGGT
CAAAGCTTAGTCCGTTCAAATGCCGCTCATGTATCTTCTCAGCGCCGTGCCGGGCTCATC
TGCCGGTCTGCAGCGCACATCCGCTTTTTAAGCACGACC
>CL4398Contig1
TAATTAAAGGAATAGGACTTTATTATTATAAATTGGCTAAATTAATTTATGATAATTTAA
ATAATTCTTCTATATGCAAGTCAACCCCAACGTCNGAAAAGCTGATTACACATCTAAAAA
CTAAAATTCCTTTAGCTCAGGAGAATCTCCTCCCAGTAATGTACAGGAACGCTCACCACA
GCTGTGTGAAGGGAGAGTGTGCGGTCTTTTAGCCCTTAAATCGGGTTGAAATGACCTCAG
AGGGATGGCAACGCACTGCTATTTACCTGCTTAGAAAAGGGGCAGAGGCAGTTTGTGCAA
AAAGCTGTGTACATGCCATTTTGAAATAGTGCATAGAAATACCTTTAGCCCAAAGTTGTG
TGTGTTCATCTGAAGTACACATGTGGTCATAAAAAAAGATAGAAGTAGTTTACTTTTCAC
AGGGCTGCATGGCGTAAATAAGAAAAAGGAGCTGTATTCCAGTCTTATTTGTTTGTTTCT
GAGTGGAACTGCGGCCTACACCTCTTCCAGACAGTGAACCCCCTTTCCCGTCGCCTTTGA
CCACTGACCTCTGTTACTGCTCTTTAAGGCTCACAGTGTTTTCCTGGACTTCCTGGGGAA
AAATTCACAAATGGCTTTTTATATGACGAATCCCTTGTAAAATATCTCTTAAATTAAGGT
ACAGGTTTGATTTCAACAAGAAAAGTTTTTATATGTATATTATACTCCATTAAGGAATGT
CTAGAATTATCTTCCTCCAATGTGGATGTAGCCATTATAATGCCATTTTATGACTTTGTA
AGAGAATTCACTGTGTGAAAATTGGTTTGCATTTTTGTATAATACAATCTGCTTTTTTGT
TTTGTTTGATATGAGGGGGAGGTCAAACTGGATGTTTTATTAGAGGAAAAAAAAGATCCT
GTTAAATTGAACACAATGTAAAGTATGTGCAACAGTGATTCTAAGCTGAGGGAAAAGAAT
AAAAGATATTGCTAACTCTTGAAAAAAAAAA
>CL4399Contig1
ACATTGGGATATTTACTTAGTTTCTTACATTTTATTTATGAAAAAGGCAACTTCATAACA
GCAGTGAGAGCACAGAAGCGACACATGAGGAAGTTCCTGTCCATATTCAATATGACGAAC
AGAACTTTCTGGATTCATAGGAAATACGGGAAATATTAGGCAACAAACTCATGGAAAGAC
CCATTTTTCCATTTAAACATTCTCACACCACAACGGAAAAGTTTGTTTGGTGTTAAAAAA
GGTATATCCTTCATGTGGAGAACTTAGAGGCCTAACAAAGATGTTTAATACAATAAAACC
TAGGATTAAATGTTAGTCCACACCTATAAATATTCAACAGAAGCATCTCTTTTTAGACTA
TGTGCTTTAAATGTGTTACTAAAGGGCAGGTTAAACCCAAAGTGTGGTTGGAGGTTTTAT
GAAGCAGAAATCTAAGGAAACACTCCCATCTGCTGGCCAATATGCGAAAAGGATACGTGT
GCAAGTCAAAAATAAATCTCTATAACAAAACCGGAAGTGATTAAACAATCTTGTTAGTTG
GTTTTTGTATCTAAGAAGTCTAAAACTGATTAAAGGAAACAGATCCTTGACCTGTTTGTT
TTTATTTTCAATAATAAGATAAAACCTGAGGAAACACTCCCATCTGCTGGCCAATATTGG
AAATGCACAAGTGTTTGTTGGAAAGAAAGCTTGGATGCCATAAAACAATCTGTCTTTTGA
GTTTTTGTATCTTAGCAGTTTGAAACTACCCTAAGGTGCCTAAGATGATGGCAAATAGTT
TAGAAAAATCTCCGACGGACTTTTATTTAGCTAATTGGGTACAATTCGAGGAAAACCTTA
TAACAAAACTGGAAGTGTTAGTGTATTTCTATATGTTAGCAGTCTAAAAACTAGCAATAA
GGTGCCTGAGACAATTGTTGAGATGGATC
>CL4400Contig1
TTTTTTTTTTGTTACTGAGTAAAGTAGTTTAATTGTTAATTTGATACAGTAAGTAAAGTA
TTCTATTACTCTTTAGAAGTAATTTACCCCACACTGCATAATGGCAGCAAAACTGTGTCT
GCTGCGCCTCTTTTTCGGGGTCAGGGCGTGCGCTCATTGCGGGGTGCACGTGCACGTAAA
GGCAAGTGAGCGCGCTTGGAGATGGCTCCGAGCCACGCTTCAAAGACTGCATGATGCAAC



AGCGCCGACTAGCGAGAATCAGGAGTGCAGCCCCGCAGGAGTCCCGGAGGAGGAGGAGGA
CTGGCACATGCAGAAGCAGGACTCGGCTGGACTGCAGGGACATCATCTGAGCCGCGGTGA
CGTCAGACTCCGGGCGCCTCCGGTACATGATGCTTTTCGGGTCCACATTAAGAGTGTAAA
CCTATAGTTTGATCGGGATCCAGCGCGGAGGAGCAGAGCGCTGATCCTGCGTTCCTCCAG
CGGCCGGAAAGAGAGGCAGCCGCTGCTCCGTCCGCACCACCATGAGTCATATATAAGGCC
TATAAAACTCAAGCAGCCGCCCCTGTGTGGGATTTTATTGTGGTATTAAATGGACCCCCA
AAAAGTGGATGAAGTCGAAGAAAGGGGCTGAGGGCGCGCGGGAGCCGCGTTAAGTTAATG
GCGCTCGTTAACAGAAG
>CL4401Contig1
TGCATTAAACACATGGTTTTTAGGTGTGTTAGAGCACATACTGTTAAAGGGGCAAAAAAA
AATGAAAATGCAGCCNATGAGCACCAGATAAAAAAAGGTCATGAGTGATTCTAAACTGAT
CTTTGGCAAAGGGAAAAAAATGCTGGATATAAAACATTAACATGGAAATATAAGACCAAG
ACAAAGTTTCACAGCTGGGTTTAAGACAGAACATTGTGTTAGAATTGTCTTTTCTCAGAG
CTGGGTCAATCTGAATGTGTTAAAACAAGAGCCTTTGTGAAGCTTACCAGAAAGAATCAT
CCATCAAGAGTAACTTTATGCACTTCTGACAAATAAACAACAAAAAGTTCTCCTTTGAAC
TTGAGGTAAATGTTTCAGGCTGTGTTTCTGCAGACTTTGTGCAGTTCTTTTTATTCTCAT
AGCTCCGTCACTGCAACATTTAACACGATAATGTGTACAGTATGTATGTATGAGTTCAGT
GAGGAAGAGTTCAGAGGTGGCTGTGGCGCAGCCTGACACCAGGATGGGATCAGTCACAGT
GGTTCCTGGAGTATCATGTCTCATCTCAGAAACAATTGCAGGCAGGTTTGCGGACAGACA
AGTTCAGGACATCTGTGAGACAGAAGGCTTCCGCCTGGAGCCCCTCCACATCTTCATCAG
CTTTCTGGAGCTGTACGATGTCGTTTTCCACAAGCCAGCTGTAGCAATTCCTTTGATGCT
CTGTGTTATACTGGAGGATTTAACAATGGATGAGATTCCTTGTTGCACAACAGCTCCACA
CTCGGGGTCCTGCGCCACCTGCAACAGGATCTCCTCCACGTCCCGATTTTTTCCTGGAGG
ATCCACCAGCTTCGTGATTCTTTGCTGGAGAGTTCGAGGTAAAGCCATTAGCTGGACGAA
CTGGCCTTCAGGGCTTTTGTCTACCTCGAGTTTTCCTTGCTGAGGCTTGTAGACGAGTTG
TGGGCAGTCCCGTAGGATGTTGCTGTACAGAGTCTTGAAGTGCTGCATGTTGGTTTGCCC
GGCCATAAGGCCCGGGT
>CL4402Contig1
TTTTTTTTTTCTTTCTATGCACTGACCCTTTTTTCCAGTAGAGTAGTGGGGGGTGCACTT
ACCTAGTGTGTTCACAGTGACAACCTCGCTGAAGGGGCTAGTGCCAAGCTTGTTCTGAGC
CAGAACACTAAACTGGTACGTTGTCTCTGGCTCCAAGCCGGACACCAACTTCCAGTTTTG
GCCTCCTGGCACGGCTGTGGAAAGCCAGTCATGCGGGCCTAAACGCTCCCTCTTTATCCT
GCAGGAGTCCAGCGAAAAGCAAGAGGCCAAAGAAGACACAAAAAGGAGGAGAATTGATGG
AAAGGGATCTTCATTTGGATGATTCTAAGTCATTTATTTTTCCATATGAAGCATATCAAA
TGGAAATACAATACGCCACAAACTCAATGAAGATCAGCTTCTTTCCACCATTGATGAAGC
ATTTATAAGCCTGTTGAAAGCATGAGTTTGACTCGATGAGGCCATGCTGCGCTCAACACT
GCGCATTATTGTTTCCATGCACAACGTGTGTCTGATCTTCATCACATGAAGCACACAGCC
CTTCACATGCTCCCGTCCGCACCTCAGGGAGAACATTGTTC
>CL4403Contig1
GCACCAGGTTTCTTCGACGTGTCCATCTTTGTAATAGGCGGTATATGCAGCATATCTGGC
TTCATCCATTCAGTTGAGGGGCTCATAGAGGCTTTCAAATACAACATAGAAGAATAGATG
CAAGTCATCGACGGAACTAGGTGTTAAGTGCTAATCATCATTTAGTGAAAACATTAAAAG
ACAGGTACGCGGCAAACGCTGCCCCCCCTTACCCCGCTTAACTCATGCGTAAAAGCGCGC
ACGGAGCTCGCGTTTGCACTCATGCACTATCGTATAAATTCACACTCAAACGTTGCGGCA
CTTATGGAATTTCAAACATCAACAGAGCACCATACAGACAAAACGTGTTGTAAAAAAATT
TGCGAGTTAAAAGAAAAAAAACTTTTTTTTTCAGTGGAGTGACCGTTTACAATGTAGAAG
AAATTGCATAAAGGGCAGTTTGCCTTTTCGTGGCTCTTTGTGGTGCCTCCCCACCAGAGA
CTTCATGAGTTTGTGATGGTTGGACACACTATGATTTAATGATGATGATCAGAAAAGCTT
GTGTTGAGGGTAGACTATGGGATAAAAAAAATCGCGCGTTAATCGTCCCAAAGAATTGAA
ATTGGCGTTAAAACCACAAACCAACAAAAGAAAACGATATAAAACAATGGGATAAAAAGC
AGTGAAATTTGTGTGCGTTAAAAGTCACCCCCCCCCCCAAAAAAAAAAAAAAAAAAC
>CL4404Contig1
ATGAGTACAAAGATCCGCCTGCTTCACTGAGGGATCTCCCCCCCCATTTAGTTTCATGGC
AAAAAACAACACAGAGTTTCCAAAAACGGCGTCAAAAAGAGGCTAACAGGTATAAAAAAC
ACACACACAGCACAGTAAGCAAATATCCAACAGCAGCACACTTCAACAGGTGATTTATCA
GCGACATGAAGAAGCCGTCCTCACATTCAGCCAAAACAGAAACATAAATAAAAGCCGTAC
GGATAATAAATTAGAGGAGCTTCAGTCCAAATCTGAGCGACCTTTTACAGCAGGGATGTT
CTGGGATTGCTTAAGAACACACGGGAAGGAGTGGAAAAACTATTTTCCATCTCTGTATGT
GGCTGCTGTTAGTTATTGGCCTGCAGCTCTCAGATTTACACGACTGCTGCACTCAGAGGG
GCCGAGGCAGGAGCCGACGTGGAAACTCTGGGACAGAGACAAAAGTGCACGCCATGGGAT
TAAATAACAACAACACTCAGTGCTCAACAGAACAGACACGAAACCACAACCGCCTCCCAG
GAGTGGGCGGAGTCTGATCAACACGGACTCTACTAGCTCACTAATCGAAACACAAAACAC
TCGTTTTTTTTCCACAATAAAGCAAAGAAAGTCTTTAGTTCTTCACCACAGCGGGTCCCT
TCATTTTCTGATCATGGCTGACGTCAGGGACGTCTGCCTGGATTCACCTGATGAGACAGG



AAGCAGCCAGGACGCCAGCAGCAACTTATATTTGAGGACGCTGCAGCTTCTGTTTTGCTA
AGTCATGCTACCAATAAGGAAAGAGCGATTTTCATAGCTTTGAAGTTCTGATTTTCAGTT
TCCAGTGCAGTGCATGAAGCTGGAAGGGGATTAGGAGAAGAACCTACGTGTCTGTGCTGA
TGCTGGACAGTCAAACCTCAGACCAGGAGAACCAGAGAAGCTGCCATGATGGTCCAGAAC
CGTCACTGATGGTTCAAAACTTTGGCCTGGGTTCAAAAACACTGAGCCAGGAGAAGCTTT
GTGTTCTGACTGACAATGGAGACCTGACTGGACGTCCGCGGGTTTAGTGCTGAAGGCTCC
ATGTGTGCCACATCTCCTGCTGGGAGCAGAAGTGCATCACTTTCTGGGAAGCAGAGCTGC
CAGTCTCTGCTTCTTGATGGGAAGGAAGTGGATCTCCTGCGAGCTGACCTTCTTCAGTTT
GATAGCTCGACTTTTAGAAACCTTTTTATGAGGGTTGTTTGGGTCCTGCTGCTCCCTGTG
GGACCCTGACGGGACCCCGTAGAGCTGCTGCAGCGACGGCCCCTGGCTGCCGTCCCGTTT
GATGGAGAAGTTTTTGGTGGAGACTCCGGACAGGCCTTTGATTTTCCCGCAAAGGATGGC
GGGGATGGCGTCCTTCACAGAGACGATGACCTTGGCCGTCTGCGAGGCGCTGACGATCTC
GAGATTCCCGGCTCCGCTTAGAGAAGCCTCCCCTCGTGCCG
>CL4405Contig1
TTTTATGTAGCTTTTGTATTACAGCCTGAACAGGTACATTCCTGTTACTTTTTACATGCT
GGGCTGATCTCAGAGTCTGTTCTTCTCAGGAGAATCCTGCAGATAGGATTCTGTTTACCC
CCTGCGGACCCTGATTGTCGCTGCTTCTTCGCCATATCTGGAGCTGATGGGAAAGTTGCT
TTGATGATAGATTGTCCAAAAAGGCTTAGGAGGAGCTGGTGTATTTCTGACTAGAGCGCG
AGCTGGTGCGGTCCAGGCCGTTCACTTGGCAGGAGCCCTTCCAGCGTCCTCCTGAGCCCC
GTTCATCCAGGGGGGAGGTTCTGTAGCACCAGCAGCACAGGCAGGACTGGAAACAGTTTT
TAAACTTCTGGCTGACAAAGTAGAGGGCAATTGGGTTAATGCAGGAGTTTAGAGAGGCCA
TGTTGATGCCAATGTAATCCATCACTAGCAGGAAGCTGAGCAGCTCACAGCGGTTGGGGT
CGTTCTCATTGTAGACTGTTTTCTTCAGGATACGACTGAGATGAAGGGGCAGCCAGCAGA
ATGCAAAAATCAGCACCAGGCAGAAGACTGTCTTTGCCACTTCTCTCCTCTGCTTCATGT
GATCGTTGAGTGCAATTCGCATGCCCTTTTTACGACTGAGCATCTCACAGGTCATGAGTG
TGTAGAAGATTCCCGTACAGGCCAGGGGGAGGCAGAAATAGAAGCCAAACAGCCACCAAT
CTTTGGCTTCCTGGTAAAACTTCATGTAGACGGTTGGCTGCTCCGGGTGCAATAGGCAGA
TGCGCAGTTTGTTGCCTCTATAGGGCATCTCCAACATGTCAAACGCCAGCGCCTCTGGGA
CGGCCAGCACAACGGCGACCAGCCAAATCAGTGTAACTTCCACCGCTTTCCACAGAGGGG
ATCCCCATCCCCTTCACCCGGCTCCATGATGTCACTGCGTGGTAGCGGTCAATGCTGAGC
GCACAGAGGCTGAGGACAGTGATTCCCACTGAGGCTTTCTGGATGAACGGCATCAGCTTA
CAAATATACACACCGAACGGCCAGTCTTCAGCTATTAACTTGTAAACGTTTATGGGGATG
GCGATGATGATATAAAGCAGATCTCCCAGAGCCAGACTCCCAATCAACACATTGGGCCCA
TTCCTCATGCACTTGTTCCTGTATATGATCCTCAGCAGTGTTGAGTTGCCAATGATGCCC
ACCACAAAGATCAGACAGGAGATGATGGTGTTCACATACTTGAAGGCATCCTTGATTTCC
GTGGGCTTTACGCACATGGGCGGCGGGGGGCTCCTCGGGCGACCGGGCTGGGGCAGCGGA
AGCTGGACCGAGGAATTGGTCTCGGAGACTTCTAAAGCTTCAGGCGCACTCTGGGAGTCC
CGGACTAACCGGGAGGCTCCGACCTCCGTGACCATGAAGACACACAGCAGCAGCACACTG
GCCCTCATCCTCACGGTTACTAGATGTTTGCACACGGGTGTTGCTTCTGGTCCGGAGTGG
AGGGTCAGTCTGTCAGTCCGCGCTGCGATGTGGAAATGCAATTTCGGGAAAAATTCTTCT
GAATAATTATAATAATAATAATCCAGTAGAGATTCCTCAAATCCAACGTGTTTTGGAACT
GAGATTTGTTCTTTTTTTGCAGTGCGCGT
>CL4406Contig1
TCGGCACGAGGAAAAGGGAAAAGCGACTCAGCTGCAGCTGTGAGGGTCTTGGCTTTCTTT
CACAAAGACACAATACAAACTGAAGTGGTAAAAAAAAAATGCATGATAGTTTACATTTAT
AGAAAAAAAAAGAATAATTTTGTTGTTACTAATGCTCATTTTTGTTTTGTTTTTGTACTT
GAATTAATTCTTACCCACGAGGTGTTCTCTTGTTGACGTGCTTCCTGAGATTTCCCACTT
CTTTCGAGGGAATTATTGTCAAATGTTTTTTTTAAATTTTGTTTTAATTCATTATTTATT
CTTAATATTTGTGCACAAGTCAGTTTTGTACTCGAACAATGACAAACATTGACAAATTCA
TGAAATGTGTTGCTTCATTCAGGGTTCTTTCTAGTATTGTGCTCCTGCTTTGTAGACCTT
GATGACATTTACTGTAATATCATTTTTTAATTTGGCTTTAATTTTTTTTTGTATCTGTTA
GTTTCCAACCTCTCAGGTAAGGGAATAATTATCGACAACAAACACATGTATAAACGTGAG
TCACTCGGAGTCCCCAGGCGTGTTCCAGCTGCAGAAGTCTTGTCTAAACCAAATAAAGTC
AGCACAG
>CL4407Contig1
CTCAGGAAACCCATCTACTCTCTGTACATCTGGACGTTTGGAGTCAATATGCAGGAAGCA
GCGGTTGAAGACTTGCATCATTATAGAAATCTAGGAGAATTTTTCCGGCGGCAGTCTCAA
ACCTGCTTGTCCGCCCAGTATGTGCTGGCCTCCCACCTGACATCTNCAGCTGATGGAAAG
ATTCTCCATTTTGGTCGTGTGAAGAACTCCGAAGTCGAACAAGTTAAGGGTGTCACTTAT
AGTCTGGAGCACTTCCTGGGTCCACAGTCCATGGAACAACTGGATTCATCCTCATCTTTT
CGGGACGTCCTGCTGTCGTCTCCTGACAGTGACCTTTTCCACGTGGTGGTTTACCTGGCT
CCTGGGGACTATCACTGCTTCCATTCCCCTGCTGACTGGAAGGTGGAGCTCCGGCGGCAC
TTCCCAGGCTCGTTGATGTCTGTGAACCCGGGTGTGGCTCGCTGGGTCAAAGAACTGTTC
TGCCTGAATGAGCGTGTGGTGTTGAGCGGCCAATGGCAGCACGGTTTCTTCTCACTGACG



GCAGTTGGTGCCACAAATGTGGGTTCCATCAGACTGTATTTTGACCAGGAGCTGCAGACC
AACGCTCCCCGCTACAGGAAAGGCTCCTTCTATGACCGCAGCTATGTTGCCACGGGCAAC
CAGGTCTTGCAGAGGACAAGTGAAGGAGGTGTGGCCTTACAAAAAGGTGAAGCCATTGGA
GAATTTAACTTGGGATCCACCATCGTCCTGCTGTTTGAGGCTCCCAAAGACTTTGTGTTC
AAGCTGCAGCCAGGACAGCGAATCAGAGTGGGCGAAGGCCTCGGCGCCCACTGAGGACTG
AAGGCTCCACGCTTCAGAGGCACAAGAAGGCCATGATGTGACAAAGACTCAGACTCCCAG
AATGCTTCATGCCTCATAAGAGGATTTGCCAAACCTCTGTTCTGTATCGGTCGCTCCACC
TTCAGGAAAAAAACACTTTGAATGTTTGAAGCTTTAT
>CL4408Contig1
TTTTTTTTTAATGTTTGAGTTCCCTTAAATTATATTTATTAATTTCTATATCTTGGTTAA
CAATAAACATGAGCAAAAATATACATAGAGTTGCAGCAGAAAAATAAATCAATATTTGCA
ACATTTTTACCTGCTTGAGGGGTTTTTGAACAGATTTGGTACATTTCATTCTTGAACAAC
CCTTTCCCCATATTCGTAAGCAACAGTGCAGTCTGGAAGATATGCGCAGGCAAAGGCATT
CAGCTTTGTTGCATTTCTTTCCTAGTCAAGACCGGACCAGGAGGCTCTCTTTCCCGTTTC
CTGTTTTAAAAGACTTTCAGGGATCTAGCAATAAATATGATGCTTATTAGAGACATATTT
TATGTGCAGAAGAGATTTGAATTATTACCAAAAGATAAAACAAAAGTGTATTTTTGCTTA
GTTAAGTGCACTAAATAGAGAAAAAACTTTTGGGACAAGTTTTAAACCAAGCTTATACCC
CTCAAGACAACAAAAATATTCTTTCATAAACACGCTTTTTTTCTCTGTTGCTCTTGATGA
CACTCATTGCTAGAGTTTCATTCAAGCCTCTCTATTCATTAGTCATACATTCACACAGGA
AAGAAATATATTGCTCTTTTGGGACATCCTAAACTATCACAGAAAAAATAGTAAATAAAA
GGAGTTTAAGAAGAAAAAAAAACATCCAGTGACAATAACCCTGTCTGTCCACCAGGAGGC
ACTGATTTGTTGTAGAGTTTCATGCTCCATATGTGCGTGATATCCAACAACTTCAGGG
>CL4409Contig1
AATGTATTTTGGATTTAGCGTTGAAAAGCTTTACATGAGAAACAAATACACTACTGACAA
CAAAAAACTTGGTTTACATTTTAAACTTTTGCTAACTCTCCAACTTATTCAAAACAAACA
ACATAGTATAATTATTTTTTGTAATTACATAGTTCAAAATATATTTACAAAGATTGAAAA
AAAAAACATTCTTTCTGGATCTATTGATGCCTGCTGAANAAATTCTAACAATGTTGGCCC
CTTTTTAAGGTGATCTAATAACTGAATTTCTGCAGCTACTGTCTTGTAGCAACAAATGGA
AGCGTTCATCCATTCAATCTGAATCAACTCCTCTTCATAACGGCTTCTTCTTCAGTCCAA
AAACCGCAATAAACAGAAGAATCTCCACAAAAGCTGGCAAGACACTGCAAATAGCAAAGA
TCCACCAGTAGATGTCACACTCCCACTGCTCAAACAGAAAAAAGAGCAAAGCCACAGAGG
CACTGGCATGGACTCCTGTTGACAGAAGACCCTGGCTGGAACTGAACATGGAGACTCCTG
AAAAGAAGCCTGCTAGCTCGATAGCAAACAGACCAAGAGTGGCTGACAAGGCTACAACCA
ACTTTCTGTCTTCTGTGTCATACTGCTCCTGAGTAAACTCCAAAGGCAAACATGCCTTCA
CATTATTCTCCCTGGACCAAAAGATTGTGATGACGATGACAAGGTGAGCTATGATGGTGA
GAAACCGCGCAGGAATTAGACTGCTAATAGAAGACATGTTGTTTCTGGTTCACAGAAGTG
TCAGAAATGCTAGAAAATTCTAAATTTTAAAGCCAAACGGTCACGTTGGAGTTCACAGAT
CTCACAACAGTCGTCGCTGCTGGTTCGCGGTATATCAACGCAACCACGGTTCAATAAATA
ATCCAAAAATGATAATCAAGCATTTTTAAAGCCGATGAACTTATAAAATTAAAATTTAAC
TCTTTAATAGTCTTTTTTCTAAACAAAATTATACATAGAAATTTAACACACTCCGGTGTC
GCATTAGGTTGCTACAACAGCCAGTGGCTGGGTGCATCCAATATTGCCCCCGGCCATAAT
GCCCGGGTTTA
>CL4410Contig1
CTTCACCTCTGCATGGGTCTGTAGGTGAGCTCGCAGGTTGGAGCGGTCAGCAAAGGCCCG
GTTGCAGTGGGGGCAGGAAAATGGTCGCTCTCCTGTGTGTGTGCGGATGTGGCCACGCAG
CAGCCACGGCCGGGAGAAAGCCTTTCCACAGGTGGTGCAAACGCAGGGCAGGGTGTGTGA
GCGGATGTGCATCTTCAGAGCGCCCAAGCTGGTGTACTCTTTGGGACAGTGTTTGCAAAG
GAAAGCGGGTCTGGCTGCCGTGACGTGGGTCTCTCTCTCTTCCTCCTCTGGGGGATTCAT
ATGAGCCATGACACCAGTACATTTCATCCGTTGTCGAGGGGTGTATGTGTGCACAGGTTC
AGGGCTGGGAGGGTCTGAGGAGCGTCCTTCATCCTCCTCCCCACTGCTGCTGGCACTGCT
ACTGAGGCTGCATGGGGAGCTGAGGTCCAGGGGGGCTGAGGTTGCAGAGAGCTCTGATTC
AGAGGTGGGCAGGTAGAGGGCCGGGATGACACTCAGGTCCCACAGCAGACCTGTGGTGAA
GCAGGTGGCAGAGCCGTCTGCTGATGAAAGCTCGGCAACAGGATACCTCTTGGGTGAAGA
GTCATTCTGACATTCCAGTTCACTGTAGTTTGGCTTTTGTTTAGCAAAGTATTTTTTGAC
TAAGAAAGATCGAGGCATTGTCCTTGTGGAAGGGGAATTTCTCCGTGCGTAAAAACAACC
CGTGGCCAAGACGCACGGTGGAAAAGAGCAGATCCAGTCGTTTTCCGCGCGTCCTGGAGA
ATCCCAGAAATATCCTCTTGTGGTCCAACTAAGAGTCTGGGTTGGACTTCAGCAACGGAG
TGATAGCTTTAGTGCAGAGTTACTAAATGCTGGTCTCTGTTCTCCCCGGCCATAATGCCC
GGGT
>CL4411Contig1
GAAATTCTAGAAATTTTCATGTCTCTGCTTCGTCGATTGGTGGCGCAGAAACGACACATT
TCGCTTGATTTGATTCACGTTTATCTGCTTTTTTTAAAACTCGTCATTTATTTGGTGATA
TCTACACTCCGGAGAGCTGAGCATTGGTTATGCCACGACTCCAGCTGGCTGCGCCAGTCA
GAAAATCCCCGGCTCCCTCGTCAGGTCTCCCCAGGATCCGCGCGTTGCATCGCTCCCCAA



TTTGCATTTCTTCCTCAGAATTTCTGAGCGGCGGATTGAGCAGCTCCAAACCGAGCAGCG
GGCGCTTGGCGGCTCTGTTGTGCGCGCGCCTCCATCTCCAAAGCAACACGCGCGGAGACC
AAAACGTCCAGGGATCCTCTTGAATAATGTTGCCGAAGCTTCTCAAGCAGGGAAACTGAA
GATATTTTTTTGGATTTCGGATGATTCTGTTGCGCTCTGACGGATCCAGACACGTGTCTT
TTGGGTAAACAAAAAGGGCTAGGTCGTGTCTGCCGATTGCTTTTCTTTTTGTTTTTTTTT
GTCTCCCCTCTTTTTTGTTTGCTACAGCCGACCAGTTCGGAGCTTGGCCACGAAATATAC
ATTTCATTTGGTGCGCCTTGGCGATTAAGACGCATTTGGAGATGTCAGAAGTGCTGCCTT
TCAACGAAGAAAAAATGAGTCATTATGGAAATGAGGGCGAGGAGGGACACCTTTCCTTCA
CTTGTCGTCTTCAAGACACCAACAACTTCTTTAACGGCTCCCAGAACAAGCGTCCGCCGA
AACTCGGACAAATAGGGAGAAGCAAACGGGTTGTGATCGAGGATGAGAATGGCGACAACG
AAGCGCTGAAAAATGGAACAGAGAAGACCTCGACAGAAGCTTAGAGTGCGCTGGGCTCAC
CACCTGTCAGAAAGACACTGCTGAAAATTTTTCTATGGCGATATTTACCAGTTTTAACCC
AAAGACAATGTATATAAGCACTTT
>CL4412Contig1
TTTTTTTTTTGGCTTATTTCAGTGTCTGGAATTTGTAGAAAACCCAGAGAACTAAGGCAA
AAGATCAAGCGGCCGTTAGTTCCCCCTTCTCCTGCCTGTGTGGGTCCCCCCCATCCTTCC
CTTTCCCTGTGCCTGGTTTGAAGTCTTTGCGGCGGACTCAGCTCATGGCTTTGTGTCGCC
CTCCGCAGCAGCCGCACACCAGCCCCACGTGGTGGCAGGCATGCAAAGGCGGGTAGAGGC
AGAGGCAGGGCGCCACGAGCGACAGGCCGAGCAGAGCTAACCAGCGCGTGCCGACGCGAC
CCCCTCCGCCGCTCTCCCCGCCATCACAGGAACAGGGGTCCGAGTAGTCTCCCTCGGGGT
CCGACATGCAGTGGTAGAGCATGGTGTCTGCCAGCCACATGCAGCTGATCCGCTGGATGC
ACGCACGCACGGGATCTGGGGCGTCCTGGCACCGGCCTCTTCGGTTGTTAGAGATAAAAA
AGGATTCCCCGCAGTGCTCGCACTGAGCACGCTCCGTGCCTCCACCTTTACGTCCTTTCG
CGGCACTGAAAGAAGCAGAGGAGCTCAACAGGATAGAGCTAGGCTGTGTGGAAACCGCAG
AGAAGTCTGAGCGGCAGGAGCCACTGTGGCCCTTATTGGCAAAGGGTCCAAAGGGGGCAT
CAGAGTCTGAAGGCGACAGAGCTGGAGCCAGCGGGTAGGTGTAGTCGTGCTTCTTTGCGT
CTATATCGTCAAACTGGACGTAAGACTCGGATTCGTCTGTGTGGATGTATTTGTCCCGCA
TGGTGGCGTGGCGGTAGTCCTCATAGCCAGTCAGCCAGGGGCGGTCTGACTGG
>CL4413Contig1
TCGGCACGAGGGAAAACTACAAGACGTGCAGATTCTGCAGATCCTGGTCAGAGCGGTGGT
TGAGAACTTGAATGACAGCCAGGGGGTTCCAGCCGGAGCGCTGAGCCCCAAACTGAAGGA
GCTCCTGGGTCGGGTCAGTTCCCGCCACAGCAGTGACGCTGAGATATGGCGGCAGTACGC
ACTGTTATATGGTGATGGCTGCAGCGACAGTCCAGAGGACAATGACAAGGCGCTGCAGTT
CCTGACCAAAGCTCATCGCTGCGAGGTTCAAGCTGGCAGTTGGGAGAAAGATCCCGCTCT
CTTCAAAGAGGTGATCAAACGGGCCGTCCACATGGGACAAGTGACCATCAGCTGCAGTGA
GAAGAAGAGCAACCCTGCTGAAGCTCTGCAGATGCTCTCCTCCACCCGCCTCAGCCTCCG
GAGTCTGGTCACCAAAGCCAAACAACTGCACACGGATGCGGGCACAGGTCAGCTTCCCGC
CGAGCTGCAGGATGGCATCGCCACTCTGGAGGAGCTCATCGCTGCGCTGCAGAAGCAAGG
AGGCCTGCGGCGAGACAAATCCCTGTGACATCCTTACAGACACGCCCCCTTCCTTTGAAA
GAACTCCCAACATCATCTGTTGACTTCAACAGATGACTTATTTTGGAATCACGTTTTTAT
AGTTAAATACCCTAAATGGAAAGAACATTGAACAGTAAAATCTTAAAAACTCTTAAATGA
ATTTGTTTTTATGCAGTTTCTCTTTCATATTTTCCACCAAATATGAGAAAAAAAAAGAAA
AT
>CL4414Contig1
CGTGAGAACAGATAGAGACCTGTAATCGCTGCCAAAGATGAGATCCCCAATATTCTGTGG
TCAAACTGCACAGTGGTGGGATTTTCAAAGAAGTTCCTGAGGGTAGGAGAGAAGGCCAGC
AGATCATCAGGAATCCATTTATCTGCCATCTTTGGGAAAGAGTTATACACCAGCCCAGCA
TCCAGACCGGCAACGAATGCACCTGATAAAGCAGTCAGGAAGACCAGTCCACCAGTACCT
TTGGCAAACCTTCTGAGCTGCATAAGATGTTTAGATTCCACCATCTTGTGAGCTGGAAGC
AGCATGGTAAGCCCCATCCACAGACTGGCAGTGTAGAGCAACAAAGCAGAACCCAGATGA
GCACTCAAACGATACTGACTGACCCGGGGGACATCGTACGAGTCCTGCTTCTCCTCCAGT
CCACTTTTCACCATGTACCACCCCAAAAGACCCTGGAAGAAGACAAATCCGCAAAGCCCC
AACACTTTTCCCTTCACGGAGCGTGTGAAGTATCCCTTTCTCCAGAAGTAGATGGTGGGA
AGGATGTATGCCAAACCAACCAGCCTGCCCCACATGCGATGGCCCCACTCCATGTAAAAG
ATAAATTTAAATTCTGGCAGAGTCATTTCATGATTCAGTATTTTGAACTCTGGAAACTGC
TTGTACTTGAAAAACTCAGCCTCCCACTCTTCTTGTGTTTGAGGAGGTTTCATCTCTCTG
ACCAAATGCCAGTCAACCATGGACAGCCCAGACTCTGTTAGCCTTGTAACCCCACCCAAA
ACCACAGCTCCAACAACCAACCCACTGCAGCCAAGTAACCAGCGACCAACTATCCGGTTT
GTGGCTGCGTTGGGAACGGTAGCGGCTGGAGTGGAGGACGTTCCTGCCTCCACTGTAATG
GTGCTCTGATTTCTCTTCACAAGCCATTGTCGAACCTGTGGACTCCTGTTGCTGTATTGA
AACTGTTTACCAGCACTTCTGCAGCCACAAAAAAACCGTGTCCGTAATGCCGACAGCAAC
ATATTTTTTTAATCGTAATTTGTCCTGAAGCAAATTAATTAAAGCGAGTCTCAGAAAAA
>CL4415Contig1
GACTTTAAGCAGTGGTTTTCATACAGGCTGCCCCACACTTGAGGATTTACTCCTAGTTGC



CCCTAAATACAACTGCTGTCCAGCATGTTCTGTTGGATGTTAACTATTCTGTACTTTGAC
TCTTTTGATTGTGAGTGTTCTGACTTAAACACTGTCAACATCCATTCATCCATCCATCCA
TCCATCCATCAACCCCTCTCTTCAAATCTCTTTTCCCCCACTCTTTTAATAAAAATGAGT
TTGATCTGCCTCCCCCTTTTTTTTACTCCACATTCGCAGCATCATCTTCCTCGTCCGCAC
ATGCAGCGAACTCTTTCTCAGGTAAGAGGCCATATTCATTGAGAAACGCCTCCACATCTG
TCGCGAAGAACTCTTCATTGAAGTGTTTGGTAATAGACAAGAAATTACCCAGTAATTCAC
CAGATTTGTACACCAGCAAAGTGGGAAGGACCTCAGAGGAGAAGCGCTCCGCAGCTCCTG
TTGCCACGGCATCAATGCGACAAAACTTAACAGTGGGGTACTCTGTAGCCAGGCAGTCCA
AGCATGAGTTCATCTGCTCACAGCCTTTGACATCTTGCTGGTAGATGTTAACGACTACCA
GGGTTAGCCGATGCTCCTTCTCTATCACCTCCAGGAAAGCTTCTCCGCTCTCAAGCTCGT
GGACACATTCAAACTTGGGACCAAAGCTCAGGCGCTCGTGCATTTCCTGCATACACTGTT
TCCTGTAGCGTTTCAGGCAACGCTCGTCCTCGTCCTGGATCATCTCATACTCCTGCACGC
TCATCTTTCTGTTAACTCTTTCTTTGTCGTCATCTCGAGGATTGGACATTTGTCTCAGCA
GCTCTCGCTTTCTTTGAGGGACATTTTGGTCCACACTGTCCAGCTTAAACCTTCGCCAGT
CATTGATCACACCTTTAGGACCTGTGTGGTTGGCAGGCAGCTCTTCCTCCTCCTGAACAA
ACAGATGACATCCTTACAGAAGCCTTTGTCTCAGAAACAATCTCTGTTTATTATGGAGGA
GA
>CL4416Contig1
ANAAAATCNTANTATTTTTTTTTTTTGTCAAGTTTGGTGGATGTTATTAGCTCTGATCTG
TGCATGTGTAAAGATCTATTGAGTAGAGTAAAGCCCGTCTGGTTTAAGTTTGTTTAAAAG
TAAAAATTGTGGCTTTTTTTTTTAAATGTTTTTTTCTCTACCTTTGACTGATTATGGACT
CACAAAAAGCATTGATGAAAGAATGAGGAAAATGTTTGTCACCCCACATGCTAGGGCATT
AGGATATGATGTTTAATTCATGTCTTTTCTATAGCAATCTGCTTCTATTCTTGTTACTTC
ATGACAAAGATGACTTTATTTGTAACCTGAATAATAGATGCCTCCAAACCAGATTACAAG
CTGTTTGTTTGAATTTTGTCAGATGCTGTAAATAAACTTCTACAGTGAGAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAACATGTCCCCGGCCATAATGNCCGGGTTTANCG
>CL4417Contig1
ATTTGCTTTTCTTTTAGTTATAATTGACCAAAAGGTCGGGAAACGTTGTCGTTTTCGTTC
ACCGGTTGCTCCGGTTAAGACAACATGCCTGAAATTAAAGTAACTCCTCTGGGTGCTGGA
CAGGATGTGGGCCGCAGCTGCATCCTCGTCTCCATCGGAGGCAAAAACATCATGCTGGAC
TGTGGAATGCACATGGGATACAACGACGACAGACGTTTTCCAGACTTCTCTTACGTAACC
CAAAATGGAGTTTCTGAAGGGCAAGATCGAGCAGGAGTTCAGCATAGACTGCTACATGCC
AGCCAACGGCGAGACGGTGACGGTGAAGACAAACCCCAGCGTTCCCGTGGACATGTCCGT
CAACCTGCTGAAGAGGGAGATGGCTCTCGGAGGACCCTTGCCTGATCCAAAGAAGCCCCG
CAGCATGCATGGAACGCTGATCATGAAGGAAAGCAGTCTGAAGCTGGTCTCATCGGAGCA
GGCGCTGAAGGAGCTAGGCCTCAACGAGCATCAGCTACGTTTCACCTGCCGGGTGCCGCT
TCAGGACCCGCACAGCGACTCCGAAACACTCCACAGAATCTACACACACCTGAAAAGCCT
GTTAAAAGGTTACACCATCCAGCACCTCCCTGACGGCACGGTCATGGTGGAGTCCATCGT
CATTAAAGTCTCCTCATCCGCCGAAGACGCAAACGCCAAAATCCTGCTGCTTTCCTGGAG
TTATCAGGATGAAGACCTCGGGAGTTTTCTCTCATCGGTGCTGAAAAAGGGACTTCCAAA
AATGTGACAAGAAAGTAAACGTCTTGAGTTCTTTTTGTTTTTCTTCTTCTTAAAGGCTAC
AAACGCCTAACTGGCACCCAAAAACTTGACTTCTTCAATGTAAATAACATCAATCCATTG
CTCTTCCTTTGTAAACAAGCTTGTCTCCCTGTATGGGTGGATTAAACAATTTAGAGGCAG
AAATTGTTTTATTTGAAAAGTCACCATTATTAAACGC
>CL4418Contig1
GGCACGAGGCAAGAGCTGAGCAGAACAGCAAACAGCAAAAGGCCAAGGGAAGAGCCTGGA
GCCACCGAGGCCATGATAGATTAGCGTGGCGTTAAAAAAAAAGCACACACACATTGGTTG
AACACAAACCGCTGACAGAATCTCTGTAAACTTCAGCTGCAGATTCTGGTTGGATTTTAG
CTCTGAGAAAAGTTCAGAAGGTTCAGTTTTTCCTTTAGTTCCGTCGTCACCTCGTGAGCC
GTTTGTTTGTCAGTGACTTGCCTTCATACAGAGACCCAAAATGAATTCACTGAAAAGAAA
AGAGGGCTCCTGGGAGTCATTAAAAGATTAATGTTGTGTGTGTACCGCAGCTCAACCGTC
TTAGTATGAAAAGCTTCATTGGTTTGGAAGGCAAAAGAAGGACAAAATGCTGACGTCAGC
GTCAGACCGGCCTACCTGTTGGTACTGTAGTCGATCCCACCCACTTGCTTGCTGGCCTGA
AGCAGGTCCAGGATTCCTGCAGCACTCACGGTCTTCTTCTTCATCTTGGAGTTGCGACCT
CTGAGTTCAGACTTGGCCTCAGTGTCGATGTGCAGAGTCTCTTCGTCGGAGGAGTCCGCG
GTCTGTTTTCAAATATGGTGGGCAGATCAGAGGCAGACAGGAGGGAGGAATCGAGCATGC
AAGATCTACTTCTGATGCCTTTTTCTCAAAACCTTAATCCACTTCTCAACATCATGCTTA
CACAAGAAAAAACACAGCTTTGATCTCCTGTTGGCTCAACGTGAGCAGAGCTTGAAAAAA
GAACAGAATCACTGTCCTGAAAGTCAGATACTGATGAGGAATCAGGAATTGATAGGAAAT
AAGTTTGGTAGCATTATTTTAGGTGTCAATCTGCATAATACATTAACACATTACTGTGTT
TTTGGCGTTTTAACATGTTTTGTGTCGTTTTTCTGATGTGGAGGACTTAT
>CL4419Contig1
GGATTCTAGAGGCGAGGCGGCCGACATGTTTTTTTTTTTTTTTTTTTTTTACCCTTACAC
CTTCACTTCTACCCTTATTTTTTCACTTTTCCCCAAGCATTTTTTTTTAATATATATTTT



TGTTTTTCCTTTAATATTTTTCCTCCCCATTTCTCGTTCCCACTCACCCCCTTTCGTTTC
CCCTCATTCGAACCTGCACAAACATTTATTTGGAGTGGGTTGGTTGTTCTCTTTGGAGCC
ACATTGTCAACAACACTCATCACTGAAGGAACTCTTTACGTTTCATCCACACATGAACAC
TATAAAGGTCTTCAAGGTGGTTCTCAGATGGACATGTTTTATTTCCCTGTTGTCATAAGA
AAGGATTGTTGAAGCTTGTTTGTTTTGTCACTGGGGTTTTCAGAAACAACTTTATACAGT
CTTTGACCAAGGGCAGGCGTGATGTGGTGTGAAAACACCCATGTAAGCAAAAATAACAAA
GATGAACAATATTTGTTAAACCATATAGTGTAGTTTTTGCTTCTTATGAAACGCCTTCGT
TTTGTTTTGTTTTTTGCTGGAGTTGAAACTGTTTTGTGTCACTTGCTTTGCTCTAAACAA
AGCATTCAAGGCAGGCCTTTGCTTAAAGTCTCGGGTGTCCTATAAGGCATTGTGCGCAAA
CGCAAGACATGTTTATGAGACATATGGAGGTGGTTTTTCTTCTCCCAACCTGTTCACGTT
GTTCATTCATTCTTCATCTGAGCTATTAATCTACAGTTGTATGCTTCAAATTCT
>CL4420Contig1
CTTCCATCAAAGCTGTGCAGATCCGGTACGACTCTGCCGTGTTCAGCTTATAGCAGGTCC
CAGCTGCAAGAGTTAAAGTGTCTTTGTTGAATTGTAAGCCTTGGCTCCTCATGCTTTTTA
GCACCTCAAGAGCTCTTTCATACAAGCCTTTAATGAATAACATGTCTATAGCAATGTTAA
AAGAGGTTGTGTCGAGGAAAAATCCTTTCAGATTCTTATCTGTAAGAGCTGAAGCAGCCA
TTTCTTCCAGGCCGAACTCGTAGCAAAGTCTCATGAAAAGAGGACCAAACTTAAAGTCTC
CGTACATCAAGTTCCGATTTTCTGCATAGTATCTATAAATGGCATCTCTGGCTACCACCA
TGTCATCTAAAGACTGGCACAGGTGAAGGAGGAGCTTCAGTTCATCCCGCAGAACCAGCT
CATTTCTCTGCATTTTCTGTCTGAACAGCTCGATAAAATTACCTTCTGTTCCAGAGACGA
GATGAGCCACAGCCAGCTTCCTCTGCTGGAAGTCCTGCAGTTTGACAATATCTTCCGACA
GCAAATGTCTCTTAGCTACAACACAGCTTTGAATCCAGCCCGGAGCTAAAACTCCACGAA
AACGTCCTTGAAAAGGCTCAAACAATAATGACCGACAATATTTGGCTGCCAGTCTCCCAA
CGAGCGCCATGTTGCCAAAGGACTGCCCCGGCCATAATGCCCGGGTTAAC
>CL4421Contig1
CTGGATGGAGCTGAGCAGCGGGGAGGAGTACTATGTGGCCTGCGACAGCGTGGGGAGTCC
AAGGGCAGTGTTCTCCAGCAAGGGGAGACTAATCAAAGAAATCCTTTACACCCCCTATGG
GGAGGTTTATCAGGACACAAACCCCAGTTTTCAACTTGTTATTGGCTTCCACGGAGGCTT
GTACGATACAGTCACACGATTGGTCCACCTTGGCCGACGTGATTATGACACACTTGCCGG
TCGATGGACTTCACCGAATCACGAGCTGTGGGAGGAACTGAGCAAGGATCCTAAACCGTT
TAACTTGTATGCCTTCAAAAACAACTGCCCAGTTGGAAGAGTGGAGGAGGTGACAAAGTT
TACCACAGGCATCAGCAGCTGGCTGCAACTGTTTGGCATTAAGCTCCATAATGTGGTCCC
TGGTTTCCCCAAGCCGGAAGTGGGCAAAATGGAGCAAACATATGAACTGATGAACACTCA
GACAAAGACTCAAGATTGGGACCCCAGCAAGATGGCTCTGGGTATCCAGTGTGAACTGAG
AAGGCAGCTGAGGAACTTCATTTCTTTGGAGCGGTTACCTCTCGTCCCCGATTCTGTGGG
CTCAACTTATCACAAACCATCCCACCCCCCTCCCTTTGGCTCGCGACCCTCCATTCTGGG
CCCAAGCATCCGCTTTGCTGTGTCACACGGTCGAGTGAGTGCAGAAGTCATAGGAGTGGC
CAGCGAGGACAGCCGCCGTTTGGCGGCCATTTTAAACGGTGCTATCTATCTCAGCGGGCT
AAGCTTCACCGTGCAGGGCTGCGACACCCACCATTTCCTCCAGACGCGGCCCATCGAGGA
AGACCTCGCCCTGGGTTTGGGAGTTGGCGGACGCTTGCTTGAGGGGGGGGTGAACGTGAG
CGTTTCTCAGATGAGCTCCACGGTGAACGGCAGGACTCGACGTTTCGCCGACATCACCCT
CCAACAGGGGGCGCTGTGCCTGTGCGTGCGCTACGGCGGGTCCGAGGAGGAGGAGAGGGC
ACGAGTGAGGGAGGAGGCGCGGAAGAGGGCAGTGGATGCAGCCTGGGAGAAGGAGAGGCG
GCGGTTGGAGTCGGGGGAAGCAGGGAGCAGAGCGTGGAGCAAGGCGGAGAAGCAGCAGCT
GCAATCCACCGGACGCGTTCAAGGCTACGACGGATACTACTCCCTGCCGGTGGAACAGCA
GCTGGAGCTGTCCGACTCCGCCTCCAACATCCACTTTATGACACTAAGCGAGGTGGGGGG
CAGGTAACAGAGACACATTAGCAGCCCTCCACCCCACCAAAGACTGCCTGTTTCTAATCT
TATCTGATTTGTTCTACTGTTTCTATACTGTACCGAAAAA
>CL4422Contig1
TCGCCTTCCCCAACTCAGGGGTGGAGTCTGGAGAGCTGGTCTCTGACATTTCTTCACTCT
GAAGCTCTGTCAGGCTGATTTGCTCCTGGGATAAGGATAGAGGCCTGAGAGAAATGTGAC
TAAAGGAGTGGTGACGGTGGTGTGAAGAAGGCGAAGTGGGGGAGACTGGAGAGGCAGTGA
ATTGTGGATGGGGCGGCAGCTGCTGGTTGAAGAACGGCAGGTCCAGGATTCCATCTGAAG
GGAGGCTGGAGCGGGAGGGCAAACTGAAGCTGGAACTACGCTGCATGGCGGGAAAGTGGC
ACCCTCCTCCTCTGACGCTTCCTCCACTGTAGCACCTACGTTTCTCCACTGCCATCCACA
CTCTGGAGCCTTGGGGCCTCCAAGATGAGCGGAACCCCCCAAATTCATCAGAGAATGAGA
GGGAGCGACACTGGCGTTTACTTGGTGGGGCTGCAGGAGTTTGGCCTGTGGCTGTAGTGG
TATATTGCGAAGTGGTGGACGTCTTGTGGGCGCTGATCATGCCACTATTGCCCAGACTCA
GACCTCTTATTAAACTGGTAATGGTGGTGCTGCCTGCCTCATTGGACCAGTGCTGGCTCC
CTGGCTCATGCATCGCATCCCACAGGCTCTCCAGACTGGAATCCTCCTGACATGAAGCTC
TCTGCTGGATTGCAAAGTTTTTCCCTGAGTCCAGCCATCTATCTGACTCCACAGCTCCAC
AGGAGAGAAGAGTTGTCCCTCTGCTCATGGTGTGGAGCTCACTCAGCCAACTCTCGATAC
TCTTGGATGTTACATCATTGACACTCTTCTTCTTTTCCAGTGTTTTGGAAGAAATGATCA
CCATGGTAACAAGCAGCTCTGCTCCGGGATGTTCATGTATAGAAAAAGGTCAGGAGTGGC



CATTTTATTCCAGGGTGTAAGGCAGATAGTGCATTTTGGCAACGCAGGTAAGCAGTTGGT
GGCCTCCCATCTGAAGAGCAGTGCTGACGAAGGCCGTGGAGGTAGAGGGGTGTCTTTCAA
TACTTCATCTAAAAGTTTCTCGCAGTTGCCAGTTTGGCGTCCCCAGCACAAGACTGAAGA
GGACTACTGCTACAGTGAGCTGCGTCCCCCGGCCATAAGGNCCGGGTTAAAC
>CL4423Contig1
GGGACCTCTGCAGTTTGTCAGACCAGCAGCCCCCATCATGACGGAAGACATGCTGGAGCC
TGAGATGAAAAGGATGGATGTCCCTGCTGCAGTGAAGCCTCCAGCAGCCGCTTCAGAGAA
TAGACCTGACCTCAGATCAGAAACCAGGTCAGGCAGTCAGGGTTCTGGAGCCATGGCGGT
CCTCTCATCCAACCTCACCACAGCGGTCTTTGCTACCGCCTTTGTCGTGTCTCTGGTGTT
GCTGGCTTTGGTCGTTCGTCACTACAGCAGGAGGAGGACAGCAGAGGACCGCAAAGTTCT
CATCCAAGAAGACGCTCAGACCTAAAGCCGACAGCAACGCTCATCCTTCCTCCTTCTCAT
ATACGTCAACCAACGTGCTTGAATTCATTTGTAATGTTGACATTAAACTTCAGCAGAATT
TTCTTCATGCAAGCAGATCTACTAGAAAGGCTCTGAGAGATCCAAGCAAAAAGGTTTCAT
TCTTACTCTGTTAGAAAAACTAACGTCTGTATTCTCTGCGCTATTATGAAGAGGAGAAGG
AGGAGTTTGATCATCAATAATATATGCATTACTCTTATAAATATATATTTCTGTCAGCCT
GCATTTTATGAAACATTACAAGCACTGTGAGGGCTTTAAAAGGTGGAACAATGACTTCTG
TCAGATGGAACGAGAGGGTGAGGACAACCAGGGAAGACGGTGAGAAGTTAGAAGAATGTT
GTTTTTGCAGGCTGGTCAAAGTGTTGTAAATGGACAGGATGACATTCCTGGAGCCGTTCG
TCGGCGTCAACATGTCTGTCTGATGTCCTGTCACCAATTCAGGCAGTAAACCACCTGGTT
GTGATCTTGCTGACGTGAAAACAGGATGTGGCTGCTTTGGTTCGGTTGCTCTCACAACTG
GACAGAACAAACGTCTGACCATCAGTCAGAGATCCAGACTTCTTCTTAGGGTTTGATATC
CTCTTAAATGCTGGGACTCTGGTTTCCTCTCTTTCTTTTTAACATATAATTTGACAGTTA
TTTATATCAGATTATTTTGTTTATCTATACATAAATTTAAGAGGGCACTATCATGACTCT
TGACAAAAAATAAAATGCCTCTGGGTNNGANANATAN
>CL4424Contig1
GCAATGGAAACATGGAAGGTCCCACCATAAAGATCAAGGANCTCTTCATCTGGCAGTGGA
GTCAGGCCCCGATACACTGTTCCTGGCTGGATGTAATGAAACGCATCAATTTTCATCAGA
AGACCCTTTTGAATATCATAGTGAAGACCACGGACGGCAAAGTTGGGAAGATAATCATAT
TTCTTGATTTCTTCAGGGTACTTGAAATGTTCAACTAGGAAATCCCTTGCAGTGCTGTAG
ATGAGTGTGTTGAGTGCGTTGGAGTACTGAGCCAAGGTGTAGTCATAGTCGAAGCCATAG
ATGTCCACTTCGGCCAGGTCGACTTCATTGTTGGCATAGATGACTGAGGAGTTGAGGCTT
TTACACGCCCCTGGAGGGATGAGGTCGTAAACCAGCCGTTTCAAGTCGTTGTAACGCGTC
CAGAGATAGGACCGCTGGTCCATCGGAGCTGCATTGGAGGTGAAGGACCGTCTCCTCACG
CCAGTGACACCGGGACCACGCATGGAGTCCTTGGGTCTCTTGCTGTCTCCAGATGCACAT
TTGTGTGGATGCTCACCGGGGGACGCTGCCTCGCCACTTGGCCTGTCCGAATCCGACTTG
CAACTTTGGTGTGTGGACTTATCGCCATGATTTGTTCCTCCAAGCACCCCACATGTGGTG
GAAAGTCTGTTTACTTTCGGGTTTCGGGACAGCGGGGGTGTCCTGTTTCCTCTAGACCAT
AACGTACGTGTCAAAGCTGTACCCACGCTCTTGAGTGACATGTTGACGAAGCTGAACGTG
CTTCCTTTCGCCTGAGACTCCCCGGCCATAATGCCCGGG
>CL4425Contig1
CATAGGGAAGTGGAAAACAGCTTTCCAACCCGAGAAGACTTCCCTGCAGGAGTTTTACGT
GAATCCAACAACAACAGTGATGAGTCCGATGATGACGCGCACAGGCCACTACCACTACCT
CAACGATNAGTTGAGGAGGTGCACGGTTCTGAAGCTGTCTCTGAGCAAACAGGCCTACAT
GATGCTGGTCCTGCCTCATGAAGGGGTCAACCTCAGTGACATTGAGACGGAAGCAAACTT
ACATACNAATGTTTTTTCTGCCTGGCATCAGAACCTACAGGAAGGTCCATTGGAGCTGTC
ACTCCCTAAGCTTTCCACATCTTCTGTGAATGACTTGAATGAGCTGCTGACCAACATGAA
CCCGGAGATTGAGGCCAAGCTGCTTGGCTCTGAGGCCGAGTTCAGCCAGCTCAGCAACAT
CACACTATTCAGCATAGATAAGGCTGTAAACACGGTGCGGTTCGACATGTCAGAAGAAGG
AGCAGAACCTCAAGACAAAAAAGAAGCAGCAGGCGTCCCTCTGAGATTGTCATTCAACAG
ACCGTTCTTCTTCTCCGTCATTGAAGGATACAATAACGCCATTCTCCTCCTGGGCAAGAT
CACCAACCCCTTACTTTGAAGATGGATAGCAGGATGAACAATACTGTACTCAACTAACTG
TATTTAATTATTATTAAAGTATGTCTACAGCTTACATTTCTGCAGGAAATTGCCTTTTAT
TATTTTTTACGAGCTATAATGATTGTGAGGTTTTACTGAGAGGTGGAGCTCATTAAAGAA
TGACTTATTGAGAATATTTTATTAATTTTAAGCCAGTATTTAAAACATTACCTCACTGGA
GGCTGATGCTTTACAGTCAGCTGAAAATGTAGTTTATTTCTTTTGCAGTAAAAAGTTTTG
TACTGTATTTTCCAGTGGGATGGGTAACATGAACCATGGTTGTCTATTTTGAAGGAAAAT
CTGTTTTTCACTNTGATTGCAAGGCAAAAA
>CL4426Contig1
TCGGCACGAGGGGCGGTGTAAGTTATACATAAGATTTTATGTGTGAGGTTTGTTTTAGTT
TTGTTTTTTCTTATGATGCTTGTGTGTGTAGTAAGGGGGAAAAAAAAAAGCTTAAATGCG
GACTTTTTGTGTTCATCTTTGCAGAGCAGTTGTAGAGCCAGTACCATACCTCAAGCTATG
CAAGCAGCAACATAAGTCTCTTCATATGGTTGAATTTTAATTTGATAATCCGATCTTCCT
TCTTTATTTTTCCAAGCCATGGCACTGATGACAGTAGTCTGCAAAGTTTGATTTTCGTCC
AGAAAAGATGACGACAATTCATATTATTAATACTAAACAATATGGCAGTATTTGGGAATT



CGCCGTACAGGTTAAGTAGACTACTAGAACATGCTTTCTATTGTTTTTGTTTGTTTTTTT
ATAAAACTTTTTTATAAAGTATTACATGGTTATTACCGATTGCTAAAACACAGCTCCCAT
TCCCTTTTAGAGTAGTTTACTGAGTGTTGATGGAAAAGGTCAATTAATGTTTTTGTGCAG
CCTTTGCAGGCTGTCTCGAAAGTGCAATAATGTTTTGGCTCTGACACATTCAGAAGAATA
TTGCCACAACTACAGTACAAGATACAGTTTTTTTTAATGAAAATATATATGTACATATAA
ATTGGAATAAAAGGATCTACTGGATCCCTCTTTTTTTATCTCAGTACTTTTGTTGTGTAT
ATATTTATTAAGATAATGGATATGGGTGATTACATATAGCTTTCAATTAAGATTATGTTT
ATTTTCCATCTATATGAAGTTATGTTACTATTAATATGTTACCATTCTTATGTCAAGGGA
GAAAAATGTATTGTTTTAATGATTGTTCAGCTGTTTTTATAAAGGAGTTGATGCACAAAG
TGCCGAATAAAAGCTC
>CL4427Contig1
CAAGTGTGGTCACGTCTTCTGCAGCCAGTGTCTAAGAGACTCTCTGACCTCCTCGCACAC
CTGCCCCACCTGCAGGAAGAGACTCACCTCCCGACAGTACCACCCCCTCTACGTCTGAGC
GTGATGCCGGCGGGAACCCAGCTGCTACTGGACACCGCCGCGTCCGCTCTGTGATGTCAT
CAACAGTGACTTTTGCTTTTTTCAGCCAGACTCCTCCTGGTGATGGATTGTTTGAAGGTG
ATGGAGCTGAGCTCAGATTAGTTTAAGTTTGAATAAAACGTCTGGCTGAAGTGGACCCGT
CTGAACTCAACACCCATTTAAACAGGACAGACGCTGCACAGAGCTTCAAGCTTCAAACGA
GCACGGCCGTGTGAGCAAACGGCTGTCTTTGGGGCAACAGCAGCCTCGGCGGTGTTGAAC
AGTGATTGAAAGAGTGTTTGTCCGGTTTGACTCGTTTGTTCGCATGTTTTCACTTGCAAA
CCGTTCAAAGAAATCGGCACAAATAAAAAAAGCAGAATTGTTTTAATTCAGGGGGGAAAA
AATCTCCTTAGTTTTGTGCGACGGTTATCAAAACGGTCACCAGCATGACCATTTTAAAGT
CATGTAACAGAAACCTGAATTTAAAGAGTCTCGGTCACTTCAAAGACTTCTGTCAGCTTT
TCTTCAGCTCTCAGCTGCCGATCTTCATCCTTCTGCAGAACCCAGTCTGAGATCACCAGG
ACCGCATCCTTCTGGGTAGACGGCAGAATTCATATGATCAGTTACCATGGCAACAGTCTT
CGAACAGCAAAGCAGCCCCAAACCATGGCCCTACCACCGCCATGACCGACTGTTGACCTT
TTACTGAAATGTTAGCTTCACATTCACTGTGGTTCCCCAGAGGATCAAAGCTGCAGAAAT
GTTAGATTGAAGTTATTTAAAGAGGATGATGACTTTTTGTAAAACCCAATAAAACAAG
>CL4428Contig1
GAACAGAAAAAGCAGCTTGTGGTTCAGTTCAGTTGGCTTCTGCTCTAAACCGGACCTCTG
GTTCTGGCCGTTGGCGTGCAGAGATGCTCCGGGCTTCAGTCTGACTTAATTCAGTCATGT
GATCACGGGAAGTGACGGGCATGCTTTCAGAGAGTGAACACCTGTTAACATCTCCACATA
CTTCCACAGACATCAATGCTGCTCATAGCTTTGGGGCAAACAGAGGATCAATCTCTGGAG
TGGGAGGTAAACACGAGGAGAACCCACTGTCAGAACATTAGACATCAGAACATGCAGCCG
AAGGGGAAACCTGAGATGTCCACGAGTCCAACCTGCTCGCAGGAACATACATGATCTCAT
CGCTGGAGCTCAGGAGCCTTTCTGAAAATAATAATGATGTGAGAAAAATAACAGCTGTAA
AAGAAAAGTCTGAGAGTGAAGAGCTGGTGTTTAATGGACTTCTGGTTCCTGAGACGGAGC
TTCTGCAGCTCTGAGGATGTAGTGCAGCCGCTGCTGTGGTCCTAAAGGAGGGGGGAGTCA
GCAGGACCTCAGGTAAATGTGGATAAAGACACCTAAGAGTCAGCTCGCTTCCTCCAACCA
CAAGGTAATGCTCTTTAAGCCGAGAACAAAGTTCAGGCAGCTACTGCTGGACCAGCAGGA
CCCGTTCATGGACCACAGGCTGCACTCAGAACGCTTGACTCACCCTGGAATGACAAGAAC
ATCTAGTCTGATTGATGTGGATGTCTGCTATCACACGCATCTGAAGTCCGTCTACAGCCT
GCCTGTGATCCTCCTGCGGTCGGTTTACAGCCCGCCTGCGATTCTTCTGCGATCCGTCTG
AGCCTGCTTGCAATCCTTCTGCCACTTGCCTGCAGCCTCCCAGCGGTCCATCTGCAGCCT
GTCTACAGCATGCCTCGCTATCAGTCTGCAGTCCGTCTACAGCCTGCCTG
>CL4429Contig1
CGGCACGAGGGTGCTTTGCAGGAAGGGACGAGCCAAAAAGCTCACGAAAGACCACACACC
CGACCGCAAAGATGAGAGACAACGGATCCAGAGGTCTGGGGGGTTCGTAACATGGAATAG
TGTAGGCCAAGCCAATGTTAATGGACGTCTTGCTATGACACGCAGCATTGGAGACTTCCA
CCTTAAATCCATTGGAGTGATTGCAGAGCCGGAAACACAAAGACTCAACATCCACCATAC
CAGCGACTCCTTTCTAGCTTTGACCACGGATGGAATCAACTTCCTGTTGAGTGACCAAGA
AATCTGTGATATCATCAGTCAGTGCCACGATCCAACAGAGGCTGCAGATGTCATTGCTCA
GCAGGCGCTGCAGTACGGCTCAGAGGACAACGCCACCATCGTCATCGTTCCACTGGGGGC
CTGGGGCAAACACAAAAGCTCCACCGCCATCTACAGCATGAGCAGGAACTTTGCCTCCAG
CGGGAGATGGGCGTGAACACAACGCCGTTACGACAGGAGCAGCTAACGGGCTAAAGTCAA
CCACAAACCACAGCTACTTCCTTCATGTCGCCCCTCTGAAGCACGTAGAGATGCTTCACT
GCTGTTGGATCGGTCAACAGTGTAAATAGTGTATTATAATAATCCATGCTGTACATAGAG
ATTTGCTGCCGTGTTTGTTCACTGTGTCATCTGTATGTTTGCTTGTTGATAAAACACTTC
GACATTTCCCCAAAACTAAGAAGCTCAATGACATCAAAGGGTTTCAAATCTTCTTAAAAC
ACAGATTTATCAAATATGTAAATATTCCTAAAGAAAGCTTAATGTCAGACTAACTGTCCA
GACTTCTGACTTTATGCACACAGGAAGAAAATAGTTTCCCTTCTATATTTTTATAAGTAG
TTTATTTTCATATTTTTGTAGGTCTTGATTTGGATTGATGTAGATGACGGTTTGCACAGC
AGAAACCAATCAGGATCCATTAGTTTACGTCCGTTTTTTCCTTTTACTTTAATTTGTTTT
CGGCTGTAAACCAACCAACTACTAAAGCCCAAACGAAGGGAAACACACAACCAGGATGTT
ACACACATCAACATTAAGGTGGAAGGTGTGACGCCGTCTGCAAACAGATCCAGAGAACAT



GCAGATGGTCTGTAACTGTAGCATCAATCATGAAAGACTGGTTTCAAAGCCAGTTTGTCA
GAGCGGTTCATCGGGAGAAAGTCATGGCAGAGATGTGTCGGCTATGGAAATAAAGCTA
>CL4430Contig1
GAGGAGGAGTCTGGAGGAGGAGGTGAGAAGACGCAACGAGGAGGTGAAGCAGCTAAAGGA
GGAGCAGGAGCTACTGGAGCAGAAGGTGCTGATGTTGACCGATCTGGACGCGTGTCAGAA
CTGCGACTCGGTTCTGGCGTCTCTGGAGGCGGAGCAGCGGGAGTCCGCCCGGCTGCAGAA
GGAGAACAAGGCTCTGGTGAACGGCATCTTCCAGCTGCAGACTGAGATGACCGCTCTGCA
GGAGCAGCTCAAACAGCAAAGCATCATGGCTGACCGCCAATCAGAGCAGCTCAACACAGC
CAAGTCCCGCCTCCAGGACCTGGAGAGCCAATTAGAAGAGAAGTCGGAGTCCGCCAGCAG
CTTCAGGCAGGAAGTGGAGCGTCTGAGGCAGAGAGTGGAGGAGCAGGAGGAGGGGCGGAG
CAACAGCACCAGTGTATTTCACGCCACCATGGAGGAGCTGACGAAGGAGAGCAAGGCGGC
GCTGCAGAGGTCTGCCGAGAAGTCCCAACAGATCGAGGAGCTTCAGGGAGAGAAGACGCA
GCTGGAGGAGCGGCTGCAGCAGAGCCTCAACAGGTGTGAGGAGCTGACGGGCAAGCTGGC
CACCCAGAGAGCAGAGCTCCTGCGGCTGCAGGAGCTGAGGGCGGAGCTAGAGGCAGAGGG
CGGGGCCCTGCGAGAGAGGCTGCAGGAGATGCAGCGATCAGAGGAGGAGAGGAGGAGGGA
AAAGGAGAAGGAGACATGTGAGCTGCAGGACGTCCTGCTGGAGAAGGACAGACTCCTGGA
CGAGACCCTGCAGCAGGCGGAGGCTCTGAGACGAGAGCTGCAGAGGCTGAAGGAGGAGCT
ACAGAGGAGAGAGGAGGAGGAGAAGGAGAACAGGGGCTGTGAGGAGACCCCATGGAGGAG
GCAGCAGGAGACGGAGGGAGAAGTGATTTGCCTGCAGGACGTCCCGTCGCCGGTGAGGCA
CAAGAGGAGGAAGAGCCCCAGATGGGGCCGATCAGCTCTGTCGTCAACCAGTTTCAATAA
AGTTCTGCAAATGGCCGACTGGTCTTAAGAGAAACTTTGTTCAAATTCCCTCCCTCCCTG
ACCTGAAAGCCTAATAAATAAATACCAACTTTTTATTCACA
>CL4431Contig1
GGGCCTGCAGCTTCTTCCATTTTTAAATGTCTTTTAAACTGGAAGCCACAAGGGTTAAAA
GAAAAAAAAACTCTGGAATATGAAAAAATGCTTTTGCTCTGCAGCTTGTTGATTCTTGTT
TTTGTTTTCTGCAGGTGCTGTCGGTGCTTGTGAATTTGCTGGCTGCTCTCCGAAGTTTTG
TGAGGACAATGGACTGAGGTACAAGGCCATGGTGGAGATCAGGAGACTTCGAGGTCAACT
CACCAACGCCGTCAACGCCGTGTGTCCAGAGGTGGGCGTGTTTGTAGATCCTAAGATGAC
TCCTCCCACAGAACATCAGGTGGTTTGTTTGAGGCAGATTGTCCTGGCGGGACTTGGTGA
TCATCTTGCAAGGCGTGTCCAAGAAGAAGAACTGCTGGACCCTAAATGGAAGAATGGGTA
CAAAACTCCTCTTTTGGATGATCCAGTGTTTATTCATCCCAGTTCTGCCCTGTTCAAGAA
GCTGCCAGAGTTTGTGGTCTACCAGGAGATTACGGAGACGTCTAAAATGTACATGAGAGG
TAAAAGTGTCCGTGCTAAAGCTTTCTCATAGTTTTAATTTAACTTATATTGTCTGTATTC
TTTGCTTTCTGTATGGTGGCCCTGAAGTACAAATCACATCAACAAATCACTCAAGCAAAA
ACATANTAAAGATCGCAACAACA
>CL4432Contig1
TTTTCATAATTTAAATATTAAACATTTGTCCTTCTTTGAGACTATTCACAGAAGTGTGTT
GATGCGGGAAGAATGTCTTCATCGTTTCTCACCAACACTGCTTTTCCATCCAAACTCAGA
CACGACCAGAAATCACACAGCCCTGTGTGGCGGAGCCACACACGTGGTCACTCAGACAGC
ACATGAAGGAGGCTCAGGCGACCAGTTTAGCGCCATCATGTGCCAGTTAGAAGGAAGGGG
TGGAGTTTCTCAGGGTTCGCTCCTCAGAGTCAATCAGATTGTTATAAATCAGATTGACAG
ACAGCGTTTAGAGTTTCAGAATGTCATTCAAGAAACTGAAAAAAGTTCAACACTTTTCAT
TAAATAAAAACAGTATAAATAGAAATGGTTATATTTTCAGCTGGGGGTCCTTAAAGACTT
GTGCGTAAACACTGTTCAGTAAAAACTGCAGACTCAGTCCAAGTTCTGGTTCTGCCAGTG
GGCGTACAGTCATGGTGGGGGAGGGTTCTTTGTCAGAAATAGCACTTCTCCTGAGGGAGT
TTTCAGAGGAACTGAAAGTTGTTCTAGTGCGTTTTTGCAGATCTGACACTTCAGGTTCAG
GCCTTTACTGAGTCTTGGTGGTCTTGGGGAGGGGGCGCAGGTAGGTCTGGTAGAANAAGT
TGGAGAAGAGCAGCAGGTAGCTCAGGTACATGAGCGTGGCCCAGGTGATGTTGTCAAGGC
GGGAGTGACAGTCGCCCTGCTGCATCCAGCGGTACACCAGCGCGCTCACAGTCACGCCCA
TGACCATCTGTGCGATCTGAGAACTGGTGATGAGCACGGCAAAGGGGCGGGGCACGCGCA
GACCGGCGGCACGTGCCGCGTAGTAACTGTACATGAATGCGTGAACGGTGTAGTTCATGG
TCATGAACCAGCCGCCGCCAGCCACCATGTCCTTGTAGGAGTACCAGGAGTAGAGCAGCA
CGGTGATATGGTGGTACCAGTGCAGGAAAATGAGCTTCTGCTTCCGCAGCACGATGAAGG
CCGTGTCACCAAGCTCTGGAGCTTTGCTCAGGACGAAAGCATATGCCCAAAACTTGCTGA
TGGGTCCATTGTAGAAGCTTTGATCACAGATGGACTGTCTGAAACCACCATGGCTAAGGA
TGTGTAGCATGTATGAACCAGTCCGAACTGCTCCGATGATGCTGAACACAGCCAGGCTAA
GTGACCAGAGGACCAGTGGTAGCCGCAGGTTCATTTTGGGGCGGGGCTTCATGTAGTGCT
GGCCTGCAAACACCAGGGCAGCATAAAGAGCGCTGAACATGAAGGATTTACTCCAGTTCT
CCTGCATCCACCGGATCGCTCCGCGCTCGTCGAAGCGCCGCTCGAAGCCGTACTCGGACA
GGTGAAGCTCGGTCCCGTTCATCTCCATCTTCTTCACTCACCGTAGTCTCCCCGGCCATA
>CL4433Contig1
TTCGGCACGAGGGTAGAGAGGAAAATGAAACGCACATAGAAAAAGTCATTAGTATTATCA
GTGCAGCGATGATTCTGGTTTTAACTAAAGCCATCTGCACTGAATTCTGTAAACCAAGTA
TGATCCGCACAAGTCCATTTTTCCAATTGTGATTCATTAGTCTATGGTTGAAGATGATGG



AGCTCTGCGCATCTGTTCTCTCTGCTGTGGAAAAACTGCAAACTGAGGTTCCTGTAGGCT
CAAAGAGTCGTTTTCACGAGATGGAAGAGAGAACCACCTCCTTATGGGAACAGAACATGG
TCCTTTTCATAGGTAGACGAGTCTAAAGTGCCATTGTAGAGCCTGCGGGCCATTCCCCTA
TCAGTATAGTGTCGAGACACTCCCCAGGTTTGGTCCAGTTCATCCAGTTGTTGAAGACNA
AGCTCCACACAAGACCATTTTTGTAAATATTTCTATCAGAAAAAGTAGATTTTCCTTCAA
GTCCCTAAATTTTCATGAATCTTTGTATGATTAGGTAGTAGAAGACGTGACAACTTTTAG
GGTCTCCATGTTGAACATCAAGTTCAAACAACCATTTTTTTCCTTTCTGTTCTGCTCAAT
TAATGCAAAAACCTCTGGAAATAAGCGAAATGGTCACAATTAATAACAATGTTAGAACTT
TGAGGTCACCAGTACCAACATCCTTTATGAAGAGAAGACAAATAAGGAAATCTCTGTGAA
GTGACCATTTAGAGGTTTTCCACAGTAAGCCGGTTTTTCTTTTTTGTTCAGAAGAAATGG
TTTATGTCCCCAGGAAGAAGAAAAAAATAGTCAACATTTACATTTTGAACGGAGCCCATT
GTCTTATATTGAGTGTCAAAGACAGAATAGGTTAGCATCACCTTAGCAGCAAACATGTTG
AGTAAAACTGCAGAAGAATTTTAGAAAGGAACAGTTTAGTGGTGTGCAGATCCCAAAAAA
AACAAAAAGTTTAGGTTGCAGTTGAAGCAAACTGCCATCAGCATCCCACCGATTGTGTTT
GTGTGAACAAAACGACACAACCTGGAGTCATTTTGGTTTCAACGTCTTGGAGACCTTAGA
AAATATAGTAGTAAGCATGGTTGTGCGTTAATGTTCAAATATTGTATACTAATGACAAAA
CCTTGCTGAAATGAGTGTATTTGTAACAGCAATTAAAGCAACAAACATGTTTTTAACCCT
TATGCTATCTTAGATGACTCCACCCTTACATTGACGTGTTCTCCCTACCATGACAAAGGT
GGATAAAGGTGAAAAGATTTCATGTAATTCATGGACACCAGTGAAGATCACAAATCATTG
AAGAAAAAAGGTTCAGAGCCCTGTCTAGTGGGTCTAGATGACCCAACTCCCAACGTTAAA
GTGCCTAGGATAGCACAAGGGTTACAGACAGATGTTGTACATTCATTCATAATCTGAAAA
GTCTTGTACAGAATTCCAGAGTTCATTCTTTAATTTATTTGTTGAGACGCGGTGATTTTC
CAGTGGCTTTAAACTGACATCTTCTTTGTAACTACACACTCCTTGTGTAGCCTTTTCTAA
TAACTAGTTTGCATTGTGACTAAGTGGAAATCTTGTTGATGCTATTTTCTGATGTTCTAG
ACTTCACTCTGAGAT
>CL4434Contig1
GACCATACAAGTCTTTGTCCAATTCAATCACTAAAGACTTGAAGAAAGACGAGAACTTCC
TCTTCTGCTTGGTAGCTTCATACTTGGACACAGCCGTATCTTCCAGCAGGCGGCCTTCAA
CGCGCAGCTCCCATGAAGCCACCGTGCCCTCGCCGTCTTCAGCGTCAGGCTTTGCAGGAT
TGAAGGTGTTGGATATAAAGATCCGAAGTTTCCTCTTTTGCTTAATGGGCCTCTTGAGGG
CCTCCTGAATGTCCAGTCTCTTACGCATTATGGTCTGGTCCAGCTTTCTCTCAAAAGCCA
AGAGATCCATGTAAGCCTGAGACTCCGGGACCAGTTCCCTGATCCGCTGAGGTAGAATTT
TATCGGCCATCTTCTTCTTCTTTGTGTGCTGGTTGCGGTTCTGTTGCTGCTGAACCTGCT
GAATCTGTTGGGGGGCCGGCCTCTTCCGGGATGGGTCCATAACTCCAGGCATCCCAGGAC
GAGACACAGGGCTGTTGCCGTATCCTGGGGGCCCCATTGCTGGTCCCTGTGGGGTCATGC
GGCTGGATGGAGGCATGCCCGGTCTCGGGTACCCAGGCCCAGGCATTGGAGATCGGTACA
TGTGGTTCTGACCAGCCGAAGATGGACCCATTCTTCCAGTGGGAGTCCCGGGTCCCATGC
CTGGTCCAGCACCGGGTACAGGTTGTCCAGGTCCAACAGCTCCACCACCACCAGTCGGTG
CAGACTGAAACCCCCCTCTGGACGCCATCTCCTCACTAGATGTCGCCCT
>CL4435Contig1
TCGGCACGAGGCTCCCGCGGCGGTTACCGCATGATGTCCGTCACCCACCCCTCCATGTGC
AAGCGCGTGGCGCTGCGCCACAGCCTGGCTCTCATCGGGCTGTCCACGATGGCGCCCGTG
CTGGACGTCACCACCTGGACCTTTCCCGTGATCTCCTTACCCATCAACCTGTACATCAGC
TACCTGGCCTTCCGCTTTTACCAAAAGGGAGACCGTAACAGCGCCCGCAAGCTCTTCTTC
TGCAGCCTCTGGCACCTTCCCATGCTGCTGCTTCTGGCTCTCACCTGCAAGAAGTACAAC
AGAGGTGGCGAGGACTCTGGGCCGGCGCCACTCACAGTGCCAGCTAACTAATGTGAGAGA
ACTCACAGCTGTTTTTTAAAGAATTCGAAGAACACCATTGATTGTGGATATGTACATATT
CTGTATTTATCTCTAAAAAGTTTATCTCTGTTGGTCGTAAATGAACCTGTACAGTTTAAA
CCTCTCTTTAAACACACCTCAGCGCCTGGACAACCTCAAGGGGATTACAAATGCCTCATT
TTTTTTATTCATCTGGAGTAAATATGTCAGGGTGTTCTTAACTTTTACTTAATCTCTGGT
AATTAACAGTTAATAAACCCTATTTTATTTGCTGGCGTTGTGGCACTTTAGTCTGAAATG
AACCAAAAGCAGAAGGTTGAACTCTCTAAGAACGAATACTTCAAGAAAAAAACATTTCAT
GATTTTTGTTGTGTGTCCGATCTTTTGTACGTCCAGCAGCAACATCGGCCTATAAAAAAA
AAGGAGA
>CL4436Contig1
CTATCCCAGTAGATATTTCACCAGCATTTAAAGATTTTGCAACAGCTTAACCAGAAGAAA
AAGAAAAAAAAGGATTACAAAAAGATTAATATGGCAACCACCTCACTGTAAACACATCAT
AAATACCATATCCTAGCCCCGCCTCCCAGCCCTAATACAATTTAGTTTATTATGCAGACA
TAAAACTAACATTCACACGTACACACGTTGCATACTTACCATTTGAAAACCAGCCATGAA
TCTAAACAAGTAACATTCATTAATAAATATTAAGTACCTCATCAATAAGTGGATTAACTT
TTTCTTCTATAAAGAAAAACATATTAGAGATGTTGTATGTGCCCGGGTAAGAAAAGACGA
GATGTGCAGAATATTTAAAAAAAAAAATCTGGATTCGACGGAACACTTCTTCAAACAAAC
ACGGGGATGTACACAGCTGCTCCGAGCGACAAGTAAATGTATAAATATAGTTCTAAAGTG
CATCTGTTAAAGACTTGTCAGAGAAGGTCAATAGCGGTCCTAAAAAACGTGCAACAGATA



TATTTAGTAAAAACTACCTACATGCATGCAGTTCTTTTTCTGTAACAAAAGAAAAGAAGC
AAAGTAACAGACAGAAAGGGGGGAGGAACCATTTTTTCACATTTTCTAAAAGGTGATAGA
CAGTTCTGTGCCACCAGAGTCCACTTGGCTAAAACAGCATGTTTACTCAAAGTTGAAGTG
AGCTTGGCTGATTTTTTTTTTTATTTTTATAAAAAGCAC
>CL4437Contig1
CAGCTTTTATTGTTTTCTGAACATAAACTACATAAAAAAGCATTTTCTGTTCCTCCACCA
GCAGATACACGTTTTGAGGTAAAACAGGAAGCTGCAGCCTCTGCATTCACAGATTATTCC
CTTCACTTTAGCATAGAAAAAAACTAAACATGATGTTAATTATTCCAATGGTTCCACAAA
TCCAGTCAATCCATTTTGTTATTTCTATGCATTTCCTATAAAAATAAGTCATAAATTTCA
GTAAAAAAATACAATTTCAGACAGAACGGGTTTGTTTTTTCCATAAACATACAAATCAAA
AGTCCACATTATGGCTGTAGGAGTATTTTAGTAGCTTTAGCAATTAAACTCGTTAATTGA
ACAGGAATGAGCAAGTGGGCGGAGTCAGCGTTTGCATTTCTTTTCCAGCGCGGCGTTGAG
CTTCTCGGAGGCGCCGCTGCCCGACGCCAGAGTTTCACGACTCCTGGACGTGAAGCAGAA
GAGCAGCGAGGCGTGAGGCTGCGAGAAGAAGTCCTGCTGGACGGCGTGCTCCAAACACAA
GAGGTGACCTGGAACCACGCACGCCTTCCTCACCTTTCCCTCCCCCTTGAGGAGTCCCAT
CATGACCAGCAGGGCGGACAGGAAGCAGAACGATTGGAGGACGGAACCGGACAGGAGCTT
CTTCAGAACCTCACCAAACGTCTGCAGGACGAGGCTTTTGGTTTCTGGTTCCTCGCTA
>CL4438Contig1
AGAGTACAGGGAGATCTCTCCGCCATCAGCCTTGCTTTCACCCCCACCTCCTCCTCTTGA
TGCACTGTTATTAAAGTACTCCCGCTCACACGCCCCGCTCCAGTAGCCACCTAAGGTCAC
TGTTACAACGGCAATCAACAGGATGACTACGATGCTCGGGTCGATCCTTGAACGAGGTGG
AGAGTACAGACTTGCTAGCATCCCGCCTTTAAAAACCTTCCGCGCTTCCAGGATGTCCCT
GTACTTCATGAGAGCCAGGGGAATTTTGACTTTTGAGTACATTGAATCATTGGCTGAAGG
AGTGATCAGTGACGTATTGCTGGCAATAAGCAAAGCTTTAGCTCCAAGTTTCATTGCAGT
GATAGCTTTTTGGCTGAAATCACAGTCCCCCCTCATTACAACCACTGCTCTGTCCTTGAC
CACATCTGGGCTGACACCTGAGTCATTACACAGCAGGAAGGAGGTCAAATCCACCAGTGG
ATACTGTGTTGCGGCATCGAGTTTTGCTGAAAGAGGAGTCCAGGAGTGATTGTGAAGGAT
GCAGTACTCCCTATATTCTGTTCCATTGGAAACATGCAAGATGGCCTCTTGACAATTTAT
CCGCGAAGCGAAAAAGCAGCAAGAGAAGAATACAAATGCGACAACGCGGTCCATCTTTAA
AAGGTTCGGAGACAGAGTTTTTTTTTACTTGTAATTGAACAGAGTTTGTCCGAGAACCAT
TGTTTCTTCTCGCTCTGTCACAATTTTTCACGACTGTTGTTTAGCTAGCCAGTGACGGTA
CGGTACTTCCCCGGCCATAATGCCCGGGTT
>CL4439Contig1
TAGAAACTAAGTTCCACATTTTTTAATGTATGAACAGCTTTCAAAGTACAAAGAGGAGTC
AAAGGGTTTTTTTTTTGTTTGTTTTTTTACAAAACGTGCCTTTCAGGGCATGTGATTGTA
CTTCACAGTAAAAGTCTTTACAAAATAATCTAAAATCTAAAAACCANAGTGACTAACATA
AAAAACACCAAAGNGTTCATTTAATCANCTTTTTTCACAAATTATATTCTGAACTGTAAT
GTTGATATTAAGTGCATGTTTGATACATCCTTTGAGTTGTGCATCATGAGTTAAAGCAGT
TTAGATGAGTGAAACAGCACATCCTGGTGGTGAAAAGCAGTATTACTTATAACGTGATCC
TATGGGGGAACAAAAAACTTAAACAAAAAATTGTGAGAAAAAGTTTCTGTACATAAGTCA
TTTTTTTTCTTTAGTTACAGTTCTGTTAAGTGTCTAATTTCAAAATAAAGGGAATTTCTA
GTAAAAAAGGATGGAAGGGAATGATACTATTCATTATGGACATGAGGAGAACACAAACTA
TGCATTATAATAACCTTGATGCTTTTCTTACTTTTTTGAAAATTATATCTTACTAGGGTA
AGAACATAAGGCTCAACATTTAGGTCAGGGTTGTAATTTAATGATATTAAGGTCAAATTC
TGGCAATGAACAGTTAAAACTGAAATTATAGATAAAAAAATCAGGACTGTTCCAACTCAA
ATTTCAAAATTAATTTTTTTTTAAAAAGAAGGGTTTTAAAAAG
>CL4440Contig1
TCCAGCAGTTAACAGTTGTGTCCTCCTTTTTTTTTTAAATTTCCTTTCACTTCCTGGTTG
TTCCTACTCCACAGCATCACCTGACGGTTGATTTTAAATACAGTGAGTCCAGACTGGTCC
ACTGAGGTTCTCGTCCTGCTCACTGTTTCTGTGCCTCAGGCTTCGGGGTGGGCGACGTTC
CCAAGCTCCACAAGAGATTTATTTTGTTTTGAGGTGGGCTCTGTCTTAAAATCATTGTGG
TTTAGTTCTGATTTTGTTGTGTGTGTTCAACAATAGGCAGGTATGAGAGAGAGCCTATAC
AAAGATAACTATGATTGTCATATTTATATACAAAGAAAAGAGAATTTGACTAAGAGGCTT
TCCGTCCCTCTTTGGGATATTAAGCTGACCTTAAACAGATCTTTTGTTTTGGGGGGGGGT
TTGTCTTCCCATAGTGAACCATTTCTCTAAAGCAGCCCTTCTGAACAGGAACTTGGAATT
TGACACTGGACTTTTATTGCTGCACCAACGGAAGTACTTGGATATTTGTGTTGAATGACT
GCAACTTAAAGAGAAAACGTTATTTGAGGCATTAAGGCGTCTTCAGTGAGGATGAACTGC
AGTCGCTGCTGCTTTGTGATGGCACTCGGTTCTCCAGAACACCACATTTACCTGTAAACT
AGGGATATTGATGCCTCTGATAATGTGTAATTATAATTTTACTGACGGAAGAGGAATAAA
AAAATAAAGGCAACTAC
>CL4441Contig1
ACAAATTATANCTAAAACCTCTTCATTAGAAAGNGACAACACAGAATAAAGCACATTACC
AAATATAAGTTTCAAGTGACATAATAGGGAAAATAAAAAGAGAAACCCATTAACCAACAA
ACAGATTAAATAAACAAAATAATGTGGAAAAGTTCTGCAACACAGAACTTAAAACCCAAT



TTATTTACATTCCAAAAGATGCTCTTTGATTTGATTTGTTTTTGTATTAGTGTATTTGAA
GGAAAATTTCTTATTGTTATCCCAAGCAGAAGGAAATTTCCTACTTCTATTTTCTTTTAT
TTGTTTTTTCTATTGTTTGAATGGCATCTTTCTGAGCTTCAGCATTTTTATTTACCATAG
ACACTAAAGTGACCTTTTGTTACTTTTTTCTACCTCATCCTGTCTTTTTTTTTAGTACTT
CAATCCGCTGTGGCAGTTTTTAAAGGGCTTTACAAATAAAGCTGCAATGAATTAAAAAAT
TAGGAGTAACAAATAACTCGTTTTGATTTATTTTAAACCGCAATCTGATGGGTTGTTTAG
TGAAAGAGGTTTTTGGCGACACCTAGCGGTGTGGTTGGAATTGTACGTCACTTCCTCTAA
TCTTCCTGTCCATCTTCTCTATCAGCCTCTCCCTACAGGTCTGCATTGAATGGAATATTT
CAACAGTTATGTAAGTAAAGAAGTCATTCATTTATCAATACAAACTTAAACTAATTTTAC
TTATTTGTTTGTTAAGCAAAAGAGCCATTTTAGTAAATGTGATGTAAACACAACAACACG
TCTGTGATTCGCGGCGTACATTACATATCAATGATTTATTTTTTTCTTAATCAGATTAGG
TTCAAAACATTAATGTTTTCAGATTTCAAGTAAGGATTTGTAGCTGGCGTTAAACAAACT
ATTCCAAAATTCGCGTACACGTCGAGGTTACATAACAAATTTATTTTAAACGCGTTTGTT
TACAACATGTTAGCTAAACTAGCTAGTTCAAAGGTCCGCCTCTGCTCCGAGCCGCTTTTT
ACTGTCGATGACGTCAGTCAGCCAGGTTTCTCGGAACCGGTGCTTCCCTGAGGTGTTCAC
AAGCCTGTTCGACTCCACCACGAAGTGGACCTCCAGCGGGGCCGCCCGGGGTGCGAACTT
TGACACTTCCACCCCAAAGAAGACGCTAGCCGTCTGGCTAATGGGCAGTCGAGCCGTGGG
GGCGCTGAAGCGAGCCCGGTAGTGGAACACGCCGCAGTGCTCCAGCTCGGTGACGTAAAG
AAAGTCCAGACTGTGACGCCAGCAGGACCGGACCCCCCACGTTTCAATAAGAGTTTCGAT
CTGCTCTTTTCCGAACTCCACCGTGAAGTCCTCGCAGGAAAGCCGGGGAGGAGAGTCCAC
CTCGGCGTGTTTGGGGTCGTTTTCGTCCTCCTTCTTCTTCTTCCGGTGTCTCTCCAGCGA
CGCGTTCACGAGCGCGGACGACTCCACGTGATATGTGTGATGTGGAGAAACTCCATCCAT
TGTTGCTTTTGTTTGGTCAACGAACGGCGCGTGAACGTTTCTGCGAAGGCCCAGACACAG
CCGTTTCCATCCTCGTGCCGA
>CL4442Contig1
TTTTTTTTTTAACATTTCATGGTTTTTATTAAAGGTAAACATTCATAATAATATGGTATA
AAACCAGAGAGACGAAACTTTGTACAGTTTTAAACATTCATGGCTCATCGTAAACGTAAA
GGAGAAACTGTTACGTAACGGTTTATTTTCATTCAGTTATGCTTTCTCTCAAAAACGAAT
AACTTCTACTTAAAAATTCATACATAACACAACACTCTTCAAGACACATCAAAGCTTACA
GAGAAAGAAAGCCCATCATTGTAAAGTTAGCTTATAAAGAAAAACAATACAACACATTCC
TTATTATGTTCCCCTCATTTTATGTACCAGTGGTCAGTATTAAAACAGGAGGGTGGGACA
GAACTTTTTGTCTTGGAGTTTTAGTTGCTGATCTTTGAGTTTCAGCTGTTGTGTGGGCCC
AATATGCAGACTTTGTGGTTTTGCTCCCTCTGAGCAGATGGCTGAGGGCAGCTCAGCTGT
ACCGACTGTGACTCCTGCGCCTGGAAGAGCTGCGACTGGATGAGTGATAAGATCGGGATC
GGCGCCCAGAGCTCCGGTAGCTGTCACTTCTTCTATGTCGCCTGCTCCCACTCCGACTGC
GACTGGTGTAGCTGTCATAGGAATCTGACCTGGGACTCCTGTGACGATGATAAGAGCGAC
TCCTGGAAAGACTTCTGCTGTAACTCCGGCTGTGACCCCGGTGACTCCTGTAACTCCGGT
AAGTGCTGCTGCGGGAACGAGATCGTCCTCTTCGATGTCTCCTTCTGCTCCTGCTCCGGC
TCCTAGAGGAGTAGCTTGAGCTGCGGGATCGACTCCTGGACCTGCTGTACGAGCGCGACC
AGCCTCTGGAGCCGGAGCGCTGACTGGAAGCCGAGCGAGAATTTCTAGATTGGGACCTTG
CCTTCTGCAGTGAGCGTGCCNGTCTCCCTCGTCTTTCCCACAACTGGTGAACTTTCCTCG
CTCGAGCTCTCCTGGTTCCTGGGTCGCTGGTTGAGCCGTGCCGTCTTCCGTACCTCGTCA
AACAAAGAGCCCGGTCGAACCCGACTTTTGCTCTTAATCTCCATCTTCACTCCTTGTACG
TTACGGTTCTGGCTTTCTTGATTGTGTTTCACGGTGACCGGCGTTGCGCTCACGTCCTGT
AGAGCCGTCGAGACTTTTATTGGCCTCCATTTAAAATTGATTGAAGGTTTGGCTGCAGTA
GCTCCACCCGGAGGGCTTTCATCTGTTGCCGTGGAAGAAGCAGTCGGCTGTTGGTTGCTC
TGCACTGAAGAACCCTCGTTGCTCGTCACGTTAGAGGACTTTGAGGTGGCTCTCGGATTC
GGTTCAGAGATAGCGGAATCATTTGAAGGCAGAGGTTCCAATATGTCGATGTTGTGCTCT
GGAGTACAGATGTCCATATCGTCTAGAGTCTGTGGCTCTTTGGTGCCAGAACAATGAGAA
CTTGTGCTGTTTTTGTCAGACGGTTGATGATGAGGTTCCGGATTTTTGCTGTTTCTAGTA
GTTTCTTTTGATCTCGGTTGACCCTTTTCAACTTCGTTGTTGGGATTTAT
>CL4443Contig1
AAAAAAGTTCAATTTGATTGTCCATGCTGTGTATCTTTAATGTTTAGAACTTTCTAACAT
TTGAAATGATTCTGAAGTTTTCTTTGTATGTAATGGGTGCACACTTCACTGGCTGAGGTT
ATGAAGTTTACAAAGCAGTGGCTGATGGTCTGGGGGGCTTCAGGAGAAAAGGGACTCTTG
GGAACAAGTGAAGGAGAAACCTGCGAGGGTTGAAGTAGGAAACAGGACGTAAGCGAGCAG
CGCTGTGAATTTGACAGTTTCGTTTTGGAGGGACGAGGATGAAGACTGAATTTTTCGGCT
TACAGTGAAAGCACCAGACCGTGTTTCCGCTGTTCAAACCCTCGTGTTTGTTATGGACAT
TAAGTCATCGCCTTTAGGACGTTGAAGACAGGGAGGCTTTGTTCCAAAGCAACAGTGCTG
CCCCCCCTCCCCCCTTTTTTTATTTTTTAAATCCAACTGAGATACTTTTTCTTTTGGTTC
TCGCCTTAATTCTGGGTTAATTTTCAAAGTCTGGACCCTCTTCAGGAAATTGACAGCTTT
GTTTTGCATTGGGCGGGGCAGGTCAGTGCCAAAAATAGTCTCTCTGTTATTGGCGAAGCT
CGCAGAAAAGTTCTGATGTGATTGTTTTATCAACACAAACGGAAGTGAGTCATCTTACGT
CTGAGTGCAGAAAGTTCCCAACGCACCTCAAGTACACTCATCGCTCTAAAGAAACAGAAG



ATGCTGCACTTGTTTACTTGAAAATTGGTTCCGACTCATCCGATCTACCACGTCNCATCC
TTTATTTGGGGGGGTGTGGTCAAANGTCTTAT
>CL4444Contig1
ATACTAAAATGAAAACAATTGCATTCCTCCATCAAAAACTTGTCACTTCACCACTGTTAC
AACACAGTCATTGTGTATTACACCATGTGTGTCCATCCCTCCAAATACAAAAGCTAGATT
TATTATTTCGGAGACTTCTGATTTGTGGGCCTGCTGTTCATCTCCACTCTTCTCGCCGTG
TAGCTGCCATGGTATCAAACACATGGAATGGTCCATGCGGTTAGGTGGCATGTCTCCTTC
AAATTGAACTAAGATCCATTGTTTTCTTTCTGTGTTGAATTTGTACATAGAATTGATAGC
GCCATCTGCAGTCAGCCCTCCNAAAATGTAAATATTTGGGCCCAAAGGCACAGCTGAGTG
GGCAGCTACTCCAGGTGGGATATCTCCTTTGGTCCGAACTTTCTCCCAATTTCAATCTTA
ACGAGTCAAAAGAGTACATATCATTGTAGAATTTCTCTCCAGCCATCCCCCCATGAATGT
AGATTGTTGAACCAACGGCCACAACAATGTGTCCATGTCTGGCTGCAGGCTGCCTGCCTT
CTGTCTCTGGTTGAGACCAGGTGGAAGATGCTGTGTCAAAGACATGAAGCCTGGAGTCTG
AGACAGGTGCAGCTCCTAAATCTCCTCCAGAAAAGACATATAATCTGTCACCAATGCAGG
CTGAGTTTGAGTGGTATGTCCTGGCACTGGGTGGCTCTCCTTTCACCACAATACTGTTCC
ACTGAGGCTCTTCATCATTTAGATCTATGCTTTGTAGACAGTTGTGATTGCCAGACTGCT
GGGCTCCACCAAACACCCACAAGGTATGTGGGTTGCTCTCTGTCACGAAGGTGCAGTGTT
CATAACGAGGCTTTAAACGTTTCCACTCCAAAGTGTCCCATTCATAGTCGCCTAGGTTTA
TAGCATGGGTATCTGAAAAGCTCCCACTGGGATTAGCTCCACCAACAATCACAATTTTCC
CCTGTCCTCCTACTTTGGATGGAAGGAAAACACAGTTATGTCCCGCACTAACTCCTGGAG
AACTCCCTCTTGGTATCAATGAGTACCATATCCCTTCTTTAGGATGCTCAAGTGGATCGA
GAACAGGAAGAAATTCCATGTTTTTAGAGGAGTTTTTACTGCATGCACCAAGTAATATTT
CTTGTCAGCAAAAATAATAATGTAACTAGTCTAGTGGATTTTTAGCGGTTATTCGTAAAG
TTAAGAACTCTTATTGTTACCTGTAACATATAACATTGAAGGCACACACAAAAGGTTCGG
GCATTTAAAATGTTAAAAAGAATCCATTGTAAAACTACTTAATTTAGTGAAGAAAAGTGG
ATACCTTTTTTTGCACAATATTAGATTTTTAGCATTCCCC
>CL4445Contig1
CTTGTGTGAGACGCAGGCAGGAAAAGACCAGCAGGACTAGGACACCCGCTCCTGCACAGA
CCCATGTTTTGTCCCTCTCAGCTACCATCATGTACACAGGGATGCAGATGGAGAATCGCT
GGAGCTCAGAGGCTCTGGATGCTGCAGCTCTGAGGCAGCAAAGGAGGCTAAAACAAGCTA
TCCGGTTCCTCCATAGAGACTCAGCTGATCTGTTGCCCTTGGATGGACTGAAGAAACTTG
GAACGTCTACACAGGGAGTGAGCCTCGTGTCAAATTCCTAACACTATCTGTAACAATAAT
CTAACAATTATTGTGATTCACCAGAGTTTAGCATTTTTAAATGATTGAGTTGAAATGTGC
AGGTTATGTAATCAAAGCTCTTTCGTCTCAGTTCAGAAAATCCATCTTGTCACTTTTATA
TGGATCCTAATAGCATCCCTAAATATAGTAATGTTTTTCATTTAGGTGTGGTTTTCCATT
GTTTTTCCTGAGCTAAATCACAGCTTTGTGTTTGCTGCAGCAGCCACATAACATCGTCCA
AAAGCGGCTGCTGCAAGCCTGTGAAAGCATGGCACCAAACAGCGGCAGGATGCTCCTGAG
CCCTTTAAATTCAAGAGAGGACAAGAGGGAGGACGAGGACTTTGTTCACGTGTTGTGCAA
ATGTTTGGGACAGGAAGTGAAAGTGCTGATTGACACCGGCTGCAAGCTGAATCTTATGTC
ATCACGGACTGTGGAGAGTTTAGGTTTGACCGCTTTAGTCGAGAAGAACCAAACGGGAGC
TGAATGGCTTTTCCGTTTCCTCATA
>CL4446Contig1
CGTCACATGCCCCATTTAACAAAACTGGATCTCTCTCATTGCAATGTCCTCACTGACCAC
TCCATCAACCTGCTGACTGCAGTGGGCTCTTCCACCCGAAACACACTGACAGAACTCAAT
CTAGGAGGCTGCAGCAAACTGACAGATGCTTGTCTGAAGTTCCTGCGCCGTCTCTCGTGT
ATCTCGGAGCTTGACCTGAGAGGCTGCAAAGGGGTTTCCAGGAAGGCCTGTGAGGCCTTC
ATCTCAGAGCTGTCGGTCAACACTCTTTACTGCCTGTCAGATGAAAAACTGATCCAGAGG
ATATCCTAGATTCCTGCCTTTCTGTCTCACTGCAGCCATGATTTGAAATGCAAAAGCTTT
GGGTGTGGATCTGCGTGTGAGTCTGCATGACACTCGGGCAGTAAAATTCACATCCAAAGG
GGGGTGGGGTCTACAGTTGCAGGGCGAGGGCTTGGACTTTCTCACTTGGCTGGATGCGAG
GAACAAACTGGGTTGACTCGGCTGCAAAAACAGATTTTCTTTCCTGCATACCTATAAAGA
AACTCAGGATGATTTTGTATTGTTTTTAAGAGAATATAATGCTCTCTTTAAGAGGCATAA
TGTTTTTTTTTCTATTGGCAAGAACGCAGGAGACCCCTAGCTTAGCTGTATTTGTTTTAA
CGCCCTGTGAACAACTTCCTCGATGGTCATGATTCAAGCTCCCAATTTAGGAGATTGGCA
AATACATCTTTAAATATAGTTCTGATTGATTTGTCGGATTCACAGCTGTCTTATTTGTTT
ATATATTTGAAGCTAATTTCTGAACGATTTGGATGCTTAAAGAAAATACTTCTTGTTTCA
GTAATGCAACATGCACAATTGCTCCCCCCCCCCTTTTTTTAAATAAATCTNTTTAAAGGT
TAAAAAAAAAGATACTTTCACGTTTGACAACTGGAACAGCTTGTGTTTACCAGTCATTAA
GTGCAACAACAGTCCAGTTGTATAAACTTTAAAAGGACATGGCTGTGAGTGTTAAATGGT
ACAAAGTTGGCGTAAATAGGCAATCAACATGGCAGCAAGACCTCACCCCAACATTACGGC
NGGCTGCNTTAAGCGAGGGATGAGAAGCCAAGGATACNTTTAAGAAAAACNTGGTGCATT
TTCAAACTGCAGTTAAAGTTCAGGTGCTATTCTTCCCAAACTCGTAATGCTTTGTTTTTG
TACAGNGACGACATTTAGTTGATATCCTAGCNCCNCACCGCTGTGGTATACATATTTCTT
TTGTAAGGGATGGAAATCAAATGTGATCTATTTTTCACTTGTCAAATTCGATGTAAAGAC



TTTGTTTGGAGAGTTTGCTCATTTCTTTTCAAGTGTTGTCTCTGTATGAAAGCTCTAGAT
TCCNGGCCATATGCTTCAAAGNGAATATACTTATATAAATATTTACTTTTGNGTAAATGN
GTTTTTTTTCTCTCTCCCCTCTTTTAGATTATAAAATGGGAATTGTGTAGCNTTGTAATT
ATTTTCTGACGCCCCCCCCCCGTTCCACACCATGTTATTTGTGTA
>CL4447Contig1
ATTTATTGATCGCTCACTCATACAACATTCATCCAGTATCTTTCTGCATGTTTAATCTGG
AGTTCGGGATTCTCACTTCTCCTTCAGTTTCTGCTCTTTGCGAGCTCGTGAAGACATGAG
TTTGAAGAACAGCGCTGGCCACAGCGTGCGCAGGTAGACGGCCACAGAAGGCAGCGTTCC
AGCCAGGAGAACGTCGCTGCTCCTCTGACAGACGGCCTTCAGGACGGCATGAGCCACGTC
CCTGGGGTTCTGACCAGCCGCGGTGGCTTTGTCCATGATTCCATATTTGGAGCCATCTCC
GGTGACAGCATTGATTGACAGGTCGGTTTGGATGTACCCGGGGCTGATGACCGTCACTGA
GATCCCATTCTGCTCAATCTCTGCCCGTAAACAGTCGAAAAATGCCTGAGTTGCATGCTT
GGATGCTGCATAAGCAGATCTGGAAGGAATGGCTATCTTTCCCTGCACGCTGCTGATGAC
AACGATGTGACCGCTTCGTCTGTGAACCATGGAGGGCAGCAGGGCTTGGGTAAGAGAGAT
GGGTCCAAAGTAATTTGTTTCCATAACTTCTCTTTGAACTGAAATGTGGGTGTCCAGTAT
GTTGCCACGGTAACTGATTCCAGCATTATTGATAAGAACATCCACGTGTCCATAACATTT
AAGGATTTCTTCAGCAGCTTTTCCTATAGTGTCTGCCTTAGCCAGGTCAAAGATAACAGT
GCTGGGGGAAAAAGTCTGCTTCTGAGTTGCACTGGTACTTGCTGTAAGCTCCTGCACCAC
CTGCTGAAGGCGACCTGCATCTCTTCCACACACAACAAGCCGTGCACCTGCAGCGTGAAA
GACTCGAGCACACTCTTTTCCAAGTCCGGAGCTGGCCCCTGTGATGACGACAACCAAACC
CTGAACAGAACCATTTGATCTGAGGCGGGTCAGGATCCGGTACAGAAGCAAGACCCCTAA
AGTGGTCAAAACCAGAGGAAGTGTTGCTCCCCCCATGACACGCTGCTTCTCCAACAGTCA
CTATTCCTTCTGTCGTGAAGAATGGTGTCGATTTAAAAAACATGTTCCGTGTAGGTTAGG
CTTTCCTAAAAGAACGGAAAAGGGCCCAACCTCTGCAGTTCGGCTAGCTAGCCTCAGTCA
GCAGTGGAGCAGGGCATGAGTACAGCCCCCGGCCATAAGGNCGGGTTTAAACGGCAGCTC
CC
>CL4448Contig1
CTTTTTTGGAAGTTACAGAAAGATCGAGTGGTAACAATAAAAAGCGCCAGCATCAGATTT
AAGAACAGTTTTCAGGATGACTTGCAGAAAAATGCTGTTTGAGAAAAATCTTGGATGTAG
TTTCCTAACTTTCATATGTTGTTTCTTTCAGAAAATTTTAAAGCAGAAACGGGGCTGAAG
TTGCAAGTTTTCCCTTAAATGCAACATAATGTACCTCAACATTTCACAAACATCTTTGAC
AAAAAAAGGGTAGCAAGAAAGAAATTTGTCTCAGTCAATATTTGAGCCAGTTGCTCATAT
AAAATGAAGTAATGTACTAGGCGTCCAAATGAGTCAGGCTTGAAAATCAGATTTTTAAGG
TTTTTTATAAAAGTGTACAGTTTTGACAACAACCCTATCTTTAGAAAAACAAACTAAAGC
AAAAGAAAAACATCTCTTATTTTAAGCCTCTCCAGTGCATAGCTTTAGCACCAAATTTGG
CAAAAAACACCAAGTGAGTCCATTTGTGTCCATTGGAACCACACCCCCTCACTGTGGATT
GAAGCTCCATCACTGTGGAGCAAGTGGGATGCCTCTAGCATCGGTAACTTGGCCTTCCTG
CAAGTTCTTCACTAGTTGTGCGAGCCAGCGCTTGGTGGTGGTGTCGTCCTTCAGCACCTG
TGCAAAGGTGTTGTCCTTTAACTGGTCTGGTAGACACTGACGAAGGGCCTCTCTGGCTCT
TAGGTTATCAGAGAGGCGAAGATAGCAGCGGACAACGTGTTTCAGCAGACGAGCTGATGG
CTCTTTGGAGAGCTGCAGCACCATCTTGCCAAGAATCATGGCGACATGGGAAAAACGTTC
ATAAGTCTGACATATGTAAGCCAACCCAGTGTCATCCAGCAGGATCTTTTGCAGTATGAA
AGTAGCAACCGTCCTTGGAGAGTTCACTTCCAGATNCNTGATGCGAA
>CL4449Contig1
GAATCTGGGGATTTTCAGTTGAACCAGTCTGTTTGTACAGAGCTACGTCACGGATCTGGT
TGATCACATCTTTATTACAAAACCGAAGCCTGATGAGGGACATGCAGCTGGTGAGAAGGC
TCCAGCTGGACGGCTGCACGCCACCAGACCTGCTGCAGGAAATCACACGCCCAGAACTGC
ATTCAAAGTTTTTAATGTTCAACCCCAAACCTGACAGAAATATAGATGCAACAAAAAGCA
CACAGCAGTGTTGAACACCCCCCCCCCCCCCNNAACCCNCCNAAAAAAACCNCNNCTNGN
AAGGGGNAT
>CL4450Contig1
AAAGTACAGGTGCTNGGTTGTGCAGCAGACAGCATCATTTTCTTGCGTTGTGGTGCCACA
GATATAAATAAACTGAAAATACTGAAAACCCAAGTGAAATGTAACGTTCTCCAGCGTTTA
AGCAGAGATTGGGCGAGAGCAGCAGCAGGGCGGGGCTTGCAGGGCAAGCTCTACAGGCAC
TCTATGGCAACGACCGCCGCACACCAGAGAGGTGACATGATCCACACAAAAACAAAAAAA
CATGGGGACTACAGCTGTGCAAACATCTGCCTGTTTGGAGCATGTCAGCATCTGAAGGGT
TAAAGTCATCCACTTGGATAGTTTCAATTTCAAAAAAACAAAAATCAAATCAGACTTATG
TCTTTGGTGTTGATGATGGGAGTGCTGGAGACTTGGATCAGTTCATTCTCAGTCTGGATC
AATAAATGGGTTGGAAATCGAGAAAACAGTGACAAAATTGGAGAGTTGGTGTCGTCGGAT
GACGAAGAGATGCTACAGGAGATCAAACCCGCGGTAGTGTTGACGGCTTTCGAGTCTCCT
CGCCTCGTGACACAGAGCTGTAGATTCACTGACACGGCTGCAGGATGTCATGGCAACCAG
CCGGGCTCCTCAGGTTCTGTCCAGCCAGGCTGAGGGGGAGGCGGGAGGAGCTGCAGAGGG
CCAGCGACGCCACGGAGCCGGGCAGCTCCTGGATGGGCGCCTCGTCCAGGTCGTCGATGC
GGGGCTTCTTGATGTGGGACTCAGGGCTGGTCAGGGGGGTGATGCTGTTCCTCCTGATCA



GGGTTCCAGGTCCCCGCCTCACCTCCTCCGGTCTGTCCCTGTGCGTGTTCACCGCCTCCA
CGTTCAGGTAGATGGACTCCACCTTGCACCCGTAAGCCACCGGGGTGAGCTTGAGCACCG
TGTGGAGCGGACACTTCAGGTAGGGCATCTCCTCTGCACTCTTATCCAGGAAGTAGGCGA
GCAGGCAGCGCATGACCGCCTGGTGGCAGATGACCAGCACGTTCTCCTGCCGCTCCAGCT
CCATGATGACCGGCTCCACCCTTTGAACCAGGTCCTGGTAGGACTTCCTCGTGCCGA
>CL4451Contig1
CCATTCGTTCCTTGAGATTTGAAGAGAAAATTCTGGTTGCTTGGTACATGGCAGCTGCAC
TCCAAGCTCTCAGGCTCAGTCAAATACAGGACCTGCTCCCAGTTTGCCAGCGCAGGAATG
ATCTTAAAAGCCTTTGGCAGTTTACCGCTGCGATATTTGGACAGAACCTTTCCCACACCT
CTATAAACCTCTGTAATTCTGGGGTCCAGCTGAGGCATGGGGCGCCCTGACACCTCCGAC
ATCACCGTCCCCACTTCGGTCTGCTTCTCAGTGATTTTCTCCATGATTATGTCTGCCAGG
GTCCTCCTCATTGGTGGGTTTTTATTCATGAACATCTCAATGGCCTTTTCGTCTTCTGGG
TCTACAATAATTTCAGCATCACATTCGGTTTCTGCCGCCCCAGAAACTGCTTCTCCCAGT
GCGGGCCACTCTTCATCCGAGTCTGCATCCCCAGATTCAGGACCAAGAACAGTGACCGGT
GTCGCCTTCTTCTTCTCCGGTACCAGCCCATATTCGGTCTGAAGCTCCTCTTGCTGAATT
CGGGCTTGCTGTAGGATTTTCCGCGACAGCCGCTCGTCTACGTAGGTGTCGTCGCTTTCT
GGCCGCTGGTCTCTGCTCTTAACCCGGTTGCGGGCTCGGACCGTGTCCGTCTGCAGGATC
TGGTCAGCCAGCGCCACGGATCCAGAGCTCTTTTCTCCTCCACCTTTAGATTTCTTCACT
TTCGGCATCGCTACAGCTCCAAAAAAATTTACAAGCTAAAGCCTGTCTATGCCTTTTTAG
TGTGTAAACACCCAGCTGTTTAGCACGTGCGGACAAACGGCATGCGCGACCCCCGGCCAT
A
>CL4452Contig1
GCGGCGCTGATGCTCTCAAGAAACCCCGAAGGTGGCGGATTGCTCTCAGAATGCATCCAT
AACCATCGACCTTACATCATATAAGCGTGACGCGGTGAAGCAGCGCGCGTGCCATCATGT
CGGGGAGGGGGCTGATCCTGCTGACTCTTCTGTCCGGCTGCGTTCTGTCGCTGCCGCAGC
CTTTGAGCCAGCTGCACCATGAGGACGTGGAGCTGATGAGGTGCATCGTGGAGGCGTTGG
CAGACGTGCTCTCCAAGCCGCGTGCAGTCCCTGTCAGTCAGGAGTGTTTGGTCAGACTGA
AGACAGACAGCCGGCTCACTGTCATCCTTCGTCATCACAACTTTCTGAAGGAGCTGCAGC
AGATCGCTGCTGCGGATGAGCAAGCTGATGCATCAACTGCTACCACACAAGTCCGTCACC
TTGCAGATGAATCTACAGATCAGTCCATGTTAAAGGCTTTGGGAGGCCCTGGAGAGATGT
CCATGCTGAGCCAGAGGAAGAGGGCAGGAAAAGGAGACAGAGGAGTCAAGAAAGAGGGAC
AAATGAAGGAGAAAGAGTCACAGGAGGGCGGAGGAAAGATGAACGTGACACGAGAAAGAG
GTGACTGGTCTGACGAAGAGAAACATGCTTCCACAGCTAACTCAAGTCTAAGCCGATCTG
ATGAAGAAGCCATGGACACGAGGTCTGAGCTCCTCTCACAAACCCACAGCAGCACCAACG
GAGGGGAGGACATGAAGGAGGAGCTGGCTGAGAGTCTGGGACGGTGGACCAACGGGGCCA
GGTCTCTCGATCTGAACAAGAAAGCAGCTGGAAAGGACCTGCGGCAGAAGGAAGTGACCC
AGCATTCAAGAGAGGCTGCAGGAAAGGAGAAGGGGGAAGAGGAAAGGAAGAGAGACGCTC
AGAGGGGTCCTGACAGAGTGCTTCAGTTTGTTCATGGAGCTCCAGAGAAGAAGAGGGTGA
TGGAGGAGGAGGGGAGTGCCAGCAGAAAGTCAGAGGAGATCGAGAGCTTGGCAGCCATCG
AGTCAGAGCTGGAAGATGCTGCCCAGAAGCTTCATGAGCTGCGGCAGGGCTGACAAAGAG
AACGAGGCAGCCTGAAGTCCTCCAGCCTGGATTCTTATCTTGATTTCTGTCCTTGAAACG
CCGCTCTGCTGTTGCCTTGCTTTTGTCCCTCACATAGACTAGCAGATGCACTCACACTAA
CACTTTCTCACACTTTGCACATGTGAATATTTATGTCCTTTCTTGATGATGTTTCTGCTT
ATGCGACCGCTTGGGTTGAGGTTCTGGACAATGATTCTAGTCAGACAATAAAGGCTGACC
CAGATGAATGACATCAACACTTTGTGTTTTCCATGACGAGATCCTTTTTACCTGCAATGA
AGAACACACTAGAATTTAATCAAGCCAAGGCAATAAGTACACCATTTTTGCAGATAAACT
GACT
>CL4453Contig1
TTGGCCTACGGGTGGTGGTTCGTGTTGCCCGACCGTTTAACTTTTTTTAAATAAACGTTC
TCGGAGAGGAAAAAAGCAGCAGCATTTTTCATTAAAACAGTTTTTTTTTCAGTCTCTCTG
CTCCCCTTATCTGTCTTTGGTGTTTCTTTGCGTTTCCCTGCAGCTTCTTAATGACAGTCG
GTACTGAAACACCCCCACAATCACGTCCGCCAGTCTTTTCATCCGTCGCCAGCTTCAGCT
TTACAGCCCATTAGCAGCATTTACGTAAACTCCAACGCAGCGTCCCGTGGAGCGGATCAA
AGAGCAGCAGAACGTCCTGTTTGGTTTCTCTTGATCTGGGATGTTTCTGTGGACCTGCAG
CTCTACTGCCCCATAATCACACATCAGGACTTCTGCTGCCCCGACTTTCCATGAGCCTGA
AAGCTCTTTGGGTTGTTTTTTCCACTGGACTCAGGCACGGGGGAGAACACTAGAGCTTTT
TTTCTGAGTGAGCCTGAAACCCGATCCACCCACTATCTGATGTGGACTGTTGTTTTCAAA
GGTTGCAGCGATGAGTTTCTGTGAAAAATGGGGCAGCTGCTAAATCCCAAATGCTGGAAA
CAAGGAACTATTGTCAACACGTGTGCTGGCATTTCCCTCTATGAGCCCTCACTACGTCAG
ATTTCCACATTTTTACTCTTCTCTTTGCTCTACGAGTCCTGTGTGAAAGGATGTGACCTC
GTGCATGTGGGCGGAAGGGTCTCAAAACGCGTTCAGACTGTGAAATGTGAGGTTTTAAAC
AGGCCAGTTTGAGAGTCCTACCTAACTGCAAGCATGTGTGAATGTTCTCCAGATGCTTGA
ATTGACCTCCATTCCAGCCTTTCTGCTCACGTTCATGACCTGCATGTATGTATTTTAGAA
AATG



>CL4454Contig1
GCCGGGGGCTTTTGAAGGTGCATGTGACTGAGTGTTTGCGACTGAGCGTTTGTGTGCACA
CAACAAAGAGTAATATGGAACTACTTCTGGCAACGAAGAAGTGATTTTGATTGCCTTTTT
TCTTTCTTCTTTGGTACTGAAAAAACAAACAAACAAAAAAAAAAAATCACCCTGTTCTGT
TTTGGTTCGGCTGTTCGGAACTTTTTCCAACTGAATATTGATTTGTGCGAAACGCCTGCT
CCTCTGGAACCAACACATTGTTGTTTATATGAAGTTGCTGCTCTATGTGGTGTGAACTAG
ACAGAACCAGAAAAGAACAGGGTCCTGCTCCCAGTCGGCTCTGACGGTAGAACCAGAAGA
CGCTGGCCGGCAGGGAAAACTTTGAAAAGCTGGAACATTTAGAGGCTCTGGGAAAACACG
GGGTGTGTTTGTTCAGCCTGATGTTCAGCGCAGCAGAAGACTTCCTGCTCCAACCAGCTG
TTCCTCTCAGACAGACTGGGAGACCAAAAAAAAAAAAAACTACTGCTGGACACCGACACT
GTAACTTTTTAACT
>CL4455Contig1
CCTCAACACCACCACTTTAGCAAAGATCAAGCGAGAATGTCAGCTAAAATTCTCAGCGGA
AAAGAAGTTTCGGCGCAAGTGAGAGGTCAGCTGAAGAAGGATGTGGAGCAAATGAAACTC
AAAGATCCAAACTTCAGACCCGGTCTGGTAGTTTTACAGGTTGGTGATCGGGAGGATTCG
AACCTGTACATCAGCATGAAGCTGAAAGCTGCAGCAGAGATTGGAATCAATGCAACACAT
ATGAGACTCCCAAAGACCGCGACAGAGGAGGAGGTGCTCCACGCCATCACAGAAGTGAAC
GAGAACTCCTCCATCCATGGCCTCATCGTGCAGCTGCCCTTAGATTCAATCAACAAGATT
GACACAGAGAAGGTGACCAACGCTGTGGCTCCAGAGAAAGACGTAGACGGACTGACCAGC
ATTAATGCAGGGAAGTTGTCACGGGGGGATCTCGGTGAATGCTTCATCCCCTGCACTCCA
AACGGTTGCATGGAACTGATCAGGCAAACAGGTGTGACCGTGGCAGGAAAGAGGGCGGTC
GTGATCGGTCGCAGTAAGATTGTCGGCGCACCGATGCACGATTTGCTGCTGTGGAACCAC
GCCACCGTCACCACCTGCCACTCAAAAACAGCTGATCTTCCTGAAGAGGTGGGTAAAGCA
GACATCCTGGTCGTCGGCATTGGAAAAGCAGAGATGGTGAAAGGAGAGTGGATCAAAAAG
GGAGCGGTGGTCATTGATTGTGGTATCAACCACGTTCCAGATGAAAGCAAAGCCAGCGGA
AAGAGGGTGGTGGGAGACGTCCACTTTGACTCAGCCAAGGAGCACGCGAGCTTCATCACA
CCAGTACCTGGGGGAGTGGGACCTATGACTGTTGCCATGCTGATGGCGAACACCGTTCTG
AGTGCAAAACGATTC
>CL4456Contig1
AGGCCGTTTGGTGAAGGAGTACAAAAGCCTCGCTGACTTCCAGGGGAACAGCAGTGACAC
AGTGGACGTTCGGAAGTTTTACCAAGGCTGCGGTCACGCCGTCCATAACGGCTCCTTCTA
TTACCACATTGCTGGGACTCCCAGCATTGGCAGATATGACTTTGACACCAAGAAGCTTCA
CATTCTCATCATATATGATGCCCTGTACCACAACCTCGCCTATCTGCTCCCCAACTCAAA
GACTTACTTCAAGCTGGCAGCAGATGAGAACGGCTTGTGGCTGATCTTTGCTTCTAGCGC
TGACGAGAGCATCATGGTGGCCCAGCTGAATGAGAAGACCTTCTCCATCGCATCTCTCAT
AAACACCACCTATCCTCGCTCCAAAGCCGGCAACGCCTTCATTGCCTGCGGAGTCCTGTA
CGTCACCGACAACAATGACAGCAGAGTGACTTTTGCGTTTGACCTGCTTAAGGGAAAGGC
TGTCAACGTGACCTTTGACCTGAGGTCCACTAGTGGAGTCCTGGCAATGCTCTCCTACAG
CCCAAAGGACAGGCTTTTGTATGTGTGGGATGAGAGCCAGGTCAGGCTCTTTGTGGTCCA
CTTCATTTCTGATGAGTGAGCAACACATGCTGTCGACAAAGGTTTTCTCCAAAATACAGT
CCTGATAGAAATCTTAAGATCAATTAAAGAATTGCATTAATTTGCATTTTGGGCGGCTAG
ATTTTAAAAATGTTTTAAGTAGAGCATCAAAATGTAATAAAAACGAAATACCCTTACACA
ACCTGAAGCTCCATTGTTCCAATGAAGGAAAAGGCACCCCATACCATGATGGTTCCTCCT
CCACTGTGCCGCGTAGAAAACATTTTAGGGGGGGATCTCTTGGTCATGACAGTAATGGTG
GAAGCCATCAGGACCGTCAAGGTTACATTTGATCTCATCAGAGAAGAGAACTTGGTGTTT
CCCTTGCAAAGTCCAACCAGGTAGTTTTGTGGCTTTGAAGACGCTGCTTGTGTTTGAAGC
CCTCCTCCTGCAGGAGCGGTCTGATCGTTACCTGGCAACAGTCAGCACCAGTGATGGCTT
TAATTTGGGTCAAGGACCGTCACATGTCTTGGTGAACAGCCCATTGGGTCCCCCAGTCAG
TGCCAGTGAATTTTAGTTGGTCTGACACTTGACTTTTTTGTTCAGTAACCCTCAGAATCT
TTTGAAAAATTCAGGCAACATTCAAAGAAATTGAGCGTTTTTGCCTTTGCCATCAAGAGA
CCTAAACAGGAGGATTACTTATTAGAAAATCCTATTGAAGGTTAATTTTGGTGCAAATTC
TGGCTTTTTATCAGTTGATGAACAACCGATTTTGTTTAAATTATTTTATTTTTTTTTAAC
AAAATGGCTTCTAAAATATTTGGTTGGTTTTTTTTGCAGTTTGAAGCTCTATTTAGAACC
TTGTTAAGGTCCAGCTGTGATTACTGCAAATTCTTTTCTTAGCCGATGTTAAGATTTTAA
TCAGGAGTAGAACTGCTGATGGATCTTCTGCTCCAGCTTCACCTGTGGCACAATCCAGTG
TTATGAGCCCAATGTTGGTTTTTCGCTGTATTTATGTCATATTTTTTAATGAGCATCAGA
AAAACTAATTGTGTGAAAACTAATCATTTTATATAAGCTGAAAATATCCCTTTTACTTTC
TGTCTGTAGTAATCAAATTAATTTGTCTGACTCCCCTCCACAGTGTTTGCATGTCAGCGC
CCTTTGACGTGTTTCTTTTTTAAAGATGTGTCCCGCGGGATGAAACCGCATGCTA
>CL4457Contig1
TCTTAGCATCAGCAGTCCAGGTACGCTTCAACTCATCTGCTGGTTACAACTTCAAAGTCG
AGTTTCGTCTATGATTCTCTATCCTAAATGCTTATGAACTCCCAGATTTTGTAACACAAA
ATAAGTATTTTTAGAAGTCAGAATATGGATCCCATTGTGATTTAAACCTGTTTTACATCA
TCTGCTGCTTTTCACTGCAAATGCNTCGTATGTTTGCACTTTGGTCATATTTTAAGCAGC



ATGCTTCCTNTGAGCCCTTAACCAAAATTAACTGGAACTCTATGNTCTTTCATTGTAAAT
ATTCTACATTAAACTGGTGCCCCTAAGATTATTGTTCTTTTTAATGTGCATAAAGGAGTT
TGACCTATGAACAACTACTGTGCTTAAAGATTCGTTATTAGATTGTTTTAATAGACTTAA
AGCTAGGTTTTCAGTTGCTTACACACACAGTCAGAAAATGACATCTGAAAATGTCTGAAC
TGTTTAATTACACCGCTTAAAATAAATGCAAACTGACCGTTTAATGATAGCTCCAGGAAA
CATTCAAGTCTGAGAGAAAGGTGTAGCATGAAAGTGACAGTAGTGCTGCTATCACAGGCT
TCCAAAATGACTTGTGTGTAATGGATAACCTCTTGAGGGGATGCTATGATCAACACGTTT
CTCCAGATTGTGGTTTTTTTAGTCTTAAAACACATGTTGATTTCAGAATGGACATTTTTC
TTTGTCATCTTTTTATTGAGAAAAAGCCGGTCGCCTATAAATTCACTGATTTTTTTTTTG
GTTCTGATTGGTTCCACATTCTGGTTTGTTTAATTTATTCCATTAACTATTTTAGGGTAT
TTGGAATGACCGTATTTCTTCACATTAAACCCTAAAATGCAAAAAAATACAAATAAACGA
TGCAATCATTTTTGAGCTGCAGTGCACGTCAGTCATCATTTCCTCTTAACTTTTCAAAAG
ATGGCTGATGTGTTCTAATGAAGTTATTGAACAGAACGGCGTCATGTGAGCAAACATCTA
AACAGTAGTATCTGTGCCTAAAACCCATAGCCTTCCAGTAAAATCAGCAAATAAAGACCT
TGTTTCAAACTCCTTTTAATTTTATTATTTTTTCATTAAATAAATGGATCTATGGAGTTA
AAGAAAAGCATACATTGATTACATTTTGGGAAGAAGTGTTTTGAATTAAAGGAGTTTTAT
TTAAATTTAAGTGAACTGTGATGAGACGTCTTTGGCATTCTCAAATGCTGTTTTGAAAAT
CTAACATGTACTCTCTCTCTAATGATCACACTGTTTGATTAAAATCCTTTCCCTTTTTGA
CTTCTTTGCTGTGATTGTATTATGTTTACCTTGGATGTACAGTGTAATTATGAAATAATC
T
>CL4458Contig1
TGATTTCTTGGTCATTTAATTGAGTGATTCAATATAAAACATCATCAAAAGGCAGGAAGG
AGAAGTAACAGCAGACAGAAACTCCGCCCAATGAGAGCATAGTCCAGAAAAGCCTGCAGC
TGCTGGGCTGCTGTGTGTTTGAACTGCTGTAAACAAGCTGAAAGATGCACTTCTGTGTTA
GAACTCAGCTCCACCAGGAGGAGAAATGCAGGTAAGACAAACTACAGCCATGACGGGTCA
CCCACACCCCAGCGTAGGGGACATTCCCACCACAGCCGTCCTGTTTCACCTCCTGGCTAA
GATCTGCTCTGGAGCTGCACCTCCTGCAGAAGCCTCCTCTCTCAGTGGGCGTCGGCTTAA
ATGCTCCAGGTGGGGAAATCCTTCATCGTTTCAGTTTAAAATGTGAAGACGTGCTGTTGT
ATTTTCAACATAAATGCCAGTTTCTTAGGATTTTAAATGGCTAATTTGACATCTTTTGCA
AATCTAGATTTTGTAGATTGGGGGGGGGGGTGCCCTTGGCTGTAGNGCCCCCTGCTGGCC
ACNATGCTGCACACGCNCCTCTAACCTGACAGGCCCTCCACACANAGGTGAGGCAAACNT
TTAGGAAACNCACCTGCNANCAAACNCTGCAAANAGTTTTTAAATCACAAATTAAAACCN
CCGGCANAGGAGCAAAAGGAAAACAATCCA
>CL4459Contig1
GGTGGCGCTGGGCTCTGCCGTGGTCGCTGTCCTGGGTTTTGCTGTCTACAGAGCTGTCGC
CAGGCTGAAATGACCGGGACCTCCCAGCTTTTATTTTTATCCTCATACTCCACCCATCCA
GACCAAATCTTTACCTGGACATTTCCAACATCAGCTGACTTTCCAAGGAAAATATCGGAA
ATTCTTTCTGACTTAAGTGTTGCGATCCCCAACGCTTTTCAAAAGCAGTTGAAGGCAGAT
GGTCAGAAAATTCTCCATGCTGCTATGCCCCGCTTTTCTGCCTTAACTCGTCTAACCAGA
CTGAAGAGAAACACGGTCTCTCTGGGTTAAAACACACAGAAATAATTCTGCTAGTGTCCA
GAAAGGTGCGTCAATAATAGGATGACTTTCAGTATAACTCTATTTAGGCAGAAATACCAA
GATTTAGATTTCCAATACAGTGTTTAGTGGGAAAAAATGCCAAAATAAATCAAACCAAAA
TGGAAGAATTGAAGTATATTTTAGCAAAGACCATGTTTAAGTGCTCAAACTTAAAAACAA
CATAAAAAAATAAAGAATATTTATCTGATTGCCAAATCATATGCAGAAATGTGAAGTTGA
AGCATGTTTTGCAACAGCTGCTAAACTTCATCTCAACAGGTTTTGCATCGAGATGCTGGA
AAATAGTATTTTTGCATGAAAAGAACTAGTGACAGATGAACGTCAGTGTCTCTTTTTTAA
AAAGCCAAGGAAACTTTGTAGTCTTGAGGTTCTTTTTCTGTCCCGAGTTCACATGATGGT
AATCTGTAATCCTGTTGCCGTACATTTGACACACCGTGTTACTCAATCCGCCGTTTGTAT
CTTTCTCCACAGAAATGCGGTGTTGCTTTCTGAAGCTGGAGGCCTCATGTTTGTGTAAAA
AGAAATTCTCTGTGAGACCTTTTAAAAACTTTTCTCAATGAAAGTGACCAGAT
>CL4460Contig1
AGAAGCTATGTATTATTTAAATGAGTTAATGGATTTTAGTATGTTCTTAAAGTTGAACTA
CAAACGTAGAAAACAGAAAATTGTTTAAAAACGTAGAAATAATTAATGAGTCAATGCTGA
GGGCAGATGCTCTTTTGTTGTGCCTGTCGTAACTGTGTTTTCACACACAAAAAGATTAAA
ATAAGGCCCAGAGAAAAAAAAGAAGCAGCTTGAATAAAAGAAAACAATAAAGCAGGCTAA
CAGTTACCTGCTCCAGATTGCAGTTTAACAGCTTCATGTCGTCATGGTCTGTAGCTCTCA
TCTCTGTGCCGCCTGATTAACTGCAGCTAATAGCGTCTCCGCAGGGTGCCTGTGTTCAGA
CCAACCTCATGCCAGCTGGGTTAGGAAACCAACACGAAGCAGGAATAACTAAAGACCTGA
TAAAAATAAGTGTTACCACTTCTGACCTAATGTCATCAGAAAGAGAGTTCCACATGAAAG
AGTGTAAACCAAGGCTGATAAGTGTTCCCTACTGTTGCATTTCAGTGGATTTGATGACCC
GTTCATGGTGCAAAATTTAACAATAAAAGGCATTTAAAAAACATCAATGATCTATGTACA
GATGTATGTACCTGTGATTTCATTGCATTCTATGCTACAACTGTGCAGACTACTTCCAAT
GAACATTATACTCCATGCTGGCTCAAGTTGATGAATAAATGTTCATTTTGACCTGATTTG
TATAGTAAAGAAACTCCAAACCTGCTGACATTTCTAAGTATTTGCTATGCCCACAGAGTT



TCAACAAATGGCTGTCAAAAATCTTGAATTCTCAAACAATCATTTCAGATGATATGAAGC
TTTCCCCACGCCCGATACTGTGCTCGGGGGTGTCCTGATTGATGTTCATGGTCATGTAAG
GAGGTGGGCCGTCATTGTTGGGATCGTCCCACTCCAAAGGAACAGTAGACTTGTCATGCC
ATTGCATCTCGCCATCATCTCCATCATCAACATGGTCGTCATCGTCTTGATGGGAGTCAA
GATCCGTTACTGGTTCTGGGGCCTGGTTGGAGTAGTTCGGGCTTTGCAGAAGCCTGCCCC
CTTCACTGGTGTACATCGTGTTCACTGGCTGGGACTGATAATTTACAGTCTTCTTAGGGG
GAGGGGGCTTGTATTTGGGTGGACCGTCTCTGTTCATGATGGTGTTCTTGTGCTTGCGGA
ACACTGCAATGACTGTTCCAATGATTGCTATGATTATAATGACCCCAATGATGGCTCCAA
TGATGCTGCCAGTGGTGGGACCTTCAGCTGGGAGAGGTGTTCCTTCAGGAGAGGCAGCAA
GATGATTGAGAATAACTCTGTTTCGCAGCATCAGAGGAAACTCTTGAGTTTTTCTTTTTT
TTTTCTTTTTGCTTGTAAAAAGCACAGCCTGGCATTTACAAACCGAGTTAGCCTGTAGGT
CATGGTTTCCAACCAGTGCTTTCATGTTTCCATGCTAATGTGAAGTAGGGCAGAACTTGC
AATCCCCGGCCATAATGCCCGGGTTTNACGCCGTC
>CL4461Contig1
AAAAGAAGTGTTCCATACTGTAACCCAAACAGTCTTGGAAATGTGATCTCTAAGCAGCTG
ATGATACCTTGGGCTCACTTTGGTGAAGGTTTGTGCAGTGTTTGGGGGGTTTCAGTTAAC
TCATCCACTCGACCACGAGCTGCGTGCCTTTTTAATGTTGATTTGCACCACAGCCTGAGA
TGCCTTCTGCTGAGGCTTGTTGTCAGTATGCTTCATTATCCCATTCTGCTGTAAGTGCCA
GAGTTGCATCTTCCGATTTCCCATGATCCTCTTAGTGTCAGTTGAACTTAGGTCCCTCCC
ACAAGCTGCATCTATCAGAAAAACTTCAGTCTCTTTCTACTCATCAGTATACAGGTGTGA
GAGAAATAATTGCATGCAACCTGATTATTATATTTTCTTTAGTGCAGGAACACATGGCAC
CTTCTAGAAATAGCTCTGCCTCTGAAACGTTCTGTAGATCTTCACATGGTGTTAAGTGCA
AACCCATGCGGTCAGTTTTGTTCGTACAGCCTAAGACATTTGATAGAACCTGGGCCAAAG
TCATGTATTAGTGCGAATGTCAGACAGTCTTTGTTGTGAAATCTTCATATCGTGCCTAGT
TTGAAAAAGGGAGAACGCTGTTGAATCTGACATTTTGTTTCTGAAGTTGCACTTAATATT
TATGAAATGCTGTGAATTCAAGTTCATTTTTTGTAATCCTTTCTTACCACACTCTTTGAG
AAGCACGTCATGTACTGCATTTCAACTTGTACTCTGTAATTTTTGAAGGGCAAGTCCTAC
ATTGTGTAGCTCTTAATCACTATTTTTGCACTTGTTTTGTACACTTAATAAAAATGCTTT
GCTCCAAGGAAAAAA
>CL4462Contig1
ATTCGGCACGAGGCTTATAAGTACACGCAGTCCTTCCCGGTCTGATTCACAGTACCTCGC
GCGCTTTGGCAGAAACACACACAAAAAAAAGAAAAAGCATCTGGCTGGAAGACTCTCCTG
TCAACCACAAAGAAAGACGATATTTAGCTTTGCGGCTTAGATAAAAAGGTGAGCAACGAT
GGTTCACGAAACCGCCTTTTACGATCTCTTGGGTGTCAGCCCAAAGGCTTCAGCGGACGA
AATCAAGAAAGCCTACAGGAAGCTTGCCCTGAAATATCACCCCGACAAGAATCCGAATGA
AGGAGAGAAGTTCAAGCTCATTTCTCAAGCATACGAGGTGCTGTCTGACCCAAAAAAGAG
GGACCTGTATGACCACGGAGGTGAACAGGCTATCAAAGAGGGCGGCATGTCAGGAGGCTC
ATCTCCCATGGACATATTTAACATGTTCTTTGGAGGTGGAGGAAGAATGCAAAGAGAGAG
GAAAGGGAAGAATGTTGTTCACCAGCTTTCTGTATCGCTGGAAGAGATGTACAATGGGTC
AACAAGGAAGCTTGGACTTCAGAAGAATGTTATTTGTGAGAAATGTGATGGTTACGGTGG
CAAAAAGGGTGCCCTGGAAAAGTGTGCAAACTGCAAAGGAAGAGGAGTTCAAGTCAAGGT
GCAACAGATTGGACCAGGCATGATTCAGCAGATCCAAAGCATGTGTCCAGA
>CL4463Contig1
ATGACGCCTATTCTTAAAAAACAATAAAACTCTATGGTACAGTGACTGAAAATTCTCATT
TCATGACATTTAGACCTGTGTAGAACTTTCCTTTTTCTGAAAGTAAGTGATTCTGAATTC
ACATGTTTAATTCACACAAACTGAAGCAAGAGGAAATCCTAAATCACACAAAAAACAAGC
AAAAAGGTGCAATTTGTGCAATATCTTGACATGTACTGCTACAGGATCAGTCCAAAGAGG
TGCTATGTTCTTCAGACTCTAGTATCGTCAGACCAAAATATATTTTTCTCTGTCTATGTA
ATGGGGAAGAGTGAAGTGTTTTGCAGGTGAGCTTGTCCTTTCTGGATCAGGAAATTTACA
TGTGAGAGGTCACTCTATTTCTGTATTATGCAGTAGAAGACTTCTTTTCACTCCTCCTTG
CAACATTCGTGCTCCAAGACTAATGCCGGTGATGCCTTCAAGAGGGTTAAACTTTCGCTT
CCTAGAATCTGGAGGTTCAAGTCTCTCTCTGCTTACAGCATCCAATTGTTTTTTTCTCTG
CTCCAAATTTTGCTTATGCAGTTCTGAGAGCTGCTGATGCCTTATGAGCGCCTCTTTGCT
TGGAAACTGCCTCCTACATAGCAGACAGGCAAGTTTAACCCAGTCTGTCATTTTTCCCTC
CTTATCTTCTTTATCTCCTTCTTCTTCGCTGTCAGTTTCTGCGCTGTAGGCTGGGACCAG
GCCGTGCTGTTGAGGAGGCGATTGTTCTGTGCTTTGTCGCAGTTGGTCCAGAAAACTTTG
AGGCCTTTCTGACAGTGCCCCCTTTTTCTCTAGTACAGCGTATCCTGCATCTGCACTTGC
AGACTCCCTCTGATCATCCAAGCGACTGTGGCCTGGAGCCCGAGTGTATCCAGGTGGGAG
AGAAGTGGACTCATCGGCAGACGAAGAACCAGATCGCATGTTCTCCTTTTGTCTATTGAG
GCTTTTGGCCCAGCGTTCCATATCTTTTGCAATCTGTTGAGCAGTTTTGCTCTTTGGCTT
TTCTTTCTTTTCCTTGCTTCCAGAGGTGGAAGACTGTGACTCTGCAGAAGCTGCATTCTC
ATTTTCAGTGTTTGACTGGTTAGCAGCAAGAACGTAGGTGTGTTTCTCCCCATCCCAGTA
CATGTACTGCTGAGAGTGGGGGTTGTAGTAGTACTGAGAATTTGGGTCATAGTAGAGTCC
TGTGAATGGGTCATAATAGAAGCCAGAGCTGTCGTCATAATGATATGTAGACACATCTGG



CACAGGGTATTGCTTGAGTTCATGCTCTGTGCCCC
>CL4464Contig1
TTTTTTTTCGTGTTTGGAGTGTTTATTAGTCTGCTGGTAAATGTTTAGTCCGAGACAACA
GGAAGTGAACTAATGCAGCTGAGCACAGATGACAGTCATCACTCCGCCCACTTTATGTTA
GCAGTGCAACAAATAGTTCTAAACATTTAGGAAAACAGCTTTATAGCAACACTGTCACCA
CATGGAACTAATAAATTAGACAAACGTGGAGTAAAAAGAATAAATGCACATGTTAAATAT
GTCTGCAGAGCTTCTGTAACAGTCTGTAGAGACATTTAGACCAATGAAGGCAAAGGGCTC
CAGCTGGAGCCGCATCTTAAAGTGATCATTGAATGGACAGGAAAACATCACTGCACTGGA
CAGAACTGAGTAACAACTACTACTTTAGAGGGTTTTTTGATGGCTCCAGTTTGACATGAA
TCTGTCAGGAGGGACAGCAGCTGAGCGTGGACCGAAACGGCGTTCACTCCCACTGCTGAC
GTGGAGGGTAACAGACAAGTCCACAGCTTGAAGGAGATGCTGCAGGAAGACAAACGCGTC
TCCTGATGGTTAAAAACTGCAAACAAAATGGCAGAAGTACGAACACACAACCAGGCAGCA
GCTTTCCCAAACCCTTTTTCTCCAGCCCTCATTGTCATTGTGGTGGCTTTTCCCAGGAAA
ACTGCCCTCCTCCAACCATTACCCCCGTTAGAGCCATCCTGTCTGCACTTCTTCCCAGCA
TGAACAAGGTGTGCTTTAGAAATTCTCACCTCTGTGCCAGAAATCCAGGGAATGATCTGG
ATTTCAAATATTAAAGTTGGGAATTTTGTGAATATATTTACACATGGGTTGTCACTTAAG
TTACTACCAGAGGACGCATCTTTCAGGACAGATCTACGGTTAAAAACCAGAAAAGTTAAA
CATCTGTAACTCAGGGCTTTGCTGGCAGTTAGTAGGGGAGTGGTAACGTTAGAAAAAAGA
CTGACTTTTACATCATTTCTATAAAATCAGACCCCCAGAAACCAAAGAAGACACATTTGT
CCTTTTTTTTTCCATTTAAAGAGGTTAAGACAATTCCAGTGTGGACTGGGTTTGTCCACA
TGAACCGTCTAAAAATCAAACGCCCAACGGGGGAACGAGACATTCTTGTTACAGGATCAT
CTGGGTTTCCCGGTTCCCTTTTTTTCTCCCAGATGAAGGAAATGGAATTCCCTCCACTCG
AGTCTCGACCAGATCTCTAAGGTTAAAAGCCAGCCCAGACTCCTGATTGTAGCGTGGACA
GTGTGAAACTACACGGAAATCTGCGTGTCAAATCTAGCAGTGGTTCTGAGGGTGACTGGA
GCGGCCGGCTCAAACACAAACGGCGTGTAAGATGCAGTTCTGCGATTGGCCAGCGGCAAC
AGGAAGCACATTCAGTCCCAAAAACAAAACCAACTGAAACGGTCCCAGTGTGCTACAGTA
AGACGAGGGACACATGCCAAAAACACGAGCAGGAACAAACCCAGACGGGATTTGATGGTT
TCTTCCCTCTTTTCCAACAACTGAGCCGACTTCCTGCAGCCAAGACTCAGAGGAGAGGTT
GTTTGGATCGTTGGACAGCGTGTCTCCTGACACACACACTCCCTGTTATGCTCTATAAAG
CTTAAAAACATCC
>CL4465Contig1
TGAAGTCTCTTCATCTTTGTCCATCTGCTCTTGTAGATAACCGTGGTAACGACGTCTGTG
ACCAGAAGACTGGGTTAGACATTCCATTAGAGCTTCGGTCGGGTAGTGAGGTGCAAAAAC
GGAGGCAACCAGTTGTGTTTCAGGAACATCCGTAGATAATACGTTGGAAAAATCCCAGCA
AGGACTGACCTGATCGTGCATTTTCCTTATTGATCATTGTGTGCATATTTTTAGATTAAA
ATGTGTATATTGCATGATTAGGAATGTACACTTTTTATTTCCCTGTTTGTTCATGTTTAC
ACAAACAGAAACAAGTCATTCCATACTGTCCTTTTTTTCTTTACTTTTATTAAATTAAGT
TTACTTGATCTTTCTCTTTTTGATCATATTGTGTTTTTATCAATTATAAGTTCTGGCTAT
TAAAGTTATGTAATTGAATGTTTTACATTACTGAGCACAGGGAAAAGAAAGGGCTTCTGT
TTGGTGTCATTACTCCCACGGGTGTGGGGCTAAAAAAGTGATGTTGAATAGAGGAGGTCA
CATGAAGAAGCGTACTGAGAAACATCCCAAAACTCTGAAGTTTCGTTGTAGTTGCGTATT
TCACAAAGTCGGGCTTGTAACATTGAATTATACTCTTAAAAGGACAGATATGCAGTGGTC
ATGTCTTTTTTTTCTCCATGTTCAGCTACAAAGTTCACAATGTACAATGCCATGATTGAA
AAGGGGACAGCATAAAACACTCCTTTTAAAGAAAGTCCACTGAAAATTGGAAATAAAGAC
TGTATGAAGCTGCTGTAGTCTTTAATTTTTTTTGTAAAAACAAAAGGATAGATATTCGTC
TTGCATGTTCATTATCTACATTACATACTTTAAGGATGAAATTGGAAGGAGGTTTTATTG
TTATAATGCTGAAATATCGCACATTTATTGTGATTTACAGCTGCTGTCAGATGATATGAA
CTCCATTACCCAGAAGACATCTGAACTGTATAAGTAATCGACACTTCTGGTGACTGACAG
CGAGCAGCTGTGTCGAGAAACGTTTAGAATTTATGCGCACTTAGTCTTTCCTTATTTGTT
TAGATTAGCACAACTTTATCTAAATGACTTTTATAACTTTGAAACGCAAATGAGGATCCG
CGCTAGCATTGGGCTGCATTTGTAGCAGGCTAACTATATTCAATTGTTCCGGTTGACT
>CL4466Contig1
GAGGAATTCGGCACGAGGAAAANACCTCCTGTGTTGGTGTCGTACTGAGCTGACTCCAGT
AAAAACGCACAAGCTTGCTCTGGTAAATTAACCAATTATTCACTAATAAATTACCGACTG
GGTTGTCTGCACGGAAAGGAAGAAATCACGATGCGACATGAGCTGAGGAAGAATACGATG
CAAGAAGAGTCAGCTGTCTGACATGTTCGACCTTTGAGCGATCCTGCAAAACTGCATGAG
AAAGCAGGATTCTTCAGTGATCAATACATCCATGCGTCCTTGTGATGCCACTGAAAGAAC
CGAGGCAGGCTGCTGTGAAAAAGGAAGGAGCTTTCTTGCTGAATTCTAGTCATCTCTCGT
AAATATGAATCCCAGCATGCTTTGCGATGACCTGCCAGCTGCTGATGATCCCATGGATGA
CTGGCTCTTCCTGTCGCATAAGTCTGTGGAGTTTCTGAGCGATACAACATCTCTGCAGGA
GACGGGGGACAAAGGGAAACTTAAATCCAAGCTGGTTTCTGTCTGGAACAGTGTCAAATA
TGGCTGGTCCTTAAAGCAGAAAACAAAATTCAGCAAGAGCTCTCCCCTGATCTTACTTGG
AAAGTCGTATGAGCTCAAGGATGAAGCAAACAAAGAGCGTTTCCGTCGCTCCTTTGCATC
CCTCCTGTGGCTGACGTACAGGCGGGGCTTCCCTCAGCTGGCTGGCTCATCCCTGACCAC



GGACAGCGGGTGGGGCTGTGTTCTACGGACGGGTCAAATGCTGCTGGCTCGAGGTCTCCT
CACACACCTGATGCCCCCAGGCTGGATGTGGTCGGTGTGGTACCGGGCTGTGAAGGATGA
CCTGGACCTGCCTCACCATGCAGACTGCACCGACTGCAAATCAAACATGAGGTGTCGATA
TCAGAGCCTGGGGTCCTTGTATGACAGACCTCTAGAGGCCATGCACAGAAAGGTGGTTTC
CTGGTTTGCAGACCATCCTAAAGCCCCCTTTGGGATACACAGGCTTGTGGAGTTGGGTGC
AAGTTCAGGAAAGAAGGCCGGGGACTGGTACGGCCCGTCCATCGTGGCACACATCCTACA
GAAAGCTGTGGCGGCTTCAGTCGACCTTCCCAATTTGGTGGTCTATGTTGCTCAGGACTG
CACCATCTACCTGCAGGACGTACGGGGGTTATGTGAGCGGCCTCCCCCTCACTCCTGGAA
GTCTGTCA
>CL4467Contig1
CCCACAGGNAAAAAGCTGGCATTACAAAAACATTAAAAGCTTTGAAAAAGAAAAAAAACT
TAAATTACAAAAACAAAAGCTTTGGAAATAAAAACTATGTCCAACTGATGTAAAGAAAAA
AATATATATATATACATGTACACATTATAAAAACAGATCATTTCCCCATGGCACTCAGGA
TGTTCGCCTTTAAAAAAGAGGCAAATCTCTTTTCTGTCATGCCTTCTACTTTTTCCAGAT
CTTCCAACTTTGTGAATTGGCCGTTAAGCTCTCTCCAGCCCAGAAGCAGCTTTGCCTTCT
TGTCCCCAATCTGCTGCAGACTTTTGAGCTCTTTAACACCGCCGCTGTTCAAGATGTGCA
GGATTTTCTGTTTTGACTGTTCCAGCATTTGCGTGTCTAGTTGGGACTCCCAGGAATTCT
CCTTCATGTTCTCCTTACCGTCTGGGAGCTCAATCCTGCTGGAAAGCTCCCTCTTCTTGA
CACAGACGGACTGTTTCTTGAAGACAGCAAGGTGGACAGGAGGCTGCAGCTGAGACACTT
GCAGGGGTTGGACCACAGCCTGCTGCCTAGCAGGTTTTCTCTGAAGAGGAGCCGTGGTGT
TTTTGAAGACGGGCTCTTCTGCAGAACCGGGGGTTTCTTTGGCCACTTGGCTGAAAAGCA
TGGCTTTACTCTCAAACTCCTTCTGCTTC
>CL4468Contig1
CTGCAGGNAATTCGGCACGAGGCTTTTCCTCTGTCCTCAGCAAACACAACTTATATAAAA
ACACTTACATGAAGCAGCATGAGTGCTAATGAGAGCAATGAAACGTCTTCAGTTTCGAGT
AACTGCCACGCTTCGACACCTAAAGAAAGCGAGAAAGGCAAAAAGGATCCAAAAAGAACT
CCTCTATCACACCTTAAAAAAGTACACTGCTCTTTTAAGTCACCTCATCATGTAACTGAG
AAAGCTAAAGTTAGTCATGAAGGGGAAGTGGCAGAACTGCAGAGGAGAAGGGAGCAGCTG
GATTCAGAGATAGAACAGCTAGAGGCTGAAGGATACAAAGTAGAGGAGTTGGAACACCAT
ATTAAAAAGCTGCATGAATACAATGACATCAAAGACATTGGACAGTCACTTCTAGGTCGC
ATTGCTGCTCTTCGGGGGACCACCACACGAGATCTCTACACACAGTTTGACCTTGCCCTG
GATGACTGACAGAAATATGAGGAATACCTTTTCCAAGCATTTCGTCTTCTAGAGAACAAC
AGATGTCAAAATAAAAGTCTTTTCATTTATGAAAAAAAAAA
>CL4469Contig1
CTCTTCTTTGGTTTTTCAAACAGTTGATCGGATGATTTTAAGGATTTTATTAAAGAAAGA
GGAACTAAAGCTGTCTGAAGATGAAGAGCAAACACTCTGGTATGTTGATGACATGATTTC
AAGAATTGTCGAAAGGAAGGTAAAGGGGGTGTCTGAAGATGTCGAGACAACACTCCAGAA
GGTTGATGACATGCTTTCAAGAATCATCAGCGGAAGAAGGGAGAAAGGGACCTCTGAAGA
TTCCGACCTAAACCTCACGAAAGATGAAAAGAAAAAAAACAAGAAGGTTGATGACATGAT
TTCAAGAATCATCAAAGAAAGGAAAAGGAAAGGGGCGTCTGAAGATGACGAGGAAAAACT
CCAGGATGTTGATCGGATTATTTTGATGATTTTAAGAGAAGTAAAAGAAATTAAGCTGTC
TAAAGATGAAGAACAAAAACTCTGGACAGCTTATCAGATGATTTTGAGGATTTTCAGAGA
AAGGGAGGAAGAAAAGGCGTTTGAAGCAGGTTCTGACCTCACCAGCAGACCCAGAGATCC
AGCTGAAGAACCTCTCAACTCGTCTTCATCAAGATTTAAAAATGAAGATCCAGTGTGAGC
TACTGCAGAACAGGAAGACATTCATGTTCATCAATGTATCTGATGAATCTCCATATCTGC
TGGAAAAGCAGAACAACTTTATATAAATAGACAATTTTTCTTTTTCCTTTTTATGCATTT
ATCCAATGTAAAAAAGCTAATGACGTTACGTGCAAAAACAAAAAGTAAAACAAAAGGGGG
TTTGAGCTTCCTNCTTTAAA
>CL4470Contig1
GTTTATTTGATGNATATTTTTACATAGGTGGAAGTTTCCTTGAATAAATGTTTCTTTTTT
TCTCTCTCCTGAAAGTCATTTCTATTCTGGTTTATATGCCACAGGACCAAACGTTCGCCT
GCTGTTGATGTGTCTGATGGAATAAAAAAATATAAAACGGTGAGTTTCTTGACCGATGTA
AAAAAAACCGAGCACAGGTAAGTCCACGCAGACCGAGTAGGGAACCATAAAAAAACGGTC
TGAGGCTGTTCAAGGTGCAATTTCTCTGTGGATGCTGGTGGTGTTTAGGTGGACACACTT
GGCTGATGTTACTCCATGATGGCTCTGTAGATCACAGGCTCGATGTAGTCTCCACGGTAA
CGGGAGTTGATGACTCGCTGCCGTTTTGATTCTCGGATGATCTCCTTCTCTTCAAAGATC
CCGTCGAACCTCATGTCTGAGGCTTTGGACAGTCTGGACTTGACTCTCTTGGGAAGTTCT
TCATCTAGAGTGTAGACGTCGTCTCTCTTAGCTGTTAGCTGGGACCCATCTTCAAATTCC
ACCAGGTACATTTGAGTGATGTGAGCTGCCACAAATTTGGCTCCGTACACCAGCCCGTCT
GTCCACCGCACCTGAACCACCTCTCCTGAAGGCGGTGGCCCCAGCTGAGCGCAGTCCCGG
CTCACAATGTCCTCTGGGAAAAGGTTATCGCTGAAGGAGCCATCATCAAAGTTGACCTCG
TAGAAGGTCTCCTTGGACAGCTGGACCACGTCGCATTGGTAATAGCGTCCATTCTTGTGT
TTGCAGATGACCTTCTGTCCCACGCTCAGCTCATGCATGGCAGCTTTGTTCCTCTCGATC
TGGGCGGGGCCTTTGTGGCGACAGCAGGTGACGTGGACGACGAAGGGCCACTCTCCGGGC



TGCATGAGGACCCCCCCAGCCTGAGCGCAGGTGGGGTGGTAGGCAGTGGGGCAGCGGCCG
TGCGAGCATTGAACGCAGCAGCCTGACGCCTTCTTCATCCTCTTCCAGCA
>CL4471Contig1
GAGGCAGCAGTTAAGGCCTTCTGGGCCAAAGTGTCTGGACAGGCAGATGCCATTGGCTCA
GATGCTCTGTCTAGGATGCTGGTGGTCTACCCCCAGACCAAGACCTACTTTGCCCACTGG
AAGGACCTGAGCCCCGGCTCTGCCCCAGCAAAGAAGCACGGGAAGACTGTGATGGGAGGA
ATTGCTGATGCTGTGGGCAAAATCGATGACATTTCCTCAGGTCTGCTAAACCTCAGTGAA
CTTCATGCCTTCACCCTGAGAGTGGACCCCACCAACTTTAAGATTCTTTCTCACAACATC
CTTGTGGTTATGGCCATAATGTTCCCCCAGGACTTCACTCCTGAGGTCCATGTGGCTTTG
GATAAGTTCCTGGCTGCAGTGTCCCTGGCTCTGTCTGAGAAATATCGATAAAAAGCATAA
AAAGAGCAGAAGCTGCTGCTAAATAAAAAGACCAAATCCATGAAAAATAAAAAAAAAA
>CL4472Contig1
TTTATTTTTAAATAGTAGGGGAAAGAACAATAAATGTATATTATTTCACATGCTTATAGC
AATCAGGCATTTGTGGCACATGTCAAACAATAAAATGAAGACATTTTCCTTTTCACAGGT
TGGGAAAATCTTCCTTCATAAACATGTAAATGAATACTTGTAACAAAGAATGCCATTGTT
CAACTTCACATTGTAAAGCCAAACCTGCAAAAACACTTTTGCTTTTTCCACTGCGCTTTG
GGACATCAAATTTAACAGAATGAAATGTAAGCACCTTAAAAGGTTTCATGGAAAGCACAG
GAAGAAATTTCAAACAAGTGTTACAACCTTTGGCTTGCTCNCAACACACTTTTCCTCTGC
TGCACATAAGATCTTTTCTACAGTCTGCTGCTATTAGATGTCTGGAGGAGTGCTCCCTGC
AGAGGTGAGACCAAAGATGCGGGTAATTTGGCTTTTAGCTTCCCTGTGCTTTTTCTTGCA
TCCCCTGCTCTGATTCTACAGTTTCTCCCTGGCTGTCATCCTCTTCAGACACCTTGACCA
CGGTCTTCCCTAAAACATGACCGTGCTCCAGTTTCTGAAAAGCCTGAGGCACCTGACTGA
AAGGAAACTGGGCCTCCACCACTGGCAGGATTTTCCCACCATCTACCAGTGTGCTGATGT
CATCCAAAGCAGGTCCATCTGGAGCATAGAATGCCCACCTGTAGAGAACTCCTCTGGATA
GCATGTTCTCGAATGCCTTGTTGTGCAGAGCGCAACCAGCCTGAAAGGTCCCATCCACCA
GGCCCATGGAGTCAGTGTTTAGCAGTAGGGGCGATACCAGCGTGACGTACTTCGCCCCCG
ACCAGGGCTTTAGCAGGCCCATCGCCCACTGCTCTGTGTCCCCTCCTACATTGTCCAAAA
TGACATCAAACTTTGGCATCAATTCTAGTTGTTGAGGTGCATCTTCAGCGGTGTAGTCCA
CAACCTCATCAGCCCCCAGTCCTCTGACAAGACCCTCAGCGTTCTGGGAGCAGGTAACAG
TTACATGTGCACCCCAAGCTTTTAACAGCTGAATTGAAAATGTTCCGACTCCTCCTGATG
CTCCGGTGATCAGAACTCTTTTATCTGCGCAGCTTTCTCTGCAAAGACCACCTGCGTTGA
CAAGTGCAGACAGAGCAGTGCTTGCAACATAAGGGATGGACGCTGCTTCTGCGTGACTCA
AAGATTTTGGTTTGTGGGAAACCTCATACTCTGTTAGCTTCACATATTCTGCAAGGCTGC
CTTGTTTCCAAGGAGGAATGGCCGCCCACACCTCATCTCCAGGAACAAAATGTGTAACTC
CAGATCCACAGTCGACCACTGTTCCTGACACATCACGACCCAAAATCAGAGGAAATTCAT
TTGAGCTGCTGAGTACAGATGAAGGATCTCTTCTGAGGTTCAAAAGTGTAGCTCCATATC
CCCCCCTCATTGCTACATCCAGAGGGTTCAGACTGGCTGCGTTGACTTTTATCATCACCT
CGCTGGAGACATTTATAACGGGAAGACTGATTTCCTCTGTAAATCTCAAAACTCCATTAG
AGCCAAACTGATCAATGACACAGGCTGACATGTTCTGCAGCCTTGAAGGTGAACTGCAGA
TATTCCTTTTTCTGGAGCACGCACAGATCCCAGACCGGACTAATGTTTTCATCGCGTTAG
CAGTTTTCGCATTTAGCAGCCACAAAAACCGAATCGACGCCATAGCCCTAAAAAAAACCC
TATTAAAACCGTGTTCTAGTTGTCTACAATATCGGTTTTGCTCTGACAACATTAAATCTG
GACTTATTTATAAGCTAGCAAGGTAACATTAGCATGCCTGTGTGTCCCCTACAACAAAAG
CATTCATGTAAAAAAGGGTAAATGAATAAGCGACAACAAATGTGAGCCCTATTTATTACA
TTATATTGAACAAAAAATAGGACTATTAAATACCGAAAGTTTGGGGAACGATTCTTATTT
ATGTCCC
>CL4473Contig1
ATTTTTCTTCGTCCCTAATGTAGAGCAGATACTGTGCATTAAAAAAACAAGTCTTTGGTA
CCTAAAAAACATAAATGAATAAATTAAGGCCACTACTGCATCTATTGTCTGAAAAGTATT
TAGTTCTGCAATCAACCATCCACCCGCTGGCGGTACACAATATGCGACTTAAGGAAAATG
CAAGCCATTCCGTGCCAACACACTCATGTCTCCAGTTTGAAGGTCCAGTTCTTTGCATTT
GGAAGATACAGAATGAAAGAGCAAAGTTAGAACATGCCATGTTGCGAGGGGCCGTTGTGG
AAATGGCTGCTGGAGGGTGAACCACTAATGTTGAAAGCAATCATCTAAGTTTGCAGATAT
GCAGCTAATTTGAGAGCAAATTCTGTTCCCATTTAGAAATACTGACATGTCTTCTTTAAG
GGCGCCTTTTCTTGTAGTGTTTCAGTTACAGCTTTCCTTTGATATGATTTATTCGACAAA
TAGAAAGTTTGTCTACAGCACATTCTGAACAATGCTAAATGAAGCTGAAGTTCACCAAAG
CAGCTGTTAGATGTGACTGTTTTCAACTGCAAGGCTATAAAAAAAAAGATAAAAACTGAT
ACGTAACAAATATATGGACATTAGAAAGGTTTCTTAATCTTGACAGAAACAAAAATAAAC
TGAAGCTTGAAATAAAACAACTACAGCATTGTTCCCCAGCATGTAAAACTAATTACACAG
GTAATTGCATATAGTCTATGGAAAAAAAAAAAAAANTTTNCAANANNCGNCNCAAATTTN
CAANTNCCCNCCTTNCTTNG
>CL4474Contig1
TTTTTTTTTTTGTGTGTAAAGTTGACTTTATGTAGAGAATCACAGTAATGGTGCAGTTCA
AATTCAGTTTCTGTTATACAGAAATAACATTTTTTAACAGAAATAAATTCAGATGATATT



TGGTGAAATTTCCATTGCAGATTTTCAGAAGGTAAAGGATGATATGCTTTAAACTAATTA
GCAACAAACAGCTTTTATTTTTGCATATCATGAGGTTCTTTTAAGCAGTCTGTGTTTCTT
TTTTTCCACGTGTTAACTTGACCACGTCTTGGTAACTCTCAGGTGACTCAGGTGGTCGGT
CATATGCTTGTGCTGAGGAAAGTTCAGAAACTTGTTCTCCTTGATCTTGAGCCAGGCTTG
GGCTCTGCGCTCTGCAGCGTGGGAGTGCTCCTGCTCCCGGGTCATGTACGGCCGGCTGAT
CCAGTATTCGTTCTCGGCTTCACGCTCCAGGTTCTTCAGGGTGTTGCACTTCATCTGCCA
CGTGATCTGCCGTGGCCGGCGATACTTTCCAATCCACTGCTTCCCTGGAATACCTTTCCG
CAGCAGTGAGAGGGTGAGGAACATGATGGCAGAGTAAATCTTATTTCACCCTTAGCTCCC
AAATGCAAGTTTAAATTACTCAAAAAAGTATTAAACAAGACAACGGCCACGCTGCAAAAG
ATGGTACAAACTGTACTTCCGGATTATCTACGGGGAAGCGAAAACCCCGGCCATAAGGCC
CGGG
>CL4475Contig1
GGCCCGACGCTCAGCACCTCCGCCGACTCCAGCGACTCCACCAGCCTCTACGAGGACGCG
GCGAGCCGGGAGGAGAGCGCCGCCTCCCCGGGTAGCAGCAGCAGCAGCAGCGGGGGGCAC
ACGTACACCAGCCGGCGGGCCTCCTCACCCACCCCCTCCGGCTCGCACTCCTCCATCTCT
TCGCACTCTTCCTCTTCCTCCTCGTCGTCTGAGGATGAGGAGTTCGAGGACGACCTACAG
GACGTCAACCCGAGCCCGAGTTACGACAGCATGTCGCTGGGGAGCTTCGGCTCCTCCGTG
CTGGACAGAGACTGGGACTTGAACTGCGAGTCCATCTCTGGGGGGTCCCACTTCGAGTTC
CCCGACTACTGCACGCCCGAAGTCAGTGAGATGATTTCCGGGGATTGGCTGGAGTCCACC
ATCTCCAACCTGGTGTTCACGTACTGACTCCACGCACGCGGGCAGCTTCACTGCCGTAAA
CCGTGACGAAAGTCCGCGCGCCTCTTCGCGCTCACAAGCCAGAGCTGCAAAATCCCTGGA
AAGCGACGACTTTGCTCCCCTCCTCCTCCTGCTTGGACTTTTCTTGGGATGCGTGGACTG
AGTCAAAAATCATGGAGAGGAAGATGCTGAGCTTCCCCGCATTCAGTCCTGGACTGTTTT
GAACTTAAACTGTGATTGATTTGCACGCTGCGGTCCGCCGTTCACTTAATCAATGTTGTT
GCTGATCGAAAAAGGGACATTTCACAACTTTTTTTCTTTTCTTTTTTGCCCTCCACCAAC
CGCCAAGTTGAAGGTACAGAACAGGACTGCCGTGCGACATTTTTTTTTAAATCATTGTGT
CAAAGAGGCATTGAAAATAAATGAAACTGAGGTGGGTTTTCTTTTACTATTTTAATCAAA
ATGCAAAAGAAAAGGAAAAAAAACAAGCATGATAGCCTACTATGTTCCTATCTTGTGCTG
AGATTTTCTGTGAGACTGTTGGAACAGTTTGGAAAACTAGTATTAGGATTATTTATATGG
ATAGGTGGCGCTCGCTTTTTTTGGTTCTTTTATTTTGAAAAAAAAAGCACGTTGAAAATG
ATCACCAGCTGTCGTAAAATTTTTCAGGATTCAACTTCGACTCTGTGCTAAACTTTATAC
ACGTTTTCTCTACGATTCAGGACCGAAAACGTTTTGTTTTTCTTCTCTCCAGATAATAGT
TCTAGAGAAACACCGACTTCTTTGTTTTGTACATGGATCAAGATGCCATTTTATACGGGA
TGTTGTATTTATATACTGTTGGAAACATCTTTTTAACTTCATGTTGGCCTGCACATGATT
CGAGTCCTGTGTTGTCTTTTTCTTACACAGTT
>CL4476Contig1
GAGATCGCTTTGGGACCCCTGAGAGAGAAGTGAAGTAAGTGTTGGTTGGCGGTCGACCTC
CCGAGGGTTTGATCCTGATTAAAGCTGTGCTTCAGGACGCTGGCCATCCTGGGCGCCGGT
CTGATGGGAGCAGGTATCGCTCAGGTGACGGTGGACAAAGGCGTGCACACCATCCTCAAA
GACACCACCCAGGCTGGACTGGCCAGAGGGGAGCAGCAGGTCTACAAAGGGCTCAACGAC
AAGACCAAGAAGAGGAGCATCACATCGTTTGAGAGGGACGCCACGCTGTCCAACCTGACG
GGGACGCTGGACTACAGGGGCTTTGAAAAGGCCGACATGGTCATCGAGGCCGTCTTTGAG
GACATCAGCATCAAGCACGCCGTCCTGAAGGAAGTGGAGGCTGTGGTCCCCCCTCATTGC
ATTTTTGCCAGCAACACGTCCGCCCTCCCCATCAAGGAAATCGCAGCTGCCAGCAAGAGG
CCAGACAAGGTGGTGGGAATGCACTACTTCTCCCCAGTGGACAAGATGCAGCTGCTGGAG
ATCATCACCACGGAGAAGACGTCCAAGGACACCACCGCCTCCGCCGTGGCGGTGGGCCTC
AAGCAGGGAAAGGTCATCATCGTGGTCGGGGACGGACCCGGATTCTACACCACCAGGTGT
TTGGCCCCCATGTTGGCTGAAGCGGTGCGGGTGCTGCAGGTCAGCGCGCCCGGGGCCGCC
ACACTAGTTCCAACTCTAAATGTTTGGACTTTCAAAGTTTAACGCGAAGGTCTTGGTCCC
AAGGAAATAGCAGGAAACATCAAGCTGGGACCCTTTCAAAATAAAACCACCCACAAACCG
TCTCAATGACATGAGGAGATCAAATCATTCCCCTAAGCC
>CL4477Contig1
GGTCACGTGTGTCGTGTCGGTCAGAGATCCGCATCTGTGCGTTTTCCAACCGCATGTCCG
CGTCGTGTTAACCAGCGTCAACCTCTGAGCAAAGAATGAGCGACAACGATGACATCGAGG
TGGACAGTGACGCAGACAAGCGCGCGCACCACAACGCGCTGGAGCGCAAGCGCAGAGACC
ACATCAAAGACAGCTTTCACAGCCTGCGGGACTCGGTTCCGTCCCTGCAGGGGGAGAAGC
CGTCTGCCAAACAGGCGTCCCGAGCTCAGATCCTAGACAAAGCCACAGAGTACATCCAGT
ACATGAGGAGGAAAAACCACACCCACCAGCAGGACATCGACGACCTGAAGAGGCAGAATG
CGCTACTGGAGCAACAAGTCCGAGCTCTGGAGAAAGGTGAAGGGCTCCTCCCAGCTGCAG
AACAGCTACCCGTCCTCCGACAGCAGCCTGTACACCAACCCCAAAGGCAGCGCCGTGTCG
GCCTTCGACGGCGGCTCCGACTCCAGCTCCGAGTCAGAGGTGGAGGAGCCCCCCAACAGG
AAGAAGCTGCGCTTGGAGGCCAGCTAGAGGGCCGTGCAGGAGTGAGGCAAGGAGGTATAG
GGGGCGTCCCATCAGTTCTGGGGCCTCCATGCCTGGGCTCACACCGTCATTGCCCCCTCA
GAGGAATGAAACGGGCTCTGGGATGTTGTTGCCCTCCACCCCCAGCAACACAAACAATCC



AAACTCGAGAGGCAGCTTGGCCATGTTTGAACTCTACCCCCCACCCCCTCTCATGCAGGA
GGGGCAGGGCAGGAATGCACTGCTTTATTTTATTTGTACAAACTGTTTGCACCAACCCAC
AGCGTTCTTCTTTCAGTGAAGGAGGTGAGCTTTTTGTGAGCGACTCCAGGGTCCTGGGCC
CAGGACCGGGGGCCCAGGACCGGGTCCTGGAGCGCTTTTACGAGGTTCTGGAGGACGTTC
CGGCTCGAAGGACTGCAGCAAATATCTCCTTAGGAGTGTGAACTTTAGGGTTCCAGGTCT
GTCCTGGTCAGCAGGTCCTGAATAGTGGAAGGACTTCCTGTGTCTTCAGGGAAACGTAGT
TTCAGTTATTAGTCTGGTCCCATTCCATGGAGAAGGCCGTATGTTGTGCATACTGACCTC
TATTGTCTTGAACGTTGAGACCCAGCTTTACTATGAGACTAAAAA
>CL4478Contig1
GCTGGTTAATTCTGCATCTGCTGGTCTTCCGTCGGAGCGTTCCACCGTCTGATTCTACGT
CAAACAATCAGAGGGCCTGAAAGGATGAAGCTGCTGCTCGTCGTTCTAGCCGTCGCCCTG
CTGTGTGCAGCCGGCAAGGCTCTGAACTGCCACCGCTGCACCCCCCTGAAGGCCGGGGAA
GGCTGTCGCCTGTCCGTGGAGACGTGTAAGGCTGGGAAGGACGCCTGCGCCGCTGCCTCC
TTCCTCAGGGCGCCATACGGCCGGTACCAGAAGTGCATGGCTCTGTCGGACTGCCGCATG
CTGCAGATGAACGCCTACATCCAGATGACCTGCTGCAGCAAAGACTTGTGTAACGTGCTG
TGATCGTCTGCCGGCTTAATAAAAGGCTTCTGGGTGGGGGGGCTGAGTCTCCTTCACTCA
TCAGAATAAAAAAAAAA
>CL4479Contig1
GGGTGTTTGAGGCCTTCGACAACGCACATTGCCCGCTGCTGCAAAACAAACCAAAAATGT
TTTTCATTCAGGCCTGCAGAGGAGATGAGATGGACTGTGGCGTGGAGCAGATAGATGGGC
CGGCGAGGACCTTTTCGCCAACCTGTGAACAGCGGGATGCTGGGAGGGAGGAGCAGGGGG
ACGCAGACGGCAGGCAGAGAGCGAGCACAGGGAGGCAAAGGATTAAACTGCCTCAGCGGT
CGGACATGATCTGCGGCTTTGCTTCTCTCAAAGGCACAGCAGCCATGCGAAACACCAAGA
AAGGATCTTGGTTCATCCAGGAACTGAATACAGCACTCCGCCTCAATGCCAGAGACACCC
ACCTCGCTGACATCCTCGTGCAGGTCAACAAACGTATTAAGGAGAGGGAGGGTTACGCTC
CCGGCACAGCCCACCATCGCTGCAAGGAGATGTCAGAGTTCACCAGCTCACTTTGCAAAG
ACCTTTACCTCTTCCCCAAGTACCAGCCCCAGTGTTGACATGCAAAAAGCGCACTTTAGG
TTGACGGTTTTGTGCAGCCTCCCAAGCACGGCCGTCACGGCAGCTCAGAGAATGCCCCCT
ACTGCCACACATTCCCTGTTACAAGAGACCAACCGTGACCCGCCTCTTCCAGAGACAGGC
GTTCACGTGAAAGTATTGGGAGAAAAAAGACGAGCAGGTTAGACAATATACAAGTAAAAT
CATGCTCTTCTATATATATATGTGTGTCTGTCCTCATGCCAGTTAGTGGGTTTGTATTTG
ATTTCTGTCAAACCCCACATTTACTCAGACCTTTCTCAAATCACTATTTTTAAAAAAGCT
TTTTTGTTTTTACACAAATCTATTTTTGTGGCTTTATTTTCTACAAAATCGTTTTTTTTT
TGTAAGGATTTTTAAAGGCGTGTGTGTTTTTGTATTTTTAGTAAACTGACAGGCAGGTGG
CAGCACAGCAAAAACCAATTCTTTTCATCAGCTCTTAATCATAAATATTTATACTCTGGA
GATTAAAGTAAATCTGTAAAGTTAGGACCGAAGTTTGTCACTAAAAGTTATTTTTTTGTT
GTTGGAAAAGTTTGAAATCAAACTTTAAAAAATAAAAAAAATCCCTTAACCTACAGGACA
ACTTCTAAAGGATGTCTTGAAGTTTTTATTAGTAATTTCTTTTAAAAAACCTGTGTATTA
TTACTCAAAAAAGCAGCATTTTAAACATGAATATCTACACTCATTATTTTCAGGTGAAGT
CCTCCTGTTCATGTCAGGCTGATGGGCTAAACTTTGGTGCTACATTCATAAACAGAAACT
CAAACTCATTTCTAGTGTTTCTCTCAATGTGGGAGTTTCATGGTCCATGGGACCGTACCT
GATACAGGATGGAGGGAAGGTCTTTGCTTGCGCCTCCGTGGCTCTTTGCTCAGCCATTTT
TTCATGCGGTGTATATGAAAGGTGCATGAGCATGGACAGGAAGTTCCCTGCCAGGACCAA
CTGTGTTCAGTCACCACAGTGTTGTAACAAAAAACAAAGAAGCCCACATGTGGTCCAGAC
AGTATTTGTAAGTGAAGATGCTGTTCTTTGCACAGCTTTATTCTCTTAATCAGGAGGTAC
AGTCTATAGAAAGGATCTCTGCAAATGAGTAAAATGAGACTTATTGGACTTGAGGAGATT
GTGTCATCAC
>CL4480Contig1
TTATATTGTTTCATCACAGGAATGTCCTGTGTTGAAAGTCCAAAATTCTATCAACTCAAA
TTAAATCAAACATTTCCCTACACTTCTGGACAGGATGGGGCTTATAAGAATGTTGACTAA
AGGCACTAAGATAGGGTTACTTGTGTTTGGACTTGCTGGCCAGTGCCTGCAAGTTAGCTG
GGCCTCCCCAGACAGTCCCAAATATATCCTTCTCTGTCCTCAGAGCATCTGAGAGCGAGA
GCTCTCTCCCAGACAAGACGACTTTCTTCACAGCCTTGATTACTGGGGCAGGTCCTTTGG
TGTATTGGCTGAGCCAGCTCTCCGCCTGCTGCAGGCCAGTCTCAGCGCGTGCAGCGTCCA
GGTCGACCTTTAGAACTCCATCGGCTAGGCCGATGTGCACGCCGAGGTCAGAGTCCACCT
TTACAGCGCCTCCGAGTAGCTTCAATGCGTTTCGGCTTCCAACCAGGGTGACAAGTCGGG
CAGCTCCACCCCAGCCTGGGACCAAACCCATGTGTTTGTGCACGAACTGGATCACACTTC
CTGAGGCCATTAACCTAAAATCGCAGGCGGTTGTAAGCTCTGCTCCTCCTCCAAGAGCGT
TACCTTCCACCAGGGCAACAGAGATGAGAGGCAACCTGAGCAGCCTTGTGAGAGTATTCT
GCATGAACATACACATTTTCATCCCATCCTGTGAGTTAGACATCGCTCTGACAGCATTTA
AGTCAGATCCAGAGCAGAACGTCTGAGCAGCACCCTGAACAATGACACCTTTCCCGTCTG
TCCAGTTCTCCAGCTGGGTTACCTTCTCCTCCAGATCCACCATCATGGCACCGGAGAAGG
CGTTCATGCGAGGAGGATTGTTGATGGTCAGCACAGCTATGCCAGAGTCCTGTTTCAGGA
GATCAATGGAGCCCCCAGGAAAGGCCTGCAGCTTCTCTTTGATCTCCTCCTGGCTGAAGC



CGTGGATGCTGGAATAAACAGAGCCACTGCTCTGCCGCTGCAGCTGCCTTGCCCAGGACC
CAAAGCAGCAGATACTCCTCAGGAAACGTGGCCTTGGTGCCCTGAGAACCATCCTTGTTT
GGTGACACTTGTG
>CL4480Contig2
ATGGCCGGGGGGAACACCACACAAGTGTCACCAAACAAGGATGGGTCTCAGGGCACCAAG
GCCACGTTTCCTGAGGAGTATCTGCTGCTTTGGGTCCTGGGCAAGGCAGCTGCAGCGGCA
GAGCAGTGGCTCTGTTTATTCCAGCATCCACGGCTTCAGCCAGGAGGAGATCAAAGAGAA
GCTGCAGGCCTTTCCTGGGGGCTCCATTGATCTCCTGAAACAGGACTCTGGCATAGCTGT
GCTGACCATCAACAATCCTCCTCGCATGAACGCCTTCTCCGGTAAAAAGACGGATTTGAT
CTCATACTGCAGTATGTGTAGCGTTTTAAATTTGCGTTTTCAGGTGCCATGATGGTGGAT
CTGGAGGAGAAGGTAACCCAGCTGGAGAACTGCACAGACGGGAAAGGTGTCATTGTTCAC
GGCGCTGCTCACACGCTCTGCTCTGGATCTGACTTAAATGCTGTCAGAGCGATGTCTAAC
TCACAGGATGGGATGAAAATGTGTATGTTCATGCAGAATACTCTCACAAGGCTGCTCAGG
TTGCCTCCTCATCTCTGTTGCCCTGGTGGAAGGTAACGCTCTTGGAGGAGGAGCAGAGCT
TACAACCGCCTGCGATTTTAGGTTAATGGCCTCAGGAAGTGTGATCCAGTTCGTGCACAA
ACACATGGGTTT
>CL4481Contig1
TTTTTTTTTTCCACAGTGAAGTTACCATATTTTATTTCTTTAAGTGCCATTCATGCATAT
TGGGGAAAGGGGGTGGGGTTGGGCGGTGTATCGACAAGTCTAATAACACGAGTTATTTTA
CATCACTAAACAATTACAAAGAGTAGCTGTTTCACCTCATCGGACAATGAAAGCAATAAA
CCGTGCAATAAACAAACTGAAAAAAGGGGGAAAAGTACAAGAAATGACAGACAAAAAAAA
GGACAGAAACAAACCAAATACATACTATCAACACTGAAACACTGAATGTAGAACCGTAGT
ACAGTTTAAAGGTAGTGTCACACAAAAAGCCAACGCATTTTCATCACATATATACACTAT
AAGATATATACAAACTGTCACCCTCTGATTGGACGATAACAAAATACTCTGTTCCTTTCT
CCTTCCTGTTTCATGAAGGAGACCAACATGGAAACCCCATCCTCCCTCCCCAGAATAAAA
AACAAGAAGCGGGGATGATTGAAGACTTATGTACAAGCACAGCAGAACACCAGCACTAAA
GGAAAAAGGGCCCAATCAGTTGTGGATGTTGGCAGTTCTCCCCCATATGTTGTAACAAGG
TTTGATA
>CL4482Contig1
TTTGTTCATCTAATTTTTGTGTGAAGTCAAAGTCACATTTCAACAGAAAAATATTAAGAA
TATAACAATTATATTTAATTAGATTTTAAGAATATGTGGGAACACTAAATTTTTCCATAC
TATTTGCACATTATACATTATTTACATACCAAACATTAATTCACTCTTCAAAACAAAAAA
GTCCTTGACAATTTGCCAAAACACGGCAGTTAAGCCAGATCTGATTCACACTGCCCATCA
GTGTGAGCGGCACGAGAGAGTCCCTGATGTGAAAGGACTTTATCCTACAGATCACTCTTT
CCACCATAATTCTGAGGCGGGGCATGACTGCGTTTGTTCCGTTTCCTCCTTGCTGATGGA
GCTGAACGCTTAAAAGGTGGCATGATGAGCTTAGATCCAATGTCAGTAATGAGGTCTTGA
ACGAGGAACTCTTTGTCCGCCATGACATCGACTCCTGGCTCCAGCAAAGGAACTTGGCTT
CTAAGTCATGGAAAGCCTCATCCAGAGCACCTGCAGGTGGGTGTGTCACGTAGTCCTGAT
CCATTTACTGCCTTAGCTTAGCCACCATGTTGCTATCTTCACAGCATAGCTGCATAGCCC
GATGTTTGAGGTTCTGTCATATAATGACTCCATTCTCAAAGGAGCAGTAAAGTTTTTCCA
AGGGAAAAGGCTCGGGACAACACCACTCTTCGGGCGACGAACGACGCAGCCGCACCACAA
TCCGGAGCGAAATTGCCGGCAGCAGAGCAGAGGGTGCCACCTGTGTTTACATTAAACTAT
GGCCCTTCCTCTCTTCGGATCGCCTATATCATTTGGGTTTGAGGTTTGGATCCACAGGAA
AATAATGAAATGAAAAGTAGGGCTGTTTTTGGTTGGAAGACGAACAGCCTGGAACACCAC
AGAAACTGCAATTCTTCCACTCTGCCATCTTCNATATGTCCCCGGCCATA
>CL4483Contig1
GACCACATGGCAATAATTCAGAAAACACCGAGACTTTCCTGGTAAACGTACTGGATCATT
TACCGAACAGTCAAAGGAAAGCTTTCTATTTCCAAAAGGAGTTGGGATTCTTACCTTTAT
CTGTTAAAAAAGCTGTGGAAGTTGACAACTGAGCAAACTCTGTAGGATGGAGGGTTTTGC
AGTTCAGTTTGTGCCTCACACACACACAGAGAATCTCAGCTTATGTTTCAGAAGGTCACA
CGTGGTGACTGATGTGTAGTCATGCAAACGGTGCAGCTCCTGCCACACAGGAGGGTGATG
CTGCTGGCTGAGGATAAGCAGCATCTTCTGGCATAAAGACCACACTTCTGTCTATGACTC
CAGTGTGGCAGATTCCCCTCATTTCATTTGTTGTTCACTGTACCTGTCTGTATGCATAAA
AACAAAGGAACCAATGTTTTGATTAACTAAGAACACATTAATTGAAAAGGTAAAGTGGTC
AATGGGCACGAAGCCTCCAGGAACCTGGGACTCATGCCTTCTGTCTTCCAGATGTGAGGT
TGTTGCAGCGCTCTGAGCTGACTCTGTATACACAAACTAGTTAAACATTACAGGGGTTCA
TCTTGATGAGAAGACGCGATCAGCTGACAGCGGTGACCTTCAGTGATAACCGCGCAGGCA
GCTTTTCTTCGCAGAGTGTTTGAAGCGAGCGCATTCTGGCTGTGCAGAGGTCAGAGCTGG
AGATAAACCAGAGCGGCCACTCATTCTCTCAGCTTTAAATAATTTACAAGGGCTGAAAAG
AGGTGGAGGAGACACTTCTGCAGGTCAGCCACCTGATTTACCCTGCCCTCATTTACAATG
GCAACTCAGCCCCTCCCCAAAACATTCACTTCATCCAGAAATCATTAACTCCTGATCTGG
CTCCTGAGCCAATCACAAAGAGGAGTTGTTCTCCTGTCGCTGAATCACGCCACAGGTCCC
CACCGGTCCTTTCACCCTCCACTGACCCAGAAAGCGAAAGAACCAACCTCTCTGCAGACT
AACACCCCCCTACACGCACAAACACACACACATTTGGTATGCATATATTTCAAACAATCA



GGAGCAACAACGCACTGATTTTGCTTTTTATCTCCCGCCTGAACGCCACTCTCCATCCCC
GTTTTGCTCACCTGGCTGCTGAGGAGTGATTTGGTTTAAAGATGAAGGACGGCGGTGTGT
TTGTGTGAATACGGCGTAATCTCTTGACAAAAGAGCTTGTGTTAGGAAAGTCTGTGTTTT
GTAATATTTCTGTATGGGATGTAATAAATTATTCTGCGGCTGTACCTTTTCTGGAAAACC
CTTAAAATGTGCTGGTCTTTGTAAGTATTTATCTTCAACTAAATTATTGTACTTTTTTGG
AATTTGTAGGCGGTGATGATGACAAGGCATTGGTAATNCATGAAATGTTTCATCATCTGT
CCGTGCCATCTTTAATTTCTTGTNGTATATATTGTACGTTTGTTGATAAACAGCTTCTTT
ATTTTGTATATGAC
>CL4484Contig1
GGAGGTGATACCCATTACTGTTACAAATATTCAGAGGTTTGTTACCAATCCACAATTGGA
ACCATCTCATCATCTGGTTGGTTTCCCACAACGTGATCAATGAAGTCCAGCTTTCCACTA
GGCAGTTTAGTGAGTAAAGGGTCTTGAAACAGAGGGGGATGGAAACCAGGCAGAAACAGA
CCTTTGTATCCGGTTCTTTCCACAAATGTGTGAGTGGTGTCTCCATACGTCTGAAGCACA
GCCAGTCTGACTTTTCCCTTTTTATCTTCCAGAGTGTGTGGCTCTTTTATAATATTTGCT
CCTCTCTCCCGGGCTTTCTGGACCAGAAAGTCACAGTCCTCCACTGTAAATGCGATATCC
TTCACTCCATCTCCATGCTTCACCATGTGATCCCCCATCTCTTTGTTTCCAGGATTAAGG
GCAGAAGAGAAGACATAGATGATCTTGCCTTGTTTTACTGCATGAGACACCACCTCTCGA
CTCCCTGTCTCCAAGCCTTGGTAAGCCAGTGGTTCAAATCCAAGCTTGTTGCAGTAATAA
GAAGCAGCCTGTTTTGCATTTCCAACCCAGAAAGTGATGTGATCAAAGCAGAGGAACCTG
CCCTGCTCGTGCTTTTCTCCTTTGTCTGTGTATGTTGTCATCTTGGTAGCGGCGGTCTGA
CCTGACTGTCAGGAAGAAAACCCTCGTGCCG
>CL4485Contig1
AGTTTATTTCTGTTTATTGAACTGAAATAATATTTTTAGATACAGTTAAAAAGAAACACT
CAAAATTGTAATTACTGGTATATATTCAATACACATTTTGATGGTTACATGTTAAACGTG
TCTTTATCAGTTTTTGGCATTTCCTCATTGAATAATTATTGTTTATACTCAGAAAAACTA
AGGTAAAGCTACAGGCAGGCTGTATTTTTCTCAAAGGGGTGAAGTACACCTTTCATATCC
TTCCAGGAGCTGCAAACAGAAATTTGCTGGTGTTGCAGCGTTTTCATCTTCTAGCTTCAC
TGAGCTGAACCTTTAGCCGCATCAAACATCTTCTTCCTTCCCTCCATCCCTGACATGGCC
TCCACATTCTTCCTCCAATCGCTGTCTTCCACAGGCCTCTTCTTCTCTGTGTCCTCTTTC
TTTACAGATTTGAGGTTGGCCCGAAGGTCCATGGAGACTTTGTGTTTGGAGCCCAGCAAC
GATCGAAGGATGGCGTCAGCAGATACACGAACGCGTCGGAGATTTGGCCTCTTGAATTTA
CCCCTCAGGTCCAGAACCTTGATATTTAAGTCCTTAATCTCGCGTGTATTGAGCATGACT
TTCGCTTCAATGTCATATCTCTCCTCATCAACTACATCTATCTTTGCATGAAGTTCTCTA
CAGAGAGCCTGCAGCTGAGCAAGGCTCAAGCCATTCATGTTCAGAGGAGGAGCTCTCTCT
GCGAGGTACTTCTGTTTCTCCTCTTCTTTAACAATCATCTCCTGTTCCAACTCCTCTTTG
GCTTTTGCAACCATCAAGCTCTTCAACATCAGCTTCCTTGACGCTGAGATCTTTGGCTTT
CTCTCTTGCACATGCTCAGGCATCCTGCTCATTAGATCTAGCAGAGTCTGAATCCGGGGA
AAGCCTTGATACCAC
>CL4486Contig1
CGAGGCAAATAAATTTTATTATTTTGTGTTAAAAAAAAAAAGACAAAACACAAAAATAAA
CATAGCGAGCTATAACAGACGTTCAGGTGACATTCAACCCTTTTGAACTGCATTCTAGCC
AAGCGTACAGAGCAAATGCACAAGTTTACAAGAACACTGAGATGAGAGGTACAGCATCAA
GCTAAATGTTTGAACCGCTTCATTTCACTTTTTAGGTCGTCTGACCTGTTGAACCAATGA
CACATACCGAAAGCTTTAGTGTTTTAAAAGACAATGACTTTTCCTCCTTTTGTTTTGGCA
AAAGCAAAGTATTGGGGGATTAAAAAAAACAACAAAGAATAGAATTCAGTGTCACAACTT
AAAAGCACAGATTTTTTCGGTAAAATGAAACCGGGTCAAAATGAGAGACGGAGAACTTTC
ACAGTGGTAAAACAGCAGCTACNGGATGAGAGAGACTGTAAAGGAAGGAATCGGGAGTTT
CACCAAACAATACAGATAATTTTTTTCATGATAATATGGATTATCTCTAAAACTGACTAT
TTGGGGAAAAAAGTCTAATCAAGTATTCTGGAGAATTTTAAAGGAATAAAATGTGGCTTA
ATCTTTTTTTTTCTAATACATAAATAAAAACCTCAATAACTTAAACTGGGAACTTAGTTT
TCCACTGCTACTCATGTCGTTTTCTAGAAATATACCGTTCAGTTTCACTTTTCCAAGGCA
GGTACATTACTGATTTTTTTGAAGAAAAGTGAACTTTTGCTCCTGAACTCCTGAAATATC
TAGTTGTAAAAATTAGAAAATATTGGAAAGGAAGTGGGGAATCATGTAAACACACCTTAA
AAATCCTATGTTTTGGAAATGGAAACCAGTTTTACGCCTGTAAAAACATAACTACCTCGT
GCCG
>CL4487Contig1
CTTCTCGCTCCTCCTGGTATCAGCCCCCCCCCCCAGCTTTTGTCTGTCTTCCCTGGAGCT
GCATCTTTCTGCCNGCTGCTACTCCNGCTCTTTTTACACTCTAAAGATGGATTTGATCAG
CTGGTCTTTGAATTCGATCGACAAAGTTTTTTCCACACTAAGGAACGGGAAAGCGGACCC
TTCCTGCCCAGACGGCACCCACGCGGCTGGATACACCAACGATCCATGGGGCAAGTGGAG
GCTGGTGTGCCTGGCCCAGCTGTCTGTGGAAGACGTTGAGGATGTGTACCTCTTTGGATT
CATGATAATTGGATTCCTCATCATTGGGATCGGAGGATTTCTGATCTATCAAGCAGTCTG
GGAGCAGAAGACGGAGAGAGGCGATTCGTCTGAGCTCTATGGAAGGATTCTTCGGGGAGG
AGAGACTCAGTACGAGAAACTTTCACAAGTGGATCAAAAGCTCTGTGCTTGTCTTGCCCA



CTTAAGCAGGATGCTCTCGATCTTTGAACTTGTGCAGAAGATGGATACCAACTTGGAGCG
CGTTTCTGCCCGAATTGAGGCTAGACTGGTCTAAATTGCCCACATTTTGAATCAATCTGC
CTCTCAGTGCAAGACCAGTCAAGGACACAGCCAGCAGAGCAAACAACCTGCTGGCGCCGG
AAAATCTAATCTAATCGGACACCCCCCCCCCCGAGC
>CL4488Contig1
TGCAGGNAATTCGGCACGAGGGAATTTCCGGGGACGCAGCGCCGTGGTTTCTTCTCTTCG
TCTACGGCAAGAAGCAGAAAATGTTGAGGTTCTGCGGGGTTCTCCTCTGGTTCCTCGTGG
CGCCCAGTCTGGCCCAGGACTGCGAGTGGGACCAATCCACTGATCCAGATCAGGGTCTAG
ACCCGATCTCCCTGGAGAACGGAGCGCGCGTCCTGGTTTCGGAGCCAGGTGACGCCATCA
GCTGCCGTGCGGCGTGCTGCCAGGACCAGAACTGCGACCTGGCGCAGGTGCTGCTGGGCC
AGGACGGAGAACGTCGGTGCGTGCTCGTGAGCTGCGCCGGCGCTCAGTGCGTCCTGCGCA
GAGATGCGCAGTCGCTGCTGTTCCGCAAACAGCGCGGAGAAGCCCAAGAGAAGGCGCCAA
GCCCGGGGGACGCGCTGCGCGTGCAGCCGCTGCTGGGCCTCTGGGAGCCGCGAGGCAACG
ACACCAACAGCACCAGGTGCCTGCAGCCGGTGAGGACGGGTTCGTGCCGGGCGGCGTTTC
CCCGTTTCTTTTACAACGCCAGCAGTGGCAGCTGCAGCAGCTTCATCTATGGCGGTTGCG
ACGGCAACGACAACAACTTTGAGTCTCAGTCCGAGTGTGAGGACGCCTGCCGCACAGTTC
CAGTTTCAGGAAGAGCTCTTC
>CL4489Contig1
TTTTTTTTTTCAGGTTTCAACTTGTTTTTATTTAGTGAACTTCTGTTTTTCCATCAGATT
GAAGAGAAACATCGGCGAAAGCAGCAAAATGACCCTGATTATGATCAGGAAACGGCTGCG
GTGCCTGGTTTCAGTCCGAGCGCCGACGTGAGACCCCCCCCTGAGACCGTGCAGCAGGTC
ATTCAGTTCCAGAAATACCAAATACAGGAAAAGAAGGTGACGGCAAATGCCAATCACTGA
TGGGATTTTCAAATAAAGTCTTTAAAAAAAAAGAAAAGAAAAAAGGTGATCTTCTGCTGA
TTTCTGTGCAGAGAATAGAGATGGAGAAAAAACAAGAGGACGAGCGCCACGAACGCGTCC
GCCTGGACTCCGCCCGCGCCGCTCTGCTGATGGAGAGGCGGCAGGCCAGGCTGGGCAAGC
AGCTGAGGCAGCAGCTGGACAGCGCCAAC
>CL4490Contig1
ATATTAGGGAGAAAAGCGTAACGAAATGAGAAAATGCCCATTTGCTGGCTCATTAGTGAA
GAGGGGAATCACAAACCCATTCACCTGCCTCATTTACAGACAGTTGTCGTGGGTCGAGGC
CCAGAAACTACTATCAAAGACAAAAAATGCTCCCGGCATCAAGTTGAACTGAAAGCTGAA
TGCAACAAAGGTTATGTCAAAGTGAAGCAGCTGGGGTTAAACCCCACCTCTGTCGGCTCC
TTGGTGGTGGGTAAAGGCAATGAGGTCAAAATGAAGCCTGGAGAGCAGCTGCTCGTGGTC
AACAGCCTTTATCCATACACCGTGCAGTTCAAAGAGGACACCACCGGGAGCCAGGGCGCC
ACCAAAAGACCACCAGAGCCAGTCAAAGAGAATGGAGGAAGCCAAAGAGAGACAGACTGC
CTGAAAGCTGGACAACTCACAGAGAAAGTCGCTGCGGCTGTCATTCCTGGAGAAGCCACA
AAAACTAGTGGAATTTCTGGGCATTGGAGTCAAGGCTTGAAAACTTCAATGCAAGACCCC
AAAATGCAGATATACAAGGACGATACAGTTGTAGTGATCAAAGACAAGTATCCCAAAGCT
CGTTACCACTGGCTGGTTCTTCCATGGCAGTCGATTCCCAGCCTGAAGGCTTTGAAGGCA
GAACACTGCGATCTGCTGAAACACATGCAGAAGGTGGCTGAGCGCATGATTAAGCAATGT
CCAGAATCCAGCTCACTTAGCTTCCGGACTGGTTATCACGCCATCCCAAGCATGAGTCAC
ATCCACCTCCACGTGATCAGTCAAGACTTTGACTCTCCTTGTCTGAAGAACAAGAAGCAT
TGGAATTCCTTTACCACAGATTACTTCATAGATTCTGAAAATGTCATTCAGATGCTTGAA
AAGGATGGGAGCGTCTCTGTGAAGGATGGGACTAGTGAGCTGTTGAAATTGCCTCTCCAA
TGTCACGTGTGTCACAAAGAGTGTCCCACCATTCCTGCCCTGAAAGAGCACCTGAAGCAC
CACCTCTCTAAATAACCGTGGGACTTTTTTATTCTGGGCTGTTTTGCTCTAAGTTAGCTC
ATTTTCTAGAAAATTCAGAGCGGGAACATTATTTTTTCAGGGTTTCTGTCTGTTGGAGTT
TGAAGTCAAAATACCCAGATATTCTTCAGAAATACTTGTTATCCATCACATGTCACAACA
TTCTTTAGAGTTGCCTAATAAAAAAACTCTACATGTTGCAATAATTGTTATCTAAATACG
TAGTTCTCCTTTTTCCAAATTTAGCTTTTAAGCATTTTGACTTTATTGTTTGGTTAGTGT
TGACTGTGAAGCATTTTTTATGGTTTTGTGTGAACAAACAACCGTTTTGAGTTGAAAGAC
TT
>CL4491Contig1
TCCAGCTCTGTCGCCTTCAGACTCTGACGCCCCCTTTGGACCCTTTGCCAATAAGGGCCA
CAGTGGCTCCTGCCGCTCAGACTTCTCTGCTGTTTCCACACAGCCTAGCTCTATCCTGTT
GAGCTCCTCTGCTTCTTTCAGTGCTGCAAAAGAAAAAAAGAAAACATTTGGTGCATTTTA
TGAACCGCCTGGGAAGATAAGCTCCCCCTCACGGCAGACAGTTCTCTCCACGTGGCCATT
TCATACTCTGTTTCTAATGAGAGCAGTCTTTTTTCAGGGGGCCTTTTTTATAGCTAACCT
ATATGTATCACATATGCAGGTACTTTATACTGATATATTTGTACACTGACTCAAAGAACT
TGAATTGTTTCTTTGTCGTATTTCTTCTATTCTTTATGTTTTTGTTTCTATTTTATCCAG
TATCGGCCCCGTTCGGTTCAGCTACAGCTACAAAAGAAATCCGACACTACACCTCTTTGT
ATGTGTGTGTGTGTGTGTGTGTGTGCGCGTGGATGCTCGCAGTTTAGGTGTGCTGCAGCT
TATAGTAAAGCCTGTGTATTTAGCTCTTCCTCTACGACATCTTTGTAACTGAAAGAAGAG
TGGTACTCGTCTTCTAATATTCCAAAGATTCGTGTTTTTTATCCTATTTATTGATCTCGA
TCGCTCCCTCAAGCACCGTAAATCATCCCTATGACTCCAAACAGTGCCTAGAGATATACC



TTAACCCTGAACCCAATAAGTCTCGTTTGACTTGACGAACACTTAATTTCAAAGCTCTTG
ATTTTTTTATTTTTTGATCCTTGCAAAACTTCCGCCAACTAGTTTGCTGTGTCATGTCAA
AAACAACAACAACAACAACAACAACAAAAATCAATCAGCTACCATAAAAGTTGGTGCCAC
ATGCCTTAAAATGTGAAGCTGGCTCCCAGCTTCACCAGTCTTTCTAAAGATGTCTGCTAC
AATGAAAAGTAGGAGCACAGTTACAGCTCCAAGCAATCAAGCATCACCCCAATGTTTC
>CL4492Contig1
TTATTACATAAATGACATTTTTGACCTCTTTTAACACAGAGCTGAATATAACTGTTATTT
TGGTTGGGTTTAACTTCAGAACACATGTTTAATTTTCTGGGGTGTTTCCTGATGGATGAT
CGTGCAAATGTGTGTTCTTGAATAGTTGTAGAATGAATTCATCTGACGTACAGATTCCCA
CCCTCCCTTACAGACCCTGAAGTATTCCCCGAAGCCCAACCCTTTCGTTTCAGGGCTTCT
CTTTATCCCCAGTTGCAATGGTCGTCATCTGTCACGGGCAGAATCTCCGTAACCAGGCCG
GTGCCGATGGTTCTGTTTCCGTCTCTAAGAGTGAACCTCTGGCCTTTTTCCAGAACCATC
GGCTGACGGAGCGTGAGCGTCAACGAAGTGTCCTCGCCTGGCATCACCATTTCCTTATCG
GCCGGCAGGGTGACTCTGCAGGCCATGTCCCAGGTAAGAGAAAACATGACCGGCATGAAG
TTGGTGACGAATGGTTTGTGCCGGCCTCCCTCCTCCTTACTCAGAACATAAATCTGTGCC
TTGACCTTCTGGTGGGGCATGATGGAGCCCGGTTTGCACATCACCATGCCTCTCCTCACA
TCCTCCCTCTTCAGACCGCGGACCAGAGCGCCCAGGTTATCTCCTGCCTCTGCCCTGTCC
AGAGACTTATGGAACATCTCAATTCCTGTAACCACAGACTTGAAACTGCGATTGTGGCCC
ACAAACTCACAGTCGTCCCCTTTCTTGATGATGCCCCTCTCCATGGTGCCTGTCACCACT
GTCCCTCTGCCTGGAATGGAATAAACCCCTTCAATGGGCAGAAGGAAAGGTTTTTCCAGC
TCTCTCTTGGGTAGAGGAACATAAGAATCCACAATTTCCAGCAGCTTCAACACTGCATTC
ACTCCCAAC
>CL4493Contig1
TTTTTTTTTTAATTTAGACTGTTTAATGTTAATTCCATGCTGTGTCTCAATAAGAACAAT
ACAGATTCCTCATCTGTGGCTCCAGTCAGATATCCAGTAGTACAAATCAGCTCCAAATTA
CACGTAATGAGGCAAAACAAAGAGCAATGAAAGCCGCAGGAAGAAAAACAAAAAGGTCAC
AAACCAACAGGAGGTCAGCAAGAAACCGAGGGGGGAGGCAGCAGGAAACGATGGACCGGA
TCACGCCAGCGATGGCCGTCACTGTCGGGGTGAACGTCTGTTAATGTGAGTGAAAAAAGA
AAAGAAACGACCTGCCGGCTGGAGATGAGAGATGCTGCACGCGTGCACGTTACAGTACTT
AAGCACAAAGTATACGCTCCAGAGACGGCTACGAAACGTGATGACGGCATCGCCATCGGG
AGAAGATTAAGCACTTTTTTTTTTTTTTNCCCCNCNNGGATNTNAAAAATNTNTNTCTNT
CTNTNTNTCTCTCNCTCNCNCTCNCTCTCTCTCTNTCTCTCTCTCTCTCTNTNTCTCNCN
C
>CL4494Contig1
CGGCACGAGGGCCAGCTGCAGTCCCCCGAGCCCCGGGCTGGTTCGACCCCTGCACAGCCT
GACCCCCTACCAGGTGCCTCACGCTGCTGTGGCGCTGGGCGTGATCCACTGCGAGGTGGT
GCCCTCCCACATGTTCTATGCCGTCAATGCCAGCCTGGTGGGGCTCTGCTGCCTGACGGA
GAAGGTCACGAGTAAAGGAGGTCCGGTGCTGCTGCCGCAGGCCCCCGTCTGCCCCTGTGT
GGGCTTTGGTGTTCTGCGGGGCGTGGACATGGCGCGGGGCCTGTACTTCCTGTTGACTCC
CGTCCATCCCTCCGTCCTTAGGAAAGTCAATTGCCTCCTTTTGGGAGCCATTTCTTTGCC
TTCCTGCATCTTCACCTCACAGCCTGACTTGGAAGGGGAAACGCCCTACGTCACCACAGA
CTACAGCTTCGACCTCACCGGCGCAGGGAAGCTGCGAGTTTTTAAGGGGCTGGCGAGGCC
GAGTCATGCGGGAACGCAGTGACGGTTCCTTCCCCGCTGTCTCGCACGTTGGTTTTAGAT
CCAAGCTTTTCTCTGAAGCAGAACAAACATGAGTTTGGAGGGCGTGTTTCTTCTGGGTCT
CACATGGACAGTAGTGGAACGTGACAGACTGTAGTTCAAAATCTTCAATATCTGTTGGTT
ACATTCCCAAACTGCCAACCTGCCAGATAATAAAA
>CL4495Contig1
CGCCTCCCTCCCCGCAGGGCCTGTCCGTGCCCAGGTCCTCCTGGCCTCCGCCGCCCTCGC
CTCCCCCGGGCTCCTCCTTCTGCTCCCACGTCTCCTCCTCCGTGGTCATGTCCGCCTCGG
AGTTTCCGTTCTCCACCGGGGCGGCTGCGTCCGCCACCTCCATGCTAGCAGCGGGGTCGG
GGGAACCGTCAGAGGCCGGCATTTCCGCGGCGCTGGCTTGAAGGAAGCTCGGTACAAACT
CCGGGGCGTTGACGTTAGGGACGAACGGCTTGGCGTTGATGTTGAGGCCGGCGAAGGCAG
TCTGGAGCTCCGCCGCGGGAGCCGGGGCCTCGCCATCCTCCTCCAGCTCCCATGAATCCG
GGGCTGTGTCTCTCGAGTCCATGGCTGCTGCTGCTTCCAGAGTTGACGACGCTTTTTCCG
GCCGAGCTGTCTGGGTCTTTTTTATTTAAGTTTGGTTTAAAGGCAATCTGTTGCTGGTGG
GGTTCAGACTCCGAGCAGCAGGTTTGGTGAAGTTCCCATAGCTCTGCTAAGCCTGGCTTT
GATGAGCATATGGATCCCGCAGCTCACGCGAAGCGACGCTTACGAGCTGCACTGCCGACC
GCTGCCGCTCCC
>CL4496Contig1
GNTCCNGNCNNGAGGANAAAAGGNAACCTTTTTTTTTTTTGTTCTCGGTGTCCATTGCTG
CTTACAGGAACTTCCTGTCAAAAGCAAGCTTTTTATTTCTATTTCCTATGTCTGATAAAA
CTTGAACCCCCTAATGAACGGGGCATTTCAGATGTTTGGAAGAGTTCCAAACAAAAAAAA
GAAGAAAATTGAATTAAAAATCTGGAAGGATTGCACTCCACTGACAATCTCCTTAGTGTT
TTCATACTAGTTTTGTCCACTTTTTAGGTTGGGTGGCTGTTGCTTTACTTTGTCCATTAC



TGTCCAAGTTTCTCGTTTGTGGCGAAACGTCGGATTTAAAGTGACGACTAAAGGGTTAAA
CTGGATGCGGTTAAAAAGAATTCCAACCAAAAATACATATTCCTTCATCTTTATGATTGA
TTTAAAGGGATTTTGGGTTGAGCCAAAATATTCAGATGTGTAAATAACTTGATTTGTGTC
CCTGTATTTGGGGACAGCCAGGTCTTTCAGGTGGTGCGTGCACACTCAGGTCAATCATGA
CGGTTCATCTACAATGCCATAGCAATACCAGTCCTGTAGAAAAACGGACGACAATGCCTC
AGTGAAGTTGCCTCAGGTTCACTTGTACAGTAAGCATCCACACCTGCTAGCAGAAAAACA
TTTTCATCTGTTTTTTTTTGAATGACAGCTCTGTATTTTTGATGTATGAAGGAACTGAAT
GATGTCCTCTGAATGGTTGTGGAGCTTAAGACTGATTTTGTGATTTGTAATGAATGAAAT
TATGAATCACTTCATGGTCAATAAACTGACAATGTTGCAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAC
>CL4497Contig1
GTTGTTTTTATCATTCTGAAATAAATCTGAGATCACAGGTTTTACACATTTTGTACTTAC
ATTTCTGAAATCTGTTTAAATGATCTGTACATGAAATCACTGCTTTTACACATATATCAG
GATTGAGGTGTATTAAGGCTGTGTGGCAGAATCATCTCTATTGTATATCTATATAAACAG
GTGGCAGGACAGCCAATAATCTTCAAAAGCAACTATTTGCTGCCATCTGCTGGTGGAAAT
TAGATATAACAGCTATGTGAGCCAAAACACCAAGAAAGGTGTGGATTTACACAAATTTGA
GTCCATTCAGAACAATCTGGCCAAGTTGTTGACACTGATGTATAAACAGAAATTTTGTTT
GATAATCAAGCGCCACTTTTGAGGTGGGGGTAGCTCCGAACTGTGCATGCGATCCCCTCC
TTCAAGCTGACCACTGGTTTGTAGCCCAGGTGCTCTTTGGCCCGTTGGCAGCTGTAGTAG
TGGAAGGTTCCGGCCAAAGCCACTCTCATGGGTGTGAATGTTGGTTTGAAGGCAACAAAA
GGACGCAGGAGCACGCTCAGCAGCCAGAGGAGAAGGGCCAGTCCGTAAACCAGGCGGTAA
GGGAGGTGAAAGCGCGGCGCTGCGTATCCCAGACCCACCAAAACCTCCGACATGAAGTCC
CAAAAGGGAATTGGCTCATCATTGGTGATGTGATACGCCTTCCCACAGATGGGAGAGTCT
GGTCTCAGATGCTCAGCAGCCAGGATGTGTCCATGAACGACATTCTCCACATATGTGAAA
TCTACCAGATTGGCCCCATTGCCAATAATAAACTTCATTTTTCCCCGCCGAGCTGTGTCT
ACTAGGATAGGAACCAGCTGTGGGTCCCGTGGGCCGAAAATGCCATGAGGTCGGATAGCA
ACTGTGAGGAAACCTTTCTGCTTGTTGCACGCCCCAAGAACCAACTTCTCCTGCTCAATT
TTGGTTCTGCGTGTT
>CL4498Contig1
GCAGGAGCGTCCAACAGCGTGATGCCGTCGACTCGCCTGCACACGAGCACAACTTAAAGG
ATTTCCAGCCCCAAGAGGGCGACTTCAACGGGAACAAGTCGTCAGATCCCATCACAGAGG
AAGTGGACTGGAACTGCGACGACGGGACGCCAGAAACCTCCAACGGGAAGGACACGGAGC
CTTTGTGGGTGGGGCTATGTAGCATGAAGAGGGACGTGTACCAGCTTGGAGGCGAGCTCG
ACATAGAGCAAATAGAAAGAAACTGAGCTGATTAAAAATGTTCATCCCAGGGTGGTACGA
TGAACAGAACTCATAGTCTTAAGGACAAAACAAGTGGAAAGCTAATGCTAACTCGGATTA
GGAGCTTCGTGCGATATCTTTGAGGACTTGATCGTTCTTGTGTCTTAGGATAAGAACCAA
TGTCTTGAGGAGCTCATATGAAAAAACAAACAAGGAACATGGAAAAAAAAAAATCAGTTT
TTGGGACCCCAGAGTTCANAGTTTAACCTCCTTTTGTCTAACAGNGCTTTCTTTTGGANA
GAATTCACAGCCAGCTTCTATCAATTTTCTGCACTAAAATAAGTTTTTTCTTCTTTCATT
TCTGCATAAAACCACAAGCTTACAAAGAGATGGGNGCTATCCCCCCCCCCCATCCNGACT
TGAACACNCAA
>CL4498Contig2
TTTGAAACTGTGTTTATTTGTATAGAAATTATACTTTTGCATAACTTTGTATTGACAAAT
CGTAGAAAGAACACGAACGCTATTAGGATCTCAATGTCAAGACATGTCAGGGTTGAGCTC
GTCGTTCCAGAGTTGTGTGTTCAAGTCAGGATGGGGGGGGGGGATAGCACCCATCTCTTT
GTAAGCTTGNGGTTTTATGCAAAAATGAAAGAAAAAAAAACTTATTTTAGTGCAAAAAAT
TGATAAAAGCTGGCTGTGAATTCTCTCCAAAAAAAAGCACTGTTAAACAAAAGGAGGTTA
AACTCTGAACTCTGGGGTCCCAAAAACTGATTTTTTTTTTTCCATGTTCCTTGTTNGTTT
TTTCANATAACCNCCNCAAAACTTTGGTT
>CL4499Contig1
GTCGACTGCTCGGTTTGTTCTTCCTCGGCCTGGTTCTTGGTGGAGCTAGGCAGTCACACC
GTCGCACTACCTTTCCCAGTCTGACGTGGCTCGGCTGCAGAACCTCCTGGGCCGACCCTT
CAGCGACCTTGAATCAGCGTACTATTCTGTGGTTGGTCTCAGTAAAATTGAAGCAGCTGT
TCCTGATCACAAAGAAGTATGTCAGTTCCTGAAATCCCAGCTCGATCCCACCAGCGTCGA
CTCTCTGTTCTTTGCTGCTGAAACCAGCCAAGCCCTTTCAGGATGCGAAATCCCTGTTTC
CAACGAAACCCGTGACATCCTCCTGGCTGTGGTCAGCGAAGACTCGTCCATGACACAGAT
CCACCGGGCCGTGAGCGCGCTCAGTTCTCTGGGGCTTCCCCTTGCGTCGCAGGAGGTTGT
CGGTGCCCTGACAGCTCGCATCAACAAGGAGGACAACGTTGTGGCCATCACCTTGGCGCT
CCAAACAGCGTCTCGCCTTTCCCAGCAGGCAGAACTTGGAGGAATTTTGGAGGAAATTGA
GGATCTAACAGCTCGCCTGGAATGATCTTGGTGGCGTCTATCTCCAGTTTGAAGAAGGAC
TTGAGGCGACCGCCTTGTTTGTGACGGCTGCGTATGCTCTGTCAGACCACATGGACATCG
AACCCCCCTTTAAGGAGGATCAGGTCATCCAGCTGGTTAACTCCATCTTCAGCAAGAAAT
CCTGGGACTCTCTGGCCGAAGCCTTCAGCGTCGCAACCGCCGCCGCCGCTTTGTCCAACA
ACCGCTTCCACGTTCCTGTCCTCGTGAACACTCGAGGCCCTGCCACCGTGTCCCACAGCC



AGCCGACCCTGCAGCTTCTCGTCACCGACGTCCTGTCTCGACCTTTGAGGTCAGCCAGCG
TTCTCCTGGAATCCGCGCACGCCGTTCCCTCGAAGAGCGTTGTCCTGAGCCAGGCACCTT
TCATTCTGAAGGATGATGTGTTTGAGCTAAACTTCATGGCGAAGCAGCCAGCCAGCGGGT
ATTACCAGTTCTCTGTTGCTGAGACGGGAGACAGCCGGCTGGTTGCTAATCAGGTGGAGC
TCAAGGTGAAGGTGTCCACCGAGGTTGCCGTCACCAACATGGACCTCTCTGTGGTGGACA
AAGATCAAAGCATCGGCACCAAGACCACCAGGGTGGATTATCCCTCTAAAGCCAAGAGCT
CCTTCACAGCAGACAGCCACCAGAACTTCGCCATGTCCTTCCAGCTGGTTGACGTCAACA
CCGGGCTGGAGCTCATCCCACACCAGACGTTTGTCCGGCTGCACAACCACAAAACCGGCC
AGGAGGTCGTGTTTGTGGCCGAGCCCGACAGCAAGAACCAGTACAAGTTTGAGCTGGACA
CGGCTGAGCGCAAGTCAGAGTTTGACTCCACATCTGGTACCTATTCCCTCTACCTCATCG
TCGGGGACGCCACCTTGGAAAACCCCATTCTGTGGAACGTGGCTGATGTGGTTCTGAAGT
TTGCGGAGGAGGAAGCCCCGGCTACAATTCAGTCGAAGACCCTTTATATCCCCAAACCAG
AGATCCAGCATCTGTTCAGGGAGCCCGAGAAGAAGCCGCCAACCGTGGTCTCCAACACTT
TCACCGGACTGGTTCTGTCTCCGCTGCTGCTGCTGCTCATCCTGTGGTTAAAGCTTGGAG
CAAACATCTCCAACTTCAGCTTCTCTCCCAGCACCATCCTGTTTCATGGCGGACATGCAG
CTCTGCTTGGTCTCCTGTACGTCTACTGGACCCACCTGAACATGTTTCAAACCCTCAAGT
ACCTGGCAATCGTCGGCGGCGTAACCTTCCTGCCG
>CL4500Contig1
CGGCACGAGGGGCAGAAGAATTACCTCAAGAGGAAGAGGAGGAGGAGGATGAAGAAGAAG
AGGTGGAAGACAACAAGCTCAATTCAAGGGGAGATGTTTTCATTTCACAGGAGTTTGAGT
CTGTGTTTGGCCCAGCCAAGGACATCAAGGAAATCCAAGTTGGACAAACTCAGGATGAGT
ATTTCTTAGACTGCAACTTCGATCAGGGAGGATGTGAATGGGTCCAAGACAAGACAGATG
ACATGGATTGGACTGTGGCGTACCATAGTAATGGTGGGTACTTCATGGCTTTGAGTGGGC
TTGTTGGGGAAAAAGAGGATGTGGCCAGGTTAAAGCTGCTTCTCAGTGACCGGACCCAGC
AGGCCAGCTTCTGCCTCATGTTTGACTACCGCATACTGGGCCAAAATGTGGGAACATTAA
AGGTGCTGCTGGAGAACAACGCTTATCCGGTTTGGGAGCAGGGTCAAAGCAAAGAAGAAG
GTTGGCAGACAGAGCTCCTGTCTGTGGCCTGGACAGAAAAGGCTCCACAGTCTATCGTCT
TTGAAGCGCGGCGTGGAAAAGGTGTTGGAGGTGAAATAGGGCTGGATAATGTTGCGCTGA
CCTCAGGGCTCTGTCAAGAGGATGCCAGTCCAATCTTCTGACGATCTTCCCATGAGATCA
TCTGCCAAAGAAGACACATCAAGGATTGAGTTTCCTTTCCCTGTGAATTCTTCTTCTTAC
TGGAGTCTTTCAGAGTTCTTAAACAGTGCAGTCCCACTCTCAAAAAGAACATGTACAGTC
AGTGCAGCTGACTTTATTTACCTGCTGCTACATCACTCCGTTGGACACAATTAATTTTCT
GAACAGTAACATACAGGACATATTTCTCAGGAAAAAAGTGGGGATACATTTAATATTGGC
TTTAACACGATTGTGCACACACCTCGTTCACAACTGAAGTATTCTGCCAGATGGAATGTG
AAATTAAGGGTGATTTAAAACTATAATCACAGAAAGTATTTTTGAAGGCTTTTTTGTTGT
TATAATATCAGGATAATCAGTGAATTAATTGCATAAAATATGTGATGTATTCACTCATAA
ACAT
>CL4501Contig1
CAGGCACCGCTGGACTCCACCATAACTGGACTGAAGTAATTTCAGCAAAAGAAAAAAAAA
AGACATCATCAAAAGCTCTGTGTTTGGAAATCAAATTGAGTTAGTTGCTGCAACAAACTA
AACCCAAAGATGGCCACCGTCGCAGACTGGATTGTTCAGAACAGGGACAAGATAGAGAAG
GGCATAGAGATTATGGGGCAGGCTGCAGAGGTGCTGGCGTCCACTGTGGGCCAGCTTCAC
CCCATCCTGGAGGCGGTGTTTGTGGCCTCGGCAGAGCTGCTGAGCAACCCAGAGGGCAAA
GAAGCTCGCTACCTGACTCAGCAGTTTGACATGGTCAATCAGAAACTTGAGGGAATTCAA
GATGAAATCGACAAGATCGCCCTGGAGCTGCAGAAGACATCTCTGAACAAGCAGAACTTT
GACCAGGAGGCTCAGATGATTAGCCAGTATGAAAAGTTCCAGGAATTTGTCAATGCCAAC
CCAAAGTTCAGAGAGAAGAAGAAGGAGAAGTTCCTCAAACAATACGAGAATACCGATGGG
GACCTGAACGTGGAAGCCCTCTATTATGCTGTCACAGGGGAGAACATGTCAGGAGAGCCG
ATGCTGGATGTTGTAGTTGCCACAGAGCAGAGAAGCAGAAGGGCAGTAGAAGACTTCTGT
GCTCAGCTGAAAAAGCTTTTCATGATAGGAATCATTGCCATCATGGGCTACGCCGCCCTT
ACAGAGGGAAATGTCGAGGAGGAGATGGTGAAAAAGTGGCAAGTTCGGATGGAGGACGTA
GAAAAACGGATGAAAGCGGCTGTAGATGACTGCACGGAAAACTTTGCAGATCAAGCCAAA
CTAGACATGGAGCACCTGCTTCAGGAGAATCCTGGTCCAGCTGATAAGGACTTCACCAAC
TCTCTCTTGGAGTCACTTGTAAAGAAATATGACTGGGTGAGCTGGTCTGTCAGGGCCTTC
AAAAACAGGGAGACCATTTTCTTTTTCAACTGGCTGGCAGGAAAG
>CL4502Contig1
CATAACAAGCAGAGGCACATAAGAGTACACGGTGCAGTGAGCGGTTATGCACGGATGTGT
ATTTTGAAAACAAACTATGTTTTATCGTAGTAAAACCATCAGAGGTTTGCTGGAAATCGT
CCCGGGTAAACGGCGCCTGGGAGCGTACAGGTTCCTTCCTATCTTTTTCTGCATTGGAGG
AGTCATGGAGTGGATCATGATCAATGTGAGGATAGGAAAGGAGACTTTCTATGACATCTA
CCGCAGAAAACGATCAGAACGGGAGTACCAGCAGAGGATAGCAGATGGTTTGGTAGTTCT
TGACCAACCTGCAGCCAAGTGAAGGATTGTGGGACTTCACAGACGTCTGCTAAGGACGCA
CCGTCGAACTTCTCCCGCTTTGGCTGCTTTCAACAACTGTATCACGTGTCTGAACCTGTT
TGAAAATTTAATGAGTGAAAGAATGGCTGCTTTGAATATTGATATGGCTGGTTAAAGAAG



AACAAGCAGTGCTCCCTGACGACTTTGCACTGATGCTTCCAATCACAAATGGTGCATCCC
ACCTGCCATGTCATGTAAAAAATAAAGCCTATATATATATGCAAAAAAAAAAAAAAAAAA
AAAAAAAAACCCT
>CL4503Contig1
GACGTGTGTGGCTGTGCTGTCCATCACTGCCGCAAACATGGGAATCACTCTGCACACAGC
GGACCTGGTGATCTTTGCAGAGCTCTTCTGGAACCCCGGGGTTCTCATTCAGGCAGAGGA
CAGGGTTCATCGAATCGGGCAAACAAACAATGTGAACATTCATTACCTGGTTGCCAAAGG
AACTGCTGATGATCATCTGTGGCCAATGATCCAAGCAAAGATGAATGTTCTGGAGAAAGT
GGGCCTGTCGGAGTCGAACCTCTCAGACAATGCACAAAACTCCAGTTTCCATTCAAAGGA
GGCTGGATCTTTCCAGGATGGGAAAACCATCTTAGAGATGTTCCAGAGGTCATTTTCTGC
AGATGAGGACATGGATGAAGCCCTCCTGCTGGAGGCTGCAAACGAGTGGGAAGACCCTCC
GTCAGAAGACATGGCGCCTCAACGCGACTGCACCGATGCTGTCAATCAAGGCCGCGGTCA
AAACAACCTCAGAAAATATTTTAGTAGATGATTATAAAAGTTGGATAATTTCAGTCATTT
ATTTTAGACAAATACCTCTAAAGTTTTCAGCCTATCATGACTGAATCAATACTGAATTAT
AAATGTTCAGTTTGAGGCCAAACCAAAAAATG
>CL4504Contig1
CAACGAGAGCGTGTACCCCATTTTCAGCCCCTGCCTCACCCATGACGGCAAAAACACAGC
TCCACTTGTTCTGACGCACGTGAAGCACAGCTGAGGCCGGAGAACAGAGAGACCATAGGT
TCGGTGTTTTTGATCAAACAAGTACGCTTGTCTGGGAAATCTGTCACCTTTTACTCGCTT
GTTTGCAAAGCCAAAAAACTTTGGAGAATGAGCAAAACTCATTTTGCTCTACTTTCTTAT
CACACTGTGGACTGATGTAAACACTGAAGGCAACCGACCAACTGAATGTTTAGAAAGTGT
AATATATCAGAGGGATCCATCGTCTGCGCTTTTGAGCGATGAAGAAAATGGGTGAAGAAG
CCTGATGGACACAGGAACTAACTCCATTATTAACTCTAATAGTCCTAACTTTTGAAGAAA
ACTTTACTTTTGCCATGTTTTTCTACTGTGTAAGATTTTATTTAGCTGCAGCTGTCAGGC
TCTTGGTCAACGCAGACACCCATACAGGTGTCTAGAGCTCTGCAGGAGAAACCAGAGGAG
CGGCTGCGGCTCGTCTTTGTGAAGGGCTTTTTTTCTATACTTATGGATGTGGATGTTTTT
ATATGAAGGAATAAATACTGTAGAAACTCACTGAAATTCATCAATAAAGTTTATCTATTA
>CL4505Contig1
TGTAATAGATCTTTATCATATACATACAGTACAATATGCTCAAGACAGATTTTATGGCAC
ATCCATTGTTGTACATTTTGCAGTCGCTGGTATTGCTGTGAGATTACAGTAAAGTGACCA
ACTTCATCTGTTACTCAGGTAGATACAATGGGAAGAAAGAGGGGCAGTTCCACCTTGGTG
GGTCAAGAATAAAGTTGCTACAGGAAAAACACATGCACTGTTAAATGTTCCACTAGGGGC
GGGTGGCACATCCAGATGCACAGGCCAACACATGAAGGGGTGGTGTCTCGTTCCGTTAAA
AACCACCTCAGTTGTCGTCTTGGAATACGCTACAACAGTGGCTACTGTGATCCTGGAAAA
CTACAGGATGAATACAGCTCATGGTTTTATTATTTTTTTTAACGTTTATTCAGTAGAGGG
GTCCAGTTGAATTAAAAGAGCTGCCGTTGCATGTTTAACCGTTTCGGTGCACGTGTGTGA
AGATTCTTCAGGTTTGTTTTACCAAATCCAGTGGAGATGAAGAATAACAGTGAAGAAGGA
TCTAGCATTCAAGTAACTACTGCAACACAACTTTACTGGTAATACAAGAGATTAGCTACC
GCTAACGTATTCACATATGTACATATGCAGACGCGTGAGTGCATTGTCTTTGAAGTAGAA
AACAAAACAGACTACAAAAAAAAGTTGTGCCCCACCTTCTGCTTTGTCCTGTTTTCGGCC
ACATTGGATTAAAAATAGTCTCATCCTAAAATTTACAAACAGAATAAAAAAATAATGATT
GTCTCAAAGATAAATTAAAAAAAATACAATAAAAACAAACACAAGAAAGATATGTAACAA
AATTCTTCAGCTTCCTCCTTTCCTCAGATTGGGTGGAGGTTGTTTTTCTACACCTCATGT
TGTGCAAATGTGGGGTTGTGAGCACCTGTGGCATCAGTTACCATTTTAGTGTCCCTTTCT
TTAAATGCCACCTGCATAAGAAACAAGCTCGTTCCTGCTGAAAGGACTTCGGAAAACGTT
TCTTTGATGTGCATTTTGGGAGTTCGGGGTTTGACGTTCTCAAAGAAAAATCCAACATTT
GTGTGATGGTGAAGAAAGGTGAGCGGGAGTGTGAAAGGTGGACCTCTAGATGACCTGGCA
GCAGCTGTGTGGGGCGGGGGTGCAAAGCAAACCCTCCTTGGGGCTTCGGTGAATGTTTAC
AGAGAGGCTTTTGTCGTTGGGAGGTATCTGCAGGCTGCGGTTCTTCACGTTCCTGTGGTT
CTCTCTGGCCAGGTCCAGCTCTCGGAGCCGCAGGCTCCCCGAGCAGGGGCCCTCCAGCAG
AGGGTCCGCCAG
>CL4506Contig1
GCTGCCGAAAGCAGGCGTGACTGCCGCAAACAGAAGATTACCGCGAGAGGGGTTCGAGAA
TTCACTCTCATCCGAAAGGTTTGACTTAAATTCCAAAATAGTCCGACGATGAGTGGAGCT
ATGAACTTCAAAAACTGCGGGGCAGTGTTGGTAACGGGAGCCAATCGGGGGCTCGGGCTG
CAAATGGTTGAGAGCCTTGCTAGTGGTGATTTCTCTCCACGCAAGATTATAGCCACGACC
AGAAATGTCGCTGTCGCTAAGACGCTTCAGGAGCTGGCAGGAAAGTATTCAAACATACAC
GTGCTACCTTTAGATGTGGTGAGTCAGGAAAGCATTGAGAAGTGTGCAGAGGAGGTGGAC
CTGCTGCTACAAGGAGACGGGCTGAACTGCCTGATCAACAACGCAGGAATCAACGTGCTG
GCTGACTTTCACTCTGTCACTGCAGAGAAGATGATAGAAAACTTCCACACCAATGCCGTG
GCTCCTCTAATGATTACCAAGGCCCTCCTGCCTCTGCTGAAACGAGCTGCGGACGGAAAA
GCAGCGGACGGCGTGATGGGCATCCAGAGGGCAGCAGTTATCAACATCACCGCCCTGCTG
GGCTCCGTGGAGCTCAACTGGGGCGAGCTGGCCAACACCTGCAAATGGTACCCCTACAGG
ACCTTCCAAGTGTGCCCTGAACATGGTCAGCCGCTGCGTGGCTGTAGATTTGGAGCCGGA



AGGGATCCTCTGCACGGCGATCCATCTTTGTTGGGTGCGCACTGCCCTGGGCGGGACGAT
GGCTCCACTGAGTCCTGAGGAGAGCGTCTCCTCTGTCTTGTCTTTGATTGGTGGGCTGAC
CGAAAAGGATCATGGGGGGTTCCTGAACCTCACAGGGGAGCAGTTGCCATGGTGACCTGT
TATCCAGTCATTCTTTCTTTCTGACAGTGCAGATTGTTTACATTTTCTAAAGAGTGGTAT
TATTTTACTACCAGGAAGTTACTTCAAACAAGAACAACATATTTGAACTGTCATTAAATA
CATTTTAATGCAGCT
>CL4507Contig1
CTGTGGAGAGCAAAGGTTGCNTGAGTNGTGACTGTTTTGNGGGTGCGGGCGGGAAGCGGC
GTGTAATTTGGTGCAGGACATGTGTGATGCCGATGTGCCTGGCAAGCAGAGGAAGCGTGG
AGATCCAAAAGAAAACTTCCCCTCCTTGATGAAGAATAACTGAGAAGTCTTACTCGGCTT
TGCACTGGATCGCTCCCCACTTTAAAAGTCCTCAACTGCAGACTTTGTGAAGCACCCTCC
AGAACCAGACTATTTTACCAAGTGAGGAGGAGTGTCTGCATTTTGGATCATTTCATTCAA
CAACCATGACCTTCTTTTTGTTTTTGTTCCCCACCTCCACAGGTCACGTAAGGACACAAA
CTGTTGGTGCTGCCATTTTTTTTTCTCGCTTTCAAGGACAATCTTGTAGAAAACTAGTCC
ACCACTCAGTGGCCCTCCTTTAAGAGTCAGCGCTGTCAGGTTTCTCCAGCAGGTTCTTGT
GTCTCATCTTTGCACTACACATCTACAGAGTCAATAAAATGGTGCCCATCAATGACGTGT
AGTATAGCAATCATCCAAAAGGTTTACATGGATTTAAAGAAATGCATTTAGTAGGGATTT
GAAGATACACTTCTCCAAGAGAAGACCCTCTGTTTGAAAGACTTGAAGCTTTTTTTTAAA
ATCCCAATAAACCAACTTCCCCCTCTGCCCCAAAAAAAAAA
>CL4508Contig1
TGTGAGCGCGCGTNAAACCCGGGCCTTATGGCCGGGGGTGTAAAGGAGTGGAGCTCGATC
TCACATCACTCTTCCCTCTTCCCCGAGTCCTTTCTAAACTCTCCCCCTGGGTTTCTACCC
TCCCGAACCTCTCCCCTTCTACCCTCACAACCCCAACCCTTCCCCCGATCACATATTAGG
GTTCGAATCAGCTTCATTTTAGTGACCAAAGAACCCCAGTTGTGTGCTGCAGGCTACACT
CGAAGGTGCAGTTATGGACTCCGGTGTGATTGAAGGAGGACTCAATGTCACACTTACCAT
TAGGCTACTCATGCATGGAAAGGAAGTCGGAAGTATTATCGGAAAGAAAGGGGAATCTGT
GAAGAAAATGAGAGAAGAGAGTGGGGCACGCATCAACATCTCTGAGGGCAACTGTCCCGA
GAGGATCATCACTCTGGCTGGCCCAACCACAGCCATTTTTAAAGCCTTTTCCATGATCAT
CGAGAAGTTGGAAGAGGACATAAGCAGCTCTATGACAAACAGCACAGCTACCAGCAAACC
ACCAGTGACTCTCCGCATTGTGGTGCCCGCCAGCCAGTGTGGCTCCCTCATCGGAAAAGG
TGGCTGCAAGATCAAAGAAATTCGAGAGTCTACCGGTGCTCAGGTCCAAGTGGCAGGAGA
TATGCTCCCTAACTCCACAGAGCGAGCCATCACCATTGCCGGGACTCCGCAGTCAATAAT
TGAGTGCGTAAAGCAGATCTGTGTGGTGATGCTTGAGTCTCC
>CL4509Contig1
TCTGTTTTTTTTTTCTTTGCCTGTAGAGTCACACTTGTACCATGGCTTATTTGCTACAAA
CCCTTAAATAATGGTCCTGCTGCATTCTACAAGAAACCTTTAAGAGGTTCCTGCGCATGA
CAATTAAATGCTAATAGACTAAAAGGGAAAACATACCAGATGGATTATAGCAAAGTGTGG
ATATTTTGAAAACTAGGACAATTGCCAGTGGAATAAAAGGAAAAACACACAAGTTGATGG
ATACTCAAAATATAAATACAAAGTAGAAGACAAAAATCCTCTGTTTTTTTCACCCCCCTT
GCACCTCATTCCTCTCACTATCTATGTAAAAATCCACACTATCTTGCACACATAGGCCAC
CCTAAAACAGGGAGCAGAATATTTTTAACGCAACAAGGGCAACGCAGAGTCACAGAGACA
CCGAAAGTGATCAGAAGCGAGGCAGGATGCTCCTGAGGTGCAGGGCATGCATGTGAGTGA
GGTCACAACGGTGGCTCTTCCAGCTGTAAGGAGGACAGGTGGGAGAGAGCGGCGTGGATG
TTGCTTGCTATGTCTCTCTGGGTCCCTCTCACTCTCTCCTCCACATAGGTCACGTCCTGG
TCTTGGCTGTGGTTCTCCCAGGCATCGCTCTTGTAGCTTCAACTGCTCATGATGCTGCTG
TTAGCTCTGTGGACAGAGGCTCGATCTCCTTCACCGCTTCCTCGATCACCTCGATCACTT
GCGCCATGACTTCTGCACACTTGACTGAGGGCTTGCTTTCTGTCGTGTCTGTGTCCTGGC
TGCAAACAGCAGCTTCTTCTGAGCCGGGTACTTGAGGTTCCTCTGACAGCGATGACAGCT
TTTTTATTCTTGGAGGGTTCTTTGCAGCCGGGCTGCAGCCGGGACTCTCACCGTTCAGCT
CAGAGGCGATTTCCACTTCCACTGGAGGTTCCTCAACCTCCTCTGCTTCCTGCAGGATCA
CCTGGATGGGCATGTGGATCTCAGTCACCTTTTTTTCCTCAGACTGTGTTTTCACATCAT
CAGTGGCTTCTTTGCTTTCAGTCTTCTTAGACGGCTCTCTCTTCCCACCAGTCTCCGCCT
GGATCTCTCCAACTTCTTCCTCAATGACAGTTTCTTCACTTACTTTGATTTCGGCTGTCT
TCAAATGTTTTTCTAGTTTCTTCTCCTTCCCTACTTCTGCTTCACCCTCAAGGGCCTCAA
TCACCTCAATTGGGATACTTTCAGTAACCTCTGTGGCGACACAGAGCTGCACGGGGCTTT
CTTCCCGGCCATA
>CL4510Contig1
ACACATGTATATATTTCATTTTTATTGCAAGAGAGGTGGGTAATTCAGATGTAAAACGGG
TGAAAACCCAGATGTTTTTAAGCTGCCATCAATTGAGGGCATGACAACAAGAAACTCCCC
AAACATTCATTGCCTTTTTTTTTGTTTAAAATGCTGAACAACTCTTTTATAACTATATGA
GAAAATACAAGCATTTCTACTGATTTGTTTTTTTATACATTTTTGTATTTTTCATATACA
TCAAAACTATTAGTCTCCTGCCTCTTTCTGTCCTCATCTATGTCTGACATGTCACAGAGG
CTCAACACATTGGGTGATCAGTCCAATTTCACAGCTTCAGATGACACCTACTTCTAAAGT
TCTTCCTTTACAAAACAAAACATGGATAAAATTGTTTTTTTTTTCAAAAGGAAAGGAAAA



AAGGGAAAAAAGAAGCCAGAACAGGTTTTCAGCAGGAGATATATTATTATTATGAATTTG
CGTGCACACACATTCACCTGTAACCTCTTGTTATGACCCTGGTCTCCCTTTGTACATGCT
TTCTTTCACCCACAAACAAAAACTCTACATTTCAGGCACATTCAATTTAAAGGGAAAGTC
CAGGAAAAGTGCAGTAAACCAAACAGAATTCATTATACGTACATGTATGTGCACATGAAA
CTACCCTTGTCACCTTAAACACATGCATCACACTTGAGGATTTGACAGGGACCATCAGTC
ACCTTTAAAACCTCGTGCCG
>CL4511Contig1
TCNGCACGAGGCTTAACTGAGTCATCTCCCAGTTTCATCATAAAGCCACAGCAAGAAGCA
GCCTGACACTTCAGAGAAGAATGCCCTTTGGAGGAGGAAATAAATGTGGCTGCTGCCAGA
AAACGGTCTACTTTGCTGAAGAGGTGCAGTGTGAAGGGAAGAGCTGGCATAAATCCTGTT
TTCTGTGCATGGTCTGCAAGAAAAACCTAGACAGCACAACCGTGGCTGTTCATGCAGATG
AGATCTACTGCAAATCCTGCTATGGCAAGAAGTATGGTCCAAAAGGCTACGGCTATGGAG
GGGGAGCAGGAACGCTGAATATGGACACAGGAGAAGGCCTTGGAATCAAGCCTGAAGTAC
AAGCTCCTCACCGTCCAACAAGTAACCCCAACGCCTCCAAGTTTGCCCAGAAAGCAGCCG
GCTCGGATGTCTGTCCTCGATGTGGGAAGACAGTGTATGCAGCAGAGAAGGTAGTCGGAG
GAGGAAATTCATGGCACAAAGGTTGCTTCCGTTGCGCCAAGTGTGGTAAAGGCCTGGAGT
CCACGACTCTTGCTGACAGGGATGGAGAGATCTACTGCAAAGGTTGCTATGCAAAGAACT
TTGGTCCCAAGGGCTTTGGCTTTGGTCAGGGAGCTGGAGCTCTGGCTCATTCTCAGTGAA
GGCTGAGGCCTGAGCCCATGTGGGACTGGCATCTGGTGCTATCACAGCTTCCAGGCTCTT
TAAGGCAACATCTGACCTTTCCTTCTAGCCACAGGCACAGCAATGCTTAAAAACATGCAG
CTTTTGTCAGACGGGTGTGATGCTTTAAAGCCTGGTGTGCAAATGCAAAACAGTTAAGCA
CTTACATGTTATTGTATTTGCATGACCACGTTGTCTTTATTTCTTGAGTAATAAACCTAG
TTTAAAAGGTCTGCTCTTAATTACAGTACATGAGATTTCCAGGAAAGCAAAAGCACAATT
TGTTTAATGTCTAAAAATACAAAAGATAGTTCAATATTATTTTGTAGAAACTTCATAAAC
AGCCCTAAATAAAGCTTTATGCTAATGCTCATCTTAAATCCCTCCCATTGCCCTAAATNT
TAAATGTTGTACATATTATCTCTTTCAAACACCAGAAAAGTACANGAANNNGTCTCTGTT
GAAATGCTAAGACTGACATCTTTACCCACCT
>CL4512Contig1
AGCTCATAGAGGATTGGGATGCCAGTTGGCAGATTCAGTTCCATGATGGCTTCATCTGAC
ATTCCCTCCAGGTGCTTGACAATTCCCCTCAGGCTGTTTCCATGGGCAGCGATGAGCACT
CTCTTTCCTTGTTTGATCTCAGGGGCAATCTCCTCATTCCAGAAGGGCAGAGCTCTCGCA
ATGGTATCCTTTAAGCTCTCGCAGGAAGGCAACTGGTCCTCAGTCAGGTCTGCATACCGA
CGGTCCTTGCTGATCACAGAATAGTAGTCATGGTCAGGGCCCATAGGTGGAGGAGGGGTA
TCAAACGAGCGCCTCCAGATTTTCACTTGAGCCTCTCCGTGCTTGGCAGCTGTCTCCGCC
TTGTTGAGTCCCGTCAGTCCGCCGTAGTGGCGTTCGTTTAGACGCCAGGTCCGATGAACA
GGCACCCACATCTGATCAATGCTGTCCAATACCAGCCACAGAGTTCTGATGGCTCGCTTC
AGCACGGAGGTGTAACAAACATCAAACTCGTAGCCAGCATCCTTTAAGGCCTGTCCTCCT
CTTTTTGCCTCCCGCTCCCCAGTTTCACTCAGGTCCGCATCAAACCAGCCGCAGAAGCGG
TTCTCCTGGTTCCAATTACTCTCTCCGTGGCGAATAAGCACCAATTTGTAGGCCGCCATG
TTTAGTCTCACTCGGTAGGTTAATTTAGCGATAGTTCGATGTTAAATGTGGGCTGACGGA
TGCAAACGATGTCAGATGAGTAACTTTCAGCTCCCCCC
>CL4513Contig1
GGGAAAAATGTGTTTTAATTGGTCACTATAAAATAAATGGCATTCCCAACTTTTAGGTGC
AGAGTCACGTTTACATTGTACAATATCTGATATTGGCATAGAAAAGAGTACTTACAGATA
CTTTTACTCTACTTTTGTTCAGTGATATTTTCTCTGTCCTTTTCGGCAACGTCTTTGTGA
TTAGTACACCCTTGGTCAGCTGCTTCTGCCTGTGCAGCTTCTGGAGGCACCGGCTTCTTG
CGTCGCTTGTTCAGCAGAGGATTGTTGGACGTGTCCAAGTCTTTGATCTTCACCTGGTCG
TAGTCCACACGCATGGTAGCCAAAGCGCTGGTCAATTCATCCTTAACATTGTCCCACAAT
TCTTTGTCCTCGGTCAAAACCCGCGAGGTGTGGAGAGGGGTTGATGGGACCACCATAGAT
TGACTGATCCAGGGGTGGTTCATGAACTGTCCAATAGTCATCCTCTCACTGGGATTTGTC
TTCAGCAACTGAATGATGAGCTGCTTTGCTTCCTCTGAAACATCAACCCACTCAGGGTTA
GGAAACTCATACTGGCCCAGCCTGATCCTCTGCTTCATGCCTGGGGAGATGGCCTGGCCT
GTATTTGAGTAGAAGGGAGGAAACCCACACAGTAAGATGTATGTGATCACCCCCAGAGAC
CACATGTCACATGACTTGTCGTATTTCTCTGGTCCAAGCACTTCTGGTGCGACGTAATAC
GGGGTATAGCAGGGGGTTTGCAGCGACTTGTGCAGTGAGGTCTCCTTAGCAAAGCCAAAG
TCTGTCAGCTTCAGAGTGGCATTGCTCTCTCTGGTGGTGTAAAGAAGGTTTTCTGGCTTA
ACATCTCTGTGAGCGATGTCCATGCGGTGCAGGTATTCAATAGCTGAGCCAATGTCATGC
ATGATCTCTGACACTTCTCTCTCTGTGAAGGCCTGATCCCCTCTGGCCTGGATGCGGCTG
AACAGCTCCCCCCCCTCCATGCATTCCATCACAATGAGCAAACACTTCTTCCCCTGGTAC
ATGTTCTCATACAGGCTGAGTATCTGTACAATGTGGGGTCCTCCGGACACTCGCCAGTGC
AGATCAACTTCTCGTCTGGCTTTAGGAGTATCATAT
>CL4514Contig1
TCCTGGGTGCAATGTAAAGCAGGTGACACCAGTTCCCTCAAGGTGATTTTGCCAGCTCCC
TGGTAAAAAGTACATTGCAGAGTTTACTGTTACAGTAAGCTTGAAAGTTTTGCCAAGTGG



ACTGACCAGACACCAAATCTTTTGTGGACCCCAGTAAAGCAAAGTCAATACGTCCAAGGT
GGTGAAGGAGAGCAGACACTGTGACAACTCTGCTGGGACCACACTGCTTCAGTCGCTCCA
AGAGGAGGTTGGTCAGCAGAAAGTGACCCAGGTGGTTTACTCCGAACGCCATGCCAAAGC
CGTCCACAGTGCGCCCCGGACCCATTATGCCTGCATTGTTAATGAGGATGTCCAGTCTAG
GTTCAGTTTCCAGAAAGGTTTCTGCAAAACTGTGAACAGATCGGAAATCCGCTAGATCCA
GGGGCATGAAAACCACTTGGTTGTTTCCACTTTCTTTGCGGATGTCAAAGGCAGCAGCCG
TGCCTCTTTCTTTGCTGCGACAGGCCAGGATCACCCTGGCTCCTCTTCTAGCCAGAGCCA
GAGCTGTGGACTTTCCAATGCCAGTGTTGCTCCCTGTGACGATCACCGTCTTCCCTTTCA
GCCTCACTGAACTTGTGCATCTTTGGACTCTGAAAACTCCGTAATAAATGAGCAAATAAA
AGGAGACTGCGCCTGCAACGACGCAGAGCAACACAGACATGTTGAAGGCAACGCAACTTC
TTCCCCCGGCCATAAGGCCCGGGTTAAACGGCGCGCT
>CL4515Contig1
TTTTATTGTCATCATTTTCATGGCTATGGGACGGAAGTACCATTAGTGCATATTTCAAGG
TATTCTGTGGTAAAGAGTTCAACACATATTGCTCTCTTTCAATGCTGTTTTTTTTTCTTT
TTCACTATTTAGAGTGCTTAAGCTTACACAAGTCATCAGCAAAAAATAGAAATTAAGTAC
CTCCTTCCCCTGAGGAAAAAGAAAATCTGTCAATATTATCTTTATACTAACAGGAAAAAT
TCTCTGAATTTGTGAAAGACAAAGCAAATGTGGCAGACCATGGCTCAGAATAACATACAA
ATAAATCATCACAGTTATTCTTGAATAAACAATAGAGGAAGCTTATGCTTCATTAATCCG
AATATTTAAAATCTTTGCTCAAGAGTGCATTTATCATCCCAAAACTGAAATTCATTTTAA
CACCAGATAACACAAAGATTGCCTTTAATACAAAAGTTAAATATCAATAAATTAGGTTCA
TAAATTAATAAGACATCTTGAAACAAAAGCTGCAATATTTTAAATAAAGAAAAAAAAACT
GAGCTGCTCAACAGTCTCATTCATTGAAAATCTGACAAAAACCTTTTTTTCCAGTGTTAC
CAGGTCAAGACTTGACCATATCAACCCGTCTCATCTTCTCCCCAATACCTTCATTTTTAA
ACACAGAATAGAAATGACAGATTTGACAACCTATACAAACTGATGGCGTTTCCTGCAAAT
GAAAGACATAGGAGGCTCCCAGTGCATACCATGAACTCCCACATAGAAAACCAAGACATC
AGCAGGGTTTAAGTTTGGTTATTGCGCTCACTCGGTTACAGATGAAAAATCCCTAATAAA
CTCATGACGGTATCAGTCACAGTTTTTCTCAAAATCAAAGTATGTACAGAGATAGTTTTT
TTTTG
>CL4516Contig1
TCGGCACGAGGGTGACACATGATGGCAGCGCCCAAGAAAGTGTGTGTGATCGGTTCAGGG
AACTGGGGCTCTGCCATTGCCAAAATTGTTGGTGCCAATGCAGCCAAGTATGACACATTC
GACAGCACTGTGAAAATGTGGGTGTTTGAGGAGACAGTGAATGGCCGGAAGCTCAGTGAG
ATCATCAACACAGACCATGAGAATGTCAAGTACCTGCCCGGTCATAAGCTGCCCCACAAC
GTGCTGGCTGTTCCAGACTTGGTTGAGACCGTAAAAGAAGCAGACATTCTGATATTTGTG
GTGCCGCATCAGTTTATTGCAAAAGTGTGTGACACCATCAAGGACCACATAAAGAAAGAT
GCTGTTGGAATGTCTCTCATCAAGGGTGTGGATGCAGGTCCTGAAGGTCTCAAACTCATC
TCTGAGGTCATCAAGGGGAATCTCGGCATCACCATGACCGTCCTCATGGGTGCAAACATC
GCCAACGAAGTGGCAGATGAAAAGTTCTGTGAAACAACCATAGGTGTGGAAATTTGTTTA
TTTAAGAAATACTTTTTCTTTTTAAATTAAATGAAAAATGAGAAATTTCTCCTATGTTGC
AGAGCCTAAAGTCCACAAAAATATGCTGTTCATCATTTAAAATGAATGCAGCTTGTGAGC
ATGTTTATAGTTTGTTTTTTTCTTTCCTGCTTATTTATGTCACAGGAAGTCAAACTGCAG
GAGTCATTGTTCATTATTTACACGTCTGTTCTGACAAAAACAGCTTGGTTTTTTGTTTTT
AAAAAGTATATTTAGAATATTTATCTTATTGTTAAAAGTTTGCAGTCCTTTTTTGACCCA
GCCGTTTTTCTGACACGTTGAAAAGCTAATCGGTAATGAGACGCACCAGTCTCACAGAAC
ATCAAACCTACATAATAGATGATGCATAACGAGTTAACGACCCTTTATGACAATGTAAGC
TGTTATGTGATTGTTGAGTTTTTTTGGTTCAGAATATAATTTATATTAATCCTTTTTTCC
AATTTTTCATCGCCAAAGTCTGATACTCCCAAAAAAAACAAGAAATGCCTGATTAAAAGT
AAACCTGTTTGTTGCTGGTGTTGCAAAAGTGTTTGTATTAGATCACGTTAAACACTACAA
AGGAATAAAA
>CL4517Contig1
TTAACCCGGGCCTTATGGCCGGGGGTTTCTCGTAGAACATATTTAGATGCGACACCGCCA
ACATGGATGCGGGTTCGCAGCGTGTGCTGGACTACCTGACAGAAGTGGAAGAAGCAGCCG
AGGAGGTTATCACAACCAAACAGCAGATAGTGGACCTGGACTTGAAGAGAAACCGGAACA
GGGAGGCGCTGAACGCTCTCAAACATGAGCTGTCTGATTCAGAGAATGTGAAGGTTTGCT
TTGGAAACATGTTTATTGAGTTTGACAAATCCAAAACTAAAGGGATGGTCCAGAAAGACC
AAGAACAGCTGGATAAAGAAATAAATAACCTTCGCAGAGAACTGAAAACTAAATTCAATC
ATCTCAATGAGATTCAAGGTAAACCGGAGCTCAGAGGCTACAGACTGTCTGCACTGTCCT
CTGAGGAGATCAAATCTATCAACAGCCTCCTGAAGACCTGATTCTCCGGCTGTTTCGAGT
CACTTCTGAGAGAATGAAGCGCCAAAGCTGCAGGCCTGAGTTCCAGCGCCACATTTAAAC
ATCATTTAAACATGCTTATTAAAGGCACCTTGGCTGGACGGTTGGACTGTCGGGGATTCG
TGCAGGACACTTCTGCAGGTTCAAAAGATGACAAACATGTCCTTTTTTGCACCCGGTTCC
TGGACTGTTTTAATAAAGTTCATATCTATTGCNNAAAAAAAAAAAAAAAAAAAAAAAAAA
AACAT
>CL4518Contig1



CCACCTGTGAGCTTTCTCACACCAGCCTCAGCCGCTACATCGGACAGAGCAATGACTCCT
CTGGAGACATCGCTGGCAGCTTCATCCATTTCTAAGAGAACGTGGGGACCAACGCTGCCT
CTGGCATAGTTGGAAACATAGACTGCATAGCGGCCAGTTCCCTTCCTGTCCACACAGGCA
ACGGAACGTCCTGCCATGCCGTTAGCCACGCCACGATTCACATTGATCTCATCACTGAGC
AGATCCTCATAGCGGCCATTGCGAAATTTGAAAAGCTTGTCTGAATAGGTTGCCTTCCCG
GAGTATGCATTGTTTGTGTTCAAGAAGTAGATTTCCTCCAGTCCGTCTCCGTCCACATCA
CAGGCAGTGACTCCAATAGCATTTCCGTTTGGATCCCTCAACGCGTAGTAAGGAGACTCT
GTGTCATCAATGGCGATGTTTACCAGCTTTTTGTTGATGGGGTCATATTTCAACACCAAA
TTAGGTCCATTGTACCCAGCTACCACCACCTCCAAGTCCCCACCCCCATCCACATCTGTC
ACAGCCATGCCGTAGTTGAGCTGTGTGGGATTGTTGATAGGGTCAGGAGGAAGCACACAG
TTTGTTATGGCCTGAAACATCGGCTCAGGGTTCTGGCCATTGGAATGATGCCGATGTGTG
AGAAGAAGCAGCAATAAGGTCCACCAAACTCCACCCATCTCGCTGGTTGAAGGTACGAAC
TCGGTTTCGAACCGTGAAGATGCGCACCAGTCTGTCCACCTTACACAAGCATTCACTCCC
C
>CL4519Contig1
AGCTGAGTGAGGCAAACGTTAAAGGAGGAGCCACCCCCAAAGGAGCCCCTCCTTGCGTCC
CTGCCCAACTTGAAGGGAAACTCCAGCTCACTTCAGCCTCACAAGGAGCAGCCACTCTCT
GCACATCCTCATCCTCAGGTTCACCTCCAGACCAGGGTTTTAAGCCAAGCAACAATGACA
ACTGAGCCCAAGACTTCCCAAAAAGTAAAGAATGTGTTGCTCGTCATTCTCACGCTTTGG
TCCATCGTTTCCATCGTCATCCTCGTTGTTTGGGCCACATCTCCAAACATGAAAGGCGCG
GCTCAGTGTCGCGCCGAGCTGCAGGACGCCACGGAAAGACTGGAGGGGGCAAAGGTGAAG
TTCCAAAAGGACAAAGTGGCCCTGGAGGAGAAAGTGGAGGAAGCGAGGGGGGAGAACAAC
CAGAAGAAAAGAGAGATCTTACTCCTGATGGAGAGGCAAAACACGACCAACGCCAAGCTG
GAAGAGAGCCGCCAGGAAAATGTTGTCCTCAACTGGAACATCAGCGCGCTACAGGAGGAG
GTGAAGCAGCTGCAGCAGAAGGAGGCAAACCTCACGGCTCACATCAGCCTGCAGGAAGAG
CGCATGGAGGTCCTACAGCAGAACATGACCGAGGCCTTCCATCAGACTGAGGCCTGCGTC
AACCTGAGGCAGGCGGATCAAAGCCAAACCATGGCAGCTCAGGCTCTGACCAAGGCCTGC
GACTCTCAGAAGCAGTTCCTGCAAAAGCAGATTCAAAAGTACAAAGCTGTTGAATGTAAC
ATACCTACGGAGAACAAGCAGGAGGAAAAGTCCTGCCCCCCCTCGGGTGGCGCTTCCGTA
ATTGTTCCTGTCTCTGGAGCTCCTGCTCTGATACTGCTCATGTGCACCACTCTGCTGCTT
ACGACCTGATTTCAACAAGCTGGATATTAAAAACCAGGACAGCGAGTACTGTGGTCCAAA
GTGAGACAGAGTCTGGACCGACTGACGACTGCTGTACAAACTCTCTGTCTGCACAACAAA
CACGTCGCCATGGAGATGCTGACACACGACGAACGCTTGGACTTTTGCTTTCAGCTCCTT
GGTTGAACCAGTTTAGATCTGCTGGTCTCTTTGAGATTCTCTGCTGTTTCCTTTTTTGTC
ATGTATCTGATCCTGTCCGGCCCAGAGGAGGGATTTTTTCTTCTGCTGCGTGTGTCTCAA
CTTCATAAGCTTCTTTCGAATGCCTCAAAGTCAAGGCTAGAATTTTTCCTTGTTGCAGTG
GACTTAAGCTACTCTGCTACTGGAAGGTGGTGTTCAGTTCAGAGCAAAAGGGTGTGGTTT
CAGAAATTCAGCAAATAGGAATGTAAATGTTGAAAATTTGGGGGAATTTGACTGTTAAAT
TAAAACATTAAGTCCCAACACAAAAGTATTGCCTCCACTGTATGGAAATGATCAATGGCC
GGTTTACCCACAAGTCTTTGTCGTGTTTAACACAATTGAATAGCACAATCAACAAAGTAC
CAACCTGCACTGGAATAAACAGAGTAAACACAGTGCTGATTTAACAAGCTTTGTCAGATG
CTTGTTTAAACAGTAGGTTGGAAAATTAAACCTAAAAAAATTCACAATGATGTTGGTTTT
GTACATTTCTTTTTCGGGTTTGCCAAACAATTACTGGATGGCATTTGCGGACCATGAATT
ACACACCCTGGCCTTCAGTAGTGCTATGTCTGAATCACTCAACTCCTTGTTAACCATTTG
ATGATGCAGAAACCACCTTTACATTGCATATTGAAAATTCCTGTAGCCACAATAAATGTC
TCTAAATAAACGGAATAATCAAAAAACAGTAAACAATTTTCGTTTTGCAACTACAGCCAG
CAAAAAACATTGAAAATGACCACATAAATTTGGAATATTATATTTATC
>CL4520Contig1
GNAGACAAGCCCTTTAAGTGTGTAGTGGGGGGGTGCAGTGCCACATTTGCCTCACAGGGG
GGGCTTGCCCGCCACGTACCCACCCACTTCAGCTCCCAGGGCTCCTCCAAAGCATCCAGT
CAAGGCAGAACAAAGGAGGAATCTCCGTCCAAGGCCGGCCACAAGAAGAGAAAGCTCAGG
AACAAATATAGGCGCTCCCTCCCGAGACCTCACGACTTCTTTGATGCTCAGACAATGGAC
GCCATCCGCCACCGAGCCATCTGCCTTAACCTGGCGACGCACATTGAGAGCCTGGGCAAC
GGAAACAGTGTGGTGTTCCACAGCAGGGTCATTGCCAGAAGGAAGGAGGCCTCTGGGAAA
GTGAAGTTGCTGTTGCACTGGACACCTGAAGACATACTGCCAGATGTTTGGGTGAACGAA
AATGACCAACTGCAAATGAAGACCAAAGTGGTTCACCTGTCCAAGCTGCCCGCTGACACA
GCAGTGCTCCTGGACCCCACCCTCTACAGGATGTTCTTATGACACGTCCATGTGAACGCC
GCCTCCTCCTGTCATCGTTCCATGAGCCTTTTTCCTGTTCCTCCGGAGCAGTGCTGGGTT
GAAGTGAATTTTATTTGAATGTTCTTTGGTTCTGAGCTTACTAAAGCTGTAACTGTAAAT
AATGCCATACAGATTTGTAATATATTTTTTATAATTTTCTTTTAAATTGGAAGTGTAGAT
TGTTTCTGATAACTATTTTCTTTTTAACAAATAAATGTTAGAAACTTATGCTTGTCAGAT
ATTCCTATAGAGCACCCCAGTTTGAAGGTATTAGGTAATTAATTTATTTAGTTTAGTTTC
TTTTTTACACCAAATACTTGTTGGTAGAAGGGGGTGGAGTTGGACCCATGTTTGTGAATA
ACACAAACAGGCGACATGCAGATTTTTAAGAATATGAAGCAGAGATGTCTGTTTTACACA



AAAAATGTATTTGCCACATTTTACTTTTTAAAAACGGATTAAAAAGGCA
>CL4521Contig1
CGGACCGTTTTTTTTTTTTTTTTTTGTGAAAAACTGTAGGAATTTATTAATACGAGTTTA
TCAAAGATCTCCAGGCAGAGCCTGAAAGTATGAACAGTATTTACAACTTCCTGTAACTCT
ACATGCAGCATTAGAAAAAGAACAAAAATGTCTGGGTAAAACACTAAAAACCTCCATATG
AAAGTGTCCATAACAACAAAAGAAACATTCAGAAAACATCAGGGTAACACTCAAAGGCTT
CCAGCAACGTTTCAGCTGGAGAGAGAAGTGTCGGGCAGTCAGAGCTGCTTTCAGCGAGCT
ACACACAAAGTCCGTCAATCTGAGGAAGGCAGCAACATAAACAAAAACTAAACATCCAGA
ATCGAGATAAAACAACTCTGCCGAGTCAAAACATTCAATAAAACACCTGTACCGTGATCT
CCAGGTAAAAAACAAACCACTGACAGGAGCAACAAACAGCTCATCCACGAATGAGATCTG
ATCTAAGATCACTGGGACAAATTAAGCTGCCACAGGCAGCAGAATCTGAGGCCCGACATC
TCAGAACCACAACTGAACTTAGTGACGGGACGGACCAGAAGATTCTACTTCGGGTCCTCC
GTTCAGCTGGTGTCTGATGGAAGCTGAGCCAGTTCAACAGGTCTGGAGTCAGCAGCAGCT
GTACAGGTGGGGTGCAGCGGGGTCAGCAACATTGGGCAGGTGTGATGCAGAGGTCGTTAG
CAGCTGCGCAGGTGTGATGATGGGGTCAGCAGGAGGTGCGCAGGTGTGATCCAGGGGTCA
GTGGCAGCAGCGATTCAGGGGTCAGCAACAGCTGTGAAGGTCTGATCCAGGGGTCAGGAA
CAGCTGCGC
>CL4522Contig1
CAGGAAAAGTGATTAATATTTGCATTTCTGATGCACAGTGGAGTGTTTTTTTTTGTTGAA
TTATATTAAGGCATATTTTAATAGTTTGTCCTTTTTTATCTTTTCTTTGTTTTTGGGGAC
TTTTGATTTAAAATGTAAATGCTTCTGGTTCTGGCAGTGGGATAATTTAGATTGTGTTCA
AACTAAAGTAGACACTGTGTAAAACTAAGTTTATATTCNTCATAATTTGTTCCACCAACA
TGCAGCAACATTTCTTTACATTTTTAGATTGAGCTAAATTTCTACAGATTATATTAACAT
AGACATATTTTAATCCACAATATTCTATTTTTCTGTTTTCTGTAAAATATTTAAATCTGA
ACTTGTCTTTATTGAAATTTAATCAAAAATTGAGTTTATAGTTATTAGAAAAGAATTTAG
GCTCTTAAACTGTCACAATCTTGTAAACTAAGGGTTATCTATTAATTTGCTAAATATTTG
GTAAAGTCTGTGACTCTGCTAGTTGCTGCTAAAAATAATGAGAAGACACAAAGCAATTAT
TGTCTTTATTTCACAAAGTCAACATTTATAGACACAAAGTTAATATTACTATATAAAACG
ACTTAGAATTGAGTTGTCAGTGGCAAACAAGAGATGCATTTGAAAAGTTCAACCAAGTTT
GAGGATCTTGTTCTCGTTTATTGCTACCATCACATTTGTGGGTTTCCTGCCAGTGTAAAG
CTCATGACATGCCTTGGATTTTCAAATGGATTCCACATGCACAACTAGTCATTGTCGACT
TGGCCCCAGGGCACGAGGCGGGGAACAACCTCTGCATGTGTCGCCTCGGGGTCATTCATT
TGTGACATTGCTGGAGTGTGAGCAATTGAATTAGAGGATGGAAGGTCCCTTCCTATCCAA
GTGTTTACCAGCATTTTCTTTTTGTCATGGTTTTAACCAAGAAAATCTGTGTTGGAAGAT
AATGTTTCAATGTGGGCTTCAGAAAAAACCAAAAAGGAGGTTGCCTCAGAAAACCAGATG
CTGTGAGATGGTATCTGCAGCTTTAAACTATAGCTTTAATGGGAGAGCTTTTCAGGACAA
ACAATCAGGAAACATAAATGAGGCAGCCAATCATGGCGTGTTTCAGTTTTTAATCAGCTG
TCTGTTGTACAGGCATCATCAACGGATGTCTTAGCTTAAGCTGAGTTTACGAAAAACACT
GTTGAGGAGTGACTGCTGCAGTTTTGTGATGGAGAGCAGCTGCAGTGGAAATGAGGGGAG
CCGGAGCACTGAAGTCTGGAAGCATTTAGTTTGGGCTGTACTTTACCTGTAACTTAAAGA
CCCACTCCAATGAAAATTTTGTTTTTGGGTGCTTTTAACATGTTGCACTATTTTCTGGAG
GACATATATGAAGTAAATTAAGATTAAAACTGCATTTATTGAAATGGTTGTGAATCAGGA
GCAGATGAAAAAATGCGTTCGGAAAAAGCTTGTAGCTGTGACGTAGGTGCAACAGTTGGT
GGGCAACAAGGTTCCTGCTCCGCTCCATTCTGATGCATCCACTTACAGACAAATAAATCC
TTGTACGTCTTCGTTTTTCTTATCTGAGCTGGGACAGATTTTGCTCATCAAACCAAAGGA
TGAGGGAAGTCAGGACAGTCCCGCCCACAATCCAGAGGCGAATTTCTGTTGAACTACTAT
GGCCCTGCAGAAACTGTCATAGTGTCATAAACTGTTTTTAGCTAAAAACAGCCATGGGGA
ACACTTTTACAATTGACTTAAAAGTTGATTTGAGGGGGACTTTAACTGCTTCTGCTTTTG
CTTGTTCATCTTCAAAGTCCCCAGGCCACCAACCCACAGGTGTGAAGGATTTCCAGTGTC
ACACACCACCGTTACGTTATCAGGCCCTAGAAGACACTTAAAATTGTCATTTTAGTAGAC
ATTTTTTATTTCATAATATAATACGTGTTATGTGTGATAGTGCAGGTTTATTTACCTCTG
TTTTTACCTGTTTTTATTTATCGCAGCATTCGTTCTTTTGGTTTCATTGTTCTTTGGTGG
TCTTTCCTTGGATGGATGCATTTTCCTCTATCAGGCCTTGTGAGCATGAACCAACCTGTC
TGTCTGTCTGCAGGGCGAAGGTCTCTGAGTCTTTGCCCTCGTGTTGCTCTCTGGATGAAG
CTGTGCCAGCGCTCTGTGGTCCGCCTTACCAGCTCTGA
>CL4523Contig1
GGCGCTTCTCCCCCTCTCCCAGCACCGCCCCCCATATCCTCTCTCCTCCCAAGATGCACC
TCTCCGGCTTGGGTGCAGGGACCTCTGTGACCCTCAACGGGCTGCAGGCCTCACCGGGAC
CCTCCATGAAGAAAGATGACCTGACCACCTCAATGATGGCTGCCAGAGCTCCCATAGCGC
TGCCTCTGGCTCAGCAGCAGGTTGCCGGTTTGGCGAGAGCCGCCACGCTGGAACAGCTGC
GAGAAAAGCTGGAAACCGGCGGAGGAGCCGAGGGTCCGGAGAGGAAGATGGCCCGGCTGG
CTGAGGAGCAGCAGCGTCTGATGCAGCAGGCGTTCCAACACAACCTGCTGGCCATGGCTT
CTCAGATGCCCATGAACCTGCGCCTGGCAGCTCCTGCTGTCGCCACCAGAGAGGAGAAGC
AGCAGGATATGTCCCTCAGCATCTCAACCAATGGGAACGCCAGCATCACTGTCTCAGTGG



AGGTTAATGGGACCATCTACTCAGGAACCCTGTTTGCCCAGAAGTCTGGGGGGGCCCCGG
GCCCCGCTGTGCCTGCCGCTGCTTCAGCCTCCCCTGCTGGAACCAGCGCCAGCTTTGGCT
TCTCCGCAGCCCAGGCTCAGACCCTCAGCCCCTCCTCCTCCACCTCCTCCAAGGGCCCCG
GCTTAGCTGAGGCGGCCCCCGGCGGGTCACCCTAACTCCACCCACGCCCTCCCTTTTTTT
TCCTCCTCTCCATGCTCCCCGGGCCTCCGCTCCTCCTGGGAGGCTGCAGCATGAGCATAC
AG
>CL4524Contig1
AGAGTGACGTGTCTGACCCAAAATTTAGAAAAATAAATCTATCTNACCTCAGAGCTAAAC
TTTCATAAACTCACAGGTTTCAAGTATTGAATAATTACAAGTTTCTTTATTTTATATTTT
ACTTTTTGAACTTCACATTCTGATGATGCTCATTTCTACAAACTGGAGTAAAAAAAAAGT
GAAGGTTTTATAAACTTTACAGCCTATAAATGCCTGTAAATCACCTCGGTAACAGCTATA
AGATCAAGTTCATAGGTCATCATATAAAAAAGAAGGATATTTAGCAACAAAAAAAGTGAG
ATATAGTCAAATTTGAAGCAAAATTAGAGGTTTCAGTCTCTGAGGAAAAGAACATCCAGA
AGCTTTTAGACCTATGAGTAGGGTGGGGATGGAAGACGTGTCATACCTCATAAAGGTCGA
ATAAAAATGCATAAAGCATCATTCAAATTGTGACACATTTCGACGTTCTGAAGCAGCTAT
GATGCTAACTCTTGTAGCAGCAGATGTGAAAACGGAAGTCGCAAAGGTAACTTGATGTGT
CTGGAAGAGCAGCAAATGGCAAAGTTACAGGTCCTTCCATTTCAGTAATACTTTGAGGAC
TTTTTTATATTTACCGAATGAATATTGAAAATATAAATCATAGTTATTTTTACGTTTGAC
GTATCAAATATTCCCGTCAAAACAAGTATTACACATCCACACATACTTACTGCATATAAG
TAATTTATATCGAGGGTTTGTATTGTATGTATATAACATTTCTATAATGTACTTGTGTAG
TACAAAAACTAGATAACAATGTGACTTGCCAAAAGATAGCAATGATAGTACACCTTTGAG
CTGTGTTTATCCATTCAGTACAGAACTTTTAAAGCAGATACCCAATAAAATGTCATGAAA
CTTTTGCAAGGAGTGTTTTTTCTTTATTATATTCAGAATGTTTTTAAAAAGAAAGTAATT
TTTGCTAAGTCTTATCAAACTGAGGCAAAAATCTCTCCTTTTTGGTTTCTTTCCTACTAC
TATTTTTCATTTATGATGTAATAAAAAATG
>CL4525Contig1
GGCCGCGGACCGTTTTTTTTTTTTTTTTTTTTGGGTTATATTTTGTTTATTTGTTTTGTC
ATGATGGTATTATGAAGGTTGCAGAGTAGGCAACTATGTGTATTAAAGGAAATAATGACT
TTTGTTGACAAACACAATTTCATAAAGAAAATATTCCAAAAAATATTGAAAATCTACACA
GAGCTTGTAATTTCCCAGTATACATTACTCAAAGAAAGTTAGCCGAGTTAGGACTTTCAG
GTGAAATTTTGCACCAGTGTAAGTCTATCCAACCAAGGTATTATGTTGTGAAGTAGGACA
TTTTATTAAAAGAAAGCAATAGCAATGTATTTGATTAAAAAAGAAAAAGCTAACAACCGT
CATTGAACAGAAACTAGTTATAAATTCACTGAGAGTGACAGTGGCACGTTGTGCTGTTTA
CTAACAGATTTGTCTGCTAACATGATCTTCCATCATTTTTGAAGAAACTTGAGCTGAAAT
GAGGTCAAAATGATCAAATGACATTTAGTTAAATCCTCAAATTTCATCTGAAAGTCAAAA
ATCCTAAACTTTTTGAATCAGGAGTATAATAATGCTCCCTTCTTGTATCTGTAATTGTTT
CAAGGTAAAATTTGTTTGAAATTATCCCATCTCTTCAAAAATTTAGCAACAACAACAAAA
AAGACCTCTAACAATTACATTAAATGAACACCTATGTATCAACAGAAAATCCTTTTCAGC
ACCTGCAAAAAGGAAAGAGGATTCTAGTATGAATACCTCGTGCCG
>CL4526Contig1
TTGGTGACCTCGTGCCTCAACAGCTTCACCTTTTTGGTTTCAGTGCCACCTGATAGTATT
TTTGTACCACGAAGCGTGTAGATAAACGTATTTATAAGCTATCTAGAAGAGCCTTGTAAA
CCAGTCTGATTGTTTCTCATTCCTTTTTATATCGCCTCTATTTTTCTACAGAATCAGACG
TACAGCGACAATCTCCCAACACTTGAACATATCCAGGTTTTTCTGTCCCCACGTGGGCCA
AAAAGGTGGGCGTGGGGCCGTGTGGGCGGGGCTCGCAGTAGTTTCCCTCCGGGTGCTGAA
AAAACACCAGCATGACGCCAGACAATCCAACGTCTGACACACATCTGTCTGTGTTTCAGA
AGGAAAGCTCCACATTAAGACGCCAAAGTTTACATGAAAAGATGCGTTTGTCCCAAAGTT
CCTGTAGGAGGACGTGAAACCGTCTGACGTTCCCGCCTTTGACGGTTTTCTGTTCCGGAG
CATTTCCATTGCACGTCTGCTCTGGAAAAAGCTCCAAATGTTTGCGCGTGTTTTTATTAG
AAGCTCGGGTTTCCAGAGGGGGTGGAGCCTGTCGGGGTGGGCCTTCGGGACGTCTCATTA
CTGCACTTTACAGGACGTGGTCCGACAGGAGGTTTAGCTTAGCTGCAGAGCTGCTCCGTG
GAGGCCTTTGGACGTCCACAGATCAGAGCTCTGGATTCACAGAAGACGGATCAGATCTGA
CCGCTTCATCATGCAATGCTTCTGCAGAAACCTCCTCATTCTAACCACACTGAAAACGGT
GGTGCTGCAGAGGACGGCTGACGTGCGGACTCCTTTGGGGCCTGCGGGAGGCGCCGTTAG
ACAGTCCAGGCACTGGAAGTGATGCACAGACTGAAGATGAATGAAAAGGCTGACGGGAAG
GGAGATGGTTTTGGGTGAAAAGCACTTTTGTCTGTGTGAGGAAACCCTGGACTGCTTCAC
CCGGACGTTTGTGGACGCTTCATTCCTGCTGACTGTTGTTCTGCCTGTAACCTGATCTCC
ACATGGACCTGTACAGCCCGCCAGCTGCTCCCATAAGCTCTTGTAATCTGTCAAATGT
>CL4527Contig1
TTTTTGATTTGCTTAAGTCACGGAACAATTTACATCATTTTAAATATTCAAATTAAAGAA
ACTTTTATAACCAAAGTATTATAGAAAGGCTTAAGCAAAAATATGATATAAATTTTTAAA
ATAAAGTCTCAAAATTGTACTTAAAATACATTAAGATGCTCCGATTCTTAAAAAGATATC
TGTCACACCAAAATGTCGAACTCTAAAACATCACAAAAGTAATGTTTATGTTACATAAAG
CAGCTCATTTATTCACTTCTATTGGATCTAACAGATTTGGGGTGTCACAACCAAGGTTTG



AAGAAAAAAAACAAAACAAAAAAACAAATAGGAATAACGTAAGCATTTAAAATATACAGC
ACTGGGTAGACATAGAAAAAAAACATATTTGAATAACCACTTTTAATAAAAGGATAGGTT
TGTTTTCTAAATTTTCAAACAGGAAACTATTTCTTAATTGAATTCTGTGACAACAGATCT
GTTCTTAAGTTGCCTCTAGTTAACTTACTTTTATTGGTTGTTTTTTTACTGTCAGTAAAA
CTGTACATAAAGATCTGTATGTTCTTTTCATTGTTGGTATTTCAGATGGCTTCCTTCATT
CTCCATCGCTGCTGTCACTGCCAGAATATGCCCCCAACAGGCTCAGAGATGAAGATCCAT
TTTGAGTGACATTCGTTTTTGAATCTGTGTGTGAGGTGGGAGCAGCGTTTGCCTCATCTG
TGGCAGCTTTCTTTATGGAGTCTGCCGGTTTCTTTCGCACCACCAGGGAACTCAGTGACC
CTTTGCCTCCCAGAGTCCCGACACTCATCTCCCAGCTTTCGACCTTAACCTTTTTCACTC
CTGAAGCTGAGGATCCCTCAGTTTCAGGTTGTTTGTCAGAGGTGAGGATGTCAGTCGGCT
TGTCTGAACTGGACTTCTTCAAACGGCTTCTGCTTTCCTCTTCTTTCTCTGAATCAGAGT
CCGAGTCTCTGAGTCTTTTCACGAGAGCCCGCTCCAACATCTCTTTTGTCTCACGCTCGT
CCTCTTCTTTCTGCCTTTCCTTTTCTCTCTTTTCAATCTCTCTGTATTGTCAATCAT
>CL4528Contig1
TCGGCACGAGGGGCAGGAAGGCACGTATCGTCGTAAAGCCACTCCAGTCAAACGTTACGC
TGGGGACCTACTGGCACCGGTCAGTGGCACCCAACTTGACATGTGCCGTAGCGACTTTTA
CCAATTTTCTGTAGTTAGGAAGAAAAAAACAATCTATATTTGTTGTAGAGGATTCTCAGC
TGGACATCATCACTGCACCTCGTTTACCTCCCCCTCTCTCTTTCTTCTTCTTCCCAGAGC
TACCTGCAAAGCTTGCGAGACAAACAGATGGACACAGGCACTTCCCTTAGCAGCCTCGGT
ACCACAAACCAAACTGTGATCGACTTGGACTTTGACACCGGCTCCACAGCTCCCCTCACA
ACCACAACCCCAGTCGTCAGGGTCTGAGTACCACGCCGACAAGACGTTGAACTCGTCGTC
CTAACGTAGAGTAGAGCCAAGAAAATAGTCCGGGTGTTTCGTGAAACAAAAGGTTCCTCA
TTCAGGAGAACTCCAGTTCAGTCATACTCAAACCACTACAGCCAGAGTTTCTCAAAGAAA
CGCTGGTGAACAGAGACGTAAGGACTGAAAAACATAACGGCACATTTGAGCCTCCGAAAC
CGCAGTTTCTGCTGTGATGTTCGGCGTTACCTGTACTGTACTTATATCAGCTGCCTTACT
CGCTGTGTGCTTGTAGGGTTTAAGAACATTTGACCTTGAAAAGGTGAATTTCATTTAGTG
CATTTTTACTCTTTTGGGTTAGTGGGATGGGAAAGTGAAGTTTTAAAGTGGGTCCAAAAC
CCTGTCCTGAAGTCTTCAGCGGGGAGTTACGACAGCAGGATCCCAGACCATCCTAATGTT
GTTGTTTTTTTAAGTAGCTTCTCTCAAAATGCAATCAAATTTGTTGTTTGCTTGTGAAGT
CTGTTTTTTAAAGTGCATAATTTAAATAATGACTAAGTACCTGGTAGTGATTGAAAAAGT
ATGATTGTTGTTCATTTTTAGTTTTTTTTTTAAATAATTCGCAGTTGTTGGAATATCATG
GGGACAGACCTCTTGTTACATGGACATGTATATACCTGTTGATAGAAATGTCCATGCAAT
ACAT
>CL4529Contig1
GGATGCGGCGNTTAACCCGGGCATTATGGCCGGGGAGCTCTGAGCCAGCAGCTGGAGGAC
AGAGGCGCGCGCAACTGGACCGAGGTGTCCATGCTGCAGTGCAGTGCAGGGAAAGAGTTC
CAAAGGCTCAAGGACAGCGACATCCAGCAGAGACAGAAGCTGGAAGCAGCCAATCACAGG
ATAGCAGAGTTGGAGAACCAGCTGTCCAAGAAAGAACAGCTGATCCTGGATCAGAAGAAG
CTCATGGAGGACACCAAAAACCAGAGCAGGATGGAGCTGTTGGCCTCTGAGAGCCGCTGT
GAGGGTCTGAGGAGAGTCACCCAAGCTCTGCAGATGGAGATGCTTCACCTGTACGGCCTG
ATCCACCTGGAACCACACGGGGGCTGCGACACTCAGAGGCCCAACAGCAGCTCCAGCCGT
TCATCCGTCCCTCAGGCCTCCTCTTCCTCCGCCGTCAGCATCATAAATGGTGCAGTTGAG
GCTCTATCTACCTCGCCCCTGCACCTTCCCTCCTGCTCCTCTTCGCCGCCGCTCTCTCTG
TCCCCCATCGACTCCCCCTTGACCGTCGGGTCTTTTCTGGAGCAGCGAGCACGAGAGCTT
TTCAGGCCAGCCAATCAGGGCCAAGAAGAAGAGGAAAAGGAGGCAGATGAAGAAGAGGAA
GAAGCCCAGCTAGCAAGCCCACCTCTAGGTCAGGAGGCAGAGGAAGCCACTCCCCTCACT
GAAGGTCCACAGGAGGAGCCTGCTGCTCCCGACTCGACACTCGCCGCCCCACAGAGGAGA
CTTGGCATCATGGATTACGATCAGTCACTGCCTGAATTCTGAAAGATGGGCGGAGCCAGC
TGGAAGGGGACTCCCCAGTCAGTCAGGTTTATTTCATAGACACAAACACTAGTTTGAATG
TAATCAGAAGCTGCTACATGAATCTGATCCTGAGTGGGGCTCCCACTGCTGCTGCAGCAT
CCTTCCAAACCGGCATCGGTGCTTCACGTTTGGTTCCTTTCAAACACTTTATGGGATACA
GAGCCACACACCAGTTTCTTAAATTGTTTATGAATCTCTTTTTTTTCCTGATCTAAGAGT
CACCTTAGAGGATGTGGCGTGAGGTCATGGAGGAAACGCTTTTAAGATTTTGTCTTCAGA
TGAAATGGAAACGGTGAGACGGATTGTGTTGATCTGCTAATCATGGGATAAGCTAGACAA
ACCAAAGATTTGTTGCTGCTGAGATGCAACTGGACACAGCTGTGTTGTTGATGCCATTCT
GAATCAAGTAACTGTGAATTCAAGCAATAAAGGATCTGAAATCTCAAAATAAAAAAAAAA
AAAAAAAAAAAAAAAAAAACCTT
>CL4530Contig1
AAGGTTTAGAGAAAAATCACGTTCACAGTTGGATCATTTTATTGTTTCTTGATGATGTTT
CCACACAGACTGGAGTCTTTTGAGGGAATCCCTGAATGTTTGAGAATGCATGACTTTGAC
AAGGTTTTGCCCCTGAAAGGGATAAAACGGCAGAAGATGAAATTATGAATGAATAATTAT
GTGAAATGTAGGCTGCTATTTCAAGGTGGTAGAATATTCATGGGATGCACTGTTTCATCC
ATTCCAATACGTTTCTATTACAATATTTTATATAAAAATTTTTAACATGGATAATTTAGA
TCAGAAATTCCAAATTCTATCAGCGTTTAGGGCTAAAGGTGAGTGAGAAGGTTAACATTT



TTAATTGATGTTTGAAGACATTTCAGTTTTCCTGATAACAATCTGCTTCTGTGGTCAGAT
GGTACGTTAGTTACTCTGCTTCTAACGACATCATAACACTTTAAATCCAGTTTAATCCAA
GGGATTTGGTCGAAGAGTTAAAGCGCTGCCAGATCTGTGAAGAAACAATCAATAGTTCAG
ATTTGTCTTTAGCTCATTTCCAAGCATTAAGATCACACGAGGAGGTGAAGGAGCTCCTCC
ATGGTCTAGAAGCAGCAGATGAAGATCTGAGGCTCATGGCATGATCTGGACGTCCACTTT
TCCTGTGACCTCCGTCAGGTTCTGGCAGTCAAGTACAGCCACGATGCTCCTCCAGCCGGG
CTTCTGGGGTCTGAAGGCCACCTTCTGGGAGATCTCCATGTTTGGACCGATGACGCTGTA
CTTAAACTCCCTGTGGTCCAGGAGCGCCGCGCCCTCCATAACCAGCCTGGCGTTGTACAG
AGACATGTTGAGGGGGTTCTTGAAGTACACGGTCACAAACATTTGCTGGTTGACCTGAGG
ATGGCCGCTCAGCTGCACAATGAGAGGAGGGGGCTTCAGAAAGATCACTTTGACATCAGA
CACGTTCTCGTCTTCAGTTTTTCCGGTGACGATAAAGTGCAAAGACATTTTAGAGCCCAG
ATGAGGCATGTACTCCTGAGGCAAGATTTCAAACACAGCCGAGTTGCTCTGAAAAGCTGC
TGTGTAAATGTTGAAATCCTCCACTTTGAATTCATCCAGCACGACTCCAGTGTCCCGGCC
ATAAGGCCCGGG
>CL4531Contig1
CCGTGCTGCCACGCAGGAGCCAGCCGGACGCCACGGGGGGGAACGGCGGGCGGTTCTGCA
GTAGAGATGATCTCCTCGATGATGGATGAAGAATCCACCAGCCGCTACCTTCAGAGCAGC
AGAGGAGTTCAGATAAAGGCGCCACGCTCCTCTTCCTCCTGCTGTGGGCTTTGTGCCACT
GTGAGGAACAGATGTCCACGACCGCGGGGTCTCCTCAACCTCCTCATCACCAAAGCCTGT
CTGTTTGCTCTGCTGTTCGGGGGGGTCTGGTCCATCACTGGAAGGGAGTGCCTGCCTGGG
GGGAACCTGTTTGGCATCATCATCCTCTTCATCTGCTCTGTGCTGGGGGGCAAGCTGGTG
GGAATGATCCGACTGCCAACACTGCCCCCCTTCCCTCCACTGCTTGGCATGCTCCTGGCT
GGGCTGCTGTTGCGTAATGTTCCCTACATAACCACGGCGGTCTTCATCGACACTCGTTGG
TCTGCGGCTCTGAGGAACATCGCCCTGTCCGTCATCCTGACCAGAGCCGGACTCGGACTG
GACCCCTCAGCCCTGCAGCGTCTGAAGGCGGTGTGTGTCCGTGTTGCGGTGGGTCCTTGT
ACCGTGGAGGCGTCCGTCGTGGCCGTGGTTTCTCACTTCCTGTTGGGTCTTCCATGGACG
TGGGGCTTCATCCTGGGCT
>CL4532Contig1
GTTTTCCAGCTTAAGGTCTCTGTGGGCAATGCCCTTTGTGTGTAAAAAGTCAAGCGCTTG
GGCGATGTCCCTGACTACTCTGCTGGCTTCTAGTTCATTAAAGTGCTTTCGATTCTGGAT
GTGAGTAAGAATGGATCCGCCACGCAGCTTTTCAAACACCAAGTAAAAGCAGGAGCCGTC
TTCACAAAACTGGGTTAGTTCCAAAATGTTTTTGTTTCCTTGGCACTGGTAGAGGGTTTC
AACCTCTCGAAATACTCGGCTGCGACTGTGCCCTGCACTCTTCTCTATGATCTTCACTGC
AAACTCCTGGCCATTCTGCAGACTCACACATCCCTGAACTTTAGCAAACGCCCCCTGACC
AAGCACCTCGTCTGTCAGTTTGTAGAGATCATCAAAAGTGCTTGCAGAGTTGTCTGCTGC
TCTGTTTCTTTTCTTTTTCTTCTTCTTAGCTGCATCTGGGATGTTCATCGGCTGGCTTGT
CTCTGATGGGCCCTGAGAGAGTTGTTGTCTTTCTTCTGTGTCCCACTTCTCCTGATTGAC
CCCAGAGTTTTGCCCCACTTGGCCTAAAGCCAGGGAGTTACCCTGAAGAGAATGCTGGAT
GGTTTGCAGCTCCGTCATCACTCCGTTCCTCACCATATCTGCCAACTGGTTTTCACACCA
GCTAAATCCCCTCTGTCAAACCTTCGTGCTGATGTAAGATCCCATTTTGACCACACACCC
GGTATTCCCCC
>CL4533Contig1
CCTTGCTGTGTGTCACAGAAACNTCCTCCAGATGGTGGGAGTGCCAGCATAAGTGCGGGA
GGCAGCGGTGGAGCCCCAGGACAGCCTAATAACAACGTGGTGCTTCGGAGAGATCTCAAA
GTGGAGCCTCATTACATCGAAGTGCGCGGAAATGGCTCTCTGACCAAGACATAATGCTAC
AAGACCTGCCTGACAGCCACCTCTGGCAGCGACACGTTCATGTTCTACAACACTGGACGA
CCTATCAGTGGCACCTGGGGAAGCGGAGCTGACCACTTCTTCACCAGTGGAAGTGGATTT
GTGCGAAGACTGAGCATGCCTGATGCCTCATTGCAAATCTGCCCAGAGCCAAAAGCCCCA
AATGCTGACTGGCGATATTCTGCATCCTTGAGGGCCGGAGTGCAGAGTTCTGTTCACATG
GAGGAGGCCTCTGTGATGCAGGGAGCCCAGGGAATGCTGGTCCAGAACTGGCCCACTGTG
TCTAGTGCTGCAGATGGAGAGGGTGGTGGAGAGCTATCCCCCCCAGTGGGTGCTGGAGTC
AACAGCAACAGTTGGCACTTCAGATACGGTGCTGGACAAAGTTATGGCCCTCCTCAGCCT
CTCAAACCTGGAGAGATTCCCCCTGAAGCCTTCATCATCCCCGGATCTCCAGCCATCATT
TCTATTCGCCATGACCCGGGCCCTGTGGACGACAAAGGTGACTTCATTAGCTTCGGCAAG
AAGGAGGACGCCAAGAAGAAGAAAAAGAAGAAGAAGGACAAGAAGGACAAAAAGGAGAAA
GGAAAGGATGATGGGGATGACTAGAGAAGGGAGCATGAGAGCAGAGCTACAGACAGACTG
CAATTCCAATTTCAGAGCCAGAAAATAAAGCCAAACATATACTTTCAAACTACAGGAGTC
CCTTGCAACGTATGTAGTCACTGTAACAAGTGACAAAGTTTTTATTTAACCAGGCCTGCC
TCTTACAACAATCAAAATACACCTTTTTAATTAAAACAAAAACAAAATTTTTGAGTTTAG
ATTAGCCTTTCTGTAATTTAGCAACCCCCGCAAACCCCATGTCCCTGTACAGTGACAAAA
AAAGTGTCCAAATGGGCGTGCACTTTGTACTCGACCATTGTCCGCTGAAGCTGCAAGTGC
CGACATCTCTGGCATCCTT
>CL4534Contig1
GGGGGGGGGGGGTAAAGGGACCATCAGCTCAGGAGCTTACTTCATTCTCATTTGGGTTCT



GACCCGCAGTCGGTCAGAACGAGCAATAACAGAGAAGCAAGAAGTGTCGCTCCAGAACCC
GCTGGGGCTCGAACGTCCATCTCCTGGTGGCGGGACGCTCCTCCCTCGGCTGTGTTTGAC
TCCCATGTGCAGCAAACCGAGGTTCACTGGTAGGGTTTCACCTCCAGCAGCAGCAGCAGC
GCCGCTGTTTTTACTGTGAACCTCAGAGGGGGAAGAACGGGAACATCTCTGGATTTTATT
TGGACTTCTGTTGAAGATTTAAGAACAACAAGTGCAACAAAAAGTGCTTATTCTGTCTCA
TCCTGGCTTCACAAAGCCTTCTGCTCAGATTCTAACGGTTTCAATAACAAACAGAATGTG
ATTTTCATCAACGTTTGCACTTTGACGAGGCGCCTCCACTCTGCCCATTCACTCCACCTG
AAGGAGGAGGAGAAATGTCTGTTTTTTTTCCCACTGGAAACCTTCTGTAATCCTTCAGCA
TTTCTCCAGCTCAGTGGAATCCACAGCTATCTGCTTTTTACCCGAAAATCCCCGTTTCCT
CTAGTCTGAACGCCGCGGAGCCTCAAACTGGAACGGAGCCGGTTTGTAATGCGGTTAAGG
TTCAGTCGGTCTGTGCGATCCGGTTTCCAGAAAACATGAAATCCTCTTCAGTTTGAGCTC
CAACATACAGAAGCTGTTTCTCACTTTAGTCCTTCTGTCTTTTACATTAATTAAAGTGAT
TCAAATCAAAT
>CL4535Contig1
TTCGGCACGAGGGGAAACCTGCCAGAAGAACGCGGCGGCGGCGCTCGCAGTCGAACGCAG
AGACGTGGCAAAGGTCTGGGCACTGGCCTCCGCAGCCACTAGTCAGGACCTGAGTCCAGA
TTCAGACCCGGACACGGAGACTCCGTGGGCCAGACACCCGTTTGGGCGCCGCCTGCTGGA
GACGCTTTTGGATCACTACAGTCACATGAGTGACGTCCAGACCCTGGCCATGCTGTGCAG
CGTGTTCAAGGCCCAAGCTCCGCCCCCAGACTGCAGCACGCTGTACGGACAGCTGCCACG
CTTGCCCTCGCATCACCCCCGATACTCCAGCTTCACGTCCAGCTCCGTCACATCCGGCTC
CTGCTCCAGCACCTCCGACTCCATCAACGCCAGCACCTGGACCGCAGTCCGAGATCCCGA
TCACATCAGCCCCTGGGGGGAGCCCTCGCCGGACGACTATCGCTACGGCGGCCAGGCCTA
CACGGACCCCCGGGAACGCGAGCGAGACCAGCACGACATGAACAAGAGGCTGCTGGACCC
CGCCAACATGCCACAGTTTGACGACTTCAAGAAATGTTACGGGGAGATCCTGTACCGCTG
GGGCCTCCGGGACAAGAGAGCCGACGTCCTGAAGTTTGCCTCCTGTCCGCCAGAACCCCA
CAAAGGCATCGAGTTCGGCGTTTACTGCTGCCACTGCCGCAGCCAGGCGCGCGGGACTCA
GTGCGCCGTCTGCAAGCACCTCACCTTCCAGTGCGCCGTCTGCCACGTGGCCGTCCGCGG
ATCCTCCAACTTCTGCCTGAGCTGCGGTCACGGAGGCCACACCAACCACATGATGGACTG
GTTCCGCAGGCAGGACGAGTGGTCCGGCCGGCTGCGGCTGCCACTGCCTGCTGCAGAGCA
CCTTCTGAGAGCAGCCGCAGCCGGGGACCTTGCAGGACCTGGACGGTTCCAGGAGAACCC
ATCCTCTCACAGGACCGTGACTAGTAGACCCAACACGGGTGGAGGAGAGACGGCTGAAGG
TTTCCGGCGTTCACCACCTGTGGATCTTCTCAGTGTTGGTGTGTCGTCTCCGGGTACGGG
CTCGGGTTCCCAGCGGGCTCAGATGGACCAGGAAGTCCTCAGGGGGTTCCTCTGTAGCAG
AGCTGTCTCGGGCACAGCTTGACCCACATCCAGAGTCTCCAAACGGCACAAATGTGTCCA
GAACCACAGAACCTTCGGGGCGTTTGATCCCGTTTTCTCCTTTGACTTCATGAAAGACAT
TTTTATGTCAGGTCTTCACTCCACAGCAGATCCAGACTTCAGCTTCCATATTGTGGTAAA
AACCAAACGACAAGCCTTTTTTCTTTTTTTTTTACTGTAACCATGGCAACTGTGGGGTCA
CACGCTGCCCTCAGGAGCTTTGGGACAAACCAGTGTTTCTGAAAATGAGAACATGGATGT
TCTTCATCTCATTGTTATCGGGTGAAATGAAGGAAATATTGGAAAACTTTGATT
>CL4536Contig1
GGAGGCAGAGGATAATGCTCGGAAGGCCAAGAACATGGTGAAAAAGGTGTTGAAGGTCAT
CACTGACCTACTGGCCCAGCTGGGCAACATCGATNAGGTGGACCTGAGCAAACTGAACGA
TATTGACGAGTCATTAAAGAAAGCCAAAGAGAAGATGCGCGATAGCAAGCTGGATGAGAA
GCTAAAGGAGCTGAATGCTGTGGCCAGCTCGCAGAAGGACATGATTGACAGCTACGACCA
ACAGATACGGGAGATCCGGGCCGACATCGCCAACCTCAATGACATCAAGAACACGCTACC
TGAAGGCTGCTTCAACACTCCGTCCCTGGAGAGGCCTTAGCCCCGCCCTCTTCTTCTAGA
CACGCACCCTCCCCTCACTCACGTCTAACACTCCGGCGAACATGCCGACTTTTACCAAAA
CTACTTTTAAAACATTTGATCGTCGATTCTCGTCTCTGCCGACGTTTTCCAGGAGGGGCG
TGGTTTCACAACAAGGACGTTGAGCCGTGCGGAGGCACAAAACCAGAACCACCAACCCGG
AAGTGACTGCAGCTTCTCAAAGGAGGTCTAGCCGCACCGCGGCTCCACTCCGCTCCACAC
CACTTCCTGTCAGATTACGTGAAGGAACCGTCATCTGGGCTCCCTGCATCTACAGTATTC
TCCTCTCCAGCAGGGGGCAGTAAAGCCATGAGAACTCGCCCTGCTCCGTACAAAGCTGCC
CAAAAACACTTAAGACCAGATCCACATGGTCCTGCAAAAACACTAAGACCAGATCCACAT
GGTCCTGCAAGAACACTAAGACCAGATCCACATGGTCCTGCAAAAACACGAAGACCAGAT
CCACATGATTTTGCTGCTGCCTGTCATCTGGAAACTAGAAGGAAAGAACCGCTCGATTTC
GGCTTCTTCTTCAGCATGCGTGTGAGATGAAGAACAGCTGCATCTTTCCTCATAAACTGT
CCTGACCTCTTGAGCTCCTGTTGGACTTGTGGAAACCTTCTTCCCTCTATCTGTCGCACA
TCACAGCTCAGCTGTGATGCGTTCGTGGTTCTGTCGGAGGTGCAGCTGTCCCAGCTCTGG
TGTTGAAAAACCTGAGATGTTCCTCACTTGTTGTTTTTAGGACATTAAAATGGACACATC
ATCTTCAGATGCAGGAGCCTGTTGTCTGAAAACGTCTTTTAACATCTACTTCATGGCTGC
TCCATCCTGAACATTTAGATCTTGCTGGTTTCCCAGAGGTTTCTGCCAAATTACTTAAAA
CGCGGATATGGTATTCAGCCAACTAAAACCTAGAAACTGATCCAGGTAATCTGAAACATC
TGGGAAAGAAGCAGGGTGGTAGATGTGGAGGACAGGGCAGCCCCGTTCCAAGTCAAAGTT
TCATTTACTTCCTTGCAGTCTGCCCCGTCCATAGCGCCCTCAGATGGTAAATGTAGAACT



GTTCCAGGTATTTAATTCAAGCTGATTCGATTCATATTTTTAACAAAGTTTCAACTGGGA
AAAGCAGGAGTCCGTGTCCTTCAG
>CL4537Contig1
CTGACAGGGAGTCTGAACCGCACTGCAGAACCACAGCACTGGGCTGGTACATCTCCATCA
CCTTTGACATCACGGGTTTGAAGATTTGCTCGTATGACTCGTCATCAATCCCATCCCGCA
GGGGAAAGTTTACAGCGTAGTATTTGCCTTTTCCAGCTCCAATATCCCTGAGGTCTCCAG
TTCCAGGGAAGTACTCTCCGTATTTATGGAAAGACACCGTCATGACCCTGTCAGTGGTGT
AGAAGGCCTCCTCCACTCCATCTCCATGGTGGATGTCAATGTCGATGTAAAGCACCCTCT
GGTGGTACTTGAGGAGCTCCAGGATGGCCAACACAATGTCGTTCACGTAGCAGAAGCCCG
AAGCCTCAGACTTCTTGGCGTGGTGGAGTCCCCCCGCCCAGTTCACGGCAATGTCCGTCT
GCTGCCTGTTCAGCTTCACAGCCCCAGCAGCAGAACCGCCGGCTGACAGCTGACAGAACT
CAAACAGGCCATCGAACACAGGACAGTCCTCCCCAACGTTGAAGCGCTGCATCTGCTTGC
TGAACTCGGACATGTTGTCTGGCCGTATGGATCTGAGGAACTTGATGTAGTCGTCACTGT
GGTATTTGGTCATCTCGTCTGCGGTGGCTTTGTGTGGCCTATAGATCTCCATTTTTCTGT
AGAGGCCATAGTTCAGGAGGAGGTTGTGAGTCATGCGGATCCGATGTGGCTTCATGGGGT
GTCCTTGTCCATAATAGTAGTTTCCAACATCACCGTCGTAGTAGTAGCAGACCTTCTTCT
TAGTTCCACCTGCAACCGTGTACGCCATGCTACAAGCTCCTTTAGCTCCACAGGTGAGGC
TCAATTCGCGTTAACAGAAAGACAAGAGCGGANGAGAACCTCGTGCCGAATTCCTCA
>CL4538Contig1
GAGGGAAGAAAATATCGGTTCAATTTTGTCCCTTTGAGTCCAATGTGCGGTCCACACGAG
AGTTTCTGGCCATGGTGGGCTCAGAAAAGGTGCGAGCAACCAACATGAACTGTGAGGTGA
CGTCCATCGTGACACACGACAAGTCTGAACCTGTAGTGGACATCACTTATGTGGATGGAG
AGAGACTGCTGATGAAGGGAGCAAAGTTGACCAGCGCTGAAATGCTGAGTGCGTTCCAGT
CCCGCTGCACAGCCAAGGACACACAGACAATAGGTGGAGGAAAGAAATGACCACACGCCT
GTTGACGCAGGAAGTTGTTTGTATTTATACATGTACAATAAAAAAACTAAGTTGTTGCAC
AAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL4539Contig1
ATTTATAAAACTATTGAAAGCTCTGATTATGAAAATATTGAAGTATAACAGTAAACCATC
ACCGAAGCTTTTGCGTGACCCATCCAGCTTTTGCCTTTAGTCCTGCAGAGAACATAAAAC
CAGCTTTGAGGGGCAGAACTGCAGTGAGCCACTACATTTTGAACAAACTGAGGTAGAAAC
GTTTGGGCACAAGCTGCTTTGGAATTCAGGACTCCATTTCCCAGAAGGCCTTCAAGAGCA
GACAAGTGTTTAACTTTCAGAGACTTTGAAATAGCCACAGGTGTGGCACATTTGTTAAGA
GATGTGGGTGGAGCTTCATCCGCTCAAGTCAGTGCTGTTTTCTTGATTAATTTTAGCGGA
TTGTGGTTTTCTGCTTAGTCAGTTATCTTCTTCTTCGTTCCCCTCTTCTTCCTCCTCCTC
CTCATCTTCCTCCAACAGGCAAGGCAGACAAGTGATGCAGGATGGAGCCACAAGCAGGTG
GCAGTCAAATGAAGGCACTTGTAAGCTTGTGGGGAATTGAACCTTCAAACTTTTGCAGAC
TGTCAGACTCTCCAGATCCAGCAGCAGTGACACGAGCTGGCTCAGGTGTGAGACGGTGTG
CGTGTAGTCCTGGTGTACTCTGTGCGAGTCTGGCAGCAGAAGATTCTGGACGGTGATGTA
GAAGCAGAGATTCGGCTGAATGTGGACGATGGTGTCAGTCATGGCAGAGAGTCTGGAGCA
CTGTAGCAGCTGCACCTCCGGTCCATCAGCCAGAACCCCCACCCAATGTGCTGGCAAAAC
GATCCTCCTCAGAAGCTCCAGCAGGTGTAGCAAGCCACACCCACCAAAATCACCAGGACT
GACCGCCCCTCCAACGAGGTTATACGACCCCCAGCTCACTGGAAGGAACTCCGGTCGATC
ACAGGTGGTGTCACATGTTGTGGCATCACAGCCCCGCCCCTTGACATCATTGGCGACCTT
TGCTGTGGTGATGTCAGAGGGCGTAGGTGGGGACAGCGTCAGGGTCTCTTGGTTGGGGTT
AGTCAGCTGCACCTCCATATCAAAGTACTTTCCCTTCTCTCCCCGGCCATAAGGCCCGGG
TT
>CL4540Contig1
TCGGCACAGGGTTTCTGCACTCTGCACCTCCNGCTGCCCTCTGCTGCGCACCCTCGATAT
ACAGTGGGTGGAAGGCCTCAAAGATGCCCAGATGAGGGACCTCCTCTCACCGCCTACNGA
TNACAGACCAGGTCAGTTGGACAATTGTTGCAAGTTGAGGAACGTGGAGGACCTGCGGCT
GGCAGGACTGGACATCACCGACGCGTCCCTGCGGCTCATAAGTCGGCAGATGCCTTTGCT
GTCCAGTTTGTAATCGAGTTACAGATCATTCCTTAAACTTTTTCAAGCGCTGTGGAAGCA
TCTGCCAGATCGACCTCCGCTTCTGCAAGCAGGTGACCACGACGGCTTGCGAAAGGTTCA
TTGCAGAGATGTCAGTGAGCGTACCTTTCAGACTAAAAGAAGAGAAACTCCTACAGAAGA
CCAGCTAGCTCCTACCAGGACAAACGCGTTCAGTCTGTCTTTGCACTTAATGGAACAACC
GGTCCTGTGATAAGTCTCTGAATCACTGTCTTAGATGAAACGAGGGAAAGAAAAGCTGGG
GTTCTCACTCAACTGATAAAAAGGAAAAAGCATGCATGTATTTCTGTTAAGGCTGTGCTT
TTCTAAAGATGTGGTTGTAAGTAACTGAGTTATTTTTATCCTTTTCAAATTTTGAAATTT
GTATTTTTGTAAAAGCAGCATTTCATAAGTTTAGTGTTCCAGGCATGTAAGTACCACAGA
GCCTGTTTGGCATAGAAAAACAGAGAATCCTTCTTGCCGTCACATATCAGTGTGCCAATA
TCAACATTTGACAGCTCATTTCCATATCATATTAAATACTGCATGTGAAGTGACTAAATG
GTCATCAACTTTGCTTTTTTTGGAATGTATTTCAGTGATTATAAAATAGTAAACGAACTG
TAAAATTCTGTTACACCCTCATGTTTTACATTTATACTTTTTAATGTTGAGTGTTCTGTT
TATTAGGGGTTTTTCTTCAATATTTCAACATTAATTTATTTTTTTTATTACAGTTTGTAT



TTATTCTGTGACTTTGACGAAGCCGTCTTACACGAGTTAAAGTAATGCATCTAATTTATC
AGCTCTGAGCCTGTGGCAGTATGCAGTCGGTGGGATTTGACTCCCACAAGTCAGTCAAAG
GAAGTTGACAGAACAAACCTCGAGGCCCACGCGTCTGGTTTTCTATGGTGGCATCTTATT
ATGACCTTTGTGAATATTCCTGTAAATTCAAACCCTTGCTTCATACATTGCCTGTTGTAT
TTTGGGTGTTGTGCTGTCCTCTATTGCCTCAGGTGAATGTGATATTGTTTATATTTGTAA
ATCTTAAAATTAAGTGCTGAAATGCATAAAAGATT
>CL4541Contig1
GGCTCCACCTGTTTCAGAAAAGGAAACTGATTTGGCAGCTCGGGTTGGAGAGATTTTCGG
CATATCACACCGTAGGAACAGGGACGATAGATGCGCTCCGTTACTTACAGTCGTCTTGGG
AATCGGACTGGAAACCTCTGCCATCCTCCCGTCTGTCATGTTTCTGACTTGATGCTGTAA
ACATTCCTTTGTTTGTGGACGTTCATTTGCCAATGTCACGGATGTTAGTCCTCCGTTTTC
CTGTTTTCCGCTCCACCCTTGTGTTTCTTTCTAGCGAACACGCCGCTGATTCCTTCACTC
ATCACAGTCGTTTCAGAGGGATGTCCACATCTTTGTACAGTTTGTTTGTTTTTCCAAATA
ATGTTGAGCCATAACCTGGATTTCTGATGTTTTTCTTCTTCTTTTGAATCAGTTTTCCCG
TAGATCTTTCTGTACGTTGCGTTGGCCACATTGTTGTATTTGGGTGTATTTTAAACATGA
TATGAAGCACTTGTTCTGTACTGTCCAAATCAATTATGAGGATGTTCTTTCTTCTGCAGC
CAATACTTTTTGTAAGCTCTTTGCTGTTATGTATTTGAAAGTGTCTCTACCTTTTCCTCT
CGTTCTGTTTGTTCCCCGACCTGCTTTTCATTTCCATTTATATTTTTTTAATACGTTTTT
GTGACATCAAGTTTTGTTTCTCTGTCAGACTGGGACAATGACAAACTGTTATATTTTGTT
TATAAAAATGTGGAGTAAACAGATCTTTGTTAAGATGAAAAAAAAATAAAATTT
>CL4542Contig1
CGAGGGGCAAGTCGAAGGGCAGGGGAGCGTCCTCCAGCCACCATTGAACCTATCAAGCCA
AGTGTCCTTATGGAAGTACATCCATCCGCTGCAGCTCCAGGATCAAAATCAAGTCATTAC
TGAGAACATTTTTGAACAGCTGTTGCCAAGCACTTCTTTAAAAGAAAATAAAAATGCAGT
GCCAAACAAGTATGTAAAATGTCATCAAGTCGACAGTCTTCCAACACAACGCACCACTAG
AGCCGAGACGGAAGGAAGATGCGCCGACTGCTCGTTGCCTGTTAACCTGACTGAGCACTT
TTTCTTGTTCTTTTTACTTCGTTGCTTCTCTCTCTTTCATATTTAGTCTAAAAAATGTCT
GTTTCAAAGTATTCTTCCGCATCTGGATAAGATGTATTTGCCAGATACTCCATCAGTGTT
CCAAGAAAGACGAATGCATTTCAAACCTATTTATACGTTCACGGCAGATGTTAATGTAAT
GTATGCAGAAACTTTACCCATGACGGTTTTTAACATTTTATACAGTTTTTGAAAACATGT
ATAGTAGTCCTATGTTATCTGTGCCATTTGTGTGTTTTATTTGTGCAAGTGCAATTGAAG
CCATGGGTTAAAAAGGTCATGCTGAATGAAACGCCTGCGTGGTGACAGAACATTCAGCAG
GTTGTTGGTCTGAATTGATGTTACATGTTGGTTCGTAACGGTCACCACAGTTGTATTTAT
TTGCCTCAGGGCTGACGGTAGGATTTCTCATCCTTTTTGCTTTATAAGGGAGTTTGGTTA
CAGTTTCATAGAGGCTCCGGGATGTGACGAACCTGATCGACTCTTGTAAAACGCCTCTGC
TAGATTCTGTGTCTACCTGCAGGAATGCCTAACAAGGAGAATAAATCCGTCTAACTGGCA
CAAAAAAAAAAAAAAAAAA
>CL4543Contig1
GTTAAATGTTTTATTCATTTAAACTTCGATAAGTATGTACAAAACAGCATGCTCTTAACA
ATGAAGGAAAAAATGGGCCTATAGATCTGTTCTAAGAGAAAATCTATCATTTTTCCAGAA
TCCCTCTTTCCTCTTGCAGTCCATCCTCATCGTTTTCTTCTGGACTCGAACTTGTAGATA
GCTGCAGAATTTGCTGTCTCCTTTTTAACTTTGACTTTCTTAGTCTTCTCCTGTAGGTCC
TTACGGGTCTGAATTTTCTGGCTAATTATGAACATTTTCTTTTCTCTGTCAATCCTTTGA
GATAGAATCCTATATTGATGCTTTCTTTCCCTGGCAAGCTTCTTTATGCTCCCAGGCTCC
ACTGCACCCTTGATGCTCTTCGTCTCCAGGGTTTGTAGAGTCGGCCTGTTGTAAACCCGG
TCCAGCAGCTCTGGAGGTACGTTGAGGTGATTTGCCAGGTCGAATGTCTCTACTTCGTTT
TTGGAATCCACAAAAAAAGTGTGTTTGTTTCGCTGCTTTCCTTCTGCATCCAGAAGATGG
AGCTCTCCCTTCAGTCTCTCAATTTTCTTAGTTTCTGCAACCCTCTTCATCTCCACATAT
CCAATGTCCTGAGTCCTCATCATTTTCTTTTGCTCCTCTGTCATCACCTCCTCCTGTCCT
TTCTTCATGATATGAACTCCATCCTCCAGCTTGGCGTTGATCATTTTATGATAAAACTCA
TCTGGGTTCTTCTCCAGAGCTTTCTTTCGCAGAGCAGTAAGAGTGTTTTGTTTCTTGTGG
TAGTCATCAGCACGGAGTTTGTAGTCCTTCTTCTTCTCCAGCAATCCTAAATGTTTCCTG
AAACCAGGCTGAGATCTTTCATGGTGGTTTTTCTGCCGGGACTTCAGGGCTTTCCTGAAG
GATGACATATTTGAAATATGTCCCAAATCGAGCTGGTTTTGTTAGGGCTGATGATTTTCA
ATGAATACAGACACTAAAATCCTCAGATGCTTCTGGTTTGGAGCAAAGAGCTTCCCTCAC
CCCCCTGGTCCCCGGCCATAAGGCCCGGGTTAA
>CL4544Contig1
GTCGTTCCAATGAAGAAGCNTCCGGGCTTCAGACGCTNGCAGGCGTTCCTNAGCATCATG
TCGGCCTTCTGCTCGCTCTCGAAGGAGTAGTGATACACAAACTGACAGCTGCAGATGTCG
AACATCAGCTCGGCGTCGTCCAGCTTCTCTGGCAAAGACTCCTTTGAGCAGTCGGCAGTG
ATGAACTGAGCGCTGAAGATTTTCTCGTTGGAGTAACTTTTCCTTTTCATCTCATCGTAT
CGGCTCTGGCACTGCTCCACAGACACGGCTGCTATGTCTGCACAGACGAGGTGATCGATT
CCTCCTCTTCTCCACTTCAATAAGTCTCCACCTTTTCCACAACCAAGATCCAGCACACAC
ACCCGGCTGTTCCCCGCCTTCCGCACCTTCTCTAAAATCTCACCAATCAGGACACTCTTC



AGCCAGTTGTTGAAGTTTCTCATGAAGAAGATTCTGCTGCGACTTCGAGCTGCCAGACCA
ACTTCCTGCAGCTTATTGTAGTGGCTCGCCACCTTAACACCGTGATCAGAAACCTGTTTT
TTGGTGGGTGACTCATCATCACCTTCATCTTCTCTGACTCTCTTCTTCACCACTTCCTTC
TGAACTACCTCCCCACTAAGATTCCCTTCATTGCCTTCTTGTTGTTCATTCTCCTGCTTT
GTCGTCTCTGTTTGTTCAGACATCCTTATCAGCACTCTGCAGACAGGACGCTTTACGAAA
GACAACTTCCGGGTCCCCGGCCATAATGCCCGG
>CL4545Contig1
TACTTTTTATTGCAGGAGAAGCGAAAGTNTCTTACATATACTCAGATGAAAGGACTTGCT
TTATTGCTGATTTAATACAAATGTTTACAGAGTTTACACTTCAGTCATTTTGAACATGAG
ATTAAGGTCATTTGCTGGATTTATTTATCTGAGGGGCCAATTATGGGCCACATGTATTTG
TTTCTGAACACACAGCTTATACATTTAAGTTACAGTTACAAGCAGAGGCAGGAAGACACA
AGATGAAGCACAAAAAATAAAGCTTAAAAGTTTTCGCTCATTAGATTAAGGTCAGTAAAT
GGGGGTTCTGTGTAAATTGTAAGAGATATTATAAATGTTCTTCTTTTTCATTTGAAAAAA
TGTATTTTATATTTGATTCAAGGTTTCAAAAAGGTGACAAATTTGCAATTTAGCACAAAC
CACACCATAATTTTACACTGAGGACTAAAACAAGAAACTCTGTTAATCCCTTTAGCTTTT
CTTCACTCCATGTTTCTGAATATTCTCGCTTTTCTGTGTTTATAGAAGTACTTTAAAAGG
AAAATGCATCCTTAAAATCAAAGTAAGCCAAACACCTTCTGATAACCAACTATTTTTTTG
TTTTATGTTTGGATCAAATCCATCTTTATTTTTTTTTTAAAACCTCACATTTCTGTATAA
GAATACTTGTTGCAATACATTGCAGATGTTTTCTTTTTAAAGAGTATTTCAACTTCTTTG
AACCCAGAGTAGTAAATTATAGAACAAAAAGGCACATTCATACAGTAACATGAGCTTAGG
AGGCATTAGGCTTTGAAATGACTCACGTCAGTATGGAATCTGAGTGTGCAAATGGAAACT
CTGGCTCTGGCTTGAGCTTTTCANACTTCCCTTTTCTGGT
>CL4546Contig1
TGATTTATTCAGGTTGGATTTGTTTTGGATGAAGAAAAATAATTTCTTGTGGCATTTGAG
GAGCGAATTTCGGCTTTTAGCTGAAGTCAAGAGCATTTGTGTCCATCTGGAAGGGACAAA
CCCTGTTTGAGCTCAGATTTCAACTTGAATCTCTTTGATTTTGTCATCCGGGTCACACAT
CCACATTCAGTCAGTGGTTCAGATCTAGAAATCAGATCTTGCATGGATGTTCAGTTCAAG
CTGAGATGCTTCTTTGTCGATGCCTTGGCCTTTTTCTAAACGAGCTGTGACGCCGGCGTG
GAGCTCAGCGCGCTCAGTAATGTAACCTTTGGCTCTTTCAGGGTCGAGTGTCGTCTTGCA
GCAGGGTGGATGCAGTCCTACACCGTCAACTATGTGCTGTCCCCTGTAGGTGAGCCGGTT
TGTCAGGTATGTGCGGTTTGGTGCGGGCAGGTGTTGTGTTGTGCGGATGGTCTGCGAACG
TCTTCCTGGGCTCTGCCACGCGACCGTCCTTAGAGGGGTCTTTCAGGTCGCCGTCGCAGT
CGAAACCCCCCTCAGAGGATTTGCCCTTCGACGGAACCGGCTCTTCGTTCACATCTGCGA
GGGGCAGCTTGACGTTGTCTTTGAAGCTGAGCTGCTGGGCCTCTCTTCCTGGCAGCAAGT
CCGCCGTCTGGATGCCATTCATATTATCAGTGTGGAGTCTGCTCTCGAGGTTCTGGAGGA
TTTTGGAGGACCTGAATTCGTCCACCTCTCCTAAGACGCTGACGCTCACATCCCCATCTC
GACCAAGAAGCCACGACACGTGTTTACTTGAAGCTTTCTTGGCACAGGTGTTGCTCCGTC
CTTCTTTCTCTTCCCTCTTTTCTCTTTCCGTCCAGCGGCGCACCTGCTCCTCTCTCATCT
TCAGGAAGAGGATCCTCTTCTGCTCTTCGTTTAGGGCCTCCAGCAGCGCCGGCTCCACCC
ACATGTCCTTGAGGATTTTTTCCAACATCTTGCTCCTCGGGCACCAAAGATGGCCGCCGG
CCCCACTTTTCTTGGTCTGGTGTGTCTAGTTTCAGCAGCAGGGTGTCTCGATA
>CL4547Contig1
GGGAAAGATAAGTGAGCACTCCGAANATGGCCGGGGTGTTTGAGGTGGAGGTTGACGGTG
TAGAGCACGACCATGGACTGGAGCACCACAACGACGCAAATCAGTTCGATGTGTCCAAGC
TTTCACCAGAGGAGAAATGGAGGATGGAGCATGCAAAAATGCATGCTAAACACAAAGGCC
ATGAGGCCATGCATGCAGAGATGGTGCTGATCCTCATCGTCACCCTGGTTGTTGCACAGC
TCGTCCTCGTTCAGTGGAAACAGAGACATCCAAAGTCATACAACCTGGTGACTCTGTTCC
AGATGTGGGTAGTCCCTCTCTACTTTACTACCAAACTTCACTGGTGGAGGTTCCTGACCA
CCTGGTTTGTCTTCTCTGTCATCACAGCATACATATCCTTCCGGGCCACTCGCAAGCCCC
TGGCCTGCACTACACCCAGGTTGGTGTACAAGTGGTTCCTCCTTCTGTACAAGATCAGCT
ATGCCATCGGCATTGCTGGCTATAGCATCGTCATGTTTACACTTTTTGGTATTAACCTTA
TATTCAGGATAAAACCAGAGGATGCAATGGACTTTGGGGTTTCGTTACTGTTCTACGGGC
TGTACTATGGTGTTCTTGGAAGGGACTTTGCAGAGATGTGTGCAGACTTCATGGCTTCAA
CTGTTGGGTATTACAGTGCATCGGGGATGCCAACCAAGCACCTCTCTGACAACATCTGCG
CTGTGTGTGGTCAGCCGATACTGGTGGATGTCAGTGAGGAAGGGATTATTGAGAACACGT
ACAGATTATCCTGCAACCATGTTTTCCATGAGTTCTGCATACGAGGGTGGTGCATCGTGG
GAAAGAAGCAGATGTGTCCGTACTGCAAAGAGAAGGTGGACCTTAAGCGGATGTTTAGTA
ACCCCTGGGAAAGGCCACATGTGATGTATGGACAGCTTTTAGACTGGCTTCGATACTTGG
TGGCCTGGCAACCTGTGATCATTGGGTTTGTCCAGGGAATCAACTACGTGCTGGGTCTGG
AGTGACCGGTGATGGACCGGCACAGACCGACGCCTCACTGAGAAGATATGCACTGGCTCA
AAAGACTGTGGGCCTACATGGAACTGAAAACCACCAATGAAAGTGTCTATACTGTTTTGT
AAATATTTATAGGCACATCTGTATCTACAGTTATTTGAATTTTATTCATAACTCGTCAAG
TCCGTCTTAATTTTTCCGGGGTTTGCATCAGTGTCACATCCCAGTGATTGGTTTGGAGTA
AAGCAGTTTTGAAAACTATTAGAAAGGTGCTGTTTTTTTTCTAATGTATGAGTTTTCCTC



ATATCGGATACATCCCACGATTGGGTTCCAGAGTAAAAGTGTTGCCTCTGTATCCACAAA
TATCATCTGGAATCAGTTTGTACTTTCTTCCTTTTTATGTAATTACCCACTTTTGAGCTT
TGGTGAGATATTTGGGGTCTGAGTGACTTGTTTTGTCATCACACAAATGCCATTGTCTCT
CTGGAAAAGACCAAATTCT
>CL4548Contig1
AGCGCTTGATGAAGCAGCTGAAGCTGGAGAAGCAGAAACTGGAGCAGCTCAAGGCTGATG
TCAATAACATGGAGTATGACGCCCTTCAGAGACGCTTTCGAAGAGTCAACTCCACAAGTC
TTATACCCAGGCCTGAAGAAATGACCAGACTCCGGAGTCTCAACAGACAGCTGCAGATTG
ATATTGACTGTACACTGAAGGAGACAGATCTGCTGCAGTCCAGAGGGAAGTTTGACCCCA
AAGCAATGAACAGCTTCTATGACAACATTCAGCCGGGTCCAGTCGTGCCGCCAGAACTTG
GGAGGAAAGAGGGGGAGCAGGGCTCCAAGCCAGTGTTGGCGCCCCAGAGAGATGAGGACT
TTGAAGGCGCCCAGTGGAACTGTGAAAGCTGCACCTTCCTCAACCATCCTGCACTCAACC
GCTGTGAACAGTGTGAGATGCCGCGCTGCACCTGAAGTTCAAACTGCACTGTATTACCCG
TCCCGCTCTCTCCCTCCACAAATCCTTGGGGCAACGCCAGCCCCAGCCGTTCTGGAGTCC
GTCCCGAGGCGTTTCCACTGTCGATCAATGCATAAGCCCCTCCCACTCGCCGAGGATGAG
CCAGAATCTTTCCGTCAGCTCGCTTGTCCTCTCATTCCGGACATTTGTGCACTATGGTCA
CTGTTATTTTCGTGGTGGACGATGACTCCCCTGACGTCTTCAAAGACTCTTCTCAAGGCG
GTTATCAAGAAGCGGAGGTGACGCACCACAGACGGCAGAGATGAGGAGAAGGGACTGCGG
TTTACCATTCCAAACAATTCCATGCAGAAGTGACTGACTGCCCTGTTTACACTGTGCCCA
TTCCTGAACTCCTGAATGGAGGCACCTCCCTCCCACTTCAATCCAGGACCTGCTCCCTCT
GATGCTGAGATGTTGAAACATCGACAAATAAGTTGTGACTAATGTTAAAAGTAGACTGTA
CACTGTATCTGGCTCTGTATGAGAGCTGATTTCACTGAAGAACACTACACACTTGCATAT
GAGTATATTCCTGGTACTTGTATGCAGATTATACCACCATGTATTATGTGTTCAGAACAT
GATAATTTCCTGTGCAAATGCCTCAACT
>CL4549Contig1
TTATTTTTAATTAAGAACTTTTTAACTATCGGTGTTATTTTGTCGTCATTTGTGAGCGCG
CGCGTTCGGCAGAATGAGGTGTGGGACTCTTTAGTTGTTGCCCTCTCCGCCCTCGTCGTC
CTGCTGGTCGCTCGTCCACAGCGTCAAGTTGTCTCGTAGCAGCTGCATGATGAGAGTGGA
GTCTTTGTAGGAGTCCTCGTTGAGGGTGTCCAGCTCAGCGATGGCGTCGTCGAAGGCGGT
CTTTGCCAAGTGGCACGCCTGCTCGGGGGCGTTCTGGATCTCGTAGTAGAAGACGGAGTA
GTTGAGCGCCAGCCCCAGGCGGATGGGGTGGGTGGGCTGCATGTGCTCCTTGCTGATCTC
ATGGGCCTCACTGTACGACTTCTCGGAGGACTCCACCACCGAGGCTCTCTTCTCCCCCGT
GGCCACTTCTGCCAGGTAACGGTAGTAGTCGCCCTTCATCTTCAGGTAGAACACTTTGCT
CTCGTGCTGCGTCTCGTTGCAGTTCTTGATCAGGAAGTTGTCGAGGAGGTTGAGCACGTC
CTGGCACACGGCCTCCAGCTCCTTCTCGATCTTTTCCCGATAGGCGCGAACCATCTCGAT
CTTCTTCTCGTTGCCGTCTGCCGACGTCTTTTGCTCGATGCTGGAGATGACGCGCCAGGA
GGAACGCCTCGCTCCAACCACGTTCTTGTAGGCCACAGAGAGGAGGTTCCTCTCCTCGTT
GGATAGTGCTTCATTCAGCTCTGTGACCGACTTCATGGCAGCTGCCATATCATCATACCG
CTCCGCCTGCTCGGCCAGCCGGGCTTTCTGCACCAGTTGCTCACGGTCGACCATGTTGAA
CGTCGTGCGTGTTTCTGTNCTCGCGTGTCCTGGGAGCTGAAAGTCGCAATGGGAACGTGG
TAGTGCGGAGAAGCGGTACCGGGNGTNCCTGTCGCCACC
>CL4550Contig1
TTTTGTGTGGGNGATAAATAAAAAGGACACGNGTGTGTGTGTGTGTGTGTGTGTGTGTGT
GTGTGTGTGTGTGTGCTGCTTCACAGCTGATAGTGATTACACACTAAACATGCAAGATTA
AAGATGCTCCATAGCATAAACATTTAAGATCCACAGTTTTTCTAACATTTACCTGTTAGT
TTGCTTCCTCACAGACAATGACACACACACACACAAGCGCGCACCCACACCGTTTATCAG
GAGGGGGCTCCTGGGGTGAGACATGCACACATGCAGCCCCACTCAGGAGGTGTACAGGGA
CAGATGTACCCACACAAATGTAACACACTCACACACACAGACTAACATCCATCGCCAATG
AGTGATGGGCGAGGGCACCTCCTGCCAGCAGAAAGAGCCCAAATAATCCCAAAAAATGTG
CCAGTTTAGCTGTAAAGTGTCCCCTTCTCAGTGGTGACAGGCCACACCCCTTCACTTCGT
CCACCTACAGCCTTCCTGTTTAGGAATCCTGACAGATGCTCTGACACCTGGAGGTCAGTG
GCACAGCCCCACCTCTAAGGTGTGTGTGGGGAGGCGTAGAGCTCAGCCTTCCTTTTTCCA
CAGAGTCTTCTCCCCCTTCACCAAGTTTAACCTCAAAAACTGCAACTTCCCGGGTTTGGG
CTGCACTGAGGGTCCACTGACCAAAGGCTGACGTGCTGACCCCCACACAGGCATCTCAGC
TGAGAGGACGCCGTTCTGTTTTAGAACTAGTGGAAATGAGAAGTGTGTGATCCTTTAGAA
ACCCAAACTGAAGGGAGATGATTGGAGAGTTGAAGCTTCTGTCTCTTGTCAGCACCATCA
ACCTCCCGTCAGTCAAACACCTCAGGCAGCAAGTGGTGATGAAGTGAAGTGAAAACAGTG
CTAAAAGTTCTATCTTTCTGCTCTGTTA
>CL4551Contig1
TTTTTTTTTTTTTTCACTTTTCTACAGCTTTATTTATTCACTTTGACGTTTCACATGATT
CTCTCCCCCTAACAAAAATAATTGTCTGTGCAATAAAGACTGAATGTAGAACCCCGAGTG
AGGCTGCTGTGCCCACGTCGTTCAGTCGAACACAGCTCAGCATGGTCAGGTGCTTCACAG
GAGTCCTTTATTTTAAGGCCAGTTTGGTGGCAGTTCCACAAAAGCCTCATTGCAGTCTCA
GTGGGAGTCGGACATCTGCGCTGACTCATCTTCATACTCCTCCTCCTCACTGCAATCATC



CTTATCTTCTTTATGTTCCTCTTCTACATCCTCCTTTCCTTCATTCTTTGTGCCCAGCCC
TTTATTCGACACCTTTCGCAGTTTAATGTTTGGAAGTTTTCTCAGATCCCCGGTCCATTC
TCTAAATGTTTTAAGATGCTTCCCATTCATGATGTCTGGGATCTCAAACCCGATGCCCTC
ATACTGCGCCCGCTCACGCTCCACAGTCTGTTTGATGGCAGCCTCTCTGGCACCATGGAG
ACGACCTTGTCGACCCTTAATCCCATTCATTAAGTCGATCTGTTCAAGTTCTGCATCGAA
CCTGTGCAGGTATCTTTCTATTATCTCACAAGCATCTTTCCGTGTGTAGTTTGATTTTGT
TGAATCCAACTGACTCTGAAACCACAGCAGCTTCTCACCAATGTTGTTCAGACGTGTAGC
TTTTTCATTCTTTAACCGTTCTTTCTTCTTCAGCTTGCTCTCCTCTCGGGCTAGATATCC
CGCTTTCCTGCTATACGGATGAACAACCTTCTCCGCTGCTTTAATCTTCTGGATTTTCGG
CATCTTTAAAGTTCTATTTAAAAAACAAAACAAAAACGCGTGGTTCTGTTTTGACAGCTG
GACCGGAAGCGGAAGTTGTCCTTCACTGTCCCCC
>CL4552Contig1
CATCGAGCGGCTTGCTGGGGAGATCGAGTACTTCCCCGCCGTCGGGGGGCACGAGTTTTC
CAAGACGGGCTGCAAGCAGGTGGTGGCAAAGGTCAACCTGCTGTGAGGAGCGGGAAACGG
GCCGCCGCTGTCTCTGTGAAGGAGGGGGAAGTGGGGGGGCAGTGGAGCCAAGAACCGATT
CCAGAACTGAAAACAACAAGAGCGCGCGTTCAATTCCGTGTGACCACACCCACCCATCCA
CCCAACGCCCCAGTCTGTCGGGAAGAATAAAACCCCAGGGTTCAAATCCCAGCGCACTGT
GTCCTTGGGCAAGGCAGTTCCCCACATGCTCCAGTACCAAGCACAGAGCAACCTGGATCG
GACTCGAACCCAAAGCCAGGTTCAGGACCCTGGGTTTGGTGAGGTCAGCCGATCTGCGGA
CTATGCCGTAGACCTGGGAGCTGCAGATGTTATCTGTCCTCACGGTGGTTCTCGGTTTGA
AAGCGATGCTTTGATGTTGTGACTTGGCGTGTTCGTCTCTGGAACATTTCAGAAAACACC
AGAACCTGGTTAGCGTTCAGCTGCAGTCAGTGACGGGCTTTTGGGGGTCTGCAGGACTGA
ATCTGGCAGCTAGACTGGACTGAAGGACGGTCTAGAGGACGTCCCCGTCCTCAGCGAGGT
TTCAGACATTTCTCTCTGCAGGAACATCCGTTTATTTATTACTGAAGTACGTTTATGGAG
TCGTGAACAAGTTTCTGAACATTAAAAAAATCTCTGAAACACTTGGAAAAAAAAAA
>CL4553Contig1
AGTCCGACCTGCACGAGGTGCGGCAGCACTACAGCCTGTCACCGCACGACTTCTGTCGGA
AGCACAAGCTCCACCCGCCGCAATCATTCACCTGCAACACAACCACCGCGCCCAATAAGG
ATCTGTACACCAGGCTCACCACCATGGCCATGTATCCGCACATGGCCCAGGCGGACCTGA
AGAACTCCACCTTTTGGCTACGGGCGAGCCTGGGGGCCACAGTTTGTGCCGTTCTGGGCT
TCGCCATGTACAGAGCTCTCCTGAAACAACGGTGATCAGCAAGAGAGACTCACTTCCTCC
CTGGTATTTCTGTGGAATCCACTCCCCGATTACCTGAAAGACTCTTAAAGACTGGCGCTC
GGAGAGGCCAAAGCTGATGTCTGCACCTCATGGTTGATTGACACCAATACGAGCAAGAAA
CAAATACGATCGTTTTTAGTTTTATCTTATCAAGAGTGAGTTGAAATGGGCATTTTTGGA
GCACAGTTTCTAAAAGCAGATGCTTCAGTTTAGCCCAGGTCAAACTTTAGAGGTCACAGG
ATTTTTATCAACTGATTCAGTTCTTTTTATTCCTCTGGTTAAAGATATTTGGAGATTCGG
GAACTGAACAGGAGCGACACTAAAAGGGACTTGAATCTGTTTAGCGATGTATATGCAGTA
TGGTATTAGACATTTTTAGGATCTATAGGCAGCATTGGAATCCAAAAGAAACACCAACAT
GAGATCAGACGATGAGTGGTGCTCACATGTACCTCTTGAAAGGTCACGGTTGTCACGAAC
ATGTTTAAACAGAGTTATTTATTAACCTCTATTTGGCTGTTTTGAATGCATGAAGCAGAG
TTTTCATGTATTTTTGTATTTAGTATTATCAAATCTGTCATCATTTATGCTGCATGTGTT
GTTTTTGCTTTTCAAAAAGTGCTTCGGTCCTCAACGAAACAATAATACAGCAGTTAAGAA
AAACCCTTCCAGCCTGGCGTCATATAATCAAAGCGTTCTGTTTTTCCCTCAACAT
>CL4554Contig1
TTTTTTTTTTGTTCATTGCTTTGAATTACTTTGCAGCCAAACCACGGCTCCTTCAGAGTT
AAGAGACGCTTCTGCAATGCCGGAGCTGTTCCAAAAGAGTTTAGATGTTTGTGCTTCTGT
TGATCCACTTAACGGCTCCTGGCTGCAGCTTCATCTGGAACATTCATACTGTTGTACTGA
GAGGTTGGCAGTCGCTAGAAACACAAAGACAAGCCACAACACTCCAAATGCAGAAGACAT
TACAACTGAGCGTGCACACAGACAAAAACCAGGAATGCACTCAACTTTATCCATGCAGCA
CATGCACTGCTTTAATCCGCATAAGTGACTCACCCTTCTGGCTTTACTCTGGTATTTAAC
TGCCTTTTTAGTGTCTGATACTGCTCTCTCCACATAGTCTACTGAGTGCTCCACATTGTA
CTCTATGCGGTCTATCATTTCCCCCTGGCTCTCCACCAGCATGGCCATGTCCATAAACAT
GTCGTGAAGCTCTCTGATGCTGTTTTCCAGCTTGATAATCTCATTGTGTCGCGTCTCGAT
CTCATTCATTGCTTGCTGGGTGATGTTGTCCATGATAATCCCCGAGGTAAAGATAGCTGG
GTTGTCACTCTCCAACATGCTCTCCAGCTCTTCATTTGTTGTATTTCTCCCAGTGATCTC
CAGCTGCCTCTGAATGCGTCCCTTGCAGCGCTCCCTGTAGTCTGACTGGGTGGTATTGTA
TTCTGACATCACCTCCACAAATTTGCGGGACAGAGTGGAGTGCTGTGTTTTGCGTATCCT
CAGGTCAGCTGATGACCTGTTCTGCCCCTCCTCTTGTTCAATGGTTTGCTGGATACTCTT
TAATTTAGAGCGCACTTTGTTGGCCAGCTTTTTGATTTCTGCCATGAGATCCTCGAGCTC
AACCTTGGTTTTTTCATCTGGATTTGGTGAGGCGAGGATGGCACTATGCTTCCTCTTCAC
CTCTTCAACTTTTTCTGCCAGAGACTCGATGAAACTGCGGATCTCTTCCACCTGCTCAAA
GAATTCGTCCATAAAGCCTTTGTCCATGCCCACAGCGACTTCATCCTCTTTCCTCTGTCG
TCTCCTTCCCGTGTCGAAGTTCCTGCATGCGATCCTTCATGGTTCCGTGTTTGTCCCGTG
GTTCTGAAGGCTGAGTCGAC



>CL4555Contig1
CAGGCAGAATGTACAGTACATTTAAAGGAAACAAAATGAAAAAATAAAGGTCTACACCCT
ACGCTCTAGCACAGATACATAGATTTGTAGAAGCAAGAACAGATGTGTCTAAGGCTATAC
ACAATATGTCTTTTTTCCAGTTTTCTGCTGCTTTTTTAATCTCTTCTTAAAGTAAATACA
TCAAACCGTTTCAGTAGTCAGGAACACTGTGCAACAAAGATGGTGGCAGTATTTGTACAA
ACGCTCGGGTCCGGGGTGGGAAGCTCCGCCTTTCAGGCTGGAGGAGGTTCGGGGCTGCAG
GCCGCGGTGGGCCGCTGACCCGGCGGGCGTCCCGTGTCCTCGCCGCGGGGTTTCGCAGAC
AGGAATGTGCTTGGACAGTCTCAGCAGAATACATTCTAACAGGAAGGATGCGAGGACGTG
GAAGTGCTGGGACGAGAATCCTCTTCATTCGACGGGGGCAGAGAAACAGGAATGTGAGGA
GCTCCTTCGTCGGAAGGCAGAAAAAAAAAACATCCCCCTCCCCCCGGAGGCGCGAGGAGG
GGCGCCTGCACTCCCAGTCCCAGGAAGCTTTAAAGGTTAGGTCCATGATCCGTCAGCATG
CCGCCCTCTGTCTTAAATAAAAATCTTCTCTTATAGTGTTTCCTTCATTTTTAAACTCCG
CCCTCCTCATCCTCGCAGCCGCTT
>CL4556Contig1
ATTGATCAAATAAATATGCACTGTGAGCTTTCAAAGGCAGAAAGGAAAAAAATCTCACAG
AACGAGACGTCAACATTCCATGAATAGAACTTTTTCTGTGATGTTGCTTTTTTAATAGCA
TTTGAGGGCTTTTATTTTGGCACACCCTAGTATTTAATACCAAACTCACCCCCCCACATT
CAAACTGAACACAGTTACTACTTTTACAAACAACAATGGCTGCACTGGAAGAGGAGAAAT
TAAATGATAGGAGGGAGTTTTCTGGATGGAGGGAAAAACTGTCTTTTTGCAAAGCCTCCT
GAAATCAAAACGTTTTAACCCCTGAACAGGTTCGTCATTTTGTTGTTGTTTATCTTGCGT
TCCAAAACCTATAGTGAACATATCAGATTGCCAGATTCGCATGGGGATCACCAAATGGGG
TTAAAATTACAAAGCACTTACTGTAATAAAGTGGAGCATGCCTCTTCATATTAGTTAAGG
GGCATCTCTTCAGCTGAAGCTCTTGAAGTTATGAATAAAAGCCGCACAGCTGTGTTATCC
CCCTCCATGTCAGTCCTATATCCTGTCATGTTTACTATCTTTTCTATGTGACTTATATCC
TGTCTTTGTTCATATATTGTCAATATCTTTTGCTGCTCATTTTATTTCCTCTTTTTTTTT
ATTAGACCTGTCGATTTGCATGGTCATCCAGAAGCTTTTTGTTTTCTCTCTTAAAAGATG
TTTTGGGGATAAAGAGGCTTGTGCCTTTGTAAAGACAGAATAATAAAGTTG
>CL4557Contig1
AGAACGCGTCCGCCGCGCCAGCAGACAGGCAGTACCAGAGCCTGGGAATAAAAAAAAGAG
GAAAGAAACGCTTAAGAAAGGAAAAGAAAACGCGCAGCCCCGTCTGTCTGAAGATTATTT
TATTACAGCGAGGTAGGACAGTTCAGTGAATTTCTCCATGAATGTACGTCACAATGATGA
TGACAGACCAGATTCCACTGGACTTGCCTCCCCCTCCCCTCCTGAACGGGGAGGTTCCTC
TCATGCCTCACATGGTTAATGGCGACGCCACGCAGCAGGTGATTCTGGTGCAGGTGAATC
CTGGGGAGACGTTTACCATTCGAGGGGAGGATGGTTCACTGCAGTGCATCCAGGGTCCTG
CTGAGGTTCCCATGATGTCTCCAAATGGGTCAATCCCCCCCATCCATGTTCCCCCAGGGT
ACATTTCACAGGTGCTGGAGGATACCGCGGGGGTCCGTCGAGTGGTGGTGACCCCTCAGT
CTCCAGAGTGCTACCCCCCTTCATACTCCCCAGCTCTGTCCCCTACACACCATTTGCCCC
CTTATTTGGCTCACCCCCACTTCATCCCCAACTCTCATTCCTTCTACCCTGTAAGCCCAG
GGGAGCTGCCTCCCCACCAGTACTACCAGCACCACCTTCCCCCCATGTATGGCGACCCAG
AAATCATCTCAGTTTATGGGATGTCGAGCTACATAAGCACAGAAGAGACGTACAGCAAGC
CGCAGCCTAAAAAGATCAAGGAACCACGGCAGCTGGAGCCACAGAACCGGCTCAATTCTC
TGCCCTCCACTCTGTATAAGGGCAGCATGGGACCGGCGCACAATGGATACAGCAACAAAA
CGCACGCCTCGTCACTCGGGTCAGTGGGGTCAGGGAGTGGAGTCAGCAGTCCAGGGGGCA
AGAAACCAGAGAGACGACTCCGCTGCAGCCCCAGAAACAATGAGCCAGAGACACACACAC
AAGGTAGAACACACCAACACAATGGCGTCTGTTTCCAACCTGTGCATTGCTGTAGTGCTG
TGTGCGGTGAAATCACCACTTCTCTCTCCCTGGAAGAGTCACCTGTCGTCCTGCTGTCTT
TGTATCTGCCTTTATTCTCATTACCCTCGGTGCCCCCTCTGCA
>CL4558Contig1
CCTTTTNAAAGNGTAAAAAAAAAAAAAAGTGTTCGACAGGAAGCAGCAACACCAACGGAC
TCCGGTTAATCCATGGAGCCTTTAGACGGGAGGAACAGCAGACGGAGACCTTCAGCACCA
ACCGAACACCAGGGGGAAACTCTGGATGAAGCACAGGCATATGCAGAAACATCATCATCG
CAGGTTCTCTCCAGTTTGGACCTCCAGCTTCTTGTTGAAGTGCATTCAATGATTGGTCTT
GGAGAACTGGACCCGCAGCTGCAGCATTCAGCAGACTGGCAGCATGCAAACGTTGTTTCC
GTTGTACTCTTCTTCGGTCTCGGCAAACACAGGCGGTGATGGGAACTGGAAGCTGGGCGA
CCTCATGAAAATGGGGCTGCCATCTATGTCGTCGCAGTCACACAGCAGCGGCGTGAGGGG
CTGGTCGAGCCGAACGTCCCGCGTCATGTCAGAGTAGCTGGGGGGATTGGAGGGCATCTG
CAGGGACACCCAGCTCTGGGAGGCGTTGCTTACGGAGCCCTCCTGGCTGCTCACACTGTT
GCTGCGGCTGCCGAGACCGGCTGTCCCGATGACCAGAGGCAGCTCCAGGATCACTTTCTC
ACTGCCGGG
>CL4559Contig1
CGAGGGGCGCGCATTCGCGGGCCGCCGCGGCTGCGGCGATGTCCCGGTTTCAGTCCGCCA
GGGCGCTNAAGGACGAGCCCCAGACGGTACCGGACATGCAGAGCTTCGGGGACAGCCCCC
CCCTGTCTCCGATCGATATGGACAACCAGGAGCGCATCAAGGCGGAGAGGAAGAAGCTGC
GCAACCGGATCGCTGCCTCCAAATGCCGCAAACGGAAACTGGAAAGGATCTCCCGGCTGG



AGGACAAAGTCCAGAATCTGAAGACGCAGAACATCGAGCTGGCCTCCACAGCCAGCGTCC
TGAGGGAGCAGGTGGCTCAGCTCAAGCAGAAGGTGATGAACCACGTCAGCAGCGGATGCC
AGCTTCTGCCCAATCAGGTCCAGGCCTATTGAGCAACAGCCGGAAGCCGGAGCCCGGATG
CAGAAGAACACCTGCATCTGACAAGGATCAGACTTCTCGTGTGCATCAGGTGCTCAAGAC
AAAATTCAGACAGACGTGAAGCTGTCAGGGAGCGTGGAAACCATGCAGCTCCCTGACTGC
AGCATATGCAGCTTCCTGACTGCAGCGTCTGCGGCTTCCTGCAGCGTCTGCAGCTTCCTG
ACTGCAGCGTCTGCGGCTCCCTGACTGCAGCGTCTGGGGGACCCTGACTGCAGCGTCTGG
GGGACCCTGACTGCAGCGTCTGTGGCTCCCTGACTGCAGCGTCTGCATCTTCCTGACTGC
AGCGTCTGCGGCTTCCTGACTGCAGCGTCTGCGGCTCCCTGACTGCAGCGTCTGCGGCTC
TCTGACTGCAGCGTCTGTGGCTCCCTGACTGCAGCGTCTGCGGCTCCCTGACTGCAGCGT
CTGCGGCTCCCTGACTGCAGCGTCTGCGGCTCTCTGACTGCAGCGTCTGTGGCTCCCTGA
CTGCAGCGTCTGCGGCTCCCTGACTGCAGCGTCTGCGGCTCCCTGACTGCAGCGTCTGCG
GCTCCCTGACTCCAGCGTCTGCATCTTCCTGCACAATCTATGTAGCATCGCTGCGGGAAG
AAGCGCGGCATCCAGGCTGCAGGTGACGTCATCCACCAATCAACGCGTGGCCTTTCTGGT
TTACAAGCTTTTATAATGATAAACACGTTTCTCTAAGCAGCCTTTTGGAGTGAAAATGTT
TTGTATTTTGTTGTTGTTGTCTGAGGTCCATGAATGTATGGAGGAACTGTATCACACCGA
GACATGATGATGTTTATTAAATCAC
>CL4560Contig1
GCTGTGTAGAAAACCCATTGCTCCAGGTAGGAGGGCACACACACCACCTGTTTATGGAAG
TCCACGGGACATGAGAGTTTTCCCAGCTGCTCCTCGTACAGACTCAGTGCTTCAGTCAGA
TTTGCACTATTACCCTGTGTGAAATATTTTCCCTTTGGATGTAGGACACGAATTGACAGG
TCTAAAATGAGACGAAGGAACTCCCATGTAGAATCTAGATATACACACACAAAAAAAAAG
TCAACAAACATGTCTTTCTAATATACAAATGTGATACAATGACAACTGATTTAAAAAAAT
AAATAAATAAATAAATAAATAAATAAAACAACCTTCCTCTGGCGATGTGGATATTGGGAT
TGCAGTGAGGTCATTTATTACGTAATCAAATGTCCTGCCTTCCCGGACATATTTCTTTAG
CAGGGGAACACAGTCTTCAATAAATATCTGATAGCAGTCTCCCCTCAAGGTGTCCAGGAT
GTTTCCACAGGTTTTTCTCATGTGCGTCTTGCACCCATCTATCACCTTCTGGTCAATCTC
CACCATAGTGATCATCTTTGGCTTATGTTTGACCAACTCAGCAAGGATCCCTCCGTCTCC
TCCTCCTAATATCAGAACCTCTTTCCCAGCATAATTCTCTTTCCCGTTCCCTGTAATAGC
CTGGGTGTAGGCATAATCACTCTCTGCCAGATTGACGTCGCCATCCAGCACTAGGATGTT
TCCATACTGCTTCGAGTGCAATATCTTTATGTTTTGGTATGGAGAATCTTCTTCGTACAC
CACCTTGTCGATATCGTACTCCACCAGTCTGCCATCAGCTGTCGGCCAGTATCTGTCGAC
TTCTGCTCCTCGCACCAGAGGTGGCAGCTTTTTAGTCCTTGCTATGTTTCCATTCAAAAT
CACTTTTAACTTCTTTTCCAGAGAATTCAAAAGATTGTCTAACTGTGCAGCATTATCCTC
TTCATAGCACTGCAGATCAATGGTCACCAAGCCATGGGAGTGCACACGCAGAATGACAAG
TCGGCCATTCTTCCCAACAAATGTTGCAAGGTACCCGTGCCCATTTGTGTCATGAATGGT
CTCCGCCAACTCCTGCTCATGGAAGATGGACAGCAGACCAGGAACTACCGAGGCACACTC
AACTGCCGTGGAGAGGTTAAAATCGAGAGTGTAATGTCGCACTGCCATATCGTACTGCAA
CCGACATCCATGCCTGGAAAACCGGCTGCGAATATTTATCGGCAGAGACAGAGGGAGGGC
CCTGCTACTGCCGCAGCTTCAGTAACTCACTC
>CL4561Contig1
TTTTTTTTTTGTCTTAGTTTGTGCCTCGGTTTGAATTTAATTTTTTTAACGACTGTATGG
CAGACATTCTTCCAACTACCATAACTTTTCCACCGTTGAAGCTATTAACCGAATTCCAGC
TGATTTTTGTGGCGGAGAACAGCAGATTTGCGTTGTTAATGTGTGTTAATGTTAGCGTTG
TTAATGTGTGTTAATGTTAGCGTTGTTAATGTGTGTTAATGTTAGCGTTGTTAATGTGTG
TGGAATATCCGTGCAGAGCCGCACTTTTTGTCTGCGTCAGGATCAGCTCATTCTTTTTTT
AATTGCAAAAAGCGGTTGAATAGTTACTGTTTAGTCAAAGAGCGTGGGGTGCTTAGGTCT
CGCTGGCTAAAGGGTAACGGAGTAATATTGATCGTTAAATATTGACTTGTTTTTTTTTGT
GTCTTTTCAGTTTTAACCGTCTGGATTTGCCGCCCTACAAAAGCTACGAGCAGCTGAAGG
AGAAGCTGCTGTTTGCCATCGAGGAAACCGAAGGTTTTGGTCAGGAATAGAAGCGTCACG
CCGCCTCTGTTGATCCGCCGTTGTTGTTTATCCAGGCAACAAAACAAAAAAACAAACAAA
AAATTGCACAAAATAACTACAATGTACATAAGCTATTTTGTCATGTAAAACCAAATCCTA
ATTTGCTGCACAGTTTTTGCCACAGTCCCATTCCCC
>CL4562Contig1
GAGGGAATGTCTTCAATCAAGACCAAGTCTCGCTCTGCAGTCGGCTCGTCTTTTCCATGG
CTGCTAGCATCTGCGCAGCCGCGATCTGCAGACACGCCTCCTTCCTGCTGGAACACCTCT
TTCAGAGAGTCGCACACGCTGGCTGGCATCTGTTTGGCATTTCCGGCGATGTAGAAGCAG
GCTTTTCTCCTGGAGATCAGCTCCCACAGCAGCGCGGCGTTCTCCCTGACGCGGCGCTGG
ACGTACACCTTTTCCTCCTGGTCTCGTGAGAAAGCCGTGAAGAGAGTCAGCCCTCCAGCT
TCCACCATGAGCTCCCACTCAGACCGGAAGAGGAAGTCTTTGGACTCTGAACGGCAACCG
AAGAACAGGACGTTGGCGGTTCTGCCCTCACAAAGACGCTCCTGCAGAGCCGCCCTGAAC
GGCGCCACCCCTGTTCCAGGCCCCACCATGATGACGGGGGTGTCTGCGTCTGCCGGGAAG
GTCAAACTCCCCCCCTTCACCCACAGGGGGACGCACACCTCCCCTTTTTCAGGGTCCAGA
GAGGCCAACCAGGAGGAACACAGTCCTCGTCTTGGTTTCTGGAGCTTGGTTTGGAATCTC



ACCACAGCCACCAGGATCTGGAGCCTGTGAGGATGAGCCTTGAGTGAGGAGGCGATGGAA
AAGGAGCGAGGCTGGATCTCTGGGAACAGATCCAGCAGGTAGTCCACTTTGAGTTCTGCC
GTAGTTTGGGGGAAATCTGCCAAAACCTCCAGTGCCGTTCGGCGGGGTCGGCTGCAGTAG
GAGTTCAGCTCGTCCTGACCTGCTGCANA
>CL4563Contig1
GGCTGCACTAAAGGTTCAGTCGAGGCTGTGACTTTGGTTTAGCTGGGGAAATGGGTTATT
AAGTATTTATCAGGCTTCTGTCAAACAGGAGGTTAATAGAGGAAACTGAGGGACACGATG
ACAGCGAACGAGGATCAGGAGATGGAGCTGGAGGCTCTTCAGTCCATTTACGGGGACGAC
GAATGCTTCAAGGAGATCAGTCCAGTTTCCTTCCAGTTCAGGATAGGAGACCTTGAAGAC
GTCAAATCCTTCATCCTTGACATCACATGGCCAGAGTCCTACCCTGATACGGCGCCAAAC
ATTTCCCTCGATGCTTTCTTCAACAACAGAATGTAAGTTGTGAGCAGAACCGGTAGCGTT
GGGGTTAAAGTCCTGTGCTGTCGTGTACTGGCTTTGGTTTTCTCAGAACATCCATAGAAA
CAACCCTGATTTAATACAATAACCTGTGGCCTTTACATCCATTATTGCCCACATCCGCCT
TCATGTGGACGACCAAGCCTCCTCCTTCCAGCTCTGTCACAGGGACACTGAGCTCTGGAG
GATCCCTGCTGTTTGCCTGACATTCTTAAGTGGGAATCATTTAGCATCTCTACTCCAACC
TCCTCCCAAATGATTGAGCTGTTGTCCTCCTATATGGAAAGGCGGTAGCTCATGGCCAAA
GGTGAAGGTGATTGACCCTCCAGACCTTCAGCAGCCCCTTCACTGACACATCAGCTCACG
GGCTGCTTCTGCAGTGCAAAGAATCTACACTCATCCACCACAAGAAACTCCAGACTCCAA
GGTTACGGGTTTACGATCCCACTCCCCCCGCCCACCTCTAGACAAAGGGCAAAGTTGACC
CAGGTGAGGGTTACTGGAGCCCATTCCATGAGCCAGAAGTGGGCGGCCTCAGAAGAGTTT
GCTCTCCTGTGGGCTGAGCAGCTGCAGAAGACGCCGTGCAGGGCTCGACATAGCCATTTG
TCCGCTGGCCCGGTCCTGTTTTTCGAGCAGTGCGGACCACAAGACTTTACTTTTCACTTG
TCCGCTCGGGCCACTAAAATATCTAACGGTTTATATATTCTTCACCTTTTTCAATAAAGT
AAATTTTGCGAAA
>CL4564Contig1
TCTGGAAGAGACTTTATTATTTCCAACATGGAGCAAAGATAAGAAGTCAGTTATTTTTTA
AAGTTCTCTAAACAGGAACTTAAATAGTAGTGGGTAAACAACGCTGTTTTCCATCACTCG
CTTTCATCAAAGCCTTGATGGCCCTCGCTCTCATCTCCAGCTCCAGGAGCTCCAGCTGCT
GAGCCGACGGACGGCAGACAGTGGGGTCGCCGCACGGAGGAGGTCCGCTTGGAGTCGCGT
CGCCGATTCCTGAAGGGGGCGCCGACCTGTCCGTGGATGCGTCTGTGCTTGAGGCGGAAG
AGAGCGATAGAATCTCACTGACGCTTTTGTCTATGTCGCTCAGGATGTCTTTCTTTGGCC
TGGGCTCGGCCAGGGTCTTTTGAGACCAGGCCAGGGGCTTCTGAGACCCGGCCAGGGGCT
TCTGAGACCCGGCCAGGGGCTTCTGAGACCCGGCAGCTTTGTCGCAGGCGGGTTTGGTGC
TCGGTTCTTCTTTGGGCGCTTCGATGTCGCTGTCGTAAGCGTTGATGCAAAGGACGTCGC
TCTCCTCGCCGGTACCTCCAACTTCTTGTTTATGATCTTCTGTTTTTGTCGTTTCTTTAT
GGTACGATGTGGAGTCAACAATGTTATCTTGCTGGCTTTCAAGGCTTCCTTCAGAGTTTT
CACGGCCACTCAGCAGATCCTCCCCCGCCAAAATCTGAATGAGGTTCTCCTCTGGGATGG
GCTCCAGCTGCTCCCAGCACAGCTCCTGGATTTCCTTTACACTGCACTCCTTCAGCTCGT
CGGGCAGCATCTTCTGCAGCTTCTTCTCTCCCAGCACGCGGAAAGCACTGCTCCAGCATC
TCCCTCTTGTTGCCGATGTAAG
>CL4565Contig1
TTNTNTTTTTCACAATAATTTGAATAGATACTTTAAAAAACCAATATCGCAGTAAATCAT
TTTGTACATAGTACAAAATAGTAAGCTCCAGTCAAAAAAACAAACTCACTGTAACTGTTT
TCCTTTGACAGCTGGCAGAAAAATAAAAGGGGTCAAATGATACCAAAGTTGAGAAAAACA
TATTTTGTTTTAAAGTATATAAATTAGGGAGACACTCTATGAAGAAAAGCAACATTTCGT
TTGGCTCAATGTTATGAGGAGAAAAACTCCAGTGACGTCAAAGTCCAGCGAAGAGGCAGC
TGAACGGACGGTCTTTAGTTTTTCCACTTGTTTTTCTTGGTGGGCAGCTGTCCTGTAGCT
TCTAAGTATTTGTGGATGAGATCTTCTTGTGTGGCTGGGAGGCAGGGCTGATATCTGCTG
TAGTCCATTGTGTACTCGCCTTTACCTTCGGTGCAGGATCGTAACTCTGTGGCGTAGCCA
AACATATCGTTTAGTGGAATATCTGCATACAAAGTGAAGAACCCTTCAGCTCCATCTTGT
CCAGTGATGACGCCATGGCGACGGTTCACCCCAGCAATGACTGCTCCTTGAAACTCCTGA
GGTGCAACAATCTCCACAGACATGATCGGCTCCAGGACGATGTTGTTGGCCTTTTCCATG
GCTTGTTTCAGAGCACCTTCTCCAGCACGAATGAAGGAAATTTCATTTGAGTCAACCATG
TGATGACCTCCGTCTTCCAGGACGAATCGGACACCCGAAATCTTGTGTCCAGTCAGGGGT
CCCTTCTCACAGGCGTCTCTGAAGCCCTTCTCAATGGCTGGAACAAACTGCTTTGGGACG
TTGGGGCCGACTGTCTGGTCTTCAAACTCCAGCTTGGTGTAATGTTCTGACTCAAGAGGC
TCGAGGACGCCGACAACTTTACCGTACTGTCCGGAGCCGCCACTCTGCTTTTTGTGCGTA
AAGTCAAACGATACAGGACTGCTGATG
>CL4566Contig1
CCGGGGAGACCTCCAAGGACCTGCAGTCAATGAGCAGAGCCTGCCCCTCCTTGCCCAGGA
TGGAGACCAGCTGGTCCATGATGCCGCAGGGCACGCCGGCATGGGTGTGCTCTGCCTTCT
GACAGGATAGAGCTTTGGCCACGTTGTCACCTCCATCTGGCTTCAGCTGCTGCAGGAAAG
TATAGATGGCCACTTCTAAGGAGGCGGAGCTAGACAGTCCTCCCCCCAGCGGGACACTAC
TGGCCACCACTGCCCTGAATCCCGGCAGAGGAGAAGCTCTGTAGTGCTGAATGACCCCCT



TCACGTAGTTCGCCCAGCGAGGGACACCTGGAGTCAGCGCAGAATTGTCCCCGGCCAGGC
TGAAGGACACCTCCCGGGGCTCATCTGCGTCTTCTGCAACCGTTACTATGGTAACATCCT
GCCCAAGGTTGAGACTGCCAACCACCACAGTGACCAGGGGGAGCGCCATCGGCAGCACGA
ATCCCTGGTTGTAGTCCGTGTGCTCCCCGATCAGGTTGACCCTCCCCGGCGCGCACACCG
CCACCTGCGGGGTCTCCTCCCCGAACGAGCGCGTGAACTGCCGCCGCGCGGCCGCCACCA
GGTCTGACACAGCGGGAACCGAAGCCGCCATCGGGGGTCCCAGACTGTGCTGAGCTGACC
GACGGAGGGAGCTGGAGACCGAAACCCGGC
>CL4567Contig1
CTGATTTATTGAAGAATAAATTTACAAATATGTTCACTCTCACAATTCACTCATTAAAAT
GTTAAAAGAAAGGCAATATACTACTAAGGGAATGAGACGGCTTATTTCTTCTGTTTGGAT
GTTTCATAAGTAAAATCAACACTTGCTTAGAAAAGAAGCTTGTATAAATAACAGGATTAT
TCACATAGCCTATAAAATAAAACGGTTTGCCCATTCTGCCATCTTTACACTATCTGGACA
CTGCAGATGATCTGTAGCTACCTTCACTAGGACAAATATGTGGACTTGCTCTAATTACAT
TTATGTACAGTGTTACAGGACTCATTTTTTTCTGCACCACTATGCCTCATATCATTTCTC
ATCTGAATCTCCGACATTCAGACCAAGCATGTTTGAGAGGCTCAGCTCCAGCTTTTTTGA
TGTCGAAATTTCTGGAGCCGTCAGACCCAGGCCAGATTCTGGTTTGTCTACTTTAAAAGT
ACCTCCTCTCACCAGAGGGGTATCCTTTGTGTCTGTTGAGGCATTGATATCAAGATCTGG
GGCGGTAACCTTCAGATCAGCATCAGTTTTCCCATCAGTCTGTGAGGCATTGCGTTTTTC
TTTTGACAGTTTCAACATTTCCATGACATTAATCTTTTCTCCAGGTTTTGCTGTTGCATT
CACTATTGGCAGTCGGATCCCTTTGCTGACAACATATTCCTTTTCCTCTGTGTCAGCTTT
TAATAGGGAAGTTTGAAACATTTCCCCAATGGAACTCAGGGTATTTCGTGGCAAGTTGTG
AAG
>CL4568Contig1
TCGGCACGAGGGAAAGACGAAGTGTATTCTTATGTTGGACTATTGTTTGTATTTTTTGGA
ATATGTTAAGCTTGCTTTGAGGTACAAGTTCAGTTTCTGTTGAAGCGTTAAATTACTAGT
AATTTACTACTTTAATTAATATTTAGGTTTTGAATGTTTTGTATTTGTGCTCCCCTCCCT
ATTGTGTCATTGGTCTGATCAGCCAGTATAAAATCTCCCTAATGTTTCCTGTAAGGGGGT
CAGTTTGAGTTCAGTTGGTTTGAGCTTTTGTTATTGATTCGCTCAGTTACATTTTTGTTA
AGTTGACCCCATTTTAATTTGAGCCCCTGTCGTGTTGTGTTGGGTAAAATAAAAATCCCT
GATTTGAAAAAAAAAA
>CL4569Contig1
TTTTTTTTTTGAGGTGAGAGCTCTGCTTTTTATTCCTGTTTTCCCGAAATATGAACCGTC
TGCTTGAATGTAAAGTAGTGAGGTGAGTTGAACTGATTCCAGATTTCCAATCTCCCAGGT
GATGTCAGAAGATCTGATTCCAGAAAAGATGAGGGAGGACTTTCAGGACGGGGAGAGCCT
GTCCAGCGTGTGCTTGCAAGGCTTCAGAGAGCGATGGTGGAGCAAGGTCCAACTGACATG
TGCTGCAGACCGAAACGGGGAAGAAAAAGCCACAACACTGCAGTCACTCATGTCACCTTA
AACATTTCTATGAATGTTTTAAAGATTCTGCAATATTTAAAATAAAGGTTTGCTTGTTTC
TAATGTGTAAGTGTATAAAGATGATTGTTTTTTGCACTGTAAATATACATTTTAAAACTC
ACATTTTTTTTTGCTTTAAATAAAAAAATGGAAATGTTTTTTAGTTTTTATAATGAATAC
ACA
>CL4570Contig1
TTTTTTTTTTAATTAAATATCTTTTTATTAAAGAGAAGCAAAAAAATATTTACAAATGTT
CCACTGAACTGTAATCAACAGGTTGAGTAATTACAAGCACCTTCTGCCAGCTGAGGAGAG
GAAAATATAAATACAGGGGGAACTGCAGGTTAGTCTCAGGAACAGAGATACAGCAGCAGC
ATCTTTGGAAAACAAAAACATCTCTTCATCACATATTTACACGAGAGTCCAGAAAGCAAA
GGGAACAGACTCTTTCAGTCTTTCAGCATCAAAATACATCGGTCTGGATTTTCAAGTTTC
CATCTTCTTCTCCTAAGTCTATCAGGCTCAAAGCCCCCCTCCTCAGTGACTGCCCCCTCA
TCTGGAGCCTTCCTTTCAACCTTAGTAAAAACAAACTTCACTCATCCAACGATGGCGTCT
CCATCCGAACGTCCCATGGAGCCACAGTTGCTGTATTTCCATTCAAACATCAACTCTTCA
AAAAAATAGACGCGAAGTCCTTCTTGCTGTTTATTAATATCCGTCATAAATGTAATAACT
TGTGATAGTTTTGCCACGACAAGCGAAAGCGAAACTAAAGCTAATAACTGAGGAGACGGC
ATGACATCATCCAATGAAGGTCACGCTCCGTCCTCACATTCT
>CL4571Contig1
TGGAGATGCTGCATCCTTCATTTAAATAGACCTGGACGCGCACCTTGGTCGTTCCTCGGC
AGAAATCCTTTTCACAGTGAGCCGATGGCGCGCAGAAAGTCCAAGAGGAAGCCCCCCCCC
AAGAAAAAGATGACGGGAAACCTGGACACCCAGTTCACCTGCCCGTTTTGCAACCACGAG
AAATCCTGTGACGTCAAAATGGAGCGAACCCGCAACACGGGGATCATTTCCTGCAGCGTC
TGTCTGGAGGAGTTCCAGACGCCCATCACCTATCTGTCTGAACCGGTGGACGTTTACAGT
GACTGGATTGATGCTTGTGAAGCAGCCAACCAGTAGTTCAACGGAGCCAAAGTTAGCATC
TGTAGCCCTGTTGGTGTTGTGTATAGGGATCTCGCCTTTTTGGTTTTGGTGCAGTGAAGT
TTGCATTTCTCCTGCTTTGGTTCTGAGTGTTTCAGCAGCAGCAGCAGCCGTCCTGTTTCT
CCTGCTTTGGGTGTGAGTGTTTCAGCAGACTAAAGCTCTCGGTGGAAATCTGAAGGATTT
TCTTTAGAAGCTGGGTACCTCTGTCTTATTTTGGGCTAATTTCTTTCATCCAATCAATGA
GTTTTGACACAAAACTGATACTTAAAAAAACAACCTCTGTTTCTGCAATATTGAGTCCTA



AAAGTCATATTTTTGCCTCTTTTCTGTACAGTTGTAAATGTCGATTGCCTTTGTGTTTGT
TTCAGTACATCACTATTTACACTGCAGGTGTTCTCTCCAAAAAAAAACCCAAAACACAAT
GAAATTTCAAATTCCTGTGTTTTATTTTCCAGCCATTTATGTCCTGACAAAAAAAATAAA
AAAAGCACA
>CL4572Contig1
CTGACGGGAAGGTCTTTTTGTTTGGACCGCTTAGACACGACGTTCTCTTCACCTGGTTAA
CAACCGTTTTTTATCTGCAGTAATTTCGGTGTCTTTTATGAATAATCAAAAGCAGCAAAA
GCCAACGCTAACCGGCCAGCGTTTCAAAACGAGGAAAAGAGATGAAAAGGAGAGATTTGA
CCCTACCCACTTTCAAGAAAGTATCGTACAAGGCTTGAATCAAACTGGCACTGATTTGGA
AGCGGTCGCAAAGTTTCTCGATGCCTCTGGTGCCAAGCTCGACTACCGCCGGTATGCAGA
GACGCTCTTCGACATCCTGGTGGCCGGCGGGATGCTGGCGCCGGGCGGGACGCTGTCCGA
CGACATGACCCGAACCGAGTTCTGCCTCTTTAGGGCACAAGAAGACCTGGAGACAATGCA
AGCATATGCTCAGGTTTTTAACAAGCTGATCAGGCGTTACAAGTACCTGGAGAAGGGGTT
CGAAGAGGAGATAAAGAAGCTGCTGCTGTTCCTTAAGGGGTTCACCGAGTCTGAGCGCAA
CAAGCTGGCCATGCTGACCGGCATCCTGCTGGCCAACGGCAACATCTCGGCCTCCATCCT
GAGCAGCCTTTTCAACGAGAACCTCGTCAAAGAGGGAGTCTCCGCAGCCTTCGCTGTCAA
ACTGTTCAAGTCGTGGATCGCGGAGAAAGACATAAACTCTGTCGCTGGCAGTCTTCGTAA
AGTTGGCATGGACAACCGGCTGATGGAACTCTTTCCTGCCAACAAACGGAGCTGCGAGCA
TTTTTCGAAGTACTTCACTGACGCCGGGCTGAA
>CL4573Contig1
ATGGTAGATTTTATTGGTCAAATTACAGTTTGAGAGAAAAAAAGAAAGTTAGTACATAGT
GTTAGCGTGATAATATTAACAATAACAGCTTCCTCTCACTGCCTCTTATCCTTCTCTTTT
TTAGACGCTCTTTCAACGCAGTCCTTCTTCAGAGCTCCTCTGAGTGCATGGATGTGAAGG
TTTCAGTGAGCTGATGAATACCTTCCTCTTCTTCATCAGGAGCGACCAAACTGATTACAA
ACGTCCACATCATGTCCAGCCAGTCATTTCCCTCGTGAGCCGTAGTGTCACCATGAATTT
TAGCCGATCTTGATTTTACAACTCGAGCCCCACCTCTAGACCTTATAGCTTTTCTGGCAA
TGGCAGAAGGAGGTGGGAGACCAGGTGATAAACACACGGGGTCGTCACAGTATGATGTGT
AGTCGGTTAGAGTCTTGTAATCAAGCAGATCGAACAAAACAACGGCTACTGCTGACCACG
TGATGATCAGGGCCACAATCAGCAGCCAGGCCATGGGGTTGCTGAAGGTTAACATGATGT
CATCCAAAAACGTCCTCTGACTTGACTTTGATGGAGAGGCTGCCTCCCCGCTGCTGCTCT
GATGGCTCATGGAAGGACGGAGCTTAATCTTTGCGTTTGCTGGACGTTAAATGATAACCC
TTTGGTCCTCAAAGGTTCTGGAAATGCAGAGTTACCATAGAAACAAATAATAAACTCCTT
TGTTAAATCCTTTTTGGGTTCCGCTTGATTGAGAAAAGGCAAAAAGGTACTCCAGATGGA
TCACACAAGGTCTGGAAATACAAAAGAAAATATCCACACACAGAGAGGAAAAAACAGCTT
TTTAGGTTTCTTTAGCAGTTGTAATTTCAGGAACAAGAAATAACCAAAAGTTTTCAATGT
TTTATCTTGAAATATCGACGAAAGAGGGAGAAGAAAGCAGGGCCGGCAGAAAGAGGTCAA
CTCTTTGAGTCACCCTGCCCCCTCTCCC
>CL4574Contig1
TTTTTTTTTTGTCTTCAATCCAGCAGAAAAAGGCTGATCGGATGTTGACAGCCAGCCACT
CCACTGTTTGCAATTGTCGGCTTGTTTTGGAATAAAATAAAAAAGTCAAACCAAACTGAC
AATGACTGAATCAACCAAAGAACGTTCAGTCTCAAAAGCACCAAAAACTGTAAAAGTGTT
GTGTTGAAGTGGCACCATTTGCCTGAGCAGCACCACAAGCACTAACCGGTGTGTTTGTTT
GTGTGTGTATAGTTATATCTGTGTTCATTGCACTGTAGTACACCAGTAGCATTGTATCTA
AACAGGAATACAGTGTTACAGTTCAGAATGAGTCATTGGTGTGTCGTTCAGAAAAACACG
TTTAAAACAGAAAGACTGGGGCCTCTCTGCTGCCCCCTTCTGGAGGTTTGAAGTTCCGCT
GGTCAACACAGTAAAGCCAGAAGACATCATTTTCAAGGTTGGACAGGAGAGTGTGTGTAT
GAGGAACTACATTACAGAAACCCTGCACTGGCGAGAGTGTGTATAAATTAGAAAAGTAGC
ACCCGGGCACTAAGGTCAGCCAGTGGTCTACGTGGGATCTGGGGAAGAAGTTCTTTACAT
TGAGTGTGTTTTTGCCTGTTCAGTGTCATACCGCACCAGCCAACCTTCATGTTCTAGCTG
CATACTGTTTGTAGTTGTCGGTGTGTGGAAAAAAAAAAAATATTG
>CL4575Contig1
GCGACATGGCGGCGAGCCGGTGTCGCCAGGGGGAACAAATGATGAGCTGCAGCAGCGTGG
CCCCTGATGGAGCTGGAGTGGGGGAATTCATCTCTATGCGCGCTGGTCGCATGGAGTGCG
TCGCCCACAATGGTCCGTCAGGTAAAGGCGTGTATGCCGTGGCCCGCTGCTGTGTGACGG
GGGGGCTGAAAGTGTCAGCCCTACGCTGAACCCGGACGGGAGGTGCAGTGTGCAGAATCC
CAGCAGCACCTAAGCGGTCATTCCTTTCCAGGCTGCACAGCTCACTCCCCAGCTGAGCTA
CTGCTGGACTCACGGCCGCATCCCAAACACAGGCGACGCTGCACGGCGAGGGAGGACGTC
ACATCCCAGGCGGTGTGCTGCCACGCCCCCTCTCTGGAGTGCCGCCTGTTGGAAACCGTT
TCTCTGGACACAGACCAGGTGGAGCTGTCCTGTCTCTCTGGTTGGACTCTGACGGACTGT
AAGGCCATAACTGAGGGGTCAACCGTTGTGGAGCCAGTTGCCACGGGCAACAGCTGCCTC
ATCCGTGGTGCAGCAGGAGGGAATAGGATTGCAGGCGTAGCTGCCTGCTGCAGAGTCACC
CCAGAGAGAGATCCTGAAACCAAAGCCAACTGACCCAACACGACCCTGAGCTCCGGTCAT
CGGGACGGGCGTACGCGTTTCTAACCGGTCCACTCCAAAAACAAAACATGCCTAACATTT
AAATGCAGCGTGAAACGCTTTACAAGTTTAGCTTTTGGCTAAAATCCTTTTAAACCCAAC



AGAGATTCTGAGCATGTGAATAGTTGTGTATTGTATGAACGCCGTGGTGCTGAGTGACAG
CAGCGGCGGCGGCGGCTTGACGACGGCTCAGTCGGGCTGCACGGTTGTGGGTAATCAGCC
TGATTAGCAAGCCGAGTCTTCTGGGGAACAGCAGGTTCTCTCTGGAGAGAAGTCACAAAG
GAGAACGTGTTTCTGCTGTCACCCATCATCTGTACGGAACTGTGGAAGAGTAGCTGAAAA
TAAA
>CL4576Contig1
TTTTTTTTTTATTTTATAAAATAAACTTTATTTTATCAAAAGTTGATCCATAACAGTTAC
ATAGAATAATGCACAGAAAAGGAATAAACAGCACAGATTATATGAAAAACTAGTGCAAAA
AATCAGTTATTATAAAAATATATTGCACTTTAACTTGAATTTTTAGGTGGAAGAAGTTGT
GTTTGAACATTCTGAAGATATTTCTCTGTAAACATTTAGGTAGTTGCTGTGGTTTTTGCG
AGCGCACAGCCGCATGACGTGTCTGCAGCGACACGGAGAGCAGGCCATTTGCAGGCGTGT
TAGCTTGGTAAAATTGTGCGTTGCGCGTCTGCAGCTGCTCATTCGAACCCACGCACACAA
AAACACACAGTCAGCTTTGGCCTGAAGCCATCGGTCGCGGTTCTTCAGAGATGAATCCGC
CAAAGCCTTTCTTCCAGCTTTGTGCACGGAAAGACCCCCACCCCCAAAAGTCCTGTGGGG
GACAGCGCCACCTTCAGGTCCAAGTCAAACTATCTGAAGATGGCTTTCGTCGGTCCTAAT
GTGCCATTCAGAGGATGACAACTCCAATGCCCAATGGAGGCGTCTCAGTTCACCGCCACA
GTTGTCCGTGAGCTCGGGATTTGGTGGATCCGGCGTCTTCTGGAACCATCAAGTCCCCCG
TGTCTCAGCGTGGTCCCGGGTCGGCGAGCGACATTCATTCGTCCCTCGTGCCGAATTCGG
CACGAGG
>CL4577Contig1
GAGGGTTCACATGTTTTACTGCTTAGTCCACACTGATCTGACTTTGCTGTACTTTTTACT
TTAAAATTGAGATTTTTCTCATTGGGCATTGGTTCTTTTAAATTAGATTTCCGGGCCAGA
ATCATGGCTGTAAGGCTTTTTGAAGCTAAAGATCATGCAGCTTCCTACCTGCGGTACAGA
GTCTCACCCCATGAACTTATCACCAGGATTATGGACTTTATGGAAGAACAGACACCCAAA
CAGTACAACCTTGCAGTAGATGTCGGTTGCGGTTCGGGTCAGGGAACGATCCTTTTGGCT
CAGTATTTTGCTAAAGTGGTGGGAACGGATGTCAGCCCTGTCCAGCTAGAAATGGCATCA
ACCAATGACAAACCACAGAATGTCTCATACAGAGAGTGTCCAGCCGAAGAGTTACCGTTT
GCAAATGGCGAGGTGGACCTTGTGACGGCCATGACGGCAGCCCATTGGTTCGATCGCCAA
CGGTTCCTCCAGGAGGCGGATAGAGTGCTTCGTCCTGGAGGCTGCCTGGCCCTGCTGAGC
TATACCATGGACATGAAGTTGGAGTATGGAGATATCTCCGACTCACTCAATGACATCTGT
GAAGAGTTTTACGCCACACTGCTTCCTTACCGAAGTTCTTACATCGGATCGAGCTCCAAA
AACATCTATTTGGACTTGTTTAACTCCTGCTCCTATCCAGAGAAGGAATGGAACAATTGT
GTGCCAGTGAGGAGGGCCGTGACGCTGAGCGCCTACATTGGAATGGTTCAAACCTTCTCC
AGCTATGAGTGTCTGAAACAAAAGGACCCAGAGGAGGCTGAGCGTCTCTCCAATGACATC
CAGAACAAGTTACTGTCTGTCATGAAGACCTCGTCTCTGGACACAGAAGTTACAATGGTT
GTTCATTATTTCTACTGGTTGGCAAGAAAACCATAATTATTTGTTATTGAACACTTTTGA
TCAAGAAATAAAGTTGGAGTTTGTCTAATTGTTATCTGTGAAGCATTAA
>CL4578Contig1
TGGTTTGTTTGTGAAGCTAAATACAGAAAAACAATATTAAAAGTGAAACGAACAAAAAAG
GTAGAGTGATACTTTTTTTTAATGAAATACAGTCATAAAGCCAAGTTATTTAGCATTATT
GTTTACCTTACATGTCTTTAAGAAAATATGCTAAAACGTAACTGCAGTTCGTACAGGCTA
TCCAAAATAAATCAGTATCAAAATGAGATAAGTAAAGTAGCGTCCTCTTACCTTTCAGTC
AAGTTATCCAGATATCCTTTCTTTTTGGCAAACCAAACAGCAACTATCAGCAACACCAAA
AGCAGCAGGGCCACTAGCACTCCTGCAACAATACCTCCAGTGTTCAAGTCACGAACTTCC
ATTTTCACAGCCCGACAACTTTGTGCAGGACCAGCGCTGTTGGTAGCCTCACAGTAATAT
TCACCGGCATCTGTCAGGGAAGCTCGGAGAAATTCCAGTGTGCCCTTTGCTTGATCAAGC
CTATAGGTGGCGTTCCTAAAGTTAGAATTCTTGGTGGGGTCAGCAGGAAGAAGGGTTTTG
TCTTTGTACCACTGATACGTAGGAGCTGGGGACCCAACCGGATCGTGACAGAACAATATG
GCCGCCTTACCGGTCGTCACAGATGTTGGGATTTTACACATGGGCACAGAAGGGGGCACC
AGAACAGTCAGCGAAACAGAGATTTCCCCAAACTGTTGGTTGCCGGACACCTCACATTTA
TATGTGCCATTATCGGTACGGGTCACTTTGGAAAGTCTCATATTAGCCTGACCATAAATA
GACACACGACTGGCATAGGGCTCGGTTGGTTTCCCACCATAATACACGTATGCTTGGGAT
CCTTTGTCGTCTTTAAACTTCCACTCAAGCCTGACATTTGGACCGAAGTCTGCCGTGTAA
GAGCAGGTCAGGTCTGCCTCTTGATCCTCCTTCACCTGCACATTTGTGTTACTGGAAGAG
ACAGAGAATCCACTCACACCTGTTGCTGCGCAGAGCAGCAGCACCGAAACAACAAAGCCG
TTCATGTCGGGCGCCCGCTCCTCGTTTGTCCCGTTCCACTAAATCTCCTTTCAATGAAAA
ACGACAGAAAAGTGCTCAGAAATACTCTGTCAGTCGAATTATTCGCAATTTTTTTCTGTT
GATTGAGGTCTCTGTCGACTTTTTTCCAACCGCGACGGGTGGCTGCTCACACCTGCAATC
CCCGGCCATAATGNCCGGGTTAACNGC
>CL4579Contig1
GTCACTTCCACCACGTGATCGAGCTGCTGCGGTTCAGGCAGGGCACGCTGGCGGGGATCT
TCCTCTCTGCAGCGTTCCAGTTCTCCTACACGGCGGTGTTTGGAGCGTACACGGCTTTCA
TCTTTCTCAGGACAGGTCATTTGATGGGTCCGGTTCTCTGTCACTCCTTCTGTAACTACA
TGGGTTTTCCCGCCGTCAGCACGGCTCTGGAGCACCCCCAGCGCCTCACGATTCTCTGCT



CCTACCTGCTGGGTGTCCTCCTCTTCCTCTTCTTCCTCTTTCCTTTCACGGACCCCTCCT
TCTACGGGTTCCCCACCCCGGTCTGCACCCTCGCCCCCTCCGCCAGCTCCCTCTGCTTCT
CCTGATCCCGGCCCCACGCCGCCGCTGCCGTCACGCCGCTGAAGAAGAGCCGTTCTCCTG
AATCGCTGCAGGTGAAGGTCGATGAAGAACGTGAAGCGTTTCATCGCATCCGACGGCTCA
TTTGACAAATGTTAGGAAATCCTGTCACTGGGAGCCAATCCGGCACCAAAGAGCCCTTCT
GTGTCTCGCTGACCCCCCGATAAGTGATGCTGGTCCAGTTGATGAGGCGGAGAGGTTCCC
CTCATGCTGACATAGCTCCACCATCAAGGACGAGGTACCAGTGCCATTGATGGTGACCGT
CTCTTTCCACTTTGTCCCTTTACTCTGGTTAGTGGTTATGGAAGGTCTAGTTTTTTAGTT
CTGCTGGTCGTTTTTCATGATTCCTGATAAAAAGATGTGAAACTTTTCTACAAAATAATC
TTTGAGCTCCACTCAAACAGGCGACCAACAATCGAGAGAAAGAAAACAAACACTGTTGTC
ACTCGGTTCTGATTCATCAGATAAAAAAAAGCAGTAAAGCTGGTCCATGAGTTAACAATC
CAAATCTATAAAACAGAGAATTAGAATTAGTGGTTGGGAAACAAATTGTTGCCCAATACA
AAGGCATCCTTTCATTTTCATGGCGTCATTTCACATCAAAGATGATCAAAAGTTCAAGGC
GCTTTCACCCTCAGGTAGTTTGGTAGATTTGGTTCGTCTCAGCAGATTTCCAAGTCCACT
TCAACTCTTTCATTTGGTTTGCTTTTCTCATTAAGGAGGTCTGACACCTGCT
>CL4580Contig1
TTTTTTTTTTCATAGTTTCAGTGACAGTAGGAGGAGCTCTTATAGATTTGCAGAGAGAGG
GAGGAGCTATGTGTAGAGAAGCAGGGAGGGGGAGGAGCTTCAGCAGATCATCAGGTGTAG
GGATGGGGAGCCTCCTGCAGGTTTCTGGTCGGTCGGTCGTCATCCGCTCTCCTCTGAATC
GTACTTAAAGTCCTGCATGATGTCACTCAGAGCTTCTCTGTTCTTGATGATCCTGTGCTT
GATCTCCTGGATCTGGTCCTGACAGCCGTCGTCCTCCGGGTGATCCTGGGCGCGCTGCCT
CAGGAGCTGCAGCTCGGCGGTCAGCTGAAGTTTCTCCTTCTCTTTGCTCTGTAGCCTCTC
TATGTGCTCAGAAAGATCTGCTCGGTCAAACTGGTGGAGTAGCCGGTCCTTGATCTCCAG
AAGCTCCTTGGAAATGCCGCTGAAGGCCTGTGTGATCTCATGGACCAGCTGCTTGTAGTG
CTCAAAGTCATAATGGGGCCCCGTCTTAAGGTAGGCCTCGTGACCCTCCTCAAAGAGACG
GTATGTCTCCACCCTCTCAGACTGAAGATGGTAGAACCTCTGGATCACTGCAGGAAAATC
TGTGGAGACCATGATTCTCCCCCAGAGATCAACACCGCCGTCTACTTTCTACAGTAGTGG
CATAACAGGTTTATGATCTACACTTTTATTCACTTCAGTTCCGGATTAGCTCAATGCTAC
TTTACCCGGAAGTCCCCGGCCATAAGGNCCGGGTTTACGCGC
>CL4581Contig1
TTTATTTTGAAATNTGAGCATTGGAGGGAAATAATTTAAATGTATTTATTGTATTTTACG
GAAATAAATCAAGTGTTTCTACTGCGGAAAGTCATTCTCTGTTTTTACACATGGAATTAG
TTCGACAGGTGTGAAAACCGCTGAGCAGGTACAGCATCTCTGATCATATCTGTGGCTTTT
AGTGACATTCCAGCTGCATTGATTAAGTGAAATTTACAATCCTGTATCAAATAATCAGTA
GAAAGTCAAAAGAAAGAAAGATGAAGACCTGATCGATGAATGCTAACATTACATGTGACT
GATTCCTAACTGCAAAACAGCTTCATCATGATGAAGTTTGGGAAGCACCTTTTTGGCTCA
AAAATTAACCTTAAGGCTTCTGTCAACATACTGTAAATAGTTCTGTTCTTCCAAAGAAAA
ACTTTAAGGCCCCCAGGTGAAGAGAGGACAGCTTTGGCTTCATGTTAGCGGTGACACCTG
CGTTCATTTATCCACCCAAACATGAAGGCAGCTGTCCAAATGAAGAGTAGGAAATCAAAG
GGTGTCTGTGCTTCTGATATATATATACATAAAAAAAAGCTTTTCCTTCAGTCATGTTAT
GACATGTTTCAAAGAAATCAAGCACACAACTGGTCCCTGAAGCGACGCCTCCAGCAGCGC
TGAGCTCATGCAGCCAGACGCTGCGCTGCCAGCTCCTCGGCATCATCCCGGTTCTCGTTG
ATCTCTGCCAGCGTGCGAACAAAGCGTGTCCACTCATCGTTTCGGG
>CL4582Contig1
CAGAGGTGCTCTGGTCCATGGTGATGCACCTGGGTCTGTCCTCCCGGAGCGGGGGCGGGT
TCTTCGGCTTGTCAATCATCTTTGCAGCCTTCGCCATGCTCACCGTTGCCATTCTGCTCA
TCATGGAGGGACTGTCTGCTTTCCTGCATGCCCTGCGTTTGCACTGGGTGGAATTTCAGA
ACAAGTTCTACACGGGCCAGGGCTTCAAGTTTGTGCCCTTCTCCTTTGAGAGCATCCTGG
AGGGCAGGTTTGACGAATGATGGGGCCCTCCGTCAGACTGAAGAGTCTCCAGCCTTCGCC
CTGTTCCTCTGTGGAGATGTTTGTGAGCATGAGCCCTGGTGCACCTCTGTGTCGTCCTCT
AGTGGCTGTTTTCAAAAGTTCTGCATGAGCTGAAGTGTAGAGCATTTTCCTTGAGCCGGC
TCACCACTGCTGTTGTTGGGATTCCTCTATGTTTTGCCTTTAGTTATGTGAGATTTTTCT
CTGCATTTCCTGGAACCCATGAAAAATATGGCTTCTTCTGTGGCCGTGTGACTTTCATTA
TGTCAGTTGATTCATAGGAATGTACCCAAAAGGAAACCAAGCAGCTCTCAGTCCACTTCC
TGGGTGTTTGACGAGACACGTCCACTCATCTGAACTACATCAGTGGAAGTGGACAGACTC
TGAGTTTTATTTCCTGAAAAGGAACAATGACTCACAACAATCCTTGCATTTCCACTGGAA
CTTGAAAAATGTGCGTTTGTCTTCATGACCAGAGCGTGTCTTTGTTATTGTCATCGTTTA
AGTGTGTAGCGTGTGNGTCTGTGTGTGGTGAACTGACCAAAGGTGAAAACCCAGTTACAA
CGGCTCAGATGTTTTCGGATCTTCAATGATGAGATAAAAAGCCTTCTCCCTCTGGGTCAC
CCAAACAATTATTGTAAATGTGTTTAGAAAATGGAAATATATGTTTTTATCTCCAAATTC
TATTTATTAAACGTGAAAAAGCCCCTACAGAGAACAGATTTGGGANCAGTGAGTGTAATG
TAATGTG
>CL4583Contig1
GAACGCTAGCTCGCTGCTCAAGGGGGCGAACCGCTTGCGCATCAAAGGACGACCTAAATT



TCAAATTGACACATTTTAAAGAAAGCAAGACATTTTACTCGTTAAGGTCGTGGTGAGTAT
TTTGTCCCCAACATTTTTTTTATTTTTCCTTCCTTTTTCTTTTCTTTTTGGATTTTTTCC
TCGACGATGTTTTTTCTATTTTCGAGTGGACAGACATGATGCGCTGGCTAGCGGGGTGGC
TAGCTTTGCTAATGGGAATCATCCCCCTCAAAGGCAGAGATGCTGATTGTGGTTTTAAAG
ACACTTCGCTTTGGATGCATTTTAGTTTCAGTTTCAACTATTTTTGAAAGCTTGTTTAGT
TCTAATTTTTCTTAGATCTTTGGAGATTTTTCCTTGCTTGGACTGATTTGTTTTTGGCTC
GCTTTTCGGCCAGTTAGCATTAGCTAACACAGCGTCAGAAACTCCGTTGCCCTGGTGGCT
ACAGCGTCATCCTGACCCATGATTCGTTGCAGATTGTCGACTGCCTTTCAGACTTTTTCA
GGTTTTGGTTTTTGCAAGGAAAGGAGCTGCTATTCTGGTTGCCGTATCATTTTTGTACAG
GTGGTTGGCTAATGTTAGTTATGCTAGCTGGCTTGGAGCCCCGCGCAAGGCCTGTGTTCT
GAACTATAGCCTGGCGGGGGCGCTGTTGCCGTCCAGGCGAGTGTTTTGTAGAGGTCTAGT
TTTTTTCCCCATAGTAGACTGTTTTCCTGAATTGTTGAGTGTTTTCTTCTTCTTTTTTTA
AAGGATTTTTCTATTTCTTTTTCCCGTTGCAAGATGAGGCATTTTTTTCCGATTTTGAAT
GCCTGTGAACCTGAAAGTGGC
>CL4584Contig1
AGGGTCTTGTTCTAGTGCAGTTGGAAGATGGTCGGACTGAAGCGCCACGTGTCGCTCTTT
GTGGTGTAGATTGTAGGTCGTCGTCGAGGAGAAACCGTCCTTCACCACATCTGTCAGTTT
TTAACCCAATATTCTCACTTTTCAGAGGAAAGATGCTCCTGCAGGTTAGATTACCTGCGG
CTTTTCATTTCTTTGATCACTCATTTAGATCTCCCCCTTTGCATTTACTGAAGTGAAGCA
CAGGTTGCCATGACAACAGCAGACCGGTGGAAGTTTTACTGATGAGTATTTGATTCCTTC
ATAAACTGGTGACAAGAAAACAAAAAAACTCAATTTTAAAACATTTTTAGGTCTTAAAAC
AACGTCTGAACCTGTGAATATCTTCCTCTGATGGTCTTCCTCACTGTTTTTGTAAAAAGT
CAGTTTAAAAGTAATTTTATTTTAACCTTTTCTCTGTTTGTTTGTGACTTTAACCATTTT
GTGGTAAATGTAGTGAAGAAAAACACTGCAGAGGTGTGTGTGTGTGTGCGTGTGTGTGCG
TGTGTGCCTGTGTGTGTGTGTGTAGCATCTACACACCTGGTTTTATTCAGTTTAAGATTT
GATGACACCTGTTTTTCATACATGGAACAAAATTCTGTCAGAAACTGAACATTTTTTGAA
GTCTTTCTGTTTTGTCCTGAGAAAACAGAAATACAGAAAATCTGTTTCAATTATGGAAAA
GAAGCTGTTTCTCTGCAAACTACAATCGTGTTCAGTTTGAAAAAAATAAAATGTATGTTT
TATTANNAAAAAAA
>CL4585Contig1
ACTTTTGTCAATTCAAAATAATTATTTTATCAATAAAAGTTTGTATAAAATTACAGAAGA
GTAACGATAACCAAGTCCTTGGACAGGAACCTGTTCGCATACAAACACCTGTTCACATTT
AAATAGAGATAACTTTATTAAAGAGATTCAGAATTAAAATGAAAAAACAAGCAAAACATG
TCTATTCATGATAAAGAAGTCATGAAGTAATTTGTGAAACAAACCAGGATCTCGGCTATA
AAATACTCGTTAAACTTTCAGAGATTACTACTGAACACATGTAAATATTAAAAGCCGTCT
CCCATGAGCCTCTGGTTCTCCACAAAGGCCCCAATGACAAACTGAAGGCTAAAAACATTG
CTGCAAATGCTCACTTTGTAATGACGTCTTGAAAAACAAAAGGACAATAACAGCAGTTGT
GGAGTAGTCTTTAAAAACCGAACTATATCCTGGTAAAAAAACAGAAATATCCCTCAGACG
GACACTGAAAGCGGAAACTGCTACTGATCTGCATACTCCCCCTCTATACTGATAAATAAA
GTGCCAATAATCGTCACAATGATGTGATTTGGTGATAAGGCATTTCCTGGTAAACATCTT
AGCTATTAAAGCTCAGAAAGGTCGAGACGAAGCAACAACCCTTTGACTTCACTTTTGCTG
AATTCGCCTATTAACTTTGACAGCTTCTCCCTGCAAAGTTAGAATTGTAAAATCTGAATT
TAGAGCTGAAAATACTTCTATTCCAAATACAAATGCATTGCTGTACCAGGGCCTGGTGGC
CACATTGCTGTCTGTGTTCTGATAGTGATTTTATCAGGGATGATCAACAGATAGTTGCTC
TCAGCTCTACAGGAACAGTCACCATCTGTAGAGAACCAACGTCCACGTCTGAGAAGGACA
TCCCATGCAAAATGCGGCAAGACATTCGTTTCCTAACCGTCCGGAGGCATAAATATGTTA
GCATGAATGACATTAGTGTTGAAACTCTGTACGTTAAAGTCCAGAGCAGAGATCACAGCA
GAAGACTTCTCCCAACAGAGGATCGTCCTCTTATCTACACATAAAAAGAACCACATTGGA
CAGAATTTCTGAACAAATGTGTGAAATA
>CL4586Contig1
GCTCCAACGCCCCGAAGCCTCTCCTCAAACACGGCAGGGATCATTCCATCAGCCGTGGGA
CCCACATTGAGAAGGTAGTTGCCCCCAAGAGCAACTGTGCTGACCAGATCCTCAATAATG
GTGGGCAGGTCCATGAGTTCCATGATCCTCATATTCCGTCTGTAACCCCAGGACAGAGTG
TCCACAGACGTGCATTTCTCCCACTTGTGCTCTGGCAGCTGGCCTGGGGAGTACTTGTCT
TGGCAGTTGTAATAGCCGCCGTGTTTGCAGGCACAGCCAGCCCCCCACCGGTCATTGGTC
ACCACGGTGTCTTTTACAGGGCTGTCATTGTAGAGCCAGGCCAGGAACTCGGCGGAGTTC
CAGTAGCTGTCTGGCGCCTCCCAGTCTCCATCGGACCAGATCAGCTCCGGTCGATACCTG
ACAACCATATTGTAGAGCTCTGGAAGCAACTTCTGCTTCACAAAGTCCTGCGTCCTGAAG
CCATTCTTCTTGTCGTTCAGGTACAGGGGGTGGAACCACTCATATAAGGAGTTGTAGAGT
CCATAGTGCAGGGACCTGTTGCGCACGGCCTCTCCCAGCTCTCCCACTAAATCCCTGTGA
GGACCGGAATCAACAGAGTTCCAGTTCCAGGAGTTCACAGACTTCCAGTTTGTAAATCCT
TCATGATGTTTGGCAGTGAGGACGACGTACTTTGCTCCGGAGGCCTTGAATATGTCCGCC
CACTCCCCAGGACTGAAGAACTCCGCGTGGAAGTGACGCGCAAACTCCGGGTAGCTGAAC
CCAGGCGGGTAGTTGTCGGTCATGAAGCTGACGCACTTTGGGTCGGGAGGCTGCTGGCCC



TGCCAGTGCCACCAGAACCACTCGCTCTGAAACGCGGGGACCGAAAATACCCCCCAGTGA
ATAAAAATGCCCAGCTTGGCTTCGTCGTACCATGGGGGCAGCGGCCTACCGTCCAGACTT
TTCCAATCCGGGGAGTATCGCGCCGCCGAGTGAGAAACAACGGCGACGAGCAAAACAAAA
ACAGTTTTCATTTCTGGGGGGTGGTTAACTTGTTAGCGGTTAACCTCTGAAACTCTCTGA
ATAAACTAATACATCCAACAACTTACAACCAAATTGAGCCTAAATAAACAAAAACAAGAA
AATATCGACTTGACGTTTCGTGGTTTGTTGTGAAACTTCTACCCTGGA
>CL4587Contig1
AAGCTTGAATTGCCAGAACACATCACACATCTNGATGTTTTAATCTGTCTTTATGCCGTC
AAACAGATTTTTTAAATAACAAGATTTGGTGATAAATTATGAACAATGTTTCCTATCTTA
TGATAAAAATATTTTTAAAGAAATGTTGGTGAAAATGTATAATTTGCTTCTTCATAAACA
GTAAATATTTCTTGTTTTCTGAAGAGTGAAATCAGCTTTGCTGCTTCTTTCTCCCACTAC
TGCTTCAACACTTTTAGCTCTCTTTAGCTCTCTAACCATCATCCCAGCATCAGGTCCTAA
GCTGCCTGTGGCTGGAGACACACAAGTGAGCGGAGGGAGGGAAAAAAACAAAACAGCCTG
ATCCTCTGAGGGAGCTTGTAGGAAATGTTTGTAACATGTAAACACAAAGAAACTGGGGAC
TGAAGAGGAAAGCTGGAAACCAGCCAACAGGGATGGCATTAAAGGTCAGCTGGGTAAAAA
AATTCACAAATGTAAAAGAAATTATAAACCATCCAGCTAAGGGTTTCTTTAACAAGTCAA
ACAGGTGTATTTCTGCATTGAGCACTTGCTTGTTAGAAGTGATAAGGAAGTGTGGGTGAC
CCAGTTGGACATTTGGTCTTTAGAGCGTTTGGCAGAGCTGTGGGTGGTGAACAGAGATTT
AAAAGCTTCAGACTTCTCCTCCNAGTCCTGGATGGATCTTTTGGTGGCAGAGCTTGTTGA
GGACTTGGAGCTCTTA
>CL4588Contig1
TTTATTTAAGCCTTTTTCAACATCAAGGGGACAAAAAGTCACAGACTATAAAAGCTTTTC
TCTGTTTTCACCAATCATCTGACAACTTAGGACAAAACAGACAAAAATGCTGTTGTCAAG
GGGTCTGCTAAATGACCTCATTTGTTTTTATTACCTTAAGAAACGGAGAATGTAACATAA
GAAAAAAGCAACACTTTGGATGCAAAGAACCCGTCAACCTGAAGAAGGCACACGTTGTCT
GGATTCGGTCGGTCTTCCTCTGCGTTCAGCAAAAAGACGTTAAAAGGGGAAGAAAAGAGA
AGTGGACTACACAGCTGTCCTCTTTCTAAAACATAAAATAAAATAAAAAATCCTCCAAAA
ACACAAACAGATCCCAGAGACGCAGATTAGAAATGAGACGAGAAGCTCTTCAAATGCTTC
CGCACTTTCTGAAATGTATTCATTGTCTACATGAAACAAGGGGAAGTCCAAATGTCTTTA
GAGTCTGTTCAGAGGAGCAATGGCGGCCTGAAGCCACACAGGGGGAGTGTGGCTCCCATC
AGGCATCAGAGTACATTCATGTTGGCCTCTGACCTCACAGAAATGATGGAGGAGGGTTCC
AGATGTGGACCTCCAACCTGTCAATCAGACCGGGACGGCCCCTAAACCACACAAACATCT
CTAGGACGAAAAGTAGCTATAAAATCATGCTAAGAACACGCGTGGGCTCCTGAGGAGAGT
TCAAATGAAACTAAAAACGTTCAGTGTCTGCCATCATGACTGCCTCTCTGAGGACAGACT
TCAGGGAGGACGTCCCTTCACAAGTACAGGAGGATGGAAAAGTGACGGTTAGAGTCCCTG
AGGGACAAAGTCTGTCCTCCTGCCCCCAATCAAGGAGTCCCAGCTGAGCCGGGGCCCCAG
AGTGCAGCCTCCCGCCTTCAGGTCACACGAGTATCCAGCTGGGCAGCAGTGTTTGGAGTC
CATGCAGCACACAGCCCCAGGTGAGGGGCAGCAGCCCCACGCCGTGGCTGAGATCCGACA
GCAGGTATTTTGCTTGGGGCACTTAAACTCCCCCGTCCCGTCACATGGTACATCCTGGGT
GTCCTGGGGCTGGGCCGGCACCACCCGGCTCAGAGGGAGGCCTTGGCCGGCCTTCTTCTC
GCAGGTTCCTGTCTGCATGTTGCAGGTGTAGCTCTGAGGACAGCAGTGCTCGTGGTCGGC
ACAGCAAACCGCCTTGACCAGTGGGCAGCAGCCCCAGCCTCCCGTCTGCAGCGGGCAGCA
GGTGGTCCCTGAAGCACAGCTGCTCTTGTTGTCACATTTGACGTCGGTCACGCCGCTCGG
CTCAGTCAAAGCGCCGACTTTGGTGAACCAGGGGACCACATGGGAACCTCTTGAGCAGGA
GGAGCGGTGGGGTTGGCAGGAGTGTCCGCGGGGACAACAGTGGTTTCCATCTCCACAGCA
CACGGCCTGTGGCAGCGGGCAGCACCCCCATTTGAGCGTCTGCTCCATGAAGCAGCAGGT
TGTGTCTTTGGGGCAGCTGGTCTGAGCGTCGC
>CL4589Contig1
TTTTTTTTTTCATTTGAGAAAACATGTTTATTATAAGGCAAACATAACATCCACTGATTC
TATGCAAGTTTGTATATAAAAAAAGATCACATTTTAAAATGAATTACAAAAATAGTGAAT
TTATCTACATTTAAAAAGCAATACTGCTTATAAAGTTTTAAAATCCAATATAAGACCTTT
TAAAAAACCACAATAAACCCAGGTCTGAGCAGATGAGAGGATGAAAAGTGTCTAGTCATC
ATCGTCCCTGTTGGTTCTTCATAATCTCATCTCTAGTCTTGAAAATGGGAGCTTCATCCA
CCACAATGCCTTCAGCCATGGCTTTCACCCTTTCCAGGAGTTCAGAACTGTACCGACAGC
CGAGGAAGACATTGTTGGCCCACACCATGGACAGAGAGAGCAGATGGTCCACCTGCCCGC
TTTCAAAGTCACTCATGTTTCGCAGGATAAACTCCCTCCTGGGCTCCCAGTGTTTCCAGC
TCTCCCAATAACCCCGAAACGTCTCCACTCGCTCAGCTTCATCTCGGTTTTGTTGAATAA
AATCCTCCACGTCCGCCGAAGACATCCTGCTCCCCCCGGCCATA
>CL4590Contig1
AACGTTGCTGCCAGCTGAAATGTTATGAAGCATGTGGTTCCTGTCCTCCTCGCCTCCACA
GGTCCTGCTCGTTCAGGGATACCTGGCAAAGTCTGGATGGGGATTTCCAAAGGGAAAGGT
CAACGAGGGCGAAGCTCCCCATGACTGTGCCGTTCGTGAAGTTTTGGAAGAGACGGGTTT
TGACATAAAAAAACGTATTTGCAAAGACGTTTACATTGAACAGAAAATTACAGACCAGTT
GGTTCGGCTTTATATTATACCAGGAGTGTCGAAGGATACAAAGTTCAACCCCAAAACAAG



AAAAGAAATCAGGAATATTGAATGGTTTTCTATCGAGAAGCTGCCTTCTCACCGGAATGA
TATGACCCCAAAGTCTAAACTTGGACTTGCCCCTAACAGGTTTTTCATGGCAATCCCATT
TATCAGACCACTGCGGGACTGGATCAGCAAAAGTGAGGGTGAGATGACGGAGGGGGACGA
AGATGTGGTTAGTAACCGAAACCTCCACTGCAAACCGTCGGAGAGCCTTCGGGCAAAATT
TCGCCATTCTGCGAGCACAGAAGCCATTGCTGGGGATATCCATCCAAAACAGAAGCAGCA
AAAGAATCTGGGATACACGGGCCAATATGAGCTAAATCAGAAAGATGATAAAAAGCCTCA
ATCTAGAAGACTGCAAGACATTTCTACTGAAGCTGTGGCTCCAGGCCCTTCCAGCTGCCA
TCTTACAGTTGAAGACAAAGACTTTGCTCTTTCCATGTCGTCAAAGGCTTTTCTGAATTT
CAAATTTGACCGAGATGCCATCATGAAGTGTTTTGACTTCTGAACCACATTGTCTGTTTT
ATCCGGGTTTGCCTTTAAACCTTGCAGTCTGTTGTTGGATATTATGCTCTTTCATAAGCT
GCTGCTTCCTTTTACAAGCCAAATCTTCATCATCACTGCTTACTAAACTGTCAGTCTTTT
G
>CL4591Contig1
TCGGCACGAGGCTGTTCAGGAGTGTAGTCCTCTTGGATCACCGACAGGGAAGCAGAAGCT
CCGTCATTCAGCACAAATAAAGGTTTTTCCTTTCAGAGTAAAATGGCTTCCATGCTGCTG
CGGCCCACTGCCGCCGCCTCCTCCTGGGCGTCGCGACTCGGAGCCCGCCCCCTCAGTGTG
ACGGCCCCTCTTCAGGCTCAGGCCCAGACAAAGAGCAAGAAAACCCTGGCCCGTCCCGGA
GTGAAGAACATCGTTCTGGTGGAAGGAGTCCGAACGCCGTTCCTCTTGTCTGGAACCACG
TATGCTGACATGATGCCTCATGACCTGGCCAGAGCCGCTCTGCAGGGTCTGCTGAACAGA
ACCGGGATCCCCAAAGACGCCGTGGATTACATCATTTATGGAACGGTCATTCAGGAAGTG
AAAACCAGCAACGTGGCCAGAGAGGCAGCTCTGGGGGCAGGCTTCTCGGACAAGATTCCA
GCTCACACCGTCACCATGGCCTGCATCTCCTCCAACCAGGCCATGACTTCAGCTGTCGGG
CTGATTGCTGCAGGTCAGTGTGACGCCGTCGTCGCAGGCGGGGTGGAGTTCATGTCCGAT
GTTCCCATCCGGCACAGCCGCAAGATGAGGAAGACCATGCTGTCCCTGAACAAGGCCAAA
ACTCTGGGGCAGCGGCTTAGCCTGATCGGCAGCATCCGACTGGCTCACCTGTCCCCTGAG
CTTCCC
>CL4592Contig1
GTGAGGAGGAGCGTAAGCTGCAGCTGGCCCTGGCTGAGCTGGAGATGCAGCTGGATGAGC
AGCAGAGGTTGGTGCAGTGGCTGGAGAATGCTCTTGATCGTGCTCAGCTGGACACGGATC
GGCGGCTCACACAGCAGCAGAAGGAGCATGAGAGGAATGTCCAGCTCTTACTGCAGCAGT
GTCGAGAACAAATGGATGAGGGCTTGGCAGGACGACAGCGGCACTATGAGGGATGCATAA
ATAACATCAGCAAGGAGCTCAGTCAGTACAAAGCAGCCAATCTCGAACTGAGCTGCAAAC
TAAGAGAGCTCTGTGGATCAACCAGTCAGCCTAAAGAACACCATAAAGTCTTGCTGTCTG
ATGGTAAACCCAATAATACTGGCAGCCTGGAAAAGTTAAGCCACCAGGACAGTCCTTCAG
GCAGAGGGGCGGGGCAATCCGATCGACCTGTCCGGTCTCGGGATGAAATGAGGGAGCTGG
TGAAGGCACCCCTTCCTTCCACATGGAGACGCTCCTCTCTCCCCACAGAGGAGCCTGCTG
TCATGGAGGAGCTCCTACTGCAAGTGTCTGGGGAAGTTCCTGTAAATCGCGTAGTTCAGC
CTGGTTTGGGTTCCTGGGGGGGGCCGCTGTCTCTCCCTGTGGTTAAACCTCGCCGGGAGT
TTCGGCGTTCCAGCCTCAACATTGGACCTTTGACTTCAAGCAATGCATTCATTGATGTAC
GGAAGAACCCTGTCTGAATGTAATGCTTTCACAGAGGCTTTTATTTTGTAGTCCATCATT
ATTTTGTTGTTTTTTTGTTTGTTTCTAAAACCTACAGATTTTTCTGCCAAGCACTTTTCT
CCTTGTTTTTGTAAAGAGAAGTATATGGTCTGTCTTATAAATCATTCCTGTTGCTTAAAT
CATGTACAGTTTTTTTTTTGTTGTTGTTTTTGATGTTAAATCCTTTTTAGGTTGTTTATT
CACGTATGTTGAAGCTATTACTTCTTTCATTTGGTGCATATTTCTCAGTTTTTCTCCCAC
AACTTGTCCTCACAGATTGAAGTATTATAGAGTACTGTTCCAAAAATAATAC
>CL4593Contig1
GCATGGAGAAGGACATGCTGGAGCTCCACACTCTGATTGATGCGCATTTTGAGCAGAGAA
AGAAGGAAGAGGAGGAGCTTATTTACCTCAAGGAGCGAATTGAGCGCCGGCGGTCTGAGA
GAGCCGAGATCCAGAGGGTTAGAGCTGAGAAGGAGAAGGACCGACAGCACAGGATTGCGG
AGGAGCGTCTGAGGAAAGAGGAGGAGGAGGCCAAGAAGAAGGCAGACGACGATGCCAAGA
AGAAGAAAGTGCTGTCCAACATGGGGGCAAACTTCGGAGGCTTCCTTGCTAAGGTTGAGT
CGAGGAAAGGCAAACGCATGACAGCCAGAGAAATCAAGAAGAAAACTCTGATTGAAAGAC
GGCAACCTCTAGGTATTGAAAACCTAAGGGAGGATGCTCTGAAGAAACGGGCTCAGGACA
TGTGGAACTGGATTTACCAGCTGGAATCGGAAAAGTTTGACTACATGGAGCACATGAAAC
ACCAGAAATATGAGATCACTGTGTTGCTGAACAGAATCCAGCATGCTCAGAAATTTAAAA
AAGGCCATGGCAAAGCAAAAGTGGGCGGTCGCTGGAAATAAACGCTGAGGATGTCAGAAA
GAGAAGAAACATTTCTGCCCCATGATCTTAGCTTCCTCTTTGCAGGCAATTTTAGTGGGT
GAAGAAGACTACTTCAAAATAAATATG
>CL4594Contig1
ATCACTCAGCAGGCGATCTGTCTGAGAATACAAACCGGTTTGAACCAAACAGACAAAAGA
AATATAAGACAACAGTTTCAAAAATACCAAAGTCTCATTTTTATTTCTTTGAAATAACAG
AATAACATCTAACATGAATACAAAAAAAGCACACAGTACAAAAGAAAATGTACATTGAGC
ATTGCTTACATCAATAATACTTCCGCTTTGAGGCTCTGTTGGGTGATGGACGAAAAACTG
AGCGCCATTTGGTTCTTATAGGGCGGTGTGTTGAGCTAGAAAAGCTCGGATTCTCTGCAG



GAGCTCTTTCTTCACATTGTCAGGTACAAGCGCTCTGCCTTTTGGTGTGACTTCTGTTAC
CAGGTCTTCCACAGTCACGTGCTCCAGACCCTTTTCTCTGACAACGTCTTTGCAGTGAGC
CTTCAGTTGATCCTTCCAGCCAGACTCTACCAGCTTCGCCCTGAGCAACTCTTTCAACCT
CTCGCGTTCCCCCATTTCTATCAGCTTCTGGTTAATTGAAGCCTTCAGCTGGTAATCTTT
GCTCATGATTTTTCTGGGGAGAGATCAGCTGGAGAACACAGAGTCCGTTCGCAAAATTCT
TTCGTCTCCC
>CL4595Contig1
GTNGTTTTTGCCTCAATTGTGTAATGGTNATAAAGACTGCTATTTCTTTGGTCATGATTA
TGAATATGGTAACTATTGTGGGAGTGTATCCTTAGGGGGGCGCTGTTGAGACTGTCTCAA
AATTCCACCTCAGTTGCCCTTTAAACGCCTCAAATCTTGTCTGATCTGAGCCCTTAAACA
TAAGATGAGATATCAGAGGAGTTTGATTTTTAAATCATGTTTATGAACTTGCATAATCAG
AATGCCTTTGTACACGGGTTTACTGATCCTTCATAGTGTCCAAGGTGATTTGTATATATA
AATATATATATGATATTTACCTGTTATGTATTTTGGCCCAACAAATGCTGGGCCTTTCAC
AGCTGGGGCCAAGTGTTTTACTTCTGTGCTAAACAAACAAACAAACAAAACTGTCGGGGG
GCAATTTCCCTGCACCATGGAAACCAGATGCAGTTCTTCACTCACCGAAGCCACAAAAGC
ACCTTGCAAAGGGGGACACAAAATGGTGGTCACCCTGGAAATGTATTGTGGACACAGAGA
GCCCGCTCTTCTCCACGCAGCCTCACGGTTTGACAAAGCAATATTTAAACCACTGACCAA
GAACCGTTCTTGTCATAGCACTTCCCAATGGATTTGAATGAAATGACATGGAAACATTTT
ATTTTGGCTCTGTGTGTGACGGTATGAGAACTGTTGGTAGGGTTATTTTTAAGAAAAT
>CL4596Contig1
GTATAGAGCTTTGGTTGACTTGTTGAAAAGAATGTGGCCTGTTTGCCTGTTCAAGTGGCT
TGTGAGAGGTCAAAATAAGAGGGGGTCAAAGAGGAAACAGGCTTGAAGGCTGCTCACCTT
CTTCTAGGTCGGTGATGGCCATGTCTCGGTTGAGCAGGGGTCGTGAGGGCTTCGCCTTCG
GGGAGGAGTAGGAGTACGAGCGCAGGCGAACTTCAGGGTCCTCAGAATTCTTGATAGTTT
TGGGCGTGATGTCAGAGTGTGAGCGGTTAAAGTCAGGTGAGGCGTCAAAGGAGCCTCTCT
CCTCTCCTGAGATGGAGTGCAGGATGGACCTGTGCTTTATGGATGAGCAGGGGTAGGAGT
GTCCCAGTATGTCTTCATCCCCACTGTCACACTCTAAACTGGGGCTCAGGCCCACGTTTG
CATCTGACAGACTGCAATCTGTGCAGTTCAAACCAGGAGAGAGGGAGGTGTAGGTCTGCA
GCTGACGTCTCTGCGCTTCCTCAGACAAACAAAGGGAAGTCAGGGGGGAGGAAGGAAAAG
ACGGGGAGGAAGCAAAGGGAGAGGGGGAAGACATGCGAGGGGACTGCTCCCTGTGATTGT
CCAGGCCAGGAGCTTGGCTGTCCCTTGGCTCTTGATCGTCGGGTGATGGGGGGTAAGGGT
TCTGAGAGCAATTCCCTGTATCAAAAGCGCTTGTAGAGAAGGAATTCCAACAGGAGATGC
CAGCGTGGGATGGAAGAGAAACTTTTTCCTTCCCTGGGGGGCGATATCTTATGTCAGCGT
CATCTACCTGGTCCACCAGCATGGCGTTGGCGTAAACTCGGTCTTGGCCGTGCATCATTG
CTGACAGTCTGGCCACTGCAGCCAGCGTTGGGGATGAGGCTTGGCTCTCCCTTATGGACG
GACTTTTCTCTTTCTTATCTGTTTTTCTCCGCATCCTCATCTTAGGAAACGAAGGCCAGG
AATAGTTGAAGGGAGAGTCNAGTCAGAATCCA
>CL4597Contig1
CCAAACTGCAGCGATATGAACAACACTTTTAGTTTTCGGGCCACACAGGTATAAAGGATT
TGAAAAAGGGAAATGTGTCTTCAGCGTGGGTCTGCTGGAGTCCTGCTGTGTGCAAACTCC
AAAGGAAGGGCCACTAATGATAACACACAGAAACCTTAAGACCTGAATGTGAGAGTAGGA
ACGTTTCGCAGGCTTCACTTTCACGACCCCAATGACCCCGACAGATTGCTCCGAGGTTGG
GATTCGTGTCTTTTAGGGCGCAGGAATGTAACGTGTTTGGAAATGTGGCTGAAGTGCTTT
CAAAGTTTGTTTCTTAAATATTCTTGATGGATTTTGCATCCCATGATTTTGGCTTTGCTG
AAGCTGAATTGTCATCGGTGAAGAGAAGGCTCGACGAAACAATGGCTGGATTCTTTTCAC
TCTCTCTCATCTGACAGATCTCCACAGTTATGCTGATTATTCCAGAAATGTTTCAGCCCC
AAATCTGAGCTTCGATCTCTCAATGCTTTTTGTTCTGTTTTTTTCACTTCTCTTGTGTTT
TTTTTTTTTTTTTTTGGGGGGGGGCACTCACTTAACCCAGGTCACACAAATACTATTAAT
GTTGCTCTGGCTGCTGAGCTGCAGAACCGAGACGACCCGGGAGTTTGGGGTTTAGCAGTG
ACAACTAACAGATTGTTTGCTTGGATGACTATACCCGTTGGCATTTGCGTTGCTGTCACA
GAACCAGTGAGATTGCAGTGCCAACCACAAAACACAGTGCTAACTAACAGCCTTCAACAA
CACATAATA
>CL4598Contig1
CGGCACGAGGCCCAGAGCAGCTGCCTTTTGACCCTGCCAGCGGTTGTTGGTTTGTTTTGT
TGGGGCTTTTGAGAGTGAATTGGGTTGCTTTTGACAGGTCAGGCAGCAGGACTTGGATGA
GGTCTTTAGCAAAGATGGCCATAGAGGGAGAATTTCACAGCTCGAGAAAAGACACAAGCC
TGCTTCAGCTGTGTTGTATTTCCAGTACTGCACTTGTGTTGCTGGATTGGTTGTCATATC
CAACGAGACATGTGGAAAATGGCCCATTTTGGGGGGTGAAGAGGGACCATTCTTGCAAAG
TCAGACCCACGGAACAGGCAGAAATTCCACAATGCCACTGTTTATGCAGCTGTGCCTGCC
GATCAGGTTACACCAACCCCCTTTTGCCCCTTTCCCCGGTTCCCCGCAACCTCCTTTCAA
TGTGCCAAGAGTCTCTCTTTGGGCTCCTATTCGCCAGGGATGACAGTGGTAAAGACACAT
CATCCAAGAGTTCTACCTATCCGTAGCAATAATTGAAGCAAAGCCAAAGATCTTCCATGG
GTCAGCGGAGAGGCCTGTCATGTTAGGGGCACACAGGGCAAAGCAAAAAAGGTCCGTCCC
CAGAGAAGGAGTAGTAACCGTGAGGCTGTAGCGTCAATCCTGACAGACCACAGGGAACAA



GCCCAGTGCAGCCTGTCAGCTGCTCCTGCAGCAGCCAGCGTTCGCAGAGCCATCCACCGG
GACTGTTTCACTGAAATCTTCTCTTCTTTGCCTCTGTTTTATTTTTTGGGTGGGAAGGGC
AAAGTTGCAAGCCTGTGTGCAAGAAGGGGAGTTGAGGGGTATAATTTAGAGCACAGAGGG
AGCTTCATCTCTCCATCTTATGATTTGGAGGTGAAGACAAGCGCCCTCGGGGGCCCCCTG
TCAGAGCTTTTGGGCGCACTCAATGCAGACTTCAATGAAAACACACAAAAAGAATTCCCC
CACAAGGACGCCTGGCTGAATTGCTGACGCTAATGTAAAAGATTCAGTTTTCTGTGAATC
ATTTAGTGCGCGACCCTGAACGCACTGCCTAGTGTGACAATAACAGGAAACCCCCACCCC
TCCTCGCAAAC
>CL4599Contig1
GGAAGTTGAAAGAAGTGGGAGACGGAGACCGCAGAGCCTTATAAGAGCCAAACCCGTAGA
AGCTGTCTGGATTCCCCCTACGCGGTTCACGGACACCCCGGTGCAACAAAGATTACCCCG
CAGACTCCATTTGCGGCAGATCGGTTGCTCCTGTTTAGTAGGTTCTACAGCTTTCCCTCC
GCTTCGACGCTTGGGGGAAGGAAACAGACCAGAGTGACATGGCGAGTAGAGGCGGAGCCA
CGAGACCCAACGGACCCAATGCGGGCAACAAGATTTGCCAATTCAAACTCGTTCTTCTAG
GAGAGTCGGCGGTGGGAAAGTCCAGTCTGGTACTTCGTTTTGTCAAAGGACAGTTTCACG
AATTCCAAGAGAGCACAATCGGAGCTGCCTTCCTGACTCAGACGGTATGCTTGGATGACA
CAACGGTCAAATTTGAAATCTGGGACACGGCCGGTCAGGAGCGCTACCACAGCCTGGCTC
CCATGTACTACAGAGGCGCCCAGGCAGCCATCGTGGTCTACGACATCACCAACGAGGAGT
CCTTTGTACGAGCCAAGAATTGGGTTAAAGAGCTTCAGAGACAAGCCAGTCCGAATATTG
TAATAGCCTTGGCGGGGAACAAGGCTGATCTGGCAAACAAGAGAGCTCTGGACTTCCAGG
ACGCACAGTCGTACGCAGACGACAACAGCTTGCTTTTCATGGAAACGTCCG
>CL4600Contig1
TCGCCCTCATCCTCTGCTGCTGGCTCACCCCCTCCACCTCCTCTGGCACAGCTTCAGATG
TGGCCTGAGGAGGCGTGGCCTCCACAGCCTTCGTCTCTGGCTCCTTTTTAGCCTCCACGT
TGCCCTCTTTCTCTTTCTGCTTCTTCAGCTTCATCCTCTCTTCTTCCTTCTTTTTCTTTT
CCCTCTCTTTCTTCTCCGCCTTCTTCTGGGCCGCCGTCTTCATTTTGAAACCCCCCGCCT
CCTCGTCCTGCTCCTCCTCGTCCTCGCTCTCAGCCTTCGCTGCCTTCCCTTTGTTCTTCT
TCTTCTTGTCCATTTTGAAGGCGAACTCCTCATCTTCTTCAGAGTCGTCTTCCTTCTGAG
CTCCTTTCTTGACGTCTTTGTCCTCGGCGGGGTCTTCTTCCTCAGACACTGAGGCTTTTT
TGCCTCCTTTCTTTCCTCCTTTCGTCTTGAGGCGAGAGCGGGAGCTGCTGTCATCGTCAG
AGTCATCTGGGAGAGCGGCAGGAGGTGCCTTTTTGTCTTCTTCGTTCTTATCCTCGTTTG
CGTCTTCAGCCTTCTCATCCTCAGGGCTGCCTCCACCCTTCTTGCCCTTCCTGGTTTTCT
TCTTCTCTGGTCTGGGAGGCTCGAGAGCCTCTACATCTTCTGTGGTGTCTGTTTTCTTTC
CTCCTTGTGTTTCCAAGGAGAGCTCCTCCAGCTCCTTCAGGATCTCATCCTCGTCAAACT
CCTCCTTCTTGGCTCCTTTCTTCTTCTTCTTCCCTTTCTGCTCCTTTGCAGCTCCGGCTC
CTTCAATTTCTGCCGCCAAAGCGTCGATGTCCACGCCGTCATCTTTGGCACTGTCTTCTC
CGGCTTTCTTCTGTTTCTTTCCCATCGTGCCACCTCGGCTCTATTGGAACTTCGCTCAGT
GCTGGCAAACGACGGTTCACGTCTCCCCGGCCATA
>CL4601Contig1
GGGTGGAGCATAACTGTCAATTACACCGAATATCCTTCTGTGCGGATGACAAGACCGATA
AAAGGATATTTACTTTTATCTGCAAAGACTCGGAGTCTAACAAACACCTGTGTTATGTGT
TTGACAGTGAGAAATGTGCAGAAGAGATTACTTTGACAATCGGTCAGGCCTTCGATCTGG
CCTACAAGAAGTTCTTGGAGTCTGGCGGTAAAGACGTAGAGACCAGAAAACAGATCGGAG
GCCTGCAGAAGAGAATTCAGGAACTGGAAACAGAAAATGCTGAGCTGAAGAAGCAGCTCC
AGGATCTTGAGGAGCAGCTGATGATAGCTCACGTACCACCAGTGGGAAGCATCTCCACAA
GACAACAGTCCACAGACATTTTTGACATGGTCCCCTTCTCACCTGTGACCCCGCTGGTTC
CTGTGCCAGCCAGCAACGGCTGTCCACCTCCTCCACCGACCACGCTGCCGCCTGACATAA
GCAAAGACCTGTTTGGTGCAGAACCCTTCGATCCGTTCACCTGCGGGGCAGCAGACTTCC
CCCCAGATATTCAGTCCAAGCTGGATGAGATGCAGGAGGGGTTCAAAATGGGACTAACTC
TGGAGGGCACCGTCTTCTCTCTGGACCCGCTGGACGGCCGCTGCTGATGCCGAGAGGACC
CCCACACACACTTTGAGGCAGACTTTTAACCCATTTGTATGAAGAAGTGCCAAAACCCTG
TCCAGTGTCAAAGGTCAAACCCTTCCCTCCTTTTCATTTTGAGTTTTGTAAACATTTACA
TGGGAATTGGTTTTCAGTATTTCAAGGTAAACTCTGATTCAATAGAGAAGAGAGCTATTT
TTGTAATAAATAGGAGAGATATGCTTCTGGAAGGAGTACTTGCGAGTACTTTTTAATTGC
ACAGTGCTGATGTAAATAGTGGAATACGTCCAGTGGTACAGTCTCCATAAGTGTGTGTGC
ACCAGCTGAATTCTGTACTGTTAACACATTCCTGGTTGTTGTTGAACTTAAAAAAATAGA
TATATTGAGATCTGTTACAGTTCTTTTATTTCAACTATAATCTCAAATATTTTTGTTTAC
TCAGCATTAATTCACTTTAACACATTTAGTTTGAATTTGTACTTTGACTTTCTTCTTCTT
ACTGACATCGCTTTTGTTGGCGCATTTTATACATTTTATCTGTCATTTTAAAGTTTTACT
TCGTTTTAGTTTTTTCATCCAATTTCTTTTTTCTTCTTTTTTTGCTCCGCCCCTTTTCTT
CTCTTTATTTTCTTTTATGGAGAACATTTCTGTATTTTGGTTGTATTGACTTTAATGCAA
CAGTTATAAAGACATA
>CL4602Contig1
TTTTTTTTTTGAAGAAACAACAACTTTAATCAAAACAACAGTCTGTGCACGTGTCTGTGC



ACGTGCAGAACACGCGTGTCACAGCAGTGCACTTTTGGTGTACGACAGCAGACACAAGGA
TTGATTGAATGAGGCTCTAAGCTCCGCCCACACGGCCTCCAGCCGGGATGCCAGTTGCTG
CAGGGCTTCCATGGCAACCGCATCCTGCGCCACCGCCGCCAAATGAAGCTTCAAGAACAA
AGCCAGGTACGCATGAGCCAGGTCAAAGTCCCGCCCCTTGGCCAGCATGCTGTCAATCAT
GCAGATGAAGGCATGCAGCAGGCTGCCTGCTCCGCCCCCCTCTGATGATAGACAGGTGAT
TTCCACAGAGAGCGCGGCTGGCCCCAAGTCCTTCAGGAGGCGCAGCGGTGGATCATATGA
CCCGGACTGCTGAGCGGATTCCAGAGCAGAACCGAACTCGGACCTCTGAGCCAGCAAACC
CAAAGGCAGTACCTTGGACTGTGCGTCCGAGTCAGCTGTTGCAGGTAAGCTGAATCGAGG
TGTCAGACCAGGAAGTGTGGGCAGGAAGAAAGGGGCAGAGGGCGGAGGGGTGGGGGGCGC
CGTAGGCCTGTTCCGTCTCTTAATGTCATCCAGGTGCAGCAAACTCTTCCATCGGGACTC
GGGCAGCAGAGACAGAGTCACAAGCTCCGCCCCCAACTGCTCAGCTGACTGATACACATC
GTCACCTCGTGCC
>CL4603Contig1
ATCTCCTGTTTATTTTNAAAGGTNTTTTACAGTGGAAGGCAGTATTTAAATTATAAAAGG
GGGAGGAGTCTGAGGCCTTACATCCTCATAAAGTTTGGTTTGGATGCAGCCAGCGCGCAG
AAAACTGTTCCAGCACATGAAAGCAGAGAACTCTTCAAAGGGAAAGGAGACCAACATGTT
TCAGTACATGATTACTCTTGCTTAGTCATGTGCCACAAGCACACTCCATATTGCTGCCAC
AAAGGAAAATCATGAGTTAAGGCCAGCTCTTAACATGACAATGTTCAAATAAAACATTCA
GGGATCGTGTATTTATACATTTATATACTTTAGTTGACTGCGACAGAGCAGCAGCGTCAG
AGTTCAGGCGGGCGAAAGCGCTTCCTCTCATCCTATGAAATCAGTAAAACTAAACAAAAA
AAGGCCCCTTCCTCCTTTTTGCTTCAAATGGTCCAGTTTGGTCCAGCCGGCGGTGCGTTC
TGCCCTGCATAGATTCTGACGGAAGAACACCTGCATGGTGGCTTTTCTCCTCGACGCTCA
CGTCTGCTTTAGTCAGCTCTGGCTTTTTCCCGCACAACAAAACTACAAGGAAGAAGCGTC
TATTGTGCTGTGGTTTATTCAAGCCGAGCCGAGCGCCGATGAGGAGGGTGGAGAGGAATG
TGCGGGTCACTTTGACCCAGAGCGTAAGGGTTTTCTTAGATGTTGACTTTTGTAATGGTG
CGCTCTCTGCCCGAGTCTGTGCTCTGGTTGTTGATCCGCTTGCGGTTCCGCTTCATTTTG
GACAAGTCCTTGTCGAAGACCTCGCCCGATCGCAGCGCCGACACCAGGTCGTCGAACTCG
CCCCCGTTGTCCTCTCCGTTTGCCTTCGCCTTACGAGCCTTCCTCTCCTTCTCCCGCTGC
TCCCTCAGCTGAGCCTCCATTTTGGCCCTGCGCTCCTCCTCTTCCTTCCGCTTCCGGATG
TTCTCGTTTTCCTGCTGAGCCTCGGTGAACGACTGCAGGAACTGGTCAAAGATGCCGAAG
AACTCGTCCGGCTGCATCTTG
>CL4604Contig1
CCAAGGTAACTTTCAGAGCTGTTTCCACTTTGGAGACTCCTACAGGATGGAGCAAGCGGT
GGATGGTGTCCACGCCCCCGGAGACTCGCACCTGTACACTTCCCATCAGCACAACTGCTT
CCACATGCCGGCCAGCAGCACCGGCTCTGCAGGCTTCGGTTTGGTGCCGGAGCTCCAGGG
AGGCGCAGGGTGTCCTCCGTTCCCCTCCACTTCAGAGGAACTTGTGGGTTGTCTCCAATC
TACAGCTTTCAATCTACTTTAGACTGAAGTGTAGTCCAGAATATATCATGTTGCAGTGAT
GTTTAAATAATGCAAAAAAAAAGAAGGAAAATGTCTGTTTTTGTTGTTTTTCTTTTGATT
TATCTCTGCAGGGGGAGGGAGGGAGGCGGGTCTCGATTGTTAATTCTGCAGCATTGCTGA
TAAAAAATTGACCCCTCATCATTATAATTATTATTGTTATTAAATGTATAGATGTACAGT
TTGTTTACAGCGATTCTTTGAATTTTCTCAACAGAGGAAATAAACGGTGGGCTGACTGCA
GCTGCGTGCTCCTTCTGCCCCCTAGCGGACACAGAAAACACTGCATGTGGTTCTTTTGCT
GCCTGTAAGCTTTGGTCTCACTCCTTCTTCTTCCCGCTGACGTAGCTCTGATAATAGAAG
TTGCTGAAGAGGATGATGAGGGTCACGCAGTAGCCGAAGACCACGGCGTTCATGGAGTCT
GGGAAGTCGCAGTGGGTGAACAGGTTGTAGCCGGTGTGCAGGAGGAAGAGCAGGAACTGC
AGCAGTTGCAGGGAGGTCAGGTATCGCTTCCACCACAGGTACTTCTGCATGTGGGGGCCG
ATGGCCGCCAAGCCGTAGTAGGAGTACATGATGATGTGGACAAAAGTGTTCACCAGGCCG
ATGAAGAACGATTGTCCTCCGGCTACATACTTGACCCCCGCCCACCAGTTGAAGATCATG
GTGCCGTGATGGTAAACGTGCAGGAAGGTCACTTGATTGTTTTTCTTCCTCAGGATGAAG
AACAGCGTGTCGCTGAGCTCGATGACCTTGGAGAAGAAGAACCACCAGCACACTCTGGCC
ATCCTCATTGGCAGAGGACGCGTGCTGTAGTCCACAGGCTGACAGAGGAGGCTGTAGTCT
GAGAGCCAGGAGGTGACCAGGAACTCGTAGAACATGTATGCAGACAGGCCGACCATGGCG
AAGTTGTAAACCATGAGCACCACCCTGAGGTCCACGGGTTCTCTGGACTTCATCAGGCGA
GGCCCGGCCCAGACCACGCCCAGGTAGACCAGGAAGATGAGGAACACCTGGACCGGGGAG
TAGACCAGCAGCCACGGGTCCGTCCTCTTGTCTCCGTTCTCCACGATCGTCTGGTGCAGA
GAGACCACAT
>CL4605Contig1
AATTCATGAATAAATGCTTGATTGATTGAATGGTAAACATGCGCCGACAAATCACTGCCA
CTTCTCATAGCTCCCTTTAAATAGCAAGGTCACAAATGCAGCACTTGAAAGGAAAATGAT
ATGGATATGACCGTTTGTTATAGAATATGCATATATTCATCCACACACACAGATTCCCCT
CATTTTTCTACAGAAAACACAACCTAAGAGGTTTCTATGACAACAAACATGAAGTTTATT
TGTGTTGGGGCACAAAAAGAAAATGCCCGACGTTCAGACTAACGGAGCTTTAATGCGTTT
AAGCTTAATAGTGCTGCGTTTAAGGTCATTGTGTGGCCTTCATTTGGGGTTATTTAGACT
AAACACGTGAGCTTCACAAATAAGACATATAAAGAACAAGAAGGATGCAGCATGAAGTTC



ACTAAATGAATCTGCCCTTATTTTCATTTTATGGTTAGCAAACACATTTTTTACCCAGAT
ATAAACTGAAATTCTGTTTTGACAAAATATATAACATAAACAAAGAAATAAATTTCAGGA
AATAGACTGAATTATGAGAGTCAAACCAGCTCTCACTGGAAGTCGGGAAGTCATTTTGCT
ATGGCAACGCTGGGACAGATGCACACAAAAACCAATGAAAACAATTCCAACTACAGAACA
GAACAGAATTTGGAGACTAAAGACATTCACAGAAAAAAAGAAAAAGTGATTTCATTCTTC
AAATCTTCCGTCCAGGATACTTTCAAATGTGAAAGGGAGGAATTTGAAACCTTGACCACC
ATAAAACTTGTTTTGAAACTCCACCCAGTGCAGTCGGAGTGCGTGCAGGAAGGCCGACAG
ACCCTCCATAATGAGAAGAATGGCCACAGTGAGAACAGCAAAGAAAAAAAAGATGAGGGC
CAGCAGGATGAAGCCTCCGAAGCTTCTAGAAGAAAGGCCAATGCGCATCACCATCGACCA
CAGCACCTCCGACAGCTGTGCGTGAGCCAAACTGAGCGCCCAAAGCCTCAGATAGGAAGC
CGTGTTGGAGATGCAGCCCAGGCAGTACTCGATGGTGTGAATGGCCTGATGCACCGCCAC
ATCCG
>CL4606Contig1
CGGCACGAGGCTTCGTCCTGCTGGCTGTAGTCATCGCCTACTGGGCCGTTACTGCCGTCT
TCCTGTCGACGTCTAACAAGCAGGTGTACAAAGTCTTCAACAACTCCGAGTGTCCGTTCT
CCAGGGACACCTGTGACCCCCAGACCTTCAACGCCTCCNACGCCTCCGCTCAGTGTCCGG
ACGCAGAGTGCCTGTTTGCCTTCTACGGCGGCGAGACCATCTACCACCGATACAGGATCG
TGTTCCAGTTCTACAACCTCTTCCTTTTCTTCTGGTGCGCCAATTTCGTCACGGCCTTGG
GCCAGGTGACCCTGTCAGGGGCCTTTGCGTCCTATTACTGGGCCTTCAAGAAGCCGAACG
ACATCCCTGCGTACCCCATCTTCTCCTCTCTGGGACGGGCCCTCAGGTACCACACCGGCT
CCCTGGCTTTTGGCTCTCTGATCCTGTCTTTGGTCCAGGTCATCAGGGTCATTCTGGAGT
ATCTGGATCACAAGTTAAAAGGTGCTGAGAACAAATGTGCTAAATTCCTGCTGAGCTGCA
TGAAGTGCTGCTTCTGGTGTCTGGAGAAGTGCATCAAGTTCCTGAACAGGAACGCCTACA
TCATGATCGCAATCTACGGGAAGAACTTCTGCACCTCGGCTCGGGACGCCTTCTTCCTGC
TCATGAGGAACGTGGTCAGGGTGGCCGTTTTGGACAAAGTGACGGACTTCCTGCTGTTCC
TTGGGAAGCTCCTCATCGTTGGCATTGTGGGGATCTTCTCTTTTTTCTTCTTCTCTGGGA
GAATCAAAGCTGTGGAGGAGGCTGCACCGTCTCTCAACTACTACTGGGTGCCCATAATGA
CAGTGGTGGTGGGAGCGTACCTGATCGCCCACGGCTTCTTCAGCGTCTACGCCATGTGTG
TGGACACTCTGTTCCTCTGCTTCTTGGAAGACCTGGAGCGCAACGACGGATCGGCCGAGA
GGCCCTTTTTCATGTCTCAGGACCTGCTCAGCCTCCTGAAGAAGTCCAACCAGGAGCTCA
GATCTGCAGACTAGTGTGTGCGTGCGCGTGCACGTGCGCATGACTGTGCCATCCTCTTTG
TCTGCACCTCCCCCCTCCCCATCACCTACTCCTNATCGTCGTGTCCGCTGATGAAATCCT
CCGTTTAACAGCAGATCGATGAGATTATAAAAGCCAAAAGAGATTTTCCTGAAGACCCAG
GTGGTTACCGGTTATTTAATGCTCAAAACAGGAACTTTTTTAACACGCATGTTTTACGTT
TGTGGCTTCATTCTTCTGTTCAGTTTCTGTTTCGTCTGAATTTTTATAATAAAACAGTTT
TCCAGTTTGTGTTAACTATTAATAAAG
>CL4607Contig1
CTGGAGCGGAACTGGCACGGCTCCTCCCTTCAGGCTGCGCGCAGGTCGGTTCCGGTTCGG
GTCCATGGTTTCAGCCTCGTTGCTTCGACCGATTTGGCGTCACTTTGTCAACAGAAGGAT
CATGGGAGACATGAACTTCAAAGCCCACATGCCGACGGCGGAAACGGCCCTACCGGGCCG
GGACGGGAACCTCAAAGTGTCCGAGAAACACGACGTGAGTGGGAATCGCACCGTTCCACC
TTTTCCAGCAGAAACGGAGATGGTTCTGTTCGGAATGGGCTGTTTCTGGGGGGCAGAGAG
GAAGTTCTGGAGGCAGAAAGGAGTTTACTCCACCCAGGTTGGATATTCTGGAGGATTCAC
CCCCAACCCCACCTACCAGGAGGTTTGCACAGGCCGGACCGGACACACCGAGGTGGTCAG
GGTCGTCTTCTACCCTGAGAAGGTTCTGACAGCGGAGGGTTTTGGTCCGATCACCACAGA
AATCGCTGAAGCGAAGCCGTTCTACTACGCCGAGGACTACCACCAGCAGTACCTGAACAA
AAACCCCGATGGCTACTGCGGCCTGGGGGGCACGGGGGTCTCGTGCCCCATAGGAATGGG
GAAGAAGACCCAGAAAACCTAAGATGGTTCTCGACATCGCTTTAATCATCATTGATGCTT
CAAGGCTTGATTTTGATTTTTGTTTTTTAAGAAATGCGCCTATTAAAATAAAAAGTGACA
CTTTTTGCTGAAAATTGGTTGAAAAAAAATCACCTCTGATCTTCAGGTCTTGCAAACATG
GCGGATGACTCGCAGGCAAAGCAGCACTTTATTTTGAAAAGTACGCATGGAGCAACATTT
CATTCTTTAAGAAAAGTTGAATGAAATGCAGAAATCCCAGATCAGATCTGTTGGCTTTTT
AAAAGCAACATGTGTTTTTTCAGTGAGATTGCATTGAATGTATTTTGGAAAAGATGCAGC
TTTGCAGAAAT
>CL4608Contig1
GGCCCCCCCNTGGNTTTTTTTTTTTTTTTTTTTGTGGGATCATATTGATCCCCAAATACC
CCCACCCCCCAATCCCNTTATACAAGCCCCTGTCCACTTCAAATCCATCGCATTACCTCC
CATTCACCCTTCCCACATCCCAAATGTTCGTGTAAGCTAATCCGAGGAGTGTGAAACCAT
AGAGATGTTTAGAAAAACTCATTGAACACTGTCTAAGGCTTTGTGTTTGACTGTCAAAAT
GTGAATGGGACAAATGTGTGTGTGTGTGTGCGCGTGTCTGTAGGAAGTAAAGAAAGGTAG
AATACGTATTGGAATTTCATGTGTCAAATAAGTGAGGCAGTTTAAAGGGAGGTCTTCCTG
AGTCTCCTGTAGCTTTGTTTTTGTGGGATTTTATTTTGTGTGTGTAAGAGGCGGGTTTTC
AATCAAAAAAAAAACCCACCCAGGTTCTCCTGTAGGGATTGGCTTCTGTTTGCTGTGACC
ACATCGTGTTCGTCTTCCGCTCTTCCCAGCTGCCTGTTGGCCCTCACACTTTCAAAAAGC



TTTTGTTTTGTGAATTTTACAAGTAAACGAATACCTCTTCTGTTTTCTCTTAATGAAATG
TATATGAAGTGCTCTTTTGTGAGCAGAGACTCTTTACTGAGCTGCCACGTCTTGGCTGCT
TGGAGACCCCGGCGGGTCCGTTCAGCTGATGGCTTTCCAACAGGAGAGGTTGCAGCTGTG
CTTTTTTCCCCTGCTGGGAAAGTCTAACCAGTGCAAACAGCTTATTTTCCTTTTTTTCTG
GGGTGTGAACCCTCAAAGGTTTTGTTTTTCTGTTTACTAAAATCCGTACTGCATTGGTGT
GAGAGTAGACTGAGAGAATTGCACACATGAATGATGGGGAGGCGGAGAATTCCTCTGGTG
ATAAAGGAATGGTACATTTGGAGTCTGTTTAAGAAGCTTTTTTTTTTTTTTAAAGCCTCT
GACTGATGTCAGATACACTTTTTATATGAAAAGTTTCAGAAAAGAAATAAACAATAAGAC
TGCANNNNAAAAAAAAAAAAAAAAAAAAA
>CL4609Contig1
CGGCACGAGGATTCATTGAAATTGCAATTATGACTTAATTGGCTGAGATTTATTAAACTT
TTGTTAAATGGTACATTTATTTGTAATACATACATAATACAAGTTATACAAGGTATTTTT
GTTTTTATTGTGGCCAGATTGTGAAACCATTTAAGGGGAAACACAGACGGATCTGAACAT
GTGCCGTTCGGGACGTTTCTGGTCAGAATATGTGAATATGACTGATGGAAAGTACGGCCA
AGATCAAGAGCAAAGCTTGTTAGGTTTTGGTTTTTATAGTACATGAAACTGGTTGCAAAC
TACATTAGCAGCCAGTTTCCTCTGCTCTCCTGCATGTGCGGCGAAAAGGAAAGACTTGAA
TTGTTGCCAAAGCACTTTTGCCCCTGGATTTCTGAAAAGGGGAAACCTGACTTTAGCCCT
GCATTTTACCAGTACGTATATGAAGATGATGCAAACACAAGCCTGTACTTGAACTGTTTG
TTACTTTTATTAACATAAGGTACCATGTTTTTAATGTTTTTGTTTTGGGTTTTTTTTTCC
TGGCATGTCCTTTATCTGTGGACAAAGATATTATATATTTTCTCAATGATCATAATCATT
AAAGTAATAACTGTGAAAAGAACAAGGCAATTATTTCTGTAAACAGACTCATACTGGTTA
TGGTATGGTTTCTCTATGATGTATAATCTCTTGGCAGTTCCAGTATTACAGTAACAGATT
AGCAGATCTGGCTACGTCTGGTTTATAATTATATTTTATTAGATTAAAAAGATTTTGCAT
GTTTTTTCCTTTTGCCGACATTTCAGCTTCTAGCAGTGCAAGATCTGGATTTTTGCCAAC
ATTCAGGTTTTGTTTTCTCCCATCAGCAGAAGCAGTATTCCAGTAGATAAGCTATTATCA
ACATACGACAGGCTTCATGTTGAGGCATTTTCTCAATTAAGGGACATTTCTCAGTCAACA
AAACTCATAAAACAAAGGCTTTCTCATTTAAACAATGGTCAGAATAAGCAAGCCAGTTAT
TTACTGGATTCAACTACTTGTTTTTGCACTGTTTCTCCAGATCTGTGAACTTATTGGTTT
TCTGGTACAAAAACTCTTTGTAAAGTTTTAATAAAGTTGC
>CL4610Contig1
TTAGAAGCTGAAAATGTGACCTGCAGCCCAACAGAAAGGAGAGTTAGATCAGGGGGGTAT
TCCAGAAAGCAGGTTATGCTAGCTCCTGTGGCAAGTTTGAGGCTAAAGAAGTGTCCAACC
ACCGCTTTCGGTTCCAAAAACAGGTATGCAACTCGTGCTCTGAACATAATCTGGTCTTGA
GCAGGTTTAGTTGAAGGTTAGTTTGTTTTCAGAGAGGTGAAGGAGCATGCCGTGTCCATT
TGAAGATGATTTAGTGGATGAAGAAGCTCAGATAATACTTTTTCCACCACGAGAGGATGA
TAAGACCACGTATGGATGTTTAAAGATAAACTTTTTACATTAATCTAACTTATTTGCTTT
AGTTAAGATGAATCAATTCTTTTTAGTTAAGTCAGCTTAAAAATAACACGTCATCGGACT
TATTTTACTTTCATTTAAATTAATTCAATTAAGTAGGTGCAACTTTGGTGCTGCCTGTTA
GATCGGCACCGCAAGGAATTGTGGGAAAACCTTCCCTTTGCCTGTTTGGGCGGATTTGGG
TTTAAGTGTGGGTTCTTGACCAAATGTGTTTGGTTTAGCTGTTTTACTGTGTTTTGCCCA
GTTATTTGTACTGTTATATTTAATTCTTTCTGCACCATGAGTGAGAGGGAGGGAGAGGAT
GAATTTATATAGCACCCCTACTGTGTAGTTGAGTAATGATGAATTCAGAGACATGGTGTA
TGATTATATGAATTAAATCTGTTTTGTTTCAGTCATTTTGTTATAAAAACGAGAATATCT
GCAGGCTCAAATGAAAGTTCAAGAATTACAATAAATTAAGATGGAAAACCCTTAAAAAAA
AAA
>CL4611Contig1
ACTTTTCTCTAAAAATTGACTTTGTTTAAAAGCTTTTCAGGGGTTTATCTGACATTTGGA
AGGCTATTTATGTGAGAGGAAAGTTGTTTGAGACAAATGTTAGTGTAGAGCTTCTGGTTT
GAACGAGAGATTTGGTTGGGGCTAACGCTAGTATGTAGCATGCTAATTGTGAATTCGTCG
TAAACTCATCTGTAATTTCGGTGTTACAAGTTCCACACACAGGTATGACCGAGTACAAAC
TGGTGGTGGTCGGGGCTGGAGGTGTGGGGAAAAGCGCCCTGACCATCCAGCTCATCCAGA
ACCACTTTGTGGACGAATATGACCCAACCATTGAGGACTCCTACAGAAAGCAGGTGGTGA
TCGACGGAGAGACGTGTCTGCTGGACATCCTGGACACTGCAGGTCAAGAGGAGTACAGCG
CCATGAGGGACCAGTACATGAGGACGGGAGAGGGCTTCCTCTGTGTGTTTGCCATCAACA
ACGCAAAGTCTTTTGAGGACGTTCATGTGTACAGAGAGCAGATCAACCGAGTGAAGGACA
GTGACAACGTTCCCATGGTGCTGGTGGGGAACAAGAGTGACCTGAGCACCCGCACTGTGG
AGACCCGGCAAGCGCAGGAGTTGGCCCGGAGCTACGGAGTCCCCTTCGTGGAGACCTCCG
CCAAAACCAGACAGGGGGTTGAGGAGGCCTTCTACTCGCTGGTGCGGGAGATCAGAAAAT
ACAAAGAGACCTACCGCAACAAGAAAAGCAAAAAGGGTTCTCAGAGACGGTGCACGATTC
TATAGCAACACCCCCCCCCACCCACAGAGCCTGTTTCATGCTGCTCCTCCCGTCAGTGAT
ATCCAGCAGCTCTNATGAGCTTTGTCGTCACTGTTTCCACCAAGTGCTGCCACGAAGTCC
GTCATTCATCTGCAGAGTCCCTTTCCTTTATAAAGAACTTGTGCATCACTAGATTTTCGT
AGCTCAAAACATTTTTGCTCCAGACTCGCAGGCGCACTCTATTTCCCTTTAGTGTTTAAG
ATGGAGCGTAGGGTTCAGTAGTGCCACCTTGAAACGTACTCAGGAATGACGGTCAGGTGC



CGAGTAGTGACAGTCGTTTTAGACATCCNATGTCTCTGAGGTGCCACTTCTGCTGTGGAC
CCCCCCATCCCCCCCATCAACACTGTATTCTCCAGTCTCCTTTAACTCGCTTTCATCATC
ACTTTGAACGTCCCAGCACCTGCTGCA
>CL4612Contig1
CATTTATTGATGTTTTCCTATGTGTNAAACCTTTACACATATTTATGTTAACACTCAGGT
GCCATTAAAGCATGTAAAATGTATTAAACAAATCTATGACAACCTTTATAGTGATCAATA
CGTAGTGTAACTATAACTTGAAGCTTTGTGACTCTAGCCATCCCCTTTACTACACCTACA
ATTAACTCTGGAAATATGGCACATTTTCAGGTATATCCCAGGTTAGATGTGACTCCTGGT
TTTATTTCTTTAAAGTTGTGGCTCTCATCAAGCGGTCCACATTAGCCTCCAGGGACAAGT
TTATCCTTTTTGGCTTTGTTCACACACTGCATGTAGGCTGATGCGATGCTCGAACACATC
AGGGTTCTTCCAGCGTTCTCCTTGTAGCACTTCAGTATCTGACTCTGCAGATCCCCACAC
ACTGGCTGGATGTTGAAACGCAAAAAACGGCTTTCAGTCTCCTCTTTGCCTTTCTGGAAG
CTCTCAGCTGACACTCTGTAAAACTGTGCACACTTTGCTTCAAGCTTTGCGACTTGTTTC
TTTCGAAGCTCCTCCCTCTTCTTCAGCTCCTCCTCTTTCTCCTCAAGCTGGCGAGCATAA
AGCTGTGCTGCCAGCTTCTCATCTTCGGACTTGATGCGCTCTTTTGCGATGGACTCTGTC
AGCTTTTCCACATAGGCCGCCTTCTCCTCCTCCAGAGTCTTCTTCACCTGCTCCTCTACC
CGAGCCCGGGATGCGGCCTTTGCCTCAGCTTCAGCTCGAGCCCTCATCTCCTTCCAGCTG
TCGCTCCAGTTCCTGCCTCCTCTGGTTCATCTCCTGCTGCAG
>CL4613Contig1
TTTTTATTTTAAATATTCCTCTTTTTTATTTCAATAATATAAACTTCAAACAAAAAGCAT
GATATTAACAACTTTTACAAATGCATTAAAATAAGGTTTGCTTAACAAAAACACATCTGG
CAAACAATAAATGGTAAATATGCTGTCTAATCTATGACTAGATTAAATGAAAAGATGTAA
CTTGATGCCGTAAATATCCTGCCCGCTGTTTCTTTGACAGGATGATCAGAAATAAGTTTA
GAAAAAGTATAAATAATGTAAAAGCTTTATATCTTGATGGATGTGAATACATGTGCACCC
AACTTTAGCACTTTCTAATATTTATAAAGACTGTACATCTTCTGTTAGTGAATTTGTTCA
GCGTGTCGTTAAAGTGAAACGTCGGGTGGTTTAGTGAATGTATTTGAGTTGTCATAAATG
CTCCGCCCCCATGCTGCAGGGCGCCGTCCATTTTGTCCATTAAAAAATCCTGAAATAAAT
GAGAATGTGTCGTCTTATGTACATATATATATAAACATATTTACATGTGTTGGTTTATAA
AATCTCACTTTTTGCACATCTCATCATAAATATCTGTAATCTGTGAGATCTGAGTGCTGG
CTAAACCCGTGAACATCAAAGCTGACGGATCAAGAAGGTGAAAGTTGATGAGGAGCAGGA
CGGCTCATGAAGATGTTTGACATTTGTGAAAACGTTGAGATGCTGAAGTAAC
>CL4614Contig1
TTTTTTCCTTGTTGAACTTTAAGAACATTTCCTACAGAAACAGCATCATCACGAAACGTT
TGACACAGGCTGTGATTTCTCAGTTACATTACATTCAGTTGGCACTAGGATTTAAAAAAT
GTTTTACTGCCACTAAAATCGTACAAGGTGTTGCAACAATACAGAAGAGCATGTCTGCAA
TTCAATGATGGAGTCCCCCCTTAAAAAAAGTCAGGGTGTACTGAATGTAGTTACTGTAGT
GCTTTAGTTTTGTTACGTTAAGCTGCTGTCAGCAAATGCAAATTATTTAATAATGTTTTT
GGCATTTGATGATTGTCTAGGTGTTCTTTCTCCACTCACCCAACTCCTTTGATGTTACAA
AATTAATAATTCATTTTCATTTCTGCATGACAGGCGGGTTAAGAAAAATACTGAAAGTGG
GATTTTTTTTTGTTTATTTTTTAGATTTTAAAATGAATCCCAAAATAAATCACAAACGGA
ACAGCAGGATTCTGCATGGCAGTTCAAGCTTTTGCAAAATCGTCACACAAAAAAACCTAA
TAGTAGGGTAATACATTCAGTCACTGCAGTCTCACAACACCAAACTTTCAGACATCGGCT
GCCTCCTGAGAACTCGTCACTTCAACGCAGAGACGAGGCGAAAAATCAGAACCACCTCTC
CAAAGAAGTTAGTCATAGTAAAAACCTTTCTACTCCTCTTTAGGCACTTAAGAATCAGTA
AATAACATTCATTGACCTTCCAGGGTCTGAGCATTGTAAACACAGCAGCTCCTCTGTGTC
TCACACCAATCACAGATACTGTCTTTGTCCAGAAAATCATAGATTGCGACTAAAAGACGA
TGCTTCTGTTTGTAGATACAGTTTATCTACAGCTCATCAGACCGATGGAGGGAAGGAAAA
GAACAAGGAATCCTGTTTGCTCTCACCTGAGGTGAAAACAGCCCTTTCTGCTTCTCTGTG
CTGCAGTGAAAAAACGTTTTCCACACACGTATGAATCCATGTAAATAACTGGATCCTCAA
GTCTAATCTTTTGCTTTTGTGATGCTCGGAGATGTGAGAAAAGCTGTGGAAACCCATGTT
TTTCACATTCTTTTAAGAGGCTTTTATGTTTGGAAAAAAAACTGCAAAAAAAGTAAATGA
GTGACTGGACAGATGAAAAATTCATCAAAGTAACCAAACCTC
>CL4615Contig1
TTAGACCCGNCATTATGGCCGGGGACGTCGGCGAATCAAACAAGGGTCAAAAGAGAGGGG
TGGGGGATGGGGGGGGGACTGAAGTTACAGTCAATGTTTAGGGAGTGCAAAGTAGTGGCA
GCGAATGCCTGCAACAACCTCTTCTTACGTCTTTTGTACAAGCTGGTAATATCAATTCAT
CTCAACATCAACTGGATAAAAATTTAGCCTTAGTTTACAATACAATCTTTTTTTTCTTTT
TCAAATTTGACCATAATTTACTCTTTGTACAAAAAACGCCAGAAAACAGGTCTTTTGTGG
TTCATATACAATCATGTAAAGACTGAGTCTAGGTTTCTATTCTGTACAAAGACTTGTGGA
AAAAAAAAAAAGGAAACCAAGAACCCACTGCTTCTGTGAACGGAACGCATGGCTGGGGGG
GGGAGAAAAGTCACTACAGGCCTTAGAGACAGTGCTACAGAATCTGCCCGTGAGAGATCT
TGGTGTATGCGAGTGCATGTACGCTTGCATGTTTGGAGTAGGACGGCAACTCCCGACAGT
GAGAAGGATGCTGGTTTTACTCCGGTGTGTCCATCTCTGCCTAAAAAGCAATCACAACCC
ATAAAGGGCGTGATGGCTCCCCGATGGACCAGCCAATCAGCCGAATCCCTTGCTCCTTCC



AGGAAACAAAAAAAAAAAAAAAAAACCAAAAAAAAAAAAAT
>CL4616Contig1
TTTCAGAGCTCAGGCGCTCAGACCATCACACCTCTCTTTTCTTTTGTCTCCGTCTTTGTC
TCCCGTCCGTCCGTCCGTCCGTCCATGCCAAGGATGTCCACCCTCCAGCCTCTGCCTCTT
CTCAGACCTCTGCTGCTGCTGCTCATCCTGCTGACTGCTGTTTGCCTGACGGAGAATCAC
AACGAGGAGCTCAGCGACCACACGGCGTTCCCAGAATACGACTACAACGCCACCTTCGAG
TACAGCTTCTACAGTAACAGCAGCAATGAAGACCTGGAGAATTTCCAACAGCAGTTCATA
AACCCCCAAGAGGAAGAGGAGGAGGAGGAGGATAGCAGAACTTTAGGACAGCAGGAGGAG
CAGGAGGTTACGACAACAGAGAAGAACAGTGTCAAACCTTACAACTCAGCATCACTTCCT
GTTTCTCTGGACCTCCGGCTGCTGCTCTGGATTCCGGTGGTCTCAGTGGTCCTGAACTCA
CGGCAGCTGTGACACAAACTGTTGGCTGACACACAAACGCACGCTTCAGCCCTCCTGTAG
GATCACCAGATCCAGGGCGGCCATGGAGGTGCCACCACCCTGAACGTCCTCCAGCCTTGT
GGCTGCTGGAGGTTGGGACCGGCAGCGGCCTCAGCCAATCACAGAGCTGCTTTCTCTGGA
GCGCAGATCAAAGCCCGGCTCACTGCTTCTAAAAGAGATGAACTTTAATTAGACTTTGAA
TCATTTCACAGGGAGAGACTGTCGTGCTTTTCAAATCTGCAGAGGAGCAGGACGGGGAAC
CTTTTATTAGATTGAAATTACATTATCATTTGGAAAGACAAACCCTTTTATTTTGCATTA
AATGGATAAGGAAGTCATTCAGATAAACATAGTTTTCTAATGGCAAATATTTTGTCATGT
ATGTCTCTGTTGCGACCAAAGAAATCCCCAAAAAGCAGGTTTTTATTTGTGCCGCAGCTT
TTATCCAAAGCAAAAAACAGGTTTTGGGCACAATTTATAGATGTTTGTGCGAAAAATGAA
AACATGAATTCTTCTCTGAAGATCTGAGGTCAACAGACAACTTTTCCTCCACCTGTGAAC
ACGTTCCACATTAAAAGTTACTCTTATGCAAAATGTTTTTGAAACCTTTGTGTTTTTGAG
CCTGTATTTTTCGTTCATTCATTTTACCAAAGCTTTTCTGTTTCCCGTTGATGTCAATCA
GCCTTTTCTGCCGCTGAAGTTGAGGATCTTTCGTGTTCTTCTCCATTCCTAAACACAGAT
TTTGTCTCTTCTGAAGTCTGAAATCTGCTCAAACCTGGCCGTCGGTGAGCTTCCATAGAG
TCAAATTTGTCTAGAAGCCTCCACGTCTGCAGACTCAGTCCAGACTGTTTTCTCAACCCG
TTTCATTCTAAACTGTCCTGCATCTTCTTGAAACCTGGGATCTTTTTAAAGGCCTTCATG
AAAACTGTTTCACTGTGAATTCATCCTCTGCACTTTGTCAACCAGCAGCACTTATCAGCT
CACTTTCCGTGTTTTTTCTCCTAGAATCAATAAGAAAC
>CL4617Contig1
ACTGGTTCTTTTGGAAATGCAGATCCTAGTCATTATTTTGTTTTAGAGCAGCCAACCTCA
GATTTGGTTCCCGTCCTGTTGACGTGTCCTTGAGCAAGGCACTGAACCGTTCATTGCTCC
TAGTGGTTACAGGTTGGCGCTGGTTTTCGTCAGCCATCGCTGTGGATGGGACTGGGGCTG
TAAAGCGCTCTGGGCCTTTAGGGACGGTAATGATGATGGTCACACTGAGCGAGCGTGAGG
TCACGTGAGAGGCGGAGTCAGCAGGAAACAGCTGCAGACGTCCTCCTGACCCCTCCCCTC
AGGGATCCGGTGTTCAGGCTGCAAACATTCAGGTCAGGGAGCTTCCTGAAGGATCACCAA
CAGCTGCATGATGGGAACTCTGCAGGAACAGCAGGAGGAGACCAGGAAGAGGCTGTTGCA
ATTCCTCCATTAGGAGCAGCTGTTGCCATTGGTTACCAACAGGCTCTGCTAGTTTGGGTT
TTCGCCTGATAAACTGAAGACTCTGAATCAAATTTAAAATGTGAGCGATGTCAAACCGGC
TCCCGATCTCATCTTCCTCAAACCGAAGCTGCATCTGTGTGTGGAAAGTTCTCATGTTTG
GGACCTGTACAGGCCGAGGACCAGAGTTGTATTACTGATGTGTGTGTGTGTGTGCACAGT
GGCCACGCCGCTTCACTGTTACACAACCAGAGATGCCAGTTGCTTCATCCGTTTGTCAGC
ACCGCCTCACGTCTTAAATGTCAAACATGCCGGAGCGCCGCATGACCGGCTGGGCTGTTT
TGAAACCGGACCGCCGTGCTGTGGTGCTCCGTCCGACACACATTCACTCCTCAGAGTTTT
GCAACCACTGTGTTTACTGCGACTGCAGGTCAACACAAACAAACACTTTCACGGAGAAGC
TGAAAACTCAATCTCTGACGGGATTTGTGACCCGTTCAAACCCCTGGTGCTGAACGAACT
CAGGAAGGAACACAACGATGGACACCGCAGAAGGGAAAGGAGCCGAAAAAGAAATAAAAA
ATACCACAGAGAAGGGCTTTGATAAATAAA
>CL4618Contig1
ATTTTTACAAATCAGATACAAGTTCTATAAATCAACAAGTTGCCTTCATAGAATCTTTGT
CATCTGCAAAAAAAAAACCCAAAAAAAACACCCCCAACCAATCTACAAATGTTTTTTTTA
ACTACATTTCTNGTATTAGCGTTTTAATGTGAAAAACAGGTTGTTCAAAAACAAGATACT
AAAAATTATCAAAGGCGAACTTTAGGCCGGTCCGTGAAAATATTGTCTGACATTAAATCA
ATCTGTGACCTGAAAATGGTTGGAGATGTAAAAATGTAAAAGTCCAACTTCTTCATTTGC
TGTTCAAATGATCCAGTGTTTATGGGATGGATGGAAACAAGAACCATCACTGCTTTCCAT
GCTGGAATCCTTCGGTCTGCAGCTTCTGAATCTGCTGTTTCAATGTTCAGAAGTCTGTTT
GGTTTGTCCTGATAAAGGTCCTTTAGGGTCCGGTTGGGTTCTGGCTCGGGTTCTCTCCAG
GATGGAACTTCATCATGTGTGTTTTCAGACAGTGGCCCTGGGTGAAGGCCTTGTCGCACA
GTGAGCACTTGTAGGGTCTTTCTCCATTGTGGGTCCTCATGTGGACCTTCAGGTGTTCCA
GCTGTGAGGCGGTCTTCCCGCACAGTGTGCAGGTAAAGCGTTTGATGCCTAAGTGGGTAT
TGATGTGGATTTTGAGGGTTGACTTCAGCTTGAAGCAGCGTCCACAGTGGGAGCAGGAGA
ACGGTCTCTCTCCAGTGTGAACTCGTTGGTGGTTCTTCAGATGTGCTTGTATCACGAAGC
CTTTACCACAGTCCTGGCAGACGAACGGCTTCTCCGGCTTCTCGCTGCTGTGGGTGATCA
TGTGACTGTTGAGCGCTCTATTGCAGTGGAAAGTCTTGCAGCAAATATGGCAGAGGAACG
ACCGTTCTCTGTCCATGTGAATCTTCTTATGGCACTTTAGACTGTAGGGCATTTTAAAAC



GCTTCCCACAAACGTCACAAGCAAAGTTGCGTTTTTCAGAGTGAATCGTCAGGTGCCGAG
ATAAAGCTCGGGTGCTGGAGAGGGTCTTACCGCAGATGTGGCATTGTTGGTTCTCATCGT
GGCTCCTCCTGTGAGCCTTCAGAAGACTTTTCAGACCAAAGGCCTTATCACAGATATCGC
ACTTGTATGGCCGTTCCTCTATGTGGCTCCAGCTGTGAACGCTCAGTCCACTCTTGGTTC
CAAACTTTTTCCCACAAACGTCACACTGGATGTCCACCTTTCTGGAGTGCAGGTCTAAAT
GGCTTTGAAAACATAGATATA
>CL4619Contig1
CGGCACGAGGGGTCAGTCTGCCAGCTGTCCCAGACTTACCCTGGTTCCCCCTACAACTAC
TTGGTAGGGCGATTGGGAGAGGGGTCAACCTGCAATGTGCCTCTGGGGGGAAGGGCTACT
TGCCAGTGGCCCCCTCCCATGGTTCCTGCATGGACTTTGGCCCCTCCCCTCTCAGTTTTA
TTTGCACCTTAGACACACAAAACCCTTGGTGGGGAGGGCAATGCTTGGACATCACTGCCA
GCAAGCAGCATGTGTCTCCAACACCCCTCCCTTCTTTCCTCGTCTTCTTTTCCGTCCAAC
AAAACAAAGGATACAAAACTAATCAGTATAACGTTGAGCCTAAATTACAGAAGGGGTTTA
TACTTATATACTCCTCGTGTGTCAGAAGATCCAGAATCCCCTGCAGTAAAGAGGCCTTCA
GTTCTGATCTGGAGAACCTGTCAATCAAACGTTGGATGTGGTGTACATGCTTTTACTGAG
GCATCCGATTGTTCAGCTTGTAACTTTAATAACTTGAATAATGAAAAAATATAATTAGAA
AAAAGAGTATTATCAAGACAATACTAAAAAAAAAGGATCAGGTCAGGAATGGTTAGTCTG
ACCAATAGATGTTTTAGTTCTAAAGAGTTCAGATTCTCTCTGTTCCTCCACCAACATCAA
TGTTAACGAGCCTGATGGCGTCACAGCGAGCGCCCATAATGCCACGGTCACTGAGGTCCT
ACTTACAGACACAAGTTTAGTCTCACAGCAGTTTGTCAGAATAAAGTTCGCAACCAGGAG
CCGCCCGAGGCCGGACGGGGGCCGCCCGAGGCCGGACGGGGGGCGTGTAATTCCATCTTC
TTTCATTCTGTGTGTCACCTGTGCGGTCAGTGCCTGGTTGTGTTGCGTCCCGTTGTGTTG
TTGTTGTCTCCCTGACAGAACTAAAAAACGGA
>CL4620Contig1
TGAGGAGCTCTCTAACCGGAGTGTCCGTCCTACCATAGGAGGAATCCACCACTTTGAGGA
TTTCTTTGAATACTTTTTGATCATTCTCCTTCTGGCTCCTCCTCTTATGTTTAAAACCTG
TTTGTTCATTTCACTCTTTGTCATCACCATAGCGCTTTCCTCTCATGACAAAATTCTACC
AATGCCTCACCATTGCCACCAAAGTGGCATTAAGAACTCACGGCTGGATGAAGGTGGGGG
TCTTAATGTATGGGAGGGGCAAGACTCAGAAGGCCAGAGAAGGGGTTACTGGATTTGGCA
GGTGGTGGAGGAGGCTGCCTGACAGCACATGCAGGTGGGATTGACTGATTTGGGCGGGAT
CAGATCCAGGTCTTCGTCATCGGGGATTTCGTCTAGACGGTAACCATCTTTCAGCAGCTG
TATGTTCAGATCCTGATTGATTTGCTCAGCAGATGAGTACCCTGATGATGAGTATCTCGA
CATGTCAAAATCATCATCACTGTCTGTATCTAAGGCCACCAAAGGCTTTTCATCTGGACT
CTGGTCTAAAGAGGAATAGCCTTTATTGGGCACTACCAACCGTGTTCTGGCCATAACATT
GTTCTTCTTAGGCTGCTGGTTTACTGGACTCCCTACAGTGTTGCAGTTCTTCAGTGAGCC
CGTTCTGGCCAGCTCTCTTTGTTTCTCTATTTTCCTCTGCAACGGAGAGAGCTTATAGTT
GATGGTAACAGGCTCCCCCTCCCTGGTGACTGAGTGAGCCTCGGAAGCAGTGGAAGCAGC
CGGGTCCAGCGGCTGCATCTCAGACTGCATCTCCGCCTCCTGCACCGCACTCGGCACTTG
GAATCTGTCTATTTCCTCCATCATTGTGGTGACGCGCGTCTTCCTGCCTCTTCTGGAGAA
GCTAAGATTCCCAACGTCAAAAAAAAGCTCAGTATTTGTGCGCAGATTCGGGACAATATT
CCAGTTTCTCCAGTTATGAGCTACATCCCAGCAGACAGTATGTCGGCTGTGGTGTCCCCG
GCCATAATGCCCGGGTTAAACGGCGA
>CL4621Contig1
GCAGTTGCTATGTTGCAACGATATGAATGGAACTTCCTTAAAGTCCTCCTTTATCTCCAC
AAATATATCTTTTTCTCACATTGACGTTTAAAAACTGAAAGCAACAGACGACTCTAAGAT
GGGCTACATGAGTGTGGAGGAGCACACCCCCTCGCTGCTGCGCCTCCGCAGGTCGCCTGG
CGTGCGCTCCTGGTCTCTACTCGTGGCTCTGGTGTCGGTGGGGCTGGCGGCGGCGTACTA
CAGCTCAGACGGCCTCTTCTGGAAGAGCTTCTACGTGGTCGGCTGCCTGTTTGTGGCCCT
CCAGAACATGGAGGACTGGGAGGAGGCCGCCTTTGACAAAGACAAGAACCAGATCGAGCT
GAAGAGCAGCAGCTTGTACACGTTGGTGCTGACCTTGTGGAAAAAGGGTCACGAGCGTGT
TGTGTTGGATCTCAGGCAGCTGTGCGACGTCTGCGTTCAGGAGGAGACGGTGCGTTACTT
AGGAAAAGGGTATCTGCTGATGCTGAAGCTGGAGGCCGGCTTCTCCTACCCCCTCACCCA
GAGCGCCACGCTGGCAGGACCCGGTGACGTGGAGGCGGTTGGCGTCCTCCTGAAGCGCTT
CCTGAAGCTGGAGGAGCTTCAGCGACACAGACAGCAGGACTACGATGACGATGAGGAGGA
GGAGGAAGACTCTGTGAACCTGACGGACTCAGACGATGAAGCAGAGCAGCTNTGATNTTN
TTCTTTTTGACTTCAAACACATCGTTTGTCTTAATTGCTGTTTGCCTTCCTGCTGAACTC
TTAACGAGCGTTTACCTGTAATGGAAGAGGCTCCGCCCACAGTCTTTGGGACCACCCTGC
AGATATGTACCCCTCAGGTTTATGCATGTGCAGACAGGAGCTGTTTTCAGTATTTTGACA
CAGGATTCTCAGGTTAACGCGTTTAGATTTTACTCAAACTCTTATTTCCAGAGGAAATAA
AACCAAAGCTCCTTTTTTTTTTAAGAAATG
>CL4622Contig1
AATTATGATGAATCGTTTAACGTTTTGTTGATACGATTCTCGTAAAACCTTTGTGTAACC
ATAAATAGACCTGTGATGCATTTGGAACAGCTCGGGAATTACTGCTTTATAAAACATATT
GAGTTAACACACCAATATAAAATGCTTATAGATCATCAACTGCATATGAGGACTGGACTG



ATGGACTCCGCCCCCTGGAGTTCCAAACAGGAAGTACCCACTGGTTCTCAGAAATTCCTA
TAAACTGTGGCCGAATTCCCTCCCTAACTACTAAAAAACTATATAGTGCGGCACTATGTA
GTGTCCTGAATTTAAAAATAATCGCTCAGTACCTTTATTTTTGTCTTAAAGAACGGATAT
GACATCATCGATTTCACGAAGTTAAAATCTCATGAAAATGAGCGATTTGTGACGAATATT
TATGAGTCCACTGTCTTCTGAAGATAAAAACGTTCATGGTTTATTTAAAAAAAAAACAAT
TTTTGGGGCTAAAATTGTTCCGACGCAATGCATTGTGGTCTATATTCACCGATCTAGTGA
GCATCGATGCACACTGGCTCTTCGCAGAGAAATTTCCAGGGCACTGGATTTTGGAATTGT
AGATTCGGACGACACTAGAAGGGAAGGAATTCTGACACAACCGTAGACTTCTATAGCCCT
TGTGCTATCCTGTGGGTCCAGATGACCCCACTCCCAACGTTAACGTGCCTGGTTCTAGAA
ACAAACAGGTGTCAGTCAGTCTGTCATTCTATTGGTCAGAATAAACACCTTACATTGGGG
TGTCACGATTGGGCCCCCCAGACAAAACAATCTAATATGGTGCATAAATCTTCAAAAAGT
ATCAGATTACAGTTGAGACATTCTAGTCAAATATTTGGCTTCATTTCTATCATTTAGCCT
TTCAAAATACCAGAAGCCATATAGGGGCGTGTGCAAAGGTTTGGGCCCGCCCCCACAGTC
AGCAGTAGTAGCACAGTGTTTTTTTTTTCTGTATTGCAAGTTATAAACTGACCAATCAGG
TGACTCGGACCGACTCGGACTTGTTTTAACACGGCGGCGACCGAGTCGACTTG
>CL4623Contig1
TTCGGCACGAGGCGACTGCGGGAGGGCGGGGTCATGCTACGGAGGAGATCACCTGAGGGT
TTATGCGTACGCACATCANAAAGGCATCCCGGATGAAACCTGCAACAACTATCAAGCCGT
AAACCAAAAGTGCGAGCAGTTTAATCAGTGCGGCACGTGCTCCTTCTTTGAATCCTGTGC
GGTCGTGACGAACTACACGGTGTGGAAAGTGGGAGACTACGGAGAAGTTTCAGGAAGAGA
GCACATGAAAGCAGAAATTTACACCAATGGGCCCATCAGCTGTGCCCTGATGGTGACAAA
CGCACTGGAGGAATACTCTGGAGGGATTTTCTCCGAGTTTCATCCCCTTTCTGTACCGAA
TCACATCGTGTCCGTGGCTGGCTGGGGCGTGGATGCGGAGGGAATGGAGTACTGGATCGT
CAGGAACTCCTGGGGAGAGTTCTGGGGAGAACACGGTTGGGCGAGGATCGTCACCAGTGC
CTTCAAAGGAGGCAAAGGCAACTGGTTCAACCTGGGGATTGAGAAAAACTGTGCCTACGG
AGACCCTATTGTTACACAGAACTCTGTTTGAACCAAAGTGCTGGAGATGAGTCGTGCCTA
CGTTTGTAAAACTCTTAGTGAAAATCTGAAAATAGGTCAATTTCATTAATAATCGTACTT
GAAAAATTCTCACTACAAATTGGAGGCTTTGTCTAGGTTTCTTAGTCTTTTCTGCCATTA
TTGCTAAGCTGTACTTTTGGAGAGATTCAGGTTACCTCTGTCAAAAAAACTGTGCAGTCA
GACCTGGTATTTCAATGCATATAATGTTACATAAACTGGACAGAGGAGCGGCTCCTGACT
CAGATTGAAGCTTGAAATACCTCCATCAGCAAAAACTACTGACTTTTCCTATTGGATCTA
TTTTCACACATTTTGCTAATTTTCTCGTTCATTGTGAGGCTCAGAAAAAAAACATGAAGA
TCTGCTATGCTGCAGCAGTTTCTACACAAACTGCAGGTCCTGATGAGCACAGAGACTCCT
TTTTAGATGACAATTGTGTCACAAAGTTGCCATTTAAACTTTGGACTGACACTAACTGAG
ATTAAAGTAAAATTAATCCTTTGTTTCCATCATTTGCTGATTTATTAAATAAGAGTTTTA
TACAGATTGGGAGGAAAAGTACCAA
>CL4624Contig1
ACCCGGGCCTTATGGCCGGGGGGGGCCTACCTGCTCCCAGGTGATTTCATTCAGCCTGAC
CGCAGGAGCTGGAGGCCTGAGGTTCAGAGGACACCATGCTGCTTCGGCTCTCTCTGCTGC
TTCTGTTGGCTCTGGCGATGAGAAATGGGAATTCTAGTCCTTTGAAAGAAATCAAAAAAG
CTCCACATCTCAAAGAAGAACTGAAGAAGAAACACGACCCGGAGACCCTGGAAGAGTTAC
TAAATGAAGATTATGCCTTGGTGGAGGGAGACCTTTTGTTGGGGAACAACCGGAACGTGG
TGGGGAATCGCTGGCCGACGCCGTCCATCCCGTACGACATCAGCTCAGAAATTGACGGTC
GGACCAGAGACATCCTGGCTGCCATGGCGATGGTGTCCGAGCACACCTGCGTGTCCTTTC
ACAGGAAAAACGGCAGCGAGTCGGACTACCTGTTCTTCAGAATCGGTCACGGATGTGCGT
CCTTCGTGGGCTACCGAGGCGGGAAGCAGGAGGTGTTTCTGGCGCCCGAGTGCTCTGTGG
GGAACATCGCCCATGAGATCCTGCACACGCTGGGCTTCCAGCACGAACACACCAGGTTGG
ACCGCGAGAAGTACATCACCATTCTCCCCGAAAACATCATATCTGGGATGGAGAACAACT
TCCGGACGTATAGCGGTGAGACCTTTGATCTGCAGTACGACTACACGTCCATCATGCACT
ACGGACGGAAATTCTTCTCCTCGAACGGCGAGCCCACCATCGTCCCAAACAGGAATGTGG
AGGACATGGGACAGAGGAAGATGCTGACGCCGTCGGACATCCAGAGGGTTCGGCATCTTT
ATGGCTGCGATTCCCTGAAAGGAGAAAAAAGCTGAGCTGTGCAGTTCGCTGAACCACCTG
CAGGAGGCGCAGTTACACCAGTTCTGATGTGCTACAGAACTTGAGTGGAGTTCATGCTGA
TAAATTAAAATTTTAGACACTCCAAANAAAAAAAAAAAAAAAAAAAAAAAA
>CL4625Contig1
TTTTTGTTCTTTATTGTTTTCTCCGAATACAAATNAAGTGCATCAGTTTGGCACAAAGCA
GGCCCGTCCTGCTTCCTGACAACAAATCCACATCCAGGACACCAGCCGGGCTTCAGGATC
CTCAACATTTAGATCCACTGGAAGCTCCATTGCTTTTCATATGGCACCAGGTTTTTCTGC
ACGTCATTCACCTCCACAACCATCATTTACAAAAACGTAAACACTCTTTAGATTAGAAAA
AGAAAAAAACAATGTCATCAACTCATAATGGCTTTATATTTCCCTTGGCTTGTTGGTTCA
AGATGTGCTTACGTGAATATTTGGTAAGTTATTAACATTAAACATCACAATCAAAGAGGA
CAGAGGGAGCAGTGACAAGAACTGGATACTGTTAGTTCAGAGGCTCCACGGTGACAAATC
GGACCTGGGGGGTGAGAGGTGCATGGGGACTCCCAAACACTGTTCAAGAACAGCTGCTTC
TGAACACAAGCCCGGAGTCTGGAGAGCAGCTTTTGGAGGAACTTAAGTCTACTTAAGTCC



GGTGGGAGGAGACACAAACATGCCGTGTGGTCTGCATCCCAATTCCACAGAAACAGATGT
GAGCTTTGGTCCACTTTCAGAAGTCAGTCCAGAGTGAGTTAAGACCAGGATCCATCTCTG
CTTCGGAAGAACCGGATCCNAAACATANCCNGCTTATCC
>CL4626Contig1
GAGGACAGGTTTCATCCTCATGTCCGTAAAGTCCTCACAGGCCACAGAGCTGATGATCAA
ATGCACTTCTGGGCGGAGTAGGGTGAGGGCGTTTCCATCAGGTAAACATCACCAAAGTCC
AGTTCAGTTCTGAAGAGGCTGGAAAGGTTCTGCTGTGAACAGATCAAAAAACCTAAAAGT
TAGTCATACCTTCATTTCTTTTTATTTTGGTGATTAACGACTCAATGCGCGGAGACACAT
TGCCACCGACTCTAGGAATGGTTTCCTCTTCATAAAAGTGCAGCCGTCACTCATAAGTTC
CTTCAGTTTGGCTGAAATCACCTTTCCGGACCTCCGTGGACAGGAAGGAGCTCATCAACC
CCTGGCGCTCATGTATGAGCGGTCTGAGTCGATACGTGACCTTTAACTTTGGAAGAACAC
GTGACGCATGAATGCACCTGTGATCTTTGCTTCACACTGCTTACTTTCTCTTTGCACTCA
CCTGTAGGACTGCTGACAGCACTTTTGTAAGAACCTGTAGACTGTTAGACCTCTCCACAC
GAGTTCTCCAACATGGATATAACCTCAGGATGCTGCTCTGTGCTGGATTTTGTAGTTTTG
GTCTTTCTCCTGGATCTCCTTTGACTCGTTTGCTGCACTTGTTCATTTTTTGGAGCAAAC
AGAACCCTGTGGCAGATTAAAAGACCTGTTCTCCACTTCACCCCGAGGATCCAGTTTTAA
TTTTATGTTGGGGTGTTGAGGTTTTGTTTATAATGCAGGGCTGGATCATAAACTGGAACA
TTTGATAGTCCTGCTGTTGGGACAAAGAACGCAATGAGTTCACCAGCAGATAAACTAGGT
TCCCTGCTGGGTCCAGTTGGAGGTGGGGGGCTCCTGTCCCCCCCGGACATCACGGAGGAC
TGGTCTTTCCATCAGAAAAGGGATCGCACAGGAAAGATGAACTTCATGAACTCCACCTGC
AGCTGCTGCAGACCTGAAGTGATGCACCAGCGCCCCCTGCTGTCACAAACATGCCAGGTC
ATTTCCAAGAAAAATAATGGATGTTCCTGCTATTGTTGTTCAGCACTAATCTGTCAGAA
>CL4627Contig1
TTTCTGTGTAGCAAAGTAGCTTTATTAAATATAAAAATACAATTCTGTTTTAGCACAATT
TTCTGCAAATAAAACTGCGGCCTGATGATGTTCTGCAGGGNAATACTCCTTTCTCAATGC
CAAACTTGATTTTACATGCAGCATATGGATATGACGGAAAAATCGAAACAAAACCAAAAA
AACTCAAAAGGCTCATCCAGCATACACAAACTCAGTGCAAAACGGGTAACAGTTTTTAAA
TACATCCAAGTCATAAATTAGTGTTATGAACATCAATGCTGAAACATGGAAAATGTATGT
GCTGACATTCACTGTATATGTGCGAGACTGCATTGGTGTGTGTGTGTGTGTCATCTCATG
TAGTGTGTAATGGCTCGTAGGACGTAGAGGAGAGCTGCTTGAAGCCGGGCTTCCATCACT
ATTAGATTTGCATGGACCTTTTCAGAGTGTCTGAAGTGTCTCCAGAAGGCGCAGTAAATG
CGGGTGGTGGTCTGTTCAGGGTAACACGCCACGGTTTTAACAAACACCTTCAGAGAGCGC
TCCAGCAACACATTTATGCTCCCGTAGTCATAGTCATCGTACCGTATCCCATACAGACAG
TGAATGTAGTTCCACAGGGCTTTCCTCAAAGTGTATGTGTCCACACCTTCATGCATGGCC
ATCCTGTGGTACGTCAAGTTGCTCACAACCTGAAATTTCTCGTCTAGGAGATGGCTCATG
TCCGGCAGAAGTCTGTTAACCAGAGAGAAACCGTGGTCCTCCCATGAGTAGTCCTGGGCT
CTCATGGTGGTGGGAGACTGCTCTCCTCTGGGTGCAAAGTCCTCATATCTGAACTCAGGA
TCCACCACCAGACACAACAGCAGGTCAGGCGGAGCTCCTCGCACCACCGCGGTCGGTATG
CTCTCACTCCTCTCCCTCTCAAACCGGGACACCATCTCCTCCTGTGAGCACTCCTCTTCC
TCCTGCTGCTGCTGCAGCTCCGCCATTCTCTTCATCAACACCTCCACCTCTACTGTGCCA
TCCGCCAGCTCCT
>CL4628Contig1
AGGTTTGCTGCATATCAAAGACTGAACATGCCATCCATTCCTGCCAAAATCATTAGATCA
AGCATCTCTGACCTCAAAACTTACCTGGGAGCTTCAACACCTGAACTGCGGTGATCCAGA
CTTAATATATGTAAAGTTTCCTTTGCATCTGGGCAGCTGCTGCAGATCACAGGAGTTACC
AGCAGGGGGAAATGTAATTCTATTGTAGACACATGGGATTCTTTTTAATTACAATGTTAT
AATATTGATATTTTCTACCAAGTATTTATTGTTTTCAGGGATCACTTGATAATCACTCAA
AAATATAAATATTGAAATGATTCTTTTAAATTAAAAGCAACAGTAACATCATTTGTAAAT
CTCTTGAAAATATTGCAAAAATGACCTGAAAAGCTGTAGACTTTTTCACTGTATTTTAAG
TTTAAAACTGAAAAATTTGATAGTATAGTTGAACTCTTTTTTTGGTTGTTCAATTTAATC
AGCATCACAAGAAAACTAAACAGAAAGCAGCATTTCAGATGACTAGTAGCATCAAACTGT
CACGTGAATTAAATAAAAAATTAAAAAATAGTTCATCATCAGATTCTGCAGAAACTCATG
GTTTTGTGTAAACTAGCTAAATGCCATTAAAACAAAGTAGTCAATGGTGAAAGTTTAATG
CTCCTGATAAAACACAAAAAAAATCTTGTATTTTATTTTGGGAAATTTTGCACGTTTTTA
AGACATGTTATTTTCACCTATTATTTTCACTGTATCTGTCATTCAGACAATGAATCTTTT
TGGGATTTAATTTAATTTTCTAACAAAATAAAATGGTGAAACATAACAAAAAATATATCA
AAACAATAAAGTGCTCAAAAAATGAGTGGTTGGAAGAAAGCCCATTAATTCAATGAATGG
ATTTGATGCCAAGTGTTTGATTTCTTTTAAATGCTCCAAAACCGATTTGCTGCATGTCTA
ACAAACCCTTCTTAACTACCAACTAGTTGGGTTGAAACACTTTGGATATGGAGTTTTCCA
TTAAGAGATGCAGTTTCTATATGTACTCTGCGCTCCTCATCCACCAAAGATGCTCTTCGT
CTTGCACATCCTTCTGGGAAAGAAGTAAGATTTTGAAATGCAAAACGCATTTAATTTAAT
GGGAATTACGTTCCCATAGAAACCTTTGCATATTTCCTTACAGGACATTTTAAATGCAAC
AACACTAGTTTGACCATAGAGGTCTAATCATCTTCTCATTCGAATGACATCAAAGCTTTT
TCTGAGAAAAGGAGCTTTAGTGTCACAGAGGCCCCCTGTTTTCAAAGGAGGTCTCTCATG



TCGTTCAACTTTTATTGGCGCATCAGAGACACTAAAGGAGCCGGTGGAGCAGATGGTTTG
CAGAAGGGGTCGTTTAGAACATCAGGCTGTCAAATGTCACAAGATTCTGCCTGTTGTGAG
TCTTGTCAGCTCGCAGGAAAAGCTTGTTTTCAGACTGTTGTGATCATATGAAGATTTTGT
AAACGATTGGGGAATCATGTAAAGTCACCACTATTTCATATTGGACTTAAATGAATTTTC
TTTAATTTTGTAATAACTGTTTGTTTTTGTTTTTTTAAGAATGCTTTCATCTCACA
>CL4629Contig1
TGCAGGNAATTCGGCACGAGGCCNGAAGCTGCAGAGTCATCAACCCTGGNAACCTGCTCC
ACCTCCTTCCAGAAGAAAATCAAGGCAGTACTCCCTGACACGTTTACAAGTCTCCTTTTC
GAAAATGCGCGCAGTGAATGGCAGCGCGTCTGTGGATGCGGAGGATGTGCCCAGAGACGA
GAGTCTGGCCAGGGCGGAGATTGCTCTCCTCAGCGTGATCTTCGTGAGCGCCTCTCTCCT
CAACGCCGCCTTGCTGCTGGTTCTCTGGAGACAGCGCAAGCAGATGTCCAGGATGCGCAT
CTTCGTGTTCCACCTGTGCCTGGCGGACTTGGTGGTCGCCTTTTTCCAGGTGTGCCCGCA
GCTCATTTGGGACATCACCGACAGATTCGTGGGACCAGATCTAGTGTGCCGCCTTGTGAA
GTACTTCCAAGTTCTCGGCATGTTTTCATCGACCTACATGATTGTAGTGATGACAGTTGA
CAGATACCAGGCTGTCTGCAACCCCATGGTGAAATTTCAGCGGGCGCGCACCAGGATTAA
CATGCCTGTGTGCGCCGCGTGGGCTCTCTCCTTTGTGGGCAGCCTGCCTCAGGTTTTCAT
TTTCTCTCAAGTGGAGGTCGCGCCCGGAGTTTTTGACTGCTGGGCTGACTTCATCCAGCC
GTGGGGGCTGCAGACGTACGTCACTTGGACCACTCTGGTCATTTTCATTTTACCTGTGAC
CACGGTTGTTGTTTGCCAAGTGCGTATCTGCAGAGCGATCCAAATAAACCTTTACCAAAA
AACTCTCAAGCAGGGAAGTAAAGGAGTCGCGCTGCCATCCAGAGCTAGTGGTGTGGCCAG
CATGTCCAAGGCCAGGGTGAAAACGCTGAAGATCACGGTGGTTATTGTGCTGGCTTACAT
CATCTGCTGGGCTCCCTTCTTTACTGTCCAGCTCTGGTCCGCCTGGGATACACACGCTCC
AAAAGAGACTGCAACCTTCACCATCCTGATGCTGCTAGCCAGCCTGAACAGCTGCGCAAA
CCCCTGCATTTACCTTCTGTTCAGCGGGCAGTTCCCCAAGAAGCTCCTGACGCTGCTGTG
TCGACGGAATTCCAACGGTAAGCGCCCGGGACACGAGGACCCGACGACGGTCAGCTCCCT
GTACATGAGCCTCAAAAACATCTCTGAGTCCAAGTAAGACCATCAGGCCTTGGAGAGAAA
ACGGAGCTTGGCAGAGAAAAGCATGGAGCTTTGCGCGCCATGGCATCAAAGCAAAGATGC
AGGTCCATGATGGAGAATTCTGTTACGCAGTTTCTTGTTTGTCACTAAATAAGTTGACTT
GAATAAATCCAACATCGGCAGCCATCGGTGCGCTACACTTCATGGACAAGGACCACAGAA
TGTGATGAGAGCGCGCAGGAAAGGAGCAATAAACTGAAGAGCAGGCGCTGTTGAGTGTTT
GACTGTTGACTGAATAAAAACAAGCGTTTAAATATCACTTTAGATAAAGGAAGACTGTTT
TTATATATTGGTATTTATTTATCTTTGTATGTATTTGGATGAGACTGCAT
>CL4630Contig1
AATCAAAGCTTTAAAAATGTTCTTACCAAACTCATNTACTCCAACCCAAAGCCATAGAAG
TCCTCCGTACTTATACTCTGAAAGGCATAAATCTGCATATCTATCCTGTTTAAGGTGGGT
GTTGAGAAAATGCCCGCCTTAAACACTATTAAATAATCATCTATGACACCGCAATTATAA
TCTTTAAAAAGAAAGGGTTTATGCAAAAAGCAAAGATTAACCATAATAAAATGAAAGCAA
AAGGTAAAAAACCATTTGATGGGTCATTAAGATGAAGAGAAGGACGGTAAATGGGAGAGA
TACCTTGGCGTGCTCATGTCAGAAGGTAATGGGGTTTTTCTTGTCAGTGTGAATTTGCAA
ATAGTGAGAGAAAAAAATCCTTTTACAACAACTAACCTGGGTCTTGACCTAAAGCGCTGA
TTACTGTTTATGACTGTGAGAGCACCATAATTATGCAGGAAGCGTGTCTGAACTCAAACC
CAATAGATGTTCATTTAACTCATTTAAATGTGCTGATGTTTATGTTTATCAATGATAATA
TATACCGGTAAAAGGTAACAGATTTTGCATGGAATAAATCAACTCAAACCACATGACTTC
AAAACATGAAAAATGTCAAAGAACATTTTTCACTATGAAATACCTTGATTTGATGACTTG
CAGAAGACAATTTCCTTTATTTTTTTTCAAAAAATACCCCAAACTGGCTCACTGCTCTTA
AATCACTATTTGCTCTTTAAAAACGATTAAACAGAGTGTCAGCAGAAAGACTCATTTTAA
CTGTATAAACTCTTCTGTCCAATTCATGCAGTGCAAATACTAAATTTTTAGTGATATGTA
CATTTTAGAGTCTGTGGATGAGAGCACGTGTTCACAACAATGAGGACAGCAGATGTAGTG
TTCTTGCAGTGGATATAGAAGGGTGCATATATATTTATAAAAACAAAACAAAACAAAAAA
TGAAAGAAAAAGAGAAGAAATAGCTTTCCGAAAAAGCCACTAATATAGGCGAAACCATTA
GCAGGAACAGCTTCCTTCACTGGCAGGCTGCTCTGGAGGTTTCTCCAGTTTTATGTCAAT
CATGTCCTCTCGACTCTTGTCTTGTGAGGTATCCATGCCAGGGAGGGCGGCTGCCACACG
GCGGAAAAGCTGTTTGACATTGTAGCCTGTCTTTGCACTTGTTTCAATAAACAGAACATT
CATCTCTTTTGCTCTCTGTTCTCCTTCCTCTGTGGTTATCTGTCTTTTGTCAGCCAGGTC
TGTCTTGTTTCCCACCAACATGATGATGACATCACTTCCTCTCTCTGTTCTAACGTCATC
AATCCATTTTGTGGATGCTGGAAAGAGTTAACGTTCGTGATGTCCCCGGCAATAATGGCC
GGGTT
>CL4631Contig1
GCGCTGATGACCACTATACCACCACTGCAGCAGCGGCAGAAACTGCTCAGAACACTATCA
ACTACAACAGCCAACAGCAGCAAGGAGGTGATGGGGGGAGAAGCCGAAACTCCGACCTGG
ATCAGGGCGTAGGCGCCGAAGAGCCGACGGCAACCCCGCCGGAGCAGGAGGTTCACAGCT
TTAGTCCCTTTTTTTGAGGTTTTAGGAAGTTTGAAGCACTCTTTTTACATGTTTGGTCCA
TGTGCAGATGCCCCAGGAGGGTAAGAACTGGGACGACTACATCCTGGTGTCTCAGGATGG
AGATCTGCAGGCAGAAGGTGGAGGTAAGGGTGCATCTGAGCGCTCTCCTTCAATTAGGCG



AGAGCGCGGTAGGGTGCGAATAGAGCCCGAGGGGGCTTCTGGGACTTTTCATAACCCCCT
GATGGTCGGCACCACCTCTGGCTCTTCCAGCCCGGATGAGGGCTCCACCAACAGCAAGGA
CTCCGACTTTACCATAGTTAACCCTAACGACTTGTGAATGAGAGCACGTGTAAGGTTTCC
GCCTCTCTGATGCTGTTACGGTTAGCTAAAGAGAAAGGTGGAGCAGGTTTGGGTGGAGCT
CCTCCAGAACTGTCAGCCTTTAAAGATTGCACATCCNAACTGTGACACTTGATGTCACAA
AAACCTTCTACTGTCTTTAGTTATCATCTGTGTGACTTCAGTCCAGGTCGAGCTGATGCC
ATAAGCTTTCTCATCTATGTAATGCCTGCCTCATCAACATGCTGGGATCTAACCGTTCCT
TAAACCCTAGATGTCTGCTAAAGTTTCCTGCTCTGCAGACATATGTCACCAAACTGTTTA
CTGCTTCAAAGAGAACATCAAACTGCGGGTTTGCTTCAGGGAAGGCCTCTTACTGTACGG
ATTTGGAATGTGACCGTCCGTCGTAACCGTGGAGATCTCTCCTCTTGTTAAAGAGCGGTC
GTGTCCTGCTGTCACCTTCAGAGGGCAGCGTTCTCCTTCAAAACCAGTGCCTCTGATTCA
AAAACCTAATTCTGTGATCTTGTTCGTTTCTTCCTGTAAGCTGTTTATTTTAAGAGAATC
ATGTTTTTATCCTCTATGACCTTAATTAACCAGACAAAAATGATTAAACTGAGGAGTAAC
TGTTTTAGTGTAAAGATTATTCCCTCTGTGGACATTTTTATGTGATAATTTCATCCTCAC
TTTGAAAGTAAGATGTTGTTTTGTGGAAATGATGTGAGGCAGCACTCAAAGAATGTTCCT
CAAGCTGTTCATTTAGCATAAATAATCCTAGNATCAATAAAAATTCAT
>CL4632Contig1
TNTNTTTTTTGTTGGGAAGTATAAGTCATTTTTAATTTAAACAATGAAACATCAACTTCA
TTTGAGCGGGAAAATAAGCGAAAACATAATCAGTAGGAGAAAAACGACAACAAAAAGTAG
CTTAAAAGTTGGTAAATTGCTGCTGATGGATCTTCATCAGGACTTTGAGGTGTAGATCCC
TGAACTTCTTCTAACATCCAATCAAATCATCCCACATGTATGACATTCCATTTAATAAGA
CCAGAGCACCAAAGTTTAGTTGTTAAAGAACAGTTTGACTCTCCGTCGTCATGGCGATCA
TGTCTTCCTCATGCCACAGAAGTGCAGGTCTCAGGTGGGAGGGGTCTGGCGGTGGAGACC
TGCGGCTCAGTTGAGGGCGTAGTTGAACTGATTGGAGAACTTGTCGTGTTTCCTCCTGTC
GGCTTTGCTCAGCACCTGAGCCACTCTGCGCATGGTGCTCTTGTTGAAGACTTTCCTCTC
CAGTCTGGACCGGGACGTGTCGCTGCTCTGCTTCAGGTCGCTCAGGTTGGGGTACTTCTT
CTTCTTCTTCCCTTTCTTCTTTTTCCCGCCCAAGCGATCGGAGCCCAGGTCCTCCCCCGT
CGCTGCCTCGATGTCGCGCATCAGCTCCGCATCTCGCCAGTCAGGCTGACTTGATGATTT
TGCCAGCGTTGGGCTGCTCCTGACCCCAGTAGTAGAGGTCCAAACCGAACGGAACCACTG
GAGCCTGAGCTGCCTGTTGGCCTGAAGCGCTCTGAGAAGAAGAAGAAGCGGCTCCAGAGG
AGCTGCTTGACTGGTGGGGCAGAGAGATCTTCTGCCTGAGGAGGCTCAGAGTGGCAGCTG
CAGAGGTGGGATCCTGTTGTTCTTCTAAAAGTCTCATCAGACGCCGGGAGGTGGTTTGAG
GTGGAGGAGGCGCGGGTCGTTTAACAGGAGGCCTTTTCTGCTTAGGTTGGGCGGTGGAGG
TGGACGGAGAAGGATCCAGACCGTACTCGGCACGCATATGCTCGGGAATGTGCGGCTCGT
AGCCTTCTTTTTCTGGCACTT
>CL4633Contig1
AATTAGAAGACAAGTTCAAGAGAAACAAGGAACGCACGTCTATTTTTTCATGTTTCCTTT
TTTTGGTCTGCCTGCTTTAGTATCCGTGACAGCATGAACGTTACGTGTTAGAGTAGACTT
TGCATGTGTGGGATTGCAGTTTGGGGGGCTTAAAGGCAAACGGATGCAAAGATGATGACT
CCGGAGAAGACGAAGAAGAGAGTGCAACTATGTCAGTTCTTGTCAGGGTGAAGGACCTGG
TTTGAACTGTGGACTCCAGTTTACCTTCAAAGCACTTCCTCTGCGGAACAGCTGCTCCGA
ATGTGTGATGGAAACGGTTTGCTGTTGCTAGTGCGGTGTGTCTGCTGTTCTCACTCCTCA
GTGAAGCACCATTAGACTCTCCCAGCCTGTGATGGTGGATGCAAACAGCTTCTCCTTTAC
AGACTTTTGAAAGCTCCTCCACTTTTACGTCGTCTTTTTTTTACTTCAGGAAGGTTTTAA
GTTGATGAAAACGTCATTCTGAGAGGAATAGGGACTGCAGCACACACAGAAAAGGAGGAA
AGGAGGAAGCACAATAACCAGCACATTTTGTATTCTGAGGCTTTTACAGTATAACCGCAC
AATTTTAAGAGTGCATTCCACAGGCAATGAAATGCAAAGCAGACCACCCACATTGGTAAT
TTATATAAAAGTCTAACAATCACAGAGCTAAAAAAAGAAAAAAACGAGCCTGTTGCATCT
TCTTTGCTTCTTCGTGAGTCCATTTGTGGTCAGATTGATTGGGTTCATTCAGGTTCTAGG
GGTTACCCTGCCAACATGTGTTGGCCTGGCCCCACAAAGACTCAGTGGAGAACCAGACGT
GGGCGGATGTGACCGAGCGGACTGCACAGAAGCAGGACTGAAGGTAGAGTCCGGCGCGCT
GGAACCTGAGATGTCTGCGTTTCCTCATGTAAAACATGCAGCTTCGGCGTTTTCTCCACA
GATCATCCTTGAAGAGTGTACACTCGCACACTCTTCACACTCGGAGGCCCTCTGCCAGCC
TCCCAGTCGCATCCAATATATTTATATCTGGGTCT
>CL4634Contig1
GAACAGTCGCTCCTGAAAACAGTGCCTTAATTCTAGAGAAGGACCAACATGTGGAAAACC
TGAAGAAAGAACTGGAAGTATTGCGTGGAGAAAGTGCCTCTGTGAAGACGTTGCACAGTA
CAGTTCAGTTCCTGGAGCGGGACAAAGCAAATCTGAAGGAGCAAATCCAGAGACTGGAGA
AAGGCATTACTGCTGGTCCCAACAATGGTAGCAAAGACTCAGGTGATGATGTTTTGGACC
AAATGAGAGAGGAGAAGGAGATTGCACAAAGTCAGATTGAGTTCCTGAATTCGGTCATTG
TTGACCTCCAGAGGAAAAATGGGGAGCTTAAAGACAAACTGGAAAAACTGGCAGCCGCTG
CCCTCAATGGGAACAATCCAAACGAATTGGATAACCATGATGGCCACGAAAAGCAGCCAG
AGAAGAAGAAAGCCCCGCCAAGGCTGTTCTGTGACATCTGTGACTGCTTCGACCTCCATG
ACACCGAGGACTGTCCCACCCAAATGCAGATGCCCGACACCCCCCCACACACCGCCTACC



ACGGCAACAAGCACGAAGAGCGGCCGTACTGCGATATCTGTGAGGTCTTTGGCCCACTGG
ACAGAGTCCTGCAACGATGACCAGACCTTTTAAAGCCTTTACAAGCCTCAAACGCACAAT
ACGTAACTTTGCACATCATACTTGTTCTGCCGGGCTTTCGCTGTGTGTGTTCCGTGCTTC
TCTGTCATCCATGCTTCCCTCAAGCGCTCTTAAAGAAGCCGCGTCTTCTGAAAATCTTTC
CAAAACTCCAGAACAACCCTGCAGATGTTTGTAACTGTGAGTGTCTCTTTGGTTTGTGCG
TGCGTGAGATCAGCAACTTTATCTGCATCCTATTCTGTTGGCAAAGCATGTTGGGAGTTA
CAAAGATGCTGTTTGATCAGGAACATGGTAATCTAAAGATGTAAAATATTTGATAGGAAA
GTTCTAATCAGTTTGTGCAAAAATTGGTGGAGAATAAATTATTTTTTTATGCCTTGAAGA
AGTATTTACGATTTAAAAGGGTTTGACAATGTTTGTAACTTTGTGGGGAGATTAGCTTGG
CCTCGTTTAGGGAGGCACAGCGAAACCCAGTGCTGCTTGGCTTTAATGACAAACTTTTTT
ACGGTCTTCTTGAAGAACTTGCTGGAATATTTGTCGGAAAGAACACGGTTACTGAAAACT
TCACAGTTCCAGTAAAATTGCCTTTTTACAAAGTTTGTTCTTCAAAAATGATTTCTTTTT
GAAATCGATGAAATGTTTTCCCATTTCTCTNAACACATTTNAATATATATGTACAAAATA
AAAGTTTAT
>CL4635Contig1
TTTTTTTTTTAATTTGTTTATTTTTTTTAATAGAGATCATTTTATTATTTATAAAATAGC
CATTAAAAACTTTTTTTAAATGTATATTTACATATAAACACGTAGCTGTACAAATGTACA
CATGGGTAAAAAGCACATCAGTGTCATATCTGTGGCACATTTATTTACATGGAAAATAAA
CACTTCTTTTTTTCAATCCAAGTTGTCACCTGAAAAATTTACAAATTGATTTTTATAATA
AAATGTACTAATTAAGATACTTCTTCAAGTCAAGCAAGTCCAGAATTTATGTGCTCAAAA
AATATAAATACTGATAAACA
>CL4636Contig1
CGGCACGAGGCAGACTTTCAGGAAAAAAAATGAAAAAAAAAACATTGATTTTTCCTGCTT
CTTTGTAAAATTCCAACAGGACCAGGCGCTACGATAACTCGATGGAATGCTTCTTTTTCT
TTTTTCTTTTTCTTTTTTGTTTTTCTTTCCNCCCACTTTANAGTATGTACAGAGAAANAG
CGGGCAGGTCCACGGAAATTGAGCTTTTGAACCAAACTGAGAAACAACAGGAAGCCTTTC
ATCTCCACACGCTTCTCGCCTCTCGGCCTTTCCTTCATTTGTGGNGTTTTAGTGAAGTAA
ACAAAATTTTCTTCCCTTCAANATGCAGTGCAAGCACATGTAATATAGTTCTATGTATGT
TTGCAATGTTGAGTGTAAATGACATAGAGTTCTCACATAAACATCACCATCTAAGGACAA
AATGAAGTATAAAGTAACAAGTCAGTTTTTTTGTTTTGGTTTTGTTTTCTAAGTTGTAAG
AGTTTTCCGAAAAATGCTTTTAGGACAAAAAAAAGAAAAAGAAGGCCTCTGTATTTTTGA
AGAAAAAAATCCATCAAAGTTTTATTTCATTGTACAGGAATGAAAAACAAAAAACAAAAA
ACTAGATGGTTGCAGTTTAGGTGGTGTAATTTTTCTGTAAGGTACCCTGAAAAAACTTGA
TCTGACCGAGGCGACGTGGCTGAGGACAAGATAACCGACCCAGACATTCTGCAGTGGAAA
TGGATTCGGCTCTTGTTCCTGTCATTAGGGGCTGCAAAATGCTTAGATCAAATCCTTTAT
ACATTTTTTAACCCTTTCTTTCTTTTTTTTTCCTCCGTCATTGCGCTATGCTGCAAATTA
AGGCCCAGAAAGGGCAGGTTCTTTCCAAACACACGCAGATGAATGAAAGCTCTTGTAAAG
AAGGATGTCCCAGGCTGAACTGGCAATCTCCTGAACTCTGCAGCGCCCCCTATCCCTCCT
TTACAGCAGCAGCCAAGGTGGTGGTGGTGTGCTTTGTGTTTGTAAAACTATGTAATCTGT
GATGTCTGTATCGTTGTAAGAAATACTGGAAAAAAGGAAAAA
>CL4637Contig1
AGGGTTGAAACGGGAGTTGTTTAGTAACAGCGATGCACGGAAATGAATTGGAAATGATAG
TTACCCGGTTTCAGGCACTTGTGCGTGGATATCTGATAAGGGAGGAGGTCCGGCGCGCAA
GCGTGGACTTTGAAGAAATTGTGAAGGAAATTGACGGAAGCTTGACCCATTTAAGGTGGA
CTAATGCGACTGTCTCCATCCCATACTTCATAGATAACCTCAGCCCACACCAGCCTGGCG
TTTCTTTTAGCAAGAGGTCAGAATCTGGTCTACGTGTCGGAGATCCACAGAGGTCACCAG
CCCTGTCAGAGGAAAGAAAGGAGCTTTGTGTCCTGCTAGAGAGGAAAGAGGCTGAGAGAG
ATGGATCCCATCGATGTTTACCCAGAAGATCTGCTGCAGAGGAAGACCAACAGCAGAAGT
TTGTTGGAGACGCAGATGAGGAGGTGATGGAAAGCACAAGGCGGTCCTCCTCCATCTGGG
GCAGTTTGGAGATAGATTTGAACAGTTACCCTAATAAAGGTTCTCAGCACTACTGCCTGG
CAGAGGAGGTGCCTCGTACCCCCCAGGCCCTGCGTCTCCATAGAAACACGTTGACCATGG
AGCTGGTCTGGCTGCAGCAGGCCATCGACAGCAGGAAAAAGTACTTATCACTGAAGGACA
GACTGACCCAAACGTGAACCGGCCGTACAACCAAGAGACGTTTCAGGAAACGGAAATCAC
GAGTGGAACTTATTAGTTTTTAAGACAAAGATAAAAAAAAACATTCTAAGTTATTAACTA
TCAATGAACATTTAAAATTCACAAAAATGCTATTTTAAAGGTTAACAATAAAT
>CL4638Contig1
TTTTTTTTTTGCCCATAGAGTTCCTTTTATTTGATTAAATCACAACACAGGGGAGTAGTG
CAGCCATGTCATTAGGGACACAATACATGCTACAAAAGGATCCTTGTACAGAGTCGCCAT
CGCTTACATTTGGTATCTGATCAGCAACAATAGTGTTAATAGTCGTAATCGGAAACAACG
GCTGGAAGAAAAGATGGAAAGATCTGAAGCCGGACGGAGACGATCAACACCACTGAGGGA
CAGTGATGGACTGGAGTGATTTCCTTATTTATTTGCCCCGCCCCCCCACGAGACTGTACG
ACAATGTTTCTACGAGTGCAGTTTAGCAATATATCAAGGTCAAGCAAAGCTATTGAAGTC
GTTCTTAGGAGGTACCACACTTCACCCAGCGTCTCCACGGTTATGGACTCGCACAAAGAA
GGGAGTAAAAAAAGTACAAAAAGGCTGATTGATAAAAGACAAGTGCTTTGAAAGGGTCGA



GGAGGGCGAATTTGCTAGCCTCTTCAGATGAACACAAACGAGAAAGTCGCACACGCTTCG
TCAAGCCTTTCCTCTTCGGAATGATATGCAACCTGTTAGCTGGTTGGGGGGGGGATTTGT
TCCCAGTCTAATTCAGCTTTGTCATTTTTATTTGGCTGGTTTTTAGTTGTAGCTGCTAAA
ACGATGCAGTCCTCCACATTCAGCATAGGTTGCCTTGTAGTGTGTATTTCAACAGGAAAA
GAGTGTTGTTGTTTTTAAAGCAACACACAGCACAGCTTATCTACAGGGAAACATGCTCCC
ACAGTTACAGCAGTCAAAAGAAAATGTCTG
>CL4639Contig1
GAGGCCGCCGTGGCGCTGGACTCCTCCATCCCCAACGAGCTGCCCTACAACGATTACTTT
GAATACTTCGGCCCTGATTTTAAGCTCCACATCAGCCCCTCCAACATGACCAACCAGAAC
ACCACCGAGTACCTGGAGAAGATCAAGCAGCGGCTCTTTGAAAACCTGCGCATGCTGCCT
CACGCGCCCGGAGTCCAGATGCAGGCGATCCCAGAGGATGCTCCCCACCCAGACAGCGGG
GACGAGGACGAGGCGGACCCCGACAAACGCATCTCCATCCGAGCCCACGACAAGAGGATC
GCCTGCGAGGAGGAGTTCTCCGAGTCTGAGGACGAGGCGGAGGGGCAGGGAGGAGGCCGG
AGGAACGCGGCCAACCACAAGAAGTCCAAACGAGTGAAGAAGGAGGACGAGAAGGAAGGA
GAGGAAATCAAAGAAGTGAAAGAAGAAGAAAAGGAAGAGGAGAAAATGGACACATCAGGA
CCAAAAGAAGAAGCAAAGACCACCTGAAGCTGGACGGCAGAAGACCCCGCCCCCCTCCGT
TCTCTGAAGCCCTGATGTTTAAAAATCCTTTTTTGTATCTGATCAGCAGCTGGACTGAAC
TGTCCCCCTGTCTGAATACCCCCCCACACACACACTCAGAGTTCCTGAACCGTCCTGTAA
GTTATTTTAAACCATGAGGACCCCCCCTCCCCCTGTACATGTATGAATGTGAACCTGCAG
ACGTTGGTGAGTGAATGTTTTTATATTTTCTATTGTTCTACATAAAGA
>CL4640Contig1
TATCTGGCTCAGCCCACCAGTAACCTGAAGGTGGAGGACCTGAGTGTGGAGTGGGACAGC
TGTGGAGGGAAGGTGCAAGACATTCGCAAAGAGAAAAACCGCACCAACTCACCAATGCAC
TCCCCCGCCAGGTCAGCTCTGATGTCACCTAAAAGAGCACCAACAGCGCTGGCCTGGCAG
AGACCGCTTTACGGCAGAGTCCTACACAGTGTTGGCTGACACCATGATCGATGCAGGCCA
GCNGTACTGGGAAGTGCGGNTTGACAAGGAGAGCAAGGCTTTTGCCGTGGGGGTTGCACT
GCGGAGCTTGGGCCGGTTCGACCAGCTGGGGAAAAGCAGCGCTTCGTGGTGCATCCATCT
GAACAACTGGCTGCAGCAGAGCCTCACAGCAAAACACAACAACAAGGCTCGAACACTTGA
CTGTTCCATCCCAGGCAGCATAGGAGTCTACATGAATTATGAGGAAGGCATACTGTCCTT
TTATAATGCCAAAACCAAGCAACTCATGCACACCTTCAAACCAAGTTCCAGCAGCCAGTC
ATTCCAGCTTACATGGTCTGGAACGGAAGCTTCTCTGTGGTGACGGGGCTGCAGGTTCCC
ACCGTGGTGCAGAGCGGACAGAGGAAGAACAGCGGCACCAGCAGCTCCAACGCCAGTCTC
ACATAATCACGGCTGCAGATCATCCTCTGCACCCGCTGCAATCCGAGCAGTCTAACGAAA
GAATTTCATCACAGGAGGGCGATAGTTACTGTAAAACACGGGCTTGTTCACTCTGTCCAC
CTCTGAAACTGGCTATTGTGACTGCTTGAGGGTGCATTAGGTTTAGTCTTCTTTTCATTT
TGCTGCACATTAGGTCAGAACTGGCACACTGCTGCTAGAGCAACAATTTAGCGCTGGCCG
CTGCCTCCTCACCAAAACAGTCAGCCGCTGGTTCAGGGTCATGATCTGTCATGTGCCTTC
TTTGTCTTTTCCAAAATGCCGGGTGATCAGAGACATCCTTTAATGTCCTCCTTGTTTTAA
AGCACATATTACGTCTGTGCCAGTATGTCGTAGTGTGGCTGAATCTTCCTCCAATTATGT
CATTTACCCAAATAATATCCTGTATCTCGCCTGTGAGACTATGTGGGTCAATTCAAGTAA
TGATTATATGAAAGGTGTCTTTGCCACAGCATGCAAACCTTACATTCACTGCAGTTCTGT
TTGTGAGAAAGAAGTCCTTGAACCTCCTGCTGAGAGCTAGTGTTGATTTGAAGTCTCCCT
CCTTTCCAGAGTTTGGGAATTCTCCTTCTTTAGCTTCTTTTAGTGAAGTATTAGACGATG
CAGATGTAGGTTGAGGGATGTGGGGATGACTACTGTATGAACTCTTCACAGTTTTCACAC
AAATGCTTGTATGTGTTTATATCTGAAGCCACATTCTTTTTGCAGCAGAGATCATGTCAA
GTTGGGGGCTAGCTGCACTCCAGTTATGTCCATTAGCCTGTAGCTCCAGCTTACACATCC
CTATTGAGGTTTTTTTTGCCAGGTTTGAAACACACTATAGAAGCGGTATTATCAAAGAAA
AATGTTTGGAACTAATGTTTGTTCACCTAGCCTCAGACTCCCTTTCTCTTGTCTACATTA
ATTCTGCTTGTCTGTACTTTGTAGTTGTACCCTGCAGTGCTTTAAGGAAGCATTTACTTC
TTATTTTTGACAAAACATCACAGTTTATTGTAAATACTTTAAGTTTTCCTAAATAATGTA
TCAGTCATTTAGGTAATAAAGGAATACGAGCA
>CL4641Contig1
TACATTTATATGGTCAGTTTATCCCAGACTTTTTTGTTTGGGTGACATTGAACGAACACA
GATCGGACACTAGAGGGCGCTTCCTTTTAAAAAAAAATAGCATATTTGAGTGTATCATCC
GTAAACAGGATGCAGTTTCCTGAACCAGAGTCCAGGAGGATGTCTGGATTCGGTTCTCCC
TGAATCCAGATTCAGAACCTTAAAGAACCAGAGCTCAGCAGGCAGAGAACTGTTTGAAGA
TCCTCCTTCATTTGGGGATTTCTGTTTTCCTTCCGTCAGCAGGAAAACCTGAAACAAACC
GACCAAGAGAAAACATATTTGTTGCTGTTGCTCATCTGTTTGTCCACCAACCGGACAGGA
TTTCCCTGAACAGAGATCCACATAAATCAAAATGCTTGAATTCTTTAGTGTTCCAGTTAA
CTTTCAGCTAAATGTTTTTAAAATAGTCGTTCAGACCGCCGTGCTACTTCGCTAGCTAAA
GTGATATTTAAGCAGCTTTTCCATGTTTAAAGAGATTTCTTTACAGAATCCCCAAACAGG
GAAGAGTTTGACATTTAGCAGCTCTGGATCTGGATCTGGATCTGGATCTGGATCTGAATG
GAGTCCACTGAAGCTGGATTTTCAGATTAGCTATTCAACAACGACTCGAACACAATTGAA
TTTGGTTCAAAAAAAGACTTTAAAAAAAGGAGTTTTACAGAAAGCTAAAGCAGACAAAAA



ACCTTCCCATGCTCTCGTCGGTNAATGATTATTATTCTGCAATAAATGTTTTATTTTAAA
ATTTATTTGGACTTTAGCTCAGTTCCTTCTTTTATTTTATACTTGCCGTATGAAGGTAGA
ATTTCCAAAATACAAACATATATTTTTAGTCAAACGTCAGAATGAGAATTTGGTCAAATC
AACATAACAGTTTTCCCAGCAGTTTGTTAGCATCTGTTTATCAAAACCTTTTGGCAAAAA
CGGCTTTCATCATGAAATCAACCAAAGTTTTGCTCCTTCAAACTTCTGCAGACTAAAGTT
TTAGCTGCTGAGGAGGAACAGCTCCGTTGGAGTCGTTCTTTAACTGGATCTTCTCTGGTA
AAAAACAGTCTGGCGTGTTTGTTCAAAGATCTGCTTGGTAACAAAATAAATAAAAACAAA
AAAAGTTAAGGAAAGTTATTTGGAAAACAGCGTAGGTCAATAAAGTTTCTACTGGAGGGA
GTTNGGCGTGAATGGTTTCTGTGACCACCGTCACGTTTCTCTCTTTGGGATTGTTGTCGG
GACGGAAGCGGCTGAGGGTTCTTCACATTTGAATATTTTGATTTGTGACTGTATATTTGG
AGCCGGAGCCCTCTGCTGCCCCCCGGTGGTGAAGCGGAAACGTCCCGTCGGTGTTCTGTG
CCTCACAAACTCAGATGAAACGCGACTGGATGTCCTCTGTGCTGTAAATGTCCTCCGTCT
CCTCTTTGCCTCCAATAGATGCAATTGTTAGCGCGATTGTTAGCGGCATAGGCTGGGCCT
TTTGTCGCCACCTGGAGGCGACAAGCAAAAGCGCACCGCTGTTGTTGCGAAACCCTCACT
CAGAAATGTGGTAGCATGTGAATTTTGCAAAAGAATAAAATATACAGGCTCTGTTCCAAA
CATGTTTCCTGCATTTATGTATCCAATTTTCAGTGAGGAAAAGCAGCTAGCTTCTCCGTC
CATCCATTGTCTCAACCAGAAGAATTCGCATTCAGGGTCACGAGGTCACTGAAGCCAACC
GAGCTACATGTTAATTTTGATTGATATAATGGAACATAAAAATGTGGTCCTAAAGAAGCC
AAAGTGGAGAAATGTCAACCTTTTTGCAGATGATCTTCTTCTCTGACTCGACACAAACAT
TCAAACTTTTACTTTTGTTGTTTTGACTCTTTTCCATAGAGACTGAGTGTTCCGAAATGA
TCAGAGGACAGTAAAGTCCACAACAAAGATCTAGACATTTTATATTAAGATGCAAAAACA
CAATTGAGGAAAAACTGCTGAAAAATCCGG
>CL4642Contig1
TATTTTTTATTTTATAATATCCATATGAATTAAAAGCACAGTGTTAAGATTTGGGACACA
GGCAGAAAAAGGATCCTGGCATTATGGGTAATGTAGGCAGTAACGGTCCTAAAAAAAACC
CCTGTAAATACCCCTCCTTAAAAAAGGAATTACAGGATAATTACCAAAGAGGAATACAAT
CAATTGGAATATAGAAATCTGCCCTACTGCTGTTTATTTTATTGACGTTGAAGTGAACAT
CATGAGATTTACTGTTTATGTTAACTTAGGTCGTCAGCCTTTTGGAACATCTTCAAACAG
ATGTCTGCAGATGAAGAACAGTGTCTAGAATCAATCACCTCATCAAGGCTGCTGCATGCT
GTCATTCTCTATGTGGCTCTGCATGTGTTCAGGCAGCTCTTTTTTAACCGACTGCTGCGT
GGAGAAAAACGCATTGCACCCTTTCCAGCGGCATTTGACCGTCTGCAGATTGGGGTGGCT
GTGATCGCCGACGAGGTGCTGCAGGAGATGCTCCGCCATGCCGAAGATCAGAGAGCAATT
TTGCCACCAGCAGCGGTAGTTCTTCATCAAGTTGAGTTTCACGGCTTGAATGGTGCCGTC
GTAACAGCCAGTGTAAATCAAACTCTTGTGTACTGCCATGCACACCACCATGTCGCTGTG
ACCCCCATACACCTGCAGGCGGTCATGAGACTGCAGCTCATAAACTCGCACCAGTTTGTC
CAGAGAGGCAGTCACCATCACCTTACCCAGGATTACGATGGACGTGACGGCGTGACCGTG
ACCTTTATAGATACGGACCAGCTCCCCGGTATGGATGTTGTGGGCGTGCACAGACGTGTC
ACGGAGCCGC
>CL4643Contig1
GAAGATACGCCAGTCTCTGTCCGTCATCTCGTCCAGCTTCTTCTGAGACCAGTGTCTGTC
ATCCCAGCGCTGCTTGGCCTCCTTCTTGCGCACCTTCTTCAACCTTGTCTCTTCCTGCTC
CTTCTCCTCCAGAGTTCTTCTCTTCTCCATCAGGTCGCCATAGAAACGAGACTGGTCTCG
TTTTTGCTGCTTCAAGTCGATGCCGGCTATGAAGCCACGCCCATACAGCTGCACCTGATG
CTTCTCTTTATATATGGGATTGTAGTCCACTGATGTGTCTTCTGAAGCGTCCCACTCAAA
CACAAACTTCCTGTCATTGAGGTGGCGAGTTCTCCGCCGTTTTTTGATGCCGCCCAGGTA
ACGTTCCTTGATGGCATGGAGTTCTTTAGTTTTATCTTTCTCCTCCCGCATCTTTAGGCG
CTCATCGTCCTCTTCATTTCCATTATTCTCTCGGTCCATTCGTTCCCTCCTCTCACGTCT
CTCCCGCTCCTGTGGGTCCTCCAACATTTTTCTACCCATAACCTGAAACACCCTCCGCTT
CTTCCTCTCGTCTTCCATCAATTTCTTCTTCTCCTCCACCTGCTGCTCCCTGCGCTTTAT
AGCCTCGGCTTCCCTCTCTGCTCTTGACAGAAACTTGGGCTTGGATTCTGCTTCTTCTTC
TGCCTTCTTCTTGGCCAAAAGCTCCTCCAACGAAAGCGGTTGGACCTTTTCTTTCTTTTT
ATTTTCCTCTTCTTCCTCCTCTGTTTTGATCTCTTTTTCCTTCTTCATCCTGCCATCCTT
TGACTTTGGAGACGGACTTCTTTTATTGCGATCCCGGCGATGGCTGTCCCTCTCTCTGTC
CTTGCGGCCCCTGTCCCTGTCTTTATCCCTGTCGCGGTCCTTGTCTCTGTCCTTCATGCG
TCGGTCTCTTTCTGCGGATTTGGAGCGGTTCCGTTCACGAGAGCGATGACGTTTGCGCAG
TGGAGACGCTTTGCGATCTCGGTCCCGGGAGCGGCTGCGTTTCCTCTCCCTGTCCTTGCT
CGCTGAGGATTCAGCATCTTTCTTATCTGTGGAGTCAGCTGCCATCCTTTTCACTTGTCA
ACAAACGTACTGCGATAGAGAAACGATTCAAGAAGACTCCATAACGCTCGAAATAAGCTT
TCCTCCCCCGGCCATAAGGCCCGGG
>CL4644Contig1
AATTTCCACATTGCCAAGAAATCCCCTGGTGAGTACATTGATCTGAAGTTCAAAGGAGCA
GCAATAGGAATGTTTCACCACATCAACACCTACGAGGACGATGGATTTCTGGTTGTGGAC
CTGTGTGCCTGGAAAGGCTTTGAGTTTGTCTACAACTACCTCTGGCTGGCCAACCTGAGA
GCTAACTGGGATGAGGTGAAGAAGGCCGCCATGATGGCCCCCCAGCCAGAGGTGCGCAGA



TATGTCATTCCCCTGGACGTCCACAAGGAGGAGCAGGGAAAAAATCTGGTCAGTCTGCCG
TACACCACGGCCACTGCAACGATGCACTCTGACGGGATGGTGTGGTTGGAGCCTGAGGTG
CTGTTTTCTGGACCTCGGCAAGCTTTCGAGTTTCCTCAGATCGACTACAAAAGACACGGA
GGAAGGAACTACACCTATGCCTATGCTCTGGGTCTGAACCATTTTATACCAGACAGGATC
TGCAAGCTGAATGTGAAGACCAAAGAGACGTGGGTGTGGCAGGAGCCTGACTCTTATCCC
TCCGAGCCTCTGTTTGTGCAGAATCCTGATGGGGTGGATGAGGACGACGGAATTCTGCTT
ACTATAGTGGCAGCTCCCGGAGCCCAGAAGCCCGCCTACCTCCTCATCCTTAACGCCAAG
GATCTGTCGGAGGTCGCCAGAGCAGAAGTGGATTATTCCATTCCTGTCACCTTCCATGGG
ATGTACAAACCCTGATGATCCGTCTCTGTCATGTACAATGCAAAAGAGTGTTGGAACAAA
AAAAACGATGATAAAATATCCCAGTGCTNGAAAA
>CL4645Contig1
GGACCTCAGATGTGGCGTTTGGAGCTTTTCTCTCTTCGGTTTGGTTCCTTTCTTTCTGCG
ACAGTTCCTTTGCCGACGGCGGCCGGAGAATGCACATGGCTGCTCTCCCGTCTTTAATGA
CTTTGGGCTTGGAGACAAAACCCACCATCACATCCATTTGTTCCACCATTTGCTCCAGCG
CCGCATCCAGGGGGACGGCAGGTTCTGCACGGCCGCCGCGCACCGTCATCCTCACGTGGT
GTTTCTTCTCCAGCCAGCTCTCCGCCTGCTTCAGCTTGGTGGAGAGGTCATGAGGGGCGA
TTCCCAGAGAGAAGGTGAGCTCCTTCACCTGAGGAGGAGGTGCTTTCGTCTTGTTTTTCT
CCCGCTGCCTCAGCTGCTCCTCGTGGATCTGCTTGCCACTCATCAGCTGGTAAACCGGCG
GCTCTTCGTTCTCACTCAGAAGCACCAGTTTCAGGCTCTTCTGGTCCATGATTTTGATGA
CCTCCGCCCGGTGCATGGTGCCCAGGTTCTCTCCGGACTCACTGATCACCTGGATCTCTC
TGTGGGGGATCTTACGGCCCACATTGCTGATGGGGGCGTGCGCTGAAGTGTGCTGCTTCT
TCTTCTTTGCTGAAGGAGTCTTTTCTGCATCGCTGACCTCTGTGGAGAAAGATCGGCTCC
AGGAGCCGGCAAAGGTGCAGAGCTTTCTGCTGAGCGTCGTTGGCCGTGAAGCCGGGGTCC
AGAGGAGAGGTCCACCGCTGGACGCCGTCCTTGCTGCGTGGCTCAGAAGCCACCTGACAC
AAGCAGCAGACATGTCAGAATAGCAATGTCGCGTGGAAGTGGCAGCAGGGACACTCCTCC
TCCCCCCCTTCCCCCGGCCATAATGCCCGGGT
>CL4646Contig1
NCGAGGGTCTACTGAAGAGGAGCCGATCGAAGAGGAAGTACTTTCCAAATGGAAATATAT
CATTAAACCGAACGTTTCTTCTGCATAGCTCGGCTAAGGGACACGCTCGCCATGCCGGCC
CAACCCCCTGTGAGGGAGCCAGAGGAGAAGATGGGGGCAGAAGGAGAGTCCCAACTCCCT
ACGGCCAACGGCGACACGGAGGAGCCAAAGCGGAATGAAACGAGAGCAGGAGGGGGAGGA
GACGAGCCCATGGAGGAAAGCATGGAGGAGAGGGACAGCGACCTGGATGAGACTGAAGAA
GAGGAGGAGGAGGAGGAGGAGGAAGAGGAGAGTTCAGAGATGGACGATGAAGACTGTGAG
CGGAGGAGAGGAGAGTGTCTCGATGAAATGATGGATCTGGAGAAACAGTTTCAGGAGCTG
AAGGAGAAGCTGTTCCGGGAGCGGCTGAACCAGGTGAAGGTGAAGCTGGATGAGGTGCTG
ACAGGAAAGGCTGGAGAGTACCGGGAGCCGCTGACGGCTCTGCAGAACAGCATGCAGATA
CGGACGCAAGTCGCCGGTGTGTACAGGGAGCTGTGTCTGCAGGTGATCAGACACAAGCAT
GAATGTGAAGTGCAAGGAGCCAGGCAGCACCTGGAGAGTGAGCGGTCTCTGCTGTTCGAT
GCCATGAAGACAGAACTTCTGGAGAAGATCAGAAGACTGGAGGAGGACAGACAAAACATG
GACCTCACCTCAGAGTGGAGCGATGACATGAGAGGGAAGAAGTGCAAACGGAGGAATCTG
CTGGGTCGCTCAGAGAGGAAGAAGAAGGTAGCGCTGGTGTCAGGCCCCTTCATCGTCTAC
ATGCTGAGAGACATCGACATCCTTGAAGACTGGACCGCCATCAAGAAGGCCAAAGCAGCG
CTGTCGCCAATGAAGAAAAAACTAGAAAAGCGGTGATGATGGAAGATACCAAAACATTCC
CAGCCTTCTCTCCTCACTGCCTTCGACTGTTTGTTTGTTATTTTCCGCTATTTAAGATCC
AGTCTTGACAAAAGGACAGCTGTGTATTTATAGAATATTTATAACGCNATTAAATTT
>CL4647Contig1
AATAAGACTAGGCCCTCTGGACATTTACATTTGTATAAAGTGCAATAGTGGTCGTGACCA
ACATATGCTACATCTCTTCTCCCATGGTGGAGCTGCAAAATACAAACACCATATTTACAC
ATGAGATGCTGACATCACAGCTCTGGGTGAAGATGCTGGTACGACTCCAGGCAGTCTGAA
GAGCTGCCACAGACACCCCCATGCCAACACACTGCATCCCCATGCCAGGAGAGCCTCAGG
GACAGTTTGTAACGAAGCTCAGTCAGACCTGGGTTCCACACCTTCAGCTGCTCCTCTCCT
CCTCAGCTGATGTTGAACCTCCCCCCAGGATGTCTTCCATCTGACACGGTGGGCTCCTCC
CCGACAAGCCGCGTCTCCTTCCTGCTGACTGTTCATGCCTCGTCTGCCCTCTCCGCTTCA
GTGGAGAAGCATGAATCTTAACTCTGACCGGTCCAGATCACCTCTCAGCTCCCTTCACAC
CGAGGTGACAGTCCTGACTTTAGCCGACAGCGCCTGCTTGAAGCGCCTCTTCAGGTCCTG
CATATTGGGGGATTTGGGCCGGGGGATGAGTGGTGAGCGTCTCTTCTCTGGGGCAGCGCT
GGCGCCAGTGTGTGGCGAGCTGGATGGGGCGGGGGGCTGCTTGGCCAGCTGGCAGCAGAG
CCTGTGGAACGCTCCGTGCACTTGGTTGTAGTCCTCGCTGGCGGACACTTCATAGAAGGA
GCATCCCAGGGCTCCAGCCAGGAGGGGGCCCTGCTGGGAGTCCACTCTCCTCAGGTGCAA
CAGGTCAGCTTTGTTGGCCAGCAGGATCACAGGGGGCACAATGGCGCCTCCTGCCCGGAC
AACCAGCTGGTGCAGCTGACTGATCAGATCAAAACTGCGGCGGTCTGTCACAGAGTAAAC
CAGCACCACAGCATCCGCCCACTGGATGGAGCAGGTCACATGGTCAGGCAGCTTGACGCC
GTTATTAGTCATCTCTCCCCCAGGCGTGTCCTGAACCTGAATGGTGACTTGTTCTCCGTC
CACCTGAACTTCTCTGGAGTACAGATTACCAGCATTTCTCTCGTAGTCTCCAATGAAGCG



CCTGGTCAGGAACCTCACCACCAGCGCCGTCTTCCCCACTCCGCTTCCCCCTACGACAGC
GATCTTAATGACCCGGCTGAGCGGCTGGTTCTCCGGAGCGCAGAACTCCGTGATGGTCGT
CATGTTCTGGATCAGCCTCATGGTTCTCCTCCTGAGAGAACAAAAGATCCGGCAAAGTTC
TGCTACAAACCAGTCTCCACGCAGTCTCCACTGGCACAGACTT
>CL4648Contig1
TTGTTCAGCTACAGGATGCCCTCATTGCCCCGTCCCATGTGGTTTTGGTGGAAGAGCTGT
GTCCTGGCAAGGAGCTGCTCCACAGTCTGGCTGCCAGAGATCTGTATGCGGAGACCCATG
TCACAGAGTTGCTGGTTCAGATCCTCAGTGCAGTCGACTACCTTCACAGCCGGCGGGTCG
TCCACCTGGACCTGAAATCTGACAACATGCTGGTGGACGACTGCAACCACCTGAAGATTG
TGGACTTTGGCTCCGCCCAGTGCTTCGTACCCGGACAGCCCCTTCACATCGAGCACATCC
ACGGCATCTCCGACAGCAAAGACTGCCGCAGAAAAGTCTATATTGTTCTTCCTAAAGCTC
CTGAAATCCTGGAGGGTCAGGGTGTGGGTCCTGAGACAGATGTGTGGGCTATTGGAGTTC
TGTCGTTCATCATGCTGAGCGCTGACAGCCCGTTTGAGGCAGACCACAGCTGGGAGCAGG
ACAAACATATCAAGAAAGGGAAGATCCAGTTTGGATGCTGCTACCCGGGTCTTTCCGAGG
GAGCCTTAACCTTCATGAAGAGCAGCCTGAACAACAAACCCTGGGGAAGACCCACTGCCG
CAGAGTGTCTCCAGAACCCGTGGCTGCGGGCCCATCGGGCCACGCACAGAGCCAGGTACT
CCAAAGTGTGTTTCTCCACAGACAAACTCAAAGCTTACCTCGAGCAGAAGGAGGAGAAAC
GAGATCAGGTGCGCACAAAGATTCACATCCCCCTCCGCTTGTAGAACAACAACGCCAGAC
GTGAAAAGTTTCTCCTCAACTGTGTTCTCCTGAAACATCTGAAAATCTGTTTTTCGTGTC
TCTTATTTCAAAATGGGTCTTAAGAAGTTTCCTGAGCATTGGAAGAGAGTTTGTTTGCAT
TTTTTATGCTTTGATTTAAAAGAAAAATATCAGGGATGAAGCTTTGCTGAAATTCAGGCT
GCACAGCAACGCATGAGGCTTCAGACAGTGACGCAGTACTTTAATGCAAAAATCTGAAAA
GTATGCATGTTTTCTTTTCTTTGAAGAGAAATATAGTTAAACATTTTTAAACTTTGCATG
ACCTGTCATTTATTTTAAAACAATAGAAACTTGGAGGTTTTCTTCAATTCTTTAAAGCTT
TTGTGGGTGAATCGCCCATCCCTGTACACCCAAAAAGGAAAAATAAATATTTATTAAAAG
TCTCAGAAATGTGCTGTTGTTCTTAAATCCTTTATTTGTGTTTACACACACAGCTGTGGT
ACTTAAGATACTCTGACATTTAGTAGATAGAGTAAATAACAAATGTATTGATAGAATCAT
AATACAGATAATACAAAGTCTTTGGTAGTTCTGTTTATTTTGGTTTGATCAATAACAGTA
GAACCATTTTCTGGAGACTGGAGGTGATCATGTGTGCATCACGCTTGCGTTTGGCAGTTT
GAGCCTACCAGGGTGATAAATGATCATCATAAATAGGTGTCAGT
>CL4649Contig1
AGCTTGGGAATTCACAATCACTCAATAACAAACAATGAATGACAATAACGGAAACATTCA
GTTCGGATAAAAGCTTTTAGAAAAACAGTCATCAAGTGAGTTTCTATGGTAAATGGCCAC
AACAAACTGGTAGAACATTTGGAGCATCCACACATAGAAGGACCTTAGTGTTTTCGAAAA
TTGGTCTAAGTTGAAATAGTATTGAACTTGATTAGTTTAAAACCCAAAAGTACTGTGTTT
GTGGTAAATATGACTAACAACAGGATTAGATACAATAGAACAAAATACCATCAGTATTTA
TAAGAACTTAACTACAGCTAAAATGAAAAAAAGAACATTTTGTCGCTTTTTTGTGACAAA
ATAGGCATTCGAGACACGGCATGGATTTTTTTTACCAGAAGTTCGGTCAGTAGTGCTTCG
AGTAGACTACAAATCCTGTGACCGATGGAAACGAGGCCTCGTAACATTATTTGGTGAGCA
CATTGACAAACACAGAGGGGTTACCTGACACAGGTAGCATAGTCTGGTTTATCATTCCCA
TTGTGCTAGGCGAAGGCACTACCCCCATACAGTGCCCCCACAGGGGGACCTGCTCAAGGA
GAAGCTTGCTACNTGGGGTGGCCTCTCGGGTTCTTGCTGTTCCAAAAGTTATGCGGCACA
TTCTTCATACTCTGCTTTTTTGG
>CL4650Contig1
TCTTTCTTTTTGAGGCACCTTGTGACAAGGTTAATTACAAAACGGTGTCAGGTTTACAAA
GACATCAAAGGCATAGTTTCACAATAGCCAGTGAGGAGTGATAAAGAAAACAGCAATAGT
GGAAAAGCAAAGAGCATGTAACAGGGACAAGCTGATCATTATAAACAACAACAAAGATAA
CATCAAGAATCTATGTACAAAATTTCATCCCTGAACAGTTACACTGCATTTGTTCACAAC
AGGTTTTGAAGCAGCAAACAAAAATAATTATTTTTTCACGTAAATGCTGTAGAGATTCAA
TTTGGAAGTCGTTACAGTAGTCATGAGAAAGATGTACAGACTTTTGTCAACTTTCTCAAA
CATAAATTGTGCTAATAAATTCCCCCAGAGTCAAAAATGATGACCCAGCAGCAGCCCCAC
ACGCACATCCATGACCTGCTGGGTCGCACACGAGACAGAGGGGTCAGCAGAAATGCCCCA
AGCCCAGTTTGTACAGAAAAACTTTATGAACATCTCACTCATCCGAGTGCTTGCTCCCAC
AAAAAGTCCAGTAAAAACATGTCTGTCGTTCAGCAGTGAAACTGACTTTTTTTTTCCTTA
TTTGCCCCCTCGACATGCGGCATCCATAAGTTAGGAAGAATTCAAACAAAGACTTAAGAA
ATCCACAGGACAGCAAAAAACACATGCAAGAGCTTTGAGCAGTCTGGCCATTTACNAATG
TAAACAATGAAAGAAATTA
>CL4651Contig1
GAGGGTTTGTCCGCAGTTTGTCCCGCAAAAATGCTTGTTTCGCCGCAGTATTGCGGCAGT
CAGACTGTCGGTGGTTCACCGGTGCAGCCGAGGACCGGAGCACTCACTTCGGCTTCGAGA
CCGTATCTGAGGCGGAGAAAGCAAGCAAAGTCTATAAAGTTTTTGAAAACGTGGCTCACA
AGTATGATGTCATGAACGACGCCCTGAGTCTGGGGATCCACCGCCTGTGGAAGGACGCCC
TGCTGCACGTCATGCACCCGCAGCCCGGCGCTCGCCTGTTGGACGTGGCGGGGGGGACGG
GTGACATTGCTTTCCGGTTCCTGGACTACATCCGTTCTCAGCACGAGAAGCAGCAGAGGC



GGGCCATGTCGTTGGGACAGACGCCGTCGTGGCGGGACGTTTCTGACGGGTATCCGGCTG
GGGGGCGGAGCTCCGGAGTCTGCGGTTGTGGTCTGTGACATCAACAAGGAGATGCTGAAA
GTGGGCAGACAGCGGGCCGACAGCAGGGGGGTCACCACAGGTCTGTCCTGGGTGGTNGGA
GATGCAGAGGAGNTGCCCTTCAACGATGACCAGTTTGATCTTTACAGCATCGCGTTCGGC
ATTCGGAACGTCACTTGCATAGATCAGGCGCTCAAAGAGGCTCTTCGGGTCCTGAAACCT
GGCGGCAGGTTCCTGTGTTTGGAGTTCAGCAAAGTGACCAATCCCTGTGCTGGAACGGCT
CTACGATGCCTACAGCTTCCCAGGTGATCCCAGTTTTGGGAGAAGTGATCGCNGGAGACT
GGAAATCTTACCAGTATTTGGTGGAGAGCATCCGCAAGTTTCCTGACCAGGAGGAGTTCA
AAGGCCTGATGGAAGACGCCGGGTTNTTCTGCGTGCAGTACTTCAACCTGACTGGGGGGG
TGGTGGCTCTCCATTCTGGCTTCAAGCTGTGAGGAAGAGCGGCTCTTCGTCTGCACGGCT
GATTTCTGACAGGAAGCGGAGTCGCATTTCTGTTCCATAGATGAATTTGTAAAAAGATAT
TTTCAGTCCTGTATCACAAAGATTGTTGAGTTTATTAAACAAAATGCTTTAAATTAAAGC
CAATCTATTNGACGTCACAGGT
>CL4652Contig1
CCACACCCCCCTCCTCCACCCAGTCCAGCCCTGAACCTTCCCCTGACCTCACTACCCTTG
TCCCGCCCTCCAACCTGGACTCGTGGGACGAGTCTACATCAGCGAGTGAAGTGGATGAAG
CTGAGAGCCTACGCCTGCTCGGCTCCTTTAGCTGCTCTTCAGACCCTTTCAGCCTTTTGA
ACTTCCAGGCCCCGCTCAGGACTCGAAGGCCCACTGGGGCCCCCCACAAAGTCAAAGCCA
AGAAACCCTCTGAGTCCAAGCCCCATCCAGATCCCTTCACTCCAGCATCTCCACCTGAGT
ACAACAAGGAGGAGGCAGAGGAGAGGATGGACAGCGGCTTCTCCGAGCGATCTGGCTCCT
CCAAGTCTCCAAGCTGCAGGAGCTCCAAGAAGGTCCGGTTCTGTGACACTGTAGAGGAGT
TCTTCGCCAGCTGTGAGGAGGAGGGGGAGGAGGACCGGCAGGGTCCGTGGGAGCAGATGG
CCCGGGACCGCTGTCGCTTTCTGCGGCGCTGCCAGGAGGTGGAGCAACAGATCGCGTACT
GCCTGCAGCCACAGCACCGACTCCGGGTTTACCAGCGCCTGAAGGACAGCTGAGAGACGC
CATGCAGGGGGCGCTCCCCCTTTCTCGGACCCTCTGCTGAGCTTTGTTTTGATTTAGACT
CACAACGACTTACCTTATGGCAGTGAAGATGTCGCCCAGGTGTGCACTCACCTGTCTCTC
ACAGCTGCTGTTTTTATCCATCCTTTTTTCAGAAAAACAGATCAACTCAAATATTTTTCT
CTAAGAGTTCAAATGTTCCCGCAGACACTTCCTGTCAGATAGCCGCAGGAACGAGCGACG
ACGGTAAAGGAATCTGGACTCTGTGTTTGTGTTGTGCAGATGAACTGTTTCAAGTGTTTG
TGTCGCTGTCATCTGTGGGGGTCCATGAGGTGGATGTTCAGGAGGGGGCGCTCTGACTCC
ACCCTAAAGCTACAACCCAGAAAGTCAGCAGTTTCAGAAGGACGTGTCAGTACCTGAATT
TACCTGTGGGGCAGTTCGACTGAAAAATGAAGTATTTGTGGTGAGCTCAGGTGCTTCAGT
ATTTATCAGACATGACCGTGCTCTCGTTGATCCAGACGTGTTCGGATGCAGCCCGATTAG
TCTGCCGTGTTTGATAAATGAACGTGATCTGTGTTATGATTTTTATTAAAAACCAAAGTG
AGTGACTCCTTTGATAACAGCTGTGTGACTCTAACAATGAAGGCCAATTTGTTTGCAGAT
TAGATCTTGTGGGAGGAGAGCTGCAGTGGCATTTCTCAATCTCAGAATTCGGTTCAAAGG
GAGCTTTTTATTTTTGTATCATTCGGTTTGTTGTCGTTCGTCCTGCTTGCTCACCTCCTC
ACACTTCTATAATTTAATAAAATCCTGATGACTTGAAAAAAAAAA
>CL4653Contig1
AAAGGTTCACAGACCTGTGGTGCTTTGAACGTTCACCAAACACTTGTAGCCCATTGTCCT
GGTCTCAATGCATAACACGAAGGAGGTGCCATGGATGTGACCTCCGGAGCTGCAGGAGCG
ACAGCAGCAGGAGGAAAAACTCAGCGGTTCACGTCCAGGAGCTCCAGGCGCCTCGCATTC
AGAAAACGCGACCATGACAAACATCCTGAGAATATCGAGAACCTTCTAAAACACTGAAAT
GGATCTGTACAAAAGTGTGACATTGAACTCCACCAGAACTACAACGGATCGTGTGGGTTT
GAACCCCCCCCAGAGGGAAAAAGGTCAAAGCCCCCCCACACACATGCTAACATTTTTTTG
TTTTTACAAACTGAATTTGTGTGCAAAACAATCCCATCCCACTGACCCAAAGCCCCATCA
AACCAAGTCTACTCACAAAGGAAATATTAGCTGCAGAATAGAGAGACATCGGAACATTCT
GGACACAGACAATCCTCCACACAGACAATCCTCCACACACAGTCACAACTTTACAACACA
CAATCCTGCTCCACGTTGGGTGGAGTCACATGTAGTGTCTTCAGAGCTGGAGGGGGGGTT
AATCCTGCCATCCCAAGGACTTCTACTTGATCTGAGCGAGCCTCTGCAGGGAAGGGTACA
GGAGAACAACATCCACAGGACGGCACCAGCAAGCGCAGAACCAAGGGAACTGCAGCTTTC
CAAAAAAGTTCTTTGTAACTGATGAAGATGGCGGGAAGTCTTCTGCGCTCTCCTCCAGCT
GTGCCATCCCTCCAGCAAGAACAGCAGAATACTGACCACGAGGGCAGCACCAGCTTTACG
CTCCACTACGAGATCTTACAGTTCCCCTTGGAGGACGAGTACTTGGGAGGACTCTGGGGG
GGCCGAAAGGACTTTGAGCGTTTCAGACTGTTAGCTTTGCTTCCAGCGCTGTTCACACCA
GAGGTGGCGCTGTTGGTCACAGAGTAAGAGCGTCCGTGCATCATGACGGCGTTCATGCCA
TTGGCCATGGAGAAGGACTTGAGGTGGGACTTGATGGTGTGGGGTAGTGGCAGCTTGTCA
ATCAGGTGAACCGGCGTGCAGGAA
>CL4654Contig1
CTCTGAGGGGGAGGGATCAGCTGGGGGAGGGAGGGGGGACGTGTTGGAGCAGCAGACGAT
GCTCCGCTCAGCCATGTGGACTTCTCAACAGCCCGAAGCTAAGCTGCGTCTTTCTCCACC
TCTTTAGACCCGGGGGGCTCGGCTGCCTCGGAACCGGACCTCAGCACCGAGCCCGTGCCG
CTCTGGGCCCTGCTGGCAGTGACTCCTGCGTGTGTCTCAGTTGTACTTGTGCTTCATGTT
TGGATGCAGAAACCAAAGCTGCACCGCGACCTTTGATCAAACTGACCCGTGTTTGGTGCC



GTAAATGTTCTGTGGCTCCTGGTTCTTGTGAGGGATCCGGAGAAAAAAGAAACCATTCAA
GTGTGCAAACTAGAACTAACCGGATCGCTTTGGGAAACCAAACTTCCAATTTTAATGTTC
CGTTTAGTTGACGGGGAAGTTCTGCGGGGTTCTGACCCTCTGAGGGGCTCCTGCAGTCCT
TCCTTTAAACTAACCCGCTTCACTTGTAGCATCAGATGATGGGAAAGGCGGCAGGGCTTT
CCTCAGAAGAAGCATTTTATCTAAAAGAGTCTGAAACCCCGGCGTCCGTGCATGTCCCGT
AGACCTGCAGACCACCGAAAAAACCCGACCCGCTGGACCCAGATGTGTCGCCGTTGAGGA
GGGAAGTGATTCAGCCTCCACCAACCTGTGTGTTTCCATCCAACTCTGTAGTTAAACATA
GATGGAAGTGAAGTTTAGGGGAAAACGCCAACATTTCCAGACGGACCTTGAACGCAGCAC
AACTGCCCTTTCTGAAGCCTTTGGATGATGGTTTCTGCAGATCACTTCCATTTTGGGCGT
CCATCCCTGCTTTTCCTTTCCTTTCTCACAGAATCAGTGTGAAAAATGAAAAAAAGTGAT
TTCTAACATGTCGATGAGACCCTTCCTGACATGGAAGAGGGTGAGTGAAAGACGTTAATT
CAGTTTCTCAACCCTGAACATAGATGATGTAGAGAACTCTAACAAATAAAGA
>CL4655Contig1
ATTCTTTGCTATGTTTATTTGCTGAAATGCACATAATCAAATGTTTTTCCACCATCAGCT
TCATTATCCTTATATGTCTGTATAAGAGTAGAAAACACTACTTTACAGTCTGAGGTTGTC
TTTCTTTAGACGTAACAGCTGTTCAGGATGAAGAGCTTTGAATCAATTTCCAGGAAGAAA
TACATTTATTATTGTAGACATTTTCTAATGAACAACAGTCACTCATTGGAAAAATATCCT
CTCATTTCACACCTCGCAGAGCAAAAGTTCCACTAAAGATGTCAAAATGTTTTTCAGAAT
TGAAAAACAAAGAAAGTCTTTTTAAAAAGACGTTTCAGAACTTTGTGTCCTCTCAAACAG
CATCACACTTGTCCTCCCTCTTTCATCTGCTTGGGCTTCTTCTTCCTCTTCTTCTTCTTG
GCTGGGTTGCTGTCAGACTGTGTTTTGCTCTTCTTGGCAGGGCTGGACTCTGAAGCCCCA
GCACCTTTGGCAGGTCGTTTTTGTTTGCTTTTCTTGTCATGCTTCTTTTTGGCTTGTCCT
TTCTCTGCTCCTGGTTTGTTAGCGGGGGCTGCTGTGTCTGAGGCTGGTTCCAAAGCAGGT
TTATTGCGGTTTATGCGTTTTTTTGTTTCTGGCAGAAAACCTTTTTTCTTTTTGAGAGCT
TGCTTCTGCTCCGGCTCCTTGTCAGGCTTCGTTTTCTCAACTTTGGGCTTCATCACTCCA
AAGAGCTTCATCACAGCCCAGTACGTGTCCTCCAGCTTTCCGGTGCTCTTCAAAGAGGCG
GTGCTGGTCAGGGACTGCAGGGTCGTCTGGAGGGAGTCCAGGTCCACAGACAGCTTCTGC
AGATGAACAGTGTTGATCAGGAACTGGCAGAGCTCCAGGACTTTGACCATCTTCTCTTTT
ACCAACTTGTTCTCAATTTGGTCAGCCTGTGCAAGAATCCCTAACAACTGCTCGGACACT
TTCTGACAGAGCGCCGTCCATTTGGCGCCGCTCAGAAGCTGCCGGACCTCGCTGGCCTGC
ATCCCTCGCAGCACCAACACACACGCCTGACCCTGCTGATGGTCCCTGATGCCAGATGTG
ATGTGCTGCACGGCTGTATCCAACAGGTTCACACACAAAACAGGAAATCTGTTGAACAGG
TCTGTAAACATCTGAGAGGTCAGAGGGCTCTTCCTCCTGCTCAGGAAAGAGACCAGAGCT
TCTCTGAAGACACCGGTGACCCGCTCCACGTCCACTTGGCCCATGAACGGCAGATTGTGT
CCTGTGGGTTTCTGAGCCTCTTTGGCTTCGACAGGAAGAGCTCCTCGCAGAAGTTTCACC
AAATACAGGCATGCACTGAAGTAGTAGAGACTCAGCGAGGAGTCGGACAGTTTCTGGCAT
TTGGTCATCAGCTTCTCCAGCCCCGGCCATAAGGCCCGGGTAAAACGGCGCGC
>CL4656Contig1
TTACATTGTTTGAAAGNATTTAAATNACAGGTGAAGTGNTAAAACCCGTATTGGGGCCTG
CNCAGAATNAANTGAGCAGCTTTTTATTTGNGGNATNCCAGATNTGGCNCAAAGNGACCC
TTTGNCCCNGGGGGNTATNCAAAAAAAAAATACTTCGGTCACATGTTCTTTTTTTCTTGG
CATCTGGACGGAAGCTAAAAAGTTTCATCAGAAAAATCAAGTAAAGCAGTAACACTGGTT
CATGTTTATTAAAAAAAAAACATGTTCTGCATTATTTATATCAGTTAGTGGAAGCATGTT
AAGGACACACATCATGTCTTATTTGGAGCTTTAGATAAACTACACTAAGCGTTAGACTCA
AACTTCACTTTAGCATCTCTACATTAACATTTACAGAAATACGCCAAACGTATTTTTTCT
TTAGAAAAAAATAGGACAGTATCTAAATATACATAGTTTTGTTTGACATTCATCCTCATC
ATGCATAGCTTGCACACTCAAATGAATGCCAAGACTGCTTCTAGATTTTAGAGATCACAA
ATGAATGAATCACCCAACAAAATTCATTCCATTTAGCCTGAAATTCTTAGGAGCTTTAAT
ACTGAATCGATTTATAAAAAGAAAACTTTGAATAATT
>CL4656Contig2
TTTCTGTGTGCAGATCAAAAGTAACATTCAAAAACAGGTGAACAGGCAGGATACTCAATG
GTTACATTTGCAGCAATAATTTCCAAGATGAAAATGTTGATTGAAATGTGGCATTACAAA
GAAATCCAGTCGTAAGCATGTGAGGATGATCTGTTTTGGTTTTATCAATGTAACAAAATA
ATTTATTCCCTTCAAAAACAACTACAGACATTGCATAACACTGTCTTGTAACATATGAGA
CGGAAGCTACCAATTTATTCGCTTGTTCTCGTTAATCGAAATCAACTACATTATAAAAAC
GTGTGGATTTGTTTAGCCCTCAGTTTAATTATTGTACATAATGAATTTTAGTTTGCATGA
AAAGATAATAACACAAAAAAACTCAAAAGGAGAAAAATCTCAACAGCCTGATATATACAC
ATGGATTATTACATAGTATGAAAGAATCTAAATCACAGATGAAGTGCTAAAACCAGTATT
GGAGCCTGCACAGAATAAACTGAGCAGCTTTTTATTTGAGGAATACAAGATATGGCACAT
AGAGACACTTTGACCATGGAGGCTATACAAAAAAAAAATACTTCGGTCACATGTTCTTTT
TTTCTTGGCATCTGGACGGAAGCTAAAAAGTTTCATCAGAAAAATCAAGTAAAGCAGTAA
CNCTGGTTCATGTTTATTAAAAAAAAAACATGTTCNGCATTATTTAT
>CL4657Contig1
TTTTTTTTTTTTTTTTTTCTGATTGAATTCTCTCTTTATTGGATAATTACAATAATTTTT



TCAGGTCATCTGCTGATTGGTCCTCTCTGTCATCAGTCAGGAGATCAGGACGGGTCTGTT
GGACTCAGGGAGGCGGGGCTTCAGCTGGGCGGGGCATCAGCAGGAAGTAAAGCCTTTCCA
GTAGAAGTTCTTGCAGCCATCTTTGCGGTTGCGGGGGGGCACGTTGGCGTCCACCGAGCG
TTCCAGGTTGTTGCGCCCCACCTCCGCCTCCCGCTCCGCTTCAGCCTCGGGGTCCGGCAT
GCGAGCCAGCATGTTTTCAATGGCCCGTTTACTCCAAGTCCTGTGACAGCAACCCGGCGC
TGCGAGCTCGCTGCAGCAGCCGGTGGTGACGCAGCTCCAGGTCCAGGTCGTGGTTCTGGA
ACTGGTCTTGATCTCTGTCAGACTGAGAGGAGACTCCCAAGCTGCTGAGGGCCAGCGCGG
CGAGGACCACGAAGGCGGGACCGCGAGCGTGCTGCATGCTGGATCTGGGTCAGGTGTCTT
CTGCCTC
>CL4658Contig1
GTCATACATCACAGCAAGGACCTGAAAGGCCTAAATGTGAAGTGCTATAAGGCTAAAAAT
GGCAAAGAGTCTCATTGGAAACATCCCTAGATATAAAACAATAGAAATTGTGTTCATCTT
GCAACTGCTGCCTTCCAATAAATAGATGGAAGAGAAGGACAACACATCTCAGTTTTTACA
GAAGAAGGCGACTCTGCAGGGAGAAGGTCAAAGTTCGTCGTGGGCCATGTTCAGAGCGTG
ATCACAGAGGTCTGTTCTCTTGCTGCAAAGTTTGTCTTTAACATTTTCTGTTTCATGTGC
AAAGAATTCAATAATTTCATCTTCGTGATGTTCAACAATTGTTTCACAAGCAAACTTTAA
GCTGGATGTGACCCTGGAGTCCAGAGTTGCCTCTGAAAGGTCCATGGCTTCACCGGTCCG
AGACTTAACTCTGATGTAGGACTTCCTGTCTGTGGAGAGATCTGTGCGCTCGCCGTAGTC
CTCCATCCTCTCACACACGCTCTCCATCAGCTCCAAGAGGTTCCCCTCTGAGCGAGCCAG
CGGAACCTCCCTGATGGACTGACTCCCGTCGGGGTTGATCCTGAAGGATCCTGTCTGGAT
CGTTTTCTTGGGATCTATCTGGGAAATGGCCCACTCCATCTCATCCACCAGAGCCCTGCA
GGCTCCACATTTGATGTCCTGTCCTTGCCTGGCAGCCTGGCTGCAGGACAGGAAGAGACC
CACTACCACACACGAAGTCAGCAGGAGAGCGTTTTCCTTCATCATTCTGCTTAAGCCTCC
GTGAACGTTCCGGATTCCACTTTGACGCTACTCCACGCTTTTCCCCCCGGCCATAATGCC
CGGGTTTAACGC
>CL4659Contig1
CGAGGCTTTGGGATGCTGGCCTACGATGGGGAGAGGGTCCGAGAGGCGGGTATGTTCCAG
GGCTACAGCACGGTCACCTGGACGGTGGTGGCTCTGCAGGACTTTGAGCCCACCAGCGTC
TTCTTCCTTGGAGCCATCCTGGTCATCATGGCCACATTCCTGTACGGCTACNAAGGCAAG
TCGTCTCCCAACCCCAGCAGGGCGTAGGCTGACCCCGACCAGCAGCAGGAGGCCGTGGGG
AGAGGTCAAAACGAGAAGGAGGACCAAGAGACTAGTGAAAGAAAAGGGGGGAAAGGTCAT
CTGTGGTCTTTATGTGGAGGAGAGGTGAAGCTCCAGGTGGTGGTGGGTCTCAAAGCAAAG
CTGTCCGCTATGAAGGGCTGAGAAAGAAATAGGCAATTATGTCTTTGAGAGTCTGAGCTC
AGGCAGCCACGTCTACCCTCCCTCCGGGGGTACGCCCCCTATCTGCTGTGCATCTGAGTC
AATCAGCACTGATAGTTGAAGTAGTTTGACCCACAGACACAAATCGAAGAGACCTGTCTG
CCTGGAAGGCACAACTCAGGGCAAAAAGCTTAAGACTGCAGGCAATTCCTGAACATCTGC
TGATGACGCCTGGGGGTCTCCGACCTCCGACGTCTGCCGGAGTCTGATGAAGGTCCACCC
GATGTGGGTAGAAGCTACTCTGACATTCTCACTTTTAACTTATTCATGTAGTTTGGGTTC
AGTTTACACGTTGGTTCATGCCTCCTGATGGTCACTGGTCACACCTGAAGGTCTTTGGTC
ACACCTGTGACACCTGATGGTTTTTGGAGATGCTCTTTGGAAAAAGCGGGTATGATTATG
AATTCTTGTTACTTTAATGATGGATGTGTGAATCTTCTGTGTAAAAGAAACGTTTGGGAA
CGTGGTGTTTTGATCTTCATCCAAACTTATTTTCAGACGGGAAA
>CL4660Contig1
TCGGCACGAGGAGAAGGGAAGAACTGTTGATGCCACTGGCAAAGAGGTTGAACTTACGCA
CCGCATGCCCACACTCAAAGCTAACATACGGGCGGTAAAGAGGGAACAGTTCCGTCAGCA
ACTGAAGGAGAAACCTAGTGATGATTTGGAGTCAACATCATACTTTGACAACCGTGTGCT
CATTACGCCTGCCCAGCGCCTCCGCAGAGGCTTCAAATTTCATGAGCCCGGACGGTTTGA
GAAGATTGCCCAGAGAGTTCGAACCAAGGCCCAGTTGGAACGGCTTCAGAATGAGATTTC
CCAGGCTGCTAAAAAGACAGGAATTCAGGCTTCCACCAAACTGGCATTGATTGCGCCTAG
AAAGGAGATTGGAGATGGGGAAGTACCCAGTATTGAGTGGTGGGACTCCTTCATCTTGCC
CTCCAACATAGTTTTCAAACCGGAAACGAGGTTTGATAACGTGGAATTTTTTGGAGTAAC
AAACCTGGTAGAACACCCTACACAAATGAGACCTCCTGTGGACACTGATAAACCAGTAAC
CCTGGGTGTGTATTTGACAAAGAAAGAACAGAAGAAACTAAGGAGACAAACGCGGAGGGA
GGCACAAAAAGAATTGCAGGAAAAGGTCCGTCTTGGATTGATGCCACACCGGAACCTAAA
GTTCGTATCTCCAACTTGATGAGAGTCTTGGGGACGGAGGCGGTCCAGGACCCCACTAAA
GTAGAGGCCCATGTGACGAGCACAGATGGC
>CL4661Contig1
TTCGGCACGAGGCATTAGCCAAAGTCAGAACAAAATGGTTTCCTATTTTTGTGATTCAGG
AATTTGGGATTTTTATTTGATGTAAAGATGATGCAGAACATGTTTCAGGAGGGGCTGTAC
CATGTGTTCTTCAAGGATTCCCCTGCCGCCCAGCCCCAGAGCCAGGCCTCGGATGATGCA
GAGCTCAGCAATGCCAGGATTCATCGTTGGTTTGGAACTGTGGTTAATACAAGGCTGCTG
ATCATCGGGGTCGTCCAGCTCCTCTGTTCGTTTGCTGCCATTCTTGCTACAGTCGGCTAT
GCATGCGTGAGGTATGACTGCTCGGTTTCCATGATATCTCCTGTGTGGTCCAGCCTATTT
TATGTGGCTGCTGGATGTCTGGCAATAGAAGTTCAGAGGAAAGCTGGCAAAGTGAAGTCT



GCTGTTTGGATGTTCTGCCCTGCTAGCCAACGGTCTTGTTTCAGCACCACCTGCCTCACT
CAGCACATACCAGCAGCGGGCAGGTTCCTATGTGGTGAAGGCGAGCTCCATCCTGTTTAA
CATCCAGTGTTTTCTGGGGTCGGTCTACATCATTTTCCTATCGTGGAGAGGCCTTCATCG
CTACAGTTCTCCTCATCCTCAGACCTACAGCCGCATCCCACTGGATCCAGAAAATACTCG
CAGCTCTTTGCTGGAACAAGAGGAGCTGGATCTGTGACAGTCCAAGATCTCAAAAACAAC
ATTCATTTCTGAGCTGGTACATATTGGTACCAAGCCTCTGTCAGGACTCTGATGTGATTA
CAATGAAAACGCATCATTTCACAGAGCAGTTACTTCAAATCATGTTTTTAGAAAAATGTA
ACATTCAGCTTTTTAAAAAGTAACCACACTCTAACTATATTCTAACTTATTTCTGACAAA
TAAAGGCCTAAATCAATCCACTATCATGAACTATGTGATAGAAATGTAAGTTTACATGTT
TGGTTTAAAGTTCTAACACTAATAAA
>CL4662Contig1
GGGGAAGAAGACATTCCCACGTGTTTACAACATGTCTGCGGGCTGAGTTGCGTTGAATTT
AGATGAAGTTTTGTGTATTCTGCCTTGTTATCTCGTAGTGGTAAACCCCCAGTATCACGC
TGCCGAAGAAAACGACAGTAAAACGAAAAAATGGCTCAGCGAAAGAAGAAACTTACGAAG
AAAAAGAGACACCATCCAGCTAACAGAGAACCGGAGTCTGAATCTGACGGAGACTTCGAG
CTGGCAGCTGAAGTTAAAGACGATGAATCTCCTGGGAGGAAGCTGCTGCGGTTCCCGTCT
ACTGCAGACTGCACATCAGATGTGGAGCCGGACACCAGGGAGCTGGTTAGAGCCCAGAAC
AAGAAGAAAAAGAAATCTGGGGGCTTTCAGTCCATGGGCCTGAGCTATCCTGTTTATAAA
GGTGTCATGAAAAAAGGTTACAAAGTTCCTACACCCATTCAAAGAAAGACTATCCCGGTG
ATTTTGGATGGGAAGGATGTGGTAGCCATGGCTAGGACAGGCAGTGGGAAAACTGCTGCC
TTTCTTGTGCCCATGTTTGAAAAACTGAAGGCCCCTCAAGCCTCAGCAGGAGCCAGGGCC
CTCATTATGTCCCCTACCAGGGAGTTGGCCCTACAGACGATGAAGTTCACGAAAGAGTTG
GGAAAGTTTGCTGGCCTCA
>CL4663Contig1
ATGGGATATTGTAAATGGCCNTAACATTACGGACATCGAGGACNACATTTTGACCAAAGG
TTTTAGAAACACTGCAAGGCAATGCTTTGAATTTGAGTTCCNGTACNTGTTTTTTCATGG
TGCAAGTCTTTAATTTTTTTTTTTNCATTTGAAAAATAACCATTCTGATAAAAAAAATTG
TTTTCAGGAATTTAGAAAAAGAGAAATATTCTATTATAAATGTTTTTATTGAAACAACTT
AAAGGAAAATATTAAATTATCCAAAGAAAAAGCCAATACTCAGACTGTAAATTCAAGATA
AAATGCAACACTTCTGGCTGATCAACAGTAAAAATTAAATGACTGTCTTACGCAAAAAAT
AAAACAATTGGTAGTTATATGTACCAGTAGTGCTAAGAACGGAAGATAATAGTGTCAGAT
GAATAGTTTACAAGTGTTTTCAGTCAAGAATCTACCCCCAATGCATTGTGGGTGATCCTA
TATGGTCTGACATGTATGCTCCCAAAAACAAAAAACAAACCCACCATTTATGGTGTTTAG
TGTAACACACTGTGCTAGTGAAGTACAAAAGTATTTTTTAAAAAAAATGCATGTATTAAT
CTTGTTTGGCCTATACAACAGTACCAATACAAATGTAGTGTACATATCCTATACATCAGT
GCTCCTCAGCTTAAGGCTTTAAGAATCAAAGCACATTCTTATCCCAACTCACAGGGAGGT
AGAAATACTGCAGCAAGCCCAGATAAGGAGTAAAAAAAAAGGTAATGTTTCTTTAAGTGA
TAAAGCAGTCCCTCCTAAAAAGCCTAAAATTAACCGGAGCACTTTTGCTGTTTTAAAACC
CCGGCCATAAGGCCCGGGTTTAACGGCCGGTCCCAGAC
>CL4664Contig1
AGGAAGATTCTCATGGGACATTGCTGAGGGGCCTGGTGAAGTCCTCTCTGTGTCTTTTGA
AACATTTGAAGCTTCACTTCGTTCTGCTGAACGATCTGGAATCGCCTCTTCCCCGACTGT
CTGGTTCAACAGGTGACGGTAGAAACCACTCAGGTCCCTCTGCTTTTTCACATCCAAAGC
AGCTTCGATCTCTGCTTCTCTCTTTTCTCTTTCCAGCTCCTCCTGTCGCTCCAGTAGTTT
CTTCTTATAAGCAGAGGTAACATAAGCGTCTTTGTCTGCAAACTTTTCCCCCTCTGCCTC
CCTTTCCTTTTGAATCTTCCTCTCCTCCCTTCGTTCTTGTTCTTTTTTTCGCTCATCTAC
CGCTTTCATCAGCTGGTGGATATATTTTGGCTTCTTATCAGCTCCTCCGAGAATTTTTTT
GTGATTCTCTAGCCTCTGTTTTTGAATGTCATCATAAACACCGTCATAGTCATAAACCGT
GCTGTCCTGTTCCAGGGCCTTCTGCATCTCCAAACGAGTTTGCTTCATCGTCTTCTTCTT
AATAGCTTCCCTCTGCAAACTTTCCCCAACTGAGGTCTCTTCATCCGAGTCATCACCAAA
CACTGAAGGTTTCGGCAAGCCAAGGATCTTTGATACTCCCTTTTTTTGGGGCAAGATCAA
CCCATACTGTTTTGTAGGGACCGCCATCTTGCTTTCC
>CL4665Contig1
AAAAAAAATAAAAGCATAAAACACTCTAGAAGCAAAATGTCCTCAGAGAGCAAACGGGGT
GAGGGGGGAATCTCCTTTAGCTGGCAATTTTCTCAATTTCATCCAGATCATCAGTGTTTA
ATTTTTCAATCTTCTTATTGAAATGCTCCTGGATCCTGTTGAGGATGTTCATGCTCATCC
TGCTGTCCACCATGTTGATGGCCAGTCCTCTCTTCCCAAATCGACCCGTGCGCCCAATCC
TGTGCAGGTAGGTCTCGTTGTCGGGGTTACCGTCTTTGTCGACCGGCAAATCAAAATTGA
TTACCACTGAAACCTGTTCGACATCAATGCCTCGAGCGCAAACATTTGTCGTCACCAGGA
CTTTCTCCTTTCCGTCTCTGAAGCGTTCAATGACGGCCGCCCTCTGCTCCACCTGCATTT
CTCCACTGAGCAGCGCCACCTGGTGACCTTCTCTGGACAGCTCTCCAGCCAACCAACCAG
CAGTCTTCCTCGTATGACAGAAGATCATGGCCTGAGCGATGGTGATGGCGCCGTAGATGT
TACACAGAGCTTCAAACTTCTCCTCCTTGCTGTTACACAGCACATAATACTGTTTGATGG
TGTCCAGAGTCTCCTCCTCCCTCTTCAGTTTGATGATGTTGGGCTCGGGAACAATGCGCT



GAGCAAAGCTCCAGACGGACTCCTCAAATGTAGCAGAGAACAGCAACATCTGGCAGTTTT
TAGGCAGCATCCTCTGGATTCGTATACTTTGGTCCTGGTGACCCTGCGTGGCGATCATGA
CGTCGGCTTCATCCAGAACGAACACTTTGATCTTCTTTGGATCTATAAACTTGAACTTGC
TGCACCAGTCCAGCATGGTACCAGGCGTGCCGATGACTATTTGTTCCTGCAGTTTCATAC
CTCGCTGCAATTTATTTCCTCTGATGGCATAAACCAACTGGACTTCAGGGTAATATTTGC
CCATCTGCTCGATCACCTTGCCAGTCTGGAGCGCCAGCTCATAAGTGGGCGACACACACA
GACACTGAGGAAATTTATTATTGGGGTCAACATGGCTGAGCATGGCCAGTACAAAAGCAG
CCGTCTTTCCCGTCCCTGACTGTGACTGAGCAATCAGATTCTGTGGAGGCTCTGCCAGCA
TCATGGGTAAAGCCGTTTCCTGGATTTTAGATGGTCTGTTAAAACCCATTGCATAAACTC
CTTGAAGCAGCTGAGGTTTAAGACGCAATTCTTCAAAAGACTTTACAGAGTAGAGTGGAG
AATTAGGATCCTTCTGAAGAACTTCCACTTGATTCGTTGTATTGACAAGATTATTCCGGA
TCAGTTTGTTTAACAGCGACTGCGCTGCTTTATTCTCGCTGTCGTCGTCTTCTGCATTCT
TCGTTTCTCCATCAGATGCGGGTTTAGGAGCTGTGTTGCTAAAATCGGCTGCGCCTGCCA
ACATGCCATTTTCTCCTGGCTTCTCTTTTAATTGAAGATTCCCCAGCGATTCTGCTGCAG
CTTCTTGCTCATCAACTGCCTGTGCCCAGGAGTCCGTAGCCATTTTGATATAATTTACTT
TAATAAAATAGAAACACCACCCAGTAAACCAGTCAGTCTATTCCGAAATAATTAGTAAGG
AACGTGGTGGTATGGAAGCTGAGTGTGCGACGTCGTAAGTCGTATGTTCTACGTCGCACC
CC
>CL4666Contig1
TTTTTTCTCATTTTTCTGCAACATTTATTTACATTACATCAGCAGAACACAAGTACCAGT
ACTCTTCACTGAAGACTAATAAATTAAACAAATATTAAAAAAATCTGCCACAAATATAGC
CTTGATAGAATAACTAAAATTAATACCAATCTATTCTCAATTTATTCCTCTTTGCCAAAA
AAAAAAAAAACTGCCATGAAAGCAGTTAAAACATCAATGTGACAGAGTGTCGTGTCTATT
TAATTCAACATAAATCATAAACTCTGTGTCCTGAGAAGCAATTATAAAGCAATCAATAAG
GAAAACCAAAAATGCAAATGTATATAAGTGTTGATCTGAATATAAAAACACCATTAATTA
TGTTTTTTAGGTTTGGGGCACAGGAGGGGATGCATGCAGGCNTAACTAAGTGGGAAAAAA
AAAGTACCGGTAATGAAACAGCTCTCCAGTGCAAGTTTATTAGTGCTTAGCTTGTTTTCT
CATTTTAAAAAAAGCTCCTCTTTACCATCTGTTCAATATCTCATTCCACAAAATAATATA
ACTTTAAGGAGTCGTAAAAAGGCCCTTTGTGAGTTTTTCAACCTACATGACAGAATAATT
TCAGTTTTATAGCCGAGGATAAAAAAACAATAAATCTGATGGAACCTTCCAACAGTATCT
CTCATATTCCCTTCAGTAAAATAATCAATACTATGTAGGAGTTGGTAATATGCATAAAAA
TGGGAAAAATGCTTTTTTAAACTCGGTATTTAGATTAAATCTAACACAAAAGATATAATC
GATATTTTCAGATCAACAAAGACAAAATAAATTTATTTAAAAACAACAAAAATAGTTCCG
CCTGCACATTTTAAAAGCATTGATTGCTGTAAATGAAATGCTTTGTGTCCACAAACAACT
CATTTAATAAAAGCAGAAATAAAATAAATGCATTGGCTTAAATGGGCCAAAAAAATAAAA
ATATCTTAAACTATCATTAAATCTGCGCACACATACAAGCATGACCTACAACCCAAAATA
CCAAAGGTGTGAATCTGAAAACTAGCATTAGAAGCTTCAGTAAAGCCTTTAAAGCAAAGA
TGTAGTTGATGCCAGACAGAGGAGCATCAGTGCCGGCAGGAGGAGTGGGGCGGGGTGCGT
CCATGTTGCTGCCGATTGTACAGGACGCCTCCTCTTTGGCCCATTGCAGAGCGGGGTGCT
GCAGCAGGTGATGCAGACCGAGTTCAGCTTGCCGGTGCAGAACTGTTGGTACCCAGACGA
GGCAATAAGGCAGGCCCCAGAGGATGCACAAGACTTCCGGTAATGTATCCCATCAGGTTT
GACCAACACCTCCTTCTGACATGTGTCCTGCACGTTGACTGTACAGTTGACGATGTATTC
CGGCGTTGAGCAGTCATTTTGATTTATCTCCTCACACTGGTAACACTGGATCTGAAGGGC
ATTTCCTGCGTCCAGAAAAACTCCGAGTAAAGTCGCACAAATGAGTAGACGCATCCTCTC
CTCAATGACCCTCGTGCCG
>CL4667Contig1
TTTTTTTTTTAAATTGTAATAAATCTTTTTATTTGAGTTCTCCACATTTAAAAAGACAAC
AAGTGTGTTTTCTGCTCTCACTTCGTCTTCTTAAACACCTGGTGGCAGACTTTGTCCAGA
ACCCTGATTTCCAGGTGCAGCTCGTCTCCCTCAATCCATTGTGTCCAGCCACGATTTTCC
TTCTCCCCCTTTTGGACACAGAGCAGCTTGTCTCCATCCCATGTAACCAGAGTCTTGACT
TTCCGGTTGTCCAGGCCCTTGGTGTTCTCCTCAAACTCCTCACCGACTGTGAAGTTGACC
TCATAGTTCCTGAAGGTGCTCAGGGTCTTCGTTTCAAACTTGTCTCCGTTTTGGACAATG
ACTTTGGTTTGATGCAAGTGGTTGGCTATCTTTCTGGTGGCAAAGTCAATGTCGAGGGCT
TTCATGACTTCTTCAAAGTTGTCATTGCTCACCATCTCCCACCGCCCATTGTAGTCTGCA
GGCATTTTTGACAGGTGTTAGGGAGCAAGTGCACGCTTGGCTACAGCTTGGCTACAGCTC
TGTTGTGGAACC
>CL4668Contig1
TTTTTTTTTTCAGAAAATGTTTCATGAATAAAAAATATATTTCAAGTTTAGTTCCAGTTA
AAGCAGAAAACAGAAGCTGTGAGTTCTGGCTCTTTGGTCTCAAAAACCAAGTTGATTTTC
CATCACCTTTCATTAATCAATGTTTTAGAAAAACAGTGGGACATTACTTTCTTCATGAGG
TAATGAAAAAATCCAGTCCAATGCAGCGACTGCCCTGTTTGAGAGGGTGACCCTGTGGCC
TCGTTCTTTCAGGATCACGAGTTGTCAGAGAAGACCTGACCCAGAACCGAGCCTCGTGCC
GAAT
>CL4669Contig1



TTCGGCACGAGGAGAAAGACGAGGAACTGGAGCCACCGCCTCCTACGTCCCTCGATTCCT
CTTCAACACCGGATCCAGAAACTTCTGGATCATTAGGTGATTACAAAACGGAGATCCAAA
AGCCAGAGGAGGACATGAGTCAGTCTGAGGTGCAGCAGCTCCAGCCTGAGCCGGCTGATG
AGGGGAAAGGATCTGTGATGAAGAATGAGCAGGATGAACTCATGACTGAGCTTAAAGGTA
ACAAGCGTCAGCAGGAGCCTATTGGACTAGAATCCAAGCGAGCTCGTTCTGAGTCTCCTT
CAGTGCCAGCAAGTTTTCTACTGCCCCCATACNACCCCNAAAGCCCCATCGGTCAAGAGC
ACGTTGTTCCAAAATCTGGATTTTTCTGTAATATCTGCTCTGTTTTCTACCTGACTGAGA
AGGCAGCAAAAGAAGTCCACTGCAGCAGCCAGAGGCACTATGAAAACCTGCAGAAACATA
ACAGGAAGCTCCAGTGGAAATCCTCCAGAACACAAAGTTCTCAGGGTTCTGTGTCCGACT
GACTTGAACTGGAAACTTCTTTAAAATGAAAAGACATAAGATGAGCCACGGCAGTTTTGG
TTAACAGAAAATTCCCTACTATATCAAATTTAATGTACATTTATGACAAATGTTTGTACA
TATGTAATCAGGAACAGTCTCCCCACTTTTAGCGCCTTTTCTGTTCACATGGAGAACAGG
TTTGTTGTTTTATTTTTAGAACAAACTTCCAAAAGACTTTCTTTCATGGCCTGTTTAAGC
AGAAATAAAATACTGATCCTAATCATCACTGATAGATGCTCGGTACACCACCGGAAAATG
TTTTGTTTTGGCTTTTACTCAGTGATGTACATGACAAGTGGTTCAGAAGAAACTGTTAGA
TATCTCTTTCATTGTTGTTTAATATTTCTATTTCTTTT
>CL4670Contig1
GAGGGGAGGTTCTTGCAACTCATCCATTCAATCGCATTGCAAGTTGGTGCAGCGGCAGCA
CCTATTTTCACATGACTATTGGCAGTTTAGTCAAGGGCAACAAATTCCTGTGTGAAACTT
CACTGGGTTACAAGATGGATGATCTTATAACCTCCTATGTCAATGTGTATTTGAGGGACA
GAAGGCCTGCACAGCCCAGGAACCAGCGCTTCAACATGTGAAGACAGGATCTGCAGCAGC
GTTAGGTCTCTGCTTCTGTCAGCTTTATTAGTAATGTGTGGAGAGAAACAAGTGATTTTT
TTTTTGCATATTACAAGCTGATTATTGAGTTTTTATTTAAAACATATCACCATGAGATTT
TATAATAATTAAAATAATTAAAATAATTTTATAATAATGGATAAGTAACAGCAAAAACAC
TTTGATTTGCATAATTTTTTTGTTTGAGCTCTTAAAGTCAAAGAAATCTTTGTTGTGCCT
TTTCAAAAATGTGTCAATCTATTCAGAACCTGAACCTACTAAAGTTCACAGAGTCTAAGG
CCGACCTCAGGGCTGAGAAGATCCAACATTAGCTCACAGCATCACTTTTCTGTATTGTTA
TTTCTGAGGAGACTCCAGTTTCTTACATTTTTTGTTTCACAAAAATCACGGTTCCAGACT
TTTGTGCTTTGTGGTTTTTATGCACAGACAAGCGGATCAGTTACTCCAGCACACAAAAAG
GTCACTGTGCACGCAGGACAAGCTTCCCAGCAAAATCGATTTGCAGTGTCCCTATTTATG
AATTCAGCCCTTTCTTCTGAAAAAGTACGCTGCTGCACGGGCGACATGCTCTTTAAAAGC
ACAAATGGAATATAGTGTTATAACAAATACCGAGCATTGACTGGTTTTCTTGAAGTATGG
CATTAGAGAGACAGTTTTTCTTTAAACTTCTGCTTGTGAACCTAGCGGTATTTGAAAATG
TGTGGTTAAGCGTCCTTTCATTTGGGCTCTGTTGCCTGATGACTGGAATGACGTGAAGCC
ACCTGATGGGATGCCTCAGCCCGCGCTCCATCCTGTCGCAGGTTTACAAAGACACCGCGG
GGTGTCTCAAAACGAGTCCTAGAAACGCTGTGGTCCCATGGGAAGAAATTCAGTCAACCA
GGTTTCTTTTTGTTCAAAACT
>CL4671Contig1
GTTTAAATGACTTTATTTATACATTTTAATTCAANATCTATATACTNGGAAAGAATTCAG
GAAAATAAGTGCTATTCGTTCTTAAAATCTTTGAAGCTGTGAGTTTAAATGCTGATGATT
CTTTAAGGCAGGATGCTATTAAGGCTTCATTTAATCAAACCAACACAGACAGACGTTATT
TGAGCTTCTTCCTCTCTGTTTCCTGTCGGTCCTCCCTTCTTCCTTCACTTTTCTCACACA
CACCTTTTTTTTCTTGGCATCAAACATCCTCCTTTTCAGCAGTCTGTTAGTGGAATTATA
ATCCCTTATCTTTCCCCTTAGGACTGCCGGTTAGTGCCGTTGGTTTCTCGGGTTCTGTTG
CGTCCTGCTGATTGCGGGGGGGCATCTTCACATGGAGATCCTCTCCCCCTGCACCAGGCG
ACCTCGGATGGCCCAGGTATCCATGAAGCTGACGTCCCCCATGCCGTACTTCTTCTCTGC
GATCTGCGACACTTCGTTCTCGATGTTCTCCTGCGTGGTTCCCTTCACGTCGATGTAATA
ACAGTCACTGCTGGCGTAGTGGCAGGAGATGGCCTTTCTGAAGCCTTTAGTCTGGTTCAT
TCCTGAGCCGTGGATGAGCAGAGGGTGGAAGAAGACGGTGTCCCCTTTCTCCATTTCCAC
ATACACTCTGGGGTGATCTGGGTCATAGTTGCGCACCCCGTGGTACATCTTGTTCACCCC
ACCCTCCCACTCTGGATAGTCGTGCTCCTGCAGCGTACTCTTATGTGTTCCCGGCAGGAC
GACCAGGCAGCCGTTCTGCCGGGTCACCTTCTCCATCGCCGTCCAGGCGCAGACGATGCG
GTCCGTGGGCCGGAATGGGAAGTAATGCAGATCCTGGTGCAATGGATGGCGAGACGTCTT
CTTACCTGCATCCGGGGGCTTGTTGATCAGCATCGTGTGCATGGCCATGATGTTTGGTCC
AGTGAAACACTCCACATACTTCAGGATCTCTGGTAAGGAGCAGTACCGAAACAGTTCAGG
GTCTTCCTGAAAGTCCTGGAGTT
>CL4672Contig1
TATTTGTTTTTTATTAATTCATTGCACATTTACTCAAGTGCAGAATCATACTCAAATGTA
AAGCTTTAAAAAATACAATCTTAGTCATCTCTGATGTGATTCCAGATGCTTTCACGTAGA
TTTCTTGAAAAATAAATTGGGTTTATAACAGGTAACCAGTCTTTAGAGGAGTTTTCATAG
ATAGATCTGTAAAGTAAACACTTGAGAAACAGGGCAGCATAAGTAGTTGATGTCAACATT
TCATGTCATTCATTCATATTTAGGTAGTGTAACTTTGCAACACAATACATATACAGTTCC
TTTTACGTGCGTAAGGCCAACTGCACCATAAAATTTTCCATTTGCCTTTTATTTTTGTAT
ACTGTTACATATTGCACTACCACTGAGAAGAGAACATGAATTACCATTTCTCACATGGCA



CCTGCATTTAACACCATTCTTGAGCTACACAGGCTTGTCTTCCCCAGTTTCCCTTTAAGA
AAATGCTCAATAAGTTAACTCTGCCTTCTTTCTTTTTTCTAAATTAAAAAAAATAGTTTG
GATCATCAACTGTACACAATACCAAATACAATGTGCTTTTTCCCCAAACAGTGAATAGTG
CTGAATTAAATAGTCCCTCCAAGCAAGTTTTGGTACGTCCATAGTCATTTCTTCAAACCA
GTTTGAAGTTACACGGTCCATCATTAAGACCTTTCCGCATGAAACTTTCTGTGTCTGTAC
CTGCTGTTCTTTTCCTTGGCCATGT
>CL4673Contig1
GAGGCCTGGCTCAGGGTACCAGCCCCGCCCGGGGTACACCCCACCCCCAGGAAGCACCCC
TCCACCCGGAAGTGCTAACCCCTATGCCCGTAATCGTCCTCCGTACGTTCAGGGCTATGC
TCAACCAGGCCCTGGTTACCGGTAAAGAAGAGCTTAGCTTTCACACCCTTAAACCCCCCC
ACCCTGTATGTGGCCGCAAACTGATTGGAGTGGGTGCAGACACGAGACCTACCCGGGCAG
CCCCCCCACACCCCCTCATTCAAATATTAAGCCCGCAGATGAAACAAGCATCTCCCCCCA
GTCTGATGGTTAGTGTTTGCTGTTTCTGCAGCCCGCCGCTCTGTTGTGTCTGCCCCCCCT
CCCCCAGCCCTCCCTTCTCTGGTGTACTTTAGTCGTTCTGTAAGCTCACAGCAAGCAGAC
ACGAGGAAGAAGTTGAATGTCCTCCTCATGGTAGGGTTTCATTATGAGCATCCAAGTCCC
ACCTCTGCTACAGAACAGCTGTGGAGGAGCGTCCACAACACACCGTCACGTCCAAATTTC
CCCTTTATGTTTGGTTTCCTCTCCTTGATCAAGTTCACCACCTCTTTGTTGATGAAAGTG
CCCGATGACGGGGAACACTAACTAAGTGATGGCTTATGGGAGGTGTAGTTTTGTCTTGAA
AGCAGAATCTTTATTTTAATCTCAGCTTCTTATTGTGTTTCACTTTCAGTGCAGGTTGTT
TTTCCTCTATCACCGGTTTTTACTAATATATCAAATCCAATTCCACCTTGAAGTGATATT
AGTTGTTTATGTATAAACTGTAACATTTTTGTTCTTGAAACTAATAAATGATTGAAACCC
AAAAAAAAAA
>CL4674Contig1
GGCATACACGGGGGTTTGGCAGAGACAGACTGGGTTGTGACAAGGTTTCAGTTTTAGCGT
GCACACGAGGCCTTCACAGGCTCAAACGTCCATGTAGTCATCCTCTTCGTCCGACTCGCT
CTCCAGAGACGACTCCTGGCTGGACGTCTCCTGCACCTCTAATGCAGGCTGGCTCAGGCA
GTCTTTCTTGACTGTGGCGGCCGACTGGGAGGACAAGATAACGTTCTTCAGCCTTTGTTT
GGTTTCCTCTGAAATGCTGCCTTTCGGTGAGAGGAGTGTGGGAGTCGGAGGTGTCACCGT
GATTTCTGGGGGAAACTTGGTCACAAGGGAGGGGATGAAAAGCTTTGGCATATTTGCTGG
GATTTTGGAGCGGATTCGGCTGGGATCTGGAAGCTTTGACTGCTCGCTGCTGGCATACGG
CAGCTTGTCTGGGCAGGGTTGTGTGGTGCTACATGTTGCAGTTTCCTCCTGGAGCCAGCT
GGCAGCAGGTTGTTGGCCCGGGGACACCGACGCCAGTTTCATCTGCTGACAAAGATGCGA
CTCCTGCTGACGATACAAGAGCCCCTCTGTGGGGTCCTCCCGCTCCTCTGTGTATGGTGA
AAAGGCCATGACAGCAGCAGACTGGCCGGCTGCTCTCCTGTGCTGAAGCTGATCGTGAAA
GCTTGAGACGGGAGGTCTGGACACCTTGCTCAGAGGCTCACACACCGCTTTGGCTTGAGC
GTCCTTGGTGGACAGTGGGTGGATGGTGGAGTGGCTGAGCAGGACAGGAGTGGGCAAAGA
CGTGGGGAAGAAGATCTCTCTGTGCTCCTTGGTGTATTTAGGTGTTGATGGGGCATCGCC
AGAGGACTGCTGTCTTTGTGCAGAGGTTGCCAACTGTATCTGGCAGAATTTTACAGCTTG
GTCCAGGGCTACATCTTCATCCACCTGTTTTATGAGCATGTATGTCTCCGACATGATCTT
CTCAATGCGGCCCAGGTCATAGGTCATGATTTTCTGGCCTTGCTGCCATACTCTATACGC
ATCAAGTAACAGGGTTTTTCCAGACTCCACATCATCTA
>CL4675Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTGGTTCAGTCATGTTTATTCACAGACAAAATATATA
TAGATCAAAAATGGTTCAGTTCAGCTACCATGAGTTTTGTTTGCATGGACTTTAGTCCAG
TCTCAGGACTAAGGCTTTAGACGTCGTTTTTACAAAACATTCTCCGAGTGCCACTTTGCT
CTGCCCCACAAATACATGCAAAGGCAAAATGTTTCATAGAAGTGAGGAAAAAAGCTAAAA
ATAGGTTCAACAGAACATGAGTGTGACCTCAAAAGGGTTACTTATAGGAGTGAGTGCAGT
CTAAAGCAGCCTTCCTTATGAGCTAGAAAGCAACAAGCAGGCAAGGGAAGATGCACGCAA
GCAGCAGGAAATCCTTAAATAATATTTACTTCCAAAAGCAAATCAGCATGCTTTGCACAG
ATGACTGTTAATTCACCCTCAAGGGATATAAAAAGAAAAAAAATAAAGAAAAAACACGGT
CTCCTTGGCAACGCATGGAAACGGTTACCTTCTTACAAATCCCCGAAGAGGAAAAGGAGA
GGTCCTGAAATGATCCCTTATTACTGGTTTAAGGATTTGCTACATGAAAATCCTGTGATA
GAACCAAAATATCAGTATTGCATCACACTTCAGCTTAACACCTATGAAACAAAAGAGTCA
AACAAAAACACAGGCAGGAAGTGGTGGGAAAAAACGTTTACAATAAGACATCAAAAAATC
ACAAGTAAAGTGCAACTCAGACACGGTGAAATCCACAGGGATGGGGGGG
>CL4676Contig1
TGTTTGTTTATAAGCAGACGGTCAAACATGAGCACAGTGCCATCTAGAGGTAAATGAGGC
ATGGTTCCATCTGAAAAGGTTTTTATTGGGCTGGGGGGGCGAGGTGAAGCCTTCAGAGCA
AGGCGAGAGCGGCTCTCTGCAGTCAGTTTCTCTTCCAGTAAAAACTTTGTTAATTATTCA
GGACCAGAGGTGTGAGAGGCTCCTCAGAGCTGCAAAACTGGTTAAAATGCAGGGGACTGC
AGCGTGATCCAGTTTCACTCTGAACCGAAACAAATCTATCCGTTTCCATGTCAGATTACA
AACACTCAGACGTACAAACATGGGGGGGGTTAGCACTGAAACAAGAACACAGATTTACAC
GTCAGCATGAAGCACAGAAATTCATATTCATATAATAAACTTCTTCAGCAATGAGGTCTG
GACGCAGCTGCTCATCCTCCCGAGCAGAACCCAACCGGAGCTTCAGAACCCCGCACAGCT



CTGGCGAGCTTCAGGTCTACAGCTAACACAGACGTACAGTTTCACAGCAACACGGGCGCA
TTTACAGCCGGGGGGGGGGGTTCAAAGGGACNCCNCGGCNCTA
>CL4677Contig1
AGTTAATAGATNACAAAAAATATACATTTGTAAATTTTCAGCTGTAGTCAAATAAGAAAG
AACAGTTTAGGTATCAAAGTATAAAACATAAAGAGGAGGAGTTTCCGGCGATGAAGTGCT
TCCACTGTAAGAATCCAGTGTTTTAGCATGAAGGATTAGCGTGCTCACGGTTTGACCATT
TACATGAAAATCTAATGCTCACATTGTCTGACCTTAATTAACTGACACTGCTTAGGCCTC
TGGATAAAAAGGAGAAACTACTCATGATTCATTTCTTGATTACGACGAACATTTAAACCA
AGAAAGAAACAGAGCAGATGTCTGAAGCAGGCGGCCGGAACTAAAACTGAAGTCCTTCAG
ATCAGATCCATGAGAAGGTCGTCCTCCATGGCGCTGGAGACTTGCTGCATCCCAGTCTGG
GGCACGGGTCCTCTCTGCCCGCCGGCCATCAGCATCTGACCTGGCATGGGTTGCCTCCAC
TGGCCTTGCATTTGAGCCCCCCCTCCTGGTGCTTGGTGGACCAACTGTTGTCCTAGGCCT
TGGTGAGACATCATGCCCTGCATGTGAGGAACCCCTCCCTGTGGCTGCTGCTGGCTCAGG
AGGAGACTGCGAAGCTGAGGGTTGGCTCCTGGGGTTGAGAGGCGAAGAATGGGACCCTGA
GGCTGCGCCTGGGTATTCTGCACCATCTGATTGGGCGGAGCTCCACTAACCGCTGACTGC
TGATTGGTTGGTCCAGCTGTTCTTATTGTCATCTGAGTGAACGGTTAGCAACACAGTTTT
AATCTGCACATGAGAACATCTGAGAAATGTTGACCTGCAGAGAAATGACGCTGTAGAAGT
AAATCATTCTGTAAGGTTAACGTTTGGCAGAAATCTGACTTTCAGCGGATTTTGGAAACA
AAGTCTGAAGCTTGAACAGAATTTATCATCAGCGATTGTACACCTTAACCTAAAAACCTG
AGGAGAAACTTCCGCTTTAGTCACATGCACTTCTATGGGGATGCTGCAGGTTTTTGGGTC
GTTCGGGCCCGTAGAGGGTCATAGAGACCCCGCATCTTAGGAGGAGCGCAGGTGTGTCTT
GCTGTTCCCTTAAGGGACGTCATAAAGTATTGGTAAGTATTTGCAAGGATAATGTAAGTT
CCACGCACGTGTGGCGTTCAGGTGAAGCTGTCGTCTGCTGCCCTCATGCCTCTATAGTCG
CTGGTAAGGTGCGAGTCCCGGCCCCTTACCGACCGCGCACAGATGTCGCACACACAGGGT
GTGCATTTGATACGTGGGACGCCTGGAGGCCCACACAATCTACACTCTGAT
>CL4678Contig1
TTCGTTGAAACTTCTGAACAAAGAAAATGCTTAAATTGGGGTGAGTTTAATGTCGTTGAG
GACGACAGTCTTTAAGAAAAATGAACGAGGGGGGTGAGGCCAACGTGCCATTAAGGAAGG
AGCACAGTGTACCTCGCCAGTTTTTTTTTATATAAGTCCAACAAAGCACACAGTAGTGCG
AACAAATCAAAGAAAGTCCATGTAGCACAGTGTGTTTCGTTGAATGGGTGTAAATAAGTC
CGTGATCAACTGTCCTTGAAGGAAAGCCCAAGCCGCAGCAACGCTAGCCTCTCGTGTANC
TAGCANCGGGCCATGAGCTTCCTAACATCAGTCCGTGTGTTACCGTTTTGGCTACCGGAT
ATACGGTTATTTTCTATCGAACGATGACAACACAAAAAAATCCACAGAGTCCAGAAATGG
AATCGAAATTCCACTTTGAGTCCAAAACGCGAGGTAGACCCTAAAATTATATTATCATGT
TGAACCGCTCCGTGAAGGTGTTAAAATGGCTACGGCTAGCATGCTACATGAAGACGAGCT
AACACATTACGAAACACCAAAGGCCTAAACAAAAGCTAACGACTACTAACGCTCAACTGC
GCTAACTCTGCTGCCCTGGTTAGCTGTCGAGCGAGCTGGAAGGAAAAAAAAATCCATCCG
TCGCACGGTCAGAGGAAAAAAATCCACTTTGATCCAGGATGACCATCAGTCGATGAAAAC
CGAGAGTTATCCAGGGGGTTATTCACTTTAAATCCATAGAGTTAAAGTCGCTGGTCCACG
ATTCTTCGCTCCTCGCTG
>CL4679Contig1
TCTTCTTCCTTCCTCCTTCCCATTCAGTAACATCACAGCTGTCGGGGTCATCCTTAAAAG
TGGTCGATGAGCACCGACACACAGTTGGCCCCCACCAGGTAGTTGGGGTCTCCCGGGAGG
GACTTGTTCTGCCAGCTTTTTGGGTCACAGTGAGGTAAGCGCAGCTCCACGGGCTTCAAA
AACTTGAGACCGTGAGGTCCACACATCACCAGAGGGCTGAGCAGAGTCTCTCCTTTCTCC
TTGTCCAGCGGTGGCAGGATGCTGTTGTCTCGACACACCTTGAAGTAGATCTCCTGCTCC
ACACCGTCAGGGATGGCCCCCTGAGGGATGATTATGCTGACACCCGTCTCGATGGAGCTC
AGGACCCCTCCGTTGGAGTTAAAGATACCTCGAGCCGTTGCAACCACCGTGTGACCCTCA
TCTTCTTCATCGTCTTCCAGAGCACTGGGGCTGACGGGGATGGCTTTTGGCACAGCGTTG
ACATTGTTCTGCTGGTATTTGGGCCGAGGCTCGTTCTCTGAGTTCTGGGGTTGCTGGGGA
ATCTGAGGTTTTACAGGACTGGAGCTGTGGCCCTTTGGAGCACTCTCAGGCTTGTCATTG
GGCAGAAGGTTGTGGCTGAACTTAGGACTGTCGAACATGCGTGTGTACGGCTTGGCAGAG
GTGGTGAAGGGTTTGGGGACAAAGCGGTTGAAGCTGGATGGAGCTCCAGCCGTGGGGGCC
GTCTTTGGAGGCTGGTCCCCTGTGCCATTAACCGGAGACTTCTCAGGGAAGCTTTTGTGC
GGCAGAAAATTGGTCTGGACAGTATCCTCTCGGGCGGGGGGCTTGGCTTCCACAGGGGGT
TTAGGTAGCTTGGCTGGCGGCAGAGATGGTGTCATCTGGGGAATT
>CL4680Contig1
CAGTTTTCCTATGCAAAGAGGCAGTATTCACATTTACAGATAAAAAAGTGCTTGAATTAT
TTGTCCTTCAAAACCATTACAGGGTTTTCTCAGTCTGTCAGTAAAGTGTTGACATCTCTT
CTTCTGCGGGTAGCAGGAAAATGGAAGACTTGGGAAATATCTCACAAGTTCTAAAAGGTT
TTGAAAGCACCAGTAACACATTCTATCTGAAGAAGCTAAAGTCACTTAATTTTTTTTTCT
AACAGCATTTTTAGATTGTTGTTTACATTAAACAGTGGATCTAGGGCCAGCATCAAGATG
TAGATTGTAAATATGAATACCACCTCCTTTGCGGGAAAGGCAAATATGGGCTTTTCCATT
GGTATTCACCTTGTAGCAACCAAATAGATTAGATGATCTAGCTTGGATCTCTTTTTTTTC



CTAGAGTGAACCACAGTACATCAGTATATGCACAATAACTACCTTCCTTTTTTTTCACAG
TTCACAGTGGAATCAAAGATGAATTCATGGGAGTAGAGGTGAGATATCATTAGGGAAGTC
TACAAAGAGAGATAGATGTGGATTTATTTATAATTCCGTACTGTCTTGTTTACACTCACA
CACCACAACATTCAAAGAAAATTGTTTTTCACGATAGCAAATCTAAAGTTCTAGTAGTAC
TATAACAGTGATAAACGAAAGCCTCGGGAGAATACATTTTAATCCCACCTTTCTATATGG
AGCTTCCAGCATGGCCTCAACATCAAAGTCGTCAGCCATAATGACCCGTCAAAAGCTGAT
CAAACGACGTCACAAATCCAAAATATCACGGCCACCGTGTAGTTAGAGGTATTCGGGGTG
CTGCGTGCCTCTGAAGAAAACACAAAGCTTGGGAAAAGTAAGTTTTTGATGTTATGCAAC
CCTTTGATACACCCCACCAGC
>CL4681Contig1
CGGCACGAGGCGGATGCCTGTCTGGAAAAACGGAGGGTTGTTTCTTATTTTCTTCTTTTT
TAATTTTCTTCTTTAAAAAACATATATGAAATGACCATAAACGTGTAAAATAAAATAAAG
GGACAGAAACATTTTAAAACTAAAAACTGACAGAGATGACGTGTACGTCCGGGTCCTTCA
GACTTCCGGGTGTCGGTATAGGTGGTGAAGGGACTTGCTCGTTCAAAAAATGTCCAAAGT
AACGTTTAAAATCACGCTGACGTCGGACCCCCGGCTGCCATACAAAGTATTAAGTGTTCC
AGAAAGTACGCCATTCACTGCAGTATTGAAGTTTGCCGCTGAGGAGTTCAAAGTGCCAGC
AGCAACAAGTGCAGTTATAACAAATGATGGAATAGGGATCAACCCCGCTCAAACTGCAGG
GAATGTGTTTCTGAAGCACGGCTCCGAGCTGCGCCTCATTCCCAGAGACAGAGTGGGAGG
ACAAGGAGACTGACTTATGCTTTTTTTTTTTTTTTTTTTTCTCCTGCTTTTTCTCGTTGA
CGTTCAAATGACTCACACAGCAGAAGCGTAGAACACTTGAGGTCCGGGAAACACCTCGGG
TGTCATATTTATTATTTGGCCCACAGCTGACAGTGACTCACGAAAGAACATGTATCATTA
GACACAATGAAGGCCCACATGCATCCTCATTGTAAGTCCAGCCCACTAGTTTAGAATAAC
ATTGGAAGAAATACTAAGATGNTGACTGATAACGGTAACAGCATGTGACCCAGTGGATTC
ACTGACATTACAAAGTCAACAGTAGCTTTTGGAACCATGTAAATGTTAATTCATTTTCAT
TATGATCACAGTGTAATNATATATTTTTCTTTTTTGTAAAAATGAAATATAAATGGATAA
AAAAAT
>CL4682Contig1
AGACTGCGCCTCGGCCAGGTGCATCTTCATCACCTACAATGAGAAGGGGCTCTTCCAGAG
GAACCTCTTCAACCTGCAGATCTACAACGCCATCGCTTTTCTCTGGTGCGTCAACTTTGT
CATTGCCCTGGGGCAATGCACGCTGGCGGGCGCCTTCGCCTCCTACTACTGGGCCTTCAA
CAAGCCGGGCGACATCCCTATGTTTCCTGTCACCGGCAGCTTCATGCGCTCCCTCAGGTA
CCACATCGGCTCCCTGGCGTTTGGAGCTTTGATCCTGACCTTGGTGCAGATAGTCCGAAT
TCTGCTGGAGTACATCGACCACAAAACCAGATCTGCACAGAACGCGTGTGCCCGTTTCAT
CCTGTGCTGCATGAAGTGCTGCCTCTGGTGTCTGGAGAAGTTCATCAAGTTCCTGAACCG
GAACGCCTACNTCATGATCGCCATTTATGGGAAGAACTTCTGCGTTTCTGCCAAAAACGC
CTTCAAGCTGCTGATGAGGAACATTCTAAAGGGTGGTGGTGCTGGACAAAGTCACCGACG
TGCTCCTGTTCTTTGGGAAGCTCCTGGTGGTGGGGGGAGTAGGCGTTTTGGCCTTCTTCT
TTTTTTCTGGACGCATTCAAGCTCCAGGCAACTCGTTCAGCTCCCAAAACCTCAACTACT
ACTGGATGCCAATTATTACGGTGGTGTTCGGGAGCTACCTGGTAGCTCACGGCTTCTTCA
GCGTCTACAGCATGTGTGTCGACACGCTCTTCCTTTGCTTCCTGGAGGACCTGGAGCGTA
ACGATGGATCCATCCAGAAGCCTTACTATATGTCCAAAAGCCTCATGAAGATTCTCAATA
AATCCAACAAGGCCGCCAAATAGAAGAGACGACAGAAGAACTGAAGGTCACGATAAAACA
CAGAAACCACTTTTTATGGAAGATTTTGTAGCTTTTACCTTTTTAACACTAGTNTACTGT
AAAGATGTTGAAATGGATTTGCTAATTTTGCACATTTCGTCTTGTTGCATGTGCATCAAT
ATTCTTGTAAACGTGAAAAAAATAATTTCATTAGAGAAAAAAACTTTTTTTTTTAAATAT
TCACTGAAATTTAACTGAGATAAATATAACAGATATAGACTGACATGTAATCAAAGCTTT
AGCAGCTCAGTTTTGTTAAAAAATTTAGTTTTTTAATATATTTTTAAAAATGTAATTTAT
AAAAGGTTTACATGTTTCATTTGGAAATTTGTGAATAAAGTT
>CL4683Contig1
CCATTTGAACAAAGACGACATGCATCAAAATTCAACTGGACCAAAATGTTCCTCAACTCC
TGCAGCATCTAAAAACCTGCACAGAGATTCCTGCATAATAAAGAGCTGAGACTCTGAGAA
ACAACGTTAAAGCCTAAGAGGGGAATCTAACCAACTCAGTGGACACTTCACACCAGATTA
CATAACACACAGTGGACTTTGGTTCCTGTTATTGCTACAAAATTGACACTTTTTCAGTGC
AAATCTGTATTTCTGCTCTGGGAAACATTTTCAAATAAAGCAATAAATACAGAACAAATC
CACACAATTGATTGTCAAAAGCTGGAGGTTTTTATCCAGCTGCGATTGTTCCTTTAGCCT
CTAGTTTACCTGTTACTTTAAAACCCAGGCCATTCAAATACACACAAACAACACATGTAT
TATTGCACGGTAACCCCATAAAATTGCATATTTCAGTGAAAGTAATAGGAGGTCAGTTCA
TGCACAAAATAAAGGAGCTATACTACAGAATTCCTGATCAGGGAAACATATTTGACCCAA
AAACACTTTTTTTTCTCTAGAATTTGATCAAACTTGCCTGAATTTTTTAGCATAGTTGCT
GAGGTTCTTGTACAAGCACATGTCCTTATTTTTTGTCATCGTGTAGATAAGATGTGGAAG
TAAAAAAAGAAAAAGGCTTTGAATGCAGAGTACTTCATCACCTTTAACGTTGGCGTCCGG
CTTTTGTTTTTTTCTACGGGACGCAGCGGTCGGGGCATGGCTTCGATTCCACAGACATAC
GCAAACACATTCCGCCTCAGCAGAGGCTGCTGGGAAGCACTTTTTGGGTTGGTTGGTTAG
TGAGGAGCTGATGTGGCTTCCGGCCGATTGCCTGGAAAGGACTTGAACCACTCAANCCTT



CAGT
>CL4684Contig1
CTCACTGTGCACTGTGGAAATTTCACCCCGCCATATACTCAAAAACATACCAAAATGTGA
TTGGTCTGTGCAGCTCTGACCAGGGTGGCAGGGGCAATAGGGAAGAGTGACGGCGTGTAG
CAGCAGTTCAGCCAGTGAGTGCAGCTCAAAAGATGGTGGAGAGGGAAGGGGTGGGTAGCG
CCTGCAGGCCATACAATTCCTGCGTGGCATTAATGTGTGATTTTGGTTGCAAAACTAATG
TTAAAGTTAGATTCATTTTATCTTCAGCTCCTTAGACCATCACGTAACAAGTCTCTAACA
TCGTAGGAACTTTTAGAATATAAATTAGTCTTCAGAATTGAATTTCCTGTTAACCATCTT
CTGTTCTTCTCTTGGATTTCAGGTATTGCAATAGCCAGCGCTCTGGTGGACACATCACAG
CAGCGAGTTTTGGACTTTAAAGAAAGAGGCCTGGGGCTAAAACACCGCAAGCACATTGTG
CACCATCAAGGCACTTGTGTGTGAACAAAGTGAACACATATCCATGGTGACTATCCTAGG
GATTTCACATGAGCATATGCTCACAGATGATAAAAGCCTCCAAGAACAGCATTTCAATGA
CGCCTGGGAAGAGCATGGATTAAGATGAATGCCTGTTTTTGCAAAATAAAACAAAAGTTT
GCGGCCCTTTTGTTTCTTGGGTCATGTAGAGAGGACTGTTTTTTTATTGTTGTTCCCTTG
TTCTATGTCAAACATTAGCTGAGTGACTGCAGGGGTGTGTTAGCGTCCACAGGGTTGGTT
GGAAATCTTTAAGTGCTCCTGCCATTCAGTGTCAGTCAATCCCACTGATGGAAGTTGACA
AAGAACTGTTGTTTTCCACCAATAAAGAAAAACCAAACAAGTTGATGTTGATGAAGGAGC
TGTTGATAAAGAATTGCATCTTATTTCAAAGGTTGTTGTATGTAAGTGATGATTTTAAAA
TATAATATAATAATAATATTTCCTATACCATGATTTGATAACTCCTCAGGTCCTCAAAGA
TGGAGGGACGTCTGTTTTTTCAGTACTGAAAGGAAAAGGCTTTAACCTTAACCAGGACCC
TTTGTATTATTACTATTATATATTATGAAACTTTTCATGCAAACAGAATGTAAATTCTGG
ACAGCCAAGCAACTTGAACGCTGGTATCAAACTACCGATATCAGTCACATTACTCCTTAT
TTACTACTGTGAAGGTACACTCATGACTAACTTTAGCATATCACAACTTGGGCTATTTAT
TATTTATGCAAAATCAATTGACACAATGTCTAATAAATGCAC
>CL4685Contig1
AAAAAAANNAGGGGGGGGGGGGGGTAGAACCCAAAAGACATGAAAGGAAAATGTGTGTCA
TTTACAGTTGAACTCAAAGATACTGTTTAACAGCAAGTTATACACAACCATTTACACAAT
CTGTACAAATCTTTTCCCCCCACAAATTTTGAATCTCAATTGAAAATAAATTAAATAGCT
TTCTATGTAAAAGTGCAATCCTTATGTGTAACAGTTAATCCATGGCAACAGAGCACGTGT
TGCAATGAGCTCATTTGCTGTGGGGTAGTAACCATTGTGCACATTTCCACATCCATCAAT
TTCCCCTGTATAATGCATGAACTTGTGTAATGCTTTGAAATGCAAATGTTACTAAACGTC
CAGACGATGACTCACATAGCACTGCTTGGCACCCATCTCTCATGCAAATCAGCATTGTTA
TGTGAGGAAAATAGTCCCAAGTATAATTTGACAGAGAGTCCTTTCAAAATTAGGTGTGTG
CATCCTTGAATAAAACCATTAAAAACATACCAGTTTAGTACTTGTAGAGTTATGGGGTTG
ACAGGAAAAAAACAAAAGCTTTACAGTATAACATTGCGTTACCTGTCAAATACAATTATA
AGTATTAATAAATATAAACTTCTGTTACCACAAATCAGTCTACACAAAATGAACCCCATA
GATGTGGTGAGTGTCTTTTCAGAACACTTTCTGGGCCTCTGAAGAGGCCTAAAGGGGGTT
TCGGTTTCTCCACACACTATATATGNCATGCCTTAAAATCTTA
>CL4686Contig1
CAGAACAGGAAAAAAAAATGTGCTTCATTTGAAATCAGTGCCATGTAGCACATCTAATGA
GTGACCGGACTGATCAGATGACTGTCATACAGTAATTCTTAGCTTTACTTGCAGAATATG
CTAAAAGACAAAAAATACCATTCTCTTTATTATTATAATAAAATCTACCAGGAGAAAATC
CAACAGGCAACCCAAGACTACAGTGGCAGCACGGACGCTTAGTGTCAAACTAGAGAGAAG
GATTAAGTCTATAACACACACACACACAATATGCATAAGACAGTGCATACACATACAAAG
TAATGTCACTCTTTAGAGCAAAAACACTTGTCTGGTACACAAGAGAAACTCAGGCATGCT
CCAGAACGTCAGAAAACATTTCTCTCACACTTGCATACCCAGAAACCAGAAGCCCAGTCG
TGTACCTCAGCCCTGCATTACTGGGCAGACCCCAGATATGCTTGCACACACGAGGAGCAT
GCAAATGCCCCCACACACACACACGCAGACACACAAAACCTGCAGGAAGTTGGGTCATTC
ACTGAAAACGTGAGGACCTGAGGACCTATGTGCACATACAGCAAAAAAAAAAAAAAAAAA
AGAGGAAGTCATCTTGATGTAAACCACCTGAAAATCTATGAAGGAGGGAATCAACCAAAG
AGGAGGGTATAACTTGTAAATATGTAAAGCCGTTGTGTGTGTTTGTTTGTGTGCTAGTAC
AGACATGTGCTTTGAGTAAGAAGGAGCAGGCAGTGCTGGATGTGTTTATTAAAACAAAGT
CTCTGGCTCCCCCCTGTGGTCACTCTGAGTCTCTCTGGACCTCCGAGGCATCTGCACGAC
AAATGGGACAAGTTCTGTTGGCCCTTAGCCACTTGTCAACACACTTCCCATGAAACTCAT
GGCTGCAGGGCAGGACTCGCAGCAGTTGACGCGACTCAAAGTCACTCATACACACTACGC
ACCTGCAACAAAACACAAATGAGACTCCAGCAAAGTCTGTTCACACATGACAAATCCCAT
GGCCTGTAAATGAGTACATTGTTATTTATTGGACATTCTATGTAAACACCGCAACTGTTA
GAACAGCATTCATAACAAAAAAGTACCGATAAATGTATAAAACTACTTATACAACCTTTT
TTGTGCCACCTGTAGGTAAGAGAATAGGATAACTGAATCAAACATGTTCAGAAGGAATAG
TTAACTTGAACTTGGATTCTGACTCCATAAAGGGGACCGTAAATGAAATTCCCCCTTCTC
GTCCCTACTCGGAACGCAGAAGGCTCTGAACGCACGGAACTCACAGTGTTTGTTCCGACT
GGTGGTTATTTGGATTGAATCGATAAGAGGGAAGCTGTTCGATGTCCCCTTTGGTCAGTC
CTCTCAGCTTAGCCTCTCCCAGTTGCTCGGCGAGGTTCAGGAGGGCCTCATAGTTCTCTA
CTTCTCCATCATCTACATCCAGCCCTC



>CL4687Contig1
GTCGCTCAGTTTTTAAAGTTTAATACTTAATAAATTGGATTAAAACAAATAAAGGCATCA
AATGTGAAGATGAGTGTGGAAGTGGAAAGAAAATTTTTATGCAGTGAAGACACCCTAAAA
ATACTTGAGAAGATTGGAGGTTTGTACTCTTTTAATAGTAATAATTACTACATTTATTTT
CTGTTTAAAAAATGGTTTTGAAAATCGATTAATTACCTCTTAGACATGGAATCTTTTCCA
ATGCTTAAAGATACTAACAGCTGTGTAACTACAGTAAAACAACTTATCTGTCAATTGTAA
ATGAGGACATTTTATAATTTTTTTGTCTTATCAGTATTTTTTCCATTTATGCTTTTTTGC
GTGTAATTATTTTCATTTTTCCACAGTTTGCATTGGCCAGCGTGAGTTTCAGGACCAGTA
TTTTGACTCTCCTGGGTTTGAGCTGACTTTGAGAGATTTCTGGCTGCGCAAACGGAAAGG
ATGCTGGGAGTTGAAGTGCCCGATCTCAACAGGAGAGCCGAGCGAAGAGCAATCTCTGGC
AGCAAAGCTGTGTACCCAGTACAAGGAGATAACCAATCTGCCTGAAATTCAGCAGAGAGT
GAAGAAGGTCATAAAAGGCACATGTGGAGACCGAGACACAGAGACCGCCTCCTTACAGGA
AGATGAGCTGTGGCTGAGACAACTCAATCTGGTATGCTTTGCAGAGTTTACAACAGTGCG
CCGGTCATTCACTTTAGAGGAGGGGGTGCAGATAGATCTGGACCAGGCTGACTTTGGTTA
TCACGTGGGAGAGATAGAGGTCCTCATACCAGAAGGAGGTGATGTGCATTCTGCTCAAGA
GAAGATCAGAAATGCCGCTCAAAAACTGGGTGAGCTCATGGCCTTCAAACTGATCATGAC
GCTCACCAGTTCCACCGTGGTTATCTGTGATATGATGTTCTCCTAACTAGTGACTTGTGT
CTTCTTCTTTTTTTGCAGGCCTTAATGGGGATGAGCGAGTGGAAGGAAAAATGAATGTTT
ATCTTAAAAGATATCACCCAGAGCACTACGCAAAGCTTCTAAGTGCACATGTTTTGTAAA
CATTATGCACTAAATAATTATTAGCTTTGGTTAATCATTAAAAATGTGAAATGTATGTTT
GGTAAATAAATTAACCTAAGATAACTGAATTTGAAAACTCTTCTATGGGAAAGAACATCT
CAGTTAATCTGATATAGTGATTCCTCAGGAATAAGATTCAAGCTGTTATGACTGTTTAAC
TTGGTGTTAAACGACATCTTACTGTGCATCACTGTGGGTTGTCTGGTCACTTTAAGATGA
ACAAAAT
>CL4688Contig1
ATTGATGGGGGGGCNGNAGTCGNGNTCCCCTNAACAGCAGCTNTGGAAGGTNTGTACCNC
AGNGTGACCACGCGGTTGGTGTAGCGGTTCCCCTGGCTGTTCTTAGCCAGGCTAAAGGCC
CGGGCCAAACCAAAGTCTGCCAGCTTGAGGACTCCGGTCTCTGGTGATGAGGACGTTGGC
GGCCTTCATGTCTCTGTGAAGGATCTTGTTTCTGTGGATGTAGTACAGCCCGTTGAGGAG
CATCTGCATGACCTTCTTGATCTCCGCCAGCGTGAACTTCACGTTGGCGTTGCTCAGCAG
CCCGGCCAGGTCGTGTTCACAGAAGTCAAAGACCAGGTAGATGCTGCCTTTATATCTGTT
GAACTGAGTAGCTTTGGTTCTGCAGATCTCGATCAGATTGACCACGTTCTCATGTTTGAG
CAACTGCAGGATTTTAATCTCCCTCAGAGCTGTGATTGGAAACCCTTCTTTCTCATTTTC
CATCAGCACTTTCTTCAGAGCGACCTTCTTCCCCGTCGTTCTGTGTTTGGCTTTGAAAAC
CTCCCCGAAGGTTCCTTGTCCGATCTTCGCCATCTTTTCGTACTTGGAGAACTCGTCGCA
GAAAGGGAATTCCACTCCGTCGTAGTATTTAGACATTATGGCGGCCTCCCGGTCGGGCTT
TTCAGCCGCACTGGCGTTGCTTGTTTTGTCTCGTTGCATCCTGAAGCTCCGCGTCTTCTT
CTGT
>CL4688Contig2
CGATTGTGTTGCTTTATTACAAGAACATTTGAATGAAAACAATCGTTCAACTGAAAAAGC
TACCAGATTCTGGATAAAGGAGCATTTCTGTCCGTTTCATTCCTGATCCCATAAAACCTG
AACGTTTGATCATAACTGGCCTCACAGCAGAGTCTCCGGTCAAACTCGGTCCAAGACGTC
CAGTGGGGCTAAAAGACTCGGTCGAACTCCGTCTGACTGGTCGTGGCCGGGTTTCGGTTC
TGGTTGGGCTGCTGTTGGGGGATGTGCCCCCTCCGTCTGGGCGGGGCCAGGTACTCAAAC
ATGGACGTGTTGTGAGTGGACAGCATGTTCTTGAGGTCTGAGGGCATGGGGTCGGACCAG
AAGAAGTCGTGGTTCAGGGCGTCGTCGCTGTCTATGCGCTGAGCCGGGTCCAGAACCAGC
AGCTTGTCGATGAGATCCAGGGCGTAGGCGTCCTTCACGTAGGCTTTGAGGCGGTCCTTG
ACCTTCCTCTTCTGGCCTTTGGGAAGCTCCATTTTCTGGTACAGTTCATACTTTTTGTCC
ACGCCGGGCCACACCTCTGCAGTGATGGAGCCACACAGCTGGCTGATCAGGGTGAGCTGG
TGCTGCTCCGTGTTGCCTTGCATGATGGGACTTCTGGTCCACATCTCCGCCATGATGCAG
CCCGCCCCCCACAGATCGATGGGGGGGCCGTAGTCGCGCTCCCCTAACAGCAGCTCTGGA
GGTCTGTACCACAGCGTGACCACGCGGTTGGTGTAGCGGTTCCCCTGGCTGTTCTTA
>CL4689Contig1
GTCTTGAACGCCGCGTCGCCTCNGAACCTTTGGAATCANAGAAAAACGTTGAAACTTCCC
ATCTTTTTCTAGTGTTCCCTTTGTTATCGGCACAGATGACGTCATCTTTCCGGATGTTTT
TTTGTTTTTGTGCGGTCCAGGTGCGTCTCCCTCCCCTCCACCCCTCCCCCGCAGCCGTGC
GCTCAGGGCAAACTCTGTTCTCTTTGCCAGCAAAGCTTTTTAACGTTTTCCTGTTTGTCT
GTTTTCTTGCAGAGGTTATTTTTGTTCAGGTTCATTTGTCTGGAGACTCCGCCCCCCTCC
CCCTATCTTTTCTTGTCCCCCCACGCCTTGATTTCTTCAACCTCCAGTTATTTTGTTCAC
ACTGACTTACTTGTTTTTTTTTTTTTTTTTTANNT
>CL4690Contig1
ATTAATTGAATATGGGTTAACGGGTTTTTGAATTTCTAGGGATATAATTTTTCTAAAACG
CTTAACGCTGGAATTTAACACCCAAAGTCACAGCTCGCTCGGGTTTGTTTACATCGGTTT
TAAGCTGTATTGACTGACTGTGAATAATCATGTGGGGTGAAATCATCGAGCCTCCGGTAA



AAACCCATCCAAGTCCACATGAGAGCGAACCGGAGAGTAAAGAACCGGCAAAACCTGTGG
ACTTTCCACGGAGATGCGACCAGAACAGACAGACGGAAACCCGGCAGCTCCCACGAGACT
TTCAGAGCGAGTCCAGCTACGTGAACGCCATGCTGACAGACGTGGCCATGAGCGGCAGCC
AGGTGAGGAGCCAGCAGATCGGGGAGGCTGAGCTGAGCCTCGGGGAGCGCAGACAGGAGC
TGCTGCAGCAGTTCCGCAGCAGGCCGCTGGTGTTCCTGGAGAGGTACCACGCCTATCTGA
AGCCCGAACACCTCCCTGTGTTTTCCCACGTCAGCTCCGACCCCAGAGCCCAGCACTACA
GCAATGTGGTGCGGACGCGAGCGGCCTGCTGCACCAGCAGAACCAGAGTCAGAAACCACC
GCTACGCCGCTCTCCGAGCTCTGCAGAAAGAGGGAAAGTATTTCAGTGAGGAAGAGATGC
GCAGGAGAGAGCCTCTGCTGTACGAGCAGTACATTGGCCAGTACCTGACCGATGACGAGG
TGATAGAGCGCTCCCATGAGGCCATGTCGGACGGTGCGGACGAGGGTCAGGGAGCGCCTG
GCAGCGGCACAGGAGGACTTGCCAACCTCCTCCTGAACTCCTACCAGGAGCGGCTCATTC
AGAGCCGACTGCAGGAAGAGCAGGAGAGGGAGGACGGTGCACAGGAGGAGGAGGAGGATG
AAGAGGACGATGACACCCAGCAGAAGGAATGGGAGCCCACGGATGAGGAGAAGGCTCTGC
TCAGGGAGGAGTTTGTCAGTCAGATGCACCAACGCTTTTTGGATGGCAAAGATAAGGACT
TCAACTACAGTGAGGTGGACGAGAACCCCGAGTACGACAACTTGGATATTGTCAACAGAG
ATGCAGAGGAGAAATACTTTGATGAAGATGACGATGAAGATTACCTACAAGAAGAAATAG
AGGATGATAATATGACAGAGTAGCTTTCTTATTGTTCTCCACACTTTGCTGCTCAAATAT
CTCTGTAAATACAAGTTAT
>CL4691Contig1
GGTCTGCGTTTGTGCGTTCTTGCATTTTTATAGATGTTTTTCCAGGCAACACAGAAGTGA
AAGTAAAACAAGCCAAATTAGCGGAGGTAAAACGTTCCTCGCCACGTGGACGGCGCCGGA
ACAGATTGTAGCTTCTGAATGTTCAAAGTGTTCTTAGACAACTGTTTGCTTTCTTCTGCT
CTTTCTGGGTCTTTTTGTACACACATCCACACTCTTGTGTGTGCTTGCTGAGCTGGCGGG
CTGCGGTCACGGCATTTTCAGGTAAAGAGGGCGTCACTCCTGTTAGAGGCTGGAGCTTCT
CTGGTCTTCCTCCCTCCTCCTCTTCCTCCTCCTCACACGTGCCTCCTCCACAAGACTCCT
GCACGATGAGGAGATGCCTGCAACATGCTGGTGCCTGACCCCCCCCTCCCTCCCCCAGTG
TGCGCATCACATCTGCTTCTGCTCCAGGTGTCATAAAGGGAATCATCTTTAATGTCATAG
TGAAATGCCAAATGCTGCCTTATTTCCGCTGTGTTTGGACGCTGCTCCAGAATGAATTTT
CCTGTCTGGGCAGGTTGGAAAAGGAAAAGCCATCTGTTCTCCGAAGGCTTTATTTTTCTG
CTTCTTTGTTCTTTAGATTAATGCACAGAATAAAGTGTCTGCATACCCATAGGAAAAGAG
TGCTTTTACTGTGAAATGCCAAAAACAAAAGCGAAAACAGTGTTCAGGTCATTATGCCTC
CGTTAGCATTCATGGATGTTCTTGCACTGAACTGTCAGAAGCAAAGCAGTACGTTTGTTA
GTCTAACAGCACTTAGTTATCTTATACAGCACTTCCGACTGACGCCTGGCCTCCGCCTCT
GCTGCTGAGCGGCGCTTCCAGAAGCAGCCGGCAGCAGGCGCTGATCCGACGTCCGCTGTC
TTCCACGGGGAAGCATTCAGACGTCAGCCTGAACTGTTTGCTCCCCCAACTGTGTGAACG
GGCTCCAGCTGTGGGGCAGGATTGGAACGTTTACACTCTGTGATGCAAATGTTTCACAAT
TTTTGTATATTTAATAAAGAA
>CL4692Contig1
AGGAATTCGGCACGAGGGGATCTTNGCAGTGAACTGAGTNAACGAGACTCGTTCTCACAG
AAATGTGTCCATTACTGCCGTTTTATACCTTTGTGGGTTAATTTAAAGCCTTGTTGTAAC
AGAAAACACATTTTATCTGTGACCGACGTGACAGGACGGTACCGTAAACCTGAGCGTTTG
TAAATTCTTGCTTTTGGGAGAACGACTCCTGCGGCTCTTTGAATCCTTCATGCATCTGCG
GGGCGAGCAGCGCCGCACGCCATGATCAAGGTGTTCCGCAGTCCGGGCCGCCATGGCTAC
GCCGTGGAGGCGTCGCCGTTCCTCCCCAACAGGGTGGCCTGCGCCGCTTCCCAGTACTAC
GGGATCACAGGTTGTGGCACGCTGCTGGTCCTCGACGAGACTCCCAGAGGACTGGTTTCA
GTCAGGAGCTGGGAGTGGGGAGACGGCCTGTTTGACGTCGCGTGGAGCGAGGCCAACGAG
CACCTGCTGGTGGCGGGAGGCGGAGACGGCAGCTTGCAGCTGTGGGACACAGCCAATCAG
CACGCACCGCTGAAAGTGGCCAAAGAACACACGCAGGAAGTGTACAGTGTGAGCTGGAGT
CAGACCCGAGGGGAGAACCTCATCGTCTCCGGGTCGTGGGATCACACGGTCAAAGTGTGG
GATCCTTCTCTTAGCAGATCGCTGACCACACTCAGGGGTCACGAAGGAGTCGTCTACAGC
ACCATCTGGTCGCCTCATATCCCAGGATGCATTGCCTCGGCCTCAGGCGACGGGACGCTC
AGGATTTGGGACGTGAAAGCCGCCGTCTGCAGATTGGCTGTTCCTGCACACCAGGCTGAG
ATCCTCGCGTGTGATTGGTGCAAATATGACCAGAACATTGTGGCCACAGGTTCAGTGGAC
TGCAGCATCAACGTGTGGGACCTGAGGAACATCCGCCAGCCTGTCAATCACCTGCTGGGA
CACACCTACGCCATCCGCAGACTCAAGTTCTCTCCGTTCAGTCAGACGGTGTTGGCCTCC
TGCTCGTACGACTTCACGGTCAGGTTCTGGGACTTCGGCATGAATCCTCCTCTTCTGGAC
ACTGTGGAGCATCACTCTGAGTTTGTCTGTGGATTAGATTTTAATCTGCATATTCCCAAC
CAGGTGGTGGACTGTTCCTGGGACGAGACGGTGAAGATCTATGCTCCCGCCTGCCTCTCG
GCTGGAAGCTCTGCAGCTCAGGGAGCGCAGGCCGATGACTGAGCTGCTGCTGCTGAGCTT
TAGTGCAGAGCGTCAGGAGGTTCTGAGCATCACCTCCCATGAGGAACGGAGGGGAGAACC
AACACAAAAGAGGATCAAGGTGGAACGCCACAGAGATTCCCTTTGACTGGGAGCTGAATC
CCAAAAGGATTTTTCCTCCTCTGTATATCAACATTGGAGACACCTCAAACTAACCTTTGA
TATTTAGAGTCTTTTAATTGAAATGATAATCTGTAACAGACGGAATGTAA
>CL4693Contig1



CGGCACGAGGTATGAAGTTTAATGTCTTATAATAAGACTTACTTGAATTTGTGTATGCAG
CTGTTTTATTTTTTTTCTCCAGTTTTGGAAACTTGTACCTTTAAATTTAAAGCATTAAGC
TGGTGATCAAGGCAATCTTGGGGGTTTCAAAGATGCCCCTAAAAAAAACTCAGTATTTTT
TTTTTAGCTTCATACAAGTTTGTCCCTACTTTCTGATGGGGTTCGATACTGGAAACGCAC
AGATTTTGGCCACATTCTAATATCTTCACGTATTGGAAGTTCTTTCTTTGGTCATTAGCA
TTTCTGTCACAGGGCAGACATTTTTAGACTGCCTTTTATTTGGGAAAGTGGGACACTTTT
TTTTTATTTTTAAAATTTTTTTTTTAATTATGTCTCCTTGAAGTAACAAGTGTTTCAACT
GTCATTTACTCAAACTGGTGGTACATGAACCTTCCCAGTTTGACAGTAGCCCACAGGCAA
GGCATTTTCAACCCAGCAAAGTAGATGAAATGTTCAAATCTCTTCAGTGTGGTGTTGGGC
TACACTCTGGTCCTCTCCAGCATATTTTTGAGCTGATGCCTGTTTGTAACACTGAAACTG
CCCCGAGCCGTGGCTGTTTAGGGGGAGAATTTACAAAAATAATTCAAATACAGAAATATT
TTTGATTTAAAATAAGCACTTTACTGTACCATGTGAATGATTGCAGTTCATGCAAAGCAA
AACTGATACGTTGACAAAGAATTTTGTATTGCTTTTTTGTAAAAAAAGAGAAGAAAAAAA
ATAAAAATCT
>CL4694Contig1
GGCCGTGGNATCTCGCTCTACAAGTGGATGTCGACTTGGCCAAATCGTGCGCTGACCTTC
CTGAGGATGATGAGGAGATGAGGAAGAAGCTGTGGTTGAAGATAGCCCGGCATGTGGTGC
AGGAGGAGAAGGATGTGAAGAAAGCCATGAACTGTCTCTCCAGCTGCAACTTGCTGAAGA
TTGAAGACATCCTGCCTTTCTTTCCAGACTTTGTCACTATCGACCACTTCAAGGAGGCCA
TCTGCAGCTCCCTGGAGGAGTACAACCACCACATCGAAGAGCTGAAGCAGGAGATGGAGG
AGGCCACGGAGAGCGCCAAACGAATCAGAGGAGATATTCAGGAAATGAGGAACAAATATG
GAGTGGTGGATTCCCAGGAAAAGTGTGCTGCCTGTGACTTCCCGCTCCTCAACAGATCCT
TCTACCTGTTCCTGTGTGGACACATGTTCCATTATGACTGCCTGTTGCAGGAGGTGACGC
CTCACCTGTCTGCATACAAACACAGCTGTCTGGAGGAGCTGCAGAAGAAGCTTTCTGCAA
CGACACTGTCCAGCAGATCTCGCCACCGAACCGCGCCCAAAGAGGAAGGAGACACCGTCA
GCCTGGGGAAGGGCGGTGCGGCCACGACCCGCGAGCAAATCATTTCAGACATCGACGACA
TTGTTGCCTCTGAGTGTGCATACTGTGGAGAGCTGATGATCCGAACCATCGACAAGCCTT
TCATTGATTCCCACAGATTTGAGGAGGAAAAGTCCAGCTGGCTCTGAATACTAACATTTC
TGTCCAAAGACACTTTTATGAGAACCTTAAGTGACCCAAGAACTGAAATGCACTACGTGA
AGAAGGATTAGATACAGGATTTGTAGAGCAGCCTGCATACATCTGTGTTTAGTCCCATTA
GGTTGAAAATGAACGTGTTTGTAAATGAGACAAATATAATCATTGTTATTGTCTAAAACA
GTGTGGTTGAAGTGTCTTTGAGTAAATGACATGCATCCTACACACTGGAAAAATACATTT
CTATCTCAGAACTCTGACTTCTTCCACATTTGGAATGTTGCTGTTAGCTAGACGGTGCTT
TTTAAAATAAATTG
>CL4695Contig1
TTTTTTTTTTACCAAACAGCGGCTTTGACAAAGACCCTCATCAACAAGGAAACATTCGGC
TCACCTGCTTCCTACACCTGTGGCTGAGTGGAGATGAAAGATCAGACAATGTCAAAGTAA
AAGCTGCAGCCCTGAACGTCCTTTAGCGCAACTTTCCGATGGCAGCAACAGTGATCCCCA
GTGGAGGAGGGGCAGGTGTCCTCCGGAGTGGGGGGTAGATTGGAGGATAGAAATCCCTAG
AAAAGAAAACAGCTGTACAGCGTTCTGTTTCATGTTACCGTACATACACAAGCTAAGGTA
GAACTCACAATATGCAGCATGTTTTTGTTCCAGAAACACTGAAAAATACATAGGCATATC
TGTTGGTTTACAAAACTGCTTGTTGAACAAGTCCCGCCAGGCAGCTTTGGAAAAACAAAA
ACATCAGTATAGATATATATTCGGGTGTGGTCTACACCCAATATACACACGAAAAAAAGT
CTCGACACAAAAGTCTTTTACTTGGTCCTCGCAAAAACGAACACTGAGTGGACACACAAA
GCCTACGCCGGTCACCGCATCCAGCCCGTTGGCGGTTCTGCTCGTCACAAACTCACAACA
ATCTCCTGAAAGTTATCCTTCCCTCGTCTCAGGGGCGGGTTCTCGTTAGGAATCACTGTC
GTCCCCCCCGTACATGTCTGCCAGTTTCTTGAAACGGGGGCTCCACTCGCTCAGGTAGTT
GTAGTCCTGGTCGCCGTCGGTGGTCACCGATTCCAGCGAACTCAGGGACTCGGCCACCGA
GCCATTGCCCTCATAGGC
>CL4696Contig1
TTTTTTTTTTATGAAACAAATTTGTTTATTTTCATATCCATTATTACAATCCTCACATCA
GCATTCAGTTTTTTCATTGACAAAAAAACATTTCTAAACAACGGCTTTAAAGCTTTAAAA
CCTAAAATGGTAAACATGGAAAAACTCCTAAATGAAGCAAGCCTAATATGAACATTTTAA
ACTGGAGTTTTGCTTAAAGGAACATTAAGTTGTTTGGAGTTGTACAAGTGTTTGATGCGA
TTCCTCAGATGTGATTTCTTGATCATCAGCCCGACACTAAAGCCAGGAATTGTGCTTCGT
TTTTCACTCCCCACTGCATCATTTACAACTAATCAGGCTTATGCAGCAGGTTAAAGACGT
TTTTTTAAAGGACCTGTACACTGCACAATGATATGAATGACTTTAGTCTTCTTGAATTCC
CATGTAGAGCTGCCATCTGTTCTGCAGCACAAACCTTTCTGGAACTTCGCTTTGAGAAAC
TTCACTGTATAAATCACAGAATCAGGCTGGCTCGGAGCTTTTTCTCTCATGTTGTCACCG
AAAACGGGAACGGCTATCATGTGAAGACGGTTCGT
>CL4697Contig1
AATGAACGACTTCGACTATCTGAAGCTTCTGGGCAAAGGCACGTTTGGGAAAGTCATTCT
TGTGAGGGAGAAGGCCAGCGGCACCTACTACGCCATGAAGATTCTCAAGAAGGAAGTCAT
TATAGCCAAGGATGAAGTTGCTCACACGCTCACAGAAAGTAGGGTATTAAAAAACACTCG



GCATCCATTCCTAACGCCTCTGAAGTACTCATTCCAGACCAAGGACCGACTGTGCTTTGT
CATGGAGTACGTCAACGGAGGAGAGCTTTTTTTTCACTTGTCCAGAGAACGAGTGTTCTC
AGAAGATCGCACCCGTTTCTACGGAGCTGAGATCGTCTCTGCTTTAGACTACCTGCATTC
GGCCAAGATCGTGTATCGTGATCTGAAGCTGGAAAACCTCATGTTAGACAAAGACGGCCA
CATCAAGATCACCGATTTCGGCCTCTGTAAAGAAGGCATCACAGATACCGCCACCATGAA
GACGTTCTGTGGAACACCGGAGTACCTGGCTCCAGAGGTTCTGGAGGACAACGACTACGG
CCGAGCGGTGGACTGGTGGGGGTTGGGCGTGGTGACGTATGAGATGATGTGCGGCCGCCT
GCCGTTCTACAACCAGGACCACGAGAAGCTGTTTGAGCTCATCCTGATGGAGGAGATCAA
GTTCCCGCGGACGCTGTCGGCCGACGCCAAATCACTGCTGTCGGGGCTGCTCATCAAGGA
TCCCAACAAACGGCTGGGCGGCGGACCGGATGACACTAAGGAGATCATGCGGCACAGTTT
TTTCAGCACGATCGACTGGCAGGACGTCTACGATAAGAAGTTGGTTCCACCGTTCCAGCC
GCAGGTCTCCTCAGAGACGGACACGCGCTACTTTGATGAAGAGTTCACAGCACAGACCAT
CACCATCACTCCGCCAGAGAAATACGACGAGGACGGGATGGATGCAGCAGACAACGAGCG
AAGGCCTCATTTCCCACAATTCTCCTACTCAGCCAGCGGGCGGGAGTGAGCGCCCCGGCC
CGGCCAGAAGCCTC
>CL4698Contig1
GGCACAACGAAGGTTTACTGGAGAAGATCATCCGACAGGCTAAACACATATTCCTGCGCA
GCAGGACCGCACGCACCATCGACAGTTTGGCAAGTCGGATCGAAGACCCTCAGATCCAGG
CCCACTGGTCCAACATCAACGACGTGTACGAGTCCAGCGTGAAGGTTCTCATCACCTCAC
AGGGTTACGAGCAGATCTGCAAATCCATCCAGCTGCAGCTCAACATCGGGGTGAAGCAGA
TCCGGGTGGTGCACAGAGACGGGCGCGTCATCACGCTCTCACACCAGGAGCAGGAGCTGC
AGGACTTCCTCCTCTCACAGATGTCGCAGCATCAGGTTCACGCAGTGCAGCAGCTGGCCA
AAGTGATGGGCTGGCACGTCCTCAGCTTCAGTAACCACGTCGGCCTCGGTCCAGTCGAGA
GCATTGGAAACGCATCCGCCATCACGGTCGCTTCTCCCAACGGAGAGTTCGCCATTTCAG
TGCGCAACGGGCCGGAGAGCGGCTGCAAGGTTCTGGTCCAGTTCCCCCGCAGCCAGTCCA
AAGAGCTGCCCAAAAGCGACGTGATCCAGGACTCCAAGTGGAGCCACCTCAGAGGACCAC
ACAAGGAGGTGCACTGGAGCAAGATGGAGGGACGCAACTTCGTCTACAAGATGGAGCTCC
TCATGGCCGCGCTGACTCCGTGTCCATAAAAACATCGCAGAAAAAAAACGTTTCTGTGCA
GATCTGTAAACGGCTCGTTTTGAACACTTCATAAAGTTCTGCTGAGACTGACAGGTGTGG
ATTGTCTGAACCATCAGTTTTAGGGTGGAAATCTTTGACAGAACACGAACACTAGCAAAT
CATTTTATGTCAACATCAGTTTGCTCATTTTTTTACAACAAATACTCAGGTGTTTGTCAG
TGTCGCATGTTTACAGGCCTTCCAGAAAGCAGCATCAGTCAACAGGCTGGATGAAGTCGT
CGCTCTACTTAAAATCTAAACCATTAAAAACAAAAAGTAAAATCAGACAAAGGTCCTCCC
TGTTTTCCTTCAGCTCTGATGCACAGGTTGAGTTTCAAGCCTTTGTAGCTCCGTTTCATC
CTTTTCTGGCATCCGCCTCCTCTGCCTCCACGCCTTTACCTTCATGCAGGCTTTGTGCAG
GAGCCATGTGACCAGCATGAGCAGCGCCGCCACCACGCCCAGAGCTAAAGCGGTGATGGA
CAGGTACTGCAGGTCCTCATACAGCACCTCGTTCACTTTCAGGACAAAGCCCACATCCTT
GCTGCTTCCTGCCTCCTCGGTGACGGTGAGTAGATAGAACCCAGTGTCCTGCAGCCGCAG
GTCCAACAGAACCATGGAGCCATTTTCGTAGGCCTTTACCCTGCTGCTGTAATCTGCTGT
CAGATTGGTGTCCCCCCCAGGCTGCCAAGTCCCTATGAAGCGGCTCTCCGCTCCCGACAT
GAAGGTCCATTGTACTGTGGGGACACCAGTAGAAGACACATCCACCGAGAAGAGCGCGTC
CTCCTGGACCGACCTGCTGAGGTTCCTCTGCGCAGAACGGATGGAAATGCATCCGGCTGA
CGGAGAGATGAGGGAAGAGGTCAAC
>CL4699Contig1
TTTTTTTTTTGTAAAAATAAAACTCTTAAAAAACTAATTCAAGGGGCACATGACTGTTGA
GCTGGGCCTGTTCTGGAATAACGGCTCTCTTGGAGCAGAAGTTAAAAAGTGGCGGTAAAA
GGTGTTTAAAACGCCACATGGGGGGTTTTCCTACGGGACCCCTCGTAAACACAACTGGAT
CGTCCCGGAGAACCCCACGAGTGGCGGCAGACGCTCCACCAGCCTCACACACACACCAAC
ACACGTGTGCGTACATCTATCAACACCGGCTTCCATTGTCTTTCTGTGGGGATGACACAC
GAGTGTCTGCCGGCAGGAATCCCAACAAGCTCCGCCCGGGTGAGTGGGTCCGCCTGCTGG
TTCAGGAGCCAGAGTCCGGCTGGGGTGGAGTCTCTGCTGATTGGCTGTGGGAGCTGCGAC
CCTCTCTGCTCAGATCCTCAGTCAGCTCGCCCATGTCCATGTCTGGCAGGTCCTCTTCTA
GAGGAGCAGCGGCTACATCTTCACAGTACACACACTCCTTCACATTGATGGCTGCAGGCA
GACCCCCCCTCCTCATCCAGGGATGCTCCTCCACCAGCTCCCGCCGCTGGTCTGAGGTGA
AGTGAGGCTGGCTTTTCTGCATCTGCCTCAGCTGCTCCTTATCTTCTCGCANAACCCTCT
GGATGTCTCTGGACGGCATCTGGTACGTCATCATGACCTTCTCATCTGCGTTGGCCATCA
GCAGCCAGAGCGGCTCTTGCAGGACACATTTGATGAAATGCTCCCCCTCTTCATGGGCTG
CGGCTTTTGACCTGTGACTTGGTGCATCCGGAGGCTCCTTCTCCCCTCATTTTGGCTTTC
CCG
>CL4700Contig1
TTTTTTTTTTTTTTTTTTAAATAAAAGCTTCAGCGTTTATTCGAAAGTGATTGTCAGAAG
AACACAAACATTGTGCTTGTTGGGTTGTTGTACTTTACATATATACACACTCGTATGTCA
CATATGTACAAATGCAGAATCGTTCCTCAGTTTTTATTGCCCTCAAACGTTCAGGCGGAT
CACAGAACGCCTTCCATCCCTACAGAACACCCACATGTGCGGCCATAGGTTTGATACTGC



CCCCCTGTGGAGGACGGCGGTAAGAGTCCTGATTTAAAGTGCTGCTTTTGCTTCACTAAC
AAGAAATGACGTCATTCATCTGCTGGCAGTGATGCAAACAGGAAGAAGACGAGCTGAGAG
CTTCCATCCCTGCAGACCTAAGGCATGTAACACGCCTAAACGCCGCAACAGAAGTCTCAC
ACACGCTACAGCCTCCTCCTCACATCAGAGCCACTTCCTGCTCCCCCGACATGCAAACGC
TGAAAAAAATAAAGTAAAGCCACCCAAACGGCTGAAACCTGCAAGAAAGACGTTTAATGT
TCATGAAAAAAACAACCTTCCAACCAACAGGAACCACAACGACCTGCTGGAGGAACGCGT
CTCCATCCCGTTACAATCATTTGATCTCCGGCCTCCGACTGCAGCTCCAGGCAGACCCTC
AGCATTTCCCCGCCGGAACCTCGTACTTGAAGACCACGCTGAAGAGCTTCCCGCCGAGCC
GGTCGGCCAGCCAGGAGTTCTTCAGGACGGCCATCTTCAGGCTCTCACAGCTCAGCATGG
CGTGGTAGTTGGTGTGGATCGCTCGGCCCATTCCCTCGATGATCACCAGGTCAGTTTGGC
GCTCCCGCACCACCATGGCCAGCACCTTATCCAGGCGGCTCAGATCCAGACACGGAGAAC
TGGAACCGCTTTGGACCAACGTCAACCTGTCCTCCGTCAGGCCGCTCCTGATCACAGGAT
CCATGGCTGCGATTCTCTCCGTGAGGATCTGCACTCTCCGTTTGTTACGTCGTTCA
>CL4700Contig2
TCTTCAGCGTGGTCTTCAAGTACGAGGTTCCCGGCGGGGAAATGCTGAGGGTCTGCCTGG
AGAAGCAGTCAGAGGCCGGAGATCAAACGATTGTAACGGGATGGAGACGCGTTCCTTCCA
GCAGGTCGTTGTGGTTCCTGTTGGTTGGAAGGTTGTTTTTTTCATGAACATTAAACGTCT
TTCTTGCAGGTTTCAGCCGTATGGGTCGCTTTACTTTATTTTATTCAGCGTTTGCATGTC
AGAGGAGCAGGAAGTGGCTCTGATGTGAGGAGGAAGCTGTAGCGGCGTTTAGGCGTGTTA
CATGCCTTAGGTCTGCAGGGATGGAAGCTCTCAGCTCGTCTTCTTCCTGTTTGCATCACT
GCCAGCAGATGAATGACGTCGTTTGTTATTAGTGAAGCAAAAGCAGCACTTTAAATCAGG
ACTCTTACCGCCGTCCTCCACAGGGGGGCAGTATCAAACCTATGGCCGGCCGCACATGTG
GGTGTTCTGTAGGGATGGAAGGCGTTCTGTGATCCGCCTGAACGTTTGACGGCAATAAAA
ACTGAGGAACGGTTCTGCATTTGTACATATGTGACATACGAGTGTGTATATATGTAAAGT
ACAACAACCCAACAAGCACAATGTTTGTGTTCTTCTGACAATCACTTCAAAAAACGCGA
>CL4701Contig1
TGCTATCCTACATTAAATTTCATCTCATACAGGATTTTTCTTTTACATAAATGAGACTAG
ATCAAAACTAGTACCACCCACCCCCGACTCGACAGATATGACATTTCCTGATCCAATAAT
CCCAGATCCTGTGTTTGGTTTCATCCCCTAAAGCATGCTGTGGCCGACAGAACTCCTGCG
CTTTACAAGACCAGTTTGCCCACGATGACGCCCACCACGAAGAAGAGGATGATGAGAGCC
ATTGTGCGAGTGCTGAGGCCTTCCTCTTTCTTCATGGCAACAGAAGCATGCTGTGATGAC
ATGACATTGCTCTTCCTCATCCGGAGACCATCGTCCTCTCTAATCTGTTTGTTTTCTCCC
CGTAGCCTCTGAGCTTCCATCTGCAGCCTCTTGCACTCTTCCATGATCCTTTTTACCTCC
CCGTTGTCCAGGGTGGAGCTGGCCGCCTTTGTGGGCAACGCAGAGGATTCAGACTTCAGC
AAACTGGTCGACATGATCTTGCTGAATTCCATGTCGTGCGTTTTCTCATTGTCCACTGGC
ATCTCAAAGACACACCTCAGCTTAGAGTCCATCAGCTCATCTGGTTTTGCTTCTTTCCAC
ACTCCCTCCATGTCGGTCATGTCTGGAGGTGCTACCATGGATTGAACCATGAACTTGTGT
TTGCTCTTCTCATTGGGATCATAGTCAAAAGGCTGCAGCATAACAGAAACATTAATGGAG
GTGCCTGCATCGATGATTCCACTGTTTGGCCGCACACAGTACCTGCGCGGCGCCGTTGTC
TTCACCTTAAAACACACATTCCTGTCTGTGGGGTTTGAGAGCTTAAGATTTGCAGTGACC
ACATCTGAAAACGGACCTCTGAATTTTAGTTCGTGCTGCGGCTCCAAAAGCAGAACCTGT
TCCGGCCTGGCCATATCCCAATAGCTGTAGTGGGGTTATCGAGCTGTAACCAATCCCGTT
CGGCTACCCCGGGTTAAAAGGTTGTTTGATACCGTGACGCCAGTCGGTTCTCTCTTTATT
TTTATTTTTTTAAATCAATGAATTAGTGACGGATATCCCGTTCCCCTAATGACAAGTGCT
ACTCGAGCTGCTAAATGCTGCTGTGATGCAGCAGGAAGCCCCGGCCATA
>CL4702Contig1
ATTTTGTGTGTCAATAAACAAAATGTGACATTTTTCCCTTAGAGGAAAACTTCCCCTAAA
AAAGACACAAAGATGAACAGAAAAATCAATATGTGCATACCATAATGAACTAATGATGTG
GTCAAGTTTGCACATTTAAAGATTTTGGCTCCCAGATTTGTAATTAACATTCAGTGTGTC
CAACAGCATCTGTAGTGTGCGGAGCATATGACAATAAGATTGAAGAGTAACAATAAGTGC
AGATCACTTTTTTCTAACATAGAACTGCATTCATTTTCTGTTCCTAAACCAACGGCTTAT
TTTTACAAAAGAATAGCAAAGTGTTTGTTAGAAACTCTAAAAATGATTCACTCTCAGCCT
CACGTCAGTTTTTATGTGGGGATGAAAGTGTGACTCTCAAGTGGGAGGAGTCAAAACCAA
ACTCAGACTTTTTCCAGTTTGTGAAACAGCTCATCTTGAATTTGGTCAGGATTTCTATTG
AGTTAGCTTTTTGGGAAAAGACCCTGGGAATAGAATGTGCCTTTAGTTACTTTTGTTTTT
AAATGTCCTTTAGCCCCCCCACCCCCTCAGACAAAGACTGACACGCAACAGCTTTAATTC
ATTTAAAACATCTAAAAGTACAAATCATTTTTAAGAAAATCAGAACTTCTCAAGCATCAG
TTTAAGTTTCTCTCCGCAAAAACATTTTCATCATTTTCCCTCCTGCGGCATGAGAAAAAA
AAAAGGAAAAAGGGACAGTTGTTTTCCTTCTGGGTCAAAAAGGTCCAACCTGATCCTGTC
CTTTGCTCAAATGGACAATTCAATCACGCACAAACACACACTGAGGCTCAGTCGTCTGGT
TCCGTCACGCACTGCTCCACGATCTCTCGAAGGTTGGGGTTCTCCATAGCGGCGGCCACT
CGCTCCGTATCATTGATTTGTTTGTTTATGTCTTCCTCTGTAGAAAAAATTCCTTCTGAA
AGGTAAATTTCCAGCTTGTGTTTGAAAGGCAAACAGCGCTGCAGCTTCACTTGTAGGCAC
AAACCAATGAGAGTAGCAAGGGAGCAGTGAGGGACGGTGGGGGAAAACTTGATGATGATC



AGGTACTCGTCCTCTCCCAGATCCTGGACCTCCACACATTTCTCCGTCACCACCTCCAGT
TCCTCCAGCGTGTTGGGTTTCTCTGGGTCCCGGATCGATCGGATCACATCGTAAACTTCT
AACGCCTTTTCCTCCATTTTTGTCCTTTTATCCGCACCCCTTTTTTCAACAAGCTGTAAA
ACCTGAGAGACGCTCAGCAATGCGAGGCGCAACACCGACTCCATACTCCTAAAAGCGCCA
TAATAAACGAACCCGACCAAACGACGACAGACTAGGAGGAAGTAAAGACGGAGG
>CL4703Contig1
CCAGTCTGTGTGTGACAATGGCTGAAAAGACAAGTTTTAAGTGTTCAATCACACACACTG
ATTGTGTTGACATCCCCACTATGGGTCATCACTCAGATTTATTAGGAAATTACAGACAGT
AGCACTTCAGTGAAGCACTGACGAGAATCCTACCAGAAAAAAAATCGCAATGGCACCTTT
AAAGAGGCTGGGAACTGGAACTATCGTTTTAAAGCGCACATCTTTGAGTCCAGACTTCGA
ACTGAAACCTTTTCTATCGTCCACATCCTGCAAAAATCAGGTTTCGTCTGTGTGAATTCC
CACAGGAGAAAGTTTGAAGTCTGTTCACCGTGAGGACGAGGGCGTCCTTCCATCTCCTGA
GGCAGCACACTGCAGCCCAAATTACTGTCCACTCAGGAAGGCAAGGTGGCCTTTGGTACA
TTTGTTGGCGTAGTGGCCCTTCTCACCGCACTTGTAACAGGTGACCTGGTCGAGAGGTCG
GGGTCCTCTGTTGGCATTCATGTTGTTTTGATGAGAAATGATGTTTGTGTTGTTCTGCTG
GCGTTGGCCTGGACTTGAGTTGGTCAGCTGGATGAGAGAAAGAGACGAGCGTCCGCTGGA
AGCTGCAGTCTTTCCCTGGTTTTGTATTTGCTGTGGTAGAGGGGGCTGTTCAGATGTTCC
CATAGGCAACTCAAACCGCGGGTGCATAAATTTACAGGATTTGCCTTCTGGACAGANGCC
CACCAGATAATTCACACAGATCACTCTTCTGGTGTGTCTGTGTCTGCAGTCAGGACCGTG
TTTGCAAAAGCCTCTGTCGTACCAAGGACAGTCTTTGATCTTTAGACTCTGGATCGATGT
GCAGGAAGGGACATTCCTTGTTGCTGCACTCACCAAACTTTGAGTAGAAATAGCATTCAG
GCATCTTGGTCATGTCGTATTCGTGCAGAAACTCGCACTGGTCTCCCTTCTTACAGAGCC
CTCTGAGCCAGTGCTTACACACCACCGTCTTCTCCCCGCTGATGTGACGGAACGGACACA
TTCCACCTTTCATACACGTTCCCTTCATGAAGAACTCGCACACAGCTGAGCCGGACTTGT
CCATGCCGGGAAACGGCAAAGGCTGCGCTCCCAGCTGCTGCTCCACAGCGATCTCCAGGT
CGAACTTGATGTGATCCACGTTTGCTAGTAGCTCCTGCATGTTTGCCTTGAGTTGGTAGC
TTTCAAAGCAAAGACTTGTTCGGTTAACTTAAGCTAAGATAGCTTAATGTCGAAACTGTT
AGCCGGCGATTCCCTCATTAGCCAGCTAAAGTGGCTAACGGGGCGAGCCAGGCAAAACAA
CAAGAGCAGAGGATAACAATGAGATAAGGTAAGGATCACCGAAGTCCTTATATCAACTAT
TTCCAAACAAACAGGTGAACATGACTTAATATTTTTGTCTCCGAATCGATCAGAGGTTCT
GTTTGAGGACGCGCGCACATTGACCTCTCCCCGGCCATA
>CL4704Contig1
GGCTCTTTCTCTTCCCTTCCATCTCTTTCTCTCTCTGTCCTCCACTTCTCTCCAGCCTCC
AGAAGCTCGCCAGCTTGCCGCACTTCACCCAAGAGAGGACGTAGACCTTGTCACAGAAGA
TGGCAATGAGCAGCATCCTCAACGCTGATGACATCAAGAAAGCTCTTGATGCCTTCGCAG
TTGCTGACTCTTTTGATCATAAGAAGTTCTTTGAGATCCTGGGTCTGAGGGCCAAGTCTG
CCGATGATGTGAAGAAGGTTTTCACGGTGCTGGATGCCGACAACAGCGGCTACATAGAGG
AAGAAGAGCTCAAATTCGTCCTGAAAGGTTTTGCCAAGGACGGCCGGGACCTGACGGACA
AAGAAACCAAAGCCTTTTTAAAAGCAGCTGACAAGGATGGCGACGGAAAGATTGGAGTTG
ATGAATTCACTGCCCTGGTGAAAGAATAAACGGTCACCTGTAAATGGCCTCCCACCTATT
AGCACACCTCAACACCCCCAACCCCCAGCCCCTCCCCTGCGCCTGCACCTCCGCGCCTCG
GCCCAGCTGCCCTCCCGCCTCCCTGAAGACAGTTTCTTCTGACATCTCTTTGGACCTTGG
CCTCTGCCGCGCTGCCGTCTTCATGAAGTTCGATCCTGCGGTGTTACGCAGACCCCACCC
CCATTAGCAGACCCCCCCCATTTAATTAATCTCTTTTATACTATCCTTTCTTTTTATTCC
ATTGATGCACAAACTTCAAACATTTGAAACCTTAAAGTGGTGTTTTAATAAAATATTTCT
CTACCTTTCTAATCATACACCCCTCCTTAACTCTTTCTCTGTCTGTGACTCCTCTTCTTT
TTTCCTCCTTTTCCTCCCCTTTTCTCCAACTAAGCCACTTCTTGCTCACCTTAGTGCTCT
CTTTCCATTCTCTCTGCCCTATCACCAACTATCATCCTTTTCTCCTCTGGAAACCTGCTG
GGGTAAAAAGAAAAGCAAAAAGATGAAAGAGGTGAAGCTGGAAAGAATAAAAAACAAG
>CL4705Contig1
TNAGGGGGGGGGGGGGAGTGTCAACAGGAATCAGAGTTAAGACTTTGTAAAGAAAAGAAA
CAAGAATAAAAGGGATGGTGGAGGTCAGAGGAAGGATTTGCTAGCAAATGATCTCATTTG
ATTCCTTTCTACAGTACTTGGTATCGTCTTCTGTTGGGATGCGCGCTCGCATTCAGCTGC
CGAAGTCACATACAGGCTTGCATATTTTTTCAGCAGTCACAGACACGCCTCCAGCTTTTT
CTCACCTTTTTTTTTAAGGCCTCGTGAACCGTTAACCCCATTTAGCTGGCAGATATCTTC
TCTCAATCAGTCACCGTCCCATCGATGCAGAGGCTGTCCATGTTAGGGCTAACTACCGGA
GGTGCCACACAGTGGCACTGTGAGTGAGTCTAACCCTAGGGCTCCTAGTGGTTTTGTGCC
AGATCTCCCACCGCCGTGGCTCCCTGTGGTTGAGGTTTGTGCTCCACCCTCTGATACAGA
GGTTCAGCAACCAAAAAAGAAATCTCCCTCCAGCTGGATGGGGCAAGTGGAAGCCCCACA
CTACAGGGAGTATGAGCAAAGTGGCCTTCCAGGCAGGCCATTTGTACACCTACTGAACAG
GGAGCCAATGCATAGCCTGCGCCCTCCACTGATTGGTGTTGCCTTCTATTCACCCTCAAG
CTAAATCTGAACTTCTCTTGATTTTATTTGAAAGAAAAAAAGTGCCAACTTCTCTGATTT
CTTTTACGTCATTGAGTTTATACCACATCTGTAAGTTCGAACCGTTTCACAGTCTCTTTT
TAGAGTGGGGATGACGACGATCTTTGGGGAAAAGCTTCAAAG



>CL4706Contig1
TGGCCGACTTGAACGACTTCATTTGACACTTTTTTTTNTTATCTTCTGGTTTTCAACAAG
TATGTGAACCATCATGCATTCTTTGTCAAGCGACACAAACACTGCAGGCACTGGAGCAGA
GAGCTGTTAGCAACAGACGTTTGTCTTTTATTCCTTGCATTTGAGTTGAAGTCTGGTCTC
ACGGTCGGGCCTGCTGTCCTCGATGGGCGTGGCTCGTCCCGGCACACCCGTCACCGCGGT
GACAGACAACTGAAAGAATGATTAAAGCATATTTTCGCTTGCAAGTCCGTCCTCTGAAGC
ATTGTTTTATTATCTATTATTCAATCCTGCACTGAAGTCTGGTGAAGGGGGTGAACAGAA
GCGGTCGCAGGCGGAGCCGTGGCATCAAGAGCGAGAGGTCGACCCGGTCTGCTGCTGATT
CACGCGTGTGGAGGAGTTTGCCAGATCGGCGGAGGCAAAAGTGGAGCAGTTTGGTTTTTG
CAGGATGGTGTCGGCGGCCGAGGCGGCTATCATCTGGCGTAGTGCTTGATGTATTCTTGA
ACCTTATTCCGAAAATCCTCCTTGTCTCTCAGATGATGTTCTGCTGCGTCGATGTTCAGC
GGGTCATCAAAGTTCAACAGGTCAGTAAATAAGGAATTCAATCCCCAGACCACATCCTTT
AACGTTCTAGTCGGGGCCCAGCCTGTGCCATCAATAGAATGCTCCCTAAGTAAGCTCAAA
CAGATCTCTCCATTCTCTGTGATATTAGGATGCCATATTCTGGTCAAGCATCTAACTTTA
GGAGGCACCATGTTATAGGCTTCAGGGACATCTACTTCAAACTGAAACTTTCCACTTTGG
TAGTAACCTTCATCGGGAGACACGGACAGCTGAAAGTGATGCAGCTTGTTCTCATCTGGA
AAACTGGCTTTGCATGTACTGGGAAGATTGGCTTCAAGGTCTGCAACTTCTTTGGTAAGG
AGGCGGTCCCTGATGGAGACTCTGTGGGCGGAGTCTGAGGTTGCAGATGAACGGCCCGCC
TTTCCTGCATCGTCTTTCTTTAATTTCCTGGCCAGGGTGAGCATGGCGGTGCTATGATGT
GCCTCTCTTCCACCAACTCTGCCCTTTACCAATCGGCCCCTTTAAATATCTGAAGTCTGA
GAGCTAGCGATCCGTGTTACACCATAACCTGCTGCCCTCCTCTGCGCAGGCGCTCTCGGC
ACCGCCCCCAGATAGTTGCATGCACGTCGGACCCCAAATAATTTTCACATTAAATATTTG
AAGTCTAGAAGAAAAAATAAACTGATCGAAAGATCAGCTGTCAGAACTTGGCTTCTGTCC
CCGGCCATAAGGCCCGGGT
>CL4707Contig1
CGAGGGCAGGCTGGTGGAGACATGTTGGCGGTCCTGACTCGTGCGTTGGTTAAGAATGTC
TTCAGTGAGTCTGAAGATGAGGATCCATATGAAGCAGCAGATAAAGCCAGGTTCTGACGT
GCAGCAGTGTGGACCGCGCTCAGGTCCCGGGTCATTTTGGGTACTTGGGTCATTTCAGAC
CCCGGGTCATTTCAAACCCTGGGCCCAGCCCGAAGCAGGACCTGAGCGGAGAAAGACACT
GCTGCACGGTTTTCTTATCGATCTTGTTTTCGTTTTTATTTTTTTGCTCATTGCACTGAC
CGGGGACGCTTGGCAACCAACAGAGGGCACTGTCGATCTCTCGTACCTTTATGCATTTAT
ACATTCAACAAAGCAGATTTGTAAAAGTTTAATATAAGACGTTTTGTGCTTATCTTAAGA
CTCGTTTAAAAGTAGAACTTTACTGTTGTCGTCGTTGTCCATGTTACTGTTGTGATGTTA
GGGTTGTACAGTTGTGAGTTCAGGAACAGACTTGGGCTTTAGCTGCAGGTGTAGTGGGCG
GAGCATCTGGGTTGTGTTTTTACTTTTCTTTTTTAATTTTGTAGCATTGTAAGCGCAGCG
GGGTTGTGTAGCAGACACGCAGCATTCGCCGCAGATGGATGGAGACAATCAGGCCAGGAG
CGGTTTGTTGGGTTTTTAGACTTTTTAAAAATCAGCGTGCGTATTTGACGTATACCCATC
ATGCATCTGTATTTAAACGACGCTTCTTTGGTATTCTAACGCCCTTTTTAACACTGGATT
GAACTGATTTAAGCTTGGCGACCAGTGGCGGCCCCCGCAGACTTGGATGCTGCGGGAACG
GGGAGGGGAAACGGTCAGCGTGCACGCCTCCTCGGGGGAGGGGCAGCTCAGTTAAAACCC
TTTTGTAATAAACCACCCGTAAAGCAGCAGGTTTACTATGAATGAGTTTGAGCACTTTCC
TGTCGACGGCGTGCGCGCTGACGCCACATGCAGGAAGCAGAGCCGACAGGTCGTCGCCAC
TCGGATAAATGGTCACTTCCTGTTTGTAACGTCACGAAGCAATATTATCCCAGCTGAAGA
TTTCTGACAAATGAAGCTATAATTCTCCTCGTTGTCGATGTTATTACTCTTCAATGTGAC
TGTATTTTTATATTTTCTGTTTTTATCTGGGTTGTTTTCATTTGCTCGTATCAATCAGTG
GGAACGTGCATTTTGGTGGAATAGTTTTAGGCTTTAGAGCTTTTTCTTTCTGTGTAGACT
TTGCTCGCCTGCATGCCGGAGTATTGTCTGTTTTAAAAATAAAA
>CL4708Contig1
TTTTTTTTTTGGTGGTTTCTCAATGTTTTTATTAACTTAAATATTTAAAAATGAAAACAA
GTGAGCCAAAAGTTTGGCAGAAATTCCAGAGGCAACTTTCTATTTTAAATTAAGACATTT
TAAGCTCATTTATTGGAAAAAGAGAATGCAGAGCCCAAACAGGTAGGATAATAAAGTCTC
CTCAGTGCCCACATGGGCTGCTGGAGCCCTGCTTTTTAGAAGAGGATGGGCCTTTTGGAG
AAGTTGCCATAGAACCATTTCTGCTCGTGTACAGCCACTGCTCCATTCACACAGAGGCAG
GACAGCTGAATATAGACATGACTAGTTCACATGTTCTGAAAATGCTAGACAGTGAAATAA
CATCAAAAAAGGGGGCAAATGATGCCACTTCTAACTTTAGTTTTACAAAATTTAGATCAC
AACATAAAAAATACATTTAGAAAAATGTTTGCTTTTGCAAAATAGTGGCAATAATTCTCC
CCAAATGGTGAACCATTCTTTTTAGAATCCTTTTTAGTACAAATTTCCATGATCTCCTTG
GATCTCGACTTGAAAACCTGATATGAATTGAATAAGCACAGTCGTTTGGACCCAAGAAGA
TCGAAGGCCGAGCAGTACACAGTACCATCACAGCCACACATGCAAAAAAAAAAACAT
>CL4709Contig1
AGGTTTGAAACTGTTTATTTTTCATGGTCTGCAGTAACCCATCAATAGCTGACATTCAAA
CTGAGCTCACTTGCTCCAGAACTCCACATAGAGATTCACCATCAAGTGGGAGTCAGACAT
TTATCTCCTTCAGCCCAGATGTAAGACAGGTATCAAGCATCAGAGCTCTCCTGCTGTAGC
ATAAAGTCAACAGCAGCCTCCACATCCTCCACCACCCGACTTGGCTCCAACAGATCCCGG



TCCAAGACCAAGTCTCTTTGACCATGGAACACCATTTCTGTGATGCTACTGTTCTGGTCG
CTAGGCAATGGGGAGTGAGGGTTATAAACACCCGTGCACACCAGTATGGAGCGACACTCA
GTAGCAGACACCGGCTCCTGCTCTTCCATGGTTATGGGGCTCCCTGTTCCCAGGGCAACA
CGTTTGGCTCCACTTTTCATGGCCTCGGGCTGCTGACTCAGGTAGCGGTTGTATAGATTG
GCACCATAGACGTCTGTCATCAGATTGTCACCGACTGCATAAATGATGGAGAGCTTGCGG
TTGTGGTTCTGTGTTCGCAGCAGCCGCTCAGCATACTGATACGTGAGCAGACTGGGTTTT
CCCAGCAGGGCCTCATACTGCAACTCTCGACCGGTGAGCTTCCTGTAAACCGCCTCCAGA
CACAGCAGGAACATCCCATGACCAAACCGTGGCGATGGGACCTCTGCCATCCAAAGCAGG
TCCGTGTTGCAGGCGAGGATGGGCAGCTGAGTGGGAGGCTGGGGGTCATGAGCACTGCCG
GGACTCCCTTCAGTCAAAAGGACGTCAACCAGAAGCTGCAGGTTGGTCTCCCATCGGACC
GGCTCTCCAAACAGGATGATGGCTTGTATCTGGGGCAGATCTTCCAGAGGAGATAGAGGG
GCTGTGGGTCTTCTGTTATGGTCCACCATGTCCAGTAGGGGGTGATGTTGTGACAGCTGT
TCAATGGTTACCACCTTTTGGAAGCCCAAAGATTGGGCGATGCTGGTCACTGGTCCCTGT
CCTGACACCAGCACACACTTGTTGTGGAAGGTCTTCATGATGTTTAGAGGACTGTGGGAC
AGAACAACCTGCTCAGGTGAAACATGAATGTCCAGCAGGTGAGACAGCTGGCGTGCCTTG
TGTAATCTCTGACAACTTCCTGCATTGGTGACAAATATGACAGGATACAGGAAGTTGTTG
TTTTCATCCACAAGCTTCCTGAGAGCTCGGCGAGCGGCTGGAATCACAGTACCCCCACGG
AGGAGCACACCGTCTACATCAAAGAGGACACCCACCTGTCTGCTGGTGGATGCGTGTCTG
ACCGCCTGCAGCAGAATGGTTCGGCACCACATAATGCCGGCGTCC
>CL4710Contig1
TCACTTTAGCGTGAACACAAAAAGTTTGTTTAATTATTTTTCTATCCAAAATCATATTTT
TTTCAAAAACTGAAAAACAAAAAAAAAAGGTCGACTCAAAACTTCAAAGCATTAATCTTC
NGCTTTCNGATCCTCAGCTNGTTTAGGGATCTCNGCANGGGTANAAAAATTGNGACAANG
TTNGGGTCTTTTTCCNCTTTTTAACGTTCCCTCTCCGTTCTCCCCCTCCTCTCGCTCCAG
TCTTCCTCTTTTAACAAAGGGGTTAANCCNGGACTCCAGGCTCTCGCAGCANGGACGCTC
CAGCAGCGGCCGGNACTTTTTCNGCCNGCNGCCTTCAACCAGCCAGCAANGATNGGAGGA
CACCCCACCTCTGTCTTTCAGGTCNCGNATCANCTCTNGCAAAACCNGAGCTTTGACNGC
ACTTTGGATCCAGNGCTGCTGCAAANAGGACATGACGNANTTCAGCTCTTCGGNGTCCNG
CTGCCAGCTCAGCCCTTCAAAGNGACAGNGATGCAACACCANAGGGNAGNCCACCGCCAN
GCTGTATTGAGGCTTTCTGGGATTATTTTCAACATCAAGGAGTTGGCTAATAATCTGAGG
ATCTTCAAGCTTCTGCCCAATCAAAAGAAGCACTGCCATCATGCAACGCACCTGATGATA
AAGGAAAGCCAGACCTTTGACCTCAAACACAAACAGGCTGTACTGATCCATGCTGGAGGC
CTGCTGAGACCACATTGGTCTAATGGTCGCTGACAGGATGGTCCTCTCAAACTGCAGGAC
TCCGTTGCCCACATCCATTTTACACAAGTTGCGGAAGTCATGGGTCCCCTCATATCTTTT
TGCTGCATCTTCCATCAAAGCCACATCCAAAGAGCCGCGGGGGAAGTAGTAGCGGTAGGT
GCGGGACTGGCAGTCGAAGCGGGCGCTGAAACCTTCCGCCACGGGGGCACAGTCCAAGAT
CCGAATGTCCTGTGGCAGAACTCTGTTCAGCATCTTCACATAAGGAAGCTCGGAGGAGGC
GGCTTTGGATTTGATGGAAGGATCAACTTTTTCAGGGACTGTGACCCCGAGTCCACCACA
AAACTGTGTGGAACGCAAATCAATAGTTATGACTTGGGAAAAGGCGCTGACTCCTTTATC
AGTGCGTCCACAGCGGTGGTAGTTGGAGCTCTGGCGGTCCTGGATCAGGCGGGTCTTGAG
CAGAGCTTCAAAGAGTCTGGCCTCCACTGTGTTGTCAGTGTTCTCCTGGACCGCAAAGCC
CTGATAAGCCCAGCCCAGGTAGGCCAGCCGCAGAGCCACATGGCGTCGAGGATGTGCAGC
AAAGTCAAAGGGTCGCTCTTTCCCAGATTTCTTCCTCTCCTTCCTGGTGCAGTTCCCTTC
AGAGCCTCTGTCTGTGACGTCACCAGCAGACGAGCTGGACATCATTTCTACATCACCTCC
AGGCCTCTCTGCTCTCCTTCAGCTGAGACTTCAGCTTCTCCAGCTCTGCCTCCAACTCTT
TTATACGCCAGATAAGAGAGTCTGACATGCTTTAAGTTGGTTCCCTTGATAATCATTCAC
GTGAAAATTAGAATTTTAAAGATAAAATAATGTTTTGGCTATGTTTTAGCTGGATGTGTT
AACGCATGCATCTACTTCTTCGACACCCCCGGCCATAAGGCCCGGGT
>CL4711Contig1
ACATCCGATGAGAGCTGTGCTCTCCAAACAGACTGGCAAGACTTCTAGGTTTTCGTTCTG
GCAGACACCTGAGGGAAATAGTTCCATTTAACAGGGTTTCTTAGTCTACAGGAAGGCGCT
GCAAAACCCATCCACAGGTTACATATCACTTCCAGTCAAAGGGAAGGATTCCTCACTGGA
GACCACTGGGGGGCGCTTTAGAGCTATGGTAGGTGATAAACAGAAGGCATGTCAATATTT
TGACACAAAACTGACAGACATTTGTTTCCAGTTGAAGCAATTTGTGGAAATGTTGGAAAA
TCTGAGCTACAGTCGCACAATTTAAACAAAAACAAACTTTTTTTGTACTAACGTGTTTAT
TATCGTACCCTTTTTATGTAATAAAAGGCGCAGTTATACAAGTTACCTAGAATGAGTTCT
ACTTGTAAGTGAAACTAACCTCTGATGAATCTAATACAAAGTTAAATGTAAATCTTGATC
TGTATGTTTTACGATTTGGGTTGATTTTTCATTGGCCATTTGGTTGCTAGGCAGAGTATC
ATCCATTCATATCTAATGTAGTCTGAATCAAGAATTCATTACTTGCAGCTGTCGGCGAAA
GACAACAGCAAAGGTACCGTACTCTGCTTTTCTAAAATTTAGGTTAAAAATAAAAATAAG
AATCTGTGCCTCTTTTAGTTTGATGAATCTTTAGGAATGTTCATCTGGATTAAGGCAGAC
ATAAAATCTGCAGAGGTTTTTTTGTTCCCATTTTGTTATTCTGTCTGTCCAGGAATGTAC
TTGCTGTTACTTATTAACAATAATGTAAGGCGAAGTAAGCTTGTGCGGCCCCTT
>CL4712Contig1



GGCACGAGGGAGCCCGTGACGTCCTCCTTCAAGTCCCGAACGCTCAACAAAACCCGCCGC
CGGATGGGATTATTTTTAACGTCTGCGACGTGCAAATAACCTAATTAGGATTTAATATTA
TATATTCATCCCCCCCGCGCGTGCGTCCGACTAACATATCTGAGGTTGAACCGGAAAATC
AGCCGAGCTAGCTAATTCTACGGTAACTAGCAGGCTAGCTTTCACAGGAGTTAGCGTAAA
GATCTAGATTAGACAGAGACGACTTTAACGCAGGCGCTTGCAATGGCTGATGTTGACAAG
CTCAACATAGATAGTATAATCCAACGGCTTTTAGAAGTCAGAGGAGCAAAGCCCGGCAAG
AATGTGCAGCTGCAGGAGAACGAGATCCGTGGATTATGCCTCAAATCTAGGGAGATCTTT
CTCAGTCAACCCATTCTCCTCGAGCTTGAGGCCCCTTTGAAGATTTGTGGTGATATTCAT
GGGCAATACTACGACCTGCTCAGGCTGTTTGAGTATGGGGGCTTCCCTCCAGAGAGCAAC
TACCTGTTTCTGGGTGACTACGTGGACAGGGGGAAGCAGTCTCTGGAAACAATCTGTCTT
CTGCTGGCCTACAAAATAAAATATCCAGAAAACTTTTTTCTGCTGAGGGGAAACCACGAG
TGTGCTTCAATCAACAGAATATATGGCTTCTACGATGAGTGTAAAAGGAGGTACAACATC
AAACTCTGGAAGACTTTCACCGAT
>CL4713Contig1
TCGGCACGAGGTGGACCCGCTGGCATCCACCTCCAAGATGCTCAGTCCAAACATCGTCGG
TGAGAAGCACTACAACGTGACCAGAGCTGTCCAGAAGCTCCTCCAGGACTACAAGTCACT
CCAGGATATTATTGCCATTCTGGGTATGGATGATCTCTCTCCTGAAGACAGACTTACCGT
CAACAGAGCCAGAAAGGTGCAGAGATTCTTGTCTCAGCCTTTCTTCATGAGTGAGGTCTT
CTCCGGTAGACCAGGAAAGTTCGTCCAACTCCAGGACTCCATCAACGGATTCTCGAACCT
CCTGTCCGGCGCTGGTGATGAGTACGCAGAGCAAGCCTTTTACATGACTGGTACCTTCGA
GGAAGCTCTTGAGGAAGGCCGCAGATTGGCCCAGCAGAAATAACTTAATAAATTAACCTG
TGCCCAATCAATTATAATCTCGGAAAAAAAAAA
>CL4714Contig1
CGGATTTCCTTGGTCAGCTCTTTAATTAGATGGTTTGGCCTGATATGGTCAGGTACCTCA
CTTGTTGGCTGGGTCGCCTCTCTTTTCAGCCAGGTTTTTAGTGCACTGATTAAAGCCTTG
ACTCCATCCACAAGGTAGGTTGGCGGCGGACAGTTGTCCTCTCGTAGCTCTTTTAACATT
TCCAGGAGGTTTTTGGCAACATACCAGCAGATGGCCTCAAAATACGGGAACTTAAAGAGG
TCTGGGGTTTTGAGGCGACGCTCCATTTCATAACACCTGAGCTGCATGCCAATATTAAGG
TTGTGAAGGAAATTCCCCCCAAACGCCATGCAATCCTGAGAGGTGAGCACACCATGAATC
CAACCTGTGGGGATGAGCAGGGTGGTTCCCTGGGATACCACACATTTGTAGCACTTCTCC
ACTTTGTCTCCGAAGAAAACTTCACTCTGATTGGGCGAGGAGCTCCACGCCTCGTATAGT
GCAAGGTTGGTAGACGTCGGCTTGATCAGGTAGAAGATCTTTTCACCCTGAGGATCAGAA
GAAGTGTCAGAACGTAACAGTAGCAGCAGAGTGAGGGTGTGTCCAAATTCGAGGGCTGTA
TCCTTCAATGGCCGCTGCCTTCCTGGGCAACGCCGGCCGGGCCCTTCGTCACGCAGGTAG
GCCGGATATTAACGGCTGTGAATTTGGATGAGTCTAGCCTTTAGATAATTCCATCTGTTA
CATCGGCGAGTGTCCTGTTGCCTAGCAACAGCGAGTCCCGAACAGAGAGGAGTAGTGAAC
CAGGCATGAACCTCGAAACTTTTCTTGTTTTTTTTATCCAACTTTTAATCTTGGGGGTGT
AATTATAAAAAGGTGTAATTAGTTCCAACTCCAGGTCCCGATTCACAGTCTGCCATTGTT
GTCAGAAAATCTGGCCGCAATGCATCTTGGGATATGGACAGCAGAGAAGGATACACCGGA
CCAATCCTTGAAATCGGTAAAAAGAAG
>CL4715Contig1
CGAGGCAAGTATGACACCAAGCTAACTTGACGAAAATGTAAAATGATCATCCGAGGTTGG
GGTTAAAGAATGTAGCAAACGAGATGGGGCAGTCGTTGTGTGTATGTTCCCGTGGCTCCA
TGACCATTGACAACAAAAAATATTATTTTGTTCAGAAACTTGATGAAGGAGGCTTCAGCT
ATGTTGACCTGGTTGAAGGGGCAAAAGATGGGCGTTTTTACGCCCTGAAGAGAATCTTGT
GTCATGACCGGGAAGGTCGCAAGGAGGCTCAGACCGAAGTGGAAATGCATCAGATGTTCA
GTCATCCCAACATCCTAAGCTTGGTGTCACACACTTTCGTCGATGCTGGAGGGAAGACGG
AAGCCTGGCTCCTTTTGCCGTATATGAGTAAAGGAAGTCTGTGGTCTGTTCTGGAGAAAC
TAAGAGACAAAGGGAGCTCAATGCCTGAAAAACAGATTTTGCAAATCTTCCGTGGAATTT
GTTCTGGATTGAAGGCTATTCATGAAAAAGGCTACGCACACAGAGATCTAAAGCCCACAA
ATGTGCTTCTGGATGAGAATAACAAACCGTTACTGATGGATCTGGGCTCCATGAATCGTG
CGAGAATTGAGGTGAAAGGATCCAGAGAGGCCATGACCCTACAGGACTGGGCGGCCCAGC
GCTGCACCATTTCCTACAGAGCTCCTGAGCTCTTCCACGTAGAGAGCCACTGCATCATAG
ATGAGCGCACTGATATCTGGTCGCTCGGCTGTGTGCTGTACTGCATGATGATGTTGGAGG
GCCCTTATGATCTGGTGTTTCAGAAGGGCGACAGCGTTGCTCTGGCTGTCCAGAATCCAG
TCAGCATCCCGCCATCTTGCAGGTATTCATCAGGTCTGCAGGTGCTGCTC
>CL4716Contig1
GAAACCTTTAGCCACTTCCTGCTTGTCTGAGGAGAGGAGTGAAAGGTAATGCGCTCACCT
TTGGTGGTCTCGCTCTCTCTAACCAGGAACGTGCCTCTCCTGTTCTCCAAACTGAGCAGC
AGCCTCTCTGAATCGCGGCGGGTGATTTTGCCAAAATACCATTCTTCTGCCTGGATGGAC
TCGGATGGAGCCACATAATTGCTGGGGATGTAGCCGCTCTCTCCAGTGGCCAGGGACCGG
GCCAGCCACCAATCCCCTTCTGTATTGTTCACTATCTGGAGGCGTTCTCCCTTCCTGAAA
GACAAATCTGAAGCTGTTCGAGACTCATAGTCGTACAGAGCCACAAACGTCGTCACGCCA
CCTGCTAGAGTGATTCTAGTGGAAGACGAAACAATGTTGTTGTCCACACCTCCAAAGAGG



GTCATCTTTGCGTTAGAGGCCGCCGACTGATTGTTCAGACCTGTGTCGGCTGTGGGGTTT
CGGTTTGGAGTCAGGGACTGCTGACCAGAATTGAGGTGATGGCTGCCAGCCCCTCCCCCA
GAGCTGGGGTTACCATCGAGGCTGCGGGTTCGCTGGCCGACATCCTTGGGCTTACTCTTG
GTTGCCCCCATAGCCAAACCCCTGAAAGGCTGCCGGAGTCTCAGCGGCAGGACTCTCCCG
TCAATCCCAGTGTCTGCTTCCGCGTTAGACCATCAACTCCTCCGCCGGACGACTCCGTTA
AAAAAAAAATAGTAAGCAGAATTATTGGAGGGTGGAGGCGGATCGGTGCCTCTGCGCCGG
CAGCAGCGACCCGGTTCCGGCCGGGATCAGGACGGGAGGACGCTTCGCGACCGAGGAGGC
ATTCTGATGATCAGAAGAGGTGCTGGAACATGGGGACCACCCGGGAGTTCGGC
>CL4717Contig1
AAATCGCAGAAACGAAGCCCTGTAGTTCGAGATTAACCCCTACCACCAGCAGAGGTTTGG
TTTTCGTCGTGAAGCAAAAAGGTCGGACACCAAAAGAGGAAATGACACCAAAGAAACAAA
AGCCTTGCCTCCCGAGGCGGGGATGCCAGGATCCCAACCTCCTCCCAAAATCCGAAGGCC
GAGTCTCTTCAGACCGTTCATGTTCACGGTTGGGTTTACAGGCTGCTCCTTCGGCGCAGC
GGCCATCCTGCAGTACGAGACCCTGAAGTCAAGAGCCCGGGCTGCAAAAGATGGAGAGGA
GTTAGAAAAACTGGTGCTGGGTTCCCAGGACATGGCATATTGGCACGACTGGTGGAACCA
GCTCTCCGGTTTACAGCGACAGGCCCTCCTCCTGATGTCCATGTTGGATGATTTTTGGAG
CAGCCTATCAGAAGGCCAGAAGACGGCCACCGGTATTATTGCAATAAACACTTGCAGTTC
TTTGCTGCTGGCGGATCCCATCAATGCAGAGAAACATGATTAAGTACTTCACGTCAAACC
CAGTCTCAAAAACCCGATGCCTTCCCATGATCCTGTCCTCCTTCAGCCACTACTCCATTA
TCCACATGGTGGCCAACATGTATGTCCTATGGACATTTTCCTCTGGAATCGTCTCTCTTC
TAGGAAAAGAGCAATTCCTTGCAGTTTATCTTTCTGCAGGTGTGATCTCTACAATGGTTA
GTTACATTTGTAAAACAGCAACAGGGCGATTCCATCCATCGTTAGGAGCGTCAGGTGCTG
TCATGGCTGTACTTGCTGCCGTCTGCGCAAAGGTACCAGAAGCCAAGTTAGGAATAATCT
TCCTTCCCATGTTCACATTCAGTGCTGGAAATGCCCTTAAAGCGCTCGTGGCCCTGGACA
CAGTTGGGCTAATTTTGGGATGGCGGCTGTTTGACCATGCGGCTCACCTTGGTGGAGCTC
TCTTTGGAGTATGGTACGTGGCATACGGTCACAAACTGATCTGGAGGAAAAGGGAACCTC
TTGTAAAACTCTGGCATGACGTGCGTTCCCCAGGCTCTAAGGGATCCAAACCTGGCGCTG
GTGGAGGAGCTGGAAACCCCTAAAACTCCCAGAGATCCAAAACTTACTGCTAAATATGCA
AAGATTTTCATTTTCTTTAGTGACATACAATGGGATATCAGGGGATATTGTTTGAAAGGT
CTGTTAAAGACAGAACCGCCTAAACTCATGACTTTTTCAGAGTTTTCTGTCTAATGGTTG
CATGTAAACTGTTTTTTTGGCAGGGGACAGGCAAAGGAAACAGTGGTCCTATAATGTACA
GTTGAAACAATTTAGCAGTTTGGTTGATTTTCAAGTGGAATATTCTTAAAAAGCCAAATA
CTATCCAACAATCATGCACCCCATTTTTTCTGCTTTTGGTGTCCGTGTCCAGTGCTCATG
GCTTTGAGTGTAAAGTGTGACTTGTCACTGAAATGTGGCATTTTTAGGTGAAAAAAAAAG
AAAAGATGCCTGAAGTTGGTTGGCTTTTCAATTCAGTTTTGAATAATTTGTTCTATCCCG
AATGGTTTCTTAAGGTTGAATACTTACTTTAAATCAAGAAACCTTTAGATGAAAGACCTT
AAGAAAAAGATGTGATGTTTAATGCTTGTCAATGCATTTCCAACTATTTTTAACAAGACT
CTATGTTAAAGACAAAAAATTTTCTTGTCTCAAAAAACNAATAACATTAAAG
>CL4718Contig1
CATCGTTATTAGCTTAGTCCGCTAGTTTAGCTGTATCTTTTTTTGACAAAATGTCAACTA
CGACCGGCGGCGGAGAGTTTGGCAACCCTCTACGGAAGTTTAAACTCGTATTTCTGGGTG
AACAGAGTGTGGGGAAGACCTCTTTGATTACCAGGTTCATGTATGACAGTTTTGACAACA
CTTATCAGGCAACAATTGGCATCGACTTTTTGTCAAAAACCATGTACCTAGAAGATCGCA
CGGTTCGACTCCAGCTTTGGGACACTGCTGGGCAGGAACGTTTTCGTAGCTTAATTCCAA
GCTACATCCGTGACTCTACCATTGCTGTGGTTGTTTATGACATAACCAATCTCAACTCCT
TTCAGCAAACTTCAAAATGGATTGATGATGTCAGAACAGAGAGAGGAAGTGATGTCATAA
TCATGCTTGTCGGTAACAAAACAGACTTGGCGGATAAAAGACAAATCACCACGGAGGAGG
CAGAGAAGAAAGCTAAGGAACTCAATGTCATGTACATAGAAACCAGCGCAAAGACTGGCT
ACAACGTCAAACAGCTGTTCCGACGTGTTGCCGCCGCTTTGCCTGGGATGGACAGCGCAC
CGGAGAAGAGCAAAGAGGACATGATCGACATCAAACTGGAGAGGCAGCCAGAGATGACTG
TTACGGAGAGCAGCTGCTCATGCTAGTACACTCTGGTCCCTACCAGCCTGTCTCCCTCCC
ACAAACAGCTTTNCTCTTTGTAGCCACTCTCTTCA
>CL4719Contig1
CTCAATGTGCCACTTTACTTAAATTTTCAAGTTACAAATAAAACTTCACGTTGTTGACAT
AGTGAACATTTCAATTTTCAAATCACTGAACAAATCCAATGTCGGGAGGCAGAGCAGACG
TCTCTGCTCGACGTCGTTTGTCCCCCCAGCTCAGGAGCAGTGGCTTCTTCTGATGTCCAT
AAGCAGTCAAAAGGCCTGAGCAGGCCTACTGAGCAAAAAGCAAAATAACAGCCAGCTGAG
ACTTGCAATGCAGGCCTTGCAGTTCACTTTTTTTTTCTTCATCCTGTTATCCCTCTGCAA
TGCAGCTTTCCATCTCCTGAGATTGGGAGAACCAAAAGGACACTAGACAGCATTAACATA
GCAACAAAGTACTGTAGCAGCCAAATAGGCATCACTTTCTGTTTGAGATGCATAGAGCTG
GACCTGGCCAGGTAAATCTCTCTTTTACAGATACACGATGAGAAACATGCAACAACAACG
ACAATACATCATTAATCTCATTGCTTCCTTGACTTTCTGGAACATTCAACAATTAAATAA
TTTACAGTCTTCCATGAAACAATAGAGAGGGGAGCGGGGGCATCTCAGAGGCTGGAACTG
TGGCGTCAATGAAACATTGTTGAATTCTGGAAGGAGCCCAACGTTGAAACAAAGGACAAG



AGAATGAACTGCTGATGAATCAACCAGAAGAAGAATGTGCAATCAAGCTTCCCTGGAGAA
ACCATATTTACATCCAGTACATCTGCAAATGCTTCCTGGCTCACAGACCCATCAGACACT
GAGAAAGACATACGGCAACTAGAGAGGATGGAGATACATGGATAAAAAGGATAGTCCAAN
GGATGGGAGAGGGTAAAAGTTCTACAGAGGGTCAAAGCAAGAGGTGGACAAATGGAAGGA
TTCTTAAGGGACTTCACAATAGTTGGATTCTATTTAGTTCTCTGAAAGTATTGATGAAGA
CTTCTCTGAAGGGTGAGAGATTAGGATGAAAGACAGAATTTATAGGGCCGGTTCAAGAAC
CAAACAATGGACTGCTGCCAAGGTAAGTGGAGGAAGAGACATTGGAATGGCTTCAGATCT
GTGCCGAGTTAGTTTCCTGGTCAGATGATGGCAAATTATCATGAAAGGGAGCTACCAGAT
GTAGCCAA
>CL4720Contig1
CCTTCCGGTGAAAACAAGCCCGCGTGTGCCACAGTCCGCGAGCCCGCGTGTGCTGCCGTG
TTTTGTCGTGGAAGGACGCCGGCCGTTGGAACCTCGGACCCCGCAACAGAGCGGTCGCGC
TCGCCATGAGTTTTGTGGAATATTCTGAGGTTATTCAAGACTCGGATGTTGCCATCATTT
ACCTGGGCCACAATTCCGTGATGCCCGTCAAAGTGCAGCATGGCGCCCAAACCCAAACGC
GCTATGGAGTCATCCGCCACTCCTCTGACCTGATTGGCCAGCGTTATGGGTCAAAGGTCA
CCTGCAGTAAGGGTGGCTGGGTCTATGTTCTTCACCCCACACCAGAGCTGTGGACCGTCT
CCCTTCCACACCGGACCCAGATTCTCTACACCACCGACATCGCCACCATCACCATGATGC
TGGATCTGAAGCCCGGTTCCGTCGTTTGCGAGTCGGGTACCGGCAGTGGCTCTCTGTCCC
ACGCCATCCTGCGCACCATAGCCCCCACAGGTCACCTGCACACGGTGGAGTTTCACCAGC
AGCGGGCAGAGAAGGCAGCCGAGGAGTTCAGGGAGCACCGCGTTAGTCATCTGGTCACCG
TCAGGAACCAAGACGTGTGCAAGGACGGCTTTGGAGTGATGGGAGTGGCGGACGCCATCT
TCCTGGACATCCCCAGCCCGTGGGAGGCGGTGGGACACGCCAAGGCTGCCCTGAAGAAGC
ATGGAGGCCGGCTGTGCTCCTTCTCCCCCTGCATCGAGCAGGTTCAGAAGACGGCCGAGG
CGCTCACAGACCACGGCTTTGAGGAGATCAACACCCTGGAGGTTNTACTGAGGGTCCACG
ACGTCAGGACCGTTTCCCTGCCGCTGCCTGACTTCGGTCCAGACTGCTNTGCCCATCCTG
AGCCGGACGCCATGGAGGCTCCTCCTCCTGCTCCCAGCCAGACCTCCATCAACATAAAGA
CAACCACGCCGCCAAGAGAACTACCCGGTCACACGGGATACCTCACCTTCGCCACGAAAC
CCAGAACGTGACGCTNTGCAGCAGAACTTTTCGGTAACAAATCCAGCAGGAGCGCCTTAC
GTCTGGACAGAGGTTCATGTGGGCAGATTCGATTAGGATTAATCCCTGGAATATTTAGAT
TTCTTTGATTTAAATCCAGGCAGCAGTTTTTNTTAGGCAGGAGGAGGTTAGACTTTCTGT
TTCTGAGTGCAGTATGATGGGAGAATCTGTTCCCACCCCACATTCCTTTCTCCAATGTTT
CTTAACATTTTAAGATGCCAAAGAACAAAATCCCAAAGGGAGGT
>CL4721Contig1
CTTAACTACTGAGGTGTGAAAAAGCGTTTGACACGAGATTATAAAGAAGTTCCTTGCGAC
CGCCACAAGGCTCAGGAGTGTTTCAGGCTGTCAGAAACGTGGCATGTCCCAATCCCGCGG
GGATCTCAGCAAGGAAATATGTCCTGATCCACAACGTCTGACTGCTCCTTTTGATTGTTT
GATTCCAAACAAAAGAACAAAGTGGATTGGATATACTGCACACTCCTGTACTTTGTCGCA
CCATTTATAATTCAGAATCCCATTCCATTAAAGAAAATTTGCAGTTCACACCGTACGTGA
TTCAAGTTCTGCTCCAACAGAGACAAATGATCCAACATTTTCTTCCTGCAAGTCAATGGT
TTACATCCTTATTTGGAAAACACTATGAATTTTATCAGTCTGCTTGTGTCTATACATAAA
GTCTCCAAAATATCAACAGCATGGCTGCACTTTGACGTAGAAGAAGAAAGCAAAATAAGG
TTGAAAAGGATGAAAATGGCTGCTGTAGTTGATGTTCTGTTGATCCCTCTACTCCTAATC
TGTTAGAAATACTGGGTAATTAAATCTATTAGATCTAGATTCAACTAAATCAAGTTGCAC
AATTATTAAGCTGGATGTAGGTTGTGCATAAAATGTGTGCAAAAAACAAAATTAATCAGA
TCTGTTTGTCTGAAGAACTCAGTCACACAAAAACCCACTTATGCCGCCAACTTCTGAGAG
CTTTCCAACTACTGAATCAATCCAGCTGCTCATATCCTGCTGTGTCCTTCAATAACCTTG
TGAATGTTTGACTGCAGCTATGGTACCCCTCAGTGCTGGGTTAAGTTTTAAAAAGGGTAT
CATGAAAGCTTGAAGAGGTTTAAACTATATTTTCCGTCAAAAACCTTTAAAATGTGGGGA
TGGGAAAAAGGATGTTGGGCTTGTTCTGCACTTTCTCTATGCATATTTGAACTCCCAACA
TGTCAGCAGTGAGATAATCAAACCAAAACAACAAGTTTGTGTTGTTTGTATCGGCGGTCA
CCTGCCGAGTTATTTTCCCTTTTGTTTGCTGGATGACAGCATTCTAATAGAGCTCCTGTT
TATAGCTGGATGGTTGCTCATTTCTGTCTCTGGATCTGTTGTTTACCATTAGGTTTTCTG
ATTCTTGTCTATTAACACCCCCCACCCCCACCCCTTTGGCTTATATTTATCCGCAATACC
GCTGCATGTTTAGCAATCACCTTCTGCTTGCATGAAAAAGGGGGTGCAGCCTCTGCACAT
CATTCTGATGATTTTAAAGTGCTTTTTTTTGTGTGTGTTTGTTTTTGTGAAGATGACAAT
TCAGGGTATTTCTGCTCAGTTGCTGTGCTTTATGAAAGCAATGTCTTGCTTTGACAAACA
AAACCTTTACTGTCACAGACTTTGAGACGTCTTCCTTAAATCAGCGTAAGTGGTGATGAT
GCAGCGGGAGGGCTGACATGGGGAGCGAGATGGGGGGGGGAAGTCATGATAGCTGTCCCT
GTGTGTTCATTGTCCGTGTCGATTCCCACAGTATGGCTGCCATCCCTGTGGCTGGCTCG
>CL4722Contig1
ATTCGTTCTGCTCCTTACACTTCCTCAAAGTGGTCCACTCTTTCCTCTCCACATCCCTCC
ACCTCTGGTTTTCTTTGTTTAACTTCTCTCTCCTCCTTCCACAAGTCCTTCCATCTGTCA
TCCTGCTGCTCCGCCACTCTCCCTCCAAAGATTTTCTTTGCTTTCTTGAACTTTTTTGTT
TTGTTGTCGTTTTTTTTTTGTTTTTGCATCCGTCCACCTCTCCGGTCNGGAGGGGCCCAC



AGCAGNGCGNGCNAGGTCTCAAGNGTTGCGCTCTTCGTCCCACGAAGGAGNGCCCCAANA
CTTTGACAANANACTTCNGGNAAAGTTTCCACCAAAATGAAGGTCCAGCTGCTGCTCCGG
GTTGCCCNGGCNGGGCCTTTCTGTGCCTTCACAAGNGCAAGTCCCACATTCCCCACAAAA
CTTCNGTCNGCCAGTCCTGAAAAAAATGAAAAAACCTCCAANGTTGACAGTTCAGNGTTG
GCTGAAACCTCTGNAGGGGTTATNACAGGCCCACCTCCAACACAACCANAAGCTCTCCCN
GGAATTGNGTCNNACACAAAGTCTACTCCCGGGGCCGCTCCAACCACANAA
>CL4723Contig1
AAGCTGATCCACCAATTCCTGCCGAAGCATTTGTCCCGTTTTTCCAACACGTCCCAATTC
ATCAAGATGCGGGCTGGACTGTTTGAACAGGAGAGCTTGAAGGACACCGACATAGGAGCT
CACCACTTTGCCATGCTGTGGGCCTCAGTGGGGAACACGCTCCCTGCCACCTTCTGGGCC
ACGTACTACCTGGTGAGCCACCCTGAGGCTCTGCAGGCCGTCCGGCAGGAGATCCTGGAT
GTCTTGAGAGACGACGGCGTGGAGTTCAGCACCGACNACGATGTGAATCTCAGCAAGGAG
CAGCTGGACAAACTCATCTATCTCGAAAGCTCCATCAACGAGAGCCTCCGCCTGTCCTCG
GCCTCCACTAACATCCGAGTGGCTCAGGAGGACTTCAGTCTGCGGCTCGATGCCAGCCGC
GCAATCTCTGTCCGGAAAGGAGACATCATCGCTCTGTACCCCCAGAGCATGCACCTGGAC
CCCGAGATCTACGAGGAGCCTCAGACATTTCGGTTTGACCGCTTCGTGCAGGACGGCGCC
GTGAAGACAGACTTCTACAAGGATGGGCAGAAGCTGCGGTACTACCTGATGCCGTTCGGA
TCTGGCTCCTCCATGTGCCCGGGGAGATACTTNGCCGTCAATGAGATCAAACAGTTCTTG
TCCGTGCTCCTGCTCTACTTTGAGATGGAGCTGGAGGAGGGGCAGCCCAGACCTGCCCTG
GACCCCAGTCGAGCTGGACTGGGGATCCTGCTGCCCTCCACTGACGTGCGGTTCCGTTTC
AGACTGAGACCCACTGAGGTGTAGTGTTGTTGGGTTATTGGTCCTCAGTGGTTCTAATCG
TCCAAGTAGTTAAACCAGATCAGTAGTAAGACTTCCAGTGCAGGAGCCTCAAGTCACATA
AGCAGACGATTAACCAGAGCAGGAATAAGTCAGACCACAGCAAAAATCACACCTAATCAC
ACCCACAACAAGAATAATCAAACGATGAGATACTACAACTTTCTGTGGCCCAGATTGTTA
TGAACGATCTAAGGCTGGACGGCTTAAAGTTGGACCAGGAGAATCATATAGACTGGAAAA
CTGTCCTGGATGAGCCCCACCTTCACAGTAGAGGAGAAAGGTTCCTGCAACCAGATGAAT
CTCCTACAGAACTGACCACTTGTTATTTTTTTATTTTTTTCAAATAAAAGCTGATATAAA
AACTCCTAAAAAAAAAA
>CL4724Contig1
GAGGGGTCCACAGTATTGATGTCATATTGGGATTCACTAAAGACCAGGAGCCCTTGCTGC
ATTCAGTGGGAGATGACGGCAGCCCCAAAGTTAACGGAGCCCTCCAGCAGGACCCCGCCA
AGCCGGTCCCTTCAGAACCCTATGGAAACCTTCCGGAACTGGGGGACAGCTCACAGCATC
ATTCCTACCACGACTCCAGTCTTTTCTCGAGTGATAAGTGTGAAGAAATGAGCAATCTCA
CCAAGGAAGTGGACATCGCTGACGGCTCTCCTAAGTCCATCAAAGAGGAAGAGCACGCCA
AGAAAAAGCACAGAAGAAACCGTACCACCTTCACCACCTATCAGCTTCATGAGTTGGAGC
GAGCCTTCGAGAAGTCCCACTATCCAGACGTCTACNGCCGGGAGGAACTGGCAACGAAGG
TCAACCTGCCTGAGGTTCGAGTCCAGGTGTGGTTTCAAAATCGAAGAGCAAAGTGGCGTC
GTCAAGAAAAGATGGACACCAGTACCATGAAGCTCCATGACTCTCCNATGTTATCCTTCA
ATCGTCCTCCGATGCCCCCTAGTGTGGGGCAGGTGGCCAACCCGATGCCACTGGATCCTT
GGCTCACGTCACCTATTTCCAGTGCCACACCCCATGCACACCATTCCGGGGTTCATGAGC
TCCCCGCAGACGCTGCAGCCCACCTACTCCAGCCACAGCTTCCTCAACAGCCCACCCGGC
ATGGTCCAAGGTATGCAGCCGATGGGGCCTCCTGCCTACCAGTGCGCACCTCCCTTCAAC
GATAAATACCCGGTGGAGGACGACCGGAATTCCAGCATCGCAGCCCTCAGAATGAAGGCC
AAAGAGCACATTCAGTCCATGGATAAAACCTGGCAGCACATGTGATGCCCCGACAGGAAG
TGGATGGATTTTTAATGCACTCCTGTAAATGTTTACAAACTGTTGATTCGTGTATCAGGT
GAGAGGAGACGTGACACCAAAGAGGCTTGGGAAATTACCACCATGTGCACCGCTGTGTAA
CTGTTCAGGCAAACGGTTGATTTTCAAAAATGAATGAAGTATTTAAGTTTTATCAAACCA
CATTAGCCTCCGTGACGCTTTAGGACTCCCATGTTTTGATGTTTCCTCTGCTTTTTTCCG
CACAGGTTTTCTATATTAGATCAACTGTAGACGGTTTAGCCAGACTCTCTGTTAGCTACA
GGTTTTTGTACAACATCTAAAGAACAATTGACATCACATTTATACATGTTTTTATGTGGA
ATAGCTGTCGCTCAAACTTTTTAAGATGTCAAACATTTCTTTAATAAAAACTGTAATACT
TGTAGCTCTGTCAAAAAAAAAA
>CL4725Contig1
CGGCAGGCTGAAGCCCTCGTACACGGGACAGATGTGCGTCACGCCATCACCCGAGTCCAC
AACCACACCGGTGAGAAGACCTTGAGCGTACAGAGTGAGCACCGCCTGGATAGCGATGTA
GACTCCTGCAAACTGGTACGTCTCAAACATCACCTCAATGATTTTCTCCCGGTTCTTGGT
GGGGTTCATGGGGGGCTCCGTCAGCAGGATCTTGCAGTTGCGGGAGCTGATGTTGAGCTT
CTCTGGCCCAAAGGTGTAGTCCCACAGGTGCTTCATGTCATCCCAGTTCCTGACGATGCC
GTTCTCCATGGGGTAGTTCACCTCCAGCATGGAGCGCAGCTCGCTGGCTTCATCTCCCAC
CATCAAGTCCTTGATCTCAATGTTGCCCACTTTGGCCGTGGAGCGAATGATGGGTCTCCC
AACAAGCGCAGGGAAGATGTGTTCTGGGAAGTTGGAGCCGGCATAGCCACACTTGACAAA
CCCGGTTCCGTTGTCGCAGACCATTACTTTCCTTCCCTGGCTGTCCATTATGAAAAAGTC
CAGTTACCGCTGAACCTCCCTCAACTTTCTCTGACAAGCCGGAAGGAAAGACACACCAAA
CCCGGGCCGAGAGGA



>CL4726Contig1
CAATCTTGAAGGCCAATCAGAGGCAGACTGATTTAAAAAAAGACTTAAAGCACCTCAAAG
TCAGCTAATTCCAACAGACACCCCAAGTGCAGTGAAGATTAAAAATACAGCGAGCTGCAC
GACTCTGAAATCCCAGCAAAAAAAAATGATCATGTTTTTAATTTGATGCTTTTACCTCCA
GAACATGTGTGCAGTCAGTTTGAGGCAGTCGTCCCAGCAGGCTAACACGCCACTATCAGA
TAAGACTGACCTACATGAGAGTGAGCGCCCTGCAGGAGAAGGTCTAAGCCAACAGTGCTG
TTGAGTCGCTCGTGCAGGAGAGAGGCTCGTTCAGCACAGCGCTCTGCAGGAGAGGTGGCA
CTGCAGAGATGCTGCTGTACAACCGACTGGAGGGTGGGGGCAGAGGGACAGCGAGCTGGA
TCACCACACGGCGCCATGTGCGAGACAAGAGGTGGAGAGGCAGGATGTAAAATTTCGACA
AACCAAGCTTTGAGTGGATCTTCGACGACACCTGACTGCACACATCTGACCTAGTTTCTC
ACAGAAACAAACAGTTCCCTCCTGTGTGTTTTTTTTTTGTGCCGTGAATGAGTCATGCAT
TTAGTCTTCATTTTTG
>CL4727Contig1
CCCGGGCATTATGGCCGGGGCCCCGGCTGGACCCTGCGCTTGCGCACTTCACAGTCTGTC
TGCGTGTCATGTTAAACGTTAGAAGTGTAGACAACATGTCCACCGTTGCAGCTCCCGAAA
ACAATAACGAAGAGCCTGGGCTTCAAGGCTCCTGGGTAGAGTTGGAGCTGAATGGTAATA
CAGGGGTCCAGGGTGAGCCAATCAGCTTATCACTAACACCTGCTGCAGATCAAATAAATG
CCAACTCGAGCATAAACCAAACTCTCCAGATTTTGGAAGTAGCTGAAAGTGCTGAAAGCT
TGATTGGAGGACTAGAGCATGTGCCATCCTCCTCATCTATTCATAATGGAGACATGGAGA
AGATACTCTTGGACGCTCAGCACGAGTCCAGCCCAAGTAGCTCTTCCTGTGATAGTCCTC
ACAGACCTCCAAGTCCAGAGCGTGATGATGAACAGATAACATTTGATGTGGAAATGTCCA
GTCTAAGAGGGAGTCAGTCAGAGGAAGACATTACAGAGAAGGAAGGAGAGGACGACATTT
TGATGAACAGAGAAGTAGACTGGGTCACTGATTGGTCCAGCAGACCAGAAAATGTTCCAC
CAAAGGAGTTTCACTTCAGGCATCCCCGTCGCTCAGTATCTCTGAGTATGAGAAAGAGTG
GAGTGATGAAGAGAGGTGGCATCTTTTCCTCTGAATTCCTCAAAGTTTTTATCCCTTCCT
TGCTAATCTCCCACATCTTGGCTCTTGGGATTGGAGTCTACATTGGGAAGAGAATCGCCA
CAGCTTCCACCAGCTCCTACTGAATAGAAAATGAAGCATCTCCTCATGT
>CL4728Contig1
GGCACGAGGGTGATTACNATGTGACAAAATGTGACAGTTGAGATTATATGTATGCATGTT
TCACTGCGGCTGAGTTATCATCAATTACTTGCGTTGAAACTGCTTCTTTAACTCAGACAA
GCAAGCAGCATTACTGATTTATTTTTAATCATTTTTGAATCCCATTCATTGAAGGGTTCA
CCTCCTGATTAGCAATAAATAAACATGTAAACATTTCCTTTTTTTGCAGAACACATTGCG
TAATGTTTAGATTAAAACAAAATTTGTTATTTTATTTTGATTAAGGACTTCTTGAGGGAT
ATCAAAAAGTTTACAAGTGAAATTCCAATAAAATTCTTCTTTTTTTGTAGTTTAAAACTC
ATACAAGCAGGATTAGATAGTTCTTGTGTAAGTCTGTTGTCCCCTTGACCTGAACTAAAA
CCTCTGAATATATAGAAATAGTGATGTTTTCTCAGTACAAAAAAACTGTGGTATATAAGT
AACCCCAAGAGAAAAAGCGAAAGGAGACCCTGGTGGGTAGTTTGTCAGAATTGACTGAGC
CAACCAGCAGTTGCATTTCCAATTGGTTTTTTTTGTTTGTTTTTAAGGCCATACTAATCC
CTATATGTCAAATAGTTTCCAAANGTAGTCATAGTCATTCTGTGGTAATTGGAAATCAAT
AAGTGTNTACTTCAGACTACAGTGTGGGTTAGAGTTGTACCCCTCTGTGTTTTCTAGTTT
TGNGCTTTTTACTTCTACATTTTTTTTTTTATTCTTCTATTCATGGTTGCTGACATATGC
TACTTACTTTAGATGTGTGTACACACATGCATGAAAAGCTAAAAGATGCTTTGAATCGTT
GCCCCTC
>CL4729Contig1
TTTTTCCTCATTATACATCTATCAGTACTGGAAATACACTCCAAAACATCCTATCATAGA
GACAATCAATGGGAGCACAGGACGTGTGGTGGGTGTCTTTTACATCGGGGGGGGGGATGC
TGTAAAAAGTCTGTCTTGAACCGTCAATATCCACTGTGCCTGTGTCTGACGGTGTGGCTC
ATCGATGCATAATGTTTGCTTACATAAGTGCAAAACATGCTTGGACAGGCAGAGCGTATG
TACAGGGCTCGCTGGTACCATGCTGTCTGCCTGGAGGTGCTAAAGGTGAGGTGGAAGAAT
CGGCCCAGGCAATTGCCATGCTGGTCAAAGTCTGGAAGGAGGTGTTCAGTCCATGGAGAA
AGCCTGTGCTATTCTCCGACTTGCACCCCCGCACAGTTATCTTTGCTCTCTGAAGCTATT
GCTAGATATTCCGCATTCGCCGCCTCTCGAAGCGCTTCTTCACCCGCCGCTGCTATCTTC
CTGTAGCAGTATATCATCTCTATGAGGAGCCAGACCTGCAGGCCGATGATGGACACATAC
ATCATAACCTCTGACACAATGGACGCTGTTCCCCTGGTGGCTTTAGCCACCACCGTCAAG
TGGACCACCTTGCCCACGATAACTCTTTTCTGAAAGTTGTTGTCGTAGCTGAGGGTGCGA
TATAAGAAGCACTGGTAGGTGCCCGAGTCGTTAAAGGTGACGTTCAGCAGGTAGATGGAG
GCATCCTGGATGTCATTGCTCCTCTTACTCCCGTTCCAGTCGATGCGCTCAGAGAAGTCG
ATGTGTTCGATGGTGGCGACGCCCTCGTTGTAGCTGTAGATCTGAACAAAGTCAGCCTCT
CCTGTGGGTCTGAAATACCACTCCACAGTGGCGAACGCCTCCACCTCGCTCCTCCTCTTG
CAGGAGATGCAGCCCAGCTTGAAGCCACGGCCCACCACGGCCTCTGTGTCAGAGTCCACT
TCTGCACAGGCGCCATCGCAGTGGTCGATCAGGGGGCAGAGGAGAGCAAGGAGCAGCAGG
TGCACAGGTGCCATGTCTCCAGGTAAGAGGACAGCTTGAGGATTTATGAGGCTCATAAAC
TGGACAGCTTTAATAAAGCGATATTTGCACAGCTTTGAGGAGGAAAACCGCTGATCTGCA
GCAGAAGACTAAACATGCACGTGGCTGAGTTTGTGCATAGGCCTTCCTCACAGTCGTCTT



CCTCAGAATCCAGCTGGTTCAGGTCTTTGGCTCAATCCAGGTATCAGACTCACGATTGAC
GCAGATCCTGAGATCGATGAAACTCGTCCCTGAGGTCCTGATGCTCACGTGGATCACAAC
AACATCCCTCAGCACCCGGTGCATCAGCACCGCTGCGCGTTCAGAACCGAACCTGTCGGT
TTAATTAAGGTGGGCCTCCCGGCCTGTCCGGACGAAAACAATCGCTAT
>CL4730Contig1
GCAGAGCGCAGGTGTCTGTCAGAACCGGACGGCGGTGCCACAGTTCTGGAGGGAGGGAGG
GGGGAACACGGATGCAAGCCGCTCAGAGGAAGAGCTTCTTCTCTGGTCATTCTGAGCAGA
ATGTCCCATCTGTCCTCACGAGCACTCCGTCCTTTTGTCTCTGTTCACAGAAACACTTTT
GAGTTTTCTCCTGTGTTTTTGTTGTATTCACCCCCACGTCTCGGTTTTCCACGTCTCCAT
GCTGCTCTGGACAGCGTCCGACTCGTTTTTAAGGCCCAGAAGGAAGTGGGCTGCTGCAGG
TGGAGAGCATGCACTAAAGTGTGGAGGAAACTCCACCGAGGCGTTTTTTTTAGTTTTCTC
TGTCAGCCATCATTCCAGTCGGACGCCACTTACAAAAATGGAATAGTTTTGTAAAAAAAA
TGTCTACATCGGGAGTTCTGGCCAGATGTCAAGCAAAAGGAAAAGCTCGTTTTATTTGAA
CTAATGTAATCATTTCCTCAGTTTGTTCTCTTGTCTGTAGCATCATTTACATGTATATTC
TCTTGTTTTCACCATGTTTATAGAAGCCATTACTTAGTTAACAGAATTTGTTGTACCAAA
CCTTATTTTAAGTGATTTTACTTTTTTTTTTAATGAATTGGNGTAAAAATTGAANGTTAC
CTTTTGTAAAACCTTTTTTCAACTGGATCACAATAAAAGTCTGAAACCTTCCACAAAAAA
AAAA
>CL4731Contig1
TTTTTTTTTTCACTCAAGTTGGTTTTTAACCAGGCTTTCTCCTGCAACAAATAATCTCTT
GTCTTTCTCTGCTTTATATTCCTAGCTTTGGTAGCCATGCTGAGCCCGGCGGGGGGAGGG
CTGTTCATGCCAAAGGGGGAGGGCCAGTAAGCAGCACACTTTTTGTGTTAATCATGCCAG
ATAAGAAGATGATGTGGACTCTGCCTGAATGCACTGGCACTAAACGATGGGACAGGAGCT
CTGTCACTCAATGGTCAGGGTGGAGCGAGGGTAATGGGGGAGGTGGAGTCCAAAAAGGCT
GTATTTATAATGACACTACAATGAAATTTGTTAAAATGTCCACTATGTATTTGAAAAGTA
AAATATAGTGCAAGAAAAAAATAAATAAAGAATTCAGCAGCAGTAAGTGCAGTCCACCTT
TCAGGAATCAACTAAGGAAGCTTTGGAGAAATCCTGGGTCTCTTCAGCTTAAATGGCCTG
GGCGTTGGGGTCGTATCGCCGTTTCTTCACATTTTCTATTCCCCACCCTGTGCCTCCAAA
AATCACCCCCAGGGCCAGAATGGTCCCTGCTACTGCCCCTATCAGCCTGTTAGTTGCCAC
GCTCACCTTGGGTTCGTTATCCTCGGAGACTTCGGGTTCTTTGGGGGGGTCCGGCATGCT
GCAGTCTGTCCCTGCCCAGGTGCTGTCACAGGTACATGTGGCTTCATTGTTGCAGACCCC
ATGGGCAGAGCAGACCTGTCCATTAGGTCCGATGGGACACGTGCTCATGTTGAGCGACTG
GATGGGCAGACACTTGCGGTCAAGGCACATCATTGACGGCCCGCAGGGAGTCCCATCCTC
CACATAGCCTAAATCCGTTTCATCGTCCAAGAGGACGTGAGCCCCAGTGCAATGTATGAC
GTTTCCTTGGTGGTTAAAAGAGGTCGTGGTGATATCTTCTTTCAGTGTTCCAATGCGTGG
AATTTTCCCCACATTGGTACACAGAAGGTAACCACAGAACACATCATGTTTGCTACACTG
GATCCATCGCTCTCCATCTTTTCCGCAGTTTCCCTTCTCCGTACCCTCCGTGTTCAGCTT
CTCATAGCAGAACTTCTCCGAACCTCCAGCCTTTGTACCCCAAATGTATTTACACTGGTT
CTCTCTGGTTTTGCATTCACCCGAATAACAGC
>CL4732Contig1
TTGTGGTCACAGCATAGATGTCACATAGCTTATTGGCTTTAAAACATGAATTGTTTTGCT
AAAATTGTTGATTTTAAATCTTATATTAAAGACGTTTTCAGGTTTAGATGCCATGATAAC
AGCAGGAGGAAGGGGAAGTTATAAAACATGACTGACTCTCTGGGTTGAGCCAGGGCAGAT
AACGAACATGATGGGGCAGGTTTTCGTCCAGCAGACTAACTCAGTCCCTCATTCAGTGGC
ATAGAGCAGGAAGGCGCTGAAGGTGTTGTAGTGGCTGCTGTCATCACACAGGAAGCAGCC
TCTGGTCAGGCTGACAGACACCTTGTCTCCCGCCGTCAGCTGCAGGGCGACGGCTATAGT
GGCGCTGTCCTCCTTGTCGTTAGTGTTGAAGTCTTTGGCTGCTGCCACTGTTTTGCCGTT
GACCTGCAGACTGGAGCATATCGCGAGCGTGAAGCCGGGAGAGCCGGAGTCGCTGTAGGA
GGTGACAGCCAGGCTGTAGACGCCGGAGAAGGGGACGGTCAGGAGACCGGTGTCTGTGCT
GTAGGCCCCACCCAGGTTAAGGAACATTTGTTTATAGATGATGACGCTGTTGGTGGTAAA
AGGCCCGTAACATTTGAAATTATCGCCGCTGTACAAAGCAGCAGTGAAGGCCACGCGTTT
AGCTTTAAGAGTGCTCAGACTTTGGTTCGTCTTTCTGAAATCCTCCTCGATGTCTGTCAG
AGTTGTGTCAAAGTACGTCTTCAGTCTGTTCATCTCTTGCAGCATGAGGCAGCATCCACA
GGACGCCTGGTCCACGGTGCAGGCATTGCTGGAATCCGGACCAACCCGGCCAGGTCCATC
CCAGTTATACTGGCCATCAGCAGAGACACACAGCAGGCACAGCAGCGCAACAGCTCTCAT
GTTGGAGCTAAATATCAGCTTAAGAGGAACGGCGAGGTGTGATCCACTGCTCAGCTCAGG
AAAAACTAAGT
>CL4733Contig1
GGNCTGCAGGCAATTCGGCACGAGGGAAAGGCTTACCCAGCACATACAACAAGGNACTTG
CAGGAGGACAAGGNAAGCCATGTTTGAGTGTTTTGATACTGTTCAGGCTGTGCTGCAGGT
GACCACCGGAGTCATGTCAACTCTCAAGATTAATCAGAATGTGATGGAGGCCGCTCTCAG
TCCGGATATGTTGGCCACTGATCTGGCCTACTACCTCGTGAGGAAGGGGGTGAGTCGTAC
TAGCGTAAAAAGCTATTTTGAAAAGAACTCGAAAGAATTGTACGCGTTTGATCGATTCAA
ATGCAATGTGAAAAGCTCAGTCCTTAGAATATGTAAATATTAACAGGGTTTATGCACAGT



AGCTCGGATCAGAGCTCATTCCAACACTCCTCTGTATTGTAGGTCCCGTTCAGGGAAGCC
CACGGTCTTTCTGGTAAAGCTGTGTTCAAAGCAGAATCAAAAAACATCGCCTTGAATCGG
CTCACTGCGGAAGACCTGAGTGACGTCAGCCCCCTGTTTGGAAGCGACGTATCTTCAGTG
TGGGACTACAGCAGCAGTGTGGAGCAGTACAGTGCCCCTGGAGGCACTGCCAAGACCAGC
GTGGTTGCACAGGTGGAACACCTGAGGAACTGGCTAAGGAAACAGGCCCAGTGACGTAGA
CCCAATTAACCCCTTTAAAAATCTGAATTTGATTTGCTGAAAGGTTTTAGATGAGATAAA
GCTGTCAGATAACAGAGGTCCAAATGAATTATTTATAAGAATTCTGCTCTGTCCTCCTAT
AGTTCATAATGAGGGGTGATCATGTCATATTTGTCATAATTCAGAGCCTTTTGATTACGT
CTTACTTGGCCTGAGTGAAACCGCTGGACAAATAAGTAAGAAAGTGTTACATGTTATGAA
AAGAAGAGTGACTGATTCTCACTATGAAACCATCAATAGTTCTGGATTAGGGATCTGCTC
AGAGATGTGTGTGGTGGTAGTTGAATTTTATTAATACTAAAACAATGTTTGAACTTTTCA
CCCTGCCTTTTTTTTAACAGTTACTTAATGATTTGAGGCAAATGCATTTTTGGGATCAGT
TCGGAACGTGTTGCCAAAACTGTCCTGAGAGTTCCAAGTTGTTGAAATGCCAGAAACGAA
GCTCATTAATCCAGATCTGAATCTGTTCTCTTGTGACCAAAGTGTTTTAGTG
>CL4734Contig1
TTTTTTTTTTTTTTGTTTAGTCTTCAGAGTCAAGTAGGTATTTTCACACAACAGTTTCAC
CGGTGATGGAAATTCACAAACAGACACCAAAATTTAATTCAAAGCACAAGAATTACGTCG
TGCAAAAACCTGCAGCCCTTTTAAATCCCACAATCTTTAATTTCACAAAGAGCTGCATTT
GACTGATCATAATCTGCTGTTCTCTGTTTCTGGGTACTTCAGAGAAAAGTGCAGAGCTGA
AATTCTGAATGGGCTGCTGCTTTTCCTCCTGTGGTGATGGTTTTTTTCCAGCCCACTAAT
CCTCTATTGAAGCTCAAATGAGAAATACGAGTGTCACTGTATGAAATGAAAACAGTACCA
AAAATAAAACCTTCTGCTTTTCACTCTGTTGAAAATGTATTTATTTGAATCATTCATTCA
TTACAGAAAAAGAGAAGCTTTACAAAAGTCTGTGCAGGATGTCAGGAGGTTCCATGTTGA
CTGCTGCACATAAACAGAGACTAATTTCTTTTTCAAGCAAACAAGGGTTATACATGAATG
CCAATAAATATTTTTGGAAAAGAAACAGTGGAGTCTGAATTGTTGGCTTTAAACAAGTCA
CATGTTTCCTTAAACAACAAACGGTTATAGGAAACAGATGTTCGCTACTTCTTAAACACA
AAATGTAACAAATAAAATCACAAAATTTATATTTTTCTTGTAAAATTTTAATAAATATTA
ATTAATTTTTTTCTGGAGAGCAAAATCAAACCTTTATTTATAAATTAGAATAAAGAAGAC
TGCCTCTTTTCTCTTTACCAAAGTAATTTATAGGTTTAATCAATGGAACATACTGACAGA
TCAATAAATTAATTATTTTCCGCTGTGATTTTCCATTCTTATAAAGTGTGTGGGTGCATT
TGTTTTCTTTACTGAGTTGCTGATGTTTTTGGTGCTGCAGATTTCGAAAAGAAGGGATAC
AAACCCTATCCAGTGACAGATTGACATAAGTGAAAAACCCTGTAACAGGAACGCACTTTG
GACGGTTTCGTAAAACCACCAAACATGTTAATCTCAAAACACCCTCAGTGTAATATTACA
TTCACCTGCAATCCGGATAAAACAGTTTCCAAACTCCAACAAAACTAATAGAAATACTTT
TTCAAATCTCAAATTCAAGGTCACCAAAGACTGGATGCCAAA
>CL4735Contig1
TCGGCACGAGGGGACGTTTAGCTGCACAGTGCAGATTTACAAAACATAGCGATCGAACAA
GATGTGAACTTGAAACATACGCGGTCCGTCGTGTATTCTTTAGATCTGCACAGTCACATC
CCGTTTTTGACGGAAGAGGAGTTTTGCGTTAAACTGCATGAGTTCGCTACTACAGAGTTT
TACCATTTAATTTGTTGTTTTTGTGAAATTTTATACTAAAATGTGCAACGGTTGCGTGCA
AAAGGAATATCCAGACCGGGGTAACACTTGTTTGGAGAATGGCTCGTATCTGATGAACTA
TCTGGGCTGTGCTAACTGCCACAAGAGGGACTTCGTGCTCATCAACAACAAATCCACCGA
GGATGATGATGGAGAGGAGATAGTGACATACGATCATGTTTGTAAGAACTGTGACCATGT
CATCGCCAGGCATGAGTACACCTTCTCTGTTGTTGATGAATACCAGGAGTACACCATGCT
CTGCATGCTGTGTGGAAAAGCAGAGGACTCCATCAGTGTTCTACCAGATGACCCCAGACA
GTCTGCACCTCTTTTCTAGACCTCCAGCATCACACTTGCAGTTTTTAGATCAACATGTTT
ATACTGCTGGCTAAGGCTTTGACTATTCTATATGTTTTTTTTACATCGGTTATGAGTTCA
GATAATTTTTTTAAGAGGGATCACTGAAATGCCACAAGACAAATGTCCCATCTGGACGGA
GATAACCTTTTTTTCTTCCTGTCATTAATGTGTGTTAACATTTTCTTTAGCTTCCTATAA
ACCTGTAAAGCTCGATTTTCAACTTTGTCTTTTGCAACTAGTTGAGAAAAAAAAATGACC
AGAAGAAAGTGATGCTTTGATCACAGAAAGACAAACGCAAAGAAAACGAGAAACAAAGCA
GACTAGTATTTGCTGGTCTATGCTGCAATGTATTTTGATAAGCAAT
>CL4736Contig1
TGATCTAAAAACGCAGCATTCTGAAAAGAGTNCAGNTNTNAAAAAACAAATAGCTACACC
AGCTATTGAGGAACCAAGACAGGGGAACCTAAACATGTTTTTTGCATATTTACTGTCAGC
TGTTTTGTTTGGGCATGTTTTATTATTATGGAAGATATTTCCTGTTTAAAAGTTTTTTTT
TCTTTTTAAGGCACCAAACAAAGTGGGTGAACTGGTATCTACGGGAGCTTTCCGTCAGGC
TGCGGCTCGTCTCAGTCCCCACTCCCAGAATTCCACAGAAAACCTGTCCTACTGCTCATT
GCTTCTCGTACTGGTCGACTGGGTAGTGCTCTTTGTACTGCTGCACGTGCCGCCACATGG
AGTCCCTCTGCCTGCTCAGGCCGGGCGTCATCTCCTGGTACACGTCGGTGAACAGCAGTT
CGGGGTTGGGCTTCAGGCGCCGCTCGGCCCGCTCAAACGCCTCCATCACGGTTTTGCGGG
ACTGCTTCCGCCAGCTGCGCTCGTCGTCCTCGCTCCACCAGCCGCGGGCCGTCATGTAGT
GTCTCAGTCTGGAGATGGGGTGGTCCTGCTTGTCCCAGTAGTTCACCTCGTCCACCGAGC
GGTAGGCAGAGCTGTCGTCGCTGGTGCTGTGGTGACCGATTCTGATGACACAGACCAAAT



AAATGAACCCTCGACTTCAATAACACCCACAGGTTAGCTCTTGAGTTCTCCGACACTTCA
TCTTTTCTTGGAATGCGTGTTTTTACTAGTCCTCTTTATAGACAGTTAAACAAATTAGAA
AACGGCTCAGACTTTGCCCCGGGCGTAAAAAGTTTCAATGTGTTCAGAGAAACAAAAAGC
AACAAAACTCTAATGACATCAAAAACATAAAAAACTATTTCAGGTTCTGACAGAAGAAAT
GTAAAAGATATTCTGAAGAACCCAAGAACAATTTTCTTCTGGGNGTTCAAAGT
>CL4737Contig1
GCACGAGGCCCACTCTGACTTGGTGAGGTCCTCTGCAGACATGGAGAGAAAACTTCAGGG
TTGGATGCTGGTTCTCCTTCCAGCTGTGGTGTGGGCTGTGTCCCCAATGGCAGATCTGGA
AAATATTGCAGGAAAGTTGGTTTTCTATCAAATGGAAGGTAATGCCACCTATGTGAGAGA
CTCAGGAGAACTGGCATCAGATGTTCCCACAGAGACGATGTTCGAACTCTACGATCCCCA
AAGGAATTTCAGCAAAGCAAACTTTTCCTACACCTGGGATCTGGGGAATGGGAAAGTGAT
CAAAGGGACCAAGCCGGTTGTCCGCTACCATTACTCGGAATCGGGGAACTACACACTGCG
GCTGAAACTTGGAGCCAATATGACAGATGCTGCTGAAATCAGTGTGGTCTACTCTAGAGA
TGTCCAAGTGCTTGATGCTGTGAAGAACGTCAAGATGAAGGGACCGTCAGACTATGCAGT
CTCTCAGGACGCCAGTTTGGCCTTCCATGTCGATGGAAGTCCTCCAATGTGGGTGTGCTG
GCGTTTCCTGACAAACTGTGCGCCTGACAGCTCTGAGGGCTGCACGCTGACCATGCTGTA
CAACAGCACCCTGCAGCTCAACCACACCTTCACCACGGCTGGAGTCCAGTGCCTGGACAT
GAGCGTTCGCAACGACGTCAGCAAGCTGCAGACGTCCTTCAGCCTCTACGTCCGCAAAAA
CTATAACGCGAACCTGCTCTTCATCTTGTCATGTGCCGCGGTTCTTGTGGCGACGTTCTC
CTTTATTGTGGTCATCGCCTGTCGTCCCCATCACCAAAAAGGATCACAGGTTGCTTCTTC
CAGCAATGCTGTGTTTTTGAAGGACCAAGACGCAGAAGAGCAAAGCAAAATACACTTAAG
TGTTTCCGCTGCGGAAAAGGGGGAGAGAGAGCCGCTGATTTCACAGCAGGGGCCCCAATA
TTCCACTTAAAAATCCCACTTAACATCCAGGAGCCTCCAGACTGTCTCTGTGTGAATTTC
TTCAAGAACATCTGCAATAAAAATGTTCTGCTCTGCATATTTCTTGATGCTAAAGAGTGC
ATGACTCACACAAATTTGTCATGACTAAACTCCACAAAAATGTCTGTTCATCTGATCATC
TTTTTACTAAACAACTAATTTGATGTTAGGCTGTCATGAATACTGGATTTAATTTAGAAT
GAATTTATTGCCATTTAAATTTTTGTCTAGATCTTCTTTTCTGTAATTTCACTTTTTAAA
ATGAATAAAGAACATGAAAACATTGTTTTTTTTTTCCTTTTTAAGAGAAAAATATGTAAG
AAATTTCAAAATAACTAATAAT
>CL4738Contig1
AGGTTTCTGGGTGTCCTTAGTCGTTTGTGTTTTAGACCGGGATCCTGCTGGAAGGCCCGT
GGCCTTCAGAACCATCTTTCTGTCAGGTTCAGAGCACTGTCTAGTGGGTCTAGATGACCC
AGTCCCAACATTAAAGTGTCTGGGACAACACAAGGGTTACAAAACGTTTTCGAAATTCTG
ACTTCATTAGCGGTGTACAAAGAAAATACACATTTCCACACAATCCTGATGACAACGCTT
CGTTTCCTAACAGCATAGAGCAAACGTTGCTGAGTGTGGACTCTTTTTATAATTCTGACT
CAAGAATTTCTCAAATGTTCTGTTTGCACAAACATTTAACTTTCAGTTCGTCTGCAGAGA
GATTCCCCTTTCAGTGACTCGCTTTTGAAATCCTGACATCACTTCCTTCTGCTTTACCCC
CGTCAGTGCATGGGGGCTTTTTTGACCCAAACCTGGGGGATTTTAATGCTTTCACTTTCT
CCCGAGTCCTCTGACTGAATAGAGCTCAGGAGGGAAATGTGGGGAAACCGTTATGTGTCA
AATGAAATGTGGAAGCAAGAACATCAGCGGGAATAGAGTCAGCGCTTTGTTGAGGAGATT
CAAGGTGAAGACGGAGGTCTGCTTCCAGAGGCTGTCTTCACAGCTCCCCCTCATTCTGCT
CCTCAGGCCTGTGGATTTCTGATAACTGAGGTCAGAAGTCACATATTCATCAAAGATGGT
TCTGAAATGTGCTTCTTAAATGCTTTTATTTCATGGCGTCAGAATCCGGAGATGAATCGT
TGGACAGTAGAATCTCATTTTACATCTGGAAGAATGTAGAACGTCTTTTTCCCCTTTTAA
ACTGAATTGGAGTGAAACGTATCCGTTTTTACAGACTCTTCACATGGTGTACATATTTAT
GTGTGTGTATCTAAGACTAAAACTTTTCTTAACAAAAGTTCACTTTAAAAACAAAATTTG
GACTGAATTTTCAGTGGCAATAAATGTCTTTTTAAACAAAAAAAAAA
>CL4739Contig1
ACATGCTCTGTGCTGGACTTGAAAACGGAGGAAAGGACTCATGCCAGGGAGACTCAGGCG
GACCCCTGGTGTTTGAAAGTAGTTCCATCTGGATTCAGGGTGGAGTCGTCAGTTTTGGTG
CTGGCTGTGCCCAGGCTTATAAACCCGGGATCTACGCTAAAGTGTCCAACTACCAAGACT
GGATCAGTAACACTGTTACTGGCACGGAGCCGAGCTTTGTTACCTACTTGCCGGGAGGCG
AGGACATGGATCAGTACTTTATGTGCTCGACCATGGTACCCCCCACCACCACCGATNACG
ACNCTTTGTTTGGCGGGGCCGGACACTTGAGCCACTTCACTCACATCTTCTCTTTGTCCG
TTCTTGCTCTGTTGCTCCATGTTTTTGTTGGAAGAATGTAAACCCTATTACCTAAAACCT
GGAAGCACATACACAACACATTAAAGGCACTTTTCTTTCTTGAATACTTCCTGTCAGTGT
GCCACATGTCCGTACGCCAAATCACTTCTGACAAAAGATAGTTCAGGCAATTGGAAAGAG
TTTTTTTTAAAGCAAATTGCTGCAAATTTCTGAATGTAGAAATTCTTCAAAATTACATTT
TAGGCCTAGTGGACAAAGCACTAATGGGAAGTAATCAATATGTTTACTCTTTCATATCAC
AACTTTATTACACATTATAGAAGGGGGAATTGTGACATTCACACACACATTGATTTTTTC
TGACTTGTCAGAATACACAAAACTCAAAATCAAGCATGTTTCATTAAAGACGTTATATTA
GTTTCTAGACTTTTATGAATAAAGAAAATAAATATCTGCATATTTGCACTTCATCAAAGT
TTTAATTTGAACATTAACATTTGGAACAAAATAAAAAAAAGACAATATTACAAAATGCAG
CACACAAACTTGAGAGCATATATAAAATGGAGGAAATGAGAAGAACTTTGGGATAAGATG



GGTTTTGTCCCCATTTTAGTTCAACTCTTCACTTTGATACTAATCAGTAGAAAAGTGTTT
GAGTTCCCTGAATCATTGTGGTTGAGCACTGCCTCATTGTGTATGACAAAAAATAAATGG
ATTTGTATCAATAAAGCACT
>CL4740Contig1
GTTGGCCACTGGGTGCCACATTTGTGACCTTCAGCTCCTTCAGAGCTGCAGACGTGTTTT
TGGTAACTTTCTGCTAACTTTCTGCTGCGCCGACGACGGTCTGAACAACATTCATGATGT
TCCAGAAGAATGAGAATCGCCGTTTGGCCGTGTTTCATCTGAGGAGACTGACTTTAAACC
CCCAATGGTAACGCGGCAAGGAGAAGGTGCAATACCACGGACGACCACTAGGCGCCGGCT
CTATAACAACTGTCTGCTAAAAGCCCATCATTCACAGAAACCAAAGGCTGTAAAAAATGC
AGGTGAATTACAAACAGCAGTGAGAATACATGTAGATAAAATAATACATACATGAACTGA
GAGATGATTGGAAGGAAACGGGGTGAAGCTCTTTGAAGCCACATGGAGCATACTTTTTTG
ATCAAATTTAGTGGATCTATCCATTTATTTCTCTACTTAAATTTGAATCCAGTAATGATA
AATATCAGCTCTTCTGTTTTATCTGCTCAAACTCTTCAGATTCCAATAAAGTTATTTTGA
AGTTCTCTCAGTTTGCTTTTCACTGCAGGATTTTTAATTGACTTGCATTCTGGTGCCGCC
CTCCTCCTCCTCTTCATCCTCCCCCATTCATCCGTGTCCCAGTCTTGAAAAGTCTTAAGA
ACAGACGTCATGTCTGAGCTTCTGTCCGTGAAGCTTCCAGCCTCATCCACATCTGACTTT
CAGGTGGATTCAAACTCACAACCTTCTAGTTGCAGGGCAGACACTCTACCACGTGGCCAC
TGAGCAGACAAAATGTTCTCTGCGAAATGCTGCTTCTTTGAATTTCTGATGCACTGTTGC
TCAAGTCCATGAAGTCTTCATGAACGGACCGGCCAGCTCAGGTCCAGCACGAAGGGTTCT
GCTGGACCGTTCAGGGTTCTGTTGGACCGGCCAGCTCAGGTCCAGCACGAAGGGTTCTGC
TGGGTCTTTGGACGTCCCACATGAGCTTTTTTTTGGGTTTCTGTGTCTTTTCTTTCCGTC
CAAAGTCATGAAGCTGTGAGGTCCAAAACTGTCTGGTTCTCTGACACTTAAAAGAGCAAA
GCTTCCCTCTGAGGTTCTGTTGAAGTGTGCTGGTTCTGGAGCTCCAGCAGAAACCACAGT
GCAGAGGAGCCCAAGTCTGTCTATTTGTTTTCCAAGACTTTGTACTGAAGATGTCCAAAC
TTC
>CL4741Contig1
AAAGCCCGCCTCGGTGGCATTGAAGACCCGACGCTTATCAAGCAGGAGTTGTCGGCCATC
GTTGACGTTGTGTCTGAGATCAAAACGGCCAATCAGGTGGCTGACGCCACCGCAGATTCT
CTGAGGCAGCAGATAGGAGCCGGTAAGGGAGGAGATCCAGACTCGCAACCGGGAAGTTTC
TTCACTCTCTGAGGAGGTTAAGTCAGTCCGCTCTTTGGTGCAAGAGACAACTGGGAGTCT
GAAGAAGTCGCTGTCTGCAGCAGAAGCTGAAGTTCAGGCGGTGAAGGAGAAAAGCGAAGC
TATGCAGAGCGGCGTGGAGCAGGTCGCTGATGCTGCTCGCGGCGTGGAGGAGAGGGCGGA
TGCAGCGGCGGCTCAGGCTCAGAAAAAACTAGAAGACCTTGATGCTAGGGTCAAAGCTTC
AGAGGAGACCGCTGATTCACTCTCTGCTTCATTATCTGATGTCAACGTCAAAATTGAATC
CCTTTTTGCCAAATATGACGCCCATGAGAGCAGCTTTGCTTCCCAGGGGGCTGCAGTGGA
GAAGATCAAAGCGGACCTGAAGCAGGAGCTGGAAGAGTTGAAAAGCAGCGTGGAGGAGCT
CCAGTCCAAGATACCTGCAGGTGGAGACCTGATGGAGTCAGATTCTATGGACTCCATCTC
TCTGCAGGTGGATGACTTAAAGAAGAGACTAGCTGCTGTGGAGGCGAGCAGCGGGACGAA
ACCCGAGCATCTGGAGAGCTCAACGAAGCTGGAAGACCATGACGAGGCCATTGCCGCCCT
GCAAGAGGTTCTGCAGAAAACAAGCCAAGAACTTGCTGGTTTGTCCGAAAGCATGGAAGG
CGCTGAGAAAAGCAGCGTGGAGGAGCTGCGCTCCAAAGTAGCAGCTCTGAGCGGAGAGCA
GAAGCAGTTACATGCCAAGGACTCTGACCTGGATGGGCAGATAGGAGAGCTGAAGGTTCG
ACTCGCTGCTCTGGAGGAAAGAAGCAGCAGAATGAACCCTGAGCAGCTGGAGAGCCTGAG
AACAATGGTGGATGGACTCGAGAGCAAAGCAGCCAAACTTGAAGGCCACGATGAGGCCAT
TTCTGCGCTTGAGGGCGAACTGTAGAAGACCATACAGACACTTGACACCTTAGCCAAAGA
AAAGAATGAAGACAAAGATTTGTAGTTTTGAAAAATAGCAGGGACAACACCCCATGCAGA
AATGTTCCTCCTAGTTGGTGTTATGAAAGGGAGCAGTGCTAGACTGTTGATCTGTGAATT
TAAATGCACACTAATTCTGCACTGTACTTTCTTATTCGGTTATTTTCATTGAGATTTGGT
GTCAGAAGTGTTAAAAAAGATGCAAAAAAATGTTGTGAGCACTCCTTTGTTTATCTGTTA
CTTT
>CL4742Contig1
GCAGAGTCCCATTTACAGGTGATGAGCCGAGGGCTGGCCGGGAACCGGACCAGGAGGAAG
ACGCACATGACCGTTCATCTTCGGCTCCGAGAGCGAGCGCTGAATGATGCTGCTGATGGC
GTCGGCGCCTCCCCCCTGCAGGAAGGTGCGGTGGTCCCCGTCAACGACCTGGACAGACAC
GGGGCCGTCGCAGACCTCGCTCAGCCTGTAGTCCGGGCCCAGGTTCTGCTCGTACTCACT
GCTGGTTCTGGCCCGCAGCAGCACGGCTTTGCCGCGGTATTTGGACAAAGGCACGTAGGC
GTCAGCAGCCTTCAGCTTCTTGTAGAAGCTGGACGCTGCGAAGCGCAGGAAGTCCGGCTT
CATGTTCTGCAGGCTGGAAGTGATGAGATTCACGGCGGTGTCGACCCGAGCCTCCAGGTC
AGGGAGGGACAGCAGAGACTCCACCAGCTTGTTGTATTGGATGTCTGTAAACTGCTGGAT
GAACGCACACAGAGCCTCCGTCTCCGCTTCAGACTCACTACCAGGGGTCAGTTTTGCCCT
GTAGCTCTGAGTATAAGCGGCCACATAGGAGTGGGAACCGTCCAGCAGAAACAAGGTCTC
CACAGAGTGACCCAGAGCTTCCACCTGGGAACACATTTCAAAGGCGCCTCGTG
>CL4742Contig2
AGTCTTTATTGGTGACCGGAAATTNCTGACGTNCTTCCTGCGGTCCCCTGAACCTTCACC



AACCTCACCTGAGGTCTCAGGTTCCAGGTGGAGCCGTCAGCTTTTCAGTCTGTGATTCCA
TAACGAAACAGAAACGACTACTAGAAGTGTCCCAACACAAACCCAAACTAAAACCCGGTT
AGTCCAGTTAGACTCTGGTGAACCTGAAGCCGGACTGGTAAGTCCAGTTACCGTGTCTCC
TGATGTGGGAATGGGTTAGTAACGTGTTTTTGTCCATCCAATGACTGAACAGAAAGGCCC
GCAGAACCAGAGACGAGACGAACGACACAGGAACAGCTCCGACACATGAAGACAGACAGA
AAAAGAGGATTCTGTTGACCCAACAGCGACCCCCCCCCCCGGGAGGCANAGTCCCATTTA
CAGGTAATGAGCCGAGGGCTGGCCGGGAACCGGACCAGGAGGAAAACNCACATGACCGTT
CATCTTCGGCTCCAAAAGCGAGCGCTGAATGATGCTGCTNATGGCGTCGGCNCCNCCCCC
CTGCAGG
>CL4743Contig1
TGGCTCTTTATTGTTGGGAGGCATACAACACAGTGCAAACCAATCTTTGGCAAAACTACA
ACACAACAGTCATGATGGGTATTTCCAACACCGATCACGCTGGGGGTGGAGCCTTTTACT
GGCCCTTGGAAATTCTACCAAAAGGAAATGAAAACAGGGATGGCTGAGGAAACTGAAAAC
AAACAGCAGATGAATCCAAAAGCGGCACAGACTGACTGGATCGGTTTAGCAGAAAAACCT
TCTGGCCTGTTTCCTACAGAGAAAGCCAAGAACTGGAACATTTGTCCTGACTAACCAGGA
GAGAAGATCCAGAAAGGTGAAGGATGCAGGAACGCTGGACCCAACAGCACTGTGACTCCA
CATATCCTGTTGATTTGGGTTGGATGCTCCCTCAGGACATGAAGAGGACAATGCAGAGGA
ACTCTGACACCCCCGGCACAACCGGGGGCCAAAAAGGAAGACAAACACAAAGCGGGCCAG
TGCATGAAGTATGAGTGGTATTTGTCTATATACAGTACATAAGCAGTATGCAGGAGACTA
CATTCTTCTCCTATTGCAGTCATCAGAGCCTCCTCCCCAGACATCACCCTGGCTCCCCCC
CTCTCATATGGCTTCCATTACAGTGGAATGAGGGTCAGAGGGCCGGAGGAGCCTGTTCTC
CAACACACGCTCTGCTCAATGACGTCAGGTTCACTGTGGCAGCGGAGCTGGACTCAGAAC
GCAGAGAAAGAGCAGGTCCACAAACCCCAACCGCCCCCAGAGGAGACCCGGACCGCCGCT
GGGGTCACGTGAGCATCCAAACCGTGACAACATGTCTTCTACGTCTGCTAGTTTTGACAA
AGCTGGGCAACCAGAGTTTTGGTGTTGGAGGCCGACTATAAAACTGGGATGACGGACGTT
TCTTTCACGGCTTTCAGGGAGGGAAAAGAAGAAGAGAGCGCTGTAAAGCCCCGCCTCCCT
CCGTCATCAGGAGTTCTCCATCAACACCAGCAGTAATCAGTAGGCGTGTTGCTTTGGTAT
TGCAAACATTTTTCACATTTTCTTCATACATAAGCATTTTCTAAAAAGGGTCAAAAGTAC
TTGAACGTGATCTAAAGCACCATGGATGCAAAGATGAATTCAGTCTACCTGTAAAAAGCC
TCAGAAGGAGCAAATCTTTCAGATGTGACGCAACAGCAGACATTTACTAAATGGATTTGT
TACCTTACANGAAAAAGCC
>CL4744Contig1
TTTTTTTTTNGTATTGAAAAGGTTTTTTATAGCAAGAATTGAAAGGAAAATATCACTTTT
GAAAACATCTACAAATGCACAACAATCTTAGTTATAAAAGTCAAAAATAAGTTAGCAAAA
AAATAAAAAATAAAATTGCAAAACCACTCTGTAGAAAAAAAAGGGAACATATTTACATCA
CTGGCATTTATAACCTGTTTAAATTAAGCAGATCTTGGTCAAAACTGCCATGGTACATAT
TGGCCCCACAAACAATCTCATGTTTTGTTTAAACATTTAAAATTCACACAAAAAGAATGG
AAAAATTTGGGAAAGGTTTTGAAAAGAGAAACATCTAATTTAAGTAAAGTGAAGAACCAA
GCTTTGTCATATGAATCTTTGATTCTGGAAGCAAGCATACATGGTAATTAGGTGTTTTGG
TTCATGCAATAACATCCTTGAGTCTGACAGGTGAGCTCCTGTTATCTACAGCTCTGAACT
ATGGGATAAGGCAGGCAATAAGGAAAAGAGGTCTCATTGTGTAAAGGAAGAATTGGTTTT
GGCTTGAAGACCTAAGGAACAATAAAGTTTAATACAAACCAATGACAAATTTTTATAATT
TTGCACAAGATAAAACACTCAAATCAGAATAAAAAAAGGAAACCTAGGTTTTTTGTTGCA
ATATTTGCCAAATGTTCATTTTTTGTTGTGTTTTGTGAAGTTGAGCATCTGCTTGGATGG
TTCTGCAGGTTACAGGCTCTATTTGGGAATGTCCACAG
>CL4745Contig1
GCGGGATCTTGTCATCAACGACGTGTTTTCCTCTTTTATATTGGAATTTTGTTTGAATTG
TTGCACTTTACCTTTTTAAAACCAAAAAAATGACGACAGAAATCCCGGAGATCTTCAGGG
CTCTGCTTGAGCACCCCTTCACTCTTCCAAACTTTGAGGATAATGGTGACACAGACAAGG
AGAAGCTGGGTCTTGGAGAGAACGCAGACCTGAGCGTGGGAGGGAGCGACATGGGCCCGT
CGGCCGCGCTGACCCCCGCCATCTGGGACAAAACCATTCCCTACGATGGCGAGACCTTTC
ACCTGGAGTACATGGACCTGGAGGAGTTCCTCATGGAGAACGGCATCCCCACTTCCCCCG
GCGAGGACGCAGAGGAGGCAAACGTGGCCGAGAAAGCCAAGGTCACAGCTTCTCAGTCCA
AGGTCGCCAAGCCTGCAAAAGTGTCTCCAGTGAGCCTGATGCCCGTTCAGGAGCTGGACA
AGTGTGACAACGAGGTGGTGATCATCAACAAGACGGACGCCGACGCCACCTGCGATGTCG
TAACAGAGGTCACCACCTCGAAGGACAGAGTGACGCCCGATCCCATCGACCCCGATGAGA
TCGAGATAGATGTCAACTACGACCCCGACCCCACAGACCTGGTCCTGTCCAGCGTACCCG
GGGGGGAGCTGTTCGACCCGCGCAAGCACCGCTTCAGCGAGGAGGAGCTGAAGCCGCAGC
CCATGATCAAGAAGGCCAAGAAGGTCTTTGTGCCCGAGGAGCAGAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAACTT
>CL4746Contig1
TTCGGCACGAGGCTAGATCAAACAGCTTCAGCTTTTGGTCTTTAGGGATGGTGAGGGCCG
ATCACACAGCGCAGCTGAGGCCAGGCTGCTCCTTCTCTGATAAAACGACTGGATGGCGGC
GGTGACGTCTGTGTGGGACGAGAGGAAGTGAAGGCGCCGAGGCGCTGGCGGGTGCAAACA



CAGAGGACGGCTGGGGGCGTGGTTCCCTTCAGAGTTGCGCCGCAGACTGCAGTTTACCCA
GGATGGCGCTGTTGAGTGCGGAGCAGAGCGACTCTCTTTGGGTGGGGTCCAACTGCTGGC
CCACGGGACAGTTCCAGGGGTCCGAGTACGCCAGCAGGCTGAAGGCATCCTGAACACACA
CACACAGACTTTTATGAACACAAATCTGTGGTAACTTCTAATTTTTATAAATAATCTCGA
ATCTTGTTATCCAACAAACTAATGGCGTCAGCTTTTAGAGATCGGAATTTTCTCGTTATT
AAAAATCCAGAAGATTTGCAGTTTGAGCACAAACCACACCTAAGGAAAAACAAACATTTA
ATTGAATCAAAAACACTCCTAATTTTGACTTGTAGATCAATATATTTGGGATAGAATAAT
TCCTTGTCTCAGCTTCATTAAATGTTTGTGTTTTCACTGTTTATTTTACACATCAAGCTG
TCTGTTAGCAGAAGACGTGAAAAAACTATTTTGAATTTAACAATAAATGAAATATTTG
>CL4747Contig1
AGGCCTTTATTGTGAAACATGATGTGCTGCTTGGCCAAAAAGAAAACAAATGTTTTTATT
TGGATTTAACAATTCACAAGTATGGGTAATAAAGGAACAAAAAAACCTTAATATTTTGGC
TCCAAAATATAATTTTTTCCCCACAACTCATTAGCTACTTTAACATTTCTGTAAAAAGAC
ACATCATGTGGTCATGAAGAAGAAGCCCTGGCTATTGTCAGGCAGAAGACAGAGTTCACT
CAGGACAAACTGACACCACACAAGAACTATAACAAACAACCATCAATTCTAATTTTAAGA
CTTTTTTAAAGGCCTTTTTTTTGAACAGAGTTTTCAGCAAAAAGCAACAAGTTAACATCT
GATTGCAGTGAGATAAGTGATCAATACAGATTCCGAAGCANAAATAAAACCCTGAAAACC
CTCTTCTCCATCTTATAACCTGCAAAAAACATCAAAAAGTTGCCATTTTAGGAAATATTT
TTACTAAATCTTTACATTGTTACGTTTATTGTGATTGATTTTTCCCAGGGCTATTTTGTT
GTGAAGTGGTTACCATCTGGGTTTGGCCCCTTGGCCTCTTTGCATGTGATGGGCATGGCC
CGGTTCTTGGNGTTCCTTGCTTCCNC
>CL4747Contig2
TTGGCCTCTTTGCATGTGATGGGCATGGCCTGTTCTTGGTGTTCCTTGCTTCCACCTGGA
GACTGCTGGGAAAAGGTCCAGCTGCGACCCGGATTAGGAAGAAGCAGGGATGGAGACTTG
ATGAGTAGATAGATTATTCTGTACGTTTAACAATCTTTCTCTCACTAGGGATTCAAGAGA
AAACAGATGTGCATCTGAATCCTCAGGCAGGATGGACCTCACAGCATCGGCTAGCTTGAA
CAGATACTCAGTATTTTTCCCGCTGGGGCCTGTAGAGTTGATAATCTGATTGGCTATGTC
GTCCATAGAGGCGGGGCCAAGGTAGTTTGGATTACCCTGAGAGCCGATGTAGAGCAGCGT
CTCACATGGTGAAGAAGTGGATGATGGACGGGGATAGAATGGGACGGTGATGACTTGATA
ACCACCTTTTTCTCTGTGGTCGAGGTAGTCTTTCACCTCCTGCTCTCGGCCTTCTGGCAG
CTTGTAGGCAACACCCCAAACACAGCCTTCTGGATCTTCCACCACAGTAACAACACGGCC
GGGCTTGCCAGGAACTCCTCTGTGGTCGGTACTGCCCTGCCAAAAACGCCGGCTGAACCC
TTTAATATAGCCAACTCTCTTCTCCTGATAAGGAAAATCAACTTTCCAAATGAGGGACCC
GTAGCCGAACACCCACATAGTGCTGTTAAGCTAGCGTTACCCTGACAACAACAGAGACGG
TCGGAGCTGGATGAGAGGTAGTAGGTTTGTTCTAAGTGCTTACAGGTTAAAGCGGAACTT
GCGTCTCTAACAGGCCAGTCATGTTGACCTATCAGCGCACCCCCGGCCATAAGGCCCGGG
TTAA
>CL4748Contig1
TTATTGCTTATTATCATTTAAATGTTCTTCCGCAGAAAAACCATCAAGCTAATTTAAATT
CAGGAAATCTGATCGATGCATATCAATTTACCTGATAAAGGAAAGGACGCATCGCTCCGG
TCACAACAAGCGGTTCTCTTTTTGACCAGCAGGGGCGCTGTTTCCGGAAGTCCAAAATAC
TTTTTCAATAAACTTTATTAACAAATACTGCAAATACAAAATGCCAAACATTGACATTCC
ATACTATGTGCAAAAGACAAAATTTTCACATTTGCCAGCGAAATTAACAAAAATGTCAAA
ACAAACCATAATTATAGCAATAAAAGCAGAAAATAGAAATCATAAAGTTAAAGGAATCTG
TTAAAGTTTCAAATGTTCCAACAGCCTTTCTGTTAGTGCAGGATTGAATATTATTTACAT
AAAGTATCATTTCTTTCTGAAAAACCTGAAATGTTGATTTTTTTTGTTGCCATATTTACA
CTTGTGAATGTCCAAATCACCGTAATACACCGCAAGATATAGTGCTGCTGCGCTCAGAGG
CATCACTTCAGAGGTTTATCAATAAAACATTGTATTTGTTATTATAGAAACATGTAGGAA
CTCAAAAAATAATAGAAGCTTAATTTGAGTTTGATTATATTCACGCAGAATTCGTTTTCT
AGTGGAAACGTACTGCTTGGTTTTGATGATTATGATAAAATGTTGTTTTTGTTTATGTGC
TTGTTTGTTTTACACATGGACATTGCACATTAAAAAGCATCTCTGAAAATGCACAAGACC
TACCCTAAATGATAGTTTCCACCAGTTGTTTCTGAACAGGTGGTTTTACTATTTTAATCA
ACTGACCTTAATTAAAAAATATGTAATATTAGCTGCATTACGGTGTAAAACTCAACTTTT
AGCTTCACTACACATATATGACTTGAGATACATTCAGTGTTTTGACATAACAAATAAAAA
CTCATAAACTTTTACATTTTTCTTTCTCTCTTGGATCTAGAAATGTTCCATTTTATTTGT
AAATCTGGTGTTATGTGTTCTAGTTCTGCCACTCTTTTATCTTATTAAAGGTTCATTTTA
ATAAAGAAAAACTGTGCATTAGTAAAATAAATATATATTTAAAACTCTTCTTTCAAGTGA
TGCCAAGTTTTAAGTGTTTAAACAGTTTTTCTTTTATTGCAGAATTCCATACTTTTTACA
TACATGTATCATGTATTTGCGAAAAACATACAAATAATGCTTGTTGTTAGCATAT
>CL4749Contig1
TCTAATGGGTCTGCGGGGGGCTGAAAGGGGGGTTGAAGGTCGCGCTCCCATGCGAGCAAT
TAGACACAGAGTGGCCTGTTCGCACTCCTGGAATCCTCCCAACAACAGTAACAGGTAACG
CTTCTGGTAAACGAGAGCTTTCCTGAAGCTCTCAGCGCGCAGATAACGCTCATAGTAACG
CTGCAACCTGCTGCAGCTCGGGTCACCGATTGGCCGGTTCTCCCTTTCGGTGTTCGCAGC



AGAGAGATCGCTTTCTGTGCGACGAAGCTGTTTCTCCAAGGTGGACAGTCTATGTTTGTA
GGTGGACCTTTCCTGACTGAGGGAGGTTATGCGCTCATTCAGTTCAGAGTTCTCCTTCAG
TAACTTCTCCAGCAGGTTAGATGATGATGCGGAGATCTGTTGGGGTTTTTGTGAGATGCT
TGAATGAGTCCCTTCAGTTTCAGAGTGCAGATGAGCTGAAGCAGATTGTTGTTGCTGCCC
TGAAGTTTCTATGATAAGCCTTTGAGCAGCCATTTCTTTTTTGTCTTTTTCAAGATGTGC
CAAAGTTTGCTGGAGCTCCTGCACACGCTGATGGTCCTGCTGCCTCAGTGACTGCAACTC
CAACAGTTTGTTTTTGGTCTTCTCTTGTCTCCTCTCTCGGTCCATCTGCTCTTGCCTGGT
CTTTCTCCTTTCCCTCTCCCACTGCTCCTCCATCTCCTTCTCCTTGATTTTCAGCAGTTG
GAGCCTCTCCTTCAGCTCAGCCACTTCCTTCTCCTGCTGTCTGCGTCGCTCCTGCTCAGC
CTCTAAAGCCCAACTGATTTCACGTTTTTGTTCCTTTAAAGTCCGAATCAAAACCCTGAG
CTTTGCAGCAGCTTCCTGCTCCCTCTGAAACTCTTCTCTCTTAGTTTTATCCTCTTCTTC
CCATTTCCTTCTGCTTTCCAGCAGCTCAGTCCTCAGTTTCTCTGCAGCGTCTGCTAAGCC
TTCACCTTGCCTTCTCTCCTGCTCCAACTGGGAGCGTAAATCAGAGATGAACTTCCTGTC
TCTGGCTGCATCAGCTTCGTGTCTTCTGCAGAGCTGATTCATCTCTTGAGAGCAACGTTC
TCTCTCGTCATCGATTTTCCTGTGACAATCCGCGAGCTTTGAGTGCATCTCAGCCAGTCG
TGACTCTGCTTCATCCAGGAGTTGCCCCAGGTGGTTTTTCTCCTTCAGGTTGAGCTCTTG
TTGTTGGACAGAATGCTGGCGTCCATCTTCAAGCATCTTCAAGGTGTCTTCTAGGCGTTT
TTCCAGCAGCGCGCTGCGGGACTGTTCAATCTGGAGTTCTTGCCTGAGGTTACTGCAGGT
CACCATTTCCTGTTTCACCTGACTCTTTAGAGACAACACCTCTGCCTTCAGCTCCTCAGA
AGACACTTGCAAAGCTTCTCTCTGTTCTTCCTTATCTTTTTCTTTGCAGAGATTTAGAGC
CTTTTCTTGTTCCAGTTCACACTGGAGCTCCTGGACTCTGGACTTTTCTCTTTGTAAGGC
CTCATTGTTTTCTTCTATAGTCAGTCTGAGAGAAAGTATGTTGTTCTTGTGCTCCTTCAG
AGCATCATGGGCACATTGTAGCTGCTTCTGCTTCTCCTCCAGCTCTGTTCTCATTTGAAC
ATCAACTGTTCCATCAATTTGTAGCTGAGCCGTCCGCCAGTTATCTTCACAAAAATCCAT
TTGTGAGTGCCTCTGTGCCATTCGACAGAGCAGCTCTCTGAGAGCAATCACAGTCTCCTG
CAGCGCTCTTTTCTCCTGCTGCCAGCTCATGGGAGGATGAGGCAGCTGTGATTCATTCTC
ACAGTCGACAGGACCCGAGTTGTCTTTAGACTGAGTTTGACTGCACGAATAGGCCAAAAC
CTGTGGTTTGATTGAAGCGCTGACACGGCGCTGGCTTAAAGTGAGAATTTTACAGCTTTC
GTGATAGACCTTCTTCAATAGACCCTGTAGCTCTGGTGACAACAAATCCTCAGTGTAGCT
CATACTGCCAGCGGCACTATCAGTGTTCACCGTGGGATTCATTCCTCTACAGCGCAGATA
CTCAACAAACTGAGCATCGAGTCTTTCGGTCTGTTCAAGCTCCACTCTCAGCCTGGCACC
CAGTTCTGAACTCACATTGCTGCCGTAGCCGTCACTGGCCCATTCCTGTGCAGACATGGA
TGAGGTGGAACCAAGTGGAGATGGAGGTGCTGTCTGGTCTATTCCCTCCAACTCATGCAC
CTGTTCAGCATCAATTGAGTCAACCAATGAGAAGTTGTCAGATATTGACAAAGAGCCGGG
GGAGTGGGTTCTCTGTGTAGACTGATCAGGTGTGATGGTTCTGGATTGCAGAGGCTCCAT
TACAACTCTTGGAGAGATTTTGACCTTATGGGGATCCAGACCACTGCTGTTCCCGGCCAT
AAGGCCGGGTTTAAACGCG
>CL4750Contig1
TTTTTNTNTTATTTTCCAGATATATTCATCGCCAACTTCCACAAAAGCATCCAAACAAAA
ATAGAAAAGATGCCTCAAGAAGGACATCAAAGTAATTCTACAGTCATGTACTTCTAGTGG
TTTAAATCAAAACATAATACTTCAGCTTCCATTGACATTTTCTAGTTAAAACTGTTCTGG
GATTTAATCAGAAAGTAGATTATACTTTTCAGTTCTACTCAAATGTGTTCGACTTTCAAA
ATAAAGCGCATGTTGCTAATGTTCCTGCATAAAAATAGCAAACAAGATTTAAAAGTCCTT
TTATGACTTTTCTCCCCAATGCAAAACCACAATCTGTTCCTTTTTGTGAAGACGTCTTGC
ATTTGCAAAGTTCAGCATTTTGCAACAACCATCTGTAAAGTTCGACACAGGTTAAGAAGT
CTGCATAGTCGGGCGACTGAAAGGCAATTAGAGATTTTATGTGACAATCTACAACATGCT
GAAGCAGCCAATCTGACATGAGTGAATCTGCAAGAAATGTTACCTTAAGAAAAAAAAAAA
TACTCAACTGAACTTATGCTGTATCATATCATGTGCATTTTCTGCAATAAACATTTTACA
TCCATACAAACATATAAGACACCTAATTTTATCAATACTTTGAACTACTCTCTGCATACG
GGAAAGGTCAGAAACAAATGACAAAAGCACAAGATTATTAGAACTTTTTCCTCGTGCCGA
A
>CL4751Contig1
CGACAGGNAGCTGGGTGCTTGTGAATGAGTTCAGCACTCCAAGNAATAGAAAATAAAATA
TCTATTTAAGCTTTACGTTTGACTTCATCTGGGCTTTGTAGCGTTGCGTTACGAATCATC
TGTCGCGGAGCTGAACGCCTGCAGCCATGGCGCGAAAGGATTATGCGGCAGAGAAAGAAA
AGTGCAAAAGGTTCCTGCAGGAGTTTTACACAGAGGACGGCAATGGGAAGAAGGTGTTCA
AGTACGGAGCACAACTTGTGGCTTTGGCCCACAGGGAGCAGGTGGGCCTCTTTGTGGAGC
TGGACGACGTGGCTGAAGAAGACCCTGAGCTGGTGGAGAGCATCACTGAAAACGCCAAAC
GCTACACGGGCCTGTTTGCCGACGCCGTCCACGAGCTGCTGCCAGAGTACAAAGAGAGAG
ACGTGGTGGCTAAAGACTCTCTGGATGTGTACATTGAGCACAGGCTGATGATGGAACAAA
GACTGCAGGACTCTGCAGATACCAGAGACTCCCGAAACCAGTACCCACCAGAACTCATGA
GGAGATTCGAGCTCTACTTTAAACCTGCGAGCACCTCCNAGTCCAAAGTGGTGCGCGACA
TCCGAGCCGACAGCATCGGTCAGCTGGTCACCGTTCGGGGCATCGTGACCCGCGCCACTG
AGGTCAAGCCGATGATGGCGGTGGCGACGTACACCTGTGACCAGTGCGGCGCCGAGACCT



ACCAACCCATCCAGTCTCCCTCCTTCATGCCGCTCATCATGTGCCCCAGCCAAGAGTGCG
TCACCAACAAATCTGGGGGGCGGCTCTACCTGCAGACCCGGGGCTCCAAATTCGTAAAAT
TCCAGGAGCTGCGAATTCAGGAACATAGTGACCAAGTGCCAGTAGGCAACATTCCCAGGA
GCATGACGGTGTATGCACGCGGCGAGAACACGCGTCTGGCCCAGCCCGGAGACCACGTGG
CCATCACCGGAGTCTTCCTCCCTCTGCTGCGCTCCGGCTATAGTCAGGCTATTCAGGGAC
TTCTATCAGAAACATATCTGGAGGCTCACAACATCACCCTAATGAACAAAACTGAAGACG
ACGAGCTGGCTGACTGAAGAGCTGAGTGATGAGTGAGCTGCGCAGCATCACAGAGTGAGN
GGATTCTATGAGAAACTGGCCGGTTCCATCGCACCCGAGATCTATGGACACGAAGACGTG
AAGAAGGCTCTCCTCCTGCTGCTGGTTGGAGGAGTGGAACAGGCTCCTAAGGGCATGAAG
ATCAGAGGCAGCATCAATATCTGCTTGATGGGAGACCCGGGAGTAGCAAAGTCTCAGCTG
CTGTCGTACATCGACCGCCTGGCTCCCAGGAGCCAGTACACACAGGTCGGGGTTCATCCG
GCGTCGGTCTGACGGCAGCTGTGATGCGTGACCCCTGACGGTGAAATGANCCTGGAAGGC
GGAGCTTTGGTCCTGGNCGACTGGGTGTGTGCTG
>CL4752Contig1
CAACTGATCTGTAGTCAACCTGGCATGCCAGCTTTTGCACAATCAACGTTCTCCACTTGT
GGAGGGCTTCCTTTTGGTCAGACACTTCTTGTTTTGCAGGTGGAGCATGACCCCTCCNAC
TGTAAATGCGTATTACAACCCAACCAAGAATGAGATGGTCCTGCCAGCTGGAATCCTTCA
AGCTCCGTTTTATAGCCGATCTTGGCCCAAAGCCCTTAACTTTGGCGGAATCGGGGTGGT
CATGGGTCATGAACTCACACATGCATTCGATGACCAAGGACGGGAGTACGACNAGGATGG
AAACCTGCGTCCTTGGTGGAAGAACTCGTCTGTGGAGGCCTTCAAGAGACAAGCTCAGTG
CATGGTGGAGCAGTACGGAAACTATAGCATAAACCAGGAGCCTCTGAATGGAAAACACAC
CCTGGGAGAAAACATTGCGGACAATGGAGGATTAAAGGCCGCTTATAAGGCTTACGTGAA
CTGGATTCAAAAGAACGGCGAGGAACCCATGCTGCCCGCCCTTGGAATGACGAACCATCA
GCTGTTTTTTGTCGGGTTTGCTCAGGTCTGGTGCTCCGTCAGAACTCCGGAGAGCTCACA
TGAGGGGGTGATCACAGATCCTCACAGCCCATCAAGGTTTAGGGTCATCGGCACCATCTC
CAACTCTCGTGAATTCTCCAAGCACTTTGGTTGCCGGGCAAACGCCCCCATGAACCCCAA
ACACCAAGTGTGAACTTTGGTGATGCCTGGTTGCTCTCAGCGCTTTTTCACAGCTAAGCA
TCAAATGAAATGTGGAATAATAGCTCTGATAGAAATTCAGAAACCACTGAAACTTTTTTT
ATCCTGTGCCTCTTAATAAGATTGTAGAATGTGGATCTCCACAGCAGCCTTCCTTAAGCT
CTGAATGTGGCTTTAAATGTGGTTTTCCAACACTGGGAATCCAAGCAATGGATATAAAAT
GGGAGAACTCCTCCAGTTATGCAGATTGCTTATTCACACCGTGTGGAAAAAAGCAATGTT
AATGCAGTTACTTTCACCGTGGATGGATGTGCTCTGATATATTGTGTTGTATTTATAGCT
ATATTTTTTATAAAACAGCATACCAGGGACCTGCAAGATGTACAACCTTGACAAAAACTG
AAAAGTTTGATGCAAAACTCTTTTGTCACTGTGCTAATGTCATTTTTTAAATGTGTTTGT
AAAAATATATATATATTTGTAAAACTGCCACTGAGATGATGTGCATACGCCAAGCCATAA
TGTGTCATACCTGGTATTGAATGTTTGTCACAAATTATTTTGTATATTAAAAAAATATTG
CTTAAATGTTCAAGTTGCNNAAAAAAAAAAAAA
>CL4753Contig1
CGGAGCAGATCATTGCTTTTGAAAGTGAGGAGTCGTTCCTCATGAAGGCAGCTCCTATGA
AGCCTCAGCATGTTGCAGAGGTTCTGTGACGTGTTCCAGGGCTGACACACTCGCCGCCTT
AGACGTTTCCTCGCTCCGCCACTGTTCACATGCAAACCTCGTGACCTGTGCCAATCAGTG
ACCCTGAAGAACACCCACCTCACTGAGGACGGCAAAGCTCCATCAGGGCAACAGAAGGGA
TGAAAGCCCCCCTCCCCCCTACTCCGCATATGGCACAGGTGCATCAGTGTTATTCGTGAA
GATCTATTACCGCTCATGTTCAGTGACCCATACGGCAAGACGGCCATCCACCGCATTGCA
ATGCAGCCAAGTCATTTTTCACTTCACGCTGATGAACAGAATTCTTCTATTTGTCTTTTA
GTTATTTAAATGAAAGAGAAGCATAAATGACTGTCTGTATCTCTGTTAATACTGTAAATG
AGCTTTGTGTGTCTAACAAAAAGAAGGAACACATTTTGATGAAAGGGAACAACTCAGTAA
AGAGTAGATTTTCTTCTTTAACACAGGTATTCCTCATTCTGGTTTTGTATAAAGCTGCCT
GTTTTGTAAAGTTATATAAAGGAATCACAGCATTTTGAAATGTAAGTTAAGAAGAAATGG
ATTGCTATTTTGCATAAAGATATTGCCTACTCCTCCCCCAAATCCTTGGTTTTAGGAAGA
ATCGGATGTAATCATGTCAGCAAAAGCTGAAAACGATCTAAAGTCAAGTCTTTAGAGAAT
ATTTTTCTCCTTTTGAATAGTTTTAAATATTTGTTTCTTCCACATGTGCAAGCATGACAC
ACATTTCCATCGTCCAGGCTGAGACTCGTAGGTGTTTGAGATGCTGTTGTGTGTTTCTGC
TATAAATACATTNTGATGTGTATTGTGTAAGGTCAAGGGAGTATC
>CL4754Contig1
TTTATTAAGGATGCATACATAAAACCCTATTCACATTTTGAAAAATAGGTCATTCAGAGA
CTGAGGGGGGAATCCTTGGCTGTTCATGTCTGCAGTTTGGAAGGATTTAAGAGATGAAAG
CGTTGAATTGATTTGAAGGAAAAGACTGCCCTCTGGTGACTTAAGTGTGCAAGTTTGTAA
AAAAAACCAGGCACAAATACTGAATAATATAGGCATCAATATACAAAAATGTTTAATTTG
AATTTCTTTCATTATCTTAAAAAAAATAGTACAGGGACTTAATCTGTGATGGTGTGTAGA
TGTGTGTAAAGCCAAAAATAAGTTATGGATGTAAAAATAAAACATAGCAATGGACATTTT
CAAGTTCAATGAAAAAGTATTACAAAAAAAGTACTAGAAAAATCCACAAATAAATTCAGT
CTATCAGAGCTCATCGTGTTGGTAGGTAAACTCCCTAGCTGATATAAAACCATCTTCGTC
TTCATCCTCATTTTTGAAGATGTCATCCACCATCAGTTCATTATGCGTGTCGTTAGGTGA



GTATCCGTGCTTCTCAAACTCTTTCTTCAAGTACTCTTTTACCTCCTGTTTAGAGAGCTT
CCAGTCGTCGTTGAGATCCATGTCCCGGAAAGACTCATGTGACCTGGGGCCATTCCGGAT
CTCCATCAACTCAATATCAAAAATTAAGGTACTGCTTGGAGGGATCTTACCTTTTCCCTC
GCTGCCATACGCCAGTGATGGAGGAATGGTCAGCTTCCTGCGCTCTCCTGTGCACATATT
CTGCAGACCTTTGTCCCAACCTTTGATGGCTTCCCGTATCCCAAGAGTGAACCATACGGG
ATTTCCATCCCCTTCTTTGCGGCTGGAATGGAACATAGTGCCATTGCTCTCCAGATATCC
ATCGTAATGAAGAAGTAGCATATCTCCATACTTAGACTTACGGAGACACATTAAGGGTTT
ATGTATTACCTCAATTTTCACCTCTGGTTCGGGCAGTTTTCCCCCAGTGACAAAAACAAG
AAATGTGGGTACAATCAAGCAAAAAGAAAAACGTATCATTTTGGTACTCAACATTAAATA
AATTCTACAGAAGTAAATATTACTTTAAATATTCCATAAATGATTAAATTTAAGCTAAAT
ACACGTTTCCTACGTGGCACCCCAATAACTTAGAGGAAAAAACTTTTCAGTCGTCTGCCC
TCCTAATGCTTCAATTGGTCCCCGGCCATA
>CL4755Contig1
CGGCACGAGGCACGAGTGATCAGGGAGCTAAAGCTGGTGACCGATGGGGGCTCAGAGTTT
GTGTTTGTCCTGAACGCCTCGTTGCCCTACCACATGCTGGGTGCATGCGCCGAGACTCTT
CCCAGGCCAGACTGGGAGCTGGAGCTGCACATCATCGTGTCCGTCATCATGAGCTGCATG
TTTCTGCTGGTGATTGCCACGGCCTACCTGGAAGCTCAGAGCATTTGGGAGCCCTTCAAG
AGACGCGTGTCTGTGGAGCCCAGCACCTGCTTGGAGACGGGGAAGCCCTTTAACCTCAGG
GAGATCGTGCAGATCGACGGTGATTCAAAGTTGAACGACTACAGCGACTCGACTCAGAAC
AACAGAGGATTATGCCCAGCCAGCAACGGGACAGTGCGGGCTGCAGGCCGGCTGGCAAAC
GATCGCGTCGTTCCAGAGCCAAACTCGCAAGAAAAAAGGTCCAAGCCCGCGTTTAGCCGC
TCATCTGGGACGGCCACGTCCCCACAGATGTCCAAAGGGACTTCTTTGTGCCCAGAAGGC
CCTTCACTCGTGTGCCAGCCTATCAACCGGAAGACTCGGACGCACAAACCCTTAGAAACT
TCAGCTGCATCATCGGGGCCTCAAGGAGCATTCTGCCCCGACGATGCAGATTACGCCAAC
CTGATAGGAGCCATGGACAACGACCTGGAGCGCCCAGAGTCGCACAGCGGCGAAGCAGTT
CAGGAGCAGAGCTCTCAGGCCGTTCAGCAGAAAGCACTGGAACCCAAAGGGAAGCATCCA
ACGAAAACAAAAGTCC
>CL4756Contig1
TTTTGTCTTTTCAGTGATTGGTTAGCAGGGGGGAGTAATATTTGTTGCATTATGGGGATA
AACTATGATCAAGACTCACTCAATTACAACCAAAATCCTTGCATTTAAAGAATAATTTTT
AAAACATCCTTTATCAAACTGTCACCATTAGAACAATATGGTGTAATCTTAAAAATGAAT
ACAAAGTGTGAAATTCTAATTATACAGGGAAGAGCAGAAAGCCACTGAAGGTGTTATAAT
TCATCCCGTCATCATAGACAAGCCTGTTTTCTGCCAGTTCCACATAGACGTTGTCTCCCA
CCTTCAGTTGGATGACTACAGCGTTGCTTCCCATGTCATTGCCGTCAGTTCCGCTGGTGT
CCCAGACAGACGTCAACAGCTGATCATTCTTTTTAAGACTAACAACAGAGCTGGGAGTGG
GACTGAGGTTATTAAACATGGAGAATCTGAAGAAGTACACCCCGTTGACCGTTGCAGTGA
AGACTCCTGTGGAAGGGTTGTAGCAATCACCATAGTTGGAGAAAATCTTTTTATACTTCA
GTGGAGTAGAAGTGGTAAAAGGTCCAATGTTCCCAGAGCCAGAATCTCTGAGAGCAGCAG
AAAAAGCCACCCGTGGAGTACCTCCAATGAGGCTCCGGAGCTCCAGCACTTCTCTGTCAG
TGTTTTGGAGCCTGGTCTCCAAAAGTGTTATCTTGTCTGCCATGTTTGCGACTTTCTCCC
CCAGCGAGCCGACAGTTTGTGCAATGGTTGTGAAGCAACATATGTCGCCTGAGCTTGTTG
ATCCAGAGTTTTGACCACCTTTGTCATTGTTTTCAGCAACACAGAAGCAGCAGCCCAACA
CCAGAACCAGGACAATCTTCTCCATTTCTGCTTTCCCGTGTTTTTGAGTGTTGAGAATTC
TCTTGCCTTTTATTCTATGTGACATTGTGCAAAACTCGAAATTCCAGCTTCAGGACCTCC
CCCTTTTGTTCTTATTTGCTGTGAAATCCTCAAGAGGTGGAAGATTAAATTAAGGATTTT
CCCAGTGTGGAAAGAGAAATGTTAGGCAATAATAATTACTTTACAGGTTTTTGTTAGTCC
AAGTCAAAGTGAACAATTAAAGTAAAAAAGTCTTGAAATGAACCACCTTGGAATGGTTTT
GTTAGCAGGTTAGTAACTTCACTGCGGTGCTGCGTGCTACCAAGACTACCATGTCAACTT
CACCTGGGTAAAATTCCTCCAGAATCAAATAAGTCACACCAAACAATTCCTCTTTCTCTG
>CL4757Contig1
CGGCACGAGGTTTTTTTCACTTTTAGTCTTTTATTCAGGAAGTAATAAATATAACAAACA
CCTTTTAAAAGAAATTTATCAAAACAAGTATAAAAACAGTTGGAGAGCTGATGTTAAAGG
AGTCAAACAAACAGCTGGAGACCTAATATTACAGTTGCGTAAAGACAAAAAAAAAGCATT
CATATTGCATCACAAAGTAAAAATCCCAAAGGCCTCAAGCTTCACAGGAAAAACCCAAAA
TAGCATAAAATATACAGTTTTCTTTTTTCAAATTAAAAACTATCAGCTCAAAAATGACAA
AATCTTTGAAGAGCAGTTCTTCGGTATCCAGTTGATTTAATACTAGTTCCTCACGTTGCT
TTAGTACAGAGGAACCTCAGGTTCCCTCTGATCAAACTTTTATTCTGAAAGTTTCCCCAC
GTGCTACTTCCAGAAGAGGATGTTCCAGAAAAGCAGCCAGCAGGGATACACTAACAAGGC
GACGAGCGGGAACACCAGAGATCCGTACAGATAGTGGTCCAGCATTCCCTGCGCTATGAC
TGACAGGTACAGCAACCAGCCGTCCTGGAAGCTAACCGGCATTTCCTGCAGCTCTTGAAA
GAAAAAGACTGAGAAGAGGAGTGTGCAAGCGGGGCTGAGGGCCACCAAGAAGAAAGCTGA
CAGAGCTTTGGGTACGTGGGGAGTGACGTAAGCAGCTGCAGGAACCAAAGTCAGCGCCAG
GATGAAGCCGAGGGAGAAGTTGATGACGGCAGTGCAGCCTAGCAGCACAGCCAGGTACAA
CAAAGCCACCAGCTTGAGAACTCTCCATCCCATCTCCGTCCCCTCGCCTGACAGCAGTCT



GTGTGTGTTATGAGGCAACGCCAGTCCTGCTGTGTAGACGGCAATTGCTGTCAGGACGAC
CGCTTCCGTCTCTGAGACGGGGAAATGCTCAACGGCGACCTCCTGGAACCGCACGGGCAG
CATGTAGAGAGCCGCCCCGGTGAGGTGGCTGATGACCAGAGGAGTCAGGACCGACAAAAC
TCCAGGATTAAACTGTTCAGTACCAGCCACCCCATCCT
>CL4758Contig1
ATGTTTTATTTACAGTGTCCCCCGTAAAAAATACTATGATACAGAAGAGCCGTCAGCCGC
TCAGCTGCAGCCATGGCAGTGATTTCTAAAAAGGGTCTTCAGCCCACTGGGTGAGTCTCC
AGAACTGCTGCAGGCGACCCGCCGCCTCATGCAGCATAAGATCCTGCAGCCAGAAGCAGG
TTCCTGCGAGTGAAGTGGAGGTGGACCACAGGCGTGGATTTGCTCATGTATGTCCCCAGC
AGAAGCTCCTGGGAGTTGTCCTGCAGGTGGATGTGTCCTGTGGCAGCTGTGAAGTCGTCA
GTCTCTAAATCATCGAACGCCTTCGCTGCATCCCAAAGGCGGACCGTGTTGTCCATCGAA
CCAGAGGCCAGGATTTCTCCATCCCTGCTGAACCTGAGGGCATAGACCGTATCCGTGTGG
CCTTTGAGCTCTGAAACCATCAGCCCATGACCGATGTCCCACAGAAGAACTCTGCCGTCA
GTCGCCCCCGAGGCCAAGAACTTCCCGTTGGGAGAGAAAGCCAGAGTGTGGATGGGACCC
TTGTGACCGGTGAAGATCCGGACACAGTTCCCCGTCAGGACATCCCAGAGCCGGATGGTG
CGGTCAGACGAGCCTGTAACCACGTAGTTGGAGTTGGGGTGGAAACGGGTGCAGGTGACA
TCAGCCAAGTGACCGGCAAATATCCGCAGGGGCTGGTAGTGATCCGTCGCCCAGAGTCGA
GCCACCCGGTCATGACCCCCAGAGACAAAGTAGTACCCATACGGGGAAAACTGAGTGTCC
CACACTGGGTAGTTGTGGCCTTTGTAGCCCACTAGACACGTGAAGGTGAGGAGACTCCAC
AGCCGGACCGTGCCGTCCTCAGAACAGGACAGCAGGTAGTTTCTGTCTGGGCTGAAGCTG
ATGCCGTACACCGGGCCGCTGTGTCCGTACAGAATCTTCGACTCGCTGGCCGTCTTCTCA
TCCATGATCCTCTCTAGAACATCGTCTGACTCTTTGTCAATCAAT
>CL4759Contig1
TGCTCCTCGTTATGTTGAGTTACGCNAAAGATGTGTTGTGTACCCAAAGTTATGGAAAAT
GTATGTTTTTAAATGCTTTGTTGCTGTTGCTGGTTGTAAAAAATGTCAAAAGAGACTATG
TGATAGAGAAAAACAAATAAATATAGCAGGTCTGACACAGGAGCAATAAGGTAACAAATT
GTATTATTTATACATACAAGACAAAATCATTTTACTTAAAAATAGTGTCTCTTGGCATGA
AATCCACAGTTGTTAACCAAAGAGTCCAGAGAGTCGCTCTACAAATATGCTGTGCCATAA
CTAGAGTACAAAAAATATAGAAGAGTGCAAGATCAGCTGGGAGTCACAGAGCTCCACGCA
GCGCTGTGCAGTCTGCTGGAGTTCCCTGTGTTTGAAGAACTGCAGGCAGTGCTGCAGTAA
CAGAACCACCATGTACGACAGTGGACAGCAAATCTGCAGCGTGTGGTGGGGAATGGGAGG
GGCCTCAGATGGCGTAGTCGTCCTGAACAGCTGGACTGAAGGCGGAGCTTCGCAGCACAT
CCAGACAGTTGACCAGGATGAGCGTGCCAGTCAGGTGCTTCCAGCGCTTTGTGATGGGGC
TTTTCATCTTGTCCAGACCCATGTGCAGCTCCTGGATCACGTCCCTGTAGCTGTCGCCGA
TCTGAGCTGCCCATGTGACCAGGAAGTCATAGGCGGGCTTCCACATGGCCTCACTGTCTA
CCACTCCGTTTCGGTCACGGTGCGGTGCCTCATAAGCGTCCATCTGCTGGCGGGAAATCT
TAACAAGCTTCTCAGCCAGCTCCCTCCATCGTCCAGCAATTTCCACAGCAGTGGTTAGGA
GCACAAAGTCCATGACCAATCTGGCTACCAAACCCTGACAGTCCATTTTCAACAGAGCCG
TTAGCAGTTCTTTCTGGAAGGACTTCCTCTCTTTACTTTCTGTGTTGTTGCAGTCCTCTT
TCAGCCTCTCCAATACAGATGCCACTCTCTCCGGCTCACTGTCCAGCTCTGCCCGACAAA
AATGAGTCAAGGGCAAGTTGATGTACCCAAGGGCGTCTGCAAATGCCCGCCAGCTGCCGA
TGTTCTCCATTAGTATAGTCCTTACAGAGGCATAGATGTAGGTGAGGAACTTGCAGGGTT
TGAGAATCTGCTCCAGTAACAGGGATGTTGTAAGGTCAGGCCCGCTGAAGTAAATCGGTT
A
>CL4760Contig1
AATAGAGTACGAGTACAGCACCATTTCAGAATTGGAGCCGTTGTGGATTTTCATGGCTTT
CTCCTGCACGTTCCCGATCACTGCATCCGCACACAGAGCCAAGGAAATGAGGAGGACACC
TGTGAGATGGAAGTTGGGTGCCACTGTGCTGTCAGCCAGCGTAAACCAGATGAGTCCCAG
ACTCATGCAAACAGCCGCTGCTACGTCAGCAAAGTTATAACGTTTCCCTTGGATAAAGAT
TCCCCCAATCATGACAGGGATGAGTTTGCAGCACTTGAAGATGACCTGTGTGGGGTAGTT
CAAGTAGCCTAAAGAGGTATTGGATAGGCCCATAGTGCCCACTGTAAGAAATGCTATAAT
CATATAGGTCTTCCCTGGAATCCTTCTGCGTTTGTCTTGTGTAAGCTGAAGCTCAATCAG
TCCAAACGTCGAATAGAAGCCGAATTGGACCAACGTGAGATACCAGCCAAAAGGTTTGAA
GCCTTCCACAGAAAATATTAATTCCTGCAAATACCCATAGATGAGGTAAAAGAGGAAAAC
TCCAGCCACACAGATAAAGAACTGCACTGGTGCACTGAAGCTGCTCAGGTTGATTCCTAA
AACCCTTAATTCCTCCACAGACTTTATGTGTGGGGACATCACCTCTGTGGAGGACGGGAT
GGAGATTGAAATGTGCTTCCGGGAACTATTGTAGCCCACCAGGCCATATTTGGCGCTCAT
TGTGTCTTCACCTGGAGGCTTCAATGGCACTTCCGGTTTTTCTTTACCAAGCGCTTGTCA
TCTATATTAGAGGCAAGCTCTTAAAAGCAACTTCCTTAGACGTTTCGACCTCATCTCTGG
TATACTCCGGAGCGTATCATACCTTTACTTTATAATGACAACAACGAAGACAGTACGACT
AGCCTGCTAGCATGCTAAAGGCTACAAGGATTTGCTAGGATGCCCCCGGCCATAATGNCC
GGGTTAAGCGGCAGTAAC
>CL4761Contig1
TTTAAAGCGACTGGGCCTGGGATGTGTGATTATTTATGAGAGTATATAACATTTAAGAGT



CAGTCGGTGTAGCTCGTGCAAATCTACTCCGTTTTTTTTCAACCGATTGTCTCCTCCGTC
GAGAGTCCACATCGATGGCGGCCGTTGTTGTTAGCAGCATGATGGGTAAAATGTACGGCC
TGTGTTTCCATGCTGTTCGTCAAACAGCTGGACTAAAGGCACCCTGGCTCCTTCATCGCA
GAGCCTTCAGAATCAGCGCTGTGCACCGCCAGCAGCCCTTTGACTCGTCCTTGGAGAAGC
CTCAGTTCCCTGGAGCCTCGGCGGACTTCGTGGACCACCTGGAATTCATCCAGCCCAATG
TCATCTCTGGGATCCCGGTGTATCGTGTGATGGACAGACAGGGGAACATCATCAACCCTT
CTCAAGACCCTCAGCTCTCCAAGGAGACAGTTTTGAACTTTTATCAGAAGATGACGATGC
TGAACACAATGGACCGGATTCTTTACGAGTCCCAGAGACAGGGACGAATCTCCTTCTACA
TGACCAACTATGGAGAGGAGGGCACACACATAGGCAGTGCTGCTGCCCTTGAGCCAACCG
ACATGGTATTTGGTCAATATAGAGAAGCTGGAGTGCTGATGTACCGCGGTTTTCCCCTGG
ATCTCTTCATGGCTCAGT
>CL4762Contig1
GGGATTTTAATGGGTNGTTNTTTGCATTCNAACCTTTGAGTCTCATGAATGAGCATTAGA
GATATCAGTCTGATTACTACAAAAATATAACCTTTGTGAAATCCTCCTGCAGCATCATTG
GCTGTTCGGTTCCTGTGCTTCAGACTCTAAAAGCAAACACATGAGAACAGATAACCAACA
ATCGCTGAAGGTAAAATCCATTAAAAAGGATCATTAAATGCTGACTTAGAACAGAGGCAT
AAAAAAAAAATAACAGCCTTAGGGAATTGGAACCACAAACAAGGCTCCTCCCATCATCCA
ACAATGACATAACACTGCTTTCAGCACCAACTAAAGCCAGACATTTGACAGCAAAAGGAA
AACCGCTCACCGATTCCTTTCAAACAGCAGCAAAGAACAAAAGCATTTTCCGGTCATGCC
TTGATCCGAGTGTCGTCCTTTTAAAAGTTCTAACATTATTAGAACATTCAACAGATTTAA
AATGCTTTCAAACTTACTACACGTGGCTAAACCTTCAAATGTTTTCTAAATGACACAATT
CTCTTTGAGTTTGCCAACATAGCATCGAGGACTGATGGGTCATTGGTACCAGAGAGATTA
AAGCCTCGTCTAGAACTGACATGTAAATCCTGCTCTGCAGCTCAAACTGTCCCTTTAAAA
AAACAAAACAGGACTGAGTCCG
>CL4763Contig1
GCAGTTTTAGCAAAATAAAATTCAGAAGGGGAGTTTGGAAACAAAAGAGTTTCTTTTAGA
AACAAAGATTATTTTGATGGAATATTTTCATTTTAAACTTATTTATGAAGTTAAGACAAC
CCATAAATCCATCATTGCTAAGAGAAAAATAAGTTACAGCAAAAATAATTCTATTTTTTA
ATAGTCTCAGTGTAACGTTGGTCAACGTTTATCCACCATATTGCTTTTACTTGGCATTTT
CTTATATTTTCAGTTTCTCTTGAAAGTTTTCATTGTTGTAAAAGCTCTAGAGTCATCAGT
GGGGAGGCAAAGTGCCAAGTCTCTTTCAATACGGTGTGCTTTGACAAAATGAATGGTGTT
GGAATCCTAATTTCTAAAAACAACAATCAAAAGGTGATTTGGAATATGATCAAAAGTTGG
AAAAAATAAATCTTTCTCCTTGATGTGCTTTGTTAAAGACTTGTCTCACAGCTGCAGATG
ATTCTACATCAGATACCATGCTGCCAGTCCAGCCAAGGCAGCAAACCAGGTGGCAAACAG
GACCTGCCCTGTTGGGTGTCGGAGCACAACCATGGCCATCTGACACATGTAGGCTGTTCC
TCCTGATGCAGCCATTTTGGCAGCATAGTATGGACATTTGCTGATGTCTCCGTCCATTGC
TCCATGAACTGGCATCCCAGCATCTAAAACATCCTCTTGAAATGTTTTGCCAATTTCTTC
CAACTCTTCAAACACCTCCATGTTGAATTGAAAGGCTTTGACAGCCTCATCCACCAGTCT
CTTCTTTGTGTCCATGTCCAGTTCCAACTCATTCATCCGACTTCGGTACAACTGCTTGGA
ATGCTTTGGCACTATGGGATCCCATCAAACTGATAGAACTCCAGGCCTTCTCCTGTGGGA
GGCAACTTCAAAGCTCTCTGTGCGACTTTCTTTAGCACTTGCCCCCCAGACAGGTCCCCC
ATGTAGCGAGTGTAGGCATGGGCCACCAGCAACACCGGATCTTCCTCCCCTACCTGGTGG
ATACGATCTACATAACACTGGGTGGCTTTGGAGCATGTAATCTGGTTCCTCCATTCTGGA
CCATAAAAGTACTCGAGATCACGAGCCAGAGCTTCATGACGGTGCAATTCTGCAGGGAAA
TAGAGTGGAGCAAACTGGGGGTGGTCCTTGTTTCTTTCAATCTCCTCCTCCATGGCAGTG
TATGTATAATAAAGTGCCACAGCGCCAAGCTTGAAGAGCTCTTTGCGGATTCGTCCCCTG
AGGAAATCTTTCACAAACTGCGTGTTTTCCGCCTTTTCGTGAACTTCTTTGGTCCCTGCT
GCAAGCATCTCTGATAGGTCCTCTGGACTGAGAGCGCCTTCTTTTTCTTCATTCCCCAGT
CCTCTTGTCCCCATTTTCTCTGCAGACATTGGCGATGTGATGTTTCCAGAAATGCTATCA
CACAAACAAGGGGTAGAAAATCTGCAGATGATTATGAAAGTCCCCAAAGTAAAACAAGCT
AAATCATCAGAGGCGCCTGGCAGTATTTACCTTAATTTGGTACATTCGTTATATTACAAG
TCAATATTTAACACTCAGTTTTCATCTGCGTCAACACATTTGTCCCGTTCTGCAGCGTCC
CCGGCCATAATGCCCGGGTTTANCGGC
>CL4764Contig1
CTGGCCTTGGTGGGGAGGGGCCCACCATCAGCCCCACGCAGGTGGAGGTGCATTTAGTGT
AAGGGACGCTGGAGAAAAACATCTCCGTTAAAGAATGCTGCAAAAAGTCCAAATTCAATC
CATATTGGTGTCATTTCTAACTTATAAAAGCAACGATTAACATTTCACTGAGAAGGAAGG
ACACTTCAGTTTATCACAAGTGAGATTCCTCTATATTTAATATGTATTATTCTTTATAAA
AAGTAATTCTTTCTCAGTGAAAATGTACCATAAATGACTCTAATCAGATTATTTGTGGCA
GAAATTCCAAACTTTTTGTTGGCACAAAGTCCCCCCCCCCATCTGCTGNGGATGCTTCAT
GACACTAGAGTGACACTAAATCAGCTTATGAAGAGCTTGAGACTCCCGGCAGACGGGTGA
AGCCCCCGCCGTGCCGCTTTGCTCGGAGACGCTGCTTTCCTCAAACTCATTTGAAACATT
TCAGCGGGAGATTATTTATGACTCTGCCGGTTAGTCTATGGATTCTGTGGGCAGCAGGGG
GGGCTTTAGAAAACACCTCACTTTTCCTGCTTCTGCATTCATTTTAACTCCAAACTTTAA



AAAAGACCTTCCTTTCTAAAAGGAATTTTAGAAAAAAGCTATGTACGTTTTTGTTGTGGT
TGCAAGTGGCCTGTATGTTTCAAAAGATGCGTTGTCCCCCGAAGGAGATCTGGTTTCTTT
TCTCTCTTGGGGAAATAAGCCGACTCTCTTTGAACCGATCTTCAGTGTGGAAGACTTTCA
TCTGGAATCTGAATGTTTCTGTCAGCATCGCCGTTTCGCTCGGCCCGCTTCACTCATTCA
CATCCATCAACAGTTTAAATGAGATCATAAAAGCTCTTTGAAAACAAAACTTTGATGCCT
GAAAAAAACCTCGTGGTTTTATTAACAATCAGGCTTGAGAGCTGCACAACCTCTCTGGCT
GCCTGGAAGTTAAGCTACTATGCAAAAAAGTAAGAAAAAACTATGTTTGGACAAACAATC
AACTGCAAATTGATTGAATACATTTGCATAAATCAACCCGATCAGTCTGAGTCTGTTCTC
AGGGGACCAGCAGCTGCAGGGGACAGTCTGATCAGATTTGTAAATCTTCCACAACATTTT
GGACGATCCAGAGTTTTATCTTCCCGGTTTCCTCTCTTATTTATTATGCCACCGTTGAGG
GTCCAGCTTCTTTTTTTTTATGGAGAAGCTTTTCCTTTTTGTGCATCTGTCTGCTCAAGT
GTGTTTTAAACAAAACCTAATAAAAATAT
>CL4765Contig1
AAGCCACTTTCCTAAATGTACAGGGAAGAGAAATAGTCCAGACCATGAACAGTGACCCTG
GATTGGCAGTCGGTGAGATAATCAGAACTGTTTGACATTTTAGAAAACAGAATCATCTGA
AATTTCTTTCAAAATATGCAGCTTTCAAAGCATCCATCAACCTTCATCATTGCGTTCTGC
AGGTTACACAGCTTTCAGCGGTGTGGATTTTGAAGGAACCTTCCACGTGAATACGGTAAC
AGACGACGACTACGCTGGTTTCATCTTCGGCTACCAGGACAGCTCCAGCTTCTACGTGGT
GATGTGGAAGCAGGTGGAGCAGATCTACTGGCAGGCCAACCCCTTCAGAGCTGTGGCCCA
ACCAGGGATCCAGCTAAAGGCGGTGAAGTCAAACACAGGTCCAGGTGAGAACCTGAGGAA
CGCCCTGTGGCACACCGGTGACACCTCTGATCAGGTGAAGCTTCTGTGGAAAGATGCTCG
TAACGTTGGCTGGAAAGACAAGACTTCATACCGCTGGTTTCTCCAACACCGGCCAGCTGA
CGGCTACATCAGGTACCGACAGGAGCATTTCACTACAGGTCCACGACGAGTCCCTTCACT
GCATGCAAGTTTTGATGAGAAACTGATACCTTCTTAGACTCATTTCACAAGACTTTTCTC
TTTCTAAATGCAAGGAAATGAAAAATTACATTTTTAATTTGTGGGAAGAATCTGACAAAA
GTGAGAGTTTGCAGTTTTGGTAGCTCCTCTAAGAACTCTTACTGTAAATAATTTGTTGTT
TAAAGACCAAAAAGATCACATGATCTATTTATTTTTGTTTTTTGTGCTTTCGTGTGCAGA
GTTCGCTTCTACGAG
>CL4765Contig2
AGATCTGGACAACTTGGGGATGAATGTGATGATGATATTGATGGTGATGGCATCCCTAAC
CACCTGGATAACTGCAAAAAAGTTCCCAACCAAGACCAGATCGATCGAGATGGAGACAAG
GTTGGAGACTCCTGTGACAGCTGTCCTTATGTTCCCAACCCAGATCAGATGGATGCAGAC
AACGACCTGATTGGAGACCCCTGTGACACCAACAAGGACAGTGATGGCGACGGTCACCAA
GATTCCCGGGACAACTGCCCAGCTGTCATCAACAGCTCCCAGTTGGACACTGACAAAGAC
GGAAAGGGAGACGAGTGCGACGATGACGACGACAACGACGGCATCCCAGACCTGCTGCCA
CCGGGCCCTGACAACTGCCGGCTGATCCCCAACCCTCTGCAGGAGGACTTGAATGGTGAT
GGTGTGGGGGATATCTGTGAGAAGGACTTTGACNNCGACACCCTGGTAGACCCCATTGAT
GTTTGTCCTGAAAACGCTGAGGTCACCCTCACCGACTTCAGAGAGTACCAGACGGTTGTT
TTAGACCCCGAGGGAGATGCACAGATTGACCCTAACTGGGTGGTGCTGAATCAGGGAAGA
GAAATAGTCCAGACCATGAACAGTGACCCTGGATTGGCAGTCGGTTACACAGCTTTCAGC
GGTGTGGATTTTGAAGGAACCTTCCACGTGAATACGGTAACAGACGACGACTACGCTGGT
TTCATCTTCGGCTACCAGGACAGCTCCAGCTTCTACGTGGTGATGTGGAAGCAGGTGGAG
CAGATCTACTGGCAGGCCAACCCCTTCAGAGCTGTGGCCCAACCAGGGATCCAGCTAAAG
GCGGTGAAGTCAAACACAGGTCCAGGTGAGAACCTGAGGAACGCCCTGTGGCACACCGGT
GACACCTCTGATCAGGTGAAGCTTCTGTGGAAAGATGCTCGTAACGTTGGCTGGAAAGAC
AAGACTTCATACCGCTGGTTTCTCCAACACCGGCCAGCTGACGGCTACATCAGAGTTCGC
TTCTACGAGGGCCCTGAGATGGTGGCTGACACAGGGGTCATCATAGACGCCACGATGAGA
GGAGGCCGTCTGGGAGTCTTCTGTTTCTCCCAGGAGAACATCATCTGGGCCAATCTGCGC
TACCGTTGCAACGACACTCTTCCTGGGGATTTTGATGCCTACAGAGCTCAGCAGTTGCAG
CCGACAGCCTGATGAATGAATCAGCATACATTTAAAATCCTCATCTGATTTGTTCCAGGG
TTTTTTTTGCAGCAGTTTTTTCATCGAAAACTTAAAGTGGGGCAGCACTGACAAATT
>CL4766Contig1
TGCGATGGAAACCAGNGTGTNCAGGCCGTGNGTTGTAACTGGNGCCANAACAAAAAATGG
GATGTGNANAACTCTGTTGAGTGTTAAGCTGTNTCGATAAAAAANACTTTATCCCCCCAT
TAGGNCCANAATGGCCTNTNTTCCTTCCCCCNTTTTATATTTATAAAGAGAAAAAAAAAA
ACCTGCTCCAATTTTTCAAACTTCCAGTGAGTCGATTTGAGTTTGTAAATACATTCAGTC
TCATCCTCGGTAAGCCATAGATCATCCTTGTGCTGTGTTCACGGATCATTCCAAACCGAT
TGTTTTCATGTCAGCTGTCTGCACCCAGGATAATGTATTCATTTTTGTGTGACGCACACA
ATAAAAACA
>CL4767Contig1
GTTCCGCCACATGCAGGAGATGAGGCAGAACATGGAGTACATGGAGAAGCTGCACCAGAA
GATCTTCGAGGAGATCGACCACTCCCCCACAGGAGTCTTCAGGCCCATTGCCTTCCAGGA
GCTGGGGGGGGACAGCAGCAGCTTCGCCCTCAGCCTGGACACCGCAGATTTCTCCCCGGA
GGAGCTGTCAGTCAAACAGGTGGGCAGGAAGCTGAGGGTGAGCGGAAAGACGGAGAAGAA



GCAGGAGGACGGGAGGGGCTCGTACTCCTACCGGTGTCAGGAGTTCAGGCAGGAGTTTGA
CCTGCCGGACGGCGTCGATCCCGAAACCGTCACCTGCTCGTTGGTGGGGGGCCGACTGCA
GATCCAGGCTCCCCGGGAGAGAGCCGCGAAAGACGGGGTGGAGAGGATCGTCCCGATCGA
CTTCACCTCCGTCCCAGCTGTCACCTCCAGCGGGGGGGCTGAGGGCGGCAGCAGCAACCC
TCCAGAGAGCAACCCAGTTGAAAAGAAGTGAACAGAGTGGGACCTCCTCCACTAGCCCAT
CTTTGTTTTCTCAGTTTGTCCACGGAGATCCAGACAGAGTGAACATCTGCTCGCCCAGCA
AACTCTCTACTTCAGCCGCCTTTTGACACAAACATCTGTTTGTTTAGTCATTTGTGATGC
TTTTCCTCATTAATGTTTGGTTTTTCACTTTTGTTCTAGTGGTGTGATCAAATATTACAT
GATTTTAGTAAAAGCTTTTGATTTTGTTTCATAAATAATGTTCTGTCTTTTAAACTCATG
CAAGATAGTTAACTCTGATATATTTAAGGCTTTAACAATAGTTTCCAGATTGTTTTGAAT
GACAAAACAAAAGCAACATTTTTAAACCATCAAACAATTTTGTCCTGAACAAAAATTTTC
TTTTACTTCTAAATACTCTGTCGGTTTGCTACTGTCATCTTAAAGAATTAAAGTTTTTTC
TACATTCTTGAAAAAAAAAA
>CL4768Contig1
TGTCGGACACAAAGACTGGATCAACAGCTGCTGCGTGTCGCCGGACTGCAGCATGATGGC
GTCCGTCGGCCGCTTTGACAGGATGGTGTGTCTGTGGAGTCTGCGGTCCTACACCTTCAT
CAGGAACCTGACAGGAGGAGCCCACAAGACCCTGTGCCTCCTGTCGTCCTGTGACTTCTC
CCCGGACGGAGCCGTGCTCGCCACGGCCGCCTTCAGCGGCTCCGGCTGGTACATCGACCT
CTGGGACCCGTACACATCGGAGAAACTGGCCACTCTGGCGGACTACTTTGATGTCTACGG
GAAAAACCAAATCTCTGCAATACAGTTTTCTCCCAGCGGTTTACACCTGGCGATTGTGAC
GGACGACAGAGCGCTCAGGATCTGGGAGCCAGGGGAGAGACGGATGACGATGCAGACGAG
GAGGGACAGAGACTCCAACGGACTGTGCTGCAACTACCACCCACAAGGGGGCGTGGTCGC
CACCGGAACCCGAGACGGCCACGTCCGGTTCTGGAGGGCGCCCGTGACCGTCCCCAGCCT
GTGCCACCTGTGCCGGTCCGCTCTGCGCTTCTCCGTCTCCACGCAGCAGATCGAGGCGCT
GCCCCTCCCCAAGAGGATCGTGGAATACCTCACCTATAAAAACATCCCCGAACGCCTCAG
GAACTGCGCCTCCTCCTCTGATGACGAGGAGGAGGACTGGGAGTCTTGAGGAGGAGCGCG
CCGCACTCTCATCTCAAAAGGCCTTTATTTTTGGTTTTGGTTTTCTGATGGAAAACTGCC
GTATAAAGAAGGAAAATCCGCTCGTGTATTCTACTTTAAATAATCCTGCACTAAGAGTTT
CATTTATTGCACTACTACTTTAAGAAGCATTTAGTAAATGTTCTGCTAATTTAGCTTGAA
TATCACAGTTTTCTATGTCTAATTTATTTTGTAAATATTTGTTTTAACCCTTTGGTGGTC
GGAGCGCTTCTGCAGAACCTGCACACCTTAATACTGGATAACAGGAAGGAACAATAATAA
TTATTAAAATGATTCAATCTCCAAGTTGAAAGATGATGTTTTTCAGGAAGAACAATCT
>CL4769Contig1
AGATAAAAAACAATAAAATCAAACAGGAAGTAGTTGTAAATGACATTTCTAAACAATATC
TTATGGATTTTTTTGGGTTTGTGAAAGAATCAAATAAAACTAATCATGTTTAAACTATGT
GATGAGTTTTTGACCAAGACTNGGGGGCAAACCTCTGAGAGGTCAGGGTCATTTCCACAT
GCATTCAGAGACTGCCTTGGGGGACGTCCTTCTCCTCAGAAGCCGTTTTCACAGCAAGTA
ACGCTGAACCAGTAGCGTTGCGACGTTTACTTCTCTTTTTGTATAATATGATAGAGGTGA
CAAGGGCGGCAACCCCGACGACCGCTGCAAAAATGCCAAGGCCAATTCCAACAGAGTTTC
CACCACCTCGTGGATCACTGGGATCAGGGGAGACTGATGGACTNTGAGTTGTAGTGGATC
TGGTGGCGGTGGTTGTGGTGGTGGTGACGGGAGGCACAATGGCTTTTTTACATGTTGGAA
TGCCAGGAGACCACTTGCTCTCTGCTGTACATTGCAAAGTATGATGTCCGACTAATTCAT
AACCCTTCGCACACTTCACTTTGATCGTAGACTTGAATCCATATGGAGGCCGCGCGCCGT
CCTCATAATCTAGAAGACCTGTGATAGGATCTTCACACTGAACAAAGACACATGTTGGAG
GGGGGACGTCGTATTTTCCTCCATCTGAGCACGTCAACTGCAGTGATCCGATGGCTGTCA
ATCCTGAAGAACACTTGTATGTCACAACTTCTCCATATTTGTAAGATTCTTTAACCGGAC
TGAAGGTGGCCTTCTCTACGTCTTGGGGCGTTACACATTGCACCGCATCACATGTGGGCA
CCCTGCTACCCCATCCTTGGGCCATGCAAAGGATTTCTTTATCACCAACAAGTGCGTAAC
CAGGGTTACAAGTAATCACCGCTTTGTCACCAAACTCAACACCGTCTGGGTATTCAACAT
TTCCATTCTCCACATCTCCCAGGGCACCACAGGACTTCCGTCGGCATGTTAATGTCAGTT
CACTCCATGATCCAGCGTTGCAGGTTATAGTTGGTGACCCTCCAGAAGGTTCGTATCCAC
CATTACAGCCAAAAGAAACTCGAGCCTGGTCAGGGAAAGTATTGGTGAGGATATATTCAT
CCTTCAAGGACATGTTTGCATTTCCAACAGGTTTAGAACAGCTCTGACCCTGTGTGGTGG
TGACAAGGGCAAAAACACTCAGAAAGAATATGACAGTTTCTGCCATGGTTTTAGTTTGTG
TGAGGACGAATCGTTTCCAGGACTTTACTGAAACAATGGTTAACGGTAGAAAGCTTCACT
TTTTCTTTATTTCCAAGCTGTCCC
>CL4770Contig1
TTTTTTTTTTGCTATAGATAGAACATGTTTTAATAGTGGCACTCTATATCGTAACTGTAA
ACATTTACAATATGTACAGAAGAGGATGCTGTCAGTTTACAATACACTTTTTAAACCTCT
ATTTACAGAAAAAAATCTTGGAGCACGTAGTTGCAGCCTTTAGAGCAGCTTATTGAATAT
GATACAACACAGTAATTCATTTTACATATTCAACAATCTGCAAGCTAGCAAGAGTACAAA
CTAGGAACAATATGTACAAAATATACAACAGAACATCTTTACAAATAGCCATTCAAGCAT
GGTCTAAAATGACCAATAATTTTGCCATGATCACTGTGTACAAACACAATTCAACTCATT
TCTCAAAAATATGAAACACAAATCAATCACAAATGGGTGATTTGAATAAAGATTTCCCAC



ATGGTAACATGGTATTAAAATAGCTTATGTCCTTTCATCAGGGCAAACACAAACTGCTGT
TAGACATGTTAGAAATGACTATTGCTGAATACACTTTATATAGATTTAAGAGGTTTCTCA
GTGTATAATAGGTGCATTTACATTTGCAGCAAGAATTTACAGTAGAAAGTCTTTAATAGT
AATTGTTCTTCTGATTTTGGATGAGTTTGTGCTTCCTTCTGGTTAGCTTTGCGGGCTGGA
ATGAGGGGACAAAGTCCAGTGAGGAACGACAGGCCTTCTCTTATTTTGTTTTTTTGGTCT
TCTGCGAAGTTGGTTCATTCAAACTCTGGCAGGAAAAGGTGGGGGTGATTGGACAGT
>CL4771Contig1
TGGGAGCAGGACCTGCGCCTTACCTCTGAGTACACTGTGTCACGTCCTTACTTTCACACC
TTTCTGGCAGGAGCCCAGTCATTTGGATTCAACTTTGCAAATGATGATGAAGCCGAAGAA
TTTTATCTTGCAGTGACGGAGGCTCGTGGGTTGAGGACCAATCAGATGAGACGAAATGAA
ACAACAGCAAGCAGCTCAACAAACAAAGAGCCCAATTCAGGAAATACGTCAGAAGTCGGT
CTTGACGGGAGGAAAGATTTTCCAGCAGCGGCAAAGCCCAGCATGGCTCATGACAACTCG
GAAGCTTTTGTGGATTTGGATCCTGCTATAGAAAGAGTGTTGGTGCGGGCGGGACTCAGT
AAGGACGATCTCAAAAACAGAGACGTAACAGAGGCTGTTGACCTGATATTCGCCCGGTCT
GGAGGAGTTAAGGCTGTGGAGCAAGAGCTGAGAAAGGCCGCCTCGCAGACGCTTCCAAGA
CCTGCAGGGGGTCTGGCTCCTAAACCCAACAGGATTGGCCACTGATGCTCCACTGCAAAT
GTCTCCCCACCTCTTGCTAGACGCACAAAGGTGCATCACGTTTGTGCTGTCAGGTGGACG
GAGGTTTCCGCAAAGCAGAGAAGAAGAAAGATCCAAACTCTGATGGTGAGCCGCTTCCAG
AGTCTTCAGCTGGGAAACATTTACAGGGCTTCTGCTGATTCTGTTGATTTTTCCGCCATT
GTATTTGACCTCATTCTCTGTTGGAACAGATCTTTGGTGATTCTGTGGTGTATGCACATC
TTTAGATAAGTCTAGTTATATTCTGTGTCAGGATCCAGTAATCAAATAAAGCTCAAGATT
TCCAGAACAAGACCTTGTTTACAGACACAATAATAAAGGTGTAGTCCATTTCATTATACA
TGCTGCTGTAACAGAACGAAATCTGTCCTTTAGTTTTAATCACATAAAATGCTGTTTATC
CCTTTATTTCTTTAACCTCTGTGTTCAGTGAGGGACTTGTCCTTACGTTCTTCTTCTTCA
TGGGCTTCTCCTTCATATGCTCTGGGCTTTCTTTCCCTTTCCCATTCTTGTTTCATTGTC
TGGTTGGATGTCATGTAACAAAAACTATATCAATAGTCAATTTATATTCGTTTTGCCCTA
TATTCTGTTATTATATGAGTTATATTGCAAAAAAAGGAAATATATTCATATAATGGAAGA
TAAAAATAAGAGAACAATCAAGATGTTATTGTTTTTTATGTAAATATAAGCTAATTCTGT
TGTTTTCATAAAGGATCTAGAACACTGTTATCATTTTGTGTTGTTTGAAACACATGCCAG
ATCCA
>CL4772Contig1
ATTCTCTAGGAAGAAAGCGGTAAAGGTCAAACATGTGAAGAGACGGGACAAGAAGCCAGA
AAAGAAGGAGGAGTCAAAGCCCCGACGTCACAAAGTGAAGCAGCGGCACAAGGAGCGTGT
GCGCCACAGTGAGCGAGCAGATGAGAGTGGAGCTAAAGAGGTCGGGGGGGTTCTACGACA
GTGTCTGGGTCCAGGCTGCACGGAGCTGGCCAGGAGCATGTCCAAGTACTGTTCAGAAGA
CTGTGGTATGAAGCTTGCCGCAAATCGGATCTACGAGATCCTTCCCCAGAGGATTCAGCA
GTGGCAGCAGAGCCCTTGTGTTGCTGAAGAGATGGGCCGCCGGCAGCTAGAACGTATCCG
GAGGGAGCAGCAGGCAGCTAGGCTCCGCCTCACACAGATGGAAAAACGCTTCCACGATCT
TGAAGGCATCATAGCTACGGCCAAGCTGCAGCAGGTCCAGGAACACGAGGAGGTAACTGA
AGGAGATGGTGACGACACAGACCTCCAGATATTCTGTGTGTCCTGCAGTCATCCTGTTAA
CCCAAAGGTGGCACTGCGACACATGGAGAGATGCTACACTAAGTTCGAGAGCCAGACTTC
CTTTGGTTCCATGTATCCTACCCGCATTGAGGGTGCCACCAGGTTGTTTTGTGATGTCTA
CAACCCTCAAAGTAAAACGTATTGTAAACGGCTGCAGGTCCTTTGTCCAGAACATTCCAG
AGATCCAAAGATCCAATTAGATGAAGTATGTGGCTTTCCTTTGGTCAAAGACGTGTTTGA
GCCCACTGGAGAGTTCTGCCGGGTTTCTAAAAGGAAGTGCAACAAGCATTACTGCTGGGA
GAAACTGCGGCGGGCTGAAGTGGACCTTGAGAGAGTCAGAGTGTGGTATAAGCTGGATGA
GCTCTTTGAGCAGGAGAGAAATCTGAGGACAGCCATGACCAATCGAGCAGGTTTGTTGGC
TTTGATGCTTCACCAGACCATCCAGCACGACCCGATTACTACCAACCTGCGCTCGGGCAA
AGACCGGTAGATGAGCAAGTCCCAAAGATGCACCAACCTTCTTCAAGCCTCCGGCATGTA
GTAGTTGTAGTAAGACTGTAATTAAATTAGTTTTAGTTAACCAAGTTAACAAGGAGTTTC
TTTCACCATCTCCAATAAAATTTTGGAAAAATGCTAGGTCTGGAACAGGATCTAAATCTA
CACTTGTGTCTCAATCTGGGTGTAGATCTTTATTTGTGATGGTTTTGTTGTGACTTAGCT
TCAGAGCTCAATTTGTTCTGAATTAAAATATGGGAATTAGATTTTGGTCTTAGATCTAAA
TATAAGGATTACCCCAGCATGCAGAAAAATCGCATCCTGTGTTCTTTCAGAATAAGTGTT
GCGACACCGAAAAGACAAGGCACCCAAACTGGGCAGCACCTTTGACTGGACTTGTCATTG
GACCTGGGTAATTGGCTGATCAACAACCAGTG
>CL4773Contig1
GCTGCCCTCCTCCCTGAGCCCGCCTCTCACATCGCCGACCCAATCTCCCCCACCACCTAA
CGGACTGGACAGTCTCTCTCCTCCTACTCCACCCAATCACCAGCCTGTCCCGGAAGCCCC
GCCCAGCGTCAGCCCACCTCCAGCCTCCACTGCTGCAGCTTCTTCATCCCTGGAGCTCCT
GGCCTCTCTGACTCCGGAGGCTTTCTCCCTGGAAGGGGGAGGGAAAGGGAAGCAGCGGGT
CACCAAGCAGAGCTTCCTGCAGCCAGCAGAGGGTCAGGGTCTCCATGGGGTTCGAGGCAG
TGACGGTGATGACCCTCTCAGCTCTCTGGACCCGCTCTGGAGCCTGGGCAAGCGCTGAGA
CGCCTCTGCAAACCGCCTTTCCGCTTTTAACCACCAGGTGTCAGTAGAACACACTAACCC



GGCTTTTTCAGAAGGAAAATCTGAATCCCAAGAGTGCTGGAGACATTTTAATGGTCTTAG
TTACCAACATGTGCCTGTTGGCAGACACGGTGTCACCTCTCAAACAGACATGGAACCCCC
CCCACCATCACTCTTTTCATTCCTGGAGACCTGTGGGACCAGATCACTATGCACTTGTCT
GGACTTTCACTCCTTTGCTGCTTTCTTTGTGCGCTAGTGGATGGAAGCACTCCTGCACCT
CCAGCTTCAGATCTGCCCACCCCTCCAAAGATTCCCAGCATGCACTTCCTCCACAACGTC
CATTTCCATAATCATTTATAGGAATGTCGGAGATCACGTCGGCCGAAACAATTCTGTCAT
TTTGGTAACAAATGGAGAAAAATGAGCTCGTCTTAACAAGTTTATTTCCTTAACAATGTG
GGAGAGATTGATTATTGTTCATTGTTGTAAAATTATTAAATAAAGTC
>CL4774Contig1
TTTATTATGCGTGAAACACGTACATTTATTGTGCAAGTATAGCTGCTACCTTGTATTTAA
TAGCAGCAAACCCAGAAAACAATTTCTGACTGCCAAGGGAAATAATCTAGAGATTCTTGG
GTTTACATTGTATGTATGTGAATTAGAAGTTTGTAAAATGCCTCCAGTTCTTCCACGCAG
AAGCAGTTTAGAAATGTGTGTTTAGGGAATATAGTTTTGTTCCTTTTTTCATTAACAGAA
TTTAATTTAACTCAAACGGCCACTGTAGTAAAGGGAAAGGATCATCTTATTTACAATATA
ACAAAATAACAAATGTAAGGAATATTTGCCATAAAATTATCAATTAATGTACAAAGTAAT
TTTCTAACACATTATTTTAGAATGTGTACTACACAAGCACTTTTGTTTCATAAATAATCA
CTAATTTCTCACTGCATTTCATCTGAATGCATTGCTGAAAACGTTTTATTTTCCTGCCTA
TTTACACGCATGCATTTATACCTAAAACTCAGAATATGTTTTCAAAACAAACACTAAAAC
ACTCTCTCATTACATGACATTTGGTCAAATGAGGGAGAGCTAAAATTATGAAGATTCAAG
TGAGTCGAACAGCTTGAGAAGAAAATAAATTCAGTGTTGCATGAAAAAATAAACCATAAC
AATCTAATTTGTTATAAATCAAAATTTGTGGATAACAGTCATTTAAGGACAACAGTTCAG
TGGTTAAAATAGCTCATTTCAGTACAAGAGAACAGCCAAAGAAAGAGAAATATCTGTTAA
TATACATTCATCTGCATCGACTTGAGGAAAACCCGCCATGAATGAAAATGTAAAGGCCAT
AATGATCTTTATCATTCATCGTAAGCTGAGTCGTTTTTAAACGGCAAAATTATGAACCCT
GAAAGAAATGAGTGATGTTAATACAAAATTTAAAAAAAGTCTGGAAAACAAACTTGCGTG
GAAGGCTTATTTCGGCAAAAATTAAACACTAATAAGACTGAGATCTACTGGCAGTAACAG
TTCATTCTGGCAATCAAACGATTTGTCGGCCTTAATACATTTAAAAGAAACTTGCACATT
AAGGCTAGATATCATATTTCATGACAAAAATCAGACATTCATCCCAGTGTCTTTTAACAA
TACATAAATTCACACGAGTGAGTCTCATCCAAGACGTGCTTTTTCTGTAACAGCAAAAAA
ATAGGGTGTTAAGTAACGTGGTATTTTTTCTATTCTGACAGCAACTGTGAGGAAATCGTT
CTAGATTTGTATCTGGAAATGTGATCATTTCCAATTTTGTTTTGCAAGAAGGCCAGCCTG
TATGACAACAAAACCTGGAAAAAACAGTCCTCGCAATAAGAGAGGTATAAACTAAACTCT
GCAATTCCATCTATAGGGTCATTTCTCATAAACTATTCTTTACGTCAGCAATAATCCATC
GTTAGATTTCTTCCACATAATTAGCTGGATAGAGGCCGATATGTCCATCCTTAAGACGCC
CTTTGCACCCGGCCATAATGCCCGGGTTTACGGCGCGCAT
>CL4775Contig1
TTTCAGGTGCGGACTTAAGGAACGATCCAAGGTCAGCAATCCAGTGCGGCAGAATACATC
TGATCTGAAACGCTCGCTCTGCTCTTGACTTAGCCTTTTCAGTACGTTAAGTATCTGACA
TTACTAATGAAAATTATGCAGATTAACAATTATTTATCTCATGTTATATGTAATTTATGT
TTTTGTGGCCTGTAAAGGGAAGCCCTAACAATCAATGTGACCTTATTGAACTGCTTAAAG
TTTGTATTCCGTTTGTTTGCTACATTGCATAGATAACTTCTGACTATTGCTTTACTCTTT
TGTAATTTAACCCTAAATCTTGCCTAAGGGAAATGTTGATCTTTGAAAAATGAGGATTGA
GATGGACTGCCTTTTTGCTACACCTCCTGATATTTGACAAAAATGCAGAGAATCTTTTCA
AACTTTGTAACGTATATCCAGTTTTGTATCCATTTATTTATTTTTTAAAAACCTAATCTC
GTAGATGCAGCTCAGGATGCTTTTGCACAAATTCGCTTTCTTAACGTGGCCTTGGAGGAG
CAGTTCAAGGCGCTCGGCACAAAACACACAATTTAGGAGAACATCAAGGTACAAAGTGTA
GCTTAACCAAGAGTTGCTTTTAGTAATTCATGCTTTATTTTTGTGTCAAAAATCACGTTT
TCTAAAGTTTTGCATCCGTTTGAATGCAGCTTTTCTATTCTGCACAGCATTTGCACAATC
AAATATCTTTGTGGAAAATACTTTTTGATCCTCTTGTATGAAGTTGAATATATATTCCAA
TTTATAAGACTTCCTATTAAAACTTTATGCTAG
>CL4776Contig1
TGCTGATTTGTAAATTTTCAGTTTCCTCTCAATTTAACAGGTGAAAATAAACAATTGACA
TGGGAAATCGTGTTTTTTATTGAGTTGCATAGTAATTCTGCACACTAATAGTTGCCTAAT
AATGATTTACATGTAGATACTCTTTTTAAGAATTTCACCACTTCACTTTTACAACAAAAA
TGATTCTGTTTTAGGGTTTTTAAACACTTTGAATTGACCAGGAGTACTGAAGTTGTGTAA
TAATAAAATAATCCTCATCAAATGCTGACCCATCTTCACTCTGATCCAAAACCACCTGAA
CCAAAAGTCCTGTTAAATGCCCCCTGAAACCAAACCAGCAGCTCCNAGTGCTGCAGCTGG
GAACTGTGGAAGGTCTGAGGAGCAGTTCAGAGGTCTGTGAGCTCATTTCAAATAACTTTA
TTTGTACAGACCGAATGATGGACAGTTAGAAGAGGGGAAGTGGATGTGTAATAATTAATC
AATTTATATTCCGAGAATCCAACAAGATCTGTCTGAGCCACGTTAATTAAATTGATCTAG
ACCTGTTATAATTTTTTTAATGAAATAAATGAATTATATAAATATTGGAAAATAGAATTT
AGATTGAGGTTTATTTTACTATGATGTAAAAACAACCAAGTGCATTCTAGTTTACTTGTT
TGTTTGGACACATATTTAATTTACACTTGATGATCTTGAAAAAATCAATGAATCTGGAAA
ACTTCACTGTTCAGTAGCAGGAATTTCTCTCTGAGTCACACTAATTGTGGTTTGGGCTAA



AAATGTCCTGGATCATCCAAATAGAACCGATATTGAAAATGAATTGGATCAGGAACCACA
AATTATGATGTGAATAAAATCCTTGTTAAAATGAATCGTTATGTCCCCAAGGGGAAGTGA
TTTCGGTCCCTTCAGGAGCCCGGGACCCTCACTGGGTCTGCAGCCAAGCAGGGTGGGGCT
GCTGAGCAGGTCCGAGTGATCTGCAGCTTCAGGTTCTGAAAATTTCAGGACAGATCCAAT
TTACACGAGCTAAAAACTACTGGAGGGTAGCACACCCACAAGCCCTGTAAGAACTTTTTT
GAAATCCAGTCTTTTATGCAGACAGTTTTTAGTACATGTTAAAGAACCTCGAGTCCAGCT
GACAGGTTGCTTGTCTCCGGTTCTGGTGCACCTCCACATGGTGCTTTGTTCACTGCAGCT
CAGAAAAAAAAATCCCCTTTTGTCAGGATCAGCAAGACTCCCGTGCTAGATCCGAACCAG
CTGCTGGTGGTCCTGCAGGGGTCTTCCTGCTGTGAGATCTGCTGCAGTCTGGCTCCAGAC
AAAGCTGCAAGACACCTTGCTCATAAGGCACATCCTGCTAAGGAGAGGGGTGGAGTTCAC
TGTCTGCCCACTGGCTCCAGAAAAATAAGGGTGTTTCAAATCAATATCAGGACAAAGAAA
AACAAACATGAATATTCTTCAGTCCTCCATCTTCATCCTCTGTGTGCTCCTCCTCTTCAT
CTCACTCCTTCCTTTTCTTGCTGCGGCCCTCGGCCTGCAGCGTCCTGGTGCACTGGTCCA
CGCACTCGGTGAATCCGCTGCGGTCCGAGCCGGG
>CL4777Contig1
AAGCTTAGACGTCTTCTGCCGGCGGGATATTAACGCATGACGGGTGTCTGCGGCAAACAT
CTCCCAAGACGTCAACAACCTGGAAGACGTGGCGACGCATGTCAGGTTGAGTTTAGAGTC
TACGCCTCCTGCAAGTAAACAAGAGTTGTGCTGCAGGAGCTTTAGGGCAGACTGCTGACC
CACCGACATCTCCCCAGGCTCGGAGGTCACGCATGGCCCACCCCGTGCAGGAGCACCAGA
GCCGCCTGCCCGTGGCTCAGGCCGCGGTGCTGGCCCTGCCTGCGTCCAGCCAGACCCAGG
ACTTGAGGCCCCGATTGTCTGCTGTGGACTCCCTGCTCTGTGGTGCATTCGCTGGAGCTG
TGGCCAAAACAGTTATTGCTCCCCTGGATCGCACCAAAATCATTTTCCAGGTGTCCTCGA
AAAGATTCTCGGCCAGGGAGGCCTTCCGGCTCATTTACTGCACGTACCTGAAAGATGGGC
TGCTCAGTCTGTGGAGGGGGAACTCTGCGACCATGGTGAGGGTCATGCCCTACGCCGCCA
TCCAGTTCTGCTCACATGAACAGTACAAGAAACTGCTGGGGGGGGATTATGGCTCCCAGG
AAAGGGCCCTACCTCCGTTCCCACGTCTACTGGCAGGTTCTCTGGCCGGTACCACTGCCG
CCACGCTCACCTACCCTCTGGACGTGGTCCGAGCCAGAATGGCAGTCACTGCCAAAGAAA
TGTACAGCAACATTATGCACGTCTTTGTCCGCATCTCCCAAGAAGAAGGAGTGAGGACTT
TGTACAGAGGGTTCACGCCCACCATCCTCGGTGTCATCCCATATGCANGGATCACGTTCT
TTACTTATGAAACCCTGAAAAAACTCC
>CL4778Contig1
ATNTTATACATATTTGAATATATTTACAAATATACCCAGCACTATACATTATACTGTGTA
TTCTTTCTCCAAAAGAATTGGGGAGGTTTATCAAGAAACATAAAAAGAAATGTACCAATA
TTACAAAATAAACAGGAGGGAAGATTTGATACTTGTTCTCCTCCTGTTCCTGTTTTGTTA
GTTAAATCTGTCTATCAGTCCGTTTCCTATTCGTCTTCTTTTTCGAGTCACCTAAAGGTC
ACACCAGTCCATACATTCCTCCAGCAGCAAACCTTGGAATCCCAGTTCTCCAACTGGATC
ACCAAACGTCTTTGAAGCTCTGGGTGCAAAGATAAGAACCAACAGGAAAAGTTTATTCTG
TGAGAAGAGGAGGAGGATGAAGGAGAAGCATCCCTGGGGAATGAAGTTCCTTCAGTCAGT
CTATAGTAGCTTCTGTAGAGTCCTCCTCTTTAAGGCTTCACATCAGCATGTTTTGTGTGT
TGTGTGAGTGCATGGCAGTGTTAGTGTGACAGCAGCGCTGACACCAGCATCGTCCCATCC
TGGCCCAGGAGATGGGCCGGATGATTCCAGAGAAGGTGTCCGAGTGAAGTTGAGGTTGGA
GCCCTGTGGGGAAAGGCTCATCTTTTGACGTTCCCGTTAATGTGCTGGTACTTGGGGAGG
CAGGGCTCGTCCGGTAAAGGGTCGTGGGAAAATACGGAGTCGTCACCGGAGGAACAGGAG
CTCCTGGTGTCGGGGAAGCTGGGGGAATACTGCTCTGTCGGGGCACACAGATCGAGATAC
TCCTCGTTGGTGCTGAGGCTGAGGATCCGATCCAGATCCTCCACAAGCTGCTTGAAAGTG
GGTCTTTGAGATGAGATGGCGTGCCAACAGTCTTTCATCATCATGTACAGCTCGTTGGTG
CAGTTTCCAGGCTTGTCCATGCGATGGCCCTCTTTGAGCAACTTAAAAAGCTCTTCCACA
GGAATGCCAGGGTAGGGCGAACCCCCTAGGGTGAAGATCTCCCACATCAGCACCCCAAAC
GACCAGACATCACTANTGGTGTGTGTAGACCCGGTCAAAGAGAGCCTCTGGAGCCATCCA
TTTCACCGGGAGTCGACCATTTGTGGTCTTTTTATAGTAGTCGATGTTGTGGACGTCCCT
GGCCAGCCCAAAATCAGCAATCTTCATGACGTTGCTCTCCGTAACCAGGACGTTCCTGGC
TGCCAGGTCTCTGTGTATACACTTCTTTGATGCTAGGTACTCCATGCCTCGTGCCACCTG
ATAAGTGCAGGACACCAGATCCNTAAAGGTCAGTTGTTCGTCTGAGACACGAGCAATGTC
ATAGGAGTACTCCATGCCGGGTGGCCGTCGGGCTCNGAGGTA
>CL4779Contig1
TCGGCACGAGGAGATCCAGCTGAGGATGGTTAGCATGCAGCTGTCATCCCTACCCATCAA
ATAATGGGCGTGCCATAAAGGTGCAGGGAGTCCGGGGGCCGTTGGAGGTCGCCTCTAACC
TCGGGAAGGATGAAGAGTCCAGTGCACAGATGCAGGGATGTTGATCACGGGCGTGGGCAG
ACCGGGACAGTGGCAGTGTCCGAGTGCTTGCAGGCTGAGCAACGCATCCCCGTCTCCAAA
GATGTCATCACTTCATCTTCCACTTCCGGCCTGTGGTTCATCAGAGACACCTGTGGCATC
GTGTGTGCCGTCATCACATGGCTCCTGGTTTTCTATGCAGAGTTTGTGGTGGTGTTCGTG
ATGCTGCTGCCCTCCAAGAATCTGATATACAGTGTTGTGAATGGGACTGTGTTTAACAGC
CTGGCCTTTTTGGCCCTCGCTTCTCACCTCAGGGCCATGTGCACAGACCCTGGAGCAGTG
CCAAAAGGGAACGCCACTAAGGAGTACATAGAAAGCCTTCAATTGAAACCAGGACAGGTG



GTCTACAAATGTCCCAAATGCTGCAGCATCAAGCCTGACCGAGCACACCACTGCAGTGTG
TGCAGGAGGTGCATACGGAAGATGGACCATCACTGTCCATGGGTCAATAACTGCGTGGGA
GAGAACAACCAAAAGTACTTTGTGCTATTCACAATGTACATTGCACTCGTCTCTCTCCAT
TCTCTGGTCATGGTGGTCTTCCATTTCCTCTACTGCTTTGAAGATGACTGGACAAAGTGC
AGTTCCTTCTCTCCTCCAGCAACAGTCATCCTCCTCATACTCCTGTGCTTTGAGGGCCTC
CTCTTCCTCATCTTCACCTCTGTGATGTTCGGCACCCAAGTCCACTCCATCTGTACCGAT
GAGACTGGAATTGAACGCCTAAAAGGAGAGACAGGAAAGTGGGGGAAGATGCCTTGTTGG
GAGGCCATGCAGGAGGCATTTGGAGGCCCTCTGGCCTTTTCATGGTGCAGCCCCTTCACG
GGCCTCAGCTGCCGAAAGGACTCTGAAGGCCACGCCGCAGTCATGCAGGGGGAGATCATC
GAGGAAGACGTCATCACCATCCCGCTCAGCTAGAGCACTACACACCTGCGGCTCTGCACA
ACCTTTTTAGAATTTTGGGACTTTTCAGAGTGATAAACCTTTAAACTTAATTTGTTTCAT
TTTGTTGGAAAATGCAGCTACTGTGAGGATTTATAGCTTTTACCAAAAAATGTGCAGGAA
CGACAGCAAAGAGACATAAAAGTCTCTGCTGGTTTTCCTCTTCCTCTCTAAAGACAGACT
CTGTGCCTTTTTCTACCCCACCATCAGGTATGCAGTCTCCATGTGTCACTTTCTTCTGTC
TGGGTTTATCACCATCTTCTCTTCTGGTAAACCCAGCAGACCTACTTTCAAAGAGAAAAA
TAAA
>CL4780Contig1
GGCTTTGAAGGAACATGTACAAAATATCATATAATTCCAAAAAAGTTGCATGGTCTTGTT
TTAATTCCAGAGAAGCGAGCACTAGCTTAAATCCGCACTTTTAACCAAGCTACCCCGCAA
TGGCTGCCAGGTTTTTTATTTAAAAAATCCCTCTTTCAGTACAGTGACTGTACCGCCTCC
AACTGGCTCACAACCCTTTTTGTTTGACAGTAAATTGGAAAATTCAAAAGGTCTGAATGT
ATTGCTGAGCTGGTGGGAACACCATTGATTTAAACTGGTTTTGACAAGTGTTATATTATT
GTAGTTTTGTACCATGCGCCGCTGTGGTATCTATTTATCTTTAGAATTTTGACTGTAAAT
TATGTACATAAAAGTAACTTTAACTAAATAATAATTATATCTAGAGTACTTAGATTTGAC
CTGAAATGATATTCCTGTGTAAAGACTTTGGCTACAGATTTTTAAAAGGGGTTTTACAGT
ATATTCTATGCTTTTTCTCCCTCAAAGTCTATGAACAAAAGTTTAAATTGTTTATTTTCT
TATAGAAATCTTTTTGCCTTGTCTACACATTTTACCCAATGGCATATGCAATAGTGACAT
GAGTAAAAGAAATTAGTTTACAACAGTGGAACCAAATGTACCATTTTTTTTTAATATTAT
TTTTTTTTTATCAGTTGATGATTAGCGGGAGACATTTTTTCCGCTACCTTTTACATTTTT
CTTCTCTGCCAAGTGTTTTGCTTTGGGGAAGAATTTCCCTGTTTCAGTGTCTATGAATGG
ATTTACAGATCGATCTTGGATTGACTCAGTTTGAATGTTTGTTTGTTTTTTGTCTTCCTC
ATACTTTTGTACATACTTACATATAATGTTTATTGTGATGCTCACAAAAGATTTTTAAAT
TCTAGTAGTAAAGTATTGCTTTTGTCTGTATTAATTATGGATAGAAACAGAAATAAA
>CL4781Contig1
TCGGCACGAGGGTCCAGTGCAGAGACCAGCCAATCTGCCAGCAGCTCCATTACAGATTCT
CCTCACAGTTCTTCAAAGGACCAAACTTCAGCATCTGTGGCAGAGTCAGAGGAGGTGGCG
GCTGCCAGCGCGGAGCCAAAATTGACACCAGAGGAGGACTTAAAGGCTCGCCGCTTGGAG
GCCATTAAGGCAAAAGCAGTGGAAATCGAGAAGCATTACAAGCAGGACTGTGAAACTTTC
CGCACAGTGGTGAAGATGCTCATCGATAAGGAGCCCGGTTTGGAAAATAGCCTGGAAGCT
CCTCTGGCTAAAAACCTGGTGGAAATCAAACAGCACTGCCTGGATGCCCTGAAAGGCTTC
ATATCAGAGCTGGATGAGATCTTGGAGCAGCCAGAAAGCTCGTCTTAAGCCGAACATCAG
TCCGCTTTGACAGTGACAATGAGGACTCCTATCACCTTACTACTCAAAGGAAGTAAACCA
ATCTTTGGTTTACGAGCTGTTCATTATTGTATATAGTTCTTTACATAAGAGAAAAAGACC
AAATAAACATTTTATCTAAGATTCTCTACTGATATTTCATAGTTTTGCATTGTATTTCTT
TGTGTCACATTCAGCTTGTAACATCTTGGCAAGTCAAAACCCCAGTCTGATGAAAATGAT
GTTTTTGTTTTTTACATGTTCTTGTAGCAATTTTCTGATGATGATGGACACGTAAAAGAA
AA
>CL4782Contig1
TTTTTTACCTCTGTATTATACAAAGNAAACAATGAGAAAACCAAAAACGGAACAGAAAAT
AACAGTGTAATCAGGTTGGTTTCACGTGTCCCCAGGAGGTAGGTGAATAAAAGCAGACAT
AGAAGTCTAGTGGTTGTTTCCAACCTTGATTACGGTGGAGGGCCAATCCGGCCATTAGAG
CGGAGACGCAGGCAAGACCTTTCAGATGTAGGCTTCCTCATTGGCAGGGTTCTGGCTCTG
GTTTTCTGTCTGCGGGTCCGGACCATTTTCCTGAGATTTTAAGATTCCCAAAGGCTTAAT
CATTATTCGCAGACGCTCCTTGTATGTGCCTTTAAGTGTGAGGAACAGGTATCCCATGTA
GCCTGGGATGAGAGTCATGGAAGAAAGTGCCATCAACCAGCCGACTCCCTGACCCCATCC
AGGAAACACATAATCGCCCATGGTAAGAGGAACCATCTGCACTGCACTGAACAGGAAAAC
TCCAGCGACAATCAAAGGAGTGAAAACAACCCAGCAGGCCTTCCACCACAGACATGGCTT
GTATCCAATCATTTCCTCAATGTTTTCATAGAACTTATTCACACCATAAAACCATGAAAT
TGAGATGCACTCAAAGAAGACCAAGAAAAGCAGGGACATTCCACTGGCTGAGTAGTAGTC
AAACAACTTAAATACGTACAGGCCCGCCCTGTGTGATGTTCGATAGGCCAATGGCATAGG
AGATGACGCAGACAATGG
>CL4783Contig1
TTTCTCTTTATTTGAAAGCGATTTTCTGAACAGCTTTTATTTCTCTTCACTTGATATGAG
AAAGCAGCTCCGCAGCGCCTCCTCCAGGCGGGAAGCGGGAATGACAGCGTTCCTTTTGCT



TTTAATAAATATCCTGGGAAATGTTCCTTCTTACTAACAGATTCACAACAAAATTAAAAA
AAAATAAAACGGTCACCCTCTGGATTTGAATTTTTGTGCCGAACGATTCCGGGTTTCATT
TGGACAAAACTGAGCAGCGGGTTCAGCTCCGGCTGACGGCGTCCGTCGTCCTCTTCAGCC
GAGCACGCTGTCGTTGAAGGCCAGACACACCACGGCCTTCTGGTGGCCGCTGTACTCCCT
CTTGATTTCGCCGGTCTCGACGCACCACAGACGAGCGAGATTGTCTGAAGACGCTGTAAC
GATGTACTGCGAGTCTCCGGAGAAGGCGCAGTCCCACATCCAGCCTCGGGACGTCTCCCC
GGGGTTGTTGCTTTTGATGCTCAGCTCCGTCATCAGGGAGAAGTTGGACGTCCTCCAGAT
CTTGCAGGTCTGATCCGCTGAGCAGGTGGCCAGTAGTGTGGAGTCGGGGCTGAACTTGCA
GCGCAGCGAGTATCGTTTGTGCGCCGGGATCTTCGTCTTTGGAATGAGCTGCGTCACTTC
GTCTCCCATCCCTCCAGCCAGGTTCCACACGTAACAGTTTCCCGAGCTGTTGACGGCTGC
CATGTAGCTGGCATCGGGGTCGATG
>CL4784Contig1
CTGCTTTTATTTATTTATNCTACAAACAGTCCGTGTTTAGAACAGCTGCAATGAATGGAC
ATAAAATGATGATCAAATATAAAATGATAAAGAACACAACCTGAACACAAAACACAACAA
CGTTCTAAAAGTGTACTGCCTGTTAATGATTAGGTGGCAACAAAAGACAGGTTTTATTAA
ATATACTATCTAAAAACAAACCAAAATTGCTCCTTGGTACATAAGGCCAACAATTGAAGG
GGCCCCTAAATGAAGATACTGGGAGAAATGTTAAAATAAAAGGAACTTGCTGAAAATAAT
TTAATATTGTGGTTTTGATCAAATTGAATGAGTTTTATTTTCCGGATTCTGCCTTCTTTT
GTCCCACTGAGGCCTCCATCCCATCACACAGCTGCCCTTCACTGAAAGTGGCGGCCCAAA
AACACTCTTCGTCTTCTTTGAATGGACTGTGTTATAAAACAAGCCTCTTAAATTGCTGTC
TTGCTGGGATTGATTGGGTCAAAAGTCATGATCTCCATGTGGATGAGACTTTTCCATTCT
GCAATAGTGAGCTCAAGACTCTCAAAGGAATCGTCATAAGGTTCGGAGTCCGGTTCACTC
TCTGGGTCATGGTATTCAGCCAGGAAGGGGTGGGACAGCCCCTGCTTGGCCGTCAACCTC
TTCTCTGGATCCAGCAGCAGCATTCCCTCAAGCAGGTCCACAGCGTTTGCTTCCATCGAC
GGAAACACCTCCTTGAACTTTTTCTTCTTTTGTGGAGCAAGACCTTGGACATATGACTGT
GCGTCTTTACTCTGCATCTTCTGCACGAGTGACGAGTCTGGATTTCCTGTGAGGCGGAGG
ATCTTCTTCAACTGATCAATACTGTCATGTCCCGAGAAAAGAACCTGACCGCTGATCATT
TCAGCCAGTATGCAGCCGGCCGACCACACGTCCACTGTCTGAGTGTAGTGCATCCAGTTG
AAAATGACCTCTGGCGCTCTGTACCATCGAGTGACTACATAACCAGTCATTTCACTCTCT
GTGTGCCGAGCCAGACCAAAGTCCAGAATCTTCAGCTCACAGTTCTCATTTACGGCGAGA
TTCCCCGGCTTCAAATCCCGATGGATGATCCCAGCAGAGTGGATGTACTTTAGGCCTCTC
AACAGCTGATAAAAGAGGTATGTGACGATGCGACTGCTTAGTCTCTTTTTCTTCATGATG
TGGCCCAGGTCTTGGGCTACGAAGGGCATCACCATGTAGAAAGTCTGGAATTTTTCCAGA
GTGGAGTCAGGCGTGAAGACGTCGAGGAGGTGGATCACGTTCTCATGCTGAATGTGGCGG
AGCAGGCGGAGCTCCCTGTAGGCCCGCTGGGCGTGGATGAGGGACTGGAAAGGCCGATAC
AGCTTCTTGATCGCCACCTTCTCTTNGGAGTCCTGGTCGATGGCAGAACACACAGTCCCG
TAGGCTCCGGAGCCGATGGCCCGCAGTGCCGAGTACCTGACCGGGACGTCCCATGTGGTT
TCCTGGATCTCAACTCTGTGAAAACCCGACCTGACCGGATACTTTCCAGCCTC
>CL4785Contig1
AAAAAGAACAAAAACTTTGGCCCAGGAGCAGGCCTTCGACAAGGACGTGTCCACATGGGA
AGTGGGTCAGGTTTCTCTTCACCCCCACCAGCCAGACTGTGATCATGTGACTCACAAAGA
ACAAAAAACAAAAAATACAAACATTTGTTGATATTCATGCGTGCTCGGGGGGGAAATGAG
GGAATACAGTCTGCTTGTATTCAGTCAGTGTGTGGCTCAATCAAGGGCGTATGACTCCAG
CAGGGGAGTGCCCAAACCATCAGGCCCACGCGTGTCCAGACGCCTCAGCGGATGGATAGC
AGATGATTCACATTAAAACGCAGCATTTAAAACAACCATCTCCGGGTGTTCTCCGCTTTT
GCAAGGCCGCTCGCGTTGCCGTTTCAAAAACCTCCCAGATCCCCTCTTTGGTTTTGGCAG
AGCACTCCAAATAGTCATAGGCGCCGATACGCGCCGCCATGGCGCGTCCGTCCTCCGCCT
TCACGGGCTCCAGCTTCAAGCGAGACAGCTCGTTCTTGGTGTTTTCGTCGTTGCGCAGGT
CCTTCTTGTTGCCCACCAGAATAATCGGCACGTTCGGGCAAAAGTGTTTCACCTCGGGGA
CCCACTTTTCCGGGATGTTTTGCAGCGAGTCGGGGCTGTCCACGGAGAAACACATGAGGA
TGACATCAGTGTCCGGGTAGGAGAGCGGGCGCAGGCGGTCGTAGTCTTCCTGTCCGGCCG
TGTCCCACAAAGCAAGCTGGACCTGCTTGTTGTTGTCCACCTCAATGTCCGCCACATACG
TCTCAAACACAGTCGGAACGTACACTTCGGGGAACTCGTCCCTGCTAAACACAATGAGCA
GACACGTTTTCCCGCATGCGCCATCCCCGACCACCACCAGCTTCTTCCGTATGTCTGCCA
TTCCTGCCTTTTCCTAGGAGGTCCCCCTCAGGCGAATCATCCAAAGATACTGACGCGGTC
TTCTTCTTTGTCTTCTGGTGCTGCTGACCCTGTTTTTGTGGGCAAAATCTAACCAGTTAA
ACCAGACACTTAATTAAAAAAAAACTCCCCCCCGGCCATAATGCCCGGGT
>CL4786Contig1
CCCGATTTCCCACTGCTTTTTTCTTTTTGTTTCATTTTCACATTTCTAGAGCTCCATGTG
GGTAGAGGGCGCTCCTGTTGGCCCAACGGCGAGGATTTAGCTGCTAGTTCTGGGCACGCT
CAGTTTGCTGCGGGTCCAGATTCCTCTGGTTCTGGTGGCGGTAACATTTGCACTGATCTC
ATCTGCTTTTTCTTTAAATGTTAAAATACATCAACAATAACTATTGACCAATAATGTTAA
CGTTAGCTGCAGATTCTTAAAGAAAAACCTTAATTTGATTCAAAATTTTACCCTTCAAAA
ATTGAAAGTAGTCTTAATAAACATGAATGTTTTTCTATTTTCAATGAGTCTTTCAAAGAT



AATTTCAACTATAAGCTTCATTTTCTGGGATTTTAGTCTTTATTTAGGCCGTTGTGTTTC
TCCAGGTCCAGTTTATTGACTGAATTACCAAACGACCAAAATAAATCCGTATTTATAGGA
TCAGAATATCATGACATCACGGTTGCATGTTCATGTAGGGACGTCAGTGACCCACTCTGA
TCAAAACGGTGTCTTTGTGGCATTTTTCTGATGATGGAGGACACGTATCACCAAAGATCC
CCAACCAGCTTTTATTTTGTAGATAACGTGTCTTAAACACCTTGTTCTTTTTAATGTTGG
TGGGATTTATAAGTTGGAGTGTAAACAGAGAGGATACCTACCTTGAGTTTCCATTTCTGT
TATAATTTCACGCCTTGTTCAACCTTCCCTGCCTCCAGAATCTCACCGTGAAGGTCATTT
TGTATGTTTGTACCTGAACTTGTTCTGTGTGGCGGCTCACGCAGGAGCAGAACGCCACAG
CTGGTCCTGTGGTCGTGTTTCTGTTGCCTTTTTATTCTGCTCAAGTGTCCTTTTTTTCTG
TTGTCCGAAGGCCTTTTCTTTGCTTATTCCTGTCAGCGCACATCAAACAGAGAAAAAACA
AACAAACACATGAAAGCAACACAAGGAAACATGGAATGTTTTACTCTCCTGCAAAAATCG
C
>CL4787Contig1
TTTTTTTTTTAACGGTCTTTGGGTCTTTTTATTTGATCAGGGAACAAAATGTAAACATCA
AACTTTCCGTTTCTCTTTGTTGATCGTTTTACGCCAAGTTTTTAACCCTCTTCTGAAAGT
TACACGCTTATCCAACAGCTGAATTTTTCTTTTACTAAATCTGTTTGTATTTTTAAGCAG
AAAAATGGTCTTAAACCAAAACTATAAACGTTTATTTCTTGGTTTGCAAACTGTTATTCT
ATAAAAGGTTTGACTTTTTCTGGAGTGACTTAAAAAATGAACAGAAAGTCATTTGTGACG
CTCACAGAGAGGTCTGGCCGGTTTGGGCGGGTGGGGTCCAGCTGCTGGGGTGGGACTTCT
TCGCGTGCAGCTTCAGGCTGTATTTGATCATGAAGCTCTTGGAGCAGAGCTTGCAGGTGT
ACGGCCGCTCGCCGGTGTGAACGTTTTGGTGCGACTTCAGGTGTGCAGACTGGGTGAACT
TCTTGCCGCACTGACTGCAGGAGAAAGGCCGCTCGCCTGTGTGGATCCTCATGTGGACCT
CCAGGTTTCTGCGCGCTGGCGTACGTTTTGTTGCACATGGAGCAGATGAAGCGCTTCCTG
TGGAGACCGGCGCCCGGCTGCCCGGCGAGGAACTGTGGCGGGCCCGTCTGGTCCCCGTAG
AGCCCTAAGTTCACAGCGCCGGCGTCGCACTCGAACACTGAACTCCTGCTGTCGGACAGC
TGGCCGTCTGCGGGGGAGGAGCCAGAGATGCTGACTACCTTCAGTCCGAACGCGTCACCA
CTGTCATTCGGGACAAACGTGCCAAAAGCCACCGAGCCTTTAGGCTGTTTGGACCACACC
GAATCCACGCTCAGGTCCAGTTCCGCTCGGCTGGATGGGGATTGAGCTTCCATTAGAGTG
CTGCTGCTGAAACACATCTGAGACGAGAAAGAACAGACGGACTCGCCACCGTCCGCGGAG
ACGCCCTCCACCAGCTGAGAGGAGCAGCCCGGCCCGCCGGTGGGCCCGTCCAGAGTGTAA
ATTGGAAGCTTGGCCTGCGCCGCGGGGGGTGACGACATCACGTCCATCTGATCCGACAGC
TCCCTC
>CL4788Contig1
CCCAAGGCNATAATGAAAAGAACTTTTGATTTGGNTGAGATTTTGGAAGCAAATTTTGGA
CNCAGAATTTTAATTTATTATCTTTACAAAAAGCNCCAGNGGCCATCCAGCCACATCCTA
ACNCGCCATTTAGTGCNTCCATCATGTTTGAGGTGTGAAAAAGGCATGGAAAGTCATGNC
AACAACATGAAAACAGTGAAAGGCAGACAAACTGGTACCCAGAGAAACTTTGTCAAGTGT
TTGGTGTGAAAAAGGGTTTTGGTCGAAAAAAAAAAATGAAGGCCTCCTGATGACAAAAAT
ATGATCATTTTAGGACAGCATCACTCAAGATGACTTGTTTTCAAGGGTGAAGTAACGGTA
CAGGATCCCGAGAGTGACAGCAATGACGGCAGGTATCAACCAAAAGGTCCAAGAGCTAGA
TTCCTGTGAACTGGAAGCTTCTACATTCTTTTTTTCCTTTTTTCTGTCAGCCAGGTGCAG
CTCTCCAATGTAGTACTGTTGGAGCATCTCTCTGGCATCCAAGGAATGGCCTACATCCTC
AAAGCTCTCTGTTGCATCAGCACCCCCCTGCTCCAGCAGAACCTCCTCACCCCCTGGATG
CTCTTCTACGAAACTCGAGATGTCGTATACCTTATCGTGGATTACCAGCCATGTGTCATT
GATCATGTTGTGTACTCTTATCTCCTCTAATGTAAAGTATTTTAAGGCATTGTCGACGGT
TTCACAATGGTCACTATTTGTGCTTTTGCCGCTCGACTTTAAGTTAGCCTCCTCGACCAT
TCTAGCGAGATACAAAAAAAACAAAACAAAAAGTCGTCTAGGTGTTGGCTAATGTTAGCC
TATGTTAGCCAGGTATGGATTTAACTACTGCGACTTCAACGGTGTTCTAAAAAAGACGCA
ACTGAGGGGTAGCTACTTAACGTTTTTCCCCGGCCATAATGCCCGGGTT
>CL4789Contig1
GCAAATCTGTGATGGTCTCCTGGTCGTGCTCGATGGCTCGTCTCCTCTCCATCTCCACCA
CGCGCCTCTGGATGCCGCGGTAGCTGATGTCGCTGAAGTCCTGCGTATTCCTCTTGACCC
GCTCCGTCACCGGATCAGAGGTGGTGGAAGTGAAGCTTCCCTTACTTTTCTCAAAATCTT
CATGGTATTTTACCCCTGAGATGATCCGCTGGGTCTCCCTGACGCGCCTCATTTCAGGCG
TGTCCAGGACGAAGGCGGCCTTGCCTTGGACCTGTTTGCGGAAGCTGTCAGAGTAAAGCA
CTGTGCTGAAGTTTCTCTGGTTCTCACGGACTCTCTGCATCTCTGGAGTGTCCAGAACAG
GAACATAGTGAGACATGGTCTTCTCTGCCTCCTCTCTGTACTTTTTCTGGCTGACGATGT
TTCTCATCTGCTGAGCGTGGATGATGTCGGGGGTGTCGATCACGGTGGTGTAGCTGGCCC
GGTCCATCTCAGCAGTCTGCTTGTACTTAGTCTGACTGAGGATATCGGTGGCGTTCCTGG
CTCTCATGAAGTCCGGGGTGTCCGTAGCCAAAGCCAACATTCCATGGCCCTTGATGTCCT
GCTCCAAAGATTTCTTGTACTCCCTCTGGCTCTGCATGTGCTGGGCCTCTTTGGCAGTCA
CATATGTGGGGGTCTCAAAGTCCAGCATAGGTTTGCCCTTCTCCTTCTCATACTTTTCCT
TGTATTTGACGTCGCTGGACAGTTTGCTGGTGCTCAGGTTGTGCTGCATGGACAGAGATT
CAGCCATGTCCGTCACAGGTTTGTGGATCTTCTTCAGGTCACCCTTATACTTCACCTCAC



TGGCCAGTTCATTGGCGTCCTTCAAAGTCTTGTAAATCTTGCTCTCTTTCATATCATATT
GTGGTCTCTTTCCCTTCATTTCCTTATCAAACTTTTCCTTGTATTTCACAT
>CL4790Contig1
AAAGAGAAACAACTTCCCAACAGCAGCATGAGAACTATGTGTTATCTGTGTGAGGAGAGA
ACCAAAGTCCACTCCAAACAGTAAGGAGATCCTTTATTACCCCATTCTACAGGGAAAGGG
CTGTCACCTGCTGGGGCTTTCTGCAACTTAGAGGATTTCCAAAAGCAAACATTATCATAC
AATCATATTCCCAGTCATTCATTCACTCAAACAAGACATGAAGACAAATCAAATGTCATA
TCAGACCAAGGAGGTCCATCTTCAGGTGTCAAGACCCGATTGGGGTTCAGTTCTGTGCTG
CCATGGATTCTGAAAACCACATTGGGGTGTCCTTCCATAGAACAGCAGAGATGTGGAGCT
TCTTCAGAGCTTCTGTTCATCTCATGACAATGTGCGGCTCCTCTGGTGAGCTTTTTTCAG
CAGGAGAACCAGACCCTGAGCGACAAACGGCCACAGCAGGAAGAGCAGCACGGTGTGAGG
GGACATATCCAATGGCCACCAAGACTCCTCCTGCTGAAGAGCAGCTGTGGCACACTGAAC
ACATGTCCTCCACTTAGCACCCTGTGCCTGTGAGGTGGCGAGCTTCTCCACTGCCTCCAG
CCGCTCCATCACACTCCTCATGTCCTGCCTGAGCCTTTGCAGAGCAAGTGTGATCTGCAG
CTGCAGGTGGGTGTCCTGCCTTTCTGTTCCACCCTCAAAACCATCACCTCCACCTTGCCC
ACCTCCACCACCACCTAAGCCTCCTCGCCTCATGGCTGCTTGAGAAACATCCCGTTCTCT
CCAGCCGTAGTGGGAACCATCTTGGCCAGAGTTCTGACCCCTCCGAGACAGACCCGGGCC
TTTCCTGTCCTCAGCTCTCTCTCCACCCTGACCGGCTCNACACGTCT
>CL4791Contig1
TTGGCCTAAGCTTCAGAGGTTGTCATGGAGCACAGAGAAGGGCTGCCTGCTTCCACAGGA
TGTTGTGAGCGCACATCAGTCCAGCACTAAGCCTTATGAAATAAGTGCCAGCCTCCCGCC
TAATGCTGCTCGACTGTGGGACCGCTGGTTCAAGCACGCCCTTGTGCTCAAGGAGCATCG
CGTCCTCAGCACTGAGCGCTTGGTCCATCTGTTCACGCCGCTGCTGCTGCAGCGTCATGC
CACCTACAGCCAGCAGGCCAAAGTGTTGCTGAGGACACTTCTCTCCTGCTCCAATGAGAA
GAGACCCTCAGCAGACGACAAGAGTGACTTATCTTCTTTGTGCAGTCCTTCAGCTGTGGC
CGACAGAAATGCAGAGCCTGTCGGATCAAAACAGAAGCGGCAAATCCAAGAACTACAAAG
AACTGAAGAGGACAGCCCGGACGAAAGCTCTGTGGAAAGTGGTCCTATTAGAGAGTCAAA
AGCATATCAGTCACTTAAACAATCAGCCATGCAGGAGGGGCGGTTGCAGCAGGAGGACGA
CGAGGAGGAGGAGGAGGAGGAGGAGGAGGACTTTCCAGGAATAAATCAGGGCCATGAAGA
GGACCTGGGGAGGGCCAAACGCTCGTCACATCAAGACCCTTACCCTGGAAGAGGAAACTC
AAAGGCCCCACAATCAAAAGGTTTCTGGCTGGAATCGGATGACAGCAACTCAGAGATTGA
AGCAGTCTTGCGTCCTCAAAACTGACAACCGTCATGACTGATCTCTCCTGTGAGACCCTT
CAAATGTGCTGCATTATAAAACTGTGCATCTAAAGATCAGATTGACTCTTGGGAATTCAC
CTCATCGGCATCCTTTCAGTGGCCTGCATTGTAAACCGTACAGCATGATATTGTAAAAAC
AAATAATAAAGTTGACAGCTCTC
>CL4792Contig1
GTGCGTGATCTCGGGCCATGTCTTCGAGTTCGTCCTGGGAGCGCTCTAATAATAGAGGAA
ACCGCCCGCGCCCATAAGACCCCCTTTTGTTGCATTTTTAACCACATATCGTAACGAAAT
GGTCATCAAAGTTTTCCTCGCCTCCTCCTCTGGATCCACGGCGATCAAGAAGAAACAGCA
AGATGTGGTTTCATTCTTGGACGCTCTGAAGGTGGATTACACAGAGCTGGACATCGCCTG
CAATGAACAGAACCGCATGTGGATGAGGCAAAATGTCCCAGAGGAGAAAAAGCCTCCCAA
CGGCATCCCCCTCCCTCCTCAAATTTTTAATGAAGAGAGCTACTGTGGGGATTATGACAC
CTTCTTTGATGCTAAAGAAGACAACGCAGTGTACACCTTTCTAGGCCTGCCTCCCCCACC
TGGGTCAAAGGAGGCACAAGCAGAGGAGGAGGAAGATCAGGAAGAGGAGGACGCAGAGGA
GCAAGAGGAGGACGAGGCGGAGTAGTTTAAGAATCTTGGTTGAAGATGAAAACTGACTAC
TGTCCAGCTTGAAGCATCTCCCCGCTCCACCTCTTCATAACCCCAGCCTCGTGACCCCCC
CCAAACCAATGGACAGCTCCGCCCTGATGCTGCGCTGGACACGTCTGGAAACCGCTGGCC
ATGTGCTTGAAGTCCTAATTTGACCCACCACTGTCCCCTTTTTGACTATTTTTATATTGT
ATGCTTTAGGACCTGATCCAAAAATGGTGTAGCGTAGTTTTTTGTAAAAAGGCACAGTCG
CATTTAAACACATCTTGCAGGGTTTT
>CL4793Contig1
GGGTTTGTTCTCTCTCTGCAGGTCTTTGGGATCATTTTCACCATCTGCCAGGGGAAGATC
ATCGACGCCTACGGCACGCTGGCGGGAAACATCTTCCTGTGCGTCTTCCTGCTGATCGGC
ACAGTCATGACAGGTTTGATCAAGTCTGATCTGAGGAGACAAAAAGCCAACCAGATCGCC
AAAGAAGAAGCAGAGAGGCAGATGTCGGGTCAGGACTATGGAGCCACGGCCCTCCTCGCC
CAGACGCAGCCCGCTTCCTCTCAACCCTGACCAATCAAACTCTCGTTTCCACAAACAAAT
CTCTTCAAATCTTAGCTCGACTCTCAGAAGCACAAAGGACCCGCCCACTGGCCAAAGGGG
AAGCCTGGATGTGATTTCAGTCAAAGAGGCGGAGCTTTAGCCACTCGCCATCAGGGACCG
TCGGTCCTTTCCAGAAGTCCTTCAGACACATTGGAGAGATTCAGAGATCAGAACAGCTTC
TGTGTCTCAGTGGAGGCGACTCTAATCTGCAGGGAGGAAGATTCAGGAACATCTAAGGCA
ATAAAAGTCACTGTATAGATACTGAATAAATAAAGATATGACTGAATTTGGCTTTTTTAC
CAAAAGCAATCACTTAGAAGTGATGTCGTGTGGCTGTGTTTGTAGCAATATTGTTGTTTT
TCTTTGAAAATAAATCGATTTTGTAAAACTTCAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AACTT



>CL4794Contig1
GGCAACATACTTTATTCAAAACGTTTCAAAAATAGCTTACATTTTTTTATTGATAAAAAA
CACAAACAATACTTTATCGCATCATACAGAGAAATTCATTCCTAATTCAGTCACAAGTTA
GAACAATTTCATCAAATTATTTTTGCTCATTTAAATGTATGTGGTTGGACAATAACTTCA
TGCAAATAATGCCACCAGTTTAGCCTAGTTCCTGATCTCCGACGGCCGTTTAGCGGCTCA
GACTGCGAAGTACCGGCTGCTGCAGGTGGAAAGAGGCAGGCCGGACACTTTGGCGAATGC
GGTTTTGGCGCTGAATAGTGTTGCGGGACGCACACTGTCTGTCTGCCCTAGCCCTCTGGA
GACAGGTTAGGCGTGTCAGCTCCACCAAAGCTTTAGGCTGAAGGAATAATCCAGACACAG
CTGTTGCATCCGACACCCTGTCATGTTCTGTGTTTGCAGATGGGTCTTTGAGAAGAGTGG
AGGTGGATTCTTGAATGTCAGGTGTCAAAGCATCCTGGATTTCAGCAGAAACTGCCTCTT
GATGTGTGATGACAAGCCAGTCCTCCTCCTTTCCTTCTCCAGACTTCCCATCTTCAGACT
CCTCTTCCTCTCCAAAAAGCAGACGTGCGATTGCTCTTAACATAACTGCTCCTCTTCTAA
AAAAATGAGCGGAAAATCTTGAGATTTTAACAAACTTAAGCAGCAGAAGACAAATATGAT
CACAGATCACCTCCCTCTAGATCCACCTCG
>CL4795Contig1
TTTTTTTTTTAATTTGTCTAGTTTTTATTGTTGACACATCTTGGAAACAAAAATCTCTCG
CGGCCAGAGCTGCACGTCCGACACATCGGAGCTCACCGTTCTGGTGGACGTGACAAACAT
CAACACAACACGCCATCGATCTCAGCTCCTCCACATCATATGTAAAATTCTCTTACTTTA
AATAAATATCCCTAACAGGCTAAAACATTCGTTTTCCAGATGGTGCAGATACCGGATCAG
GGTCAATCCAGGTTCCAGTGGGACTCAGGTTCTGGCCGGAGTTCTTCTCTGCTTCCATAT
TTGATCATTTCTTTGAGAATGAAGAGGTGGATTCTGCTCTGAGGACTGATCTGGTTGGCC
TCATCCAACAGTAAACGTCTGTCAGTATGGAAGAACCGACAAACCCGGAGCTGGAAGTCC
CTCCCGTTCTGCTGTTGATCCTGGTTCTGTTCAGCCTATAAGAACCTGCTGAAGGTTTTG
GGTTCGGAGGAACAACAGTTCCAGGATTTAGATGCGTCTTGATGAGATCATCCGCTGAAT
CAGGAGTGATGCAGCAGGAACCGGCAGGCGTGTGGGAACAGAAACCCACGCTGGGTTTAT
TTAGGTGTGGCTGTTGTCATACCTTCAGGGTGGAGATGTGCGTCCTGCCACCTGATCAGG
GGGTATCGGTAGAGGTTTCTACCTGAGGTCGATCAGAGCCACATCCAGGAGAAGCAGGTA
AGTCCTTCTCCACAGGGAGCTTGACGAAGGCTATGGCGGCCAGCTCCTTACAGAACTCTT
CCAGGACAATGATCCCTTTGAGCAACGTCAGGTGTTCCTGTCCATTGTTGTGGCTCATTC
CCAGCAGGTCTCTCCTGGTGTTCAACAGTCGGTCTGGCAGGTCTGGAATCTTCTGGATCC
TCTGCATCATCTCACCCATCACCCTGATGAGGACAGAGAACAGCGACCTGGAG
>CL4796Contig1
CTCTGGGTTATTTTGGTCAGTAAGGCTGCCCAGATGGATGCACAGCAATTTTTTTCCTTT
TTTAAGTTTATTTAAAAATTCTGCAGCTCGAGAGGTGATTAGATGCAGTTAATTCATGAT
ATAACAAGAGGGATTTTTTTCACCTGGATTAAGTGGCTCCTTTATTAAAGTTTTAGTTTT
TTTGTAAAATTAAATACTTTTTAAAGTCGCATGGATTAGAGTATATTCCGTGACAGGGAT
TTTGTATTTTCACACAAGCACNGGATATACGTATGTAAGCATTAAAACAGCTGAAAACTG
AAAAAGGGACATCAAATTTACACTCTTTGGGTTATTTTGCGGGAATATGTGTTATACCAT
GGTCCGGGTGAATACTCAATTCTGATTGGCTGCTGGGTGTGCGTTAAAACCTGATAACCG
CAAGGTAAAAAAAGAAGTTCCGGTCACCTAGCCTAAATGTTTTGTATCACTGCGCCGGCT
TCTTTAAAACAACCTTTTACTTCATCATTTGGACAAAAACAAGCGGTAAGAGGTGAACTT
TCTCTCTGAACTGATGCTTTATTCAACACATCGTGATCATCAGCATAGAGATTGCTCTCC
TTTGTAGCTGCAGTCGAGGTTGGTGCAGCGCGTTGTCACGGTAACATGATTACCTGGTCC
GCTTTTTGTGAAAGAAGCGATCCAAACTGAAAAAGTAACGAGAATAAAGTACTAAAAAGT
GATTGAATATTTCTTTCTTTTGTAAATGACCATGGTTTAACCGGGTTAACAGCCTTTGAA
GTGTGCATTATCAGAAAGTGTCGGATGGTTCAGGCTTCCACGGCGTGCGTTCATTTCTGA
TAATTCGTGGGCCATTATCCCTTACGTTTTGAATCATGGAACTGTCGATAATAGGTGTGT
GTGTCCTTTTGTGTCTCCTCTTTCACACTGCAACGTTTTCTGGACATCACCCCCACTCCA
CTGCCTCTTCCGTCCCTCTGTTAGCTTTTCCTCATGCCCTGCTTTCAGCGGGAGGCCCTA
CATGGTCACGGAGCCCTGTGGCTCATTAGCAGCCAGGGAGACGCAGAACCGAGTTCTCTG
ACAGCTTTTCAGGAGAAAACAGGGGAGGAGCGCCGCAGACTGACCACGTCTCTCATCTCC
TGCTTTCCCTCTTTGTTTCATGATACAAAAG
>CL4797Contig1
TGTTCGATTGCCATGGAGAAAGAGGTTAATAGTCACTTTTAAAACAAAATGAAAAGCTTT
TTCATGTAAATAAGATCAGATTTCTAAACTTTGGGTTATAGATTTGTAATAAATGTTAAA
GAAAATTTATAAAAATATGTTAAAATATTAACAAATATCTTGGATGATGATTAAAGAGGA
GAACAGGGATTATATTTTATTCTGCAGTTGGCGGGAGGTGCTTCTAACAAGCTTTTGTTG
CTTGCATGCGAAAGACCAGAGGGGAGAGGAATCCAATCAAAGATGACTTTTAAAACCTGC
TATTCCTTTGTTTTTAGTGTTGGGGGGGTAAGAGTCACTTCCCCGCCATAAAACTAAACA
TAGACGATGAAACAACTGACCTAGAATTTTTTCATTTATGTTAATTCCTGTGTCTGAGTA
CTGATCTGAATAGACAGATCTGTACTTAACCAAAGTCTTGAGAATTTCAGGAATCCTCAT
ATGTAGCGGTAAATCCAATTTTTATTCCACAAGTATAGGTTTATTTTTTAAATGATTAAA
GGAAACACATTAAGCTTAATTCAAAATATTTTTATAGAGAAGTCCCCAGCTATTATATAT
TACAGTTGATACATTTTAATCTTTGTCCTAAAATGACATTTTCACAAATTCACCTCCAAA



CAGAACAATGATGTTTCCTCTGTTTTCTTTTTGATTGAGTTGTATTTTTAAAATTTCCCT
GCGATAACAAATGTGTTGCAAGCTTTAATTTTCTTTTTCTTGAATTTTTATTGTAAAACA
GGTTCATTTTTATCAGGTGAAAAAAGTTTTTTTCTCTTAAAAATAAACATTAAAGTGTCT
TTTAGGATTTCTAATTCTACACAAAGTTCTCTTCTTCAAGGGCTCACTCGTGGTCTCAAT
TTTCGAGGCTTCTCTTGGTGATTAAGTCATGATGAACTTTTTTAAGATTGAATTTTCTGG
CGATACCAAAATCTTACCCTCGAATAGGGAAAATATATTCTGAGCTTTTCAGGAACTGTA
CTTCTATGACGGTTTCAAATTTAAGTTAAGTCAAATTCAGCAAGGTGATTTATCCGCATC
TATTCTTTGTGTCAATGTTTCTCAGAGGAAGAAGAAGTCCCTTGTTTTTTTCTTGCTTTT
TTGTTTTATTGAGGTTGTTATAATTTATTCCTCTGGTGGAGCAAACATTGCCTGGTAAAG
CACACGTTCCATTCTGGTTGGAGTGTTTGATTGCAATAGACCTTTATATCTGCTGTATTG
TTCTAATAAAAAAACAATGTTTTTTTGAAAAAAAAAA
>CL4798Contig1
TGTAGGGGGCGTCCTGTCTGCGTGGGCCTGCGGGCTCAGGTTAAGGCGTGGCCTGACCCC
TAGCAGTTACACTGCTGCTTGTTCTGTGTTGTTGTGCCTCTCGGCTGACGCAGCTGCCTT
AGAGACGCGTCTCCATACTGAATCCCTGAACCCATCCTCTCTGGGTCCAGCTCTCCTGAA
TCTATCTTGTTGAGGATGGTGCGGGCACACTTCAGGAAACCCTCCTCCACATTTTCCCCC
GTCAGTGCACTTGTTTCTAGAAACATCAGTTCATTTTCCTGAGCGAAGCGTGAAGCTTCC
AGGAAGGTCACCTCTCTGTCTGCATCCAAGTCTTTCTTGTTGCCACACAGAATGATGACG
ATGTTGGGGCTAGCGAGCGTCCGTGCATCAGTCAGCCAGTTGGACAGGGCGTTATACGTC
TCTCGGCTAGTAATGTCATAGACAAGGAGGGCTCCAGCTGCTCCTCTGTAGTAGCTGCGT
GTCACTGAGCGAAATCGCTCCTGTCCAGCAGTATCCCAAATCTGCAGTTTGACCGTTTTC
CCACCAACGTTGATCACCCTGGAACCAAACTCTACACCGATGGTGTGGTTGGAGTCCTGT
TTGAACTTGTTCTCAATGAACTGGTGGAGAAGACAGGATTTTCCCGTCCCAGCACTGCCA
ATCACAAGAAACTTGAACAGGAAATCGTATGTCTCAGACATGTCGCCCCTCGCTGTGTGA
AGGATGCCTTTTTGAGTCTTATGGTATGGCGACGGTTGCGCGTTTGCTGTGTAACACCTT
TTCAGGGTGTCTATCTAACGACGCTAGAGATTTCCTTGATCCTTATCGAGCTTCGACCAC
AGCCAAACACAGAAGCTGCGTGCTACGTCATCAGCGTTCGTGCTTTCCCCGGCCATA
>CL4799Contig1
CCTACTAATCAACGACAAAGACTTTGATGCTGATCCAGAAAAAAGGAAAGCGGTTTTAGT
TAATGGGATGACGAATGTGGAGCTGCTCAGGAAAAACCTGAAAGAGCCTGAAAATCCTCT
GCCTCCACACTGGGACGACATGAAGGATGAAATCATGAAGCTGCTTCCTGTGGCTGCGGG
GTCGCAGGAGCACGCCGCCGTGATGGCCAACGTTACACCGAGCGGCTTCTCCATTACCGT
CATCTCTATCGATCGGGTCCAGAATTCCTGTCTGTGGCAGAGTTTCCAGCTCTTGAAGAA
GCAGATGGAGCTGAAGAACAAGCACAACAACAATGAAAAGGTTCTGTTCCACGGCACGTC
TGCTGACTCCACCGACCAGATCAACACCAAGGGATTCAACCGCAGCTACGCAGGACGAAA
CGGTGCGATGTTCGGGAACGGCTCCTACTTCGCCGTGGATCCCGCCTATTCGGCTCAGAA
CTACGCCCAACCCGACAACCAGGGGCACAAACGCATGTACCAGGCCCGGGCTCTGGTCGG
GGATTTCACCCAGGGAAGTTCTGGCATGATTATCCCTCCCTCCAAATCTGGGCAGTCAGC
TGACCTGTACGACAGCGTGACGGATAACATAAACTCCCCAACCATGTTTGTGGTGTTCAA
TGACACCCAGGCGTACCCAGAATACCTCATCACCTTCACATGAGCCTCCTGAGCTGTTCA
GCACCCCAAGTACCAGAAAAACGCTTCCAGTTCTGTAAACCATCTTCACCGTTTGGTTTT
GGGCTCAGAGGGATTTGGGTTTAAGTGACTATTTTAGAGAAAAAGAGATTTGATCAGTTC
AGGTTCAGATCATTGAGCCTTCAAGTGTGTTGGAAGAAAGAAAGAGCAGATGGAGATAAT
TCAGAGTCTTTGAATGTTTAAGTTTTAGTTTTTTCTTCTGTTCACTGTTCAACAATGATG
AGAGGAAGGAAGCTGATCT
>CL4800Contig1
ATCTTTCTACCTTTTCTCTCGTTAACGCTATGAACCGTCGTTTTTGTAAAGTAAACGAAG
ATAAACCGAATAATAGTATATTTAGCTTCATAAACTACCTTCATTTGACATATAAACACA
ACATTTCCCATAATTCCTCGCGGTAAGCCGGGTTCTTCGTTGGTGACGCGAAGAGAATCT
GTCTACAGAGCTCGAGAATGAAAATATAACTCAGATGTTCTACTAGCATTCATCCATGGA
AGAACGCGCCGCCCAGCCTGCGCCTCCACCCAGCTCTCAGTCTGAAGGAAGCAGCCAAAC
CCAGCACGTCCCCAAACACCGGGGTCCCGCCGCTAAAGACAACGCTCAAGAGGAGCGCAG
ACCCAAGGCCAGGCCGCGCTACTCGGACAAGGCGCGGAAAAACGCCAGAAACAGGAAGGA
CAAGGCTGCGGCGGCTGAGCCTGAGCAGCAAGCGGAGCCCGAAGCGGCTCCTGCTGAGGA
GGAACACCACCAGGACGCCCAGCATGCCGCGGTGGAAGAGGCAGAGCGGGTACCGGACCC
AGAGGAGCAGCGGGCAGACGGCCAGGCCGAGGAAACCGAGAGCTGGGACACCCTGTTCAA
CGACGAGGGGGACTGCCTGGACCCCTACCTGATGGAGGAGGCTGCCAGTGAAGGGTAGCC
AGGATGGGGGTGATGTGGTCCCTCTTGCGCGCCCCGACCAGAACCCGAGCAGCAGCGTTC
TGGACCCGTTGGAAAGCATGGATTACTGTCTCTAAATGTTGTTTTGGTAAAAAGGGTTTT
CACCATAACCAACTGTCTCAAATAAAAGAAACTTGATTTTAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAA
>CL4801Contig1
AGGCTTCACTATCTTCTATGACCCACCTTGTATGGGCAACACATTCTTTTGCCACAGTAA
CATGTGCATCAACAACTCTCTGGTGTGCAACGGCATGCAAAACTGTGTCTTCCCATGGGA



TGAAAGCAATTGCGTCGAGAAAAAGACCAGAGGCGTCTTTTTACATATAACAAAAACACA
GGCAACAATAATCTGTGTGTCCACGGGGGTGGTGCTGTTGCTCCTCATTTTCTCCATCAT
GGTGCAAGTAAAGCAGCCCCGAAAAAAGGTGATGGTTCGAAAGAACAAGCTGTTTCAACG
CGCTGACCTCCCAAAGATGTTCGACCCGCTGCACTATGAGCTCTTCACTCTCAGAGACNA
GGAAACATCTNGGGAGCTTAGGGAGATGCCAACAGAGCTCCAGGCGCTCAGGAGATCATC
ATCGGGATCCCGCTGTGTTCATGAACACCACTGCGGCTCGCAGGGGTCCCTTAACTCCNT
TAAAGCTACTCATGGTCTGTATTTTTAGGAGGGGGATCCATGGAGATCCCCCCCTTCAGG
GTGGACTGCCAGGCAGCCTTGAGAGACTACAACAGCAGCTTACTGAAGAAAAGCTGGCCC
AGCGTGAAGCAAAGCCAAATACAGAATCATCCTGGGGTTGGGGATCAAGTAGTGTGGCAG
CGGGATAAAGTGGTGGAAGAAGAAGATGATGATGAGGAGGAGGGAAATTACCATTTGTAT
GTGCGAAGAGCAGGAAGTCAAAGAGGCAGATACAAGAGAGCTCAGCAAAGATCTCTGTCG
ATGGACCTTTAAAAAAAAAAGGTTGACACAACAAAGACAGAGGATTCCCAAAGATTTGCC
TTTTTCGTTTGCTTTTTTTAATAAGGCCAAAAATGTGACACGTTTACCTGTGAAACTGGT
GAATGCTCTTGAGTGAAAAAAGTGTAGAACATTCTATCATTCTGATTTTGTAAAAAACTG
TTTTGCTAAACTTTGCTGGAATTTTGTTAAAAATGCATGATATTGACAGTGTGATTTTGG
TGAAAATATTACATTTTAGTCTTTGTTTCTTGTAAATAATAAAAACAAA
>CL4802Contig1
TTTTTTTTTTTTTTATTTTTGTCAGTAAACTTTAATTTTCAACAGCACACATCATAAATA
ATTATTGCTCTCTCTAAGGGGTATTTTAAACAACTTAAACTTGGACAGACCGGGTTATAT
AATGCTTGCAGGATAGTACAGAGGACACAATTTTCTGTTTATCTGTAAAATTGCTCGTGA
CATAAACATAATACTTAACATTTTTTACAAACCTGTGCTCTTTTCAGCTATGTAACTTTT
GCAAACACAGATAAACAGATCAGCATGTCTACCATCCACATAAGAGTGTAGCTGTAATCA
GTTACACACATAAAGAAGCCGTTGCACAAAGAAAATGACATTACACCATAATAATAATAG
CAATGGGTGCCATCTCTGGTAGAATGGACTTGAAGAAGCAAATGTATTTACAATGGGGTG
GGGGTTGACAAAATGACAAACACTATTTAAATTGACACAACTAGGACACCCTTTTGGTTC
CAGTGTCTCTCCAACTGAAGATTTCATGAGCCAAACTGAGCACCACGTGTCACAAACTTA
AAAAAACAATGAAATCCAGGCCAGATAATACACAGTAGAAGAGCTGTTTTTCTTTCAATT
TTGTTAAATAATATAATTGATGCAGCTATTTTTTTTTCAGCAGCTCTACAAAGATACATA
ACGAAAGGTCAAAGGCCTGAGTTATGATGTTTTAGATCACAATATCTAAAGACACGAAAC
AAAGATTCTGGCCATGCATAAGTAAAATTTAAATGCAAGCAAGTCAAGTACNAC
>CL4803Contig1
GAGGAGGTCTGCAGGGCAGCAGAGGAGCTGAGGCTGCCGCTGGTGGGCTCTCAGATCGTG
GGTCTGATCCCTTTGAAGGCTCTGCTGGACGCTGCTGACTTCTACATTCACAGAGATCAG
CTCTTCATCCTTGAAGAGGAGCACAAAGTCAGACTGGTGGTCAGTAAACTGGGCCTGGAC
TCCCTCGGCCCGTTCAACCCCAAGGAGAGGATCATAGAGTACATGGTGAAGGGGCAGGAG
GAGGGGCAGCTGCGCTCGTTGACCCTGCGGCAGTTTGTTCACAGCGTTGGAGCTCGAACG
GCGGCTCCGGGAGGAGGATCGGTCTCTGCTGCCATCGCTGCTCTGGGGGCGGCGCTGGGG
GCCATGGTGGGGCAGATGACCTATGGGAAGAGGCAGTATGAAAACCTGGACGGAGTGATG
AGGAAGCTGATTCCTCCTCTTCATCGGGCCATGAACGACTTCCTGCAGATGGTGGACGCC
GACGCGTCCGCCTTCAACAGCTACATGGCGGCTCTGAAGATGCCAAAAAACACGGCGGAG
GAAAAGAAACGGAGAGAAGACGCCATGCAGGACGGCCTGCAGCAGGCGCTCGCCGTCCCG
GAGGCTCTGGCGGAGCGGATCAGCGCCCTCTGGCCTCATCTGAAGGAGATGGTCGTCCAT
GGAAACATCAGCTGCAAGTCTGACGCTCAGGTCGCAGCCAAAGCTCTGGAGGCGGCTGCC
TTTGGAGCGTACTACAACATCATGACTAACCTCACCGACGTCACCGACGAGGCCTTCAAA
GCAGCGACACACAGGAGAGCGTCCGCTTTGCTTCAGGAGGCCCGAGACGGCGCTGCTGCT
GTCCTCCGCGCCGCTGAGACCAGGACCTGAAAGGCCTGAAGGAACTCAAAAAAA
>CL4804Contig1
AGATGTAGCTGCCCACACCACCGGTGTTGACGCCTTTGGGCCCGAAGAGAACGGCGTAGC
AGGGCTTGTGGCAGTAGGGCTGGCCATCGTGCTCTGCGTGGCTGCCTGCAGCCAGAGTCT
TGCTGCACCTCTCGCAGCGCAGACACGGTCGATGCCAGTCTTTTCCCAGCGATGTCACCT
TCTCGGCAAAGTACACCTTCTTGTGGCACCTGGGACACAGGTTAGCCTCTCCGGAGAAAG
TGGTGATGCTGCCCGCTGCTTTTGGAGCCACCTTTGGGGCACAGACGCGCTTGTCCTCCA
CTTTTGCAGCTGAATCCACTGCAGTGGGGGCCGCATTGTTGTTAGCTGGAGCGTCGTATA
CATACGAACCGGCTCCACCAATGTTCACACCTTTTGGCCCAAAGAGGGCAGCGTAACATG
GCTTGTGGCAGTAGGGCCGTCCGTCGTGCTCAGCGTGGCCTCCGGCGTTCAGGAGCTTGT
TGCAGCGGTCGCATTTCAGACACAGTTTGTGCCAGTCCTTCCCCAGCGATGACACCTTTT
CAGCGAAATACACCGTTTTCTCACACTTGGGGCATTTTGAAGCCATACTGGACCGATGCG
AGTCGGATCTGGGGGTTGTTTTAGCTTTTTTTAGGGGTTTTATTGGCTTTATCGTTTCGT
GCTGTAGCTCAACAGCAA
>CL4805Contig1
CCAACAAGCCGCAAAAAGGAAAACTTTGATCAGCTGGCATGGCGTCAGAGGACATCGCGC
AGCTGGCGGACACGCTCTCCCGGATCCGCGTCGGGGATGGAGAGCTGAGCTACAAGGGTT
TGGGTCTTAAGCTCGACGACGCCGAATCAGTGGCGGAGCTGGTGCGGGACATCCGGCGGT
CCTCCGACCTGAGAGCTCTGCGCCTGGAGGGAAACACAGTGGGAGTGGAAGCAGCCCAGA



CGATCGCCAAAGCTCTGGAAAACAAAGAGATGCTTCAGAGATGCTACTGGAGTGACATGT
TTACTGGAAGGCTGCGCTCTGAAATCCCCACAGCCCTGATGTCTCTTGGCGGCGCGATAA
TGGGCGCCGGTGCCAGGCTGACTGAGCTGGATCTGAGCGACAACGCCTTCGGGCCGGACG
GCGTGAAGGGCATCGAGCAGCTGCTGAAGAGCGCCTCCTGCCACTCCCTGAAGGAGCTGC
GCCTCAACAACTGCGGGATGGGAATCGGCGGAGGAAAGATCCTGGCTGAAGCTCTGACCG
AGGGTCACAGGCGGTCGTCGGCCCTCGGGGCGCCGCTCAGACTGAGGGTGTTCATGGCGG
GGAGGAACCGCCTGGAGAATGAAGGAGCGAGCGCGCTGGCGAAGGCCTTCAAGTTGATTG
GCAGCCTGGAGGAAGTCCACCTGCCCCAGAACGGAATAAACCACGCAGGCGTGACGGCGT
TGGCTGCAGCCATGCGCCAAAACCCGGAGCTTCGGGTCGTGAACCTGAACGACAACACCT
TCACGAGGAGAGGAGCGCTCGCCATGGCGCACGCTCTGCGGCCCCTCCGGAACGTCCAGG
TCATCAACTTCGGCGACTGTCTGGTGCGGTCCGAGGGAGCCGTGGCCCTGGCGGCCGTCC
TGAGGGAGGGGCTGCCCACGCTGAGGGAGGTGAACCTGTCGTTCGGGGAGATCACAGAGG
CCGCGGCGATGGCGGTGGCTCANGCGGTCGCCGACNAGCCTANCATGGANAAAGTGGACC
TGAACGGTAACTGCCTGGGGGANGAC
>CL4806Contig1
TTCTGTGAAATCCTGTACTACTTTACTGCCTTATTTATGCAGAATGCTTTGATCTTTTAA
GTTTAGAGTCTATGATTGTATTTGTGCCAAAATGTTGGGGAAATAAAACCTTCCTGATTG
TGAAGCTTTGTGGGAAACGCTGCACTGATTGAGGGAAGAGAACGGTTCTCCGTCTAAAGA
ACTCGCCTCTTCTTCACCTGGACCTTCTTCTTCACTCCCCCTGCGTGGCTGGAGGCCCTC
ACCGCCATGCTGGCGTCGCATGAAAGGTTGTGACCTCCTTTCTTGTGACAAACGATGTGA
ACCAACTTCAGGTTCTGTCTGGTGAACAGCAGGCCGTAGAAATAGTCCAGGTTGACCGCT
GAGCTCTGGTGAGTCTCTAGGAGCTCCAGCAGCGTGGGAATGACGGTCCTCTTCTTCTCA
ATCCTGTGGTCCAGGTTCCAGGTGCTGAAGATGATCCTGCTCTCCCTGCTGCTGTAGGGG
TTGATGGAGTGGAGCTGCTGGCACGTCCTCTGGTCAAACGGTCCCTGGCAGGTGAACCAT
CCCTGCTGCGTGCAGAGACGGCGCCGTTCCTCTGCGCTCCTGTCGAAGTAGCTGCCGTTA
TAACCGTCACCTTTCAGCATTTCTACCAGGAGCTTGAAGGCTCTGGAATATTCCTCTCTG
ACTTTGGCTTTGTTTATGCTTTTGGAGGCCAGATCCACCTCCTTCAGGTAGCCTCGTATC
CTGCTGGCACAGTTGTACTTCATGTAGGCCGACTTGGTTTTAAATCGAGAATCAACTCCG
CTGAACCAGTCCTGGTCCTCCTGCCTGCTCTCCAGCTCGGACCGGTCCTCCAGGTTCTGC
AGCAGGTCGGCGAGGATCTTCCGTCTCTTGAAGGACTCCTCCTCGCAGAGAAGCCATTTC
GCAGCCTGGATGAGGCCCTCAGCATGTCGGTCTGTCTGCAGAAGCTGACTGACGTCGCTA
AAAACTCCACCCCATGTCTGCTTTCCCGACAGGAGGACCAGCTCGGTGTTCTCCGGCAGA
GTCTGGAAGAACTCCTGGGTCACAGTGGTTCCGTCTTCGTACAGACAGAACCGGGCCCCA
GACACCGGCAGCTGGAACAAGCGGCAGCTCTTCTGGAGCAGCTCTTCCACGTCTCTGCCT
GCTACTCCGTACTTGCTGTTTCCACGCAGACTCCGAACTTTGACGGGTTTGATTCCGAAC
ATGTTTCCTCTTCGAACGTGCCGCTTCCTGGCCGTTCTTCTTCTCCCCGG
>CL4807Contig1
CGGCACGAGGGCTGCCTGCAGCCTTGAGTGAGATGAACTTTGGCTGGAATGGACCTGCTT
CTACAACGCCAGGCGCAGAACCGAGTCTGGTCCCAGTTTGTAACAGCGGCCAGGAGTCGT
GCGGCTGCTGTCTGATGCAGAAGCAGATCAACAGGATGGAGCAGTTCTTTAACTACAGCG
TCCAGGAACTGAAAACGCAGCTGATGAATTCGAAGACGAACCTTAACTACATGAGAGCCA
GTCGCAGTGCCTTCTCTGTCGCTCTAAACAACGCCAACACCTTGACCTGCTTCGGCCCCT
TCGCCAACGACAAACCCATCATCTTCAAAAACATCTTCATCAACCTAGGAAACAACTACA
ACGAGCAGACCGGCATCTTCACCGCTCCCCGCGCCGGCGTCTACAGCTTCTCCATCAGCA
TCTACAGCCTGGCAGCATCAGGCAAAGCCCAGGCCAGCTGCGCCAGCCTGCGAGTCAACG
GCAACGAGGCGGCCCCGCTCAGTGAAAGAAACGGCAAAGACAGGGAAGACAGCAGCACGG
CTGTGGCGGCCGTGCAGCTGAAGGCCGGAGACCAGGTGGTGGCCAGTCTGCTGCAGGGAT
GCGACATCTGCGACGACGTCAACCACTACAGCACGTTCACCGGCTTCCTGCTGTATGCCA
CTGACAAAGCATAGCTGTCTGGTACTTTAAACACAGCCAATCCAGAAGATCCTAGCCAAG
ATTTAGTGACCGTCTCTGTTCCACTCACCAATAAATGATAGTGGTATCACCCACTTTTTA
ATTAGTAAAACCCTTGCCTTGATGTTGTTTTTCATGTCCCAATGTGGCTTTGTAAATCCA
GAACCAAAAGTGTCCTGTCCTTTCATAACTATTGCAATGATGTGATTTGACTGTCTGATG
AATTCTTGTGAACAAATAA
>CL4808Contig1
TATGGCCGCGGGACGGAGAACAGGGACCCTCCGCCAGAAAACGCAGGCGAGCCGCAGAAA
TAAATGCGCGTCCGGGTGGAACGGCGTTTTTTTCCAGATGCTCCTGCTACTCTCGATCCG
CGTTAGCCATTGAGATAATTATTTCAGTCTTTTTTAGTGTTTCCAACGCATCCTGCTTGC
GTAGTCAAGGAGAGAGGACCCAAGGAAACTCTTTGATGTTTGGATTCAACGCGTAAAAGT
AAATTAGAAGTAGATCAGATCTTAATAAGCCGATGTTTCTTTTTTTTTCCTCCCCAAATT
TTTCTTTTGATTTTGATTTAATCATGTGTGGAGCAGCCTTCTAAATCCAGCTTGGTATGG
TTTCTAAAGCTGGAAGCTGAATCGTTGCGCGCCAGCATCAATATTTGATTTTTTTAAACT
GAATTGCTGTTTTTTCTTTCTTTTTTTCTCTGCTGATTGAAAAAAAAAATAATAACCGCT
TCTGATATCATGTTACTGGATGCTGGTCACCAGTTCCCCGGACTGGGAGTGGGCTCTTTT
GCCAGGCATCACTCTGCAAGCGAGATGCAGGACAGAGACTTGAGTTTGGCACAGAATAGC



TTTGTAGACTCCGCACACATGGGTGCGTTTAAGCTCAACCATGATCTTTCCCCGGGA
>CL4809Contig1
GACAGCTCGGCAGGAGGAGGGACTTCATAACATTTGGAGGCCACCATGTCATGAGCTTCC
ATAAGAGACTGAAAGTGTGGCTCCTGGAGGATCTTGGACAGTTCAGCGGCGCTGTCGTCT
TTCACCTTCAGGTTGCTGATGTCACCCAGGATCTCTGTCACCAGCTCCATATTGTTGTCC
TGCACTGCTTCTAACTTCACTTCCTCCATCTGCTCATGAGCAGTGGGGCTTTCCATGATG
CCCCGCAGGAAGAGCAGGTCAATGTCTTTCACAGCCGTGGAGGTGGGCGGCTCACCTGCA
TTATCCATCACCTGCTGCATGGCTCCATCTGTCCCCTGGGAGGACTGCACAGTTGGGGGG
CTCTTTACGCCAGGTTGTCCCGAGGGTTTCACCTCCTCTTCCTCCTCCTGTGCCCCATTG
GGACAGGGATCGTCCATGGTTGTGACCATCGCCACTTCCTTCCTCCCTGATGCCACAAGT
ATGCTAAGGCTACCCAATAGGTAACCACCAGTAGCGACTATCTTCTGTCCGCTAGGCTTG
TCTTTTCTGAGGGACTTGGTAGAGGGGGAGTACTATTGTCTGCTCATCAGTCAGCAGTGA
AGACCCCAAAATAACGGGCAGGAGTTCGCGGTGCTACGCCGGCCGTCCCGGTTGGATGTT
CAGAGTCCGCTCAGCTGTCGGTCCTGGTCCAGCATCAGACTACCAGCGAACACGATGCCA
ATCAAATCGTAAGGTCCCGCCTTCTCTGTCCCCGGCCAT
>CL4810Contig1
ACGAGGGGTAACCTGGATGGAGAATACTGGCTGGGCTTGGAACACCTCTACTGGTTGACC
AAACAGGCCCAGTACAAGCTGCGAGTGGTCCTGGAGGACTGGCGGGGTCAGCAGGTGTTT
GCAGAGTATGACAGCTTTTATGTGGAACCAGAGAGCGACTGGTACCGCCTGCGGCTTGGA
CAGTACCAGGGAAATGCTGGGGACTCCCTGTCATGGCACAACAACAAGGCCTTCACCACT
CTGGACAAGGACAAGGACAGCTATAGAGGCAACTGCGCTCAATACCATAAAGGCGGCTGG
TGGTACCATATGTGCGCCCACTCAAACCTGAATGGTATGTGGTATCGGGGGGGCCACTAT
CAAAGCCGCTACCAGGATGGAGTCTACTGGGCCGAGTTCCACGGAGGGTCGTACTCCCTG
AAAAAAGTTTCCATGATGATTAAGCCCACATAGTGGCATTATGGACGTGAGAAGGAAACA
CTGATGTGAATGACAAAGGCAAATGTAGGGGGAAACAAATAAAAGTTTTTATTAGATGCA
TAAATAAAAACAGTAAATGAAAGACTTTGATATGAATCCATCCATTTTCCTATCCAGCTG
TATCTCTTTCGTGGGTCACTGGAGCCTTTCCGGCTACTGTTGGGCGAAGGCGGGGTACAC
ACAGGACAGGTTGCCAGTATGTCACAGGGCCACACAATCACTCTGACACACACACAAACA
CACACCTAGGGACTTGATATGAATCTGATTTCTGAAACTGACGATGACTGGATGATGGCA
AAGATGTAATATTGAAAGCCAAGTTTGATATCCTGCAATATCTTTTTCAATAAAACCATA
TCAACACAAAAAAAAAA
>CL4811Contig1
TATTAAATGTCTTCACACCACANAAATCATTAGAAGAGTTTCAAGATGTGTACTTAGTGA
TGGAGCTTATGGATGCCAATTTATGCCAGGTGATTCAGATGGAGCTCGACCATGAGAGAA
TGTCCTACCTGCTCTACCAGATGCTATGTGGAATCAAGCATCTACACTCAGCGGGCATCA
TTCACAGGGATCTCAAACCAAGCAATATAGTGGTAAAATCCGACTGCACACTGAAGATCT
TGGACTTTGGTCTGGCCAGAACGGCAGGCACCAGTTTCATGATGACCCCGTATGTTGTTA
CGCGGTACTACAGAGCCCCAGAAGTCATCCTGGGAATGGGATACAAAGAGAATGTGGATA
TTTGGTCGGTGGGCTGCATTATGGGAGAAATGGTACGCCACAAAATCCTTTTTCCTGGCC
GGGACTACATCGACCAGTGGAACAAGGTGATTGAGCAGCTGGGCACCCCTTCTCCAGAGT
TCATGAAGAAGCTGCAGCCCACAGTGAGGAACTACGTTGAAAACCGGCCAAAGTATGCAG
GCCTCACCTTTCCCAAGCTATTCCCTGACTGCCTTTTCCCTGCTGACTCGGAGCACAACA
AACTCAAAGCCAGCCAGGCCAGAGACCTGCTGTCTAAGATGCTGATCATTGACCCTGCTA
AACGAATATCAGTGGACGAGGCCTTACAGCACCCCTACATCAACGTGTGGTACGATCCGG
CTGAAGTGGAGGCGCCTCCTCCTCAGATCTACGACAAACAGCTGGATGAGCGAGAACACT
CCATTGAAGAATGGAAAGAACTAATCTACAAAGAGGTCATGAACTTTGAGGAGAGAACGA
AGAATGGCGTTGTGAAGGGACAGCCTTCACCTTCAGGTACTCTCAGTGCATAAGCCTAAT
CGCTCTCACAGGTGCAGCAGTGAATAGCAGCGAGAGCCTCCCTCCGTCCTCCTCCATCAA
CGACATCTCCTCCATGTCCACCGACCAGACCCTGGCCTCCGACACTGACAGCAGCCTGGA
GACCTCTGCGGGACCCCTGGGGTGTTGCAGGTGACTAGCCGCCTGCCTGCGCAAC
>CL4812Contig1
CTCAGCACTGCCTTCCAGCGTGGAAACAAAACACGTTTGCTGCGAATTTCTTCAGAAAAT
CTACAACAGACGAAACCACCATGGATTTGAGCAACATGAGGAAGAAGTACAAAGGAGACG
CAGAGTGCTTTGAGGAGAGTCAGCTCGTGTCTTTTGACCCAATCAAACAGTTTGGAAATT
GGTTTGATGAAGCCACAAAGTGTCCTGAAATTGGGGAGGCAAATGCTATGTGCCTTGCCA
CTGCCAACAGGGATGGACGTCCATCAGCTCGTATGGTCCTCCTGAAAGGTTACAGTAATG
AAGGTTTCCGTTTCTTTTCCAACTACGAGAGCAGAAAAGGTACAGAATTGGAGAGTAATC
CAAATGCCTGCTTGGTCTTCTATTGGGAGCCCCTTAACAGACAGATTCGAATTGAGGGCT
CAGTGGAGCGGATCCCCTTTCAGAGCTCCTGTGATTACTTCCATTCACGACCCAAGAGCA
GCCAGATCGGAGCTGTTGTGAGCAGACAGAGCACTCCAGTGCCCAACAGAGATTATCTAC
GGCAGAAGAATGCAGAACTGGAGGGAGAAGTACAAGGACAAGGAGGTTCCTATGCCTGAC
TACTGGGGCGGTTACCTTGTAAAGCCTCACCTCATAGAGTTCTGGCAAGGTCAAACCAAT
AGACTTCACGACCGCATTGTTTTCACTCGAATGAAGGAGGGGGAGAAACTGGGAGAGTTT
CAGCACGAGGGGGAGGCAGGCTGGGTGTACCAGCGTCTGGCTCCATGACAGCGGCCTGTC



GACAGACGTTTCATCTGTTCTTTCCTGTGATTAAAATAATGTTATAGCTGAATCAACATG
TAAAAGTGACACTGTCTTGAAGTTGAACCGTGTTTTTGGTGTCTCAACATGTCATCTTCT
AGAGTCTGAGCTAAACTGTGTGTGCAGCTAAACATTTCCAGCTCAAGCTGACTGTAATGT
CCAACGTTTCATTATGTGNTGATGGGAAGAAAATGCATTAAGCAGCACAGAAAAGTGAAC
TGCTCCTGTAAGGTAATGATTGACAGCCCAATACTGTTTATTGAAGCTCAGTTAACCTTT
GGAACATATTGTGTTCATAGGATCAGCACTTGGGATTGAACTTCCAGCTACTTAATATCT
AAACTTTCTCTGTTTTCCCTTTTTTTTATAATTCAGGTCTGTAATTTCCCATAACTATCC
AGGAAGTGTTGTGCATCAACCTTAACTTATCATTCAATAACTGTATTGAAAGTGGAACAT
TTGATTTTCGATGTGAAAGAGGGGATGCATTTGAACCCCGATAATCTACACGGTTATTAC
TTTATTGCACTTGCATGGAAAGATATGATAATAATTCACCCCTTTGCCAAGTCTTATGTT
TTGATAAGCGATGTAACGTTTATACTTGTTATATAGAATTGACAGCACTTTTAATAATTA
TGTATCAGATCTAAAAACTCTAGTTTATCAATAGAATACCCACAGTTTAAATTTTTATTG
ACATAATAAAAATATTTAGATTAATGGCGTATTAGTTCAATAAGAAGTTGTTTGTCTTAA
TTTTTGTAAGTAAAGACAATTAGAATAAAGAATAAAACTGCAATCTAAAAAAACATTAAA
TATATAATGTTTGCATTTGTGCCAACTATTGTGCCTGTGCCATAAAAATAAA
>CL4813Contig1
TATTTATTGTTCTGACATAAAGCAGTGAATGAGATGAAACTGGCTTGAAGGAAAATGTGT
AAACATGGAATTTAACTTTCAGTGTTGACATTTAAATGTCACAATAGTTTTTTCTAGATT
ATTGCACTTAAATGATTTCAATAGACTTTTTACTAACATTTTAAAGATTGATCGTTATTC
ACCAGTACCCAAAATCTATTCTTTGAACTAAGCTGCTGTACTTACGTCATTTTTCTTTGT
AATGAACTTTAAATTCTTTTTTTTTTAAGCCTAACACCTTCTTTTTAGTATCCACAGTCC
GNGTTTTGCCTTCTATAGACTTTNTGCTCCANAAGAATTGNGCAATATAAATAATTAAAA
TTCAAAGGTGGATGATTTCTGAATAACCAGAAAACAAACTGATCTTTTGAAATGACTGTT
TTGGAATTAGGAAAGACTTAAAAACACTTAGACTCATTCATATTTTATACATTTCAATTA
TGACTTCCAAATTGAAGATTGAAAATATTTGGTTAGTCAGTTTTAAACTAGGCTAAAATC
CCATTTTAAAAACAGGCACCTGGCACAGGCACTGACTGTTGAAGTGAGACAGCTGGATGG
CTGTGCAGCATTGGAATACTGGCTACCCTGACCCATCAAAGGCAGCACAACTTTATGTGG
CTCCGTCCTTTTTGCACACGTCCCTGGGCCTGGAAACAAGTCAGACCTGATGTGAGCCTC
CAGCATCACCTTCCAGTCCTCCCAGCTTCAGCTGGATTCTCTGCTGAAGAAGGTTCCAGG
CTTTCAGGACCTGTTTGCGAGTGATCTCCTGCTCCCACAGAGAACTAAGAACAACATTGG
CGTGCTCGACTTGCTTGCTGTTGGACCATTGACTCTGCAGCCTGTGCTGGGCGTCCTCCA
CAGTCACCCCATCCCGCTCGGTTATCCTCAACACTGCCTCCTCCTCTGGGATGATGGTGA
GCCAAACCTCATGCATCCAATCTGTCCAGCCAGCCTCAANGAGAACAGCTGCGTCCACCA
CACAA
>CL4814Contig1
TTGGTGATTGTGCAAGTTTATTAAAAACTTAGTGTCTAAAATATTTACAAAAAACAAAAT
CTTAAAAGGATATGATGGCTGGGATTTAAAAAAAGTCGATGAGCGATGTCTGCGTGAACG
AAAGGGGGCGTCGCCCTCTCGGGGATCCACCCACAGAGGAGGGCCTGATGTCGGTGAGGT
GCCATCCCTCCCGGCGGCCTCCTGGCGGCACCGGTCTGAGCCGTCCTGTCTCTAGAGGTG
GAACCTTTCCATTCCTCAGCATCCGCTTTACTCAGTTGGTTTTCATCGTTACGTCCCTGT
TAGGTACCTGCTCCTCCTCCTCCTCTTCATCCTCCTCCTCCTCTTCATCGTCCGCCTGGT
CGTTGTCATTTTTCCTTTGCCTGTTCTCATTCAGGTCCTCCTCGTCGCTCTGGGTGGAGG
TGCAGGCGGCGGATGAAGCCCCATGACCGGAGGAGACGGTTTTCCTCTCCAGCTTCTCCC
CAGTCTCATTTTCTACATCTTCAACTTCATCCTCCTCCTCCTCCTCCTCTTCGTCGTCTT
CCTCCTCCTCCTCACGGTCAAGGGCGAAGTAGCCGGTGCCTTTAACCGTGTCTTGGCGCT
GATAGAACAACACATACGCCGCTTTGGACACGATCTGATCTTCACTAGCAGGGGACACGC
TGCTGTCATCAAAGTTGTACCACTTTCCGTCGTCTTTGTTTTTAGCATAAGCGGTGTAGT
GGCCTCCTCCCATCCCTCCGTAGTGGTTGGAGACAGCGATGAGGTCGTAGCGGCATGGCC
CGGCGTTGGGATTGATCAGGAATTCAGACATGTCCAAGTCTCTGAGTGGGAAGTCAACCA
GCGAGTCTAGTTTGTCCCTCATGTAGCGACTGTAGGAAAAACGTTTCAGATGGACCACCA
GCACTGGTGGCAGAGACCACAAGTCCAGCTTCTTGGTAGCCTGTTGGTGCTGTTTGCAGT
TTGGACAGTACCACGGGTCGTCGGCTCCCAGCTTCTCCTTGGTGGTGAACAGGTCGATGC
AGTCTTTCAGCTGAAGAAAG
>CL4815Contig1
TGACAGCTCACTGTCCAAACCAAACGCAGAAAACCTGAAGGCAGCTCCCAGCTGCTGCAT
GAAGATGTGAGCCCGCCTGAGCTTTTCTTCTCACCGTTCCACACCAGCCTCTCTGTTTCC
CGGTCGAAGGAAACAGTTCCCAGCTGCTTGTGTCTGTGCGTGTGTGCGTGTGTGCGTGTG
TGTGTGTGTGTGTGGGGGATTCAGGACCGATCCAAACCCAGAACCACATCTGGTTTATGG
TTTACACATGAATCGATTTCGTTTTATGCAACTTTGGGAGAGTTTTTCTGTTCAGATCTG
ACCGGCGGCTGAAACCTTTGTGTGCAGAACTCTAAGACTCAACCAAGTAGGGCTATGCAA
CAAGACCAACTCATGTCTCCATTCTCTCTGTAGCTTCTGATGCTGCTCTCCTCACATTCA
GGCTTCAGCGTGATTGTGACCAAATGTTCTAAAGCAAAAACAATTGAAATGCATAAAGGC
ACAAAGCGTTAAGATGAGGCCGAATATTTACACGCTTCTCATATATTTGCATGCATAGCG
TTTACTCACTTCAACATTGTCTAAAGGGGGGTTTGCTCCACGTGGGAGATGATGTCATCC



GTTTGTTTGCAATAACGCGGTTTTAATGACGACGTTGACAGGATGCCTTTGGAGTGTCCA
ATTTTAGCGTAAGCAAACGTTCCTCCTCTAAATAGCTTTGTTTCCCTGCGGAGGAAGCTC
CCCAGAGT
>CL4815Contig2
AGGCGGCTCCCAGCTGCTGCATGAAGATGTGAGCTCGCCTGAGCTTTTCTTCTCACCGTT
CCACACCAGCCTCTCTGTTTTCCAGTCGAAGGAAACAGTTCCCAGCTGCTTTGTGTCTCT
GCGTGTGCGTGTGCGTATGTGTGTGATTCAGGACCGATCCAAACCCAGAACCACATCTGG
TTTATGGTTTACACATGAATCGTTTTCGTTTTATGCAACTTTGGGAGAGTTTTTCTGTTC
AGATCTGAGCGGCGGCTGAAACCTTTGTGTGCAGAACTCTAAGACTCAGCAAGTAGGGCT
ATGCAACAAGACCAAGTCATGTCTCCATTCTCTCTGTAGCTTCTGATGCTGCTCTCCTCA
CATTCAGGCTTCAGCATGATTGTGACCAAATGTTTTAAAGCAAAAAGAATTGAAATGCAT
AAAGGCACAAAACGTTAAGATGAGGCCGAATATTTACACGCTTCTCATATATTTGCATGC
ATAGCGTTTACTCACTTCAACAATGTCTAAAGGGGGGTTTGCTCCAGCTGAGAGTTGATG
TGATCCGTTTGTTTGCAATAACGCAGTTTTAATGACGACGTCGTCAGGATGCCTTTAGCG
TTTGCGGACGTTCCTCCTCTCAGCAGCTTCGTGTCCCTGCGGAGGAAGCTCGCCAGAGTT
CCTCCTTCAATGTTGCGGCCTCTGCTCTGCGTGAAAGGAATCGGACCTGCGGCCCCGTTT
CTCCACAGCGTTTCTTCCTTCAATGTGGCATTTTCCTGAGAAAATACAAATGTCTGCATG
CTCCAACTATGTACGTGCATGTGCAAATCTTAGTACTTTTCTATACCATGTGACTTTTGG
TTGTTGATTTTTAATATTTGATATGAACTGTGGGGCGTGTCTGAAAGACTACTTTCTATT
AAACAGTATTTCATGTTGTTGGTAGTTCAGCCCCACGCAGCAGAGCTAGAACTTTCATTC
ATTTGGGATTTAGTGAAATGTTTTATTTGCCTGACTTGTGTTTCTGGGCCGTACTTTGAA
TTCTGCAATTGTTTCTACATTGAAC
>CL4816Contig1
CTGAACCCTTCAGTCTGCAGGGGATTTGTGGACTGCTTTTTAATCAAGAAGCAGAAAGAA
GAGGATTCTTGTGTCAAGGAAAGCCATTTTACTGAGCAGAACCTGGTATTTTCAGTGAGC
AACCTGTTTGCTGCAGGAACAGACACCACAGCTACAACACTGAGATGGGGTTTGCTGTTG
ATGGCCAAATACCCTCACATTCAGGACAAGGTCCACGAGGAGCTGGCTAAGGTGTTAGGA
GGCCGTCAGGTGCGGGTAGATGACCGGAAAAACCTCCCGTACGCCGACGCCGTCATCCAC
GAAATACAGAGAGTGGCAAACATCATCCCCATGTCTATTCCCCACAAAACCAACAGAGAT
GTCACCTTTCATGGATACCTCATCCNAAAGGGAACTACTGTGATTCCTCTTCTTGCTTCT
GTCCTTAATGATGAGAACGAATGGGAGAGCCCTCATACTTTCAATCCTCATCATTTCCTT
AGCAAGGAGGGTAAATTTGTTAAGAGAGATGCCTTCATGCCATTTTTTGCAGGACGCAGG
GCGTGTCTNGGAGAGAGCCTGGCCAAGATGGAGCTNTTTNTNTTTTTTACCTCCCTCCTT
CAGNGTTTTCATTTCACCCCTCCGCCTGGTGTTTTGGAGGAAGAGCTGGACCTGACCCCA
GCGATGGGCTTTGTCCTTGCTCCTTCATCCCATGAACTGTGTGCTGTCAGTTTGCAGTGA
AGTTTTGTTGTTTGGCCATGTACCATNTGTAGCAGTGTATAAAAATTNTTTCCAAGAGGA
ATAAAAAAAAAACAGTGAAAGAAAGCTTATTAATTTCCATTAGTTCATGATTTTTGTGCT
TGCAAACATGTGGGGCAGTCAGAAAGTTTATTTACTACTTTTTATCTTTATGCATTTATT
TTTTTGAATATTATATACCAGACTAATATTAGCTTTTATAATCACAGAATAAAATAACAA
TAAAAAGCTGTTGTGTGACTTTCTCAAATCTTGCAACTGAAGTTACCATTAAACTGGAAA
AGAAGTGAGCAGATTGAAACATTGATTTTGATTTTGTTAATTACTACTATCAAAATAAA
>CL4817Contig1
CTTGGCTCACGGTCTGATTTTAACCCTTTCATCTCAAACCTCTGCAGACATTTGTTCAGC
GGTGCCTCGCTGCACGGCCGTTGGCCTCGTTTAAATGCTTTCCTGATGCAAAAATGCTGT
TGCCCTTTCCCTGCACTCTTTACTTTTCTGCCATGCCAGTCCTACAGATTTATCAAGAGC
AGCAAGTCACTCCACCTCAGCCCCTCAGACAAATGGACAAATGGGAATTCTCCAAACCTG
AAGAACCTCTCTCCGGTCTCGCTCCGACATTTTCCCGTCTGTGAGACTGAAGCTTCTCTT
TTTCTTCCGTGGACGTGACTCATCATGATGCAGCCACACGGCCTCCACCTCCTGAAACTC
AGTGGAGATGTGAAAGCAGTGAACTTCTGAACAAGCAAACAAAAAATAGAGAAAACAAAC
AGCTGGCCTGCGGTGACAATGGAACAAAGTGGCTGCTGGTTCGAGTGCCCTCAGTGACAT
CCACCCGTCTCCTCTCCAGAGACGACTCGCTGCCTGACAGACATTAAGATGATTAATGAT
ACTGGCACAGGGATGGTTGGAGGGCGGTCACAGCCAATGAATGTTTACAGCTAAGATGCT
AATAAGCTAATCACTCTGGCTCTAAAGTAAAGAAGAAGAGCTTGAGGAATCTGACATTGA
GCTTCAACTTTGTTGTGCTGCAGCAACTGGATAACTTTTTGTGTATTTTTTTGTGTATAT
TTCTGTTAAATACCGTTAACACCCCATGTTACTCTGCTTTAAAGACAAAAAATGTACGGT
TCAGCCACTTGTCCATCAGTGAGGTCTGTGCTTTGAAGTTAGCAGCTTAAAAATGATAAG
TACAGTAAACTCATGGAGCTATAAGAGTTCTAGCAAACAGGCCATATTGATAACGTGCAC
AGATGATCTGATTCTTGTGTAAGTGGTTGCTCTCGTTTCTTTTTGTACTATTTTCCATTT
GCTTTGAATCGTTTTGTCTCGTGTCATCTCCTTTGGACAATAAAAATGTACTCACTG
>CL4818Contig1
GGNTTTNNTTCNGNGGNTGNNAANNAACCGGNTNNGNAAAAAAACNNTGNNTTTGGTTTT
AATTTTTTTTTTTTTTTTTCAGGATAACTTTAGATTTCAACAATAATACACAAGTGTGTT
CTCGACTTGATGTGTTATCCATTGACTGAATTCCTGCTATGTATGTCTTGTGTGCTTTTA
AATACATCTCTTATAACCTGAAAACTATATAGCTTTTTATTTGCTTCCTAGGAATTGTCA



GGTAAGTTTATTTGAAGATTACATTTCTAATGACCAAGTAGACATTGGAAAGGCTTCATA
CAGACAACCTGGCGTGTGACTATTTTCATATCACGGAGCCATTGACCCATTCATTTTCAC
AGAAAATGCTTTCTAGTGTCTAATATTAAGGAATTATTTAATCTAATTTATGCTTTTTTT
TATTCAAATCATAACTCGATTGAATGCACAGCATATCTGTCGTTTGTTGTTCCACATGAA
TGTGATGTGACTGTTTTTGAACTGTTACACGTCTCTCTGGCTTTCTGAAGCGGCTGTTTA
TGTACACAACCAATGCTGTAAAATAACCCCGTGTTCTTCGTTTTCATGACATAGAATACG
ACTACATTGGATTTGAAGTCTACTCACTATGTTTAGAGTGAAAGCATGTTGTACAGAAAG
CATAGTAAGAAGTACTGCAATTACATTTTGTTTTTCTAATTAAAGGTTTGCTCCAAAATA
TTAAAAAAAGAAAATGATGTCCTAAAGTTTTGGGCTGGGACGTACTGTTTAAAATTACTT
TTTTTTATTACCAAGCTTTATTAACGTTGTCATTTTCCTTTTGTGCTGATATAGGGGTGT
AGAGCCTATGAAGAATTTACATTTCAACTGCTTATTTATTATATTTTGTTTGCAATAGCT
TTATGATGTAATAAAAGTTAAAAAAAAC
>CL4819Contig1
TTTTTTTTTTAAGCAAAGTAAATCTGTATTTCATCACATTAAAAAGCATTTAAATGGAAA
GGAAAACAATAACAAAAACATTTTTTTCCATTAATGCTTAATGTCTCTGCTTGCTTGGGT
CAATCTTCTCCAGATGAATCAGAGGTTTGAGCTGCTCGGCAAAGCTGCGCATGTCTTCTG
ACACGGTGTCCTGTCCGGCCGGAGCCAAAATGCTCAGTTCCACTAAATACGACAGCGACA
TTCGCTCTGTATTTTCCGTGTTCCCTGGTACTAGGATGCGTGAAACCTTGCTAACCACAA
CTTTCATTGCTCCTTTGCGAAATATGTGACCACTGGCCACAAACTCATGGTCCATGCGAA
AGCCCATCTCATTGAGGAACTCCGGAAGGCTTTGAGAGGCAGCTACATCGACACAGTTGC
GAACCAGAGCATGGCGGCTCTTGTCTCCCACTTCTGGCTGGCCTAGATACCGCAGGTGCC
ATGGAGAAGTAGGGTGGGAGAGGGAGCGTCTGGCACGCAGAATGAAGGGGTTGCCTTGCT
GGCCTTTCAAAAGGTAAACCAGCTCGTGGTCGGTGAAAGTCTCTGGTTCCATGTTGTCAC
AGAGACCACGCAGGCGATGCAGGAGGCTTTCCAGAGCCTGATCCAAAACACTGCCTTGTA
ACAGATATTCCATCATGTTGATGGCACCGCCGGTGACGGGCATAACTGTGACAGGAGGAG
CTTCCATCTTCTTCCTGAGCAGAATAAAGAGTTCGGCGCAGCGTTAGAACTGACTAAAGT
TAAGATATTTTTGCTGTTTGTGGTTGGTTTCCACGGTGGGCCCCCTGTTTCACCGGTTAG
CTAATATCCACACGGCTGCTAGTACCAGTTAACAGTTAGCCTACATGGAATTACCAACTC
ACGATTTGAGCTGTTACTGTCATCAACAAAGTAATTTAAGGCATTCGTACTTAACTTAAA
AAATAAAAAAAGTGTTAATGAAATATATATTGTAACCCGTTCTAAAAACAACCAAAATTT
GATGCTAATCAGAAAACAAAGGCGCCCAAGTTCTTCCTTGGCTTTTGTTTTTAAGAGGCC
CCCGGCCAT
>CL4820Contig1
CGAGGCTGGCGGCGAGTTTAAAGNAGTCCCGACTGGNAAAGAGCGGCATCCATCCCCGCA
GTTTAAGGCGCCAGAGAAGATGTCCAGCGACAGCATGCCCTTGCGGGATCTGCCACGCGC
GGGCCTCCAAAGCCACGCGCTGTCTCAGTCCGCCAGGCTGCACAACAAGCGCAAGTCCAG
AGGCCACCTGAGCCAAGGCCTGGACACCGAGTGCACCCCAACAGAGCTCATCCAGCAGTG
GTCCCCCCCACAGAAGCACCAGAGAACCGCCTGCAAGGGCAAGGAGAACGACCAGCACAC
GTTTGTCCTCGCCAGGAGACCCAGGAGAAAGAAAGACTTCAGAGGAGGCATTTCATGGGA
TCATCTGCCAGACGAGCTGCTGCTCAGGATCTACTTCTACCTTCCTCTTCAGGACCTCCT
TCGAGTCTCTTTAGTCTGTAAACGCTGGCATCGTTTGGCGTTTGACGAGTCTCTGTGGCA
GAGCGTGGATCTGCAGGGTCTGACCAACATGGGTCCAGCTCTGCAGCAGGTGCTGAGGAC
CGGAGTCCGCCGCCTGCGCTGCCCGCGCGCCTTCGTCGAGGAGCAGCAGTTTGCAGGAAC
AGAACCTCTGCAGCTGCTGGACATGGACCTGTCCAGTTCCATCATCCCCATTTCAGCTCT
TGAGAGCATCACCTGCCGCTGTCTCCGCCTGGAGCGATTGAGCCTGGAGGGTCTGCAGCT
CTCAGACAACATCATCAGGAGTCTTGGGAACAACGTCGGCCTGCAGCAGCTGAACCTGAG
CGGCTGCTCCGGCTTCTCTGCTTCTGTTCTGGCTGACATGCTCAAGTCCTGCTGCAGGAT
AGAGCAGCTAAACATTTCATGGTGCGGCTTCAACAAGGACCACGTGAAAAGTGTTGTTAG
TAATGTCAGCCCCAGAGTCGTCAGCCTGAACATCAGCGGGTACAGAGAGAGCCTCACGTT
AGACGATGTAAAGATCCTGGTTGACAGATGTCCTGAAGTTCAACACCTGGATTTGAGTGA
CAGCACCCTGCTGATGGCTGACAGCTTCCTGGTTCTCAAACAGCTGAAGGATCTGCAGCA
CCTGTCCCTGAGTCGCTGCTATCACATTCACCTG
>CL4821Contig1
GGGCTTTGTGGTAGCGAGGCTGCAGTACCTTTCAGCGGGCTGTGGAGTAAAGCGGTACAG
AGACCTGCATGCGAGCTGCTGCTTCCAGAATATTACAGCCGCGCGAGGGACACTGGCTAC
CAGCATCACCACCAGGAGTTATATCCTCCGCGGGCGAGCTACCAGGAGCGCCAGTATAAC
TGTGCAAGCATCCCCGAGCCTGACACGCCAAGGGGACATGGAATACCCCATTCTGCGCAC
CTGCTGGCAGGAAAAGGGCAACCTGCCTCATGTGAAACGCCACAGTTGTCCATGTCCCCT
GCCACCCCACCGGCCGCTGCCTCCGCCTGCAACCAAGCTACCCCGGAGCATCCAAACAGC
ACAGCATCCTCCAAGCAGCCGGTGGTGTACCCATGGATGAAGAAAATTCACGTCAGCACT
GTGAACTCCGGTTACAATGGGACGGAGCCAAAGCGGTCTAGGACAGCATATACCCGCCAG
CAAGTCTTAGAATTGGAGAAGGAATTCCACTATAACCGATATTTAACACGGCGGAGGCGC
ATCGAGATTGCGCACACCCTGGTGCTCTCCGAGCGACAGATTAAAATCTGGTTTCAGAAC
CGCAGGATGAAATGGAAAAAGGACCACAGGCTCCCGAACACCAAAGTGAGGTCGTCCTCC



TCCGGGTCCAACACAAGCTCAGCAGCCGGCGGAGTGGCCGCTGCCTCGGCCACTAACAGT
GGGCCCGACGAACTCAGTGGAGCACAGCATGGCGAGGATATTACCAGGTTATAAAAGCAA
GATCGAGGGTAGACAAAGAACTGCTTATTTATAGGACAATTCTACATTTTGTTTTCGTAG
CTATCTTGTGCGGTTTCCTTTAAGTCCAAAGTTATATAAAATGCATGTTATATGGCATGG
ATTACTGCGAATACCGATGAATTATTTTTACGTGACACAGGGTTTAATTTATTTGAAGTT
CAATTATGATGTTTTTTTATTAAAAACGTTTTGAATGAAGGTGGAAAAACAGTAAAAAAA
AAAAGACATTTTATCAAATTGTTATTGTGGGCCATTGT
>CL4822Contig1
TTCGGCACGAGGGGACGTTCCTGATAATTGCAGGCCTGCTGGACCTGAGCCGGACCGCAG
CTGTAACTGGCCGTCCCAGCAGCCCTCAGGTGTTCCTTCACCTGGACCAGGTGGATGCAT
CCACGGTCAGTCCTGCTCTTGACACGCCCCAGCAGATGGCATCCTCCTCTTCCTCATCCT
CCTCCTCATCGTCAGAGTCCAGCCAAAGTTCAGAGGGATTTGAACCGCAGCAGCAGCTGG
AGCCTCAGAACCCGGAGAACACGGCCCTGGAGCAGCTGGACTCGTCAGAGGAGAGCTCAG
AGCTCCGCCCACCCCCCAGTCTGAGGCACCACCAGCTGGTTTCCCTGGGAGAGGGAGGAG
ACACTGAAGGGGGCGGAGCTCAGAAGCATCAGGAGAGCACGGAACTAGGAGGAGCCAACA
CATATGTGGGCGTGGAAAATGACCTGGGCGGAGTTGCAGCAGATGAGGGCGTGGCCTCTC
AGGAGAAGCTGCTGGATGACAGTAGGGAGGATCACCTCCACCTGCATGACTACCACCATG
AGGAGGCGGGGCTTGAGCTGGCGCTGTAGTCCATGCGGCGGTTCTCAAAGGACCGTCATG
TAATTCTGCGTGTTGTTGCTTCTAGAAGTGTTTGTGTAACTGTGTGCAGAAACTTAGTGC
TGTCCNNAAATAAAGGAACCTCA
>CL4823Contig1
GGTGCAGGAATACAAACGCGTTTATTTAGAAAAGAGCATTTCAAAACAGGGGAGAGAAAA
GTCAAAGCTGTGCTGCCGTCACATCTGAGCCTGCAGGTAATGTTCATAATTGGCTCGAAG
GACAAACTCAAAGTACGGTTTGGTCTTCAAACTGCTCAGCTCGTCCAGATCCAGCAGCTC
CTTGACGTCAGGCAGGTACGTCTGCAGAGAAACACCTTCCTGCATGAGTTTGAGGAGGAT
CTTGACGAAGATGCTGTCTTTAGCAGCTTCCAGAGGATCATCGTTTCCGTCTGCAGTCGA
CCAGTCGTCCCTCTTGAGAGCTTTGCCAAAGATTTCACATTTTAACGCCTCGATGTCCAC
GGCGTCCTCCTCTTCCATGTACTGCAGCAGGTCCAGAGCCTTCTTGAAGTCGTACTCGTT
GGCTCGTCTGTTGTCGTCGCAGATGTACAGCTGGATGAGGCTGTGAGCGTTGAGCAGAGG
CATGGTGTCCGGGTTCTGCTGCTTCTCCTCCAGCAGCTGCCGGGGCAGAGTCTCCTGGTG
GAGCAGGAAGCGCTCCTGCTCCACGATCTCGTCCACTTGTTTGTTGATCTGGTCGTCGGG
CAGATCTGAGGCCAGCGCCGTCAGCTTACTGAGCGCCAGCAGCGTCTTCTTCTTCACAAA
GTAGCGCGTCTCCGCGGTGGCCTGGCTGTACAGCGTCCTGAAGGCGCTCTGGTAGTCGTG
CACGTGGACGTTGTGGAGCCAGCTCAGGTGCTGGTGGGACTTCAGGAAGCTGGCCAGCTG
CTGGTGCTGCGCAGCCGGCTGGGACAGCAGCTTCCCCCTCTTCCCCTTCTCCATGTACCA
CCGAAACACAAAGTCAGAAAAGTTCTGATCTGCAAACTTGGCCATGTAGTGCTGCAGGCG
GTTCTGGTNGTCGGTCTGCTCGCACATCTGGACCAGGATGTCAAAGTCGCAGTATTTCTC
TGCCAGCGCTGCCACCCCCTC
>CL4824Contig1
TCCTGCAAACACAAGCTTCACTCTGACTCTCTGTTTCTTCTGTCATGATTATAAATGTAC
GTGTGAACGCCCAGGTTCACGTTCCTGCTGTTAGTTACTGCAGGGCCTTCAGGGGGGAGG
GGCTACAAAACCGGGCTGGAGGTCCTGACTATTCTATTTATCTCTGAGGTCACATTATGA
ATATTCTTATTTTTTTTTTCTTAAAAGACTTGAGCTCCTCATTCTGAATTATTTGGCTTC
GTAGCGTAGAGACGAATAAGAGGGGCCGACCTCTGCTGTCAGGAGCTGCTGGGACCTGCC
CCACCCACCGACCCCCACCCTGCCATTTAAAGATGCGCCTATGCTGCAGCAGGAGACCAG
GATGCTCTGCTCCCTGATCTTCATCACACATTCAGCTCAGTTCTTTCAAAAAAAAGCATT
CCTTTGTCTCTATTTATATGTTCTGTCTTCATTACAGGAGCATGTGCGGCGTGACGCCCA
CACGCGGCGTGACGCCCACGCCGCACGCGGTGGAAGGCTCCATTCTGTAGCAGCTAGTTT
TTATGCTGAACATCAAAGATTTCGTAAATGCTGAATCTGACAATCTCGTCGTCTTCGTGT
AAAGTCCAGGCACTGATGTTTACCTGTTCAGAATAAAGATCTGTTGTTGAAAAGACCAGA
AAGTTCCTCAACCAAGAGTTTCTGGTTTCATGTTTTTGATTCTTCTTTAAAATTTGATTA
AAGAAACCAAAACACCAAAAAAAAAA
>CL4825Contig1
TCTTTAATGTAGCGAATCAGCATAGAGCAGAAACAGCTGCAGCAGCTTTTGTCTCTTCCC
TCGTCTTCTGCCAGGTGTCGCCTCTGGTGTTTCCTGAAGTCACACCTGTGGGTGAAGTCC
TTCCCACAGGTGGAGCAGTGGAAGGGCGTTTCCCCGGTGTGGACTCGTGTGTGCAGCTTC
AGACTGATTCTCTGGATGAAGCTCTTCCCGCAGACGTTGCAGCCGTACTTCTTCTCTCCG
GCGTGAATCCTGCGGTGCACGTGCAGGTTACTGGGGTTGCTGAACTGCTTGTCACACTGA
TCGCAGGCGTACGGCTTTTCTCCCGTGTGGACGCTCATGTGATACTTTAGCTTGACGGCG
GAGCTGAACTCCTTCCTGCAGACTCTGCAGGTGGGCTTCTGACCCGCTTTCCTCCCCGTG
TGGATCCTCAGGTGGTTCTGCAGCGCGCTGGCGTGGCTGCAGCGCTTGCCGCAGGTCTCG
CAGACGTACGGCCTCTCCCCGCTGTGGGTCAGCATGTGGTGCTTCAGAGCGCTGCGGTGA
CTGCAGCCTTTGCCGCAGACGTCGCAGGTGAAGGCCTTTCCTCGTCCGAATTCCTC
>CL4826Contig1



GAGAAACTCCGAGAGGGAGAAGCTTCCGGAGCAGCATCATGTCCCTGTACCGCAACTCCG
CCTGGTTCCTGAAGGGACTGACCGAGTTCACCAGGAATGGCTTCCTGACAGCTTCCAAGC
GATTTGTGGAGAAGGACTTGGATGTGTCCGTGGCTGGACGCTCCTTCATGATCACAGGAG
CCAACAGTGGCATTGGGAAGGCTGCTGCCATGGCCATTGCTAAGAAAGGGGGAACGGTCC
ACATGGTCTGCAGGAACAAGGACAAAGCTGAGGAGGCCAGAGCTGACATCGTCAAGGAGA
GCGGAAACAAAGAAGTCTATGTTCACATTCTGGATTTGTCTGAGACCAGGAAGGTCTGGG
AGTTTGCTGAGGCCTTCAAGAAGAAGTACAAGGCTCTCAATGTGCTCATCAATAACGCAG
GCTCCATCATGAGTCAGAGAGATGTGAACGCAGAAGGACTGGAGAAGAGTTTTGCTGTAA
ATGTTCTTGGTATTTACATCCTCACCAAGAGCCTTGTTCCTTTGCTGGAGAAGAGTCCAG
ATCCCAGAGTGATCTCAGTGACCTCAGGAGGAATGTTGGTGCAAAAGCTCAGAATAGGAA
ATTTACAATCTGAGCGCGGTCGCTACGACGGCACCATGGTCTACGCCCAGCACAAAAGGC
AGCAGGTTGTGATGACAGAGCAGTTTGCAAAGACTCACACTAACATCCATTTCTCCGTCA
TGCATCCTGGCTGGGTGGACACTCCAGCGGTAGCCAATGCCATGCCAGACTTCCATCGCT
CCATGAAGGAAAGTCTGCGCTCTCCGGATCAGGGGGCTGACACGGTGGTGTGGCTCGCTA
TCTCCGAGGTTGCCATCACAAACCCGAGTGGACGTTTCTACCAGGACCGAAGGGTGGTGT
CCACCCACCTGCCGCTGGCGTGGACCCACAGCTCCCCTCTGGAGGAGCAGAAGTTCATGT
CGCTGTTGGAGGAGCTGGCCAAGAAGTTCCAGCCACACTAAGCCTGCAGGAGGCCCCACC
AGCACTAACCTGGACTCAGAGGTTCATCACAAAGACTCTGCAGAGGGGGGCTCAGCTCCA
TCCTCCTCACACCTGATGGGGACTCTGAATGCTTTGGAAATCCTGCCTTCCAAAAGCAGA
ACTTACAGCTGACATGTGATGCTCTCTAACTATCAGTGTGGTTGTTGCTGTGTCATTGTT
GGGCTTTGTAACTATTATAGGTCAACATAACCATAACAGGCTTGTACGTCTGAGCGTAAA
GCTGCTTCTGAGAGAAGACCCCGCCCACTCAGTGTCGCTGTGATTTCATTAGCAGTCATC
CAGATGGGAATCTGATGACCAAAATCACCTCCATCTCTTCGCCTCGTGTGGGTTCAACGT
CATGTGGTGCTCTGCACGCTTACGAAAAGAGTGTCACCTTACTGCCATGTGTGTGCGTGT
GTGTGTGTGTGGGGGGGTCAGCTTATTGTCAGCTCTGTTGTTCAGCTTCTCTTCAGTCAA
AAATGAACCCAAACTGGACATGCTTACTCTATAAAACACAGCATCTATCACCAATTTAAG
GTTCTGCCGCGCACCTCCCCAACGCTCGC
>CL4827Contig1
GAGAACCAACATACTTCCACTCAAGCTGATGGATGCCATACTAGCTGAGATAAAGCACCA
ACAATCTGTTTCCAGTTCAATAAAGAAATGAGCACTTAAAGAAAAAAACGTGTGGTCCGC
TCTAAAAGGCAAGAGTCCCCCATCTTTTAAAAGCAACTTCAATTTAGCTTTACGTAACAG
GTCTTGAAATTATTACCGTAATGTTAAAGATTTAGATGAATGAGATGATGTGTAGGCACA
GAGTGAATTAAAAAACAGGTTTTTCATAGACAGAATCCTGTGAGCTTTAAGTGCTGTCCA
ACGTCCCTTTGATCAACACAAAACTCCAAGTCACTGACCGACAGACGTGCTGAAGAGCTG
CCGGTTCAAGCTGCTGAGGAAGGAGAGTTAACGGAAACACGGACCAAAAAGGGGGCTGGT
TTTCAGGGCTGTTCTGGCAGAAGAGATGGGAAGTCCTCTTTGGGAGGAAACATCTGAGAA
GTTCACTGATTGATGGAGTCATTTGAAAGAAAGCAGTCATCATTGGTCTGCAGCAGCTGC
TGCCATGGGAACGCGCATGGAACCTCGAGCAGTGGCCGCCAGCTCCTCGATCTCTGTGTT
CAACCGTCTGATGACCCACTCCATCGCCTCCCGGCCCTTGCTGGCATTAACAGAGATGGT
ATTCGCCATCAGACCCTCAAGGTAGTTGCTCAGACTGACACCCTTAACACTAATGAGAGC
CTCTTGGGTCAGAACAGTCTTCTCTGGATCTTGTGGATGTGGTTTATACGTCAGCTTCTC
ATCCACAGATACCAGGTTGGTGAATGAAATATTAGTTGATTGCAGCTCAAACGTTCTCTG
GTTGGGGTCCACTACTGAATGTTCTTGAACATAAGTGCATGTTCTTGTGACCCCAATAAT
AGATTTGGCTATAGCAGGGAGACCCCACTCTGTGCTGAGCAGTCTAGTGCTGTGTAGGCG
TCCATCAGGGTCAACCTTTCTGTCCAGAACATCCACACCAAAAACACCGGGGTTCATGGG
GTTGGGGTATTTCTGCATCGCGGCCTTGGTAACAGTCTCCCATGGGTGGTTAAAAATGTG
CTCTGACGCCCAGATCTTCATTTTATCCCCCCTGGTTTGTCGGTCACAGCACGGGAGCCG
GTGACCTGATGACAGCGTGACCGGCCCCGGCCATA
>CL4828Contig1
TCGGCACGAGGGCGGACCCCCTCGACAGCCGGTCCCCCCCAGGCATCATGGCGTTAAAAC
GAATATCTAAGGAGCTGACAGACCTGTCCAGAGACCCTCCAGCTCAGTGTTCTGCTGGTC
CTGTTGGTGAAGACATGTTCCACTGGCAGGCAACTATCATGGGCCCTCCCGACAGTCCCT
ACCAGGGCGGCGTGTTTTTCCTGACCATCCATTTCCCTACAGACTATCCGTTCAAACCTC
CGAAGGTTGCCTTCACTACCAGAATTTATCACCCAAACATCAACAGTAACGGCAGCATCT
GCCTGGACATCCTGAGGTCTCAGTGGTCTCCCGCTCTCACCATCTCTAAAGTTCTTTTGT
CCATCTGTTCTCTGTTATGTGACCCCAACCCCGACGACCCACTCGTGCCCGAAATCGCCC
GCATCTACAAAACAGATCCAGTCAGGTACAACAAGACAGCCCAGGACTGGACCCAGAAGT
ATGCCATGTGACCCGCAGCCTGCCGGATTCACCTGGTTTCTCACGTGGCCACGCCCCCTT
ACCTTTGTCCCGTCATCGCCTCCGAGTTCTCCGTTCGTCTGCTGGATCAGTGCAGGGCTG
CGGCGGTGTCACTGCTGAGGACTCACCTGTGGGAGGACACCGCGCAGCGGGCCGTCACTG
ATGCATGCGGGCCGGTCCAGGTGCTGGACCGTTTGGTTTAGACCAGAGCCGTTTGTTCAT
CCCTCGTCCACGGTTCTCCTGCTCCGACAGAGGAACCCGGCTGATGGCCTAATCGCTCTG
AGGTTTCAAAAAGC
>CL4829Contig1



GGGGGCTCCAGTGATGCAGCATGGGAAAATGAGTCCAAAGACCCTGACAAGTATCTGAAG
AAGCTGCACACGCAGGAGCGCGCGGTCGAGGAGGTCAAGCTGGCCATCAAACCTTACTAT
CAGCGCAAGGACATCAACAAGGACGAGTACAAGGACATCCTCCGTAAAGCCGTGCATAAG
ATCTGTCACAGCCGCACCGGAGAAATCAATCCGGTCAAAGTCAGCAACCTGGTCAAGCTT
TACGTCCAACGCTACAAGTACTTCCGGAAACACGGACGCAGGATGGATGACGAAGAAAGA
GAGGAACGGGAATCGGGGGGGTTGCATCCGTCTACCTGAGACAAACGGCGTGTCGTGGTT
CAGACCTCCACTCACAGCTCTCCTTCTCTGTCCTTAAAGTTTACTCTGTCCATAGTCTGA
TCTCCTCTGTCTGCTGTAAATATGTCTGATGTAGAAACCACAACATGAATGCAGCCTTCG
GGAAGGGAGGCGCAGGTGAGCTGCATGCCCACAGCCCCCCAGCGAAGATCCACATGTGCT
TAAGGTCATACGGTGCCGACACACGTCAGGCACACGCGGGCCGTGGGTGTTCAAACCCAC
CGCCGCCAGCGCAGAAATGAAGCCGAACACTAACCTGTCAGTCTGTGAGGAGGCAGGGGC
CGACCCCCCCTGCTGTCCGGGAGCCGCAGAGACGCTCAAACCAGTTAACCCTCTGAGTTT
CTTATTCTGTCTGTGTACGGTGTGCATGTGTTACCGCGGCTGAGGAAGGTGGCAGATGTC
TTTATTAAATAACGACCTACAAATATAAAAAAAAAA
>CL4830Contig1
GTGTGTTACACACAGTTTAATTAAAAAAAAAAGTTTAGTTTGTGATTTTAGTTTACTGCC
ACAAAAAGCTTCAATCCATAAAACTCACAACAAAAAGTGTTAAAATGTTACAGAGCAGTG
CAGTTCAAAGCAGAACAGAACTACAAACTTTACAAAATTAACAGTTCGAGGTCATTTTTT
GTCTCTAGCGCCCACTTGTGGCAATAAGAAAGTTTTAGAGGAGTTAAGGTGCTAAATGTC
TTCCTGTTTAGGGCTAAAGCCCCACTTCCATGAAAAGGTAGTTTCTGGTGTTTTTAACAT
GTAGCACTTTTCTCATGATTGAGGACGGCGTGATTGTGACATAGAAGATACGCTGGGCGT
GTCACAAGCTCCCTACTCCGCCCCAGTTGGAGGCATCCACGTGTAGACGACTAGATCCAT
GAACGTCTTCATATTCCTCGCCATTCTTGTTGCACCAGGAGTTAGGTTTGGGGTGTGAGG
GGCTGTAAGCTGGCAGGAGACCATGTAAACAGAGACTTATGGGTGATGGGTGTGTGTGGG
GG
>CL4831Contig1
GTGTGTGTGTGTGTGCAGGCACACAGGTCAGGTGACATCCACATTGGGTCGCCTGATTGC
TCTGGATCCTGGTTTTTATTGCAAGCTGCCCTCCGTGTGTCAGTAGAAGCAGACAGTGTG
AAGGAACGGCCTGTTACTCTTGTCCTCGAACTCTTGCAGGAGCTCATCGATTTCGTTCTC
CATGTCGTCGGTGTGCTGGATACACTGACACAGCTCACAGATGAGAAAGGCACCCAGAGT
GGCTTCCTCGTGGTTGTCCTGAATGTCTACGTTGATCACGTGCACAGGCTGCATGGTTTC
CTGCTCTCTCGAGTTCAGATCCTCCAGCACTTGGTCATAAACCCTCTCCTCACAAGTGAT
GACCAGGTCAAACTTCTCCTTGCATAGCTGGAAGCGCTCCGGCTTGGACTTGATGCGCTT
GTTGCGGTCCAGCATGTGCAAAATGCCGTTCTGTGTATATAGTTCCTTGTCCTTGCGGAC
CAAGTCGTTGTACATCTGTTCATAAGTGGTTTTGAAGTCGTACACATTGGGCTTATCCGG
AGCCGGACCAGGCAGCTTTACATGAGACCCCGTCCCAAACGATCGCACTTCAAATCCACG
CTTACTGAGGATACTGTGCGCTTCCATACTGCGGTTCTGGTTGCTCGAGCACACAACCGC
CACACGGAGCGGGTGGCTCGGCATTGCGACTCTTCAACTGAAACTGAACGACACAAGTGT
CTGGAGCTAAGACGAAGCAGTTACTCAGACTCCTGTAAAAAAACACAAAAACCAAACAAA
TTAAGCTCTTTCTGATCAGGTAAACTAGCTGGCGGTTTGACAAGCAGAGCTACGCCACGG
CGGCGTCTCCCGTGGAAGCAGGAAGTTAAAATGGCCCCCGGCCATAATGCCCGGGTTTAG
CGGCGC
>CL4832Contig1
CCTTTTTTTGGTTGTACCTTTGACATAAGGACAAACATCCGATTCGCGTCAATCAAGACT
CAACCGCCACAGTGCCGTTTCTGTCACAACCCTTCAGAAACGTTTATGCAATAAAAAAAA
AAAAATCACATCTTTATTAAAAACTTTGGTATCAAAAACATTCTGTCCTGTAAAAAGCAA
AAAAACGCTTTCATTGGTTCCACATGTGCTTCGTTTTTCCTCTACGTTGTTCTGCAACAT
GAACCCGAACAGGAGGATTTCTCCCGTTTGNGACCACCGTTCAAAACCAAAAATCCGCTT
TCAACACCTCAAATCAAAAACAGACTTTAGGAAGGTTTCCGGNGAAAAANAAATAAAAAA
ACAAACTAGGNGGCAAAGCCAACAAACTGCATTCTGTTACAAAAGCAAACTTTTATTTTG
TTCTAGTCAAATTGTAGTTTAGGATTGTCGAAAAATGTAAAGTTCTAAATCAACAAAACC
CCATTTCCAAATTAAACCCCAAAGTTTGGTTTTGCCCTTTTGGCAGGAAAAGGATGCACA
GCAACCACAACCATCCTGAGCGCCAACGCACAGGCTTTGTGGGACATAAAACACACACAC
AC
>CL4833Contig1
AGGGGCCCATGATGAGGGAGATCTGAGGGACGACCCCTGAAGCAAGGACGTTCCTCAGGA
AAATATCGGCATAACCAGCCAGGGACTCCACTCCCTCCTGGATCCTGGCTCCTCCGGAGT
CATTCAGCCCGATGACAGGAGCGCCGACCGTCATGGCCTGGTCCATTATCTTACAGATCT
TCTGTGCATGAGCTCCAGACAAGCTTCCACCAAAGACAGTGAAGTCCTGACTAAACACAT
AAACCAGCCTGCCGTTAATCCTGCCACGGCCTGTCACCACGCTGTCTCCGGGAAACTTGT
TAGTGTCCTGCTCCATGCCAAAGTCAGAGCATCGGTGCTCCACGAACATGTCAGTCTCCA
CGAAGGACTCAGGATCCAGCAGGAGCGCCACCCTCTCCCTGGCTGTCAGTTTACCCTTTT
TATGTTGTGCATCTACTCTCTTCTGACCTCCCCCGATGAGCGCCGCCTTCCGTTTCTTCT
CAATTCTCTCCTTAACGGACAGGTGGCTGACCGAGTACCAGCGACAGGCCCGCGGGACGT



GACTCTGCGGCCCTGACGCAGGTGTTGCGCCGCATTTTACTTGCGCTAAAAGTCTGAATG
AGCCCCTGAAGCTGTTTATCAGCCCGCAGCTGCTACGAGCTACACCGAAGGCCGCCATCA
TTGTCCTGCCTGCTCTGAAGGCAACCCCCCGGCCATA
>CL4834Contig1
GGGTTGACCAAAAAGAGATAAGAGCAGGCGCTCTGAATGTTTAAATGAATAAAGCCTTGT
CCAGAACTTCATGGAATTAATGTGAGTAAAAGGTTATGTTGAATAAACCATATAATTGAT
TTTTTTCAACCGTGAAAGTTGCAGACATAGTTTAGGTTTTATAAGTTAGCGAGCATGAGT
ACATTCAGACTGCAGCAGCTGAAAGGTCATATTTCTCCTGAAAATAAGATCACAACAATG
GCCAGCTTAGAGAGTCCGCTGACCACTCATGTGCTGAATGTCGCAATGGGAGTCCCGGCA
TCAAATGTGACTCTCAGACTTTATCGACAAGATCCTTCCTCAAAAACCTGGCAGCTATTA
ACTACTGGGATCACTAATGCTGACGGGAGATATCCTGGTCTCATCACCAAAGAGCTATTC
ACAGCTGGTGTGTACAAACTGCATTTTGAGACTGCTCAGTACTGGGCAAGTCTGGGAGAC
ACTTCATTTTACCCTTATGTCGAGATTGTCTTCACCATAAATGACCCAGGACAAAAGTAC
CATGTCCCACTGCTTCTGAGTCGTTTCTCGTACAGCACCTACAGGGGGAGCTAGAGATCA
ACGCTGTGTGACATCAGGATCACCGGAGTGGGCATCTCTGGAAATTCATGGAAGTGCCAA
CCATTGAAAGAACTTCACCGACTTTTTGTCAATGAAGTTATGCAGCATTTTGAATGATTC
AAGATAGAATATCCAATTATTTCAATAAAACAGAGT
>CL4835Contig1
TTTTTTTTTTCTAAGCCTTAGTGGCAGTTTTACTCTGCACAAGAAGCACAGATTTGTACG
AAGGGTTACAGATAGATGAACAGGTTGNTGCATCAAAGTCCGAACAACGGAGNTCAGAGA
TGGGCTTGGTATTCAAACCCTGCATNTGCATATTCAGACGATCATCCGATAGACAACGAT
GTGAAAATCACACCCACAGATTGTTGCAGGCTAGGTGCTCGAAGGTCAGGGAGCTTCAAG
TGTCAGATCTCTCTGAGGTTATCACAGACATTTACCAGAGCACATACACCAGCACACACA
AAGATGAAAAGGGAGGATGCTGGAGGAATGTTACGAGACAATAGTCTTGGTTGTGCTTTC
TTCAAATGTAATATAATTTTTAGATGATAATACATAGTGAATCAAGTTTAAACCATTAGT
GTAATAAAAAGTAAAAGTTAGTGTAATAAAAGTAAAAGGGAGTTTCTAACTATTCTGTTT
CTAATTATTCTTAACATACCCCCCTGTTTATAATATCAAAATTATATATGGAAAGTCAGC
AGAACACTTCTCATCATCAACCATGTACCATTTCACGATGATAGTATTCAGTATAGGCAT
CATATCGGCTCTGCATTGAAAACAAAAGTGTATAGGTATATGTAAATACACAAGAATACA
TAAAATCAACGTGAATAAATGAACACAACACAGGCGGTAAGAGATGCATGTGTGTGCAAG
CGAAAACCTCCCAAGGCAAAACTTATACCATCTGTGTGAAACACTCATTGAGCAGTCAGG
GAGGACAAAACTCTGCAACGACCTCGCGCCCCTCGGCGGCCATCCATAAGGATACGCATG
CATCACCAGTCCCTACCTCGGCACAATTTCGTTAATTAAAGTTACATAGAACAAGAAACA
AAGTTGGAAATAAAGAAAATAAAGAAATTCAAATCAAATAAAAGATATACNACAACAAAA
AAAGAAAAAAAACACTCTTAAGACCAGTTTCAACCACGAGCGGATGCGATCCCGGTAAAT
TGTAGCCATAGTGTTGATAAAGGGTATTGACATACGTTGCACGGCCTGTCAGCATCTTGT
CAATCATTGATCTGATA
>CL4836Contig1
TTTTTTTTTTGTAGAAAACAGAACTATTTAATAAATAAAAGCCATGGACTTAACCAGTTA
ACACAGGACATCCTGGAAAAAAAACAAAAAAACACTAAACTTTACAGCACCAGCAGCTCA
CCAGGAAAACAGAGCTCCTGTCACGACAAGACTTAAACTTGTTTCTAGAGGACATGAAAT
GAATACAAATGTTTGTGCTTATTTACTGATTAATTACATACATAAAGCTTCATTAAATAT
GATTCAGTGAGCCCGCGTGGTCAGATGGAGACGTCAAGAGTCTGGAGCGCCATGACAGCA
GAGCGGTCTCTCTGGTGCGATCGTTTCTCGGTCCATCAGCTGACTTCCTGTAATCGCTGT
AGAACGGCAGACGCCACCTTCCGGTACGCCTTGGCCTCGGAGCTGTCGGGAGCAGAGACC
ACCACCGGCTGGCCCACGTCCGACGTCTCTCTGATGCTCAGATGGAGAGGAATGTCACCC
AGGAAGGCGACTCCCAGAGTTTCAGCGACGCGCCGGGCCCCCTCCGAGCCAAAGATGTGG
GTCTGGTGGTTACAGTTGGGGCACTGGAAGACGCTCATGTTCTCCACCAGACCAAGAACC
GGCACGTTCACTTTCTTGAACATCTCGGCTCCTCTGCGGGCGTCCAGCAGAGCGATGTCT
TGTGGCGTGGACACGATGACGGCACCTGCGATTGGAATGTTCTGGGTGATGGACAGCTGG
ACGTCACCTGTCCCAGGGGGCATGTCCACCACCAGGTAGT
>CL4837Contig1
CATTTGCAGGGATGTTAATAAAAACCGAGCATCGTCCCTCATTTTATCATTTCATTTTAA
ATTAAAAAAATGTACAAAAGTGCTTAAATGGTGCAAAGAATTAAATGTTCTATAAAGGTA
GGGGGCGGGGCATGTACAATAGATCCACGTTCGTAAAAAAGCAGCAGACAGGAGAAGCAA
AATTACACGGCAGAAACATCCAGGACTCCCTCCGACCAAAGATGAGTTAATAAATATTGT
TTAAATTACCCACAATGCTCTTGGGCAGCTCCGTGAGCTCATTAGTCGGGTTTTAAAATC
TCCCCTGGAGTCTACGGACACGCTACGTGTTACAGGTGTTCTCCCGCCGTTCCGAACTCA
ATCCCAGACGGATTAATGGCACTTTTAAGGAAAACGTCTGCAGAGGTCGGTCACCTGCGC
GGCGGAGAAGATGCCGAACCCTCCAGCGAGATGTGGTTCCTGCCGGCGCTCCTCTCCCAT
CCTGAAACAAAAGCTCCCAGTAACGCTTCAATAGCTTCGTACTCCACATGTGGGCTGGTC
TCCCAAAGCTGGAGCTCCGGCGGTCCTCCACCGTGCGGAGCGGATCAGTAACTGTTCTCG
TGTCCAGCTAAGATGTAGAGGTTGCTGTGGGCGGTGGGGTTGTCGGTCGGCCGGCTCTCC
AAAACAACCACCCTGTGAACAAACAGGAGAGGGAGTCAGCGGTGAGGCTGTGACGGCACC



AGAGGACCAAGAACCTCCGTCTGCAACGATTCTGCAGGTTACTATGACAACATGAAAGCT
TCTCCATCACACAGATCAACCATCTCAGATGATTCGCTGAGAACGACGTTCAACTCCCCG
TGGCTCTGTAACCAACTGTCCTGCAGACGCGCTAGACAGCTGCAGAGAAAATCAAGAGGA
ACGGTGGTGGAGGAGTCATGGTTCGGGCTTCCTGTGCAACTCAGTGGATTAACTGGACGA
CAACGGTCCGTCACAGGAAGGAAGTGGTGCTGCTGTGATGGACACGCGTGCCGTCAGGAG
TAAAAATGAGGGCGTGGCTCTTTGACATGTGACCGTCCCATCCTGCCCTTAAACCGTCTT
TTTAGCTTATTTGTACATTTACAACAAAGGATTCAAACGGCTGAAAACCAAACAGCCGGG
TCATGTGACGTCCGGTCCATCTCACTGGTGGTTATGCGGGGGATGACTGAACGAGCGGGA
AGAAAATCTGAGAGCGGGAAGGGGAGGGAAGTGTCCTAGCAGCGGGCGCCGGCGGTGGAG
CGAGTCACCTTCACTTTCAGA
>CL4838Contig1
GTGGATCGAGAAAACTTCCCTCACTCTTTTCCTTTTAAAAATGACAAATTTCTGTTGATG
TCCGCTTCCCCGTCTCATGTATGCCACTCACTCAGGAGACAGAACCTCCGTAAAGAGGCT
TTTTTGTCCCTTCCAGGCTGCACTACTTTAACTCATGCAGCCCTTCAGATCTGCTCTATA
ACCTCTGGGAGTGGAAGATCTGAGACGTTTCTCAGGAAAGAGAAACCCACTGTGACTAAC
AGTCTCTGCAGTGAATTCTCAAACTCTGTAGAGCTTGGGACTGGTGTCATTTTCAGCACC
TATCACTCGAAGACTGAAAAGGTAGAGACGCATACAAATAATTTGAAGCGCTGTTTTCTC
AGGAAGCCAGGACTCCCTGTGTTTTGCACAATACTAATGGCTGCCAACTTCAGCTCTACA
CACTACAGGGTTAGACTGCTGCACAACCAAAGCTCCAAGAGTGGCACCACTGTGCCTTTT
AGAAACGACCGGCAGAACACTCACCATGAGGCTGAAACCCACTTGACTCACACAGATGCT
CAGGGCCGAGCTTGCATGGTGGACGTCGGGGGAAAAACACCAACACGTCGAACAGCTACA
GCCTGTGCCACAGTGCTGTTGGGCCCGACGGCCTTCCGCTTACTTCAAGACAACCGGCTG
GTTAAAGGAGATGCTCTGACTGTGGCACAGCTGGCAGGCATCATGGCTTCAAAGCAGACA
TCAGCACTTATTCCACTGTGTCACCCCCTACCTTTGGAGCATGTTTCTGTCGCTTTTGAA
CTCGATGAGCTTCACAATGCTGTCATCGTCACGACAACATGTCAGACAACAAGTAAGACG
GGGGTGGAGATGGAGGCACTGACCTCAGTCTCTGTGGCCGCGCTGACGGTCTATGACATG
TGCAAGGCCGTAACGCCTGATATCGTCATCACAGATATAAAGCTAGTCCATAAAACAGGG
GGGAAGACAGATTTTCATCACAAAGAATTCAAGAAACCATAAACTAATCCATGTTTTATG
TAACCAAATCTGTATTTTTCTACAAACACAAAGATTAAGTAGAAAATGTCAAATAATAGA
AATACAGTTTTGGCTGTAACTACTGGTAATCTTCTGCCAGCACATTACAAAGTTTGCTTT
TGTTTTATAAAATTAGAAGTTTTTGTCTTCTAATAAGCATTTCCGTATCAAACATATTGT
GTTTTGCTGGCAGCTGCTGTTATTAAGACAAGTACAACATGTGTTAAAGATTTCATTTGC
CTTCAATAAACACAA
>CL4839Contig1
CATGTGTTTGGCATGGCTGTGGGTTGTTCTGACCCATGTAGGAAACGACCCATCTCCTTG
TTTTGTTACATTAAGCCCACGCCTGCATTATTGGTTAAAAATATATATATAAAATATATA
TTTAAGTCAAATAACTCAGGAATACAAACTGCACACTCATTTCTGCAACAGACTGGTTCA
GAATATTACCAAGATTGAATGTGTTCTGGATTTTTCCCCGTTCTCCATTAAGAAAGTCTA
CCTTTGTTTTTAGTTTTTACCTGTTACCAGCTGTGTTCTGCTGCTGCATTCCACACGGTT
TCTGAGGAAACGCATCAAGAGTTGGACAGATGAAAGATGTGCCGTGTAGATCACGCCCAA
CCCTCAGACCACCCTGAGCTTTGATGATGGGATCCGATCCCGTCAAGCTTTTTCTCTTTG
ATATTGCTGTAATGTGCATGACAGAATACCGTGGAGTGGTTCCGCTGGGTGACTAGAAAG
CCTTCAAAAACGTCCCATCTTTTCATGTCACTGTTTGTGTTGTCTCCCACTGCATCAGCG
CACAAGTCCGATTTCAAGACGCACACGGCCCGTCTGGTTGGCACTCACTCGGATTCGATG
TAAAAAGGTGGTTTGTTGGGTCACAAAAGCGGCTTTAATCTGCTTTAAGATGCTCAGCTT
AGGAAATCTGGAGCCTTAGATTCTGCAAAACAGTTTGTCCGTACATGTTTGACTAACACA
GTCGTCTCTGTCTAAAGCGGCCCTGGTCTAAGAACTGAACCAGCCTGATTCTGGTCCTAT
ACCTTGCTTCATTAACAATGGTGGCCGGGTTATAAAGTGATGCACTGAAAGCATGCTTTG
GTTTGGTTTCCTTTTCTCATTGCAAGGGTGATTTTGACAATGTAAAGTAATTTGTAAACT
TGCATCAAGTTTA
>CL4840Contig1
AGAAAACGGTCAAATCGGGACTTTAGGTCCAGCAAACCCTGGATGTAGTCCACAGGGTTC
TTCCCTTCTCCCTCCTCTGACACCAGCGCCTTCCCCTGCTCTCGTAGGTATGCGCTCATG
CACTCACACATGGTCTTCAGCCCGTTGGGAACCCGGCTGAACAGCTTGTACATGCACGCC
AAATCATCTGTTTTGCCGTTTTTGAGCATGTGAACCAGGCCCGAGTTCTCCATCTCTACG
ATGGTCTTCATATGTTTAGAAATAAGTTCACGTTCCACCACCTTGACGATGGGCTCCTCT
GTGGATTTATCCAGGCAGTGCATTACCCGCTCAATCTCCTCATTGATTCTGGCTTCTACT
TTCTTTATGTACACACTGGCACTGTTTTCTGCTAGGAACTTCTGGCTCTCCATCTGGAAG
AACTCTGCAGACATTTCCAAGAAGGGTGCTTCAAAATCTTCTTCGTAAACAGATCTCCCT
TCAAGGCCGAGGATCATCAACATTTGGCATGCATTTCTGATGGCCCCTCTGTCCACAACC
TCCCCCTTCCTCTCTCGTGCAATCATGTCAAGCAGCGTCTGTCGGAGATGATCTCTGATG
CAGCCGTAGCGAACCACCTGATCTCTAAAGATGATCAGCCCGAGGTTGTAAACGTTCTCT
ACGTTGTTTTGCTGTACATAAACACGATCCATATACATCAGGATGTCTCTGATCATCACC
ATTGCTGTCTGATGGTCATTCCAAGCCTGATTTAAGGTTTGAAGGAAGTTATTGTTTAGG



GAGTTCAGCACATCTTCTCGCACCTTGTTGATAAGGTGTTCAGTGACCACCTCCCGCAGG
CCAGTGTACAGCTTCTCTCCATGTTTGTGGAGCACCATTGTGTATGCGTTTCTGTAGAGC
TCCTCAAAGCTTAGGCCGCTGTTGTTTTTCCTCTGAATTTCCTGTATAGCATTCTTTAGA
AGATCCCAGATGTTGTTTACATACTTCTCATCCATTGTCATAGGAAATGCCCGTATCCTC
ATTTTAGTGTCCTTCTTGGTGCCGCCTTTGCTGAGATTGGACATGGTTGCCTCGTCCGTG
GGCTCTGTAATCACATGAACGTGTTCTCCAGGGAGGGACAAGGCTGACCTCTGGTTAACG
GAGCAGCCGACGATTTTTAAGTCGACCTCGTAGCCCCGCGTCCCTCACCACAAGTTTATT
GTTGACAGACAAACGCAAAGCCCTATGCATGAAGCAATGGCGGATAGCTTTTAGATCTC
>CL4841Contig1
GTTTTTTCCCCTCCTCTGCATACGAAAACGGTTTCGGGAGAAAAAACAGAAAAGTTTGTT
TTGGTTTTTCCTGCATCGGACCTTGACTCAGCCAGTCTTCCAGCAGATACAAATTAGGAA
CGGCTTAGCAATGCCCGTACCACGTAGGATTCTGGGTAGAGCTTTGGCATTTTTCGAGTT
GCTTGTGACGTTCGCCGATGCGCATCGATTCCTGAGCCAAAACACAGCCTCGCAGTTCCT
GAGGAGGCACAGGAGGGCCAACTCTTGTGTTTCGAGGAGACCAAGGCGGGCAACTTGGAA
AGGGAGTGCATAGAGGAGCTATGCAACAAGGAGGAGGCCAGGGAGATCTTTGAGAACCAG
CCTGAGACGGAATACTTCTACCCCAAATATGTTGTGTGTCTGGGTTCCCACCGAGTTGGC
ATCAGCAATGGGAACTCGGGGTCAGACATCCCATCAAACCTTCGCACCTGTGTTAAGGAA
ATCAGTAACCAGTGCACCCCGTTTCCATGCTACAAGGAGGGTTCAGAGGGCTGTGTTGAC
GGCCAGGCTTCCTTCACATGCGTGTGTAAACCGGGCTGGAAGGGGCGGCTCTGTGAATAT
GACATTGACGAATGTTCCGATCCAGATTTTCCAGCTGGATGCAAACACAAATGCAACAAC
ATTCCCCGGAAGTTTCCTACTGCATGTGCGAAGGAAGGCTACTTCCTGAATGATAAAACC
AACTGTGTTGGACATCAACGAATGTTTGCTGTATCGAAGTATCTGTGAAGAGCCAGCCAA
ATGCGTCAACACGCCTGGCATGTACGAGTGTCAATGTCCGCCGGGGTTTAAGTATAACTT
CACCTCAAAGTCCTGCGATGATGTGAACGAGTTTGAGCGCGTTTTGTGTGATGGGACATG
TGTGAACACAGTAGGCAGCTACACGTGCATCTGCGATGGTCGCGCAGGATTGCGCCTGGC
GGCGGATGACCGATACTGCGAGACAATTCCCATCTGCGTGGACCTGAACGACTACAAACA
TCCTGAGATGCTTTACCTGGGGGAGCTGTTTGCGGGTCGTCCCGTCATCTTGCTTCATTT
CCGCCTACCTGAAAACACAAAGTTTGCAGCCGAGTTTGACTTCCGGACGTTTGACCCAGA
GGGAGTTATTCTGTATGCGGAGTCTTCCAATCATTCATGGTTCATGTTAGGGCTGAGAGG
AGGCCGCATTGAA
>CL4842Contig1
GGTCGTACTCGTGGGTTACCGACGAGTCGATGGTCCCCGTCATAAACGACGATGGAGGTT
TGCCTCATATAAGTACAGTCGGTGAGGCTATGAACCCTTCCACCCAAGGCAGGGTGCTGA
CTTGGGATGAGCTCTTCAAGGCCAACGTGCCGCCGGACGCACAACCAGGGTCCAACATGA
GCTCTCCTCCGCAGGGCGCCACAGAGTTTGAGTATATTACACCAGAGACCTACTGAGCTA
CAGTCATTACATGCCTTTCAGGTGCTTCTATCATTTTACCGTTTTACATCAACTTTTATT
TTCTATATTTGTTGATGGTCACTTAAGGTACGGTTGAGTTAGTGTACATTTTTTTAGCAT
CTTCCAGCAGGAACAGCACTTCCATCTGTCGGGTCCACTTCAGTAAGGGGCTCTTAATAC
AGTAAAACACTTTTTTAGATTAACTGAAGGTGAAGTAAGATGTAGTTATTGGTAGTTTGT
TAGAAGAGAAACGCAACCCTTTTATTGTATTCCAAATTGTGCTGCGAAAGCCTTAATCCA
GTAGGTTATTGGATTTATTTAATAAGATTTGGGGTTAAAAGATAAACAGATGAAATTATT
TAGTTTGTATTCTGTTTAGAAGCACTAAATGATAAGTTAGTTATCAATTTGACTTTGTCA
AAAGACGAGATTAAGAAAATGACTCTTATTTTGAAATGATGCCTTTTAGGCATGAAAATG
AACCAGTGTTGGATTATAAAAATACATCATGAAGTTATAACTTTTAAACTATGAGAATTT
TTTGGGGGTTTAACATCAAATGCAAAATTATTCTCAATGTTCTTTTTTTTCTTCTCGTTT
AATCATGAATTAGACTCTACGGCCTAAAACTGATTCAGTAAAATATTACTGAACAGAAAC
AGGATTATTTATTGAAATGCTCTGAAACCTTTTTTTCGTGGCACTTTTTTCTTTTTCTTT
CGGGGTTTAATTACTGAATTCATTTTTCTAAGTAATCATGCAGTTTCTCAAACCATGTCA
TTATTTTTCACCATATATGTTGTTTTGTCTGCATTGCTATCCAGCTTCTGTTTAAGAATG
TGAACTTTGTTAAGAAATATATTTTTTTATCCAGCCCCTGTTCCAGCTGAGGCAGGGACA
ACGTGCAGTCAATAAATTTCAAGTGGCTTAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
CCAT
>CL4843Contig1
ACAATTTCCAAAGATATTTTACATAAAGCAATACTGACTCCCACAAGGGAGTATTTGTTT
TCTGGACAAACTGAGCACAAGTGCAAACGCTGCAGCTTTTTAACTTTAACAAAATGTAAA
AAATTAATAAATGAAGGTTAAAAGTCTAATCCCAATTGGACAATCCAAGACAAAAACCTA
AGATCAAGGAGTGCAAAGAATTTACCTAACATGCATTATTAATTCATTTAGGTTTCTCTG
TGACTCCACAGTTGTGTAACAGGTCCGTTGTAGTTGGAGTTAGTTTCCCTTTTAAAAGAT
ACATTTTTATTTGCATCAAATGGATTTGAACACTTTGCTGTTCAGGTAATTTGTGTAATC
AAAGGAACAAATCCCATAATTTGATTTTTCACCCACACATTTTTTTTTAAAGATTAAAAG
GTTCTGTGTAAACTGGCACACATGCAGCACATTCAGTGGTAATTCCTGTCAGCATAAAAA
ACAAGAAAAGGAAGAAACAGTGGATCAAACCATTTCCCTTTAAATATCCNGCAAAAGAAA
GTCAGTTCTTTAAATATATTTTCTTAAAATTAAGCGGCTCCCTCAAATGGTTTTATAATT
TATAAAATACTGTACTTAGTCAGTTTAGACTCAGCATTGTTCTTTCAAGTTCTTTCAGCT



GTGACTCATTGGTTTTTGGCCTTCCGTCTCTGCGTGACCCACAGCAATAAGGACATCACG
ACTGTAGATGCTGCAAGAGGTCCAAACACAACAAGTGCTGGGAAATCCCCCTGCCGCAGA
CACTTGTATCCGTAAAAGTTTTCAGCACAGCTGCACTCACTGAAGCCAGGGCCATACGGG
GCACAGAGGGAGTTTTCCGGACAATAAACCGACAGATGTCCAGTCTGGTTGCACATGTTT
TTCTGCCCCTCACAAAGACGCTTTCCCTCTTTGAGTTCCACCTTTTCCCAAGACGTGTTC
CCTCCAGGACAAGCAACGTGTGGTGGTAAAATCATGAAGTTTAGGTCACCAAACCCTTCA
AATACTGTGTCGCTGATGTTGACGATTGGATTGAGAGAGAAGTCTATCATGACAACTGTG
GACACTCCCTGAAGATTGTCCACATGAGTTAGAGAACAATTAGATAGATCCAACCCTATG
ATGCGTTCAGGGTCGCTTATGCTGTTATTCTTCAGACAACATCTCCCCTTGATCCGTCCC
GCGGACGAAGAGCAGAACAGATCCACTGCGGTATTGTTAACGGATCCACCGCACAGCGCG
CAAACCTGCGGCTGTGTCTCAGTCCGTCGGTAACTTGTGCTAAAACACACATTGAAGAGC
AACACAATCGCTATTATCTCTGCCCAGCTGTACACAGCGTTCATGTTCATTTACTGTGAT
CATGTGAGCTTACTGTAACCCCCGGCCATAATGCCCGGGT
>CL4844Contig1
AATCTGCAGATCATCAGTGCTGCAGAGACGTGTCAGCGCCTGATGCAGCCCAGTGCACAG
CAGCTGGATCCGTCCTTGCCGCTGGAAACAACCTCCACCTCCATCAGGTCCTCCAGACTG
TCATCTGGATCCACAAACTCACTCTGAGCTTCGGCCCAAGCTGGCTGGGTCGCCTCCACA
GACCAGAATGCAATGGGAATCTTCGTCTGCATTTCTCCAAGCATCGTTTCCAGGCCCGTG
ATGTGATTGGTCAGATCAGGACTCGGCTCCTCCTCTAAGATGAGCCACGGTACCTGAACC
AGAGCCACGCGAGCTGCTAAGCCCACCATCCCATCCACACATCCTGTGTTTATCAGTGCA
CGTCTGCTGGAGCGCTGAGTTAGAGGAAACTGTTCTGTCAGGTCACTGGCCTTCCGAAGG
TCAGAGAGGAAGTTCTCCACTGCTGACAGGAAGAGAACCCAAAGACGTTCTGACCCCTGT
GTGTCCTGGACGCCTGAAGGAGCGGGGTTACACTCTGACAGCAGATGCAGTAGACGGCGG
GACAGACCGGAGCAGATGCGATGAGCGAGCACCCTGGCGTCCTCTATCTCATCCCGGAGA
AAGCTGTTGTCCGCAGAGCTGCCCAGAGACGACACCAGCTGCTGGAAACACGAAGTAACC
CGGCTCAGGGAGTCCTGGGCGCGCTGACACTCACTCTGCTGCCGCGCTGCCGCCAGCTCA
TCCACGGAACGACGCCACCGACTCATGACCAGCTGGAAAAGTCAGGTGCTGCGCCTCACA
ATGTCACGAACATCTCCAAATGGACTTTTCATCATCTCAAGTTCAATCACATACAGCGTG
AGGCACAAAGGAGGTTCCT
>CL4845Contig1
TGTTTGAACATGCTAATGAGATAGAGGTTTCAGAAATGTATCGACTATGATACAAATGAT
CAACAGGGTTAATGTCACTGCAAAGATCTTTTACATATAGTCTTCATGACACATGAATTA
TTGCACGTTTTTACCGTTTTTTCCTGTCAAACAACCAAAAACTAAATCGGATTTTTATTG
GTTGAGTGACATTACATTTTTGAGTATTAGTTTTCAATCACTTTGAAGTCATTTGAGTGA
GCCCTATGTGATGTGCCTTTATTGACAGAGGGAAACTAACAAATACAACAGATGGCTTCA
TCCAGAATCCAGAAAAATCAGAATTATGTTTTTCTGCCTGCAGTCTGAGTATTTTACATG
TAGAGAAGGCTACTATAAACCATTTGAAGCCCTACATAAAATATTTATGACACCAATAGA
TCAAAAGCAAAACTGAAGGGCTTTGACATTTAGACATCTTTAAGAAGTTTTGAAAAGAGA
AGATGCTGCAGGCTGGTTATTTAACAATACTTTGATTCGGCTCATTTTGAGCATAAAATT
GTAACGTTTCCTGATCAAGATGAGCCATTTATGATCTGTTGTTTTATCCGAATTGAATCA
TGAACTCACTTCTCAAAAATGTGAGATCGGCACGAAAACAACGGAAACTGTTTTGAGGCA
TAGTTCGTATTTTAGTTAGAATATTACAATATTCACAACCATCCTCAAACTGATCCAACT
TTATCTATGTACACAACCACAATGAAGCTCAGAGCAGAAGGAAATCATCCAATGGTGTCC
TTCCACGGCCTCGCTTTGACGTCGGCTGGTTTGGCTTTGGCAGAGGCTGCAGCGATGGGA
GGAGTCTGCTGCAGGGGATTGTGGGAGAATGTCTGCCTTAATGGACCTTTAGCAGCGAGG
TCCAGATGGTTCTTTATTCTTCTTTCTCTTTCTTCCAGCTGCTGGGCGAGTTGAGCGTTC
TTCCAACCCTTCTTCATGCTTTCGATCAGCCCGTCATTCTGGGGCAGGGCGGAGGCCGGG
TGCTGGATCTTTTCTGGGATCTTGAACTTCTTCCTGACGGCGGGATGTCTGAGCAAAGCC
ACTTGACCGAGTGAGAAGAGGTTGGAGCTCAGCCAGTAGGTGAACACAGCTGTAGGGAAG
TTGATGGTGAGTGGGAGGATGACCAAAGGCATGATCCTGAAAACAGTCTTCATGGCTCGC
AGGTTGGGGTTATCGATGCCAGACTCTGCACCAAGTTCAAGGATGAAGAACATGGTGCCG
GTCACAGCAATAGGCAGAATATAGAAGGGATCGGCTGCGTCCCCGGCCATAATGCC
>CL4846Contig1
GTTTAAACCCCGAACATCCATAGTGGCCTTATTTCTCATTCATGTAATTTTTTTAGAGCA
AGTGAGAAGCACAAGTTGACTGACAGTGTCATCTCAGAAAAGCCCTCATCATTTGAATTT
TGTACTGTACATATTTTACTTTCCGAGCAATGCACGTTTGGAGTAGATTTGAATTTTTGG
CCATTACATGACCGTGTCATCAGTGAAATAGTCAAATCTTCTACTTCTTGTTTGCTTTAT
CTCAATTTGTTGTGTTGGAGATGCTATAGCAGGTGCCATGTACTTCTTATTAGGGGCCTC
ACTGTGTTGCTAGATGTGATAGCAATGCTTGCTTAATACAAATACTGCCTTGATACCATT
AGTGCCTCTGGAGCCACAGTAGCGAGACGCGGTTCTCCAGCATTGCAGTGTGGAAACCAC
AAAGCAGCTCGGCCTTCCTGCTTGATGAGATTCAGGAAGTGACTTTTGACCCAAGTCATG
TCAGAAGCCATCAGGTCTGAGTATGGTATGCTTCTAACATTCCTTCTGCCCCATCTTTTT
TCCTCCTAACCTTTTGTCTTAATTTATTTTTTAGCATTAATTTTATTTGAAAATAAGTAT
TTGCAATTACCTTTTTTTTTATTCTGCAGCAGCTAACTGAGGTGAATATGTTGCTGTCAT



ATGTGGTACAAATATGTTTATTTATCATTTGAAAGTTTCTTCTATTCATGATTTAGTTAT
GTACAGAATTCTTAAAAATGATATCATGAATCTTTTTTTCTAATAGAACTGGATTTTTAC
TTTGTTCCCTCATTTTCTTTTCCTTTCTAACAAATGTCTTAATGGGTAAGAAAGTCGCTG
TAAAGAATTTGCCAGAATCAACATATTTTCTGTTGTCTGAAAAAGAAAAAAAGTTGTTTT
CTTGGTTTTTATGTTCTGTATCATTAGTTCCTTTTTAGTCATTTTCCTTAACGCAGTTTT
CTTAGGTAAACATGATTATTGTCTCAAAAGCTTATCTTTTGTATTATATTTGTTTGCAAT
AAAAGAAAATGCAG
>CL4847Contig1
TTTTTTTTTTCACTGTACAAAATTTTTATTTTTTGTATTTTATTCCTGAATGACGTACAA
CAGGGGACCCGTAAACAAAAGTCATTTGATACAAGCTAGAATGCAGTCAAAAATATATAA
TGAAACAAAAATCAATAAAAAGCAGGTCTTTTATCCCTTGTAGTTTGAGGAAATCATTTG
AATCCGGCTTAATATGATGTACAAAATATCACACAGTGATAAATTGCTGGTTAAAAAAAT
AAAAAACACAAAGAAATTAGAGTCCTTTACCTTGGCCTCTGACTGGTAACTTTTTTTCTG
CTGTTTTATTTAACCATTTTATTTTAGTTTATTTATTTTTTTACAAGTTCTACATTGCCA
TTATTGATAACAACCAAGATGTGAGCCTAGCAAGGTAGAATGACTTACTTCTGACTCTAC
AGTATAATCACATCAAAATAATCATTCATATGATTAAATAAATGCAAGGAGAAAGAAATG
AGACATTTACAGCATGAAATGGCAACTATTGTCATCATCTACAACCTCATTCAATCGTCT
TTTATGCAAAATACTGATTAAACTATACTGATTTGTCCTTTATTTTCCTAAGAGGCCAAA
CTAGATGTTGTTGTGTAGGGAATAAGGAAAAAACTGGCCATCAATAACCTCTTCATAGTT
GAAAATAAAATGCAAAAAAGACACACAAAATATTGGTTTTGCACCCTGTTTATCCACTCC
TGAACTATGCAACCACTTTCAGGGATAGTGCAATTAGGAGCCAAAAGCAGAACAAACACA
TTTTTTAAAAATTACAGCAGGACTATATGGCCTGCAATAATGTTGTGGCACCTGGTTGTT
>CL4848Contig1
TCGGCACGAGGTTATCTTCNATAATTGTTTATTGAATCAATTATAGTCTTAATTAAAGAT
TAGGCCGAGATATTGAGATTTTGTTTTTGGGTTTAACAGCACACATTCACTTCCAGATCT
TGTAGATAGCGGAAAGCTAGCAGATAACAGCAATACGCGAGATCATTTACATATTTACAG
AATTCTAAATATTTGAGGACCTAATGTAAAAGCTCATAATGTACAAACAAGATCAAACTA
GCCATTTATGTAAAATTTTGGCTTTCTGGATCCATTTAAGCAAAACAAACATTTTCCTGC
AGAATTTGGGATGGCAATGACTTAATGATGCAGAGACTTTGCCAAAACTTAAACCATCCT
CAAGGAAAAGATGTGTATTTAAAAAAATATATTAACATACTGACTGAACACACACTGGAA
ATATAAATAGGATCAAATCCTGTCAAAGAAAAGCCGTCATAAAGCTCATTGAAAACTTGT
GTACCATAAACAAATCTTTTGTTATGTGAAGAGTAGCTAATGAAGGGACTTTCTTATGCT
GTCGGAAACATGTCTGTCTTCAGTTTTCATGGGAGTTGTTTACAGGGATAAATAACAAAA
ATAAAAAAATTGCTGTTTAATAAGTCAAATCTTTGTTTTGATGTTAAGAAATAGTGCTTG
AAAGCTAGTTTGTATGTTTGTTGTTTGATATTTGTCTTGTTGAACGCTATTCATCAGAAT
AAATCCCACATTTTATCTTGGTAAATTAGTATTTTGGGCTTTTTTTCCTTTTCAAATGTT
TCCTCATAGCATTTTAGTTGTTTATTTTTCTATATA
>CL4849Contig1
AAGGTTGTTGGCTCCCGCTCCTTGATGCAGTTTATGGTATTCATCCTCTCTTATGTCGGG
TTCTGATCCAGCTGAGCTTTGTGTCGATAGCTGGACCCCAAAATCAGAACATCTAAAGGA
GAATTTCCCCACTCTTTTCTAAAAAAACAGACTGAAGTACAAACACTGCAGAAGAGGGTT
GACATCATTGGCGAGTGGCGACAGTCTGGACCACAGAGGCTTCTCCTGATTTGAGCAAAA
TCCTCCTTTTAGACACAGACACACAAATCACAGGATTTACAGGAATCTTATTTTTGGCTT
CTTGAGACCTGCCTGGCCCCCAAGATGGAGCGCTGGATCAGAGTGAGATGTTTGGAAAAC
AAAGATGTTTTGCGCAGAAGGAAGGTTTTGTTCAAACATACAGAACTGTCCGAGGTGGCG
GCGGCTGCTGCTGCTCGCCTCTGGAACAGCCAGAAACTCTGCCGCGCTCTTCAAGACACA
CCAAACACCGTCCCTGACATCAATGTAAATCACGTACACTTTGTCAAAAAACAGGTCGTA
AAGTTCAGATACAGAATCGCTGAGGAAAAGCACACAATACTACTGGAAAGTCAAGCCACT
ATGGCGGAACAGGAAGTGCTGAAGGGTTTCTTTCCTTCGCAACACTGAGGAGGGCTCGGC
TCGAACTGCTTTTTCTACAGGCGGATTGAAGAAGAGAACAACAAAACAGTTTTGAAACTC
CATTAGCACAGGCCATAAATACACTGAAAGTCATGGAGAAAACAGCAGAAAAGTCTACAC
ACTCTCAGAGCCTATAGTCTCAATATCGACAAGAAAAGACAAATCTCAATGAAAAAACAG
CCAAGACGATGTCTTTGTTTCTCCATAAAACTCCAGCAAAAATGCCGGCCTCGCT
>CL4850Contig1
TTCTTTTATTNNCAGTACACCCTCCCCTTCCGTGTTGGCGCCGTTGAAGCGTCCCCCCCC
ACATGTGTACAGGTGGATTTTTTACAGTGAACTGCCGCTGAAACATGGACACACCGGCCA
ACGGGTGGGGCTTTCCCCTCGTCTCACAGGTGATAAGAAGGCGTGGCCTTTCCAAACTAA
CAGGAAGTCTGTGGTTCAGGGGGGGGGTCAGCAGGGGGCCTCACCAGTGCGTCCAGCATG
GGGGGCCATAGAAAAGCCAGTTTCAGGTCTGCAGCTGCAAACAGGAACCTCCAGCCTCAA
AGTCTCTCTGCCGCTTGTGTTTGATACGTTTCTACAGGTCANATTGTTGACGTCCAGCAC
AAAGAGAGGCGTGTCCAGATCTCCCCACAGAGTGCAGCGCCATGACGTCCACGGGGCGGC
GCCCGGCGCCTGAACACACTGGAGGAGAGCAACAAGGGTGGGGGTAGTTGCTANAAGGAG
GGGGTCCTGTTGGCTTCTTCTTCTGTGGTTTTGGCTTGAAGGGTTTCCATTCCTCGTTGC
TCTCGCACAGCGGTGCCAGATCCACAGACGGCGCCGCGTCCCTCCAGCCGGGACGTCCGA



TTCCTCTCTTATGTGAGCTTCTTTGCTTTGTTGTACAGCGAATCCACCACTTTGCTCATA
TTCTGAATAGTTTCCAGTGCTGTCTCGTAGGTTTTGTCCACGGCGGGTTCATCAAAGACA
ATCAGCACACCTTCACCTTGATCCAAAATACCATGAAACTTCTTATCCAGAATCATCTGA
GACAGTTTCCGTTCCACGTCGCCCTTAGGTAGGTGGATGAGGGAGGAGATGTGAGCAATC
TGCACTCTGGAGAAGGGTTCGATGACCCGGATGAGGTTCTGCTCCAGCAGCTTGTCGTAC
AGCTTGGTCAGATGGGTGCTGATGATGGTGTCGTCCCTCAGCTCCGTTTTGTACTCCGTC
AGTGTCTCTTCAAAGTCGGCCAGTGAGCGCTTCTTGCTGGCCTGAGCCACGCACTTGAGG
GATTCAGTCTGTGGGGAAAG
>CL4851Contig1
CTAAACTCTGTTCTTTAGTTTTACGCGCCAAATTCCCGCGTTCTTTCCGTCATTTCATAT
AAGTTTACTTTACTGTTTAGTCCTAAACTAAGATCTGTGTTTATTACGACGGGGACACGA
TGGCTGAGAAGATAAACATGGAGGAAGTAAAGACATCCAACGGCGAGGCGCACTTCGATG
AGCCGCTGGTAAACGGACTGAACAGCCACAGGAAGACGGAACCGGAGACCCTGGCCCAAA
GAGTGAAGAGGATCGTCCGAGCGAACCTGCTGGTGATCCTCACCGTGGCCGGGGTCATCA
TCGGGGTCTTCATCGGACTTGGAGTGCGCAACGTGGCGCTCACGAGAACGCAGATAATCT
ATGTGGGCTTCCCAGGTGAGCTGCTCATCCGGCTCCTGAAGATGATCATCATCCCCCTGG
TGGTGTGCAGCCTGGTGTCCGGGGCGGCCAGCATCGACCCGAAAGCCCTGGGCAAGCTTG
GCGGCTGGGCCATGCTCTTCTTTCTGGTTACCACCCTTATCGCCTCTGCCATCGGGGTCG
TGATGGCGTTCATCATAAAGCCGGGCGAGGTGACCGTCACCAAGCTCGCATCCTTTGATG
AAGAAGTGCCAGCCCATAAAGAAATCATAGACTCCTTCTTGGATCTGATAAGAAACATTT
TTCCATCAAACTTGGTTTCTGCAGCTTTTCAGTCTTATGCAACCTCCTACAAACTGATGA
AGAAAAATGGAACGGACGGCAACCTGAACATCACAGTGGAGAAGGTGCCGTTTGGAACCG
ACCAGGATGGCATGAATATTCTCGGTCTGGTTGTGTTTGCCATTGTGTTTGGTGTGGCGT
TAAGGAAGCTGGGGGAGGAAGGAGAGATCCTCATCAAGTTCTTCAACTCCTTTAACGAGG
CCACCATGGTGCTGGTCTCCTGGATTATGTGGTACGCTCCTCTTGGTATCATGTTCCTCG
TTGCTGGCAAGATAGTGGAGATGGAGGACGTCGGCTCGTTGTTTGCCAGTCTGGGAAAAA
TACATAGCTTGCTGCATGATTGGCCACGCCATTCATGGCCTTCTCGTCCTGCCTGGCATC
TATTTTATTATTACAAGGAAGAACCCCTACACCTTCCTCTGGGGAATATTCACAGCTCTT
GCAACAGCGTTTGGAACCAGCTCCAGCTCTGCCACTCTGCCCCTCATGATGAAATGCGTG
GAGGAAAAAAACGGCGTCTCCAAGCAAATCAGTCGTTTCATTCTGCCCATCGGGGCCACG
GTGAACATGGACGGAGCTGCGTGTTTCCAGTGCGTGGCTGCAGTTTTTATTGCTCAGCTC
AACCAAGTGCCTCTAAACTTCATCCAAGTCATCACTATCCTGGTGACCGCCACAGCTTCC
AGCGTCGGCGCAGCAGGCATACCTGCAGGCGGCGTGCTCACCTTAGCCATAATCCTGGAA
GCGATAGGACTTCCCACAAGTGACATTTCGCTAATCCTGGCTGTTGACTGGCTTGTTGAC
CGCACCTGCACAGTCCTGAACGTAGAGGGCGACGCATTCGGCGCCGGGCTCCTGCAGTTC
TTTGTGGACAAATCATCCAAACACGTAGAAGACGCAGAGCTGAGCGACATTAGGCTGGAC
GGAGAGATGTCAGCTGCTGCTCCAGAGCAGTCGCCCCTCATTGAGAAGCGAGGCTTGAGC
GACAAAACAGACACTGCAATGTAACCCCCGCCAGCATTCAAACCTTTCCCGCCCCGACTT
TTTTTACACTCCTTCTACACGATGAAACACTTCTTCAAACCCTTTTTCCCTGAAAGAAAA
AAAAAAGCACAAAAAGAGAGGATGGACATGCACACTACAATGCAAGGAAACACCCTCTGA
CCTCAACACCTTTTGTGGGCATGAAAATTGGCTAAATTCATATGAACATTGTATGTTAGG
CTGAATTTTGTGACTGTTAAGTCTAATGACACATTTCTCCATTTGTGCTCGTCACTATGT
TC
>CL4852Contig1
TTTTTAGAACTTTATTCTTGCTATTTTTTAGGTTCAATCCTTTTTTACAAAAGGTGACTA
TTTGTTACGTGGTGTGGCGCGTTGTCATGGTAACAGCTGAGCGAACCTCGAGTGGTGTTG
TGGTTCANGTCCCCCAGCCGGGACTTGAACCAGGGGTATATGACCAGAAAGTATAATAAT
AACTTTTTAATCCACACCCAACAGCCAATCCTAATCGAGTATTCAGCTGGACCATGGTAG
AACTGTCTTCATACCTCATGGATGCCTAAAGCCCACAAATGATTCAGGGAGTCATTCTAT
CAGGGTGGTACAGGTTTAAATGGAACACATGTGGAACAGATTTGTACAGGATACATGAGG
AAGATACATTCACGTCAGCTTCTACTTAACTCCTGCTGGAGGTTCTGTAAAATGATTCAA
ATCCAGACAAACTGGGAATAACATGAGCTGTATATATACAAACATACAGTGAGGAAGAAT
TTGAAGTACATAGATGTTCACTAAAACCATGAACGCCATGGACCTGAGCCAACAGTCCAA
TATATACATAAACAACCATGTTTCTTTAGGGAAAGTATTTGAACTAATGATTGAGACATG
TTTAATGCACAGCTTCTGGTCATAAAGTGGATTAAGGCCAGGCTATTTACATTGTGCTTC
TTTGTCTGTGTGCGAGTAACTTTAGTTTTTTTTAAATAAAAAAATTGAACAGTGGAAACT
GCTCCTTGTGGAGCCATTATTGCGAGGCAGCAGACGTGCATTAGTAAATATCCGGCAGGT
TGGGGTACGTGCGGTCCCAGTATCCGCCTGAGAAGAGCCAGTCCTGGGAGCGGGGTGTGG
GGGTTCTGGCCTTGTTGAAACCACCTGGGGCCCAGGGCAGGACTTCTCGACTTCCAGTCC
TCCTCAGATTTACTTCGGTTTTTGCGAGCGGCTCTTTGTTTCTCCTCCAGTCTCTTTTTC
TCTTCACTGGCGAGGTCAATGTTGCCGTTCTCCATGGCGCGAATGTCAGGTCTGAGCCTA
CAGTCGGTCTGGGGAATGACTCCCTCCATCTCTGGGGTCAGCTCATTCAGCTGCATGGCG
AAGCATGTGAAGCTGTACATCTGGGTGGAATTGGTGGGTCTGGGAGCGATTCTCCACAGC
AGCTGGCTGCCAGGAATCACCTCCACAGTGTCTGCAGCTGGAGAAGGAACGTCCTCCTGG



TCTCCACTGCTGCCCTGCACTTT
>CL4853Contig1
CAAACAGACATGTTTGAACGTAAGACTCAATGCTGTGTGAGACATTCACAACTGAGGAAA
ATTAAGCTATCAAAACATGTGAAGTTCATAAAGTACTGTAAGCAGAGAAGAAATGAGACT
GAGAGATTGGTCTATGTATTGGTAAAGTGCTATCTAAGTTCAGGATGGATTTCCTGGAGG
ACCAGAATCATGGCCTCATTTTTTTACCTTAAAAGGCCTAGATTGCTCCGCAATTTTGGT
TGTGGACATTCTGTTCTCACTTGTGGCATTTGAAGGCCATGTTTTGGTGCTAACGTGAGC
ATTGCCAAAAAATAAATGGTATATCTGCTGGTTTCATGGGATTGTTGTGGTGTGATGAAT
GCATCTGGCCACTGGAGGAACTGTACTTTAAACTTTGCCATAATGATCAGTTGGTAGAAA
TTCTCATTCAGTGTTATTTTTAACTTTCCAGAGGCTGTTCTGGGTCTCAGTTGCAGGGGC
TTTGAATGGGTTCAACTGATGATTGATTAATTCGGGTTTGTGGATTCTGTCAAAACTAAA
GAGTTGATGGAACAGATCAGAACGCCTAGTCTGTGTGACTAGCCTGCCTCCTAAAGCCTC
TGAAGACAATGAAGAGTGGCTGTAACCAATAAAAGCAGCAGCTGCTGCTGAAAGACTGTG
CTGATGTACATTAAAAAAAAACTATTTATTAACTTTTCAGAANG
>CL4854Contig1
CTGCAGGNAATTCGGCACGAGGGTTGTCCACATCGGGGCTTTGTGATCGCTTTTGACCTC
ATTATCCTCGTGAATACCGTGTTTATCGGTCTGGATGAGAAGAACCCTTTGATCTCCAAC
TCTGAATGGGTTTTCCTGACTCTGTACCTGCTGGAGATCCTATTGAAGCTCTATGTGTTT
GAGCCAAGAGCTTTTTTCTCCAGACACAACTTCTGGAACTGGTTTGACACCATCATTGTC
GTCTCTGCTCTCATTGCCACCAGCGTAAACTCCGCCTTGGGATCATCGGGGGAATACACC
AGCCGCCAGATCCTGGACATTGTCTTCATCCTGCGAGTCCTCCGGCTGGTCCGGGTGGTG
GACAACATCCAGAGGTTCCGCACAATCATTAACACGCTGATCCGGATCGGACCTGCCATC
TTTACGTTTGGACAGCTCATTGTTGTGGTGTATTACATCTTTGCCATGCTGGGAATGGAG
ATTTTCAAGAATAAAGTGAAGTTTTACGACGACTCCAGCGACCCTGATAAGCAGTACTGC
GGAAACCCGCTGCTCAAAGGCACGGCCTTCGCAAATCTCAACTACTGCAAGAACAACTTC
AACAACGTGGTGTCGTCCTTCGTCCTGCTGGTGGAGCTCACTGTGGTCAACCAGTGGCAT
GTTCTCAGCAGCGGCTTCGTCACTGTCACAAACGTGTCCGCACGGATCTTCTTCGTCATC
TTCCATATCACTGTAGTCATCATCATCATCAACATCTTTGTGGCGTTCGTGCTTGAGGCC
TTCTTCTTGGAGTACTCTGACCTGCAGACATCGCTGGAGAAGAAAATCGAGGAGCTCAAC
CTTGCTATGGAGCAGGAAAGGTTAGACAACAGTCTGGTGAACGCCATGGAAACCATGGAC
AACAACCTGGGAACAGAGGAATCTCCAACCCCAAGTCGTTCATCCATGGTGTTTAAAATA
TCTTCAAAAAGATATCGGACGGTGGACGCGCTGTTGCAGCGGATTTTCGAGGCGGATCTG
GCGCCTGAAGATTTGCCGGAGAACGACGAGGCTGAAGCTCAGAACACTGGGAGCTTTTCA
AACCCAACGTTCGGCTCTGGCCCAGCATGAAAACAGCTTCCACTTTTATATAGTTTTACT
CATACTGTACCAAACATACTGACGCTTATCCTGTGCAATGGGACAACTGTTGGATCAGGT
CATTTCTAGTATTATTTTTTTTTTCATAATTTGGTGCCGCATTTCTGTGGGACACACAGA
TAAACACTGTTTTTCACATAAAGAGTACTTACACAAATGTTGATGGTGGACATTTTTAAT
GGCAGTAGAAGAAGGAAAAAAAGCAAATTTCAGGCTTTATCTGATTCTCAACTAAAAGTA
TCCCATTTTAATTTGAAGTAATCATTTTGTTGTTTTGTTTTTTTTAGCTTATTGATTGTA
AAAGTTTCAGATTAAAAGACGTAATACCATGAGTATACAAACGGATNAAANATTACATTT
AAAATAAATA
>CL4855Contig1
CGGCACGAGGATTTTATTGATAAAAGCTCCACTTCTGTTAATCTGAAATCCTTCATTTTA
AAACTATTCATATCAAACTAAACTAAAAGTTAAGAAATTATATTTGCTGCTTAGATACTA
AACCATTCATAATTTTTAGTGTTTTTAACTTAAAGCAAAACTATTCAACTAAGTCAGCTC
CTGTATGACGGTAAATCATGTGAAAAGCTGTGGAAAATGCTTTAAAATCATCAGGTTCTC
AGATTTTTGAAGTACTTTTTTAAACATTTTACTTCTATTTACTTCCTGTTTAGTTCATCT
AGTAATTGCGTTCCATGGCTGTAATGCTCATGAAGTCGTCTTTTTTTTCCTGCTGGTCTC
GTGTTCTGCAGGAAAACCAGGTGACCTCCTGTGCTCAAATAAGGATCTCTGTTCTTCTCC
TCCAGTCTGTGACGCTTTCCAAACTTCTGACCCTTCAGACCAACTTGTAGAAAATCCCAC
TTGAATAGAGAAGGTTTTTCAGCAGAACATTGATGACACGTCGGTCGTGTTTCGCCATCC
CGTCGTCACAAAGCGACTAACCTNTCAGACCGCTGAATGTTCTCGCTGGCTCTCCTCCGA
CTGTCTCCTGTCTATGCAAAGCCTCGCTTCCAGAAGGGTTTTTTTTTTTAACCAAAGGTA
TTACTTGTGGCAGCTTGCGTCCTACACAATCATAAATGAAGCGTTACATGAGGATAAAGT
GCTGCTGCAGCAACTTATATGCAAAGTATTGTAGACGTCTTTCCAGTATACAATGTATAA
TGATAATGTAGTTATTTCAAATGTAAATAACACCAATAAAACCTTTTTTTATTCTGTGGG
AAAAAC
>CL4856Contig1
TGCGACAGTGAACTCCCGGAACTGTGTAACGCAGTCAAGATGGCGCAGAGTCCAGGCACG
CGAGCTGAAAACCCAAACGGAACTGAGGATCCAGAACCGTGAAAGCCACTGGCGAGGTCC
ACCAACAGCCACGAGCGCTGTGCTGCGGGACGCACGTGCACAACTGGCATCAGGTGGTGA
TGGCGGAGCGGCGGGCAGAGTGCACGTGGAAGAGGCATGTATTGGATCAGCTTAAGCTCC
GAGACCGGATCCAGCGACAGACTTTCGAGGAGATCATCCACCAATACAATCATCTATTGG
AGAAGTCGGACTTTCAGACCGTTCTCACAGAGAGGTACCAGGCCGACAAGTACGATGTGC



AGAGAGGCCACGAGGCAGGGCCTGTGGAGGCGGGTCGCAGCGACGCTCTGTTGCAGGAAA
TGGCTCAGATGAGGATTCGCCACCAGGAGGAGCTGACAGAGCTTCACAAGAAACGAGGAG
AGCTGGCTCAGAGCGTCATCGAGCTGAACAACCAGATCCAGCAGAAGGACAAGGAGATTC
AGAGCAATGAAGCCAGAATGTCTGAGCTCCAGCAGCAGATCTCCAGCCTGGAAGGTGACT
GTCGGGAGCTGATCAGCAGCCTGCAGGACCTGGAACGGGCCAATCAGACACTGAAGGATG
AGTACGACGCCTTGCAGATCACCTTCTCAGCCCTGGAGGAGAAGCTGAGGAAGACCACAG
AGGACAATCAGGAGCTGGTGTCCCGCTGGATGGCCGAGAAAGCCCAGGAGGCCAATCGTT
TAAACGCCGAGAATGAGAAGGACACCAGGCGTCGGCAGGCGAGGCTGCAAAAGGAACTGG
CGGACGCCGCCAAAGAGCCTCTACCCATCGAGCCGGATGATGACATCGAGGTTCTGCCTG
AGGACGGGTCGAAGGCGGAAGGGGAGACGTCACCCAGTCGGGGGCTCAGCAGAATCTCCA
GGAAATCCTCGCAGGCGCCCCCTGCTGGGCTGCTTGACTCCATCTCCAACATCTTTGGGC
GGCGGAGCACCAACTCCTTCAGCTCCTCGCCCGAATCCACGGAGAC
>CL4857Contig1
TGTTTATATTTAAAATAAATCTGTTTTTACAATGCCATCCGTGTATATNAAACAAAAATT
ATACCCCTAATGTATTTCCAAATGTACACATATCTATTTACAGATCAGCTGNTTGTGCGT
GAGTGGAAACGTGAGGATGAACATTCCTAGTTCTACATAGATGATGGAAAATGTGTACAT
CCAAAGTTCTGGTTTAGCAGTTTAACGGCTCTCGCCCAGCAACTATACAGTCCAGTCAAT
TCAATCTGATGGACTTATAGCATAAAGATCTGGGTAAAAATAAGACTCAAAAGTCCAACT
CTGCTCAAAACAGTATGTAAATTAGAGGAGTATGGAGGACTTTTATTCTGAAAAATCCCC
CAGCTCTTGGCATCTTTTTTTGGGGGCGGGGAAGTAAACGAACTTCAAAGAAAGAGGCGT
GGAGGATAGTTTTGAGGGATTGCTTGGGCTTCTTAACATCAGGAAGAAAACGGTGAATGA
GATTGGACAGGCATCCGTGTTGAATTGGTAGTCAAAGGTTGGCTTGGACTGCTGTGTTCA
CAGGAGGGCGTCTGCTTTAACAAAAGGCAATGCTGGAAGGGTGCAGGCAGGGAGCGGGTG
ATGACGCCAGAGTTTGGGTCCTCGCTCTTGATTGAGGCTCTTCAGTTGCTGAGCAGCAGC
TCTGTTGCCGTTTCCACGTCCCAGGATTTTGAAGACAAGGCTGCTATTACTGCATTCTTA
TCAAAGCCCATGGCACAGAGTTGGTCTATTTTCCGTGTGTAGTCCGGACTGGAGGCGGGA
GCACCTGCGTATACGTGGGACCACAGCCTTGCAGTCTGTTTGAACATTTCTGGGTTCTGC
TTAAACTGGTTTGCTACTACTGCATCCTGTGGATCATCTGGTTCTGCTGCAGCAAGAAGA
GCCTGTAGGGACAACAGCACCGTCCGCAGGGTCATAGCGGCTGCCCATTGGTCTTTTAAG
ATGTCCAAACATATTGCTCCTGTGACAGAACTGATATTAGGATGCCAGATCTTGGTTATG
AAGCGCACCTTTGGAGGATTAAACGGATAGGTTTCTGGGATCTTTATTTCAAGCTGATAT
CTCCCACCTTCATATGGTGTATCTGGAGGACCTGCTATCTCGCCCCGTAGTTCTGTGAAG
TTCTCATCCACCAAATCAACTTTAATCTGGTTTTTACTTGTCTCTTCGCTTTTCAGAACT
TCTTTGAACTCTCGCTTAATCCGCTGGACCGCAATGTTAGCCATGGCTGTCTGCTGATGA
AGGGACTGCTGACTCCAAGGTGGACCCGGGGCCTGTCACCCGGGGTCGGCCGGCGGCGGG
ATACCTTACTGTGTTATCGATCTCGTTTCACTTTCAGCGCCCGGGCGCTTCTTCTCACTC
CAGAGGGAGCTCAACCTCGCGGTCGCTGTCGGCAGTCTACCTGGCTGTGTGTCCGCCCGC
CTGCACACAGACTGACTCCAGAACCAGCAGACAGTG
>CL4858Contig1
CGAGTTTCTGACTTTTGGTCCTTTTCGTGGATCAAATGTTCTGCTTTTGAACCGCGATAG
ATGGAAACCGTTTTAAAAGTAGCAGAGATGCTAGCGGAGACTATAGCATCTCTGCTAGTC
TCCGTTTGTCCTCAAAGCGTTTCCTTTGGCGTGACGTTAACATGCTGAGCTCAAACGTGT
CAAAGGCGTCGTNTGCTGAGGCACACGTGTGTTTTTATCGACTGGTGCTGAAGCTGCAGA
AACGTCTCTGCCACACGTCCACTCTTCTGCAGACACACGTGTTCATGTCTGTCGTTTCCT
CTGATGCCGTTTTCCGTTTCCTCGGATAAAGAATTCCAAAGCGATCATGTGACCTCAGAC
GGTGGCGTTTGTCTTGAAATGTTCAGGATCGACGTCAAACTATGATCTGATGGGTCGATG
ACATGACGGACCAGAACAAACCAGTTCTCTGAAGCACCCCGGACACCCCCCTCCCCCCAT
TCCTTGTATTATAAGAATGTCATTCATGGAGGGGGGGGTCATCATAACAGCAGATTTTCT
TTGATTTTAATCCTCGTTGTACGTTTGATTGTGTTTTCCATTTGATATGTACGTTTACGT
TNTGCTCTGCATGTGGAACCGCGTTCCTCACACTCCAGCATGGCGGCGGCGGCTCCTCCA
CACGAGTCCTTCAAGTGCCTGATGGAACCTCGGAGCAGGTCCATGTTCCTCAGGAGCTCT
TTGGCCGCCATGCCGCAGCTCCTGATGGACACATGATTGTTGAACTCTCTCATGGGGGGG
GGAAACTGGACCTAAGAGCTGGAGCACAGTGGGGGTGGGGGGGGGGCTGCTCAGACGGCG
ATGANANATAAAAAATAAAGGTGCTACATG
>CL4859Contig1
CGGCACGAGGCGTCTCTGAAACCATCGATAGTGGTAAAAAGGCAGAAGATGACGTCTCCT
GCTCTGTCGCACATCTCCAGAGAGTCATATTCCTTTAAACAAACCAAAGAAGATCAGTCA
CAGCTAAACCCAAGCCTACACACCTCACAGTCTGTTTCTCCTTCAGCACTGCAAACCAAC
CCATGGATGAGCCTGTCCCCCTTGCGCTCTGCATCACAAACAGTCAGCTCATCTCATTCT
GCACAGGTGAACGCCCCAGAGCCGCTTGCACAGGCGTCAGTCCAGCACCAGCAGGCACCC
TGGAGCAATCCACCCGCCGGCCAGCTCAAGTCAACAACTGCAGCTCAGACACCGACTCCT
GCAGGTCCTCCTGCAGACTCTGCCTCTGAGAGTGGGGAGAAAGAACCCCCCACGCAGAAG
GACGTGCCATCCCTCTCAGTGAGGCGAGCAGTGTGGACAGGTTCAGCCAGCGACAGGGCC
GTGTTTCTTGAAAAACGCACAGCGTGGACCACTACACCTGTGATCAAAGGGGTGGAATTA



AGGAAACCTCAAACAGAAGTGCAGACAGCCAGCGAACCCCCATCTCCAGCAAAAGTGACA
CCTCCAAGCAAAGACACGACTGCCGACGGAAAGCAGTGGGTAAAGCCTGCCTCAGAGTCA
AGCCCCACCAAAGTACCAGAAAAGCCTCGCGATGAAAAATGGCTAAGGAGAAACCTGGGC
TCGTCTCCATCACCGTCATCGTCACCTACGCAGCCGTCAGTGCTGCAGTCCATGTCTGAC
AGCGGGCAGCCATCCTGGATGGAGCTGGCGAAGAGAAAGTCCATGGCGTGGAGTGATAAG
ACCATGGACTAATGAGGAGATAATCAATGCAGGAAGTTGTAAAAAATTAGAATTGCTGAG
ATTTCACAGAGATGCTGATTTAACTCTTCAGTCAGTTTTGAGTGTGAGGTGGTTTTAATT
GTAAAATGTTGATTGTTCTGTAAGCATACTGAAGGTTAATGCCAATCCCATTTCAATGTG
TCTGTTTATGAATTACATACGAATCCTTCAGCATTTCACAGCTTGTAAATTCAATA
>CL4860Contig1
CTGGCTGATGACAAAAATCCTCTCAACATGGAGCTCCACGTCCTGCTGGGAACAGCTCTC
GATCTTCTGCTCCACCTTCCTCACCGCCGCCTCCACGTCTACGATGCTCTCCTTGGTGAT
GTTTGCAGCGAACTTGACCATCTGCTTGCTGGCACGGTCTCCCACGGCGACCAGCGCCTG
CACGTTGAACTGCTGCTGACGCAGGACCAAGAAGCACTGCTTCCCTTTGGCTCGGCTGGT
GTGGACTCGAGCTCGGAGCCAAATCAGCTGGTCGGCCTTCTCAGGAGTGAGGTCTTGGAC
TCGCACCAGCTTCCTGTCCAGTTTTTGTTGCGACTGGACCAAAGCTGACACACCATATCG
GTCCTTGGCGAAGTCATCTTCCTCGGTGCTTTGTTGCTCTGCAGCCACTTTGGCCTGTTT
CTCAGCCTTCTTTGCAGCTTTCTCCGCTTCCTTCTGCTGTTTCTTCAGAGCTTTCTTTGA
CTGAGCCTGCTGGTCCTCCTCCGCCGCACTCTGCGCGCTTTCTTTCGTCATGACGAGCTC
TCTTTAGGAGCAAAAAATGCAACGAAATCAGTCCCAACTGACTGCTAGGCTAAACATCAG
CTGTTCACAGCGCGCACGCACACCGGAAGACCCCGGC
>CL4861Contig1
ACCCTTTTTATGCTTTATTTTTTCCCCATCGTCCTGTAGAGAGGACAAAGCTCCATTACT
CTTTCCATCAGATCTTAGTCATGTGACTTTTGTCATTCATCCCTCTGCCCTCCGTCAGTG
CATCCGTCCATGTGGGAAGGAGACGTGGAGATGAAACCGCAGACAAACGGGACTCAGAGG
GATGGAAGACAGAATGACTTTGTGGGAGTGTTGGAACTAAAAGCTTCAAAATATTAACAT
GACAGACAAGCATGGTGAAGTTACATAAACACACTGAGAAAACAGGATATATGTATACAA
ATATTATACAATACAAGGGATATGTAGAAAAAGGAGACATATAAAGGATGTTTTCCACTA
TTAAAAACGATAACGTTTATGAAGGACTGACAATCACATCACTCTGAACCGTGACCAAAA
ACATCTAAGTGTTTTCTGGAACAACTAAATGACTGAAATGACATAGAATGGAAAAATGAA
GCATTACATAAGGATAGGTTGATCCTGCTTGGTTACGCTCAGCAATGGCCAGCTGGTGTC
TGCTCTCTACAGAATTCAGGTTATGTCTTTTATGAAGCGCGGCGTGGATGGAGGAAACCT
CTACGCTGGGAAAAGAGGTGCCGCAGCGCGTGAAGTGGGGACCCACCCACCTCACGGGTC
TGTTTCTTTACCCACTGTGAGGCTGCCTTGCTTGCGTAAGTTTCTTGTTTTCCCTCAGGT
GTATAGAAAAAGAAGAAAGGATGCAGAGCAAACGAGAAAAGAGCAGGAGAGGAAAGGTTC
TGGTCCGGTCTAGAGAGTGACATGATGAGACAGAAATCGACAGATCCTAAATGTGAGCAG
TGGTGCTGCAGACAGAAGAACAGCCT
>CL4862Contig1
AAGATCCCATTTTCTTCCCACTCAACTCCATGACCATTTTAGTCCGCACATGCAGACGCC
ACAGGCTTCTCTGACTGGAGAAAAATGTCTCCACTGAGGCCTCATTCAAGTAAAGTTTCT
GCGATTTGGCCTTTCATGGTTGAACCGAATGTGAAATCCTTCAGTAGAGGTCCCGCTTCT
TTAGTACACTGATGGTAAATGTCCAGCTGATGAATGTAAACAACACCTGCATACCATTCA
AACACACACGTCATCTTTACACTTTCAGAAGCAATCGCAGAAGCAGACCCAATGTCCTTG
GAGGTCTTGGTGCTTCATGATCACACGCACACCGACACACAGAATCCCAGCTGTTCGGAG
GGGAACCCATGCGCTCCTCTCTTCCGGTCTGAACTCACAGGTGATTCGAGCATCCCAGAG
TCAGCCATGTGTCCGCTTGCGAGGCTGCTTCTGTCGCCGCGGTTTTAGGATGACATAGCG
CCTGTAGGTGGTGTAATGCTCTGACAGAAATGGGACATAGAAAGCTCTAAAGATCGGTGA
TGACCTGGATGTTTGTAGGAAAGGTTTAAAAGCGACGACGCTCCACTCATCCTTGTTGGC
CGAGTAACGTGGTTCCAGCGGAGTCACTTCATCTGAATCCAGGTCCACCAGGTAGTGACA
CTGTTTGACATCTACGTATCTGGACGTCTCCTCCAAGTTCTGGTCGTTCATATTTGCTGG
GATGGTCTGCGTGGCCAGAGGTCCAGAGCCGTACGGCTGAGGAAGCTGCCCCCTGAACTC
TGACTGGATGAAGTGCAGGCGCCAGTTGTGTGGCAGAAGGAAGCTGCTTGGGAAGCGGTA
CCATTCTTTGCCAACGCACACACTGACCGGCCTGCCTTCAGGTACCAGGTGCAGGGTGGG
GTCCTTGGCGATGCGGTGAAACTCCGGGTAAAGGTCCAGAGGAGCGTGGTAGCCTCTGAA
GAGGGCAACAGAGCGGGACAGCGACAGCACCGTGAACACAACAACGGCGCTTAAAGCCAG
CCAGTTGGACGAGACCGTGTAATGCTCCAGTCGGTACCGTTGAAACAGGAAGTGGTAGCA
TTTCTGCAGAGACGAGAGGGCGACCGCCCCGCACAGGCAGATCAGAGGGTAGATGGGAAA
GAGAAAGCGCTCTTCTTTATGAGGTCTGGTGAAGAAAACCAGCATCCAGAGGTACATGGG
AGACAGAGTGAGCCAGTACGGCCGGCCCAGGTTCTGCACATTAAATCTGTGCAGCAGGGT
CTCCATGAGAGCGGTGAGCGGAAGGGAGAAGAGCGCCAGAGCAAAGACCAGGTTGAAGTT
CAGGACCCCGTTGATGAAGTAGAAATGCCACGGCTCTGTTCCATACAAATCGGGTCCATG
TGGAGTAAAGACGTTGTACAGCAGAATATTGAGTGGCGCTATAACTACTTTGCCATAAAA
GAAGGAGTCCACTGCCACCAGGGGGACCAGCAGCAGAAGCCCGGCCAAAGCTGTCCATGT
CATGAAGCTTTTCCACTCCCTCTTGATGAGCAGCAGGTCGAAGGCGATCGGAATCCCGAC



TAAAGCAGAAAATGGCCATCNCCCCGGCCATAATGN
>CL4863Contig1
CAAATCTATTTCCACACAGGTTTCAGAGAGCAGCTAAAAAAAACAAAAAAAACAAAGTGA
GAAATTTCCAAAATCTATGAGGATGTTCAGGAAAAAGCTGCAGGGGTTCACGCTGTACAG
GAAAAATGGAGCCAAGCCTCAGTGCTGCAGTGGAACAGAGCTTGGAAAGGCTCCACAGTT
GACACTCATAAAGCTCTCTGAGGTTGCTGGTGAACATCTGGTGACTCCTCTGGAGGACAG
CAGTTAGGAGAGTCTGTCAGCTGAACCTGGACTGACCGGAGCTGCTGTGTCCCACCTCAG
GGGCCGCTCGCCGAATCCAGTCATTGTGTCTCTGAGCTAAGAAAGGTTCTGTACTAAACC
AACGAAAGCCCTTTTCAAACTGTCCATCAGCACACAGGTGAGTACCTGCCCTCACCTGAT
GCTTGATGGTCCTGAACAAAGAGGGTGACCTCTGAAATGGGACACAGCCAAGAGGAAGTT
TGATTTGAAACGGACCTGCAGCACCATCAGGATCTGAACACACCTGAAATTTTACTCCTC
GGTCAGATGTGGCCAAATCCGTGAGCAGTGCTGTCCAGAGAAAGCTTTCCATGAACATCT
GGAGCAGTTCACACACAGATTTATTGGTCTGACATGAGGTCATGTTCCCGAACAACCGAG
CCTCCAAACGGGTTCAACAGGGAGCAAAAGGAAGAGTGAAGGGGAGGCTTTTGGTCCATC
AGGTGGAAGAAAAATGTGGGGATAGGTTCCTGGAGCTGGAAACAGTGCGGCTCCTCATTG
CCCTCAAAACAGGGGGGCAACCAAAACACGAAGCTCGCTTTGTTGACTGAGGACCTGAGC
GTGCCAACTCCACATCAGCACCACTGCTGCCAACTGGACCTAACCGTGGTGGTTTGTGAC
GGTGGAGGACGTCAGCACTTAGAGGGCACAGTCAGAGGTCTAGTTCGGGCTCAGACATAG
AAAAGCCGGACCCGGGATGTGCTAACGTGGAGATCGTCATCAAAAAACTTGGTCTCTATG
ATCACGTTCCCAGTCAGAACACTGGCAGGCATCATCTGTGATTCTGGAGCAGCTTCGATT
AGTAACTGCCACGTGTTGGTGGAGTTTGGGATGACAAAGCCAAACTCAAAGAACCACTCT
TCTAGACACTGTCCTTTGAAGAGAACTTTCTGCTCCAGCCTGAACTTCTCCAGCTTCTCC
GTGGAAGAGAAGTTCAGTTCTCTGGACACCGCTTTGCACTTTAGGATCTTCTTTGGTACG
CGAGCTTCATGCTCCACCCCCGGTACCGACAGGTCCTCAGTCCCCTGCCACAAAATCTTT
CCCGTCTCCGCATCGCGGAGGTTCATCCAGTTTAGCTTGAAGCCCTTGAGGATCTCCTTG
GCCCGGTCTTCGTCTGAAGACATGTCACGGATCCACCGATGGTCCCAGAACCTTCTGGAC
CGTTTACCTCAGCTTCACCGGCAGAAATGCAGACTGCCCCTCAGGTTCGGGTAAGAACGG
AACCGCAGGGTGGAAAACGACCAGAATATCCAGTTGGACTGCGGATCCCCGGCCATAATG
CCCGGGTTTAAC
>CL4864Contig1
CTTTTGTGAGACTCATGTGGGCGTGGATTCAATATTTGTTGTTTCTGAACTGGGTTCCCT
CAGACACATTTAGTGTGGGCGGAGCCGGGCTTTTGGACCTTAAAGTAGTTTGTGAACTCT
GAGCTGGAGCTGCTCAGTGTGTGGATGTGTGTGTGCACGTGTGTGTGTGTGTGCGTGTGT
GTGTGTGTAGCACAGAGCTTCAGGATCACACTTGTGGATTTGTGTCAAGGATCCAGGCTC
TGAACCAGCCCGGTCCAGTTTCTGTAAGCTGGAGGGCGCAGGATTCAGTTCTTGGGGATG
AACTCAGTGGTCTCAGTTTGGATGGAGTCTGGTGGTGAAGGTGGTTCCACCTGTGCAGGT
GTAGGACGGTTGGGACGCAGACAGGAAGTCGGTCCCGTGGCACTGCAGCTACCACACAGA
GTCCCTGAGGTGGAGAGGATTCTATGAGAATCCACTCAGAGGGTCCTGCTTCAGTTCGGA
CGTGTTCGACACGCTGCGACCTCCTGACCTCAAGACTGAGTGGCAAACAGGAACAGCTCT
GACCAAGCTGGGCGGAGTCTTCTGTCAGTTTCAAGCTTGTGTTTCGTTGGATTCCCCGAC
CCGACAGAACCACATCATTTCCTGCATTTGACTGGACCGGCTGGTTCTGTTTACCTCCAA
CATGAACACAGCGCCACCTGTTGTCCAACGTTGACTCCACAGCCGCTGATGAGGGTTCAG
AACCGAGTCCTCGCGTGTGACCAGGAGGAGCCAGACTTGAGCAGGACCGGAACAGCCTCC
CGACACCCCCTCTTCTTCCATATTTATCTCCTGTCAGCGTTGGAGGCCCCCATCTGGGCG
CCCCCCCCGTATTAATTGGTGTTCCTTTGCTCTTATTTAAGCCTCCGTGTGTCCGTCAGC
GTGTTCAGGAGCGCTGCTGCTAGAAATGATAACCGTGAAAGCCGTGCAGTGACGTCCAGT
GCCGTAGGAGTCCGTGTGAACTAGAACACAAACATATTAACTGTGCATTCGCCGTCTTCT
TCCTCCTCCTCCTCCTCCTCCTCGGTTCCTTTGGACACCTCCTGCCTGCATTTCTGTAGT
TTAGAGAAGAAGGTTTGGAGCAAATGTACCCTCATTTTTAAAGCTCTAACGTTCTGATTC
ATGCATATATATGTAATGCTTACTATACACTTTTATAAACTATGTTTTGATAATTCATTT
CTTAACAGAAACTTGTCCATAAACTATAACCCTTACTGCTGAGTAC
>CL4865Contig1
TCGTGAGGAGATGCCCTACACCTTTTCTACCGTCTGAACTTTATAACCAAAGGTGATAAC
CTGCCTACAATGCTGCATTTATACCACAAGTTGCCCGCGGGAGGAGCCGTGGTCCTGCTC
GTCCTGCTCCTTTATGGATGCGCCGTAAAGGCTGCGTCACTCCCCCGTCACTACAGGCTC
CGAGGCGGGGAGAGCGATGCGCAGCCCGCGTCCTACGCGCCCAGCTCTGACATGATCAAA
GCCCTGGAGTACATTGAAAACCTCAAACAACGAAACGGGGGTCGGGCTGAACCCGTGGAT
TATGACGAAGTGGAGAAATTCAAAGTCTTGCTTCAGCTCGCCTCGCAGCAGGAAGGACCC
GGGGACCGCCAGCCTGCTCCCGACACGCAGAGACAGGACATTACAGCCGAGCAGCTGATG
AAAGCCATGCTCAAGACTCTTCAGGACCAAGCTGGGAAAGAGGTGAGGCTCAGCCCCGCC
TCGGATGTCAGGAACGACCGGCGGCTGCACAGGCACCGCACCAAAGACACGGAAATGCCC
GAGAGCGCTCCGGCAGACTACAGTAACTTCCCCAGAGCCCACAAGAAGTACCCCTTGATG
TTTGAAGATGAGGAGAATGCAGACGCTGCCAAGCGGACCACAGAGGACCTGGATGAGCAG
TACACGCCCCAGAGCTTGGCCAATTTAAGGTCCATCTTTGAGGAGCTGGAGAGAATGCCC



GGTCTCCAGAAGAGAAACGAGTTTGTTGAGGACGGGGACGAGGGGGATGATGCCTTCAGC
CCAAGAAACCAGGCTTATGAGGATGTGGCTGGAGGAGAGGAGTGGGTCCCCGTGGAGGAG
AGGGAAGAGACAGAAGAGATGGTGAACAGGAGCCACGAAGAGATGGAAAGAGCCCTGAAC
GACCAGGAGGAGCCAGAGAGGGATGAGGTAGAACGCAGGGCCGGCCAAGACCAAGACGAT
GCTGACGATGACACCAAACTTGTAGATTACTACCTTCTGAAGGTCCTGGAGATGAGTGAT
CAAACGCAGAAGAGGGACCAAACCGGGGAGCAGAAGAAACGACTGATCCGCCCCTTCATC
GTGGATCCCCGAACAGTAAAGGAACTGTTAGAGCTGTCTCTGAAGCTCCACGTCCCTCCC
CAGGATCTAATTGATATGCTGCTTACAGAAGAGCTCAAGAAGCTCCACCGCGATCCCCAA
TCCGCAGCCCGCTACGCCACTGGCCAAACCCCCAAGATCAGATACTTCAGCCGCAGATTG
CCACTGAA
>CL4866Contig1
GTCGGTCAGGGTGACCTCAGCGTTCTCGGGACAGATGTCAATCCTGTCAATCACCTTGTC
CTGATCAAAGTCGGATTCGCACACGTCTCCAACGCCATCATCGTTGTCATCCATCTGGTC
AGGGTTCGGCACCAGCCGGCAGTTGTCCGGTCCCGGTGGTAAAACATCTGGGATGCCGTC
GTTGTCGTCATCGTCGTCGCACTCGTCCCCCAGCCCGTCTTTGTCAGAGTCCACCTGAGA
GCTGTTAATCACGTATGGGCAGTTGTCCTTGGTATCCTGGTGACCGTCTCCATCACTGTC
CTGGTTTGTGTCGCAGGAGTCTCCAACCAGATCACTGTCAATGTCAGACTGGTTTGGGTT
GGGGATGTCTGGGCAGCTGTCACACGCATCTCCCACTCCGTCTCCATCCCGGTCCAGCTG
GTCTCTGTTCTGGACGCGCTGGCAGTTGTCCAGGAAGTTCTTCAGACCGTCTCCATCCAT
GTCGTCATCGCAGGCGTCACCTTTGCCATCGCTGTCAGTGTCCCTTTGGTCAGGGTTCTT
AGCCAGACGACAGTTGTCACATGCATCACCGTGGCTGTCACTGTCACTGTTTTTCTGGTC
CACATTGGGCTTTAACCAGCAGTTGTCCAGTTCATTAGGAATACTGTCCCCATCTGCATC
TTCATCGCAGGCGTCTCCTTGGCCATCCCTGTCTGCGTCCTCTTGACCAGAGTTTGGGAC
ATAGATGCAATTATCCTTCCTGCAGTGCGCATCTTTACATTTGAGTTTCTCATCTGGATA
TCCGTCAATATCTGTGTCCTTCCCGCACAAATATCCATTTCCAGCCCAGCCGATTCCACA
CTGACAAGAAATGGACCCGTCTCTTTCCAGAACACACGAGGCGTTGGCATGACACGGGTT
GGTCAGGCTGTTTCCACAGCTGACCTCTGGCTTGCATCCC
>CL4867Contig1
TTTTTTTTTTAACTTTTTGAATTTTTATTTTGCAGAAAGTTTCTGGAAAGTGAAACAAAC
TTGCTGTGAAATAAATAAAATCTCATCACTGTTTAAATCAAGGCTTTTTTCTTACAGTCT
TCTTAGTTGGACATCCTCAAATCGCTATAAAGAGTGAGGGGAGAACAAAATCCCAGTCAT
GCAGCTTTCCATGATGTCAGCAGGTGGCAAAAGCCTCTGAACACAACAAATGTCTCAGAG
CAAAGATTAGATGCCGTCACATCCAGCAGCTACTTGTCTGCCGCCCCGGGTTCACTGAAG
GACTTGACATAGTTGTAGATCCGGGTGGTGAACGGGACAAAGTCCTTCTTGTAGGTGACG
GTGGTCTTGCTGTGAGCTGTGACATAGACATGTGTGTTGGGATCTGCAGGCTCCTCCACC
TCCTCCTCCTCCTTTTTTTGCTCCGTTGGGTCGTCGTACCGTCCGGTGTATTTGAAGTAC
GCGTAGGAGCCAACCATGGTCCAGATTCCGAGCGCGTACACGGCAGACACTCTGGTGTTC
CACTTCACAAAGTCTTTTAACATCGTGGCGCCTCCTTTGAGCCGACAAAACTCAACAGTC
TTACATTTATTCCGCTGAAAGTCACAGTTTTCCTTTCCCTACTAAAACACAGGAGGGAAA
CCGCTCCGACTCAAGGACAGGAAGTACTACTACCCCCGGCCATAATGCCCGGGTTAACGC
GCGCTCACAGACT
>CL4868Contig1
TTTTTCACCTTTGACCTTTATGTTTATTTGCTTACACCACGTGGACAATCCCCACTCACA
CACACACACACATACAGTTATTATAATTCAGTGACATATTTCAACAGAAAAAAGAGATCA
TCAAAGCTTGCTGTCTTAAATCGATCACTTCTTTTTGGTTCTAGGCTTACTGCTGTTGAA
GATACTGATCCCCCCTGATCTGACTCCCACAGCATCTGCTGTCACTCCAGGCTGCTGAAG
CACTTTGTCTAACGTTGTCTTCTTAATAGCAGTTGCAGAGATCTTCTCTTGGTCAGCCAA
ATACTGAAGTTCCCTAGTTCTTACACAAGAAGCCTCCACAGCATTTATAAGGAGACTTCT
GAAGCCTCCACTCTCCATGACATGAAGAGCGTGAATGGTGGCGCCCCCTGGTGAACACAC
ATTGTCCTTGAGCTGCCCAGGGTGTTGATCCGAATCTAGCAACATTCGAGCTGCACCCAG
CAGGGCTTGTGCTCCAAGCCGTACAGCCAGTCTCCTTGGCAGGCCCATTTTCACTCCGCC
GTCAGCCAGAGCATCGACTGCCGTGAATGCATAAGCAGGGCCACTGCCACTCAGGCCGGT
GACGGCATCAATCAGGTCCTCCTCCACTTCTGTGCAGTAGCCAACGCTGGCCATCAGCTG
TTCTAGAAGTTTTCCATCCTCCACGTCTGCGTGTGTGCCTGTGGCATACACAGTGGCTCC
TTCCCGTACCACCACCGGAGTGTTGGTCATGCAACGCATCACTTTTGGAGAGGTTTGATA
CTGCTGCAGCTTCTTTTCTATAGAGCTGATAGTGACGCCTGCAGCACATGACACAATCAG
GTGTCGATCCTCAATGTCGGGCCCAATTTCATCCAGTACAAAAGGGATGATGTGAGGTTT
CACAGCCAAGAACAGGACATCACTTTTGTTTACTGTCTCCTTGTTGCTGGTGGTGAAATT
AATGCCCAGTTTCCGCAGCTGATGAACTGTGGGGAGGTCAGTGTCCGGAGAACTGGCTGT
GATTCTGTGAATTGCAATTACTCCTGCAGCAGAGAATCCTCGCACCAAAGCGTGGGCTAG
CTGTCCCGCTCCTATGAAGCCCACACTCATTCTGGCGGTTGATTCGTCGCAGAGGATCCT
GAAACGCCGCAGAAGAACCTGAAAGGAGCTTACCGAGAATCTTCCCCCGGCC
>CL4869Contig1
TTTTTTTTTTGCAGCTGGAAAANAAACTTTAATACANAAAANAGTCCCANAAAAGGCCTG



GGGGGGCAACGCCGCCGTTTCAGTCACCCAAACAAAGATATGATATAAATATAACCCCTC
CCCTGACGCTCCATCAGGGCAGGACCCCCCCCCCCAAACACATCACAGAGCATCCGCAGC
ATCAGTCCGTCTCCATGGCGCCGCTGTGCGTCTCCTTGGAAACCATGAGTCTCATCAGCT
TTCCGTGCAGCTTCTCGATCTTCTTGACGTCCTGGGCCTGGTCCGTCTTGTACTGGAGAC
ACACGGCGTTGTCGGTGACTTTGATGCAGAGGCTTCCGTCACAGTGGCGGTATTTCAGGA
CCACTCGGACCTTCATAGGATCCGTTAAATACAGTTTCTCTGCGGCGCGAGCGAACTCGT
CCCAAGTCTGGAAGACCGGCATTTCGATTACTGCCAGTTAGATAAAGATTGAATCTGAAA
CTTAGTGGTTACCACGGAACACCACATCAGCGTCAGGAAAGCAGGAAC
>CL4870Contig1
TTTTTTTNTTAAATGTTTATAAAATGATTTTATTGAATCTTTGTCTCCATGAATCCAAAC
ATGACCTTAAAATCCGTGAAATGAAGTTTGTTTCCAGGAAACGCCGCCGCCGTTTTCCCA
AAGACTTCCTGTATGAATCTGAAATGTTTCTATAAAAAAGCTGCTGACGGACACCAGCAG
GACTCTTCCCGCCTTTCCAAACCTGTTTCCTTCACCTTTGCTCCGTTTCTATTCTGGGGA
ACCGGCAGAACCCGGCCGGAGCGCCGCTCTGCTGACGGACGCCGTCCAGGGAGACGGCGC
CTCAAATATAGCCACGCTTTCTGCTGAGTCATCATTTCCATCAGATGTTCTTTCCTCTCC
GTGGTCTCCAGAACCGCGGCGCCGCCCGTTAGCTTAGCTGGCGCTAGCATGACGGCTTAC
ATTGAAAAGTGGTGAACAGGAAGTGGAACGGCGTGCTGGATGGACGCTTGGCGCCAAAAC
ATGTAACCACAAACAGAAAGAACACACATGCACACACACAAGAACCACAGCCTGACCGTG
TACGGCTGACAGGGCCGTGCACACGCCCACGTGCACACGCCCACGTGCACACATCTCTCA
GTTAGAAAATCTCTTAAAATCTATGTTAGAGAACAAACGCCGTTCTCTGTTCCAGTAGGA
ACGTTCTGGGGGGGCGGCCCCTCCAGTGCTGACTGAATACTTTGGAACAGGATGTTCACC
TTCAGCCGACAGGAGGAAAAGTTTTCGCCCCCCGCCAACCCCCCCAGCAGGATTCACAGT
CTGGACGCCGGCGCGTGAAGAAAAGCGGC
>CL4871Contig1
GGACAACTATTTGACAGTTTGTTAGATAGCTAACCAGCCCCGAAGTGAAGGGTTTCTGTG
GATAGATTGGATTTATAGCCGTGCAAGTTTGGTCATCACATTGACTCTAACCGCACAATG
TCATCGTTTGACGAAAACAACAAAGAAAGGCTGCGCTCTGTGTCTGTGGATTTAAACAAT
GATGCATCTCTTCTCATCGACATCCCCGACGCACTCTGTGAACGGGACAAAGTCAAGTTC
ACGGTCCACACAAAGACCACACTAAGCTCATTCCAGAAGCCAGAGTTCTCTGTTCCCAGG
CAGCATGAAGACTTTATCTGGTTGCACGACACTTTGGTTGAAACTGAAGACTATGCTGGT
CTAATAATACCTCCAGCCCCCCCAAAGCCTGACTTTGAGAGCCCCAGGGAGAAGATGCAC
AAACTTGGGGAGGGGGAAGCCACCATGACAAAAGAGGAGTACACTAAAATGAAGCAGGAG
CTGGAGGCCGAATACCTGGCTGTCTTCAAGAAAACCGTCCAAGTGCACGAAGTCTTCCTG
CAAAGATTGTCCTCTCATCCCGTTCTAAGCAAAGACAGAAACTTTCAGATTTTTCTGGAG
TATGACCAGGATCTGAGTGTCAGGAGAAAGAATGCCAAGGAAATGTTCGGAGGGTTCTTT
AAAAACATGGTGAAGTCTGCAGACGAGGTCCTCATCGCCGGCGTGAAGGAAGTGGACGAC
TTTTTTGAGCAGGAGAAGACGTTTTTGCTCGACTACTTCAGCAAGATCAAAGAAGCCACT
GCCAAAGCGGAGAAAATGACACGCTCACACAAAAATATTGCAGATGATTACATTCGTCTT
TCTGCCACTTTAAACAGTCTGTCTGCTGAAGAGAGCACAGCAAACACCAAGACCTTGGAC
CACATCTCGGATCTGTTTGAGAAGCTCAGAAAAGTGGAAGGAAGAGTTGCATCTGATGAG
GAGCTGAAACTCACAGAGCTGCTGAGATATTACATGAGGGACATCC
>CL4872Contig1
TTTATGGTCAGAGTGCAGACACATGAACAGTTTGGCACATGGATTTGCACTGAATAAATA
CAGGAAGAGTCCGTTTGGATCTGCAGTCTCAGGCTGAGCGTTCATGCAGGAGGATGCAGA
ACAAGAACAAAACGCAGAAAGAAAAGGACTGTTTTCCCCAGCTTCAGACACTAATGCCTC
GTTTTCCTGCGTTTGATCAGCAAACTGCGGCTGCGGCTGCGACTGCGGCTCCCGCAGGAG
GAGTTCCAGGATGAGCTGCGACTGTAGCTCCTGTAGGAGGAGAAGCTGTGGCTGCGGCTG
CGACTGCGGCTGCGGCTGATGCTGTGGATGGGGCTTCGACTGCGAGTGAAGATGCTGCTC
CAGGACGACACGCTGGTGGAACGAATGCTGGAGGGGGGGCTTGGCCGGAAATAAGGAATG
GGCCTCTTCCTCGCACTTGTGATGCGCCGAGCTTCTAGATGACTCGGCGAGTCCCTCCTC
CTCTTCCTCATGGGAGTGTAGGATTTGCGCCTTCCTCGCTTCCTGACTTTCCGTCCGTGC
TTTGCGTCTGTCTCTCTGGAGTCCGCTCGTCTCTTTCTGTCTGAAAGTCTGTCATCACTG
TGTCTGGAGTAGCTTCCTCTGGAGCTCAGGCTGCTCATGCTGCCTCTTCGCCTGACATCT
GAGTGACTGGGGGATCGTGAGTACGAGCTGCGAGAAGACAACGAGGAGCTTCTGGAATAG
CGTCCCAAGTATTTGGAACTCCCTGAGGATCTGCTCCTGCTGCTGGAAGAGCGACCTTTT
GTCCGAGACGAACCCCTCCTCCTCCTCCTCGATTCACAGCTGGTTGACTCAGATGATCCG
ACAACCTCTACGTGACACCCCAAGGTTATCTGCTCCCTGTTGCTGATTTGATTGCAGAGG
GTTGCAGACAGGCTGGTTTCCCCGAAAGGTTTGCAGGAAGATGCAAAGCTGGTCACAGAG
TTCCCTGAATCCGAGGCGCTGTCTCTGAACGCCGAGGCCACACGTCCGGTCCTGGCATAC
TCAGCGGCGCTCGCTTGGGAAACACCGGTTTTGCTTGACGGAGGCGAAGATGTGTCATTA
CCAGAATCATAATCATGCGGACCTTCTCTGCGGTTTGGCAAATTTTGAGCTCCGCTTCCG
TTGAAAAGCACTTTTCCAGGATTTGAGGGCAAAATGGCGCTGGCCGAGAGGACGGAGCGA
TACCACCC
>CL4873Contig1



TGTTTTATTTAANGNAAAANTTNGCGTCAGAGGGCACATAATGGTTATTGAGGGGAAAAA
CACATTTATCCGAGTGCAGGGCTTTAGCAGAGCTAAGAATGTTATTGTTTGCATGATATC
CTCCTTTATCAATATTTAGAGCTTCGTTGCTGTACTAGGTGTTTTTGTGATTACTGGAGA
AAGTCCTTGAAACGTTTCTAGCGCAGCTAAAGTGCTTTGGCAATACAAATGAGTTTCATG
TGTTTGCTCAGTTTTAGAGAAACACGCTTACTGTCCCTGAAGAATACAAAATAATAAAGA
TTAATATTCAACTCGTGTGATTTCTTTAAAATACTTTTGGATGATCGCAACACAGACAAT
TGTGCAAACCACAAATATATGTGACCTTTTACACAGAAGCAGCTTTTTCAATTTCACCGA
CTTGTGGATCATTGATTGACTGCCTTTAGAAAAAAGACACCTGTTACATCATCCACCCCC
ACCCTCATGTCTGGAGGAAGCGTGTACACCTCCAGACGAATCAGAGTGTAGCCGCTCTCC
TTTAAACTGGCACACACCTGGGCTTCATCCAGTGGGACCACAGGGGATCCTCACACCAGG
CCCTGCGAAATAATAACTCTCTCCAAGGGCTCCGATGAGCAGGAGGTGGCCACCAGGCCG
AAGGAGCTTCCGGGTGTGTCCCAGGGCTCTGGTGAAGGAAGGTAAGTCAGGGCTGACGCT
TTCCAGGCAGAAACAGGAAACCAGGCAGTCGGCCCCTGATGGAGGAAGGACATCAGGGGC
CAGAGGCTGAGAGCAGTGAACATCGATGGGGACGACGTCTGTGACGACTTGACGCAGCTT
GGCAGCTTTTTCTGTCCACTCTGAGGGCCGCCGTCCCTCCAGTTTGCAGACGTGCTGTAA
GTACGGGGTCCAGTCCAGATTACATCCTCCCTCGTCCCTGAGCCAGCGCTTCAGTTCCTG
CCTGTTCACATCCAGGAAGTCCGTCAGCAGAACCTTGTTGAAAACCTCACAGCCACTCAG
CACCTGGTACAAAGTAGGACCTGAACCGATGTCAACCAGGAGCTCACCACTCACATCACC
TTCAGTGAAAGCTCTGTGCAGACATGCCAGCTTCCATGGTACAATGCTGTCTTTTCTCTC
AAAATCAGCTCGCGGTGGAGTGTAGTTGTACTGCAGATATGCTGCAGGATCAAATTTCTC
ATAACAGACTGCCATAGCAGCCACTCCATTGTCTTTCCTCTTCTGTTCCATCATCCCCTG
TGTGTGAAGGTCCAGGTCTCCACGTTTGTCATTCCCCGGCCATAAGGCCCGGG
>CL4874Contig1
TGGTGGAATCTGAAATTGCTTTATTTCTTTAAATNCAGAAGTGTTAGTTAATAATTCAAC
TTCAATAACATGAATTATGGTTGCCGTACCAACAGCTAGTGGAGACATGTTTTCCACATT
CTAACTGCACTTTTTATTTGCTTCTCTCCTCTGATGTCAGGGAACAAAACAAAACAGACG
TCTCAGAGCAAAAATATGTGACGAACAGGCGGTTCCTATAGAAACTAAAGCCAAACAGTT
GGGAAAAGGAGGAGTGCGCACATCATAGAGACATACATTCATGTGGCACAAATGTTTGGT
TTCTGCAGACAGATGTCCTTTTTATTTTTCAACAGAAAATAATGGTGTGTTTAAAAGTGT
CACAGAGCTGCAGTTGATGCAATACAACAAATATGAATCATACATCTCCTCTTAGTTCTC
ATTTCCTCACAGCACAGATGACAAGCGGTTGTTAGATATTTGTACCGGTAATTAAAAGTC
ACAAACGTTTGGAACCTCAAACAAAGCAGATGATACAAATCCTTTTCATTTCACATAAAA
AGCTGTTTTGAAGGTGAATTAGTGCTTCAGAAACAATGGTGGCAAAAGCTAGATGGAAAA
AGCAAGTAGGGTCAAATCCATCAAAGTTGTGTGCAATCTTTAAAAACAACAATAAAAGAG
AAAAACAATGATAGCATGAATGTTTTCAACTCATAGGAATCTATTTTTTTAAGAAAATCA
GTTTTTCTGATTTCTAACTGAAAGGATTTAGAAAGAATTAAAAATACTTTTGTTTGTGTG
TACAAAAATAATAGTTTTAGATTAGTTTAGGTTTTCATCTTTGCTGAAGCAATAAACGTC
TGGAACCTCACAAGCGATCAATCGCTGTCAAGTGAATTCTCCGGGTAAGACTGAGTTAGA
GTAAACTCCAAGATTCCCAAAGTCATCAGTAATGAAGAC
>CL4875Contig1
CTATTTTTATTTNCTTTAAAAATAGAGGTCATTATTTAGAAAAAAAAAAAAGGTCCCATC
ANTGGTTGGTCAAAAACNATGACNCTGGTCGAGGACGTCTGTGGACGGAGCAAACCTTCA
CAACTCTTTGTTGGTGCGATTTTCGCTTTCCCCCTGATCACAGACACTGCTGCAGAGCTG
CTCCTCCACACCATCTGCTTTCTTGCTGAACGTGGATATGATGGCGTCCTCCAGCTCCTC
CACCAATGTTTCACATGCAAATGTCAGGCCGGTGGACGCCTCAGGTCCATCAAACTGGAA
ATTCTTCAAATCTGGAAAGCCTCCGTCAGCCCCGGTGCTTCTAGGAGCAAACCTCCTGTA
CTGCTTCTGCTGGGTGTTGGGGTCCAAGTAAAGGGCGTAGTCACTCATGCTTTTGCAAAC
CTCCTCCAGAAGCTCGCCGAGGTGAGTCTCTGAGCGAGCCAGTGGGACCTGCTTGTTCTT
CACGCTTCCATCTGGGTTGACTCTAAAACCACCAATATCTATGGTTTTTCTCGGGTCGAC
CTGACTGATTGAGTAGTTCAGTTCGTCCACTATTGCTCTGCAAGCAGAACAATAAAGAAC
CTGGTCTCTCTTCCCATGACTGGTTTTGATGAAGACGGACATCATCATCACCACCATCTG
GATTATCCAGGAGGCCATTATGATGGTCTACGGAAAAGCGCAGCCTTCGCCCGCCCTCAC
ACTTTGATATAAAGACTCAAATGTCAGACCGGTTCCGTCCAAAAGACTGAGATGAAGCTT
CTCCGTTTGACTGCCATTAACTTGCAATAACCAACAGGACGCTCGATCAAGCTAGCGATA
GGACACCTCCCGGCCATAAGGCCCGGG
>CL4876Contig1
GTTTTTGCTGACTGACTACGCGGTCTATCGCATCTTTTCTCCAATGGAGAGGACCTTAGA
GACCATTTCTTCAATTAAAGCTTTGGGGTACCCCAGCAGGTCCTGCCTCTCTGTGTGCAG
GTGTGATGAGCTTCCCTGTCCGCTGCTCACCTGGCTGTCCACTGAGCTCAGGACTGTCTG
TCCAGAGCTCAGAGACTCGGATAGCACAGGTGATGTGTTGCTGGTGGGAGAGCTTCGGAG
CTTGCTCTCAAACATGCAGTCGCCGCTCACTGGGCTGGCCTCTAATGTGCTTGACCCCTT
CATCCTCAGCCATGTCACAGAGTTTCTTGTGTCAGAACTGCAAGCAGCTCACATAAACAA
GCATAAAGAATTGCATCCAGGAGAAAACCCTGTGGAGGAGTCGGAGAAAGAGCAACGAGT
GACAAAGCACCACGAGTCTTTTCCGGTGTGTGACGATGATGATGCATCAGATGGAAAAAT



AAAGATGGCAAAGATGCAGGCTGAATGGATATTAGTTCTGCACGCCCTTGGATTAGATGC
CTCTTCTCAGTTTAAAGATGTGCAAAATGAGCTTGAATCAAGATTAGCCCGTATGTCTGG
TGGAGAAATGACAAACCCTCTTTTTAACAGCAGTCTCAGCTCAGAGCAGTGGCTTCAAGT
GAACCAAATGAATCAAACCATGTTGAAGGATTATCAGTGTCGACAACAAATGATGATCAA
ACGATTTCAGGTTACGCTTGAGTCCTTTGCTTGGGGAGAAAAACAGCAGGAACGGCGTGC
TGCTCTGTCCTCTGTACCTCCTCTTGCTTCCCTCTCGGAATCCTGCAAAGTGTCCCTCCC
CCTTCTTCTGGCAGCCAGACAAGATCAGTCAGGGATCAAACCTGTCAGAGCAGGACCAAG
CACTACTGTATACAAGATGTTGATGGGTAGTGTACCAGACAGAGGTGGGCGGCCGGGGGA
GATCGAGCCGCCCATGCCGTCATGGGGGGACCGAAGAACTCAAGGAAACAGGGGGGGAAA
GGGAAACCGATATCATCAGCACCAAAAAAAGAAGAGAGGAAATAAAGATTAATTTGCCTC
TTTGGTTTTCTTTAATGTCTAAATTGACTGTAAAAATATCCTAATTTAAATTCAGATGTC
TAAGTTTTTTGTGAAAGGCTGCCTTTGTAACATGATCCTAATTGTTTCAAATGTATGTAT
AATTTCAATTTGTGGTGTATATAAATACCAGTTTGGGTATATTCTACTTTATGCTTATCA
CTACTACAAAATACTGGTGTATGATTGATTATTTTTGTAGAAATGTGTTTCAAAGAAAGA
AGTAAACCAATGGGAAGTTGTATTTTTTAATGTACCTGGCTGT
>CL4877Contig1
ACTGGATTTCCCATGGATTACCACTGNTTTGGGGGACAATGAGAACCGACCCGTTCGTTG
GATGGCCCTGGAAAGCTTGCTCAACAACGATTTCTCCAGTGCCAGTGATGTGTGGGCTTT
CGGAGTGACGCTGTGGGAACTCATGACTCTGGGCCAGACCCCCTACATGGACATCGACCC
TTTTGAGATGTCTGCCTACCTGAAAGACGGCTACAGGATAGCCCAACCCATCAACTGTCC
TGATGAGCTGTTTGCGGTGATGGCTTGTTGCTGGGCTCTGGACCCCGAGGAGAGGCCCAA
GTTTCAGCAGCTCGTTCAGTGTCTGACGGAGTTTCATGCGGCGCTGGGGGCCTATGTGTG
ACAACGGCCGGAGAACATATAGAACTGTGCCTTATCAGTGGCAGGAGCACACTTAAGCCT
GATGATTTTACCTTGTACAGGTCTCACTGACTTCTTTTAGTGAAATGGACTTTTGTTTTA
GAGAATGAAACATATTCTTGTTTGTTGAAGCCAAAGCATCTTCTGTCCCTCAGAGGACAG
GGAGCACAGACGGATGCCTCCTGACTGTTTTTGTGCCACACAGTTGTTTTTGTAAGAAAT
CCCAACGCCGTCTCCTGTTCCAGAACATCCTCACACTGTCCGGTGTGGACTCGCTTTCCA
GCAGAACAATCCGGGTTTCAAAGTGGACTGGAAGCACGAGAGGCAGCTCCGCACGGACCG
TGCACTAGGGTCAAACGGTACAGCGGTTTCCTCCACCACAGACGGCCTGGCTCCAGTTTT
TATCTGCTGTGTCAGCACACATCTTTGTCCTTTATTGCAGAGTCTTTGTCCTGAACCTCC
TCAGTTTTTGTGCGGGTTCAGTTCGAAGACGGCTGGTTTACTGATCCCTGTGAAAACACT
GCCTTCCAGCTGGCTCCAGTGGTTTTCTTTCACCTGTAGCATCTTTGTGATGTGTTTTAT
GATCACTGCATGTTGAAAAACGGCTGTAAACTGTTTCCTG
>CL4878Contig1
CACAGGGCCAGGGTAGGAGTTGTCTCACACAGATTATATTTAGTACTACATGCACAGTTA
GGCTTCAGACTTTTCAGCATTTTAAACAGCTCAAGTGATTTTCTGAATGAATATGTTCAA
ACACTAACAGTTTATAAATGATCAACAAGCACAAGTGTTTTAAGAAAAGAAAAGTATAAC
TGAGGAAAACCCCCTTATGTATGCTTTAATTTGTACAGGCTAAACATAATTTTCTGGATT
TTCCAAATAACCATTCAGTGAATGCATTTACCCTCCTCTGCAATAACAAAGCAAAAATAA
AAAATAGTACAATGCTTGGAACTTTTTCAGATGCCGCTTTAGAAATAAGAGTATTTCCAG
ATGAGTTCCAAAACAGCTGTGTGTTCATATGAAGAAAAACGATGGAATGACAAGAAATGA
AGCATCTGACACAGTTAATATTTTAGAATGTACACCCAGGAGAATCCACAGGAAACATAC
AAAATGAATGTATCATGGTATCATCTGTAAAGAATGACCTCCCTCCTCCTCCAGTACTCA
CAGCAGGGTAGAGACCTTTACAAGCTCTTTCTAAAGAGATGTTCTTTTGATCAGCTGGTC
ACCATGACACACATATCACAGGATTCATTTGCTGCAACATGATCACCTTTCTAACACAAG
CATTAAGCTTTCAAATGAAATGTAAGCATTGAGGTGTTGCATGTCTTCAGAGGGATCAGA
ATAGTATTTTCTTGNTTACAGCTCCCCTGACTAAACCCAGACTTAATATTTAAGG
>CL4879Contig1
CCGGATTTAGTCTCAACTCATTAACGGTTCTCCATCGACTAAGTCCCCCCTCCGGCAACC
GGTGGAGGGAGTGAGGGAGGGCGGGAGTTCTCTGCAGAAGCTGCCGGCAGGATCTCCGCG
CAACTTGCCCACAGCGAGCCGCCGGCAGCGTTTGGACAGGGAAGTTGCTTGTTTGGAATC
CGCGCGCAGCGTCCAGCCTGAACTCCCGCAGATATGCAGATATTCAGCGCGATGTTAATC
CGAGCAAGCGCCCTCTTCATGCGTGGAAAATGACTCCGACCGTCGGTGATCTTCTTTCCA
CGATGGTGAGGAGATGCCCCGTCACTTTCAAGCCATTCAGGATCTTTGTAGTGGGTATTG
GCTTCTTCAGTCTGTGCTTTCTAATGACTTCTTTTGGGGGCCGCTTCTCAGCCAAGCGAC
CCGGAGACTCCCCCTTCACCGTGAGGGCAGAAGTTCTGGGAGGACAGGAGTCCCGCGGCG
CACTGAGAAAAATCAGTGACACCCTGGAGGTGATCATGAAAAGAATGGACGCTCTGTCTA
AACTGGGAAACGCCACAGACAACCACCGGCTGGAAGAGCTGAGCTCAGCTCTGGACAGGA
TTCAGCCTGTTGGATTGGTGGAGCGGATCCAGGCCATAGCTCAAAACATGTCTGATATGG
CAGTGCGGGTGGAGCAGATCCTGCAACGCAGCATTGCCACCAACAGAGCCAAAGAT
>CL4880Contig1
TTGAGTATTACATCAGTTCACAACTTTATTTTTTTCTTCTCACCAAGAACATTTAATGTG
CAATCATTCATACAGTACACCACACCAGTTCGGCTTAGAAAACATTTGATTGTACACAAA
TAAAAACTCTCCTTTAAAAATCTTTGCTCTTTCTATTCACCAATCTAAAGATCTCTATAA



GGAATAACTTTTCTCTGTTTTGAAGTTATGGGTTTACGGTTGAGAACTTCAATATACCAG
TCTAAGAATTTCAAAAAGGTACGCAGGAATCACATTTGGTTAATATTGCTTTGTAGAGGA
TATAAACCAGGAGGTGGCCGGTAAACAGAGACAGAGGTCTCGCAGAGTGCCTTTTAAAGC
CAACCAAAACACATTCGTGCTATTATTGTTCCCAAGAGTGCCAAAATAAAAGTTTTACTT
CAGCTAGTTGAGTGAATTTAAAACCAACAACTAAGCTTGCTATTGTGTCAAACCCAGACT
AGAGCATTGCTGTAAGCACACGTATCTGCACCGGTAGATTGCTGCCTGCCATGCAAATAA
AGACAAGACAAGCAGCTGGAGGATGAACCCATATTAGGCGATGAACTGACCGATTTGTCT
TATGTACAATACGATGAGTCAGCAGATACATTGGCTCATTTTCCTTTGACTGCTAAGAGG
GTGACATTAGAAACAAATGATCAATCACAACAAAATTTTTCTTTTTTACCGACTTAAAGA
AAATTCCGGCATCGAGTTTGATTTCAATTAGAAATTTCATGATTAAAATAAATAAAGCCA
TTCAATAAGAGTAATCATCACAAAGTAATAGCAATCCAAT
>CL4881Contig1
AGGTGTTTTGATACATCATTGTTTTTGAACTCATTAAAAAGTTGGCCTGGTCAAAATTTC
TCACGTTTACCAATAACTCTTGATTCTTCATGCGTGACACCTTCTTAAAAGACACAGCAC
AGGCTCTGACACAGCAAGCCTGTTCAAATGGGACGTTTGTGCAATAGTTCATTGTGGGGC
CACACCTCGTCCCTCCCATTCACACCCTCGCTCAGACTTTCACATCATGGCTGCCAGAAT
GTTGCAATAACCTCCATAAACACACCCCGGCGTAGCTGAAAAAAGCCTTTTTTCAAAGTC
TGAACTGACTGGTGGGAAATCATTAAAGTTTATTACAAATGATTCTCTAGACTTTACATT
TTTTACACAACAATAAAAAAGCAACAAATGATCAGTCAGTTTTGAAACAAAAAATATCTA
TAAATATAAAAATGTTATTAACTATGAAAGCAGATGAATGGTAAAAAAAACACATAAACA
CCAAAAGTTTCTAACTTTCCACCATAAACACCTTTAGAAGCAGAACCAACACTTTAGAGG
CAAATTCTAAGTCAACACATAGAAGTGTGTTGTGCAAATGATAAACAACTGACAGAAAAT
GCAAAGTTTTCAGTGCAAAAGACCAACAAGTTGGAAAAAAAACCTCCATATACACACTAA
CATCACCTGCACAGTCTCATTCCTGATTCCAGGCCTTTGCCCTCTGCAGTCAGTAGTGAA
CCTATGAACTCGTGTGTAAAGTCCCTTTGCTCATGTCTTAAAAAACACGGCTGCAAGAGT
TTTGAACCTTGGTCCCAGCGTGTTCAAGAAGTCCAGGTTTTCCTCTTCGCCGAAGTCTTT
GCAGGATCCGACAGAGCCGGCGGCAGAGCCCACCCCCTCGTAGCCGTAGCATTTGACGTT
GTCGTCAGCGAAGTGGTCCTCCCCTTCTTAACAAATAATGGCCAGTTTCTGGTTAATGCG
GTGCTCATTTGTTCGCCAGAACTCAGTGAGAGATGAGTCCGTGGCACAGTGTCTTCCCAG
GCTCATGCCATTGCCTAGATAATTTTCACTTTCGAGCTGGCCAGAACCATACGGCATATT
GATGGAGTTCATGCCAGTCTGATAAAA
>CL4882Contig1
TCGAGCATCNGTACTTCCCAGGACGAGGAGCCAGCGACTCAGACAGAAAGCTTGAATCAG
GGAGTAAAAAGCGCCGCAGGAGGCATCTGTGTTTGAGTTCAGGATTCCTTCTATTGATTT
TCCTTAAAAACCTGTTGTTCCTGCACCCCAATCGAGGTTTAAACACTCAGACAAGCAAGC
TGAAGGGTCACCACCGGCACCGACTTGGAAGTGTCAGGCATAATAGTCAACGTGTGTTCC
CTCTTGAAAGACAGTACCAGTGTTTTTAATGTTCTGTTTTGGAGTCATCAGCCGGGACTG
ATGGATCCCTGATCCAAAATGCTGCTCGAGTTGTTTTGCAGAGTGTTCAACGCCACAAAC
CAGAGAATTATCCATGTCTGCTAGCATCATTCATGCTAAAGGAACGGGAAGGCCATTCAT
TTTTAACTGTAGAGATCAAATAAAAGGATTCCTAACTGTTTTTGGATCATGGAAAAAAGG
AAGAATAACTGTCTTAAGTATTTGAACGCACAAAGAAGAGGCACATTTCAGCATCACTGG
TATTGCCCTCACAGTCTTACCAAGTAAAAGTATTTTTTTAAGGGGCTTCATTTCATGTTT
TTAGTATTTTTGTTCCGTCTGCAGTCACACCTGAAATCAGCCAGTTGTGCCACTCCGTTA
AATCTGGAAGTGTTTCTGTCGCTGTTGTTTTCATGTGAAAAAAAAAGACAAAATAAAGAC
AAACATGAACCGACCTCAAAAAAAAAA
>CL4883Contig1
CCCCCCATGGACAAAGAAAGCCAAGTGAGTAGATCTAAAACCTTTGCCCATGCAATTGAA
TAGTAGAGAGTTAGGACAAAGTCAGGTCATTTTATTACTTGTGTGTGCGTTTGATTCACT
CAGTATAGCAGTTGTTTTCACGCACACATTAAAAGGCCGTGTCCTTTAAATGCAAGTGAA
GCAGGAGGAGGTCTTGGCAGCACATGAGTCGTGTTCACACACTCGACGTTCACTTGTGTC
AACTTCTTGAGCGGCTTTACACCTCGTTTTTGTTTCCAGCATAAAGCCTGGTCCATGTCT
TGGCTATGTCTATGGCTTCAGCTTCATTGGACTTCCATTTCTCTGCAACATCATTTGCTA
AGGGGTCGTCAGGGTTGGGTGCACTTAGTAAAGCCTGGATTGATAGCAGGACTGTTCGGA
TTTGCAGAGCTGGTGACCATTTGTCTTTCAAAATGTCCAGGCATATTCTCCCCAGCTTGT
CCACGTTGGGATGATAAATTTTAGTCATGAAACGAACTTTAGGTGCCGCCATGGGGTATT
CCTCTGGTAAGAACAGTTCAAGTTTAAAGGTCCCTCCTTCAAAAGGTGAGTCCTGAGGTC
CAGCAATGACCACGTGAAAGTAGCGGGCATTGCTCTCATCGGGCTCTGCCTTGATGCCTG
GAACAGGCTCTGCAAGCAGGCGCTGGGTTTCCTTAATGATCCTGCGGGGCAGTCCTGCCA
TCTTGTCTCAAATGCGGGCTTTTAGCTCTTGGGTCTTCTCCTTGCCCCCCGGCCATAAGG
CCCGGGTTAANCGGGCGATCCCA
>CL4884Contig1
AGTTTAAAGTTACAACTGTTTGTGTGGCGTTATATTTACTGACATTTAATTTATTAAGTA
TGATTTTCAGTGTTACTGGTAGCTGTGTGTCCGTGTTTGAAGTAGACGAAACCTGGAGTT
AGCTCGCGTTGGACGTGGGCAGAAAAATCTGTTGCATGACAAGTGCAGATTCCTGTGGAA



AGAACCAACATGGAGTCTCGCGAAGGAGCCGCGGCGACCAGAGACTGTGTGCTCGACTTT
TCACGGCTAAGCTTGAACACTTTAAGTCTCGACGCCGTCAGCGAGGAGAGGAGACGGGAC
ACCAAGCAGTTCTACCTGAACTACAACAGACTGTCGTCCCTGCCGCCGTCGATCGGCGTT
TTCCACAACCTGGAGTTCTTGGACATCAGTAATAACGGACTGACGGCCATCTGCGACGAC
ATCACGCGCCTCACCAAGCTCAAGACGCTGCTGGCCAAGAACAACCGCCTGGACGAGTTT
TCTCTGCCCAAAGACTTCGGCTCTCTGTCGCTGGAGGTGTTGAACTTTAGCGGGAACCGC
TTTGAGGAGATCCCGCTCCAGTGCACCAAACTGTGGCGGCTGCAGTCGCTGTCGATCGGC
GGGAACAGACTGAAGAGCATCCCGACAGAGATTGAAAACCTAACCAGTCTGGAGATGCTG
TATTTGGGCGGGAACCTCATCACGGCGATTCCTCCCGAGGTGGCAAACCTGCCGTACCTC
AGCTACCTGGTGCTGTGCGACAACCGCATCCAAAGTGTTCCACCCCAGCTCACCAGGCTC
CACCTGCTGCGATCTCTAAGCCTT
>CL4885Contig1
AAGAGTTCTTCAAGAAGTGCAACGTCACGCCCACCGAGGAGCACGTCACGGGAGCGCTTC
CGGAAGCAGAGTCCAGGAGAGAATCAGAGGAGGAGGCAGCAGCAGAGCTGAAGCCCAAAG
AGTCTGTCAGCTCCAGAGCGTCCAGCGTCTCCTCCAGCAGCTCGCTGCAGCAAGCGGCGC
CCAGCTCGCCGCCCGCAGAGGTGGAGGAATCCCCGCGGGCCGAGCCGGCCCCCGCCGCAG
ACGGCCTGGGTCTGGGCGTGTCGCTGGCCGAGGCCAAAGAGAGAGCTCACAAGAAGAGGG
CGGCCAAGAAGGCGCCGGCCATGGACTGGAGCAAGAGGAACGAACTCTTCAGCAACCTAT
AGGCTGATCTGCGTCTCTGCGCCGCGCTCCAGTGGAGACCTGAGAGAGGATGGTTGTCCG
TCGGTGTGAATCTCAGACTGACAGCTCCTTTTAAACTGCCACGTTGAACAGTATTAGAAA
TGATTTTGTTTTAATTTAGGGATTTGACACTTTCTGCCTGTAATGTTTCAATGACTTAAA
TGATATTGCAGCAATGAATGTGTCAGTAAGAGCAGAGTAACACAGAGCCCTGAGGAAGAG
GAGGAGCCACGACTGCATCAGGAAGATTGATTTGTTTTAACTATTAAGCTGAAATCCTCT
GTTCAGAAAAACTGCTGTGAAAGTCTTAATCCTCAATTCAAAGAAATGTCTGTTTTAATT
GTACATACATGAATGAAGGCCTGTTGATTCTGCTTGTTGCTTTTGTTTTGACAGCGCCAC
CTACTGGTGACTGTCCTTAAAGCTCTTTACGTTTTTGGATCTTAGTGAGATGTGGGTTCT
CTACCAGGTCAGTTATCTAAGGCAGGTCTCAAGGCTCCAACA
>CL4886Contig1
TCTTTTTTTTGTTGGTCCAATATGTTAACAAAATAAAAGAAAATCATTTGCATCAAAACA
TCCATATAGAAGCTTATTTATTAATTACAACAAAATGTTATAAACATTCAAATGTACAGT
AAGGAACGTAAACAGTGCACACTGGAGAGGAACTGCGAGGTTGAGCGGAAAAGAAGAACT
TTCATGTTTCTGTGGAAGGTCGGCGCGAGAACAAAACCATGTTTGGCTTGAAAATCCTCG
CTTTCAACATAAGAAACCAACTTGGCTTCAACAATCAGACGTGTGACCAGTTTGTTTTTA
TGATCAAAACACTGGAACACAGGAAAATCTTTCATGGTTTCTTTAATGCTGGACAAATGT
TACCGACCCAGATTTTAGTGCAAAACTGTGAGAAAGGAGGAAAAACAACTTCAGCAAGGT
CTCCTTGTTTTCACTGCAGTTGTTTTTTTTTCCAAATTTTTGCCAAAATGTGCTCCGTGT
CCTCCATTATGCAGTCAGAGAGTAGATCTGAAATGACCCTGAACATCTTCAATCACAACG
TACCTACAATAAATCTTTGATAATACTTGCTGTTATCGATTTCTGATTATATTTTGGTGT
ACTTTTAATGAAATGAGACCTAGACATTGTGTTCAGGTCAAAATGGACCCGTTTTCAAGA
GTGAAAATAGGTCAGTTTTGACAATGAGGGTTAATCTGCAGAAGAAAACTGCAGCTGCCT
CGAGTTTGGCTCACAGTAACCCAGAGATCTCCCGTTATCTCGGTTTAATCTACCTAAACA
AGGACAAAATGCAATTTACCTGATTTATTGACTGGCAGAGAAAAGA
>CL4887Contig1
AGTCTGCCCTGGAAGGGGAGATAGCCAGCCTGCTGAAGGAGAAGGAGAGGCTGGAGCAAG
TCCTAGCCTCCCACAATCCAACCTGCAGGCTACCTGGAGATGCCAGTATGGAGGAGGATG
CTGTTGACTCAATAATGCAGGATCCTCCAGCGTCGCCCCACCTGCTGTCCATCCTGGAGA
AACCCCCAGAGAGCAGCACAGACGTCCCCACAGCTCCAGACATGGCCAGTGCTTCCTGCA
TCCCCGCTGCAGCCATTCTGGGCAACTCCAACATCCTGCTCTGCTCCAGTGCAGAAGAGG
ACGACCTGGAGGACTTGACAGGAGAAGACCTGGACAACTTGGTGCCCAGCCTGGAGATGG
CAGTGACCTCTGAGACAGCTGTGTCTGTCCCTGACATTGACCTGAGCGGCCCCTTCAGCC
TCCCAGACTGGGAGACGCTTTACAAATCGGTGGCAAACGACCTTGAGTCTTTCAGCCCGT
CAGTCGTGTCTTCCAGTCCTTCTTGTAGCAGTTATCGCACAGTGTTCTCCTTTAATTACT
CTGAGATTGAATCCTTGGCTGGCGGCTGCGACAGCGTCAAAGGCGGCCTGGCTGCGTCTG
AATTAATCAAAGATAGTCTCAACTCTCCAACACTCCTGGCCTTGTGAACAGACAGAGGCA
TATGCAACAGTTTCTTGTATTTTAAACAGCCAACAAGCTATACATTCTCTCTCAAATAAC
CTTTTCTGGTGATGTGTTGTACACCCAAAGCTTCAGAGGCTGTGCTGATGTGTTTCCAGC
TGAATTCTTCCATATTGTTGTTCTGAGATGAGACTTTGTGCCAAATGCATGCAAATACCT
ACTCTATTTAAGATTGTGTTCTTAAAAAGAAATTAACCAGTGGTGTGAAGTTATAATATG
TGTGTAACACTGTTGTAGAAGGTTCTAGTGTAGCAGCATAGGTGTTACATCTGGCTGTGA
GCTGTCTCCTGACTTGACTTGACATTTATTTTCGAATTTTGCCATGAAAAAAAACCCCAC
ATGTCCTGTATTTTCTCAAGATGTATGTATTTTTGACATAGTTTATTTTTTTACCTCTAT
CAAAAATGATGCAGGTGCCAAAAAAATGCTGGAAATAAACTATCTGTAAGCTTTC
>CL4888Contig1
CCCGGGCATTATGGCCGGGGGACAACATTGAAAGAAAGGAGCAGAAGTGAAAAATCCCTA



AACCGGTAACTGCTTCGAGCTTTACGGTATAACTTTAATACACTACGAGCACCCAGCACT
GGCGTGCAACTCTCTAACGGATGACACTGCAGCCATCAGCATGGAAACTCAAGCAGAAAT
TATACCTATCTGGCAGAATAAGCCTCATGGATCAACTCGCAGTGTTGTGAGAAGAATAGG
CTCCACTCTTCCACTCAAACCTCCACAGAGAGCATGTTTCCAGGAATTGCCTGGTTTGCC
GTCTCTTCGTCCTGCTGACGGCCCTATGGTTCCTACACTGGCAGATATCGCTTGGATTGT
TGCAGATGAGGAGGAGACATATGCCAGAGTGAGGAGTGACACGCGCCCTCTGAAACACGA
GTGGAGGCCCACGCCACTCCTGGTGCTCCACAGGAACTCATCTGTGCCTAACTTCCGCCG
GGAGGGCAAAAGGATGGAGGGGCTCAGGAAGCCCGGCGTGACGGCTCTTAACTGTACTAC
AGCCCTGCAGGATGAGCTCAGCAAACTCCGAGCTCAGATCGCAAAGATTGTCGCAAACGA
CACAGGCTCCAACCCCCTGACCCCTGACCTGCTCTCGCCCGACGACACCAGCATGAGCTT
CTCCATGGCGCCTTTTGAGACTGCGCCCTACC
>CL4889Contig1
TTTTTTTTTNCCCCCCNTTTTTTTTTTNNNTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT
TTCTTTTTAAAGACTTTATTTTGCCAGGTTTCACACTGCTTTTTACTTCTTCTTCAACTC
TACGTTTTTTTCTGCCTTTTCCTTGTCGATCAGCCCCACGTTTACGAGCACATCTTCTTT
CTCTTCAAGTACACCTTTGTCTTCTAGGGTCAGGATAACGCTCTGACCTTCACTGAAAGA
TTCCAGCTTGTGCTGCACTTTAAGACCTTTTAGATCACGAGATGTATATGCTTCTTGTTT
ACTTTGACCAAACTCCTCCTCTACAAGATTGCTGACACCAAACTCTTGATCCATTTCTTC
CAGAAGTTTGGCTCTTTTCTCTGCCAATTCCTTTTCTTTAGCCAGCTTTCGGCTTCTCTC
TACCCAAGCAGCTGTGTCATCCAGCCAATCTTCCTCAGCTAGGGTTTTTACTTTACCCAG
TTTCTTGTTGAGAAGGCGTTTTTCTTTCAAGGCTGCAAGCTTCTCTCTCATCTCTTTCTG
CTGTTGGATCACAATTGGGTTGATGGTTTCAGCGACCATTGGATCTTCTTTTGTCCCAAG
TTCTTTCTTGTTCTCATTCAAATCTAGAGGCTTCAGCCCGAGCTTGGCTCTCAGCTTGTT
TGTTTCCTCGATGCTTAGAGACGCATCACCACTTGCACTCTGAGGCTGCGTTTCAGTCTT
ACTTTCCTGGTATCCAAGGTCAACTTTCTCTCTCTTAACCCGCGGCTCGCCGCTGCTTTT
TTCGCCCTTACTGCGACTGTCCCGTCTGCTCCTTTCCCTTGATCTGGATCGTTTCCGTTT
GTCTTTATCACGATCCGAAGTGTCTCTGTCCCGTTCCTTGTGTCGATGTTTCTTGTGCTC
ACGGCGACGGTCTTCAGTCTCCTCGCGGCTCTTCTCCTTGTGTTTCTTCGAGGAGCCCAT
GGTTCTCCCAAAAGCTCGTTTTTCCTTTCAACTTATGCCACTCGGTCCGCAATAGGTCCG
TGAACGAGTAATTTTTCACTAACGCGCAGTGAACGTTGTGGCTTCCTGAAAATAAACTTC
CGTTTCCCCTCGGCCATA
>CL4890Contig1
GACTGCTTGGTAAAAGCGCTCCTCTGGTGCTGTCGTCAAAGTATTCTTTTTCCTCGCCGC
CTGCTGACTCACCGTCAGACTCGGCGTCAGTCTTGGCGTCCTCCGCTCTTCTCGGGGGGG
GCACAGTGGCAGACTGCAGATTACAATCATTTTCAGCAGCTTTGCTGTTAGGGATTCTGA
TGACATCCCTGCTGTGGACAGACTCTGGTCCTCCGATCAAAGACCGTTTGGAGCTCAGAG
CAGGAGCAGCAGCAGCAGCAGCAGCAGCACCAGCACCAGCAGCAGCATCGGCTGATCTTT
TCTCGGTTTTCTTCTCAGATTTTGCAGCTTTACTGTCACTCATGTCTTTAAGCTCCTCTA
CTTCTTCTTTACCATCAGCAACTTCTGGCAATTCCACGGGACGACTTCCTGATTTTTCCT
GTTCTTCGTGATTCTTTGCAGACTCCAGAGTTGCTCTTTGACCTTTGGCCTTGCCTCCTC
CCTTACGGCGCTCCACCCCAAAGGCCTTCACAGATGCTTTGATGTCATCAATCTTCTTAC
TGAACTGTGGGTGGGTGGCTATGCGAGTAACCGCTCTATCAGTCAAGCTAGACTTGGGGT
TTTTGAACACCTGGTCAAAGTTGAGGTTCTTCTGTAGGGCTGTCTTTGTGACCTGGTCTG
CTGGAAGGCTTTTCATGATGTGGACCTCCTCCAGCAGTCTGGCAGCTCTCCTCTGATGTC
GCTCCATCTCCGTGTCTTTCCCCTTCTTCTTCTTCAGGGCGGCTATCTGACGTGCCAGTT
TCCTGATGATCAAAGCCCTGACCCTCTTCACCTCCTTCCTCATCTTCACTACTTCATTGT
TGAGATTCAGGACCTGCGGATGTTTCTCCTGCATATCTGTGGCTGCTGCCTCCTCCTCCA
AACCACGCGGCTCTTCTGGTCTGTCATGATCTTTGCTGAATGATTCTTCCACCTGCCTCT
CGTCACCATCGTCCTCTTCTCCTTCCTCTTCGCTCTCTTCGTTCTTATCTTGGTCTTGGA
CGGGTGGCTCCAGCATTTGCTCCTGGATGTTTATCATCGTTAAAAACACCGTGAAGATGA
ATCCAAATTTAGGGACAAAATCGGACTAACAGGCGGCGGCCATGTTTCCCGCGAGCTTCT
TTCGCTCACTCCCCGGCCATAATGCCCGGGTTAANCGGCCGG
>CL4891Contig1
CGGCACGAGGCCAATCAGGACAAAGGTCAAGTGTTGGTCAATATACAGCAATGAAGCATT
TCAATAGAAACACTTTCAGAAGCAGGGTACCAAATAACACAAATCATATACGTATGGAAT
TTTCACATCAAACATTTTCAGCATTAGTGACTTTGTCGATACATTTGTTTACACATTCGA
TCGATGATAGGATAGGATGTTGTGAGGGTGCAAAATGGATGGATCCAAATTTTTCTGTTG
TTTGATGTGAAGAAAAAAACCATCAAACGGCTTCAAATTACTTCTTCAAATGGTAGATGT
TACTTTTTGCTGTCACTCCATCATGATTATCTCCAAAAAGAGGATTTAGATTCTCAAGCA
TTGGTAATTACAGGTCTTCTCTCATTTAATGATCAATTTCTGACACTTCTGACTGACAAC
CCAACATTGCAGAAGCTCCTTAATGGCACCTCTTGCATGTATTTCAAATGCAATTGTGTG
AGTAGGTTGTGTGGCACACATGCAGTTTCAAATAATCGGCATTCACATGTGCGTGTGTCT
GTGTGTGTGTAATTGCACATGCTGCTGTTTAGCAGTATCAAGTAGCCATTACAATCCTGT
TGGTTCATAGTTCCCTGGAAATACAGTATGTTTGATGATAGAAAAGGAAATGGACNAGAA



TCTCTTGGACA
>CL4892Contig1
TTTTTTTTTTGGGAAAAGGCTGTTTATTGCCACACAAAACAATGAAGAGAAACTACTGCA
TTGAATTGAACATACTGTAACTTAAAAGTCATAAGGTTTGGTTTTAAACATCTCCTCACA
TTTTAGGGGTCTGATACCTCAATTAGCCACCATGAGATGCAGGCCTTCATTGCTTGACAT
CACTGTCACATCCGACTGTTCCTGCATCCAAACTGCTGCAGCTGCTGCTATGGTTACACG
GGTGGACGAACCCACAGATGGAGGCACGGCATTCTATCAGTAGACCTTTAAGAAAGTAGA
TCAGACGGATGAAGGGACCGAAACACTGGAAATTAAGAGCAAAGCATTGAGTGGATGAGG
TGAGGAGAAGAGATCCTTTCAGCTTCACGTCTCTCAGATACAAAAATCCAGTCGGGCGTT
TGGTGGGAGCAAAGTTTCAGACGGGTATTTTGGACAGAGTCAACGCAGCATCTCCNGGCA
GACAGGCTCAGAGTTGTCAGAGTTAAGTCATGTTGCTCCTAGCTGGGAGAGAGTGCAGGG
CTGGGCTCGGTGCTGATGTTGACCAAACACTCGCTGGACTTGAGGCTCGCCAGGGACTTG
GAGCTCGGTAAAGAGGCCAGGGAGCCGCAAAGACCCAGCATGGATGGAGTGTTGTCTTTT
CCTGCTGAGGTCCAGGCAGCATCTCCGTTCTGTCTCCCTTCCAGCTTCTGGGAGTCCGAG
TTCAGACTGACATCTGCAGAGAGCAGCTCCAGACTGTGGAAACTCCTCCTGCGGAAAATC
TTGACATCGCCNTGGTCGTTTGTGAT
>CL4893Contig1
AGTGACACCTGGTAGAAACTATATCTGAAACTGAATAAGTGTTATTTGAAAACCTTTTAC
TTCATGCCTTAGCACCATTGTTACAGAGGAATAAAGATCCCTGCTTTAGGTCCAGTTCTG
GTCTTTGTGCATGCTCCAAGGCCACGAGAACGTTCTCAAAAGAAACATTGCATACCTCAT
AAACAAGTGGGTGCCGTGTGCAAAACCATCCAGAGATGAACACATAACCACAAACAAGTA
GGGTTGTTTTTTTTTTTCCANCCCCTCTCTCACGGAAAACATGANAACTAAAATCGNANC
TTTGATTAAAAANACNCNCCTTGACCCCCCCTCTAAGGCCAANGATCCANCCNCNGACCA
CGCACCANCGNACCGACGTTNGNGCNCATTTGGTTCAACGGGGGNGCTTAAAAACCACTC
CACCCTGCACCACCTTCCNGACNGAAAGNGCTTTCCNGNACCTCTTTTTAGTTTTGAGG
>CL4894Contig1
ATGCTTGTTTATAATTAGTCTTGAGATACTGATCTAAAAAATATTGCAGATATCATAATT
AATGTGGACTCATAATTGGTCCTACTGCTATAAAGGCAAGACAAGGAGAACAACCTACTG
CAAAATACTCTTAACACAAAAAAAGGGAAGAAAAAGTTATAATTAGACAAGTATGTTAGA
TCTCTACATAAAATCAGTTAGAATGGTCACAAATTTAAGAGTCTCGAACAAATCATCCGA
AAAATCACATGACTGTAGCGTTAAAGACTTTCACTTGAACCCGCAACTCCAGATACAATT
GGGATATTAGTATAATTTCTGAAAAATTATTCCTATTGATTTAGGAGTTGCCTTTACTAT
GCCACGTTCAGCATTGCAATGTTGTCTTTTTATAGACAACCTTGTTAACAGTGTTACGCA
GGGTGTCTCTCTGTCAGCAGGTGACGGCTCTCCTCACTGGAGGGGAAGAGAGCTTCTCTC
AGCCGGACCATGTGACCTGCTGCTCCGGCGTGGCCACAGTTCTCCTCCACCTGTGTCCTT
CGGATGGGCCGGTAGACTTTGTGACGCTTGTAGATTAGATATGCAACAAATCCAAAGATG
GCCAATAACACAGCGGCTGATGAAAGAACCGCCCCAGCAGAACTCGCAGGCTTGTGAGCG
GGCGGGTCCTGGGCCTTGCTGATGGTGACGATGGTGCTAGCGAGCGCCATGCTGCTGGAG
TTCTCCAGGGTGATGTTAACACAGTAGGTGCCAGGTTCCAGAAACCGCCGCCTCAAATTC
ACCTGGCAATCTGACGAAGGCGGCACATCATCACACATGATGTTACGCACCTGGGTGCAG
CTGGGGTCGGAGACGATGGTGCAGGCTGAGGTGGGGATGCTGCCCAAACATTTTACCACA
AAGTTGACCTCAGTGTTGGTCACTCTTGCAGCAGACACGTCCACAATGCGACTGTTTGGC
CAGCTCTTCAGTGGGTGCTTTGGCTCAACAATGGTAATGTTTCCTGTGAAGGTCCCATAG
GCGTACCGTAAACACTGATTGGAGTTGAGTCGCTTGGTGCGCAGCCATGGCATGGTGGTG
GTGGAGATGGACTCAGTGGGGGGTAGGGGCTCTGTGCTCGGCAACCCAGTGGTCATGGAG
GTGGTGGAGGATGACAGAAAGGGCTGGCTGGTGCTTAGTGGAGCTGTTGTGGTCCTTATC
TTAGTTGTTACAACGTGACTGGCAGGAGCCGGGGTTGGAGAGTCTGTGCGAGGTGGAGAT
GAGGTGGCAGACGCTGGGGGACACTCAACAGGGAACGCTGCCTCCACCACCAACTTTACA
CTCATCTTCCCCAGCGATGTGTAGGTGTGTGTGGTCAGGTCTCTGTGCGTTACCAGCTGG
TTGCCGTCTCTGAAGTCCCAGATGTAGTCAATGGCTGCTGCAGTTTTCAGGTAGTTGCTA
GGGTCATGAAGGTGAACCGTGAAGACCACGTC
>CL4895Contig1
TTTTTTTTATCAGCGTCATTTATTACAATTAATGTAATATGTACAATAAATTAAATATTA
GAAACATCTAAAAGTCAGCTTCTTGTCCTGCTTAATACTGTCTTGTAATCAGAGAAAACA
AACACTTTTGGAAATGACTTGAAGAACTGTAAAACTGACGAAAATCCTCCAACGTCTGTC
GATTTTGTATATCAAAATTAGGAAACAAAGTTGTACTGCTCCATTTCACATTAGGTGAAA
AATGTTTAGCAAACAAAGAAGCTGTCAGGCGGCCAGCATCTCTCTGTTGGGCTTACTCTT
TGCTTCTTTTTTCTCTGTAAAAAGCACAAACAAAAAGACACAAAAACAACAAAATAGACA
TACAATAGTCTTAAAAATATTTTATGTTATAGCTGAGGTAAAGGAAAAAGTAACCTGTGC
CTGGTTCCAGCTCAGCAGATTTAGAAACATGTGGGATTGGTTCATTGGGGATGTCTGGAA
GTGCAACATCTTCGTGAGTGATAGCTTCCAACTCTGCTAAAACCGCATCTTCATCCTCCT
GAGTCAATGAACCCGCCAACAGTTCATCTATTTGCCTCTGATATTCAATTGATTCTTGAG
TCTCATCCAGGATTCTTTCCACTTCTTCAATTGACATCATCTGCTGCATGCTCTTTAGGC
AGTCATTTCCAACCTTCAGCCCCTCAATGACTTTCATCTCAATTTGCATGAACTCAATAT



CTTGAACCATGTGTTCCAGGTTGGAAATCTGGCTTTCAGCCTTATTTAATAACTGATCCT
GGTAGCGTGTTTTCTTAAGAAGCACCAGTGCTTTCTCTTTCTTGCCATCGTTCAGTAACT
GCTTGGCCAAGAGTCGCTCTTTATCCATATGGAAGGCGATTTTCTTCTGATACTGCTTCA
GTTTGTCTCTTTGTTGCTTTAATTGCAGTATAGCTTTGTCTCGTTCCGTTACACGAGAAG
GTTGAGTCTTTCTCCCAAAAACGTTTCCCATTATTTAGTTACATCTCCACAATACGCCCC
CTAACCCTCACACGGAATATTATTTTTCAAAAAGCATTTTATTACGATTCCGCTAAGTAA
TCTCGGCGGCTAGCAGGCTAACTGCCAACAATCTCGACTGTTTTTCCGTGTTGACTACCC
CCGGCCATA
>CL4896Contig1
GCGCAGCACGAGTTTGTCAAACAGCTCGATGTTCTTGAGCAGGTTGTCATCGGAGTTGCT
TGTGTAGGAATATTTGTTGTTTCCTCTGTTATTCTGTAGCTTCACTACTGGCTTTTTACA
GGAAGCAATCATCCTCTGCTCTTCTTTGGCTGAAGTGATCATGGGGATGCCGCAAACACT
CTCCAGAATATCTTTCTTTTTCTGCATAGCACTAATGCAATGCTGAACGAGTCCCTGGAT
CTGATAATACTGGGCCTCCTTCAGGACTTCGTCCAGTTCTCTGCATTCATCTGGCAGCGG
TACGGAGCCATCTCTTAGGAAATTTAAAACAACACCAAAATGCCGGCCACACCTATCCAA
CACCACCCAACCTTCAGGGTCGATTGTGGCCTCAGTTTCTCCATTGCATATGCGTCGCAG
CAGGCTGTCCTCCTTGCTCAGTGTCTGGACGGTTGTATAATGCAGCGTTCCACCCACATT
TAACTTTACATACTTGCTTCCCAGCAGGCTCGGGTATCTCTGCTCATCCGTGTTGTAGCA
AGAAGGTGGGGCGATGGCAGAATCGGCAGAGTCGGCGGCATGACTGCCAACTGAAGCCTC
CGCAGACATGGGGATGTGAAGTGACCGCCTGACACACCGAACATCCAAGAATGTTGTAAG
ATTCCAGCAAAGAAGTGGAAAATATGCTGTGTTAAAAGGGTAAGTAGACTGAGCAAGTGC
GCTACAACGAACAAAAGGTTATAATTTAAGACGCAGCTATCGCTAGATACGTCATTATGA
TAACGCCAACGTTTAGCTCATCAAAGTAGCTACTATTGATTGGCTTTAAGCAAACATAAG
TGTCCACTAAAGGAAAACCTAGTTTCACGCTTCAAAATAGTCGGATTTTAACCACCGTAG
TACCTAAATCCATTGTTTCGGACATTAAATATTGACGATGCTAAAATAAAAAGCTAAATA
GGTCACTCGGAAATAAAAACTGTAATCTTCTTCCGCCGC
>CL4897Contig1
TCGAGCACAAACACTAAGAAATGAAGTCTGGAGGACTTTCTGAATGGATAATTGAATTGG
TTTAATCAGAATGTTAGTTTTTTTCACTTTGAAACCATCTTTTCTTCTCATTCATCCTAT
TGATGCCCATTTGAAACCAGCGAAAAAGAGAAATGATGGATTCCAATGAAAATGCTGATT
CTGCAGAGATATTTTTAGAATTACTGACAGCCCGTTAGCTTGTCTTTGAGACCTTTAAAA
CTGTTTATTGGGTTTTTGGATCATTCTTTCTGCGTAACAAGTGAACCGTTATGAAGCAGG
AAGTAATAAGATAAGATATTCCTTTATTAGTCCCACGATGGGGAAATGTCCAGCAGTACA
GGAACAGAGAGCAATATATATAATGTTCCAGCCGGTCCAGTAAACAGAAACCAAACTGAC
CCCACGGGACGCTAACAGTGCAGCGTGTGACCCTGAAACGGAGTTATGATGCCTTGAAGC
CCCAAAATCTACCGGATGTTTTGCTGCTGATCTTTAGTATTTCACAGCTGCAGATTTTCC
ATGAAAGCAGCAGAAGTCTAACCCAACGCCAGCCGCCGACACCTTCAGCCAAAGTCAAAC
TGATCAGGACACATTTAGGAGCCGAGACGATCATGGGACCACGAAGCAGAGATGTTAGGA
ATGTCAGGAGAGAGAAGAGGTTTAAATGTCTTTCTAATCTGTGTTAAGGCAATCAGAAAC
CATTCAGTCCAGCTTGTGCAGAAGCGTTAACCAGCTGCTGGAACACCAGTCCAAGAAGAT
GTGATGCATTCAGGGGCCTCAGGATGAAGATCCCTCTGTTCTGTTGCTGTGCGTGTGTAT
TTGGTGTGTTTGTGCGCTTCGCCTCTCGATGACATCACTGTTTGGTATCATGCAGCTTCC
GTGTCCTTTGTCCAGAAGAGCTGCTTCCTGCCAAAGACGTGTGTGTGCGTGCACGTGTGT
GTGTGTGTTGTGGTCTGCTGAAGGTTTCTATATGTGAGGGCGTCGTGCATCGTACAGACG
TTGGCCCAACCCTCCCTGTGATTGGTGGATTGTAAGAGCTGGGTTTCGTTCAGGTACCTG
CAGGTGTTCGGTCTCCCAGCGGTCCCTGAATGCTTCAGCAAACCCTCTGTGGTTCGATGT
AAAATCAGTCCTGACATGGACAGATGAAGGGGTGCAAATGTACCGGGTCCTTTTCTGTGT
AAAGTAGACAAAGGCAGAACCGAGTGGTGTCAAATAAATGCAGCGTGCTAGAACTCTCTA
TCCTGAAGGGGGCGCCGATTCTCCAGCAGTGCAGCCTCAGAGCTGTGAGGATGTCATGGA
GGTTTCATCATTTTCAGTTTGCTGTAAAAATCTG
>CL4898Contig1
GTGGAGAGCGATGTTCAGTCGGANATCGAGGTGCTGCAGTCCATTTACCTGGAGGACCTG
CAGGTGGACCGGAAGCAGGACGGAGGCTGGGAGGTGAGTCTGGTTCTGCACCCGTCGACA
GGACAGGACGCCGTCTCTCAGTTTGTGCGTCTCACCCTGACGCTGACCCTGGATCAGCAG
TACCCCTGCTCCCCTCCGGTCATCTCCATCCGTAACCCCCGCGGCCTGTCCGATGACAAA
CTCAGCAGCGTGCAGGCGTGTCTTCAGCTGGAGGCCGCGTCGTGTCTGGGTTCTCCCGTC
TTATACCAGCTCATCGAGAAAGCGAAAGAGATCCTGACTGAGAGCAACATTCCTCATGGA
AACTGCGTCATATGTCTTTACGATTTTAAGGAGGGGGAGGCCTTCACCAAGACCAGCTGC
TACCACTACTTCCACTCCCACTGCCTCGGCCGCTACGTCCGCCACTCGGAGGCGGAGCTC
CAGCAGAGGGAGAGGGAGCTGGAGGAGGACAAGACCCGAGAGCGAGCGGAGCACCAGGAG
CTGACCGTGGTGTGTCCGGTGTGCAGAGAGACTCTGACCTACGACCTCGACCTCCTTCTG
TCGTCTCCCGCCCCTCAGCTGCCCG
>CL4899Contig1
NTTTTTTTTTCTGAATCAATGATTTATGCAGGATTCTTCTAATTACAACAAAACATGAAT



TATGTCACATTTGCATTAGACACCCACAGAATTTACTTCTTTACAAAAGTCCATACAAAA
ACTGTATTATGGCTAAAAACATGGATAGTAACACAGAAATAACACGTTTACTTGAAGTTA
CAGTATAGTAAAAGTATAGTATAGTAATTCACTAAGAACATCTCTATGCAGATAGAAGCT
GTGTTTGATTCCTGGTTCCAGAGTTGATTCAGGATCCGTCTCAGGCGTTCACTGTCAGCA
CGGATCAGAACTGAGTTCCAGAAGCTTCACTTCCAGTCTTCACTATTTCATTCCATATGT
GCTGCTTACAGTGAATTTAACTCTAGTGTCTCTGTGTCTGTTTTGTCCAAATCAACTGTT
TTCAGCCAAAGAAAATTCTTCTTGTGATGCTCTGGATCCTCCGCTTGAGGATTCTTCTTT
TTCTAGACCATCCCAGTTTGTCTGAATCTGGGTTTTGTCCAGCATGGAGACGATGTCTTC
TGTTAGTCCAGAGAGCTGCCTC
>CL4900Contig1
AGGCCCAGGAGGTGAGACTAAGGAACTCCACTGAAGTTTGAATATTTTTGTTGGACCGTA
GCGGTTTTTGGTGGCATCATTCAACCAGGGAAATGATGCAGCAATTCCCAGATCAGGGGT
GTGATTGCTCAGAGCTGCTTGACTGGCTCTTTGATAAGAACAGTGGGATTCTCCGCCATG
AGGAAACTGGAAACCATGGCAACAATCAAAGCTGGCCATTTCAGGGACCAAATATGCTGC
AGCCGGCTGGGCAGGCAGACGAGGACTTCCTGAACGCCCTCCTGAGTGGAGGCGACTCTG
TTGCCGCCTCCTCACCGCTGTGGTCGTCCCCCTCCCCCAGCGACAGTGGAATCAGTGAGG
ACCCCCCGTCAGATCAAATGGACAGCCCTGCGCGCACAGACAGTCCCCCAGGGGATACTC
ACTTCTGTGCAGCAAGACCACAAAGCAAACGAGACCTGGAGGCCCAAGTTCCTGCTGCCT
TCAATGGCTGGGATTTCAGCTTCCCGATGGGAAAAACCAGGACTCCGCAGCATCCGCAGC
ATCCCTCAGAAGTCCACAGTCCTCAGCTGTCCTCCGGCTTCCCGCTCACAGTCAAAGATC
TGCTGCTGTCTGGCAACGCAGAGCCCCCTCCCCAGCCGACGCAAAAGTCTGTCCAGGAGC
TGATCCTCAATGAAGATGAGAAGAAGCTCCTGGCAA
>CL4901Contig1
GTTAGACATTCTACAATGACCTATCAACTGATATAAATATCAAAATATTATGATTAAAAA
ATAGTGTATTAGTTTAGGGGAATACATGTACTTATGGTTAACTCTAGGGCACTATCGCCG
GGTGAATTTCCCCAGAGAAAAACTACTTACATGAAATTCAATATGTTGTGTTTAAATTCT
TTTTAGGAATTTTTCTGTTCTCAAATTCCTAATTTTTCAGGAATTTTTGAGCATATTTTT
AGGAACTCCCTATGTTTTTCTTTTTCATTTTGTCATACATCCCACAGTTGAAAATAAAAG
AAAACCACTCTAATTTATGTCTAATTTATGGTGTTGTCATGTTTTGATCTTTTTCTTATG
ACAAGTACTTTTTGTTGGGTATATTATATTTGGTAGAAATTACACAAATGCAAAACTTCC
TATGCAGCAGGAAGTCTCCATTCAGCTAATCAGCCTCCAGCTGGGACAATTAAGAGGCAG
GTTAAAACCCAGCAGACTGAGCCCTTCACATCTCCAGACAAGATGGAGAGCACTTGTGTC
TTACAAGGTAAGGTTTTCCCCCTCCTCCCTGATGAACAGTTTGAGAGCAGAGTCCTCCAT
TTATGCAGCATCTCCCATTCCAGATCTGAAAAGCTTTCAATGCTCCTCTCCGTCAGAGTT
TGACAAGAAGTTCTTTGGAGAACAGAGTTTACTGGCCGCTCTGTCTCTGGACCAGCTCTC
CACATCCAAGGTGTCCTGCGACCCGGCGGCTGACTGGTCTGACAGCAAGGCGTCCATGCT
GGCGTCGCTCTGCCTCTCTGACATAGTCTCTCCCTGTCTGGGTTTGCCGCTGCACGGCTC
CACCGCTCAGGAGGCAGATGCCTGCAATAAACTGAGCGTTCCGGTGCAGGCAAAGATCTC
CACCCCGCAAATCCTCCTCCAGAAGCCCAAAAATGCTGCTTGTTTTGACCAGTCCTATGG
AGACCTCACAGCATCGCAGACCTCCTGGGACGTGTCCCTGATCAAAGCTGAGAACAGCCC
CATGTTCTGCACGGAGTCCAACTCTCAGGAGCAGGTGTGGAGCCCAAAAACTCCTCATTC
AGCCCCTGAAGTTTGAAAAGTTTGAATCAATGGCATTGAGCACAGCGTGTTCTCAGAACA
AAGTTTATTTTAAATTTATCCAAATAAAAGGAATTATTATAACAAACTGCAAANNAAAAA
AAAAAAAAAAAAAAAAAAAACAT
>CL4902Contig1
ATTTCTTTTATGATCCACTAGCATCAAACATCACAACATACATACTCCAAATTTATGGTT
GAATGGGGACAAATGAATGAAATCGGAATCAGGCATTTCTGTTATCAACATATCTACATT
TAATACAGTTTCTCAAGCTTTAGGATTTCTCCAGAAAAAAAAAACCTATCTCATCAAGAA
ATAACGTTTTGAGTAAGACCAGCAAATTATGTACAATGTCTGCACCCCAAAACAAAACGA
CAACCAACAAGTCCGTATAACCACAAACACATTCAGCTGGAAAACCGGCCAACGGCAAGC
ACAGAACCATAATGGGTTTCACAAAGAGGGATGCTGGAGCTCCAGCACGCAAACACTTGG
ACTGAGGTATGGAGGAAAGAAGATGGTCGTAAGTCTTCCAGCATTTCTTGAATCTGAGGG
GAGGGGCGGTGATGCTCACGTGGTTAATGTAGGCTGTCATTCCAGGTGAGCCTCAACATC
TGAACACGGACAGTCGGGTCAGGATTCAAAGAAAACCACTGTGGCTCCCAGGTTGAAAGA
TTTCTGCTTTAAACGTCAAACCAGCAACATGAAAACGTTCTTTAAATGCAGCATTTCATC
GTCACACTTCCTGTTCAAGGCTTGACATGATTACCCCAAAAGGACCAAAAACAAAACACC
TTGAATCGTTGTTTAAAAAAATTTATGAAATACATCATTTATACATTCAGCTGATTTGAA
TTGTCTGTTATGGGGTGACTGATATGAAAAGGAAAATAAATTGT
>CL4903Contig1
TTGAAAATAAAATAAAACCATTTTAAACTAATAGATTTCTCAACTTCTGAAAGAAAGTAA
ATTAGTTCATTAACACTGTAGCCTGCAAGACAAACAAGTCACTGGCAAAATCAAAAGTAT
AACAGGCTACTTGGGCTTAGTGTTTGGAAATTATACAACACCAGTCATTTCACAATACAG
GGATTACATGAAAAGGTTTGCTGGTAGATTTTTTTGTCATTAAAGTACATAAATGCTACA
GTAAGTCACAGAGAAGGAAAAGTTGTGATTGTAGATACTATACAGGTTTAAAGTGAGTTC



AGTTTTGATACAAGAGGGAAAAAGTTGCGCCAAACAGATGTAAGGTTTCTGTTTGAAAGT
CTAAGAAATGCCAAGTTCAAATTGAATGGGGCTCTTCAAACTATTCACAACTGTGAAAGC
AGACTTAATAACATGACCAGATATCTTAGCCAACATGTGGTTAGATTCACATTTATAATT
TGATTACTGTATTTTCACGACCATAAGACACACTTAAAAGTCTTACATTTTCTCCAAAAA
TGTAGAGGGCGCCCNTATGAGGCGGTGCGCATTGTTGTGGGACGTANGAGAAGACGGCAC
GAGAACGGGAAGTGTAACAGTTTAAACTACAAGCTATCAGCTACGCGGAGGAACATGGGA
ATCGAGCAGCGGCGAGAGAATTCAAGATTAATGAATCCATGGTTCGCAAGTGGAGGAAGC
AGGAAAACAAACTCCAACAAGTTAAAAAGACGCAGCTGAGTTTCCGTGGAAACAAGGCGA
GGTGGCCCAAGTTGGAAGATCGTCTCGAGCGATGGGTTCATGGTCAGAGAAAAGCTGGGA
GAAACGTTTCTACAGTCACCATTCGACTGAAAGCAGCAGCGCTTGCAGAGGAAATGAAAA
TTGAACATTTTCGTGGAGGTCCGTCTTGGTGCTTTCGTTTTATGAAACGCCATCATCTTT
CCATCCGGGCAAGGACTACGGTGGCGCAGCAACTTCCAACGGATTACAATAAAAGCTGTC
CACCTTCCCCTCCTAGTACAGTGAAAATATCACCGACAAACACATCACCACCATCACCAA
CATGGACGAGATGTCACTCACCTTTCACATCTCGTTGAGTCACACTGTTGTGAGTAGAAG
GGGACCGGCACGGTAGCGATACACTCAAGGGACATGAAAGGTCGGCTTTTACTGTTGTGC
TTGGCTGCCATGCTAATAGACAGAAACTGTCACCTATGGTGATTTTTAAGAGGAAGACTA
TACCTAAAGAGAAGTTTCCAGCTGGAGTCATCGTTAAGGCCAATGAAAAGGGCTGGATGG
ATGAGGAGAAGATGAAAGATTGGCTGAGTGAGGTGTACGTAAAGACGAGTTACGCCACAA
TTTGTGAATGGATTGTAGATGTTTGGGCTAACGTGTCTGCTTCAACTGTTCTTGGAGCTT
TCACAAAAGCTGGCATCATTCATGAGGAGCCGCACGGCAACGAGACGGACTCTGACGATG
ACGAAAGGGAAGCTGAGGTGTTTGATAGAAATTTAGCCCAGCTGTTCATTTCATATACAG
AAGATGAGAACTTTGATGGATTTTTGGATGCTGAT
>CL4904Contig1
TTAACGGCGTCGTTGTGCAGCGGGATGCGGCGTTAGCGTCCCGCCAACGATGCGCCGCGC
GGACGTTTCCTATAACAGGCGATCCTCTTTTTCTTCTTCTCTTTTTTGTTTTTTTCCCGC
GCCGCCGTGCTGCATGATGAACGCCCTTGGAGCGGCGTCCCTTCCGGTTAGCGCGGGAAT
CTAGCGGCCGAGCATCCCCGGGATCGATGCCCCAGCATCCTCCCGCGCGCCCGTGACCGT
GACAGCATCGCTCTCTCTCTCTTTCTCTCTCTGGGGCGGAGGCCGGCTGCGGGGATGCTC
TGCTCCGCGTGACGGGGGCCATGCGGGAGTACAAGGTAGTGGTGCTGGGCAGCGGCGGGG
TGGGCAAGTCCGCCCTCACGGTCCAGTTCGTCACCGGGACTTTCATAGAGAAGTACGACC
CGACCATTGAAGATTTCTACCGGAAGGAGATCGAGGTGGACTCGTCTCCGTCGGTGCTGG
AGATCCTGGACACGGCGGGGACCGAGCAGTTCGCCTCCATGCGGGACCTCTACATCCGGA
ACGGCCAGGGCTTCATCCTGGTCTACAGTCTGGTGAACCAGCAGAGTTTTCAGGACATCA
AACCCATGAGGGACCAGATTATCCGGGTGAAGAGACCCCGGCTGAGGCTCACCTGGAGCA
CATCAAACTGGATCCGGATAACACTCCAGACCAGAACCTCTGAAAACGATCGGAATCTGA
GCGCGGACTGAACCAGGTGACCCGTCTGAGCTGACGGCGCAGAGCGGAGCATGACAAGGA
ACTTCTTGGAAATGAATAATATAATGGCGGGTGGGCGGAAAGCGAGCAGCCTTCGCCTGC
AGTCGGCCGCCACCCAAAAGCTCGGCTGCAGCAAAGCGTCCTGAAGTGTTTCCCAATTAA
TATTTCATACCTTCTTCTCCCACTTCTGTGGCTCCGCTAGAGGAGAAAAAAAAGCTCGTC
GGATGATGAGCGCCGCATCAACCGCCCTTCCTCCTCCCTCACTTGTTGCTGAACCAGCAG
GATGTGTCCGCTCATTGGATCTTTATGGGGTTGATGCCAAGAAGGCAAAGACGCAAATGC
AGGGGCGAGGCAGGTCCTGGTGCACCAG
>CL4905Contig1
GCTCCTGAAGTTCGGANCCCGTTAAGAAAAGGAGAAAAAAAAAAGGAGAAGTCCTGCAGA
GGAGCAGAGGCGAGCTGACTGACTGAGGGAACTACTGCAACTCAGGCGGCAGCTTTCAGT
ACAAGCTGAGCTAAGCGTTAAACCGAGTAAAAATGACAACCCCGATAGTTAAAAGTTGTC
GTGGAATAGTTTTAAAAGTATTTGNGCTTCTTTTCATCGTCTTTCAGCTCTCAAATGCGC
GTCCTTCTCCAATAATAAGATTTCCCGGNGACGACACCCCCAAAACAGACAAAGAAGTTG
CTCTGGACTATCTGAATAAGTTCTATGGATGTCCACAAGACAGCTGCAACCTCATGGTGC
TCAAAGACACCCTGAAGACAATGCAGAAGTTCTTCACTCTGCCTGAAACTGGAGAGATAG
ATGCTCAAACTGTGGCAATCATGAAAAAGCCCCGCTGTGGAGTTCCAGATGTTGCAAATT
ACAACTTCTTCCACAATAAACCCAAATGGCAGAAGAAGGACATCACCTACAGAATCCTGG
GATACAGTCCTGACCTGGATGAAGAAGTCATAAATGACGCTTTCTACAGAGCCTTTAAAG
TGTGGAGCGACGTCACGCCACTCTCTTTCACCCGCATCATGGACGGAGAAGCAGACATCA
TGATCAATTTTGGTCGCAATGAGCATGGAGACGGTTACCCTTTTGATGGAAAGGATGGCC
TGTTGGCTCATGCCTTTGCCCCAGGGGGAGGAATCGGGGGTGACTCCCACTTTGATGATG
ATGAGCAGTGGACTCTGGGAGAGGGCCAAGTGGTCAAGGCCAAGTTTGGAAACGCTGATG
GGGAGTTCTGTAAATTCCCCTTCCTCTTCATGGGAACCGAGTACAAAAGCTGCACGGCTC
AGGGCCGCGACGACGGCTTTTTGTGGTGCTCCACTACCTACAACTTTGATGAAGATGGAA
AATACGGCTTCTGTCCCCATGAGTTGTTGTTCACCCTGGGAGGGAATGGAGATGGGGCTC
CGTGTAAATTCCCCTTCACCTTTCAGGGGAAACAGTATGACAGCTGCACCACTGAGGGCA
GAGATGATGGTTACCGCTGGTGCGCCACAACTGAGGACTACGACCGGGACACATCCTATG
GCTTCTGCCCTGAAACTGCAATGTCAACAGTGGGAGGAAATGGGGAGGGATCCCCCTGTG
TCTTTCCGTTCACCTTTCTGGGAGACACTTATGAGTCCTGCACTACCTCTGGGCGCAGCG



ATGGCAAGATGTGGTGTGCCACCACCAAAAGCTATGATGATG
>CL4906Contig1
AGGAATTCGGCACGAGGCAGAAANGCGGAGGTTGTTGTTCATGAGCCCCTAGGTAGTTTT
CTTGATTTTACTTTCCTCCTCTGCCTTCAGGATGTCAGGACAGGCCTGTGCGCGTGTCAC
CGCAGCGCTCGTGCTCGCCGTCGCGCTCGTTAGCGTGGGAGAATGTCAGCCAACACCGAC
GCCGCCAGTCCCCTGCTCAACCTTCAAAAGCTGCGACAGCTGCGTCCCGCATGCAAAGTG
TCTGTGGTGCATCACTACCAAGAACTGCAGCGACTACCCCGTCACCTGGTTGCTGCCGCC
ACCTTCGCTCTGCCCGCTGGCCGAGGCGCGCTGGGGCGTGTGCTGGTTGAACTTCGAGGC
CCTGATCATCACCCTGGCTGTGCTGGGTGGATGCATTCTGATCATCATCACGGTCTGCTG
CTGCTGCTGCTGCTGCGGCTGCAGGAAGAGGCGCTCTTCAAGGCTTGACAGAGACGAGGA
GCGATTGGCCAGGAGGAGGGAGGAGATCAGACATCGCTCGGAAGAACGGAAGGTGGAGAG
GCAGGCTCGGCACGATGAGATCCGCAGGAAGTACGGCCTGATCGGTGACGCCGACCACCC
CTACAGCAAGTTTGAGAACGAGTGAGGCGGCCGCAGCGCCAGGCTCCCACTGCCCCACCC
TCACCTTTAGACTTCTTCTATTGCAAACCTTGACAGGAGTCTTGCAGGGGGCAGAGAAGG
ACACACACAAGCATCTCTCAGAGGTTCAAGAAGAACCTGTGGAAGGTGGAGCTGAAATTG
TAATTTTAACTTTTTTTCATCATTCATCAGAATGAAACTTGTTTTAAATTTTCTCATTTC
TCTTCCGTAATTTTGACTCTCAAAATCTCTTTTTCCGTCTTTTGTTCTCTGGTTGACCTT
CACACAGTGTTGATTTCCGGGTGAC
>CL4907Contig1
GGTTTTTTTGTGCGCGTAAGCNAAAACTTTATTTNCAGGGAGCTTAGGTGAATTTACATG
GGGGGGTCTGCAACACAAAAAAAGCAATATGGTATAATAACATTACATTTCATGTTTAGT
GACACATTTTCCTTGATTGTTAAAGCACTTTAGGAAAATCAACAGAGGTTCAACAACTGC
ACCCTAGACACTCAGCTACCTCAGGAGGGAATTAAGATACAAAAAACATTTCAGACTAGA
GTTTCTCATTCTCCAACAGAACATAAAAATACATTCTACTGAAAAAAAAGATAAAAAGAT
AATTCACAGCTAATAAGATTACTTTCAACAGAGCACATGCTCAAACTGACAGACTAGGAT
GCAGCTACTGTTTACTGCAAAGCAAAAAAGGAAAATGTGTACAATTAAACAACAAGAAAC
CTGTTTCCCTCTATTAATCTTGTTCAACTGTGAACATTTGGTTACAATAAATACAGTGAT
TTTCTTAGTTTAGAGCCTAGAACAGACTAAGAACACAGTGTTTTGAGTTTTCTCTAGTGC
TTTTGAAGACAACCAAACCGGATCTAAGCTTTGCTGTCCAGCGTCTGTATCAGTGTGCTT
GAGTTTGCCTGTTTGATGAAGGACTCAGCGTCCATTTTCTGCTTCACACTCCCCCCTGTT
GGCCCATTTCCTACTTTTTCACTTGACTGCTGGTCGAACTCAGAGAGCATCTTCAGAATG
TTCAGAGCAGCCATATCATGACCAGGACTCTACGTCTTTTCCAATCCCGTGACTGATCAG
TGGAG
>CL4908Contig1
TGGACGATGAGACCAGAGTCCAGTACGAAGGTTTCCGGCCAGGGATGTACGTGAGGGTGG
AGATCAGCTCCGTGCCCTGTGAGTTCGTCACCAACTTTGACCCCCACTATCCCATCATCC
TCGGAGGCCTGGTGTCCAGCGAAGGAAACATAGGGTACCTGCAGATGAGACTGAAGAAAC
ACCGATGGTACGACCGAATCCTGAAGACGAGGGACCCTCTGATCCTTTCCTTAGGCTGGC
GGCGCTTCCAGACCATCCCCCTCTACCACATCGAAGACCACAACGGACGCCACCGCCTCC
TCAAGTACACGCCACTGCACATGCACTGTGGAGCCTCCATCTGGGGGCCCATCACCCCAC
AGGGGACCGGCTTCCTGGCTCTGCAGTCCGTGGCAGGAGTCAAAGCCAACTTTCGCATCG
CGGCCACAGGAGTGGTCCTGGATCTTGATAAATCTGTGACCATAGTGAAGAAGCTCAAAC
TGATTGGTTATCCCTACAAGATCTTCAAGAACACTTCCTTTGTTAAGGGGATGTTCAACA
CGGTGCTGGAGGTGGCGAAATTTGAAGGAGCTTCGGTGCGGACGGTTTCGGGGGTCAGAG
GTCAGATAAAGAAGGCCCTGTCCACACCTCCGGGGGCTTTCAGAGCTACGTTTGAGGACC
GCCTGCTCATGAGTGACATTGTGTTCCTGCGTTCCTGGTATCCGGTGTCGGTTCCTCAGC
TCTACAACCCCATCACCTCCCTGCTGCTGCCGGTCGGCCAGAAGGACGGCTGGTCGGGGA
TGAGGACGCTGGGGCAGCTGAAGCTTGACCTGGGCATCCACAACAAGCCCAACCAAGACT
CTCTCTACAAGCCCGTGGTACGAGCCCCGAGGCATTTCAACCCCCTGCACATCCCCAAGG
AGCTGCAGAAAGCCCTGCCCTTCAAGAGCAAACCCAAACAGCAGCAGGCGAAGGGAAAGA
CGCCCAGAGACCTGCAGAGGCCCAAAGTGATACGAGAACCCCACGAGAGGAAGGTGGCGG
CTCTGCTTCACGCTCTGCGCACCGTCCACAACCACAAGAGGAAGAAAGCCCACTCAGTGC
AGCACGCCCGGCACAAAGAGTTCCTCCAGCAGAAGGAGAAGGACGAGGAGGCGAAGATGA
AGAGACAGAAGGAGGCCCGCAAGAGACTTTACAGAGTCATGGGACAGACGGAGCAGAAGA
AGCAGAGGTCCAGTCTGAAAGGAGAGCAGAAGGACTCGTGACCCCAGAGTTGACCCGAGC
CTGACGGCCTTTCTGTAAATGCTTTCATGGCAAATGTTTGTGATGGTTGCTCCCTCTTTT
AATAAAACTCTAGGTAATAAAGCTGGTCTGACTTTTGAAACATGGAGTTTAAAGGGTTAC
CGGTTCTGGAAAACCTTTTTTCCTTAAAGTCCCACACCTGCAGTTCATTACAATTTCACC
TCTGAGTTGTAGGCGGAGCTATTGGTGCAGAGTGACCCTCCCCTTCCCGTCACCCATAAC
CGAGAGCTCTTTATTTGCACGCTCACTCTCCTACTAGCTTTCCGTCCCTCACACCTCTGA
CACATGTCTGTCGCAGGGCTCTATGGATACATTTGGAAAAATATCTGAATTACGTTTGAA
GAGCTTTTTTGGTCTGTTAATTCAAAGAGTAAAACTTGTCATGTGAACCAATAGTGCTGC
ATTTTTTTGGAGTTCATGAGACAAAGTTATTAAAATAATATATAGAGGCT
>CL4909Contig1



AACGCCGCAGTTCAAACCTAAAACTCGGGTTTGGGACTGTTTTTCAAACAGAAAATAACA
ACAAAGACAACAGTTACCAGAGTCATGTCAGTAAATTATGCTGCCGGATTGTCACCTTAC
GCAGATAAGGGGGTCTGCGGCCTTCCTGAGAAGTTTGACAGTCCTGAAGAGCTGAAGGAG
AAGGTGCAGACTCTTGCTGAGTTGGTTAAAGAATCTCAGTACCTGGTCGTCCACACTGGA
GCTGGCATCAGCACCTCAGCCGGCATCCCTGACTTCAGGGGTCCCAAAGGAGTGTGGACT
CTAGAGGAAAAGGGTGAGTCGCCTCACTTTGATACGACGTTTGAAGACGCTCGGCCCAGC
TTGACTCACATGGCCCTCCTGGGACTGGAGAGGGCCGGCTACCTCAAGTATCTGATCAGC
CAGAACGTTGACGGCCTGCATGTTCGTTCAGGCTTTCCCAGGGACAAGTTATCAGAGCTT
CACGGAAACATGTTTGTGGAGGAGTGTGAGAAGTGTGGCAGACAATATGTCAGAGACAAG
GTGATTGGCGTGATGGGACTCAAACCAACAGGCCGTTTCTGCAGTGTGGTGCGATCCAGA
GGACTGAGGGGCTGCAGAGGGAAGCTGATCAGCACAATATTGGATTGGGAGGACGCACTT
CCTGACAGGGATCTGAACCGAGCGGATGATGCAAGCAGGAAAGCAGACCTGGCACTGACT
CTGGGCACGTCCATGCAGATCAAACCCAGCGGAGACCTCCCACTCCTCACAAAGCGCAAA
GGAGGGAGGATAGCTATAGTCAACCTGCAGCCCACAAAGCATGACAAACAGGCCCACCTC
CGTATCCATGGTTACGTGGAGCGAGGTCATGAAACAGCTGATGGAGCAGTTAGGCTTAGA
CATCCCAAAGTGGGAGGGACCTGTTGTGCATGAGAGCTCTGAAGTCCTGCCCG
>CL4910Contig1
TTCGGCACGAGGCACCTCCTCTGAGAGCTTTAGGAACACCGTCGAAGGCTACAGCGCCCC
CNAGGGAAACTACGACCCCGTGGTGAGGAGCCTCCATAACCTGGCCCATTTGTTCCTGAA
TGGGACAGGCGGCCAGACTCACCTGTCTCCCAACGACCCCATCTTTGTCCTGCTCCACAC
CTACNCTGACGCCATATTTGACGAGTGGTTGAGAAGACACGGACCAGACGTAGCTGCGTA
TCCCGATGAGAACGCTCCCATCGGTCACAACAGGGGCTACAACATGGTGCCATTCTGGCC
TCCGGTGACGAACTCCGAGATGTTTGTAACCGCCCCAGATAACCTGGGTTATTCCTATGA
AGCCGAGTGGCCTGGACAACCGTTCACTCTGACTGAAATCATAACCATGGCGATCGTTGC
CGCCCTCGTGGTGGTGGCGGTCATTTTCGCTGCCACTACATGTGCCGTGCGTGCCAGGTC
TTACAAGATGGAAGGACACCAGCCTCTGCTCGGGGACCAGTACCAGCGGTACGACGACGA
CAAGAGCCAATCTGTAGTCTAAGCACCTCCAAGAACAAAAGCCTCAAACATGTGCCTTTA
ATGTTTTTTTTAATTATTATTTTAAATACCGCAGCAGAGAGTCAACCTTTTCAAACTTGT
CAAAGACTGAAAAAAAAAAACTCTTTTATGGCACTTACCTGAATTCATTTTCATGTGATA
GAGCTGTGGTGCCCACAAGGTGGCGCAGTTACTCAATTTGTGAACCTGTGGAGAAGCATT
ACTACACTACATGCTTTTTTTCTCCTTTTTTTATAAAGTATGTCAATAAACTTCTGACTG
CATCTGAATTTACATATTACAAACAGCAAAAATAAATAAAAGATGATTTAACCAAANNNN
NNANNA
>CL4911Contig1
GGGAAGCTACGTGTGTTTGATGGTTAGCAGCTAGCTGTGATCAGGCTGTAAAAGAAACGG
ACAACCCACCTTTAAAGTTGTGGACAGCATGGACGTGTTTTTGTACGTCATCTCTGCCGC
CATCCTCGCGGCGCTGATCGTGTTTGCGTTGAAAGTGCAGCGGAAAACTCAGCAAGCTGA
TGACGAGCAGCAGAGGGGTGTGGCGCGAGCAGGAGGGCCTCCTCCTCGGGTGGTGGCGGC
GGAGCGTGGAGCCGGAATGCCTCGCAGGAGGAGAAACCTGGCTGCTGAGATGGCTCACAG
GAGAGCCCAGAGAGAGGAGTCGGAGGAAGAGGAGGACGAGGAGCAGCTGAGCGCTCAGCC
GGCTGCAAAGATAGGAGCCAAGAAGCAGAAGAAGCTGGAGGAGAAGCAGGCCAAGAAGGC
CCAGAGAGAGGCGGAGCTGGAGGAGAGGGAGGAGCGCAAGAGGATGCAGGAGGTCCGAGA
GAAGGAGAGGCGGCAGGAGGAGGAGAGGGAGCGTCTGCTGGAGCAGAAGCAGGAGGAAGA
TGAGAAACGAGCTAAAGAGGAGCAGGAACTCTGACAGGGGTGATGGATGACAGAGGGAAG
TTCATCTCTATCACCCCAGAGGAGCTGGACTCGGTGGCTCAGTTCATCAGGCAGAGAGGT
CGGGTTTCCATCACAGAGCTGGCTCAGGCAAGCAACTCCCTCATCAACCTGACGCCCCAC
AGTCGCAGCACCGCCTGACTGATGGCGCCCTGCTGCAGGAGGAAGAACTGAACCAAGAAC
ACAACAACCTGCTGGGATCTTCACCCAAAGACCATCAGAAGATTTTAGCCATTAATTGTT
ACTTTGG
>CL4912Contig1
TCCTTCATGAGATCTTTCACAAATGGCATCATCATCATCATTATTGTGGCTTACAAAAGC
AACAGCAGGAATAACTCTACAGAACCACAACAACTTTTAAGTAACTGTGTTTTATATTTT
GGTTTTTTAAGCTCCTCCTTAGAGGAAGAAAACGGATTCCCAATTAAAAAAACAACTCAC
AGTGTTTTTTTGCCCACTATTTTTCTTTTTACCTAAACTGTAAAGTCAAACACACTTACA
CATATAGCCTGCAGAAGCCCTCCACCCCCTTAACTCAATCATCAAGCCAAAGACTTATCT
GCACCCACAACATAAAGGCTCCAAAGCAGTTTTGCTGAGATTCATGGAGCCCGTGCCTGC
CTTCAACATGAGTTGAAGTTTGTATGTGCAGTGCGACCCATCCGACCTGGTCAGCGGTGA
ATGGCGCCCTCCAACTCTACGTTGGAATAAAACTGAGGGAACCCTGCAGCTCCTGTTGGT
GGAAATGCACCATTCTACAAAGACGATTATGGATCAGACTCTTGACGCCTCAGAATCCCT
CTTACGACGGAGCAGCTGTTTCTCATCCCGAGGACTAACCAACAGAAGACCAAGAAGACC
ATAAACTTTATATTGTGCTTGTATTGTTTGGCAAGAAGGACCTGAATTGTAAACAACATT
TTAAAACAAGAAAAAAAGAAAAAGAAAATAAAGTGGATCTCAGACTGAACACTTTTTCTC
CCCACCCCTTTTGTTTATGATTATATGTGGATGGTAACAAGTTTGGTTATTGCAACACTG
ATAGGAGGTACAGTGTATTTGATTTTTTTTTCTTTTTTCTTTTGCTCTGTGGTTTGAAAT



AACCCAACTCTGTTGCCAAAATCTTGAGACCTTTTACAAAGATTAGTTTTGTCTTTTTGC
AGTTTTTCTTTCATTCAGTAGCCAATATCATCAGTTAATATCATGTTATATATATGGAAT
ATTGATGTGCTTAAATTTCCTTTTTTTCTTTTGAAATAATAATAATGATTAAAAAAAGAT
GCATATAGGGCTTTACTTTTTCAGGCATTTATAACAGCTTAATTCTCCCTGATCCTATTT
TGTAAACTATGATATGTAACTTTAACATTGAACAAAAGTTTATTATTTAATTATGATAAT
ATTGTATGTATTAGCTGTAGAATGTCGTAACCTGCGGTCTTTTTTATAGATGTATATACA
ATGACAGGTTTCAACAATTAAATGTGACCATTTCACAATGATTTCTGACAAACGGGGATC
TTTCTCATTCCAAAACAGTTCAATTCAGAGGGCGGTCTGCGGAGGTATTCAAGGAGAGAG
AAAAGGGAATTTTTAAGAACGATCCACAGTTTTTTTTCTTTTTGTGCAGAAAAAAGTCAA
AATGAGCTTCACTGCTATAAAACTCAAACTGATAGCTGCTGCCAATCTGGAGCCAGGTTG
ATATCATGACTACATATCTTGTGTGCCTCACTCAGTTTTAGAATAACCCTCTAAACTTTA
ACCACACATAACTTCTTGTCAAACATTTGCAAGGCCTATGCTCCAGTTTAGGCCCTATTT
GGGAGTGATCAAGACATTCTGAAGGAAAAAGAGGAAATGTTTTCTTCAAAATTGATCCAA
AACTGATTTGACAGATGTGTCAGAAAAACAATTTTGCGAGGCATTGTTTACATTTGTGGA
AAAGATCTTTGAGATACTGGTGCATCAGTGCAAAAGGGTGCATTCTCTAAAAAGCTCAAG
CTCAACTNAA
>CL4913Contig1
ATAGGCCACACCATAATGAGGCTGTTAGTGGACTTTAGAAATTACAGATACACCCTTCCG
ACAGTGTCAGGGCTCACTGTGGATCTTGAGGCTCAGAGGACCTGCATAAAGATACCAACA
AATGGCTACAACGAGCTGCTGAAGGCCATCAGTAAGTCCAACGAACACGTGCTGGCCTTA
GGAGCGTGCTTCAACGAGACCGCCGACTCTCACCTCATCTGTGTGCAAACAGAGGACCGC
CAGTACCAAACGCAGGCCATCAGCATCCACAACCAGCCGCGCAAAGTCACTGGATCCTGC
TTTTTCATACTGAGCAGTGCCCTGAAGGCTTCTGCAGGATACCTGGCCAAGTCCAGCATC
GTTGAAGGCGGCCTCATGGTGCAGGTCACCGTGGAAACCATGGGGGAGATCCGCCGGTCG
CTCCGGGAGATGAAGGACTACAGCATCACATGCGGGCGACTGGACCAATCAGAGAGCCAG
GAGCTTGTTTGTTTACAATGGGTGGAGGAGAAGTGCACTGTGAACAAAGGCGTCATCAGC
CCCATCGATGGAAAGTCCATGGAGTCCATCAGCAGCACCAAGATGTTCCAAAAATCTGAA
TACAAAGAAAACGGGAAGATCATTCGCTGGACAGAAGTCTTCTTCCTCCAACGGAGCCAA
AATCCCAGAAGAGGAGCCAGCGACTCGGCTGAGCACAGCCGGCTGACGGAGCGGATCGCC
AGGGCGTTCTGTCTGGCGCTGTGTCCTCATCTGAAGCTTCTGAAAGAAGACGGCATGGCC
AAACTTGGTCTGCGGGTCACTCTGGACTGTCAAGAGGTTGGATTTGTGGCTGGGAGTAAC
GGGCAGCTCCTCCCAGCTCAGTACTTCAGCGCCCTCGATAGCGTTCTGACTCCCGTGATT
CACAGCAAAGGCCGAACGAGGGACGATGAGCCCACGGTGATGGAGCTCATCTTTTACATC
CTGGAGAACATCTCCTAGAACCACCATTTCCTTCCACCGACGAATCCCGTCAGCTCAGAA
TAAAGCAAAAGCATTTCAAAATAAAATCTGATTCACATCCACGGTCCAGAGAGGAGTGGC
CGTGACTTGTTCTGGTTTCACTCCACCTGATCCGAACCCGCGATGGACCACCACATAAGG
GTGCTGCATCTTCATGGCTTGCTCTCCATGCCCCCAATGTGCTTGGCACAAGAAGAAAAC
CTTTAAAGTGTGTTGTGGTTTCAGCTCAGAGGACTTGCAAAGATGCAGAGAATGAGGAAT
GTAGATCTGTAGAAACCTGAATGAATGCTTGGAGAATGCTTTTCACACTGAATGCATTTT
AATGGACTGCTCAAAAAGTG
>CL4914Contig1
CGGAGAAATCTGTTACAGCCTTATTTTACCTACAGTCAACATAACTAACACATGGAGGCG
CGGCCCACACAGGCCATGCTGATACGGCAGGAAGAAATGGTAAAAAACACTCGTCTCAGA
GGAGAAACTGAATCTACACTCAAAATTCAACACCAAACGAAAGCAAAACCGTCTGCAGAC
GCTCAGCTCAGCGCAGGAAGAACGACCGAATGCATCCTGTCCTCCATGGGAAGCTGCTCG
ATTCCCATGTGACCCGTCCCGCGGCTTCTTCCCGCCGTTCCCGTGCAATGCCAGGTCTAT
TTGAACATGAGGGGGGAGGAGGTGGGTCACATGATGCTGTTGGATGACATCATTCAGCCG
GAGGGGGCTCCTGAGGTTCCTTATTGACTTCTTCTCGTGCCTTCATCCGGGCCACAAAGT
TGTAGCTTTTGGTCCTGCGATAGTAATCATAGGGGTCGTCGAGCGACACCCCCACCCCTT
TGTACTGATCCCACTTATCCCTGATGTCCCCCCCTTTGATGGGGTCCTGTATGCCCTGCT
CCTTGGCCCCCAGTCCACCANAACCACTCCNGCCCATCTTCATGAGCAGCTGGTGACCCT
TGTTCTNCTCTCCCAGGCGGGCGTCTGAAGGCG
>CL4915Contig1
TTTTTTTTTTGCTCCAGTTTCTAAGAAAATAATTGGTCCAGTGAATACAGAAGGTGCCGG
GTTCGTTCGGGTTTAAACATTTAATTACAGTCATAAACAAAGTCATAATTGCTAGGTTCT
TTGGGAATTGGGGGCGGGGCGTCTGGAATCTGGATGTTCTCTAGATCCAAGAGCCGGAGC
TTCATCTCCATGGAGAGCAGGGTGTCCAGGTCAGATTTGGTGTAATCGCTGGTCATCTCC
TTACCCAGGAGAGCATTTAGACCATCAGTCCACACGCAGTACTCGTGCTTGTCAGGAGCA
ATGAAGTTCAGGTATTCATCTGACTCATATAGAACAGAGAAAGCCAGCTCCAGCACCTCC
TTGTTTTGCTTCAGGGCTCCCTTTTCCTTCATGTGAGGACAGTCTTTGCCGGTGATAACA
GCTTTGATGTCAGCCACAGGCAATTTGTCCTGTAAAGAGTCGTGGGGCACCTCTCCCTGG
GGACTCTCTTCCAGATCCCCGTAGTGCAGGACTTTATGATTCGGGGACAGACGACAGTAC
CAGAACTTATCTTGTCTTCTGCGGCTGCTGATTTTCCTGAAGCAGGTTCCATCACACAAC
CTGTTGAGTCTCTCCTGTTTGATCAGCTCCATGATCTCTGGCTGGATCTTCTCTCTCAGC



TCCAAGATGGGCCGAGACTGGAAGTCTTCCTGATTCATCCTCTCAGACTGGCGTATTTTC
AAGATTTCAGTGTAGCTCAGGTTCTGCAGGCGACTCTTGAACTGATCCAGAGAATTAGGC
TTGAGAGAGAGCGCTCGCATGATTTGCTCCCTCACCACCTGCATTACATGTCAGCTCCAT
AGCTCAGAGTGCGTCTCTCCACAGTCCTCCTGGACGGTCTCTTTTAGCTATTAGTGGGGA
GCAGGGATGGCGAGAGCAGACGGCTCATCAGTTCAGCTGGCTGTGGCGGTTAGCTTTAGC
TGTGATAAACGAAAGCTCGCCTGTCGGATCGTCTCTTGAACCGCCTATTTCTTTTGCTTC
GTCTCACTGTTTTAGGGTATTTTTTTTTAAACCTGCAGCGTTCCTGCTTCCCTCTCGGAA
TTTTTTTTTTGGTTTTCTTTTCAATATTTCTCTAAAAAACTTGATCCATCTGCAACCTAC
TGT
>CL4916Contig1
ATTTATTTGAATTNTTTTCTTGTTTNTGGAAAAGCATAGGGCGGGTATCTAGTGACCATT
CATTCATCAATTTAAATGAGCGGTAAATGTATTTCGTCAAGGGAAATGCCAATATGTTGG
GAGAAACATGCAAATATGAATCTGCTATAAATGCAAATGATGGCTTTAGAGTAAACCTTG
AAAAGGCCAAGGTGTTTCTGAAGGTCAGCATGGCTGTTTTCCAGTCGAGACTTTAGTCTA
ATTTAAACTCAGATCAATCTGGAATCAATCCATTGTCAATCCTAAATTTAAATATTTGGA
TTGCTTCATGGAACTCCTGCAGTCGACATACCGGCTCCTCAAATCCGCTTGCTGGGGAGC
CGGGTTTCTGCACATCTGCCTGTTGCAGTAACGGATCCTGATTCCAGAGGAGCAAACAGA
TGTCCTTCTGACGTGACACGACAGATCATGACACCAGCTTTCCCGCACTGCCAGCTCTGG
CCTCCAGCTGCTGCTGTTTCTGCTTCTTCAGCTGCCGGTAGGCCTCCACCGCTCGCAGCC
TCTCCTCCTCCATGAGTCTCTGTCTCGCCATCGAGGGCTTTGCTGTGGAGGCGACTGTGT
GGCCAAGCAAAGAGTTGAGAAGCAGCTCCTTTGGTGCCTGAGACTTGTTCTGAGCTTTCC
TGGGTTTGATGTTTAGCATCGGAGGGGCTACTGCAACTTCACCAAAAGGAACATTTTCTA
CAAACATTTCTTTTTCCACTTTGCTTTCTAGTTTTTCAAACTTTTTTTGCTGCAGTTTGT
TGCGTCTCATTCTAGCATACTCCTTCTTTTTGTCAGACTTGCCCTTGTCTGCTGGCTTCT
CTTGCTGGTCGATGTCCAGCTCAGGTCTTCTGTCCACCTGGTTATTGGTGAGGAACAGAA
CGTGTTTGGTCTCGTTCTCCATGCGCCCAAGATACGCCTTCACACTTTCTCGTTTTCTTC
TCTTGAAATGCGGGACGGGTATATCTCCATCCTGGAATTTCTTCGGCTCACTGTTGGAGG
CAGTTGCCTTTTTTATTTTTTTAGACGTCCGACTTCCAGCTTTCATTCTCTCNTTGCTCT
TCATTATCTCCCGAAGCCTGAAGGGAATGTGTTTCAGATGATCCTCTTCTCCGGGTTTCT
TTATCTTATCATCTCTTTTAAGTTTCGTTTTGCTGGCAGATTTTCTTCCTTTCTCCCCTT
GTTCACTTCGACATCTGAATTTTATTATTTTTACTTTTACCCATAACAGCTTTACATTAA
CGCATTCCTTAAAAAACACAACCACACCACACGCAGACGCGTGGTCGAC
>CL4917Contig1
ATGGTCTGCGATTTGTCCACAGTGTCTTTGACTACGGGTCCAAATATGAGCAGAAGAATC
CATGAAATCCATGAAGTCTTGAAGGAACCTCTTGCGTATACTCGATGCTAGCTTCAGGAG
GACTAAGTGTTTTTCAATGTTATTGTGTTGTTGATAGCACTATTAAGAAAAAGCTACTTG
TCATTCCATAGGAGTCTCTGAGGACTGCTTTGTGTATCACTGTGACTGCCGTGTGTGCTT
CGAGACGTAGACTTATCAGTAGGTAGCGAGTTTGTTCTGTAGTGTTGTCGTAGCGTTCAA
TGCCATCCCCCCCCCTTCTACACGCAGCCGAGAGAGGGAAAGCGTTTTATCCCAGCGGGT
GGCTTCACACAGCATTTTGTTGAGCACTGTGCAATACTTGTATGTCCATCCCATAGTGTT
GGCGTGGGTGGCGTCGCCCCAGGAAGTCTCCAGAGGAGGTCGGGAAGGTTAGGCCACAGC
ACACGTAGATTCCGTTTATGGGTTTCGCAGCTTCGTTTTCTCCTCTTGCACACAGTTCCA
GCATCAGACGCTTCAGGGAGTCTTCGTATAAAACAAAAAACCAGATCAACGTCCCCTTAA
AGATGTAAATACTCTTCGTGTCTGGACATAAATATGGACACGACGATTCAGCAGCAAATA
TATCTCATCCATTTGACTCTCATTTACTTCTTTTTTGATTCAGAGCGCTTTTATATCCGA
GACGAAAACTCTGAATGTACAGTACGGACTGTGTTGTTGTAGATTTCTTTAGCCGTGAGA
TGATTAGATGTACTTTGGCTTTTTGTTGTTTGAGAAAAAAATAAAAATATCTTTGGTCAT
TTTGTTCATATTTTCCAGGTATTTGTCACAATCCTTTGTGGGGTTCACTGAATATTATGT
TTTTGAGCCTCCTGCTTGGAGAGGCTGGTTTCACCCGTAGATCCACCAATTCCTGAACAG
CTTCAGATTTCAATGAAGAACCGACGGTTGAGCGACAGAAACGCATTCAAGTGTCTGGGG
ATCCGGTAACGGGCCGCCCTGCAGAACACACATCGGATCAGGAGGTGTGTATTTAAAGAA
AAAATAAAAACTAACTACAAAGCCATTATCTGCGCTGCGGTGCTGCCCTCGTTACCGTTT
CCCGCCAAAGTGTGCACGAAGACCACAAAATTTTTACAATCGTATGGAGCGTGCGACAAG
ATTCTCTCCAGTGACACCGACAAAAAGCCACACTGACCTTTCAAAAGCAAAGCTGTGTAA
GTATTAGAATCTGATGCTGTAGAAAGATCCTAGTTGCCTTTGTGTATATCAACTGCCTGC
TTGAGTATTTTGTGTGTGGAAGTTTTCTCTGTAATCTTGTAGAACTGTTTGGGGTGTTTT
TTTCCTGCCATATCGCTCGCAGCGACAGCGGGCCGCTGACAAGTTATATTTGCTGTGTAT
ACCTTCATTTTTGATGAGGTGTTTTACAGTTTTTGTTTCATTTTGTGTAGTGATTCACTC
TGTGGAGTTTTCTGACTGTTGTTATATAACCTTCAT
>CL4918Contig1
CAAAGTCTTTCAAACCCCACCTTAACCTCTTGCTCCATAGGGCTTCCTACTATGAGATCT
CTGTGGAGGACGGCCCGTGGGAGAAGCAGAAGAGTTCGGGGCTCAGCATCTGCACTGGAA
CGGGGTCCAAAGCCTGGTCTTACAACATCAACAAGCTGGCAGAACAAGCCGTGGAAGAGG
TTCTGAAGATTGGGAGGTCCCAGGCCGGAATGGACGTCCCCCTGAGCCGCGAGTTCATTG



AGAAAGTCACGGACGAGTACAACCAGTCCCTGGTCTTCAGTCCGGACGACCGGCGCCTGC
TCTTCAGCATCCGGGAGCCCATCGTCAACAGGGTTTTCTCCAGCGGCCGGCAGAGGGGCT
TCGCCAGCAAGGTGTGTGTGCGCTCGCGGTGCTGGGACGCCTGCATGGTGGTGGACGGAG
GGACGTCCTTCGAGTTCAACGACGGAGCCATCGCCACCATCAGCACCAGTGAGGAGGACC
AGCTGAGGACGGTGGTTCTGGAGAACTGAGTCAGAGTCCGAGTCCCCCTTTCTGCGTCCA
TGAAGTTCAGGACTTCTCTAGTGAACAAGAATGTGTGAAAAAAAAGTTTTTGTTTTTTTC
TGAATTTGCTTTTTATTTTTATTTAGTTGCATTTTTCTGGGTTTTAATAGAAAATGTGCG
TCTTTGCCTTTGCGTGGTGAGCTTTAGCGCCAGAGTCCGGATTGTTTCTGATGATTGAGA
TCCTCGACACTGAAGTATTTATTGATGACTTTCTGCACTACATAAATCTCTGGAGCTCTG
AATGTTGGTTCACGGCGGGTCTGGAGTCCTCGCCGCTGAGCTGAAGGTCTGAGGAGAAGC
GGCGGCTGATGAGGCGGACGTTTCCTCCTCTCCCGTGATGAGCTGCCGCCTCTGGCCGTC
CGTGTCTGAAGGACTGTTACTGGCTGCTTTTCCACTCCTGAGCGTGTTTGAGGTCAAACT
GATGGACAGCAGGGGGATTTTTGGAACAGAACCTTTGTATTTTATAGCTGTTTGAATGAA
GGCGAAGCTTCAGTATGAATTGTTTTTGTAAATCTCAGAAGCACCAACCAGCCGTGACGC
TGGCAGCACAAATGTCTGACGTCTTGTTTCATGACCCGCGTTGGAGCTCGGAGGAGGAGT
CTGTCGAGGCGCCGCCAAAGTCT
>CL4919Contig1
TGATTTTNAGGTTTATTAAGATAAAAGCATTTAAATCTATATCAAACAAAAACCTTAGTA
CTTCTCATTGACAGTTCATACTGAGCATTAGTAATTGTGAGTTAATTGTAAGTTTAAGAG
GCGAGCAGAGAAAAGCTTCCATCATGACTGCTGTCTCCTGTCTGCAGATTCCTGACATTC
ATCTGTTTCTGCCTCTCAGGCTTCCTTCTTGGGATATTTCTGCTTGGCCAGCCTGATGAA
GTCGTCTGCGCTGTCCAGAGACACCAGGCGGTCCATGACGTGGAGATATCTGCTGCGGTT
CTGAGTCCCAGGAGGGAACAGAAAGCTGTGGTCCAGCAGCTGCTTCAGCAGCTCCTTGGC
TTCTTTCAGATGCTCTCTGTCTGGACTGAAGCTGCTCTGCTTGTTCACATCCAGCAGCGA
CTCCACCTCACACTCGTAACCCAGCTGGAGCAGGATCTTCTTCCATCGAGATCGAACTTC
TCGCCTGGTGCAGCGTAACGTGTAAATGTCGTAATTCAGCTTCTCCCACTCCTCTGTGGC
CTGGTCGGCCTCCTCCCGCAGGCTCAGAAAAGCCTGCAGCTCCTTTTCTGATCCACGGCT
GCTGCAAGAATCCACCAGGGAGTCCGAGGCCTTCCTCGGGCCCCGACGGCTGTCCTTCAG
ACTGGGGGGTCCGAAGAGGCTCTCCTCCTCGCTGTCGCTGGACTCGCTGGTCAGCTCCTC
CGCTCGTCTGGAGGCTGAAGTTGTGTTCAAACGCAGAATGGCCTTCTTCTCCTCCCTGCT
GGTTCTCAGACAGCACTGACAGCAGCGGAGGGTGAAGGAAGCCCCCATCTCCACACAGAA
CGGCCGATCCTCACCAGAACCCTGAAAGAACCTAAACATGTCCGCCCGAAAAGCTCCCCA
TTTCTGAGTGAGCAGGAGAATAAATCCAGCCTGAGTCCGCCCTTCGTCCCGGCCG
>CL4920Contig1
TTTTTTTTTTTTTTTTTTTAATTTCAAAACCATGTTTATTAAATTTAGAAAACATTTTGT
TAACAGCTTCATAGCAACGCTGAAACTGTGAGAGACGCAGACGGGGCCTGGGCCAACCCC
TGAGTTAAAAACCATCCATTTCAGAGCTCATCCGTTCTCCTGGCTGCTCTCTTAGATCAC
CTGCATTAACCTGGCATAGACTAGAAGTAGGTCAGACGGTAGTCAGCGTCTCAAGGTAGA
TCACCGAGGAAACGAGACATAAGAAAACCTCAAAGACATCAGGTAGAAAAGTTGATTTGC
AAAGTTTCAAGTCAAGGTATATTCTGTCAAAAGGGAGCAACAGTAAAGTGTAATTAGGTT
GCCAAACCGCGTTATGATGTCGGTTTATTCAGTCAGGAAGGAGTTTCTGCACAGCTGCAA
TGGACGTGGACCTCAGGATTCTCGTGGATGCAGTACAGGTACAGGTCTCCAAAGAGCAAG
TGCAAACGACGTCCCATCAGGTGTGTTGGTAGAGCAGGTTCTAGGGAGGGGTATAGGCAA
AACAGGAGGACCCTCGCCCCCCCCACTTCTTTACTCATCAAGGTGCAGAGAGGGGGGATT
CTCTAGAGGGCGAGCCCGACATGTCCTCAGGGGGGAAAACTGTCAGCGTGCAGGCCCGAA
TCCCACCGAGCGACTCGGGCAAGTCAAACACTTTTTGCCATTCGTCTTTCTCCGGGTCGT
ATTTCTGAACTATTTCTACCATGCAGCGATTATTCCACGAGTAGCCGCCCACCACGTAGA
TCTTGTTTTCGAACACGGCCACTCCCACGTCGCTCTGCCCTCGCAGCATGGCGGCGATGG
GCGTCCACAAGTCCAGCGCCGGCGAGTAGTACTCGCAGCTGAGCACGTCGTCGTAGCCTC
GTGCCGA
>CL4921Contig1
TTTATTTGTNCCTGAGACCTTAGCAGCTCTATGGGAGTCACTCTGTCGTAGGGAAAGACG
TGACGCACCGGTTCGCTCATCACCTCGTGGCCGAGGCCCGCCTTTTCTGTGCACAAACAC
ACGCCGTGAGGTCACGGTCAGCTTCATGGCGCCGCGCGCAGGACAGAGGGGTTTACCCAG
CTGCAGCTTGAAGCCGCCGTACGTCTGTGGGTTCCTGATGGTGGAGCAGATCAGCACCAG
CGGCTGTGCCTCAGTGGACGGACGCTGGAGGAGCTTTGACAGAAGCTGCACCAGACTTCC
TGTGAGGTCGGGGTCAAACACCACGTCTGTCAGGGAGAGACCCAGGAAGGAGGCTTTCAG
AACAAGAGCCTGCTTTAAAGCCTGACAGGACTTCAAAATAAAACGAGTTCTGGTTTTTAA
GATGTGTGTCACAACAGCTGAGACCGTTTGTCCTCATCAAACACCTGCTCTGAGACGTTC
AAATGACGGACAGGCGAGCTGTCCATCCAGAAAAGAGGGATCAGTGCTGACCATCAGGTC
ATGTGACCTTTGGACCGATCCACTTTGATTCCAAGACTACGTCTCCTTTTTGGTTTCTCC
CAGAAATCTGTACATTTTTTCAGTCAAAGCTGCAGCTGCTTGGATCTGAGAAAATGTTCT
CAACTCAAAGGAGACCTCTGATGTTTGCAGGAGGGGGCGGAGTCTGATAGAGCTGGGCCA
CGCCCACTACAAACACCTTTGCTGCAGAAGACTGAGAGGAGGTTTCCTTGACCTGCAGCG



ACGACGGCGTCCGCTCCGATGGCCCGCAGCTCCTCCCCCGTGGCCGTGGTCCAGTCCAGC
TGGTCCACACGGACGGCGGGACGCGAGTCCGAGCCGAGTCCGTTCAGACGCACGTTCTGC
CTGAGCTTCTGCAGCACGGCGGGGTGGCAGTCGCTGAAGACGAAGCGGCGCGGGCTGCAG
CTGCGGCAGATGCTGATGCCGCTCATCCCAACCCCACTTCCCAGCTCCAGAACCGTCCTG
CCAGCGAAGAGCTGCGGGTGATCCAGAGCCCACTCTGCCAGGTACAGAGCAGCTTCCCAG
GTCACCAGGCCCGTGGTTCCCACGGAGATCAGGGCGGCGTTCTCCAGCAGGCTGACGAAG
GCGCCGCAGGGCAGCCTGTAGCTCCTGAAGCTCTCGCTGCTCTCCTCAGCCCCCACCACC
TCAGCCAGAGCGTCGTACAGCTCGTCCAGGGGGTCGCAGCCCGCCGCTTCCTGCCGTTTG
ATGAGTTCAGAGAGGAACAGCCTCCTGTATCTGACGGAGGGGGGAAACTTCTGGCACAGA
GGATGGAGGCAGGTCTGAGCCAGGAGCTCTGAGATGAACCCCGGAGATCTGGAGTTCTGC
AGCTCCTCCTCCACAGCAGTCCAGGGCAGAGCCGCCACGCGCCTCATGGCAAAGAACAGA
ACGCTGAATTCTTTTAAGATTTCCGCGGTTTCCGCCAATCTGTGCGCCATCCTCGGCGAG
CATTTGTTTACCTCCACTAT
>CL4922Contig1
TTTTGCTAATGCACAGTTTGCACTTTTTATTGTTGCCTCATTCACTAAACGGTTCAATGG
TGCAAGATTACCATACACAGAATTAGGATACCTGCATGACACATCTATGCTATACAGCGA
ATGGATTATAATTATTACAAATACAGTAAACATATTTACATTTTAGTTCAAGCTCCATAC
AACATAGATATTTACAAAGTAAGTATGAAAATGAAACCAGTCGGAAATAATATACAGTGG
TAATGCTTGTTTTTAATTCCAAGGTACCAATTAAAAAAATAAACGTAGATGATTCGAAGC
TATAAGGGGAGATGGAAATGATAGTTTTGATTCAAAGGCATCCATAGAAAACAACGGGTT
GAGATGAAAAGCTTTGTCCCAATGAATGAAAGTGTTACTCGCTACTTCATGTTAGAATCC
CTGACACTTGGAAAAAAAAAAGAACAATAAGGATTCACAAGAACTCTTTCAAATTTAGCT
GGCCAGCGTGAATATTGACAAAATTATATTCTTCCAAACCAATCCCTCAAACCACTTCCT
GATGGACAGAAAGCACTAAAGCACACTCACCTGAAAAGGTGCAGCTGTTAACATCTTAGA
TGACCCTGCTGAAACACACACTCCCACCGGACATTCAACCCTCTTCCAGCTCAGACCAGA
GGACATTTTGGTTGATTTCGAGCAGAACAACTAAACCGCAAAGACTTCATTTGATCAGTT
AGTTGAACCTTTTTATTAATATGTGCAAAAAGCTGCAAACTAATATATACAATGCAAACA
TAAATACACAATCCAAAACAATATATCTCTGCAAATTAGCCACTGAGGGGAAAATGTTTG
CTCTGACTTTTGCCCTGATAAAAGTGCAGCTGAGGTATGTTGCATATCAGCCTTGATGAG
TGCAAAAAGGCCGTTTCCTCGTGCCGCTTCTCCTAACCGGCAGGATTTACTAAGAAAACA
ACATATTTGTTTGGTTGTTTTTTTGTCTCTGACTGACCCCTCGTGCCGAA
>CL4923Contig1
ACCCCCCCCCCCCCCCGTTACTTTTAAAAGACTTAACACACCTGCATGAATGTTCAATTT
TTTTTCATTAGGTGTCAATTAGCACTTTAATAATTTGCATTTTTTTCTTCTTTCACAGGT
TAACTTGTGGCTTTTTGTTGCATCTTTATGTTTAAGCATCATTNATCTTTGTCATGCTAA
GGAATTTGGTTCCAAAGTTCAACATTTCCCCTCTTCCCAGTTCTCATACCGCTCCTAAAG
ATCTTCCTTCCCAAATAAAACACTGTATTATATTTCAGGTTCAAATACTACAAAGAGGCA
GGCGTGCATTTCGTAGAGTCCTGGATGGTGCATCACTTTAAAATGGCTCACTACCCTTAT
TTTGAAAATAATTGTAAGGCAGTGGATCCAAATAATCAGCTGAGTGAGGAATGAACTGTG
AGGAACTGTAAGCCATAATGATGCCAAAAATACTTCCTGAAATGTTGGAAGGGTTACTGG
ACTGCAGTTGTTTCAGTGTTACTTCGCTTGTGAAAGCTGGATTTTACTTCTATAAACATT
TTGACAGCAATATTGTTTCAATAATATGTTAGAGTTTTGTTTACCTCCAGGCTGTGGCAG
TATTTTATGATTTTTTGTTGCTAATTTTACAGTGATGAACCATTCGGGTCACAGGAAAAA
AAGAAGCAAAAACATGCGTGGTGAACCTTACAATCATGGCATACAATCTGAAGAAATATG
AAGTTTGAATGCAATTGGTGTTTATGTATGAATAAAAATGAAATGCGCCAACTT
>CL4924Contig1
CACACCGCACGCGCGTATGCCAAGGAGGGCGAAGTGAGCACTGTGCTGCTGGAGTGGGAG
GGCAAGTTTAAGGAGCTGCAGGCTCGGAGGGAGGCTGCAGAACGGAGAAAGTTCCCTTTG
GAGAGGAGGTGAAGGAGCATATCATTGGGCAGGAGGGGGCTATCAATACTGTGGCTTCAG
CCATCAGGAGGAAAGAAAACGGCTGGTACGATGAAGAGCATCCTATCGTGTTTCTCTTCC
TCGGCTCTTCGGGAATCGGAAAGACAGAGTTGGCCAAACAGGTGGCACGCTACATGCACA
AGGACATCAAGAAGGGTTTCATCCGCATGGACATGTCCGAGTTCCAAGAAAAACACGAGG
TGGCAAAGTTCATTGGCTCTCCTCCGGGATACGTTGGACACGAGGAAGGGGGTCAGCTGA
CCAAACTGCTGAGGGCATGTCCCAACGCTGTTGTTCTGTTCGACGAAGTGGACAAGGCCC
ACCCTGACGTGCTCACCATCATGCTGCAGCTGTTTGACGAGGGGCGACTAACCGACGGCA
AAGGGAAGACCATCGAATGCAAGGATGCCATCTTCATCATGACATCCAATGTTGCAAGTG
AGGAGATTGCCCAGCATGCACTGCAGCTCCGACAAGAAGCTGAGGAGGTTAGCCGCAGGA
AGCTGGCTGACAACCTTGAGGACGTGCAGAAAGGCGATGACGTCAAAATCTCCAGACAGT
TCAAAGAATCCGTTATTCAGCCGATCCTCAAGGCTCATTTCCGGAGGGACGAGTTTCTGG
GCCGAATCAACGAAATTGTATACTTCCTGCCGTTCTGTCACTCCGAGCTGCTGCAGCTCG
TCGGCAAGGAGCTCAGCTTCTGGGCCAAGAAGGCAAAGCAGCGCCACGACATCACCCTTC
AGTGGGACCAGCCGGTGCTGGACCTGTTGGCGGGAGGTTACAACCTGCACTATGGAGCTC
GGTCCATCAAACATGAGGTGGAGCGGCGGGTTGTCAACCAGTTAGCTGCAGCGTACGAGC
AAGAGCTGCTGCCCAAAGGATGCACACTGCGTCTGTCGGTGCATTCGGATGGTCAGGAGG



AGTGCGGCGCCCCCAGTCTGCGGCTAGAGGTGCTGGGAGAAGATCATTCATCCAGAATGC
TTGACATCCGCCCACCGCTTAGTCCTGAACACTGACCTGCAGCACAGC
>CL4925Contig1
CCTGCGAGCGTATGCTGGACTCATTGGAACCATAATGACACCCAACTACATCAGTAACAG
CTCAGCTGATGTGTCACTGTGGTGCAACTGCGAAGGGAGTGGTAACCAGTGGCCTGACTG
CCTAAAACTACAACACCTCTTCACAGACAACAGATGTCTGCGTAACTCTATCAACAGGAT
AGGGAGTCCCAAATTGCTGCCGTCAGACACCACTCAGCTTCCTGGCCCCCGCCCCTCGCC
GCTTGTTCAGGAGGACGAGCTGCATAGCAGCAACCACCTCCCGGACCTCAGCAACAATGT
GATGGATAGTGATGAAGAAGAGGAATTGGCTCAGGCACTGGAGGAGGAACCTGAAGAGGA
CAACCAGTTTGATGTGATCCAGCTGTACTCAGAGAAGGCCACTGTCTCCAGCCTGGGTGC
CCCAGGGACAGGGGGTGCAGAATCTCCAATCTTTGGCTGTGCTTCACCAGCTCTGCTGCT
GGTTCTTCTGCTATCAGCGTCACTTAACTGGGGGTAGATCTGATGAACAGTGTACACACA
TAAACACACACACACACACACACAATGACCTCACATCCCTGGATTTAAACGTAGAAGAAT
GATAATGAAGAAATGGACTTCATCTTTGTTTGTAATCCCCCTTCCCAATTCTGTCTTCAT
TGTCCCTTTGTGAACAGCAAGCAGAGTCATTCTGGTTTGTCTGGGAGGGGGTGGGGATGG
GATCTTTATGATCCTTGACTCCCATGTACATATGAACTTTGCTCCATTTGCCGGAACTGA
TGCAAGAGCAGCTGCAGCTGGGAGGAGAAAGGACAATTCGTCTTCATCGGCTATCATTAT
TCCAGTCTCATGTCACTCAGCTTCAGAAATGAAAGATGGAGCGACAAAGCGCGAGCAGGA
GAAACGAGGGAAACGCTGACCGCTGCTTCATTGCTGTCTAAGCTGCTGCCCTGAAATATG
TGTAAATTACCTATTCAGGTGTGTCTTTCCATGGTTACTCTCATTTCGATGAAGCCTAGA
ATTCATGGGAACAGCTGTGTAAAGTTTATTCTCACAGAAAAACAGAAACACTAAAGACTG
ACCAGAAAATATAAAAAAAAGCATGAAATGAAGAGTCTGTGAAAGTGAGCATCCACTTCA
GAGCAGTAGTTCCAAGTCAACTAAGCAAGCTGTTCTGTTTCAACATCAGTTTGTTCAATG
TCA
>CL4926Contig1
GCTCTATGTAAACGCGTATAAATGCATGATTTTCTGTGTTCAAAACTCTCACGTTCACAC
GCAGCTCCGCCCATTTTTAAGACTGTTTTCGAGGCTCTACATACAAAACGTTTGGCCATT
GAACACAGTTTGCTGGTTAAACCAGATCAAATTTTGACCAATCAGGGACTCCGACTTTGT
TGTGATTTATGGATGACATCCCTTTTAATTTGCAGAAATGAAAACCATTTGAAAAATGAT
CACAGAGGAGAAGTCAATAATTGCGGTTTGTACTCGGCCGGAATGATACGACACCGAGTC
TTTCATATATTGAAATAGAGCTGTGAAAGAAAAGGCCTGGAGCAAGATTCACGAGATTTG
CACCGCGTCGACATTTAACGCCAAGTCTCTTCCAACTGTAGGTGGCGGACATGCGCTAGT
AAACAGTAGAAAAGAACAAGAAGAAGAGGCCCCTTCCTGCTGGTCCAGCGTGAGCACCAT
GGGCTAAACACGTGTTCACATGCCCAGTGTGTTCGTAGCTCTAGAGTTAGATGTTGGCCC
ACAGAGTGGGGGGTAAGACCCAGACTACCAGCATAGGCGTCAGAAAGTGTTACACAGTAG
CAGGTGGATGTTTCAGTCAGAGCTCTGAAATGCTGCAGGACGGGCCCGCCCGGCCCTGGT
TACCTGAAAAAGGTGAGTTCAGGTTTTATTTTTTATTTTATTTTTTTTATTTTTTATTTT
TTTAACTTGTCC
>CL4927Contig1
CCTCAGCGAGGCCGACCTGCGGCAGCTCGCCCACAAAACCGAGGGCTACTCCGGCGCCGA
CATCAGCATCATCGTCCGGGACGCATTCATGCAGCCGGTTCGGAAGGTCCAGTCCGCGAC
CCACTTCAAAAAGGTTCGAGGTCCATCCAGAAGCAACAACCAGGTGATGGTGGACGACCT
CCTGACCCCGTGCTCGCCAGGTGACCCTGACGCCATGGAGATGACCTGGATGGACGTGCC
TAGTGATAAGCTGCTGGAGCCCATAGTCTGCATGTCCGACATGCTGCGCTCGCTGTCCAC
CACCCGCCCCACCGTCAACACTGAAGACCTGTTCAAGGTCAAGAAGTTCTCAGAGGACTT
TGGGATGGAAGGCTGACGGGCCCGCCCCCACGTGTGCTCCCAGCAACGCCACTCCCATCC
TCCTCCCCCCTTTTCACCGCTGTGTAGGCTTCCATCGATGGTCTCCTGCCTGTGACGGGT
CCCAACGAGAGACGGGCGTGTTCTGTCTGTGACCTCTGCTCTTTCTGACTCCTCAGAGGA
CATTCCTGCTGGGATCCAAGTCATTTGGTGGTCGTGACAGGAGATCCCACGTCTTTTGCT
CCACATCCAGACCGCGTTCTGCTCCACCATCTCCACTACATGAACTCTTGGGTTGTCCCC
GGGGAAAAGCTTAACCGCCTCTCCGAGCCGACAGCCCATCTGACGGAAGGACTTGACGGT
TCGTGGCCATCTTGCACTTTGTTTTTGAATCCCAGTGAAGGACAGTTTGAAGAAGGTGGC
TCCAGCCGGGCATGCGAGTGTGTCAACGCACAACGTGTTTTTATTAAAACGTGTGTCGTA
GTGCCGGTGAATGTAAGGAGTCCCCCGCTTTATTTAATATTAATTTCAGTGTTTGGATCT
CTGGTTCTGAGAGTATCTGATAAAGTAGTAAAACCCGAGAAGTACTCGACTGATCCTTCA
CAAAGTGGAACCGCAGTTTCCAAAACGGAGTCAACGCCTCCATTACGACCTCAAAAATTT
CAATTATGATCTGTTCACTTTGTTTCTATTGAAGCAAAGTATGTTCGGGTAATGAAGGAT
TTAAAAATGTGAATAATTCAAATGCGTTTATTTGTTGCACCAGGATGAAGCTTTAAAGGA
GAGTCAGTCCAGCATTTCGGTTTCGTCCAGCGTCACAACATTTAATCTGCATTTCACAGA
CAAGCAGGTTGGCGTGTGCTGGAGCGTCGAGAAGAGGCGTTTTTCTGTTTTAGTTCAGGA
AATGTTCGTTAATGTCCACAGAGTCCCAGGAGCTGCAGGCTGCATGTTCTCCACCAAATC
TGGGATTGCTCGACGCTTTGTTTACAGACTCGGTGCTGCATTAAGTACAGCTGTGTGTGT
GTGTGTGTGTGTGTGAAGGTTGTTGAACGCCCCTCTGTGAGGACCCAACATGCCACCTGG
CCATGTAACCATGACTACTGAT



>CL4928Contig1
CTATCATGGGGATTGCAGACTTCCAGACCCAGAATTCACGCAGATCGGCCGCAGCTCTCC
AGCAAAAAGGCGACACCCGGCGTACAGCATGCCGCTGTCTCTGGAGCAGCGGAGGGTCTT
CGTGACTTACGAGGCGGACAACGACAAGCACGTCAACGAGATCATCAACTTTGTGGCTTT
GTTGCAACACAACGGCTTTGACACTCATATTGACATTTTCGAGCAGCAGTTCAGGAGCAT
CAGCAAGATCGACTTCATGGAGCGGTACCTGAGCGAGAAAGAATACCTGATCATCATCAT
CATCAGCCCCAAGTACTACGAGACGGTGACCGCCTCCCCCTTTGAGCTGGAGAATGATGA
GAGGATGCTGAACACGGTGTACATCCACAAACAGCTCCAGAGCGAGTTCATTCAGAATGG
GAGCAAAAACTTCCGCTTCATCCCCATTCTGTTCCCAGGAGCCAAAAAGTGTCACGTCCC
CAACTGGCTACAGAACACGCACGTCTACGCGTGGCCGCGCGACCGCGACGACATTCTACG
GCGGTTGATGAGGGTGGAGAAGTACAACCCGCCGCCCGTCGGGGAGCTCCCCACCATCGT
CTCCATCCCCATTTAGAGGCAAGTGGAGGAGGAGCAAAGCGCTCCTCCTGATGAGTGCGC
TCCGTGCGCGGGGTTTCATGGGCATCCTGCGGAGCGCACTGGTGCTTTCAGGGTTATTCA
CAGGCGTACAGCAACAGCATCAATCGTTTGAGCTGCTGGCAGCCTCTGAACTGGACACAG
ATTTGTTTGTTTCCCTTACTGGATTTTTATGGCACTTCCCAAAAAAAAATGTATCAGCTG
TTTTCTTTGTGTTTTTGTAAATCTGTCCTCAGAAGAACGCCATGTTGTTCAT
>CL4929Contig1
TCGGCACGAGGCAAGGATGAAGGGTCAAAAGCGCACGAGGAGGAGCGGCCAACGAGCAAG
TCAGCGAGCAGGGCGAACATTTACAGCAAAAAGCGGGCGATAGACTCCCGCATCATCGTG
TTTATCTTCACGCAGACTTTTATCAGCCACGGCCCGAATGAAGGCTGTTTGATAGAGATC
CTAAAGGACGTAAAGGCGCGCACAAAACGCGCGTCAATCCCCCGGCCCGCTCTGATTGGA
TTAGTCCACACCACGCAGGAGAGCGCAGAGACGCACAGGTGCGCGCAGGTCCTGGAGAGT
CTCCCGGGCGCAGTTTTCCACAAACATCCTTCTGAGGCGGTGTGGGTCGGCTGCTTCCTC
CCGAAGACCGAAGCCAAAATTGTCAGCATCAAGAAAAATGCCTGCAAAGTTGTTTGTGCA
TCTCAGTCAGCAGATAATACCACAGATAAAAGAGACCAGCCTCTGTGTCCGTGCTGGTTC
AGGAGAAGGGAATCCAGCAGAAAGAATAATAATAAATCTTCAACCTGTGAGCAGAAAGGT
GAAACTGAAAACTCGGAAGAAGGAATCCCACTGAAAACCCATGTCATTTCTGCTGAAACT
GATGTGAATTGATAGTCAGCTGATACGGATCCTGGGAAACGTGACTGGCTGCAGACCATC
ACTGTGGACAATCGTGTTTTCACTGTGAAAACTAAAAACCTTTTTAAGCTAACGTAGCCT
TTAATTAGATTCTAAAAAGTTGGGTGGTGAACAGAAAACTTCCAAGCCTACTGCCTAGGG
GATTCCTGATGTTTACTTTTGATTACACAAAAGCAAAATATCAGCTGATATTTTCTGACC
TTAAAATTATCTGAATTTAGTCAGTTTAAACAGATAAAGTTTGGTTTCAGTACTGACTTA
ATAATATTGAAGGTAAGTGCTAGAAGCATCAGCTTCCTGAAGTTTGCCAAACTGCTGTAT
TTCAAGCTAACTGTGAGCAAAAGGAGCCTAACCTGCTGAACAGGAATATAAAGTAAATAA
ATCTATTAAGGTTTTTTATTTTTATTTTAGTTTGTTTGTTTTTTACACATTTTAGTGCAT
TTGATAAGTATTGCAATGTAATGTTGAGATTACTAATATTGT
>CL4930Contig1
GAGGGTTTGCTCTGCTTTCCCGCCTGCGTCTCAGGAGGGCGGGGCTCTGCAGTGATCTCC
TCTGTCATGGTTGAACCGTGGCGGCGGAGGCCTTTTCTGAATTGTGCTCCGTGTGACTCG
ACGTGCGCGTTTTCTGAGCTGCCCATAGGCGCGTCTTTGCGTTTTCTTTAACACCTGTAA
ATAAGTGGCGGGTTTTCCGTGAATAGACGGGATTACGGACAACGTTTAAGTGATCAGTAC
TGCTAGCATAGCTGGCTATGTCGAGCAGCGCTGTCGAACAGCCTCCGGCGGTGCGACCTG
AAGGCGGTTCAGTGCTTTCCTTCGCCCTCTGAATTCTGCTTCTGTTCATTTGTGAGGAAC
AGAGTTCTTAAGTTTTCTAGAGCCACGTTCAGCCTCTGTCCACAGGATGAGGAGAACGGC
ATTTTTCTGACACCTCCGTGGACCAGAAGAGCTCCACGTGAGCAGCCGCTCACAACAGAG
ATGTTTTCATTCAATCTGCCTCTTGTGGTCAGTCCTGGAATTACAGGATCTGGATTTGAC
GCTGCTTTTGGCCTCTGCGACCTTTACTGCCACCAGAGGGCAGCATTTCACGTTGACTTT
AGAGATATCTGCGTTTGCTTTTAACTTGAACTTTGTTTTAGGATGAATAAATGAGCTGGC
GGTCTGAGTAGCTCCGTCTGCATCGCTTCTGTTTTTAGGGCTGTGAGTTCAAACATTTTC
CTTTTATACGGTACAGAAAGTTCCCCTTTATAGCCCAGAAAAACATTTGTTAAAGGTTTA
TATGGATCCATTTTGCAACACGTTTTAAAAGAATGGATCCCTTTTCCGTTCTCGTATTCA
TCTCCATCCGTTCTGCAGACGGTCAGACTTCCTCTTTGAGGAACCGGATTCATGTTCAGT
GGACTGGATCGGGTCAAGTAGCGGGTTCTAGTTTAGATCCTGATCTGAGCTGCTGAAATG
TTTAGATCCAGTTTCAAACATTCCCTCATGAAGTCTGTTTGTTTTACTGACTGGGTCAGC
CTTTTTCATCATCCGGACTTGACTGGAGAGGACCTTAAAGGGTCAAAGGTCACCCCTGCT
GCCCTCCTGAATGGATGGAGCTGCTCTGTGCTGATCTTCTCTCCACAGCGAGGAAGAAAA
AAAAGTCATTTGTTTTCCATTTAAGACCTTCTGTCGCTTTTATTATTTATTGTTTGAAGC
AGAAGAAGCTGCTGATGCTGGAAAAGTCCCAACGGCTGGATTCATAATAATGACTTTGAC
TGGATGAAGACGAGTTCAGGGTCTCCTCTGGATGAGGGTCCAGCTGGATGCTGGGAAATG
CAGTGCTGAGGGAACAAAGGTCTCCGGGCTCAGCGGGCGACAGCAGAGCCTTCAGTCCGG
TCCTGAACCTTCTCTGGACTTTGAGAGGCTGCGACCCTGAAGCCCCCCTGCAGCTGCGGT
TCTTCTTTTCCTGCCACGGATCCAAATCTTTTTATGAAAATGTACGAACTCTTCCTCTGA
TTGTATTTTTGTGTTGATCTGTGATGTTTCTGCCATCGCTGATATTTTTGTAGAAGCTTT
GAGGAAAAAACCTTGGTGATGTTGAAGACCTGAAGTCC



>CL4931Contig1
TTTTNTTTTTCTCACCCATTATTTTATTGAAAACCTGNGTAAATGTTACAGCTGTTACAG
CTAATCTCCTTAGTATTTCAACAATGAGTTCAGATGTATCAAACGAATGAAATGTGGTTA
AAAAAAAGTTCAAGAGGCTTCACACATTTTAAAAAGTAACCACTCTGCAAAAACATTTCT
GCTATCAGACATTTACCTAGAATTAATACATTTATGAGAGGAAATATTTTGAAGAAGCAG
AAAGACGATAAGCTGGGAAATGAAATTCAGAAATGGGAAAACAATTAATTAATGAAAACT
TGATAAACTTATTAAAATAAGAAATATTTAACCCTTTTGTTGTTCATTTTATATGTACGG
GCATGTCTTGGCAGGTGGAGTAATGGGTTATTTTTTGCGCTGTCTTCACACAGTCAGAAA
CTGAAGCAGCCAAGAATTGATCCCTCTGTTTTTTACCTCGTCACTTGTCTCTGATTCATA
CAGAGCAAAGAGCTTGCGAAGCCTGGTGATACACGACACAAAGCAATGGAAGGCCATGTG
AAGCTCTCCAGACACGAACCGCTCCGACAGCAGCTGTATCACAGAGGAATCACACTTCAT
CCCAACAGCTTCCAGAGCCATGCTGAACTCGAAGGGGCTCATGGTTCCAGAAGAGTCCTC
ATCGTACTGAACAAAGATGGACTGCAGACTGCGCAGATCAGACATCAGAGTTTCTGCCTG
CTCGCGGCTGAGAGTGGATCGGCCTTTAGTATCCATTCCCAAGATTAGCTGTCTGACAGT
TTCCAGTGGTAGATGGTATATTTTATCAAGAACTGAGTTG
>CL4932Contig1
AGTGACGGAGGGGTTAACGGGAGCGCGCAGACGTCTCTCCTCTCCTTTTCTCTGCGTCTG
ATTCAAAAGCTGCTACTGATTGGACTGATTTTTGCAGCTGAGCCACTGAAGGCGCCGCGG
GGCAAAAACACCGCTGTTGTGTCTGCGGGAATCGAACGTCTCACTTGCGCGCTTTTCATA
CAGGCGGAGAGGCATGCGCGGGTGTTGAAGGCCTCATTTTCCCTTCGTCGCCTGCTCCCT
CCAACCCGGAGCTGCTGTCTGCTTTACCCCAGGTTGTCACTCGTTCGAGTCCCCCGCCAT
GTCTGCGGAGGTGGAAACCAGCGCGCCCCCCACTGTCGATCCTAGCTCCCAGACTGTGGA
CTCGACCCCCGGGACCCCACCCACGTCCCCCAGCACGGCCACATCCAGGGTCCCGTTCAA
GAGGGAAAAGAAGAAAACTCCAGAGAAGACAGACGATTACCTGCTGAGCAGGTTTCAGGG
AGATGGGGTGAGGTACAAGGCCAAGCTGATCGGCATCGACGACGTTCCAGAGGCCCGAGG
AGACAAGATGTGCCAAGATTCCATGATGAAACTGAAGGGAATGGCAGTAGCTGCTCGGTC
TCAGGGCAAACATAAACAGAGGATCTGGGTCAACATCTCAATGTCTGGTCTAAAGATCAT
TGATGAGAAATCAGGAGTGATCGAGCATGAGCATGCGGTGAATAAGATCTCCTTCATTGC
CAGAGATGTGACGGACAACAGGGCT
>CL4933Contig1
TTTTTTTTTTATATAAAAGGGATTTATTGAAGTGAGTGCGAGGGGAAAAAACAAAACAAA
ACAAAAAAATTTGCCGATGACAGTGGATTGTTAACAGTGAAGTCACTGAGGTAGGCCAAT
TTGACCATTGTGTACACTAGAGAAAACATAATCCATAATATAACTTGACCTTTTTTGAGC
CAATACATTTTAAATTTACATGAGTTGTAGTAGGAACCTCCTTTCAAAGCGTGTAATAAG
CTACAATACCACAACTAATTCAAACATTGCAACCTGTGGATACGAGATAACGACGTGGGA
GAAAAGCAACGAGTTCTGATGGTGGAAACTCTCTTCATGGAAAAAAAGGTTATGCATATA
AATGTTCAAATTCAAGAAAAGAATTGTTACACTGCGCATCTAAGATAAAGCATGAATTTA
TTTGTTTTTATCACAATTTCACCTCAGTTGTCTGTTCAATGTCTGCCATCATCAAAGTGA
ATACAAAAAAATAGATTTGGTCAGTATTTACAAGAACACGTAATTTCCAAACTATCAAAG
CTGAGGGTTCTAAAGAGGAGGAGCGGCTCTGACAAGGGCAGACATGTTTTTTTTGTTTTT
GTTTTTTTTTTGCTATAATTTAAAAAGATGCNCCGNGAGGGTCACACTGNGCATGATCAG
ACAGAAGTTCCACGCCGGGGCAGCANAGTATTGGCATAAGGGNGACNCTACAAACNCNTA
ACTTACNTTAAAAAAAAAAAAANCTA
>CL4934Contig1
AATTGTTCCACACAAAGCTCAGAAATGAGCCTGGTGTGGAAAAAAAAAGCAAACCAGGTT
CAGGAGCAGGAAACAGGCTAAAGGTTTCTGTAGCTGACAGATTTGAAAGCATATCCACAT
ATATACAAACATACATTCATTTAATTCAAGAAAAGGAACAACTGTCACCCATCACACCGG
CGTGCTAGTGGCAGAAAACAGAGTGTGGTAATCTAGTAAACAGAAAGTTGCAGAAAAACT
TTTTTTATGTGTCAGTCTTTCATATTTCCTGAATCTGTGAAGTTAGTACTGTCCATGGAA
GCCACTGATTTAATGTTTTCCTAAGTCTGTTCTGGATGTCTACAAGTTGTCCCCAGCCCC
CTCACAGTAGCTGGCAGCCCCCCTTCTTCTTTTTCTTGCGTGCTTGCAGTGCTGCTCTCG
TGGCCATCTCAAACACATCTCGCACACCATCCTTGGTCTTGGCTGAGCACTCAAGGTAGC
CGAAAGCGTCGATACGGCTGGCCATGTCTCTGCCTTCCTCAAACCTCACAGGCTCCTGTT
TCATCTTGCCCAACTCCCTGCGTGTGTGGTCATCATTTCTAAGGTCCTTCTTGTTCCCCA
CAAGGATGATTGGAACATTGGGGCAGAAATGTTTCACTTCAGGTGTCCATTTCTCTGGAA
TGTTCTCTAAACTATCTGGGCTGTCTATGGAGAAGCACATGAGGATAACATCTGTGTCTG
GGTAGGAGAGAGGCCGCAGTCTGTCGTAGTCTTCCTGGCCTGCAGTATCCCACAAAGCCA
ACTCCACCTGTCTGCCATCAACCTCAATGTCAGCAATGTAGTTCTCAAAGACAGTAGGGA
CGTAGACCTCTGGGAACTGATCCTTACTGAAGACAATGAGCAGACAGGTCTTGCCACATG
CACCATCCCCAACAATCACCAACTTCTTTCTGAGTGCGGCCATCTCTGACAGGGCGGTGC
TCTCTAGTTAACCGAGGAGCAGGGTGTTAAAGTCTAACTGCGTTTCGCTGAGCTAATCAA
AGTCTGGAGCCGACAAGCCTCAACCGACACTCTCCCC
>CL4935Contig1
AATTCGGNACGAGGCTTTACCTGTACGGAGAGGGCCTGTATGCGCAGGAGACCCAGGTGC



TCAAACTCACCGGCGCACCTGTTCTCTTCTTACCTGGAAATGCAGGAAGTTACAAACAAG
CTCGCTCGCTGGGATCTGTGGCCTTGAGGAAAGCGGAGAACGTGGACGGGGGGCTCCACC
TGAACATGTTCACTGTGGACTTCAACGAGGAGCTGGTGGCTCTGTACGGTGGGAGTTTGT
TCAGACAAACCCACTTCCTGCACGAGAGCATCAAGGCCATCCTGCGGCTCTATAAGCACC
TGAAGACCCCCCCCCCTTCTCCACAAAAAAAGGTATTTTTGTTGTTTTTTTAAAAAGATT
TCTAATGATGATCTAATTTGTGCCTTTTGGGTACTAATGTTATCAATATCCAATAAAGAA
AAAGGTNCAAATATGAACAAACTCATTTTATTCAATAAATAACCGAACTATGAAGGAAAA
AAAAAA
>CL4936Contig1
GTACAGACCAGAAAGCCATCGTTCACAATGTCAGGTCGCGGCAAGGGAGGTAAAGTCAAG
GGCAAGTCTAAGTCCCGGTCAAGCCGAGCTGGGCTTCAGTTCCCCGTGGGCCGTATTCAC
AGGCTTCTCCGAAAGGGCAATTATGCCGAGCGTGTTGGAGCCGGAGCCCCCGTCTACCTT
GCAGCCGTCATGGAGTACTTGGCTGCCGAGGTTCTCGAGTTAGCAGGCAACGCTGCCCGA
GACAACAAGAAGACCAGGATCATTCCCCGACACTTGCAGCTCGCCATCAGGAACGACGAG
GAGCTCAACAAGCTGCTCTCAGGAGTGACGATCGCGCAGGGCGGTGTCCTGCCCAACATC
CAGGCAGTCCTCTTGCCTAAAAAGACCGAGAAGAAGGCATAAATTGCAATTCTTGAGAGA
GAGAGAAAAAAAAAA
>CL4937Contig1
GTTTAGTGAAGAAAAAAAATTTCTTTCTGCCAACAAAACCTGTCCTGCAACGACTCAAAT
TCACGGAAAAACACAAAGGCCGAAGAAGTGGCAGGTGTTCGTGCCTCATCTGCGTTTATA
ACACTCGGCAATCGAGGCGAGGGCTGGACCGGTACCAGAACAAGGCCCGAACCCGGACTT
GACTAGCCCAGCAGGGCTCTGACACCGGCGGGCTGATCGGAAGGAGGTGGCATGCTGTGT
CTAGAGAAGCCTCTGTGTGCAACAACTCAACCTGGTGTCTGTTGATGGACGCCAAATCCG
TTTCAGGACTCTTATGTGAGTCAAAGCGCTCTCGTGGTGCATCGGGTCCGAGTGCAAATA
GCTTGAAGCTCGGGAATGGCACCGCTGGAATTTAGCCAGGAACGAGCTAGTGTGAGAGCA
AGCTAACTTCAGAGTTACCAACTTTTCACTCGCCTGTTTAGACCAGACCAAATCTGGAAA
TAAGAATGACTGCCAGGCTTTAGCTTATGTGGTTCTTTTAATGCCTCAAATTTGAAGTCA
ACAACAAGTTGGCTCTTCTTTGTTAATGCCGCTTTAAATGTTTTTTGGAGAGAGTATAGA
TCGAAAGCTACGACGTTAGCTGCTAAGTTAGCAAGTCTCCACCGCCCCAATGAAAGAATA
CAAAGTTGTTGTGCTGGGCAGCGGCGGCGTGGGAAAGTCCGCGCTCACCGTCCAGTTTGT
TACTGGGACCTTCATCGAGAAGTACGACCCGACCATCGAGGACTTCTACCGTAAGGAGAT
CGAAGTGGATTCATCGCCCTCCGTGTTGGAGATCCTGGACACGGCGG
>CL4938Contig1
AACNAAAAANNNANTTTTACNNTTTTTTTTTNANTTGTNAAAATTNTGCNAANTTTTTTG
NANATTTTTTTACTTTTTTTTTTTTTGTGCTTTTAACAGGGCGTTTGGTCCGCCCTATAA
CATACTTCTATACTTTAGATTTTTTTTTCATTATTCCTCCAGCAAAAAATGTCTAAAGTT
TTTCGTGTTTTTTAATGTTTTATTTTAACCTCTCAGCAACCTTGATGATGTCATTTAAAA
ACAAGATGTGACTGAAAAAATGCAATTGCAGGGATGATTGTGTATATAACAGTGTATTGT
GTGTAATTACCTTTGTACAGGCCATCATGACCCAGTGGCATTGTGACTATAGATTTAGGG
TGGGGGTGACCTTCAAGGAGATGAAGCAAAGGGGATTTCACTTTGTGTATTGTGTACTGA
TATCCTGTACAGTTCTTTAACACTTTACTTACAGTATTTGTGTATATTTTATGAAGTAAT
AAAAAACGTTGCCGACAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTG
>CL4939Contig1
TAGCATTCTTTATTTTTTTCCTTAAAAAAGTTGANGACAGAGCATTNGACATAAAACAAC
TATTAAACTATTTGGAAAAAAACAGCATCACAACAAAATTATCTAAGTTCACTTGCATAT
GTTTCAGACACCATGAACCTTTAAAAACATAAAATAAAACGTGTCTTAACTTTGCCAGTG
AATGTGAGGAAAAACATCCCAATAAAAGAACACAAAGCAAACAAAAAACAGGATTAAAGC
ATTATGCCAGACTTACATTCTTTTCCCAGCAAAGACAATAACAATTGAATGAGCGAGCAC
TTTGGTCTTCCTCCTCCTCAAACTCTGAAGATGATTATGCTTGCATTTTTTACAAAGTCA
GCTTGTTTGTCAGAGCGCCAGCTCTACTTGATGAAATGATTTCTGTCAGCATATTTTTTT
ATTGAATTGTGCAACAAAAGTTTTAAAAGCTTTATAAATTCCCGTACCATGGAGGTTTTT
CCGATGTGAAACGGGCACAGAGCTGTCATCTGCTGCCCTCTAAACCTGCACGTTGTAACA
TGACGATGGGTTGATGCAAAAGAACAAAACTACCACAAAAGGTACAAAACACTGTCCCAA
AAAGTGTAACCTGTCTTCCACGTACTTTTTAAAGTGCATATCTTCATTTGCTAACAGACT
TGCTTTAACTTTAAGTTTCATTGAAGAAAAGATGTTGAAATAACCTGTAAATATTGAAGA
TTGTTTGACACAAAAGTTTACACTGGACTCGTCTGGAAATATTTTTTCCCGCATTAATTT
TTCA
>CL4940Contig1
TGAGATCAGAGAGGTTGAGTTTATTGTTCTGAAGGTGATCTTTGATGCGCCCAGGAGTTC
CAACCAAAATGTCAATACCATTACGAATCGCATCGAGCTGTGGGTTGTATGAGCTGCCGC
CATAGAAACAAGCGATGGCAAGTCTCTTGGAGACATCTTTGAAGTCCTTCGCCACCTGGA
TGGCCAACTCTCTGGTAGGAGTCAAAACCAGAACCTTGGGGGGTCTACCTCGGGTCGTCT
CTCCGCCCTCCTTCTGCAGCCTCTCCACCAAAGGTATGGCGAAGGAGAACGTTTTTCCTG
TTCCTGTGCGCGCCTGAGCAAGTACATCCTCCCCATCATAAACAGGATTAAATGTTTTCA



CCTGAATATCAAAAAGGTAAGAAACTCCCCGAGCTTTCAGTTTATTGATTGTGACTTGAG
AGATTCTGAAGTTGGAAAACGCTCCTTCTTTCTGTTCTGGAGTTTCTTCCGTTTCCTTTT
CGCTGTCACAGGAGTCATCACTGGACGGGGATGGCGTGTTTGGGGTGGAATGTTCTTTGA
TTGCCGTCTCTTCATTTGCTTTCTGCTTTTGTTTTTTGTCTATGTTGCCAATTTTGCTCT
TCTTGGTCTTCTGCTTCAGCGTTTGAACATCATCGCTAATACCATTGGCCTCTTCCATGT
GGCCGTTTTGTTCTTCCACCGTGTCTATGTTGCCATTTTTGCTCTTCTTGGTCTTCTGCT
TCGGCGTTTGAACACCATCGCAAATACCATTGGCCTCTTCCATGTGGCCGTTTTGTTCTT
CCACCATCGTCTTGTCTTTTTTCTTTTTCTTTTTTGGTGCTGGGGCCTCAAAGTCAGCCT
CTTCCTGCTCCTCCATCTGCTGCTCTTTTTTCTTCAGCTTCTTTTCCCTCTTGATCTTGT
TCTTCTTGGAGGCTTTAGCATCCGCCACAGTGTCCAGTTGTTCATCCATACTTTGTTCCT
GGCTGTCAAAGATGATTTTTGACGGCATTTCTCTTCCAAGTTGGAGACCCTCGGCGTGGA
CACAAGCTAACTTACGGACACGCGGATGGAAAGGCCCCCGGCCATA
>CL4941Contig1
TGGTCAGACTTTTTCTCGCCCTTGTTCTCCTCCGTGCTCGTATCCATCTCTTCGTTCTCT
TGTGGCGTTTTCTCCTCCGTTTCTTTCTGAACGTCGGCCTGAGCCTGCTGTCCATCCTGA
TCGGTCTGCATCTTGCTCTCGCCGTCTTTGTCAGTGGCGGCCTGTTCCGTTTCCATGGGT
TCCTCTGTCTCATCCGACTTCTGCACTTCCACCAAAGACGCACTGGACACGCTGAAGATC
CCGTGGATGTTCACCCGCACCTTGACTTTGACCTTTGAACTCTCGCCAGATGCTTGAGGG
ACAACCTTCTGGATCAGGAACTGACCAATAGTAGGATCAGGATAAGGCAGCTCACTGGGA
CAGCTGTAGTAGGCTTCCAAAGAGAAAGGCTCTCTGCGGTAAAAGGTCAGCACTTTGGAG
AAAGGTGCTGCATGGTTCTTAGGAAAAACCTCACAATCACTTAAACCGTCCTCTGCAGCA
GAGTGCCACTTCAAGGAGATGGGATACGGAACAACCTCTGTGATGGAGAACTCCCGGACT
TTGAAGGCAGGAGACAATATAGCGCACTGCAGGGCACAACCTCTCGCCACAGCTTCATCA
GCATTCAGGGTAGTGCTCAACTCCTTCCCGAAGAATTTGCTAATTCTTTCTTTGACGGCT
GGGATTCTGGAAGCTCCGCCGACAATCTCAACTGCATAGATGTCTTCCTTTTTCAGCTTG
GCTTGTTCCAACAGACTCTGCAGAGGTGGCTCTACTCTTGTCAGAATATCTGCACACATC
TCTTCAAACTGCCCCCTGTTCATCTTTCCAGTGACATCGATGTCGTTCATGAAGCACTCG
ATGTTCAGCGGCAGGTCAGAGGAGTTGGCGCTCATCAGTTTCTTCAGTTTTTCGCACTCC
TGGTAGAGTCTGACCAGAGCCCGGGGCTTAGTCTTCACATCCAGCTTGTACCTCTTGCCA
AAATCCTCACAGAAATGCTGCACCAGCATCTCGTCAAAGTCTTTCCCGCCCAGCTGTGGG
TCACAAGCCGTAGCAAGGACCTTGAGTTTGCCCTTGTTGAAGGCACACACAGATGTTTGG
TACCCAGAGTGACCCAGGTCCACAAACACCACATTCCTGGCCTTCTCCTCAGGAGCAGGA
AGATCCTGTTTATAAAAGGCCA
>CL4942Contig1
TTTGATTGTAAAATATGGAGTTTATTTGTTTATTTTTTATTTTTTTAATTGTAAAATGTC
ATCAGGCACACTTAACCAGCCCTGCTTGGTTTAACACAGAAAAGGACCATGAGGGGAGTT
GGAATTCTCTGCATCATCTTCGTCTTCCTCGGTTTTCCCTCTGAATCCCTGGAACATGAG
GCAGATCTTATCTCGCTTCCAAATTCCCACACCGATGAAGAGGATGGAGAAGAGGAGGAT
GAAGACGATCAGTAAAATGATCCATGTTGGATCATCCTTACATGTGGGACACGTGTTATT
TGCTATCTGGATGTTTTTCCCATCTCCTTCCATGACTGGAGTCTCCTCTAGTAAATAGGA
GCAAACGGCATAAAGGGAATCCTGAAAGCACACCAAGCATCTGGAAGGAGCAGGTGGAGA
CACAGGGGAGCAAATAGGAGCCTCTCCATTCCACAGGTTGTGATTGTCGTTGTCACGGAG
ATACAGAACATCTGCATTCCTGATGTTTGGATCAGAGGCTTTGAAGCAGGAAAACTTCAT
CTTGAGGAAACGCCTGTCCTGATGGCAGCTCTGCGNTGCACTCCCCGGC
>CL4943Contig1
GTTACCCAAAAAGCCCCCCCCCCCATGAAAACGCACACAGACGTTCTTACGCTTGTGGTG
GATGTGATGCTGGAAGAAACGTGACGGAGCCCCTGGTCCTGACGTTATGAAAGCCATAAA
GACTGACTCACCTGTGAACATCACTGCCCTGGTCTGAAGAACCGCCCCCAAAGAGAAGGA
CGCACTTCCTCACCGCCGAGCCCCTGCTGTGTTTGTGGGTCAGGCGCTCAGCCTCGCACC
TCTGGAGCGTCCAGCCCCACCAGAGGACTTCTGCAGCTTCAGTGGTTGAAAGGAAATCCA
CTCCTGTGTCTTCATTCCAACGGGATGATGGTTGGCTTTCAGGACACGCGTTGGTCCAAC
CCTGAGGGTTGAAGAGTCTGCCTGTCAGACAGATATGTGGTCCGTCTTCACGTCTAAACC
TGCAGGGCTGGACGTTTGTACCACAGCACGGAGGCTGTGAGGGATTCTGAGCCTGCACAT
CACTGCCACCCTCTGGCTTTAAAAGAGCAGTGGAGATTTGAACATTTACTGAGACTTGAT
TTCCACTGATGCCTGTTTGAACCCTCTGAAAGTCTTCCTCCATGTTTGGTGGTCCTCAGC
TGAAGCCCACATGAACCGCTGCACCACTGAAAGCCTGTTTGCTGTCTCAACTTTCTTAAA
GTGACAGATTTTGTATCAAAAGCATTTTTATATAATAAAG
>CL4944Contig1
AGCGGTTCTGATCCGCAGATCTGATTCTGATCTGTTCCAGGTTTGGGAAAAACGCAGAGT
GCTGGCTTTTCCCGTTTAAAGGAGGTTAACGTCAGACCCAAACAGCTTTGATGATGCCTT
CACTGACGGCGAGCGGCAGCAGCTCCTCCTCCCTCCACAGGTTTTGACAAAAGTCTGTCC
GGCTGTTTCGTTTTCTGTCCGGACGTCTGCAGAAAGAAAACTTTCTGCCGCTCTGCATGA
TCTCCATCCTGGTTCTGGCTCAGAACACAGCAGAATTCTCTAATCAGGACAATTCTTGGG
AATAGTGGTATGATTGTTTCTGTCATGATTTCTGTGAGGATGGTAGAGAATTTAGAGACA



TTTTTTTTCCTATACCTGCCTTGAAGATTTCTCACCTGAAATGGAGGCTGCAGCTCCGTC
TCCATGGCAACCATGCAGCCTGCCTGCAACAGGTCCTGTATATCTGTAAAAAAACAGCCT
AAACCTTGATGTTGGTGAGAGTTACTGGATGCTATTATAGGTCATGAATGCATCCCCTCG
ATGAAAGGATGGACAGTGGAAGAGATCCCTGTCCTGTTGTTGTTTTTGACTGTAGTCCTT
TTTTTTTTGCGGTCAGACGTTTCCGCAGACAAATGTCTGTGTTTTTAATTCAAACTATTG
TTTTCCTGAACAAATAGTCTTAATTTATTTGAATATGTGGAGGTGCACAGTTCCTGTGAG
CCTTTACTGTGATACAGATCAGGAGGTTTTAGCATTTTTAGCTGGAAAAGAGTCAGGAGG
GTTTGAAAGCTCCATCTTTGACGTGGATATCCACCTGATCCTGACGTGATGCTGGAGTTT
ATGTCTAACTTTGATAGGAAAACAGGAAGTGTGGCTGTCACAATAAGAGATGAACTAAAG
GTTTTGTCACTGCTTCCCTGCTCCACGTTTGTCGCTCTTTGTTTGGAAAAGACAGAAAAA
TAATTAACTCAACTGGTCAAAGTGTCCACGATGTGCCTTAGTAATCAGATTACAGTTGGG
TCGTTTTCTCAGATGTGTAAATGAAAAGTTAAAGGATTTTTCACATGAAGGAAGCTTTAT
TTGAAGGGTTTTCTTATATCGGTG
>CL4945Contig1
ACCCCTCGCAGCCTGAGATGAGTGGCCTCCAGCAGCTTCTGAGCCCCACACTGTCAGACA
GAGGAGGGTACAGGCAGGACTCTACAGAGCTGGGGAGACCGCANAGGAAGCTGGGACAGT
GGCGGCTGCCTGCAGGTCGCACAAGCGTCAAATCTATAGTGTGTAAGATGAACCCTGTCA
ACGACGAGGCATCTTCAGGGTCAGAGGTCAAGAAGTGGTGGACCCGTCAGCTGACTGTGG
AGAGCGACGAGAGCGACGACAACCTCATCGACATTTAGACACAGAGCTGCAGCAGCTGGA
AGGACACTTTTCCTTTTTTTAGCAAAGTTTTGCTGCATCCTGATCAACAAGGAGAGAGTC
CCCTCCTTTTTGTCATTTGCTACCTAGTTCTCAATAGCTCAGGTTTGGCAGACTTTGGGT
AGAGGTCACTGATAATTCTCTGAGTTAGCAGAAAGAGGTTCATAACTCTTAGGACAGGTT
GTTATTTCCACTTCTCATTTTTCTATGCAGATCATGTGACCAAGCAGACTCAAGAATTAT
CTAAACACAAATCAAGAGAATGTTGCTGGGTGTCTCCTTTAGTGATCACGCCAGTGTTAG
AAACTGTCAGTAGATGTTTGTCATTTCCTCCATGTCTTTTTATTGTCATCAGTGTTTCTG
GTTAAGTCTCCTGTGCTCCTCAGTGGGACCCATGTAACCATGGGCTTTGTCTCTTTATAC
TTCAGCCAGGCCTCTCCTTCCTGTTGGAAGAACAGGGCGAATTAAAAGAAACTTTTACTA
CTATGACCCTGAATGTGCATTGAAGTCAAATCTACATGTATTTGTGAAGCACTAAAACTA
GATCTATTTTATAATGATGTCCAACTATATGTACCTGTTATAATAAAGGCCTATTATATG
AGGAAAAAAAAAA
>CL4946Contig1
GAGGCCTCGTCCGCTACCCCGACCTTTTTGGACCCCAACCAGGGAGGATACAGGCCCCTC
CAGTCTCCCTGTCCTCCCACCACTGTTGGATCCATCATAGTCAGTGAGCAGAAGTCTCCT
CCAGTAACAGTGTGATGAGAAACACCTCTGCAGACAGCGTTACTGTTTGATCCAAAGACT
ATTGAAGTTAATTAAACCTGTGAGCAGAGATCTGCAGCCAGTAACGAAAACCTGGATGTC
TCATGAAGGACTTACTGAACCCTTTCCTCCAGGTGTTTATGTTTCAAATGACCTTTTTTA
GGGAGCAATGTGTCTTTCTAGATGCAAAGTGGGACTTATGCAGCCTCCCAAATGGGCTAT
AACGCACAGTTCATTGTTGCCTGCATGTGGTTTTCTCTGCATGTGTGTTTATGGAAGGCA
AAAAAACAACAAAAAAAACAAGATCTGCAGCCTCATATATGCCACGATGAACAGCAGCAG
CCATAGAGGAGGCACAGATTTTCAAGCAAAGGCTTTCGAGAATATGGGATATTTTTGCTC
ACGTTAAAAATCTGAGGAAAGAAAGCATGCAGACGGATGCTGAGGCAGCACTGAGCAAGT
AACTGTGAACGAACCCGGTGTGATGAGAATTGCAGGTGGTGAGGGGTGAAAAGCTGTTGC
AATCTCCCAGTAGAGCATTTCAAGTAATGAAGAGAGCACGGGACGCAGAGTGTGACGCTC
CACCCAACCGCACCCCCACCACCACCTCCCTTTTCCCTTGCCACCCAGAAAGAAAATAAA
AACTGCCAGGAACGGAAGCACTCACAGACCCCAAATATGACAATATTCACACGAGGCTGG
AGCTTAATGTTCCTTAAATGTGTGAAACAGAACTGAAAGAGCTCTTTGAAGATTACTGAC
TTAATTACACAGGCCTACCAGCCCCCCCTAAACTTCTTTTCTCTTGAGAAATGTGTTCTT
AGCACCGGCACAGCTCACTAGATTGGCATCTGGAGCTTGACTCACCATTTTATTCTTGAG
AAAGGCAACAGTGGTAAATTACTGGTTATTGCTGCAGCTGCGGTTACAGTTGCTGAAGAA
CACGCAACTGGAAGGATGAGGTGCTTCACTTAGCGCGCCGACCGAAGTGCCACCCCGGCG
TTTGGGGAGCTCATCTGAACAATTCCTGAATGAATCTGTGCGAGGCACAAATGAAGGGCT
GCTCCCTCAAACATGCAGTATAGAAGATGCGGCT
>CL4947Contig1
CACGAGGCCGATATCTGCTGAATCAGCCCGTTCGGGATGCAGAGCGGCAGCATCGTGTCC
GCATGGCGCTAGGCAACGGCCTGCGCCAGTCCATATGGGAAGAGTTCATGAATCGCTTCA
ACATCCCACAGATTGCAGAGTTTTATGGAGCCACAGAATGCAACTGCAGCTTGGCAACAA
GATTGGCGCGTGTGGCTTCAACAGTCAGATTCTGCCCTTCATCTATCCCATCCGACTGGT
GCGGGTGGACGAAGAAACAATGGAGCTCATCAGGGGACCCGATGGCGTCTGCATTCCCTG
TAAACCTGGTGAGCCTGGCCAGCTTGTGGGCAGAATCATTCAGAATGACCCCCTTCGCAG
GTTTGACGGCTACGTCAACGAATCGGCGACCAGCAAGAAGATCGCTCACAGTGTGTTCAA
GAAGGGAGACAGTGCCTATCTCTCAGGTGATGTCCTGATCATGGATAAATACGGCCACAT
GTACTTCAAGGACCGAACAGGAGACACTTTCCGCTGGAAAGGAGAGAACGTCTCAACGAC
AGAGGTGGAAGGGACTCTCAGCAGACTGCTGGACATGAAGGGATGTTGTTGTTTATGGTG
TGGAAATACCAGGAGCCGAAGGAAAGGCCGGAATGGCAGCGATCGCTGATCCATCGCACT



CCAGCGACCTGGAGAAATTTGTGAGGGACATGGAGAAGGTTCTCCCTCCATACGCCAGGC
CCGTCTTCCTCCGCTTCCTCCCAGAGGTCAATAAGACGGGAACGTTTAAGTTTCAGAAGA
CCGAGTTGAGGCGGGAAGGCTTTGACCCCACTGCAGTGACTGATAAACTGTGCTTCCTGG
ATTCCAGCAGAGGGCGCTATGTGCAGCTGGACGAGGAGCTTTACCGCTCCATACTGTCAG
GGAAACACAAATTGTGATGACGAGGCTGATCACTACATCTCCACACATGTACAGTTCACA
GAAGAGGACGATCGCTTGCGTGGATTAAAGGACATTTTGCCCCCATGACCACAAATACAA
AATAATAGCCATAAAAGGCCAATTGGCGCACAAACGCATACAAATTCGTCCTCTCAAACT
GGTTAAAAAAAAAA
>CL4948Contig1
ATTCGGCACGAGGTGTCGGTAAATCTCTCACTGTAGAGTAGACTCTTGTTTTGGTTTTTG
TCTTCATCTTTTATTATTATTATTACGTTCTCTATTGTATTCCTGTCTAAATGCCTGAGG
AAACGTCCACTGCGTCGAGCTCGTCGAGTACGGAGGAGAAGCCGTGCTCGTCGTCTGCAG
CTACAGCAGCAGAGAGTTCGGTTGACGTGATGGAGGAGGCAAAAAAATTAATCGGAACGG
GGAAAAGGCATCTCGTAATGGGGGATGTCGTCTCGGCTGTCAATGTCTTCCAAGATGCCT
GCAGCATTCTAGCATCGAAGTACGGGGACACTGCAGATGAGTGCGGAGAGGCTGTCTTCC
TGTATGGAAAGTCTCTTTTGGAGCTTGCCAGGATGGAGAACGGCGTTCTTGGTAATGCCC
TGGAAGGAGTTCCAGAAGAATCAGAGGAAGAGGAGCAGCCGAGCAACTCAAACATTGAGA
GCGCTGACAATCTTGATGATGACGAGGATGATGACGACGATGATGATGATGATGATGATG
ATGATGGAGAGAAAAACGGACAGGAGAATGAGGATGATGTTGGGAATTTACAGTTGGCGT
GGGAGATGCTGGA
>CL4949Contig1
TTTATTATCAGCAATCCCAAATAACACACTACAACACATTTTAAAAAACTCTATTCTTAT
TGTGAGTACACAGAAACAAATTTTGCTGAAAAATGGAACAGTCCAAATTGTATCAATATC
AACAATAATAGAATAAAAAAAAGACTTGTGAAATAAAAACCTCTAGATAAAGAAAGTGTT
CCCCTTCAACATGCTACTTTTAAAAACTCATGCAAACATAAAGCTTTCTTATATGGTCAC
TTTCAAAATAGTTCTCACATGAAATCGCATAAATATTTATGTGTACGTCTTGGCCCTGAA
CTCTTTAAAAGAAAATCCCAGACAGTGTCTTTACAGGAATCTTGGATGGTTCTCAAATTC
CACTAATGGCTTTTACATCAGTTATGAGCTTCAGTTCAAAACTAGAAAATATCAAGTTTT
GAACTAAATAAACAGTGCTTTTTCACTGAGATGGAGCCTCACCAGGCCAACAGAGATGAA
AAAAAAAGATGAACAAAGAGGACAGAGTTTTCAACACACATATTTCTCACAGACAAGTTT
CTCCGGTAATGTTGGAAAACATTTTTTACATAACTAGACTCTGGGAAGAACATCAAAAAC
AGCACCATTTCAAAATTTCCTGGATTCTATTCAACGTGATACTCACGTTGCCTCAAAAGA
AAAGTCGTACATAGTAGCCAGGTAAAAAAAAAAGTATTTTTTTATTCAAAAAAGGGATTA
TTAAATAATTGTTAGTGTTTGTGCCTGTGTTGCAAGCATGCAGGACCAGTGTGAATCATG
TTAACATCTAACTGTTCTGTGTTTGTTTTTGACAGCTAATTATGTCTCAATTTCCACTTT
TCCGT
>CL4950Contig1
GAACACGAAGATGAAGAAGCTGTTGGTGTTTCTGCTCTGCCTGGTCGTGCTGACCCTTCA
GACAGACGCGAACCCGGTCATCAAGGAGAGCTTTGCAAAGCAGCTGCTGCGCAGCAAGAG
GCAGGAGCGGCCGATGAAGGCCGGCCACCCCGACGAGCCCATGAGGGAGCATCTGCTGCA
CATGCAGGCTCTGGACCAGAGGGCCCAGGAGACCAACCTGGAGTACTGGCTGAATCCGCA
CTGCCCCCCACGCTGTGACAGGAACTATGGACACCCAGTTTGAGGAAGAGGAGGAAGAAA
AACCCACGCGTGACCAGGACTCAGCAGTGAAGACAACCGAATGAAAAACCTTTTCTTCTT
TTTATGTCAACTTTATGAGAAGATGTAATCCCAGAAGCTTTATTTGGCTGCATTAGACGT
CCCTTTACCTTTATTCCCATAGATGTGCTTTAAATACATACAATTCAAGTCATAATAAAA
TCGCGAAACTTCAAAAAAAAAA
>CL4951Contig1
TCGGCACGAGGCTCTTTCTTCTTCTTTTTTTTATGGGGTTTTGAAAGGTCTTAACGAGAA
TGGAAGAAGATGTAATGTACATTTGGCCGGCGGGTGTTTGGAATTTGCAGCCCGTGTGAT
CTTTAAAAGCAAGCTTGAATGAAACGTGGGATTATGGGAGGGACTTACTGTATTCTAGCG
TAGGTTTGACTTTGTCATCACAGGAAAGCGCTTTAAACATCGTCTACTCAACAGTGAGCA
CTTGCTTGATTGGTTTTCCCACCCTGTAGCANATAAAGAACCCCCTCCCTGTTTGTTTTT
TTTGAGGGGTGTTTGATATGTATAAAAATATAGTGTGGGTTCTCATGTTGTGGTTTTATT
TATACTTTGTGTACATAGGTATATATATGTATAGCTTGAATGTATGAGCTCAATGCGATC
ATTTGCTTGTAAGAACCACAGTGAGTTCCTCAGCTGGTGGGTGGTGGAGTTCGGGTTTAC
ATTTTCTGTAAAGATCAGTCTCACTGGTTGCTGTGTATTTCTGACAAGGAACAAAACGAA
CAAAAGCTGCAGCTATTTTGTAAATACACAGTTTCTTGCTAAGCTGGTGCCGTATTTTTT
TTCTTTTTTCTGGGGAATCCCTTGAATGTTTCAAGCTTGCTCTTTAAGGTCTGGGTTTGT
CAAACACTCCATGTTTGTAGTTTGGATACCAGCTGGATTTGAGGTTTCTTTTTCTTCTTC
AAACATTACTTTCACTGTTAGTATGTCAGACAGATGCTTTAATCCCCACCTCTCGGGACG
TGTCCCTGTTTTTCATCATTTTGTTCTGCGGTATAGACTCTTCAGGGGACGTTGTTTTGA
TTGTAGAGGAGGATAGAGGTTGTATATAACTAGAAAAGAAAAATCAGTGCAGATGATTTA
ATCAGACTGTTGTGGGGTGGGGGGTGACTGGGCCGGATGGGTCAATTGTGTGGGGGGAAA
AGAAATTATTGGAAAACAACAAAAAATNGAAAAAAAAAAAGT



>CL4952Contig1
GCCGTTTAACCCGGGCCTTATGGCCGGGGAGGGACATGTAGCATCGTGTTAGGAGCCTAG
AATTTGTGCTAATATTCTGTCATACATTTACCTTTTATAAAAAGGAATTCTCTTACTTCC
ACTAACATCTTTCCCGGAACACAGACAGGTTAAAAAATCCTCGCGTTAAGTTAACATCTC
CGCTAAACAAAGGGACCGTTTCTTCGTGAACATGGTGAACGTTCACAAAGGCGTTCTCGT
TGAATGTGACCCCGCCATGAAACAGTTCCTCCTTTACCTGGATGAGACCATGGCTTTAGG
AAGGAAGTTCATCCTGAAGGACCTCGATGACACCCACGTTTTCATCCTGGCAGAGGTGGT
CCAAACCCTGCAGGAAAGAGTCGGAGACTTGATGGACCAGAATTCCTTTCCCATCACGCA
GAAATAACCTTTGACCTTTCCTAAGGATAATCTTTTTGTTTTGTTTTTTTGAGCTATGGA
ATGACTGGATTTGTTTCTGACATGCTTTAAAAAAGATCAATAAATTGGATTATGGGTTAC
ATATAACTATCATTACTTGTAGTGATGTAGTTTGTAATTATACCTG
>CL4953Contig1
AAGGTCTGCTTCTCCTGCTGCAGCGATGGAAACATCGCAGTCTGGGATCTACACAATCAG
ACCCTTGTCAGGCAATTCCAGGGCCACACCGATGGGGCCAGCTGTATTGACATCTCCAAC
GATGGCACCAAATTGTGGACAGGAGGCCTGGATAACACTGTCCGCTCCTGGGACCTGAGG
GAGGGACGGCAGCTGCAGCAGCACGACTTCACCTCACAGATCTTTTCTCTGGGCTACTGT
CCCACAGGAGAATGGCTTGCTGTTGGGATGGAGAGCAGCAATGTGGAGGTCCTTCATGTC
ACCAAGCCTGATAAATATCAGCTTCACCTACATGAGAGCTGTGTTCTTTCTCTACAGTTT
GCATACTGTGGCAAATGGTTTGTGAGCACCGGAAAGGACAACTTATTGAACGCATGGAGA
ACACCCTATGGAGCCAGCATATTCCAGTCTAAAGAATCCTCTTCAGTGTTGAGCTGTGAC
ATATCTGTGGATGACAAATACATCGTCACTGGGTCAGGTGATAAGAAGGCCACTGTTTAT
GAAGTCATCTACTGAAACCCTTGGAAAAAAGCAGCAATGCTTTCCATTTACTACAAATGT
TTCCATGGAACTCTTCTCGTGGAGCGAGAAATCACAAGAAGAAAGGAACTTTACCAGGAC
ATTTATTTATTGTTTTCTTACGCCTGCTGCAGAGACGCTGAAAGGAGGCTAAATTTAACC
TGCAGATATTTATTGTGCCTGTGAACGTGACTCCACATCTGAGGGAAATTATTGGAGCGG
ACAAAGAAAAACTGTGGATTCTGGATCATCTGCTTCTCGACCAGTTGGGGGTTTAGTGAC
AAAAAGGCGACTGGATACAGATCTTTGAATGAACTCGAGCCAATATTTGGTTTCTCAGCC
AGCGTCAAAGTGGCCAATCTGTAAACAGAGCAA
>CL4954Contig1
GGTCTTTTATTACATAGTTACATTTGACAGATCTGTTCTGACCCACTGGATCAGTTTAGA
ACCAGAACTCTGTTCCAATCAGAACTCCGAGGGTGGAGACTGCCGGGCTCCTTCTGGTGT
TTAACTCATCTGCCAATCAGGCAGCACATGTTGACCCGATCCAGCAGGAGGTCTGATCCA
GAACCAGCTGACTGCACACGGTGCCGGCTTTCTTCAGGGTAGCCTGCCAGCCTGTGAGTC
GGGCAGCTCCTGAACTGGGCCCTCTGGCTCTGACTGGCTGCAGAGGTACGTCGTGTCAGA
AAGCACTTCCTGTTCCTGTCCAACTTGTAGAGTTTTTATAAAATATGGCCAAAAAAATCC
AGCAGCTGGACAGATGTGCAGCAATTTACAAAAATAGGATTTTCATTCAGCTCCCCTCCT
CCTCCCCCCAAGGACGACGCCAGCTCGTGGGACGTCACTGTGACGAGTGTCCTGTGTGTC
CATTGGAACAGGCTTCCCGCCGGTCAGCCGGCCGATGGGCCACGGCGGAGCCAGAATCTG
AGCTGTCGGACTCTCTGCACTGCTCCTGAAGACCAAGGATGGTGTTGACAGAACGAGGTA
GGTCCTTGCAGCTCTTCATCTGCAGGAAGAGTCCTTCCGCCTTCTGCAGAATCTCCTCAA
TGTCCAGCTTCATGGAGAGCTCATTGATGTGCTTCAGAATCTCGTTGAAGCCAAAGTTCT
CCTCCATGATCTTCTGTTTTTCTGAATCCAGGATGGCACAGCACACCAGCAGGTGAAAGT
TCTGGCAGGGAAGCCCGGTCCACAACACCTCCCAGAGCCGCAGAACGTCCTGAAAGCTGA
ACTCTCTCTTAAAGCGGATAAGCAGCCAGCGAAAGCAGAAGTACAGGTAACCCGACTCCT
GAACCTCCAGGTAGTTCCAGAAGGTGGGGTCCAGTAGTCTGAGCAGTGTGCCGAGCTGGA
TCAGCTGTGTCTTCATGCCCTGCATCTGCTCCTCAAAGTTCTGGTGCATCTGGTCCATGA
CGGAAACAAAGCACCAGAATGCATCCACCTCATTCTCCATGACATAGAGGATGGGGGAGA
GCAGACCTCG
>CL4955Contig1
GGGCAACCGTCCGTAAATACGAAGAACATTTTATCCTTATATGTTTAGCTCAAACTATAT
CGTATTTGACCGTCTACACGGAGGAAATCTGACGGAGTTTCAGCTGCAGTATTTCGTGAC
GGAAAATGTTCAAGGCAAAAATACTCATTATCGGTCCAAAAGAGAGTGGGAAAACCACTT
TGGCAAATTTTCTTTCCAACACAACAGAAAACCTTTACGGCGAGTACAGACCCACTCAGG
GAGTCAGGATACTGGAATTTGAATCCCAGCTGGAAAGCCGTGGTGACAAAACATGTGAGG
TTGAACTCTGGGACTGTTCAGGGGATTTCAGGTTTGAGTCGTGCTGGCCTGCACTCATGA
AAGACTGCAGCGGTGTGGTGATCACCTTCAATCCTGACGTTCCATCTCATCTCAAAGAAA
TCGAGACTTGGCACTCAGTGTTCGTCTCCTCCCAGGGTTTGCAGGACGCTCAGAGTTTAC
TCATAGCACACCATAAGCCGGGCAGTGAAGCAGAAAAGGGACGGCTGCCTTTAGCATCAA
ATCTGGGAAAACTGCAGCTGATTCACTCCAACCTAGAAGAGGAACCAGAAGATGTGAGGG
CGGCTTTCTGCAGATACCTGGGAGATGTTGTGAGGGCAATATCGGAAAGTCGGGAACGCG
AGGAGATGTCCATCATTTCATAGCAGAAACATTAAACAACATGACGTATTTTAAAAACGT
ACCTTTTTGATCTTTGCTGTACAGTATGCATCATATATATCACTGCCAATAGGTTACCCA
ATAAAAT
>CL4956Contig1



TAGAGAGTCAAAAATGCTGGGACTCTCGTCGCACCAGGTATAAAATAAATTATTTTAAAA
TGCATTCCCTCTTCCAAAGTGTCATTCGTTCCTTTCCGTGCGCATGTTCCCATGCTTGCT
TCCTCTGTGACACTGCGGTTATGAGGGGGGTCATCTCATCCAGTCCAACGTCCAGCTTCA
CATCAGATGCAGGCAGAAAGAGAGATCAGGTCTCAGAAGGTACAAATTCCTGCCGTCCAG
ATTGCTCGAACCGTAAATACGTCTGCTGACTTTCTTTCTTTCTTTGTTCCCGTTCTCCGA
GTCGTCATGTTTCTTCGTCTGTCTCTGCTTTGCTCTCACATCTTGCGAATGACCACCGCA
GCGGTGAGAACGCCTGCAAAAAAGACGGCCAACGTCTGCCAGCCAGGAGTGCCAAAGTAT
GCACGGATGCCATCCCAGCCGCCTTGCTCTCTTATCCAGGCAATCACATAATCCCGAAGG
TAATCTATGGTCCAGGTGAATATAGTTCTAATGATGTCTGGTACTTTTGTGATGAGAGCC
TTTATGACCAGCCGACAGGCGAAGTAGAAAAGTGTAACCACCCGGCCCCAGTTGTATACC
CCATCAGAAAAAATCTCGAGGGCCACTTTTAGAAACACTTCTTTGGAGGGACTGAGCGAA
GACTCATCAATCAATCTTTTGAGCTCTACATTCCCATCCAGCTCATCTCCAATCTGCTGA
AGGCATTGAGCAAGTCTCTTGTGGTTTGGGTCAACCAGCTCCTCTGCACCCAGCTGCTGT
CTGACCACTTCAGAGTCATCCTGCAGGTTTCTCCTGACTCGTTCACAGATGAAGTTCTTC
AACAACTTGGTCCCCACATCCAGCAGCTGTTCTTTGGATTTTTCTTGATCGCCTCCTCCG
GGGTGCGATGCCATCTTGTTGCTTTATGGTGATCGGCTTCTACTCCCCGGCCATAATGNC
GGGTTTAAACGGCCGA
>CL4957Contig1
TTTTTTTTNTGAGTTATAGAGACTTTATTTCAAAAATCAACCCATCTGGCATTGTGGAAA
TCTGAACTAATGTTGATTTACCTTAACATTGATCTCACATTTATTTTATTGCATATGATT
GTGAAATATGTTTACATTTTTTCATCTCACACCTTCATAATTTAACATTTGACAACATTG
TATAAGGCTTCATTTCGAGCTGCAAACTGGCACAAACACACAAAAACATTCTTTAGTGTT
TCTATTTGCTTACAGTTGAACAGTTGCTCTTTCAGAACAGTCGTGGTTCTATTCTGGAGA
CCCAGATGAGGCTTACAACAGTTTAGGTGGAACAGAAGTGTGAGTATTTTCTCTATTTTT
GGTCCCAGGTTGAAACCAAACTTCAACCCGTTTCTCCAATGGGACGTCATATGCAGCACT
ACTGTTTCTAAATTGCAGTTTAGACACAAGGCACAGCTGGAACAAAATTATTGTAGGTTC
TGTAGGAAACTCAATAAAAAGACAAAATGCTCGCATGACCCTTTTTCTGTGGTTGCACTG
AAAGACCCACTTTGATGGATATTGTGTTTTTAACATGTTCTTGTTACTTTTTTCCTGATG
ATAGAGGACAGACGTAAAGAGAGTTAAGCTTTCAATGGCATTTCTGAGGATTTCTTTATT
CAAATTGTTAATAAAAAGCAGACGAAAAATGGAGTTTGAAAAATATCCTACTTGTCTCGT
AGACAATACGATGGGCGGACCACAAGCTCCCTGCTCTGCTCCATTCGGATGAATCCACTT
GCACCTCGTGCCG
>CL4958Contig1
TCGAAGCGGAGAGGAGAAGGAAGTGTCGGGGATTTGACGGGGGGACGGACTTCGCGTCCG
CTGTTGGTCTCCAAGACAAGAACCTTTGGTTTCCATATTTGTTTTGGAGTCGTTCTAACT
CGTCTGAGTGGCTTTTTTCTTCTTCTTCTCCGGCCGGAGGCACACTTTAAACCGCGTAGG
GCTACTGTGAGACGCGCGGGGGAAATGGATGTTTTACCGATGTGCAGCATCTTTCAGGAA
CTTCAAATAGTTCATGACACGGGCTATTTCTCCGCCTTACCGTCACTGGAAGAGTACTGG
CAGCAGACATGCTTGGAGTTGGAGCGTTACCTGCAGAGCGAGCCGTACGTCTCCACGTCC
GACTTAAAGTTCGATAGCCAGGAGGACCTGTGGAGTAAGCTGATCCTGGCCTGCGGGGAC
AAGGCCAAGGCCGGGTCCGACCCCAAGCTGGTGCCGTCCCACGAGGAGGACAATCAGGAC
AGCCCCATTTTGGACAGCAACAGCGTGAACTCGGACGCCAGCAGCGAGGCGTCGGACAGT
TCCGAGGAGCTCTCGCCCACGCACAGCTTCGCCTCCAACCCGCTGGGCTCCGTTTTGGCG
GGCTCCGGACCTTTTAGCCCCTCCGTCATCAGCACGCCGCCGTCCTCCCCGGAGGCCGTC
ATGGGCGGCTGGGCGGCCGGCCACGGCGACCTGCACTTGCCGGTCAAAATCCGGAGCGGC
GGTGTCGCGAAAAGCTCTGAAAAGACGGGACTCATCTGCGGGGACGCGTCCCCTGACAGC
AAGAGGCGGGTACACAGGTGTCACTTCAACGGCTGCCGCAAGGTTTACACGAAGAGCTCC
CACCTCAAAGCACACCAGCGCACTCATACAGGTGAGAAGCCATACAGGTGTTCATGGGAG
GGCTGCGAGTGGCGCTTCGCCAGGAGCGACGAGCTGACCAGACACTTCAGGAAGCACACG
GGGGCAAAGCCATTTAAATGCAGTCACTGTGACAGATGTTTCTCCAGGTCTGACCATCTG
GCCCTTCACATGAAGAGGCACATCTAAAGCAGGGTCAAACCAAGCCACGCTGCAAGGGGG
ATTCTTTTTCCTTTTTTCTTTTTCTTTTTTTTTTTCTAAGTATAAGGGGGGGA
>CL4959Contig1
CCATGGTACAGGACTTAAGTCAGCAGCTGAGGTCGGCGTGCTCCAGCGTGGTGTCAAGTG
CCCAGGGTCTGCCGGCCGCAGTGCAGGAACAGCTGACCAACGCACGGCAAGCTGCCGACG
AGCTGCAGTCCTCTCTGGGGGGGGCGTCCAACATCACTCCTGTCCTGTTAGAGCGAAGCC
GTCATCAGCTGACACAAGTCCAGAACTCCCTGGATGGTGTCATGGAGTACCTTCTGCATA
ACACGCCACTCAATTGGCTGGTTGGACCGTTTGTTGCTCAGAGGGGTGAGGAGGAGCCCG
CAGATGTGGCGATGGAGCAGATGACCCCCCGAAAGTGAAGACCTCCAATGCTTATCAGCG
GCTGTGGGGATGGAGACGCACTGTTTACTGTAGATTGAGCCATTTTTGAAGATAAGAAGT
GTCTATTAAAAAAACTAAATGTTTTGTCATACTCTTATTTTTTAATGTGAGATTCTTGAC
TACATTTCTATTCAGAAAAAAAAACAGAGTTTAAATAGAAGTCCTTATTTTTTCCTTTGG
AAGTCTTGATTTTGCTTGTGAATGTAATTCTATGTAAGGTGCTGTTTCCTTTAAAACATC
ACTGTGCAGCTTCAGATGAATAAAAAAGCAGACAAATGTAAAAAAAAAA



>CL4960Contig1
TTGGTGCACATGAGAAAGTCCTGGTGGCGATAACACAAACATCATAAATGACACACATGG
ACAAATGAGCAAAGACAAGCTGCATTATGAACAAACACTAACCTTTTCTTTAAATCACAA
TGAAACACAACAGCAGCGTAGAAAANGAGGATTGCATCAGAAGGAATAGATTGAATGCTT
TACTAAAGCATTAAAAAAAACAGTTAAGGAGACTCGCCAATAATCTCACAAATCCCAAAC
ACGAAGACGGCTCCTTTAGGCTCAACATGTGGACGAGGGTTTCCGTCTGATGGAGAAGAG
CTAAAAGTTGGGCTTGTGCTTCTTCACCTCCACCATCAGGTGGTGCAGGTTGATGAGCTC
CGATCGGACGGCCAGGCTGCGGAACGTGGGCTGGTTCAGGACCTTGTGGAAACCGTGGTA
GTACTGGATCAGCTGAGTGAGAGCGCCCTGTATGATGCTGGTTCCGTTTTTGAAGTTGGT
GAAGGACCTCATGACGTCTTGACTCATGGACTCCACCGACTGCTTCCACGTACTTGAGAA
GCCGCGGACCAGCTGGGTGATTCGAGCTTCCTCGTTCTTCAGACGGTCCAGCTGCCCTTT
TTCCATCAGTGCCTCCGCCTCCTTGACGAAGGCGATCATCCCACCAAAGGGAGGAGACAG
GATCTCCTCAATGAACTCCTGTGTTCTGGCCAGGAGCAGCTGCTGGAAACCTTCAACCTC
TTTGCTGTCGTCTGCTGCCCTCTCCATTAAGACACTCAGCATCATGTNGTAGTTGTTGAT
GAGGAAGATGAGCTGGTCTTTTCTCGAAGGAAATTCTGCTGCCATCTTTAGCACAAAATT
TTCTACCTCAACCAGCAACTGTCCCAGCAGCGTGTTGGTCCTCTCGTTGGGGAATGTTTG
GTTGATGCTGACGATGGCTGAAGAAAACTCTGCATAACGACGCGTTATATAATGCGGTCT
GGTGTCCAGCACTCCCAGCCTCCCAGGGTCTGTGTTTCTGACGCTGTGGATGTTCATCTC
CAGAATCAGCTCAAACCTCGGCCACAGAAGCTCCAACAGGGCTTCCCAGTACTTGTCGAG
GGCGGGGATGTTCCTCTTGGCCGTGATGGCGCGGAACCGGAGGATGATGTGGATGCAGAG
GAAGATGGCGATGCTGTCGTAGCAGTCCGACACGTAGGTGGACATGCTTTTCAGAAACAT
GCTGAGAGTTTTCCCCATGATGCTGTTGAACAGGTCGAGGGCGGAGTTTCCAGCGACCAT
GAAGAAGTCGCACAGGAAGAGGAATTCTCTGCAGCCGTTGTCCAGCAGAGCGTAGTGCTG
GCTGCGAAACAGCGTCTCATAGGGATACCTGCTGTCTCCTCTCTGAGCTGTGTGTGGAAC
CAAGATGGGCCCCTCCAGCTCAGCGGGGCTCAGTATGGCCCCCCGCTGGCCCACAGTGAA
GATGGTATTCCGACTCTTCAGGGACGGTTTGGAGAAA
>CL4961Contig1
GCGCTACAGCCCGAGTGGATTTACTGAACACCTGCATGGGGACACTGTGAGGCTTTGTTA
CATTTTTTTTCTGTCTTCTGCTGGGAACTGACTGGCATCTGGAATGGAACTGAATCTATC
AAAGAATGTTATTTCCTGTGGGGACCAAGAGAAGGAGAGGGGCGCGGAGCACAGGAGCGA
TGACGGGAACGCGGACGATCCCAAGAAAAAGAAGCAGCGGCGGCAGCGGACTCACTTCAC
CAGCCAGCAGCTGCAAGAGCTGGAGGCCACCTTCCAGAGGAACCGCTACCCGGACATGAG
CACCAGGGAGGAGATCGCTGTGTGGACCAACCTGACCGAGGCCAGAGTGCGGGTGTGGTT
CAAAAACCGCCGCGCCAAGTGGAGGAAGCGCGAACGGAACCAGCAGATGGACCTGTGCAA
GAACAGCTACCTGCCGCAGTTCAGCGGCCTCATGCAGCCCTACGACGACATGTACCCGGC
CTACACCTACAACAACTGGACCAACAAGGGCCTCGCGCCGGCGCCGCTCTCCACCAAGAA
CTTCACCTTCTTTAACTCCATGAGTCCGCTCACCTCGCAGTCCATGTTCTCTGCGCCCAA
CTCCATCTCCTCCATGACCATGGCCTCCGGGATGGGGCATTCCGCCGTGCCGGGCATGCC
CACCCCGGGTCTGAACAACATCAGCAACCTGAACGGGATCGGAACGTCCGGCATCAACTC
GGCCATGTCGTCGTCCGCCTGTCCTTACGGGCCTCCCGGCTCCCCGTACAGCGTTTACCG
GGACACGTGCAACTCGAGCCTGGCAACTCTCAGACTGAAGTCCAAACAGCATCCGACTTT
TGGATACAGCGGCCTGCAGAGCCCTGGCTCCAGCCTGAACGCCTGCCAGTACAACAGCTG
ACGGGCTTGATGTTACAAACCCGAGGACGCCAACACAATCAAACAGCCCAACTGGATTAT
TGCAATCATGTTCTGAAAGAAAACAAAGGATCATGCGGGTTACACGTTTACCTGTGAACT
TACACAGCAATTCAATTGAAATGTATTGATTTTTTATTATAAGGACTTGTTACATTTGCT
GCACTGTACATATGTAAATGTAAATATATATACAGGTCTAATAAGATGATTTTTTTTGCC
TTTTTCTTGCTTGTTTTTGCAGACCTTTGTGCAGAGGACTAGACCGAAACAAGAATTTAA
AACTAAATGTCGACCTTAAAAGAACCATAGAAAAAAAACACCTTGTGCATATTTGATACT
GTCTGCTTTCTGTTTTGTGCACATGCGTGGTTCAAGTATGCGCCTGCGGTTCCCAAATGC
TTTCCATTCATCCAGAAACAGAACATGGGGAAAACAAACCCACTTGTTTAAACTGACGTG
CTTTGTACAATAATGTAATATTTTGCAAAAACTAATTTGCTTTAAGTGTATTCGCAAACC
ATGATTC
>CL4962Contig1
TGAAGGCTCCTTTTCCCTCCGCTGTATTTTAGTTTTTCTACAAGGAGCTCCATCTGTGTA
CAAAATCCTCCTCGAACCCACCTCACCCTTCACCTGTGTAACAGGCCCCTCCCCCCCCAT
GGGCCCCCATGGGCCCCCATTTATCCCAAAACTGGGGTATTAAAGAGAGCAGGGGGTGGA
ACTGAATATATTTGTACAAATTGTATGAAATACATGAAATGAAGACTTTTTAATTAAGAA
AAAAAAGGAGACTTGGCCGTGGGCAGCTAACGACCAGAAGGGTACGAGTCGCAGCAGGAT
GGGACTTTTCTGGAAAGGGTGGGCCTCGGATTCGCCTGCGTGAATTGTGTTGCATTAAGT
TTGCAGAGAGCCGTCTCTCTCCTTCTTCTTTTTTTTGCAAAATTATTTTATTTGATTTTT
CTGGATGTGCTATAAGTCTCGGGCAGATGTGTTGAAGCTCACATGCACGTACGTGCACAC
ACACACACACACACACACACACAAAGACTTTCATCCTGCCCTCAGATTATATGCATTGTG
AGAAAAAAGTTCCTGTATTTGTTATTTGTATGTATAAAAATCAGAGTACCAAAAATACAA
AAGAAGCAAAGATGTTGAATTATTTCTTTATGTTATGCAGACTGAATAGTTGTAAAAATT



TAATAATAATCACTAGTGTAAAATATGACTGCTTCTTTTTTCCTCTTGAAAATAATAAAC
TAG
>CL4963Contig1
AGCTGAGGCAGCATCTCGTCGTCAGACTCAAAAGTCCGTTTCCTGGTTGAGCTTTCAGAC
GCAGCTTGGATGCTTTCCTCAGGTAAAGTGTTGAGGAGGGTCAGCTGGAAATCATCGTCC
ATGGAGATGTACGGAGCCAACATGTCCAGATCCATTTCCTCCACGTTCTCCAAAGTTTGA
GTCTTTTTCTGAACATCTTCTGGACACAAGGCAAAGAACCTTTCCACCTCACCGATGTCC
ATCACCTCCTCCTGAGCTGCACTCAGTGCCGACTCAGGAGAGGAGGATGGCGTAAGCGTA
TCAAAGATGGGGGACAGGAGCTGCCTAAGCTGGGGGGTGCACAGTTCCTGAGGATGATCC
GGAACAGAGTCTGGACTGAGAGGACTGGAGAACGACAGCTCGACTGGTGCTGCAACCAGC
ACCACAGCATCTCCGGATTCAGGAGCCAACTGCAGGATCTCCTCTGGCTCCTCTTTCAGC
TTCAGGAAAAGCCGAGCAGAGCTGCTGGGACCCAGGTCCTGGGCCTCGGCGGAACCTGGA
GTGGGCTCAGCGTCAGACTCACAGGAGTCGGAAAACCCACTGTCCTGAGGCGTATGTGGG
GACTCGGTTTTAGACAGGAGGCCGGAGCGGGTCTGCTCAACGGAGAAGACCACGTCTGGC
TGCTCCACAGAACTGAGAATGAAGTTGAGGCAGACAATGGCTTCAGGCTGCGATGTCTTG
CTGCTGTAAAGGACGGTGGCTTGAGTCTCCGCCCACACGAAGCCACCATTATTGGCCAGG
AAGCGGTAGTGGCTGGTGGACACCTGGCCTTTGGACAGCAATGTGTGCAGACTCTTCTTC
ATGTGGTCTGAGTCGAGGGCGTGATAAAACTCGTAGGCAGAGCGTCCAACCAGATCCTCG
GGTTTGTATCCAACCAGCTCCGTAACCCTCCCCTCGCAGTGGGTGAAGCGCAGGTCCATG
CTGTGGCGGGTGAGGAAAGTGCAGGTGTCCAAGGGGAACTCAACGCTGGACGGATGAGGG
ATGGGCTCGCAAAGTAATGTCATCACCCTGGCACCGGGGGGCGCAGCAGAGCCACTGAAT
GGACGGATGTGACCTGAACAGTGAAGCACCTTCCAGGTAGCAGACTTGATGTTGACAGTG
CGCCCCCTGTTGGTCAGTGTGCTCTTCATTCTCAGGAAGAAGTTCACCTCGTTGGGCTGC
TCCGCCAGAGATTTCTTACTCAAGCCTGGGCGTGGAGTCAGCAGGTCTCGGAGCTCTTCC
TGATCACAGGGATGAACGAAGTCATAAATACTCTGACCCAGCAGCTCCAGCTGCGTGATG
CCGATGTGTTTGTTGACGTTTTCTGTCAGGAAGATCATGTCACCCTCCTCTGTCATCACC
ATGACGAAGCCTGCCAGAGCCTGAGGATAGAAGGCGTCCATGGGGTCCTCCTCCTCTTCC
TCATCATCCTTCTCTTCTTTCGTGTCTCCCTCATGGGGCTGCAGCAGCTGCTGCATCCGC
AGGAAGCTGAGGGTGACCCTCATGATGCCGGCCTTGTCCAGGTGGGTGCAGACTTTGCGC
GGGAGCGGCAGAGTGCGGGCGAGCTCATAAAACACCTCCGTCTCCTGGCTGCGCCGACAT
CTGGCCGCGTCGCGCGAACGCAGCTTTCTCTGCTCCGAACTGGTCCTTTTGACCGCCACG
GTCTCGTCTTCTTTCTCCATGCTCGAAGGGGACTCCAAGCAGCCACTCTGTCGAGTATTT
TCTGTCGTTTTTGTGACACAAAAAATAGGACGATTACTGACCACGCACAAGATCAACAAC
TGTTCGGATCAACTACTTCCCCCGGCCATA
>CL4964Contig1
TTCGGCACGAGGCTACCCGGAGACTCTGGGCCGCCTGCTTATAGTTCGCGCTCCGAGGGT
TTTTCCGGTTCTGTGGACTTTGGTTAGTCCCCTGATTGACGAGAACAGTCGGAAGAAGTT
CCTTGTTTATGCTGGAAATGACTACCAGGGTCCAGGAGGCCTGGTGGACTACATTGACAG
AGAAATCATCCCAGACTTTCTAGGAGGAGCCTGCCTGTGTGACATCCCTGATGGAGGAAC
TGTTCCCAAATCTCTGTATAGAACTGCAGAGCAGCTTGAGAGTGAGGAGAACTGCCTGCT
GACTGACTGTATCTACAAGACTGCTAACATCTTCAAGGGAACTCCATTTGAGATGCTGAT
TGAGATCACGGAAGCCTCCTCTGTCATCACATGGGACTTTGACGTGTCTAAAGGAGACAC
GGTTTTCAACATTTATCATTCCAAGAGGATTCCTCAGCTTCCAAAAAAGGACACTCTGGG
AGCTCACGGCATCACGTCTCTAGGTTCTATGAACACTCAGCTGATAGATAAGAGCTGGGT
GCTGGGGCAGGACTATAGCATGGTGCAGAAGGCTCTAATATGCAGGGAGGGAGAAAGTAT
ACAAGGCTCCCACATCACACGCTGGCCTGGTTTCTACATCCTCCAGTGGCGCTTCCACAG
CTCTGCCGCCGGTGCTGCCTCCAGCCTGCCGCGCGTGGACGATGTGCTGGCCTCCCTGCA
GGTCTCCTCCCACAAGTGCAGAATCATGTACTACACAGAGGTGCTGGCCTCAAACGACTT
CAGGGGATCCCTGAGCAGTCTGGAATCGTGTCAAAGTGGTTTCTCACAGCTTAGCGCTGC
TACGACTACCTCCAACCAATCACATGCCAGCTCCACTCTTTCAAGGTAGCATCTGTTCAG
CAGCTGTTGGAATGCAACAGTGGACTACATCTACATGCCTTTTAGGGCTTTGAGGACTTG
GAGACGATCAATAAATGTGATTAAACTGTTTCCATTTCATTGATTTTTGGATTTCACTAG
AGTNCATTTTTATTGACCGATCCTTGAGCTTCATGCGTGATGAAGGAAATACTTAAAGCA
TTGAACATCACATGTACGTCCTCTGTTTTTAGGAATTTTTTATCCTACAAAAGAGAGCAA
GTCTGGATGGAAAGAAAAACACATTNTGATGTTTTGCTGCTTTTATCCACTAGATGTCAG
TGTTTCTCCTCATCTGTAACGGCTCTGGGTTCTGCTGTGGAACATCTGGGCTCACAGGAA
GCTAGAAATGGTCAAATGAAAAAAGTTTTGCTGTAATATTTATGTCTCAAGAGATGATGT
CATTTTTTAAAAATCTTTTGAACACAGTGGAGTAGTAATGAAATTAATCATTTTTGAATT
TATTTGTGCCTTAATTATAGATAAAGCAATAGATCTGCCATGTTTTTTGCGTATTTCATT
>CL4965Contig1
ATTCGTAATTTATTCTTGTAGGTTTTGCATGATAACACACACAAACACACAAATCATGCA
TCGACAATACAATTTCCAACACAAAAAAACCTAAAGCTGTTAAATATCAGACTCTGAGAA
AAAAAAAAGTGTTTTATTTGAATCCATACATGGACAAGAGTATGCACAACAGATTCATGG
TTCTAATCAAAGTATGACTGTGGTTGTTCATGATTTACAGACTGATTAGATTTCTGTCCC



ACAGTAACATTTTTTTATGTTTGAGCGCACACAATTTACTGTACAAAGATAAAAGTGGTG
GGCAGAAGGCTTCATTCCCTTTAAGGCACTCACGAGAAGCAAGACACGCAACAGAGAGCT
GCGACGTACTCTCTACTTTGTTTCTTATTGCTTCTTTAGCAAATGGATGTGTACAGTTTT
GGACAACAAAACTGACATTTTGAGTAAAGGACTAACAGTGATTCATGACTTTGAAAAGAC
AATTTAAAGCTTTCCAGTGTTTCAAATTGAATCACTGTAGAATTAACCAATGCCCTGTTT
CAAAGAAAGGCAAACATGTCACTGCTTTGGCTTTAAATTTCCCTCTAAAATACCCTCCTA
GTGACTCCTGCACATAAAACAAGCTTCATGCACATCAATTATTCACCCGTTTGAAAGAAA
AGTGAGCGTCAACGACGGAACATTTAGCATCCACTCAAAAATCATTTTCTCCTCG
>CL4966Contig1
TTCGGCACGAGGCTGTTAGCGGTCGCCACACACTTCATACCACATAAATGGTGTTTTATG
GTCGAGAACAGTGATACTAATTAAATTAACTGACATAAATAAGACAGAAACACCTTTTAA
GGTTTGCATTGGCTGAGTTAGGATCATGATTAGATATTAATAGTTTTATGACATTAGCAT
AGTTTTGCAACTTAAAGTGCAATCAGAAGTGAAACATCCCTCTGTGCTATGAGTCAGAGT
AGCTTCTGTACACAGACTTGATTAAGAGTGATATCAGTGGTTCCTCCTTTAATATGAATA
AGTTGGAAACCATATTGTTTGATCGGGCCAGTACAAATGTTTTTATCTTGTTTCCTTCTT
TCAGACTCTCACAAGCATAAAGACAAGTACAAAGAACATAAACACAAGGACTACAAGAGA
GATAAAGAAAAATCCAAGCATGGCAACAGGTAGGATGTCCACCTCATAGGTGTGGGTGTG
GGTGTGTGTCTGAAGAATAACACTGTGCATCTCTGCAGCGATTACAAAGACCCATCAGAC
AAAAAATACAAAGACAAGGAGAAAATGAAGCACAAAGATGGGAGTACAGAGAAAAACAAA
GACAAGCACAAGGAGAAGAGGAAAGAAGACAAGGTAAGTCAAGCTGGAGCGATCAGACAC
TTCCGTATTCTAGGGAAAATGCAGCTAGACATTTGGTTGTATTGTAATAACAGTAAAAAC
AGAATTTCATAACTTGAGGGGTTGTCAAGTGATTTTTTAAAATGCAGCACGTGTTTGAAG
TGATTTCTACCCAGCGGACAGAAGTCATTGCGCAACACACGGTAATGACTGTGTGGAATG
TTATCTGAACGGCTCTGGTCTTTTGTCAGTAATTCATTGCAGCTGTATTTTATCATGTAC
CAACAGCAACGTTGGGTCATAAAAGTTGAAGATAGGAAACTAACGTCAGTATTTGGCTTT
GTAGTGACTACGACTCTTGAGAGTTTCTTGTCGTATTCTTTTGATTTCAGATCAAAT
>CL4967Contig1
TCGGCACGAGGGTCGATGACAGGCGTGTGTTTCGGTCGTAAACAAGGNATTCCCGGTTCG
TTTTTTCCCCTCCAACAGGCCGCAGTTTTCTCCCCCACCCCGAGGATTTTAAACTGAAGC
AAAAATGTCCAAAAATCAGATTTTCTACTCTGACAAATACAACGACGAAGAGTTCGAGTA
CAGGCATGTGGTTCTTCCAAAGCAGCTGTCGAAGCTGGTGCCCTCCTCCCACCTGATGTC
GGAGGAGGAGTGGAGGGGAATAGGGGTCCAACAGAGCAAGGGCTGGATTCACTACATGAT
CCACAAACCAGAACCCCACATCCTGCTTTTCAGAAGGCCTCTTCCAAAGGAGTAGAAGGA
AGCATCTAGAAAAGGCTCTTCTGTGCTCCTGAAGGAGCCAGAGTCTCCTTCACATGTGCG
CCGGCGTCTCCACAAATGTTTCTGATGTGTGGAAAAGCTGTGGCTGGTGGGCGCATCTGT
TCTGTCCCATTCTCTTCGGTTTCATGGGAAACATGACTTGATTCCACGGTGAATGTGACC
AATGTGAAGCTTAGTGCCTGTCAGTTAAACGTAAAAACACTTTTGAAATGTATTTCAGTG
TTGATTTCCCATCAGTACAGAAAAGCTTTATTTTGAAAAGGCCCATTGGGGCTTTTTTTT
TTCAGAATAAAGTTTGATGTCTGTCTTCTTTATATGTTTTGTTGTGTTGGCTGTTTCTGT
TGTTGCTGGGCTGTATCCGGTGAGTCTTAGTTTGTTGTTACTCAAGCAGGAAAATAAATA
TTATTTATTAAACT
>CL4968Contig1
GGTNTGGCTCGCGCGTTGCTCCTCGCGGCTCTCGGCGTGCCTCGGTTCGGCGGGAGCGGG
CCTCTGCTCTCCGCTCGACGGTTCTGCTCCGAGCCGCTGACGGTGAGACGGCAGGAGGCC
GGAATCAGGAGGATCATTTTAAACAACCCAAAGAAGAGGAACGCCCTGTCTCTGTCCATG
CTGGAATCGCTCCGGGAAAACATCCTGACGGACGTGGACGGCGAGGATCTGCGAGTGATC
GTCATATCAGCTGAAGGTCCCGTGTTTTCCTCTGGACACGACCTGAAGGAGCTGACGTCG
CTTCAGGGCCGGGAATATCACGCTAAGGTGTTTCACACCTGTTCAGAGGTGATGACTTTG
ATACAGGACGTCCCTGTTCCGGTGATTGCCATGGTGAACGGCGTCGCCACGGCGGCCGGG
TGCCAGCTTGTTGCCTCTTGTGACATCGCCGTGGCAACAGACAAGTCCAGCTTCGCCACT
CCTGGTGTCAACGTCGGCCTTTTCTGCTCGACGCCGGCGGTGGCCATCGGCAGAGCCGTG
CCGAGGAAGGTTGCCATGGAGATGTTGTTCACAGGAAGTCCTATTTCAGCCCAGGAAGCT
CTGCTGCATGGTCTTATTAGCAAGGTGGTGCCAGAGGAGCGCCTGGAGGAGGAGACGCTC
GCCATCGCCCAGCGGGTGTGTCGGGCTAGCCGGCCCGTGGTCGCTNTCGGCAAGGCCACC
TTCCAAAGGCAAATGGCTCAAGGCAGAGACGCAGCGTACGCCACGGCGTCCAAGGTGATG
GTGGACAACCTGGCCCTGAGAGACGGACAAGAAGGGATCCGAGCCTTNTTAGAAAAACGC
CAGCCTGTTTGGAGCCATAAGACGGAGAAAGCCCCCCCCCTAACCCTCTGAAGACATGAT
CCACACCAATCCTGCCAAATCAGTGCATCAGAGAAGCTTTGTGGATCTCCAAAAAAGTCT
AGCATGATNTAAACCAAAACATCCAAGAAGATGAGGAGTCACTGATTTCTAATGAATGCT
GCTTCGGTGGACTTTGACTGAACTGACTGGAGGTTTTGGGAATCTGTAGCTTTTAGAACA
TCTTATTTGTAGATATTCTTTCGATTTTCTTTAATGAAGAAAATACTTTGGATGTTTTTT
TTTCCTTAATTAATCATGTCATTTGGAATTTGCAGAACTCTTAATCACAGTTTAACACAC
TTTATATGCATTTAATTGCTGTGAAATACTGAATTGGTATTTAATTTAACAGTAAAAAAA
TCATTTGTGCATTAAATACAAATTTCTGTTTTTATTGATTTGGTGTAAATATTTTTAATT



ACGCTGCGTTTTTGTTTGTTCTATTTTTTTTAAACGAAGGCTCGTTTAAAACTGTTCCAG
TTG
>CL4969Contig1
AACAAANTCCNGTTTTTGCTGTTTTTTTCCNCNCAAACNCATNCNCNAACNCAGNTTTGC
TGTGACTCNCNGGANTTTTTTTTCCNTTTTTTTTTTGGGTNTGGGGGGATGTCAGACTCA
GGAAGCTCCGCCCACTTGGGAGGGGAGGGGCGTGACAGTGATGTCATGAACTCTCTGGTT
TGGTAAAAAAAAAATCTGGAATGACAGCTAGGAGCTCTCGTCGCCATGGCGATCACAAAC
AGTTTGGAGAAACTTCTTGACTTTTGATCGGATTCACGTTTTATCTCGTTTCAAACCCGA
AAAACTTTGACGTGTTTTTTTTCTCCACACCGACTTGGCTTCAGGACTCCAGGAATGACG
CTCTAAAAGCAGAGAAGCTGTAGTGTAGTGCAGAGCGACAGAAGAGCAGCTTCGGACAGA
CCATCCCTGCCGGAAACGGCGCCGAACAAACAGGAAGTGCTTCAGGCTTCGGTAAACGCT
CGAGTCCAACGACCGGCTGCTTCAAGTGAGGCGGCGTCAAGAGGACCCGACAACTTGGAC
AAACTCAAACACGGCGAGAAGAGACGTAAGGCCGACGCCAAATACATCAAAGTGCGGCGG
CTGGAGGTCGATTCAGACGCAACCAAACCGCGGCGAGAAGCAGCGACTTCACCACCGGCC
GCCGCTGCACCACAGCTCCGGCAGACCACACAAATCTGGAATGAAGACGATTATAAAAGA
GGAAGAAAAAAGACCCGCCTTGTTTCAAGCACAGATTGTCTGCAGCGAAAGGTCACACCT
GAGTTCTTCACTGAGACACAAACTCGGAGCTCCGCCCCCCTTCGGTTTGGCACTCTTCTG
GGGCGATCATGAACTCGTCTGGCCCTTCACAATAAAAGCGCGGAATGACGTGGTCTCACT
TGAGGTTCGTTTATGTCTCAAA
>CL4970Contig1
ACAAGGCAGGCAGCGAGTCGCCGTAAAGTCCAGAGCAGCGGCGTGTCTTCCATGATGGGA
TGAGGTTCTGGGAGGTTTTAGGGATGGGGATCAAACACAGACCAGTCTCTGCAGCAGAAG
ATGGACAACAGTCTTCATGGAGGTGGACATCTTGATGATTCTCCTTGAGAGCTTTGGCTT
CACGTCCCGCCTCGTCTCTGATTATCCTAGGCTGATTAGATCTCTGCAGAGGCTGGAAAG
AGCGGTTTTGATGTAGGAACCACCTTCAGGCGTGGCGAGGGGCCACGGAGGAAGTCGTGA
CGTTTGGTCAGCGAGACGTTTTGATGTGAAGGACGTTGGACAGAAAATGAGACCCGGAGC
AGCGGCGGACAGTCGCCCTTAAAGTTCATTTGCCTAAAAACCAAAGAGACCTGCTTTGAC
TTTGTCACCCGTGTGAGGAGAAGATGGGTCTGCTGATGTTGCTGTTGGTCGTCATGGCAG
CCAGCTCCCACCTGATATCATGTGGGAGTCCTGACTGCTCCAGACTGTACTGAATAACAG
CTATTTTGCATAACGTCTTCAAATTAGGGCAGAAATCTAAAATATACAAGTCTGAATGAT
CTATGAGGTTAAATTCGTCTCCCATTCCTTGCTCTGGACAGGGGCTGGTTCCTCCAAACA
GGATGATTCGATCTCCAACCATACAACAACACTGTCGCCTCCGTGAGCACGGACCTTTGC
CTTTCGGCTCGATTTTCTTCCACATGAAGGCCTCTGGATTGAATTTCCAGAGATCGTTGA
AGTGCCGGTCCAGACGGGCGTTGTATCCTCCGAAAATGTAGAGCTCCCCTTTGTAGCAAA
ATGCCGAGTGACTCCTGCGTCCCTCTGGAGAGGGCTGCGTGGTGGGGGTGCTCAGCCAGC
AGTTGGTCTCCGTGTCGAACACTTTGATCTTGTTGCAGTAAATCTCATTGTTGGAGTGGA
AAGGGCCGAAGCGGTCCGCCCTCCCTCCGAAAACAAACATTTTTGCTCCTATGATGGTGG
CTGAGTGGAAGTCTCTCCATCGAGCTGGAGAACCTTTGGCATTTATCAATGACCAAACCA
TGGCGGTGGTGTCCAGCTTGTGAATATCATTGGAGAAGCAGTCAGCCAGCTGCTCATAAC
CTCCAAATATATACATGGACTTTCCCAAGACGCAGGCCGAGTGGCCGTCTCTGGCTCCAG
GAACGGTCCCTGAAACCTTGGGCGTGTACCATCTGTGTGTGTTGACATCAAAGGCATACA
GCACATTGCAGGCCCCCTCTGTGTCGTTCCGCCCGCCCCAGAGGAAGATGGTGTCTTCCA
ACAGCACAGCTGTGTGGCCATAACGCATGTAGGGCACCTCGCGGGCACGCTGGTGCGCTA
CGGTCTTCACTGGAGGCAATTTAGTCCAACGCAGCGACACGGTATTAAAGACATGCACAT
CAATTTGACGAAGTGTCTCATAGTCCTCCCCGGAGCAGTAGCCTCCAAAGGAGTACACCT
TGTGACCCACGGCCACAGCAGCATGGTTGACTCGCCGCGGCCCTCCTTCAAGGTGCACCG
ACCAGCGCAACATTCCACGCGCGAGCACCTCTGAGACGGCGAGTCCTTAGACCATCACTC
TGTCACCCGCTTGGACGTCATCGGGTCCATGCCATCGAAACCTTTGGCTGGTCCCGCTTG
AAGTTAACAGGCAGAACTATCCAGGAAAGCTAAAAGGCAAAGGGAAAAGCACCGCTAGCT
CCCCTCCC
>CL4971Contig1
CTGCTGATGGTGGCAGTCTGTCCACCAATCACATCTATGGTCCCACTTGATTTCCTGGCG
ACCTGACCGATGGCAGACTTGTACAGACTGATTGGAGATGGGAAGTCTGTCTTAGACGTG
TGAACAGGTAAGCTGGAGATGTCCTTCTCATTGCCAGTCCTGCCCTGCTGCACAGTGATC
TTGCTGGTCACAGATCCGACTGTCGAGACGTCCAGACCCATTCGCAGCCTCTTCTGTTTC
TCGCAGTATGCCTTCCAGGTGTCCTCGTTGAAGCCGTAGTTGAAGTAGTCGGACAGATCC
GCTCCTGGCTTCCTCCAGGGCTTCTCTTCAAAGGACTCCACGTCCACCTCCAGCACCGGG
ACGCCATTGATGTTTCCTGGTGCATCAAGATCCACCCCTTTCAGCTTTGAAGACACCTGT
CCATAAGGTCTGGAGCCTGACTTTATGTTGAGGTTAACAGGTGGAGTGCCGTAAGTCGTG
TATTGTGGTGCTCCGGTCTTAATGTCACCGATGGTAACGCGGACGTCATCGTCGTCATCA
TCGCTGTCGCTGTCACTTTCTACATCCTCACCAGCAGTTTCACCAGTGGCCTCAGACGCA
ACTCCGTTTCCTGTTGCATGTTCAGGAGCAGCATCTTCTGCTTGAGCATCAGCTGGTGCA
CCGACATCCGTGTTTAACTTTGCTCCTTCTTCATCCTCCTCTTTGGTCTCGGACTCATCT
CCATACAACCATTCCTCCTCCTCGTCCCCGGCGCTAGCATCGGTGGTGGTCGTTTTGTCC



GCCTCCTCCGCAGACATGTTCGCCCAGCTCAGAAAAGCTGAAAGTATAAGCGAGACCCTA
CGAAAAACCACCAACAAAAGAGTACCACTGAGAATTATTACAAAGTCCTACTTTTCGGAG
GACGCTATTTTTTTATTAATATACGCATGAATTGGGTTCTTTCAGATCCATTTAGACGTC
TACGAGTCGTGAACCCGGAACCCCGGCCATAAT
>CL4972Contig1
CGGCACGAGGTATCGATGCGATTTGCGATTATCTGATGAAGGACAAAAACTCAAAGGGCT
GCGGTGACTCGGAGGACCAGGTCAGCCACGTGGATCCTAAGCCAGAGCCGCATTCGCTCC
ACCTGTGGGCGGACGGCGGGATGAGCAGCTCCGGGCCCCCGCAGGGAGACGCGGAGGCCG
CCACGGAGGACATCTTCAGCCTGCTGCCCTCCGGCAGCAAGAGGATGTACGAGTGCGAGT
GGATGGCGCCGATGGATTACTCCTCTGTGCCGAAAGTGCTGAAAGAACCCGCCAAGGAAA
ACGTTCAGCACAGTGACGTGGAGGATGGCGCGAGCGAGGACGAGCTGGCTGGCGCTGGAG
GCGGTGGACCGGAGCAGATCCAGGCCTCCATCTCCCAAGTCCAGCCTGCAGAGTTTTCTA
TGGGACCCCAGAGCTCTCCTGGACATGCAGGGAGTCCTCTGGAGGGGACCGCAGACCCGC
CAGAGTCAGATGCCGAAATCAGCAGCTGGGAATCCGTGTGCAATCCGAGAGTACGGCGCC
ACCAAAGAGGGCCGGACGATCCGACAATGTCTCGAGGTTCTGCGGCTCCAAAGACCTTTC
CTGACTGGATCCAACAGATGTGGCTCAATCCAAAAACTACAGCTCCAGGTCCATCAGGGG
AGAGCTTTGGGAGAACTTCCCTTCTTCCTCCGGATAGCCAGGTTGCTGCTGGGGAAAAAC
GGAAGAGACGGAGATGCAAGTTCTGCAAGACGACCGCTGACGTCAAGACCAGCACGACCT
GTTCAAAGTGTGGGAAGTTCATCTGCAGGAAGCACACTGTCATGAATTGTTACCCATGTG
CTGTGTAGCTGCAACTCTGCCATCGTTTTGCATGTTTCTAAATTTTAATTGTTGCTCAAC
GTTNAGCGTCATGGTGTGGTATAGAATCACTCGAGTGCTGTGGAGGCCGAGGCACATACA
CTGGACTCATGTTCTACTTTTTTGCTGTTGTTTGTCAATGTCTGCTTCAAAA
>CL4973Contig1
TTTTTTTTTTGAATTTCAATACGAGTTTATTATAACGACACGAATGTACATCTTTCGAGC
TTCAATGCAACGCAGACATCATGTGTCCAGTTCACATTTGTATTTTTTCTCTGCAAAGAA
CAAATAGGAAAATCTGTCCCTGTATAAACAAGTGCCGCATTTCAGTCTCCATAACTGACA
GCCGCAGGCCGGGAGGGGATTCTGCTCCAGATCCAGATTAAAGACCAAAGGATTTTTTAT
CACAGTGTGACCCGTTTTATCGCACCGTTCTGTTTCTTTCAAGAAAAGCCCAATCAGAAG
TCCGCTGACGGCTCTTTTCTCCAGTCTGTGTTTCTCAGAGTTTGTGGTCCAAGAGTTCCT
CACAGGTTCTGCTGATCTTTTACTGGTAAAGGCCTTGGAGTTAAAAACTGGGTCAGTTTT
TCTTGAGTAGAAAAATAATCACCATGCTCACGGTTTCAGTGCATCCTCAAACATTATGGA
AAGCAGTTCTAAGGTTCTACCAGTGTGAAGAATCTCCAAAATAAACCAAGTTGCATTCAA
AGAAGTGGAGTCACAGCACTTGGAAACGCCATGAGGCCTGGTCTTTGTAGTCCAAACAGT
CTGAGGCGTTGAAGTTGAGCTTCCAGGCCGAAGCCGCCGCCTGCTCTTTGTAATCCAGAC
AGTCCGTGGAGTTGAAAGCGAGGCCCGGCGCGCTATACGCCTGGTGGTGATGTGTGGGGT
GGTGGTGATGGTGGTGGTGGC
>CL4974Contig1
CGGCACGAGGCCAGTCCTGTTCGTTCTGCAAGCCCAAACGTTTTACCGCCATGACTTTTA
CCTTGAACTGTCCGGACCAGCAGCCACCCAGGAAGAGAAAACGCATCATGCGCGTCAAGC
AGTGTCGCTGCATTTCCATAGACCTGGATTAAAGACGCACAATCGCGTTATTCCTCTTGG
ACTGCGTGTTTGGATGAAAGAGCGTCATCGTGGCACGCGGCTGTCTCTACGCAGAGATGC
GCATGACAAAAAAACACAAGAGGCTGAACGTCACAGCATGGAGACGCTGACTTGGAATGG
GCACATTTTTACGCACGGCTTCTGTACATGCTTCCCTCTGTTCATGCAACAAAAATGACT
GATCCTTGTTAGTATTATTTTTTATTTACTGCTCCGAACACTTTTTATGAACGGGAAATG
TTTTTTTTAGTCCTATATATTTTACACATAAATTTGTAGAACTGGATGTTTCCACTGTGT
GGAATTTTTAAAGAATGAATATTTGAAAATAAAAATGTGATTTTCTTTTATTATTTCGAT
ATTTCAAGAATCTTGTAAGGTTAACCTAAATGATTTCTGTGAATTTCGAACATATTTCTA
TTGCATTTCTTGGGATATACTCCTAAAAATACTCGTACTCCTAAATATATAGAGATTCTT
CTGTAAGTTTATGCTGAATATGTACA
>CL4975Contig1
TGGCCCCGCCCTCAATGCTGTTTCTTGAGACTTTCAGGTCCAAACCCCCGACAGCCAAGC
AGGTAGTGATGGAAGTGAACTGGGCCAGTTGCCGGGCAACAGAGTGCACCTGGATCCCCA
ACTCCCTGGTAGGAACCAAAACCAGGACCCGGGTCACTTGGGAGGTTCTGGGCTTGTAAA
TCAGACGCTCCAGCACAGGTAGCATGAAGGCCGCCGTCTTTCCTGTCCCAGTGGCAGCAC
AGGCACACAAATCTCTGCCCAGCAGCCCGACCGGAACACAGGCCTTCTGGATGGGAGTGG
GCTGCTTGAAGGCCCAAAGCTGTGATAGCCTTCAGGATGGGTCTGGACAGGTTCATGTCA
TCAAAGCTCAGCTGATCATCAAACTGAGACGCATCTTCGTGGAACGACTCAGGAGCCTCC
TCTGCTGCCTTCCTCTTCTTTCCTCGTCGGCCTTTATCTCTCAGGGTGTCTGATTTGGTC
AGAACCTCCTCATCACTGGAGCCAAACTCCTCCTCCTCCTCATCATCATCATCATCATCG
TCGTCGTCATCATCATCATTGTCATCATTCTCATCCTCTTCTGCCTTCAGTTTCTCTTCC
TCCTCCTTCTCTTCCTTCTCAGAAGCTGAAGGATTTCCCTCTTTGGGACTCTGCTTGTCC
TCAGCCTTCCTCTTCTTCCGGATTGTCTCTATTTTCTGGTCCAGCGTCGTCAGGCTTCTC
TTTTTTTTTAACTGGGACATCACGTCGGCCATGGCCCAGGCTTCATCACGGCTCGGCCGG
TCTGTTTCGACAAACTCAAAGTCGCAGTTGAAGTCTCTGCAGCTGCGGGGTCCCTGCTTC



TTCTTCCTGTTCAGGACTATTGGCCCCTCCTCTGGTTCTGACTCGGTATCGGGTTCCTCC
GGGCTCTGGTCTTCGTCCCGGAGGGTCCCGATCAGACCCAGTTGCGCCAGCATTTTTTCC
AGGTTCTGTTGTCCACGCACTCACGTGTCCCCGGCCATAATGCCCGGGTTAACGCCGCAT
>CL4976Contig1
GCGTCTGACGAGAGGGAGCAGGAGGGTTGGGAGGAGGGCGGCGGGGGAGCTGATGGAAGA
GGAGGAGACGGTGGAGGAGGAGGAGGAAGAGGAGGAGCAGCAGGAAGAGGAGGAGGAGAG
GGAGACGGGCGAGCTGCTGCGACCTCAGCCGGCGGTGAACGTGCTGAGGGAGCGCATCCT
GAGTCTGCCGCTTCCCGAGCCGCTCAAGATGTTCCTGCTGTTCTACAGGGAGAAGTGAGC
TCCTCCGCCGTCGAAGCCCCGCCTTCACCCGAACCANATAGCTCCCAAAGCCCAACTCAT
CGTCTAACGTCTCCGCCATCCTCGTTCTGCTGTGAAGGGTCTCCAGGGGGTGGGTGGGGT
TCTCTTAGCTTTCACATCTTTGCCTAGTTTGGCTTGAGAGAAGATTTAAACGTCATCATG
AAAGCATCACCTGACGGCTGCTCTCCAACTGACAGGGAAGACATTCCTAACAGGTCAGAG
CCTCAAGGCGTGGCCGCTTGTTCCTCCTCCAGGAGGTGGAGCTGTCTGTAAGGAGCAGCC
ATGACTGAAGGTTTGAGGTGGACTTGATCATTTCCACCGATTTTCAGCCTAAAAACCGAG
TCTTGGGTCCCAGAAATACATCAATCTTTTTTTTTCTCCTCATTGTTGTTGAGGTTCCTT
CAGAAACTCTGAGCTGCTCGGTTCTGGATCAACCCAGGAACAGAAAACGGGTTTGAGATC
ATCCAGAATGACCCTTTAAATGATTGAAAGTTCTGGACCTTTTTAGCTGTTATTTTTTTT
ATCCATACATCTCATTGAGTAGATTCTATAATAGTGAGTTAATCAACATAGAAAAATCTT
TTTTCTTTTTTTAATCTGAGTGCAGGTTTTTATTTATTTTTCTAGTGATGTGCATCTGCA
GCACCGTTTCCTGAATCATGAAGAACATTTGATCGCGTTTTCCCTGCGTAGGATTTCAGT
TAGGGGCAATATTTGGTTGCTCCTTTCCTTGAAAAACCTCCTTTTGTGCCAAACCCAGGC
TGCATGAACTCAAGGACGTGGATTTAAACTAGTACTTGTTTTTGTTTCGTTTCAATCATG
CAGGTCAGCATATGCGCTTTATCGGTGAAATTGTGGGTGTGGTCACAATGTTTGAAAATC
ATAAAATTGTCTGTTTATTTCAGTTTTTTTCTTCTAGCTCTTATTTTTAAAAGCCGGAGC
ATCACCTGCTTCCGTTTGGATAATTTCCTCGCNGGCGTCGTCATTCCTGAGTCCTTTAGG
AGCCGTTCCTGTGTGGCGTTGTGCGTCTGTGCTGTTGAGTGTATAGTCGTTTTATTTTTT
TTTATTCAACTCTTGAAAAGAATGGCTTGCAGATTTAAAGATATGAGTG
>CL4977Contig1
TTTTTTTTTTCACCTGATAATCATTTATTTCATTTCAAGCAACACCTCTCTTCTTCCCGG
GTTAGGAGGTACACAGGCACCACAGGCTCATACATGCTGTAACAAAGACATGACGCAATG
CATTCTGGGCCGCTGGCTGCTTTGGCAGTAGTGTGGCGGGGTGGGAGCGGACACTAAGTC
TTTCGTAGGCTGACGTCGGTGCTGCTCAGCAGCGGCGACAGCGACGTGTTCTCCGACGGC
TCCTCCCTCTTCAGGATGAGGAAGGCCTCACGGCTGATCCCCAGCAGCTCTCGGAGGCCA
CAGTTCTCCATCTCTAATTGTTTAATCCTCTCTTCGTCCTCACAAACGCGCTCCTCGTCC
ACCTCTATCGCCTTCCGCATCACAGAGGCCATCTCGTTGATCTTGTCTATGTGTGCCTGC
ATTTCCGTTGTGTTTCATTTTGGCGCGGGAGCAGAGGTGAGGGACGCTGGGATTTCTGCA
GCGGTGACCTCAGCTCACGGGGTCAAACCGACAACCACTCGCCGCCTTTCCTCCTTCCTG
GCTGTTCTTCAATTTAAGTGCAGAAAGCAATTCAAACCAAACCTGTGCACCATCAAAATG
TGGCGATAACGTGGCTCAAAGGCTTTCGATGAGAATATTACTGGAGATATTTCATCTGTG
CAATATTATTATAAGTGTGTTTGTATTTACTGACCACATTCTTGCTGTATTTTTTTTCTT
TTTGGTTAATG
>CL4978Contig1
CAAAACAGATATTAATGTGAGTCTGTGCACCATTTTCTTAACATTTGAGGGTTTTTCCTG
AAACAGGAAGTGGATTTTCAGCTACTTTTCAATTCCCCCACAGGTTCAAAGACATGAATA
CAGACATTAAACACAGCACAGAGCTGAGAGCAGAAAGCAGGAAGGACTGACTGAGCTCAG
CCAAAGCTGCACTAATGCGGGTCTAAACCTAAGAGAACGCCTTCAGTTAATGGTGAGAAC
ATCACTCTGGATCTCATGGCTCAGTTGCGTCTGCAGGTCGCTCAGTTTCTTCTTTAGGAC
GGCCAATGCTGACATGACCACCGTCTCGGGTCGCAGAGAGCCGCACGACTCCACGTTGTA
ATAAAACCTTTCTGGTTTTCCGTTGGGGTCATAGGGGGCCTGGACTTCATCCTCCTCGAT
CTCTGAGTACTCACTCTTCGGCCACTCCTCCGGTCGAGGGTAGACCGTGTGCCTCAGTGC
ATTGTCCGGGTCGTATTCGAAGGACACCCCTGCGGTTGGATTCCACTTGGCGTGCTCCTT
CCCGAAGCCTTTCTTTGCATAAGCTCGGAGCCGAAGCTCCTGACCTTTACGAAGTTTCAC
CAGCAAAATGTCATCTTGCTCGACGTAGTCGTTTGGATCGTTGTCTCGGCTCCTTGAAGT
CACCGGAATGACTCTGGGGTTGTTGGACAGCAGATCACGAGAGGTGACGTGACGAGTTTG
ATCCTCAGTGCATCGAACGTCCAGGGTCAGCTCTACAGAACACTCTGGACAGAAATCCTC
ACAGGTACAGTCCCTGGAATACTGCATTTTATCCACAATGTCATCACTGGTGAGGGGAAT
CAGACCGACTCTGTGTGCGATAAACTCATCGTGGAGGACGGATGAATTGGCGTCAATCTG
AATCCAGTCAATTGCTATTGTGGGAACTTCTGACATGAAGACTCGACGGATAGAATTGGC
GACTGCCAGATCCGTGTTTTCAATGACAAATTTGACATTTTCATCGGTGAGTTCCGTGAT
TTTAACCGTAGGTTGGTTAGCATACGGCATTATTAAAGAAGAAGAAGAAGATATTTATCA
ATATAAATCACGCAGTGCACGACGCCGTAAACACTTCCGCTTAAGAACCTGCCCGGCCCC
GGCCATAATGCCCGGGT
>CL4979Contig1
GAGGGAGAACTGCTGCGTACGACCACTATATATTAATTTCCGAAAGGATTTGGGTTGGAA



GTGGATCCATCAGCCTGAAGGGTACTATGCGAACTTCTGCTCTGGTCCCTGTCCTTACCT
CCGTAGTGCAGACACCACCCACAGCTCGCTGCTGAGCCTCTACAACACGTTGAACCCTGA
GGCGTCTGCCTCGCCCTGCTGTGTTCCTCAGGACTTGGAGCCCCTCACCATCTTGTACTA
CGTGGGTCGCTCCCCAAAAGTGGAGCAGCTCTCCAACATGGTCGTTAAGTCCTGCAAGTG
CAGCTGAACTTCAGGGCTTCGAGCCCTGATGAGATAAAGGACGTGGAATGAGACGGCTCG
CGGCACTACTCTGAGGCAGGTGGAAAAGTGGGGTACAGTTCTTCCAGACCCGCCCATCTC
TTGTGAAACAAAAGTCCACCACTCTGCCCACAATTATTGGCAGCATTTACTAAGACTGAT
AGGACACCACTTCATCAAGAGTGCTGTAAAACCCTAAGCATTGCCTTTTGTCATCAGTAT
TACTGTTTTTTTTTTTATCTTCCTGTGTTTTGAAAACCCTGTAAAATCTCCCAAATAATG
ATAATCAAATCCTGTTTTTTTATGAAAAGAGGAACAATGATTGTTTTGCTATGACCAATC
TGAAGGACCTAAAATAATCGTAACGGCGTCGGGACTGAGACCGCAGAAGACGCTCAGCAT
GTGTCAAAGAGCGGGATGAAGATGACCGGTTTGCTGAGAGCAAATGCAGAGGACACATTG
GAAAAAATGTCCCAGCTGGAAGCTGTAAATGCCACAGCTCTAGACCGTCTAGGATTTAAC
GCTGTCAATAATAAATAAATAAATGAATGACAATAGGAGAAAAAAAAAGAAAACATGCTG
GAAACCAATATGTCTTTCATTGTAGTATTTTGGTGGTTATGTTTACCTCTGTAGTACAAC
AGGATGGTGATTCCAGGGATTTTATTCAAGTGAAAGCCTTTCTGTTGTATGACACGTCTG
TCACTAAGTGAACTCGATCACAAACTGTAAATGTTTTTATTACTCTTGGAAACACCCTCT
TTTTTTAATAAAAATC
>CL4980Contig1
CATTGCAGCCTCACCTCAACAGNAAATCAGCTTCTGGCAGGATCATCTTGACATAATTAT
AGCTTTACTGAGAAAATGATCAGATCTAAATGATCAGAGGAAGACGAGGCCTTTCTGTGT
TTGTATTCTAGACCTCGCTGTGAAGGTGAGGATTCATTCAGGATCCTGATCACAGTTCAT
GTGGAGGACAGGAGGACGGACATCATGGGGAGGCCGCTCAGATTCACAGCCAGATGTCCG
AGGTGCAGTCCCCCCCCGGGTACCGCAGCTCGTGGGCCAGAGCCGGGCCGTCCGGCTCCT
TCCCAAAGTCCACCAGGAAGTTTTGGTTCAGCGAGAGACCGCCGTTCACCGAGTCCACAT
CGATCTGCATCATCACCGAGCCCTCTCGGATCATCTCAGGATAGAACTGTCTGTCCCAGC
CGCTGAACAGAGACGTGGTCACGTAGAGTCGGCGCCCGTCCAGACTCAGCTGCAGCATCT
GAGGCCCGCCGGGAACCCGCTTCCCCTTTATAAAGCAGGGAGGGGGCTGCTCCTGGTTTT
CTGGGTCCTCCAGGACTTTGACAGGTCCGTCTCTGATGATACTTCCACCCAAGAACACCT
GGCCCACCAGTTTGGGGTTCCTGCGGTCTGTGATGTCATACTGCCTGATGTCGCCGTGGA
GCCAATTACTGAAGTAAAGAAAACGGTCGTCCAATGAAATCAGTATATCTGTGATGAGAC
TTGGCATTTCAGGCAACATCCACCCCTCCACTTTCTTACTGGGAACACTGATGACCTTCT
CTGCTGCCCAGTCGCCCGCAGCTTTTTTGTAGAATCGAAAGACGTTTCCTCGCAGAGCAC
ATCCCACATAGCCCTCAGTGGCGCTTGGATCATGGAGGAACCTAATCTCCAGAGGAATGG
CGCCATCTTCTCCCAGAGCCAGGGACTGAAGCTTCCTGTGTGTGGTCCAGTA
>CL4981Contig1
GCCTTAACTGTGCGGTGTTCCACACGTTGGATCACAGTTGCGGTGTCCTCCGGACGCCAG
AGAATCGCCAGTGCAGTTTTCTCACCTGAAAATGGAGAGATCCGTCGTTTTTCTACTCTT
GGGACCGACAGATTATGGTGTAAAGGGAGCTTTGTGCGCGGCGTCGCGGGAAAAGCGTTG
ACATTGAGAGGTGTCAAATTGCCAAATGCTGTCTCCACGCTGTTATTCCACACAAGCACC
CCCTCTAGGAGCAAGCAGGACTTCTACCAGATCCTTGGGGTTCCTCGCACAGCAACCCAG
AAGGAGATCAAGAAAGCCTATTACCAGATGGCCAAAAAGTATCATCCTGACACGAATAAA
GATGATCCACAAGCCAAAGAGAAGTTTGCTCAGCTGGCTGAAGCCTACGAGGTCCTTGGT
GATGAAGTGAAGAGGAAGCAGTACGACACATATGGCTCGACAGGCTTTGATGCTGGTCAA
GCTGGTCAAGGCCAGCATTACTGGAGCGGACAGACCACCAATGTGGACCCAGAGGAGCTC
TTCCGCAAAATCTTTGGAGAGTTTTCGGGCGGTCGGGGTTTCGGTGACTTCAACGCCATT
TTCGATCAGCCACAGGAGTACATCATGGAGCTGACATTCACCCAGGCAGCAAAAGGAGTT
AACAAGGAGATAGCCATCAACATAGACACTACCTGTCAGCGCTGTGATGGTAAGGGCCAT
GAACCAGGCACCAAGGTCCAGCACTGTCACAGTTGCAACGGCTCTGGCATGGAAACTATA
AATACAGGCCCATTTGTGATGCGCTCAACTTGTCGGCGCTGTGGTGGCAAAGGCTCGGTC
GTTTCCACTCCCTGTAACTCCTGCCGCGGCACAGGCCAGACAAAGCAAAGGAAGACCGTG
ATGGTTCCTGTGCCTGCAGGAGTGGAGGATAATCAGACGGTCCGAATGCCGGTTGGAAAA
AAAGAGATCTTCATCACATTTCGGGTCCAGAAAAGCCCGATATTCAGGAGGGACGGTGCA
GACATCCACTCTGATCTTCACGTGTCTGTGGCACAAGCCATCCTGGGGGGCACGGCCAGA
GCACAAGGCCTTTATGAAACACTTAATTTGTCTATCCCTGCAGGAATGCAGTCAGACCAC
AGAATTCGCCTTTCAGGAAAAGGAATTGCTCGTGTCAGTGGATATGGTTTTGGAGATCAC
TACATCCATGTGAAAATAAAAATACCCAAGAATTTGACAGACAGACAAAAAGCATTAATT
TCCAGCTATGCAGAAGATGAAACGGAAATAGAGGGGACAGTAAATGGTGTCACTGCCACC
AGCACAGGGAAAAGATCTTGGAATTGAATCTTTATCGACTGCTGACCACAGCAGGGAGGA
CAATGCAAAGCAGCATGGACGCATCACAAGGAATTTACAGAAAAATGAGGAAGTGTCTCT
CTCTTTTTTTTTTTTTTGG
>CL4982Contig1
TTTTTTTTTCATAGATTAGAGTTTGGCATGTTACTAATAAAAGTAAATATATATCAAGAC
ACAGTAATTGTGGGCACATATCATGTACAGACACTCAAAACCCAACAAGAGAACGACACA



GCAACCTGCCTCACAACTGTGATTGTTGTACAGCGATCTTCTTCCAAAAGGGAAACAAAG
CTGGCTTTGAAGGAGATTAGTCTTTACTGGACGAGGTGACCATGGATGATGTGTTTGTGT
GATAAGCACGTTTGGATTTGGATGTTATGGGAATAACCAGATCAAATCAAGGACTTGGAC
AGAAAGGCGTTTGTCTCCGAAGAAGAAAAGATGGGTAAATTCTAATCTGAATTTCCATGT
GTTTGTGTCAGAAGTGCTGCAGGGAAAAACAGTACAAATAGAGGGAGACCTGCCCTGCTC
TGCTTTCACCCTAAACCATGTAGTGGATTCAGCACTGATTGAAACATTTTACCTCCCTCC
TATGTTGACCATTTCATCCTTATTGCTCAACTGCATCACATCTAGTTTCATTTTCCATTG
TGATTGTATGTCAGTAAATTTGTGATATTTCATGAGAATCTCTTTTTTTTTTACCTCTGT
GTTCCTGTGGCTCAGATACAGCATTTCTGTCAAAAACTGTCAATTTATTGAGTCAAAAAA
ATGTTTTAATGATGGAGCCAACAGATCACCAACTCCT
>CL4983Contig1
ACTTTTTTATTTATTGACTAAACCATTTATGCATACAGCATTGCCCATGTCATAAGCCTC
AAAATAGGCTCATGTTCCAACACCACACATACATCTGGTTTATAGCAAATATTACAATGT
TTTGTGCACTAAAGTTACAACATACTCAAATCCTTTCATGTAAAAATCTAACACCGCAAC
ATCTTTAGGCATCACACCAAAAAAAAAAGGTGGCTGTGTCTACCCACATGAAGATCTACA
GTAATATACTTGTAATAACTTATCTTTAAAGTTAAAAAATACACAAATCGATGTCCAAGT
TAAATATTTGCTATCAGTGGAGTGGGTGCAGGTGACCTGGGTTTCATATTTACAAACAAT
CGTGTGTCTNAAACNCANCGTTCCTTGACCATGACNTGTCACTTAATACAAAAGTCAATG
CCCAAAAAAACNGGATGTGTTTACNTCAACATGACATCAGTCAGTGTGGGGAGTGCAGTT
ACAGCAGTTACATGATTTTGCTGGGGAATCTGTGAAAAAAAGGCACAAAGTTTAGTTGCA
GTGCTTTTTTTATGATATACCANCCAATTCTGGCATGATTTGTCCATTTTTGCTATTTGC
GTTAAAGGGATCT
>CL4984Contig1
TTTTTTTTTTTTTTTTTTTTTACAGGAATTATTTCTTCATTTTATTTTTTTTCTTCACAT
TATTGCTTTACAGTAAAATGCATTGGTTGGATATGTCTGGTATAGCAAGACAATACATTC
ATATAAGTTATACAGATGTCCTCATAAATGTTTTATAGCAACTATCTTTACACTAAATAT
ATTTTTCATCATTATTCTTGACAAACAACTCCCACATCACATTGAGCTCACAGTGCATCA
GGTCGCATTTAATCGTTACACGCCAGTCCTCACATGAAACCGTCATTTCTAGAGTGTGCG
CTTATTTTGTACACAGGATTTCCGTACAATCTGGGTTTCTGCAGAGCTACAAGAATATGG
CATCCTAGTCCCATTTTCCTGAAAGGAATCCAAAAACAAAACAACAAAAAAAACTTTGTT
CCAAAGAAGCGAGACAGTTTGAACTGGTGAAAACTCACTGCAGGACTGGAACAAAAGAGC
AGCATTTCAATCGCTGTGCTCAAACTTGGCAGCTGGGGGACAAAAACCACACAGAGCAGC
AAGAATAATCTGCACATTCTGAATCCACTTGAGTACAGTACCACAGTACCAACATGCTTT
CTTCTCAGAAGGAAGTAAACAAAAAAAGTCCAGTTTGACTGACATGAGTGAAGCCCTGTG
TGGCTGCCTCCATCCAATCAGCACAGCTGTTTAAAACCAGGATGAGGAGCAGCTCAAAGG
GGGACAAGTCTCATCAGTTCCTTAGAGTCTACTCTCCCCAAGGTCTTTTGTCAGAGTCTG
GAATAAAGCGTAGGAAAGTCAACTACTCATCCATGCTGCGTTCCCTCTGCTGCTGCTTCC
CACTGTGGTCCGCAAAGCTTTAATGCCCTTGTGCAAGAAGAGAAGTGCACAGTGGGAGAA
GACTGCCTTCCCACCAAGCCAGCGCTCTGCACATCCTCTCCTGTGCGCCCAGTTCCTCAG
TTGTCGCACGCCTGTGAGCTCACACATCAAGCACAGACAAACTGACGTCACATCTCCACT
GGAGGCCCAGTCTTCATATGGCAGCCTTGCGGGGGCTTCCGTCACATAGATTTACACTTA
AA
>CL4985Contig1
TTTTTTTTNTGATATGCACATTTCTTTATTTCATAAAGAGAAATGGTGTCTAGACAAAAA
AAGTCTTTTTTCTTTAACACTAGCAATTGAAATGAATAAAAATGGGGGGAGGGGGGTCAC
AATACCGTATTTACAATGGTTATTAAGTCATTTCATAATTAGGGTCATGTAGCATTTCAA
AATTAGGTAGGAACTCTTAGTCAAGAATAAGCAAATAACCGCTATCTCAAATGGACAATA
TTAACACAAAACTAGAAAAATGAGAAAAAAAAATACAACAACTTGAACTACAAGCTTAGG
AGCTATTACATTAAAAAATGATGCACCAAAACCTACCAATACAATAATCCATATAATCTG
TGTAAAAAGCATGTAGAAAAAACACCTGATGCAGTTTGCTGATACAGTCATTGACCAGTT
ATGAGAGGTATGAAGGATTTCACAGGTAGATAAGTGTGAGAAAGTCCGCACGGTTACTCT
GGGATGGGGGCTCACGCCCCTGCATACACTCACGTCACTCCAATGTGAACTATGGCCTCT
GCAAGTTCTAAGGCAAATGTCGGAGATGCACTTGAATCCACATAAGGACGACCTGCTGCC
GCCGGCCGCATGAACTTGTTCTTCTCTGAATTCTACATGGCAGAAAGTTGATCAAACATG
ACTGGACACCAACTTGTAAACATGTTTAACCTTTTTCTCAATAACCTTCAACCAGAAAAA
CAGACATTTTTCCAAACTATGTTTTCTTTTCGTGAACTTGAGCGATCTGTGAAAAGGCAA
TGTTTTGTTCATATTCTCCTC
>CL4986Contig1
GCTCGCTACTACATGNACCCAGCTGCTGAAAGGGGTCCATTATCTGCACAGCAACAAGGT
CATCCACAGNAGACCTGAAACTGGGGAACATCTTCCTCAACGACGACATGGNAAGTCAAG
ATAGGTGACTTTGGTTTGGCCACAAAGNATTGAGTTTGATGGTGAACGGAAGAAGACCTT
GTGTGGAACGCCCAACTATATCGCTCCGGAAGTGCTGTGCAAGAAAGGCCACAGCTATGA
AGTGGATGTCTGGTCACTTGGGTGCATATTGTACACTTTGTTAGTCGGCAAGCCTCCGTT
TGAAACCTCATGCCTGAAAGACACATACAACCGGATCAAGAAGAACAATTACACCATCCC



CTGGCAAATCAACCCGGCAGCCTCGGCTCTCATCAAGAGGATGCTGCATGCCGATCCTGC
CCAGAGGCCCACCATCACTGACCTGCAGACGGATGAGTTCTTCACATCGGGATACGTCCC
CCTGCGGCTGCCCACCACTTGTCTCACTGTGCCCCCGCGGTTCTCCATTGCCCCCTCCAT
GGCTGCAGAGCTCAGCCAGAGGCGCCCCCTGACTGCCATAAACAACAAAGCCGGCACAGA
GAAGGTGGACATGAAAGACGAGCCTGCTCCACTAGAGGCGGAGCCAGAAGAATGCTACCT
GAAGGACATGCTGCAGCAGCTCAACAGCATCATCTCTGCCAAGCCTTCAGAGAAGGCGGT
CATTCGGCAAGAGGAAGCAGAGGATCCTGCGTGTATTCCCATCTTTTGGATCAGTAAATG
GGTCGACTACTCTGACAAATATGGATTAGGATACCAGCTTTGTGACAACAGTGTTGGTGT
TCTATTCAACGATTTCACCCGACTCATCATGTATGCTGATGGCGACAGTCTGCA
>CL4986Contig2
TGCTGTGCAGATAATGGACCCCTTTCAGCAGCTGGGTCATGTAGTAGCGAGCCTCCGGCT
CCGTGACCGCCTTCCTGCGCTTGTGCAACTCCAACAGGGACCTTCTCCTGCAGATCTCCA
GGACCACATAGACAAAGTCGTCGTCCTCAAAGAAGCCGTGGAAGCCCACGATGTTAGCAT
GATTGAGGCTCTTGTGAATGGAGATTTCCGAGCTCATCTTCTCCCTTTGGTGCTGCTTCA
GGATCAACGACTTGGGCACTATTTTGCCAGCGAAAACCTGCTTGGTCTCCATGTCTGTAA
TTTCGAAGCATTTGGCGAAGCCCCCCTTGCCGAGGAACCTGCCCTTGGAGTATCTCCTCA
GGGTGCGGGGATCCACCAAAACCTCTGGGATTTCTTTCAGAGGAGCCGATTTTGGGTCGA
CGTGTCCGGACGGCTGCGCCGGCTTTGCGATAGCAGCACTCATGGTGTACTTTAAAAGTG
CTCTTTCCGCGTTAATAAAACTCCAAAGAAGTCGAAACGCAAAAGTTATTAAACAAGGGC
TAAAGTGTTGTTTAACCCTCCAACTCAACCGACGTTAGTTTAGCCTTCGAAGCTAACTTT
TTCTACGCCTCAATTTACAGCAAATACTAACAAACGATCTAAACCGCAAACGTTGACTAA
CATTTAAAGGCCGACAGGTCCCAAGATTAAATAAATTAATTAAAAAAAAAACCGGAGGCA
GAATTCTTGCGCAGACTTCCCCGGCAGCGGTTGCCTTGTCCCGTTCTGCCTTCCCGGCCA
TAAGGCCCGGGTTTAA
>CL4987Contig1
GGTCGCACAGNGNATGCCTACCAGNAAGCAGATCAGCAGCCTGAGAGACGAGCTGGACAG
CAAGGAAAAGCTCGTCATGGAGCTGCAGGACTTGAACCAGCAGATCGTCCTGGAGCAGGA
GAGGCTGAAAGTGGAGCATGAGAAGCTGAAGGCCGCTGACCAGGAGAAGAGCCGCCAGCT
GCAGGAGCTCACGGTTCTGCAGGACCGGCGTGAGCAGGCCAGGCAGGACCTGAGGGGACT
GGAAGAGACTGTGGCTCGGGAGCTGCAGACCCTCCACAACCTGCGGAGACTTTTTGTGAA
GGATTTATCCAGAAGAGTCAGAAAGAACACTCAGGACTCTGAGGACTCAGAGGACAGTTC
TGCTCAGAAACAAAAGATCTCCTTCCTAGAGAGCAACCTGGAGCAGCTGACCAAAGTTCA
CAAACAGCTGGTGCGGGACAATGCTGACCTTCGCTCTGAGATCCCAAAAGTGGAGAAGCG
TCTGCGCGCCATGGTGGAGCGGGTCAAAGCCCTGGAGGCGGCCCTGAAAGAAGCCAAAGA
GAGTGCGGCTCGTGAGCGCAAGCTCTACCAGCAGGAGATGGAGCGCATCAAGGATGCCGC
CAAACCCAAACCCAACATGGGCAGGAGGAACTCTGCACAGATAGCCAAGCCCATCAGACC
GGGCCAGCTGCCCGGGTCCTCGCCCTTGTTCAGCCTCAACAGGTCCAACATCATCCGTGG
AGGAGGCAACGACAGCAGTTAAAGATACTGAAAGGTTCCAAACCTGAAGTCAAGCCTCCA
GACTCATTCACTGATCCATGGCAATGCTACTCTGAAGTCTGCATGTGCCAAATGTACCAG
AAAACATCAAAAGCAAGTGGTAATTTTCACTTTAGAGTAAAGAAATGTAAATTAAAAAAA
TGTGCTTGACCTTAAAATTGCACATTTGCATGTTTTATTTCTGTGCATGTTCCTCTATCA
GTGTTCTTGTTTGTTTTCCCATATCTCTGTGAAAAAGTCCTCCCAATAAAATATTGCACT
TGTTCTTTTAAAAGCTCTATAGCCTTGCCTATTTATATTCCATTTGAAACACAATAAAGT
TGAAAACCTATACATCAAAAAAAAAA
>CL4988Contig1
ACGCTTTATTATGGAACCCAAGGAGAAGTTACATGCTCTTACTTTGAAGGGCTCTCTAAG
ACAGAAACATTTTTATACAACAAGGAAACATTGTTTTCTGATTCCAGACAAACACTACAT
GCTTTTAACAAATCTGAGTTCCTCCCAGACGCAGGACTTTGGCGTGACGGTTCAAGGCGG
CGGGATCGCGGCTCCTCACGAACCCAGTCGAGACGTCAGCACGTCCATCAGCTCCTGCTT
CTTGGTGACGGTGGTTCGAACCCCGAACTGCTTGCAGGCGTCCTTCAGCACGGGCACGGT
CAGCTTTCCCAGAGTGCCGTTCAGCACGTGGGCCCTCAGCTCGTCTTCCGTTAGCTCCAC
TTTGGGCTTTTTCTCGGACGCTCCGGCTCCAGCATCGGCTGTTTTCCGTTTAGCGGCTGG
TTTTGTTTCTGGATTATAATCTGCAGGGTAGACCAGGTCTTTGAACTCCTGGACCAGAGG
ACCCAGGCGTTGGTCAATCTGCTCCACCTTTGGCATGATGAGGTCCTCTATTTCCTCTGG
AGCCACCATGTCCAGAGCCAAGGCCTCCAGGTTCCTGAAGTGCTTCTGAATGACCGGGTT
CTCGAAGGCGTCGCTCCTGTATTTGAAGCGCAGCTTTGAGATGATCTCCTTCATCTTGTT
GACCTGCATCTGAGAGGCGTACGGACATCGAGGAGGATCCAGAGTCCTGAAGTCGTCAGC
GAACGGCAGATAGATGACGTTAAAACCTGCAGGTGAAATCTGTGCGTTCGCCTCGTCCAC
CTCCTCCTTCTGAGGCACCAGAGCCACAAAGCGAGGAGGGAAGTTTCTGCGGGGGATGCA
GCGGCACAGAGCGAACACGCTCCTGTCGCTGCATCTCTTCAGCAAGGCAGTGAACAGACA
GGCGCTGCCTTTGACCTCCTCTTCCTCAGGATAGAGGAAGACAGAAGGCCGGATGTGGTG
ATGCAGCTTGAGCTTCTCCATGGGTTTAAACCCGATCAGAACCAATCCGGGATCGTCAAA
CTTCTTGATCCTCGTGCCG
>CL4989Contig1



GTTCTTCTTCAGCTCCAGGAAGTCGAACACGTCAAAGTGCCAGGGCTCCAGGTACATGGC
GAAGGCTCCCGGTCTCTTGTTTCCCCCCTGATCGACATAGCGAGCGGTGTTGTTGTAAAC
TCTCAGCATGGGGACCAGTCCGTTTGAGTTCCCATTGGTGCCGGCAATGTAGCTCCCAGT
TGATCTGATGCAGCTGACCGCCACTCCGATGCCCCCAGCAGATTNGGAGATGAGGGCGCA
TTGCTTCAGGGTGTCATAAATGCCCTCGATGCTGTCGTCCTTCATGGCAAGCAGGAAGCA
GCTGGAGAGCTGCGGCCGGTTGGTGCCGGCGTTGAAAAGGGTCGGGGAGGCGTGAGTGAA
CCACTTCTCCGACAAGAGGTTGTAGGTCTCGATCGCTGCGTCTATGTTCCTCCCATGGAT
CCCAACTGCCACTCTCATGAGCATGTGCTGTGGGCGTTCGGCCACTTTGCCATTTATCTT
CAAGAGGTAGGAGCGCTCCAGCGTCTTGAAACCAAAGAAGTTGTAGGAGAAATCTCTGTC
GAAAATGATGGCCGAGTTTAGACGATCTTTGTTCTCCAAAACAATGTCAAGAGTCTCTTT
GGAGATCATGGGGGAGTGGCATTTGTTCAGGGGGTTGACATAGCTGTACAGATCTTCCAT
CACCTCGCTGAACACTTTCTTTGTCTCTTTGTGCAAGTTGGAGACGGCAATCCGTGCAGC
GAGAATGGCATAGTCGGGGTATTTAGTCGTCAGGGTGGCCGCAATCTCAGCTGCCAGGGT
GTCAAGCTCCACTGTGGTCACGCCGCTGTACAAGCCCTGGATGACCTTCATCGTGATCTG
AGCCGGATCCACAAACTCAGAGTTTAAGCCATAGCAAAGCTTCTGGATGCGAGAGGTGAT
TTTATCAAACATGACGCGCTCCTGGCGCCCATCTCGCTTGATCACATACATCATGACGAA
TAAAGATATTACGTTAGCTCAAGAAACGGCTAAAGGAACACCTAGACAGAATATAAAAGT
GCAGAATGACGCANACTCCCTACACAACTGCAGGAG
>CL4990Contig1
GAAAAAGCCATAAAACGTTCAAGTGCTACAACAGACATGAAACAAGGATCTGTAAAATTC
AGCAAGTAAACATTTTTTCACTATGTTGGTGCGCTTAAAAAATTATATCAGTCTCAAAAA
TGAAGTGTGACAGCGAGGAAGAGAAAACAAGGCCGTCTGCTAATCTGGTTTAATGATGCG
GATCATGTGTCGCGAAAGGTCAGCAAAGGAAAACTGTCGGAGTAAATCTGAATCTGACAA
ACCACCAATAAAAAGCTTTGTTTTGTCACCAATTATGATAAAAATGAAAACCAGGAAAAA
TAATGCAAATTTATTCAGATTAAACAAAATAAGATCAGTCTGTGTGTGTTCTGCTGTTAC
TTAAGTCTTCTGTAGATCATAATTCAGTTCTTTTAGCCTCCTCAATCTAAAAACATTATC
AAGACGGACCTGAGACTAGTGTCAAGGTGCAACAGTGTCTGGCTTCTCGTTTGGAGATTA
TCTGTGCTAAGAGAAGACATCTAACTGGTAGGGGTCTTAGTTTGATTGAGCGAGGAGCTG
TTCTGCAGGGCACTCGATGGCTGGACAGATCGCATCAGAGACAGCCGGTGGTCCATCTCT
GACCTCTGCACCTGCATTGCCACCTTCCTCATTCTCATTGTCATCCTCTTGGATGAAGTC
AATGCAGTGCAGAGCCTTGCCCTCTTTCTTGAAATCAACGGTATAATGATCCATTTTCTC
ATACCCCACTTCAACTTTGTTCAAATGTGCCATGCTGGAGACTTCCGCTATCCTGAGTGA
TGAAAATAGAGTATTCATGGGAGAAAATTTAGCCAAATATAATCAAAACAACACTTTTTC
AATATATTTTTACATCCGCAATGCTTCATACATTCCACAAGTTATTTAGGGAGGATGCAG
GAANCCATTTGCATCATTTCACAGAATTATTTTCTACTGCTGACACAGAGAAGGTGCGAT
TTTGCAGCA
>CL4991Contig1
ATTTAAAATACATTTTTTAGCGTTTTGGGCTCTTTTGTGTAAGGATTACAGCACATTGGC
GCTTCAGGATGTAACGGCTGAGCTTTTTGGGAAAGAAAATCACGGAACAATGGCAGCGTT
TGGGGATTTTAACTCGGATAAACAAACTTGACATCTTTGTTATCACAGAGGACTCTGAAG
TTGTGATCTTCTTGGCTGACTCCAAATCCCCCTTCTTCAAGCCTAAAGTTCTGATCACTA
AGGACATTTTACCAAAGGACACTGTCGTCACTAGTGTGGTTCCTGGAGATTATGATGGAG
ACTCGCAGATGGATGTCCTTCTTACTGCCCAGATCAAAACGGATAAAACGACTGTGTTCA
TATTTTGGGGGAACAACCAAACATTAGATACAACTGGATGGCTGACGTTGAATAAGACTT
TTACAGATCAGCCTCTCATTATGGATTTCAACGGAGATATGATGCCTGATGTTTTTGGGG
CTACCAGTCCTCCTCTCACTGAAGGTTTGCTTCCTCTCTAACAGGAATCCTAGGTGGCAC
AATGCGCTGAGTTCTCCTGTGAAAATGCGCATCCCACACTCCAACGCTTTCATTGACCTC
AACAAGGACTTTACTGCTGATTTGTTCCTGACAACTGAAGTGGCAACATTTGAGACCTGG
ATCAACAAGGATGGGAACTTTACGAAGACTGGAGTCATGTCCAAGTCAGACATCAAGATT
GTGGGACAGTCCTCCTTTTTGGATTTTGATGGTGATGGCTACCAGGACCACCTCCTCCCT
GGCTGTTTGGATGAAAGCTGTCAGCAGAGTGCCATCTACCTTTCCAAGTCAGCCTCAAAA
GAGTGGCTACCAGTCCTATCAGACTTCAAGCAAAAGGACACCCTGTGGGGCTTTGTGCCA
GGAAAACCGAGTCAACCCCTGGTCCTCCACATCGGGGACTATAACCTGGACGGCTTCCCT
GACGCTCTTGCAATCCTTCGGAACATAAGTGGCAGCGGTCAGCGCGCCTTCCTGCTGGAA
AACGTTCCCTGCACCAGCCCCGGATGCAGCGGCGTAGGCCGCACCTTCCACGTCCACTGG
G
>CL4992Contig1
ATTCGGCACGAGGGAAGCTTTCAGTTAGAGGGACTTTTCCGNAGTTTTGGGTTGTTTGAC
GGACACACATTAACTTTGGTAAAAAAGATGAAGCTCGGTGGAGTATGTGTGTTCCTTTTT
TTGATTGTGGGGGCCTGGGGTGACACACCAGCCAACTGCACCTATGAGGACCTGCTGGGG
ACCTGGGTGTTCCAGGTCTCCAAGGGGGGACACGACCAGACCATCAACTGCTCTGCTGAA
GCTACAGGTGAGCGCTCGGTGACTGTGACCCTGGAGAAACTGTCTGTAGCCACAGACGAG
CTGGGGAACACCGGCTTCTTCACCCTCATCTACAACCAGGGTTTTGAGGTGGTCATCGGA
GGCTACAAGTGGTTTGGCTTCTTCAAGTACTCCCAGAAAGGCTCTGAAGTGACCAGCTAC



TGTGACCAGACCCTGCCTGGGTGGGTGCATGACGTCCTGGGCAACAACTGGGGCTGTTTT
GTTGGGAAGAAGGTGAAGTCAGTGCCGCTCCGGACAGACTACAAGCCCGTCCCGAACATC
AGGTTGCTCCAGAAGCCGTACAAACACAACCAGGACTTTATCCATTTAATCAACTCTGTG
CAAAAGTCCTGGAGGGCTGCGCCCCACCCCGAGCACGAGATGTACACTTTACAGGAGCTG
CACTACAGAGCGGGGGGGCCCGCCTCTCGAGTCCCTGTGCGTG
>CL4993Contig1
TTTTTAAAAGCAGTTTTTAAATTTCATTTTAAAGGGGAGGAGTGGTATCTATCGGCCAGT
CCATTCATCAGAAACTGCAGCTATTGGAGGAGGAGGAGGAGCTAATCTGACTTTTGTTTC
AACAGTTTGGACCTCACATGAAAAGAACCCGCGTGAGCTCACAGGCACCAGGGGGCGCTG
CACAGGAGGGCTGAAGCCTGGAGTGGTTCTCTGTTGGACCAAACTTCAGATTCTTTACGT
CAACATTTAGGATTTTTAAGCAACATTTTCTCCCAGAATCAAACACACATCTGTCCACTT
TCCACCAGTAATTCCCATCAGCAGCCTGAACGTTCTCCATCCTCCACGTCCGTGATGCTC
CTCATGTACGCCGCTCTCCTGAACAGCAGAGAACCCCAGATTCCCTCTCAGGAGGGGGGT
GGAGATCTCTTAGATGAGCTTTCCACCCAAAGGCAGACGCAGCGACCCGTGCAGGAGGAG
TGACGCTCTGCAGCAACAATTCACGTCGAAATGAAAACCCTTCCAGATTCTGGCTCAGAG
CCGGTCATCTGAGGAGGTTCTTGATGGTCAGATCCCCAATCTCTGCTGGTTTGCAGCGGT
TTGCTCTCAGAGCTTCTCAGACGTTCAGGCTGAACTTGAGGGTCATTTCTGGGTCCAAAC
TTTATAGAAGCTGCAGTCAGATGACCAGGCTGCAGTGTGCAAGCATGAGGAAATCTGCAG
GAGGAGGAAATCTGCTGACTTTCTACTCACTAATGCATTTCCACCCAACTCACAGGCCGC
CGCATCGATCTGTGAAGGAGCGCCGCCTCTGCTGGAAAAACACGGCTGGAAAGATGCTAT
ACTTTACTAAGCATGCAGCAGCCGTGCAGCAAAGCATGCAATCCGATGCAAGCAACAACT
TCAGATTCAGTTCAACCCGCAGATTAAAGATTAGAGAAAGATGAAAGATTTAAGCCCAAA
GAAAATGATTTTCTACTTTAAAGCAGAAATATGTGGAGTTTTCACTCTGATGTCAGATTT
AGCATGAAATGAACTCAGAACTATGAGACGAGTTAATCTATGGATTCATGAATATAACAG
AGAAAAAAAGACAAAAACTTAAAGTTTCTTTAAAGCACATTGATGTATTTCTTGTATCGT
CCTTTGAGTTCTATTTCTTATTCTTCTGTTACTTGTTTTAATCATAAATGCCATAAAAAA
CCCAATTTTATTTGGAAAAAAATAACTTTTGATTGAAATGAATGTTTTATGTTTTATTGA
TGGATTGAGTC
>CL4994Contig1
TCGGCAGAGGCGGGGGGGTTCTGGGGGCCGTGGACTCCCGAAGCGCGGGTCACCGTCAGA
GCGTTTCCATTCCAGACCCGAGCTTCAGATCGGTTCCCCCGCCATGTTTGTCCGTAGCTC
CTCCCATTTGCGGTTAGCGCTCGGAGCCGACGCCGAAGGTCGACCTCACTGTATTATCCA
TCATCATCCTCCTCCATGACGGCCCTCCGCCGCGCTGCCTTTCTTCTGTTCTCCGCTGAT
CCATCCTCTCTTTCTGTCTTCATGTTTCTGAAGGATTTTCCTCTGAAACTAAAACAAAGA
TACATATTTGCTGAAATAACCTCTGACATCATTTCCTGTCCCGCAGAACAAATATTTGTC
AAAGAACAATCATCTACATGTTCCAGGGTTTGGCTCCGCCCCCATAGGGCTGCTGCGTTC
AGGTGCAGTCGGGTGTAAATGAGGGTCACAGAAACTGCTGGTGTTCTGTCAGCAGCTGTC
AGTTTGAGAAGGCACAGCCCCCCCCCCCCCNTCCCCCNAAAAGNCGNACCCCCAGNCTTT
TNATTTCCCTGCANCAGTNAAGGGGTCGNCCNCCCCCCTTACNCCGGCNCCGGGGNGNCC
NCNCTGGGGGCTTCNGGGGGTTTTTTAAAAAACCC
>CL4995Contig1
GTATAACAGCATGGAGTTTTGGATTCATCAGGGTGTGGGCCAAAGTGCAAACAGCCCTTT
TCAAGATGCGGTCAAATCAGCTGATGCTTCACGAGGACCTGTATGTTTCGCTCATGGAGC
TTCCTGAGAGTTATGAATTCGGGATGTACGCCAAATTTCTGAACACATTCGGGACCCACT
ACGTTACTTGAAGGAACCATGGGAGGCTCCCTGGAATATATTTTTATTGTCAATAAAACA
GCAATGGCTCAGTCGAATGTCGAATCTCACCGATTTGAACAATGCATTGGCGCATCTCTT
GGATTCAGTTATCCTGTAACCGACTCTGTCAAATTTGGGGGTAAGATCTCTGGACAAGGT
TGTGGAGACACAACTAACCTTTCAAAAAAGGATGGTGCCAGTTCATCTGTGATTGAGGAT
GTTGTCACTTTTGTAAAGGGGGGAATCACACAGACTAGTGCTGGAGTGCTCGTCATCAGA
GATGCTGACACGTACAGAAAATGGGGAGCTTCTCTGAAGTACAACCCGGCGCTTATTGAA
TATGAGACCATGCCAATCTATGAGGCTGTGCGCCTCAGCACAGCTGCTGACCACGTAGGA
CCAAGAGTGGCCAACTTGCAGAAGGCTTTTGATGAGTATTTGCAGCAGTTTGACGCATGT
CGCTGTGCGCCCTGTAAACACAATGGAGTTCCTGTGCTGTCAGGCACCTCCTGCAGCTGC
CTCTGCAAGTCGGGCTACCGGGGACTATCATGCGAGGAGACACTCAGAGGAGACACCAGG
ACAGATGGCTCGTGGTCCTGCTGGGGGTCATGGTCTTCCTGTTCATCAAGGAGGAAATCA
AGGACAAGAACCTGCAATAATCCTGCACCTGAAAGGGGTGGAGCAACCTGCCTGGGCTCA
TCCAGCCAGACTCAGAACTGCTGAAAGATATTTGCTCAAAACGAGCAAAAGTGATCAAAA
TTAAAACTGAAAATCA
>CL4996Contig1
TTCTTGTTTTCACCGACCGCAGAAACTCAAAAACATAATCAAAGGCTATGACAAAAAAGA
TAAAACAGGAGTAGGATGTTGACTTTACAGCTACTTACATCAACTTTCCTATAAGAAGTG
GAACAGAGTGGAATAAAATGAACCTGTAATTCACATTAAATGTTAAATTATTCAATCATA
ACACAATTAAAACCTGCCAGCTCTGTAACAGTTTGGTGAACTTTTTTTTTTTTTGGCAAA
GTTAANNNCCCNCNCNCCCCCCCNCCAGGAGGCAAAACNCTNCCCNTTTNCCCNCCTNAA



ANACTTTTTGACANCTNGACTTTCANG
>CL4997Contig1
CTACGCAGCTCACTCAACAAACTCTCAGTTGTGTTTGGTCGTTTTCCTGCAAGCAGACAC
ACAAAAACCGACCAGCTTTGTGGCTAAATTGATGAGAGTCAGTATTACAGAAAGGTCCAC
TGCGTGGCTGAACATGTTTCAAAGGATGCAGTCCTGATGCCCTTTCCGGATCGGTCCCCC
TACATTTGTGGTTTCCCCCCAACCAACCCATAGAAACCATTAAAGCAGTTAATCACTGTA
TTAAACCCATTAAATTTCACTCCCTAGCTAAAGAATAAGAGCTCCTTTTTATTTAATATT
TCATGAATTTTCAATCATCCTCGTATTTAAAGAATGAAAGCAATCAACTGGTAATAAGAG
GCCAAAAATGATGTCTTGTTGGACGCGTAAAACTGTATGAAAACGTTGTTGTTTGTTTTT
TAATGTGGTGTCGAAAACGTTTAAATGCGTGCAGTTGTGTGTCTGCAGCAACGGGGTTGT
TGTTGTACTAAATGCTGTGTGACTTGTCCAACCAGCCTTTAGCCTGCAGTAATGAGCAAA
AAGTGGAAATTAAAACAAATTGGATTCATGGCAGCGCATGATTGACAGACGCTGTGGAAC
GTATATTGAGTGCTCAAATTGACACAAGCGTTTGTTTGTTTTTTATTCCATAATGCTGGA
AGACATGTTGGCTGCTCTTTAAGTTGTACTAAAGGAGCATATAAACCATTTTTTTATGTT
TTTTTATTATTATTTGTCGTGTTTTATCCCTCTGTCCTTTCACTTCTCTTTTTTTTTCAA
GATACGTCATCTTGTTTTAAGTAAACGTTATATTAAATATATCTATTAAAAAG
>CL4998Contig1
GCTGTGCTTTAAATGATTCGGGTTAGGATCGAATAAAGAGTAGTCCTCGTAAGTCAGCTT
AAGGCGAATGAAGCATGTCAGGAAATGACCACTGTGCCATAAAGTAAGAACCCCGACTAT
TCCAAGAGAACCACTGATTTAGACATTTCAGTATTGAAGACTTTAGGATCGGTCTATCTG
CATAGGATATATTTTATCTAATATTCTGGCATCAAAAACTAAATACGTCTTTTTTTTTAA
TCAAAGCCTTCCATTAATGTTTAAATGAGTCAACGGTTTCTTTAAACAGCAGATCTGTGT
TGCTCTTCACGGCTGATGAGCAGCAAACCGAAACGCAGCAGCGTACGGCGAACACGGGAA
ACGTCACGTGTGTTTAGTTTCATGTTGTGCATCTTTGGTGATGTGCAGGCTCTGTTTGAA
TGTGTGAAGAGATGCAGCCCATCAGCTGGAAAACCCTTCATTTGGCCTCAAACCCGCGGC
TGCAGAGCATTTCATAGTTCAGAGATATTTCAAGGCGCTTGGCATGACCGACTTTCAGTC
GGGTATTTATGTGAAAATGCAAATGTTCTTTTCAGCGTTTATGTTTTCTTGTGGTTAATC
ACTTAAAGTGTGTGAATAATGCAAGCGTAACACCCCCCACCCCCCACTTGAGTCACGGTT
TGCAAACTGTGGCGATTTCATCAGGACTCCTGATCCAGTGTTGTGAATCCTGTGACTGAA
ACACGCCGGATTGGGCTCAGCAGCTCCCGTCAGCTTATTTTCATATCGCTCTGAGCTTTG
GTAGCAGATTGTTACAGACAAACTAATGCTGNAAGNAATAAAGTATCATTCTTAAAAC
>CL4999Contig1
GCAGGATCCATGTTTGACGTTGTCTTGGATGAAATGATCGGCTTTTCCTCATTGATGGAG
CGGGCGCCACTTCTGTCATGGCTTGTGTTCATTTTCATCCTTGGGAACTGTTTCGGTTCT
CCGAATCCCAACCACCGTCTGGTTTGTTGGAGAGCCATCCTCAAGTGTCATGCGGAGCCG
GAGTGCCATTACGCGTACGATCAGTACCTTTACGCGTGCGCGTCCGTGCTCAGTGGTGAG
CGGAAGAAGTGTGCGAGCCACTGCATCTCCTCTCTGATCCAGCTCAATCTGACCCGGAGC
GGTCCGGCTTTGGAGGACTGCGACTGCGCCACGGACCCGCGCTGCAGGAGGACCAAACAG
GCCATCGAGCCGTGCATGCCGCGGACGAGCACCATGGGCTGCACGGAGGCCCGGCTGCAG
TGCGGGCTGGACCCGGCCTGCAGCTCTGCCATGAAGGATTACCTCTTCCACTGCCGGAAG
CTGTTTGGAGGGCAGAGGTGCACGGAAAGCTGCCGCAGGACCATAGCGAGCATGCGCTCC
ATCCCCAAAGCACAGCAGCTGGACACGTGCGTGTGCGACGGCACCGAGAGGAACATCTGC
GAGTACATCAAAGTGAGCATGAGGACTTTATGCTTTGATTTCAGAGAGGGCAGCGGGTTT
GCCGACTCAGATGAGGATGATGGAGAGGACGAATATTTCGAACCGGAGGATTATCCAAAT
GTGGAAAACGCATGCGCCTCTGCGCCTTTTCTGACGCTCAGTAACACCCTGACAATCATT
TTTGCTTCCAAATTCATCTAAAAGTACTCGTCTGAGATTTTCCTCAAATTTGAGAAGTTT
TGTCAACACGTTTAAACTAAGAGTGTTGTCTAAAGTTATTCTGTGAGGAGAGTTGGACAG
CCTTTCTGTCTTGGGAAAAACTGACACCTGACCTTAAAGTGCCTATAAGCTTTTTAAGTC
CACGCTTTTCATGAAAAGAACCAAAGTTGATGACCCCTGCAGATCTGAGAAAGAAGCTCT
TAAAAGTGTGACACTTGTTCTTAGATGAATTTTTGCAGAAGGAATAAAATGTTAGTTTCT
>CL5000Contig1
GTTATGTAGTGTACTAAATTGTTATGGTTTAAGTATGTTCATACTTGAAATGTTTAACTT
ATTTAACACACCATGTACATAAGTTGCAGAAAGTTCTTGAAGGGCACAAGCATGTTTTAA
AGAATAAAAGTGTGGGTTTTCACTGCTTTATGTGCAGTGTCTTTGTGCCAACATGAGCTA
CAAAAATCTTCCCTAACCCAGTTTCTATGTGTAGTTTCATCTTCCTGTATGTAGGTGTTG
TTCTGTATTACACTGGAAGGCGTTTTTTTGCATTTCAGAAGGTGTCTTTGTGTTGTCGTC
CGTCTCGGAGCACTCTCAGGTTTTACCCAGCTGCCCATGGTTTGATCTCCGCATGGATTG
CTCAAAAACCAAAGGGAGGATGTTAGGTCTTTAAAGGCTTTGCTTTTCAAACACATGTAC
AGAAGGAAGTTTACATCGTGGTGTGATCATTTCAAACATTTATTTTGTTACTCTAGAGCT
CGACACTATTGCGAGTCTTCCAAAGCACTCGGTTGACGGTTCAACCTTTTTGAAAAACTG
ATTATCCTGATGGGAATGTTCGAGACAAACATCCGCTGTGGTCCCGTCCAACGTCCACAC
TGTCACGTTTGAACAAACTAGTGGGATGTTTTTCTGTTGAGCTTTTTAACAACTGTGGCT
ATTAATATATTTGTATCTTGATGGTGGTGCGTTCCAAGAATGTAAACAAAAACAGAATGA
GCACTGCATTGTTTCAAAATAAAGAGATGTCATTGTTTTAAAAAA



>CL5001Contig1
ATTCGGCACGAGGCTCACGTCCTGCGTGGACTCCGAACGCCGCTGTGGACATTCAGCTCC
GGACCACCGAAGCGCAGGACTCGAGTCCCTCCCGGGGGGAGCCAGGAGCACCATGGCCGC
GGAGCAGGAGCCCTCCTTCACCGTCAAGCTGCTGCAGCTGCTGTTGCTCTCCACGTACTG
GGGCATGCAGATCTGGGTCACCTTCGTTTCCAGCTTTGTCATGGACAACCACCTGAACCG
ACACACGTATGGGTTCATCCAGAGTCGCCTCGTACCGTTCTACCTCCACCTGGGCTCCGC
CTGTGCTTTCTTCAACCTCACCATCTTTGCCATGTACCACCCCCAGGACACCATGGATGA
CAGAGAAGCCTTCCAGATCTTCATCTTCTTTGTGTCGGTGACGGTCGCGGCTGTCAATGC
TCAGTGGTTTGGCCAGATGACGTCAGAAATCATGGCAGACATGCATCTGGTGGAGCAGGC
GTGCGGACTCGGCCAGGACATCGGACTGTCGTCTAATCGCGAAGCTTACGCCAAGCTGTG
CGAAACGGATGTGAAGTACAGGCGCCTCAGCAGCCGCCTGTGGCTCTACAGACTCTTGTC
GTCTCTGTGCAACCTGTGCTGCATAGGCTGCAGCTTCTACAGTCTGTGCTACACGG
>CL5002Contig1
CGTCTCTACTGGACCTGAAGGAACATGCATCTTCCCTGGCCTCCTCAGGACTTAAGAAAG
ACTCAAAACTGAAAAGTATGGAGATCAATTTGGAGCAGAAAAGGGAGGAGTGTCTAAAAC
TGGAGAACCAGCTAAAGAGAGCTCAGAATGCGACGCTGGAAGCACAAGCCAACACGGAGC
TGGCCGAGCGCATCAAGAATCTGGAGCGAGAAGTGAATCGCTACAAAGAAGATTCTGTGA
AGGCTCAGGCAGAGGTGGACCGCCTGCTGGAAATCCTGCGAGAAATGGAGAACGAGAAGA
ACGATAAAGACAAGAAGATCAGTGAACTGGAGAGGCAGATGAAGGACCAGACGAAAAAGG
TGGCATCGCTGAAGCACAAGGAACAGGTGGAGAAGAGCAAGAACGCTCGTCTGATGGACG
AGGCCAGGAAGAGGGAGGACAACATGTCCGAATCCTCCCTGCAGGTAAAGGACACTCTGC
GTCAGAAGACGGAGCGCATTGAGGAGCTGGAGGAAGCGCTGAGGGAGAGCGTTCAAATAA
CTGCTGAGAGAGAAATGGTGCTGGCACAGGAGGAGGCTGCCCGCTCGCTGCAGGAGAAAC
AGATGGAGGAGTTGCTGGGCGCCATGGAGAAGGTGAAACAGGAGCTGGAGTCGATGAGGG
CCAAGCTGGGCTCCACCCAACAGTCTCTGTGTGAGAAGGAGGCACATCTCACAACCCTGC
GAGCCGAGCGCAGGAAACATCTGGAGGAGGTGCTGGAGATGAAGCAGGAGGCGTTGTTAG
CTGCTATCAGTGAGAAGGATGCCAACATCGCATTGCTGGAGTTATCATCCTCTAAGAAGA
AGAAAACCCAGGATGAGGTGGCCATGCTGAAGCGGGAGAAGGACCGACTGGTGCAGCAGC
TCAAGCAGCAGACTCAGAACAGGATGAAGCTCATGGCAGACAACTATGAGGACGATCACC
TAAAGACTGCAGCTGACCACACAAACCACAAACCTTCTCCAGACCAGGATGATGAGGAGG
GTATTTGGGCATAGCTGGTCTTTTGCCCTCCTCCTCTCTCTCACATCTGTTTTGTTCCGA
AGGATGATTCCCCCTCTTTTAGCCTTATGCCAGAACCGCAGTAAGCTCAAACTCTACATT
GCACACTTGACCGACCTCTGCCACGACCGAGATCCCAGCATCCTCAGCCAGCTGACCCCG
CCCCCTCACTATCACCACGGCGACCCGGCAGGTTGGGAGGAGGAGCTTCAGAAGATGAGC
CTCGAACAGCTGAAGCAGGAGCTGGAGGTGTGTGAGAAAGAGAGCGGAGAGCTGCAGGAA
TTTGCCAACGCCGTTCTCCAGCAGATCGCAGACTGCTGCCCCGACATCCTGGAGCAGGTG
GTCAAAGCCCTGGAGGAATCCTGATGACCGCAGGAGTTTCTTCCCTTCACCAAAACAATG
ACTGACACACCGGGGGGGGTTATTCTTCGTCCCACTGGACTTTGAAGCCGGAAGTGCTTT
TTTTGCCTCGTTGTTGCTCTGAGGAGAGACGGTACAACCAAAATTAACATCCCATTGAAG
AAACATTGGATTTCAAGCACAAACCTGAACGCATCACG
>CL5003Contig1
TACAGTACTTCAGTTTGAGGATGAACACGCTTATTTAACTATTTTATCACTGCATACAAC
TGTCTGCTTTATGATGGGATTGCAAGCTGCAAGTATGTTTTACAAATACAAAATACTGAT
ACAATGAGAAGGATAAATGTCTGTTGGGATCAAAGGATTTTCCTTGGATTTCATTTTCCA
GCATCTGCGACATAGTCCTTGGAACATCGCAGGACATTTTCAGCCAGAAGCTCGACGACC
AGCAGCCATCAGTTTCCCTCGGGTGCTGATCGAGAACCTTAGCCACCACTAAGGCAGCTT
TTCACGCCAGTCAGAGGACCTTAAAGAGATTTGAGTTTCTTTGTCCGGGGAGAGACTCCA
TTCTCCGCTTTAAGAACTCCGTTTTCATGGTTACCAAGCGAGTCTCTCTTTAGGGGCCGC
AGGGGTTGTTTTGTGGCAGCCTTCTTGCGAACAGCCTGCTCGTGTCGGAGTTCCCTCCAA
CGCCTTAGCTGGAAGCGGATAAACTTCCACAGCAGCCAGGATTGAGTCAAACACACCAGC
AGCAGGACAATCATTCTTATCAGCACAGTGTTGAAGTTGCCCATCTCCAAGTCCAGCCCC
TGATTCTCAGCTCGAGCCAAACCAAATCCCACAGAGAGGAACATCAGGGTCAGCGTGGTC
ATCCGTGTGAACACAAAGCTAACTGCCCACAGGTCAAACATTTTCTGGTGGTTCTCATCA
GTAAAGTAGAGGAGTCTGGCGATGTGGAAGCCCAGCTCTGATAAATACTGGAGGAACAGG
AGTACCAGACCCACACGAGTCAAGTTTAACAAATAGGCTGCAGATATGTGCAGGAGATAC
AGACAGATGTACTGGAGCTGGCGAGGAATCTCCTCCTTGCGCACTTTCTGGAAGTAGAGC
TCTGGCAAGGCATGGAGCCAGTAGGCCAGCTGAGTGAGGTAGAAAAACTTCACCTGAAAC
CTAAGATGTGAATGAGGGTAATTCTCCCAAAGGCTGCTGGGATGCAAGATATATCCTTCG
TTTAGGAGAACATAGAAACTCCACACGCTCGACACAAAGTGAAACACACAAAGCTGACCC
GACTCATTAAACTTGGTGTTTTTGCTCTTGGAGAGGTGTAGGCGTCGATTCACTTTGTCA
AGAAGGTACTCCTGCACGACAGCGTGGAGGATGATGGTGATGAAGAAGTAGAAGAGAATG
GTGGCGCAGTCTTTCCATCCGTACAGATACGTCGTCACCTCTCCCTCTGGTGATAATGTT
GTGACATTGTACTGAGGCTGAATGAACAATATGGCCGTCTTTGCTGTTGTCTCAAACATC
AGTCCAATCAAAATGACAATCACCAAACTGAAAACAATATCGGCATGGTTCTGAATTAAG



AACTCCTGGCTGAAGAAAGGGTAACTTTTGTTCCTCCGGCGAAATGCCATGTCAACACAG
TAAAGTTTTTCCTGTGATTTTAAAAATCACAAATCTTCTTTCTACGAAGTTCAGGAGTTA
ACTTTCCTGGTAGTTTGCGCATGCCCCCGGCCATAAGGNCCGGGTTAACGGCG
>CL5004Contig1
TCGGCACGAGGCTCCCTGCAGGTGTGTCTGTCTCGCCGCGCCCCCGTCCTGCTGGCTGCA
GGTCTCGTGCGGCTCATTGTGGTGGACTCGGTGGCAGCTTTGTTCAGGAGTGAGTTTCAG
GCAGAAGACTGGATGGAGAGGAACAAACAGCTGCTCACCTTCTCCTCCATGCTGCACCAG
TTGAGTCAAGAATTCACAACTCCTGTCCTCTGCATCAATCAGGTCACGGATGTTCTAAAG
GATCATGACAGTCTGGGACCTCTGTCCTCCTCCGTCACTCCCGCTCTTGGCCTGGCCTGG
GCCAATCAGGTTCTGGTGCGGCTGATGATACGGCGACTTCAGAAGACAGTTTCCCGTGGC
GACCAAAGTAGCGCCCTCCGCCAGCTGGAGGTGGTGTTTGCGCCGCACCTGGCCCGCAGC
AAATGTGAAGTTGCTGTTTGGAGGGAGGGGGTCCGTGGAGTCGCGGCTTTTGAGTAACTT
GAGACCTGGACAGACCTGGACATGTCAGACTGTCTCTGTGTGCACAGGTCTGTCAGCACT
TCCTCAAGGACTGATCCAAGAACAATGACTGACTGCCGCTCACTCTATTCAGTGCACTTG
TACTATAGCTATGCTACTGCTGGACTACAATGATATCACTCTGGAACTACACCTGTACTG
CTGTGGTGGTTTTAGATCAGTACAACAGTACAATACAATTAGACCTGTTATACAGTTTTA
CAAAATAAACCATCATTACCCTGCAAACGTATGCTAGAGTTCTGAGGACCAGTCAAACTT
CTAAATGAAGCTCATCATTGGATTTTGATGAAAATAAGAAATGTTTGTCTGTCATTCAAC
AATTCTAACAGCTTCTGAATTTGTGTTCCTAGTAAACAATTACCACATTTTGCAGCCCAA
CAAAAATCTTTGCTGGTTTTTTATTGCCAGACTTAGTCGTCTGTCTCTTCATTTGATTGT
ACCTGATAGATGTCGTCTCCTTTAAGTCTTCTTTATTGCTGGACCAGGAGAGCTTTTTGC
CCAGAAATGACGTCAGAGGTCAGGAGGATGTATGCCTCCCATCTGCACACGCACACACTT
AAATCCACAA
>CL5005Contig1
GCTTTTTGTATNTGCTTTTATTTGAAAACATCCCATATTAAAACAGTGACACAAGTCGAA
ACATCTTTATACACGGTAGCGGCCCTCTTTTCAATCACTTCATACATCAAAAGTACATCA
GTCTCGTAGCACCAGCTGGACAATAACAAAAGAGAAGTCCATCCTTAAGGTGAATGAAAG
AAAAGATTCCTTTTATTGTCTCTTCTTTAAATCAAAATCCACCGTAAATCTTCTTTTCAG
GAGGCCTTCTTATACTTGCACTGGATCCATACCCTGTACATGGTGAGCTGCTTCCCTCTG
TTCACCTGTAACCGTCTGTCCACCAGGTTCTGCACTTTCTCCAGCTCCGCCCTTGTAAAC
AGCTCATGAAGCTCGTCCTGAGTAAAGAAATAAACTCGGGTTCCATCCCCTCGAACGTAA
AAGTTCTCTGACAGACATCTCCCTTTTTTGAAGCGGAGTTGTGCCATATCATAGCGTCCA
TAATCTCTGAGTAGGATCATGCCTCCAGGCTTCAACAAACGTGCCAACCTCCTGATGGAG
GCCTGCATCTTGTCAGGGTGCAGCGCCGACAGAACAAAGATGAGGACTATGACGTCGAGG
CTTCCATCAGGAATGGGGTAACTGGCATCCGCATCACTCAAGTCTTGAACAAAGGCGAAG
CACCGCCCGGGGTCGTATTCTGGATTATTCTTGACTAATTCCACAGCGGTGCTGGAAAAA
TCACAGCAGTAAACAAAGAGTCCTGGGTCATTGTTGGTTTTAAGTATTGGAAAAACGGTG
TTTCCTACTCCACAGCCCACCTCCAAAATACGGTATGAGGCAGAGGAGCCAGGAAAGTCC
CGGCTGTCTTCAGCTCCAGAATCCCTGCAGTGGTTTTGATCCAAATTGCTCCCTTGGGGT
TCATCTATATGCGAGGTGTGGTTGAGGGCGCTACACTGCGGCGCCAGTTCCGGGAACTCG
GTGAAGAGCCAGTGGCGATCCTTGAAGAAACGATTTTCGTGGATTGTGTAAAACTCATTC
CAGTACTCATTGGCTCGGCTGTCATATTCCTCTTGCTTCTCTGCAGGGAGTGGATAACTG
TTTTCTGAGACTTTTCTTTTTGCAGCTTCTTCCTGCTCGTCAGTCCACTCCACGTTGTCC
CATGCGTTGTGCTGAAAGACCTGTTTAGGGTCTGTCAAGAACCGCGTACCGAACTGAGGT
CTCCTGGATTCTGCAGAGGATGAACCGGACAAACTGTGCCCCGTTTCACTGCTGCCCACC
ACCACTGCGTCCACCGCACACAGACGCATGGTCGAC
>CL5006Contig1
TTTATTGGTAAAACAGGAACAAAACAGTAGAAACTTGTGTTATAACAGGATTGACTTGTT
CTTATGGCGAGTCCTTTCTACATGTGGCGGCTTGAAAGGCTGTTGGCGAACATCCCAGTG
ATTCCTACACATTCAGAGACAGATCTCAGTTCATGCTGCACAGAAAAATGCTTCACAGCT
CCAGCAGAAGAGCACCAGTCTACAAGAGTCTGGAGGAGTCTGGAGGAGTCTGCAGGCATC
TGGAGGAGTCTGCAGGAGTCTGGAGGAGTCTGCAGGCGTCTGCAGGAGTCTGCAAGAGTC
TGCAGGAGTCTGCAGCAGCCTGGATGAGTCTGCAGGCGTCTGGAGGAGTCTGCAGGCGTC
TGCAGGAGTCTGCAAGAGTCTGCAGGAGTCTGCAGCAGCCTGGATGAGTCTGCAGGCGTC
TGGAGGAGTCTGCAGGCGTCTGGAGGAGTCTGGAGGAGTCTGCTGGAGTCTGCAGGAGTC
TGCAGGCGTCTGGAGGAGTCTGGAGGAGTCTGGAGGAGTCTGCAAGAGTCTGCAAAAGTC
TGCAGGAGTCTGCATGTCCCTCCTCGTCAAGAAGACAGGGCATTTCCGCCTGTTGACTGC
AGGCGACAACACCTGAGCGCTTGCATGAATTCACGAAGCAAAAGTCCTTGCCGTCTATGC
CGCCTGCAGGTTTGCAGACTGCAGACTGCTCTGGGCAGCCGTCAGCGACGAGCCGTCGCT
CATCAAGTCCCTTCAG
>CL5007Contig1
TGGACACAGACTTGAAATTTAACATTCATTTCTACTTTCAACATTTGGTCTCATCGGAAT
CAAACCCCCCGAGGTGATGGACTCTACTCCACAGCTAAACACAGGTCATAAGTGGTTACC
GAGTTCCATTTCCGGTACCTGAGCACAGCAGTCCTGCTGTTGTGAATGGGTATGTTTGTT



TTGGTCACCAGTGCATGCAGGTCTAGCTTAGGTAGAAAAGGGGCAGAGATGGTGAGTTCA
GAGGTCACATGACCCTGGCCCTCCAATGGGAATCATTTCACAGAATAAATACACCGTCCT
CTCTCACATAAATAGTTTTAGAAGCTAAGGAACATCAAACATCACAGCTGCTGCTTTGGT
ATTTTTTGAACAGCTCCTGCAGTGCGAATTGCTAACCTTCAGGAGCAGAGAAACCATGGC
AACGCAGGAACATCGTCTCTCAGGTGTCCACAAACCTCCAAAACTACAGCTGCAAATATT
CCAACATCTGTAATTACCGCAAGTCGTTTGAAATCATGCAGAGTTCTCGGACATAGCGAA
GAAAAGCGACTGATTTGGCTGAAACGCCATCCTCTCCGACCAGAAGCTCCATCCGTTTCC
TTCTCCCTCGTAGCTCGGAGTCGTCACTCTCTGTCCACTGAGGGAGCTCAGTTTCTGGCC
GCTATGACGACAGACAACGCCACGCCGCCGATGGCTACAGCGGTGGCGCCAAAGAGCCAC
TTCCAGCTGAGACCCCATGAAGACTTGGCCTGAGGCTTCGGCACGGAGCCGGGGGAGGAG
GGGTTTCCCAGCATCTTCTTGTACATGGCCTGCTCTGCTCCTCTCTGCTCCGAGTGTTTC
TTCACCAGTTTGGAGAGCTCTGCATGGATGGTCTTGTTGCTGGGATCCAGCTTCAGTGCT
TTCCTCAGGGTCTGAATAGCTTCTGTGTATTCACCTTTCAAAGAGAGAACCTTGCCCATG
CGAAAAAGCGCCTTGATGTTGTCTGGCTGATGCTCAAGAGCTGAAACGCAAGACTTCAGA
GCAGCATCGTAATGGTCCAGCTTCAGCTGAGAGGCGGCCATGTTGTTCAGACACTTCACT
CTTACATCCAGCAGCTCGTCCTCTTCATCCACAACCTCGAAGTCTTCTCCGCTGTCCAGC
AACGACGTTTGTCCGCTCTTTCTGGCAGAAGAAGAAGCGTTTTCGCGGCCGTCTGCAGCT
TCCACGGTCTCCATTCTCCAGCCTTGTTTTGGTCCAACAGCCGCGTCCCGATCCTTCAAG
CTCCCCCGGCCATAAGGCCCGGGTTAAACGGCGCGCT
>CL5008Contig1
CGGCACGAGGGAGAAAGGTGGTCCAGGAAAAATGAAAGACGAGCCAAAGGACATAAGAAG
TATTCCTCCAACCAAAGTTAAGCTTCCATACTTTAACAAACCAGCTCCACCTCCAGTCAA
AGACAAACCAAACAAGATTTTACCAAAAACCAATGGCGACGCGCCTCCTGTTTTGCCTAA
GCAGCCAGAGGAGAAGGAGCCCGATCAGTTTGATGGGATGAATGTTACAACTGAAAAGCT
GAGTCACCCCACAGCGAACAGAGCCAAACCTCCACAGAGGAGACCACCATCAGGCCTGAC
TGCAGCTGCACAAGACGAACAGGATTCTTCAGAAAAAAAGACTGAGACAGACAAGCTTCC
TGCACTGATAAAGGCTGTTGAAAACGCCTTGCCCACACCTTTGAAGCGTGACGTTCCTCA
AAAGTCGCAGCCTCCAGTCCGACCTGCACCACTTAAGCTAATCGTGAACAGCAAACCTGA
GAAACACCATCAAGAACCAACTATGGAAAGCCTGCAGGCAGAAATCAAAGAGTTAAAGAT
GTCACTGGATCTTCTTCAGACACGTCATGATCGAGACATACAGGAAGTGAAAGAAGAACT
GGGGGAAGAAAGAAGCAAACGACTGGCTTTGCAGGAGGAATTGGAGAGGTTGAAGATCAA
GTTTTAATCTGATCGTCGTCTGTCGCTCTGACATTCAGGCTCTGGTACTGTGAATTTGAA
CATCCTGCTACTGAAAAGGTGGAGAAAACTCTCCAGCTACAGACATACAACTGAGCTTCA
TTTTAGAAAAAGAACTGGACTATTCACCAATCTGTTGAGATTGATATGTTGTGACTAGAT
TGACTATACAACAGGTCTCATGTTTAATCACCAAGTCCTTTTGAATGTTGGCAGTCACAT
GTTATGTTTTCTTCGGTTTCTTCTGTCATTTTTGTCTTGTTTTTATGAAAATGTTTTATT
GTATTCCAGTTTTAATGCAACTTAAAATATATAGAACTGTTTTTACTTAAAACATCCAAA
CATTTTCTTTTACAGAGAAGGAAAATGTGAAGATAACTTTAAGTGAAGTTAAATAAA
>CL5009Contig1
CATTGAATGTATNTTTGNATNTTGAAATGCAATGAAAGAAAAACAAGAATTAGACTCAAA
CGAAAATAAACCTGACACTTTAAGTGAAACAAATTGGTCNGACCATTAAAAGAGAACAGA
TCTTCAACTTATTGCAGCAAAATACAAGATAGCAAAGTCCTATTGTTATATTAAAGGCTA
ATTTAACAGTTTAATATTTACAAAGTTCCAGTTAATAATTACAATTAAAGTAAAACTCAA
GAGTTTCATAATACACCTGAACAAATTCGGATTCTTCCTGAACCTTAGACTGATGGAACA
TCCTGGAAACGACGTTTGCTGCCGGAAATCTTTCCTGAAAATAACTTGAAAACTCCAGTT
TTAGTCAAAAACACTACAGCTAAAACAAGAACTCTAAAAGCACCAGGCTGAATGATGAAA
GGAAATCAGTTCTGGGGGGCAGGTGGGGGATCAGGTGCGGGTTTGTGGGAAGGGGCTGTC
GTGACAACAACTGTTGACAGAGATTTCGGAGATCCGGTGGCTATGTGCTGCTGGAGCTGC
TGAGTCGGGATTGTTTGAATCCGAACCTGTGTGGCCTGTCCTTGCTGCTGAAGCTGCTGG
AACTGTTGAGCTGTGACAAAACTGACCGGTTTGTTTCCAGCTATGAGCTTGGTGCCTGCA
GGCATCGTGGTCAGGATGATGTTTCTGCCCAAGCTACTGATACTGTTTGTATTAATGCTT
CCTTTCACGATTGGTGTCGTTACGACGCTCTTGGTCTTCAGCGGTTGGTTGAGGACAGAG
AGAGGCACAGTGATGCGTGCTGGTAACTTTCCCGCTTGTGTCGTGACCACAGCTCCAGGA
ACCTGTCGCACCGCTGCAGTTGCTGTTGCAAGCGTCAGGGGGGCGGCAGATACTCCAGGC
GCTACGGTGATGCTCTTAGTAACAGTCGCCACACCGGCAGCCATTGTGACCACATTGGCA
CAGGTGGGCACTGGCAGAGGTTTGTTGCCGGTGGAGGTGGTCATCGTGATAGTCTGACCC
TGCTTTTGTGGTATAACCCCGAGGCCTGGCATGATCCGGATAGTGGCACTCTTGCCTTCG
TGCCGA
>CL5010Contig1
TGGTGGTGGTGGAGCAGCTGGAATGCCCAGCGGGACCCGACATTATCCCCATCGTGGCCG
GCGTGGTCGCAGGCATTGTGATGATCGGGCTGGCGCTGCTGCTCATCTGGAAACTGCTCA
TGATCATCCACGACCGCCGAGAGTTTGCCAAGTTTGAGAAGGAGAAGTTGAATGCCAAGT
GGGACACGGGGGAGAATCCCATTTACAAAAGTGCTGTAACAACAGTCGTCAACCCAAAGT
ACGAGGGCAAGTGATGGAGCCGTGCCGTCACTGAACAACACTGTGCTGTGGAGAAAGGGG



GCGGGGTTTTCTACCATTATGCTCACTGTTTCATTGTATCTGTAGTCTGCAAATACGTTT
TGCTACTCTTGTTTTACTAACTTGATTTCCTATGCATCTTTTGTGTACAGATGTTTGTGT
GTGTGAAGCTTGAATGTGTTTTTGTAGATGTTCCTGCCATGCAGCAGGCTGAGTAACAAA
AACAAAAGATGGAAGCCATCAGTTTTGTCCAGATGGACCAAGAGTTCTTTCCCAAGTATC
ATGTCTGGAGGGGTTAATCTGTGAATGTTTGGGGGGGAGCAGAGGGCCATGGGTCTATGA
TCTCCAGCCTGACCAAAGGTCTTTGTGTGTTTGTCAAAACGATGAATGAAATGATAATCT
CTCTTCTAAACGTTGGATTAAAGTGTGTAGGAAGCCACATTACAGAATGTGGTTTAAGGC
CGTCGCCTTTTTGGTTCTAAATCCAGTTGAACAATCTTTGTTTTGTTTTTTACATTCTTT
TCTGTGTGAAAGGACTCCGTTTACACTCGATTTACTGTTTGGTTCCAGGTTTTACTCGCT
TATTTTAAAGCCAACTCAGGTTTTTTATTCTCCTCAGCTTTACCAAATATCTGCCTTATT
TGCTCACTAATTGTTGCTCGGTAAAATGTTTGTTTCTCTCGTGTATAATATGAATTGGGG
ACAATCTTCTTTTTTTCTTTTTTTCCTTAGCCCATAGTAATTCCACCAAAGTCTTTAATG
CCTCAATAAACCATTTGATGATGAGGAGACAGGACTGATGATGATGATGATGAAAGATTT
TTTCAAGTGCCTTTTAAGTTCAACACCTTAAAGCAACTATGTTCAGAAATATCTATTAAA
TAAACCTTCCAAACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACATGTCGGCCGCCTCGGCCTCTAGAAT
CCCGGCCATAATGCCCGGGTTTAAC
>CL5011Contig1
CTGGTAAGGACTACACAGCAACTATCTTCCTCCGTCAGCGCTGGCGGGATTCCAGGTTGG
TGTTTCCCGGGAATGAGAGTGTGAGCGTAGACGGACGTCTTGTGTCTCTGCTCTGGATCC
CTGACACCTTCATCCCAGACTCCAAGCGGTCCTTCCTGCATGATGTCACTGTGGAAAACC
GCCTCATTCGGATCTTTAGCAATGGAACTGTCCTCTACGCCTTGCGTATAACTGCTACAA
TTGCCTGTAACATGGACCTGACCAAATATCCCATGGACAAACAGGAATGCACGTTGCAAC
TGGAGAGCTGGGGCTATAACATACAGGATGTTGTGTTCTACTGGACCAGAGGGAATGATT
CAGTGAAGGGTTTGGACACCCTGCGGCTGGCTCAGTACAGCGTGGAGAGCTACTATACAT
CAGTGTCAGAGGCCGTGTACGAAACAGGACATTACCCCAAGCTGGTGCTGCATTTTGCGC
TGCGTAGAAACGTCTTGTTCTTTATCTTGGAGACGTATGTTCCTTCCATTCTTCTTGTGG
TTCTGTCCTGGGTCTCTTTCTGGATCAGCCAGTCTTCTGTACCGGCTCGGACCTGCATCG
GAGTGACAACAGTACTGACGATGACTACTCTGATGATGGGTGCCCGCACTTCCTTACCTA
ACGCCAACTGCTTCATAAAGGCCATAGATGTCTATTTGGGCATCTGTTTCACCTTCATCT
TTGGCGCTCTGCTGGAGTACGCCTGTGCTCATTTTTACACCATGCAGCACCAAACCCTAG
AAGATCTCCACAGGGAGCTTCTGAGAGAGTTCTGTGAGTCTAACGGAAACGGCTTGATCC
CCATCATGGGGCCGAGCCAGCCGAGCCAGTCTGCAGAGATTGGTTCCACTGCAGAGGAAG
CCACTGAGCAGCCAGTGAACAGTGACATTAAGAATCCTCCAGCAACCAGAGAGAAAGTGC
AGAGTCAGGGCTGTGGGTTGTCGTCTGTGAAGGATGCGTCACGCAGAGCAGTGTCTGTCT
TCATCGTTGAAAATCCACACAACATCGATCGTCACGCCCGCACTGTTTTTCCCACAGCTT
TCCTGGTTGTCAATATCCTTTACTGGCTTTATTATCTCTTTCTCTGAGTGCCAGTTCCAG
GCTGTGGAATAGGAAGATTCACCACTTGAGGCTATTCCAACTCAGTAACTGTCATCACAG
CCTGGATCTGAACTGATTTGATGCAGGTTTATCTAGGATCACCCTGATAAAACCTTTTAG
CAAACAGATTGATTAAAAAAAAAAGCTAAAATCTAAGTTCAGAACCGTTTTAATGGTAAA
AAAAGAGGACAATGTCTCTATAAATGTGCATGTGGAAGTGATGATGAAGCATCTGTTACC
TGTTTACAAGTCCATAAGTCCAAAAAAGGAGCAGTAAACTTGTTCCTATGGGCAGCTTGT
TTTGACCCCACCCTATGCTGTGCTGCATTGAGATGCCTTCATTAAGTGACTCATGTAGAT
GTGCTCTTTTTTCTTGCTTTGGCTGTAATACCATGGAGTCAACATAAATTTGCTA
>CL5012Contig1
ATGTGACCACTCTGCACTCGGCTCCATCTCCCGAGGAGAGCCGTTTTTTTGTCCACAGAG
CGATGTTATGCTGGCGGCGGACAGAAACCCCGCCCCTCAGCCGTCCATCTTTGTTCAAAC
ACATTTTCATTTGATGAGAAGGCGGTCCAGGAAAAGCCACAGACATGTTTGAATCCACGT
CATTCCCATCATCAAGCAGCCACAGAGCTTTTCGTAGAAGCACTGAGAAATGTGTCACAG
GGTCGATTCCCTTAGCGTGTGGTCATTAGGTCTCTGCTGCCCTGGAACTGTTTTAACATC
GCTGAAGAATCAAACAACTTTCAGAGGCGGTTCCTTCCTCTGTTCTGCCATCTTTGGACC
TTTCATATAGCCACGCTCACCTTGGCCTAAGCTCCGCCCTCGTCAAATAGCGCCTTCGCA
CACCGAGCTGCCTCTGACGCAGTGCATGGCTCTCTGTCCGACTGCTGCTTTCCTCATCTG
GCCTTTACATCGCCACCACTGACGCAGAACCCGGTCCGGGGGGGATTCCGGTCTCACGGG
CGCGGTTGGATGCGGTGTGTTGGATCAGAGACGGCGTCTCTTGAGGGAAGAGCCCGCCCA
CTCTGCAGCGGGGGGCGGTAGAGGAGGAATTCGGATCTTTTGTCTCCTTATGTTATGTTT
GAAACTGTCTTTGATTTTTTTGTTTTTTACAAACTGAATTGTGTAATTGACTGTAATTCC
ACTGAAACATGAATGAATGAATCGTTCTTCTGGTGAGCTTGGCGGGCGGGTTTGGTGAGA
CGCGGCTCACATGGAATGCTTCATGTTTTGTATAGACTGACGAATTGTACAATTGTGTCT
ATATCTTAAGTTATCAGTACATNCTTAATAAAGCG
>CL5013Contig1
GTGATGCTGTACTCAAAGACAAACTGACACCAGGCTCAGCTCCACCCGCTGCAGGCCGAT
AACCAGTGAGACACTTAGAAGTTCAGTCCTCCACGTCTGTCTGAAGTGTTTGGACGCTCC
ACTGTGAGTGGACATTCTTCCTGTGCTGCACTCACCCACCACACCTCACCGCCATTTTCA



GCTCGCAGCAGGTTCCTGAACGCCTCGTCAGCTGTGCACGACCTTCATGCTTCCATTGTG
AATGTTTCCTGTGCTTGCTGGAGCTCGGTGTGTTCAGGGATGCCCCGTTTCTGGGTGTGT
GCTCCTGCTGGTATCCCAGGATGCCTCATCGGACCGTCGTCCCTCACAGCCACAGAGATG
AGCAGCACCAAACATTGTGAGGAACAATCTGCAGGTTCTGATCTGATATAGACGACTGTG
AACGCACCATTAGTCGTGCTGCTGTTGTGGGAATCTCGCTGCGTGTGCCCTGTCTTGCTA
CTCCTGAACGCAGAGGTGGGGTTCCACAAAAGCCCCCACATGACGAGATATCAGCTGAGG
GACGGACGGAGTAAGACCACGAAAAAGGAGGTACAATGAATGTGAACCTACTCAGCAGTG
GAAGAACTAAGGTGACTGGGGACAGGTGGGGTGCTCCTAGAGTCCCAGACCACATGTTAG
CATCTACATAGCCCCGCCCTCAACAAACCACAGCCTTCTTCAGCTCCTCTGTGGTGGCAG
CTCTTCCTGCTCTCTGTGGGAGTATCCTTTACAGCTGCCAATCAAAATCAGTGAACATTC
CGGTGGGTAAGATAGCCCCGCCCTCTTTCCTCCTATACTGCTGGACAAGATGACCGCCTG
ATATTTGCTAAGATGTAAACATAGGTTGTGTCGGAATTCCCACCCTAACCTCTAACTAAA
ACACTATGTAGTGCCCTGAATTTTAAAAGCTATTCTGACACAATGCTTAATTTTTATTTT
ATTTTTTTAAAGTTAGCATTGATGCACACTGGTTTTTTGCAGAGACTTGTAAGAAATTTC
CAGGGCACTTGACTTTGGAATTTTAGATTTGGACAGCACTACAAAATGGTAAACACTACA
TAGGGTTTAGGGTGGGAATTCGGACACAACCAAGGAGTGACTTGAACAGAACCTCATCCC
AGCAGCCACTAAACAGAACTAAAGTGGGTCTCTCGCCCAGTCACAGGTTTTTATGTACAG
AATCAAAT
>CL5014Contig1
TATTTATTGTTTTTTTGTGGGAAATATTGTAAGGAAAATACTATACAAATAGAACAATTT
GAAAAAATCTGGAAAAAAAAAAAGGATCGATAAATTGGAAAAATTCAAANAATCTGAAAA
TTCAGTTAAAATAATAAAAGGTTTTGTTTAGGAAAAATATCTTGTTTTTCCNATGTTTGT
TGGTTTTTTAAGGGGTCAATCATCCTGNGTCTTTGTTGCGTTCTTTGGTTGGNGGTTCTT
GTCATTGAGTCCTTTGGGNATCTGNGCTTGNAGTCGTCTGATCCATTCCATTTTCTTTTG
ATTCCTTTCGTCTGCAGTCCAGTTTGGGTTTTGTTCCAAAATTAGGGTTTGCAAATTTTT
CCAAATGGTTTCCTTGTTTAGGGGNGTCAAGTTCGGCAAGGNGGGGNGGTTTGAACTCTG
TTGNGGGNGGTTGAAGTTGAGGGATGGGCTGGGAGGGTCAACAGTGTTAATGAGACACGT
AGGTAAGCATATGGGTCCAGGGTTCATCACAGGTGTTGTTTGAGTTTTCCTCTCTGGTCC
CATCCCTGTCAGGTTTCCCACTGTAGTTTGTGGTGTATTTGTTAGGGAGTGTTTCTTTGT
AGTCAGGGTTGGGTTTTTGTAATTGAGTAGAATAAAGTCGCGGGCCTTCTGGAGTAATCG
CTGTTTCATTTGTGGCATTCGTTTTTTGGCTTCTCTCGTGGCTTCGGCTAAAATGGGTCT
TATCCTCTTGATGGTTAAAGTGACGCCAATCGTCGGACGTGGGATTGGTGTCGTGGTACC
ATTCAGATCGTTCAAATAGATAATGCGGAAAATAGGAAATAGGGCCTTGGCCCAGGCCTC
TAGAGTCAAGCGTTTTTTCACGATCCGATTCATTGAAGGATGTTTTTCGTATTGTTCTTT
TTGAATTTGGCACCGCTTCCTGGAACCCAAACTCAGGCTAAGTGGAGGAAAAGTTGGGAT
TTCTGGTGTTTGTGAAGATCTGGAATGGTTTCCTCCCACAAGAGTTTCTGCGAAGAAGAA
AAATGGAGAAACTCAGACGTCTGAGTCTGCTGGACAAACTCTGCTGAGGACAGGACTCTA
CCCTCTGTGTGTGTGCATGAAAGTCTGCGACTCCTCACTTCTCTGCAGTTACAGGAATCC
CCCGGCCATAAGGCCCGGGTTAAACGGCCGCTC
>CL5015Contig1
GTCACGCACCCGGAAGCCTGTGAGTGGAAAGCTTGTACGGGCTGACAGCTACTGTAAGGA
GAGAGGAGGAGAGACAGATAGGTGAGGAGCTCACCTGCCGAGAACACCTGTGGTGTGGAC
TCCGTGGATGGAAGTGTGGGTCTCAGCTATGGGACCTGAGCGAGTGTTGCCGAGTTCAGA
GGACGACCTGGGGGAGGAGGAACGTCCTGTGGACGACGTGCTGCAGCCTGGGGGGGCTGT
CTGGAGCGGGGGTGAGGACGGAGGAGAAATAGATGGAGAGGAGGAGGAAGAGGAGGTGGC
CTCTGGAGAGTACCATTACCAGCCTCTGAACCAGGAGCCGGATGGCCTAAACGGCATGGA
ACAGCAGGAGGAGGAAGAAGAAACTGGGGGTGTGGATGGCTCCTCCCACGCTCAGCAGCT
GCAGCAGGTGCAACAGAGGATAGAGGTGATGGGCCTCCACCTTCCAGAAGCTCCACCTCC
AGACAGCGAGGAGGAGGAGGAGGAGGACGACCCAGAAGGAGCGGCGGCCCTGAGGAGCCG
ATCTTCCATTCCCATGGATGCAGACCATGTGGAGCTGGTGAAGAAGACCATGGCGGCTGT
GGCGCTGCCTTCCCTCGGCGTGCCACCATGGGCCCAAGAGATCTCAGATGACCAGTGGAA
GGACATGGTTCAGCACACACTGCAGACCCGGCAGAGTGCTGCTGCCCTGCGTCTGCACCG
CCGGGGAAATGTCCCAGGACCCTGAATGCACCATGCCTACATAATGGACGCTGAATGCAA
CATTACCTACAACAGACAGTCTTAACCCCTCAAACACTATATTATGTTTCTTTTAATAGG
TGTCACTCAACGCACCATCACCTGATTTCTGTAGTGTACCACAAATGTCTTTTCAGCAGG
TCGTCAAGGCAGCAAAGCTAAGCTTTACAGAGGGATAATGCACCCCCTCCCCCAAACTCC
CATGATGCTTGACCTACAGAACTATGTGGTACCAGACTCAGCATGAACATCAGGGGGATC
AGAACTGAGGAGCTTATTCATTCCTGGACAATTATTGAAGTCTT
>CL5016Contig1
TTTTTATTATNCAAAATAAACAACTGCCGTGTAATTACAAAAAAGAAGACATTTTTGCAG
ATGGATAACATAGTAACATTAGTAAAGCAACAACAAAAAAAAAGAAATGACACGTGAAGC
TGAAAAACTACTTTCTAACAAAGCAGGGAGAATATTTGCAGACAAATGATAAAAAATATA
CATATTTTCCTATATTTGCATTTATTAATCTTTTAAGGCAACAAGAATGTTTCCAGGAAA
AAGCATTAATAATAAAAACTGAGACGATGCAGTTTGAAACTTTCAAAATAAATTCAATAA



AAGAGGTAGAATTTTGATGGGGGGGGGTTGGCACTCGATCAGGTGGGCTTTGTGGTTCAT
ATAATTTCCACAGCATGCACCCACAAACACACACGCACGCACGCACACCAGTGTGTGCGT
TCAATCAAGCTAAATTGACAGATTCATCCAATGCACATATTTCTTTGAATATTAAAGTCA
ACTAAATATAAAGGCGCTATCGATCTATAAGGTGGTTATTTCTATCTGGTGTAACTGTTC
AAATAAAAGGTGTCAGAGGCAGCGAGGTTCCACGCTCTGAAGGTCTGATTCAGCTCAAAA
CCACAGACCTCCCGGAGATCTGGATGTCATCAAAGGGGAACACTGCCAGAATATCATCGT
TGCCGTCAGCCAGATCCAGCGCCGTCTCGTCCTCCATGTTCCGCAGCATCGTGTCGGCGC
CGGCCTGGAACAGGAGGTTGGCGATGGCGATGTCTTGCCTCCCCACTGCCAGATGCAGGG
GCGTGCAGCCGTTAAACCCTCGTGCCGA
>CL5017Contig1
ATCAAAGAACATTTATTTTTATAAATGAAGTATTTGAAATCTTGAAACAAAAATATGCAT
TATGATATATTTTTGTTACAACCACATTACAGTTAATTCATCATGAGAATAAAGGGTCAT
AAACATTGGTTTGAAATACGTAACAAGAGGATGTATTGGTAACAAAAACTTAGTCTGAGA
TTCCAAAAAAGAAACAAACAAATGGAAAATATAAATGCACCTATATAACATTAATCAGTT
TGTACCATAACCAGACTGAAAATTATTGTCAGAGTAGGGCGACTATTTGAAAATAAGTGT
CAATCATAAAAGTAAACGTTCAAAAAAGGTTTGGGTAGAATCTCAGCCCCTCAACAGAGT
CATCTCTACAAAGATGGCCCATCTTTTCAGCAAGCAGCAACCGCTCTTTGGATAGAAGAA
CAGAAAGCCCCAAGAGCTTTGCAAACTCCTCCGCTGTCAATGAGCCTTTATCAGAAACAT
TATCCAAAGCTGAGGCTATCATTTCCTCTTCACTGTGAGACTGCAGCTGGACCACCATGA
CACCACTGTCAAACACACGCAACCTCAGAGGGAGCTTCAGGGACTCAAACATTTTGCATG
CATTTACTAGATCTTCAGGGGATAAAAGCTCCATCCCTCTTGCTCTGTTGACGAGACAGT
ACACCTCTGTGAGAGCCATCATCCCGCCACGCTCCTCTAAAGGAGCCTGAAGCATATCTC
CCAGCTGTTTGGCAAGCTGCATATGATAATGCGTGCCTGAACCGTGCGTTTCCCTGGTAA
CCGGGTCTGCAATGCCCATGCTCAGGAGGTAGGACTTAAAGCGTATTGTTTCATCCTCTG
TTATGTCTCCCTGTTTCTCTTTGATCTTGTTGGCAATAGATTTGGACAGCTCCACCATTT
CTTTAGCCTTCACCATCAACTTACTGAGGTCTTCAAAGGCCTCGGAAATGTTTTTGTCCG
TTTCTTTCCTTTTCTCCTCGATCTTACGCTCAATTCCAACGATCCCCACTGCACGCGTCC
TTCCTGCCTGAAGTCCAGTACCTGTAGGAATGGGCTGTGAAACAGGCGTATTCTCCCACC
TTCTCTTGGTCATCTCCTCTGTTAGTCTTCTGTAAAACTCAATCTGTCCATGTTCCTTGA
AGGACAGCTTTATATAGGAGTATTTACTCTGCTGATAAGGACCGGGCTCCTTGTTGGGAG
GTGTTGGGTGCAGATGGATAACTATTTTTGCACTCTTTCCTATTCCTCCAGCCTGCTCCT
CAAAGAAAAGGATCTGAGACAAAGGCATGGCTATGCAACATTCGTGGTTCTTATTGTCCC
TCCAGATCAACCGGTGTGTGCTCAACAGGGCAACTCCAACATCCATTTTAGCCTTGTCAT
CACCGTCATACAATCTTACTCCTCTTTGCTGAATAACTAAAGTCTCATTTATTTCCAGTA
GCCCATTTGTCCACGAAAATCTGTCCATTTTGAATGCTTAAGAAAAGATTCGTAACCCGT
TTTGCTACCAACTGCCTGTTTCTATTTACTTCCTGTATGGTGTCCCCC
>CL5018Contig1
GTGAAGATGAAAAGGGGGGACATGAAGACATCGGATCTCATCGTTCTGGGTCTTCCTTGG
AAAACAACCGAACAGGATTTGAAAGATTATTTCAGCACTTTTGGAGAAGTCATCATGGTT
CAGGTACCAATAGTTTGAACAAGAAAAATGGCATTGATGGACATTTGATCAATACAGAGA
TTTTTACATTTTTTTTATTCCAGGTTAAACGAGATGCCAAGACGGGAAACTCTAAAGGAT
TCGGTTTTGTGAGGTTCACAGAGTATGAAGCTCAAGAGAAGGTCATCTCCCAACGCCACA
TGATTGATGGCCGATGGTGCGACTGCAAGCTTCCTAACTCGAAGCAAGGTCCAGATGAGC
CATTAAGGAGCCGAAAGGTGTTTGTGGGCCGTTGCACAGAAGACATGACCACAGATGACC
TGAGGCAGTTCTTTATGCAGTATGGGGAAGTCACGGATGTCTTCATACCTAAGCCTTTCC
GTGCTTTTGCCTTTGTTACCTTTGCGGATGATCAGGTTGCCCAGTCCCTCTGTGGGGAAG
ACCTTATAATTAAAGGAGTCAGTGTTCACATTTCAAATGCTGAGCCCAAACATGGCAATA
GGCAGTATGACCGCACAGCACGGTTTGGAAATGGCTTTGGAGCTCAGGCATTCGGCAGCA
GCCGGGGTGGTTTGGGGAGCAGCACTAACAGTAGTCTGGCCAACTTTGGTTCCTTCAGTC
TAAATCCTGCCATGATGGCTGCTGCCCAGGCCGCCCTGCAAAGTAGTTGGGGGATGATGG
GCATGCTGGCTAGTCAGCAGCAGACGTCCACCTCAGGCAGTTCCTCTAGTGGAACAGGCT
CAAACAGGGACCAGAATCAGTCTTTCAACACAGGCAATAGCAACTACGGCACCGGCTCGG
CTAGTCTGGGCTGGGGCACTGGTTCCAACTCCACAACCAGCGGTAGTGGGTTTAGTTCAG
GTTTTGGGTCCAGCATGGAGTCAAAATCCTCTGGGTGGGGTATGTAAGTTGTATGTTTGT
ATGGTAAGTATTGCGAGAAGGATACGTCTTTTGAAAAATCTTTTCTGGTGTTGAATATTT
GAAAAAGATGTTTTGTACACTTGGGGGAAAAAATGCTAACGATTTAATTTGGGAAGTGTT
TAAGTGACTCGTTTACCAGAATCTCTTGACTAAAGTGCGATTTTGGATGTCTTGTTTTTT
TTTTTTCGTTTTTCTTTTTNG
>CL5019Contig1
AATCCTCTGGAGAGCAGATACTAGTTAGTGAGGTTAACCGGTTCATGACATCACTGATGC
TGATAAACGAGGGAGACGTCCTTCAGAGCCAGGATGTCTGTCCAACAACAGGGTCCCCTG
CTGACCGGCACGCCGTAAACCTGATCCGTTCAGGGGATCCTGGAAGATCCTGGAAGACCG
GATCAGGCAGCTGGCAGATTTGAGGGAACCAGTGGGACGTTTCTTCTCCGATCGGTTTCC
TCCTGCCCATCTACAGATGTGTTGTTTTTCTAAGGGGGGTGTGGATGTGATGCAGTGTGA



GTGGAACACTAAAGCTTCCTTCAGCAGCACCGACCCGTCTGGCCGACCCGCGAGGTCCAA
TTAGCTGACAGAACCGGATCACTGGAGATGTCCGGGGACTGGCTGAGTCTTGTTCATCAA
GTCTTGGTGCCCGGGCTCGGTGGTCTCCCGCTGCACCAAAGCATGAATCCTCCTCTGAGT
TGGGCTGAAGCGGAGTCGCCTGGGCCGGGCTTTTCCCCGGATTGTGTTGTTTTCTCTGAG
TGCATATTGGACTTCGGGTTTGTTTTTTGGCTGCAGCTGCTCTGCCACAGAGTCTGTTCA
TTTGATCCTGTATTGACTGCAGGCTAACATGGATCTGACAAATGAATATTCTATGTTTAG
TAACTAAACAATGATTTAAAAAAATAAAGAAAATGTGAAAAATAGAGGGAAATGTTTTTC
TGTTGTGTTTTTTAGCTCCGGATCTGAATCCCTGTTGATGTTTTGTCATCACGTCAGACG
TCAGTTGTGCGTTTTCAGATTGTTCACACAAAGATTGGCTGTTGTTTCGGAAAGCTGCTG
AGTT
>CL5020Contig1
TTTTTTTTTTGCAGATCATATTTAAGTTTTTCATTCCTCACAACAAGTGATTATGCAAAA
CAGAGCGGTAGAAACAAACATTTCTTGTGTTTCTTATCATTGCAGTTCTTTTAAAACCAG
CTGGCAGCATTCGCCCACTTTGGAGGGATCAGAAACTGAAGAGAATTTGGAAATCTGAGA
GTTGACGCCCAAAGAGCGTGCTAAGTCCCGGGCTGTCTGATCTGAGAACACAGTGGTTCC
TAAGGCCACCAGCAGCCTGAAAATAGCCTCCTTGTCTTGCACCGTCTCCAGCGCCCTGCT
GGCCACAGACAGGCACTGCGCCTTGGCCTCCAGATCGGGCTGACTGTGCAGGCAGCCGGC
GTAGTTGAGCACCAAAGTGGCCAGGGCGACGTGGATGTTCTTATTGCAGACGGCGGCCAA
GTCGGCAGCGCGCGACAGCACCGTCTCCCGCTGGGCCATGAGGAGAGCGCGGCCGTGCCT
TCCGCTGAAGCAGTTGCACAGAGTCCGCAGAGCTAGCATCTGGTTGGCAGGACGGCCCTC
GGGCCTCATTAGGCTCAGCAGGTGGTTGCACAGTTGGACTCCCTCTGCTTCTCCACAGAG
ATTCTCATTAACCTGCGGATGGCGCACCGCCAGCCTCATAATATCCAGGACGGGGAAGAC
TATGTCTTCAGGCAAGTGTGAAGCCTTCCACAGCAGGTTGATGTCCTGAATAGTGAGTGG
AAATTCAGAAGAGTTGGCTCCACACGCTAGCAGCAGTCTCTCCAGGCTTTCTACAGTTTC
CTCAGAGAGCT
>CL5021Contig1
ATTTTTGGAGGCAAATCACTGAATATATGTACTTTATACAGTATATGAGGAGCACATCTC
TACAGTTTCATAATGTAAACATCTCTGAAGAGAAATGTATTCAGTTTAAAAGGAAGCCAT
AGTCTTCTGTTTTAAACTCTTTACATCAAGTAAAATATAATTTATAACATCAGGTACTTT
AGCTTCTATGAAACTAGATTTTAACAATTCAAAAATACTGAAATGCCTTTATCTCCACAT
TCTCAACACATATGAAATCACACAACAGAAGAAAAAAAAACACCATTTACAGACATCCAA
ACTAAGTGGCATATAAATAAAAAGAAAAAAAAAGCAACAAAAAAACCCCAACGTATGTAA
AAATATAAAATCTCACTAGCAGTATTTACCTTCTTTTGTTTTTACCAAAAACTAAGTTAA
AAAATGAAAAATCGTTTGTGAAATTGATAGTCATTAGATGTACAGACAATTAATCAAACA
CATTGAAAAGTAAAAAAAAAACAAAACAAAGTATGCCCTTTATGTTTACCCCAAAACAAC
ACGCACTCACAAAGATGTGACCCGGTGGATGGGATGACGCGTGGACCGCAGACGCCCCCC
CCTGGGGTTGGTTCCACAACGACGGGTGTCCAAAGCCGACAAACAGCCAGTGAGAAAAAC
AAACGTTTTTGTGAGCAAAGACCCTGGAAACATCCATAAAGCTGAATCTGAAGAGCCTCC
GAGTTTTTTTGTTTTTTTTTGGTCATTGCCTGTTCAGAACGGTTTTCCTGCCATTTTTCA
TTTCTGTCGAATGAAGAGAGGAAAGAAAAGTATTGCATTTTGATGAAAGAATTCCCTTTG
GAAGGTTACTTTACTCTATTCTTTTCTTTTTCCTTCATTTTTTTTTGATTGGTTGTCTGG
CGGTCTTCAAACCAACCGCACAGACGGTGGCGGTCATGGATGTGTTCTTCAACACGCAGG
AGAATGATCAACACCAACGTTTTCTATAAGAAAGTATATAATCATCTAGATATCTACACA
AACACACAAATATATATTCATATATATGTATATACTTTTAATATGGCTATTGAAAACTTT
TTTGTTGTTGAAATTACGTCAGTAATTATTCCATAATAAACCAGGCTGAATTGGAAAGGA
GTTGAACAGTAATAATAAAAGCTAGTGGTGGCTTTTATTCCCCCCGAAAAAGATTGTTAA
GGCTCGCCATGATGAAAATATTGTAGATGCAATTCACCTCCAGGCCAGCGGAGGCGACCT
CACAGGCACAGAGGAGGCGCTGCAGAAATCCAAGCACACCCTGAAAACCGTCCTCAAAGC
GTACGCCTCATCAAAAAGATGCACATTTATAATAACAGCCTTATGATGGTCACATTTAAA
TCATTCTGACGAAATAAAAAGTGCAAAAACATTTGTTAAAATCTCCCTGATGTGGAGTAA
AACTGCTATAAAAGTTTCCTTTTTCAGGAAATTCAAAAACATGTCGGGAAAATCCCTTTT
TCACACACTGATCTGGCAGATCCCCCCCCTTATGGTAAAACTATTTGTGTGATATTAACG
TTTGATCAGAATTATTTCGGCTTGACAGATGTGCAAAACCTCCCAAAAACCCAGAGTTGT
GTTTCATTTTGGCGCGGGAGCAGAGGTGAGGGACGCTGGGATTTCTGCAGCGGTGACCTC
AGCTCACGGGGTCAAACCGACAACCACTCGCCGCCTTTCCTCCTTCCTGGCTGTTCTTCA
ATTTAAGTGCAGAAAGCAATTCAAACCAAACCTGTGCACCATCAAAATGTGGCGATAACG
TGGCTCAAAGGCTTTCGATGAGAATATTACTGGAGATATTTCATCTGTGCAATATTATTA
TAAGTGTGTTTGTATTTACTGACCACATTCTTGCTGTATTTTTTTTCTTTTTGGTTAATG
GCAGTCTACGTACAGTACAGCAGCCCACTGCCTCGTGCCGAA
>CL5022Contig1
TTCGGCACGAGGCTCTGCTGCACTATGCCGCCAGNACACGGNACATTTGGACATTGTAAA
GTACATCATAACGCAACTGGGTTCGGATGTGGACGTGTGCAACAACGACTATAAGACGCC
GCTCCACGAAGCTGCTTCAATGGGGCACAAAGAATGTGTCCGATACCTGCTCCGGGAGGG
AGCCATGGTGGACAGCTTAAAAAAAGCTGACTGGACTCCTCTCATGATGGCATGCACTCG



TAAAAACCTACATGTTATTCAGGAACTGCTGGATCATAGTGCCAACCCTGCGCTGAGGAA
CAAGGATGGGTGGAATGCCTTCCACATTGCCTGTAGGGAGGGAGATCCTCAAGTTGTGGA
GCATCTGCTTCTTGTTTTTCCTGACATATGGAGGACAGAGAGTAAGACACGCAGAACGCC
ACTGCACACTGCAGCAATGCATGGCTGTGAAGCCGTCGTAAGGGTTTTGTTGGATAGGTG
CAGCTACACCCCAGACAGCAAAGACAGCTGTGGAGTCACTCCCTTCATGGATGCCGTTCG
GCATGGTCACGTCTCCGTGGCAAGACTGCTTCTGGAGAACCACCAGGCATCACCGGTGGC
AGCTGATATACTTGGGGCTCAGCCAGTGCACCAGGTTGCTGTAACGGGACAGGAAGAGGC
ACTCCGTTTTCTGGTGGGGGACCTCAAAGTGGAGGTGAATCAGAGGGCAACTGACATCCA
GATCACTGCACTGCATTATGCCGCTAAGGAGGGTCACTCATCCATCATTAAGACCCTGGT
GGAGCTGGGGGCAGACCTTCATGTTCGAGACAAAAAGGGACGAACTGCTCTTCATATGGC
TTGCATCGGGCAGCATGCAGAGACGGTCAGGATGCTGCTACTGCTTGGTCTGAAAGATTC
CCAGGATGCCTCTGGAACAATGGCACAACAGCTCGCCAAAAAACCTGGCGTTGTGCAAGC
TTTTGAATGTGTCTCACTAAAAGGATCCTAGAAGTTTCTGCTGTGAACCTGGTTGCATTT
GCAGCTTTTTTTAGGTTTATTTNAGTAAAGAAATAAAGAAAACGTGTGCA
>CL5023Contig1
TTTTTTTTAACTCCAGTGGACGATGCAGCATCTTCCGCATCATTCAGGTGTTCTAGGCCA
AAAAGACCCAGTGACTAAAAAGGAAACTTACAGCTGGTAGTGTGATAATATACTACTGTG
AAATTTATCGTTCAGGTATTCCAACTGCGATTGAAACACCCCCCTTTTGCCTCATTAAAA
TCTATAAAGAAAACAGTTTTGCATTTTGTGGTGTTTTATTATACTATTTGAAGTGCTCTT
TTTTTATGCTTATTTAACAAATATCCACTTATTTTCCAAGCACTTGACTGCAGCTCTGAT
AAACTCATACTGCTCTGTTGTGTGACAAGTTGTCCACAAACTGTCAAATACAACAGAAAC
ACAATCTTAGTTTTAAACACTTACAGAACGTTTTTTCTGTAGAGAATGGGGCCAATAATT
TTTGTGCTTAAGCATTAAATACCTTCATTTCTACTCCTCGTCTGTAACTTCAGCAAAGAC
TGGAGTTTTGTCAGGACACACGGAGAGCAAAATCCATGATTGATTATTGACAGGTTCAAC
TTTTTGAATTTAAGGATTCTTGCATTAGGATCCATTAGGTTCTATTTTCTCATAAAAGTC
TCAAACTAAATGGTTTTTGTTTGCCAATGAGACTCGAGGGTAGATGTTGACCTCATAGAA
TCGGTTCCTCCACAGCTTCTGGCTGAATGCATGAAAGATCCTGATTTACAGTGAAACTCA
GATCTGGCTGAGAGGGAGGAATTTCTGGTAGTAGCTCTTGGTTACATCCATCATCAGGTC
CTGTGTGCATTCTGGGAGTTCTCCTGAGAACAGACCTGGACATCCTGAAAAGACTGTGAA
AGGTGGGACTACTGTCTCTGGAGGAAGTACAGTGTTGTCTAGGATCTTACAACAGTCTTT
TAGGACACAACGCCGGCCTATAACACAATTTTTGCCAATGTGGACATAGGAGCCGATCTG
CGCAGCGTTGACCACGCAATCCTCCTCTATGAAGACATGGTCTCCGATGTGCAGTGGAAA
GAACGCCACTCCTTTGCTAAACTTCTTGAAAGGGGGTCGAATAACACTCCGGCTTTTAAT
GACACAGTGTCTCCCCACTCTGACGTTGGCAAGGTCTCCCCTGATGATGCAGTCATTCAT
GACAATAGTTTTGCCATTAAGGACGATGTTCTGACTTCCGCACAACACCGACTGCCTGCT
CACCTTGTTGCCAGAAGCCGTTTCGATATATTCCGCTTTGTTGTATAATATTTCGGACAA
TTCCATTGCTAGTAATGCAAAAAAACGTTACACATAGAAGATAGTATTCGAGAACGAAAA
CTAAGGCTCCACTTTTGCTCCACTGGGTTCGATGCTCATCCNCCGCGCCCC
>CL5024Contig1
GGGCGTGAACACGATGCTGGAGAGCAGAGTGATGCAGCTGGTCAGCAGCGGAGTGGACAC
CGCCCTCAGCACATCCGAGAATCTGGTGGAGCATTATCTGCCTGTCACTGAAGAAGAAAT
AGAGCTGGAGGCAACAGCTGTTGGCTCTGATGGTGACAAGCGAAGCTACTACGTCCGCCT
GGGCTGCCTCTCTACCAAGCTCCGGAAGCGAGCGTACACACGAGCGGTCGCCAGAATTCA
GCACGGCAGGCAGAAGAGCATGAGGTTCATTTCTGAGCTCAACTCCACTGCTGACCTGAT
TAAACTCAGCAGAACGAACATCGACGGAGCAAACAAGCTAAACTCTTTGATGCCGTGGAA
GGCGCGCGAGTCGGTCCAGGAGAACGGTCACCAGGCGGAGATGATCGAGTCCCGCACTTT
GGCTCTGGCACGCTCCCTCACCCAACAGCTTCAGACCACATGCCTGGTCATCGTTTCCAG
CATGCAGGGTCTCCCCAACCACATCCAGCAGGAGGCGCTGTCCCTCACCCACTCAGCTGC
GCAGGTCTACAACAGCTTCAGCAAAGCAGCAGCGCTGGGAGACCTGCCGGACACCGTGTT
AGCCAGCAGCAAAGTCCAGATGAGCCGAATGAAAGATTCCCTCGATGGCATCATGGATTA
CCTGGTCAACAACACGCCGCTCAACTGGTTGGTCGGGCCCTTCTACCCTCGCTTGGCCCC
GTCACCCAGCCGGTTTGAAGCCTCTGCTGGAAAGAGCAGCCCGCCTGCTTCGCCAAAGCC
TGCACTTACTCGGCCCCCCCTGGAGATGCAGCCTCTCCTTCAGCAGCAGCCCTCTCCTCC
TGCTTCAGAGTAACAGCCGACAGACAACACTGGCACTTTTGATTATATAAAAGCAGCTGA
TTTGAAAAAAAAAA
>CL5025Contig1
CATATGATATAGAAATATGAAATGAGCCATTTGAACCAGTTTATACATCTGATTTCATTC
TTATTTTCTATTCATACCATATTTACAGTACTGTCTAGCTGCTTGATTTACATTGGAGAA
TAGTTCCTCATCAATTCAAGTTTAATGGAAGAGAAAAAGATGCACAAAACTCTCTGAACA
CAAATCAGCAGTCAAACAATGGAATTTCCCACCACAGGCAAAAGAGGTTCAATACATAGA
CAATTCTTTAAATGTAAAAACAAACAAAGCAATGTAGGAAAATCTGCCAGCAAAACGCTG
AGCCATGGCCAGTGAAAAAAAAAGAAATCTGGCACATATTAACATTACAAGCTTTAAAGC
AGGTGTCTTTCTTACCAGCATGATGTGTTTGTGTGTGCAATACGAAGTGTAGATCTATAC
AAATAAGTAAATCTCTATTAGACTCTGCAACCAGGAAAGAAATTAAGGCTTTCCCAAAGG



CAGTTATCTCAAAAAAGGGTGTATTATTTGAATAAATTAGCCAGGAACAAGGAAACTAAA
CAAGAGGTCAAACCTGGCAGAAAACTCCCAAGCAATTTTACATACTCCTCAACACAAGTA
CAATATTAATTTGCAAAAGTACAAAAAAGAATACAACAAAATATTTTTGTTTCCAATTTT
TTTTTTTCAAAAGTCAAATGTAGATCAACTGAAAAACAAATTAAAACACAATGACATGGG
TAAACTCTTGCAAAGCTGATCTGAACCAAAATTTGATTTCTGTCCTTTTCCCCAGCGCAT
GTAAATCATTCTGGTTTAGGAAAAAAGTAGTTAATTGCTAAAGGAAAGTTCACAGTCCAG
AGGCCTTTTAAGACTCATTTGTTTGTATTTCTTTCNTNNTACATAAGTCGGTAGAAAACC
TTTCAGTTGAAAACGAGTCCTCTTTCTTAAAATGCTACAATCCTTCAACAAATTTTTCCA
GAGTGTCTCCGGTTGTGTCACCCACCATGCCCATGTCGTTTCCTAAAGCCCCTNGATTTG
GTGTGTTCAGCTGTGGGAGCANG
>CL5026Contig1
ACGAGGAGGAGGTGGCCGCTGTCCTCACCCCCGCCAAGAAGAAGATCAAGAACGTGGGGA
TTTTTCTGAAGAATGACGATGAGGATGATGAGGATGAAGATGGCGACGATGCAGAGGAGC
TGCTGGGGAAGGGAGCTCGGAGCGCCGCCCTGCTGGCAGACAGAACCAGGAATGAGATGA
CGGCGGAGGAGAAGAGGCGGGCTCACCAGAAGGAGCTGGCCAACCACCTGAACGAAGAAG
CCAAGCGGCGTTTGACGGAGCAGAAAGGAGAGCAGCACATTCAGAAAGCCAGAAAATCCA
ATGTGTCCTACAAAAACGTGTCCCAGATGCCCAGAGAAAAGGAGATCAGAGACATGAAGA
TCTACATCGACAAGAAGTACGAGACGGTCATCATGCCGGTGTTCGGCATCGCCACGCCCT
TCCACATCGCCACCATCAAGAACATCAGCATGTCTGTAGAAGGAGACTACACCTACCTGA
GGATCAACTTCTACGTTCCCGGCAGCTCTCTGGGGCGACAGGAAGGAAACATCTTCCCCA
ACCCAGACGCCACTTTTGTCAAAGAAATAACATACCGAGCATCTAACCTCAAAGCTCCTG
GCGACACCTCCGTGCCCTCCACCAACCTGCAGAACGCCTTCCGCATCATCAAGGAGGTGC
AGAAGCGCTACAAAACACGGGAGGCTGAGGAGAAGGAGAAGGAAGGCATCGTCAAGCAGG
ACTCGCTGGTCATCAACCTGAACCGCAGCAACCCCAAACTCAAAGACCTCTACATCAGAC
CCAACATCGCTCAGAAGAGGATGCAGGGCTCTCTGGAGGCCCACACCAACGGGTTCAGGT
TCACATCCGTACGCGGAGACAAGGTGGACATCCTTTACAACAACATCAAACATGCCATCT
TCCAGCCGTGCGACGGCGAGATGATCATAGTGCTGCACTTCCACCTGAAGAACGCCATCA
TGTTTGGGAAACGGCGACACACAGACGTGCAGTTCTACACGGAGGTGGGCGAGATCACCA
CGGACCTGGGCAAACACCAGCACATGCACGACCGCGACGACCTGTACGCCGAGCAGATGG
AGCGCGAGATGAGGCACAAGCTGAAATCTGCCTTCAAGAACTTCATCGAGAAGGTGGAGA
CGCTGACAAAGGAGGAGCTGGAGTTCGAAGTCCCCTTCAGAGACCTGGGGTTCCAGGGTG
CCCCCTACAGGAGCACCTGCTTGTTGCAGCCCACCTCCAGCTCTCTGGTTAACGTCACTG
AATGGCCTCCGTTCGTGGTGACTCTGGATGAAGTGGAGCTCGTCCACTTTGAGCGTGTGC
AGTTCCACTTGAAGAACTTTGACGTTGTCATCGTCTACAAGGACTACAACAAAAAGGTCA
CCATGATCAACGCCGTGCCTGTCAACTCACTGGATCCAATCAAGGAGTGGCTCAACTCGT
GTGACATCAAATACACTGAAGGAGTTCAGTCTCTGAACTGGACCAAGATCATGAAGACCA
TCGTTGACGATCCCGAGGGCTTCTTTGCGCAGGGCGGCTGGTCGTTCCTGGACCCTGACA
GTGAGGGAAGTGATGCGCAGGAAGACTCGGAGTCTGAAATTGAGGATGAAACGTTCAACC
CATCAGCTGATGAAGAAGAGGAAGAGGAGGAGGACAGTGATGAGGACTACAGCTCAGAAA
CGGAAGACTCTGATTACAGTGCGTCGCTGGGCAGCGAGGAGGAGAGCGGCAAAGACTGGG
>CL5027Contig1
ATACTTTTTGTACATGCACTTATATAAATGATAAAAAAGAAGTGTGCATACAACAGAAAA
GCATACTATGTATGAAGGAGCCTTAAGCAATCGTATTTAACTGTGAGTAGGATGAGCGCT
GACTGTAGAAATTGTTGCTATCAAATAAGTTTCGAAGAGATCAAATCAAATACAGAAATT
GCAAGTAATGAAAATGACACTCTTTGGCACCAGCATTTTCCAAAGCGTTGATCTATAGTG
GAGCTCAGAATGTTACACTCAACTAAGTCATGCCAAGTTAACATATGTTTGCAAAATAAC
TTTTTGTTGCCAAAATGCTCACAGTTTCAACACATCTTTCAACTTTAATAATACAAGAGA
ATACCTTACATGACAATCAAGAGTCATCAGCTACACAAGCATTTAACCCTAAATGAACAG
TAATTTTTGTCCCTTTCATGTGGAAAACAAATTTTAAACCAGAATTCTGTGCTCATTAAC
AAACAAATCGTTCCTTTTATGTTCAACCAAAATGTAAGTTAACCTATTACTGTTGGCATA
TAACAGAGGACAAAATATTGCAATAATTTTACCACTTTAAATTATGTTATTGTGTATTTT
ATTACATTTCATTTTAATATTTTAAGAAAAGGCACTGCTCCAAACTCAGACAGGAAAAAA
AAAATTCAAGCTGTAAAATACTGCAAATATATGCAATGTTTTGAAAATTAAATTACACAT
AAAGGCACCTATTACCCATACCCTGTCCTTGCCTTTATTACAGTATTAAGAAATGCAAAA
TGTTTAATGAAACTGGGTTTTTTATGTTCAACAAAAATAGACAAATCATTTTCTACAACT
GTTTTCTTGGTAAGGATTTTAAAATCCTAGATTGATAGTGTTCTATGGATTTAAATTAGG
GTTATAATTAATTAATAAAAACAGCCATTAAAGGTGAAGGTCCTTTTTGTCACTGAGCAC
ACAATACTTTTTAGCTGAGAAACGCTGATTGAGGCAGAATGCACAGCTATAAAATCAACT
TAACAATTTTCTATTAAACAGAAACAAAAACAAAAAAAGGTATTCAATTTATTTAGTACA
TTGCATTTACATTGTTATTACATTAATTTTCATGCTGTTTAAAGACTGAAAACAGCAAAA
GCATCAAGCTCTCCTGCAATGCCTTTCATTACAGATAGCAGAGGGCGACTCCCCCTCTTA
ATAGCTCAAAATGTATGCAACACACACGATTTAAAAACATCCGTTAACCTCATTGATGAC
CTCGAACCACTATAAATGAACACACAATGTCATTAGTAGCCCATTCAAAGTCATGAGTTA
AAGCACCCCACAGGTAGAGCGCAGGGTAGATTGAAATACACGACACCACAGCTATTCTAG



AGGGTCAAAATGCTGGAAATCTTTATGTGCTGCAAGCATGCTGATTCAGTTTAGTCCAGG
TAATTGTCTGTCAATCTTGAAGCAACGCAAACTGTTGACAGAGAAAAAGCCGTCTCATCA
GCAACTTTTTTTTTCTTCTTGCTCCTTGAAGCAATTCCTAGAGCCCCTGTAATCCTGCAG
TTTGCCCATTAAGAGTTGCATGACTTGACTTTACAAGCACACAGACACGCACTACATTAC
ATGCATGCAGATACATTCCCACAATATATGCAGCTGATCCTTGTTAGCCTGTAGCCTGTA
TTGATTAGTCCTGGCTGTGACTCTCATGAGGAATTTTCCCACTTTGACACATCCACAAGA
CCATTTGTGTGCACGTTTTCCCTCATTTAGGACCT
>CL5028Contig1
TTTTTTTCTTGTCTTTTTTTGCCACTTTTTCTGTTCATTTTGTCTCAACTCACACTATTT
ATTCCTTTAAAACTTTAGATATTGTACTTTATCTCTGTAGTGCTGCTTTTGTTTTTTACT
TTTTGTCTGATTATATGTTTTTAATTTAATTTTCCTAATAGGATATAATTGTTTAGCACC
TGAGCATTGTATCATTCTGTTTAATTTTCCGGTAAATGAACAATCAAGTTGAATTACCAG
AAAGTATGTCTGTCATGTGTTCCTCCTCTGCTCTTCTTCCCACGACGGTTCGGTCTCCTC
TGCTGTTTTCTCTCAGGGGCTTCAGCCAACCAGAGCTGCTCTCTCAACACTCAAGCAGGC
GCAGCCGCAACTACAAGGTTAACCAGAAAAGAGAAAAATGACAGCAGCTCATGCTCAAAC
CCAGAAAAACAGTTCCTGAGAATAGCAGTGAGCAGTAGCAGATGAATGTTTGACATCTGT
CTCGCTGTAGTCCCAGGAGGAACTCTGGGTCAGTGTTGTGAAAAAATTCCACATGTTCTC
ACTGCAGCCTCTCCCCCACGTCTCAGTCTGTCTGCAATCCTCTCCCGTCAGCGAGCCGCG
GTCACCACAGAGGCCTTGCGTTCGACTGTTCTTATCTGGGCCAGATACAGGGGGCTCAAT
CCGGAATGTGAAATGCCTTCGACTTTAAAAAACAAAACGACTGTTTGAGTCTGCAGAGGG
ATCCATTAATCCCCACTCAAACCAGTCTAGCGGGGTTTGTACATTTCATCTTCCTGACTC
AGCCCCCTGCTGCATCTACCTCTTGAGCAGGACCTAAAAGACCGGCGGCAGCGGCCATTT
GCAGACTCACCACAGTCAGGACTGGCCAATCAGGGTCCAAACCCAAGTGCCTGAGGCCCA
AGGAG
>CL5029Contig1
AGTTTTTTTTTTCTTTTTCTCTTCCTTTATATAATAAATACTATACAGTGATAACAAATG
ACAAAAAGGCATCACTGCCCTCATGAGGATCCTAAATATTACATAATGGGGCATTAATAA
TATAATACATTAACAAGAGCAGCCAATAGTAATTATAAATGTTTCCCTCAGAAATAAAAA
AGCAAATTAAACATCAAAACTACACATTGTGATTGTACTTTTTCTTCTAAATTACAGTGT
ATTGACCCCTTTAAGCTAACGCTTTAGAGCGAAAAAGCTACGGAGGTGATCGATGAAGTC
TTCCTGTGTGTTTGTGTTCACTCTGCAGCGTCCGTTCATATAATCCCAGGAACAACTCTT
GCAGTAGTTATAGAAGTGGCGTTCTGCCTTCTGCAGCATGCTGTTCAGGTCCAGTTTTCT
GTGTAAACTGCTGGTAAACTGGATGAGCTGGACGTCATCTCTGCACTGCAGGAGAGAGTC
CCTGTTATCCAGCAGAATGGCTGCACAGACGAAGAGCTCAAAGGTAAAGTCTGTGTTGAT
AGTGTGGAGCTCCGACTCTGGACTATCTTCTTCTATGTTTTCTTGTGCTAGCCCTCTCAT
GATGACGCGCCCGGTCCACCTGCTGTGAGATGAGCTCCAGGTGGTCACAACTCAGGATCT
CAAACAAGCGCAGAGCTTCACTGTGCTCAAACTCTCTTTGGAAACCGAGCAGGAGCCACC
TGTGGCAGAAGGTCAAGCTCTCCATGTTGTCTTTGGCCAAATGAGCATACAGTGGAGGGT
CCAATTCCTTTAGCAGGGCTGCCTCAAGCTCAATTTTCCTGTGCAGACCGTCAGCCTGGA
AATCTTTGGAAAACTTCTCCATGTAGCAGGAAAAACTCCAGAAGGTGTCAATCTCACAGT
CCAGAACTTCAAGGAAACGACTGCA
>CL5030Contig1
CCAAAGTCCAGCAGAGCGACCCGGTGGGTTTGGGGGTCGAAGAAGAAGTTGGACCAGTTT
GGGTCGGTCTGCATGTATCTGAACTCAAACAGCTCCCTCAGGCACAGGACCAGGATCTGC
TCACAGATCTCGTTCCTGAGACCCTGGGACAGGTCCGTGGCTTTGTCCAGCGGGAAGCCG
GGCACCAGCGTGGTGGTGAGGACGTGTCTGCCGCTCAGCTCCTCGATCACGTCGGGCACG
CAGAAGAAGGGGTGGTCCTTCAGCAGCTGCTTGAAGTTGCGGGCGCACTGCGCCTCCCGA
AAGGTAATCGCACTCCAGAGCGAGCTCCCGACTCATGACCCCGACCAGATGCTCCGGGAA
CAGACCTTCAGGGAGGGCGTGGCTTAAGCTCAGAGCCGTCATGATGTTCCGCACGTCACT
TTCGATGCTCTTCGCGATGCCGGGATACTGAATCTTCATGGCCACCTCTCTGCCGTCCTT
CAGCCGGCCCAGGTGCACCTGACCGATGGACGCCGCCGCAAACGGCCTCTCCTCAAAGAA
CTCCAGCTCCTCCCTCCAGTTTGGGCCCAGATCGCCGCTGATGACTTTCATCATCTGCTT
GGTTGGCATGAAGTCGGCGCTCTGCCGGACGCGGTCGAAGATCTTAGCCAGCTGAGGGTT
GATGAAGGCCTCATCCTGAATGCTGAGCATCTGTCCAAGTTTGAGAGCCGCTCCTCGAAC
TTTGCAGAGCGTGCGAACGATCCTCTGAGCGTTGGCTTCAGAGAGGAACGGGTTCGAATC
CAGGACGGCCTGTCTGGGACCTTCTTGTTTGATCTTGAAGCTCTTTTTGGCGGCCTCTGC
GATCGCTCCGATGCCGAGTCCGAACGCCAGACCCCCGAAGTTGACCAGCCGTCCGATCCG
AGTGACGGGGACCCTCCTCTCCCGGGCGCTACTCACTGAGCACTTGTTTA
>CL5031Contig1
CTTTTTTTTTTTTTGACTGAAGTTGAGCTGGAAGCAGAGAGGAACACAGAAGTTAAAGCA
CGTGCAACATGAAGGTGCAGCTACGTTGTTTATTTGGGGCATGATGGGAGACGTGCGTTT
GGGGAGGTGCAGACAGGAAGCAGTGAAGCGTTGAGCCACGTTGGATGAGCTGGAAGCTGG
AGCGTTCTAGAGAGTTCTTTCTAAAGGTCCGAGGTGGAGCAGCCGGGGTTTCCCAGGCTC
TGCAGCAGGGGCTTCCTCTGCTGCTTCACGACTCTCATGACGTTACGCTGTTTTTTTTTG



GATTACAGGAGATTACACCTTTGTTACACAATGATGTCGGATTAAAACAACGGCTAAACC
CAAACTTGTCTGGAAGAAACTCAATGCAGCTGAAGTGTTGTAGGTGTTTCCTCCACATTT
TCTATGAAGACTGGAATATTTACCCCCTTAGTGTGTTCTTTTTGTGTTGATGCCAGCCGT
GTGATGAAGTGATGTGGACATCTCCAGTCATCCGTGTGAAAGTCTGCTGCACACTTAACA
TCCATCCTATTTATTGTATAGATCAGGTGCTCCCTCAATGTAGACTTCATGTTATTCCAC
TCAAAACCTAACGAATAAACGGAGTTTGAATCATGAAAAAAAAAAAAAACCNCGGGCCAA
A
>CL5032Contig1
CCGGGCTGAGGAATTCGGACGAGGCCGACGTGGAGTCGGGTGGGTCGGGTCGGACCTGCC
CAGCTCACTGACTGGTTCTCAGTTAACCCGTTCACCTGAAAGTACAGGAACCAAAGGAAC
CAACGCAGAACTGTTCATGTCTGAAACCAGCAGCTCTGGATCAGAACCGCTTGTGGGTTT
GACTCCCTTTCATTTTGGTTCAAGCATGACGTCACGCACACCGTCACCCTCGCCGCGTCA
CCTCAGTACTGGTTCTGGAAGGAACATTTGTCCCACGTGCTCCTGAAGCCTTAACCCGAC
TCAGTCCTCCTGCTCCTGACCCGGTTCTGCCTCGTTTACACCACAGAACCTCCCTGGGTC
TCCAACTGAGATTCGGTCTCAGGTCACAACGCAGGCTTCAGTGGGCGTGTCCCAACGTCA
CCGTTTTTTTAAAAAGGTCGATCTTAACGGCGTCAAACCCCGGAGACGACGTGGAGCCCA
GCCCACTGACGGGTCACATGACCCTGGTGCGGTTTCCCTGGTGATGTTGTTAAAGGGGCG
GGGTCACACTGAGACGTGATTGACAGTGATCAGAGTAGTTTTCACATCTGGACTGTTTCA
GAAGAACCAGAACTCTTCCAGAACCGTTCGTGCAGATCAGCGGGTTTCCCAGCTGACGGC
TCACTTTGTTTTCATATTCTGTCCTTTCTGGGGAATTGAACCGTCGTCGTGTGACGGCGT
CATCCCCACCACTAGACGNCAGNAAGCCCCTCCCACCAGGAAGGAAC
>CL5033Contig1
TTTTTTTTTTAGACCAATAAAAGATTTATTTGAGAAACAGAATATTGGATGTTGTATCAC
AACAATGAAAGTCTTCTTGCTGTCATACTTTAGTATGCAGCCTGACCAGTTTGGATCAGA
ACCAGAACCTCCAGAGTGCAGATGCTAATGGCAGAAACTGATGAGAATTTTCAAAAAAAT
TTAAATATGAAACAAACATCCAATCAGAAGCAGCAATGCCAACTTTCCTAAGTAAGCCCC
ACCCTCATTTCTGAATAGTGGGTGGAGCCATCATCAAATACCTGTGCCTGCTTACAAAAG
CCAGTCTTACATGCAGAAAGTGAAATAAAACCAAACAAACAGAAGTTTTCATTAGACCCA
AAAACACTTTCCTGCTGTAAAAACACACAAGGGAGTTTTTGTGTTTTTTAATTCACTTTT
CTTGAAAGTGAATTAAATGTGTCCTCGGATCGGTATAACATTAAGTGAATCCCTGTGATT
GAAACTTTTGGTATTCATGAGTGAATGAAGCAAACTCTG
>CL5034Contig1
CATGGGGTGGATCTTGAATCCGTACAGCCTTGGGACGAACTGATTGGCGGGCCTCTTGGG
TCGGTACTCGGGGTGAACCATGAAGAGCATGTGAGGGAAGCCGGTGCCGAAATAGGCTCC
GTCTGTGTGGTGATGCCTGGAGGACTTGGGCGTGTAGACGTCCATACATTTAGGGCAGTA
CAGCTTCACCATGGCCTCTCCTGGGATGTCTGACAGGCCAATAGGAAGCATGGGCTGATT
CTCACAGTAGACTCTGGGGCAATATCCAAAATCTCCCTGCTGATACTTCTCCAGCATCTG
TGCGATGCCTCGGTTAGTGAGGATATAGCGAGCGTGGATCAGGCCGTACAGCATCTCTGC
CGCCTGCTCTATCAGGTCACTCTGGTTGGGATTGTCCTCCAGCTCTTCATCTGGTTCAAG
ATCTAAGATCATGTCAAGAGCCTGGCGATAATGAGGAACCTGTTCATTGAGGCCTGTCAG
GTTGAACTTGTCTTGAATATAATCTTCATCCACCTCACAGAAAAACTCATTTCCCCTCAG
TCCACAGAACCAAGAGATCCATGACACTTCCTCTGAACTACTCATTTTTGAGGATCCGGA
ACTCAGGGCTTACGCAATTAAAATAACCTTTTAGCGTAACAATTTAGAGCTATCAGTGGT
GTAAATAAGATGGACACCCCTTCCTAGGTGTTAGCTGGATTTTTCTTCCCCCGGCCATA
>CL5035Contig1
TCGGCACGAGGGTTTTCTTCTGATACATCAGAGTTTCATGCGTGTCCAGGAAATCTGCAG
TGTGTGGTTTTCCAAAAGTCAGATGTTTTGGTAAAAATTGAGGCAATACAACTCAGATGG
AAGGACATTTTCTTTTTGTTTTTTTTACAAGAAAAAGCTTTTGAAACCTCAGTTCTGAAG
ATTAAAATCTACATTTAGCCAATCCTCACCCCAGAATGTTTGCCAAAAATGTGTTCAACA
CCAAGACAAGAGCTCCATGATTCTCCAGTGGGAGTGGGACTTTCACTGCAGCTTCTTCTG
GAAGGAGAAGGGGAGAGTTGATGATGCGAGACAACTTTTTTGGGAGTTGTGGCATCTGCC
AATGCAGAGGTGTGGTGGGTTTCATTGTGAGCCGGCCCACCATTAGTGAGGTTTGCTGTG
GAGAAGCTCAGCCGCATCCAGCACGTCCGAGTGACCCCTGGAGAGCGCCCTGCACACCAG
CTGCAGGAAAATCCAAGTGGTCAGTGTTGACAGATTCGTTAGTTGTGACGCGGACGTTGC
TGCATTTTCTAGGTAGGAGAACGAATCATTTTTAAACTGTGTCATGTGATCCAAATAAAT
CCTGGCTTTGCCTTGTTTCCTTGACTTTGTCAAACTTTGAACACAGATTGATAGAAAATT
TCCGTCTGAAACAGTAAAACGATCCTCTTCATAAAGGAGCTTTCCGTTTGTCTTTGTACA
CGCAGAGTTTGAAAGTGTATTTGGGATCTTTCCTGTCGTGTTTCATGTGTTTTGAAAACA
TTTTTCTCCCCTGGTGAGACCGAACACACAGATTTAAAGTCAAGTTTGACTAAATTCACA
GAAGCTCTTTGTTGATTTCAGTGCCTGATGACTGGTAGGAAGAGTTCCCTCAGACTCTGA
TCAGCTGATCTGCATTATTATAATAATGTATTTGCTTTATTTTGTCCCCCTACATGGAGA
AACGGATAAAGACTGTCATAAAAACGAC
>CL5036Contig1
CGGCCGNTAAACCCGGGCATTATGGCCGGGCTAGAAGTTTTGTGTCAGGAAATGAGATCA



GTGATCAGGGATGGCGAGCCAAAAAGATGATTGATCAAAGTATGATCTCCATAGAAACGG
TAGCAGGGTGCTGAGTTTTAATGGCACCAATCCAGGTCTTGTTGACATTAAATGTTTGCA
GTTTTGAAGTTGCTGATATATAAAAAAAAAACTAAAAAAAAAACAAGCTTTCCCAGGTTG
TTATACATGTGTTTGTGTAATTGTTTCTAATCAAATACAAGCTTTGATTTTTCTTTGTAA
TTGAGATTGTGTATTTCTGCTTTGCAAATGCTCACCTGCCTTAATTACTACGATGGTCCT
GCAGCATGAGTGATAGTCTTGAATTTGTAAAATCTCTCTTATTTTCCATCTAAGAGGTTT
GTCCTGCTAACGTTGTTGTTTTTTGTGCATTCATTAACTTATTCTTGTGTATTTGGCTCA
TCGTTTTATTTCCTCCAAAACTTGTGGAGGAAACTGCACAAGGGTTTGACAAAGGGAAGC
TGCGCTGCAAGACCATCCATGTTCATGTGTGATACAGAGACGAATGATTTCATCTGCTTT
CTCTCATGCTGATAGCTGTAATAAATTGGATAACAATTTGTCTTTGGAGTGTTTTAATAT
TTTCTTTGAAAATAAAAAGATTTAAAAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACT
T
>CL5037Contig1
TTTTTGGACTTTGCTACAGAATTTACAGTGTTTCACTGAAACAAGAGTAACATTGGGGGT
CCGAGCCCTCTGTGCCCCTGAGGTCAAGCGGTGGTCCGTCTCCAGAGGAACATTTGCCTG
CTTCTCTTTGGGGCAAACGTATAAAAAACACGAAAAGGTTTTGGTTTTTCATGTGAAGCT
TCAGTGTGGGATGACTTTGATCGCAGCAGCAGCAGCATCACATGGAGGGCTTCCTGTTCT
GCAGCTCCAATGCAATAAAAACAGCTTTTTACAGTCCGTCTACGGATATGTACATATATA
CATCATATAAATATATTAAAATAGATTAAATTACACTGGTGACGTTCTTCCATAAATACA
GGGTCGACAAAGCGGTTGGTGACGTCGGAGGAGCCGTCAGCGAGCAAGAGCTCACTCCTG
CTGACTCCTCCCTTCTTCGTTCGACCTGAAATGTTGAAGCTCCTCCTCCGGGAGGCGTGT
GCTGAACTCTACAGGTGCTTCTCAATACTCACAGGTGATTTACAAACATGTTTTGGCAAC
AAAAAAAAAAACACATCGGTTAACGGAGTATGTCTCTG
>CL5038Contig1
GGGGGAAACACAATGATGCAGGACTGGAACTGGATGATCCGGTTCTGTTAGCAGTCACGG
CAGCTTCCTCTCACCACTGTGGTCCAGAGGATTCCACAGAACCGGATGTCTAGAACGTGT
GTTCCCTAAAGGAGAGGACAGAGGTACAACTCATGTAGTATGGGATGTCACAGAGCCAGT
CGAGGGAATCCAGCCCAGTCCTGCTGCCTTGGGCTTCACCTGAGCTGTGGCTGCTGTCAT
CCAGACAGGTTTGGGCTCTGCAGCTCCACCTCTGACTTAGTTCCTAAAAACCCTTTTACA
GGCCCACGGGATCTGCTGGTGTAAGCCTGTACCCGTCCCGCCGCAGTTCTGAGTCATGAA
CATGCGGAACAGAGATGAGCTTCAGTCATGTTGATGATCTCCAGATGTGTGTTGGGGTTT
CTCACATGTTTAGTGCTAAAGATGAACATTGTTGTCCGTGTGTGTCGGGCCATGTCTATA
TCCCGGAATCCACCGGTCTTCCATGATGTCTGCGTCTAACTTCAGCGAGGCTCAGACCGT
CATCCGGCTCCAGACGGCCTCCTCCGTGTTTGCGCATCAGGATTGTGGAAGCTCCTGAAA
GTCTGTGTCTTACATGACGCATGTCTGCAGTCTTCCTGTCCTTCAGACATTTTCCCATCC
TGCTGAGAGAAGCAGCTGACCTGATACAGAACGGCTTCATAAACCTGTCAATCATCTGGC
TTACAGTCAAGCAGCTCAGTGCTGGGCTCTGTCTAAACCTTGGGTTTCAGGAACTCTAAA
TGCACTACTTGATGTATTTGAACACTTTCAATGTTCTGGAGAGAGACGGCAAAGAGGATA
AGCAGCTTTCAGCTGCAGAGCTTCAGCTCCACTCCAGCTCTACTTCCTGCGTGAAGAAGC
TGAACTGACCCGTGACCATCCTTCTGCCTGCTCTGCCTTTGTTCACGGACCTCTCTGTGG
TCTCAGACTTGGACGCCTTGGACTTAATGCCTGTAACAGCCGTGTTTGGAGTTTGCACCC
CCTGCTTTGTTTTTCTGTTTATGGACCAATCCGCTGTTCAGAAAAAAAATATTTTACACA
AAATGTTTTATTTAAAAACTCTGACCTCTGCAGTGGTGAGGAGCTGTCTCTGTTTTATTG
TTCATGTCTGTACATGCTGTGAGATGACTTGTAAATGTGCAAAGAATCCCTCCTATATTT
ATGTCTGACAAAATGA
>CL5039Contig1
TTTAATCACATTTAAATCTGCAACATTTCATTCTGTAAAAAGGTTAAGACCTCTTAGCCT
GGAAAAGATCAAACATGTTCTTGCGAGGTTAAAGAAAACTAGATACAAACATATTTGTAG
ACAAAATTATGTAGTATTAGCTCCTGACAGTTTATTAAATGGGTTTTCTGCTACAATAAA
ACAGATTTTCCAGTGATTCCAGTTATAAAAGGTCAGCGTTAACATTACTGTTGGCCGTTC
ACAGATGGATGATCTGAGCAAAGCCAACGGCTGATGTTAACCTGCTAACAAACACGATGA
AGCCGCTTCAAAAAGATTTGTGTTCAGTGGACAATTCTTCAGCCTGAAATGTTCTCATTC
TGACCAAAATGTTTGGATTTTGAGTCATTTTCAGTCACAAAGCTGAAGTTACACAACAAA
TGTAAAACCAGTACAAAAGATTTCTTATATTAGCTCAGCTTGTGCTTTGATTTCTGTAAC
TGTGGAGCCTTTTGGGCTTTAACCCAGTGGACACAAAGGCCGAAACAAAAGTTCAGTGAA
AACATCTACGGAAAAATCTGAAAGAAAAAAAAACTAAAGGCATGAGACAGGTTGGGATTT
TTTAAAAACGCATAATTCCCCCTAAAAGCATTTAATAGTTCCATAGATTTAGGCACTTAT
CTTCTACCCCTCCCTCCACAAACACAGACACACACAGTGTTGCTACAAACCTGCATTAAG
TCCCACATACATATACAAACACCTCAAAGCTCCATGTGACTCCGTGCAGCTCCGAGTTCC
AGGTGAAGAGCTCAGAATTACAGTTTGAGACCAAAGCAAATGTTGAAGCTTAAGAGCAGC
TCTGCAGAAAACATTCTCCGAGCACGCCCACCGTACAAACATACATCCACATGTACATGC
AAAGGACAGTCGTGGTGAAGCATGCACTTCCTCGTCCCCGGGGCAAGCATGGGCGTGGTG
GCTTACAGCTCAATCTCAGGATAAAAAGATTTGAACTCTTCTGAGTTGGTGACAACTGGA
AGATGAATTTACGGTTCGGTTGTGAGTGTGTGTTGGGGGTGGGGGGTTGGTTGTGAACTG



TCATCTTTCCTGCGGACAAAATCTAAAATTTGGGCTCAAATCCATTT
>CL5040Contig1
CTTCTCATTTCATTTTTTGTCTTAAACTGGTTATTTCTTTTTTGTCTTTCTATATCCATT
TCTTCCACCAATCTCCTCCTCCTCCCCCTCATCTTCTTCAGCATCACTATCAGCTTCTAT
TTTGCCCTGTAACCCCTCCTCCTTCCACTCTCTTGCCACAAGTTTCTGAAACACATCATA
TTCTTCTGCAGATGCCCGGGCAACACTTGTGACGAAGGTGTCCTGGTCCACATCGAGGAT
GCTGGCCAGTTTGGGGTTGATGATGGTCGTCTGTCCCTTCTTATCTGGGGTCTGGTACAG
GCCTCGCCGCTCAAGAAAAAGGTGTCGACAGCGCAGCTCATCGAGAGTGAAACGAAACAT
CTTGCACTTCACCATATCTGTCTGTTTGACTCCCATTCTGAAGTAAACATACTGAAACTT
GTACTCCAGTTGATTCTTGTCCTCCAGTACCACGGCTGGACTGTCTCTGAGGATGTCTGT
GACCTGCTGCGTTGTAAAAAGGCACTTCTCTTTGAGAAAGAGCACCACATTTTTGACTGA
CTTCACAGGCACAGTCAGTATTTTAGGGTAGTGGACCACAACTCTCTGAAGACTCCCTTC
CAGTAATCCCAGCTTCCGCAGGTTGCTTATTCTCTGCTGAAGCTGTACCTCTTTGACACT
ACATAGTTCAGGACATTTGTTAAGCACTTTCACCACACTGGAGGAATTAAGACCCAGGAC
AAAAAGGGCTGTAAGTGTTGATAAAGCATGTCTGGCAGCTCCTTCTCCTCTGATGCTGCA
CACACATTGGTATATTTCCTCAGCCTGTGAGTCTGTGCAGCCCATGTCAACCAGAGAGCG
CGGGGACAGCTCGGAAACCGGCTTTGCTGTCCATGGAGGTGGTTCATGGAGTCGCTGATT
TGACTGAAAATGATCTGAGGAAGAGCACAGCCCTCTGGTTCCAAAGCGCAGACACGGGAG
ATGATGTATCCTGGCGTGGGGAAGACTAAACACGAAGGACGAATCCCTACAAGTCCAGTA
AAATATCTGCCTAGCAGCAATTCGCATACCCATGCTTGTCCCCGGCCATAAGGCCCGGGT
TAACGCGCGCTC
>CL5041Contig1
TAACCCGGGCCTTATGGCCGGGGAGGCGGAAGCAACATCTTCGGCAGAGCAGCAGCGGGT
GTGGTTCGGAGTAGCACGGCTGTCTCACCTAGCAGTTCTTTCCTTATTTTAAGATACGTG
AAAAGGGTGGATTTTGTCTGTGGAATCACGGAGGAATTATTCGATTGCGACATTTTGCTG
TGCGGGCTGAGGCTTGGCAAGAACAATGGCTACCCAGTCTGATTTGATGGAGTTAGACAT
GGCTCTGGGTGATAGTAAGGCTGCTGTGAGTCAGTGGCAGCAGCAGTCTTATTTGGATTC
AGGAATCCAGTCTGGGGTCACCACCACTGCACCATCTCTGAGTGGCAAGGGCAATCCTGA
TATTGAAGAGGAGGACCCAACACTCTATGACTGGGAGTTCAGCCAGCCTTTCACTCCAGA
GCCTACAGACATCGAGGGTTATGCCATGACGCGAGCTCAACGTGTCCGTGCCGCAATGTT
TCCGGAGACTCTGGAAGAGGGACTTCAGATCCCTCCCACCCAGCTGGATGCGGCTCATCC
AACAGCAGTGCAGCGTCTGGCTGAACCTTCTCAGATGCTGAAGCATGCCGTGGTCAACCT
CATTAACTATCAGGATGATGCTGAGCTGGCCACACGTGCTATACCTGAACTCACTAAACT
GCTCAACGACGAAGACCAGGTTGTTGTGAATAAAGCAGCTGTCATGGTGCATCAGTTGTC
AAAGAAGGAAGCGTCGCGCCATGCCCTCATGCGTTCACCACANATGGTCTCTGCGG
>CL5042Contig1
TCTGCTTTTTAATGTTACAATTTTCACTTAAATGCTGAAATGAAAAGAAAAAATCAATCT
TTGAAATAAAGAAATCTGTTCCAGCTGTTGCAATAAATGTATATATTAGCTGGCTGAGTT
TTCTTTGAAGATCACAGCTCTCACTCAGGAGAGCAGAAACGTCCAGCAAACAGAATATTC
ATGCTGGAGTTATGACGGATGAAGAAGAGGAAAGGGTGGTCAGCAGTAAAGTATTGCTGT
TTCAAATTACCAGAAGAATTACACATAAACATTGCAGTGGCAGCAGCTGCTTCAGTTCCC
TTCTCATTCACCTCCACAAACGCTTTGTGGATGGCATCATACAGGTATAAATCTTTGGCT
GCAGATATTCCTGAGAAATTGCACTTTGCTTGATCAAAAGCATCCACCATGCCCATGCGG
GTCAGCACTTTCTTTAAGTTATACTTCTCCTCCATCTTGAATCGAGGAAGACGAACATCG
ACTTTAGTCAGATCCATTTTCTCTGGAGAAGTCCACTCCATGAATTTCTCGTAGGTCAAT
AGTTTCTCCAGCCTCTCCAGTCCTGTGCTCTCATCTAGTATTTCCCGTGGTAAAAAGATG
AGCATGCTCAGCTCCTTCCCCTCGTAAGGCATCTCCAGGATCTGACAGTCGATTTCAGGA
ATTTTAACATAAGGGAACTTGGCCTCCTGTCTCATCATCATCACAGGATTTTTGTCTTTC
TTATTGAGTCTAAACTCAGCATCTTCCGTCCGAATACCCAGAAACTGTTGATCCCAGGTT
CCCTTGAAGTAGATGGCGTTGACCAACACCAGAGTGGTGGTGTTGTCCAAAATGCCTTCC
CCCACCAGATCTTTGATTTTATCTTGGGTCTGCTTCTCCACCCAGCTGTTGATCTTGATC
CTGGCTTCTTCATATTTGTTTCTAAAGTCCACAGACTCCAATTCTACTTTGTAGCAGCTG
CTGGTTTGTTCTAAGAACTCCTGAAGGAAGAGGAAAGACTGCTCTCCATACAGCCTGTTA
GCAACGCTGAGCAGAAACCCAGCTCTTGGCTTGTTCAGCTCCTCCAGTAGTTGCTGCCCC
CCAGTGTGGACTTCCTCCTGACAGTCCTGGGTCTTCAAGCACTCAGCCATCTGTGTGGCT
GTGTCACCTCTGGCTCCCAGCATCGCCATAGCCAGAGCTGAAGAGATGCTGAATGGAGAG
AAGAAGATGTTTGTAGTGCTGTGGTCCTCGCTCAGCTGTCTGAGC
>CL5043Contig1
AGTAATGAAACTGACTGTGAGCTGGTATCATCTCCAAATCCAACATTCAATCAACATTAG
TACCTGCTGAACCTCAGCGTCAACATGAGAAAACAAAGAACAGTCTCCTTTTTGCATCTA
TAAAACATACAATGGCGATGATGGCAGGGTAAATCTCTGTGATCCCTGCTTTGTGTGTCA
TCTCAAGGCAGTCTCGTATGTAGAGAAACGCCAAGAATTTAGTGAAAAAGCGCTGATAGG
AATTAGCAGCTAAATGATATGTTAAGGCGGAAGCTTTCAGTTAAACAGTCAGTTTGCCCG
TTTTTCATCCTGGTCACCAAACCTAAACATTCACACGAGGAAGCTATTTTATTTCGCATA



AAGTTCAAATGAATTTTATATTTATCAAACAACATAATTTTTATTTGAGCACAAATGGCT
GGCTAAGCAAGGGAAAGGATAATTATTTTTCATTTTTTGTGATCTAAAGGCTGTTACATT
TTTTAGGAAAAATAGTAAAGTTGTGTGGAAAGTTCTCGGAACGAGATGAATAACTTCCTG
TGCTGATCTGGAGATTACTTGAGGTAAAACTGTTCTCTGTGCAGAATCTCCCTTTATCAC
CACAGTCAGAATGTGTGCAGGAAAGTACATTATCTTTGTGCATCGTTTGTGCAGTGCCGC
TTCACGCCCTCTTCACTTTAAAATGATCTCCCAGATGAACTCTGCGTGAAGCTTGTGACC
CGCGAAGTGCTTTGGGTTAGGAGGTAAAGCTACATGCAGTTCACTGTGACAACTAGACTA
AACCAGACCCACTTAAAACACTGGATGTTCACAACAAGAAAAAGGAACCCTCATCTTAGT
ACATTTATTTAATTCTAAAACCCAACAATTTGGAATTTAAACAAAAGTCACGACGAGTAG
AAGATTTACACAGAAAAAAGTGTTAATCACAGCTCCTAAATATCCATATTTCTAACTTTT
ATTTTCCCAGACTGACATGGTGAAGAAACAAATGCGGTAAAACTAATGTTTTAGTGAATG
TTTGATTAAGCCTGAACAAACTTCTGCACGTTTTGTCTAAGAGTTTCTCACTTTAACTAC
CAACTCCGATGAAAATTGCATTTTTGAAGTTCATTGAGCATTTTTCTAAAGATGGAGAGC
CAATATAAAGAGAATCAGGCTTAAAATTGCATTTCTGAGTTTTTGTTTTACTTAAATCAA
AGTGAATCAGTAGCAGATGAAATAACTATAAGGTGGATATTTTTTTTAACTCCTGCCGCT
CTGCGGAAACTATGTCCAAGAAAACGAAAGTTCTTCTTTTATTTTGGCTAAAAACGGCAA
AATAATAATTACAAGGTCATTGGGAAAGCTTTGAAAATAGATCAAAAAATGATTGGAGGG
GGCCTTAAACAAAAAAAATATTCTCTTTTTGTACTGGCCAACATCTGAAAACCCAAATAT
CCCAAATCACAGTTCTTTTTCACAGAAAAGAACCCAGAAAACTAAATGAGTTTTTTTTAT
TTTACTACACACATACACACATTTATATATATGTTTTTAACTGAACAAACGAAAACCAAA
CATGAAGCTAACTGTTGGCATTGAGAAGCAAAGGGCCCTATTTTAATGAAATATAAAATG
TCAAC
>CL5044Contig1
GAGGCTGGGATCTTAGTTGTTCAGCTTCTTAGTTTTCGTCTTCTTCCTACAGCTGTGTCC
AGATGGTCCCACGCTGAATGGACTCCATGACCTCCTCCTCTTCCCCTCTGAGGAGCCCTG
TGATGTGGTCTCCAGCGTGGTTCCTGCAGCCTCCTCCGCTCTGAGTTGAGCCTCTGAAGA
TGGTTCTACTCTTGGGTCTTAACGGAGGAGATCCTGGGGCAAGGGCAGGCTCCCTCTGTT
CTCCCCCTTTGTTCAGCTTTTCTGGATTGGGGTTTTTGTCCCACAAAATATCTCCAGAAC
TCAGGAACAGTTCGGCTTTTTTAAGCACTACATGTAAATGTTAGCGACGACGTTAAGGAT
TCTTCTGTGCTGTAAGTGCTGCCCTGATGTTCCTGCCTCTGAATGCGTTTGTCCATAGGG
GGAGTGTTGCTGGAGCTGATTTTTTTTACCCTGGTGATGAGTTTTGGTGCTCATTAGGGG
TAGAACTTTGTTCTGGTTCTGCCTTAGTCTCTCAGGGAACGTCAGTTTTTCTGCTGCAGA
CAAAGGTGCTCATCAACAGCAGAGTCGGCGTCATCAGTCCATCTTCTGCAGGTCTGCTGG
ACCTTCTGTGCCAATATTTTTATTTGTTTTTTGTTTTATTAATTATAAAACAGGTGATTT
TTCTGACTTGTTTTGTGATTTTGGAGTAAAAACCAACATTNAGAGGTTTAAGATGATCTG
GGGATTTTTATCAACGTGACCTTTGGATGATGATAAT
>CL5045Contig1
TGAAACCCTGCTTTACAGTGCAAACGTCTTGACTTGTCCCCTGAGTGTCAGAAAAGCTCC
TCATCTGTTGTCCTCCACAACAATAGTCCGTCTCGGGTAGGTATCTATTTCTACAAATAC
ATAACGGAATTCATACTTTCCAGTTTCAAGATTCTCTTTAGACTCTGAATGCACCGTCCC
TTTCAGGCCCGGCTCCGATCCCTCAATGTAAAACTTTAGTCTCATGTGCTTAAGTCCATC
CTTTACATACTCCACGTGACTGACTTGCTGCCTTCTCCCTCGGCGGGTGGTCTCACCGTA
ACATTTAATTGGTTCTCCAAATGCCCCAATAACCTCTGGGTGCGACCTGACTTTGTCAAA
GGCTCTGCTGTAGACTTTATTTGGGCTGGTAGAGGAAAACAGCTCTTGGAACACCACATA
TAACAGCCCCCCTGTTACTCCAAGCCCGATGAGGACCACGATCAGGTAGGTGAAGTCTCT
CCCAGCATCTTTGACTTTCTGAGCAGAGGACACTTTAGGACTCTGGTAGGCAGAAACAGA
CCTGTGCTTCTCCTCCTTGTTTCTGAGGATAACGTGAACAGAAAAGCGTCTTCGTGTTTG
ACAGAGACAGCTCAGGGCGGACACAGGAGCCTCTGACCCACGGACGGACAGGCCGGGGAT
GACCGCTCCTGCTCTGCGTGTGAACAACAGCACGCCAGCCTGCTGCACGGGGAGAAATGT
TTTCCCGGAGCTCCGCACACTTTGTTGCACGGCTTTTAAAATGTGCGTGAAAGACATTAT
TTTATCCGACGGACAATATCTGAAAAAAAGAAAAGAAAACAGCAGCTCATCTACTGAAAA
TAAGAATCAAATAACAGCGGTCTTTCATGGTAACATGGAATTGCAATGCTGGAAACCGCC
ATTCAGACCTCTGAGTCCCCCGGCCATA
>CL5046Contig1
AGGCTTGGCTTATGCTGCCAGTGTGGTGGAGACGTGGAAGAAGAACAAACGGGTCAACAT
CAACAAAGATGAGCTAAAGTCCACGTCCAAAGCCATAGAGACCGTTCACAACCTGTGCTG
CAACGAGAACAAAGGAGCCACAGAGCTGGTGGCTGAGCTGGGCACTTTGTACCAGTGCAT
CCGGTTTCCCCGTGGTTGCCATGGGAGTTCTGAAGTGGGTGGACTGGACGGTGTCGGAGC
CACGCTACTTTCAGCTGCAGACGGACCACACGCCGGTTCATTTGGCCTTACTGGATGAGA
TTTGCACGTGTCACCAGCTGCTGCACCCGCAAGTCCTCCAGCTCCTCATCAAGCTCTTTG
AGACGGAGCACTCTCAGCTGGACGTCATGGAGCAGATGGAGCTGAAGAAAACTCTTCTGG
ATAGGATGGTTCACCTGCTGAGCCGAGGCTACGTCCTGCCCGTGGTGGGATACATCAGGA
AGTGTCTGGAGAAGCTCAACACCGACATCTCCCTCATTCGATACTTTGTCACTGAGGTAC
TGGATGTGATCGCGCCTCCCTACACCTCAGACTTCGTTCAGCTCTTCTTGCCCATCCTGG



AGAACGAAAGCATCGCAGGAACAATCCGGACCGAAGGAGAGCATGACCCTGTAGCCGAGT
TCATAGCTCACTGCAAGTCAAACTTCATCATGATCAACTGAGCTGGAAAAAAACAGACCT
AAATTTTCTTTTTTCCACATGTATATTTGATTTAAATATATTTTTTGTACTGTTATGTTG
AACATTTGTGTTGGATTCATTTCCTTGAAAAAGATTCTTGTATGTTCCTCCTCCTTTTAG
GATAAAAAGTTTTAATAAAAA
>CL5047Contig1
ACTGCGCTGGATCATCAAGTTCAGCGGAACATAAAACTGGAACAAATCCTTATTTGCTCA
GAAAAGTCCTTGTAAAGAGGCTGAAAGAAAGGTGCATCATTAAACGACAGAATTGGTCAC
AGATGACTCAGCATTGGTCAAATCCTCCTGATTCACTCATTTTGACAAAGTGATGGATCA
GTACCAATCAAAGCTGGAGGTCGAGCTGCAGTGAGTTCACACAGACGGCTTGGCTTCAGT
GATGGAGCTGATGCTGCGCGATGGCATCAAGTTGCTCCCGTTGATTGCAAAACGGTTCAG
TGGGTAGATGCCACACTTACTAAAGCCTTCCTTCACAGTTCTGATGCCTTCTTCTTCTTT
CGACAGCTGGTATGTTTTTTTAAAGACGCTCGAAAACTCTTTCTTGCTCACCGCAAAGTG
CGTGTTGGGAGCACTTGTGTCATCGGTGAGTGACGCAAAGCGTTGCTTTAGCTCCGCAAA
CAAACCGGCGTCGAGCGGCTGCAGGATGTGGGAGCAGTAAGGCGGGAGACAAAGAAGAAC
GATGTCCTCCTTGCGAGCGGATTCCACAACCTCCAGGTTCACAGGCGACTTGTGACCGTC
GAAAATCAACACCAGTGGCCGCTCCTTGGGAGCCCAAACGAGGAAATGTTTAAGAAACCA
TTTCTTAAATAGGTCTGAATTAATGCATCCTGAGTCGGACCACCCGTAGAGGGCGTTCAG
TGGGCCTTCCGTTTTGTAACACACCCCTCCTGGGTAGGCCTTGGAGTAGACGATGAATGG
AGGAATGTCTTCTCCCGCTGCACTAAAGCAAACAAGGACAGACACGTGGTCTCTTGAACC
TGCCACTGGCTTGCAGCCCAGACTGGTGGATTTGGGCAGATTAACCCTCTTCCTACCCAG
CTGAAAGCCCAGCTCATGGCAGTTGTAAATTTGGTAGGGCTTGTCTCTGAGCCTGTGAGC
TTCTATGACACTACTCAACAGGCAAAAAAACTGATCCACCGCCTCCTTCCTGACACACAC
TGTCCTCCCACGGACAATGCTGTCAGCTGGCTGAATGCTAATATTCTTTTCTTGTCGTTT
CCGAAAATTAAGCCACCAAGTCTGACCCAGTTTGGAAAACGCCACCCGTCTGTGCTGCCG
CTTATAAATTGAGGATGCGAAGGAAACTACCTGCTGCTTTGTGAGCGGGAATCCATGCTT
GGACATGTATAAGGAGAATTCAACCAGCAACTGCTCATCCGCAGATGTTATGAAGCTGAG
CTGGTCCGCTGCGGCTCCCCGGTGTTACTCTCCCACTCACTCGGTCTCCGAGTGAAGACT
TCGGGACTCCAAACTCCTTGGCAGCTTGTCTCACTGTGCACCTTCCCGACTTTACCTCTA
TCAAAGCCTTCTCCATGGCCTTCTCCGTCCATTTTTTCTTTTTCTTTTGGCCTATTTTGT
CCAGGTGGTTTCTTGATGGCATACTTTTTTTTTTATTTTGTAGTAGAGGAAAGGAGATGA
CTCGTCCAGGGCCGCTTGTTGTTGTTCCGTAGCTCCTGCGACCTCACCGTGCCATTTACT
AACTACGATTTAAGAAAGGACGTTTTTGACACATTAAAGCACAGGATAACAGTTCAGTCT
ACATGTTCCTAACCATACAGAAGTATATGCATTTCTATTAGCAGCAGAAATGTCAAAATA
CACCACCACTTTTCCAAACTAAAGTCTAGCATGTGGCTGCTACATTCTGAGCTACACGGA
ACAAAACCGGAAGCCGCCCCCACCCCCC
>CL5048Contig1
ATCTTGAATAATTTGTATTTATTCCGGACATATTCTATTAGTGTTGCTATTTTTACAGAA
CAGTCTTTTTCTCATTTGGTATATCTTGGAATTTAACGTCGCGTTTGGTGTCAGTAAAGT
GACACCCTTTTTCAGGGAGGGAAGTCCCGGTGTCGAACGGCTCTGGTTTTATCATCAGCA
GTGATGGTCTCATCGTCACCAATGCACACGTTGTGGCCAACAAGAGAGGCGTTCGTGTGA
AGCTCACCAATGGGGACATGTACCACGCCAGCGTGCAGGACGTGGATCCTGTGGCCGACA
TCGCAACCATCAAAATCACTACAAAGAACCCACTACCCACTCTGAAACTGGGCCAGTCGT
CAGATATTCGACAGGGGGAGTTTGTGGTCGCCATGGGAAGCCCGTTCGCTCTCCGGAACA
CGATCACATCCGGGATCGTTAGCTCGGCGCAAAGGGACAGCAAGGAGCTGGGCCTGTCCA
ACCCCAACATGGAGTACATTCAGACAGACGCCACCATCGATTTTGGAAATTCCGGAGGTC
CACTGATTAATCTGGATGGGGAAGTTATTGGTATCAACACAATGAAGGTCACTGCTGGGA
TTTCATTTGCTATTCCATCTGACCGGCTGAAAATCTTCCTTGATCAAGCAGCAAAGAAAA
CCAAGTCTTCAGTTGGCGAATCTAGAACTAAGGCTCGATACATCGGAGTTATGATGCTGA
CGCTGACTCCAAGCATCATCACTGAGCTGCAGCTGAGAGACCCCATGTTCCCCAACGTGA
CGCATGGCATCCTGATCCACAGAGTCATCATTGGCTCGCCTGCTAGCAGAGCCGGCATGC
TAGCAGGAGACATCGTAGTGGAGATCAACGGCGTTAAAGTCAACACCTCAGAGGAGATCT
ACAAGGCGGTCCGCAGCAGCGACAGGATCACCATGCTGGTGCAGAGAGGGAAGGAGCTGC
TGCGACTGCAAGTGACTCCTGAATTCATCGAGTAACAGGATGGAGACGGACAGGCGTCAT
GTCTGCCTTGCCCTGCTGGCACACTGAGGAAATGTGAACACAGACTCTTCGTTTAAGTTT
CCCTTTGAGTAGCACAGATGCCATTTTAATAACTCTGAGAAATGAAACATCTAATTTGAA
ATGTTTGTCTTCCCCGACCCATAATGCACTGTTGTTAAAAAAAAGTC
>CL5049Contig1
TTTCTGTGACATGTTTCACTAACCATTAAAGTCATTTTGAAAAAGGTTTTACTAACATTT
TCAGCAGTTCTGGACTTTTCAAGGCAACACAGCAGCTCAGGAACCCAACAATGTGCAAAG
TGGACGACAGGCCGGACAGCGAGTCTCTGAACCGCTGGCTTTTGGATCAAAGCCCCAAAC
TCTGCTGGTTAAGAAGCTAAAGTCTGAGGGTGGAAATGATTCCTTTCGGATGTGAAGACC
GAATCGGAATGAACGCCGATCTGCTGCCTTCAGCTGGAATTTTGAAGGAAACCTAACCTG
AACATCCATCTCCGAGGAAGAAAGCAGACCTCAGACTGGATGTTGTGGGTCGGTCAGAGA



AAGATTCTTTTATGGTTCTATTTGAAGCCAGTGTTATCCAGATTCTCTTTTGGCACAGAT
GTAACCAGACTAATGAAACGGGACAGCTAAACTAAAGCAGTATCAGAACCTGCATCCAGC
AGTCTGTACAGTGGATTCTCTCAATGCCTTTTACCCTGATATTTCTACTCTCCCTGTGTG
TGGACTTCATCAAAGTTCGGCCGCTAAGCTTCAGTGTTTCCGTTCTCCTCTGGCTGCAGT
TGCTCCTTTTCGGTGCAGTCCTCCTGCGGGGGGCGCACTCTCTTAAAGAATCCCAGCTTG
TACATGATGAAGATGAGCAGCGCCAGCAGCAGCAGGCCTGCCAGCACAGCCAGAGCCACC
ACCCAGGCCGGGACAGGCTGAGGAGTATCAGCCACCCACGTCACCGACAAACTCACGGTG
GTGCTGTTGGATGGCAGTTCTGTTGACAAGTGCTTGTACGGCATTTCGAAGACACTGAAG
GAAGCTGTGGTTTGAACCACATAAGAACGGTTCTGATTTTCCGGCCTGAGGAAGTTTTTG
ACATCCAGTCTGGAATAGATGAAGAGGATGGCGTTCTTAGTCTTCTCAAGACGACCCACC
TGACA
>CL5050Contig1
GGAATATGGAGCCCAAACGGTCGAAATACGTTTGCAGGCGCATTTTGTTAACTGGATTTA
CACTGTATGTCGCATTAGTCACAGAACAGACGTGCGGCCTGGACGTTCAGGCCGACCCCG
AGGTGATCGTGCAGAACGGCACCACGGGGGTCCTCCGCTGCAGCTTCAAGTCCAGCGAGG
TGGTCACCAAACGCACCACGGTCACCTGGAGGTTCCAGTCCAATCAGCCCAAAAGCCCGT
TCTACGAATCCCCACATGTGATTTTCTATTTTTCCGACGGTCAAGGATATCCTGGACTGA
AGGAGTTCAAAGAGCGGGTGCAGTTTATCGGAGACATCAACAAGCGGGACGTGTCCATCC
AGCTGAGCCCAACTCAGTTCAGCGACAACGGCACCTTCTTCTGCGACGTCAAGAACCCCC
CTGATGTTAGCGGGACGCAGGCGGAGACGCTGCTCAGGGTCGTCCTGAAAGAATCCCTTC
CTCAGAAAAACACCGGCGTCATCGTCGCCGCGGTCTGCGGGGCCATGGTGCTTCTCGTCA
TCATTGCCGTCGCCGCCTGCATCATCATGAGGGTGCTTCACAGCCGCCACGAGTACGAAG
GGGCCCGGTGATATACGCACAGCTGGATCACTCAGGGAGCAAAAACTCCTTCCACAAGAT
GGAGCCGGTGGTCTACGCTGACATCCAAAAAAACTGAAGGACCAAAACCCAGAATTCAAG
GGAAAAACCCAGCAGAGTGAGACCTCTCTCCTATCGGCTGCTCTTTGGAAGGGGTGGGGG
GGGTATTTTAACACAGAAAAAGAAAATTGGAGCAGATCCTCTCTTTGAATTCTCCTCTTT
CTGTTCTCTGGAAGCATGATTCTGTTGATGGTAGTAACGTCTCCTTGTGCTTTGGTGTAA
AGAGAAGAAAACACTAGTAAGTGCGTCACATCCGCATCAGACTCTCCTGCAGAAAAAAAA
AGCCGTGTTTGTAAAAATAATAGCGTCTTTTCTGCAGACCGCTGCACCGACGATTTGCTC
GTAAAATGGAGGAAAACGGCCGCCACGTCCTCTGCTGCTGGTTATTTATTTGTATTGTTG
AACGTTTGTACTCGTGTTGCTCCGAGGAGCTCCAACCGCGGCGCTCTCCTCAAACCTGCG
TCCGTCTTGATTTGCTGCTGTTTGGAGGCGAGGAGGCCCCAGCTCCTGCTAATCGTCTGC
TCCTAACGAGGCCGTACTAGAAAAACTGCTTTTCCTCCATAAAAAAGCGTCAAGCNGCAC
CCGCTTAGTTTTTCGGT
>CL5051Contig1
TTTTTTTTTTACTGTTTTGTATCAGCTTTTATTTTAACAGCTTTTTTCTTAGTTTTTTTT
CGTGCCAAAAAAAAAATCTATTTTTGGAACTGTTATTACTGACATGTTCAGTGAAGATGT
GTAAAACAACAGATGATCTTTTCTCTCGGACATTTTCTTGAGTTAAAGTCGAGAAAGGAA
CGCTTTTGCAGCCTGATTTTCGTTTCTTTTCCTCCTCCAAGGTGCGGCATGGCTGTGACT
CCACCTGTTGGAGCCCGGGGCCCTCTGGCTGCATGCAGACTCTCCTGCACCGAGCTTTTA
GTGGAGCACCATACTCTTCCACCTCTGGCAGCGCTCCATTCAGAGTTGCAGGCTGGGTAA
TGTGCTTTCTCAGCCTCTGACTGGGCTTTTATTCGCTGGCCTTCTGCTAGAGAAGCTCTC
ACTTGCAGAAGAGCCTCTGTGGGCTTTCCAGACTCGTCATAGAAACGGCCCGTAACTGTA
CCAACAGTTTTATACTCTTTGTGATAAAAGGCCAGCCAGTCATAAAGAGCCACCACTTGT
AAGGGTGACAGACTGGAAACATCATCTGTCAGGCCATTCTCTGAGAAGTCTCCAGTGATG
AAGGCCAGTGAGACATCTTTGCCTGCCATGAAGTGATAAGCACCACCGGGTCCATAATGC
TTATATCCCTTGTGCACATCAAAAACTTGGCCCAGTATGACCAGGTAGAGGCCCCTGCTT
CCGGCTCCTCCGTGGTACAGTGAGAGCTCGTGCAAGCTCAGGGGCCTCGCGGGGGCCTCC
GGGACCCAACCCTCCTCAGATCTAACGGACCACTCGATCAGCACTGCTAAAGAGACTGAC
ACTAACGCGGCGAATGCGTAGCCGAGCATACTGCTCACGTCCATGGGCTGACAGCCCCGG
AGCTTCCGTCCCCGGCCATAAGGCCCGGGTT
>CL5052Contig1
CTTTATTTCTCTGCTTTCATAAGTTTGTTTTTATCTTTTAAATCAAGGGTGAGTAATGAC
CAAAATTCCTGACAGAATGACCATCAGGCAGGATAAACAGAGTGCTGGATCAAATGTAGA
AAGCACTTGTCCTCAGACAAAAATTAAATATGCATTTCAAACATACNAAGAGCAAAAAAA
AAATTAAAAAAAATAAAACATTGGGGTCACATTTTGGTGCAGATACAATGAGATGTAAAG
ATTTGCTGCAGAACGGAAGAAGAGGTTAAAACACTCAAAGGCCAACAGACCTATCACCGG
GTGAACGCAGTCCATTCAGAGAAACACAGATCTTTTTTTTTGTTTTGTTTTTTAACAATA
TAGCCTTTATGGTGCCACAATATTGAAAATGAAATGTTGGGGAGAAGCCGTTCTGACAAG
GCTCAATTGTACAGTTACACACAAACCAGTGAAACACTGCCGTAAAGACTGACACGTCGT
AGTGTCATGGAGCCTTATAGTAACATGGAACCAGTTTGGACACAATGATGGCGACTTTCA
AAGGAGTCATTAACTACAAACAGCAGAAGAAGGAAAAAAACAGGATGTATTCAACTTTTT
CACATTTTAAAATCAAACACTTTAAAAATCTCTCCGTCGTGCTCCAAAAAAAAGAAGCAA
AAGATGCTCTAATTTAAATAAGCAACATTCCACATCCTGTTTGTGACGACTAGCCTGAAA



GCAGAACTTCCTTTGGACCCTGGCTGTGATTAAAATGAACGTGACAAATAATCCAAGAAT
GCTTAATATTAAGAGGATTTTCCGTGATTTTTTTTAAGCAACACCATCTTTAAAAAGTAA
ATAAAATGAAGCTTTAAGGACAGAAAACAGAACCGCTGTAGAGCCTGAAAGTGATGCCTT
CTTTGTGGCGCTCCAGTCCTGCAGGTCCGCTCCTCACATGCAGGCGCCGTGTCAAAGCTT
GCGATGGAAGCAACATGATTGAGAAATATTCAGCTTTTAATGTTGAATTTACAAGTCAAA
ACTAAACGGACACAAATAAATCAGGGAGTGGCTTTTCACAAATATTTTTTTTTACAGAAA
TCAGCGGGTCTAANATGTTCTTGGACTTGTACCCTTTTTTTCCTCGNGCCGAATCCCTGC
>CL5053Contig1
TCCAGCTCAACGAACTTCTGGCTGATGGCCCCTTTCCTCGTTGGCCCAAATGCTGCTCGT
AGTCTCTCAGCTCCTCCTCGGGTATATATCGGGTTCTGGTCCCAAAGTCTCCCACTCGGT
CTTTTTTCATCGAAAATCCTCTTTCCTTGGTGGGCTGCCATGAACTCGCTGAAGGACACA
AGCCTGTCTTTGTTGGTGTCCACCTCATTCATAACATGCTCCTTCATTCTCAGTCTCTCT
TCCTCCATCTCAACCATATCGTCCTCTTCGTTGTCAGGGTTGTACACTTTCTCTAGCTCC
TTAGTGAAGAGAGCTTCAAGCTCACTTTCATCAAAGAAGCCATCTCCATTGCTGTCATGC
ATTTTGAAAAAGGTTTTGGGATCAAAGTCTTGGGGGTCCAAACCATCGGTTTCCTGCCAC
ACCTCTTTCAGCTGGTCTTCACTGCCCGGGTGGTTGACTTTCGGATGATTAGCGTGCTTC
TTCTTCATCTCTTCATAGTGTTGCTCAGCTTTCTTGCGGTCTTCCTCGCTCATGCCCTTC
AGACGCTCCCTCCTTTCATGCTCCTTCAACAACTCGTACTTTTTGAACTCGTCATGACGT
TCTTTGTCAAAGTTCTCCAAATCTTTGGTTGCCGACTGGATGAGACGATCCAGGTCGTCC
ACCTCAAACGTGTGTGGGTTCATATGATTGAGGTGTTCAAACTGTTTCAGCAGAGTCTGG
TGGTCCATGGCTTGGCCATTGTGCTCCTCAGTGTCATGTTTGGCTTTGATGAGCATTCGC
AACCGGTTTATTTCTTCCCTCTTCAGCTCGTCCAGCTTAGACCGAAAATTGTGCTGGACA
AAGTTCAGCTCTTTGGAAAGTTTGCCTTGCTTGATGTCATCCATGTCGGCGTTCTTCAGC
TTCTCTCTGAAATGGGGATCTTTTTCGAGGTACTCGATGACTTCCCTGAGATAGCGGTCA
TAGTGCAGCCCCGTGTCAGTGCTTCTGGGTGGCTCCAGCTCTTCCACCTCAGGCTTTCCT
GTGGTCTTTTCCACACTGATGGGCACCGAATGGACACACAACCACAAACCCAACAGAACC
AACCCACCTGAGGCCAAGCCCTTACCCATCACCATTGTAAAAACGGTGAGTTACGTTAAT
CCCCCGCCGAGCTTTCGCCGTTAAGTGCGCCTTCGAAGCGACTGAGCCCGTTTACAGCTG
TCATCTATCAAGCACCAATACAAGCTCCAGGTAGCCACAGCCTACCGAAGGAGAAGGAAA
AAAAAAAGATCGTGTTCACCATGGCAACGCCCCGCCCCCGATCCATCGTATTGGCCCCGG
CCATAATGCAGAGGTTAANCGGC
>CL5054Contig1
CAGCCAGACACTTCACAGCCCGGTGGAGAGAGATGGGCACACTCTGCCTGTGTGATGAGT
GGCTTGGCTGGGTCTCACAGTCATTAAAACATTTACACATTTTGGGTAATGTCTCCCTTG
TAACGTTGATGCACGAAACAACACAGGCTTGGTATCACGGCTCCCCTTCGCTGCTGCATC
AAACAAAATCGATGTTCATGCTATGTCATCTCTGAAAAATATCTTTCATCTTCCTGCCAC
CTCCTCAATCCTTTCAACTTATGGCTGAAAATATGAAACACCATCCTCCTTCACATCACC
ATGGTGAGATGCTGAACATGCCGAAGATTAGTTGGCAATGAATCAAGACAGAGTAACCTG
AGCCATGAAGTGGGACTGGGACTGTAGAAAAACTGCCATAACCCTGTTACACTTATTTTT
GCCAGCATAGGAAACCTCAAAACATCAAGGTAGGTTCTGTGTCACAAACAAATAAAATAC
AGATTTCATTTAGTCCTCGAGGTATTTGTCCAAATGCAGAAAATGACAACAAATGTAATG
AGTAGTCTGCTTTAAAGACTTGCGCCCGAGTGCAGGAGGTTGTGATGGTGGAGCTGATAA
AAGAGTGGTTAATGAGATTTGTGGTTCATTAAAGCTGATGAGAAGAGCAAACAAAGAGGG
GAGAGGTAGATTGTTGAGGGTGAAGCCATTGTTTCTGTG
>CL5055Contig1
CTCACCGCCACTCCACGCACTGTACTGATGTGTCCAGTCAGAGACAGTTTCAGCTTCCCA
CTGGCCAGGTCCCAGATCTTTATTGTTCTATCTGCAGATCCTGTCACAAACCACTGATTT
CCAGGCTCCACAGCGATGGACCTGACCCAGCCCAGGTGGCCGCTGATGACTCTAAAGAGT
TTCCAGGGAGGATGCCACTGCGGTTTGGGCATGACCGGCGTTCTCCTCAAGAGGTTGGAA
TTTCTGGTGCCGCCTCCTTCCAAGAGCAGCAGAGCGGTGGACTGAGCGTGAGCTCTTTCT
GCTCCACGACGGATCTCTGCAACTGTGGCTGCAGTGCGGCTGGACTCTTGTCTTGCTTGT
GATGGTGGTAAAGCCAGAGCCAAGGAGTGGATTCCTGACTCACTGGGGTTTCTGTGCACT
TTTGTGTCAGCTGTCAGGGCGACTCCAGGTCCAGAGGGATAAGCGTGCGTTCCCGTGATC
AGATATTCAGGATCATCTGCCGGCTGCATGTAAGCTTCGTTGTCGTGGAGACCGTCTGGA
TACTGTGACATCCTGTCCTTTCCTTCTTTTAGCACTGGCATGTGTAACACAGGACTGTAG
TCTGCCTTTAGCTTCACGGCCAACTTCAACTTGTGGCTTTCATCATCTAAAGCGACGGCT
TTAGCATGGTCAGCCACGAACATGTCATGAGTCCTTTTCAAGGATCTGAAGACCAAAGTG
TGGACTGAGTGTTTCTGGACTTCCTCGGTCATTGTGGCGATAATAAAGATTGATATCACA
CTGCAGTTAAGTAGTTTTCGGTGAATATAATCCACGAACACCGTAGGTGTAGCAAAGCGA
CAAAAACAGTCCACCGCCGCGACAAACGAGTCTGCATGACCCGGAAGTACAACCCCCGGC
CATA
>CL5056Contig1
ATGGCCGGGGGCCGGCTTTTCCTCCGCCGTCTTCTCTTTTTTTTAAATATATACCTAAGC
AGAGCTCGCGCGCTGTAAATAGCCCGGTAAGCCGGTTACACGTTACGCTTTAACGTACCC



GTCGGTTGGTTTTTGTGTCACGGAGGCGGACAGTTCTGCCCCGGCTCCTCTTGGACGGTT
CTGGACAACAAAAGCATCAAGTCCGGCGGTTTGGGTTATTTCTTCCCCTCAAGTCGCGAA
TTAATCAAACGGGATTTTTTGTGGTTGTTGCTAAAAACGCCTCCCCGTTAACACTTCCAC
ACCTACTGGGGGGAAGAAGAGACTAAAACAAAAACACTACCTTTTAAAATAATATTTTAT
CCTAAACTTGACTTGAGCGACGATGGCAGCTGTAACAAGCCCGGAGACGAGCCCTCAACC
CCGGGTATATTTCCAGACGCCGGCCGGCACCACCGAGGAACCGGAGACTCCCGTTCGGAA
GCAGGGGCGCGTTACGGTCAAATACGACCGCAAGGAGCTGCGGAAGAGACTGAACCTGGA
GGAGTGGATTATCGACCAGCTAACGGACCTATACGACTGCGAGGAGGAGGCCATCCCAGA
GCTGGAAATAGACGTGGACGAGCTGCTGGACATGCCCAGCGATGTGGAGCGGGCAGCCAG
GGTCAAGGATTTACTGGTGGACTGCTTTAAACCTACTGAGGACTTCGTCTCAGAGCTGCT
GGATAAGATCCGAGGGATGCAGAAGCTCTCCACGCCTCAGAAGAAATGAGGAGACCCCTC
CTTACCCGCTCCCCTTCATCCATCACCTAGCGTCTTCCTGCCACACTTTAGTTCTTCACT
TCTTTTTTAACATCTTTTCTTCATCAGATCATGAGATGTCACAGTTCTGCCTCTTTTGTA
CGTCGTGTTTGGACTTCTTTTCATTCGCAACATCCGTCAGATAAAAATCATTTCAATCCC
GTCCAGCTTTTGTCGCTCCTCTTCCTCCCATGCACAACCTTCCATCTGCCTGAAGGGGGA
GCCAGCTGCATAATTTCAAGCGAAAGAGCAGTCAGAGGCTAACAAAGATTAAAGAATAGA
TTTTTTTTAACTTTCTTTTCTTCTTTGCCAACTTTAAGGACAAGGGGATCACGCTCTCAC
TCCATGTTTGTATTTTC
>CL5057Contig1
GNTGAGTCTCCCGAGATTCAGTGTACATCTTTAAAGTAGACTCATATGAGTCCAGACTAG
TTTTTAATTTTTTTAACTCAGCATCTTGATCCTGTCTCTTTCTCTCTAAATCATTNTNAT
CTGCAGTGAGAGTCTCAGTCTTCTTATCAAGATCCTGTAGCTCCTTACTGGCTCCCTGCT
CTGACTCTTTCAAGTTATGCTCCATTTCTTTAATCTCTTTTCTGAAGTCATCAAAGGTCT
GACATCCAGGAGTGACGATGTCTGCATTTATACTGAGGAGCATCTCTGACAGGCGGTTGA
AGGACAGCAGCCCATCCTCCAGAGGCTTCATGACCGTCTGCAGAGCCCCCTGATTAGATT
GCTGCATCATCACAGATGTGGTGGAGGAGGAAATACTTCGATCAGAAGATTTTACCAGGA
TTGTTGTCTCAAAANGGCGATGTGGCACACGGTGATCTTCGTCAACAAAAGCTGGATGGT
GCTTCGTTTTTGGTCGTTCCTACAAGAAACTAATGCTTGAAAAATGTNGTATATAAAAGA
GTTTAACTGACCAGAAGTGAGGCTATTCGTTTAGAGCAAAACCGATCAGCGCTAAGGGGT
TGAGACCCTCGTGCCGAA
>CL5058Contig1
TCGGCACGAGGATTGTGAGAAAGAAAATGCATGTCGACTTACATTTTTGTGCCTTTTGGA
AACTTGTAATATTTCTATTTTGCTTTTGGCGATGTACTGTTGCGTATGAAATACAAACTT
GGGTGAAACTGATGCGATTGTGGTGCTTTAATGCTGCAGTAGCCACCAGAGGGCGCCGGC
GAGCTCCACATGCAGAGGACAAGTTGAGCAAAATCTTTATTGACTAAGAAGAGCAATCAC
AAATGAAAGAATATACAACCCCACCAGCATGCCAGCGTTCGCATAGAAACTGTACAACGT
GAAGGAATGTATGTCACAGGAATACGTCGCTATGGGAACAAGCTAAGAGCTACTATAGGT
TCAGGTACAGTACGAGTTCTAGCTGAGGGGCCTTCCTCTGGTAGTGTCACGCGACCCCTT
TAGAGCGGGTCGCTGTCCAGGACCGGCTCAGGGTTCCGAGTCCAGACACCGCCGAGGTCT
CTGGGAGTAGCAGCAGCGGGCGGTGCCTGGCTCCGCCTCCTCGGATTCTTTGCGACGCCC
CTTCACCTGGGACCTTCTGATGGCATGAAATGAGGGTAGAAGTAACGACATGTTAAGGCA
GAGGACAAGGAAAAAGCGTTTGCCTAATTATGTGGACATTCAGCCCCTCGAAGCACCAGA
CAGCCTTTACGCCTGGGGGGGGTCAGACCGTGGCGGGCTCCGTGTGGTGGTCGGCTGAAA
GCCCTGCAGGCTGCCTGACGGCACAAGTTTGAGCGTAAGGCAGCTGTCTGGAAACTTTCC
AACCTTTGTTCGCTTTGGCTCCTCCCCCATTTGAAAAAGCACATGGAGGGGGGGTTGATA
CATTTGGGAACCGTTACAAGGCATTTATCGGTTATACCAAAAGATAGTGTTGGGGGGGTG
AACACAACAGCTGATGAGGTGAATACAATCACACTATACGTCCACGGATACGG
>CL5059Contig1
TCGGCACGAGGGTTTTTATGTCTGGGAAAGGCCCGTCATAGCAGCCTTCCTGTCCTGCTA
GTTTCACTTGTGCAGTGTTAGTTCAGGCAGAGCCGCCCTGAGCTTTTCACAGGTTCACTA
CAACTGCAAGCATGTAGAGCCAAAGGCTAAATCTGAGGAGGTAAAAGGATTATTTTTATA
GCTAAAGTAATGCTTTATATTCCATATCGTAAAACCTATTTATTTTTACAACTTTCAATT
GTGGCTCCGCCCACTTGTGCAGATGTTTGCCAATGAAATGCTGTAAAACCGTAAGCTTGA
GTTGACCTGAACCACCAGGACGGCATCCCTCCATACTCCTCCTCACTTCAAATACTGCTC
ATGGATTATGAAAAATGGATCAAGTTGAAGAAAGGGGAGCGATGAGAATATGAGATGATT
TTTGCACAAACCTTAAGGACGTGGGCGGGGCTTCTCTTGGACTTGCCTCAAAAACTGGTG
GAGAGTATAGTGGGCAACAGTTTGAAGTGTCAAAAATGAAACAAAGAGGAGAAAGGCTCA
TCAGAAACTGCTTTAGAGTGGTTGGGGCTTCGTCCCATAAAGAGGAGGCATTTCTGCTCA
GATGGACATTCACTTTATAAGGAATGAGGCGGAGTCTGAGTGTAGGATCCTTTTAAAGTA
GGTTTCTGATTCTACAGTAAGGATAGAACGTAGGAGAGAAACACTCCTTGTATTTTGCTG
CTATAGAAGATACATTTGAGCTTTGTGTTTAAAGACAAAAATAAAAATACAAAAAACAGA
TATGAAATGAAAACAATGCTTTTTTTTCTGTTGTTTGCTGCTATTTTTTATATGTATAAA
TGTACTGCCATTCTAGGTCTGAATTTTCTAAT
>CL5060Contig1



TTCGGCACGAGGCCCCCGGGGTCAGCGTCTCCTTCCGTTGCCCCTCTGGCCCCCCACTCT
GGGCATCAGCCATCGGTGCCGGTATGAAGCGGCGTCCTCAGGTGAGTCTGACCCGGGTCA
TGTGACCTGCGGCGTGTCGCCTCACGGAGGTGAAGCAGACGGTCGTGGCTCATCTGTTGA
AGAGGCGATCTGTGACCTCGCCGTGGAGGATCCGGGCGGCGGATCCGTCCCTGAGTCGGG
TCTGAAAAGGGTCAGAACCGGGACTCGGGACCGTTTGGGCGGGTCCAGGATCGAACACGG
CCTGAAGCTGCGGTCGTCCTACCGACACCTGCAGCCTGACGGCCGGCCGGAGATCACCAC
CTTCCACTCGCGCACCGCCTTAACGGTGGATTACATCCTCTACAGCCCTGTTTTCACGGA
TGCCACGCCTCCACGGCCCAGTGGGCGTGGCCTCCAGCTGATGGGCAGGCTGTCATTGGT
GGGTCAGGAGGAGCTGGAGGAGGTGAACGGGCTGCCCAATCAGTACCTGTCCTCTGACCA
TCTTCCACTCCTGGCCCGGTTCCGCCTCCTTCACTGAAGAATCGTGAACTCGGGTTCTGA
TGGTGAAGGTCTCTGCAGCTGAGTTCTAAAGCAGGACAGCGGGTTCCGACCCGGTTCTGT
TTAGTCTGACATGAACAGATATGGGCTCNTTATACGTTTTCATCACTTTCAGAAGAGGAC
CCGCTTCCAGACGTTTGTAAATAAAGAAGCTTTTATTTTGAAGAGTCGTCTTCTGAAAAA
CCTCAAACGTTTACGTTTCAGAGAAAACGGCATAAAACTTTTGAATCAGGTCTTAATAAT
TGGAATCTTCCAAAAGCTCCAATGCAAAAGTGGTTCATACGGCCTTTCAGTGGGGGGGTT
GATGACATCATCACATCTTCATCACATCCTCGTCTTCAGTTTCTCTAATCTTAATTGCAC
AGAAAATGTCGGCATGTCTCAGAGCAGCTCGTCTTTCTCTGAGCCGATTAAAAAAGTTTG
TCTATTCATCTAATCTATTGAAAAAGTATTTATTGATCTTTCAGATCCATAAATCTGATT
TAGTTTTCTGTCGATCGTTTTCGTTTAGTGAAAAATATTTTCAACTTTTATTTTGAAAAA
CTCATTAAAAACACTGATTCAGCAGCGACTCAAA
>CL5061Contig1
CAGACACAAACATCCCTGAATATGAATACATTGGCGTTAACACCAAACCGTTTCTCATCG
GTTCTGTGCGAGACGAATGGATGACAATACTGAGGCCCAAGGATTATTCATACCAACAAG
TAAGACAAAGACACATTTGAAGTTAACTTTGCAGAAGCGATGGGGATCAGTCAGTCACTG
AGGAGGCTGAGCTCAGATCTGTCTGCAGCCTGGATTCCCTTCGTTGCCATGCTGAAGATG
AGCTGCCTGATACAGAAGTTGTTCCTCCAGACTCAACACTGAAAACTCTGATACAAAGAA
AAACAAGGCAAGATCACAAAGCTTCACTAAAGGTCAACAAGAACCGACATGATCTCTATG
CTGATGAGCTGGAGCGTCTAATTGTTGGCCGGACACCAAAAACAGAGAGTGACCGGATTC
CTGAAGGGGAAATCATTCTGACCATCAACGTCTACTACCCTGCTGTTTTTGAGAAGTTTA
ATTACATCAGATGACTCTGCTGATGAACCACTTTGAAACCAAAACCTCACCGAGCTCAGA
GACGCTATCTGCTGCATCAGCGACTTGCAAGTGTGCGGCGACTTCAGCAGGACACCAGAC
ATGGCTCCAGATTTCCTCTGCAAGGATCATTTCAAGTCCGCCTTTTTTTTTTGAGGGAGT
TTTCTACAATGACATGAGATTCCCAGAGTGCCAAGACATCAGCATAACTACTATAAATTG
GGCCAAATCCCATAACTTCCCACCATTCACTCAAGCCAAGATGGAGGACACGCTGCTCCA
GGATCTGAAGCTGAAGGTGGGCTTCCCGTACCTGTACTGCCATCAGGGGGACTGTGAACA
TCTGGTCATCATCACAGACGTCAGGCTGGTCCACAAATACGATTGCTTGGATAAGAAGCT
GTACCCTATGCTCACACACAAACACAAAGTCCTCACACAGAAGTGTGCCGTCTGCCATCT
CTTTATTGCCAGATGGTACACCACTAGTGACCAGTTTGCTCCCAGCGACCCGTGTCTCTT
TTGTGACAAATGCTTCCGGATGCTGCATTACGATGCTGACGGCAACAAACTGGGAGAGTT
TTCAGCTTATCCTTATGTGGATCGAGGTGCTTTAAACTAAAGCTTTTCTGTGCTGAAGCC
TCAAGGAATTATGTTTGACTGTTGAGCAGTAAAATCTTCTTTATTTCTGAAGGAAATGTT
TGTTTTTGTCTTCTAACAGGCTGTAGTAACATTTTTCCAATAAAGTTATTTTGTTTCTAC
NNAAAAAAAA
>CL5062Contig1
GAGGGCCGGGAGAGGCAGGGAGAGCGGCTGCTCTGCAGGGACATTTCTCGGGGTTACGAG
ACCGTTCCCATAACCTGCGTCAACGGAGTCGACAGCGAGCCGTGTCCCGACAACTTCAAG
TACGTCCCANACAGCTGCGTCACCTCCCCACTAAACATCGACNACGACNTCACTCGTTTG
CAGCACTGCAGCTGCGCAGACGACTGCTCCTCCTGCTCCTGCATGTGCGCACAGCTCAGC
CTGAGGTGTTGGTACGACAGCNACGGCCGTCTGCCTCTGGACTTCTGCCAGTTTGAGCCC
CCGGTTCTGTTTGAGTGTAACCACGCCTGCTCCTGCTGGAGGTCCTGCAAGAACCGTGTG
GTTCAGAATGGACTCAGAGTTCGCCTGCAGCTCTTCAGGACGGAGAAGATGGGCTGGGGG
GTCCGCGCCCTGCAGGATGTTCCTCAGGGAGCGTTCGTCTGCGAGTACGTGGGCGAGATC
ATCCGCGACACCGAGGCCGACAAAAGAGAGAGCGACTCTTTCCTCTTCACTCTCGACAAC
AAGGTGGGCTTTTCCGTCAGAAGGTGGATCCTCCAACCAGGTGGGAGACACCCACTGCAT
CGACGCCAAGTCCTTCGGCAACATCGGCCGCTTCCTGAACCACCTGTGCGAGCCCAACCT
GCTGGCCCGTGCGGGTGTTCACCACGCACCAGGACCTGCGCTTCCCCAGGATTGCCTTCT
TCTCCAGCCGGCCCATCAGAGCTGGGGAGCAGATCGGGATCGACTATGGAGAAAACTACT
GGAGGGTGAAGAGCAAATACTTCAGCTGCCAGTGTGGCTCAGTGAAGTGTCGCTACTCAG
CCGCTGGCAGATAAAAGACACCAGTGAGCTTAAAAATCCCTGTTTTAAGTTTTATGATGA
TGCATCAGTGAGGAAGTGAAGGATTTTTTTATCGTATCTGATGAATAAAAAGCC
>CL5063Contig1
CTGTTAGAAAGTGTAGCCAGCAGGGGGCGCTTTGTCATCTTTGTTGCTCTCAAGGGAGAA
AGGAGGAATGCGGACGTCAAAGTGGGACCCGTCCGTTCTTTCAATGCGAAAGGTCCCCCA
CATGTGACCGCTGGGGGCTTGAAGGGACACATGGCTGCTATACTGGAAAGCTGGCTGCTC



TTTAGACAACACTGGCTCCCTGCCGACCACGCCTCGTCCCCGAACCGTCTCCAGGGTTCC
TGACAGGCTGAAGATCCTCCAGTGTCTCTCTCTCAACTGGACCACCTCATTTCCCAGGTT
CTCCAGACGGATGCAGTAGCGCCACCAGTACACGTGAGAGTTCTGAGCCTCCCTCATTCC
CATGTAGAAGGGGATGACTGTGACTCGGATGTTCTCTGTGGTCTCCCTGTGGACGTCCGA
CAGCTCCAGCCACGGGTGGTTCTTCTCCTGCCACGCCTTCAGGGTGTCTCTGGCAGTAAA
CGGAGGAGATTTAGTGGGGTTATACATGAGAAAGCGTTCAAAGAGCTCATGCTGGATGGG
GATCTGCTCCGTGGAGTAATATGGTAGGATGTCTTCATGACTCACATAGTCCAGACCTGG
GATGGCGTAGAGCGCTCTGCTGTCGTCATGGTTGGCCAGAAAGGTCACCGCCTCGGTCTG
AGACCTCTGAGAGATGTGAGGGCAGTCTCTGGTGTCAATCAGAACTTGGTAGTAAGTGTG
AGTCTTCCCCTTCACCTCCTTGGAGCCGTGGGTTCCTGGAGGCTCAGGTTTGCTGTCAGA
GATAGGAGGGGTGACGTCTCTGTCGTAGAGACGAGCGTGCCAAGGAAACAACACGATCCC
TCTGTAGCCAAACACGCTGTGGAGGAACAGCTGTCCTGTTTCATATTTTCCATGCTGCTT
CACGGCTTCAAACACCCCGACCGTCTCCAAAATCTTCCCTTCAGGCCGTGACGACATGAA
CCGTCTCTGCTGACCGCTGGCGAACGAACCACAGACGTGACATGTTTGCTGCGGTTTGTA
AACGTCAAACCTACTAGAAGCTTCCGCGAAACTCAGTATTCTGTGCGTGTGCTTTCTGCT
GTAAGTACTGACGCTGCTTAGCACAGCTCTGCGTAACGCACAGGCCGCCATCTTTCCATC
AGTCCCCCCCGGCCAA
>CL5064Contig1
AGCCCAGCCTTTGAACTTCACCGCTTTTGGCTCGTATTCACGCTCTTCCGCTCATTTCCA
AACCAGGTGCTTGACGACAAACCTCCACCAGAGCGGCAGAGAGGGGGCGTCCGCGGCAGA
AAATCAAATAATAACACCGGAGACTTTTATGACTACAGCAAACTGCGCGCGGAACGTGAC
TTTCACCTTTGTGGATGGGTTCCGTGTGCGCGTCTTGCATGCGCGTCTTTTCCTGACCCA
GAATTGCAAAGCGGACTCCATTTGTGTTTTACCTCGGGAAGAACGGAACCGGGCTGGATT
GTTTTTGTTTTCTTCTCCTTTTCCTGCTTCTTTCCCCAGAGCCGTGGCATGAGCAGACGC
TGGCACGTGTTCAGGTGAATAGTTTACCTTTCCTCTGATAAGAGAACTTTTGGTTGTCAT
CAAGAGCGGGATAAAAAGTGCTAAAAGTTCGAAAATGTCAAAGCCTGCTGATCATATCAA
GAGACCCATGAACGCCTTCATGGTGTGGTCCCGGGGCCAGCGGAGGAAAATGGCCCAAGA
GAACCCCAAAATGCACAACTCGGAGATCAGCAAACGACTGGGCGCCGAGTGGAAGCTGCT
CTCCGAGTCCGAGAAGAGACCCTACATCGACGAGGCCAAGAGACTGCGTGCGCAACACAT
GAAGGAGCACCCCGACTACAAGTACCGACCGAGGCGCAAACCCAAAAACCTGCTGAAGAA
GGACCGCTACGTTTTCCCGTTGCCTTACCTCGGGGACACCGACCACCTGAAGGGACTTCC
GGTGTCCGCTGCGGATTCTCTCTTGGGCTCGTCGGAGAAAGCCCGGGCGTTTCTCCCGCC
GACCTCCGCCCCCTACTCCTTCCTCGACCCGAGCCAGTTCAGCTCCAGCGCCATCCAGAA
GATGACAGAGATGCCGCACACGTTGAGCACCAGCACTTTGCCGTACGCATCCTCGTTGGG
ATACCAGAACGGCGCGTTCGGCACCCTCGGGTGCCCCAGTCAGCACACCCACACCCACCC
GTCGCCCACAAACCCGGGCTACGTCGTCCCGTGTAACTGCACGGCCTGGTCAACGTCAAG
TTTACAGCCCCCGGTGGCCTACATACTTTTTCCAGGTATGACCAAGACTGGAATTGACCC
GTATTCCTCCGCGCACGCCGCTGCCATGTAACCCCACTGACTCTTTTTGCTCTTTTTATG
TCACTTGAATACTGAAATGCATGTACCAGATGGTATGGACAGCGCACCCCCATTCAAAGG
CACGAAC
>CL5065Contig1
CCGCCCTTCACTCTCAATGCGTTCCCTCATCCATGCTGTGACACGGTGTTTGTGTTTCTG
CAAACGTCTGGACTGTTGGATACGCTGCGCTGGGACGGAGCAAACATGTGTGCTGCTATG
CATATGTGCCCCACTCAATGGTGTGGTTGTGTCTCCTTATGTAATGAAGGAAGAGGAGAG
TCCCCTTTCCCCATCATCTGTTCCTGTGTTTTGTTTTTCATATCAGCAGAGGAGGTGTTT
TTGTGCTCAAGCTCAGTCTGGGAAAGTAGTTTTTTGCAGCAATCTGACGTTAGTGTAGAT
ATTTGAAAGTGCACATCCTGAATACTCAGTACAGACCAAATGTTGTGAAATAATTATGAT
GGTATTAGAAATAGAACATGTTTGTATATTTATGCCAGATGTCACGCATGCAAACCGTTT
TTTTTTCCCCAGCATTTTTGGGAACTCCTCTTCACTCCTACTTTTTGACGTTTTGAAATG
CTGCATGTTGATCCGGTTGCTGGCTGCAGGGGCATGCCGGCCAACAAAACACAATGCATG
TGACTTCTGCGCATGTTAGTGTTTTCCATGTAAATGCATCAACACCAACCAGCCGGCGGA
ATGGCACACAGGCTGGCGTCGGCTTCTTGCAAACATTCGTGACCCCGACTTTTGGTGAAT
TCTTCAGACGGATAAAGTGAAGTTACATTTTTAGGAAGGATCAGCTCTGAATGTAATCCC
ACAGCTAAAGCTGTTCACATCACTGCGTCGGTTTTAGATCAACTCTTAAATTTGAAAAAA
TAAAAAATGCTGGTGTTTTAATCGTTTTTGATATAAAATAAAAGATCCAGAACCAGGTAA
TATGATTCTGTCACAGTGTGTTGCTTATATTGTATATCTTTTTATATACAGTCTAAATGG
ATCACCTTTTCTTATTCAAAGAAATGTTTCAGGTGTAATATTTCTGTCAAAGCACAAATT
AGCAAATTGTGATCAAGTGCCAAATTAAAACAAACCAGTATTGTGTAAATTTACACTGCA
TAATTGTTATCTGTTGAACAACATGTTTGTAATTGTTGCATTTTGTAGCTTTTGTAAAGT
ATNCCTGTGTGTAGTGACTGCAGTTTTAGAANCACGGGATGGCTGT
>CL5066Contig1
CATTTTTTTGATCAGTAAAAAATCAAGTTTAAGCAATACTTTGATTTATTAAATTAATTT
ACAAAGTAGCTGATGTTTTTCTATACAAATGAAAACTTTGAGAAATCGGGGGAAATGATA
ATGAACTAAGATGATACACAATATTCTCATGTTGTGAAAAACCTGCTGCAGAAATGATGA



ATGCAAAGGTAACAGTGCTATAATCATATCCTGAGAATCATCAACAATGAACAGCATCAA
AGTGTTAAGTTCTCATCATGGTAGACGTGTTTTTTCTTTGGTAATCTCTGTAAATAACCC
TCCACATCATCAGTGAACTACAGGGATTAAAGGCAGCGAGGGTCTAAGCCTCGCCGGCTA
AGGCGGGCACGCTCGTCAAAGCTGGGATGAGCCTTTCGTACACGCCGATGCCTTTCAGGA
ACACTTCTTCGTTCAGATACTCGTTGTGATCGTGGAGCAGAATGGGAGTGCGGTTCATGG
GAGGAAAGCCAATAGCAGGGATTCCCACAGCTCGGATGAAACGGCTGTCTGTGGCAGCTG
GAAAGATTTCCTTCTCCAAAGTCATATTTAATGACTTGCAGGCAGCACTGAAGGCGCTCC
ACCAGGGATCAGTGTCATCTGTTGATGTGATATTCTGGTTCATGTGTTTCTGGGCAAACT
CATAAGTGATATCTTGTCCTGCTTCTGCACACCACTCCTGGATCTGTCTTTCAAAGTCCT
GTAGATTGACTGTTGGGGGTATTCTAAGGTCAAAGCTGACGTCCATTTCAGCTGGGATGA
CATTGTAAGCCACGCCCCCTTTGACCATTGTCATATTCACCGTCGTAACATCTCCCAGCG
TGAAACACTCACTGGTGTTTAGCCGTTGCTTTTCCTTCTCTCTAAA
>CL5067Contig1
TTTCTCAAGAGCCATAAAAGTTTTAGAAACAAATAACATTAAGATATCAACCCCCCCCCC
CAAATACTCTCAAAGTTTATTAAAAAGACTTTGATATTACAGAATGTTTCCTTATTCGTT
TAACTTAGCGCGACTTATTTAGAAATATGATGCAATTCTGACAATTCTCTTTGACACTGA
CAGTCAATGGAGTTTACAAAGGTAAATGTGTCTGTGACTTTCCNCATAAATTTATAGCCC
TTGTTTATTATTACTGACAGTGAGGAAAAGAGATGACAAATAAACGAGACATGGAAAAGT
GGAAAAATTGTGCACAGCTTCAAACAAAGGCATTCCTGTGCACAAGTAGCCGTATTGTTA
CATTTTCCTGATTGAACAGTCATTATGTGGCAAANACTAGCTGCAAATGGAGTGCAAAAC
ACCTGAGGTTTTCCATGGNGACTTATCAACTTACCCCTTGGGACAAAACAATAAAACATT
TTGTTTCATCGAGTGGGAGCGGGTATCTTCAGTATTGGCAGCGTGAAAAAAACCCGATCT
TTCAAATGCGGAAAACAAAAGCAGACCAGAGGAGTGGGACTCTGGCCCCCACCAGCTCCC
TGGCGCCTGCCTCATTTCTTGGCTTGCTTGGTCACCATGTTGCGAGGGGGAGTCACAGGA
CGACTGCCGTTGGGCTTTTTTTTCTCAGCTGGTTTCAAGATCTGAAAA
>CL5068Contig1
AATGTACAAATAAACTCAGTGTAATACTGGCAATTCTTCAAATCGATCACAGCAACCTTG
CAAAGAGTTGTCATGAAATGAACATCCTGGGGGTTGGGGGGTGGATGCAGGGCTGAGCGA
TGTGTGGTGGCTACCATGTTACCCTCTGGCACATCAGTTACCCCAGGTTAGGCCAACGCA
CAGACGCAAGCATGCACGCACAAACATGACACAGCGAGGAGGCGTTGGTACGCTCTCCCC
ACACGCCAGTCTGCACAAAAACAACACAGGCACATCAGAACGGCAAACAGGAGCAACTCT
TCCAATGATGATTCTTCATCTTTCTGTACTTTTGGCATTTCCATCCTCACCTGGAATAAA
TGTCGACCTCCTGAAGAAAATCTGGTAAACGTGTTTATAAGTGCATAACTCCGGGACGGT
TCATGTAAACCTAGCGCAGAAGGATATGTTAGCCGCCACCAATGCAAGCTCAGCGGCCTT
GTGCAAGAGTGTCCGCACTGCGACTGGAATGTCGCGAGTTCAAATCCAGGCCGACTCTAA
CAACGGGACCCAGTGCCTCCCTGCTTGACGCTCAGCATGACGGGGTTGGATTGGGGGGTG
TCTGCAGCTCACCGCTTTCCCAGATTGATAGGTCAAACGGGGAGAACAAATTCCACACAG
ATGATGGGACTTTAAGCTGCTGTGGTTGTGGCCAATGAGAAAATGTCAAGACCACTCAAC
ACTGAGGAATGCTGCCACCAAGTGGTGATAAGGGGGATTTGATTATAACTAAATAAAAAC
CCACCAGGTTCATTTGACTTTTAAAGATCTGAAGACTTTGGGTGTTTTTTCTGTCTCTTT
ACTCCCTAACTTTTTAGTTTTTTTTTTAAACAAGTTAAAGACAAAAATTGTGATTAATCT
AAAATAATTCAAGTGTGACTTCTAATTTTGTGATCTTCTAAATGTTATCATCAAATAATG
GAGGTTTGGGTGAAAGTAGACACTTGTTTCCTCCTATAATTAAAGTAGTGGAGCGTTATG
AACAAACCTTCCCTGCATTTATGGGGCCGTGAGAGATTCTGCTGCGTTTGAGGGAGTTCA
TGCTGAGACTCAAACACTCGTTTGGCTTTGCTCCCCGTAAAGCGAAGGACAGCTGCTTAG
AATCTTATAGTCTGCTAATGAAAGCAGAGTCTGCAGCAGAACTGCTTCACTTTTGTTATG
CAACATTTCAGATGAATTTAACAAAATGATGCTTCCTCGAGTCCTAAACTGAATGTTTTA
GGTTCTAGGCTCGCACTAACCGGCTCCACAAGATAAGGTGCTGGCAGTGGATCAAATGGC
ACTAACTCTTGCTTTCAGAAAACTATAAAGATCTGATATGTGAGATGAAGGTCAAAGGGG
GAGGAACGTGAGAGGGGGAACATTAAATGACGTCACAGATGAAGGTTGTTCCACACATGC
AGCAACGCCGGGGCGACGTTTATGCTTCTGTGAGCTCCTTGGATGGCTGAGCTGCTCGCT
CCACCGGGTGGACTACAGGTTGCTGTCTTGGGTGTCACAGATGGGGTGGAGGCCTCCGTT
CTCGTTCAGTCTCCTGGCACGGTACGTTTCGTAGTGAATGTTATGGGTGACTTCCTTCAG
ATCCTGGAGGTGGGACCTGATCAGGAAGTCTCTCAGTTGAGCAAACTCACAGTGGTTTGG
ATTTTCAACCTCTACGATCCCCCAGGCCGTCTTCCTCCCCAGAACTCGTTTTCCGTTCAC
TTGGTATTCCTTATCGCTGCCCACCACGGCGAAGGGCATGGCCTCTCTGATCTTGTCGTT
GTCGCTCTTGTCCTCCATATCGTCGTCAAACTCTTTCTGCGGGTAAAACTCAATGCCGTT
CATCTCCAGCTCCTTTCTGACTCGCTGTTTGAACTCCTGCTTCTCCTCGACAGTCATCGT
GTCCGACCCGGCCATAAGGCCCGGGTT
>CL5069Contig1
GGCGGTCCTGATGAATCGAATCAATGGTTTCCGCGCCTCACAAGCCCGCTGCGAGTCTGT
TCATCCCCTGAACATGGTCCAAGTATTTACCGTGCCTTATTTTGCCGGGAGGGTCCGTGC
TGAGCGGAGGGACGGATGGACGGCGTTGGTTCTGCCCCAGGCTCGGCTCGCCGGCGTGAA
GAAAGAAGGCAAATGTTGTCAGCCCACACGCAGACTGTAACCCCCCCCCTCCTCCATGTC



ACAATCTGTAAATAAACCCAATGAATTACTCAGTGTTACTGCCATATTTATGTAGTGGAT
GAACTCCAGATACATATGATGCTACGTCTTATTGGCCAAACTTTCCCGCTGTTTTTGTGT
GTTTTTCCCCGTTCAGCCCCCCCTCAATCAAAGGAGTGTTGCAGACGGGGCAGGACCGGG
AGCTGCTGTTGCCAGATTTGTTTGTAGTCAGTGCTTTTTCCTGTAAATATATTATCATTT
TATTAAAAGCATGTGCAACCAGAAAGTGAGCCGCTGCAAAGTTCCACCACATGTATTTAA
ATGTTGGGAGTGTGTGTGTGTGAGTGCGTGTGTGAGTGCATGTGTGTGTTTGTGACGGGC
AGGAAGGGATT
>CL5070Contig1
CTAAGNNTTTATTTGAATGAAATGAATACAGAACATACATGGTTTTTAAAAAGNATGTGT
ATTTTTGGAGAAACAGAAATTTGAACTATTGATTAAAAGAAGAAAATGTTCTGGAGCTGC
AGAAAGTAGTAGAAAGGTGCGTAAAACAGTGTTTCTTCTGGCCTCGGGTCAGACTCAATC
AGAAAGGCACGGCGGGCCGGCTCTCCTGGTGTCCCGTCACCTGAACAGTCTGTGCCAAAA
GGACACGAAGGTGGGAGAGTTGAAGGCACCGATGAATACGAGCAGCAGAAGGTAGAGACT
CATCATGATGGCAAAGTGGTGCCTAAGAAACCACGAGCTGCTGCGGGAACGCCTGGAAAG
GTGCCTCTTCTGAGAGTAAACGAGCAGGTACTTGACTCTCAGGAGCTGATTGTTGGTGAC
AATAAAGTATTTCTGCGGCACATCCCCTCCTTCGCTGTTCCTTGCTCGTGACCGCTGCCT
GTCTAAGATTTCTGAGTCCTTTTTCTTCACCTGGCACTTTACATCCGGATGGTCGATGAT
TTCACACAAGGCCACGCAGCTGAGCAGCGGGCCGAGGAGGCTTTCTCGCCAGGCGCTGCT
ATGAGGACTGTAGAGAAGAGCCATGCTGAGGTCACTGGTGAGGTAGGTCCCCTCTCCAAA
AACAGAGTTCTTGTTGAGATGACAGTGGAGGCCGTTATGGATAATTGAGTGAAAGTTCTC
CAAGCGGCTCCCGTGGAATGCATAGAAGACGTCTCGTCCGTCTCTTGTCCTTTCAAACCT
GACGTTCATGGGATCAGAGTACTCCAACTCAAAGAGGAAGTCGGGCGCAGGAGCAGAAAT
CCCTTCGCTTTCCGTCAGGTTACACAGTTTGGCGTACTCTTCCTTTTGAAGCGTCTTTAC
AGCAAAGCTTTTTGAGGACAGAATCCAGTGAGTGAGAGCCAGGTGATGCTCTCCTTCGCC
AGGCGGAAGTCTCACCAGATCCCTCACGCCAGGCAGTGAGTTCACATCCCTCAACAGCTC
CTCAAAGTCCTTGTTGTCACCGCTGATGTAGCGAAGAGGAAAAGGCCTGAGCAGAGAGTC
CCTCTTGTAGTTTTGTGCCGCAGCAACAAACAGGCTGCAGCGCAGATCTGCTGCGACCGG
ATCTCTGTGCAGACAGGAGCTCACCAGCTCTCTGACTGCTTCAGGTGGCAGTGGTGGCTG
CATTCCCAACACTTTAGTCTAGCTCAACTCATAGCACTGCAGCTAATGCTAACCCTCGTG
CCGAA
>CL5071Contig1
CATCCAATGTGCGCCAACGGGCTTTATGTTCTGGCCGTCCTGTCTGGACTCGCAGCCTCA
GGGGTCCTGCAGGTCACAGGAATGCGTGTCTACACATCTGGAGATGTTGAAGCGGTCAAC
GGGACAGATGTTCGTCTCAGGTGCACGTTTGATAGTCAAGTTCCCATCAACCCCCATACT
CTCACCATCTCGTGGAGTTTTAAACCGCTCACGAAAGGCAGAGAGGAGTCGGTCTTCTAC
TACCACGACAAACCGTATCCACCTTTAGAAGGCATGTTCAGGAAGCGCATTTCTTGGGCC
GGTGATGTCATGGGCCGTGATGCCTCCATCATAATCAAGGAAGTAAAGTTTACCTACAAT
GGCACCTACACCTGCCAGGTGAAGAACCCACCTGATGTCCATGGTGCACTTGGAGAAATT
CGACTCCTTGTTGTCACCACAGCGTCGTTCTCGGAATTTCTCCTTCTGGCTTTGGCCATT
GGAGGTGGCATCACTGTGCTGGTGATCCTCCTCCTCGTCGTCGTATCGCTCAGAAAGTAC
AGAAGGAGGCATAGACTGCAGGGGGGCATCGAGGAGGCTCCCCGCAAAGAGAGAAAAGAC
CCCACTGCGTGGTAAGCAGTGAAAGACAGAGGGCAGAAGAATCAAAACTCACTACTGTTC
TCTTGGGGACTCTGGGCGTCTGGACATGTCCTGCTCCATCTTGGGCTGGGCGGGGCTCTT
TTTTTTATTCTTTTTTTACTTCTGGACGTTTCACTTGTCCAATTCATCTGCAGGCTTTGG
ACCCAGGGTTGGACTGACAGCTTTGATTAACCATAAATAAATGTGGAAAGTGCCTGTATA
AAGAAGAGTGGATAGCCTGAAGCTTTCTATTTGACCATCACCAGCCTTACATTTCTGGAC
ACAAACTAATGGTCAAGTCCTTTATCTTCATGTTCATCTAAATTGAGGTCTTTCCTACTC
AGAGCACATATTTTAAAAAAAGAAAAAAAATGATGAATGCCTGCATTTTTTTTTGCATTT
ATCATCAAAATTGACCAACAGTGGTACAACATATGATGTGAAGACTTATCAGAGACAATA
GAGAACAATGACTGCGCTCTCCAATTTTTCAATGAACTGTCCTTCGGAGGTTCTGAAACT
CTGTGTGAATCTCTTTTCACTTCTGTACTTGGCTGTTGGCTGGTTGATCCAAACATAAGG
CGGGTTTTCCTTACTGCTTTGTTTCACTACTGAGAATACTGAAATTTGATTCTTTCTGTT
AATATTAGACAGATTTTGTGTTATACTGATTAATGTCTGATCAAATGATTTTTACATAAA
ATCTAAAGGTAAGCACTTGTTAGAATATATATATATATATATGTTGAACAAAATTCGCTA
ACAGAAAAAACCACACCTCGACTCTTGTACAATTTCTGTTGA
>CL5072Contig1
GCGAGNAAGCTGCTGAGGAAGCACAGCTACAGCCTTCAGCACGCTGTCCACGACCTGGTA
CAGATGTCTGAGGAGAGCCAGAACCAAGCTGTGGACGCCCTGCGCTGACGGCGTCAGAGG
AAATCCACTGCACCTCTCAAAGCTTGTTGTATATTCTACTCTGTAAAGCTTAAACCTTTT
TTGTGTTCCGTTTAATTTTTTTATGACATAATGGGATCAACACTACAACTATATTACCAA
AATATTGAAGAGATGAAATCAGAGCATTTATTTCTTGATTAGCATTTATTAGAGCTTTTT
TAGTTAAGCTTCAATGAAAGTATACAGAATAAAAACACTTAAATAAGTAGTGGGTAAGCT
CTGCTTGGCTGCCTTTCCTTCGGTGTTGGTCTGACTTTACAGGGGCTGCAGTGTAGTGAG
AAACGTTCAGCGTTTCAGCTCTTCATTTCTTTCTCTATGGCTGCTGCTGCTGCTGCCGCC



GCCTCCTCAACTCTGGAAACCAGGGCTGAACATGGGAGGGGTTGAATGTTTGAAAGGGAA
GTGGCTGGGAAAAAAAACCGCTCTGCTGTACAGTTATGCTTGTGAAGTGAAATCAGTAAC
GGGAAGAATGGATATTTAAAAACTTTTCTTTGTTGTGAAATTTGCCTAACAATGCAATCT
ATTATCTGTATCAAAGTACTGTTTCTTTTCTTTTAGACATGTGGAATGTATAACAAACTG
TCAGAGGGGATTGCTGTCCAAACTTTTTTTGTTTTTACACCTTTTTAAAGAGACGCCTGC
ATGAAGGATAGAGGCTTTAGAGATGAGGAATGTCCTCGTGGTCTTTGCACAGTCACAGTG
GAAAAAAAAAAGTCTTCTCATTGTCTTTCCTCTCCTCTACCCTGCTGCGTTTTAGCCTCT
CCTCCAGCAGAGCTGGATCTCACAGCACATTCCTCACCCTGGAACCAACTTTATTTTACT
TAGTTTTATTTAAAGCAGACGATCATTTGTTGATTCAATCCACACTGTTGTGTGCCTGGA
TTTATGTGTGAGGGTTTTGGGGACTTTGACTGTATCTAATGCTTGTCAGTTTACCATTCT
GCAGTAAAACTACATATCCCTTCTCAATTGCCAATAAACA
>CL5073Contig1
ATCTTTTATTGAACAGTATATAAATGTGACTTTACAACAAAATAGAATTCAAAACATTTT
CCTCTTTGGCTATTTTAGAATATTTAAGGCACAGGGACACTTATTGATTTACAAATGGGC
TACCAATTTGTTATTTCGCAAGACCTCCACGTGCAGGTTAGTTTGTCCGTGTTCAAGATT
TGCTGACCGATGTTCAACCACATTTGTATGAGCGGCATACTGTTGCTTTAAAACCACAAG
GTTTCAGTTTGTTTTGGTTTTTATAGGGTTCAGGTGACAAAAAGAATCATGGGTAACACC
TATGATGCAACAGAAAAAAACAGTTCAACATGAGTTGTTTCAATGAACACAGCAGATGGC
ATTTACAGACACATTTCCCTCTGATGTGGACCACAAAGTACAAGCTGGTTTTAGAACACT
TTCCTGAGTGCAAAGATCAAACATTAAATTAAAGACAGAAAGTGGAGGCACTACCTTAAA
ACCAATATTTGTATAAAAAGAAAAACACGCAGAATGTGAATAGCTTGAAAGTAACTTCTG
TCAAGCAAAAAAGCCAGAAAACAAAAAAAAAGTAACTTTTGCCATATTAAAATCCAAATA
AAACAGCAGCGACAGCACCATTGTTTGGCTTGATATTTAAAATATGTAGAGATTGTGAAG
GTGGCGATATAAACTATAAACATATATAATGATTCTTATATATGACTGCAAACAAAAGCA
TTTGTAATTCTTAACCCCACCTGTGACCTGAGCTGCAGTCACCTTTGTTTGTTGTGTAAT
ATTCTATTTGACCACTAGAGGGCAGCAGGCGACCAGTGCACTTGTTTCTGCCTTTCAGTT
CTTTCCAAAAAACTCT
>CL5074Contig1
GCCCTTTTACCCGGGCCTTATGGCCGGGGATGTTGAATTGGAAGTTTTCCCCGCAAACGT
ACTGACTCATTTTAAGAACATGTCCCGCCTCCCTGTCATGACCAGCAAGAGGGTTCTCAC
AAACAGCAACTCAGAAAACGCCCAGGTTATGGCTCCTGCTCAGAAAAAGATGCGGAGGGA
GCAGGACATGCATAAACCTCAGGCAGCGGCTACAGTTATTGGACATAGGCAAGCTCCTGT
TGCTGCCAGCAGAGCGCCTCACTCTGAATCCATCAGGACTGCAGGAGCTGCCACGGTTGC
TGTTGGTCCTTCCAGAGGTGTCTTAAAACGGTCTACAGCTTCTGCTGCTCCACGAGGAGT
TAACCCCAAACAAGCAGCTGTCCCAAAAACAGTTGGGGTTGGGGCCTCTCGTCGAAAACC
ATGGGATTTAAAGGGAAAAGTCAACGATATGGAGGACAAGATCCGCAACTTCCAGACGAA
AGCCAGATCTGTTAATGAGGAGATGGAAGCTCTGAAAGGTTCTCTGTCTCACAGTCAAAG
CAGAGTGTCACAAATGGAGAAAGAGGTAGAACAACAGAGGAGCCAGATCAGCAAATATGA
GATTGAGCTACAAGCTTTGTCACACGTCCGTCAGGAGCTGGAGAAAGTGTCGAGTGACAA
AAGCTTCCTCCAAAAGGAGCTTTCCAACTTAGAGGAGAAATATAAGGTCATGGAGACTCT
TCGAGACAGCCAGGAGACAGAGCTGCAGGCCCTGAAGATGAAGCTGTCAGTGCAGGAGTC
CACAATGACACGTCTGCAGAGCACCCTCAGAGACAGGGAGGAGGAGGTGCACTCCCTCAA
AGAAATGGTGGCGGAGCAGAAGGAGGAGCTTCACACTGGAGAGATGGAGCGCAGACGTCT
CCATAACACTATCCAGGAGCTGAAGGGGAACATAAGGGTGTTTTGCAGAGTGCGCCCTCT
AGTGAGCGGAGGCCTGAGTAAGCATATCCNGCTTCCAGCCAGTGATGATAAGTCTATTGT
ACTGGCTAAAACGGAAGAGTCTCACACTGGCAAAGTTGCCGACACCCAGAAGAATTACAA
CTTCAGTTTTGACAGAGTCTTTGGTCCCCAAGCTTCTCAGCAGGAGATTTTTGAAGAGAT
TTCACTGCTGGTGCAGTCTGCTCTGGATGGATACAACGTCTGTGTTTTTGCCTACGGGCA
GACAGGCAGCGGAAAGACGTACACAATGGAGGGAGAAGAGTACGATGACACCAGAGGGGT
CATTTCCCAGAGCCGTCCAGCAAGTCTTCAAAGCAGGACAGAAGCTTGCCGCGCAAGGCT
GGGAGTTCACTTTCACAGCAAGCTTTGTGGAAATCTACAATGAGACTCTGCGAGATCTCC
TGTACACCGGCAAGGCCAGCAAGAGGCCCGAGCACGAGATCCGGAAGATGGCGAGCAATG
AGGTGACAGTCACCAACCTGACCTACGAGAAGGTTTACACAGAGGATCAGGTTCAGGGTC
TGATCGCTGTGGCCAAACGGAACCGCTCCACGGCGCAGACGTCCCAGAACGACCGCTCAT
CTCGCT
>CL5075Contig1
GAGCTGTATGAAAACAAGATCGCCTGCCTGCAGAAACATCTGCAGAAATTCTACAGCCGA
GAGCTCGAGGAGCGGGATCAGGAGATTGAGGCTTTAAAGGCAGCTCTAAAAGAACAAAAG
AAGGCAGCGGAAGGACCGGTCTCTATGCTGGAGCCTTTAGGAGACTCTGATTGTCCTCGG
CGGTCGCAGCGGCTCAGCTCCAACGACGTCTGCAGACTGCGAGCTGAACTTGAACAGTGT
CGCATCGAGCTTTTCGCCAAGACTCAAGAACTAATGAAGCTGAGGGCGCAGTCCGAAGTG
CCTGGTTCAGCTGGAACTGTCACTGGTGCAGCTGAGCGCAAGCTGCAGGGCTGTCAAAGG
AACCTGCGGCAGCTGCGTCTGGACTTGCTGAGGCTGGGAGAGGAGCTGCAGTCTGGGGAG
AGAGCCTGCTGTCGCAACACGGGCGGGGAGAGGCTGCGCCACACATTAACGGCTGCAGAT



GAGACACTTGTTAAGCAGAACCAGATCCTGACGGAGCTGCAGAATGGCCTGATGTTGGTC
AAAGCTGAGCTACGGCGCAAAGCGGAGACCCAGATGGGCCGCCCTGAGCTGCAACCGGCG
GGCTTCGCCACGCCCACCACATCGGGCTTCTGTAAAAAGCGGGGCTGCACGCCCACCGGC
GACACGGAAAACCGCCCGCCACAGAAGCGTCCCTTTTTCCAGTCCCTGTTCCCGCCGCGA
ACCCCAACACCCAGATACTGCACCCGCGGCGCCGAAGAAGCCAACGCCACCCCATACATG
CGGGTTCTAAGGTCACGCCAACAGACCCCCCCTCCTAGCCCAGTCCTCACGCCTCGTAGT
GTCAGAGCGAAGCACTGAGCTGAAATTCTCACATCATTCAAAAGAAAAGTTGCTGGTTAT
CTTTATACTGTTCTCATACGTTAATCGCCTGCTTTTTGCTTAACTTGCTGCCGTGCCAGA
TAGTTACTTTATAAGCCAGTAAAGCTGCAGGAGACAAAAGGAAACTGATGTGTGTAAGAA
CATCAAAGTACAAGCTTCTGAAGTAAAAAAGTTTATTTCTGATTCCATTGACTTTAATAA
AAGTAAAGTGTAATGGAAGCTCATGTTTGCAGTAACTTTTAAACTGTTTTGAATAAAAAT
GAAACGGCTTTGATCTTATTTTGATTCAAAAATGTGTTACTGATTCATTGGAAGAAACCT
ATACGTTTTGGGTTTTTTTAACTGGCATTTCCAAGTGCTTGCCGTAAGTTTTTAAAGGAA
AAATAAATGTATTTTTTCTTTTTCTGGTGAGGAACTTGATCCAGTTGTCCTCAAACATTA
TCAGCTTGACTGCAGTGTTTCCATGACCAAAGACACCTTTTTTTGGGAGGTAGGGATGCT
CTTTAGCTAATAAGCTTTAATATATAATTATATGCTGCATGGATCTGTGTTTATGTAAAT
ATTTCACATCCTTCTCAATGTCTGGTTTTGCACATTAGTATTTAGCCAGTT
>CL5076Contig1
GTGTTTGAAAGGTGTCATTTTGGACCTGTGTGGAGTGTTGTATGACAGCGGTGAGGGGGA
TGGAGTTGCCATTCCTGGCTCTGCTGCTGCTGTGAAAAAGCTTAAAGAATCTGACCTGCA
GTTGCGTTTTTGTACCAATGAGACACAAGCAACAAGAGAGAAGTTTGTTGCTAAACTTCA
GAGACTGGGTTTCGACATATCGGTGTCTGAGGTCTTTCCTCCTGCTCCTGCAGCCATAGC
AGTCCTCAAAGAACGGGGTTTACGACCCCACCTGCTGGTACATGACGGACTCCTCAATGA
GTTTGTTGGAGTTGACCAGACAAACCCCAACTGTGTGATCATCGGAGATGCAGCTGAAAA
CTTTTCCTACAAGAACATAAATGAGGCCTTCACAGTCCTTATAGGCTTGGAAAAGCCAGT
GCTGTTCTCTCTTGGTCAAGGGAGGTATTATAAAGAGACAGATGGCTTGAAATTAGATGT
TGGTGTTTACATGAAGGCTCTTGAGTATGCATGTGATTTAAAGGCGGAGGTCATTGGTAA
ACCATCCCCAACGTTCTTCCAGAGTGTTCTAAATGACATGGGACTTCAACCAAATGAAGT
GCTGATGATTGGAGATGATCTTGTAAATGATGTAGGTGGAGCCCAACATTGCGTAATGAA
AGGCGTGCAAGTTAGGACGGGAAAATACAGGCCCAGTGATGAGAAACACCCAACAGTAAA
AGCCGACGGTACTGTGGACAACCTGGCCCAGGCTGTGGACATAATTCTGAGTCAGAGAAG
ACGTTAAATCCAAGGCAACTGACGATGAGGACTCTCCGGTCACTCCTGTAGCTCGTATAA
GTGTTGTTTCAGATGGGAAGTGGGCTCCGTGTTTGGGTAATTTCACACAAAACTGTCCAA
ACAGTGCGAGAATTGAACAGTACTTTCCATATACAGTGGATCCTGTATATAAACTATTAC
AACTCACTGCTGTGTCAAACGCAGCCATCTGCTGCTCCACATATACCGCCTCACTAACTC
GACTAAAATTTGATTCGGGTCTGCAAGAGATAGCTGTGAATGCTTTACAGTTGCACTGCG
CGTTTGTCAGTGCGTGACTCACATAGATAAGATACCTCAAGCTGACACACATGTGCCGAC
AACCAGCTGCTGATTGACAGTTATATGAGGAAAGTACTGACGCTCAGAAAACCTGCTAAC
CACCGTACGTGAGGGCGGCTTGAAGTCGCCGTGCATGGGCGCAGCTGTGTAAGTTTAGTT
AATAAATGTAAGAATAATATTAGGCTCTAAAATAAAGTTATTTTACTAAAAAAAAAA
>CL5077Contig1
GGGCTGATTGAAATTAAAAATAATTTGCCACTGAGGGTCAACAGCTTTTTCNTGTGGTGA
AGAGTTGCTGATCCGGTGCTTGCACCACACCCCCCCTTTCCTCGTGATAAAACTTAAATN
AGAGGCGGTAAAGTTGAAAAATGTGGATTTGGAACAACGGTAAAGGAAAGTTTTGTGCGT
TAGCATAGACACGATTTTTTATTTTCTGCTCCCATTTCTCAAGAACTGTTTTGTTTTTCT
TTGGATTATTCTTTTGAATTTGTGGAAAAGTGTTGTCTCTGCATAAACCCCTGCGGTCCA
CGCTGCAACACCCACTTAGCCCTCCACACTTTAGATATAGCTTTGTAATTTATTTGACGT
CAAAATGAAGGGCACAATTTTTACCCTTTTATTTTTTATAATTGCCAAAAAGATGCTGTC
TTATGCTCACATTTCTCTGAGCCTTTTTTTCCCTTCAGCTCATCCTGTGTGTGGATGTCA
CAGGGAGGATCCATGCTTTTTGGGGTTTCCTCTGCCAGTGCTTTGATGGAAATCTGCCAT
CTCATGACACGGCAGTCCGGCTTCATCTCTTCTTCCTGTTCTGAAATTTAAAAAAATGTT
CAGTATGTTTTGTGAAAAGTAGTTGCTCGAGTCATGAAATGTGTCAGTGTTGTAACTACT
GATGAAATGGAGTGATTGCTGATGTGAATGCATTGATCCAGTTCCTCCGTTCTGTTTTTT
TCAGTGTCTTCTGTCTGAAAGTAACTTTTGACATTAAATACTTGGTCAACAAAAAAAAAA
>CL5078Contig1
ATGACAGTACGCCCTGCACCCATGCACGATCGCCCCGTGGGACCAAGAGCTCCACTGCCC
ACCATGTCTCACACACGCACAGCACGTGTTGGGGGGCACGGACCTTGGAAGAATGAAGGA
CTAACCACGAAGGGAGATATGAGAGCACCCATTCGCGTGCATTCAGAAAGAGCGGGCCCT
TCAGTCAACCGGGGAAGAAGCAACTTCAACGATCGAGAGGAAGGCAGACCGGTCATGATC
AGTAATCAGACCTTCGGATCTGGTCGCCAGGTTGTGGTGGAGCGTCACGGCAGGGAGCAA
GGACTGAGAAAAGACTGGCACGGCAGCTCTAGCTCTCAAGCAGGAGGCTTCACTGACAAT
CGCAGGATAGTAGACAGTCGAGGAAGCGTCATGACTTCCAGTCACTCATCGGGAATAGGC
CGTATTGTGCAGATCACTAACTCCAATCCCAGTGGTGGCGCTGTGGGTGGATTCAAGCCC
TTCAAAGGAGTTCCACGGCCGTTTTGATTCCAACTTGTTTGGGTCCTTTCTAAGAACTTT



ACTGAACTCTTAAAAATTGTTTCTAGCGTGGGTGTCAGTGGCTCATTTGTGGCAACGGGG
TTGTAACACTAGTTTGTTGTGTAGATGGTGTTCATGTCATTGTAGTTTTCCTGACAGTTC
CGTTGTTCTGTAAAACTACCCTGTGCACAAACTTCAGTATCTAGCTCAATATTGTACAGC
CCCAGACCTTTCTAACGAGTTTTAAAGTCACTTGAGTTCACTTTTTGAGTGGCATCTGTG
TATTTTCAATAGGTTAGAGCTGCAGTTTCTGTCTAATGTTATATTTTAGTGTATTACAGA
ATTCCAAATGAAGAAAATGTATTCATTTGGTTATTATGGAGAGCGATTATTCAGTTTTTC
CTTTTTTTTTTATAATTTGGTGCTGATGTCTTATTTGAAAAGCGTTGGATAGCTTTGCTT
TAAAAACATTGAGCTGCATAAATTACCTGCTCTGTAGCACAAAACCTGTTAGTTTTTTTG
TGGTTCATTTTATATCTGTCCAGAGCTATTAAAAAAAAAGAAACTTCTGAGCATTCATTG
GACAGAGAGGACCAGTAAAATCATTAACTACTTCATGGTTGAATAATATTTTGTTCATCT
TATTTTTTTAAACACTTTTTAAGTTGAATGGCTCAACCCTCTAAACAAGTTTATAAATGT
ATTCCATAACACAGAAAGTTGAATCTAAAGATGGTAAACAATCTCCAGTCTTGCTTCTAA
AGACATGGATGACATTTGAGTGTAGGGAGCATTGTGTTAGGATGTACTGTTTGACATTTC
AGCTAATTTATCTCTCCAATTATTTNAAACCTGCCAAGCTTTTTNAGCTTTCAGTGGACC
AATAAACAATGCTG
>CL5079Contig1
CGGCACGAGGGGCACCTCCACCGGGGAACTCGATCCGGTCGCAGCGAGTGACTCAGAAGT
ATGGAGGAGGGCGCCCTGCTTTGGCTGGGAGGAGTTCTCCTCACCGTTCTTCTGAACGCC
ACGCTGACCTTGCGTCTGCTGCGTTCACGGATCATCGGAAAGAAAAGCCGAAATGCAGCC
TGGGAATCTTGGACTGAAAGGAGCTCGTGGTTTCCAAAAGTCCACCACGGTTTTGTGGTT
TTAGATCTTTGAGGTTGAAGCTTATTAAATGATGTTTTTTTTGGTTTTATTTTGAAAGCG
GCTGCATTGTGGCGAGGTCAAAGCTGACTTTAGTCGTCTCCGCGTTTTGGTGTGAACTGC
TTTGCTGCTTTTGTTCAGCTGCTTCACAAAGAACCAAACGGACAGAGCACACGGACTGGG
AAGAACGTCGGCTGGCGTTCTACGTGCTCCATCACTCATCTGGTCTTTGAATGCCCCCCC
CACACACACACACACACACACACATGCTTTTATGTTGGTTTGACCTCCTCTCTGAAGGTC
GTTTGATTGTCCTACCTTGTTCCTGTCGGCAAGATCACTGATCCGTGCAGAAAGACCCAG
CAGGTCCAAAATCCTCAGGAAAAAACAAAACGACTAAGAAATTCTTTCCCGGCCGAGTCG
AACCGGTCCTGAGGAGAAACGGCTTCAAAGGACTGTTTACAAGCTCTACCTTGATATGCA
CATGTGGATACTTTGACTATCACGTATTTGTTCTTTTCTTTGTATTTCCTTTTTTTTCTT
ATGGTTTGTAAATCTATT
>CL5080Contig1
GGGCTACATGCTGAATTTGACCAACATGATTCCAGCTGAAGCTCCAGACTCTCCTCCTCT
AACATACACCAGCTACGTCTCTGTAGTAACCGTAATGGCAATACTGCTCTTCGTCATTTT
CATCCTCATCTTGTACTCTTTATGGCCCAAATGCAACACAGAACCAAAGATAATATAAAC
ATTTGTGTGAAAAGTTCACTGACTTTGCAAACATGCATGGTTTATGTGAGTTTGTGTCTG
TGTGTGTGTGTAGGAGCATGTACATGGGCTACAGCCGATTTTCCACTAAGGTCAGCTGAA
TGTTTTGGAAGTACTAAAACTCTCCTGTTTAAAGATGTGTGTGTATGGGGTAAGAAGCCG
TCAGTGGGAAGCATATTCATAAAGACAAAAAATATGAATGCATTTAGTTTTACGTTGGGA
CATGTCTGTTTTGAAAAATATTTTTCTTTGTTTGAATATGACTCTTGCAAGTCTTGAATA
CAAGATTAACTGTTTGAATCGATGTTTCCGGTCTCGATGTATATTCCTGTGACCCCGGGA
CATACAGTACAGACCAAAGGTTTGGACACACCTTGTCTGTCCAAATTTTCCAACTTTTGG
TCGGTACTGTATTTTCGACAGTGAGCTAAGAGGACAAATTTCATATTCAAGACTTGCAAA
AGTTGTATTCAAAACAGACATGTCAAACATAAAACAAAATTTTGTATTTCGATATTCTTG
CAAAGTTCTGAACAAAGTATTAATTTGTGCACAATTTTGTCTTTACAAATACGTTTCTTA
TTGGCAGTTATCTTACCCCATACGTGTGGACGCTACAGAGAATGTTTGCATTTCAACTTG
TGCTCGTCTAAACACGAATGTATGAATTTAATTTCTTTTTAAAGAGTGAATGTGTGCAAT
ATCAGTTTTTAAAAAAATCAAATGTGAAAATGTAACCGTTTAAATAAACCACC
>CL5081Contig1
GGAGACAAGATCGCCTACTTTGCTAGCCGTTCTGATCCTTTTACCAAGGCCTTTTGACTT
TGCTGGAGGTGTGGACACTTGTTTGTTCGGCTTTAGAACAGAGACTTATTATGGATGTCC
AGAGGACAGGATCCATTGTTCGACCCCCCAGCCCCATGGATAGTCTTGAGAAGCAGTTGA
GCTGCCCCATCTGCCTGGAGATGTTCACCAAGCCCGTGGTGATCCTGCCTTGTCAGCACA
ACCTGTGCCGTAGCTGTGCCAGTGATCTCTACGACTCGCGCAACCCATACCGCTACTCAG
GCGGAGTCTTCCGCTGCCCGACTTGCCGCTTTGAAGTAGTGCTCGACCGACATGGTGTTC
ATGGCCTCCAGCGCAACTTGCTGGTGGAGAACATTATTGACATCTACAAGCAGCAGCAAG
AAGGTCGAAACAGCGGCGACACGGAGACCAGCCTGAAGACCAAAGAATCCAAAGAGCCCA
TGTGCCAGGAGCACGACGATGAGAGGATCAACATCTACTGTGTGACCTGCCAGGTTCCCA
CCTGCTCCATGTGCAAAGTGTTCGGCCAGCACAAAGACTGTGAGGTGGCTCCTCTAGAAA
CCGTGTACCAGACCCAGAAAGGTGAACTGAGCAACGCGATAGATACCCTGGTGGCTAGTA
ATGCTCGCTTGCAGGCTTTGCTGAACCAGATGGACGACGCCTGCCGTGCCGTCCAGGACA
ACGCTCAGACCG
>CL5082Contig1
ACTTGCTCTCGGCAGCAGCAGTCTTTGGGTCCAGTTTGAAATGGTCTCCGTTGCTCTCCT
CTTGTGGCAAACCTTTGTCGTTAGCCAGGATGTGCTCTACCAGGAAACGTGCTGCGTCAT



CCACGTTGATGTTGTCCTTAGCCGAGGTTTCAAACCAACCGAGGAAGCCAGTGTCTTTGC
AGAATTTGTCCATAAGGGGTGTGTTGTTGGGACTTTCCTTCTTCTGGTCACACTTATTGG
CGAGAAGCACAGCAGGGATGGGGTTTCCATTGGTCAGCTTCACCTTACTGTCCAGGTCAT
GCTTCCACTTGGACACGGCTTCAAACGTAGCACCTCTCGTCACGTCGAACACGACAAATG
CCCCGACGGCCTCCTTATAGTACACTCGCGTCATGTTTCCGAATCTCTCTTGGCCTGCGA
TGTCCCACAACTGTAACCGGACCAGTGTCTTGCTGTCCCAGTTGATCACTTTGAGAGCAA
AGTCGACCCCGATCGTCGCCCTGTAGTGCTGCGAGAAAAGCTGATGCACGTAGCGTTTGA
TGATGCTGGTTTTGCCGACCCCCAGTTCTCCGATAACCAGAACCTTGAACAGATACTCCT
TGCATTCAGACACCGAACCTCCGGCCATGCTGGAACTGACGACAAACAAATCTTGGGGCC
GCTTCTGCTTTTAGCTCATGTATGTGTGCAGTCAGGAGCGAAAGACGACTGTTAAGAAGG
GCCAGGCCGCCTGAGAGCCGATAGGAAGTAAAGAGTTGTTGTTTCTTATTTCCACTACTT
TCTAATCCTCCTGGCTCCTCCTGCACCTCCTCCGTCCACCGCCACACAGAAAGCCCCCCG
GCCATAATGCCCGGG
>CL5083Contig1
AATCGAGGACATGGGACCGTGAAAGTATGGCGGATGCCGAGGAGCCGGAGAAGAAAAGAA
GGCGAATAGAAGACCTGACTGACAAAATGGCTGTTGATGGCGGGCACAGGATCAGCGGTT
GCAGCTGGGATGGTCGCTGGAATCACGTCAGGAAATTTCTGGAACGTCCGGGGCCGTTTA
CCCATCCCGACTTTGAGCCGAGCCCTGAGTCTTTACAGTTTTTGTTGGAGACCTGCAAGA
TCCTGGTGATTGGGGCAGGAGGGCTCGGTTGTGAACTTCTTAAAAATCTGGCTCTATCTG
GGTTTCGCCTGATTGACGTTGTCGACATGGATATTATTGATGTGTCGAACCTCAACAGGC
AGTTTCTTTTCAGGCCCAATGATGTTGGAAGACCAAAAGCAGAGGTAGCTGCTGAGTTCA
TCAACAGTCGTATCCCAGGATGCAAAGTACTCCCTCACTTCAAAAAAATACAAGATTTTG
ATGACTCCTTTTACCGCCAGTTCCACATAATTGTCTGTGGACTGGACTCCATCATTGCCA
GACGTTGGATGAACGGCATGCTGATATCCATCCTGAGCTATGATGAAGGAGTCCTGGATC
CCAGCTCCATCATCCCTCTCATTGATGGGGGGACGGAAGGCTTTAAGGGAAATGCTCGAG
TCATTCTTCCGGGCATGACGGCGTGTATCGACTGCACGCTGGAGCTGTACCCG
>CL5084Contig1
TCGGCACGAGGCTCAGGCGCTGTGAGTCATGGGCAGCTTCAAGGGTCACGCTCTTCCTGG
CAGCTTCTTCCTTGTAGCAGGAATTTGGTGGACAGGAAAGTACTCGCTCTGGCACGCCAC
CCGCAGGAACAAGAGCATAGGTTCTACTCGGCTGGCTGGCAGGTCCTTGCAGCGCCGCTT
GGAGATCATTGAGAACAGTGTTGTCCTCTTCTTCTCTTTAGTGGGTATGCTAGCAGAGCA
GTTTCTGGCAGATGGACCAAAGCTGCAGTTGTACAACTTTGCTGAGAAACACTGGGAAGA
CCTGATGAACTGGCAGCACGCCACCATGTACCTGTTCTTCGGCCTGGCGGCAACCGTGTC
TCTGGTTCTCCACAGCACAGAGGCAGCGCCGCTCGCGCTGGACCGTCTGATGCTGGCTGT
CGCTTTCTTCAACGAAGGATTTCTTTTCCTCTACCACCTCCATGGTCGGAGCATGCTGGA
TGTCCATGTGCATCAGCTCCTCCTCTACGCTGTTTTCGGTCAGGCTATTGCTGCCTTCCT
AGAGGTTTTCCATCGAGGGAACATCATTCTGGAGCTGCTGCGCTGCACCCTCACCATCCT
TCAGGGAAGCTGGTTCTGGGAGATCGGCTTTGTGCTGTACCCTCCCAGTGGCCCAGAATG
GGACCTGACAGACCACAGCAACATGATGTTTGTGACCATGTGTTACTCCTGGCACCTGGC
CTTCGCCATGCTCGTCGTGGGCGTGTTGTACTGTACAGTCAGCTGTGTGGTGCGCTCCAG
ACTGAAGAGGACTCCTCCGATGGAAATGGGACTTTTGAAGACAACGGAGCGGGATGCAGA
ATCGGAAGACGACGTTTTATGAAGGAGACCGAACCATATGATGCACGGACATCACAGAGG
AATCAGGGATGTGATGCTAGCAATTTGACTAAAAACAAGAGACCCGGACTTTATGTGACA
TTATTCACTCCAGTCCTGCCTCATTTCATCAGCTTCAGAGCATCTTTAAACCTCTATTTC
TATTTTGTTTTATTCTTTTTATGCTTTTTCATGTCTGCCACTCATTTGCACACAAGTTTG
ACAAGATCTTTGACCTACTAAACTTTCCTTNGTAGAGTTAAGTTGGTGTTCACTAGCGCC
ATCTTCTGGTGAAATCTATCTCAATCGTCAGTGTTACTTGAAAGCATTTCTTTGCATACG
TAAGGCAGCCATCTTTTGTCTCATTACATCAGAAGGTCAGAGGTCAAACACAAAAATATG
CTCGTTTTCCGTAAATGAGATGGATTTTGAAAAAAATTCTAACATTTTTGCTCAAAAGAG
TTGAAAGTTATCATAGTGTACATTTTTTTTGCCTCTTGAATTTGCACAACAGAATAGGTT
TTCTAGATTAAATCATGTTGATGTAAATTATACAATGAAAGTATTGACTCTGTGACCCTA
ATTACCTACATTTGAAGCAAAATAACAATATATTCTAAACAGTTTTTCATAAATTTAAAG
GCAAAACCAGCACCCACTGTGGCTTCTGTACACTAAAGACTTCTTTAGCAGATTATTTAT
TGCTGCTAAAGTGGAAAAATAAATAAAGGAGA
>CL5085Contig1
GNTTTTTNACTGGAACNACCCCNNTTTGGCGGCCGCTCTAANACTAGTGGNTCCCCCGGG
CTGCAGGTAATTCGGCGGCCGCGGATCCAAGCGTCTCAGTTAAAACACTCCGTGCCGCTT
TGCGTTGAATTGACCCTTTATAAAAAAAGAAAGAAAGCAGTTTGGGATTTTTGATGATCG
GGTGTTGCTGCGTTTGTTTAGCACCCGACGCTCAAAGGTGAGGAAACGTTTGCTCAGAGG
GCTTTTGAAGAACAACCCGTCCGCCTCTGATTGTGTGGGACAGAAGCTTTTACTGTGAAA
GGGTTGTTCTGCTGAAAAAAAGTTCCAGCTGAATTTTAAAAAAAAATCTCAGTTTTGTTG
TTTTACAGACAAAACAGTTTAAAAAAAATCTAATTATTATGCAGTTGAACATTTTGGGTG
ATTTTGAGCTCAATTTTGCAGTGAACTTGTTTTTAATTACTGTAAAAATGTTTATTTCAA
TGTAAAATTGCTAAATTTTAGGTGAAAAATTTTCCTCAGTGAAGCTCAGTTTAATTGCAG



GAACATTTCATTTAATGTACACACCAAAGCTCAGGTTAATGTACAGTCAAACTGCTTTCA
TTTCCAGTGGAACGTGATCAGATATTCTGTGAAGCTCAGTTTTGTTTGCTGTGAAACATG
AGGTACTTTGCATCCGTTTACTTTGAAGTCAGTTTTCTTTGCTGTGAAACTTGTTGAAGC
TGCTGAACAGATCAGAAGATTCCTGTTGACTTTGGATCTTCAAACTCTGTGACATCCATG
AGCAGATTTCCCAGAGTACCCAAGTTCAGGGTTTTGGGTTTCCGAACAGATTGTGTTTCT
CTGATTTGTGAATAAAAAGTGATTTTGTTGAATTCCATTATGATGAAGTCTTTTCATGTG
TTTGGTTTACTAACAGTGAAATACTCTGCAGACGTTTTTATTCATAAAATGTGTGTGTAT
GTTAAACTGCGTTGGCTTTTATTTATATTCTGTTTACATAAACGTAAAGCCTGCTGGTCA
GCAGGGGGCGGAGCCTGCTCTGACCAGGTTTTCATCCGACTGCTGCCTCTATTGTCAGAC
CAGATGCTTGATGTGAAGGTTGAGTTTTTTTTGATGGATGCCAGCGATCTTGGTTTGATG
TTCTTGTGTTCAGCTGTTTGCATCTAAGC
>CL5086Contig1
TATGGCCGGGGACCAACAATCATGGCGGATTACAAAGCGGCGCCCTTGGCCTCTTTGCCA
AAAACATTGGACCCAAACGAATATTTCAACTTGTCACCGGAGCACCGGCGCGCAGAGGAA
GCCAGGGCTGCGGTTCGAGCGAACCTGAAGAGGCAGTATCAGGTGCAGCTGAACAACCCG
CACCGGAAGGAGCTGGTTGACGACCCTGCCCTGACACGATGGGTGTATGCGCGAGCAAAC
CCCTACCCACACTTCAGAGCAACAAAGAAGACTTCGCTGATGGGAGCAATGTTTGGAGTT
TTTCCTCTTTTTTTCTTCTACTACGTCTTCAAAACAGATAGGGATAGAAAAGAGGAGCAG
ATAAAGGCTGGAACCCTCGTGCGCAAGTTCAATTTGACATCATGAGCTGATGTTTGTGTG
TAATTACAAATAACTAAATAAAATTATATTGTCAACCACTAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAC
>CL5087Contig1
CATTGCGTTAACGAAAACGAGACGCGTGTTTTCAGGTAAAATTGGTGATTCATTAAAAAG
ACGCAGCCATGCCACCCGGGCCTGTTCAAATGGTTCAGCCTGAGCCTAACAACAAGAATG
ATACACCTCCGGAGGAAACTCCAGCCACTAAACCTATTGTTGGCATCATATATCCTCCTC
CTGAGGTCCGTAATATAGTTGACAAGACTGCGAGCTTTGTTGCCAGGAATGGGCCTGAGT
TTGAAGCAAGAATCCGTCAGAATGAGATCAACAATCCAAAATTTAATTTCCTCAACCCCA
ACGATCCCTACCATGCTTACTACCGCCACAAAGTCAATGAGTTTAAGGAGGGCAAAGCTC
AAGAACCGTCCGCCGCAGTGCCCAAGGTTATGCAGCAGGCTATGCAGCAATCTCAGCAGC
TTCCACAAAAAGTGCAGTCCCAGGTGATTCAGGAAACTGTGGTCCCCAAAGAACCGCCTC
CAGAGTTTGAATTCATAGCTGATCCTCCATCAATCTCTGCATTCGATCTTGATGTTGTGA
AGCTCACTGCCCAGTTTGTTGCACGAAACGGCCGTCAGTTTCTCACCCAGCTCATGCAAA
AAGAACAGAGGAACTACCAATTTGACTTTTTGAGACCCCAGCACAGCCTTTTCAACTACT
TCACAAAACTGGTGGAACAATATACCANGATTCTGATCCCCCCAAAGGGTCTGCTGGCCN
AACTAANNANAGAGGCTGA
>CL5088Contig1
GGTGATGATGCATTCTCCTCAGATGCCTCAGTTCAATACAATAAGGCAACAGTCGCCTCC
ACAGAGCAAGAAGCATGAGCAGAGGTCCAACCTGGTGGGAGTAAAGGAGGAAAAGCCCTC
CCTCTCTCCTGTTCTGCCTCCTTCTCCCTTCAGTCCAGCAGTTCGCCAGGATGCACACAA
ACCAGAGAGCAAACCCAGGTCAGAGACAAAGTCAACAGAGGATTCTCGCCCTGTTCCCCG
CCTCCCGGTCTCTCCGGCTATGCCTTGTTCCCAGGACAGCAAAATCAAGCAAGAACCCAA
AACTCCAATCGCACCCAAAAAGACACAGGATGTGAAGTTAAAGAACATGGGCTCCTGGGC
CAGCCTGGCACAGAGCCAGTCCACGCCGGCGTCTCAGGTGCGTTCCTCCAGTGGCAGTTT
TGAGCATTTCAAACGGGCTGCCAGAGAAAAGGAGCGTGAAAGACAGCTGAAAGCACAGGC
GGAGCAAGCCAGACGAGAGCAGGAAAAACTACGTCGGGACGACGACGACACTGTGGAACA
GTCGCGTCGAGTGCAAGGAGAGACCCGCCGTAGTCAGGAGCAACAGTCGCCACTTGCACC
TACACCCCAAGCTTCAACTCCGCCCACTCATTCACCACAAGCCCCGCCTGCACCACAACA
AGCCCCTCCCCCACCAACCTCGGCTGCACAGAATGCTCTCGACCAGCAGAGGGAGATGGC
TCGCCGGCGTGAGCAGGAGAGGCGTAGACGAGAGGCGATGGCTGACACCATTGACATAAA
CTTTCAGAGTGACCTGATGGCAATTTTTGAAGAAAATCTCTTCTGAGAAAGACGTGCGGA
CACCCTGTCATCGCACATAAACAGCTGACAATAAGAATAGAAAAGTGAGATGACACACAC
GGTTGCTGCTCAGCACCCTAACCCACATCACACAGACTTTATAGTGACTCTCCCTTTCTT
TCAGTAGTTGAGACAGCTGGCTTGTGTCCTGTGAATAGAAGGGGTTGAAAGCGGTTCAAT
AGAATGAGCGGCTCCATCAAGGAAGCCGCTGGTGATGATGCTTAAACAAAAGCT
>CL5089Contig1
CCCGGGCCTTATGGCCGGGGGAGGAACATTGTCTGAGGGGGAGTTATATAACTCGTGAGT
CCGGCAGATTTTACAGGAGTGAGACTTCGAGGCTCTGAAGTTTTTCTCATTCCAGCTTTC
GAGAAGATCCAGAAATCGTACGATGGCAAACGAAAGCAATCCGTGCCCCTGCGATTTAGG
CGATAAGATTGAGTATGGAGGACTCGGCCAGGAGGTCCAGATGGAGCACATCAAAGCATA
TGTAGTGAAGCCCACCTCTCCCAAGGACAAGGCTGTCATCGTCATTCATGACATCTTCGG
TTGGCAGCTTCCAAACACTAGATACATGGCGGAGATGCTCGCTGCCGACGGATACATAGC
TGTGTGCCCGGACTTCTTTGTTGGAAAGGAACCGTGGAGCCCAGCTGGTGACTGGTCCAA
GTTTCAGGAGTGGCTTCAGGACAAAAAACCAACCACCATAAACAAGGAGGTGGACGCTGT
TCTGAATTACTTGAAGGAGCAGTGTGGGGCCAAACGCATCGGGACAGTAGGCTTTTGCTG



GGGTGGGGTCGCCACACATTACATAGCTTTGCAGTATCCAGAGGTGAAAGCCGGAGTTTC
TGTTTACGGAATAGTTCGAGAAAGAGAGGACAGGTACGCCCTCAAGAGCCCCACTCTGTT
CATTTTTGCAGAGGTGGATCAGGTTATCCCTCTTGACCAGGTGAATGCCCTAGAGGCGAA
GCTGAAGGAAAAATGTACCGTAGAGCACCAGGTGAAAATATTTCCTGGTCAAACTCACGG
CTTCGTCCACCGGAAGAGAGAAGACATCAACCCGGCAGACAAACCGTACATCCAGGAGGC
AAGAAAAGACATGCTGAACTGGCTCAACAAATACTGCTGAAGACATTCGCAATATAGAAA
CCAATGAAAGAAATAAGCATCGACTTACGAGATTCTGTAAAAATTGCTCCTAATTGAATG
TTTTTTTTCTTAACTGTCCTAAACACATATGCATTAAATAGTTGGCNNANAAAAAAAAAA
AAAAAAAAAAAAAA
>CL5090Contig1
GGGTTTGCTTTATNGTTTATTCTGCTAATGGAATGTTTGGCTCGAACTGAGNCTCTTTGG
CATCAACTCAACCATTGGGTTTGGAGGAAGAGAATTGCTACCTATGACCCCAAGAACAGC
TTCCCCACTGTCAAACATGGAGGTGGAAGCATTATGCTTTGTGGCTATTTTTCTGCACAG
AGCTACGTCACCACGTTGATGGAGCCATTAATGGAAAATCCTGAGTGAGAACTTCCTACC
CTCCTTAAGCCAGGACCCTTCAAATCAGTCATGAATGGGTCTTCCAACAGGTTAGTGACC
TAGAACCTACAGCCAAGGCAACCAAGGAATGGCTGAAGAACAATCATATCAAGGTCATGG
AGAGGCCCAGCCCATGTCAATCCTATGGAGAGATCTCACAGTCGCCAAGCAACAGCCACC
AAATATTCATGATGTAGAAGGGTCAAAAGAAGGGCAAATACATTTATATAAATTCTTTCA
ACTTGATTTCTTTCTAGGTTTGCAATTCTGCACAACAAACAAAGGACAAAAACTTTTTTT
CCTCCAAATAAAGGCAAAAACCTTGAAACTTCATGTGAGTTCTTGGCAACTGCCATTTCC
CAAATCCTGCTCATACTGGACCCACATCTCCATGTCTNGGATATAAGTAATTAACTTGCC
AATAACAAAGACTTATTAAAGGTCACTGAGGTGAACTTGTAGACAAGCCTC
>CL5091Contig1
GTCAGACCTCAGGCGCTTCCAGTCGCGCCCGATGATCGGAGCAGCTGCGTGCGCAAGGCT
CCCTTTCGGTGTGTAGGGCCTCTCCGTAGCGAGCGCCATGTCTTCTGAACTGCTGGTCGA
CGTGGGCGAAGACCCGGCAACCGATCAGCTGGGACAGCTGAAGCTGGCCCCCATGGAGGA
CCAGCAGTGGCCCCCGGACGAGCTCCCACTCAGCAAGTCAGATACCAACCTGTCGGAGGG
CTTCGATGCCAGCTCTCCTCACCTGCCGTGGGACCACCCCTTCTACGACATCGCACGCCA
TCACATCATAGAAGTGGCCGGTGATGACAACTTCGGCAGGAAGGTGATCGTTTTCAGCGC
CTGCAGGATGCCGCCGCAGCACGAGCTGGACCACCACAAGCTGCTGATGTACCTGAAAGC
TACGCTGGACCAGTACGTGGAAAGCGACTACACTCTCATCTACTTCCACCACGGGCTGAC
CAGTCTGAACAAACCGTCCTTGGGCTGGCTACGAGACGCCTACAAGGAGTTTGACAGGAA
GTACAAGAAGAACATCAAAGCGCTGTACATCGTCCATCCAACCCTGTTCATCAAGACTCT
GCTGGTTCTCTTCAAGCCCATCATCAGCCTGAAGTTCGGCAGGAAGATCAACTACGTGAG
TTACCTTANTGAGCTGGAGGACGTGGTGAAGTGCGAGCAGCTGCTGATCCCCCAGCGAGT
CCAAGAGTACGACGACAAGCTG
>CL5092Contig1
TTTTTTAATAAGATTTAATCCATAAGTCTGAAAATGTATAGCAAGTCAATAAGTGTTCCA
TACTACAGTGGTATTTCTCATAAAACAATTTACACTTTGGGGTTTTTTGTGAGCATTATC
TTAAAAATATCAAGTGCAGGAAAGCGGCGTTGAACCGTCACCATCGCCATCCGGAGGCTC
GTATGTCGATGTGAGGGGGAACGCACAGTTAAAGGGTCGTCAGTGGATTTACATAGGAAG
TGAGTCAGACATTAACACAACGAGGAAACTTATAAATCAACTGACTGTCAGCTTTAGAAT
GTGATACCGTTTATTGCACAAGCCAACGTGTAGAAACAAACCCTAAAACAAATTCTTTAT
ATTCTAAAACATAAATAAACGTAATTTTTAAACTGTGGATAATGGAAGATTATGAAATTC
CCTCAAACCTTTAACAAGTTTTCATAGACACACACACCATCTCTTTCACACACAGACTCT
CCCATCCCACAAGCACACACGCACACGCACACATATGAACCATGAGATACAGAGAGAAGG
GCTTTTTCTAATCCATGGCAGTCTTCCCCTTCAGCACAGTAGCAGCAGCTGATGTGATCG
TAAAGACCCCAATCCATCGAGAACTCATCGTAACCACGGAAGTGGTTTTGAGTCTTCTTT
GTCCAGAACCTTCTGTGCTTGGTCTGGAGGAAACTTCAACATGGAGGTTATTACTTT
>CL5093Contig1
TAAAAAGCTAAGTGCACCGCTCTCTTGAAACAGGGATGAGGACCGCTGTAGTAGTGTACA
TTTACAACCTGGTTGCTCAGTTCTCGGTGGGTTTATCCAGAATTTCCTTGATACGAACAT
GCAGCGGTTCACACACAGCCTGGTAGCCCTTCTGGGTGAGGTGAAGGTAGTCATACATGT
CCTGGTGAGAGATGCTACCATCCGAGAGGACAAAGCCAGGGTCCACGTTGTAGAAGGATG
CGTGTGGAAGGGATGATACGGCCTCCTTGACGAGCTTGTTTACTTGGGCATTTCGCTCCC
GCAGAGGGTTCGGTGATTTGCCTCTGGGCAGCAAACCAAGAATAAGTGTCTGGGCATCTG
GGAGCTTGTTCTTGATTACTTGGACGATAGCCATGATACCACCACAGATCTGTTCAGGTG
TGTGCCCGTGATTGTTGGTGCCGACCCATAGCACCACGACCTTTGGGCTGATGTTATCCA
GTTCACCATTGCTCAGTCTCCATAGCACGTGTTGTGTCGCATCACCACCAATTCCAAAGT
TGAGGCAATGAAGAGGAGAGAATAACTGTCTCCATATCCCAAACTGATGCATGAGCTGAA
TAAGGGAGTCTCCAACAAACAGGACATCAGGTTCTCTGTCTTTGCTTTCAGCCACAAAGT
GGTTGTGCAGAGACATCCATCTTCCATCGCCATGGATGTCTTTACATTCAGTGGGTGTGG
CGGCTGGATTTGAGTCTTCTCCACTCATGGCTCTACCTAAATCCGCTACAGGAAGTATAT
TTCCAGCGTTGCAGTCTGTCCCCGGCCATAATGNCGGGTTTAA



>CL5094Contig1
GGTTTTTCCCGCGAAACGTCGTCACAAAGTCGGGTCCTTCCTGTCTGTTTGGCTCCAGAA
AAGCACAACTTTTGGTGTCAGCTTCAGCCGCTTCAGCATGTCTGGCTTTGACGACCCCGG
CGTTTACTACAGCGACAGCTTCGGCGGGGGAGAGGGACCCGGCGGGGACGAAGGTGGACA
GAAGCGGGTCCAGATCAAGAAGCGGTTCCGAGAGTTCCTGCGTCAGTTCAGAGAGGGAAC
TGACCAAACCGGGTTCACTTACAAATACAGAGATGAGCTGAAGCGACATTACACTTTGGG
GGAGTTCTGGTTGGAGGTGGAGGTGGAGGATCTTGCCAGCTTTGATGAAGATCTGTCTGA
CTGCCTTTACAAACTTCCTACTGAGAACCTGCCGTTGCTGGAGGAAGCAGCTAAGGAGGT
GGCCGATGAGGTGACCCGACCCCGACCTGTGGGGGAGGAGGCGGTGCAGGACATCCAGGT
CATGTTGAAGAGCGATGCCCACCACACATCCATCCGGAACCTGAAGTCGGAGCAAGTGTC
CCGTCTGGTGAAGGTCCACGGCATCATCATTTCTGCCACAGCAGTCAAGGCGAAGGCCAC
CAAGGTGTGCCTGCAGTGCCGCGGTTGCCGCANCGTCATCCCCAACATCCCCCTGCCTCC
G
>CL5095Contig1
TTCNGCACGAGGATGACCAGTCATGCTCCGTGCTGCAGATGGCTAAGACGCTGAGCGAGA
GTGAGTTTGGTGGGCAGCCTCCACCCCGTGCTCCCTCAGCACCTCCACCTCTCCGAGGGC
AGCCCATGGGGGCGGGTCTGGATGCCTGCCGCACCTTCCCCCCTAGAAACCCCATCACGG
AAAGCATCGCAGAGGACATGCCGGAGGAGGCCCTTTGGGGGAGCAGCAGCTCGTCTCTGT
CAGTGGGGGAGTCGTCAGTGGGGGAGTGGCTGCAGAGGCTGGGCCTGGAAAAGTACGAGC
AGGGCCTGCTGCACAATGGCTGGGACGACCTGGAGTTCCTCAGTGACATCACAGAGGAGG
ACCTGGAGGAGGCCGGAGTCCTGGACCCCGCCCACAAGCAGATCCTGCTGGAGAGCCTGA
GGCAGCAGCAGAAGTAACAAGTCTGTGCCAAACCAATTCAAAACCATCTGGAGCCACAAA
GGCCGGAGCTGACCTGAACCCGGCTGCGACGCGCCTTCGCATTCCAGACTGTGCCTTTTG
GGAGGAATTGCACTCCCTCTGTACTGTCGGAAACACTCGCCAAACCTTCGTCCTGCCCCC
CTTTTGTACTGTATGTGTGTTGCTGTCTCGGCGTGGACTTAAATTGTAAACCCGCTTTCG
TTCAAGCGTCACTACATAACTGACTGCGTTGCACCATCAGATGTTACTGAATATTTCCTT
TTAGGAGCTGATGAGGGAGGAATCATTTTCAAAGTAAACATAGGAGCGCTCTTCCTCTCC
CTTTTTTATAATGTAGAGGTCCCCTCCATTTCTTCTCTCTGATCAGCACTGCCTTTTTCT
ATTTCTCAGGTTTATTCCCAATAAAAAAAAGTGGGAATCAAAAGACTGAGAATTATGTAA
CAGATGAGCTCTTTAGCAGCTGTGACTGGGGAAAAGCGACTCAACTCTTGTTTATTTAGT
TTTTGTTCTTGGATGTCCTTGGTTGACAGTCTGCAGATCGTTTCTGCATATATTTATAAA
TTAATGCTTTAAATGTTAAAGGGAATATCGAGAAAAACCAAATTATTCCATGTTGGCGTT
TCATTCGACCGGATTGTGTTTCATTATTACCGTACATTTCAGCCCTCAGTTTGTCCTAAA
TGTATTTCAAAATGTTTGTGACACGATCAGCTAATAAGCCATAAAACCCACAAGAAGATT
TATGAATGCTGCACCAAGTTGTACCCGATGTTTGTGGTGATTTCACATGGCCCACTTCTG
CTGAGGTTCATTTCACGATTTTTACTGATTTTATTTCAAAAGAAACTGAAACTGTGGTTA
CTGTGCTGAAGATAAAGAGCCATCAG
>CL5096Contig1
GCTGCAGCCTTGAGCAGCCGGTCTTTGGAGCCAACTACATTAAAGGCACAGTCAGGGCTG
AGCCTGGAGGTTACTGGGAGGGTCAGGCTAATTTCAAGATGTCTTTCCCCAGTGGAGGAG
CCATTGAGGTGGGGCAGCATCTCTTCAAATTGGCTACAAACGCTTCTCAAGCTCCTCCAG
CTCAGAATGGCGCCGCCTCTTACGGATACCCTGCCCCTGGAATGATGAATGGATATGGCC
CACCTCCACCTGCTCCTAATGGCTATCCTTACCCGCCCCCACCCCAGCAGAATGGGTTCT
ACCAAGGCCCCCCTGTTGTTCCTGGCAATGTGGGATACTCTTATGCACCAGCTGCTGGAG
GAATGTATCCAGCTGGTTTTGACTACATGGCCCCACCTCCCCCCTACCCTGGACCACCCC
CAAACTGGACTCCACCTGGTCAGGACTGGGCAGCACCACCTCCTGTTGCAGGTAACCCAA
AGGCAGCCGAGGCAGCCGGCAGCGCCTACTATAACCCCAACAACCCACACAGCGTGTACA
TGCCTACGGAAAGGCCTCCACCCTATGCTCCTCACCCAGACTCCGAGAAGAAAAGTAACT
GAGGCTGCAGCGCCGCCACTTCAGCAACACTCCTCATGCTCCTGAATCAAAATCCAAAGC
AAGTTTAAAGGTGCAGATCTTCTCGGCTGCACAGAAAGGCCTACGTTGGAGCGTTTGTGA
CACCTCTCCATATACTCACTCGTTATTATTATTGGATTTTCCTGTAAGACAAAGCCCTCT
TTTTAATATCTTCATTTTAAAAGGAATTAAAGCTTGTTTTCTTTTCCAAAAATCCATATT
CTCAGAAATGAGTTAATTTAGTCTGATTTTGTGACCTTTGACCTGCTTCTGTTACAAATT
GGAAAGGAGCGTTCTTGTTTCCAGTGTGTTTAGTCAAAAATGGATCTTTTCAAACATTTG
GTTGCAGTAAATTTATAACTTTAATGGATGTTCTTATAGTATTGGCACTTTGTGGGGATT
TTTCCTTCTGGTTTCAGAGTCACTGCAAGTACAACACAACTGGGGTGGGGGTG
>CL5097Contig1
GATGTCAATCCTATGCAAGAATGCATGTTTNTATGCGTTTACAGTAAGAGATTTTCGTTG
TTGTTGGTTTGTTTCACTCAGGTAAACAGAAGGGGAAAAAGCGTGTTTAAGGCGAGGTGG
AGTACTGTGAGCTTTGATAAGCTTTGATGCCTTCAGGTTCAGGCTGCTTCAGGTTGCGTG
TTCCGTGTTTCTGTCTTTATCATATGTATTCATAGTTCGCGTTGATTTATTTTGGCTCAG
ATTATATTTTCAATCGTCAAGTAAGGCTTTTCAGTAGAATGCATGTCGGCCCCCCTTTGG
CATTGTCTCAAAACCCCCTCATTTCCATTCCAACCACAGTGCATTTGTTTACATAAGTCC
TCTTTTTACAGATAGGAAGGGAAAATGACTCCCCCCTTCTCTGAGCTAGCATGCAGACTC



CCTCCCTCCCACCATGGAGCTCCCCCCATGAAGAGCAGAAAGTAAGTAAAGGAGGGTAAA
ATGCCTCAGTCACTTGCTCCGTCTGCAGCGAAGCTTTCACTCATGCATGTTTGAAGCATT
TAGGTTTGTTTTCGAGAATGCTCGTCTTTATTAAGTCGCTCTAGCTGTATGATTTTCTTT
GATTTCTGGGTTGATTGCTTGTCATGTGCTCTCCTCTTGCGGGCCCCCTCCCCCATCCCT
CCTTCCCCGAGGCCTCTCAGTCTCCCTCTGTCACCTGCTTGACGGACTGGGTGGAGTGCT
TCTCCGTCTTCTTGGTGGAGACCAGCTTCTCCTGCAGCTCTTCCTCCACCTCCTTGACAC
TTTCTGTCACCGTGACCGACTTGGTGACGTGCTTGGANC
>CL5098Contig1
TTCTTTTTTTTGCCTTGAGTTGAACATGCAGTTTAGAAAGGCCACATCCCTCCCCTTCTT
CACAGATTTCACATGAAATGGGGACTCGTTAAAAGGTCATCAGACTTGTGGGCTTTCACG
CGTCTCCAGGAGTCCGTCTTTGATCCTCCACGACCACGCGCGACTGAAGTCTGGAGCGGG
GACACAGCGGAGCTCTAGACCAGATTCTTGTACCTCCTCGTTGTGAGGGACCTGCCGGCC
GTGCGCCGTCTCCAGAGTGAACACCCGCTCAGAGATCTGGTCACTGATTCCAGTGGCAAT
GTGGCCAACCTTCACCCGCCGCTTCTCTCTGATCCGAATGGTTTTGCAGCTGAAGTCTCG
GATGTGGACGTCCACCCCTTCAAGACAGCTGGGCAGCGGAAACTCGAACTGACCCAGCAA
ACCGATGCTGAAGGGCTGAACCTCTGGCTGGCTGTTGGAGGAGAAGAAGCCGGAGCTGGG
GTCATCTCCTGAGCTCAAAGACCAGCGGCCAGAGTCCTTTTTATCCCACGGCTCCCGGTT
GAAACAATGGTCACTGTTGAGACAAGAGAGGAGCTGCTCCTGCATCTCTGCAGAGTGAAG
CTGTGAGAGGCTGCTCAGGTACAAGTCCCGCTCCAGTTTACGAAGCTCCAGTTCAGGCAC
TGTGATTTCCTCGTGGTAATTCTTATAGTTTGGCTCATGGATGAGCATTTGTGGAGCGTT
AGAGAAGGACTTGTTGGACTCCACGTCTTCCTCGTCGTCAGGTTTCTTTGTCCTCAGACC
CGCGGAGATCACCTTGTTGACGGAGAGCTGCGTCTCATCGGCCTCAAAGTCTGCGCTGCT
GTGAAGCAGCTGCTGGGAGTCCAGCAGTTTGTCCTGAACATGCAGAGGTGTAGTGTAGGG
CCCTTCCACTACACTGGTGAGTCCTCCCACTTGTTTTAGAGCGCTGTCAGTTTTAAGTTT
GAGGTCAGATGCAGACAACCTCTTAACTGGATCCTTCTGGAGGCCTGCTTTCAAAACATC
AGCTGTGAGAGGACTACAGTCACCGGGGATCTCTCTCAGAGGTGGAGGCTCATTTGCAAT
CTTAAGGTAGAGCCTGCAGGTGTAGTATCTCGTCCATGGCTGGCAACCGTTGAGCATGTG
CAATAACATACAGCAGCTGCTCCACACATCTGCTTTGGTTCCGCGGGGTTCTCCTTTCAC
AATCTCAGGTGCCATGTGGCTTTCTGTGCCCTTCAGGTCTTTGAACCCACTAAGGCTCTG
GCCCTGGTGGTCCACTTTCTCTGCATGTCCAAAGTCACACAAGTAGGAGTCTCTACCATC
TTCTGACAGCAACACGTTGTCGGCTTTAAT
>CL5099Contig1
CCAGAAAAAAATTAGGGATGTTGATGCTGCATAGAATCAAGTGGGAAGAACACAGTAGCA
AAAGAGATGATCCAGATGTTGATGACACAAAGAGAAACAACAAGTGTTGGGTTGATTTGG
GAGGGAACAGGTAAAGATCGAAGTTATGGAGAGATCAAGTTCAAGCAGTGTCCCACAGAG
AGCATGGCCCGAGAACACTTCAAGAAGCACGGAACAGAACATTACTGGGACCTTGCCCTC
AGCCATAGTGTGTTGGACGGCACCGATGATTGAAACCTTCGAGGGGAGAGATCTGTTTCA
AATAAGGACTGCTACAGTCCAAACCTGCAGACCTGCTGCCTCACAATAGCCAGAATTATC
TATTGGCTGCTGAGGAGGAAGGAACAAAGACTCAATAAAGAGACTTCAACAGAAAATACG
GGGCACATTAAACCTGTTTTTCTAAGAAAAAGTGAGCTCCTGTGTATACAAGGCAGTATA
TGTAGTTTTGCATTTAGTTGATTTCATTGGATGCAAGTCTGTCCTGTTTAGACCGACTGA
TTCCGACCTAAATCAGTCTGTTTCGGCTCATTTTCTGCTATAAAATCCTCAACTTAAATC
ATATTGTCTTTGTTGATTAGGAAGAATGTCCTAATGACAACACACTATCACTAAGTTGAC
CTTTTACTTTTTGAAGTTTATTTTTTGAAACCTTGCTTTTAGACACCTTTCACACAGTTA
CCGCATCATTTATTTTTTGACCCATCAGTGTGTTGACCCCCTATCCACAGAGGTTAGCCA
TGTTTCCTTGTAACATTTAAAACTGCCTTAATTAAAAAATGGAAANNNAAAAAAAAAAAA
AAAAAAAAAAAACAT
>CL5100Contig1
GTGTTCCCCTCTTTCCATCCAGTTCTCTTTAGTGTTTGCCAATGTTGGAGGTGTAACTGG
GGTCTGGCCCTGGACAAAGGAATCGAGCATGGCTCAAGTGAAAGTACAGACCACAGCGCC
CCTGGCTGGTCCTGGCCTTTCCGCCGGAGTTCCCCCGGCGGCCATGGCCAGCCCAGGACC
CCTGGGTCTGCAGCCCTCTGTCAACGGCACAGGCTCGGCTCCAGCACCCGCCTGCCCTGC
TCCTGCAGTCGGATATGGGGACGCTCCTGTGTCTGTCACACCACCAGGCCCGCCCCAGGA
AAACATGGCAAACCCTAAAGAGAAAACTCCAATGTGTTTGGTGAATGAGTTAGCCCGTTT
CAATAGGATGCAGCCACAGTACAAGCTCCTAAACGAAAGAGGACCTGCACATGCCAAGAT
CTTCACAGTGCAGCTGACTCTTGGGGAGCAGGTATGGGAGGCAGAAGGCACCAGCATAAA
AAAGGCCCAGCACTCCACTGCTGCCAAAGCCCTGGCTGAGAGTGTCCTTCCCAGGCCTGC
ACCGCGCTCCCCAAAAGTTGACATCAACAGCAACCCAGGCAGTATAACACCCACAGTGGA
GCTGAATGGACTGGCGATGAANAGGGGAGAACCGGCGATCTACAGACCCTTGGATCCTAA
GCCCATGCCCAACTACAGAGCCAACTACAACTTCANAGGGATGTTTAACCAAAGGTACCA
TTATCCCATTCCTAAGATCTTCTACGTTCAGCTCTCTGTGGGAAGNCATGANTTTATTGG
TGAGGGTCGGACCCGGCAAGCAGCAAGACATAACGCTGCCATGAAAGCCCTTCAAGCCTT
GCGCAACGAACCCATCCCTGNACGGCCACCACAGAGCCCA
>CL5101Contig1



CGAGGGTTCACGGCTCGGTCTCTCATGAATGGGCCACAGCTCTTCCCCCCGGGTTACAGG
ACGTCCAGCAGTTCTTCACGGACGGACGGGAGTTTCTCCACAGCTTTGTGGTGGGGGGGC
ACATTTGAGACTCGGCCTGAAGACGGCAGGACAACGTTGAGGGACCATCTGTGGGAAGCT
GCTGGATCCTGAGATGCCAGAAGAAGTCAATAAAGACGCCATGAGAACACCATCCACTTC
AGATAAAGCCACCAACAGCGAGCGCCCTGCAGCCACGGCGATGGCTGTAAACATCCCGCT
GGTTAATGAAGTCCAGCTGACGGCGGCCACCGGCGGCGCGGAGCTCTCCTGCTATCGCTG
CACCATCCCGTTTGGCGTGGTGGTGCTCATCGCCGGCATCGTGGTCACGGTGGTGGCTTA
CAGCTTCAACTCGCACGGATCGACCATCTCCTACTTCGGCTTGGTGCTTCTCTCAGCCGG
GCTCTTGCTTTTGGCGTCCAGCGCCATCTGCTGGAAGGTGAAGCTGGAGAGGAAGAAGGA
GCGGCGGCGGGAAAGTCAAACCGTCCTGGTCACCAACCAGAGGAGCATTTTCACCTGAAC
TTTCTGCTCCAGGCGGGTTTGGGTTTCAGCAGCTGCAGCCGTCCGGCACGTGTTTCTGAC
CGCAGAACACAAAGCTTTGAAGACTTTGTTGAGGACTTGTTTTTCAGATGTTGAGCATCT
GGCGAGCTGGGAACGCAGCCAGGAGGAATGTTTCCCAATTAAGACGAATGACCGCTTCAG
CGCACAGGAAGTCTCTCATTAATCTGCTTTGATTGGAGTGGAGGAGGACAACCGTGAAAA
GAAAAGCTCAGGAGGGGGTCGGGACCTGGAGACGCAGCGGAGGATTCCCAGCTTTCACCT
CAACGCAAACATGTACGAACTTTTTCAGAAAGTAGGATTTTGTGGAGGAATGGTACGGGA
CGCAAGGGGACTTTACCCCCAAAAACCCTTTCTTATATTTGCTATTAATAACATCTGACT
CTGAGTTTATTATCAATTTTTATGAAAAATGTGAAATTTCATAAACATGTAAAATTTAAT
ATTTATCTTCTTTAACAGACACTTGTACTAACTGCTAAGAATAATAATAAGTGAANAAAA
AA
>CL5102Contig1
TATATTTGACATGTCTTCAAAATAAACACAAAATACATGATCCACTAAGCTTAATTATAT
TCTCATTTGTAACTTTCAAAGAAGCGAGTTTCTTTTTTTCCAATTTACAGACAAGCTTAA
AAATGTAAATGTTTAATGTAATATAGCCAGAAAAAAAATGCATGTGTAAATATGTCTGTA
AAGTATTAAACATTGTTACTATGGAAGCATAAGAACAAGAGCACATTTGGAAAACAATTT
TGGAAATACACAGACAGCAGTACAATGGACATGAACATGACGTTGGTCTTTACTCTCTTG
GAGTAATCATGTGAAAGTTCACAAACAAACCAAAATTCACCCAGTTGGTTTCCAAAATCT
TGTACACAAGTACTATAAAAACTAAATTTTTATTATTTGATATTCGACTTTTGCTTTGTT
CCCTGAAAAGGAAATCAAATCAATATCCCTTTTAAGGTTAAAAACATTAGAAGCATGAGT
ATCGCAGTGGTATTAACACTGATGTAAAAACTTAATCTCTATCAGAAACCATAAGAATTT
CCTCAACAGTTTTGAATTTCATGAGCAAAAATATGAAAAGCTACAGTGAAAAGGTTTATA
GTACTGAAAAATAAAAGGGCAGTAAAAATGTCAAAGAAGCGGTGTCTTTCAGACACTTTC
CTGGGTTAAAACCATCACTGTGATGGACTGAAATATACTTTATTACAGCCTTAACATGCA
GTTTGCGTTTAGACAGGATAGCTAAGTGAGAATAACAAATCCAACATAGCAAAAGGAAAA
ACTTACGGGTTTCAGCATAATATAACAGCATGATTTGTCCAGTCTGCCTTACATCATTCG
GCCAGGCAACAGTTGTAAAGTTTCAGTATTAGTATTGCTTTAACTTTTCAACTTTCCAGC
CTCTATTGTTCTTAAAAAAACTCCTATTTCTAGAAAGGTTTTAAGAGTTGAGATGCTCCA
CTTGAATGGTGGATGCTGACACAGTGAGACAGAGGTCTTTGTGGGAAGTGATGTCCGCCA
CACTGACTGGTTTGTACTGGATGTCACTGGCAGACACCGTCTTATACTGATTCAGGTCAA
ATGGACAGGTGAGTTCTGTCTGGGCGTAGCCACTTTGCCCGGCCATAATGCCCGGGTTTA
ACGGCGGCT
>CL5103Contig1
GCTCTGACACTTTTCTGTTCTGCGTCGGTGTTGAAGTGGTTCCAGCTGCAGTACACGCCC
CCCATGGGCGGAGTCAACGCTCTGAGCGCGCTCTGTTGCCAACATGTTTTTGATCATGTG
ACCACCCAAACGCCACAAAGTTTTTTTTTCTTTGTTTTGTTTTCTCAGAGTATTCAACTC
ACTGTGTTCTCGCCATGGCGGCGTTCCTAAGGGTTGCCTAGACGACAGGTGTAGCAGCCT
AGAGCAGCTGGTGTTCCTCCTCATTTTGTGGTCCAGGATCCTGCAGTTTTATTTTGAAAA
TCCTAACAGGAAAAGCGGGTTTTGCTCCGCAGCCAAGTCGACCTGCGGCGGCTTCTTCTG
CGCTTTAAGCTCGACGATTTTCTGCCGGATTGGCGGCGTTTTGGTTTTCCGCTCAGCTCC
TTTACCTGCAGTGGTCCCGGACCCGCCCCCTTCACCTCTGACGCTCCTCCTCTGCCAGTT
CGGTTACCTCAAACCCTCTGTAATAAAGACACGGGGCTCCCCAGGGAGCGTCTGCCCCGA
ACGCGCCCCTGCATCTGTAACGCCATTCCTCCAGACTCTACTTACCTCAAAGTGGCTCCG
GGCCTCGGCCCGCCGGGCGTCTG
>CL5104Contig1
TTTTTTTNTTCAGAAAAATCTGGTTTATTACTGAACAAGCAGACCCGAATCTGTGTACGG
ATGCAGATAATCAAACACAACTAGATGTAAGCCACCAATCAAATGAGAGCAATCACTCAC
ACAAACAAACCCTAAGAGTCTGACATTGACTCCAGTTCAGATCCACAAGTGATTCTAGTT
CATTTTTAGGTGGAATGGTATGCTTGCACCCAATTGTTTGAACAGAAAACACATTTGCCT
TGTGCCTGGCAGCTTTATATTATGCTGGACTTCTCTGTAAATGAATCATAAGTTTGACCA
GACGCTGAGCGTTCACAGGTGTTTCCGTTTCACCACAGAGACGAATAGTTGAACTGGATG
CGCAGCAGGTACCTCATGCGAGTCTGAGCTGGACTGTAAACGATGAACTCGTTGTAGAGG
AGGGAGTAACCGCTGCTGTTAGCCGCTCCCGTTTTCACTCCTGGACCCATCGGCACCGTC
ACGCCATCCAGAGTGACAGAGTTTTTGGGGTCAGGCGCCGTCTGTCCCAGGCCCTTGGTG
CTGTGTTTTCCTGCAGGGAGATTATTGGCTTCATAGTCTGCATCCAGCAGCTCGTTGCAG



TCTCCCAGAGCAACCTCACATAGAAGCAGCAGGCCCACATGGTTGCTCTGGTTGGCGAAG
CAGTAGTTGGCACTTTTTGATGACATGTCAGCAAAGTAGATTCCTTTACCAAACATATAC
CCTGTGACAGGGGCCTCAGGCGGGGCCACTCGGAGGCCCTTGCTGAGGATGCCCACCCAG
TTTGAGAGCCGGGAGCCGTGCCACAGCAGAGTCCTGTTGTGCAGATCTGAGAGGAAGCTC
TCACTCTCCCCGTCTCTGTCCACTGAGAAGATGTCCAGCACCGTCATGCCGTAGTCCCGG
TGGGTGGGGGCATGAGTGGACTGCAGGTACTTCTCTATCACCTTGAACTCAGAGCTGGTG
GAGTCCAGCGGCTGCAGGTTACACTTCAGAGAGTGGTAATGTCGGTCCAGAGGATGCTCC
TCACTGTCTGCGCTGGACTGGACCATCTTCACTGCGATCTGGATGTCACTCAGCGCCTCC
AGCAGGGAAATCTTCTCCTTCAGCTCAGCATCTGTATGGATGACCGGAGGAGGTCTCAAT
CCAAAGTCATGTGGGATGCGTGTGTAAAACTGGTTGCATGCTCCAGCAGNTCCCGACTGC
>CL5105Contig1
CTTGAAATCATCAATACTACAGCTTACATTGCCATCACAGGTGCTGAATCCATCTCCGTG
TACGAGGACATCCTTCGCTCGATCCGCTACCGTCTAGCCAAGGGCTCTGCTCGCTTTGAG
CGGCGGTTCCGCCTGTCTTGCTCTGAGATGAACGGCAGATACACCAGCAATGAGTTGACT
CTGGAGGTAAACTTTCTTCACTCTTTGGACAGCCTTTATCACCCTTCCCACCTGCTTGCC
TCCCAGCAGCAGTTTCTCCATCCATCCCACCATGCTGGGGAGCTGAGTGGACACACCCTT
CCTAATCCACACCGCAACTCTGTGGTACCAGGAGCAGCCACTGTCATCATTATGGTGTGT
GTGGGTTTTCTGGTTGTCATGGTGATCCTGGGTGTCTTCCGAATCCGTTCCATTCATCGC
CGAGGTGAAAGTACAAGAGGCGGAGCCAAAGAGGGCAGCGGTCAATGGGACGACTCTGCC
CTGACCATCATTGTCAACCCAATGGAGTCTTATGAATCTCGTATGGGCATCTCTGCCGAC
ACGGAGGGTGAGGGGGAGGAGGACGAAGAGGCAGTGGAGACGCCTGACGACGCCAGCGAT
GATCAGCGAATCATCATCAAGAAGGAGGGTAGAGACGGCAGCGCCCGTCGCTACTGAGCC
CCGTGCATCTCTGCGCCAGTTCTCATGGAAACCACAAATCAGCTCACCAGTCACACACTT
CAACACTTTTAGTGTCAACAACTGCTGACACCCGTGATCAAAGGAATGTATGCTTACAAA
CACTACGCACAACACTGTAATACACCCCACACTCATTGCCATATGTGACCTGTAGCCAAC
AACAAGCTATTGTTGTCCACCTAAATGTTCAACGGCACAATGTAAACAACTAATGTAAAT
GAAGAGCTTGATGAAACCCCACCAAACTTGTTTGTGATGCACCAATTCTGAATCACAAGA
TGCTCGTGTGTCTGTATAGTGTCATTTTGGTTGAAAAGGACTGAAATAAAACATCTAGTC
TAATATTTGTTATTAAAAACCAATGAAACTTTTTCCAAATATAAGCTAGAACAATTTGCA
ACAGGAAGGCATTGAGTTGTGGATGACGACACATGCGTCTCTCTGAACTTTTTGTAAAAC
TGCATTGGGAAGTCTGTGCACAAGCTCGTATTTTTCTTTGCGACCTCCTCCGACACATTC
CTTTACCCTCAAAGAGTGAAGACATCAAGTTCAGAAGTAACAGCCACAAAAACCTTAAAT
CTGGCGTACCTGTAGGTGTTCTTCCCTCTATTGTGAGATTAGTTTACTTCTTCAGATTCA
AGCTACGTTGTATCTGAGTCTCCTGACAATACTGAAACGCTTTCTTGCACAACCCTCACT
CAAGCTGGCACTTTTTCAACACTCATAGAATACAAAATGAAACTTCTTTGTTCAATTCTG
AGCATTTACAAAGTTGCATTTTCTACAATGAATTGAGGTAAAACTGCAGCAGCTATCATG
CAGATAGACTCTCTCCACAACACTGCTCTACATGGAAACACACACTCCATAACATTACCC
CTCGCTGTTTTCAGAATGTCCGCTCAGCTTGGGCAGTTTTGATTGTATTGATTGTAATGA
ACTTTCTGTATATACAATGAAGACTACTATGATGTTATTGATATTACTATTATATTTTGC
ATCCACTCTTTTACTGCACATTTTTGAGAGGGAGCAGATTATAATTTAACATTTTTCCAC
ATGAGGAATCACTTTTCAACTCAAAGAAGTAATATAATAATGATAAATAGTAGTAGTGAT
AAGGATGATATTCCCATGGCTTGATGAGTGTCTCCTAATTTGTGTGTAATAATGTTGTAA
TTTATGAACCTGTCAATATCTGAGTCACAAAAAAGGAGAGCACATTGTTGTAAGACTTTC
ACTCATTTCAAGGGTTTTTTCCCCCATTTTTTTGTTTTATTTGTTGACCATATTTTATGT
TGTTTTCATTACTTCTAGTAATTTTGGTTTAATAAATGTACAACTGTGTGCTTGTCATTT
TTACCTTCCCATCACGCTCCACTCGCCTTTTCCCTTCACCTCTCCATCACTCTCCCTCTG
TGTCTCTTGCTGTCTGTGTATCCTATCAATGTGCAGTGCTAAGGTTGTCAGTAAATAAAG
CCTCTTGTTTTTGAGTGTGATGTTAAAGAGCCAATAAACATTGCATTAATAAATAACTTA
TATTAATACTATGTTACGGTTTGGAGATTTACCTGTGATTATCGATACACTGACAATGTG
GATTAAGCTGACTAATTGTTACTGAGAAGTGTCAGAAAACATTACAAAATTCATAATAAA
AGCCACTATATGA
>CL5106Contig1
CATCAGTCATGACTCGAACGCTGGTGGCATTTCCGAATTTGCTGAAGATCTCCTTCAGTT
TCTCATCGTCCCATGTCTTCACCAAAGTTTTTGATGTACACGTTGGTGAACTCTCTGGCT
CGGGCGCCCAGCTCAGCCTCGCGCTCTTTGCGGGATTTAAAACGCCCAACAAATACTTTT
CGGTCATTGAGCAGCATGCCATTCATTTTCTCAATGGCTCGTTCAGCCGCATCATGAGTC
TCAAAATGCACAAAGCCGTAGCCTCTAGAGCCATTTTCGTCACAAACCACCTTGCAGGAA
AGAATGTTGCCGAAAGCAGAGAAGGTATCATAAAGAGCCTTGTTGTCGATGGACTTGTCG
AGATTCTTGATGAAGATGTTTCCCACGCCACTCTTTCTCAGCGAAGGATCCCGCTGTGAC
CACATGATGCGTACCGGTTGGCCTTTAATCACGTCAAAGTTCATGGTATCCAGAGCACGC
TCAGCGTCCGCCGGCTGCTGGAAGTTGACATAGGCATATCCCAGGGACCTCCGGGTGATC
ATGTCCCGACAGACCCGGATGGAGACGATGGCTCCGGCCGGGCTGAATTTCTCGTACAGC
ATGGCCTCGGTCACATCTTGATGGAGATCCCCCACATACAGAGAGGCGATGGGGTAACTG
GGAGCGCTGGGGTTCATCTCTGCTGCTGGACGTGCGTGGAGGGTCGAAGTCGAACGAAGC



TGCCTGGACGGAGAAGTTGACGGTTTGGTTCCCCAACAACGGTCTGCGGCGTCACGTTAG
ATGCCGGCAGTTGGACTTAAAACTTTCCGGAGAATTATTTTTTAAATGACAAATAGAATT
CCGGCGATGTTAAATGCAGCTCTAGGATGGAACACTCAACGGTCTAACACATTTTTAGCT
CGACTTTGCCTTTCGGTTGTTTAACCTCTCTTTTCGTTACCGTCCAGTCCGAGAAAGACT
TACTCCAGCTTTAACGTAACAAAAAAGAAAATGGGGGGTGGGCTTTTTTAAATGTATTTT
TTAAAAAAATTGTAATTTTTTTTTTATTTTTTATATTTTTTTTTTGCCGTGTGCTGAGCG
AGCTCGGGAGCACACGCAATCACATAGCACTGACAGCCGGGGTTTGGGGGCCCCGGCCAT
AATGCCCGGGTTTA
>CL5107Contig1
TCGGCACGAGGCAAAAACGGNACTAAATCGACAACAAGGNCTCGATGTGACCTGAAATAT
GTTAGCAGTAGCTACAACTTCCGCTTTGACATGTTACATACATTCTACTAGATGCAGAAA
AATTTCCCCAAAGCCGCATTTTAGCCGCAGCGTAAATTTAATACCAACAAAACAGTTTGG
AGGCTCAAGCAGTCATAGATGCTATATGGTTGACGTACGTACGTAACCGCGCGTGTGACT
CGACAATTCGTCAAAAGGCAAAAAATAATTTGCAACCAGCACGAGATGAGAAGCTTCTGG
AGCGGACGGAGGGACCTGCCTGTTCCGTTAGCCGGACCGGACGGACGGACAGAGAGGCTG
CAGGAGCCCCGCCCACCGAGACGTTTGTTTTGAATGACGCAACGCACCAGCTGACCGAGC
TGGAAAGTGCTGGTAATCTGAGCGGGAACGCGCATGTGAAGGTCTCGCTTGGTCTGCGGG
GTGGTGGAGCTGCCAGATCTTCGGTCGGTTTCCCGGTGTTTGGAGCGGAGCGCAGGTCGA
CTGTCTGCGGAAATACCGTCTAACTACAATCAGTCGAATGCTCTGGAGACGAGACGGGAA
GAGAAAAGTTTGAGCGGCGGCGGAGCGGAAGTCCTACAACGACAGGGACCGACGGGCGAC
CCGGAGTTACAAAACAAACTTAGCGTAGCTTGGTTTGGCTAGTAGTTTGGAAGCTAAAGA
GCGCGCGGGAGCCGAACTCTCCGTCAACAATGGCTACTGCTATATACCTGGAGCACTACC
TTGACAGTATTGAGAACCTGCCGTGTGAGCTGCAAAGGAACTTCACGTTAATGCGGGACC
TGGACAGCAGAACTGAAGAAAAGAAAGGAGAGATTGACAGACTGGCAGAAGAATATATAT
CCAACGTGAAGAACCTGGCTTCAGAGCAGAGAGTGGAACATCTACAGAAGATTCAGAACG
CCTACAGCAAGTGCAAGGAGTTCAGTGACGACAAAGTTCAGCTCGCCATGCAAACGTATG
AAATGGTGGACAAACACATCCGCAGGCTGGATGCAGACCTGGCCCGCTTTGAGAACGAGC
TGAAGGAGAAGCTGGAGCTGACCGGCTACGACAGCACCGACAGCAGAACCGTGAAAAAAG
GTGACTCACGGGGGCAGCGGGACAAGCGTGGATCCAGAGGACGGGGAAAGAAAGGTTCTG
ACGACGACTCTCCCAAAAAGAAGAAGATGAAAATCAGCCAAGACTTGAGCGACGCTCTCC
TGCCAATGCAGCCGTCAGACGTTCTGGACATGCCAGTCGATCCCAATGGACCCACCTACT
GCCTGTGCCACCAAGTCTCATATGGAGAGATGATTGGATGTGA
>CL5108Contig1
TTGTGGTTGTGGTTATAGCAGTGGTTCCTCTCACATTAGATTTGCCTTATGGGTACAGGA
GAGGAAGTATTGCACACAGACAGGAGAAAGCACTAAGTAGGATTTTCACTCACAACTAGT
CGCTCTAGGTTACACATGAGTCTGGGGAAAAGGTGGAGTGGAGATCACAAGACAACTACA
CCAGACAGCAGCAGACAAATATTAGTAAAGGTCTCCCAAGAGAAAGATGGGGAGAAAAAG
GCAGATAGGGAGGACAAGGAGAAAGACAACAGAGAAAGAGAAAGTTCTGTTTAAGAGAAA
TGTCTGTTCAGTTTGACAGTAAGTTCATGGTGACTAAGGTTTTCCTGCATGGTGTTGTGA
ACACCTTATGTAAGCCCAGAAATTTGGATTTGTTATTCAAAAATACCAAAACTTGTTATT
ATTATTTGATATTTGTTGAAATTTTCTCCCGAAATGGCCTGTTGAAGTGGGTGTGCGGCC
TCTGCGGTTAAGTCACGTTTGTTGTAAAGTGTCCTTTTTGTTGTACATGTTCCCAAAAGC
ACTTTTATCTGTGTGCTGACTCCCTCATACCTGATTTAGAGGCAGATCTCCTCACATTCT
GCAAAGTTTTTCAGCATCAGTGTAATCACTCACAATTTGCTGCACCCAAAATTACATTTG
CCATCACACTAGTCCTGTTGATAATCACTGTTCTTTGTGTATCGCTTGCAAATGTCATGG
CACAACTTGCAAAAACCCTAGTGCCCGTTTGAAATGTGCCTATTTGGTGCCCTTCTTTCC
CAGAATTCCTAAGTGTGAGCAGACACTCCAAGAAAGAATTAAAAAACTCTAAATCTAATA
TAAGTCATGCAAGTTCGCCAGTCGCTCCCATTGACCCCAACGCTATTCATAAATACAACC
CTTAAAAAAAGCAAGNCNTTCCNCAAATATCCTGCTTTGTTAGCTTTTCAGCAGTTAAAT
GCTTGATCNCCCNTTTATCGCTTTTAAAAAAGNCTGAATAATAATAATTTAAAGNGTAAG
ATTATAAAAGATTAACAATTTNTTAGCAGCAACTTAAAAAGGACAAAGACAGATGTTTGT
TGTNTTACAAATAAAAACGTTCAAATATGACATAGCTATAGCAGCAACNCTCCTGACGAA
TGTTGGACATCCTGTTAATGCTCATCCANGTCATGATGAGACCCTTTGGGGGGGGGGGAA
CCTAAGGTGTTGGGGATTAGTTGTCTGCTGTTCCTTCAGCTCCTCTACATTCATTAAGAT
TCCCTAAGGCAGTAACAGGAAGAGTGTTGTTTTATGCTTTGGTTTAAATAAACACCATCT
TGTGCTGTTTTACTATGGAGCAAATGTGGGAATTATTTGCTTCCTGGAAGCTGACTAAAA
ATGTTC
>CL5109Contig1
CGAGGCTGGATTGCACTGTCTTCCGTGTTTATGACACTTTTCTTGAAACAAACTTTCCAT
AATCTGCACTATAGCTGCATTAGTGGACTCAGTTTAGTCTGGATTATCCTGGATTAAGCC
GTGGAGTGAGGGAAAGAAGGGAATCTCATGAAGGCAAGTTGAAAGATCAGAATTATTTGG
TACAGGACTCAGGGGTGGGCAATTCCAGGCCTCGAGGGCCGGTGTGTCTGCATGATTTCC
AGATAGTCTTGCCCTACTCATGGCTGATTACCTGGTTCAGGTGTGTCCAGCCAATTAGAA
CATGCCAGAGCAGGGTATGCTGGAAAACATGCAGGAATGCGGCCCTCAGTGCCCACGTCT



GGGTCAGATGGAAGTTGATTGAATTTGGGGATTGGGGGTGTTTAACTTGTATATATTTGT
GTTCATTGGTGTATACATTCATCTATAAAGTCCAGGATTATTTAACAAAACCATAGGATT
TGAGGGAATCAAGTACCTTATACAGGATAGATGCAAACACTACTGCGGTCATGTATTGCA
ACGCTGCATAATAAACTGCAGATGTAACACTTGTTATTTAATATAAAGTCATAACCGAGG
TACCATAGCAATCCGGCCGGCTGTCTTTGTAACCATCTACTTAATTTTGAGAATAAAAAC
ATCTATTGC
>CL5110Contig1
CCACGAGGGCACAATACACAATTCTCTCTAAAGTCCACTTGCTCACCTCACTGCTGAAGT
AATCGCAATGAAATAAATGCATCTGTTAATTTAACAATACACACTCTATCTGCAATAACT
CCACAGCAAAATTGTGTTTTTGTTCATGAAAAAAAAAACAATATTTCAACAAGGACGTAA
AAGTGTGTCAGCATCAAAATCCCACTTTTGATGGCTCAAACCGGAAGATGTCCTTGTTTC
GAGCCCGCCATTTGCCACATGTGATAAGAACACAAAAAATATGCAGCTGACACTTCGGGG
TGGTGGGACCGATTCAGCTTCAGGCGACACAGATGGAACCTTGCAATGGCCTCTAACAGA
GATATACATCAAACATGGAGTTCATTTCTGTCTTTGGATTAACAAACCAAGCCCCTCAAG
ACATTTCTAAACCCTTGCTCAAATACGTCTGTACAAGAAGAAAAACAAAAACCAATGACC
CAAATCTGCATTCATTCTGTAGTAAGACCCACACACACAGGAAAAAAAGAAAACCCTTAA
GCATCTAAAATGCAAAGCCAATTAAAATCCATTTTTGTACGTTGCCATTCAAAGAAAAAG
CCAGTTTGCAAAGGGA
>CL5111Contig1
GCATGTAAAATTTTGTGTTGAGAAAAACAAACGGAGCCACGCAATGATGAACTCTTCTCA
GCTCTCATTTGTAGACTTTAAACTGAGCTGTGAGGTCATGAAGTCAACCAGCCGACGTTT
TTTTCTTACATTTGCCACTTCTTGTTTTCTTTAGAAAGCACTTGAGGTGTCGTATCCAGC
AGACTGCCCCGCACCGCAGATCGAACCGGGGATATCTGCCTCACAGCTGACAGAGTTGTG
TTGTGTGTAGGAAGGGTGTGCCAATCAGCAAGAGGTGTCGGAGTCAGATAAAAGACTTGT
AAAATGTGTGTGTTGGTGTGTGTGTGTGTGAGAGGAAGAGAGTGGATTGGGGATGGTTAG
TAGTTCAAAAAGGGGGGGACCAACCAGACAGACAGATGGCAACTGACAAATGTTTTCAGG
TTTGTTGAAGGTCTAATTAAAAGGTGACAGGTAGTGTAAAGGAACGACTGATGTGTTTTT
GTGTGTTTGGAGTATCTCATTTGTTCCAACATGAAACATCTTGCGAATACACATTGTATA
TTTGTAATAAAAGAAATTGGTGCTTTGATGAAACAAATATTCTCTGTGGTGTCCCTCTGT
TCCCTCCGACGACTTGTCATGCTTGCTGGAATGTCTTTTCTCCTGTCTGTTGAACATACT
TCTTCCTGTTGGGGCCATTGCTCAGAGAAGGCCGTCTCCCTGCTATTGTGTTTGGCAGGG
CTGAAATCAAAGCATATGTCTGCAGGAAATGCACGTTCGACTTCTGTTTCCCTCTTCTCT
TACAATTTACTTGCACAAACAATCAGCCCACACAAAAGTTTTTCAACTAGATCAGCTTCA
GGATTTTTTGGCTCTCTCCCAGAAATGTGAAAATCTTCAAAGTGTTTATTAAACGCTATT
TATATCCCCAAAAAGCCTTTTCCTATTTCTTGTGCGTTGAGCTCTTTTTTCAACCCGGTT
TGTAGAATAATCCTTAAATGTGTGGTTTTAAGGATGTTAATACTCCGTTGGTTTCTGAGT
TCTAAAGTTTAGTTCTATGATTAACCTTTTTTGACTGTAATGAGCTTTTCTCAGGATATA
ATCTGCAACAGCGGGGAGACAGAAGGATTGAGCTAATCCCTGGTTGTTGTGGCCATTGAC
TGTGAGTCCCTTTGTTACACCTGCAACAGAGCGCAGCTTCATCTGCATCATTACAGAGGA
C
>CL5112Contig1
AACTGGCTCAACGAGTTTGAAAAGTGGCAACATGGATTGAAAGATGAGGAGAGTTTAGAG
GTGACTGAGCTCGCCACAGTAAAGAGGCCACAGGAGCGAGCGTACGCCCTTCAGACATGG
CACGAATCAGGTGGTGTTATGATCATGGGATACGAGATGTACCGAAACCTGACGCAGGGG
CGGAACATCAAGAGCAAAAAGCTCAAAGAGACGCTCAGGAAAACCCTCGTAGATCCAGGT
CCAGATTTGGTGATTTGTGATGAAGGTCATATCCTAAAGAACGAGGCCTCTGCAGTTTCC
AAAGCAATGAATGCCATCAGGACAAAGAGGAGGATTGTTCTGACTGGAACGCCTCTACAG
AACAACCTCATTGAATACCACTGCATGGTGAATTTCATCAAGGAGAACCTGCTGGGGTCA
GTCAAAGAGTTCAGGAATCGATTTATTAACCCAATCCAGAATGGCCAGTGTGCTGACTCC
ACCCTACACGATGTCCGGATTATGAAAAAGAGGGCTCACATTCTCTACGAGATGCTGGCT
GGATGTGTTCAGAGGAAAGATTACACAGCCCTCACCAAGTTTTTACCCCCTAAACACGAG
TATGTGCTGTCGATCAGAATGACTCCACTTCAGTGCAAACTCTACAGACACTACCTGGAG
CATTTCACAGGTGTGGGGAACGCTTTGGAAGGGGGCCGCGGCCGGGCGGGGACCAAACTT
TTCCAGGATTTCCAGATGCTCAGCAGAATCTGGACCCATCCCTGGTGCCTTCACCTCGAC
TACATCAGCAAAGAAAACAGGGGTTTCTTTGATGAAGACAGTATGGATGACTTCATTGTG
TCAGAAACCGACGAGTCCTCCATGAGTCTTTCCTCCGACACTGAAAAGACAAAAAAGAAA
AAGAAACAGGGAAAAGGAAAAAAGAAGGATTCTGAGGACTCGGACAGCGATGACGTGGAG
GTCATCAAGGAGTGGAACAGTAGCTCCCGAGGCAGGAACGGAGAAGGTCGAAACAGGCCA
GAGATTGTAGAGGAACCTCAGCCCTCTGGAGCCGAGCCAGGGAGTCCCCGCTCTGCTGAC
TGGCACAGGGAGTTTGTCACAGAGGCCGACGCTGAGATCCTGGCACACTCCGGCAAGCTG
ACGCTTCTGTTTGAGATCCTGCGCATGGCTGAGGAAGTAGAAGATAAAGTGTTGGTGTTC
AGTCAGTCCCTCATCTCTTTGGATCTGATTGAAGACTTCCTTGAGCTCTCTTGCAAAGAT
GAGCAAGATGAAGATGCTAAACCCTCTCCGTACAAAGGTGAAGGCA
>CL5113Contig1



CGGCACGAGGGCGACCTAAAGCAGGGCTCGGCCACTTCCAGCACGACCACCATCTTCACC
TTCAATGATGGCATGGAGATGTACGTAACAGGGCTCTGAGACAGCGGCTGCACTGTGAAC
CCCTTTTCCTTCCAACACAGCCGAGCCACAGAGAGTGACGGCTGGGCCCCTGTCATGCTC
ATCCACACATACTGTTTACATTCAAGTCATAACATCAAGCTTTTCACGGCTCCAGAGGCC
TTGGGGTAGTAAAGTTGATCTGTTATGACCTGGGCTGAATACAAAGTCCTGAAAAAACGT
CCAAAGGTAGTGAAAAAAAAATGAGCACAAGACTATTGCAGAGTAAAATCTGTAGGTAAA
AGTAGCACTTCCGTCGTACTGATATGTGCAAAGCACAATAACGTTAAAAAAAACCTAAAT
TCCTCAATTCTGGTGGGTTAAAAATGGGTGTATGTGGTCCAAGGTGGACCTCTTTGTGTA
AAACATTACGGTAGCAAAGCTTGTGAACAGGCCTTCCCGGTTTTTGATGAGATGTGAACC
CGGATGTAGTTAAATGATTAAAAAAATATATATATCAAAATACTTGAAAGCTCAGGGACC
AAGAAAAGTGACAAGAGTAGTATTAAAGAAAAAAGAAAAAAACTTTGCACACATTTCGCA
TTCCTCCTAAAAGATTCAGATCATGTTCATACTCAGAGAGCCGATCAGATACTTCCCTCC
ATCTTTCACTCCTCATGGACTGAACACTGTCTCCCCTGCCTGTAAATGATGTTTTTACTT
TGTTAATCCTGTTTCTGCACTTTGCCTGCTACAAGTTGCATGCCTATAAAAGCAAGAAAA
AAGAAAAAAAAAAGTCAAGCACTGTCANGNGGTACTTCTATATGAANGTTTTTTTTTNCT
TTTTTTNGTTTTNGCCGTNGGCCTTTTAATTTATTTAATTTTTAGNGGGTNGCTTTATTT
TTTNGNANAGTTCAAANCCGGTTAAATNAAGGA
>CL5114Contig1
GGCTGCATGGAGACCCGACGAGGGAGGGGCTGTGGAGAAGCTCCACTGCCAGGAGACCGC
TATTGCTTCGTCGGATTAATTTCAAAGAAAAACAAAGGAGCAAAGCCGCGTCAATGGAGC
GCAACACAACCTTTACAGTTTTTATTATGTGCTACAAGATGCTCCGTAAGAACAGACAGA
GTATATTCCAAAGTTGAACCTAGACCTGTGAGGGAAGCACTTTCTGATCAGAAACTGTCC
GTTGTGACTGTGCCATGGCACCCCACCCTCCAGGGAAGAGGAGGGGGAGGAGAAGCCCCG
GTCTCAGGCGGGGCGGCAGGAGTACAGCAGATACACAAACACCTGCGGCCGCATGGCGTC
CTCGGAGAGACTCGTCCTGCTCAGCTTCCTACGGATCGGAGACCCCATCCACTTGGCTCG
GCCTCCCCCAGTCCCCCCACCCCCCAACAAGAGCGACTGTGTCCCGCCTCGGTTTAAATT
AGATTTTTCTGAAATAAAGTACACAGTGTGTGAGGGGTTTGTCGGAGCGGCACGGAGGCG
GTGTCTGCAGCAGTCTGGGTGTCAAAATTCCTCCCGTTTGTTTCACAATGACCGTTTATT
TTCATCTTCCGTTAAAAAAGTAAAACATTTGCTCTGTTATCTTCCCCCCCCCAACCCCCC
TTCTTTTCCCGCAAACACCCACACACACATTCAACACACACACACACGCGCACACACAGT
CCTGAATTTCACCCTTTCGTGGGAGAGAGCCAAGCCACGCCCGGTCAGAAACTGAATAAG
CTGAGCTCAAGGATGAAACACCCATATTCACTTCCTGTGTCTGGCTCTACGAAGATGACT
GCCAGGCGTACCACAGGGCTTCGTGTTCGGCCCCAATTCCTTTTTTCTTTTGCCTCGTGC
CGA
>CL5115Contig1
TTACAGAGGTGTGCACTGCAGCAGCGGTTTAAATAAAATCACCCCCCCCCCCAACACACA
AACACACNTTAAAATTAGAANTTAAAATTATGTTTAAAGTTAAAACCTTTTGAANAAAAA
GAAAAACANAANTTTGCTGTTGCCGGGCANAAAACCTGCTTCATTTTTAGCTGGTGATAA
TAAANACAGCATTCTGGATGGNGTGTTCGTTGCTCCCANATAAGTCTCATGCTTTAAAGT
CCTTTTCCTGTAAAAAAAAGTGTTTCTGTGGAACAAAGGTAACAGAACAGAAGCCTTGGA
GTCCACAAGTGGGACACTGTTGACCCCAACCCCTGGGCCGTAAAAGCAGAGATTCAAGAC
GTTTGTGTGAAGAGGTTTAAAAAGCAACTGCCACTCAAAAGCTTCAGAAACAGAACATCA
CAATAGAAAGCAAAAACGGCCATCTTTTGGAATAAAAGCTGCTTTAAAACCTAAAACCAA
AGAGAGTCCAGCGAGCCGGCCCGACTCCCATCAAGGTGCTGAGTGGGTCGCCATGAAGAC
AGAATCCTACTTTCATACTTTCAAAGGGCAAAGTGTGCAAAAGTTCTAGAAGTAGAGTCG
TTTTCCTGAAGCGGGCAGAGGTCGGCTCTTTGGTGGGTCCTTCTGACCCGCTTTGGCCCA
CAGGGCAGAAGCACAGCCCCTCAAGGGTCCAGCAGAGCTGCTGCTTAAGGGGGAATGTCG
GGATGCTGGTGCTGGGGGGCAAAACCCACAGAAAGAGGGCCAACACAGGGTCAGTGGTGG
TGATGGGGGGGGGCAGGAGCTTATCTCTTCCCAGACTTCATGTAGGACGGAATGGCCCCC
CGCGCCGTCAGGCCCTCGAAGCGCTTGTAGGTGTAGTTGATGAAGACCCAGTCCTTGTTC
TTCAGGTCAGCCTCGCTGTGATTAGAAACCGGAGAGGCTGTAGGGGTGAGGATGTCCGAG
TCTGGGAACTCGTCAAGTTGGAGGTGTCATCGATGCTTTTGATGTTGATGGGAATGGCTG
CAGGCCTTTCTCTGATGTGGTCGTAGTCCACCCCCTCAAAGAAAGGGTTGGACTTAATCT
CCAACACGCCTGCAGCTCCAATCCGGTGCTCCTCTTCACAGCAGAACCTGAGGATGAGGT
CTTTGGCCTTCTCTGAGATTGGTACTTCTCCCG
>CL5116Contig1
AGATGGAGAAAGTACAGCATGGCACAGGGAGTTTGTGTCCCTGTAAACCGAAAACATCTA
ATTTAAATGTTCATTAATACAAAAAAACAGTTAAACTCATAAGCAGACATTACAAAATAA
AAAAGCCAACACTATTTTTTTTTAAATAATCCTAAATTTGAAGATAATTAAACAAAATCT
GTATATTTTGCACACATCTGTAACCAATATTATTTGTTGGGAATGATGTAATACCATAAA
ACTTTAAAAAGAAAACGAACTTTTAAGAACACTTCCCGTTTTAATAGCAAAACATATTGA
ACACCTTTGTTTACAAATAAATATGAGTTTTCCTTAAAGTTAAATAATCTGGATATCAGA
ATTGCAGTGGCTTTAGTCGTGCTTGATCTGGACATCTCAATAGCATCTGTTCCATCCTCA
CAAGGGTTCAGTAGGTCGTGGCAGTAATCTGCCTGAAGAAAGCCCAGCCCCAAACAAGTG



TATTAAAATCTGAAATATCTAATGTTTAGGAAGAAAAAAAAGAAATAAAAACAGCACACT
GATAAAATTCTAGAGGAAAATGTTTTGGCATCTCAGAAAATATGAAAACATCTGACTAGT
TTCTTGCAAACCAACCGAAATTTTTAATTTGTGCCTTTCCCCAAGTTAGATGTTGACTGT
GTGAGCGTGCTTCTTGCACAAAAGCTTGTCTTTTTTGGAGAAGAAAGGTTGGCCTTCCAG
ACTGGTGCAGCATGCCACACACACAAAACAGGGAGTCGTGCCAGATGTGCCCCAACAGCC
CTCAAGGAACTTGTCTCCTGCCTCAATGGGGAAGGAGCAACCATGGCAAGTGGTGTTGAA
CAGGGTGTTGTAGTCTCTTTCACAGTATGGTTGTCCATCCTCCATGTGAAACACGTTGCT
CCTGATTGGCTGTTGGCAGGCTGTGCAGACGAAGCAGGACACATGCCAGGTCTGCTTTAA
GGCATTTATGATTTCCCCNAGGATCTTCTGGTGGCAGAGGGCACAGGTTGGCGCAAAGAC
CTGCTCGTAGCAGTGCACACAGTACACTTTGTCCTTCTCTTCTACAAATCCACATTCTGC
CAGGGAGGAGCGGCAGTGAGCACAGTTGAATTCCTCTGGGTGCCATGACATGCCCATGGC
CACAAGGAACGGACCCCTGATGACGTTGTTGCACTTGCAGCACATTGGTGTGCGTGTTCC
AGCAGGGATGTGTTCGGCCCGCTGCACCAGAGAGTTCAGGTCCTCTGGATGTGGCTGTGG
AGTGGGCCGGTCTGGTCCTTTGGGAGCCGGAACAGAAACCCTGCCAAAGGAAGGCCCTGC
AGCCATCTTTTGAAGACCTGGCAGACCTCCGGGCTGGAAGGAGGGTTTACTCTGGGCTGC
GGGACTGCTTTTAAAAGTTGAAGCAGCGATGTTTCCATTCCTGGGGGCTGCTGCAGACTT
GGAATAGGTTTTGGCTGTGGGTGTGGTGTGCACAGTGGGCTTGGTTTTGTCAACTACCTC
GCTGGAAAAACAGACACCTTAATTACACCACAGCTTATTATCCCGGCCATAATG
>CL5117Contig1
GTGGCGTGGCGTCAGTNAGGGAATGCCCCGTCATGGTGGGCGGCTTCTTCTACGACGTGT
TCTCCAGCGAGGCCAGTTTTTGGCGCGCAGCTCGGGTTCCGGCTGCGGGCCGGGGCCACC
GCCTGGCTCGGTCGGACTTGGACTCGGACGGTTCGGTTTCGGCTTGAGGCGTCCCGGCGT
CCCCGAGGAGCTCGCGCAGGAATTTGAACTTGGACAAGAACAGCTGCCAGACCACATACC
AGCCGAACAGCATGAAGAGCAGCGCGCAGACCAGCGTGGCCACGATGACCAGCAGCGTGA
GGCCGACGCTCTGCCACATCTCAGCGGCCGCGTCCTCCGCTCACACAGCGCACACCGGGG
TCCGCTGGCGGAGTGGGGTCACTCGGCTGGCCGGGACACCAACAACGAAAGGCGTCTCCT
CATCGCACACTCACACCAGTTTGAGTTCACGCGCGGCTAGCACGGACGCTAACTTAGCCG
CTAGCTCACAACGGAGCCGCCGCGGCTTCACGGAGCTCCGGAGCCCGGTAACGGAACAG
>CL5118Contig1
CAATTATGAATCAGGAGNAAGCTGGTGAAACTGCAGGCCCAGGTCCGCATAGATGGGAAG
GGGTCGGCTCGGAGAAAGAGGAAGGTTGTGCACAGAACAGCTACAGCAGATGACAAAAAA
CTACACTTTTCCCTAAAGAAACTAGGAGTAAACAACATTTCTGGAATTGAGGAGGTGAGC
ATGTTTACAAACCAGGGGACGGTGATCCACTTTAACAACCCAAAAGTCCAGGCCTCCCTG
GCCGCCAACACCTTCGCCGTCACAGGACATGCTGAGAACAAACAGCTAACAGAAATGCTC
CCTGGGATCCTCAGTCAGTTAGGCGCCGACAGTCTTACCAGCCTCAGGAGACTGGCAGAG
CACCTGCCCAAAACAGTGGGAGAGCACAAAGTCCCCATCGTTGACGCCGAAGAGGAGGAG
GATGAAGTTCCAGATCTGGTTGAAAACTTTGACGAAGCCTCAAAGAACGAAGCGAATTAA
CCAACACCAGGACATGTTTTAGAGCTTCTCTGCTTTGGAACAGAACAGTATTTTGCTTCT
CAAATCTGCTTTTTCAACTACAGTTTTCACAGTTGACATAAATATTCACCCATTTTATAA
TAACTACAATTTTGTCTTAACTGTTGTTGTTTTTTTCCCCCTGTAATAATGTGTAATAGT
TTATTTTATAAATAAAACATT
>CL5119Contig1
ATTTATTGTTTTAGCAGCATGGGAATAAATGATTGGACATACAGTAAAGAAGGTGGCAAA
CAGCAAACATAACTTCTCTAAATTTTCACCATAATATTGCAAACATATTGGCTTCAGTTT
TAACAGACGATGAATCCATTTCAAAGTTTCACTTTATAACCAATATGATCACATTCTTCA
AAATATTTTCACATTTTCTATGCAATATTGTGCCCATATTTTTTACATCTGAAAAATTGT
GTAAACATTTTTGGAGCTACTTTGATGTAAAAAAAAAGGGAAACAAATTATGTTGATCCT
TTTCTGGTTTTGTACATTTGCTTACTAACTAAAATAGATCTGCAATGTTGATTTAATTTA
AAGAGGGAGAGACTTTAGCAAAATGGCTCAAGAAACACATTAAAAGATGTAATTTACCAG
AAATTAAGGATTTGACGTCAAGAGCTCTCCTCGGTAGACATTTCTTTGGATTGCACATAT
TTCTGTAATAAATTTATTCCTTATGGCTGAAAACCCCAGACTTCAGCTCCCTACATTAAT
TTTCAGTGGAATCAGGGTCTGGGGACTCCACTCCAGAACCTTCTTCTTTAACCCCTCCCA
TTTCCAATTCCCTGACTGAGCAAAAGATATAAAATAGATGCCCCCCCTTCATTAATACAT
TTTTTTTGTCCTTTATGTTTTCCAGAATAACACCTAAAAGCATGCTACCACCGCCATGTC
TGATGGAGGATGTTCCACAGCTGAGTTGACGCCAAGAATGATATGTCTGACATCCTCGAA
CTTTTCTTTTGGTTTTTGCCATGTTAGAGATTTTAAACTCTAACATGGCAAAACCTAATT
GCTTCTGTAGACNGCANGTAGATAGAAATATAGGATGAAATGCGTTTCTAACATGTTCTC
GTAGCATTTTTTTCCNCGATGAAGGACATAAAGAAAATTTTGTTTAAAATTGTGTTTCTG
TGTGTTTATTTATTCGAATTGTTGTGAATCAGGATCAGATGAAGAAATGTTGTTTGAAAA
AGCTTGTAGATGTGACATAGGCCATGTGAAGGCAAGCCACAAGCTCCCTGCTTTCCTTGT
CCAAGCNGGAATCTGTCTTAAAACTGTACGGAGAGAGTGTAAAGAAAGGGATGATGGGAG
AAACTATGTTCTAAAATGACACAGTTTTTTGTATTTTGGCTAAATTAAAACAGCATAATC
ATATATAATAGNCCNCTGGGAATTGTTTTAAGATAGATCNAGAGATGATTGGAGGGTTTC
TGTTGTTAGCCTTTCTTTTGCNGTTTGCNTGAATTGATATTTTTTTTTGTCTGTTGAAAA



TTACTTTAATAATTCCTTTAATTTAGTTTAAAATATTATGCAATTTTTCCCAACTTAATT
GTTTTTCTATTTAAACCACATAAAATAAGGCAATTCCTCTATTTTCATTGTAACATTCGT
GTGTGAACTCTGAAGAAAAGGTAAATAACCCTTTATTTAAAAAAACAAAACTTCTCATTA
AAATAAGATACAAACTCGATTAGGCCATTTACACAAAATTTACAAAATAAACAATATTTC
AATAAAGGAAATGCTGTGTGGGACTTGCATCCCCACCCTATCCCCAAAGCACAACATTAA
CAACACAAAAAACTCTAAAGCAAAATAGAACAGCTAAATAAAAACAAT
>CL5120Contig1
CTCAGCATCAGCATGGACGCAGCAAAAGGGACGGTGAACGGGAACCACGACCCAGAGGCG
GGGACCGCCGAGCCGGGGACCAGGAGGCGACGGGGCTCCATGTACCTGGAAGAGGAGACT
AACAAGTCTGGAGTGATTTCCTGCATTTTCTCCTTAAAGGAGGAGGTCGGAGCTTTGGCC
AAGGCTCTTCGGCTTTTTGAGGATAATGGCATCAACCTGACCCACATTGAGTCCCGTCCG
TCCCGGATGAACGGAGAGGAGTACGAGTTCTTCATCAGCGTGGAGTCCAGCTGCTCTCAG
GCTCTTGATGACGTCATTGACGGCCTGCGGAAGGAGATCAGCGGCCATGTGCATGGACTG
TCGCGCAACAAGCAGAAGGACACAGTTCCATGGTTCCCCAACGATATCCAAGACTTGGAT
CGCTTTGCCAACCAGATCCTCAGCTACGGCTCGGAGCTGGATGCTGATCACCCCGGTTTC
ACAGATCAGGTGTACAGAGCCCGCAGGAAGGAGTTCGCCGACATCGCCTACAACTACAGA
CATGGCCAACCCATTCCCAGGGTGGAGTACACCGAGGCGGAAAAAGAGACGTGGGGGATC
GTCTTCAAGGAGTTGAAGACTCTGTACCCGACTCACGCCTGCCGTGAGCACAACCGGGTC
TTCCGCTGCTGGAAAGATACTGCGGCTACAG
>CL5121Contig1
CGAGGCTGAGCTGGAGGGGGGTGGCTGTGGCTGTTTTTACAAAAATTGGTACCTCATTCC
CTTAATTCTCAAATCTGATATGTGAAGGTTGTTCTTTAATTTAAAAATGAGTGTTAAGGA
TTCCCATTTACGATTTAAGTCCCAAAATATGATAGCAGCAAAGGCTTTTATAGCGAGGAT
TTTCCTGATTCTCCAGGTCTTACAACCTCGTGAATCAGTTTAATCATTCTGACGTGTGTC
TTTAATGGTTTTTGCACACAGTGCTGACCAGGTCACTTTTGTTCTTTCATGGTGCAGATG
TGTCACATTGTGTTGGAGTCAAACAGAAATGGCACAGAAAGGCCCAAACGGGCGGCGGCG
GTCGTCCTGTGAAAAAGCAATACATATATTTTTTTCCCCCGTTTATTGTAGCCCTTGTGG
CTCAGCAACAGCCAGAGGAACAAAGTGTTTCAAGTTCCACAGTTTTTAGTTGGGTGTGAA
AATGATCAACAGTATTACAGTATGAACTCATCCATGTTTTGCAGTAAGTTTCTGTGTTGC
ACCGTTTGTTTTCCTGTATTTTTATTTTTTTTCTCATAGCTCAAAGACTTACTTGAAGAT
TGCTCTGAATTTTCTTTTTATGTTTATAATTGACCACCAGATGACAAAAAAGACAAAGAC
TTAAAAAAAAATCCCTTTTTTGTGTACAGCAGTTGTAAAAAATAATGTGTGCATAATTTA
AAAGTGTAGATTTCCCATACACTGTTAATGCAAAAAAAAAA
>CL5122Contig1
TGTTTCTTTTCGACTCCGTCTTTTAATGTTTTTTAAACGAAATTTAGAGTTTTGCTTGTT
TTCTTTTAGGCTTTTTCACCGGTTTTTCTGTAATTCGGTCAATATTTGTTCTTAGTATAT
GTTTTGGCATGTTTTTCTTCAAAATGCCGTCGACGCCCTTCTTCTTCCTCTTGGGCATTA
TTTTGTTTTTAACCTGGTTTACCAAAGAAGTTCTCTCGGAGAAGGTTCTTTTGGGGTTAA
AGGGTTCCAGCGTTGTCCTCAGTCCAGGTGATGCAGAAACGTCCATCACCAGCATAAGAT
GGAAACATGGAGATGATTTGGCTGCAGACTGGTTTGGAGGGAATCCAACGTTCTACCGGA
GCTTTAATGATCTCTGCAGCTTAAATACTGAAACAGGTGAACTGACCATCAATAATGTGA
GACCAGAGCACGGCGGCGATTACACGCCAGAAATTAACGGAAAAATCCTATCTGCAAAAA
AAGTACAAGTTTTCTCTCCAGTCCCCAAACCCAGAATTACTCATGACTGTAATCCTGAGA
AAACCAAATGTACCCTCACCTGTAGCTTTGACAGAACTGATGATCTGGGAGATGTGGAGG
TTTTCTGGATTCTAGATGACAGACGGGAAAAAGGCACAGAGATACAGATCACTAAGGACA
CAAAGGAGGAGACGTTTATCTGCAGCCTGAAAAATCCTGTCAGCTCTGAGAACAGCACAG
AACTGAAGAACCCTCTCTTTTCTGGAGGAACAAGTCTTAACTATCCACTGATTCCTCCTA
TTGTTGGTCTGATTGTTCTGATTGGGGTTGGACTGTTCTTGATTTTCCACTTCAAAATTT
TCAGAGGAAGGAATGAACAGAGGTCTTCTGCAGAAGAGCAAAAAGGTCTGAATGATGAGA
GAAACACTGTGGTTTGGAATCAGTAAAGGAGGAACACCAAACCAGATTCTTCTGGATTAA
ATGTTTAGTTTTTTAGTTTGTTACTACAGTAAAACACTTGAACTGTTATTCTCAGAAACA
CTAAAGTCTGCTTGTGTTTTCTGTTACTTTCTCTACTCCAACATTCTTCAAAGGTCTAAC
AGACAT
>CL5123Contig1
TTCTTTAAAAAACATNCTTNNTTTGAGAAATNGGAAAAGTATGATTTTGAATTTACATCA
AGGTGAATATACAATATGTAGCACAATAAAATCTGCATTGTATGTAAACAGAGTACTTTT
TTTTTGTTTTCCCTGCATTGTATTTAATTAAGAAGAACGTTATAAATGGAAAAAGCCTTT
TTTACCTTGCCCCTGACAATTCTAGCTATCTCACATCACATCTCAATGACACGATTTACA
AAAAAAGGTCACATTTTCAACAAAAACATCTTCTGTTGCATTTTTGTGTCCTGGAATCCT
TTGTTCTCCCCCCTCCACCCTCTTGGTTTTTAATCCGCCGTGGTTTTATTATCTGTTGAC
CCCTCCTGTTCTGATGACGGGCAGCTTCATGTCTGGTAGCTGCAGGACCAGGATCGAGGC
AGCACAATCTCCCAGAAACTATCCCCGGTCCGTGGACAGTGTATCTGGGCGTACCACTCC
TGGCAGTACAGACACACCTGAACTCCCTGACCCAGAAAGAGACACGCCCACATGATGACA
TTAAATACTGGACTTTGTCGTTTGTCGTTCATGGTAAAGTTGAATGCAACTCCAAAAACT



GCAAAGAGACAAAACATGACGGGATAAAAGAAGCCAAATCCCATGGCTAAGGCGTACTCG
TGGACGACAGCAGAGACGATGAACACGGAGAGCATGGCAGCTGCTCTGAACCTTTTTCTT
G
>CL5124Contig1
CATTTATTGATCATCTTCATTACTCCTTTGAGCACAGTTGTGTTGATTGGTAAAAAAAAA
CCCAAACAAGAATAAAAGAATCTGCTGTGGATCATCTGATGATCAGTTTTAGCATGATCT
TTGGTAGAGCTGGAATGGATTATGTCAGTTTCAGGAGAATCTCTAAATTTTTGGATCTTT
GAATAGTGAGTATGTCTCTAGTTGATCTTTCGTTTTCCTAAGTCGATTTCTTACAAGAAG
GCGTCTCTTTCTAGTTTCACATGGTCATAAAATCTGTAATTGATCAGGGGATGTTCTCCA
TGTTGACACTGGACAGAGTGAGGTCAAAAAAGATGCTGAGGGTATCGACGGAACTCAGGT
TGGTGATCCGGTGTTTGAACTCAAGCAGGTGAGACTTGTTAACGGCCACCTTAAACTCTT
TGTTGGTGCACAGGATCTTCATCTCAAACGGCTGACCCTGGATGAAGGGGAAGTGCTCCA
GATCTCTCTCCTCTTTGCCCCACTTCTTGGCTATGAGGCTGTTCCTCACAATCACCTTCT
TGCTACGCTCATTAAAGCGAGCGTTGAAATGGAAGGCCAAGTCGCTCTTTGCAGCCAGTT
CCACTGTGAACCGTTCTGCGTTGGGTTTGACGGTTCCAACGATGGTGATCAGCATCTTGT
CGTAAACTCCATTTGGTAGTTTTTGATTAAACGGAACAGACAAACTTTGTTGTGGAGAAG
TTGGGACAGTCGGTCCAGGGCCAGGTCCTGGCCCAACAGAAGGATTTTGCCATCCTCCGG
GTCCACCAGGCCACATGCCACCCCCGCCAGATTGTCCTCCTGGCCAGGTGGGGTTAGGAC
CTGGTTGTCCCGGCCAGGTGGGATTAGGACCTGGTTGTCCCGGCCAGGTGGGGTTAGGAC
CTGGTTGTCCCGGCCAGGTGGGAGCTTGTTGTCCTCCTGGCCATGCTGGATTGGTGAACC
CAGGAGCTCCTGAGTTGGTTTGGTTATTAGCTTGCCCATCTAGAGCATCAGAGAGATCCA
TGTTGCTCCTTTGCAACCTGAGTTTCTTGGAGTGCTGAAAACA
>CL5125Contig1
AACCTTTTATTGTGTNTGCACCGCAAGAGCTACTTCTGCACACAAAGCAAGCTTCACACA
ATCCAGAAGAACCTAAATGAAGCTCTCCAGGGTGTGTAGAGATCAGACGTATTTGGGTGT
GGGGTTCTGAAGGCCTCTTCTCTTGCGGGCCGCTTTGGGTTTGGTGTTCATGTAGTCGTT
CTGGGAGTCCGCATCCTTCAGCTTGAACCAGAGGACAAATGCGGCGACAGTGACGGCCAG
GCCGTAAGTGGCGAGGAGCGTGACCCCTGTGACCCACACCCACAGCAGCTGCCCTCCTCC
TCCCCCTCCTTCTTGGCAGGCCTCTGGATTGGTGCAGGTTTCTTCATGGAAGACCAGGAA
CCAGCTATGGTTGGGAAAGGACTCGAAGGGTGGGGGGAATTTTTTGTCGGCATCACATCT
GTAGGCCACGTCGGCTCTCGCCATGGCCCCCCGGAGCTCGAAACCCACCAGAGCGTCGGT
CTTCTTGAACTCCACGTCTGTGTTGGAAGGCTGGGACTCAAAGATCTGGCTGCTGTTCTT
GATTTCGCACGTCGCCATCAACTCCTGGTTGATGGTGAGTTTGAACAGAACATGCTGGGT
GGTGAAGTTTGGGCAGAGCACGAACACCCGCTTCAGCGTCACGTCTTTGGTGTCTAGACC
CTGAGAGGCGTGAGATGTCCTGGAGAGCATCAGGACCAGGAGGGTCCAGCAAAATCCCGC
CATCGCTTCCTAAAGTTTCCCTGCCCTCCTCAGAACTCCAAGCTGGTCTCCATGGAGGGC
TCTTCGGCTGCAAAGGAAGCTTGACTCTTCGGCTTGCGGGCGGTCCGCCCCGGCTTTACC
CTGCTGCACGTGCTGGCCTCGTGCC
>CL5126Contig1
CTGGGGGTGTGTGGGGGGGGGGTTGTACAGCAGTTCACGGACCTGGAAAGCCTATGAAAC
GGATCGTCCCTGAAAGGCAGACATGTTGGTGTTGGTCCTCTCATCTTCACTGAGGAAGGG
CGATGGATCCAAAATCGGCTGTTCTAGCAGAGAACGAGCAGCCTTCAGCCTTCCTGCCTC
CTTTTGCTTTGCTGCTCATTCTGCCCTAAATCCATTCATCATGAAAACAGTCGGGATCCG
GCACAGACGTGGGAACTGGTTCCACTTTGACTCCATAACCGGAAACAGGAAGTGGTCAGA
GGTGGAGTGGACCAAAGAGTTTAAGGAGGTGCTGGGGGGTAATAATCAAGCAAACTGCAC
TTTGAAACTCCCATGTAGCTTCTTTGTGAAGAGAACGGTTGATTTGAAAGAAACCCCACA
AACCTTTGGTTGTTCAAATTTCTGGAAATGTATCTGGTTTTTTTTTTATCTTGATGGTGT
TCTATATAACAGGCTGATATATGGCGGGCCATCATGTTTGTACAGTGTTTGTACTGTCTG
TATATTTGAATTATCGCCATGGTAACGCGCGGTTTGTTTCAGTGGATGTTTGAGGATGAA
TCCAAACGAGTACAAAGTGTTTTTTTACCCAAATAAACCGATTTGTTTTTAGCAGAATGA
TAATGCGACTGCAGTCTGGATGAATGTGCAGAAATCTGTGCGTTTTCTTCAAGGTCGGAC
ACTTTTCAGTTTAAGATCTTAACTGGAACGTCAAGTCTGAGAATCTCGTTTCTTGTCGGT
CCCACAAACATTGTTGTGATGATGACAAATAAAAAACAAAACTGGCGGAGCTGAAGGCCT
CTGTGATGGACGGCCGTTCAGGTTTTCGCTGAAGCGGAGAAAAAAAAAAAAAAAAAAAAA
AAAAAACCAT
>CL5127Contig1
GAGGCAGGCTTTGAGGTAGGGCATGCTCNTGATATGCTCCCCACTTGGGTTCTGGTCTGA
GGGCACCACCTCTCTGATCTCCTGCAGCAACTTCCTCTGAGCATCAGGGTTACGTGACAG
GTTGAAAATGACCCACAGCATGCTGTTGGCGGTCGTCTCAACTCCTCCAACCTGCAGCTC
GGTGATGGCTGCATAAAGCTCCTTCTTGGACAGACTGCTTTGGTGTAAGATGTCGCCGAT
TAAATCGTCAGGAGCTCTGATGGCATTCTTCTTCAACTTCTTGTCGATGTAGACTTNGGC
TATGCTGAAAATGCTGTCCCACGCTGCAGTGTGATTCTGCCAGGTTTTGGTGTTAAAGCT
CTTGTGGAACTCCACAGGTGTGACAATCATCATTCCAAACGTGCTCATCATTGTTTTCAC
TGCTGTGATGAAGTGCATGGCTTCTTCATTGACTTTTTCCTGCAGCAGACCAAACCTCTT



GTCATAGAGTACAAGACAAATGGTTTCAAAGGACCATTTATTAAGTTCGAAGTACAAATC
CTTAATTCTTCCATTTTTGTTGATTCTTCCGATTCTTTCGACAAAGTCCATCATTACCTG
ATTTACTTTTCCGTCAAGTTTCATCACTTCTGTCGGCTTCATGAGCTTCTGCTGAAACGC
GCTCCTCACTCTCTGCCAGTCTTTTCCCTCAAGAATGAGCAGTCCGTACGCCTCGTTTCG
CATGTCTCTGTATGCTTTCCAGGGTTTGATCTCCAGCCTTTGAGGGTAACTGCCCTCCTT
CCTGTAGAGCGCCTCCAGCAAGCAAGGTGCGCCAATGTGCACCGACTCAAAGGAGCCCAG
CTTCATCCGGAAAATCTTGCCAAACTTTTTGTGATAATCGATCAATGCCTCGTGCTGTCT
GGTTAAGCCTCCTTTGCACAGGAGTTGAAACAAACTCCCAACCAGCGGCCAGTTTGTGGG
TCCCGGGATCGTATCCAAGCCGTGCGTCCTGGAGGCAGCGTGAGGGCACTGCGCCGGCGC
CACAGCATCCTTCTCCTCCAATACGCACACTGAGGATGTTGGCTTGAAATGCTGCAACCC
AAAAGACTTCTTCTTCAGCAGCTCCACAATCTGTGGAACTTTTTGGACCTGCGCCCTCAT
TCTCAGCTGTGTTTGTTTCCTGTTCTGATGTTGGACGGGCAGGCTCTTCAATGGACTATC
TAGAAGTGGGTTCTAGTTTCTTGGAAGTGACACACCTTGCTCCAATATATATACCTTGAG
AGTGTTTATTCCTTCGGTGCACCGAACCAATCAAGGACCGCTCCTGCATGGTGTGGCTGT
CGAGCCCACCATT
>CL5128Contig1
TTTGTTTNATTTANATAAACTCCTTTTTATCCTTCAGAGTAAGAAAAGAGGACAAACGAT
TGCAGACTTTGCCGTCAGCAATTGTACACTTTGTCTTTATTTATATTAACCATCTGTAGA
TTCCACAGCAGGAGTCAGATGTGTCCCATCTTCACGTACAAAGACCATGACGAGGGGGGG
GGGGGACCANCGACNGACAGGANC
>CL5129Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTCAAACCAAACTAGTTTATTGACAAGTGCTATAAA
TATGTAACAAAATGACATCATAAGGAAAACCAGCATCTGTAAACAACATGTGAGGAAATC
CAGTCACAGTTCATTCCACATTACAAAAAACCCACAAACGTTTATTCAACAGTAAACAAG
TTTTAGAACCAAAAGGCGTAGGAACCCTGAGTTACGTCATAGACACACTGGGCACGTCAA
CCTTCACCCCAAACCTCTCACACACCTTCTTCAGCTGCTCCTCCAGCAGAAAGTTCTTCT
TCAACTCCACATTGTAGTTGAACTTCAAGTCCTCAAGTTCTTCAAAAAATGCTGGGTCAA
AGTTCTGCAGCTCCTTCTTCAGCTTTTGGACCTCTGAACGAAGCCGTGTTTTCTCAGCTT
CAGCTTCCCGCAGGAGGTTTTGAAGTTTCCTGGAATCTGGTCCAGACGACCGTGCACCTC
CACTTTTGACCTCCTGGCTCAACTTTCTGCTCGCCTCCCCTTTCTGCACCTCCAGTCTGA
TGGTCTGGGAGTCGGGTGGGGGGGGTCTGCAGAACTAGTTTCAGGAAACTTTATGAACAC
GTCAACCTGATCTTCAAGTTGTCGAATGATTGCGTGAGCTTTTTCCTCGCGCTCCTTCAC
TTCTTTCAGCTGCTGCCTCGTGCCG
>CL5130Contig1
GACCATCCCCGAGCGCTTCCCTCCGTCCTCTTTGGCGTACTCCACCTGTTTCCCCACCAG
ACTGTCCACCACCTCGCCGGGCTCCCGCTCTGCTCCCCCCCCCTCATTGGAGTCGGGCAT
GATGCGCAGGTCTCCCTCCTTGTAGTCGTCCAGCAGGCTGGTACATGTAGAGGACCGGAT
CCTTCTCGTAGGTGATGTAGAACCAGGAGGTCATGATGGGGGCTCGGGCCAGAACCATCC
CTCTCCACTCCTCTTTTGGCCCCTCCTCTGTCTCAAACATGTGCTCCACCGCCTTTCCGA
TCATCGTCTCTGCCAGCAGCGAGCCAGTCACACGGGCCGGAGCCGCTCTGTCGGGCAGCA
CCTCCAGCCCCACCACCCGAACGTCGCTGTACAGCTCCAGGCCGTAGATGCAGTCAAAAC
CGTCGTATTTAATCAGGTAGAGGGAAGGGTTGACTGGGACCTGGTCCAGGACCATTCCCT
TCCACTGGGAAGACTTTGTGCCCTCCCTCCAGGTGTGCTGGATCCTGCAGCCGACCAGGT
TCCCTCTGGGCGCAGCCAGAGTCTTACTGGGACCAACGCTGGTCCTGAGCTTCTTGTGCG
GGTTCTTCTTCTTCATCATGTTTGCAGAAACGCCTGGCTGTCCCCCTGAGGCTGACGGGC
TCCTGAAGGGCGTCTTCATTCATACAGCTGTAGCAGCTGCTTGGAGGAGATCCTCACCAG
CCAACAGAGTGCAGGATGAAAGGGCGGGGGCAGGAGACAAGGGAAGGGTGGGGAAAGGAG
GGAGGAGGTGGGGCTTATGCTGAGCTCCTGAAGGTGTGCCGCCAGGACAGGTATGGACCA
GCAGCAGGAACAAAGCGCCGGCCCACAGACTTCTGACCCGCACAGCGATCAGCGGCGTCG
CATAATCCCGCTCTCCGCCGCAGGTCGATCCGCTCT
>CL5131Contig1
CCCGGATTCGCGGAGCTTTGACCCTCTGAAAGGGTGCTCCCCTTTACTCCTCCACCTGGA
GCTCCTCCTCTCCATCATGCAGGAGGTGTGATCCTCCATCACCTCCTCTCTGTCTCTGGA
GGGAACCAAACTGATGCTCAAAGAATCAGAGATGTCAGACCAGGACTCCCCCTTGCCAGC
GGACGCCCAGCTGCCCCTGACGTCCCCCCGCACCCCCCTGCAGATCTCTTTCCCCTTCCT
CAGGGAGGGCAGCCGCGTCTGGGAGCGGGAGAGGAAACCGCCACAGCCTGGCGAGCCGCT
GAGCCCACTCCCCACCAAACGCACGCGCACATACTCAGCGACTGTGCGTGCCAGATCAGG
TCCTGTATTTAAGGGGGTTTGCAAGAACTTCTCCAGATCTCAGGGTCATGGGTTCCTGCG
TCCCTCCCACGGGGGGGAGGACATCTTTGTTCACATCTCTGACATTGAAGGGGAGTATGT
GCCTGTGGAAGGAGACGAGGTCACCTACAAGGTGTGTCCCATCCCTCCCAAGAACCGGAA
GTTCCAGGCGGTGGAGGTGGTGATCACTCACCTGAAGCCCGGCACTAAGCACGAGACCTG
GTCGGGTCAAGTCATCAGCTCCTAAAGGAGCATCTGTGGCAGCTGCAACGGCAGATGGGG
ATGTAGGTCCGATTGGATTTGTGAAAACAGAAGAAAGCCTGGAATGTGTTTATTTGAATG
TCTAAATGTCAGCGCTGAGTTCTGAACACAGACGTTTTTGGAAAGTGGAACTGAACTGTG



GGATGCAACTGCAACTTTGCTGATTTTTGGGGAAGAAATGTTTAAGCCTTAGTCACATGC
CCCCATGCAGGGGTTGACTCGCATGGATGCTGTAGGTTCTTGGCTTGTCTGGGCTCGTGG
AAGGTCGTTCGGAGCGCAGGTGTGTTCTTTACAGGGAAGCTGCGCTCGAAGCTGCTGAAG
TTTTCAGCTGCACGACGTCGCCGCAGTGATGAACGTTCTTCTGCTTCGGACTCATCAGAA
GTCCTGAAAAAGGACATGTCAATGAGAAACTGCCAACAAATCTAAAAATCTAAAAAAAAC
AAAAGGAATTGTTGGTTTCATAAATGTCAAAATCCCTTACCAGATCGTCCCAGGATCCTT
GCTTTTGTTTTTGCTGTCCTTTTTCAGCAGGTCGAGGCCATCGTTGATCTTCTTTATCAA
TTCATTGCGTTGGATGAAGTTGAAAAACGCATCCTGCGTCCTCCCCAGTGGGCTGGATGT
ACCGAAGCACTCTGGACACATTGTCCACCTGTGGACACAGAAGGGTCA
>CL5132Contig1
GTGGCTTTATTTTACCCAAGAATGTGAACAAATTTCAGAGATTATAATAGAAATCATAAT
TACTGCAATGCTACTGCTTATCCTTTTACTTAAAACATATCAGATGACCTATTAATCGGG
ATTAATGTTTATTTTTAAGTTTCATAAACAATGTTTTGCTTGTCCTTCATCTGCACTTGT
TTGCTCTTATGACCAAAATCTCAAAGGACATCTTTCAGAATTCGCTTAGCAGTATTCGTC
ACTGTTGGTGTCTCCTGTACACGACGCTCCAGGGACTCCATCTGTTTTGCAGAACCGAGT
TCTGCTGCGTTTTCCTCCACTGCAGCTGGACCAGGTTGACCAGCAGGACCAGTTACCCAG
TTGATCCACCGTAGGTCTTGTTGCCGGGCCTTTATTTTTGTCTGGTTTGAAGTTCTGGCA
GGCCGAGCCCTCAAAAACATCGGGGCAGATGCAAATGCACTTTCCCTCTAGCAGAGCAAG
AGTGCCTCCATTTTGACAGGGCTTGCATTTGCACACGTTGTATTCAGCCATGTAGTCCTG
TGTGGCCCGTTTCAGGTTTTCGATCCTGGCATTTGAATCTGGCATATTCGGTGGAACCAG
CATATAAATGGGTTCCGGCTCGCTGCTCAGCAGTGCAGGGGCATCTGCGATGGACCGAGC
CCAGAACTGATATGTTCCGATGTCCATTATCCCCTCTTTGTTTAGCTTGCCTCTCATGGC
AACAGCACTTTCCATATTTCCTCCTCTGACAGATGTCACAACCTTATCCACCACTGCTTT
TCCATCAGTGTCAGCTTGTGTTATTTCCTTGGGGTTGTCGCATCCCTCAGGTTTTACGTG
ACCTGAAACATCGACCCCTGGGACCCCAAAATCTGCTGTAATGCCTGCTTTGATGCACTG
TTGAAGGGTTCGCTCTGTAATTTGGTTTTGTCTTGATGGTATCCTGGTTTANAA
>CL5133Contig1
TGGCCGGGGATCGGCAAGGATCGCTTTACGGCAGACTCGTCCACATGGCTTCCAACTCGG
CATGATCGGAGTTTGAGCTAAAATCGTCAGTAAGAGTGAACCAAGGCGAACTTAAAATCG
TGTTTTATGTATAGGTAGTCATTGATCGTCATGGGTAAAAGTAAAACCACGAAGTTTAAA
CGGCCGCAGTTCAACGCCGTCGGGCTGCCGGTGAAAGCCGTGAAAGAAGTTGACGAAGAG
GAGGAAGACCACGGTGAAGATTGCTCTCCAGCCGCGGAGCTACTGGAAAAGCTGCAAAGC
CCGAACGCAGACACGCGTGAGTTTGCGTGCGCCAGCATTTCTCGGGTGGTCCAACAGAGC
CAGACCATCCCCGGTTTTCTCCAGAGACATGCTGTCCGGCGCCTGGGCCCCTTGCTGCTG
GACAACAGCTTGGCTGTCAGGGAGACTGCCGCCGGGGCGCTCAGGAATCTGAGTGCATGT
GGAAATCAGGAAGTGTGCGAGGACATGGTGAAGGAAGACATCATGACTCCTGTGACAGCG
CTGCTGACAGAGTGTTGCGCAGGTTTTGACAGCACCGTGGTGACGATGAAGGAACAGAAA
AATGCTGTGGAGGATGTTGCCAACGAGGCGGTGAACCTGCTGTGGAACCTATGTGAAAAC
AGCAGCCAGGCGCTGTCTGTTTTCAACAAATCAGGTCTCCTGGATCTTGTTGCTCAGTGT
CTGGAGAGGCACCCACGTAATGTGGAATTGGCTGTTTCAGCAGCCCACTGTTTGCACACT
>CL5134Contig1
AAAAAAAAAAAAGGTTAGCTGTGACATCAAATAAAAATGCAGGGTAAGTATGAAGAACTA
AAGACTTTTGACAACCTTAAGTTTTTTTTCTCAAATAACAGCTTGGCATACATTTCTACA
CAGCATGCAATAAGGCACCTAACTAACACAAGGAAGAAACCTATGCTACAGTTTGAAGAA
CTGTAATCCAAAATTTAAAAAAAAAAGGGAAAAATATTGCTCACCAAAGTGTTCACTCAT
TTCAAACTGCCTCTCTTTTTCATTCCCTTTCATAGAACCCAAACCATGTCTAAAAAAATA
CATCAGTTTGTAAAAGATATTTTACACGAACAGTAAATCGATCGCAATCCACTGGACTTC
ATAAAATTCTTGTAAAATGAGATTCTCATGTCTTTCAGTATACACAACCTTTTCAGATCA
AATTGTAGTATTTTGAGGAGCAACAATAGTTACCTAGTCTATACACAAGTCATTTGTCTC
CAAAGCAATATAGTATTATATAGCTGGTCATGTACATTCAGAACTTGTGTGCTGTTGAAA
AAGCACATGGTAAATAACTGGGACACGGGGCGTGATACAATATGCTACCCAAAGGGCTTT
TATTTTCTACAATGCATTTTTATCATGATTAAATTGCATGTAATAACAGACTCAGGATGT
CAGTCAGTATTGCTCTGTACAGTCTATGCCGCAGTGCTAAACCATCATAGACATACAAAA
CAAAACAAAAAAAAAAATAAAACAATTTCATAAATATACAAGACGGCTCTGAATCTGCTG
GAGCCCAGTGTGCATGGGAACACCCACATCTTCATCACTTAAAAGAAAATAAAAAGGGAG
CAAGTGGATCATACTATCAAAACTGTCATTTTTTTTCCAGAACAGCACACTAGTCACCTA
TACAGAAATATAAAAGAAAAATCAGTGGATTATTTACACTGGATTCTTTTCATATTTGCT
TCATCCGAGTTATGTAGGTATAAGAAAGATATAGAAGCAAGATTTTTTCCCCCCGCTCGT
TTATATAGCTTTGACTAAAATTGTAGATGAACTGCTAATGTGCCCCCAAACCAAACATCT
ATCAAAAGCCCAGGAAGGAAAGCACTGACCATCCCCCATAAAAACAACCTTTTCACATAG
ATCATATTTTTTTCGATCAGGATGTCTTGGAGGAATGGAAGCATTCTCGTTCAAGAACAG
ATTCCTTCACAATCTAGCATCGTGTTCTGGGCGCAAAGCCCCG
>CL5135Contig1
GCTTTTTTTTTAAAATTTTCTTTTTTTTTTCACAATTTTAACTGATAAAAAAAACACAAT



TTCATAGGGTTTATGAGTTGGAGTTGACACAGACAGGCACTTTGGGGTCAAGGAAAGGTC
AACAAAATGACATTTATAGTATGTCTTTCATTTAAGCTTCTTTCTTCATGATTGAACACT
CTGACTGCATCCCCAACCAGAAGCCTGGCATCATTTTTTCTTTGAAGGAACTCTTAATCT
GCTGCAAAAGTATAACTTCCTTTCCTCCCGTGTCTTCTTTCAGATTCTCCACAGCATAGA
AGTGAAGCAAACCAGCAGGATGATCAAGATAAACACCTATTGTGGAGCATTCAGGGACGC
CTCTGATCTCCTTATTTTGACCTTTGTGCCATGCTTGATAGCAGGAGCCACTCCATCCAA
TACCCCAGGACTCCTCGTTGTCTCCGAAGCCGCAGGGTCCATCGGTGTTCCGCCTTCCTG
CTTGCTCACACGCGACTCCAACCACCACCCAACCGGAAACCTCCACCTCCCAGTAACCTC
GAAAACCCAGAATGCCATCTTTGCAGAGGACCTGTGGGGCATACTCATATCTCTCTGGTC
GTTCTAAGACAGGACAGATGGCATCATCAGTCTTTCGGACCACTTTAGCGCCATCCTTTG
CGATCCACAGCGCCCTATTGGCAGTTTTGTCATCCAAGGACAAGGGAATCCAATATTTGA
TGAGATCTGCTCTGCATTTGGGTTCAGGAACGTTCGGCTCATATGTTGGACTCTTTTCTG
TAGAATTGTTTCCAGAGTTATTTTTTGTTTTTGCTTTATCTGATTTCCGGCTGTCAGAGA
TAATTCCCCCGGTGTTGGGCATGTTGGTTCCCAAGTTTGGCTTCACCCCTTCCTGTGACT
GCTCCGTCTTGTCTTCCCTTATTTCTGGTCTCAATGACTTTTTTTCATTTTTAACACCCC
>CL5136Contig1
AGGCTGAGTCGGAGCAGGTCCCAGCCCTGCGTGCTTAATGACAGAAAGATTGGTATGAAG
CGCAGAAGACCAGAGGATGCCCAGGAGCAGCGTCCCTCCCTGGACTTGGCAAAGATGACT
CAGAAGCTGCAGACGTTTCAGAGTTTAAGTTGCCCTGGGTTCATGTTGGCTGACAGCTGC
CAATCAAGCCTGCCCCCACCCTCCTTTGACGGCGTCGGCCAATCTGAGTCAGACTTCACA
GCCGTGTCAGAACTGGGGTTAAAGGCGTGCCAAGATGCAGCGGGAGATGACGAGGAAGAG
GATTCATCGTACGAGGAGCTGGACAGCGACTCTGCTTGTAGCGTGGACTCACGCCCCGCT
TCTCCTGTTTGCATTGTGGACAGTAAGCACGCCCTGTGGAAGGGTGACTGCGGGATCCAG
AGAGACATTTTTCAGCTGGGAGGAGAGCTGGATCTTGAACAGATTGAAAGAAACTGAAAA
TTTTGCTGAAGATAGAAAAAGCAGTTTGAGTAATTTTATAGAAAAGTTACATTTGATGTA
CCAAGAAGTGACAGTTGGCATGGATTGCGAGAAGAAGAAAAAAAAGACCAATTTTGCGGG
GGGAAAACTGTTGGAAGGACTAGAAAGTGTATTTGTAATGACACTTTTGGCCTGAACATT
CTTAAAGTTTAAATCACAATAGATGTGGCCTTAGTCGTTTTTATGTGTTGGCTATTTGGT
TTAACTCAGGAGTGGAACATTGAGGGTCAGTCTTAAAACGTATCTAAGCTCTCACTGGCT
TTTCTACTTGTGGAACTTTCCTAAGTCTATTCACTTTAGGTCTGTAGGTTTGTAGCAGTA
GCTGAGCTCTCCTGTATCTAGCTTCTCTTTGAAAATGGAGCATTGATGAAACCGGGACGA
GCAAAGAAACGTTGTGAAAGACTTAGCTGCGCCTTCTCCTCCTCAACCTTTGTGCGCACA
TGCAAATGTTTTTGTTTGAATGTAGGCTCAAAAAGCTTTATGGAGAGTTCAGAACATGAA
AAAAAGTGCCTTTGTTTGGAAGCTTCTTTTACCAGCTCTCTTCAAGAAAAACTTGCCACA
CTTAAAGCCACCTTCTCTGGCATATGTGTGCAAGTTGTTTGAATTAAAACACTGAATCTC
AACCTTTGACTTCTAACAGCAGCATGTATTTTTCTACGTATCTGTATTTTTTCTTAAATG
AGCTGTTTGTGAAGGAGTAACATTATATGGGTTTTCTTGTAACGGAATGGACTGAA
>CL5137Contig1
TGAGTAACAGATTTATTTACAAAACTGTTTACAGCAAGATTTCAAAATGAACATCGACCC
ACAAGGGGATAATGGTGCGTAGGTGTACAACACCTGCACTGGTACTGTCAAGTCAGCAGA
GGGAGGAACTTCTAGAGCACCTTAAGTCGAAAAAAAAAAAGGCANATGGGAGTTTGAGCG
ACCGTAAGGCACAAANACNCAGCAACACCAGCTTCTGCAAGCATCAACCTTCAGTCAACT
ATTTACNTCANGCACTTAAGGTTAAAAATGACCACATGGACAGCATGGGAATTCTGCAAG
GCTCTCAAGTCAATGGAGTTTACAGGTTTTTGAAAAAAAGCTGAAACTCTCGTGTTGACG
ACCACTTCCCAATTGCTCTGCACGCAACCCTGCTTTTGACAAGCATTTATAAACAACTCA
AATGCCAAACAACCTGTGGTCTTTTAGCCCTGCACTATGCTATTTCAAAGTTGAAATTAA
AAAAAAATGAGTGTACTCAGGATCACAACGGAACCACAAATCTGCATTGGGCAGATCCAA
CTGGTAACACCAGTTTTTATTTATATCTAAAAGCCAACTAATGAGGACTTATGGTAATTA
AACTAAAGACAGAATCAATGTTATAGGTAATGAGGAGATACTAAGCTAGAACAAGTCTAT
CTGCTTAGCAGAAGAGTCTTAAGAGTTGTTACATGTGTATTAAACTCTTCCATTGTGACA
TAAAGCTCTACAGTTTTAGTGAATTGTTTCTTAAGTTCACAGAAACTGTAAGAAGTGTAA
AAACAGATTTTTTNAGATGCGTTTATTAAAATGGGTCTATGGAAATTCTCCATTCCTGAG
AAATGGAGGCGCTTTGTACCATTTAAAGCAATGTGAACTGTGCATTCCGGTCCAAAACAT
CTGAATTTACACAATTATTGAAGATACACAAAGTCTAACCAGGTCTCTGTTTGAAAAAGA
TTTACATTTGTATTCATTTAATTCTGTACAAAAATGTGTCTATTTTGGGGGATTTTTAGG
TGATGTCTACTTTCAAAACCTTCCTTTTTAATAGTTTGATGCTTAAAAAACTTCCTCCTA
TGGTTACAAAATATAAACTGTCTGGACAGTCACTTTGTGCTAACATGAAATAATCTGATA
ATGCAACAGAGCAAGAATGTTCCACTGCAGCGTCCTGGGATTGGTGAAGTCCCGATTGGC
CAGCTGGTGAAGTTGTGCCTCCTGTCTTCAGTAAACTCCATTACTGACGTTCTGGACACG
GTCACATCACGGTGCACTTTTTCTCCTCTGGGGGCGCATTTCCATCAGCTTTCTCCATCT
CTAAAATGATCCGCTTGAAAACCTCAACGGCAGTCTCATTCTCCTTTGCAGAAGACTCCA
TAAAAGCAGCCCCCCCCGGCCATAATGCCGGGTTTAAA
>CL5138Contig1
GTCTCCAGAAGCAAAACCCTGATAAGCCGAGTCGAAGAAAGCAAACAGCTTCCTCCTCTT



CATGATCTCTGCGATGGTCTTCCACTCCTCCTGGGTGGGGTCTGTGCCGGTGGGGTTGTG
TGCACAGGCGTGGAGGACGAAGACGGAGTGCTCTGGAGCTTTCTCCAGGTCATCCAGGAG
CCCCGCGAGGTCCAAACCCCGCTTTGCTGCATCCCAGTAGTGGTACGGACGGATTTCCTT
GAAGCCCGCGTCAGTGAACACACCGTTGTGGTTCTCCCAGGTGGGTGCAGAGACATAGAC
AGGTGTTGCCGTGTTGTTGACGCCATTGTACCACCGCCGCAGGAAGTCTGCCCCAATCCT
TAAAGCACCGGTGCCGCCAAGACACTGGACCGCTCCGACCCGGCCTTCCTGGATGGCGGC
GTTGTCATCTCCCAGAGCGACCTTTGAGGCGGCAGAGCGGAACTCGGGCAGGCCGAGGAT
GGGAAGGTACTCGTGGTTCAAGCTGCCGTCCTCAACGATCAGACGCTCCACCTTCTTCAC
CACGGGCAGAACCCACGGCTGGCAGTCATCGGTACGGTAAGCTCCAACTCCCAGGTTCAC
CTTCTGTGGGTGGCTGTCCTCCCTGAAGTCAGCGGTCAGCTTGAAGACGGCGACGGGCGG
CGCCTGCGGGACCTCACCGAATACGGACATGGCTCAGGTAAGGGCGGAGGAGACCGGGGC
AGAGCAGCGGGAGAAGAAGAGCGGGCACGCGAGCCTCCACAGACGGGCAGAGAAAGGCAG
AGAGGAGCCGAGTTCACCTTCACTGACGGCGCCGCTGCAGCACCACCCCCGGCCATAAGG
CCCGGGTTTACGCGCGCTCACAGA
>CL5139Contig1
AGAGCTCCTGTGTGAACGCGCTCACTCGCAGCACCTGGCACAGGAGAGACAGGAAGTCGC
AGACAGGGAGAGGTCACTGAGTCAGCAGGTGGATGTGGCGGTCATGGTGATTGCAGCGCT
GAAGGAGCAGCTGAACGCCTCAGAGAACGAGCTGGAGCGGCGGGAGAGGGAGGTGTCGAC
CATCCAGAGGTTCCTCGACGCTGCGGTCCGACAGGAAACCAGCGGCAAAGTTCGGATCCA
AGAGTTCATAGAGAACCTGCTGACCCGCATCGCCTTAACTGAGCGACTGGTGGAGTATTA
CCAGGTTAACGGCAGCCCGCCTCAGTGCAACCACCAGCAGCCTGAGAACTTTGCTCAAAG
AATCACTAAGAGCAGGTCAGCGGGAGGCCAGCTGTTCTCATCAGGGTTCTCTGACAGAAG
AACGCAGTCTTTCACCCAGTTTGGGGGCCGCCCCCCACCTTCTAAAGTGTCCGGGGAGCG
GGACCGAGAGCGGGAGCACCGGGAGCGCCTGGCCCAGTCGTCCAGGCTTTTCTGCCGGCC
CGAACACAGGAACGACATCTGGAACCACCAGCGGCGCCGCTCCACCGGGTACGAGGCCTA
GGACTGAAGGGGGTGGGCGGGGCAGCAGCGAGTTAACCCGAGGAAACTGTGGAGAATCCC
AGATTATTAACAGCAATTCTGCTGCTAATCTGGACATTTACATTTAGAACCAGAATGAAG
CTGAATCCCATTATTTATGATGTGATTGTAGAGAGAAAAAGCTGCAGGAGAGATTTAAAC
TCTTAACACTTTTTAGGGTGGAGCATCTTCATCAGCACAAAAATCAGACGTGCTTCAGTG
TTTAAACATCTCCACTCATTTCTCACATCCAGTTTAGAGCATGACCCGCTCATGTTCTGT
GTCAGTTACCTGCAGGAACCTGGTTTAGTCCTTGTCTCTAGAAACCAGGATGGGGGTTTA
GGGCCCGGTTTCCTCATTTACATCAAACCTCTGCTGGAATGCAGCACTGACGCCTACAGA
AGGTAGAAGCTGCTGCCTGGAAAGAGAGAGGACATGGAGGAGGAAGAGGAGGAGACAACC
AGGTTTAGCACGGTGAAGATGAAGGAAAAACCGAGCAAAAGGATAAAAAAATCAATCGGG
TTCTTCTCATCCATGATTGTTCTCCATGTCAATTTCTGTAGAGTTTTAAAGACCGGCCCT
CGGGTAGATGTTAAAGCTGTGACCACAAAACTACACAACAACTGAGACTATAATCAGTTT
GAGGGAGCAAAAGTGGAGAAACTCTGAGTGAGAGACGTTTTGGGTTCTGTTCGAGCTTAT
AAGCCTAAAAGCACAGACAAGTTCTGGGACAGCAGGACCAGGAGGAAGTCCTCACTTCTG
GATTAAGGAAGAACAGATTTTTGTTTGGGGGAAATGCAGTCAAGTACTGCTGTTCTGCAG
CATCTCTGACTTGCTGCATCCTCATCCTCCTTTCTTCGTCCTGCAGTCTAAACTATTGAC
GGTACATGAGAACTGGACTGAGTGCAAAGTCACCCGAAGACTTCTGGCTCCGACAAAATA
GTCATTTCGATCACCATTTTTTGCAATGCTGGACTCGGATGACGTCAGTAGGCAGTGAGC
GGTCCAAGTCGGACTGAGTGGACATTTCTACTGCAACCACTCTCACCAATCAGGAGTGAG
CTTGTTGGAAGGCCACGCCCCTAGAACTTGAAAGCAAGCTCGGGAGAATCTTTCTAACAT
TTTGAACGTTCAATGTGAAACTACCTACTTTTGAATGATC
>CL5140Contig1
CACGAGGCTGACTTTGATCCTAGGAAGCTGGACTCCGCTGCCAGGCTGTATGACCCGCCG
TCCGCCTCCCTCATCTCCAGTCTCACAGAAGTCATCGTTGCCGTCGGTTACCCCGCATCC
GGTAAATCGACCTTCTTCCACGCCCACGTTATTCCAAAGGGTTACTTCTATGTCAACAGG
GACACCCTTGGCTCCTGGCAGAAATGCGTGGCGGTGTGTGAGCGCGCTCTTAGCGAGGGA
CGCAGCGTTGCTGTCGACAACACCAACCCAGACCCGGAGTCGCGCAAACGGTATGTGGAC
GTAGCCAAAGCAGCTGGAGTGTCGTGTCGCTGTTTCCACTTCTCTGCTTCTCTGGAGCAA
GCCAAGCACAACAACAGATTCCGGGAGATGGCTCCGTCTGACGGCAAACACGCCAAGGTC
AATGAAATGGTTTTCCACAGTTACAAGAAACACTTCGTAGCTCCTGCTCTTTCCGAAGGA
TTCTCTGAGATTCTCCAGATCCATTTCGTTCCAAATTTCAAGGACAGACAGTCGGAGGTT
CTGTTCCGACAGTTTTCTGAGGGCTGACTCCCCAAATAAAGGTCTATGTCTAAATGTTAA
GTAAGCGACGGTAAATTCCAGCTAATGGCCTTTATATTGCAATGAACCTTTGTGCCGTTA
CTGCATGTTAACTGAACGACTATAGTTAAACTCATGACTGTACAAACAGTTGGATTGTAA
ACCTGCTGCCCTGACTGTTGGATTTGCTTCTTGTTTTCATCTCAGCGCTAAAATACTAAT
CATAAAGCT
>CL5141Contig1
GGCCCTTCTGCCGCCTCCGTCCTCAGAGCCTCCTGCTATGGCCCCCAAGAAGAAGGAAGA
GCCAAAACCAGCTGCTGCGCCGGCGCCCAAACCCCCAGAGCCCGAGCGCCCCAAGACCCC
CGAGTTTGACCCGACATCAGTGACGCTGGAATTTACCCCGGAACAAATCGAGGACTTCAA



AGATGCCTTCCAGCTGTTTGACCGAACACCAACCAGGCGAGATGAAGATCACGTATGCCC
AGTGCGGAGACCTAATTAGAGCTTTGGGCCAGAACCCAACCAATGCAGAGATCATGCACG
TCCTTGGAAAGCCCAAAGCTGAAGACATGCAAACCAAGATGCTGGACTTTGACCAGTTCT
TACCCATTCACCAGCACATTTGCAAAGCCAAAGATCGCGGTACATTTGAAGACTTTGTGG
AGGGCTTAAGGGTTTTTGATAAGGAAGGGAATGGCACCGTCATGGGAGCAGAGCTCAGGC
ATGTTCTGGCAACACTGGGTGAAAAGATGAGGGAGGATGAAGTGGAGCAACTGATGCAAA
ACCAAGAGGATACTAACGGGTGCATAAATTATGAAGCTTTTGTAAAATACATTATGGCAA
CCTAAAAATAAGTCAATTTCCAGCTGATTGACATTCAGGTGCTTCATGACAGGACATATT
AGAACCAATAAGGGTGAGATAAAAAGTCTATTTTTTTCATCTCATTCTGTAAAAACCCAT
CATGTTGATTTTTATCTTAAATCATGAACTCATAAAAATTGCCACTTCATTCTCTTTGTG
CTGACCATCCACGTGCTGATCCTGAAAAAT
>CL5142Contig1
CGGCACGAGGTTACTTTGCAGCACTAAAAAACTCTGCTCCTATTTAAAACAAAACAAAAA
ACAAAGGAGCTCTCATGCCAGCCTACCTTTTCTTTGGCTTTGTTTTGATAAATGTGCACA
AATGCTATCACAGGAAAGGCCTCCTCCACAAAATCTGGTGCACTCCCCGATCGGCCGGCC
AACCCTGATGTTGTGAAAGTGTCATCTGAATGTCCAGAACCTCCTTACATCTGACGTTTC
CACAACACTCGTTTCTTTTGGCAAAGAGAGTCTCGAAGCATCACCTGACCTGCTAAACAT
AAGAAGCAATTCATCTTGCAGAATGTACCTAAACAATACTCAACATGATTGAGGTAAATC
TCTAATCCTCTTTTAAAAAATGTCCTTGAAACAGTGAACTGAGATAGAATTCTGTCCTTT
TTTACATTCAGTGTTTAGCGTTTTTGCTTTTTTGGGGGGGGGTGTTTTACACCAATAAAG
TAAAGCTTGTCCTCTATTCAACCACTTAAAGCTTTGTTTAAATTCAGCTCCTGAATATAA
AAAAGACAGAAAAGTAAACACACCACTAAATACCTTAATGACCTCTTGTTTCTTTGTATT
TTTTTTTCTTTTTCAAAAATCAGCTTCTCTTTTTGAAAAACCCTGCCAGCTCCTCTCTGC
GCACCCCCTCTGATCTCTGCTTTTTTTTTTATCTCGCTTCTACTCATTTCAATGTTAGTG
GGTATTTTTTCCTGTGTATTCCAATCTGAATTGTAATCTAGTTTGTATAAGAAATGGTGC
GCA
>CL5143Contig1
TTTTNTTNTTCGTGATGCAGGTGTCAGTATTTATTAACACACCTTATATTCAAACCTTCA
TGGTGTCTTTTGTTCAGATTAAGTGTCAACAGTTATTGCTAAATTATACAGAGTTCCATT
TTGGGAACACATCCCCAGAAAAAAATCCCACCTCCAAATAAGAAAAAGTGAAGAACAGTC
ATAACAGCAGGAATACTGAGCTTTCTAAAAGGATTAATTCCAAAACAGGAAACATAAACC
ACAGCATGTTTAATCCGACATACAGTTTAAAAACACAGATTAGACATGGCTATATGCTGA
AGTGGGTCGTCTCTTTGTTCTCACATAGATGTTCAATTGGAATTTATTGGCTGAGGTAAC
AACTAAAACGAATTCTACACGATGAGTTTAAGAATAAATAATACAATCCTGCTGAAATGT
ATTTATTGGTTACAAAAAACAAAAGTTTTGTGGAAGTTTACTC
>CL5144Contig1
GGGCAAACACAGTGGGGGAGGCAAAGGCTCAGGTGGAGGTTACTTTGAAAGAACCTCCTC
TTCTGACTGAAAGCTCGTTGATTCTCATCGTGGCGGTGGTGTCTGGAATCCTGCTGTTGA
TGGTCATCCTCGTCATCTCCGTCTCATGTTACCACAAGCGCAAGAACAGGAAACTCAAGA
AGGAGCTGAAAGTGAAGACAGAAGAAGTAACAACTCTGACCAGACAGGCGTCTGTTCGGA
GAATAAGTTGTGTCACCCCGGACTCCAGAGGACCGGGGCAGGCCCGTTGCCGTGAAAGCA
TGTCCACCATCTCTGCGTTTGACTCCTTGGGCAGGCCGGCCATCCCCAGAGGGGAGCGCT
ATGTGCACAGAGATGAGAGCATGTGCCGAGTGGAAGAATATGTGAGAAGCTCGGTTCACG
CGCAAAAGGCCCATTACTACCATCCTCACATCCCACCCACCTATACTGTGGGACCTCCAC
CTGATGGCTTCAGGCATCTGAACGGCGGCGCCGTTATCCCATCGGATGCAGGATCACGAC
AGGGCAGCGTCCTGCAAAACCTCCAGAACCCTCCGATGAGCTTTGACTACACGCGTGTTG
TGGACGAGGAGGACGTTGATGAGGGCCTGGGGGGTCCGGCCAGTCAAGAGCATCCTGACG
ACCAGGACAGTGTGACCAACAGTTTCCACGTGTCTGACGCTCACAGCTCATAGAGGAGGA
CACGCCCCGTCTTTGGATGGTCCACACACCCCTGAGACCCCCACAGATGGGTTAGCACCT
CAGTGTTGACCGGAGCATTGACCTTTATAAGTCTGGACTCTGACTGCGATGTTTCGTTTC
TTGTAAATTGTGCAGTTCTAGTGTAAAAAAAAGACTTCCACAGCAGTGTTCATTGGAAGG
GTTTCCCCTGTTTTGTTGGAAGCTCTGATCAGCTGACGGGTGAACGTGTCGCACACGCCG
TGAGGTGATACTGAAAGCACTCAGGGGATTCATCCAGCAGGAAATCAGCCGCGGTGGGAG
GAGTCACAGACTGTGGGAAAGTGGGTACATCAGAAATGCTGATTGCAACACTTGCGTGTA
GGTTTGGCGTCTGATCCTGAACTTTTCTGGTTTGTAACCTCTGGCCACACCTGGAAGAGA
CATTCCTCCCCTCCATCCAGGCCCCTGTTTCTCAGCAGAAGCACTGAAACTGTCAGAAAC
TTCTGCTTTGTGTATTGTTATTTTGTGAAAGCTTTGTTTTCCTTTTTTAATAATATTTTT
GTGTTACATATTTTGTCAGGTCATATGTTTTCACCAGGTGGGGTCACCCACTTACCCACA
CCCCAACCATACAGGCGGAAATACGTAATTTTGCGCTCAAAACTATCTGCAAAACGTCAA
ACTTGCCCAGGAAAAAAAGGTGTTATC
>CL5145Contig1
CGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGCACTGTTAGCAAGTTCGTAATGGGATC
CAAATCTCGACGTAGGTCCCGGTCAAAATCAAGAAGCGGGAGCCGAAATCGGCGAAATAA
ATCCAGAGAGAGCCGCTCTAGATCACATGACAGAAGAAGAGGTCGCGGCAAATCTGTGGA



AAAACGAAAAAGCGGCCCAGGAAGATCCAGCAGCAGCGATGCTGGGTCTCCTTCCCGAGG
GCGGCCTCGACATCGACGTCGCTCTGGACCCAGTAGTGGCTCCGAGAGCGACAGGCGAAA
TAAATCGAAGGGCCGATCATCAAGTCCTGATCTAGATGATCCCAAAATAAGGAGGACAAA
GGAAGCAGAGCCTCGCAGAGGACGATCTCAAGACCGGAGAAAAAGAAGATCCAAATCCAA
GTCATATTCCTCTGATGAAAGCAATGACCGAGAGAGGAGAAAACAAAGAAGTTCTGAGAG
GAGGAGTTTGGGCAGAGACGGACACAAGAGGGAATATGACAAAGAGAGATGGAAGAGCAG
CAGCAGAGAACGTGAAAGACAACACAGCAGAGACAAAAGTAAGGAGCGGCAGAAGAGGAT
GGAAGAAAGGAGCGACAAAGACAGAAGGAGGCGGCGATCAAGTTCTTCTGAGTCTTCAGA
CAGTTCAGGGTCTGATCATGAGTGTGCCCTCAAAGAAAAAGAAGAGAGGAAGAAGAAGAA
GGAGTTGATGAAAGCTCTGGAGACGCCAGAAGAGAAGAGAGCCAGAAGACTGGCGAA
>CL5146Contig1
TTGGCAGAACATATTTAGTCATCAACATCGTGATTCCAAAGGACAACTCAAACCAACATC
AAAGGAAATCTTCCTCCATGAAAAAAATAATTTTCAACAATTTTCCCTTAAAGATAAATA
AATGCAGATTCATGAAAGCCCAACCAAATAACTTAAGATGTGAAATTTCCTCAAAGACCT
GGTGCCGTGTCACACTAACGTGAGGAATCCGTACCAACGGGTTTGTTTGTTTGTTTTTTA
CAGCTCAATGTTCAGGTTCAGGAAATGGATTTAGACTGTAATTAAGAGGAAGCAGCAACC
CTTTTCCGGACCAGCAACCCTGTTCCAGAGCAGCTCTGTGTGCAGATCTAAGAAAAAGAC
CCAGTCTTACGCTGCGTTCACACCCAACACAGTTCGCAGGCGGATTGTTTCGATGTTAGG
TCAATGGTACAGACGCCATCTGAGGTCTTGTGGCTCGATTTGAGTGACAGGCGCGGTGAC
AAGGTCTCGCAGAAATGCAAATCGGGCTGCGGCCGCGGTGGGCCTGAGTTAAAAAAAAAA
ATCTGAAATCTAGGAATGTCACCTCATACCAGCAACCAATCAGAGACTCAACCCTGGACA
CGAGACGGTTTCAGTGACGGCCCTTTTGGGGCAGCGGGGTTTCTGGAACCCGTCCTGGCT
ACTGTTGGGCGAAGGCGGGATAAGATGGCTGCTGACTCTGGAAAGTATACAGTTTTGGTT
CTTTTGGACTTATCCTCTGCATTTGACACTGTTGATCATAAAATACTGTTGGGCAGATTA
GAAAATGAGTTTGGTATTGCTGGGTTTGTTTTAAAGTGGTTTACCTCCTACTTGACTAAT
AGAACATTCTCTGTCTACATAAATGCCATGCTTTCTGATACCGCTCCACTCCTACATGGT
GTGCCCCAGGGATCTGTTTTAGGACCTCTTTTGTTTTTAATGTACATCTACCCTCTTGGA
AAGCTTTTGAATAACTTAAAAATG
>CL5147Contig1
TTTTTTNNTNGGAGGAGACAAATTTGGCTTTTATTTTGAAAGAATCTCCCAACAAAACCT
GGGATTGCAGTGTTTGAAAGGCGTGTTGTGTTCAGCAGCTTTGGTGTCACGTACACTTTT
CTCCTTCTTGGTTTCAGCTGCTTTTGTCTCCTTCTTCTTCTCTTTCTCCTTCTTCCCCTT
CTTCTCCTCCTCCTTGCCGCTGTCGCTCTTGGTCTTCTCCTTCTCCTTCTTGACGTCTTT
CTCTGTCTTTTTCTTCATGACTTTCAAAGCTCGGTGGAAGAACTGCATCTTCAAAAGTCT
GTTGCAGTAATTCACCACCGACTCCCTGGTGGTGAAGAGCGCCTCCTCCCCCTTCTTGGC
TTTGGCCCACTTGGAGTCCAGCAGACAGTCTACCGCTTTGGAGGCTATGAAGTAGTCGAC
TCTGTGGCCCATCATGTTGGTGGACTTGGTGGGACAGTTGAAGCGAAGGTACTTGGCCAC
CGCCTTTTCCTCCTTGGAGGGCTCGCTGACCTCCTGAACCCTCTTCTTGTGCCTCCTGCG
ATCCGCCATGATCCTCCAACTCCCCCGGCCATAATGCCCGGGT
>CL5148Contig1
CACGAGGCTCGACCAGTGGGGGGTGTTCCGTGCTCGACTCTTCAGGGAATCTTGTGTTTT
CCACAGAGGGAACTACGTGAAGGACCTCAGCCGGCTGGGCCGTAAGCTGAGTAAAGTCAT
CATAGTGGACAACTCACCTGCCTCCTACATTTTTCACCCCGAGAATGCAGTCCCAGTGCA
GTCCTGGTTTGATGACATGACAGACACAGAGCTGCTGGACCTGATCCCTCTGTTCGAGGG
TCTTAGTAAAGAGGAGGACGTTTATTGCCCCTTGCAGAGCTTGAGGAACAGGTAGCAGAT
GGCACCTCCAGCAGGTCCCTCCCCTCTGGGCCCCGCAGTCCGGCCTCGTCCCCTGGTTTC
AGACCGACGACCTGGTCAGCAGGAAGACTAAACACTGACCTGGCTGGATCTTTGGATTTC
TTTGTACAGGACTCCTACTGAAGAAAGATTATATTACTGTATGTAAATACTAAATGTTTC
TAAAAATAAAACACACATAAATTAGTTTTTCTATCAAAGAGAAGCAGTTTTAATATTCTA
TCAAGTAATATTTTAGTTACCAAAAACAAGATGGAGGAAACAAAACAAAGCTGTTTCTCA
TAAATGAATGACTTTTATTGTTTGGTGTTCAACAGTGCCGTACAGGCTGCTGTTTCCGGT
CTGATGTTTTTGTTCAAGCAACTGTGAGTTACCTTCTCCTACGGAATGAAGTGCCTTCAT
TGCTGTGTCGATTTTGTTTGGTGTTGGGTCAATGGGTGCAGATTTTTATGCAGTGTATTT
ACTCTAAACTCCTAAAATGTAAACATTTGAAGTTAAGTCGGAATATATACAAAAGAAAAT
CCTAGGAACACATTAGACTTGAATATTTTGGGATTTGCAGTAAAAGAATTAATATTGCTA
AAGATGTTAGCAGTTCAGTGTGATTTCTGTCTAAACCTATAGAGTATATGAAGGATCCTC
AGAAAATACGAGACATGAACTTTATTTTTTAACAAAGAAAGAAGATTAGTAATGACTGTC
AAGTTAGAGAATCAATATGAAAAGCATTAGGTTAGATTATATCAGGCTATATTTATTGGG
AAAATGGGTGTTGGGTGTAATGTAAAGAATGCTGTTCAAATTGTACTGTATGACATTATA
AAGC
>CL5149Contig1
TACAGAGAGTTTTGTGTCTTTTTTCTCTCCACNCATCCTACTTTGAATTTCAGTGCATTT
TCTTGCGCTTCCGTCTCTCGACAAACTTATCGTATTTGATCAGAGGCAGAACAAGTGAGG
CGTATCTGTGTTCGTCCTGTAGCTGTGCTTCATCTCCTTTACCGCNGGCTGGCTTGCTTA



TGGTTAAACCCATCGACTTTGCAATCTCCAGCATCCTGGCCTCATTGATTTCCAGGTCAC
GGNGAAGCANTGAGAGGNTAACAGTCATGTCACCCAAATGCAGCAACAGAGCCAGACTGT
GAGCTGCTATTTTGGCCCGCATTGATGTCGACACAATGTTCTGGACCCTGCCNTTATTGT
ATGTCTCCACTGTAAATGTTCGGAGAATTTTACTTTGAATGACACGAGGACAACCTTCCT
CAGTCCAAAATTTGCGAGTGACAATCTTCTGATGGGCAAGTTTGATGAGGAGAGACAGGT
AAAAAGCGCAGCGAGCAGTTTTCTCTCTNNGTTCACTTGCGGATGGATGGTTCTCCNNGT
GCTTCATCACACACAGATTCCCTCTTTGGTCTTTCAACTTCTGCAGCTCCTCTTGGCTTA
GTGCCGTCATCTTTTGACCGTTCGGCTCCAAAGCAGCAAATTCTACTGGACTCAGTAGCT
CTTCAAAGGGGTAGACATCTTCTTTTTTGTCTGCATCTGCATTGCAGGGAGGTAGGTGTA
ACGACAGGGCTCCTTGAGACTCTGTTTCAGCTACTTCCTGTTGCAGAGCTTCCAGACCCT
TGTTATCAATCACAGTGCTGGCAGCTTCAGCCACTGCATGATGCAGAGCATCACTGCCCA
CCTGGTTGAGCCTGCGAGAGCTCAGAGCTCGTTTCTGTTTATTCGTGCCAAAGGCCTCAA
TCAAGGAGTCAACCTTTTCCCTGTAGGACAGAGTGGTGTCCTGAGGCTTTGCATCATGTG
TTGCCTCTCCTGGTATGACAGGTTGCATGTTGAATAGCTGAGCGCTGTGTATCTCCATCT
GCATGGTTTCTTTATTCAAAACTCCAACATAATATCTGCAAAGATTATTGCATTTCATTA
AATCTTCTCCAAAATTCTGCCCGACATAAGACAACCTGTCTGATTCAGCAACCACGATCC
GCCTTATCTTTTTCCTCGGATTATTTTCTTCTATGTTCTTGAATGTGGCAAAATCCAGTT
CCTCTGCATTGCTGGTGAAACCATTCGAAAATCGGACTATGATCGCTTTGTCAGACTCCC
TTTCCTCCTCGCAGCACACCATCCTGCACGAGGCGGCCATGATTGTTGTTGTATCTGTAA
AGGCCCGGCCATAAGGCCCGGGTT
>CL5150Contig1
CAAATCTTAGTTNTACACTCGTTAAGTGGCACATTTCCATTCTGCTCATTTCACGTCAGA
ATCCAACAAATTCATGAACAACAAAGAGCATTGAACCTGCAGATCGGATGAATTCAGTAG
TTATGAAAGGTCTGTGGCATCAGACGACTCTGCCTCATAAGAGAAAATGTAGAAACTCTT
AGCACCGTGGTCTATTTATCAGCACCTGGTCAAAAAGGAGAAACTGCTCCGTACATCGCT
TTAATAGAAAATCAGAAATGGAATGCATTCTGCATCTCGTTGCCAACAGTGCTGCGCTGC
GAGCTCCGGGTGTTCGCGGTTCATCGTGTTGGGATGAGGTTCTGCTGGCCCGTTACCAAG
CACGGACCGGAGAGAAGAACCGACGCTGGCGGCTCGAACGTCCAGGTCAGGGCACCAAAT
ACACAATTCTGAAGGGCAGGTCACACTAATTCAGATTACTACTACTCCACTTCTCACATC
ATGACATAACTGTAAACCGTTAAACCATTTTATATATATACATATTTAAAAAAAGCATTT
CACACCAAATCAGAAGTCATCGGTAAAGAACTTTGACTTCACATCATTTCTGACCCTTCA
TGATGATCCTTGGCTCTCCTTCGGCTTCTCTGGTGTCGCCTCGGCCTCCTCCACACCAGC
CTGGGTCATCAGGTCAGCAATGTTTTTCTCCAGGTCATCGATTCGTGTGCTCATCTCATC
AATCCTCCCGATGATCTGGTCTGACATTGTCTGGAACTTGTCTTGCATTTGCTGCAGGAG
CGTCTGGACCACGTTAGTAAGGTCCTGCACTGATTTGGGATCTGTTTCAGCCATGGTGTG
AAAAAAACTGTATGTCCGGACCTTCACGGCGGTTAAATTTAAGGCGCTTTATATTCGATT
ATTTAGCCTCCAGGTTCTGCTCGCCATGTACCACCCACGGGAGAGTCAGCTGTACCACAA
CACGGCAAGTCTCGCGAGATTTGCTCATGGGCTGAGCTCCCCCGGCCATA
>CL5151Contig1
TTTTTTTACCCCNAAGAAAAAAGAATTACCAACTATTTTCCTTAGGTAACATTTTCATCA
AATGTGTAACTATTGTTAAGCAGTCTGCAGTTTTTTTTTCAGTGTTTCTACGATTTCCTG
CCAAGACTTTTCAAAAAGCAAATCAGCTTTATTCCTTTGTTTAAGGTTATTTCTGCAGCA
CTTTGTTCGCTTTCAACTGATCAGGAACGAACAGACCGTTGCACTTTTTTTTTCACGCCG
CTGTGGTTCACAGACAGGATGAGGATGAGGAGGAAGAGCTCCTCCCTCCTGTTCTTCACT
GCTCACGGAGGAAGGCCTTGGCACCACCGTCTGTGCTGCAGCTGCTGATGTTCTGCTTCT
TGGGGGGATAAACCTCCATGTTCTGCTGGAGCATCTTCAGCTCCTGCTCCGTTTGTGTGC
GCATTTTCTCCAGGTCGCGGGTGACGGAGTGGTTGGGACCGTGGGTCACCATCAGGATGC
TGTAGGCTTTGCAAATCAGGCTGTGACCCTCCTCGATCTGCCCCGCGTGCCAAAGGGTGA
CGCCCGCGCGCATGATGGCCATGCCAAGCAGGGCGTTGTTGGGGTGATACAGCTTCATGT
ATCCCTCCACCATCTTGCGGGCGCAGTCTGCGGCCTCA
>CL5152Contig1
TACTCCACAAAGAGCGAGCTCAGTCTCTCCACGTTCCCTAGAATTTTTAAGCTGTTTTCC
TTCTCAAATTTTGATTTATTAACAAATATCTGACAAGAATAAAATTCATTTAATAATAGT
TTTTAATGTAAAAGAAAACAGACAGTTATTCTTTAAATCCAAAACATTAAATGGCCGTGA
AATAATATTTTAAGCACTGAGCTTCAACTAAATTAGGACATTTCAAAAAGATTGTCTTGC
TAAATGAATGGATCGTCTGTTAGGTTTCCCCCAGATGGAGCAAGCACCTATTGAAATAGG
CACAATTTTAAAAAGATATGAATGTGTCCCAAGATTATTTTAGCTCTTTTTTGATGCTCA
GAACTACACGTTATACGAATAAATTAGAAAAAGATAAATAAAAACCTAGGGCAATTTTCT
GCATTACATTTTTTTATTTGAAATCCATCTCAAAGGCCTAAAAACCCAAATTTCTCAGGT
AATTTAGGCCTAAAAACCAAAAAGGTTGTGTTGTATTTTAAAACGTAAAGATTTTGTGCA
GACAGTTTCTCAAAAATTTTGAGTTTTCTGACCTTTTTTTTAAAAGTGAAATCAGTAAAT
ATTACTGTTTATAACCATCCTGGTGGATCTAAATTATAGTTCAGTCCGATGCTCATTCAA
CAAAGACAGCCTGACCAACTTCTGGTGGGATGGAGGGAAATGGAGTTAAAAAAATTACAA
ATAAGACACATGTAATTTGACTTTCATGGGTTTTCTGAAAAAGCAGCAGGTGACGTTTGT



AAAGCAGGAAAACTGTGTGATGCCGATGTGACAGTTTTAGTGAGGATGTTTGGCTTTTTC
CAGATGTGTGTACCTGCAGTCCTTGTTTCTGACCCCTCCCTGACAAAAAAACTGCTTCTT
ATACTTAAGAAGGGACCCTGAGATAACAACACTACTATATGTTTGTTGGGAGCTCTTTTT
GTCTTTCTTTCACTTTGTTTTTGTCATAAAGAGAATGGATTTAAGGAAACCAAACATCTG
TTTTACAATGTGGATCTACAAGGGTAATGTTAGCTTTTTGAGTGACTGTATCCATAAACA
AATGTTTAAGGTGGTTTATTTCAAATAAATCAGTTTTCCTCCAAAAAAAAAA
>CL5153Contig1
CTGAGCTTCCGTAGACAAAAAAAGACAATCTCTTGGCATTTATTTCCCTGGGGTTAAGGT
TAGGTGGAATGATATGCTCATATGTGGTCAAAGACATCCCCATCTTCATTTCAGTCACTC
GACAATCACCATGTTTTCTAGTAGCGGTAAGTTCTGGTAATGGAAGGAAACGGTTCATTT
CACGCCAGGATTTAAAACCACTGACTTAAAACTGGAAGCATTCCTAAATGTAAAAAAATA
TATAAAAGTTTGAGAAAAGAAAGCACTCGTTTGATGCCATGTGCAGCCACTAGGTGGCAG
AAAGGTGATGGAGAATTTGATGCAACATGACCTTTCTCCATTTTTTCTTTATTTCAATCT
CTGTAAAAAAATTAAGACAAGAAATAACACGAGTCTTCAAAAAGTTGAAGAAAAACTGTC
CAGAAACGAGATTGTGGAGTGGAACAAAAACTGAGACAAAACAGACGAGAGACAAAAACA
CAGCTGGAGGGAGGAAAAGCGGACAGCGACGATGCTCCTCCTTTTGTGACGGAGAGGTGT
GGGGAGCGCTCGTTTTGGGTCGTCCGTCTCCATCTTTTTTTCCAAGCAGACTTCATTCCA
TCCAGTCTCCTTCATCGAACTCGGACTCATCCTCTGAGTCTGAGTACTCCACGGCGATGC
GGCGTGAGAGGATGGTGGCCACGTCGTTCCCGACTCGTTCGTGTTTGGCCTCCTGTTCTC
GCTGCTCCTCCACTTTCCGCAACTGAATTCCTTTTCTGATTGCCTCCAGCAGGACGCTGC
GTGCGTCGCTGATAGGGGGCAGGTTGGCGAGATGGTGACGTTTAGGCCCCACATCGTGTA
GGCTGTGGGGGGGCGGTGTGGCCATGGCTCCTGCTGATATGAAGGCCATCATAGGCGGGG
GGCCTGAGAGACTGGGCGACGAGCTCCCCCCGGCCATAAGGCCCGGGTTAGCG
>CL5154Contig1
TTGGCCTACGGAATCGATTGAAGCAGCGCCACTGAGCCGTCTGGAGTAGATCAGCGTTCC
CTCTCAGGATTTTTCACCTCCCCTGGCTCTTTGGATTCTACCTCTTTGCTTCTCTGGAAC
ACTGTGTCCTGATTTTAAGAAAATCAACTATGACAGCCAAACATCGCAAAGGAAAAAACA
GTCCCAAACCGGAGGACAACTTCTTCAAAAATGATGTTATGGAAACAGAAGTTCACTCTG
GAGGACATAACTACACTCAGCTGCTGGTTCTGGTAGTGGGCTCTGTGATTGCTGTTTTCA
TGGGAGTGTGGTTCTTTTTCCAGCAGCACCAAACTTTAACCCACTTATCAGACAATCTCA
CGGGCATCCAGATGAGGATCTCAAAGCTGCAGTCCTCTCATGAAGAACTGCGGCTGTCGA
ACAGCAAGCTGCAAAGTTCAGAGAGTGTGGAGACTCGCTTGAAGATCCTGGAGGATTCAT
ACGCGCTGGCTCAGAAACAGGTTGGCATGGCAATGGCCACAGCCGAGCGGCTCAAGGTGT
CCGACCTGCCCGCTCAGGTCCTGTCCCTGCACACGGAAATGAAAGCCCGCCTGATGGAGA
TGCAGCAAGCCACCGTGTCCCTGGAGCAAATGAGTCAGCTGCAGAGCATGCTGAGGGGGA
AGAGCGAGGAGTTTGAGGAGGTCAGAGTTCAAGTGGAGGGTCTGGCCGCACTGAGTAGTG
AACTCTCCCAGAAGGTGGAGGTCCTGACCGGCAGCCTAGGAGAATTAGAATCAAAGCTGG
AAGAGAAAGCCGGTCAGATCGACACGTTGAGTTCATCCCTGGATGCACAGGCGACGGAGG
TGCTCGGGTTAAAAAAACAACTGGACACATACCAGGCTCAGCTGGACACCAACGTGGTGG
AGATCACTACTGTCAGGGAGCCGACTGACAGGATGCTGCAGCAGTTCAGTGAGGAGGAGC
TCTTGGATACGCTCCTAGAAGGTTCCCCAGTTTCTGAGATTCTGGAGCAGGAAGGGGAAG
GGGACAGCTCTGTGGCAACTGGAGAGGGAGAGGAAGATGCTGCATCAACCAAAGAGGAAG
AGGAAGCTGGAAAGAAAGATGCAGCTCTCTCATTTGGGGAGGTTGCTAAAGCAGGTACTG
CAAATGAGAGGACAGAGAGAGCAGCAGAGGAACAGGAAGTGGACAGTCAGGAGCAAGAAG
AGGAAGCTGGAGCTGTGGAAGAACCAGAAAAGAAAGATGTTCTTGGAGCACAAGAAGAAA
CAGCATCCTCTGAGCAAGCAGCTCAAGACAAGGACATGAAATCTATTGAAGCAGCTCAGG
AGGAAGAGGAATCGGCAT
>CL5155Contig1
TGGCCTACTAATTTAAAAAAGTCTGCTGAACTTCATGGACCTGCGGGATCTGGCTGTGGG
CGCGCTGGCCCAGAACAGGAGGACGGCTCTTCTGCTCGGAACCGGAGCCGCGCTCCTGGG
ACTCGTGCTCGTGTACAAACGCACGCGGAAGGCAGAAAAAAGCGTGCGCGTGGGCGCAAT
GTCGCAGATTTTCATCCACCCCCTGAAGTCCGGCAGAGCGCGGCCAGTGGCGCTCGCGGA
GTGTCAGAAAATGTGTCTGAAAAGCGGCGAGATGCTGGATCGACACTGGATGGTGGTGAC
TGAGGATGGTCACATGGTCACGGGCCGGCAGGAGCCTCGCCTGGTTCTGGTGTCCCTGAC
CTGTGAAGGAGGTCAAGTGAGTCTGAACGGGCCGAACATGGAAGAGCTGAAGCTCCCCAT
CCATCAGCCGGACAATCCTGTCATGGACTGCAGGTTGTTCGGCGCTGACGTTCAGGGCAG
GGACTGCGGTGACGCGGCGTCCGACTGGCTTGGACGTTTTTTGACGGGGGAGAAACGCTT
TCGCTTGGTCCATTTTGAGCCTCAGCTGAAGGCCAGGAGACCAGCTGAGAGCGAGCCTCT
CTTCCCTAAAAGCGAGGTGGTGGCGTACCCAGATTACGGACCTGTGATGCTGCTGTCTGA
GGCCTCTATTCAGGATCTGAACAGCAGGTTGGGGAAGGAGATAAAGCCGGAGCAGTTCCG
CCCGAACATCGTGATCAGCGGCTGCAAGGCCTTCGATGAGGATTCGTGGGAAGAGATCCA
GGTTGGTAGTGTGCGGCTGCAGCGGGTGATGTCATGTGGAAGGTGCCTCTTCACCACAGT
TGATCCGGAAACAGGTGTGATCAACAGGAAGGAGCCTCTGGAAACACTGAAGAGCTATCG
CCTGTGCCAGCCAGAGGAGCAGCACATCTACAAAAAGTCTCCTCTGTTTGGACAGCTGCA



CACCGTGAAGAGGGCCGGGGTGCTCCAGGTCGGCGACCCCGTTTACAAAATCAGCCGTTG
AGTGTGTGAGGAGGAAGACGTGATTGGAGCACAAATCTGTGCAAATGTGCTCCAGTGTTA
GAAGATAAGTCCTTAAATGTGATTCTAAAGAACTCAGATGAAT
>CL5156Contig1
TTTTATGACTTACAAAAAAATAAAATAATTATTTATTGCTTGGTTTATTAGAAAATTGTG
GTGTAGCAGACCAACAGCAAGAAAAAAAGGGTCCCCGTGTGATGGGTCACTGTGTTCAGG
AGAAGTGAAAACAGGAGGTCTGGATGAAGCCCTCAGCCCGTCCTCACGTGCAGCTACTGC
GGGGCCCCGCAGCAGGTGGTGGTGCTGGTGGACACCTGCTCATCCTTCTTCAGCACAGTG
GGCCTCACCACGTCCACGTCACGGTGCAGGTGATCCAACAACCCATTGAGGATGCTGGGA
GCTGCGTAAAAGTCGACTAGAAAGTAGGAGCCTCGGGAGTGCCTCTGGTTGTGTTTGGTC
ATCTTGTAGGGCAGGAGTCTTTCTCCCAGGTTCTCCAGGTCTCTCACCACGGCGCCGCGC
TCCATCAGAGTCTCCACGGTTCGCCGCAGAGCCGCCGCCGTCTCAGGCCGCTGCATCGCT
TTCAGGATCAGGGCGAGCTCGTAGCGAGGCATCGCTTCTGCAGGGTAATCCGCCTGGCTC
GAATTTTAGTCCAGCTAAATCAGAAATAATGTAATCCCCATAGACTTCTGGTCACAGACC
ACCATGTTATGACATGAGGG
>CL5157Contig1
AACGAGTCAGCGCGCAACGGGGAGAGCTCCAACCAGGAAGACACCTTTTCTTACAGCAAG
TCACTCAATTTTCAACTCGTTTTCGCATCTCTGGTATCAGCATGCCTGTCATCAGAACCC
TCAGCAAAGTGGCCAAGCAGGCCCTAATGGGCACCCCTGGGTGTGGATGCCAGCCTTTAA
CGGTGGCTGTGCGCAGCATCAGCTTCTCCCCTCGCCAGGTGACCTCTGATGCAAGCTTCC
ACTCTGTGTCTTTCTCTGAAACAGACCACCCCAAGGTGCTCATCACTGGTGGGCTCGGGC
AACTTGGAGTCGGACTGGCCAAACTACTGAGGATGAGGTACGGAAAGAACAATGTTATTC
TGTCAGACATCAGGAAGCCACCAAACAGCGTTTTTCACAGTGGGCCTTTCATTTACTCCG
ACATCCTGGACTACAAGAACCTCCGGGAAATTGTGGTAAACAACCGCATCACTTGGCTGG
TTCACTACAGCGCTCTTCTCAGTGCTGTAGGAGAGGCTAACGTGGCTTTGGCACGCTCCG
TTAACATTACTGGGCTTCACAACATCCTTGACATTGCAGCAGAACATGGCTTGCGTCTGT
TTGTCCCCAGCACCATTGGTGCCTTTGGCCCCACCTCCCCTCGCAACCCCACGCCAGATC
TGTGTGTGCAGAGACCACGCACGATCTACGGTGTTTCCAAAGTCCACGCTGAGCTAATGG
GAGAGTATTACCACCATCGCTATGGTCTGGACTTCCGCTGTCTTCGCTACCCAGGAATCA
TCTCTGCTGACTCCACACCAGGAGGTGGAACAACAGACTATGCCGTCCAGATCTTCCACG
ACGCCNTCAAAACGGGGAAGTTTGAGTGCAACTTGAAACCCGACACCCGGCTGCCTATGA
TGTACATCGACGACTGTCTGCGTGCAACTCTGGAAGTGATGGAGGCACCAGCTGACACTC
TCAGCATGAGAACTTACAACATCAACGCCATGAGTTTCACTCCTGAAGAACTGACTCGGG
AGCTCCAGAAGCAGATGCCAGAGCTGGAGGTCTCATATGAGATCGACCCAGTGCGGCAGG
CGATCGCGGACAGCTGGCCNATGAACTTTGATGACTCCCA
>CL5158Contig1
ATGTTTTCAAATGTTTTTATTATGTTTTCTAATCATCTGGCACATTTATTACACACATTT
GAAGTACTGTATGCTGCATTATTTTCAACAATGATTCAAGTAATCTTCAACTAAGTAAAA
ACATCTACAGAATCACCATCAAGAAGTGCAGCTTCATTTTAATTTTGAATGAAAAGGATT
CTTCATAGACTCCATCCTCCATCAATGATGTGCTCCGTCCCAGTCACATAGGCGGACTCA
TCGGAGGCAAGGTACACACAGAGGTGTGCAACTTCTTCCGCCGTGCACATTCTTCCAGTT
TTCTGTCTGGCCATAAAATCCTTATATGCTTTTTCTGGGTCAGGTTGGGCCTGGATCCTG
TCCCGGAGGGACGGAGTATCAACAGTCCCGGGACAAATGCAGTTGCAGCGGATGCCTTGC
TCGATGAAATCTGCCGCTATGGATTTGGTGAGTCCTATTACAGCAGCCTTCGATGTGCTG
TAGACGAAACGGTTCACCACACCTTTAATGCTTGAAGCAACTGAAGACATGTTAATAATA
TTTCCTGATTTCTTTTCCAACATCTTGGGCAGGAAAGCCTTGCACATGAGATACATGCTC
CGCACATTGACATTCATTGTGAAGTCCCAGTCAGCCTCCTCGCAGTTCAAGATGCTGCCA
TGGTGCACAAACACTGCAACATTGAACACCACATCCACATGAGCGTGTTCTTGAGCCAAA
GCTTCCACTTCCTCCTTTTTGGTCACATCCACCACTTTGGTTCTGATTCCTCTAATTCCT
TCCAGCTTCTTCAGCTTTTCTCCATTTATGTCTGTTGCAGTGACCTGAGCTCCTTCATTT
GCAAAAGCAATTGCTGCAGCACGTCCAATTCCCTGCGCAGCAGCAGACAGCACAATCACT
TTCCCATCCAGGCGACCCATGATGCACCTTTCACGGCAGCGTCTCCTGCCCGTTAGTGAC
GTCAGCCACAGCGTTTTTCCCCCGGCCATAAGGNCCGGGTTAAACGGCGCG
>CL5159Contig1
GGCTTCTGCAGCTAAAAGCTTGTGATGCAGATGTCTCAGCAGTGGGACCCTCTCCTCTCG
ACTGTCTGCTGCCTCTGAAGCTGGACTTGATGTAGAGCTGCACACTCAAACCGCACACTG
TGGTGCCAAACGTCTGTGTCGGTGTGTGCGTTCACGCCCGCAGTTCTGGGCTGTCCCTTA
CTGTAATGTCCACACATGCCCTCCACCTGCCGATGGATGGAGCCGCGGAATGAGGCAGTG
GTTGAACCACTGTCTGCAGAATGTGGTGCCTTGTTCTCCCTCTTGACGTCTTGTTTGTCT
GCTCTTTGATTCAGAAGAGTTTTCAGTAACTAGATAGCTGCCATTAATCTGAGGAGTTTC
TGCTAGTTCATGGCTTCTGTCTCCAGTCAGCACATCTGATGACATTCTTACATTAAACAT
TACTTTGCATTATAATGTTCCATATCTTTAAACACTCGGTTCCATTTATAAACCTAAGTA
TAAGTTTCCCTAAATGCTTAATTGAAGAAATAAGAAAATGATGGGACTCTTTAAAGCGTT
AACCTGTTCCTCCCGTGTTCAGTATTCTTAACGAAAAGTGGTCTTAACCAAACGGCACTC



AAAAAATCAGTTTTTCCTATTTTCCTTTAAAAAAAAACAGTTCTGCACTGGTGTCACTTT
TCCTTTTTGTTCAGGGTTTCTGAGCCAGAGAAAGGAGACAAGCAAAAAAAGAATTGCGTA
AACATGACTTGTCAAAGCCTTCTGACGTTGAAACTATGTGGTTTAAAGGGTAAAATTTCT
GTTTGACAGTATCAGCAGCTGTTTAATATCTGAACAGAAACTATGGAAGACCTGCAGTTC
CCACCGGTCACAACATAGGTTTTCACAGTTTGGGGATTTTTTTTACAGATATAAGTCACC
TATTATGTAAAAAACATGTATTTGCATAATGATTCTGTTGCAGGAGAAGTCTCATCTGAT
GAAAGGCTTTCTTAAAACAAATTATTAAACAATTTAAGGTACATACACCTTATAAAACCT
ACTTTCTGTATCAAATTCATTTTTACACTTAATTACTGGAGAATTTTGGTCTTCAAATCT
GCAATAAAAGATCAA
>CL5160Contig1
ACCCGGGCATTATGGCCGGGGGCAGTCAAATTAGATCAGGAACACCTTTACACTGAAACA
AAGAAAAATGGATGAGTTGTACTTGGATAATATTGACGAATTTGTGAACGATCACAACAA
AATAGTTACCTATAAATCGTTGAGTCTGACACTTGGAGTCCATGTAAACACAGCAAAGCA
AATGCTCTATCATTACTTGGAGCACAAGAGGAAGGAGAGCTCACCTCAGCTGCATGCAAC
CTACCTGGTAACCGGGAAGTTTGTTGACAACGGTCAAACTTGTCACAAAGTGTCGATTGT
GAGAGAAGATCAGTTGGAAGATTTCAAATCAAAGATGAGCCTGATAGTCAGCGTTCATGT
CTACAGCGTACAGAAAGCTCTGCTGAAAGACAGCGGACCCCTTTACTCCGTCGACTATGA
CGCCGTGAAAGACCATCTAAAGAACTGCAGCAAGTACAGCGCCATTCAGTGTTCCGGCGC
CGTGCCCGTGTCTTCCCTGGAGCGGCAGCAGGCGTTGAAAGCACACAACCCTCCTCAGTC
TGAGCCTGGAAACTCTGGGACCAACAGAGAAACCAACCCCGCTTCCAAGGCCCACCCCAG
ACCGCCAAAAGGCATCATGGGAATGTTTTCAAAGAAATCTGCAGTGAAGAGTCAGAATAC
AAGCGAAGAAGTCAAACCTGAGCAGAAAGATGAGCCAGCAGTGGTGGATACTGCTAAAAA
CAAGCCAGCTGCAAAAGCCAATCCAATGATGAACTTCTTTGGGAGTCAAACAGCAAAAAA
ATCAGTCAAAGCCGTGAAGGAGGAAGCAGATCAGACGTCTTCCACATCTGAGCCGCCGCC
GCCGCCGCAGCGTAAAAGTCCTCAACCCTGTGGAAAGTTTGACGGTGCAGCAGTGCAGAC
CCAAAAAGACCCCAGAAGCAAAACCAAGAGAGCGGAAGACGAAGACAGTGAAGAGGACAA
GATGGACAAGAAGAAGAGGCGGAGGATTAAGAAACCAGAACCAGACAGCAGTGATGAAGA
AGTCGTTCCGGATTCCCCACAGCCCCAAGAGACTCTAACTAGAGAGAGAAGTCCTAAAAA
AGAAATGGAAACTGTTCAGCCGTCAAATGGTCACTCTGGGGCGAAGGTGAGGAAGAGGAG
ACGGGTCCTGAAGTCTCGCACATATCTGGACGCTGATGGGTGTATGGTCACAGAAAAAGG
CTTTGAGAGTGAATCGTACTCTGAATCCGAGGAGGATTTCCAAGCCCCCAAAGCGGCTCA
GACAGCGCCGTTTAAGGCCAAACCAAACCCGGGGAGCAAAGAGGACGACAAGAAAAGTCA
GAAAAAAGCTCCGGCCAACTCCAACAAAGGAGGAAAACAAGCTTCTATTATGGGATTTTT
TCAGAAGAAGTGAGAACATTTGCCCAGATCCGCTGGAGGAGGTCAGTTTTGTTGGTGTGG
ACTCACTGCTCACACATGGACAGTTTGAAAAACAAAACAAAGCCTGGAAAACCATTTTTA
TATCCTTTCTGTCTCCTGCTGTAAACACACGGGATAATCAATAAACTCTGCGNAAAAAAA
AAAAAAAAAAAAAAAACAT
>CL5161Contig1
CTGTCCCATCACCTTGGGCCATGATGGGTTTAAATATTGCTTCATAGGACTCATCATCAA
TCCCATCCCTCAAGCGGAAAATTTACAGCATAGTATTTACCCTTACCAGCACCGATGTCC
CTGAGGTCCCCAGTGCCTGGGAAGTACTCTCCATATTTGTGGAAGGACACCGTCATGACA
CGATCTGTGGTGTAGAACGCTTCCTCCACTCCGTCTCCATGATGGATGTCAATATCTATG
TACAAAACTCTCTGGTGGTATTTCAACAACTCCAGAATAGCTAGCACGATGTCATTTACA
TAGCAAAACCCAGAGGCCTCTGACTTCTTGGCGTGATGCAGGCCTCCAGCCCAGTTGATG
GCAATGTCCGTCTGCTGTTTGTTCAATTTCACAGCACCAGCGACAGAGCCTCCTGCAGAG
AGCTGACAGAACTCAAACAAACCATCAAAGACGGGGCAGTCCTCCCCCACATTAAATCTC
TGCATCTGTTTGCTGTATTCCGACATGTTGTCAGGTCGGATCGAGCGCAGGAACTTAATG
TAGTCGTCGCTGTGGTACTTGGTCATCTCCTCTCCACTAGCTTTGTGAGGACGATATATC
TCCATTTTTCTGTAGAGACCATAGTTCAGCAGCAGGTTGTGGGTCATTCGGATCCGATGG
GGTTTCATGGGATGACCCTGTCCGTAATAATAGTTTCCAACATCACCGTCGTAGTAGTAA
CAAACTTTTTTCTTTGTTCCTTGAGAAGTAAGCGCCATTTTTCTATTCTGTTTGAGGCTA
GACTCGCACACCAGCGTTTGAGATCGACAGCGACGGGAGGCGGAGGATGTGGTATGGAAG
GCCAACTGGGTCTAAAATGACAGCTTCTCTCCGCACGTCCAACAGGCCCCCGGCCATAAT
GCCCGGGTTA
>CL5162Contig1
TTTCCTTTAAAACGAAACAAAACAAAAGCTTCTTTCCCACTAAAAATACAAGCCAAAGGT
TTCAGTGACACTGAGGGAGCACCAAGTTAAAAACGTTCACAAAGGCTGTCATGCACACCG
TTCAACCATTCAAACCAGTCCTTTACAGCTATTAGTGTGTCACTGAGCCCTGGCAAAGAT
GGCATTATGTTCACGTTATGTACATAGTTACATTTATTTGTTGAAAGGCAACTGTCCAAA
AAACAAACAAACAAAAAAAATCACTCCAGTCACTAATCGTTACAAAAATATTTGCAAACT
TATGCAGATGGGAGGTTTGTTTTATGAATCAGCATGTTCTTTTTGTGTAACAGTAAGAAA
AAGACAAACGACTTGCAAAGAATTTTTTTTCCAAATTTGTTTCATTACAAAGCATCAAAT
TTCACATAATAATTTATAAAACAAACTTGCTTTTGTGTTCTGCAGCGATTTACTCCCACT
GCCTGGCAACATACAAAAAAATGTAATTGTTACTAAATCCAAACATCATCTAACTGTGTT



GGCCCAATGCACTTTATACACTTAAGGCCAGCAGATCCAGCATCTCCTAAGCTGCTCAGT
GGAGTTTCTCCAGTTTGGCCTGCAGTGATTTAAAATTTCCAATGATGTGTTGGAGGGTGG
CGTTTGGACTCAGAGACTGCAATTCCACCAGGTATCCGCAGATGTTGTCAAGGCAGACGT
TTGTAAATCGGCGTCTGGTCAAATGTTGGTACTCTGCTGGGGTCATCCACATATCCTGAG
AGAAGCACGTGGATACACTCCACCAAATGCAGCGGTTTCTTCAGCCGCTGCCAGCATGGA
TCTCGTGTTTTAAAGAGCTGGTCGTAGACCTCCAGCAGACGTGGCAACTGCACGCCGATC
TCCAGCATGGTGGACGTGACAAATCCCACATCCCAGTTGAGTCGACAGACTTCCTGCTCC
AGGAACTTCACCAGGAACTCCAGAGGGAAATATCTTGGTGTTCCAGCATAGATCTTTCCC
AGAGATACCAGCTTCAGATTCAGAGACCTCATCCTGCCTCGTGCCGAA
>CL5163Contig1
TCACAAATAAAAATGTTTTTTTTTGTCTTCCATGTTGGCTCACAGTCATCTTATCATATC
CTAAAAAGAGAATAACAGTGTTGAAGAAGCCTGACTGAACACCCAGCTCGATCATTCTAA
CATATAAAAGATGAATTAGCCTCTAAAGAACTCTCATAAGTGTCTTGGCAGAGAGAAAAC
AAAAACGTTATTTTTCAAAAATGTGACAGCTAGTTAAAATATGATTCAGCTTCTCAAATG
AGCTGCAATGGATAAACAGACCAAAATGTTTCACTGCACTTAAAAACGATTTTTTTTCTC
TCCCTCTTTTGGTCCACAACAATAGATCGTTCTTTTTTTTAATTTGTGCTATGGAAAAAA
ATGTCTCATGGAGTGCCAAGTGGAATTGTGAAGGACAGGGAATCTCCCACTTCACCCCAC
TGTGCTCTAAAGTGCTGGAAAATAGTAATCCATGTGGTGAGAACCGCCACCCAAAACAGC
AATCCCACTGCTGACCACTTTACATAGGCTTTTATCTGCAGCTGTTCAGTGTAAGCTGGC
TTTACAAAGGCCTCCCGGAAAAACCAGACAACATTGACAAGCCACAGGAAAGGGAGAAAC
GCAAAGCCTCCCAAGTAATATTTTCTGCAGAGGATAAGTTTTTCTTCGTTTGGAAGTCGT
TCCAGGTTCATTGTGGTGAACTATATTTCAGGGACAGATTTCGTCGAAACAGTCAGATAC
TTCCTCCCTTAGATGATCTACTTCGATTCGCCTCCCC
>CL5164Contig1
CACTTTGGTTATGCTCAGGAAGAAGCAGTACACGTCCATCCACCACGGGGTGATTGAGGT
GGATGCCGCCGTGACCCCCGAGGAGCGCCACCTGGCCCGTATGCAGCAGAACGGNTACGA
GAACCCCACCTACAAGTTCTTCGAGCAGATGCAGAACTAAAGAAGGCATCGCCGCCACTT
CTCTGTGGCCAAGGCCCCAGCCAATACCCCGTTACACCCCCATCCATTCCATTGTCGCCC
CCCACCCGCCCTGCACAGCTCCTGGTACCCCGCGGGGAGCAGGAGGGCCGGGTGAGGACT
TCTGAAACATTGTGCCGCTTTCAGTGCAGGAACCCAGCATGGAACGGTGCCGTTGCCATG
GACGGTAAAGAGGATGAACCGTCTGGACCGAGCTGTTCTGTTCCGTCAGCACCGGAGATT
TTATTTATGACCCCGCCCCCCCCTCATCGGCCACACGTCACCTGCGCTCAAGCCTCTCCA
TGCTGCATGATTTACATTTTCTATACGAAAATAGGAAATGAAGTGAAAAACAAAACAAAG
AAAACAAGCAAAATCATGGTATATAAAAGCAGAACTTATTTATGATTTGTTGTGAATGTG
TAATATATATTAGCTGTAAGTATGCAGTGCATGGAAACATTGTTGGTGGGGGGGGAGGGG
GTCGTCAGACGCTCCTCTGATCATTTTAGCAGGATTTGTGTATATATCTTTTTGTGCGTC
TTCTTTGTGATGTTGTGATCTGGAGAAGTGCCGCTCCGCTTTGTCGTCACACGGACTCGC
TTTAGCCCCGATGCTCGCCGCGCCTCGCCGTTGTGTTGGCTGCATGGACGCCGCTCTGTA
AAACACGAGGCTCGCGCCGCCGGATCCCAAATGAGTCGTTTTGCTTTTCTATGCACTAGG
TTTGTGACGGTTGCCACCAAATATTAATTTTATGACCGTACTGCACTTTTTTTTTTTTCC
ANCAANCATTTGT
>CL5165Contig1
GTGGAGGTGGACCTGCAGGCTCCGGTTCACGTCTTTCATCAGCTGTCCGTGCTCCAGCAT
CAGGTCCACGTTGCGGTTCTCCAGACTCTTCAGCATCTGGATCAGGTCTTCCTTCCCCCG
CAGCAGCAGATCCTCGTCCGACAGCCGGCTCGCGCCCGCCGCCTCCATGTCCGCCTCCGA
CCGGGAAAAGTTCAGGAGAAACTCAGCAGCATTCCTGCAGATCCATCACCAGCGCCGCGC
GTGCACGAGCAGCTGCAGCGCCCGTGGATTATGAACGCGCGCGCACACGCACGGCTGTGA
TGGAGGAGCGAAGAGGAAAACAGAGTCCTCTGCAGGCGGAAACCGGAGGAGAGAAGAATG
AAAACACAGCAACAATGTTAAGCATTAAGATGAACAATAAAAAGAAATGAATAAAATTAA
AAAAAAAACAAAATCAAATACCAGGGATTCTGATATAACTAGACTAAATGCCAGCAACAC
ATTTTTGTTTTTCATAAATTTAAGTGAAGTAAAATGTAAGCAGATCTTCTTATGAAATGT
ATTGCAAAGTAGTTTTATAAAGTAAAAATAAAAAACATCTTGTGAAAATAAATGTACCAA
GTATGAACAAATCATTAAAAACTATACNAATGTAAAAAAAAAA
>CL5166Contig1
TCTTTTTAGTGCCTCCAGCTTGTAACGTTCCTTGGTCTTGGAATCAATTTTCAAAGGAGT
GGTGTGCTTGATGAAGGACTTGATGACACCGGAGCGGCCTAGAGAGTTAGGAGTCATCAT
TAGCATCTGATTCTTCTGCACCGTGTGGAGAAAAGATCTCATGCTGGGCTTGACTGCACT
CTGAGTCTTTTTGGGAGGAGATAACCTCTTTGTTGGACTGTCCTCTATAGTATCTGGTGC
TTTTCGCTTAGTGCTGCGGCTCGACTGCCGAACTATCTTGGCTCCCTGTTGTTTCTCACC
GACATCTGTTTTAACTGGAGAACTGACTTTAGGTTTACTGGTTGGCATTGATGAGGGGGC
CAGCTTCTCTGAATTTGCAGCCATGGAGCGAGTGATGCGTTCAAGAGGTGCGTTTACGGG
CTCCTGTGAATTATCCTCGGAGATTTCAGGCACAGCCTCTGCAGATGGAGCTTCTGCAGG
TACCGGCTCGGTTTCACTATGGACGTGATCATTCTCGTCAGTAGTATCCATGGGAGAGTC
CTCATCAATGTTGCTGCTACAAGTGGAGTTATTAGTGCGAGTCGCTTTTTTTTTCAGCAT



AGACCGCTGGGAGGCGCGGTGCACAGACGCCTGGGTCATACTGTGCCGGAGGCCAGCCAG
TGAATGCCGCACCTTGAGGGAGCAGCGCGCTGAGCTCCGCCCCGTCTTCCGAGGAGGTTT
GGCAATGGGGACTTTAACTGCTTTGCGCCCAGGAGAATCCTCAAGCTGTTGGACGAACTC
AGCAGACAAACGCTCCTCAGAGGAGATTCTGACAACTACCTCAGGCAAGGGTATTTTAGG
CGGAGACAGCGCTGCGTCACACGCTTGTTCATACGTGACACCTTCAGCATTCGTCTCGTC
CTTTTTATCCACATCTTTGTTCGGGAGAACTGGCTTCTCGTTATGTGATGCTTCCGCATC
ATTGTCGTCGACTGAAGTGTTCTCCTCTCCTGTCACGTCTGGCTTTGTTTGTTTGTTTTT
ACGTGTGGTGCGTTTTGGTTGTGCTGTGTTGCTCGCTTGAGAGCTAGAACCTTCAGCGAT
TGGCTCCTCAGCAATCAAGTTCAGAGATTTGACAGGAGAACCACGGAGGTTGCTGCGTCT
TCCCCTTGAAAATCTTCTTCTTGTTTGACTTTCTTCTTGACGCCCCAAAGAGACACGCTT
CCTTCGACTGTTCTTCTTTTGTGAGGGCGTTTTTGGCATCAACTCTGGGGCAGCATTAAA
ATCTCGAGAAAAAATGCGATTAGCTTCCTGCTGGATCTCCTCCAGCCAAACCATGTGAAC
ATTGTCGATTTCATTTATGAACTCTTTTGCTTTGCCCTCAAACATTTGCATTAGGGAGCG
AACTGATAATAATACAGAATTCATCTTGATGACCTGAAAGCAAACCGGCTACATAGAAGT
CTCGGACAACAACAGTTCTCCTCCACAAATACCCGCTGAAACCGTTTAGAACGACTTCAA
ACCTTTCAAGCCAATCCTCCCGGCCATAAGGCCCGGGTTA
>CL5167Contig1
TTTTTNTNTTAGGAAAGAGACGTTTCCTTTTATTAAACCCACAGCAACATAATGTGAAGC
AGTCTGGCTCAGCAGATCCGCTATTTCTTTAGTAGTTCTTCTCAGGTTTGACCTTTCTGT
GAAACGGAGAGCCTCTTGGAATAATGCGGACAAATCCTGGCAGATGAGTCGCAGCAAAGA
GGGAAATCCCAGCTGGGGGGGTCAGAGTCAGAACTCCCTGGGGATGCTGACCTCCTTGCT
TATGCCTGGGCTCCCCGACAGCATCTGGGGGTTGTGGTTCCCTTGAGAGTGTGGGAAGAA
GGTGGGGATGTAGGGGATGGCGGCCAGCAGCAGCGGGCTGGTCTGAGGGCTCTCGTCTGG
AGACAGAGGGATGACCACGTCGTCCTGGTCCCACACGTGGAAGGCGTTGTGGGCGAAGGG
GTGCACAGAGGGGGGGTGGCCGAAGCGCACCAGCTGAGGGTTGTCGTCCACGTTCTTCTC
CTCGTCGCCTGTCGGACCCAGCAAGCACTCCGCAATGTCAATGGCCAGATCTTTGATCAG
GTGTCCGACGATGGCGTAGGCAACTCCAACGACCACCAGTGCGGCCATGATCAGGTAGAG
CACTCCTTTGGGTAAGGGGATGAGCTCCTTCACCTGGGGCTTGTACTGCTTGTACAGGGG
GTCCTCCGTGGATGCCGGGTACCCATGAGTGGAGTTCACGCCAGTGAAGTTAAAAGCATT
CATGGCTTCTTCCTCCTAACTTATGACTGCAGCATGCTTCCAGTGTGAGTGTGAAGGTCT
TTTTCTTTTAAATTCCAAATATGTGGATCTATTTTCTCCGGCGGACGCTCACACTAGCTC
CCACAGGTTCAGGTCACAGGTTCCGCTGCTCCGTCCTCCAGCGCCAGCGACGGAAT
>CL5168Contig1
GCATTTTATTAGTAATTNACACCCATGAATTGTAAAAAAAAANAAAANNACGGAATGTAA
ATTTACTAGTAAAAATGGTTCTATTTGTGCAAAAAAATAAGTGTTTTAGCCATCTTCATA
CCAACCAGAGGTTATTTTTCTGTTCTTGTTACGCATTGGTGCCTCCAACAATCAGTAGGT
GTGGACTATAGTCCCAACGGCAGTCCTCAAAGGTAGGGAGGTAGTCTCCTGACATGAACA
ACTTTGGAAAAACTCCTTCCACCAACTTTTATTGAAGGCATCAGCTCCAATTCCCATGAA
AAACAGTGGCATCATGTCACCCTTAGCTTAAATGTCCGTTTGCTATAACCGAACCAGTGT
GGGAAGTCAAACAGGGCGTCCGATTCATATTTGAGGGTGAAGGAGGCGTCCCTCCAGACA
GGCTCGGTTCTCATGGGGTGTTCAGCTGTCCAGGTTTCCAGAGCTTCCACTATGTCAATA
TCCACCCAGTAGCTCTCTCCAGCCACGGAGGAGATGGTCCGGTCCAAGCCTCTCTCCATC
TGCCACTTCAGAAAAGGCTCGCTGCTGTCAATGGACACCACATACTGCATCCCAGCTCTG
AGGTCTCTTGGTTTTTTCTTGGTGACTGATGGGGTTTGGCTGCAGGCGGTCACAAGCAGA
TAGATCCTCTTGGTCAACAGGCTCTGGCGCACACGACTATACTCCCATAAGTTGCGCATC
TTGACTTTTCTTCCCAGCGAGTTCTGGAAAGTGATCTTCCCGCTGCAGAACTGGAAGTCG
TCGATCAGCACCAGGTTGGTGTCATCGTCGCTGTGGACTCGGTGGTGGGAGCCGATGGTC
TCCACGGAGAATCCCGCCGGAGGGCCACGCAGGAATTCCCCCACTTCTGTCACCGTCATG
CGGCGGGGAGACAGCGGGCTCATCTTGCCACGTTGGTTCT
>CL5169Contig1
CCCAATGAAGCCAGTAAAGCACTCGGCATCCCTGGAGTCTTTAATCCTCGTAGCTTTGGA
AAATCTGCAGACATGGAGCCCATGTGGAGAAGTGGACTCAAGACGAATAACGTTTGGGAA
CATGAAGCCAGACTGGGGCCAGTGACTATCCTACCTTCATGGAAGAGTGGGGCTCTTGCT
GCACATGAACTACCTCCAGTTCTCCATAAGATCCACAAAACGGCGCTGTACGGCAGCCAC
TGGAGGAGCGGCCTAAACACAATCGAGAAGAGCCTGGTTCCAGAACCATCAAGTTCAGAA
CTAGAAGAGGATGACAGTGATGACTATGATGAGTCTGACTCTGACCTGGCGTTTGTGATG
AAGTCCTTGGAGATTGCCCATACCAACACTACCTTCCCCATCGTCACATATGACCTGGAG
CCCTCTAAGATGAATGCAACTGCTGCTAACCCTGACCTTTCTGATAAACATGACCCAAAG
AAATAAAATGCTTTAAACTCAAAAAAAAAA
>CL5170Contig1
AGGCGGACTTTCAGCTGAAGCGAGAGCAGAAGATGAAGAGCCTTGTGTTTTTGCTGTTGG
TGGCCGGCGCCAGTGCCAAAGTGTTTGAGCGCTGTCAGTGGGCCCGCCTGCTGAAGGCTC
AGGGAATGGATGGGTACCGCGGTGTGAGCCTGGCCAACTGGGTCTGCCTGACACAACATG
AGTCTGGATTCAACACCAATGCCATCAACCACAACAGGGACGGGTCAACTGATTATGGCA



TCTTCCAGATCAACAGTTATTGGTGGTGTGACGATGGAAAAACCGGAAGAGTCAACGGGT
GCAAAATTCCATGCAGCGCGCTCCTGTCTGACTCGGTGGGCACAGCCATCGCCTGTGCCA
AAGGCATCGTTCAGGATCCAAGTGGCATAGCTGCCTGGGTGGCTTGGCGTGATCACTGCA
GAGGGAGAGACGTGAGTTCCTACATCCAGGGATGTGGATTCTGATCATTTCACACGATTG
ATGTTTCCATTCATCATATTTACCGAGAAATAAATAAAAGTAAAAATCTTAAAAAAAAAA
>CL5171Contig1
AGGCTGGGAACCACGGTGGTGGGGTTCCTCCCAGAGAGCAGTATGAAGAACTGGCTGAGC
GAGCTGGTCCACCTGACCTGCTACCGAATCTGCGCCAGAGGACTGTCCGCCACCATCCAC
TACCACAACAAGGAGAATCGGCCCCAGAAAGGAGGGATCTGCGTTGCCAATCACACCACA
CCAATAGATGTGGTCATTCTGGCCAACGACGGTTGCTATGCGATGGTGGGGCAGATTCAC
AGGGGGCTGATGGGGGTCATCCAGAGGTCCATGGTGAGGTCCTGCCCCCACATTTGGTTC
GAGAGGTCAGAGATGAAGGACCGGCACGCCGTGACCAGCAGGCTCAGAGCTCACGTCTCT
GCCAGGACCAAACTTCCCATCCTCATATTCCCAGAAGGAACCTGCGTCAACAACACCTCT
GTCTTGATGTTCAAGAAGGGAAGCTTTGAAGTCAGAGGAACCATCCATCCGGTCGCCATC
AAGTACGACCCTCGCTTCGGAGACGCTTTCTGGAACAGCACTAAGTACAACATGGTGAGC
TACCTGCTGCGCATGATGACCAGCTGGGCCATCGTGGTGAACGTGTGGTACCTGCCTCCT
ATGACCATACAGGCTGGGGAGGATGCTGCTCATTTTGCCAGTAGAGTGAAATCTGCTATA
GCGCGTCGGGGGGGTCTGCTGGACTTGGCGTGGGATGGAGGCCTGAAGAGAGGGAAGGTG
AAGGACTGTTTCAGGGAGGAGCAGCAGAAGATGTACAGCAGCACGGTGGTGCAGAACGGC
ATCGAACCCCCGGGGTCCAGCAGGAACCCCCCAGAGGAGGAGTGAAGGCGGACCCCTCCT
CACGCTTCAGGTTCCTGCAGGAACTTCTCAGCTTCTCCACTAAATCTGAACTGACATGCA
GTAGAGCGGGCTCACCAGCAGGGGGCAGCGTCAGATCACACAACTCCTCAGCAGTCTTCA
TCAGCAGTGAGATGAGGAAGAGCAGCAGCTGCCGCCTATGAAGTTCACCTCAACAAATGT
AATGAGGTTCTTGAAAGGACAGAACCTTCAGAGATCTGAAGGTCTGACGATGAGGAAGAC
TTCTGCAGAACCTCCTCCATCTGAGGCGATGAAGAGGTCATCAGCTCAGGTGTATGTTTT
CCATCACAGATACATTTATGACA
>CL5172Contig1
TTGAAACCGATCTNAGTTNAATACAGAACTTTCTCTACATCCGCAAACAAAGACTGGCTT
CACTTCATTAAACTCTGACAGGAGGGAATGTTACAGGACTTTGTAAGGCGCACGCTGTGC
TGGAAGTAATTTGGCTTTCTGTTTTCTGATAGCAGAGACAAAACTAAATCAGAGTCTGCC
TCCTCAATGTCCGACATGCTTCCCCTCTCCTCGCGAGTCTCACCTGCTGCCAGGCGATTC
TGTAAAATCCCACAAGTCGGAAGCGAGAAGAGAAAAGCGGCGTAAGCACCAGCTCTGACT
GAATCCTATTGAAGGTGGTCTCAGATGTGAAAAGCTAAAATCAAAATGATCAACATGAAT
ATATTAGAAAAATGGCAATTAGTCTTTAATAAACACCTCACCTCATCACCTCCCAAAAAA
AAAAAAAAAAAAAAAAACC
>CL5173Contig1
GGAGAGGGTACCGTGGTGTCGATGCATCATCCAGAGGAGGAAGAGGAGGAGGACGATGAT
GAGTTCCTCAGCGATGACGCTCAAGTTGACCAAGGCAAAGACAAAACCAAGCAGAAAGTT
TTTAACCCAGCAGAAGTTGGGGCAGAAGGAAAAGGTTACATTTGGAGAGCCAGCAGTCTG
GATGACACGGAGGAGGAGGAGCTGTCACATTGTCTATGGGGTTTGGTATTGAAGCCGGAT
CCTGAGAGCGACAGTGAGGACAGCGAGCCTGACGGTCCTGATGACCCAGTAATTCCCTCT
CCTGAGATGGATGATGTCAAAGTTTTCCAGTTGGAGGTGCTTGGGACCCTGCAGAGAGGT
TTGGAGGAGAACATCAGCTGTGACAATCTTGTCCTGGAGATAAATTCTCTCAAGTATGCC
TACAATATCACTCTGAAGGAGGTGATGCAGATCTTAACCAAAGTGGTGCTGGAGTACCCC
TTCCAGCAGCAGGGCCCACAGCTCACCCCGTCCCAATATGTCAAACTCCTCCTACCGTTA
TTGAAGAAATGGGCTCCGGTGTTCAAAAACTACGTGAAGAGAGCTCAGGACCACTTGGAC
TGTTTGTCTGCGTTTGAGGAGCATTTCTGGGAACAGGAGAGCCACTGGGCGGCGATGGTT
AAGGTGCTGATGAACATGTACGAGCTGGAAATCCTGGAGGAGGAGACGATACTGCGATGG
TTCTCACAAGGAGCCACCACAGACAAAAGCAAACAGCTCCGCAAAAACCCGGGGCTTCAG
AAGTTCATCCAGTGGTTGGAAGAGGCTGAGGAGTTTTCCGAAGAGGACGGCGAGTGATGA
ACTGAGTACAAATCATTTCTGTAAATACACCTGAGACTTTGTAGGTGAAGCAGGCATCCG
GTTGAAGGAGATGTCGCAGCATCTGAGGACTGTT
>CL5174Contig1
AGAAGACACTGTCCAGCAATGGGTGTCTGATGTAAAAAATTGGGCTGCAGATTCAACTGG
TCATAATGACCTTGAAAAAACCATTGAAGGACTGTATCTGAGCATCAAACAGAGAAAATA
TGAATTGTATCGCAAGGCTGATGGCAACAAACGGCGTCATCTATTACGAAAGAAGATTGC
TACAGAAAAGAGAGCCTTAGACGATGCCATCACAAAACGAAACACTGATTTGTCTGAAAC
AGAGAAATTACCTTCTTCTGATGTGCTTTTGGCTCATGAGAACTATTTCTGGCCTTGGGA
ATGTCATGGTGACATGGTTAAGAAAAAGCAGCTTTTTGACAAGGTAATGCTGCTGACCAG
GTTGAAAGAAGAGAAGGTCATTGTGGTTCGGGAAGTTAAGCAGCACTGGGAGTACCTAAG
GAATGCGGTTGGGATGCTTGAAGAGCTTTCTTCTCAGATTTCTGAAGGGATCACTGAGCA
AAGCAACACTGACGCCTTGACAGAGCAAGGACGAGAGGGGCTACTGTGTTTGCTGAAAAG
AAGGTCGACAGAACTCCGTGCTCGACAGGATGCTGCACGCAAAATATACCAGAATGTTTT
GGGATTGCAAGCATTGTGTTTAGATGACTCTTCCACAGATGAGGAAAACTTAGACAGTAG



TTCCTCGGATGAAGATATTTGACACCGCCATGCCCACCCCACCCCCNNATGTCTCCNGAA
GAACATAAGTNAACTGTGATAATTGACCAATAAATTCTCTTGAATGAANNANAANN
>CL5175Contig1
CGGCACGAGGGCCATGTGTCCTGTTTGAGCTTCACCTCTTGCCTCCCAAACACCAACCTG
TCGATCCGTTTATGAGGCCGTACATTACTCCAGAAGACGACTCCNGGTATGTTCTGTCCA
GGTAAGACCAGGGGACATTGATGCTACGCTGAAGCTGAAATCACTGCAGAACTACTAGGA
GGCATATTTAAGACTGTTGGGAAATAAACTCATTTGATGACAAGTGTGACAAAAAAACAT
CCAAAGCTCAATGTGGTCATGACATCCTGCCAAAAGCACCTTAAGTCTCCCTCCAGAACG
AAGGTTCAGCAGTCCAAAGAAACATCAGAGGGACTGATGCAGAGATGTGGACGTCTCCAA
CATGTGGCAGTCCACATGTTTTCAGATGCAAAGTTCTTTTGTGACATTTTTCTTTCTGCT
TTGTCCTTTTGGACTTTTTTATGACCTTAAAGAAAAACATTTCCACTGAAAGAGACGAGC
AGAGTTCAGCCAAAGTCATCTTTAATGCACTGTACCGTATTTTCTTCTGTCATATCGTAG
TTTATTCTATAGTTTTCATCCTCTTTGTCATTCTGGCTTCCCAACAGCTCTTTCCTCTAC
AGGGTTATTTAATTTAATGTCAGTGATTTATTTATACCGTCACAGCACATAAGGTGAAAT
CAGATGGTTCAACTTAAGAATGTAAATCATCATTTGTTTGTCAAATGGTTGTTTGTTCTC
ACTTTTTATCTGCTGTGATCTTTAGTTTTGTACTTTACCTTTTTTTTTAAAACAAAACTT
GTCAATTTGAGGCTAAATTAAAGCTCAGAAGTAGAATTGATTTCAATTAAGGAAGCAAAT
TCGATTGATGTTGAAGAGAAAAACAATGAAAGAGCATGTTTTAGTAAAAATGCTGGTGCT
TTG
>CL5176Contig1
CGGCACGAGGGTTGATGCATATCTTCAGATCCAGTCTGTTAAGCAGGCGAATTGTTTTGA
AATACTTTATTGCTCATATTTGATTTTTAGATTGACTGGTTACATATTTTTTTCTTGAAC
ATTGTTGTATTGAAACAAAGTGGAACTAAAATAGGGGACAGTTGTAAGTTTTCTTATTTT
GGTGCTATGTTAAATTATATTTGGGGGGTACATTGGTTGATATACCTTTTAAAATAATTT
CTCAAAGTCTTCACTTTTCTTTGTAAAGGATTTTTTGATTTACTCATAACAGTCAGCTGT
TTGTTTGACGGGTGTTATGATTTATGGTTTGCCATTAGTACTGTGTGGCCCAAGTTCTGT
TTAAATATTTTTGTAGCAGTGCAAATCCCATGAATTGGATGGAATTACCAATGTGCCAAA
ATTTCTGATTTTTAAATTAACGGGCAGCTAATTATGTCAGAAGTCTAAAAATAATCAAGA
AATGGCTAAAGAAGCTTAATCCAAGTATTTCTGTTTTATGTGTTTTAGTTGTATAATTGT
TTGTTGTACTGTTATTGTTCCATTGCATCTTTTTTTTTTTAATGTGTGTAAAATGTGTTT
CTTCTGGTTTTGTCTCTCAGGACGAGCACCGATGAACCAGCACGCACTACATTCCTCTGT
TGTCCAGGGTGAAGCGTTTTAAATTTGTTGTGTGGATTCTGTTCAAATACAGC
>CL5177Contig1
CAAAAGCCCTGAATCCTTCTCCAAACACGGCACCTGCAGTCTTAATGGACTCCAGCACCG
TCTGCCTGTGCTCGGCCGCCTTCAGGCGGATTTGTTCTCGGATGATATCGGCGTTCTCCC
GCTCCACGCGCGCCCGAGCTTTCGTCTCGGCCTCGATGCGCAAGAGTTCGTTCTTGTGCC
TCAGCTCCATCTCGTGCTCTATGGTTGCTTTCCTCATGGCCTCCTGTTTCTGCACAGACT
CCTCCTGTTTCCGGAGGTTCTCTTCATTCAGCAGTTGCTGTTGGCGCAGTTGGTCCTCGT
AGCGCTGTCTGGCCAGCTTATCCTGGTACTGAGCCCTCGCTTGGTGCTGCTTGGTCTCCT
CATTGAGGGTTTTCCTCCTCTCCTCCGCCTGGATGCGGATCTGATCCCCTTTGAGCTGCT
CCACAGCAGCTTCGTACTCCTTGATTTTGCTCTGGTACTCCATCTGAGTGGTGCCCTCCT
GCATGCGAGCCAACTCCAGCGCCTCTTTGGCGTGACGGGACTTGTCGAGCTCCTTGGCCG
CCTGGGCAGCCCGCTCCAGCCCGGTGGGATCGAAGTTGCTCCATTTGTCCTTGGGTTTAT
CTCCTCCACCGCTCGAGCCTCCGGCGGGCGGCGGAGGAGGAGGCGGCTCCGGTAAACCGG
GAGGCGGCTCGGGCTGGCCCTTGTTCAGACCGAACAGCCACGACATGATGGTACCGGGGA
TACGTGAAGCACAGTCTGGCCGGTTCTGAGTGGAGCGCGAGGGCTGCAAACGCCGCACGT
CTGTCAGCGCACTTCCTCCACACGCGTGTCACGCTGCAACATTCTCT
>CL5178Contig1
CACCACATGGCAGCCGATGGCAGACGCAGAGTTTAGGGCCAGATTCAGATTCTCCTGTAT
TGTGAACGGTGTCAGCTTCTTCTTGTTAATGGTACTCTCATCAATGGTATCTGGTGCTGA
CAGGTTGATCATTTTGCAAAGCACTATGCCGTCTCCCACAGACGTGAAGAGAGAATCTGT
GTTGGGGTTCATGGGCAGGACATGCTGACAGTCTGGGTCTTTTTCCAGCGCAGTGTTGAT
CCAGTTCACAAAAGCGAATCGTTCCTCCTCTGAAAATGAATGTTGTGTGCCAACACTTGA
CAACTCAGACGTTCCTCCAATCGCCAGGATGCCCTCTTTTCTGTTGATGGCCTTTCGAAA
GGTTTTGGCCACTTGACTGCCCCTCAGCTCCTTGACGATCGCCAAAAATTCATCAAAGCT
GATCTGATTGTCCTTGTTGCGGTCCAGTTCCTGGAGGATCTCTCGGACCCTGTACCCAGG
CAGGGGGTGGCCGGCCTCTTTGAGAAGCTCGGAGAGTTCATAATCGGAGATAAACCCGTT
GCTGTCGAGATCAATTTTTCCAAAGATCTCCCTCATCTCCTCCTCTTCCTCTTTTGTTAT
TCTGGCAGACATTTTTCTGTGATTGACCTGATGTGGTCAGTCAGAAAAACGTGCGATTTC
GATGCGCCTGAAATTCCAGACAGCGTCCAGCAGTCCTGACTCCTCCACGTAGA
>CL5179Contig1
ACCAACNTGCACCAGNTCAGGGAGCTGTTCNGCATNTCCAAGGAGCANTGNGACTTCAAA
GTGACGGCCGGCCCGTCCACCGCNGACAACAACAAAGGGTCGTCAGGGGGGGACAGCACG
GGGAGCTNGCCGTCGCCCTCTTCCAACACGAGCGCTCCCCCCAAAAAGACGGCTAACAGA



ACACCAACGAAAGCAAAGGCCCAGAAGTCGGAACCCCGCACTCCCAACTCGGAAGCTTCC
AGCGCCAAAAAGATGAAGAAAAGCGAAAATGTCAACAGCAACGGGCAGCAAAGTAAACCC
AGAGCGACCCCCCAGCTCCTGGAGGCCAGGAACGACAAGACGCTGCTGGACATCTTTGGT
GGGGTGAAGCTCTTCCTGCCCGCCTCCATCCAGGACGCCGACAGACTCCGGAGGTACTTC
GTGGCGTACGACGGAGACCTGGTGGCGGATTACGACGCCGCCTCCGCCACGCACACGCTG
GCCCCACCCGGAGAGGACAGCCGGGCTCAGAGGGTGTCGCCCAGCTGGATCTGGGAATGC
ATCCGGAAGAGGCGCGTGGTGCCCCCCTGCTGAGAGAGTTGGAACCATCAGCCTCGGCTC
TCAGGAACGGGTTCTGCAGATGAATTAGCAGATCTGATGGACTTTTTCTTTTTTCTACTA
CAAACGCTAAAATCATGAACTGAACACGAGATGTAGATGAAAGCAGACTTCTGTAGTTTA
AAGTTAGAACTGAAAGCTTGTATTAAATCCTTGGTTTTTGTCACAGATAAAAAAAAAA
>CL5180Contig1
TCAATGTCCATAAACACAAACCGATGCCCAGTTTTTTGGAGGTGTTTGGTGTAGTACTCC
TCAGCGAGGGCCTTGTAGAAACTCTGTGGAGTGTGTGGTTGAGTTAAGGTGAAATTCCAT
TGAGTTTTGGCCCAGTTGGACAAATCTGTTTCATCGCCAAGGAGAAATCCATTCAGAAAG
CACATCAGGTTGCTGGAATACTGCCAGGCCTCTCCACGCAGATCCTTACTGCATAGCCTT
ATTCGCACCACGGTGATAAGGAACGACGTCCTTCAAGAAGGCGCTTTGGCACTTGCGGGG
TTCTTTGAACTTCTGTCGCCTTAGCTGTGAACCCATAAACCTCCAGAGTTTCTATATAAA
TACGCTTGGGCAAAATCACTTTACCAGCCTGGTATTCGTTCTGAGCACGGCTGTCTGGAT
TTCTGACATGGACGTGGAAGCTGAAATCCTGTCTGAGTGGAAATGCCTGCTGAGCCCCTC
TGGAGAATTTTCAGAGCTTCAACACCAAGCCGCCTCTCCTCAGTCCCAAATGGATTCCAC
GTGCTCCTCACCCGAGATGAGCTATCCTAACAGGCGTCGGGACATAAAGGATTTCTCCTC
CTTGGACTTCTCGGAGCGCGAAGTGGCTTCAACGGCGCAAAGATCAAGCAAGTCCAAAAT
GTCCACCAAACGACGCATGAAGGCCAGTGAGAGGGAGAAGATGCGGATGAGAAGTCTGGC
AGAGGCTCTCCACCAGCTGCGCGACTACCTTCCACCGGATTACAACCAGAGAGGCCAGCC
CCTGACCAAGATCCAGACACTGAAATATACAATTGAATACATAAACAAGCTTTCAGACGT
CCTGGGCCGTGCGTAAAAGGGCGCAGTTTGAACAGTTTTTACGCACAGGAGGAGGGAAGG
GAACGACAGCATAAGGATCCCTTCAGAAATCAGTTTATCTTGGCCTTAGTGTTCATAGCC
AAGCAACATCTGTTTTTCTCTTGTTTTGTCATATTAGTGGCATAAATATGTAACAAATTT
GCTTGAATAAGTGACATGCTTGGATTAGTAAAGACAGTATTAGACGTAGTATTTAAAATG
CAAGTATACATGTATATTTTTAAAGTATTTTTTACATTATGATGTTCTTTATATATGACT
TTTTAATCTTTATCAGTGTTTTAGATTTCATATTTTTTAGAACTGTTGCATGATTTTAAA
GTCTGCGTTTGTTTGCTTACTAAAACTTATTGCTTTGTGTGTTGGAGAGTTTTTACATTA
TATTATATCTTTAATAAATAGTTTTAAATGCTGTTAAAGAAATCTAAAGTTCACAATTTG
ATGTNATCTCTGTCTTCGATTGCAGTNAACTTGNATCCAAATAAAACG
>CL5181Contig1
CATGGTCTCGCACCCAGCAGGCAGCGCAGGCCAACATCACTCTACAGGAGCAGATCGAAG
CTATTCATAAGGCCAAAGGCCTGGTTGGAGAGGATGACACTAAAGAGAAGATTGGTCCAA
ACAAGCCAAGTGAAAATCATCAGCCTCCCATGCCCTCTTCTGCAGTCAACTTACCCAAAC
CCAGCCCCCCAGTCTCATCTGTGCCTCGACCCCCTGTTTCTATGGCCCCTCCGGTGCGGA
CCACTCTTCTGTCTGCTGTGCCGGTGCTTCCAAGGCCTCCTGTGGTGCGCATTACCCCAG
GCCAAGTTCTCACATCAATGCCTCCCATGATTCCTGGCCCACGCATCAACGTTGTTCCTA
TGCCACCGTCTGCACCTCATGTCATGGCCCCCAGACCACCTCCCATGGTTGTTCCTACAG
CATTTGTTCCCGCTCCTCCAATGCCTCAACCTCCAAGCGCTGCTCCAGCTCCCCCCCCAC
CATCCACCCCCACCGCATGAAGACGAGCCATCCAGCAAGAAGATGAAAACGGAGGATAAC
CTCATGCCAGAGGAGGAGTTCCTTCGTAGAAACAAGGGTCCTGTGGCTGTAAAGGTTCAG
GTCCCCAACATGCAAGACAAGACTGAATGGAAGCTGAATGGGCAGATTTTGAATTTCACT
GTTCCTCTCACAGACCAGGTGTCTGTAATTAAAGTCAAAATCCATGAAGCCACAGGCATG
CCAGCAGGAAAACAAAAGCTACAATACGAGGGAATTTTCATCAAAGATTCCAACTCTCTG
GCTTACTACAACATGATGAATGGTTCAATCATTCATCTGGCTCTGAAAGAAAGAGGTGGA
AGAAAGAAATGAACTGTTACTTCAAAAAACAAAACAAAAAGTGTCGTTTGTGTTTTTCAG
TTTAATTTTGTTGATTAGTTTTTGTTTCAGCGTAAATTTTGAAATGATTAGTCTTGGATA
TCTGTGTAAAGTCATGCTCCTGTATAGAATTGACTCAAAATTTGGTTCATCTTATAATTT
GTTTTTAAATAACATTTGAGTTACTATTTGGGGAACACCATGTATGTCTCACCCATGAA
>CL5182Contig1
CACTTCCTGCCTTTAGCCTCTTGGCTGTCAAAGTTTCTTAAAAGTGCTTTGAGTGACTCA
ACACCGTCCATAAAATCAGACGCTATGTGTAGTAGTCCAGTTTGCTCTCTATCGTTTTGC
AGCCTTTGACAGAGAAAACTCGCTCTTGTTTGGGGAAATAGATCAAATCTTTGGCGACCT
GGTTTGCCACATCCAGGTCCGGCGGGCCTTCGCCCTCGCTGGCTCTGGCCTTCATCTCAG
CCATGGCGCACTGGACGACGTGCGAGTACTCCAGAGGGAGGAAGGGAACAAAGAAGTCCA
CCAGGTTCTTGTCGATCAAGCTTGTGTGAAAAAAGCCACTTTTTTCGTTGTTGAAGACGG
AGAGGGAGACGGATGTTTCCAAATCTTTCAGATCAATCTCCTCTCGAGCTCGTCCTTCTC
TCCAGAAATCTAAAGCTGTCTCGACGATGCTCTCGCCTCCAGCGTTGCTGAGAAAGATGA
AGATGGATTTTCTGTATGAAACTCCATCCAGTTTTTCATAGTAGTCCAGATACGGCTTGA
TGCTGTCGATCAGTCCCGGATGCATCTTGTCCATCTCATCAAAGATGAACATGGAGCGCT



CACAGTTGCTCACATTGCCTTTGATCCACTGCTGCAGCTGAGACTTGTAGGAGGAAAGTA
GACTGGGATGCGGGAAGTGAAGTGTGGACGTGAAGACGTGGACAAACTTGCTGTGCATCC
CCTCTTTGTAAACGTTTTCTGCGATCAGCTGGCTCACAAAGTTCTTCCCGGTGCCGGTCC
AACCGTGGAGCGACAGCACCAGCGGCTTTTTGGGGTTGTCGTTGCTCATGAATCCGCTCA
CAGCTTTCAGGATGATGCGAGACGCCAGGTGCTGTCCAAACAGTTTGTTTTCCAGATCCA
TCTTAAGGCCAGTTTTGTTGAAACCTATCCACTCTGGTCGGCAGCACTCGTGGAAGTAGT
AGAAAATGTTCTGGTAGCTCGCTAAAAACCCAGTGAGAGCCGCAGCCATGCCCACCGCTA
TGGTGGTACTAATGGGTTCTATGGCGCCCGTAACGCCGAAGCAGCCCAGAACCCAAAGCA
GCAGGACGCATTCCTTCTTCGGCTTCATTGTTGTTCCGCTTTAAAGCCCAGCTGGCCTTG
GATGCGGAACCAACGTGCACCTCACGGCTGCCCCCGGCCATAAGGCCCGGGTTAAACGCG
GCTCAAG
>CL5183Contig1
CTTTGAGACAGTTCATCCTGTTCTGCAGAGGCCACGCTGGTACCAACTGAACCTGTCTGG
CCTTGAGGAAGCTCCATGTTCAAGTCCAAACCAGCTTCATCAGCCATTTCATGCAGCAAA
GAGTCCACTTGATTCTGTGGTGTTGTGAGTGTTGTGGTGCTGCTCATGGTGTCCTCCATC
TGGGCCGTCTGGACATCCAGGGTTTCAAACTGATGCTCAAACTTGTCCATGAGAGCAGAG
ATCTTTTCAAGATTCATACTCTTCAGGGTGGCATCCATGCCCTTCACTACTCCGGCCATA
GACTTCGTGACCTGGTTCATTGTGACTGCTGTCTGGACTCTAGCAGCCACTGCATCTACT
CGAGCACTCATCCTCAGGAAGTTCACCGACTGGTTCTTCTGTCTGATGGCGTTCTCTGCA
TGGATCCTCGCCACTTCCATGTTTCCCTTCTGGATGGCCTTTTTGACTTTTGCCTTCTCT
GCTTTTTCCTCTTTGTCACATTTTTTGGCATTTCTTTGCAGTTCTTTGGCAGCAAACTTT
AAATTGAACAGATTTTTCTCCATGATACTCGGCATCTTAGAGTGGCTCTTCGGAAGCTCA
ACACTCACACCAACACGTCCTCTCAAGCAGTCCGCGACAAGTCGATGAAAAAAGGCTAAT
AAATGTCGCCGAAAGTTCAGCTCATCAAGGCTTCAAGCTTCGCCTCCCCGGCCATA
>CL5184Contig1
AACGCAATCTTCGGGGCATGGCCTTCTTTGGCCTCACAGAGTACCAGCGTAAGACCCAAT
ACCTCTTCGAACGAACTTTTAACTTGGAGTTCATTGCACCCTTCACACAGCTGAATGGCA
CCCGTGCGTCCACTGTCGACGTACCGCCTGGGACGCAGCAGAGGATCCTCGAACTTAACA
GATGGGATGTAAAATTGTACGAGTATGCACGGGACCTTTTCTTGCAGCGCTTTCAGGTAA
CGAGGCAGCAGGAACGGAGACAGGCCAGGGAAAGGCGTCAGGAGCAGAGGAGACGGGTCA
GGGGACGGTTCCCCTCAAAGCAGGGCTTACCTCAGAAGACTACAGAAACGCCACACACTG
TTGTAACAGAAGAGCCTCAGAGGGAGAAGGCTGCCGGGAACGACGTCGATTCTAAAGGGC
TGCTCCCAGACTGGTGGGATCTGGATGATAATAGCACAGACGAGGATTACACCGACAATG
TAGAGCAGTGGTAGCAGTAGGATGTTTAAAACACAAAGTGTGCCATAATACTGCCTTGTC
TGGTTTTAATAATTCAAGCTAATGTCATTATGCACCTTTCATTTTTTATTTTAAATTTTA
ATGGTTTTTCAAACTACACAATAATTTATTGATGTTGGTTGCTTTTTGTTTACTTATGGT
ACTGTTTTTAAAACAAGTCTCAGACCTTTTGGTGGTGGTAGTTTTCTGCTATCTTCTGGA
ATTTAAATTCATGTGACTTTGAACCAGATCTTTTTTTTTTTAATTTTTATTTTTGTACTC
TTACGTGATGTCTTATATGTGGTTTTCTGCATTTAGTTTTACCAAGTTAAAAATAAATCT
AAACGCATATATTTACAAATGTACTTGTATTTATGTTTTGCAGCAGAAAGGAAGAGTGGA
ACCTTTATATATACCTCAGTGCGTGGCATAAACTGCTTATGCTGTTAAATAACTGAATGT
CTGTCTTTTTTAA
>CL5185Contig1
CATCCTCAGCTGTGTGAAAGAGTCAGCTCCTTGCACAAGCCTGGACGTGGAGCCAAGAAA
AGCCTCCAGACGGATTTTTCTCCATCTTTAACCACTTTGCAGAAGTCAGATCGCTCTTCC
ACAGATTCATCTCTGAGCTCCCTGACAGATCTGCTCCTGACTCTACAGGATGAGCTCGGC
CAAATGAGCTTTGAGCATCAGGAGCTGGTTCGTCACATAGAAGCTAGCCAAAGTGCACAA
CAAAAGCAGGAGCTGCAGAGAGATCTGGAAAGGCTGGAGGGGAGGATGGAGGAGAAAGAA
GCTCAGATCACAAAGCTGCGCAAGCACCAACAGCAGATCCATAAACTGACCCAAAGCCAG
TCACATGCTGAGGACCATACTGCCAAGAAGCGTTTTGTGATCAAGCCACCTGGTCCCTCC
CCAGTTAAGGTCAAGCCAACTGCAAAAAGCCCAACTCGAAACAACCTGCAGCTTCTCAGG
GAGACGAAGAAGTTGAGAAGCTGCCTGAAACAGGACGACATCTCCTGGGAAACGTAAAGT
TGTCCCTGTCAGGCAGAACTGTTTTTTGTTTTTTTTTAACCACTGAATGAAGTACTCGGC
TCTCCTCATTTCCGGGAAGACTTTTTTTAAGCAGCCTGGAGCTTTTCTTTTTAATAAATG
AAATAAAATTTGTGTTGATTTATGTACCCATTATTAACCCCTTCACGAGTGAATTAATTT
CAATTACATAAAAAAAACTACTCTTCAATGTTTTTGCCATTCAAGCTGATGCTAAATTAA
ATTGAGTCCTGGATAACATGGAACTTTGCACATTAGTGACATGGTATGAAGGTTTAAAGT
CAGGGTTTGCATAAACATGAGACATACACCATCAGTTGTTTCCTAATGATAAAACTTGTG
CAGAAATCCCACTTCAAATAAAATGGTAATAGCTTAGAATCTGCAAATTTCGTTGGGTTT
TTTTTCGTTGAACAACCACTAGAGGGCAGTGCTAATGAATGCAAATAAATAACAAAATAG
GAACACGTATTTTATGCAAGTTTAGGAAGGTTAGTCATGTTTTCATATAGCAAGTGTCAA
ATAAAATGCTC
>CL5186Contig1
AAACTGAATAAACACCATGATGGAAAAAGATTTTACATTTCTTACAGTTTCCAAACGATC



TAGTGCCTTGGAAGCAGGTTGTAGGGGGAAAACAGCTTTTACACCCCGTTCAGAGACTGT
GACGCTGTCAGTTAATGACAAATTTTGAATTTTAATATTAACGTCCTTTAAAAGTTTCTA
ATTTTAAATGCCGCCTTTACCCAAACGAAGTTGGGTCTTGGAAGTTCTGGATCCCTGCGC
GCGCGCGCTGGTGTTATTTTGGAAAGGCCTGCGTCAGTCCTGACTCGTTCGGTCATGCAA
ATGAGCTCGCCACTAATTCAAGCTTCATTTTGAAAGGCAACAGTCACTTTTAGATCACTT
TGTGTTTTAGCTCTTCTCAGAACCTTTTAGGGGTGGATTTCTTTTCATTTTTCAATGTTT
TTATTTTATTTTAATGCATTCATTTGTCCCCTTCTTCTGTGATTATTTTAGGCCTCAATT
ATCGTTTATTTCCCGTCACCTTTGTGCTTTGTTTCTCCTCTTCCTTTAATTTGAATTGAA
ATATGGAATGTAAAATAAGAATTATACACCTCTGTATATCCTACTTACATTGTAAGCATG
TCCTGTGTAAAATTGCTAATGTAATAATGTATGAACTTGTAGTCTGTGCGTTTTCTTTCT
TTATTTTGTCCCTTTTTTGTAAGTTCTGTGAGGATTCGATGTTAAAATGTTTTGTATATA
AAGTTAAGAATATGTACATACTTGTGAACCAAATTGTACAAGAAAGTCTATATTTGGCTA
ATAAA
>CL5187Contig1
CTGGAATCCGTGAGACCCGATTCCGTCCGCAGACAGCCGGAGACCCCGCAGGACCACGAT
ATCATCAAACTCAGTTTCAGCCCCCCCCCCAGGCCTTTCCAGACATTCAGCGATGGTGAA
GCTGGGCTCCAATCTGTCTGATAAACTGGAGAAGCAACAATCAGCAGAGGACGGCTTTGA
TAACGTTCCCCTGATCACCCCGCTGGAGGTCAGCCAGCTACAGCAGAAGTTTGCAGAAAA
GGTCATGGTCAGAACCTCAGCCCAGTTTCAGCTGCAACAGAAGAGAAAGACCAGGCGGAA
GAAGCTGAACATCAATTTCTACCGCAGTGTCTCGGATAAAGCCAAGATCACAGGTCTGAT
CCTCATCTCTTTGGCCTTCATGACCGGCCTCCTTCTTCTGCTAATGTACAAAGCCATGTG
GTACGATCAGCTGACCTGCCCAGAGGGTTTTGTCCTGAAGCAGAACCACTGCAGCCCAAA
AGTCCTGGAGATGTTCTACACAGAGCAGCAGGAGCCCAGCACCCCCAGCAGGACCAGCGC
CGGGCTGATCGCCGCTCTCAGCCACATCGACCAGCTGAAGAGGACCGGCCCGGAGCCGCC
GGCCTACGGCGTGCTGAAGGAGTCCAGCAGCGAGCCCCCACAGAGGGTCCTGAGGGGGGA
GGCCTGAGGGGGCCGGTTCTATTCCCTAAGTCCATCCATCCAGTGTTTTCATCTCATGTC
TGGACTGCGATCCACCAATCACCTTCAAGTGTGAACGTGAGCGCCGTCCCTGCTGTCTGC
AGTGGGCAGACAGGTCAAAGGTCACGGTTTCTGTTTTAGCACAGAATGTGTGAAATGCTT
AATGCATCAAACTTATTTTCATTTCTCTGCAGTGAACAGAGTTTGTGTTTAAAAAAAGCT
TAAACTGTTGATCTTTAAAAATGTCCATTTTTTTCTTAATTCTGCTGCATTTATCTTCAT
GATGATGATGATGATGATTA
>CL5188Contig1
CGGGTCGGACTTCACATCTCTGCCCCAGCCGCCAGCATCTTACTAACCAACCAGGCGCCT
GGAGGAGCGTCCCGACCTGGACTGAGCCGCTGACATGCTGGCTGCACTTATAACCCCCCC
CCGCTTGCAAATCTGCACTATTCCACTGCATATCCACCCCCACCCCTTCATCTTCATCAT
CATCATCATCATCGTCATCACAGCTGCACGTTCAGAGGAAGAGGCTCAGAGATCTGCAGG
ACGATTGATACGGTCACCATGACAACGAAGCCATCAGCTGCTGAAAACCTCAGTATGTTT
GGTAAAAACCGTTTCTGCTCACAGTTCTGACCCAAAAGAAAACCGGGTTTGGACCTGAGA
CCCTCTGGAGCCACCAGGGACTGTAAGCCCCCATGACTCCCTGGGGGCGCCCTGCGATGC
TTTCATGTGCCTGTCCCAAGTCTGGTAAATTGACTTGGGACAGGCCATCGACTGTATCAC
AGAACTGGACTGAGAGTGACCCCCGCCCCCACAGAAAATGGTTTATTCCAAATCCCTCAC
CTTAAGGACGCCGCCATGTTGGAGCCAGAAGTTATTAGTAAGCAGCGATTGCTTCAAGTC
GACATTTCTATGGCAACCACTCATTCCAGTCAGGATTGAGCTTGTTGAAAGGCCACACCC
CCTACCACTTGAAAACAGGCTACACAAAATCTGGGAACACTGGGGGGCGGGGCCACTCAG
TCCAGTCCAGGTCTCAGATACAGTCAGTGGTAAACGGTGTTGAGTCAGGAAGGGCATCTG
CCGTAAAACTGAAGCCAAACCACATGTGGATCTGCTGTGGCGCCCCCTAAAGGATCTGGA
ATGATCCTGGATGGATCTGGGGGGATGAATGCTGAAGAGTCTGACTGCACAACAAAACGT
CTGTTTTTTGATTTGGTTTGTTTTTTTCTGTTGATCGGCTGCAACAGGCAGGAAGAACCT
CAGAACCAATCCTGTCATAAATGTTTTCCTCCCAGGCTTTGATCTTTGGTGTCTTTATAC
TTCAGGT
>CL5189Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTCGACTGCGTAGCATTTATTTCAAAT
ACACATATCCAGCAACAAGAATCAGTTATTGATCAAATGCACAATGACGACAGCCACATT
TCCACAACTGTACAGCGTCAGAAGGAAGGAGGGCGGCGAGTCCTGGAACCAACCCCATTT
CAGTCCTGCATTCAGAGAAGCATGGTCTACTGCAAACAAAATAAAGATAAAAAAACAACC
CCTGCATGCAGATTAGGTGACAAAAAACACCCAGAGTTAAACCAAATGTGGAAATTTTGC
ACACCAAAACCCTTTCAGCGAGTAAATCCAGTATAAACATCTTTAGAATGCATGAGGAGG
TCGGCCTTTGAAGACGTGCATGCATAAGCACTTGTGAGCGCCTGGCATAGATTACTAGCA
ATACAGCAGGATGAGTTCACGGTCCAAAAGAACGCAGGAACAACTACGCCTCTATCATTT
AGGGCCGAGTCGTTTGCAGGAGGGAGAATCTAGAGCATGCTTTTATTTTGAAAGTCCCTT
CAGCTGCGGAGAACGACGCGCTCTTATTTTGGCCAACCAGGTGGCAAAGTGTTGGGGACA
ACGAAACACGGTGTTGCATTCAGGGACGTTCGTGAGCTCTAGTGAATTGGTGCTGTACAG
TTTGTCCCTCTGACGCTCGGCAACAGTAATTCTGCTGGAATACTTTTTTTTTTTTTCCCC
>CL5190Contig1



GGGGATTTCCAGACGGGAGCAGCTCAGCTTTCTTCTCTGAACACACAGACGAGGCAGCAT
GTCGTCTTTGAATAAAGTTTCAGGTATAGATCCAGAATTGGACGCAGACTTTTTCTATGA
TTATGAAACGCTACGTGTTGGGGGTCTGATCTTTGCTGGCATTGTGATGTTCTTGTCCAT
CATATTGTTGACTGGCAACAAGATCAGAAGATGTGGCAAGCCCAAGCCCAAACCAGTCCT
TGATGAGGATGACTACTAAACTACGCTGAGCTAAATGACAATCCAAAATTGAACTGCTTT
GATTTCAAATGTCGTGTCTGATAAACTAAGGCCGTTGTATAAATAAAGTTTATCCAATGA
CTAANAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL5191Contig1
CCCCCGGGCTGAGGAATTCGGACGAGGCTCGGGGGTTCTGATGGACGTGTCTAAAAGGTT
CGGGCCTACGGCATTCCCATCACAGTGTTTCCCCGGCGGGACGACTGCAGCCGTGCTCCT
GTCTTTCTGCCGCCATCTCCCAACAACACAGACCCGCCTGCCAAACAGGAAGAAGCTCAC
GACACAACACCGCCCCCTCCCACTTCTCCTCACACTTTGACCTCCAAACCACCGCCGCTG
TTCCAGGAGGGTGCACCTTACCCCCCGCCTTTGTTCATCAGGGACACCTATAACCAGGCT
TTACCTCAGCCGCCGCCACGCAAGATCAAAAAGCCAAAACGACGCTACCGCTGCGAGGAG
CCCACCTCCATCATGAACGCCATCAAGCTTCGTCCGCGTCAGGTCCTCTGTGAGAAATGC
AAAGGTGTGGTTGCATCGGTGGGGCACAGGGAGGTGCGGCGAGGCGCGGTGGACCTGAGG
AGTGACGAAGCGTTACGGAGAAAGCGAACAGCCAACGGGCCCATCTCCTCCGAAGTGAAA
CGTCTGCAGAGCGACGACAAGAGAGCGCGCTCAGACAGGGGCTCGTCCTCAGGGATACAC
ACTGCATCCTCATCTTCCTCCCACCGTGTCTTAAGGGGAGCGGCATCTTCCTCCTCTTCC
TCCTCCTCCTCCTCCACTTCTGTTTCTTCGAGCCGCATGCGACTGAAGCTGAACAGTAGC
AAAGTTCTGGCAAAAGGTTCCGTTATGGAGTGCTCCAAGGCTCGGCAGGTTCTTCAGAAG
CTGGCGAGGAGCTCCCAGCCGGCGCCACATCGACGGCCCAAAGACCAAGACCAGAGTCCG
GACCAGAGCCGCAGCAAAGCTGTGACTCGAGCCGCTGCCCTGCAGAATCACAACCAAAAG
GTCCACTTCACCCGGCGCCTGCAGCGCCTGAGCGGAGCCGGCTCCAGCGGCCACACGGCG
CTGCCCCC
>CL5192Contig1
TTTTTTTTTTGATGGTTTTTTCGTTTATTTCCACACAAACATGTCAGCTAAAACAGAACA
AAATGACCAACCACCGACATCAGTTTTTATTATTGTGGTGACAATTTCAATAATGATGAA
ATCCCATTCTGAGAGTAGAGGCACACATACGTCTGTCACATGACACGGATGGAGACGTTC
AAACACGGATAGATATGAAGCATCAGTGACTGAATGGAGCTCCAGCATCCATGCAGGAGA
GCTGAGCCAAAACGCAGATGTGTCGTCATGACGATGGTCGCAATTACGGTTGTATTTTTG
GGATCCTCACAGTCAGACTCCACCCCACGATTCCCAGAGTCCTGTGCTGTTTGGGGTCAA
AGGCCATGAAATAGTTCTGTCTCATCATCTACAGCTGAGACGCTGCGATTGTTCTGCACT
AGCAGCTAGTTTGCAGTTTGGTGAACAGGAAGTGCTAGAACTGATTCCGATTATTTACAA
AATAAAAGCTCATATGTTGATTTACTATTTCTACTTTGAATGAATTCTAAATTCAATTCT
ACAGTGAAACACGTTCAGGTTGTGTTTTTAGGCCCGATCCTTCCCCTACCTCTGCAACTG
TTGGGGCATTTGGAGGGGTAGGGGTGCAGAAATAGTTTTTTAA
>CL5193Contig1
TTTTTTTTTTAANGGGNNAAANNNCAAAAAAAAATTTTTTTTTTTTTTTTTNCCCAAAAA
NTTTTTTTTTTTTNNAAAANGGNNNTTNAANCGNNGGGGGGGGGGGGGGGGGCTGTGTGT
TTGTTTCTGCAGTTTGACTCGGTTCCCCCTTTCCAGCAATCTGAAATAAAGCCTGTTTTT
TTTGACTGTCCTGTCCGTTGGGTTGTACATTTCTAAAAAAGAAAACACAAATTAAAAATA
AATAAAAAAGTAGCCACATCTGCACCATGACTATAAAATAACAACATGCACACGGATCAA
TAGGGCTTTTCTTTTCACCTCTGAATCAGCCTGTGAAATCTTTGGTTCTGCACATTTTCT
GTATATTCCCATTTCTCTGGATGTCGTCTGTGCCTTTTTTTAAACTTGAGTTCTGTTTGG
GTTTTCTTGTGTCTTACCCACAACTAATGGAAGGATGTCCATGGAAACTGTATTCTTTAT
GTTTTAACTGCTGTTGAGATATTTAAAGAAATGTAAGTTCATTTAATTTTTCCTAAATTA
AACAATGTTTGCANCANAAAAAAAAAAAAAAAAAAAAA
>CL5194Contig1
GGCGGGCCTCCAACCTGCTCCCGCTGCGATGAAGGAGTCTTCTCCCCCCGTTCGCTCGGA
CCGTACTGGAGTCGAACCAGCACCCTTTTAACCCCGCGCTTGCTTCTCTGAAAACCGACC
CGTAATCCTGCTGGATTGTAGACTAAGCCTTAATGAGCGCCGCTTTTCCAGAAACGCGTG
GAGCAGATTTGAGCCGGATGTTTCCAGATCCAGGTCAGTATTCCGCTCACCGCCGTCTCT
TCTGTTTACGCCTCTCTGTGCAACAGCGACGCTGCCGTCTGAACGCCTGTACAGCAGCTC
TTGTTCTGGTGGGCTTATAGAACACGTAGGCGATGTTTAACAAACCGTAACGTCTGAATT
TAGCACTCGACTTTCTATTTATTGCTTTGTATTTATTTTAGTGTTTGCACTTTCCTTCAA
ACGACCGTCTGGTCTGGTTAACTTGGCACTAACGGAAACGCCGCTGCCTCCAGGAGGGCG
GAAGCAGCTGTTGAATGTGGAGTAGAGACGCGTGTAAATACTTCCTGTTTGCTGTGGCCC
CCACCTCTGTGGAGGAGCGCTCCAGCACTCCTCTTTTTTATTTGTTATTGCTCTTTTTTT
TGTCTCTGTTGTTCACTAAAGTGTGTTTGCTCCTCAAAGGAAAACCTTTGATCCACAACA
GTGTTTAATAAAAGAGTCTGGCCTGTGGGACCAATCTAACTCTTTATTTATTTTAGTGTG
GATGTTTAACATTGTGATTACAAAAAAAAGTACAGAATGTTTTTTTATCATTTTTTATTC
AAGTGTTTGTTTCTGATTTGAGTTATTGTAATATAAACGTTTCTCAAATGATTTCTTGAA
AGACCCACTCTGATGAAAATTCTGTTTTTTAACATGTTGTGGCATTTTTCTGATGATGGA



GGACGTAT
>CL5195Contig1
AATCCTTCTCAGTACCCATCCACCAGCTGCGGTGTGTGTTCCACTCCCAGGATATACAGC
TGAAATCTGGGAAAATTATAGATGAACGCAATCAAAGTATGTTTTCTCTGCCAATATGAA
CTTTTAGGATTCTGAAACAACAGCCTGCTTTTCCCTTTTCTATCCTTTATACCCCACAGT
TCCTAAAGAAAACGGGCTGATGGAGGAGGTGAAGGATCATGTCAGAGTTTTTGGTGTTAG
TTTGAAGACTCCGCCTCCTCTTAGTCCAAGGGCCAAATCTGTCACTTAATCTATGAATTC
AGTCCCATTTTTCTTGTGAAATTGTTTACATCAGTTCAAAGAGTGGCTTCTTTCTGTTCC
CCCCTTCAAACGCACCATCTTCTGCACACCTGATTCACAGGATCACTGCCACATGTCTGC
ATGAGCAAAATCCCACGCAGAGCTGAGAAACTTTCCTCAAATTGTTGCTTTTTTCCAGCT
CCTGTCCTCTCTTTTAACGCTTTGAACGATTTCTTTTTTTTTTGTCCAAACTAAGTCCTG
TAAAGACATTTTACAACCTGTTATTCCTAAATGAAGTAGCACTCCTCACAGTCCTTTTTT
GTCCTGGTCCAACATGTGTCCCGCGCCAGGTTTGTCCCTGTTTGCTGCATCCTGAGAGAA
AACATCCATGACGCAGGGCGCCGGTTCAGCAGCGTGCAGGAATGAATGCCTTATAACCAC
GCAGCTCCATAGCCACTCCCTGCTGGTTTGTGCTCCTCGTACATGAATTACTCGCAGTAA
ACGTCTACAGAGACTGCACAGAAGGAGAACCACGTGTTTCGCAAATGCTGTATGTTTTAT
TTTCTCTCCCAGCCTGAAACCTTTAAAATGAGTCTCAGCTACTTAACCTTGTAACTGAAT
GTGTCATTG
>CL5196Contig1
ANCGGAAAAAGTGATGACTTTAAAAAGGTAACTTTATTTTTAGAGTTGACCACAATAAGA
AAATAAACCTGGTTCTTTTATTAATGCAAAAAATAGTTCGTTCTTTAGTGACATTGAGAT
GTTACCATCTTCACTTCATCTACAGGAGTAAGAAACCAATAAATATACAAAAGACCATAA
AAACACTCTTAGATTGAAATGTTTGGAGCAAATGTAAAAGGAAAAAAATCTGAAAAGAGC
CAGCAGGTTAAAAAACGCTCACTAACACTGATGCTAAGCCACTCTAGCAGAGCAAAAGCC
GTTTCTGAACATGTTTCCAGCTGTGCATCAGCCACATGGCTCCTGCGCTCACGCTCAGAA
ACCGTAAACAGTGTCGTAGATAAAAAGGGGCAGTCCCTCAAAGCGTCGCCGTGGTGACGC
GTCAACACAGCCGCTGCTGGAAGCCTCTCACAAATAGTCCTGCATTCCCGTGTCCTCACA
AGAGCAGCATTGAAGAAACAAGATTTAAAAACGGCGAGTAGAAACGTGGCAGCAGGAGGG
GCTTCGTCTCCATACTAAATACTGCATAGGTCCAGGCTGAGCCCACGGCCCGCCGTCACA
CGTCCACCTTGCCTTTGATGTCCAGGTTTGGCGTTGTCGTTGCTCCGGCTGGACTGCTCC
TCCGTCAGCGTGATGTANGAGTACACCAGGC
>CL5197Contig1
CCTCCCCGCATGGGTTGAGGGGAGTTTTAGGAATCCTCCTCAGCGGGATGGACAGGCATC
AAGCCTGCGCTCTTCTGTACGACTGTCGTGATCTGGGTTAGGATCGATTTCAGAGTAGAG
AGGAGGAGGCTGGAAGCGAAACTCGTGAATATAGGCAAAAAGGGGCCCGTTGAGCTCCTC
TCGAACCACTTGGACGTCTAGACAGCTCTGCCGTTGCTCTTCTGTCACAATTTCCAAATA
GCTGGGAGGGGCTTCAGGTCTCTCTGGCAAACCCAGCCAGCTCATGCTGCACTGGCTGCT
AACACTGGATGTGCGGGAGCCAAACGGGTGGAGAGGAATGGTTCCGATGACAAGGGGCAG
GTTCAGAGAAAGATTTATCGCCCCGGGTATGTCCACGTACACCATGAGAGAGTATTCCAC
TCGAATAATGCTGCAGTCCAAGATGGAGGGCGAGACAGGTGGGATCTTCAGCATCTTTCC
ACTCCAGGTCTCCGTTTTGCCGGACGACAGAGACTCGCCTCGCAGGTTGGCCACCAGCTG
CTTGACCTCCTTCATCTTCCCTTTGGCATAGAAGGTCTGTGTCTGGTAGATGGCTGCCTT
TGGGACCACCATGCGGGATGAGCAGTTCTCTATCTCAGCAAAGATCTGGATAGACTCTCC
TGGCGTGTAACCCTTCCTTTCGATTTTGGCACTTAGGGAAATAGGACCTGAGGTGCAGAA
CCAACAGCAAAGAGTCTTGTCTTTTGTGCCCGCCTGTGGCGACAGCAAAACTGGAGTGTT
GATGTCAATGTGCTCAAAGACTGTAAATTCTTTCTTCGTCTTCATGGGCAGGAGCCATGG
CCTGTGAAGTTCTGCCTTTACCCAGTATCGAACACTGCCATGCTTCCCTTCAAAAGAGGT
AGCCAGAGGTGTCTGTGGAAGCTCGAAGCTGAACGCGAACTCGTGTCTTCCTGAATGAAT
AGTGGTGAGTCCTTCCTCAGAGTTATCATCGTCTCTCTCATGCCCAATTAAAATTTCCTC
GTGATTCAGGTATTCCAATTCTTCTGTGTAGTTCTGCGTGTAGGCAGTGTTGGATCCGGC
GTTCCTCGATTCCGTCCAACGAACTTTTGCAAATCCTTTTGTGTGGATTTTGAGAGATCC
CCCTCGGATAAAAAAAGTGACTTCGATGATCACCCTCCCTGAGACACAGTCCCCGCTGGA
GAAGACGGGGACGTTGCTGTCATTAAGACAGTCATAGCTTATTGTGAAGCTCTTTACCTT
TCCTAGCACCATGGCGGAAACAAGAGACCTCTTAAGAGGGTGGTGTTTAATAAAACAAAA
AAGTAATCTCATGAATAAAAAGATTTAGACACTGATCTATAGCTATAGCCTGCAAAAAAG
CAGCAGGCACGATCAGTATATTTGTTTCTGAGCAGTTCATTGAGCTGTGTGAAGGCTGGG
TAGCAGCAATGAAAAAAGTAGTCATCTGCTCTCTCGCTGGGTTCCAGCCTCAGACCCCCG
GCCATAAGGCCCGGGTTTAACGGCGCGATCG
>CL5198Contig1
ATCAGACGTGGAAGCAGAATGGATGATGGTAGCATCAGGGGGGAAAAGCACATTCTTCTA
CACCCAGACCTGCTTCATTCCTCTATTACCAACAATAAGGGAAGCAACTGTAAACCCATT
CCAATTGGTGCTTTTTTAAATGGATTTTTAAGCTGATTTTTACTCCAAACAAAAGCGACT
TTTACCCCCTCGGCTTTCCTGATGTCCAGAGGAGCTTGGAGTGCGAGGGCCTTGAAGCTG
GCTGTGATGAAGGGCGACGGCTGAAGTGCCNCAAGATTTAAACTTCAAACGCCTTTACAT



TTCAGTGAGGTTTTATCTACAGTAACCTTCTATATTGTTTTTGCTCTTTCATATCACTAC
ACCTATGGTTTTTTTTAGGATTGCTTTGTAATAATTTGTACAGTTTTGCATGTTATAGAT
GTAATCATCGTTTTATTCGGTTTTACTTCATGGAAGTTTTGGGCGTTTTCGTTATTTTTT
TGTTTTTGTTTTTTTTTGAGGATAACCCACTACAGGCAATGTAGATTCTTTTGCACAAAA
ATTATTTAAGGTGTAAGGTCAAAACAAACAAAAAAAAACAATGTATGAAACTGGTTGCCA
CGGCGATGTGGAGAACTCATATTAACCATACTCCGGTGTATTTCAATAAAGCGGAGGGCT
GTTACAAACATGACGCGTGCGTCCGTGTGATTATTTCTCTGTAGAAAACGTCTTTATTAG
AAAAGTGCTCTGCTCTCGCAGCAGCTACAGGATGAACGTCCAGACGGAAAACTACGTTCA
ATGTCAAAGTTCTTCTCTTCATCCTTTTAGTTTTAACTAAATGTAAAGCAGGAGTTTGAA
TTTCAACGTTTCCCTTTTTAGCATCAAGCTGCGGTTTACTATGGTGGCCCTGAAGTCCAA
ATCACTGAATGCAAAAACATGCAAATGATCCCGACAAAGCAGAACAAAAACAAAAGTTCA
GAAACCAAAATGTGAAAAGGAAACAAAAGTACTTTCCAGAAATTAAAAGAATAAAATAAA
CTACAAAATGTAGGTATTCTGGGACGTCACTGATTGGATGTTTGTTTACCTCTTTGGACA
CGGCGACTTCTTCCAGACAGACGATATTACTTTAAAGACCCTCTGCAATGGAAAAGCCAA
ACATCATCCAATCAGGGAAGTCCTGTAAATATACCTACCTTTTCCTGTTTTGTTTTTAAA
AACTCTTTAACTNTG
>CL5199Contig1
ATTCTGTGCAATGAGGACAACTGTGACAGTTCATCTGTAATCTGTTATGGTCACACAAAA
TTGGTTCAAGTCATTCATCTCCTGCATGACTTCATCCAAGTCCTTCAACAAAACTCACAA
TAACAAAAACTCAAACTGTTTTTTTTCTCTTGCTTTTGGTTCTGGAATTCTGAACCATCC
CCAAAGCTCCTTTATCATCAAAGGTTTCCAGATAATTTTAAGAGAAATCTGAAAGTCGAG
CTTTGCAGACACACGCTTCAGCTTCACTTTGGGCGTAGGGGGGGCTTATCCCAGAGGTAA
TTATCTAAGGGGAGGGGCTACAACCTGAACAAGCACACTGACAGATCACATTAGTCCTGG
CTCTCAGTTTCCTTAAGGTTTCAGGTCATTTTTATACCAAAGTTCATGTCATCATCAGAC
AGAAACACATTCAGAATTCATTTTTCTTTGGATTTTCTCTCCTCTGTTTTTACACTCAAT
ATTTTCATATTGTGTGTACTTTCTCTGAGGAGACAAAAAGCTGTGATTCACATTCCTCTA
ATCTGACTAATGACATAAAGCTGAGAGGCAATTAAATGCTGGAGCTGTTTCTGTCTGTAG
ATGAAGTGTCACATTTCCCTGAGTTCAATGATGATGATGAAAAACATACACGAAAACTCA
CTTCTCATCTGTCTTGATTCATCAATACACAGTTTAAACTGTTTCCTTTCAAAAAGATCA
AGAAGTTTGATTAAAGCCGCATCATCAGGACTCTGGATGTTGGTGGTCTATACAGTCTCA
GTGCAGTCTTCTTCATCTTCATCTTCGTTGTGTTAACGTCCAGATCTGAAGCTGATGGTG
AATTCAGAAAGAAGACATGTTTCCTGCAGGTTTCCTCACAGGAAAAGCTTCCTGTCAGGA
GACACGACCTCTTCATTCAGGAGTGTTTCTATAGCAACAGTGTGACGTACAGCTGCCGTT
CTTCTGTCTTTGCTCTCAAACCT
>CL5200Contig1
TTTATGTTTTACACATAATAAACAAGGGAAGATTTTTCTTTTACTTCTCAAATGTCCAAA
CAGTCATAATATTTGTAATTTAAACAGAGATAAATATGTTTGAAAAATCTTGTATTATAT
TATTTTCATGAACACAACAATGAAAGCGCACTACATTGAGCTAAAAGTGAGCCTTAGTTC
ATCCTCAAATCCTAAGATCTTTTGTCAGAGAAATTATGAAACTCGTCAATCCCACAAGCC
AGCATGGTTGCGTGAAATTTCCGTGGGCGATCTGAATCCTGTATGGGGTATGCACAGGTG
GGGACGTATCGGATCACGAAGCCACAGCGCCTCCTCTGAGACATGTTGGAATCACTTGCA
TGGACAAGAAGTCCATCGTGAATAGACATCTGCCCTGCTTTTAGAGGGCAGAACACGGCT
TCCTCCACCTGCACCAGCTCTTCAGGGATCTCCTGGTTAACGGAAAGCATATTTCCAGGG
CGTACGGCTTGGCGATGCTGCAACATACCGGCACAGTGGCTGCCTGGAATGACCTGAAGG
GCGCCGTTTTCTTTAAGAGAGTCATCAAGAGCGAGCCAAACTGAGAGAACAGGCCCTCCA
TCAATCCCCCAATACCTCATATCCTGGTGCCATGCCACATATGGAAGTGCATCTCCTTCA
TCATTCCCATCAGGTTTACTTTGATTTCCTTCATGGATGGTTTCTGCCTTTAGCGCTGGG
TATTTACAGATAAAGCGGGAGTCCAGCAGAATAACGTCAGCACCCAGAACAGCTTGGACC
ACTTTCAGAATCTGAGGGTGTTTGGTCAAGTTCATCACCCATGGATACTGAAGATGAACA
TTGTGGAGGCTGTACTGAGTGTACTCGGTACCAAGTTTCTCCTCCAATTCGGAAAAGGCT
TGTCTGGCCTCCCTGAGCTCCGTCTCACTCAGCACAGGAATTGCAGAGAGGTAGCCCTGC
TCCTCATAGAGCTTCTTTATTTCAGCTGCAGATGTCGTCATCTTTGCTCCCAAGATTTTC
AATGTCAAAAGCGACTACTGGTGGGGGAAGATGAAGCTTAGGACAGCAAGGACAGTTCAT
TATAGTTTAAGGGATAAACACCTCATTAAACTGTTTTCTAACTGGTAAAAAAAGAAAAAA
ATACTCCTCCCCACCTATCTTGAAGAACGAACCTCTGTTACAGATTGAAAATAATGCTGA
GTTTGTACTTTGACACCAATGTAACCTCAGGAACCACTAATCATTTCATGTTATAAACAA
GTTATGATATTTTGAGAGGAATTTTACCAAAACTTCTCATAGAACCAAAACAAGTCCAGC
AAATAACATCATATCTTTAGACTGAAAAGATTCAAAACTGTCTTAAAAATTGTCCTCTTC
TTTACATACAACTACACATATCTATATATTTATGGCATTGACATACAGCAAAAACTATGC
TGTTAAAAGTAAAACTTTCCACTTAAGATGACTTGTTTTTATCTCCATACC
>CL5201Contig1
TGGCTGACACAGAACTGCGGCCTTGTGGACACGGTGGTATGTGTATGGAGTGTGCCTTAC
AGTTAGAGACGTGCCCCCTGTGCCGCCAAGACATCCAGACACGCGTCAGACTCATTGCAC
ACGTCTCCTGACACAGTACACGCCCGTCGTCCCACACAGAGACACGCACGAGGTGCATAG



TTTCCTGAGAGTCTCCTCGGATGTCGTGAGGAAGGTGCCATAGTGACGGTAGCAAAATAG
TAAGTTCTGGGATACGGAGGAGTTGGCGACAGCGCGATGGAGAAAAGAAAGACGGCAGAG
AAGAAGAGGGGAAGTCGGACTGCGATTGAATCCCAAAAAGCTTTTTCCTCGTTTGCTTCA
GTCTCCTCTTTTGTAGTATCTGATAACGCCTTGCAGAAGCCGCGCCAAGAATCAACAACT
TTTTACTAACCGTTTGTTTTTCAGACGCGTGGAGCAGAGACTATTGAAGCCGAGTAGGAT
TCCACTGCACTTCCAGTCTAGAGGCTACTTCTATTTAATCCCGTCTCCATCCTGCATGTG
TCAGAGATCCCGACAGACCGGGCATCTCAAGAGAACACAGCCTGTAGTTACAGTATTAAA
TGCAAGGTACAGATACAATTGAGATGTCACTTGTTCCTGTTTCTGGCTATAGTTGGTATA
ACTTTCATGGTAGCATCTTCATTCTCATTTCCAACATCTTTGGCAGCTTAACTGTCTGTG
TTGGTGGACGGCCCATTGCTCGGGCGCGTTATAGGAAAAAATAAATCACTGCTGGACGAA
ATATCAGAATTTTGTTTTTGGTGTTTAAAAATGTACATTTTCTGATTCATTTTACAAAAA
TTGTCGAACTTTAATCGCTGTTCGGCAGTAGGACTCCAATGACGTACAATTTTCCATGGC
TGTTAGACCTAAAAGATCTTTTGTGCTTTTTACTCAGATGTTCTTTCCATAAATCTTATC
GATGATTAGAAAAATAAAGGGGTTTCAAATTTCAAAATGCCCCCCAAAAATTCCTGTTTA
CTTTCAAATATTGCTTTTTTGTGTGCGCTAAATGTTAAATTTAGCCTCAACATGAGCAAA
CCTACTGTTTAGGACCAAAAAGACAGAACTGTTTTCATTTTGAATGAAGATCAAACATGC
GTCTTTGTGGAACACCGTTTTAGTCACGTTAATCTACTGTCCCTTTACTCAAGACTACTT
ATAAAAAATGTATTTTGATGTCTGAATTGGCACTGAAACACTGAACAATTTAGCTAATAA
TAAAAATAAAATAAAAGCTGATAGCTTGATGAGTATGAAGCAGTTCAAAGGAAACCATTT
GCATGCAATTCTGCAGATTAAAAGTTTTTTTTCGTGAATTGGCAAAGACTTTATCAAAAT
ATGGTTCCCCTCTTTGTGCTCAGAACACCATCATTTCCCTTTCCTATTCACAGCCTTCTT
TTTTTCGTTTACTGTTTACTTGAAGCATCTGCAAGGTTTACGGAACCGGATCTCGGACAC
ATGACATAAACAAATGTACGAACGGTTGTCCTTCAGGAAAACTTCAGTGCAACTTAATTA
CGTTCTTGCATTTCCTATTTCGCAGTCCCAACTGATTTTAAAATGCATCGTTGTTTATGG
AAGAGCCAAATAGCATGAACAGCATTTATAAAATCAGTCAGATTTTAATCGAATGGTCTC
TAAATAAAAATAATATGCATCTCTTAGTACAACAAACGCTGCTCGTCATTTGTTACTGTG
TCCTCGAGCACCTTGCACATGGAGGTATGAGCTTAGTTGTCTTTGTGGTTCAAGATGAAG
TTCAGGATTTCTTTATAAGTTGTGAACTGTATTTAAAACTTCTATGAAAAGAATTGTGTC
CCATACCTCCCAAAGATGTGATTTATCAAAGAGTTGT
>CL5202Contig1
GCATCAGCAAAGAAGCCTCCCAAGAAGATGGAAAACCAGAAGAAGGCAAAAGTAAAGAAA
GAGAAAGACAGGAAAGAAAGAAAGGAGAAGGAGCTGAAAGAGAAGAAAGCCAGGCGGTTA
GAGGAGAAGTCCAGATCAAGGTCAAAAGCGGAAAATTCCAAACGCAGACCAGAGCGGCAG
CGCGAGAAGAAAGCAGAGAAGAAGAAGGAGCAATCCCCAGAGGAAAAGTTACAGAAACTC
CACACAGACATCAAGTTTGCACTGAAAGTGGATAACCCTGATATTGAACGATGTCTACAA
GCCCTGGAGGAGCTGGAAGCCGTCCCTGTGACCAGCCACATCCTTCAGAAAAACGCTGAG
GTCATCGCCACGCTAAAAAAGATTCGGCGCTATAAAGCCAGTACAGCAGTCATGGAGAAA
GCCACTGAAGTTTATAATAAGTTAAAGCTACGTTTTGTGGGTAAATCGGAGGTTCCTGTT
AAAACTAAGATGGAGGCGAAGGATGACACTGCTGACGATGAGGAAGCACAAAATACTGTT
AATGGAGAATCAAAAGAGAAGAAAAATGATGCAGAGGTGGAGGAGAAACCCGAACCCCCT
GCAGAGGAGGACAACCAGGACGCATCTTCCAGTCCGAACAGGCACAGCCCGGACAGCCCA
GCTGAGCAACAGACAGGCCCCTATGAAGAGGCTGCCGCAGAGCAGCCTGCTGTAGAAAGC
TAAAGGACTCTGTGCCCCCCCTCCCACGTGCAGTGGACCAAGTGCTAAATGATGGTGGCC
TCCTCTTGACGTCGGACTCCCAGCCCCAAAACACTTCAGAACACACCATTCGTTACATCA
GCGTAGACGTTTTTGGCATTTTGTGGTACAGCGAAACCAAAAAGCTTCTAAACTCGTGGC
GTTTCTTCTGTTGTTTCTCAACGGCTTCTGTACAGCATGCTAGAAACCCCCTTTTTTTAT
GTCATGAAGTGTACTTCTTCTGCACAACACTGTCTCAGATCCTCACCTGCAGCTTCCGAT
CCCGGCTTCTTTCTGTAAAATGATGAACGTTACTT
>CL5203Contig1
GTGCTTCACCGCCCTCATGACGTCAGTCTACAGTGTTTTTCTACGAGACAGACGTTTGTT
ATGCTCAATGTGTCAAAGCAGCTGGTGATCGGACCTGCGACCGTGTGATTCCAGGGCAGA
CCGGTTAGGAAAATGCCATTGTTCGATGGGCTGGGAAGTGGAGGCGAGAAGACCGCAGTT
GTGATTGATTTAGGAGCGGCATATACAAAATGTGGCTTTGCGGGGGAAACGGGGCCCAGG
TTCATAATTCCGAGCGAGATCCAGAAACCAGGACAGCAGCAGACGGTCAAGGTTGTTCAA
TACAACATCAACACAGAAGAACTGTATGCCATCCTCAAAGAGTTTATCCACACTCTGTAC
TTCAGGCATCTGTTGGTGAACCCCCGCGACAGAAGAGTGGTCATCATCGAGTCCATCCTC
TGCCCCTCCCACTTCAGAGAGACTCTCACCAAGGTTTTTTTCAAGCAATTTGAGGTCCCC
TCTGTGCTTTATGCTCCCAGTCATCTCGTGGCCATCATGACCTTAGGCATCAACTCCGCT
CTGGTGTTGGACTGTGGCTACACGGAGACGCTTGTTCTGCCCGTGTACGAGTGCACTCCC
ATTCTTTCAGCCTGGGAGGCTCTCCCACTGGGAGGGAAGGCCATTCATAGTGAACTGAAC
AGACTTGTTGCAGAGCAGTGCACCGTGGACGCAGACAGCAGCACCAAGCA
>CL5204Contig1
ATCTTTATTAGCAATAACAGTCCCTACCACCACAATGTTTCCTTTCCTGTGACATCAAAT
TTAGTAGAACTAGTTGATGAATAAAAAAAGCACCAGAAATATTAAAATGTTAGTCAGAAT



GGACCGCGTTCAGTTTGAGCGAAACACTTAGACATGAGTCGCTAAATTCTGAGACCGTCA
TTTCCATTTGTGGCTCGAAGAACGGATTGAAAATTCTACATTTGTTGAGATTCGGTTTGC
TTCGCATTTATGTCAGGATCTGCTGAAGTAAATGAAAAGAGGCCTAAAACGGTGAAAGTG
CAGAGTAAAGGCCGCGTCGCACGGCCACTACCAACGTTTTGCACAGATGAAAACTGGTCA
TTCGGGGAAAAAGTGAGACAGGTTGTGGTCGTTATGTGAGATTTTCTCAGATGTTTCCTG
AATGAACCGCGTTAAAACCACAGAAGTACGAATAAACAAAACAAAGAGCACGTAAGTGAA
TAAAATATGTATCCATCGGTGATTCATGCGTCAAACACGTCATTTGAACGTGATGTGTAG
CCGGTAAACCCGATATAAATGTTACACATCCGTGGTACAGGCGTGCAAAGTCTGTTAGAG
ATACGTGGAACGCTGGTGGAAAGCCACCAATTTGAGCATAAATCACGTAGAGTTGCATAA
GACTTACGTAAAGAGTGCGTATAAACTACAAAAGTTACACATAAACTGTGTTATTCTCAA
CCGACTAAAAAGTTAAAGCCGCTCAAAACGTTGGCCTAAACCCTCAATGAACATCTGTGC
ACATCGCCGAACGCAAGAAACACTGATGAATGACGAAGATCAGGCACGAATCACAACTTC
ATACTTGGAAAATGTTCGGCGTAGCTGTGTTACACGGCCTTCAGACTGCATGCACCACTT
CTTTAAACGTCCCTTCAATCCTCTGGAGGACTTCAAGGTTTGTGGACTTCCCCTTTTAGA
TGCTGAAGCTATGACAGCCCAGACTCAAACCTCTGAGAGGAGAGAGGTCTGACATGATGC
AGGGGCCAGCTGTGGTTCTGATGAAGGAGGAGCAAAACGCTCCTCCTGCTTGGTGATCAT
TTCCAGCGTGGAAGCATCATCGGGAAGGCTCCACCAAACATGGACCTGCATTAGCCGCAC
TTGGCTCAGACCGGTCCGGTTTGGACGGCACGGACGAGTCACACGGCAAGAACATGGACT
CGCTCACCAAAGAGAAGGGGAGTACGCCTGACCAAAGACTGGAAGTCTGTTTTTAAATTC
TGCCATTGAACAAATCCCTTTTTTTTCAAAAACGTTGGTGACTCCAGAACCGAAGCAGAC
GACACGACTTCACCGGTCGGTGTGCCAACGTCCCGCTTCCATGTCACCTGCAAGAACAAA
GTTCCGTGTTTCCGTGAATCAGCAGACGGGTCCTCGGTGCCGTGCAAAGGAGACTGCACA
GCTTCCTTTAATGAAAAGCTTGAGGAAAAGCTAAACGGGGTCT
>CL5205Contig1
TTNAAATGCCCTTTTTNGAAAAACAGATCCNGAAACNAACGTCCCTTTNGAAGAAACTCN
GGAACNCNGGCCGGNGGNGAACCNCCCCCTTTGNGCNGACCCGGGNCAAAACCCCCTNAA
AAAAAAAAAAGATGACCAAAAATCAACGTTCCACCTGCCTTCAGGAGAATCTCCATTACT
GTGAATCCGCTTCAGCATGGAGTCAACTTCTTCCCTGCAGGATCATCCATCAAACACCTC
TAAACTCCGCCCTAACACACACACACTTTATCAGAAACCATCATCAGTAGAAAACTAAAA
GCACATGACTGAGCCACAACACTCCAACCTTTGGAAAGCTCCTTCATGAACCCACCTCTG
AGGAGAAATGCAACAGAAATAAGCCCCTCCCCCACCTGAGCTCTGTCCCGCCCCCAAAGG
CAAACCTCAGAGCAAACCGAACGCTTTTTCACGCCTGAATGAGAAACCCNCTAAAGACTA
ACGGAGGAAAAGTCCGGCCTTGTTNTCCCTTTACTGTGACATTTGACCTTCAGTAAAACT
CCTTCAAACGNGGCGCCGAAACCTCATCATCATCACCAGACCCCTCAGTCATCCCGGACC
AAACGGGAAAAAGGCGCCTGCGGGGCGCAGAGATCAAAAGAAAAGAAAAAAAAAACGAGC
CAACGGCGGCAAAATTAAAAAACGATAAGAAAAGCAAAAAGTCAAAGCTGCAGATTCTCT
CCGAGCCGCAGCTCCAGAGTTTCTTCATCGTCTTTGGTCGATGAACACGTAGATCCAGGG
GGGGTGTTAAACAGACGGACCACCCCCCATCACAGTTTAAGGTTGGATTTCAACACCCAT
GAGGCACGGTGGAAGCCGTC
>CL5206Contig1
ACGTCACCACCACAGGAGTGAGGGCCATGTGGCAGCTGTATATCCTCGCTAAGCCAAAGT
CTGCTAGTTTGACCTGGCCCTGGCTGGTCACCAGAATGTTCTCGGGTTTCAGGTCTCTGT
GCATCACGCGGTTTGAGTGGAGGAAGGAGAGGCCAGACAGCAACTGCTTCATCAAGTCTT
TCACGCGCTCTGGTGACAACCCTGGAGCTGGAGCTCTCTCTAGATACGTTTTCAGGTCTT
GGTCCACATGCTCAAACACCAGAGTGACTTTGGTTTCCTGGTCGGATCTCTTGGTGGCAC
ACACATCCATAAGCCTGACCACATTGGGGTGGTCAAACTGCTCTAGGCGCTTCAACAGCG
CCACCTCTCTGACCGTGGACACCGGGAGGCCATTTTGGTCAGTCTGGACGCGCACGTTCT
TCAGGGCGACGAACTTGCCACTCTCGATGTCGCGAGCCTTGTAGACGGTCCCGTATGCGC
CACCACCGATCTCTGCCACCGGCTCGTACTGCAGACCGGTGCACTGCGCCATGCTCAGAC
TCGGCCGTTTTTTTTCTTTAAGGGCAAGAGAGCTCACTTTAGTTCGAGCATGCTCGTTGA
TCTGCCACGTTTATCTGGAGCAGAACGGGTCAGAGGTGGCAGGTCGAGTCCAGGCTGAAG
TTTACGGCCGAACAGCGACTTTGATGGGAAAAGATTTCGGCCTCCGCCGCTTTCCTTCCA
GCCTGCGCTCGTTTTCGGTTATCTTCCTGTGCTTTCCCCGGCCATA
>CL5207Contig1
GCCAGCCAGATCCGGTTTCCAGCAGAGGCCCCACCCACCACAGACTGTCTACCAGCACAG
GGGAGGGTGCAGGTATGGAGGCGCCATGTCCAGAAGCAGGTCAGAAAAGTGTGGAGCCTC
CAGTTGGTACAGAGAAGTTCGGTGGCGTTGGAAGAAACAGTCTGGACATGTTCTCTCCTC
TCCGTGAAGTTACTAGTTTGGCGAAGCTATCCAGAGAAGGAGAGGATCTGCAGCCCACCG
GCCGCGGAAGTCTGGATATTTTTTCTCCAGTCAGAGAAGACCCTCTTTCTAGCTCACAGC
GGAGAACTCCACTGGGAACCCAAATACCGTCCGGGGGGCGCTATTACAGCCCTCTGTCCA
TCTTCCAGTCACCGCTGCCAATTCAAGAAGAGGAGCCAATCAGCTCCGCAGGTGCTGAAG
CTGGTGACTCCAGGAAGGCTGATGAAGACAGCAACTCCAGCCTGGAGGGAAAGGGGGCTG
CAACACTCGCCACATCCCAGCAGACCAACCACAGTAAGCCAACCGGACCCTTCTTTACTC
CAGAGCCCAGTCTTCAGAGAGCCAATGGCATTCAAAGGCAGCTCAACTGCGACTCACCTG



TCTACAAAACCCCTACCTCTACTGCAGGTCCGGTTCCACCCGCAACCATTTCCTCCTCGC
TGTCCCAGAGCATTGCAGAGGTGGTTGGACACGGCGGGGCTGCTCCCCTGTCCTCTCTGC
AGATCGAATTGATTCAGAACATGATCCATGAAACTGTGGAAGAGTGCAGAGACGCCTGTC
ATAAGGACATTATCAACCTGCAGATAGAAATGATCCGGCAGTTCTACATCTTGCTG
>CL5207Contig2
CGGCACGAGGGATCTGCAGCCCACCGGCCGCGGAAGTCTGGATATTTTTTCTCCAGTCAG
AGAAGACCCTCTTTCTAGCTCACAGCGGAGAACTCCACTGGGAACCCAAATACCGTCCGG
GGGGCGCTATTACAGCCCTCTGTCCATCTTCCAGTCACCGCTGCCAATTCAAGAAGAGGA
GCCAATCAGCTCCGCAGGTGCTGAAGCTGGTGACTCCAGGAAGGCTGATGAAGACAGCAA
CTCCAGAGCCCAGTCTTCAGAGAGCCAATGGCATTCAAAGGCAGCTCAACTGCGACTCAC
CTGTCTACAAAACCCCTACCTCTACTGCAGGTCCGGTTCCACCCGCAACCATTTCCTCCT
CGCTGTCCCAGAGCATTGCAGAGGTGGTTGGACACGGCGGGGCTGCTCCCCTGTCCTCTC
TGCAGATCGAATTGATTCAGAACATGATCCATGAAACTGTGGAAGAGTGCAGAGACGCCT
GTCATAAGGACATTATCAACCTGCAGATAGAAATGATCCGGCAGTTCTACATCTTGCTGG
TGGAGGTCCAAGGGCTCATGGAAAAATACTCGGTCAACGAGTCTCTGGTAGAAGAGATTG
AGAGGCTGCGAGAGGAGAACCGTCAGCTTAGAACAAAATACTGAAGGCCCACAGCCTGTT
CTTGCTCTTGCTTGATGACATTATATTGTATTCAATT
>CL5208Contig1
CAATGTTCCCAACGCACGAGGAGAGAATCAAATGGGATGAATATGGAGAAATCATTCGGC
TTGAGGACTTTCTAGTTCCTGAACTACAAGCCGCTGAAGATGAAAAGAGCAAACTGGACT
CTGGGCTGACAAATGGAGATGAACCCATGGACCAGGATCTATCTGTGGTTCCCACCAAAT
GCATTTCAAACATGGAAAATCTAGAAATAAGAGCACGCATCACATACATAGACTACGAAG
GCCGCTCTGATGGCGACTCCATAAAAAAGATTATCAATCAGATGAAACCCAGACAGCTTG
TTATTGTTCACGGGCCTCCAGAAGCCAGTCAGGACCTGGCCGAGTCCTGCAAGGCGTTCA
GCAAAGACATCAAAGTCTACACACCCAAGCTGCAGGAAACGGTGGACGCTACCAGTGAGA
CACATATTTACCAGGTGCGTTTGAAAGACTCCCTGGTGAGCTCTCTGCAGTTCTGCAAGG
CCAAAGACACGGAGCTGGCGTGGATCGATGGAGTGCTGGACATGCGCGTGGTGAAGGTAG
ATACCGGTGTGATGCTGGAGGACAGAGTGAAGGAAGAGGAGGAAGATGGCGAGATGCCCA
TGGAGACAGGACAGGAGGTTGGCATCGACCACAATGCCACAGCGGTGGCGGCCCAGCGTG
CCATGAAGAACCTGTTCGGAGAGGATGAGAAGGAGGTGTCCGAGGAGAGTGACGTCATTC
CAACGCTGGAGCCACTTCCTCTGACTGAGATTCCGGGCCATCAGGCTGTGTTCATCAACG
AGCCTCGGCTGTCTGACTTTAAGCAGGTCCTGCTGAGAGAGGGCATCCAGGCCGAGTTTG
TGGGAGGAGTGTTGGTGTGCAACAACATGGTGGCTGTCCGCAGGACGGAAGCCGGACGCA
TCGGCTTGGAAGGCTGCCTGTGTGACGACTACTACAAGATCCGGGAGCTGCTGTATCAGC
AGTACGCTGTTGTATAGCAGCAGCAGCAGAAAACTCCCAACAAAACAGAAAAACAAAATA
CTTCAGGCATTTCAGCACAAACGTTGGACATTGCTCTCCTATTTTTTTTTATTAGTAATT
TGTCTCCAGAAGTGAAGATAGTTTACCCAAGCAGGCATCTCTGTGTAAACAGTCTAGAAG
ATTCAGATCATTTGACATAATTCATCCACAATTTTTTGGTGTTTGATCTG
>CL5209Contig1
TAGCAAGGAGCATTCCCGCTCCACCAGCGCCCTGTAGCGGCATGGCGGATGAGAAGTCAG
AGGTGTCCCAGGATGCGGACCACCACCTGTCGCTCTACAGCAACGGCTTCATGACCAGCT
CTATTGGTTACCAGCAGGCTAAGACTGTGGAGCTACAACAGAGGTCGTCATCTGTGGCCA
CCCAGCAGACCACTGTCTCCTCCGTCCCCTCACACCCCTCCACCACTGGGAAAACCGTAC
GTGCCATGTACGACTACACGGCAGCCGACAGCGACGAGGTGTCGTTCAAAGACGGCGATG
TCATAGTTAACGTACAGTCCATCGACGAAGGCTGGATGTACGGCACCGTGCAGCGCACCG
GCAAGACCGGCATGCTGCCCGCCAACTATGTTGAAGCAATTTAAAGACAGAGCCCGCCCA
CGGTCCCTCCCTCTAGAGTGGGCGAGACACATCCACAGGCCCAACCGACCGACTGACCGA
CCGGTCCTCCTGCCACCAAAGAGTAGCTTTTAGGTTTTCGTTTTTCTTTGTTTCAGTATA
TCGATGTTGGTATTTCTTCTCACTGTCACACTCTGCTTCCCCGTCACCTGTGGATGTGAT
AAAAGCTTTAAATCATGACACATACTTCTTCTTGCCTCCTATGACAAAAACTGCTCTAAG
ACGTCATTGTAGAAATTAACCAACATGCAACATGACTCAATAGTTTGTACATTTCAATCA
TTAGACACTATTATGATCTTTTTTTTCCTAAAAGCAAACTGCTTTTTGTGGAGATTGGAA
TCCTCAAAAAACACACAGACCCTGAAATGACAAACTTCTGAATCTTTGCCTTTGTGATGA
AGGCTGGCCACAAGCACAATGTGTGTTCTGTTTCTTCCGATTATGTAGGTTCTGGCTAAG
GCGTGTCCTCTACCTTTAATCAGTAGCTAATAAAGCACACCGAGCTCCTGCAGAAAAAAA
AAA
>CL5210Contig1
GGAGGATAGGGAGGACCGGGCCGAGAAAAACGGCAGCAAAGAGATGGAAGATAAAAGTTG
GCAGGACTCTGAGAGACTAAAGGGCTTGTTGGAGAAGGGAGAGCAGGATGCAGAGGTGAT
CAAGGATTCCCCAGACTCACCTGAGCCGTTAAACAAGAAGCCCCGCCTTATGGTAGATGA
AGTTCAACCCCCAGAAAGGGCAAAAGGTCCTGTGTCGCTCCTCTCCCTGTGGACCAATCG
CATCACAGCAGCCAACTCCAGGAAGCACCAAGAGTTTGTGGGAAGAGTCAGCTCCGTAAA
CAATAAGTTTGAGTTGTACCAGCACCTCAAAGAGGAAAACGGGATGGATGTGCATGAAAA
CGGAAAAGCCTCCAGATGATGTTTCCACTGATCATCTGCTTTCGCTCTCCTGAAGATTAG



AACATGAGACATCTTAGACATAAATAAATGAACTGTAAACTGAACAAAGGATTTTCTAAT
TTTATAATTCAAGATTTTGTAGCTGAACTGTTCAGATATTAAAGAAAACATTGAAAGTTG
CCTGTAGAGAACACAGCTGTTGGCTTTTTGCATAAGTCCTTAACAATGTAAATAAATGGA
CTTACAGTAAAACCTATGTTGAAGCTGTTTGATTTGATCAAAAAGGTATAATGAAGTATA
AGGGCCACCATAAGTGAAAATAAATGTAATAAATTCATAAAATATTGAGAATAAGTTCAA
AATTTTATGAGAATAAAGTTGTAAAGATATGAGAAGGAAGTTAAACTTCTACGAGAAATG
ATTGTAAAATTATGCAAAAGTAAAATTTTACAATAATAGTCAAAATTATGAGTAAGTGGT
AATTTTACAAGGAAAATTTGTGCATTTTTGCAAATGAAATCTCACATTTAGCTTTTAAAA
TGTTTTGATAAATAAAATAAAGCATAATTTAATTAATGTTGCAGAACACTGCACTGCTCA
AGAATCTGGTTTACCTTTTTTCTAAGACTTACTCATGATTTTACAATGTTTTTCTCATAG
ATTTACGACTTTGTATATATATATTTCTTTTATGGTGGCCCTAATACTCCATTCAAGAAG
GTAATTTCTTCCTTTTTCTATTTTATTTTTTTTCTCTGATTTAGGAAAACAATGTAATGT
ATTGAGAAATAATGAATAACTTTGACAGAAGTTCACAAATAGTCTCCACTAAAAAGCTGC
CAGAAAATAACGATTTTTATTACTTTTTTTCATTATGATTATAAAAACAAAGCTTATCCT
GTAAAACAGATTTTATTAGAGATGTAGTGACAGATCCTCAGCAGTAGAGAGAGCAGTAGA
CCGTTCTTAAAATTT
>CL5211Contig1
ATGCACCANATGGAGACCTTAAAGAAGTCCTTCAGTGAACGGAGGTGGCCAGAGCATCAG
AAAACACAGCAGGAAGAGCAAATGAGAAAGCAGTTGAACGATGCCTTGCAAGAACAAAAG
AAAGTGATCGTTGAACACGCCCTCTCTCGACAAGCCTTCGAAAAGATTCTCTCAGCCAAA
AACAAAGAGCTGGAAGCCACGAAGGAGGAAAAGGAAAGGGCCCGTGCCCAGAAAGATGAA
GTGGTTACACAAATGACTGAAGTTCTGGAGAACGAGCTTCAGTGCATCATCTGCTCAGAA
CTCTTCATCGGAGGCAGTCACCCTGAACTGCGCTCACAGCTTCTGCTCCTACTGCATCAC
CCAGTGGCGCAAAAAGAAAGAAGAGTGTCCCATCTGCCGACAGGCCATCACGTCCCAAAG
CCGCTGCCTGGCCCTGGACAACTTCATCGAGCGCATGATGGAGAACCTGAGCCTGGACGT
CAAGGAGAAGAGGCAAAGCGTCATCAACGAGAGGAAAGCCGCCAACGCCGCAGAGGTGAT
GGTGATCCACGATGACGACAGCAGCAGCGACGGCAGCAGCAGCAGCACCGTCGAGAGCGA
TGGAAGCATGCTGTCCATTTTTAGCAGCCTCAGCTCTGTGTTCACTGTGGACACAGAAAG
CAGCGACCATTTAGAGTTTGAGATCTCAGATGACCTTGAAGATTAACTCTCAATCGGAAG
GCAAAAAACGGACTCGCAAAGCCCTCCAACAAGAAAAGCCCTCGGGATCTTTAGTTTACA
CTAAGAACACTTTAGTCTCATCATGAGGAAAACTTCCTTATGTTTTCTTTTTGTAAAGTT
ATTATTTGTGTAGTGTACTTGTTTTTCAGTGAAAAGATTAAAGTTTCTTCCTGATTACTT
TTACCATTAAAAAAAAAA
>CL5212Contig1
AAATGGTTTATTAGGCATCTNCAGGAAATNCTACAGCTGGATATTTACACCGTGCTAACC
TGATCTGCAAAGCTGAGATGCTGAAGATATTTTAACAAACCAGAGAGACTCCACATCATG
GCACACAGAAAAAAAAGGCAGGTTTCTTTAAGACTACTTGTTCCAAAGACTGGGGCCAGC
TTTTGTAAACGATAACGTGCGTGTGATTTCAGACTTGTAAAAGGGCTTCATGAGCTTTAT
TTCTTCTAATAATGTCCTTGCATTTCAATTCATTCGGAAGCGATGGGATTGAATGTCATT
TCAGGTAAAAAAAAAAGCTGCAGGCTTTGACATTTTTTAATAAACTTCTCAGAAATTACC
CATGTTTAAAGAAAATGTATCTAACCCAACACTGTGGATGACAACAAATGGAGACATGGA
CTGATTTGGCGATTTGTCCTGACAACAGCGCAAAGGTTTCTGTAACGCTTGCTTTTATTT
TGGAACTTTGGCTTGACTCCCTTTTTTTTTCTCAAACTGTGCGATCTGGTTAAAGATCTC
CAGCAGGTTTGCGGGGAGCTCTTTTTTTGGCCCCGTCCCACTCTGTCCGTTCTGACTGCC
GGCGTTGACCTTCCCCCAACCCGACGTGTGGCCCTCGACCTCTGATCTTTCCTTTCCAGC
TTCCTTCTCTCTTTTTACCGGCTCTTCTTCTTTCTTCCCTCTGTTCTCGTACCTACCGCC
GTCGAAGGAGTTTCTCGAGGACGAGTCCTGGCTCATTCTTCTTTCCAACTGTTTGGAAGC
GGAGCACGAGTTTCCAGAATATTCCGGTAGGAAACTGGATTTGCGGGAGTGCTCCACCTC
GGCTGATGAGCTGGATGACTTCCGTGCTTGATTTTCCTCAAAGCTGCTTCTCCTCTGTGA
TTCGCTGTCATTCCTGTAATCGTCCCTCCCTCTTTCTATGCTTAAT
>CL5213Contig1
CTCCTGGCACTGGATCAGGATTTGGCTCATTCAGCATCTGGATAAACTGCTCCTGGTGGT
TGCTGATCTCCTGCAGCAGCTCCGGGTTCTCTCTGCCGATCTCCTGCAGGAGCGCTGGGA
GCAGCGCGGCGTTCTGCTGGATCAGCTGCCGCATGACGTGGAACTGAGGCTGGTTTCTGA
GGAAGCCCAGAGGATTTCCCCCTCCTGCACTCGGTGAGGACTCGGTGCTGGTGGGAGCGG
CGGTGCCCCCTGCAGGCGCAGCTGGAGATTCGCTCACTGCAGGCGTGGAATCGGGTCCGG
TTCTGGAGCCTTGATCTTGACCCGGGATACCAGAGAGCAGGTACTCCACGGCTCTGTCGG
GGTTGTTGTAGCTGGCCCTCAGAGCGGCCACCACCTGCTCCCTCTCATAGCCCATCAGCA
TCATCTCGTTCACCATGGTGTCGTAGGACGAACCCGTCACCAGAGTGGAAACGGCTTCGC
TGAGCAGGTCTGTCGAAGACTCTGAGCTCCTGGCGGGAGGCGGCGGTGGCGGCGGCTCGG
CTGTGGAAGACTCTTTCTCTTCCAGCTTGTCAGCAGGTGCTACTTCTGCAGGTTTGTCTG
CAACAGATGGTGGGGTGGGGGCCGCTGCAGCAGCCGCAGAGCTGGGAGCCGATGAAGGAG
CTGATGAAGAGGCTGACGAAGACTTTGGGCTGGGCGCAGCAGTTTTAGGCTTTGTCACCA
TGACGACCACAAAGTTCTTCTCATCGATTTTGTATTCTTTGAGGGCCGTGTCGTCGCTGA



GGATTTTTCCGGCGTAGATCAGCTTCTGCCCGGCCACTGAAAAGCTCTCCTTCCCCTTTT
CCTGCTCAATCCTCTCCTTTAACGTCTTCACCGTTTCTTCCTCATCGATGTCGATTTTGA
AGGTCTGCTGTTGCAAAGTCTTTAAAGTTATCAGCATGTTGTAGGTCGGTTTACTTCTGG
CTCCAATTTTAAAAAAATCTGTAAATCTAACTTGAAAGAAATCGCTTTTTTCCGTTGGCT
CATTACAAACTGTCAGCCGCCATATTTTTCGGTTCCCCCGGCAATAATGGCCCGG
>CL5214Contig1
ACTTTTTATTCTTTAAACAGCATCTGGATGATTCCACACAAAAATACAAGCTGTGACCTG
CTTCAAATATTTACATGAACTTCATAGAGAGAGAAAAAAAACATGCAAACGAACAAAACC
GGGTTGTGACAGTACAGCGTCCTGGAAAAGCGGGTAAAAAGCTGAAACCTCGGTCCTGCG
CTGTGAGAANAGCCTCACGCTCANACCGGTCTGTGCGGGCCGCCCTCAGCCCGACACATC
TGCTACGGAGCGCGCTCAATCTGGAGGAAATCTGCCAGGACTGAAGCACAAACAGAGAGG
AAAAGAGATGTGCAACATGTGCAGAGGAACTGCAGTATCCTTGGGGGGGGCTGAAGCACT
GTACATGGGGGCCTTGGAGGCGGAGCAACGCTAATGTCACCAAGATGCGACAAGCAGCAG
CTACAATTTCACGAAGGTTGGTGTGCANATGTGGACTCCANAGTCCCTCCAGTCTGCTCG
TCCTCCTTTCTCCTGTTCGGCTCAGGTGACAACCTGGCCTCGTGCCGAATTCGGCACGAG
GAGCCGATGCAGTTTTTGCTGCCATGGATCTGGCCTTTGCCATTGATCTGTGTAAAGAAG
AAGGAGCTGGACAGGTGGAGCTGGTATCTGGTGGAGTCAACATGCCAGTGACTCCTCTCA
ACGTCTATGAGTATGTGAGGCGGTACGCAGAGCACAGGATGCTGGTGGTGGCCGAGCAGC
CGCTCCATGCGATGAGGAAGGGTTTGCTGGACGTACTTCCTAAAAACGCTCTGGAGGACC
TGACAGCCGAGGACTTCAGGCTGCTGGTGAACGGCTGTGGAGAAGTCAATGTCCAGATGC
TGATCAGCTTCACTTCTTTCAACGATGAATCAGGGGAGAATGCAGACAAACTGCTCCAGT
TCAAACGATGGTTTTGGTCGATAGTGGAAAAGATGAGTATGACTGAGAGGCAAGACCTGG
TGTACTTCTGGACCTCCAGCCCATCTCTGCCAGCGAGTGAGGAAGGCTTCCAGCCCATGC
CCTCCATCACAATCCGGCCCCCAGACGACCAGCACCTCCCCACCGCCAACACCTGCATNT
CCCGTCTNTACGTGCCNCTNTACTCTTNTAAACAGATCCTCAAACAGAAACTCCTGCTAG
CCNTTAAGACCNAGAATTTTGGTTTTGNGTAGAGGTGAACTGAAAAGCNTTTAAAAGAAA
AGAAAAAAAGGAAAAAAAAGAACNTGTTTACTGTTGTGTAATATTTACCTAGCTCCATTT
TTGTAGATTTATTTTTTGTCCAAACAATTTTATGAAATTCGACNTGCTGTCTCCCCNGGC
AGTGATATTCATTTGTGTTGTAAACNCNGACTGCTTATTCTTATTTCAACTTTTATTCTT
ATTTTTGTTTCTTTTGTTGTTAATGAAGAGTTATATGGTCCAGAACNTTCCTGCATAGGC
NTTATTAAATTTAAAGTCCATAGTTTTGCTCTATTGGCTTAAACCTTCGCTTCNCNGGAA
TTGGGTTTGACAGACAGCTGTCAACCGGAAACCTAGCCAAAGATGACAGCNGTAGAAATA
TTTAAAAGAAGAAAAGNGACCCTGNGATTACGTTTTTTTTTTCCTTCCCTAGAAAAGTAC
TATCACTGACAGTTCACTGCTGCCTTTGTGAAAAGTCATTT
>CL5215Contig1
AGTTTTTACAGAACTTTTCACTCTTGTGTCTGACAAAACCCCACAATGAACAAAAAATCA
TTATAAAGACAAAACTCTGTCTGATTGTCTTTTCAGTGCTTCAGTCTAGATATGAAATTC
CAAAAAGCAGTTGCTGTTTCTTTTGAGGCACAGATGAATGTTACACTTTCCACATTTAAT
AACTGTCTGGCCTTTGCACTGTGGAAATTTGCAGCGCTGGCGTCCGTTTTCCACCACTGG
CCAGTGACCCACTGCATCAGTGCGGACTTCCTGTGCAGGAATGGCCTTGGCTGGACCTCG
CCGTTTCTTCTTCTGGAACTCCAGCTCAACGTCCGGTGAAGGCCAACCCCTCCTCTTCTC
CATCAGGTTCTTCCCTTCCATGCAGAGGGCCTGTGCGATGGACGACCTGAAGGCCAGTAA
GTCCATCTGCTTCTTACTGTGGAGGCCCAGAGACTCACAATCCCGCCGGTACAACAACCA
GCTGTTCACGATCACCATGTCCACAAAGTGAAAGAACAGCCGGTGGTAATATTTCTTGGA
CCTGATGTGGATGGGGTAGTGGTTAATCAGTGCATCCAGAGCATCGACACCACCCTTGAA
CTTCTTGTACAGGCTGATGATGCTCGGGTGTTCCACAGACACGTTCCTCTTTAGCTTTCT
ATCCCATCTTTGTTTGGTGGAGACGGGCTGGGCGCCGGCAAAAGTGCTGGCAACAATCAC
GGCTCTGCTGTCAAACCATTTGACTGCTCTGATGTCCACGTTCTCCACCTCAGCCTGCTG
CTCTTCAAACGCCCCCCTTCCCTTCTTCTTCATCTCCGAGTCCGTGCTGAAACTGCACCC
CGGCAGAGCGGCCTGCTGCACCGTCCCAAGGGCGGGTATCCCCCTTTTTTCCAGAGCAAC
AAACAGATCCAAGGAGGAAAACTGCTCATCAAAATACAGCAGGTGGTTGACGTGATCTTG
TATAGCTTGAGCGAGCTTTAGAACAATGTTTCCACCGGCTCCAATGTCTGGCTGGTCTGG
TGCAGGATCCGTGTTCCCGGTGTAAATATCAAACGAATGCACCAGACCTTTTGTGTTGCA
CAGCACAAAT
>CL5216Contig1
ATCATGGCCGCGTCTGTGTTCCAGAGAGTCCGGACCGGGTCCAAACTAGGCGCCCAGATA
CGACCAGGAGGGCCATCTGATCCAGGTGGAGAGCCGTGAGGATGAGGAGCAGAGCGTGAA
GCTGGCCGAGATCCTGGAGCTGCTGCTGGCTGCCGGCTACTTCAGAGCCCGGATCAAAGG
CCTGTCCCCGTTTGATAAGGTGGTGGGGGGGATGACCTGGTGCATCACTACATGTAATTT
TGACGTAGATGTGGATCTGCTGTTCCAGGAAAACTCCACAATCGGTCAGAAGATAGCTCT
GACGGAGAAGATCGTCTCTGTTCTTCCAAAGATGAAGTGTCCTCATCGTCTGGAACCTCA
TCAAATCCAGGGTTTGGACTTCATCCACATTTTCCCAGTGATTCAGTGGCTGGTGAAGCG
AGCCATTGAGACCAGGGAGGAGATGGGAGACCAAGTGAGAGCCTTCTCCATCGCAGAGTT
CCAGAAGACTCACAAACTGCCTGAAGATGACGAGTTCCTTCAGAGGAAGGACAAGGCTGT



CAGAGCCATCATCAACGTCCAGGAAGTGTACCAGCCTCAGAGGAAGTACAGGAGGCAGAA
GGAGGCTGAGGAGCTGCTGGATGAGGAGTCGAGGGTCCACTCCACTCTGTTAGAATACGG
GAGGCGCCAGGCCTTCAGCAAAGCCTCCCGGACCGCA
>CL5217Contig1
CACTCCTGCAGAGCTGTTGGAGTGGGATCCACTATGTGAGCAGCAGATGATCTACCAGCC
AGAGCTTTTTAACACTCCTCAGACCAGCCGGACTGACGTCATCAAGAAACCAAGTGCAGC
AGCTGATCAACCTCTGTTGATGATCAGCCTTTTAGGCCTTTCAACAGAAAACCAAGAACC
AAAATCATGTTATTCTGCAGCTCCAGTTCGGAGAAAGTTAACACCAAACGGAAACAAAAC
TGGGATTTCCAGATTTCCCAGCAGAAGATGGAAAGCATGAAAAGTAGTAAATGTTGAATG
GAAAGTTGGGCTCAGACTCATGTCAGACCTGACACCTGGCGGCCTCCAACAAGCTCCGCC
CTTCACGCTCGGCCCACTCACAGGTGACCCCGTCCTCGTGGGACTTCCACGCACATTACT
ACTTTACTGCCATCAAATTTCAAAGGAGCTCTGTTTTCTCATGAAACAGCTTCTCTTTGA
ATGTTTGACGTTTTCTGTCTTCTTGTGAGATCACACATGAACTTCAGGACGTTTACTGAC
TTTACATTCAGACTTTATTAGAACTAACACTCACTCCACTGTGAACAAACGGTTGCAGAA
GCGCGCTGCCTCTGGAACCGTTTCCTTCCACAGCCAGAAACTCCTCACTTTAATCTACAA
AGTGTTCCTCTGTGACGTTTTTGTGAGGGATGCACAGAAATGTTGGTTCATTTCACGCCA
TACCAGTGTTTAGACCTTATTTTTCTGTGAACATGAAGACTGAATGAATGAATTCTCTGG
CGCTTCATAAGCTGCAGGTTTGTTTTGTGTTGCAGCTGCGTGATGCATTCATGCTCACCA
CGATCAAAACATAACTCCTGACCAGAATGACCTTTCAGGCAGTTATCTATGCTTCATTTT
ATTTATCTTATTTTGCATTTCTGTTTTGAGTCAGATTACATGTTTTTTGTACTAAAAGTG
AGAAATCAATTCTTTTTAAAAGAAAAATATTTATTTCAGAAAAAACTTTGTAACTCTTGT
AGATTTAGGATATTTTACTACTATTGGAAGGCAGACTGACATGCATCTTTTAACTTGTAA
CATTTATTCAAGCAAAAGTTGCCTTTATGTTTGTTTGTTTCTCTCAAAGTGCCTTCAGAT
TCGAGTG
>CL5218Contig1
CAAGATTTTTACAAGTTATGGAGCGGAAGGACCAGACTGCTCCGGGTCTTCATTTTGTGG
GCAAAAAGGATGACCTCATACAAGCAAAGCGTTCCTTCAGAACACTGGATGGTCGAGACG
TTCTGATTATCCACCATGAAGGTGTCTTCCACGCTATTGACTCCTACTGCCATCATGCTG
GAGGGATGCTACAGAACGGAGACATTGAGGAAATTAATGGCAAGATGTGCATAATTTGTC
CAAAACACAAGTACAAGATCACTTTGGCCGAGGGGGAGTGCTTGTACAAGGGCAAGGACC
CCAGGGAAAACCCTTCAGTGACCAGATGGTTCTCCAAGGGAGTGAAACAGCGGATCCATG
TGGTTACAGAGAGCGATGGGAATGTCTTTGTCAAGCTGTCCGTGAGCCCGGGTTGGATTG
AGTCAGACTACTATCAAGGAGAAAAGGGCAAGGTGGAAAGAGCTAAAGCTGAAGCGGCGG
AGAGGAAAAATCCTATTAAAGAAGATGACGACTGAAGACTGCATCTCATTACATTTGGTC
GACTCACGTCTCCAGAAAATGACTAACTGTTAAATGACAAGAAGTCAGGCATGGCCTTAA
CCTGGATTTTCTTTGTAACGAGCTCAGAGACATTTTGACTTTATAAACTAAGGCTGCTCC
TGTTGTGAAGTTTGCTCAACTTTAGCAATTTTATTGTAATTTGACAAACTATCATGTGCT
TCTCTAAATAAACATCTCTGTGGATGGAAATAANAAAAAAA
>CL5219Contig1
AGCAACGGGGCAACAAGGAACAGCGTTACCCCCAAGGAGCACCACACCAACCCCAAACTC
ATCAAACCCATCCTGTCCCATTGCAGCAACAAGGAGGGCAGCAGGGCCAGCCTATGCATC
CCCTAAACCACCCCCACAATCTTAACCCACCCCAAAACCAACCGCAGCCCCACCTTGTTC
CCCCAGCTCAGGGATCTTACCCCTCCCCATCATCTTTATCTCCTATGCGGGTTTTAGGAA
CCCCAACCCCCCCTCCTCAACAGGGCAGACCTCCAAGTGCAGGTCTACCAGGGCCTCCAG
AGGTTACGGCATATACCACCCTGCAGTCTCCACCCACTGCTATGGCCCATGCACAAAGAC
CTCCCCAGACCCCCCTCTCTGCCCCACACCCACAGCACCAGCAGCCTCACAGTATGCCCC
CCAATGCAGGGCAAATGTACCCTGGAATTGGACCGCAGTGTGGTCCTCAAATGGGACCAA
ATAGGCCTCAGCTTCAGCAGCAGCAGGGGCCTCACGAAGCGCCGGTCACTCAAGGAGGGG
ACCAGTGTCTGCTCCAAGCCCAGCAGCAAGCCTCTCGGAGTGGGCAGCCTTTGCAATCTG
CCCCCTTGGGTTTCCAGGGTCCACCTATGGGTCAACATGGAGGCTCTGCCCCAAACCAGG
GCTTGGCCCCGTCTGCCCAGAACGCTCAAGCTCAGCACACGCATCTCCCTCCACACCCAC
ACCACCTGCAGAGCACTCCTCCGCCCTCTAACCAGGCCCCTCACCCGTGGGCACCTCCGC
CTTCCACTTCCCACCCGCTCTCCTCACCCCCTCTTACCCCACAGAAAGTGCCTCACATAC
AGCATTCCCCCTCGGACCTATCAGGTGATGCCTCAATGATGGTTCCTGACAGGCCACCGG
TTGGCACAGTAGCCTCGGGCCAGCCTATCTGCACAGAAAAGCCTAGTGATCAGGAGACCA
AGCCAAAAAAGAAAAAGAAGAAGAAAGCAAAAGTAGCTGGAGAACAAGAGGGAAACATGA
AGACGGTAAAAGAAGGAGAAGAAAATGTAAAGTCAGAATTTCCTGGAGCAGGAGGTGATG
CCGGTGAACAGGCAACAGGCGCAGGAACTGTAGGAGGTTCACCAT
>CL5220Contig1
TGACTTTATTTCATTGCGTTCTTCCTATTTGACAACATGGTTGATTTAGCCAAGAAGACA
AAATAAAAACCAGTGTTTACTAGAACGAGTTCTGTACAGGTCATCACCAGTGATACACAC
CAGTATAGCTTTACGCAACAGGAGCAGATTTACACAACATCACTAAGATAAAATAGATTG
TTTTCATGTGTGTTTTAAATATTTCACTTAGCACCCAGATGTTTGATAGTTTGTAATTTT
TTGCTGGTCAAACATGGATATCACATCTGGGTAAATGTGATAGAACAAAAAACAACAGAA



ATTGTGTTTTAGTTTTTTGGTGCTGTGCAAATATGCTTTTCTATACACTGGTACATCATG
CTTTACCAGTTGAATTACCAGTACGTTTTATTCAGCAACAGGTGACACTCCGTGTGTGCT
TTTGTAGCTTCGGGACGGGTTCCAGTTGCTCCATGTTTGATTCTTTTTAGTGTTTTATTT
CTTTTCCTGGAGACTGATGACAGGAAAACTCACAAAGGTTCCAGATGTGAAGAGTGTTTG
TGACACCAAGGGGTTGTTTTTTTTCCCCCCCCCACCGCTGGGTGTTTGGACACGTAGAGG
TGGGACACTGGTCTTCTATGCCGACATTATGAGCGGTTTGGGGAACAAGGAAGTCCGACG
AAAGCAGACTTGAGAGTCTTTGCTGAGTTGTCTGCTTTTCAAGTTGCAGTTTGTGTTTCG
GAGGAAGAAGGCTGTGATTGCTTTAAGAACACAACGGACAGTCGGTGAGGAAAGCGGATG
CGGAGCTGAGAAGTCTGTGGTGCGTACCTGGACAGATCTGGATTCTTCACATTTAAACCT
GTTCAGAGAGTCGCTGAGGAAGACTGCGGAGAGCGATGAGTGGAGGACGAAGAAAAAGTA
ATAAAATGCCACAAAAAAAATGCATCTTACGTGTCATGACGTTCCACCCTCTTCCTGTTT
CTTCCCTCTGTCTCCACCTCTCCAACTTGTGTTAATACTCGATCAGG
>CL5221Contig1
AGATGGCGTCCCATCATCAAGGAAGATTGGAATGGCCTGAAAGGAGTGATGAGGCGATGT
TGATCGGAAATCATTAATCAAGACATTATTGAAAAGTGTGAGACCTTCGTTTGACATCAA
ACAAACGCCAGTAAATTAGAATACCGAACCTGTGTGATTGCTAGAGCGCAGTACATGGAG
AGCGGAAGCTGAACAATTTTGCTAGCCGCGGTAGCTAGCCGACTGAGCCCAGCACAGCTG
GTTAGCCATCTACTAGACATCACAACAACAGAAGAAGGAGAGCGACTACAGTCTTTATCA
TACCCCGGGACATCGAGGTGTCTTTGGGGAAATGGATGCGGAGGAATTTATTCCTCCTCC
GGAGTGTCCAGTCTTTGAACCGTCATGGGAGGAGTTTAAGGATCCCTTGGGCTACATCGC
CAAGATACGGCCAATTGCAGAGAAGTCTGGAATTTGCAAGATCCGACCTCCACCAGACTG
GCAGCCACCATTTTCAGTAGAACTTGACAGCTTTCGCTTTACGCCCCGTGTCCAGAGGCT
CAATGAGTTGGAGGCTGAAACCAGAGTGAAGCTCAACTATTTGGACCGAATTGCCAGATT
TTGGGAGATTCAAGGATCTTCCTTAAAAATCCCTCATATTGAAAGGCGCATCCTTGATCT
GTTCAGCCTGTCAAAAATTGTGACGGATGAGGGGGGTTTCGAGATGGTCTGCAAAGACCG
GCGCTGGGCTCGAATTGCCCAAAGGCTTGGTTACCCCCCAGGCAAGAACATCGGCTCCCT
GTTGCGCTCGCACTACGAGAGGATTGTCTATCCATATGAAATGTTCCAGTCCGGGTCTTG
CCTTCTGCCTTGCAAGCCAAAGCACTATGATGGAGAAGACGTGGATAAGGAGTACAAGCC
TCACTCTATCCCGCTGCGTCAGTCGGTGCAGCCATCCAAAATAAGCAGTTATGGACGCAG
AGCTAACCGATGCCAGCCTGATGGTCCAGAGGATCTGGCCCCCCATCCTCTCACCACTGG
CTCTCAGCTCATCTCTGCGCCTGAACCAACCGAGGAGGACATCGAGAAGAACCCAGAGCT
GAAGAAGTTACAGATTTACGGCGCAGGGCCAAAGATGATGGGACTTGGACTCGTGGCAAG
GGACAAAAGCATCAGAAAGAAAGACGAACTTCCTCAAACACTGACCATCAAGGACA
>CL5222Contig1
ATTTCTGACTGACTTCTTTCCACACCTTCAGTGTCAAACAGCAACGGAACAGATCCGAGT
TGCCTCTTCCAGAGCTGGCGTGATGCGTTCAAGGGCGGTGGGAATGATGTAGCATGAGGC
CGTGACCTTCCCTTTGCTGCCTCAGCCGATCGTTGCTTCTGACTGTAGAGGCTGCGGCTG
CTGACTTTGTTTCCCTTACAGATGAAACACATTATTTGTCTTTGTGCAGATTTCTTTGAT
TTTGAAATTCTTACAGGAAGTGACGGCTGGAGAGAGGAGGTTGCATCTTTTAATATGTAA
CTCCTGTGTTGGATAAAAGCCGGATGCTCTGCCTTCATACGAGCCGCTGAAACGATTCCC
AGGTTCTCGCTTCCATTTCATCCCGGCGGATGTTTGGGGAGAAGTGTTGACAGGACTCAC
CAAAAGGATTTCACGGATTTTTGCTTTTTTTCCCCCCCAAAAAAACTAAAAACATCTGCA
GCTAAAAGGCTGAGGAGCTTTCACGTGTTTACGGCTTCACGCCTGTTAGCGTCCAACTTT
AGCAAACACTCCAGGGGTTATTTACACTCAGACTTTTATTTTGAAACCATCCCTCCTGCC
GTTTCTCTGCCAGTGACGTCATGGATTAGAATTTGTGTTGGACATTTATGAAAGTCTTGT
TTTTGCTTGTAGGTTTGTTAGTATCATGTACACGCGTAGGTCATGCCTCATTAACCCCAC
TGTTGTATTAGAAAAAGCAAATATTAAAGTGACTGCTA
>CL5223Contig1
TTCTTTACCTCGTCCTTTTCCCCATTCTGAAAACAATTTTCAAATACTATTGATTACGAT
TCAAACAAACAAAACCGCCAATCATTCGATTCTCATTCAAACAGCAGTGCACAAGATCAA
AACAAACAGAAAAACGAACTTAAACAAATTAAAAATGTCAATAATACTTCTTCGAACAAA
ACTGAACTTAATCGCGGTTATTAGGACATACAAACAAATTAAAGACATGTATTCACAATA
AGAAAACCGAAATAATTACAAAATTATTTTACCCCAAATGTATTAGACCCTGCAACCATG
CACGTTGATCTAGCCGTTGCGGCAGAGGCTCCCGTCGGAGGCGCTGTGCAACATAAAAAC
CTTTTTCGGCGAACCGAAAACCCACTGGAAGTTGTTTTTCAACGCTGTCTTACAACCGAG
GTCATTACCACGCTCGATAACGACGATCCCCACCATGATTTTACCGCAAATTACATCCCA
AACTCTTCAAATGTTCCTCATGAAAAAGTTC
>CL5224Contig1
CTTACATAATGGTTGGATATAAACATCTTAATGTGTGAGTATAAAGGAAGAATAAATACT
AAACAACTTCTAGTTCCACATTTTCAAAGCCAAATACATTGCATATTGGGGTAAGATGTT
ATAACCATGTAATTAATTCCTATTAATTCCTGTATATTTTATTCTTTAACATTTGGTGTC
AATATGAACTATACGTCAATACTTGACATTTGGAATCAAACCTTTGGTGTTTTTCTTGTT
GGAGTTGGTGCAGCAGTTTTGCTTTATTCTTTGGTCTCTTTGTTTGCTTCAGTGCTTTTG
CTGTTTGTGTTCTTCTGGTGATGAACAGAGCTGTTGCTCTGCTTTCAAAAATGAAACTAA



TCTGTTTACATGCAGTGAATGAAGAACTGAATAATATGGGAGCGTAGTGTGGCAGTATAT
ATTTTAAAGTGGCATCAAAAAGTGACATCCTTATGGGTAACATGATGGTTTCAAATGCCA
AATAAGGAAGAGTGCCAAATTTCAGTGCCAGTAAATATAAATATAGTCTTAATATAATTA
ATCACTGTCATCTCAGTGAATGTAAATGACTCTGATACATTCTGTAACTTTTGTAACTAG
ATGTACAGTTGGTGGCTATGACAGTGCTAATACAGTAGACTTCTCGCTTTGTTTTTCATT
CACCATGTACTTTGCATTGCTCTGACAATGAAGTAGCACCAGTTGCATGTTGTTGCCAGA
AATACTGCATATGTTAATTTGATTACTGCCAAACAATCATTTTCATTTTAATGGTCAAGT
TGCGAGTTGAACACTTTCAAATTGGAAATACAATGTGAGACACATACACACACATATATA
TGTACACACACATTATATACATATTATCATATATTTTATACAAATATTTAAAATATAAAA
AGTATATCCTCTTCTGAGAATGGCATTGCTTCCATTTAATAATAAATCAAAACATGTTAT
TTTGAAAAGTTTTTTTAAGCTGTTTCACTGTAAGTTATGAACTCAGTTATACAGGTTGCA
CTTATGATTATGGCATCTTTTGTTTCTCTTTGAGAGTTAGTCTGTGCGAAGTAGTCCTCT
GCAGTCAGCAGGGACATACACAGTAATATAATATCTGTTCTTTAAAATCAACAGTAGAAA
TGTATACCATAGATGCAAACACTTTCATTGCATATTCAGGCTATTCCACTGACATTTTAT
ATTTGGAATGTGTGCTAACTTGTTTATTTTTGGGACCCTTTCTAAATAAAAGTTG
>CL5225Contig1
CGGCACGAGGCAATTGGTACCTACTTTTCTAAATTATTTAAATGTTTTTTTTGGCATCTC
TTTCATTCCATACACTATTTTATCTTTGTGGATCAAAGCACATTCTCTACTTTGAAAGAT
TTTTCTAAATGCTGATTGGACGTTTGTTTATAAAATCAAACTTCAAAGGAAAATCTCCAC
CAATCANAGAGCAGACATCTGCACGTGCAGCTGGACCGTCAGGAATGTGTGCTTCTGCAC
ATTTAAACGTGCCTTTAAATTTCAGCGCCCTGAAACAGGAAACTTTGACTCCTGCATCTG
CAGCGCCACGTTTTCAAAGTGTTACTTTATAACTTTTGCTGTGATGTCGACTTGGTTCTG
TGTGCACTGCGACCCAGGTCTCAAGACCAGAGACCTAAAGATGGACTTTGTTCGGTTTCT
TCTTGCTCCAGAAAAAAAAAGGAAGTTTTGTTGCTGTGAAGTTTGTGAGACAATCAGAAC
TGAATCTGCCAGAAGTTTAAGGAGTTTCAGGAAGCGCTGCTGCTGGAGGTCCGGAAAAAC
CTGCAGCTCGGTTTGGGCTCAGCTGAGCAGCAGAACCTTCAGCTCCCTCTAAACAGACTT
TCATTTGCTCCTTTTACCTCTCCTCCTGTCATCATCTCATCACCTTGGAGCCGTGATCCT
GCGAGCTCCTACAACAATATCTCAAGCTAACCGAACTCCTGTGAATGTTTCCATCTATAG
CCTGTAAATACATTGAGATATGTTCCGATTCCCATTTCTTTCTTAGCTTCTAAAAGTTTT
ACAAACATGACTCGTGGCTTATAAAAATAAAATCCCAGGGAACAGCAGTTCCGGATTTGA
AAACGTGATTGAACCGGAAGAACCAGAATCCACATTTCAGTTTCACACGGAACATAATGG
ACTAAGCTTCTTAAAAACCAAAGTATAAATATGTTTTCAAGGAAGGCACATTTACAACTA
CAATAGTTGATAAATAACAATGTTAAAATAATAAACATGTAAATATTATCCCTCAAAGCT
GAGAACCTTTTTCAAGTTGCAGGTTTTCATTGTAAAAGCAGATCTTGGATCCTGAAACTG
GCAACCTGAGAGAGAAATAAAGTCAT
>CL5226Contig1
AGGGTCTTTCAGCATCATGAAGTTTGCTGGGAAATATGAGCTTGAGAGCCAATCAAATTA
TGAGGAATTTCTGGAAGCGATCGACCTTGTCAATGCCAAGACCGAGCACAAAGTGGTGAC
AGAGGTGGTTCAGGATGGGAATGACTTCACCTGGACGCAAAGTATTCCCAACTGGTCATG
GACCAACAAGTTCACTGTGGGTCAAGAATGTGAACTTTTGACGATGAAAAACATTAAATT
TAAGGCCTTGGTAACTTTGGAAAATGGCAAACTTTCCATCCCGTTTCCTCAGTACCTTTT
CACAGCGGAGATCATTGATGACAAGCTTGTGATGACATGTGTAACACCAGGGGAGAAGGG
TGTGACGTTCCGAAGAGTGAACAAGAGAATCTGACGCTGCGAGACTCAACATGCCTCAGT
GGGAAACGGCGTTAAAACTTTCTGCTGTCAACGGGAAAAAGAAGAAAAACTCAAAATGAG
ATGCACACCAATAGACTGAATTGACTTTCTTGCCTTGTTTGAGCCAAAACTGTGTACTGT
AGTGTTGCATTCATGTGTTTAAATAAAACAGTCCTATGACCAGGAACAGTGTAGTTTCAG
CCATCAAGAATGATTTTTTCTTTTGAACAAGTGGAAAGGAATACACTTTTGCCAAGTTTG
ACCAATAAAACAATGTTTAAATGAAATCATGTTATTTTGCATTAAAATTCTTTTATTATT
>CL5227Contig1
GTGCTTCAGTTGAAGAATGTAGACCTTCCACCAACTGGAGAAAAGGATGTTCTTATCAAA
CTTTTGGCAGCTCCAATCAACCCATCTGACATAAACATGATTCAGGGTACCTACGCGATC
CTGCCAGATCTCCCTTCTATTGGTGGAAATAGGGTGTGGGTGCGATCATAGAGACGGGCA
AGAAGGTGAAAACTCTCAAAGTAGGAGACTGGGTCATTCCAAGAGATGCTGGTCTTGGAA
CGTGGAGGACAGAGGCAGTGTTTGCTGAGGAGGATGTCATCTCCGTTCCAAACGATATTC
CCTTGCTTTCTGCTGCAACACTGGGGGTGAATCCCTGCACTGCCTTCCGCATGCTGGTTG
ACTTTGAAGATCTCATGCCAGGTGATTCAATAATCCAGAATGCAGCCAACAGCGGAGTTG
GGCAGGCTGTCATTCAAATAGCTGCTGCAAGGGGAATAAACACCATAAACGTTGTTAGAG
ACAGACCAGAGTTCGCCCAGCTCTGTGAAAGACTGAAAGCCATTGGAGCGACACACGTGA
TCAAAGAAGAGGCCCTGCGACGGCCTGAGATTAAGGAAGTGTTCAAGTCATGTCCAAAGC
CAAAACTGGCATTAAATGGTGTTGGAGGCAGAAGTGCCACGGAACTCCTTCGACACTTAC
AGACTGGAGGATCAATGGTGACTTATGGTGGCATGTCAAAACAGCCGGTTACTGTGCCTG
TGAGTGCACTCATTTTTAAAGATGTGAAAGTTCGAGGTTTTTGGGTCACTCAGTGGAAAA
GAGACCACGCCTCTGATGGAAGCTTGTTTGGAGTCATGCTGGATGAACTGTGTTCCCTCA
TCCGGCAGGGAAAGCTAAGAGCTCCTGCCTGCAATCAGGTGGCTCTCCAAGACTTTCACC



AAGCTCTGGACGCATCTATGCAACCTTTTATTTCCAGTAAACAGGTTTTACTCTTCTGAG
CTTGGTGGTTTTAATAAACTCATCCCACACTGCANNGNAN
>CL5228Contig1
CAGACAGATCTCTTCAGCAGCGAGAGAATCCTGAAACAGAAGAAATGAGCACAATNCCAG
AGGGGAGGAGGGTGGAGCCATGGTGAGGACAGGGAAGGCCAGAGCATCAGATCTCCTGGC
GCCCTGCATGGAGATCTTAATTTTCTCACTTCTAACCCGCGCGTGCCCCCTGTTTCCTTG
CTTGGTTTCTGCCTTTGCCCCTCAAATGTTCCATTTCCATTCAGAATGTTATATGCTTTA
AAAATGCATTCATTTCAATAGTGAAAAAATGTTTGTTTAAAATGTTTGACTTTATTATTA
AGGTCTCATGTGTAACCGGAGGAAGACTAATGATCAACATAACCTTTCTGATGCAAAAAA
AGTTTTTTTTCAACTACTGTGATCATTCATAAGTTAAAGTTTACCACCTAGAATGATCAT
TTGATCTCATGAAAATGTGTCTAGTGATGAGGATATCTTAGATAACACTTTTTAAAGCTA
TTTTGGTTTCAATTGTAATAGATTGTTATGTTTCAGAGTGTAAAATAGTTAAAAAATAAT
TTTTCTATGTGGATGCTTAAACTTACGAGTGTCTTTCAATGCAACCCTCAAAGTCTGAAA
ATTCCTATGCCTTACCGGGCCAGTGGAGGGCGCATTTTGCCCGGAGACTAAAGGGGATTG
GTTCCTGGAGCCCACAGGGGCGTGTTGTTTACCACCCCAGGTTGAAGACGTTCTTTTTGC
CTTTACCTCCTGTCGGAGCGGACCACTCTCAGAGCGCAGCTACATCTGTAGGTTTTCGAT
TTTTATTCATGTCATTCAAAGCCAATTGCCTGATGAAGAATGTATATAGTTCGAAACGTT
GCAACTTCGGCTTGTAAAGATATTTTTTATGCCTGAACGCTCCAGCAATAAACCGAATTT
CATCGGTGAAAAACTAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL5229Contig1
TTTTTTTTTTAAAGGTTTTTATTCGCTGTCTGGTTCCAACATAAATTGTACTGACCCAAC
GAAGGAAAGTCTCTTTTATTTACTGACGGTGGTTTTTGACGTGCTGCTCCTCTCTGGACT
CCTGCGTTTGTTTACACGGCGGGAAAGCAGCTTTTTTATTTCCATTTCTTTAACTCCAGT
CCTGTAGTTTGATTTTATGTGTGGCAAACACTTTTTTCCCTCCACTTCTGTTCATTCAGC
TGCAGCTCTTTGAAAGCAGGGAGCCCCTGAGGTGCACAATAGGAGATTTTGTTTCTCAGG
AGAAGTGCAAAATCACTCAGACCCAAAGGGCTTCACCTCCTTTCCGAAGTCACATGCACC
AAAAACCGTTGTAAACCATCCATCTGGAGCGCTGGGAAAAGCTAACCGTTTCTTTCAGGC
CCAGCTCCTAAACGGGAACATTTCGATTTTCGGTTTGCTCGCTCCTCTCCATTGTGTCGA
TTCTCCGGTTGATGAGAGGCAGGTGTCATCATCAGTCTGTGAGCTCGGCTCATTCCAAAC
CAGGAGGCGGCGGAGCGCATCTCCTCCCCATCTCCACATGTCAGTTCATGTTAGTTTGCT
GGTCAACGTTGCCAAAACTGCACAGATGAGGTTCAGAGCAACTGATGGGAATCATTCAAG
CTTTGGCCCTGCCAC
>CL5230Contig1
GTTTGAGATACCGTATGAAAATGGGGTCCCTCCCTGCCGCCGCCCCCCTAAAAGCTCCTC
TGTAAGACTGTGAGAGTAAAGCTGCTCTGAATGGAAAAGATGTAGCCAGTCTGCGCAGAA
GTTTCCGGCTGAAGAAAGAACGTCAGAGCGCGCCTGCAGAAGCTGCAGATCCCAAACACA
CGGAGTTCCTCATTTATGAGGAGGTCACGCAGTATGTCCCGCGTCCCAGTGAGAGGCCCC
GTCTTATAGTGCTGATAGGCTCTTTAGGGGCTCGGATCAATGAGCTCAAGCAGAAGGTGA
TTGCTGAGAATCCCCGTCGGTACGGTTTGGCTGTACCACACACCACACGAACCAGAAGGA
GTTACGAGAGAGAGGGAGTGGAGTACCACTTCATCAGCAAAGCAGCTTTTGAAGCAGATA
TTCAGAACAGAAAGTTTATAGAATATGGGGAATATAAGGACAATCTTTACGGAACCAGTT
TGGAATCCATCAACAGAGTTTTGAATCAGAATAAAGTCTGCCTGCTGGATGTGCAGCCGG
AGGCTCTGAAAACTCTTCGAACTGCTGAATTTAAACCATACGTGATCTTTGTGAGGCCTC
GAATCCATGACGGTCAAGGGAAAAGCTTCGGTTCCTCCTCCTCCCTGAGCGTGGGGCTGA
CGGAGGAGGATCTTGTGGAAATGAGCCAGTCTGCGGAGCGGATGGAGGAGTGCTACGGTC
ACTGGGTGGACTATGTCTTGGTGAAAGAAGATCTAAGCAGTGCTGTGGCAGAACTCCAGA
GAGCCCTGGAAAGAGCTCAGACGGACCCACAGTGGGTTCCTGTGAGCTGGGTGAGGCGAT
AGCAGCAGGAGGTTGAAAACCTCCGTTCCAGTAATTTTTTCACGTCATCAGCTGAGCGGT
GCCATCATTCCAAAAGAGCGACCAAAACATGATCACAGCAGATACTGTGCCGGTGTCTAT
ATGTAATGTAACGGCTCTGTGTTGTGTAGAGGCCT
>CL5231Contig1
CCACCAGTGCTTCNTCCATCCCACNGCNGGCACTTCATCGGCAACACTGCACCCAGGTCC
GGACACGCAGGCTGATGAAGGAGCTTCAGGAGATCAGGAGGTTAGGGGACAACTTCATTA
CCGTGGAGCTGGTGGAGGACAACCTGTTCGACTGGAATGTCAAACTGCACCAGGTGGACA
AGGACTCGGCGCTATGGCAGGACATGAAGGAGACCGGCACAGAGTTCATTCTGCTTAACG
TCACCTTTCCAGATAACTTTCCCTTCTCGCCACCTTTCATGCGTGTGCTGACGCCTCGAC
TGGAGAACGGCTATGTGCTGGATGGTGGGGCCATATGCATGGAGCTGTTGACCCCCCGCG
GATGGTCCAGCGCCTACACGGTGGAGGCAGTCATGAGGCAGTTTGCTGCCAGCCTCGTAA
AAGGACAGGGCCGCATCTGCAGGAAAGCAGGAAAGTCCAAGAAAGCCTTCAGCCGGAAAG
AGGCAGAAGCCACTTTTAAGTCCTTGGTGAAGACCCATGAAAAGTATGGTTGGGTCTCCC
CACCGGTGTCTGACGGCTGAGCGCCCGGCTGCCACCTGAGCTAGCTAGATCAACACGGCT
AGCTTTGACACACACAACTCAACAATGTTCACCTTTGGCTGTTTCACACTGGATGTTCTC
TTTTTCTCCTTTGAATTTTGAGTGCTCTTTTCATTTTCCTTCTCATTCCTGAATGAACTT
TCTGAGAACTTTCCGTCATTTGTCACCTCTGCGCAA



>CL5232Contig1
GTCACGTCTACTCACAGGGTGAAAAAGGGAGTCTCCTGTCTTCTAATTTCTCTTTTTTAG
TTCATTCTTTCAAAGTAACTCCTTATTAAATACACTAAGTGACTGTGCTTTAGCTTTGTC
ATCTGCCTGTTCCCATCATAAACACTCGGTTTCATCGTTGTTTTTTTCCTTTCCATTTTT
TATGCCTTGGTTCCAAAACCAGCTCCGCCACCGCCGCTCTGCATGCTGAAATACTCTGTG
AAGGAGGGGAGCCGCGGGGGCAGTGGGGGTGAGCGGGAGGCTGGGCGTGGAGGTATAGGA
GGTGGAGGTGGGGGCAATATTGAGGTCAGGTCAGCGGTGGTGGTGATGATCTTCTGTTCA
CTGTTCCTGGGCACGTCTGGCCCTTTGCGAGCAACTGTCTCCTCTACCGTCTTCACTGGA
TCGGACTGGATGGAAAACAGCTCGGTGAAGTTAGGTTGAGAATCTCCAAGAAAGGAGCTG
TTTCCATAGGCATGATGGGGAAAACTCTCCGCTCCTTCACCTCCTTTAGGACTGGACAAA
AGTATCCCGATCTGTGATGTTCGAACGTGATACGGGAAGTTTTTATTGGCAGCCGAGGGC
CTTGTAATGACAAGGAAGACGATGTGAGCGTAGAGTTGGATGCCGAGCTGGATGCCGTTC
ACAATCTTCTCCCGAGCCCAGCGAGGAATCCTGAAGTTGGCGATCAGAGCCATGACGGGC
ACGGCGAAAAACCATAGGGTGTATGTGGTGAAAAACGGCACGTAGAAGGGCTGCTTCTCC
GGGTAATGTTTCAGGGAGACCAGCACAGCATAGCAGAACCACACGTACGCGACCAGCTGT
AGGGCCATCAGACCGTAGCCTGCAGGGCTGTCATAGGCATAAAGCACTTCACCTGGGTCA
AAGAACTCGGCCTCGTAGATGAAGAGGATGACATAGGTGATTGTGTAGACTGTCATGTAG
ATGCTCAGCTTAACAGAGCCACTGTGACTGATCCTGGCCCTGGTGACAGTGAAACCTTTT
CCCAACAATATGAGCATCAGAAGGAACACCAAGAAACTGACGGAGAACAGTAATTTCCCC
AGAATTTTCAGGCTGCCATTTCCAACGCCGTCTCTGGCATACAGGCCCCAGTAGACACAA
TGGAACAGCAAGCTGAGCACCTCCACACCTGCTGCTGTCATGAACATTTTGTAGGTTGTG
TGAAGAAGCTGTCTTCCCTTCAGATTGTAGGCGAAGTAGCAGGAGAGGAGAAACACCAAA
GAGAAGATGACCAGGAATGTGATGTCCGTCTCCAAGATTCCAAACTCGTCTGCAGAGAAA
TGCTGCGTCCAGAAAGACTGCCCATTGGTCAGCTTCATCTCATACTCCAGCTGTAGGCCG
TCGCCCCCACACTTGCTGAGAGCGATGTACCACCATCTCTCCCTGACTGAGCGGAAACTG
CGACCACCCACACAGCTCAGCACCTCCTCGTTGCCATCGCCTTCCACCACGCATCCTGAC
CAGGTGTAATGTGTGGTGAGATTGATGACCTGGTTGTTTTCAGGCCTCAGCACTGCTTCC
TTCTGGTAACAGTTCTTTTCGGGCCTCTTGTACACAGCTGGCCACTGAGAACTGTCATCA
AAGTAGAGCAATATGTTCTGACAGCAGCGAGACTTTGAATAGCGAAATCGAAAATCCAGC
CTTCCAAAGTCAGTAAGAAAACAAAAGCGTGTGAGGAATACCCAATCCTCTTTGGTGTTC
ACCACGCCTCTGACATATTTCCCGAACACGGAATCCACGCAGAGGAGGCTGGACAGCGCG
GCCACGCACAGGAGTCTCTCCCCGACCCTCAACTCCATCTTCCTCCTTCCCCGGCTGCCC
CCCGGCCATAAGGCCCGGGTT
>CL5233Contig1
TCGGCACGAGGACTGTTAAAGGTTTTAGAGAACAAGTTCGCAACCTTTACAAGCTCTTCC
AAGATTGTGATGCTGTTCAACTTGAAATCAACCCATGGGCTGTCAACCCCAAGAATGAAA
TCTACTCAGTTGATGCTAAGATAAACATTGATGATAACGCAAAATTCAGACAAGGAAAAT
TATTCGAGCTCAAGAAGAACTCACTTGCCTCTGAAGATGTTGATCCTCATGAGGATAAAG
CCATTAATGCTGGTCTTAACTATGTAGCTCTTGATGGAAACATTGGATGCATGGTCAACG
GTGCTGGATTGGCTATGGCCACTATGGATATCATTCAACTTAAAGGAGGAAGCCCCGCTA
ACTTCCTTGATGTTGGAGGAGGTGCAAATGTCGATCAAGTCAAAACCGCTTTCTAGATTC
TCAACTCTCACCCCAAGGTCAATACAATCCTCATCAACATTTTCGGAGGTATCATGAAAT
GTGATGTAATCGCTCAAGGAATTATTAAAGCAGCTCAACTAGTTGACTTGAAAATTCCTT
TAGTATGCAGACTCACAGGAACCAATGCTGATAAGGGAAACAAGCTCCTAGAAGAATTTG
CTAAAACCTCATCAACCCTGAAAATTTAGACTGCAGGAAACCTTGAAGAAGCTGCAGAGA
AGGCTGTTAAGACTGCTAAGGCATACAAAAAATGAGCTTGATTGTCTACC
>CL5234Contig1
TCGGCACGAGGGTTGGTTTGAGGTGACCTACATTGTGCGAACTGAAAAGTTGGCGTTCAA
TAACACTAAACACACCCCAAAAATAACCTGCATTTAGAAATCGAAAGGTCAGTTTTTATG
AGATGATCTGTGAAGGATGAGGCGGTTTCACTCGCCGTCTGCCTCTTTTTCTGCTGACAT
TTTTAGATCAAATGTGTTTTTAAGGGGACCTGAAGACTGATGTTTACTTCATGTTACATC
TCTATACCAGTGAATTCAAGCACTGCACTCCGGACAAATGAGGAGAAATCCTTCATTTCT
TTTTGTAAACTTGTTTTTTTTCTTAAACTCGTGAATAAATGTGTGTGTTTCCCTTAGAAA
GCAATTTATTTTATGGCTTTTATAATGTGAAAAGATGTGTTGTTTTTGTTTGGTTTTTTT
CCTCAGCATTTAACAGGGACGGTCATCAGTATTGGAATGAAACTCTGGCTGTAAAAACAG
GAAATATTCACTGTTTTTACTCACAAGTGTAACAGAAACTCCTTTTCAGATGTAAAATAA
AAAAACTCCTATGTTTGAAAAAAAAAA
>CL5235Contig1
CCAGATCAAACAGCTTTTATTCCCCACTGAAATAAACATGGCAATGGTCACAGAGCACAA
GCAGTGTTTACCATGGTTGGGTAGGCAGAGGGCAGAAACTGTGGGCAACAGGGGGCTTGG
AGGTATGTCAGGATCCTGCTCAGCTGGTTCCAGCCGAAGCAGGAAGAACAGGAGGTCCTG
GGGTGGGATCAGGATCCGGGCCAGGGGCAGGAGCAGGGTCTGGAAGGATGAAACAACCCC
TCTTGTGCCACTGCATGTCCCGCACCCTTCGGACAGATTGGATCTGAGGAGCAGGGGCCT
CCCAGTCATTCCAGTGCTTAAAGTCTCCCCGCTCAAAGATGAACTGTTGTCCCCTGTAGC



CAGGGTACATATAGCCAACCCATGTTCCATTCAGAGATTTGACACTAGCTACACGGTCCT
GAAAACCATGGCCCCACAAACTTGGCACGTCATCATCAACAATCTCCATCTTTCTCCCAG
TAAACTTAGGGTTCTCAAACAAGTGTAGCTTGTGTTCTGCGCTATCCACTTTGAGAGGCC
TTAGAGACAAGAGGGAGTAGCTGCTTTGACTGTTGGTCCAGGTGTCCCAGCGTGGGTACT
CGCCCTTCTCCAAAACAAACTGCTCCCCAGTAAACCCATGCCGATCATAACCCACCCATG
GTCCTGACTCAACAATCAGAGAGCCGACCTTCTCCAGCCCCTTCTCCGTCACGCCTTTAC
ATTCTGCAAAAATCTCTGCCTTGCAGCCCTGGAAGTTTTCAAACTCAAAAAGCACCACCT
TATATGTAGCTCCAGCTCCACCCTGGCTTTTTCCTACAGCCAGCTGCTCTGGGGCACTCT
GCTGCTCAGACATCCTTCTGATTCTCTCCTTGCTCCACTGCTAAGATGTGGTAGTGCCCT
TCTTTTTCAGTGCCAGCTTGGTGTTTGA
>CL5236Contig1
TTTTTTTGGGTCAGATTTTCAGTTATGTTTGCATTTTCATTTCTGTTTAAGGAAGGAGTC
TCTTCCTGCAAAACTAACATACCGTTCCTGATTTCTTCTGTTTAACCCCCATTTTTCACA
GAAAGACAGAAAGTGAGCTTAAAAAATGCAGTTGCAGTATTGATCTCAGGAAATCTGTTC
ACTTTTGTTACGCTTCCACTGTGAAACTGTAAAAATCAGTTTAACAGGTTTTTATAAACG
GAAAACAGACTAATATTGTAAATAACAGATTGTGATCATACAGAGATTTTTTTTTATCTT
GAGCATTTGGACTTCCAAGTGTAAATAGGGAAAAGTAAATCCCTTAGCACCAACGAGGCC
AACCCCAGTTTGTATTTATTAAAACATTCTAAGCTGCTACTAAAATGAGTTGTTTCATAA
CTAAGCCTTAACTTTTCAGAACTGTGCCTTCTCCATGCTGTCTACTTAAGAATGTGATGC
TGAGCACCAACACTGTCAAGAAGGGATGGATTTTTGATCTGTTGTAGCCTCTTAATAAAG
ATTCGGCACAGCTTTCTTTGCCAAACCCTTCTGAGGGTTTCTGTGACCTCCTGACACTCA
GACGACCTGCTGAGAGACAAAATGACAACATCTAGCTCCAGGTTAGCTGAAGGAGACAAC
TTTCCCACTGTTCAGCTGTTAAAGCATTGTAATATTTGGTTTTTTAAATAAAATACTCTG
CCTTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>CL5237Contig1
NNTNTTTTNTGAGGGAAAATAATGTTTATTTATTTTACTTTTTTTCTCAAGTTTTATATA
CTTTTTTTTTCTTTAGTTAAAAAGTTTAACTTTTTCAAATTTTAAATAAAAACAACCAAG
CACGCTTTTCTTAAGTTTTTGCAACTTAATAAAACATTTTTTAAAGCTTTATTACTACTA
TTTAACAAAAATACTTTCAACGGTTCTGTGCAGAGTTCTGCTGTAGGAACAAAGATAGAG
GTTAAAATATTTAAAGTGCAAAACATGTCATACATTTTCAAAAACACAAACTAAAAAATT
GTATTCCTCTTGTGGGAAAATACAAAGTTTATACAAAACGTGACCTAGAAGAGCTAAAAT
CAAAGTTTTCAAATTGAGAGACAGTTAAGACCAAAGATGGTCAAAACCTACAGACTTTTC
ACAAAATAAAGTTCAGAAGCCTGGAATTTACAGACAATGTTCATTCCCTGTCCATGTCTC
TGGTCGTTAGGTCCCTCGTCACACTTGGGTGGAGGAGTTTGGCACAGGATGCACCAGGAG
CAGCCCTTCAGGAAAGTCGCTGTTGAAGCTGGTGTGGTAGCTCGGGCTGCCTCGGCTGCG
TGACTTTGATCCAGATGCTCGGGGCTGAGCTTGTGAAAGCCGCTGGGCCTGCAACAGCTT
CAGGATCAGGAAGTGTTTGTCTCGACCCCCCATGACCAGCTGGTCCTTTAGCTGGGAAAT
GACTCTTTTGTGAGCTCCAGCCAGAGCGATCACATAAAACATGGCCAGGCATGAAACAAC
AAAGAAGGAGACAGCAAAGGCCTCTGAGGAGAGAGCGTAGAGGAAGGTCTGGGCTCCGTG
CGGCAGCTCCATCACCGAGGCGGTCAGCGCCTCCCAGGACGTGTTGTAGTTCACGAAGGG
TCCGCAGGCCCGGGAAGAGTTGATTTGCGCCACGCTGACGGTGACAGGAACACAGGCCAG
GCTGAGGCCGATCAGCAACACGCCCAGGAAGAAGAAGTTGGAGCTGGACGCCCGGAACGG
ACGTGTGGACGGACGGCAGTTTTGGATCAACGACAGCTTTTTGACGTAGAATATGAGGAA
GTACTTGATGGTGCAGATGGCGGGCAGCACCGGGCAGTAGAAGGCGCCAATCCAGCAGAT
GGTCTGACCATAAACGATCTCCAGCACGTTCTGAGGAATGGCGAACTCCTGCTCGCCCCA
CCAATCAGAGAGGCCCGATTTCCAGTAAGTAACGATCAGCTTTCGGGGAAACTCCACGAG
GATGGTGACGGCGACGATGATGATGAAGTCAAAGACTGTGAGTTTGTACATCTCCTGGCC
CACCCGGGTCTCCCAGCAAGAGTACAGGGCCGTGTTGTAGCCACACAAGCAAGGCTCTTC
CCCGCAGTTGGTGATCTGAGACCACAGGGAGAAGAGCAGAACCCCGATGCTGGTCAACCG
CATGAAAACACACCTGATGAGGGTGAAGCGGATCTCGAAGGCTGGAGAGTAATCCTCGAA
ATTGATGATGACGGAGAACAGCAAGGGGGTGAGAAAGTTGGCCAAGGTGATGACGATGGA
TGGGAGGTATTCGTGGATGAGATCCATGATGAAGTTCACCTTCACTTGCTTCCTCTGCTG
CTCCTGCGAGAAGGTGGTTGCTAAATAGATGCTGTAGAAGCAGGCGGCCAGAACGACCAT
CACGAACACGTTCAGGACCAGGCGGAGGCTGTAGATCTGACATTTGTCCTTCCTGGTGCG
TTGG
>CL5238Contig1
TAAAAGGGAATTAAATATAATAAAACTGTTAGGAAATAATAAACGTTTTGACTCTAAAAC
ATCTGGTTAGATCAGCGAGAAAGTGAAAGTATATGATGCTGTCCCATGGAGATACAGAAG
CTAACATAAACATCGGTTGTTATAAGGAAATTAGAATTTGTGGAGCTGCGGTGCTTTTAT
GAGGAACAGTAACATTTGGTCCTTCCAAGTTCCAAGTCTGGAGCAGAAGGTGAGAACTCG
GCCCTGAATGAATACTTTCTAATGAACAGAAAGGTTTCTTCCAGTAGAAAAAGTGACAGC
ATGGGTGGGGTATTGCGGGAGTGAATGGTGGTTCTGTTAGTCTGGCTGCTTGAATGACCT
GCTGAGCAGCCGCAGGAGCTGCTGCACTCCTCCCCAGCTCTGGATCTCCACCCTGGCTTC
AGGATCTTCACAGAGCTGCACCAGGACCCAGGTAACGGCCCACAGCAGCTTCACGTGCGG



ACCGTGCAGCAGGCTCAACAGCACCGGCACCCCCCCCAGCTCTATCACCTGGCTCCTCAC
CTGAGGCACCGGCGACAGGAGCCTCAGCAGCTCAGCGCTCATTCTGCAGGAAAAGTTTGT
TTCAAATATTTTCAAAACCTCAGTCAGGGGCGTTTCCACCGACAATCCAAAGAAAACAGC
TCCTAACTTTTTTGACAGTAGGTCATGCTCCTGCAGGATCACAAGAAGAGTCTTCACTAC
CGGTAGCTCACCGATCTCCTTTCCGCATTCTGGG
>CL5239Contig1
TTTTTTTTTTGTTGAAATGTAATATTTATTCAACATTCTGACATGGAAACCTTCAGAATG
TTTGTCCACAGAAACCGGGTTAAAACATCAAACACATATTTCTCTCCTCATCTTCTGACA
CTTTCAAACACTTCTGAAAATGCTCCAAGGAGCCGCAGGATGCCGGCCCCCGCCCTGAGG
GACTGGACCTCCACAAACATGGGGGGCCGACCCTCTGAAGATGCTGCTCTGCTATGTGCA
GGTGTTCCTGTGGATCAGCGTCTGACCTGCTTGGTTCAGCCAGCAGCTGTTCAAGCCCTG
CAGACCACCTGGTTGAAGGTTCTGCAGTCAAGCAGGTTCAAATCCCGTTTGGGTCATTTA
TGTTCAGACCATGAGCCGCCTTGCCTCAGGTGTGGAGACCCTGTGACCTGTCCAGAGAC
>CL5240Contig1
CGTCCGAGCCATCTGTTTCTGTTTGTTGAGCCGTTCCGTCTGGACCGAGACGGTTTTGTG
GGTCCGATGTTCCTCCAGAACGCAGATGGCGCAGATGCAGCGATGACATGTCCTGCAGTA
CACCTCCAGCAGGCGGCGGTGCATGGAGCAGGTGCGGCCCCTCAGGGCCTCCTGGGGGTC
CATCAGGGGGTGCTTGGAGTAAAAGGGCGTAGTGAGGTGAGGCTGCACGTGCTCGTTGCA
GTAGGAGGCGGTGCACGTGAGGCAGGATCTGACGGCCGGACGCTTCACGCCTGTGCACAC
GTCACACCACACCACGTCGCCGCCCACACTCGCCACCTTCTGGCTTTCTGGTGGTGGCGA
CAAAAACGGGTTGGTGCTCCTGCCGTCCTCCGCCATCGTCATGACAACAGGCGAACTGTT
CCTGGGGGGCGGTGGCGGGAGCCCGGCGGCGCTGTAATGCGCCACTTTGTATTTATCCGC
GATGAGCGCGAAGACTTTGTTGATGCTGAGCAGCGGACGCTCATCGAACTGACGCTTGCA
CAGCGGACACGTGCACACCTGGCTGGACGCCCAGTAACCGCCGATGCAGGCCTGGCAGAA
GTTGTGCCCACAGGGAGTGGAAACCGGGTCGGTGAACAGGTCCAGGCAGATGGAGCAGGT
CAGCTCCTGCTCTGAGAACAGTTCTGGAGCCTCCGCCATGGTTCCTCGTCAGGCTGAGGA
CAGGTGCGCGTCCGTCCGCGGGTCCTGGTGGTCCTGGTCGGTGTGAAGCGGCAGCGCAGC
AGCGACCGAGCTCTCCTCCGCCTGCACCTGTTTCT
>CL5241Contig1
AAAGGTGGGGCTCGCAGTCCTTTTGGCCAACTTGTAAAAGTTTGCTGTGTCGGGTTTGTG
TGTGACCCGGAGGATATCACGGCTCCAGCTCCTTGCGGATCTCTGGTTTCAGGATTAAAG
TTGTGAGCTCTAGAAACCCCACCCCCTACCCCACCCCCACACACCAGAGCCATGGCTACT
GGTAAGAACAAGAACCAGACCTCTCTGGCCCTCCACAAAGTGATCATGGTGGGCAGCGGT
GGCGTAGGAAAGTCAGCGCTAACGTTGCAGTTCATGTACGATGAGTTCGTGGAGGACTAC
GAGCCAACCAAGGCGGACAGCTACAGGAAGAAGGTGGTGCTTGATGGCGAGGACGTGCAG
ATCGATATCCTGGACACGGCGGGACAGGAGGACTACGCTGCCATCAGAGACAACTACTTC
CGCAGTGGTGAAGGCTTCCTACTGGTCTTCTCCATCACGGAGCTGGAGTCCTTCACGGCC
ACGTCGGAGTTCAGGGAGCAGATCCTGCGGGTGAAGGAGGAGGAGGCCATCCCTCTTTTG
CTTGTGGGGAATAAGTCGGACCTGGAGGACCGGCGGCAGATCACCGCAGAGGATGCCGCG
AGCAAAGCAGGCGAGTGGGGAGTCCAGTACGTCGAGACGTCGGCCAAGACGAGAGCCAAC
GTGGACAAGGTCTTCTTTGACCTCATGAGGGAAGTCCGCAAGAAGAAAAATTCGGAGACC
AAAGACAAAAACGGGCCGAGCG
>CL5242Contig1
AAACTTCCTGACAGAGAAAGGTGGGGTTACCCCTGGATAGTTTGCCAGTCCATTGCAGGG
CAACAATGAGACAAACAACCAACCACACATTTACACCAAAGTGACTATGTAAATTCACCA
ACTAACTTATGAATTTTAATTCTGGGAGGAAGCTGGGGGACCCGGAGAAAAGCCATACAA
GCACGGGGAGAACATGCAAACTCCACACAGAAAAGACCCTCTTTGGATCAGAATCAGGGC
CTTCTTCTGGGAAGTGAGTGCTAACCACTACACCACTGTGGAGCCTCCTACCATTTTGTA
AAGTTAAAGAGGATTTGCTCGTTGGGACTAGGAATGTAACATCCAATTCCAACATCTGGA
ATTATGACGCTGCCATTTGGCTTTATGACCAGCAGTTCCCAGTAAGTATGGTCTTCAGTT
TTTCCAGGCACACCGTTGATACTCTCCAGGTAAGGACCATAGTTTAAATCCTCCTTGTAA
GTGAACTTGAAGTTAGCATTAGATTTCCTGAGTCTCTTCATGGCTCCTATCAGTATCCCT
CTGTAAGCCACAGAAGCATTATAGGTCTTCTTCACTCCCTGAAACTTGTTCTTTACCACA
ATGGTAATGGGATCTAGGTTGTTGTCTTGACGGACAGTATCAGAATGCCTTAGGAGGGCA
GCAGAACCAGCATGGCTGCCACGATCAGAGTTGGCACCTTCATCATCCCCCTCATCACCT
GCGTGTGTCAGCAGAATCAGCACAGCTGCTGTGAAGATCACCCTGAAAGCCATAACTGGA
AGTGCC
>CL5243Contig1
GTTTGAANGGTTTGNCCCNATGCCCCCCCCCCCTATTTTATCGCCAGGTAATGTGACCCT
TTAGACCTCATTAGAGAATTCCTCCGGAAAGAATGTGCATGGATGTCAGCTACGGATCAA
ACCAAACAGCATAACATCAAAGTATCCCAACCCCACTGCCACTGTGAGCCCTTTTTCCTT
AAAAAAGTGAAATGATCCAAACAAAAAAAAAGTTATTGTATAAAGAAACCAATATTTATC
AGCTAAATATGTTTTTCAAATCCTAAGTACACATTCTGACAGGAAATCCCTGTAGCAGAA
CCATGGAAAAGCTAAAGAGCTGGTTGAACAAAGAAACACAAATGCCCAGGTTATAAATGA



TGTGTCATTTTTCTGCTAGAATTAATCCATGTGAAGATATTGTTCATTATTTGTTTAGTT
AATAGACTATGATAGGATTTTAAGGTATTGGGCTTTGAATAGCAAAAGCGGGCTTTTTGT
GACAAACTCTTCAGAGCAGCTATGTACAATTATGGAAGCACAATTTCAGCAGAAGCTATA
AAAACTGAAGAATCTAGAGAGATAAGGAGGAAATTTGTATCTACATATCAGCAAAATGAC
ACTTTACAGCTGTGCTCTGATCACTTTGAATCAGCTCTGCCAAAAACTAACTAATTCCAC
CCAAAAGGGGTTGAGCTGATATTAAAGAACGTCTTAGGATTAGTGGAGAAAGCTTTCCAC
AGACCGTTTGTCCTTTCCCTCTCTGACATTTGTGCATAGTGTCCTGCTTTACAGACTACA
TTTTCGCCGTTATGAGGAGCTTCCTGTAAGGCTAGACGGTTAGAAGTGCTTTGTGGTCAC
TCGAGTTGACATCTTTTTATTTATTTTTTTCCCCCCGGAAGTACAAACCACAGAGAGGGA
AGCTGGAGATATTCTCCGTCTCCTGAAAACCCTTACCCTGTGTCTTTTTATGCTTCGTCT
CTGCTGCGATTAAGATTTGATTTAAAGCTACATTTAGAACGATCATTAAAAACAACAGTC
ACTCAAATAAAATAACACAAGAAAAAAAAATATATATATATATATATCATTGACACCACC
AAAAATAACAGTGATAATAGGCTATTGGGGTCTTCTTTTTCAGTATGAAATCATTTTAGA
TACGAAAT
>CL5244Contig1
TCGGCACGAGGTAGAAGATCTTAACGTTTGGAGAAAACTTAACCTGCCTGACTTAAGCTT
GTTTTATTTTTATGTAGAATGGTTTTCTTTTTTCTTTTAGCAGTGTATAATTGCTAGAAT
AAAGTCCTTTCTTTTTGTTAGTTTCTGTAGTTGAAGCTAATATTTCATGAATGCTGCCAC
TCTTTTATGGCTGGGATAAGGACTGTGTTCGCCAGAACCTGTTTGTGTATTTCTGCCCAA
AAAGGTTTTTCTTTTTTTCTCCTTTTCAGTCTACATAGTAGACTGAAAATACAATCCTGA
AAATGATGCTTTTAGTTTGTATTAGTCGATAAAATAAAGTGTGAGGGTCTGGAGATTCCT
GCTCTCTAGTGTGAAAAGGTCTTAGGGAAAAAATAAATAAAGGTCTGATACAAATTTAGA
GTGCAATGGCTAATTTAAAGTACTGGGCACCTGGAATAAATAAATGGATAGATAAGGGAC
CCTAAAGAAGCTAAGTCTGCTTTAAATAAATAGTAACACTTGTGTATTTAGTCATTTTGC
TGTAGCTTTTTCATTGATAGCTATTTTGAATGGGACTAAGGTTTCAGATGAATGTAGTGA
CCACTGTGGAGCGGGTTCTGTGTGTTCATGACCTTTAAGGTTTGTTTTACCAAACTGTCT
GCAGCTGTTAAAGATGCCTTTATTTTATAAACTTTTGTTTGTCTGTAAGTTATACTCTAT
TTGTATTTTCGCCTCATATTCACCCTCATGTTCTTGGACATTAGCAGTCATTGCAAATAG
ATTGTGAACATCTAGGTTTTATTTTATTCTAATGACCTCAATGGTAGGGAATTAACGGCA
CTTCTGTACTTGCATTTGGATCCTTACATTTAGTCTTTCAGAATATTGTTTTACAGGAAA
ATGCTGAATATTGCACATGCATGTTAAACCTGTTTCTGAAAAGTTTTGTCCATAGAAGTA
AATATGAGGCTAACAAAATTAATATTAAACACTTTTATGGATATGACAGCTGTGGTTTCA
GTGTTCATGATAATGTAAAAAAAGTTAAAGCCTGTTTAAAATACACGTCATTTACATTTT
AGCTTGCGCAGACCATATTTCATGGAG
>CL5245Contig1
CGGCACGAGGGAACAACCGCTGCCAAAAGCAGCTCACCGGGTCAGTTTATATACTTGAAA
GTGTTTTGTTTGTGTGTCTTTCTCCACAGGGTTGCCTAAAGATTGTCCCCTTAAGTGACG
TTTTACACAGAAACCACCCATTTTGGCAGAAATTGGGATTACATTTGGACTTCGGTTCTG
TTTAAAGTTTTGTTTACATTAATATATATTATCCCATGTAATTTCTTTCAGGACTCATGT
TGCCAGTTTCTATTCTTTCTGCATTTCATGTTGCAGACGAGAAGAATCTACCTAGATTTA
TCTATAAACAAATGTCCCTCTTTGTTCTTCTACTTTATTTTCTTGTATATTAAATTTGTG
TCCAAGAGGGATTTTTAAGTTATTTGATGCGAGTTTTGGACTAAGAATCACGCCGGAGTG
TGCCGTTTGGTCGCGCGTTAAAAGAGGGCCTCCCTCCCTTGGAAAACCGTGGCGGACGGC
TTTGCACAGACGGGAAGAATGGTCGATCGGTTGAATGTCACTGAGAGTCGTAGTGAACTT
GCACTATTTCAAGTTTAAAGTTTATCAGCAGAATAGTTGCTCCCCCTTTGTTGTCGTTTT
CCACTGCTACACAGAATCGGCTTCTCCTTTTTGTTGATTGAAGACTTCTTATGCAACTTG
CTCTCACAATCGTCACGGTTTGATGTGTTTGTGCAGCCTCGCGGTAGCCTTGGTGCCTGG
TTGATCTACCTCATGTTTGCCATTGTGGTTGCAGGCTTTGTATATTGTGATACCAGTAGA
GCTCTGCTATTGATGTTGAAAATTGAAGATTGTAATTAAAGGACTTCTACATCATTTCAT
TGATTTTTTTATTGATTTTTTTCCCCCCAAACATCTCTTTGCGGCTGTGGAGCAAATGGA
GTTTTTGTAGACATTTACGTGAATTCCCCCCTGCACATGTAACACGTTGCTCATTTGACT
GCTGCACTTTGTGTGCAGACAGCCGAGCACAAACAGCAGAAACCCGGTTTGCCACAGCTG
CCAGGATTACGTTTCAGCTGCAGCAAAGTGACTAAATCTCTGGGCTTAAAGGACTGTTGC
CAGTGTATCTTATGAATCCTAATATTGGGTCAGCGTCATGGAGGATGGAAGCCATCATTT
GAGGAGCTTTTAGGCAGAGTGATGTTTTTGTTTGCTATTAAAAAGCCAAGTTCCT
>CL5246Contig1
TTTATTTCATCCAACCTCAAACATCATTGAAAAATTCTAACAGAGAGTTTAGATCATAGT
TATCCAGAATCTCCAACAGAGATGACACCTTTGTTTTCACATTCTGGCCTTTGAACTTGA
ATTTATCAATGAAGAGGTCAGTGATCATTCCATAAAGCCTCTCCAGATGTGCTGGCTGCT
TCTTGTATTCCTCCAGAAGACTGGCAGATTCATCCAAGATGCTTCGATACTCTGGTATGA
GAAAACTGGCGTTTCCCTCATGAACCTGAAGCTCTCTCAGAGCATCAACAAGCTGGACCT
TTTTAGCCAACAGCAGCTGGTACTCCAACTTTGGATGAATCATTCTGAGAGTGTGGCTCA
CCGAGTCATCATTGATATCATAAGAAATGTTGAGATTGATTTTCTTTTTGGTTGCTTCTT
TAGAGAGAACATCACTTAGAATAGAAATAGTAGAGATGTTGTCGGACTGGAAGTGACCTT



CGCCTTTGCAGTAGGTGGCTTCAAGCTGTGTGCCCAGAAAAGTATTGCGAAAATAGAAAG
TGATGTCGTCTTCAGCAGGTGTTTTTTCTGGCACCTCTGGCAAACAGAAAACCACCCAGG
AGTGGATCTCTGCAAAACTGAACTGCCCCACCAGGCTAAGACGGTTCATGGGTCTGGCTG
GGTCGATGCTGTGGGTGCGTTGGTGGAGGGACAGAGGCTTGATCTGGTACTGGCGAACCT
GACAGGTCTTGGGTTGCAGCCTGGGGCNTATGTAAGCCTGCAGGGTCCCATACTGTCCCT
CAATAGACCTCACCTTCAGTTCCAGTCTGGTGGTGTTGGCCTGACATCTGTATGTGGCCA
GGAGAAAGTTACCGTTGGGTTGCTCAGGGTCACATTCACTGCCTCGTGCCGAA
>CL5247Contig1
TGAAACTTTATTGACTGATNCGATTATGGAAGTTGTTCTGCATTAACGTTATTACAGTAC
AAACCAAGAACAGAAAGAAAGGCCACGTTACTACAGCTGAGAAAAGCATGTTCAGTTAAA
AAACAAACAAAAATAAAACGGCTTCTCCGGGCAGAAAGGAAAGAGCGACGGCAGCAGAGA
GAAGGAGATGTGGAGGAAGAAAGAGAATTAAGAATGAAGTTATCAAAACATAACCCTTCA
TAGAAGGTCATTTAGATTTACAGCAGCTTCAGGTAATGCTGTCAAAATGACTGACATCAA
TCAAATAAATCAGTAAAAATTTAGCATTAGATTGTGGATGCCCCGTAACATTTCCAGTGT
GACTTCATCTGAACGCCCCGCTGACGGATGACATCAACGGTCATGAAGGAACAGAGAAAA
TGGCTGCAGGTCAAGTTGTATCTAGGAGGTGGGGGGCTGGAAGGTCTTGGAGGTGGCCAG
CATGGCTCTCACTTTGGCCATCAGGTCCTGAATTATTTTGGACTGCACAGAGGATACTAT
GGATGAGGACACTGCCTTGTCTTTCTCTTGAGAAGCGCCCCTGGATTGGCCAAAGCTTGA
TGCCGGGCTGGCAGACTGGGACAAAACTCTGGGTGAGGAATAAGGGGAGACATAGGAGCC
CATAGTTTGCATGTTTTTTGAAGACAACGTGGAGCGTTTTTCTTTTTCAGGAGGGGACCT
AGACTTTGAATGCCTTCTTTGCAAGCTGGAACTGCTACTGGGGTGATAGCGATTTCCCTC
GTGCCG
>CL5248Contig1
ATTGTGACCTTTTGCGAGGCGAAGTGCTGCAAACATTGGCCAAACGTCTCCGCTGTCCAG
TGAAATCTCTCTGATTGGGATTGTTGATATCTTTACTTTCAACAGGCCTGCAGAAAAAGT
CTTCCTTTGTGTGCTGATCTTTCCAGTTTGGTGTAAAAGTGACAAAAGTTGAAGTACAAA
TGTAGCTCGGAGAGAGCGTTTTCAGTCCTGAAAGCTCAAAGACGACCACAGCTTGTGTTT
GATGGACCTTTATTTTGGTGAACTCTTGCACGCTAATGTGCCTTGTACAAAGGGCAGCGT
TTATTGTTCCTACTTACAGAAATGGATCACAGAGAGGTCAATCAGAAGAGGGGAAAGATG
GACAGTGGTCCTTTTCTCATTCCACAACTCGTCACAGAGTTGAAGTACGTTCACACTAAT
GCCATGTTTGATAAGACACCATTTGCCCTTGTTCAACAGTTTTTTTTCCCCGTTTATCTC
ANCTGAAACACTAAAAATATGCAGTTTGCAGATCTAACTGCAATGTTTAAAGCCTATTTC
AATTAAAAACGAATGTTATTTCTGCCTGTGGTTATGGCCAACATCTACAGCAGCAGGGTA
AACTGCCTGAACTCTTTATAGATCTGACATTTTTATTGTTTTTAATCCACAAAAGGCTGT
TTTTTTTCCTTCTACAAAATAAGAGGTTAATGAATACTTGAATACAAATGTGTGGACAAC
CATTTTGCAAACTTGTTATAGCCAGAAGCTCATTTAAAGCTTCTTTATATTTTTTATTTA
CCCATAAAATTGATCAAACTACAAATTAAAGTACGAAAGTATTGAGAATAAGCATGTTCT
GCACTGTTCATCAGCTGTTTTCTGCTCCACATTTCTAATACAATTGCATATTTGAACAGA
TTTATCTTAAGGAGCTACTACAGATTTTTTTTTTAATTAGTAGCATCTTCTNGGAGGTTT
TTATTAGTAGCAATCCTAATTTAAGATGTAAACCTGCCCCTTTCTTTAAGCATCTCATTG
AAATGATAGAAACAGTAGCTTTTGATTTCCTTTGGGAACTTGCACTCTGAGAATGAACAA
ACTCCTGCTGTTGTAACTGCAATGACATGTCCATTTCAAATTGGGGGAATGTGGACAGAA
ATTCATTTTCTGAGTGGCTGTATTTTCCGTTTCCACATGCATTTGTGCCCCGTTTGCCTT
CTCAGAATGTCTTCAACATGCTGACTT
>CL5249Contig1
AAATCCCGCCGCCGCCGCCGCCACCTGTGGAACGCTTGGACCACCCAAAGGCTCTGGAGA
GTGCACCCTGGGAGGCCTGGGGTGGGTGAACGCTCTGAAAGATGGCAGTCTTTTGGAAAG
CAGTAGCAGGTGGACTGCTCCTCACTGTGAGCCTGCTGGGGGGGCCAACTGCGGGCCAGG
GGAGCTTACGGGGTAAGAAACAAGTATCGGGCGATTCCGTCTTCTACCTGAGTCAGGCCA
GAGACCTCTGGAGGCCGCTGATCCACACAGCAGTCAACCTCTCAGAAATCAACAGCATCA
AGTCCTCCTTCCAGTTTCGGACCTATGATCCAGAAGGTCTGATCTTCTACGGAGACACCA
AAAACGGAGAGGATTGGTTCGTCCTGTCTTTGATGAACGGCATCCCCCTGATGCAGATCA
GCAAAGAAGGCATGCTGGTCAGTGTGGAAGGTGGGCTGAAGCTCAACGATGGGAAGTGGC
ACACGCTGGAAGTAAGCAACCAGGGAAAGTTTGTCATTCTGGAGGTCGACGGCTCAACCG
GACTAAAGGTGGGCATGCAGTCTCAGCAGACGGAGGAGGTCATTTCAGGCGGACTTCGAC
TGGCCCTCGGTGGGATCCTGATCGAGAAGGAAAAAATGATTGTTCAGTTTAAGCCGCAGA
TGGACGCCTGTGTGCGGCACGGCAGCTGGCTGAACATCAGTATTCCATGGGAGTCGGAGG
TGGAGGAGCTGCGGCATTGCTACCAAAACATTCGACCTGGAAGCTACTTCTCGGGCACAG
GATTCGCTGTTTTTAGCACTTCAGTTTTTCAGACTGATGAATATGCTGCGCTCAGGGTTG
AGCTTTGGGCGGATTTCCGTCAGATGAATGGAACCATTCTGAGCATAAAGCCTTTACAAA
AAGAACTGGAGTTTAGGGTGGAAGCCAGTAAGAACACAGAGGAGCTCACAGTCAGTTTCA
GGGAGGAGAAGTTTATTTTGAAAAGCACTTTCAAGAAACTACTCATTACGTTCTCGAAAA
GTGAACTGAAAGTGCTTCAAGACGGAGATGAATCACAAAGCACAACATTATCCGTCAATC
CAGAGTTGACAACTTGGAGAGAGGGTCTTCTCGCAATTGGGGGTCTTTTAGGTGAAGGTG



AGGACGGCTCCCACTTCTTGACAGGCTGTCTGGAAAAGATCCAAGTCCAGGGAAGGGATT
TGGATCTGGATTTAGCTGTCAAGCACATGTCCATCTCCTCTCACAGCTGCCCTGCATAAA
ACAACAAAAGCATGCGCTGCATGTCAGCAGCAGCTGATGCCTTTATTCTGTCTAAACAGA
ACGATAGACCCACCATCAGACTGAAAAATAATCTGTTATAAAGTCCAGACACAAAATAAA
AATGAAGACCTTAAAGCTGGTCTGGAAACTCTATAAAATCCTAATGAAAGATGTGAATAA
ACAGATGGAGAACGGCTAANA
>CL5250Contig1
GCACCATTACATTCCTGAGCTGCTTCATCGTCATCCAGACACAGAGGAACGGCTCCGTCT
GCGCCTGAAAGCAGCAAGCGCTCAGTTTCTGCCACCATGAGCGTGTCTCAGACTCTGGAG
ACTGAGGAGGATCTTCTGACTTGCCTCCGTATCAAGTTCTACCACCCGCAGCAGAACCAG
CGGGGTCTCTATGGCCTCCTTCCTCTGGGAAGCAGGAGAAGACACCCTGCCGATGACCCT
CTCCGGCTGGGCCGGGACGCCCAGACCTGCTCCTACGGTCTGGTGGACCCTCGGGTTTCC
CGCAAGCAGCTGGCCATCTACGCGTACCGCTCCCCCAACAGTCCGGAAATGCTGTTCACC
ATCCAGAACCTGAGCCAGAGGGGAAAGCTGTCGGTGAACGGTTCGACCCTGGGATACCTG
GAGAGGACGGACGTCCCGGACAAAGCCCTCATCAGGTTCCTGGAGTACGAGATGCTGATC
ATCCGGGAGTCGGGAGAGGCCAAGAGCAGCTTCGAGGTGGAGTTTGAGGTGATGGCGGTT
CCTCCATCCAGAGAGACGTGCACGTTTGAGACTGGAGTCAGACCCATCATGGACACGGGC
TTGATGAACAACGCCCCGGCTATGCTCAGAGATGTCGGCCCCCAGGAGTCAGATGAGACT
CTGTCCTGTTCCTACTGAAGGGTTACGTCTTTAGGATGCTCCTGTTGACCACCTGAGTCA
ATCGTCTCCACACTGGATCGATTGAAAAGCCAGGTGACAATGTGTAAATATTCTGTACTT
GTTTTTTTTTTCATTTATATTTGTGTTCAGTCAAAATTTAATGAAATGTTGTGTCTTAAC
ACCTGAAAGGTACTGAATGGTTTTGCAAACTAAGCTAGCAGATTAACATCTCTCCATCTT
CAAAAATGTTCTGCAAGATCCAAAGTGAAACATGCTCAGAGTTATTTGTGTAGAAGTGAG
TCTATTACTGACATTTTATTGTGTTTTTTACTAAAACAAATGAAAGACGAGGATTGAAAC
CCGTCAAAGG
>CL5251Contig1
TACAAATGATGTTTATTAACTTGTTTTTTTGTTGCCGTTGCTCTCGAAGAGCTTATATCA
CACAGGCGCAGAAATCGGCGGGTTTAGACCACATTGAACCTCTGTATCTTAATAAAAGCC
CCTTTAAATGTTGCACCAAAAAAAAAAATATCTCCACCAAAGCACAAGTGGGAATTACAA
ACTATCTCCTGTTTTTGTGATGATGTGAAGCCCATAGATATAAACTTCACGCCAGATGCA
GACATTTGCACGATAAACACTTTTCATATCATTTACGCTTTTTAAATCTGTTAAGTATGT
TGTAAAGTCAATGTACAACATAATTCACAACTTCATGTAGAAAAGACTGCAGGCCAACAA
TGAAACCAGTTTTTTGACAAATTCAAACCAGTTTTTGTGAACACACTGACAAAGAGAAAC
ACGAACTAGTTTATTTTTTTAGAAAGGATTAGGTGAAAAACTAATTTTCAATTCAGTTAA
AGTCATGAAAATGAATCTGGTGCATAAAATAAAATCTTGAAACTCTTAGTAGATGTAATA
GCCCGGCCATA
>CL5252Contig1
TCGGCACGAGGTGGACCTCCTGGACCAAGGGGAATACCAGGGCCACCAGGGCCACATGGA
CCTCCTGGAACTCCAGGACCCCCTGGTGCAGTCGAAATAGGAGTGCTGAGTAAGACCCCT
CAAATGCACTCTGTGACACCTGGTGTGGACTCTAAGAGACACTAGAGAGAAAAACAGATG
TGGACTGTCACCAGCAACAAACTAAATCAAGATTTATTGTTGTGATCAAGGATTAAAGAA
ACCAAAGCCCTTAATGAACTGTTGCTTCAAATCAAATTCACTCTTTGACTTGAAGTAGAG
GGTATTCCATGTGGAAGGATGGAATTAATCGACACAAACATCTTAACATCCGAAGACATG
AAAGGTCCGTAAGTCTGAGCCAGTGTTGGGAAATCTGTGGACAGACATTATAGTTGGAGG
TCATCATAAAGTAGCAAAGACAGTTTTTGAAAAATCTTTTCAGCATCTCACTTCATAAGA
AGAGGTCTGCAGTATTTTTTCAAAGTTTTCTAAATGTCATGTTTTCCTTACATCTACATA
AAAACAGACATGTTCTTGCTGAAAAGAGGACCCTTTTGGCTGTTAAAGTGTAGTTTAAAG
GCTAGTTTTCAGAGCAGGTACTCTGCAGACAGTTCTGTGAATTGCAGTTTCAATTGAAAC
ATTTTGCTTTGGTTATAAATACATTAGTCATTGTTTTGTATTACTGCAGCTGGCAATAAA
>CL5253Contig1
CAAAGCACAATTAGCTGACAGGAAGTGAGTGTGAGTCATGTGACCAGCTCCAGGCTAGGC
AGTCTATCAGGAGGCAGGCTCTGTCAGCTGTCTGACCACAGGAGGGCGGGGCTGTCATTT
CACATCTTCATGTCAAGTCAAACTCCACTCTGGCCAATAAGCTGACTGCATTTCAAGCGC
TTGACTCTACTTGCCTTTGTGGCCACGAGAGCGCGACAGGCAGAGGCTGCGTAAGCATAG
CAACAGCTGGGAATATGAAGGTAAAGCCTATTTACTGATTGGAGAGTAATCCTTAGGAGA
TGAAGGTCGCTGCATCTTCCTCCTCTTCTCCTTTAGGTCATTCGGAGTCTATTCCGCAGC
TGGCTGGTTCTGTTCTCCTCCTGCTGCTGTTTTTGGTAGGTCAGCCTCTGCAGCCACTGG
TCCCGCCTCCTCCATGCTGACAAATCCACTCGCCACCGCTGCGTTCTCCACTCCTTCCAC
TGTTGCCTCGGCAACCTCATTGGCCCCAGCCACTGCAGTTTCAGCAGCAACGTTGACCTG
CTCCGTTGACTTCTGAGCAACTGTGTTGACCCCTGTCACCACCCCCTCCATCGTCTTGTT
TCCGACATAGATGACCCCCTCCTTCGTTTTGGTGGCAGCCTCCTCCACCCCAGCCTTTGT
CTTTTCTGCAGCAGCCACCACTCCGTCCTTCGCCATGGAGAATCCCTTCTTCAGAACATC
CATGACGCTTTGTTTTTTGTCTTCTGTTTGGTTTGTTTGTCGTCTGCTCTCTTCCCCCGG
CCATAATGCCCGG



>CL5254Contig1
TGCACAGGTTCTCCAGACAGGGGAAGTCATTGCTGGACACGCCCTCGTTGTTGTCCAAAA
ACATGTCGTAGTAGAAGCCGCTCTCGATCGGGGGGCCGTAGCAGAGGCAGCCTCCGTACA
CCTTCTCCATGGCTTCACCCAGGATGTGGGCGCTGGAGTGCCAGTAAACTGCTTGTGCTT
CCTCGTCATCAAACTTGAGCAACTGAAGGCTGCAGTCGTCTTCCAAAGGCCTGTCCAGGT
CCCACACACTGTTGTTGACTTTGGCAATAACCGTGTTGTCGGCCAGGCCTTGACTTATTC
CACATGCTAGTTGGTATGGTGTGGTCTTCCAGGATTCTGCCTCCAGCACCTTCCCGTCAG
GAAGGGTCACCTTAATGGGTCTGCTCTCCTTTGCGGCTCTCTCAGCAATCAGAGCGTCGT
GTTCGGCCTTAAGCTTCGTGTACAAAGACAGACGCTCGTCGATGTATTGAGGTGGTGGTG
ACAGCTCAGACTTGCCAGCAGAATCTCCAGCAGTGTTTTTAGCTTTTTTCTTTCCTCCAT
CTTTTCTCTCACCGTCAGCTCCTCCCTTTTTGCTCGCATCCACCTGCATCTCACTCATTT
TCTCCACCACGGTCTGGTCAGCCATAAGACGAAGATTGACGCGGAACTTCCAGGGCTAAC
TTGTGCGGTGTGCTGTGTGTGTGTGTGTGCGCTGTCGGGAGCTCCC
>CL5255Contig1
GCTGTCATTTAGCTATGGTTGCCCGGACAGGGACCATTTTGTGTCATAAGGGACAAGGGG
GGTCTTGCTGTCCCCACCCTTCTCCTCCACCCTGGGACCCAGCAGAGGACCTCCGCTGCA
TCACCACCACCTTTCAGTATCTCCAGGCCTCTGGTTGGTACTGGGGTTCCATCAGCGCCN
GTGAAGCCAAAGAAGCTCTTTTGACAAAGCCTGAAGGCACCTTCCTGTTANCGGGACAGC
AGTCACCCCCAGTTCATGCTGGCTCTGTCGGTGAAGACCCGCTGTGGACCTACCAGCGTG
CGGATAGATTACAACAGGGGCTGTTTCTGGCTGGATTCCATTTCTCGAGGTGCGCCTCAC
CTGAAGACCTTCTCGGATGTCCTCAGCCTCATCCAGCACTACACCGTCTCAGGCCAGACC
TCGCAGGACTTGGCATCGTTCAAGACAAAGGCCGATCCCTCCCAGCACGCAGCCAAAGAC
GCTGGAGTGCCTCTCAGGCTGGTGCGTCCGCTGCACAGACGGGAAGGTTTCCCTTCTATA
CAGCACCTTGCTCGTCTAACCATCAACAAACAAACAAACTGCCCCGACCAGCTTCCCCTT
CCAAAGCCTTTGCTGGACTTTCTGCAGAATTATCCTTTCATTATATGAGGATGTTTGTCT
GTCGGAAAAGAGGACTCAAACACACCAGAACTTTGCCGGTATTTCTCTCAAGCTGTGACT
ATTGGATGGAAGTTCCTCCTGCAGCCGAGGAAAAAGACTGTAGTGGTTCCCGGACAATAA
TGGCTACATTGATCATGGAGAAGCTCAGTTTTTCATCTGCACAAGAACACTTTGTTTAAA
TTCTTTTTACACGGCTGACCCTTGCTATTGTGAAGAGCTCAAATATAAGTTGTTGTGTTT
GTGTG
>CL5256Contig1
GCTTATATAAACTTATAAACNAAGCTCAGTGTTTGTCACTTTGAATAAATAAAAGTTAAA
AAAATAAATAAACTATAAAATACACCATAAGACCAAAGGCAACAAAGAATGAGCCAATAA
TGAGTCTCACAAAGAAAGATTTGGAAAGACAGCAGCAGTGAATTTAAAACAACTGTTTGG
TTAAGAGTGTAAACCAGGAAAACTCCTCTTTTTCAAATGAAGTCAACAAAAGCAAAAAAT
CCAAAGGAAGAGTAAATGAATAGGATTTGGAGTCATCAACAGGAGGCGTGTCCTGTTCTC
ACACCGAAGAGCTGCTTCCACTCATCTTCCACTGAACACGGATTTAGTGGCAAATCTCTG
GGATGTGTCATGCACTTGATTGTTGAAGCATCAAAAACGTTGCGACTTTGCACAACAAAA
GGGTCCAAAAGCCAAATGAGATACTGAAACCCAAAATATGAACCAGCAGTTTTCTTTCCC
TTTTAAACTTTCAGTCTTTCAAATAACTTAACAGTCAAAAACAGAACTTTGTTTACAATT
TCTAAACATTTCAAGGCTTAAGAAGTGTTTCTCTATTTTATAAGAAAAACAAAGCTGATC
AAGTGCTACATTATCTGGCCCTAATTCCAATGTTTGGGTCATAGTAGAATTATAAAACAA
TACCAAAGGAATCTGTAAATATCATCATCCCTCGTACGTTTTCTGCAGAAACAGGACACT
GGATTCCTGGTGCAAAGCTGAAGCAGGTTACAAAAGGTTGATGATGAAAGGAAAAGATGA
AAATCCTCCTATTCTAGCATTGGGATATATCCAAAACAAGGCATGTACAATAAAAAAATA
GATATTTAAATATACAGACTATTGGATCAATTCAATGGGAAAAAAGAGCAGTTTCAAAAC
CATTCCTGCAGCTTGAGCAAAGCTAAGAGTAAAAAAGGCTGCCAGCTGCAGCGGCTGGTC
TGGATTGTCCTCCTTGCTGGGATTACACTGCAAACACACTCAGGGTGCTTGTCTGGTCCT
TTAAACCCAAGATGCTGTAAGCGATTCTCTTNAGATGGCCGGGGAGCCTCACGCCAATGT
TCTTGACGTCCTCATTCTTCATCTGCAAGCCTCGTGCCG
>CL5257Contig1
GAGGGGAAACCCGGCAGAAGCTGCTCCAGCTCTGCTCCATCTACACGCAGGCCGCACGCG
GTGGAGGGAGCGCGTCGCCGGAGCCCAAACGGCAGCCTATCTACACTCTGGAGAAGCTGC
ACGAGAAGCAGAAGCAGCATCTGCGGCACGTCGCGACTGACAGGAGCGAGTCCGATCACA
AGGCTGCAGATGATTTGGCTGAGAAGGCGAAGGCGCTCCGAGGTTCTCCTTGGCAGGTGT
GCACCGATAAAGTCCAATGGAAGAGCTTTCCTCTGGGGAAGGTTCCCGGACAGTCGGATG
ATCCCTCCTGTCTCATGGTAGAAAATTACTCCACAATGAGGGTCTTTGACCAGCCTGTGG
ACCTGGAGAGCGGCGGTGCGCAAAAAGTGCCAGGAGTCTCCGCCCCCGCCAGAACAGCTG
AAGGCTTCCTGTGGAGCCAGAGTGACTTACACAGGCTGAAATCTGGACTGGTGCTTTTCT
GAATACGCTTAGTTTTTTTCTGAATACAGTAAAAAAAAAGTCAGTAGTTAAAATGTTTTT
TTAAACGTAATAAAATGTGAAAACAAGAAATATTTAGTTATCTGCTTTTTATCATGATGA
GGAGTTAATACGTCAAGAAGTATTAGAAAATAAGTATTAGAAATTTCTCTCTTTTTTTTG
CTTTGTTCAAATCAAATTAATTGTAAACCTTGAATGTTTCTATTGCGAAAAACCAGGTGT
TTTCATTTTATTTTTTGTGCACTGAAA



>CL5258Contig1
AATTTATTCAGTTTTTTCTTGCACATTTGCATAAATACTTCTGTACAGTCTCAACATCCT
CATTTTTTCATCTTTTATTGGTGTAGCAACAAACAGACCTAACATCCAAAACAACACAAT
GTTCAAACCGCTTCAGCTTAAACAATTTCTATATAAAAAAAAAAGGAGACAATGGGATCG
GCATGGAGGTGTGAGGAAAGAAAGAGAAGCCAGTCTTTATTCCTCTGCTGTCGTCTGGGC
TTTGGCAGAGCTCTCCTTCAGCTTGTCTGCATAAAACTTAAAGGACTCAGGGGGTTCAGG
GAAGGGCGCCGTCTCTCCTGCTTCGCTGTACAGCCTTGCCAGCCGTTTGAGTGACAGCTC
ATCGACGGTGACCCCCTCTCTCATCATCTGCTCATGCAAAGCCTTGGCTGACGTCAAGTC
CTTATCCAGAACGTGACACTTCATCAGGTACGCGTACACGACCTTCTTCTCTGCAAAGTC
AGGAACCAAACTCAGCAGGTTCTGGATCTTCCCAATCTGTCCTGGACTTTGGGCCTTTTG
AGACACAAAAGACAACAAGATGTCCTTCTGTTCAGCCAAGGCGTTACAGCGAGCCAGCAT
GAATTTGGCATCATCCACTTTATCCAAATCCAGCAGCTGGAGGAAGAGATCTGTAGCAGG
TCTGTAGCAGGCAAAGTGATTGGCTAGACGCTCTACCATGGCACCCAGCTTGTCTAAAGC
GTGGTCGTTGCCGGACTCCAGGAGCTTTCTGAAGATGAAGGCTATGCTGGGGTTTGTGCT
GTTTGGACTGGTGTAGATTCCATCCAGCAGCTCCACTGCTGCATCCACATCACCGTTTTT
GATGTGTGCCAAGGCAGTGTTGTTGACAAACACCATGGAGGACAGGTTGGGACTTCTTCC
AAGGCTGTTGATTAATGACTGCACCTCTTGGATCCCTGCAACATCTCCTTGGCTACCCAG
GGTCTGGACCAACCTGATGATGGCGAGGTTGGAGGGAATGTGGTCTAATTGAAGCATCGC
CTTCATCGTTTCAAGACCCTCTTTAGCTTGGCCTCTCTTGCTGTGAGAGATGACTAACAA
ACTGCTAGCAATGTTGCTCAGCTGAAAGCCTGAAACTTGAGACTCGGCCATTTTCTTTAC
AACCATGGCGTCTTCGATGAATCCCTGAGACAACAAGGTGCGGATCAGGTGGTCAAAGGT
GGAGGGGCTTAACACCACACCCCTTTTCTCAGTGTCTTTCAGCATTTCAAAAGCTTCTTT
GGTCTTGTTCTTCTTGCAGAGGGCCAACAAACAGGCATTAAAATCAACACCACTTTCTGC
TGCGAGGGGGGTTGGCGGGGACTTGGTGGGGGCAGCTTGTTCGTACCACATCTCGGGCAT
ATCAAAGGGCACCTCCTGGTCATTATTCTTTAAAATATCTGCCAGCAAACGTAGGGTCCT
CTCTCTGGGAATGACGTTCTCCTCCTGCATCTTCGTCCCCCGGCCATA
>CL5259Contig1
AGGCTGGGTTTCAATTCCACATAGATCTCCAGTGAAAGAGTCACAGTTTGGAAAGAGCTA
ATACCTCTGTGTGCTTTCTTATTTGGTCTGGTTTGCTTCTTATAAGATAGATTTTATTTG
AACCACTGGATGGAATTTTACACTCATTCCACTTTTTGCCTAAACTTTGGAGGGAGGAGA
TGTATGAAGTGCTTCATCTGTTATTGCGCAAAGTGCATCAAAAAGAAAAAAAAAAGTATT
TAACCTTTCTGTACCTGTTGGCTAAGTATAGCAGGCTAATTGTTTTCCTATATTATGGCA
TGGCAAATAGCATTTGTATTTCAGATTCAGGTATATGTAGCTATAGCTGTTGTGTTTAAG
ATTTTTAAAAGAATAATAACATGAAGATATTTATGTAAATTGACTGTACTATAAGCAAAG
ATTGCGTGTTTTTATGTATGATGATGATGAACAATGACAGGCACTAGGACAGCCATCTTT
GGACATTCTTAATCTGAAGAAGATGGTCCAGAGGTTGAAAAACGTCAGAACCTGTTTTTC
TATCGTCTTTTTTTCTTTTCCATTTGTGCAATACGTTGTGTATATTCATGTTTTGTCTGA
TCATGCCAATATCATTTGAAGTCTTTTGCTCAAAACCAGCCAATGTTTGGGTCAATCACT
GCCTCTCGAACCTCTGTACAGATTTTTTTATTTGTTTTTTCTTTCTTTCAAGAAGGAAAT
AAAATCAGCTGGAACTGAAAAATGTGAAAAAAAAAA
>CL5260Contig1
TTTTTTTTTTACAACAGGATCAAGTTTATTTCCTAAGAAACCTCAGTGTCCCCAAACCCA
CCAGCATTTGGAAAAACGTCCAGATAAAACAGAGTCTATACAAATGTAACCCGGAAAGTC
GGAACGGATGAAACGCTCTCGGTAACAGCGGCAAACAGGAAAGTAGGATCTACACCGCGT
CCTCCAACCTAAACATTTCTATATTAGCACACAGTTTAAGTGGAAATGTTGGGATTATCT
TTTTACATTCAGATACCAAAGACATTAATGTAGTACGACAATATTCAATAAAATACTTTC
TCAAGAATCAGACAAACAAAACTGGAAGATGCATTTCAATATGTGAGCATTCAGACAGAC
AGGAAATAAATACGAGAGCAGAAATGTGACATCGACACACTTTTGATGGGTTTTATACGT
GTACCCACTTCCTCTATGATGAGGAAAAGCTAACAAAGGCCTTTCACTTTGGAGAACTAC
CATGACCGTGAACGTAAATAAAAGAAAAAAGGAAAACGTGTTTTTAAAGTCCAAAGATGT
CAGGTCTGCTCCAGGACAATCCAAGTTCTACTGACACCAAACAGGAGCGGAAACTAAAAC
CGTTTGGTCGATTTTACAGACATCCACTGGAATGTTATTGAGGACATCATAAGCCTGGAG
TCTCAACCAACAAACGCGTGAAAAGTCCACAATTCAAACGGCGTTCTGAGCTGCTGTGAA
AGCGCCGGTGTTGCAGATGGACGGCGTGTTGGGAAAACGTCTGAAACATGGGAGCTGTGC
ACCAGCGGACCACCTTACAGGCTAAAAACTGTTGTAAACTTGAAACAAAACACTATAAAT
CTGAAAGTGCTACCAAATGAAACACCTTTAAAGGACAGTATTGTTTACCTCGTTTTTTCA
TTTTAAGCTCAATTTACACTTCCAGTTCAGGCTTCCTTGCTTTTGGCGTTGATCCTGAGT
TTACATGGGGGCGGGGCTTTGAGGACATTGGCTACCGGAGCGTGATCGGGTGACAGAGGT
TACGGTTAACAATTCTGTAATTCTGCAGAGGATATGATGTCACCATAAGCTTTTCATTCC
AAACATTTGGAAATATGTTGAATTTATTTGTGAAAATCCCCCAACTGGACACAAACTGGA
ACCCAGAGGGGCGTGTGGCGTGGAAAAGATGAAAAGGAAAAAACGTCCACTCTCATTCTG
GACACAACAGGAAGTGGATTTTTGTCGTCCACCATCGTCATCATCTTCCTCACCCTGCAC
TAAAATCCCACTGAAGCAGACCTGAAACCCCCGTCTGTCCCGTTACACGACGGCGGGACG
TTTTCTGATAGATCCCTCGTTTACACACAGGAGACGTTTGTGCGAACGACGGATGACACG



CCAAGACGGACGTGGAGCCAAAAGCGAAGGTCGCCACGATCAGGAACAGGTCACAAAGAA
GAGCTGAACC
>CL5261Contig1
CTGCCCCCCCATGACCTGGTCCTGGATGAGCGGAAGAAGAGGAAGTTGATGGATATGACT
TGATTTGACATGATTTGGCCAGGTGTTAGACATGTTGCATGGAAACCCCCCAAAAAATAC
ATGGTCGGTGGATACATGGTGGAATTTTGACAGCAGCCTCAAGGCTTTTACTCCGCCTTC
TCCTCACAAGCCGAAACCTTGCTTCATAGGTAAATTGGTGACTCTGAAGTGTCCCTTATG
TGTGAATGTGTATGTGTGCAGTCCTGCACTGGACTGGTGCCTTGTCCAGGGTGTACGCCG
CCTTTGCCCTACGGTGGCTGGGATAGGCTCCAGCAACCATGTGACTCGGAAAGGGATTCA
GTGGGTTGGATGGATGGATGGATGGATGGATGGATGCATGGATGGATGGATGGATNGGAT
GGATGATCTGTGATAAAGTGAATGAATCTATTGTCCATCTCTTTTTATTTCTTACTTTTT
AGGTTTTCAAATCTACAACTATGTTAAAATAAGGGAGAAGAAAAATGTTGGTCTTTTGGT
TCCCACGTGGCTACATTCTAGAACTTTTCATTTTGTGGTTCTGCTAAAACATTTCTCCAA
CTCAAAAAGAAGCAGAGCTCTGAGTTTGGTCAGAATGATGTAATAGGCTGAGAAAGTTTG
GTGATCTCCCTGTTTTCAGTTTAGCTGTATTGGCTTTCTTTTCTTTAGTCATGCTATATG
AAGTTCTGTTTTGTTTTCCCCATCACAGCACATCTGGTTTTGTGTTTCATCTCTATGGAC
TTCAGTTGTCCTCTGCCTCATCATTTTCCTGCTTTTCGTTTATCGTGCTTCAAGTTTTGC
TTTAGTTATGTTGACGTTTTCTTTTAAGTTACAAATCTAAGTCTCCTCTGTCCTCATTGA
GGACTAAATGTGAAAAAGAAAAAAAGCAAATTCAAAG
>CL5262Contig1
TGAGTTCTTTTATTAGGCCTGCAAAGACTTACCAAAAAAAGGTTAATATAACAAAAAATT
TCAGTCTTAATCCATACAAAATAACATTGCATCCAACTTGAACACTTTGAATCATTCCTG
CACTGCATCATCTGCACTGCATCACAAAAGAACTGGGGGACACATCGTGGACCACCATTT
AGCCAGCACACTGCCTCAAAAAATCCTCCTCGATTTGCATTTACTTATGTGAGTGTGCAA
CATATTATCTTGAGTTGATACCAAGGTTTGGCACAAAGCACGCTCTGCCACCGTAAAGCT
GAAGGTAAACATCCTTGTGGGGTTGAGTTCCTGTAAAGTTTAAAGTAGGCAGTGTAATGG
CAGAGCTTGGCTGATGATGAGGAAAAAGGCTGGGTAAGTAGAGGAAATGGGAGGATGGCA
TCTGAGCAGTTTTTTTTTTCTCAAGGGGCAGAAACTTTGTACGGGCTCCCTGGGACGTTA
TCATCACCCCATTTGACAATGACGGTATAACTCCCCTTGTCCTTGACGGTGTATGTGACA
TTGTAGAGCTTATTACCCATGTGCTTGACATAAACCTCCTCGCAGGGGGCATGGGGTCCA
TGCACACCTACCATCAGCATGTTGGTGCCTGCTTTGCTGCAGTCAACACTAAAGTTATTT
TTCTGCCCAACCACAGCTTTGGACAGCCCCTGTCCACGGCATACCACCTTGCTGGCGTCA
GATGTCAGCTTGGTTGAGGTGGTGGAGGAGGAGGAGGAGGCACTGTAGGCCCCACCTACT
TTAGAGGTCTTGGTAACAGTTTCAACCAGCACAGAGGAGGTCTCATGTAGGCTGTGTCCC
CCTGACAGCCTTGTGCCTGTGACTTTGGCTTTGAAAGGGCTGCCCACTATGTGCTGTGGC
CCGCCGTATTTGATTGTGATGAGATAGTTGCCAGGTGCCATGGGTGTGTAGGTAATCCTG
TAGCCCTCTGGACATTCGCGACAGTCCATCTTCACCTTGGACGGCCCATCGATGTTGACT
GACAGAGTGCCAGAGCCTGCATTACAGGTCTTGACCACAAATTCTGAAGGGATACCTGTT
GTCC
>CL5263Contig1
GAGAACCAAATCCCTAAAAAAATCAGAGGAAGATGGGGGCTTTATAAGCTTTTATTCGTA
GCAGCACAGATCTTTGTGCGTAATTCGGTGGGAGGCGCAGCTCCAGAAGTCCCAGCGTAC
TCGCCTGGGTGTCTGAACTGCCCCGGGGAGGGGAGGCGTTATCCGGATACGTGGTGGAAC
TTGAGGCGGTGCCACAGACTCACGCAGACCGGCCCTTTACTAGTTTTTCCAACAATGGCC
CCCTCCAATCCTTCTCGTATCTTCCTCTGGTTACTAACAGCGTTCTTCCTCTCGACCGTC
AACTCTCAGTATGAAAAATACAGCTTCAGGAGTTTCCCCAGGCACGAGCTGATGCCCCTG
GAGTCCGCCTACAAGTACGCGCTGGACCAGTACACCGGGGAGAAGTGGAAGGAGACGGTG
GAGTACATGGAGGTGTCTCTGCGCCTCTACAGGCTGTTGCGGGACAGCGAGGCCTTCTGC
AACCTGAACTGCAGCTCGGTCCGGCTGGACGACGAGCAGAAGTTCGACGAGTTTCCAGAG
CTGCATGCGTTTGGAAACGTGATGAAAAGGGCGCAGTGCTTGAAGCGCTGCAAGCAAGGG
CTGCCCGCCTTCAGACAGACCATGCCAAGCCGGGACACCATCGATGAGTTTGATCGCAGG
GAGCCGTACAAATACCTCCAGTACGCCTACTTCAAATCTAATAATCTGGCCAAGGCCGTG
TCTGCCGCTCACACCTTCCTGCTGAAACACCCCAATGATGAGATGATGCAGAAGAATATG
GCTTACTACAGGAGCCTGCCTGGAGCAGAGGAGCACATCAAAGACCTGGAGACCAAATCA
TATGAGACATTGTTTGTGCGTGCAGTGAGGGCCTATAATGGAGACAACTTCCCGACCTCC
GTGTCTGACATGGAGCTAGCTCTGAGAGACTTCTTCAAGGTCTATGACGAGTGTCTGGCT
GCGTCTGAGGGTCCAAGGGACGTCAAGGACTTCAAAGACTTCTACCCCTCCATAGCTGAC
CACTACACAGAAGTCCTGGAGAGGAAAGTGACCTGTGAAAGTGACTTGACGCCTGTTGTG
GGGGGTTTTGTCGTTGAGAAGTTTGTGGCCACCATGTACCACTNCCTGCAGTTTGCCTAT
TACAAATTGAACGACCTGAAGAACGCAGTGCCATGTGCAGCCAGCTACATTCTGTTTGAC
NCCGGCGATGAAGTGATGAAGAACAACATGGAGTATTACAAATACCACAAAGAGCAGTGG
GGGCTAACGGGGGAGGACTTCCTCCCCAGATCAGAGGCAGTGCGGTACTACAATCAGACC
AGCATGCAGCTGCAGATGCTGGCCTTCTCCAGGCAGCACCTGNCCAGCGATGACGAGGGG
GAAAGTGGTGGAGTTTATAGATGAGTTCCTGGATG



>CL5264Contig1
AGCATGCACCGCGCACAGGTGATCTGTTCAGCGCCGGGTCTGCGCTGCTTTTGCACTGTA
ATGTTGTCAGTTGCGTTATAAGATAAAAAAAAATAGTCATCTCAGGAATAATTTTTACAA
CGATGACTTAAAACAGAATCGTATCGCCATAAAGGGGTCTTTTACTGTGAAAATGAAACA
TTAGACGCCGTTGAAGGCTCTGATCGTTTGACGATGTTAACCCCGTCCGGGTGTCGGTGC
TTGTCTGCCGGCTTGTGATGTTCCGGGTGTCCCGGCTCCTCAGGGCGCTTCAGAGGACAG
TTTGCAGCGTTTGTAACGACGACATGCCGAAGGGGAAGTTTTTCTACGCGGTCAGGAAAG
GCTTCAAGCCGGGAGTCTACAGCTCATGGGATGAATGCAGGAGCCAAGTGGAGAAATTCC
CTGCAGCCTCCTTCAAGAAGTTCGCCTCGGAGCGGGACGCGTGGGCCTTCGTGCGGGGCG
TGGAGCTGTCTGCGCCTCCACGCCAGAGCGCAGAGGCGGAGGTTCCTCTGCTTCCTAAAC
GGGGCCCGGAGCCTCTGCACTACATCCCTCTTGGCAAGAGGAGCCGCTCCAGTGAGGAGG
AGGAGGAGCTGCATGCCAAACGGCCGAGAGAGTCGGGAGCACCTTCATCTGAAGGAACCT
CCGACGGCTTCACCTACATGGGTGATGCCGTGGTCGTTTATACTGACGGCTGCTGCTCAT
GTAACGGGAAGGCTGGGGCCCGCGCCGGCATTGGAGTGTACTGGGGCCACNAACCACCCG
CTAAATGTGGCAGAGCGGCTAGAGGGACGGCAGACCAACCAACGTGCAGAGATCCAGGCG
GCCTGCAAAGCTCTGCAACAAGCCAAAGAGCACGGCATCCAAAAGCTGGTTCTCTACACT
GACAGCAAATTCACCATCAATGGTGTGACTAGCTGGGTGAAGAACTGGAAACTGAACGGC
TGGAGGCTGAAATCTGGCGGGCTGGTCACAAACAAAGAAGACTTTGTGAAGCTGGATGAG
TTAAACTCCGAGCTGGAAGTGGTGTGGCTGCACATACCTGGACACTCTGGCTACACAGGC
AACGAGCAGGCCGACCGGCTGTCCCGGGAGGGGGCGGGAAAGCCCCTCCAGCATTCTGAC
GGGGACCCTGGTTAAAGCTGCTCTTCAGTTCC
>CL5265Contig1
TGCATTCGATTCATCTCCTCATCCTCAGCCAGCACCAGGTCGTAGTCGCTCAGAGCCACG
CAGAAGATAATGGCTGTGACTCCCTCGAAGCAATGGATCCACTTCTTCCTCTCTGATCGC
TGTCCACCCACATCAAACATTTTAAAGTGCAGGTCCTTGAAAGTGAAGTGTGTTTCGACG
ATCCCTGTGGTTTTTACTCTGGTTCTCAACACATCCTGCTGAGTGGGAACATAAGAGGCG
TGGGATATCCTGTCCAGGTCATTAAGGTAATAAGCTGCAGAGTCGTTGAGCTGGTACTCG
CGGGACCGGCTGAAGCAGGCCTGGACGCCCCCGTCCTTCCACAGCCGCTGGATCACTCCA
GCCAGCTCACCTGTCATGAAGCCTTCCTCTGTTGAACCCGCAAGAATGAACAGCTGGCGA
GCATCATCCGCTCTGGCCTGATCAGCAAAGTCGATCTTAAGGCGTCCCATGGCCCTTATG
ATAGCAATGATGGACTGGATGGTGTTGCTATAGACCACGGCCTTGTACTGCTTGCACTCT
TCTTCTGAGTAACCAGCTTCATGGATGATCTTCATCTGTTTAACAATGGTACTTTTCCCA
GACTCTCCAGCACCGAGCAGAAGAAGCTTGACCTCCCGAGCAGCTTTTTCTCCGTCATCC
CTCAGATTCCTGTCGATCATCTTGCTCCGCTCCTGCGCAGCCTTGTCGTCGGTGCTCAGC
GTACACCCCATCGTCTTCTCTCCCTAACTGCAAATAAGTAAAATAACCACAGACTAAAAC
ACAACTTCAACAGTGGGTGCTACGACATGCAAAAGCTACTGAGCTAGCGGCCAGTGAGGA
GGAGGAGGGGAAGGGGGCAGTCTCTCCAACACTTGCAATTCAAACACGCCCCCGGCCATA
AGGCCCGGGTTTA
>CL5266Contig1
TGCAGGCAGTGCAGGTCGTTCAGCAGCCCGTCGGCGTACAGGTGAGCGCAGTCTTCACTC
CCCAACACCGGGACCACCCAGTTGTCGGGCTGGCCAGGTCTCCAGCGCCTGTGCTCTACT
GTGTAGGGGGTGTGGTTCACCCACTCCCACTTCCCCGTCCTTCCATCAGACAAGCCGACC
CAGTACCAATCAGGAATGGACGTTTTGGTCACAAAGTCCCACTCCTTGTCGGTGATGATG
ATGACCAGGTGAGCGTTCTGCTTCTCACACCAGACTTTGGACTCGTTCCAGTTCAGAGAG
ACGCGGCTGAAGAAGTAACAGCTGGAACCGAACTGAGTCCAGCCAAGAGAACAGCACTCG
TCCTCTGCAGAACCATTATTGCTGAGCCTGTTGAGGGAACATCTGAGTTCAGCCACGCTC
CGGCTCACGGAGTCCACCGCCGACAGGTGCTTCAGCGCCTCGGACACTGCAGTCAGCTGC
TCGCCGTGGTTCTGCACAGAGAACTGCAGCCGATGAAGTTCCTTAATGGCCTCGTTAGCG
TGCTGCAGAGAGGCGTTCAGTGATTGGACGCTGGCGGTCAGGTTAGATACCCGCCCCTCT
GTGGACGCCAGGCGGCCAGACGTCTTACTGTTGTAGACTCCTAGAACCACGATGAGAACC
AGGAGGACGCCAGCCATCAGAGCAGGAACCATCCAGAACCGGAGCCTGGACGGGCCTGGG
CCCGGGGCAGGAGGCGGAGTCTCTTTGAGCCACAGCACGCTGGTGTCCATCTCATTCTCA
AAGCGGTAGTGGTCCTTGTCCTCCATCGGCCCCCAAAAGCTGACCTCCCCTCAGACTGCA
GGAGAAACCGTGGCGCTCCTCCTCAGCTCCCT
>CL5267Contig1
TTTTTTTTGTTTATGGACAGCTGAAAAAAAACATACAATGTATTGCTGTATTTTAACAAA
ATGTATCACTGAAATTACTTTGAGTAATTACTTTTAGGATGCGTTAATGGGGTTACTATT
ACTCTTTGGGCAATGTAACTATAACTTATTCCCTCTTTTCAAGTTAAATTCCAGACACTG
AAACGGAAAGCAACAGTCTGAAATGGTCAAGAAAAGGAAAGGTGTGCAGGAGGGTCTACC
ACCACTTTGCTGCCATCGCCATGGCAACCAGCTCAAGTGACAGTTCAGTCTCAGGCGCCA
TCTCTGCCCAGGACCGTAAAAACAGAGCAGGGACACTAAGTTAGTGTCACTGTCATGTTT
CTGAACACAGCACAGATTCAGCTGCAGTCACGCACTTAGTTTCTACGGGTCTGTTTTTGA
AAGGACTCTCAGCATCACACATCAGTATTCAACAAGCCTTCCAGCATCAGCTGAAATTCA
TTCTCTGACAACAGGTTCAGCTTTTATTGTCACGCAAAATCCATCAGATTGTCCAAAAGC



CCAGCAGATTCTAGCCAAACAGGCCGGGGTCGTTCAGAGTGACGGTCTGCAGGAGGCGCT
GGAAGTCCTGCAGCGTCCACGGCTCTCGGTGCGCCTCCGCCAAGGCTGCGCTGCTGCTGC
CGGGGCTGATGCTCTGAGGGTCGTTGAAGGTTATCAGGACGTCCGTGGAGAACTGCGGCA
GACGGAACACGCCCAGGTGTACGGTCACCGCGTTCCGGGTCTCCTCGTTGAACTTGGCGA
CGCGCTGCGCGCCCGTTGCCTTCCACGCGGAGCTGCACTCCACCAGAGACAGCTCCGCTC
TGGGCAGCTCCAGCACGCCGGTCACCTCGGAAGCGCCCACAGCCCCGTTGCTGCCTGCGA
TGTCCTCCAGGTGGAACCTGGCAGCGTCCGGATCGGCCACGTCGGCCTGGTACTCCACCA
GCTCCACGATCAGGCTCTGGTCCGTGTGAGCATGCGCGAACACCTCCTGGTTGTCCGGAA
TGTCTCTAAAGACGCTGACATCCGTGGCGTTTGAGGGGAAGACAGCGGACATGGACCCCC
CGAAGAGAGGACGAGTACCGCCGCCTGCGGTCTGCATGGATGCAGGAAAAGGAAGGATAG
GACCGTACAAACACGCAAACGAGTCGAACGCCCGCTCCTAGGCACTTTCTCCTCGTGCCG
A
>CL5268Contig1
TCAGAATGGAGCAGAGCAGGGGGACATTTTTTTATCTGCTCCTGATTCACAACGGTTTGA
AATGCAATTTTAATTTTCTTTATGAATATCCTTCATTAGAAAATTGCCCCAAAAACATGT
TGAAACTGGGATTTTCATTGCAGTGGGTCTTTAAGCCATTGTGTGGATGTTTGTGTAAAA
AGGACTGTTCTGTCTTCAAAGTCCACAAGGAGTCCCTTTTTTGTTTTATCTTAAATGAGA
ATCTTCCTTCCTACATTCCCTCCTCCACACATTTTCAATCCCCTGCTTCACTCTCCTTAT
CCACGTTTCCCTTTTTCATCGTCGCACACACAACCCCGTACAGATGCCTGCACCATTTCC
TTCTACAGCTGGACGGAGCACACAGCAGACCATGTAATGAGACCATGAATTTAATCATGT
CAATTCCAACGGCGCTGACATTTTGTTTGATGTCATGTTCAGAGGGTTATTAGATTTGAA
GCAAGTATTAGATGAGAGGAGGAATATAAATCTAGGAGATAAACTTGTGTATTCTTACTC
GTTGTTTGTGACTAGATTTACGACTGGAATGACGCACAATGACTTCGTTGTTGTACATCT
GTGTCTTTTGTTTTGTTGGTTTTTTTTGTACAGTGCTGGTATAAAGCGTGTTCTTCAGTA
AGAGTCAAATCAAGCACCCTGTCAAGAGCTGACAGATGTGGGGCTAATGTAGCCCCAAGA
ATCCACTTTACATTCAAACATGACAGATAGTACACACTCCCATCTGTGCATAAACGGCTG
AAAGCCGAGCGCCCCAGGATCTGTGGATGATTGAAAAGCAACCCAAATTTTTCAGCATGA
CGTCTAAACGGCTGAGACAGGCAAGCTGGTAATTTCCTGCAGCTGAGCTGATGCTTCTCC
CCTCTCGTGTACCGGGGCTTTATTTTGTTTGACTCACCTTCTAACCCGCCTGCGGTTTTT
GCTTTCGTATTTCCACTTAGAGCTCAGTAGAAGGCATCTTTACTGTGTTTTTGTGTTTAC
AGGCAGTTAAATATTATTTAAAAAGGGTACATTCCAAAATATGTCAAAAGCTTATATTTA
TTACTATGTATATAAAGATACAAGTCTGTACATGTTTTTGTGAAAATGATAGTGAATACA
TTTATGTGCTTCTTTTTGTACCACGAATTCCGATGAAGAATTCAAAATACGCTTTATTGA
TCTACAACATAGACAGCTGGTGCCACAGATGCTCCTCTGGTTTACCTCTTTAGTAATTCT
GTACATGCAGTAGATGCTGCTGCT
>CL5269Contig1
ACAATAATATANATTAGTGACTCAAAAAAAAAGAAAAAAAAANCTACCTTTNTTTTANGT
TCTGCNNTAACAGATCTGAGTGTCAAACTGTNTAAACATTCTTCGNGATACAGGTTGTCT
AAAAACAGAAATTAAATAACAGAGACCTAATACACACACACACACACACTTGTATCAAAC
AAGCAGACTCAGNGATCATCCCTCATTTCTATAAGGGCACATAAGAGACGTTTCACTCTG
AACTCTGAACGAAGTCTTCCATCAAAAGATCGCTGTGTTCCCGCACGTATTAATCATCTG
AAAAAAGGAGATTAGTTCTACACGAGTACGCTACTCCAGAGTAAAAAAGAAAAACAAAAA
TCTCTACGTCATTCCGCACGGCGCAATGACAGTCTTTAGTGAAAAATACCAACATAACAG
CAAGTGTAACAAATAAAGAACTACAGGAGACTGTTTCCATGAGCAGGTCAAAATAAACTC
TACATATTTCATATGTAGGTACTACAAATTCAAATTAAAATGTAACATTTTTGNGGGGGG
GAGTTTTTTTTTTTGCCCATTTTAAAAGCTGTAAAACTAAAGAGGCTGCAACGAATAGCA
AAAAAGTGGAATGTCATGAACGAACGCTTCACATGTTTGCAGTAAAATGATAGAAAAAAG
GGAGTTCTTTCACTAAACTTTAGCAGACGTCAGCAGGAATAAATAAAACCACTGNTACAC
ACAAATGAGATTTTGCTGTTTTCAGTCACGTGTAAAGCTACAGCATCCTGCTCTGCAGAC
AAACAAAGACGAACACAGGGATCCAACTGCATTCAGGACCAACCTTTCCAGAGGCT
>CL5270Contig1
CNTTTTTGCNNCCNTTGGNCGNAGAAAAGCNAAAAAAAAAACTCAAAGAAACNTGAAATG
CTGACNCGNTGAAAAGTAGTGAAAGACGTNTTTTAAAACGATTNAGAAGGTTAGATAAAA
AACTGCAGGGAAAAAAAAAACGGCTGATTGGATATCTAAAAGTGGATGTTGTGTAGTCCT
CGTCCACATGCCTGTTGTCACTTGGCTGTTGAAAAACTAGAGGATTTGTATATGAAGTGA
CATTACACATCAAAGTATTTGTATTTATATATATTTTTTGGATGTCCGGTGGGCAAGAAG
GACAGAGGATTTTGTTTTTACTCAAGTGACTGAAGCATGAGAAGCTGCTTAAGGACCTTG
GTCTGACTGGTCTCCCTGATCTCTCCTGCCAGGAACATCTCGTCCACTACTGTGTACACC
TTGTAGAAGTTGAAGACCAGGTCCAGCTCGCACACATTGTGGAAATACTCGTTCAGGACC
TCCACAAAAGTTGTGAATTCCCTCAAGGTATGCCAGGTTGTTATCAGTCACGTCCACACA
AATGCAGAAGTAAAGCCCAGCATAACGCCGGTAAATGATCTTAAAGTTCCTGAACACCAC
GAAGTTGGTGTGTTTGGCATCTCTGACTGTAACCACAGCATGTACTTCCTCGATCAGCTT
TTGCTTTTCATCATCATCAAACTGCATGTACCATTTGGCCAACCGGGTTTTTCCTGCCCG
GTTCTGGATGAGAATGAACCGGATCATATTCGTCTCCTTAGCAGAACCTTTGGTGACAAC



AATATCGAGTTCCTGAGTAACAATTTAGTGGTTTTACATTAAAAAGCAGTTATTCGGGCG
AGAGCTCGTCGGTTATCTGCACTAGCTAACAGGAAAAGGAAAGCTTCCCCCGGCCATA
>CL5271Contig1
GTGTAAACGACGGCTTCGGATCCGTGTCGGGAAAAGCCCTGTCCCGATTGTTCTGCTTCT
TCTTCTTCTTTGTTTTATTTTTATTTTTTTATGAACGCAGGTGTTGGTTTGGTTTTGAAT
GAGGTCCAGTTTAAGCTAAAGTTAGCAGACATCGCGCGCGGCCTCGAGGATGTTCACGCT
GCTGTCGGGGTTGTATAAATTCATGTTCCGAAAGGACGAGTTCTGCGTCCTAATCCTGGG
CCTGGACAACGCCGGGAAAACGACCTTCTTGGAACAAACCAAAACCAAGTTTAGTAAGAA
CTATAAGGGTATGAATCTAAACAAGATCACTACTACCGTAGGCCTGAACATTGGTACCAT
CGATGTGGGCAAAGCTCGCCTCATGTTTTGGGATCTGGGAGGTCAAGAGGAGCTCCAGTC
TTTGTGGGACAAATACTACGCAGAGTCCCACGGAGTCATCTACGTGATTGATTCCACTGA
CGAAGAGCGTCTGTCGGAATCCAAGGAGGCGTTTGAGAAAATGATCTGCAGCGAGGCGTT
AGAAGGTGTCCCGCTCCTTGTGCTTGCCAACAAGCAGGATGTTCCGGACTGCCTGTCGGT
CCCAGACATCAAGACGGCTTTTAGTGACTGCGCTGCAAAGATCGGAAAGAGAGACTGCCT
GGTTCAGCCGTGCACAGCCCTCACTGGGGACGGAGTGAACGAAGGCATTGAGTGGATGGT
AAAGTGTGTGGTCAGGAATATCCACCGGCCACCCCGACAGAAGGACATCACCTAAGACAC
TGAAATCTCTCTGGACCAAACAGACTGGATTCTTTTGCCCATGTGGCCGTCTAGATTCAC
TCCGCTCTCTTTTTCATGACAGAGTGAGCAGAGATGAGGCCCCTGAATCTCCTACCATTT
CCGAAACTCACTTTTTGCTCCAGTCAGACTACATACAGGTCCTAGAGAACTGGAGCTTCT
TGTGAACAGACGCTGTTACATTTCCTCACCGGTCTGCACACGGCCTTCATCCCTGCACTC
AACGCTCTCCTTAAGACCAGGATCCAGCCCCCTATTTCCTGTTGACCAAAGCTCCAGCTT
CTCCTGCAGCAGGCCCTCTCGTCTGATGGACTTCATGGTAGTAACTGGTGCAGGATTCTT
GTTTCAAACATCTCGAACCATCAGACATAAAGACTGCCTCCTGAGCCCCAGCTGTGTTTG
AAAGCCACAGAGAAGGTCTCTCTAAAAACAGTCCTGGACCTGCAGGTCTAAGAATTGGAG
CCCGTGGACTTGACATCTGCTGGATCCACGTGTGAAGTTTTGAAGAGATATGAAGTCTGT
GAACGGTTG
>CL5272Contig1
ATTCGGCACGAGGCTCGCTAGATGTCCTGTCACCTATATCAATAGACATGTCATATCAGG
GCACTAGTGGTTCACAAAAAATGTCAGTCATAGAGGATTATAGCCCATTGTCCCTCTCTA
GTGGGACTTGCACAACCCCGCCTTTAGAGCCTGAATCCAGAAATGATGCTGACTCAGAGA
ATCCAAAGCTGTCCTGTGGCTCAGCTTTGCTGGCCAGTAATGAGGAAACTCAGTGTAACT
TACTTAGGGTGGAAAATGACTACCAACCTATCCAGAGGCAAGAGTTGAATTCTTTGCTTT
CACCAGAGAACTCAAAGGAATGCGAAGACAATTTGGAAAAATGTTCAGAGAAGTCAATGA
GTTCCAACCCCCGAACGGCGGGGTTTGACTCCTTCCTTCCAGATTTAATCAGTGAGAGTG
TTCGACGTCAACCTGAGCTCCAAATACCTCTTTTTTGGTCGCCTCCACAGTCTGGAGACA
TATCTATACCAATTATCACTGAGAGTGGATATAAACCAGTGTAGCCTTTAACTTTATTAT
TTAGGGTAAGTCCAAATTAAGTACAGAAAGCTTTCTGTACACATACACAAAAGGTCATGC
ATTATTTCTGTATTGGTGCAGAAAAGTTACCAGTGTTCTGTATTTGCTGTTTCAATGCTG
TGCATGTTAAAGAGATGTCACTAGAAATTATTGAATGTTGCTGATGGTTGCTGTTATGTA
AATTGCTAATAAAATGTATTATATGTGGGCTTTTTAAGCTTGTAAAGGTGGAGGCAAATT
AGTCTTGTGTCCCTTTCCTGTGTTTTTCCAAGAAAGCATTTAATAAAGGAGGTATCAGTT
CGTCATCAGAACTAAACCTTTTAGGTTTATGGAGTTCATGTGACACACTAGAGCAACCCA
GACAGACGTGCTTCTCTACTGAAATTGCTTCCTCATTGCTTTTTCTCTGGAGCTATTGAC
ACAGTTCCAAAGAATTCTTGCGTCATCCTCAACCACCATTTTTCCCTTATCACAACAGAT
ATGCTTCAGTCATGTTGTTGACTGAATGTTGCATTTAAAGCTCATCACTTGTAAAAATAA
ACAAAATAAAA
>CL5273Contig1
CGCACGAGGGGTCTCCTGATGGTGACAGGTATGTGGCTGTGATAAACGATAAAGTCGACA
TCTACAAGCTGGAGACGGCCTCTGTCACGGGAACGGTCACAAACCCCAAAAGGATCTCTT
CGCTCAAGTTCCTAAACAACTCCATCTTGGCCGTTGCCGGAGACGACGAGTCGGTTCGAT
TATGTGACGTTGACAAAGCCGAGTGGGTGTGTGAGTTCAAGGCTCATGAAACCAGAGTGA
AAGCAGTTGATAGTTTCTCAATGGAGGATTACTGTGTTTTGGTGACTGCTTCAAACGATG
GTTTCATCAAAATGTGGAAAATCCACCTGAAAGAGAAGCTGGAATCTCCCACCCTTCTGG
GGGAAGTGAACACGTCAGCCAGACTGACATGCCTTGCTGTGTGGACCCCATCCTCAGAAC
AGCAAACGGATGAGAAACCAGCATCTGAAGCAACAACATCTAAAGAACTTACTCAGGTTC
TTGGAAAGAAGAGGAGAGTCCAAATCGCTGCAGAAGAAGTCATTCTAGAGGACAAGAGCA
AACCTAAGAAGAAAAAGAGCGGAAAACAATAAAAATATATTTATGCATTTATATTTGCTT
TAATATTTGTCCCAGTGATAAAATTCAACGTTGCTTTTAAAAATATGGCTCCCTTTTGTC
CTGTCTATTAAAAACTTTTCGAACTCTGTTTTTCTGAAGAAGAAAAAAAGGCTGATAATG
ATTACACAATAAATG
>CL5274Contig1
TCATATTTCCCCTGGATTGATCACTTTAGACAACCCAAAATGAATTACAATTAAAAAGAG
AGAGCAGGTTTTGAGGCTATAGTGAAGACATCTGATCGTTCTCAAACTACAGCACATGAG
GTATGAATGTATTGCACTTTCTTTGGGTTCAGTGGATTCACTGGATCCACTAGGCTTCCG



TTTTTCTTTTTTCTTTTCTTTTTCCTAACAAACTCAAAAGTCATTGTCCAAAAACAAATG
CATCTCACTGCAGGTTGATAGCACTGCTTTAAGACGTAGTGCTGAAAAACATTCCTAGAA
AGTGTAAGCTCACCAGCCTGAATCATTCACCAGTGGGGAAGCAGCTAGGCTGATAAAGTC
CATCTCCACATTCTTCACACTCTTCATCTTTTCGCTTTATGTGACATAATCCACCTTGTT
TGGTCCCTTGGAGAATAGCCAGCCAGGCACAGAGGTGAGCACCAGTTACCAGAGAAGGCG
CTACTTTTGGTCCTTCATTGGAACATTCAACCCCACCACTGAAATCACCTCTTGTCAGTC
CAGACAAGCAACTTTTTCTGCTGATTACCAACACCTAAATCCTTTCCCCTCATCGTGCCG
CCTGGGCCTGGAGCCGCTGGTAAATCCGAACTGTTGCAGTGGTCTCCAGGGATGAATGTC
GGAGCAACCATACNGGTCCTATGANGCCTCTTGAGGGCTTCATATGATGAAAGGCACCTT
GCTCTGGCTGTATTGACCATATTG
>CL5275Contig1
GGCACAATGGCAGACGAAGAATTTCAGCAGGAGTTCTTGAACGCCCACAATGCCTACAGA
GCGCTGCACGGTGCACCACCACTGACTTATAACAAGGAGTTGTGCGATGAAGCCCAGAAA
TGGGCTGATACTTGTTTGAGGACACACACTCTGGGTCATAGTGACACTGAAGAGGGAGAG
AATGTCTTCTATAAATCAGGCAGTCCACCTGTCAAAGTAACAGGAAAGGATGCTGTGGAT
GCATGGTACAGTGAGATTAAGGACTACAACTTTAAGAAACCAGGATCTCAATCTGGAACT
GGACATTTTACTCAGGTGGTTTGGAAAGAGTCCAAGGAACTGGGTCTGGGAATGGCCACG
GATGGTAGAATGGCCTTTGTGGTTGGTCAGTACCGCCCTCCTGGCAACTTCACCAACCCT
GGGCAGTTTGAAGCAAATGTCCTACCAAAAGAGTAAAAGCTTTGCCTTTGAAAGCCCCCA
GACACAACAGCGGCAAAGACTGCTCCAATGAAGGGACATGTGTTCCATGAATGAAACTAT
TGCACCTACTGCTGATCCGAACATTAATTTGGTAATAGTAAAATAAATTTTTGTATATGA
ATACAGTGTATTATTTCAAAAAAATGTACATGTGCAACAACACAAAAGTAATAAAGCTAT
GTTTTTTTTAATGTCTTGCAACATAAACACTGTTACAAAAACTCANNNNAAAAA
>CL5276Contig1
AGTCGCTGCTTGAAGACTTCTCGACGTTTTCTCAAGTATTTAAGTTAGTCCTTCTTTCTG
CAACAATGAGATCCCTTCTTCTTGCTGCAGTTGTTGCCCTGATCCACAGCAGTCATGCTG
CTTTGATGATCAAAGGGCCAACCGAGCCGGTTCTGGAGGGAGATATGGTCACGCTGGAAT
GCCTTAACACAGACGGTGACCTCAACATCAGCCGCGTTCACTTTGAGTTCTTCTCTGAGT
ACATGCAAGGATGGAATCAAGTGTGGTGGAGAAGTGTCAGGTCATATTGCTTCTATGACA
GAGCGGTGGAGGTCGAAGAGGACGGCGAGAAGGCATACCTGCGCCTCTTCTACCCAACAC
GTTTCTCAGGAGTTCCCGTCCGCTGTGTGTCAGACGCTGGGAATGCGACCGAGCCAGAAT
ACGTCTCCGATTCGATAACCTTCAAAGTGCACTACCTGCGAGGGCCTTCTCTGACTATGG
AGGGCTACTCAAGGTACATGGAGGTCCCGCAGGACGTGAAGGTGCGAGTTGGAGCCGATG
TAGTGGTGAAGTGCTCCGCCAGCTCGTCAGAGGAGCCCAGCTACTTCTGGCAAAAGGAGG
GCAGCGACTGGGTCCTGCCATCACCGCTGCTG
>CL5277Contig1
TTTTTAAAACTTCAGTTTGTGGTATTTATTTTTCAAAATAAGAATTGGCATAAAAACAGA
AAACTGGATCAACATTTATCTGTCTTTAACTTTAAATTAGTTTAATACATGTATTTTTAT
CTATAAATTCAACATAAAAACGTGATGTTTTTGCTGGTTTCAGAGGTTAATGCCAGCAAC
CACGTCAAACAGGTCACCAGGCCCCATGGGCGCCACCTCCTGCTGATCACCTGGAGCAGG
TGTGCTCCTCTAATGAGGAGCAGCGGGGGCGGGCGGGTGGAGGAGCAGCAGCTCTCCATG
GTTGTCAGAATTTCCTCCTTACTCGTTTGCCATTTTCTTTTGTCTGTCTGAATCTACAAT
CCCCAAACCCAGTGCCCTGGAAATTTCCCAGAAGTCTTTGCAATAAACCAGCGTTCATCT
ACGCTCGCTAGATTGGCAAACATATAGACCACAATGCATTGCGTTTGAAACCATCCAAGT
TATCGTCATCCGAACACAGAGGATTCATCAAAAAAATTCCTCTTTACTGGTTTTTTTACC
TCGCCAAATGGATGGCGTCATAAAAAACCGTGATGTGTCGGAATAATGTTCAAATCCTGA
ATAATCCCAGACTATTTAAACTGTGTCCGGATTCCCGCCATAACCCCTAACTACTAAAAA
GCGATATAGTGCGGGTCTACGTAGTTCCCTGGATTTGAAAAGTATTTTGTACACCAAGCA
CACTACTTTTTTTAAACTACAGATATGACGTCATCGAGTTAAAATGTAATTGAAATGAGC
GTTTTACGATTTTACGATTATGAGTCCACTGTCTTCTGAAGATGATTGAGGGTTGATGGT
TTATTAAAAAAACACATTTATAAATGTCTCTGGCAAAAATCCTCGTG
>CL5278Contig1
TTTTTTTTTTGAATGTTTACAGAAGTCTTTATTACAGCAAACACTAGACTACTTTGACAA
TCAGAGGACATAAAATAAAGTGGAAGTGAACCACATCACAGGGACTTGTTTAATTTTCTT
AAAGCTCCATCCTTTAAGGAAACTCCAGAACGGCCTGCATAGACCGGTCAGCTGGTGGGG
ACTGCACCTCCCTCGCAGGGGTAGCGATGCTTCTCAAGGGTGGAGGTCACCACTGGAATA
GGCTGTTTTTCCCACTCGCCAGGAAACAAGCGTGCAGTCGACTGATTGCAGTGCATGAAG
ATGGGCGCTGTGTTATAAAGAGAGTCTAGCACTTCTCCTGTGAAGTCATCCCAGTCCAAC
TGAGAAAACTGCTGAGTCACAT
>CL5279Contig1
TCGCTGCCATCACCATCAGAGATCTTGCTTGGAGACTGACTAGCAGAACGACTGCTGGCT
TTTTTAGCTGGAGGTGGCGGAGGAGAGTGACTGGCAGAGCGAGAAGGCGATGGAGAAACA
GACGCGGGGGCCAGACGTTTCTGTGCTGGTGGTTGAGGAGAAACTGATCTGGACCGAGAA
GACACCCGCCTCACGGGTTTAGGGCTTAGAGAGGATCTCTGGGTGTTACGGCGCTCAGGA



GTGCGAGATACCCTGCGAATGAGCTTACTACTATGGGATGGGGACTGTTGTCTCCTCTGA
GTAGATGGAGATGCACTAGAGCCTTCAAAGCGTCTGTGGGGGCTGGTGGACCTCCTTAGA
GGATGACTGCGGTTAACCGGTGATCGAGAAAAGCGCCTGCCTGCTGCAACGGGAGATCGC
GTATCCCTGTTGGACCTCACAGGCATCACGGGACTCCTCCTGTGTCTAGGCGGAGATGAA
GAGGAGGGAGGTGAGCGCCTCCTAGAAACAGGGGAGCTTCTGCGCTTTGGGGACCTGGAG
GGACGCCGCTTTGGACCTGGCGACATGCGTTTCATCGGCGAATTGGACATCTTTCTTTTT
TGAGGAGGCAAAGGTGAAGGGCTGTACCGACGCTGGATAGGAGGCGAGTATCGCCTAGAG
GACAAAGACCTACGTCTGGGTGGAGGAGAGGGAGACCTGCGTCTAGGGGGAGAGGGAGAT
CTGCGGCGTCGAGGGGGTGAAGGGGTGCGGCGTCTGCGCCCAGGAGAGGGAGAACGTCGT
CTTCTTGGTGAGGCCTCCTTGAAGCGTCTACGGGGTGAAGGGCTGCGGCTAAGCCTTTTC
TTCACTTCACCATTTCTGGCACCTGGCCCTGCTGCTGACTTATTAGGCCCCTCATCCTCT
GAGGAGGACGTTCCACTATCTGAGGAAGATTGTTGATTCTGTCTTCGATACTGACGCCGC
TGCTGCACGGAGTCTGCTGCTCCCCCTTTATCATTCTTTTCCTCATCTGACTCGGAGCCG
TCAGAAGGTCCAATCTTAACATTTTCAGACGGAGATTCTCTTCCTTCTGGTTTTTGCTTG
AAACCTGAGGATCTCGGCGGGGAAGCAGAGCCCTGGCCCTTTCTCATTCGTAGAGAAGGC
GAGCGTTTGTCCTTTCCTACGGGGCTCAAGGATGTGGGGGGACGCTGTTTCCGGGGTGCC
>CL5280Contig1
ATNAGAAAAAAANGTATTTTTTTTCACTGGTTTGATTCATTTTTAAATTTATTGNCTTTT
TTGNCTCCNGGNAAAAAAAAGNCAAATNCAAAAAAAAACATAAAAAGCTTCCATCAAAAG
TTTGCGAGATGTTTCCCTGAGAGTTGTGTACATAGATGACAAGTGGCATGAAAAGAATCA
CAGACACAGCCTTTGCAGTGACAACATGAAGTGCTTTCAATGTACAAAAAAAAAACAGAT
CTGGTGTACAAAATTCTGCGTTGAAAAAAGTCAAATGGTAAAGAAGGCTCAAACAGCAAA
GATTTTATCAGAAGGCAAAAACCTGCGTAGCAGCCTTTTTCCTAAACATCGTTACACATT
TTCAAGGTTTTGGTTTTAATCAATGCAAAAGTGCTCGGACACTTTGTTTACAGACTCAAC
CATTGACCGTCCTGATTCAAATTTAGGTTGAGCGACAAGAAATACATTCACATTCCAAAC
ACTCCACTCAGTCACTCTGTACTTAAACAAGGACAGAAGTGACCACGGCTGACCCCGTCC
AGATATGAGGTGAGGTCAGAGACCCTGTGTGGGCACGCGGAGCGGAAGGGAGTGAGTGCC
GACTAGTTCACTTCTACAGCTCATCTCTCGTCTGCTTCATCACAAAGTTGNGCAGGCTCT
CCANATCCCGCCCACCGNGATGTTCATCACCCNGCTCTCCAGCTCTGAANATGATCAANG
NGGGGTAACCTCGCACAGAANATTTGTTGCAAAGNGNGCGTTCCACTGNGCAGNCCACTT
TGGCAATTTTGACGTCGGTGAGGCCAGGGAACTCCTTCTTGGAGAGATCATCCCATGTTG
GAGCAAGGTTCTTGCAGTGACCACACCACGGAGCGTANAACTTGACAAAGGTGAAGCCCT
TTGCTACAGCCTCATCGAAG
>CL5281Contig1
CGGCACGAGGATCTTTTAATTTAAATGTTTTACGTTCTGCCGCCTTACTTTTCAGTTCAA
GTTGAAGTCTCACCTGCTTCCAGGGTCTTTAAAAAGGAGCACAAAAAGCAAACGTGCCCC
AATTTTTAATAAAAAATTTTAGATCATATTTGACTGAGACTTAAAGAAAAAAAAGAAGTT
TGCTCTGCACAAAAAAAAAGGTTGAGCTCTTTTGGTTTTTCACGGACTCTGACGTGTTTC
TAGACCAAGTAGCTGTGTGTTCAACTCCAAGCCTTCTTTTTGTTTCTTATCATCTCAAAG
TGAGGACACGACCCCCTTCCCCGCCCCAATGGGGAAGCCCACGGCTCCTCTCTACCTGTA
GCGGGGAGGGGGCGGGGTTTAAACCGGAGCTGGAAACCCGCCGCAGTCCGGCGTTGTCTT
TTCTGTCTCACATCACATTTCTGCTGCTCGAGTATTATCTACAGTTATTTGTTTTTTGTA
TTCAACGAGGATTTCTGCTGTTTCGGTGTCGACGGTTAACTCATTTCATCAGAAAGTTTT
ATATAAGAGAAAAGCTACTGGGAGTGGAGTTTCAAGTGTCTTTGAGTGAGGAAATGGACA
AAGTTTGGTTTTATTTCTGCCTCTTTATTAACCTCTTTGTCTGTGTAGTGGTGTCAGCGC
AGCCAGCCTTCCAAACTGCCTCACACTGTAGTCAAATGAATTACTCACATAGCCACATTG
AACCATGTCTATGAATGATGTTCTACTAAAACCATGTCGGTGGGTTTGTTGGTTGTTTTT
CCAGTTTTTTGAAATAAATATTTCCGCTCATTAATGCAGAATAAAGTTGTTTGTGTGCTG
GTTGGTGATGGAGGAAAGGGGACAGCTTTAGGAACCTTCTTCTGTTTTCTCCTCAAGGAC
CAAGTAAAGACCTGAGCGGTGTTGAACGTCCCTGAGACATTAGCCGCCTCCGCTCTCGGG
GCCACCTTTTGACCTGCCCTCACTGGTTGATTGACAGCTCACTTTTTGGTCAGAGCTGCA
CCTGACAAATTCATTAAAAAAAAAAAAACTCTTTTTTTTCAAAACCCTTTGGGTTTATCT
CCATGGCAACCATTTTATTTTTT
>CL5282Contig1
TGACACTTTTTGATAAGATACACAAATGAACGCCAATGTTTNCCTTCCTTCTCACGGATT
TTGAAATGGTGGCTCCTTTAACAGCAAGCAGCAGCAGAGCCGGGGCTTTCGGTGGAGCTT
CACCTGTGTCCAGTAGGGATGAGGTGAACTGTTCTTTCTTCCGCTGCCAGCACTCTGCGT
ACTGCTTCTTCAAAGGCTACTGCTACATTGGTGGCATCTTTGGCACTGGTCTCGTAATAA
GGATAATCACCATTCTCCTGGCACCACTGCCGGGCCTCCTCAGTCGAGACCTGCCGCTCC
GTCACATCCACCTTGTTGCCCAAGACGACGAACGGGAACTTTTCTGGCTCTTTGACATCA
GCATAATAAATGAACTCTTTCTTCCAGTTGCCCAAGTTGAGAAAACTCTGGTGATCGTCC
ACACTGAAGGTGAGTAGGCAGCAATCAGAGCCACGATAGAAAGGAGTCCTCAGGCTGCGG
AAGCGCTCCTGACCCGCAGTGTCCCAGATCTGCAGGGTAACCTGGCGGCTGTCCACCTCG
AGGTCTTTGTTTAGGAACTCGACGCCGATGGTGTGGAAAAGGTGGGCATCAAATTTGTTG



GTGACGTAGCGATTCATTATGGAGCTCTTTCCCACACCCCCATCACCCAGCAAGATGACT
TTTAACAAGGAGGTTTTTGTTGTCATGGCTCTTCTTCAAAGCTTTTCACCACTCCTGAAG
TAAAGCAACCCGGATTGATTTCGACTTCCCTCACTTGTCCAGATCATGTGCTGTGAGCCC
CAGTCCAAAGTCACATGCTAATTTGTTAAAAGTTGATTTAGGAGAACCGTTCTCCAGCTT
CGACAGCACAAACAGTTAGCCTTATTGTTCGGATCGAGTTGCTGTCGAGTCGGGTCTGAA
TAATAAACAACCAATAAAACAATGCGGATGCATCGACTGACAGCTTGTTGTAGCGTCAGC
TTCCAGCGTTTCCTGTTGAACTCCTATCCCCGGCCATAATGNCC
>CL5283Contig1
TTGCTGCTATGAACCGAGCTGTGAAAGACGCGTCTGATTATGGGATGTTTCATACCGCAT
CCCTTTGATGTTCTGACCAAAGCGCGGCACAGACGGCGTGACCTCAGGACGCCGCGGTCG
GCTAACGGTTGATTTACTCCATTTAAAACTAGAAGGAAAAAAAACGTTTTTAGGGATTAT
TTTGGTGAAACATTTTTACGATTTAAATTCCTAAACAAACATTTTTGGCGTTGGCATTGG
GAGCCGCTCTTCATTTGTTTAGAGTCACCCTGAGACTAAATTGATGACACGCCCTCATGT
TCCTGAAGGACCACTGCCGGTGGTCCAAAGCCTCAGGGGCCGCGTGGGCGGCTCTGAAGG
GCCGGTGGGACGCTCCGCCATGTTTACCCAAACGGAGCCTCGGGAGTTTATTCAACGCTG
AGATCTCTGGTTTAGGGACATCCATCAGTCTGCTCTGAAGTTTGTAACATACGTGTATAA
TATGTACAGCAGTGACATGTTCTGAAGTATGATGTCATGTACATAGTTGGGTTTTTTCTC
TTTTAAAAAAACTGTTTTAACGTTAAAGAAAATATGAATTAATGTGTGAAGAAGGAAAAC
GTAACATTTTATTGTTACAACAGCAAATGTCTATTTTCCAACTCTAAGTTAGTTTTTTGT
GATTCGCCACATAACAGTAAATAAAATACCTGAATCATACATTTATTTGAAGGCTTTGTT
TTTTCTAAAGTATCTCTTAAAAACATTTTAGTTTTTTTTGTATGTTTTTCATCTAAAAGA
TGCTCAAA
>CL5284Contig1
AGCAGCAAAACGATGAGACTGCCCAGGTACAGCTTTATTTATTCTATACATGAGAGTACT
GGGTGCCATGAAGTACAGGTTTGTACAGCCACACTGGCTTCCACTGACACTTGACAGGAA
GAGGAGGTGCAGCCTCTTCGCTGTAGATCCACTGGAACTGAGCAACAAAGCATCTTCTGT
GTGTTTTTAGAACAGATCCAAGTTGGTCATTTTTAAACGATTAATCCAAAAAAAAAAAAA
AAAAANANACCCTNCCCCATTTTTCNGAAANTNCCTNGG
>CL5285Contig1
GCGCTTTTTATTTATGCAAAACCATTGAGCACCTTTTTTCTTCTTTAAACTCTTGATTCC
CTGCTGCTCCTGAAACCACTTTTCTGTCTTGCTTCCTTTTTTGAGCAAAAACAGCTGAAA
AATCTTTGGAAACATTTGTCTTCAAGGCAGCCTCATTCTGCATCAGCAATGAATGAATGA
ATGAAAATGTCTCATCTTTGACATGTAAAGTTTAGATTTAGATAAAAAGAAAATTAAAAA
CTGAGAAGATTTCCCTCTGAGGCACTGCGATTCTTCCAGGTGTGATGGACATCTACAAAA
CTATTGTGAACTATAAAGAAAAGAATCTGCAAATGTCTTATAATTGATCTTTAAATGTAA
AGTTTAAATTGTGTATTTATGGCTGATGTTTTTCTGTCCATCTTTAAAAAGTTTATTGTG
CTTTTCTCTTTTTTTTTTACAATTTTAAATGACCCAGTTCCACCTTCCTGGAAGTTTTAC
AAGCTTAAACATGAAATGAAAACAGTAGTGATGAGGGTGAAAAAAAAACAGTGTTAAAAA
AGAAAAACAAATCAGAAAAAGGAAAAACTTGAATATTAAGTTTTTAATTAGTGGGCTTTG
GTTCTATCCGTTTGTTCCTCGTGTCTTAAAGAGGATGGTGGCTGATAAAGGAGTGGTGTC
AAAATCCACCTCTCAGGTGACATATTTAGAGTTACCTGGAACAGAATGACTAACAATACA
TAAAATGTTTAATTATTGGGATACAGTACCTCTACTTTATGTAAAGGCTGATTTCAACTA
AACTTAGAGGTGCAAAACTACTGAAAAAAATCCCTCAATACTTACATTTATAACAGTTTA
CAATGTCAATTAAAATAGACTTTTAAGTAGCATTTAATACAGAAAGTTTTCTGCACATCT
TAACTAAACGTTACCTTTTTAGATTTGCTTGATTTGAATTCACTTCCAAGCATCTTTGAT
TTTCTTCTCAGTGCAAAAATGTTTTATGAGCAGAGAAGCAACAATTGAGAATGTGGCAAC
TAGAGTCAGAACAGTCCTCATGGCCTTAAACCAGGCGGGATAACCGGGCAGCAAGGTCAG
GTCATAATGGAGCGACAGGCCCAGTCCCATGACAACTAGAAGAGCTCCCTCTGTGAAATT
GTCCCTGCAAAGCAGTGCTAGCCAGGCCACGAGCGACGGCACCACGCTGTTTCCCAGGTT
CATCCAGTCTGGCTGAGCGGGACTACCTGGAGGGATGGCAAACCCCCAGCGGGCGCCTCC
GAGGAAGGATACAATGGAGGCTCCGTATACCATCTGAGCAAACGCCACTTCAGGGTAGAA
GGATTGGGTGGCAGTCATGAGGAGTGGGGCAGACAGGAAGGGGATGAGCCCGGAAAAGCC
GAGGTACAGAGCAGGTTTGGGTGCCTGAGCGAGTGCCTTCATGCTGAAGCTCTCTTGCTT
CTTGTTTCCCTCTGAGGCAGCAGCTCTTGAGTCATTTTGGCAGAGGCGTGAGGCGTGCCA
GGTCACTGGTTTGATCCTCAGCGGCCTGTTGGTGGAGGCTGCCCTTCCTGCCATCAACAC
CGAGGAGGCTGGGAAGTACAACTGCAGCTGGGGTTTGGTTGTGTTGTTTGGGACTTTTAT
GGTCTGCAAAAAATGTCTCCACACTGGAACCCCAGATATTATCCATCTTCCAGATAAGAT
TCTTATCATTTTTTTCACCTTTAAATAGAACTAAAAAAGAAACTTTTTAAAAATCAGTTG
AGATACACTTAGCATTCACATTAGCTTGTTAAATTTAGAGTTACGTTACATATTTCACTT
ACCAAAGAGCTGAGCCAAACGTATTTATATTTTGCAAACCGATTTACCTTTTTAACTGGC
CGTTAGGTTGTATTGAAAAACAAAAACAAGGCTAAACCGCGTTAGCAAGACTGGAGGTCG
ATTG
>CL5286Contig1
AAAGATGACGCAGCTCAGCAGACGGCGCTTTGATGACGAAGCAGGCGGAGCGGATGTTTG



GCTTCTCCTTACTCGCATCGACTTTCTTCTATCTCTGTATTTTTTTAAAACTGAAATCAA
CAACAGGAATTTTTATACACAAAAACTTTACTTTGAAATCTAAATATTTCAAAATAAAGG
GTCACCTTGTATTGTGAGGCTCCAGTGAACAAAAAACAGATAAAATTACCTTTTTTCTTT
AGTTCAAAATGTTCTTAATTTAATAAACGAGGTTCTAAAATTATGTAAACAACAACCTAG
GATCACTTCTGCTAATGTGTTGGGTCCACAGAAACAGAAAACATTTTTAAAGTGTTTTGA
AAGATTTTGAAGGCATTAAACTATTTTTTTGCATTCGTCTTCTTGGAAACTTTCAATCTC
GTCAGACTTTGTCGGTTGTTTGGAAAGTAGGATCGTCCCTTGTGCTGAAAATGAAATTAA
AACTTGGATTTGGATATGGAAATGGGGTTATTTCAAGCAGGCTGATGCCTGACAAAACAA
TACAATCAACAGTTTTACATCCATGCAAAGACGGATCAAACAAGGAAGCCAACTTTTAGA
ATCCCACCCCTGTTGGACCGGACCGTTTTCTTACCATGAATTATCCGGTTTAAATCAGAT
ATTTATACCTTATTAACACAGTTTCACATCATTATCAATCCTCAAGTATCAATAAATTGA
TTCATAACGATGAAGTACTTCATTAATCTGTAAAATAGACGATTTCAGAAATCATCATCA
TCAAAAATACGGGCTGATTATTTTTTCCCTCCTGTTTGATTTGACTCCAGCTCCGTCATT
AGATGTGAAGGAACTTCCTCCATGTTTGTTTCAGAACTGCGGTCATCTACGTGCCAAATT
CTGGCTTTTGCTTTGGGACGTCCCGCCTTCGCGGCTCCCTCGCCGTCAAAATCCGTCACC
TGAAGATCCTGGGATACACTCCAGTCCTGGTCACGGAGCAGGATCTACGCTGTGAGGAGG
AGGCGGCCGACATCCTCCGACGCCGCATTTTCTCGGAACCGTCGACGTCAGAGGAACCTT
AAAGACTCATCGTTTTAGATTTTTATTGTTTTAACATGAAGGGNATCATTAAAGCGCCAA
AG
>CL5287Contig1
GCACGAGGCAATAAAGAAGAAAAGAACACTGAGAACTTGTGCTCCACGGACAGTGACGAT
GAGGAGGGAAATGATCTGGAGATTCTCATGGAAGCGCCTGAGGGATTCAGGAACTCAGAT
GAAGATTGTCGTTCTGGATCACAGGCCTCGAGTGTTGAAGATGAGCAGGATTTGGGTCTT
GTGGAAATTCCTAAGGCTGAAGATGAGATCAGTAAGGATACAGGAGTTGAAGAGGAAACT
TCCCAAGAGCTGTAGGAGCATCTTTCTAACCCCCCCAGCCCGTTGGCCACTGCTATCTTG
GAGGGCCGAGTGGGGCCACAGCTGATCCGCTTGTCATTTCAGTGCCATTTCTCTGCCACT
CTGCAGGCCTTGAGGATGTTCCAGTCACCACTTAGACAAACAAATTCTTCTGTCACAGTG
GAGTTTGTGCTCATGTTTGCCTTGTTTACCAAGTACGCTGAACCGGGTGGTTCTTTCCTA
AAAAAAACCCACACACACACACAAAAGCACCTCCAACACCAGAGATCATTCGTTTGACTT
ACTCTCCATCAAGTTGCCTGTGTTAAAGTGGGATGCCACTAAAGTTTACACTTTTATAAG
CTGAATAAGAAACAGATAAGAGGCCTTGTTTCTGAATTTTCTAAGTCATTATTTTCAAAC
CATTCTATAAGTTAAGTCATCTGTTTACCAAATTGCATTAGCCCCCCCAAAAGAAAAAAA
GCACCACCAGTATTTGTGGACATGACAGAATTAAGCCAGCCAGTTACATTTTCAGTGTTG
AGTCAGTGCACAGCCCAAAGCTCTCTACTGTCGGAGGACAGACTTTTATGAGCATGTGAT
GTTTGTCTGAAGACAAGAAGTCCTTTACAAACTAGGAATGTACCCTGAAAACAAAAAGAT
CTTTTCCCTTAAGAGCCTTTTTCATTTCTATCTGCTGAACAGACACATTAGGAACACAAA
A
>CL5288Contig1
TCGGCACGAGGTGAAGCACCTCAGGGTAACTTGATGCTGTATTTTTAACATTCATTTTAT
TAGTGATAAAAGAATCAGTATTACATTTTCACCTGTCATGGTTCTGGCCGTGTGTTTGAG
TTCCTGGAAGGTCCCGTTGGTGCCTTTCCAGGACTCCCACATTAGTGAATGTGCTCAGGC
GGCAGACACGCTCGCCTTTTTTCCTCATGTCACTCATTTCAATGTGGCTGAAAGAAAATT
CAGCAACATCCTGTAGAATCTATATGCACTCCTTGTGAAGCAATAAACCGAGGATCTGAA
AGGTGTCTCCAGCAGAGGATCAGGTGTGGTTCTGCTCTTTCTCTGAGGGGAAACCTGCTG
CTGCTGCTGCCATTTCACAGTCAGAAAGGTCTTTTCTTTCCTTCTCCCCAACCATCTTTA
TGGCTCACCGTGAGATCCAACTTTGAAAGAACAAAGAGGTGGCAGAGAGCTTCAGCTGTT
TCTACCTAATAAATCTTCCTCCTTCTGTTTGGTTCAGAAGCACTGTCTTGTTAGTGGTTA
AAAATCCAGAGGCGGACGCAGCAGCAGCAGCAGGTTGCGTATGAATTCCCACAGACCTGA
GCCCAGGAAGGAACCGTTTTTTCTTTTAGAGGAGTCTAGAAACCTGACATATCAGGCTTT
GTAGAGCCATGTATGTTGTACTCTGGAGACTGCAGTCCATGTCCTACTTTTACACCCATT
CAATCCGTTGTCTCATCTTATTCTTGATTTCTGAATGTCTTTAGCAACACCTGTGTTGAT
GTTTTCCTTTGTTTGTGTGTTTGTGTTTCTAATAAACAGCAGAACG
>CL5289Contig1
TGAAGAATCACAGAAACTTGTGTCAGCGGCACATATGCTAACAACTGTCCCGGTGTCCCT
CTGGGCTCCAGAGAACCGCTCTTCTGTCCTCAGTACACCTTGGACCTGGAGAAGGAAGAT
AAGGCGATGAATCCCAGCAGGAACTCCAGGCCGTAGAAGCAGAGCAGGACGGCGCAGAGC
AGGAACTCCAGCCGCAAAACGAAGGTCTGCAGCAGCAGGTAGTAGACGGCGAGCGCCGCA
CAGGAGACCAGGATGAAGAGCGACAGGCAGGAGGTCAGGGAGCGCTCACACAGGTTCCCC
TTCCAGCCGTAAAAGATGCGCAGAGCCTCCAGAGCGAGGAAGAGGAGCAGCAGAACCACA
TCCAGGACCAGATTGTCAGACGGGTACGGCAGCAGGATCCCTTTGTAGATGAACATGAGG
ATCTCCGCCAGGTAGAAAGCGGCAAAGTACCAGCTGTTCAGGTAGAGCAGCACCTGCAGA
GGCGTGGAGGACAGGATTGGTCGGCTCCCAGGCGCCATGTTTGAGCCGCTGTCCC
>CL5289Contig2
GTTTATTTACAAAATCCCTGAAGAATNCAGTAAACTTGTGTCAGCGGCACATATGCTAAC



AACTGTCCTGGTGTCCCTCTGGGCTCCAGAGAACCGCTCTTCTGTCCTCAGTACACCTTG
GACCTGGAGAAGGAAGATAAGGCGATGAATCCCAGCAGGAACTCCAGGCCGTAGAAGCAG
AGCAGGACGGCGCAGAGCAGGAACTCCAGCCGCAGAACGAAGGTCTGCAGCAGCAGGTAG
TAGACGGCGAGCGCCGCACAAGAGACCAGGATGAAGAGCGACAGGCAGGAGGTCAGGGAG
CGCTCACACAGGTTCCCCTTCCAGCCTGAATCGACACAGGGGGACAGCGTCAGCGCCTGC
AGCCGGCCTTGAGAACCAGCACAGAGCCTGAGCGGCTGAACGCTTCGCCGCAGGTTTGAG
TCTGATGTTTCCAGGCAGCAAACGTCTGCAGAGATGCTTTAACCCCTTCATGCCCACTGG
TGCAAGGAAGAACCACTCCTCCTCAAACCGAC
>CL5290Contig1
CGAGGAGCTCACAGNCGCTGGTGGACTGCCGCAGCCTGCACATGGNACTACGTCCAGGCT
ATGACGGGGCTGTGCTATGATGGGCTGGAGGGCGTCATCTACCTGGTCTTCTTCTCCTTC
GTCACAGCTCTCATGTTCAGCTTGATTGTCTGCAGCGTGCCTCACACTTGGCGTGGGAAG
AGGAGCAGCGACGACGACAGCGAGGAAGACTCTCTGAGCCACGGAGGGCGGCCAAACCAT
GACAACCTGTACCGAGTCCACATGCCCAGCCTGTACAGCTGCGGCAGCAGCTACGGCAGC
GAGACCTCCATCCCCGCCACGGCCCACACAGTCAGCAACGCGCCTGTCACAGAGTACATG
GCCCAGAACTCCAACTTCCAGAACTCTCGCTGTGAAAACACGCCTCTGATCGGGCGCGAG
TCTCCTCCCCCCTCGTACACCTCCAGCATGCGGGCGAAGTATTTGGCCAACAGCAGACCA
GATCCCAACAACCCTCCCGCTCACTAGACGCCGCTCACCTGCCGACGTGTCTGAAGTCTC
CTCCTCCGATCATCAGTCCTTTCATTCCATCTTCGGCTTCCTTCTATTCTTTTTTTCCTG
TCTCACTTGATTTGAGCCAAATGTGCTTTCTTGCTGGTTGGTTGGAGCAGAAATCGAAGA
CGGCCATCATCTCACAGTTTAGGCGTCTGGAAACATCAGTTTCTCGACTCTTTGAGGATC
TGGTGAGTCATCACTGGTGCTACGATGGAGCTGCAGTGGAGCCTGGACTGCACTTTTACA
CGCCAGCGCCGCCACGAGGACAGGGTCGTCCGGCGTGGCGTGGCGCTGCGTTGATGAGGA
CTCTGGAAGCTCTCCCAGACCTACACTGGTTGTTTTGTAAAGTACTGTATCATACTGCTT
GACGAGTCACAGAATAACAAAAACAAAAAATGTCTGTCGGCTACCTTTTAAAAACAAAAT
TAGAATTTCATGTAAAAGTGCAGCACACTATAGCTCCAATATTGGCTTTTTATGTCTTCA
GTCTAATTTGCGGGACCAGTTTTAGAGTAGTATTGCACACCTTTTTTCCTTCCTGCTCTC
TGGGTTTAGATTTTTATTTTTTTCTTCAAATGAGGCCACTCCCACAGCAGCGGGTCGAGG
GCTTGCAAAGGTGGCTGGTGGTTAGATAAACTGAGGGGAAAACCAAGGAGCTGGCATGAA
TGCAGATATTTTAGGAGTGGAGCAGTTTTAGTTCTAACTGATGATTCAAAGAAGTGGGTG
TCAATATTTTTTGCAGTAACAGGCTGTCCTTCATGCCTCTGCAGGAAGCAGACGTGGACA
AAACACCTCCCCCTTTAGATTTCTGTA
>CL5291Contig1
GGCAGAGGCTGAGCTGGAGAAGTATGAGCAGGCGTGCACCGAGTTCACCACGCACGTGAT
GAACTTGCTGCGGGAGCAGTCACGCACGCGGCCCGTCACGCCGCGGGAGATTGAGCGCAT
GGTGGCCATCATCCACCGCAAGTTCAGCTCCATCCAAACGCAGCTGAAGCAGAGCACCTG
TGAGGCCGTCATGATCCTCAGGTCCCGCTTCCTGGACGCCAGACGCAAGCGACGCAATTT
CAGCAAACAGGCCACAGAGGTCCTGAATGAGTACTTCTACTCCCACCTGTCCAACCCGTA
CCCCAGCGAAGAAGCCAAAGAGGAGCTCGCCAAACAGTGTGGAATCACCGTCTCCCAGGT
CTCCAACTGGTTCGGCAACAAGAGGATCCGCTACAAAAAAAACATCGGCCAGTTCCAGGA
AGAGGCCAACCTGTATGCCATGAAGACGGCCCTGGGGGCCCGGCAGGGCGAGGACTCTCC
GCACACCCCCAACTCCACAGGGTCCGGCTCCTTCTCCCTATCCGGCTCGGCTGACATGTT
CCTCGGGGTTCCAGGTGTGAATGGAGAGCAGTCTGCATACCAGATGGGAGGCCAGCACAA
CGGAAACTGGCCCGGTCGGAGCTCGCCCCCGCCCTCCCCACACAGCGACCGCTCGGACAA
CTCCGACTGATGGCCCCGCCCACCGGCACAGAACGACAGCGACGGAAAGATTGAGGAAGG
GACAGAAGGAATGACACCACACGCCCCGCCGGGCTGCGGTTGTTGTTGTAAATCGTTTGT
TTGGTCTTAAGTGTTGTTGGTTTTTTTGTTGTTTTTTTCCGCTCATTTCCGCTGCCTGAG
CAAAGGCGTGCGCACGTGCATGCAGGTGTGGTTTTATTATGGGACTGTGCGTTTGATTTC
CACTAATATGACATGTTACTGAGATGTTTTTGTGGTCAGGGGGGAAAGGGGCGGGGCTGC
ATTATCCATGTTTTAGCACACTATATCATTATTAATATTATTGGTTTTATTATTAGTGAA
TGGGTCGGAAAAGAGTTAGCGAATGAGAGGGCAATAGAGAAAATCCAAAGACTTTGTGTG
TTTCTTCTGTGTGTTTTCCTTTGCTGTTTTTGTACGGCGGCGGCGGCGTGTCCCCGTCAG
GCGAGTGCGGCGTGCTGGAGTCCACGGTGGGAGCGTTCTGAATGAGTGTCTCAACAGTGC
TGTCCTATTCTGTACAGTGAAACACCTGTATTCTCTCTACCTC
>CL5292Contig1
CTGATGAACAGGCTGCTGAGTCCGGTCATTGCCCAGGTTAGCGCGCCTCAGTCCAACAAG
GAGAGGCTCAAGAACACCGCCGTGGCCATCGCAGAGAGGTACCGCTGTCAGGGGATCGCA
GGGGAGAAGGGCGTTGATAGCACCTTTTATCTGCTTTTAGACCTGATGACATTCTTTGAC
GAGTACCACGCAGGCCACGTGGACAGAGCCTACGACATCATGGAGCGGTTAAAGCTGCTT
CCTCTCAGTCAGGAGAGTGTGGAGGAGAGAGTGGCTGCTTTCAGGAACTTTAGCGATGAG
GTTCGCCACAACCTGTCTGAAGTTCTGCTCGCCACCATGAACATCCTCTTCACCCAGTAC
AAGCGCCTGAAGGGGGCGCCAGCGGGCACACCAGGACGAGCACAGAGGAGTTTGGAGGAC
AGAGACGTGCAACTCCGCAGCCAGGCCAGAGCCCTGATCACCTTCGCCGGCATGATTCCC
TACAACATGGCGGGGGACACCAACGCCAGGCTGGTGCAGATGGAGTTACTGATGAACTGA



GCGTTCACGGACGTGCGCGTATCCTCAGACTAACGCATGGACTCTATAAAAAACACGCAC
TCACCCGCCGGGGAGCCATTTGTTCTGTACAGTCTGAGTCTTTCATCCCATTTCAGTCAT
CGGTCTGCTGTTTTTTCTTCTGTTGATGCTTTTTGTCCCATCATTTTGTTTATTATTTGT
ACCTTTTAAAGATTGGAATAAAATATGTTTACTTTAAAAAAAAAAAAAAAAAAAAAAAAA
AAGAAAAAAAAAAAAAAAAAAAAAAAAAAANCNGGGCGGCGGGGCGGGCC
>CL5293Contig1
TTTTTTTACAAAATAAATCAGCAAAAGTGGTGACTACAGATTTTTCACCTGCGGTTTTTT
TGCCGTTAGCGCAGACAACAGTTTGTGGCATTTAATGTGGCGACGGTTTTTGACAAATCC
TTGTAAAACCGCCCGGGTGAACTGGAGGTCAAAGCACATTACCGCATGTAATACACAGCT
GGAATGTACGCAAAGGACGGCCGGCTTAAGCTTGCCGCACGATTGGGAAAAGCTAGTTAT
TTTTAAACGTGTTTTCTCTCTTCATTAAAAGTGCAGATGGATCTGTTCTTCTGCTTTTCA
TTTATATATTTATTTTTCTCCCTTCATTTCTCCCCTCTTGGTAAGTGAAATTTCCCAGGC
TAATTAAAGCCTATTAAAGACAGGTAATGTCAGGGCTGGTGGCAGGACCATTACAAAGTG
CTGATAATTGTCTGCCAGACTCACTAAATCCACCTGTCCTCCAATTACTGCCCCCCTACC
CCCCTCTCCTGACACATTAATCCAGTGTGCGACTCACTCTTAAAGTCCGTCCTGCAGTCA
GGGATGCTGGATCACGTCAAGCACACCCGTGTCTTCAGTTGTACCAGGAAATCTACACAT
TTTAGGTAACTGAGACTCTCCCTGGGGTGTGGTCATCTTCTTTCTTTTTTAAAACTAGTC
AGTTAATTTAGTCATAACCAATAAATGATGTCAAATCAACCACAAGAAAGATTGAGAATT
AAGAAAAATAACAGCAAAACCTTTTTTCTGTAAGACACTCGATAATTAAACTAATTAAAA
CATGTTTGCACCGTTCATCTTTGCTAATCTAGTTTAGTCTGATGCAAAAATCCTCTTTTT
ACATAAATGAGGTGAGGCAGTATCTTGACACTGTTAGTGTGCCAGCTATCCAGTTGCCTA
TGGTTAAGCCTCAAAGAAAACATCTGGACAACACTAATTATATCATCGGGTCTCCAAGGA
GCAGGAGCTGCTGTAAGGATAATGATTCATTGTTCCAAATCTCACTTTGCTATTAAAATC
CCACACCCTGGATCTTCATACATGTTCAGTATCTACAGGCCACGTCACTCCAGCCAGCGT
CCCACTCAGCTGTACGTACAGCAACAATGGTCGGATTTTTAGGAATTTCGGGAGACAGTC
GGGAGTTTACAGCTTCGTATTTACATGATGAGACCAACCCAAGCCGTTCTAAAGGCTACC
TCATCCCGTGGAAGAGTACGGTGTGTCACTGTGGTAGTTGTAGTCTGGACATACTTTCTG
CACCAGTTTGTAGTCTACACTGTAAAAGGCTATATAGATGCATATGACTTTGAAGGGTTT
GGAGCACAGCCAAGACACGTGGCTTTGCGTCTGCTCCTGATAGCACACCTTGGAGGAGTC
ATGGGTGCAGAGAGCAGTCTTCTTGCTGCGGTCAGTCTTGTCGTATTCGATGTGACAGTT
GAAGGATTTGGTATCTTTGGTCTCCAGTGTGGACTGCTGGCTGATCTCAAACTCCACCAC
CTTGGACGGCGGCACCAGGCTGACTGACACGTTCCCCATCCCGGTGGAGTTGTGACGGAA
>CL5294Contig1
GAGGGCGAACTCGGCCAACGGGATTCACCCCCAGGAGTCAGAAGATGGACAGCGCTGATG
GAGGCGGGAGAAGCCGGATCCAGACCGACGGAGGACCGACTCTTCCCCCCCCCTCCCCGC
AGACGTTCCCACTTCAAACCAAAACCTCTGAGCTGTTGGAGAGCAACGAAGAACGCTTAA
AGTAATATAAAAACGGACGAGGAGAGATGTTGTCGGTACACCTGCTGAAAACCTTTGATG
CTTTATCGTAGTTAGAAACTTCTGCAAGAACTTTTGGACCGCTCTGCATCTCGGTCCAGA
ACCCCCAACAGCTGACTTGACAAAAACATGATGGCTTCCTTTGGTTTATTTATCACTTCT
GTTCTAGAATCCACTGTATGTCTGCAGAAAAGCTCATGAAAACTCTTTTGGATGGAAAGT
TTTCCATCTCGTCTTTTGATTGGTCAAAAACGAGCAAACAAACCCTTCAAGGCTGTCGAG
ATGAAACCCAAGTGTCCAGAACCGAAGGAAGGAACCAGGATGGGGAACCACGAGCAACGA
TGTGACGATGGGAGAAAATACTGTAACTCTGAATCCTTTCAGTCATTAAAGCTTTTATAT
GAAAGAGTGGAAAAAAAAAA
>CL5295Contig1
TTCGGCACGAGGATGACCTAGAGTATACCTGTAAATAAGCAGATTATATGTATTTGTATC
ATTTGACCCTTGAGATCTCACATTTTAAGTGGGGATATAAATGCACACATCAGGGTTGTG
CTCAGATCCATTTAGATGCCATTTATGAAGCCTGTCTTCTCGAACCATGTTTCTATAGCC
CTCTCCCCTTAGATTTTAATTACCTCTCACTTATTTCTGCCTTTAATTTACATTTTTAGC
AGTAAAACTGGGAAAGGAGCCAGCTGCTGCTCTCACACCCACAGCCTCAGCGAAGGCTCA
GAATTCAGCAAAAGTGATCTTCTGGGAGGTTTGTTCTCTCTTCCAACAGCCATTTGACTC
ATAATTCATTCTTAGCTTTGGCAGATGTTACTAAAGGATTTCAGATTCGGATTTTGTTCT
ATTAATTGGACTTTAAAGATTCCCGGTAACCTAAGTATTTTGGCACCCAAAGGCATTTTT
CATGTTTTTATGATCAATATTCCCAAAAGTCCAGCTGCACAAAAAATGCCAAGGTGTGAA
CTCATCAATGTACTAGGAGCTGAAATGCAACTTGACTGAAGGCCAGAAATGTTACTGCTT
CAATGTGACATCCTGCTTTATTGTCTCCATCGTTCTTTTTTAAGCCTTGTATAAAATCAT
ACTAGTTCTTGTTTTTTGTTTTTTTTTATTTACGTTTCGTTATGAGATCCAGAAAGATCA
TACACAATTCAAGAAAGGCCAAGACAACCCCGACTTGCTCTGAATTTCAGATCTGCAGTT
CGTCATTTCCGAACAATTCGAATCTTCACACTAAAACAGGTTTTGGATGCAAAAAGACTG
GTATCAGGGCCCATGCTCAGACCCAAACAGTGGACGCCGTTCAAAGCTTGTGCAGTGTGT
GTGACTCCTTTGAGTTTGTGTAAAGTTGCTCAAATCTTTTGAAAAACAGCCACCAAATTT
ACAGGCTACATCTTTGAATATTGGGTCAGGGGACTGACACAAAAAACAATGACTTAATAA
CGGTCAAATGAACAATATAAATCAGAAAAAAAGGGGAGGGGAAAGTGAACCTAAACTCAG
TTTTACCTTTGTGTGAAGGCCTAGTGCTCACTTTCAAACTGTTACTTCTAACGGAAACAA



TAAATGGTTTAAAGCCACTGTGTATGTAGATATGTTGACTTGTATAAAGAA
>CL5296Contig1
CGGCACGAGGCAGCTCTGGAGGGAAGCAGCTTTAGTGCTGCAGCTCTCAGTGGAGCTGAA
ACTGCAGCTGTCGGAGCAGCAGATGCCGGCTCTGCAGCTGCAGCTCAGCTAACTTCAGCT
GTGGCAGAACATGCAGCAGGCTCTGCTGGAACCATATCTGCAGGGACTCATCAGGGCGCC
TTTGCTGGGGCTCAGGATTTAGCTGCAAATGTTCCGGTGGTTGCTAGGACTGGCAGTGAG
CTACAAGGATGCAGAGTAGCTACAACTTCTCGCCTTTTGAACGCAGTGGCTGAGATTGGA
AAAGCTGCAGCAGGCTTCGCCCTGGCTGGAGGTCTGGTTGTGAAGGTGGTGAAGGAAAAA
GTCAGAAGTTGTACAGGAACAGCAGGAACCAACTACTCTGAGAAATCATCCTATGAAGTC
TACTGGAACAAATAAATTCAAGCTAGGAGTCCAATTTTATGCAGTGGAATCATATTCATT
TCTTGTGTACATATGATAAGTACATGCAGTGGCTTTCTCTCACTTTTAAGTTTTCAAATT
GTTAGTAAGTTGAAGTGATTCACTAGAAGCTGTTTGCTTGAAACAAACAGAATTTGTACC
CCAAAAAAACTATAATCTGAAGAGATTTTGGTNTGCTATTTAGATAAATACAAATATGAT
CAATATTATGTGTAATCATGTCATGAAAATAAACTCAAGGAAAAATAAACACTTGATTAT
TTGCACTCACAGATGACAGTGGGTGTTTGTACTACACTGTCTAACATTTATTATATAGCC
CAAACAGGAGCTTTGGACTTCTGTTCCTACCTCTGGTTTGGACCATCTAGAACCAGGAAA
TTATTTTTAAAATTTATTATTCTTATGTTTCCTAACAGATAAACATGCACTTCTTTAGTT
TTCCTACATTAACGATTATGTATTTTTCAAATAACTGATTTAATTCTGTTTACCAACTGG
CATTTACCGTTAAGTGTTTTTTGTTACCATTTCTCCACATAATGGAACAAAAGTATTTTA
AGCACAATATGCACTAAA
>CL5297Contig1
TCCAAGGTTATGTGACGCTCAAGGACCTTAGCTCCAAGAGCTACAGCCGCCACCGAAATG
CTGATTCCAGACTCATGGCCAGAGTAGCCAATGGGGATATCAGGAAACTCCTTCTGGTAT
TCAGTGATCACTCTCAGGTTGACATCTTCTGGTTCCAAAGGGTACGCACTGGTACACTGA
AGGATGGCAAAGTTTGGGTTGTGTTCCTTCACGGTTCTGTAGACACGACGCATGGTCTCC
ATGGACTGCATGCCGCTGGACACCACCATGGGACGACCTTTCTTAGCGGTTTTTTCCAGG
TAAGGGAAGTTGTTGGTGTCTCCAGAGCCCACTTTAAAGAACGGCACGTTGATCTCATGG
AGGAACTCCACCGCCATCTCGTCCATCCCTGAAGCCGTGAAGAAGATCCCCACGTCTGCG
GCGAATCTCTGCAGCTCCCTGTACTGCTCATGGCTGAACTCCAGGTGGCGCTTGTGTTCA
CCGTAGGTTTTCCCCCAGGAGTTTTTGGAGTTGTATGGCCGCTCCAACGCTCGCTTGTTG
AACTTGTGCTCCAACTCGCTCTTCTGGAATTTGGCACAATCCGCCCCGGCGTCCTTCGCC
ACTTGGATCATTTTCTTGGCCGTTTCAATGTCCCCCTGGTGGTTCTGTCCGATCTCTGCG
ATGATGAAGCACGGATGCTCCCCGCCGATCTTCCGGCCGGGACAGAGCTCGAAGACGGAC
GCCATGGTGCGAGAGAAGCCGGCAAAGACTGGAGGAGCCCGAAGAAAAAGCGGCGGGCTG
ACGTCAGAATACCGCGCTGCGCCCC
>CL5298Contig1
TTCGCCGAGGGCTGAAATATTCACTTCTTTCATTGTAAATCTGACTCGGTGCCTCACCAG
CCATCAACCTCACCGCACGTCACTGGTCGGAAGATCCCACTTCACAGCGAAAACCTTCCT
GTTGAAAAGGTGGACAGACATCAACTAATCAGTGATGTCCAAAAGTACTTACCTTTTACA
GTTTCTTTTTTTTTTATTCTTTCATTTTGATTTGGGAAAATACGATATCCAAAACATTTC
CTGTAAGTTTTGGTTATCATTTTGGAATTGTGTTTTGATTTCTACATTTTTTGTTTGGTT
TAATACTTGTTTTGGGTCACTTTAATATATTTTCGCCTTGAGTGATTTGTCCTTCAGGGC
CACCATAGAAACCTGAACTTTCAAAACATTTTCATAGAACTTTCCTATTTTTACCTCAGT
ACAAATCCCGCTTTAAATTTTTCCATCGCTTCACTTCAGAAAATATAATTTAACACCTGA
AAAGCAAATAGAAAATAAAACTATTGCTGTGGACTGCATTATATTTAACATCCAAGTAGT
TTAAATTAATTAAATATTCTAACTTATAGTCTGTGATATGAACAAAAAAGCAGAAATTAT
GTGGGTTTTGTTTTGTGTAGATGTATGCCTTTTTACTGTTGTATCATTTAAATAACTACC
ATATATTTTTATGAAATAAAGAAAAGAAAA
>CL5299Contig1
TGGATTTTTTATCATCTTCTTCACATTGGGATGCAGACACTAACCAAAGCTCCACTCCGT
GCATTAAAACAACAGAGGAAAATCATTCTAGCTGTAAAATTAAATGACATACGTCAACCC
ATATCAAAGTAGACGACTGAAGCTGCTGCTGTTTTTCTGGCTTTTTGCGTATCTACACTC
AAAGTGCATCAGGTTGCTCTCACTTGTGTTTGTCCTGCCGTGTCTTGGCACTCTTTGTTA
ATGAATGTGAATGTTGTGGATGAATCTATAAATGCCAGTGATTATGTTCATGTGGCTCGA
CGCGTAGTCATTTCCTGTCTCCATTGTAATGACATGGTAAGCAGGGTTGACAGATCACTA
TGGAGGTGTTGTAGTTTGCAGGAAGCCACTAGCACTCACGCCTCACGGCTGATACCAGCA
ACATCCGCCAACTCATGTCACTAAAAAGGATTTTCTTGTGCCATATAACACTCTGAATAC
ATCAAACTTCACTATCCAGCTTTACTTTTTCATAAACATGATCATTTGGTCTATGGTGGC
CTTATATTTATTGCTCTTTTCCTGTCATTCAGCTTGGTTCGAGTTTTCACTCTCAATGTT
TGTATAGATTAATGTGCAGGTTTTTACTCACCACCTTCAAAAGGCAAGTTTTACATCACT
CCTCACATCTACAAGGGAAAACCTTTGGTTTAAGTTTTTGGATGACTTTTTATGGTAATC
GGAATCCATATCTGGTGGTTTTGGTTTAAAGAAACTTCAATGTAGTCTGTATCTGTGAAA
TATTTTTAAAAAAATCATTTAGGCGGGGATGAAAAACTTTTATTCATTCTGTACCATTGT
AGTGACACAAACAGATACATAAACAGTCAAAAGACGGTGTTTAAAAGAGGAATGCATGTA



GACATCTGTATGTGATGTAAGATGAACAAGAAAATC
>CL5300Contig1
GCTCTCATAGTGCTGCTGGTGATTGTGGCCATTGGCTTTGTCTTTGAGCCGCTCCCTCAG
ACTGTGCTGGCAGCCATCATCATGGTCAACCTGCTGGGGATGTTCAGGCAGTTCAGAGAC
ATCCCCGTGTTGTGGAGAACCAGTAAGATCGAACTGGTCATTTGGTTGGCGACGTTTGTG
GCTTCTGTGCTGTTGGGTCTGGATAACGGTCTGCTGGCAGCCATTGCCTTGGCTCTGCTC
ACAGTCATCTACAGGACGCAGAGCCCCAAAACTTCCATTCTGGGCCATGTTCCCAACACT
GGCCTGTATTATGACGTGGATGAATATGAAGAAGCATCTGAATATGAGGGGATCAAGATT
TTCTCTTCCAACTTCTCCATCTACTTTGCAAACAGTGACCTATATGTGAACACCCTGAAG
GAGAAGACCGGGGTCAACCCTGAGAAGTTAAAGGCAGCCCAGAAGGCCAGAGAAAAGCAA
AAGAAGAAGAGTAAAGAGAGCTCTCCACTCACAGTTGCTGCTACGTACAAGGATGAGGCT
GTGATCCATGAGGTTCTGCCTCAGAGCAGCCAGGTGGAGGAGGGTGTCAATGGCCATCTG
GAAGACGAGCACAGCGAGACAACTTCGGAGGTGGTGGTCTTCCTGGAGCCGCTCAGCGCC
GTCCACTCCATCATCCTGGACTGGACCACCAACAGCTTCATAGACTCTGTGGGGGCTAAA
GCCATCAAACAGGTCATTAGGGAGTATGCAGCTGTGGACGTTCGGGTGGTCATTGCCAGC
TGTAACAGGAGCACGCTGGCTGACCTGGACATGCTGCAGTTCTTCTCAGAGGATCTGACC
CCTCACCTGTTCTTCCCCACCATCCATGATGCTGTTCTGCACTGCCAGCACTCAAGGTCC
AGCACAGATGGTGCTGCAAAGAAACTCACTTAAGAGCAGACTCCCCCATCACCACCTCAG
TCACCTCAACCAGGACAGTGATTGGGCTCGCTGACAGCAGAAAAACTCAACTGTGTTCAT
ATTGAACAGCGAGCATCAGTAGCCCATTAAAGATTATGCTTCTTCCAAAGTCAGCAGCCT
TATCAGACTGGAAATATGGGGACCAGCATGCTGAAAGAGGAATCTGAAGACTTGGAAATG
CATCTGAAGCTCCAGGTTCTCACTGCCCTGCAGAAACTTCAAGCTGCTTTTGAAAGAGCC
ATTCCTGGAAGAAATGTATCTGCTCATTGCTATGGTCAATTATGTCTTCATCTAGGTTCT
ATGCAGTGGTGTTCTGAGGCTGGACAATTAAAACAGCTCTGTTTGTAATCTTGGTTACAT
GAAGTGAAACTTTATTTTTGTCAAAACATTTGTCTGAAAAACTAATTTTAGTTTTGTTAA
AAATGCTGCTGGAGAACACAAGATGCCTTTTGAGAAAATGTTATTCAGGAACTCAGATC
>CL5301Contig1
CTATGATACATGAAAATATGTAGCCTTAGATTTTGTATATGNACATGACTTTTGTATATG
ATCTTCCATGAGACTTGTCTATTTCTGGATCATAGTTATCGAAATCTGCAACAATCAAAA
AGCTTTTTGTGGTAGTAATCAATAATGCTTAGCCTAAATATTTTTGTTGCCGCACAGCTT
TTTTATTCAATGTGCCACAATTAGGATGTTTGACTCAGTAGCCTTAATCATCCAGACCGG
ACACGTGTCATGGTTGTGCACTTTAAAGCTGATTCAGATGGTAGAGTTTCTCTCTACAGC
ATTCAAACTTCATCCCGTACTATAGTCTGTATATGGGTGTTTGGCAGTAAGTCAGCATGT
GTTGAGATGTGTTTTGAGAGAAAACGTTCCAAAATGGAAACTGGACAAATAGAAAAAAAA
AAGAAGTATGTCAAAGAGTTTTTCCTGACATACCTGATGAGACTTAGTCCTGTAGCTAAA
TGCTGTTGTTTTGACAGTTTGCAAATTGCACACATCCGTTTGTTAGCCTGGTTCAGGGAA
CACCACAGTATTCCATTTGGTTGTTGTTTGCCTTGTGTTGTTTAACTTATGCTATTATAT
TTATTGTAATATTTATTTTTGCTTAAAAAAAGAAAAATATATTTTGTACTTTATTTATGT
AAAATTATAGATCAAGCTTTGTTAAATATCAATGTGAGGAAAGCAGTAAAAAGAGAGCCT
TATATTTTTAATTGCCTGAAATGAATTTGAATAGATTTCTAAATAAAATG
>CL5302Contig1
CACGAGGCCGGAATCGGCAGGGNACGGGTCTCCCACCGCTATTCTCCCTCTGTGCGAAGA
AACCACAGACAGAGGGGGGGAAACAAAAGGAAATTCCTTCACAAAACTCCCAGTGATAAC
TCCGATGGATTAATCTGATTTTCTGCGACAGTAGAGAATGGGCTGTGTCCAATGTAAGGA
TAAAGAAGCAGCGAAACTCACTGATGACCGAGAGACCAGCCTTTCACACAACTCGGGCTA
CCGCTATGGCTCCGACCCCACGCCGCAGCACTACCCCAGCTTCGGGGTCACCACCATCCC
CAACTACAACAACTTCCCCACCGCGGCCACACAGGGAGTGACGGTGTTCGGAGGCGTCCA
CACGTCCTCGCAGTCTGGCACGCTTCGGTCTCGGGGAGGAACGGGGGTGACTCTGTTTGT
GGCTCTGTATGACTACGAAGCCCGGACCGAGGATGACCTCAGCTTCAGGAAGGGGGAGAG
GTTCCAGATCCTCAACAGCACTGAAGGAGACTGGTGGGAGGCGCGCTCCCTTACTACAGG
TGGAACTGGATACATCCCCAGCAATTACGTCGCTCCTGTGGACTCCATCCAAGCCGAGGA
CTGGTATTTTGGTAAATTGGGTCGAAAGGATGCAGAGAGGCAGCTGCTTTCCAGCGGCAA
CGCCAGAGGCACTTTCCTCATCCGTGAGAGCGAAACGACCAAAGGGGCTTATTCTCTGTC
CATCCAAGACTGGGACGACATCAAAGGAGATCACGTCAAACACTACAAGATCCGCAAACT
GGACAATGGAGGGTACTACATCACCACAAGGGCCCAGTTCGAGACGCTCCAACAGCTTGT
TCAGCACTACTCGGCCAGGGCAGCAGGGCTGTGCTGCCGCCTGATCGCGCCCTGCCACAA
AGGCATGCCTCGCCTGACCGACCTGTCCGTCAAAACCAAAGACGTGTGGGAGATACCGCG
GGAGTCGCTGCAGCTCATTAAGCGCCTAGGCAACGGGCAGTTTGGAGAAGTCTGGATGGG
CACATGGAACGGCACCACCAAGGTGGCGGTGAAGACTCTGAAGCCCGGCACCATGTCGCC
TGAATCCTTTCTGGAGGAGGCGCAGATCATGAAGAAGCTTCGGCACGACAAACTGGTGCA
GCTTTACGCCGTGGTGTCCGAAGAGCCCATCTACATAGTCACGGAGTACATGAGCAAAGG
GAGTCTGCTGGATTTCCTGAAAGACGGAGAGGGGCGGGGACTCAAACTGCCAAACCTGGT
GGACATGGCAGCTCAGGTGGCAGCAGGAATGGCGTACATAGAGCGGATGAACTACATCCA
CAGGGACCTCCGTTCTGCAAACATCCTCGTAGGAGATGGCCTCGTGTGCAAGATCGCCGA



CTTTGGTCTGGCTAGGCTCATTGAGGACAACGAATACACAGCAAGACAAGGTGCAAAGTT
TCCCATAAAGTGGACTGCGCCTGAAGCGGCTCTCTATGGAAAATTCACCATCAAATCGGA
CGTGTGGTCGTTTGGCATCCTGCTGACAGAGCTGGTTACCAAGGGCAGAGTGCCCTATCC
AGGCATGAATAACCGAGAGGTGCTGGAGCAGGTGGAGCGTGGTTACCGGATGCCCTGCCC
ACAGGACTGCCCCACGTCCCTGCACGAGCTGATGGTGCAGTGCTGGAAG
>CL5303Contig1
CTTTATTTTCTTAAGATGCATTTGTGACTGTGTAAAAAGCTTAATACAATGTAAATAAAG
ACAATAAAAGAGAAAAATACATATTATGACAGTTTTTTCCAGAGCCAAATAAGCTTTCTG
GACTGTTTAAAGGAGTGTATAAATTCACATTAATTTGGCGTCAGCACGACTTTCTTCCTC
AGTGTGAACCTCACTTCAGGCATCTGCTTTATGGCACCGGGCATGCGGGAGGAGCCCTCC
TTCAGTCCCACATCATCATTCACATGGTGGAGGATGGCAGTGATGTCCTCTCCTTTGGGG
CAGCGCTCCTTTAGCTGCTGACACAGAGACTGGACGAACCAGCTGCCTTCAGAAATGTGT
CTGTAAGCTGGGTAATCTTCCACAGTGGCCAAGGCAACCAAGATATCTGCTTCCTCTGGG
ATGGTTTGTGTACTGCAATCATCCGCCTCAACATCTGTCAGTGCCACCCCTTTGTGGATC
TGCCCTCCCTGGCAGGCTTGTATCAGGAACATTTTGGGCTTCCCTGTGAGAGCTGACTGC
TCAGATGCCTTGAAGATTCGGGTTATATGTTTAATAGGAACGGGCATCTGGTCAATCCCC
AAAACCATTCCCTTTTGTCCATGACTCAGAATGCAGCAAACAAATGCATCGCCGTGCTGA
AGCGCTTGTTGAGGACCGGCGTATCTGCTCTCAGACCACTCCTGAGCCTGAAGCTTCAGC
AGGTCAGTGGAGCTGGACAGTAATGATAAGCATTCCAGGGTCCCCTTCATCTGATCACTG
GTTTGATCTTTGCACATCAGCACTCTGAACCCCAACCATGAAAACACCTCCGCCAGGCTT
TCAGCATCTTTCTCTGTGCCTCTTCTCACTGAGCCGTCCAAGAAATTCTGGTTATTTATG
ATCACGCAGATGCCGACAGGACGAGTGTTCAGCTGATAAACCTCCTCCCTTTTCTGCCTC
TTGTTGTCGTGCAGCATGTATTCATCGTTTGAAGAGGACACTTGGATTGACTTAGGAAAA
GAGATTTCTTCTAGCTGCAGTTGTTGCTTCAGTTCTGGAAAAGTAGATTTAATTTCCTCA
TCTGTTTGCAAGATTTTGAGGAAATCTTGACAGACTGTTTCGCCTTTATTCAAAATCTTA
TCCAGAAGCTCAACAACGTGTCCTTCCACGTCTTCTTTGTTGATGCTTTTGAGGTTGTTG
TACTCCCGAATCGTAATGAGGCGATTCTCATGGACTTTGTTGAGGATGAGCCTCTGATCC
GCGCACAAAGTCGACAGAATAGCTGTTTTATTACTCCTTAAAGTGTCTTCAGCCGACATG
CTGGGAAGGACTAAACACAGAAACGTTTATGTAATTGATTTAAACCTAAAAAGAAAGTAT
TTAAAGAGTTGTACCTTCAAATTCCTGGAATTTTCCTTCCCCCGGCCATAAGG
>CL5304Contig1
GTTTAGGTCCATAAACTGTTTAATATGTTCAAGGCCGTGTGCTAAAGTGACCTCTCAGGG
GTAACAACATAACCAAAGTGTTGTAAAAGAGACACCAGAAAAAGCCCAATCGACAGTAAA
TAAACTGTAATCACACAGGAATTATTTTTAGTGTAAACGGGCAACCTAGAGCAACAAAAA
GGTACCAGAGGAGAGACGAGAAGATGTAAGATCAGTCTGTAGGGTAATTCAGAGGCAGCA
GACCGCACACACGCTCACACATGTTCGCACACACACACCGGCACAAACAATCAGTCCATC
TTCTCTTTGTGAACCAGCTTAGGCGCATCCACAAAGTCCTGGCCATTAAACAGGATGATG
GTGGCTGTGATGGCGCTGGCGGCCCCCCAGAAGGTCACGTAGGCCAGGGTTTCCGTCCAC
GTCTCACCCGCCATCAGAAGACTAATGATGCACATGGAGAATGCAACCACCATGATGATG
GGCAGAGTCAGGAACTTCCAGTCCTTCTGCACCCTCAGAGGAGTGGCTCCATCCGAGTCA
TCCACAGAGAAGTTACCCAGGAACAGATCAATGGAGTCCTGTCTGAACCCGTCAGAAAAG
TTGTTCTTGTAGTAGCGAATCATGGAGTTCCAGCCGTCCATCAGCAACCCCCACTTGGTC
CGCTTTCCTGTCCTGGTGAAGTCTGTTTTTAAGGCTCCAGTTCCTGCATACTGTACAGCA
CATGCATTGGCATTGTCAGCCCATGCGTTTTTGTAGGTTTTCTCAAACTCGGCCTGCTCC
TCGATGCGCTGTCCCACGTTCAGGATGCCCATCCTCTGAAGCTGCGACTGCAGCGAGCGT
CTGGCCAGGAGGCTCTGAATAACATTGGTCCGGTCCAAACA
>CL5305Contig1
GCTGCTGCCTCACAGTACGATACAGGTGATGTAAGCAGCCGTGTTAACATTTTCAAACAT
CCTTTTTCATTTGTCCAGATCAAAGAAAGAGAGAGTCATAAAAGAAGAGAGAAAGAGGAG
AATGAGAGGTGTGATTTAAAGTTACAAGCTGAAATGAATTCATTCAGCCCCTGGGGAAGA
GGTGGAGGTGGAGCTCCGATTAAAGACCAAAATGGAAACCTTATCAGTGACTTGTACCAA
ATGCACAGAATCAATGAAGAAAAAAGGTCGACGCCTGGAGCTCATGAAACCGGGGCTCAA
CTCCCAGGTTTTAGTGATCAGTCACTTCTACAGCAGCTCAGTAGCAAAGAAAGACTCAGA
GAAGAGCAAAAAGGACAGATTGAGGAAAAGAAGAGAAGGCAAGCGGAAGAACGAGCGAGG
ATGAGGATTATAGAGGAGAAAGAGGAGGAGAGGCTGGCAAAGGAGAGATTGTTCATGAAG
CAGAACTACGAGGAGGAGCAAAGGAAATTAAAGCCGAAGAACAAAACAGAGATCCAACTG
GGACCCCAAATACCCCAGAAGGAGGAGGGGAAGAGTGCTAGGCTGGAAAAACAGAGGACA
CAGCCGATCACAGAGAAAACAGTGGGGAACACATCACAGTTGATTTCTGAGAGAGTTCCA
GCTCCTCCTATCCCAACTTTGCAAAAGAAACGGNCAAATCTTGTAAACTNGAGGCCGCCT
TCTGTCACTCCCAACGCCGAACAGGCTGTGTCAGCAGCACATGATCGGCCGACCCCTGAG
AGAGCATCACCATCACACAATGGCCGGGAAGAAGTGATCAGAGAGCTGTCGGCCCTCCGG
AGGCTTCTGAAGACGGAGCAGAAAAAACTGGAAGTCCAGATGGGTCAGGCACTTCCACAG
GAGAATCATCACTCCATCCCCAGCAGAAGACACCCCACTGTGGATGCCTCTGAAGGTGTG
AGTAAAACTCCACAGTCATCTTTGGGGACCCCTTCTTCTTCTGCTGTTGCACCAGTCAAT



AAAAAAAAACCCCACTAAGGACTCACA
>CL5306Contig1
GTGGGATCAGCTGCTCAGCTGTCAACCTTCACCTCAGCCAAGGACTGGGTGTCACATTGT
CAGTGGTTTGGCTCAAACAGATGGCTGATGGCGCTAGTAGCCGCTTCCATCAGTGGCGTT
GCAGTAGCCATCACCATGACACCCTTTGATGTCATCAGCACGCGGCTCTACAACCAGCCC
GTGGACAAGCTTGGCAGGGGCCGCCTTTACCGGGGCTTTTGCGACTGCTTGCTGAAAGTG
TGCCAAGCGGAGGGTTTGCTGGGGTTATATAAAGGGATGGGCCCCGTGTTTGTGCGGCTG
GCCCCGCACACGGTGCTCAGCATGCTGTTCTGGGACCTCATGAGGCAACAGGCCGTCAAA
TGCGACTAGAGCCGAGGAAGAAGCACGAAGCTGAAATGCAGAGCCCCCCGACCCCCACGT
CACTCTGTGACGATGACTGCTATGCAAGTGGGACATTTTGAAAATGAACCTGCTGAGAGC
AAAAGAAAGAAATATAAATGCCTCCACTAACGTCTCCTCTCTACCACTTGTGCTATCTTG
TGGTGTCCACAGCAAGCCCTTCTGAAAGACCCACTCCGATCATCTGTTGATCTATTGTAA
ACGTGTTCCCGGTGGTCTTTTAATTATAATGACACCGTTTTTTAGTTAAATCCACCTGCG
TGGTTTTCTGGGACATAGTTTCTGCAAAGCGGCAGGAGTCCATCAGAAATTCACCTCTGA
TTTGTGGGCAGGACCGTACGCGTGGCACAACTCCGCCCACTGCAGAACAGAGCAGCGAGC
TTGTGGCCCCGCCCACCGTATTTTCTACATCACACACTTTTTCAAACTGAAATTTTTTTA
TCTGATTCACAGCAATTTAAATCTAGGAATACTCAGAAATGCAATTTTAAGCGTAATTTT
ATCCCATCATCAGAAAAATGCAGCAAGAACATATCAAAAGCACAATTTCATACAGAGTGG
GAACATATGTTTAGCTCTTATATCAAATGGTTCACGTCAAAAGCCATTACGTCAAATGTC
ACACCATTGCCTTCCGTGAGACTTTAGGTAAAGCACAGAAATTGAAATCTGGGGCCCTTG
GGTATCATCCACATGTGTGTGAAATTAATATTAAGAGTTCTTTGTCAGGATTTTAAAAAC
TTGATCAGGTTTCCGGCTAGCAGGAGTGTATTATAAATGGAACTCTGGTTTGATGTTAGG
TCTGTTTTCCAGGCTTAATGTGTACGGTTGGCACTGTTCATTGTTGTTGATTTAATTTTA
ATTTACTGAAATGTGTGCAAAGCCAAAAAAAATGTAAAAGATGGGTACTTTATGTACAGG
AAGTCAACCTGATACCTGGAGATCTTT
>CL5307Contig1
ATTTTATTACATNCTGTGAAAATCTGCATTTGTCTTCAACAGGTTAAATCCCTACAGTTA
CATTTAAAATCCGTCTGTACAACAATATTAACACGTAATGAGGAACCTCTTTAAAACTGC
TCCTGCAGAGCCTGCTCTACATCAGACGTTAGTGTCTCTCGGAGGACAAACTTTCACTTG
GAGCCGTTAGTTTCCGTTTAGTAACAGGTGGAGGACGAGGACACAGCAGCACAAACAGGA
GGGTGGTGTTTGGTTGGAGGCCACCTCATCCGTGAGCGTGAAGACGCATCACATCTGATC
CCGTGGGGCGACGGGGGCTTACAGCCATCTCCCACCGTCTCCTCCCCGCTGAGGTTTCCC
CGAGATCGCACGAAGCTGAACATGTTTGGATCCAGCTCAGGTCCATCTCCATCCAACTCC
ACAGTAAACCGGAAAGTGGGCGGGGCCGATTTAGCCAACAATGGCGTTCAATGTGTGACA
AAACTAATCTTTCTGACGTGGAAAAATAGGAATGATCAGAACAGAGGTGAACAATAAATA
TGAAAAATTGGACCGTCAGTCAGAAGCGATGGGGTGGGGGCATACGGCTGTGTTAGGTAG
GAAGGTGCAGTGTGGCGGGCTGAAGTAAAGCCGGCTGACACCTCCTGATGGCTGCATGCC
AGTACTGAAGCCTGTTCTTTAGAGCCACAACTAAAACCTTCGATTTTGTGTAATAATATG
CGTCACATACTCAGTACCAGAACCATTCACAGAAAAACAATAACGAACCCATTTCTGCAG
CAGCAATGCAGCATTCCTGAACGGAGCTGTTGGGGAAAACAAACAAATAAAACCGTTACA
ACGCTCAGTGAGAGACTCATCCGGCGCCTGACCAAGCCGGGTCACGCCGTGAAGATCAGC
GTGGAGGGAAACCCTCGTGCCGAA
>CL5308Contig1
TTTTTTTTTTGGNTTTTTTTTTTTTTTTTTTTTTTGGTGAAACACCAAAACAACACTGTT
TCTTTAATCTGTTATTAAAACATTACAAATTCTGTCAGCAAATATTCTCCTTTGTTAAAT
TAAATTATTGCAAAAGCACAAGTCAGGTCTGTGTTGGTGTGTACAATAATAAGAGCTTAA
ATTAATCCATGTTGGCTCTGTAAGGGGCTTTTTTTTTACAATATGAAAACTAATAAATAT
TTCACTCATTTACACATGAAAAACAGGCAAATGTGAGCGGATGCAGTTTGTTTTCTCCTC
TGCTCTGGTGAAGGCAGAGCGAGCACAGACACAGTTCTGCTGAGGTCCTGTAGGAACGGC
ACGCAGCGCAAAAACAATGGAGCGATGCCCCCCTCCCTCC
>CL5309Contig1
TTCGGCACGAGGACAGCAGACAAGTTTAGGTAAACTCGCTCAGTTATGCAGCAATTTGCA
GATGCGCCCGATCAGAGCACCCGGCCAAATCCCACAAACTCCTCCCCTTTTGTCCAACAA
GACGCCGAAGAGACAAATGACCAGTGTTGGAGGTCGGTTTTTCTTTTTTTTTGGGGATAT
TTTTTTGTGACTGTGATTTTACAGTCCATGCAGTGTTGTGATTAAATGAAGCATGAACAC
ATTACACAACCTTCAAGTCTTCTTGTGCTCCACTTTCAAGCAGTGTTGTGAAGGACTTCT
CTCTTTCAGTGGAAATCAACTTTTCTTTTTTCTTTTTTTGTCTTAAAATTCTTTGTCTGA
ACCTGAATTCTGCATTAAAGAATCCATTTTGCACAAATGAAGCGAAGGCTCTTTCAGATT
GATACAAATGTAAAAAGAGTTTGTTTTATTTTATGTTTCCCATGGAAGTAATGTTCCAAA
CTAAGGTAACATGTGTAGAATATATTTAATATGAATCTTATCTAGAACATGATGACTTTA
GATCTTGGTGATATACATTATATTGGTGTTTAGTCTCTGATTGTGTATATGGTTGGCTTC
TAGCCAGTTCACAGTCACTTGCTGGCAATGTCTTGTGCTTAACAGCAGCAGATCATCCCT
AACTATATCCGAATCATGAATTTGTATTTTTATTTCTTCTAAGCAGTTTGCTATTAATTT
TTTCATTTGTTTATAATTTAATATAACCTTTTTTTTTTGCTTTAAATAATTGCTTTGTAA



CAGCACTAGGTCTTAAAAAATACTGTAATGATCAGGGTTTCAATCTGTACAGAGATAAAC
ATTTTCAAAATGAGTGTAAATAGCACTAAAGCCCTCCACCCCCACTTCCCACTCTGGACT
TCAGAATTGAAACACATCTGTAAACTAAATAAAAGTTANTGAAGTGCGAAAAAAAAAACC
>CL5310Contig1
AAACCCGGGCCTTATGGCCGGGGAGCGTGCTCCTGCTTCAACTTGTAAAGAAAGATGGCA
TCCTTTGGGCTTCAGGTATTTGGCATCTTCTTGGCCAGCGTTGGCTTCATTGGTGACATT
CTTGTTTGTGCCCTGCCCATGTGGAGAGTCTCTGCTTTCATTGGAAGCAACATTGTCACT
GCTCAAATCTTCTGGGAGGGCCTGTGGATGAACTGTGTGCAGCAGAGTACTGGGCAGATG
CAGTGCAAGGTGTATGACTCCATGCTGGCTCTGCCTCAAGACCTCCAAGCTGCACGAGCC
TTGGTCATCATCTCCATCCTCATCACCTTCCTGGGGATCCTCCTTGCGGTCGCTGGAGGA
AAGTGCACGAACTGCATTGAAGATGACTCAGCTAAGAGCAAGGTGGCCATTGCTGCAGGA
GTATTCTTCATTGTTGGTGGCATCCTCTGCCTCATCCCTGTGTCCTGGACTGCCAACGAG
GTCATCAGGAACTTCTACAGTCCCCTCATGACTGACCCACAGAAAAAGGAGCTTGGAGCT
TCACTGTTCATCGGCTGGGGAGCATCAGCACTCCTGATCATCGGTGGGGCGTTGCTGTGC
TGTCAGTGCCGCCAACAAAACGACAGCCGCTATTCTGTGAAGTACTCTGCCCCACGCTCA
GCAGCCAGCACTGGAGCTTACGTGTAAAATCTGGACAACCCTGGACCTATGATTTTATTT
TTTACTTGGGTTTTAATAAAACTGCTTTTATCTAAAAAAAAAAAAAAAAAAAAAAAAAAA
A
>CL5311Contig1
TAGTGGGTCAGCAAAGACCATTCATGATGTCGACGCCTTCATTCCCATGTTTAAGATCNA
AAGCTCAGCTTGATGTCATTTTTTGAAAGTTGTTCTGTTTTTTGTTATTTTTATGATGTC
TGAGCTTATGTACTAAAGTGAACATNTTACCTGTATTTGCCTGAATATAAGACTTTTTTT
CTTTTTTTGTTCAAATGTGTTCAAATTTCCTATCGTNTTATACTCAGGGCAATACTGTAT
TGATGTTAAGCAGTTTGTTGATGTTAAATGGCAAAAAAAAGATCCGATTTAATTTCAAGC
TTTTTTTTTTACGTTTATAAGAAATGTCAGGTGTATGTTCACTTCAATAACCCACCTCAG
GAGTCTCATTTATATAAAAAAACAACATTTGATATTTGGTGTTAAAAAATAGACAACAGG
AAACCATTTCCGTTTTTCTGAACCTTCATTTTTAACAGAAATGTTTGGTCATTAGCTTCT
GTCTCTAATAAAACAAAAAGTTTAACACAAGAAGCCAAAGACATTGTGATGTACTCAATT
GTGTGAAAAGGCTACTGTGATTAAATTCCTGCGCTTGGGAACTGTTGCAAGTCGTGCCAT
AAAATATCTGTTAAGCTGTTAATATTTCTAAAAACTTGACGAAGCTTTTATTTTGAAGTT
ATGTTGCTGTATTTTAAGTGTATTGCATTTTCTTGTGTTTTTTGAACTGTTCTGCATCCT
GACAAAAGAAAATCA
>CL5312Contig1
TGGAGGACTGTATTGAAGTGGGGGCTTTGATGCGGCCGTCTGTGCTGAAGTGGAAGTCTT
TCGGCACGGTGGTGGAAAGCACCGCCTTCTTTGGGGGAGGATTGCCTGCCAGCGCAGCCT
TGTAGCTGGCCTCGTTCTGCATGCGATGCAGGGCCACCTCCCTCTGCAGGTTCTTGATCC
GCTCCATCTCCAGCTCCTCAGAGGACACCAACTCTTTTTTGACCGTGGAGGGGACGGCGC
CGTGGCTGGCGTTAGCAGCTGGAGCATTCAGCCGTGCACTCCTGCGACAGCCCAGCTGTG
TAGCGCTGTCTTTTTGAGCGATGGGGGTCTCTTTGGATTTCTTTACTGGCGGTGCAGTCT
GAGTGTTGGTCATTCTTTTACGCTTTAAAACCCTGCTTGGCTGGGCAGGGTGTTCCTTCA
CAGCAGTTCTCGCTCGAGCAGCCTTCCTGGTTTCTGCCCCCCACGACGTCACAATGTTTG
GGGGTGGAGATGTGGTCTGACCAGAGCTGCAGTCTGGAGCAGTTGGAGGGGTCACAGCAG
CTTCGGCTCCTTTGTGCTGCATGAGGTCAGGTTTTAAGGGGGTGACCAGGTTCCCATCCT
CCCCAGAGGCCCGTTCATCGAACCACCGGTCGTCGGTCTCTGCGTTCACCAGCTCCATGA
AATTTTCGACGTGAGACGGAGCGTCGAACTCGTAGAGTTCGGAGGCACCGGGCTCGTTTT
CGGTCATTCTAGTCGAACAGCCTTAAGACGGGAGCCTTAAAACACCACAAAGAACTCGCC
AAAATGCTCAACGTAGACTTNCCTGGAAGAACGTCGCGAACACAACC
>CL5313Contig1
TCTTTTTCGCCACCTTTCAATAGAAAACTTTTTACACACCAGACCTAAACATAACACAGA
TTGTGTACATTTAACCTTTCCATTTCCTCTGCATCTTCCACCACTGACAAGGTGCAAAAT
TAAACTGAATGTTATACAGCAATTAAGCCAAATGTTGATACAAAAGTAAATTTTGTGTGC
AGTTATAGTTAACATATATGCAAACAGAGAGAACTGTTACAGTGAGACAGTACAGAAAAG
TTGACAAAAAGAAGCAACACCAGCCCATTAATAATAGTGTCAAACATTTTAAGTGAACTG
AACAACTGTTACCTAAAAACAGCATAAATCAAATTAAAATACTTGTTTTCTGGAGAAAAT
TGTATGGAGTACTTATCCAACAGTTATTCAGTCACTTGTTCAGATCTAAAGTACCCCAGA
ACTACCACATCCATTCCATGACTTAAGAGTAAAGAAGTAATCCATCTCTTTAGGCACAAC
AGTCTATTTATACTAACATTATGTACATGCTCCACGACCTTTAGAATCACTCTGAAATAT
CCTATAACTATACACATTAAGAAGCAATCCCCCCTTGCGTTGTGTGCCATCCAAAAAAAA
AAAAAAAAAAAANACATGT
>CL5314Contig1
TGCAGGTAGGACATGCAGTAATGTTCTGGAGCGGCTGCACACCCTGGNAGGCTCTGACCG
CCAGCCAGGCCAGATCAGCTGCGCTGTCGCCCACATTTCTGTCTCCTCCGGGGAAAAAGA
GGAGTCCGAAACCCTCCTGGTGGCCTTTTGACATTTCCCCGGCGGGCGTGGCCTTCGCCC
TCCTTTGGCCGTTCGTGGTGCAGTGGCTCATCCGTCTGTACCTGCAGAGGAAGAGAAGAC



GTATCAACTGATGCCGGCACGCACAGACCACGACGAGTCTCCGGACGGGCCGCCGCCCTC
ATCCTTGCTTCGACTAACAGTCCAGTAATTTGCTTTTGCACTCAGAGGAAAGTCTGCGCA
GCGGCGAGAAGTGAGAGGAGCGCTCAGGAGCTGCGCTGCAGGCGGGGAACGTGAATGTGA
CGTTTGCCAGCTCCTACAACCGAAGCGGTTTGAGAGGAGAAGCTCCTCAGATAAACTCTT
CCACCCAGAAGATGCTGCTATAATCAACACCCTAGGATAATTGTAATGTAACGTTGAGCG
TAAACGTCTTTCTAGTTCTATAATTTAATATTTATTGCTTTTAGGGAGGGGATCAATGAA
ATGGCCAATTGTTTTCCTTCTGGTTTCTCATCCATCCTGCTTCCTAATTCATTCATCTGT
GCTCTTTACGTCCAACTTTTCAAGTCCTTTGTAGAAAAAATAAAAAGTGCCTCAAAATCA
AAAGGTACATTTCTATTTTTAGGAGGAAGGATCATTTCTCCTGTCAAACTGTAGCAAAGC
CGGTTCCGGTTCGGACCAAGTAGATCTTCCGCTCAGACATTATTTTTGTTTTTTTTGTGC
GATTGGATGATGCCAATCCTCCATTAGTGCAGAGCAGCAACACCTGCACAACGTGATTCC
CTAAAGCCCTTAGGGTGCAGATTAAAATGCAATCTTTTAGTTGCACTTGTGTGCAATCAT
GTAGATTGTTAACAGATACTGTATTTGTACGGATCTTTGCAGAGCCATCATGTTTAATAA
AGCTACAGTCTATCTTTGTAAGGAAACCCTCTCTGCACAGGCAGAGCTGTTTGCATGTGA
GAATCCCAGCGTTCA
>CL5315Contig1
GGNGACTTTGATACCNCGTCCTTTTTTGAATCCTAAACCNGTNTTCAGAAAAAGNTACAG
TATCANGTCCAAANACCGGAACNTGAGAGTGATGNGTCAGCGCGCNCCNCCTTTNCGCGG
TNCCAACCAACCCCGTTGGNGNCAACCCAAGGNTTGGGGAAGATTGGNTTCNCCNCCNGT
CCAGATCNCCTGCNGGANGGNCNCTACNGTCCGAGCTCNCNGTCCNTGCATNTTTGACCG
GNTTGTTTTNTTTCAACTGTTGNTTACATNTCAACTGTCAAGTACAANGNGTTTTTTTTT
TTTGTTGTTGTTAAAATACTGCTGTGCTTCTAGAATACTTGGAACATTTTTTACGTCTTG
TTTTGTGTTTTATTTTAGGATTGTTTGGGTTGCTGCTCTACAATTGTCCTCATTGCAATC
ATTGATTAGATGTTCACTTTGATATGTCAACTTTAAACCAAAGGATATGTGA
>CL5316Contig1
TTTTTTTTTTCAAAGCAATTTTCCTTTAATAGAACACAAACTTTTCCAAGCTGTGGCTTT
CTGCTGCTGCTCCCTATACATCCCTGTTTGATTCCAAAAGAAAACATATTCTTCTTTTGA
GTAATTCTTCATTTATTAAATAATTTTAAGCAGGATACCATAAAAATGTGGCATTGAAGA
CACCAGTCCCTGGTAGTGACTGTTATTACCCACAGATATTTTGTCCTGAATATGTTGATA
TAAAACATTAAGCTTTCATTAATCACTTACAAAGTTTATGCTTTATTCTTTTTTTTCGTA
CACACACTGGTTATGTTAGCTACGGGATAGATTTGTCATTGACGTCACATTCTAAAAAAA
CTAAATAGACAAATTTCATATATTAAATGTTCAAAATCCTTCATGAAATAGCTTGAAATC
>CL5317Contig1
GAGGGCGGCTCAAAGCCAAGGAGTACAGCTTGAACCAGGTGCCCACGGTCAACTGAGAGT
CCCCCACGCCCAAACCAAAGCAGCCTCGATGGCATACCAACATCAGAGGTTTGGAGGGTT
GCTGATGGCAGGATTTTGTGACTTTCCTCTCTTCCTGAGCTGATTTCCTGCTCATCCCAA
AGAGGCATGGATGCTGCAGCCGAATGTCGTCTTGATTGTGATCGTGACTGTAACCAAGGA
TGATCTCCAGTCTCAAGACTTTTTTTTCTAAATGGAGACTCCCACACATGGAATAACCTC
CTTGTCCTTTCTTCTGGGGTTTGGATGGAGATATGCACCACAAGTGGGATCAACCTGTCT
TTATTTTTTTTTTGTAAAAGAAAATATCCAGCAGACTTTGTCTGACATTTAATCCAATTT
TTTTAAATAGTTTTTTTTCACCCCCTCATTTCTTTCCATGTTATACCACTGAGAAGCAAC
ACATTTTGATGTTCATGTTATAGTCCAGTATAAAAGAAGAAGCTAATGTATTTCTGAATC
CAGAACCAGTAGATGATTCCATATGATATCCTTTATTTGTAACANAACCTTGTATGTTAA
TAAAATGCGATTCANGCAAAAAAAAAA
>CL5318Contig1
TCAACTCTTCTTTGTCATTAAGAACACATGTTAACTTTACAAAAACAGGTTTAGTCCCGG
ATCCACCTTAAAAAAATCCAGTAGCAGCTCCNAGCATTTCCTTCATTGCAAAAACATTTA
ATGGTGAAAACTGTAACATCTCANAAAGCTGAAGCTTAAAACACTGTTTCAGCAAAAAAA
AAATTAAAAGTGAACGCAACTTTATTCCCAGTACTTACACCCAAAAATAACANAAGTAAC
AATGTTTTACAAAGTCTAGCCCTGTGAGTGTTACTTTTANAAAACTGATTCAATACAAAA
ACAACCCGACNACNTAAGTCCATAACGGAAAAGCAAGGCATTACAATAAGTATTAAATAT
AAAATGCTGCAAACTTGGAAGGGAATTAAAGATCCATACACCAGCTTTAGTAATAGTAAC
AGTTTAGTTAAAAAAAGAAATAGATGGAAAACATTCAAATTTTTCTTCACCTAGTATAAA
AGAGATATTGTTTGGTAGCTTGTGATAAACATTGTTTTATCTAACAATATGCTCATTTTT
GATAAATAAACTCAGTTTTAAAAATACTTAACATTTCTTAAGAAAAAAATCTAAATGTTC
TTAAAAATGTGTCATCTCTCTTTAATATCTTAAGGCTTTACATCCTGCAGACCACAAGAA
GGCAGCATTAGAACGTAACATAGTTGGCGGGAAAAATCCCGACCCGCCCATCGTCCAGTT
TCCCCTCCCACCAGTCATGCTGGGACTCTGTCCTGGTGATGACGGTGATCTTGTCCCCTG
GGACGATGCTCAAGTCGCCAGGCTGCGCCGCGGTGTATTGGTGAATTGCTGTGACAATCA
CTGGTCCACTGGCCCCGCCTGATGCAAACCATGACTTTGAAGTATCAGATTTATAAGCAG
AGACGCTTGGGTAAAGGGCATTTTTCCCTGCAGATGAAGCTGTCAACCTCTGGGAGCTGG
ACGGTTTGGGTGCAGAAGAAGAAGCAGCAGAAGATCTGGAGGGGCGAACGGGGGAAGGCT
TGTTCTTGTTGGCCCAGTCAGTGCAGTAAGCCTCGGCGTAGATGTCCAGGATGTGGTAAA
GGTCAGCACACTCTGAAGGAGGATCCACGTCTCCATTCAGAATTGCTGAAGCCCGGATTT



CTTGCCTGTAGAATTTGCGGTTGGTCTCCTTGCGTTCAATCAGATAGGACCCCTCCAGAG
AAATGCCAGCAAACAAACCTCTGGACCGGCAGTAGGTGAAGACGGCCGCAGTGCTCCGCA
GAGCCACATCCGCCTCCACATTCCTGCCTACAGGTCCCACAGCGACGGTGCAGTTCCCGC
CCAGCGTCAGGTTCCCGCCCTTTGTGAAGGCCTCGATGGCTCTGCGCTGATTCAGGATGA
TCACCAGATCCGACACTTCCACCCCAATTTCAAATCCTCCCCCTAGGCCGGCAATACCGA
TGGCTGAGGGTGCTGACCAACTTCGGTCAGCGAGTCTGGCAATGACGATTCCACTGCCTC
CTCTGGCAGTGATCATGAAGCCAGCTTTGATGACAGAGATGATGGCCAGACCCTCCCGCC
TTTGCTATGACATGAGCAGGGATAAGTTTGTCTGGTCCATATCTGTTGGAGATTTCCGTA
AATTCTCTCAGGATCTTGGCACGCCTTCTTTGCCTCAGACCTCAAATTGGAAGGTATTGG
GTTCATTCTCTTTCCTTTGTTCAGTCGCTTTTGCGTGTTTACCTGCCGCCAGGTGAGCTG
CGCAACTATCCTCTCTTTGCACTTCCGCCTCACGAGCTGGCCGGAAACTCGAACAGTTAC
CCCC
>CL5319Contig1
GTCTCCTCCATGATGTCCTCCGGCCCTCTTTACAAACTCTGTGGTTAGCGTGAAATCGCC
ATCTCGAATTTCTTGGACGCCAAAAGTGAGTCCGTCATGCATCAGCCAGCCGTATCCTTG
CAAATGGTCCCCCTGCTCACAAGTGTGTCTTAGATTCACGTCGAGGTCAGAGAACTGTCG
CATCCACATCATGCCTGTAACAATCGACTTGGGGCTCCTTGTTTTCATCCCAAAGTAGAC
CTGGGGCCTGTATGAGCCCCAGAACCTCTCTGGAGAAGCCTTGCGCGCTGGTGCTGCTGG
CGTTCAGGACCCGAGGTGCTGGATGCAGAGTCACCACTCGCTTGGCCAGACTGGATCGCA
TGTGGATGGTGTAGAAGAACCAGATGAGGCTGAATATGCAGAGGCCGATGGAGATGTTGA
TAAAGACTTTTCCGATGTCGACTTTCTTTTTCTTCTCTTTGCGGTGAAACACAGCGGGTT
TGTCATCTTTCCTTGGAGGGGGAGGAGCTTCACCGGTCACGACCCTCTTCCTCTGCCTGC
CCATCCTGCCCTTCTGTCCAAAGAACCAGCCTCAGCTGTTCATGGTCTGCTCTTAGCTAG
CTACGCTCGCTAGCCACTTCCGGGTTCCTT
>CL5320Contig1
CTGCAGGNAATTCGGCACGAGGCGCAACACAGAGGGACTCGGCTGCCATCCTCTGCGGCT
GTCGAGCTTGTCACCGGGATGCGGAAGCGCAGGAGCCCGCTGTGCGCGGAGCAGGACAGC
GACGAGGCGCTGAAGCGGCGTTCTGCGGACAGCAGCCGGCAGGACCCGCAGGAGGAGGGT
AGCATGAAGAAACCGTTTAGGAGGCTCGGGCTGGTGGGTAAAATAAAGAGGATCTTCTTG
GTGCTGATGATCATCTATGTGTCGATACCTTGCATTGTCAAGATCTTTCCTTCCATTCAG
GCCAAACTTGTCTTCCTTAACTTTGTCAGGGTGCCGTTCTTCATAGACCTGAAGCGTCCG
CAGGACCATGGCTTAAACCACACCCACAACTTCTACCTGGAGCCCGAGAGCGGCCTCAAA
GCCGGAGTCTGGCACACGGTTCCCGCTCAAATGTGGAGAGAAGCTCAGGGTAAAGACGGC
AACTGGTACCTCTCCACGTTCAGCTCCTCCAACCCCGTCATTCTCTATCTCCATGGTAAC
GCAGGGACCAGAGGAGGAGACCACAGAGTGCAGCTATACAAGGTCCTCAGCTCGTTAGGC
TACCACGTGGTCACGTTTGACTACNGAGGTTGGGGGGATTCGGAAGGTTCGCCGTCAGAA
GGCGGGATGACATCAGACGCACTCTTTGTCTATGATTGGCTGAAGCAGCAAATTGGAAAA
ACGAAGCCGCTTTACATCTGGGGCCACTCTCTGGGAACAGGAGTCGCCACAAACTTGGTG
AGACGGCTGTGTGACAGAGGAAATCCACCAGATGCTCTAATCTTAGAGTCTCCCTTCACA
AACATCAGAGAGGAGGCCAAGTGCCACCCGTTCTCCATGGTCTACAGGTATCTCCCGGGC
TTTGATTGGTTCTTCCTGGATGCCATCACTGCCAACAACATCCGCTTTGCCAGCGATGAG
AACGTAAACCACATTTCCTGTCCAATGATGATACTCCACGCGGAGGACGACACTGTGGTT
CCTTTCTATCTTGNAAAAAAGCTCTACAGCATGGCGTCGCGCTCGCAAAGCCTCACCGGT
CACAAGGTCCAGTTTGTGCCATTCCCGGCATCATTGGGGTACAAACACAAGTTTATCTAC
AGGAGCCCGGAGCTGCCAAGCATCCTCAGTGACTTCCTGGGCGTGGCTCACCCACTCGCA
CCATGACCCCCCCTTCTAACACGACGATTCTTTTTAATGAACTGAACATGCTCATCACCC
CCCCAGCTTCAGGGCACACAGGGTTACCATGCCGGCTGTTTCTATGGCCAACCAGACCGT
TCCTTCAAGGAGGATTCCCCCCACCCCCATGCTCCGCTCCATGGGATTGCACTCTGCAGG
TTTTAGTTTGCTGCCTGTACCGA
>CL5321Contig1
CGTTTTATTGAAAAATATGAACATNACCGACTATCCTGTTGACACACAAACACGGNAGCA
GGAGGGGGCAAAAACTGGGATTCTCCATACAACACAGATACCAAACCAGACCGATTTTGA
CCGGGGACCACATTTCTTAAAAAACAGTTTTTGCTCCCCTTTGAAATAGTCCTTTTTCAG
CCTTTGCTCGTAGTCTTCCAACAACAAAAAAGAACAATCCAACAGCTCCATAAGAAATCA
CAGGTGAGGTGCTGATTTATGATGCAGGTCTGAGCAAATCCACCCCTCAAATGTGAAATG
GGTGGAAATAGATTAGGACTTTACTGCTGTGTCTCTGGATTTGTAGTTCACTCCTCTGCT
TTTGAGCTCTCTGACCACACCTGGAGGAAGTCTGCCTGTGACTGACACCGCATACACACC
TGGCTTGAAGTTACCTATCCTTTGCCATTTAGCCACCCAGCTGTCTTCAGGACTCATCAT
GGCTATGACTCCATCAAAGGAGGAGCTGGTGCATTCGTAAACCATCTCTCTGTTCCCTTT
CATCTGCAGGTAAGCCTCACAGTTGTCACAGCCGTCATATTCAAACTGGTCAATGGTCTT
TACGAGTGAACAAAGAAGACAAGCCCTCAGATGACGCAAGTCTTTAGGAACAGTTTCCAG
CGCCATAATTCGTATACCACAAAGAAAAAGTCCCGAAGGAAATAGATTGTGATAATCTAT
CGAATGCTTGCTGTTATTCCCCGGCCATAAGGCCCGGGT
>CL5322Contig1



GCCTTTGGAAATTGTGCGCTTTAAGCCAAAGTTCTCTTCGTTTAGCCGGCATTTATGTGT
GTTTGTGGGTCAACCGCAGGACGGATAACATCAGAAATTAAGCATAAATGGTTCCAAATA
TTGACCAAATGAATGCAATAGATTGTTTTGGCCTGTATAGTTTGGGAATGCGTGTTTTCT
GCTGCTCACCGTTAACCTGCCTTTAACACGCGTGTTTTGGGTGGGCTGTGGAGTTTGGCC
TTAGTTTCACTCGCTCTGCATGTGGAGCCACTTGAATGAAGATAAAGCTTTTCAGCATAA
TTCCCAGCTGCTGCGTGGACGGCGCTTCCTGCCGCCTGCTTCCTTACTTTTTACCAGCTG
CATTTCTTTGAGGACCCAACATGGCACGTTGGGGTATGTCTGTATCCATGGAAACCTGGG
GTCCATTGTGTTTCTTCTCCCCTCACAGTCTGTGCATCTCTTTGAGGGAAAAGTGCCTTA
TTCAGTTAACGTCTTTACATATTGGTGTTAAAGATTAACGCGGCTAAATATCAGTGATGA
ATACTCAGCACTTTGGGATCCCTGTGAAAGTGGATGTGTGTGTTCAGCTTCAATGCACAT
TTTTGTCACACTCAGCCTTAACTCTGTCAATCCAATCTACACAACAGCCACTAAAACGTT
GTCCAGACGGGCCAGTTTGGGATAAATGAATGCAGGTCGCAGCCTGAGCATCGTCTCGCG
TGTTTTACGCCGCAGCATTCCTCCACTTCAGCTCTGCTTTGGTTTGGCCTTATTATACAT
TTGAACCTGAATGTGCGTTTAGTCGTGGGGGGCTCGCTGTTTTCAGGCCGGAAGTGAATT
GGCTTATCCCTTTTCTTGCTTTGTGGCTTTATTGCTGAGTGCATCCACTTAGTGCTGTAT
TTGTTGGTATGAGTTATTATTGTTTTTGTATTTCCTCACTTTGACCTGCACACAGCCATA
TGTTACCACTGGACAGTGTAAGAATGCCTCCTGGTTTGCTTCCTTTGTTCCCTCATTTCT
ATGCCCCTTTTCAGTTTGTGGCCTTGTTTCCTGCTGTTGCCTTTAGTTTCAAGATGTAAA
ACCAA
>CL5323Contig1
TTTTTTTTGACAGTTTACTAAAGATTTTATTCTACAAAATTAAGGAAGATAATTCGGTCC
ACAGACTGACACCCCCCACCTAACATTACATTTCATGTCATCCAGCATTTTTTAAACATC
ATTCAGCTGATGATGAGGCAGATGATGAGAGAAGAAGCTTGAAGAGTTTAACTTTCTTCA
GAGGTCTGAGCCGAATGTCTGGTCCTGGTTTCAGTCCTGTTCCTTAACCGCGCTCTGTCC
GTGGGGGGCGCAAACACCCGTCTCTCCACACTCAGGACCTCTTCGTACAGGCAGCTGGGC
TTCACGTCCAGAATGAAGCAGAACAGTTCCAGCAGCCAAACGAAGGAGTTCGGCAGCGTG
TTTTTCAAATCCGTGAAGTGGTTTTGGCATCTGGGTTTGCAGGGTCTGAGCGACGAATGC
CAGTATGAGTGGTGGTGGGGGGTCAGAAGGTCATCTTTGAGCCCCACCACTCCATCCAGC
AGCGTGTGGTGAAGACTGGGACCGTCGGCTCCCTTCTGTTCCCCCCAACAGAACTTGAAG
CTGGAGGTGGTGACATCTTTAGGGCCACTAGGCTGAGAGGAAAGCTTCTCAAAGCAAATC
TGCAGCTGCTCTGCGACTCGTTTCTTCTTCATGATCCACCATTTCTCCTTCTTCCTCATG
AAAATGGGTTTCTTAGCTCTCCACTGCCTCCTGGCTGTGTCCTGGTCCCTCCTCTGCTGA
GCTCGGTTCAGAGCGGTCTGCATCAGTTTGTACCACCTTCGCAGGTTAAACTGGGCCCCC
TCTCCGTCTGTGGACCTGGCGTTGTTGGACAGCTCCCATTCGGTGTGGTCGTCCAGGCCA
AAGAGGAGCTTCATGGTGACGATAATGAGCGCTGCCGCCTGCAGGTCGTACCGGGGGCAG
GGT
>CL5324Contig1
CACGAGGCCCACCTACATGCACAGGTTGTGTCGCCTGTTGCAAGAATCGAACTCCCAGTC
ACAGCATCTCCAGAAGCTGTAAGAGCCACAAACAGGGAACTCAGGCTTCAGTCCTGAACT
GCGCGGAGTGCTGCAGACCTTCAAGTTTCCTGATTGCCAAGCGGATGAACAGGCTCTGTG
GCAGCAGTTTGATCAACCTGATCAGAACAGGAAGTGGAGGGAGGGGCTTATTAAGTCGAG
CTTCAACTACCTCCTCCTTGATCCAAGAGTTACCAAAAACCTCCCCTTCCGTAGTCACAC
CATGACTCCTCAGGAGTGCTTCCAGACTTTTATCCATGCTATATTTTATGTGGGCAAAGG
AAAGCGCTCGCGTCCGTACAGCCACCTTTATGAGGCTTTAGAGTACTATAAAGGAGAGAA
GACTTGCAAGACTCTCTGCCCCAAAGTTCAGCAAATCCTCCAGGTGTGGAATGCTGGCCA
GGGAGTCGTCTCCCTCCATTGTTTCCAGAACGTCATTCCAGTGGAAGCTTACACAAGAGA
AGCCTGCATGGTGGAGGCCATTGGTTTAAAAATGCTCACCAACCAGAAACGTGGGGACTT
CTATGGTGTTGTATCTAACTGGCAGATGAGAAGGAAACGGGAACTCGGCGTCCACCTGTT
ATATCGCGCCATGCAGATCTTTCTGGCTGAGGGTGAAAGACAGCTGAGACCTGCTGATAT
CAGGCAGTGAAAACCACCACTGGAGGGATGTGTGAGCAGCTGCAGAGAGGAGAGCAGGCA
CATTCAGACTAAACAAAAAAGAAAAAGAAAAACTGACTGACAATAGAGTTGAAGGAAGTC
TTGCTCCAATGGCATTTGTTGTTTATAACATCAGGAATTTTAAACTTTTCACTGGAATCT
TAAAGATCTTTCTCTCAGTAGAAATGTAAAATGTTTAAATTAGGGTTTTAAAGTTGTAAA
TGTTTTTACAAATATTTTTTTTAAATAGATGCAACAGATTTATCTTGACCAGAAAATTAT
TGATCTTGGGATTTTTTTCATTTTTTTAAACAGATTCGTCTTAAAAACAGAATGTGATTT
GACATTTCTGATTTGTTTAAGTTTAGACCTTTTTTTAGTTTTAAAAGCGTTAGAATTTTC
CTTGTGTTGATTATTGTTTTCTTTTTGTGGGTGTATCATTTGCAAGTCTTCTCTGTAGCA
ACCAAGCTAAATCCCCAAAGGGGATTAAAATGATCACTCCAGAATTGAACCTTTAAGTTA
GTTTAATAGGTTTCTTTTGAGTAATTTTGCACATAGACAAAATCATTTATATCCCTCTCT
CTTTGTTGAAAACAAGGCAGAAGAAAAAGACACATGCCTTCCATCAAACTACCATAATGT
TTTTAAAAAGAATAAATGTATTTGTTGCAAGCTTGATAGCCTTAACAGATTTCCCTTTAT
TGTTGGTTTAATCTTGCTGGATCATCTTTAGAACTGGTTTTTGTTTGTATTGAAATTACA
TAAAACAAATAGATGCATCATTTGAAGAAAGAATTTTCTTCTTGGTCCTAGATTGGTTAT
TATCATTTTCTATATGATTTAGAGTTTAAAGCACTTCGCTTGTCTGATGAACTTTTAGCA



CCCTTTTTTTATATTGAATTGAGTAATTTAGATCACTTATCATTTAATGTATTTAAATAT
ATTTGCAGTTGTTGTCACTTCAGGGTTTGTAATTGTTAAGCTGTCTAGTATTTTTACATC
TATTACAATACTTGCAACTGTAAATTGATTTTTTTATTCGAAAAT
>CL5325Contig1
ACTGTGTGACGAGCCGAGTCTGGTGGGGCTGAAACTGCTGGAAAACTTCAACGCTGTTCC
TCTAAGAGACCTGAGCTGCATTGTGGAGCTGCTGATCATTGCTCACGACTGCTTCAGTTT
GACCTGCAACATGGAGGGCATCGTGAGAGTGCTCCAGACGGCCCGCCACCTCAGCCACTC
CTACCTGGCTCCAGGAGATCACTACGGCCTGCTGGTGCGCCTGCTCACAGGGATGGGTCG
CTACAACGAGATGACATACATCTTTGACCTTCTGCACCAGAACCACCGCTTTGAGATGCT
GCTGAGAAAGAAGGTGGACACAGATAGAAAACAGAGCTGCAGTCTGAAGACAGCCCTGCT
GGATTACATCAAGCGCTGCCTCCCTGCAGACAGTGAGAAGCACAACATGGTGGCTCTGTG
CTTCAGCATGAGGAGGGAGATTGGAGAAAACCATGAGATGGCTGCGAGGACTCAGCTAAA
GATGATAGAGTCTCAGGACTGGGTTGTGACTCCGGACCTGAAAACTTCTCTGGTAAAAGC
TCTGGGTCTGTTGAAGGACGCTGCCGAGAGCTACTTTAAGGACTCCTGTGTGCGCCAGGC
CACTCGCTGTGTGCGGACAGCCAAGCTGGTCACTCTTCAGCTTCACTTCCTGAACCAGGG
ATCAGAGCTCCGCCTCATCAACCTGCAACCTTCAGAGCTCCTGATAGCTGTCATGGCTCT
GCCCCACTGCTACCAGGTGTTTGTGGTGGCTGAGGCGTACAGCTACAGTCCAGACTGGGC
CGAGGTTCTGTTCCAGAAGGTTGTCCTTCGTGGAGACTTTGTGTACCTGGAGGAGCTGAA
ACAACACTGCCCCCTGACCCCCACCCTGTTTGAGGACATTTTTATGAAGCTGGACGGCTC
CTCCAACAGCACCATTACAAATGCCAAGCGACTGCTGACTTACTGTGACGATGTGTACAG
TCGCTATAAGTTGGCCTATCAGCACAGCTTCTACGATGTCACCAAGATGCTGCTGCAAGA
CGCCAAAACATCCAGCTACCTGAACGACAGGCTTGCCAGCTGACCGCTGCAGTTTCAGCT
CCTGTGCGCGGCCACGAGAACCAACAGCCTGCTGCCAGTCTGCAGCTTTGCTCTGTGGAA
CATCACTCTGAGCAGGAGACATGAAGGCTAACTAGATTCATCAGTTTATAAATGTATATA
AAGACT
>CL5326Contig1
TTTTTTTTTTACATATTTACAGTTTTTATTTGGTAAAACCAAAAATCAACACGATGGCGA
AAAACGGCTGAACTTTTCTCCGTCAAGAAATCCAAAACATTTAAAGAAAAAACTCAGTCG
ACTGTGAGGACGAGACGAAATACTGGTTCTGGTCAGTTCTGCTGGAAAGTGCAGGTGCGT
AACACCGGACCTGAGGAGCTGAACTCCACTGGGTTTCAGACGTTTGTAAAAGGCAAAAGT
TGGGATTTGAGTCCTGAAGTAAACCGTAAAGAAGCTGTTTCTGGGTTTGCAGCTGCAGAA
CCAGCATTTGGCACCAACATGGTTCTTAATGTGCAAACCGAGGCCAGCTCTGCCACAGAT
CAGCAATCACATCAGCAATCACATCAGCAACGATCAGTGCTGTCATTACTGGAGGGATGG
AGATCTGATGCTTCTCTATGATGATCTGTTTCCATGGAAACAACCTCCGTCACGCGTCCG
TTAGAACTTACTTGAATGAACAAAGCCTGATGACATCACAGCAGATCTTCCTCCCCGCTC
ACATGGGATCGCCCTGAACCCTGAATGGTTTCTTCCAGGAGAGGTGTCGGCCCGTTCAGT
CACCTCCAGGTAAACAGGTGAGCACAGGTGTGTTTGGTGGAGGGAGGGAAGATGCTCATG
AGCAGAACCTGCAGTGATGCTGCTTCAAACTACAGATGTTGATGGTTCCAACCCGGAGCC
GAGAACGGAGCCAGAGAACCAAAGAAAGGCAGGAGAACTGACCAGGTCATATTTGACCCG
CGGACCCAAACGAGGAAATCACAAAACCACCGTTTGGATGAATTCAACGCTAGCAGCCGT
AAAACAAACATCTTTGGCTTTTAGAGAAGATGACCAGAACCGTCTGCAGGTCTGCTCGTT
ACAGAGGTTCTGCTCCCTCCTCAGGAGACCGTCAGCGTCATGGAACCTGCAGAACAGAAC
CACGATCTGCAGATGAAAAAGCAGCTGAAGGACACGGACCGTGAGGAGAACCGTCTACAG
GGAGAAGCCGCTGGAGAACGCCAAAACTAGACAAGAACTTCAAGCATCAGTCAGGAAATG
ACCCTCGTGCCGAA
>CL5327Contig1
TCCACTTTGGTCAGGATGTGGGAGTCCAGAGTCTCACCAAAAAACACCACATTAGGCCTC
AACAAACCATGGCAGTCTCTTTCTTCACACCTCGGCAGCTTGTCCACAGGAATCTGGGCA
TCAGCAACATTTAAGCCTGGTGCTCCTTTGCCCTTTAAGGCGGCACATATGGGGCTCCGC
TTGTTGACGGTTACTTGACCACAGCTCATGCAGCGCGTCTCCATCAGACTGCCATGAACC
TTCAGCACATGCTTGGAGCCGGCCTGTCGGTGCAGGTCATCGATGCACTGCGTGATCACG
ACCACGGTGCGGCCCTGCTTCTTCAGCCGGGCCTCACATTCTGCTATGGCCACGTGGACG
GCACTGGGCTTTTTGTCCAACACCAGCTCCCTTCGGTAATGATAAAACTCCCAGACTCGA
GAGGGGTTGCGAGAAAAGGCCTCGGGAGTTGCAAGATCCTGAGACACCCACTTCCTCCAT
TTCTCGTGTTCCCCCCTGAAAGTCGGCACTCCACTCTCGGCACTCACGCCTGCACCGGTG
ATGATTGCTATGTGCTTGGCTTTGGAAAAGACGCTGCGGAACTCAGACATGTCTGAACTG
GGTTTTGCAGACTCGACCGCCGTTCCTGTGGTCACATGGGTGGAGCACATTCGAAGGCCA
AGTGAGAGCATGGCGCGATTTTTGAGAAGCATTTTTGTTCGATGTGTATTGTTGTTTTAA
TGTGAGCTGGAAGCTTCGACGAAGTGTGTTTACCTGTTGTTTACAAGAGATGCCCCCCGG
CCATAATGCCCGGG
>CL5328Contig1
TTTTTTTTTTAACAAATTGTGCAAACTTTATTAGATAGATTGCCACATCATGATTGTTGT
CGTTTCCTTTTCCTTTAGTATCATTTAAAGCATCAGAATCTCTTCAGAGTGTAAAACATG
AAAGACAGGAACCTGAGAATTCATTCATGCTTTTACTGTGAAGGGAAAGCTGGGAACTTC



CGGTACAGCATAAAGTGCTGACTTTACATTTCCGGTAAATGCTGCTACAGCCAGAAGACG
AACATTCTTTCAAAATAAGTGTCATGTTATAGAACCCCCGTTTTAAAAAAAATGTATCCA
AATTTATGTCAAAAATGGAACTAGAAATCAAACTTTTTTAATTTTCTTTTTATCTTTTGT
TGAGATTTCTGCAGCTTGTTTTCACTTTTACATTTGAATTTAGGCTATTTTCTTCCCCTC
TGACGATGCGTTCACTGTCAGCTGGGAACAGAGAGCTTTCATTTTGTGCAGCATCATGTT
TAAAGAGCAGAGGAAGCCTCTGTGCTGAGCTTCTCCTCGGTTCCCTTGCAGAGGTTCTGC
AGAACCCTGAACGTTTGTGGCTGGTTTCACTGACAAAGTGGACCTGGTTCTGAAATGAAC
CTGGTTCACTTTCTTCTACAGCCTGACCTGTCCGTCTCAGCTCCAGATCTCCNGGTGTTA
CAGGTAGATCGAAGGTGGAGTCGGCTTCGGCTCAGCCAATCACAGCCCCAGGTTGAAGTT
AACATCCCATAAGTCCCTGGACAGAACTTCCCGTTGGCTTATGNAGNGACGTTGACATCC
AGAAGAGCCATGGCGGCCGTTTTCCCGGCAGCGGTGGTGGTGGCGGCCGGGACAGTGGGC
TNTGAGGAACCGGGGGGGGGGAAGGGGGTTCCAGGCAGGGGTGGGCAGCTTTGATTGGTT
GGAACCAAGCCGGTCTGAAACAGGATCTGCTGCAGAGTCCGCCGGAGGTTGGGGTGCAGG
CGCCGCTGCGTCTGGTAGAAGACCTCCACGGCAACGCACTTCATCACCCCGGTAACCAGG
TCCTCGTACAGCGGCACCGTGTACATCCNGGAGGTGTGTTTTTGCAGGAAGGCGCGAACT
CTGGGTAGCTCTGGATAGAACGTGTTCCTCACCACCATCTGCAGCCAGCGGATCTGGACC
TCGGCGTTCAGAACGTCAAACAGTGGCGCCTCGT
>CL5329Contig1
CGGCACGAGGCCGATTACCGCTAAAAACAAGCCCAAAGTCGACAAATCGATCAACTTTTT
CTCTCTTTGCCGTTTCCAGTGCATGCCAGAAACCTGCTATGACCCTCACCAACCGTCTTC
TTTGCTTCTGCTTTTGTCCTTTCAGATTGTCTATAAATTTATGGAAGGAATCTGCCTTAT
TTCGTATCAAAACGACAAAAATCACGATCTCAGCCCACAGGAGCCGCTCCTGCTCTGGAT
TCATGGTTGTGCATTGCTTGCGGATGATTTGTACTTTTAAAAACATGATGTAATGGCTAA
TACCTGTTTTGTTAATCACACCTGGGGTTTTTCCTTCATTCAATTTTAGGGTCCTTCTCC
TTTTTCTGTATCATTTCTTTTAAGTGGTGCCATTCAAAAGAGCAGAGGGGTTTCAGATTT
ATGAAATGATGCCTTCATACTTGGATGTTTGCTTTGCTAAAACTATAACAATATCAACTA
ATAAAGTTTAAAGCAGAAAAAAAAAA
>CL5330Contig1
TTTTTTTTTTGCTTTTATTTTTTATTAAGTCAAATGCATTAAAAAGAACACATTTAGTGT
GGTAATAAGTCAAAAAACAAACAGTAGAGTATATACATTATGGTTTTTAATAGTTTTCCA
GAAAAACACTACAAAGAAGACACACAGAATGTATATATTGAAAAAAAAGTTTGACACTTT
TTTTTAAAGAAAGAACTGTTCTTTTTTATTATGTTGAAGTTAAAAAATGTGAGTTTATAC
CAACCATGTCGCTGTTGTTGAGGTTGAGGCAAATCAGGCAGATAAAATGATGTCTCCATC
AACACACTGCAGCAGAATTTCCTTTG
>CL5331Contig1
AAATCATAAATTATAATTTTATTGGATGACAATAACTTAAGACTGTTCCAATGTAATGTC
AGATTTAATTCTTCAGACAAAAAATGACAAACTTCATCATTCTGCTCTGATGTAAAGAGA
CTTTACACAAAATACTCATTTTCAAGTACTGTACCAATTCAGCTAAAAAAGTCATCAAAA
TGTAAGATTACCAACTATATACAAATATGTTACATCTGTTTAGAAATGTACATGGCTAAG
AGAGCTAAACATTCATTGAGTTTGTGAGTGATGAAATGACGGAGCTTCTTCAATGTTATT
CAGGTGAGCTGAAGCCGTCTTTGTGCTCAGACTGCAGGAGGACAGTTTTGATGGACAGAG
ACCAAAACTCCTCTTGTCACATTTGAACATTTCTGGCAGTGGTAACTGCTCTGGGCAAAA
AGAAAGAAAGAAAATACACATTTGGCTTTATTTGAGAGATAAAAAAGTGAATGTTGCATA
GGGATCAGCGACAAAAAAGAAAAGAAAAAGCCAAGAAGCACATCTGTCTGCTTGTCTCTA
TAGGCTGGTTAAGAGGCATAAACCAAGAAAACCTAGATTTAGAATTGTAAAAACGTGTTC
TCTCTCAACAGCAAGAGTTCTCATTTCATCATAAACGTGTACACTAGTTTTCATTTAATG
AGCTCAATGTGACTCTTGCTGATGTATCACCAAGCATGAAAGAACAAAGATTGGGCTGTG
AGGTAAATAATCCATCCATCTTAAACACCTCCTAACCCTGTCAGTTAATCTAAAGGTTCT
GCTTTATAGCACCAACACACAATAAAATGTACTTGCTTGGTTCCGAATATTAACAGTTCT
CTGGGTCACACATACAAGCGAGTGAATTCAAAAACCAAAGCACAGCTTCTTGTTCGTATG
TGCTCAGTCCAGCAGCC
>CL5332Contig1
TCGGCACGAGGGGGACACTCTGGTTTATCTGATCCATTAGGGAAGCATTTGCTTTCATGT
AGGCACACAGGAGCCAGTTGCAATGATCATTCTGTAAATGCATTCACGTCACGGTAAAAC
AGACGTTAGATCATATAACAAATGTCAGGGTTTTTTAATCTTTGTTTTGGACATTACATA
TTACTGACACCTGGATAATTAGTGTTGTTCAAATAAGAAGCAACCTAGTTGTGAATGTAT
AATGTTCAGTCCCACATAAAATCTCTCTAATGTAATTGTTCAGCTCTGAAAGCAGGGATA
ACACCACAATCTGTGGTTTGTTTCTTCTAAAAAAAAGTTCAGCTTGTAACTTTTTCTTTG
TAATCCTACTATTTTCCTTCCCGACACGATGAAAAATAAAGAAATTTGCTTAATGAAGTT
TTGAAGAACTTTGGTCCTCAGAGAGGAAATTCAGCATATGTCTCTCTTCAACCACTCATG
TTGTGTTTTTGCATTGCAAGCCTGCTCCTGCGCCATCCTGAATGCCTGATGTCTTTCATA
TAGATGGTAATGTGTCTGTTGTATTCTTTTATACATCAAAGATGTGGCATATTGTTCCCT
TATGGCTTGTCAGCCTGTCAGCCAGCAAGCGTTCCTATTTTCTAGCTGTCAATCACAGTC
GTCTGGTTTTGAAAAGAA



>CL5333Contig1
GTTTTTTTTTTTTTTTTTTCCAACGAGGCTGGTTCACCTCTCACATCCTCTGAGCAGCTG
GGACCGACTGGACTGACTTTCTCCTGGAGAGCTTTGACCTGATGGTGCCGGCTAAGAGAG
GGTTAAAAGCGTACAGCCAGTCATGCATCTCCTTGTCATTAGACGCCTGCAGCAGAATCC
CACGATGCTCTGTGCACACGGCGAACGTGTTGGGAGTCCGTAAAAGTGTCTGCTTGTCTT
CGCTGTATTCCACCTTAGCAGAAGATAGGTTGATAACAGCTCTCTCAACGCTGTCTCGTT
CGCTGCGGTAAAGGTACACGTAAGGCCGGCGCACCACGACGTAACGCCTCACCCAGCCGC
TGGTGTGTGGCTCCAGGAAATGCAGATAGCCTTTCTTTGACACGATGGGACTAACACGGA
TCTCCTGGATGTCGGGAACAAAGGTGCATCCTCTAAGAGCTTTCTTCCTGTCCACTGGGC
TGAAGGGGTCCAAGTCTGGAGTGGAGGCTCCTGAGTTAAGTTCAGTCAGTCTCATGTCAT
AATGTCCATCAATCAATGAAGGGCAGGTGGAGGAGGGAGTGACCGTGCTCAGTCCAGACG
AGGATGACTCTCTCATGAGCGATGCCGACATCTCAGAGAGCTTGCTCTCACTGGCACTGC
TGCTCACCTGGCTGTACTCTCTGTTGAAGGTGTGCATCAGCAAACGCAGACACTTAGCAG
CCAGCTCTCTCTGCCTCTCGTTGGGGCTTTCACGCACCGGGCTGCTGCTCGGGCTGTGAC
AGACAGCGGGCCCCTTTGCAAAGTCGTTGAAATCGTTGCTCCTATAAAGTGCATCCTGTC
CCGCCTGCAGAGTTGCCTCCAGCTTCTCCCTCAGCAGCAGGTAGTGCCTGGTCTTTTCCA
CCTCCTGCAGTAGGCTGAGTTTCTCCAGCTCCCAC
>CL5334Contig1
TGCAGGNAATTCGGCACGAGGCCGAGTGGTCTTGTTTTGCCTAAACTGGCATGGCGGGGC
TGCCGCTGCTGAGGGCTCTCCGGGCTCTGCACCCCCGAGCACTGACCACCACCGCGGTCC
GGTCACCGCGCTGGGATCCTCCCCTTCCCTCCAGGCCCCCGTGCGCGTCGTCCTGTCCGG
TGAGGTTTCTGCGCATGAGCCCCGCGTCGTGTGCAGGTCACAACAAGTGGTCAAAGGTTA
AACACATCAAAGGACCCAAAGATGAAGCGAGGGGACGGATGTTCATGAAGTTTGGCATGA
TGATAAGAATAGCAGTAAAGGAAGGAGGATCCAACCCAGACCTGAACGTAAACCTTGCAC
ACATCCTGGAGCAGTGCAGGAGCAAGAACATGCCCAAGGCATCCATAGATGCTGCAGTCA
AGAGTGCAGAAAAGGCTAAGCCGGCATTGCAGCACATGCTGGAAGCTCGAGGGCCTGGTG
GATGTGTGCTGCTCATCGAGGTGCTCACCGACAACAACTCACGCACTCATCAGGAAATCA
AGCGGCTGCTGAACAAGAACGGGGGGACGCTGTCCGATGGCGGACGCCATAACTTCAATC
GCAGTGGAGTAGTGGTGCTGCCGGGTCACAACATCTCCTCAGAGAAAGCGCTTGAGCTCG
CCATCGAATCGGGAGCGGCAGATGTCCAAGAAACTGAGGACGAGGAGGAGAAGCCACTTC
TGAAGTTTATTTGTGATGTGGCGGATCTGAACAAAGTCCGAGTCGCCCTGGAAAGGCAGG
AACTGCCGGTCACATCCTCCGGGTTGGAGTTTGTTCCCCGGAATTACTCGTCTCTGAATG
AGGACCAGCTGGAGGCAGCATCAGCTCTGATAGAAGCTCTCAATGACTGTCCAGATGTCG
TCCGTGTGTGGGACAACATCCAGGCCGACAGCTGAGCGCTGTTCCCCGGGTTCTCATCAA
CGCTGGGATTTCCACATGGAAAATTACTGGACTGCAGATGAAACAGTGATACCTTAGATT
GATAAAACCGCAGAGAGAAAAAATGCACCGTGCAATGGTTGTAATGCCAAACCTGCACAA
AACATGGACGCATTTGCCACTAAGAAGTTATAAGGGAAGTTTATTAGATGAAACAGTTAT
CTGTATGGAGTCCTAAACTGTTCATAATTAAATAAATAAATATGACCTGATGCAATGACA
CAATCAACCATTAAATTTCTCATAAATATATAAAAAGATCATGAAATTTTGAAAAAGCTG
CTCACTGATTTTAAATATTAATTCAATATATTTCCTTTTGCTTTAAAAACCTGGTCATTA
TTTTAAAACAGCATTTTAAAATATTCATTTTAATCATGTTAAATATTATTATAATTCGAT
GTCTTTTAGAACCT
>CL5335Contig1
TCGGCACGAGGCAAACGCTGCCATGACTCCACTGCTGCTCGCCGCCGTGCTACTGGGGAA
CCTGACCATCTGCATCTTAGGACAAGAGCTGCTTGCTCCGCCAACTCAGGTGAGGTTCAA
CTCCACCGACTACAGAAACGTCATGATCTGGACTCCGCCCACCAACCAGACCTCACTGCA
GTACCATGTCCAGTGGAAGATTTATGGTGAGCAGGAGTGGCTGAACGTGGCCAGCTGTCA
GGGCATCCAGGAGCATCAGTGTGACCTGAGTCGGGTCACCTCCGATACGTTCAGAGTGGT
ACTACGCCCGCGTGCACGCGTCCTCCGCGGCCTCCGGCAGCCGGTCTGCGTGGACCCTGT
CCCCCAGATTCAGCCCTCGCTGGGAAACTAAAATCAGCGCCCCTGTGCTGAAGCTGAGCA
TCAGCAAACGCAACCACATTCAGGTTCATGTGAAGCCTCCCAGAGTGCTGCTGCGCAAAA
TGCGCAGTAATCTGCTCTTCAAGATCTTGGTCATCAACGCCGGTGGGGAGGAGAGGGAGT
TTGACATGGACTGCTGCTCCAACAGGCTGACTCTTCCTAAACTGAAGCACAAGGCAAAGT
TTTGCATCCAGGCACAGACCATCATCTTACCGCAGATCAAGAGCAGCGCTCGAAGCCATG
AGAAGTGCATCACCGCACCCTGAAGTCACAGCAAAGTGGAGCGCTTTGGCTCAGCCTCTG
CCTGCAGTCTCCATTTGAGCTACCTCGACGACCGCAGCCTCACGTCTCCAAGCGTTATGG
TCCAAAGCACTCCAAAGGGCCAAACTTAAGGAGTATTTCAAACAGGAGTTCCTATAAATA
TTTTATACCATTTAATTTCAGGACTATTATCCCCCCCCCCATTAGTAAATAATTTGATAA
TTTTATTTAGGAGCACCTATCAAGAAA
>CL5336Contig1
TCTGTNCNATTTATTCATTCACCAAATACAGTGAAAATGGCATCATAATATACAATGACT
CATTCTTAGAATGTCATGACATTTTTGTTGCTTTTTTGCTTCATTAAACAATGTTTCGTT
ATTGAAAATATTAAGGTTTCATGCACAACAAACCATATCCAGTTTTATTTAAAGTAATGG
TACAAAATAAATAAAATAAAATAAAAACTTTAATGTCCAAAAATCTGTCAAATAACAAGG



TGTCATTTGAGGATACTTGTAAACAGTGCAATGTACTCTAAAACTGCCATTTTCTAACAA
ATTCATCAACAAAGCTCAAGTCACAGTATACGATTTCGTAATAATAGTTTAACATTGATG
TGTGCAAAAACCCCAGACACATTCAGTAAGTCTTTAAAAAATGTCTGACCTTTTGATATA
GAGTGAGACCAGTCCAACATAAATCTGAGAACCTCTTGTGTAAAGCCCAGTCTATACTGT
ATATCCTCTCTGAAGTACAAATATTTCTGTTGATGAACTGTAAGACGATAGACAAGCATA
TAATTTAAATAGCAAATATTTAGATATAAAAATACAAATATGATTCTCGTTAAAAAGAAG
CGTGCCAGGGTTAGAGTGGCGGCACCTGCGTTGGCACCAGTCGTGACGGTTCATGCAGAG
AGATGGGAGAAAACTCTGAATTCATGGAGCACGGAACACAAAGAACCCTTAAAATAAAGT
GACCCAATCGTAGAAGTTTTCTTGTCCACTTCGTAAACCATTGTTCAAAAATATTTACTA
GAAATCTCCGCACTCCCCCCCTGGCTTTT
>CL5337Contig1
GGCACAACAGTGTCATTAGGATGAGTGTTAACACGGCAGCGGTTATGTCACTTTGAAGTG
CAGTAGCCTCAAATCTAAACCAGGAGGAATTATTCCAAACGAATCCCAGCTGAAGTGAGC
TTGTTTAAGTTTTGGAAACGCAAAGTTGGTGAATGAATAAGTTTTAAACTGAATAATCAG
CTGAACCAGATTCTGGTGGCCCGCTATGCAGACAACGAGATGGTTGACTTTGATAACTTC
ATCTGCTGCTTGGTCAAGCTGGAAGCAATGTTTAAGTATTTCCAGGAGTTGGACAAAGAT
GGATCAGGAGTTGTTGAGATGAATCTCACAGAGTGGCTTTACCTGACCATGTGCGGCTGA
AGAGTCCCAACTGTTCTGCAACAAGTGAAGTTACTGTGCCTGCAAGCTTGGAAGACCCCT
CACCCTAACACAGTCCAGCCCGGCTACTCGTGTATCAGAAGAGCTCCCATGGTAGAGAAA
AACCAAAGTCCGGTGAAGCCATGTGGGACCCGGCCTTATTTGATAAACTATGCAAATTGT
AGAGCAGAAAAAGCGTATGTTGCTGTAAAAAAGAACAACATGCTGCCTGTGCATGGTTTG
TCACATCACACTACTATCCATTGCAAGTCACTTTAACTATTTAATCTGGAATATCATTAA
GTTTGATGTGTCAGCGTGTATTTTCAGTACATTTTAATTATCAGTTGTTTTGGGCCTCTG
CAATTTTAATTTTTTTATAAACTGAGTGTCAAGTTGTTTTATCCTTACGCCTCTAGATGG
CAGTAAAAACTAACTTTAAATATTGTTTTTACACTTTCTTTTTTAACATTACACTCGGTT
AAAGTTAAAGCATAGTCTTTTACAATTATTTGCACAGGAATTATAGTTGAAAGAACTAAA
GATGCCTCACTTTAGAAACACGTGAAGGAATTTACAGAAGTATGTCAGTGACCTGATGAA
GAATGCTTCCGTCGAGTGTCACTAACTGAAGTCAAAATGTGCCAGTTATGTGTTGGTTTT
TTTGCGAATGTATAT
>CL5338Contig1
GGGTTTCTTTCTCCCAGCTGCAGAGAGCTTGACCTGAATGGCGTTTCCAACTGGCACAAT
CGCAAGGGGTGGCTTTGGGAAAGTGTACAGACAACGATACAAAGACCATTGGGCTGCTAT
AAAGAAAGTCCCACATTACCTCATCCCCAGGAAGGATCTGGAAAGAGAATGTGAAGTGTA
CAATAAAGCAAGCCATCCCAACATAGTGAAGCTTCTGGGGGACATAACCCTCTCAGATGG
GAAATGGATCATTCCACTAGAGTTTATTCATGGCGAAGACTTGGAGACAACTATATTCAA
AGCAACAAAGTCTAAGCTGCAGCTTACTCCTTCCACTAAAGCCATCATTATTGTTGGGAT
GTGTGAAGGGCTTCTTCATCTCCACTCCAAAGACATCGTGCATCAGGACCTCAAGCCTGA
AAATATCATGGTTGAACATGGCACAAACCGAGCTGTGATCATTGACTTAGGACTGGCTAA
GTTCTTTAGGTATGGACTAAACTCTGCAGTGAATATGGGGAATGAGGCTTACTCCCCTCC
AGAGGTGCTAAACAGAAGGTGCCAGCGAAACCAGCTATCGGACGTTTGGGCCATGGGGAA
GATCATTGCTGAGTTTTTGGCCCGAATCCGGCTGTACACACCCACTGTATGTCCAGCGAA
GATCAGAGAGGTCCTGAGAGAGCAGGCTTACTGCAATCCAGTTTGTCGAATGGTGGAGCA
AAACCCATCTCAAAGAACGACAATGGCTGGAATTATTGAGGACTTACGAAAGGCAGGGGG
TGTTGGTCGCATCACCTATCCAGATCCTCCAAAATATAACCTTGATGTACCAGAAAACAA
TGATCGAGGCAGAAGACAATCTCCAAGGCCATTAGGCAGGAGAATGAGCAGAAGCATGTC
TCCACGTACAAGAAATATCCCCCCTATGAATAGAGGCATTCCACCATTTAGAAGGAACCC
ATCTCCTGTCCGACGAGCTATCTCTCCACCCCACTTTCAAAGACAAAGAGCTCCAATACC
TTTTCCCCAAAGCAGGTTCCTACGCCGATGAAAAAGAAGCAACAAACTTCAGCTTTCTCT
CAATCGATTACATAACAAAGTAAAAGAACATCCATTCTGAATTCAAACCATAGTTGTTTT
TCATTTCATTGCGTTATCATTTTGTGATGACGTGAATGCCTTCATGAGCGGGCGTAACAT
TTCCTCTAACTTCATTGCTGTCAAGGAATAAAACCAACATCGAAGCTA
>CL5339Contig1
TTTTTTTTTTGCACCTCTAAAACATTTATTTGACATAGTAAAGTCAGATGAGGACAGAAA
AGCAGAACTGATTTCTATTGAGACACAACTTTGAAGGCAGTGCTTAAACTAGGACAACAA
CGGGGCGGAGTCAGGGAGTGGACTATGTACAAATTAATACTTTTATCAGAGAAGTGGAGA
AACTGGAGAATGGTGGAGAAATGAATCTCAGATAAGGTACAGCGTTTCAGGAGGGAAACA
GCTTCGACTCCTTGGTCTCTGAGGAAATCCTGCAGCAGAAACAGCTCAAAGCTTTTTGGA
CTGAAACAGTGAAGACAGAGGAGGTTCACCGTCACGGTTTGTGGATCGGCCGGTGACTCA
AGAGGATCCGTTTGTTTTGATGCAGCAGCCTGAGTCAGTTTTTCCGTGGTCAGGTCTACC
ATGTCACAGGTCTGCTACTGCAGCCCGACAGATATTAGTCGTTTTCTGAACCTCATATCT
CCAGCAGACACTTTAAATGAGACAAGGAAACAAGTAGGAGAAGGGAAAACAAGTTCTAAA
TGTGTAACGTCTTCTTTGTAACAGGCTAAAGTGCATTGTTAGATTCTGTACAGTGGAGGA
GGGAGTTTGTCACCAAACCATCACACGGTTCACTAGACAAGAAAAACCACAGCAGGTCCA
CTCAGAAGAACAGCACACAGGAAAGGCCGCGGACACAGCGCTCCAGTCTCCCCTCTGGTC



GACCCGGGGTTTTTTTTTGGCTGCAGGATGTCTTTCCGTCTTTGGACGATGTCCAGAACA
ACTCTGACAGCCTCTCTGCGGTTTCAACTCCAGCC
>CL5340Contig1
GAGGCTCTGCAGTTCTGCATAAATGACCCTGTGACCGGTTTTTAGTTTCCACTCTTTCAT
TTTGAGATCCTGTCAGTTTAGTGTTTAAACTGTTTGTTCAATTCAATTCAGACTTGGGTC
AATAACTTCCATCTTAAAAAAGAAGGAAATGTAGTTTGCAGGAGGGGGAAAAAGCGGTTT
GAATTTACTTAGTACTGATTGACCAAACACCAACGGTGTTTTCGTTTCACTCGTGCGGAA
CACAACATTGTTGATATGCTCTTGTTTTTCTTTCATTCTGACACAAAAAGTGATGTTTTA
GTTCACTACCCGATTCAAAACAAATAACAATATTCATTGTTAATGCATTTATTCAGTGTA
AATCTGAGCATTGTGCCTTAGTCTGAGATTATGGCTTTTTTTTTTTTTTTNCCCAAAAAC
>CL5341Contig1
GACGTTTCTGCAGAACAAGATCCTCAAAAACAAAAAGACATTGGAGACAGCAGCTCTGAG
GATGAAGGTCCAACAAGCTATCAGCAGAACCATGAGGAGCAGCTGAAACCAAGCAGAACC
AGAAACGTGGATCAACCACTGAAGGACACTCGTACCTGGACAGACAGGTGAGTCTCTGGT
TCTGACCCCCACATGAGCACATTTTTTGCACTTTGCTGGCCAAGAGCATTAGACACCCAC
ACCATGACACTTCCTCCTCCAGTTTCCATCATCTTTTGCAGGAACAGAAGGACAAGCAAA
AGGTAAGAATTTCCCAGAGCATCAGAAGAACCACCTGATCTAAGAAGTCCCTCCATAAAC
CTGCAGATGACAGAAGGAACCGACACCTGACGTTCTAGGAGGAGCAGGCTGCATCACTGG
TCCTTGTCGGGCTCGTAGATGGACAGGGTTCGGGCCGACGGGTCGGCCGCTTCGATCCAG
CGCGGCATCCAGTAGTGGGAGAGCCACTGAGCTCGGCCCGGGTACAGCTTCTCAAACACC
TGCCTGAAGTAGTAGGCCTCTTTGGTGGTGGGGGGGGTTGTGGGGAAACGTCTTTGAGGC
CTTTTCCATCTGGTCGTCGTTGACGATGGCCTCCAGGTGCTCCTGCAGACAGGTGTACCA
GGACTTCTTCATGGACATCATCCCATCACTGAAGGCCTCCTTCCGCCTCCACAGGATCTC
CTCTGGGATTAGGTTGAGACCTTTGAAAGAATCCCGGAGGAGATGCTTCTCCACTCCATC
CTTAGGAACTCTCATGTTCTCAGGGAGGGACAGGTAGTATGCAGTAAATCTGTGATCCAG
AAAGGGAACCCTGAGCTCCAGCCCGTGGGCGGCAGTGGTGCGGTCGGCCCGGAGAACGTC
AAACAAGTACAGTTCCTTCAGCAGACGGACGCTGTCCTTAGCTGCTGCTGCGGCAGATGG
AGCCTTGTGGAAGTAGATGTATCCCTGAGTGAGCTCGTCAGATCCTTCTCCAGAGAAGAT
CACCACGCTGTCCGTCTTCTCTCGGATGTGCTTGGACACCAAAAACATTCCGACTGAGGC
TCGGATGGTGGTGATATCATAGGTCTCCAGGTGGAAAATGACCTCCTCCACGGCGCGGAT
GCCCTCCTCCGCAGTGAAGTTCACCTCGTGGTGCTCGCTGCCAATGTGTGCCGCCACCTT
GCGAGCAGCCAGAATGTCCGGACTATCTTCCGATCCGATGGAAAACGTCTGAATTTTGTA
CGGCAGCTTCTCCTCTTTGGCCAGCTTCACGAGCAGAGCGGCGATCAGGCTGGAGTCCAG
GCCACCTGATAGGAGGCAGCCGATCCGCCGGTGGGCCATCAGCCGCTTCCTCACGGCGTT
CTCCAGCAGGCTCCTGATGTTGCTTTTCACGGTTTCTTCATCCAAACCTGCAGGAAGTGT
CTGCAGAGGATCGTAGAGGGCGTGTGTCGGCTCCTGCGTGCAGCAGTGGAACGGCTCCAT
CTGAAGGGACTGGACCTTCCCGCTCAGCTTCAGGTCAAACACCTCGATGTGTCCCGGCAG
GAAGGGCTCGATGCTGACCTCCTCGCTCATGGAGTGGCTGATGTTGGTGAGACCTTTTGC
TTCAGAGCAGACAGCCAGGAAGCCATCGTCGGTCAGGAGCTTGAACAAGGGCCGCACGCC
GTAGGTATCCCTCCCCAGGTGCACCTTTCTGTTGGCCGTGTCCAGCAGGATGAAGGCGAA
GACGCCGTCCAGGAGGGAGGCCATTTTTTTAATGCCAAAACGGTCATAGAGATGGAGCAG
TACCTCACCGTCCACTTTGGTTTGGAAGTCAAAGTCAAAAGTCTTCTGGAGCGTGTGGTG
GTTGTAGATCTCCCCATTGTAGCACAGCCACAGGTACGGGAACTTCTTGATGCGCCC
>CL5342Contig1
GTATGTTGGCCAATGCTTTAGTTTGTTGAGCAGTGAGCGTGTGTCCGATTGTGTCAGATC
TTACACTTTGGTGTTACTTTCTGAAGTGTGTTAAGATTGGAGCCTCCTTAACTTTTAAAG
CTGCACGTTTCCCAGAAGTGTCTGCCTAAAGTTTCCTCTCTGCGAGCGGAACAGCATCAT
CACACCAGCTCACAGCGACAGACGAGAAGTGAAAGTCTGACTGTTTCCTCAGGCATGTGC
CTTTTAGTGACCCCAGGCCAGATTACCAAAGTTTGTTTTCATTTCAGTATTTGACATGTA
GAACGGGGCACGAAGGCCCTCTGTCTCAGATGTGGTTTGGAAAGCTTCTCTTTTATTTTC
TGTGCTCTGGTTGTGCCACTTCCTTTATTTTGTACTTTAATTTCACATCCNAGTGGAGTT
TCTAATCTCCTGACAACAGAAAAGTGCCAGAGCCGAACTGAATCAAGGAATCCGATACGA
CCNGCAAAAGTTTCTACATCACACAATGAAGTGAGCGGCTGTGAGGGTGTCGGGGTCGTC
CTCGCACACCTGCCTGAGGATCCCCTTTTCTGCATCCAATCAGACAAACTTTATTAGTCC
ATCACACCCTCCAGCTATTGTCGATTTGTTTGCTTTCAATGGAAGAATTCACCAATTGCC
TAAGCCAAAGCCAAAGCCAAGCCAACTAATGCCAAGCCTAACCCCTGAAAGCCAAGCCAA
GTCACTCCTAGCCAAGTCAAGTCAGCTCCGGTCTCATCAAACCCAGCCAAGCCACGTCAA
AGTCTTCTGGATTCATTCCCTCCACGCCATCTACTTCTGCAGGTAGTTCACTCTGGATCT
ACAGCCCTCCTGCCTGTTCACCGCTTCAGCAGATCAATCATCCACGAACATTGCCACCCA
GCCTTTCATCTCTACGTTCATTAAACTGCACAACTTCAAACCTGATCCCTGTCTGCTTTT
AGGTCCAACTAACTCTATACCTGATAGCGGCTTTGTACGGCCTGCGGGCGCTACCCGCCC
CTGCCCTCTTGCAGCCCTCCTGACACGCTCTCACTGGCTGATTGACTGCTACACGCCCCT
CACTCTCTCCCTCTGCCCCCACCACCTTGGTCAGAGCTACATGTGACAAATTCATAAGA
>CL5343Contig1



GCACGAGGCTCAGTCCTCCCACAGCAAGACGAGTGGAGGTCCTCAGAAGCAGCCCGCCCA
CCCCCAGGTCCCGTTCTCTCTCTTTAGCTTTCCTTCCTCCAGCCCGGGCCAGTATCACCC
TGGGGCTCTCACAGCTCTGGGCCTCCTCCCACACCCCCAGCACCAGTCACACCAGTCCCA
GGGGCAGCAACACCACCCAGTCCACATCCCCTCCACTTCCTGGCCCATCCACGGCCCGGT
CCTCACTTCCTCCTCCCCCACAGTCCCCTCCCCGCCAGGTCTGAAATTTGCCCTGCGCTC
AGCCGCCAGGAGTACGGGCTCGGGCGGCAACCCCACTCCCATGAACCTGAACGACCCGAG
CATCATCTTCGCCCAGCCGGCGGGGAGGCAGGGGCACTGGCGCAACCACATGGCTCAGCC
GGGGTCACTGATGGGGAATGGCACTGTGGGCAAGTCAGAGTCAGGCCACCAGGCCCAGCC
TTCAAACGTGAGTCAAGGCTCCCGCTTGTGGGACCACAACAAAGCTCCCCAGTACACCCT
GCCTCCGTCCTGGCCCTACGGGATGCCGCAGAACTTCATCCAACCGGGGAACGCAGGATT
CCAGCCTGGAAAACCCTTCATAGCTCAAGGTTCTGTGGTGCATCCAAACCCCAACTTCCC
TTTGGTCCCCCACGTCCGCCATCAAGTCAATTTGAACTTTATTCAGCAGAAGAAATGAAC
TCTCCCCTTTTTAATCAGTCAGTAACACAGTCGATCAAATCACTACTCACTTGAAAATTT
TTTAAAAGGAATTTTATCTTTTTTGTACAGTTTTTATTTTTGTCTCATTTATTATGATTT
GTGATACAAATGTCAAATATTTTAATACCCCCGTTTTTGAGGGGGTCCCTCCCCACAAAA
AAAGTTTTTATTTTATGTGTATAGTAAGAAAAAAAAAA
>CL5344Contig1
TGTTTTTGGATTTCAAGGCAAATCCATTTTACAAGATTTGGAGCATTGCACACCTTTAAA
ACAAGATAGAAGATAGATCATGTATATATACTATATCTTTCCTACTAGTTGACAAACAGG
CAAAATAGGGGATTTGGTGCTGCATATAATTATTTATCTTTACAACCGTTTGATCATCTT
TACAAAGACTCAGTCTTTACCATAATTTCTTAAAGTGGTCCAGATAAGGAATCTTTTTAA
ACTCTCATATATCAGAAAAAGAAAAAAAAACCTGAAAGTTCATCCATGACCTTTGAAAAC
GGTTGTGCTGGACCACTTTCAAATTACAAGAACCTCTGTGAAGCTAATAGAGCCCAACAT
ATCTGCTAATATACAGTTATGTATATCATAATGGAACAAAAAAAAAGTGTAGTCCATCTT
AAAACCTATGAAATATTTACACCAAAAAGTTATAGAATTTTCTCAATAAAGAAAATCATC
TTAAATAATGCCCAACCCTGTATTTCAACCTTAAACCTTTTGCCAAGTCATCAATTTAAG
AATAAAAATGATAATTTACTTTACAAATTGGCTTTAAGTATATGTTTCTATTCTCAACAT
AAGCTAAATCTTTGTTAAAAATTATGAAAAACATTAGCATTATGTTTTTGAATAACTGTG
TACCATTTTAGCAGTTATAGTTTCAGTAAAGAAAAGGTTTTATTCCTATTTAATACATTT
TTCGTGTGGATTAGTATGAGCTGCCATGTTCTGACTAAAACAACTCTTTGAAAGTTCAAG
ACAGAATCTGTTAATAATAATAAACACTACATTTTAACGTTTTTATTTTTAGTTGAACAC
ACATTTTTTTTAGGATACCACTTTTTTTATATATATGTATATAATGTGTTATTTACACCC
TTTAATATCAGGTTAAAAACTATTAAATATTAGTCCCATAAACTTCATTTTTCTTCCTTT
GGCTTGTGTGCGGGATCCCAAATGTACTCTTTGTACATTGAATACAGGACGCCACAAGTC
ATGGCTCCAACCACGAATCCCTGGGCAGCCACACGCATGTGGATGAGGTGAACAGACATT
TTTACGTTTCCTCTGTGCTTCATTTTCATCAGCTGGTAACCGACGATGCCAAAAAATCCA
GCCAATCCTGCTGGAACAAAAGGATTTTCTTTTGCTTTTCGCATAAACTTGGATTGATTC
TCATCATCATACGAGGCCATGTTGTCTGAAAAAAAAGGGTTTCGCTTTGGGGAGAAAGAA
AGTAAAGCGGCTTGGACAGCTGATGTGTCTCTGTGCTGCCCCGGCCATAATGCCCGGGTT
AACG
>CL5345Contig1
ACCTGACATGTTTCTGATTGACATCTGGACTAAACCGGTTAGACTCCTTTATAATCCCAC
CCCTCTGTCCTACAGTCGTAATTCCTCCTACTTTGTTATCTCCCCATGATGTAGGACTTG
TTTTAGTGGCTCAGTTCAGAAAGTGTCAAACTACAGCAGCATGACAGGTTGGTTCTAAAG
TGCTTTGTTCTAAAGGCATCATGGGTAATACATGGATGTTTTGATGTCATTCACAGGTAG
TTGTGACAAAAATGCTTCAGTTAACAAACCCAAACCTTATCTGCCTAATAAAAAGACGTT
AAGCTTTCAATTAGAATGAAATTAATGCAATTTAAAACGATTGTTTACACACTGAGGTTT
GAAGTGTCACATAGAATTTGGTCACCAGATCAGTGATTGAATGAGGTAGGTAACGCTGAG
ACGTCCACATCACAGTCGATGATGTCATGACGAGGCTCTAGCCATTTGCCCTTTCTTCCT
CTCAGGATTGCCCCTAATGCTTTAACTCCCCCTAAACTCTGCTGGGGTCGGTCCTCTGAC
AGGAACAGGGTTAGTCATTCTACAGTTTAGTTGAATTTTTTTAAACTGTGTGTCTACAGA
GCGCCATTCCTGAGCTCAGTTTTCTATCTAGGTTTGTACTTAGGGCTGCTGCTGTTCTAA
ACCAACAGCCCTTTGACTCCACCCCCCCTGTCATGTCCCATTGAAGCTGGTTATAAAGTA
GGAAAGCCCCCAGAGGGGCTTGGTGCACATGCTCACTCCATCATGACGTGTTGAAGTGTC
CGCTTCCTCAGGTTTTTATGGGCACAGCTGATGCAGACTTTTGGTCAGCTGATTTTCTTT
TCTTTCTCTTTCTTTCT
>CL5346Contig1
TTTAATGACAATACATTGTTTAGGACAAATATTATGAATAGAATCAAAATATATCACCAT
GAAAATGTCTAAAATGTAAGCTTTTTCAGAAAGAAAATAAGTATAATTATACTTATTGTT
TATATATTTGGTGAGTTAAAGAATTGAAACCCATAATTTTCTTCAATGGCAGAAAATCAC
TTTTCTATAGTAAATATTACTGCACAGTTAAATATATTCCGCACCTGTCAAATGTTTAGA
TGTTTTTATTTTTCACTTCCTCTGGGGTTTCAAGTACAGAACTCCATAGGTGATGTTTAC
ATGTATATAGCGCCATCTGCTGGAGGCCACCTTAATCCTGACATTGTAAAATATTTATCC
ACTTACATTTATTTAGCCATCCCCAAACTTTATACATCAAGATAAAAAAAAAACACATTT



ATATACACAAAACAAATTTATGATTTAATTGACAGTTAAAAAAAGGAAAAAAAATGAAGA
AAAGACAAATTGTTTACAAAAATGCATCCAGGAGGTTGTTTATTTACAGTTGTCACATGA
GCCTAATGTGAACTTTAGCTCGACACCTGGATTTTTTTTGATGACCTTCTGTAGTTTGTT
GACCGACTCCATCACCAGACGAAAGCTTTCCTGAAAGTTCCCGTTACCTTCCTTGGCCCA
GGCCGCCTGGAGCTCCTGGATCCACGACAAGGTGCTTTCCAGGTGTTTCTGCGCCTCCTT
CTGCTCCTCCAGCTCAGCCTGCAGGGCCTGTCTGGCGCACACCTCTGCCTCGTAGGCTTT
GTGGAGATCAGCCAGTGTGGACTCCAACTTCAGAATGTCCTGGAAGTCATGGGGATAGTT
TTTGTGCGGTTGGTCCTCTGGTAGAAGAACATTCGGAGGAACAGTGAAGCACTTGTTCAT
CAGAAGAGCTTCCATCCGCTCAAACAGCTGTTTGAAGCGCTCGTCGAGGAACTGCTGCAG
TTTACGGTTGCACTCTCGGGCCTGGACCCGGAGCGCCTCCTCCTCAGGCCCGGTCGAGTC
TCCTTTACTCAGCTGCCTGACGCAAACTTTCTCCACCACGAGTAAAATCTCATAGAGACT
GTCCTGGAATGCGCTGAAGATACGAAGCATGCATGTCTGTGGGGTAAAACCGAAAAACTG
AGTTTCGTAAAGTTTTAAAGACGAAGAAGAATCCTCGTGCCGAA
>CL5347Contig1
GTCTGCTCGTCTCTAGTATGCACTGGGAACGTCCTCTCTGGACTTGTAAAAAGCCTGTAC
TTTCCAGCCCGTGAAGGCGGGAACGGCTGAAAATCCGTAACACGCCGCCGACCGAAACCC
AGCGTTATGGTTGATTTGGCTGTAAAGGTTGGATGTCAGCCAAAGATGCAACCACGCAAA
CACAAGGTTTGAATCCAGTGCCGACACCCGCTTATAGTCTTCCTGTTCTCAATACGCCGG
TCACACGTCAGGATTCGTCCTCATTTTCCCATCATTCTGTGCTACGCGGAGCGGGGGGAG
GAGTTTAAGGTCATTAGAAGCCAATGAGAATCCCTCCCAGCTGTTAAAAGTTGAGTGACC
GTAAGCTCCAGAAGTTTGCACTAAAACTGCTTCACACCTCCCAAATCTTTGCCAACAGAG
CAGAACCATAGCCCAGTTCTAAGTGTCCTCCCTAGGACCGCGAAGGAAGCTCTGGCCAAA
AATCTGCAGCCAATGACGGGACGCAACAAACTTTGATCAAAGCTCAAACTTGTGAGTTTT
TTCCTCCTTCAACTCCAAAACAGAAGATCTAACCTCTGACCTCCTCTGTGGAGGTCAGAG
GGTAGATCTTCTGACCTCCTTTTGTGAAGTCTGGAGTACAAACCTGCAGGTTAGTTTCCC
CCAAATGTTTGTTTTTGTCCATTCACTGGCCCTGGCTGCCACCGTCTCACTATCTGCCTC
CTAAAAATGTGAATTTTATTTATCACAAAGATGACAACGGGGGGCAAACGCCTCCGATTC
ATCCTAAACGTCTTAATGCACTGAACGGCGCCCCTCCCTCCCGTCCTTTAGTTACTTGTC
CTTTTGTACTGTTTAGCATTTTTTGGAAGAAAATCCTGCTTAAGGAAGAGTTTTATCTTG
TGAAATATGAATGAAGAGGCAGAGTTGTGGAGTTTTTAACCTATAGGACTCACTTTTTAA
CGAAGGTNCTGTACGCACACGCCTTTTTTTTTGTTTTTTTTGGGAANGTCATTAAATGNN
TNACGCT
>CL5348Contig1
CTGAACTGGCGGTATTCTTCGGAAAATCTCAAAGGAAGAAAAACAAAAAACAAAAAATCA
CACGAGTTTCTTGGCTTCGAAGAAGCTTTTCAGGTGCTTCATCTGCCAAATGCCGGTGAT
GATGAGAATGAGCGTCTGAGTGATGGACCACCAGAGAACGCGCTGGTTGGTGCTCTCACT
GGTCATGCGGAAGCGCTCCTCCCGATACCTCTGGTAGTTCTGCTCCTTCTGGATCTGCTC
CACCTGGTCCAGAAGCTGTCGCACTCGGAGCTGAAGCTCGGTGAGTTTGTCCTTGGCTGC
AATCTCCGGATAGTTGTTGGTATGTTCTCCAACCTGAATGTCCAGATGAACTCTCAGCTT
TCCTCCTGCAAACAGAGCCATCTTTGTGGAGTTGGAGTGCAGGCAGATCTGGTGCTCTCC
CGGAGTATGCGAGGTGAACGTGAACCGTCCGTCCGAGCCGTACTGCCGTGACAGGATGAT
CTTGGTGTCGGGATCCTTGATCTCTACGTGCATCCCGAGGCCAGGGGTGGCCGGCAGGAA
GGAGCCGCTTTGTTTGTCCCACAGCTGGGTGCGGTATTTACCGATGACCATCGTCTCGTC
TGGGATTTCTTCTATGAAACATTTCTTCTCCGTCTCTCCTATGTGAAAATAAAGCGCAGA
AATCGAGGAAATCCAAGACAGAAGGAGAAAAGCTCGGGCTGCGGGAGCGGAGAGCATTTT
TGTCACCTCCCTCACTTAGCCGCCCCCCGGCCATAAGGCCCGGGTTA
>CL5349Contig1
TTTTTNTNTTAGTTGGTCACAGTTTACTGTTTTATTAAAAGAAAGGTTATTTGACCACAT
TAACTCACCAATATTTACACAACTGGACAGCACTGGACTTTTTATGAGGTTGTATTTCTA
TTTGTATTAAAGTGTTTTTCTTATGAATTACATGTTGCGCACACTCTAAAATGTTTTCTG
CAGTTAGTTAGGTCAAATTGAACACGAAAGTGTTCATTATGCCATGTCCTCCATCTACCA
TATTTTTCCGCACTATAAGTCGCTCTTAAAAGCCTTAAATTTTGCTCTTCCACTATCTTA
TAGCAAGTGGAACTAAGACTTACAGGACTTTAATTGAGCAAAATAAAAAAGCAACAACAA
TCTGGCAACATTCAAGTAAAACCTCCTCAATATTCCTGAGAAATATTACAAGAATAGATT
TCTTTAAAGATAAAGATTAGGACACTAATTAGGACACAGCACAACACACACATTAAAAAT
GAATTCATTATAAACAAGTTCAGCTTGCTGAAATTAGTCTGTAAACAATTGGTTTATTCT
GGTCACAATAATCTTTACACCCCACAATAATCATTAAACTCCCAACACGTTTTTTATTTT
AAAAAGGAAAATGTTGTCACTTGCATTAACATTTACAGTTCTGAAAGATTCGGACCCATC
TTTGTTTAGTAAACCCAGGGCTTCTTTGAATGTTTGTTACTTGTAAAGAAAATGTTGGTC
CTTCAAACTGCCACATAAATACATTACATTAAAAATGTACATTTGTGTTGCATATGAGTG
TTGGAGAGCATGCTAACCCAAAGCAACTGCACTTGTGTGGTGCAGCTGTGTGTGAATGAA
GACTATTAATCTTTCAGTGGTACATCTGGTAACATTGTACTCCACACTCCATTTTACCTG
GACTGCTGTATCACAGCATCCTCCTCTGGTGCAGCTTAAACCTTTTTGTAATTATATTTA
GTAGGGTTATAAATCTCAAGTTGCTCCCTTTTACCACAGACAAGCAAGCAGATCTGCACA



GTGTCCATAGTTAACTCATTTAAAACCCAAACCAAAGCACTCCAAAGTGGGACGTCAACG
TGTGCAAGTCTTGGTTCGTGACCCTTTTTTAAGGACAGAGCCCCAGGTGGAGGAGAATGT
CGTCAACTCGCAAGGAAGAAGATGCTACTGTTTGAGCTCAAGAGCCCAGACGTGCTGGGG
CCAACCCGTCCGACCTTTACTTTTCTTATCTCCTGATGAAGATGAAGATGATGCCGTTGC
TTTGGGAAGCTCCACCGCGTCTCTTTTCCTGCGCTCCTCCCGGGCCTCCGTCTTCTTCAG
GTCGGCCTTGAACGCCTGCGCATCTCCGTGCTGCCCGTCTTTGTCCAAGATGTCCATAAG
GTATGAGATGTAGCTGGTGGCGAGCCGCAAAGTCTTGATTTTGGACAGCTTGGTGTCCGC
CGGGAC
>CL5350Contig1
GGATNCACACCTGCAGTATGTGGCGTGGCCGGACCACGGCGTGCCCGATGACCCGTCAGA
CTTCCTGCAGTTTGTCAGCTCTGTAAGAGAGACGAGGGACAAGGAGCCGCTAATGGTCCA
CTGCAGTGCTGGTATTGGACGAACCGGCGTCCTGATCATCATGGAGACGGCGCTGACTTT
GATGGACGGGGGTCAGCCAGTGTTTCCCCTGGAAATTGTCAAAACAATGAGAGATCAGCG
AGCTATGATGGTTCAAACCACGTCTCAGTTCCAGTTTGTGTGCGAGGCCATTCTGCGCGT
CTACAAAGAGAAACAAGAGATGCCTACAACCTCATAACATAAATCAGCAATCGGACCAAA
CCGTTTCCCTCATCCTCAATTCATAGTGGGCACAGCGTGCTCCAACAGATTAAACTCTGT
CAAGCTTATGGGACCGACGCATGGACAGGATAATGAGAGTATAACAAGCTTCGGAGCACA
GCTGTCTATGATCTGTGCAGCTGTGTGAGAACAAATCTTCCACCTAGTCTGCCTTAGTTT
TTGCTGAAAGTGCATTAGGCTTATAAGGACTGTGGTCTCCATAGAGACTGATCTAAGACT
GACGTTAGCTGCTAATTTCTGTACAAGAGACCTCTAAGCAATGTCGCTTCTATTCATTAA
GCTATGGTTCTGATTCTTCCCAGTCGATGGGTCTGTAAGGGCAAAAGAGTTTGGATTTTT
GTAATATGGTTTATCTCTGAGTCCCCAAGACAGGGAGCAAAGCTGACTTTCGATCACAGC
TGCTGATATTGTGAGATCTGGGGAGAAGCAGGTGACGGCTGAAGAGCACCGAATTGACTG
TTCATCACTTTTAAATTATTCTGTAACTAAATAAACTCTCTGATTTATACAAAAAAAAAA
>CL5351Contig1
TTTTAACTAAGACAGGATTGATTCATACATTCTCTCTGCTTCCTTCAGAAAACTGTGACT
CCATTTTAACAGAGGTAGTGTTTCCTAACAGAGTCCAAATGATCTGACTCCCACGGCCTC
AGAGGAGCTGAACAGCTGACAGGACTTCTCCACAGCGGCCGCTCACTTTCAGCTTGGCCA
GGTGGTCCGCTCTAGTGGGTCCGATGTTGAGGATGGCGACAGGCAGCTTTCTGTCACTGG
CTGCTAGTAAAAACCTGTATCCTGAATACACCTGCAAGGAGGAGCCAACGACCAGTACGG
AGTCTGACTCTGCAAGTCTGCCATGGACGAACTCCACGGTGGTTTTGGAGACGGTGTCTC
CAAAAAAGGTGACTTCTGGCTTCAGTATGCCGCCGCAGTTCTGGCAGGAGGGAACCCTGA
AGTTCAGCACCTGCTCGTCCTCTAAAAAGACATCCCCGTCCGGAGCCACGGCGCCGGCCT
GAGCGCTCCACTCTGGGTTGATGGCTACGAATCTTCCCTGCAGGTCTTCCCTGGGTGTGA
CAGCACTGCAGCTCAGGCAAACCACCCTGTGCGCGCAGCCGTGCAGCTCCGTCAGCCGTT
TCTGTCCCGCTTTGCCGTGAAGCGCGTCCACGTTCTGCGTGACCAGCCAGTGCAGCTTCC
CCCCCTCCTCCCATCGCCGCAGCGCTCTGTGCGCCAGGTTCGGCTGGTGGGAGGAGAACT
GCGGCCACCCCAGAAAGTTTCTGGCCCAGTACCGCTGGCGGGACCGCGCGCTGCGGACGA
ACTCCGCATGCTGCATGGGCCTCCGGTCGGTGCGGGCGTACAGCCCGACGCCCTCCGAGC
GGTAGTCCGGGATGCCCGACTCCGTGGACAGACCCGCACCGGTGATCACGAGCATGCGCC
GGGCGCGCGTGACGAACTCCTGCAGCAGCTCCAGAGAGCGCGCGTCTGTTGTCCTGCAGG
GGGGCACGAAGTTCAGCTGACCGGCAGCGACCGAGGAGGCTCCCCGCCGTACGGAAGCCG
GGTGGGGCGTCACCATCGGCCACGGGAGTCTCATCTCCGGATCGCTGCCCGTAAATGAAC
TCTTAACAGAGGCAGATACAGGTGAACAGCTGTCAAGTGCGATTGAGTAACATTTCACCC
AAAC
>CL5352Contig1
GACTCACTGCGGCTCAGCAAAATAATAAGTCTTGCTCTGTGTACGGAAGCCGTCTTTCAT
GGAGACTTCTTTCTTAATGTAGACGTCATTTACAGAGCGTAACGTGTAGCCAAAGTTCCT
CCTGAAGAGCCTGTGGGTGAGCTTCCTGAACAGCTTATGCACCGTCGTGTTATCATAGTG
ATGGCTAGCGTTGACAAAATCTGCAAATCCCAGAGCTTCATAGATCTGCTCATGTGTCCC
CGGCCCGGCGCCTAAAGACATCATCCCCATGGCGATGGAGATCCCCGCAGGTGCTAGCAG
GATGTTGTCGCTCTGGTTCACGTGGTTCCGGAGACTCCGGTAAAGGTTGAAGCCGAAATG
GGCATTCACGGTGTTGAGGCGCTGGAGACGAGATCGGCCGTGGAAAAGCCTCAGGAGCCG
AGCTCTTCGGATCTTTGGGTCAGAGGCTTCGGCAAAGATGTCAATGTCAGGGGGTGGTGT
TGAAATCTCATCAATCTCATCGCCCTCGATGTAATCATCACTGCCAGCAGCAAGAATTTT
ATCAAAATCGATGTAATCTTCATCCTCAAAGCCATCAAAAACTAACTCATTAGTGACTGT
ATTTGCTTTGTGGAACTCCATGGGAATGGCCTCCACATCCTCTGTCCCAGCCGGCTGTAA
GCCTCTAGGGTTTGGATCTGGACCGCTGAAGTGAGTGCCGAGGTCTTTGATGCCGGCCGA
ACATGGAGCGGCCAGCAGAGAGGCCGCAGCAATGACCATGAGGACCCACATCCTTTGCTG
TGAACTTGTGGGAAGTGCT
>CL5353Contig1
GATCTCGATTTTACACTTGTGGACACTTTTCAAACATTTATACATTATGTATATATCTTA
ATATAAAAGACTACAAAAGCCTTGCTGTAGTATATACCCTCTGGAAATGGGTACTCATCA
CTCTTGTGTTTCATATTCTAATATGTAAGGAAACAATTGATTATTATCATTAAGGTAAAT



ATGCCAAAACTCAGTAGGCTTGCTATGAAATGTGCAGAACTCTGCCAGCTTTTTCTGCAC
CCACCCTCTTATAAAAAAAGTCACCTTTGTTGTTTGCCTTACTTGCACCTACAAGGTTTG
TGTTGCACATTAGCCTTCAGAGAAGTTTGCAAATATTTATTTACTTTTTTAAAGCTTACA
CCCTGATTTTCCTCAGACAACCAACCAAATCGTTTGTGGTTTTAATTGATCTGATCATAG
GTTCATCTGTTCTTTATGCTAACTGTGCGTGGTCTCTGAGGGTTAATGTTGGTCTTCCAG
ACTTGTGTGCATGAATCAATACAGACACGTGGACAAAGCTGAGGGCTTTGCTTGCCTCGC
TTCTTCAGGGAAAACTCTTTGAAATGCAGTTTGTTTTGTTAATATGAGAGTAATTGAAGT
TGGGAGAATTGTCATTCCCCGTTCTACAAATAAGGTCTTTTTCATGATGCCCCCCCCTCC
CCCCATACTCTTCTATTACGAATGTATAGAAAAGCTNAGTTATTAATAAATTGCTATTTT
GTCTAAAAAAAAAA
>CL5354Contig1
TTATTTTATTTTAAATAATACAATAAATATACTACAAAGCAACATTTTGGAAGTTACAAA
TTCATATTTATCTTTCAACTTCACAACTTTGATTTTTCTTTCGGTTCATTTATTTTTTAA
ATTTTCCCGATTTAAAAACAAGCTGTTTCCTGATGAATGAAGAACTCTACAAACTTGGAA
CAAGAGAAAAAAACTTTACAATTTCATGCATACAGATAGGTTTTAATGCTTCAAAAGACA
TACAAGAGTGGATGGCCACAGTAAACTTGAATTTATTGACATAAAAACCAATATAATTTT
CTATTCTCTTATCCTTACACAGGTTTGACAAGACTGGGAAAACAAAACAGACATAAAAAA
ATGCAAATCTACAAAATAAAACAAAAAAAAGGCACCAACACTGCAGGTTTTTTTTTTCCT
TTTTCTGAAGAAATTTACAAAACCAAACCAAAAAATTACTTTTATATATATATGAGAAAA
GTGATCAATTTGGAAAANGGATAANCTTTACTAAAATAAACAAACTTGACTTAACAGAAA
NGGTTCANGTCNCAGATCTGCAAATTAAAAACAAAAAAAAAACCCTTA
>CL5355Contig1
CGCGGACCGTTTTTTTTTTTTTTTTTTTTATTGGCAGCATCCATCTTTAATTCAGTTCAA
ACATCACAAACACGTTACCAGTGATGCAATCCCTGAAAAGAAACCTTCAAGCAAGAAAAG
CAATACTCTTCAGGAAATAAGAAAACAAAAAAATAAAGTTTATTCAAATCACTATATTTA
AATAAAAAAAGGCAAAGCTGAAAGGCAGAATCATCTATGCATGTAAGCAACTTAACATCA
ACAATAATAATAACTTTTTAATTTGCAGGTAAATTGGAGAATAACGTCAATGAATTTCAA
TACATGTTTCCCCCATCTGCTGGATGTTTGGAGAGGAATTTAGCACATGTATCCGGCCTT
AAACTCGGTAAATTTGTGTCGCACCATAAATGTTGCCAGAGCATCCGCTACTTTTTCAGG
TGCATCTTCATGAACTGCATGACCGCACTGAGGGAGGACCTGCATCTGAAACTTCCCTTG
CATTTGTCCAATAGTGAGATCTTTGTCAAGCCTGTCCACCCCTGCAAGCAGCAGCAGTTT
TGGCACAGGGCAGCTGAGAAAGAGTGCAGAGAGACCCCTGAACCAGCCATCCCAATATTT
TTCTGTCTTTGAAAGCTCCACGCGCCAAGTAAAGACACTCTCCTTTTTCACCTATAAAAA
CAGCAACATTGGATTTTCCTGCCAGAGAAAAAGGTTATAGAAATATGACTGTCAGAGACT
GAACCTCCTGGTCATCTTCTCTCATTTTTTTCTTGCTGGATTCTTCCTCCACGTCTTCAT
CCTCCTCTTCCTCTATAATGCCTTCACCGGCACTATTTGAGAGGCTTGGACTGCTAGATG
ACTCCTCACATTTCTTCACTTGGCCTCCCATTGATACTCGTGCTGACTCGATGTTCCGGA
TCTGACCGCTCTTCACACTCCACTCGATGGCGTTCTCC
>CL5356Contig1
TTCAAAAAGTAAAGAGACGTGTGCTGTNGTTGCCATTATGTGGTCATTTCATTTAATCAG
ACTGTTCAGCTTGTTAAATAATGGAAAAAAATATATATATGGAAAATATAAAAACAATGC
AGTTAAAAGAATTTTATCATCTGTAAGACACATGCATACTCTGATGTAACAGCTTTTACT
TGAACTGCTTATTACCCGTCTTATCTGCTGGTACAGGAGAGGATTTTTAGTTAGGTGTGT
GACTTTGTGCTTTTCTTTAGAAAACAGGTAAATGTCAAACACACACACAGCTGTGAATGA
CCTGTGTGATCAACGGCGACATGTATGTTGAACCCACTGAAGACGTGGACATTGATTTAT
CACTGCATTTCATCTATGACCTCACAATCTCCGAAATGAGGACAGTAAACTCATCTATTG
CTTTGTGAGAATAATCCCTTTAGATGAGCCCTACTGTTCACAGACAGATGGCGCTGTCTC
TCCCACTACCTCACAGAATTAGCTACACTTGCAAAGACAAGAAAAGTAAGTGATGTAGCT
AAAAGCCTACTAAAACAAGCCCACCAGATTATGTACACATTAGGCAGAACTCTGCATTCT
TGAGTAAACTTGAGCCAGAGGAGGAGAAGTGTAACTTCACTGCAGATGAACTTAGTTCTT
CATCAAAAAAGTCCTGGTGAGGATCCTGTCCTTTTTTAAAATCTTGTTTGATCCATGTGT
TCTGCGTAGACCATGTTTTAGGCTTCATACACCCTGTGCTTGTCCTTCCAAATCCGGAAC
CATTTAACCAGATTCTTGGTGCTCTGAAGTTTGGGATGGAGACAATATTCCTGGCCCTTA
AACCGAGACACGTTCTCCATTGTCACGAAAATCATCCTTTCCTGGCAGAAGGGGTGTTTG
GGTTTGATCTCAAGCTTCTGAACATCCTTGTATCTGATCTTTGGTCCTTTTCTGGTGCAC
CTACACTTGTAGGCTTCTGCGCTCAAGACGTAAAAGGACACCACCAGCAAAATAATGAGC
ACTGTGCACCGACCCATGTCTCCACAAATGGAAAAATGGGGGTGGAGGGGATGAGTTTTA
GAAACAAAGTTTTCAAAAAATCCGATGTGTTTTAAGTCTAGGCGAGAAAATGATGAGAGT
GAAGGAAATGCAGTCTGCGTCGCTGGTTGCGCAACCCGTCCGTGCGTCTGGAGCACTTGG
ATGAGCTGCCAGTCAGCCGGCTCCC
>CL5357Contig1
TTTTTGATGTCCAGCAAAAACTTTGATTTTCTTTTTTGAACACACTTCTTTGGAAAACCG
ACCCCACACACGCACACACACACACACGCACACACAACAGAATCAAACATGGACTTCGGC
TGCAGTACCGGGACACACAGAGGCGTGAGCCGACCTCCTGTTTTGTCCAGCAGAACCACT



TTCCGGTCCTTTCCACACAATTTTTGGCTGTTTTTTTTTTCTTTTGTGTTTAAAGCTAAA
NAAAGTTTTTTGGCGATTTTTACAACCAAACGTGTCAAACTGCACANACCTGACNCCTCA
GCAGGATCTGACCGCACAACAACACTCCAAATAATTGAGCACGTCTTAAAAACAAAATAA
ATAGAGAGCACACGGTGCCAAAGCGCTTTTCCTGAAAACCTCCTCCAGTCCCATCCTTAA
ACTTTCTCCTGCCCTTCAAACATCTTCCGCTCCTCATTCCCTCACACCTCCTCGGTGCAC
GCACACACACACACAAACACACACACACAACANTTCGGGGTTCCNCGCTCGGACGTTTGC
CATCGAACCCNAGCGACNTCAAACCACAGTGACNAGACAGAATCACAGCTTTNC
>CL5358Contig1
TCGGCACGAGGGAATCTTCAGCGTTCCCATGGCTGTCAGCGCGAGTTTGGAGACGGACAG
AGAGAAAGACAGAAAAAACCTTCTCCATCCCTTTACTCCTCCTCTGAAGAGGACAACGTT
ATCCTGAACTCCATCAAGAACCGAGGAATGCAGGGTGATGAGGAGAACCTGCTCCAGCTG
AGTGCAGCAACAATAAATGCTGAATGGCTTGCTGGCTCTTTGCTGGACCAGCCCTGCCAA
GGCCAGCGTGACTCTGAATCAGCCTGCAGAGCGGACTGCGCCGAGCAAAAACCGCCACCA
GAGGGCAACAACGCGCAGAAATCCAAGGTGTCCAACAAGCAAAGGAAAGAGCAGCAGCGA
CAAGAGAAGAAGAAGCGTCAGGAGGAGAGGCACCGGCAGAAGTTCCTCCAGAGCAGAACA
GCCCCGGACAAGAACCAGAACGTGCCGGACGCTGTGACTTTAGTGCCAGCTCTCAACACT
CTCAGTATTTAGACTGAAGTNTNTCCAAGTGTTCCTCCAGNGGAAANTTTTACAGTTTAG
CNCANGTTTAAGTCCAGNGGTTNTGTNGCAGCAGACGCTCCTCCTAAAGNGAGTCCCATA
GTTTCCTTNAGCAGCAGGACGTGNGTGGAAGCGGTNGGGACCGGACTGACCNCTGATGNT
TTTGNTGGACTTTGACCAATCCCGGTTTGTAGGATTTTTGANTGGTTTTTNTTTTGGTTC
CGNGGNTTTTNTGNAGAACTTNACCGTGACGGGNGTTTGATTCCCGNGGGTGAGTGGTGA
CCAACGGGAGTTAATGGGAATTTTAGAGGAANGNGACAGTATGGATGATTTGATGAAAC
>CL5359Contig1
TTTTTTTTTTAGAAGCCAAAACTTTNTTCTTTATTAATCTTGTTCTCAATGTTTAAATAA
ATTTTTCCTTTGTAAAATCTCAAAACGAAACACTGAACAGGAGTGTTAAAGCCTGTCTTA
ATTTAAAATGAATACACAACAACAGAACATTAAAAACGTACGTAACGCTTACTCTGTAAA
CGAACCCCCCACCCATTCCTCCCACTCCACACAGTTAAGATTTGGCATGTCCATTTTCTA
AAACGCATATACCTTCAGCTCTTTGTGTCATTAAAATGTTTTTTTTTATTATTGCAGGTC
AGACAATAAAAAAAAAAGACATCTCCTTAAAAAACAAAACTTCAAATGAGAAGAAAAAAA
GCATTAGTGCCAATATTTCCGAACACACAGTCAGCAGTATACCAAATGCACTCAAAATAT
TTTGTATAGACCTTATGTATAGTAAGCAGCCTTGCCCACATTATGACAGGCATTAACATG
CACACACACCGTCCTCACACTTGCACACACACGTACGCACAACAAATGCGGGGGTTTAAT
CCACTTACTTGGTCTCAGTCTCACTCATACTCGTATAGTGTGCATGATACTGCACACAGT
ATCGACACATGGAGAAATGCATTTAGCCTGAAACTGCCAGCAATTTAACAAATATCACTG
CAACAGTAACAAACATGTTCAAGAGAGAACAACAGAGAAAGAGTGCGTGAAATACAACAG
TAGGAGGTCAGCATCTTGAAAACAGAACAATGACATTTTTCAATGTTTGTACTGTTCAAA
AAGTAAAAATCATACAAACAGAAAACCAAAAAAACAAACAAAAAACCAACATACACAGTT
AGATACAGTTCTGCTGTCAACCAGAGCTGTTTGCATGTGTCTGAATTCGCTCTCCATCTT
TAAGGGGATGTGAATACAAACTGCACTTTAGACCTCACATCACAGAG
>CL5360Contig1
GGCGGCCACTGACCATTCCCGGTCCGAAGCTGCCAAGCAGCGACGGCAGGATCAGTTGCA
GCGGTGGCTGGGCTCGGAGNACGGACCAGACGGTGTCGGAGGGCCGGGAAATGTCGGGGG
GTTCCGGGACGCGGCGGGCGAAAGTACAGTTCGCACAGGGNAGCTGTGTTTATGGCCGCC
TGCTCCGCCGGNAGACCGGGAGGAGGTGGCGGCGCTGCTCCGACAGGGAGCTGACATCAA
CCACGCCAACGTAGACGGACTGACAGCGCTTCATCAGGTGGGGGGGTTTGAACTTTCTGT
GTGTTTGAAGCAGACTTTTTGTTCGCTTGCCTCCGCCGCGCGGACAAACGTCGCCCACCT
ATCGAACGGCGGCGTTGATCCGTTCATGATCCTCGCAGCCAGGAGTCACCGTCCAATCCC
GTTAGGTAAAACGCACTAAACCCTCCTAAACCCGGCTAACACTTCCATAGCATTTACCAC
TAGCGGCTTCCAAAGTGAACTCATCGTTTCTGGATGTATTCTTGAAAAGTAGATCCAGGC
CGGATTTCTGGCCTGCGTAAAAGGGGGAAAACTTGGTCCNCTTTTTTTTTTTTTAGCTCG
GGATAGCCGCCTTATAATGCTCTGTTGTCATGTAAGCCTGTGACAGAAAGCCCCCCACCC
CCTTTCCTGCAAATCAGACCCTTTTAATGCAATCTTAAGGAGCAATCATTTGATCGTGTC
GTGCTGCGTTGCTGTGCCCTCCGGAGCGCGAGCCTCTGCAGAGCAGCTCCTGCCTCCTCA
GTCATGACACTCAGGTCTGGACATCATCACTGTCACAGCAGCCCTCTGTGCTGTCATGCA
GCACTTCCTGCCTTCACCGCCTGTCCGTTCTTCCACA
>CL5361Contig1
CATGGTGTAAGCCAGTAACAATTTCAAACATGATTGAAAAGTCGTCTCAGTTCACATGAC
GGCGAAAGGATTTTAGGATTTTGTGACTCCATGAATAAAGAAAGTAGTTAATAATTCATT
TAATGAGGAAATTCTGAATATTTATTAAAAAAAAAGATCAAAGTGTGAACATGTGCCCCT
CAGCACATTTGACAGGGAGCTGTTATAGTCTTTAAAGCTTTAAAAAATATGTATAACTGA
AATGTAAAAAAAAGGGGAGGGGGAGTATTGCTGTGTTTTCGTGTCTGTTGGGATGGACTC
TGTTCCAGGGGGACTCGTTTTCTTCTCATTTACTCCAAAGAAAACATGGGATTTTGTTTG
TCAGCTCTTTGTATGAATTTAAAAGCTCCTTCCACGACAGCAGCTGACCTCCTTCTGAGG
GGGAGGAGCAGCAAAACACAAGGAGGAGAGGGAGATCCAGGCGGGCCTTTGTGCAGCTGG



AGGATATTTTTACTCCACGGAGCATCTCCCACAGCGAACCCACAGAGGGGCGTGAGGTCA
GGCCGGGCGGACGGAGCCCTTACAGCTGCTTTTTAGGGAGGTCACTTCTCCCAGACATCT
GCAGTCAAACCGCACAATCCAGAAATACACTCTGGGCAATGTGTGTTTTCTTTTAGTGGT
GTGTAATTGAAGTGTTGTGTGTGTGTGTGTGTGTGTGTGTGCGTGCGTGCGCATGTGTGT
GTGTGTGTTGGGACTCCGGCCTCTGTAGCTCACCTACAGAAACTTTTGAAGGATTGATCT
TTGTGTACAGACTCCGGTTCTTTGTAGTACATCTACAGATATTTTGAAGGATCTAAAACT
CTTTGACAGGAAATTTAAAGACCAGAAGAAGAGCTTTAGTGTGCGTTGAGCGGGAAATGA
CGAGGTGGAAGACGCTGATCAACTTTCACACCACTGAAATGTTTATGTCATAATCTATAC
ATCCTCCCTTTTTGTCACTTATTAAAGCAGTACGTTTGACANANAAAAAAATAAAAAAAA
AAAAAAAAACCTT
>CL5362Contig1
GCGGTGCTGTAGATAAATTCTAATNGTGATACTGTTTGGACCCACATCCTAGAGATCCAG
CCTCTCCTCACAGCTGCAGGTCTGCAGCCTTGAGTTTCCCAGGGAGATGCAGTCAGAGCG
CTTTGTTTGGAATTAGCTGCAAATGGTGTAGAGGAGTGTCTATGCATGCTGGTGTCATTC
AATAGAAACAGAGGATACGGTGTCTGCACAGTGTTAACTAAACAACTAATGTTTCTTCAG
ACTAGGAGTTGGTATGATAATATGATTCTAACAAACTCACACTAACAGACCCAAACTATA
ACAAATGCACCTGAAAGTGAAAAACAATTGTGGATTAAATGTTTAATGTCAAAAAGACAA
TAAATAGGAATAAGTCAATAAACAGTTAATTGAGTTGCAGCTGGTAGAGGCTAGGCAGAA
AGCAAATAAAGAAATACAGAAATAAATAAATGAAAAAAAAAA
>CL5363Contig1
TTTTNTTTNTGTTTTTTTTGACAGNGTTGCCNGAAGAAGAAAAAATNCNATAAAGNCATT
TTTTTNTCCCTTNTGTACTTTTAATCATATCCCNATCATTGTTTGAATGATTTTTTTTTT
TTTTACTTTTAATTTGCATGAATTGTGTGATCTTGCGCCCTTTCAAAATAAAATTCAGCT
AGCATTCAAAGGAGAAACTTAGCTGCCACTTTGATAACTGAAATTAATACTGTGGTCAAC
AATAAAGACTAGATTTATTTATTTGCATTTCTTTTTCCATGCTCCCCCTGCTAAAAAGCT
TCAGTAGTTTTAATGAATTACAAAAAATATTGTGTGAATAGCTCCTTATCACCTGTTCAT
TAGTTTGAATTTTAAGGTGACTAACCCTGATAAATACATGGTTTGTTGTTGAAGATTGAA
ACTGGTTTTGCAGCCTGCAGAGAAGCATTGGACCAAATGTCTGCAGATTCACAGACTGCT
TGTTTTTAACTGATAAGAAATGCTGTCATCTTCCTTTTGATACTACCCATACATTTCCTT
GCCAGCACATTTTTTAATGTAAATATGGGTTTTATTTACCTTTTGACAATATACATTTTT
TAAAGTCAGTAGTTTATTGTGTGAGAGAAATGTTCCAAGTATACATGTATAGTAGCATCC
TTTAATAAACATTTTGAGTGTTAAAAAAAAAA
>CL5364Contig1
CTTTTTTTTTTTTTTTTTCAGCACAAACTGACTTTCTTTTTATTGGTCAGGTCATCCAGC
TACCTTACCTTTAAGTAATTACATATAAATCTTTTTCAATAATATTTTTAAAAACAGAAC
AACTAAAAGCCAAACTTATTCACACAAACACTCATAAAAAGAAAAATAAGTATCATTTTG
CCCTAAACACTCAAATCACAACAACAGTTAAAATGCTAACCCCAAATCTGAGCCATAATT
CTGTGGTGGAGCATCATCAGGCACTCCAGAGTCGCTGCGGGGTTTCCCCTGCTCTTCCCA
GGGGCCAGGTGAGGGCTGTGGCTATGCTGCACGGTCTTCATCTGGCTGTCCTGGTTTCTA
CAGACCAAAAGTGTTCTCCCCGCTGTACGCCACGTACAGAAACCCGTCCTCATCCTTCTC
TTTGTCGTACAGCTGCCCCATCGTGATGCTGGACTGGGGTACTGTCTTGTCCACGAACAG
AAAGATGGCCTTCTCCGAGGGCAGCTGGATGCGTTTCCTGATGATCCACATGAACTGAGC
CACCGTGATATCAGAAGGAACGAGGTACTTCCTCTTATCAATGTCCACTATCTGAGATCC
TGAGACCTTCTCCACGATCACCGGGACCCTGTCCGGATACTTGCTGCGGATTTTGGCAGA
CTCGATGCATCGATGTTCTACGGAGTGGTCCTCTTTGAACGTCCATTTCATCTTGGCTCG
TTCCGCTCGAAGCTCTCAGACACCCAAAGTGGACCCGCGCGGGACAGAATCCACGGCTGC
TCACGAACACGGAGGCCGCAGGCTTGTCAACAAAAACAAACCCCCCCGGCCATAATGCCC
GGGTTA
>CL5365Contig1
CTTTTTGATTCCGGCTGATTTAGTTGAGTGCAGGAACCGCCGTGCTACAGACTTCCATCC
CGCTCCTCTACGCATCTGATCGCCGGACATGTTTCGCTGTGGGCTCGCCTTCCCCCGCTG
CAGGTGGATCGTTCCCCTGCTGCTGTTGTTCGCTATTATTTTTGACATCATCGCCATCGC
CGCCAAATCGGGATGGGTGGAGGACGAGGACGCCAAGACCCACTACGCCAACATGTGNAA
CGAGTGGCGCGGCCGCGGGGGCAACTGGGACAGCAGGAGCCTCATGGACTTTCCATGGGC
CCAGGCTGTTGCTGCTCTGATGATCATCGGCCTCATCCTCCTCATCATAGCCTTCATCAT
AGCCGTGGTGTCCATGTGCAATATTGATGTTGGTTGCAAGTATGGCACAGCAACAGTGCT
GGCTATTGTTGTGGTAATCCAGATTATTGCTCTGATCATCTACCCTGTCAACTTCAATGA
GCGCATTTTTGAGGGCCAGTACTTCTACACTTGGGCCTACGGTTTTGGCTGGGGGGCCAC
CATCCTCACCCTGGGCTGCTCCATCCTGTTCTGCTGCCTGCCCCAGTATGAAGATGACCT
GAGAGGCGAAAAAAAGATTAACTACTTTATCACTCGACCATAATGACAACAGAATTCGCC
TGGCCGGTAACCGATTCCTCTTCCTCTCATTCTCACCAAAGCTCTACAGTAAATTCAGCA
ACCAAAGCAACCCAGAGGAAACTGGATCATGACCAGCGCCCTACGCTCTCTTTGAAATTA
GCTAATTATCTCTAAAATGTTTTGGTTTTTTTACTTCACAAGAAATATTTGCTATTTTAT
CTAACTTTTTAAACGCTATCTCACGCAAGTGCTCTTATCTTAGAGATGGCAGTCCAGTGT



TCCACTGGGTTCTTACACATATCGTTAAAGAAAAATGAAGAAAGAAGCAATTCTTCCATA
GATATTTGCATCACAAATGTTAGGTTGTCCTCCATGCTGACCTGTGTTTGGATCTAGACT
GTCTTTGATGGACGTGCTCCTTTGCTTGAGGTAAAAGGGATCCACTGTTATCAGAAAGGG
CTTTAGCAGCCATTTTTGCACCTTGTTGTGTGTTTTCTTATGTGGTAAAAGAACTTTAAA
ATATTAAAGGGGTGAAAATGGGAGATCTTTGAGTTGTGTGTAGATTTTTGGTTTTAAAAG
AGAAAAAACAAATATTTTCCCAAAAATACGTATATCTTTTAGCTTTGCAGTGTAATGTTT
GGGTATCAGAAATGTGATGCAGTGGCGCTTTTCCAAATTTAAATGAATTTCTTCTGAGCT
GCAAAAGTTTAGCCTGAAAGTTTATTTTCTTTTGCGGTATTCTCTTCCTTTTCATTCGTC
TATTTAAAGTTGTAAATGAAGTTTATTCTTTACAAACTATTTTCTTTTTAGTTCAAACTC
AATCCCTCCGATTTTTAAACGAGTTATTGGCTAGAACNGTAGTTAAAAGGGGNCCAAAAT
AAACTTTTTTTTTTATTCTATCCATTCTTCGTCACACATTTCATGTATTCTCAATCAAAA
AAAGAACAGCACCTCATTTGCTTTGACAGTTGTGCCTGAACTTCTGTTGTTTTTTATTCA
CTAAGTAATTACTTCTGCTGGTTTGTCTGGTTGTACCAACTGTTTGTGTAAAGCAACGAT
CATGTTCAAACGTAAACTGAATTAGACGTTTTTATTGGAAAACAGGAAATACTTCCAAAG
AATTATCCTGTTGTAGTACATTTTAAGCAAGACTACAATAGTTTGTAAAGAAAATACCCT
AAATTATAGTTTTAAAATCTAATTTTGAGCTAAACTAAATGTTTTTTTCCACCGATACAC
ATAATCATCTTTTACTCTTTTTATTTTCATAACTGTAAATACTGTATTAAAGAAGAAATT
CACTGGAAATCTCACAGTTTTTTTCTCTGCTGGAAGAATTATTTTGGTAGTTTTATGTAT
TTTTATGAAATAAACAGTTCTTGCTTTTAAAAAAAAAA
>CL5366Contig1
GACCTGCATTTTGTGACATTTGAAGTTTCTCAGAGCANCTCTCTGANCAGAGATGGTGCA
NCANGTGAGCGCGCACGCTCACTCTCCCGGCGGGGACTCTACGGACACGGGAGACATGGA
CCTGGAGATGGACTCCTGTCCGATCTCTGGGTCGCCGTCCTCCCGGGAGCGCAGCGACTT
GGCTTGGTGTAAGACTCCCACCGGCCACATCANGNGGCCCATGAACGCGTTCATGGTCTG
GTCCCAGATCGAGAGGCGGAAGATCATGGAGCAGTCACCGGACATGCACAACGCGGAGAT
CTCCAAGCGGCTGGGGAAGCGCTGGAAGCTGCTCAAAGACACCGACAAAATCCCCTTCAT
CCGCGAGGCTGAGCGCCTCCGACTCAAACATATGGCCGACTACCCAGACTACAAGTACCG
GCCCCGAAAGAAGGTCAAGACCGGAAGTGGAACAAACAAGCAACCAGAGAAGAACGGGGA
GCGCAGCGCCAAGATCAGCGGCAAGAAGAGCCCCGCGCCCAAGAGCGCCAGCAGGACGCA
CAAACAGGGGAGCAGAAGGGGCGCCTCTGGACCGGAGTCTGGTGACCACCACTCACTCTT
CAAATCCAGGTCAGTGTCCGGGGCCCGGCAGATCCCCGAGAAGCTCACGGGTGAGCCGAG
GCGCGCCCACGTGTTCGGTGGCACGGGTAGTCTGGAGAGTGACCCGCCCTCCGTGGGTGT
CCCGGCCAGTCCCACCCCCAGCAGCTCGGCGGAGTCCAGCGACCCGCTGAGCCTGTACGA
GGAGCAGAGCCCGCGCTCCAACGAGTCCTCACACACC
>CL5367Contig1
ACGAATTCTCTCAAACTATCAAAAACGTCTCAAAGTTCAGATTTCTGTCACCCTTCCAGC
TCCGTAGGTTGTTCCAACCACAAGAAATGAGTGCAAATCAAATACTGCTGGAATTACAGA
TTGGTTTCTTTCCAAAAAAGCAAAATAAAGGAAGATCAAAACATCTGCAAATGCCGCTCC
GTGGACCGGTAAACAGGAGCAGAACTCTTAGGCGTCAGTCCCACCAAACGCGCTGCCCGT
CCGGACTGGACTATGTCAGTTCCAGGTTGGTGACTTTGTTGAGGATGTGGGAACGCCGGG
GGACGCACTCCAGGTCAAACCTGCTCTCATAAATGGTGGGGCTAAGTTCCCAGCGGTTCC
TTCGGTAGATTCCCAGGTAGGTGTAAACGTCGGGTTTGTAGAACAGCGGGCACTTGATCC
CCGTGGAGCGAATGACGGAGTCCAGCTTCATGACGTCCTCCTCGTCGGTGAAGTTTCTGT
TATAGACACATATGACGTGGCGACTGTCTCCTTTCGGGTCCAAGGGGCTGACTTTGGCGC
ACCAGATCTTCCCCTCCAAGGTTGCTCTGGCCACACACTCCCACGCGTGGTCCAGTTTAA
AACCAGAGTCCAGGTGCATCAGCCACTTCCCACTGAGCACTCTGTGGTTGAGGGCCAGCT
CCTTCACGGTCTGGAAGGTGACAGGTCTGCCACTGGCCAGGAGTTTCTCCCAGCTCTCCT
GAAGATCTTCAACGTCCTCATCACTGGGATGGTAGTCGGGGCCCCTCACAGAGATCCACC
CCACGGGGCCGACGCCACTCTTCTCGTCACCAAACCTGCGCACTTGGGAGGGCCGGTTAC
TCTCCAGCCAGGCATCAAACTCCGATTTGGGAGTTTTTCTGCAGTCAAAAATAATCCAGG
GATCCATGTCTGCAGCCAGGGCTTCGGCGGCATAGTGATCTGATGCAAAGTTCTCCCTTT
CACCGTTGGCAGAGGCCTCTTCTTCCTCCATGATGCCGTAAAGATGAGACCGGAACCGAG
CAAGGAGTGTGGAGCTCCCTGCTCCGTCGGAGGTTGGAATCCTTCTTCTTCTGCCCCCGG
CCATAAGGCCCGGGTTAAACG
>CL5368Contig1
TTCGGCACGAGGCAGGCAGCTCCGACTCTGAGGAGGAGACCGCCAAACCCGCAGTCACCA
ACGGCAAGGCGGCGACTCCCAAGCCGGGCCCAGCGGCTGCAAAAGCTGCCAAGTCATCAT
CCAGTGACAGCAGCTCTGAGGAGGAAGAGGCGAAAGCTCCAGCTGTAACCCCCAAAACAA
CCCCCAGTGCAAAGCCCAGGGAGAGCAGCAGCTCCTCAGAGAGTTCAGACGAAGAGGAAG
CGGCACCGAAAGCCGCCACCGCCCCAAACACCCCCACTGCAAACGCTGCAAGTGGGAAGA
GAAAAAAAGGTGAAGAGTCATCATCGGAAGAGGAAGAAGAAGAAACCAAATTAAAGACAC
CCAAAAACAAAAAGGCAGCAACCACACCACAGACTTTCCCGAAGGCAAATAAGAAGTCTT
CAAACGTTCCTTTCCGTAGAATCGTAGAGGAGCGCGTGGAAGTGGATCCACGCCTGGCAG
ATAACTCTTTCGACGCGAAGCGCGGCTCCAACGGGGACTGGGGCCAAAAAGCCAACGAGG



TGCTGAGGTTCACCAAAGGCAAATCGTTCCGCCACGAAAAGACGAAAAAGAAGAGGGGGA
GCTACCGCGGCGGCGCCATCTCCACCTCCGTCAACTCCATCAAGTTTGAAAGCGACTGAG
CGGCTTCCCGCCCGGGAAAGTTTGACCTCAGAAGCGTCGAGTAGGAACTGTGAGCAGTCA
AAGTTCATGTGTTGTTCAACATTATGGCCACTAGGTGGCTTCAGGCCGCCGGGTTCAACG
CATTTCCTCTAAAAATATAAAAAAAATATTTTTTTTTTTTTACACA
>CL5369Contig1
ATCTGCCAGAAGCTACTTTATTTATTAATTTCCAAAATAGTAGGTACGTATGAAGGTGGA
TGTGTGACCTTTGACAGGTCCCGGTCTCTGCCTGTCTGCGCTTGTTTAGTTTGGGCGGGA
GCAGTTTGGGTGGATGTGAGCTGACGGGCGGGTGGCAGGGCAGGGTGTGATTTTTCTCAG
GCTATTTGTATCAATAACATGCATATCAAGACAAAGTAGACTTGTCTAACATCTGAGCTT
ATCGGAGGTGTGAGCGACGGAATGAAGTCGGGCGGACGGACTGACGGACGAGCGCGCTGC
GCCTGAGTGTGACGGAAACACGCCGCCCAGCTTGTCTTGACCGCATTCGAGGTACGAGCT
GCCACTGGTTCCCAAACTCTTCTGTGTCTTAAAGGGAAAACAGGTCGTCGGGCCCTGAAG
GATTAAATGAAGGACAAATATTTTTATGTTTAGCAAAGGAGAATAAAAATCAAACAAAAA
AATTGTCAAAATCTGCTGTATTGAGAAAAATCGGATGTACCTGTAATGGTGTCTTGTGCT
TTTTGTGCATTTCTACTGTATCAATGTCAGAAAACAACAGAGAACCTGGGTGTATGCAGA
CGAGCAGAGATGTGACATGCCTGTGGTGTTCTTCTGCTGCCATCCTGTCATTACAATGCA
TAATCGGTCTCTTGGTGCTGAAGGTCAAAAACACAAATAAATGGTGTACAGCCNNANAAA
AAA
>CL5370Contig1
TGCACGGTGCGCGATATTGCGGAGATCCTCCTCACCGTTTCGGAGCCTCGTCAATATATC
TGCCTGAGATGGTCTCCTCGATAAGCTTCATCTCGGATACCAGCTGTCCCTCGGACGTTT
AAAATGTTGCGTTCGCGCCCCCTCTCATCTCTTGGACGGAGGACAACGCGGCTACGCCGC
TGAAAGACATCCCTGCCACGGCGATGAGAATTGGAGCTGCTTTTATTTTATAGGTCGAGG
AGGAGAAGCTAGCATTATTAGGCTAGTTTACACCCGGAGGCGGCAGCTCTAGTGTTATCG
GATTATCTTGACCATGGCTGGACTTATCAAGAAGCAGATCCTGAAGCATCTCTCCAGGTT
TGCAAAAAACCTGTCCCCGGACAAGATCAACCTGAGCACGTTGAAAGGAGAGGGCCAACT
CACCAACCTGGAGCTGGATGAGGAGGTCCTCCAGAGTCTGCTGGACCTTCCCACCTGGCT
GGCCATTAACCGGGTTTTCTGCAACAAGGCTGCCATCAGGATACCTTGGACAAAACTGAA
GACTCACCCAATCTCTTTGACTTTAGACAAAGTGGTGATGGAGATGAGTACCTGTGATGA
GCCCAGGCCACCGAACGGCCCGTCTCCCATAGCAACAGCATCAGGACAAAGTGAATATGG
CTTTGCTGAGAAGGTGGTTGAAGGTTTGTCCCTATCGATCAACTCCATCGTCATCAGGAT
CAGTGCCAAGGCCTTCAACGCCTCGTTCGAGCTCTCCCAGCTGCAGGTCTACAGCGTCAA
CACCAGCTGGAACCCCAGTGACCTGCGTTTCACTCGCATCCAAGATCCTCAGCGGGGAGA
AATCCTGACTTTTAAAGAGATCAGCTGGCAGATGATTCGCATCGAGGCAGACGCGATCCA
GAGTGCTGAACATGAGATGTTGAGCGCCCCCATCCGCCTCATCACCAATCAGTCCAAGAT
CAGAGTTACTCTGAAAAGACGGATCAAGGATTGCAATGTTGTGGCTTCCAAGCTCATTCT
TATCCTGGACGACCCTGTTGTGGGTCCTGACAGACTCTCAGCTGAAAGCTATGGTGCA
>CL5371Contig1
AAGAAAACCAAGGTTCTCTTCATGAAACGCAGCGTGTTTTTGGCACGTCCAGTCACTCCT
TTTTTACATCCTGCCATCTTGTTTGTGTACATTCCTTCAGGTGGTTTGTGAAGCTACAAC
AACACACCTCTGGCTCCAAAAGCACGTTTTACAATCTCTAGGTTTTACAATGTCGGACTA
GTTGTTTCCAAAACATTTTATTTTATATTTTTTGTTTGTTTTTAGATTATGGGAGCTAAA
CGCAAATACATTTTACTTAAAGTACAATTATTTTATCATCATTAAGACAAAATTTACTTC
AGAAAAACTTCAGATTTTTCTGTACTAGTGTGTCACAATTAATTCAGCTCACAACTGTGT
TGCTTGTTTGCTCCTTTTTTTTGGGTTGTGTATTGCTGAAGAAAACCTTATTTTACATGT
TTAAGATATTGAATCCTTTTATTTTATTGTATTAATTTGTTTGTGCTAAAACAATTGAAC
TACAGAGAAGGGTTTGCTTCCTGTTAACTTAGGAAAATATTGACGTCCCTTTGAGGCTTT
TGTTGGTGCTTTAGGGTGGAAATGTTTTAAAAATGTAAATTTGTACAAAACTGTTATGTA
CTTTTCTCACTTTGCAGCTTCATCTGTACAGTAAAAGGTCTTTAACTTCTAAGGAAACAG
CGACAACTTTATCTTTCNAACATCTGTAAAATAAAGCACAGAAAAT
>CL5372Contig1
TTTTTTTTTTGAAGTTCCACTTTCACACTTTAATGTCATCTAAAGCCTCCGCGCTCCCGC
CTCCTGAGCTCCAGCGGGGCCGCGCACATTTACAACAATAATAATAATAATATTATTATT
AATAACAGGCAGGAAACAGTCACGTGTTACAACATGGAGAGGCGCGCGGTCAGTCCGCAT
GGGGCAGCGTGCGCCCTTCCTTTGCGCGCTCGGACCGCTTAAATTAATAAATAAGGGAAT
CACAAGCATGGAGATATGTACACCTGTGCAACGTCACACCACCGGAGGTCCACAGGACGG
AGATGTGCACGTACGTGGCTGCAGCCCTCTCTATCAGCTGTCCGAGTCCACGTCGCTCTT
GCTCTCGCAGCTCTTCTCAGTCTGCGCGCGCTGGTTCCACTTCTGCGGGTTCTCCGGTTC
CTCTGAGGAGGAGCGCTTCTGCCGCCGCCACTTGGCGCGTCTGTTCTTGAACCACACCTC
CACCTTTTCCTCCCTCAAATGGACCTTCCGCGCGAGCTGCTCCCGCGTGCCAACGTCCGG
GTACTTGGTCTCCTGAAAGAGCCCCTCCAGAGCCTCGAGCTGCTCGTCGGTAAAGATGGT
GCGATGCCTCCGCTTTCTGCGGCAGTGCAGCTGGTTCAGAAGCTGCAGCTCCGTGCGCGA
CAGGCTGCCCACGTTCACGTAGGACATCATGTGGTGCGGCACGGGGGAGATGAGCACCGA



GCCCGGGCTGTCGTAGCCTGCGGGGATGCAGGGGCACTGCTGCGGGCTCAGGCC
>CL5373Contig1
TTTTTTTTTTAGATCTCAAACAGCTTTTTATTACATTTTCAATCAATAACAGTACAATTT
AGTACAGTATCTATCTTGCATCCAGCTCACCAGGGAACACCAACGGACAGAAATGAAATA
CAAAAAAAAGTGAAAAGGTACATAAGGGTGCAGAGCTCTATAATATTAATGGAAATAGAA
AAAGGAAATCCATCTCGGCTGAATTGCATTTTCACTTGTGGCCATACACAAATACATCAC
ATTTATTGTACATCATTGCAGAGAAAAAGAAAAGTGAAAACATGTCACAACTTTAACAAA
AGTGCTTCTGTATACAGTGAATTGTTGTCATTCGGATTTTCCAAATTTTCGATTTAAGAC
CAAGAAATAAAAATGTACAAAAGTTTTAGTATAGACAATGTGAGGACATTTTGTTCTATT
GAGAGTGAGGATTTAAAAGGAGAGAAAAGTACTTGTCAAAGACAGAATTCAAACAGGTAT
TGGCATAATTATTACAAAAATGGCATTAATAGAACTGGTAAGCGTAATTT
>CL5374Contig1
GTGACTGCCTCCTGCTGGCTGCCGCTCCACTCCAGGAACAGAAACAGATGCTGGGCGAGC
GGCTGTTCCCATTGATCCAGAACATGCATCCCAGCCTTGCAGGCAAAATCACTGGAATGC
TCCTGGAGATCGACAACTCGGAGCTGCTCCACATGCTGGAGTCCCCGGAGTCTCTCCGTT
CAAAGGTGGATGAAGCCGTGGCTGTGCTGCAGGCTCACCAGGCTAAAGAGGTGGCACAGA
AGCCGGCGACTAATTCAACCGCAGGCCCAAGTGTCTGAACCCGAGGGGTGGGAAACCTCG
AGAGAGCTTCACAGAGGAGATTTTTGAAAAAGTGGGAAAAAAGAGAAACCTTCAAAATAA
AATAAAAAAAACAGCATTTAAAAAAGAAGACAAAAAAAGGAAAAGAAGTCTGCAACCAGA
CAGAAAAAATACATGTATAAAAAAACCTGGTTTGTTAAGTTAAAGAGAAAATCTGTTCAA
AAAGAGAGGAGAAAAGAAACTAAAAGATCCCCTGTTCTATGGGGTTTTAGAGTTCTAAGA
CAAAGTATGAATGAAAGCTTTCCTTTTGCCATTTTAGTCCTTTTAACTGTTTGAGCTTTC
CATGCCTGTGATTTTTCCCTTGCTTTGCTTGCTTAAATAAAAGTTCCAAAATTAAAAAAA
AAA
>CL5375Contig1
GCAGACTGTGCCCGAGATGACCGGCGACACCCCACCGCTCTCTCCCATCGACATGGAGAC
CCAGGAGCGGATCAAAGCGGAGAGGAAGCGCATGCGGAACCGGGTGGCCGCGTCCAAGTG
CCGGAAAAGGAAGCTGGAGAGGATCTCTCGGCTGGAGGACAGGGTCAAAAACCTGAAGAG
CCAAAACACGGAGCTGGTTTCCTCTGCCAACCTGCTCCGGGACGAGCTGGCTCTGCTGAA
GCAGAAGGTCATGGACCACGTGAACAGCGGCTGCCAGCTCATTCTCACACAGCAGCTCCA
AGGCTACTAGAACACACAACAGAAACACACGCATACGTAATGACTGATTGGGGACCAAAT
GCAACTTTTAAGTGGTCCTTCGAGCCTTTCAGGGAACTTTCAGCGTCTTCTTCACTACCA
AATCCCCTTCAGTGTTGGTAAAAGTCTGAATGAAACCTTGCACCTTTAGTCTGCTCTGAT
CCACAAAGTTACATCCCAGCACGGCAACGCCGCCCCTCTCCCCATCTAGCAGTACGACTA
CATGGTCTGATTGTTCAAGGAAGCCTGCTGGCAAACACGATGCAAGTTAGGCCTTAATCC
TGCATATATATTATTGTCACTAGCAACACATGCATGCATGCGACGTTCAGGCACCAGCGT
TTGTACAGAGAAACACTAACTACAACTTTTCCACACCTTTTTGGACTTTGCAGGTGTGCA
CGTAGCGTTTTATTGACAGAAACTGCCTTACTCCATGACACTTATGTTCATACACTTTTG
TGAAAATAGCTGTAAAATAAAAAAAAACTTTGTAACATTTTTAGCCTGGGCAGCATTTTG
AGCACTTAACTGTAAATATGTCATGTCATAATAAAAATAT
>CL5376Contig1
GGGAAAAGGAGCAAGCAGAGTTAGAAGCCGGACAAAAGAACTTATAGAGCCTTTATATAC
ATATTTTCCTCATGTTTTAGAGCGCGTGCAGTGGTGAGGCATTTGCGGATGGACTTGTCT
GTGTAGTTATGGAGCCCCCTTTAAGCAAGAGGAATCCGGCGATAAGATTAGCGGATTTGG
CAGCGACTCAACCCCTTCCTCATCAGAATATGACAGGCTTCCCGGGGCTAGGGGGGCATC
ACCCTCTCTCCCACCATGCCCACCTCCACCCCGGGGAGCTGGGCAACGACCCCGGAGTGG
CACTCACTCCATTTGGACCAGAGCACATGGCACAGACAAATGCTCTCAAACTTAGCCCGT
CTCAACACATTCAGAGCCATCCCGAAGCCCAGACCGCGGCATCTTTCACTTCTGCTCAGA
CCACAGTTGGTTTCCCCGTGGCTCACCCCCACTCAGGCTACTCAAGCAGCAGGGACTTCA
TCCTCAGGAGAGAACTCTCAGCCTCTGCTATGCATGCACTTGGCGACCAGCATAGTTCCG
CCTCCTCCCCTCATCACCATGGCATGTTCATCTCCCCAACAGGTGCTTATGGGCACGCAG
AAAGTGGGGCCCATTCTCTTTTCACTGGACTTCACGACCAGGCGTCCCCAGGTGCCCACC
ATGCCCTCAACGGGCAGATGCGCCTGGGTATACCTGGGGGACGTCTACGGCAGGCCAGAG
CACTTCGGGCACAGGCCGGAGCACTATGGACCGTCTTCCCTCCACAGCTACAACTCCATG
AACCTCAATGTGAACATCGCGTCTGCTCCGCACGCAGCCGCGGGGGCGTTTTTAAGATAC
ATGCGGCAGCCCATAAAGCAGGAGCTCATCTGCAAGTGGATCGACCAGGAGCTGAGTCAG
AAAAAGCCCTGCTCCAAAACTTACAGCACCATGCACGAGCTGGTCAACCACGTCACGGTG
GAGCACGTCGGCGGACCGGAGCAGAGCAGCCACGTCTGCTTTTGGGAGGAATGTCCACGG
GAAGGGAAAGCCTTTAAGGCGAAGTACAAACTGATCAACCACATCCGCGTGCACACG
>CL5377Contig1
ATTTTCCTTCCAACTGGGNAGGTCTTCTTGGNAAGTCCTTAATGAAACCAGNANAAAATG
AAGTCAATGTCACAGCTGGCTGTTCTGACCCGGCGGTGGNAGCCCCTCTACGATGAAGCT
CGGGCCTTTCCATTAGGTGATTCTGGAGAGCAGCAGTGCTGAGGAACTCAAAGAGAAGCT
GAGTGAAATCAGTGGCATTTCTCTGGAAAATCTGGAGTTTGCAAAGGGCAGGGGAACTTT



TCCATGTGATATATCTGTGTTGGAGATCCATCAGGATTTAGACTGGAATCCTAAGGTGTC
AACACTTAATGTGTGGCCTCTTTACATCTGTGATGATGGAGCTGTGGTCTTTTACAGGGA
TAGCACAGAGGAAACTCTTGAGTTGTCCGAGGATGAGCGTAATGAGCTGATGAAGAAGGA
GAGCAGCCGCCTCCTCAAGACCGGATACCGTGTCAGCTACTCTCCACGTAAAGAGAAGGC
CCTGAAGATCTACCTGGATGGCGGCCCCGTTAAAGACCCAGGACAAGACTGAAGCACAAA
GAAAGCCCTCTCGTCTCTGCAGATGGTCTGGTTGCGACAGGAGAGCAGCCAGACATCAGA
ACTGTGAATGTCAGGCCCAGTAGTGACATCAAATTTAAGCAGCACTGTGAGGCCGATGTG
CTCACCCTTCACCCTGAGCCTTGGGGTAGGCTCAGGAACCCTGTTGTGCACTATAGTGTA
TTGTACTGTAAAGTTCAAAGGGATGTACAAACAGCTATTTGCAGGAAAGAATCAAATATT
GTATTGACAAATCAAAGAAAAAAGCTTCAGGGATGGATGGGGAGAGGTGGTGAAGCTGGT
CGGAAAGGCATCTGTCGTCCCTGTGAGTCTCGTCTCCTTTGAAACCAGGCTCTCTATGCC
TGACATTGTGTAATCATCTTCCTGTTCTGGACAAGACTGATTCTGATTCACCTGTGACTG
TTGGAGCACAGCTCTGTCTTTGGTTGTCCCTTTTATGATTGTGT
>CL5378Contig1
GTTTTTTTTTTTTTTTTTTTTTTTTTTCCCCAAAGGTTTTATAACCATCCTGTTCAAACA
TTCTTTTTTTTCTTTTTACACAGCCAGAGAACAAAAAAGATTTTACATAATAAACTCCCA
AACCTTTTGTACAGATAAATCAAACTAAATGAAGAAAACATTTTATATTAGTCCATGTCT
TATCCTCTGAACCTTTTTGCTTGCATTTGCCATAAATTGGGAAGGGAGACACAAATGTGT
CAGAATGAAGCTCTGTGTTGTTCGCATGTCAATCAGTCTATTTCACTTGCTGATTCCTTT
CTGCTTTATATAGAGTAGAAACCAGCAAGACTAGGCCATACAACGGATAATCCAGACCTG
TCTAGAATGATGGGTGAATGTTCAGAGGCTGTCAGTGTCAATGCATCAGGAATAGGCAAA
TCTAAATTAGGTGTATGCATGTCTGCGTCTGTTGAGTCTTGTGGTTTAAGCCAATCCGAA
TCCCTCTGAGCATTCCTGAATGGCCAACAGCAGCATATGTCTCAGCTTCTCGTAGCTCTC
ATAGGCTGGAAGGTCCAGCTGGTTAAAGCAGGTGTGAGCAGATGGTAGACGGTCTGTTGA
CCGGTCGTCACGGTGGATTTGGAATTTCTGAATGCCATTCATTCCCTCCAGCGCAGCAAA
GCCCTGGAGTGGAACCTTGGATGTGCCGGTGACAAACTGCAGGAACTTGGCCCGGTCTGC
CTGATCGAAAGAGCGCAAGGCCCTCCAAAACCACTGGATCTGAATGGAGCTGGACTGGTA
TTTATGATATTCAGTGTTGGCCTTCAGATCATCAATGTCAATGGTGGGCAGGCCAGAAAT
GAGCAACTCCAGCTCCTGCTCGGTGAAGATGGAGATCAGCCTCTTCGGTATGATCTCATA
GAATCCTTCCAGAAAGGCTGCCAGCTGTTTGCGAATTGCCCCTGTCATTTTCATCTGGCA
CACCAGATGAACATATTCTTTTTTGTTTTCCTCTGTGACAAGAATGTTCGCTCCATTTGG
CTTCAGGTCTCTCACTTCACAAACTCCGAACTCCTGGACCTCAGTGCTGAATGTCAGCTC
ATAGCCCAGTGTAGAGACGTCATTTTCCAGCAAGTACACTAAACCTTGGAAGAATGGATA
ATCCTCACTTTNCCATGTCTGTGTACCNACC
>CL5379Contig1
CGAGGGAAGAATGTTGTCTTTGTACCCTCAAGCCTTAAACAAATTTCGCTGAAGACCAAA
ATGTGCTTAAAAGAAATTGTTTTTAAATTGTGTGGGTCTGCTTGTTGGACAAAAGAGTGC
CCCCTGGTGGTTGCTGCTGTTTCTGCATCTGAGGAGCGTGAACGTGATCATTCAGTCTCA
TTAAACCTGTCAAAGCTTTGCTTTAAAGTCCCACACCAATCATCTCTGCTGGTGTGGACT
AGCCTGCACTTATATTCCATTATCCCTTTGTTTACACCTTTTCCTGCTAGCTTACAGCCC
CTCACAACACCAAACTAACATCATTGGTGCAATAAAAATGGCGAGCAATATTGCAGCTAT
CTAGCCATACAGTTTTGAGCCAGATCGGACAAAAAAGTGAAGTGGCACATGGATCTATTT
GTCTACTAGTGGATGCATGGAGCGGAGCAGGGAGCTTCTGTCCTGCCGATTGTAGTTTGT
ACGTAACAACTACTAGGTTTTTCCAATGGCAATTTGTCATCTGCTCCTGATTCACCACAA
TTAGAATAAAGAAATACTCAGAAATGCAATTTTTATCTTAATTTTCTTTAAACATGTCCG
CCATCATCAGAAAAATACCACAAGAATATGTTAAAAAACACCATTTTCATTGGAGTGAGT
CTTTAAGGTTGCACCAAAAATGCAGAGGCCTTTTTAAGTCAGAACTTTCTCCTAACCCAC
TTTGGCTCCAACCAACTCTTCATCACTTTATCTGTTGTGCCCTTTTTGTGATTTTGACAA
TCTTATGTTTCTATCATCACCATTTAAGCATCCAATTAATTAGTTATATTACTTTGTAAT
TCTCTTTAATGGGATTTATTTGAAATAATCTGTTTTAACCGAAAGAGAAAGTAAAATCCT
TTTTAAAATATTAGCTTTCTTTAAACAAAAGCTATTTGGCTTTTGTGTTTTTTAACATAT
CTGCTTCTATGGAGGTTTAAGACTTTGTATAGTTTTCTTTCTTGTATTATTGAGTATCTT
TTTCCATCCTTTTACCTGTTCAGAAGATGGAATTAAAATAAACAAACCTAACTTGTTTTG
CCATTTTCTTTATCCATCTGTTTGATATTTTTGTTTAAGTCATAATTAGAGTGATAACTA
TGCATTTTACTTAGTTGCAGACTTTGTAACAAAGTACAGTATATTCATTTAAGCACCACT
TTCACTAAT
>CL5380Contig1
CAACATTTTCTTTGTCCAAAATAGTATAAAATGCTTAAAATTAAAATTTCTGCATTTTTG
GAATTCATATATTGTTATGATTGGTTGGAACCAATTTTTTTTAAACCCCGCCCTACTTGT
CATGATTCCTGGTATTCCTCTGATGTCAGACAGTAAACGGAAGAGGCTGTCAGACTGTGA
ATGTAACACCTTTGCTGCTTTCAGACCCACTCCTGATCTCCATGGCCTTTCCCGCACAGC
CAGGTGTTGCTGTAAATCTTCTTTTCCTCTCTGCTCTGGAGTGTGAGCTGCCACATGCCA
TCAGCCCGCCTCTTTTTTACAGTCATGTGGGTTGTTGAGGGTCTGCGTGTGTGGCTGGTT
AAATCATCTTATTCTATCCTCAGACACCATTACCTGACCCTTGCCGTGGCCCCCTTACAG



AGATAGCTCTGTATAGAGGGCGGGGACACCGTACGGATCTTGTTTGTCCTGGGCCGACAT
TCTCTGAAGTTACGTCTTTGTGTAAAACCACTTCTCTGCAACGCTGCTTTCATCAACTAT
CTTGGGCTTTATTTTTAAACTGCTGGTGTCCTCAGAGACCTGAGGTGTACCTCAGTTTTT
CTGTGTTTCCAGTTAAAGGGAGACCTTTTAACTGGAAACGCTTTAACTTGATGATTAGAT
ACTGGAAAGGGCTCGCGCTCTGTTTCTTCTGAGACATGAATGTCAGGTTGTAGCCATTTC
AAACGTCCGTTTCTATGTAGATGTGGGTCTTTGGGTTGAGGAGCTGCAGGTTCTTTTTGG
TTCTGAATTGTCGGTCACGGTCTCTGGCATCGCCCTGATTTCTTTGTGCTCTGGCAGATG
CAGGTCTGCTGATGTGGGACATTGTTTTTCTGAGCGTGACAGTCGCCTGCAGGGAGGTGA
ACCGTCAGGACCTGGACCTGGGTGGGGCTTTCTTACAGGAGCTCTCGTACTTGAACCCGG
ATCCAGAACAGCCTTGGTCTTTAAGCCTTGAACTGCTGTTTAATGACTGACTGCTGTACT
>CL5381Contig1
GCTTGGCTCTCCTCTTAGTGTGCTCTGCTGCTCTGCCAAACCTCTCTCTGCTCAGCCTTT
TCTTTGCACATCCTTACTTTAAAAAAAGAAGCAACAATGTCTGTCCAAACAGTCAGCAGG
CGTGGCTGGTGTCAGCAATCACAGTCACAGAGTTCCTCATAGTGGTCAAGTATGACCCCA
AAACCATCATGCTGCCCATCCCCTTCTTCGTCATGCAGTGCTGGTTTTTAGGAATCTTCC
TCATATTCATCTGGACTCTGTGGCGGTTCTTCATCCGTGACATCACACTCCGCTATAAAG
AGACCCGCCGGCGCAGGCAGGAAGTCCGCGCCGATTTGGACCGGCCTGTGGGTGACGGCA
GCACAGCCGCCCCGTCTGGACGGAGCAAGCTGAACGGCAGCTCTGAGACGCTGCGGCAGA
GGAAATCCTGAGAGCGGAAAGGGGGCGGGGTCGCTGGGCATCACGCCGCCACAGACGGCC
AGGGAAGGACGGTTTTTACAGAAGGAGATGTGTTACTTAGAGGCCAGCAGGTGGACACAC
GGTGCCGTTTAGGTTTGTTCTTGTGCCTACATGAACCAAGTAGTGGTTAAGCCCAGGCAG
AGTGGTCTGTTGTGTAGTTAGTTTAACCCGAGCATGGACCTCGTTCTGCTACTTCTTCTT
TCTAGACAAACATTCGTGAAGTTGTGCACAGGAGATGAAGCATTTTTGAGGGGTGGGGAC
GGGGGCGGTGTTATGGAAGGGTTGTGGAATCTACACTTTTGACTAAAACTCAATAATTTC
CTTTTTCTCAGCGGCACTTTATCTAAAGAAGGGGACAGGGGCTTCAGAGTCCACGCCTGA
AATAATGTTTGTGGTGCAAGTGAGAAAAGGAGTGTTTTAAAGCTCATTTCTACTGATTGA
AGTGACTGATCTGGATTCTGTTGGTACACTGCTGTGCATTTGTTCCTGGGGGGGAAATCT
GTTACGTTTGTGGAGCCGCAATGACACGTTTCTGTTGCTGCACATTTGCAGTAGTAGGTA
CATGAAATGTTTATTTTGTTTACATGAGGAAAACGATTGGTTTGTGAGTCTGGGGGTGTT
TCTTATTTCTTATTTTTTTGTCTGACATTGAAAGCAGCACTGACCAAAAGCCATTCTCTC
CTCTCAGGCTTTGCTTTAAAAAAAAAAAAAAAAAAAAGATTTTGAGAGGTGACAAACAAA
AATCAGACGGCTTTACTGACTTTTTTTTAAGCTGAAGTAAGCTTTAGAAATGGGATGTTT
CTTCTTTTTTTTGTGTAGATTTTACAGTTTATTTAAAACGAACAA
>CL5382Contig1
TTCGGCACGAGGGTCATCACAGGTAAAGGCCCCCAGAAGGAACACTACAGGAAGCTGATG
GGGGCTCTGCGTCTGCAGCACGTTAAGATCTGCACGCCCTGGCTGGAGGCGGAGGACTAC
CCGCTGCTCTTAGGCTCAGCAGATCTGGGAGTTTGTCTCCACAAGTCGTCCAGCGGTCTG
GATCTGCCCATGAAGGTGGTGGACATGTTCGGATGCTGTCTTCCTGTCTGCGCCATCCGC
TTCCGCTGCCTGCAGGAGCTGGTGAAGCATGAGGAGAACGGCCTGATCTTCACAGACTCT
GCAGAGCTGGCAGAGCAGCTGAAGTCTCTCCTCTCAGAGTTTCCTCGTCCCGACGGCAGA
CTGGGAGCCTTCAGGAGGAACCTGCAGACCACCAGGGGGCAGAGCTGGGACGAGAACTGG
GACCAGAATGTTCTGCCTCTGATCACAAACCAGGGATGAGGTCAGGATGCTGAGGAGCCT
GGAACAGCATCACTCCACACTGCCTCCCGGTGGTCAGTCCGGGTACTGCGCTGGACTGTT
AGTGAGGGGACGACACCGAGGGGCAGCTGCTTTAAGGAAAGAGGGGCAGGACCAGAAGAT
GGAAGAACTTTCCTGATGAAGGCGAACTTGAATCCTCATCAGAGACTTCAAGAGTTTGCA
GGCTGCGGTTCCCTTCCTTCATTCCTCTTTCCTT
>CL5383Contig1
ATGTCATTGGAAATCAGTGGCGTGGGCTTCTCCAAATGGCGCCCGCTGGCACGAATTACA
GACTCCTGATGCCAGCAGCTCTATCGTTTAACACTCAAGCAAATTACAGCAAATGCTAAT
AATTATGTGTAAACAGCCTTTTATCCAGGCCTGGATTTGTACTAACAGTATTTGACTAAT
TTACTAATCTCTGCTAACATATGAAGGATTACTAACCAGTTTTGAGAATGCTGATAGCTT
GTACTTCTAACCCACTAACCAACCCTCTGCTTTATTCCCACACTCTGAAGCCAATGCTCT
TCTCATGCCACGAGAATCAAAAGCCTTAAAGGACACCAAAAAAAAGCAAACATTTGCATG
TCAAGAGGAGTTCAGGGCCATTTTTAACAGCAGAGACCGCTTCTGAAATCAGGCAGGACT
GACCCCACTCCCCATAGCAAACATTTAAAAATATGTCTAAAACCCATGTACATAGAGGAG
GGAGCGGTTTCTCCTTCTGATGTTTTAGGCTCCGTGTGGTCAGCCTGTACTGATGAGCGG
CGGCGGTCTCTTTGTCCCAGCGGGCAGAAAGGCCACGGCAGCACAGGAAAGCCCCTCTAT
ACTAACATCTGATACTAACAGGGGGGAGGCTGGACCTCATCACCTATTCTTACTAACGCC
TTGCTGTTGTTTAATACAACACAGCATGCCGTGTAGGAGCACTGCTGCTCAATAAATGAG
CAGGGCTTCATGCAAACCGTGTTCTCGTGTCAGTATCGTGTGCTTGTTAGCAGAGGGTAG
AATGATGGAGGATTTGCTTTTTTTCCTCCTAATTAATTCAACAGTGACTAACCTGAGAGG
CTTATGTTTGCAAACTAACAAACTAACCTACTAATGAACTAATAAACTAACAGACTACAG
CTACTGATTATAGAAGAGAACGCACCAACAGTGAGGGAACACATCTGAATGTTTAAAGTG
TGTGTGTCTTTGGACAATGTGTGTACCTAGAAATGCAGGTTATGTTAGATTTTCAGCCAA



TATGAACAATAGAAAAAACATGAAATCCACTGAAACTGTACACCTAAAAGCCTGTGTGGA
GAAATCCCAAATGTAGGAGATATAAATGAATACAACATGTTGACTATGTAAGGTTCTATC
TTAATTATAATCTGTTTTCATAGTGATAAAAAGTATGTTTTGTTGTATTTTTCATTTTTG
AACCACTGTGTTTATGGAAAAATGTAAGCAGGGAGTCATTTTGTTGACAACAATTTATAC
AGCAACAGTTTTTATATTTTTTTAACAAGCATACAGAAAATCTGAACTCTCTATTTTTAT
TTATAGGGTGATGCATGATCCCGAATCCTGTCATGTCTAACTCCAAATTAATGTTTTAAC
TCATTCCTAAAAATGTAACCCAAACTTTAACACCAGTTTTTACTACACCCCATTTTTTTC
TGCCAACTGACATTATAATGACTGGCTATATGACATTTTGGCATATAAGATCCAGGAAAA
TGTAGTCATTATTTTGCTCCATGGTGTTTATATTGATGCCC
>CL5384Contig1
AGGAATTCGGCACGAGGGGAACCCCTATGAAGTACATTCTGGTNCTGGTGGAGTNATTTC
TGGGATTGGTAAGGGCATTATCGCCAGCAGTGTGGGAACAATCCTCAAGTCCTGCGGCCT
TCATGTTACGGCCATCAAAATCGACCCGTACATCAACATCGATGCTGGAACGTTCTCCCC
TTATGAACACGGTGAAGTGTTTGTTCTTGACGATGGTGGGGAGGTGGACCTAGATTTAGG
GAACTATGAGCGTTTCCTGGATATCTGCCTCATCAAGGATAACAACCTCACCACAGGGAA
GATCTACCAGTCAGTGATCAACAAAGAAAGGAGAGGGGATTATCTGGGAAAAACTGTACA
AGTGGTACCTCACATCACAGACGCCATCCAGGATTGGGTCATGAAGCAAGCAAAGATTTC
AGTAGATGATGATGGTGTGGAGCCCCAAGTGTGTGTTATAGAGCTGGGAGGAACAGTCGG
GGACATCGAGAGCATGCCTTTCATCGAGGCCTTCAGGCAGTTCCAGTTCAAGGTGAAGAG
GGAAAACTTCTGCAACATTCATGTCAGCTTGATACCACAGCCCAATACTACAGGAGAGCA
TAAAACCAAACCAACTCAGAACAGCGTTCGGGAGTTGAGGGGTCTGGGCTTGTCTGCAGA
TTTGATTATGTGCCGTTGCTCTGCAGCTCTTGATGCGTCTGTCAAAGAAAAAATCTCCAT
GTTTTGTCATGTGGAGCCCACACAGGTCATCTGTGTCCAGGACGTGTCCTCAGTTTATAA
AGTGCCTCTGCTGCTGGAGGCCCAGGGGGTCGTAGATTACTGGTGTCAGCGGCTGAACCT
GCCAGTGGAAATGAGAGCCAGAAAGATGCTCACAAAATGGAAAGAGATGGCCGACAGATC
TGACCGCCTCTTGGAGCAGGTCTCTATAGCTCTGGTGGGAAAATATACAAAGTTATCCGA
TTCCTACACTTCTGTTATCAAAGCATTGGAGCACTCAGCCCTCGCTATTAATCACAAGCT
AGAAGTCAAGTACATCGACTCTGCAGACTTGGAAAGCACAACTCTGCAGGATGAACCAGT
GAAATACCACGAAGCCTGGCAGAAACTCTGCAGCTCTCATGGGGTGTTGGTGCCTGGAGG
TTTTGGTGTCAGAGGGACAGAAGGAAAGATTATGGCCATCAGCTGGGCCAGGAAGCAAAA
CAAGCCATTCCTAGGGGTATGTTTGGGCATGCAGCTGGCGGTGTGCGAGTTTGCCCGCAA
CGTTCTGGAATGGAAGGATGCAAACTTCCACAGAATTCAACCCAGAAACTGAACACCCCG
TGGTGATTGACATGCCAGAGCACAACCCTGGGCAGATGGGTGGGACTATGAGATTGGGAA
AAAGGCGGACCATTTTCAAATCCAGCAGCAGCGTACTGAGGAAGCTCTATGGAGATGTTG
AATATGTTGAAGAAAGGCACAGACACAGATTTGAGGTGAATCCTGAGCTGAAGCATCACT
TTGAGATGAAAGGACTCCAGTTTGTTGGTCAAGACATCGAAGGGGAGAGAATGGAGATCA
TAGAGCTGAAAGATCACTGTTACTTTGTGGGAGTTCAGTATCACCCAGAGTTCACCTCCA
GGCCCATAAAGCCTTCTCCTCCGTACTTTGGTCTTCTTCTGGCTGCTGCAGGGAAACTCC
AGAGCTACTTGGCTAAAGGTTGTCACCTTTCTCCAAGGGACACTTACAGCGATCGCAGCA
GCAGCAGCAGCTCTCCTGACATGGACGTATTTGAGTTAAAGTATTCCTCTTTGTAACGGT
GTCACTTTTTTTAGTTAAAGTTAAACGTTCTTCAACTTATAGTAACATTTCTACTAGATT
GTTTTGAAAGGAAATTGTAAATTGTGTTTTTACCTTTTTATACTAAAACATTAGGCTTTC
ACAAACCTAATAAAAAGATTACACTAACTGTTGAAATGGGCATTTTTTGGAAAAAGGCAT
GAATAATGAATGCATCATGAAAGACCAACTCTGATGAAAAGTGTGTCTTTAACAGTATTT
TGTAGCATTTTTCATAT
>CL5385Contig1
GGAGTCCTCCTGCGAGACTTTATTCGAGAGTGCAATTCAGTGTCAATGAATCATGGAAAT
GACATTTCAAAAAAACTAAATTGTCTATAAGTAGGACTGTCATGTCATGCATACATGTGC
ACAACATTTGCAGAGAAAGCTGCACTAATGTTCTCTGTCAGACTGCAAAATGACAGTAAA
AAAGAAACAATAAATTGTATTGCTCTAAATTACATATATTTATATTTTTATTGCCCAATT
GAATTGGTAACAATTTGTTTTTTAAATTCAGATAAAGGGGAAAACAAATAAATTAATGAC
TAGTAAGGAGCTTGCATATAAACTGATGACATCAGTGAAACAGTTATCCAGTTTCACTCC
ACATTTCTGGACATTAATATTTAATCAGGGGGGGGGACAAATTGGGATTGTAAGAAACAT
CTTCTCAAATTCAATTTTCTTCTAATTAACTTTGGTTGAACAACTGCACAGCAGGAAATA
TAAATGACAAAGATGTTGTTGTTTTTTTCATGTGGGAAATGGATTAGTTTGGTGATCAAC
AAGTAGCAGATGCTGCAAAAGCTGACATAAAACAACAACACTGCCCCCTGCAGGCTGTTT
TTCAATTTCTTAATGCCTTAAAGTGGATCAATTTGGGGGGGGGGGGGGGGGGNAAA
>CL5386Contig1
AGAAGCTGCAGCTCCGGGGCGCAGGAGCGTTTCTCCTGCGGCGCATGATCGTGCACAAGT
TAAACGGACGGCGAGGGGATCTGATGGGAGCGAAGCAGATGCTCCTACGCTGCAGAAAAC
ACACAGCCAGAAACAAATGATGGAAGGGAAAAGGAAAGCCGAGAGGAGGTTCTGCAGTAG
CTGGAGAGATTGATGTGGACCTCAACCCTCAACTCAAACAGTCCTACTGAAGAATGCTCA
TTCTCCACAATGCCCTTGCTTACAGACTGGCTACTGCGCCACTCAGTGGTCATGTGTTTG
CTGCTGCACAGTTTGGTCCTGCTGACCTTCTGCTTTCATCATGCTGCCACCACGTGCTCC



AACCGGTGCTACTGCTCTGAGAGCGAGACCGGAGGAAAGACGGTGCGCTGCAGCAACCTT
CAGCTCACAGAGATCCCACTGGACATCCCCAATGACACACAACGCATCTACTTGGACTTT
AACCTTTTGACCTCGGTCCCAACGAACGCTTTTGGAGGTTTATCCAACTTGATTGAACTG
GACATATCGCATAATGAATTAACCCAGCTCGAGCCCGGTGCCTTCAGAGGCCTCGGCCCC
TCGCTTCAGTTCCTAGACCTGTCCTCGAACAAGTTAGTTAACTTTAACCCCGAGGCCTTT
GATGGCCTACGGGCATATGCCAACCTAACGAACAATCCATGGCACTGTGACTGCAATTTG
CAGATGGCCATGCCCCGCGTGGACCTGGAGCCTGTGTCGCTCACAGGCATTGTGTGCCAG
ACTTCTGACCCAGAGGAAATAGGCGTTGAAGGACATTCCTTCCTGTTGAAACCAGACATT
GACTTATGCGTAGTGATGAAGAAGACTACAGATGTTGCCATGCTGGTTGTAATGTTTGGC
TGGTTTACGATGGTCATCTCCTATCTGGTTTACTACGTGAGGGCTAATCAAGAGGACGCC
CGCAGACATCTGGAGTATCTGAAGTCTTTGCCCAACCGGCAGGGCAGGTCAGAGGAGTCT
TCCACCATAAGCACTGTGGTTTAGCGCTAATATAACAACACATGTTACTGAAATTGTATC
TCATAATGATGGGGCCTGCGACGCGGCCTGTACTTACACGGCCACCATCGGTGTCACCCA
AGACGGAAACAAGTTCCTGCAGCGGAAGCTCCAGCATTTGCAACTTGTTCAGATGAATAA
TTCATCTTTCAACAGACCATCAAGACTTTTTTTTCCTTAGTTGATGGCCTAAGCTAGTAA
AAGCAGTGGTGTGTTTCTGGTGAGTATGGGACACAACATGGGATTCATCCGGTGGTGCGT
GCACTTTGATGCACCAACAGAGACAAGAACATCAGACTGTATGAACACCAGAGGAANCGA
GCTTCAT
>CL5387Contig1
CTTCTGGGGCCGAAGCCCTTCCCTCTGGACCGCCTGCTGGCCATCTTCTACAGCGTGGTG
GACGGCAGAGTCGCTCCGACCGCCAGCATCTTCTCCCAGATCTCATCTCTGGTGACCTTG
CAGCTGCTGGCTCAGGTGAGTCACGACGACCAGCTTGATAGCCCAAAGTACAAATGTGCC
GTTTCTCTGGAATTCATTTGCAACATATCCAGGACAGTGAACTTTGACATCATGAAGTAT
CTGTACGACTTCCTGTGAGGCGGCGGCAGCGGTGGCGTGCGAGCCATTGGTGACAGAATT
ACAAAGAGCGCTTTCTTTCTTTACTGCAAGGATTCATGTGAGGACAAACAACCATCACAA
CAATGAGGGACATTACTGTTTGTGCTGCTGCCCCCTTGTGGTTGATGTGGTTGTTTGCTG
TTAATTCCCAAAATCATAATAAATATTTGCATTTCTGCTAAATAATGACCACGTTGTCAA
GGTGATTTAATCCATTTTCACCCTCCATTATACATATTAGGTCAATTCTTTGTATATTCA
ATATTCAAAGCGACCCTGGATGCAAACTCTTCACCTTCATTTCCTAGATAGACAACAAAA
CAGCGAAATGATTAAAGCATAATTTATGTACCGGTAGTTAAAACAATTCTGAAAGCTGTA
GGACTTTAGTGTCTTTACAGCTACTGAGCTCACCTGGCAGCATCAGGTGAGTCATCTTTG
CTCAGACGGCAGGATTGTTGATTCTTGTCTATACTTTATTCCTGCTGATAAGGAATAAAT
ATCTTATTTTTAATATCTAATCATTCTAAGTTTGATACGTCTTTGAATGAATGTATGAAT
GCTTATTGTATTGTTTTGTGCATTATTCC
>CL5388Contig1
ACTTTTTAGTACAGTACTGTTAAAAGTTAGTTCCAACCTTTCCAACTGGGAGATGAATTT
ATTTATTTAGTTGAATTTCAGCTGAGGTCAACAGACAAAAGCAAAGCCAAGAAGCAGTTG
CCAAGGTTACCACAACTACAACGCTGACTCTGGAAAAAAAAAAAAAAAAACCCCCCTAAN
TTTTTTTTTTNTNGGGGNGGGGGGGTNNNA
>CL5389Contig1
CTTTATTTAAANCGTTTTACTGCCTTTAAATCCTTTTAAGGCACCCTTACTCATGTCTGT
AGATAAACAATATTTTAAGCTACACGCCTTCTTTCATTTTGGTCACATAACCTCCCCTGA
AACCCGAGGAAGAGACATGTATTCAGGTTGAAAATAAAAAATAACATAAAATATTTCAAA
CAGTGTTACATATACTTTATAACCCCACATGGACTACAAATAACCTGTTCTAAAACTCTG
TTAAATAAAGTTTTTTTCTTCCAACTAGAATAAAACAAGACACTCCTTTCATTAAAAGGA
GGAGATTAACTTTGTCTAGACAGTAATATACATTAACTCACAAGCCTCCTGTGGAGGAAG
GTTCACTATGAAAGCATCATCATGAAAAAGGTGGAATTGATAGAAAGTTTAGCAAGACAC
TGGATTATCTGGTTTATTAGAGACAGAAAAGCCTTTTCACTGGGATGTACAGTGATACAC
TGTAGAGACTGAGGTGTCTGCAATAACATCTTCACGTGTTGGTATAACAAATCTAATGAA
ATGGTTGGTTGGGCTCCCCAGATATTTATGTTAAATGTTCACATCCCATCATCCTCCACG
CTTTCATCCTGCCTGGGATGATGATCCAAGTCTCATTTCTTGGAAAGGAACTTCATCTTG
TTTCCCAGGCCTTTAAGAAACTTGTTCACTCCTCTTTGCTCGCTGCCAGGAAGTGAATCC
AAGTATTCCTGTGCTCGA
>CL5390Contig1
CGCTCGTGAGGCGCAACACGACTCAGCAGTTCTGCCTCCCTGGCGTCACCTCTGATCCTG
AATAAATGTCTCGCCTTAAGCTGTGCTCCCTCCACCTCGGTTTACATTTGGGTTTGGTCC
TCAGACGAGGGCTTGGTGGAGGCTGTTGTAAAAACTACACGTGTAAAAATGAATTAATTC
ATTTATTTTTATTATTTTGTTATTGTAAGATGAAGTATCAGCATCAAGCTTTATGATCGA
CAACAAATACTGTAATATTGACGCAATCCAAAAACATCCAGGTTTATTATACAACAAATG
TTTTGCATGTCTATTTATTTTATTGCCAAACTGATTTTTGTTTTTTCACTAAAAATGGAA
ATCTTTTTTTTTTAACTTGATCTTTCTGAACGGGTTTGGATTTTTCTGTATGTGGATAAA
ANATTCAAAGCATTCCACTGCTCAAGTCAAAGCCATAGCCGTTTTGTTTATGTCTTTTCA
TTGTCACTCTGAATTCTGCATTCATGTCATGCTGTGATTTTTATTGCATTTTGTGAGAAT
GTTTGTTGCCTGCCTCTATTTTCTTCTACTTTTCAGTCTCTCTACTTAGTTCCTGTTCTC



TCTTTTGAAACACAGTAAATGAAATATAAATAGTGGGGCTGCTGAGATCTAGTAATCTTT
CATCTTCTGCCAAAATATATGCGTCAGAACTGAACATTTCAAGATGTTGTCATTTTCTGT
TCTCATTCGTAGCATTTTTCACATCAGAAGAATTTAAATCCCTAAAAATGCTTTTTGCAC
TCCAAACAGCAGATACTACACCTGTGACATCTGTATATATTTTAATTATATGTGGAACTC
TCTGAAGTTATAAGATGCTCGTTTACAGTGAAGGAAATGATGGTGATTCTGGTTGGGTCT
TGGTGTGTGGGCTTCCTACGTTTCTCCTGCTCTATAGAGTGGAAAAAGAAAAACCCTTTA
GCTTTTATGTGTAAATAAGCTGTAATGCATTGGCTTGGTGTTGAAGATTCACATGCCCAG
ACACAAAACTGGATTCACCTGAACCTTACATCTGCAAAAGCAGCAGGGTTTGATGGTGAA
CCTGTGCAACAGAGTGAAGCTGGTCTGTTTGTAAAGATGAAAATGTGAATTTTTGTGTGA
TCGCTTCTGCAAAAAA
>CL5391Contig1
TTTTTTTTTTCATGAAACAATATCAGAAACCATAACAGTCAGAAACTGGTATTACATAAA
AGCCACAAAGAAAAATGTCTGTTTTTATTTATCACTCTCAATGCATTCATTTGATGTTTT
TAGCATCTAAAATGATGCTTTATTTCCATAAAATAAAACATACAAAAGATCAAGGTTAAG
CTGGTTTTCACAGGAGACATTCTGCATATCCTATAGTGATCCACACAAGGGCATCCAAAC
TATGCTAAACATGAACCCTATATAGCTCACATAGACATTGTGAACTGTGCATGACAGCCA
GGGTCACGGATGCAAAGAATTACAAAATTATTTAACAAAATAAGTCCTACAAAACCAAAA
AGGTCACCTTTGAAAATAATACAAACAGCCATGTCCCAATCTCAGAAGTCTCTCTAATTG
ATCCATGAACGTGATGTTGATCAACCCAGTCCTCATCACTTAAGAAAATAGGTAGGATCT
CTATGCCATCAGTGAATTTCAACAGTATGTTCAAAGCTGGTTTATTTGATAACTGTCCAA
GTTGACTAGGTTGACTTCATTTGGGTTCTTCAAAAACTCCACACAGCTTCCGTGCTTCTT
CCTTGGTCATATCTGCATAAGCACATAGAGCTTTGTCTCTGCTTAAAACCTGCTCCTTTA
AAGACCGAATTTCTTCTTGGGCTTTGTTTTTAGCCTCTTCATGGTCAGTTTTGAGTTGAG
CTAAGTTTTCTTCCAGCTCTGCCTTCTTTTTGTCGGTTTTGACCTTTTCGCCATTGCAGG
TCTCCAGAATTTTCTCAGCTTCTTGTAATAACTTCTCCCCCTCTGCCTTCTTCTTCCTCA
GCTCCTCCACTTTACTGTTGACCTTCTCCAGCGTTGACCTGATCTCGTGGATTTTGGTTT
TCATTTCCACGATGGAGGCTTCCTTTCTCTTAATTTCGACCGAGCTCTCCACCATCTGGT
TCCTCATGTTGCGCAGGTTCATCTCCTGGCGCAGGGTCTGGAAGATCATGGCTCCCATCA
CGGCCACGCTGATAAGAGCTAAAACGACGACGACCTTCATCTCGGAGGGTGTTTGGGGGT
AAAAGGTCCCCGGCCATAATGCCCGGGTTA
>CL5392Contig1
TCACCACTCCATCCAGGGAAGCACATACACTGAAACTTGGATTTCATTTCTTGGACCGTG
CGTGCCGACATCTCTCCTAAAACAGTGTAGTTTCTCCTCCCTCCGGGTCCCTTCCTCGAT
ATCAACTTCCACGCAGCAGGACTGAGGTGTAGATACGCCCTGGGTTTGGGGTCTTTCCTC
TGACATCGACCGTGGGAGGAGCACACGGTCTGACTGCACAGAACAGCAGCTGAGGTCACG
TTGACCAGGTAGGAGCCCAGAACCTCATCGATGTAGGATTTGACTGCTTCACAAGTAGCC
TTCGACTTGGAAAAGATGCCGTCCCCCCAGAGCACCACCCCAGCAGATCCCAAAGCAGCA
CTCTCCCCAACCGTGTAGATCAGGTGCTCCAGAGAGAGGAAGTCCAGTGTGTAGGTGTAG
ACGATGCGAGCGTAAGGGAACACGGGCAGACCGGCAGGAGGAACCCCTGCTGCAGCTCTC
AGGGCCTCCTGCACCCGGTGGTAAGTGTAGAGGAGCACCTCTCCTCCGAGGCCCCGCATC
TCAACACTGAGGTAGATGTCCGGATACAAAGCGGAGGAGGCGTTCCACAGCCAGGACAGC
TGGTCATTCCTTTTCATCTCCACAGCCGGGCACTCCCCCGTATAGTTGGTGCTTTTGAAG
GAGTTGTAGCAGTTGGGGAATCCATAATAACCCCACAGACCGTTTGGTCTTAGTGTCTTC
CCCAGTTTCACGGTTTCCTCCATGAATTTCCTTCCAGCTTCCATGAACTCCAGCCGGGCT
GCAGCATTTACCTGTGCGGGACTCCAGTCTGGATGTCAGGCTCTCACCAGTGCTTCTGAC
CCCTCCCAGTACACCTGTTTGCTGTCCCAGTTTCTCTCCCACACAGGCCTCCAGCTCTCC
CAGTCCACCACAGCCAGCCCCTGGAAAGCGCCGTCAGGGATGAAGGTGCTGATGTTGGAG
CGGGTGGCTCTAAGGTGCTCATCGAGGCTGCAATTTTGGGGCAGCCCTCCATTGATAGGA
TCACCCTGAACAGAGTATCTGGGGTAAAGACCGAGCTTTTCTGCATAGAAAATAGTGATG
TTTCCCCCCATGAAAGTCTCGCTCTGGTTCAAGACGATGCTAAACATCCCCAAGTCGAGG
TCAACGCCATACTGAGAGAGGCAGCTGGCGGTCGGGGCGTTCCACACAGTGAGAAAAGGA
GACCAGGAAAAAGAGGAAGATGATGATGATGATGCAAACTGCAGTTTAGACAAGAGGACC
ACGAGCCAGAAAGACCACATCCTGGTTTGGAATTTTAGTTGTGAAAAATAAAGAGTCAAA
GTCAAACTAACAGTGGAAGAAAAAGAACGACATGAAAAGCGAACCAGGCTGGCATTACTT
CACCATCTTGTCCC
>CL5393Contig1
CGTTAACCCGGGCATTATGGCCGGGGAGGGACGGCATGTTCTCGGCATGCTGTAGGAAAA
AGTAAAGAAAACATTTATCCGTTGTGACCAAATCTGAAGCGCAATGGCTCCAGTAGACCG
AAAAGCGAAAAATAAGAAACTTTACAAAGAAAGAAAGTATTTTGAAAAAAGGCAAAGAAT
TGTCAGTTGGCGTGAAAAAGAACAGAAAATGGATTCAACAGCACAAAGTTTTTGAAGGCA
GCGTTAAAGAAGGTCAAGGATTTGCTCTGAAAAGAAAGCAGAAAGTTAAATATGAATACA
ACAAACTACTAAAGAAGGAGAGGAAAAGGAATCCTGATTCCAAAATGCTATACAAGGACG
AGTATCCAGAACACCTCAAGCATCTCTACATGGCAGAGGAGGAGAAGCTGAAAAAAGAAG
CCTGGGAAAACCGAGTAAACAGGACTAAGCTGAGAAAGAAGGAGCAGGTGACGAAGGAGG



AAAACGAAGATGATGAAGACGTTTGTGGCGGATCTGAGCTGACAAATTCCATGCCTGTAG
CCCCTGAACAAACGGAAAACTCTGAGAAAGAAAGCTTTCCATTGAGTAACCGCATGAAGA
AGAAATTGCAGAAGAAGACATCCTACCAAAAGACAAAAGAGGAATTTGAGAAAATCAAAG
AAAAGCGAAGGAAGAAAAAAGAGGAATATTTGAAAAACAAGCAGCAGAAGGAAGAAGCCG
TTAAACGGTACAAGCAGAAAAAGATGGAAACTTTTCAAATTCTGAGCAAAAAGACCAAGA
AAGGACAGCCGAATCTGAACCTGCAAATGGAATATTTACTTCAGAAGATCCAAGGAACGC
AAAAATGACGACCAAAGATTGAGCAAACTGTTACCAACCTTTAATTTTATTATTAAAAAT
GAAACACAAAATCATCCGAGCTGCTGCATCTTCTGTTTTTGCATAGTTTTATTGCAGAAT
TCCATAACTAGGCAACAAAAGAAATGGGATTTTCACACCACAAGATGGCATTGTTAGATA
TGTGCAGCTTCTGCTTATATACACATTTGACAGATAATGTTTTTATTTGGAAGTAAAAAA
TTAAATAAATGTTTGGTCAAAGGTAGAAACTGTTATTTGAAAATTAATTATCATCAACAA
TTATTTAGTAGAAGCTGTTTGGGGGGAGAATTGTGATTCTACAACAGAGATCTGTAAAGT
TTTGAAAAATCAACATTATTTTGAATTGTCGAATAAATCACTTGTTTAGGGCACGTTAAC
ATTAAAGACCTGATCAGTGTGGTGCTGTTGAACAAATAAAACAAATAGACTCCCAAAAAA
AAAAAAAAAAAAAAAAAAAAA
>CL5394Contig1
GCCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGTAGAAGAAGAAGAAGACTT
CCGGTGAAAACAAACACGTGAGGTCGGTGGAACATTTCCAGAAGGACTGTCCCGAGCATC
AAGCTGCCACTCACTCCGTGACTTTGGCATGGTTGTCCAACAACATGAGCGCCGACCACG
AGGACTTCTCGGACCTTCTGGGTTCTGGTTCGGATGAGAGATCAAAGGCTGAGCCTCTTT
AAAGGAACATCTGCTCCTCTTCATCAGTCTCTGCGTCTCCTGATGTGGGATGAAGGCTGC
TCCCTGTTCACATCTGTCGGTTTGACGGTGACGGAACTGAAACGTCCTGCCGATGAGCTG
CGTGCAATGCATGCTGGGAGTCCGATAGCCGGAAGTACAGAGAGCTCAAGAAATGCAAAA
ACAGTAGAAGTTGGGCAGCCAACATTTTCTCTGTAGCAGATTTCTGAGGGACCTCTGCTG
CTAAAATAGAAGCTGGCTACAGAAAAGCCTGTGTGTTTAATGTAAAGATGTATAGCATAA
ACGGGTTTGACCAAAGCTCAATAAAACCAGAGGAACAGCNNANNAAAAAAAAAAAAAAAA
AAAAAAAAACAT
>CL5395Contig1
TCTGTTACAGAAGCAAAAAGTCTGCTTGCCCAGCAAATATTTCAAAGAAACAAGCAAGAA
CTATTCCCAATAGAATTTCCTTCAAACAAACAAACAAAAGCCAAAGTCTGGTTCCCCGTT
TGACACAGCGAAAGAAGCTTTTGGACACACTTCAAAAGTAGTATTTTGGAGGCATTTCTT
GATTTATTCACACAAACATTTTTTCGTTAAAAACAATTTATTATAAAAATCGCTAAGATG
AGCTTGCAGGAGTCTACAGATTTTAAAGGAAGTGTGCAATGTTCACCAAAAAGGAAGCTT
AAATGGTGAAATGTTTTGTTTTTTGCTTGAGATGATGAGGTGTATTTCGCCCCCTGCTGG
ACATGCCAAGGACTTGCCAGTACATTAACTTTTCTTTTTTTTTAGGAAAATTGTTTAAGG
ACTCATAATATATGCACGGGGGACGGAGGGGTTGTGATCATATGGAGGAGTTTGCGGTGT
TTCTGGTTATGTCTGGTATTTCTGGCTTTATTGTTATTATTTTGTTAAAAACAGGCTCAG
TGTGTCACTGAATAGGATTTTTTCAGGTTTCAGCAGCAGGATGACTCGCTGTATTGACTT
GATTAAAGAGTCAGAGTCATGTGACTCTGGGTTTAACTCACCACTAAGCTGATATTTTTA
CACAAAAAAGTCTTTGATGCTACGTGGTTCCTCTAAAATGACTTCAATAAAAAAGTTAAG
CCAAAAAAAAAA
>CL5396Contig1
CAAATTCACCTGGTTTCCATGAAAAAAAAAACATGAAAGTTTTGGTTGTGCAGGACAAAA
TTCCTATATCAATGACACTTTGCTTATTTTTAATTCAAGATGTTTACACATGTCGACATT
GTCAGTTGAGATGTTTCCTACTTCTCAGGCACAACACTGGGAGAGTTCTGTCAATGAGAC
GCACATGCACTGAAAAAACGAATGTTGAACATGGTGACTCATTTCTGTTTTTCCTGTCTT
TCTTAGAAAAGTGAGCAAAGTGAGGTGAGTAAACACCAAGCAACAGGCACAACTTGGTTA
ATATACATCAAAACATGACAGTGATAGAAAAAACAGTGTTTTTTTAAGGATTCAAGCACA
CTTTGGATCCTAAAAGTGGAGATTGTTGCATTTCTAACGTAAAGATTAAGCAACAAAACA
ACCATTTCAATGTGTTGGTTAAATGTAAAAGAACAAAATCAAGAGATGTGGCTCATGAAA
CTTGATGAATGATTTGTTTCAACAAGTGTCTTATTAAAATATTGCCATGATGGCAAAGTG
ACAGTAAAAATATTATTAAAAACACATGGGTCGTGGAGCATTTCACTATTCTGATTTAAT
TTTCAGTGTTTTAATGTCAAGTTGACAGGCATTGATTCTGGTACAGTAAAAACCATGACT
GCTAAAGTGATGAGTAGCTGCAAATTGCTTGTTTTTTTGTTTCCAGTCTTACACAGATAA
CAGTAAATCACCATTTACCACATTTGGGCTGTTTATTACTTCATTTTCCCATTTGAAGAA
ATGCATCCATCATACTTGGAGAAAACTTCAAGCTGTTGTGTTTCTCTTTCCTTTTCCTTT
TTGTTTTTAAATGTGCTACTCCGATTGAAAATGGTGTTTTTGGTGTTTTTAACACGTTTT
TGTGGCATTTTTCTGATGATGGAAAACACATATATAAAAAGAAAATTGTGCTTAAAGTTG
CATTTCTGAATGCATCTGCATTCAAATCATTGTGACTCAGGATTAGATGAAAAAAAAAAA
ANATNGTATTTGANANGNCNAAAATTCNCNGGGNGGGNCACAAGCNCCCTTCGGGCNCAA
TTCNGANGCANCCNCTAANAGACNAACGACTAGANCCATATTNGNCTNCATTTNCCNCAN
CCAAGCTTTAANCTAACNGAAAACNGTACNACGGGANGGCNCCAACATTACNCNCCTTTT
TCGTTGCNCCGGTGAGGTTGGGTATGTGANGGGCTGTAANCTNGNGGCAAANCGNGNAAA
CANANAGCTCNCANCAANGGGTNGCNCCNCNCCAACGGNCCCNCCCNCAAATACNTTTCT



AANGAACTACNGCNGCNCTGCAAAAACTATATCCAAAAACTTCNCCTTTTTNGGCTAAAA
NGGACANAATTTTAANTTAANGGANCNCTTANAATAGATTAAAANATGATNGGAGNGGGN
CTTTAAATATTACGTTNCCTTCNCAAAACANCAGTAGGATCANGTTTACGGAGNGATTAC
NGTTACNAGCTACAAACGGCGNGNATGTGTAAAGAANGACTTTAATCCNCCTTAACAACT
CCAANGNCAAAGNCTTGATGTCACGTTAAGTGAACCTGGATCTTCATAT
>CL5397Contig1
TATGGTGTACCACTCCAACCTGCCAACCAAGGAGCGACTAACTCCCAGAGAGACCCCGCG
GAGGGTGATTAATGCTATCAATGTGAACCATGAGTTTGACCTGCTGCATGCACGCTTTCA
CGAGCTTCATCAGGCTGTCGACCTGTTCCTTATATGTGAATCCAACTTCACTGCCTATGG
GGAGAAACGGCCTCTTAGTTTCCTGCGCCTTCTCCTTAATGGTACATACAACTACATACG
TCACAAGATCCTCTACGTGTTCCTTGACCATTTTCCAGACGGGGGGCGGCAGGATGGTTG
GATTGCTGATGACTACTTGCGTACTTTTCTGACAAGAAACGGCATGTCCAGGGTGGTAGG
TTTAAGACCAGACGATGTCTTCATCATCAATGACGCAGATGAAATCCCAGCACACGAGGG
CCTCCTCTTCCTCAAGCTGTTTGATGGTTGGACGGAACCTTTTGCCATCCACATGCGCAA
GTCGTTGTATGGCTTTTTTTGGAAGCAATTTGGGTCTTTAGAGGTGATATCAGGCTGCAC
TGTGGGAATGCTCCGCCAAGTCTACGAAGGTGATGGCATCAAATTGCGTCGACGTGATTA
CTACACCATGCCTGGTTTCAGGAAGTATGAGAATGACACGGGCCACATCCTGGTTCAGTG
GTCTGTTGGCAGTCCCTTCCACTATGCTGGTTGGCATTGCTCTTGGTGCTTCAAACCTGA
AGGGATCTATTTTAAGCTGGTGTCAGCACAGAACGGCGACTTTCCTCGGTGGGGGGACTA
CGAAGACAAGCGTGACCTTGATTACATCCGGAATCTAATCAAGACAGGGGGTTGGTTTGA
TGGCTCCATGCAGGAGTACCCCCCTGCAGACTCAAAAGAGCATATGTATGCACCTAAGTA
CATGCTAGAGCACTATGACCAGTACAGCTACCTCCTGAAAAACCCTTACAGTGACCCGAA
AAAGTGAGACTTTCAACTTCAACAAGGGACAGTTATGTGAAGAGACCCTGAGTGAAGGAT
TGGCACTAAGCTTTGGACAACACCCATGAGTTTGGGGTCTGAAAAATGATTGCTCTGGGG
TCAAAAAGGGAGTACTTTTTTCCACACCAATCATGACTAAGAGAACATCAAGAGGATACA
ACCACTGGATCTACAGTACAGCATCACACCATTATTCTTTGTCTTGGAAGAGGCCAAAAT
AGCTTTCTTACAGTATTCTGTCCATTTTTTTGCTTTTCAAACCGTC
>CL5398Contig1
AAAGATCGCCCCTGGTTCCTGTCGTTTCCTTTGCCCAGAGTCCCAGTCTGGATTTGGAGA
ATTCGTCTCAGGATCCTAGCAGGACACCCAAGAATAAAGAAACCAGTCCTGGCCCAATCA
GTAAAAAATCCCCCAAGAAACCGTTTGGGTCTTTAAGAACTGTGAAAAGACTTTTGGCTG
AGAATAGCAGCAAACCGAAGGCGTCATCGTCAGACGTACGATGTGCCATGTGCACAGCTG
TTTTTCAGGAGGTTTCAGACCTTTATCATCATTATTTACAGCATGCCAGAGGTCAGGTGT
AGAAACAGTTCATGTAGGAGTAGATTACAGATTGCGTTAGGACAGATGCTTTACTGAAAG
TCTCTTTACTTTGTTGCTTAAACACACAAAACAATCATGTTCTCAGACTCAGACAAATAT
TGGCTCCAAGATTTACCTTGGTGCATTTGTTGAGGATGGGACCAATTCTACCTTGTTCAG
GTCAAAGTCACAGATGTTTCCTAGTTTTGGAGTGAACATAGTCTGCACTTTTTTATCATT
GAAAAGAATGTTCGGTTTCATTCCAGCTTTGGCTTTCAGGTTTTGTAGAAGCATAAAACA
GAGAGCTGTTTCTTGGTGATGCCTTGCTTTGTTTTATGTAAGTTTATGCAACACTGTTTC
AAAATAAAA
>CL5399Contig1
GGGTTTATTATTNTATGTCACAGTCAGAAACGGGTTTCCCTGCACAATGAAATTCTTTCT
TTGCTTTCTGCTCCGAATGCCAAAAAGTATAGAGGAAACTGAAAATTTACACAAAAAAAC
ACAAGATTTCATGCAAAAAGTGCAAATGTGAAAAAAAAAAGTGATAATGGACACATTAGG
ATCATAATTATTGAAGTCTATAAACAGGAGGGGAACAGATCAGCCCTAATAAAAGGGAAA
AGTGTTTGTAATCTGATTTGATCCCATAATATAGATGTGTCAACACTTTCTAGTCATGTT
TTACGCTGTTCTGCTCTAAAGAGGTCAATTTGATGGAAAGTCCCTGAAGAGTTTTAAATA
GAGGTGGATAACTGAGTACACCACACATGAACTGGCAGCAAGGGAATCTGCAAAACATGA
CTCATCAATCTGGAATTTTAGATGGAAGCTTTCAGTTGAGGTTGAGCACAGTCAGCAGTG
AAAGCAAATGGAGAAAACTGTTAATATTTATGTAACGGAAGAAAAGGTTTTTAGGACTTT
TAGGACTGACAAAATGGGATGTCAAGAGTAACAATTCGTAAATAGTGACCAACCTATTTA
AATGACCTCAAGTTGTCAAAAGGCAAAAAAATTAAGATTAAACATATGTTTTCTATTTGT
TATGTATAAATGTGTAAAAGGGGGGGGGGGG
>CL5400Contig1
CTGGTCGTGTCTAGCGGTAGCTTGAAGGTGATCGAATTCGGTGGAGCAGCGGGAGAGGAC
GGGAGGGAATCCACGTTCTCCAGAAAAAAACCCCACCCCACTTCTCATTTTTAGTCTTTT
ACTCCTGTTTTTGAAGCTCCTTTTTTCAGCCACAGCGAATCCAGACGATCGGCAGCCCCC
CACCCCCCCACAGGCACAATGAACTGGTCCTCGTCCTCCGCCTCCAGCCTGATGTTCAGC
AGCAACGTGACCAACAAGAACGACCCTCGCTCTCTCAATTCCAGAGTCTTCGTGGGGAAC
CTCAACACCCTGCTTGTCACCAAGGCCGACGTGGAGGCCATCTTCTCCAAATACGGCAAG
GTCGTGGGCTGCTCCGTCCACAAAGGCTACGCCTTCGTCCAGTACCTGAACGAGAGGAAC
GCCAGGGCGGCCGTGGGCGGCGAGGATGGCCGCGTCCTCGCCGGACAGGCTCTCGACATC
AACTTGGCCGGAGAGCCGAAGCCTCACAGGCCGAAGACCATGAAGCGATCTGCAGGTGAT
ATGTTCAGCTCGACTCTAGAGTTGGACTACGACTTCCAAAGAGATTATTACGACAGAATG



TACTCCTACCAGCCGCGAGTCCCCGCCCCACCTCCTCAGCCGCCGCTGTCCCGCGCCATC
ATCTCCTCGAAGCG
>CL5401Contig1
TTTAAAGAGTATAACCACTATTGGCCCAACTAGTTTCTGTGTGCACTATTCTTTCAGAAC
TCCAGCATCAATCTAACATTTGCACAGACAAAGATGTTTAGAGCATTTAGGAAACAGGAC
AGGAAAAATAGGACAAAAGTGAAAACACAGGAAAGACGGCAGAAACGAGACAGAAGCTAA
TAGGAGTGTCCAACTTGTCCCTTCAAATTTTTAAACATTTAACACACAAACATGAAGACT
ATTGTAAGGCAATGTGAAGTTTGTGCCTAAAAACACTTCCAGAATCCACAAAAAAGTTTA
TTTTAACAATGAATAAGAACAAAATGCCATATTTTTTGTATTGTTATTTATTTACAGTAT
CAACTGACCTTTAATTTAGCCATAAAAACTTGGGTTTGTTTTCCTAAAAAACAAAACAAA
ACACATAACTAAAACATTTCTTATGAACTGCTCATAACAAAAATGCCAAAAGTTCAGAAA
ACAGATTTTTTTTCTTAAATGAAGAAAAGTATAATTTATTGTTTAAGTGAGAAAAAAGCA
GGTACAGTAGAAGAAAAAACTAAAGAATAACCTTAAAATCTGTGAAAAGACAAAATTTAA
AAATAAAAATAAAAAATACAAAAATGTCCTAATTTAAATGAAAATGTTTCAAAGTTGAAA
AATGGAGTGAGAATAAAAACAATTTTCCTCAAGAAAAAAAACAAAACGTTGCTGATCTTA
TTTTTATGCAAAGAGAAAGGACTGAAAGAATCCGCTGTGGGAGCAGGCGTCCTGCCTTTT
AAGCTTTAGATCCTAAAGACTTGATTTTGGTGGGTTGTTCTTAGTGTGCTGCAGTTGTCA
CTGGGTTGTGTAGTGTGAACAAGTCATAAGCTACAACATGCAACAAAAAGACTAAAGCCC
CACAGTGACTGGATTGAAGTGGACTTCGGCTTAACTCTGGACTTTGGTGAAATGGATCGA
TGCAACGACTGCTTTGACACTTAACGTGGACTTAAGATTATTGTGTAAAAGATTCTTCTA
CAGTCAACATATGTAAAAGTTTATCTTAAAAGTCTGGCTGACCACAAACCAAGCAGACCC
CAGCAGCCAAACATCAGGATCTTTCTGTGGGTCAAGCTCTGTCACCTCATTGCAGCCATT
TTAAGGCCTTTATATCTCCACTCAATTCCTACCAATTAAC
>CL5402Contig1
TTAACCGTATATTTTATTGCATTTGATCATAATGTATTACCTTGGATTGAGAAAGCACTT
TCTACTAAAAGTTAAGTGCCGCCNTTTTTATTGTGCAAACTTCTTCCATGATCCCAATCC
GTCAGAAAAAGAACTCATTGAAGACGCCACCTGTCAGTCATCCAGACTCTTCCCAGGCTG
CCGCGCCTGCTTGACAAGGGGTCTCAGTAGCGTGCCCTCGTTTCTCCTCTCGCTGTCCTC
TGTGTACAGATTGTGCTGGTGAATATAGTCTATCACAGAGTCCGGGACGAGGTATTTCAC
ACTCAGACCCCGCCTCAGTGCACGTCGGACCTCTATGGCACTTGTCTCATTCCTCACCCA
CTCCGTCACAAGGAAAATGTTATGTCTGTGGCGGTGCAGCAGGTCGGACTCGTGTACAGC
GCGCTCGGACTGCAAGCTTCCTCTGCTGACGCAGACGAGGCCGAAGCGCCCGACCAGCTC
CTCCACGTGCTTGTCCAGCCAGAGGCCTGGAACCTTAAAGCTGTTCAGGAAATCGGCTCC
GCACAGGAGCTTTAGCTGTGGGGAAACACAGGAGAGAGGGGGTGTGTTTCCATTGGGGTC
CCTGTGCGTTCCCAGTTCCTTCAGAATGCGTTCAGAATGATATCTCATGGTTTCCACAGT
CTCTGTCCAGTCCGGCTGCTGGCTCTCCCACTCATCAACGGTGACCCAGCTGGAGGTCCC
AAGTGCCAGTTTTGCCATAGCAATGCGATGCTTAGCCAGCGCCAGGCCTTGCTTTCCATA
GCCGTCACTAACCGGAGACACGATGCCACCCACCACTTGGTACTGGCCTGTGGCGTGCAG
ATGGTCTCTGGCCAGCTCAAACAGCCTCATATGCTGGTTAGTGATTGGATTAAAAGAGCC
GCAGGCTAACAAAACCAGAGGAACACGGCGGGTGACCATCATGACTAACCCTCCCACTCC
TTGGTTAATAAACCTTCTTGGTCATTTGGT
>CL5403Contig1
TTTTTTTTTTTTTTTTTTTTAAAATATAAAATTATTTTATTTCCAAATGGCATTAAAAAA
CAAAAAAGTTACAGCTATTGGAAAATGGCAGAGTCTCATCTGCAGGCTTCACTTTAGGCC
AAACTCTATAGGAATGAAACAAAAGACAAAGATCCTAAACCGCCTCAGAAGTAAAGAAAA
TGTCCATAAACCCACAGACCTGCAGTTGGCCCATCGCCAACATCAGGAATGCACTCAATT
CTCCATCGACCGGCGCAGTGTGTGGAGGCGGTTCACAGCGGTCTTCTTCAAACTGAACTA
TAAAGAACCCATGACTTAAAGCCCCCCTCCCCGAACCCGCAGCCCCGGTCACTGCTTCTG
CTGCATGGCTTCCTTCCGAGCGGCGTCCTGAAGCAGCTGAGTGTCCACCTCGTCTGCCGG
CAGCTGAACGTACCGGACCACCGAGCCGCGGATGAAACAGTTTTTCACAGACAGCATGTG
TGGATACTTCTCTGGGTCTGTCACACTGATGTCGGTCAACTTGATGTTCAGGTACTGATC
AACAGAATGAAGCGTCCCACAGATACTGAGGTCGTTTTTCAGCTCCACCACCACGTCCTT
CCCAACCAAAGACTTGAAAAACGAGTAGAAAAGCATTTTGGCTGTGGTGTTCTACAGAAG
GTTTGGCTGCTGTTCCCCGGCCATAATGCCCGGGT
>CL5404Contig1
ATTCGGCACGAGGGTCGATCGAGCAGCGGGGGCAGTCGCTGATGCAACTCGCTGACAGCT
TTTTTCAGCCGGCTTGTCACACCCACGGTTCCCAGTCACAAGGCCGGTTTTAAGTCGCAT
TAGCCTATTAGCCGGCGTCATGGCAGACCAGCTGAGTCCAGAGGAGAAGTTCCAGCTCAT
CACCAGGAACCTGCAGGAGGTTCTGGGGGAGGAGAAGGTGAAGCAGATTCTTCAGGAGAG
GGAGCTGAAGGTGTACTGGGGGACGGCGACCACCGGCAAGCCTCACGTGGCTTACTTTGT
CCCCATGTCCAAGATAGCAGATTTCCTCAGAGCTGGCTGTGAGGTCACAATTCTGTTTGC
AGACCTTCATGCTTATCTAGACAACATGAAGGCTCCCTGGGAGCTGCTGGAGCTCAGGGT
CAAGTACTATGAACAGGTCATCAAAGCCATGTTGGAGAGCATCGGTGTTCCTCTGGAGAA
GCTGCACTTTATCAAAGGAACGGACTTCCAGCTCAGCCGAGAATACACTCTGGACGTGTA



CCGCCTGTCCTCCATGGTGACGGAGCATGATGCCAAGAAGGCTGGAGCTGAGGTGGTCAA
ACAAGTGGAGCATCCTCTGCTGAGCGGCCTGCTGTACCCAGGACTGCAGGCTTTGGATGA
GGAGTATCTGAAAGTGGACGCCCAGTTTGGA
>CL5405Contig1
TCTCATCAGTGATTCATGCATCAATGATGTCATCTGAACGTGATCTGTGCGCCGTATACG
TGATCTAAAAGTTACACATCAGTGGTTCATGCATGAAAAGTCTGTTAGACAAACGTGGAA
CGCTGCTGGAAAGACACACATTACTGGATGAATCTCACAAAAATGACATAGATCACGCAT
GGATCACGGATGACCAACATTTCATACGTGGAACACGTGCGTAGTGGCTGTGAGACACGA
CCTTTAGGGTGACCTTGTCAGTCTGTTTCTCTGTCAACACTTCAGTACCAGGACATTGCC
TCATGGCTGACGGGGGACCAGCAGCAGGCGGACCACCTGAACTCTGGTGTCCATGGAGTT
GAATGGACCTCTGAAAGTGCACTTCTCATTCCAGTGGGCTGTTCCACGCCCCCCAGTACC
CCCCCAGTACCCCCCCAGTACCTCTGACTGTCATGTTGATGCCTGGACCAACTTATAAAG
CTGTTTTTTGTCTTACTTCAGCCAGAAAACGTAACAAAAGCTGATCTGCTGTGGGGTCCA
ATTAGACTCGGTTTAGAATAAAGGAAAAACCAGATTATACCTTTGAAACATGTATTGTAA
ACTTACAAGAAATATTAATAACTTGAAAAAAAAATGTACATTTAAAACTTGAATAAAAAT
AAAACTGTGACCAAATAATAAAAAAATGAACATTTAAAAAAAAAA
>CL5406Contig1
GNCAGTAGTACATGATGCATGCGTCATGTTGACACTTTTAATCATTTCTAGGCTTCAGGT
ATCCTCNTTAGCACCTGCTGTGCCCACATATGCCTCCTTGCACATATTTTACACCTGCGT
GGTGATGCTGAGCTTTAAGACATTCATGTGAATGTTTGTGTTTTTAAACTTCAGGTCGGC
GTTGCATTCCACCAGCACACAATATGCACAGGACCATTTTGTTTCAATGTTTTCCATGTC
GTGCTTTCTGTTGTTACTTAGAAAAAGCACAGTTAGTGATTAAATGCTAACAGAAAAACC
TTTTACTGTACAGATATCTCACTCCAAATGATGAAGAGTTTACATTTCACTTTCTGGGTA
GTTACAAGGTGAGAAGACTGATCTTTAAACCCATTTGGGTTGTTTGCAGCTAAATCCAAG
GGGAAGGAGCAGAATCTTTGTATCAGTTCTCTGTGCTCAACCTCCTCTTCTAAATGTTAG
AGATAAGCTACACTCCTCTAAACATCCCTGTATGTTCTGACTATGCAATAGAGAATGTTC
AATGCAGTGACTTGATTGTAAAATGTCTTCTAAAGTCTTAAATATAGATTAACCCTATGA
ACTCCTTTTATTATTCTAAAAATAAAGTGATTTGATTATTTTTATCATGCTCTATAACCG
TGTTATGAAGTTGGTAGTTCTCTGTTTAAAAATAGCATTCAAATCAAATGAAGTAAATTC
CTAATGAAAACTGTGATGCAAATATTTGAAGCAATAAAAATCTTTTACATGCTGCTTTTT
TTTGTTGTAACTGTGAAAAACCACAACTGAATGCAAACATGTGTGACAAGAAATTACACC
ATTCACCACTAGAGGGCAGTCTCCAAACACCTGACCGTGA
>CL5407Contig1
CCCACGTGTTTAACTGTCTTGTTATTTTGTCTTCGGTTATGCTGTTTGTGGCTGCATTTG
AACTACAATCAGCTGTTCTCTTAAAAATAAAAAAATGCATGTTTTATGGATGCAAAAATT
ATGAACAAATCAATGTAGACAAACTTGGCAAGCCCAGTTTCTCTTTCAAATGGTTCTGCT
TTACCAGCTGAAAACAGGACCTATGATGTGATCTTGCACAGTGCCATTGAAGTGAAATAT
TCCCTTTTTTTGTTCCTTTGACTAAAAATTCTCTGCACAAGGATTAGAATGAGTATAATT
TTTAGCTAGCATTTGTTTAAAAAGGCTGACTAAATGTGTCTATGCAGGTGACAGGTTCAT
AAAACAGTTACATGAAACTCAATCTTTGATACTTAAACTCTTTTAGTTCTGACCTTACCA
GAAATGCCACTATTTTTTTACAGTATTCAACCATTAGTACTTGTGTTGGCTTATATATTT
TACCATTTTACTGCATTTCATTAAGCTTGGATTTATTTGGCTAANAGTTTAGCAATGTGC
CTTCTCTGTTCTTGTTTTCTGTTTCATTGCCTGCCTTTCAGTTACAGTAATGATTCCTCT
GTTAACAAACATGTCCATTTTTTTTTTGTGACCAGTAAAATCTGAGTACTGATTCAGTGT
TGCATGTCAGATGTGTAATGGGTGGTGGCATTTCCTTAAGTATTACGTCTCCCGTGTTGC
ACCAATGACTCACCTTTGTGCCCGTACCTTTGCCATCACTGTGCGCTCTCAGATCTGTGC
GTCACAGTCCCATACATTTGGTATTACTTTGTAAATTGTATTACATGTGGACGCTTTGTC
TTTTCTTACAATCTTTTTTATACGTGTGATTTATGTGAAAGTGTTTAAAATGTTGCGTAT
CCCATCTGTTTTTGGTTTCCTTTTTTCCCCCGTTTGTATGAAAAGATTCAAATAAAGAGA
AATGTTAAAAATAAAAAAAAAA
>CL5408Contig1
ATTCTTTATTNACTTTTATACCGCATGTAACAAAGACTCATAACAGATGTACAGGGTTTT
ACAGAGTTGAAATCACTAAGATGAATCAAGAGCTTTCAGGAAGGGCTAGGGTCACAGCAA
GATCTGAGCATGTGCAGAAGACCCCCTTCACACCAAAAGAATCATTCAAGAAGCTGTGAT
CCTCAATCCAATGACAATGTGTTCATGGAAACACCAGGTATCATGTTGGGTGTGCTTCCA
ACATGGACAGGGGTGGACCACAAGTCTCCTCATAAGTAGCCATGATTGGCCAGATCTGAA
AACGTATGGCAGATCAGTGAGTGAGACCGTCTGAACCTACTGAGGCTATAGCAGGGTGCT
GCTGGTCTCAGTGCGCTGCGAGAAGACATCAGCAAAGCTCAGGAGAACCATAAAACTGCA
TCATCACAGACCAGTAAGACAGAGAAAGCCCCAAGCAGGCTGCAGCAGGAGAATATGCAC
ATGTAGAGCGGCCCTGCTGTTTCTGAACTCTGCTTCATTCAGCGTTGCCAACTTCAGACT
CATTTAAAAGCAGTTCTACTCACCGCAACAGGACACGCCTCCTCCCATTGTCCTATGACC
ACGAGACAACCCCAGAACAAGGGGAAAGTCTGAGCAGATCATCTAGAGCTGGCAACAGCC
TTTCACACCATCTTTAGCACTTATTAGGAGACGACACCTTGTTCACTTGAGGGGATTGAG
AGGTCCTTCCCAATGTATCCCCTTAGAGTCCGGAACCTCATTTCTGCTCCTTGTTGGGTT



ATGTCCTTCCGCTTGTTGGCGCTCCAAGGCCCGGTCTCATTTGGCTGCTTCATCCCTTCG
CCACGTGCTGCTAGCCTAAAGCCCCTGCACGTGTGGCTCACAACGACTATGGGACCCGGA
AGACGCACTTAATTTAAATCTCACAAAACTGGATAGGCCTCACTCCGTAACCCGCTTTAG
TTGTGGAACACGTGTTACCTAAGACTCAATCTTTTCACACCACACTATCCGCTCACTAGC
TAATCCAGAAAAAAAAAAAAAAAAAAAAAAAACATGTCGGCCGCCCGGCCTCTAGAATCC
CGGCCATAAGGCCCGGGTT
>CL5409Contig1
AAAACACCTGCTAGTCTGGTGTAGTCATTGTTCATAAAAATGAGCGATAACAGCAAAGGC
CGGGTTAAGGTTGGACGAAGAAAATGCAGAAGTCGTCTCATGTCCACTTTATTTTCAAAA
ATGTGAAGCTCAGATGTGTGAAGCTGAATTGTTGAGTGCATGCTAAAACATGAGGAGGGA
AGAAGTATGGGCAATGTGTGTGGAGGGGAGAAGAGAAGATGTATGGAAATTGAAGAAAGA
AGAATAATGTGAAGTAATGAAGTTAAAGAAAATGAAGTTAAGGAAGTAATCTGGATAAGG
TCACTGCGCTAAGAGTCTCGCTCCGCATCCAGGAGCTTGAGTCCGCGGGGTTCTGGGAAG
TCGGCGAGCCGCTCGCCGGCTCGCTCACCCGCCCGTTCTAAAGATGGCTCTCACCACTCC
CGTTCCAAGTCTTGGTCTCGGTCTCGGTCCCGGTCCAGATCAAAATCTAGTTCGCATTCC
CACCGTAGCTCACGCAAACACTATAGCCGTTCTCGGTCACGCTCCAAGTCATATCGGCGC
AGATCTCGCAGCAGGTCCTACAGTGGAGAACGTCGGAGAAGGAGCCATAGTCGCTCACCC
ATGTCTAACCGCCGCAGACACATTGGCAACCGTGCAAATCCTGACCCAAATGCCTGCCTG
GGAGTTTTTGGGCTGAGCTTGTACACTACAGAGAGGGATCTGAAAGACGTCTTCTCTAAA
TATGGCCCTCTGGCAGATGTCTCTATAGTATATGACCAGCAGTCAAGGCGCTCAAGGGGT
TTTGCATTTGTTTACTTTGAAAACACACCTGATGCTAAAGAGGCAAAAGAGAAAGCCAAC
GGCATGGAGCTGGACGGTCGTAGGATCAGGGT
>CL5410Contig1
AGGCACAGCAGACCCTTAAAGGTCCACATGAGAAATCACACAGGTGAAAGGCCTTATTCT
TGTAAAGTCTGTGAAAAACATTTTACTCAAAAGTCATCCTTAAATGTTCACATGAGAATT
CACACAGGTGAAAGGCCTTTCACTTGTGAAGTATGTGGAAAAAGTTTCACTACAGGTAGT
GACTTGAAAATCCACATGAGAAATCACACAGGTGAAAGGCCTTATTCTTGTAAAGTCTGT
AAAAAACATTTTACTCAAAAGTCTTCCTTAAATGTTCACATGAGAATTCACACAGGTGAA
AGGCCGTTTACTTGTGAAGTATGTGGAAAAAGTTTCACTACAGGTAGTGACTTAAAAGCC
CACATAAGAACTCACACAGCTAAGAAGCTTTTTCCATGTGACATTTGTAAGAAAGTTTTT
GTCTCCTTGAGAAATTTGACCTGTCACATGAGAATTCACACAGGTGAAAGGCCTTATACT
GGTAAACTATGTCAAAAGGGTTTCAGGCAAAGCAGAGACTTAAAGGTCCACATGAGGACT
CACACATGTTAAAGGCCTTATTCTTGTAAAGTTTGTCAAGAATGTTTTGCGCGAAGTAGG
GGGGGTACTGAAACGGTACAAAATTGAACCAAACCAAAATAGCCGTACCGAAATGGTTCA
ATACAACTACTTGTACCATAAACCCTTAATAGATACATTCATGAGGATACACAATGTTGG
AAGACGTATTACCCACATGGAGATTTTTAGTAATAGATTACCTTTGCATGTAATTGTGAG
ATTCTCCAATAGAGTATGATGTTTGTCTGAAGGTGCAAAAACCATTTGCCTCTCTTCTTT
GCATGAAATGTTTAAAAATATGTATATAAACATAGCTGTAGTTAACTGCTGATAAAGATA
TAAAATGTACCTTAAATGTGTTAAAATTTGACTTTGAATAAATGTATAACTTCCTATTAA
TGAAACATATATACATTATGGTCGTCTGATGTTAAGAGAGTTTTCAAATTTAATTGCAGA
TATCCAAA
>CL5411Contig1
GGTCGGAAGACATACAGCCCGGGGGGGATCGGAGCTCCTGGATATCCAGCTGGCTTCCCA
CGTGGTGCCCAACTTCCCCATCTCAACTGAGAAATGCAGAAGAGAAGATGCTCAAAACGG
TGCAGCGGCCGTATTCCAGGCAGCATGTCCGCATCTCCAATGGGAATAACCTGTGGACCA
TCGCTTTCTCCACCCATCTGCTGCCCTCCTGCCCTGCTCAGTCCAAGACTCCCTTGGTTC
TGCTTCACGGTTTTGGCGGCGGGTTGGCCCTTTGGGCCCAAAACCTGGACGCTTTCTCTA
GCCGCGGACCGGTCTACGCCCTGGACCTGCTGGGCTTCGGTCGGAGCAGCCGCCCCCAGT
TCAGCACGGACCCCGGAGAAGCTGAGGAGCAGTTTGTGACAGCCTTGGAGGAATGGAGGG
AGAAGGTGGGCCTTGAGGAGATGATGTTGCTGGGACACAACCTGGGAGGATACCTGGCTG
CAGCTTACACACCTCAAGCATCCCAACAGGGTGAAGCATTTGCTGCTGGTGGAGCCGTGG
GGATTCCCCGCACGCCCAGACAACCCTAACCACTACTCCATCCCGGTGTGGATCAGAGCG
ATGGGCGCCATCATGAGTCCCTTCAATCCTCTGGCTGGTCTCAGGCTGGCCGGTCCTCTG
GGCCCTATGTTGGTACAGACCATCAGGTCAGACTTCAAGCAGAAGTACTCGTCAGTGTTG
GACGACAACACCGTCTCTGACTACATCTACCACCTGAACGCCCAGACGCCCAGCGGAGAG
ACGGCCTTCAAGAACATGACCATCCCCTACGGCTGGGCGAAGAGGCCCATGCTGGAGCGC
ATCCACCAGGTCCAAGCCCACATTCCCATCTCCTTCATCTACGGCTCTCGGTCCAGCATC
GACAGCAAGTCGGGATGTGCGCTTAAGGAAACCCGGCCGGACGTGGGGATTACCGTGATC
CGAGGAGCCGGTCACTACGTGTTTGCCGACCAGCCAGAAGACTTCAACCAAACCGTCCTT
CAGATTCTCGCCAGAGCGGAGGAAAAGCAAAGTTGAGAGAACCAAACTCGACACACGACT
GCAAAAGTACGCCTCCTGAATGTGCACTTTACTCCCATGAGCACCCATCACTGACCGGGA
ACGCTGGGCTCGCCATTCCACACTCCCTGAAGCTTGGGTCCATGTTTTATTCTTTCTTTT
TCGGGTCATAAAACATTTTGTAAATAAAAGGGATATGTGAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAACAT



>CL5412Contig1
CAGGCAGGCAGGGCTTTACATATATTTGAGCTGCAGAAAGATCATTTTTATTGTTCTTCA
AAAAATAGATTGTGTAAACACATTCATGAATATATACTGTTGTTTTTTAGTCCAATATTT
TATAGGATCAGTATTCTTTACTATTTATTCATTATGACTGACTGAGATAATCCACAGTTA
CATCGGGAGTGACATATGTTTAGACTAAGATAATGAACAGGACTAAAAAAAAACCTTGAA
AAATATTGGTGATGCATCATAAAACAGCATAACATTTCAGCAAACACATTCACTTCATTA
CGTTCTGAGAAAGTGGAGGGATTGCCCTTTACAATTTAGATAGCAGTATGGCTTCAATTT
GCAGCTCAGAGGTTGAATAAGTTAATTCAAAAACCTTCATTATTTTTGTTTGTTTTTTTC
CTTCTTTTTTTATATCAGAATTCAGCTACATGATTATTTTCTGGACCCAATGACAAGATT
ATTTTTTTTTTNCCCAAATNGGANGGANGAANACANCANAAGNCCCNGGGCNGAANCAAA
ANGGCCANCTTACNNGGGANANCGGCNCANCANCNCATNGTTNCANNCCGCAAATATCTN
ACNNCACNGAGGCAAGGGTTGGGAAAAANCGGTGGGTTTNCCAANCANGANGNCCTNCAN
AGNANCNTNGTTTTANCCNGTTNCNGGGCATCA
>CL5413Contig1
TCGGCACGAGGCTATGGCTAAGTTGTTCCTTCAGTAACGACACAATATTGCTTTTAAGAT
TTTGACTTTATTAGATCTTTTTAATTTTTTTAGCAATTATCTAATTTAAAAAGTTTCACA
TGACCCCCTAATGAAGAGTTACTTAAAGTATGTCAAAGCTGTAGAGCGACCTCTGGTGGC
CAAACAGTGACACGTCCTGTGAAAGTGGAACATCTGGGATCTTTGTCAGGAGTGAGGGCC
TGTTTCTTTTTTCAAATTAGTTTAGATAATTATTTCTTTAGAAATTGATTTTTTTTTATC
TTCAAACCGGACATGATTTTTTTTTTGAANATCCTTGTTTANCCNCCTAATGATGACCTC
TGAATGGCTCAAATCANCTTAATGAATGAAGCAGTTTGGGAAATTGGTTTTGATCTGCTA
AATATTCTGGTGAAGGGAAAAGGAGGACTANAGACGAGGGAGTGATGGAAAAAGAAGCAC
TGAACCTTAAAGCATGTTAAAGCGTTCTATGTCCAAACCACATCTGTCTGTAAAGTAAGA
AAAATGACTTCAGGGGAAATGAACGGGCAGTTTGTGACACCGAGCCAGTGAAGGACAGGA
ATGTTACAGAGAGGGGGTCATGACCTGCCGTCACCGGGACATACATGCACAGGAGCGAAA
GTGACCAAACCTGCCTGCAGTGAAATGACCGCTGAGATTTTGGACAGTCCCGGTGAAGGC
TGATGGCAACTGTAGGCATTAATATTAGCAAAAGTGAACGATGTGATGCCTTCAACGCAG
AGCTTGATGCTTTGTTTCCAAGTGAAGGAAAAGGAGGAATGGCTTTGGTGCTGCGGCACA
CCTTTGATCCAGGTGTTCCCACAGCACCGACCATNTGCCGTTGCACTTGAGTCCTTCAAC
CCTTTTGCCGCTCAACACCACTACTGTTATGGAGCCACCTGTGAGGAACCACATTTTTTA
ACATNTTTTNTTTCCGCCAACCTTAAAAGTGAAAAAAAAAATGCTCAATATGTTCAAAAG
TAAGGATTCAACGTGTTTTTTTGTGGGCGGGGGGGGGCAGTAACCTGGCCTCCTGGCTGT
CAGAGGTCCTGAGAAACCTGGAAGGGAAGGACAGCCAGAGGAGGCGGTCCAGTCTGCTTC
AAACGCTGATGTAATGATGGCGTGTTTTCACTGTCGTTCTCCTGATGCTTCACTGTTACG
TGCAAAAACATA
>CL5414Contig1
TTTTTTTTTTGCTGAATGACAGTTTTATGGAAACAATCAAATAAAACTGTTAAAACAATC
TTATAAAATAAAAACATGTTTTTTTCCCCAACAAACTTCATTTAAAATAAAAAGAAAACA
ATCCAAACATTTGGAATAAATGACAAGAAAGCAGCACAAAATACAACTCTCCCAAACGAG
TCTGACAGGACTTTTGTGCAAAAGAGAGCAGCTATAATACAGCTATGTGCCACTTGGAAA
AAGACAAACACAAAGAAATGGAAAAATAGTTGACAAGTGCTAATAAAGATGGTCTGCGAT
GTGCACTGCACTTTTTTTCTGACAAACTTAGAAAACTTACAAAAGAATAATAATTTAAAG
CAACCAAGCAGAGTCCACAGCATCCATCAGGAACAGACTGTGGCCTCACACGCAGCCATT
CTGCTCTATGTACATCTTCGATAGTGAGGGGGGTTTGGGCTGTCGGATGATGTGAATGGG
AACCGGCCTTTGCACTCCGTCGGGTCGGCGGATTAATATCTCGCCTC
>CL5415Contig1
AGACAAATTCAGTAGAATGTATATTTTGTCCTGAAGATTTCTGGTCAAATGAAGACAGAA
CAATCTGTATCCCTAAGAAAGTGGAGTTCTTGGCCTATGACTCTTTGGGCATCGCTCTGA
CAGTGATCTCTGTAGTAGGAGCTTGTCTCACCATAGGTGTTTTTCTGGTTTTCTTCCATC
ACAGAAACACAGCCGTGGTCCGCGTAAATAACTCTGAATTAAGCTTCTTTATCTTGTTTG
CCCTGACATTTTGTTTTTTGTGCTCACTTGTTTTTATTGGAGAGCCAACACGTTGGTCTT
GTATGCTTCGCCACACAGCCTTTAGCATCACGTTTTCACTTTGCATTTCCTGCATCCTTG
CAAAGACTCTGGTGGTGCTGGCTGCTTTCACTGCCACCAGGCCGGGAGACAACATCATGA
AGTGGCTTGGGCCCAAGCATCAGAGGGTTATTATTTTCAGTTGCACTATGGTGCAGGTGA
TAATCTGTGCTGCCTGGCTCATTGATGCTTCCCCTTATCCATCCAGAAACACAAAATATG
AACGTTCCAAGATTATATTGGAGTGCAGCGTGGGATCAAGTCTGGCCTTCTGGTGTGTTC
TGGGATACATTGGCCTCCAGGCATGCCTCTGCTTTGTGCTTGCATTTCTGGCACGTAAAC
TACCTGGTAACTTTAATGAGGCCAAATTCATTACTTTTAGCATTTTGATCTTCTGTGCTG
TTTGGCTGGCATTCATTCCTGCTTATATAAGTTCTCCTGGAATCTATGCAGATGCAGTGG
AGTCATTCGCCATTTTAGCTTCCAGCTTTGGCTTGCTGTTTTGTCTGTTTGCTCCAAAAT
GTTACATAATTTTACTGAAGCCTGAAAAAAATACAAAACAACATCTAATGGGTAAGGAAA
AATAAAAAATAAAAATCAATCGTTTTTAATAAGGCTTGAAAGTCATAGCAACTTGGCAAA
CGTTGCTAAAAGTTTACAGAATCCAGTTTGAAACAGAAACACTGAAACAGAATGACAGAG
GGATTGAAGCACACAACCACTCATACATTGTAAAAACAATGGACGAATCAAGATGTGACA



TCACCCATAGAAAATGTTTCACCTCCAGCTCTACATCAGGAAGCAATGGTGAGGCACCGC
CATGTTGAAACCAGTCAATGGTGTTTCGAGTCGCTCTGAGAGATCATATCTATGGCAATG
GTGCCAGTAGTTGCCATGGATACGATGACTCTGAAGCAGATTACTGCTGCACTGTGAGAG
TGTACTTTGAGCAAGAGAGGTTTTGCAGAAAGGCAACTCACAATATCCACCTTATTTACT
CTTTTTCTTCATGTTTTGGTTGTGAGTCAATTTAAACATTTAAAAATCATATAAAAGTTC
AACTGATAACATATTCTAATTGTTTAATAAAATATTATATTGTATTTTGCCAGATTGTGC
CTGATATCTTCAGACCAGCAAGCAAATTCTTTCCTGTGTATATTAAGCTTTTTTCAGAGT
AACATTTGTAGTAACATGTAGGATCTCCGTGTATCGTCAACATTTTTATGTGCTTGTTTG
TTCTTTAACCAGAGCACTTGTGATTAATTACATTTTGTGTTTGGTAAAATCATAAA
>CL5416Contig1
GAGCCGATGAGGCAAAGAGTCTGGATGAGTCAGAGGAGAAGCAGAGCTGGTGGACAGAGT
GTAGCTCCTTTGGCAGTTTGGACACCTTCTTGATGCTGATGTTCCCGTTGCCGAGCTGCA
GTTTGTACAGACGAACGCTGAAGACGGTGGAGAAGGCCACCCAGCTCCCACATGGAGACA
CGGCGCTGCAGCAGATATGATCCTCTCCCTTGTTCTGGAGCTGAAGCAGCTTCTCTGGAT
TCTTCATCACAGGCAGACGATCTCCAGCCTGTCCCTTTGCGCTGCTCTCCCCCAGCCTCC
ACAGCTCCAGGTGATCCGGGAACTGGAACAGCAGGAGTCCGGCTTTCTTGGCACAACAAA
CCAGACTTTTATGCGGGAACAAGATTTTACGCAGCGCAGACTCCTGGGTGTTTTTCTCCA
CCTTATCCAGCAAAGGTCGCACCACCAGCTGGGTGTCCATACCTCCAGAAACCACGGCAG
TGTCCGTGTGAACCAGCGCCCGTACATCGTGGGTGTGGTTCTTGAAAGTTCTGGTTCTGA
CCCACTGATTGTTCTCCTGGCCCATCGTGGAAGCCAGAGCCTGGAACTGGACCACGGTGC
CTTCGGATGTCCCAGCGATCATGCTGCTATCATCCTGCGACACAGACAGACCCAGGACGT
CCCACTTGGTGATCAGGTGGCTCCTGATCAGAGTTCCTGTCACCGCATCCCAGATCTGGA
CTTTTCCAGCAGAGTCGCCGCTGATGACGGTGTCATTGGACAGGAAGGCCACACTCCAAA
CCACCACCTCGGTGTTCCGCGTCGTCCCCAACCCTCGCTCCACCAGGAGCCGATGCGTGG
CGTGACCCGTCTTTGCATCAAAGATTCTGATCATGTCGATCATTCCAGCAGCAATCTGTG
CTCCAGACGGATGCCAGGACAGGGATATGATTCGACCTTTCTGTCTGTCGAGGTTTCTCT
GGAACTGAATCCCTTCCTCTAGGATTTCAAACATCTTCACGGTTCCGTCCTCGCAGCCCA
CCCCCAGCAGGGTTTCCTGGCTGTTGCAGCTGATGGTCCAGATGGGTCCTCCATAAGCCT
CCATGCTGTACCGCGGCCTCAGCTTCTCCAGGTCATACTCTATTATCTCTCCACTCAGAC
CAGCACTGAACAGACGCCCCCTGACCCAACAGAGAGCCTCGATGGCTCTGTCGCTCCGCC
CAGGGATCACCTTCTCTTGAAAGTAGTTGTCAGCAAAGTTGAAAATCTCCACCGCGCCGT
CACCCCGAGCCACAAGCCAGCCGCTGCGTGCTGCCATTGAACGCCATGGCCCGGATGGCG
CTGGGCATGTAGTCAAAGAAGCGGACACGGTGCACCACGAACTCCCCCATTGAACACGAG
TTTCACGGCTCGAACTATGTTCAGCCAAACGAAGCACGTTTCAAAACATCGGGAGCCACG
TTGGTAACCCCCGGCCATAAGGCCCGGGTTAA
>CL5417Contig1
TCGGCACGAGGGTGGTCAGATGGGATTGTTCATCGGCGCCAGCATCCTCACCATCTTAGA
GCTGTTTGACTACGCTTATGAGGTAGTGAAAGACAGACTGCTGGATTTACTGAGCAGAGA
GGAGGAGGAGGAGAGCCATGCAGAGGATGTGAGTTCCTGTGATCCTGTGGCGAACCACTC
TGAGTCCATCAGCCACACGGTCACGGTCCCTCTGCAGACGACGCTGGGCACCCTGGAGGA
GATAGCCTGCTAACTCCTTCCCACAGAGCAGCTGCTCCCAGAAGGGCCTTAACCAGGGAT
GAGGTGGAGACGAGGACGGGGGCCGGTCAGAGGACACCGCTGCTCCCTGTCATAGCGCTC
TACTGCGGCACTAATGGGGATTAAAGAGCTGTCAGCGGAACTTATCAGTGCTCTCCGTCA
CCCAGGTCTTTTGGGAGGGGGGCTTCTGCTCTCAGACCCTCCACGGGGGTCTCCACTCAG
AAAATCAAAGAGCGAGCAAGGACACTCCACGTGAAGGGGTCTCGAACATCTATGTAACAA
ACACGTTCACATGTCGCTCACTGCCAAACATTACAAAGCTGGCCTCCAGACTGCATGCGT
CCATCTTTCTCGCTCTTTTTGCCGCTGCAGTGTTGCTTTACTGTACATGTGTGCCATTTG
TCTGTCTGCTGGACAGGTCTGTGAGGAGGGTCCGGATGAGACGTCACCCCTCGAATGTAC
TGAACGTCGCAGTTCAATTCAATTCAATCAATCAGTCCCAATGAGCAACTTAATTCTGTC
AAATTAAGTTGAATTTTCTTTCTTTTTCTGCACAAAATGAACTCTATAAACTAAGCAGAG
GGCAGATTTGCACTGTGCTCTAGTTAATTGATATGTAACGGGGGTGATGCGTCCCCACAA
CACAAATGAAGCTTTAGCTGAACAAACACAAATGATGCAAATGACCCGGAAATGAGGTTT
TGTTAGATTGACTACTTTTTTTTTCTTTTTACCCAAAGAAAACTTCCAGGCTGGCTTCCC
TTTGGATCACTCGGAAAGAAGTACAAAGCACCATATGGAGCCAGGATGATTGTCATCTGT
TAGGACACTGCTGTGTTTACTGTAAATAATTGTTTTTTTTTTTCTCCCTCTCGTGAAACA
GATCCCACGCAGACTGAGACAATTATAAAAAAGCTTTGGAACAAAGCTGACCACACACCT
GTCACGTACTTTAAGTAAAGTTGCTCATTCTGCAGTTGTCATACAAACGGTAGCATTTTT
GCATTAGCTGAATGTTAACTTGAAGGACTCCTCTTCAGGACTGAACCTCAGACACACAAA
CACAGCTGGACACCAAAAGCTTCAGAGAAGATTTCGATTCGGTTTGTCTGACTCTTTGTG
ACGATCATCGTGGCATGGTCTTTGTCTTCATGACGGTGTACGTTAGAGATAGGAATGAAC
TCCAGTGCTGTTTGAATTGTGATTTCCATCTGTTGCATAACCTGCTGTCTGTGTGTACTC
GCTCATCTCGTGGCTTCTGATGAGCACAGCCTCCGCAGGCCTGCAGGAAGGAGCGCGTCG
CTCCTCCAGGCGGCAACAACAGGCCGCCTCCTCTCATTTCTTTGGCTTCAGTTGTTGCGA
CAGGACGGCGTTTTCTCATTTTGTGATGCAGCATACAGTGTGTGTTTCTAATGTGAAATG



ATAAANAAAA
>CL5418Contig1
TCACTCNTGTCCTCTTCGTCTCGGGACAAGCGGAACCTTTTCCTCTGGCCCTCCCCAGTT
TCAGACTCCTCTGAGTATTGCACTGTTCTTCCCGTCTTTGCAGTTCTGCTGTCCAGTTTA
TGAGCAAGGAGCTTCCTTTTCCTTGGTCGACCCCTGCCCCGTCTCGTCAGACTCCTCCTC
TCGTCCTCCTGCTGCAGCTGCTCCCGCTTGTCCGTCCGTCTCTGCAGCTTGTTCAGCTCC
CTCTGCTTTTCCTTATAAGTCTTCTGAAGCTCAGCTAGGCGAACACGATATTCCACTTCC
ACAGCGTCCAGCATGTCCACAGACATTTTATCATAGAGCGGCTCCTCCTTCCTCTGCCTC
CAGCTGTACTTCTTGTTGGGGTCCAGATTTCTGGGCAGATCAATGTGGGACTGCTGCTCG
ATGGCCTCCAGCAAGATTTGTCTACTGGCCTCAATCAGACAGTCCAGACCCTCGAATGTC
AAATCTTTCTCCTGGCAGATGTTCTCCATCTCTTGTTGGGCCATCTGGCTGAGCAGGGCC
ATCCCCTCCAGAGCCACCATCTCCAGAGGCCCGGCTCGGCTACATGCTGGATCCAACGGA
TCCAACGATTGCAGTTCCAGCTGCGACACCAGTGTCGGAGCAGGCGGGGTGCTGGGCCGG
GCCATCTCGCTTGCTGTCAGAAGGACAAGCATCCCCCCCATGGGATCTTCTGAACTGAGG
AGTGGAGGAGTGGGTTCAGAAGGTTCACTGACAGTTTCTGTCAGCCTGGGGGAGAACTTT
CCCACAGTGGCATCAGGCTGCCGTTGGCGCTCATCTGATTCTGCAGTGATGGTTGGAGGG
TATGGCGCTCGGTCCAGTTCTTCACTGATCTCGGGTCTCGGCACAGCTTCTACAAGTAGA
GGAGGGGCGTCATAAGCACCCCGACACGAGCACGATGACGCCTCCATTTTAACTGAAACG
CCATCTTCGTCTTCTGCCAGATCGTTTTCGAGCTCCTCGTTCTGCAGAAGAGGGGGACTG
CGGGCGTGCAGAGGTAGAGGTTGGGGGTGGAGCTTTGGAGCTGGCCGGTCTTCTGCATCC
TGGCTGGTCTGGACAGGGCTGAGGCTCTGTGGGGGACTGAGCAGCTCTGGGGAAGGGCCA
CCTCGAGGTCGCCCGGCACAGGACTCCTGTTTGAGAAAAGGCCCTGCAGTCGACAGCTCG
AGCTTCTGTGGCTTGATG
>CL5419Contig1
TTCCCTCAGACGCCATCAGCAGATTTTCTCACACTGCTCGTCATGAGACCGCGGTTAGAA
CTTTGTTTACAACCAACTTCTGTTTTGTTTGTTACAAAAATGACCTTTAACACTCATAGT
CATGCAGATTTAAATCTTAACTCCTTTAAACTCAAAGTGAGGCACTGTAAAAGTTATCAC
CTTTAAGTTGTTTTCCCTCAGTTTTTAATTTAAAAAAAAAAAAAAAAAAGGGCTTTCACT
GTTTAACTTTAAAGAGCATTTTTACGATGTTTTGCTGATTCGGAGATGAAAGTAAAGGCT
GCGTGTTGCGAAGCAGAGCAGAAATAAAGATAAAGAAGGGGAAATTCCAGCTTTCCAGTG
ATCTGAATGTGATGTCACAGCTTCCAGAAACCCAAAGGTGGTTTTCAAAATAAAACTCCT
GTTTCGCTCTGCAGAGTGGGGGTCTTGGAAGACGACTTCACCTGCTTGGGGATCCTGTGT
GCCATCTTCTTCTTCCCGTTGGGCATCCTCTTCTGCTTCGCGCTGCGCCAGAGAAGGTGT
CCCAACTGCGGCGCCACCTTTGGTTAAAGGGACCAAACTGCAGCCCTCTTGTCACGCACC
AGTCCTGCATTTTTCTTTTTCTTTTTTTAATGTTGCATCAAATTGTTTAAACACATTCTA
GAAATGTTTCCAAGAATTGTGCGAGTTTTTCCTGCAAGTAAAGGATATGTGGTAGCACAC
GCTGAGCTTTTTGTCAGTGCCTTCACTACATGCTGACTGATTATTTTTGCATTTCTGCAA
GTTTTGGGATTTTTTTCCCCCCATTTTTTTGTGGAGCCATAACAAATTAAGGCAGTTATA
TTATTTTAAATTGCTAGTACACATTTGCTTTTAGCGAACATTGTAATTGCCATTATTGTA
CAATTAGTTTTATTTTTAGAAAATGCAGACCACTTTCTGAATTATATTTTTCTTAATGTT
TCTACTGAACGGCAAACTTGTTTGAGAAATCCTGTGTTTCTTGGGGCCATTTTCACACCG
ACGGTTTGAGTTTTCTGCTGGATTTCTTTTTTTTTTTTTTTTTNGGCCAAGGCAAA
>CL5420Contig1
CGGATGTGGTCTCACCTCAGGAGCGTCGGAGAAACCAGCATTTAACCACTTCTGTGAGCC
CGAAGGTGGATGACATTTCTCCGAAAACTAGAAAACATCCATAGTGTTCTGATCGTGTTC
CTGTTTTATTAACAACAAGCCAGTTCTGAGTTCTGGCCACTATGTCCAGTGATCCACCTC
CTCCGTACCCTGGAGGTCCCAGTGCCCCCCTACTTGTGGAGAAGAATGGACAGCCAGAGT
CTGTAAGAAATGCTCCCATACAAGGACAGCCCCTTCCTCCAGACTATGGCCCTCCACCTT
ATGAAGCCACGCAGCCTGGTTTCCTTCCACCACATGTCCCAGGGGAGGGTCCTATGCCCA
TGCCTATGCCCATGCCTCCACCAACACAAGGTGGCCCCTACCCACTGCCTCCCGGGCACT
TCGCTAGCCCAATACCAGGTCAGATGGGTCCAGGCCCCGGCCACTTTGTGCACATGGGAG
GACAAACAACAACAGTCCTGGGTCCACCAGGTGCAGCCACCACCGTGACGGTACTGCAGG
GGGAAATGTTCCAGACCTCGCCGGTGCAGACTGTGTGTCCACACTGCCAACAAGCAATCG
TCACCCGCATTTCCCACGACGTTGGCCTCATGAACACACTCTTCTGCCTATTCTGCTTCT
TTGTAGGGTGTGACCTGGGCTGCTGCCTGATTCCCTGCCTGATTGATGACCTGAAGGACG
TGACGCACACCTGTCCTTACTGTAAGGGCTACATCTACACATACAAGCGTATATGCTAAC
CACCAACAGCTGGATGCCACAGAGCCATGTACATGCAAACAGAAACAAACTTGCAGCTCC
CCTGGCTGATATTAACAGGCCGACTTTTTTTTTTTTTT
>CL5421Contig1
GGAAAGAGCAAAAAAACAGATGAAAAGCCTAAAAGCAAAGAGAAAGACAGTGTTGATCCC
GTATCAGAGAAGAAAAAAGTGAAAGAGGAGAAAGAGGATGAGAAGACGGAGGATCAACAA
GACTTTGACCAAAACAAACTGGAGGAGGAGATGAGGAAAAGGAAGGAGCGAGTGGAGAAG
TGGAGGGAGGAGCAGAGGAAGAAAGCAATTGAAAACATTGGAGAGATCAAGAAGGAGCTG
GAGGAAATGAAGCAGGGTAAAAAGTGGAGCTTGGAGGACGATGAAGATGATGATGAGGAA



AACTCGGCGGTAATGGAGGTAGAGGACGACGACAGTGCAGACGGGAAAGAAGAAGGAAAA
GAAAAGGAGATAGAGGAGGAAAAGAAGGAGGATGGAGACCAGGAGAAGGAGACTCCCATG
GAGCAGCAGGCGGAGGAGGACGAAGTGGATCCTTTGGATGCTTACATGGAGGAGGTGAAG
CAGGAGGTGAAGAAGTTCAACATGAGTGACATGAAGGGAAATGACAAAAAAGGGGCGATG
ATGGTAACTAAAGTTGTGACAGTCGTCAAAACCAAAAAAGGAGCCGGCACTCACAAGAAG
AAGGGCGAGCTGATGGAGAATGACCAGGATGCCATGGAGTACTCATCAGAGGAAGAGGAG
GTGGACTTGCAGACTGCCCTGACAGGGTTTCAGACCAAACAGAGAAATAGAAAATAAAGA
AAATTATAAAAAAAAATAAGCAGGATAATAAAAGAGAAAGAAATCAAGGAAAATGGAAAA
AAAGTGCATAAAGAGATCAAGAGAAGTTTAATAAAAAAAAAA
>CL5422Contig1
AAACCCGGCCATTATGGCCGGGGGCAGCCATGATGCAGGAAGGGCTGGACGACGGACCTG
ATTTCCTCTCCGAGGAGGACCGCGGGCCACGGGCGGTCAACGTGGATCTGGAGATGGACG
CGACGCTGCAGGTGGACATCTCAGACGCTCTAAGCGAGAGAGACAAGGTGAAGTTCACCG
TCCACACCAAGAGCACGCTCCCCAACTTCAAGCAGAACGAGTTCTCGGTGGTCCGTCAGC
ACGAGGAGTTCATCTGGCTGCACGACTCCTTTGTGGAAAATGAAGACTATGCAGGATACA
TCATCCCCCCGGCGCCCCCCAGACCCGACTTTGATGCGTCCAGAGAGAAGCTGCAGAAAC
TCGGGGAGGGAGAAGGCTCCATGACCAAGGAGGAGTTCACCAAAATGAAGCAGGAGCTGG
AGGCGGAGTATCTGGCCATCTTTAAGAAGACGGTGGCCATGCATGAGGTCTTCCTGTGCC
GCGTGGCCGCCCACCCCGTCCTCAGGAAAGACCTGAACTTCCACGTCTTCCTGGAGTATA
ACCAGGATCTGAGCGTTCGAGGGAAGAACAAGAAGGAGAAGCTGGAAGATTTCTTCAAGA
ACGTGGTAAAGTCTGCGGACGGCGTCCTGGTGGCTGGAGTCAAGGACGTGGACGATTTCT
TCGAGCACGAGAAGACGTTCCTGTTGGAGTACCACAACCGGGTTAAGGACTCCTCGGGCA
AATGCGACCGGATGATCCGCTCGCACAAAAACGCCGCCGATGACATGAACAGAAT
>CL5423Contig1
AAACACATAATGCAAGTTGACAAATATAAAATCTACAAAATGATACAGTGAAAGCTTCTT
TTTTTTTTAACATTTTATATCCTTGTTCAGCAGGTTATTTATGACGGACACAATACTGTT
CTTTTCCTTTTTTCCATCCATATTTGGCACTTGACCACAAGATACTTTTGAAATGAAACA
TGGGGTCGAAGTACCGGATCGACTCANTTATATTTAAAAAAATAAATAANATGAAATTCA
NAGAATAAATCTGCACTTTATTTTTCCATTTTTTTTCAGCCAAAAGTCACATGCTATCAN
GTGANAAACACTGTACCTCCNGTCCACAGGCAGGTGTGAATGAAAGCTGATGAAAAGCGC
TCAAAGCACGCCGGCAAGGTCTGCTGCCAATCGCCATCGTGACTAACAGAATTTCTGCTT
CAGTGATGAAAATAAAAGCCATTCAGGAGGAGACATCGGGACTCGTCCCCCCCAAAAAAC
TGTTCTCACCACTAAGGAAAATCAACATTTGCAGACAGTTCCTTTCTTACAAAAATTTGG
GATAAAATAGATTTTCAAAAGTGTCTGCAAAGCAATGTGTGTGGTCCTCTCTTTTTTTAA
CATCTAGCATAAATGATGAATGGAAAATGCCAATAACTTCCAGCTTTAAAGTGAATCTCA
TCTATTGCAGCAAAACGCCACAATGTCATCAGAGTAACAGAATATATAAGAACAAGCTAT
ATGTTCATATAACATCTTCCAAACACACTTGTTAGCCCAGTGACTGTATATGAGAACTGA
ACTGAGTGATTGTGATGTCACTCATAGAAAAAATGGCTTACATCCGGCTCCAACGATAGA
AAGTCAATTCAGTTGCCATTGATACGAACATGGTCAAGTTGGAGCCAGACAGTGATTGGT
CCAAGTCTGTCTGAGTCAATGTTTCTATGGAAACCACACCCACCAATCAGGAGTGAGGTT
GTTGGAAGTCCACAACCCTACCATTTGAAAGCAGGCCCCACAAAACCTGTCAAGCTGTGT
TCATACCACACTTGGCAACCTGCTTTAAAGTAACCATTTTCAAGGAAAAATCTATGTAAA
TGCACGTTTACATAGATTATAGCACACATCTTTCATATTACGGACTAAAGCTGAGAAAGA
GAAAGCCAGGAGATAAATTCACCAGATTTCAGCTTCGATATTTCGCACCAAGGTTTTTCC
AACTGTAGGAGGCGGACATGTAGTAAACAGCAGAAAAAGAAAAGGAAGCCCCTCCCTTCT
TGGCCAGTGTGAGCACCATTGACTAAATGTTCCTTCCCTACTCCCCAAT
>CL5424Contig1
ACCACTGTCTGGAGCAGCACCTTGCTGTGGTGCAGGCCGGGGCACAGATGGAGGAGACGC
AGGAGGCCCAGGGTCCGCCGCAGCCCTCCACCTCAGCAGCGGCAGGGATGAAACCAGAAG
TTTCAACCAGTTTGGTAAAAGGAGGTTTGGATTGTAATATTTGTGGGAAGAAGCTAAACT
CTCCGGCCAATCTGAGACTTCACAGACTGAGCCACTTCACCCCGGGCCTCGGGAGGCCTC
GCTGCATCCCCGGCAAGCGGCCCAAAGCTCACCAGTGTCCCATCTGTGGGAAACTATTCG
TGTCCTCCTCTGGTGTTGCGCTCCACCAGCGCGTCCACACGGGCGAGCGGCCGTTCCCGT
GCCAGGTGTGCGGGAAACGCTTCCGTCAGAACACGCACCTGCGGGAGCATCTGCGCACGC
ACTCGGGCGAGCGGCCGTTCCGCTGCGAGGTGTGCGGCAAAGCCTTCATCCAGAGCATGC
ATCTGGCAGAGCACCGCAGGACGCACACGGGGGAGCGGCCACACGTGTGCCCCCTGTGCG
GGAAGGCCTTCAAGACGTTCTCCAACCTGCGCAACCACAAGATGACCCATGACAGGCAGC
AGAGGCTGGACGAGGAGGCCGCTGCCCAGGCTGCCATGGAGACCGGCTCCACTGTGGCCG
TGGTCGACGTTTCCACCTTGGACCTAACCAGCAACCAACCTCAGCTCATCCAGATCCAAA
CTTCCGATCTAGAGCCGGTGCAGGGAACCCCAACCATCATGTGCGACGAGTTTGGGGAGA
CCATCGCCATCATCGAGACCACGGAGGGAGGAGCGCTGCCTCTGGAGCAGGCACTGGAAA
TCTATCACACAGCTTTGGAGAACGGCCTGGCCGTGGAGACGGGGGCTGTGGAAGGTCTGC
AGCTGCTCTGAGAGAAGGTTAAGGCCATCACAGAACTGAAAACATCCACACAAGTCTTAA
TACTGGCAGAACGGACAGCAGACCTGTATTGCCTGGTTCGATCTAGAGTGAAATATGGAA



AACGTGCATCTAGATTGATTGATGGGGTAAATAAGGACCATGGGTAGTGCCTCAGACCAT
ATTTGTATTAATTTTTTGTAATTATTTTTATGGATGTGACTTATTTTCAGTTTTGTAATA
TTGGTGTATATTGATCAAATAAATAATTTTTTCCTCTCCAATATGAAAAAAAAAA
>CL5425Contig1
TTTTTTTTTTTTTTTTTGAGAGAAACGGACTTTATTAGAAAGCTTATAAACAGTTAAACA
CTCGTTACCTGGAGGATTTCTCTCAAATATCAGCCTCTGATGTCAAACATTCAAGTGCTC
GTCTTCTTTTGCTCTAACGTTCAGGTTCATCTTCCCTTTTTCTTGACACTTTTAGGAGCA
CGTCAGCTTTAATGACAGTCAAAAATAATACACAGGAGGACAAAAGACAAAAATAACAAC
TTGTAACACAAATGATGCTTCTGCAAGTTAATCTTTGCCGACGGCGGCGTCCTTTTCTTT
TTCCGGAGCGTCGGCGGTTTTAGGCCTTTTGGATTCTGGGGGCTGGCACACCGGATCGGT
GGGCGGGGAGGGCCGCTCATGTTTAGCCTTTTCTGTGGAGGAAGGAGCCTGAAAAAGTGA
AGCCACACTTGGAGATCGCGGCGCAACCGGAGTCAGAGAAACTCTCCTGGGTGTCGGTCC
CTTCGGGGTAACTTTCGGGGTGGTGGGTGCAGCACTGTTGGGCACCTTTGGGGTGGAGGG
GTTGAGGGGCGTTATCTGTGGCTTGTTTGCGGGGGAGTTTTGGGGAGTAGAGGGAGATTT
GGGCGTCTGCTGTCCCTCGTGCCGA
>CL5426Contig1
TGTTTAGATCAGATCTTTAGAAATAAAAGTTCATATAAAAAACCGTTTAGATCGAGAGCG
GATCGACTGTCGTGTCGGATCCGTGTCTCCTGCGGTCAAACAGGCTTCATCCGTCGGTCC
TCCGGGTCTCTGAACCGCGGAAACATGCTGGGAGAAGCGGAGCCTCAGTGGATTTCCGAG
GAGGTGAAAACTGGAACAACCATCATAGCCATTGAGTTCAATGGTGGAGTCGTTCTGGGC
TCTGATTCCAGAGTGTCTGCAGGGGACTCTGTAGTCAACAGGGTGATGAACAAACTGTCC
CCCCTCCATGATAAGATCTACTGTGCTCTGTCAGGATCTGCAGCAGACGCTCAGACCATC
GCTGAGATGGTCAACTACCAGCTGGATGTGCACAGCTTAGAGATAGATGAGGACCCTCAG
GTTCGCTCAGCTGCCACTCTGGTGAAAAACATCTCCTACAAGTACAAGGAGGAGCTGTCG
GCACATCTAATAGTCGCTGGCTGGGACAGAAGGGATGGAGGACAGGTCTTTGCCACCCTC
GGCGGACTTCTGACCAGGCAGCCTTTTGCCATTGGAGGCTCAGGAAGCTCCTATGTTTAT
GGGTTTGTTGATGCGGAGTATCGCAGAGGAATGACTAAGGAAGAGTGTCAGAAGTTTGTG
GTCAACACTCTTGCTTTGGCCATGAACCGTGACGGCTCCAGTGGCGGCGTGGCTTACATT
GTCACCATCGATGAGCACAGCACAGACGAGAAGGTCATTCTTGGAAATGACCTACCGACC
TTTTTTGATCAGTGACTTCAGTTTTTGACTTGAAACCCGTGTGGAGTTGATTTGGCTCAT
CCGTCACCAGCTCTGCACTGAACCCAACCTTTAACATTTGAATAAAAAACAGAAACAAAC
TGATGTTTTAGCTGTTCAAACATTTTTAAAAATAAAACTC
>CL5427Contig1
CGTACATGCAGTCCTCAGGCTGCAGCACCGCGCTGATCCGGTCCTCCCAGCCCATCCTCT
TCAGCCCGGCTGCAGCCAGGATGATGGCAGCGAAGTCCTCCTTGTCGTCCAGCTTCTTCA
GCCGGGTGTTCAGGTTCCCGCGAATGTCCTTGAATTCCAGGTGGGGGAACCTCCTCTTCA
GCTGAGCGGCGCGACGCAGGGAGCTGGTGCCGACCACACTGTTCTTGGGCAGGCTGGCCA
AGGTTTTCCCGGCGTTCTTGGGGTGGAGGACCACGGCATCATGGGGGTTCTCCCTCCTCA
GCACGGCGCCAATGGTGAAGCCTGCAGGCAGGCTGGTGGGGAGGTCCTTGAGGGAGTGCA
CCACCAGGTCCACCTCGTTCCTCTCCAGAGCGTTCTCCAGCTCCTTGGTGAACAGACTCT
TTTCTCCGATCTTGGACAGGGCCGTGTCGAGGATCTTATCTCCTATGGTTGACATGGCAA
CTATCTCCAGGCGGACGTCGGGGTACAGCTCCTGCAGCTTTGCCGCCACGCTGTCCGTCT
GGATGCGAGCCAGCTGACTCTTGCGCGTTCCGATCCGGATGACTCGACTGACCTTGCCGG
TCCCATCCCTCACAAACTTGTAAGGTCCTTCCTCCATGGCGGGTTCCCGCCTCGTCCGAA
TTCCT
>CL5428Contig1
GCCTAATAAAGTGGAGGTGGAAGGTCTGCGGAACCCACTGGGAACATACCACAGCCCTGC
AAGGACCTGCAAGGAGCTCTGGCTCCTCAAACCAGATCTCCCCAATGGTGAGTACTGGAT
CGATCCCAACCAGGGCTGTCACAGAGACTCTTTCAAGGTGTTCTGCAACTTCACTGCGCA
GGGAGAGACATGTCTGAACCCTGACAAGAAGTTCCAGTCGGTGAAATTAGCAGCCTGGAA
AGGGGAAAAACCTGGAACCTGGTACAGTAAATTCAGAAAAGGAAAACAGTTTTCCTACTC
TGGATCAGATGGTACTTCGATCCACATTGTCCAGCTGACCTTCCTGAAGCTGCTAAGCGC
CACAGCCAGACAGACATTCACCTACCACTGCCTCAACTCTGCTGCCTGGCTGCACGCTGC
TGTCCATAGTCACCAACATGCACTGCGCTTCAGAGGCAGCAACGGGGAGGAGCTCACACA
CGAAAATACTCATTATATCAATGCACTGTACGATGGGTGCCAGGCCCGCTCAGGACAGGA
GAGAACCGTGTTGGAGTTTGACGCCCCGCTGTCAAACACGCTCCCCATCATTGATGTTGC
TGTGTCTGATTTTGGAGCAGGAAACCAGAAATTTGGTTTTCAAGTTGGCCCAGTCTGCTT
TAATGGTTAACGAACTGAACGCTGGAGACAACAGCAGGAGATTTTTTTTTCACTGAAAGA
GCTGTGGACACTTTTTACATGCAGGAAAAAAACCTACATTTAAGCCACATATTTATGAGT
CAGTGTACCTACAGCAGTATTCTCAAGTCCACACATTCACTCCCCTCTCTGCAGATTCAC
AGATGCCGTGTTTTCTCAAGAAGTACATGTATAATATTGTTCGCCTGTCTTCTTTGAAGG
AGTGAGTGGTGCTTTCACAGTTTGTCCCACAGAAATATTCCGATCACTGAATCAAAACTC
AATATCTCAGCAGCATGCACTCTGTTCTTTATTGCCAACAAACCTCAATTAATTTTGTTA
CAACTTTTTTATTGTTATAGTTTTTGTTATAATGATGTCCTATGTGGTGTATACATCGAT



GAGCTACAACATTGTTTGGTGAAAGACAATGCACTGTGCCAAAAGTCATCGGCTGCAAGG
GGAAAACTCAAAGTGGGCTTTTCTCGTCCACGCATCAATCAGTCCTGACTCTCTGCCGCT
TCCAAAGGACTCAGCCAGCTTCCCAGACGAAGACGTCCACTCCACATCTGAAGAGGAGCC
AAATGACTTCAAGGCAGCGGTTCATTGTTGAAGCAGATCGGTGTATTTTACAGTTAAATT
CATGGTGCTAACATGTCGGTCCATGCAGAGTACACGTTTTTGTAAAAGGGATTCGGGGGA
AAGTATTTGTTAGATTTTGTACTTTTGGAAGCAANATTTATATTTGTCACTATAAAAAAT
CATAANT
>CL5429Contig1
ATTGTTATCGCATACAGAGTAGAAAACATGTTTTCTTTTTAAAAGACACAGGTTTGTGTC
TAAACATGAAGAATAACTAAATAGTTAAACTTAAAAACAAGAAAAAGAGCTAGTCAAAGC
ATTGCAGTGATAATATTCTCTTTTCATATTTCATGACACATCAAACCCAAAAGCAAACAG
CGGAAAAAGTCTCAAGTTGCCTCCAGAAACTGCTGATTCATTCTGCTCGAGGATAGCTTC
CGCTTGATTATTAGCCATGCAAAGGAGAGCTGGGTGTGGTCGGTCAGGCTACGGCAACTG
ACGTAAACAAAAACCCCTTCGCTCACTTTTTCCACTGGTAATAAACATGAACCTCGAGAG
ATGCAACAGACTCAGTCTTGATCAATGATAAACGTTTAAACCTATAGAGTCCTCAACTGA
GAGACGATCGCTAAGGCAAACGCAGTGATGCACCTACAGTATCAGACCCCGGCCGACCTA
GAACCTTATGCGATCATTGAGAGGCTTAAACATGAACCGCCTCATTACAAAGTGCACCTT
TTTGGTAGAATTAACATTCAAAGAGAAACAAAAAGAAATGTTTTTTTGGAGATGGGAGAG
TATAAAACTGTTGGACAACTTCCTGCTGCACAGGTAAATAAATCTGTTATTATTACACTT
TACTATACAGGTTGTTTACCAATTGTCAGTCTGACAACACAGGGCTTTTTTGGAGGAGTC
GCATGTACAAGTTATACATTATAAGCACAGCCTTGATGGGTGAGACGGCCAGAGCAGAAC
GACTGGTTCCAAATATCTCTTCCACAGTGATGAACTGCCCGACCACCTGCTGATGCACTT
CTGACTGAGGACAAGCAAAGACTCGACATTTCTTCTAATGACGCGGCAGCTCGTCTGGCT
CGTCTGACGGGTTTGAGACAGAGCCGAGTGTCACAGTGGTGGAGATCACAGCGACATCAG
CGTGTGCAAAGTAGAATCAAGGTGTGTCAAGTTCACCTCAACCCCCCTATCTGCCAGGAA
AACAATGTTTTTGGATGTTAATGTGATTAAATGCCCTATGAAGCAATCAAACGGAAACAT
TTGAAAGAACCCATAGGAACAGGGATCAGAACCGATGTGATTGAATAAGAGATTTGACTA
AATGTGCTATTTAGAAAAGTATATGACGGCACTGTGGAAGTATGTACATTTTCTCTAAGA
GGTGGACAAGGTAAAGATTAGTCAGATAAATGAGGTAAGAACACATTTACATTTAAATAT
CAGTGTAAAATGACTTCACCATTAAGCGGTGTGAAGAACTACCCAAGTCTGATTTTAAGC
CTTCAATATATAGTTTTTTTAATTTTAGTGTGATTGTGAGGAGACAAGTGTGCCCC
>CL5430Contig1
TCGGGGTGAAGCTAGCCTTTGTAGCAATGTTCCTCTTTCGCAGGTAGTTTGTGTGAGAGT
CCAGAGTGAAGACCGGATCATGACCGGTCATGTCGGTGAAGAAAGGCTCCTCCTGATCAG
GAGCATGGCTCCAGCTCTCCTCTGCAGACTGGTGGGGGCTGCTGCTCCCTGCAGAGGCAG
CTTCAATGATTTCTGGATCCCAAAACTGAAAGAAATCTGGGATGAAATCGTGAGCCCGGA
AACCTGGATCTCTAGCACCACCCATATTGCTGCTCTGGAGGAGCCCTTGACGGTTGGAAC
GGTCAGAGACAGAAGATGGTTCCTCAGACAAATCTGATCCAACAGAAAAAGGTGAAAGGA
AGAACGGCCAAATGTGGTTCAGTCCTAGACTGCTCGATCCATCTCCTTGTGGAGGAGAAC
AGCTGATGCTGCCAAGCAGCAGACAGGATATCCAAACCCTAAAAAGCAAATGTGGAGAAG
AGTTCATTTCAGGAGAAAGGCTTCAACAGCTGTGGATGCAGGTTTTTGAGCCCTCACTGT
GTGTTTAATAATAATAAAAAAGAAAGCTCTTTATTAATTTCTCCCCCCGGCCATAATGCC
CG
>CL5431Contig1
TGGATGAGATCTTCAAGATCTGTCAAGTACTGGGCACGGTGAAAAAGACTGAATGGCCAG
AGGGTTACCAACTAGCATCTGCTATGAACTTTCGCTTCCCCCAATGTGTGCCCACCCATT
TAAAGACCCTCATCCCTAACGCCAGCAATGAAGCTATTGCCCTGATGAAGGATTTCCTGC
AATGGGATCCAAAGAAAAGGCCAACTGCTGCACAGGCCCTGCGTTACCCGTACTTCCAGG
TGGGTCAGGTCTTGGGACCTCGACCTCAAAGCCAGGAGCTAAAAAAGATGCAGAACAGGT
CGATGGTCAAGAAACAGAATTCTGAGTCTAAAACAGACCCCCTGCAGTCCTCATCAGAGT
CCAAAGCCTCCACCACTTCCTCCAGAAATCACCAGCAGCATCAGCCTCTTCAGCAGATCG
CCCTGCCTCAGACGGACAGTCAACCAGGAGGACTCGGCCACACGAAAGCAGCACCGGCTG
ACGTTGAGAACAGCATTGGGGGCAGTGGTACTGCGCTGCTGAAAAGCGGCCGGCGCCGCT
GGGGACAGTCGGCTGCCAAGACAACAGACAGCTGGGAAGATTCTGACCAATCAGAGTCTG
CAGTCTCCAACTCTAAGAAGCCCAGCCTGGGTAATGCAGACGAAGATGGGAATGTCAAAG
AGCAGTGTCCTCAGCCAAAGAAGCCGAAACCTCTGTACTCCTTCAGCACCGTTACTAAGC
TTCCGAGCAATGTTAAGGTTGGTCAAATGGATTCCAGCCTCCCTGGGTCTGCAGCGAGGC
AGCACTATCTCAGCCAGTCCCGTTACTTACCAGGCTTGATTGGCAAGAATGAGACTTCTT
CTGGAGATAAGGACTTGGGTGGTATGACACTGCGGGACCTGTGGGAGAACTCCTCAAACG
CTTTAAATAAACCATTAGCTCCTATTGGAAAAGGATTACATTTCAGCAGAGCAAACGCAG
GAAATTTTGTGAGCACCAAGTACAACCTGTCCACCGGTTACATCCCATCCCTGCTGAAGA
AAGAGGTGGGCTCAGTGGGACAGAGGATCCAGCTTGCTCCCCTGGGCGGCCAGCATACAA
ATTTTGAAGGCTGGAGGAGGCGTGCCGACTGGAATCAGGTGAAAGGGAACAGCTATGCAG
CTCTGGGAAAAACTTCAGGAAATCTCCTGAGCAAAGCCCCAGCTGTCCAAACTGTGCACG



GCAGGGTGGACTGGACATCCAAGTATGGCGGAAACCGATAGGTCGGTGAAAACACCAAGA
CAAGTTCTTGTTCAAAACCTCTGACAGGGTTGGTGTGTTTTCTAAAGATGGGTTAAATAA
ATTGCTCCATTTTGGAAACAATGATTGCCAATAACAGACAAAAATATATTTGTATGTGCT
TGGACATTCTAACAGGAAATGAAATGTAGCAAACTTTTTTCAGGTCAGTTGCTTTGATTT
CACTTGCTGATTTAAAAAAAAGCAAATTTTCATAGAGAAACTTTTTAAAAAGCTAAATTC
TCAGCTTGCTGATGATGTAGTGGGAATGGAAATGTTATGAGCGGATGATAAGATTTATTT
GTATGATACCATTGAATGT
>CL5432Contig1
CAGTTTCTGTCAGGATATGGACTCCTGGCCGTTGCCATGTATGTGTCTGCCACCATCCTC
TGGCCCCTGATATCAGTTTGGTGATCAGTACGGGAGAAAAGGCAGTTATGCCAAAAACGA
GATCGCCGTGGCTGTTCTCACCGGCCTCAACCTCCTGCTGTACTTGGCTGACCTGGCATA
CTCTGCCAGACTCGTCTTCATCAGTGTCTGAAGAAGATCAGCAAAACAGAAGACTTGACT
GAGCAGACTCAAAGACAGAACTTGTATTTTTCCAACCTCATATTATACTTCAAGAAGTGG
TTGTTGCAAGAAAGTTCCTACGCATGTACTCCATGTGTGTTCAGTCAGATGGCTGCAGTT
TCTGTTCAAATTACAGATGTGATGATTCATTTTAACAACAATATCAATTTGTGGTTGCTG
ATAAGATTCACATGATTAATTTTAAACGGTCCAATTCACTGACCCAAAAATCGATCCCAG
ACAGGTTTAGTCAAAACTTCTACCAGTGTGACTCAGAGATAAATACCGTGATACTGAACA
GTGCAGGTGAAGTTTTCCACTTTACGTGTATTTCTAACAAGATAATCAAATAAAAATGTG
TACAAACAAATAAACAAGAATTAATGTCAAATCCAATTTTAGTATCCTAAAGTTCACCAC
TGTTGTTTTTCCACATAAAAACAATCCAAAGGGAACATTCTTAGAACATTCTACCACATT
GTTTGGTCACATGTCTTTATTTAAAGTGTTTCCACACATTGGACTGATCCTTTTTAGCTG
CCATTACACGTGTGTCGTCCGCTGTGATGCATTTGTTCGTTTTTACGTTAGTGAAATAAA
CCTACTGTGCCTCAATGCAAATGGTATTTTCCAATATCAATATAATCGATTTATTCATTC
ATTCATTCATCTTCTTTACAGTTTATTCCCTTTCGGGGTCACGGGGTTGCCGGAGCCTAT
CCCGGCCACTTGGGCGCAGGCAAGGGATACCCTGGACTGGTCGCCAGTCTGTCGCAGGGC
ATAATCGATTTATTTCATTTTAAAATGATTTTACAAGGGTTTAGGGCAGATTTGATTAAC
TACTTTGTCTCAGACAGATTGATCTGGTTGGATCATAAGAGGATAAATCAATTCAGCTAT
TAAGCTGATAAATCGTTACACCCCCTTGTTCAAATCTGTCATCCAAATAAAAAGCATCAA
ACGATTATGAGTCAGTATTAAACCCCAGTTCATTGATTTTAAATGTAATGAGAGCCTTTC
AACTCACCTGACTAACAAATGAATTATTATTTGATCTTTTGTTTTGTAACATGTTTCAGG
TTTTTGTCATGTAATGATAATGCTCAATNTAAATCGTTTCCATTACTAACAATAGAACCA
GTGNGTCTTCTTATTATTGGTCTCTTCAGGAACCTGTTTGTGGTTTCTGGGAAGTGTTTG
GGTTGTTTTGGGTCATAATTTAACTGACTGTAATGGTTTCTGTGTGATATGATCCTACCT
TTAGCAATGTTCAGNGAAGCCCCTGAAGTAAAAATGTCTGCACNCTGGAAAACCNGAAAG
TATGTTCACTCTATTTATCCTCCTGNTTTTTTTTTCATTGTAATCTGCTTTTTACCTGTT
TTAACAAGAACTCATTAAAATACAAGACTCTTACTTGTTCAAAACTCTGCGGCAA
>CL5433Contig1
CATTTGACCAGTACAGACGCATGAACATTTTCTATCAACAAGCTATCATGAGGTCCAAAG
TCAAGTCCAGCGTGTCTCTCGGAGCGTTGGTCAAGTTCATCACAACGTATAAAAACCACG
ACCCGTTCCTGGCTCCTTGTCTACCAAGCAACCCGTGGCAAACGGACCACGATGCGTACT
GGACTCTGAACATGCGAAGAGTGGAGGTTCCCACAAAGATGCGCGTGGAGCGTTGGTCCT
TCAGCCTGTTCGAGCTCCTCACAGACCTGCGGGGTCGAGATGACTTCAAAATCTTCCTGA
AGAAGGAATTCAGCGGTGAGAACTTGGCCTTCTGGGAAGCAGCTGAGGAGCTGAAGTGGG
GGGCGTCTTCTTCAATGTCTGCAAAAGCAGAAACCATCTTCAAGACCTTCCTGGCCCCCG
GCGCCCCCCGCTGGATCAACATTGACGGCAGAACGATGGGTCTGACGGTGAAGGGCCTGG
ATCATCCTCACCGCTACGTCCTGGAAGCCGCTCAGACTCACGTCTTTATGCTGATGAAGA
AGGACACATTCTTTCGTTACCTCAAGTCCCCCACCTACAAAGACATCCAGAAGAAGGCGC
CGAACCCCGAAGCCCATAACTTCAGTCCAGCACAGCTGGAGCAGAACGCCCAGAACCGGA
ACCCGGGCATTGATCCCATCATCCTGTGGCAGCAGGACGAAGAGGAGAAGGCCAAGGCTG
CTGCTGCCTCTGCCCCAGTGGACGTGAAGGCCATGATGAGCAAAATAGACAGGAAGAAGT
AGAGCGTCTGAGGAGAAAATAGTAGAAGAAGAGGAGCTGAGGAAGAATCTAAATAGATGA
TGAAGAAGAGAAGATGTTGTGTCCTTTCGCTAGACAGGAAAAACCAAGTGGATCTGTCAG
ACTGGACAGCAATACTGTCGTGGTTTTCTAGTCTTAGGATGAAAGGCAGATGCTGCT
>CL5434Contig1
TCGGCACGAGGCGCCGCTCTCGCTTATAGTCCTCGCTTTTTATATACACACTTAGCTAAA
ACTAGGTTCTTTATTGTAAATTTCGACTTTTCCAAAGGTAGCAAGAGTAGTGTACTTTTT
TTTTTAATTTGGCGTTCCGTGCTGTCTGAGTTGTGACTAGCTCTTAAGCCACAATTTTTA
TTATCCGTTTTAACTTTACTAAGCGGCGCTTTCCGCCGTTTTTTTCGGTTTTCTTTTCGC
CGCCCCGCTCACTACCCCCTTGCGTGTGAGTAGGGGCCTGCAACGTTGGTTTAGCCACGA
GGCACGTCGGTACAGTAGAAACAGAACGATGGCGGAGTTTGGTAACGGTCTGGCAGATGA
ATCTTTACTAGATTCAGACTCCGGACATCCCGAGCTGGAGGACCCGGGTGTCGACGACGA
AGAGCCCGGTTTAGAAGAAGGAGAGGCCGCTATTGAAGATCCGGAGCTGGAGGCGATTAA
AGCACGGGTGCGAGAGATGGAGGAAGAGGCAGAGAAGCTGAAGGAACTACAGAACGAAGT
GGAAAAN



>CL5435Contig1
TTGTTTGTTAATTTACAGATTAAGGGAAAACTTGTAGTATATAAAAAATTGACTTGTAAG
ACTTGATATGGAAGCATCATATGTTTAATAGAATGTGTTCTAAGAAAACGAAACTTGACT
TTTCAACATCAAAACCTAGAATTTTATCTTTAATAAAAAAATGCAAAAATGTGCCGTTGG
CTGGAGGGTGGTATAGTGGTTAGCACTCTTGTCTCACAGTGAAAGGGTCCTGGTTCAAAT
CCGTCCTGGTGTGTCGTTTGCATAGTTCTTTCTGCATGTGTGTTTTTTTTCCAGGCCCTA
CAAATTGTGTGGCGCTATGATGGACTGGCAAACTCCCTAGGATGTACCCGCCTTCACCCA
ACTGCAGGTTTGTAGGCTCCAGCAACCCCATGACCATGAATAAGAAGGTTTAGAAATGGA
TGGATGGATGGATGGCTGGACGGTGCTTTCACACAGTAGTCTCAGTGTGAGGGGACATTT
TGGAGCTCAGCACATGAGACAGATGTTTGTGCTGGTGCTGGTACTTAATGATTACACTCT
GTATTTCTCTGTTCTCTTCCTCTTTGAGGTGCAGAAGAACCTGCTCCAGAATTGAGTGCT
CCAAGTTCAGATACTGAGCAACATCATTGCTGACTTCCTCTTCATGCATGTCCATCAGAA
AGATCTTCATGATGTCATCAGAGGGCCCATACAGAACCCGCTCCCACAGTGGTAGATCTT
TGTTGCTCAGCTTCCTCTTCTCTCCACTCTGATGAATGCAATACAGAGCAAACTCCTCTG
GATCATTCTCTATCTTGAACTTATTTAAAAGCTGCTCAATGACTTGGTTAGTGGTCATCC
TGCTGGAGATTCGCACTTTAGTTGAAGTACCAAAAGATGGTGTGAAGATGGAGGTTTTAT
AGTTATAGAAGTGTCCGTTTATGGAGAAGCGGTGCTGTCTTTCAGTCTCTCTTTGTGCTG
CTGACTTTCCCTTTCGCCTCCTCCTCTTCACTAATGACGCATCGCTCATACAGCGAAATA
GGTTAGACTCCAACTCCAGTTCTTGATTCTTGCGTCTTGTAGGACGCAGGGTAGCACTCT
CATAAGGAACAGAGCCTGGTGTGGGATCCTTCATCACAGTTTCATGTGCTGTTTCAGAGA
TCTCATCTATCTGGTGAAGATCAATGTATTCTCCCCATCGAGAGATACTGCTCTTGCTCC
CTAATGGGCTGACTGGACTGGTGGGGTCAGGTGAATTCTGGGGGATTTGTTTTTCATCCT
GTATTTTCAGCCGGATGGGTCTCCTTACTCCCCAGGAGATATTCAAAAAACCTTCCACAA
TCACCTGTTTATCTTCTGCCTGAGTGTAGGTGAGGTGAAGTTGGGTCTGGTCCTTCAAAA
AGCAGTTGTATGTGTTCAGCAGTGACAGAAACTCTGCTCTGGACAAACTCTTTCCAGCTC
CTATTTGGATCACTGGAAGAAGAACAGCTTCATTCATTATTGAATCGCTTCTCATCTTAC
ATGCTGTTATGGAGCTCCCTTTGTTATCCGCTTTCCTAGTTTTTGTCTCTTTGTCCTTCC
GGTATTTAAATATAACGTGTTCGTCCCTCTGAAGTTTTTGAGTTATATTTATCCCTCCTC
TTCTGTGCTGCCTC
>CL5436Contig1
GGGAGACGGTGGAGTACTTCAGGCGCTGGGGGGACGGCGGGGAGAGGAACCTGTTCGAGG
CGCTGTCCGAGCTCATCATCCTCACCGCCAGCAGCTGCCTCCACGGGAAGGAGATCCGCG
GGATGCTGGACGAGCGCGTGGCGCGCCTGTACGCCGACCTGGACGGAGGCTTCAGCCACG
CCGCCTGGCTGCTGCCCAGCTGGCTGCCTCTGCCCAGCTTCAGGAGGAGAGACAGAGCTC
ACCGGGAGATCAAGAGCATCTTCTTCAAGGTGATCCAGAAACGCCGGAGGTCTGGAGAGA
GAGTCGACGACTTCCTGCAGACCCTCATCGACGCCACATACAAAGACGGCCGGCCCCTGG
ACGATGAGGAGATCGCTGGGATGCTGATCGGCCTCCTGCTGGCCGGGCAGCACACGTCCT
CCACCACCAGCGCCTGGCTGGGCTTCTTCCTGGCCAAAGACGGAGCGCTGCAGGAGCGCT
GCTACGCCGAGCAGAAGGCCGTCTGCGGGGAAGACCTGCCGCCGCTGGACCTGGACCAGC
TGAAGGACCTCAGCCTTCTGGAGCGCTGCCTGAAGGAGACGCTGAGGCTCCGCCCCCCTA
TCATGACCATGATGAGAATGGCTCGCACACCTCAGACGGCGGCGGGATTCACCATCCCCG
TGGGACACCAGGTCTGCGTCTCGCCGACCGTCAACCACCGGCTGCGGGACGCCTGGGCCA
AGAGGATGGAGTTCGACCCCGACCGGTACCTCCATGACAACCCCGCCGCCGGGGAGAAGT
TTGCCTACGTGCCGTTCGGAGCTGGCCGCCATCGCTGCATCGGAGAGAACTTTGCCTACG
TCCAGATCAAAACCATCTGGTCCACGTTGCTGCGGACGTACCGCTTCGAGCTGGTGGACG
GGTACTTCCCCTCCATCAACTACAGCACCATGATCCACACGCCGCACAACCCCGTCATCA
GATACAGGCGCAGGACGCCGTGAGGACGGCCTGAGGGGGAGGAGCCTGGTCTGCCAGAAG
CTCCTGCTGTGAACGGAGCTTCTGATGACAAAGAGGAATTCTGAACCTGCACTGATGGTG
GTTCTGGTTCAGAAGATCCACGAATGAAAAGAGACGTTTGAGATGTTTGTGTCTGGAGAA
AATAAAGGAATT
>CL5437Contig1
CGCGGACCGTTTTTTTTTTTTTTTTTTATGATTTAAATCTCTCTTTATTGTTGCTTCTGC
ATATAAACACTGAGAAATGGACACGCCAATGCAGAAATGGACACGCCATTACACGGTAAA
CCTTAAACAAGAACATTAAAAAGACACAAACCACCCAACACACTAAAGTTCATGAATTCC
AATTCAGTACACATGGTTTTACAGGAATGATCGCAGATAGAATTCCACATACATTACAGT
CTGTAAGAAACTTTCTGATGACAAACTCTTATTGTGAAGGCACAACATCTTCAACACAAG
TATTTTTGGGAGATTTGGACCCAAAAGTCTCGTGAGTGAACTCTGCTAAAGTATGGAAGG
GTTACGACTCATTTTTTTTTTTTTTACACTCAAGTGGCTGATAGAGCGACTCATGTAAAG
AAGAACTTTATTAGTAAAAAATAAAAGACATTCATTCAGGAAAAATAGCAAAAAAGTGAA
GTGGAGATCCTCTGGTTGATGTTTTCACACCGCCGTCCGTCAGATGCTCTCATCGTCGCT
CATATCCCAAATCTCTGCAGCTTGTGTCTCTTGATGCAACAGAGTAAGGCCTGTCAAGTC
TTCTAAAAACGAATGGGATGAATTAAAAACCTTGGACAGAAAGTCGAAACCTTCCTTCTC
ATAGTTGTCCAAGACGATGGGTGAGCAGGCGGTGCATTTGTCAAAGGCCAGGCTGGCAGG
CAGGACATTGTCAAATCTTGAAAGAAAGCCTCGAATCTGATGTGGCACCAGACCCAGCGA



TGTGGGAGGTTCATTCATTCGGTCATCACTGCTGCTGGCCACTGCATATCCCCCTTCACT
GTGCTGTAACATGGACACCATGAGCTCCACAGCCAAAGCTCCAGCTATCATGGCCAGGCC
>CL5437Contig2
AATCTCTCTTTACTGTTGCTTCTGCATATAAACACTGAGAAATGGACACGCCATTACACG
GTAAACCTTAAACAAGAACATTGAAAAGACACAAACCATCCAACGCACTAAAGTTCATGA
ATTCCAATTCGGTACAAATGGTTTTACAGGAATGATCGCAGATAGAATTCCACATACATA
ACAGTCTGCAGGAAACTTTCTGATGACAAACTCTTATTGTGAGGGCACAACATCTTCAAC
ACAAGTATTTTTGGGAGATTTGGACCCAAAAGTCTCGTGAGTGAACTCTGCTAAAGTATG
GAAGGGTTACGACTCATTTTTTTTTTTTACATTAAAGNGGCTGATANAGCAACTCATGTA
AANAAAAACTTTNTTAGTAAAAAATAAAANACATTCATTCAGGAAAAATAGCAAAAAAGN
GAAGNGGANATCCTNTGGTTGATGTTTTCACACCGCCGTCCGTCAAATGCTNTCATCGTC
GNTCATNTCCCAAAT
>CL5438Contig1
GTTATTCCTCTTATTAGCCAGTATCATCACTGTGTGTCTCTCTCCTGGCGTACTGGTTTG
GCGGTGGTGGAACAGTCCTCCTCCTCCCCTCCCAGTGGCTCAGTGAAACTGGGAGGTTTC
TCCTCAATTGGCTGGTTAGTGCAGCAATGATGTGTTATCTCTTCAGTTTCACAGTGTGGC
AGGAAAAAAGATGGGAAAAGGTGGAATCAGAGGAACGACAACAACGATTACAAAATAAAC
CCCCAAAAAGCCCTGACCATCCTTTGGGACAATATGGCCTCTTTCCTCCTTTAGTTTCAT
TCCCACTGATCTGTGTGGTTGGGAAGGCGTGGTTTGGCTGGAGCGCAAAAGTGATGGGCG
GAGATGGGTGACGGGGCGTCTGAGGCTGATTGGAATTTCACCAATGGACGGGTCTCAACA
GGGTGACGAGGATGTACGAGGCATGTTGATGTGTGACTGGCGGGTCCCCCGCTCGTTCAG
GCGCGCCGCTGCTGCTGCAGTGCCCGCCTCTTGCGACTGTAGTAGTGACGCATGCCGGTC
TGTCTGGCAAAGTTCATCATGTAGTTTTGCTTACGTGTGCTGACGAGAACTACTTCCACA
TGGTCCAAGGCCCACTGGTCATGTCCTGCACCTTCATGCCGTGGCTGCCACCATCGCAGC
ATCACTCCTTTAACCCTGGCTTCAAGTGGAATGTTGTAGGAAACTCTCTGAGCCTTTATG
AAGTCTTTGAGCTGGTGCTGGGCGATCACGTGCCAGCTGACTCCATTGTTGACCGTGTAC
TGGAGCAGGACAGCTCGATCCACAGTGTCAGCCTGATCCAAAGCTATGTTACAGCTGTCT
GTTTGTGCCACGCTCCCAATCTGCAGCACAAACATGATTTTGCTGGCTCTAGTGAGGTCA
AGCGGTTTGGTAACTGCCTGCCTCATTTTACAGCCATTGAAGTAAAGTGAGTCTCCATGA
GCGTGAGGGGACAGCTGCCCACAACCACTACCCACTCCCCCACCCTGGATCAGCTGCCAG
CTCTCCTGAGACACGCTACTGGACTCAAAGTTATCCTTGATAGAGCTGGGTAGGTCAGTG
CCGGAGAGGGAGCAGTCATCTCCATGATAGCCTTCATCGCATATGCAAACTAGTCCAGTG
GTGCAATAGCCGTGGCCGCTGCACAGTCCTGGACAGGCCTCGCCGATGTAAACGTGGTCC
ACTCCCCAGCTCAGCCTCTCTCCTGTCCCCTCCTTTTGAATCCAGCGGAACTGAGTGGCT
CCTGAGGAGACGTGGTCTGGAAGCTGGACAGTGACCCTGGTCCATGTTGAGCTGTTAATT
GGACTAAAGATT
>CL5439Contig1
TTTTTTTTTTCTCTCAACAGATTTATTACAAATAAATAAAAATAACAGGAAACTGTAACA
AATGTTTGACTTTTCAAGGCTTAGAGTAAAAACATTTGATTAGGAAAGAACAAATTCAGA
GTGAACAGCTAGATTTTTTTTTCCTGTAAGCAGGCAGTAGTGGTGATTCCCAGGAAGGAG
AAACCGCTTCACACAATTCCAGATTTTCTTTCATGTCACATCCTTTTAGATAAAGCAATA
CTCCATTTATAGATTGTAACCAGCAAAAAGTCACTTATCAGCCAAACTTCCATCCGATAA
CAAAAAGGAACTAAAGTCGAGCAACATGTTTGTGCAAAGTATTTTTTTTTTAATCCAAAC
ATGTTCTAATTAAGCATCATGCAGGTTAACCATCTGAATAAGAAATTTACTTTAGTTTAA
ACATGATAGTCTTTTGAAACAGGAAGTTGAACATTTTTACAATTCTGAAGTGCATCTGAC
AGAAAAATGTGATGCAAAGACGTAAAAGGAATGATTCAGTTGGATAAACAAACCACGTTT
ATGGTCAGAATGATGCTAAAAGCTTCAGCGGAAGGAGCGGGAAAACGAGTGAAGCAACGA
TAACCATGAAGGCCTCAAATCCNTTATGACC
>CL5440Contig1
GGCACGAGGCTCCATCCCTCAGGTGCTTTCTCCAGACTTCCTCTCTCTACTCAAGCTGAT
GATCCACCCTGACCAGGTCAGACGACCTTCGGCCTCCGACCTCATTAGACACCCGGTGCT
CCTGACCTCTGCCAGAATGATTGCAGACCAGCTACGAGTGGAGTTGAACGCTGAAAAATT
CAAGAATGCTTTGCTTCAGAAGGAGCTGAAAAAAGCCCAGATGGCCAGAGCAGCTGCTGA
GGAGAAGGTTCTGTCCACCGACAGAGTCCTGACCCGCTCCACTCTCCAGTCCAACCTCCG
AACCTCAAGACTAATTGGAAAAAAGATGAACCGCTCAGTCAGCCTGACAATCTACTAAGA
CTTTGAAGCCAACTCTCAAGGCTTAAGGACCTCCTAACCAGACTTGGTGTGTGGTTTTTA
TTCTCCTGGACTGCTGCCACACAGAACTGGAAGTTCTTTACACCTTTGTTGTATAGTTGA
AACCTTCTGCCCATCTGTGTCTTTCTTGATCAAACGGTCATCCGTCAAAGGCCGTTGCTT
TACCCTTCACAGTCCCGGTGTTGCGTGGAGATCAGGCTCTGCACCGTTGTGTCCTTGCAC
TTCCCCTTGAAGACGCTGAAACCCTTTAGTAGCAGATCAAAGCTGCAGTGAAGCCCTCTC
CCGTGTGAATGTACTTGCCTCTACCATGTGCACCTTACTGCCTGTCATAAGCCTGATGCT
GGGTGCAGGACTGCCTGAGGATCGATCACGTCTCTGTTTGTAATGGAGCACTTTGAAGGC
ACCGTGTGGTCACAGTGTTGGCCACGTTTTGTTTTGTTTTGCAAAATATGAAAAACAAAC
TTGCTGCTATTGAGTAATTTTTTGTGTATCAGGGTTTGGTCAGTTTCAGCTGGATTCTTC



TACAGATAGTTGGCTTTTATTTTCAAATATAAACCAGTCATTTGCATATTTAGTTTTACT
GCTTAGGAGTGAAATCAACTGTGCCATTTTGGTGAAAAGAGACCGTTAGTTTGAATGAAT
CCGGCCTTGATCAGTGCTGCCAGCCCTCCCTGTAGCATTAGAACAGCCACCGTCCTGTTC
GTCATATTTTCATGTGTTCTGCTGTCACAATTCCAGCTCGTCCTTTTAGATTAGTTGTAA
TCGTCCGTACGTTCTTGTAGCTTCAGACACAAGAGCTTCATGTTGTAACATGTACATAAT
GTTCTTTAAATAAAACCTCATCATTTCTCCTCTTCTAAGAAAAAAAAGGAAGAG
>CL5441Contig1
ATTTTCTTTTTCATAAATCCTAATTAACTGGTGTATTTTTTAACCCCAAAGGAACATTTT
CTGCGCTAAATTTTCTTAACAGATGCCTGTCTAATTCACTCTTGCTGAAAGACAATTCAT
AAATGTCCCTCTTACAACTTTCTAAAAATCAGCAACTTTATTCTATTCTATTATGAATCT
TCATTCTCTGTAAAAAAATTGGGCTCTGTGTAAAAGTTCAACAGCAGGAACAGAAAGACG
TTGGAGGCAGGAGCAGGTGTCACACTGACCCAGTCAGTCAGGATGATGCATCACTTTGTC
AAGTCAGCCATGAAGCACTGAGACACTCCTCAGATTAAGTTGAGGTTTAGCGATCTTAAC
AGTAAATATCAGCTGCTTTAAGTTTCCTATTTTGCTTTTGTCTTTGTCTCAACTTGGCAA
CAGTGAAAGCCAGAATGAGCAGTCCGACAATGACAACCACCACACTGATGGTCAGTGGTA
AACTCAGATCCCCGTTTACAGTGTCATCACAGAATTCGCCGCGGTAGCCCAAGTCACAGT
CGCACACCAGATTGGTGCCGCCTCCCTTAGGGGGCACACAGCTGCCGTGGCTGTTGCACT
GAGTGTCACCGCAGGTTGGCAGGCTTAAGTCCATGCTTCTTGCATGTACAGGTATGGAAG
TTTCCATTACAGGAGGGGAAACACCTGGGGAAAAGTTTTCAGTGGTTCCCTGTGCAGATC
AGGTTTCTGCTGGAGTTCAGGTGAGCTTGGCCGTGCCGAGGCGTCCCAGTAGAAAAAGCT
TTTTGGAAGTTTTCTCCTCGTGCCCGAAATTCCTGCAGCCCCGGGGG
>CL5442Contig1
TTTGGCATTTGTTTATGTTCTGTTGGCTTNTATNCATTAACAACATAGTAAAGCAGCTCA
TCTCACTCCATTTTTTTAAATCCAGTTTTTGTTTTACATGACAGAAAAAGAAAATTACAA
TACAAGAAACTTTACAGACAGGTTCATTTTTAAAGATAACTTTGTGAAATGTTATGCGTA
GTTATGGTTTTTCCAACTTTTAACTGCAAATGAATATTTACAGCATTCCGACTGCATCAC
TGGATTAAAAAGATGAAGAAATATGCTAATGTCACAAAATATATTACCTTTACACAGCGC
TGTACACCCAATGTCGAATGCAAAGTCAACCAGATAGAATCCCTATGAATATCATAGTGA
TGCTTTTAAAACTACTAGCTCAAAGTGAGCAAATGACTGGTTAAAACTCCACAAGTGCAC
TGAAACCCAGTGAGTCAAGCTAATAGCCTACAGTTTCATTCTTTCAACACACACAGATCA
ACAGTATGTAAAGCGGCGACTCTAATCACTTTTTTGTGGGAGCAGGGGCAGGAAGGGAGA
GAACCAGCCTGTTAACTTCCCTCAGCTGAGCATCTAAAGTCTCTGTTATTAGTGTTAACT
CCCCTATTTGAGTCTGTAGACTGATCATGGTCTCGTTTAGCTCCTCCTCCTTGCGGCGAG
AGTTAGCAGCCTGCCTGCTGTACTCCAACACCATGCAACCGCCACCGATGAGGAAGATGA
TGGCCTCCCCCAGCAGCTCTGCGCCCAGCTCTGCGGCTGCCTCCTCATTCAGCGGTTTGA
CGGTGGAGCCCCGAAAGCCCATGATCCGCATCTTCGTTCTCATCTCGATCCAGTGATAAA
GTTGCGCTGGTGGGAGACAGATGTAGTTTTTAAAGAACTCGCTCCTCCGGGCCCCGGCTT
TTATCCGGTTCGCCACGGGCTTGCTCATCTGCCTCACTCCGAGGTAGAGGAGCTTGGCGA
TGGGAAAGGCACCGACGACCATC
>CL5443Contig1
TTTTCGCTAAACTCATTGCCGTCAGCATATGATGTTAAATGCGTCAGAACCACATTAACC
AGAATTCACCGGGGCGAGTTAGCCGCTTACGAAAGGGGTCATGAATTACGCTCGATTCCT
CACAGCTGTGAGCTCAGCTAGAAAACCCTCTCCCATCAGGATGCTGACTGAGCTGCAGCA
GCGGTCACCTCCATCCCTGATCTCCCTGGCTGGAGGAGCTCCAAATCCCAACACGTTCCC
GTTTCAGTCAGCATCCATCCAAGTGAAGGATGGCAAAATGGTCACCTTTGATGAGACAGC
AATGAGGAGGGCTCTACAGTATTCTGCCTCCAACGGGATCCCAGAATTGCTCACATGGAT
GAAGAATTTGCAGAAGGACCTCCATAACCCACCGACCATCAGCTACAGCCCAGAGGAAGG
CCAGTTGGACATGTGTGTGACGACAGGGAGCCAGGAGGGGCTCTGCAAGGTGTTTGAGAT
GCTGGTGAATCCCGGGGACAATGTGCTCCTGGATGCTCCAACGTACTCTGGCACGCTTGC
CGCGCTCCAACCCCTTGGCTGCAACCTGATCAACATCCCCAGTGATCATCATGGAATGAT
CCCTGCGGCTCTGAAAGAGACCCTGTCTCGCTGGGATCCCCTGGAGGTCCACAAACCTGG
TAGCACTGCACCCAAGATCCTCTACACCATCCCAAATGGAGGAAACCCCACCGGTGCCTC
CATGACAATGGAGAGGAAGAAGGATGTCTATGAGCTGGCCCAGCAGTACGACATGCTCAT
CATTGA
>CL5444Contig1
CACCTCTTTATTTTTCTAAATCAGTTCCATATATTTATTCAAATCAATAATTGGTGCAGA
GGCACTTGACAAGGGTTTGCAAAACAAAGAGACTTTTGCAAGTTGGTTTCCATCCCCGTC
TTCCATATTCAGAGAGGGGAGGGAAACAGGAGGCGCACAAGGAGACCCCGCAGCCTTACG
TTAGCAGATACATCTACAGTGGAGGCAAGCTAAAGTGACAGGCACTGAAGAGTATAAAAA
TAAAAATAATACCCTGGGCTTATAAATTTATGGTACCCTTAAGGTTTTCTGGATTGAAGA
GCATCAAATTTGAATTTTTTCTGAACTTTTTTCCCCAAAGATTCAACTACTCTTTCTGGC
ACTGTCACAGAAGGCAAGACCTGGAGAAAAAGGTAAAAACGGAAAGCACATTCTGTCGAG
AGGCGACGGGACGTCTGAATGGTTTGACCCAATGCCCCCCCCCCCTATTTTATCNCCNGG
TAANGNGACCCTTTAAACCTCATTANANAATTCCNCCGGAAANAATGNGCATGGATGTCA



NCTACGGATCAAACCAAACAGCATAACATCAAAGTATCCCAACCCCACTGCCNCTGTGAG
CCCTTTCTCCTTAAAAAAGTGAAATGATCCAAACAAAAAAAAANTTNCNGTNTAAANAAA
CCAATNTTTATCACCTAAATNTGTTTTTCAAATCCTAAGTACNCNTTCTGACAGGAAATC
CCNGTAGCAAAACCATGGAAAAGCTAAANAGCTGGTTGA
>CL5445Contig1
TTTTTTTTTTCTAGATCAGTTTATTCTGACGCAAAAGAAAAGTTGACATTTTAACTGGAA
ACTGCCTTCATTATAAATAATGAACATGATTTGATTGGATTTAGTTTTTTCTATGCAATT
CAGAGGAAAACAAAAAGTTAAACGGTTTGTAAATCATGCAAATGTTTGTTCCTGTCAAGA
TCTTGTTTAGTCCAGATCAGATGAGCAGATAGTTGCTCGTGTCAAGGAGCGAGTCGAGGT
TTCATCAAAGCATCGGTTCATCCTGGTTTATCTTGTTTTAGCCAGTGTGTTTTGAACATG
GCTTCTCTGTACATTATTGTACAGAACTAAGCAGCAGTCCATGTGTGCATAGAACCAAGC
TAAAAGATCTGAAGGTGTCCCACGTCACATCCTTGGATGCTGTGGGCCACAGCGTCCAGT
TCTGTGGCGTCTGCATACAGCAGGTTGATATTTACCTTTAAACACAGGAAGGCGCCTGCC
TGCTTGTTTTCTGCAGTTTTTCTCTCATTCTGATCAAAAACAGCTCCTGCGGGTCACCTG
CTGAAGCGGTCTGAGCCCCTCCCCTCCCGGGCGTCCCGCTGAACCACAGTTCGGCCTCAG
GAGTCACTCGTTTCCTTTTGAGCGCACACCTCCCTTTAGAAAAGGATTGCATTTCACGTA
GCAAGGACAATCTAGGCACAGCGCCAGCATCTGGCCCTCGTGCCGAA
>CL5446Contig1
GCAGTTCACTCGTCTCTGACAGCCACATCCACTTCCTCTCCTATCCCTCTTTCTTCCCCT
TTAGCCCTCCTCTTCACTCCATCTGCAGCAAACCTCTATTCTGCTGGGACCCCAGACGAA
ATCAGTCTTTCTTGCATCCCACCCAGATCTGCACCCACCATGGAAACTGCTATGACTGCT
CTCTTCCTCTCTGGGGCCCTCTGTCACTTGTTGGTCCTGATGATAGGCCTGAGTCAGGGT
GTTCATTCGGTGCCTGTGCCAACTGACCTCCCCATGTGCACGGCCTCCGAACCAGTTCAA
TACAGCCTGACGTTTTCAGGAAAATGGACACGGGCAGCTTTCCCCAAGCAGTATCCAGTG
TACCGTCCACCTGCACAGTGGTCAAACCTTATCGGAGTCACCCACAGCTTGGACTACCAC
ATGTGGCAACGTAATGAGTTTGCCAGCAACGGAGTGAGGGAGTTTGCGGAAAAAAGCGAG
GCGTGGACACTCATGAAGGAAGTTGAGACGGCCGGCGAACGCATCCAGAGCGTTTACGGG
ATCCTCTCTGCTCCTGCTGTGGTGGGAGGCACGGGCCAGATGGACACCGAGTTTGAGGTC
TTTGCCAGACACTCCCTAATGTCATTCATGGTGCGCATCATTCCAAGTCCAGACTGGTTT
GTGGGCGTGGACAGTATTAACCTGTGCAATGGCGACAAGTGGAAGGAGAGCGTGACACTG
GAGCTTTTCCCATATGACGCAGGAACTGACAGCGGATTCACCTTCTCCTCTCCAAACTTT
GAAACCATCCCTCAGGACCAGGATCACACAGATCACCTCCTCCTATCCCAGTCACCCCGC
CAACTCCT
>CL5447Contig1
GGAAAAAAATTNATTTAAAAGCGTCTTTAATGTATATTTTTACAGAAATGAATTTAATCA
GCTGTAAGCTGGTCTTTGCGCTTTTCTTCCTCTCCACGTGCCACAGTGTTCAGGGAACCT
GCAGTGTCCAGCATTGCACTGACGCCTCCAGATGTGTCCTTTCTGAAGACCAGAAAAGCT
GCAAGTGCGCCATAGGATTTTATTCGGATCAGTGTGACAAAAATGCACACTTTAAAGTAA
TGTGTGGCCGTGACTACATGGCGATCAGAGCATCAGAAGACTTTTTCAAGTATTACAAAG
TGCCTCTAGAGTCTCTCCATTTGCCCAACAAATCTTGCCGTGCTGAAAAAGAGGTCATTG
ATGACGCCACCTTCTACATGTTCAGGATTTCCAAAGAAAAATATCTGGCTTGTGGAGGCC
AGCCTCTTCAGAAAAATTCCACTCATTTGTTGTATTCTCTGAGCGTTCAATCGGAGCTTC
CGGCCACTGGGAAAATCATCAGAGATCCGATC
>CL5448Contig1
TTTTTTTTTTCCAGTATCTTTAATAGGAGATTTTGTCCAAAAACAAGAGCAACAAAAATA
TTATTGATTCTGATGCTGAGTCTTTGCAACAGCAGAGCGTGGAGGTGAACCGCCTGCTGA
TATCACGTAACCCTTTCCAGCCGGGAACCAAGCCTGCAAAGATTTAGTCCAGCTTCCGCT
CTCAAAGAAAGTCAGCAGGATGTCAAAAACTTGATTAATGGCCAAAATCTTGGAGTGAAA
ATTCTTGACATTGTCTTTCTTTATCATGTATTCATCGATAGGCAGCCTTGCTGTGCGGAC
GCTCAAATCTGAGGCTTTTGAGAGGCTCAACTTCTTTTGAATACTCTCGTCCACAAGACC
ACCAAGAACGTAAACCTTGTCTGGATCCACCGTTTCCAAAGCTTCTTCAGCATCTGGTGT
GAGGTAGACCACACTTTCTGGAGAAAAAAGCTCCAAAACTCCTTTTTCTGTTATGTCCAT
CATGTAGTTGAGGAACCCATCGTTCATGCGAATACACTCTCTGTAAAGCCGGCTGTCTTC
TCCCAGGTCTGTGAGGAACACGTGAAATGGCCAAGTCGCCTTCTTGTTAGATCCGTACAG
CCGCCTTAACTGACCAGCAAGCCGGCTTATCTCTTTGTCAGACATCCGATCAGTCATACT
CAGATCGACGCAGAGTTTGAGTCCCGTACTCTGAGCATCAGCAAGACGTTCTTTAGTGAT
TGCCTTCCAGACTCGTTTACTAAGCCGAGGATCGTCTGTGCTCGACTCAGCATTATGCTC
ACGGCTGAGCTTCTTCCTTTGCTTCTCTTCTTTCCTCTTGCACTTTTTAGCAGCCAGCTG
CCTCTCCCAGTGCCGCTGCTTCCTCAACACATTTCTTGAACACGCTGCGCTCTCTTTCCC
TGCTCTTTTTTCCACGTTTGTTTCCACATCGATAAGAAGCAGATCGATGATCTCCGAGTC
TCCAATGATCTGTTTTTCACGTCTATCAGATTCTACAGTTTCCATTTCACTAAGCTAAGT
GGAGGCATACTCCAAGACAACCCTTTAAATGTAGATTTAAAGAAAATATGACATGTTTGT
ACTGTGTATGTAGAGCTTAACATATAATTGTGTTTGTTGGTAAAATAATCGTGGAACTTC
AAAAATAAACTCTACAACAATAAAGACGTCGTTTAAAGATATATTATTTATGTCTCAGTA



GTGGAAAAACTACGCCTTAAAAGTCCAAATAGAGAATTGTGAAGGCAGAAACTGATCAAA
AACTAAATCGATCCAACACAGCCTGTTAGCCAATATTTCGTGTCCTTTTCCCCGGCCATA
AGGCCCGGGTTAAACGGCG
>CL5449Contig1
CGGCACGAGGACAGGAAGGAGGAGAAAAACAAACAAAACCGGAGACAATTGTGCAACATG
AACCCTTCTTCTCTTCCTGTTTTTCTCTCCTCTTTTTCCAAAACTAAGCATGCAAATCAT
TTGCAAATTAGCCATTTGTGTTAATGGCATCAGGTAAAACTGCACAGCTCATCCCGCTGT
GCACATGCCAGCTTTAATGTCACTGAGAAAGTGTAAATGCTGAAACTTATGAGGGATAAA
ATGACTAAATTCTTCTTAAAATCATCAAACAAGTTTAGATTTTTAACAATTAAAGAAAAA
AAACGTAAATAATAATTTAATTCATAGAATAACAGATTACTTTATTTTTGTCTTTAAGTT
TTTTGACCTGTAAAAGAGCCCTGCACCTAGATAAACGGCTTACATGTACATTCATTTGTT
TTTGTGATTTTACAGTTAGAATGGAGGCTTGATGCACAGTGTCTTTTATTTGGTACACAT
TTAGTAAAAAACATCTCCTGCTAACAAACAGCAAGTTTGTTTCATTTACTAATGAGTTTT
TCAAATAAATGATGGTCCACATTTGCTGCAGCCAGGCAGAAAGACTGAAAAATACTGTAA
AATAAACTGTAAACTTGATTTTATTCCTGACTCAGCTCAGTGGCAATTTGTAGTTCCTGT
ACACTTGTGTATCTCCTGTGTAAAAAAGGCAAAATGTTTGCTGGGAACCTTTCTAATAAA
TAGAGTTCTGCATTAAAAAAAAAA
>CL5450Contig1
GGCTTTTTCTTGCCAGTCAGAAAGGCACATCACTTTGATACCAGGCATAAATTAAGTCAA
TTACTGCAGAAATAAAAACCATTTTCACAAAAATAGTGCTGATAAGATGAGAGACCCATC
AAAGAAGACATGGAAAGTAGAAATAAGCGGTAAAAGATGATACGGTTTCAGTGCATGTAA
CTACATTCATAACCTTAGTTTACATGTCAAAGGTGTATGGTGACCAAGTTTACTCAGGTT
AAATAAAATTTCTGGCTTCTAAGTAAACTATCAACTAGACGAATGACACAAATGCAGGAA
AAGATAGAACTCAGATCTCTAATAAATGCAATCAATGTGTTTGAGCAGATACTTTTAATC
CTTGTAAATGAACATCCTAAACGATTAATTTACTCTTGGATTTATTTTACACCTCTAAAA
CTGTTCCTACAAATGAAAAATGAAAATTTGAATCTTTTGAAGTAGCCACAGATGATCAAA
GTGAGCATTTTTGTAATCAATTCCTGCTTTTTTTGAACAGTTGTAACAAAACCAATGCAG
GCAGCTTCCTACAGAAAAATGGAATGAGGACAGCTACAAGCAGAGCCAGTGACAGTTCAT
AAGATAGTACTGCTCCAACAGGCTTTAAGCAGGTAAATGCAATCAAAATGAACACAACTC
CTACAAAGTTACATGAAGGAAGAGGAGAAACATGTTTGTGACTTAAAGATCTGTCAGAGC
TTTTCCTGCTGCCATCCGAGTTTCTGCAAAAATCTGAATATAGGGCCAATCATAAATGTC
AAGGGAGCAAAGAGCCTCCACAGCACTGCAACAGAAAACCTCTAGAAACTGCACTGCTTG
TATTGGGCAGCACTTCCCTCTCAGCAGTTACTCGAGGTCAAATGCGCCACACTGAACGGT
GGTCGTGTGCTTCTGCAGGTGGTGATGGTGTAGCAGAGGATGTGCGAAAAATAGTAAAGC
TTACTAAGAGAGGAGAATATGGAAATCTACATGAAAGGACAAAGTGAAAGTTCATTAATC
GATATGCTTTTTCCCCAATTACTCCTTTAGTGACAATAAGGTCATTGTAACATCTGTATT
TTTCTCCTGCATTCATTGCGCTGCTGCTTCCCATGCAACTCCGGGGCTGTGGTCTGCAGT
GACATCACAGGGGGATCCGTTGGAAGAAAATTGGGAGGTGAGAGAAAAATCATTTTCAGA
GTTCCCTTGGAGGGGTTTGAAAGAAGCAACAGAGGCGGGTCATCATTGCCATGACTGGGG
AGGGAAGTTGTTAACCTCTGCCAGGTCCTGCACAGCCGAGCCTTTGTGGATGTC
>CL5451Contig1
CTTTGAAATTTGACAGAAAAAGAGTGGTAACAGAATACATCCACCCATTTTCCAAACCTG
CTTCATCCCCATCTGAGTCATGGGGATGCTGGAGCCTATCCTAGCAAATGTCAGGTGGCA
GAGTTTACCTTGTATGGCTCGCCAATCCATCCCAGAACCACAAAACCACACACCCTCATA
TATATCAGTGTGGCAACACATTTCCCTCCCTCCTAGAATAAAAATCGTTAGTGCGATCAT
AAAGGTTTAAGAAAACACCAGGCTGAATAACCCAAATGACATTTATTCCATTTAGATGAA
ACACGAGGAAACCTCACTTCCAGACGCAGGCTTTCGCCTGCCTCACGTTTGACATTAGTG
ACAGATCCTTCACCTCAAACCATTGTTTCCAGATGCTGACAGCTTCTCGTAGTCGTTCTC
CAAAAACAGACATTTTCAAACACATGGCAAGCAATTTATGAGGACAATTCTACATTCCTG
CATTCAGAAGAGGTGCTGTCACAATAATACTATCAAAATAAGTTACAGGACATGCTGAGG
AGGTCTGAATTTCAGACAGCAGCGAGCCCGTCGAGTCCCACGGGGACACACATGCAGGCG
GCTAATACGTGTAGCTCAAACAATCACATCTGTACCATTTTAATAATAATCCTCAAATTA
TTCTGATGCCCATTCATTCTTATTGTAAACCCACAGACGTGTTTAAGACGTCACTAAGAA
AAAGCACTAAAAACAATAAGGAATAGACAATGAAGGCACTTAAAGTCATCTTGTTTTTGA
AAAAAGGCAAATGATTCCTATCCATGTCTTAAAATGAACCCTAAAACCTAAAAATGGTGC
TCCAATTAACAGTTCAAAAATATCAAAAAAAATTCAAAAGTGGAATATTTTTTTATTTTT
GTTTGTTTTTTTACTCCNANATATTTGATGACCAAAAAAGGAAGAAAAATAAACACTCAT
TGGTTGGCACCACTAAAAANATAGCTGCAGTTTGTGGAGTTTTAAATTTAAAAAAAAAAT
CTCCTGCAACAGCTTTAAAAGTTCATTTGTAAGCCGGATTATAAAGGCGGTACAGGAGAA
AAGAGGATGCAAGAAGTATTTTCTAACGGTCCCTGTTAAGAAAAAAAAGAGATTTAGATG
GACTTTCTGTCTGGTTTTTTTCTCCTTCAGTTGCCAGAACCCAGCTATAACCGTCTCAGT
CTGACAGGAGCCTCAGTTTGCTCTGAATCAACCCTGAATGCAGGACTTTTGCCTCCCGTT
TCCGCAATGAAAACAAGTTTGGATCCACTCAGAAAAAGAGAGAAGGGTGAATTTCATAAC
AGAGAAGACGGTCTTCCTCTTTCACACCCGCTCAGGGTTGCCAGTCACTCTGCGTCTTGG



GAACAGCTTTCTCTTTAGCAAGATGAGCTGCTCTGCAAAAAAGGACATCACAGTGAAGAC
AACCAGCGTCACCAGGACACAGTGGGTCCAGAACTTGAGCTTGTCGCGATACACGCGCCA
TTCTTGGAGCTCCTCCATGTGCAGGAACCGGTTGCGGTACTCTCTGGGCAGCTCAAACTG
GGACGGCAGCGGGAACATGGACTCATAGAAATCCCTCAGCACTGCTTTCACTGTGGCTGC
ATCCTTATGGCTGTGGTCAATGTTATCGTTCAGACATATGAACTTTCTGGGATTCTTTCG
GATGTCGTCCAGCTGTCCGACCACGTGGGAGACGTTGGTTCGCACCATTTTAAAAGCTTC
TCTNCCTTNTC
>CL5452Contig1
ACTCATCATTTTACGAAAAAACAAAACAAAAAAACAATCAACGATTTGGCTGTAAACCCC
CAAAGTTACTAAAAAACTATGATAAAATAAATGCACTGATGTCTTGGAATCTTGAATCTG
ATCCCAGCATATGTGCTTTCGATTCAAACTCAGTCTAAAATAAGTTTATTTGGATTTAAA
GTGTCTTCAAGAGTCAATCTCCTGGGATGGTAGGAATTTCAGGAAAACTTCCGGCACACA
TTCTTCACTTTCTCTCGGTTCTGTCAGATAAGTCACACGCACCTGTACCTGTACTGGTTA
TGCAACATTTTTCAAGGATGTGCGGCTTTCTGCAACACGCACACCGTTTTATAAAAAAAA
GCTTGATATGATTCTTTCAACTTCATTGTCCATTTTTCAGCAGCACGACTTCTTCTCTGG
CGGCGGCGTGTAGGCGGCAGTGTTGAGGTCAACCGGTTGAGAGTTGGCTTGGAGTAGAAT
CCGCGGCAGGCCGTTGATGTCCTCGTGCTGGAACAGAAGGCCATTTCTCGACATCAGCTC
CCTGGCCATCATCACAAAGGCCTCCTCCACATTCTGGCTTGCCTTTGCTGATGTTTCCAA
AGCCGCCAAAATGCCTATCTCTTTTGCCAGGTTGCAGGCATCCTGGAACCGGACCTGCCG
TTCCTCCTCCAGATCACATTTGTTACCTATAAGCACCAGGACCACGTTTGCCGCCCCATA
CAGTTCCACCTCCCTGATCCAGTGGCTCACCGAGTCAAAGGTCGCCCGTCGCGTGATGTC
ATAGGCGATCATGGCGCCGTGTGCACTGCGGTAATAGCTTTGGGTGATGGTTCGGAACCT
CTCCTGACCAGCGGTGTCCCAAACCTGCATCTTGACCTTCTTGCCCTCGATGTCCAACGT
CCTGACGGTGAAATCAACCCCGATGGTGTTCTGCTGTTTCTCGGAGAACACCCCAGATTT
GAAATTCTGGACCACGCAGGTCTTCCCAACGTTGGTGTCTCCTATCAGAATGATCTTGAA
CAGAAAATCGAAGGAGTCGTCGTGTTCTGGCCCCGATTCCTGCATGGTAGATCTTTAAAA
GTTTGAGGGTTTTTTGGGACGGAAATGTTCCTTCTTGCTCCTTGAATATTTAACCTTTAA
GGTCCCCGGCCATAAGGCCCGGG
>CL5453Contig1
NNTTTTTNNTCTTGGTCTGGGTGTCTTTATTGTGCTGCCTTCACGCTGTTTAGAACTTTC
TCGATGAGTTTCTGGATCTCTCTTTGTCGTGCTGTTGCTCGGTTGATGCAAGTTTGGAGC
TTTTCTGCTGACAGGGACGTCCCACCTGGTTTGTGTAGAGAGCAGAGTCGTTCCTCCTCA
TCTGTGACCACGCTGAGCCGCGATGTGGACAGACTCTCCTCATCAGCGGTGGGATCTACA
ATCAGGATGGAGTCCTGGAAGATACAAAACGAGGTGCCGACTGGATGTTTGTGAACCGGC
AGCTCGTGTCGCTCTTTCAAATCTATCTCTGGTTTGCATGTCGCTTTGTTGACGGTGACC
TTTGGGAGACGAGTGTTCTTCAGTGCAGCCAGCAGAGCAATGATGCACGCATCCAGAATG
TTTCCATCATAATCCAGACACATGATGTCACAGTACAGCACCCAGCAAAGCTTTCCTCTG
TCGATGCACAAGTCCTCTGGTTTGATTATTTCAGAGCTTTCGATGACATCAGCGATAAAC
TGGCTGGAAGCTTGGGCCTGTTCTCCTGGCGGGCCTGGCCGAAATCGCGAGGAACAGAGG
GGTGGTAGGTCTACATTGGGGACTATAAATAACAGGAAAAGTCCAATGATTGGGATTATT
TTTCCACTTAAAAACTTGTGCTTTTCAGTGACAACCCTTGAAGCTAAAAATAGAACAAAC
TCGTATCCATCATGGATAATCCTGAGCATCCTCTGCCTGCCGTACTGGATGGACAGTTGA
GTGCCTTTCCAAGTGCTGCTACGATGACTGCTAAAGGAGCTCATTCCTGTTCCACGACAT
AGGACTGTTTAACTCATCTTTTTGCCAGAGATACGCTGCATTCATCATTGATTTTTGATA
GTTGCTTCTCTGTACAAGCTAAGGTCTGCACACTACTGCTACAAATTTAACAAGTTGGCA
TCGATAAAGTATCTTTAACTATTTTTATCTATAAAAACTTACCAATATATCCTTTACCAG
GAGCTTCCACTGTAGGGTTTGCCAATTCAGCTTTGATGCCACAGATGACTGTTGTGCTTC
CCAGCTTCACCAATGCAGAGCCGTCTGCCGTGGATATGGACCCTATATTCAATGTCGTGG
TTCTGAATTCAGACAGCTCGCGTCCATCTGGTCGACAGTTCTCTTTCAGAAAGCTCATAT
GATATTCCAGAGGTTCAGCGGTCTTGAATCCAGCCGCCATGATGTTTTGGTACCCC
>CL5454Contig1
TTTCATTGAGGAAGCCAAAATCATGATGAAGCTTCGCCATGAGAACCTGGTGCAGCTGTA
CGGTGTCTGCACCAAGCAGAGACCTATTTATATCGTGACTGAGTTTCTTGCAAATGGGTG
TCTGCTGACATATCTCAAGGAAGGCCTGATCCAGCACCCAACTGCCGACCAGCTCTTGGA
GATGTGTAAGGATGTATCTGAGGGCATGGCCTACCTCGAGTCACAGCAGTATATCCACAG
AGACCTGGCTGCCAGGAACTGCTTAGTAGATGCAAATGGCACAGTCAAAGTGACTGACTT
TGGTCTATCAAGATACGTTTTAGATGATGAGTACACAAGTTCTGTTGGCTCAAAGTTCCC
AGTTCGATGGTCTCCCCCTGAAGTCCTCCTCTACAGCAAATTCAGCAGCAAGTCAGACAT
CTGGGCTTACGGGGTGCTGATGTGGGAGGTGTACACTTTGGGTAGACTTCCATATGAACG
CCTCAACAACTCAGAAATTGTGGACCAGGTTTCACATGGCTTCCGTCTCTACCGCCCTCA
GCTGGCCAACGAAAGAGTCTACAAAATTATGACAAGCTGCTGGCATGATAAACCAGACGA
AAGGCCCACCTTTCAAGACCTGGTGCTGATTGTCCAGGATCTTCTGTATGAGCTCCAGTA
GACCTCAGACCCACCTCCACAGCGCAGCATCTCTGTCTGTTCCTGGAAGATAAACACAAT
CATAAAAACTGTTACCAGTTTGAATACAGGGCTCAAAGACCATACAAATATCCTCTGTAA



TGTGAATATTTGACTGTCAAAATATCACAATTACTCACTTGCTTTTACATTTTATTTGTA
AAAATGCATTCAGCTGGACTGTCCATATTTCCACTTATCTCTGACAACTATTATCTTTTC
CTTTGAGTGTAAGTCTGTCTGGAATGTAGACAACATTTAGTTCGACTTGTTTTTTTAATG
CAGTGAAGCTA
>CL5455Contig1
ACAAGAGGAAAACTGAGAAGACCAAAACCCAGTGTGTGGAAAATGTACCCCGCCTTCGTC
AAAGAATACACAAACTCTCAGATGCACGAAACGATAAAAAAAAGAACCTTACGGCAGAAT
GCTGCCCGTGTATCATAGCCGTTCAGACCATCAAGCCTTCACACGCAGCAATGATAGTTG
CTGGCTTTTAACCCCATAAAACGTGAGGCTTGGGCCCATCAGTGGCAGCAGCTGCCGCAG
TGCACGCCACCGTGGGTGTGTCCTGCCGAGGCTTCGCCGTGTTTGGTCCGCCTGCTGAGG
ATCTCGTAGGAGCAGTCATCCCCGCAGCAGCCTGACATGCTGGGTGAAGTCTCATCGACC
TCGAACTGTAAAGCTTCTCTGAAGAACTGGAAAGCCCCATGGTTGTGTTTAAAGACTGTC
AACATCACTTTCTTCATCTGTGTACTGTTAGCGATGAGCTGAAGTATTTGGATAAGGAAC
TTCCCCAGCCCTTTCCTGCGCACTTTGCTCTCTAGCTGAACCTCGTAGCAATACAAAACC
TCCTCTCCGCACTCCACATCAAACCGGAAGTGACAGAAAGCCACGGGGGATGAATCGCTG
TCACGGGCCAGCAGGTACCACGCCCTTTCATCGTACATCTCATCCCTCTTTTCCCTCTCC
TTCCAACCCCATTCACTCTGCTCGTATAGTGCCTGCATGTTGGCCCTGGTGAGTTCAAAG
GCCCACTCCACAGACAGCGGGTTGAGAGAGGTCACTCTCCTGCACTCAATCTGCAGATTC
AGCCCATTTCTGTCATATTTCTTGAAGGCTGGGAAAGAAGACAGCGGATCTTCAAGCTTA
TTAGCAGCATCCACCTTGGCACACACTGCGTCCATAGCTGCCCTTTCCTCCAGACGTCGC
GCTTTCTTCTCCTTTGCTCTGTTAGATTTTCTCCCCATTTCCCCCCCGATGTGCCTTGTC
AGTCACCAGGAGAAACACACCTCTTTGTCCCGGCGCTTAGCTAAAGAAGCAGAGTAAAGC
AAAGTATCGACAGTAAAAGTGGGCCAATCTCTCTGACAATAGAAGAGAGTGCCAACAAAG
CTAACTCGACACAACACCGATCTGTGTTTCGTTTAGAAACAACTTAAATGGTTAAAAATA
TCCAATCCAAACGCTTTATTTTCTATGTAAATCGGATTGGCGCCAAGACTGCTAGGCTGA
ATTCAGCAGGGCTCCTTCCTTTCTTCCCCGGCCATAAGGCCCGGGTTAANCGG
>CL5456Contig1
CGCCTCGATAACCTCCCGAGCAGAGGTACGTGAGCTTATGTGCAGATATTTGGAGGCATC
CTTTGGCAGGTAGAAGGAGGTGCGGCGTTTCACACCACTGGCCCTCCTCCCACAAGCATC
TTGGCTTCCTTTCTTTGGAGCGGGAACGGATACGGGTCTCGCCAGCTTGAACTGCACCTT
TATGAAGCCAGTATAGGAGCCATCCTTGTTCATGTTCATGAACAGATTGCTGTTGATCTG
AGCGTTGTACTCCTTCACCTTCTGGTGGATTTCAGCACTCGACAACTCCTGCTTTCCCCG
TTCAGTTGTCTCATCCCGCTTAGAGTTCTCGCTGACTGGCGCTTTCCGGCTTTTGGGGAA
GAAAGATGTCCGCGCGGTGAAAAACTGCTCCAACTCGGAGTCCGAGTCCTCCTCGCTGCA
GTAGCCGCTGCTGGTGGAGCTTCCCCAGGTCATCTCGAAGGACGGGGTCTTGTTGTTGGG
GCTGCTCGTGTCGTTTGCCATCGTTCAAACTCGCTTCTTTAGTTTCCAAGTAACAAAACT
AAACGTTACACAGCGACACCGCTTGTTTAACCGAACGGTTAAGTTATTGCTAAAAGAAAG
CGACGCTACCTTTTCACTGTGAGGCGAATTTTTCGGCCGCTAAAATATGTCTGTCAGACT
TTCTCGGTTCCAGACAACACAAGCTGACTTTTTTTTTTCTTCTTCCTCCCCTTCTCTCAA
ACTACCGGCCACGTTTCCACTGTGTGCGAAACAGGATGTGTGCACAAACCCGCCCTGTCC
GCCGCTTCCGGTCCCCCCCCGGCCATAAGGCCCGGGTTA
>CL5457Contig1
AAAAGGTTTTCATAAATAGTCAGGTTTTTATTAGAAAGAAGCTCTGACTAATGCTTGCCC
TCAAAGTGAAATGCTACCTGTTGAAAACGGGAGCTGCAAGTGAGGAAAAGTGAGCATTCA
GGTCATTTTGGCTGCTCTTTATACATTATTTTGGATTTTTAAAAACAATTCTTTTCTGCC
ATATAAATGTTTTTCTTTTGTTTTATTTTTTTTGTATACAAAAGTTGTTCACATGCAGCC
ACATGACTTGAAATGAAACCATTTTTTGTGTGACAATAAATTGGAACATAATTCTTT
>CL5458Contig1
CGGCACGAGGCACCTGCAGCAGCAGCAACCCAAAGTCCTGATCTAGAACTTGGTTTTCGA
GGATCCAGCCCTCGATGGGGCCGGATCAGCAGATCTTCAGGTTTCTGATGTGTTTGTCCG
TTGAGCTTCGCTGTGTCTCCTTCGTTTGTGTTGCTGAACATCTTCAGACGATGAGCTGTT
GAGAAGATCCCAATGATTGTCACAACCAGAAGGTCCTTGCCCTGGAGAAACGGCCGGAAC
CAGAGTCCAGCACACTGCTCGTCTCATATCAGAACCACCTCAGGAGGTCATGAAGTCGAG
AAGAAATGTAGTAGACCGAGATTTGGATCAGAACTTTGCACCAGAACTGCTGAGTCCCCC
TCCTCCCTCCGCCCTGCTGTGTTAAATACTGGAGTTGTGTGTAACCTTTGCTGGTGGACT
TTAGCAACATTAAATATTTAGAGTTCAATAAAGATCTGTGAAGGACTAANAAAAAAA
>CL5459Contig1
CGCAAAAACTATGTGATGCAAGACTATTGATCACNAGTCATCNCATTCCTACAAATCTTA
NATTTGATTGTTANACAAGCTACCCCCACAGAGTACGTTTGCTACATAAAGCAGTGAGTG
ATGCACCAAACGACCTGTGAGCTATATGTTACACAAGACACAAACTAANAAAGAAACAAA
GTCCAACATGAGGAGCCGTGTCTGTTTAAATATACGACTCANTTTAAAAAGGAAGACAAA
ACCAGAAGGTTTTTAAATAAAAATGGATGTAATCAGGATGAGAATGCACAGTGTAAAAAA
ACAAACAAAATCAAATACAATGTTAGAAAATTGAAGTAAAATCACCATGTAATGAAATTC
ATTTTTCTTTTTTTTTTAAAAGTCCGTGAAAACCCAAACCGTTCATCTTTAANATTGCAA



TGTCGGCAAAATCATANACNCAAACAAGCACAGCTACGGTATAACTCCGGGACTAACTCA
GGTAAAGCAAAAGTAAAAATACAAACTTTAAATTTAAAAATTGTACANAAATTACANAAA
CATTTTTAAAAACTGATATCCAAAAATGTGTTTTAATAAGTTTGAGTTGTAGGAACAAAA
TGCACTTGGCTTAAAAGTTGCTATTTACACATTTATACNTGCCTGAAAGTCCTCGTATTT
ACNTGACGTTNCAATGATACTGCACGGAACTGGACAGCGGCTTGGCGGCAGGGTCATGCC
TTCTGTGGACGCCTGAAAAGAAAGGTTGTAGCTGCTCCCTTGTCTGCTTTGNGTCAAAGT
TTTTTTGTGTTGGGATTTCAGCGCACACCCAAAGCTCCAAGCAAACTCTGTGAAATGTGG
TAAAANAGAGAAAAAAAACGGGGAAACTGAAAATCTAATCCTGATCATGTGCTGGTTGAA
GCTTGTCTACTTTACAGTTCCCAATCCATCAGGGCTGACCACAAAAAAAAAAAATAAAAT
>CL5460Contig1
AAACATTCCTGGGAACATTGAGCTGACGGTAAATATCCTCACCATGGGCTACTGGCCAAC
ATATGTGCCGATGGAAGTGCACCTGCCTCCAGAGATGGTGCGACTGCAAGAGATTTTTAA
GACTTTTTACCTGGGCAAACACAGTGGGCGGAAACTGCAGTGGCAGTCAACGTTAGGCCA
CTGTGTTTTAAAAGCTGAATTCAAAGAGGGGAAGAAGGAGCTACAGGTGTCACTTTTTCA
AACTCTGGTGCTGCTGATGTTTAACGAAGGGGAAGAGTTCAGCCTGGAAGAGATCAAACT
GGCCACAGGAATAGAGGATGGTGAACTACGCCGAACGCTTCAGTCACTGGCTTGTGGAAA
AGCTCGTGTCCTCACCAAAACCCCAAAAAGCAAAGATGTGGAAGATGGAGACAAGTTTTC
CTGCAATAACGACTTCAAACACAAACTCTTCAGGATCAAGATAAATCAGATTCAGATGAA
AGAAACGGTGGAGGAACAAGCCAGCACCACAGAAAGGGTCTTTCAGGATCGACAGTATCA
GATTGATGCCGCCATCGTACGGATCATGAAGATGAGGAAGACTCTGAGCCACAATCTGTT
GATGTCTGAAGTCTATAACCAGCTCAAGTTCCCTGTCAAGCCTGCTGATCTGAAGAAGAG
GATAGAGTCTCTTATTGACAGAGACTACATGGAGCGTGACAAGGAAAACTCCAACCAGTA
CAACTATGTGGCCTAGAGAAAAGACGAACTGCAGTTGGTTCATTTGGGATGAAACCCCTC
CGAGTGATGGGCCTTCGAATCTTGTGTTTTCCTCCAGTGGATGTACGCTGTTATCCCATT
CACCGCAGCAACCGACCAGCCAATGGCTACTGCTCCACAGGGTTTTCATCAGGGGTCTTG
TGATCCTGTGGACTGCATGGCCACTGAAAACGAGAATTTNTCCCACATTTNTCAGCNCTT
NTGNGAAAACNCGGACAAAGNCGNCAAAGTTCAGTTTACGGTCTCTTTTTTGNTTTGTCT
TTTTTTTTTGGAGAGGAAAAATATTTATTTTCAAACTTAGATTCTTCGTCCATAGTTTGT
TATCAAGTTTTTCCCCCTTCTTGTTCATCCCATCGCTAAAATTGACACACCTAATAATGC
TCTAAATGTACCACGTTTGATAGAAAGAACAGGACTCAGACTATTAATAGATGCTTGTTT
CCAACACTTGGGGAGGATCCATAATGATGAAAAGTGTTTTCGACGTGTGACCTGCAGTCA
AGTCTGATAGTTTTAAAGGCTATGGAGCCAAATGATAATGCTGTGATCATCAATACAACA
TGTTTAAACCAGAGTTTGTGCCAAAAAAAGCAGCACTTGTTTTGTTACAGTGTTTTTGAA
GCAGTTCAGTTGTATAAGGATATGCATACTATTGATACTATTGTGTTCTCCCCCTTTTTT
CTTTCTTTGTACATTTGTATACATTCATCCTTCTTGACAAATGACCCACCTGACAGTCAA
GTGCTTTAGAGTTCTTCTTTTAGGCATGATAAAGTGAGTCTGTTGAGATTCTGATGCCAT
ACTACATACTTTTATCTCTTAATGTAAGGCAGTCCGGCGTTGATGAAAAGTGGAGGGAAG
TGATTGATTTGACACACGTTTGTATGAGCCNGTAG
>CL5461Contig1
AGCGCAAAGATCTCTGCTGGTGTGTGTGGGATGTTGTCTCGGGGCTAAAGCCCGTCACTC
TCCCATGAGCCTGTGTGCCCACGCACACACACCCGGCGCCTCGACGCACACACACGGTGC
CCACGCGCCTGCAGCCTGCTTTTCATTCTGACAGAGACAATCTGCATCTGTTGTGAGCCG
TTCTTCCCGGGCTCGTGGCTGGGATTGCTTGTGAGACAGACTCCCCAGGAGCCACTCACC
CTCTGACAACACGCATCAGCACATGTGCAGACACGCACGCTGCCGTGCCCCGCCCATGGA
TCACGCACACTCTCAGTGATTTGCCAAATGTCTCACTGCGTATGCAGACTGGAGGACAGC
CGTGACTCTGAGACGACAGACAAGCGACAGATTCTGTGATCCAACCGCTCATTGTCTATA
ACTTTTGTACAATAATTAAAAAAATGATCAAACTGAAGAACTGACTTTTTATTTTCTAAC
TCAATCAAGCGGCTGGGGTCAGCTCTATAGGAATTTTAGAGTGAACATGGCTTTAAGGCA
TCTGATAGTTGGTTTGTCTAACTCATTTTGTAAATATTGATAACTGCAAGCATTTTGTCC
TCTGGACGTCTGTGCCATAAAATGGGAAGGCTTCAGTTATGCAAATTCTTGATGTTAACT
TAAGCAATACCAACATGTTTATGCCTCTTTTTGTTGTTTTTTTTCTTTTGTATGGACACA
CTAACCACTCATAGTACCCCTTTAATGTATCTGAGCTGCTTTGCCTCAAACGACTTTCTC
GTCCAAAACTAAATCAGCTTCTTCCTACACATAATGTGCCGCAGCTTTTGTATCGCCAAA
CCATTGTTAAGTTGCGGGCAGCAAACAAAGCACTATTTTAGCTGCCCTCCTCCTACAGGG
ACGCTCTGCCTGTCGGTCAGTCGGTTGTGCCAAACGCTAGTTTTCCCTGCTACAGCCTCA
TCAACTGTGATGCCAGTGACTCCCTGTTTTATGGCCAGAGTCCTCTGTGTCACTCAGACC
CGCCCTTCTGGGCTCTGATGCTGATTGACATCCAAACTTTGACATCTAGAGAAAAAGAGC
AAAGATTGAAAAGGGAATGGCTGCTGTGTGAGGACGTAACATTTCTAGACCTGTTTTAAC
TTTACCTCAGCTAACAGTTTCTTAATGGACACATTCTTTTTTATCTCTATGAAGAAGACA
TTCTGCAGTGGGTTTTTAGATGATTTGGGTTTTTTTTTGTTCTTTTTTGATTCAATCTTG
ATT
>CL5462Contig1
GCTGCTTAAATGTTCATTACTGTTGGCTGAGTGTGTGTTGTGCTTATTCTCCCGAACAGT
TGATTTAAATTATTAAATATTAAATTTAGTTCGGTTTTCTTTTATTTATTTATTTTTTGG



CAAGCCACCCATGTTGTAGTTGGTCTGTCGTGTGTTGTTAGCTGTTCTTTGCGGGAACTT
CATCCTCGCTGATGTGATGAATTACGTCGATCATGTCTGCTGGATCTTTTTGCTAGCTTG
ACATGCTTCAAGTCCGAACACTGTTCAGTGCCTTAGTTGACTGCAGACGGAACGGTGCTC
TTTTTAAGTTTCTGTGCACAATGACGAGTGAAGCTCCCACTGATCAGCAGACAGCTAAGC
TGCTGAAAAGGACCAATGAGCAGAGTGGAGATTCTGCTGAAGTAGACAACAAAAGAATTA
AAGTAGAGGAAGAACACACAGAAAATGAAAGGAAATATCCAAAGAAAAAAGTGGCTTTAC
TTCTTGCCTACTCTGGCAAGGGGTACTATGGGATGCAGAGGAACCCTGGAACCTCCCAGT
TTAGGACCATCGAAGATGACCTGGTTTCTGCTCTCGTCAAATCTGGTTGCATACCTGGAA
ACCACGGCGATGAGATGAAGAAAATGTCCTTTCAAAGATGTGCCAGGA
>CL5463Contig1
TTTTTTTTTTTTTTTTTTTTTTTCTTCTCTCACCAGTCTCTATATTGTATTGGCACATAA
TGTCCCTGCCACACTCGTAAGATCCAGATATGTATGCCAAGGCTGTTAAAAAAGTCTGTT
GCTTTATTCAGTGCAAAATACATCCCCTTCTCCTCCTTTCCTAGTTTGCATTTTCTCCTT
CTGCACCCTCTAAACCTCCGTTTGGAAGTCTCCTTCCTGGACATCTAAGGGTAAGTTGAC
ACACTTCTCCCACTCCGCAGGCGTCATCTCCAGTGAGTCCTTGGTGTCAGATTCTAGTAC
ATTCATAGTGGCGTAGTTCTGGTACTCACAGGCTGGGTTGTAGCTCTCCCATGGGTTTTG
TTTTGGCATTGCCTTATCCATGCTGCCCATATTTGGTATGTCTCGAAATCGGTCCAGGGT
TTGAAATTTCTGATTCAGTTCCTGGAACAGCTCCATGTGTCTTTTCCTGGTGTGCATGAC
TTTCTCAAAGTCCAGATCAGAATATCGTGACTTTCTTCTCTCCAGGGAGCTCATGGATAT
TGTGGACCCAGTCTCGGATCTAGAAAGCCCCCCAGCCTCCTCCATCTCAGCGAGGAAGTT
CTTGACAGCTGTGCGAGGTTCAAAGGGCAGGCTTTGCTTCTGCTCCTGAATGCCCGGGTA
ATGCTGCTCCAGGTTCACATTCATGTGGTCCATGCCTGACGAGCCAATATTGAAGTCAGG
GCCCATCTTGTAATGCATCAGCCTCTCGTGTGGAAGCGTGTCCATTGTGATGTTCATCTT
GGTGTCCTCTTTCAGTAAAGTAGGCACGTTACCCGATCCTGACATTGCTGCGGAGGCGCG
AGGCATGACTATGTAGTCTGTCTCCATCATCTGACCCTGCATTGGATGGCCCTCCATGTC
GTGGCCACCCATGCTTTGGTCGCTCTGGCGCACAGCATCGTCTGTGCACAGGTAAACCGT
GCGCCGCATGTCAGCATTGCTGTCTGCCAGGCACTGCTCTTTTAAATCCCCCACCCCCAT
TGGCATGTGCAAAGCTGAAGGCTGCTGGATTATCACTTTGGAGATGATATTTCCAGGCAA
AGTGGAGTAGTTGAGGCCTA
>CL5464Contig1
ACTTAAAANCTTCACACAAGTCAGACCAGATTTTGCATTACCCTTTGACTTATGAGTAAT
AATAACTAAAAAAAAAGGCTTTAAGTCAACATTTCACAGAATAAACCGTTAGCCTGAAGA
GAAAAGTGATCTCTCTATGCCTTCACATAAGAAAAAATTAAACATAAGACAAATCATTTG
TAAAACTTACGTCCCACTGTTGTATTTCCTAAATATCTCAGCCCACTCCTTGGCAGTGGT
GGCCAGTCGATTAGCGACGATGTTCCGTAGCCATTCCATGACAGTTCCAGTCGGCTGAAC
AAACTTCCAGAGGGCAGAGTTGCTGTTGCCAATAGTGGTTTCCAGTGTAACTAAACCACT
GCTTAGAATGTAGAAGTCATCTCCAGAGAAGATAGCTCCAGGATAAGATGAAAAGGCCTG
AGTTCCTCCAGGAAGAGGGTCATTGCCCGAAGAGGATGCTTTGAAGGCAAATCTGTATTT
CTTCATGATTCGCAGCATGGCTTGGTAAGTGTTCCAGGTGTCATGGGACACAAACAGGTC
CTTATTGTTTGGCAGCAGTTTAATGAGAGCTGAGCAGGAGCCAGAGCCAAGAGGTCGAGT
TTGACTTGATTTATTCAGAGCCGACTCCAAGTCTTCAATGTCTCCACCCATCTGAAAAAG
TATGAATCCCATTGGATTGATGGAGAAGTGGCCTGTTGGAAAAGATAGTTGATCGTTGTA
GCCATCTTCCAGACCTTTCAGCTGTAGGAGAACTAAATGTGCCTGATACCAGTAGGGTGA
TGTCGGTTGTTTCTCTATTTGCTCCTGCATCCACTCCAAGTTGGCTTTAATGAAAGCCTT
AAGGCGCTCACAGTAACTCGAATCAGACACGAAGGGTCCACAGTAACCCATCAAAGTGTT
CATCCAGTGTTTATAGATGAGCTCTGAGGTAACTGCAGCCTCAACCACACCAGCAGCATA
AGCCTGGATTCTGTCGTTGTACTGACTGCTGGTAGTGATCTCCAAGAAGGACCAACCTGA
GGTTTCGATGTCGTTGGTGAAGTTCGCCCAGGCGACAAAGCCTTCATGATAGCCGTCGAC
GACGGTCAACTTTCCGCTGCCTTTATCAATTACTGCGGATCGGATTTCAGCTCGACCACA
GCCCCAGAAAAGACCCAGCACTAACAAACTCTTCATAAATGTTGACATATTTGCGCAGCC
CCGGCCATAAGGCCCGGGT
>CL5465Contig1
ACTGTGAGCCTCGTGTTGCATGCGTTGCCCCGGTGACGGAGCCCAGCAGACCAACAATTC
GTACCGTTGTCGTGCCCCCAATGCGGGTGCGGAGCAATAACAACAACCCCGCTGTCATGG
ACGCACCTGGGAACACAGTCATGGAGTCTTCATGCCAGTCAAAGCGCCGTGGCGCTCTTG
GGCGCCAGCATCACCACTCCACTCCGCTCGTCAGCAAGCCGCAGAAAATGACTGCTGCCT
TCCAGTCGCAGCATCAGCAGCCTATTGGCTTTGGGCAGGTGCAGCATTTTGGTTCCTGCC
ACCAGGAATGGAATGGCAATTTTACCCACCGGCGGCCACAGGCTTACATCCCTCCAACCC
TGCATGGGCACCCATTTACGCTCTCCCAAAGCAGCCCAAACCACTCAACAGGCCCCCATG
CTCACCTTGGAGGGCACCCACCCTCCCAGCCCACCCTTCTGCCTTACCCTCCCTCCGGTC
CCCTGGTCACTGCTGCCCCTGTGGCCCACCTCCTGGCCTCCCCTGGGGTTTCCCACCCCA
TCCTTCAGCCCACCTACAGTCTCTCCCACCCAGCAGGCATCGTGCATCAAGTGGCTGTGG
GCATCAACCCCCGACTGCTTCCATCCCCCACTTTGCATCCCCAGGGGCAATTCAAACCCC
TCTTTCCCCCGCACTCCTACATCGCCTCACCTGCTTACAGCAGTTTCCCTCTCAGCCCTA



CCAAAATAAACCAGTACCCTTTTATGTGAGCAAATTTGGCCTGGTACCCTTTATACCGCC
TGAGGGCTAGGGGAGGGGGGCAAAAATGTATCTTTAACCACAAACAAGATGGCTTTCATC
TCAGAAAACCACGGCACAACCACAGAGAAAGCAAGCTATTTTTTTGAATCATGTACA
>CL5466Contig1
TCTCTGGAGTTCGAAACCTCGCTCTGGTATACAGAGAGGTCATCTCGGATATCTGTCACC
ATATGGGAGTCGGGATGGCCGAGTTTCTGGAGAAGAAGGTGGGATCCATGAAGGAGTGGG
ACCAGTACTGCCACTACGTTGCCGGTCTAGTCGGCATCGGTTTGTCTCGGCTCTTCTCAG
CCTCCCAGCTGGAGGATCCGGAAGTTGGGCAGGACACAGAGCTGGCCAACTCTATGGGCC
TGTTCCTCCAGAAGACCAACATCATCAGAGACTATCTTGAAGACACAAAAGAGGGTCGGG
CCTTCTGGCCCCAAGAGGCGTGGAGTCAGTTTGCAGGCCGCCTGGAGGATCTCGCTCAGC
CAGACAAGCTGGAGTCAGCTCTGTCCTGTCTCAACCTTCTGGTCACCGACGCTCTGCGGC
ACGTGCCCGACGTCATCGCCTACCTGTCTCGCCTGCACAACCAGAGTGTCTTTAACTTCT
GTGCCATTCCACAGGTGATGGCAATAGCTACTCTTTCATCGTGCTACAACAACCCCATGG
TGTTTCAGGGAGTGGTGAAGATCAGAAAGGGGCAGGCTGTCACTCTCATGATGGAAGCGA
CTAACATGCAAGCTGTGCAGACCATCATCTTTCAGTATAGTCAGGAGATCCTGCAGAAGG
TCTCCCTCACTGACCCATCCAGAGACAAGACTCTGCACATTCTGGCTGTCATCCAGGGAA
AGTCCACCATGTCCCAGTCCAGGACCCACCACCTGTCTCCAATGTACCTGTCTGCTGCCA
TGCTGCTGGCTGTGCTCAGCTGGCAGTACATCAGTACCGCTGCAGCCCAGGCGCAGGGCA
CAGGAGACGTGTAGGGGGCAGTTTCTTACTCGTCCTTGCAGGAGCCCACAGACTGAAGAG
CAGACGCGTCCTCTGCTGATTACCTCTGATTCATGGAAATGCCCTAATTCCAGGATTCAC
TTTTGCTGTGAAAACCTTTATCTTGTGGTGGTGGGGTGGGGGTGTAAGTAGTCTGGTTAC
ACGTGGCTTTTAGATCATGACGAAAATGAAGAAACAGCCACCAAAAACGTCAGTTTGCTT
AGAGT
>CL5467Contig1
TCGGCACGAGGGTAACCAACGCCTAACCTGTCGGAAGAAAAACGATGCAGACTATAAAAT
GCGTAGTGGTAGGAGACGGTGCAGTAGGAAAGACATGCTTACTGATCTCCTACACCACCA
ACAAGTTCCCCTCAGAATATGTGCCAACAGTTTTTGACAATTATGCAGTGACAGTGATGA
TTGGGGGAGAGCCATACACACTTGGCCTCTTTGACACAGCAGGTCAGGAGGATTATGACA
GGCTGCGTCCTCTCAGTTACCCCCAAACAGACGTCTTCCTTGTATGTTTCTCTGTCGTCT
CCCCGTCATCATTTGAAAATGTCAAAGAGAAGTGGGTCCCTGAGATTTCACATCACTGCC
CAAGCACACCTTTCCTTTTGGTGGGGACCCAAGTAGATCTTCGGGAAGACAGCAACACTA
TTGAGAAGCTGGCAAAAAACAAACAGCGGCCCCTCCACCCGGAGAGTGGTGATAAGTTGG
CCCGTGAGCTCAGGGCTGTCAAATATGTGGAATGCTCTGCTCTCACACAGCGAGGACTTA
AGAATGTCTTTGATGAGGCCATACTGGCAGCTCTGGAACCTCCTGAAACCAAAACGAANA
ANAAGTGTCGTCTTCTATAGAGAAAAGCCNACACTGGGAAATAT
>CL5468Contig1
AAGACTGTATTAAGACTCAGTTTCTTTTTATTTTTTGGATCTGTACAAGAGAAAATGCTG
ACTTTCACAAGTAACAGAAAGATAAAAAATAAAATTGCATCTCTTCTCTTTAGCTTCAGT
AATAGACTTGGGCCCC
>CL5469Contig1
ATTTTTCTTCTTCCAGGGAGCGTGGTGGAGGAAGGAGAAGAAAGACAAAGAGTGAGCCCA
TGCGAGCAGCGTTTGGACTGAGCGCAGCTGTTTCGTTCAGAGAAGGGCCCACCATGTGAG
AAGATGTCTGTTGGAGGTTGTGCTTGTCCCGGCTGCTCGTCAAAGTCATTCAAGCTGTAC
TCTCCCAAGGAGCCACCCAACGGCGGCAACTTTCCCCCCTTCCACCCAGGCGCTATGCTG
GACAGAGATGTGGGGCCAACACCCATGTACCCGCCCTCATACATGGAGCCTGGAATGGGG
AGACCCACGCCGTACGGGAACCAGACAGATTACCGGATATACGAGCTGAATAAACGACTA
CAGAACTGGACAGAGGACTGCGACAATCTCTGGTGGGACGCGTTCACCACCGAGTTCTTT
GAAGACGATGCCATGCTCACCATCACCTTCTGTTTAGAAGACGGTCCAAAACGATACACA
ATCGGCAGGACGTTGATTCCTCGATACTTCAGGAGTATTTTTGAGGGAGGCGCCACCGAG
CTCTTCTATGTTTTGAAGCATCCTAAAGAGTCCTTCCATAGTAACTTTGTGTCCCTGGAC
TGTGACCAGTGCACCATGGTGACCCAGAACGGCAAACCCATGTTAACACAGGTGTGTGTT
CGAAGGCCGCTTGTACTTAGAGTTCATGTTTGATGACATGATGAGGATCAAAACGTGGCA
CTTCAGCATCAGACAACACAGAGAAGTCCTGCCCAGGAGCATTTTGGCGATGCATGATCC
CCAGATGCTCGATCAGCTGTCTAAAAA
>CL5470Contig1
GCAGAGGACACACACGTGCTTCGGCTACACTACTGTTGTCTTTATTTTATAGTTTTCTTT
AGTATCTGTGGGGGGGAAATGAAACCTGACCACTGCTTTCCTGTAACGTGGAATGACTTG
CGTGTGAGTGGAAACTGTTGGTGCGTGTTTCTTTCAATTTTACAGAGGTATCTTGACTTT
TATAGCAACAGGTGCTCATTGACTGGTCTCTGGTTTAGTTCTTCTATGCTTTATTTTGTG
TCTTCAGTTTTGTTGTACATGTGACAAAGTAGGAAAGCCCTTGAATGGAGGATTTTATTT
GCAGCAGCTTTTAATTTTTCTCCAGATCTTCAGAGTAACTCCTCTGAGTTCCTCTGACTA
ACAGGAGATGAAGACCCCGGTGACCAAATGCTACACTGGCTTGTTACAACCTGAAAGTGA
AGGAAAAAAAAAATCTCTCAAATTGATTTATTTTGTGAATTGCCACACTTCACCTTTGTA
TTTGAATATTTCTGCGGATCACTACACAGAACACTGCATTCTAGTGTATGTCTATGTGGG



AGAAAAAGGCTGTATAAAATCTGGTGTTTTTGACTAATTTCAGCTGTTGCCTGTAGATCA
TAATATCATTTAAAAAGAACAATTAAAAGTCCTGATGAATTAAAAAAAAAA
>CL5471Contig1
CAGGCTGTCAAGGCTGTCAGCAACAAGGAGCAGCACAGTATTTCATACACTCTCTCGCGA
GTGCAGACGGTGGTGGTGGAGTACACACATGACAGCAACACCGACATGTTCCAGATCGGT
CGTTCCACAGAGAGTCCTATTGACTTCGTGGTGATTGATACATTGCCTGGAGGGCAGATC
CTCACTGACAACCAAACCACTCAGAGCACCATCTCCCGCTTCGCCTGCCGCATCATCTGC
CAGAGAAACCCTCCCTTCTCTGCTCGGATCTACGCTGCAGGCTTCGACTCCTCCAAAAAC
ATCTTCCTCGGGGAGAAGGCAGCCAAGTGGAGGATGCGGGACGGTCAGATGGATGGACTG
ACCACCAACGGTGTGCTGGTGATGCATCCTCACAACGGCTTCAGTCAGGACTCCAAACCC
GGTTTGTGGAGGGAAATCTCTGTGTGCGGCAATGTCTTTGCGCTCCGGGAGACCAGATCA
TCACAGCACAGAGAGAAGATGGTGGAGTCAGAGTCCAATGAGCTGGTGGACGGCTCACTA
ATCGACCTCTGTGGAGCCACCCTGCTATGGCGCACGGCGGAGGGACTTGCCCTCACCCCC
ACCATCAAACACCTGGAGGCGCTGCGGCAGGAACTCAACGCCGGGCGTCCGCAGTGCCCC
GTGGGTTTCAACACTCTGGCCTTCCCCAGTCTACGACACAAGGCCGTGGTGGTGGAGAAG
CAGCCCTGGGTGTATCTGCGCTGTGGCCACGTGCACGGGTACCACGGCTGGGCGGGGCGC
CGCAGCCCTGCGGATGAGGCGGAGCATCAGGATTGGGAGTGTCCCATGTGTCGGGCGAGG
GGGCCCTACGTGCCGTTGTGGCTCGGCTGCGAGCCGGGCTTCTACGTGGACGCGGAGCCC
CCCACCCACGCCTTCGTCCCGTGTGGACATGTCTGCTCTGAAAAGACAGCGGCGTACTGG
AGTCAGATCCCGCTGCCGCACGGCACGCAGGCCTGCCCATTCTGTATCCAGCCGCTGAGC
GCCGACACGCCCTGCATCAGACTCATCTTCCAAAGCCCGCTGGACTA
>CL5472Contig1
GTTGGCCTGGTTAACTCAGAGACTGGAAGTTGGAGTCTTTTGACCCCAAATGACGCCTCC
AAAACTTGAAAAAAAAGATGTTGCATTTCATTTGGTTTATTTTTAACAAAAAGCTTTACA
TTATAGACTAGCAGAAATGGCAAGAAGTCACTACTTTTTTCCAGCAGCTCTAACCGTCCT
TGGTTCTCCCTTCGTCCATCCTGCTGGCTGCATGTTTGGTTTGCAACTTTGGACGTACCA
TTAAACCAGTGAGCGAAGTTTTAGTCGCTTGAAGGCCTGCAATCTTATCCAGTTGTGTTA
CTATCAGGTGATATCGCTTTTATGCTTGTTTAGATGCGTGTCATTATAATCTGCACTTCA
TCTTAATTGAAATGACGCCCCTCCCCCTGCAGAAGATGCCACATTTTCCCTTGTGGTGTT
TTCTACCCTGTTCCTAATGTCTGATTGACTGTTTTACTGCTGAGAACAACACACTGCCCT
CCTTGCACAGGCGGTCCGAGGACAAAAAAAAAGTAGGTGACGAGGATGCAGTGCATGTCA
TAATAACTCTGTAAATCTGGAAATGTCTCGCATGTTTGACGGGCGGTTCTCAGGAGAGGT
GCCACCTCACCCAGGGAGGGAGGTGGCGGATCAGACAGCCGGTGCTATGATGCTACAATT
TAAATTCACTGTGTAATACAAAGTGTGAGGGATTTAAGAGAACCGCAAACCTTTTTTTTT
TTAAATGTTTGACTCAAGTGGTTTCAAAAGGACAGAAGCTGCTCTGGTGCTGATTTCATG
AGAACAGTTTTTATCTACAACGCTACACATTGACACCCCCATTTAAAGAGTGAGAGCCCC
TTCCCCACCGCAGCACATTCTCATTACGAGGATCAGTCCATATTGTGCTTGGAGGTCGAT
ACACCCAAGATGAAAGAAGATAATTAAAAATGACGTCAAGCCTGCTTGACGTTGGGTACA
GCAGATGTACCAGAGGCTGTTATGTTTTGAGTATCTTGTTCCTGTTCGCAGAACGCCGAG
ATGTTTGACTCGGATTTGTGTACTGCCTTTTACTCCCCACTCTAGTCACGCACTTCCTCT
CCTCACTCCTTCTCTGTCTTTTGAACTGTATATTTGGTCGCTCTTGTTTCGAGAAACCCA
CTCTGTGTGACCCACTGTTGAAAATCTGGAAGAGAAATTGGGCCCAAACCAGAAGAAGCA
AATGAACTTACATACGTGGCAGCTACATTCCTCTTTCAGTTGTAGGATT
>CL5473Contig1
TGCGTCTTTTTGAGTAAATAATCCGCATTTTCACTGGTGTTAAATGAAAACNTCGATTCC
ACAGCAAAGAAACTCAGTTTCACTGAACCTTTTCCAGAGCTTTATTTCTGGATCTGTACA
CAAGGTATTCAAGTACAACATAAAATACAAAATAATGTTTAACAAAAGGAAGAAAAAGAA
CAGCAATGTTTATGTACAATTTCTATAAACAATAAAGATAGCTTCTTGAACATTTCTCAT
AGTGAAGTTTTTGATTGTCTATATTTCTGGATATACATTTTTTAAAATTTGCAGGTTTTT
ATTCACAAAGGTATTTCTTTTTTCCAAAGGATTTGAGTTTTTTTTCCCTCTATTTTTTTT
TTAAAACCACAACTGCTTTATTTCTCTTTTTTTAAACTTCAAAACACAATACAAAATATA
AAATAAATTTGTTTAGNGCTCTCCTGCACACAAGTCTCAAANAANATCANATTTTCNAGT
TCACAGGGNGGNGAAAATGTACTTTTACTACTTAANGGCCTTTACATTCTGACAGTTTTC
TTCATCTTTGTACAAACCACAGGTGAAATAAATATCACTGCACCGCTAAAGCTAGAAGAC
CTTGAAGGACCTACTGCATTATGCACGTTGCATTAAAAGAGAAACTAGCTTTCCACAGAC
TTGGAGCAGCAGCCACCCCTTTACCATCAAGACAGATATAGACCACGACATGTGACGTTT
TTTTCCCCCAATGAAAGAAAGATGCGTCTTTTACACATGGCTGCAAGTCTCAAATGCAAA
AAAAAACTAAATTGCAACATTGAGTTAATATCAATACGTCTTTAGGTAAAGCCGTTTTCA
GTGGTACACTTCAGGGACAAGCACAGCTGGCATGCGTCTTTTCAGCCGTGTCCTGGTGTT
TGGGTAGTATGTTTTTGTTTGTTTTTTTCAAAAAAGAGAAAAAATAAGTTTGAACAACAA
GCCAAAGAAGTAGAATGCAAAACCCCAAAAGTCTGTACATATATACAAATTATTGCCTTT
CTGACAAGGTATCAAATAAAGACTCATGTATCAACACAGATTCACAAGTGTAAGAGGTCA
GTTAATAGACTATTTAAAGGCTATTTGCTATATATTTACATGAAATACAAAGGTGGATAT
TCCTTTTCTGATGCTGGGCTTGGAAACCAAATTACTCAACCAAACCGATGACTTTCAAAA



TGACCAATGGTTGGTGAGAAACATCTGCAAATGATAAAATACTACATTTCTGGACTTGAC
AAACACGATGTGCCCCTTGAAACAAACTAAATAGTCATAGCACAATGCATAGATAAATTA
AGTAAACACTACAGCATCAGATGAACCGATGCTGACCGCCTAAACATTTTTAACATTTCA
CAATTATGGACTTCAGTCAAGCAAATCCGCTCCAATTCTGCTACTTTACTCCCACAAAGT
TGTCAACCAGATTTTTAAAAAGGCATCTCTAGTCAGGACAGGGTAGGCAGAGGTTCAGTA
CAAAATGACAGAAGCTTTTAACGTAATACTGCTAGCAGGTTTACCCGAGCTGGCTAATAA
GTCAGAAAAAAAAACAACAAATGGCGCTACTTTAATTTTACCACTTCTACAAAAAAAAAC
AAAAAAAACAACAACACAATTGTACCTGACTACAAGCAGCATAATTCATAGCTTGGAACT
CAATGAAATCTCATTAGGGTAAAGGAATAAGCAAGAAATACAAACTTTACTGTGTCAGTG
TTTCAATGGCTATCCCC
>CL5474Contig1
GTTTATTAGCATAAAAGATGTAAGAGTTGATTAAAGGAGTAAAAGAAGAAGACAAATAAG
ACAAGGTGGGATTTTATTGCAGACGAAGGAAAACATTTCAGTGGGAAAAAAAAAAATCAA
CTCTGCAAAGACCTCTGTTGCAGTGTCACAAACAGGAAATGACATGGGGGGGGGGGGGAA
A
>CL5475Contig1
CAATAATAAAAAGACACTAAATAAAACGAGCATAACCAAAAAATGCTTTAGATTCCGGTC
ACTGTTTCACAACNTTCCAGCAAACTCGCCTCGAGTTTTGTGAAAGGGACTTTGGTAAGA
GGAAGTGCCTGTCCCAACAATGCTCAGGCAAATNTACTACACAGAGTAATTTATCACCNA
GAGATGAAGATGAATTACTACTTCAGAACATTACCCACAAACTTCTTATGCCTAAAGTAA
ATAATTGTATAAGTAAAATGCCTGTAGTCAAGTGTGTCTTCCAGTTATTGACATTAACCC
TTGTGCTATTTTAGATGACCCCACCCTTACTTTGACGTGTTCTCCCTACCATGACAAAGG
TGGAAAGATTTCATGTCATCCATGGACACCAGTGAAGATCACAAATCATTGAAGAAAAAA
GGTTCAGCGCACTGTCTAGTGGGTCTAGATGACCCAACTCCCAATGTTAAAGTGCCTAGG
ATAGCACAAGGGTTACTGCAGAACCATTTCAAAATAAAGCTGCGAGTGGCTTGGTGTGGC
CTGAGGCATGTGACAAAAAAAAAA
>CL5476Contig1
CTGATGGTTCACACCAAATTCCCTTAAAATAATTTCCTGTCTGCTTGGAAAAAGAATGAA
GTTGCCTCTGTGCTGCTGTGCTTTGCTGGTTCTCGTCCTCACAACCAGCTTCTGTCATGG
AGGCAACATCTTGGTTTTTCCTGCAGAGGGCAGCCATTGGATCAACATGGACATCCTACT
TCAAGCTTTACACTCCAGAGGACACAGCTTGACCGTTCTGCGCTCAAGCAAGAGTTGGTA
CATCAAGGAGCACGCGCCCCATTACAAGAGTTTCACCGTCCCAGTGGAGAGGAGCATGGA
TCAAAAGTTAATTACTGAATTTATAACTGAGTTTATTCACTTTCAGCGTGGGGCTCTCCC
TATAACAAGCTTCCTGCATATGAGCCTAGGTATGATTGGTAAATTAAGAGAAGCTCACGA
ACCTGTGGGTGAATTTGTGACAGCTGCAATGAATGACAAAGCTTTGATGAAAACTTTAAA
TGAGAGCAAGTTTGACGTGATGCTTACTGACCCATGCTGGGGGGGCGGAGTCATTCTGGC
TAAATATTTAAATCTTCCTTTGGTTTTTAATGTTCGCTGGTTAGTACCCGAAGAGGCTCA
TTTTGCCATCGCTCCGTCACCTTTATCCTATGTCCCAATAGTAGGATCAGGAAATACTGA
TAGAATGAACTTCTTTCAAAGAGTTAAAAACATGTTTTTGTACCTTGTAACACAACTGCA
AAGCTACACAGCCGTTAATTATGTTTACCAGCCAATATGTGACAAGTTCCTCGGTCCTGA
TCATGACTTTAATCGTTTGGTTCTTGATGCAAACNTTTGGTTGATGANAACANATTTTGT
GTTTGACTATCCACGCCCCACAATGCCCAATGTTGTGTACATGGGAGGGTTTCAGTGTAA
ACCTGCTAAACCCCTTCCTGAACATTTGGAGGAGTTTGTACAGAGTTCTGGANAACATGG
AGTCATCATCATGTCTCTGGGAACATTTGTCAGTGAACTTCCTGATGACTTGGCAAATGA
NATCGCTGCAGCTTTTGCTAAACTGCCACANAAAGTAATCTGGAGGTACAAAGGCAAAAG
ACCTGCCTCTTTAGGCAACAACACTTTAGTCGTGGACTGGATGCCTCAAAATGACCTTCT
AGGACATCCAAAGATCAAGCTGTTTGTGGCTCATGGAGGAACTAATGGAGTCCAAGAGAC
TTTGTACCACGGAGTCCCAGTTGTGGGTCTGCCTTTGTTTTTTGACCAATATGACAACCT
TCTCCGTCTACAAGCAAGAGATGGAGCTATAGTTCTGTCAATAACCACAGTGGACAAAGA
TGACAGCTTCCTTAAGGCCATACAGGAAGTCCTGACTGAACCCTCCTACAGGATGAACAT
GCAGAGACTCTCCAGGCTGCACAGAGATCAGCCAGTGAAGCCGATGGACAAAGCTCTCTT
CTGGATAGAGTTTGTCATGAGACACAAAGGTGCTGCTCACCTGAAAGCTCAGTCCTCCAA
CATGTCATGGTTCTCCTACCACTCTGCGGATGTGGTTCTGTTCCTGACTGCAGCGGTGCT
GCTCGTGTTTCTGACCTCCTTCGTGTTCATCAGGTGTTTATTCAGAGCTGTTTGTAAATG
TAAAGTGAAACACGAATAGAATTTAGATTTGAACAATAAAAGTAATTAATAATTAGCTCG
TGAGATCAAGTTTTTAGACTTCTTATTACTATAATTTTATTATATTGTATTATTTTACTG
GTAAAGAATGAATGCTTCAATTAAACACATTTTTGAAATGTGGAGCCATTGCTTTTAAGG
CGATTACTGGTTTGTAGAGAAAACCCTACCCAATGGTAAATTAAAAAATT
>CL5477Contig1
AGGTACATGGCGGCGGCGTCCCCATTCAGAGGATCGATGGGGTTGGGGTAGGCGAGCAGC
TGAGGGAGGAACGACTCAAAGATGTTGGTGAGGTCATACAGAGCTGTCCACGTCTGGTTG
ATGACGTCTAAACACACCGTCCCTGACGCTTCATCAATGTTGGGATGAAAGATTTTGTTC
ATGAACCCTATTGACGGTGATTTGAAGGGGTATTTATCTGGCAAGTCCACCCGAACCTTC
CACACGCCCCCTTCATACGGTGTTCCAGGTGGTCCATGAAACTTGACCACAAACTCATTA



AGTCCACTCAAGATGGTAACTTCATGCTTGCTTTCAATGAGTTTCACCACGTCGGTATCC
ATTCGCCTCTTGCCCGGACTTGGAGAAGACATTTTTGTGTACCTCTCTCAGAAGAGATCC
AAAAATACTGCGGCTATGGGGGCTACCTCAACCTTTCAGCCTGAAAACACCAAAAATCCT
TCTAATACCTCAGTCGCCTTCCCTAAAAGTGCAAAAACTGGAGCCTAGCTGCAACATTGC
CTACTTTTTCCTCCGGAGTCTTCCCCTGCCTGACCAGCTCCCCCGGCCATAATGCCCGGG
T
>CL5478Contig1
TTTGATACACCGAGACAANACAGAACCAACCACAGCAGACAGAANTAAATAAGGACATCA
AAAGCCTCTGGTTGATCAGGTACAAAGTTTCTAAAAGTTCACAGAATTTTCTCTTTTGAT
ACATACGACAAAAAAAAAANGNANGCCAACCCCCCCCNNCC
>CL5479Contig1
GTCCTTCACACAGAAGTCAGTGCAGATCCAGAATCAGCCATNGTGGTGCAGCGGGCGGCC
GCTGGACCAAGAATCCCTGGCTGGAGGNGGGTTTGAGCCTCCGGACGTAACAGTGNTGAA
GCGTTAAGACAGACCTCGTTTGTGGNGACTTTACGTTTGAGACACCATTGCATAAACTNT
GGTTACAATTTTGGGAGGAAGGAGCTGGGAGGGCCAGGTGGGGNGAAGCAAGCGCACCCT
CCAACNGGAGATGGGGGGGGTTGGGGAGTGTACATTCCTATGACAGCACTGAGCAGCAAT
GCTTTCAATAAAAAAAAAATCAGAAAATAAGTGGAAGGGGGAAAAACAGGTGCAAGCCCC
GCCCCCAAACCTGCTAACCAGCGAATCAAAGAGCTGAGTCGATCCTTTTCTTTCCAACGC
CACTGGAGGTTCAATTTGTGCCCCGTATGGAGGGAGTTTAGCAAACAACCAAACAAAGGN
TTTATGAATCAGGAGGCTGTGATNCCTCAGCTGCTGCTTCTCTTTATTTCTGACAGGTTG
CAGCTAAATGTGGACGTAAACGAGAAGAAAGCGAGTTTGGTCAGCAGGTCCCTCAGCAAA
GACGAAGAGGTGGAAGCCGTTTTCACATCACCTCGACGGCGGCACGAGGACACAACATTT
AAAGTAACTTTAGCCTAACTTAAGGAAAGCAGAGGATGGTTGCTGAGGGTTCAGACGTCT
GGGTCGTCCTTAACCTTTGACAGTAAAACAGGAGATTCAGGATCTTTAAGAGCAAAGAGT
TTACATGTGGACAAACAAAAGTGGAATTCTAGGCTTTTTTAAGAAGCTACTTTGAATTAT
CTGAGAATAATCTGATTTATTTTTAAATCATAAAAACAGACTCCTGATTTTTGTTGTTTT
TTAAACTCCCCGTGTTTTGGGCGTCGCCCTCCAACGTCAGAAAAATATCATTACCTGTCC
AGCTCACCAACTACAGCCTGATGCGTACCTGTTAACAAAGCCTTTCTGAGTGGCTGAACG
GTTTCCCCCAGTCTTCTGCGATCTGATTGGCTGGTTTAGAAGCAGGTGATCGGCAGGGTT
TGGACCTGTTCAGTGAGACCTGCAGGCAGGGGTCCTGATGGAACGCAGCTCCAGAGTCCG
CTCAGGAAGAAGAAGCAGCAGAGTCTCCGGGTCAGACCGGCTGTGATGCTGCTTGTCCTC
ACGGTCCGGTCCGGTCCGGTGGAGCTGCAGGTTCTGCTGCGGTCCCCCTCAGGGACACAC
ATCCTTTACCCGTCAGCTGTGAGGACGTTAAATTAAAGGGCAGAGACGAAGAGGAACAGG
GACAGTGGTGCCATCCAGGTGTCG
>CL5480Contig1
TTGCCTGAGAGATGTTGATCCCAAGTCCCCCGACTCTCCTGAACCAACAACACCAACTGG
TTATACAAAGATATTCAATGACTCTTTTAAGAGTTTTCCTCAAAACATGACCTGGGATGG
AGCGCAGAAGTACTGTGCAGGGGATGGTGCCAACCTTGCTAGCATAAAGACTGAGTGGGC
GCAGGCATACGTCGAGCTGCAGGTTGCAAAACTCAAAAGACCTGTGTGGATTGGACTCAA
CAAAGACCGGACCAGCAGCTATTTTAGATTTATTGCTGGCTCGCGGCTGAAATTTGTTAA
CTGGAATGAAAATGAACCACGCAGTGACCAGTCCTGTGTGTACGTGGATGTAGGAGGCAA
ATGGAAGACCAGCAGCTGCAACCAGACCTATCACTTTGTTTGCATGAAGTCTTCAGATGT
TCTACCAGTGCAGCCCAGTAATTTCCCAGGAGTTTGTCCTGACGACCCAAATCCATCTTC
TCAGCATTATTGGATACCATTTAGGGGTCACTGCTACACATTTTTCACCAAGCTGGAAAA
CTGGCCGGAAGCCTCAACCGACTGCAGCAAACATGGTGGGATGATTGTCAGCATTGAGGA
TCCCTCTGAGCAGGATTTTATTGAAACTGAACTGCAGAATTATAAAGACCAACATAATTC
GTTTTGGTTGGGTCTGTATAAAACACACAAAGGGACGTGGAAGTGGTTGGACAGAACAGT
CATGGACTACACAAACTGGGATTCTCATCAACCGGGGATGGCCACCTACGCTGAGATAGC
GACTTCAGATGGGATGTGGAAAACGGGGCGCCCATGGAACAAGAGACCATACATCTGCAA
AACAGCCAAAATTTTACCACCAAAGTCATTACCTTNCAACTGATGACACCGTACCTCAGC
CTCACCAAGCACGTGATCACATTGCTCTGACAGTGGTTGTCATCTGTGCAGCAGCTGCAG
TGGGGGCTGTCATTGTCATATACGTCTTTAGGAAATCTAGACATCATCTAGCTGTCCCCC
CATCTATGCCAAACATCATCAACCCACTTTTCTTCAGCGGTAAACAGTTGGAGACTGATG
CGGACGTCGATCAGCTGGTGGAGAACGCAAAAGAAAATCCTCAAGTTGTGAAAGTAAAAT
GATCTGTTCCTTTCCATTCTGAGATTTTCCCTGCAATGGTTTGGAGTTTGGGGGAGAAAA
ACCT
>CL5481Contig1
AGGGGAGAACCTCATCAAGCGGCCGACAGTGGTGGACCAGGTAGACTGGGTGGATAACAT
GTGGCCTCCTGATCTGAAGCAAAGCCAAACCGAAGCCACCAACATCATCTCAGAGATGAA
ATACCCTAAAGTACAAAGGCACGACCTTTTTCTGTTTCTGTCTGTGTCCGATGACCGAAA
AAAGAAGATATTTTGGGAAGTTGTGGATCATTTTTGGTCTCCTTGACGCTGAATCCTACT
CCTGCCATCTGCATATCTCACATTTTATTCCAACGCTTTGGAGCATCGTAACATGTACTT
TCACCTCCTGTTCGTCTACTGAGTTGTTGCTAGGCAGCCACTTGTATCTAGTGTAGAAGC
TGTGGTCTCACTACGCCTCCTAATAAATCACCTGAAGTGATACCGAAATGAATTGAGGCT



AATAATGTGTTTCCTTTTGGCCCACTATGACTATAGTCTTAGTTATTAATGATGGGTAAA
GCAGTTAGATGGTTACTGATGAAGCAAATTCCTTTAGGATGCTTACTTTAGATGCTTTTT
CCAGTTTCAGTTCAGTTTCTCTGCATGTTCAAAACAAAGTAATTCANTAAAGACGTTTCA
TTAATGAGGAAAAAAAAAAAAAAAAAAAAANCCC
>CL5482Contig1
ATTTTATTTTAATCACATGGTTCCAATACACTACAAAAGATAATAGGCTAATTAAAGTTT
TTTTATGATTCAAGTTTGAAAAGAAAGAGCCACAAATGCCAAACTTTCTTCATGTGAAAA
TAAGCTAAAATCTATTGCATTTATAAGTAAAAGTGTACATATTCATTTAACCCATGACAC
TACAATAAAATACTTATAAAAGTAATAGATTTGAAGGAGTGGGCTGGTAAATATAACAGA
GTTGTAGCTGCAGGACGCTGTACTCCCTCCTCCACAGCAGGGGGCAGACTTTCCCCACTC
CATAAGATACACAAAAATGGAGAAATAAACTCTGAATTGTCCTATTTGTCAGAAATCAGA
GTTTTGAAATAGTGGATTTGAACAATTTGTCGTTTTGAGCCTGACAGCAACACAAACCAG
GAAATATCCTCACACTTTTCCTCCAAGGATTTAGTGGATGCAACCAAATATTCTGCAGAT
CCAAGAGGTGAAACTGGAGCTTCAGCTTTTAGACACGTGCAAACGTTCTGCTTCATAATT
TTCACTTAAAAAACAAACTGTGGAAAAACGACACGACTCATGGCAGACAGGTGACGATGT
TGGCAGAAGGAAGGAAGCCGCTGGAGCCTCTTTCACTCGTGGAGCTTGACAGTGCAGAAA
ATCGTCTCGTGACTGCCATGCTTAAGCCCAATGACAGCGGCAGGTGCTCAGGGAAAGAAA
GGTGCCAGGCACTGAGCAGCTCAGCATGCAGGGCGGACCGCGGCAGCGGGGACAGCGGCG
GCGGCAGCGGAGGAGGCAGTGACGGAGGCCGCGGCAGCCCAATCAGTACACAGGCACATT
AAAGTATTCATGACGGGGCCTTCGAGGCCTAACTCTGGAAAAGACCAGAGGACTCTGAGG
CCATACTTGGGACCATCACACCTGCAAACAGACGCGTCTGATAGTCTATGTTCTCCTGTA
ACAGGTCCGCCTGCTCGATGGCTTTCAGCACATTCTTTT
>CL5483Contig1
ACAGTCACATGCGACAGGGATCACTGGATTTTAGATATGAAAACTACCAGAACGGTTGTT
ACCTGTAATGAGGTTGGAAAATGGGATATCAGACCAGTATGTCAAGAAGTTACATGTAGC
GATCGACAGGACGGGTATTTGCACTCCTTTCACACTTCACAGGGGCGAAGAAAACTAGGC
GACCATGCAACCTATGCCTGTGTTCAAGGCTACAAAAAACCCATTGGTATCACACAGGCA
ACATGTACCAGAGAGGGATGGATGCCTGAAGAACTTTGTGAAGCGGGTGAAGTGGTATGT
TCAGCTCCACCAGCCGTTGAAGATGCAGATGTCATTAGAAGTAAAACAGAGTACCAGAAT
GGCGAAAGTATTCAATATTTTTGTCCACGGTTCTATGTAATGGAAGGGGGGCCATTTAAA
ACGTGCAGGAACGGTAGATGGACTGGACATCTCAGATGCATCAGACCATGCTCTGTTTCT
CCAGAAGAAATGAACCAGCATAATATATTATTTGCAAGAGATGTGCAGAAGACCTTTATA
GAGCATGGTGGTTATGTTACCTTCAAATGTAAAGGAGGAAAACTACCTGACGGCCTCTTG
GAAATGCATCAACAGTGTGTTGAGGGTGTGATAGACTTGCCCACCTGTGCGTGAACATTT
CCATGGAGCTTTTTGAGATTTACCTTGTGTTACTTATGTAATTGAAAGTAAAAAAAAGTA
ATATAAGTAACTTCAGAATAACAGTTTCAGGAAATACTACACACTTTGAATTACCTTAAC
TCTTTGAATGTTTACACAATTAGCATAATTCGAACAGATATTGAAAAACAGAAAAGCAGC
TTTGTACTAATACACAACCACTGAACTGTAAACTGTTGACCTGTAAAATCAAGAAAATAA
AAG
>CL5484Contig1
AACTTTATTATTTAATATGTGTGTGCATTTGTTTTGCAACTTTCAGCAACAGACATAAGA
AAATTCAAGAACAATGAAACATTTACTTTCATTTAAAGATGGAAAAGCTAATTAAGCTAT
TTAAACGTTAGCATGCTAGGCTAATGATTAGCTAGCAATACCTGAATATTTTACTAAAGC
TGGAACAAAAAACCCAACACTAGAACCCGTTAGGTTAGCTTTAGAGGAACGCTCTGAGCA
TGTGCGCACCAGGTCACATGACCACGTCTCTCCACCAAATGACAGTTATTTTAAAGTTTA
TTTATGGTCCTTTAACAAACATCTCTCGATTTCAGAATACAGCTAACCTTTTCTTTATGA
AACTAAAGAAAAGGTTTTTATTGATTTATTCTGTACATACATTGAAACGCAAACATTTTT
AGATGACAACGGTGATGTCACTTCCTGTTCTGTGAACAGAAGGTTCATCACGTCCATCAT
TGGTTCAGACATGTTGCTGAAAGTTCACGTTTGTTTGTTGTTTACATGACGACGTCAGGA
TTTTAAGAGAAAGTTCATTTCATTCCAACCAGAAAACGTTTTTT
>CL5485Contig1
CGGCACGAGGTTGGAGCCTTGTAAAAGCAGTGAGGCCTTAAAAAGGAAGAATTTTATTTA
ATATAAAGACGTATTTTTTTCCTCCACCTTTGCTCGATAGCCAATACTAAAAATTTAAAA
ACGTCTTAGTGTCCCTCCTTTACGAAGGGTCGAGTAGGGGGGCGACAGGATCTTTAGCTT
GCTGCTCCGGTAGAGAGAAAGTTCTGGTTACTGCTTTCGTGTGTGTGTTTGATTGTCTGG
CGTTGCGTCAACATTAAGTTACTGTAAATTTGTACTGGTCGAGGCATTGTCACGTTATGG
CGGACTACCTCATCAGCGGGCAAACGGGTTACGTCCCTGACGATGGGTTGAGCGGACAGC
AGCTCTTCAACGGAGGAGACGGACTCACCTACAATGACTTCCTGATCCTGCCAGGGTACA
TAGACTTCACGGCTGACCAAGTGGACCTGACATCGGCACTTACCAAAAAAATCACCATGA
AGACGCCGTTCGTGTCCTCGCCCATGGACACGGTCACGGAGGCTAACATGGCCATCGCCA
TGGCGCTAACAGGAGGCATTGGCTTCATCCATCACAACTGTACTCCAGAGTTCCAGGCTA
ACGAAGTCCATAAAGTCAAGCGATACGAGCAGGGCTTCATCACAGACCCCGTGGTGATGA
GCCCCAACGAGCGAGTCCGGGATGTCTTCCAGGCCAAAGCGCGCTACGGCTTTTGTGGAA
TACCCATCACAGAGAACGGCAAGATGGGCGGCAAGCTCGTGGGCATCATCTCTTCAAGAG



ACATTGATTTTCTAAAGGAGGATGAGCACAGTCTGCTGCTGAATGAGGTGATGACAAAGA
AGGAGGATTTAGTCG
>CL5486Contig1
AAATAATTAAACACAACGATTTTATTTATGATTGCATAGAAATTTGAGCTAATTTTTTAT
CCATTTTGCAGCTTTTTTTCTTTAACATGTTTGCATGTATTTCAGACATGACGTGACATT
ATTTGCTAAAGCAGACATGGTTCACTGTAAAGCTGTCTCTACAGTGTATCCTTGTGGTCC
TCAGATGACCTACAATTTTCTGCAGGTGGCTGATGTGGCATCACAGGTGTATCCATACTG
ACAGCAGTGCCGACCATCTGCACAACATTTCCCCAGCGGGTAGGGGCAGCAGGTCCACTG
GCCTTCAGCTCCCTTGCAGCAAGAAGTTCCAGCAGGACAGAAGAACTTGTCATCACAGCG
GATGACTCCATGTTCAGACGGGGCATCGCTAGCTTCTGTTAAAGCTGTCAGGGATTTCTC
CAACTGGATGCTGTTCTCCTCTGGGTGTGAAATGAGGGCAGCTGGGACTGAGGTCAGAGC
TTGTTTGTAGTAAAATGGATATTTGAAGCCATCCCTTATACAGTGAGTGTACGTTAAGTC
ACAGTCATAGCCATACGGGCAACAATGGAATCCATCCAGACAACACCTTCCAGGATAATA
GGGGCAACAGAACCAGGCGCCCTTGGGATGTCTGCAGCAGGTTGTTCGATCAGGACACAT
GTAAAAGCTGTCACATTGCACACCTGTACTCTTCTGTGCCAGGCCGTTGTCGTTTTTGAG
CTCCTCAACAAGGTTTGTAGACAAATCAAGAGCGGGTGGTTCCTCTGCAGCCTCCTTCGT
CAGCATGGGGAGGCTCACCCACGGCTGGTCTGTTTTCTCACACATCATCGTGGCTAGGTT
GCAGCGATACCCCGAGGGGCAGCAGTGGGCCTTGTCAGAGCAGCACACAGCCTCTGGAAG
TGGGCAGCAGCTGAATCCATGCCCAGTGAGGCAGCAGGTGGATAAATCAGGGCACAGCTT
TCCATCAGGACATTCGATGGAACAAAAGGCAAACCCACACACCGACAGTCCCACGCAGAG
CCACAAGGAGATTCGCAACATCTTCATGAAGTGTAGTGAGTCTGTGTCTTCCTGTCACAT
GCCTCACACTTCCTCCCCCGGCCATAATGNCCGGGTT
>CL5487Contig1
TTTTTTTTTTGCATTTCTCTTTTAATCGGTCACAATTCAGAGCTACAGGAGAACACTGAA
GGAGGACGAATGTGGGACCGTAGGGGAGGGGGAGGCCTGACGGCCTGGACTCCGGGTTCA
AGCCATCGCCGGACAACTGCAGGGGCTGTTTCCGGCGGCAGCTGCACAAACAGAACCGGG
CTGTGGAGGGCGGCGGTGACCCATCAATGGGTGACTGAAGATGATCAGGAGTTCTTCTTA
TGTCGTCCGGACTTGAGCGAAGCGCATTTTGGGCCTGGGCGTCTTCTCAGCGCTCTGCCT
GGCTTGGGACGAGTTCT
>CL5488Contig1
AATAATATGGTTTATTGATGTNCAGATCCGACCGCTTGGTCTCCATTTTAGGTCACAGGG
AAACAGAAATAGTCCCTTTTTTACACCAAATACATGCTCACATGCATGGATGCGTCCGAC
CTATAGGCAGATTGAAAATGGCAGAGCATTTTTAAGAAGGACCGTCTGCCTTTTGAAGGT
CGTTTGTTCCTCTTTCATGGAGGGAACTCCTCTGAGACCAAACTAGCACAGCACGCTGGA
ATCATTTCACACGCTGTAAGACACAAAGTTCAGTCCAAAACATGCCTGAGTCACGTTTTC
TACCCAACACGGCTCATGGAGCAGATAGAAGCCCGGGACGCTGACGAAACATGGCCACCT
TTTCCCTCAAAACGACACCTGAGACAGACCCAGACGGAGCTTATCCTTGGTGGCCCAGCT
GATGCTGTAGTGCTGAAGAAGCTGCTGCAGCAGCTCCCCCTCATCCAGGAACTCCAACCG
CTCGATTCTTCCCACATCCTCCTGAGGCAGCATGCTGTAGACCGTTATCATATCTAAAGC
GCTGGCGTGCTCCCAGCCACTTCTCAGAAAACGCTCCTTCTGGAGGTCCAGGGACTGACA
GGTCTCCACGCCGGCCAGCATGCACTGGCGGCGCTGCAGGTTCTCGATCATCACCTGCCC
AAATCGATCACACATGTTCGCCTGCTCGTAGTTTATGAACATGGCGCTATGAAAGGTTTC
TGCGACCCTCGTGCCGA
>CL5489Contig1
CTGAAGACCAACCACGGCATCCTGCTGAAGTCTCTCAATCAGTCAGATGCCGGTCTCTAC
CACTGCCTCGCCACTGAAAACAACTTCAAACACACGCTGGCTCGTGTGGCTTTGCGCATC
CTCGACCGAGACATTGTCCTAGCACTCACCGCTCAAGATGAGGATGAGGAGCTGAAAACT
CGCCAGGCGCCAGCCTACCCACGCCTGCCGGACTCTCCCACTCCATTTTCCCCGGAGATT
AGACTAATCAACCAGTACTGCCAGACCTACTGGGAACCGGACAACACCAAACAACAGCAA
CAGCGCAAACGCACCAGCCGCAGGCACACAGAGAGCCAAGACCAGGGGCTCGGTTAGAAC
CTTGAACACCACCTGACTCGGGCCTGAATGGACTTTATTATGCTGAACTTTTCATTTTAA
ACATGTTGAGGTGTGACTTCCACTTATCACGTTACTGATGACATGTCTCTTTTTCGGTAA
AGTGTTGATGGCTTTACAGGTGTCAGCCCTGAAACATGCATTTAAAATAAAGTTTACACA
ACTGATGACCACAAGCTAAACATTATGCGTCTGTGAATGCCAAAAAGCAACTTTATTATC
ATGTAAAGTCACTGTGGTTAAAAAAAAAAATACTAAGATAAATGAATAGTCAAACATGGA
GGCTGCTCAGTGAAATAAAACACACTTTTCATAAAAGTTTGGAAAGAATCTGACAAAAAC
GCATAAGTATTGTGTACATTGTTGCATTAAAACATCCAAAAAACAGGTTTGCTTTCTTTC
AAGAATCCTAAAAATGTAATATATTGATTGTGGATATAATATATGTGTTCATGACCTGTT
CTACCATTGTATTGTATGAAGCGTATACTGACATAAATGCATATTTTGCATGCATATTGC
TGTTTTTGCAAGTTGTACAATTGACTGTTGTTCCGTTTTCAGACTTGCCATGTTGCGATC
TTTGTGAGGTGTAATGTATTCTGTTAAGCTAATTCCATTGGATGTAGATGTATAATGTTC
GCCTCAGTGTCCTGTGCTTTTGTGAGCTATAGTGTGTGAATATTGAAGATGTGTGTAGCA
TACAGTGTTCTTCCAGTTATGCACTTTGTTGGTGGTGGCATTTGAGGGAAACAGGGATCT
TTGCACAAAAAAATCTCT



>CL5490Contig1
AGGAAAAGATACAAAGACTTAAAAGTTAAAATAAAAAAAGAGATTACTTACAGGATTAAA
TCAGTTTAATAGAATAAAAAACAAAAAGGAAAAATGGTGGAAAAAATTGTAAAGAATGAT
CTTTCTGATCCTTTTTTTCATTTGATCTTTGACAATGTGGTTCCAACAGAGAACAACAAA
GTCATGATGAAGAGGAAGATGAAGGTCAGAGCTGTGTTTGCCATGTGATCTTCCTCTGCT
TCCATCTCCTCTTTGCAGGAGCAAACAGTTTCATTCAGAAACTCTGGTGGGACTCCAGAA
GATTCTTCCTTGTAGGTGGCATTAGCCTTTTCCAACACGTCAGTATTGTTCACACCTTTC
CCCTTGAACACACATGTAAATGTTGCTCCAGAAGTCAGCTCAGTGGGGTTTACTGTGAGC
AAACTTGCTGCAGAATACAGCTTAGCTCCATTTGTGTCATTTCTTCCCTCTGAGAAAACA
CTGGTCTCATCAAGGATGCTGGCTTTTTCGCTGCCAACTTTCTGCCAAATGATCTCATGG
GTCCTAGGAGAAAAATCTTTGGCAAAGCAGTAGAAAGAAGCCTGTTGCTTTTCCTCATCA
AGGAAAAAACTTGTTGTGAGATTGGGCGACCTAAACAGCACATATGGCTTAGTAATAGGA
GACGTTGTTCTCTCTCCTACATGATTGGCAACACACTTCACAAGTCTTTTTAGCGTCCCA
GTCCTGTCGGCTGACTTGAACCTGACTGATTCCCCAATATTTGTCATTTTTCAGTATTGA
AGGGTACTGGGTGGTGTTTTCCAAATTGAAACCGCCCTGAGTCCACGAGAAAGTCAATGA
AGAGGGGGTGAAACCGGTGGCAAGGCAGCCAAGAGTGACCATGTCTCTACTTTGAGGGCC
GCATGGCATCAGACCAATCACGGCCGTTGGAGCCTGAGCAGGAGTGGCTCATCCGCACCA
AGGCAACATGGTGGCCGCTACATCCGCCGCCCCCGGCCATAAGGCCCGGGTTAACGGCGC
GCTGAGGCC
>CL5491Contig1
CACAAGTGTAGTTCCAACAAGCCTCAGAAATCAGTGCGGTTTGTCACAGAAGAAGACTCC
CCGCCCCCAAGACGTCGTACGTCCTCATGGTCGTCCGGAACCCAGATTGGCCGTCCTGGG
CCACGTCCTTTAGAAGTGTGGGCCCCGTCTCTCACCTTGGGGAGAGACGGACCGGGGATC
ATTCTCAAGGAAGGAAGAAGTCCTGTTTTCAGAAGAGGCCTGGAAACAGCCATTTCAGAT
GTGAAAAACACAAAACCACTACATTCACAGCCACCACTGTCCGCCCTGTCATTTCAGTAC
AGTCCCAGCAGACACAGGATGACCGCGACACATTTAGCCCAAACAGACTCTGAAATCAGC
CTGCTTCAAGGAGAGATGGTCCTCGTACACAGGCCTCAAGCTGATGGCCGGGTGCTTCTT
ACTCAAGAGAGCACTGGGCAGACAGGTGTATTCCACAGCGGTGTTCTTCAGTGCCTTGAG
AGGCTCAGCTGACTGTGTATTTCTTTTGTAATAATGTACATTTGCACAATTCTTTGCATT
CAAACTGCCAAACAACTTGATAGAACTGAACAATTGGATGTTTAAGGCCCAAAGATAAAT
GAAAGGTCATAGTTTTGGTCCTGACTGCCAATGCGAATGTGTGTAAATTCACTGGCAATG
TTTTAATGTCCCTCAGTATGTGTGACCCCTTCTGTCAAATGTTGTTGTGACATATTCTGT
TCTAAGATAAGTGTTTCTTGTTCCAAAACTGTTACACCATGTGTTGAGTGCCTTTGTCAA
AACCTACAAAGGAAACTATTTGTATTAAATATGTCTAGAGGAATCTTGAGGTAAAGTATC
TATACCGCCTACGTGTTCATAAAG
>CL5492Contig1
TCTCATCGGCGCTGGCACAAACCAAAGCCGCAGAGCGGAGGGCATCATTTGGAGAGCGAC
AAAGTTTCCAACAAAACAGCGCCTGATGACACAAAGGACTGCAGCGACAGGGACACGCCG
AGCCCACAACCGTCCGAATCTGGCTCCGATGACGGGCTTTGTGATTGTAACCAGTGTGGG
AAAAGGTTCAAACGCCAAGCCTATCTGAGGAAGCACCTTGCGTCACAGCACGGCTCTCCA
AAACCCGCGCGGGAGGACGACGCGCGCCCCTGCGAGCAGAGCGCCGCGCCGCTCAACCTG
AGCGCCTCTACCTGTCACCTGTGTCCTGTCTGCGGGGAGAAGTTCAGCAGCAGAGGCAGC
CAGGAGCGGCACATCCGCCTGCTGCACTCCTCACACATGTACCCGTGCAAATACTGCCCC
GCTGTCTTCTACAGCTCTCCGGGACTCACCAGACACATCAACAAATGCCACCCGTCCGAG
AACCGACAGGTGATCCTGCTGCAGATGCCGCTGCGCCCCGCCTGCTGATCCGGGACTGTT
CACACATGATTCGTGACCAGCCTTGGTTCTTGTCTCACACATCTCTGTCTTTGTTCCATT
TTCATGATCACAGAGCAAAAATATGGAATTCTAGTTTTTGAGAAACTACTAAAAAAAAAA
AGAAAATTATNTTGACNTTTCCNCAAATCCTCACAACATTAAGTTTGTTGTAAATTGAAC
AAACTTTTTTGATTTATGAAATATCTGTTCTCTATTCTAAAGCTAACANAACTTGTTAAA
GTAAAATGGGAATAATGATGCAGTCTAGCTCTGAACACAAAAATCACCAGTGACTGTTGC
CTTCTCACATGCACTGTGCCTGACACTCCATCACGTGTCGAACCCCNTCCTACCACAGCA
TTGGACTGTTAATGAAGATTTCTTCTCACATCCCTGCACAAGTGCTATTAGCTCCTAGAC
CTAAGAGAGGGAATAACCTGTAGCCCATGAAGCCCAGAGGTCACAGGCCTGGACAGACCT
TATCTTCTCACTGGGATTAGCTTTAACATAGCTTGTGGATCTGTGGATCAGTAGCTGTCG
CCTAAAAACAACCCGAGTGAAACTAGTGTAGCCAGTAATGCCTTTGGATTAGAAACTCCT
GCTGTAAAACTGCCTTAAAGTCAACTCATCTGATTGTTTTTGATCACCTCTTTATTGTTG
GCTGAGCATAAATTATAATTTTCCACAAAGCCTTCTGTGTTAATAGCCTGTGTACTACGT
AATCTCTTTTCTTCTTTATTTATTTAATTTATTTGTGTAAGTTATTATTGTGAGGTCAAA
CCTGTATTTTGTTGTTGTGTTTTTTTTAACATGATGTAGCCAAATCATTGTGATTTCTTT
TTATTTATATAATGAAGGTGTGAGAACAGTGTGACCGTTCTACAATCAATGAACTGAATG
CAATCATGTTTGTACTTGATCACTTTTTTATTTATTTTTTGCTTCTTTTTTGTTTTTNTG
CGTTTCCTTGTTAGCTCTGCTTNGGATGTTTCTGCTGCGTTCTGCTAAAGTCCAAAAAAA
A
>CL5493Contig1



TTTTTTTTTTTTTTTTTTTTTTTTNNNTTGAGAGAGCATGAAACTTTAATGAAATAAAAT
AAAGACTTTATATTTATTTGTCACTCACAGACATGACCATATTTATGAAGCATGTTCCAA
CCACTAAGCACAGGGTTCCTGACCTACATTTAACTCAGCACAAACTATTCTGGCACTGCT
GAAACTTGAGAGAGCAGGGTTGTGTTGCAGAGGGTGAGACAGGAATGGAGGCATAACATG
CTTTCTGTCACAACACTCCATTGGCAGGACGAGGAAAGGCAAAGAAGCTTGGTCATGGTA
GACATCAGATATTCAACTGGATCAGTAGTGATAGACGAACCCGTCACGTCGATGAGCTCT
TAGTTCTCCTGCGTTTCATTTGGCTGTTGTGGAATTTTTCTGCGATCTTCCTCTCGTGGC
CGGCGGGGCAATGGCGGTTGGTGTTCAGCTCGACTTCCTTCTTGGATCGCCCTTTGCCTC
CAGCGTGGCACGAATAATCGATCAGATTGTAGTAATCATACTGGTCGTAATAGGCCTCCT
CGAAAGTAGCCAATCGTTCCATGTCTGTCGCCATTTGGAGACGGAGGAGCACGTTCCGCT
GCAGACACAAGGCTGGAGCTAGTAAATAGATGACGTCACGCAGTGTTTATCCCCGGCCAT
AATGCCCGGG
>CL5494Contig1
GGGGTGAGTGGGGACGGGAAGAGGCCCATGCAAGTTAATTTATATCCTCGCTGAAGTTAA
TTTATCCAAAGAGATGTGGATTTGTTTTTGAAGCCTTTTCTGCATATCATTTGAACAAGT
GTGGTCGTACACCTGAAAAGCGTTGTATCCCGGGGGCTCTGCCATGCATCAAACAGTAGG
CTCCGTGCCACCCTGGGGTCCCTGTGAGGCTGTTTTCTCCAACTCCACCCTTCTATTCGT
CAGAGATCGAGTCATGATTGTGGCCTTCTAGTATTCTGTCGATTCATGACATCATTATTC
TGTTCCCACCCAGCTGCCCTCTGTCATCTATCCATCCTCCATCCTGTCCTGACCCAAAGG
TACACCTGCAGCTTCTTACCTCATCCACAGCTGATTCCATTGGGCGTGTGTTGAGTGCAA
AAACAACAACAACCAACAATAACGATTAAAATAAAAAAAGAACTAAAAAATTAAATTAAT
AAAAAAATGAAAAGAAATCTTTTTTATCTTCCATTTGGTGAGATGCATTGTAGCGATACG
AATAAAGAAAAAGTTCACCTGGTGTGCTGAATAATGTGTAAATTGGTACACAATCTGAAT
ATTTGTATAATTGTTTGTATTTTTTCATAATGATTTTGGAAAGGAATGTGTTTATTTTTT
TGACTTCTGTTCCAGATGTGTCTTCTGTTGGCCTGACATTGTGACTGGTCTGGTGGGATT
CTTACCTCTGTATTGAGCCTCTTCTGTGATGAATTCTTTGTATGCAGTGTTTAGGAAATA
CTGTAGGGATCATGGGGAAGAGTTGATATTAGGAGCATTTGATCAATTTGTATTTATTTA
T
>CL5495Contig1
TCTGCTGTATTTGCGTCAAAGCCCCTTTAAAACCAAACATTTTTACAGTGAACTAAATTC
AAGCATTAAAAAATGTTATACAGTGTATACAAATGTAATGTGAGGATTCACCAGTAAGAT
TTATGCACTTAGAAAAAAAAATGCTGCAAGAAGCTGCACCATCCATCCCTAANAAAAAAA
AAAANCCCTTTACTTTTGAAAANNNTG
>CL5496Contig1
TTCGCTTACGTTTGTGAAATTTCCTCCATTTCTTTTGGAGGACTNCGCAACGGTGGGTGA
TCCATCTCCTTAGTGTGTTCCTCCATCCTGTAGTTTAAACCCTCAACTTCCATTGGTGTT
ACACCAACAGGTAAATCATAGGTGTCATCACAAGGTTTGGAAATGTTCTGCAGTGCTTTG
ATAAACCCTCTGCGCCGTTTGGTTTTTGTCCCCATCACATTGGCAGAAGCAGAAACTCTT
TCTGAAGGCTCAGAGGAGTCCAAAACTTTTGTTATTTTTTCTGTCTCTTTACCAAAAGGC
TTTTCTTCCACTGTTGGAAATGAGTCTCCAGTAGAGAAACCAGAAAACTGAAAGTTGTTG
GAATTAGTAGCTGGTTTAGGACTCATACTTTGCTCAGCAGAGGTGATGCTAACGATGAGT
TCGGCAGGAAGGTCTTCCAAAGTTGGACAAAGACTTCCTCCAAAATTAACTTGTTTCAGT
TCAGTTAAGCCTTTGTAACTTGTAATGTCTTTTGTAACATCAGCTTGTGAAATAGTCTCA
GGCATAGTTGTAATTTCCAGATGTGTCTCAGTATTTGGCACACCAATGTCCAAAGACTTC
TCAATACTGACAGTAGACTGCTGGTGTATTAAGTCATCTTCTACAACCAAGTCAAGATGG
TGGGCTTGCGTCTCCTCAGGTGAAGACAAACAAATGTACACATCATCATCAAGGTCTTCT
CTTTGATCTGCTTGTCTTGCTGCCAGGATTTCTAATACTGTGGCTAACGGGACCCGGCCA
TAA
>CL5497Contig1
GAGTTTATTTCTCACTTAAAAGAGTCTCGCTGCGTCTAACAGATGTACAAGCGCTGAAAT
ATTGAGTACAGTTACAACAATCGGAGAAAATACCTTTTCCACTTAAGACTGTTAAAGTCT
TTGATTTACTGGCAAATATTTTTTCTACAGCTCCTTCATCTGTTGCTGCTATAGCAAGCG
TCTTCTGAATGTTCAATGTCTAAAAAATGGTGAAAATGCAGAGGATTCAGCAGATTAGGG
GTCGGATTGTTTCATCAAGTAAATATGAATTTTTAAGTATTTATAATGCTAGATTCATAT
TTACTTGACTTGCACTTTTGCAAACATGTTGAATTTACAGGGTCATGGCAATAAATAGTT
ACTTTACAGAAAGTTTCTTTTTTTTCAGTCCTGATCAGGTGCATTATGTTCCCTACAGGC
TAAATCTTTCCAGAAATGTAAAAATGAATACAAATAAAATGGTTTTATGAATTTACCAGT
ACAAGTGGTTTTTTTGTCAAGGTTAGGATAAGTGACCTGTGTTGAACATTCAGATGTTAG
AAACTCCTGACTGATCAGATCCTTTAAAGAAATCTGAATCAGCATGGCCAAATGTTAAAG
AGTATATACAGTAATGCCGGAAGCTTGATGTAAACAAAGCATGTAAATGCAGAACACGTA
TTTTTTTAAGGAACATTCCTGTTCTGTCACTTGTGTTACATCTTCTTGTTTTTAGCTATG
GGTCGGTGACCAAAACGCACCAATGTCTTCAGAAATGAAGACCAGATCACATGTGGTTTC
AGTACCACAGCGTGGTGAGCGGGCTACCTGTTGTACGCTCTCTCCTTCTTGGCTCTTTCC
AGGGCCTTGTCCATGGTCTTTTCATTCTCCCCTCTACATTTGGGGCAATACCATTTGCCC



TTGGGTTTGTGGTGGAGCCCGACGCAGGAGAAGTGAAACCACTCGATGGGACATTCATCG
TTGTCACAGCCGATCATCTCGCCATAGGACACCTGCTCACACAGGCAGTACGTGGGCTCG
TCTGGATCTATCGGCAGGTCCGGAGGAGAGACCTCCCTCTCAGACTTCCCCTTTGACCTT
TTCTTCTTCTTGGAGGATGTCTTGGCCCTCTTTTCCCGTGAAGCTCCCACGTCTTCAGGG
TGATCCAGACCTGCGTAACTTTCGCGGTTTTCTCCGTTTTTCTGCCGTCTTGAGCGTTTC
CCTCCTGCTTTGTCGACACTACCAGAGCCAGGAGTCACCTCCTCCCGTTTCTTCTCATAG
TGGCTGGGTTTGCCCGGGGTGACTGCTGCAGACGAAGAGGACATCAGGGATGTTGCAGTG
GTTGTCAGGGATGCCGGCGTGGACACGTGGCTTTCTGGAACTTCTTGAGAGGAAAGCAGA
AGCTCAGAATGCCAGTCTATCTGCCGTGTTCGGTTCTCAACCATCTCCACCATTTGACCA
GCAATCTGGATCTTTTCATCTCCAAGCTCCTGACTCCGGATCAGCGCCCTCTGGATGGAT
AACTGCAGCTTCCGCCTCTGGAGGGAGTCCGACTCGCGGCGGTATCGCTCGTACGCATCA
TCAAGCTCCTTCAGAACATCTGTATTGTTTTAATATATTTGTAGCAAACCTCTGGAATTC
TGTTGCAGCTTTGCTAATGCTAGTTTGTTGACGTGCAGAACAGGTCCTGCCCC
>CL5498Contig1
TTTCATCTGAGGAGCCCGTGTACTCTGGCAGGAAACCAACCGCGCCGTCTTCTGGCTGGG
AGAACAGATTGTCTGTGGACTGACAGGAAGTGGAAGGACCTGCGGTGGAGACCTGAAACT
CCAGAGAGGTCTCCATGGTTGGAGGCTTGGAGAGAATCTTCTCGATGGGTTTGTAGAAGG
GCCAGTCCGGCGTCTCGCCAGATTCGCCGGCTGTGGCTTTGAGTCGCCTGTACTGGAAAG
ACATGTTGGTGATTTTCATTTTGATCTCTTCCTTGAACCTCTGCTCTCCGGTCAGCTGGA
AGAACCTCTGGGACATCTTCTCGTACACCTTGGCGTTCCTCTTGCTCAGTTTGAGATCGT
TGTGGTATTCCTCCCAAACATACATGAGCGCTTTCATTTCGGCATCGGTCCAGTTTGGGG
CCCGTCTGTGTTTCTCACTATGACCTGGTATCAGGTAGCTGAAACCATCATCTGCTGCCA
TGCTTTTGAGGCTCTGCCTCCCTCTGGCCCGTGCTGTGTTTGCAGGATCTGTAGAGGTTG
CTTTAAAAGCCTTTTTACAGCGCTAAGAGCCGTTGTGGCGCTCTGAGGGAGGGAGACATG
CGAGCAAAGTACTGACCAGATCCCTGCCTGCCTGCCTTCCTGCCTGCCCGTGCCCTTCCC
CCCCCTTAGCCACGCTGAAAGAGAACTCAAAATGGGACCTAAGGCAGGAGAGGAATCCGG
TTAAAAGCTTTTAATGCTGCGTGATGTCATCGTGACATCAAGTTGCCTCGGCAACGGGGA
GAGAGAGACCCTTTCTTCTCCCTCCCCTCTCCTCTAACCACTCCCTCCTGCCCTCCATTC
TGCTCCAATGGCAGCACAAAAAGCTTTTAGTTGAAAGGCAGCAGTGTGAGCAAGCGAGCG
CCGTTGCTGACTCTCTGAAATATGAGCCTCTGGGGAGGAATAGAATTAGACACAAAGAGA
GAGCGAGCCCAGACCGTGGGGATGTGTTTCCCTGGCAACACGGCATTGGGCTTGGTAGGC
AGCCAGCATGCTGCTCCATTTAAAAGCTTTTAATAATAGACAAGTCGTTTTGAGAGGAAG
GATTTGCTTTATCTGGAGTCATGCAGGAGCGAGCAGCTCAAGCCTGCAGCTTGGAGCAAA
ACAAAGCCCAACGTCTGAGTCAGAATCAAAGGCGGAGATGGAAATACGCTGACCTGCCAC
ATGAAA
>CL5499Contig1
CGCTAGTTCATCGCATAAATTTACTAGATTGTCGTATTGCAGCCGTGTTTTAAGCTTTGT
TGACTGGTTTTATGCCCTAAGAGGCTGAGAACAAAGGGTCTCCGTTCAAATTCATTAGCA
ACACATGGCGTTCAGGGGATGTTGGAGGTTTGTTGGGGTTGTCCCCCGACTTTTGTGGGA
TAGTTCTGTCCCGTGGAGAGCTTCTGTCCCGGTAGGGCGAAGCTGTGTGTCCGTCTTTTA
CAACAGTCGCCAAGGTCTCAAGACTGACATCTGCTTATCATGTGACTCGTTGTGTGTGTT
TTTAAGAAGATCGTGAAGTTTACTTTGTTTTGTTTTCAGGCACCGAGTTGCAGCTCCGCG
GGTACAGTTCAGAGCCCGCTGAGCACTGAGGTGAGTTACGAGCAGCTAAAGCAGCGCCTG
AAATGACGGGAACACGGTGGTGATAGACGTCCGGGAGCCGTGGGAGCTCAGGGAGTATGG
CTTTATCCCAGGGTCCGTGAACGTCCCCCTGGGTCAAGTCAACACTGCTCTCCAGCTGAG
TCCAGAAGACTTCAGAGAAAAGTTTGGTGCTGAAATGCCTCGCCGGAGGGACAACATCGT
GTTCCTGTGCTTGGCGGGCATCAGGAGCAAAGCCGCTCTCGACACAGCTGCCTCGTTGGG
ATTTAAAGACGCCCAGCATTACCCAGATGGATGGCAAGGCTGGGCTGAACGTGAAGATCT
GAAGTGACCCACTGATTTTGGAAACGGATGTCGTTTATTCAGGCAGGACACATCAACAGC
AGAAGATGAGGCGTCTTCCCCTCCAAAAGCAGCCACACCGTTCTTCGCAGCTTCTTTAAG
TCTCTGCTACATGACTGCAGGGAAAAGCCTTCCTTCCTGCCAGGGTTGCTGTTGCTGATG
GAGGTGCAGGACACTGCTTAGCTCATCAATAAGCTGAAGCTTATCAGCTTCAGGGCTTCA
GGAGTCTTGTGTCTTTTAAACTCCTCAAACGAGTAGGCGGCTCTTTTTTCCACATGGGAC
ATCTTGGAGATCTCTATTAATTGTTATATTCTAAAGAGCATGTCAAAAATGTTACAGAAA
AAGCAGATTTTCATTTGTCTAGATTTTAGTTTGATCCTTGTTCTGGAGGATTTTTTTTAA
AGTGTGATTGGAAAAGTTCCTAAAGTTAGAAAAGCCAACATTTACAACTCAT
>CL5500Contig1
TCGGCACGAGGAGCCAGGCTGCTATGACCGACAACATCCCCTTACAGCCCGTGAGCCGAG
CGAAGAGACACAACAGTAAAAACAGAAACGGGTGCTGTCCGTGGTCGAGATGCTGCGGAG
GCGGAGACTTCCGGCCCCGCACTGTGTGGCTGGGCCACCCAGTAGAAGAGGGAGCAGAGG
TACCCGAAGAACGTCATCAACAACCAGAAGTACAACTTCTTCACCTTCCTTCCTGGGCTG
CACTTTCCTACAAAACTTTGTCTTCTACAAGCGGCTGGACCTGCACACCCAACCTGAGAC
TCATTCTCTCAACCCTCCGTTCTGATGAACGCATCATCCCTGCCTTATTTCCATATGCAT
TTGTTTTGCAGGCATGCAGTTGTCTTAAGATTTTTTTTTTTCCATGTCCGCAAACGGACN



TTAAAAGTAGTTCAAATTTGTTTGGGAAGCAAAAAACGCAAAGCAAAGACTTGTTTGCAT
TGCAAATGGANATGCTTTTTATTTCACTTAATTTCCTGTCAAGGAGTTTTTTTCTTTTTC
TTTATGTTTCTGAGTAGGGCTGCACGATATGAGGAAAACTCGCGATTTGCGATTCTAGAA
AGTTTAATATTGCGATAACGATATAATTTGCGGTATATAAACAACCAAAAACATCATTCC
CATTTCATTGCAACAGTTTAAAGATTATACTCCAAATGACCCTCATCGACATGGGTGACA
AACATCTAACATAATAGGCCCCCATCCGATTGGTCAAATACATAAAGGGATTTATTTGAT
TGGTTAAATGCTTCAAGCTGCCATAAGATTGTTTTAACACATTTAACGTTTAGGATTTTT
TGCAATTTTCGCCGTCTTTTGCAATATGCATATTGCAGAGCTGGATATTGCGATAACGAT
AAACTTGTGGTAAATCGTGCAGGCCTATTTCTGAGTTTGTGCTGCTGGTCCCCAGTCTAG
TTCTGGAAATGACAGCGTCACGTGAAGAGAGAGGTTTTTTCTGCTTGTAGTAATGTAGCA
CAGCGGTGGTAATGAAACCCAGCAAAGCTGTTGTGTGTGTTAAATCTGAGTGGAAACTAT
AATCCAGCTCCCTTTGCATTGTTTTCCAATACGCTGACCCCTTACCATATACCTATAGAA
CCTATAGATTGAGGAAACATTTTGGAGAATAACTCCTCATTTTTAACATACAAATGCATA
AAAGTGCAGTAAAGTTCCACTTAATGATCTCAGAGTCCTGAGAATCATCAAGATGTTTTC
CTGAGTTGGAGGTC
>CL5501Contig1
CCTACTGGATCCGGATGGAGCTGGCCTATCGTTTCCCCGTCATCCCCGCTCATCCTGCTG
TGCAGCGCGCGGCACCACAGTTCTGACTATCAAACGAAACGCACAAACGGACCGTGTGAT
CAACAGCGAGGTTCCGCCTCGTCACAACGGCGGCTTGGCCCGAGTGCGTGTTCCTGACGC
CTCCTGCTGGATGTGAGGGTGGTTGTAGGGTGAGGGGAGGATTGATATGCAGCGAAGCTG
CAGACTTGAACTCGTCATAGCCAGCCTCCAATCTAAAGCTGGTTTGTCCATTTCTCAAAT
TTTGAAAGGGGATCCAGAGGGATGGCTCTCAGAGATGGGAGGGGGGGGGATGTTTCCTCA
TAGCTGGAAGCCTGCATCGCTCTCTCCTCTTTTCCACCACCATCACAGAGCACGTCTTGC
TTAATAATCCATGAATGTGAATTGTTCATATAGTAAAAAGACAGAAAAGCTCCTGTTTTG
CACATCAGTAGGCAGACACGGCCACAGAGCGCATCAAGAAAAAAGTCCACCGGAAAGAGC
GCTGCACTTTTGGGTGGTGTAATGAGCACGATGAAGACGGCTTGTGACGGCCGTCATTAG
CCGACACGCAGCTGCGCTCTTCCTAACGCCTATTAGCTCCTCTCACCTGCTTTATTCTTC
TCCACCAGAGGCTCCACTGCATCGGCCCAGTAATCACTCATCGCGTGGGTGCATCGAGCA
TTAGTGTGACTGTGCGAATGCGTCTCTTTTCTCGGAGACTGGTGCCAAGCAGTTTTTATT
ACGGGTCTCTCACAAAGGGATCAGTTTGGATTTATTTGTTTTCTTTTCTTCTTCCCTCCT
TTTCTCCCTCCCTTCTTTTTGATAAGCACTTTCAACCTCGTGTCTGTCAGAGGAACTGTG
TAGTTGTACATAGCGATTTCCTGTAACAAGTGCTCCTTGTTTCGTCTGAATATTTTGTTT
TGTTGGATTTACTTTTCAGAGCATTACCTTGTAGAATTAAAGGAAAATAA
>CL5502Contig1
CTGGGTCGCAGATTTTAAAAAGTGAGCCAGACAGGAGGCGTGAGTTTGCTGTGCGGGAAG
CGGAGACACTCGGGGTGGAAAACTACCGTCCGGACGATCACGCAGCGGACTCCACGCAGC
GGACACACTTTGAAGGCTTTCCCTCCCGTCCTGCTGCAACTGTTCTACCCGTGCGCCTCG
ACAACAACAAGCTGAGATCCAGTTGAGTCCTGTTTGGAACGTGCACGGGCCGGCTGCACG
GGGACATGGAGCTGTCATCAATAGGAGACCAAGTCTTTGCAGTTGAGAGTATAACGAAAA
AAAGAGTGAGAAAGAAATCAGCTCATCGCTCCTCCTTCTCCCCCCCCCCCCTCAGGGAAC
TGNGGAGTATCTACTGA
>CL5503Contig1
ATACATTAGGTAACGCAGAGTGTCTAATCTCCTCTTGTGCAACGCATTTGGACACAGTGC
TGGATCCACTTTGAATTTCTCCATGAGTCTTAAGACATGCTTGGTAAGGATCTTTGGATG
GATTTGTGCTAGGTTCTGTTTGGACCGAGTCAGGCCTGGAAACAGCTTGTTAATCCTCTC
AGCACTGAAGTTGGGGTGACACCAAGAGTCAAGCAGTGAGACAAGTTGTTGTTCAAGCTG
TCTGCGGCCGCTGACGAACGCCTCTGCCAACGACAGCTTATCCAGCACAATGAGAGGCAC
ACACATCTTTTCCATATTTAGTTCTTCCTGTACTTCCAGCTTCATGCTGAGGATTGCAGC
TTCTTTGTAATTCTTGACGTCCTGCAAATTCATAATATGGAGTCGTAGAATCGATGGGTC
TAAGGACTTGAGCTGGTAGATGCTGATGAAAGGCATCTACGAAGGCGGGCTGTGTGTCTG
TTAGTAAAAAAAAGGCTCGATGCTGGAGTGCAAGAGCTTTTTGTTCAGGGACTGAGCTCA
AGTTCACCTGAGGGTGGTCCTTCATCCATGCCTGAAAATCCATGAGGATATGATAACCCA
GAGTGTGGCTCCGACCTTTCTGTTTGCCCGGACAACGCTGGAGGATTGTTAGTAAGACCT
CGAGAGGCTCAGACAGTTTGGAAAACCCCTGCTGGGTTCGTGAACGC
>CL5504Contig1
CGGCCGATTAACCCGGNCATTATGGCCGGGGGAGCTTCATTTTCTGATCAGCTTTTGTGT
TAAAATGGAGGTTGGCCTCTCGCCCTGAGTCGATCTCCTTCCTGGCCAAGGTTTAAATGT
TGAAATGCAATAAATCCGAAGAGAGGATGGTTGTGGACGCACCCAATTCCAACGGGCCTT
TTCAACCGGTGGCTCTCTTGCACTTCAGAGATGTGGCCCCTGCGGAACAAGAGAAGCTCT
TCATCCAGAAGCTGCGGCAGTGCTGCGTTCTCTTTGACTTCCTTTCCGACCCTTTGAGTG
ACCTGAAATGGAAGGAAGTGAAGCGAGCGGCCCTGAGCGAAATGGTTGAGTACATCACCC
ACAACAGGAATGTCATCACAGAACCCATCTACCCTGAGGTCGTGCACATGTTTGCTGTGA
ACATGTTCAGGACGTTGCCTCCTTCATCCAACCCCACCGGAGCAGAGTTTGATCCTGAGG
AAGATGAGCCAACGCTCGAAGCGGCCTGGCCCCACCTCCAGCTCGTCTATGAATTTTTTC



TTAGGTTTTTAGAAGCGCCCGATTTCCAGCCAAACATAGCGAAGAAGTACATCGATCAGA
AATTTGTTATGCAGCTTCTAGAACTATTTGACAGCGAGGATCCTCGAGAGAGGGACTTCC
TGAAAACCACTCTCCATAGGATCTATGGGAAGTTTCTGGGACTGAGAGCGTATATCAGAA
AACAGATCAATAACATTTTCTATAGATTTATATATGAGACGGAGCACCATAATGGAATAG
CTGAACTACTAGAAATACTTGGGAGTATAATCAACGGATT
>CL5505Contig1
GACAAAATAGTTATTAGCAAGGTGGTTCCCAGTTCGGAGACCAGGACACCCACCCCAAAG
GCTCCCGCCGCCAAATCGGGACCCGGGAATCGTCCTCGAACACCCCCTCCAGCCCCGATC
CTGCCCCCCGCTCTTCCAATTCTGCCTGCAGCTGCCCCCCCACCTCTAGCCACCCCCCCC
ACAGCTTCATCTTTGCTTTGCATGCCATCTATGCTTCCTCCCTCAGCTTCTGTCAAGACT
CCAGTGCGCAGCGTTGTCACGGAGACCGTCAGCACCTATGTGATTCGGGATGAATGGGGA
AACCAGATCTGGATTTGTCCTGGATGCAACAAACCTGACGATGGTAGTCCCATGATAGGG
TGTGACGACTGTGACGACTGGTATCACTGGCCTTGTGTTGGGATCGTGGCGGAGCCTCCC
GAGGACCAGCCGTGGTTCTGTGTGAAATGTTCCTGCAAGAAGAAGGACAAGAAACACAAA
AAAAAGAAACACAAACCACACTGAGACTATGCAAAACAACAAAACAAACCAAATAGCACA
TATTTAGAACTTTTTAAATGAAAGCCATCACTGAACGCTCGTGGCNACTGCTCTAAAAAT
AAAATCAAAGTTGTGGCTGACTTTATCTTCTAATGATTTTTATTTTTTTTTTTTGGGGNC
ANC
>CL5506Contig1
CAGAAGCTGAGAAGGAGCCAAAACCTAAGGATATTTTTACTGAAGATAAAGTAGAAGACA
CCAAACCGGAGAAACTAACAGAAGATCAACCTCAGAAAGAAGCTTCAACTGTGGAAAAAG
AGGCTGTAGAAGATAANGAAGCAGAGGAGGACAGACTAAAAGATGAAGAGGAAGAAATTC
AAACTAAAGAAAACTTGGAAAGATACACAAAAGAAGAGGAAGATGGGGAAATAGACAATA
TGATAGATTTTAAGGAAGAGGAGAAGAAACAGGAATCTACTGGTCCAGCTGAAAAAGAAG
AGGAGGAGGAGGAGGAGGAGGAGGACCAGGCAGAGACCACAATTCGAGATTTAACACAAG
AACAGCAGAAGGTTGAAACTGAAGCTGGAAAAGACATAGAAGCAACTGAAGAGGATTTGA
CAGAAGAGGAAGAATCCAAAACCAAAACTGAATCTGAAAAACACATTATTAAAGACGAGG
AAGAGGAGGCCAAAGTGGACATTTTGACAGATGTAAATGAAGGTACAGCTGAAAAACAGC
AAGGCAAGACTGCGGAGGAGGATGAGGAGGAGTCTGACCCTGAACACCTTTTGGCTGAAG
ATAAAGAGAAGGAGGCAAAGGAAGCCAAAACTGAGGAAACAATAATAGACAAAGATGAAG
ACAAAGAGACAGGAGAAGATGCTGGAACTGAAGAAGATCTGGCAGAAGATGAAGAAGAGG
AAGAACCCAAAACAATAGAGGATTTGCCACAATTTGAAGAGAAGAAACGAAAAAAAGAAG
AGGAGGAAACAAAAGTCACATTTTTGGCTAAAAAAGATGAAGACCAAGTGAGGCAGGAAG
AAAAACCAGAACAACTGGAGTCTAAAGATAAGGCCCAAGAAAAAATGGGAAAACGTATGG
AGGACAGCTCTGTGTTTGAATCCCACGAGGCAGAGGAGGAAACATTTTCAGCATCTGAGA
GCAGAAAGGTGAAACCCAAAGAAAGGAGGAAGACCCGTGTTTCCCTCCAGAAGCTCAGAG
ACGAGCCACTCAAAGAAAAACACAGCCATGAAATGGAGAAAGAAGAACAACTCATGAAGA
AACCTCTAAAAGATGATGATGAGGTTGGAAAAATGCCTGACAAACCACTTCTAAGAAAAG
TAAGAAA
>CL5507Contig1
TTCAGACTGTGACTTCAGGGTGTTTGTGACATCTTTGGTGTCGGCTTCTTCTTTGTTTGC
TCCCGCCTCTTTTCCTGTTCCTGCTTTTTGTTGGCTCTTGTTGTCATGGCTACCTCCTTT
TTTTTTGCCTCTCTTCTTCTTCTTTTTCTTCCCAGAGCTGGTGGAAGACTTGGGGATGTT
TGGTGCCTCTTCCACGCCTTCATCCTTTTCCAGCAGCTGTGAGTTCTGAGGATTCTGCTG
CGGTCCAGAGTTTGGTTCGGTTGGGAAGGGCTGGAGGGCTTCTCCAACGTTGGGCTGTTT
GGGTTTTTGTTCCTCTTGAAGGATTTGGCTCGTCTCTTCCTTTTCCGTGTCACCCGTGTT
CCCAACGCTTGGAACGTCTGTTGGAGGAACATCTCCATCTTCACTTGTGACGGCCTCTTG
AGGTCTGGAGCCAACCCTCCCCGCAGAAGAGCAGACGGCCACAGTCGAGTCCACAGCGAG
ACTGCCGTCTCCCTCGGTAGACAGGTTTGGCTCCTCTGGCGGCGCAGATTCCTGCTCCTG
AAGCCTTCCAGAGCTCCACAGCGGCTCCTCTGCATTCTGGGGTTTGTCTTGCTGATGCTG
CAGATCCACATCATCTTCTCTGCTGCTCCTCAGCTCAGTCTCTGCGTCTGCAGGACGCCG
CTCTGCTTCCTGCTCCACATCCACGGATCCGACCGCTGCAGGTGAACCGGCAGCTGCATT
GATGTTCAAGCTGGGCTTCAACGTTTCTCCATGTTCCTTTTGCAAGTCTTCTCTTCGCTC
GTTGCACTCCAGCCTGTTTTCTTCTGCAAACTCCTGAGCCTGAACCTTCGTGTCGTGTCG
GTCAGAGATGTCGAGGACAGAAGCGGCTTCTTTGCTACGCAGCTGTTGCAGCTCATTTAG
>CL5508Contig1
CAGACACCGGTGAGAATGACACAATAAGTAGGGGCCAAACGGATCATGGTTGCTAATTCA
AGCATTACATCTTTTTAAATAAACAATCCATTTATGGGCTGCAGATGTGTTAACTGCTGC
TCATCTGCACTGTGAGGCAGAGCTCAGCAGGAACTCCCTCATGGATCTTTTACAGACAGC
GTAGCTGCTCTCAGATCTGCCATGACCCACATGGCTGACAGCAATAAAAATAGGGGTTTA
CCATGACAGCACTTGGTTGTATCCATATTGAAAATCCCTGTCCTGGTCTTTGCGGACCGG
ATATGCCAGCTGGTTCTCGTGGAAGTACAGCACCTTCTTCAAGCGAGCCAGATCTGGCCT
GAGAGCTACAAGCTCACATAGGTTTAGAACGGAACTGCAAAACAGGACTCTGTAAGAAGT
GCAGCAGGGAATGGCCTGACTGAAATACAGTGCAGCGGTTCTTGCTCTCCAATGCCATTT



CTTGGCAGGAAGGGTGAAGACTGAGCAGTCAACAAAGTTTTTCTCCAGTAGATCAACGAG
CTGTTTGTGAGATCCACCATAAAATGGCTCCACCAAAAGAATGCCAGAGCCAATAGAGAT
CTCCTGCTCCTGCATGCCCGCCCCTCTACGTCACTCACAGCACGTTTGGTCACGACGTCA
TCACATCAATTGAACGTCAGATGCAAACTTTGCATAACGTCGTCGTGGGAGTCTTGGCTG
TGCGCGCCTCCCCGGCCATAATGCCCGGGTTA
>CL5509Contig1
CTTCAACTCTTCAAGTATATTAGAAACTTGCACCACTTATACCGGAACTTTTGTGATTAC
CTTTATTCAAAACACACATGCACATGAAATGTCATCTGTCGTGTCTGAAATGTTCGTTTG
ACCCTCAATAATCAAGTCACGCGCCCAGGTTAGTTTCTTTATTAGAAAATCGTTTCAGCC
TGATGTGCATGTGTTGATTAAAGCTGCAGATGGCTTTGGGATCAGGCATTAGTGTTTCTA
TGGGGTGGGGATACTTTGCATGTAAATAACAAGCCAATGATTGTTTTTTTGTGTTTTTTT
TTTTTTTTTGTTTTGCTTTCATTCAGAAAATGGTTTGTTTTATGGAAAAAGAGGGAGGGA
CCAGTGGAGAGGTCTGGAAGTCAAAATGTGCCTCATACCTCTTTCTCTTTTTTCTTTTTT
GCACATTTTCTCTCATATCTTCTGTTTTTTTTACACATCTACTGTTGAGATTATCATTTT
TTTGGTCTCATTAATTAACTATATAAATCTTTACAGCTTGATCTTTACCAGAGCTCAGCA
GTACAAGAGATTAGGAGGACATTTTACTATGTGTTCTGGTAGCATTTGTAGAAATAAGTG
GACACAGAAAGAGGGAATGAAGTAGACAACTGTGTGTTGCAGACCTTATTGGGTGGGTGT
AAGAGGAAGTTTGAATAAAATAAAATAAAAAACACTTTCTACCTTAAAAAAAAAAAAAAA
AAAACGGNCCGCG
>CL5510Contig1
TGGCTGGGNAGNNAAATTGTAGGNAATTACAACTTTCATTTGCTATACTGGTGTATGTTT
TGATGTGGAAAGTTGTTAGAAGTGGCTGCTAGCCAAAGTGAGGACGAAGCGCGGCAGGCG
GATGAATGAAGGAACAATCGCCGACAACCAGGAGAGGTACGGAACCTGGGTCAGGAGGAA
TTTTAGGGACGTGAAATCCGTTACACTCCGCCCGTCAATATCTTTTATCCCATAACGCCG
GGCTAGGTCACATGTCATGAGCACCTTTCCAGTCAGCGACATTATATCTTTATCTTTTGC
CAAATTGACAATACATTTGCCACTCATTTCTGTTGTTTCTCCATTGGCAAAAATGTTTGA
CATCTGTCTACCCTGACCCACAGATGGATCACCCTCCTCCATAAATTGAGTGACCAGCTC
TGTCTGCACTGGCCCCGGCCACAAGCTGACAGAAACCACTCCTCTGCTTTTTAGCTCAAC
TGCCATGTCGGCTGCCAACCTGTCACACGCTGCCTTTCCAACACCGTACGCTACATTGAA
GAGGTACTTCAGCCCCCCCATGGATGAAACGGTCACTATCAGACCGCGGCCTTGAGCCAC
CATCAGCCGGGCGCCATAAACAGAGAATATATAGTGACCCCTGAGACCTGCATTGTTGAT
GGAGTCCCAAACACTGGGATCTGTTTCCCAAAACTTCTTCTCCATGTTTTCAAAAATATT
CTGAACTCCAGCATAGGCATTGTTAACCAGCAGGTCTAGTCTGCCGTCCTGATCCCGTTT
AATCCGTTCAAAAAGC
>CL5511Contig1
CAAATGGCAGTGTGGGGTTTATTTAAAAAACAATACTTTTAAATACAGTTCCTTAAACTG
GGGCTTTTATCTGTCGGTCAGGCTGTGTCAGTTTGGATAAAATAGAATGAATGCAAAAGG
GGAAAAGTTGAACTGTGTTCATGAAAGCCTGAGAAGAGAGAGGTTTTGGTAAGAAAAAAG
GCGGGAAAGTGACGTGGTTTACCAGTGGCTGGATGCAGATTCAGTTACCTGACTGCATTC
TCAGAGACTTTGCCTCTTTTTCTTTTTTTAATTCAAAGACTCACTGAGCCGATTCTTGCT
AACTTTGGGCTAAACACACGCCAGCCCAAGCAAAGGAAAGCCGACGTGAGCTACAAGCGT
CTGAAAAGGGCGGCACTAGGTCTGACAATAATTACAGGAACAAGAAAACCAGTGAGAAAG
AAACACGGAAACAAAACAAAGCAAGAGGTCAAACAAAGCAAAAGAACTCTTCATCCATTC
TCATTGTCATTTTTGAGCGTGGTAGAGATTCCAGTCGTTGCTCGTGGGACACGTCCAGGC
TTTCAGCTCACGGCCTCAGGGAGCAGTAAGTTATATCAGGAGAAAACAACCAATAAAAGG
GAAATAAAGCGGAGTCTGGGTTCCAGTTGCTGTGTGCGCTCTGACTGAATGGATGATGGG
ATGCATGCTGCTCTAACTCCTAGAAGAGCTTGGCCTTCTTTTTCATGTCGTTGCGTTTCC
ATAGAGGAAGCCTGTCAAACTCCTCCATCTCCATCCCAAAGAGGTCAAAGAACGTTTCAG
GCGCTAAGTGGCGCTCTCCCTCCTCCAGACATGTCTCCATAGCTGTTGTACTGAGTGAAA
TCTGTGGACTGAGGCCGATGAAGCCCCGTTCCGTCCATAACCAGGCAAAGAGTTCGTCTT
GGTTGGAGATGTAGGGTCTGCATCACAGTTGCTCTGTTTGGAGTCGCAGCGCTGTGCAGA
AAGGCTCCGAGCGTGACGCTCTCTGATCTTCTGTTTCTCCATCTCCTCCTTGAGGATGAG
CTTTCCCAGCCCCGACTGAATCTTACTAAGATGTTCCTCCTGGAGCTGCTTTCTTTTCAG
AGCCTCCTCCTCCTCGTCTTCTCTTGAGCGCCTCCTTCCCTCTGAGCCGTGTTGTCTGTA
GATGGGGGGCTTTCTGTAGATGTTGCTGCCCTGATCTGGGAGGTGGGCCGGGAGTCACTA
TTTTTGGAGCCCACACTGTTACTGCAAAGGGAGGAGCAGAGCTTCTGCATGCC
>CL5512Contig1
TTTTTTTGAGATTTGAAAGTCTTTATTTCTGGTCATCGTTTCCAAGGAGACATGCAGGAT
TGCAGCTCGATCGTTCACGTTATTTCAGCCCAAACAGAAGGTCTCATTGATTAACAGTGA
CAGCTTCAAAGACACGACACCATAGAACTGCAGCTTTACGGTCTGGCTCCAGACAGACAG
AGCAGCCTCAGGGACGGGGGGTGGGGGTCTCAGTTTACACACAAAATAATTGCATAACTA
TTCCTAAATCACAGCTTCACATTTTCAGACAGTGGTGAACATCTGGAGGTCTTCCATGGA
CAACCTGCAGAAGACATCTTTGTTTTGGATCAGGGTTGTGTGTGGTTGGAGTCCGTGTGT
TTTAAGAAAAAATCCCCTCTGAAACGGAAGGAGTGGCCAGTGGTCATCGACCTGGTCAAC



AGTTATTGAAAAGGTCAACATTCCTCAACCTGGTCAGTATTCATCTACCTGTTCTACAGT
CATCAACCTCGTCACGATCATTAACCTGGTCACCAGTCATCTACCTAATCAACAGCCATC
AATCAGGTCACTAGTCATTAATGTGTCAACAGTCATCGACTTAATTAACAGTCATCAACC
TGGTCAACAGATATTAACTTGGTCAACAGGAGGAAACTGGGGGGGTTATCTATTAAAAAG
AGAATCTTTGTGAAAAGATTTTTCTTTGTGATCACAGCTGGTTTCACCAAGAAGCTGCTT
CAGCCAAGCAAAGAAGGCACTCGT
>CL5513Contig1
TTTTTTTTTTTTTTTTTATGGTAAATCCCACGTTTATTTATGTTGTTTTCATGTTTGTGC
TCCCCATAAAAAAATCAGCATCCACACTTTACTTACAGCACTTCTGGTAAAAACAAACAC
ACATGAGCCGATACAAAATGCTACAAAACATTTCCAAATGAGGCATGCAAGCAAAAAAGA
CAACAGACGAAGGCAGATCTAGCACCATAGCACAGCACCACAGTGGAACAATGCACAGAC
ACTCCACATGCTTGGAACATACATGTTCTCAAATGCAGGACAGCCAATAAAGCAGCCCTG
CTGTCATTTTCTTCTAAAAGGAGGCACCTGAATTCTAGAAAAAAAAAGAAAAAATTTCCA
GAACTTTTCTGACATTTCGAAAAATCCTGAAGGTCACAAAAGTTTCTATCTAACAAACGT
GTAAAAGACGGTAACAGCGGCCTCATGAATGCAAACTCTTGCTGACGATCATCCCACATG
AAAGAACAATCTGAACAATGATTTCCTGATTTCTGATGATTTATTTAATGAAATAAACTG
GAAAGATTGTAAACTGAAAATCTGTCATTTGGAATTTAACTTTTATTCTAAAATATATAT
ATTTTTTAATTGTTAAAAATAAGAGTATATTTATTAGTCCCAATTAAAATACGACTTTTT
GTGGATTAAAAACTAGGAGGAGGGAGAACAGCTCAGACCGTAGAAAAGTTCAATAAAATA
AAAATCAAAATTTAAAACAGAGAACAGCTCAGACGTGAAACTGTTCTGTCCCACCAACAT
CAGTTCAGATATTTCTGCATCACAAAGTTTATTTTGAAACAAAAACTATTTTGGATTATT
GCAAATAATCAAATGCAGGTACATTGATTGGTACATAGTTAATATGTTTTCACTTAAACT
GTGACCCCTGCTGGATTAAGTCGTAGTGTTCAGCTTTGTAAAAATGCAAAATCCTCTCGA
TCCTTTCTGCTTTGTCTCAAACAAAGCAAAAAAACCTCTTAAACCGTTTACAGTAGCCTT
TCAAACCTAATCATGCTATTATTTATGCAAAAACTACAAAACCC
>CL5514Contig1
CTCCAACCTCCCCGTCCCCCTCCCCGGGCCTCGTGCCCACCCGGCCTTCTGTCATCTGTC
ACACCACTGTCACCGCGGCGGTGCAGGCCGGCGCAGCGGCGCCCCACCCGACAGCGTCAG
GGATGAACTGTGACAGAGCAGCAGAGCTGCTGCAGTCCTTGCAGGCTCAGGCGCTGTTCC
GGTGCCGCGACGACGGACCAGGCAGCCACCAGCAACCACCCACTACTACCATTCTCACCA
GCATGGAGGGCAACCTGAGCCCCCGCAGCGGGCTCTTCAACACCCCACCTCCCACTCCTC
CAGACCTCACACAAGACTTCAGCGGCTTCCAGCTGCTGGTGGATGTGGCCCTGAAACGGG
CTGCAGAGATGGAGCTGCAAGCCAAACAGCTGGTCTCCTAAAGGAGACCCCGAGAGGGAA
ACAGACTTTACATCTCCACTCTAGAACACTGCAGTTCAGTGACTTTTGTGCACGCAACAG
AGAACAAATCCACATGAACGCCTGATCATTTCTATTTTTGGTATACCAATCAATATGATG
ATGTTTTTTAATTAAAAGAAAAAGGAGAAAAACAGTATCAAGGTGCCTTGGCTATAAGTT
GTTTAGTCATTTCATATACATGCGTATGTATCTACATGTGTATTTTATTTGCACACAGGG
ACCAAAAACGTTAAGAAATGCTGCCTGTCTTTATGTCTTTCCATTATTTTGAATCCGATT
GTGCAGGAGGAGTCCTTCCAGCCCGGTCTCACAAAGACGGGGCGGAAGCCGCTCGCGCCT
GCAGCTCAACATTTCACCGATCCCTTCACGAATCGTCTGCCTCACTTGTTTGCACGTCGG
AGGCGGAGAGCGGTCATCTCAGCATCTCAAACGTACTTATTCACTACTGTAAATGTTTCA
TGTTGTTAGTTTTTTTTTTTTTTTACTTCTAGCAATTTTAAAAGAAGAAATAAACTTTGT
TTTTTTTTTTGAAAAANAAAAAANAAAAAAAAAAAAAAAACAT
>CL5515Contig1
ATATTTTTATTGTTTTTAAATGTAAAAAAAAAAGAAAAAGTACGGCTTCATTAATATAGA
AAAGAGAAGAGTACTGCTTTATTATTATAAAAGAAGAATACTGCTCACCATAGGGAGACA
ACCAGAATAAATTAGTGTGCAAAACAGACAAGAATATATTCGGTGGATTTTTACGCAGAG
CCACAGGTGTCAGTCGCGCGCGCTGATTTCTCCCCGCTGCTGCGTGACGCCTGTGAGTCA
TTTGGAGATGATGGCGCGCGCCCCGCGGAGGATGCTGCTCCAGAATACTCACCTGCTCGA
GTCCGCGCGTGCCCGCTGGCTGCCTCACTGATTGATCTTGTTCAAAAGTTANAGACGTGC
TACAGGACAGAGGTTTGAACGGTATTTACAGGCCTTGGGTGGGGTTTTTCCCGTGAATGT
TCCGTCACGACGCTGCTGAGTTCGGCTGGTTGGTGACCGGGTCAGGGCCAGGGCCTCCAC
AGAGTCTGGCTGANAGGGCCGGACTGGGCCGAGCCGTCTTTGCTCGCTGCTCTCTCGTGT
CTGTGAGGCTGCGCAGCTCTGGCTTGGCTTTGCTGGACGGGCGGCGCGCCGAAGACCTGC
GCGCGCAACCTGTCCTTGGACTTCTGCCGCAGCTTCTGAAGGAGGGACCTCGTGTGCTGC
AGGGAGCTGAAGGATCTGGTTTGGAGGCCGGAAGAATCAAAATCGGAACGAGCAAGGCGG
GTGGAGAAGGTAGCATCCAGCGCAGGTCCCAGCCAGAGGCCCTTTCCCTGAGGGCCCAGG
AACCGGGAGGCCCTCCGCAGGCAGGTGGAGAACCCATCCCGGAAGGACTGCTTCTGGCCA
CTTCTCGTCTGTTCTTTAGGGGTTTTCTGGAGGAAGATGACTGTGTGTTCCAGGATCTCA
GCCTTTTCAACTCTGTGTTTAGGAGTGACCTGGTGAGGCTCCGGCAGAAGCATAGTCCTC
AGTCTCTCCAGGCTGCGATTCATCCTCTCCCTGCGACGCTTCTCCACCTGAGATTTTAGT
AACTTTCTGTTGCTCGTCGATTCATCCTGATCTTGCAACAGCTTCATCCTGATGTGCAAG
CTGTTTCCTGCCGGACGCGTGGGTCGAC
>CL5516Contig1



CGGCACGAGGAAGGTTTTTATTCCCTTACACGTTGATAAAGTTCGACATTGAGAAGGAGG
AGCCTGTCAGAAACTCCCAGGGTCTCTGCATTGAAGCAGCTACAGGTGAGACGGGACTTT
TGGTCGGAAAGATAACTCACAGGTCACCTTTTGTTGGCTATGCTGGCAATAAGCAGCAGA
CCGAGAAGAAACGGCTTAGTGACGTGTTAGAAAAAGGCGACTTGTATTTCAATACTGGCG
ATCTACTTCGGTTCGACAAAGACAACTTTGTATACTTTCAGGATCGAGTCGGTGACACCT
TCAGGTGGAAAGGGGAGAATGTCGCCACGTCAGAGGTTGCAGACATCCTCACCATGGCTC
ACTGCATCCTGGAAGCAAACGTTTACGGAGTTAAAGTTGATGGCCATGAAGGGCGCATCG
GCATGGCAGCAGTCACTTTAAGAGAGGGCCAGGACTTCGACTGTTCAGACACCTACNGTT
ATGTGGTCAAGTACCTGCCCGCTTACGCTCACCCCAGATTCATCCGCGTTCAGCCCTGCC
TGGAAATGACTGGGACATTCAAGATGAAGAAAGTCAAGCTGGGTGGAGGAGGGATTCAAC
CCATCTCTAATCACTGATCCGTTATACTTTTTGGATCTGGAGAAGAAGAAATATGTGCTG
CTGACGGA
>CL5517Contig1
TNACGTGAAAAATAGTATTTTCTATAGAAGCNCACAGTGTGTGTGTGTGTGTGTGTGGGT
GTGTGTGTGTGTGTGTGTGTGGACACCAGCAAACACGCTGCTGCAGGAACAACATTCTGT
GCTTTCTTCTGTTAGCCGGCTGTTTTATTGCCACAGGTCACATTAATAACGAGTTAGTGT
GTACAAATCTGAGCCCCCCACCCCCTCACTGAATGAAGGCTGGGTTAGTTACACGCCACA
AACCCCACGAGCAGCAGGTGAAATGTCTAAATCATAAATATACACTGAAACCATGAAGTA
TGGCTCTGAGTGTGGCAGAGCTCTGTCTGGCTATCGCCAAAAGGTTAAAGGAGCAGCTAT
TCTGGTCAGTAAATACAAACAATGTACAAATTAAGCTCAATCTGACTGCAAAGTGTCTCC
AAGCAGCCAGACAGTCCAGCAGCCTCTAACATGCCAAAGCCCCAAACCCCTGCAGCTTCA
GTGGCCTCTCCTAGCAGGCGCAGCTCAGACTGAAGCTGGAGGTTCCAAACACTGCTGCAG
GTAAAGACCGCAGAGCAGCGTCTTTCTCACCACACGGAGTGATGCTGGAACTGGAGGAGA
AGAGAGTAGCTAATGTGCTCATTAAGACAAAAAGCCCTTAATCTACGGTACAACAGAACA
CCAAATCCTCGTGC
>CL5518Contig1
CGTGTCTTTATTTACAGCGTTTAGCCTGAACTGCTCGGCCGTTTTCTGGGAAAAAAAACC
CGACTGCATGCGTTTGGGTCTGGAGTCAAAGGAACGCTCTAAAGTGCTTCATGGGATCGG
CAGAGCGGCACAGAAGTCCGTTTGTAACAGAACCCCCCCCCCGCCGGTCTGGCAGGCGTG
TTGGAAGGGGGGGGGGGGGGGCNC
>CL5519Contig1
GCGGACACCGCCAGNAGGCTGGAAAGTTTCCCCCGCGCGCCTCTATCCTCGGCGCGTGTT
CCAGGACAACGTCACCCACAGGTCAGATCCGGTCTGACTCTCCGGTCTACACCAACCTTC
AGGAGCTGAAGATCTCTCAGTCCAGCCCTCCTCCCATCCCTTCCAGCTCCCCGATCCACA
TTCTGGGTGACTGGGAGACCCACAAAGACCACAGCGGGAGGCACTTCTACTACAACCGGG
CCAACGGCGAGAGAACCTGGAAGCCGCCGCGGACCAGAGACGCCAGTGGCAGCATCAGCA
GCAACAAAGGAGACAGCCAGGGAACAGTGGAGAACGAGCTGCTGTCCTCTGAAGAAAACT
ACCACAGCACCCACTCCAGTCAGTCAGACAGCCAGTACGGATCGCCCCCTAGAGGCTGGT
CGGAGGAGCTGGACGAACACGGCCACACGCTCTACGTGTCCGAGTACACGCAGGAGAAGT
GGATAAAGCATGTGGATGAACAGGGACGGCCGTATTACTACAGCGCCGATGGATCCAGGT
CAGAGTGGGAGCTGCCAAAGTACAACGTCTCCCCTCAGTCCAGCGAGCTCCCCAAGAGCC
ACAGTCTAGAGAGGAAGCAGCAGGACCCCATCGTCCTCACCAAATGGAGGCACAGCACCT
ACGTCCTAGACCTCAACGACAAGGAGTGTGCTCCGATGCTGAAGCAGAGCTCCGCAGACT
CTGACTCCTGCCCGTCGTCTCCTAAACTCTCTCCAACCCCCTCGGAGAAGTGTGGTGTCC
TCAACGTCACCAAAATCACAGAGAACGGAAAGAAAGTCAGGAAGAACTGGACCTCCTCTT
GGACCGTGCTGCAGGGCTTCTCCCTCCTCTTCGCGAAGGGCCAGGGAGGAGGGACCACCT
GGAAGTTTGGCAGCAATCAGTCGAAGCCAGAGTTCACCGTGGATTTACGTGGAGCATTGG
TGGAGTGGGCCTCCAAGGAAAAGTCCAGCAAGAAGCATGTGATCGAGCTGAAGACCCGAC
AGGGCACGGAGCTACTGATCCAGTCGGAGATCGACAGCGTCATTAATGACTGGTACCGGG
CCCTCACCGAGGCTATCAGCACCCACGCGTGGGAGTCAGACGAGGCCATCGAGGAGGACA
TGCCGGAGTCTCCGGGAGCCGAGAAACAGGACAAGGAGAAGGACCACCGAGACTCCAAGA
AGAACAGAGTGATGAAGACCTCTGTGAGCATGGATTCTTCAGA
>CL5520Contig1
CGTTTATTTTTGCAAAAAACAATCTTGTGGATGAATATTTCACATTAATGTTCGTGATAA
TGTTCCAGGTTGGATCCTGACTGCAGTCTGATCCAGGAACAGTCTGTCCAGCTCTCAGGA
AGCTCTGCTGCGGCTTCCATCCATCACAGCCTCATCTGAGAGAACGTTATGATGAAGAAA
AAGATTTTCTTGGGCGTCACCTGAAGCTCCTCCTCTCCATTCTCACTTAGCTGCGGCGTT
GCCGTGCGGCTGTGGCGGCTGCTGCGCCTGCTGCTGCTCAGCCAGCGCCTGCTGCAGCCG
CGTGCGCTTGCGGGAGTAATGCTGCCAGTGCAGCAGCTGCTGCTCATCAATGAACTTGGC
GCACTGAGCGTTGACCTGCTCCTTCCTGAAGTGCTCGTACTGCAGCAGCTCCAGCATGTG
CAGGCAGTGGGGGTACTTCAGGAACTTGGAGTACTCTGGCTCCTTCCAGTACAGCAGGTA
CTTCAGGTAGTTGATGAAGGGTCGCTCCTTCAGGAAGCCCCTCTGAGCCAGAAAGTTCAG
GTAGTACGGATTTGCCAAACACTGCACAAACTCCAGCTCGGCCTGGAAGCGGTGCCGGGC
CTGCTCATCTGTTTCCATGGTATCGACCCGAACAGTAACTATTTACTGACCACAAACTGA



ACAGGGCTTCCAGAAAGAGCAGAAAATCCTTATATGTGTTTAAATGTTTAACAAATCTTC
AGTCCAGCTGCTTTTGTTAGCTTTCATCACCCCGGCCATAAGGCCCGGGTTAAA
>CL5521Contig1
ACCACGGGAACATTTTCTTTGTGNTCTGCTGNTTTTCNTTTTTTCNTTTTTTTTTGTTGT
GGGTGTGCGCGCGCGTGTGTGTGTGCTGTCGCTTAGTCGACATCAGCGTTTCGTTTTCCT
CTAAGAGGATCCTCGCTCCGTTTGGAGCCTTCATTAATGGGATGTTTTCAGACATGACGC
AGGTATTTATGGCTTCTGGGTTGGCGGCATCTTTTTAACAGCTCCTGTTGAACTCGGATG
GCTTTCGGCATTCTCCTCACTTTAGATTGTTTACTGTGCTGTAGTGCTTCAAGACACTAC
GTCCTAGAGCAAATTTAAACGATTAAACTGGGTTTACATTTAATTTTGTACTTNTGCATT
TTTTTTTCCATTTGTATTAAGTTCTGTCCAGATGAAGTTTTCTTTTTTTGTCCAGAGAGC
AAATTAGTTGCCAACGAGTTGAATTAAGACAGAATGTATAAATCCAAATGAGCACCCATT
TTCTGACAGCAGATTTCTCTNTAAGGTGTTACTGTTGTTGTGAACTT
>CL5522Contig1
AGATGTCGGGGAAGGTCAGCGCCTGCATGCATTGCTCCGCCCCGTCCACCAGGTAAGGCC
CCTCCTCCTCGTATCCGGGCAGGGGGAGGCCCTCCTCCTCCCCGGGGGGAAGCTCCGCCT
TCAGGCAGGGCCTTTGGTGTTCCGGGAAGGCCATGGAGAAAAGCGCCTCGGGGTTGCAGA
CGAACTTGTAGACGTAGCGTTCCCCAGCCACCTTCTGCATGATGCCCTTCTCGTAGTAGT
ACCGCAGCGAGCGACTCAGCTTGTCGTAGTTCATGGCCGGACGGTTCTTCTGGACACCCC
AGAGCCGGGCCACCTCCTCGGGGTCATTCAGCTTGAACTCCATGTTGCGGCCCGTCCACA
CGATCAGGTGAGCGTTGCCCGGGTTGTCCAGCAGCGTCAGCAGGAACTGCCAGAGCTGCA
GGGACCCCCGCCGCTGGTACGGCAGCCCCCCCTGCTTCCCTCTACCTTCAAGTCTCTCTG
GAACCACACAGGTGTCATCCAGGGACAGACCGGACTCTCTGGGAGGAAACCCTGGAGGGT
TCTGTGGGAACAGAACTGAAGACTTCCTGTAGGACTGGCAGGTTTGGACCTCTGGACCAA
AGTCAAAATCTCGCGGTTCCTGTTTGATGAAGACGCGGCTTAAAGCGGTCTGGGCCGGAT
CCGGACCGGCAGGATCTGGGTAACGTGGGTCCACCAGCTCT
>CL5523Contig1
TTTTTTTTTTGGCTTCTGTGCTTTTATTTATTTTTGAATAATAATCATTTATAAAGACAA
ACGCTCTGCTTCAATCACTAGGAGAGTCTCTAGTGTTTCGTCTTAACTGTTTGGCGGATC
CCAACAAAAAGCAAATGTCCTCCCAAAAATTCACAGGGAGGACGGGAACGGTGTCTTAAC
ACATGTTGACAGCCATCCAAGTCCTTGCAACCGCACAGGAAGTGATTAAATGAACAGATG
TTTGGACAAAACAGGGCACTCATTCCATGGAGAGCTGCACGCTGTCCGTCTGCTGCTGCT
CAAACTTCCTGGCCAGAGAGTACATCTCCAGCTGCTGCCGCAGACGGACCTTCTGCAGGC
TGTCGTAGAAGTTTGGCTCCGGGCTGGTACCGACGGTGGGAGGCAGAGAGAAGATGCGCA
TGATCTTCCTCTTGTTTTTTCTGGCGTACATGAGCAGGCACAAGCTGACCAGGATAACCA
GCAGGTAGACGTTGGTTGCCTCGTTCCAGGCTTCATGAACAGAGTAATCTATCGACTCAG
GCTCGTTTCCCAAAAGTCCGTTAGAACCCATCGATAATTGTGACCAAGTTTAGTTAAATA
AACGCGAAAAACACTGGAATGCATCAGTATTCTTGCATTTTCAGAGGCTGCGCATTTAGG
TGTAAATAATACGTCATTTCCGCATATCTTCTTCCCC
>CL5524Contig1
CCNTTTTNANTTGCCNGNGGGGGGNTGGNAAANTAAAGNTAAAAGGNTTTTTTNCNNTTT
NNCAAACTCCCCNTGNGCCCTGNCAGAAAACNGTCAGCNANTTNTNCTCCTNTTAAAAAN
TNCTTTTNTTTTTTTTNTACGGGACATGCTAGTTGTATTTTAGGTTAGCTGAAAGAAATA
AAACAACTTTTTTTGAAAATGAGAAGTCATGGGTGAATGTTGGTTTCTTTGCTCTGTAAA
TGTACCGTTTTGTGAAGCCTCATTAAAGGAAGCTGTGTGAAGTGGAGACGGCTTTACAGC
GTCCGGCGACTCCTTCCTGAGTCATGTGTGGAATTGGAAACCTTCTGAGATGAGCTGATG
CTGGTTTAATAAACCAAACCTATCCACCTNNCNNNNNNNNNAAAAAAAAAAAAAAAAAAC
AT
>CL5525Contig1
TCGCCAAAGGCCAAAAAGGGAGTTTCTCCCAGTGGATGCGAATGAATCTGTAAAGATTGT
TCCTGAAACCAAGCCCATCGCTGTTCCATCCAAATCTACCAGAGAAACAGAAGAGGAGGA
GAAACATTTCCTGTCTTCCTTGATGCCTACCAACAAGAAGGATGTGGACAGGCCGCTGGA
CAGCACTGAAGACGAGTCGGTTGCCGAGTCTTTCGAAGAGCCACCTGGAGCAGAGGAGCC
TGGAAGTCAGGAACCACTGAAACCCCTTCGCTTTCTCCCAGGTGTGTTGGTGGGCTGGGG
TGGAAAGTTGCCACCCCTGCCAGACTTTAGCGATAAACCTGTGACCGCAGGAGATGACGT
GGTGAAGATCAAACCTGCTTCGAAATCAAACGCCGTAGCTGAGAACTCCAAAGGTCCAAC
AGCTGCGGCTCCTCGCTTTGTCATCAAGAAGAAAGAAGCGAAACCTAATAAAACCGAAGC
TGAGGTAAAAGTTTCTGCTCCAAACAACTCTGTAGAAAAGGATCCTGCAGTAACGGTCCA
TCACGCATCCGTCACACTAAAGGATAAACCCCCAGATGTGTCAACTGAAGCATTCCTGGC
AGGCTTGTCTGCCGCTGCAAGTGCTACTAAGAGTGGCGCTGCTGTCTCCGCAAACAGCGA
TGCTGGCCTTTTGTCTGAAAGTGAAAAACCACTGAAGGAAATTCATCCTCAGAATCCCAG
GCAGCTTTAGATCACACAAATAGCTCAAAGCCTCCTTTAAGTGGAATTCTGAAAAAATCT
GCATATTCCTCTGTGCAGGAAGACAAAACAATGGTGCTGCACAAAGATAAAGCCAGCCTG
CCAAATCCGTCAAGTCCTAAAGCGGTTCCTATGAGCAGCATTAAAAGTGAACCAGTGTTG
CCTTTTCATCAAGGATATTTGCAGCTCTCCCAGGCAAGAACAAAAGACCAAAACCAGACT



GCTTTGGCATCGTTTCTCACTAAAAAGAGCAATCCTGGGACAGGCCAGGCCGCCACTGCA
GAAAAGCAAACACTGCATTGTGCTAAAGCTCAAGCAGAGGGCAGCACTGAAGCTTCTGGG
CCCCAAAATGACCCCGGGACAGAACAGGGCGTCTCGGCTCACGACAGCGGACCTTTGCAG
GAGCAGCTTCACAGGAGCGGCGAGGCCTCAGATGTTCTACCGTCTGACACCAGCTCCACC
CCACAGACGGATGACCAGCAGTCGCAGAGCCAAGACAGCCAGTCTGAGCTTTCTGGTCAA
AGCCCG
>CL5526Contig1
CCCGGGCATTATGGCCGGGGCTACACGAACCCCTTTATTGTAACGGAACCTAAGAGTCGA
CATGGAAGTAAAAAATGCAAACGCGGCCATGCTCAGTAACTATGAGGTATTCAAACTTCT
CACCGACCTGAAAGAACAGAGGAAAGATGCTGGAAAAAGCAAACATAGCCTCGGGCAACA
GGACCTCAACACCATCATGTATGAAACACTAAAGTATTTGTCAAAGACGCCATGCAGCAG
ACAGAGTCCTGAAATTGTCAGAGAGTTCCTCACCACCATGATGCCTCAGAAGCTGACCAA
GGCAGAAAAACTGCAGCTGTTAAACCAACGGCCTCAGAGTGCAGTGGAAATTCAGATTAT
GGTTGAAGAAAGTGAGGAGCGGCTGACAGAGGAGCAGATTGAGGAGCTCATCCAGACAGT
TGCAGGCGTCCTGCCAGGCGACCCGGAGCAAGAAAACGCTGCAGCGGCAGATGCAGAGAT
GAACGGAGGCGCCGAACAGTCTTGACACAGCGAAAGGCCAAGGCCAACTCATGTGAGGGG
AACAGACAATGAGGCTAAAATGATTCCAGAAAAGGATGCGGTGGTCTTCACCTGCAGAAG
TTTGCATTACAGGGAGAAATGCTGACACGTGGAATACGCAGAACATTTCAAAAGTTTTCA
TTAGTAATTGTTGTTTTCAGCAACTTTCACCAGTAACCTTTGCAACAGTGCAAAGAAAAT
GGATCACATGTAAAATACAAAGTGGAAGTTATTGTACATTATTCTCATAAAAAAAATCTG
ATAAAAG
>CL5527Contig1
TTTTTTTTTTGCACGAGAAGCATTTGTAATAATAAATATCTCTCATGATTTTGCACATTT
TCACAGGTTGTAGCCTGCTGTAGACAACATTTCCAGGATCAACAGTCATTTTCAGACCGG
AAGGATCATACAGCATGAATCAGGCGAAGGTAGCCCTCCAAGGGTAGAACTGTTTCAAGT
CACAATCTCTTTTTGTTTCACATTCAACACAGACAGAAAAACAAAACAAAAAAGAAAGAA
ATTGTTAGTTCCCAGTAGTACTGGC
>CL5528Contig1
GGGGGTCCCAGCAGTGGAGCTTAGCGAAGTCGAGCCGGCTTTACCAGGTCTCTGTCGGTC
AGTGCCTGTCTGTGTCCCAGCCGCTGGGATCCAAGGGGCACGTCTCCATGGCGATATGCA
GCGACTCCCAGGAGCAGCAGTGGCAGCTGGAGGACTGAGGGCGCCGCCGTGAGGACAGGA
GTGGAACCACATCTCCAGTTTGAGGACCAATCTGCGTTTTTTATGCAGACAGCCGGCTGC
TTTCATGGTTTTAAATGTTCACTTTGTGAAAACCATTGGAGGGGGGGCGCGTCCTGAAGT
CCCCTCCCACTCGTGTGCACACACAGACACGCACACACAAAGTGTGTCAACGTTTTTCTT
TCTAGAAATGAAACTTTCAAAGCGTTTTTAAAAAAGTTGTTTTACACTTAAGGAAGTCCT
TAAAGTGACTTTGGATGATGGACAGAAGCCCTTAACTGTCTCTGTAAGGTAACCCTTAAA
GG
>CL5529Contig1
GCTTTAGAGCAGATTTTGCACATGTTTTCCCCGTATCGGAACCCTAACACCCTTGTTGCA
TTTGGATGTGTTTTTGTTACCTTTAGTAATATAAAGAAAAGAAGTGAAACTCACCAGACG
TTCACTAGAAGTGCATTTACCTCAAAGCACCACCAACCTGTAGCCCATCTGTCAAATTGG
TAGTTTCTCGCAAAGAATGTGATACTTTGCGTAACTCTTTTTGCCTTATGTGTGGATAGG
AGAAACTAAATCAGCGTCCATGGAAGCAGATGTCAACAGATGTGGATGATCCCAGCATCC
AGATGTCATTTGCTGGTCTTTACAGTTAGGTGGGATGAAGGTGGAAAGAGCGCATGGTGG
ATCTTATCCCTCTGTGTTTTGTCTTAACCGTAGCTCTTTGAACATGGGAACTAGCTCAGA
CGATAACTTGACTTGTAAATACCATGCTAGAATTAGCTGTACAGTGGTTTACCGTTTGTT
TACATAATGTTACTTTGTTCTTTTTTTTTGCCAATATATTTGCTGTACCATAGTTTTGAT
GAGTGAAAGGTGTCTGTATACCTTTCAGGACCCGTTTACCTTGTAAGCCATATAGTGACA
ATGTAACTGATGCCAGAGTAATGGACTCATTATTGCACTTGAGCCAAGAAAGAGTGAGAA
TTTCATAATACTGTGCATCCAAAATATGGTACATTCATTATGTTTTTTTATTGTTTTTGC
CAATAAAGAAGACACTGTTAAACACATTTGGAAGATTTGGATTTGAAGCCTGATTAGTAT
TATTTTTTTATTGATGCGCTTTTTGTGATCACTTCGTGGTTTTGCCCTTTTCTCCGAGCT
GCGGTTTGTCCTAATTTTGTTTGGAAGCTCATCCATCCCGGATGTTTCTAGCAGATGGCT
CCTTTGTTTCATCCTCTCCCGTGGTTTTACCCCAATAGACTGACTGCATCACATTGTACC
CGTGTCCTTCTGAAACAGTAGTTTGAGACTTTAAATCCTCTAAATGTTTATCATGACAAA
CCTAACTCTGCTGGGGAAACAATAAATGGTTGC
>CL5530Contig1
GGTAGATTACTACATCACCCTAAAAGGCATGGCTGAACTATAATCATCACTTGTGTAAAT
AACAAACACAGTGGACGGTCAAAACATTTTATTTTCATCTATTACCCATTGGCACACAGA
AACACTGGAACATTTTTAAATAGGAATATAAAATACAGAACAAAAAACACTTGTTTAATA
CCTAAAATCTTTGAAAAAGCAAAATAAATTTCCCCTTCCTGAACAAAANANAAAAAAAAA
AAAAAAAAACCAT
>CL5531Contig1
TGGTGATGACAGCCTGCTGTTTTGCAGCAATCCATGATTCTGACTTCAGGTCAAGAGCAA



TGAAGTCTTCTCCATCATAACCGTATTGATCATAACCTTTGACCTCTCCAGTCTCATCAT
CCCACTCACATCCGTACATGTTCTGAACCACATGAGCACCTCCAGTTTGGTTGAAGCTCT
GCTTTAATATTTCAATTCTGGCTTTGAAGGTATGCTGGTCACCCAGCCGGTTTTCAGTTT
CTGTCTTCCAGTACTGTCCATCCATGGCCTCCTTCATCCAGTCCTGTTTAGGAACCACCA
TTCTGATGTCGCTGTCATAGTAATCAATCTGAGCATCATCAACCAAACCAACAGCCACGA
ACTCTGGGAGGGTCGGGACTTGAGAGGAAGCGGTGTAGAAATACTTCAGAGAATGAGTCA
CTGCAGCAGCGCTGTGGAAACTCAGTCCCAGAAAACACAGAAACATCTGGATCTTCATTC
TGGATCTTCTGATGATCTCAGTCTGACACTTTCCTGTTTAGAATCTGTTCCTTGGGTTCT
GCCACTGCTCTGTGTATTCCACTAAAAATCAGAAAAAGAAGGGTAATCACTGTTGTGCGG
TTACATTGTTCGTATTTCCTGCTTCTTCAGGAAAACCAGACTGTATTATNGAACC
>CL5532Contig1
CTGTTCTTTTAAGTTTATTGACAGGTTGGGAATAATGTTTAAATACTCTAAACAATAACA
TTAATAAACATGCACACGGAAACATGAGCCACTGTACATTCATTTTACACGAGGAGACAT
TTTCGGACGGATTTGTTCTGACCCAGTGCCTGTGTTTTTATGAGCCAGAACCGGATGAGA
ACCTGACGCTTTAGTGCAAGAAGGGGGGGGGGGNCAGNAAAAAGTTCGGNTCAAAAAGGG
GGGGGCCNCTTTAAAANGGNTTCTACGGAAAACAAAANCCCCTCNCCGGGCNCCNCCTTG
ATCCCAACAGGNTTGCTNAGNAAGTCTTTGCCGNACCGCTCGNAGGATTTGGNGNCCTTG
CCGGCNCCCNCCCTGAANTTGCGGGCCNCC
>CL5533Contig1
TCGGCACGAGGTGGAGACGAGGGCAAACACAACACGGNAGNAGGAGGAGAATGTTTTTTA
GAGTTTGAAACGTTCCGGCAGCAGAGTGGAGACGGGTTGGATCCTTTGCCGTGTCTGGTT
TTTGATACCTGGGCTACCGCAGGATGAGTTTTATCATCAGCTGAGAGCTCAGAGCGCTAA
ACGCTGTTCTGTGTTAGTTTATGTCAACAGAATTGTAGCATTTGACAGACGCACACAACA
GACAGCAGGAAGAGGGATAATTTTATAATTTTGTTATTTCTCAACCACATTTTTTTAAAT
AATTGCACTAATATTAGTAATACTGCTTAATATACTCTGTTTTGTAATTAACAAAATAAA
CTTTTTGAGAGTTTTAAGGTTTGCTGAAATAGACATGATGACTCACACTGAGCTTCTCTG
TCTTCATGCTCACCACCATGCTGAGTTTCCTTCATCATTTCATTCATTTATTATCAGAGA
CAATGTCCAAGCAGCCACAAATCCTAGTGACTAAAGGATGGACAGACTCCATGTCTGAAA
ACTGACGCCAACGTGAGGAGAGATTCAGAAAACGGTCTTAACCGGTGGAGTTTCATAGTG
CATTTATCCACTTACGTTCTGTGGACTGACGCTGGATTTGATGGCTTGAGTTTTTATTTG
AAGATGATGGCTTTAGCCAGTTATATACTGTGTAGGATTCATATTTATTAGCTTTTAAGT
CATGTTGCTTTTAGAAATGTCTTCTTTTGTGTTTTTCTCATCTTTGTTTCTTCCATCAGT
CCTTTTCTCAGCGTTTGGATGTTACTCAGTGACTATGCCGTCTCCAACCGCTAAATTCAG
CTGGATTCAGATTAAGTTTTGGACTTTTGCAGGTGTGCTGCTTGCCAAAATCCACAAGGA
TCTAGTCCTGGTTGTTAAAGTCCAAGCAGCTTTCACTTTTGTTTTTCTTTCTTTCTTTCC
TGTCTGAGGACGTAACATTTCTTCAAAGCTGTGGTTTGTTTGGAACTATTGTTTGAATCT
ATGTTGGAGTTTCACTTTCAAACAAAGTCTCCTTTATTCCAATTTTCCTGAAACATGTAT
AAATATCTATGTACACATTTAATTTTCTTTAGGCCCAGTCAGGTCATAGTTAAAGGACTG
TTGCGTCTCCTGACCAGTAGCACAGTTCAGTCCAGTTCCGTTACTGTTCGGATCCAGAAA
GCCACAGTTACGCAATCACAAGAGGGACAAACCATTTATAGGACACGCTTCAGTTTCTAT
CTTTTTTTCCCCCTTGAAACTCNATTTAAGTTTCATTTTNCTGGCTTTAATAAAGTTGTA
AAATA
>CL5534Contig1
GATTTTATTAGAAAGATGAAACGTGCATCTTTCAACTTATTTATACAAAACCCCAGCAGA
TTACATACATACACTGAAGGAAAAAGCTCACTTCTCTTGTCTGGGTATGAAATATTTCCA
CAGTGAACAGGACACGCGTGTGTGAATGTGAAGGACTTCTTTAAGAGATTTCAGTGTTTC
AGTTGAGTTTCTACAAAAGAAAAAGGGCCTTTCAGATAAAAACAGAATCATGTTCTAAAA
GAAAGCCATCATTTACAGAACTGTGTGCAGACGCTGAAGGATGGATGGAGGTGTTAACTC
GCAGTGGATTCGTCTGAAGAGAAGATTAAAATGAGATTATTATCAGACACAATCTGGATT
AGAATGTCACCACTTCCTCTTTTCTAGTTTCAGTCGTCATCTGAGCAGTCGCTCTTCAGG
ACCGGTTCCTCAAAGGCCGGCTGAGGGACAGCCCCCCTCCCCCCTCACTGCTGGGGCGCG
TTGCCGTCTGCGGTGTCCACCGTTCTGATGATGACGATCTGCTCCAGTCCCTGAGCGGGA
GAACGGCGGCGGTCGCAGCTGCTCCACCAGAGCGTGGAGGGTGTCCGAGTTGATGGTCTG
CTCCTGATCAAAGGTCACCTGCTCTGCGTGG
>CL5535Contig1
TTTTTTTTGAAAAAAAAAGGAAATTTTATTGTAAAGCACTTTTACAAAATACCCTGTAAA
CAAAATTAGAGCAACTAATGACAAACGTAAAAGTTAACTAATATAAATAAATAACTCTAC
AGTTTACTGGTTAGTGCCCGTCGGCTCTTTTAATGGCTGGAGTGTTAAAAAAAGGTGCTA
CTTCTAAAACAAACAAACCTTTTCTGCCCTTTTCCACGGCAACAAAACTTTGGGTCCTTT
AAGGAGGGTCTTCAACTTGACATTTTATGTAACTACAACTAAACTAAAACAGTAACAATG
TGGGAACATCAGCTAGATAATACTGTGATTTGAGAGTGGGGCCTCTCCTTGTTCCCTCAG
TTTGTGCCTCCTCTTCCTCAGCTCCTGCAAATGCAGTTACACACATTTCATGTTGGCATT
TAAGGAGCACAGCGAGGAATTTACTGTTCAAGGGGGAGGAGAGCACTGGAAGATCTACGA
ACGGCCACTTACAGTCCTATTTCAACCCCATTTGGACTGATTTTCGCTTAAAATGGCAAA



CGTCTGCCACATGCAAACGCACCATAGGGGTCATCCCTTCCTCAGAACCCCCACACTCTA
AGGAGGACGCTCAGATATTGATCCCACAGTCATCAGCAAAAAGGAGTGATAGATCGATAG
CTGCAAATCAGTGAAACACTTGAATGGTTGGAGATTTGTCAGTAGGCTGCACATACCTTT
ACAGGAA
>CL5536Contig1
TGTGTTTGCAATTCTGCTGGTGCCACCTTCCAGTTCCTCCTCCAGTCTAATCCAATTTTG
CCAAAAACTCAGCTCTTAGGAGCTCTTTTGTCTTTCTTTTTTTTTTCCNGATTTGCTAAT
ATTGAATCGTAATTACTTCAGTCTTTGAGCCTGTCTGCTGGAANCCACATGANCTGCAGT
TATGANCAGGTTGGAGGGANACCGTCTCAAACTGCACGGCCGCTGGTTTGGANAGGTCAA
AAACGAAAAAAACAAAAACATCTCTNCNGAGNGCTATGCAACCGTCAANGGCCGTCCCTG
AAAGGNGGGGGCGGTGCCTCTAAANAAATCTTTATGACAGTCGNGATGGTACAAACAGGA
GGAGTGACATGAGTGGCGATGCTCTGACGGCATCTCTTCATGAAGTGAGCTGTTAAAGTG
GACCTACNGGATGTTTCANGGAAAGAANATGGATGTCAAATCCANAAAANAATGANACGN
CTTTATGTTTGCANA
>CL5537Contig1
GCGAATCGGCGCCGCTGTGGGCCGCCTCTGAGCCAACGTGGTGACACTCGTCGCAGTGCT
CTGTGACCGCTGTGGGTTGGGTGTCAAACGGCGCCGGGACTGAAGGGACGTCGCTGCTGG
CAGAGATGATCTGGGTGGCCTCGGCTGAAGCTCCCTCCATGGTGACAGCAGGGGGCGACA
CGGAGGGAGTGGGCTCTGTGGACCCCGTTTGGGCGGCCCCCTTTACTTTCTTCTCTGACT
GGACCTTGGAGGTCTTGGCTTGTTTCTCCAGCATGGATTGAGGCCGAGTGGACTCCAGCT
GCTTTCTGATGGGGTGGCCGGCATTCTGAGGAGCAGGTCCCAGGACTAGACCAAACACCG
AGTCGGAGTAGGGAACGTTCTTCTCCACCGCTGCTCTGAACTTGGGGTCCCACTGGGCGT
ACAGAATGGTGCCTCCGACCCCTCCACCCACGCTCAGCAGGCTGGCGGCCACCACCTTCG
CAGCCCCGCTGCCCTGGGACGAGGTGCTGTACTGCCTGGGGGGCTGCAGGTGAACCACAG
AACTTCTGCCGCCGTTCCTCCGCGCGGGGCCCGCGGCGCCTCTCAGAAGCAGCCTCAGCA
TGATCCTCGGTCGCTCCTGTCGGTACAGAAGCGAATCAGGAGCAACACCGGCGTCCTACT
AGTTCTCCTTCAGCTGTGTCTCACTGTCGACAGAACC
>CL5538Contig1
TTAGTTTTCTGAGGGACCTTCGAGGTAAAGTGTTGCAACTTTTTTCTCGTGAGAGATCTT
CTCTGGTGTCTCCATCGTTTCAAACTGCAGCTGTTTGTCGGAGCTCGTCTCAGCACAACT
GCTCTCGACATCCATCTGAAAGGTGAAGGACTTCTCCGGCAGCCCGAGTTTCACGTGTTT
TTCAATCATTTCTGATGTTAACTTTCTTTCCTCGCTAAAGCCTTGGAAGTCATCACCGCC
GACATGCTCGCTTTCCTCGAAAACCTTAATGCTGTAGCCTCCACCTGCTCCTCCACCTGC
TCCTCCACCTAAGGATTTCTCCAGAGCAAGGTTAGAAGATCTCAAAGCTGCCATGATCTG
CTCTTCAGAAACATCTTCAGAATCCAGCAAACCAGAGTCTTCAAGGGTTTGGGACACATT
AAGCTCTGCAACTACAGTCACTGTTCCATTGTCAGCTGACTGCTCCACCTTCTTGATAGC
CACATTCTGTGGACTCTCACTGCTAACTTTTGTGAGGAAAGCCAGCTCCTCCCTCAGTGG
TCCTGACACTGAGGTTTGGAGCTTCTCTAAAGCTCCCTTCAGCTGCTCTTTGGGCTCCAA
AGACTCCTCCCTCAGGAATTCAAGGAAAGACTCCTGCACCTCCGGGGAGACGCGGACCTC
CTCTTCAATGATGCACTCTGGAAAACTCTCCTTGCCAAATGAGCCATCCCCTGACATGTA
CTTGGACTCGTCACTTTCCTCAACAATAACTCTCCTCTGGGGAATACTTTCATCTTGATA
ATAGCGCTCATCTGACAGGTCATCAACAACTCCATAGTGGCCATAGGATGT
>CL5539Contig1
TTCGGCAACGAGGTTGAGAGCGATAATTACACATTAACCGGNAAAGGCCGCGAAGCACCT
TTACGGTATTTTCTCAAAATGGCAACTATCGTTCATTTTTCGGCGCTTTCGACAACGAGA
CTATGTTTAAAATCCCATTTTAAGGGTCTTGCTCGTTCATGCGAGTCCACGTTCATTTTA
TCAGGAAGCCGCGGTCCGTCACAGTCTTTGTTCCCGGGAAGGAGATGGTTTTCCAGGGGC
ACCGGCGTGAGGTTCATGTCCCACGGGACCGCGGGCGGACAGTCGGCCGGACGAAGAGGA
GCCTTGGCGATTAGCGGAGCCGCAGCTCTCACCGCTGCTGCAGCTGTTGCGGGATTGTTG
GCCAACGGGAACCACTTCCAGCGCGCGGAGATGGCAACCAGGATTTCAGGAGCAGTAGAG
AACAGGGAGCAGGAGGCTGAGATCGTCGAGAGATGTCGGAGGTTCATGTCTGCTCCGGTG
ACCGACATCAGCGTGCTCCAAAGCAGGAAGGAGGAGATGCGGACCAAGATGGAGTTGCTG
ATCATGGAGACGCAGGCTGAGTTTTGTAAAGCCTTGGAGGAGGTGGACGGTGGGACCTTT
AAAGTAGACCGATGGGAGAGGAAGGAAGGCGGTGGAGGAATCAGCTGTGTGATGCAGGAT
GGAAAGGTGTTTGAGAAGGCCCGGCGTCAACGTGTCAGTGGTTT
>CL5540Contig1
TTTTTTTNTTAAAGTTTAGACATTTATTAGAAACGCTATTAAAAAAGCCTTCATGGACAT
TAGAAAAGCAAACAGCAGAGGATGAGGAGGATGAAGGCGCTGCAGCTCACGGATCCTCCT
TCGCCTCCGTCAGTTCTTCTATCCGAGCCACCACGCTCTCCATCATGTCGAAGGTGTGGA
GGGCTGAATGTAGAGCCTGGATCTGGGCCGCCGGCGTCATTTGTGGAAGCTTCTCGTTGC
TGACGCTCACAGACAGGACCGGCTCCTCTGTGTTGCGCCGGCGCTCTGTGTGGTTGCGCA
GCTCCTGCTCGTAGTGCGCCCGTGACATGTTGAGCCCCACACGCAGGGGCTGGAGGAAGG
AATCCTGGATCTTATAAAGCTCTGTCCAGACTCCCGTCTGATTCTCCGTCACTTTGTCCC
TGATGACGAGGAAGCGCAGCAGGTTGAGAGCCTCCATGAGCCGGTCCAGGTACTGCAGCA



GGTCCGTCTCTGGTCCATCGGGCAGACTGAAGACGTTGCGCAGCAGGGGCAGCAGATGGA
CCCCCTCAAACCAGACGTTACAGTTTCCCGGCTGCAGGGCGATGTGGATCTGAAGTCCGG
ATGTTTTTG
>CL5541Contig1
CACGAGGCTCAGAAGAAGAGGCGCCCTCTGGAGAAGACTAGAAGATGGTACCGGATGGAA
GCCCATCGTCCACATCTCTTTCTCTTCGTCTCTTTGTTTTCTTTTGTTGCTCTGCATTTA
GAGTTGTTGTTTGTTTGTTTTTTTCCTCGCGGCGGCCTGGCTCAACGGTTTCCCCCCTTT
TTTTTTTTTTTTTNGNNAA
>CL5542Contig1
GCGCACACAAGTACAGACGAACGCCAGCTCAGATCTGCGTCCGCTGGAGCATTCAGAATG
GGGTCGTCACAATACCAAAGTCTACTAAAAAGAACAGGATACAAGAAAATTGTCAAGTAT
TTGACTTTCAACTGGAGGAGACAGACATGACTGCTTTAGGAAGTTTGCATGATGGAAGAC
GCGTCACTTGGGATCCAACTAATGTGAAATAAAAAACTGTCCTGAAACCCTCTTTCAGTA
TGGAAGGAACTTATCTAATGTGTTGATACCCTTTCTGTGCTTGCTTTTTTTAATATAAAG
CATTGTGGATAATGATAATAATCACAGCACATGATTATTCCTCTATTTCATGCGTGTTTC
ACAAAGTACTTCTGGTTTTAACTTGCTTTGTTCAGCAGAAAATCTACACTTACCATGCGT
GTTTATGAAAATTAGAATTTGAAATTTAAAATGTGAATAATCCAAGTGTAGTGAATGTTA
AAATAA
>CL5543Contig1
GGAAGGTTTAATATTGCTGATGGTTGGAGTGTGTTGGATCAGCAGGAAGTGCATGGTGGC
AGCAGGTAGACACATACGCCAGGCTTCCCAGCAGGCTTTGAGAAGCAGCAATTCCCTACA
GTTACCTGCTTCACTGCAATGATACATCTTTGGATGAGACATGACAAATACATTAGCTTC
AAACACTGCCTTAATATCCTGTTCTTGACATGAACACACACACTCACAGCCACACATATA
TATGCATCAAAGCTTGTATCATCGCAGGCTAATTTATTCTGTATTAATTTTTGTGAAGTG
CCGTTTTTTTATTACAATTGATAATCTATGCAAATCTTTCAAATATTACTTTAAACAATC
TATGCAGTGTCTTTGCAACTGATTCAAAGCAGACTATTTTAGCTTAATTTAAAAAAAATG
TATTCTTTTGATAATCATGCAGTGCTCGAGACAATTACTTATCTGCCTGGATAAGCTTGA
AATTGTGTTTTTAATCTCTGGCAAAAAGAGAGTCACTCATTTGTAATCAGTCCAGAGGCG
TGAAAACCCTGAATTCTGTTCTAAAACAATTAAATATGTTGCAAGTACAAAAAAAAAAAT
CTTTTTTTTTCCAACTCTGTATATGGAAACTCAATATGTGTATACTCATCCTTGACTATT
TTGTATATGTGTAACATTATTTTTTCCTATGCAANGTCNCTGCCAGGAANGNGCTCNCCA
CANGNGCCTTTTATGCAAAATTTTGTTGGAANGNGAATAAAAGTTTACNTTGAAAACAAA
AAAAAAA
>CL5544Contig1
TCTGACTGCAGACTCTCTCTGAGGGAGGGGTCAGCTTTCATGAGAACTCGCACAGGAGCT
TCGGTAACATCTCTTTCCTGCATCTCCACCTCTTGGATTTTTCCAGGTTTTGCCGTTCTG
GGTGTTGTTAAGTTGAGTGGAAGTGGGTCAGATGGAGCATCAATCTGACTGAGCTGGAAG
TCTCCGTGACCGCTGATGTGCACCAATCGGTGTACCCCAAGAAGATGGCCTCGAACATAC
CCAGAAACACAGAGCGTGCCAAGGCCGGTGCGCCCGCTGTCGGTTCCCTCTACAGGGCCG
TTGGGTGAAAAAGTAACGTTCTGTGCTATAAGATGGGAACGCCTGGAACGAAAACCCAGC
TTTCTTTGTCGCTGAGATCCCAGGTGTCTGAGAAGCAGAGTTGCATCCTGCTCAGAGTCC
AGGGGGAAAAGACGGGCATCTGGAAAGCGGACCTCTGCTATTTTTGACAAAGCTCTTCTG
GATTCGACCCTCTTCTTCACAGGAACGTCTGACATACCCTGGCACACTAGTGCATGGCTG
GGGAGGCCTTGGGCGAAGAGGCATGACAGACAATATTCTCCGTAGCTGTCCCAACCTTCA
GCAGAATCCATGACAAACACCAGGGTGTCTGCAATCTTTGCCACGTCCAGCAGGGAGTGC
ATGTCAGCTGTGCTCTGACTAAGAAAGGTGAACCTCAGTTTGAAACGAGGCAGAATGAGC
CCAAAGCTGTCGCTAACGCCACTGATGCACCCCTCCTGCTGCACAATTCCTCCAGAGCCT
TCTTCTCTTAGCAGCTTAGTTACAGCACCAGCATCCGCTCCTGCATGTAGGGATACCACC
ACAACCAAATGAGGAGGTCCGTCCCTGCTGCCCAGACGCCGCTTTTCTGTCAGGATCATG
TCCTTCTTATTTCTGCGTAGCTGGTTGGCCTTGTGCCTTCTGTCCATCTTCTTCAGCTCC
TTCCGTTGTTTTTTTGTGAGGGCTGTCACTGAAACTCTCCCTTTGTTTTCTCTTTCAATG
TCACCTTTCGTCCGATGTTTACCATGTTTGTGTACTTTATTTTTCTGTTTGTATATGCCA
GCTCTGTGGCCCTGCTGTTTTTCCCCGTCAGCAGCCATTTTCACCCCCCGGCCATAATG
>CL5545Contig1
TNAAAGGGGTNTACAAANATTTTTTGGTTCAAGTGGAGAATTGTGCATGGACTGAGGAGA
AAAGGAAAGCACAACAAAAATAGAAGGAAAATGCATTAAAATGACATTAATCTTCATTTA
CCTCACTTAGACCTCACACTTCCTTATTACACTGAAAAACAAAAAAACAATATCCATTGC
ACAAAATATCATTTTAGATGATGAATGGATGCTCTACCAAATGAAAAATACAACTGATTA
GTATTTAAATAACCTCTGAAGATGGGAAACGTGCTAAGATTACAGTAAAATAGTCATTGT
TGCTTTTTAAAGTGATCTTTGGTTCAACATTATTTCTAAAGAAATACCATTCAGGGGGAT
GAAATCACGCTGCCATGCAGAAATCTTCAGATCTTAAGGTTTCGTATGGTCCATGATGCT
GAACAAAGTTGTTTCAAACCCAGAATTGACCGATTTCGCTTTGTTCTGCTGAGTTATATT
TGTCCCTAGATGACATTCTGGTTTTATAAAGCAAACGGGGCTCTTTAAAAGTTAAACTCT
TCAAAAAAAAATGATTTTTTTTTTCTATTCAAAATTTCCATTAAAATACTTTATAAAATC



AAGTCAAATGGAGTCATCTCCATTGGCGTGGTTATTATAACTTATACAGAGTAGAAAATG
CGAGCAGAAGAGTGGGAGTTGCTTTTGTGAACCTCAGCAGAAACCTGCAGCAGCTGCACA
TGCTTGTGTTGCCAAATGAAGCACAGACAGTAGTTTAACTTAGTTTTCCTTTCTTTTTTT
GAACTGGTAAAACAGTCCACTCTATTATTTCAAGAATAAAAAAGAATTACCATTCAGAAA
AACCCACTCACTTTCGTGCAGAGCCCCCACACTCGAACCTTTGATTCCAAAACTGTTGTG
CAATAACCATTTCTTGTGAACTAGTTGATTCTAGCTAACTTTTCTCTCATCACAGGTCAA
CTGCTCTTTTTCACTGTGCCAGTTTTTGGACAAGCAACACTAGCAAGTGAGGTAAGTGTT
TTGTAGCAACAATGTCACTATTTTCTCCCCCGGCCATAAT
>CL5546Contig1
GACGTCGACACTGATCTGAAGTTCCCGCCTCCCCCACCACTACCAAACGAAGAAGACGAG
AAGGAGGCAAATCCACCTCCACCCATGTCTGAAAACGAGCCAAAACCTGTATCAAACCCG
TGGAAGCCAGGAAAGCCACCAAAACCAAAGAGAGACCCGTTCATGCCTCGGTGTGTGCTA
CTGTAATGACCGTGGCGGACCCCAAAGGAGTCATCACCAAACAAATCTGCAAATGGATCT
CTACCTCCAAAGAATTCCCTAAAAACGTCCTCGGGATTACGGAATGTGAAACCACCCCCA
CGGAAGTGATCCTGGTGGCCCCCTCCTCCTCCTGATAGGCCTTCTTTGCCGTAGCGGTCA
TACATGTTTCTCTTACTTTCATCTGAGAGCACCTCATACGCCTCTGACAGCTCTTTGAAC
CTCCTCTCCGCCTCCTCCTTGTTGTCGGGGTTTTTGTCCGGATGCCATTTTAATGCCAGT
TTTCTGTAAGCTTTCTTGATTTCCTCTGGTGTTGCATTCTTTGGAATTCCTAATATCTGG
TAGTATTCTCCCATAGTTCTGTTGGTGGACGTATTTCTGCAGTTCTATGAAAGCTTTTCC
CGGAGGGGAAAGTGTCCTCTGCGTTGCCCTGACGTCCTCTCGCNGTCGCCGCGTCCTTCT
TCTCCTCTCGACAGGGTTCGTTTCTGA
>CL5547Contig1
AATTTTTTTTTTTTTTGCCNANTTAAATCTTTTTACAAGCAACCTCTGCTACAGAGACCT
GATGGCTGCATCAGCTAAAGCAGTTCTGTCAGAAAACTGAGGCATGGCTCTAAAGAGGAT
GGCTCCTTTGCCTTTTTCTCTCCAGAACAAGTATCTGGAAGCGTGTTGCATTCAATGAAG
AAACAAAACACTGGGGATTTTTTTTCCAAACGGGCTGGGCTCCAACCTCATCTGCTCATG
AAAACTGTAAGATGGGCTGCAATAAAAG
>CL5548Contig1
TTCGGCACGAGGGGAAAGCAGTGTATTACACAGGAAACACTGGAATTGACTCCGCCATGA
ACTGGATCATGGGTCATATGGATGATTCAGACTTTTCAGCTCCCCTGGTGTTGCCCGGCG
GCAGCTCTGGACCTGGAAGCACGCCTACCGAGAGTCTGTCCGAGGAGCATCTGGCAACCA
TCGTCTCCATGGGCTTCAGCCGAGACCAAGCTACTAAAGCCCTCAGAGCAACGAGTAATG
TACTGGACCGTGCTGTCGACTGGATCTTCTCTCACCTGGATGACCTGGAGTCCATGGATG
TGTCCGAAGGTGGTCGCTCAGCTGCAGAGAGCGAGGGGGGCAGAGATCCACCCCCAGGTC
CCCGTGTCAGGGACGGACCAGGAAAGTACGAACTGTTTGCATTCATTAGCCACATGGGGA
CCAGCACCATGTGTGGCCACTATGTGTGCCATATCAAGAAGGACCAACAATGGGTGATCT
TCAACGATCAGAAGGTTTGTGCTTCAGAGAAACCCCCCAAAGATCTGGGATACCTTTACT
TCTATCGTAGAGTTACAGAATGAGATGTAGTATTTTTTTTTTTTTTTTTTTACACAACAA
AAACAGGAAAGTGGATGCTAACAAACACAACTGAAGTTCTTAAAATGCCCTGGCACGTTT
CACCACTGACAAAGTGTAAATAAACCCTCAGATTGCATATATACACAGCTAAATAAATGG
ATGTTGATGTACAGAAGAGGTGTTGATCCACTGATTACAGCCCTGGCATCGTTGCCGTGT
AGAACTGAGAACCACTTGATGCTTCTTGTAGCCTTTGGTCCCGGTTTTACTCGGGAAAAC
CTGCTTAAGGCATCACAACCACAAACGCCAGAGGAGCGTGGCGTTCCTTCTCTCCTCATG
ATTCAGCAGAATCTCCCCTAGTTTGATTTCAACTGCCGTTGGTAGTCACTGACCTTGTGC
GTTCATTGTGTTGCCCTGAGGTGGTTAAAGACTTAGAGTCA
>CL5549Contig1
CGGCACGAGGGTCCATTAGACCTTGTGCTATCTTGTGGGGTCCAGATGACCCCACTCCCA
ATCTGAACGTGGTTGGAGGCAGTAGAAGGAGCCGATGGGCCTTCACAGGACATGAATGGA
GTCCTTCCAGAAGGTCTGTCTGCGTAGCAAAGTGAGCTGAGATGAAAACTCAGAGGTGAA
AAGAGACGAGGCTTTGGCAGATTGGGATTCTGTCGTCTGGAGGACAGGAGACGAGCCGAC
GCCTACAGATGGTTTGGTGACCTTCTCCCAGACTTCTCATGTCATGCGTTGTTACACGAG
CAACACAAACATGAACGGTGGAAAAAGAACACGTGTGTGAGGTTTGTGTCACTTCCAGAT
GTGGGATTTTCTGGGTTTTTCTTCAGGTGGGGGTTTGATTCCTGGCCGCAAAGCCCCACA
TGAAAAGCCTGGAAATGTTTGAGTTGGTCCCTCTGCTTCATTAAATATTGTACAGAAGGA
GCCGGATGGTTGCAAACCTCCTTCCTTCAAACCGTGTTGTGTTCCCAGCATTCATTGCAT
CTTTCTTCATCCCCGTCCGTCTGCGGCCTGCAGAGTTTTCTCGCCGTGGGCAGGTGGAGG
TGTCACCACTATGTTTGACGCTCCAATCGAGAATTGGACTTCTGCTTGTTGTTTTTTGTT
GCCTTGCTTCTGCTGACAGGAATGTGTTTTATCTGAGCTGGATTTATTTTCTCAAGTCGC
CTTCAGCTGCACTGATTGTGATGTTTATCTGAGACGCGCTTGTACAAAAGCCCCCCATGC
TCCGTGTTGTGTGAAAGCCTCATGGTCGGCTGTCTGTGGACTCGCTGTTCCCACTGCAAA
AAAAGAC
>CL5550Contig1
GCAACAAGAAACCATTTATTTGATAGAGTCTTCTGGAAGCCAGTCAGTGGGAACAGGCGT
GCTACATGTATTAACAGTCGATGTTAGCACTCTTATCACTTTACAGAGTCCTTGCATATA



ACAAGACAAAGCTGACCATAGGTGCTTTGAATGGGGGAGTAAAAACAACATAATCATCAT
CTGCCTCTTAGAGAAGTACAGTGTTAAAAAAACACAATAAAAATTATGCATGTGCTTTTG
CAAAACACATCCATTTACTGTACATAAGGTCCTTTAAAAGCATCAGACAAAAAAACAAAA
CACTAAACTCTTTATTTAATAGAATGATTGTATTGCAGTTTCCACTCAAATAGTCATTAT
TATATTATAAAAGGGAGGTGAGACTAGTGGTTTCAAGGAGTCCAATATCAAATTTATACT
TTATGCAACAGTTATGCATTGTCAGCTATCTNATCAAAAATCAAAAACCAATCATAAAAC
ATGACGACNGTTAAAAATCATCCAGCGATAGATAAAATGAGACAAACGATCACTGACNAA
TACAGATATTAGTTATGAAAAAGCAATTATCAAATTATCAGATATTTTAAAAAAAAAGTA
TAACATTGTTCTGCATTTTCCACCACAGAATGCATTTCAAAATGAAATGATTTGCTATTT
TTTTTCGTAGCTACTCTTAANNAGTGGGGGCTTTGTCTCACACACAACCAGCAGCATTTT
TTTTATTTTCCCTACTTGTCAGCTTGATGACATCCTCCTT
>CL5551Contig1
GTTTCGACACGGTTTTCGCCTTCTGTTGGTATCGAGCCCAGCAGGTCATCGAGACTGCAG
CCCAACCGCTTCACCGAGCCCGGCCATGGATGAACAGGCAGGGCCCGGCGTGTTCTTCAA
CAACAATAACAACTCTGTTCTGCCGGGCGGAGGGAAAGGACCGCTGCCGGATGGCGACGC
AGGGGAGGCGGCGAGAGCGCAGTACAGTATCCCGGGGATCTTGCACTTCCTGCAGCACGA
ATGGGCCCGTTTCGAAGTAGAAAGAGCTCAATGGGAGGTGGAACGAGCCGAATTGCAGGC
CCAAATCGCATTCCTGCAGGGGGAGAGGAAAGGTCAGGAGAACCTGAAGAAAGACCTGGT
GAGGAGGATCAAAATGCTGGAGTATGCACTGAAGCAAGAGAGAGCCAAGTACCACAAGTT
AAAATACGGGACCGAGTTAAATCAGGGTGACATGAAGCCTCCGAGCTACGACTCAGACGA
GGCCAATGAGAACCAGACTTCCGGATCGCTCAACAATCAGCTGTCCTGGAAACAAGGCCG
GCAGCTCCTCAGACAGTACCTGCAGGAGGTGGGATACACAGACACCATTTTAGATGTAAA
ATCCCAAAGAGTTCGGGCTCTGCTGGGACTTGCCGGAGATGGAGGAGGCAGGATGGAAAC
TGAGCCTTTGGTGAACGGGACGGACACGACAACAAAGGGCATAGGCACCAAGGGGAAATC
TGAGCTGTCTGACCCCAGCGCCGTGCTGGAAGTCTTCAATTTTATTGAGAATGCAGAGGA
TTTGAGCGATGAAGATGAGGAAGAGGACAGCGAGGGAAAGGGAGTTACCAACTTTTAGGA
GCAACTTATCCGATTTTGGCCAGTTTGCTGTTGTTTGAACTGAATGCTGTGTACCGTATG
TAGATCTCCCCAGCTGTGTTGGACACGCTTGACCACGATGTGATGTCCTGATATCTACAT
TAGTCCGGTGTTTAGCCAGAATTTAGTGCAGTACCGTGGGACTGTTTTTGGAAGAACAGG
CTGACCATTGGACGTCCTCCTCCGTCTGCAGCTCGCTGTGAGCCGAGGACGGACGTCCAA
ACTGTTTCACATGGAGACTACAGCTTCACATGAGCCATTTTCTCAGTCAC
>CL5552Contig1
TTTTTTTTTTATAAATTAATTCTTTAATTTTCTTAATCCAGACGGACGTTCTCCCCTCAC
AGGTAGACGGACAGGCGGACAGGAGACAGACGGGAGTGGAGTCTGCTGCTGAGAGCTCAG
AGAGGCACAATGATGAAGAACTAAAGAGCAACGCAACCTAAAAAATAAAATCACAGTCTT
TGTTTACATGCGGCATCTCCATGGCAACAGAATAAAACCATGAACTACCATCAGCATCTG
TCTACATCAGCAGCCAATCAGAGAGCAGCTAGCGGCGGTAGACCCCAAAGGCTACTAGGC
TGAAGAAGATCGTGACCCCAACCAGTGAGGCAGTGGCGGGGGCGGTGAAGAACTGCCGGT
ACTGGATCTGACAGTACCACAGCACGGACAGCATCAGGACCAGCAGCGGCACCATCAGGC
TGCCCACATTAAGCGCCACCTGCACCTGGTCGCCGGGCCGCACCCCCCCGGCCATAAGGN
CGGGTTTAAAGGC
>CL5553Contig1
GGCACGAGGCACTGATGTGGCTGGATATGGAGGTAGAAACGGCGAAATCATCATCACATG
GACTCCCGTGCAGCCATGGTTTTTCTATGGCAAAAAATTTGGTTACATCGTGGCTTTCAA
GCCCCACGACGCTTATGACTGGTGGTACGAGACCATCTCTGATCCGGAGACGAGGAGATA
CGTTCACAAAGACACCTACTTCTTTCCCACTGAGGAGGACTTCCAGGTGCGAGAGTTCCA
AGTGAAGATAAAGTCTTTTAATGTGAAAGGAGACGGACCCTACAGCCTCACCAAAGTCAT
CTACTACCCAAGAGATGTGCCAACAGAGTCCCCAACAGACATCTATGCGCGGCCGGTGTC
CTCCACTGAAGCGGTGGTTTGGTGGCTCCCGGTGGTGGACACAGGAACAGGCCTGCAGCA
GTACGTCGAAGGATACCAGGTGAAATACTGGAGGAAGTATGACGACCCAGAACCAGGAGC
CAATCGCATATTCGTCCCAGCAACCGTCAACCAGACCAGGCTGGAGAACATGCTGCCAGA
CTCCCACTACCTCATTGAGGTCCGGGCCTTCAACGGGGCCGGCCTGGGGCCTCCCGGAGA
GCACTGCGAAATGTTCACAAAGCGACCACCACCCCCAGAACCCCCCAGGATGTGGCGCTA
CGTCAGCTGGACAGGAAAGTGGCTGTACGTGTGGTGGGACCACATCCAGTACGACTGGTT
TGGTAACATTTCCTTCCCGCTGTACTACAAAGTCATGTTCAGGAAAACAGGATACTATTA
CGGGAAGGTCTACATCACCGGTTGGCACTTTATGGACTTCCCCATGCCTCAGGTTGGAGA
CTTTGAGTTGATGGTGCGCGGCCGATACGAAGGAGGGGATGGCCCAATCAGGAAGATTCG
GATTAAGGGTACAGCATCCACGCTGACGCCCGCTCTCAGCCTGGTGTCGATGGTGCTGCT
GGCGCTGGGCACTGTGGGATTGGAAATGTAGCCCCGCCCAAAGTGGGAAGCAGAACCAGA
CTTGGATTGAAATCCTGTTGGATTGGCTCATCNCGCGTTTAGCCNCTTATTAACCCCTCC
CATATTATACCTCTGTAGTACATTGTTGTAANGTAACTATACNCAGAAAATGGTTCATGT
ACAGACACATAGAGCTCTAAATGTATCNGGATTTGTCCNGGGAAAGTGAATTAAAAGATC
GATTCTTGATTAACNGGATTTAAAGCCNTTTTTCCTGATAACATTCACTTCTAAAGTGGT
AATTACTAAAAATGTTGTTAGAAGCTTTTTTTTTTGGTTAGACTCAAAATTTGCTTTGTT



TTGGCACTATTTTATGTCACATACTGGGGAAAAAATGTCAGGTTTTATAGAAGATCCTGA
TATGTGTGCGTTTGTGTGTGTGTGTCACACAATGTCAGGTTTTATAGAAGATCCTGATAT
GTGTGTGTTTGTGTGTGTGTGTGTACGTGTGTGTACATAATTGGAGATCTGTTATGAACT
TCAAGGTCACAAATGGATCCAAGTTTTGGCTGTTACAGGATTACTTTTGTCATTTTCCTG
TCCTCCACGT
>CL5554Contig1
TAAGATTTGAGCCACAACCTGTGAGCAGATGATCCTGTTAGTGTGCCATAGCCGATTGCA
GCATCGGCATAATCAATATAATCAAACGCAGAGCACTCCCCCGTGATGTCTGTAAATAGT
ACAGCTAGCAACACAAGGCACAAGCTCCTCATGATGTAGCATCACATGCATTAACACAGT
GACTAAAGGCATATGCGAGGCGAAAGCAGGAATTCTAACGGAATACATTTTGGAATCGGA
CTCAGGGCTTTTCAGTAAGGACCAAACCCTAGCTGCTTTTTTGGGCATGCTAGAAACAGG
CAATATTTGTGCGTGTATTCCTGATTTTGTGTGGATTGTCAAACCCAACTGTTTGTATAT
TAAAGACGCCAAGTCTAAAAAACCTCATGGGTGCCAGTCTTGTCTCCGGAACGGGGAGGA
TTGACCACCATCACCTCCCCTGCACTCATGCCAGCATCCATACAGCAGACCCCCTTCTCC
TCTTTAAAGCCATTATGTCCTCTTGTCTTCTTGTGTATAGTTTGAGAAAGAAAAGAGGGT
GGTGTATTCTCACGCATCTCTTTGTTGTTGCCAAAATGTTGCAGTGATCAGTACGCTGCG
AAACGGCAGCTGAGAAACATACAGACGTTTTTCTGTCTTTGAAGCAATATGACCATTCTC
TTTGTTATAGTGAGTCTTGTCATCTGAATAAGGGCAGGGCTCCTCA
>CL5555Contig1
TAATCTTAATACAAACAAACATTATTTCATCTTCTTATACAAGTATGTGAAATTATTACA
TCAAACATCAGCATGACAGAAGAAAACGCCTTTTTTCCGAAAAAGCAAAGCACTTCGGGT
TTAAAAAAAAAGGGGGGGGGGGGGGCCAAAAANTTTNCAAATNCTNTTTATGGNGNGTTC
TTTGNCCAANCCAAACNNTGCNTCCAANNGNGCAAAAAANTGNCTTCAANTTGAANGG
>CL5556Contig1
GAGGCTGAACCCAGTTTTTAGTTTATTTTATTCTACGTCTGACACGTGCCACTGAAGATT
TATCTGCCTAAAATAATCTCACGCTCATCTTCTTCGTTGATGACACCAGTTCTTTAGCTT
CCCTTTCACCCACTGTGTTTTATTAAATACAGACTATTTTAGAAAGTATTCAGGTAAAAC
TATAAATGGAGATTCTTCATTAAGAATCCTGGTTTACAGGGAGGAAGTATAAAAAAAAAG
TTTATATTCTTCCAAATGTAAAAAGTAACAAACTGCTCAATACGTGAATTATTTCAGATG
TTAGTGAAGGAGCCTACCCAAGTCCTGATAAACTATTTAAACCCAACAGTTCAACACTGC
CACATTTTAATGTTTAGCCATGCTATCTTTTATCTTTAAGCAAATTAGGTGTGTATTTTT
GGAAACTCTTTGAGTTGTTGTCACGGTGTCATAAGTATCTGACCAACTCTGTTATAGGCC
GTTCGCTAATCTGGTTCCGTTTTAAACAAATGTTCCTTTCTGACTGACAGTGAGGTGTGA
CCAAGCCTCACTCTATTCTAGTTATTTAACGCATCGACTTCCACATCACAGACTCGCCAT
ATAAAGCGACCACATGTTCTAATGTGAAAATATTTATACCTCAAGACTATTACCGTGCGT
GTGTTGAATGTGTAGCGTAGACTCCTTGTGTTCTCTGTCCTTGTGGATTAGGTTCTTTTA
AATAAAAGAAACTTCATTTTACTGATTGTCTTTTTTGTTCTTTGATTCTGGAACGTTCCA
TACAGTTTGCACGTT
>CL5557Contig1
CAAAAAGCCTGGCAGCTGTCAAGATCATGAAAGATATGGAGCGCTGGGCGAAGATCCAGA
ACCAAAAGAAGGAAAGCTGTCGTGCTCCATCTCCAGTCCTGAAGTCTGGGATGGAGGATG
ATAAGAGACAGTCCAAGTCTGCAGATGTGGCTTTTGCCGTGTTTGAGAGGAAGATCTCAG
GTAGTGAGGATCCTTTCAAGAAGCCTGTAGCTCCTGCCAAGAAAGACGAAAAGTCAAAGC
GGCCAATCGGCTCCTTGGGTTTGCTGGCATCAGATTATGCAGCTGGAAGTGATGAAGAGG
TAGAGGAAGATAATGAAGAAGCAGCAAAAGTCAGTCAGCCCTGCCGGCCTGAAGAGAAGG
ATGACAAGCTGACGGACTGGAAGAAGATGGCTTGTCTGCTGTGCAGGAGACAGTTCCCCA
ACAAGGATGCTCTGATTCGCCATCAGCAGCTTTCTGACCTACATAAACAAAATATGGAGA
TCCACCTCAAGATTAAGAGGTCAAAGAAGGAGCTTGAAGCTTTGGAGAACCAGGAAAAGG
AACTCAATGCCAGAGAAGTCTCTAGATCACCAGAACCAAAAAGAAAGAAGCACCACCATC
AGCAGGTGCAGCATCAGAACACGTGGGCGAGAAGTTCTAGAGACATGAACAAAGTCAGTG
AACGGCCTGGATTGGGGGCAGAACCTGTTCAACAGAGGAAGAAGAAGGAGCCGGTTGTTT
GGGACCATGCCNCCTNCAAACAAGCAGTGNGCAAAGCCATGTTTGCNCGGTTCAAGGAGC
TNGACTGATACCATTTGAACTNATNTTTGTTTTTGTTTTTTGAATTGTGAAATATTGGTG
ACANGTTTGCCCGNGNTGACNCAAGGAATCCCTTTTTGTTTGCCTTGGACCTTTTGACAT
TAGAGACTCCGTTTGTNCAGTTCACATAAAATGACAAATTATNTGAGTTAAAGCTGTTTT
AAAACTGGTTAAAAAAAATGAAATTATNCCNCAAACTTTGTACAAAAAAGNGAAAATAAT
TATGTTGAATTTTTTATTTTTTTTTTAGTCAGTAATTTCATGTGGCCCGTGTATTTAACT
GTGAAATGTCTGTTTGTTTTCCTCTCCAAGCAGTACAATCACGTTTGGCCTCATTTTGTT
AGTAACTGAAACATGTNAGGTATTCAT
>CL5558Contig1
TATTTGTTGCTAGAAAAAAGATGAAAGTAAATAAACAAAGAACATGGGAAAAAAACCCAA
ACATATATTTACAAGGACATTAGTGAAGCAGAATGAATTGTTTCAGACGAAAACATTTAT
GGTGCAAATTTCAGTAATACATTTAGGAAAATAGAATGTAGCAGTTGTTGTTTTCACTTT
GGAAATTCTCAATGCAGTCCATTTAAACAAGGAATTGGTCATTTATGAGTTTTTGCTCTC



ACTCAGCTTCAATAAAAGACAACCCTAAAAAAAACCTTACAAATAACTCAACAAAATACA
GTTTCAATTAGAAAAGATTCCACAACTATAGCTGACTAAATGCTGTTCTACAAACTCTGA
TCAGTTGATCAAATCCGTTTTAAATGCAATGCGCGTGTATGGATATTTTAATCAGTTGAG
TTTCTGGAAAATGTCTAGCGATGTCGACCTATGAGATTAGCAGTGTGTCCCAACAACAGC
GTACGTGGCAGAAGTGGACGGCTCCCTGCAGATGGTACTGAAGGGCGACAGTTCCAGCTC
AGTGGAAGGGCTGGCATGGTCAGTGTCACTGTTGGCTGTGGCAGGGAACAGAGGCGGACC
ACACTCCTCACAGCAGCAACAGCAGCATTCCAGGAAAGCTTTGGTGAACGGCCGGCACAG
CCAGAA
>CL5559Contig1
CCAAACGGCGTCTGGGGCCCATCATGCATTTTAAAATGGTTGCAGATCCAGGCCAGAACC
CTCAGCTCTGCTTTTATGCTTGAAGGATTTAGATCTTCTTGGCGAGTTTGGATTCTTATC
AGATTTCCTTTTCTTTGCTTTCTTTTCTGCGCCGTAAGACCAGTCATTATCATTGACGTC
ATCATTATCCTCTTGGTCACTTTCTGACTTGTTGTTGGTGTTGTTACCAGTTACTATTCT
GCGGTTGGCTATGCGGCTACTGTTCCGCCCCATTCCCAGGCATTTCTCCAGGTGCGGGGC
AAATCGTGAAGCTGCGATACTTCGGCTGCAGTTGGGACAAACACACTCCTTGTTTTTCCA
CTGATTGTACACCTGGCCAAAAACATCCAGTCCTGGCTGGTCCACAATTTCAAAGTCCCT
CATGCTTTCTTGGTCCGTGTCATCCAGGAAAAAATAGCCCTGCTTAACAGCCCGATGGAC
CTCAAAGCAAAGACCCAAACATGCATCTTCTACCAGCTCAGACAGGATGTCCTGAGCCAG
GCCCTCCAGCTTGCTGTTGTCCAGGCTGGACACAGAACAATCCTCCATTTTCATTTGCCA
GAACTACCAGATGAACAGCCAACGCTGTGGTCATGCTGTAGCGCTGCACGCATGGGCCAA
ATCAGGGAATTGAACTGGGAGCCTCGGGAGTTACTTCGTTACGCTTAAAACCATTAAATC
ACGCAGCTCAGGTCAATCGTTGAGGAAAACAAAGAGCGTGGCTACGATACGAATGGAGAA
ACTACAATGCCAGTTAGGTGGAGGTTAGCTTGTTATGCTGCGTTCAAGACTACGAGGTCA
ACTTATAGGGAGCTGCTACCTAATCACAAAGACTGACAGCAACAAAGAGGTTAAAGGATA
TATTAAAAAATAAATTAAACTGTTAACAAGCTACAGAAACACCTCATTACAGCTCGTCTC
CGAAAACAAACTGCGGCGCTGTGACTGTCCGACACGCGTCCGAACGTTTTAAAACGCGGC
ATATAAAAAACCGTACAATGCGGAACTCTATAGGGCCCCGGCCATAAGGNCCGGGTTTA
>CL5560Contig1
CNGATTTGNAACNAAATCNATNAAAAAAGAATNCCNGTTGTNAAAAAAAAAAAAAAAAGT
CAGATAAGCACAACAGTTCTGTTGCAAAGGAGATTCAATTATAAATAAGAGGACTCAAGT
GTTGGTAAAAGAGCAGGGCCTGGTGGAACATGGAAACATAGAGATCCAGGCGTATCTCCA
TGTTTCACAAAGATTCAGAGTCAAATGATGACTTCAAGTAAAAATGACAGAAAAGCAGCC
CGTTTTCCACCAAATCCAACTAAATGTTCATTTCAGGTGAAAAACTGACAAAAGGGAAAG
AAGTCAGAGTGAGAGAGCAGCTGACGGAAAATTGAATAAACAATGACATTAGAATCAGCT
CCCTGCAGTGGTCTCTCTGCATTATTGCACAACTTCAACGCAGAGATTTACACCCAACAC
TAACACGCCCACAATATTATGCACACGCTTCACATATAGCAGGAAAAACAGGAAATGTCC
ACCATATTCCTCCTTCTCAAGATCAGGAAAGAGGATGATCTTTAGGTTCTGATCAGTTTT
CACCCAAAGCTTAGTGGGATTCAAAAAAGAACAAGCTCATAGATAAATGAGGTCAAAGGG
TT
>CL5561Contig1
GGCTATTACCTTCTTTTCTGGGGGTTCACGTGCCAAGGTAACGTCCAGCGACCCATGTGG
TGAACGAAAGCTGGACCATTAAACCTCAAGTTCGGTTTCTTTCCCTCTCAGAAAGTGGGT
CGGGTTTTTTTGCTGCCTTTAGTAATGTACGTAACGTCACTTAACGAACAGCACGAGGAG
GACGGAGCATCGAAGTGAGTTGTGAGGTTTCTGATGAGAAGATGAAGAACAAAAGTAGTG
GCTGGACGGACAGCCGCCTCAGGCAGCGGGTGGAGCAGTACCTGGCTTCAAAAGACAGTG
AATATGTGGACCTGTCAGAGATGGCGCTGAATCTTCAGAGACTCTACAGAGTGGACTACG
GTAGAAGAAACAAGACTGCCTTCAGGATTCAGGTGGAGAAGGTATATGAAGCAGTCAAGG
AGGCGTCAGAGCTCAGCAACATAGAAAAGAAACACCTTGCCAAGAGAGCCAGAAGCATCC
AGAGGGAAGGTGAATGTGGCAGCAGCTCAACAGACTCCACTGACCAGGACGACGGTTTCC
GTGAAAACACTCTCAACAGCACTCTGACTTCACTGTACAAACCTGGCATCTCCATTCCCA
GCAGCCCTTCTAGCAGAGGGGCTGGCATTCAAAATTCTGGGATGCAGGTTTCCTCTGGAG
GCTGGTTCATTGACNAAGGCCCAGGTCCTACCAGCAGCAACACCCTCATTGACCTGTGTG
AAGAC
>CL5562Contig1
GTTTTTTTTTTTTTTTTTTTTTTTTGACGGTTTCAGAAGCTTTCTTTATTCCACTAACAT
GATGTCAACTTTCATGCAGGTCCTCCGTTCTGCTGCAGATAATTCAGCATTAATGCACGA
GAAATCACATGATCTGATTGGCCCCTACCTGTAAATACTAGAGGAATGTATTTTCAAAAT
AAAAGCATTCTAATGCAGCTTCAAAGACTCTAAAATTCAGGAATGAATAATAAAGGATAA
TAAAGAAATGAGCTTAAATAAAAAGTGGCTTCAGAGCTTTTCAGGAGAAACATGCGTTGG
AGAACACGGCCAGCGCGAGCGGCAGGTGAGACGCCCTCCTCAGGTGACTGTGCGTTTACC
AGCGGGACAGATTCCAGCCGAGCGCGCTCAGGACAGCGGCCTCTTCGTTATGTCCTGCTC
CGTCAGGTAGAAGTTCAGGTATCCTCCCAGAGCGCCCACCGCCACCGCCGTCATGTGACT
GGAGCATCCATCTGGCAGAATCTTCTCCCTCCTCTTCACCCTCCTGTGAGGCTGCAGCTG
CTCCAGCAGCTCGTCTCCGATGATCTGAGAGAGATGCTGGGTCCTCACGCACTCTGCT



>CL5563Contig1
GCTTCCATGTCCCGCCGGCCGTAGCGTCATGAGGGGGGCAGCCGCGGCGGTCTGGTTCCT
GCTTTCGGCCCTCTGCCAGCCTCTCCGGGCCGGAGGCTCTGCTGCAGCCGTCGCTCCGCA
GGACTGCAGCCTGCACTGCATCCGACAGGGTGGATTTGCAGTGTGAATACNTGCAGAATA
ACCAGAAGTAACATCCAGCAGGCTTTGGGTTTCAACACCAGCATCCCGTTTGGGAGTTGC
ATCCCATGGCCATGTTTTGAGCTGCTGGGAAACGAAGACCGTGAAATCTGTGAGCACTTC
GTCCACGCGCCCAACGATGTGAAGGTCGAGTTTGTTGATGACCCCAACCTCAAATCTGAC
ACCATCGTCGTGTCCTGGAAGCCGAGCTCCTATGGGATCGCCTTCCTGCGAGGCTTCCAG
GTGACTCTGCAGGCTTTGGGCAGCTCCAGCATCTCCTGCCAGCTCTTTTTGTTCCCCCGT
AACGTTTCCCTCACGCCGTCTGAGACTCACACGGTAAAATATACAGCTTTGTTTTTCACC
GCTTCATCTGGGCGGCACGCCAGACACTGAAGTGTTTACAGCCAAGTTGGATTAAATCAG
TATCATCTCATGTTTGCTTTTCTTGGCTCTAAACTGAAAGAC
>CL5564Contig1
CTTTTTAATGAGTTATGTGTGAGAATTTGAACAGAGCTTAGNAGAAAACTATTGAGTGTT
AATTTAAAGTGTGAATACAAAGTTTCCGGAAAAATACTGGAACTTAGAAGGCAAAACTTT
CAGAATACACCTCCAATATATTGATTTCCATATTGGAACACTGAAGTGCAATGTTGTTTT
TGCTAACAGCCACTATTATCCTCTGTACTTTAAATTAAACTAATTTGTTTGGCCAATATT
TCTTCAATGAATGTATTATTTTCTCTGCCATTGTTCTCTTAAGAAAAATGGACAGACAGA
TGGACAGAGAGGTACACTTAATCAATAAGGTAATGTCAGAATAAAACAAAAAGGGGTTAC
NTGCAGGTTTTTAATAACAGTTTCAGTGGCTAACACAAATCTCAAAACACCTAAATGTTT
TTGTGCAATTTTAAACTAAATTATGCACAGCTGACAAGGCTGCAGCACAACATGGTTGAA
AAGAAAGCAGGCTCTTCGCAGTCCTCACTAGCTGTGTCCGTTGGATAATCGGTTTCAAAG
ACGACGTGATCAACTAGAGGTCTGTCGCTGAGCTGCAAGGATGTCCGCACCTCCCAGGGG
GTGTGTCCGCTGGTCACCTCCACCCCCCACTTAATGGGGTGCTCTTTCTGATAGAAATGG
CTGATCATTGCAGGTTTGATCTGGAGTTTAAACTCGTGCTCTTCATCATATGCGGCTGTT
TTGTAGTACTGCAAGCATGATTGAGTGAGATGGAAGAGGCGGTCGTAGGGCAGACACAGG
AAGGTACTGCTGGTCACGATGATGTCCAGCAGATGGTGCAGTTTTCTGAGTCGAGCCACT
TGCTCTTGCAAATCGACTTCCGTGTTCAAATAATACCACAAGTGATTCAGAGTGGTCAGC
TCTTCACCAATCAGGTAGTTGATGTAGTCTTTTCTTATCTTGTCCAAACCCATTTCTAGC
AGCATGCTGACAGGAGTGATGCCTGTCAGAGAAACATGATCCACCTGCTGGTGGTAGGAC
TGTAGAATGAGCTTGCTGAGGGAGCTGCTGCTGTCTCTGTGAATCCAGGGCTTGATGTCA
CCGTATCTTAGGGCGTCAATGACTAACTTCAGGCAGTCTCCAATATCCTGGTATGAGGTT
ACGCTTTTTCTCATGCGAATCCAAAGCTGCTCCACGAAGTCCATGTCTCCTCTTTCCAAG
AAAGAGTTGAAAATTGGAGTTTCCGTTTCAGACTTCCTCTTTGAGGTCTCAGGTGTCTTT
GCTGGCTGATCTCGGGGTGTCTTTGCTGTACTTTGAAGCTCTTG
>CL5565Contig1
ATTTTCTTTATTTTTGTCCTTTGAATCAAACGTCACAGATGGTAAATAGCGTTCCCCTCC
AGACTTATTGTCACAAACATTAGGTGTTAGAGAGAGTAGTGGGCGTGTTGTTCTTCGTTT
TCTGCACAGGCATATATAGGGACACACCTCAGATGTTATCGGCGAGCACTGAGGGGGGGA
GAAGAACAAACTCCAGATGAGCAAAAAGAAAAATAAACAACTATTGAGGTAGCTGCTGCT
CGGTGCAGAAAAACTGATTTCCATCCAAACCGTAGAAAAGAATATCGTTGACTTATTGTT
AGGGGGAAATTTAGAAATGAGAAACCGTTCGTTCATGCGTGGACACGACATGCAGCTACT
GATGCTCTTTTTCTCGTTTTGCTTAAAGCCAAGCATCCCAAACCTGCCTCCATCCTCATC
TGCCGCATGGCGCCCGTCCTTACAAACGTTTGAGTTTACACTGAAGACACAATGGTACAC
GTTAGAAAAGAAATCAAGGCGGTAATGTCTAAGCCACGCCGGTCAAAGCAACTTCAAAAG
CTTTACAAAAACAAAAAACAAACAAAAAAAAGTTGCATAAAATAGTGTTCCATCTCTGTA
CAGATCAAATCACATATCTTCCATTTCTTTCTTAACATCAGGGAAGGTAAAGAAAATGTT
CTCTAATTGTAGTGACAAAGGACATGAAGTTCCCATCTTTAAAACATACCTTAAAGGCAT
CATTGAAATTAAAAAAAACAAGAACTGGCAACACTATTTTCTTTCCAATCAGCAAAAGTC
CACAGCCTTGGGAGTGACGCTCAGATTTACAGCCTCACCCTTTTACAAATTCAAAGGATT
GGTCTTTACAGAATCTGTTGTGTTTTTGTTGGTCCTCCTCATCCACACTCGCACACTTTC
ACACACACTAATGATGCACAGTGAGGAAGGCAGAGAGAACGAGGGAGGGGAGGTGATGGC
AGTGGGGTGGGGTGGGGGAGGGGATGGAAAAGTAGAGGTGGTGCTCAAATCAGTCAGGAC
ATGAACATGTCGGCCATGTTAGTGTCGCAGCTGTAGATCCAGAGGACCAGGGGCAGAGTA
ATGGCCACGAAGGGCCAGGAGATGCCCTCCATACATGCAGGCAGGGGGCAGCCTTTGGAG
CTGGCGGCCTTCTCCAGCTCTTTACCAGGCTCCACGTAGTTTCTGGCAGCAAACTTGAGC
AGCTCGTCCAGCAGGATGACGGGCAGTGAGATCTTGAGCACCATAAGCCACTGAGTGAGA
TTCAAAGGGGTGATCTGGAAAATCATCGGCAGAGGCTCCACATAGAGGATGAGGAAGTGA
AGGGCCATGGAGAGGCAGATTGATCCCAGCAGCCAAACGTTCTCCCAGGGAGGCATCCTC
AGCAGGGACTGGTTCTCTGACACACTGTTGAGGGCGTTGCACATCTCAATGGTGACCAAC
ACAGACAGGGCCATGGTCATTGGGTAAGGGGACTCGAACACCTTACAATCTACGTTCCC
>CL5566Contig1
AGGTCTCTTCTGTTTGAGCGTGTCGATGAGCGACAAGACCCCCCGCTTTACGCTGGTGGA
GACGCGGCGGGACACAGAGTCACCGGGAGGCGAGGAGCCGCAAGCCTTCTGGGACAGCGG



GCGAGCCACCAGACATTTCTGATACCGCAGCATGCACGCCGCCTGCACCGCCTCAGAGAC
ACTGCCGGCATTGGGATCACACCAGAACACATGACAGTCAAAACGATGGCCGCCAGCGTC
CATGATGAAGGCAAACGTGTGGATGTTACGACCCACGCCCATGAAAGACAGGAAACGAAC
TCGGCACTCCACTAACACTTCTTCTTCATCCTGGTCTTTGCTGATGGTGACTGTGGCGTC
TGCCACATTAAGAGCCACAGGAGTCCAGTCTTCTTTAGTGGAAGAACCCATAAGACTGTC
GATAGCCCCATTCAATATATCCATCCCGATTGGTCTGGCCACAGGCATCATTCCTAGGTA
AAGTACTTGAAACTTCTGAACCAGCTCAGTCTTTGGTGTGGGGAACTCCTGTAAGGGGAG
GTCCAGTCCTGCCTGCATCCTGTCCTGAAGAGAGCCTCCTGCCATGGCTTTGGCATTCTT
TCGCTCTGTCATTATCCGGGAGCAGATCTCGTGCAGGCTGGTGGCGATGGCTTTGGCCGG
AGTGTCACAGCGGAACACATGACATTTCAGGATCCTGGTGTTTTTATCCCGCGCCACATA
AGCAAAGTCCCTCTCTCTGCCATTGTCCCGGCCAACGCCCCAGA
>CL5567Contig1
ANNCGNCCCCCNGGGGGGGGGGGGTGCTGCTGGGACTTGAAGACGCCTCCCTCCACCTCA
TCCTTCCCAAAATCGCCTTTTATTTGCAAAAAACACAAACCGGAGCGACAAGTCCCGCCT
CCGGGTGTGAAACCCAGCAAACGTATCGCCGTGATGTCATCAAGACGGATGAAAAAGGAT
CAAATGATGTGTAGCTGACCCACATACAGCACGCTGCCCCAAACAGAACCATGGGGCGGA
GCCAAACGGCAGCAGAGACTTCAGATGAGTATTGGGGAGTCTCTGATGACACTTTGGGCT
CGTCGTTTTAAAATAAACTGAAAGTTTTTCTGCTCACTAAAGACTAAACGTTTGGGAGAA
AAGTGCAGATGTTCCTCCCCCAGAAATCTGGATTTGACCTCCTGAAGAGCACAAGAGATT
TTTTAAACCCCCACAACCCCCTCGCCGTGTGTGAAGTCATGAGGCGTTCAAAGACCTCCT
CTGGGGGTCTCACCGGTTTTTAGCCGCTTTGCCAAAAATCGTTTGTTTCGTGGCCTTTTC
TGGTTTTCTTTTCTTTAATGGTGATCAGCATCTTTTTTTTCCTGGGGAGGGATGAGGCTT
CCACTGATGGACACACATGGTTCTGAAGGGGCAGAGCGGCACTTGAAAGCCCCCCCAGGA
CTGAGGAGGAGC
>CL5568Contig1
TATGGCCGGGGGTATGTGTTGGTCTGCGTAAGCCTGCAAGCTAACCGATTGACTTAATCT
TAAAATAAGTTTCAAAAATGGGATGCGATGGTGGAACGATTCCCAAAAGACACGAGTTAG
TGAAAGGTCCCAAGAAGGTTGAAAAGGTGGATAAAAATGCTGAACTACTTGCTAAGTGGA
AATTCTGTGCATTGAGTCAGGAGAGACTCAGACGCCCCATTGTGTCTTGCGAGCTTGGCA
GGCTTTATAACAAGGATGTAGTTATTGAATATCTTCTGGATAAATCTGCTGAGAGACCCA
ATGCTGACGCTGTAGCACATATCCGTGGGACTAAGGATATAAAGGAGCTCAACCTGACCG
ATAATCCTGAATGGGAGGGGGAGAGAAGAAATGCAAAAGGAGACATATATGAGGACATCC
ATCGTGGCATGTTCATTTGTCCCGTCGTTGGTTTGGAAATGAATGGAAAACACAGGTTCT
GTTACCTGCAGACCTGTGGCTGTGTGTTTTCAGAAAGAGCCCTGAAGGAGGTCAAGACAG
AAATCTGTCACAAGTGTGGAGATCCTTTTGAAGATGACAACATCATTGTGCTCAACGGCA
CAAAGGAAGAGGTGGAGAAGCAGAGGGAGAAGATGGAAGAGAGGCGAGCCAAAGCCAAGA
CCAAGGTCATATTATCACAAATGAAGAACTAAATTGCTAAAGTTGACTTAAAAATACATA
GTAAAACTTAAGGTGTAGTCCTATTGATGTCTAATTATTGCATTTTTAGAAAT
>CL5569Contig1
GTAAAAAAAAAAAAAGACTCCCAGAAAGGACAGCTGCAGGAATTTGTCAAGTAGGTGTTT
ACAGTCCTTTTAATTGTATTCAAGAAGAAAACTTCAAGATTTCCCCTTCAAAAAGATTCA
AAAGTATAAAGAAATGACATATTGCCATAAGTAGTTTTTTTTTTTCCTTTNGGAGGTTTT
TTCTGTTTTTGTTTTTTTGCATTTATGGAACAAACATGTCTCCAAAGCCGTGTTTGTGCT
CCCTACACTGGTTTTTGTAATGGTGGTGGTCATATTTTGGAAAAGTGGAAACACTGCTGC
TAAGGTGAAAGAGGAAAAGTAAGCTGAAGGTGTACTTCACTGATGACATTTTTGATTGGA
AAAAGTGTTTTCTCTTGAACTTTTGTCTTTATTTTTCGTTTTTTGGGGGGTCTTAAATAT
TTTTTCGAGTGTCCTTTTTAGACCAAGTTCATCTTGATCTTTTGTCCAAATACAGAATCA
TTTACAAGAAGAAACTCAACCTTCAGAGATGTTCACAACTGAGGGGGGGTGTTGCAGCTG
CTTTAGGGGGTTTGAAAACTACTTTTTGGAATCAAAGCATGTGTGGTGACATAAAGTATA
ATCCTCTGTCAGACATCTTTATTTTTTAATCACTGTTCTGAGCTCGTCATGAGGCCGAGA
TGTCAAGGAATTATATCCTTTTTTTCGGTTTGCCCCTGTTTGGAACCTATGTCTGGAAAA
CACATGATGTTTCTTCCTGTTGAACCAACGCCTATTGTGCACACGTGTGATTCCTGTTCA
ATATTGTACAATAGAAATGAGGTTGGTAAAATTTAGTTTAATTACAGAANAAAAAAAAAA
AAAAAAAAAAAAAAAACCTT
>CL5570Contig1
TTTTTTTTTTGATGGATGAAGAGATATGATCATTCAGAATTTATTCCAGGAGACAAAACA
CGGTCAGTCGCTTGGTGTCATGGTGACTCTGATATGTGCTCATGATTGTCGAAGGCATCT
CATATACAAGCCGGTCAACTCATCATCATCATCGTAGCACAATGATGATGATGTGTCAGC
CCCATCGGCCCTGATGGGAGTCTGTTTGCGAACACATGCAGAGAGTAAATACAGCTGAAA
GACTCAGCAGGCGCTGGACGAGGACACCCACGGGGGGGGGGGGGGGGGGG
>CL5571Contig1
ATTTCTATTGAAGTACTGCCGCTCTGCAGAAACTATGTCCTAGAAAACAACGTTTTTTTT
AGATTTTGCCTAAAAACAGAGTGATCACAATTAAAAGACCACTGTAAACAGTTTTACAAT
AGATCAAAAGACGATNGGAGTGGGGCTTTGAAGAGTTTGTTGCAATATTCACCTTTATTT



CTGAGTTGAAAAAAGAAAAGAAGCTCTAGTTGTTTCAGTTATCAGAAAATAAAAGTGTAA
TTTTTAACTAACAGCTATTCATGTTTCGTGTTGCTCTTTTTTTTATTTCTTATTAATAAC
AATGCTTATNGTAGTTGAGAGAATCTGCAAAAATACCTCCTAAAAAGTTGAATGTGTAAC
AAATTATGGTCGTAACCATGAATAAACCAATGGTGACACATCTAAAGTAAGTATTCAGTA
CTGAATCGTGTTCAGGATTTGTTAATGTCTTGTAATGGTTTCACAATACGTGTATTACGA
GTGCAATACAGGTGTACTGTACATATTTATTTATTGCCAGAATTCACCATTTTTTTACTC
AAGCAACTTTTTGGTGTCAGAATTTGGTTTTGTTTTTCCAGCTTATTCTGTAGATTGTAA
AACACGTTTATTGGCAGAGAATCTATTCAGCCATTTTTGACATAGCTCCATTTGTATTGT
GTAAATAAATTGTTTTAAAAGGAAAAAAAAAA
>CL5572Contig1
TTTTTTTTTTGTCAATGAAGTTTGAAAGGTTTTATTTTATTAAAAAAAAAGAAAAAAAAC
ACAAGCTGAAGCTGAATAGTCCTTTGGGACCAAAATGGGTCTTTACCAGTGTCTGGTTTG
GTTTTTGGAGCAAATTTTTGTGAAATAAATACAATATACACAACATCAGGACTTTTTTTA
GCCTCCATGTGGTGCGTGCTTATTGCTAGTGAACTCAGGCACACCTTTCTAAAACAGGCA
CATATAAATACATAGCGGCTCCTGTGTAGTCACTACTAAAGACCTAGAGGCTATTGTTGG
TGTTACCGCCATACTTTAAATGACAGGGAGTGGACATCAGCAGGCGGTTTCAGTGATGTA
TGCACACAGGAAGCACAGGAATGCATGCAATTCACACAGCAACTATGTTTGTGGTTTATT
TCATCCAACTATCCTGCCAAAGTATTTATTTATAGAGGGTAACAACATGCACTCTGATAT
TTTATACTTATGTTTAGGATTTAATTGTAACTAATAGGGATGCATCGATTCGTTTTCCCG
AACGATTTTGTTTTGGTTCGATATATGATTTGTTTATTACAAAAAATCAGCAACAAAAAA
CTAAAAATGCAGAAAAATTTTATTTTTGAATTGGCTAACAAGCAAATAACGATGAAGAAA
AACCTTTCAGTTGTCCTATTCTAAGCATGGCGTAATGTAATAAAACAAAAAATTCTAATT
CGTTCTCAACTTTCAGCCTAAACATACTGCTTTAAAGGTGTAGCATGCTATTTGGTTTCN
ATCAAGAAATATGGCATCCCAGGATACTAATTACATTTGCATTTACATA
>CL5573Contig1
GTTGAAATAACATGAGAGGTAAAGCAGTCTACTTAATTACTTGTTTTTAACAGAATCAGT
TACTCACTGCTTAGTGATATGAAAGGTTTTAAGTGATACTTCCCTCATGTTATGAATTTA
ACGCTAAAAATTCTTGATTGACATGCAAAGATAATTGTTAATACAATTTAAGAAATGTTG
ACATCCGAAAATGTTAATTTCCTTTTTTTGTTTCCTATAAGGCTTTTGTGTCTCTGTCTA
ATAGTAGTTTGAGTAACTCCTTTGCTGTGGCTGGCAGGTACTATGAGACGGGCAGCATCC
GGCCCGGTGTGATCGGGGGCTCAAAACCAAAGGTTGCTACACCCAAAGTGGTCGACAAGA
TTGCCGATTACAAACGCCAAAACCCCACCATGTTTGCCTGGGAGATTCGGGATAGACTCC
TTGCCGAGAGAGTCTGTGACAACGACAGCGTCCCCAGCGTCAGCTCCATCAACAGGTACC
ACAGTGTGCAACCTGCAGACACGTTTGGGTATCAGTCTGTTGCAACTGGTACTGAATGTA
GACAGCAGTCTATCAGTGTTTTTACATTTGTGTTAGTATGGAAGTGTAAAGGAGATTTGC
AAAGAGGTGATAGTCTCCATATGCATGAAGTGGCTGCAGCTCAGTGGTTCAACATGATGG
TACAATGACAATCCTTTCCCCTGAGCACAGAGGTAGTGAAAGAGGGAGGGACAGTGAAAT
AAGAGAGAGAAGGATTGAGCCAAAGAAGTGGAGAAAAGGGAATGAAAGAGTGAGGGGGGG
TGAGGAAAGAAACAAACACAAAAGGAAAGTGGAGAAAGGAAAATTCAGGAAAGGAAATGA
GAGGAGAGGAAAAGGGGAGGAAAGGAGAAGAAAGGAAAGAGGAAGAGAAGACTTGCATGA
GCAGCCAAGCAGGAAGTGTGAGGCCCCTCTGCCATGTCAGCCAGCCTCAGCCACTTTACA
CAACACACATACGCACACGCTCAGCTTTGCTCCCACGACGGTCGTGTTCTCTCTGTCACT
CAGAGTCTCTCACACAAGCCACTTCACACACACTAATATCTCCTCTCTCCTTCTGCAGGA
TCATACGGACTAAGGTTCAGCAGCAGCCCGGTCAAACGGGCTCAGTGTCGGCTCACAGCT
TAGCGACGTCTGTGGCTGCCTCGCAGGTCCCAGCAGTGACCAGCGACTCAGCGGGTTCCT
CATACTCCATCAGTGGCATCCTGGGGATCAGCTCAGCAGCTGATGTTGGCAAGAGGAAAA
GGGACGAAGGATTGCAAGAGTCGCCACTGGCAAACGGACATGGCCACAGTGGGCGGGACT
TCCTCAGGAAGCAGATGAGAGGGGAGCTGTTCTCACCACAGCAGATCGAGACATCAGATT
ACTCTGCCATGGCCTCGCTAGCAGGTGGACTAGATGAAATGAAGAACAGTTTAACCAATC
CAGGCACAGCGGGGGAGTTAGGATCCAGTGTTTCCGGTCCACAGTCCTACTCACTAGTTC
CAGGTCGAGATTTGGCAAGCACAACTCTGCCAGGGTACCCCCCTCATGTCCCTCCCACCG
GACAGGGCAGCTACTCCACCCCATCCCTCCCTGGCATGGTACCTGGTGGAGATTTTTCCG
GAAGTCCATATTCCCATCCGCAGTATTCCACATACAACGAGTCATGGAGATTTCCAAATC
CCAGCCTCTTAGTGTTTCAGCAGGATTATGGGTCTCTCTTGGGGACGGAGATCGGCTGCT
CGTCCAGTCTCTTCACTACTCAGGCAGGACAGATGCAAGGATCACCATACTATTACAGTG
CAACATCACGGGGAGCAGGCCCTGCTGCCACGGCAACAGCCTCCGCTTACGATCGCCACT
GACACCCCCCACATCCTGCAAAGAGGGGAGAAGAAGGAGCATT
>CL5574Contig1
ACGAGGTTTGAACCTAATGCCTCAGCAGAGCTGAACCCAGCTGTTCGCTCTCTGGAGTGG
CTGCTGGGCTCCTGGGAGAGCGATGAACCCGGAGAAGGCACCTTTTCATCCATCAAACCC
TTCCGATACACTGAGAAGCTGCATTTCAGCCACGTGGGGCAGCCAGTCATCAATTTCATG
TTCAACGCCTTTAATGCAGAATCAAACAAGCCCCTTCACAGAGAATGTGGTTTTATTCGA
ATGCAGCCCGGCACCAACAAAGTGGCTTTCATCATTGCACAGAACTCAGGTTTGGTAGAG
ATCGAGGAGGGAGAGCTCACAGGGCAGCAGTTGAACCTCCAGAGCAAGAGCGTTGCCAGA



ATCTCCTTCGCCAAAGAGCCACATGTGCTGCAGATTTGTCGTGTCTTCAAGCTGCAATCA
GATGGGAGCCTGGAGCAGACAGTTTCCATGGCAACAGACAACCAGCCACTGGCTCAACAC
TTGCACATCACCTACCGTCGCTCTTCCTGAACCAACAAGCAGTTGCACTTCTCTTTCAAT
GTTATCTTGAGTCTAGAAAAGATGAGCTCCTTAAAAGTACTCGGATAAGGAAAGTAGCTG
CAACATAACTATNTTAACAATGACNTTATATACCTNGGATTGTCATATTTTTNTTTGAGT
AGCTTGTGGAAAAAGAGANTGCNCTGTTTTTTTTTTTCAGGGTAAAACATTTTTGTTCAA
GTTTTAATATGTTTCATCTTTACTGTTTCCTCTTAAAGTGGTTTCTGTTTTATTTCATGA
CTTAGTGTATGAAAAGGGTATTTTTTTAAACATATTTGCAAGGAAAAAAAACATAAAATG
TTATTTGTGAGTTGCTGAACATGTTTAATAATTTGTTCATTTTGTTTTTATTTTTGTTAA
TTTTATAACTG
>CL5575Contig1
GGNTCATTTCAAGTCAAAAAAAAAAAAATCAAAACACAACAACATGTGCGCAACAGAGAA
GCACGACACGCTAAACAAACGGAAGGTCACACGTGGACACACACATGCACAGAACAGCTT
CTGCAGTCACTGTTCCCCGGAGCACACGGGTGAAGAGTCCTCAACGTTTTTCATGAGCTA
ATCGGGATCTGATGAGCTGCAGGAGCGGACGGGTTTGTTTGGTCATCATGTGAACAAAGA
AACCCTCGTGCCGA
>CL5576Contig1
GNCTGCAGGNAATTCGGCACGAGGCCGCTGCCTCCATTTCGATAGTAAACAATACACAGT
TATACATGCACGTGCTTCAATAACACAAAGCACGACAACAAATACGTGTCTCATTGAGTA
AAACTTGAAGTTACGCAGCGACAAGACTCATTTTGCATTCAGCCCTCTAAAATTTGCAAG
CCCTGCCATACTGCTGTAACTCTCCTATTGACCTGAGGCTGCTAAGTGAGATCAATTAGA
ATGTCTCAGCTCCAGTTTCAGTGTCCACCGAGCACAATACCTGCTGCTTCTGCCCCGCTG
CAGCTGGGGCATCCCCAGCCTGGCTATAGCATCCCCTTTGCTGCAGGAGCTCTGCCATCA
GAGAGCGCCAGCCAACCAATCAGGACTTCTGCTCTTCCAGCAGGCTCAGTCACTCCCTAT
ATCACCGCCACAGTGTCTAACATGGCAAAACCTAAAGAGAAGACCCCTATGTGTTTGGTG
AACGAGTTAGCCCGTTTCAACAAGATCCAGCCCGAGTATAAGCTGCTCTCTGACCAAGGA
CCAGCTCACTCCAAGAATTTTTCAGTGAGGCTTACGCTGGGAGATCAGTATTGGGATGCT
GAGGGGACCAGTATAAAAAAAGCCCAGCATTCCGCTGCTTCATCTGCCCTTGCTGAAACA
AC
>CL5577Contig1
GCACGAGGCAACTGTGTTCAGCTGGCAGCTTTTGCTGTGGTGTTTGGACCTGTGTGGACT
CCCCTCCTTAGCAGAGGACCTGGGGAGAACATTGGAAAATCAAGGCAAACATTAAGGATT
ACTTTAAGGAGGGGACTCTTAAGAAAAGGCAGCAAAATGTTGATCACAATGCTAACAGCC
ATGTACATGATGGTCAAAGTTGTGGAATCGATAGGAACAATGTTTGCACCGCAAGAGGAG
CCCTTGCGATACATGGTGTCTCAGCCGTTGCCTTGGCAGGTTCACTCTGTGTCACACAGT
CGGAAAAGCAGCAAAGCAGAGGAGTTTGAAGGTCTCAGAAGGAACAGCATAGGGGTCTAC
AGAAAGAAAGATATCTCATGACTCCAACGCCAGCAATGGCACGTGCACCACACCAGCTGT
TCCTCCACTCAGCCCGGTTGAAGTGGAGAAGGCTGCCTCTACCATCCAGAACCACTTCAG
GAAATTCCAGGAGAAGAAACAGAAGAATGGCAAGTAGATAGACAGAGCAACAGCTGGAGT
GAGTTATGAATTGCACGAGCCTTGATGGCTTCTGAAAGGATGTCCATAAAATACTGCAGC
TCAAACTTAGTACAGTCCAGTTACTTTTAAGTATCATAAAGCAATAGCCTTCCTGTCAAA
CTTTGCTTGTAACACAATTTACTATGTGAGTTACAAATGTGAATGTACTGTATATTTGAA
TGAATAGTTTTGATGTTTTATGATGACAGGGCGATCGAGTAACTGCTATTTATGTATGAC
TTTTATGACTTTTGAGTACAT
>CL5578Contig1
ANTTCGTTTTGGTTCCTCCTCTCTCGTCANGTCTGCTCCGTCGTCGGGTCACTTTTCCAG
TCTCATGGTTGCACTACATGTAAATATCAGTAAACCTGCTTCATGTCGGTGTGTAAATTA
AGTGGCATTTAATATTTCAGTGATCTGGATGACTGTTGGTCCTAATTTTGTACAATGTAC
AACTGATATCAGCTTTCATGTCACTTTGTATGTATTTCCTTTTTTTTTTAAATGTTTTAA
AACCTTCAATGCGTAAATGAAGATGAAGCAGCTTTTTGTTCTTCTGGTTTTAAACTCATG
TTGGAATGTTTTTATATCTGTGCATCAGCCATGTCGGTTTAAGTTTTTTAATCTTCTTTT
GTGTGTTTAAGTTTTTATCTCACTCTGCTTTGTATTCCTGGAGTTTTAAACGCATGCATA
AAAGCCGTGTGGATTTCCTCCCCCCTCATTTCATGGTGTAAGCTAAAAATAAAAGACGTA
GTTGCACTCAAACTGCAATATGACAATGTTTTTGTTTTCCGGGAGGCGATGCTGTTTCCA
GATGTGTGAGGCGGATTCCAGCTGGAAAAAGGGAGTTGATCAGATGATCAAACGCGTCTA
GTTTTGAGGTATTTTACTATGTGATTTTGAGATGGATCCTTCTTGTACTTAAAGTACGTC
TGACAGGAAGGAAAACGGCTGTAAAGGTTTCTCTGCTCTCACTTCTAGTAGGTCATCCTC
TTCTGTTCTGTCCACATGTAAACTATTAACCATAGCAACATTTTTTAATGCTGCCAGTCT
TTTGTTTTTGTACACTTTAGCTAGCAATATGTATATAAATATATTCTATGTGCTAACATG
GAGAAATAAATGTAT
>CL5579Contig1
GGGGCTGCCAGGTTTCACTCCTGTATTCTGTCGAGGTCCTAACAGCGCGCACCGAAATGC
CCAGCAAGAGGAAGAAGAACAAGCGCCGCATGAGGAGGGTGCAGGTTCAAAGGAGGGTGC
TTGAGGAGCAGCATGCAGCTAACCTACCAGTCAAATCCAGCACAGGGATGGTTGGTGCAG



CACCTCCTGCAGCCGCCCCCAAGAAAGCGGCTAAAACTGCTGCACCAGCTCCAGAAAAGA
TCTCACCAGTCATTCCTATTACTGCCCCCACCAAACTGGAGCCAAAACCTGTTGAGAAAG
AACCTGTAGTAGAGCTTCTTTCAGAAAACATTCATGCACCAGATGCTGACGTTGGGTTGG
TGGAACAGATCTCTGCTGAGGCTGAGGATCATTTAGATGTTAAGCCCGAAGCCCCAACAT
TTGCACCTGAAACTCTACCAGAGGAGCCATCTGCCGATGAGACCGATGCGGTTCACAAGG
CTGAAGTCGCTGTTTTGGAGACGGAACCAGCAACTGAGGTGGCACCCCCAGCTGAGGACC
CAGTGGGGGCCCCTGTAGACCTCGAGATTCAGCCAGAAGAAACAGCAGAGTCAGAACCGA
CGCATCCCGTCTTTGAGCCGGAGACTGAGGTGAAGGCAGAGAGCCAGCCTGAGGAAGACT
CCGCTGCCAGTGTGGAAGATGTCAGCGCACCTGTGCAGGAAGCCGCTGCAGAACCAGTGG
CGCAGGAACTTCATAGCAACCATGTAGAACCTGTTGCAGACGACTTGGTTT
>CL5580Contig1
TTCGGCACGAGGAAGTTGTCCCTACATGTCATTGAAGGCCAGCCAAATGAGAAACTCCCC
GTCCTCGCTGCTGCTGAGCTTAAAGCCATCTCAGATCCCAACGCCATCGTCAACAAGATG
AGCACGTTGGAGATCCAGTGCAGTCATCTGAAGCCCAACCTGGGAGCCATCTCAGAGTAC
AAGAAGAAGGAGGAGCTGTACCTGCAGCGTGTGGCCCAGCTGGACGAGATCACAGCGGAG
AGGGACACCTTCAAATGCAGCTACGAGGACCTGCGGAAACGGCGACTCAACGAGTTCATG
ACCGGCTTCAACATGATCACCAACAAGTTAAAGGAGAACTACCAAATGCTGACGCTTGGT
GGCGATGCAGAGCTGGAGCTCGTGGACAGCTTAGATCCCTTCTCTGAAGGCATCATGTTC
AGTGTTCGTCCTCCAAAGAAAAGCTGGAAAAAGATCTTCAACCTTTCAGGAGGAGAAAAG
ACCCTCAGCTCTTTGGCTCTCGTGTTCGCTCTTCATCACTATAAGCCGACGCCTCTCTAC
TTTATGGACGAGATCGATGCTGCTCTGGACTTCAAGAACGTCTCCATCGTGGCTTGTTAC
ATTTATGAACAAACCAAGAACGCTCAGTTCATCATTATCTCCTTGAGGAACAACATGTTT
GAGATTGCCGATCGCCTCATTGGCATCTACAAAACCCACAACACCACCAAGAGCGTGGGC
ATCAACCCCAAAACCATCGCTTTTAGAGAGCACGACGCCGTCAGTGCTTGAAGCTCAAAG
CCAATGAAAATGTTTTATACTGTTCTTTTATTGAAATGCTGCTATTCTTCCTCTGTACTA
ATAAAGCTTTTGATGACGTGTTTATACGTTTGAG
>CL5581Contig1
TNTGATATATGTTGTGGATTTAACTCCTTCTCCCACAGAGACATTTTTCGTCTTCAGAGC
CGCTGCTGTTCTCTCCACCTTTTTCTTTAACCAGTTCATGGTCCTCTCTNGGCTGTATCG
GTGAAACTTTAAGCCCCCCACCTCTTTCTCTTCTGCAATGTGGAGAAAAGAACACGAGCA
GCTGAGAAGCCTGGAGCAAGCAGGGAAGTCTTCATCTTTAACAACTTGATCCACCGGCTG
AAACTTGCCCTCTCTGCCAGATTTCATCAAATACGGTAAAATCAGAAAAAGAGGATCCAT
TGGTGTCACAAAGACAAGTCGCCCATCTCTCTGCACAGCCTCTCCAACAAACCAGGAGTG
GAATTCTTCTTCAAATGCTTTGACCTCATACAGCCACTCATCACCACTTCCCAGCAAATA
CAGAGACGCTCCATCTGTGGAGGGGTTCCTCAGTCTCAGGAAAACCGGATCGCTGCCGTG
CTTGTTTTTGTCTGTGACAGAGTCTGGAGCGATAACAACCCAACCGCTTCTCTCTGTGTT
TGGCGTTCGCTTCTTTTTGGTAGTCATGTTGTTTCGTTGAACTAAGCGGGACAAATTATG
TTGCTTCGTTTCAAACCGAGGCCCTAAATGTGTGATGTCATAGACTCAGCAACGGCCTAC
AAAACAGCATGTAGCAGCTCTTTTCGCCTAACAACATGCCCCGGCCATA
>CL5582Contig1
CGGCACGAGGGATATCTGGAAAAGTTCAAGGATTTGAAGGACAGAATGTCATAGCTGGAA
TAAGATGAAAGAGCTCAACATTTTAATAGTTGAATTTTTAAAACAGGTGAAAAATTGTAG
AAGAAGTTTAACTGTGAACTTCTGCACAAAAAATTCCCCATGTATTTTAATGGAGCAAAA
ATTCCTGGAAAATCCTGGAATATCTTAAAAAGTTGAAGGATTTGAAAAACCAAAAGTCAT
AGCAGGAATAAGCTGAAAGAGCTGAACATTTTAATAGTTGAATGGTTAAAATAGGTTGAA
AATTGTAGAAGGAGTTAAGTGCCGAAAAACGGCGGAAGATAGCAGAAGAGGAAAACAAAG
GGGTGAATGCTTTACAGCATTCAACCAATGAATGCTTTACAGCATTCAACCAATTATTTT
CGATGATGCCCTAAAGCTGCGTCATATATAATTGTTCAGGCTTTTACATAAAAAAAAGGA
AATTCTTTTTAAAAACAAATTTTCTTGTGATGAAATTCCACGTTTTCTTAGAGCAGAGCT
GTTGTTTGCCCTTCTGACAATTTCTGTTGAGCCAAACTGCACAAACGTTTACCCGGCAAC
AGCAATGGCAGGAACAAATGGAGGCTCACTGGAAGGATGTACATCTGCTGACCTGCAGCT
CTGAAACATTCCTCTGCTAACAAAAGGATTTAACTTGAATAAAACATGAACACAAAAAAA
TAGAGCTACTTAATGTCTCCTGAAGGCACTTTGATGCTCACAAAGGGCATTTTGTCATCC
AAATATTACACAACGAAAGGTCACATGATGCATTTTACTGTCATATAGTTTTGCTTTTTA
ATTCTGGAGGAGGACATAAGAAAAGTTTCAAATGGCAGAAAGATGAAAGGAAAATAATGT
TTTATTTCCCTTCTTTTGTAAACAAAATCTTCATGAACAAATTTCAACAAATCTTTTTTT
GTTTTGATGTCATAGAAATGCACGGCTGTTGCAAAAAAAAAG
>CL5583Contig1
CCCGGGCTGCAGGAATTCGGCGGCGGCGGATCCTTTTTTTTAAAATTGTCCCAGCTTTAT
TTAAACTGTACAACAGAAATGGAACAATCATCTTACAAATGTATGAAGAGACTCCAATGA
AACATTTGACAGAGCTTATTCAAGCATAAACTGTAAAAAAAAGACACTTTAAAGACCCAC
TCTGATAAAAATCAGGTTCTTGGTGTTTTCACCTCTTCTTGTGGCATGATGAAGGACATA
AATTAGAAAAATGAAGCTTAAAATTGCATTTCAATATTTAAATTGTTATAAGTCAGGAGC
AGACGACCAAATGGCGTTGGAAAAAGATTGTAGCAGGGACGTAGAAGCTAGCTCCCTGCT



CTGATCCCTTCTGATGCATTCACTTGCAGACAAATAGATCCATGAACATCAGCTGGATAG
CTCCAATCATAATTAAAAGACAATCTGGAAACGCTTTTACAATAGATCAAAAGATAACTG
GAATAGGACATGAAGAAAAACTTTATTGAACATGCTTAAGGTTGTGTCAGACAGTGTCTG
CAGTAAAATTATTGGCGGAGGTGCAGAAATAATCGTGTAATTATTACCGCCTTCAGTGGA
ATTTGACTCAATAGAGCCACATCCTCGTACGCACAAGCATTTCCCTTTTTTAAGCAGAAA
ACAGGGCCAACTAAATCTAAAATGAGTTTGGGATGATCTGCTGAACTGTAAGCCTGAGGA
TTAGATACAGTTGGTAATCCTTTTGATGGGGCCAAGAACTGCACTGGCTTCAGCTGCACT
CGCCTCAGACGGTCTGGACAAATTCTCCTCCTCTGACTTGACCTCTCCTGCTTCATCCAT
CAGACAGGCGGGCGTTGAGTTACAGACGGCTCTCGTCATGAGGTGTCACTCAGCTGGCAG
CCACAGGGGGCGCTGTGACACTGTTTGATGGGGGGAGATGGCTCCTTGCTTTCTTTCTGG
GTCTGTCTGCGAGCGGGCCGCACAGGCTGGTTGTCAGGGTGGTTGGGCGCCCACGGCCCC
GAGCTCTGATTGGAATAAAAGTCCATGGGGTAAACTTCTTTCCAGTCTACCTCTTGTAGG
GCAACAGCTGCCTCGTATGGGGAAAGTAGGGGTTTGGAGAAGGCTGTGCCCCAGTCAATT
GAGAGGCGTGGACAAGCGATCTGGACCCATGCATCTACGTCTGCCATCAGATCCAGTTTG
CTTGGGAAAATCTCAGAGAGCAGAACGCGAGTGAAGGACTTCCCCACAGACTGGAGCCTT
G
>CL5584Contig1
TTAAAGAAAATGTTCTCATTAAGCTGTTTTCTGCAGGTGCTTTAATGTGATGACTGTAAG
TGGTTCGTAAGTGAGGAGTGTCTGCTCATATTTATTAGTTGGACTGTTCAGCTCCCGTTT
GCTGGTTTCTCAGTGTCTTCAGGAACGACGATGCATTTCAGAGCGGGAGAGAGAACTTTT
CTAACAATCAAGTGTTTTTAAATCGGTACAATCCTGGCATTGAACCAAGGGAAGCACACG
CCTGTACAGTGGGGTTAGGGCGGGGAAGTGTTTGCTTGTTTTCTGGATGTTTTTGTTTTT
GAAAACGATCTCTGCCAACCCTCAGCTCCTGTCATTTAAACTGAGATTTTTCATCTTTCA
TATCAGCCGATATGGAAATGTGCATGTGCAGTGTCATATGTTATACATACTGTTACATCT
GTATATGACAACTGAGTTGCCAAAGTAAATTTCTTGACTGTGGTTCCTCCTCAGGGGGGG
CGGGGCCAAGGCGTTGTTGTAAATCATCCAGTTTTGTTTTACCAATGAATCTTTTTTTTT
TACTTGAAAGTTTCCTTTACAAGTTTGAGGCTTTAGCCAAACGTGTGAGCTTTAATCCCG
CGGAGACACACGAGCCTTGTGTACACGCCTCCTGTGCAAATGTAAATATTTTGTGTAAAT
GTGTACAGACCTTTGATATTTGTGGCTGCTCGTGACAGAAGCTCCTGTGAGGATGTTGTA
TTTAAAAACGACGTGGAAGATGACCATTAAACCGATTACATGCGAAAAANAAAAANAAAA
ANA
>CL5585Contig1
AATAAACAACTTTTGCCTCATGTAAAGTAATCAGGTAGCTTCAGAGCAATCAGAATCAAG
GTGTCAATGCATAACCTTTAGCCTAATTACACTCACCTGTTATAATGAGCAGATGTTAGC
AGTGTTTCTGTTCAGACTTTGTGAGTGTAACCAAGGCTGTTTTTGCACAGGTGAGCTGAA
ATGGGATGGTTTTTGCAGCAGGTGGGTGTGTCTAATCAGCAGGTGTTTTAATCAGAAGGA
CACAATCGCAAGCCTGTAGCTTTAGGCAGGAAAACATTGAGATTGAGTGATCAAGAGGCT
TTGCTGGACACTGGCAAGTGCTTACAGGCCACACCACTCTGGACCCGCCCGATCTCGTCC
GATCTCGGAAGCCAATCAGGGTTGGGCCTGGTTAGTACCTGGATGGGAGTCCGCTTGGGA
ATACCAGGTGCTGTAAGTTTTCCATCTTTTCCTCCCAACCAGCAGAGGGTGTTCTTCCAA
AATCTGCTTCAAAGTTCACCTAAGGTTTTTCTCCCGATCATGTTTTTTTTTTTTTTTTTT
TTAATAAACAACTTTTGCCTCATGTAAAGTAATCAG
>CL5586Contig1
TTGACAGACCACNGGGAACGCTTTTAAAATAAATCAAAAGATGATTGTACNGGGAATTTT
AACGGGGNGGATGNGGGAGTAAACCNCCAAATAGTTCCNGAACGCTGCTGNGTTTGCAGC
TTGCCACTAGGGATGGGTCAAAGCAAANAACCAANGGANGGGATTTTAACTTAANAAACT
GACATGACACATTAATTTTCATTCAAACAAAAGCAACGTTAAAATTATTGCATTCAATGA
AGGANATAAATCNCNCTTTTTCATTCANATTTGNCNGGNCCAAAGGTTTTTGTTCAGGTC
ATTTACANACNCATTGTTGCTCTCTTGTCTTCNGCTTTCGGCCGTCCTCGCAAAAAACNA
CCCTACTCTCCAGTCGNGATCGCTCGGCTTCNAACACNAGCAGGNGGCTCGNCAGCGTTT
CCNCTGAACCACAACGGATCTGGGATGGATCGTTGTTANCCNCTGCAAAAATGAAGGCGT
CTATNAAATGATAGTCTGCCGCTCCGNGTCCGCCCTTCCCAAAGTGGCCCGGAGCTTCAC
GGCTTGCTGTGATCTTAGTTGATTTTTGGGTCAAAAAATCAAACACGCATATCTGATGGC
CGTCACACGACAGCTCTCCCTTGCTGCCATAAATGGTCGTCTTTCTTTGGCAGATCTCTT
CTGTAAAGGCTACCATGGAGAACGCAGCCGTCAGCCCTCCTTCAAACTCCATGTTTACCA
CCTGGTTACTGCAGACATCATTGTCACATTCGTAGACGCAGCGGCCATAGGGTCCAGTCC
TCAGAGCCTCCGTTACAGATTCAATATCAGGGAGGGAGTTTGGACATATGACTGACACTG
GCCAGCGGGTGTGACCCTGTTTTACTCTCTCCAGGTAGATTTTGCACGCTGAGTATGGAC
AGTCTTTTTCAATCGAGCAGTTGAGGCAACGGTCCCCGGCGCCTGTTGGCTTGTCTTCTT
TTTTGAAGTGGCTGACAGATCCAAATGATGACACCTTCACACATCTGCGTGCTCCAGCCC
AGTGATGGATCAAGTCGATGTCATGGCATGATTTGGCCAGAAGAGCAAAAGAGCTCTCTG
CTTCATTTCTCCAGTTGCCTCGGACAAATGAGTGAGCAAAGTGATAAAACCCAACCGGCT
CAAGGTGCTGAATATGGACCACGTCCCCAATGACTCCCGCATCTATGAGCTCCTTTATCT
TGTAGGTAACTGGATCATATCGCAGAACATGGCCGACAGAAAGCATCACATTACTCTGCA



TACAGGCCTCCACTATTGCCCTGCAGTCCTCTGCAGTTGTTGCCAATGGTTTCTCCAGAA
GAATGTGGTATCCCTTTTTTGCAAAGGCCACAGCAGGATCCTTGTGAAGCCGATCTGGTG
TGCAAATTAACACAGCATCTGCAAACTTCTCTCTATCAGCCACACTTTGCCAGTCTGTTA
AAAACAGAATGCAGCTTCAAAGACATTTTCATTCTCTATTTGATGTTGTTGTTGAAGATT
GGTACGGGCAAACTTTCTTGGGTCAGCAACGGCAACAACCTTCATGCGTTCAGGATGGAT
TAATGCAAACTCGGAGTAACCCGCTCCCCGACAACCAGCTCCAATCACGATTGCTCGGAC
CGTGGCAGTCATTCTTTAAAACTCAGTTCTTTGTAAATAGTTGCAGCCTCCACGCGCCAG
TCAGGTCGCTGTCCATCTGCTGCGTTCAATGTCCCTCCCCCGGCCATAATGCCCGGGTTG
ANC
>CL5587Contig1
ATTTATTGAATCATAAAGTATCACTACTAGTCAAAATGGAGCTGCATCAAGTACAGAACT
CCCAATGGCTTTGAAGGTAAATGGTACAATGCTCATGAAAAGCAGCTCTGTTCCCTCAGC
TCCATTACAAAAAGACTTCCTTTAAAGATGCAAACAAGGAAAACAAGGCTGGGAACAGGT
CCAGGTCATTGGTACTGGAGAACTTATCGACACCCAGGCCAGATGTGCTCTACGTCATCT
GTGAGTGAGAAGAAATGTGCATTGCCAACTGCAAAATTTACACAAGTGAATTAATCATAA
GTCTATTGCTTTTTTCAAATCGCAATACTTAAAAGGTACTCTAACTAAAAGGTATTTTTA
AAGACAAAAATATAAAAATATTCACTTGCACTGGTAAATTTGGTGTTTTAGGGAACAAAA
GTCAGCTGCTTAATGGGCCACTGTCCTTTTTCCTACATTTATATGGGATCTATATCTTAC
AAATAATATGTATTTTACAATATATACATTTTTGTACTAAAGACACGGATGAAAAAACTG
AACAGACATGATGATTGGCTTCTTAAAGTCTTGAGTAAAAAAAAAAAANANCACCAGGNG
AGGTACNCTGTAGGTCTGNGAGGGAAGTGATTGATTACNGGAGGACNTTTTTTTGGGAGG
TTTTGCATTGNGAGGGATTATTTTTTAANGACTTCGTCTTTCANCTTGCCAGCCAGGNGT
TTTCTTTTCNGCAGCCTTTTCCTCTCCTCTGCAAACAGCTCCTGCAAAG
>CL5588Contig1
TCAAGAACCTTTTCTAAGACTGGGCAGCTTCCCAAGCCGTTATTAAACTCCAGTATATGC
CATCAAAGACATCAGTGGTAGACTGGATAGAACCCAAGGGTGCATCTTTGTCCAAGNCTA
GCCAGAAGCAATATGTAGATGTTGGTGAAATGCGATCTGTGGCAGCAGTTTGAGTATCCA
TACAGGCAAAACTGAGAGCAGTGTGCAGGATGCAAAAATTGACCACTTAGCTGAGGATCT
TGTGGAGGAACAGCAGTACTCTGTACTGGAGAGGCTGGCTGTTTTGGGTCACCTAATGAC
ATAATCATCTGTTGAACATTAGTACTTGGAGGAAGTGTTGCATACTGGGACTGTAGGAGA
TAGAAAAGGTTGTAAGGATAAAACATTGGACCTTGCAGAGGTTTTGCACCTGGTATTTGC
TTCTCCACAAGGGTTCCACCACTTGTTCCAGAGGAAGGCATCTTAAAAGGCTGGCATGGT
CCAAGTACTTGACCCACTTCAGTTGCCGACCCCGGAGCACTAACTGGCATGTTTAGTTGT
CGACTTTGATCTACCAGTTGAGAGTACACACACATCTGCTGGCTTTCTAGGTCATCAGGG
GCTCCAGGCTGTGGCTTTTGAGGAGCCGAGGGTTTTGAAGGAGGTTGAACTGCTGGCCTT
GGTGGAGGCCTTGGTGGTTGTTGAGCCTGAGAAGGCTTAGGATGTGGTAACTGAGGAACA
GCTGTGGAAGTTTGTTTCTGTTGGTTATACACATAGTAAGGGTAGAAGAACTGATTATAT
TGATCATGAGTTTGAGGATGAGAACCCCCAGACGGTTTTGAGGCTGGCTTCTGTTGACTA
TACAAGTTGTAAGGGATGTACGGATGGTACATTTGACTGTAAGGTTTTGTCTGGTTGTAC
CTCCTTTGTGGAATTTGTTTTACTGAGCTTGGCATCAAGCTGGGATTTCAGTCCAATCAG
TAGTCTTCCATGGTGCTGATGACTTTTTTCAGCTTCACTTTGAGTTTGTGTTGACTTCTC
ATTTGATTCATCTAGTGCCTTTAACCTTGTCAAACTTGTACATTGGCAAAGTGACGTTAC
AAACCCTAAAAGCCCTAAACACAGTAAAATTATACTGCCCCCACTATCTCGACACGCCAT
TAGAGCAAAGAAAAAAAGCACTGCACTCCCCCGGCCATAAGGCCCGGGTTAAACGGCGCG
CTGAA
>CL5589Contig1
TTTTTTTTTTACTGATCAGTTCAGTTTTATTTGTTTACATGTTGCACACAGTTATGGCAA
GAAAACAACCGACACTGAACAATATATTAATCCAAATAATAGGTAAATACATTTAGCATA
ACTTGTGGGACAAAACTAAATAAGGAAACAAATCTTTAAAGCAAGGAAAGTAATGCTAGT
GAATATTTGAAGAGAACAGGAGCTCGTTCAGAACCAACTGGTGAGGATTCACTCTGTTAT
GTTGCATTAAATCAGAACATAAAGTAGAACAAGTTCTTCTGCTTAGTGGCTGACAGATGC
TTTCTTCAGCAAGGCTGGGGTGAAACTGGAACTAAAAAAGCTCAGAAACACAAAGGAGTC
AGTCCAGACAAGAGAATGAATCTGCAGGCACATCCGTCTGCAAAGCACAGACCAGGAGAA
CCAACTCACTGTTAAACACCACCCACAGAAAAACACAGTGTGTTAGTTTGGGAGGTTAGT
GCTGCTGCTGCTGCTCCTTCTTTCAGACGCCAAAGACTAAACTGCACCGATTCAGTGAGA
TGGATCTTTACATGAACCACACCTCTGTACTCCTCCTCTCCTCTGCTTGTTTGACAAAAC
AAGAAGCTCTCCCACTTTCCTCTGTTCCTCTTCTGTTTATTTCTGAAAAGCAAACTTTTT
CCTGTCTCCTGCTCTTTTCCTCCATAACATTTTTTTTCTGAAAGAGTTCTGCACATATTC
AGTTTTACCCTCGTGCCG
>CL5590Contig1
CGGCGGCGGCGGATCCCACCCAACAGTGCCTGGGGAGGAGAGGGAAGTCTTGGATGTGGG
ATTGGATACGGCTACCTCCACAGAATTCCCACCAGACCTTTTGAGGAAGGAAAGAAGATC
AGTTTCCCTGGAAGTCCTCAGAGTGAGCCCATCAGTCCATTGAAGGATGGATTCACTGAG
GTGCAACTCACAGCCGTGACCACTCCCTCCTCTGCACCTGCGATTCCGTCTGGGCTGGAA



AACTCACTCTCTGGTCTGTCAATAAGCTCAGCCCCGCCCCCCATGCCCAGTGAGCTGCAG
ACAGGGTTGCCCACGGTCCCTCTCCTCCCATCCACCTTCAGCGCCGTCGCTCCACTGAAT
CCTGCCGCCACCACCTTCAGTCCATCCACAACGCTAGCGGGTTTGATGCCCCTCCCAGGT
GGATTACCTCCACTCCCTAACATTCCCAACCTGAACCTGCCACTCCCAGACCTCAGCGCA
GTGTCACTAGCAGGCGGCACGTTACCAGGTGGAGGGACAACAGCTCCATCTCTGGCTCCT
CTTCCACCTCTGAACCTTCCAGGTCTGCCCCCACTTGGCTCTCTGCCCAACATGCTGCCC
TCCCATATGCCTCCTCTGCTCTCTCAGGGCGCGACTCACTTTTCCCCCAACCCTGCTTCC
ATGGCCCCCCCAGCGCCGGTCACAGTCACGTTCGCCTCTGCAGTGAACCGAGCCGTCACC
ACGGACCTTACAGAAGCCAGCGGCGCAGAACCGCCAGCCCCTGTGGAAGCATTAGTGTCG
TCCTAACGTGGTGAGGGGCGAACTCTCACAGTAGACTGTTCTACACCCGGCTTTCTTTTT
TGTTTTTTTGGTTCCTCCACCTTCCTTTGCTGTTTTTTTTATTTTATTTATTTAGCCAGA
AAGAGAAGACAGTTCAGACAGTTTGAAGCATCCATGCTCGAAGAAGTTTGTGGATGATAT
GAAGAGGATGATTGCGATGTCTGACAGGCATTCAGATGCTGCAGGAATGACCTAGTCCTC
AGTTTGTAGTTTGCTTAGCACCTCTNGCGCCACAATTCCCCATTTCTGATCGAACTTTAT
TGAACTTTGTTT
>CL5591Contig1
GTCTGTTACTAAAAAAATATCCACAATACTTACTTTTTTACGGTTAATAAGACGTCTAAC
AACAACATGGAGACAAATGTGGATGGAATAGTGGCTACAGAGCGGTACGGCAGCGCCGAG
TCTTGGAAGTATGTAGTTCAGGACGGAGTGATGCAACGGAGGAAGGATGGATCCAGCAGC
TTCTCTCTAGTTGGAGCTTTTAAAAGTGTTTTTCTGCCTCAGGGTTATCCTGAAAGCGTC
AGTGAAGATTACCTGCAGTATCAGTTTTGGGACACCCTGCAGGCGTTTGCCAGCACCCTG
TCGTGGACTCTGGTGACTCAGGCTTCCCTCAAAGGTGTTGGTGTTGGAAACCAAGATGCC
ACTGTAGCTGCAGCTACGGTTACATGGATATTAAAAGATGGGACTGGAATGTTTGGAAGA
ATCCTCTTCGCCTGGCAGAAGGGGAGTAGGCTGGACTCTGAGGCTAAAAAAATGGAGACT
GTTTGCCCGACGTTCTCAATGACATCGCCATGTTCATAGAGATCTTGGCTCCTTTCTTCC
CGTCCTTCTTCACTTTGATTGTTTGCACTGCAGGAGTTTTCAAGGCCATCGTTGGAGTCG
CTGGAGGTGCAACCAGAGCTGCGCTGACCGTTCATCAGGCTCGCAGGGACAATATGGCTG
ACATTTCTGCCAAAGATGGAAGTCAGGAGACTTTGGTGAATTTGGCAGGACTTGTTGTTA
GTTTGATACTTATTCCCCTCATCACTGATAACTCCTCGCTGAGTCTTGGTCTCTTCTTCC
TCTTCACCATCCTCCATCTGTTTGCCAACTACAAGGCTGTGCGTTCAGTTGTCATGGAAA
CCTTCAACCAAGCTCGACTTTCAATCGTGTTGCAGCAGTACCTGAAGGACAAACGCATCC
TGAGTCCATTTGAGGCCAATCGGAGAGAGCCCGTTTTCTTGGAGTTTAAAATAACCACAC
CGATCAAGCTTGGAGTGAAGCTGCAGGATGTTGTACAGAGCCCAGAAGACTTCCATTTGG
CTTTGAGGAATAACTCCATGGCTTACCTCCTAGGAGTCAGAAATGGTTGTATTTGCGTTT
GTNTGGGATNTGGGGCATCAGTGCACGATGAGATCCGAGCGGCATGTCAGGCCTTGTGCC
TGAGCAATATGTTGAAAAGTCCTTCATTCAGTCAAACAAGCAAGCAAAGTTTGTGGGAAA
TGGTCCAGAAGAGTCAAGAGGTCATTGATGCTAATTTCCNCACATTTNTCAAAGGTGTGG
AAGCTGCAGGATGGGACACAAAACGAACTCTGCTCAACTGGGATGAATGGAGAGCAGAGT
GGAAAAGAAAAAGCAGCTGAGCTTTCCTTTTTTTTAATCCTCCGATCCNCTTTTGATTTA
AAAGGACTTCTGTTTTTTTTTTGTCTAGTTGTTATATCTTTCACATAAAAAGGAGAAAAT
>CL5592Contig1
TAAGAAATAAATTTTTGGAGTTCCCGTCGTGGCGCAGTGGTTAACGAATCCGACTAGGAA
CCATGAGGTTTTGGGTTCGGTCCCTGCCCTTGCTCAGTGGGTTAAGGATCCAGCGTTGCC
GTGAGCTCTGGTGTAGGTCGTAGACGTGGCTCGGATCCCGCGTTGCTGTGGCTCCAGCGT
AGGCTGGCAGGTACAGCTCCGATTAGACCCCTAGCCTGGGAACCTCCATATGCCGAGGGA
GTGGCCCAAGAAAAGGCAAAAAGACCCAAAAAAAAAA
>CL5593Contig1
GGACCCACACCTGCCCCCGAGTCCGTGCTGGGCCCCAGGTCCAGGGGGGGTGGAGTGGGA
GGGCACCTTTTGGGTCCTGCTGAGGAAGAGGAGTCGCTGGTTTTTCTCCTGTTGGTCTTC
CTGTGTGCTTTCCTGTGCACCGATGGTGGAGCTGGGGACCGTGGAGGCGGAGTCACAGAC
TCAGGGGGCGGGGCTCCGATGTGCGAAAGGCGGCGCCCATCGGCCGGTGTTGTTTCCTGC
TCTTTGACTGCCAAAGAAAGTCTCTCTTGAACCTTTCCTGATTGGCTGCAACAGCCCCAG
CTTTTGTGATTGGCTGACAGACAGGATGCATCCTGGGAGCTGTGGTTCCCCAAAGAACCA
CTATCATCCGCAGGAAAACAGACTTCCTCAACCGCCGCTTTTGGCAGGGGGGGGTCAGAA
ACCAGGGGGAGGTCGCTATGAGACGGCCTGGGGTCACTGTAGCGGTGAGGGTGGTACTGC
TGGACGTCCTGGAGGAAGCGCTCCAGCAGGCTCAGGGTGCTGCGGTCGCTGGTTGAGGGG
CGGTTGCTGGACTCCCCCCCTTGGACTGAATCCAGGTGTCTGAGACTGGACAGGTGCTGG
ATCAGGTGTGTCCAATCAGAATGCGGAAACACCTGAGTCAGCCAATCAGCGGCAAAGAGG
AGGAGCTAGAATTCAGGCAGGCCGGTGGATCTTCTCATGTCAACACTCAGGTGTTTGTCT
ACCTGGTCCAGGTTGCTGTACAGGACCTTACAGCAACCACAGTACCCTTGTCTACTGACT
GTGCTCCTGGAGGGACCTGGCTGAGGCTCCGCCCACACCCTGTGTCCAAAGTCCGTCTTC
CCGGGATCACCGTCATCGGAGGAGTCGCACA
>CL5594Contig1
TTTTTTTTTTTTTTTTTTTTTTTTGGGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTNCCN



AGATTTTTCATTAACTTTGATTTATTTTGTGTAATAATAAACCATTTCTATAATATGCTG
TAAAGACATACATGAAACAAACATCGTCAGCAGCCTTCGTTCTAATAATTAACATGAAAC
CAAATCCAAAGGAAGTCTGATGCGAAGCAATATATAACAAATCTTTTTCATATTTGTTGA
TTTTAAAAAGAAATCATAAACTAAATGTCCTTTGACAGTTTTCCTGAATAAAGATGACGG
CGTGAGCGTCCTGGCGTCGGCGTGAGCGTCCTGGCGTCGGCGTGAGCGTCCTGGCGTCGG
CGTGAGCGTCCCGCCATCGTTTCAGCACATTTCTTGAGACGCGAGAGTCCATTAGAGAGG
CATTCTCTGCTGATTCTGGTCAATCAAAGCTGAGAAAACAGTCGAGCCGCGTTGTCCACA
TTCACTGGTTCTTTCGGCGGCTCTTTGATCATCTGCGCTGTCCTCTGTGGTTGGCGTTGG
GTCGTCTTGGAGACGCTGGTTAGGTCCCTCTGAACTTCAGAGAAGATTTTATTCAGGCTT
TCCACCTTCTCCTTCCTCCCAGCGTTGATGTGTTTGAGGGCGGTGGTGACGGCTTTGGCT
TTGCTCTTGATCTTTATGGGCTTGTTGGCCACTTGGAAGACGTTTTTGGGTTTTTTCCCC
TTTTGTTTGTTCTTCCCCATGCTGCCTGTTGTCGGAGCTGTTTTGAACTCCCATGTGCCC
C
>CL5595Contig1
TCGGCACGAGGGACGGAGGGGAGTGCACAGCTGCCACATCCCCGGCTGCGGTAAAGTCTA
CGGAAAGACTTCCCACCTGAAGGCCCACCTTCGCTGGCACACTGGGGAGCGACCGTTTGT
CTGCAACTGGCTTTTCTGCGGGAAACGCTTCACGCGCTCCGACGAGCTCCAGCGGCACCT
GCGCACGCACACCGGAGAGAAGCGCTTTGAATGCTCCGTGTGCCACAAACGGTTCATGCG
CTCCGACCACCTCAACAAGCACGTCAGGACGCACACGGCGGAAGGCTCGGAGGATGGCGG
GGAACCGGGACTGAAGAGCGTCAACAGCGACACGGACATCAGCGGCTCCGGGAGCCCGAG
CCAGTCTCCGGGAGCGCACGAGAAGGAGCGCGCGCAGGGATCCGAGACACAAAGAGCAGG
GGAATAATTGCAGATCATACTGGGAACTTCATAAAAACATTGCTCCATTTGGATTTTTTT
AAAGCAATTACAAACGGCACTTTAAAGCTAGTTTCATTTTAGTCTGTGAACACTGCCTTC
TTATACCTCATTTGTAATTTGAAGCTTTTTGGAGAGTGTTGTTAAAATAAACNATACAGT
TGAAACTAANAAAAAAA
>CL5596Contig1
TATGGCCGGGGATCAGCCGGCTTATTTTTTTTGGTTCACTGGTCACAGTTGACGGGCTGC
TTTAAGATGGCAAAGAAGGTGCTGATCGTGTATGCCCACCAGAGCTCTAGTTCATTCAAT
TCTGCAGCAAAAACTACTGCTGTGGAAGTTTTGACCACTCTGGGCTGCTCTGTGGAAGTT
TCTGCCCTGTATGCTATGAATTTTAAAGCAACTGCCACTGCTGAGGACATTAAAGGTGAC
CTTAAGGATGCTGAAAATTTTAGCTACTTGGATGAAAGTAAGCTGGCATGGGAGGAAGGG
AGACTAATGGATGACATCACTAAGGAGCAGTCTAAGGTCATTGAGGCCGACTTCATCATC
TTTCAGTTTCCAATGTACTGGTTCAGTGTTCCTGCCATCATGAAGGGCTGGATTGACCGT
GTGCTCACAAACGGCTTTGCCTTCACACAAGAGAAACGTTACAGCCAGGGAATCTTCAAG
GAAAAGAGAGCCATGCTGTCCTTCACCACTGGGTCACTTGAATCAATGTTCAGTGCTACT
GGCATTAATGGAGACATGAATGTCACGCTGTGGCCGCTGCAGAATGGAATCCTGCACTAC
TGTGGCTTCCAGGTTCTGGCCCCTCAAATCTTCTGGGCTCCATTCTCAGCAACCCCTGAA
GCTCGTAGCTGCATGTTGGAGGGCTGGCGTGCACGACTGCAAGGCCTTCTAGAGGAGCAG
CCTCTGTCATTCATTTCCCTGGACTGCTTTGACAAAAAGGGGTTCCAATTGAAATCTGAT
GTCCAGGAGAAGCACGCAGCCAAGGACTTTGGTCTGACGGTGGGAATCCACATGGGAAAG
CCTCTGCCACCTCACAACCAGATGAAAGCTGGATCTTAAACATGTTTGCTTGAATGATGA
ATAAAAGGCTGGTTCACCANANAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL5597Contig1
CATCACAATGTAATGTCACACCGAGCATTTACAAATGTGGACAACATTTTAATTTTCATT
CAGGTTATATGCATTATTAATGTTTGATATCAAATAAAGAATGTGATCTCTGAGCACCTC
ACTTTGATTCATAGAAGACAACTAAACTTAATTTTTGGATAAGTGGATGGTGGCCCCGTT
GTTGGATGTGGTTTTAGCATTAGCCTTTTATCCTTCCTGTTCCAGCAGCTTCTGTTGGGT
CAACATGACAATCTCTTCCATCACCTCGGGTTTTAAGATGTCCTTGACCGAATGCTGCAG
GGAAGATTCATAGCAATAGAGAACACTGGTGTCGTACAAAAGGACTTTGTGTGCAGCCAA
GGCCAGTAAGCAGTTCCTCAGCCGTGAAATCACCTCTCGATCTGACAGGCTAACAGGCTC
AAGACTGGTGTAGAAACCTCCAGCTTCCTCCTCTTGTTGTCCCAGTGTGGGATACAACCA
CACAAAGCCGTTATTGCCAAGGATAACAGATGCACCGCATGGAAGATTATGGAAGTGACT
TTTCTGCCTCTTGATCAGAGAAGGTGAAATTTGCACCAGCACTCCCTGACCCAGTTTTCC
ATATTTTAAACTGCGAGTATGTAATGACAAGGCTCCATCTGAAAAAACAGACTGCACTTC
TGCACTTATGAGATCACCCTCCTGAAGATATTCTCTCATGGTCAGCTCATCTTCTGCTGA
TCTCCTCCTCAGCTCTCCTCCAGGCAAGTTTACTGATGACAGCAAGAGGACAGAGTCCAG
TCTGGAATTGGTTTCCACCTTCCAACGTTTCTGCTGCACCTCTGTAATTCTGCCGACCAC
AACGTCTCCAACCTCGCCATTAAATCTGGTCTTCAGTGGTCTGACACAGATGAGTTTGTC
CACCCTCTGCACCTCTCCAGCAACTGAAGCTGTCAGCTTTTCTTCATCAACATAAGTGCC
ATGCCCCCTCATAAAACCTGTGTCCGAAGTGATGATGTCTCCGGGAACAACGAGATCCTT
TCGGTCGAAAGCGGAAGCTGACAGAGACACCGTTTTCCTCACAGTCGGTAATCTCATATC
AAGAGCCATGCTGTTACCGCAACTCTTCTGGTTATGGCTTCTTTCACACTCGTTTAAGTC
AGATTTAAGTTTAAAAATGCAAAAAAAAATGGTGTACGTAGTTATTGAATCTTTGTTTTT
GTTTTTAAATTAACAAATGATTACCCTATAAACTTGTAATAAATGCCAACCAAACAGCAT



ATTATGCTAACACAAAACTTTCCTCCCCGGCCATAATGCCCG
>CL5598Contig1
CACGAGGTGTTTGGAGGGTCCCTGGCACTTCGCTTGAACTGAAACTGGAGCGTCAAAAGA
ATAATTCCTTGGCATGAAGGGCTTAGATTAGATGTAAAAGTTAATAAGATTAAATAAATG
CCATAAGAAAGAATGTTCTAGCAACTAAAGTGAGGACACGTAGTGCATTCTATCAATTAG
GGGATAAAGTGAGGAGTCATTGAAGTGGTTTTCAGAAGAGTTTTACAGAATGAGACTGGG
TGAGAGGAAAGCGGTGCTGCTAGCTATCAGTGAACACATAGAAATGGAGCTATTCTCTTC
AGAGGAGTGCTGTGTGGTGAAAAAGCAAGAGAAAAAGGAAGAAAACAACTTTGAGCGGAA
ATACAGATACCTGGAACATCCTCTTGAACCTGACTGTGAGGAGAGTCTAGACCCAGATTT
CCAGATCCAACCCAGGCAGCAGGCCCATCTCAAAGCAAAGCCTTCTGCCCAGGAAGAGCC
ACAGTACTACCCTCACATCCTGGAGTTAACAGATGAAATGGAGATGGAGTCATTTCCTCC
CATCAGAATATCAGATATTGAACTGGTGGAGATACATTCAGGTGATTCTTCTGTCGTAAC
CCCGCAATCACTCCGAAAAGCTAGTTCTATAAAATGGAAGAGACTGACTCCTCAGAAGAC
ACAGCTGGAGGTAAAAGATGTGATCTGTTTAACCAGAAGACACTACATGACTCAGTTAGA
GAGACAAAGCTCTCCGGAGAACAGAGTGAGAACCACCCTCACAGCCTCGGGGCTGACTGC
TCGCATCACAATCGACCACACATGGTCAGCAAGTCAGGTGGAAGGTCGTCTGACGCTGCT
GTTCTGGGACTGGTTTGTTAAAAAAGTGGGACAAAAGTTTTCGTTCACATATCTACAGTG
TGTGCAGGGCTCTAAAGCAGTGTTTGTGCCTGACACCCCTGCTGAGGGATGGACAGGGGA
GCAGGTGCTCAGGATATCTGGACAGGGCCCTTTGTATATTCTCAGTCACCAGGACTACCC
ACAGGTTCTTCACTCCTTTTAAATCTGACTTCCTCATTGCTAGATGGTTGCAGAT
>CL5599Contig1
CTTTTTTCAATATNACGTGAAATAAACGACATGTAGTAGAAAAGAAAAACATGATCTTGA
ACTGTTCTCACTTTTATATCTCTGTATATTTGGAATTATCTGTGACCCTGAACAGGATCA
ACCTCACACGAAACATCTGAGCGTCACTCAGCCAGTGGCCTCCACAGCAAACAATACNAC
NAATGACAGTTAAAACAACGAANTTCTCTTTACAGGCAGTTTTGTTTCTTTGGCACANAC
GATNAAGGATTCTTAAAGGTTAAACCTACTATAANAAAAAAAAAAAAAACAAATANTTGA
CNGTTNC
>CL5600Contig1
GATGAGGCCCTGCGTGCCGGTATAGTAGTGTCTCCAAAGGGGGCGGATCTTGTCCTGCCC
GCCCACGTCCCACACGTTGAACCTAACGTTCTTGTAGGTGACGGTTTCCACATTGAAGCC
AACGGTGGGGATGGTGGTGACCGACTGGCCCAGTTTAAGCTTGTACAGAATAGTCGTCTT
CCCGGCGGCATCAAGTCCGAGCATCAGTATTCTCATCTCCTTGTTGCCGAAGATCTTGGA
AAGCATCTTCCCCATCTTGCTGGCTCCGCATAAATACTTTCAGACTCTAGTGAATGAGGA
GCGGCAGTTTGGCTGTGTGGATGTAGAGGGGTCAGAATTCACAGGGAAAGGTCCGTTTGG
GCAGAATCGGTAGCAGGTGGAGGCCTGGGCAGGGAGGTAGGATCATGATCTGCCGCCTCC
TTTTAAACCATCTCCTCTTTTTTTGGTGGAAACTTAACTTCCCATCTGAGACAGGCTGCT
CCTGTCACCAAACCCACTTTTATGTAACTGGCTGTGTGAACTCTAGAGGCGCACCTCATG
AACCAGGCCAAGACCCGGGCTTTAGACTTCCTCCTCACGTTGACTGCCACTCTTGGCTTT
TTTTTCTCTCGAGAAATGGCACGCGCTCTTTTTTCCTCGCGAGGGAAGGAAAAAAAAAAG
AATAAACACTCCAGGGATTAGAACCCGCCCGTTCCGGTTCTGTGGCGGCACATCCAGAGG
AGTACCGCTTCGTAGCTCATTGATTCCCCCGACTTTCTCCTCCCTGTGTCATGTGGAGAT
CACGCCCCGCTCCCTCTCCGCTCCTCCAGCTCACCGTCCCCGGCCATAAGGCCCGGGTTA
AACGGCGCGCTGAAGG
>CL5601Contig1
AGGCTGCGCTCACACGCACGCCTCTGCGCGCACACGGACGTAACCATGATCAAGAAGATG
TCCCCGTCCGAGAACGACTTCGACATTCCCGCCAAGAACTGCTACCGGATGGTGATCCTG
GGCTCCACCAAGGTCGGGAAGACCGCCATCGTGTCCCGGTTCCTGAACGGGAGGTTCGAG
GAGCAGTACACTCCGACCATCGAGGACTTCCACCGGAAACTGTACAGCATCAAAGGAGAC
GTTTACCAGCTGGACATCCTGGACACCTCGGGGAACCACCCGTTTCCCGCCATGAGGAGG
CTGTCCATCCTCACAGGTGACGTCTTCATCCTGGTCTTCAGCCTCGACAACCGCGACTCC
TTCCTGGAGGTGCAGCGGCTGAAGCGGCAGATCTACGAGACCAAGTCCTGCCTGAAGAAC
AAGATCAAGGAGAAACATCGACGTCCCTCTGGTGATCTGCGGGAACAAGGGCGACCGCGA
GTTTCACCGGGAGGTGCAGCAGGAGGAGATCGAGCAGCTGCTGTCCGGAGACGACAAGTG
CGCGTACTTTGAGATCTCCGCCAAGCGCAACGAGAACGTGGACCAGATGTTCCAGACGCT
GTTCAGTCTGGCCAAGCTGCCGCACGAGATGAGCCCGGACCTGCACCGGAAGGTGTCGGT
GCAGCACTGCGACCTGCTGCACCGAAAGTCCCCGAAGAACAAGAAGCTGAAGGACACGGA
GGCGTACGGCGTGGTCACCCCGTGCGCGCGCAGGCCGAGCGTGCACAGTGACCTTATGTA
CATTAAGGAGAAAGCCGTAGGCGCCGCGCACGGTCGCGAGCGCTGCGTGATCAGCTGAGC
CCCACGCTGGACTGTGTTGTTACAGCTGAATGAGGATGGCGCGTGAGCCGCCGCGCGTAA
ACTGACCAAAGGTTGGATACACTGGCGCGCGCTCTGCTGCCGTGCAATGAAGCGCAGTGC
CGTTTCTGGACCCGAGTCCGCCTCAAAAACCCCGCAAGACCCCTGGTGAGGGCTGTCCGG
CGTGCGCGTGGCTTTGTGAGGTTCGCGCGCCTGTGCGTAAAATGTGCGTTGTTGACGTCA
TGAGGCTCAGCGGGCGCGAGGCGCCGCAAAAAAGTGCTGTTTACATGTGAATGTCGGTTT
TTTCGATCCTCCGCTCTGAATGTTTGATGTGAAAGTTTATTTATTGTTTGATTTTTGCAT



CAAAGTC
>CL5602Contig1
ATCTGCAAACAGNTGCAGNGGAAACACCTTTTGTTTTCAGGAGTAAACCGTGGTCTTAGT
AGAACAATTNTTATTACAGAATGAAAAAGAATGAATCTTTATGAAAGCTTTGATCTTCGA
GCTTCACATGGCATGCATAAATAACAGCTGCTGACAATCCTTTTTTAAATTTCGGTGACA
AATAGCAGTGGCGTTCACCAACAGACGAGAGAAGCATCTGCAATACATCACTTCACCGTT
AATCTCCCTTGGATTAACAAAACCAGACATGAAATTCATTTTTTTTTGTTTGTTTGCATA
AAAAGTTGCTGTTAGTCTCCCTAAAGTGAACGGTTCTTGGGATGGGGTGGGGGGCTGGGG
GTGTACTGCTTGAAAGTTACTGACCGGCTTCAAAGCAAGCTGTCTGATGGACGAGGAAAT
AAACTGTTCTAGTCTTGTCATGTCATTCCACGTTGACATAGATTATATTTATTAAATATC
AGCAATTTTGTGAGGATCTTATTATGCAAATAAAGATGCTGTAGTTCCTATGTTTGTGAT
ATCTATTTGTTGTGTTAAAAAGAAAGACATTCCCTTTCTTTGTTTGATTGATCCTGTCGA
GGTCTCTTCCTCCCTTAGGCTTTTGTTG
>CL5603Contig1
CCTACTGGTATGCAACAAAGCGGAATCAAGGTGGACCAACCAGTGGTGGAGATGGATAGA
GATGAGATGACTCGCATCATATGGGAGTTCATCAAAGACAAGCTTATCCTGCCCAATGTG
GATGTAGAGCTGAAGTATTTTGACCTGGGCCTGCCCTATAGAGACCAAACAAACGACCAG
GTCACTATTGACGCCGCTCTGGCTACTAAGAAATACAATGTAGCTGTAAAGTGTGCCACA
ATCACCCCTGATGAAGCCAGGGTTGAGGAGTATAAGCTGAAGAATATGTGGAAGAGTCCC
AATGGAACCATCAGGAACATCTTGGGTGGCACAGTTTTCCGTGAGCCCATCCTGTGTAAG
AACATTCCCCGGCTTGTTCCTGGTTGGACATTACCCATTACGATCGGCAGGCATGCTTTT
GGAGATCAGTACAGGGCAACAGATTTTGTGGTGGAAAAACCAGGAAAGTTCAAAATGGTG
TTTTCGCCAGCTGATGGAAGCAAGCAGCAGGAGTGGGAGGTGTACAATTTCACTGCAGGG
GGCTGTGGGATGGGCATGTACAACACTGATGAGTCCATCAGTGGCTTTGCTCATAGCTGC
TTTCAGTATGCGATCCAGAAGAGGTGGCCTCTCTACATGAGCACCAAGAACACCATCCTC
AAGGCCTATGATGGCCGCTTCAAAGACATCTTCCAGGACATCTTTGAGAAGAACTACAAG
CCAGAGTTTGACAAACTGAAGATCTGGTATGAGCACCGGCTTATTGACGACATGGTGGCG
CAGGTCCTCAAGTCTTCAGGCGGATTTGTTTGGGCATGCAAAAATTATGACGGAGATGTA
CAGTCAGACATTCTTGCTCAGGGCTTTGGCTCTCTGGGGCTCATGACGTCAGTGCTGGTG
TGTCCTGATGGTAAGACGATTGAGGCAGAGGCTGCTCACGGCACCGTCACCAGGCACTTC
CGGGAACACCAGAGAGGTAAACCGACCAGCACCAACCCCATTGCCAGTATTTTTGCATGG
ACGAGGGGGCTGGAACACAGAGGGAAGCTGGATGGGAATCCTGATCTGATCAAGTTCTCC
CAGACTTTGGAGAAGGTCTGCGTGGAAACTGTGGAAAATGGTGTGATGACCAAAGATCTA
GCTGGCTGCATTCACGGTTTGGCAAACTGCAAGCTGAATGAACATTATGTCAACACGTTG
GATTTCATGGATGCCATCAGGACTAATCTGGACAAAGCTCTGGCCAAATAAAGGAAAGAC
GAAAGCTGCACTTCATTGTAAAAGCCATTCTTTTACCTTATTCTTCTTTGCATTCATCTC
TAATGGAGACATGTTTTTTGGGGGATTTTTGATCATTTTTATTTATGTTCTGCAGTTTAC
AGACATTT
>CL5604Contig1
GAGGGCGGACCTCTTCCACTTGGGTGCCTTCCCACCGAGGAGCGTTTTGACCACCTTTGT
GACTTTGGCTTGGATGATGGACTTACCCACCTCTGTGTCCTCAACTTCTGCTTCGTCAGT
GGAAGGCCTGTTGGTAGGATTAAGGGGTGTGCCTTCTACCTCTCCCCAATCTCCTCAGTC
AAGGTCAACAACTCAGCACCAGCACTCTTGGTGGTGTTAGCAGAGAACTGCAGAATTTCT
CCCAAACTCCTCCCAGCTCCAATTTCCCACCTCTGCCACTGCCCGCACTCCATGCTGCTT
CCACTCCTGATACATATCAGCTGCTTCAGGAGTCCTACAAGCCAGTCAGACCTGATTGGA
CTCCCTCTTTAGCTTGCGTCATCCCTTACTTTCAAAAACTACCACCATGTTTGTGAATTG
CTGCCCCTATACACAGCTGCGATGACATTGGACCGCTCAGGCTCAGTGTCTTGGTGTGGT
TAAAGCGCTCCAGGATGTGGGAGATGAAGATGGTCCCAACAGACTCTCACAGTACGTTTG
AGCCAGCAGAATTAGCCTCATGTATTTTGTGACGTTTTACACAGCTAAAAAACCCTTTTA
TAAATCGTTCAATGTTTTTGGACATCTTAAAATGGGTTCCTTTCATGTCTATGGATGTGC
AACAGAGCTATAAAAGTTTTTCAGAAAATATAATTTAACAATGAAACCAACAATTTTGTT
GGTTAAGTATTTTGTAGCACTAGCAGTACAAGCCAATAGAATAAAAATATTTTGTACTAG
TTCATGTCATCGATCAAACAAACCTATTATTTGATCAATGGTTTGAAGCTAAAGGTAGAA
ATAAGCCTGTTTTTCGTTTTGAAATAAACCCAGAGATT
>CL5605Contig1
TCACATAACTGGACCATAACACCAGCACATTTCCCTCCCCTCATTAAGGCAGTTTTAATG
ACATGTTTACTGTATTTTTCTGAAGCAAAAACAAAAAGGAAAAAAGGAGCAAACATCTTT
TTTTTTTTAAACATGAAAACAGATGCAATTAGGAACTGTATAATAACTATGATACAATAA
CGAAAAGCATCCTTCGGAANGGTCTCAGAGAATGTGAGACAAATAGGATGAACATGTATA
CTTAAAGCAGAAAAACAAGCCCTGATGGACTGCTTTTGCCGGAGCTGAAACTGGGCAAAG
GTTTTCCTTGATGCTGTAAACATTGTAGNGCCACGGTCCANATGACACATGCAACANATG
GTTTTGAAACATGAAACAATCAAGTAACTGGGGTCAGCTTTAAAATGTCATCTTTGAAAG
CAATCACAGTGTCAAAAACCCTTCCTCTGGTGTTAAATGCCTGGCAACCCTCCTCTGCCT
CAGTGCCAGAGGTTATTAAGCAACGCTTCAAACTCTTGTGTAGTGTAAATGTTTAGCATA



AACAAGGAACAAGCTTCTTCACTGCAAATGAAATATTGATTAGAATACATTTATGAGACA
ACTACACATCTGCTAGAGGCACTATGCAAGTATCCGGATGTCTTTTTGAATTGAAACACT
GGCGCGTAAGGATATAAACTCATACATGAAGAGACATGACAGAGCTGCCCACCCCCAATT
GTGGTTGATTTTAAAACACTAATCTGCCCCAAATAACAGGCAAATCCTGCATGATTGCTT
TTCATTTATCATTTAAATAGATTTAGCGAAGAATGAGCGATGAAGTAATTGTGCAAACTG
CAAAGTTTGAAACAACACTCTTTCCTTTTCATGTGGTCTGTGCTCGTTCAAACAAAGTTG
GTGCATTTTTCGGGGTGTTTTTTTTGTCCCCCGGCCATAAGGNCCG
>CL5606Contig1
CAGACTCCATTGGCGGGACAGGAAGAAGGGTCTTTAGGGGAGGCAGTGGACCCAGCTGAA
GAAGAGCTTGGCAGATGAAGCTGAAGTTCACCTCAAGTTCTCCTCAAAGCTCCAAAGTGA
GGTGGAAAAACCTCTGTTGACCTACAGAGAGAACTTCAAGAAGGACATGAAGAGGCTGGA
CCACCACATCTCCGACCTGCGGAAACAGCTTGCTGGTCGCTACACAGCCGTGGAGAAGGC
CCGTAAAGCTTTGGCCGACAGGCAGAAGGACCTGGAGCTGAAGCTGCAGCAGCAGGAGAT
GAAGCTCAGCAGCAAGGCGGAGGAGGACATGAAGAAGGCCCGCCGAAAATCCACTCAAGC
AGGAGACGAGCTGATGCGCTGTGTCGACCTTTACAACCAGACTCAGTCCAAGTGGTTCGA
GGAGATAGTGACCACCAGCCTGGAGCTGGAGAGGCTGGAGCTAGAAAGGGTGGAGATGAT
CCGACAGCATCTGTGTCAGTACACCACCCTGCGGCACGAGACGGACATGTTCAACCAGAG
CACCATGGAGCCAGTGGACCAGCTTCTGCAGGTCGTGGACCCCGGCAAAGACCGAGAGAT
GTGGGTACGCGAGAACAGGACGGGCGAGGTCCGGCCTGTGGACATCGAGGTCTGAGCCCC
CCCCCCGCCCACATGGACCGGGACGGCTGCCGCAGCGGGTGGATGTCATTTTAGGTGGTG
TCACGATGTTCTGGATCTCANAACCTTTGAGTGCGGACTTTTGAAGTCGTTCCGGTGAAA
AA
>CL5607Contig1
AGGGTTTTTTTGTTATTTTTGCCTCATTAAATACACATATATATATATAAAACATTCCAG
TACAAGTTTAATAAAGACACTTAAGTTAGTTTGTATATTTTACGTTGTTTGTAGGAGCTT
TCAGTAGTGTTGTAGTGACATCATGACCCACTTTTCTTCCTCTTTTTAAATGTATGACTG
CATTGGTTCAATGTTCTTTCACTACTTTGGCAGATTTCTCCCATTTTGTTTAAAAATAAT
TGTTTTTGTTTCAAACACATTTGCTTCTCGCCCGATCCCTGTGACGAAGTGATCAGAAAG
CTGTCGTGTTGTTTTTGGTGTCTCAAAGTGGTTTCTTTGTAAAAGTGATGGTCAGGTAGA
TTCTGTAAAGTCTCTTGATTGAGGTGAGGTGGTTGTTGGAACATGGAGGTCCTGTCATTG
GTTCTGCACTGTTACATTGATATGCACTAACGGAGAAAGACACATACCTCATTTTCTACA
GGAAGTCCGGAAGCTAAAAGTGCAACAGAAGATTTGGGGGAAAAGTCTCTAATGTGTTGG
TTGTAACTGCTTGAAAGATGAAAAAACAATTGTGGTTTATAAAAGAAGGGAAGGCCTATT
TAAATGTTTTGCTTTAATTAAATTAATTTGTGTTTCATTTAATTGAACTTGCTGCAATTT
AATGAAAGTACACCCTAA
>CL5608Contig1
CACTTCACAGAGTAGGACATGGCGATTCTGGTGTTGGGCATGAGTTTCACTTTCCCTTCA
CTGGTCAGGTTCACATCCACAATCCTGTTGCCGTTGAAGCCGATCTCCAGCTTCTTGTAC
GTCCACAGGTAATGGTCCTCTCCGTTTTCATCCGCCTCGCCAACAATACCCCAGATGGGC
AGATCATCGATGTACATTTGGTACCAGTAGTGATTCTTGATGGCGTAGACGAAAGCGTCC
CGTTTGGCCTTGTCCAACTCCACTTCACAGTATGTCGTCTGCATGACCTCCTCTTTGAAC
TTGATGTCCAGGCCGCTGAACTCCAGCTCCACGCCCTGCAGAGCCTCTCCCAGCGTTTCG
TGGTAGTGACTGATGGTCTTCTTGGAGCCCGCGCAGAAGGGCAGAGAGAAGTACTTGTAG
GTCTCCTGCCGGTTGTGGTACGGCCCCACCGTGTTCATCCACAGGACCACCTCCTCCTTA
TCCGCGTACGTGTGCTCGTGCTCATCAGCGTCGACAGGTAATAAAGAACCCGCTATGGTC
AGAACCGCGGCCACCGCTTTCACCCTCCACCCGAAAGACCCCGTCATTTTCGGTGAAAGT
GTGCAGAAAGACAGGGGCAGTTAGCTTAGTGAGGCTATCCCTCCTTCTTCCTGGTTGTGT
GCCCCGGC
>CL5609Contig1
ATTCCAAAAGCAGTTTTGAGTTGACCCTTTGCTGCTACAAAAACTGTATTTTGGTTAAGG
TATGCCTATTTTTTTTCTTCATCCCCAAACTAAAGCTGTTTTTGGTATACAAACCGTAAA
GGAAGAAACAGTCAGGGCTTGATACTCTTTCCCCTGCTCTCCTTTACCTCTTCTGGAACT
TTATTTCATCTCTCTGCTTGTTGCCTTCAGTCCGCCTTTAGCATTCTCGTTTCTCCTTCA
TCCCCTCTTAGCTGCTTTGAAAGATCTATTTTTTTTGTAAACCTGCTGCAGCCTTCTTTG
ATTTTATTCCCTCCCCCATTTGATTTCTCATCTGTGTGTAGGGGCTGCTTTTAAAACTGT
CCTCCTTTTTTGATGTATGTGTGTTTCATTTTCAAATTAGAGCATTTTTTTTTTCTTTTT
TGGGGAAATTCATGGGGAGAGCAATTGCATTGTACTGACTAGGGTGCAGTCATAAAAGCA
AATACTAAGGTGTTTGAAAATGTCTGGACTGCTTGTTTTGAAACTGCCAGAGGAGTTTGT
GGCCACAAGGGGGCGCATTTGGGTTGTTTTCCTCCTTCCTGAAGAAGAGTCCAAATATCA
ACTGTATTTTTTTTCAACGTTAAGCAAAAGAATGTTGCATTTAATTCCTGCAAGTCTGCA
AAGAGGAAAAATACCCCCCCCCCCCTCGCCACAGAAATATATACAACCCTT
>CL5610Contig1
GCCAGACCACCCCATAGGGGCGCTAGTTCACAATCTTCTGGTGTCTTGCAGTCTAAAGAG
GGCATGTGGAATATTGGTTCACCACAGAGACCAGGTGGAGTTGTACAAAGTGTATCTAAA



CCCAGAAGTGACAAGTACAAGACGCCAACCCAGAGGGTCGGAAGTTCTCAATCTTCTGGT
GTCCTACAGACCAAAGAAGGAATGTGGAATCTGCCTCAAAGTGGATTTGCACCAAGCCGT
ACAACTCCAGTGCATTCCAACACAATGTCATCCCAGAGGAATGCCGGTTCTCCAACCTCT
GGTCTTCAAACCAAAGAGACTCTGTGGAACGTGCCACAAAGTCCAAGTCGTACAACTTGG
GTGCAATCTAAGACCAAGCCATCCCAGAGGGAGGCCAGTTCCCCATCTGTCCTACAAACC
AAAGAGGGTATGTGGAGTCTGCCTGGTTCCAATTTACCAAATCAAGGCATCAATGCAAGG
AGTTTCCTCCCAGTTGGACTGGAGCGCAAGGTGCAGGCACCCACTCAAACCCAGCAGCAA
CCAAGCTTGAGTCGAAAACCAGTTCAGACTTCAGGAAAAGTCCCCAGTGTCCAAACTAAA
GGTCAAATGAAACAGATGGCAGCTCCTGGGCATGGGTCTGGGTCAAGTATCACCGGTCAT
GCAACTGTGTCGTACTCAAATTCCCCAAGAGGACGGAGCTCTCAGTCTGCTCTCACAAGG
GATCGCGGTGAGTCAAACCAAAGGCCAAAAGGTGCTTCGGGAATGGCTTCCCTGACATCA
CTCTACCAGTTTGATGGGGACAGACCAAAGCTCCTCCCCTCACCAAAGAGGAATAAGGCC
TAATCTCAACTGATCCTGAACCTCTGCCAGCCTTGACCAATAAAGTACTTGAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAACAT
>CL5611Contig1
CTGTTATTGTAGAATACAACTAGTTTGGTTGGTACATCACATCCCCAGGACAACTTCCTT
TAGACCATGTGAGTTTTTGTATGTTGTATGAAAACATTGGGATCACGAAGAAAAAAAAAA
AAAAACCCCNCCCCCCCCTNT
>CL5612Contig1
GTGCAGATTCAGTTTGAAGCTAACAGCAGCAGGAGAAGCCACGCGTGTGGAAAGGCCGCG
AGGACAAGAAAAGTTGTTAAATAGTTGATCAGACGAATAAAATGGACGACTGGGAGGAAG
AGGAAACCGCACCGTCCTTTGCGCCCGTCAGCAGCACGGATGCAGCTCCGCAGAGAAGCT
CCTGGAACGGAGGCGCCAGGGACTCAGGAAATGACGGAGACAGCTGGAACCGCTCCAACC
GAGGGCGAGGAGGAGGTTCGGCCGGGAGAGGAGGCAGAGGAGGGCGCGGCAGAGGCTTCG
GACGGTCTGACCAGGACGAGCTCAATGGAGGCGGCGGAGACTCTGAAAACGGGTTCAGAG
GAAGAGGCCGAGGAGGAAGAGGAGGCTTCAGATCAGGTGGGGGGGAGCGAGGAAGAGGTG
GAGGTTATCGAGGACGGGATGAAGACGTCTTTGCTGCAGGAGACGGCAGAGGGGCCGAGA
ACAGCGATGCAGCTGACCCAGAACGGCCCAAAGTGACCTACATCCCCCCGAGCCTCCCGG
AGGACGAGGACTCCATCTTCTCCCACTACAAGATGGGCATCAACTTCGACAAGTACGACG
ACATCCTGGTGGACGTCAGCGGGACCAACCTGCCCGCCGCCATCATGACCTTTGAGGAGG
CCAAGCTGTGC
>CL5613Contig1
ATCTTTAAAACCTGAACAGTGTAATTCTGCACTTTATACATTTGCAAAGAATGGAATTTA
TTGGAGGAGAAGAATTAAAATACAAGGCGATCAAATGGAAACGGGGCAAAAAGCTCAAAA
GCAAAAACTAGATTTAGTTGATCTTATTCTCGTTCATAAACTCGGGTGCAGACGACCTCT
CCAGCAGTCATAGTCAGTATGAGTTCTCCATCGTTCGTCAGCTCTCTGGTCCATGATGTC
TTCGGTCCGTCGCCTTTTAGTAAAGTCTGTTCACAGCTGATCTTTCGGTCTGTTTCCCAT
TTAGGAAAACTCGTGCAGGGGCGTCCGTCCACCGTGGCCTCGCTGAAGGACTGGCCCACA
GTGAAGGAAACATGGGTGGTGCGGACGCTGGTGGACGTCTTGATGGACAGATTGTCTCCC
TGCTGGGCGATTTCCACCGCTGGGCTGGAGGCTGCCGCCACAGCAATCTTCCTCAGGAAC
ACGTTCACACCGAGCGCTTTCAGAAGCCTCCTCGAAGTTTTCTGAGGATTTCATTCTCCA
TTTCCCGGAGAAATCTGTCGCTTTATTTTCCATCTCGCTGCGGGCTGCAAGTGAGAAGCG
ATCCCGAACCTCCGC
>CL5614Contig1
CGAGGGTTGTTCTCCTTGGACTGCGTAACATTAAAAGTTCAATATGATACTTGTTAAACT
TCTGATTCTGTCCTTAACTTTGTCAGCAGCATGTGGATTGAGATGCTACTCATGCACAGC
GGCCGACCCCAAATCCTGCATGGACACCAAAGCCTGTGCTGCCCTCTTCAACCGTTGTTT
CTCACTCAGAACGGAGGGCTATGACATCGTCACCAAGGGCTGCCAAACCAGTGCATTGTG
TGTTGGAGCCGTGAAATGCTGTGAAGGGGATCTGTGCAACAGCAGCGCACCACCTGGATC
CAGTTCCCTTTTGATCATGCTGACTGCAGCTATGTTCATACTTTTCCTCTGAGAGCCTAA
AATTTGAGATTTAAAATGTTTTTCATTGATATTTCAAAAAATTAAAAGAGAAATGGAGAC
ATTTTTCAAGTGACCCATTCAAATGAAAATTAAGTTTTGGTGTTCTTAACATATTCTAGT
CGCATGTTTTCATTATGGACAACATAAATAAAAGTATTTAAGATTAAAAAAAAAA
>CL5615Contig1
TCCCAGAAGGACATGTCCGGAAGAATTCATTCCCGACTGGTCAGCAAATACTATGGTATG
TCCTTGCAAGTGAATGAGAGCATCTGGATTCTGATGAGCCAGACGGGTCAGACTCTGCAG
CTGACTGTACCTGTGAGCCACACCCCAACTGCGCTGCCATCTGATGTCCAGCAGGTCAAA
TCTGTCACACAGTTCCCTCTTCAGCCTGCTCAACTCTTCCCTTCTCGGCAGGCTGGCGTT
GTGCTTCTTCATCGCCTTGGGCTTGTTGTTCTTCAGCCAAACTTTGAGGATGGGCTCCAC
CCGTCTGGCCTGCTCCAGCTCCTCCTCCGGGTCCCTGAAACCTGTGAAGGCGTAATAACT
TTTGTCCCATTTGATGGGTCTATAGAACGGCACCCCTCCTTTAAGGGGACCTTTAGAGGG
CTCAGTTCCTCTATGCTCCTGCATGTGCTCCACAGACAGGCTACAGGACCCCAGCACCTC
CATCACCGTACTTTGGACGTCATTGGTGCGTAGGGTGAAGCTGACGGTCCGGAAACCTGA
AGATAGGGGCTCTGCCTGCGTGTTGCTGCTATCCTTGGTGTCCCTCATGTAGAAAGTAAG



CCTGGTGGGCTCGATGTGGCGTGAGCCAGACTTCTGCAGGCTCTCCAGGTAACCGTTCAA
CCTTTTCAGGGAGTTCTCATTCACTTCCCGCTCTTTAGGGTGCTGACCAAAGAAGTCTGG
GTGAACGGCTAAGTAAAAGGGTCGCAGAGCATTGACAGCCTCAGCACCCGACAGAGCTCT
AAACTGCAGGAAGGGAAGCAGCAGGCACTTCCTCATGGTGCTCAGGACGGCGCTCACAGA
CATGGCTAATGCTCAGGAAAGGTCTCAGGTTGTTCCTGGACAGAACTCCTGATGTTGAGT
CTGAACCGCAGTGAGCCGATCCTGTTTACACCGCTGTCTCCC
>CL5616Contig1
TTTTTTTTTTAAGGTTAGTTCATCAAGAGTTTCTCAAGTTTTATTGTATGCACTGTTTGT
TTTTTCTTCTTCTGCCTTTCCAAGTGTGACAAAAGACAAGGAAGAAATATTCCAAACTAC
TCAAAGGTCAAAATACATCAGAAATGCCTCAGAGTACTTTGGAATTGCAGTTCTGCCGAA
CAGCTTTTTTTTTCCTTTGATTTTTTTTTGAAACAACAAAAAAAGACAAAGAACAGATCA
GACAGAGGATCTATGACCGAAATCCGAGTCAGGCAGTTGGCATCGAGATAAAATACACGT
GTCCTATCTACATCANGTTTGCTTGGAACCGCACCAATTAAAGCACTTCTATGGCAATAC
GCACAACGAACACAACATTTCCCATGAGGGTGACGGCCCGTTTGGTCACAGCAGCTTCAC
GTCACCCTCCAGACTGGCTTTACTTGTCTCTGTGGGCCAACCACCTTCATTGAGTACAAC
ATTTCCAACACTTTCCCTTTTGAAATTGTCTTCGGCAGAGGAAAATAAAACCACAACATG
GAGAAAAACAAAAAAAAAGTCAAATGAAGAAGTCGCCNCAGATTTGCTCTGNGGATGAAA
GTGNGGCACANAGGCNCGAAAGCACAGGGGGGTCGNGGNGTCGCANGCTTTTTCACAGCA
CTGCACAAAGNGATCAAATTACTGAAAAGTTATTTCATCANGCTAGAANGCAAGCCATAT
TGAGTTCTTAACATTACGAGGAANAGGCAGCGTAGGGATCACATGACTTTTTTATTAAAA
AGGNGCTTCCCTGCATTTTCACCAAACAGTAAACACACCTGGAGTTCTGCGA
>CL5617Contig1
AAAAGANACATTTGAGGTCAACANAGGAGCGAGGAGAAGATCTTAGTCNCACTTTCAACA
CAACAGCGTTTGGTGGTGCATTTCCCTTCACTCNTGCCCAGAANCTGCACTCACACGTGC
NCGGNTCAGTTTCAGCTTCAAAAAGCCCACACATCAACCAGCAGCANAAACCTTTGCACA
TCTCACATTTGAGTTTTACGAAGCTTTATGTTGTGTTCATAANCTGAAGGACCTAATGTG
CAGACATGTGTCGCGNTTATTTATTTTAAACTCCGTCGACTAAAAAATTAGAATCAATTA
ATGCAGATTTATTCTCCTTTTTTCCAAATATTTCATTTGGAAGAATTTAAGGAGGCTTAG
GTTAGTTAATTATTATTACGATNTAAATATGTCTTTGGCACTTTTACAGGTTTTTCTCAN
TAAAGCCNAAGAATAGATNAGACTTATTTACNGCTTCCTGAATGACAATAAGGACCATCG
ATGAGCTTGAACATTTTTTTTTGTTTTAAGGGTCTACATTTTTCATAAAAACTGTAGGGA
CTGCAAAGCTTGAAGAAGCCATTTTTATTGTTCTCGTGATTGTCTCTGGATTAAGGAAAT
GTGTCTGGAAGGCTCCCCTCAGGAGTCCGTGTCAGAAACGAGTTCTTCTCTGTAACCACA
CTCCTTTGCGTCATCCTCCAAATGANTAATTTATTGTTGCGTTTGAGTCTGGCCCGCTTG
CTTTCTTCCATCCCAGAATGCGAGCGCCATCTCCCTGCTCAACGTGAACATGTAGCTTAC
GCTGTGGTGACTTAAAGGTGAAAATGTTACGTTGTTTGTCTTCAAAACTGAATGTGCCTT
TTTGTGATTGGTCCGAAGCTGCTCCCCGTTTGGACGCTGAAAGCAGTTTTTAATGTGGAG
TGACGTGGGCACAATCTCAGACACTCGGCTGCACTGTTTGCCAAATGTTTTTCAGGTTTA
CAGCACATGTTGACCTGCTGGTCAGATTGTCAGACAATTGTCCGTTTTTGTGTTGGGAAA
TGTTCACTTTTAGCACACATTCTAATGACACACATCTTTTTATGTACCTGCTGGCTTTTT
CAGACCAAAGTGTTGTTTCTTCCACGTGTTGTTAACTGAACTTACAAAAACAATGGAGAT
GGATGTTTCACTGTAATGTGTCTACTGTTCTGTTGGGTTCCAAACAAACGCTGAAAGTGG
TTTTCTGAACAAATGTCCAAAGGTGCTTTTTCCGTTGANACTGTCATTTATCTTGTTTTG
GACGGAAAAAAACAAATGTCTTTTCCGTGGGTGAGGTTTTGTTTACACAAACCAGGAAAA
CAAATGTGAGTGT
>CL5618Contig1
ACAGCCCCACGNTGGGCTCACACTCACTCACAAACACGACAAAAGGCTGCGGATCTGCTG
CNTGAGCATCTTCCCNCACGACAAAAGGTGGGGCAGCAGAGCCCAGAGCCAGCGGCACAA
GTCCGAGCATGCTCAGTTCCAGGCACTCTGCCCTCCGCCTCGTTGCTGTGGCAACAGCTC
TGTTGTGTACTACGCCAAGCCCATCTCCTCCAGAACGCTGCGAGGGGATTCGTCCTCCTC
CTGCAGCAGGTCCGCTTGCTCAATGGCTTTGAGGACGCTCTTCTTCGACGTGTCCTGGAT
CTCCCCTCCCATCAGGAACTCATCCAGGATGAAGTAGGCCTTCTCAAAGTTAAAGATGAT
GTCCAGCTCACACACGCTGCCGAAGTATTTATCCAGGAGCTCCACGAAGCGGTGGATGAC
CTCCAGGGTGATCAGCTCGTTGTCCTGCTCCTCTATTGCACAGCAGAAATACAGGCTGGC
GTACCTTTTGTAGACAATCTTGAGGTCCTTCCACTCCAGGAAACTGCACATCTTTGGTTT
GCGCGCCAGCACGATCTGCATGAGCTCGCGCACCATCTTCTTCTTGTCCCGCTCGGCGGT
GGCAGTGTACCACTTCTGCAGCCGCAGCTTGCCCTGCCGGCTGAACAGCAGCATGAAACG
CATCATTCTCTGCCGGCTATGGAGCACTCTTCCGGGCACACGGACGAACTCTGCAACGAC
GCAGACACGGCGGACGCTAAAGGTCCATGTCTGAGCTCTTCGAACCGGACCGAAAAACAG
CTGCAGAGCCGCGATACGGACCGACGGTTTCAACCGCAGCCCTGCAACGGGTCCGGGTAG
CCGAGCACTTCCGCCTAAGCCCCGGCCATAAGGCCCGGGTTAACGCGCGCTCACAGA
>CL5619Contig1
GCCGTCACGGGTCCAAAAGGACACGGTAAATTCATCTTGTTCATCAGATGAAGAACCTGA
ACGTAAAGCTTCGGCACGCTTATGAGGGCGTGGACGATGTTTGTGAGGATGCTGTTGGAG



GGAGGGGGGTATAAATACTTCAATGTGGGATTTGATTGATACTTCAACCCAAGGTTGGGC
GCCACACCAGTTTCAATAAGTGGAATGTGAGGCTGTGTGCTTTCCTTAGTCTTCTGCTTT
TCTTTGACATTTTTAGCACTGTCAGACACAGGCGGATCCCTTAACACAGTGATGTTATCT
TGGCCTTTAGCAAACTCCACGACAAGCTTCTGATCCAGGATCTCTAGCTGATGAAGCCTG
GTGAGAGCCTTGCTTGCGAGGGTTTTAGTTTTAAAGGTTGCAAAAGCTGCATGTTTCATG
CGGCCATGGTTCGAGAAGACTCGGACGGACTCCGCTCCGAAGTATTTCAGGAGGTCTTCC
TTTTCGTCCGGGCTCAACTCAGAGGGTAAGTGGCGGACCAGCAGAGTTTTACTGCCTTTA
GTTTCAGCGTCTTCCTCATTTTTGCTCATTTTTCAACCAACAACAACACACCTCCTGTTC
TTTCTCCGGAGCTTAAAAACACACGGGCTTCCGGTTTCAACTCTTTTTCTGTCCCCGGCC
ATAAGGCCCGGGTTTAACGCGCGCTCAGAGA
>CL5620Contig1
TATGTCTTATCTCTGAAATTGGGAGCAGAACCACTTTCGACTGCCGTTGACAAATAAACC
TCTCCAGCTCTTAGAAGGAAGACATTACAACATCTCAAGAGACTAGATCACAGGATCAAC
ATGGTTTCCAACAGAAGGCAACTTTTGGGGTTGTTTTTGTGCATTTTTGGAGTTCTGGGG
ACAATCGTCGTCTGCGGTCTCCCATGCTGGAAGGTCACAGCCTTCATTGGATCCAACATT
ATCACCGCTCAGGTGATATGGGAGGGTATATGGCTCAACTGTGTCACCCAGAGTACAGGG
CAGATGCAATGCANATTCTACGACTCCCTACTGATCTTACCTCAGGACCTGCAGGCGGCC
CGGGCCCTGGTCATCATTTCCCTAGTCGCCGGAGTCTTCGGGATTTTGCTTAGTGTGGCT
GGGGGGAAATGCACCAACTTTGTGTCAGATGAAATCCAAAAAGGCAAAATAACCATTGCT
GCTGGAATTGTTTTCCTCCTTGCGGGTCTTCTGGTGATGATTCCTGTCTGCCGGAGTGCC
AGTACCATTATTCGGGATTTTTACAACCCAATGCTGGTCGAAGCTCAGAAGAGAGAGTTG
GGAGCCTCCCTTTACAT
>CL5621Contig1
TNCCATTCCAAATGACGAAAAAGGCTTTTTTTGGGCCACAGTGGATGCCGGCCCATCCCA
GGCAGAAAGTGCCCCTCTCGGGCTATTGCGNCCGCCCCTTCCAGGGGGGCCACAGTANAA
GNTTCTACCTGGCCACCCTCCCCAGGTAGAAGAGCTCCCAGCCCTTCAAGGGGGGGTGCA
GAGCAGAGACTCCCTTCATATTAAAAAAAAATAGATAAAAACTTCTCTGGGCCTAATTTG
GGCTTCATCCTTTGGTCATCATGCAGACCGCCCTCCCCAGGCAGATTAACCCCCCTCGGC
CTGCTCTGCCCGGTTCTTCAAGGGGGGGCCACAACAAATACTTCCATTCCAATGACGAAA
AGCTTTTCTGGGCCACAGTGGCGGCCGCCCTTTCTCAGGCAGAAATGCCTCCCTGGGGCT
ATTGTGCCCGCCCCTTCCAGGGGGGCCACAGCAGAGGCTTCTACCTGGCCACTCTCCCCA
GGTAGAAGAGCTCCCAGCCTTTCCGGGGGGGGGTGGGGGCAGAGCAGAGACTCCCTTCAT
ATTGAAAAAAAAAA
>CL5622Contig1
CAGTGAGTGGGTGTCAGTTAGGTGGTCTTCTGCGGCCCCCGGACTCTGACGCTTCGTGCC
GTCTGTCTTGCAGGAGAGAAGCCGTTCCAGTGTGACTTCTGCGAGCGCCGCTTCGCCAAC
AGCAGCGACCGGAAGAAGCACTCACAGGTGCACACGGCCTCCAAGCCCTACGACTGCAAG
GCGCTGGGCTGCACCAAGTCCTACACCCACCCCAGCTCCCTGCGTAAACACATGAAGATC
CATGTCAAGTCCTCGCCCCCCTCCGACCCCCAGGACCTGTACAACTTCCTGCCCCATCAG
CTACCGCCGCCCCATCAGGCTGTGCTGGAGCCCCTGGACCTCAAAATGAACCACTTCTCT
CCGTCACTCTTTAACAGGAGCGCTCACTTTCCCCTTCTGGCTGCACACAGACTGGACATT
AGCTCCGCCCACGAAGCAGACCACAAGGTTCTGCTGCGGAGCTCGTCTCCTGCAGCCGTG
CCCCTGGACTTGTCCCTGACGGGCCTGAAGAGCCAGCTGAGTCAGAAGCAGCAGGGGGGG
CAGGACCCCTAGGCGGAGCCAACGCTCGGTCAACCCTGCCTTCACGCAGCTGTCCAACAT
CAAGGAGTGGTACGTCTGCACCAGAACCGCCGTGCCGCACTTCCCACTGCTGCACCCGGA
CCACATTAAGGCTGAGCGCAGTAGTGACGAGGAGTACATCACGTAGAACCGAACCTGGTG
CTCTAGACTTGGACAGCAGATTTAATATGATCAGAACCAGGTCAGGTCTAAACAAGGGGG
CAAATGTGGCAGCACCTGTGACTTAGGTGACAAGATGAACAGAGAGGATTTTTACAGAGT
TCCATCAACAACCCGGAAACTGCTCGGACCTGCCGTGACGTCTGAAACTTTCAAGAGGTG
TGGAGGAACCTGTCACTGCAGACTCAGAATACCGGGTCCAAGGAGAACCGGCTCACCTGT
GCAGATGCTAGGGCACAAAAAGGTCTCAGGTGGAGCCGCTGACGCAGCAGGGGAACTGAA
GTCCCACTGGTTCTGGTCAAAGGTCCAAACATGATCTTCATTCTTCTTCATGATGTTTGG
AAGCATCAGGACGTGAAAGATCAGAACCACAGCAGGTTCCTGCTGAGTTCATGAAACTTC
CCTCCATGATCAGGGACGATCCAGCTGAGCGGTGAAGTCTAGAACCTTCAGTGGTTCTTT
GTTTGGCCTCAGGTCTGGACTCTGAAGATCCAGGACTGAATGTCAGGTTTCACATTTTGA
GCCCTCAAATGCGCATCTTTGCATGCTCAGCTGACCAGATCTAGAAGCGTCCCAGCTGTA
GCAGAGGCAGCGTGGCGGGGTGTCACCAGTGAGTCTGNGGAGTCAAACTCACA
>CL5623Contig1
GAGGGCGGAATGCTCCATGGACGCTAACGCCAGAGTTTCTAGCAAAACACAGAATCGACT
TTGTGGCCCATGACGACATCCCATACTTCATCGGCAGGAAGTGACGACGTATACAAGCAC
ATTAAAGATGCAGGTATGTTCGCTCCCACCCAGCGGACAGAAGGCATCTCCACCTCGGAC
ATCATCACCCGCATCGTTCGGGACTATGACGTGTACGTGAGGCGCAACCTGCAGAGAGGC
TACACGGCCAAAGAACTCAACGTCAGCTTCATCAATGAGAAGAAGTATCACCTGCAAGAG
CGTGTGGACAAGGTGAAGAGGAAGGTGCGAGACGTCGAGGAGAAGAGCAAAGAGTTTGTC



CAGAAAGTGGAAGAGAAAAGCATCGACCTCATCCAGAAGTGGGAGGAAAAATCCCGGGAG
TTCATCGGCAACTTTTTGCAGATGTTTGGCCCAGAAGGAGCTCTGAAGCACATGTTGAAA
GAAGGAAAAGGCCGCATGCTGCAGGCCATCAGCCCCCGGCAGAGCCCCAGCAGCAGCCCC
ACCCGCGAGGAGCGCTCGCCCTCTCCCACATTCAGGCTTCCTTTCTTCTCCAAGGCCTCC
CCGCCTCACCACAGCGGGGCCCGGGGATACCTCGTCAGCGAGGACGACGATGAGGACGAT
GAGAGTTAGGAAACGCCTGACTTCTCAGTCTGTGGGGTCCCAGTCACAACCGGTTTTCAT
CAAGGTGTTCATTTAGTTTTAGCACCATGTCTTGTTCAAATGGAACGACCAGGTTCTCTA
GATCACATAATTTAAAAAGAAAAAGATTTTATTCATTTTTTTGTGTCTTGTAAAAGTCAA
GTTAACACTTACCACTAGTCACTTAAGTTCTTTAAAAGTTGCGTTCATGTATGTCTGCCA
CTTTTTGTAGGCAGTTATTCACTGCCGTCTTGGAACTTCT
>CL5624Contig1
TGGAGCGCCGAGGACGGCGAGCACAGCTTGGAGCGAGTGGAGGCGCCGAGGACGGCGTAG
ACAGCCGGTGACGAGGAAGAACCAGCGGCACCCGTGGAGGAGCGGACCTGAAGGCGTAGA
ATAAGGCAAGGTAAGTACGTGGCTTAACTTGGCAAAACTGGACTTAACTAGAGACCAGGC
GTAGGCACCGGAGAGAGTAACGGACTGGCGTAGTATGCTGGGATGGATCTCCTTAAGAAG
GTCTGCTGGTGATGAGGTGATGAGGTGCAGCTGGTTCCAATGAGGAGCAGGGAGGAGGGA
GGCAGCTGACGGCGGAACCGTGACAGTGCCCCCCCCTCAACGACCGCCTCCAGGCGGTCC
AGGGCGACGATCCGGATGAGCCCGATAAAAGTCATCGATGAGGGCACGGTCCAGAATAAG
GGAGCGGGAGATCCATGAGCGCTCCTCCGGACCGTAACCCTCCCAGTCCACCAAGAACTG
ATACCCACGGCCCCGGCGGCGAACATCCAGCACCTTACGGGCCGTAAAAGCAGGAGCACC
GTCGATGACCCGGGCGGGTGGTGGGGAAGCGGACGGTGGGCACAACGGGCTTTCCTGAAA
GGGCTTGAGGTGAGAGACATGGAAAGCGGGGTGTACCTTGAGGGCTGCCGGAAGCTTAAG
GCGCACGCAGGTGGGGTTAATAATCTTCTCGACCGTGTAGGGACCGATAAACCGGGGGGC
CAGTTTGCGGGAGGTGGCTTGAAGAGGGATATCACGGGAGGAAAGCCATACTTTCTGTCC
CGGCTGGTAGGTCGGACCCTTCACTCTGCGGCGGTTAGCAATCCGGCAGTTGCTCTCCCG
AGTGCGCAGGAGAGCAGCCCTGGCCTGCTGCCAGACGCGCTGAACCTTCCGGAGGTGGTG
CTGAATGGAGCCTCG
>CL5625Contig1
AGCCACTTTNGCAGCTACCAAGTTTGGCTCCACAAAGATGAANAGCAGTGGACGCAGCAG
CAACAACAACGGCGGCAGCAACGNTGGGAACAAAGCGGCCCGTACCTCTCCCACCAACCT
GGGCCTGAATGTGAACAGTCTCCTCAAACAGAAAGCCATCTCCACCTCCATGCACTCGCT
GTACGGGCTGGGCCTTGGCCCACAGCAGCACCCAAAGCCCTCCGCCTTGTCCCCGAATGC
CAAGGAGTTCGTGTTCCCTCCCCTGCAGGGCCAGGGTAGCCAGAGTGCTCTGTTCCCAGG
AGACAGCTCGCTCAGCCTCAGCCCGCTGCAGTACAGCAATGCCTTCGATATGTTTGCGGC
CTACGGTGGCCTTAACGACAAGTCCCTCATGGATGGCTTGAATTTCAGCTTGAGCAACAT
GCAGTATTCTAACCAGCAATTCCAGCCAGTCATGGCCAACTAGTACGCGTAAAAGTACTA
CTTAAGCTACTTCATGCAGAAATGACCAGAGATAATGTGGATGGGGGGGTAGCAAAACAG
ATGCACATTTTCAAAAAAAAAAACAACTTAAAAAAGNGTAAACAAAAAAACANAANGTCA
AAGTAAAANATAAAAAAAAAA
>CL5626Contig1
ACGGTACGAAACAACCAGGTTTATTCCCACTCATGTGGAAACACTAACAACAAATATCTG
AGAAGGGACAAAGGCTGCTGTGTCAAGCATGAGTCATCCTGCTAGTGTGGCTGCCAGCCA
TGGGAGAAGGGAGGGGCCAGGGAGGAGCCAAAAAGGGCCTTTTAAACCCTCCTCAATCAG
GTGCTTCTGGGGCAGGCTGGGAAACCTGGAGCTGGAATAAAGATACTGAAAAGACAAGAA
AATGGTCACATAACATCCCCTCCCATAAGCATGTTGGTCGCCAACATGCACAACGTTTTC
GGCTACTCACGACCTGGAAAGGGCATCCGCAAGGACATTATCACGTCCTCAAATATGGCG
GATGTCCAAAACGAAACCTTGCAAAAACAGGCACCACCGCATCAGACGCTGATTGGAATT
TTTCATGCGTTGCAGGGCAACCAGTGGATTGTGGTCTGTGTATACCACTACTGTTTGGGT
GGAGGAAACGTAGACCTCAAAGTGTTCAAGAGCCAAAATCAGTGCAAGGGCCTCTTTTTC
TATAGTGGAGTACCGGAGTTGATGGCAGTTAAACTTTCGGGAGAAGTAGCAAACTGGATG
CTCAACTCCTGATCGATCTTGAAGAAGGACAGCTCCAGCACCAACCTCACTGGCATCCAC
TGCAAGTTTAAATGGCAGGTTGAAGTCGGGAGAAACAAGAACAGGGGCACACGCCATCAA
TGATTTCAGGTTGCTAAAGGCCACCTGACAAGCCTCAGACCACTCAAAGGAAACCTTTGG
GCTGAGCAATGTGGTTAGCGGAGCAGCCACAATTGAAAAGTTTTTGCAGAAACCCCTATA
ATAACCGGCCATGCCGAGAAAACGCCTGAGGTCACGTCTTGTGCTAGGAACGCAGAAGTT
CACAATGGCCTCAATCTTCGCTTCGACTGGACAGACCTGTCCACAACCAACCACTTTTCC
CAAATAGGTGACCGTAGCTGTCCAAACACACACTA
>CL5627Contig1
AGCCCGCATATGGTCCCTAGCAACTTGTGTGAGGTGTCATGGAAGTAAACAGAGGTGCAA
GCAAACATCCACACCCACATGACCACGATCAGGTTCAAGGCCACATACAGCAGAGCCAGG
ACCGTCCCGGGGAGTGCAGACAGACGAGCTGTCCTCACCAGGGCCATGGGAGCCGTCTCC
TCCATGATGAGGAGCGTGGAGTAGGCCAGGATAAAAGAGTGTCCTGAAATGTCGTACCCG
TGCCAGTGGAAGCCCGCCCGCCTGCAGCTGGCCTTGGACGTGAAGCTCTTCTTCAAAAGG
CTGGAGGCGCCGCTTTCAAAACACGAGCCAGTCGCGTCCTCGATGTAGAAGAAAGACTCG



GTGCAGACATACCACACAGCCGTCGCCACCGCCAGGGAGAGCAGCCGCCTGCCCAGGATG
GAAACGCTTCTGCTGACGGAGGCGTTGGAGAGGAGGAGGAAGGGGGTCAGGAGCAGCAGC
GTCCAGCCCCAGGAGATTTTGACAAAATACACATTAAAAATGTTTTTGCTGCTGCTGAAA
TACGTCTGAGGAACAAGCTCCAGGTCTTTCAGGACTGAGCCCACGATTGAGATGAGTAAA
AACAACCAGGGGACGCTGCGGCGGACCTTCGGCTTCACCCAAACAGAGACCAACCTGTCC
ACAATGACACCTAACGCCGCCATGATGCCCCCCCGGCAATA
>CL5628Contig1
CGGCACGAGGCTTCGACAATCCCGTCACTCAGGAGGACGTCTCCAAAGAAGTGTCTGTTC
GGATCCCAGCTGAGGTGGAACTGAGGGGGGAACAAAAGAGGAAGAGGAGGGCTGCAGAAG
AACACGATCGTGAAGATGCCGTTGGAGTCAGAAGCAGCACTAAAATGTGAAGAGCAGCAC
GAGTGTCCATGAAAAATTCAAGAATTATGGAGTTTTTCTTAGCTTTTTGAGGCTGATCTG
TTTTATTCTTCTTTTTGTCAGAGGCATGAAATGTTCTTGATTTTGACCAATAAATATTCC
TCTTCATGTGTGAACATCATCGTCCGTCTTTCAGATAGCTTCTGACAGGTGAGAACCGGT
CATGATTCCTCTCTGTCTCTGTGGGTCAAACTCACCGATGACCCTTCATTGTGCTCAAAT
ATGAACACCTGGAACATTTTCAAATCTCATTTGTCAGCCGTGTCACACTGAGTCACATGA
TGTCTGTTGAGTTTTATTTGCTAAAAAGTTGCTGATGTGACTTGTAGAGTCTTAGAAATG
TTTAGACTGTGTAAAGTAAACCAAANAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL5629Contig1
AGATGTGGAAACCCAGTGAGCAGAGTTTGACTGAAGAAAATAGCTGGTGATAAAAAGTGG
TGCTGCTGCTGAGTTAGGACCCAAAGAAATATAGACGCTATGGGAACACAGGCTGTGCTC
TTCCTTTTGCTCCCGCTCATATTTGAGCTTTCTCAGTGCACACAGATCCAGACGATCCAC
GGCTCAACTCTGGTGCTGCCCTGTATGCATCCAGAAAGTGACTCTAATGGGATGGAAGTT
TCTTGGAAATTCCAAGGAGAGGTGATACGTCCTGTTCTTAAGCATGGATCGGCTTCTTTT
GCAAAACAAGGCCAGCTTGTTATTTCTCCAGTAACATTTAGCAGTGCAGGAGAATATGAA
TGTTTTACAAATGGGACGGATGTGGAGATAATGGGAAAATATAGTGTCAGAGTGATGGGA
TATTTTGAATTCTTTGTGAAGGTGACTGAGGGCTCCAGTGTGCACATACCGTGCTATTAC
CCGACTTCCGACCAAAGCAAGCCCAATGCACTGTGGTTTAAGGAAGAGGAATCTGGCAAA
AGAACAAAGCTGAACACTGAGGATGAGTCGAATGAAAAAAAGAAAGTAGAGCTGCTCTAT
CCAGGTGATCCTGATCAGACCATTGTACTCAGAGAAGCTGCTATGGAGGATGCTGGACTG
TACACATGTGAAAGTCACAATGGAGGGAAGCTCACCACTGCTTACCTTACTGTGGAAGTT
CGTCCTACTGCACCGCCGCTCAAATGTGAAGGCTTTGATGAAGAGTGCCAGGATGAGAAC
AGCCGCATAGGCGAAGCTCTGCTGCGAGAATCCCTGACAGAGTTTTCCATGAATGTGTTT
TCTCACCTCAGAGAACTCCAGCCTTCAAATAACTTACTCTTTTCTCCAATCAGCATCAGT
GTGTTGCTCTCCAATCTGTTATTAGGTGCCGGTGATGACACCCGCAGAGCCCTTCAGAGT
GCCATCTTCGTGCCTCATGATTTCAACTGCATTCACTCTCAGATGAAGAATCTGAGAGAA
AAGATGAGCCAGTCTTTGCAAATGGCATCCCAGATCTATTATAACCCTCAAATG
>CL5630Contig1
CTGATCTTCTGAGGACCATCAATGCAATTAATGCAAGAATAGAGTTAAACACTTTGTCCA
GACATAAAGACAAACAGCGACAGGAAACTAATAATTCAGTTAAAACAGTTAGTCTGCTTT
TCATAGACGGATTATCCAGAGGACAGTGTGTTAATGCAGTGGTCCCCAACCTTTTTGTCA
CCACGGACCGGTACAACGCAAGACACGTTTACCGTGGACCGGGGGTGGTATTTTCTCTTT
AGTAATAATAATAACAATAATAATAATGAACGTAAATCCACTGTTTAATAATAATAATAT
TATAATAATAATAATCGTAACGTCACACCAACAACAGCACATCACATGCACAGGCATTGG
TGTCGCGACTTTGACGTGCGTTAAGTGTGACGGATGTAACAGATAGAATCCGGTCACTTT
TCAAAATGAAATGGCGTTTTTTTTCGAAAAAAAAAACAATAAAATGGAAATTATTTTTTC
TTTCTGTGGGTCCCGGTGCCAAAATTTCCCGCGACCCGGTGCCAAGTGTCCCGCAGCCCG
GTACCGGTCCGCGGCCCGGTGGTTGGGGACCACTGATCTAGACCCACTAGACAGTGCGCT
GAACCTTTTTTCTTCAATGATTTGTGATCTTCACTGGTGTCCATGGATTACATATCAGTG
AAGAAAAAAGGTTCAACGCACGGTCTAGTGGGTCTAGATGACCCAACTCCCAACGTTAAA
GTGCCTAGGATAGCACAAGGGTTACAAGATGGGGAGCTTGTAAAAGAATAAAAGCTGAAA
GTAGCTGACATTGTTTGACTAGACTAGAGCAAAAGAAAAAGTTTGAAGAAATAAGTCTGT
CAAACGATACAATTACTAGACGAGTAGCAGCATCTGGGGAAACATCTGGAGGGCCTGGTT
AACTGTACAAATGACACTTGGTCATTTACGTTATTAAAAACAACTTTTTCTGTTTTTCCA
TTTTTTTCTCACCAAAATTAGCTCTCAGTCTAGTGTCGAGTCCGCTACACCAACTTTGAG
ACCACCTGGTGTAAACAGAGAGCTCT
>CL5631Contig1
CCATCATAACAGCGGATTCCTCGCTCGGCACAACTGCAGGAACGGCTGTTTCACTCCCCT
CTCTGTTGTTGGATGTCTTGTCACGTCTGTTGGATGATGCCTGGTCAGCCACAACCTGGA
GCATTGCGCTCACTGGGGTGTTTTCTCCAGTAGCAGCAAGCTTTTCTGTGCTCACTTGCT
TTTCCTTGGTTTCCACGGTTACCTCAGTGACTTCCACGCTTTGGGAGCAGGGAGGTGTTT
CAAGGGTGGGCAAAATGGAATCGACTACTGCCACTTTAGGAGAGTTTTCCTTCAGTGTGA
CTGGCTGAATGACCTCAGAATTCTCTATGCTGACAACTCCAATCTTCTCAATTTCTGATT
CGAAGCTCTCTCTGGCGACTTCAATCTCAGCGCCCTCGATGGCTAAGTCTTCTGCAACAC
GCTCAAGCTCAAGGATTTGCACTTGGTCCACGTGAGCGTTGAACTCAGCGTCTTCTGAGA



CAGTTGCCTCCTCCACAGCGTCTGACTTCTCTTCCACAGCCAACTCGGTGGTCTGAGCAC
TTTTGAGTGCAGGTGCAGACTCTACAGTAGGCTCAATGGGCTGCTCCACTGGAGGATCTG
CAGACTCCTTTGCCTCCAGGCCAATGCAGATGGCTGTAGCATCATTACATTTGTGTGGCT
CCAGAAATGTTTTTGTCGTCGACTCTACAGTCTCTGTTTGCGGTTCCTGTTCGGTTGCGA
CAGCAGCTACATTTACTGGTGGATCTTCAACAGTCACACAGGTCTGAAATGGCACTTCAG
TGATCTGGGGCTTGATTCCACCTAACATTTCTACTGCGCTCTCCCTCTCAGGGCTCTTGG
GAACAGGAGAGGTTGAGGCATCGGGAGCTGGAGTGATCGGCTTCACCTCAGCAGTGGACA
GCCTGCGTCCCATGCTCCCTCGATTTGGTGGTGGTACTATGTCCTCAGTATCATCCTCAG
TGTTGTCTGTGTCCACAGACTTTGGCGTGGCGGCGTTCTCTGCCTCTTCTGTGATGTCAC
TGAGCTGATCACGTCTATCATCAGTATCTTCAACGGAGGCTGGAATCCATGATGGGGTTC
TGTCTTCAGCCAAGGCTTTGTTCTGGACTTCAGCTTTCTCCTCTGGCGTTACCTGCTCTG
CTTGAGATTGATCTTCATACTCTGACAGAGGAACCACAGCTGGGGTTTCAGAGTCTTCCT
CTTGCTCCGGCGACGGTTGCTTTTCAGCCACCTTCTTCTTGCGTCCAGGGAATAACTTCT
TCAGAGAGAAAGTAGACTCGTCTTTTGGTGTTTCAGTTTCTGGTTGGACTTCAGCGGAGC
TCTCGGGCTTCACTTCGACTTTGGGCTTATTTTTTGATGCAACTAAACGTTTCAGCGTGG
CCCAGGGGGATTCTCTGACTGGCGGGGCGCTTACTGGCTCGGGTGCCGGAGCAGCAGCTG
CTTCAGTCTCAGTTTCCTGGGCAGCGACGGCGGCAGGCTCAGATTTCTCCTCTTGTTCCC
CTTCTTCTGCTGCTGCTGCTGGAGCTTCCTCTTCAGCTTTGGTCTCGTCATCGTCGGAAT
CAGAAGTCTTCCTTGTCCTCTTTTTGGGTCCACCCATACACATCAGAGCCTCCCAGGAAA
CAGATGTGTCCATTTTCTTTTTGGTCTCCTCTGTGCTGGTGGTTAGCTTCTCTGAGTTGT
CAGTCTTTGGCTCTTCTTCTGGGACCTTTTCCTCCTTTGTCTCCTCTTCATCACCCTTTT
CGGCTAATGGAGCACTCTCAGAGGAAGACAGCGTGGCTGACTTTGCTAGTTTGTCCCCTG
TGGCTTCGTCTTCGCTGTCAGATAACCTTTTAGCGTGCTTCTTAGGTGTCACCAGCTTCC
TAAAGGAGGCGATGACACTATCCTTTTTCTTCTCACCATCAGACGCAACTTCACCTTCAG
TTTCCTGGCTGGACTCATTCTGATTACCCTCCGTGACGTTCACAGGCTCTCCAGGTGCTG
GGCTCTCAGGAGAGGAGGGCCCGCTTTCGGCTTTTGGACTTTCTTCTGACTCTGTGGAGG
ATTGAAGTTGCTCATTGGCCTTCTCCCCAGAATCAGTATCTTTTTTGTTCTTCTGTCTCT
TTGTTGAGAGTTTCTTTAAGCCACTTCCAGTGAAGAGTTTCTTCAAAGGACTTCCATGAT
GTTTTGTCTTCTCCTGTGAGGACTGCAGCTCTGTGTCAGAGGTCACCTCTGGTGCGGCAT
CATCTTTAGCTGCAGCTTCTGCCTTTTGGTCTTCTTGTTTGCTTTCATCTGTAGTTTCTG
TAGGAGACGAGTCTTCAGCCGGAGCTTCTGTGGCTGTGTCGGATTTTTCTTCTTTTGGAG
GGGTTGTCGCCTCTTCTTTAGACTCAGGTTGTTCCTCGACAGGAGTAGCCGATGCCTCAT
TCTTGACTTCTTGTTCTGAGTCAGTGTTCTCCTTAGTTTTCTCTTCTTTTACATCATTTT
CCTCCTTTACATCAGCTGTCTCGTTTCCCTTTGCTGCTGCCTCCTCCTCCTCTTTCATCC
TCTTGATGCTGCTTTTCTTTCTCAGGTTAGAGAAGAGCCCAATAAAGAAAAGCTTCCTGA
AGGGCGATATGGTCTCCTTTGGTGTAGGAGGGGTTTCACTTTCCTTTTCAGCTTCTTCTG
CCTTGGCTCCTTCAATGGACGCTTCAGCAGAAGCACCATCAGTGGTTTCTGCCTTTTCTG
GATCCTTAGATGTTGACGCCTCCCTTTCTGTTTCCATTGTCTCTGTTTTGCTGTCCTCCT
CTTCAGTTTCAGTCTCCTTCTCCTTTGCTAGTTCTTCAGTTTCACTGACCTCCTCTCCTT
CTTTGTCTTTAACCGTCAGCAGCTTCACAGGGTCTGTTTCCTCACTTTTATCCTTCTTAA
CTGTGAATTTCAAGCCCACAATGGTAAAGATTTTCTTGAAGCCAACTTCACCTGCATCCT
CTCCTTTTTCCTCTGTTGACTTGACTTCTATGGATGAAATATTGTTCGCCTCTGGAGACT
CTTTATCCAGTTTCTCCCCATTCAGCTGGGGAGTCACTTCATCTGGGAGAGTGTCCATAT
TCTCTGGGACCTCTTCTTTTGGAGCCACAGTCCCACCATCTGGCTGGCCCACTGTTAAAG
TAATTGTTCCAAGCATCGGGAGGCAGATCCTTCACCAGAATGTATTTAAAAGATGCCAAA
ATGTGCAGCTAACTACAAATGCAAAAGGTGTCCCTTTCTTCTTCTGATTTCTTTCTCTTT
TCAGTCGCTTGCACCCCTGCCCTAAAGACCCAAGTCAGCCTCCAGTGCTCCTAACTCAGC
CTGCAGAATGAGCTGAAAGTGAGTTCCACACTCATTTCAACACTGACACACATGTCATTC
NCCGGCCATAATGNNNGG
>CL5632Contig1
ACTTTTNCCTTTTAAANAAACNCGCTTTTTGCNGTTTTTCNCCTCATTGNCCCTNCGAGN
GCTCCGGAAACCAGCTTTNCTACNGAAGCCGTTGTNCAAGTCTCTCGTCNTGCTTTTTAT
TTGGTNTGCCGGAGCCGTGCNGGCCNTTCATGACGGCTACAGCCGAGGGGCNGACNTGAC
TNAGATGGACNCTTNCAGGNGGGGGGGGGGGGAACAAAAATGCTGATGTGAGACTTTTAC
AATGGCCAACACCCTATTCTGTAAAACACACACTGTAAGGACGTTTACACAGCGTGATGA
AGGCGTAGAAGAACCGGTTCACAAAGAGCCCAGTGGTCTGGTTTAAATGCGACTGACTGC
ACAGCTAGTTGACGTCTATATTGTTGGTGTTACAGTCTGGAGCTATCTATGCTACTGAAA
GAGATTTTACATAAATGTTCTATAACGGCACAAACACATGGAGGTTTGCACACAACGTCG
CTTCCTTAATGTGCACCACGGAAACTCCCGTCCTGAAGAGTGATTAAGAATAACAGGTCT
CCCTTTTTTTCTTTAAGGTAAATGAGGTGAGCAAGGTCCTCCCACGAGCACATCTTATTT
TGTTTTGTAGGCCGCTGCCGTGCAAAGTCTCCTCTGCTTGTGTCTCCTGCCTCCCCGTTC
AGGGAGTGGATCCTCATAATGCCTACCCCTTTGTTTTGCTAACACCCAGCGATGCTCAGC
TTCCAGACACAAGAAAGCTACATAGGACTACATAAAAGAAACAACACTTCAACTAATGCA
CAGTGCC



>CL5633Contig1
CAACGTTGATGCCTTCACTTTATAGTGCGCACTAATCTGTGCGCACTGAAGAAAACAGCA
GCTCCACCCCGCGGTGGTTCCCAGGCCGCAGTATGATCTTTGGTGCAAAATACTACAGAG
ATGCATCACTGACAACTTTACAACAAGCAGTTCTACAGTTCAAATGTGGCTAACCGTCGA
AAAGATCTGCAGACGTCTAGCTGCTGCACATGGATTTTACTCCAAATGTAGGAATGTTCC
CCCCAAAAAACCCAAATCAAGAAAACTTCACCCACCTCTTCCNCTGTGAGAGGCATGCAN
ATGCGGTACTCCTTCATCAACATTGTTCCCGTGTTAAAGGTGATGGCAGTTCTTGAATTG
CGGTGTGGAACGCGGCTGCACAGAGGAATCCAAAAATCACCAAATCCCCGCTCACTTCTG
CATCAGCAACACCTCCAGCCNGCCGTTCCGCAATGCCCAGACCGCTCTGTGGCGCACAGA
CAGCAAGTCCAGAAGTACAAGAGGTTCTGTCAGGGCGCCAAACAACCCCACGGCCAGCAG
CAGTCACCTGTCCGTTCCACCGCACCTGTGCTGTTCCCGAAGGATTCAAACTCCGCGGAA
ACAAAACTCCAACCAAGTCAGTCCCTGAAGACGCACAGTTTCAATCTAACAACCTCTTAG
TAGAATTGGTTCTCAAACAAAAACAACGTTTCTGCATCAAGACAGCTTTTTTGTCAAATC
CACCACGGGAAGCTCATGAGCAGAGATGCCCCACGGTGCGCGGCGCCTGCGTCAGTGAGG
GAGCTGCTGGAGCGCAGCGACGCTGCAGGAAACGAGGATGTGACCATGAGACCTGCAGTG
ATTTAGAAATCACCATGAACTACTGCTTTAAAGCAACTTTACTGGTAAACAATGATTTAA
AATAAGTAGTTTTATCAAGAAACTTGAGGAAAAGTCTCGCGTTCTGTTGATTTCTCTCAG
TGTGGCGCAGAGAAAAGCAGAGAAAACAAATGAAACTCAAACAAAATAAACCATGGCTGA
TGAACAAA
>CL5634Contig1
CGGCACGAGGAATTATTATCTCTGTTTAAAACAGAGACATGGAATGGAGTCTTATTTTGG
TTTTATTTTTCTTTTTGTTTTGTTTTATAATTTTCTTTTGTAACTGTGGCCGATGGTCAA
TGGACAAAGCCGAGCTCTTTGATTTTTCTGTTGTACTTGTTTGGGATTTCTGTTCAGTTG
TATTGGGAAAACCACTGTCTGTGTTTTTCTGGCAGATGTCTGCATAATCCTGTTCACACA
CCCATTTTGTCCCTTTATTGAAAAACAGTTAATAAAAAAATGAAAGTTTAAAAAAAAAA
>CL5635Contig1
AGGAATTCGGCACGAGGAAACCTTCTTATAAGAAAGCCCTGAAGAAGCATCTGGAGAAGG
GAACCATCAAACAGCTGAAAGGCAAAGGCCTGTCGGGGTCTTTTGTCATCGGAAAGCAGC
CCGCCCCCCCAAAGAAAGCTCCCAATAAGCTGGAGAGTCTGGGAGACGCTCTTCCTCTCA
TCATCACGCAGCTCTGCGAGCCCAAAGAGGCGTCCTACAACCTGATCAAGAAGTACCTGG
AGCAGCACTTCCCCAGCCTCAACATCGAGAACAAACCCGAATCTCTGAAGACGGCTCTGG
TGAAAGCGGTGGAGAAAGGTCATCTGGAGCAAATCACTGGAAAAGGAGCTCGGGGGACGT
TTCAGCTGAAGCGAGGTGGGAACAAGCCCCAGCCGAAGGGCAGCGTGCTGGAAGAAGCCA
TCACCGTCGCCATCACGGCCATGAACGAACCCAAAACCTGCAGCACCACGCTGCTGCGCA
AACACCTGCTGGACTCGCACAAAGACGTGAAGGAGCACCACCTGATGGCGACTCTCCGGA
GAACCCTGAAAAAGTGCAAAGTTCTGGGCTGGATGGAGCAGATCACGGGTCACGGCTTCA
CCGGGACCTACAGGCTCTCTTTCCCGTTTTATCCCAGTCCCAACACTCTGTTCCCCGACA
AGTTCAAAGAGCCCGCCGTGAAGACCCCCGCCAAACGCAGGAGGACGGTCGACTCATCGG
AAGAAGAGGAAGAGTCGGAGGAAGAGGAGTCGTCTGAGGATGAAGCCCTGCCTCCAAAGA
GATCCTCTCAGAAGAGACCTCCACCCAAGGCGCGACGGCCCCCCCCTGCCAAGAAGGCTC
GAAGCAGCGGTCCGGTGAAAAGTCGG
>CL5636Contig1
CTCTTTGTAAAGCCTAATATTNTGTAATGTAATAAAAACATCTTAGTGCTAAACACAAGC
AGTCTGTCACTGTATAACCGAGTTTGTTCACTTTCAAACTAGAAATATTAAACAGGAACT
TTGCACGATGACAGCGGAACTTTCACACACAACACGGAAATATGTACAGCGAAAGCCTGG
AGTCCATTTGAAGCTGTTCACACCACAGGCAGTAAAATCTTCTGACTGTTGACAATGTCG
CCCAGCTTCTGCTTGATTTTCACAAAGAGGCGCTTGAACTCCAAACCGTCACCCTTAGAC
AGCCTGAAGTCCAGAAGCACTTTCTGGTTCAAATGCAGGAGCAGGACCTTAAAGACTATG
CGGGTTGTTGCGTTTATCCAGCGTGTTCAGAGTTACCTGTCTGCAGGTGAGTTTGAAACC
GAGTGCAAGAGCATCACAGGTGTCTTTCAGCGCAGACAAAGTTGCATCAGCATCCACTGT
GGTGAAGAAACGGGTCATTCTCCGAACTAATTTCTGCCACGGCGACTGACTGGCTCCAGG
CGTGGCCAGTAACTGACTACCCAGCAGCATGTGCTCAAGCTTGGTCGGCTGCGAGAAGCT
GACTTGACCTTCGCTTTGCCCAAACACCAGCATGGCTTCCCAGCCGCCAGCGGCAAAATC
AGGCTGAGAGCTGGACAGCTGCATCCTGTCGTCACTGCTAGCACGGAACATAAAATCCCT
GTTGTTGTGAAGAACCTTGCTGCAGCCCG
>CL5637Contig1
AGGGGAGCAGAGCCTGAACCCTGAAGACCAACGGAGATGTGAGCGCGTCCTGCTGTACAT
CTTCTGTCATGAGCTCAGCATGGGCTTCAGGGAACCCGTTCCCAGCTCTGTGCCCAACTA
CTACAAGATCATTAAGCAGCCCATGGACCTGAAGAAGGTGAAGAAGAAGCTGCAGTTACG
GAGCTCCCAGTACTACAAATCTGTCCAGGAGTTTGTGTCGGACATGCGCCTTATCTTCAA
AAACTGTGCGGAGTACAATGAGGCCGGGTCGGAGATGGCCATTTCCGGGAAGGCGGTGGG
TCTGTACTTTGAGGAGAAGCTGCAGGAGATGTTCCCGGGCCAGAACTTCCCCGAAACTCC
AGAAGCCGAGCCCCCGGATGAGAAGGAGCGGGAGGAGGAGACGGAGGACTCGGAGGACGA
CTTCATACAGCCCCGACGCAAGCGGTTGAAAACGGACGAGAAGGTGGTCCACATCAAATA



GTGACTGAACCAGGAGTGAAGACCGTCTTCCCGCCTCCCTCACTCCCGTTTCTTCAGGAA
GAGGAGGAGAGCTCCTCACAAACAGCGGTTCATCCTACGGTTGCCTTTGGAAGAACTCCC
ATCTACAACATTGTACAGACGATGAAGCTGGACTGGTTTTGCAGTAGTGGACTTTGGGTT
GTTTTTCTTATCCCTTTGTAGATTCATGTGATTCTTTTCCCTCAATCCCGTGTTCTGTTT
GCTGTATCATACGCTTTGAGATGACTGTGGAGATGTTCTGTAAATAAGAGACGGCCCCTC
TGAAGATATTCTACGCTATGGATGTTTTAGTGCGTCGTCAATAAAACTG
>CL5638Contig1
AGCTGTATTACAAGTTTAACATTGATAGACATGATCATTGGATTTTAACAAACATGCAGA
GTTTTAAGTGTAATGACTAAAATACTTTGACATTTTAATCTGAAATACATAAATTTCAGT
TATTTGGTGGCTGTTTGTTAACTATTCCACCTGCAGTAATCAGAATTGAGGAGAACAAAA
AATTGATCCCAGACGTGACTTCTGTTGGTGACGAGATCAAAGAAAAAAGCTGCAAGCAGA
AGTTTGAGAGAAGACATCACTTTCCAGCCACTACAGACAGCTGGTCTCTTATACGGCCCA
ACCCATCCAACATGGTGTCCAGAGACTCCTTACTCAGCTCTACAGTCACTGTGGAAACCG
ACTCCATGTCCGTGGACTGACACGGATCCTCCAACTTCAGCTGAACCAGGCAGGTTGGCA
TGGACATTCGACTGACTGAGTCTGAGCCAGTCACCAAGTCCACCCTCCAGTCCAAGTCCT
TTAGCTGAGGGAGGGAGACCTGCTTATCGAGGGCTCCTGTTCTCCATGCCGGACTGTTCT
CCAGCAGGATTTTGGTGATCAGGTTCTTGAGGCTGGAGTGAAAGGTCTCAGGGAAGATGG
AGAGGATCTGCTCTGGGGAGCTGAGGTTGTAGAAGAGGATGTGATGGGATAGAGTGTGGA
GGGACTGGACCAACTGAGCTGCCTGGGCTGCAGAGATGCTGAGCGCTGCTGCGGTGTTGT
CCGTCAGTTGCCGACTTGGACCGCTGTGACTCTGGACACAGACTTCTCTGACTACATCTT
TAGAAGGAGCCTTTAAGAGAAGCTGCAGATCAGAGAAGACCTCACTGGAGACGGTAGCAG
CCATGTTAACATGTGACAGCGGCAAAACGAATCACGTGACCGCAAAATGCCGCTCCCTCT
CCC
>CL5639Contig1
CNCCTTATTGGNCCGTTTCCTACACATTGTCACATAAACACCCNCGGCATTAANACTTCA
GTCNTTTTTTGGTGNTTTTTTTTTTGTTACAGATCGGTTTTATTCACGTCTTGCACTAAT
GATTCTCATAAAATTTCTCTAATTTCAGGTGTGATTATAAATATATACATAATATAAATA
TATAAATAATTTACTGTAAATATCATGTTGCAGTGTAGTCTACCCTTTTTCTTTTCATTT
TACCAACTACTGCTTGCTAGGGAGCTGTTTAGATAATCAAGGAGAAGACAAAAAGTGTAG
TTTAAAAAAAATGGCTACACTCTCAGTTTGGACCTTTTTTTTTCCCACACACAAGGATGC
ATAATAAACAGTGGTGGGCTGTATGTATGTACTGATATTAACAAAAAAATAGCATTCATT
TAGAATCCATTCTTCCAAA
>CL5640Contig1
TATTGCTTTAACTTCNATACATTGTTTTAACAAAAAAGAAAAAACTAAAATAGTTTTCTT
ATTTCTGCTGAAGTACAAAAACATGAGCAGCAGAGGAACTTCAAAAGGCATGAAAAATAA
AATCTAACCAGATTTTAGTCACTTTGATCACTGAATTGTTTCCAAACTGAATCCAGTTTC
CTGTTTTTATTCATCTGAAACCAGACAGAAGTGATGTGCCAACACATCGCCGCCTCCTTT
CAGGAGCTGTGTGGCGGTTTCAAACTCCAGGGGGATGCTCTTCTTGTCCTGAGGCTTCTT
CAGGTCTCTCTCCATCAACTCATACGTTGTTAACTCCAGCAGCTCACTGATGTCCTCCTC
CTGCTCTGATAAGGGTGTGTTGATCATCATAGCAGCTTTGGCCACATCTGGATGGTAGTG
CTTCTGTAGCGTCTTTATTTCCCACAAGCTGCTCTCTAAGGCACGGCACTGAGCCGGATC
CTCTTCGTCCATTAAATACGGATCCTCAACTGGCTCATCCTCTGTGCTGGGTTTGTGAAG
GAGGACCCTGCAGGACGGGTGGCGTCGGATCAGGTTGTAGATGAAGGGCAGCACTATGAG
GAGGCCCGTGGGGGGGGCGGTGAGCGCCAGCCGAGCCAGCCGTTTGGTGAACGCCGCCAC
CCAGGTAGAGTGGAAGATGACTGGAGCTGAGAAACAAGTTAGCGAGATGGAAAAACCGCG
CTCTGTACTTCACATGGAAAACAGTCGGCTCGAGAAGATTGTACAGCTTTTTGTAGAAAT
CCGGGTAATCCAGGTTGTGTTGATGAATGAGGACAAACAGGCCGTTAAGGGCCAGCAGAC
TGATGGCACCGCCGACTTCATAAGCGGCGGTCAAAAAGTCGATCATCAGAGCAGGTTTGC
TCATGTGCGGCAAAATAGAGTCATGGAGGATCACCAAGAGTTTCTTATACATGTTGCTTG
GCAACTTATACTTGAGAAACCCGAGCCACATCTTCTCAAACGCTCGCTTGTGGTTATTTA
GTTTAGCAGCTCTCCAATCTTCAGGTTTGCCTTCCAGTTTGACCATAAAGTTGGTCAGCT
CTGATTGCTGACTCGGCATGCTTATGCTGGACATCAGGGTGAAGACGTTGTTCTGATATA
CAGGCAGTAAGGTCCCTTTGTTTTTCTCCATGACCTTTCCCACAGACTCCCGCAACGCGC
TCATAACATAGTAGCGCACGTCATCCATCTCCAGGAACTCCTGGAACCTGGAGATCAGCA
GAGTGTTGTCTGTGGTCTTAGATGTGAGGTTTTCCACCACCGCCAGGATAATTCCCCTTG
GAAAGCTGTGATGTTCACTCCACTCCAAGTCTTCCAGAGGATGCTGTCCCTGTCCTGCTG
CAAACTTCATTAAGCAGCACAAGGCACTTTCTTTGACTGCAAACTGTTCGTGGTTTAGAT
GCTCCAGCAGGATCTCCACGCAGGCATTGTAGCGATGTCCCATGAAGATCCGACACTTGT
CCTCAGCGCTGGACTCTCCTCTGTATTTTAAAGCTACAAAATGAATGGTTTAATGGCTAA
ACAAACATGACTGAAGTTTTTTTTTTACTTAACATTAAAGTGGAACTTTTATGTCTTTGG
ATCAGTGATAGGATAAACTGAACCACATGGCTCTTCAACTGTTTAAAGGTTGTAGACTCC
TGCCTTAATGGAGTTTGAGATTGTCCCTTTGATGATCAAATAATGGGAACATCATTTTTT
GGAGGCCATGACATCCCC
>CL5641Contig1



TGAAGACACATGGAAACATNTAGCTTTTTTGGGGTTTGTTCCTAACAAAGCTGACATCCC
AGTTGGTTACAATGATGATTGTGTTGGCAAAGCTATGACAGCTTATTGTTCAGTGATGGA
AATATTTGGTTTGATTATTATTTTATTTTTTTTTGGCAATCTGAATGCTGGTGGAAGCTG
CAGTCCCTCCCTGTGCTGCTTTCTACATGAATAGAAACATGTAAAGTCATATCAAAATCT
AAAAAAGGCATTTGTTTTAAGATGAAGGTCAACAGATTCAGAGAGAATAAAAAATGCAAT
TCAGCTTTATGTTCCCATCATGTTACAGTTTATAGATGAGAACAAAAGGAAATCGCTGTT
CAGCCTCCCCATTATCTGGAGTCACCGTTGTGCAATTTAGATGCAGCACACATATTCAAT
GCCTATAATTTGTCTTTTTTTTATCTTTTATTTTAAGCCCTACGTTCAAAATACAGATCG
AGATTACATTTTTAAAGGCCAAAAAAAAGGAAGAAAAAGAACCGTGAATAAATGTGCTTC
CCTTGTAACTTAAAAAAATAAATAAAAAAGTAAGCATTAAAAAAAAAA
>CL5642Contig1
TTTTTNTNTTAAACGAAGGCATTTTGTTTAATTGCAAAGCTTCTGGAATCAGAGAAATAA
AGGACAAACTGAAGCAGGATCGATCAGCAGCACAGACTAAACCCGTCCGTCAGCCGATTG
GTTGGTTTATGAACTTTGTATGAGCAAATATCAGGTTGCTGACGATCTTCTCCTCGATTT
CCACCTCATTCTTGGCGTCCTCTTCATTGAGGGTCAGCTCGGTCTGGAGTGTCGGGGGTC
ACGACCACCACGTGGACCCCGTCTGGAGTCCAGTATGTTGGCCACAACTGCTTGGTGCCT
GTAAGCGTCCAGAGCCCGTCGAGCCTTGTCAAGCAGGATGGATGCATCAGTCTCTAGCTT
GAAGGAGATGACAAACGCTTTAGGGGCCCAGTCCTTGACCAGAGGGGACAGAATCTTTGG
GACCATTTTCATGCTGAGCTGAAGAGGACCGTTGGAAGACTGGATTTTGTGCTCAGGCAT
CTCTGATGCAGGGATGTAGAAATCAGACACAGCAGCAGCCAAGTAGAACATGGCCAAAGA
TCCTATTGAGCTGAGCTCCTGTGCTGCAGCTTTGAGCAAATGCAGGTACTCTGACAGAGT
GTTGAACTCGATGGGCAGCAGGAGTCCTCCTTCTTTCACTTCATTATACCTCTTCAGTAC
TTTGCCGACGTTTGGAAGCAGCTGCTGGTTAACCACCACTTCACCGGTGTTTCCAGAGGC
TCCTTCTCCACCTCTGAACTGCAGAGCCTCTAACAGGTTGACGGGTAGAAACATTCGTGT
GTAGGGGTAGAGAGAGCGATGCCTGTGCAGGAAAATGACAGCGTAACCGGAGTCCATGAA
GTACTCTGCCGATGAGGCTCCTCGTCTGCCGCTGCTGAAGTTATCCAGGAATCGCACCGT
ACGCGACTCGAGGGGAACCTTGGTGCCTCCTGATGTGATGAGAACCACCCGCCGACCTGC
GTCTGCGTGACGCCTGGCGAAGGCAGACATCTTCTCCTTCACCTCATCAACATGGGAGGG
AGCGGCAAATTCTTCCGCCAGCTTCCCATCTATGGAAGATCCTCTGGGTTCAGCCATTTA
GACAAAGCTGCAGAGCGCTTTCCCTATTAACCCAGTCCCTCTGACAGCAACTTCCTGAAA
GTCCC
>CL5643Contig1
AAACACTTGGAGAAATGTGAAAAGGGAAGACTGTTTCAACGTTGAACAGTGAAATGTTTC
ATCTCCTTACCAACTAATGTAAACATGAAATCTACACTTCATCTTTGCTCTGACTGCACA
GAAAAACAAACCTGAGAGGATTAAACTTTAAGGCTTAACAATAGTTCTTGTAATTGTTGT
TTGACATCACTGCAAAAGTGGGAAATCAAACCCATCATTCCTCTGATCTCAGAGGTTTAA
CCCTCTCGTTTCCCTTCTTCAGTTCGGTTTGTCCTGCTGCTTTTCTCTGACGGCGTCTTC
TGCTGCATGATGTTCTGTGTTGTGTTCTTATTAAAGCTAAAACCTCACATCAAGGCGTTT
CCATATTTTCACTTTGTGGAATTATTTCAGACAAACTGGACAGAAAAACCCGGATCTTCA
TTCAGACACTTTTATTGAGGACATGAAACCGGTTCTGATGAGCTTCGCATAGGAGAGTTG
AACGCCATCGCCCCGGACGTGTTTATCTTGCAGGTCTGGACGGGTCGGAGCTCTCTGCAG
AACCGTCCAGCAGACACAGCAGCCTCACCGACACCAGAACACCTGCATTAAGGCGGGTCG
GGGCGGCAGAACCATCGCGGAGCCGCAGCAACCCTCAGAGTGAAGGGAAGAGCCCGGTTC
TGCTGGCTCTTCTTCAGGTGAAAACATATCCAGGTGATCAGCAGCAGGTGGGGCCAGGAT
GTGAGGGAAAGAGGCGGTTTAGCCCCCGACCTTAACAAGCAGAGAAAGTTCTGTTTCCAA
TGAAAAAAATCCACTCTCAATAGAAAAATAGGTGCAGATGCTCAGCTTTGGGAGCCGCGG
CGGTTCCGTCACCTCCAGCAGCAGAATATGAGGTCATCACATTCCCTCCCCCATACAGAA
CCTCTGCAACTGAACCCGCTGGGTCTGAACCGGGTTTGTTTGCCGTCAGTGCTGAGAGCA
GAACCAGAACCAGGGTAGATCTGGACTCTTCCCCAGCAGCTGCTTCTGGGTTCATGGACC
GGGGCTGCTTGAGTGAATGTACCCCTTTTCAGGGGGGGTGGCCTCGTCATAAAGCGTCCG
AGCGGGGCAGTGGGCCGAATCCTCCCCTCCGGTCACCAAGGGCACTTCTGTGGACACGTG
CGCACGCGCGTGCATGCTGACAGGCTGCTGTTCAGGCCCAGAGGGGCTGACCGATACAAA
GCTCGGCTCGGGCCGGTGAGCGGCGCCGTGGGGCCGCTGGGTCCAGTGCTGCATGTTTGA
GAGCTGCTCTGACAGGGGGCAGGGGGGTGCCCGCGTGCCCTGCGAGTCCGGCCGGT
>CL5644Contig1
ATATTTTACTNNAGTTAAACTGCAGCCCCTTTAAGATCTCTTTTTTTTAAATTTCCAAAT
AAGATATTGTTTTCATGGGGCCAGAAAAGCAGTACCTGACAAAAATGGGATGGGCAGCAC
CATCCATATTTGGCATTGCATTTACATTTCCAGGCAAATTTAAACAACTTTCCACTCTGA
GATATTTTCTTCAACTTGGATGCTGCACACCTCAACAGATGCCATTCAATCGATGAGTTT
ACAACAGGAAAGCCAAGGTTTCTAGTGTACATTTAGACAATAACAAATTTACATTTGTGC
AAAATGTTTGCTTAAAAAAAGTTTAGGTGATATTGACATTGTGGAGGAATTATACAAGAT
AAAAAAAAAATAGACAGAAACATCTTCATATATTAATGTAGTTCATCTTTCCCTCCACCA
CTGACAGGAAAACTGATNTCACACAGCATAGATAGGAGCTGATGGAATTGATCATCTCCA
CTGTGATCAAACTTNTANAAAACCTCTATTTGTTTACTTTTATATACANACTGTTTTAAA



TTGCGTACAAGTAGAATAAAAATCCAATCTACACATAGGTCCTCTGTGTCCTTCAATAGA
AATGATGTGGTATGGATAAAAACGAGAAAGTTTTACCCAACAACAGAGACAGCAGCTGCA
GCAGACCCTCTCCACTTAACTGAGAAATGGTTTCCATCTTTTTCGTGTCTGTAGTGCACA
CCAAATTCACCAAGGAGCTATGAACAGAGTCACCAAAAGGAGGCATCAATGCCTTAACTT
TCTAAAGGGTCCACAGGTCCGGGGTGGAGGTGGGGGAAGTTCAGCTGCCACGCGACCCAG
AATTTGTCCCGTTACTGGGATCAGTACAGGGACACATTACCGGGAGCATCCTGAGCACTG
CAGTCGTCCCGCCGCTTCCAGTCCCACCCCATTATCATTTCAGGAAGATAACGTAGAAGG
CCATGGCCAAGCAGGACATCGCCACGGCAACATGAAGCCTTGTTCCAATTATTGCAGCTT
TGTAGAAAACACCCCACACTCCTCTCTTTTCTGACAGCAGCCAGCTGTTGAGGCGAGGAA
CCTTCTTGAAGTACGCACAAGTGCAAATAAACAGCAGCCCAAACACCAAAATGCCGTCAA
AGGAGTAAACGTTTGTCATCTTTGCAATTTGGTCTCTATCTGTGCTATACAATACCTTGG
TTCATAAATTTAACAAGCCATTTTACAGGTTGACTTTAAAATCCAGACTTTACGGAAGCA
ACTCCCCCGGCCATAATGCCCGGGTTAAGCGGCCGCT
>CL5645Contig1
TCGGCACGAGCCGAACCCCAGCAAGGTGATCCAGCAACTCCTGGCTCTCCGCCCTGATCA
GCAGCTGCACATCTTCAACTCCCTGAAGGCTCACCTGGTAGAGAAAGGTCTGCTGCCGGC
TCTGGAGGGAGCGGCTGCCTAGAGTCTCTGCTTGAGAGGGTGGGGAGGGCAGCACCAAAC
AGCTGGGATGGGTTCGGTGCTCCATGTTTTCACATGAAGAACAGAACCAAGAGGGTCATT
CCATTTTCTTTTGGGTCATGTGTGTTTGTGTTCCTGCCGTCTGTGAATTTGTTTCTGAGT
TGATGTTTCGGAGACGAGTTTGTGGATCACTGTGGTCACACACACGCCAAACACGCCGAA
ACTAAATGTTGGTCAGATGTACATTTTTACCTGTTTACAGATTATCTTCTATATATATAG
ATATATATATATATGAAATATTATTGTGTCAAACTTTTATTGTACATTTTTAAATGTAAT
GCACTGCTCTCAGCCTCGTCAACATTGTATTGTTACATCAACAACTTTCAGTTTCCGTTT
GTGATTGTATTTATACAGAAATGGTTTTTATATTTGGTTTATTCCCTGTGTTCTTACGGC
TTCATTGGAGCCGTCATTCATTCTCGTCTGTTTTTTTTTAAATTCATCATTTCAAAGCCT
CTTGGTCAATAAGATTATCAATCAGAAGATGTGGACTCCCTTTTAAAGGAAATCCACAGT
CGCAGCTAAATAATTATTTCTTCAAAAACATCCAATACCCACTGAAAAGACATTTTGAAG
TCTTCATTAGGGTGACTTATTAACTTCTCATCGGTTTGTAGAGAGCTCTCAAATGCTTTC
CTTTCACATTTTGTGATTTTTGGAATATTTGTTGCAGTAGACATCAGTGTGTTCAGCTGT
GGCTTTGTAACGCTCACGTCACCACTGTTTCAGCTGCACCTTGGTAATAAAATGGGACAT
TTCTTATCCGTTCATGTGGGAATTTGCAAAAGCTTTCACCTTCTGTTCACCCAACATAAA
GTTTCATACTTTAATATTTATTTATGTGTTTAGTTTATTAGTAAAAATGTAGCTTTTTTT
ATTTTTGAGGTAACTTTATTGTTTTGCATGTTAGCAAAATCCCATCACTATGTTTAGTTT
TTCCACCATGTTTTTAGAATCCGTAACATGAAATACAATCAAACATAAATGACAGTAAAT
GTAAACAGATTTTGGAAAGTTCTGACTGTGATGTAGCAGATGATCAGGTGTTGTGTTTCT
GTCAAATCAAAGATTCCCATC
>CL5646Contig1
TGGACATGTCCCGCAAAAGAGCGCTAGAACCGGCCGGGCTCCTCAAGCAAGGCCCGGAGA
GGAAGAGGTGCTGCTGGGGGATTTTAACCAGCCAGGGTTCCTGGGCTGACCGCTCCCCGC
TCCATGAGGCCGCCTCCCAGGGTAGACTACTGGCTCTACGCACCCTTCTTGCTCAGGGAT
ATCATGCAAACATTCTGACAATTGATCATGTGACACCTCTTCATGAAGCCTGCCTTTCAG
GGCACACAGCATGTGTTCGGACATTAATAAACGAGGGAGCCAATGTGAATGCTGCAACCA
TCGACGGCATCACACCACTGTACAACTGTTGCACTTCAGGAAGCATTGGCTGTATAGAGC
TTCTATTAAAGAATGGTGCACAGATTGAGATACAACACGCACACTTTCCTTCTGCTTTGC
ATGAGGCCTGCAAGAGAGGGAACAGCCAGTGTGTGGAGTCGCTTCTCTCTCATGGGGCTG
ATCCAGACTGTCAGCTTCCTCTCCTGGGTTCTCCTCTCTATGTTAGCTGTCTGCACCAAC
AACTGGCCTGCTCCCGCGTTCTGCTGCACCGAGGTGCAGACGTAAACTCTGGCAGAGAAA
GCGACAGCCCTCTGCACGCTGCTGCCTCACAGGACAGTGCAGATCAGGTCTCACTGTTAT
TGCAGTATGGGGCAAATGTCAACTGCAAGGACAGCAGGGGGCAGCGGCCAGTGGAAATAG
CGTCTCCCGGAGGAAAGGCACATTGGCTTCTTGTTGCATATGAAGGTTCTCCACAGACCC
TTTTTCATCTGTGCCGTCTCAGGATCAGGAAGCTCATTGGGTGGTCCAGATTAGAACTGT
TACCTTTACTCCCTCTTCCTCCGCTGCTCACAAACTACATGCAAAATATGTAAAAACTTG
TAAACATGGATGCATGGATCCAGCACAGCCAAGCAGACCTGGCTGCAGAAATCAACATTC
AGAACCAGTAATCTTCGACTAGAACTGGAACCCCCCCATAGCTAAAAAAGCTATACTTTG
ACTGGCGACTCTAACAGTTATGGTTTTCCCTGTTTTAAACTTTCAAGTTTTTTCTACAAT
TCTGAACACTTTTGGGTAAAGCAAG
>CL5647Contig1
CATGAAAATGTTGACAGTAACAAAATCATTTAGTCCATTTAGAAAACAAAATGGGGGGGC
TAGCTACTCCCACACGGTGACTTATTGAGGGAGGGGGGTGTTGTGCTCTGCTGCTCCGTG
CAGCTGAAGCAGCGGCTGCATGGACAGTACGGGGGGGGGACACACGCCACATGTTACACG
GAGCCTACAGGTCTGCCACGTTCCCGCAGTGGGGGCCAAAGCCCAGTACCCCACGACAAT
AATGCAGGGGGGGTTGAGCGCCCCCAGTCGATTGAGCCCGCCCCGGACCAAAACACCTGA
AGCACAGTCCTGTCCTGCAAACAGTGCTGGACACACGGGGGGGGCAAAGTCACAATGTAC
TGTAGTGTGTGTAAATATACATGTATATATATTTGTATANAANCAAAATGGGGGGGGGGG



GGGGGG
>CL5648Contig1
CCTACTGCAGAAGAGGATCAAGGGAAATCTTCATCCGGCGGCTAAACAAAACAGAAAGCA
GCAGCAATAAGAGGAAGAGGAGAGACAAAGAAACTATAAGGAGGGAGGATGTATACCGTT
TGGTTGCTGGTGGCCGTGGTGGTTGTCGGTGGGGCTGAAGGAGCAGTCGGCCAATGCTGG
AAGCACTCCAGCTGCCAGGAGCTGGACTCTGAGAGCAGCATGACGGAGTGCCTCCAGCTC
TGCCGCTCTGACCTCACCGCCGAGACCCCCCTCATCCCAGGCAGCTCCCACCTCCAGCCT
CCACCTCCCTCAGATCCCTTCTCTTTCATCTCTCCATCCCCTCAAACCAAACGCTCCTAC
TCCATGGAGCACTTCCGATGGGGCAAGCCCGTCGGGCGCAAACGTCGCCCCGTCAAGGTC
TACACCCCAAACGGAGTGGAGGAGGAGTCCTTTGAGGTTTTCCCAGGTGAGATGAGGAGG
CGGGAGTTGGCCAATGAGCTGCTGGCGGCTGCAGCGGAGGAGGAGGAGAGGGCTATGGAG
GAGGTGGAGGAGGAGGAGGAGCGTCAGCATCTCCTGGCTGGCCTGCAGGAGAAGAAGGAT
GGCTCCTACAAGATGAAGCATTTCCGCTGGAGCGGCCCTCCCGCCAGTAAACGCTATGGC
GGCTTCATGAAGAGCTGGGAGGAGGATCNCCAGAAACCNCTGGTGACGCTTTTCAAGAAC
ATCATCAACAAGGACGAGCAGCAGTGAGATTCCNGAAAAAAAGAAAAGAAAAAGGAGAAG
TCAAAACNCAAAAGGGGGGGGGGGATTTGCCATAAATAATCAGCAGGCAGCAAAGAGTTC
TCATTGGTTCTTTTGTTCCCAATAAAAGACTCTGAAACTGCAGTGTTTTGGCGACAGAAT
TGTGAGGATTTTTACTGTGT
>CL5649Contig1
ATCTTTATTTAGGAGAAAATTTNTTGTACATGGCTAGTGTAGAGCACATCAGATTTAGAC
AGATTTGAAGGTATAGCAGCTGAACATAAATATTTCATGTTTTTAGACACCTGACATTTA
GACTAAAGAGCCAACAACCATTTTCTGACTTCATCAGGAATGTTCCAGAAGAAAGTTTCA
GAATACAAACATTTACAAACTTCCAAAATGGTTTATTGTGTAAAGGCACAGTCAGCACAG
CAACCAAACATATCAGACAAGATGAAATTTGAAGAAATATTTATAAAAAATATTTAGTTT
TGGTTAGTCATTTACTTACAAACACACATTTATGAATGACAGTTATTGAAGAGTAATTCA
AAATATATACGTTTTTAATAAACAGATTTAAATATAGGGGCTTTCATGTTGAATGGTCAT
ATCTAAATAATACTTCTAACAGTAAAGTGATATTTTGGTTTGATTTATACAATCACGTTA
AAATCCTGCTGTTCTATATCACAAAGATTAAAGTGCTCATCTGTATAAATTAAGATATGC
AAATCATAGCAGTTCCATTTGTAATATAGAAGATGTTTATAAACAGCTCTCTCTTTAATA
TTGTATTAGTAACCTTCTTAAGGCATAGCTGAGGTAACACCGTCAGACAGCACTATTTCT
TGAAACTCTCTACTTGCTTCCCGCTCTCTGGTTTCTCCTGAAGCCTGTAGTCTTCCAGGA
TGGCTTGTGCCGTTTGCTTGCCCGTTCTTTTCACCACGGCTTTGATCCCGAGGT
>CL5650Contig1
CCAACATTTTTAACGCTTGAGCCTCCTGACTGATTTCATGTGAAGAGTTCTGCAAAGACA
GAATTATTCTGGTGCAAATCAAAGATCACATGTAAAAAAGTTAGAGTTGACTCCCACTCA
CCTGCATAGATTTCATAGTATGGTGTCCATAATAATGTATATGTTGATGCTGGTCATTGT
TTGCGGGGTAACCAAATCCAGCTACGTGGACAACGTCACAGTAATTGAGAGCCACAAACA
CAGCAAGAATCCCTGTGGTGGGATAAAAATTGTTCTGTTTTATATTCGGCGGCAGAGGAA
ACTGGAGCAGTTTGTTTGCAGTCTGATGCATAAAATGTGGGTCCAACACTCTCACTTTTC
CTCTGTCACCCAACCAGATTAGAGGAGGGGGCTTCCAAAAGCCTTCACTGTTCCTCTTCT
CATCATAGAGGATCTCTTTAAGCCAGCGAAGATCTTCTGGTTTAAAAGGCACCAAGACCA
TCAGTGTGTCCTCTTCATTGTGCAACCTAGGGTTGGTGGAGGCCGACTCGGGGTAGAATA
TCCTCAAGGTGGTCTTCTTTCCCACATCCTCCTCATAGCCCCTAACTGGGGCATCATTTA
ACCTAATGACTACATCATATTTGTCAATGATGCTTCCCAAGGAGCTGTTTTTGATGGCAA
AGCCGTTTCCCACCACTACACACGTTCTGCATTCAAGGTTCTCAATGTGAGCTGGCATGT
CATAACTTTTAGTTGCAGCAAGAACTTTGAGTAACATCTGCTCACTTCCTTTGATGCCAT
ATGGTAAAGCCTGCTGGGACACATTCTTCCTCCACAAAAAATCCTCCAGTTTCAAGAAAA
GCGTTGTCGTCCTGGTAGTTGTAAAATTCAGGCTCTTCCACTTCTTGTGGGTTAACCAGG
CATTGCAGCGTGACTGGTTGATGTTTTGGGTGGATGTAGTGCTGTAAAAAACACTTTCCA
AAGATGTGAAGACAACAGTAAATGTGACAAACGTGATGGTGAAAATGAAACTATTTCGGA
GGAAAGTTTGGAACTGACCTTTAAAAAAAAGGGATCCCGCCATTTGTGACTGGAGCCCCG
CACATCTTGGTGGACGCAGCAGCAGGTTCTGGGAATCGATGGGGAGGTGATGGCCCACCT
AAAAAAGGGGTGACATTGTGATCGAGGTCATCATCCCTTTCTGTTTGGTCCTTCAATGTC
CACACAGCACAAATCCATTCTCCC
>CL5651Contig1
ATTCGGCACGAGGCCGACAAAGTCCAGCTGTACTGCGGTCCAGATTCGGCGCCGTACCGC
GCCGGCCTCTGCTCCATGGGCTGGGCCTTCTACACTGCANTGGGCGGCACCTTGCTCACC
TTCATCTGCGCCGTCTTCTCAGCTCAGGCCGAGATCGCCACGTCCAGTGACAAAGTTCAG
GAGGAGATAGAGGAGGGCAAGAGCCTGATTTGTCTCCTCTGAGTCTCCATTTGTGCTGGG
AGAGCNTCAGACGGAGGCAGTAGGGCGGGCGGGGAGGAGCAGATCTGCACCCCTCCCGTC
GTTTACCACTAAAACTGACTCCCGGTTCGTCTCTGTCCTGTGTTTATGTGGGAGAAATCT
TCGAGTGCCAAGCCGTTTTGTTGTGTTCCGACACAGGAGGTGCTGCGTCTGTGACTGACC
GTCACCACACGCTCTGTAAATAAATGTGATTCCATGTATTTTGTGCACGGTTTCGATGGC
GAGCTCCATCAAGGCGGCGCTCACGACATCACTCTTGCCACTCTGGAAAAAAGAAAAGCA



CTGGTGTTTTGGGCTGCCAGATCACGACCAGCGGATCTTCGGACTGCCACGTGTGAGGAT
CCACTCGGCAAAGGAACCACTATTCAGTCAGAATAAGCGGAGAGTAGATGTTTTTGTTTT
GTTTTTAATTTTTCTAAAGCTTACAGAATGTACCGTTCGTGTTTGTAGACCTNTGAAATG
TATCTGTGGACAGGAACCTTTGGGAGGACGNGAAGGAAGGGAAACCCATTTCTGTAGATG
AGATGGTTNTGGTTCTCCTTCATGTGNTCTGCGCNGAAAACACGGACCGAAGCGATGACA
TAAATGAATGTANNGCGGTTTNGTAGTA
>CL5652Contig1
GTGTTGCAAGTATGTAATNCTTTATTTTCCCGGTAAAGTGTTAGACTTGGCGTCATTCAT
CTCTTCTTCGTGGTCTGGATGACTGTGCCTTGTGGAAAGGCAAACAATCTCACAATGAAA
CCAGATAAAGTATTTTTACCATGTTAATAATTTTGTTCTTCTGAATTACAATCATGTACT
TTTGCATTTTAAAAAGGTCAAAACGTCTGCAGATGCTGTTTATTGATGTGCAGCATTATT
ATGCTCTTAAGCCTTTTTATACTGTTCTTGATTCCCAAATTAAATGTGATTTGTAAACAA
CAACAAAAATTCAAACCAAAAACAACTACTGTCACTCTCTTGGCACATCTTGATTCAAAA
TAAAAAATATTCAAACCTCTTAATCATGTAGGAAAACAAGATTAGCCCTTTCATTGTGCA
TTTTACTGCTTTACTAAAAATCTCCCTTGCAGAAGCATTTCATTTGTTTCTCCTCTCCCT
CCTTTTTTTTTTGAATTTTCTGTTTGCATTCTACTCTACAGTTGTATGTGTGTGCAGCTT
TTGTTGGTTAAAGCCAACAACGGATGCAGATCTGCACTGGATGGATGAACAGAGGGATAA
AAATGGCACTCTATAGTCTGCGAGCGGCTCCTGTTGTTTCCAAGGCTCTGGCTCCAGCCA
GAACCCAGGGAAAAGTCAGACTCTTTGACCCCGCCTCG
>CL5653Contig1
TGGAGAGGTCACCATCCGAGTTGTCCACGTCTCTGATAAAGTGGTTGAAGTCAAACCAGG
CATGAAGTCCAGGTTTGTGGACAGCGGAGAAATGTCCGAGTCGTTCCCGTACAGGATGAA
GGCCCTGTTTGCCTTTGAGGACATTGACGGGGCGGACGTGTGCTTCTTCGGCATGCACGT
TCAAGAGTACGGCTCAGACTGCCCCCCTCCAAACCAGAGGCGGGTGTACATCTCCTACCT
GGACAGCGTGCACTTCTTCAAACCTCGACACCTCAGGACAGCAGTGTATCACGAGATCCT
ACTAGGCTATCTGGAGTACGTCAAGAGGCAGGGGTTTACAGCGGGACACATCTGGGCCTG
TCCTCCCAGTGAAGGAGATGATTATATCTTTCACTGTCACCCGCCAGACCAGAAGATCCC
CAAACCCAAACGCCTGCAGGAGTGGTACAAGAAAATGCTGGACAAGGCCGTCTCTGAGCG
GATCATCCATGACTACAAGGACATTTTCAAACAAGCAACAGAAGACCGACTGACAAGTGC
CAAGGAGCTGCCATACTTTGAGGGAGACTTCTGGCCCAACGTGCTTGAGGAGAGCATCAA
GGAGCTGGAACAGGAGGAGGAGGAGAGGAAGAGGGAGGAGAACAGCACCTCCAGCGAGAG
CACAGATCCCTCCAAGGGAGACAGCAAAAATGCCAAAAAAAAAAAAAAAAAAAAAAAAAA
AAACAT
>CL5654Contig1
GATGGCATCCCAGGCTGCAGCAAGAGGACTTAGGACAGCTGCGTCAAAGAACATTCTTCT
AGACAAATTAAAGTGCACCTGGCTGAATCCCAGGAGATGGCTGAATCTACAGGAGTACCA
GAGCAAGAAGCTGATGCAAGAACATGGTGTGGCAGTACAACGCTTCTACGTTGCCGACAC
AGCTTCAGATGCTTTGGATGCTGCAAAGAAACTTAATGCCAAGGAAATCGTGCTGAAAGC
TCAGATTCTGGCTGGGGGCAGAGGCAAGGGTGTGTTTGACAGTGGCCTTAAAGGTGGAGT
GCACTTAACTAAGGACCCTGCAGTGGTTGGTGATCTGGCTAGTAAGATGCTTGGTTTTAA
TCTGATCACCAAGCAGACACCTAAAGATGGAGTCAAAGTGAAGACGGTGATGGTTGCAGA
GGCCTTGGACATTAGCAGAGAGACTTATTTTGCCATCCTCATGGACCGTGCCTGTAATGG
TCCTGTCATGGTGGGAAGCCCACAGGGAGGCATGGATATCGAAGAGG
>CL5655Contig1
TTTGAAACACAACGTCTGTTGTTGACGCTGAATCCCCTCAGGAAAGTCCTTTGGAAAGCC
ACTGTGTGAAGGCAGCTTTCCTTTTTGTCACATTATTAGTATATGATAAGCAGAAGTTAG
TAGAAATTAAAAACAAGATTTGGTTTTTCTCTTCACATGACAGGATTACTCCTCAGGATG
TTTTACAGTGCAAATTCTGACACTTTAACGCAAAACTTTTCGACTAAGCTAAGCTGTGAA
AACAGCTACNACCAATGGAATCAGTTTAAAAGTTTTCAAATACTGTCAGAGAATAATCAA
TATTTAAAAACAAAGTGAAAAAAAGCATTTACAGTTATTTCAACCACAAAAATACAAAAT
GATTTCAGTTTATTTAAAAAATATTCATAAAAAATTATATTAAAAGAAAAAATAAGGAAA
AAATGTAAAGAAAAACATTTTTTTGAATAGATTTGAGTAATAGCAGGACAATAGACAGCT
CTGCAGGCAGTCGATCAGGAGATGAGTGTATTACTGGAGCAAAGGAATTCTAGCCCAAAT
CACACCCAGCGGAGGATGAAAAAGCTCAACCCAAACAGTCTTTTTTCTATTGCTAATTAA
CTGTTTGTGTTTGTCATTTTCTCAATCTGCCATATCCCTTACGTCACTGGGTTACCGGAG
CTCGTCCAGGCCACTGTTGGGCGAAGGCGGTGTACACAACAAGCAGGTCGCCGGTCTGTC
GCAGAGCGTATGTTAATTCAAAACCATTTATGCAAGGAGTGAGTGTATCTGCATCTAAGC
TGAATCTGAATGTAAGCGTCCTCTTTTGTTAAAACGCAAAGCCACAGTCCTTCATCCACA
TCCAGAACCCTCTCAGACGTGGGCGCTTTTGGCATGGTTGGTGGTGGAGGGGGCCGGCAT
TTGGCCTCCCCCCTGCTTTGAGTAGTTAAAGCGGTTGTTTTCCTGGTATGGGCGGGAAGA
TGGGGGAGAGGAATCGGATGAGCAGGCAAGGATGGCGCCACCAAGCAGGCAGAAAACGGT
GCCCACCCATCCAGTGTAGAGAGAAAAGCCAAAGTACGTGAACTCCTGGTCATAGAAGGC
GGCATAGGGAAACCAGATGGTGGACACTAAACCACATAATCCAACTAGAAGAAGGAGAAC
CCCTCCCAGAATTGCACGCTTATTCTTGGAGCTCTGGAGGTCATTTCCAAGGTTGATGCA



GGGCATGGACATGAGCAGAATTCCCGCCGCTGGGAGACCAAGGATGGAGGCTATGATCAT
CAGGGCTCGAGTGGTCTGAATGTAAACTGGCAGGTCAAAGATCTGAGTTAGGGACTGGCA
GTGGGAATTTCCTGCGCGGAGTACACAGTTGGCCCAGGGACCCATGGCTCTATAGTCGTC
CATCATCTTGCAGACGCTCATACCATGGTGGCATGTGTGCACCCAGTCGTTTGTAGCTGT
GGCGATTATGATGCCCAGCCAACCGAGGAAGCCGAGGAGAAAGCCGCTCAGCTGGACACA
AGAGTTTGCCATGGTGCTGAATGTGCGTAAGTGTCCCTTCTCCCAGGGTAGGAAAACTGT
TGGAAAGTCTTTAAATGAAACACAAGTAAACTCACAAAAATCTGATTATTCCAAGAAAAA
ATCCCAGTTTAGTTCCCCAGTCCAGGTATTTCCATCAGAGACCCAGTCGCTCGCTTCCAA
AGAGTCCC
>CL5656Contig1
ACCGTCNTTAAATGGCTCTTTTGTAAGAATNAACAGCAGACAGGAAACATGACAGGAGCT
CCCTTTTTCTTTCCGCGGGTTGCAACAAATTATTTAGGAAAACCAAAACAGACAATAACC
ACAACTAACTTGTGTATTAGCTCTGACCTGTTGATACAAATCAACACTTAAAAACTGTCT
ATGACAGTGTCCCTCTGAAGCATTTGTAGTGCAGTTGCAACAGCACATTCCTGAAAAAGA
AAAGAAAAAAACATGGCACAAAAATGTAAATTCCTCACAAAAAATTAACCTTTTCAAATG
AAAATACAAAACAGTGATACAAGGCTCATCCTTAACTATTACTCATGTTTGATTTTGGTC
CTTCAGTTCAGAAATTGGGAGAAAATCAAGACAACATAATTTTTTTCTTCATCAACTTGG
CAGTAAATATTGTGTAAATATTGTAGAACCAACTCTAGCTCCTCTATTAGTGTCCTGAAC
ATGTTTTTTCACTTAAAAAAACTCCTCAATTATAAAAAAATAAAATGAAAAAAAAAATAC
TAACAAAACAGACAAAGCAGTTCTTTTAAAGGATAATTTCTAAATTTTTTGGAAATTGTG
CTAAAAAAAAACAAAACAAAAAACAAAGTCTGTCAGCACTTTCAAATACCCTGACAGAAA
TCCATTAGTAGGAAGTTCATATTGGCACGAAGGAAGAAAGTGATGATGAATACAAAATCT
GCCTTTTTTTAACCGCACATAAAAGAACAGAACCGCCAAGAGATTTTAGCATTTTCAGGA
AAAAAAAATGGCTGAATTTGCACTGTAATCTGAAGCCACGTGATTATGAGTCACTTCAGC
TCCAAACTGCTACAAAAAAACCTACAACAAAGCTCGTACTGAACGTTTTCTTATCGCAGA
GTAGGCTTTTAATGTGAAAAGACTAGAAAAAATTAATGATAAAGATTGCTAGGAATATTA
ATTGTATTAGATGCTTTTAAATCAGACCCTATTAGAGGCCAATCTTTCAGGGTTTTAAAT
CAAAAGATCACTTTGTAAGTTTTTATCTAAACATAAGAACCCATAACATTTATGAGCTGC
ATATGTGTGGTACGGTACACAAATGTGCCTTTTCCTTTTTTCCCTCATTAAATTATAAAA
AAAAACTAAAATGTTTTCTCCCGCATTTCATAAAAGTTTTTTTTTCCCTGTATAAAAAGG
AGCTGACAGCATTGATGTAAAGTGTCTGTGTGACGGCATCAGTCCGTCTATGTGTCTTCA
GCCGTCTGCGCCCGGCCATTATCCAGCAGTCTGTCTCTTTCGCCGCTGCTGCCCTCCTCT
TCCTCAGTGTGCATCCTGGCCACGCACCATGGTATTCTGGCCAGGAGGGGGCGGTGGAGG
CCATTGTAGAGCGCCGTCCCCAGCAGCAAAACCAAGAAGCCCAGAACCTGCAGGCCGTGG
AACTGCTCCCAGCCCCCCGGCCATA
>CL5657Contig1
TTTTTTTTTTGACTTAAAGAAATTTATTTTTGTTGAGTACATCACAGTAAGTTGATGGTC
TTTCATGTAGGAAATCTGACATAAAAATGTGGACTCAGACTTCAGTTGCTCCTGTGGCAG
ACATGGATGAAGCTGATGAAGATTCTGCTGAGTTTTTACAGACCGAAGCTTCCCAGGAAC
CCTTTCGAACCTCCCTCCTTGTTCTCCTTTTTGCCTCCAATAGCAGAAAGTGCGTCATCA
AGACCAAAGCCCCCTTCTCCTTCCACCTTCGCTTCTGCTCCTCCTGCTTGTCCTTTCACC
TTCACCCCCGCCTGTCCCCCTGCTTCTGTCTGTCCTTTCTGTCCGTCGTTCCCACTCAAA
GCACTCTTCACAGCTTGTTCCACCATTTGACCTGCTTTCTTGCCGGCTTGTTCGACGACT
TCAGGATTCGAGCCCACCATTGACTTGATCATATCCATGGCTGCTAAGGGATGTGTGCAG
ATTTGTGTGCCCCGGCCATAATGCCCGGG
>CL5658Contig1
ACGAGGGTTNGCCTTATTCCGTGATGGTGACTGCAGGCGGTTTCATGCAAAAGTAATCCC
GCGACAAAGAAAACCTGGATTTACGGAGTTCATTCTTGGTCTCACAGTAGAGGGGCATTC
AGCACCTGCATCCCGCTGCTTTGGTCATTTACGTAACCTTAGGTGTTGTAGTTGTAGTTT
GTGTAGTATTATCCTTTTTTTTAAAGTTGTGTTCAGATGACGGGACAGGTAGACTACCTG
GTGGTGTTTTTCACCACCACAGCTGGCGCATGCGGAGAGCTGCTGGGATCTGACGAGAAG
GAGCTGGTGCAGTTGGTTTGGCAGCTGGTAGATTTAAAGAACAAAACGTTGGGCAGGGTG
AATGAGCTCCTCATCAAGCCTGACCTCTCAGACTTTACAGAAGAAAATGTGAAGGAGGAT
GTGGTGGACAACAAGGAAACTGAGAAAGGGTCTGGAGGGGATTGCATATTTACAGTTACA
AGTATTGACACAGCGTTAAGCATGTTTGATCTTCAGCTGAAGAATGAGGTGAACAATGCG
GGCGCAGGCACGTCATGGTGTTTGTGTACAGACGGGCAGCTCCATATCCGTCAAGTGATT
CACCCAGAGGCGGCAAGCAAGAACATCCTGGTCCCTGACTGCTTCTACTCCTTCTTCGAC
CTTCGAAAAGAGTTCAAAAAACACTTTC
>CL5659Contig1
TTTTTTTTTTCTTTCAGACAAATGATTTCTTTATAGCAGAAGATGATGGATATTTCATTG
TCAATCAAGGGCTCATGGTGGCGTTAGAATCAATCAGACTTGCAGCTATACAAAGAATCA
AACAAACTCCAAGCAGACACACACTAACTTCCAGCAAATGTCGCACTGCTACGCTTTGCT
CCTCCTTTGTTAGCATGATTACAAGAGTAGGGTCATCCTTTGAATCCAGACTGAAGCAGG
TTTGTGATGCTGTGGGCAACTGATTGTTTGCAACCACATAAGTTGTTGTAATATTTTTCT



CTAATGCAGGGCACTTTGGAGGAGATAGACTCATAGGCAGAAGGTGCGCCGGAGCACTAA
TGGTGAGGCAGGTAGATTTATTCACGCCAGACGTAATTTGTATGGTCAGATTAGCAGTTT
CTTCATCTCCAAGATGAAGCTCTCTGGCACTTAAGACAGTGGATAAACTGAATTCTTTCA
GTTGATTACTTGTTAAACTGGTAGTTATGACCAGAGGAACCCTGAGATTTTCCAGCGTGA
CAGAAAGACTGTTTGATGAGTTATTAACAGAAGTTGCTTGATCCTTTTTCTGTTC
>CL5660Contig1
TTTTCTTTGGAAGAGTATATAACCACGCTTTTATATTACACAATTTATTCCACAGCCGGG
GGAAACTAGACGAGCCTGGAAAGGCAGGAGCTTCATCTCCAGCTCGATGGCGTCCGTCTT
CAAGAGTCTGGAGACGCGCAGCAATAAGGCAGTTAAACGCAGAGGAGAAGGAAGAGGAAA
CCTGACGCGTCCATCATCTCTGATGCGTCCCAGACCTTCTCCGCTGGTACCATACACCGG
CTCGGTCCAATTGGAACCCAACTGAGGCCGGAAAAAAAAAAAAAAAANNGGNTCNCNTAA
AAAANAAACGGGACTTNTTTTGNCNNGGNAAAATNT
>CL5661Contig1
GTTCTTTTTCGATCAAGATACAGTAGTACATCCCAACTGTGACAAAATACCCAAAATAAA
AACCAGTATTTTTAAGACAAGACAATCAGTAATCAGATTTACTCAGGAAAAACAGGGGGG
GGGGGGGGGNCCCA
>CL5662Contig1
CGGCACGAGGAAAATTATGAAGCAGTGTGGGGGTATGTTATATATTATAAAAACAAAAAC
AAAAAAACAATGCTAAATTATTTTCTGCCCTGCTGCATTTATGAGTATTTCCTCATAAAA
ATGGAATGGATCGTTATTTTTTATCAGAAGTGTTGAAATGTATTGCACTGCATTTTGCCA
TGGTTATTATTGTGTCATTTCTTTTCTCTTCACTTCCTTAGGTTGAGTTTTCCCTTAAGA
CATTCTGGGTTTTCTTTAAGGAGGAATGTTTAGGTAGCACAGAGTTTAGTAAGGATTCCT
TTACTACGTTTACCGTCTGTGCTCCCTGTTGTTTCTTTCTTCCTTCCAGCACGACTGTAG
TGTCTGCCCTGTTGCACGGTTACATCCTGAACTTACAGCTTTGCATCTGAATTGAGTCTG
GGAGCATCACACTCCTCTCTCAACAACATAAAGCCCTGGTCATTGTGAGGAAAAGGAGGG
CATCAATTCTGGTTGTAAAGCTTTTGTGAGGGCTGTGGCTGTAATTGTCACCTTAGTATT
TATACTGTGTGAGACCAGAGCATGTGCCCAAACCTTTGATTTCTGATTGGAATGATTCTT
ATGCAGCAGTTAGATATAATGCTGATTTGTTTCTGCCTTCTGCAAATTTAGATTTACTGT
ATTATTGTAATTTATCTGTTAACAGTTTAGGAGCACAGAATGAAATGCTAATGCTAATAA
TACGTGGCCATTAAGTCATATTTTGCCCACAGAAATTAATATTTTGTATCTACAAATTAG
CATGTTGCATTTTTTGCACACAAATAAGTATTTCATGGCCACAAATTATTAAATTATTAG
TATTTTGTGCACAGACATTTTTTGTGGCTACAAATTAGCATTTTTTGCACACACATTAAT
ATGTTAGTATCTTCAATTCCTACTGCTAATTTGTGGGCCCAAAATACTCATTTGTGGCCT
GATAAAACTAACTTTTTGTGCCCAAAATATCAATTTTTGACTACGAAATGATAACTTGTG
CCCACAAAATCCTAACAAAAGGCTAATTTGAAGCTACAAATTATTATTTTGAGTGAACAA
TTTTTGTTAATAATTTCTTTTTGTCATTTTCTACTTTTGTTTGGTTAAAAATTGTGTTTT
ATTTGATATATATGTTTTGCATCCCATGTTTTGTTTTTTTAATTGGTGCGATTTTTACGG
ATGATCATAATTCCATGTCAAGAAAAGGTTGCACGGTTAAGTAATGTATTGTTGGGTGCT
GCGTCCAGTATTGCTTTAGCATTGAAAATGAAGGTGTCATGTTCAGCTTTAGTGCCTGTT
GTGCTTTTCAGTCAGTCTAACCTGCCCACTGGATGGATGTGGAATTAACAACAATTGCTA
CTCTGGACGGTGTTGCCTTTACATGGATGGATGGATGGATGAGTTCCTGGACAGATAATA
AAAGAGGACCATGGTCAGAGCTTTAAGGGGGCTCTGCTCTGCTTTTGCTGCATCCTTG
>CL5663Contig1
AGCTTCAATGTTGGATGCCGTGCTATGACAACGTCACTGCTCCTCCGTCCTCGCTGGGTC
GACCCGTCGGTGATGTTCCTGTACGACAACGGCGGCGGTTCCGATGAAGTGAGCAAGAAC
ATGGAGGGTTTCGCTGGTGGCAACTTTTGCTGCGAACCAGTGCAGGAATCTGATGGCTCA
CCCCGCGTCCCTGGCACCCAGCACGGCGTACTCGTCCAGCGACGTGCCCGCCCCCGGTAT
GGGGGAGCCGGTGAAGCAGTGTAGCCCCTGCTCTGCAGCTCCGAATTCCTCCAGCGCGTC
CCTTCCTTACGGGTACTTCGGTTATCCGTGCAGAATGTCGCATCACAGCAGCATTAAGTC
GTGTGCAGCGTCGTCCGCGCCCGCCTATGGAGAGAAATACGTGGATACGTCCGCCTCGGG
GGACGAATTCACCCCTCGAGCGAAGGAATTTACTTTTTACCCTACTTATACTTCGGGCCC
ATACCAACCTGTTCCAAGTTACCTGGACGTTCCTGTGGTTCCAACAATCAGTGCGCCGTC
AGAGACCAGGCACGAACCCCTCCTGCCTATGGAGAGCTATCAGCCATGGACTCTCGCTCC
CAACGGCTGGAACAGCCAGGTTTACTGCACCAAGGAGCAGCCACAGCCTGCACACATGTG
GAAATCCTCCATATCAGACGCTGTGTCGCACACCGGAGGAGACTCGGGCTCTTACCGCCG
TGGAAGGAAAAAGCGTGTGCCATACACCAAGGTGCAACTCAAGGAGCTCGAGCGCGAGTA
CGCCGCCAATAAATTTATCACAAAAGACAAAAGGAGGAGGATATCCGCGCAGACCAACCT
GTCTGAGCGACAGGTCACGATATGGGTTCCAAAACAGAC
>CL5664Contig1
TCCCGCTTTTACCAGGTGATTGTGAAGTTGTCAGACTGGATTTGAAAAAAACAAAACACT
GCAATGAACACACCCTTAACAGGAACTGCAGTAAAAACCATGCAAACAAAATGACCTGGA
GGACTCAGGGTATTTAAAGGACATTTTTAAAACAAAAAAACATTAAAAGTGTGGCCCTTT
CTGTGAACTGGGAGTGAAACACCAGGAAGATGAATGTTAGCACAACTTTGAACTGAATGT
TTTCCTTCTTTGTAAATTTGATATGCTTAGATCAGAGCTATTTTTGATAGTAAAAAGTAA



GACTTTAAATGTTTATCTGCATTTCCATTCTCAATTAAGCTCTAATTGTTTTAAATGAGC
CTGTTTTCCATGTTGTGGCTTCGGAATTATTTGAAATGTAGTTCATTTAGTGGTCTACCT
TTGAACTGTGTTGTGGTTGAATTCATTTAAATCAATAGATTTAGGTGTCCCTTAGAAAGA
AATGTATAAAAAAAAACATTATTATTATTTTTGTTTCTTTGTTTGCTGTTGGGGATACGA
AGAATATATGTTGATTATGGTACCTAAAATATATTTTTAAATGTGAAATCATTTCCACAT
CTTTTTCACAGATTCCAGGAGTCTTTAAATTGGACTGTAAAAAAAAACACTATACGTCAC
TCTCTGTATTAAATCACATTGATGTTTGTTAGAATATAATAANTCCCTCAAAA
>CL5665Contig1
CGGTCATGTTGTGCCGTCGGGGAAACGCTGCTTCCAAAGAAAAGGGAAAGGAGCTCCTAA
ACAGAAAGTCGTACTCTCAGATACTTTTAAACCGTTCAGATTGACGGATCAGCATCGACT
GATAACTCCCGAGTCAGTTGCAGCTCTATGCTGCGATGGAAGTCAATAGGGATGAAGCGG
AGCGCTGCATTGACATCGCGGCGGCGGCGTTAAAAAGCCAGCAGCCAGAAAAAGCGCAGA
AGTACCTGGAAAAGGCTCAGAGACTCTTCCCGACCAAGACAGCCAAAACACTGTTGGATT
TGATAGCAAAGAATGGATTTAGTCCCAGACAAGCCAACCACTCAGATCTCAGAGAGGACT
CAGATCCTCGATGTAGGCGGAGCTCTGCTGAAGATGCCAGACCCGAAGAAAAGCCTGCAG
GAGCCTCACAAGCCTACACAGAAGATCAGCTGAATGCAGTGAGGAGGATAAAACAATGCA
GAGACTTTTATGAGATTCTCGGGGTCCAGAAAGATGCTACAGAGGACGAGCTCAAGAGAT
CCTACAGAAAACTTGCTCTGAGATTTCACCCAGATAAAAACTACGCCCCAGGAGCGACGG
AGGCATTTAAAGCTATCGGGAATGCCTATGCTGTCCTGAGTAACACTGAAAAAAGACGGC
AGTACAACCAGTGTGGAGAAGAGGGGAAATTTCCTACCACCAATGGCCCAGGAAGTGGAA
ACTTTGAGCCTGACATTTCACCCGAGGACCTCTTCAACATGTTTTTTGGAGGAGGTTTTC
CCTCAAGTAATGCTCACGTGTACACTAACGGACGAATGCGCAGTCAAAGGCGGGAGAGAA
GAGAGCGACCCCGAGATGGAGGTCTTGCACTGTTTGTTCAGGTTATGCCCATCCTCATCC
TGGTCATTGTGTCAGCTCTGACTCAGATAATGGTCAGCAACCCCTCCTACAGCCTCAGCT
TTAGGCCGTCGGCGGGGTACACACACAAGAGATTAACCGAGAACCTCAAGGTGCCATACT
ATGTGGGAGACCAGTTTCCCAAAGAGTTTAGTGGTGCGAATCTGAAAAACCTGGAGCGGA
CAGTGGAGGATGAATTCATAGGGAACCTCCGCAACAACTGCTGGAAGGAGAAACAACAGA
AAGAAAGTATGCTATACAGAGCGCGCTATTTTGGTGACACTGAGCTTTACCAAAGAGCGC
AGAGGGCTCGAACCCCAAGCTGTGCCAAGCTGTCTGAGATCTCAGCCTCCATGCACTGAC
GTGTAACTTCACGTCACACTAGACACCAGGAAGGTGAGACGTACCTACCCACCAAGTGGG
ACAACAGCAGGGAGTGGCTTTGGTGCGTAATGACAGATAGATCTCATCTCAGCTGAAAGT
TCTCTCTGATGAATAGATTTACCAAGCTCAAAAACATAATGATGTT
>CL5666Contig1
GAGGACGGGCTTATGATCGCTGATGCTGAACTCCATGCTGCTGGTGTACAGCTCCTGTCT
GACCTTCAGAGGGAACTCTTCATCCTCCTCAAGCTGTCGGATCCTTTTAACATCTGGCCT
GGAACCATCTTCTTCTTGCTCGTCAGGGGGCGGGGCTTTAGGTCGGATCCTCCACAGAAT
CCTGTCGGTCCAGGCCGGTTTTCTTTTCTTACCGTTAAAGCCAAACCATGTTTGGTAGAA
CCTGCTGTCGTAGGAATCAGAGTTCAGGTCAAACTTGTAGGTGGGCGCGAAGTCCAGCGG
CCCCTCCTCAAACTCCTGTAGCAGCGCCTCCTTTTTCTTCATCATATTTAACTGGTCTTT
GCTCCACAGCAGGTTGTAGGTCTTGTTGGTGAGACAGGAGCGAATGAAGTGCATGCCATG
GTCTTGGATTCGGAAGTTCAGGTCTCCAAACCAGAAGACCAGCCTGTGGTCCACTATTTT
TGAAGCCTTCTTACAATCAAACGTCTGAGTGTCCACGATGCTCTCAAACTCGTCCACTCT
GTGTGTGGCATATTCAATGTGAGGAGTCAAATGGCAGTTGAGGAAGCAGAGCGTGTGACC
GTAGAAAGAGAAGCGAATGGACACACCCCCTTTGTTACCCCAGTAACCAAAGATGCCGGT
GCGCGTGTACGTGGCCCGTATGTCTCTGATGAACGGCACGTGCTCCAGTTTGGAGAAGAA
GAGCAGCAGAAGGCCCTGCATTCTTATGGAAGACACCTTCACACATGACAACGGTGCCAA
AGTGGACATGAACAGGTGACTCCAAGGGTCATCGAAGACCATATCCGACAAAAACCGAAC
TGGTCCAGAGTACACTTCCTGCAGGCCGATGATGTAGAGGTCTGCAGGTTTTGATGAGTT
CAGGTGGAGCAATAAGGTCACGGCCTCAGGAGGATCACCCATGGCTACATTCCACGTCAC
CATGTGAAGCCTGAAACTCTCGCGCAGATGAACTCTAGCGTCCGTCTGTTCGTCTTTCTC
CTCCGTCATCCCCGCACCTTATATGCTTTGGTAGTAATATTCCCTTCTGTGTTGGTTAAT
CTACTTCGAAAGGAGAAGACTGGAATCTGCTGCGAAACGGTCCTGATCCTAAATGCGTTT
GTTGATGGTCGTAGCTGCCGCCCTTGTTCCGGAAAGCGGATGGCTTAGCTAGTTACTGAA
GGTGAAAGTTAGCGGTTGGAATTCAGATCCCAAACAACATTGTAATGCAGAACTAGACCT
CAAACTTTTAGAATAAATACTTTAAAACTTATAACTTTCAAGTTAACAACAACAGAGTTT
CACTTTCCTCTGTGAACTTAAGGTGTGGAAAAAACGGAGCAAATGAGGTTTATGCTTTAA
AAACAAAGCATTTATGGTAGTTAACTCCAAACTAGTAAAGAAGAATAAAAAAACACAGCT
AGTCTGGAGACAAACGTACTCCGTTGGCGTACCCGATGTATGAGGTTCCATTTGTGCCAA
AAATCTGTTTTTGTGTCCACTGTCTATGTCTTTGGTCGTCTCACTTTGTCGTCAGGACTT
AGCAAGCTTAGCAAGCGTTGCTACTGTCGATAGCTCCGGTCGTTAGCTACTGTCGATAGC
TACTGTCGATAGCTACGGTGTTTGCTACTGTCGATAGCTACTGTCGTTAGCTACAACGTT
TCCCCGTGTACGGCCGGTAAATTTTTT
>CL5667Contig1
GGGGAGGTCAGAGTCCAGCAGGTCTGCAAGCCCAACGAGCTGGACAAATTCCGAATGTTT



GTCGGAGACTTGGACAAGGTGGTGAGCCTGCTGCTGTCACTGTCTGGGCGCCTAGCCAGA
GTGGAAAACGCCCTCAACAGCCTGGAAGAGGACGCCACTGCGGAGGAGAGGCGTACACTG
ATAGAGAAAAGGAAGCTGTTGATCCGGCAGCACGAGGATGCAAAGGAGCTGAAGGAGAAC
CTGGACCGCAGAGAGCGTGTGGTTTATGAGATCCTGGCGAATTACCTCGAGGACGACGGC
CTCATGGACTATGAGCACTTTGTGAAGATGAAGTCCGCCCTGATCATCGAGCAGCGCAAA
CTGGAGGACAAGATCAAACTGGGGGAGGAGCAGCTGAAGTGCCTGATTGACAGCCTTCCC
ATCGAGCAGAGGCTGGCTTTGTGAAGACGCACCTGAGCTCTGTGACCAGCAGGGGGAGGC
AGAGGGCCAGTGGAGGCGTTTTGTTTACTTGAACTGCCATCAAACACACTTTTCTAAACA
GCATTTTTGAAGAAAAAAAACTCCCTTTTTCGTAAAAGAAAAAAGCAACCACTTTTTATT
TTGTTCCACGTTTGTTTTCTAGTAATTTATTTTAGCCTTCTGAGTCCACTCAGAGGTGGA
CGGCGTGCGGACATGCGGCCTGACGTGCATCACGTGCCAACAGGCACAGCTATTTATCAC
TATTTTGCTTAATGATATCAACATTTATCATGTGGTCTGTAAAAATATTTCTTTGAGGAA
CGTAGAACCCGGTGGCCTTTTTCTGAGCGCGCTCTTGTCCTCGCCTCCTCACTGAAGAAA
CATTTTCTCTGCACCGAGGACTTAAAGGAGGCGTGCGGCCGCTCCAGCTGGGTGAGCATT
TCTGTGGGCAGAGGAGGTGCAGGCTCCTTTTAAGAGCCCTTGATCAGCTTGACCGAACAG
GAGGAGCTCTCCTCGTTCAGACCTGGAGGTCCAGGGGGATCTGAGGAGCTTCAGGAACCG
CCCACACGACCAGCCTCGGCTCTCGCCCGTGTAGTTTCTCTTCAACGTCTTTGCTCGACT
TTGCTCTCGTCATGTTTGACACAAAAACATTTCTGTACTTCAACTTGGGATCATTTCAAC
ATTTTTGTTAGAAAGGCTGCAACTTTTATTTTCATTTTAAGCCCAAAAACGGTTTATTTT
TGCTGCCCAAATGTGATAAAAAACAAACAA
>CL5668Contig1
GGGCCACCGGGNACATGGTGCTGTGCATGAACGTCTACAAGAACATGGTGTGTCTGTCTG
GGGGGGTCCACCTGACAGGTTGTACTGCCGTGTATTAAAAAACTCTTCTCTTCCTGTGCC
AGATCTACACCGGCTGTTATGATGGCAGCGTGCACGCCGTCCGCCTGAACCTGTCGCACA
GCTTCCCCTGTAGGTGGCAGGGCTGTGCGCTGGTGTTCGGGGTGATGGAGCACCTGCAGG
AGCACCTGACCTCGGTGCACGCTCGAGCCGGCGGCGTCCAGACCGTCCGCTGCCGCTGGA
AAGAGTGCGAGGACGTGCTGTGCGCCCGCAGCTCTACACAGACCCTGCTGCTGCACATGC
ACAAACACACAGAGGAGGACGTGCAGCCCTAGGGGCCAGAGGGGGGAGTGTCCTTCCTCC
CCGAGCTCCTCCTCCTCCTCTACAAGCTACTCCTCCCCATATTGGGGGGGGGGGGT
>CL5669Contig1
CGAGCGGCCGCGGACCGTTTTTTTTTTTTTTTTTTGAATTATCACAAGTTATTTATGTAA
AAAAAATGTGCACGTCACCAAAGTGACATCACTATGCATATTTTACAATAAAGCCTCTTC
AGTAACAAACATGTCACAGACAATGACAGCATATCTACATTCAGAAGTTGAAGCGTCCAC
AGTTGACAGGGATCTCTGATGAATCACACAGGAAGGAATCTGTTGGGAGTACAAGGCCTG
GTGGGAGAACAGGTTTCTACAAACAGGCTGACAATATACCAACAGAAAAGAAGACCAGGG
GGAAAAATGAAAAACACTGAATGATTTAACAAATAAATAACATTTAGGGAAACATAAAAC
ATTCCATAAACAAGCTGCACATAATTCTGACTAACAAACCCAGCTGAAATATGGACATAA
AAATCCTCAGAACCAGAAATAAATACAATCTAGAAAATGATATGCTGGCCCATCTGTATG
TACACCTATTATGTAATCAGTGAAACTACCAGACAGGTTTGCAAATGGAGGACGATCACT
GCACTATACTGTCGCGGTGTGGAATCGATTCATTCCCTTCCATGGCGTTTCAACTCCTAA
ATGAGCGTGTGATCAGGAAATATAAAGGAAATTTGTAGATAATCTGTGCAAACTTTGATT
CAAGTACTGATATTGGCAATACAACACAGATAACGTGATGCAGGCGCTGGGGACGGCGGC
TTCACTGCAGAGCCGGAGGTTTGACGTCGGAGAAGTTGGTGTAGGTCTCGCTGCAGCTGG
ATGATGTGCTGAGGTTCCCCGAGCCGCTGCCCTCTGAGCTGGTGAGGGACTGACAGGACT
TTGATTTCTCAATGAGAGTGAGCAGATTAGCAGCAGCGATCCAGCCCTCGGAGGAGGAGT
TCAAGTTACGGACAAACCATTGTCCATCGTCCCCCTCTTTGACCAGCTCCACCGAGTCTC
CACTCCTGACTGAAAGCTCTTCCGCTCCTCCTTTCTCGTAGTCGACCAGCACAGTGTATT
TCCCAGCGCACAGCTTCTTTGTGTTTTCATCCTCGGGGTCAGAATTGAGAGGTTCCTCAG
CGCTGGAGTAGCCGTCGTTCTCCCCTGAGGCGTCCAGCGACAGAGTTGGCTTGTTCCAGC
CTTTGTAGCCGAACGGCGTGGGGTCGCTCTGGCGTTTGGACTTGTGATCTGGGCTGGTGG
GAGATCCTGTTCCTGAAAGC
>CL5670Contig1
ACAGCAGTACAGTGAAAGCAGCTTTGTGTTGGGAATCATTTCAGGCATCGGGGGCATTAT
CTTCCCTTTCTTGTGCAAAGGATAATTAATGAGAACCTTCAGTAAGCCCTGTGTGAAGAA
ATCCCTTCTAGTTTGTTTCTTTAATCACCAGAGGTCAGCATTTCGGCGTCCCCTGACCCA
GAAACACTGCAGATCAAATCAACAACGTCTTTGGACTTTGCGCACCACTGGATGAGCAAG
TGTTGATCTGTGCAATTACAGTGACAGACAATCACTGACCCATCACACCAATCATCCCGG
CCAAAAGAGGACCACCCAAACCTCCAGAGAGGCTCTTAGACCGCTCTGCCGCTCAGGTCA
TACTTCTCTGTGATGGCCTCTTAACCTCCTCTTTGTGGTCAAGGGTCAAAAGGTGCAGAG
GTGGTCATGTGTTTCTCTTAGACAGATATGTGTCTAACTTAGCTTAGACTGTCTGTCCTT
TCTCCAGCGAGTCATCACAAAGAGTAACTGTTTCTAAAATGTAGTGCAACTGCAGAGCTG
AGTCCGACTTCGCAGCCTGATTGTTGATAGTCTCCCTTTGAAGCAGCTCCACGGCCAATT
CTTCTGCACCAGTGCAGCTGCAAAACTTAATTATTTATTTTTTGGCACAAGCAAAAAAAT
TTTTGAAGTAAGCAGAGAAATATATATATATTGTCCATTTGCCTATATCAAAGGCCTTAT



ACATTTAGATTAGTATTAAAAAAAAAAAAGGAAGTTAATGAGGGATTTAAACGTTACCCG
ATCAGGTGGAAAACTCAATGAAATGCACATTTCCCACATTCAAGATCTTAATTTTTTGCC
AGCATAGTCTTTCTGCTGGCCCCACACTGACGCATCCAAAGGGCAATGGGGCATCTTAAA
GGCGTATCCCTCATCAAATCACAGATCCGTCTGTGGAGTAGTGAGCTCTCCGGTCATTAA
CTGAAGTGTCGGCCCAGTCTGGCAGAACGGTAGTCCACTCGGAGCTGGACAAAAGCATGC
AGGAGGTTCCGGTCCAGATTGGTGAGATGCTCACCTGAGCAAACTTGCTTCAGGTTGTCA
GGAGCAACCACCAGGAGATTACAGAGGGCGTGGAGTGTGTCAAAGAGCTGAAGCACCAGA
GGGACCCTGAAATTCTTGGCGCATCTGCGGTATTCAGCCACGTCACAGACCCGGCCATAA
TGCCCGGGT
>CL5671Contig1
GATTCACTTTAATGTCAGGAATCAGAGACTTCAGAGAGTCGGTGGTTATGCTGATTGATG
GTTTCTTCGCTGTGACAGCCGTGCTGGAGCCCCACCGCCTCTTCCTCCCCGCTGCACCCC
CTGTGTCGGAATCTCCTGCACCTCCTTCTGCGTTTGCTGGGGATGACTTGCTGCTGGACA
GGGATATCTTGCGAGCAGCAAAAGCCTTTGGAGTGTTGCCCTCCTCCAGGCGGCTCTCAT
TACTCTCAGGTTCAGCCCCAGAGGCTGGCTGCTGGGGTGTGGGGCTCTCCGAATCTGGTT
CCACCTCTGTAATTGCAGCTGTGCTGGGCTCGGACACCTCTCTTTTTGGAGGGAAATGTT
TCTCTTTCTTTAAAATTGTTTTTGTCTCCTCATCTCTGTCTTCTTGTTGGTCTCTCTTCT
TAAACTGACTGGGAAGTTTCAGTTTTTTCCCAGGAGGGGGACGAGGAGGATGACGAGGAG
GAATCAGATTTGGAGTCAGACTCTGACGAGGACCCAGTGTCTTGTGCTTCAATCACAACC
ACTTTATCTTTAATGGCTTCTTTGTCCTGTTTCTTCTCTCCCCTTTTCTCCTCCTCTGGC
AGTTTTCTGTCACTTTCCTTCTTCTCTTCTTTAGATGATTCTGCCTCTGGTTCTTGTGTT
TTCTTGCTTTTGCTGTCGAGCTCCTGTGGTGGTTTCTCTTCCTCTTCCTGTTGGTGTCTT
TCTCCCTTCTGTTTCCCTCCTTGCTTCCTCTTTGTTGGAGACTCCTGCCGTGGGGATTCC
CTGGAGTGTGTAGCCTCCTCTGACACGGCAGTGGCTGAGCCAGCCTCCTCTGTCTCCATC
TTTTGCACGAGCAGGGAGAGAGGTCCGGGTCTGCGCTTCGCTGAGGGTTCGGGGCTGCTT
GATCGAGAGCTTGAGTCGGAATCCTGCGTCTGCGCGGCGATATTTGGGAGAGACATGGCC
CCCTTGCTGTGTGCAGCTTGAGAATCCTCTCCTTCCTCGTGGTCTGGTCTCCCCGGCCAT
A
>CL5672Contig1
TGCAGCTTCAGGAGTGCGTGAAACTGGTCAATCCCGGAGTTTCTCAGCTCTGCATCAGGG
CCGATGGCAAGCTTCTGGCGTCAGCCGGCTGGGACCACCGAGTGCGGATATTTGGTTGGA
AGAAGCTGCGGCCGCTGGCGGTGCTTCAGTACCACTCTGACATGGTGCTCAGTGTGGCTT
TCTCAGACCATCTGGACCCCCGACAGCGACTCCTAGCCGCCGGATCCAAGGACCAGCGGA
TCAGCTTGTGGTCCATATACAACGAGGGAGCCGCCACGGGCTGAGTCCCTGTAATGGAGG
GATGCACAGACTGTTGGTCTGAACTTCTGTCATCAGCACTGATGTAATGCTGCCTTACCT
CCTGTCTGGGCCTCTTTGGGCCGCCTTCACAGTTGAGGCGCAATAAACCCTTGGCTCATT
TTTCAGAGAGCTAAACATATTTGTAAAATGCACCATCTATTTTGTGGGGGGAAAAGCGCT
ACGATGAATTATTTTCTTCTTATTTCATGTCATATGACGACATTTAAACTATTTTTTATT
TTTCATACCAAAGCCAAACTTGTGCATGAAGAGATACATTNCTATGGATTTTTTTTGAAC
TGTTGTTGACATTCAACATTAAAAGCNCTTTTTT
>CL5673Contig1
GCCGCGTTGTCATTGTATTAGAGGGACAATAACGTGGTCAGCACAGCAGCACCTCCAGCT
TCACTGCTACTCAACTGGTACACGGTGGTGAGCGACGCTAAGCTTCAAATACAAGCATGG
ATACTGAGAAGAGTGAGGTTTTAGACATGCCGGAGGCTCAGAATCAAGAGGAGGTGGCNG
GTTATGGAAAATCAAGAGGAAAAAGTGGAGCCTGAGAAACCAGCAGCTGCTGTCGAAGCT
CCCGAGCAGTCGCCAGTAAATGATCAAGCTGAAGAAAAAGTGGCAGGACAGATTGCAGAA
GAAAACCAGGAAAATACGGAAATTCTGGTTGATGAAGACGCCAAAAAGTCAGAAGGTGTG
GAGTTGGTGGCCCCATCTGAACCAGATAACTCGACCGAAAAGGCCTCTGACCCAGTTGCA
GCTGCCGAACAACCGTCTGTGCCAGAGAACAATCCAGAGCTCCCGACTTTACAAACTCAT
CTGGCAGAAGGTGCTCCTGAACCAGAGCCAGAGAAATCAGCAGAACCAGCTCCGGTAACT
GAAGTGCAAGAGCAAGCGGTGCTTTCAAAAGCTGTGGAACAGCAGCCAGCTGCAGAACCA
TCCACCAAACAGGAGACCAAGGAGGAACCAGCAGCGGGGGAAGAGCTTTCCTCAGAAAAG
CCAGCACAAGCTGCTGCGTCAGAGGAGGGATCAGCTGAGGGTGGAAAAGGTGACTCGGCT
CAGTCTGGAAAGGAAATCCATGCTCAGTCTGCTTCTGTAATGGCAGCTGAGCCAGCACAA
GCTGAAGGTGTTCAATCAGAACCAAAAGAGGCTCAGAAGGAAGATGTGGCTCCAGCTTCT
GGCTCACTGTCTTTTGCCCTTTTGAATCAGGAGCAGACCAAAGATGCCTTGAAAGTCTCT
CGTACCCTTGTGGTCCTCAGAGGCCTTCCAGGAAGCGGCAAGAGCTTTCTGGCCCGTGCC
ATAGCAGATTCCTATAAAGACCTCTGCTCTGTGATCTCTGCCGACGCCCACGGCATAAAG
CCAGAAAATCCAGAGCAGTCCACAGAGGGGTACAAAGCTCTGGATGAAGCTGTGGTCACC
TGCTGCAAGGAAGGCGGAGCCTCATCTGTGCTAATAGTGGTGGATGACACCAACCACATC
CACGACCGCGTGGCCCGCTTGTGGGAGATGGCTGANGAGCACAACCTGGTTTTGATCTTC
CTGGAGCCACAAACTGAGTGGAGACTAGATGTCGCACAGTTGGCAAA
>CL5674Contig1
GTTTTTTTTTTTTTTTTTTCTTTCTTTTTGGCACAGACAGTGGCCACGAGAATAAACAGC



CACTTAGTCGAGGGGTGAGGTGAAAGTGTGATGGCAGTAACACAACAGGTGGACTAAAAA
CACACACACAGCTGTGAGTGTTGCAGAGAAATGTGCAGCTTAGAATAACATCTCCTTCTC
GTTCCAGTTGTTGTGGATTTCACAGTTCCTACTTCACAGCTGTACTCTCCTCCTTCCTCC
TGCTGGTGGTCCTGACCGTGAGTCCGTTGCTTTGAATAGAAAATTCACATCTGATACGAC
AAGCTGTGCGAGGTGTCCCGTCGCCCCCAGGACACAAAACAGACAGTCAGAGGCTGAGTT
CCCCTCAGCCGCCTCCCCCTCGTTCCGAGCAGAACCCGTTCCTTGCTCGGGTTTGGAAAG
AGAGGATAAAGAAGCTGCAGAGGTTAAAGCGAAAACAGACGGACACATGCATGCACGCTC
ACACCTCGGCGTCTCCTCCTCACACGCTTAACGCCAGCGATGGCACGCTAGCGGGGAAAC
AGAAAAATGTAAGGAGCATTTTGATTGGTCTGGAAGGAGCTGAGTGGGGCTGCAGCTCAA
CTGCCACAGAAATCTCTACAGAAATGAACACAACACCAAAGATGG
>CL5675Contig1
TGAGGANCCAGACCTCTGTANAAGCCAAAAAAGCCCTCGTAACGTAGAACCTTCTTTGCA
CAGTCAAAGCTGTTCTTGTACATCAGTTCTCCAACAAAGGATCCAGTGGACCTCTGGTTC
TGCATGCGAGTCTTCACCAAGTCGATGGGGTATACTGCTGTAGCACCAGTGGCTCCAGCA
ATGGAACCCAGAAAGAACCTGTAGCCAGACTCTGCTGCCTGCAGCCATATGGGCCTGGAG
CCATCTCCATGGGACTGTTTTTGGCTTTCGACCAAGTGGTGGGGCAGACATCCTTCTTCT
AACGGAGCTACTCTTTCAATGTCAAGGAGGTTCAGACGCCCAGAGGGAGAGTGCAGGCCT
GATAACTGGTACAAGATATCAATTTCCATCGGTGTGATCTGACCAAACTTGTTGGCAGCA
TGCACAAACTCCTCTTTAGTCACAAGCGTGTCCTTCCGCGTGCCGGCCATCGTGCTGTAG
ATCTTGCGGATCAGCTNCCATGTTGTTCAGGAGGGAGTTGAACGCGTTAAAGTAGGAGAA
GCTGACCATGTGAGAGGTGCTGCCGCCTGCAGCCGACACAAGATTCTCCTCCACAAAAGG
AGTCAGCATGTGGTGTCTGATCGTGGCCATTATGTCACTGAAGTCCATAGCAGAGATAAC
GCCGTTCTTCCCTTTGTCCTTCTGGGCGAACGCTTGGCGGGCGTGCTCCAACTGCAGCTC
CTGCAGGAATTGTGTGAACTCCAGGTAGCTGAGGTGTTTCTTGCGATCGTTCCCAAAGTG
CAGGCGGATGAACTCGCAGTCCCAGTTGAAGGGAATGTGGTGGTGGACCGTGGTCTGACT
GAAGATGTCCCGCACATTCTCAAAGGAAACGGTCCCGGTTCCGGTCTTGTCAAAGAGTTG
AAAAGCTACGATAAAGAGGGCGTCTGGTGCACACAACACTGACTCGAAGGCAAGAAACTC
CTGGAATGAGATGAGCCCGTCCTTCGTGGTGTCAGCAACAGCTGCAATGAGTTGGACAGT
TTTGGGATTGTGGTGAATCTGTGTATGAAGTCCCAGATAGTTCTGTACAAAGTCGCCTGG
AGTCATAAACCGTTCCCCATCCTTGTCCACTATACTGGCGTACTTCTGGAAAATGGCTTT
CAACTCATTTGGGTCCCCGCGTTTGGTCGATTGCACCTTGACCGCCATGCTGATTTGACG
TCATGCGCAGTCCCCGGCCATA
>CL5676Contig1
TCGGCACGAGGTACAAGGAAGGCGTATGGTGTGGCTCTGGCCAAACTGGGCCAATACAAC
GAGCATGTGGTCGTGCTGGATGGCGACACAAAGAACTCCACCTTCTCTGAGCTTTTTAAA
AATGAGCACCCCAACCGCTACGTGGAATGCTACATAGCAGAACAAAATATGGTGGGTGTG
GCGACTGGCTGCGCCGTTCGAGATCGCAACGTGGTGTTTGCCAGCACTTTTGCAACCTGC
TTTACTCGAGCGTACGACCAGCTACGCATGGCCGCCATCTCTGAGAGCAACATCAACCTG
TGTGGCTCCCACTGTGGCGTCTCCNTTGGTGAGGATGGACCCTCTCAGATGGGTATGGAG
GACTTGGCCATGTTCAGAGCCCTTCCTACAGCAACCATCTTCTACCCGAGCGATGCTGTC
TCCACCGAGAAAGCTGTGGAGATCGCAGCAAACACAAAGGGTTTATGCTTCATCCGAACC
AGCCGCCCAGAGACCAACATCATCTACAACTGCAACGAAGACTTCCACGTTGGACAAGCC
AAGGTNGTCTATAAAACCAACGAGGATCATGTGACTGTGATTGGAGCAGGAGTGACCCTA
CATGAGGCTTTGAGTGCAGTGGAAATACTCAAGAAAGAGAGGATCAACATCCGAGTGATT
GACCTCTTCACCATCAAACCTCTGGATACCAAGACCATCATTGAGAACGGCAGGGCCACC
AGAGGTCGAATCGTCACCGTGGAGGATCACTACTATGAAGGTGGTTTGGGGGAGGCGGTG
TGCTCTGCGGTGGTCAATGAGCCGGGCTTCACCGTGCACCGCTTGGCGGTTTCCCAGGTT
CCCCGGAGTGGCAAACCCCACGAGCTGCTTCGCATCCACGCCATTGACCGTGAGGCCATC
GCCCAGGCGGTGCGCAAAGCTATCAGCAGCTCTGCCAATGCAAAGTAACAGGTGTGTGGG
TTTGCCTGTCACTCACCAGCAATCACCATGGAGACAAGAAACCATCAAAGAGGGAGGGGC
TAAAGTTCCTCTCTCCTGTTGAAAATAAAAAAATTGATTTTAGAGAAACATGTTTTTTTT
CCATGTTTTATGAAACACCCCCATTCTCTGAGTTAAGCAAAAGCACCACCCCTGCACGCA
CACACCTCCACCCCCCATGTCCTTCCTCCTCCTCGGAGGAGGAGCCTCTGGTGCTCCAAC
TATTTCAATAAAAGACTTCATGTGGATTCAAATTTTTTAAACTAATACTTAAATAAAACC
ACTTCTCACTTTTCAGTGTCACCACTTTATTATCCCAGTGCGTAAAATCCACTCTCAGAA
GCTTCTTGAATTTGAAATCTTCTGATTCTTGGGCCGAGGAATCATCACATAAAAAAGAAA
C
>CL5677Contig1
TGCGGCCCCTTCAGCCCGCGAACTCTGTCGCTGATGGGGATCTTCTGCAGGAAGGTGTAA
CCCTCCGGCTCAGGGAAGTACGGAGTCTCCATCTGGCCAAAGTTGAACTCCACAGCACAG
TTGTGGCACATGACGTGAGGGAAAAGCGCCTGACCGTTCAGAGAATCCTTCTTGACATGG
AAGGCCACAGATGGTTCTCCACCATTTTTGGAGAAGGACAACACCACCTCATCACCCTCA
AAGTCAATGAGACAACAGACGACGTCATTCTCATCAAATGCTTCTCCAAAGTCTTCCGTC
ACGCAGTTTGTGGTCTTTTTGGCTTTCCCAGAGTATGCATAGGAAAACTCTTCCTCACCT



AACAGTAGTGAACCAGTGACCAGAGACCATCCAACCTGCACATCATGAATCTCCATGTTT
TTGCTAGTTATGTGCTTCACTGGAATTTTCTCTGTAATCTTCATCTCAAAAGCAGGCTTT
GCCTTTGTTCACGCCATAGTTGGCTTTGCCCCCAGACCAGAGGTAAGCAAAGCTCTCCAT
GGTGAGAGATGAGGCACTGTAGCGGTCCCGCGACACCTTAAAGTGCAGGTCGCAGTTGTA
GGTATCCAAGCAGACTTTAGTGTCATCAAACTGCTCATCTTCTTCCTCCAGCGGGGGAAC
CGGAGATTTGAAAGAAGCGCAGCTGTATTTGTTCTCTTCAATAAATTCAAAGTAGCCCCT
TCCATGTTCCTCCCGGCGTCTCTTAACACCCTTCTTATTCTTCTGATCAGCATTCGTGTC
TTTGTCCGCATCCCCCTCAGCAGCTTGCTCCCCGGGCTCACCATCCTCCGTGTCAATTTT
TTCCATGTCGTCCACATCTCCCTTCAGCATCTCGTCGTCTTCGTCGCCTTCTTCCCCCTC
ACCCATGTCTGTCGTCATCCGCTACGCCATTGCCCTCGTCCCCATTATCATTATCCTGTT
CTTCCTCATTAGCCTCCATGCTCTCTTCTATCGGGCCGTCGCCTTCCTCTTCCTCTCCCA
TCACCTCCTGTTCGGCGGCCTGTTCGAGGGTTTCCTCCTCCGATCCCTCCTGGGCCGCAG
AAGAATCCCCGACCAGGGCCTCCTCGTCTAGCGCGGCCTGCAGGCGGTCCATCAGCTCGG
CCTTCAGCCCCTTGTCCGACAGATTACGCTTCTTCAGCTCGTCTTTCAGCTCGTTCACTT
TCAGCTTTTTCACGTTAATTGTGCTCATTTTGAATGCAAGAGTACAAACAGTTTTTAAAA
AATCGACGATAAATAAATAACTGAACGCCTATAGACAGGAAACTGCGCCAAAATAGCACC
CGCTGTCCGACCCCGGCCATAATGCCCGGGTTAAACG
>CL5678Contig1
AGAAGGAGTCCAAGGAGCGACCGGAGGTGGAGGAGTCGGACTCTGACGAGGGCGTGGATC
GCGGCGGGCAGGACACCAGCTTCATGTCCGACTTCGACTTGATGCTCGCCAAGAGGAAGG
CCATCAACAGCCGGCGCCGGCGGCACCGCGACGGCGGCACCTTCATCAGCGACGCCGACG
ACGTGGTCAGCGCCATGATCACCAAGATGAACGAGGCCGCAGAGGAGGACCGAACGCTGA
ACAAGCAGAAGAAACCGGCGCTGAAGAAGCTCACGCTGCTGCCGCAGGTCGTCATGCACC
TGAAGAAGCAGGACCTGAAGGAGACCTTCATCGACAGCGGCGTGATGTCGGCCATCACCG
AGTGGATCAGCCCGCTTCCAGACAAGTCCCTGCCAGCTCTCCGGATCCGGGAGGAGCTGC
TCCGGATCCTGCAGGAGCTTCCCAGCGTCAGCCAGGAGACCCTGAAGCACAGCAAGATCG
GCCGCGCCGTCATGTTCCTCTACAAACACCCCAAGGAGTCACGCCCCAACAAGGACCTGG
CCCTCAAGCTGATCAACGAGTGGTCGCGGCCCATCTTCGGCCTGACGTCCAATTATAAGA
GCATGACGAGGGAGGAGCGCCAGCAGAGGGACCTGGACCAGCAGATGCCGCAGAGACGGA
GACCCAGCTCCGGGGGTCAGACTCCACGCCGGGACCTGGAGAAGCAGCTGACCGGAGAGG
AGAAAGCCCTGCGACCCGGCGACCCCGGCTTCTGCGCCAGGGCCCGAGTCCCGATGCCCT
CCAACAAGGACTACGTGGTCCGACCCAAGTGGAACGTGGAGGGCGACTCCAGCAGGGGTC
CCGTCAAGAAGGGCATGTCCCGCGTCGACAAACAGATGCGCAGATTCGCAGACATCCGGC
GCCTGACCAAGCCGGGTCACGCCGTGAAGATCAGCGTGGAGGGAAACCGGATGCCGCTCT
GATGCTCGGATGTGTACCTTTTCTGTTTTTGTAGGATTATCGTTTTATTACTGTCTGTGA
AACGTCCCGCCGCCGCGCCCACAGAGGAACTCCGTGACGTTCTCCAGACGTCAGGATCGT
GAGAACCCGCGAACGGAGCGGCTGT
>CL5679Contig1
CGGCACGAGGCAAGCTCTTAGCACTCTGCGGTACCTAAATAATAACCCAGACATCTTCAG
TGCACATAAGAGACCAATTGTGGAGTTTTCTCTGGAAGATTCAAGGAAACTCAAAATAAA
AGAAATCAGAAAGCAAAAACACAAGGATTTCTTGAAAAGTAATGCTTTTAAAGGGGGAAA
GCCTCAACAGAAAACCCTTGGAGACAACGCCAGACTTCAGAAAAGTGGAAATGAAGAACC
AGATCAAAAGAAAGGTAATCCCGAAAAGCAGAATCAACATGGATTCTATTCAGGTTTCCA
GACCAAAGCTGCGGTCGAGCATGTCGATTTGAAGAATGGAAAAAAACGAAAGAAGGTTCT
ACCTTTGCCATCTCACCGAGGGCCTAAGATCAGAATGCGTGACAAAGGAAAGCAACAAGC
CCCGCCTCCTAAAAAAGCAAAGCCAGGATCTAAAAGAAGCAATCAAAGGAGGTTGATGGT
TGAAAAGCCGTCACAGCTTAAAAATCCGAAAGTCCAAAATAAGAACCGGTTCAAGAAAAG
AGAAGGCGACCGCTTTGAAAACCTGGTGGAGCAATACAAGAAGAAACTGTTGGGCAGCGG
TAACAAGGGAGCAGCTATTAAAAGAAACAAGTGGTTTGATGGTTAAAGAAAAATGGATGC
AAAGAAGATGAGAGATTTCTCATTTTGACATGTCAAAAATGTCAAATTGTACAAAATCTG
AGGTTTTCGGTCACTGCAGAAAGACAATTTTCAAAGATTTAGTACCTGTGTAAAAAAAGA
AGTCTCTATTCTGATGTATTTTCCAATCTCAGTTCTTTTTTTTGTTTGTTTTGAACAAAT
AAGTGAACTATGTAAAGAAAAAATGTGTTCTGTTCATTGCTTTTTCATAAATATCTTTTA
AAGTAATGAGTTGTATTTTAGGATGATTTCCCATAATTGTAAAGATCCTTCAATCACCCT
TAACCCTTTTGTTTCCAGTAATGTGATCTGATAACATGCAACCATGCCCACTCCCAAAAG
AAACTCTAAATGAAGAAATAATCTCAGTTTTGTTTTTTAAGATTGGATTCAAAATAAAAA
CAT
>CL5680Contig1
ACACTGAAAGCTACTGCCTGGTCCTGCCTCCCAACCTGAAGTCGGCCATCGCCGCCGTCA
CTTACATGGCAGAGCAGCTGAGGAAGCAGGACATAGACGACACGATGACAGGGGACTGGC
AGTTTATCGCCTTGGTGGTGGACCGACTCTTTCTGTGGTTGTTTGTCGTCATCACCACCC
TGGGGACCCTGGCCATGTTCCTGGATGCCAGCTTCAACTACACACCTGACAACCCATTCC
CATAGAGGACCACACACACACACACACACACACTGCGGTTGTCACTCCTCTGTGATCACT
GAACCTGACGTTCCTTGACTGAAGATTCCTCGTAGCTNTGATAGATTGTTCCTTGTGATC



ACGCCGTCCAGCCCGTTGGTGTTTAGCTCTATAGGAAATTTTTGTTTTGTTTTGTTATCA
TTGGACTCTTACATCTCATTTCTTTCATCTGAAATCTGCTGTGACTTACATGGTCGCCAA
CACTGCAGTACGAAATGTGGACACTAGAGAGCAGTAAGAAGCTAAAAAGGTTCAAAAAAG
CAACTATTCTGTGCAAAAAGGACATTAAATTCCCCGTAAAAACTAAAAGAAATTGTATTT
TTACAAACTTTTAGGCACCTGTACGGATTATTGTGTATCTAACCAAAGTAAATCT
>CL5681Contig1
CCCGGGCCTTATGGCCGGGGGTGCGAATTGTAGTTTATAATTTAATGGTTCAAATTGCAG
TCTGACCTTTGTGCTCAGTTCAAAAAGGACTCTACCACCAGCACGGGGCGCGTTAGTGGG
ATGAAAGCAGCGGCTAAACTCATGAAGGTGTTCATAACCAGACGAATCCCACAAGAGGGG
ATGAAAATCCTGGCAGCAGCAGAAGGATGTGAAGTGTCTCAGTGGGACTCAGATGAACCA
GTACCGCGATCAGAGCTCCTCAAAGGAGTTCAAGGAGCTCACGGTCTTCTGTGTTTGCTG
TCAGACAAGATCGACCAGGAGGTTTTGGATGCTGCAGGGCCAAACTTGAAAGTAATCAGC
ACCATGTCTGTGGGATTTGACCACTTGGTCCTTAGTGAGATCAAAAAACGAGGCATACGT
GTCGGATACACTCCGGATGTCCTGACGGACGCCACTGCTGAGCTGACCGTTGCTCTGCTG
TTGGCCACATCTCGCAGATTACCGGAAGGTGTGGAAGAGGTTAAAAGTGGTGGCTGGAGC
TCATGGAAGCCTCTCTGGTTGTGCGGTTATGGTCTGTCTGGCAGCACAGTGGGGATCATT
GGACTCGGACGCATTGGAATGGCCATAGCTCANAGGCTTCTGCCCTTTNGGGTGAAGAGG
CTGCTGTACTCTGGGAGAACAGCCAAAAGCTACGCTGCAGAGGTGAATGGAGAGTTTGTT
CCACTGGACACACTTACATCTGAAAGT
>CL5682Contig1
CGGCACGAGGCTAAAGGAAGACGAGGTTTTGAAAGAACTGCATGTTAAGGTTGCACTGTC
ATGCCTTATCTCACTTGGTGCTGAGACAGCCTTCAACAGTCCTAGTTACATATACAGGGT
GTATTGTGGGGATGTGCCATGGACAGAAGGACTCGACTGGCTGTCATCAAGTAAAGAACT
CTACCAGCTCACACTAAAAGCCTTCAGGCTAAGTTTCAAGCTCTTGTTTGATCAGGCTAG
CCTTGGGGCAATGGAGTCCCACGAGGAGTTGTTCAGCACTTTAGAAGATTATGAAAGAGA
CTGGTACATCGGTCTGGTGACAGAAAAAGGCTGGCATGATGGCGTCCTTCAGGAGAAGCC
CTTCTTATTTTCCTTGGGACATGATCTTGCCATGGGTACCTACACAGGCCGAGTCCTGAC
CCTGCAGGAGCAGTTGGTGCAGGTAGGCCACCTGAATGGCGAGGGGGTACGAGGCCAGTG
GGCGAACCTCTCCTGGGAACTCTTGTACGCTACTAATGATGACGAAGAGCGCTACAGCAT
CCAGGCTCACCCTTTCATGCTTCGAAACTTAACCGTTCAGGCAGCCGACCCTCCTCTGGG
CTACCCCATTTACTCCTCCGCGCCCCTTCACTTCCCCTGCCTCTGACCCATTTCCACTCC
AACCTCTTTTTACACTCGGTCTTTATAATCGGTATTACCAACTAACATTTCTATTCTTTT
TTTTCGGAGTAAACTTTTGCATTTCAATACAAATCCTTTTTTTTTTTAAACCNGCANACT
TTTAACTTNGGAAGTTCATTTTCTACATTCTACTAACAAAGGGGATTCNGGGGGCTTCAT
NGATCTAGCNGTAGCAAAAAGAAAACAGNCNCCATTTCAAAGAAGTTACAAAAGTTTCAA
AGTTTATTTAAACAAAAAAAAACATTTCGTNGTTTAAACAGGTTATTTAGGNCANCNCTA
AGGTTAAAANATTACG
>CL5683Contig1
AAGAGAAGCCTGGTCAGAAAAAAACGAGAGTATAGTAAACAAAAGTGTATTACATTTCCC
TTTTAATAAAGCCATGCTGAGCCAGTCTCCTCCCCAACATCGAAACAACGCAGTCAAGAG
GAACAGCCAGCCGCACATAATCCACGCAGGCCGGAAATGGGCATAGCACACTTAACAGAA
CAAAGTACATAGATGAAAATAACAAAACAATAAAAATAAAAGCTTTTGATGGTTATATTT
ACAATTCTACATTTTATTTTCTTTATGTGTTATTTTTTATCTTTAGCCGATTACAGTTAT
GATACATCAAAGCAAAGCATTCCCGTTCATCAGCTCAATCTTCTGTGACATGCAGGTACT
TTGCTCTCGTCCTCTGCCTGCTCCACCTTTTTGAGGTTAAATGAACCATATTTCCATCTT
AAGTAATATTCCAACACATTCTCTTGTCCTCACAAGGCTGAATAACATTTGCCCTGCTTA
GATCTTTAATCAGAAATAAAACCTCTATTATATTGGCTACATCATGTAACGAAGGCTCAC
CACTGATTTTACGGAACCTTTGAGTGCTGATAACAAGACAGTATATTTTACCGATGGATG
AGTGTTTTAAAGAATGTTGGATGTGCTTGTGACACTNAGAGGTGTAGTGAGACCTTCTTT
ACGCCTCTATTCACAGAACACACCAAAGTGCCTGAAAATTTATTTCTTGAAAGAATAAAG
GAGAAAAAAAAACAAGTTGGTCACATCCACAAAGCAGGGTGAAAGGTGAAAACTCATAAA
CTAAGGAATTTGCCACCCGAGACTCCCAGATGCAGGAAAACAAATTGAAAAGCTTGGTGG
AATTTTACAGCTGGAAGACTTAAATGCCAACCTCAATCACGACTATTTCTGCATCTGTGG
TGGAGGGAATTTCAATGGCTTGAGCCGTCAGCCCTGGCTTAGTATCCATCCAGTTTATGC
AGATTTTTATGAAGAAAGAAATCATTTGACGATAGATGTCCAGATTGTTAAAATCCATAG
ACATTTGTCTGTGTTTGCACCTTTGTGTTCGCTATCAGTGAATTCCAATCATTCCATGTT
TGGATTAGATCATCAAATTGAATTAAAAGGAATAAAAGATTTCTTCCAAAATCTTGGGAT
TTCTGCATGTGTCGCTGCAGTTGCGTAAAGATCCACTCCATTAATGAAACCTATCTTTAA
CACGTTCTTGTAACAATTTTCTCATGATGGAGGACATCTATAAAGAAATTTAAGCTCAAA
ATTGAATTTCTGAGTGTTTCTTCATTCAAATCGCTGGGAATCAGGAGCAGGTTAAAATAA
CGTCATTGGAAAAGGCTCGTAGCGGGACGTAGAACCTACAACAGCAGGCCACAAGCTCCC
TCCTCTGCTCCATTCTAATGCCTCCACTTGTTTGATTATATTCCATGTATATCTTTGTTT
TTTTTGTGAATCGACATCTGGCTCCAAACTGTACAGCCGGACAGCCCCAATAATGCTCTC
CATTTTTGTTACACTGGTAATGTTAGGTTGGGGTCTTGAGGGGCTGTAAGCTAGCAGGAG



ACATAGTACACAGATGGCTGACGGGAATGTGGCA
>CL5684Contig1
GGNCTGCAGGNAATTCNGCACGAGGGGCGAATGCGGCGTCACCATGAGACAATCCGACCG
TCCGTGCCGGCTGATGTGAAAAGTCACGGTTGTGAGCCTAAACCTGAGCCTCCTTGTTTT
TGTATCCGCACATCTGTCATAGGGATATGAGATTCGTCAAGCTCCAAACGATGGTGGACA
TGTTGGATTGAACACTCCTGGACCCTCATCTTGGATAAAATTGAATCTGCGTGCTGCTCC
TTTTTTTTTTAATACTAAATGTTGTTTTGAAAGGCCAAAAGCTGAGAAGCTGAGGAATCG
ACTTATTCAGACATCATTTTTCCCAATCGGAGTATCCCTCTTTACCTCATCTTCACCTCC
CTAAGAGGGAGAGAGCAGCAGCCACCATGGTGCTGTCCCAGAGACAAAGAGATGAACTAA
ATCGAGCTATAGCTGATTATCTTCGTTCCAATGGATATGAAGAAGCTTATTCTACCTTCA
AGAAAGAAGCAGAATTAGATATGAATGAAGATGTAGACAAGAAGTATGCAGGACTCTTGG
AAAAAAAATGGACCTCGGTTATCAGATTACAAAAGAAGGTGATGGAGTTGGAATCAAAGC
TAAATGAGGCAAAGGAGGAGATGACACACGGCGGTCCTGTGGGTCAAAAGAGAGATC
>CL5685Contig1
TTTTTGTCTTTTTTATTCAAGAATGTCCAAAAAAAGCTCAGCCAAGGTTGAATAACACAA
GAAAATCTCACAATTATCTGACCTAGAAAGGTGAAGGAAAGAGGCAGCTTACAGTGAACT
GAAGTCCGTTTATCACGATAACAGAAACATTTTGATGCATGTACCCGTTGCTAGTAAAGC
TCAGTGTTTTATCGTTCTTACTGAAACATGTCTGGAGGAAAATCTGAACGGGGTTTAGTA
CATGTCTCGAAGGCCCAGACTTCCACGGTGCGCAGAAGAGCTGTGGGACACGGTGACGCT
GTAGCAGTACAGCAGATCCGTCAACCACTGCTCTCTGGTTCCACCCCGAGAATATCTCGT
GAGGAGCAGCATAATCTCCTGCAGCAGAGTAGCATTAGCCAGCAGCTGGTTATGGAGTGG
CGTGTGCTGCAGCAGCATGGAGAGGATCTGCCCGAGCTGCGGAAGCTTCTTCTCGGTCAC
GTCTGTGGCGCGCATGGACTGCAGAACCATTCGCAGCAGGCGAGGGACTCTGCTCAGTGC
TGTAATGCAACAACTCCAAATCGCCTCCCGTTTGTGGTTGGTTTCGGTTGGTGCCTCCTG
CTGCAGAGCGACAAGCAGCGCCAGCAGACTGAGGCAACAATGAGACAAGAAGCGCAATAC
AGGCTCAAGTGGCAGGATGGACAGATCCAGTAATCTGGATACAGCTCTCAGCAGCCCAGN
TGCCATACTGTCAGGAATCACCTCAAACTTGCTCAGGTATTTGCAAATGCCATTTTGCAG
GATGTCAAAGCACTGAGACTTGGAGCCCATCGTTTCCAGCCAGTGGCAGACTTCCTCAAC
AACATCCCAGTGATGCGTGAACTGCTCCAGCGGGGTGGCGTGGAGACACAGAGGTGCCAG
TGGGGTGGGGGACAGGGTGCCCTCATCCTCCTGCAGGATGGCGAGACTTTCAGACGAGAA
GCCGGTGAGGGTGGAAAACAGGAAGNTAAAGTAGTCCACGTCCTGCAGGGCAGCTTCCTG
GTTCCCGACTGACCACCCGTTTAGAGATGCACCTAAAATGAAGGATTCGGATCAGAGAGG
CAGCAAGGCTGGCTGAGATTCGTCCTGCACTGCAGCAGCTGCTCAGATTGGCCAGAAGAG
GCTGGGACAGGATGGGGAGAAAGTAGAGGAGCTGCACCATTGGCTTCTGGAACTCTGCTG
GTAGAAGCACCATAACTCCATCCTGTGGGTCATAGAGTGTGCAGGCGTGTGTCTCCAGAC
TGTCGAGGAGGTCTTTGTCCCCTCGAGAAGCTGCAGCATGAATGGCAGTGATGAGTTCTG
CAGAGAATTTTGGGTTACGGTGGCCTAGCTGGGACAGCTGCACAGGAAGAGAGGCCAGCC
AGCGAGCCCCCGGCCATAAGGCCGGGT
>CL5686Contig1
TGAGTTGTGGCCCCTGCTTGATTTGCTGCTGGAAGACTGTGGCGAGCAGGAGCGCTCCAG
CTTCTCGCAGTCTGGACTGATGGCGCCCCCGCTAGAAAGGGAGGCCCTTCGCTGGCGGGC
CATGCTGCTCAGGACGTATACAGCTGAGGAGTCCAGCGGGGTGAAGTCATAGCTTTGTTC
TTGACGAAAAATGGGTGGTCCAGTCTGCATTCTGCGGTCAGAAGGCCTTTTTCCATTGAG
CCCGAGTCAAAGGTCAGTTTAAGAACTGCCTGGCCAAAAGAAATCGTCTCTTCATGACTC
ACCAACTTGAGTCCATCTGAGCCATAGCGCTTTAGAGAGAATGAGGACGGCATCATAGTT
TCATCGTCGGACTCGTCGTCTGAATCCCTGAGTTCGTCAGCTTCCTGCCAGTCCACATTT
GGACCTCGATGGAAACGTAGGCGAGTCCCTTTCAGGAAGCAGTGCCAGGCTGTTGAGGGC
CACGAGTGAGACCAGGCCATGTCTTCATCATCAGAAAACGAGGAGGACATTGAAAAAAAC
CCAGACTCCGATTCACTGCTGGCCCTGACACGTCTGCGCTCCCCGAGGTGGCCTCTGGAC
GGGTTGGGTGCACTGCTTGCTAATGGGGGCCGGGCATAGGAATGTAAATTATTGCTGTTG
CCAAAGATGTGAACTGGAGATGACCTTATGTGTAGAGCATCCTTTAGCAAAGGACTCTGG
GGACTGGTGGCAATTTTGGCCAACTCAGCGAGCCAGTTGGTGTTTGGGGCGCCGCTGAGC
CCCTGATGAGACACCGCTCCCACCTGGAACAAGGCCGGAGACCTCTGGTCCTCCTCCACC
TCCTGCAAGTCTGGCATATCATCATAATCCATGTGGCACCCAGGTGATGGAGACAGGTCC
TCATTACATTTCAGAGGATCAAAGGACTCGTCCATTGTGACAATATCTTGTCTTGTTTCT
TTTTCCAACAGCAACAGCGCACTTATACCGCTTTCATCATCAGACTCTAGCCATCACCTC
GTCCGAATTCCT
>CL5687Contig1
AACAGGTGAGAAACAAGTCTCAAAATAATTGATAAAGAAAATTGGAAATGGAAAATTTGT
CCTTCATGAAGGTTTGAAATCTATTTAAACTTTAAAGCACGTTAGAGCAATAAACATAAA
AAAACAGTCACAGCACCAAAGAAAAGTAACTGTTTTTATCAATTGGTCAAAGAGTTGAAG
AAATTGAATCTTGATATCCTTAAATTCCCACTCCATTCATCTTTTGATCTATTGTAAAAG
CGTTCCCAGTGGTCTTTTAATTACGATTTCTGCTGCTTTATGCCAAAATAAAAAATCTGT
GTTATTTTCTTGGACATAGTTTCTGCAAAGTGGCAGTAGTTACCAGAAATACGCCTTTGA



GTTCTGGGTGGGACTGTTGGCATGAAGCAACCTCCGCCCCTCTTCCCCTTCCCGTTACTG
GGAGCTCTCTGTTTATGCGTTCTGCTGCTGGTTTACAGCCCCTCACACATCCTGGCTTAA
GTGTTTCATACGATGAGTGTTGTTTCTATGCTGATGATGCTGCCCTTCATTGCTGTGCCG
TTCTTCCTGCTGACTCTGCTTCCACTCCGTGCCTACAGGGACGGAACCAACCTGGAGATC
CAGGTGGACATTGAGACCAAACCAAGCCACCTTTGCCTGACCAGCGAAGAGGACCTAACA
CCACACCCAGGCTGTGCTGCCACAGTGACAGGCTCAGGAGGGGAAGAGCCCCAGGACTGC
AGCTCCAGAAGGGGTGGGGCTTTGTCTGGCTCAGTGTTGGGTCTATCACCGGGAGCCTCA
ATCAGGGAGGGGCTTAGGGATGTCACTTTGGCCCAGCCGGAGAGCATCCGCAGCGACCTG
GAGATGTCGGACACCCAGTCTGACGACATTGCAGAGTTGACATCCGACGACTGCGACTCG
CCTCATCCCAAGAGCTGCCACCCAGCTGCAGGCCAACCGCCACAGCCCACCTCCTGCAGA
GCACCCCCCACAGACGGCCTTCACTGTCCCACAGACAGCAAAGTCGTCCTCTACGTCTGA
GAAGCCGCCGGGGTCGCCCAAAAACTTTTAAACGTTCACAGCCAGTTCCGCTCTGTTTTA
AACACGTTCATCTCATCTGCTGCTTTTGCAACCTGCAGACTCTGTCTTTACTACAGACGG
CGTTTGTTTACTCCTGTCCGTCTGTCTTACCTGCCAGTCTCCTCTCTGAGTAAATGGTCA
GGGCTCTACCTCTGAGATTTGTAAGATAAGGACCTAAGTTACT
>CL5688Contig1
GGCACGCTTCTCGGCCTTTTGGCTAAGATCAAGTGTAGTATCTGTTCTTATCAGTTTAAT
ATCTGATACGTCCCCTACCCGGGGGACCATATATTAAATTGATTTTTGGAACAGGGAGAT
GGAATAGGGGCTTGCTCCGTCCACTCCACGCATCGACCTGGTATTGCAGTATCTCCAGGA
ACGAAAAAAAAAAAGAAAAAAAAAA
>CL5689Contig1
AGCCTGCTTAAAAGCCAGTTGACAAAGGCTAGCTAGGTTTAGCTGTCAGCCGGGTTTCGT
GATTCTGTTGGCATGGAGGTAACACGGACGAATTTTAAAGAATGTTTGAGCCATGTGTAC
AGCGCTATAGACGAAGCGGATTTCCTTGCTATCGATGGAGAATTTTCAGGGATAAGTGAT
GGTCCAAGTGTCAGCGCTTTAACAAACGGACTGGATACGCCAGAGGAGCGATACGTCAAG
CTGAAAAAGCATTCCATGGACTTTCTCTTGTTCCAGTTTGGATTGTGTACCTTCAAGTAT
GACCAGGAAAAGTCAAAGTATGTCACAAAGCCATTTAATTTCTATGTATTTCCAAAACCC
TTCAGTAGGACGTCCCCAGATTTAAAGTTCATCTGTCAGAGTTCCAGTATTGACTTCTTG
GCCAGTCAGGGATTCGACTTCAACAAGGTCTTCTGTCACGGAATCCCGTACTTAAATCAG
GAACAGGAAGTGCAGCTGAGAGAGCAGACAGAGGAGAGAAGGAATCAACATGCTAACGGT
CTCGGGACGCCATCCTTCATCTCTCCATCCTCCAAAGCCCCTGCACATGTGCCTGATGAG
CAAAAAGATTACATCAACAGAGTTGTA
>CL5690Contig1
CACGAGGCAAAGCCGTGCTTCAGACTGAAACATGGCTCCTCGCTTTGCTGATTGGAACGT
AAGACCTGCGCTCCAACAACGAATCCTAACTCTGCAAGAAAAAAAAACTTTTTTTACTCA
ATCCATTTTCTGACTCCAGCAAAGATGTTTCTTTTCCATTAAACTGAAACTAGTTTCTGA
CTTTTTTCTGAGCTGAAAACCCAGAAAGATGTCGACTCTTAAACGAGTGAAGATTTGTTA
GAAAACAGCTATAAGTGACATTTTTCTTTTGTCTGGAACGTGAGCCGTCTCTGCAGTTGC
TTTACAATAAGACATTTCCAGCCTTTAGAGGTAAAAGTCCAAATAAAGAG
>CL5691Contig1
TTCGGCACGAGGAAAGCAGGATGCCTTCTACAGAGAGCAGGTGGCGCGGCTGGAAGAACG
GAGTACTCAGTTCTACAAGGTCACCACTGAGAACTATCATAAAGCTGCAGACCAAGTGAA
CGCTAAGTGCAGGAGGTATGAGGTGAATCCTGTATGTGCAGATCTTCAGGGACAGATCCT
TGCGTGCTACAAAGAAAATGCGGGAAGAACCCTGAACTGTTCCAATATAGCTGCTCTCTA
TCTGCAGTGTGTCAACAACGCTAAGGAGAAAAAGTTGAAGACCGGGGGTTAGGAATGAGA
ACCCGACGAAAGAAGGAGCAATGTAAAGTGTATTGTGAGGGATTATCAATTGACAGACTG
ACAGATTAAAGAAGGGAGATGGAGAATGAGTCAGCACCAAGACCCCCACCCTCAAACCTC
TAAGAAGAAACAAACCCTAATGGAGGCAGGTTGGGAGCAGCGAACACAGCACCTTAACAT
AGACAGACAGCTGTTTATACCCTCAGGACCTACCTTTCTTACCTCTCTTACCCTTCATGC
ATCTCCACTGTGACCATGTTGTGGGACAGCTGTACTGTCCCACACTTTAGAGACACAAGC
TATAAAGGGGTCATGAAGTCACAGCATCTTTAACCAGGAGCACGTCTGAAAACGTCTGTC
ACATTGAACCATCTCCACTCTCCCTAACAGGTAGAAACCTATTTATTCAAAGTCAACAAT
GTTGTTTTCTCCATAGTTGGTTTTCCTGCTTTACAAGCACTGTCATGTACACAGTTCTAC
AAATGTGTATCTGTTCCTCTGCTTCTGTGTGACTATTTGTGTTGATCAACCACTCCAGCA
TTTGTAACAA
>CL5692Contig1
GCTATGAGTTTTAATGTTTTATTACTGATTTTTAATTTCTTATTATAGAGTACAGGTGAG
AAAAACCAAACTTTCTGCAGTGTTTCAACAGAAGGCACCTGATCATCACAGTTAGGTAAA
AATGATCTCAAATTTATTTCTAAAGAAGAAAAAGCAAATCCTCCTTAATAAATGCTGCAA
AAGAAAAAAATGGTTACATTTTTTGCTACAGAAATTAGAAAAAGAATAAAATCAGCATCT
TCAGCTGGGATTTACATCCGTTTTATAGCTACTGTTGTGAGCCGAGGTCAACCAATGCAG
AGTTGTAATAAAACCTTAAAGGCTTGAAACAATAAACAGGTGTGAGAAAGGTCGTGCAAA
AGGACCTAGAAAGTGCAGTTTAGCTGGCGTAACTGCAGCTCTGCTCCACTATCCGCCTGC
CTGATCCCCTTAGGGTGTCTGAGGCTAAGTGACCTGTCTGAGACATCATCCTTCATGCCA



GAGTGGCCTTGGGAGAGCTCATCTTCATCATGCAAAGGACAGTGACCAGCCTTCATAGGG
TGACTGAGTCATCCCACTTAGAGTGCATCCTTTGGAGATTAAACACAGGATATGTCAGTG
TTCG
>CL5693Contig1
CTCTTTTCCATTAAAGAACTCCTTGACGAGCTGCTGGATTTTAGGGATACGGGTGGATCC
TCCAACGAGCACAATTTCGTCAATTTCAGACTTCTTCAGGTCAGAATCCTCCAGCACTTT
CTGCACAGGCTTCATGGTAGAACGGAACAGATCCATGTTCAGCTCCTCAAACTTGGCACG
GGTGAGGGTCTCAGAGAAGTCTTCTCCCTCAAAGAAGGACTCGATCTCAATGCGGGCTTG
ATGTTGAGCAGACAGAGCCCTCTTTGCCTTCTCGACTTCACGACGCAGCTTCTGCACAGC
CCTGTTGTCTTTGCGCACATCTTTGCCGGTCTTCTTCTTGTACAGCTTGATGAAGTGCTC
CATGACACGCTGGTCAAAGTCTTCACCTCCCAGGTGAGTGTCACCATTGGTGGCCACCAC
CTCAAAGACACCGTTGTCAATAGTCAAGAGGGAGACGTCGAAGGTGCCGCCACCCAGGTC
AAACACAAGGATGTTCTTCTCGCCGTCCTTCTTGTCCAGACCATAAGCGATCGCAGCAGC
AGTTGGCTCATTGATGATCCTCATCACGTTCAAACCAGCAATGGTTCCTGCATCCTTGGT
GGCCTGGCGCTGAGCATCATTGAAGTATGCAGGGACAGTGACGACGGCATGAGTGACCTT
TTTGCCCAAATAGGCCTCAGCAGTCTCCTTCATCTTAGTCAAAACCATAGCAGAGATCTC
CTCAGGGGCAAAAGTCTTCATTTGACCACCACCAATGTCAATCTGAATATGGGGCTTGCT
CTTCTTCTCAATAACCTTGAAAGGAAAATACTTGATGTCCTGCTGAACAGAAGAGTCACC
CCAAGAACGGCCGATCAGTNTCTGGCATCAAAGACCGTGTTCTC
>CL5694Contig1
CATGAGGAATGTGGCTGACACAGGTCTGCAGATCCTCTACACACTCCTTCAGAACGTGTC
TGCAGAAGAGGCGGCGGCACAGAGCTTCTACCAGACATACTTCTGCGACATCCTGCAGCA
CATCTTCTCCGTGGTCACCGACACATCTCACACTGCAGGTCTAACCATGCACGCCACCAT
CTTGGCCTACATGTTTAACCTAGTTGAGGAAAACAAAGTCAGCGTGGCTCTGAGCACCAC
CCATCCCACCAACAACTTACTGCATGTCAGGGAGTACGTCGCCNATCTGCTGAAAATGGC
CTTCCCACACTTACNAGACGCCCAGGTGAAAGTCTTTGTCACGGGGCCTGTCCAGCCTAA
ACCAGGACATCCCAGCCTTTAAGGAGCACCTGAGGGACTTCCTCGTGCAGATCAAGGAGT
TTGCCGGTGAGGACACAACAGATCTCTTCCTTGAAGAGAGAGAAGCAGTTCTTCGCCAAG
CCCAGGAGGAGAAACACAAGCTCCAGTTGTCTGTTCCCGGCATCCTCAACCCCCACGAGC
TGCCGGAGGAGATGTGTGACTAAAACAGGCGCAGCCGGCAAAGAACGACGCAACGTCACC
TCCCGCCATTTGCTTTTACCGATCCCCCTCCACTAGATTTAAACGTGTGCCATTGTGGGT
GATGGCGAAGAGGAGTTTGGGTTACTGGACAGTTTCAAAAAAACTTTGACCAAATAAATG
TTGATATGTACATGAGGATCAGCCCATCCCATTTTCCCTTAAATGGAGTTTTTGTTTGTT
TTATCTTATTTTACACGAAACTTTGAGTAAATGTTTTTTTTTCAAAGTCTTGTCGTTTCT
TTTGCTGTTAAAGCTTCATGTCCGTCTTGTTATTTCACATGTGCGTAAAGATCGAAGAAT
AAAAAGGTTATTTTTTAATCCCTCCTTGCTCAGTTTATCTCCTCTTCCACGTGTTAATAT
GTAAATTAAAATCCTGAACGTTTGCTCTGGTTTCAGAGGTGCCAAGTTGACTGTACAGAA
TGAATGTGATGCTTTAGGATGACAGATTTGTACTACCTTGATTTTTCTGTCTGGTTGTTT
TTTCACCTTCTTTTGCTCTGAATTTGTCAGTTGGCTTGTTTTACTTTTGGTTGAAAAGGA
AAGTTGTGTGCAAAGTATTCTGACTGTAAAGCTGA
>CL5695Contig1
TTTTTTTTTTCTTATTTCCACATTAACTCAGGTGGTTTTACTGTGTGTTATCCACAGAAA
TAGCCGGAGTCCTCATTGAAATCACAGCGAAGAAGAAGACACATCCTCCGTATCAGTGGA
CAAAGTGATCCAAGGTAGCGTTTTAGCAGAGAGAGTCTGCAGATATGTGGCAGACTCCCT
CCACTAAAAGGGGAACACTCCAGAAACACAGGCATTAAAAACACCCAGTTGATGCCTTGG
CAGGTCAATACAACACACACAATGGGTGTAGATGTGATCGACAAAACTGAGGGGAGGAGA
GGGGGAAGAGGGGATCCACTGACACAAAATCACTGAAACGGANAGGGTTCCCATTCACTG
GAGAACATGCAGCCTGTATTCNACTTTGGACTTTTTAAGTTGAAAAGTTACTGGCATTAN
AGAATGNGTAGCTACTTTTAGCTGCANTCAATCAAGAACAGGCCTACTTTTGGTAAAAAA
AATAANAATANNACACNAGGGGGCCCCTTTGCTGCTGTTCAGGNGATGCTCCNGTGAATT
TATGCCAATGNGGNTTCATATTAAAACGGGACTGGTCGACCCGAAGGAAGGAAAGGCTGC
ATCAACCTTCCTG
>CL5696Contig1
TTTTTTTTTNAGCATTATTATGATTTATTTCTTTAACAAACATCAGCAGTGGAACCACAA
ATTTTCTTTTACACACGTTTCTTTCAGCAGATAACGACATTTACTTTTCTTTTTTAAATC
AGTGGGCAACAGAACTAAAGTAAAGGGGAGTCGGGAAAAGAGGAGGCGTTCTTGGATTGT
CTTGCACAGAGCAGCTTGTCATCAAAAGGTCTTAGATGGGAAGATCTCCGATGTTTGTCT
CATTCTTTTTATTCTGTCAAACTTGAGGTCAAGCAAAAGGGTTTCCAAATGCATCTCCAA
AAGCATCAGTTGAAGCAGAATTCACAGCTATGGGCGGCGCTCCAAAAGGATTAGAATTTG
GAGCTCCGAATGCCTGATCAAACATATCCTGGTTGACGCTCGCCGGCTGCGCTGAACTGT
TCCCGACAGAAGAGAAGGCAGAATCGAGGAGATCGGGGTTAAAGAGCGGAGCCGGGGCAG
CAGCTTGAGCAGGAGGGGCTTTGGAAGCACCGTTGTTAGCTAACGGAATCTGGTTGATAT
CGAAGTCGTCTTGATCTGCTGCATCCTGAGCCACCCCCACTTTACTGGTAAAGTACTGAT
CAAAAGCCCCTGGATCTTTGCTGCTGGGGGGTGCAGCAGCGTTGGCAGCAAGCTCCCCTT



TCC
>CL5697Contig1
ACATGTTTAACACTTTATTTTTAAAGGTGCTAGTTAACAAAAGTAAGGATTTCATTAGAA
AGGCTTTATGTGACAAGCGAGAAGCTGCTATCCAAATGTATGGAAATAAAAGACAAGTAA
ATCTTTTTGGCGCAAAAGAAAACGAGTCTTGGTGGGACTGGATGTTGTAAAGTAGCTCTT
CCATTAACAGTCAACATTACAGGTTTTCTTTGCTGTAAAAAGTAACAATCAGCCACATGT
AAACATGTAAAATAGAACTGCATTTATTTCATTTTTATCATCTAATGTTCAAACTTCTCT
GCACGCATTTCTCGCTACACTAACCTCCATGCAATCTGTGAACATACATCTCCAAAGAGG
TCTTTTGGCCTTAAACTGAGGTTAAACGTTTATTTATGCAGATCTCCGTCGGTGGATAAT
TTGAGTTTTTTAATGCATTTGGAGCAAAACATAAATCACATTCAGAAAACTTCTTAAATG
TCAATTTTGCTTCACTTCAGTGAAGGTAAAGCATTCAGTATTCATGTTTTTAGTCTGATC
TGTGTCTCATTTATTACTAATATATGTTATATTCCAAAACAGATGTCGTCTGGTTGTTCA
CCTCATCAGGGTTTTTCTTAAGCGTCATTAAGAAAACGTCATTTTCAGTTTTGATTTGTC
TGTAATTAAAAACGATTTCATTCTCTTGACGTTTCCATAAGGACTGATGACGTTTTAACA
CAAACAGCTGCTTTCTTCTCTGCCATTAAGTGCTTTTGTAATTGTTAGCAGTTTTTGCCA
AACTTGTCGCAGAAGAAACCGAAGCATGTAAATAAT
>CL5698Contig1
GGCGTTTTAAAATAGTACTTTTTATTGAATCGATAGAATCTTTGAGTGGCTTCAAATGAG
CCAATTAGAATACGAAGTAGCAAAACATATGAGGTAATTTAGTCCCTTTAAAAGAACAAA
ACGATGTCGGAAGCCGCGTTTGATGACAGCGAGATCAACCAAGAAGATGACAGCCAGGAG
GACGTTATGACTCCAGCAGAGCTGATCGCCAAACTGGAAGAGGCTTGGCTGAATGAGAAG
TTCTCCCCCGAGCTGCAGGAGAACAAATCCGAAGTGGTGGAATGTGTGATGGAGCAGCTC
ACTCATATGGAGTCCAACTTGCAGCGAGTGAAGAAAGGCGACACCAAGGCCAGCATACAT
CGCATGGAAGTGGACCGGATCCGCTTTGTCCTCACCAGCTACCTGCGCTCCCGGCTGCAG
AAAATTGAAAAGTTTTTCCCTCATGTCCTGGAGAGGGAAAAGTCTCGAGCTGATGGGGAG
CCATCCCTGCTTTCCCCCGAGGAGTTTGCATTTGCCAAAGAGTGCGTTTGAGTTCAACAG
ACATTTTTATACCGTTTTGAACAAAACAATTTGCATGGATGAAAACGTTCAGATATTTTT
TTCAGGTATTATGACAACACAGNAAGCGTACCTGAAAGCGGTAGCGCTGAAGCGGATGCC
ACCTAACCTACAGAGCATTGACATGCTCAAAGCAGTTCCGGAGCCCTGCTTAGACTCGTT
TGTGTTTCTGCGAGTCAAAGAGAAACAAGAAAATATNTTGATTGAGCCTGAAACAGATGA
TCAAAGAGAGTATGTTGTGGATCTGGAAGAGGGCTCGCAGCACTTGATGCGGTATCGCAC
CATCGCGCCGCTCATNTCAAATGGGGCCGTGAAGCTGATCTGAAGACTCAAAATTGTCCT
CCAGTGAGAGTTTCCACTCCTGGGAAGTTTTTTTTTGTTTTTTTCCCGTTTATATTGTTC
TTTTGAACTGTTGTAAATACAGGTGGAAAACGTTTTCTTTCTAAATTTAATAAATGACAG
ACATGTGACCCAAATACTGATGTTTTCAACATATTTATGTTGATTTGCTGTATTGTATAT
TTTTNTTATTTTTTTTCCAACTGTGGAATAATATTATAATTTGTTTTATTAGCNATTTGT
CATCCCTGCAAAGANNAATAACTCATTAGATGGCTTTTTAATGCAGCACTATTCATTGGT
TTATTGTATATANTTGTATATGTAAATGTTTNTCCTAAAAGCTTCTTGNNTGACATTANT
GTGCATTTTCATTATAAAAAAATA
>CL5699Contig1
TTTTTTTTTTAACCAAAAGTATTTATTTACAATGTTAAGTATATACAAAAGTATTTACAC
AACATCAACTGAAAGTTTTACTTTATACTTCAATGACTGTTTTCTGCCACAGAAGAGCAA
ACCAAGAATTTTAAAGCTTTTTTTTCCATTTGCCCAGTTAGTAATTCATGCAAAACACAG
GAAATGGCTCACACCATCTCCATCTATCAGATACAGGTGCTTGACAAAAATAAAAAGCTA
AAAAGGCATGAAAGCAAACTGATTTCTTCCAGGTCTGACAAACCAGAGGAAATACCAGTT
CGAACAGGAAAAAGGGAACTGAAGCAAGTTTTTACTCAGATTATCAACAAACACATCTCG
CTGGGTCTGTCAATGTTTGTGTAATGCCAGTACTCAGGAAAACAGTGTTTCAGTCTGAAT
CGCTACTGCTGCTGGAGGAATCTGTTGACATGGCCTCAACATCATCCTCGTTCTCCTTGT
TGTGGCCTGGAGGCTCCAGGCTGAAATCGTTGCCGTGGTGAGGAGGCAGCATCCCTGCAG
AGACGTCCGAGGACTGCCAGGGGTAGTGAGGGGTCAAGATGTCTGGTAACCGTCCAGCAG
CCAGAGCGTCTCCTGGCAGGTGTCCGTTCACACCATTGCTGGGCAGGTTTGCCATGTGTC
CGAGGATCCCACTGCGCATTTCCAGGTCAGTTGGATAAGGTCGGCGTGGATCTCCTGGAA
CCCAGTTCAGCGGAGCACACACAGCGTTACTGGCGCTGATTCTGTGAGCATACTTTATGA
TTTCCTCTGATGAGACACTTCCTTTCTTAGCCTTTTCAATGGAAGCAAGTTTCTCCTTGG
CCTGGTAAACTGCAGTGGCCAGGATGTGCTCTGCCTCCTTCAGCTGTTTCTGCAGCTGCT
GGATGTCACTGTCTCTCTTCTCCACTTCCTTTTCCAACAGTTGCATCTCCTGATGAATCT
TTCCCTGCTGCTGGGCCACCTCCATCAGCTCTTGGAATTCCTTGTCCCTCTGCACCAGAA
GCTCCAGGATCTGTGTGTCCTCTCCTGGCTGAGGAACTTTCTGGTTTCTGGCCAGAGCCA
GCATCTCGATCAGCTCCCGCGATAACACCTCCAAATCATCCAACACAGAAAGTAGCCGCT
CTTTTGTTGACTTCTCTGCTGCCGCCGCCATACCTGTTCTCCCCCGGCCATAATGCCCGG
GT
>CL5700Contig1
GGGGCAGGTCTTTGGGGTTCCAGGGCACACATGATGATCCGCCGGTCCTCTGGGTTCTTC
TTGATGGTGTCGATAATGTTCTGCAGCTGGTCGACCCCTTTGCCTGTGTAGTCTGTGTGC



ATGTCTTTGTATTCTGCCCCAAAGTGCCTCCACTGGAAGCCATAAACGGGTCCCAGGTCC
CCCTCCTCTCTGTCCGTGAATCCCAGGTTGTCCAGGAAGGCGCGGGACCCGTTGGCGTCC
CAAATCTTGACGCCTTTGTCCGACAGCTCCTTGGCGCTTGTGGACCCCTTGATGAACCAC
AGCAGCTCCTCCAGAATCCCTTTCCAGAAAACTCTTTTGGTCGTCAGCAAAGGAAACTGA
TCTCGCAGACTGTACCTGACCTGGGCACCGAACACAGACAGAACTCCGGTTCCGGTTCGG
TCTCCTTTCCTTCTTCCATTCTGCAGGATGTGCTTCACCAAGTCAAGATACCCGCGTTCG
TCGCATAGAAACCCGGACTGCTTCTCCTCGGCGCTCCGCCTCTCCGCCGCCTCACAGACG
GATTCCCGCCGCTGCTCTTCGCTGTGGATTTCGGAGGTGGCGGGCATTTCGACGAGCCTC
AGCTTTAACGGACCAGATGCGACAGCGACAGCGCGACGTCCAGGGCTTCCC
>CL5701Contig1
TTTTTTTTTTACATCTTTTTATGTGGCGTTGCCACGGAAACAAACAGAACTGACAAACAG
TCAATCAAAACACACCTATTGAGTAACATTAATAGATCACTGTTACTTGGGCGGGGAAGG
TGGGGGTGGGGGCATGCTTGTCCTCTTTCCTCTGCCG
>CL5702Contig1
GCAGAGAACTGGACATTTGTGCGCAGAACCAAAGGGCCTTTTCCTTGAGGCATGGAAGGC
TGAGTCTCCACAACAAATGAACTTTTGAGTAATGTTTGTAGGAGGGAGTTTGTTCTGGTC
TGCAGTGCAGGTTTCTGGGCTTTCACTGGGTCATTTTCATACGTCATTTTCCCTACAAGC
TCATCCAGCTTTTTCAAGAACTCCAGCATCTGGAAAAGGCACACGGCCACACCGGTGAAC
CATTTCTCCATCTGATCCAAGCAAACGTTGTCTGAAGCGCCAATACAGGATTTCTGCTGC
CTCCTCTTCCAGTCAATGAGCTCCTTATCCACCAAACGGTGAATCAGACCCTCAACTCGA
TCCAGAAGCTTATTCATATCCATCAGTATGCTCTTTCTACACTCGTTGAGTTTATTGACA
AGCATCTGAAGAGTTTTAAACTGCTCCTTTTTCAGGGCCTCGTCTGCTGTGGCTTCCAGC
ATGTGGGTTTGGTATTTAAAATCAAACTCATCTTGCTGCTCTTCCAGGCATATGACTGCA
TGTTCCATGCACTGTACTTCATTCTTCAGACTTGACATTTTACACTCAAGGTCTTGCTGG
CAGCTTATCTCCATGCTTTCCTGAGTAACTGTCAAGCGCTGGACCTGTTCATCCAAAGTC
ACATCCTTAAGAATTTCCTTTTCCTTTTCCAGATACCAGTGGATGGTGCTCGCCAATTTA
CAGGGATCATCTTGGTGCATCTGAAACTTGTGCTTGTAACGCCTGATGTTGTGCTGCTGT
AAGAACAACTCCTCCTGGACAAAGCGGCTGTGTTGGATATCCAGATTCTCCAGGAGCACC
TGCAACAGCACACTCGCCAAGGCGTGGTCCTGGGTCGCTCTTTGCCAGTCCTGCTTCTCT
ATCCAAGCTGACAGGTGGTGTCTGACATCCATAGGTAGGAAGTCCCTGTCGTACAGATCA
TCCAGCTGCAGTCTGTAGCTGGCAGGCAGCTTCAGCAGACTCTCCCACTGCGCCATGATC
CCTCGCTGTGTGACTGGAAGCTAAACTAGCACAGGTGCATAGTTTGATCCCAGCATGTGA
GAAATGTCGCCGCCGCTCTTTAGTTTAACGTTGCTGAAACAAGACACTGTACCACAGCAG
CCAAGCGTCTCTGTTATTTCCCTTCGCATTTTCTCGCAGCTCTCTCTCCCATTGGACCCC
CGGCCATAAGGCCCGGGT
>CL5703Contig1
GTGATGGTCATAATCAGAGGCGCGTCGTCGTAGGCAAAGGGGCAGGAGGGGCTGTGCTGC
CCCCTGGGGACTGTTGAAGGGCCAGGCACGAATCAGGAAGTGCGGGAAGATCCGTTTTCA
TTCTGTGCAACCTGAATTCTGTCTTTTATTTGATGCTGGGAGCAGATTTGACAAGATGAT
TGATTTGTTGTCTATGCCGATAAAACAGAAGGGTTCTCCTTACAAAGCCGCTCAGAAGAT
TCTGTATGTACGTTTTTACATGACGCAGAAACAGTTTCAACTTTACACGCTTTTATTCAG
GAAATGCATGGAGGGCAGTGGGGATCCAGTCACCCCGTAGTGTTGAATCTGCATTGAATA
ATTATGACGAGAGTCAATCGACGACTGAAGATTTGTAACTTTTGATAAAAAGAAACTCCT
CCTTTAATGCAAAAACTTTATTCTTGTGTTGAAAGTTCCATTCCAAATGATTCTTTTTAT
TGTTTTTAATCGCCAGTTTCATTTGATGCCGCACAAAGAGAAACCCCGGAGCAGACTGTA
GTGTTTGGGGTGTTTGTGTATCTTTTTGCACATCACTGTGGGGGTCCTGTCATGACACAC
AAGGGTTCACGAAGTTCTCACAGACCGCAGAGTGTAGCAGCGAGCATATTTGATCTAGAA
AATGAAAAGATGGAGGCTAAAGAACGACTGAAGTGGGAAAAAAGGCAGAATCCAAAGTCG
GGTTTGTGGTTATTTTACTTCAGACGGTCAGCAAACCTTAACTTTGTAGAGGATTAAGAT
CAAACTGCTGAGTAATGTTCATTTCTGACATATTTTATGCATTTTTTGCCCCCCCTCCCC
ATACAACATATTTTATTAATGTGTGATCCAAACTGGGTGACTCGTCATTTGGGTTTCATG
TTCTGATGTTCTAATTCTGGTTCCTACCTGTACTAAACCACATATGTGGTCTAAACCNCN
TGATGTCTGTCCTGCACATCTGGACCTGCCATCACCTCGGACTCGAGTGATGCAAACGCG
AGGAGGGGAAGCGGTTGTCCCGCGGCGGTCCTTGAAAGAAGACTTTTTAACGCTCGCTTT
TCATGCTTTAATTTGAAGTTCTGTGTTTTTTCAAAATGGGGATAAAAAAAAAATCTGTGC
TGTTTGCTCTGGATATCTGCAAGAGAAGTG
>CL5704Contig1
AGAATAAAACAATGAAAAATTGGAAGTCTTTAGTAAAATTATTTAGGAGGTGTGAACTCA
TTCATCTTTCCTTTTCAGTCTCAGCTTCTCCTCCTGCAGGGCGATGTCCAAAGCCCTGAG
CTGTTTCAGGAAACCATGATTGGGCAGGATACAGCGGCGCTGTCGTACATGCTCCACAGC
ATCCACAACGGATAAATGTTCCTTTATCATCAAATACGCCAAAACTAAAGTTGCCGACCG
GCTCCGACCCATCACACAGTGCACCAGAACCATGTTCTGTGGGTGGATGAGGGCCTCGTG
AATAAATTCTGCAGCTTGACTGAAGTACTGAGAAATGTTAAAAGTGGGTTTGTCATCAGC
TTCAACACCCAAGTACCGAATGTTCATGCCAGTGTAGTAATCTGCACCAGTCAGCACGTT



GTTCCACTTTCCTACTGCCGCATTGAGGACATGTGTAATTCCCAGATCCTTCAAAGCAGG
CCTCTCCAAAGCTGTTTTCTCGTCGCCAAGGTAAATTCTCGGCCACACCTGGTTGACGTG
TGCATACTGAGCTGTGGGTCCAGACCAGAAAAGTTGCTCCAAGTCTAGAGTTCCTGGTGT
GATGTAGTCACTGTCCGGGTCCACCTGTACCGCTGCATACGGATTCCTACCTCTGGACTT
TTCCACACAGGAGGACATGTTTCTCCTCTTTGAAATCCTTCACAGAACAGAATAGTGACC
TCAACTATCTTCAGAGAACTTCCATTAACTGCCCNG
>CL5705Contig1
GTTGTGAATCAACAATTTGTAAATATTTCCAATCAGTACATATCTCCTGATGGAGCTTTA
TTCAGGAATTACATAAATGACTAAATCAGAAATAAACAAACTACTGATGCTTTTTCCAAC
TCAAGCAGAATGTAAAGTGACAGAACCAACCGACTAAACGCTGACTGTATATGAGCATCA
TTCAAACCTGGAGATTCAACAAATTGTAACTATGAACCAACAGCTCAGCTTGGTTTTAGC
ACCGATCAGTGTTCCACCCAATTTCTGAATTGAGGAGACAGCCTACCTCCATCCATCTGC
CGTCTGTCTAAAGCGCTTGTAGGTAAAGGCCTTTGACCACACCCGTAACACTCTAAGTAA
CTATATTGTGGGTGGTTATAGGTAAAAGCAACAAAACATTAAATAAAAAGTTAGCAAAAA
ACATTTCTGCAAATTGAAGGAAGACTGCATCAGGGTTTCCTGGGGGCAGGGTTCAGGGTT
TACTAGGAGAGCGGGAGGCAAACACCCCCGAGGCTTCCAGCATGGTCTTCCTTCGTGCCG
TCTCCTTGGCCACGTTGTGGTTGAGTCTCCTCAGACGTTCCTGAGCGTTCTGCAGGATGT
TGTTCACCAACACCACTCTCCGCCTGGCGTTCAACAGCTTCTTCACATATGGGTCCAGGT
CGAGGGTCACCTTCTGGTGCTCATTTATCCTGCACAACTCTGTGGCCAAATTATCTATGT
GCTCTCTTAATTCCACCTGACTTTCCCTGACTGAGTGCACGTGCAGATCGAGCTGCTGGA
TAGCTGGTTTGAGAAGGTCCAACAATCCTTCTGCGAGAACATCTTTACCTAAAGAGGCTT
CCACCACAGCCACGGAAGCCATGTTGTTACCATTAACAACAAGTCACCCCGGCCATAAGG
CCCGGGTTAACGCGCGCTGAAGG
>CL5706Contig1
GCGCAGCAAAATCTCTACACCAATACATTGCTGGCTGCGCGCATTAAGCAAAGGCTGACA
GAACAATTCGAACTCATGTTGCGCCAGGCCCAGATTGATTTCGCGGGAAAAGCTCATCCG
GTAAGCGGTCGCCAGCCAGGCGATGTAGCCCACCAGTAAACTTAGCAGCACCGCCAGCGG
TAATTGTGTTGGAAGATAGTGCCATGCCAGCGCCGTAGCCCCCGGACCATTAACGTTAAT
GGTAAAAGGAAAGCGTTGCGAAGAAACCTCATAGTTTTCATTGTCTTCAGGTTGCGGAAG
G
>CL5707Contig1
AACTGAAGCCTCCGAGGAAAACCTTTCAATTTGCTGCTTGTCGCTGAAATCCTTACAGAG
CTGAGATACAAGGAAAGATAGAGTAGGAGGGGGGAGGAAAGCCCCCACCCTCACCAGACG
CTGCTGTTCACCCGTCCGATCTGAACCCCCCCGAAACTCCACGAAGGCCTCTAGAGTCCG
ACACCTAACAGACTTTCGAGGAATGAAAATGTCAAGGATGTAAAGTCAGAGGGAAGCTTG
TGCTGAGCTGCACATGATGCCGTCTGACCACCAGGGGGCGACATTCCCGCCCGTCAGGCC
TTTTCTGGTTTTGAGTTGAGGAACATATCAGGTTCATTTTTTTCTGTCATTATTTAAGAG
AGACGAGTCAAAATGAGAGTTGAGGGTTCACAGGAAACACAGACTCCAACGCCACGCATC
AGAAGACGGGCAGGTGGGGCATCAGAAGACGGCAGGTGGGGCATCAGAAGACGGGGGTCC
GCCTCCAGTCTGAGTCGCCAAGTTTGAGTGAAAGAGGAGAGTTTATGCAGATCTTTGCAC
CTTTAGGGCAGCAACAGTAAAACTTGGATTCTTGTCCAATCAAAGTGTGTGTGAGTGAAA
CCAAAGACGGACAGCGATGTAACGGCGTGCACAGGTGGAGGAGGCCTTCCGCAGGTGACG
CCTGCGTTTGGTGAAGTGTAAATAAAGCGGCGGCTCCTCGCAGAAGCAGGG
>CL5708Contig1
ACACCCCCAACAGCAAAGTGTATTACAGAATGTTTGGAGTGACCCCTCGCATGGAGCCAC
TAGAGAGACTTAATGATGCCCAGACTGACACCTCTATCTCCATCGAGATTGTGACCCCTG
AAGGCATCATCCTACCATTGGACCCTGTCTCTCTGAAGTCAGGACTGCACTCCGGAGACT
ACCAGCTGAATGAGATTGTCAGTCCTGGACTTTGGAAAATTGTGGCAAAGTTCCAGAGCA
ACCCACAGGAGAGCTTCTCTGCAAATTTCGAGGTCAAAGAATATGTGCTCCCCAGCTTTG
AGGTCAAGCTCTCTTCTCTGAGACCTTTTTTCTACGTGGACAGTGAGACTTTGGAGATTG
ACATTAAAGCCAGGTATCTTTTTGGACAAGAAGTGAATGGAAATGCCTATGTTGTGTTTG
GGGTCATGGACCAAGGACAGAAGAAGAGCTTCCCTGACTCTCTATCTCGAGTGCCGATTG
AAAACGGAGAAGGAAAAGTAGTGTTGAAGAGGGAACAGATCACAAAAACCTTTCAGGATA
TCAATCAGCTTGTGGGCACCTCCATCTTTGTTTCTGTTAGCGTGCTGACAGAAAGCGGGA
GTGAGATGGTGGAGGCAGAGCTAAGAGGCATCCAAATCGTCAAATCTCCTTACACCATCA
CCTTTAAAAGAACTCCAAAATATTTTAAACCTGGAATGTCCTTTGATGTGGCGGTTGAAG
TTTTAAATCCTGATGAAAGTCCAGCAGGGAACATCCCAGTGGTTGTAACTCCTGGTCCTG
TAAGGGGCTTTACTGCAGCCAACGGCATGGCGCGGCTGACCATCAATACAGCAACACAGG
ATGAAAGGCTGCCAATCTCTGCAAAGACTGATGATCCAGGCATTTCCCTTAACAGACAAG
CCGAAGCCACAATGCAGGCAAACCAGTAC
>CL5709Contig1
TTCGGCACGAGGATTGGACCTGCTGTGGACGAGGAAGCAGAACGTCATGTACAACCTCTT
CGACTGGCCCAGCCGCCGCCACGCCCGCCTGGTGGTGCTGGCCATCGCGAACACCATGGA
CCTGCCGGAGAGGATTATGATCAACAGAGTGGCCAGCAGGCTGGGTTTGACCAGGATGTC



TTTCCAGCCGTACACCTTCAAGCAGCTGCAGCAGATCATCACGTCGCGTCTCAACAAGGT
GAAGGCCTTCGAGGAGGACGCCCTGCAGCTGGTGTCCAGGAAGGTGGCGGCCCTGTCGGG
CGACGCCCGCCGGTGTTTGGACATCTGTCGCCGGGCAACGGAAATCTGCGAGCACTCAGC
CGCCGACCCTTCGGCTGCGGGGTTGGTGGCGATGAGTCACGTGATGGAGGCCTTGAATGA
GATGTTCTCTTCAGCGTACATCACTGCCATCAAGTGTGCGTCTCTGCAGGAGCAGCTCTT
CCTGCGCGCCGTCATCGCAGAGTTTCGTCGGCTAGGATTGGAGGAGGCCACCTTCCAGCA
GGTTTTGGTGCAGCACCAGGCTCTGTGTCGAGTGGAGGGTCTGCAGCCGATCGGCGTGTC
TGAGAGCCTGGCGGTATGTCAGCGTCTGGGAGCCTGCCGGCTGCTGCTGCTGGAGCCCAG
CCGCCTCGGCGTCCTTCAGCGCGTCCGCCTCAACGTGAGCCAGGACGACGTGCTGTACGC
CCTGAAGGCCGACTGATCAAATCCCGCTAAAGTCTTTCCAGCAGAAGCTAGAACCCGTTT
AAACCTCCAGGATCCCACCTGCAGCAGAAACCTGCAGAAACAAAAGGTTTCTGTTTTATT
TTAAACCACTTTTTATGAAAGACTGTGATTTTACCGGAACATTTGCTGCTTTTATGACTC
AAGTTTTTGCTTAAATCTGTAATAAA
>CL5710Contig1
GAGGGGTGATAGTTAATAGCAATCCAAAGGGNCAGTGTAAGTCGGAATGTGCAGATAAGA
GAAAACGTGGGTGAGAAATGTGTAAATAACATGTCCATGTTTTGTTTTCTTTTCTTTTTG
TGGTTGCGCTGAAGGGGTGGGGGGGTTGTTTGTATGGGTGCTGGGTTTTAAATATTTCCA
CTGTTCATGTTCCTTGCACCTTTCCAGAGCGCGGCGTAAACAAAAGCAGAAGTCCTCCGG
TACATGTGGAGAACCTGCAAACTAAAATCATGTGGAAAACCAGCCCCCATGAACGGCACA
TGTGGAGGTCTGCTCAACATTTTTGTTCAGTACTCTTGCTTCATGTATCAATCATTGATT
ATAAGAAAATTAATAAAGACTTTTTAAAGTTGAAAAAAAAAA
>CL5711Contig1
TTTGTATTTATTATTTTATTTTANAAATATAATAATTTGAAAGAAACATAATGGAAGCCA
TACAATATATATATATTGCTAAAAAAAGGCATAAAGAGCCATCATTGCTGCTCATTTTCC
TGCCTTTGTGGTCTTTCCTGCCCCCCCCACACATGTAAACAAAGACCATGAAGAAAATTG
ATCTGAAACAGATTTACACAAAGAGAGACAACAGGACGAGTGTTTTAAACAAGAGCAGAG
ATCCATGGAGGGCTTAAAAGTCGTTTTCTGTGTGTGGGTGGGGGGGGGGGGNCCTTTTTT
NCCTNNTAAAAATGTNT
>CL5712Contig1
TTCGGCACGAGGGAAAGTTCTGACTGACAGTTGCAGAGGTTCATGCTAGCTCACAGTTTC
TGATGTCTTCCTGAACATGGTCCACTCATGTTGACTGGATGCAGGAATCTCTTTCTGACC
TTTGCATCACATGTACATAGAAGAACTTGGATGTGTAAAAGGTTCAAGCCTAAAAGTGAA
CTCCACTTCTCTGCCTCAGCAGCATCGTTTTCTCTTCCCTCTGTCTCCTCGTCTCCTCAA
CAGCGAATCATCAACAGCTCATCCTTTCTGCATCCTCCTTTCTCCTCCGCCTTCCGGCCT
CCTCACTGCTCCCACTTTACTGGCCCCATGGAGTTAAAGGAAACTTTGCAGGTTCTGGAG
CAGCTCGCTCCTCTGTCTCTTGCTGAGTCATGGGATAACGTCGGCTTGCTGGTCGAGCCT
AGCAAACCTCGGCCGGTCAAAACCATCCTGCTGACCAACGACCTCACAGATGCAGTCATG
GCGGAAGCAGAGGCTTTGAGCTGTGACCTCATTATATCCTATCACCCGCCGTTGTTCCGT
CCTGTTAAGCGACTGAACCAGAAAGATTGGAAGCAGCGATTGGCCATCCGGGCGGTAGAG
GCTGGGATTGCGGTCTTCTCCCCTCACACTTCANGGGACAGTGTTAAAGGAGGGGTAAAT
GACTGGCTGGTTGCAGGCCTTGGCAGCGGCCAAGTGTCTGTGCTGAGTCAGGCTCTTGGT
AACGCCTCCCACTGTCATAAACTCGAGTTCACAGTGAGAAGCACAGAGGAACTAAACACA
GTGATGAAGGAGCTGAAGGCCTGTGATGGAGGAACATCCTTAATCTCTACAGGAACCAGA
GCAGACAGCAGCGGGATCCACGCCAGCGTAATATGCAGCGACTCAGCACTGACTCCCAGC
GTTCAAACTCTGCTGCAGCACAGCTGCTCCAGTCAGTCCCTCAGCATCCTGAAGTTAGAG
AAGCCGCCTCTGCCGGGCCACGGCCAAGGCCGACTCAGCGTTTTGGAGCAGCCAGTGACT
GTGGCTGAAGCCGTCCAGAGGATGAAGTCCCACCTGGGGTTGAGTCATCTGCGATTAGCC
CTGGGATGGGGGCAAACGTTAGAGTCGTCCGTGCGCACCGTGGCGGCGTGTGCTGGTTCT
GGAGCCTCAGTGCTGAATGGAGTTAAGGCAGACCTCTATATCACAGGGGAGATGTCCCAT
CATGAAGTGTTGGACGCAGCAGCGCAGGGAACCGGCGTCCTCCTCAGTGACCACAGCAAC
AGCGAGCGCGGATTCCTGGCCGTGTTCAGAGAGAGGCTGGCTGTGCGTCTTCCTGAAAGT
GTAGCTGTTGTGGTGTCAAAAGTGGACAGAGACCCCCTGGAGGTGGTCTGATAGGTTTTC
TCTAAATGAAATGTAAAAATGTTTTAAAACACCTTTTCTATTAATAAAGGC
>CL5713Contig1
TTTTTNNNNNGTGAAATTTCTGTTTTCTTTATTAGTAAAAAAACAATAAGATTTTCATTT
GGAGTTCATTTATGTAGTATCTATACAGGATTGCTTTAAACACACAAGAACCTGGTAAAG
AAAGCTCTGTCTTTATCAGCAGTACGTGGCATTTTTGGAACTCTAGTGCCAAAAAAACAA
CAAAAAAAAACCCCAAAAGGACAGAAACTACTTAAAACCATTCAAGTCCTCCTTCAAGAC
AGGAAACATCAGTTGAACGTGTGCAGCTCAGTCCTCCTCAAAGCGGATGTGCTTGTTCGC
CTCCTTGGCTCTTGCCATGATGATTTTTTCAGCTTTAGATATGAGCTTCTCTTTGCCTCT
CTTTTTTTCTCGGGGGCGATTCAGCTTCACCTGGCGGTCCACGAGGATCTTATGCCAATA
CCGCTGCTCTTGGTCTCCTGTTAGAATCTCAACCTTCCAGCTGTGCTCCTTCTGCAGCTG
TGCTTTGGCCTGGCAGACACCTTTGGCGCCCTCTGGTGTCAAAAAGCGCACATAACCCTC
TGAATCTCCATCCAGGATGTCGACGTAAGCCACTTGAGACACTTCACACAGGATCTCCTT



GACGATCTTCCTTGCTGGTAGAGGTTTGCTGTCTGTGATCTTCACGATGACGCCACTGAC
AAACTGAGGACTCTGGTTGTTTTCTTTTTTGCTTTCAACGCTCCTGTCTGCAGCGCTTCC
CTGCTCTTTGCTTTCAATCTTGTTGAAGCACTTCTTCAAGGACGTCATGCTGTTTTCTGC
CCCGGCCATAATGNCGGGTTTAA
>CL5714Contig1
ATTCCTTTCAATAAATTCTTTCACAAATTTGCATTACATGTGTTTTGAACCGCCAAGCTT
ATTTTGAGTACCAAGAAGACCTGTACCTGATGCTGTCTTCGAGTGTAATATACTAGAACA
TGTAAAAAGCACTATTTATATCAATTCTGTGTCAGAATTTGTGTCAGATTTGGTCAAATA
GTTCTTAAATGTACAAGTTACAGATTTTTTATGTACCTAGACTTCTTATATGGTCATGAG
TTCTAACTTGCCTGCGTTTCTAGAAACTGTGTTTGTTTACATTGCATCTTTGCATTTTAG
CTTTCTTGGTACACCCAAAAATGTGCTTGATGTTTTTTATATCTTGGTTTTATTTTTAAA
TATCCCAGACAATGATTTTTTCTTCCTCATGCAGGCTAATACAGGAAACAAGGAACCGCT
TGTTCTTAAAGCAAAACACCACCTTTGCACTACAAGGAAACTTAAAATATTGGAGATTTG
GAAGCACTTAAATGTACCAGTCAGTGTATTGAGATCATTTAGAATAGAGCCATATTTCAG
AGCATGTACATTAGCTGCAATAACTAAATTAAGGCACACAGTTAAGAGTATTAAAAAAAA
TGTTTTGCATAAAGCAAGCATTTTGTCTTTGGTCACAAAAGGAAATAATATACAGAACAT
TTCTTTCATTTTACATGCCCCTTTACTTTCACAGAAAATAGTGTTAATTTCGATCATTTC
TGAATTAGGATAGAGACTCCTTTATGCGTCTTTAACTTNGTCGTCATAGGTTCCAGTGCC
CTTGTAAGCCGCCACATAGCCACTGGTGTCTGGGATGTCCGCACGTCCCGCCTTTCCTTT
CCCTTTCCCTGACTCGTCAAACCGCTCCTTGTGGGATCCGGTGTATTTGGTAGTGTCGGT
CAGTCTGTCCACTGCTGCAGCCTTGGCCACTTTGGTGACTCCAACGTTGGCAGGTTCCTT
CCCGGCGAGCAGACCGTAAAGCTGCTGGAGAGCCTCGTCTTTGCTCTTGCCTTTAAAGCG
TTTGGGGGCCAGTTCAGTCAGAGCCTGGTTGAACTGCTCAAATGTGATTACACGAGCTGA
CTTTGCCTTGACTTTGCTGAAAACAATGTCTACATCTGTAGTGGTCACGTTCTTGCCGTC
TGTGATGTGGCAGTCTTTGCAGATCTTAGCAAAGTTCTTGCCATGCATCTCCTTTCCTGT
GGCTTTGGTGTCTCCATGAACGGCAAACTTCTGGAAGGCAGTCTCAACTTCAGCCAGAGT
AACCATGCCGTCAGCCATACTGCTTCTGTGAAAGGAGGATGCTCAGCTAAGATTTTAGCA
AATCTGTTTGGTTGCTTCTCGTCCGTCTTTGTCCTCTAGCTCTCCTCCTTCCTGCCGCTC
CCTGCTTATTCACAGTCCC
>CL5715Contig1
ATGAAAACTGAACTGGGAGAAAACTGGAGGTGAAGTCCCAGGACACCTCAGGAGTGGCTG
AAATGCATGTTATGGTTATTTGGAAGCCTTTAATTTGTCTATGACAAAACATCCCTGCTG
GAGTTTCTGGTGGTCAACAGTCTGCGTGAAAGCGGATTTTTTAGGGGACCTGAAAGCAGA
CAAATCCTCTCAGTGATGATCGCCTCCCCTAATATTGCAAACAAAGGTGTTATTTGACAG
AAAATTGTCAAAACTGCCTCAGTCCAACATCTCAGCATGGTCCACAGATCTCTACGGTTG
AATGATCAAATCCCACAGTGGAGATGCTTCCTATGCAGACTGTACATTCTCATGCAGTGC
TCCTCATTAAATGGTACAGTTACTGTTCTTCAGTGGAACTACAGAGTCATCTCAGAACCT
GGAGTTAAAAGGAAACAAACCATTTCAGGTCTACAAACTACAGCGTCTCTGGAGGTGATG
GGGGGCGGGAGCGGGGGTGAGATGTGGGACGGGGTCAGGGCCCGGCAGGAGACAGGAAGG
CCGCTGGTTTAGCCTTTTGGAGCAGTATACTGACGCAGGAGGGAGGAGATGGCGCTGGAT
TCGGTCACCTCCTCAGGAAGAGAGCCCTCCATGTCTTTGATGGAGGGGTCCGCCCCCGCT
TTGAGGAGAAGCTCTACGATCTCGCCAAACTCGCACGCCGATGCATAATGTAGCGCTGTC
TGTCCTTCATTGTCCTGAAGGTTGATGTCTGCTTTGTGCTGCAGCAGAACCGACACCAGC
TCCTTGTGTCCTCGGTCACAGGCCCAGTGCAGGAGAGCGCGGCCCTCCTCATCTTTAGCA
TTGACATCCACTTTCTGGGAGCCGATGGCATCGTTGATGTGGTCAATGTTGTTTTCTCTG
CAGTAGTCAAAGATGTTCTTGTCCTCCTCCCTTATCGTCTCCTCCTGGTACAGGGAGCTG
ACTGTTGCTCCTCCAAAGCCGGTCCTCCTTTCTGCTTCCCGTCTTTCCTTTGCGATGCCT
TCAGGGTCCAGCGCGTTAACACAGGTTATGTATTCTTGCATTGCCTGCTCTGCATCCATG
TCTCCAAGCTGCTTCCAGGCTTGCCACTTTCTCTGTCCTTCAAAGTCAAAGAAACCCGGC
TTAGATGTGTTGCATTTTCCAACTTTGACCTGCTTGTAGCGGGCGTACAGGTACAGCAGC
TGCTCCCTGCTCGCCGTCTGGATCAAGTCTTTAACTCGGTCGGCTGCAAAGTCGAACTCC
CGCTCAAGCTCCTCGCCTTCCAACCGCTCCCCCATAGCGCCACAGTCAAGTTTACCCAAA
CCCAAGTCCGAGTCCGAATCCGAGCCTGCTCCGCCGAAAGGTTCCCCTGTGTCGGGCCGG
GCTGGATCAGTACCAGAGCCTGTCGCAGTGTCCGGCGAGGACGACGGCGAACCAGAAGCC
ATTGTTTTAATGTTTAAAGAACCCGCGAGGGTGAAGCTACCGGCGACGGTTAAAAACGAG
AGAGGACGATGGTTCCGGTGACCGTTTTCACATTATTTCACGGTTATTCCGTCATCGTTG
AGACTCCGCGACGATGGGATTTGTTTCTACTGTTGGTCCATCTCTGGTCCTCCCCGGCCA
TAATGCCCGGGT
>CL5716Contig1
TTCTGCATTGTAATATGCAGACTCCAGTTTTTAGTCGCATGAAATTTGACTTTTTAGAAA
GGTCTGTCTGAAAAAGGAGCTGACTTTAGGGAATACCAGTCTGAAGAGACGACCTTTTGT
TTGTGTCAATTAGTGTGACACTGGGGCAAAGGCAGCAGACAGTTCAGTATCCTCAACAAA
ATACTTTTTTCTTACAGCCGCCCCCTTCAGGGGTCACCATATTGACCTAAACATGTGATC
GGGTTTCAGTTACATAGCAGTTTCCTCACCTGACCACTTGAAAGCGCCCCCATGTGGTTG



CATTAACTTACAGCACTTGGTAATCTCAGGTGGTCTCTCATCCAAGGACATTCCAGACAA
CCCAGTTTAGCTTTAGATGTAAACTGTATTAGTTGCACTATTTAAACAGGAATCAGTAGT
ACTTTTGTTTTCTTTGGCAGCCATAAAAAAATCTGTGCCTTTGTCAGTAAAACCAAGCAG
CCAGTATAGTTTTCTGCTCAGGGAAGGTTGAACAATTGTGCCTTTTTTCCTGTTTTGTGT
TACTGTTACTGTGTCAACCAAGAAAAGTGCTTCATTAGTTTTGTAATTTATAAACTTTCT
AAAGTGTTCTATAAATCAAATGTTGAGAGCTGTGAGGACACAAAGATGTTTTGGTTTATA
AAAGTTTTATGCAAGTCTGACTACTTCATCTACATATACATTATTGTAATGTAAATCACT
GTAATAAAACAACATTTTCCATTTAAATAGTTTATTATAATCCCTCATACTCTCATATAC
ATTTAAGAATGAGTAGTAAT
>CL5717Contig1
ACCGGGTCCACTTTGGCTCTGCATTTGTGGATCTCGTGCTCGGTGGAGCCGCAGCGGTAG
CAGATGCCTCGGCCCATCTCCCGGTCGGCGTCGGCCTCCGGACAGTCGGCCAGACCGTGA
CCCCGGCTTCCTGCAGTTGAAGCANAGCATTTTGTTCTTCTTGTCC
>CL5718Contig1
ATCCATTACATGGTGTACTGGCTGCGTCTGCACCCTGCAGTGAAGCACTCGGGCCTGTGG
TGTCACTCCCCTTCTGAGTTTGCTGGAGAAAGAGTGGAGGAATATGTGCATTCCTACAAC
AGAGAGTGCCCGAAGGACAGGCAGCCCAGCAGAACTGACCCGGACATGCTGGACTCTGTG
AACTGGGGCACACCAATGGAGCTGCAGGGAGAGGTGGAGGAGGAGGAGCTGGAGCCCAGC
AACTTGAGAGCGCCACAGAAATACGAAGTTTTCAGACTGAGATGATTCAACACACCCAAA
TGTACAGACCTAATAACTGTTTACCAAAAAAAAACAGCTGATAAATTTCATGATTGATGG
TTTTAAGCATTCTGCTGTAGTGCACAGTGAATGAGATTGCAATTTTTTCATAATTACCGC
AACCACACAGTTTCATCAGCTACGTCGCTTTTCTTTGCAGAGATCTGATCTAAAAGTTAT
GAACTTTGCAGTGTTGTGTGCAACAGTCTGAAAAACACACATTTACCCACAAACAACAAA
AGTTTCCAGAAACAGGCTGCTCCATGGTCACCTCTGCTCACCTTTGAAACGTCTCAAGGA
GGGTTGATGTGAACAAGGCTAAACAGTCATGCTGTGGCGTCGAGATAGTAGGGATGGTTT
GCAGAGACAGCATGAGAGACAAAAACATCTGTCTGTGATATTTAAATGTTGATGACATCT
TTAAATGACTCCCTACATTTACAGTTTCCACTTGTGGTCTTATAATAGAGCAACAAGGTC
AACACTAACTTTTTGGAGCTTTGATGCAGTTTTAAAAACCATGAACCTAGCCACATTACT
GTAAACCAAGCAGGTTTGGCAGTATGGAAAAACTGAAACATAACACATGATTGCTGCAGA
AGAGCAATCTGTGAGGCAGCACTGAGAGTTCCTGTTTGAAAACATGAACAATCAGTGTCA
GATTCAGTTAAGCAATAGACAAAAAATGAAAAGCACTTGTTGCATGCTCCCATAAGACGT
TTTGTACTCCTTTTTGTTAAACGCCTTACATNTATAATGTGCATTTTGCNGTCATTGTTT
GTTAANATNTGGTNAAAGATAATTAAATAAACTACCAGGAAAAATGAATATATCTTGCCA
GCNCGCAGTCACATTNGTTTTATCCAGAACAAAGATTAAATGAGTATGAGCTGCTTTCAA
TATTATT
>CL5719Contig1
CCCGGGCATTATGGCCGGGGACCAATAGTATTCATCAGGTTATGGGTGTGCTATATGTCA
GAAGAAAACTCGATCAAACAGTGAAAAATTGTGTGACCCATTTACTGTGAACTATGTCCA
CCCGGGCTCTGCGGAGACTGAAAGGAAAACAGAGGGGTCAGGAGGCCTTGGACCTCGGAG
AACTAACTTTGGGTGAAAGCCCAGAGGAGCAGGCTGATGAAGCCGAGGAAGAGCACTTTA
ACCCTGCTGACGCGTCTCCCTGCTCTTCAGACAACACAGGCAGCACCCGAAAGGGAAAGA
AAAACAAAGCTCAGAAAAACTTCACAAACATCTATGAACTGATTGGTGATCCAGACTATG
AAGGGGAGAAAATTTCTGCTGATGAAGAGGCTGACAAACCAGACAAAAATGTAACAGGTG
GCACTGGAATAAATGATAAACAAACCGAGAACCAGGTTCAAATGTGTGACGGAGTGACCT
CTAAGTCTGCAGACCGAGTTAAAAAGAAGAAGAAAAAGAAGAAGACAAAAGTTGCATCAA
AAGATGGAGAAGAAGCTTCCTCGGATAACATTGATCTACTGCTGGAGAACTTGGAGCAAT
CCAATGGCGTGAGCTTACAAAACGAAGATTGCGGCGGTTCTGATCGAAGATCAATGCTAC
ATGTGGAGCACAGAA
>CL5720Contig1
TTTATTTTTTGAACAGAAAATAAATCACAAGAAATGTGACAAATGACTCATTCTTATTCA
AACATTTCTACAATCATATTCTAAACACCCACTTTTTGAGTAAACCGGTAATGTTTAAAG
AAAAGGGTCATTAAAATGCTATGCATTTCGTATCAATGAATATAAAAACATTTAAAACCT
GAAGATTTGGTTAGAAAACTAAAACAGTAAAGATGCAGTCATTTTTGTTTTCTTTGGATG
CAAAGTTTGTCATTGTGTAAGGAAACAATAGAGCAAAAAACGCCTTCTCAGTCATGGAAA
CCCCTGATCTAACAAGGGAAGAATGACGACAATCAATTAAATGGGAAAAGCAATATTAGC
TTCAGTTTATTCAAACACGGCAAGAAGATATGGCATCATAAACATGCAAAATGCACTGTT
AATCTAAATAAAAATTTTAACAGGTGAAAAAAAGGAATAAGCAATTTCAAGAAACATCAA
AAAAAATTCTGTTAGTTATTGAGTCTCTTCTCTTCACTTAGAAATCCTTGTTAGCTCTGA
CAGCAAGTCTTCCATTTGCTTTTATGGATCCATCTTTTGTCTCTTGAGTTGGTCTGATAT
TATGTCATCAGCATCACCAGATCCCATTTTCCATCTAGTTGCTGCATCACTGGGGGCTCC
TGGCTGCGTTTTCACTCTCCTGTTACATCATGCCAGTTTGGGTGTTGTCCTCTTCTCCTA
TTCCTCGGCAGAAATTCTAAACAGGATGACATTACGCGCGTCCCAGCTCCTCCATATCCG
ACTTTCGCTTCATCCGAACAGGCAGTTGTCGGTCAGTTGGGGGGGCAGCGCCCCCGGCGC
CGGCTCCCATCCCCGCACAGCTGCGCTCCATAACCCGGTAGTCCGCGCGCATTCCAGCCG



ACCGCCGTGCCTCTGGTTGGGCCGCGCAGCGCCGCGCATGCAGCCCCCCTCGTGCCGAAT
>CL5721Contig1
TATGGCCGGGGGTTTCTTGTAAAATACGGAAGTGGGGAACATTCTTTCCAAGACATTGAC
CGTAAAGGCCGCATTTTATATCGGAATACTTCAAGAGTAATCAGCTCTACCCTTGATTTT
GATCGGCTGTATTTTCTTGTTGTTTGCGTCCGGGTTGTTTGTGCCTCAGCATGGCAGTCG
TCATCCGTTTACAGGGGCTGAAAGTCACCGCAGGTTCTGAGGATATTCGAAAATTCTTCA
CTGGCCTCAAAATTCCAGATGGAGGGGTGCATATTATTGGTGGAGATCACGAGGAAGCAT
TCATAATTTTTGCTTCAGATGAAGATGCAAGAAGAGCCATGACACGTTCAGGAGGTCAAA
TTAAGGGTTCGCCAGTTACATTGTTACTAAGTAGTAAAACAGAGATGCAGAACGTGCTTG
AAAGAACAACGCAAATCGTTGAGCTGGATCAGAAGAAGCAAGTTGGGAGATCGGTTGATC
CTAAAGTGGATCGGAGGTCAAGTGGTCGCACAGAAACTACTCATCCCATTTACGTCAAAA
GAGATATGGACACAGAAAGATATTTTGTGGTGTTTCTAAACGGACTGCCATTCTCTGTGA
CTGAAAACCAAATCTGCGAGTTTTTCAAGGGTTTAGAAACAAATGAGATTGTGTTGCTGA
AGAACCACAGAGGGCAAAACAATGGAAAAGCCTTTGTCAGGTTCGTAACAAGGGAAGACG
CAATGGAAGCCTTGAAAAAGAATATGGAATACATCGGGACAAGGTATGTGGAGGTTTGCA
CAACAACGATCAACGAATGGTATCGTGCAACTGGTAGAATGCCGATGGGTCTCAACGTGG
ACGACAATTTTGAAAGGGGGAGAATGCCTGATCACAGGCAAAGAATTTCACCACATGCAC
GCTCGCGATCACCAATGATGCAACGGCATGCTCCTGC
>CL5722Contig1
TTCTGCTGCAGATCCTGCAGGCCGCTAGATCTTTCCCTTTGCACTTTGATGAGACGACTC
TGTTTGCTGGTGATGAGAAGGAAGCGGCTAAACTGAAGGAGGACATCCGGCTGGCCTTTG
TCAACATCTCCAGGATCATGGACTGTGTTGGCTGCTTCAAGTGTCGCCTGTGGGGAAAGC
TGCAGACTCAGGGATTAGGCACGGCCCTGAAGATTCTGTTTTCAGGACGGCAGATTGAAG
CTCTGCCCAAATCCAGATTCCAGCTCAGCCGGCAGGAAGTCGTCTCGCTTCTCAACGCGT
TTGGAAGGATTTCCACGAGTGTCAGAGAGCTGCAGAACTTCCGATCTTTGCTGTCAGAGA
ACCGATGACATGTCTTACCTTCAGACGTGGACTCTGGAGACCCTGAGCCCCCAGTGCCAA
GAGTCTCTGCTGCTGAAATGATGCCGGATCTGCTTTTGTGGTTCTTTTGGACTTGAAAGG
AAACTTTGAGTCCTTCGATTTTTTTCTCATTCCCGCCAACGTTCAGATCTTTTTTCTTGG
ACTTTCCTGATCACAGAAGGAAACCTGAAGGGATCCATCAGTCCAAGGAGAGGAAATCTA
TGTGGTGTATTTCTTCAAATCAATGATGTCATGAATGGAGGGAAGATTTCTGTCCTCCTG
CCCTGTTCCTGTAAGCCACCTGTTGTCCAGAGGATGGCGCCACTCGTAAAGAAACTGCTC
CAAACGATGTCAATCAGGGACGATTCCTCTGTTTAAAAGTCATTTCACCCATGATTAAAG
GGGAGGTTTTTAATTTGCACTTTTGCATTTGACTTTTTACATGTTTTTTAAAATACCCTA
AAGTACACGTCAATGACTTGACCTTCCGTGACCTGATGAAAACACCGGAGCGGTGAACAC
GCAGAGGGAAACTGTATAGTTTGAATATGAACTTCCTTAGTGCTCATCTGCAGCCTGTAG
GAGGGATTTTAAACTAAAACTAAAGCAGTTTCTGTTCCATTGTCTTTGTGAGATCAATAA
A
>CL5723Contig1
TCGTACTTCTTCCGTGTTCTTAACGTGGTTCATTCATGATACGTCAGTGAAAATTTCATG
TAAAGACCATCACTTTTCTCACTTTTTCCACATATATTCAAGTATGACCAATTTTCATCC
ACGCAAGTGGCTTTGTGACACGGCCTGACGAGCCCCGCTCTTAGTTTTTATCATTCTACT
GCAGGTATAGTCCCACTGCAATGGCTCTTTATCAAGCAGAACAATATGGGAAAAGCATAG
CAAAGTCTGGGTCACGTTAGTTTACGTCAAAGAGGGGCAAATCCACTGTGCAGCTTTTCA
GCAGGGCAACTCATTCTCTTTAGTTTTGGCACCTTAAACTTTGCCAGGACGCCGTTCACA
TAGAACATGTTCATTTTCTTCATGTTCAATGCTGAACTGCAGCTATATGAGGGACTCCGT
GTGCATTAAGTTTGCCATGTCAGATCCTGTGCTCCGCCTCTCTGATGGTAAAGTGCCATC
TCACAGTTCATTGGAGGCGTTTTCAGTTGTGTTCCTGGCATTCACAGGTCGTCTCCTCTG
TTTCGGGCAGTTTGGTTGGTTTAAAAAGTGACTAAAACACAAAATCAAGTGTGCGGGTTG
TTTAAATTAACAGTAGGACTGCTGGGACGAGCCCTTCCCAGTGGAAGGAGGCTGGTTGCT
CAGTTGGCACTGTCTAAGTTCTGCTGCTTGCCGAGCGATCACAGAACCAGCTGGTCTTTG
CAGGGAAGCAGGCGTGGATATGGATTGTCTGGTGTGAGTGAAGCAGGTTCACTTCCTGCA
GCCGCACAAACAGGGTTCTACCGCATCCTGGGAATCGGTCATCTCCCACAAAATCCTTCA
GTTCAGATAGACGCCCGACCAAAGGCAGTCCAGCCTCAACTCTTCACGTTATCAAACAGA
TCATTGGTGTGACTGCATTTGTAAAGAGAATAATGGATTTGTTTGTAACCTCATAAAAGT
CCTCAAAGTGTCATCTCAGTTTTGAAGGAATTCTGTCTCCATGGGAAGCTTCAGCTCATC
GGGAGGATTTGAACCAGCAGCTTTAGTCTCGGCCCAAATCACACCTCAGAACATTTGTAA
TTACTGTGCACTCCTTCAAACAGCTGGTGGCTCCGCCCCTGAACCGGACAGCCTGGACCT
TTTCTAAGACAGTCCTCCTCTTCAGCCAGGATGGTGCTGTTTCAGCAGAACTTTGAGTCC
ACTTGGCTGCTTCATCCAGCATCAGAGGACCACCCTCCATCCCCCGAGGAGCAGCATCTC
TGCGTTCATTTGTGACATGTACAAAGACGGACCTTGGGCTTGCATTTCTCTTAGTGTGTC
ATCCAGCATGAGATGTTTATTTTTAGGACAACCTGTAAATACAACAATTGTAACAATT
>CL5724Contig1
TTTTTAAAGATCTTTCATGTNGCCTGTTTAGTANTAATATTTTTTTTTGTTTTTTGCAAA
TAGCCCATACTTAAAACAAACCAAAACACATGGGAGGAAAGCCACGAAATGTCAAAGTGT



ATAAATGATCGATATTTTTTTGTACCTTTTGATGTGTATGACTATTCCGTTTTAGGATGC
ATTTAAAACTCGTTTTGCTCTTTAGTCTTTTCCCATAATTAGAAACTGTTCTCACTTAAT
TTTCAGCACGTGTGCTGTCGACACTCCCAGTTGGTATAAAACATCAAAAATAATCGTTTT
GGTCTCATCTGCTGTAGTCCAAACACATGCCAAACTCGCTGACTCAGGATGTACATCAAG
GTGTTGTCTACTGCTGTTTTGCTTAGAATACCTATTGGAGCAGTCTTTGTCAGATGTTTA
TTTATACTGCATGGATGGAGGAGCACCCCATTAAGTGTTTATTTTTTTTATTAACTCCTT
TGTATGTCACTTACAACCAGTATACATCATTTTGTACATGACAGGAAGTTGCACATGGAC
AGGAAGTGCAGCGTTAGCCAAGCTAATGAGCATTTTCAGCGGAAACAACATTGCTTGCCA
AAACTGATGCAGCTGTTACAGTCGGTTTAGCTTTCATTCCCGTTTGTGTATTTGAAAAAA
TAAAGTCCAGAAATGTCAAAAAAAAAA
>CL5725Contig1
CGAGGCTCTGGTTTGTCCCTCTTCCTTTCTCCAGGACTTGCCTTCATTTACTCAAAGTGT
GCACCGGCTGGTGAACGACCTCCGCTACTACAGACTTTGTAACAGTAGCTTACCTACCGG
TACCATCAAGCTATAGCACACTGACTATTTGAACCACTCCTCATCACTTCTGATGTAGTT
TTATTTTATTTTTTTTAGTTATTTTTTAAAGACTCCCCCATGCTAACCACTTAGCCCAAC
ACTCCTCCAGATCAGCTTCTCTGCTCTGATTCAGTGTGACGGTAAAGGAGCAACACATGC
AGTTTGGTTGTGTATTTTGGAGGTTAAGGATGCTGATGATGCTGCTGCTGGTGACTTTTG
TCCAATTTCTACTGTGGAAGGTTGGCACTCTGTCGAGCAGTGGCCACTTTGTGTATTGCC
AATGATGATTTGGTGAGATGTGTGTACCTGGTCTGCTTTTGCCCGGACCTGGAGCAGTCT
GAGCCAGCCTTCTCTCCCATGCCGCCGCTCTAAAGCAGGGTTGGGACTGAGCACTTTGAA
CTCATTTGGAGTTTTATTTTTATTTTAAATGTCTGTTTTTATTCATTTTGCCTTTTTTTC
ATCTCCAAAGGAGACAGACTTTCATCTTAAAATCTTTCATATCATTCCACTCTTAAAAAA
ACAAAAACAAAAAAAAATTGTGACAACCTGCTTAATAAATT
>CL5726Contig1
TGCAGGNAATTCGGCACGAGGCACTTGAAATAAACATTTATGTGTATGACTTTGGGTAAA
GTAGCCAAAAATTACACCCAAATACTATATGAAAGTACTTAAGTAGAAAGTCATTATTAC
TTAAAAATAAAAATGTAACAGAAACAACTCTCAGGTACTAAATATTTGTTGCTTGGAACC
TCAGAACACAATGTAATTTCTTATGTCCACATTAAATAAAAAAATTAATAAAAGGTTTTG
TCTTCCCGGCAAAAAAAAAA
>CL5727Contig1
GTTGGGCTCTGTGCGCTGAAGGTTTCCTGCTTGACAACAATCTCATGACAATTGTGGGAG
CCCTGATTGGCTCCTCTGGTGCAATTCTGTCATACATCATGTGTGTGGCTATGAACCGAT
CTCTGCCCAATGTGATCCTGGGGGGCTATGGCACCACTTCCACTGCTGGCGGCAAGCCCA
TGGAGATTGTTGGCACCCACACTGAGGTCAACATTGACCAGACCATTGACATCATCAAAG
AAGCCAATAGCATCATCATCACACCCGGCTGGGGTCTGTGTGCAGCCAAAGCACAGTACC
CAATTGCAGATATGGTGAAAATGCTAAGGGAGCAAGGGAAGACAGTCCGGTTTGGGATCC
ACCCAGTGGCAGGACGCATGCCTGGCCAGTTGAATGTCCTGCTGGCTGAAGCTGGTGTTC
CCTATGACGTGGTTCTGGAGATGGAGGAAATCAACGACGACTTTCCAGAGACAGATTTGA
GTCTGGTCATCGGAGCGAATGACACAGTGAATTCTGCAGCACAAGAGGATCCCAACTCCA
TCATCGCTGGCATGCCGGTCCTGGAAGTGTGGAAGTCCAAACAGGTGATTGTGATGAAGC
GCACCTTGGGAGTGGGCTACGCAGCAGTCGATAACCCCATTTTCTACAAACCGAACACCT
CCATGTTGCTGGGAGATGCCAAGAAGACGTGCGACAGCCTCCAGGCCAAGATCAGAGAGG
TCTACTACTAGTTCCCGTCTATTCTTTGGTGTACAAAAGCTGGTCTAATAAGACTTTTAT
TCACTACATTGGTATTAGGGATTCCATTTTTATTTGGTGATCAAATTTTGTTGGTTTGAG
CAAGTATGCTTCCAGGCTGTGGGGTGCCAAAGAATCCTAACATTGCTNGAAATTTTACAA
AANGTATGTATTCATTTGTAAATAAAACACACTGGAGAGCATTTGAAGTCCATATTTGAA
GTAATGNTGCGTAAGCATGTACACCAAGTCANGTGTNACCGTCAAAAGAGGACAAAAAAA
CACCTGGCGAGGCATGTCGCTGCTTCAAAAGGACACTTCAGCT
>CL5728Contig1
TCGGCACGAGGATCGGATCTACATCTTGAACAACGCANACTGGATCACGGTCAGGCGCGT
GAAGAGGCGGCCGCAGCTCCCGGACTCCTCTCCGCCAGCACCCAAACATTACCAGAGCGG
TTCTGCTCACAGCTGGGCTCGCCGTCTGCGTTCCGCCGTCTCCACTGCAGGGCCTCTTCA
GTTTTACTCGGGGGGGAAAAGTGGGTGTTTGCTGCTCACTGGTGTTTCGGCAGCGGCGGA
GCGAAGTGTCCTCGATGGCAGGCTGCAACGACGGCTCGGTGCAGGAGAAGTATCGGCTGG
TTGTGGTCGGAGGCGGAGGTGTCGGGAAATCGGCCTTGACTATCCAGTTTATTCAGTCTT
ACTTTGTCACCGATTATGACCCAACAATTGAAGACTCTTATACTAAGCAGTGCGTGATCG
ACGAACGGGCGGCGCGGCTCGACATCCTCGACACGGCTGGACAGGAAGAGTTTGGAGCCA
TGCGAGAACAATACATGAGGACAGGGGAGGGCTTCCTGCTCGTCTTCTCAGTGACCGACA
GAGGAAGCTTTGAAGAGATCTACAAATTTCAAAGACAAATCCTCCGAGTCAAAGACAGAG
ACGAGTTCCCCATGATCCTTGTAGGAAACAAAGCCGATTTGGAGATACAAAGACAAGTCA
ACCAGGAAGAGGGTCAGAATTTGGCGAGACAGTTAAAAGTCACGTATATGGAGGCTTCAG
CCAAAATCCGAATGAACGTAGACCAGGCTTTCCATGAACTGGTTAGAGTAATCAGGAAAT
TCCAAGAACAGGATTGTCCACCCTCGCCAGAACCAACGAGAAAAGAGAAAAACAAGCGGG
GCTGCCATTGTGTGATTGTCTGAATCTGCCTTATTACTGTAGAAATCATGCAGCTTCTCA



ACCCCCCCTCCCCCCCCAACTCTGCCTGACATCAGATCCTAAGTGGATGACTGACCGCTG
CCTTCTCCACGTGCATGACTCCAGACAGCCTTTTCTGAGATACTTTGACCAGAAACTGCT
GTTTCCAGGACATTGCTATGGACAACTGACAATGCCAAATTGTAACACCACTCTACCTTC
AGTTGTAAGCTAATTTACAGGCGAGAGTCCTGACACTAAACATTGCCTTCTTAAAAAAAT
CAACCTGAAAAATTCACGTTTTGTGTTCTGAAGGACCTTGGTTTTGCCTTGTAGTGAAAT
TTACTGCTACCAAGATTGAATGATCTATATATTCCGAATGTTGGTGACTTCCTTTAGTGT
CTGACCAGAGCAGAGATTATCTTCTGAAGCTTTGCATATGTCGTGCCATATTCACTTTTA
TTCCGATGTGCTAATCTGCTACTGTACATATGTGACATTTTGTTGTGATTTTCAAAGTGT
ATTTCTAATGACCTATTAAATCACCACAGTGCAGTGTGTGAGGTTGAGTTTGGCTTTACA
TAAATAAAAT
>CL5729Contig1
GCGCGTCTTATCGCCAACACTGAAAACTAAGCGGAAGTGCCGATTTGTTGATACATACAG
AACTCTTTAGCTGTAAATACATATATTTTAGTTAATTCAAATTGTGGTCTCCCTCCTGCT
GTCATGGACGCGCAGTCCTACCACCCCGTGTCACCCGGAGTTGGCACAGAGGAGAATTTT
TTGTCTCTCGACGACATTTTGCTGTCTCACCAGAGACACCCGGTCCGGACAGAGTGCGCC
TTCCCCCGGCTCGGCTTCCTGGACCGCTCGAGCGACTCGGAGGACTTACCGGAGGGAACC
AAAATGGAGCTTCCTCTGTGGCTGTCCAAAGGTCTGTATGAGAGGAAGAGGAGGGTGCTT
TCTGTTGAACTTCCAAAGGTGTACAAAGAGGGCTGGAGGACGGTGTTCACCGCTGACCCC
AACGTGGTAAACCTGCATAAGATGGGACCCTACTATTATGGTCTGGGATCACAAATGCTG
CACTTTGACAGTCCAGAGAACCCGGACATCGCTCAGACACTGCTGCAGACCTTTATCGGC
AGATTCAGGCGGGTCATGGATTCCTCCCAGAACGCCTACAATGAGGACACGTCTACTCTA
GTGGAGCGTCTGGACTGTCTGGAGAAAGCCCTGTTCCGGTCGGGCCAGAGCGGTCTGAAT
GGCTTCCAGAGCTGGGAGAAGGGTCGCGCCTCTCAGCTGACCGCCTCCAGCCTGGTCATC
AACTACCGCAAGAGGAAGATGGCAGACGT
>CL5730Contig1
GTTGGGCTTTTATTGTGAAATGTTAGCGTAGAATTAGACCAAAAAAAAAACAGTTTANAT
GCATTAAACTAAGTTAACCACTCTTATTCTCTATAATTATTCCCCATCTATCCCTCTAGT
TTCTTTTGATCCAACTATTAATGTAGTTCTTTCCTGCATTCTAGGATCCATTTCTGTCTT
TTAGGCTTAATATCTTTTATGGCATTTTTCTTTCCATTCTTGTTTATCTTCTTTGTCCTC
CATTGTCCCTGTTCTTACTTCTCTCCCAGCTTCCATTTCTTCATTTCCTCTATTTCTTAA
AGTTTAGGAGCTACACCTGCAGCTTTCCGGTGAACCTCTTTGAGCCAGCCTATCAGGATG
TCGTTGGTCTCTGCTGGCTTGTCCATCTGTGTCCAGNGGCCGCATTCCTCGATGTGTCCT
CGGGTCAAGTTGGGAATCATGTCCTCCATGCCTTTAAATAGCGCCGGGAGCAGGACAAAG
TCCTTGCCTGCAGTCACCATCAGCGCCGGCNTCAGCAGCTTCCCGGTGGGCTGGGAGCAC
GACCATTTCCAGTGGGCGTGACCATTTCGATACCAGTTCAGAGGCCCCCTGAAGCCCGTC
TTCTCAAACTGGCTGACGTAATACTGCAGGTCGGCCTGCGTCAGCATGGAGCTCTGGGGA
ATCTCCTCCGGCAGGCCCACAAACAGGCCTCCTCGAGCACGGACTCCGGCGGTGCTGAGA
GCAGGACGGCTCGACTTTTCACTGCTGCGGGAGAAGAAAATCTTAAAGGTTCTCTCCAGG
TTCTTCTCCAGTTCAGCCTCCGCTACACCAGGTGTTTGAAAGTACAGCTGGTAGTCAAAA
ATGGGAATATCTTTCAGCTTCTCGGAAGAAGGAACAGAAGGATCCACTTTGAACAGAGGA
GTGTTGAGAGACGCCACAGCCCTGACTCTTTCTGGGTGAAACTGGGCCATGGACCACACC
AGCGCTCCACCCCAGTCGTGACCCACCAGAGTGACCTGTGGAATTGCCATTTTGTCCAGA
AATGTAATTAAATCCTTGCAAAGCTGCTCCTGAGAAAACTCCTCTATGTCAGGGGGCGCT
GTTGACTCTCCATAGCCCTTCATGTCCAACGCAAACACCCTGAATCCCGCTGCTGCCAAG
GCAGGGATCTGGAATCGCCATGAGTACCAGCTCTCAGGGAAGCCATGGCAGAGCAGAACA
GGAGGACCGCAGCCCATCTCCACAAAGTGAGTCCTCACACCAGTTCTGATGGTGACGTAT
CCGTGACAAACTTCGTCTGGGCTGCAGAACGGGGGAGGACTCTCATCCTCCTCTGCCTTA
ACTCCTGTGAACTCAGAGAGTTTCACCAAGGCTCC
>CL5731Contig1
AGCCAAAACCTTTCAGAACAGAAGCAGCTCGGTGGAACTACAGCTCTGCGGCCTCCAGCT
GAACATGCAGCCCGCTGGAGTCAAAGCAGTTTGAAAACGTCCCGCAGCAGCTCAGTGTTC
CATGATCACGCATCTTCCTAAGCTGAATGCCACATAAAGTCCACATTTTACAGTTTGCGA
AGCGTCAAAGCTGAGAGCGGCGTGAAAGCAGCGCAGCATACGAGCTGGACAGGACCGGAC
CACGACGTCCGCCTGTCCCTCAGTGTCAGCGTGAGCGACTCTGTCCCGGGCTGTCTTCTC
CTTTTATTTTAAGGGGCTCTGCTTTCCTTTCCTTCTCGTCTGCACCTCGTCACTTCCTGC
GTCCGGCTTCAGGACTGGCTGAGGCAGCATGCGGCCGATCCCACTGACGATCCAGCCCAT
CATATTTGGCTGCTGCTCTGCTTCATTGGTGAGCTCTGTCTCTGAGGGAGGTTTTGGAGC
CGAAGCAGGAACTTTTATCACTTTAGCTTCAGTTTTCTCGTTGGTCTCCGTCTTGCAGTG
ACTCTCCGGATGAGGAACCACCTTCTCGATTCCATGTTTGATCCACTCCATCATCCTGGG
CGGGCCTAACTTCTCACTTTGGTCTGTCTCCGCCTCCTTCGCTGTGACCTGAGATTCTGC
AGGAGGCGCTGTCTGACGCACCTGAGGCTGCTCCGCTGCCGTGGGCTCTTTGCTCTTCAG
CTCAGGCTGAGGAACGACCTTCTCCAAGCCCTGAGAGATCCAGGCCATCATCCCCTTTTC
TTCTTCAGGTCTACTGAGCGCTGCAGTCTCCTCCTTGGTGGAGTGGGCGGGGATTGCTCT
GTTCAGGCTTGGTGAGGCTGCAGGATGTGGAAGAGAGCTGCTGATCCAGGTCAGCACGCC



AGGCGCAGGACCGTTTCCTGCCGCTGCTTGGTTCTCCTGCTTTGAATTCTCAGCCTTTGA
AGCTTCGTTTTTGCATTCATCTTGAAACTTCACTTTCTTCTCCTGAGGAGGAGGAGGCGG
AGCTTCGGCGACAGGGGGGGCAGCACTTTGTTTGCCGCCCTTCGGACCCTCTGCGATTTT
GGACGGCGGCTCAGGTGGTTGGGGTACGACTTTGACAACCCAGTTTAACATCCTGAGTCG
CTCAGTCTGGGTCCAGCAGCATCCCACAGAGCTGCGGGGAAGACGTCCAGTGGCGATCTG
AGTGCTGGGGAAGGATTACCGGGCTAACAGGATTACAGAGGAGGAGAGCCGGGGGAGGAA
CCTCTGCAGGTCCAAACCGCTGAGACGGGATGCTGGGGCCGTCGGTGATGACGGAGGAAC
CACCTCCACCTCTGAGCCGCTTGATGATTGCTGATGGGTGCAGTGAAGAAGCTGAACAAA
TATGTTCTGTTGAGGGGTTGGTGCAGGACCCAAATGCAGAGACAGGGAGTTCCAAAAACC
AAGGGAGGCGCTGCCAAGCAGGGAAACTGGAAATCCAAACAGGCAGACAAGGTAGAAGAC
AGAATGGAGCAGCACCCCCGGCCATAAGGCCCGGGTTAANCGGG
>CL5732Contig1
ACGAGGACGACTCGTTCATCTGGAAGGAACTCAAACTCGGTCTGGACGCGTCCCCGCCCG
CTCCATACTCCAGCCGTTCAACCCGAACCGCTCCTACGGTCAGGAGTTCACCGTCCCCAC
CAAAGCGTTTTACTGTAACCTCTGCTCGGTTTTCTACATGAGAGAGACGGCGGAGGACGA
CCTACACTGCTGCAGCAAGCTGCACTACGACAAGCTGCGGGAATACTTCCAGAAGAGAGC
ACAGCTGAGAAAATGTTCCAGGAAGTTGAGGTGAATCTTCAGCCTGCCCTGATTGGTCAG
CTTTAAGCTCCGCCCACCACAGTATTTGAAATCTTCAAATTTCAACGGAGAAAGTTTTAC
ATTTGTGTGCTTTTCTTGTTTTTGTATTTTTAGTAAAAAAAAAACGAATAAAAGATTTTT
CATTGAAAAAAAAAA
>CL5733Contig1
AGCTGGGCTCCTTTGACAGAATACCACAGTGAGACCTTCTCCTTTGTTCTGACGGAGATC
GACGGCAGCAGAAGGAACGGCTACTGCAGGAGGCTGCTGCCAGGAGGTAAAGGAGCTCGC
GCCCCGGAGGCATACTGCATCATCAGCACACTGGCCTGTTTTGGCCTCTTCTCAAAGATT
TTTGATGAGGTGGAGAAGCGAAGGCAGATCTCCATGGCCATGATCTACCCGTTCATGCAG
AAACTGAGAGAGGCATCATTCCCAGCTCCAGGACACACGGTGGAGATCAAGAGCTTCATC
CCAGAGTCAGGGACAGAGATCATCCGGCTGACCCGACCCTTGGACTCCTGGCTAGAGCAC
GTAGACTTCGCCACGCTCTTCAATTGCCTGACAGACGAGGAGGTGCTGTTGGTGTTTGCT
GCTGCTGTGCTGGAGAGACGCATAGTTTTTATCGCCAATGAGCTTAGCATACTGTCTCAG
GTCATCCATGCGGTGGCTGCGCTACTGTACCCCTTCACCTGGCAGCACACCTTCATCCCC
ATCGTTCCAGAAATCCTCATTGACGTGGTGATGGCGCCGACGCCCTACCTGCTGGGGGTA
CAAAAGCACCTGTTGGACCTGGTCACCGACCAGAGCGACCTGCTGGTGGTGGACGTGTCC
CAGAACAAACAAGAGACCTTCCTTGTGTCTATTGGAGACGAGGCCTCCATCCTGCCCCCA
AAGCTAAAGGCGGAGCTCCTGGAGGTGCTGAGTGGCCGGCAGAAAGCCTCTGGAGTGGAG
GAGCTAAACAGGGTGGTGTCAGACACTTTCTTGCACTTCTTCGTGAGGACAGTTGGTCAC
TACGCCTCCTTCATCAAATACAGCGCCACAGGGGAGCTCGGTGTCTTTGACAGGAGGGCC
TTCTGCAAGGCCATTGACTCCAAGACCACTCGACACTTTGTAAAGAAATTCACCCAGACA
CAGATGTTTGACCTGTTCATTCAGGAGGCGGAGCAGCAGCAG
>CL5734Contig1
TTTTTTTNTTCAGTATTCAGTTTTTATTGCATAGTTTCATTAATCTGTTACCTGTTCTTC
CTGAAATCACTGTTCCCCTTATTAAAGTCATCAGAACAAAATTGCATAGTCCTATAAATG
TAAAAAATCCCATGAAAAACAGTGAACTCGTCAGTTTCTGTGGAGCCACAAGCAGCTGGA
GTGAATAGAAAAAGGTTTTTTCTGCATCAGAGCACAAAGCAAGTTCATGTAAGAAGATAA
AAGTATTATATAAAAGAAACATTTAAAACAATTATAGCTCCATCCAGAGAGACAGAGGCA
AAAAATAAAGCTATGGAATATTAAATTAAAAAGAAAAAAAGCTTCTTTGGTTTGAGAGCA
AAAATTCACAAAATAAGGTGGTTTGGTTCAATTACAGTACAAGGCAGTGAATACTCAATC
TCAGGCTGAAAATGGGATCAGTCAAGAGCTAGAACCCCTTAATGCCAGAATTTATTTTCA
GCAATGAATAGAAAAATTCACCTCCNTTGGTTTTCAAGTATGAGCTAAATGTAGTTAGTT
TGGGGGCTGAAATGCTCCTTTTTTCCATATCAGTAGGCATCAAGGGGTTAAATGTGTAAG
GTGCTGCTTTCAATGTTCTCATTAGAAAATACACTCTTTCAAAATAAAACTGCTACATTA
AGAAAATATTATTCAATACATTAAAATTGTATTTAAAAAATGTCATCAGTAACTGGTTCA
TATTTNAAGTTGGAGTTGTGTTTTTTTTTTTGGCTATTTCAGTTTAAAAGCGACTTTTTT
TTTCT
>CL5735Contig1
GTGGATGTGACCACTGTGGATCCCATTGTTGCATTTTGTAGCAGTGATGAAGAGATGGAG
GACTGCAAGGCCCTGCTGTATCTGCCCATTGCCCCTGAGGTGGAGGATCCAGAGGAAAAC
CCTTTTGGTCCCCCCCCAGATGCTTCGGTCCAGGCGGCAACTCCGGAGGATCCTTTGGCT
GGCAGCGACAAGAAGCAACGGCAACTTTCCTCAGAGGGAGGTCCCACCAAAAAGAAGGCT
CGCACTACTGTGATTGAACTGCAGGGGGTGCCGAGTGATGAGGTGCACCCCCTGCTGGGA
GTGAAGGGGGATGGCAAGTCAAAGAAGAAGACAGCCGGTCGGCCCAAAGGCTCCAAAGGG
ACTCTGGTATCTCAGCCGTACAAACAGCATGACGTTGGGGGGATGGACTGACCCTCCTGG
GACCTGAACTTGCTCTGGAGCTCAGAAGGACTCTTGTTGGCTATAGACTGTGGAGGAGCA
GCATCACATGGAACCTTCTTCGTTCAGTGACACAAACCAGGAGTCATGGAAGTGGAGGTC
CCACTTTTACTCCCCTGTGTGGGGACTTGTGTGTGTGTGTGTGTGTGCGTGCGCGCGTGC



GTGTGTGTATTGTTTTATACGTATTAAAACATTGTGATTTGTAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAACATGTGGGTCGCCGGGCGCCTCGT
>CL5736Contig1
AGACAGTGCCTGAGCGTGTTCGGAAATGACTATGACACGGTCGATGGCACAGGAGTGAGA
GATTACATCCATGTAGTTGATCTGTCAAAGGGTCACATAGCAGCTTTAAAGAAGTTGAAG
GAAAACTGCGGGTGCAAGGTTTACAATTTGGGAACTGGAAAAGGCTACTCTGTTCTTCAG
GTAGTTAAAGGGATGGAGAAGGCATCTGGCAAAGAGATCCCATACAAGATCGCCCCCCGT
AGAGGAGGAGACGTAGCATCCTGCTATGCTGACCCTAAGCTAGCTGAGGAGGAGCTGGGA
TGGAAGGCTGAATTTGACATGGAGAGGATGTGTGCAGATCTGTGGCGCTGGCAGTCCATG
AACCCCACTGGATTTTCCAAGAGCACCAGCTCTTGATGAATGCTGGGGGGTGTTATTGAT
TATTTTGTGTTAATCCACCAAAGCAGATACTATTTTTTTGTCATGTCATAAATGCAACAT
AAGGCCTCAAATTTGAATTTCTTTCTATTATTTTTGGAATTTGTAACTAAAATCTATTCA
ACAGATTTTTTGTCTTTATTTGGTTGTTTCTGAACAGCAGGGATTCTTTTCTTAACTTTA
TAATTATGGAAGCCATAAAAATGATGAATAAAATAATTTTCTAACAGTAAAAAAAAAA
>CL5737Contig1
GTTTTTTTTTTTTTTTTTTTTTTTTATTTTGCTGCTTTATTGAACACAAGGATTTACAAA
AAAAAAACAAGACAATTTTATAGTAAATAAATCGATCCAACCATCCCGAATGTCAAGGAG
GAACCAAAGATGTAGAGGTACTCAAACACACGGTTCTTCTACTTAGTCCAGCTGACTTTG
GGAATGTCGTAGTGCTCCGTCAGAGCGTCCAGGTGGCGGTTAAAGTCCTCAACTCTGTGC
TTGTGCGTCTTTGATGCTTTCTTCAAAATGCGCTCCATTTGTCTTTTCTCTTGCATCTTA
TCAAATGCAATTTGTGCTGGCGTCCTTTTGTCCACGTACGCTTTCTTAGCTTTTGTTTCT
TCGTCGTTCTGGCTGGTGGCAACCTGCTCCAGGCGATGCTTGCTCTCTTTATTCTTCTTC
TTCTTTTTTTTTCCCTCCGAAACAACTCCTACTCCCTTTAATTTCAAGGCGCTTTTCTGG
ATCGTCACGTATTCGGACATTTTCTAGAATTTTTCCTCCCCCGTCTTCTTCTGTTGCTCA
ACGGCGGAACTCTCCCCGGCCATA
>CL5738Contig1
TCCCTGTGAGGGGCGGGGACTGCGTGTTGTGTTACTTCAGCAGCATCCTGCAGTGCATTA
TCGGAGTGAGTGAGCCATTCAAGGTCCGGGAGTCCTGGGTGGCCACTGAGGAAGGTCTGC
TGCCCGACAGGATCAACACACACGACCAAATCACGATGGACAAGGATCTTTGAGCCTGGA
CTTGATCACTAATCAGTGACGGGGTTCATGCATCATTTCAAGCTTTCAGTTACTCAGACA
ACTGAAGTTTCCAGAAATGTTTCATTGGACCTGAAGAAACCTCTTTTTCTCAGGATGGCT
CTTCTGACCTTCGTGTTTTCCGTCATTCTGAACATTCACGTTGTCTCGGGTCTCACTTGT
GAAAAATCAAGTTACTGTAATGTCTATAATTTATTAATATTGTGTGTTTTTTGTTGTTAG
GAACAACTTAGAAGAAGGTTCGTGAAAGAACCTGTCACTCACAAACGTCGCATTCTCCTT
CACCCCTNANATCAGATCATCTTCAGTTAGCCTTTACGTAAAAACAGATTTACAAACATA
AAAGGGAACAGCAGAAACTGGCAAAGCTCATCCACCATGTTTGAACTGCATCCATTCAAA
GCCTCGTGGCCTTTTGCAGTGGA
>CL5739Contig1
CCCGTGTTCGCTCCTTTAAAAACAATTATGCTCAAATGTCCTTTACAAATGGAAGTGATT
TTAATCTTTCTCTCATTTTTTACGTTATTATTTTTATCTCATGATGATTGAATTCATCTA
GCGCTTGGATCTGATGCCTCCAATATTTGACGTGGAAGCTTTGAATTAAAAGTAATAATG
CTGCCTGCTAAACTAGTGAAAAACCTGTGGAGGCTGCTTCATGGTAGACGCGTAATGGAC
TTCCCGTCTCTGACTAAAAAGTCATACCACTCCAGACTTGTTTTAGGCATTGAGACGAGC
TGTGATGATACTGGGGCTGCTGTACTGGACGAAACTGGTACAATCCTGGGAGAGTCTCTT
TATTCACAAAATGAGGTTCATCTGAGGACTGGTGGTATTATTCCCACTGTTGCACAGCAA
CTCCACAGAGAGAGCATAGAGGTTGTGGTCCATGAAGCCCTGGAGAGGAGTGGAGTGACC
CCGAGCCAGCTTTCAGCCGTGGCCACAACAGTAAAGCCAGGATTGGCCCTGAGCTTGGGC
ATTGGTCTTGCGTTCAGCCAGAAGTTTGTAAGGAAGCACAACATACTGTTCATTCCCATT
CACCACATGGAGGCCCATGCCCTGACTATCAGAATGCTCCAGCCCATGCCCTTTCCTTTC
CCTGG
>CL5740Contig1
TTTACAGTCACACACACATTCACACACTGGTGGCGGCTCCGCTGCTGATCACTGGCGCCA
ACCTACCAGAGACAAGGTGTCTTGCCCAAGGACACTTCGACTCATGGGCGTGCAAGGTGG
GAATCGAACTTGCAATATTACGATCATGGGTCGACCGACCTACCGCTGCACCGCGGCCGC
CCAATGTTCTAAACCAGAGGTTTCAGAATCCAGGCCTCGAGGGCCAGTGTCAAACATGAT
TCCAAGCAACCTACAGTTGAAGCTCCTTATTGGCTAAACACACCCAATCAGCAGTTGAAA
ACAGAAAAAAACAAAAATCTCTGGCAGAATGCAGACCGAGCGCGAGGTTTAAGACTCGAG
CCGGACCAAATTAAGCTGACCAGTCTGAATACACCTGAAGTAAAGGAATCTTAATTTGAA
ATTCAGTTTTTAGGTAAAGTTGAATTTAAAATCAACTTTTTTAAGTATCCTTAAAGTAAT
AATAAATAGGTATTTAATAACCAGATTCCATAATCAGGGCTATCGTGATAAAGCTATCAA
TATGAATAGTAACTTGTTTTGTCACCATCATTTAAAATTGAAGATGCAAACTTAAACAGG
TTTCCTTTGTCTTCCTCTGGTTATGAAACCATCATGAGAGCAGTGCCGTCCACTTCTGTT
TGTGTGGCGTCATCAGACAAGTTTAGTTTAACTATGAATTCTCCAATAAAATACTTTTCT
GGGATGGAAAAAAAAAA



>CL5741Contig1
GTATTGCATAAAACACAAACAAGTGCAACACCCTGAAGCAACACGGCGCGCATTTATTTC
CAGCTCGGAAGCCTGAGTTATCATTTCACCTGCGAAATAAACAGACCAGCGGCTCAGTCA
TGCTCAGAGCTGTGGGACAAGTCTTATTCTCATCTGGACTGCAGAATCCCAAATTTACAG
CAGGAGAGAAGAAGGCACAGGACTATGAGATCCGCACCTACCATCCTGCAAAGTGGGTGA
GCACCACCCTGAGTGGGATGCAGGGTGAAGAACACATCAAAACTGGCTTCCGTAGACTCT
TCAACTACATTCAGGGCAACAATAAAAACAAGACAAAGGTGGATATGACGGCCCCCGTGA
CTTGCCATGTGGTCCCTGGGGCCGGACCGGCGTGCGAGTCTCAGTTCACCATCTCCTTCT
ACCTGCCAGAGGAGCATCAAGCCAACCCCCCTGAACCCAGCGAGGCTGGGGTTTTTGTGG
AGGACAGAAAGGAGTTCACTGCCTACGTCAGGACTTATGGCGGATTCTCAAATGAAAACA
TGAAGCGAGAAGAACTGCTGAAACTTCTGGAGAGCTTGAAGAGGGATGGCGTCGAATTTG
TCGACAAGCCGTACTACACGGCCGGCTATGACAGCCCCTTTAAACTGACCAACCGCAGGA
ACGAGGTGTGGGTCCTCAAGAACGCAGAGCACCAGTAGATAGAAGTCTGTCCT
>CL5742Contig1
TTTTTTTTTTTTTTTTTTAAATGTAAATGGAAATACTTTATTTCACTATGACACCATAAC
AAGCTCGAAAAGAAAAGTTACAAAAAAAGAATAAATGGAACAAAATGCTACAAAGCACCA
CATAATATAGACAGCCGGTAAATGTGCCAAAAGAACCTTATGCTAACTGCCTTTACTCTA
AGGTATCTTCATCATCGTCATAACTGAGAATTTCAAAAATCAGCTGAAACATTTGGACAT
CAAGCACAGTCATGCCAGTTATAGTAATATCTTACAGATTGATGTGGTGATGGTTCAGAG
TGGGAAACTGTGAGTCTCAAAGAACAAGAGAGTGACTTTGAGGGAAATGTAGTCCATCAT
CGGCTTTGGATGATACATGTTTGTATTTGGTACAAAGGGTTTGAGGAGAAGGCGAAGGTC
AAATACTGTTTGCAAGTCATTTTCTTTCTTTTTCGTTCTAAAGACAAAGTTTCAGGTTGC
GTCCTGTAGGAATTAAACAAGAAGACCTAGAAACTGCAGCTAATCAGAGATGATACCTGA
ATGTTTAGGCTCGAATATGTGTTCAATGGAGACCTGAATAGTAACCTCCGTTTCTGGCAG
CCATGACGGTGCAAACACTGTTTGACCCGGGCCTATCACGAGAACAGTGAGAAGATGTGA
AAGTGTGTTTTTCCTTTTTTTTTTTCCTTTTTGCCTCGTGCCG
>CL5743Contig1
AAAAAAGCCNGTNAAACGGAAANANTTTANGCCNTTTTTTGNTTTTTTTTTTTTGTGTAA
AGCATCTGATATTTCAGATTTATTGGGTGTTCACAGTGGATGATGTTGCATAAGGATGTA
ATTTTGAAAGTACAAGTGTACTTACTATTAACGGCTAATATTTTCACAAATATTTTAGCT
TATCATATTACATTTTTTAGTTAAAAACAACGTAGACCTGTTTATAGTTGCAGTCTTATT
TTCTTATTTCTACTAAACTTAAGCATCCAGTTTTGTGCATAAGGTTAGTATATTTTAAAA
AAGACTATAATTCCTCCGCCAAATATTTATCCATTGAGTTTTCATGAAGTGTTGTGTGTG
TGTGTGACAATGGCCGACATTTGTATTGTGTTAACATGGATCTACATGTTATACTANCAG
GTGTTCAGAGTGAACTGAACTTAAAACTCGGATCTCGGNTAAAGGAGCTCATAAATGCAG
CTGAATGGACANTANAGAT
>CL5744Contig1
GCCCACAGCGGCTCAGCCCAAGAAGCTGGGAGAAGGAGGCGCGCGGCGCCGCTCCTCCTC
CCACGGCCCATGCGCCGGAGACGTGGATGGGACGCCAAAGTCCCCCGGCGCGGACTCCAT
CCCCTCCCCCATGTCCCAGCAGCAGGCCTCGCCCTGCCCCGCCGGGCCCATGGTGGTCTT
TCAGAGTGAGAAGATGAAGGGCATGAAGGAGCTGCTGTGCGCCGCCAAGGTGAACTCCAG
CGCCATCAAGCTGCAGCTCACGGCGCAGTCGCAGGTCCAGATGAAGAGGCAGAAGAGCAC
GCCGGCGGGAGATTACTCCATGTCCTTCCTGAAGCGCCAGCGGAAGTCGCTGTGAGTCAG
GGAGGGGGGGTCGGGATGGCGTGCAGGACATACTGTGAAGATGGAAGCGCGCTCTCATCA
GCAACACGCCCAAGCTCCACACATCGCGTGACTTTGTGCTCCTGCAGTCCGGCCCGCACC
CCCCTGATTGTAGGTTAGGTTGTGTTTTATTAGCTGCTGTTGCACACCGTGTGACTTCAT
AGTGATCTACATGAGGAAGCTAAAGAAACAGGAAGGACCGGGAGCGACGTGCGCAGACGT
TTGTGCACCGCTGTGGTCTCGACTGAGGGCTTGACTGAATTTAGGATAGTTACTGTGTAA
CATTTCCCACTCTTTACAGACGGCTTATTTCTTGCTAGCTCTATGTTGCCTTAAGTTTGT
TTTTGGTTCCAATCTGTTGTTTTCTGAAGTAGGTGGCCTTTAGTTTTAAGGAATGCCATA
GTTTAGAGTATTTATAGTAATTTGAGACGGCCGGCAAGACCAGACCCTGTCCAGGTGGAG
TCATGCAACATCCTCTCGGCTTCACCTCTTGTTGTTTTTGT
>CL5745Contig1
AAATTGGATGTATTCCACAGGTGCAAAGTTTACATTAAATCCATGAATAACAGTTTATTT
CTTGAAGTAAGGAAGAGGTAGAAAGGAGCAAAATATAAATAAACAAGTGACTGACTTTCA
AATATGGAAATATTGTCCTGCAGCTGTGATTGATGACGTATATGATGCCTGAGACATTTT
CCAGAATCAGGGACTTCCTTACACACACAAACAAAAGAAATTGGAATAAAAATCAGTTTT
TGTATCAGTTCATCCATCCCCCTAACATAATCCAGAATATTTTGACTTTAAGGACAAACA
TTGCAATGGCATTACATTTTTTTCACATCACCTTCATCAAACTGACAGCTAGGCTGAAGG
AACTGTGACCCTTGCAGCATGACAGATTTCCCAGACTGCTTTTCTGACATCTGTACTTGA
AAGTGACACCTATGTAGTTTGCTTAAATGCCATTTGGAAAGGTGAACTGTGGTTTGCAGA
CAAGGGGAAACAGAAAAAAAAGTTTCCTGTAATTTATAATTTCATGCTGCGTCGTTTTTC
TGCTCCAGTGGAAACAGTTATCCTCGTACACACTGCCATGGAGTGTCCAGCCCCACAGCC
AACCAGAACAGCACGTAGATTAGAAATGAGCCCTGGATGAAGTACGTTAGTTTGAAAACC



ATTTCCACACATCCCATGTTCATTCCAGCCCCATGACAGGAGACGATCCCCAACAACAGC
AAGGTTATGCTCGGATCCACAAGAGATCTGTGTTGCTCCACGGAGGACGTGGACCTCTGC
AGGACAGCAAACGGCCCTGCTTTGGCTAGTTCCTGTTATAAAGCCTGCTAACAGCTCCTC
TGGAGTCTGAGAGTCTGAATTTGGTCGACCCAGCTGTCCGTAATCTCCTCTGCCCCAGGT
GAAGACTCGACCACTCTCTGTTTGAGCAATGATGTGGCTCCATCCACTCCACACGTTTGA
AACCTTTTCTCCATTTAGGAGAGACCGCCTGAGAGGAGTGGGAGAAGGCAAGAAGGACTC
AGAAGTGCCCAACTGCTCATGTTTGTTGCTTCCCCATAGAAACAGTTCCCCTTCTTCTGT
AAGGCACACGCAGTGGGCTGAACCTGCTTTTACCAGGACTGATTTCTTCTGACTGAGACC
TGGAACAAGACAAGGAACGTTGGAGCGCAGGTGTGATGGAACAGAGTTTGGCCCGAGGGC
TCGCTTGGCGTGACTGAAAAGACCATTCCCCCACTGATACACACAGCCTGAGTCATTAAC
TGCGAGCC
>CL5746Contig1
TTTTACTACATAAAACATACCAGACAAAATAAAAAGAATGAATAAGCTGTTAAGTGAGGA
TCTATGTGGGCCGGTGATTGTCCAGGTGATTTTCAGAGATTACAGGATTTGATAGGGAAA
TGATTTGTATTAAAACTCACTAGCTTTTCTTTGTTGATATGCCAGTGTAACACAATAAAA
TGAAATAAAACAACTCACTTGATCTAACAAAAGTGATGTGTAGACAACCTGATAGGACAA
CTTCAAACTTCACAGAAAATCTTACACTTAGTTGATTTATTTAAAAATAAAAAAAATACA
TTTTTACCCAAAAGGTTTGGTAAAGACAAATCCAAAAGTCACTATTAGATGCACACGTTT
TCATTTATTCTGTGACATTTTAAACTCTAACCTGATGGAGATTTTGATGGAACAGGACCA
TGAATTGCTAGAGATGCACTACGTATGCAGAATCTGCGTTATTGCTCATTTCAGTCAGAT
TCTGAAGAGTCAGAGGAGCTAGAGGAGGAAGATGACGAAGCATGTTTCCTCTTTTTTAAT
CTCTTCGTGGTGATGCTATCAATGCACCTTTTTGGTCTTTTTGCTTTTCTTCTTGTGACC
ATCTTTCTTCTTCTTGCGCCTCTCTTCTTGGTCTGAAGCCGAATGGGATCTGCTGCGTTT
CTTCCGCTTTTTGTGGGCGTCTTCTTCAGTTGAAGATGAACTAGATCTTTTTCTTGACTT
TCTGTCCTTGCTCTTCTTCCTTTTACGCCTCTTTTTTCTTTCATCATCATCATCGGAAGC
TTTCTGATGCTGACCCCTCCTTCCTAGCTTCTCTCTGCTGGGAGGAACAGGGATGTCGTC
TTCACTCTCCTCTGTGCTGGTGCTGCTTACGTCCAGAACTATGTCTTTCTGGGGGTCAAC
TCGCACAAAGTTTCGACACTCGAATGTTAAATGACCCGCGTATCCACACTTTTTACATCC
AGCCCTGATATTGTCCTTATTTGGTCCTGGCACAGCCATTGATCTTCACACGACGAAAAA
AGTACAAAAAATTAAAAAATAAGTTCAGCGCGAGCCAAAACAGTCTGGAGGAAAATATCC
CCCGGCCATAATGCCCGGGTTAACGGGCGCT
>CL5747Contig1
TTTGCTTCAGCAGAGCATCGCCTCCACAAAGACACAGCACCTCCTGCAATCTGGAAAAAG
AAACAACTTCTTACCTTTTTGGAAAAATGTCATTTTACCTCCAAGGAAATGTCCCTCTTT
CTGCAACATAGCATACTGGAAAACTTTAAAATTTTATATAAAGATGTCTTTTTTGGGTTT
TACATTGTCTTACAAAAAAGGAGTTTTATAAAACTTGCTAAATGTCTTATTCAGAAATGC
ACATTTTTTTCCAAAAAACCTCAGTTTAATCAAAAAATACACTGAATCTATCAAATCTCT
TCAGACCATGGAGCTTACAAGACTCGTAATATTTTGGGGTTTGTTCAGCTTGTGGATCTA
TAATTTCTTTTTGTTTTTATTATAATTTTTCCATATTTTATTTTTATTACTCCTAAAAAA
GTAGGCTTTTTTCATCATCTACATATCCTTCCAGTATTAATGTTTTCTTGTTGATAAGTT
AATGTATATCTGAACATTGGCGATAAAATAAAAATTACTTCCGGAAAAAAAAAA
>CL5748Contig1
TTTAAAAAACTGTACAATTCAGTCGTTTCCCAGAGTGAAAAGATTCAATAAAAACAGACT
GTCTATTTTTGTTGTTACAAAGTTTGACTGAATTAAAATAAACTGGGGAAAAAATGCCAC
AGCGCACATTACAAAAACAAAATCAAACGTCATATTGTTTTTCAGTAAATGATTAAGCTT
TACTGACACCTTAGAAAAATAGTTTCTCAAAATCTTTCATACCCAAAAAATGTAAATAAA
AACATAAAAAAAAACGTATTTTTTTAAGAAAGGCAGTCTCCCTGTGAATATAATACGACC
TTAAAAAAATACTATTCCCGTAATGATTAAAAGTCTCTTTATGAGTTGAATAACCCAAAG
TGTTGTCGTTTGTGTGCAGCAGGCTGAGGATGGGCCGCTCGCTGAGCTGCATTCTGATGA
GGCAGGTGCTGGATAGCATGCTGTCTGCTGACTGCACTGCAGAGCTGATGAGTTATGGCT
CCTCAGAGCTGCCAGACAAGCAGCTGATCTCCAACCACATCCAGCAATACAACACAGCGC
TGCAGTGAGGAGTCCTCCATGCAGCTCTGGGCCAACTAAAGACTCTGCTCTAGTTTGTGA
GGGGTTTCTTTTGTTGTTCACAGCCTCGCATCTCAGTCTGCAGAGCTGTCATCCGAGCTC
TCACCATCTGCAGCTTTCCAATCTTTCCTCTTCTTTTTTTCAAAGTCTGGCCCCGAGTCC
GACTCGGACAGCCGCTTCCTCTTTCTAAAGGCCCGTGTCCGTCTCTTGCTTTTTTCCTCA
TTACTGTCCCCTGAGCTGCTGTCCTCGTCTCTCCGCCTGCTTTTCTTGTTTTTGTGTCGA
CTTTTTGTGCGTTTTCTTTTCCTCGGCTTGTCCTTTGTGTCACTGCTTTCATTGCTGCTT
CCGCCGCTGCTCGAGGATTCGGCTCTCTTCTTTCTGTCTTCGGCTTTCTTCTTCTTTTTC
TTTTTTCTCTTTCGAGAGGATTTCTTGGTGTCGGACTTGGACTTTTTTCTTTTGCAGGCC
TTCTTCATGGAAACACTTTTTTCACCATCACTTTCAAACTCCTCAGGATAAAGCTCCTTG
AAGCCGCTATGTCCCCATCTGTCAGGATCTCCGGCCTCAAACTCATAAAGTTTGCGCGTC
CAGTACCGGGCCTCTCTTTCGTCGTGCTGCGAGGCTCTGTCTTGGCTCCGACTCACGTCT
CTGGGGTGATCGGGCACCCTGTCGCAGTGCATATGGCCTCTCACGTTGTCTTTGAACGGC
AGCTGTTTCGGATGGGACATCTGCATCTCCCAGCCTCGCATTTTCCACATCTCCATCTCC



TCCTGGATCTTGTTGTGTGCATCTGTATGCCGGATGACATTCCGCAGCAAGGTCTTCCCC
GCCGGCTGCTTTGACATGATGACACCTCTGTTAGTACTTCCGCTGGAACCCCGGCCAT
>CL5749Contig1
GGAGCGCAGGTGGGAGTCAGACCGGCCTAAAGCGGAGTAAAAAATTATTTCCGACTACAA
TTTTGCTAAATTGATTTCCGAGCTCGGAGGCGAACCTGGACCTGACGTCTGCGCGGGATT
TCAGAGTCCACCATGTACTCTTTGAATTTCTGCGGGACCCCCGGCGCCGCTGCCGCGCAC
CCCTACCAGGATTTGAACCCCACGATGTTGGACCTCCGCCGGCAGGTGGCGGAGCAGTAC
CGCGCATACTCCGCGGTAGGCCCGCCCGCTCACACCTTCACCATGGCGGCGGAAAGGCTT
GCAGAGCTTATCCTGGAAGCTCGCTACGGCAACCAACAGAAGCAGCGCCGCAGCCGCACC
GCGTTCACAGTGTCACAGCTGCAGGCTCTGGAGAAGGCCTTCCAGCAAACACAATATCCA
GATGTTAACATCAGGGAAAGGCTGGCCATGTGCATCAACCTGCCTGAGGCCCGCATTCAG
GTTTGGTTCAAAAACAGGAGGGCAAAGTTTCGTAAAGGTCAGAGATGCTCCACCAGCACA
AGAGACCAAAATCTAGATGAAAATCAACATAACAGGAAAATGGGTCAGAAGAAAGAGAGG
ATTGAAGAGGAAAAAGACACCGCAATGTCACAGGCTGGGAGTAACAACCCACTTCCAAAT
GGTTTGGATGAAACCAAGGATTTGGACTCTGATACCTCTCAATTTTCCCTGCAACTTCAC
TCTCCTCCACATGTCCCCTTTGTGTCAGGGGTCCACTACAGTCAGCCGCCTCATCATCCT
GCTCTGTTTCCTGATGTTGTCTTTCCCCCATTATTTTGGCCCACCATCCAACAGCACAGC
TCTCTCTTGGCAGGATCTACATTCAGTTACAAGAAACTGTAGTCCCTTTAGGCTGCATGC
TAAAACTGTGTGCCATCCTCAAATGAGATGCTCCTTTTGTGCTAAATCAGTCTGTGAAAT
CAGTCTGTGTGGAGAACAGATTCTTACATCCAAAAAAAATACAGAAGAAATGAATGACCA
AATACTTTTTAAGTCAATTAGGCATTAATATGCCTTAGGAGTATCAAAACTTTTGTCTGT
AAGGATCAGCATCCACAGATTCGACTTGTGTACCATAGCAACACTATGAGCACTATGGCA
TAAAATGTNAAATAAAATTATTTGCACCTTTTTTGAAAACTCAATTGTCTTTGTTTAATA
AAGTTTTTTAAGAAATACCACA
>CL5750Contig1
TTTTTTTTTTAAACTCCAGCTGCACTCCTAAAATACTCCTCCAAACCTGATCGATGATGA
TCTCTGTTTAATCTGGACAGGCACATCTCTGAATACGCCCTTGCAGCATACTTTTCTAAT
CATGTGCAGATACATTTTAAATGTACTGGTTTTAATGTCAGCTTTATGTCCAGGACATAT
TCTTCCTTTTTTTCCATATTGGTTGGTTGATTTTTTTTTCTCCTTAAAAATTAAATCACT
TTTCCACCTTCAGAAAAAACAGAAACAAATGAGAAAAGGCTAATATGCAAAATGGCAGTT
GACATAAAGCAGAAGCTCAACCTGTAAACTGAACATCCGGTTCTAAACAAACAGGTTGAG
GCTCATTAGGAATTCAATGCAAAAAAACAAAAACAACTTTAAATCTAGTTTTTTTTTCTC
TCCATGAAATAAAAATAAGATCACCCCATCTGCAAAAAGAAACCACTTTACATAAAATAA
ATAATCTTTTACATTACTTATATACATTTGAGTGACAAAAATAGGTGGAGTTCTTGTTGC
AAGAGTGAGGTTGGGGGTGTGGGTGTCTTATAGGTTTCACTCGCCGACTTTGTCCATCCT
ATAAACTACAGTGGTGAGGCTGTCCTGGTTTGACTCAGTGGGAGAGACTTTTTTCCAAAG
GGGGGCTTTCAAAGCTAGCTCTTGTTGAAGGCTCTCATAATCCATAGGTCCATAGGTGTG
TTGCCTCTGGTCGCCTCCCTCTCTGCGAGGATCATGCTTCTTGGCAAAGTGCCTCAGGTT
GTCATAGTTATGAAAGTTAAAAAGTTCAACCAGGTCCAGGCAAAACTGGATTCCTCTTAC
TGAGTTGCCAAGCTTGTCGAGTGGTGGTGACCAGCACACGCCTC
>CL5751Contig1
AACAAAAAACNNGGAAAACCCCCCCCCCCCCAGTCCTCCTCTTCCTCAGAGAAATGTAGA
AAGACCAGGATTTGGATGCGGTGGGAGTCAAACCACTGAACTTTTCCGTTATTCCCTTCA
TGGTTGATGTCGTTTAGTGCAATATAGACCCTGTTTTTCCTCCTGAAGTGAACGGATTAA
AATGGTACAGAACCGAGTTTTAGAGCGTTTTTAATCCGTTTAAGATGAAGAGATGTTTCC
AGACAAATGCTGGTGATGGACGGGTTTGTTTTCGCTTTTGAGAATCTTGACTTCCTTTAA
CCTGCTTCCGTTTTCGTGGGTCGGCTTAGCAGCTGTGATGTGTTTGCTGTTTTTAAAGAC
ATTGAAGTTCTCTCCTGAGGTTTTGTTTTGTGTTTACGTAGACAATAAAAACC
>CL5752Contig1
GCAACGCGGTGTTTGGACCTCAAAAAGTGCTTTTTTTGTTTTGTTTTTGTGTGTGACATA
TTTGATCACTTTAGGGGCAGGTTTCCATGGTTACGTCTCCACAAATATGTTATCTGGAAA
AAAAAGGTTAATATTTAAATGTACTTTTTGTTTTGTTTTTAAACCACTTTACCATAGTTT
CATGTATGAAAGTGACCTTTATTTTGTCTCTCAGAAGTGCAAAAGAAGTGTTTTTAAACA
AAAAAACAAAATCTGAACAGTTTTGACTGAAGTCTCCGTGAGAAACGCTCGCCCCTTCTT
TGTTCCCAAGCTCCAAACCGACGTTTTTCAACCTGAAAGACCTTTTTAAGTGCATTTATT
GCTGTGTGTAAATGTTTGTACTCATTCAATAAATACAGTTTTTAACTTCAAAAAAAAAA
>CL5753Contig1
TTTTTTTTTTGCCCTTTCAATAAATTCTTTCTGTAGTACAGGCGTCCCATTTTTGTGTTG
AGGAAGAGGAGAAAGTTCAGGGTCCAGAAAAAGATCCCAACGCTTCAGATGGTTAGCTCA
GCTTTCCCGTGTTGCTTTTAGGGTTCTTGCGGAAGGACTGGTTGGGTATAGAGCGGGTGG
ACAGAGAACGAGGCGAGGTTCTAGAAAACGAAGCCGGCGGGGTCTTGGGGATCTTCTTTC
CCAGATGGCCGATCCACTTCTTCTGCTCCTCCTGGGTCAGGGCCAGCAGAAGCATGTCTC
GGGCTGAGGTAACATCGTAATTTACTTTGCAAGGAGCAATGACGTCCTCCTTTTTGTCAA
GGTGGTCTTTGTGGCACTTCACATGGCAGCGCCGACACTCCAGGGCCGGTGGCGGCTTGA



AGACGTTCCACAAAGGCTTCGAACACGCCTCGCAGCTGGAGGGGAAGTGGTAGAGGGGTG
GGGATGAACTCGTGGCCCTTGTGGGGCAGACAGTTGGTCTTATCCCCCTGAGGAGCCGTC
TCCACTTCANACTCCTTCCTGCACTCCCCCTCGTTGGCATAAAGAATCTGGAATATCCNG
GGGATTTCTTCGGTT
>CL5754Contig1
TCCTGTGACGTCAGATTTCCGCGACCGTGTGTCAGCGTCAAACATGGCTTCAAGATTGGA
GATTAATTTCATCAGATTGTTGTCTCGCTGTGAATCTATAGCGTCTGAGAAGCGAGGGGA
GACAGAATGGAGGCTAGAGAAGTACGTTGGTGCTCTAGAGGAGATGCTGGTAGCCTTGAA
GAAAAACCCCAGCAAACCCACACCAGAGATCCTGACTGAATACATCAAGAAAGTGGATTT
TCTGAAGGGACTCCTGGAGGCTGAGAAGCTGTCCTCACCCACGGAAAAGGCCTTAGCTAA
CCAGTTCCTGGCGCCCGGTCGGACTCCCACTGTAGCCAACGAAAGGAATTCTGCCACGAA
GATGGTCCACATGCAGACCAAGGCCAGATGCACAGGCGAGATGAGGGACGAGCTGCTCGG
CACGCAGCAGGCCTCAGGCAGAGGACCAGCAGACAGAGATTTGAGAAACAGAAGAGGACT
TCCTCTCGATGAACGCCAGTCTGCCGCGGAGCTGGACGCCGTCCTGCAGCACCACCACAA
CCTCCAGGAGAAGCTGGCAGAGGACATGCTCAACCTGGCCAGAAACCTGAAGAACAACTC
TCTGGCGGCGCAGAGCATCATCAAACAGGACAACCAGACTCTCAGCCAGTCCATGCGTCA
GGCAGACCTGAACTTTGAGAAACTGAAGACTGAATCGGAGCGTTTGGAGCAGCACACCAA
GAAGTCTGTGAACTGGCTGCTGTGGATAATGCTCATCCTGGTGTCCTTCACCTTCATCAG
CATGATCCTCTTCATCAGAATCTTCCCCAGGCTCAGATGATGGCAGCCCAGAACGCTTTT
GGTCCAACTGACCTCCACAGATCTGCTGCCTCTAGGGCAAAAACGAGTCCCAATGAAGGA
GGGAAGTGCCGTCACTTAAAAACAGGTGAACTGGCTTTGAAGTCCACCTTCAGCTGAACT
TGGAGGACATGATGTCAAGAATTAGTGCTTAGAGCTCAGCAGCAGCAGGAGGAGCTGCAC
AGATGCAAATCCCTCTTCTAGAAAACCCGACTTCTTCCCGCTGTGTCTCAACGAGCCGCC
GTTATGAACTTTCCATCAGTTACTTTATCGGATTAACCCAGTTAGGCCTCTGAACATGAG
TTAATATAGACGGCATCAGGAGGTTCTGAGAGTCACAGAACCAGGCCTATAGGTCTGTTG
TAGGTCCACAGCTTCCATGTT
>CL5755Contig1
ATCTATGAACAACTTAAATATGTCCATAAAATCCTTTACTATTAAGGCTTCGTATGCCAA
AATCTTTAGAATACAAATACAAAACTCACCTGAAAAGCACAACATTGTAACGACGACGAC
AAACTTCATTGTTGTCCTGGTTAAAAAACACATTTTTCCAAGATGTTGCACCACACTTAT
TATCTGAGATTGAACCGTGAAGCCAAAGTCTTTTCAGGGTAGCAGCAATATAAATCTGTT
TTTTGTTTAGCGAGACTAGAGACCCTGTTCTGCCTGAAGTTTCTTTCAGAGGTGATGTCC
TCCTCCGGTTCTGGCATGCTAAAGTTGGTTTGGAATGGAAACTGTGGAGCTCATCTTGTC
AGACGTGTGTTTTTCTCTGATAGGAAGAGTTAGCTCATAAAGTCTTCAGTGTTCCAGTCA
GGTTCCTGCAGCGATATCTGTGTCCCTCACAACCTCTGCAATGCAAGCAGCCTGGGGCCG
TCGGAGACGGAGCTGGTCTGCTGACTGTCATGGGTGAGCGAGGTCGACCCAAGGACTGCT
GCGCTCGGCGTGACGCTGCTGCCGTTCCAACTCCAACAAGGCTTGTGGAGGCTTCATCCA
CCTTAATGCGGACGAAGCCGCTTTGGGAAATCCTGGTGGGTGATTTTCCAGGAGCTGTGG
ATCCAACAATTCCACATGACACGCCCAACCAGAAATGGCTATAACCATGTCTGGTTCGGT
TCTTTCCTCAAACTATGAGAAGTTTAGCAAGAACTGCGAAAGAATCCAGAACTCAAACAT
TCCAAGGCCAAAAAGAAAAACGTCTTCGGAGGAAGCGTCTTTGGACCCGGCTTCACTTAG
GATGGTTAAAGTCCGGATGTGACCCGAAGCCCCAAAAGGCTTACGGTAACTTTTGATGGT
GGCAGCATTTTTAGAATTGACATTTGGTAAAGTTGAATTGAGGATTTCAAACAGCCAAAA
ACAAAACAATGGGTTAGCAGGATGGTAAACATTCACCAAAAACATTTTTTTTAAGTCAAA
TCAATTTAATGTCACCAGAAACAGTCGTCATTCTTTTTCCTCTCTATAAAGACACTCAAC
TTTTGGTTTCACAACCAGTCAGTTTCTTCTGACTGCTGCTCCGTATTCTAGAGCAAAAAG
AACGTTTTCCAAAGCACACTTTCATGTGAAAGTTACCCAACCAGATCACCAATGCAGCAC
ACATCTCCACAATTATAATTCAGAACATTCAAAATAAAAAGATAGTTTCATGTTTGAAAC
TCTTAACAAAAAAAAAAACCCTCTCCACATAGNCCANGNGTATTTATTTATCAGGAAATA
TCAGGTCNCTCANGTCAAAACCCCAAAATTCTAGCCNGNGNGGAGCTGAACGCATCATCA
ACCTTCCNGAACATCTGTAANATAGTCNGGCTACAAATNGGCAACTTCCNGTAGGTCCTT
TCGTCAGTTCGCTTAAAANGTTGGAANAACCCGAGCAANGGNGTCCCGAGNGTTCNGGCT
GANCCGCTCNGGGAACTTCNCCTCANACTCCACTATGAGGNCCCCTCGACGGTCAGGGCG
TTNGGGATAAGGCAGTCCCTCCCCANANATCCGCCGCTTCNTTCCCGGCTGTACGACCTC
TGTAGACGTGACGGNGACCGTCCTGCCGTCTAGCGTGGGCGCGCTG
>CL5756Contig1
TTTTTNTTNTACTTTTTGCATTTTTAATCATTCAAAATAAATCACTTGATTCATACAGAT
GACATTCTTTCTCAATTAGGCATAAACAGTCTATGTATTATTTTGTGTGGCATTAAATAC
TTAATTACAATTCCTCCAACTGGGAATAAAGGAATCATTGTTCTGCTGTGGAAAGGTGGA
GCTGCTGCAAAACTGACATCAGTCCAACAAAGAACCATGCACAAGACATTTCCAGCTAAC
TGTTGAGAAAAATTATGATGAGAAAGAAAATGAACAAAACGAAACTAAGGCTGGAGCTTT
GGAGCCATCGACAGTGAGAACATGACGCTGCAGTTTGTTGTTTTACTTCCTCGAATTAAG
AGCTTTAAAAACACCTGCAAGAAAACACACACACATACACACCTGAGGAAACCGCAAACG
TCTGGAAGACGAGCTCTGTGCAGCAGCTGCTTGAGGATATCGGTCTTAAAAAATACTGAC



GACAAGCGCTTTCAGTTTCAAGTGACAACGCCTCATTATCTCATTGGGAGAAAAAGAAAC
AAAAAAACCAACACTGCAAAGTAAAGTCCCATCTGAGATTAGTAAGGGTTTTCTCATTTG
CTTTAAAATATCTAAAAATGCACCTAAATGTACAAATAAAACTACGATTCATGAAAACTT
GCAATTTCTTTTCTCGTCCTTGGCTCCGACCCACAAACACACGAGCCTTCTCAAGATTCA
GACACAAATCCAGAGGAGCCTCTCGGCATAGCTACTGCTGTGACTACAGTTTTGCAAGGA
AGTGCGTGACCGCCTGTAAAGGCAGAGATGCTGGTTTAATTTAAAAAAACAAACAAAAAA
>CL5757Contig1
AAACGACAACATCCAAGAGCGCCACTTCCGCCCCCACCCTACCGACTGCACCTCCACCAA
ACCAAGCCCCCCCCACCAACAGGACAGTTCCAGCTCAGGTTAGGAGGCTTTTCTGAGGGA
CAGATGTTAGTAAAGAGGAGAAGGAGACGACGAGGGATGAAGCAGGTTGACCTGGGGGAG
AGGTGGTGATGAAGAGTAACGTTTCTGCTTCCTGGACTGCTTTGAATCCAGAACATCTGA
GATCTTAACTGCGTTTTGGAGTCCATAAATGCCCGTGGAGGTTTCCCTTTAGAACGTTTT
CAGTCTTTTCATTTTATTTTTGTATGAAAACCAAAGCTCCTCTGCGGTTCAGTTATCCTC
ACAACCTTCTGCTCATAGATAGAAACGGTTTGGATTCTGACGTTTTATAAATCTATTCTT
AGCCTTGGACACCAGCTTTCTCCGCATGTTCCTTTAGGACACTTGTAGAGTCACACACGA
CTCTTTTCTCAGTATTTGGAGGTAATAAACACTCAAAAAAGGTTTCTTTAAAA
>CL5758Contig1
AGTTTGGATATGAAGCCAGACTTTGTAAGCAGGCTACAAAGCTCAGCTCAGTGGAAGTCT
ATGCGAGAGAAACCCTCCTTCCCTGCCTTTTTTCAAACCAAACTCTATCTGAGCAGCTCT
CCTAAAGACACCTTCCTCAAACTCCCTGGCTGGAGCAAAGGTGTGGTTTTTGTCAACGGG
AAGAATTTAGGACGCTACTGGTCTGTTGGCCCGCAGCAAACGCTTTACGTCCCAGGTGCC
TGGCTCAACAGATGGGACAATGAGATCATCGTGTTCGAAGAGCTGGAAACCGATGGAAAA
GTCCAGTTCAGCAGCAGCCCTGACTATGGCATGACGGTTGATGTCCAATGACAGGAGGAA
CAGGAAGACATCACCCAGAAGGAGAAAAGCCCTGGAGGCTGTTGAGAACTGTGTTTACAC
TGGATCAGGTTCTCCGCCCGGGTCTGCAGAACCCACAAGAGATGTGGCTCTTTTTTTTCT
TTTTTCCACTGTGATTCAATATTTGACCTTTTAAATAAACACATTTTTATAAAGCTCATT
GCGAATGTTTCTTGCCGTGTAAATAAATTTAATTTAATTGAAATGTAATTTTTTTTTCTA
CTAATTATGTAAAAAGTTGAAGCTGTGAGAAAATGTTTAAATAAAT
>CL5759Contig1
CGGCACGAGGTCGAAGTCCCCTACAAAGGTCCAGTGGGCGAGACAATACGAGACATCCTA
GGTGGGGTCCGCTCCACCTGCACCTACGTCGGCGCAGGGAAGCTAAAGGAGCTGAGTCGC
AGGACGACCTTCATCAGAGTCACCCAGCAGCTCAACACTGTCTTCGGCAACGACAGCTAA
ACCCCCGGTTATGCCTCGGGTTAAAGTCTGCAACACTGCCCGCATGACTTCCACTTGCTG
TTTTCATTCCTGTGTAACACAAAAGATCTGCAAGAGTTTGATGAATTTTAAAAACGGTCC
TAAAAAATGTCTTTATCCGAAGCATTTCCAGCACACAGTCCGAGCACCTCCAGGGGTCAC
GCTTTAAATTCAAATTTGAAAAGCTTTTATGCAAGACCTTTAAATGCAACCCTTGTTCCT
AACTTAAGAATATTTAAACAATGTTTAAATTATTTTAATTATATATGCAAATGTGGTTAT
AAATGAAAAAAGAAATATATATTTTTAGAAATATAATTGTCCCATTCCCCCTTTTTTGGC
ACTTTAATGCTTTTAATCAATTCCAGTGTTGCTCCATGTCTGCTATAGTAGTTTCAAGAC
AACAGTAATGCACTCTAGTGTATGGAGAGCAGGAGAAACACAGAAGGAGAACATTTAATG
TTGAGATGTTATAGCAAAGGTATTATTTGGAATGTCTTCTTCTTTTAAAGCCCTTGCTGC
TAAAGATTGTTACCAAAGTTGTTACAGTTTCATTCCAACAGCTTTAGTATCTTTATTATC
TAAAGTAACCTTTGAGGTCGTGCAGTCATCCTTGTCTTTAAAAGACCTTTTTCCCCATCA
GTATCACTTTTTCTGCTCAATTTACAAACCATTTCAAGCTCTATTCATGTTTGTGTTCCA
TGTTTACATAAAGGTTTCTGTGGCCAAATGTAACGGATGAAATGCATTCTCTTTCAGTTA
ATAAAGCA
>CL5760Contig1
TGTTGTTTCACCAGGAAAAATGATGATTGCCAACAAGGGATATTTCATAATGTACATATT
TACTAAAAAAAATCCCCACTCTGTAGTAATAGTTTGTCAGTCTTTGTTGNATAGGTGTTC
CTTCAATGGTAGCTATCTCTAACTGGACTCTTAGTGCACATATTGCCATGAAATTGTACT
ATATTGTTGAATATTGTGATCCCAAGGCAAACTGATTGTATCATACTTTAACATCTATAA
ACTGGAAAGAGTGCCAAAGTTAACATTTAACTCAAAAAGACCACAATAATATGCTTGTGA
ATGTACATTTTAGTTTAACTTGTGATGTTTTTGTGCTTTGCGAGTTTGAATTGTGAAAAA
ACTTATCTTGGAAGATTGTGAGGACAAATAAACGTTGTGCTGGTTGATTTTTTTTCTTTT
CTTCCTGTAACTACACCCCTCCTTTTGTAAATATTAGCTGCCATATTTATCCATTTGTAA
TTAAATTATGGTATTTACTTGCTACAGATGAAACAGTATTTATAAAGAATGTTTCTTTAC
TATAAATATGTACAATGACGAGCTAAACAAGGGCAGTTGTTTCGTTTTGTGCTTTTGTTC
AAAGTTTTAAAATGTGTTTCCTCTCTCATTGTAAGAAGAATTTTACTGCATACAAATATA
ATAAAAAGGTGTTGCAAGTGAAAAAAAAAA
>CL5761Contig1
ATCTACAAAAGCAGCCGAAGAAGGAGCTCATTATCAATGAGATCCTAGTGATGAAGGAGT
TGAAGAACCCCAACATCGTCAACTTCTTAGACAGTTTCCTGATGGGGGATGAGCTGTTTG
TCGTCATGGAATATCTTGCTGGTGGCTCCCTGACAGACGTCGTCACCGAGACTTGCATGG
ATGAAGCCCAGATAGCTGCTGTTTGTCGAGAGTGTTTACAAGCTTTGGAATTCCTGCACG



CAAATCAAGTGATTCACAGAGACATCAAAAGTGACAACGTCTTGCTGGGAATGGATGGAT
CCGTGAAGCTCACTGATTTTGGCTTCTGTGCCCAGATCACTCCAGAACAGAGCAAACGCA
GCACCATGGTTGGCACACCTTACTGGATGGCTCCTGAAGTAGTGACCAGAAAGGCTTATG
GGCCTAAAGTAGATATTTGGTCACTTGGTATTATGGCGATCGAGATGGTTGAAGGCGAGC
CTCCATACCTGAATGAAAACCCACTGCGAGCTTTATACCTGATTGCTACAAATGGAACCC
CTGAGCTTCAGAATCCAGAGAAGCTCTCTCCAGTTTTTCGAGATTTCTTGAACCGCTGCC
TGGAAATGGATGTAGAGAAAAGAGGAGGCGGCAAAGAGCTTCTGCAGCATCCGTTCCTGA
AGCTGGCGAAGCCCCTCTCCCAGTTCTGACTCCTCTCATCCTGGCAGCCAAGGAGGCCAT
GAAAGGCAGCCGTTAGCTGGGAAGGCCCGCTGCGCCGGCCTCCGGCTGCGCAGACGCGTG
CCAACCGTTTCAGTTTTTGTGCCAGACAATAGACTGAGTGGCTCGCCTCTCTGTGACGCA
TCAGCCTTATAAGCCCCGACAAACCTCACTGTGAAGAAGACCAAAAATCAAGAGCACGAC
TGTTCACTCGAACTCTGATTCAGACTGAAGTGCACCGTCTCAGTCGGGCGTAGTGGACTT
TGTGCATCAAGGTCGGGCTAGGTTTGTATTTAACGTGGAAGGAAGAAGATGCCTAGTTCT
GTTTAGTTTTTTAATCAGCTGCCTTAAACAAATGCAAAACGTTTCCTAATGTATTGTTGA
TTGTGTCACGTCTCCCTTCCTGTGATTTTTACTACATTTGTAATTTACCTTCTCAGCTTG
TCAGTGTCTTAGTTCTTTTGATACTTGAATTTCATTTTAGTTTCCCCATTTGGTCTGTGA
AGTGTTTCATTTACAGAGCACT
>CL5762Contig1
TCGGCACGAGGCTGAGGTTGTGGCAGGAATCCCCAAATAAAAGGTTTGCTGCTGAAATAG
AATTGCATCGCCACCAGAGGGCAGCACACTCCACTGCCATAAAAGAGCAATTTTGTTTTT
TTTTGTTTTTTACGTTGTATCACTTTACATTTTACAGCACAACAATAACTCTAAGCTTCA
ACTCCACGAAGATTAATTTGCAGATGTGACCTCAAAACCATGTGCCTGTGCAGAAACTGA
CTTAGCAGGTGTCAACTCCTAGAACAGTGTAAAGGTGTTGTCTGCATTTTTCAGCATGAA
TCAGCTGCTTTTAGGTAGAATGTTGCTGTCAAATATATATTTTTAATTTGTTGCAAAATT
TGAAGTCTTGGCCATTGTAGAGCAGCAGCAGCAAAGCATAGCCAGTTTACGAAGTGGACT
GTTTGTGCCTGTTGGAGGGTGGGGTGGGGGGGGGTACCTTTTTCCTTTAGATGTACGAAT
GGGACACTTGGCTAGAATTTGTATGGCACAATTGTTTNACATTTAAATAAA
>CL5763Contig1
TTGCATGCCCCCCACAGGTTTGAACATTTTTCACCCGCAGACAGTCCGTGTCCACCCGTA
AGGGAGGTGGTGACTAAGTGTGATCAAAGCTTTACCTGCCTTTTCTGATAAAACACATCT
CTTTTGATGATCAAAGTTTTTTCCTGTCTTGTCAACTTGTGTTTCTACCTTCTCCAGTTC
TTCCGCATCAATCTTTCTCTCCTTTCCAGCTGGACGTTGGTGTTGACGATGAGGAGGATT
TCCCTCCTTTTTTCAGCTCCATTGAATCCCGTCCAGAGGGCCACGCCGGTGATGCTTACC
CCTACNGTGAATTGGGTTCCTCCAAGGAGCCGACGTCCAGCACCAGCAGAGATGTGCTGC
TGGACGGAGGCCTGATGGAGAAAGCCGCCTGGGAATGGTTTTGGGCATCATGAGAACGTG
CGAGCGGGGATTCTTCTCGCTGTGGAGAAGCAACGATTGGAGCTGGAGAGGCAACGGCTG
GCCATAGAGACCGAACGCCTTTCTGTGGAGAAAGAGCGGCTAGCAGTGGAGAGGGACAGA
CTCCACCAAGTGGAGGTGGAAAAAGAGCGCCTGCACCTGGAGAAGGAGAGGCTACAGGTG
GAAAGAGACCGGCTGAGGCTTCTGCTTGTTGGCCAGTCAGAGCAGATCGACTCATCTTTC
AACTTTTCCCAGCAAGGCCCACCATCCTCTTCCTCATCTTTGTCCTCCTGTAGCAACCGG
CAGGGGGTGAAGGGAAGCAAAGGCTGGATGTCAGTGGTGGATCTGGAGACTGAAAAGATC
AACCTGGAGAAGGAGAGGCTTAATCTAGAGAAGGAAAGGCTGCAGTTCTTTAAGTTTGAG
AGCGGGAGACTGCAAATTGAAAGAGAACGTCTGCAAGTAGAAAAAGAGAGGATGCAGCTG
CAAGACAGTCATTCAGTTAAAGGCTGATATGAACAAGACGAGGAAGACTATGTGACATTA
TCCCAATGTCTTCAGCAGCAGCAAGAAGAAAGATTCAGGATGTGCAAACTCTGGATTTGG
AGATCATGCAAGTTAAAAAA
>CL5764Contig1
CGGCACGAGGGCGTGTCCTCGGATCTTGGAAGCTGTTTCGAGTCTGAGCAGAGGAGTTTA
AAGTTTCTTGTAGAAAGATTTTTTTCTCTTTTTTTTGGGTCATTATTTCGTACTCCTTTG
TGTGATTTAGCAGTCAGGAAATGTAGGGAGCTGAGGAAAGATTTTGAGAGGCAGGGACAT
CTTAAGAGTCCTTGGGGAAGGGCAGGAGGACCGTGGTAGTGTAGGAGCATGCTGCTGTTG
TAGGAGATGTGGATGATGTTCAGCTAGAGGCTGGAAGAATTCAACAAACAAACAAAAAGG
CTTCGTTATTAAACTCTGATGCCTTCGTTTGTGGGGGGGGGCATTGACATTTTTGCATTG
GGGTACTGTCAAGTGAAGAGTATGTGCTAGTTTCCACTTGCATGGAACTTGCATGAGGAA
GTTAGACAATAGGCTAGATCATGTGAGGACTTTGTTAGAAGAGTACAACGCTGGTAAAAT
ACTGTCAATGCATCTGGAGTCCCACACGGAGCTGTTTTCGGCTCCCTTACGATTTCAATG
GTAAAGCNCTTTGAGAACNTGCTCCCCNGGAGATTAGAAAAATAAACNCGCTGGGNGGTG
TTTTTTTTTTTAGGTGAATGGATTTTTGTTTTGGTTTTTTTCCTCATTAGCCTTTTCTGT
GGTTTTATTTTGTAGGGCTGGTTTCCCAAAAACATTAGACATACCCTTGTCAAGCAAGAG
TCCATTTTAAAAGCCTCAA
>CL5765Contig1
GTTTCTTACCTGTAGGGGTTTTCATATGAGCTTTTGAGGTAGAACTTTGAGAGTAACTTT
TTTCACAAACATTACAAGAATAAGGCCTTTCAGACGTGTGTATTGAATCACTATGTTGAG
GTAAAATGTTTCCACATGTGTCACAGGAATATGACTGACATAAGACAGCTGAACTCTCCT



TCACATGAGAATCTGAAGGAGAGTCCAGCTGGACAATCACAGCATCACTGTTTCTGAACT
GGCTGTTTGCTTCCAGAACTGGGTTCTCAATTGGTTTGGGGTTGGAGTCCATGTTTTCCT
GATCATCCTCAGTGACCATGAAATCATCAGTCTCCTCCTTCAGTTCCAGCTCCTCTCCTT
CCTCACCAATGCAGACCTCCTCCCACTCCTCTTTGATCAGTGGAAGCTCTGGTTTCTCTT
CATCCAGACTGGAGCTCCTCTCCTGCTTCCAGAGAAGCTGCTCATCATCAGTCTCCTCCT
TACAGATGTTTTTCTCTGAGGGGTCTATTCGTTCCAGCTTTATGACAGGAATCATGGTGA
TCTTCCTCTGGTGATGCTGATGATCCAACAAATCAGACTTGAACTCCATCTTCACATCAG
TCTCCTGATTCAGGAGCAGCTGCTCTCCCTCCTGGTTACTGCAGAGTTTCTCAGGTTCTT
CTTTAATCTGTAGAGGTTCTGGTTCTGCTTGGTCCAGACTGGAATGTCTCTCCCGTTTAT
GGAGGTGCCATTCATTCTCATCCTCACACAGACGCTGCTGTTGAACATCTGTTTTGTGTA
AGTCTGTCTCAGCATTTCTGATCCCCAGGCAGTACTGATAATGTGACAGTTCCTTGAAAT
CAGCATCCTGATTCAGCCAGAGCGACTCTTCCTCCTGATTAATGCACAGTTCCTCTGGTT
CCTCTTTGAATTGTGGAGGTTCTGGTTCTGCTTGGTCCAAACTGGAGGCTCTCTCCTGGT
TAGAGCTGTCATTCATCATGTACTCCGCCTATTAGGAAGTTCACCTGAAGCTTTAGTGGG
ATTTCCGTCGATCTGTCCTCCTTCCAAAGATCCTTTTCAACATTTTCATCAAAAATGTGA
AGTCTTTAACAACGCGTGAACGAACCATACCGTA
>CL5766Contig1
GACTTATCTCTCAGTTGCTGGAACCCACCTCCAGGACACAGGAAGCTGCAGGGAGACTTC
ATGTACATCACAGTGTTTACAGTGGAGGGACGACGTTGTGACATCACGTCCTGTGTAAAA
GGTTTCTTCCTCAACAGATCCACTGAAGATGCATTTGATCCACGCCCTGCACAGTCTTCT
GTAGTTTACCACTGCCTCACAGACCTGCTCTGTCACATCAGTCCTGCTTTCAAACAAACA
TTTACCACCCTCAAAACCAGGCCTCAGCAACCAGCAGTGGAGGTGACTCCCACTCCTTAC
CACACTCTGAGCTGGCTCGGACCTCCCTGTGCCTCTCGGGCCCACAAAAACTCCTACAGT
AGGCTGGGTTTGGATGAACAGGCAGCAACGCAGGCTCCAGATTGGAATGAGGAGTTACAA
GGGGCCAGAGATCTTCCTCAGGGAAGTCTGGAGGAGAGGGTGCAGAGAGACCGATCTGTT
CTACAGGTTAACGGGGCATTTGTGAGGGCTGTCATGCAAGGAGCAGAAACCATCATAGAT
GGGTTTGTTGAACCAGTGAATGGAAACCCAGAGGACCCAGCTTTCCTATGGGGTGGCCTG
TTCATGAGCCAAGGGGCAGGCGGTGGGATGTTTGGCAATGAAAGGGGTCGCAGGGCAGCT
CAGAGACTGGAGCTAAAAGGCGTTCAGGCTTACAGTGACTTGGAGGGGCTGCAGGGACTG
CACACTCTACCTACAGCCATCGTGGACTACAGAGGAGTGCGACTGTCTGCTCAAGGTCTG
GCGCCTGGCTTAGAAGGCTCGGAACAGGGAGAGGAATCCAATGCTGCTTCAAGAGGTTTG
CTTTATGGGGTGAATGCAGGACCCCAGGAGTCCCCCCATCGCAGAAAGCTGCTTGCCCTC
TTGGCCCATTCAGCCAAATCGCTTTCCCTCCAGAGACACGTTGTTCTAACACCTAATGGT
CATAAAGTACCGCTCTTCACTGCCGCGGATGCTCAGGGGCTTCTGGGAGCTGACGGGCGG
TTCTACTTACTAGACGTGTTTCGGACCTTTCCTGCTGATGCTAACTTTTGTCCAGAGACG
GAAAGCCACACACCTACTGAAGATGAAAATACAAACAAAAGCTGTGAACAAGAGCTGGAG
AAAAATGGCTGTCAAAAAGAGGGCTT
>CL5767Contig1
AAACCCCATTAAATGTGTTAGTCCCAAACCAAAAAACCAACAAAGGTTTGTTCATATGCT
TCTTCTTTCATTTACCTTGTCTCATTTTTGAAGTGTGCTTTAANACATTATCTATGTTTT
CTGTTGACAGATTAACAGATCTGAAATGTTGAAAGAATTTTGATTAGACCCGACAATTTC
TAAGGATATATTTTCTGCTTTTTTTGTTTAAGATGCTGCTTTCTCAGGANAAACCTTAAA
CTCTGAACCTTTATGAAGACGTGCCTGTTTTCAAAACACACTTTTTGAATTTCTTTGCAC
AAGAAAGGGACAAAAAAAAGGCATTAAACTTAAAGACAATCATAATTTTAATTGTTCTTA
AAGAGGAATGAAAAATAATTTAACAGTTAACAGCAGAAAAAGGCTTTTTTTTGTTTGAAA
TGAACATAAAGCTGTGTGTTTAATGTCACATTTGTAGCTAATGGTTCATGACGATAAATT
AGGCACTGCAGGTTTAGACGACAGGAGAGTCTTCGGGATTGGGGGCCTCCATCTCTGGTT
TTTCGCCTTCCTTGGAGTCCTCGCCGCTGACAAGGTAGTATGGAGGCGTCTGTCTTGCCT
CGATGATGAGGACGCAATCAGGGGATAAGGAGGCAAACACTGTCAGGGGGTCTACATCTG
TGGGGATCTGTATCTTCTTTGTGAAGTTCTTCGTCACGATGCCGCCCTCCTCTTGCTTCT
CTTCATGTTTTCCTGACACCTCCACGAACCCGTCCCTGGTCTTCACGTTTAGCTCCTCTG
CTTTAAAGCTGTGCACGTTCACGCACACTTTCCACGGCTCCCCGCCGCAGCTGGTGGGGG
AGCCCCGGGACTGGGGCTCTCCGTACCGGCTGCTGGTGTAAACCGCGGGGCCCCCCAGTC
GACTGACGCGCGGGGAAGCCTGTGCGTAAACCGGTGCCAAACGGCGAGGCGCCGAGGCGC
GAGCTTAACCGGCCCGGCCGAGCCCACCCGGGCCAGTCCATGCCCAGATCCTCGGGGAAA
GGAGGCATCCCAAAGTCATCGTCCATAAAACGGGACGCCAGTTGATCTCTGAAGGGAGAC
TGATCCCTGAACGGAGACTCAAAAGGATCTCTGGGGAAGCGCTGCCGGTTTCCCATGGTG
TAAAAGTCTCCCTCTGCCATCTCCACTTCAGCACAAACTCAGAAACTTTTTGGAAATGGA
TTGGTTAAGAACTTTCTCCTTATTGAAAAATAGTACTTCTTCGGGAGGGGGATAAACCTT
ATCTGATCTGGAGCGCGCGTACCGCCCGTTACGCCCTCGTGCCGA
>CL5768Contig1
TTTTTATTTTTGTGCTTATTATTTTGTACACAGTGCATCCATATTATCTTCATCCGTTAT
GTTATATTTGAACAAGACAGCTTTGATTTTTCAGGGAATTTTTGCTATTTTTGTTATTCC
CTAATGTTCAAAGTGTCACAAACGTTACAGTACAGGCACCTATTTTAACACAGTTTTAAT



GCACTTTACTTTACTCACACATGTTCTATAAAATTTGACATTTGACTGCAGGTAAGGACT
GAAGGTATAATGTTGAAAATGAGACACACAGGGGATAATGCTAACTCTACAAATCCAAGC
ACTGTAACTCATTCTCTCAAAATAAGTTAAACATGTTAACTAATCAAAACAGAAAAACAA
CCAACCCAAATCAAATAAAAACATGTGTTTGGTTACATTAAGTTCACATTTGTCTTCAGT
CAATGCACAGACGACCCACAATTCTCAGTAATCATCATCTTCCTCCTCATCGTCCTCAGG
CACAATTTCAAGCTCATTTTCGTCTTCCTCTTCATCCTCATCTTCTTCCTCATCCTCTTC
CTCCATATCACTATCCACAGCTGCGTTCAGTAGGAGTTTGGTGCGATTGATTTCACTCTC
ATCGTCAAGATTCATTTGAACCTCAGTTTCAGTATTTGAACGCTGAGAGGCCGCATCTTC
TGTTTGGGCACTGATAATAGACTTCAAGGTTCCTTCTTCAAATTTCAAGCGGTTCAGCTG
GTCTTGCAGCATGACTTTGATTTTGAGGAGAGTCTCCTCCTCCTTTTTCAACTCCTGCAA
GCGGCTGTGCATGTTTCCAGCTCCAGTCAGACCATCACTCAACACTCAAGGTTCTTCTGG
TCAATCTTCCCGCAAGACTACCATTACAAAGTCGACTGAATTCGGGAAAGGACTAAAAAA
AGGTTTATCCGAAAGGATATATTTTGCATACAGACGTGCAATGCACATCGAGACGACATT
AGTCCCCGGCCATAATGCCCGGGTTA
>CL5769Contig1
AGATGTCCATCGCTTTCTGTNTGTCCCGCCAGTCTTGCTCTTTGGAGCTTAGAAGGGCTC
TCACTCGACCAAGTTCATTCTCAAGGCTCTNTGGGTCTAATGTGCCCTCTTCCTCTCCAC
CAATGTTAAAGAACAGCTTGCAGATGATGTGTCTGGTGCTGACCTGTTTCCTGCACTGTG
GACAGGTTTTCGTGGGCGCCGTCTGAAACCACTTAAGAACACATTCATAATGGAAAGTGT
GTCCGCAGTGAATGGCGGCGACATCTCTGGAGTGATCGAAGAGATCCGAGCAAATTGTGC
AAGATGCTCGTATAGGCATCCTGTCAACTAGGCACACGCTGACTTTAAGCTAACAATAAA
GATCTGCATTCGGGTGAACAAATCCTTAAACAGAGCATTACACTCTTATTCACACTTCAA
CTACGTGTGATCATGAGGTTCCGTCCTTTGAGAACTGCAATTTGTGAAACTGGTCAGCCA
AATAATAAGGCTAAAAGCTATGCTAACAAACTAGCTGTTAGCCTTATCAAAAGCCTTAAA
ACTCACCGAACGGAGATTTTAAATTACTTTGTAACTCTGTTTGATTTCACCAAAAACTAC
CAATCCTATCCATCATACTTCATTTGGACTGCATCAACACGTAGGCGAGTAGGGATAACT
AATACAAACAAATCTTCATTAATTGTCTTGTCTGTTTCCTCCATTGACTGTTTCCCCCGG
CCATA
>CL5770Contig1
TGGCTTCCAGTAGAACAGTCACTCACTTAAGAGTCCCCGTTCCCCTGCCTGATTTTCCTT
CTAAGGTGTAACATCTGAACCAGCGGACATGGCATCTGTTTCGGCTCCAGCTCAAGCATC
TCCTGCTGCGGCTGCTAATTTGCAAAGGGGAATTGTGAAAATGGTCTTGTCAGGCTGTGC
CATCATCGTTCGGGGTCAGCCTCGAGGTGGCCCGCCCCCAGAACGCCAGATCAACCTCAG
TAACATTCGAGCCGGAGTGCTAGCACGCCGAGCAGCACAGGGCCAACCCGACATCAAGGA
CACCCCTGATGATCCTTGGGCCTTCCAAGCCAGAGAGTTCCTGAGAAAAAAACTAATCGG
GAAAGAGGTGTGCTTCAACGTGGAAATCAAGACCGCCTTAGGCCGCGAGTACGGCATGGT
TTACCTGGGAAAAGACACAACAGGCGAGAACATTGCAGAGTCCTTGGTGAACGAAGGTCT
TGCAACAGTCCGAAGGGAAGGAATCAGAGGGAACAACCCTGAGCAGGCCAGACTCTGTGA
GCTGGAGGACCAAGCGAAGGCTTCCAAGAAAGGCATGTGGAGCGAGGGAGGAGGCACGCA
CACCATCCGGGACCTCAAGTACACCATCGAGAATCCCCGCAATTTTGTCGACTCCTTGCA
TCAGAAGCCCATCAATGCCATCATAGAGCACGTTCGTGACGGCAGCGTTGTCCGTGCCTT
GCTGCTTCCTGACTACTATCTGGTCACTGTCATGCTGTCTGGTATCAAGTGTCCGACGTT
CAAGAGGGAAGCAGATGGGACGGAATCACCAGAGCCGTTTGCAGCAGAAGCCAAATTCTT
CACCGAATCGCGGCTCCTGCAGCGGGATGTGCAGATCATTCTGGAGAGCTGCCCCAACCA
GATCATCCTGGGCACCATCCTCCACCCGAATGGAAACATTACAGAGCTCCTGTTGAAGGA
AGGCTTTGCCCGCTGTGTGGACTGGTCCATGGCTGTTTACACCCAGGGTGCTGAGAAACT
CAGAGCAGCTGAGCGGTCTGCTAAAGAGCGCAAGATTCGCATCTGGAAGGACTATGTGGC
GCCCACGGCCAACTTGGACCAGAAAGACCGGCAGTTT
>CL5771Contig1
GATGGCGGCTGATGCTGAAACAGAAAGCATGAAAAATTACCACATAGCGTTGGAGAAGGT
GGACCCGGAGGCCGGACGCTTCCCGTACTGCATAGTCTGGACCCCCATCCCGGTTCTAAC
ATGGCTGCTGCCTTTCATTGGCCACATGGGCATCTGCACCTCCGGCGGGATCATCCGGGA
CTTCGCCGGACCGTACTTTGTCTCGGAAGACAACATGGCGTTTGGCCGACCCACAAAGTA
CTGGATCCTTGACGTCAGCAAAGTCTACGCCAGCGGCTCCAACGCCTGGGACACGGCGGT
GCACGACGCCTCCGAGGAGTACAAGCACAGAATGCACAACCTGTGCTGTGATAACTGTCA
CTCCCACGTTGCCATGGCTCTGAATCTGATGCGGTATGGAAACAGCACCTCATGGAACAT
GGTCAAGCTCTGCCTCCTCACCTTCATCCACGGGAGACACGTCAGCTGTGTGGGCTTCCT
GAAGACCTGGCTGCCTTTCATGATGCTCATGGGCGTCGTCCTCACCGTCGCTCTGGCCCT
GAACCTCCGGTGACCCGGGGGGGGGGGNGCTNGGGGGGACCA
>CL5772Contig1
GAATACACTTCACTGTGTCCATCGACTACTGTTTAATGGTGTTGCTCGACCTGCAAGCCT
CTAACAAGAACGGACAACTTCCACTATGCTGATCCTCCAACCTGTGACTTTGTTCGCTAG
GAGTCGTGCGTTTCAGTCTGCATTCCCCGGGCCTTGTCCTTTCAGCTATGCTCACGTGCA
AATGTACACCTGGTCGGCTCAAACCTGGATTCCACTTTGGCTGGAGATACATCAACCGTG



GCGCATTACCACGAAGACGCGTCCAATTCCCTCCGCGTCCTCTCCTCCACCACTTGTCGC
CCTCCCCGTAACACCGGCCGCTCTCAACCAGAGGGCTCTCCAGCCTCCCCTCCAAATCAT
CTCAACCGTCAACTTTGACCTCATCGACATCCGCTCTCTCAAACAAGGGTCAGCTGATTC
AGGAATTATTCTGGATTTCAAGTTTGACTCTGCGTTACAGAAACTTGGCAACTAAATGAC
TTCTCCCTACTTAATGACTCCACCCTTCCTGGCTTTGTTTACCTCCGTCAGCCTCGTTGC
TATGGCTGCGGTCTCGCGGTGACATCACGAGAAGTGGAAAGTCCTCTTGATTCCACCCCC
CTCATTCTGCTCCATTGAGTGCACCGCCTTCATGCTTCCTGGACCCACACCAACTTTAAT
GGAGGTTTACCGCCCCACCAAGGGCCCAATGAATGGCTTTCCCATTCATAAAGAAATGTA
CAAGGAGCATATTCTACAATACAAGGACTTGAGTTCCAACACTAAACATAGTTACTTTAC
TGAACTGATCGATGCAAATAAGGGAAATTCCAAAAAAGATTTTTCTTTAATGAATATCTT
TCAACCTCATGACAGTCTTCCTCCAAATTCCAATTCAGGTTGTTTATAGTGAGGAGTGGT
TATTATAGTACAATACCTAAAAGGTCAAAAAAGTGTTTTGCATGATATAGGCCCTTTAAA
ATAAACAGTAGTGAGCATCTGTCTGCATTGCACTAAAATCTGGACGCTAGTTAGTTCCAC
ACTAGTTTTAATAGAGTACTGAGAGAATCTGGGAATAGTCAGGAGAACATGAAGGACAGA
ATTCACTGAGAGACCAGGGTGGGAAACGCTTAACCATCAGCTCTTGACCTGAGGTTTGGT
TCTGACTCGGTACAGCCAGGCTTTGGACCTGCACCCTGCATGCCCCCCCCCCACATCCTC
ACCTTGAAACAAATCCCCAACAGGATCTTTGAGACCTCTTTTCTCTGCAAAGTGTAGCTG
GCCGAACTCCAACAAAGCAAGAGGGGAAAGAGCCCCGGCCATAATGCCCGGGTTTNNCGG
GCG
>CL5773Contig1
GGGGGACTCTGGAGATCATGTTCAGGTTGCTGCCGTTGCTGTTGCTGTGGATATGGACGG
CGTCAGCGCTGCTCAGGGTTCCTCTGAGGAGGAACCCCACGATTCGAAACCAGATGCGAG
CTGAGGGTCTACTGGATCAGTTCCTGAAGGAGAACCAACCTGAAACGTTCAATCGCCGTT
ACGCTCAGTGCTTCCCGCCCGGGACGCAGTCGCTGAGGCTTGGACGCTCCAGCGAGAAGA
TCTACAACTTCATGGACGCCCAGTACTACGGGGAAATCCGTCTGGGAACTCCAGAACAGA
ACTTCTCTGTGATTTTTGACACCGGATCTTCTGATCTGTGGGTTCCATCATCCTACTGTG
TCAGCCAGGCCTGTGCGTTCCACAGACACTTCAAAGCTTTCAAGTCGTCCTCATTCCATC
ATGATGGCCGTACCTTTGGGATTCACTACGGATCCGGACACCTCCTTGGAGTTATGGGCA
AAGACACTCTAAGGATCGGTAATCTGACCGTCCTCAACCAAGAGTTTGGAGAGTCTGTGT
ATGAACCCGGCTCCACCTTTGTCACAGCAAAGTTCGACGGAGTTTTGGGTCTGGCCTACC
CCTCCCTGGCAGAAATCATTGGAAAGCCTGTTTTTGACAACATGTTGGCGCAGAAGATCC
TGGACGAGCCCATCTTCTCTTTCTACCTCAGCAGGAGTAAGAGTAAAAGTGTCCCAGAAG
GACAACTGCTACTCGGTGGAACCGATGAGAGTCTCTACAGCGGACCCATCAACTGGGTAC
CTGTAACTATAAAGGGATACTGGCAGATCAGAATGGACAGTGTATCTGTGCAGGGTGTGA
GTTCCTTATGCCGGCGTGGATGTGAGGCCATCGTTGACACTGGGACGTCCCTCATTGCTG
GACCGCCCAGAGAAATCCTGAGACTCCATCAGCTCATTGGAGCAACACCCACACACTTTG
GTGATTTTGTTGTGGATTGTGCCAGATTGTCTAGTTTGCCTCATGTGACCTTTGTCCTGG
GGGAAGTGGAGTACACACTAACCTCTGAGCACTACATCAGGAAGGAGACGTTCAGCAGCA
GAGAGCTCTGCTTCACCGGTTTCATGGCCGCAGAGATGTTTTCTGCTGACGGTCCGCTGT
GGATTCTGGGAGATGTTTTCCTCACTCAGTACTACACCATCTTTGACAAAGGACAGGACA
GAGTCGGCTTTGCTCGAGCCAAA
>CL5774Contig1
TGAAGGACAAACGGGAACACATCATTTATTTATAGTTATTTACACATCTGGAAAACCCCC
CCACCACAGTAGCAGTTTCAATGGACCCCCCCCCGAACGGCAAGCCACACTAGTGGATCC
TCGTCAGCTCCTCCACGATCTTGATCACCTCGTCCACTGTGGCCTCACGCTTCATGCCGC
CACCATCATCGATTTGGAGAGTGCTGACGACCTCCTGCATCTTTGCCCGGCCGAGATCCA
GGAAGCTTTCGATCAGGTCCCCGTCTATGAATCCTGTGGCCTGCTCCGTTTTACGCTCTG
TGTAGAAGGACCTCCAGAAGCTGTGCTCGATCTTTCCCACACTTTTGATGACTTTGTTGA
GGCGGTTCTGGAGGTCCAGGAGAAGGCTGTGCCAGCCCTCAGACAGGGATGTGACCAGAC
CGATCATGCCGTTGACGGTGCCAAAGAGCACGGAGCCTTGGGTGGGGGTGGAGCTCTCCC
CGAGGTTCTGCAGTACCAGCGAGCCGTGGCAGAAGACATTAACAAACTCGCCAAGGTGAA
AAACCCCCACCTCCTGCAGGTGTTGCCTCTCCTCGTCTGTGGTGGCCGCACTGTCCTTTT
GGCAGACAAACAGGTTGAATGCGTTCTCTGCTCCCAGAAAGTTATCGTCATCCAGAATTT
CCACGGCGCTCATCCAATTAGGGTTGAAATCCCGAGCAATCTCTTCAAAGTTGCCTTCCA
TGGGTTTGTAGGCCAGCAGCAGCACAGACCTCATCAGGTCTCCCACCAGGATGAAGTCTC
CTTTAGTCTTCAGGTAAAGAGCCATGATGTTGTTGTAATGGTTGCACTCGGTCCTCAGCT
CCTTCTCAGCCGTCCACTCGTACAGACGGACTGTGCTATTAATGCTGGCCAGCAGCTTGC
CGTTGAACTCCACCATAGAATAGACGGCTCCTTTCACCTCCTTCTCTGCCACGGTTTGCA
GCTTACCGTCAGTGTAATGGAAGACAATGATGCGCCCCTGCTTAGGTTCAGGCTCCTCTG
GGTACACCATGGCAGTTCCCACGATGAAGTACACAGACGGGTCTTTTCCAACCCGGCATG
ACACCAAGCTGAGGCCATACTCGCTGGGGAGAAACTGATGGGCGTGGAGAACTTCGAAGG
TGTGTTGATCCACTACTAGCAGACTGTGAACCTCCACTTCCTCCC
>CL5775Contig1
GNGTATTCGTTAAGAGTGAAGCCNTTCTCCAAAGCATGAGCTCTCATATTTTTGTNAAAG



ATGTCACTTCCAGTGAAATACAAAACTCCACAGTAGTACTGGTCTTTGGGAATCAACCTA
ATGTCAATACGCCTGTGAAGGTATTCTTCCTCATCCTCATCATCATTGCTCTGCTGCAGT
TGGCAGACACCCATGAACTTGGTGTCTCCTTTGGACAGAGTGTCAGTCACAAAGCCAATG
GACTCCAAGTGTTCAACCACAGCATGGAGGAGCTTGGGCTGTTTCTCAGTCTGCGAGGTG
TAGTTNGGGTGGGTCAGCAAAATATCAATATCACCACTCGACGCTGCACCTCTTCTGTAG
CTTCCACATATTGTTCCAATATATTCTGGATCAATTTTCTCCAACTCAGCAATGATAAGA
GCCTCCATTTGTTCCATTTCAGCTCTTGGGATCCTTTTCTCAAACTCTTCAAAGTACCTG
AGTCCAATCTTTTGATGGTGGTTAAGTTTGTGCTCAACCTTTTTCAAATCATCTAATGTC
TTCACCCCTTCTTCAAAAAACTTCCTGGCGGCAGCAGGGCCAATTCCAGTAACTCTAGTG
AGGAAGTTGATGGAAGAGCTGGTATCATCATTTCGGATCTTTTCTAGTTTTCTTAGTTTG
ACAGTTTGTAGAAATTCATCAATCTTTTCTGCTATTTTGGCACCAACACCATCCAGTTTC
CCTGCTTCTTCTCCGTTCCTAATCTTGCTTGGGTATTTAGAAATGGTAGATGCTGCTTTC
CTGTAAGCATTGTACTTGTGTATTGCCCTGTTGGGGTTTTTCTCGTAGAAAAACAACTCG
ATGAGAAAGTCCGTTATTCCTTCGTTTGGAGATTCCTGTGGCCCTTTTCTTTTGCTCATA
GTGGCCCTAATTCACTATTGTAGTGTTTTAAAAAAAATTCCCAAGTAATATTTGCGTCGA
AAGCGATTACAAGCTGC
>CL5776Contig1
GAGCTTTATTTAGAGATTTAACGTGACAGGAGTGTAGATTNTCTGAACACAGATGATGGA
CAGCAGCTCCTCACCAACAGGTCATTCAAGAAGCTGTTTCCATGGAAACCACAGCTGCCG
TCTCTTTCTGCAGGGGGTCAGTTATTTTCCTTCAGTCTGCAGCAGCTCTCTGGTCCGGAT
GGAACGTCTGCCTCTGCTGGAGGGAAGTAGGAAAATACTACGACAAACCTGAGCTTTAAA
CATCCCATTAGTCTAAATCAACTAGTCACAGCTGCAGACGCTGCAGACACTCCTGCAGAC
GCTGCAGACGCTGCAGAGCTGAAAGCACGGCTCAGCTTCTGCGTCAGTGCAGTAAACTAC
GTTCCACTGCATTTGGAACAAATGTTTCCTGAAAAGGAAGAACGTTCCTTTGGTGGCGTG
TTTGCAGAGGGGGCGGGGTCTGACTTTTACACGTTCGTCATCGGTTTTGCTTCGAGCTGA
AACTAACCGCTGCCTCTTCAGCTGGTGGCCGTGTGGAATGGTAGCTTGGAGGCTCCGGGT
GGCGGGTTCTACTCCGTGTTCCGTGGGTCCCAGCAGAGAGGACGGGGAGGCCTGCAGGCC
CGTCCTCGGCGTGTCGCGGTGGGACAGGAAGGACCGGTCCCGTTTCCAAGAAGCTGCAGG
AGCCACAGGGGGGAAGCGGCTGTGCTGCCTGCAGAGGCTGCAGCTGCTGCGGTCCGCTCA
GGGAAACGGCAGAACCGGCCAGCGGTCGTTTGCAGGTGTCTAGGTGTGCTGGGGGGCGGG
GCACGGCTGGCTGTGTCTGTACGCCATGAGGAAGCTGGACGACTGGTGCCACCAGTAAAA
CAGGAGGACCAGCAGCAGGTGCCACACCTGGTGACTGGAGCCCAGGTAGTTGAGCTGACC
TGGAAAGTAGCGCTCAGGAACCCTTGGAGACGTAGAAATGGCC
>CL5777Contig1
TGTGTTTTTTATTTTTATTTTCTGTATTTCTAGAGGAGGGGAAGAAAAACAAACTTCTTT
TTGGATTTTCCAAGCTCTTCTTCGGCCTGAAGCTCAAATCTACTGAGGTTCACAGCTTAA
TCAAAGGAGATTCGTTCCGTCCAGAGGATGTTTTTCACCCACCTCTTAATTAAGCTCCCC
TTAGAAAGATACGAAAACACCCAAAAAACAACAACAACAACAACAAAGGCACGTCTGAAT
TTCCAACTGCTTCCTTCAGATCAGAGAGCACCTGATACGGCGAGCGGAAACACAAACGTC
TCCTTCCTTCCTTCCTTCCGACGAAGCGCAAACTGTACAAGGCGAGAAATTTAGATTAAA
AAACAAAAATCAAAGCGGGACGTAAACTGATCAGCTTTTTTTTTCATGGTTTCCTGTTAG
CTTAATCATACAGAAAGTGCTATTAGAAGAGAAGTGGGTGATGGTTTGACGCTCAAACCA
GGACAGAAGACTTCATTTAAATCATTCTTCAAAAAGAAAAAAACAACAAAAATTCACAAT
ATTTAGCTTCGTTTTTGGTCACAGGTCAAAGCGGTTCTCGGTTTTCTGGCTGACAGGGAG
TCGAGTGGTTCAGATGGCACGATTAGATGGTTGGCTTTCCACCTTCAGGCGGAGAACCTG
CAGAGAAAACTTGGATCTGAGGCCTGGCATTACTAATGCGTCGGTTGGTTAAAGT
>CL5778Contig1
TTTTTTTTTTCAGTTTGTTTCTTCTTTAATCTCGTTTTTTTTTTAGTTTAGGGACATTTT
AGGCAATAAGAGTCGACCAATCACAAACAGGAACAGGATTTGACATCTTACAACATGACT
GCCTGATTGGCTGTGTACTTTTTTATAGGAAGACATTTGGTGTGGAGTAGGTTGATGGGC
GTGGCATCTCCAGGTGAGCTCACAGAGTGATTGACAGATGTTTATGTCTTTCCAGCCAGT
GTTG
>CL5779Contig1
AAGCGATGTCACTCGGAAGAAAGATTTACAAAGGACCCCGCAGCGATGACGATCAGCTGT
CTGACCGTCAAACATCTGAAGAAGGCCTGTTTTCAGAGAGAGATGGATTTTCAAAATACC
AACGCCTTATACTGGGTTTGGGCCTAACCTGTGGTCTTATGCTGATATCTGCTGCTGTGT
TGGGGATTTGCTGTGCCAAAGCCAAAGACTTTGACATGTCTGACTTAGCAGCATCCCCTC
TTTTTGCCGAGCTGAACTTCTACCGCAACCAAAGTCACATCATCAAAGCCAAAGTGGAGG
CTCAGGCATCACTGATAAAAGAACGTGCCAGTCATCTGCAAATCAAACAGGAAGTGAACC
TGAAGAGGGCTTTTGTTGACAAGCTTCAAGGAAAGATAGAGACTCTAAAGCAGGATGTAA
AAATTCTCCAGTCAAACAAAACAACTTTAGAGAAAAACTGCGGCTGGTGCTTGCCTAAAT
GGATTTTTCATAAAAGATCTTGCTATTATTTTTCTGATGAGGACGTTTCGTCAAGAAAGA
ACTGGACTGACAGCAGAGACTACTGCATCAGCAAGGGTGGTGACCTGCTGGTGATTAATA
ATTTGGAGGAGCAGGTGCTCATAAGAACTCATTTGTCACGGGGGAGCAGCAGTCATGTGT



GGTGGATGAACGGGTTCTGGATTGGTCTCACCGATGTGGCAACTCAGGGAGTGTGGGTGT
GGGTTAACAATGTCACAGAAACCTCCACAGTGTACTGGAGAATGGGACAACCCAGCCGTT
CTGGACCTCAGACTGGAAACTGCGTTGCTTTTCTGGGTGAAACCATAAGTACCTGGTACA
ATGCAGACTGCAGTCAGCATCGGCTGAACTGGATCTGTGAGAAGGAAGCAAGGAAAACTG
ATGCAGTCTAATATTACCACCAAACATTTGTGACATTTAACAACATTGTGTTTAATGTGA
GATTCATAAAAGTACAATTTTCTTTAAAATTGTATGTCAAATGTATACATTTCTTGATAA
AGTCTTTTTTTATTTTAGGAAAATATATTTTAAGACCAGCGTTCCTATTTTAAGTAAAGA
AAAAAAGGATTGTTCAATGTGAAGACTTG
>CL5780Contig1
TTTTTNNTNTGTACCGAAATATTTTAATGTTTAAGAATTTTGGGGCATTCGCAAATTTAA
TGGAAGTTCTTTGTTCAGCCATGTGCTTTCATTCCAAAATCGGAAACCTTTTCAGTTCAG
TTAAATAGCAGATTGTTCTTATTTTATTGTGTAATTGTCACAGAACTATTATGTCCACAT
GTCTTCTCCGATCGCCAAACCAGCGTCGTCGTCTTTTCTTTTGGCCAGATGTGTTGCTGT
TGACCGTGGAGTTGATCGGTTGGCCCCTCCGAGGCCCTTGTGTGGTCCGTTCGGACTCCA
ATCGCTGCCATCGCCGTCAGATCACTTTTCTTTCACCGTTGAAACCGCTTTTCTGTGTAT
TTGTAGGTCAGTTGTTGACTTTGAATTCGCGTTGGTGACGACTTCACGCTTGGCCGCTTT
TGTGGTGTCTGTCTGGTCGGGTAAACAGCGCACTAGACTACTATGGCAGCTATAAAAACG
CAGTTCAGTGCAGAGCTGGCTTTGGTTTTCCTGAGCATCCT
>CL5781Contig1
TTATTTGATCCACTCTTTGGAATGTAATAGTCAGTGATGAGAGTCTGAGACAACAGCGAC
AGATGAGTCTGGGTTCTGGCCAGAAAGTCAAAGTACAAACAATACTTTTAGTCACATAAG
GCCTCACTGCGTTCCAATTCTTTTCACTTCCACATGTCCTTTTTTTGTTTGTCTTTTTCT
TTTTTAACGAGACGACNAATTACAGAAAAGATACCGACAAAAAAAATAGCTCTTTACTTT
TCATACAAAGAAAAAAAAGTAAGGAAACCATGGCACGTACAATCAGTGACAGTACAGAAC
ACAAGGTGATATTATAGCAAGTAAATAAAACAGTTACGCTTCAAAACAGACGCTTTGAGA
ATGAAACCCATCTCTGCAAATTGTACATTTTAGAGCTCTAACACTGTGGAAAAGCAAAAG
GAACAATAACACTGTTCTCTCCCCACCACTTCTCTCCTTAATCAACAATATAAACACATA
GAGTTTTTTTTAAATATATCAGTGCAACATTTGTTTTCACTTTGAGTGCTGCAGCATCTT
TTCTACCATGTCAAATGCTTTAGTTTTCTGCTCTGAAGGTGAGTGCAGTGAAAAACCAGG
AAAAGTTTCAGCGGCCAAACAGAGTCAAGTTTCTCTATAGGATGAATCATAACTACTTTA
AAATGAAGTCAATGACTGTCTGGAGGCTGATTTGGTTCATTTTTGTTGTGCAAATTTAAA
ACACAGTAAATTTTGAGTAAATTAAATTCAAATTCAGGCTAATTACTTAAAAAAATCAAC
ACCAATAACAACAGAATTGGCTTTTAGTAAGTAAAACAAAGTGATTGAGGAATTTAATTG
CTCAAAAAGTTTTAAAATTGCTTTTTGCCAATTTGAACAAAGACACTTTCACTTCATTTC
AAGTAATTTAATGAAGAAAAAACATCAAAATGCAACCATTTCCATTAGGAGAAGAATCCA
AGGAGTTTTTAATCCAGAAATCCAGTTCTGAACCCCTCATGTCTTTTTAGGGCAGTCTTC
CTGATAAATCTCAAACAGTAATGTTCTGAGACACTGAGAAGAACCTTGATTGTGGCCCAT
GATCCCGGCCATAAGGCCCGGGTTTNAA
>CL5782Contig1
TTTTCTTGTTTTATTTTTTAGTNCGCTTGAAGCTATCGCAAATAAATACAGAGATCCTCA
TGTGGATCCAGTCCCTGCATGAATTACAATAGAAAACTCACTGGGCCTCAATCTCCGTAT
AAACCTGTTATTCTGTCTCTATTGGTATCCTAAGGCCGAAGCAGTTGTGAGTCTCTGTCC
ATAAAAAGCGTATGGGGAATAATATGGCCCGGTGGCGGCTGGCACCGGCACTGGAGCCCC
CGGAGTGGGTAGAGGGCTCTTTGAGTAGGGGTGATAGCGGCCGCTGAGTCCGAGGGGGTG
ATGGGGGCCCCGGAGGGCCAGCGCGCTCCCGGGGCTGCCGTTAGGCGGGATGTGCATGTG
ACAAGCCATGGCAGCAGCTGCGTTAGCGAGAGATGCTGAGCCCGGATAACCCGATATCAG
CTTGTCTGTGCCGGCGAAGGCCGTGTGAGTCCGCAGGTGGCTGAGGAGCTCCTCCGAGGA
GGAAAAGCGCTTGTCGCAAGGTCCGTTTGCAGACACCCAGTTGCACACGTGCGGGTGGGG
GTCGTTGGGCAACATAAAGCCATAGGGATATAAAGGATGTCCGGTAAAAGACGGAGTGGA
AGAGTGCATGCTGTGCAGCGGGTGCGTGGGGTACATGAGCGGATATCCGGACTTGAGCGC
GCTGGCTGCCGCAGCTGCAGCCGCCGAGTCATGCGCGCAGTTGCCGCTGGACGCGCCGGA
CAAATGGCTTGTGCAATGGTAGCTGAGGCAGTAGGGGTCTCGACAGAGACTCGCTGACAT
CAGAGACGGCGGGGAGGCTCCAGCAAGAGGGCTGCTTCCTGCTTTACTGCATCCGAGTGA
ACTGGCAGCAGCAAACTGTGCGCTCAAAAGCTGGCTGCTGGAATTTGGTGGGGTCAAGGG
TCATTCCGGGAGGGAGAAAGTGCTGCGGGTAACCCGCGTAAGCACCTGCTAGACTTCCTG
GATATGAAATACCAGCAGACTGCAAGGGGAAAACGGTATGACCGGGCTTGTAGGGGGAAA
CGGGGGCCACCAGTCCAGAGCCGAGAACAGAGGAGGAGGAGGTCACGGATGTAGAGTCTG
ATGTACCGCTTTTGGATCCAGATGTGTTTTCTTGGTGTTGGCTGCCTTCAGAGGTAATTC
CGTTTATCCTTTGGCTACCACTATTTTCTGTTGTGCTGCTTT
>CL5783Contig1
CNTGGAAAGTCCCACTCCAGAGGAGTTCAGGGCCAGAGACGTCAGAACCAGATGAGGGGG
CCGAGGAGAGGAGGCAGGACCAGGCCGCAGCATCCGAGAGCTGCCCCCATCACGGAGCAC
NTGGACAAACTCTATCTGTCATNTGAAGCACCTTTGAGGACCAAAGCTCCGNTCGGTTAT
GAACAGTGGGCGCACAGGGACCCAGACTCGGGCCGATCCAGGACAGACGAAGAGGAATCT



GCAGCGCAACAGGAGATGCAGCTTTTGCCCGACCATCAGGCCTCGCTCCAATCCGCCGTG
GAATCCGAATGCTTAAAGGACTGCGCAGGCTCCGCTGGTGGCCGCAGCCATAGTGGAAGG
AGGAGGGGTCCTTATCGACCCACCCAGCACGCCGGGCCTCCTGGACTCGGGCGCCATCAC
TGGGACGGTCGAGCTGCGAGAAGCAGAGGCGGACACCACCGGGGTCACGGCAGGGGTTTC
CAGCAGAGGGTGGTGGAGAGGGGAAGGGAGGAGGTGCTATGACACAGGGCAGCAGGAGGG
TCAAGCCAACATGTGTGTGCCTCCATCGTCAGCCTGCACAGATTTAAACCCTGCAACAGA
AGAGACGCTCACTGGAACCTCAGACTGTCCTCGCCGCCGCCATGCTCCTTCATCCTCACT
AACATCAGCTGCAGACAGCAGCTGCTTTACCTTGTGATGCCATGTGACCTGAAAGAGCTG
CGATTAAAAAATGTTTGTGGATGTGAAAAAAAAAA
>CL5784Contig1
TTTATTTAAAAAGTTACATGATCCCTTTTGAAAACGTAAAGCTCACAGAAGCAACACATT
CTGTCGCAGTTATACGCCAAACATTGAAACACAAACAGCAAATGTCAAAAGCTCCTGATG
GCGGCGACTCCCACCTCTGCTCTCTTCAGAGTAACAGACGTTTCCTTTATCAGCGAGTCT
CACAGCAAAGCTGGAGCCACATGATAGACGGGGAGGGGGGGGGAGTGTAAAGACCAGGAG
TCACGAGGAGCTATGCTGCAGCAACCGGAGGAGAAAAAGGAGGAGTGGATTTGGTTCTGA
AAAGCTGTGGATACAAAGGAAACTAAAAAAAAAAACAGCTAAAAAGGAGGAGCATGAATG
CAACACATGAAAATAAAATGATGTTGTCATTTAGGGGCTTAATGCTTCATTTCATTACAA
ACAAAACCTTTGACTGGAAANACTTTGAGGGTCACAGGAGCAGCAAANACCTCANACGTC
CTGAACCTTNATGGNTTCCTGNGGCCAGCTGTACGTGTCCACAGTGAAGGAGTCGTAGT
>CL5785Contig1
AAAAAAAAAAAGGGGGGGGGGGGGGCAGAGGTTGCTTTAGTCCAGAGTAGAGATTCGATT
TGCATTCTGGGTTAGATTGGCCAATGGGTCAAACGTTCTTGCTGACAGCGGGCTGATAAA
TCAAAAGTTCTTTACAATAATGGGTGGAGAAAAAAAAAAAGCAAGTGGATCATCATAGAA
AAGACTAAGATTTCTTAGAGTCCTGTGTGTTGCGCTTTTTAAGATCACTCAGGTCCACTG
GTGTAAATGAATGTAGATTAGGGTTAGGGTTCTTCTCCACATACTCCTGCGGCCCGCGGT
CGTTACGCTCACTGTTTTGCGTTGATCGGATGTCTCTGAGCACACACTGCCAGGTATCAT
GTATAAAGCGCACATTTTCCTCATGTGCTGGAGTAAAAAGCTCCCCGGTATTAGTAGGGG
ATCGGGGGCTTGAAGTTCTCTTGTAGCTATTCACCATCCTGGGAGCTGATGAGCTGGTCA
TTCTGTTTGCAGTCTGTACTCGCTCCTCGCTCCTCTGTGGTGAGTGGATGAAGGATCCAA
AGATTAGGAAGTTCTCAGCTTGGCAGAATTATTCCCTTCAATTTCTTATTTCAGAGTGTA
CGCCGTTATTTCTAGCTAAAACGTTGCCAATGCCAACCAATCATTTCCGGTGCCCCCGGC
CATA
>CL5786Contig1
TTTATTTTTATTTGATTCTTGTNGGCAACATCAGGAAAAAATAATATTATTTGGGTGTGC
AAGAGAAATGAAAAAGGATTTTTTACAAAAATTAAAAGATTTATGATAGAATAAACTTAA
GTGACTAATCGAGGAGGCCCCTTTCCTTTAATATGATCATCAATCCCTTTCTCCTCCTCC
ACGTCACCTTCACCCCATAGTCCCTCTCTGGTGTGTCGGAGACCAAAACATTAGGATGAA
GATGACACTGCGGGGAGGAGGGATCAGCCAGCAGTGAACAAACAGGGGGAGACATGGGGC
AACTGTTCTGCTTCATTGTTGGAGTGTCCACTTCAGGAGGCGGGTCAACATTGCCAAGTC
TAGGGCTACTACACCCACCGGGTGGAGTTCTGCTTTCCTCCGTTACCTCTATTAACTGAT
TTTCAGGTTGGTGCAAATATTCACTGTGAGATGCAGCTCTATTTAAAGATTTTTGAGGAT
TTCTTCGTCTCTTAGGTGCAGGTAAAACTGTCCTATTGCTTTGACATGATCCCTGTGGTT
GATCTTCAGGCATTGACGTCACCTCTGCCGCTTTCTTTGTGCGCTGTCCACTTGGATTAT
GGGACTTGTCTCTCTCCGCCCTAAGAAATAATAACGATGGGTATTTGCACACTTTGTGTT
TCCTGGACAGCTCGTTGCACGTGTCAAGAATCCTTGTGACGGACTGACAATTTCTTCTTC
CTCGTCTAAATGGAGGTGTAGCTGAGATGTCAAACTGGGGTTGAACCCAGGAACTGAGAG
CTGAAGAGCTGTGTGTCTTGGAGAAAAACTCTCTGGGATTGAGAGCAGCTCTGACTTCAG
GCACATTTTGAAGTCTGGCGCCACTCACAGGCCGCTCCAGGAATTGCAGTGCAGGCTTGT
CTGTCTTTGCCGCTTTCCGGGGCATCAATTTAAATCAATCTTGAGCATCTTATATTGTGC
TCTTTCCGTGATTATGTGTCCATGTACGGAATAAAAACGTTCCCTTTTTTTTCGGTTCAT
TCAGACCTTTTTATCTTAGCTTGTCCGTGTTGTTGTTACTTTTAATTTCCCGGATTTTTT
CTTTGTCTTCTTCGGGTTAGCGGCTGGCCATCCC
>CL5787Contig1
GCGCCGGAGACGCTCAAAGCGGGTCAACTTCGGTCCCGCATCAGCCGCTGCCAAGTCTGC
ATGAAGAACTTGTGAAAGACTGCACAGGAACTTCAAGTCCTTTCACCTGAACTGAGCTCT
GTTGAACTCCTTGAACCAGTCAGATGAAACATGCAGCGAGTGAGGTGACTCAATACTTCA
AACTGCACTGTAACAACGAAGAAAAAACCCAAGGATCTATTTAAAAAAAAAACAACAAAA
AAACAATGATCCAATGTTAGTGTTTAAAGGATGTTTTGGTGCTTTTAACTTATTACCTCA
TCTGACAGCAAATAGTAAAATACAGCAGAACCAAAGATGCACCTACTATGTATGCAAATG
CTCAACATTTCCCTTTTGGCTTCAGGTCAAAACTACAGACTTACTAACAATGCTTTGCCA
AAAAATGTCAACCAAGACTATTTTTCCACAGCTNTATCAAAGCCTGTTTTTGTAAAATTA
CAGTAATCCAATTTTNTTTTTAGACAAGTGTATTGACTGCTTTTTAAAAGTNTAGCTTTT
TTCATACGTTCACCAAAATGCACTGATTTTTTTTNTCCTGTTTGAACTAACCNCTTTGAG
AGTTTAAAGNGTTTATTTTATGTTAGTCGTTTTCATTTACGCATTTAATTAAATATGGAG



CTACCAACATGCCAAAATAAAAGTACATTACCAGACATTTTTCCATTAAAAAAAAAAACA
ACCTTTCAGTTCATTTTTCTTAAACAAGTTTGACTTAAAGTTCTGATCATTGTCACTGCA
TGGTTACTTGATGTAAGGATAAAG
>CL5788Contig1
TATACTCTATAAGAAGCAACTCTTTGCTCCCTCCTGTAAATAAAATCCCAGAATGCACTG
CTATGGCCAGAGTCCAATCTGAAAAAAGACAGCATTCAAAGCTGTCTGTGTCACGTCTAA
ATTTCTGCATACACGTTAGATTTCTGCAGCTTTAGGAACTTCACGTTTATCTACAGTTTT
CATGCCTCTGAAGCTTCGGCCTGATAAGAAACTCACTTATCTGCAAGTTCTTGTGAACCG
CTCCATGAAGCCATGAGGACGCCAGCAGCAGCTGTGCCACCTGAAAATGGTTCAGTCCGA
AGACCTGAAGCTGAACAAGCACGGCCTTTTTGCATCAGAAGAACCTGCTCCATGATGTAC
AAATCTCAAGAATCTCGCTCTTTCACATTTCTATTCTAATATGTGAAAGTCTTGCTGTCA
TATAAATCCAGCCAGGCACAAATTATGAATTTCTCCTTCTTGATCAAGCTTCAAACGACT
AGCATTTCCGTGTTTTGAGAAGGTCACTGCCAAGTCTGATTCCCGGATTGGCCAAAGTTC
AACTGGTTTAATTTTGAAGGCTTGTTCAAAGGCTGCATGTTTTGTACGTAGAGCCTGAAA
ACGTACTTACAAACTTCCGTCGCAAGACATGAATGAAAGAACTTTGAAATTGGATGCCCA
AAATGGTCATATACTCACGTTTACATAGACTTTTCATAGGAAGTGGCTGCTTGGACACCT
ATTTCCGAGTTTGGTGTGAATGTTCCATTAACGTAGTTGTGCTCTAACGGCTGCTTCAGC
AGTCTTCCTCACATCACCCTCATCTTAAACTTTATCGCACTATCTGCACTCCTCCACTTT
AGAGTGGTTCTCCTATTGTTCAGCAGCCCTGACAGACAAAAAACATATTTAGATGTAGGG
GCAGGGGTCCATTGCTGTGCAGAAATTAAATGTGTTTTTCTGCTTTGTAAATGTTCCCTT
TTTCTCAGTGATCATGAAAAGCCCATGTAATTTTAACACGTTTCGAAAAAAAAGTGTCAT
GTTTAGTGATCGTCTTTTGGACCTGGTTCTTCTCTTTTTATGTTTTATAAACTTTATGTC
ATTCTTATTTAGCTTTTTTTGTTAAATTTTGTAAAAATTCTAGTGTTTCTGTATCAAAAA
ATAAAAAAACTGAGCCGGCCTGCNNAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL5789Contig1
AGAAACATACGAGTCGAGTTTTTACAAGAGGAGCTTGGAGAACGATCTTTATATCTTCAC
ACCCAAACCTTACAACAAAAATCTGAGCAGCTCAGAAAGTGATGAGTCCATCCTTGCGAG
TAAAGCAGTAGACCTCAAGATTGGTGAAGTATTACTCAAACCAGCTGTGGTCGGTGTGAA
GTTGGACATCAAGGCGTGGATGAATAGCTTGATGAACACCACAACCGCGATTAATTGCAA
AGATGAGATCTGCGGCTGTAGGATAAACAACGCGTACATTGACTGCATCGTCCTGGATGA
TGGCGGCTTTCTCGTGATGTCCAATCAGGAGGAATACATCAAGGAGATTGGGAATTTCTT
TGGAGTCATCGACCCCACGATAATGAGAGCTCTAGTCAACGACTCCCTGTACACCTCGAA
GAGTACCTACGACTACCAGTCACTGTGTGACCCTNAACGGACGAGCAAGAAGGCTGCAGG
TCCTCGATCCGTCTACGTGCCCACAATAGCCGATATTCTGAATCTGGGATGGTGGGCGAC
TGCCGCAGCCTGGTCCGTATTGCAGCAGTTAATGGTCAGCATCACGTACCCCAGCTTTCT
GGATGCAGTTGATGTGGAGGATAAAATGCCAGATTCCATGACTAAGGAGGTCTGCATCAC
GGAGCAAACTCAGTACTACTTTGAAAACAAGAGATCAACCTTCTCTGGCTCAGTCGACTG
TGGGAACTGCAGCAGGCTCTTCCTCGCTGAAAAGCTGCCCAAGACGAACCTGGTCTTNAT
CATTGCTGATGCAAAAGGCACCTGCTCGTCATGTGTATCAAGCAAATTAATACAGGAGGA
ACAGCAATCTGACGGGCCCAATCCCTGTGAAATGGCTCTCAGTCCTCGTTACAGGAAAGG
ACCTGCTTGTTTTGATAAGAATCAACCTGAGAAGGACGCAGACTGTGGCGGGGTTTCTGG
CCTGAGTTCGTCTCTGTGGCTTACGGTGGCCCTGCAGATGTTGCTGCTCTGGATTGGGAC
TGACTGCCGGCTCCACACCGTTCCATCGTGACCAGTGAAGATCCCTGCTCTGTTTCTCGG
CCACCTCCAGATCAACGCCTACCAGCATGTGGCGCTNCAGAAGA
>CL5790Contig1
TCGGTAAACATGGATGTCCCTTTCTTGATCAAAGTGAACCTCCTTGACCACGAAGCCCTC
CTCTAGCATGCGTAGAAAGTGCGTGTCTCGCTCATAGCGGATCTTACAGGACAGCAACAC
GACTGTGGTGTCATGACACAAGTGCAACAGAGTTCGCAGTAGAGACGCAAAAGTGTCCTC
CAGATAGACGATATCTGCTCCCAGGACCAGGTCAAAGCCCCCGGCTGGGTAACGTTCCAG
TCCCTCGCCCCAGGTGAGCTCTGAAATGACCACGGCATCGTGAGAATCCGGTGGTAGGTT
AGCCTTTACGTTGGCTGACAGGAAGTCTAGGGCGGGCAGTCTGTCAGTGACGGTCACGTG
TGCACCCAGCAGAGCTGCAACGATGCTCACCAGTCCGGTACCGGCCCCTAACTCAATGAC
CCGCTTCCCCTTCAGCTCCAGTTTTCCCAGCTCCAGATACACACACATGACAACTGCCGC
ATCCCACACGACTGCCGCAACCCCGAGCTTCTTCCAGTCCTGGGAAAGACTTAAGTCCCG
GTTGGCGAAGCGGAACTGCGCAGTTGCATTGTGGAGTTTCGAAAGCGCCGGGAGGGAGTT
TTCCTCGTACGGAACAAGAGCCATGTGTAAACAAAAACGATGCTAGGTTAACATGACACA
CCGAAACAGATTCGAGCGTGTCAAAGGGGATTGGCAGGGCAAACAGCCCCCGGCCATAAG
GCCCGGGTTAAACGGCGCGCTGAA
>CL5791Contig1
TTCGGCACGAGGCGGGTGCTCATGCGACGTCTGAAGTTATTAAGTGTTCCTGCTTTTGTT
AGTTCGGAGTCTTTGGCCTCTGTGAACACCAACAGTAATCATGGCGGAGGCCCATCAGGC
GGTGGCCTTCCAGTTCACGGTCACCCCAGAGGGCATTGATCTGCGGCTCTCCCACCAAGC
GCTCTCTGAGATCTACCTCTCTGGTGTTCGCTCCTGGAAGAAGCGCATCATCAGAATCAA
GAACAGTGTGATTACTGGTGTCTACCCTGCAAGCCCCTCCTCCTGGCTTTTTGTGGTCAT



CGCAATCCTGGCTACGATGTACACACGCTCCGACCCATCCATGGGAATTATAGCAAAGAT
CCAAGAGCATCTGCCAGTCAGCCAGTCTATGAGTTCGCAGTGCCAGGCAGTGGTTTCAGC
AGTGCTCTTCAGCACCATGCTGTGGCTCCTGCTCATCTTCACTATGCGCCTGTGCCTCAA
GCAGCTCCTCTCCTACCATCGCTGGATGTTTGAGCAGCATGGCAAAATGTCCACTACCAC
CAAAATCTGGGTGGCATTGGTGAGAATATTTTCTGGCAGAAAGCCTNTGCTCTACAGT
>CL5792Contig1
AGTTCCAGAGGCGAGGAAAGCTCAGAGGAAGACCCACCCATTGATATCACCACAGTCCAA
GACATGCTAAGCAGCCACCACTATNAGTCCTTCAAGATCAGTATGATCCACAAGCTGCGC
TTCACCACTGATGTCCAGCTAGGCATTTCAGGAGAGAAAGTTGAAATCGACCCAGTAACC
AATCAAAAGGCCAGCACAAAGTTCTGGATTCGGCAGAAACCCATCTCCATTGACTCGGAC
CACCTGTGTGCCTGTGATCTGGTGGAGGAGAGAAGCCCCAGTCATGCAATATTCAAGCTG
ACCTATCTCAGCAACCATGACTACNAGCCTCTGTACTTTGAGTCTGACGCTGCGACAGTT
AATGAAATTGTGCTCAAGGTGAACTATATCCTGGAGTCTCGAGCCAGCACCTCTCGGGCT
GATTACTATGCGCAGAAGCAACGCAAACTGAGCCGCCGGACCAGCTTTAGTTTCCAAAAG
GAGAAGAAGACTGGCCAGTAAATGAGGCGAGGATGCTGAGGCAGCTGTCCACCTGTGTGC
TGAGCAACGGCTGTGTTTGTGAGGCCTTTCAGAACACAAAGGTCAGCAAGCTGGAACATG
GTGGACACAGAGACTCAGACGGATTCCATCCAAGACCTTGATCAAGAGGGACAACAGCAG
AGAGCTGGACATTTCAAACCAGAACCTTTGTTATTTTTCTAAAGATGAAGAAGATGAAGA
AGAAATTGTCAACAGTCTGGCTGAGCTTTTGCACTGGATGTTTTTGTTTATTTTGTTTAA
GACTGTCCTCCAGGACGGATGTGTGGAATTCAACCAATCAGAGCTCTGTGTTTAAACTTC
TGCTTTTTTTTCTTACATTTCTCTAATATCATTTTAAATGTACTGTACATAAACATTTTA
TATTCTAAATAATAATAAATAACATTGAATGAAATAATCACAATGCAAAACAAAATTGGC
ACCATGTGAGTTCATGAAAAACTCAGGTGAAATGATCTAAACTGTTTCTATAAACCATTG
AAATGTAATAAAATG
>CL5793Contig1
CACTGATCCCACTGAAGCAAAACTCATTTTGTATGACATTCTTACATGCATTTCTGAATG
TGGTTTTTATATCTCTAAGGGGCATTTAGTCCTCTCCCCTGCTGTCATTACTTTTACTCT
TCTGCTAAAGGTTATTGCAATTGCAGCATGGCCTATCAAAGGACCTGAGATGGAAGGAAA
TGATTTTCTTCATCTCTGTCAGCCTTTATTGGCTGATTTCTTTCTGCTCAATGCCCCATT
TGAGCCCCAGATGGTGTTGTTTGGAGAGAGAGGCCCTCATAGGAGCACAGGCTAGTCATT
GGTCAATGATCTTAACTTCCTCATTATGTGCAATACTGTAATTTTAGCACTTGTCTTTCA
CATTTAAGAAAAAGCCTTTGCTAGCTAGCTAACATATTTTTTTTTGCCATTTTAAAGAAG
AATTGTTAGTTTTAGTACAGAATGTTTACATTGACAGATGGGTTTGATTTTACCATTAAA
CATAATCAAATCTTGTATTTTCAAACTGACATTATTTAGTTTAGACTTTTATGCTACCAT
TCCAATATTTTCCAAGTTTTTTTTTTATTGCCAAAATTAGTCTTGACCATCTGAGATTTG
TTTCCATTCTGTCTGACTTGAAATGTTTTCTCAGGCATTATAAACTCAAAATCCATTATT
TTTATTGCACCATTGTTGATTTCATTAAGCAAATCATACATTCAACGGAAAGTGATGTTT
TTTTTTATGTATGGAGAACAAAAATGACCTAAAATTATAATTATTTGTAAAAAGAACTAG
AAATCATCCAGTAAAGGAAAAAAATATTTCAGAGTTTGTTCTTATTTTGTAAAACTCATT
TTAATTTTCATTACAAGAGCTGTGTAAAGTACATAAAAAAGGTATGTTATATAGTTTTTA
ATGCAATGTATATGAA
>CL5794Contig1
GTCCATCCAGGAGCCCGCCTCCCCTCCTTCTCGAAGCCTTCACCAACTGGTTTCTGCTGG
GTCCGACGCCTTGGTGCTCTCCTCTGCCTGCTACTGGCAGATGACAGCCTGCACCCAAGA
CGGGAACTCCTAATCTAGCTAGCTCTCTTCTGGATGCAAACACATTGTTTCAGTATATGT
GTTAAAAAAGTTTAAGAAAGTGTAAAAATGTCTGTAAAAATCCCCCTAAGTAAAGCAATT
AACGTTGAGACATTTTTTTACACGTGCACGAGTTAACGCCGGGGAGGAAAATGTAATTAT
CTTCAGCAGAACATCTCATTACATTTCTGACCTTGTGTGTTATGAACTGCACTGCACGGC
TGTCTCTTGCTTTCTCCTGTGATGAGGAAAAATCGAGAGACGGTTCAGTTCCACGTGGAT
TCAGTTAGACGTGGCTACAGGGGAAAACCGAACGCAGAAAGGTGCAGGTAGCTGGGGGGT
AAGGCCAAAGAGGAATCTGTCATGCCCCGCCCTGCCAAGAATCCCCGTGTGTCACCACAG
ATCGTCTGCTCCGCCCCCACAGCTTTCCTTTAAAGGTCCTTTTACCCTAGGGACAGATGG
GTTTGAATCTGCAGGGGGGACAGGATAGACTTGAATGTTCCTTTTAAATTCATAACCTGA
AGGGAGGTGCTATAATCCACATCTTTGTCGTGGTTGTTTAACTGTAAATCCAGATGGATC
TGTTTGAATGTTTCCTTCTGTTCTGCCGAGCGCAGACACCTGACACGACACAAAAGACAT
TAAAAACTTCTGTTTGCTACCGTAAACTGTATTAGTCATTAACATCTCTTTATTTGAAAT
GAGTGGCGCTTCCATTCCTTTTTTTTATTACATTTATTTCAAGGCTTCTTATAATTCCAG
ATCACTAACTTCTTGTTGGCTCTGTATAATAAATGTTGTAAAAAAAGTGTACAAAAATAA
AGCTGCAAACACAGCAGGCAAAACCAAAAAAAAAAAAAAAAAAAAAAAA
>CL5795Contig1
GGCAGTACGAACAGGGGTAGGGTTTGACTCCAGTGNGGATCNGGATNTGCTGCGCCAGGT
AGCTAGAGTTTGCAAATGACTTAGTGCAGTGGGGACACTTGTGAGGCTTNGACTCTGTGT
GGTTCCGTGTGTGCTGCTGTAAGTGACTGAGCTGCCTGAAAGATTTCTGGCAGTAGGAGC
AGGTGTAGGGCTTGGCCCCGCTATGGATGCGGATGTGCTGGGCCAGGTAGCTGGAGTTGG



CGAATGACTNGGCGCAGTGAGGACACTTGTGAGGTTTGGCCTCTGTGTGCGACTTGGAGT
GGATCTGCATGTCAGACTTATTGAAGAAGGTCGCCGCACACATCCGGCACCTGTATGTCT
TAGTGCCATCTTTGGGCCCATGTTCCTCCTCTTCATTAGAAAGTTCATACGGGTCCCCAG
TGTGATGCTGCAGAGATGTAACCTGGCCACCAGACGTCAGGTGTGCCAATATTAGCGTGT
CATTTCCCGGTACGCGAGGGACTGTTGTCTTCTTCTTTCTTCCCCTTTTGGAGGGGGCTG
GCATCACAACCACATGGGACGCCCCCTCGCCTTCTTTTTTGTCTGGTGAATGAAGGGCTG
AAACTATCATGGTTGCTGCTGGGTGACCAGAGACAAACGACTGGGAGGACGTGGGAGAGA
CCAGCGTTCCCTGAGGCGTTGTGATGACCAGACCAGCTGCTGTCATGATGCCTGTGGAGG
GAACCGGCAGCACTGTGATGTTCTGGGTGCTGTGGGGAGGGTTGAGGTGTCCTGCATTGC
CAACCTGGCCCCCTCCATCTGTCTTGGGCCCAGGAGTGGGGATGGTGAGGAGAGCTGTCT
GGTAGTGGGAAGAAGGAGGAGAGAACGGCGTATTCTTCTCCTGTTGCTCCTTCATCTTGT
TGAGGAACATGGCATTCTCGATCTGGCCTTGCACAGTGGGGACGGGAGACCAGAAATAGG
ACGAATTAAAATGAGAGTCTTCCATCATTTCGGTACCGTCGACTTCGACTTAATCCGCGG
AGCTCCAATAGACCGAAACAAACTTAATTTGGGGTCCAAGTCAGTCAAAACTCCAGCAAA
TCAGCCAAGTTTCCCCCTCTTGTCTTACACTTTTTTTCTATTTTTTATCCTCCGGTGAGC
TAGCTACCT
>CL5796Contig1
ATGCCCTTTCAGAAGATGAAAAAACATTTGCCCAGTTGGAGCAAGAAGTGGAAACAGAGA
TCCAGGACAGAGACGGGCTTCATCTTGAACATTCATCAGATTCTGAGACACTGGATGATT
TGAATGCTGAGCGGGCAGATCTGCCTCAAAGAAACGTATGCAGCCCTATGGAAGCATCCC
CAGCAGAGCAGCCTCCACAAACAGACGATGGCCCTCAAATACAAGCCAGGTCGCTGTCAA
AGGAACACTACACCGTGGCACGGCTGGTGACTGAACCCGACAGTCAGTCGAGCTCGCAGT
ACACGACGGGGCTGGAAGAGCTTGAAACTGAGGCGGGAACAGAGAAGCCACCACAAGTGC
CAGGTGGCTCCAGCGAAAAAGAGCTGCAGTGCCCCGTTTCTGATGGTGAAACTGCCATCC
CCACACCAAAACGCCCCAGGCGAAGCAAAAAAACTGCTGCAAGAGCTGCAGCCAGTGTGC
TGGAGACCTCCTCCGACAGTGAAGATAACTCAGTTGAGAAAAGAAAGGAAATGCAAGAAG
AAACTCCTCCGTGTCAGTCTAACAAATCCAAATCCAGAAACTCTGGGACATCAAAACGCC
ATTCATCTGGCCTTCAGGATGATTACATCACACCAGTTAAGAGGCCAGTTAGACAACCTT
CCACTGGTTCTTCAAAGAAGAAAAGCAGCAGCACCGGCCGTAGCATCAGCCCTGAAAGTG
TCGGGGAGTCCCCCATCACAGAGTCTTGCTTGGACAGGCCCCTCCGGCCCATGCCATCAG
CATCCTGTCCCTCAAAAGAGCTCCACCCCAGAACAGGCTTTCCCTAACACTAAATGGAAA
TCCCTGTTCAGAACAGCTAAAGAGAGTAAGGTCACATGGAACAACGAGGAGATGGAGTTC
CTTCTAAAGGACACCAAAGGGTCAAACGAAAGCATCAAGTCAAACTCAGGCCATAAGAGG
AAGTGGACTGACCAAGAGACAGAAATGTTGAAGGAGGGGGTGAAGACATTCGGAGAGGGC
AACTGGAGTAAGATCAAAAGTTATTACGATTTCAAAGACAGAACAAATGTTAACCTGAAG
GATCGCTGGAGGACGATGAAAAATCTGAAAATGGTTTAAATATGCTATAGCTCTAGTTTT
GTTTTTTTCATTTCTCTACATTGTTTTCTGTACATATCAAAAAAGAC
>CL5797Contig1
ATTGTCAAAACCTAGAAACATTTTTACATGTAAACATTTTTAAAACAAGGAGAAAATGTT
TTAAATTTCACAGATTGTACAAAATATTGACAAAATTAATTTCACAACCGCTTTATTCTT
TGTGTGTTTAAACCCACCACCAAACAACATCATCTTCAAAAAAAACAACAACCGGTGTGG
GCTGCTAACTGTTGTTTTCTCCAGTCTTTGCTTGTGTTTGTTAGAATATTCAGCCTGCAG
GTCAGTTAGTTCATTTTTATGTAAGGCTTGAAATCTGAGTGGTGAAAGTCTTTCAACGTT
TAAAACAGCCCCCTGCCCAAAAAAAAAAAAAAAAAACAACTAGCACCAACTTGCATTTTG
TTCAAATCTCAGAAAAATAAAATAAAAAGAACCTCCTAATTCAGTATTTCTGTGTAGTGC
TTGCCTAAATATTACTCTCAACAGGGAGATGTGCATTTCCAGTTAAGCTGGTGTAGTCAA
AACCACTACAATTGGAATTGTTTCAGAATTTCTTTCATTTTTGACCCGACAACATCCTCA
AAATGCTCCTGTTTACAGACTTTATACAAACAAATTAAAATACATTTGTAGGGATTTTGT
ATTTCCAATTTAACCTAAGAGTAACTCGTCTGTGAATATGTAGCAATGCCAAGTTTTTCT
AAAAGAATGAAAAGCAATTCCTGAGAATGGACGATAAACTGAAAAGCCCTGAAAATAGAA
AGTTGATATTTAATAAATTATGCCCATCATCTGATTCAAGCAAACCTTTCAAATGACAAT
CAGAATAAAAAAAGAAAAGAAAATTCTTAACAAAAAGAATACATCCAAGCGTGTTGAGCT
GGTATTTATTGCTGTAGCACCCCGGCCATAATGCC
>CL5798Contig1
CGGCACGAGGTCTTCATCGGGGCACGGACCAGTAAATCGTTCGCGTGGAAGAGGAGGGAG
GCAGCACACCCTCAGGAAGATCTCACACTGCCATTTGGAGACGCAGAGGGGTGAACGGGC
TTCACCCCTCCTAAAGTTAAGTGTGCCAGCTACACACCGAGCTTCTATGAGCAGCCTGTA
GCTCAGTCACCAGTGGATTTTAATTGGGTTTTATATGGATTGACTTTTTACTCCTTTGCA
TGACTGTTTTTGTGTTTTTAAAACTATTTGTGGATTTGCCTTGTTTTAATTGCATGTGAA
CTGGTGGCTTGGAGTGCAGGCCTGCTCGTGTGAAGGACTTGGGTGTGGGACGAACATCAA
GGTGGACACTTGGACAATGTGATATGGACAATTACTACCGCTGTTCTCCTGATGTGTTGG
CTTTACATGTGTTTTATGTCATTTTTGTTTTTAGTTTTTTTACCATTTCTGGTTTTAGAC
TGTTTTTATTAAAACCGTTTAACTATCAAAAAAAAAA
>CL5799Contig1



GCACGAGGGACAAACCTCAGATGTTTTTGTAATACTTTTAGAATATATCTTATGAAGTGG
GTTTTGTAAGGAAACACTTTCTGAATCAGTGGTGCTGTATGCATAGCACACTCAGTTATA
CATGTTCACATTATACAGCACAATACACTCATCTTTAAACCCCCCCATCCCTTCCACTCG
CGTGCGTTTTCCTTTCACTCGCAATGGCGCCGGCTAATTTGGAAGTCTTAGGCCATTTCT
TTGTTTGCTAATTTTTACTCCGAGACCGACGTTGAGACGATNAACACGAGGTCGAGTCTC
GCACGACTTAAAGAAAAGACGCAAAAGCCAAAAAGTGACACTGGTTTGTTTTTTTCCACT
TCTGTTGAAAGGTCGCCGACAGAAGTTTTTGTGTATTGCTACCTAGCGTCGTTGCTTCAT
TTGACCCATAGCTTCAACCACAGTGTAGTCTGATGACCAAATGACCTGGGGAGATCTTCA
CCCACCCCCCTCACCCTTCCACCCCTTCTCTTCTTCCTCCTCCTCTTTTGGAAAGCTTTA
AGATGCTTGTTGAGGCTTCAGCAAGTTTTTAGAGGATTTTCTCCAACTTATCCATCAACA
ACGTTGAAGTAATAATTTTCCTCATCTTAATTTTTGTGTGTGTGTGTGTGTGTGTGCGCG
AGTATGTGTCTGTTGTAGTACAAAAGGCTGCATGACTGTAAAGGGATGTGTGTGTTTTTT
TCCTTTGAAAGTTGTTTCCTCAGCACTTCTGTCACTCATGAGATGCTCTTTTTTTCCTCC
TGTGGGGTCTCCCTTTGTTTTCTGTTTTTTTCATGTATCATTGTTTCTTTTATCTTTCTA
TTTACTAAGCGCATCATGTTGTTTGTTCTCAGCACTGTAAAACAGTCCCTTCTGCAACAT
TGAAAAGCAATATCACTGTATGAAACGTTCACAATGTATTTGTTATGATTGACATTTGAT
TCATCATTATTATTCACTTGCACCCTAGGTGTGATAATGAA
>CL5800Contig1
CTCACAGTTAGGATTAAAACTTACTACTGTACTGTAGTACTTATATTGGGACCACCAAAG
CAGAGAGAGTTCAAAATCCAATTTGCAGCTTGAAATGTTTAAACAATCCAAAAGCATTAA
CACGACTTAGCACTTTTTGAAGTTTTATGCATCTGAAAACTCAGCTTCATGAAATCCTTC
AGAACTCTGGAAACAATCCATACTTGCGGTATTAATGAGGGGAGAACACAGGGTGTAGCG
AAACGACATGCATAGATGTGAAAATCCTGTTAACATTGAAATGTTTCAAAACATTTGAAC
TATAAATTTAAATTCTTGTGCTTCTTTTGAGTCTTTTTTCTTTCATCAGACCAGGAGCGC
ATTGCAATAAAACTTATCTGTATGAGCAAAACAAAAACAAACTATGTTTTTGACACCACT
TGTTATTTCCAAAGGAATTATCAAAATACTGGATTAGAATGTATCTATTACTAGGGTAGG
AAATACATAGTTTCATATATTTCCTGATTGTTTTGTGCAAATGATGACGTCTCTTTTAAC
ATAATTTTTTTTTGTTATGTTTGACTGAATCTACAAGAATAGGGTTTTAAGTACAACAGT
TGCATCTCAGCTTAAGTTGTTGGTTGAATTGAGTCCATAATCATGTAGGTTTGTTTACAT
TAGCGCAATTAAATGTCAGTTTCTGTCCTGTAATTCTCATTAAAATCTGTTTCTTAAATA
AACAATGTGAACTCCAAAAAAAAAA
>CL5801Contig1
CACACAGCAGCTCCACAATGGAGACTCCGTGAGCTTTGCAGCTGCGCCGCTCAACAGCAA
TGACAAAAATCTGAAACATTTCCCCAATCCATCACCCACTGTTCCGGGCTGCATGACAAC
AATGGGCCCCGGCTCGGCATCTGGCCCGGACAATGGCGACAGTCCCCCTGCTCTGGATGT
TTCTTTACACGATTTTCAACCTTTCTCCTCGGATTCCTGCCTTCAGCTCTCAGATACAGC
CTCGCCGAGCTTGTCGGAGTCTCTGGACAGCCCCGTGGACATTTCTGCGGACACTTTCTA
TTTTTTCTCGGAGTCCCTAACCACAATAGACCTACAGCATCTAAACTACTAACTAAAATC
ACCTTTCTTCTTTTTTTTCCTTTTTTTTNTGCGATATCAGGCTACGACGACATTAAATCT
GGTGTTGTTTGTACATTCGGCACATGTATTCTGTAGTATTCGGTTTGAAGGTAAGGATGA
AATGAAATCACTAAAACTGACATTCGCTAAGTGGCTTGTAACTATAACAACTTGATCTGT
AGAAGAAGAGATTGTGGCTGAGTGTGTGTGAATATTTACACATTATGAGACCTATGGAAC
TTGGTCATTTTTATTTTTGTATAGCTTCCAATGTCTTGGATATTTTTGTTAGAATACAAA
>CL5802Contig1
CCAAAACCCACATTNGAATTAACCGCCCCATCAGAAACACATTCATCAACGTCTGGATTA
TGTGTCGTAAACATGGCGAGAAACCAAAATAAAACAGGNCTGAAAAAATATCAGACACTA
CAGAATTCGAAAAAAAAATGCTCAACTCGACCTAATTAAATCACTAAGTCCAAAATATTA
ACACTCCAAACCAAACAAACTTGAAAAGCAGTGATGAGATGATCTTCCCGGTGATCGAGA
TGACGTCGATGCTTCTGGAATCCAAGAGGTCACGGCACCAATGTAACTGGTGGAGTTTTC
CGCTCTGCGTTGTGTTCAGGCGAATGAGAGACCACACTTGGATGCCGAGTCAAACTCTTT
TAATCTGTACCTGGTTAACAGAAAATACAAATTCAGAATGCTGTCTGGAGTTTCTTCTGT
GTGATTTTTTTCCCCCTCAGCCACGGCTCCCAGCAGTCTCAGTGCTCATGCTTATTAGCA
CCTCCCCCCACAGCATGTAAAGTAATACAAAAAGAACACGATAAAAAGAGAAAACTGCAC
CGTACCTGGTTAACAGAAAATACAAATTCAGAATGCTGTCTGGAGTTTCTTCTGTGTGAT
TTTTTTCCCCCTTAAACAATTGAAAAATGAACAAAAAAGAAAGAAAAGTTAATTTAAACA
TCAAAGAAAAATGGCGCGAACCTCAACTAGTTCACGCGAAGCAGTGCAGATCTGCTGATA
TAGAGCAGCCAAAAATAAATAAAACACAAATTACGTAAAATTGACACCACACGATTCCCA
ACTTTGTGAGTTATGAGTGTAACACACTAATGAACAATTTACAAAGAAATAAAACTAATA
AGGGTGGACACTCGGCGATTCACGTCTTACCTCAGCCACGGCTCCCAGCAGTCTAAGTGC
GCATGTTCATTAGCACCTGCTAGCGTGCTCGTGGTGAGTTCAAGTACCCTCAGACAGATG
AAATACTCTGGTGCAAATGTATGAAAACGGCAGTTTACCATGGATTTGGTGGAATTACAC
TAATAAACTTAACACTCGTTACATAAGCACCAGTTCACATGACCCAAAACTGACTTTATA
AAAGGTTGAAAGCTTTAAGGCACTAAAAAAATTAAATTTCCTTTAAATACAGGTTTTCAT
TCATGCAAGTTTAACTGCAGGACTGATGAGATGCTGGTTTTAAAAGCCCTTTTCAAACAA



AAGGGAGACTAAAACCTTGAAAACTTGAAAATTGGCTTATATGCTCTACAGCTCCTGATG
AACTTTATATGTCCAGCATTACATTTTCAGGAGGAAGCACTTCTGATTCGTCTACCCTTA
TTTTTCTGTAAACAAACAAAAAAAAGGTTATTTGGATCTGATAATCAGGTGCAGTGATGC
TTGTTTCCCTCTGAAGGTACCTTTAGACAACAAGGAAGACGACTGCAACAATCAGCAGGA
AGAAGACGGTCACAGGAACCACAATGTGATTTGGAGAAGTTTCTGAACCTGACAGAGCAG
GATGATGAATTTCTGAACGGTCAGATTCCTCACCACCATTCCTTGGAGAAGATACAGGGC
AGGAGGTCTTGCATGTGGCAGTGGTTGGTTCATTCTGGACAGAGAGACAGAAGAAGCGAA
ACACTTGAATCCAAATGATGTTTTGTGTTCATGATGTACATCTAGGTCCTCAGTGGGCTG
TGGATTTGTTGCTCCAGTTGTAAATCCAGTCAGGTGCTGTGATATTCAAGAGGTAAAGTG
TCCCCTTTGGGGTCTGAGTGACGTTGCAGGGGATTCCTGACTGGCAACGTACCAGAAACC
AACCGAACAGAAGCAGGAAGAAATATTTCCGCAT
>CL5803Contig1
CCAAGAGCAGTTTATAAAGCCCAGAGACGTCGTCTTTTGATATTAATTGTGACTTCTCCA
TTTCAACAAATACATCCAGAGCAGTTTTGCTCTTCTCCAGTGGCCTTCTGTTCAACTTGG
GGTTTAACAGAAATTTCAGTTTGTCAAGGTTCTCCTCGGTCATGTCATCATGTATGCTGT
ACAGCATCACTCTGTAATCAGACAAACTGGGAACGGCATCGGCTTCCTCTGCTTGTCTGC
TTCCATTCTGCACCTGCCTGACGAGGTCTTCTCGATGGATAGTTTTGAAAAGCTGAGTGA
GGTAAGAGCTGTCCAGCAAAGTTGCGTCCTCAAGTTTTAAGAAAAGATCTTTAGCTGAAC
TGATCCCCTCCAAACGTTTTCTGGGGATAAAATCGGTGCACAAGAAGCAAAGCTCCGCCA
CCTCCTCAGAGTTCAGCTCATCATCTATACGGGACAGTGTCCGCCTGTCCATCGCTGTCC
AAACAGCACAGACCTCTGATGTTCAGCTCCCAGCAGTCCTTTTAGTGCAATGTCCACACA
CTCGTTAGTCAATTAACAGCACCAAGACAAAAAAAAGTGCCTTAACATAGAAAATGAACG
TAAAATTCCCGGTTTCTTGTTGTTAAGGAAACTTGCATCAGACTTCTTCCTCGTGCCG
>CL5804Contig1
TGATGAGCCTCTTCCAGGGCAAACCTATGATCATCCTGAGTGGAGGAACGTCACGCAAAG
GTGGTCAGTCGCAGGCGGGCAGCACTCGCCTCTTCCACATCCGCCAAAGCTCCGCCGGTG
CCACCCGGGCTGTAGAGGTGAACCCCACTGCCTCCAACCTGAACACCAATGACGTGTTCG
TGCTGAAATCCCCCAGCGCGTTGTATGTGTGGAGGGGCAAGGGTGCGAGCGATGAGGAGG
TGAAGGCAGCGAAGCATGTGGTCAACTTTTTGGGAGGCACTCCCAGCAATGTGTCTGAGA
ACAAAGAGCCAGCTGATTTCTGGTCTGCTTTGGGAGGCAAAAAGGAATATCAGACCTCAA
AGAGCCTGCAGGGCATCATCAAACCCCCACGCCTGTTCGGGTGCTCCAACAAAACTGGAC
GGCTTGTGGTGGAGGAGGTACCAGGAGACTTCACACAGTCAGATCTGGCCACAGATGATG
TCATGATCTTAGACACCTGGGACCAGCTGTTTATTTGGGTCGGTAATGAGGCCAATGAAG
AGGAAAAGAACGGAGCTCCAAAAATAGCAAAAGACTACGTTGATTCTGACCCTGCTGGTC
GTCGGGGAATACCCATCACCACCATTAAACAGGGGGCGGAGCCTCCGACGTTTACTGGCT
GGTTCCAGGCTTGGGATTCCAAGATGTGGGACACGGACCCACTGGAAAGAGTCCGGGCCC
GTTTCTAAAAGTATATCTGCAGTCCCCTCACAAGATGACTTCTTAACCCTGCCTCTGCCT
GGGTGACTGAAGGGCCGGTCATCACCACTATGCCTTGACCTTGGTGCCGTGTACTGGAAG
TCATTCCATCACTAAACCATTCCAAACGCTTTATTCATTTTTTCTATTTAGAGGTTTTCG
CCAACAAGTCATCTGTAATGCAAATAAAAATAAAGAGCTGGAGGATTTTACTTGTTTCTG
TACTACGCTTGTGTTAGAGAAAATTAACTTCCCTTGCAGGTTTCTTGCATTAATGTCTAT
TTTCAATGAACAAGCTTGAACTAGACACCAAGCTTATGTGTCTGTCATGCTTTGTTCTCC
TTGCTGGCAGCCAATGCAGAGACCGCATGCTGCAATTTGGTCATTTTTTCTTTGTGAGTT
TG
>CL5805Contig1
CGGCACGAGGATTGCATTTCCTGCAGCACGTCTCCCGGTTGTTTGATCGATGTTAATCCA
TGCAGGTGAACGACAGCTTCTCTGTGATGTTTGAGGACTTTCTTTATCGTGAAGCATCAG
TGAATTTCTCCGTTTTTGCCTTTTTAAAAGCTGTGGGATGCTTTTTAGTCTGTGGAGGAT
GGGATGTAAACACTGTAATGAGCAGTACTGAAATGCAGCCAGGGTATTATTTGTATTTTG
GTTTATTTAGCTGCTTGGAGGCTTTTATAAGGTGCTTAATGACAAAGTGACCATTTTTAT
TCACCATCAAAAAGTTCATTAGTTCTTTGTACTTGGTGATTATGTGCGACTAAAATTGCA
AAGTCTCTTTGTTTCATTTGTTAGGAGAGTTACTACCACATGTTTGCCTCTTTAAGGTCA
ATAAAAATCTACTTAACAGTCAAAAAAAAAA
>CL5806Contig1
GTTTATTTTGTTTCTGGAACTATTGTCTGTCGTCCCATTTTGGTTCCGTCCTCCAGAACT
TTTTTCTTTAGGTTCTGGTTTCCACGGCAGTGAACCATTTCACCAGAGACTCGATAACCA
GAAGCGATTCAGCTGGATAGGATTCCCATCAGATCCAGAGACAGCAACTCAACAGGTGGA
GTGGAAGACTCCACCCACTTTGGCGCCCTGCGCAGCCATCTTGTTGTATTCGGCCACAGC
CTTCTCGGTCTGGAAGACCTGAACGTCGACCCCTTTCTGCTTCACAAAGTCCAAAGTGGA
GGGAGGAACCTGCAGAGCTTCATTCATGCCTCTGCCGATGATCAGGAGCTCCGCCCCCTT
CTTCAGCACCTCCTCCAGATCAGCAGGCTGAACCCCTGGGTGATGATTGGTTCCAGTCTC
TCTCCAGTCCCAAGCCCGGCTGCCTCCAGGCCACACCTTACAGTCCTTGTAGCTGGAGGA
GCAGCCTTTCACCTTCATGTGGCCCCATGACAAGGAGGCGATCTCAGGGGAGGACATGAT
GAAATGGAGCAGGTCTACTGATGAGCTGCAGCAGCCAAAGCTAGGTTCGGCAAGCGCTCC



GTTCCAGACCAGAACCTCCTAAACTGACTTCACAGACGGTTATTTTGTCAAAAATGAGGA
AAAGGTACAGCCTCACCGTTTATACAGAGCTATTTGTACTGATATATGAGAAAACTTGGA
GCGGAGACTTGAGCTGCTGTTTACTTGTAGTCAGTGGCGTCACC
>CL5807Contig1
GTTGATTTACAGTGTTGTGCCAGGAGTTCCCGTCATGGCTTAGCGGAAACGAATCTGACT
AGCATCCATGAGATGCAGATTTGATCCCTGGCCTCGCTCAATGGATTAAGGATCTGGCAT
TACCATAAGATTGTGGTGTAGGTCACAGATGCAACTTGGATCTGACGTTGCTGTGGTTGT
GACATAGGCCAGTGGCTACAGCTCCAATTCGACCCCTAGCCTGGGAACTTCCATATGCCA
CAGGAGCAGCTCTAAAAAGCAAAAAAAAAA
>CL5808Contig1
TTTTTTTTTTTTTTTTAAAGCACAGTCATATTTATTACCAAGAAAGGTTCATTAAAGGCA
ACTTAGAATCACTTGACATTTGTTAATAGCACATCTTGAATGGTTTTGAGAAAATGGTGC
AGTCAAACAGTTCTTGGTTTGAAGGTTGCGGAGGAGAATGCAGTTTCAGTTTCTCCCTGA
TGAGCAGGCCGAAGCGGATTCAAACATGACAACAACCACAACAACCAAACACGTAAGCGA
GCAACCTCAAAATGGGGCTGCATGCAAAGTCGTTATAGATAAAACAGCTTCATTCAATAC
AAAAAAAGAAAAAAAAAACATGGTTTGGGGAGCACAACAACAATTTGATGTCTCGGTAAA
AGTCAGGCACGAAGGAAGTTTAAAGCTACAGCAACTCTGGAGAATGTTGGTTTGTTTTCA
TTTGAACGTAGGATCTACACTTTGCAGAACTCTGTGTGTCTATGTACAGAGTCGGTTGGC
GGAGGGCGGCTATCACATAATGACAGTCTCAGTCTGTGTCTTGTAGGAGACAAGAGGCCG
GCGCTTCTGTGCAGGACTCGGGGTTCTGGCCATGGGACTAGGTGGCCGAGTCAATGGACT
TGGAGAGCGGTAGATCGGACTAGATGGGGTGTTCATAGAGTTGAGGGGGCGGCTTGCCCA
TCTAGATGGCGGTCGCTGGTTGGCCGGACGTGCAGGACGAGAGAAGCTCTTCTTGGGTTT
GATTGAAATGTCTTGGTTTTCCTGATGTGGTTCCTGCTGAAGACACGTGTATCTGGTTTT
GGGATTGGAGTTATAGTTGTGTTGGATCTCTAGCATGTCAAGCAGTTCAATAAGTCCTTC
ATCCCTCACATGGCTACAATCTGGCAACTTCTTTTGGAGCGTTTGAGGCCCATTTGAAGA
ACTTGAGACTCTGTAGTCCACTTTGGACTCAAGGTGTTGGACTGTAGGCTTCCAGGTTTT
ATCTACTTGAACTGGTCCTCCACTACTATTAGCCCTGGGTCTGAGCTTTGGGCTTCCTGG
AACCTGTGGTCGCCTCTGGGGCTGCTGGGTACCAAGTGGAGACCCTGCTAGACCACTAAA
GCCTCCTCTCTGATCCTTGTAGTGTTGGCAACTGCAGCTTAATACTAAATCGGATTGTTG
GCTGGAGGCTATCTCTGCTGTCAGTGTGTTGGAATCTGCTTGGCATTTTGAGTTAGGCAA
ACGCACGGGCATCCTGCCTGCTACTCC
>CL5809Contig1
ATTTTGAAGTTTATCATCAGATTTGTTCTTATACAAAAGATTTTATTTTTTTCACTTAAA
ACAATTTAAAGAGAACTTTAAGACTTGTGCAAAACCTCTGTCAGTAACAGATTTTAGATG
AAACATTTTACTGAAAATCATTGAACTGATAAAGTTTTGCAGTTTTTACTAATTTTTTAG
GGGAATAAAAGCTGTACAGACAATATGAAACATCAAGCTTGACTTTTCAAACTCTAAACA
AGATTTAAGTGTAAATATTTTTCATTTTCTTGTTGAAAAACTCCTTATTTTACTGCATTA
TTGTTTGAACCAGTTAATCCAACATAAAAGGCCAAAATGCACTTTTGTTTTTTCATTTTT
TCTCAAGAACAAAAAGAAAATAGCCATTCCAGTTTTGTGCTTTAGTCATGAAAAGACAAG
TAAGAGTTGTATTTTCATTTTGCATGAACCCCAATGAAAATGTTCACATTCCGTAAAACT
TGTAGACATTTCTGATGGTTGCTAGGTCCCAAACGTTGACCTCAGAGCTCCTGCACCTCC
TCCAGCGTGTGGCTGAGAATCACATCGTGACCCTCGAACCTGAAGTATCCGACAAACTTC
TTCTTCTGGAGCATCAGGGGGAACCAAAGTTTATCATCGGCCCACATCTGATTGAAAGGA
ATTTTGTCCCATTCAAACCACTGAGGCCTCATTTCATCTGATTCGCTGGGTTCTCCGCTG
AACGAGTCGGCTCTGAAAACGTGGACATCAAGCAGCTGCGTTTCGCCGACAAATTCAAAC
TTGATATTTCCTATTTTGTGCAGGACGTCCACCGTGAGGCCACTCTCTTCCTGCAGTTCC
CTCCTAGCAGCATCCTCTATCGTTTCTCCTGGCTGAACTTTCCCACCGAAACCGTTCCAT
TTGCCCACTCCGAACCCCCTCTTCTTCATTCCCAGCAGAACTTTTCCCGGCTGGACCACC
AGAACCAGGGTGAGTAGCTTCGGGCTCAACATTTGGTTCTCACGAAAATGAAGGAGCACG
TGCAGGTTTTTGCCAAAACAGAAATAATGCCGCTAAGAATTAGCTGCGTCAGTCCCGACG
GTTGTCTGGGGTTATACAGACATCAGCAGGTGAGCGAAAAAATCAACACAAACACACGAT
TGTTAGCTTAAAAGACCACCTTTTCTAAAAAGATTACAAAGTTCGAGCTGAAATGAGAAT
CACTGTTTGGAATACGCACCATGCACACGTGATCACGGTCCC
>CL5810Contig1
GGCGATGACATCACTGCTCCTCATTTCCTGTTGGAGGAAAGCCTCGGCGGCATCCGCCTC
CCGCTGACTGACAGCTTCCTTCCGGGTGTGAGGAGCGGGACGCGTCGATTGCAGTGAGGC
AAGTTTCCCTGGTGCACAACTTCCAGGTACAAGAGTCAAAGCTTTTTAAACCCCCAACTT
CAGACAAATAAGGGACGAATGGCATGCAGGCTCCGCCCCCTTGCTTCCTGCTTGCACCGA
CAACCATCCTCGCCTGTAAACTGAGTCACATGACTGAGCAGCTTTTGGCTTTGTCCTTCC
GCAGATCCGAGGCGACGGCCGCCAGGTCGGGCCTGCCGGGCATGTGCGAAATGCGCTTGT
TGGCGCGCGCCGTCTTGCTGCGCTTCACGTTCTTGTTGCTTTTGTTGATGCAGGCCAGCG
TGGCCACATGGAAAATGTCCCTGACGCTGTTTTCCGACTGCTGGGCCGAACACTCGATGT
ACGGCGCCGAGATCTGCTTCGCCATGCTGGAACCCTGGTCGTAAGAAACCGGTGTCTGTC
GGTGGGTGGAGAGCTCCACCAGTGTGCTCAGGTCAGTCCGCAGGTCCGACTTGCAGCCGA



CGAGCAGCATCTTTGTGTTGGGACAAAACTCCTGGATTTCTCCTTTCCACTTTTTCAAGA
CGCTGTCGAGCGTTTCCGGCCGGCTGATGTCAAAGCAGATGAGGACGGCGTCCGAGTCGG
GGTAGGAGAGGGGCCGGACGTTGTCGTAGTACGGAGACCCTGAAGTGTCCCACAAGCTGA
GCTCGATCCTCTGGGTGTCGATCTCAAAACTGGCCGTGTAGTTTTCAAACACTGTGGGAA
CGTAACTCTCCGGGAAGCAGTCCTTGGCGAACACGTGAAGCAGCGCGGTCTTCCCGCACT
GGCTGTCCAACCACCACCACTATCTTGCACTTCACACTCTGACTCTGCATCCATGCTGGA
CTTCAGAGAGAACTTCTGGCCGGAGCGTCTCTCCTTCATTGAGTTACGATCACGGGAAAT
GGGTCCACAGCTGGGGGCCGTCTGTCAGCGGGGGAACTCCCTCCTCGC
>CL5811Contig1
TGGCGCTGCAGAACCCGTTGGTCTGATGCCAGCGCAGCAGAGCTTGAGCCTTGGCCACCA
GCTGGGCCGCAGGTCCCGGTAGAAGAAAGAAGGATTTCCTCAGGTCTATGAAGGTCCCCG
CACAGAATTCTGCTACTGCCGCCTGGTCCAGATGTCCAACATCCAGGCAGAACTGAGCCT
GGTTCTGTTCACTGCAGCCAATCAGAATAGAGTCTTCTAGCAGAGGTCCATCAGAACCAA
AGTTCTGGAGGAGTGATTGAACTCCTGAGCAGGTGAGGGTGACGGGTCTGAAGGTTCCGG
TGGGTCCGCGCTGCAGCAGAGGCTGAAGGCGGTGGAACAGAACCAGCTGACCGTCCTGCA
GCGCCGCCGCACACGCCTCGTCCTCCTGCTTCAGCCGGTTCAGGAATCTGGACCCAGTTT
GTACATCAATCACATCAATCGGGTCACTCGATCAATCAGTTTGGGTTCCTGACCTCATCC
TGGACACAAAGCTGGAGCTGAAGCGGGTCAGACCCAGAACCTGAGGTCTGGCACTGAGGA
TCCCCCTCAGAGGGTTTAGGAGGAGCATCGTTCTGGGTCCACTAGTCAGAACTGGCCTGG
TTCTGTTGCCTGCAGGTTGCTGAACGTCTTCCTCGGCGGTGCCTCACAGAGCGAGATTGA
CGCGCGCACCGCCCCCTGCTGGCGGGAAAGGGGAACGTTCCGCTCCGGACCGGAAACTGA
TCTGTGCGCATGCGCTCTAAAGCCTTCTTCTTGTCTTTGCAGTGGGTTTCTCCACCGTCG
CCATCAACTACATGTTCGAACCGACAGCCAAGCAGAAGCAGGTCAGTCCACCCGGAACCT
CGTGCCGA
>CL5812Contig1
TTTTTTTTTTGGAGATTACATTTTTTTTATTGTGTTCAAGGTAAACAGCTAACTTCATGT
AAAAAAATGTTACAGATGAAAGCCGTCCTGTAAAGGAAATATAAACACTAAAAAAAAAGA
CAAAAAAACGATTAAAATGTATAACTTGCCATCCCAAATGCAACTGGACTTATATTAATT
ACAGTTTTAGTAGGACTTTTTTTTTTTCAAAGCGTAAAGACACAAACTTGTTATTCCGAG
TCATTGCTTTCCTTTTCCTCGTCTCTGTTTGCACGGCTGTGAAAAACCTCTCTTTGCTTT
CTGGTTTTTCTTCTCATTTGAAACCCTCGTTAAGGCACTTTCCATGGTCGCGTGGGGCAT
GTGGGCAAGGGGGAGCTTGCCCATTTGAGTTGGGTACTTGGTCTTCATCGCATGCTTGAA
TATGGGCTGGGAAATCAAATGCTTTAAATGCCTTTTCATCCCTTTTACCTTCTTTTGCTG
TTCCCTCTCTTCATCTTCATCTTTTGCTCCACCAAGCAGGAGATCATCATCCAGGTCCAC
CTCCAAAGCCTNTGNTGCCTGTTTNAACCAGGAATCATGATGCTTTC
>CL5813Contig1
ATTCCTAAGTAAATTTTTACTTTAATTTGAATTTTTTTGTAATTTTTCATAAGCAATATA
TTGCTGTTCAAATGTCATTGTTTTCCTTGCAGGAAGTTAAAACTACTTTTATTTGTTATT
TTAATATCCAAAAATAAGGAACAGAAAGTTTACCTGACAGAACCAGAACCAGCATTATTT
GGATTAGATACTTTAAGTCATGTTAGTTTCTTGTGTTAGTTTTAATTCACAATTTGACCT
TCTATTTCAAACCCCTGCCATTAAACAAAATGTAATTTCTGCAGATTTTCAAAGTAAAAG
GCTTATGTTATGTAAAATTTTATGTTTTTACACTTTTGCACTTTTAATGGGTACAAACTA
ACAAAAGAAATGCCTAAATAGGCAAATAATGTATCATTGCCATTTTAATGCTGTGGCTGA
TGGGTGTTCATGACAAAACAATATTATTATTAATTTGTTCGATCGGTAAATGTCATTATT
TTAGTGACAAAAAGGAACTAACTGACATAAAAGTAATCTTAAAATGTCAAACAACTTCTT
CTTCATCAATGTTTTCTGGTTAAATGAGATCTGAAGATTCCTTTTTAGGTTGTGGTGAGT
TTCAGACCAGCTTGTCGTGTCTGTGCTGACGTATGTTAATTATGTTTGTGACGTTGACAC
ACTGGAGGTGCACAGACTCTGATCATGTATGTTTTTTGGACTCCAGGCAGAGAGCAGAGT
GGGATAAATCATTGTAATATACTTTGGAGATTTCTTTTTTTAAATGCTTTTATTTTGTGT
GTGGATTTGATTGCATGCTTGTTGAACACATCCAGACTGGAGGTTGGCAACTTCCTGATG
GCGTTAGTCCAGCTGGGATGGCGTGTTGGAGTTTGATCTTTGTATGTTTATGTGCCAAAA
TCCTTCTTTGGTCCTCTTCACATGGGGTTGGAGTGGGATAAGGATTCTGGGAAAAGTGTT
TGTCTTCAGGATGCTTAAGGGCAAGTTTAATGGTGTTTTTTATCCTCTAAAAGAGGGCCA
TTTACTTCAACAAAAACATTTGCTGACATAATCAGTCGAGTTTTCAGGAGTTTTTGTAAG
ACGGGGTTCTGTGTGAAACTGTTGGGGGGGTGTAGATCTAANCAGGGGGTGGGTGTGTCT
TCTTATTGCATCGTTCTGAGTTAAAGC
>CL5814Contig1
TTTAACAACNTTTCTGCAGCAAACATGAGCCGTGCATCAACATGCAGCTGTAATCTGCTG
GTTCACCTGTANGTGTCGCTGCAGCCGTGGTTTTCTTTTTATAATACTGGCGAAACATTT
ATAACCCTTGTTCTATCCTANGCACTTTAACATTGGGAGTGGGGTCATCTANACCCACTA
GACAGTGCGCTGAACCTTTTTTCTTCAATGATTTGTGATCTTCACTGGTGTCCATGGATT
ACATGAAATCTTTCCACCTTTATCCACCTTTGTCATGGTAGGGGGAACACCTCAATGGAA
GGGGGGGGTCATCTAAGATAGAACAAGGGGTAAATCTAAATCAGAAACGTGAATGTAACG
CTCATCTGAAAATTGACCAACTTTATCAGAGGAATGAAGAGAAAACAACCAAGAAAGAAA



AAACGCTCCAGTTTGTTTCAACCATCGTAACTCATCCATTTACGTAACTAAGCTAACTCC
AGCGGATCCTGGAGGCTGAGAAAAGCAGCTTTGCAGAGATGTGCTGCATTGTGAAGTGTT
TACCTGATCAGCTGATTGGGAAGCTTTGTGCCGTCGTGCAACACTTTACCAACAGAAAAC
TTACCGCGCAGCAACATGCTAACGCTAACAAATGTGGTTAACCCTTTAACCACATTTGTT
AGCGACATCTCTGGCGTTAACGTGTTGGAGCTAGCATGTACCACTAACCTCTTTCCTCGC
GGTACCAAACTGATTTTCTGGTTCTGCTGTTTGGAAAAGGAACTGATTTCTGTGACGGTT
GAGAGTTTCTACTGAGGAGCTGATGAACACAAACGTTCCTAAAGCAGCGTTTGGCGTTAA
ACTTGGTTTCTTCTCCGGTCAGCAGCTGGAACTAAACCCTGAAACCGTTCTCGGCGTAGA
ACTGCGCCCGGGCGATGACGTCGTTGGCGAAGTCCCGCGTGGGCGTCTGTTGGTCCAGCT
CTCCGTCGTAGTTCAGCTTCTCCTTCTCCAGGCCCACCATGTAGCAGACCAGCGCTCCTT
TCAGGTGCTGCTCTCTGCTCCAATCCGGCCTCCAGTTGGTCACGGTCTTGATGAGGTGGA
TCAGGTAGGTGGAGCCCTCGTCGATGTGGTCCTCGCTGAACGGCTCGCCCTTCACGGCGT
GGAACTTCCTGTTGATCTGCATGAGACCGTAAGAGTTGGCGTCGTGCATTCCGTGGCCAT
CGGGCTTGAGCTGCTGTCCAGCGTTCGACTGTTTGGAGATCATGGCGGCGATCAGAGCCG
GGTGGAGGCGGAGCTTGCGTCCAACGTTCATGATTTGGTTCCGGTATTTCGACATCGGCT
TGAGGTCTTTTTTGGCCAATATTTCGGATCCTTCCACCCCGAGAACTAGATCTCCTTCAC
GGGTTAAGTTGTTCGCCGTGGCGGTAACAGCAGAGACTCCGGTTGTCCTCATTTCTTCCA
GGTTTCTGTATTCGGTGAAATGCTCCTCCTCTTCCTCAGTAGCAGCTCTCTGTGACCCGG
CTGTCCCCGGCCATAAGGNCCGGGTTA
>CL5815Contig1
CCGAGCTGGAAAAGTTCAAGCTGGCCTCCAAGCCCGTCCTGCCCGCCTTCGCGCTGCCTT
TCCCCTTAGGAGCGCACGTGGGAGCTCCCACCTGGGGCCCCTCAAATGCCTTACCGAGGC
CAAGCCTGCCGGTCCCGGGACTCTTTAGCGGGCCTGTCACCTATGGGATGTACTATCTGT
CTTAGAATTCCTGCCTTTTGATCTGGTTGCAATAACGCTTTGGGGGAATAAATAATGCGT
ATTTGAGCGCGCATGGAGGGCAGAAATACTTTCAATATTTTCTCGGTTTTCCGCTTTAGT
CGACTGTTCTTCGTGAGCTCGGTTTGGGAACGGCAGCTGGACATTCCAGGCCGCCCAGCG
CGCATCTGTCCTCGGACAGCAGAAAAAACGGTCCTGAGCTGCAGCGGGCCGCCCGCCACT
TGAGGGGTTTGATGTCAGCCTTGCTTGTTTGGGATGAAACTGCAGCTCCTCGGCACTGCT
GTGTTTCCTCACAGTGCTCCTTATAATTTAATGTAAACGTTTTTTTACATTTGGAACTGA
TCTTTCATGGAGAAGTAAGTGGAAACTCACGAAGTGGCCTTTGCGGGAGTCTGTGGAGCT
TCAGTGTAAATAAAATGTAGAGCTCTGAACTCGCCGAAGAGCAGGGAAGTGATATTTATT
GAATATCTTTGTATCTGTACTGTGTACACACATCTCAGTTCAGTTATTGCAAGAACTGGT
TTCAGTAAATAAAAGTACAACCATGGAAATGAACGTTTGAGT
>CL5816Contig1
TGGGGATTCAATTGATAAAATACAAGAATAAAAGTTGCAATNNACCGNTTGAATAAGTCC
GGTGTTTCACAACATCTATATACATTTTCTAATGTTTGACATAGGTGTGTGGCAGATGGA
AGTATTTAGCGTCCCATTGTAGGCATGGTCACTGCAGGACTTTTCAAGGTGGCATCTTCA
GCTTTCCACTGAGAGGTGACAGTTTTAATCTGAGTGTAGAATTGGATGCCTTGTTTTCCA
TAGAAGTTGGTGTCTCCTCTGAAGGATCCTCTGGATCCAGTGAAGGAAAACATTGGCAGA
GGCACAGGGATGGGTACATTTACTCCAACCTGGCCCACGTCCACCTCATGGGTGTATTTG
CGCGCCGTGGCGCCATTTGTGGTGAAGATGGCTGTGCCGTTGCCATAGGGGTTCTTGTTG
ACCAAACGGATGGCGTCATCCAGGGTGTCTGCCTCAAGAACAATAAGCACCGGTCCAAAG
ATCTCTTCAGTGTAGCACTTCATCTCAGGCGTGACGCCGCTGATAATTGTGGGTCCTACG
AAATTGCCATTCTCGTAACCTTTAACCTTGACGTTCCGGCCATCGAGGACCAGCTTTGCT
CCCTCATCTACACCACTCTGGATCAGGCTGCAGACTCTCTCCTTAGCCTGTGGAGAGATC
AGAGGCCCCAAATCTGCACCCGGCTGGTCTCCTGCATTTACTCGCAGAGCCTTTGTTCGC
TCCACCAGCTCCGGCAACCAGTTCCGCGCCTCTCCCACCAAAACTGCTGTGGACAGAGCC
ATGCAGCGCTGACCAGCTGCCCCGAACGCCGCGCCGACGAGCTGGTTCAGAGTGTTCTCT
TTGTTTGCATCAGGCATCACCCTCGTG
>CL5817Contig1
CACTTTTGACATCACTAACAGTTTTTGGAAACAACACTCACTGGATGGAATAAATACGAG
CACAGACATATGCAGCTTATCATGGCTTCCTCCTCTCCATTCCAGCCACGGCAGCACACG
TCTGAGGAAGGTCAGGCAGGAGAGGAAGAGGAGCAGAGAGGGCGCTGCTCTTCCTCCATC
ATTTTATTCTTGACAACCCACGAACACGTGAGGATGGAGAACGCAGCAGGAAGCCTCTCC
TCACACAAAGCTTAGTGTCAAGTTGGATGAAGATGAGGAAGAGGTCTTCATCTTGGCAGG
TGGAATGATTAGGCCGTACCCCCCCCAAAATGTGTGCAGGTCTGAGCAGAGAACAGGTCT
GAGGACGAACGTCCGGGTCTCCTAGGAGGACAAACTGTCTGAACTGGTCCAGCACACGTC
CACCTCAGCGGGAGACGAGCATCAAACCGACGCTCTGAATCTTAGCAACTTGAGTCAGCA
TGGGGGGGGGGTCGGTCAGTGTCCACGTCCTGGGGGGGTCGGTCAGTGTCCACGTCCTGA
CCCGTAGGGGGGGCAGAGACGGTGACAGAGTATCTGCTGGGCAAACAGCAGAATGAAAGT
AACGGTTTCTGGATGCTGGAATGTCATGAGGAGCTGTCCCCGGCCATAATGCCCGGGTTA
ACG
>CL5818Contig1
CATCTACTAAAATATTTGACAGTGCAGACATTTAAAATGTCTTGAAATAAATACGTTTTA



ATCTTATTTTGTACTCTAAATGCATGTAGTTTGCTGCAGATTGTATTTTATTTGTTAGCC
TTAAAAGGTATTTTGCCAAATCACATTTAGTTTTATTGCTGCAAACTGAGACGTCCAACA
GTTTTAATGTGCTGCCATCTTGTGGCTACATGGAAACATGACAGTCAATAACCTTAACAC
CTTTTTCATTTATTACGTAATGCGTGTACATGCAAGCAATGTAATGCGTTTTTATGTTAT
TAAGAAAACGGCTTAAACAATCCAAATACATTAAAGCAAAAGCCTGAAAAACAGAAAAGG
GACTATTTAACTGTTTTACCAGGAATATATGAACACAAGAAAAAGAGTTAGAAAGTGTAA
GGAAATATAATACATTTCAACAAACAAACTAAAATAAATGAACAATTGAATAACAACCTT
TCTTGGTTTTTTTTTTTTACTTCACAAAAAAGCAAATAAAAAAACAGAAAAGGGGAAACT
GAACACCCTTCCAGTGTTCTTTTTTTGGCCCCTTTATATACAGAACAACAGTTTTTTGTT
GTTGGTTTTTTTTAATCTGCTGTTTCTTTATAAACTGTTTGCCTTGGATTTAAAGGTTTT
CAGAGTTTCCCACAACTTCTGTACAGCAGCCTCATCTTCTTCAACTGCCTTGAAGCAAAC
GCGCTGCACTCTGCTGTGCAGGTCCTCCAGACACTTTTCAGTAATTGACAAGTGGTTGGC
AGCTGTGGTAAACACGGATGCCAAGTTGTTGGCAACAGTTCTCCGCTCCTCGTTGGCCTC
CTGCAGCACCAGGTGGTACTGCTGCTGTGCTGCTTTCAGTTGCTGCACGGCCTCGTCATA
ACCGAAATTGACTTTCTTCTGCAGAAGTTTGCGGTGATTTTCCACTGATTCCATCTCCGC
TGCCCACTCCTGCTCTTCTCGAGCCAGCTCCTGCATGTCACAATCCAGCCGCTCATCCAG
CTTGCGGATCTGCTCTCTTATCCGCTTTAAGTCATTGGATTTGTCCATGATGTTTGAATT
CACCTGTTCGTTAGACTCCTCCAGGCTGAGTTTAAGGTTGGATAAGCGACTGTTTCTTCC
TGGGCGGNCATA
>CL5819Contig1
CGGCACGAGGCAGTCTTGTTTTTTCACCACTCGTCAAATCCCCTGAGAGAAGGAGAAGGC
CATCTTTTGAGGCTTCAGCCCGCTTGAAGGTGCAACAACTAGCCAGTTTGAGTTTGAGTC
GCTCACAAGAAGCTTTCCTGTTTTGCTGAAGGGTACATTTATGAAAAGGCCAGATAACTG
GTATTGAATTTACTCTAAATGTGTGACATTGGGGGAAAAAATGCATTTCCCTGGTATTGA
AAATGGGCTGCAGAGCTTCAAAAAGCTGCAGGAAGGTTTTCTTGGGAGCACGTTGAGTTG
TAAAGGGGTGAGTGGTCCTTCTGTTTATCAACTGTATTTTGTGTCTATTTATTTAGAAAA
GGGGACGCAGTAACTTAGTGAAGTTTTTCTTACACTTTCCTGGAATGGTAGAACAAATCA
AAGGTGAAAATGATCAAACAGTTCTGCGGACGCCACCGTCAGCAGGGAAACTGCAAAATC
ACATACTTCCAGACATGACCAAATGAACAATGTCAAAATTTAACAAAGGAAAAAAAAAAA
AGATAAACCTTTCAGTTTAGAATAGGATATTTAATACTGGGATTTCAGCTGAAGACGCTT
GAAGACTTTTTCATGGAATTGTTTAATTATTTGTATTTTACATGCCAGAAAAATAAAATA
AAAGTTACAAATACGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAC
>CL5820Contig1
CGAGGTTTAGTGGTACTTGACCATCTTGAATGAATCAGGGTAGGCTATATGGCAAGACGA
GTAAGAAGGAACATGAGAAACTAGAGAAAAAACAGGGACTCTGGGATGTGGAGAAAGCCT
GGAAAGGTGAAGGTGACAGTGTGGTGATTGGAGCACTTGGGGGGCAGTGGACCCAAAGTG
AAGGAGTGGCTCCAGCAAAACCCTGAAACCCCTCCAGATATTTCAGTCCAGAAAAGCGCA
GTGCAGGAACAGCAAAGACGCTGCAGGACCCTCAAGCTCCCTGGCCTCTGTGGAAGAAGA
CCCGAGCTTGGGATAAGAACCACCCATGGAGGGTGAGAAGAGAATCTTTAAAAATATCAA
TGCATATTAACAGCTTCTCATTCATAATGGAAATGCTACTAAATGTTTGCTAAACTTTAC
ATTTGTGTGTGTTTAAAGTAAAAAAAAAA
>CL5821Contig1
NTTTTTTTTTTTTTTNNNNAAGTNTTTTGCAAAAATTTTAATTCTGAAAACATATGTAGA
CTCCACAAACTTTTCCATGTAACACGTGGGTCACAACAGCACAGATTCATATTACAGGCT
CACACACACCTACACAAATCCATTTATTTTGTATGGTAAACATGGCACACATGAACATTA
ATATGGCGTTTAAACTTCACTCCAATAAAACATTCTTGCACAATCTGTCCAACTCGGTCA
GGCAAAGTCTCACGGTCTAAAAGAAAAAAATCTTTTTTAAAAAGTGCTTTTCAAACATTT
AACATACAAACATTTAATACAGACAGTGGTGGTTCGTTCACATTTCATGGTGACGCTAAA
ATATTCACCATTCTTTAAACTGTCCAAGAGTTGCTCTCATACAATTGAACCTTTAAAATG
TTCATTTTAGTCGCTTAGAAATGCTTGAGATGAGCATTTTTCTCAACATAAATAAAAAAG
TGACTTCTTTGTTTGGTTTCTTTTTATTTACTTTTTTATTTCTGTAGAGTTCATGATCCT
TCACAGGTTGCGTCTGCTTTAAATGCACAGCATGAGGGTGTGGGTGGGGCAACATGGTCT
TCGGCTGTTAATTTCGAGGTCTGGCATGGCGCACCACCTTCCTCTCAAAAGCACTCCTCA
TGGTCTTCTCTATCTGCTTGAGGAAGACCTGGGGAATGCGACCGCACAGAGTGTTGACCG
TGTCCAGGAACCTGCTCTGGACCGGGTAGAACAGCGATTGGAACATGTTGTCCTCGAAAG
GGAAATCATGGATGGCGTCGTAGATGACTTTGAAGCCTGGCTGCTTGT
>CL5822Contig1
TTCGGCACGAGGACCCCATGCAGATGCAGATGGGCATGATGGGAGGACAGGGCTACCCCC
AGCAGCCTATGCAGCCCAATCACCACGGCAACATGATGTACGCTGGCCCCTCCCACCACA
GCTATGCCGGAGTCCCGAAACAGTCACCGTACATGAGCAGATGAGCAAAGGAGAACTGGA
GATAGAGATGCCAGACCAGAGCTACCGCTCGCTGTACTCTTAAGTGTCAAATAGTCCCGC
CTCCTCACCCGGCTCCGCTGTCGCCGCCGGTACCAGGAAGTCCAGCTTGTAGGAGACGGA
GAGCATATTTGGATTTCCTGTTTTTCCACAGACTTTGTCTCTTCTTTTTCTGGGCCCGTC
TCCTTCCCTCCTCCGGTTGGCTTGCTGGTTTCAAAGGAGCACACGGGTTGGATTTAAGGG



GCGGGACGAACCCTAGGGGCACACGCCGCCTCCCCAGGAGTGGAGGAGGACGACGCAGAG
TACAGCACTGACTGCAAACTAAAAAACAGTTTGAAACTGAATATATTCAACCATGCACAC
AAAAAAATTTAAGTAATATAGGAAGCCTTACTTTGGGGGGGGGGGAAGAAAAAAAGAGAC
AATGAAACACTGAAGGCGGACTGTCATTTTGTTAAACATATTGTTAAATCTTATTTTTGT
TGTTGTTTCTTTGTCGTTTTTTGAAGCTCTGGTGTGCAGTCTGACCTCATATGCTTTTGT
CTTTATACGTGTGGCATTCGGAGATAGTCACGCACCCAATCACTCTGAAGGAAGCCAAAC
ATTTGGGAAGCCGCTTGCTCCCGCCGGCTTTTCCACATGAGCCTTGGAGCTGGGCCCTTC
GCCGCTCCCAGCCTCGGTCTTCCTTCCAGGGACGGCGTAGAACCAAAAACACAGCAAAGG
CACAGGAGACGAGTGTGTTACTGTCTTATACATCCNAAAAAAAGAAGAAAAAAAAAGGAA
AAAAATGAAGCAAGTAGCATTATTTTCCAGTTTGCCGCCACTCTNAAACTGTTTAGATGT
AAATATTCTGGTACTTCCCGATACTCAGCACACACACATAAACACGCTGACCGGTGGATC
GGTCAGAAAACATTCAGCTCTTTCGTCCACACTCCGCTGACAGTTGGTGTTCAGCCGCTT
TTTCCACGGAAAAAAACGGANACGTGGGCGCCTCANGTGTGGGTGACCCANAGGCGTTTG
CCCTTGAACGGGGCATTTGGTTCAACTGTAAGTGTTTCTTTTTCTGCTCTCCTGTAGAC
>CL5823Contig1
TTTTTTTTTTCCAGAAGAAAGACGACTTTAATTCTCTTTTCATACAAAATATTTAATAAA
TATGACTTTCAAAAATATATTGCCAGCTCATCACACAATTCTCAAGTTCATAACACAATA
TTCAAAAAAAAGGACAAATGTTGCCATGATTTCAAAGGGGTTAAACATTAAGAGCCTAAT
TTCTGTTATAGAAAGTGTGCACAAACAAATCAGAAAGGCAATGCAAGGCGGTGTTTGTGA
ATGAGTCCCATTGCCCCTTTACTGTTCAAGTACTCACGGCCTAGCTTATGGCATTACGCT
GACTAAAGCAGATGGGAATTTTTGGCGTGTCATGGATTGACTTGCCTTGCAAGCTGGTGG
CTTTTGACAGCCTTTGAAATATATTAATGGGTTAAACTTAAGCTGCAGAAGAGTTTTTGT
TCCCTTAAGTATAATATCCATTAGTGGCAAGCAATATGTCTGCCACCACGTCCAGCTCTC
TCAGCATCTGTGAACTTTCGTTGTCCTAACCTTAGTTGAACTCACTTAAGGTCCTGGCAA
CAAATAATGAAATGTCAAAAACTAAAAATAAAAAGTTTTCAGGCCCAAAGTGCCCAACTT
TTGTCATCTGACAAATTTTTAGGTTTTTTTTTTTTTTTTATTGAATTCATTGAAAATAAA
AAAAATTCAATGACAGAAATGTAGGCTTTAAACTATCAAAACCTTCAATCTATACAAAAC
ATAAATAAAAGGAATGATAAGGCTCTTGATTATTAAGTTAATAAATCAAATATACACAAT
GATTAATAAAAAAATGTACATATCTACAGGTTCTAAATTGTCACATATATTCTTCATTTT
GTTGCAGCAACTGCTGACATTGAACCAACTCTTGTCCCTCCCCTTCCCATGTCTTCCCCC
AGACTTCGTCGCCTTCTTCCCCCTCACCCATGTCTTCCCCGGCCATAATGGCCGGGTTTA
AN
>CL5824Contig1
GGGTTTCTCCAGTGCCTGTATTGTGTTGCAGTTTTTTGTTGGCTTATTTACCACTTTGAG
AGGTTATAGACAAAAACCTTTAAGGAGTTTGGGGGGGTGGGATGCAGGGGGAGGAAAGGC
CTGTCAGAAGAGTTTGTTTAAAGAAAAAAAAGTGGTTAAAAAAAGAAAATCCAGCATTTT
ATAATACAACCATTGTCAAGTTTCGGGGGGTTTTAAATTTAGTTTTAGCTGGAATTCAAT
GGGTGTACACATCTGACAACTACTTTCCCCTTTTCTCTGAACAGGTTTTAGCTAGAAATG
TTTCCGCTTTGCCACACTAGTGTTTGAGTCTGGTCAGCGTGACTGTAAAGTTGGATGACT
GTGTTGGTTTTGTTCATCCTTTCTCAGCATTTGGTGCTGGGAGGCATGTTCCTAGTGTAG
ATAAGCCTTCTGTTGATGCAGAAAGTAAAGAAACAAACAGTACTTCAAAACGACTCATTT
ATTGCCTAATTCACCTTTATAACTTTTATGATGTCTACCATGTTTGAGTATGTAATTTTA
TGATTAGACTGATATGGAAGCGGTTTAAAAAAAAAAAAGACCTTCATTCCTTTTAAGCCT
TTTTTTTTTCTCATAACTGTTGGTCCTGCCGTGCCATGGTTCTTCAGAGAATGTGCTGAT
CTCAGCCCGGAGTTTGCTTTATTCAGGTATTTTATTTTGTGTTACATTTGTTGTTTCAGG
GGGTTTGTTTTTTGAACATGTTCCTCAATGTTTGTTTGGTTTGCGAATGGTCCCTTGAGG
TTGTTGATTAAGTCTGTTATATGATCATTGAATAAACTCA
>CL5825Contig1
TTTCAAACAAGACTTCAGGGNGGAGAAATTAAAAAAAAAACATCTTTAGAAAAAAAACAA
AACACACACACAAGTGGTTAAAAATGGCTTTTGTGTCTGAAAAGAAAATCTCCAAAAACA
GAAAGATTCATCGTGTCGCTTTCTATAGTATTTTCCTTATCATATATTACTCTCTACTTT
GAACCTATGTACACTGGTGATGGGAGGAGTGTGTGGGTTTGGTTGTACAGCATAGTAGAA
CGCTACGACGTAGGACGGCGACCCCCCCACGGCCGAGCAGAGCTGTGATGTCAGTTTGAC
GGAGAAAATTAAAAATATTAAGTCACTGCACTTATGAGCAAAAAAACAAATAAAAATCTT
TTTGTTTTTTTTGAAACACTTTTTTTCTTTTGCTGCACCCCAAAAAAGCGGCTGAAGGAA
GTCAGGGGGAGGGGGCGGAACTCCACCTTTCTGCCTCCCCATCTGGGAAATAAATTAAAA
GTGTCCCCCGAAGCCCCGAATGCCGGTCCTATGTACAAGTACAAATCCTCTTCTTTTGCA
TCGGGGAGGGGGGGGCAACATCTCTACTTTACAACGACCCCTCCCTCAAAGAAACGTCAC
GCTCGCCGTGTTCGTCACTCATGGAAGAACGTGTTTATGTGGAGCAGGAAGGAGGTGGAA
GGTGCAGTTCTGTGGGGGGTGGGGGTTGGAGTCCTGAGCTGCTGGGCTGGATGGGTGGGG
TGAGGGGGNTGGGGGAAAGGCGGGGGGCTCATGTGTCCCACCCCGTTCTGTCCGTGCTCT
CCAGGGAGAGGGACTTGGTCTTGTGTGGGGACGCCGGG
>CL5826Contig1
GAGGCCGGTGGACGTCTTCCTCAACAGATGGAAACAGTAAAGTCTCGGTTTCCTCGCCAG



CGTTCCGAGCTCTGGAACCGAAACAAGATTCACCTGAAGAGGCACCTCCAGACCTCCAGA
CCCACCGAGCCCGTAAGCCTCATCCTCACGGCAGGATGGAGAGCGGAGAGGACGCTGCAC
TGCCTTGCTCAGAGTCTGGCCTCCGCCTTCTCTGCTGCCGTCAACGCCTCTGTGCTCCAC
ATCGACGGCACCGGCTCAGCCGGCCGGGACAGCGACCACGTCAAGCTGGACATAGACAGG
AAGCTGCAGGGAGCGTTTGAGGGAAACCAACCCGTTGCCGTCATTCACCGCTTTGAGGAG
CTGCCGCCCAGCTCCACTCTCATCTTCTACCGCTACTGTGATCACGAGAACGCCGCGTAC
AAGAACATTTTTCTGATCTTCACGGTCCTGCTGGAGGAGGAAGATGAGATTCCGGGGACA
AAAAGCTTGAATGCGGTGGAGGAGATGGTGGACGACCACCTCCAGAAGAAGTTCCTGTCC
CAGAGCCGGCCGGTGTCGTTTGACAGGATGGACATCGATAAGTACGGGGGACTGTGGAGC
CGCATTTCTCACCTCATCCTGCCGGTGGCAGCAGAGGAACGGATGGAGCTTCATGGCTGC
TAACAGACACACAGGAACATTTTTGAAACTTTAAGATNTTAACTTTTTAAACCAAGACCT
TTAGCTAAACAAACATTTTTATGGATTATTTAAAAAAAAAAGACTTCATCAAGCGGATCT
TAAGCACTTTATTCTAATTTACTTTGATCAGGTGTAATTAAAGATGGACTAAAAAGGTTT
TTGGGGTTTTACTGGGGTTATATTTTAATGCTAAGTTTGATCCCAAAAGGATCCAACGTT
TTAACTACAGTTGAAGTTTGCAGATGTCTTCTGTAAATTTCCAGATCTCCCTGGCACCAT
GTGCCTTAATTGACCCTGTTTTCTGTTTACATTCTCCTAAACATGTAATGGTTGTAAACA
AATGATTTGATAAAGTGTGCCTTAAACCAAAAATAAA
>CL5827Contig1
GTGTAACTTCTAATGGCTGATTGGCTTAAATAACAAGGATTTGATTTATTTAGTCTGTCA
GACTGTTAAATGCGATCATTCTAATAGTAATTGGGTATAAGTGGAGGTCCAGCATGTCTG
TGTGAGTCTCCAGCATAACCCCCAAACTGCATTGTTCATAAAAAAGATCAAACCTAATTT
TGGTATCCTATCTTTACTGAAAAAGAGGATGAGTTTCAAAGCAGGAATGTGTGTTTAGAT
GACTGCAATTTGAAGGTCTTTTGTGAAGGAATGGGGCCACCTCCCCTCCGCTGGCCCCAC
AGCCTGCCAAATGGCTTTCCGTTTAGTGAAAAACACTCCATTCCTTAAGGAGGTTCAAGT
CTGTTCAAACTGAAAGTGATCCTCTTTTCATTTATGGTTTTAATGTCCAGCTGTAAGAAC
TGCCCAGGAACACACAGGGGTGTGTCGCCACATGCCTGTGAGAGTTCAAATGGAAGTCAT
CTAACAACTATTCTCTCTTCCTCCAGCAGGTGGCAGAGTATAACAGGAAGCACTGCTTAG
AGGCTGGACTTTGGACAAACACGGGGAGATGGACAAAGGAAGAGAGTACAGAGGCCGAGG
ACACCAGAATGATGGAGATCTCTTAAGGAATTGCACCATCAGCAGTTCTCTCCACACGTA
GGAGCAGTTCAAAGTCTTCATTGCAAGAACAAAAGGGACACGCGCTCGGTCTTCATGCTG
CATTCTGCAGTAAAACGCCAGAAAGCCAAGAAATGTTTTCCTCAAGTCAAAGGTTTCTTC
ATTGTTGCCTTGTGCGCGCGGCTGGCCTNTGAGATGCTCACTGCTGTGTTTTCTGTTGGC
CACCTTGCTTCACAGATGTTTTTTCCTGCTTGAAGTGATTAAGCCTGAAGCACAGACATG
TGCTCGCTAAAATGCAAAAATAAATGGTTGCATGATTNGTCTAGAAACCACAAAACAAAG
TGAGTCAGGAAGCAGAAACGTCCCCAGAGGAGCAGCTCTGGTCTGATCAGGCGTATAGAA
GCATGGTGGATCGGTTAAGGGTGTTTGTTGTTTTGGAAATGTCAATCATTTCATTCAGAC
TATGAAAAATATATTCCTAGAAACGTCTGATCATGTTTGAACAGGTATGAGTGTACTTAT
TCATGCTACAATCCAATGCTAACATGCAGAAAAGCTAATTACGCTCAGAGACAACGTGGC
CAAACTTCCTGTACTTTCTATGCCATGCCTCATTCACATCTTAAGTTCCTTTT
>CL5828Contig1
GAGGGTGCTGGTGCCCATCTGCTGGATGGCCAACAACATCATATCGGACTTTTATAATCC
ACAGGTGCTTCCATCTCAGAAGAGGGAAATCGGCGCCGCGCTCTACATCGGCTGGGCCGC
CACAGCGCTACTCCTGATCGGAGGCACGCTGCTGTGCTGCTCCTGTCCATCCGGTGGCAG
CTCGGGATACTCGGTGAAATACGCACCGACCAAGAGAGCCGCGCAGAACGGAGACTATGA
CAAAAGGAATTATGTGTAGCTGTGGCGCACGGCTGCCGTGCGTAAAAACAACATGCAGCT
TTTTGGAAAACTTTTTTGTAACGGGCTCTCTTTTTGAACTTGAAACTTTTGATCTTTTTT
TTTTACTTTGAAAATCAAAGGAAGCTTTTTTGTTACTGTTTTTACACAAGGTTTTTCTTA
TTCCACATATTCAAGGGTCCTTTTTTTAAACAAAAGACAAGGACGATTTTTTTCCTACTT
TAAAAACTCATCAAAGAAGTTCGTAGCAGCTTGTTTTGAATTGTTTGTGTTGTTTTTGCC
TCATTTTTATGTACAGATCTGTTTAAGCTTTTTTTTCTAAATATGCACTGTCAGCAAGTT
GTACTGTAACCGAGAGTTCTGCGCTTCCACACCTTCAAATACCATAAAAGGAGGAGCAAA
TACATAATTTCACAAAATACACAAATCCCAGAGAGATATTATGTGTAGATTAGGATTCCT
TTCAATTTGATGTCATTTTTTTGCACAGTCGGATGCAAAGTCTGGTTTGGACAATGAACA
CGCCATAAAGAGCATCTGCAAAGTTTTTGGCACCCCCCCCCCCCTTTTTTTTNAANCCCA
AAGGG
>CL5829Contig1
GTGACCGACAGCGACACCCAGACTGACCTGCAGCTCACGCAGCAGACGTCAGCGAGCACA
GCACCGGTCCAGGACACCTCCTCCGGGCCGGTCTCGGCCACCCAGGCAGCTCCAGACACG
CCGAACCAGTCTGCGTCACCAGCACGCCCTCCCGTAAGGCCCGAACACTGGCACTGCAGC
CTCAGTTTGACGGCGCATCTGTAAATTGTCGTAAGGCCGGCCCCGCCTCCGACTCTATGG
ATGGAGACTTGAAGCAGCAGCAGATGCAGGAGAAGATCCTTGCTGGCTGCACGACGCTGC
ATTGCCCTGCAGAGGATACACAAAGAGCGTCTGCAGGAGCCAAATCCCAGACTGCCTGTT
GACAGCATGGGCACGGGCACGTGGCCAAGAGCCAGATGTGCACACTAGCTGGTCTTCAGG
GATTTGGGAGCTGCAGCGTGGCGAGGGAATAGCTGTTGCAACATTCCTGCCTTTTTAGAG



GAACGTTTTCGGTTTCTGAAGTCAAATTCTTTTTTATCAGACTTTCCAAACTTTTCCTTT
CTATCTAATGTCCTGATGACATTTAATGTTACAATCCTACTGAGAGTGGCCAAAGACAAA
GCTGTCTTTTTTGTAGCAGTGATGACACTATTTAGAATCTGCTGTACTGAGAGAATGTAC
CAAGATGCTTTCTTTAACTCACCTGAGAACCACTGGCCTTAGAAAAA
>CL5830Contig1
TTTTTTTTNTGATAGATCCAAGTGTTTACTTAGTAAAATAAGAACAATCAAGACCTTTTC
CCNCTGATTTTTGCAAAGAAAAGTAGAAACTTCAAATTTTTTAGGAAGGTTTTTTTTTTC
AGGCAAATGTATTTATTGTAAAGCAAACTTCTGCAATGAATTGTCCCCCTGGGGAAGTGA
GTTGGTTATGCGCAGAGATATGATAAATCAACAAAAACTGATTTAAAATCCACAAGCATA
AATATTGAGTTTATCAACAAAGGCAACAGAAAATGGCTTTCATCATCCAGCATGGAGCTT
CCCATTGCACGTTTCCTCACATTTACCACAGCTATACAGAAAGAAAATAGTCTATGATGA
TGTAAACAATAAATTAAAACAGTGTCTTTAATTATATATTCTCTTATCAGGCATTCTCAC
TAAAAAGCAGCATTCAGGAAGGAGGTAAAAAGTCATTGATGACCGCTATCTCTAAGAATG
GAAAAAAGAAAACACATGTAGGACTTTTGGAGTTTTCTGGAGCAGCACAGGGAACGGCTG
AGACGACGAACAATCAGGAGGAGAATTGGAGCTGGCCTCGTTCCCACAGGGTTGAGGAAN
AGACCTGAAGTTTAGTTTCTTCCTTTTAGTGCATCGGNGCTTCAGTATTCCTCTTTAAAA
TCTTCGGCGCCATATTCTTCGAGTTGTCACTTTATCCTGCAAAATCCAATTCATGAAGAC
AAGTACAAGAACCTGCCTGAGCCCTTTTAGGTAAG
>CL5831Contig1
CTGTCCCTGGATTTAAACCGACTCCTCCGGATGTTCCCAGACGAAACAAAACCACATCCT
GGCACCGAGCATGATGCAGCAGCTTGATGAGCTCATGCAGCATGATTGAGATGGATGGGA
CGCCCATGCCATGACTTATAGAAAGTACTGGCCCCACTTTGTACATGGAGTAGCGATCAG
TGCCCTCGCAGATATCCCGGATGTCGTCTGGGTTTCCAGGAATGTTTAGGTCTTGGTGGA
TGAAGTGGGCAAAAGCCTTCATTCGATTTGCGCTTCCACCAACACACACAAATTTGATAT
CTCCAAACATTTCTGGGAGGTTGTGAGTCTTAGTGCTCAGGCTGAAGTGGTACAGAATGT
CCTCCTCCATGGTGTCAAGATAAGGATTTTTCACATGGACCTGTTGTTTGATGTAATCGT
CGTGGTCTTTTCCCAAGCGGTTCAGAAGAATCAGTGCCATGGCAGGAGATGCTTTCAAGC
AAAGGTTTTTAAAAAAAAAAATGCTTTTACCAGTCTATGCAAAATTTGAGCC
>CL5832Contig1
GAGGCTGAAGGTTGACATTTGTAAAATGTAAATGGAATATTGTGGGAGTTTTGAGGTAAA
AAGGAGCCTGGGGCAGGGATTTGACCCACACAGGTATTTGCCTCGATGAACCAGACCTTT
TACCATTTTTTTAAGTTAACTGTAAATGAGAATAAAACGGTAAAGGAGAAACTGTCAGGA
GTTTTTCCTTTGTCTGAGTTTTACAGATGGCTTCCATTTTCCCTCCTTTGCCCTCTAAAT
GGCCAAAGAGAGGCTTTCTTTATCTTTTTTTTTTTAAAGGAACTGAAATTGAGTCACAAA
GTTGTGAACTGTCCTAATTATANACNTGGGTTGAATATTTTTCTAAATGTCTCTTGGATT
TAAATCAATTGCAGGGATTGTTGCTACTGCTGTTTCTCTGTAAGGGCAGACAAATATTGC
ACAGTTTTTTTTCCCTCTCTTGTACAAATTTGACTACCAAGAGTGTTTCTCTCTGCATTC
CACTCTTCCTCACACACCTTCCTGACGGCCTCAAATCTTCTTTGCCATGTGTAAATAAGC
CCATCATGATTTCATTCATTCATTTGAAACATTGTAAGTAAAATGCTACTGGTATCTGTG
GGTGCTTGCTTTTCAGTTTTGGTTCCGATCACTTGCCAAGTAACCCCCAAACATTGTATC
GAGCGGCGTGACACTGGCACGGTGAACACACTTTTTTTGTGCAGGGATAACCGCATTGCC
ATGCAGTGCATACTTCAATTTAACACAAATATTAAAGGGTGAACTTGTGTGTNTGAAACT
GTTTTTTTTTTTAAGATATGGAAACGCCAGTATTTTATATAAAAATTCTGAGTGGATTCA
ACCTCTACACGTACTTTGTTGTCAGAGTAATGAGGAGGCCTACATCATAACAGTTGCCTT
ATAGAGCTGGTTCCTTTTAGCTGACATGATCCTCTTTTTAATTAGGCAGTGCCTACAGAT
ATTTTCGAGCCCTTTTGGTTTAGAAAGGTGTTAGCCCTGAAAACTGACAACTGCTACTGT
AAACAATGTTTTCTTGCTTGTCCAATAAAA
>CL5833Contig1
GGACACCCAGCATTCATTCACGCTNGACACTCGCCTCCAGGCCGCCATTGGATCCGCTGG
CGTTGCAGTGCTTCAAGAGTCAAACGTTTCTACAATCTTCGGCAGAACTTCACATTGCAT
GTGCTCGTGTGGAAAAGCAGTTCCCTCCAGCAGGCTCTGCTCAGTAGAACCTCTTGTTCC
TCTCCTGTCTCTTCTGGAAAACCACGGCGCCCACCACGGCGCACACCACCATGCCCAGCA
GGGCGCACAGCAGCAGCAGGAAGATCTTCCATCCGGTCAGGGGGGTGCCGCGGAAGTTCC
CGGTCGGATCGTCAATGTTGTCTTTAGGGGACTTCAGGAGGCTGACGCTGGGCTCGATCT
TAGTCCAGTCCAGGTTCTCCTCCTCGGCCGTGTGTTCCACCATCAGCTGGTACAGCTTCA
TGGAGATGATGTCGTGGTTGTCTGACAGGTCTCCGGTGACGGCGGATGCACCGAAGAAAT
ACCCAGTGGGAAGGCGGACCCCGCCGATGTCGATGCACTCCTTCCACTCGTTCTTGTCCT
CCACGTCGACCATTATATCCATTCCGTGGAGGTCATTGCGGAACGTGTCCAAAAAAATAG
CCAGGCCAAAAAACTGGTCCTGGCTTCCAAACACGGGGCCTGGATGCAGTCTGTCCTTTG
TGTACCAGACAGCAATGCCGTCGCCATGGAGATTCTTCTTTCCTGAGCCATGAATTTTGA
ACTGAACATGCATCTCCCAGTCTTTCAGGTGACATGGCACAGTGTTCCAGACGGATCCTT
GTTTGCTCCGCTCATCCGGAGTGAGGCGGACGTAGGAGCTGGTCACCAACGTGCTTCCCG
AGAAGTCCCACTGGCTGGAAGGGCTGCTGCCAACGCCTTGATACGGTTTTATCAGAGAGT
GTTCTCTCTTTAAATGTTCTGCGTTTCCATCCGTTATGTCGCCGCGAACCACAAACAAAT



TTACTAAGAAAAATACTAAAGCTGAGCGCAGTGCCGCCGCAAAACCGTCCATCTCGATCA
AAAAGACACAACCCAGAAGACAAACTCACAACACTGTTTTCAAAACTCCGTAATTCGGTC
GTGCCTTCCACTTTTTCCCCGGCCATAAGGCCCGGG
>CL5834Contig1
TATGGCCGGGGAGTGTGAAGATGGCGGAGGGAGAATTGAACGTTGATAGCCTCATCTCTC
GGCTCCTTGAAGTGCGAGGATGCCGACCAGGGAAGATCGTCCAGATGACCGAAGCAGAGG
TTCGAGGTCTCTGCATCAAATCCAGGGAGATCTTCCTCAGCCAGCCCATTCTGTTGGAGC
TGGAGGCCCCCCTGAAGATTTGTGGTGATATTCATGGGCAGTACACAGACCTGCTGAGGC
TGTTCGAGTACGGCGGCTTCCCACCAGAGGCAAACTATCTTTTCCTGGGGGACTATGTGG
ATAGAGGGAAGCAGTCCCTGGAAACCATCTGCCTTCTGCTGGCCTACAAAATCAAATACC
CAGAAAACTTTTTCCTGCTTAGGGGCAACCACGAGTGCGCTTCCATCAACCGCATTTATG
GCTTTTATGACGAGTGCAAGCGCAGGTTCAACATCAAACTGTGGAAGACCTTCACCGACT
GCTTTAACTGCCTCCCCATTGCTGCTATCATCGACGAGAAGATCTTCTGCTGCCATGGAG
GGCTTTCACCTGATTTACAGTCCATGGAGCAAATCCGCAGGATCATGAGGCCCACAGATG
TACCTGACACAGGCCTGCTCTGTGACTTGTTATGGTCAGATCCAGATAAGGATGTGCAAG
GCTGGGGAGAGAATGACCGCGGGGTGTCCTTCACCTTTGGGGCAGACGTGGTTAGCAAGT
TCCTGAACCGCCATGACCTGGACCTCATCTGCAGAGCACACCAGGTTGTGGAGGACGGAT
ATGAGTTCTTTGCCAAACGCCAACTGGTTACGCTCTTTTCTGCTCCAAACTACTGCGGGG
AGTTTGACAATGCAGGCGGCATGATGAGCGTAGACGAATCCCTCATGTGCTCCTTCCAGA
TTTTGAAGCCCTCAGAGAAGAAGGCCAAGTACCAGTACGGCGGGGTCAATTCTGGTCGGC
CCGTCACCCCGCCCCGCACCGCCCAAGCCCCAAAGAAGAGGTGAACGCACAGCGGTGTCC
CTCCCCCGTCATCTCCTCTACTCCCCGGTCTGCCTTCAAGGGCGAACCCTGTAAACACCC
GCTGTAGAGTGAAGATATGGGGCTTATCTCATTTCCCAAATCTTTCTCGTGCCGCCCCAC
TCACCACGTTCAACTACACTGACAGCTTTTTTCTTAATGTGTACGTGTACATAAATTTGC
TGAGACCAATCTTTCTTTTTTATTTTTGCTTGTTTGTTGGAATTTTTGATATTATTAATG
AATAATCTTCTGGGTGGTTTTACTTATAACACTGCCCGGGAGTTTCTGAGGTTCTGTGTT
GTGTCAGGAAATGCCTTCCAGGAAATCTTTCTCCGTTTGTCACAGAAATTAAATAAAGAT
TATTGGGTTGTGCCTTGACCTGTCAGAA
>CL5835Contig1
GAGGGCTCGTTGGTGGCCTCCGTAGCAGCTTCCGTAGTTCCGTCAGCTGCCGACGTTAAT
GGTTTCCGAGAGTACGTAGCTGGCTCTCTCTTCTTCCTTAAGAGCCAAAAAGAAAATAGC
GACCGCGCTGCTCGGACGGTGTTCTTCAACATGAGCCTGAACGAGCATTCACTACAAGCA
CTGTCTTGGAGGAAGCTGTATCTGAGTCGAGCCAAACTGAAGGCGTCCAGTCGAACGTCA
GCCCTGTTGTCTGGATTTGCTATGGTTGCTATGGTTGAAGTGCAGCTGGACAACAGTTAC
CCCTACCCCCCTGCCCTTCTCATCGCCTTCAGTGCCTGCACCACGGTGCTTGTGGCCGTT
CACCTGTTTGCTCTGATGGTCAGCACCTGCATCCTGCCAAATATCGAGGCTGTCAGCAAC
GTGCACAATCTCAACTCTGTGAAGGAGTCTCCGCATGACCGGATGCACCGGCACATTGAA
CTGGCCTGGGCTTTTTCCACTGTCATCGGTACCTTGCTCTTCCTGGCTGAGGTTGTTCTG
CTCTGCTGGGTGAAATTCCTACCTATTAAACCCAACAAGTCCAGCAACAACACAATGTCA
TCTGGTGTTGCTGCCGCCATCACTTCGACCTCCATCATGGTTCCCTTTGGTTTGATCTTC
ATAGTCTTTGCAGTGCATTTCTATCGCTCGCTGGTCAGCCACAAGACGGACAGACAGTTT
CAGGAGCTTGAGGAGCTATCCAACCTCACAAAGCTTCAAAACGAGCTTGACAACAGGGGG
GAGGCTTCTATCTTGCAGTCACCAAGCTCCCATTTCCCATAGATTTGAAGGAAGTATTCT
GGTGGAACTTTTAATTTTCTTGGGGATTTNTTCACCACAACGTTGGCTTCAAACTTTNTA
CACAAATGAAGGATTTACGTCCTCGTGAAATTTGCTATTGTGAAGAGTTGTATTTTTAGA
GGACACGTTGGATTAAATGTGAGCTCATAAGTTTGTTTTAATGCATGTCGTTCAAGCGTC
CGGTNTTAAACTAATGCGGGATTTGAATTTGAATTCATGGCAGACACTGGATCGGTACAC
CTGTNTGTTGCCTGCGTTTATTGTTTTTTCAGTAGGCNCTGCATATTTTTGTGTATATTT
ACTAGTGTTTTGTGAGCCNCTGCAATAACTTTTTTCCCTTCACATTAACAGGATNTACTT
CAGAAAAGTCCAGTGTTTTGCTTCCTGTCCTTTGAGCTGTCTCACTAATTGTGCCAAATT
TGCAGTATTATTTGAGTCTGCNGATAAGTTTGG
>CL5836Contig1
GTGTCAGGACCGTGTAAGTCNATAGTGTCGGTGTTTGTGGTAACAGCAGCGGGTCGAACC
GGTTAACTCCACCACACTGTCCTTTGTGTNTGATAGCAGCAGTGCGTCCACCAGCTTCTG
CAGCCCCTTGGTGTTCTTCCCCACCTTCAGAAAATCCGATAACAAGCAGGCCGTTATCTT
CCATCAATGCCTCCTTCAACAAGACTGTACTTGTCCGAGTTCCAGNTGGACCAGATGCAG
CTCTGCCGGGAAAAGCTTCCGGTCCAGCGTGTGCTCCGACCCCCAAGCATTGGTCTCCCC
CCAGTGGAAGTGGAACTGACAGAGCCTGAACTTGTCTTTCAGGGGGCCTCCTTTCAGAGT
GGACTTGTCGGTCGTGTCGTCGTACTCCACCAGGAAGGAATAACCGTTATTCCAGATTTG
CTGGCAGGTGTGCGGGTCATAACTGGTGACCAGGGGCTTCAGCTCGCCGTCAAAGATGCT
CTTCCTCACCACGATGTCGATAGGGGACTGGCGGTCTCCTCCTGGTACCGCAAGGGGTCC
CTGCCACATGGGATGCATTGGAGACAGCACATATTTGCTGGAGCACGCAGTCAGGTTGCA
TCTCCGTACGGGCGTTATCCGGTGACTCTGCCCGTGTCTAACAAGCTGTCGGCGAAGGTG
AGGCACCAGCGGTCTGACAGCTGCAGTCAGAGTCACCATCTTGTTTTCGCTGTTGCAGGC



ACGCGCTCGTTTTGAAGGTTTTTGACCTGATTAACACAACCTATCGGCTGGACGCTTCAC
TCCGTCCCGACCCCCAACCAAGGCGGAGAAAGAAAAGGGGGGGTCGGTTTCGGCTTTAAT
TAAGTGACACAGCGAGGAATTCCTGATTAAACGGCGTCCTTTTAACCGAAATTAATTTAA
GTACCAGAGGAGCGACCCCGTGCTACTGATGTAACGAGTTTGACAATGAAAAA
>CL5837Contig1
ATGAAAGCTGTGTTGGTGCTCAAGGAACCTCATCGAGGAAGAAGAGTTAATGTTCAAGTC
TCTGAATGACAACATCTTTAGCATCAGGGGCCAGGTGAACACGCTGGAGAGGGTCATCCC
CACCATCCAACCCAAGATCGTCACCAAGGTGGTCAAAGAAGTGCAGCAAGATCCAGAAAT
GCTGGAGGAGTCCAGGAAGCTAAAGATGCTCTTGGAGGAGGAGAAGGATGAGATCGTAAT
CCTCAAGAAGGATCTGACCACTTTGCAGCTGCAGCACACAGAGCTGGAGAAGCTCAAGCC
AAAGGTGGAGCTAAAGGAGCTCATCCACCAGATTTACAGAGTCGATCCTGAAACTGAGGT
GGAGCTCCGTCGCTTGAAGAAAGAGCTGCAGGATTTGGGCAGAGGCCGCGCCGACAAAGA
GACAAAGATGGAAGAGGTGTTAGCAACTCTGGCCATCTTACGTAAGCAGAAACCCAAAGT
GGAGTACAAGGAGGTCACCCAAGAGGTGATCAAGGAAGAGAAGAGCCCAGAAGTGGTTAG
GGAGCTCCAACGTCTGAACAACCAAGCCACCCGTTTGAGAGTCAACTGTGACACCACCTT
GGAGCTGCTAGCCCATCTACGCAAGGAAAGAGATGAGCTGAAGGCAGAAAAATCCAAAGT
GGAGACGAAGCTTGTCACGAAAGAGCTCATCAAATATGAAGACGATCCTCTTCTGCTGAA
AGAGGCTGATCGATTTCGC
>CL5838Contig1
TTTTTTTTTTGNTTTTGTTTTAGTCTTTGAGAAACNCGGTGCCGCATGAACGAGCGATGA
GTTTGTTGAGACGAAACGACACACGACACGAAGCGTTTGGAGGAAGCCGGTCCAGATCCC
CTTTTCCTCCCCTCCCCGTGAATCTGGTCAGGCAGCGAAGCTCCAGCTTGAGCCATGCAA
AGACTAAAAAAACCACAAGCTCTGCTGCTGCTGCTGGAGGATCTGAGCTCCGCCACACTG
CAGCCGTGACACAGCGGACGCACGTCTGTTCTTTCCTCGCCGCGATGTGTGGAGCAGAAG
CAGCATAGAACGGTCATCTGTCTTTTTCTTTTTTCTTGTTTTTTTTTTTTANACATTGTA
CACGTATACTTTTATCTTTTTATATTTGCTTTGTTGCATTAAAAAACTATAAATACCGTA
AAAG
>CL5839Contig1
GCTGGGACTGGTAGCGAGCGAGGACGGTTCACCGTGTGGGGTCGGCAGCTCGGTGACGGC
TCTGCAGCTGCAGGTGGGCAGACAGACGCTCCGGTGTTCCGCTTTTGTCAAAGAGGACGA
GGCGTTCGAGCTGTGCCTGGGTCTGCGGACTTTGCTAGATCTCAAATGCTGCTTGGACCT
GAGCAGTAGGGTTCTGAAATTCCACGGCTGTGACGAGGAGCTGCCCTTCCTGAACACTTG
GAGCGACAGCCGGTGCCAACACGACACCAACGAGAACCTGTGATCCCTCTCCTCTGGCGG
AAGCGAGCACAGCGCCCTCCCCAGGCCTCGCTGGATGCAGCAGAGCGGAAGGAGTCCGTT
TGGGTCCGGACCATCATCGGTGTCTGTCACTGCCAGAGCTCGGATAAGCCTTCGCCTGTG
CTGCTCTCCAGTTTCCACCTTTGTGTTTGCAGACTGGACATGTTTTTAATGACTCCATCG
TCTCATCCAGTTAGTGTAGTTTGTACAGAAAACCTTAAATTCCCAGAGTGCGGTCGCTCT
GTAAGATTTTGCTTTCCGTTGGGTTTGATTCATGTGCTTCGCAGCGTTCAGAAGATTTTT
CAAAGGGAAAACTTTGACCATAGTTTCAGATTTTGATGTGATTTAACTGTACCTCTTCTT
TTCACTCGGTCCATTGATATCAAAATGTCTACGAAACATTTTTAATGGATTAAATTACTG
TTGAAAGGACCATTTTATGTGATTGCCAACCTTTAGTGACACATTTTAACAATAAAAGGT
AACGTGTAATGAGAAAAAAAAAA
>CL5840Contig1
GAGGGCTGCTGGCATTTATACAGGGGAGGCTGGTTTCTGGTCCTATTATGAGATTTGTAC
ATTTCTTAAAGGAGCCAGCGTTCATTTAATCGAGGTTCAGAGAGTTCCATATGCCATCAA
ACAAAACGAGTGGGTTGGATATGACGACAAAGACAGTTTTCATACTAAGGTTCGATACCT
GAAAGATAATGGGTTTGGTGGAGCCTTCGTCTGGTCTTTGGATCTTGACGACTTTGCTGG
ACAGTTTTGTGGACAAGGAAACTATCCCCTCATCAAGCATCTTCAATCACTTTTGGCTTC
AGATCTTCCTCCTCTGCCTACTGCAGAAACCATTCAGGTTCACACCCAAAACCAAACCCC
ATNCCCAGACCAACAGCTCCTGACACCAACTTCTGTGCCACAAAGATTGGAGGCGTTTAC
GCCAAACCAGATGCTCCAGGTTCTTTTTACAACTGCGCCGATGGCATAACCAGGATCCAA
ACATGCCCCCATGGTTTAGTTTTCCAGGACAGCTGCAAGTGTTGCACATGGCCATGAAGA
GTCTGAAAAGTTTACTGCAAACACTGCTGTAAAACCTGATTGATCTTTACCCAAAAAACG
TATTTCTTTTCACTTTTTTCCCCTTTTAACACAAATGTATTATAGTGTTAAGTTGCAGAA
GCTTGATATTTGCAATTAGTGGGGTATATTCTGGAATGATCAATGATAAATTCAGCAAAA
TTCCCATTCTTTTCTTCTAAAGTGTTTGTTTCCAAGCAAACACGTACATCTCCTTGTCCT
TTTTTAAATTTTTATGCTTTTTTTTGTCATAAGACATTTGTAAAATCCTTATAATACTGT
AACAAATAGTCATATTTTAGATGCATTTGTATTTATTTACTAGATTTGTTGCAGAATAAA
TGTGATGCTATTTAGATTTCACAACCTTTTACACCAATAAAA
>CL5841Contig1
TCTGCTGCAGAATTTGGGACCTATGACTCCATCAGCAGCATGGTTTCTGATGAGCTGAAC
TGCGTGGTGGTCAGTGTGGAGTAAGTGCGTCTGAGGCCGGCAGCGGTGGGTTTGTTTTGC
CTCCAGCTGCAGCTCACTGCTCTGTGTTTGCAGCTATCGCCTGTATCCAGAGGTCCACTT
CCCAGAGCCCTTTCTGGACTGCTTAGCTGCTGCCAAACACTTCTTATCTCCTGAAGTTCT



GGCTCGGTACGCCATCGACCCGGAGCGTGTGGCGGTTTCTGGAGACAGCGCTGGAGGAAA
CCTGGCTGCTGCGGTCGCTCAGGAGGTGCAAACGAGACCCGCCTGGCCCGGTTCTGTGGA
TGAAGACATCGCCTGATGCGTTTGTGTCCTTCCAGATTTCCACGGACGACGGCGTGCCCG
TGAAGTTCAGCGTCCAGGCTCTGATCTACCCGGTGCTTCAGGCTCTGGATTTCAACACTC
CGTCTTATGTGCAGAACCAGAACATGGCCGTACTTCCTCGCCACACCATGGTCAGGTTCT
GGCTGCAGTACCTCAACGCGGACCTCTCCCTGCTGCCTCAGTTCATAGCAAATAACCACA
GCAGCTCGCTCCACTCCGCCTTCACCACGGAGCTGAGGTCACGGCTGGACTGGACCGTCC
TGCTTCCGCCGAAGTTCAAGAAGAACCACACGCCGCTCGTGGTGGAGAAGAAGGGATCAC
CGGAGATCCTGAAGAAGGTGCCGGGGCTTCTGGATAGGCGGGCGGCGCCGCTCTTGGCCG
AAGCCGCGGCAATAGCCAAATGCCCGCGTGCCTTCATCATGACGTGCGAGTACGACGTGC
TGAGGGACGACGGGCTGATGTACGCTCAGCGCTTACGGGACGCCGGCGTCACCGTCAGCG
TGGAGCACCTGGAGGACGGCTTTCACGGCTGTTTCGGCTTCATCGCCTGGCCGCTGGACT
TTGATGTGGGGAAGAGGGCGGTCCGCGCTTACGTCAGCTGGCTGCAGAGCAACCTGTGAG
AGCTTTGAGCAAAGCTCTGCAGGAAACAGGAAGTGAATGCACTAAACCCAACTCTGTAAA
TAACGAGTTTTCCTTCCAAACTCAGGGTCCAAACGAGTCTGCGACCGTCTCAACTTTTAT
ACAGAAATTTCTACTGTTAGGAAGAAATTTGCAGCCTGACAGAAAGATACATCAACTACT
AAAGAGAGGCTTTTTACAGACAAAACATGCAGTCACTTCCTTTACCCTTAGAAATAAAAG
CAGTTAGCACTCTAAACAAAAAACTATTGCTACATTTTTCATTAACATTTTTATAAAAAT
TTTAATTTCCATTTGATTCTGACTGATCAGCTTCATTTAATCATAAATGTTTTAGCACTG
ATTCACAAACTAATCTCTGACAAGTTTGGAAAAAAAACTTTGTTGTGCCTGTTGACAATC
AAATGATTCAATATTTTCAGAATAGATCACAAG
>CL5842Contig1
TTTTTTTTTTAAAGTTTGCTAAAGTTTTTAATCTGAAATGAAAACTACATGCAGGATTTT
GCGTACAGGTGTACCGTTGAGTACACAGTGCATGAATGTGGGTGCATTTAGGGGGGGTGT
CGCTGTCTGGCTGGACCTGCTCTTGTGCTGTGCCGGGACAAACACAGCACTGCAATATTC
CAAATGAGGCAGCCAGCCACTGGAAACATTCACAGTGATGGTCGGCGGGACGGCGAGAAC
GCCACAGAGCAGCACCTGCCGCTCCCTCTCGTCCAGCCATGAGCAGCATTTAGCCTGCAA
CAACCTGACAGACTAAACACAGCACAGACATGTCAGTCTTAACAAGTAAAACTTTATTGG
AATGATACATTTTGCAAAATATTATTTTGTTTATATTTTTTATACATAATCATTGTGTTC
TAAGGGTATCTGTCAAGTTCTCCAGTGGGTAAGATAGTTNANACTGTTGAANGCAAGGAT
TTACAATATTGTTTCCCACNAGGTACAATATGACTACACAAGCACTGTACCCAGGTCATG
AGGGGAAAAAAAAGGTTAATGTTCTGTTTTTGCCTTTTTCNATNTTTTATTTTTATTTTT
TGAAAATACAAATAGAACACATGAACGCNNNACATCTNCAGATGTAAAAAGTGNTATGAT
TGAATAAAGTGTGTGGAAATGCC
>CL5843Contig1
TGACACTTTGGCATTTTGACTGACAACATGATTTTAGGCACAAAATCCACTCAAAAGTCA
AAGTTCTCATTTGCAGTTCAAGAAAGTATTATTTTATCCACATTGTAAGTTGAAAATTCA
AAACAGTCATACTCAGAGCCAAAAACGCTTTTTTGACACTTTTGGCACTTTTGACTGAGA
AAATGATTTTTCTAGCAAAAACTGCACCCAAAATTCAAAGTTCTCATTTGCAGTTCAAGA
AAGTGTTATTTTATCCACATGGTAAGTTGAAAATTCAAAACAGTCATACTCAGAAACAAA
AACGCTTTTTTGACACTTTTGACTGACAAAATGATTTTTAAGCAAAAAATGCACCCAAAA
GTTTAAGTTTTCATTTGCAGTTCAAAAAAGTGTTATTTTTTGTCACGTTGTAAGTTGAAA
ATTCTAAACAGTCATACTCAGAGCCAAAATGCTTTTTTGACACTTTTGGCACTTTTGACT
GACAAAATGATTTTTAAGCACAAAATCCACTCAAAAGTCAATGTTTTCATTTGCAGTTCA
AGAAAGTGTTATTTTTATCACGTTGTAAGTTGTTGGAAAATATAATCTGTCGCTTTGAGA
TTACTTTCCTTGTTGCATGTTCAAAAAAGTCGAGAAGGAGAAAACCACGGGATTCGACCG
GATTAAGTTTAACAAATTTATTTCCCTAAAAATATTTCTAAAAACAGAGTAAAACAAAAT
AAAACAGATCATCTGGGTTCCCAAAGTTTCAGAGCTTACACAGCGACAAATTACAAACGT
CTTAACGTGTCAGCCTGTTGGGAACAAGGGAATTTCCTCTGTTCAGCTGTTTTAACATCT
CGGTTTCAGCCTCCTCCTCCGTAACACAGCATGGCGTCCAGACTCCTCCTCTGGACGCTC
GGATTGGCTGGCAGGGAGCCTGCCTACCTCCGTCAGTCCATATTTGGACTTACAGCATTT
GGTCCTGGCTTCCTGCTTCAAAGGTCCAGGGGGGTTATTTCACAGACGGACCTCTGTCCG
ACCACCAACTGTGTCCCCGTGGGGGTCCAGCACAGTCGTCCGGATCCTTCTCCACAGGCA
GTCAGTCCCAACTCTTTGTCCTTCTCGTGCGAGTTGGCACCTTCAGGGTTTCCCATGATT
AGAATTGAATCCTGGAGATAATTTAATTCTGGGCCATGTCAGATCTACAGTTAAGGCTTC
CAGATAGTCTGTTGTGTTCTGATGTAGCCACTAGGGGGCGATGTAAGATATAAGGAGGAG
AAGAAGGAGAAAGGAGAGAAGAGGAAGTGAACTGCCTGTACTGCCAACATGTTCGGAATG
AAGGAG
>CL5844Contig1
GACCTGGCAATGCCGCGCTNACCGTTGCAGAGACGTTGTGCCAACATTAAAGACTTTTGG
GGAAAAAAGAACAAAGAGGTGACATCNGGAAGCNGGGNTCATGCAAATGAGCAGCTGACG
GNCGGNGGGAGAAACNTGAACTAAAAGNTCNAGCGNGAATGAACTGACNTTCGGTATTGA
GNTTGGGGTCGTGGTCCTCTNTGTGCACCTAGNCTCAGTCAGCCCAAGGNTGCAGCTCTT
TGTTCTCTGNTCAGTNTTAAGAAGAAAATATTTTTCGTTTTNTAAGNTTTTACTGNTTTA



TTATTTAAAAACTGNGGNGATATTGATGNGTATTTTATGGNTNTTATAGAAGGNCAAAGG
NATNTTGCNCNCCATTTANGTCAGTNTTTTATATTTTTNTGGNGGGNTTTTTTTGNGTTT
CCCCCTNTAAAATTATTAATGAAGCNCAATCCGGGCATACTGGNGCTGTAGATCCATNTG
CCCTTTAACCATAAAAAAAAAAGAGGAAAAACCTTTCATAACCTTCCTCCTGCCGGTGTT
GTGCGTCAAACCTTTTCAAAAGGAAAAAAATCGGTTCATCTTTGAAGGATAATTAGCTGC
TAAAATTACCTCTGATCCTCGTATTCATTACCAATTAACAGTGAATCAAACAGCATGCAA
TACAGCCAACTCCCGTTCACAAAGCAGGCCCATAACTGTACATGTGCCACCTGGTTTTTT
CCTCGTAAATCCGTGACCCTCTTCTCTGTTAGATCCTCCAGTTTGCATGAAACTCAGTCT
ATGGATTTTTTTTAATGCTTTCAAAATAAAACTCAAAAACACACATATACACAAATGGTG
GTACATTTACTATCTCTGTTTGTTTCAATGAAACTTCTTTTAAATGAGATGTTAAATTAT
AGTAAAAATAAAAAATAGAGGAAGATGTTGCTCTGGCCTTGAGAAGAATGTACTGTGAGG
TAATGTGAGGGTTTGTGACGGTGGCTAAATGTTTCTCCACGGGAAGGATTTAGTTGAATT
TGCATTCTGTCTGCGCTCAGCAAAGT
>CL5845Contig1
TTTTTTTTCATTTCTGCTGCATTACTGCTGCATTTCTGCATTTGACACCAAACATGACAT
TGACATCATCTCAGGCCTCCATCTGAGGACGCCGTCTGGACTCTGATGGAAGGGAGCACA
GTACTTGGCCCAACAGGCTTCACGCCACGGCCAGGTCCTTCAACAGCTCTGAGATGTCTA
TCTGTGCTCTGCAGCAGGCTGGGGTTGTGCTGGAGCTCAGGGCGCCCTGCAGGCGCCGCG
CACGCTTGTCCAAAGATGTCAGGATGCAGGCGGGGTCCTTCTGGTCATGGAAGCACAGGA
GGACCTCGTTGACTTCCTGGTCTATCTTTTGAGAGAGGACTGTGGGAAAGACGCTGCTCA
CGCCCTCCAGGACGCTTTTCCTCAGAGCCGGGTCGCGGCACACAAGGTTTAGTATGAAAA
GACCTCTGGGGGTCAGCAAGTTGTGAATTTTTTGGAGGAACGGGGTTTCCACGAAGGCAG
CAGGGGGGCAGCTCATCCCCAGAGAGCAGTCCTTGTTGTCCACATCCAACATGATGGCGT
CGAACAAACGACCACCTTCTTTCTCCAGAGCACAGATGTGTTCCAGGCCGTCCCCAACAG
TCACAGTCAAACGACTGTCTGGTCTGAACCCAAACCATTGCGTTGCCACTTCCAGCATGA
CAGGGTCCAGTTCTACAACTTCAACTGACACTCCAGGAAGAAAATCCCTCAGAAACTGAG
GCAGGCCGCCCCCACCGAGCCCCACCAGGAGAACGGACACCGGGACATCTGTGTCGTGTC
GCGTTCCCTCCTGAAGCAAAGCCT
>CL5846Contig1
TNAAAAAAAAAAAAACCTGTGGGAAGATGACACGTGTAAAACTTTTAAGACCCACTCCAA
TTAAAGTTGTGGCATTTTTCTGATGACATATTAGGATATAAGGAAATTTGGTAGAAATTN
GCCTGTTTTTCTTCATTCAAATCATTGTGAATCAGGAGCAGATGTAAAAATGCAGTTTGA
ATAAGAAGTATTTGTCAGGTAGAAAATAACCTGGTTGGGCCACAAGCTNTAAGCAACAGG
GAGGGAAAGAGGGGGCGGGGTTTCTCCAGTCCCACCCACAACTCAGGAGAATTTCTAACA
AACTGCAGAAACTTTTGTTTTCTTGTTTTTTGGTTAAATTACTGTTTTTTGCTGCACATG
AAATCATGCAAAAGCAGAAAAACCTGCTGTTGAATTAAGTTTATTTTAAAAATTCAAACA
CGAAACCAATTCAAATAATTCTATGCATTTTTTAAACAGAAAAAAACTAAACTGTACATC
AAATATATCAACTGTATTTACACAAAGCAATAAATATACTTGAAAATAACTAATTTCTTT
TGCTTTATTCCTTAGTTTGAATGTACGTTTTTTTTTTACTTCCTGCTTCAAAAATAAAAT
CCAGTACAAACATCAAACCATCATAAAAACCAAAACACAATATTTAGTGTAAAATCCACA
ATTTTGTGGCATGGATGACAGAAGTGATGGATATATTGTAAAAACATCAGTTAAAAAGAT
TCACTTGACACAATTTTCCAACCATGATGAAAATCTGTTTTAAATTTACATCAATTTCAA
GTTGCACAGAAAAAAATAGAACCATTTTGCCCCTTTGTTTGAGTAACCCGGTGGTCTCTT
ATTCCCTACTACACAGCTGTTTTCCTGAAGGAAGTTATCAAAGATGTTGATCGTGTTGCC
AACAAGGACACTTGATGACAGCAAACAGAAACAAGGAAGCTGATCACTTGAACACACGGC
GTAACCTCCAGCTTACAGGCCAAACAAAATCCAGACCTTGACATCAGTTTTAACCAGAAG
CACACGTCTTCTATCTTGAAGATTTTTCCTTTCTGGTCACAGGAAGAGCAGATTCACAAA
AAAACGCATGACAGTCTCAGAAAAATGTTCAGTCATTTTCCTGCCCATGCAGCCCTAAAG
TCCTCACATCCCATAATTTAAACTTGTGTTGTCTGATTTCCAAACACTGAAGTAGTATGG
TTACCGTGGGATCAGTTTTGAACAAAAAAGGGGCTTTTGTGAAGGTTTTCTGCCCTCGTG
CCG
>CL5847Contig1
ATTCTTTGCTTATCAGTGGAGCCAAAGGCCTAGATGAATTTGAGTGTTTTGTGTTCCCTT
TTTATTTTCTAAAGAGCTGTGTTTGACTTTTCCTGGCGTTAAAGTCCGACGGCCAGCTCC
CTTTGCCTCACCCTGACATGTGCAGCATCAGCGCCGTGTAACAGGTCAGCCACACACCTG
TGTGGACGTTCAGAGATCAGGTTGTGATTACAGTGACACCGGATGAGGGAAAATATTGCT
GTGTTCTAACAGTTTACTGATTCTGGACCCCTGCTGTTAAGTTGTAAAGAGCACAGCAGG
GGAGGTCTGCTGTGCTCTTAAAGTCCCAGGAATAACGCTGGACTCCAGCCGTTTGCTGCA
AATATAAGTAAAAGCGGGATGTTTTATAGAATACCAGTGCTTCAGGTTAAAGGTGGCTCA
ACAAACCCATAAGCTGATGTTGCTACTGCCTTCTAAAGTTTTATTATGGGGACGGGGGGG
GCTGCAGTTTCTGCTTCCACAGCTGCATATTCTGCAGCAACACAAGTGCATGCTGGGAAC
TGCACTCTCATGCTGCAGTGTCCCTGTGGATATTTAAGATGGTCAAATGGGGGAGTGGTG
TACTATAAATTAACCATTCTTATTATGTTCGTTCAATAAACATCTCAATAATGACTAAAG
CATTACCTGGTTTATTTCACATCCCTTTTAAACTACGTTTTGTATTCCTCAGTAATGTAC



CTTTTGGGGGATTTGGGTTCTGTTCTGCTTGAGCCTTTGGTCCAGAGTCAGGATATGGAA
ATAATTTGAGTGGGGATTCACATGGATTCACATGGTTCATGAAATCCCAGCTCTGATTTA
AGTTTAACATCAGATAATCATGTTTTTTTTCTGGTGTTGGGAGACTTTTGTTAGTTTACT
TAGTGGGTGATTTCTCTTTGGGGGGGACTCTTGTTTGAGCTGCGATGGAATGTTTCATTG
TTGAAAAAAAGTCTCAAGAAAA
>CL5848Contig1
TTTTTTTTTTAAAGTGAACATGCCGCACAAAGTTTATTAAAAAAAAAAGAAATGGCAAAA
ACAATAAAAAAAATGAAAGTACATCTGAACAGGCCCACAATCAAGAGATCCATTCCAGCA
CTGTAAATACAGACATGAAAGAGTTTGACAGGACGTTTTAGCTCGCATTCAGCAGACATT
ATTGTATGTTACAAAATGAAAGGAACCGAAAAAACGTCAAATTGAAGGAACGTTCCAGTG
AAACGATGTAAAGTTCCCACAGTATTTTTGATTTATGTGTTTATTTGAATATATTTCAAG
ATGTTTCTTCTTCTAAACATAAACAACGCCAGACAGTCGCACTTTCCAAACAGCCGGTTC
CACAACGCCACAAGCGGAGTTACAATGTTGGAGGTTTCAGGCCGTACTTGCGGGCCACTT
CTGTCC
>CL5849Contig1
AGCAGGCGGTCGGCTCATTCGAAACGGAACTCCCCTTTAACAAGCTTGAACTGAGGCTGC
CGGGTTAAATCTGATTCGGACCAGTCTCTCGGTTCCGGTGAAGTTTTGTCCACTGCGGGA
ATCGACGGGGACCCCGTGAGATGCCGTCTCACCCGCCTGCAGAAGCCAGAATGTTCTGGT
TCGTCTGTTTGCGCTGAGCCGTCCTGCAGCCGGACACGGTGAGCATGCGCCGACCTGCCT
GCTGCCGCCGCCGCCATGGATGAGTTCAGCACCAGGACGTACGGCACCAGCAGCGGCCTG
GACAACCGACCTCTGTTCGGGGAGACCTCAGCACGGGATCGGATCATTAACTTGGCAGTG
GGAGGAGTCACGTTTGTGGTGGTTCTGGTGACTGTGATCGGCTCCTTCGTGTTCCCCACG
CCGCCGCCGCGCCCGCTCAACGTCTTTTTTGCCGTATGCATCCTGTTAGCATGCGGATCC
ACGATAGTTCTGATATACTGGTACCGGCAGGGCGACCTGGAGCCCAAATTCAGGAACCTG
ATCTACTACATGCTGGGGTCCATTGNGCTGCTGNGTCTNTGNGCCAACCTGTACTTNTTN
GACGNNAGNTAAAGCGGCGGANAANAAGGCGTGGNCTGGATGGATGACGNGCTGACCAGA
ACAC
>CL5850Contig1
GTAGTAATTTTATTTTTAGAAAACATCTACCGTAGGAATGTAATAAACACCTTTGGTCTT
GAAAAATGAGGTTTTTCAGGAGGTCTTTGGTTTCCTGAAGTATGCAGAGTCTGCATCCAC
CCCAGCTTTGAAATTCTGCACTCTTTTCCTTCCCAGCAAGTCGGTGACGGACCAGGCAAA
TGAGGGTGCATACTGCCACAAGTAGTAAAACACCAGGAAGGGTTGCTGGGCGATCCACAT
TTCCTTCACCCCATTGGAAATTCCCACCAGCATTAAATGCACACAGCGACTGGTTGGCAT
CTTATGTCCCTGGTAACCAACCGTCGTTACAGGCTTATTCAGTTCCTCTGTAAAGGCATT
GTTGACGATCTGTGACTGCACAGGCCCAGGACATGCTGTACTGATGAGGATTTTGGGGAA
GTCTGTGAGCTCAGTTCGAAGGGAATTGAAGAAACCCNTGAAGAGCATGTTTGCTAGCGG
AGTATCCGGTCGCCAGGGGTGCTCCAGCAAGACCAACCACACTGCTGACGGTCACGATGC
TCCCTCTGCCTCTTTGTGTCATGTGAGGCAGCACCTGCTTAGTCAAAGAGACGGTACCAA
GGAAATTGAGCTCCATCAAAGCCTGGTACACATCGACACTGGTCTCCAAGCAGAGGGAGC
GCTGGGATCGGCCACCATTGTTGATGAGAATGTCGATTTGTCCAAAGTGCTGAATCACAG
CTTTTGTTTTTTCCTCGTGTGATGTCCTTTCCAACAAATCAAGTGGAAGAACAAGAATGT
CCTCATCCTTCAGATTGGAGGTCTCTAAGCAATGATGTTTCACTTTATTTAGTTCATCCT
TCCTGCGAGCAGACAAAATCAGACGGGAGCCACACTTTGCCAGCTGATAGGCCAGCTCTT
CTCCGATCCCGCTGGAGGCTCCAGTAACCCAAACCACAAGTCCTTTCAGTTTAGACTCTG
GTCTGTGTCCCATTAAGCTCGCTCGCAGCAAAGTGAAGTCTGCATCCGCGAAGATGAAGC
ACAGCAAATGGATAAGTAAATACAATGGTAGGATATACCACAGTATATACACCAAGTAGG
AATCCATTAGTAGAGAATCGCAAGTTAGGTCAAACAAGGAGAGAGCAGCACGGCTAACGG
AGATGCTAATCAACAATGACGTCCCC
>CL5851Contig1
GGATCCGCGGCCGCCGGTCGAGGGGACGCTGCAGATCTCAGGTAACCCCCTCACCGAGTC
TCCGGGACAAAAAGGAGGACGTAGAGCCTCAAACCGAAGGAAGAGAGACGCATTTTGATG
AATAAGGGATTTTCGGATACACGCTGAAGAAGAAAAACACACAACTGAATTTTCCTCTGC
GCGCATTTTCGGACGGAGATGAAGACGAAAAGGGGTCTGATGATGCTGTCCGGGAGTGAA
ACGGATGAGGAGGAAAGCGTGGATGCCCCTCTGGACCTGTCGTCCAGCGGCGGGAGCAAT
GGGAAAAGGAAACGACGCGGGAACCTGCCTAAGGAGTCTGTTCAGATCCTGAGGGATTGG
CTGTACGAGCACCGCTACAACGCGTACCCGTCTGAACAGGAGAAGGCTCTCCTTTCCAAG
CAGACTCAGCTCTCCACGTTGCAGGTGTGCAACTGGTTCATAAACGCACGGCGGCGACTT
CTCCCAGAGATGCTGAGGAAAGACGGCAAAGACCCCAACCAGTTCACCATCTCCAGGAAA
GGCAGCAAGGCCGGTGACAGCTTCTCCGACAGCTCCCAGTCCCCCAAACACAGCAGCCCC
GCTGCAGGGACAGAGGAGATGTGCGACAAGCGAGCCCTC
>CL5852Contig1
ATTCGGCACGAGGCCGAACTGTCTATGTTCATGTGATGCATTAGCCCTGTAATAAGCAAA
CAGACTTGCTGTAAATAATGTACACTGATCTTCAGTAGATGGTCTAACATCTGTGTGCCC
CCCTCCCCTGCTGTGATCGAGACTAAACAATGAAATCCGAGCAAAGGACAAGATGATGTG



GTAGTTCCTTTCTTCGCAGTTGTTATTTACCTGTATCTTATTTAAGGAAGACAAAACATT
GATGTGTGCTACATTTCATTAGTGTTAACTTGTTTTGTTGTTACATTCTCTGAGTATTGT
ACTATTTTTGTTTACTTCCACATTATCCCTCTGACTAAATCTCTCCTTTTTTTTATTTTC
TATTAAATCTTCTGCTCATATTCCGCTGTTTTTGAGAGCAAGGCATTTACTCGTCGGAGA
AGAGTGTTCCGCCCGGTTTATTTCACGCTTTTTTTGGAACCGAGGGCATCAATCAATTGA
GGAAAGGTTCTTCTTTACTTTCTCAGCTGGATCTCCTCATTGCTGCTATCTCCCAGCATC
CTCGTTGACATTAAGTGCAAAGTTTTGTGCTGACGCTTCTGTAAATACGTTCAGATGGTG
GAAATACGTACTCCCTCGCAAAGAAACTGTACATACTGCTCAAAGGAGAAGTCCATCATG
GCCCGGGGACAAAATGATAGTGTTTTTATAAATATAAATATATATTGAGTTTGACAACCT
TCGGACTGTTACATGCACTTTTCTTGGAAAGTTGGAAGATCTTTATGGGTCCAGTTTCTC
TACACTTTAATACCTACTAACAACTAAGATACTGTAATTCTTTACTCTAATAATCAGATA
CACCAGTTTTCCAAAAGAAAAAAAAA
>CL5853Contig1
TTTTTTTTTTTTTTTTTTTTAGAGTAAAAACCGTTTATTTGCTTTATTCAAATGTAAAAT
CATTAGGTAAACAAAAACTGCAAAGACAGAAAAAAAAGATTTTTCTGATAATATACCAAA
TTTAAAGAGCTCCTGTCAATCAATGACCCACTCCCACTCCAAGCCAGGTTTTTATTGGGT
GGGTTTCCGTCGGTCTCCAGCCTGAACTTGTGGACCAGCAGCAAACACAACAAGCCCGTT
TTTCCCGGCTGCTGCAGAACCCCGACTGGCATTCACGGTCGGGTTGTTCTTCACCAAACT
CTTAGGGTCCTACAGATCTGGAGAGCTCGCTGGTCCCCAGCAGTGTGGTGACCTGTGGGG
GCCGGTTGGAGCGCGGTGGTCACTTCCTGGGGCTGCCGAAGTGTCCCAGCGGGGAGCCCT
GGACGTAGGCCCGGATGGCACTCTGCAAGCAGCTGGCCCTGTGGGCCTCGTCCTCCCTTA
TTCTCTGGATCTCAGCCTCTATCAGTCGCAGCTTCTCCAGCAGGGAGGATATCTCACTCT
CTTTGTCGAGGAGCGCCTCCCTGTGGTTGCTCCCCAGCACTTTCAGCTCTCTCTCCAGAG
CGC
>CL5854Contig1
ACGACTCCCTCTTCATCAATGCCGTTGCTCTTAAGAAGAGCTTCAGAGTTGGTGTGGGCA
AAGCGATAGTCGTCCCTCAAGGCGCTGGCTGCCTTCAAGAACTCGGCCTGTGAAGTGCTC
TGGTCGGCGAAGAACCCAACAACACTTGCATCTTGATCTCCGATGAACTTCTCAAAGTCA
GCATCCGTCTTGAGCTCCACTGAAGCTGGGCCAGCCTGCTTCTTCAGAAAACTGACGATC
CCATCTGCACTTCTGGGACCATCGTAAGGACCAGATTCCTCTCCATCTCTGAAGATCTTC
AAGGTTGGGTACCCGCTGACGCCATACTTGCTGCATATGTTGCTGTTGGCGGTGCAGTCG
ACCTTAACAAGTGGAACGATGCCTTTCAAGCGTGTGGCTGCTGCTTCGTATTCAGGGGCC
AGTCGTTTACAATGACCACACCAAGGAGCGAAAAATTCCACGAGAACCAGATCATGATTT
CCAATCCTGCTTTCAAAGTCATCATCCGTGTACTCGAGCACGTCACTGGCCCGAGTGAAA
CCTGCCAGAGCGGCTAAAAAGATCAACCTTAGCATCTCTCACGGGGCAGTCCACTTCAAA
TAAGCAAAAATGATGCAAGAGGAGTTCGCGCCTGTCCTCTATCGCGTCGGTTTGACAGCG
TGAACGCCAAAGCTGCAAGCTCCTCAGTTAAGGCCAAGACAGAAAACGATAAAGAAA
>CL5855Contig1
AGTATTTTTCAACCAAAAAAAAAAAATTTGTTCCAAAATAGAAAATAAATTTTATAATCT
AGTAAACCTAACTGTCCTCCAACTGATTTTCTGTGTAACACGGTGCTCAAAATTCTCCGT
GTTTTAGTTCAACTTTGTAAAACTTGTAAGCCAAACCGCTTAGGATTGTTGGAGCATTAC
AGCTGCTGTGCACAAGAGCCTTGCAGAGTGATGGGCTCATTTTCTTTTCTTTTCTTTTTT
TTGCTTTACTACTTACTTGCTTTTTACTTTACACTTACTTTAACCAGAGAGCCACAACGA
AGGGGCCTCAGGTTGCAGACCCCTGCCCCAATAAATCCACCATTCTCTCCTGCTCAGTAA
TTTGCACACATTGTAAAATAGCTGGCACCTTCCCTCTTGCACATTTAGCCTTAAAGTCGC
CACTGTGTCATAAATGTTGTGTTTTTATGTGGTAAATATAAATAATACAACCAGTTTTGA
TGCTAAATAATTTAATGTATGTTGTAACATTCCAAAATCT
>CL5856Contig1
TCCTTGAATTTGAATCAGCCTCTCAAAACATTATTTTTCTAATCTAGTTATGTTACTAAC
CTTCTACCAGTTTACCTAACCAGCTGTAACATGTTCAAGTCGAGTAAAGTATCTCACTTT
TACCAACATTTTTCCATATTATCATTTGTTTTGCTGACAAACGTAACACAAACCATCATC
TTTAACTTTTTCCTTCATTTTTGTCATAGTGGCTGTAACCCTTCCCCACGACTGAAATAA
ATTGGCAAAGATCATAAAACCCCTAAAATAGGCACAATGTTTCCAATCTGTTCCCATCAA
TACCTGTTCTGTGGTCTGCTGCTCATGTCCATGTGAAAACTGGGGTTCATCACAATCTCA
TGAGAAATTTTGAGGTTAAAAATGTCCCTTGCCGAATCCATGACTTCATCCAAAGTTAGG
CTTTTGGGTGGACTTGAAGAGGGTGTGCAATGCTTGCTGGAGAAGTCGCTGTTGAAGCTG
TCACGCGAACAGTCCAGATCACTGACCACCTCTGATGAGGACTCCACATCACTGCCTTGG
TCCTCCGCACTGGACGTAGAGCTGGGCTTCTCATTATTTAACGGCATCTTTTTTTTATGA
CTATCAGAGGGTGTCAGAAAGCAATGCGTCCCTGCTTATTCAAGTCTCTGCGAAAAGAGA
CTGACTCCAGAACAATAAAAGAAGCTCGGTGGAGCTTTAACGTGGATGAACTCCGCCGAA
CTACCCCCGGCCATAATGNCCGGGTTAA
>CL5857Contig1
GATGATGTCTGAGAAGAAACGAAAGCCGTCTTCAGAGGACAGGAAGGGGATCGTTGCACC
TTCCAGAACTTTCTCCATTTGACGGCTCCATCTCCGCACCAGCGGGGGGGGTGAAACTCT



TTTCCTCCACCTCCTATCTGATCTGAACTTTTAAGTTCCACTGCTCCCACTTTCAGTGTA
TATACTATAAAGAGATGGCATTCCTGTCATTTTATTCTTCAGTTTGACCTCAACCTCACA
TTTTTATCACTTAACCTTTGATGTAAATAATTTTAGTCCAGCCAATTTAAGGTTTGCAGA
GTAAAGAAACAAAGTCGAGAATGGAGATGCAAATGTGAAATACCTGGTTATCAAGCTGTA
TATTATATATATGAAAAATGTCTATGATGTTAATAAATTGACANACTAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>CL5858Contig1
TTTATGGTGTGCAAACTCCGCCCACTTTCACAACAGCTCAGGTTTACAGCTTTTTTCCTT
TAAGAACACCATTTTAAAATCATTATTTAAGGGTCAGAAATCTCAAGTTTCAGAATCCAA
ACATCGATTTCACTAAGTAACAAACCGTGTTTCTTTTTTTATTTTTTTTAATAAGCAGGA
AGACATTTTTCTGTCTTATTTTAGCACAAAGTTGACCCCGAAAGTCCATCAGGCTGGGAG
ACGGTTGACGCAGAAGTTTCATTTGGTGTTTTGAAAGACAGCAAATACTGGATGAGACCT
CATACAGGAATTTAAGGTGGACGATACAAGTAACTCCAACGGATGAAGCTGAAAGCGTCT
GAGGATCCTGCAACAGTTCGCCATCCCATCGTCCAAATCTGCGTCTTTAAAGTCAACGTG
AACAGCGTTTTGTCTTTCTGTCTCCGGTCATTGTTGCACACCTTCTGCTAAAAATACTGA
GGAGAATTTAAAAAAAAAAAAAACAGG
>CL5859Contig1
GGGGATGGCAGCGGGCTGCGGAGCGGAATGAGAGCTCGTCGGGATGGCAGGAGAGACCGT
CGGCGCTGTTCGCGAAGCTGTTCGCCGCCGGATTCTACGGCGTGAGCTCGTTCCTGATCG
TGGTTGTGAACAAAAGCGTTCTCACCAACTACAGGTTCCCCTCGTCTATATGCGTCGGAA
TCGGACAGATGCTGGCCACGGTGACCGTGCTGTGGGTGGGCAAGGCAGCCAGGGTGATCA
GCTTCCCCGATTATGATGACAGCATCCCCATCAAGACTTTTCCTCTACCTCTCCTCTACG
TGGGAAACCAAATCACTGGTCTGTTCAGTACCAAACGGCTCAACCTGCCAATGTTTACGG
TCCTCAGGAGGTTCTCCATTTTATTCACAATGTTGGCTGAAGGACTTCTGCTCAAGAAGA
AGTTCTCCTGGCCGGTTCAGCTGACCGTGTTTACGATGATCCTCGGAGCTTTTATAGCTG
CCAGTGCAGATTTGTCCTTTGACCTGCAGGGCTACGTCTTCATCCTGCTGAACGACGTCC
TGACCGCCGCCAACGGGGCGTACGTGAAGCAAAAGCTGG
>CL5860Contig1
GCAAACTTTCAAGNCGGGCGGCGTTTACTGCGCTGTTACGTGATTAAGGATGTCTGCGAC
TCGGTACCGACGGTTTCTGAAACTGTGCGAGGAATGGCCTCGAGATGAGACAAAGAAAGG
TCGCGATTTGGGCACATTCCTGCGGCAGAGGGTCGCCTCCGCGTTTCGCGAGGGTGAAAA
CACGCAGATTTCAGATCCAGACAAATGTGACCAGATGTATGAAAGTTTGGCTCGTATTAA
TGGCAACGTATACAAACAAAAATTTCCTCGGGTGAGAGACACGAGCTTCACCGGAGTCAC
GGTTGAAGAGTGTCGAGTCCTCCTTTCAGGAAGTATGCAGCAAAGCATGGATGAAGAAAA
GAAGGGCTTGTGGAAGACATTAATGGAGAGGTTCTCCTCCAAAACGGAGGACGTTCCAGA
AAAAGCTCCTGAAAAATAACTTTTGACCTCTTAAATGACCTTTTCCCATTAGTGCTTGTG
TAGAAATAAAGTTTCTCTTTGTGAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL5861Contig1
GCTGGTTTACCTGCTTTCTCTACCTGGTGTTGGCGTTTCTCAGACCGCTGAAGCAGTCCC
ACTAATGCAGCACACGGCTCCAGAACCTTCTAGCGCCTGAGCTGGCTCTTCAGCGGGTTT
CTCCTCCTCTTCCTCACTGTTTGCTAGGTTTTTTTTTGCCTTTGCTATCCAACCGTAAAT
GTTTGTGGGATGAAGGACTGGCACCAAATATGAAGGCTCTAAAACTGTGAAGAATCCAGA
CGGGAGGCGCAGACGGGTCCGCGACTCCTCGCTGCAGCGCTGCATGCGCCGTGGCGGGGA
AGACGGTGGCGGGCCGAGGAGTCAGCGGGTGGAGGGGGGCATGTGCAGTAAACGGTGGCG
AGGTCCAGGAGGCGCCTCGGCGTGGAATCCTAGGGGTTAATGAACTTGTGTCGAGGATGA
TTGTACATCTGTATGTTCCCCTGAACACTGTGTGGGGATCTCTGAACATGAATAAAGTTG
ATTTGATGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL5862Contig1
GCATTTTCATTGTTTTTCAGCTTATACTTGATAAGCACTAAGAAATCTTGATGTATTGTG
AAGCGTTTAACTGCCCTCTGGGGCAGCTGTTTCTTCTGCGGTTGCAGAAGCTGCTTCCTT
TCCCCTGCTGCTCACTTTAGTGTGCTGTAGTTTCACAGTAGATTAAGATGCTGGGAGTAA
AAAGAAAAAACATAATTTATTTCCTGTTTTAGTCACCTAAAACTAATGTAGCTTACACTA
AAGGTTCTTTCTATTTGTGAACAAATAGTTCTGTTTTTCAGAACTATTTTGTGAAAGTGT
TTCCTTCTCTTTTCTTACTGAAAAAAAAAGGAAACTCAGATGAACCCATACATGTGTGTT
AGTTTGGAGGCTCTTGGTTTCACCATGGACAACGTATGAACTGCTGTGCTGTGCTGCAGC
TGCGCTCTTTGCTTTCACACATGCTGCAGTGATGTGATGCATGCATGTCCAGGGAGGGGT
TGCGTGTTTGCATACAGTTTCTGTTATGTTCGGGGGGATCAGAGAGATAATGTCCTGCCA
AGCTTTTTGAGAAATACAAAATAACGTCAATGCACTGAGTCATTACATCCAACAGACCCA
CAACGAGTGATGCAAAACCTACAAATACCATATATGTGTTACTTTTTAATTGTTTTGGGG
TNCTTTTTTTGTCAAAAGGAAGCACAAATGAGATACTTTGTTGGCTTTAAAGTGTAGTGA
AACAGTTGGGAGATGTCATGTATTGGTTCATTTTTTAAGACAAAGCAAACCTTCCTTCTT
TCTCACTTGGTTTTTTAAAATGCCGTGTATCTTTGCCCTCAATGAGGACTGTACAGCTTT
GTGTGTTTTGTTTTCACCTTGTGCGTATAGTCACGCATCTATAGTATTGTATTTTATTTT
TGTAACTGTGACAAAAATATAGAGTGTAGGTGTGTGTGTGTATATATATATACAAACAAT



ATATTACCCAGAAGTGATGTTACAGGATGGCCTCTTTGTGCTGCACATGATTGTCTTTGT
TTTTTGTGTTTTGGTTTGTTTGATTTTACTGTTGCATCGCATTCTACAACTGTACGCTCA
ATGTANAAAAAAAAGACATGTGATAAGTCAGTGTAATTTACTCAAATAAATACTGGTGAG
CTATTATAAAAAA
>CL5863Contig1
GCACGAGGATTGATAGTCATGTTTAAAGACCCACTCTGATCATCTTTTGATCTTTTTTCA
AAGCGTTCCCAGAAGTTTTTTAATCTTGATTATGTCGTTTTTAGCCAAAATCCCCCAAAA
AACTGGACGTTTTCTGAGACGTCGTTTCTGCAAAGCGACAGGAGTTCATTAGAAATTCTC
CTCTGAGGTGGGACTGTTGGCGCGAAGCAACCACACCCCCCTTCCCTTCGCCGTTGCAGA
GCGGAGCAGCAGGGTGCTTGTCGCCCGCCCAGAGTATTGCAAATGTCCTTCACCATCAAA
AAAAAGGGCGCAAGAACAGATTTAAAAACACCAAAAACATGATTTCCATTGGAGTGGGCC
TTTAAAGTTTCTCTTCAAATAAAATTAAGCCAACAGATATTTGTTTAAAAAAAAAA
>CL5864Contig1
CGCACGGGAAGCCCTGCAGAATGATGGCAGATAACGATGGCAGCTTACAGCTGATGCATC
TTCAAATGAGAAGAGGCCTGAAGATCTCCAGAACTGCAATAGTGATGCTCTCAGCCCTGA
CGTCAAAGCTGAAGGTGACCCAGAGGGACCTTCTGACCCTGACAAGTACCGCTACATCAA
AGAAGACCTCTTCACCTCTGAGATCTACAAAGTGGAGATCCGCAACCTCCCCAAGTTCAT
AGGTTTCAACGACCTGAAGAAGTTTCTCGCCAAACATAGCATTAACCCGCATAAAATCAA
GCTGATCGGCAAGCACACCTTTGCTTTTGTCACTTTTAAAAACGAAGAGGAGCGAGACAA
GGCGCACAAATTGGTGCATGGCATGCAGTGGAAGGGCCAGGTGCTCAGTGTCCGCTTGGC
CAAACCTAAAGAAGACCCCATCCTCAAGAAGAGGAAGCAGGAGGTAGGAGAGGGCGGGAC
TGGACAGCCGGCCTCCAAACGAGCAGAGGGCGATGAAGAGGAGCTGCCGCTCAGTGTTCA
GATAGCCAACGTTGTGACTCCTCTGTGGAACTCTACCTATGAAGAGCAGCTGAAGATGAA
AGAGCAGGAGGTGGTGGGAGTTCTGCAGAAGTTAGCCAAAGAAATTGGGAGCACCAACAA
AGCCATGCTGCCGTGGCTGTTTGCACAAAAAGTGAAACATAACAAAATGTGTTGTCCTCT
GGAGGCTATCCGACCATCCCCCACACAGGTAGCCATTTTTATCCATCATTAAGGTGATCG
CTGTGCTGCCTAGAGACCCACTCCAATGAAAATCCTGTTTCTGGTGTTTATAACGTTATN
CTTGTTGCTTTTTTT
>CL5865Contig1
GGAGTTCACTTTGCTCTTCATGACATTTGACGAGTCCCAGAGCTGGTACTACAACCAGAA
CTTTGAGCTGTTGCAAAGGAAGAGCCGAAGGAGATTTCTGGATGCCAGCCTTAAGGAAAA
CCTCAAATTTCATTCCATAAATGGAATAATATTCAACCTGAAGGGACTGAGGATGTACAC
AGACCAGCTCGTGTACTGGCACCTTCTAAACATGGGTTCTTCCAAAGACTTTCAGAGTGT
TCACTTTCATGGACAGACTTTCATTACCAAGAAGACCAAGAGCTACAGACAGGCTGTCTA
TCCACTATTGCCTGGGAGCTTTGCAACCCTGGAGATGTACCCATCTAAACCTGGTCTGTG
GCAGCTGGAGACAGAAATTGGTTTAATCCAGCAGAAGGGCATGCAGACCCTCTTTCTAGT
TCTGGATAATGACTGCTACCATCCGCTGGGCCTTGAGTCAGGCAGTGTAAAAGACAACCA
GATTACAGCGATCCATACAAGAGGGTACTGGAAGCCTCATCTTGCCAGATTGAACAATAA
TGGCAGATACAATGCGTGGAGCACAGAGAACAACAGCAGCTGGATTCAGGTGGACTTCCA
GAGGCCAGTTGTAATCAGTCAGGTGGCAATTCAGGGTGCCAAACAGCTCTTCCAATCCCA
GTATGTGACAAAATACTCTATCTCATACAGCAATGACAACCACAAATGGAGCTACTACAA
AGGCGACAGCAAATATTTCTGGAAGGAATTCCCTGGTAACCAGGAGGCTTATGAGACAAA
GACGAACACATTTTCTCCTCCTGTGTTTGGACGATTCATCAGGCTCCACCATTGAGTGGT
ACAAATCTGCCACAGTCCGCATGGAGTTCTATGGATGTGAGCTTGATGGCTGCTCAGTAC
CTCTGGGGATGGAGAGTGGCAAGATACAGGACCACAGCATCTCCGCCAGCTCGACAGCCT
CCAGCTGGTACGGTGGCTCCTGGAGTCCATTCCTTGCAAGGCTTAACAAACAGGGTGCTA
TCAATGCATGGAGAGCAAAGAATAACAACATGAACCAGTGGCTGCAGGTGGAGCTGCCAA
AAGTAAAGAAGATCACCGGTATTATAACTCAGGGAGCCTTGTCTCTAGGGAAGGAGATGT
ATGTTACCAGTTACACCATCCAGTGCAGTGTCAATGGTGTCCACCGGACACACTACACAG
GTAACGAGGAATTTCCTGCCAAGAAATTCTCTGGAAACACAAACAACAGTGACCACGTGA
GGAANTACATTTACCCTCCCATTTTTTCCCGCTACATCCGAATTGTTCCAGAAAGACTGG
ATTGGTTCGATCAGCTATGAGAATAGAGCTGCT
>CL5866Contig1
CAACAATGAGACACAGCAATTAAAATGTGGACAGGTGAATGCAGGCTCTTTAACATGACA
CACAGTGCTTCTCACACTCTTATCTCGACAGTCTATATGTCATAAACACTTAAAAAAGGT
TTTACCTGACGTTGATACAGACTTTTAAACTTGGTCAGCGAAATTAAAGCTGTCCTGAAC
GTATGTTTTTATTAATGTAATAGTTTTGTTTTGTTGTGTCTGCGTTTGTGCCAAAGCGTG
TCTTGCTTCAGCCTTACTCAAAGATTTAACTAATTTCCAACTTTGTTCGTCTGATCTCCA
CGACCATTTTCAGGAAGCCAACATCACACTGTCATAACCAAAAAAAGTTCTATAAAATGG
CTTCTATTGAAACTAGTGGGTCATGTGACCTAAGCTCATTAGGACAAGCACAAGTCATGG
CACACGCTCTGATATGCACTATAACAAGATAACTCAGGTTGAGATACATAAACATGAAAT
CAGGAGACGGTGGGGAGAGGAGGACAAGCTGGTGGAAGAAAAAAAGTGTAAGGACGAGGC
ACAATATGGAGCTCCAGAAAGGCTATGTCTCATTGACGAGCTCACTACATTCAGGATAGC
CACCGATCAATGCCACTGCGTTCAGCCTCAACCTGTGGGGCATCGTGTCGGCATGTGTGT



GTGAGCGGCGCCACAGAGTGTGCGCTTTCAATGCAGGACACATCAGGAGTCCTGAGGAGC
CCCCTTTTGCAGCAAAGCCTCATTAAAGAGACACTAGCCTTAAAGCAAGGATGTGGTGTC
AGACCACACGCGCGAATGCAAATCCAAAAGCAGCTTCCGTCAAATCAAACCCAAACCTCA
GCTGAGATATTCCTGAAACGCTCTCCGCTCTAATCCTTTCTTCCATTTCCTGGCCTCCTT
CTCCGTGTGAATAAAGTTTAATTCATCCACTCTCACACCAAAACCCACACTAATATAATA
TTCATGTGTATTTGATTGTGTCAACTCTGCGGAGATTGGCCAGGCTCTTTCTAGTGTGCC
TTTTTAAAAAATGCATCTATGAATAAATAATCCGTGCGCGCTGATTGAAAAAGCCATATT
GCCAAAAAAGCCATGATGAAATGATAATGTAATGCTAAATAAAACAAAGCCCCCCCCCTT
TTATGTATTTATTTATTTGTACTGAGACTGTCGCAGTGAATAAAAGCTGACGCCTGATGA
AAACCCCCATGTTTGCTTTGCACTGACGCT
>CL5867Contig1
GNAAGGGATTAAATGGGNTNNTTTGGTNGNAAATNCTTTCTTTGGCCTNCNCCNTNCCTT
TTATTTTTGGTTTTTTTTTTTACAAAGTTTTAANTTTGNTTNCNGNTGNCCCCCCCCCCC
CCCTCCCTTAACAGTATTTCACAAAAATGAACAAAGTCGTCCAGCAGAGAAACCAACAGA
GTCATACAGTGGGTTTTAACATATTTTGCGAGGAAAAAAATAAAAAAACAACAACTCGGA
GGCGCTTAAAGAACGTGAACTTTCCTCTGCAGGTCTGAATAAATGAACCTTAAATAAA
>CL5868Contig1
GAGATGCCGGCCTCCACAGAGNAAGCTGCAAGAACTGACGAGGGAGATCCGGGCAGAAGG
TCGGCACTCTGACCAGCGTGGAGACCATCCTCCGTCAGAGCGCGGAGGACATCCGGGCTG
CTGAGTCGCTCCTGAGGCGGGCCAAAGAGGCCAGTGCCAAGGCTTCAGAAATGAAGGAGG
AAGCCCAGGTGGTGAAGGGCGCTCTGGAGGAGACTGAGCGCGCTCAGAACACTGCAATGG
ACGCCATCCTGCTGGCCCAGAACAACACCAGAGGCACCATGGACCTGCTGAACACGGTGG
AGCAGGAGACCGCTGCCTCCGAGCTGCAGCTCAGCAACACCACCCGCCGCCTGGTGCAGC
TGGAGAGGGAGGTGGGCCGGCTCAGGCAGAACGGCCTGCGGATGAACCAGCTGGTGGACA
GGGCCGAGCAGGACAGCCATCAGGCCAAGCAGGAGGCGGAGCTTGCAGAGAAGGAGTTCG
AAGATGACGTGAAAGACAGATTTGAGGAGGCGCAGGAACAGGTGGAGGATCAAGGGGCAG
CGCTGCTGGAGGCCAGGAGGAGGGCGGATGAGCTGCAGCGGGAAGCTGGAGAGCTGCTGG
AGCAGAGCAGCAACAACCTGCAGAGGCTGGGAGAGTTGGAAAGATCCTACGAGGACAACC
AGCGCATCCTGGAGGAGAAAGCTGCAGAGCTGGAACAGATGGAGCAGACAGCTCGCCGCA
TCCTGGAGGAAATCAGCCACAAGGTGACGCTGTACAGCACCTGCCTGTGAGGAGACGCCC
TGCCTCCGCCGCCATTCCTGTCGATTCAAACACCGAATTCAACAGGGATTCCAGCTTTCC
ACAGAAACGACCTTCAAATCCTCCAAAAGAAGCTGATGTGACCCTTATACATTTACAAAC
AATTTTATGACTGATGTGTATTTAATGTTTCAAAGTATAGAATTTATCAGTGATGTTAAT
GTTTCACGAGAAAAGAAGTCACTGAAGCATTTGGACTGAAAGTAGATTTAT
>CL5869Contig1
CTACAGGCGTTCACAGGGTGTGTAACGCACAGAACCTAATGGGTCATTTTCATGCCCCAT
CATGCACCCTCATCCCTTTTATGGCCTGGCCTCCTGGTGAATGGCACAGAAGGCTGTCTT
GCCTGTGGATGTGTAGCTTCTGACTCAGATGGAGGCTTCTTTAAAGGCTTGCAGCTGTTT
TGAGTTGATTAAGGTGTGATTTCATGACTTTCCTACTTTAAATTCTTTAAAAAAAAATGA
TTCTTAGTTTTGAGGCTCTGTAGATATTTTAGAATAAAGGGTTGGTTTTAATTTACTTTT
TTTGTCTGTTTGGTTTAACTGTAAAGCTATGAGTTGTTCAAAGCGTGAAAAGAGCCTTTT
GATGAATAACGCTTGATTTGGATTCACATGAACGCTCAACACGACTGTGACTCATAAACG
TCTTGTAGTTCCTGAAACACCCCGAGCAACGTACCTTGACTTGTCATCTGTGCTTTGCTG
GAGGAGACACTTCCATGTGACGGCAAAACCGTAATAGAAGGAGATCTCAGAGGACAGCTT
GGCTCCATGGGAGGCTCCGTGTCGGCGGCCGTCCTGCAGACCACGGCGAGTCCCCTTCTC
AAAACCCTCCTGGTAACCTTCACCTCGAAACTTTTCATCGGCTAAAATGATGCTGTCAAA
CAGATCATNCCGCTGGGTGGACGCCAGGCATCC
>CL5870Contig1
TTTTTTTTTTAGTTGCATGTCTCTTTATTTTACATAAACATTAGCGATGATGACATTTTT
ACAGTTTGTGTCAGAACAAGTCAGAGCCGAAATAAGAAGCAGTCTGTGTGGATTCGCAGC
TCCTGCAGGCGTTTGGAATCCATCCTAGTAAGGTTTGCCTCCCACGGCGTCCAGCATCTC
CAGCCGCTCCGCTGCAGTGGGCATCTCCGGCTTCACTCCGTCTCTCCTCCTCTGCACCAT
GATGTTGTGCCAGTACTTCCTGCAGTTCTTATATCTCTGGAAGTAGACGGAGCACATGCT
TTTGTCGTAGTTGTAGTGGTCCAAACACTTGTGAGAAGCATCGCTCTCCTCAGTGCAGGG
GTTGATGTCCACATTCCGCAGTTTTCTGGTATTTTTATCCATCTGGTTCTCCGAGGCTGA
TGGTGATCCGGCTCCTCCTGCTCCCCGCGCCTGGAAAACGGCCGTTCTCCCGGAATGACC
CCTCTGCGGACGCTCACATTTAACCCGGGTCACACGCGCCTTTGGTCTGGGAGCCGCGCG
CGTGGGACAGTAACGCTGC
>CL5871Contig1
TTTTTTTTTTCCTTCTTGGACAGTGTTCTCTTGAAGTTCTGGATCACTCCGTCCTTCTCC
CTCTCTGGCCCGTTACTCTGGCTCTTCTTCGGCGGGACGTCGTTCTCGTTCTTCAGGACG
AAGCGCCCCTCCCTGTCGTCTTTGTTCCAGTTCAGCTGCACCACGAGCGGCTTCTCGTCC
AGGTCCAGCTGACGCTCTTCGCCGCTGACGTGGACCTCGTACAGCGAGTATTTGGGAGAG
GAGAGCATCCTCATGTCCGGCCTGAACTTCTCGGCTAGCGTCTCGATGACGTCCTGCGTT



GTCGCCGTGCTGGACACTCTGATGCACTTTGTGGCAAAGTTACCGGCAACCCGGTCCTGG
AAGTAGAACCGCATGACGCCGTGGAACTCCAGGTCCTCTGTGGGCTGGCTGATCTCGAAC
AGGTCGAGCCGGTTGGCGTTCCAGTGGTTAATGATGTCGGCCAGCTTCCTCCTCTCCTCC
TCCCTGGTCCCCGACATGGTGGAAATCCGTCTTCTCGTTCCAAACGGAAGATTGAAACAG
GCGCGCGGGGTGAGTCCTCGGAGAGCGCCGCCAAAACCTCGCGTCCGGTTGTCGCACTTT
TCTTTCCCGGACTTTTTTGCGGTCAGTCTCGCGGACCATCGACCAACCTGCTCGGTCTCC
GCTTCGGCTTCGCAATGCACCTCTGCGCGCTCCCGCCCCCGGCCATA
>CL5872Contig1
GTAGCAGAAGAACGCCTCCCCGCCCACNTTATGGGGGCGCTCCATCAGCGCTCGAGCTGC
GAGGACGTGCATCCACGCCACATTTCCTGCATAGACCCGCCCGTGCTCGATGTGATCGGG
AATGCCTCCGATCACCAGGCCTCCTCTTTGAACAGCCTGGGCGTGGAAGTCCCGAATCAG
CTCATGGCCCTCGCCGTAGATCCCAGTCGGCCTCAGAGAGCACGTATACAGAGTCTTCTC
ACCCTTCACCTTTATGCCATTTGCTTCCAGAACTATTTTCTCTGCCTTTGCTTTGCTCTT
TGGGTATGCCATGGTGTGCTTCACGGGGTAGGGTGTGTCTTCATTGCCTCTTTTGAAATG
GTCTCCATTTGCATTTGGCCCGATCACCTCCATGCTGCTGGTGTAGAGCAGGTACTGAGT
GCCACACGCCACACACGCCTTGACCACGTTCTCCGTTCCTGTCACGTTGACAGAGTAGAT
GACGCTTTCCGGGACTTTATACCACACATCCACCAAGCTGGCGGTGTGGATGACCACGTC
CACGCCCCTGGTGGCGTCCAGCACGCAGCTGTAGTCTGTGATATCGCCCAGGATGACAGA
CACCTTCGTCTTCTCGGTACCGGCTCCGTTCAAAGTGGCGTCGATCCGCTTGTCAAACAC
ACGGATCTCCGTGATCCGGTCCTCCTTCTCCAGCAAAAGCCTCAGCAGGTGTTTGCCCAG
GAACCCACAGCCCCCGGTGATCAGGTAGACGAGGTCTCGCCGGTCCTCAGACATGCTGCC
GCGCTCACACGAGACGAATAAAGTGAACAACCAGCAGGTACGGCCCTCGTGCCGA
>CL5873Contig1
ATCTCTCGCTTCTTAAATCTCTGAAAGAACAATTGAAATAGTTTCTACTTTGAAGTGAAA
AACAGAACTGAAACATTTTACAAAACAAAGAACGTGTCTGGTTTTTGAAGGAACCCAATA
ACACTCCCTCCAAAGCAGCTGACGGGGGCTGGCGGCTAGGCCCTGCGGACGAGCACCGTG
GATTCAGTGTACAATAAAATCTGTCCGTCACATTCTTTCTGTGCGCACTCAGAGAAATCC
CAACGCGAGTTTAGGTCATCTTCTGTTTAAGGTGCTGGTTCATTTTGGGTCTCCACTCTT
TAACGTGTCAAACATTCATGTCATGTGAGGCCCTCCTGAATGGGGGGGGGCTTGTAGTGG
CAGGTCAGAGGTTTGGGGGTGGGGGGTTGTCCACGATGTGTCTAGTTCTAAAAGAGCTGC
ATCTGCTGATCATAGGAGAAGCTGGCAGGGGGAGTGGGGTGTAGCAGCGTTTTGGTGCGT
GGACAGTTCGAATGCCCCCCCCTCCAAACTCCAAGTCGTGGAATGCAAAGATTGGTCAGA
GAAAAAAAGCAGACGTCCGGATTCCCGGATGAAGCCACAGTCTGGTGAAGCCCCGCCTCC
GTCCC
>CL5874Contig1
GTGCATTTAATTTGGTATAAGGACTTGGAAATACCTCCATGTGTTNAACATGGACACAGT
TCTTGTTATGCTTTTGTGAATGAGGAATAAACACAACAATCACTAAAATGATATTTTTAG
GTCCACAGTTGTAAACAGTCTGAAAACTTTTTGACACTTGAGGTGCACAGAAATGTTAGA
AAGTGCATTAAGCAAATATGTTTAAATGAAAGATAAACCAAATTTGCTTCAAAAAGTTGA
CAAAAAATACACAAATGATGCCATATTTATAACCATTTTTGAGATACAAAAGGACTAACA
TTGTTGAACTAACAGCTATACACAGAACATACACGATTCCTGTCTGGAAAGTATTTTATT
TATTAACAATTCTGGTGAACGTTAACGTCCATAAAGTTGAACAGAAAGAACAAACTCTCC
TTTTTAGCTTATTAAAGTTTTAACAGACTTTACAAGAAATGTTTGAAAATATCTTTGAAC
TTAAACTTTTTTAAGTTACAGAGGAACGTCTTGCTGACAACGGTAACCTTTACTACATTT
TTACTCATTTTGATGAGTTGTTTTGTCCTCGGTCTGGATCTTTGAGGCGAAGGATACGGA
TGTTGCTGCATATCGGAAGAGAGCTCATGTTCTGCGGCGTGAGGAAAATGAACTGTCTGA
AGCGCTGACCTGAAGCCACCTTTAGCATCATGTCCATAGAAATCCTTCTGTTCACCATGT
CCATGTAAACATCAAACTCGTCCAGACAGCGAAAAGGCGCCTCTGTGATGGCCCAGAGAG
ACAGGACAAAGCAAACGGTGGAGAAGGAGCGCTCGCCTCCAGACAGGGAGCGCATGTCGC
TCAAGTCAGCCGTGTTTCCTTGACCCGGTTGGACTGTGATGGAAAGGGTTTCATTCTTGT
GGTCAAAGATCATACTTCCGCTGTATCCTCGCTGAGCCAGCATGCTGTTAAAGTAGTACT
TACAGCGAGCACAAAAAAATTTCCTGAACTCTGTGTAAGCCTGGAGCCTTTTGTTCATGA
CGCTGGTTAGGCTATAAATGAAAGAGTTGAGGTTCCGTATTTGCTGCGACATGCTCTTGT
AGCTCTCTCTGGCCTTCACAAACTGCCTGACAATCTCACTGCGGTCCCCCTGTTGCTCCT
GCTGGGTGGCGATCTTCACTTTCATGCGGTTTATTTCGCTGTCCAAACTTTTGGCCGGCC
GACAGGCGTCCAAGCGTTCGGGACAAATCTGAGCGGCCTTTGCTGCAGACTCCTGCAGTT
CCCCCGGCCATAAGGNCCGGGTTAAACG
>CL5875Contig1
TTTTTTTTTTGGNGGTTCAAATTTGNCTTGTATTTAAATAAATCNTCCTACNTTGTTGTA
CNGAATTTNCNCNTCAGAGCATTTTGTATTTTAAACATGCATTCAAGTGAAGGGAAGAAA
AAAAAAATCACTGAGCTCCTCACGATGCATTAAGTTCTCCAGGAGACAAAGAAATGTTCA
GTCACATCGTTACATCACCAAGTCAGCCAGCAAACCCGTCGATTCTTTACAAAAACGCAG
TTTGTACAGACGTATATACAAGCAGTCAAGTTAAAAGGCAAATAAATAAATACACACACA
CACTTGTTTTTGTATCTTTGTGGGGACATTCATTGGCACAATGCAGTCAGCATCCCCATA



CATTAACAGGAGTTTGGGTTATTTGTTTTTAATAAAGTGCAATTCCAGCTCTGAAGAACT
GGTAACACATGGAAAAAACTGCAAAGCAAATAAAAAAAAAAATTCAATTATTC
>CL5876Contig1
CGGCGGCCGCGGATCCTGACTGCTGGACGCGCCACCTCCGCTAATTGTTGCTCAAGTTTG
CGCTCTTGGCTTCTTAATTGTGCCACTCAAAGTGTGACGGATATTATCGGTTTGGTCTCG
GGGGAAGCTACTCCATAGGATTTGGAGTTTTATGCATTTTTTTGTATGTGTTTGAGCGCG
CACAGCATGCGAGCAGAGGGGCCGGAGGTCGGCGGAGCCCGGGAACTGATCCCTCGACAC
ACGGTGCGCGCGCCCTTTTCTTGGAGACCTCCCGGAGACCGCTGCGCTTCGGCTCCCCCC
CCCAGATCTCCTTGCGATGTCCACGAGAAAGGCGTCGTTGACGGACAAACAGGCTAAAAA
CGGCACGTCAAAATATGTGTTGGAGAGATGCGCCTCTGTCAATGAATATTACGATATTGC
CTTTAAGGTGATGCTGCTTGGAGATTCAGCGGTGGGGAAGACATGCGTCTTGGTGCGCTT
TAAAGATGGGGCGTTTCTGGGAGGCAACTTTATAGCCACCGTTGGAATAGACTTTAGGAA
TAAAGTGGTGGATGTCGACAACCTCAAAGTCAAGCTTCAGATCTGGGATACTGCCGGTCA
AGAGCGATTCCGCAGTGTGACGCACGCCTACTACAGAGATGCCCAAGCGTTGCTACTTAT
TTATGATATCACCAACAAGCCATCTTTCGACAACATCAGGGCTTGGCTCACTGAGATACA
CGAGTATGCCCAGAAGGATGTGGTCATCATGTTGCTCGGCAACAAGTCAGACATGGCTGC
AGAGAGGGTAGTGAAGACAGAGGAAGGAGAAAAGCTGGCTAAGGAATGTGGAATACCATT
TATGGAGACCAGTGCAAAGACGGGGGTCAACATTGAGCTGGCTTTTCATGCTGTAGCCAA
GGAGCTGAAGCACCGAGCGACACAGCAGCCCAACGATCCCAAGTTCAAGATTCACGAATA
CATCGATTCTCAGAAGCACAAGTCTGGCTGCTGCAAACAGGCGTA
>CL5877Contig1
AGCTCTTCCTGCGTGCTGTGGGAGCCCATGGGTGATGGCAAGCGTGTGATTTCATTGGCT
GATAACCAAGCACTGCTCTGGGACCTGCAGGAAAGCCCCACAAAGGCCACAGTTTCTAGC
ACAGCCACTCTGGAGGGCAAAGGCCAGCTGAAGTTCACCTCTGGCAAGTGGAGCCCCCAC
CACAACTGCAGTCAGCTCGCCACAGCAAATGACACGGCTATACGAGGCTGGGACCTTCGC
ACCATGAGTCAGATCTACTGTGTAGAAAATGCTCATGGCCAGCTGGTGCGTGACCTGGAC
TTTAATCCAAACCGTCAGTACTACTTGGCGAGCTGCGGAGACGACTGCAAGGTCAAGTTC
TGGGATGTCCGCAATGTTCAGGAGCCTGTGAAAACATTGGAAGAGCACTCTCATTGGGTG
TGGAGCGTCCGCTACAACCAGAGCCATGACCAACTGGTGCTAACAGCCAGCAGCGACAGC
CGCCTCATCCTTTCCAACATGGTCTCCATCTCCTCGGAACCATTTGGACACATGGTGGAC
GATGAAGAGCTCAGTGAAGGGGAAGACAACCCTCAGGAAGAAAAGGTTAAGGAGCCCCTA
AAAGACAGTGTGGTGTCCACCTACGAGGAGCATGAAGACAGCGTGTACGCCGCTGAGTGG
TCATCAGCCGATCCCTGGCTTTTCGCTTCGCTGAGCTACGATGGTCGTCTGGTTATCAAC
AGGGTTCCCCGAGCCCTCAAATACCGTATCTTACTGTAAGGAACGTTGGGGTTTTGGGGG
CTTGTATTTTTGAGTGTATGTTTAAAATGACCAATAATGTG
>CL5878Contig1
TTTGCACGAAAGGACCACAGACTTTATTTTGGATTATAAACATCCTTTTACAAGGAAGTA
AGACATGCCAAGGTTTTATTTTAATGTAAACAAAACTGTCTTTTAGTGAGTCCTCTTGCC
AGTCGCCGTGTCATTGTTTTTCCATTGCCAGTGTGTTGAATGTGACTCTCTGTTGCATTT
AATCCGGTGCATTCAGTCCTGTCAAGTTAGCCTCTTAGTGGTCGCAGCCAAACAACTCCA
GGGAAATTCTGTGCTGCTCAGGAAGGGCCCTGGCAGCTACAAAGGTTTTGGGGCTCTCAA
AGTGGTAGTAGTGGTTTCCTCTAAACACTTTCACTCCTCCGGGACCGCACATGGCGCCGT
CGACCTTCTTCAGGATGGAGATAGGACGCTTGTTGGTTGCAGTGCGAGGGGTGGCACTCA
TATCTACATCGTACATGTGCCGATCTTTGATGATGTGGGCAATATGGCGGTCCTGGCAGA
CAAATGCAGCATCGATGGGGCCCTTAATGCCCAGCTCCGCCTGCACAGGCTTGGGATAAC
CTGCCA
>CL5879Contig1
GCACGAGGGCTCTGTGCTCCAGCCCTCTTTGACTGTCAAAGTAGGCGGCGGGTGCTCCTC
CTCCTCCTCCTCCTGCGCATCCCTCCTCCAGTCGCTAGCACAGCGGAGCGCATGGGAGTG
CCCCCGCTCCTCCGCTCCGCTCACAGCCTCCTACTCCCCCGCCGCTCGGTTCCGGACTCC
GTCAGAGCCCGCTCTGCATCCTCCCAGCGTCGCACGGAACCCGACAGCGCTCCTGTACGA
CAGGCCCGACGAGGAGCAGCACCATGGAAGAGTTGGACGTCCCACAGATGAAGAGGGAAG
TTGAAAGCCTTCAGTATCAGCTGGCCATCAACAGAGAGAAATCCTCCATCACCGTCACAG
AGCTGGTGAAGTGGATCGAGGGTTGCGTCTGCGAAGATCCCTTCCTGAATCCTGAACTGA
TGCGCGCCAACCCCTGGGTGGAGAAGGGCAAATGCGTGATCCTTTGATGATCACGCACGG
CCGGTCACAGATGCACGCCACCAGGACTACCATGCACTCTCACACAGCCTCGCTGCACTA
ACTCTCACACATCACGGCTATAACTCTTTTTATTTATTTACCCCGAATGCTGTTCCCAAA
GTGTGTGCGTGTGAGCGCGAGTGCGTGTTTAGCACCGAGTAGCTTTCTAGAGCTTTGAGA
AATGTTTGTCGACACCCTTTTATTGGCTCTTTACACTCTCAACCCAAATAAAGACTGTTT
TAAACNNNNNANAAAAAAAAAAAAAAAAACAT
>CL5880Contig1
ACTTTCACAGCTCATGTCAAGCTTTATTTCTATCAACAAATAAAAATGTTTGCAACTCAA
AGTAAAAGATTTAACTGTCTACGTTAAACCATCACTTTATTTCTATAACCTAAGGGCAAA
ATCTTTTTCCATAACAGCATTATCTAAATAAAACATCCAAAAACATGTGTATCATTGTCA



ACCAGTATTGTACAGTGGTGCATAACCCAGGAGTGATGACAATGAAATGTATTTAAAATG
ACTTATGAGTCATAATGTGTCAATAGCTTCTAAGAATGTTACTGACAATGCTTCTTTAAA
AGGATAAAAACCCTAAAGTAGATGTTTTTTTATTGAGATTTAGTCATCCTGTTGGGTAAA
GACAACCTCTGATGGGTCAGGTTATTAAGGACACAATTGTTGGTTAGTGCCGAAAGTCTG
GAGTTCAAAGTTTCTTTACTTTTTTCCCAATAGCAATCTCTGCTTTGATCCAGGTTTTCG
TCTTCACTATTATCCTCCTCCTCCTCAGTAACACTTTCTTCATCGCTGCGTTCATCCTTT
TCCAGCTTGCCTTTCAAGAACTTAAAGACCATGCGTAGGATTAAGCCAGCCCAGAAAATG
TGAAGAACTTGCAGTACCATCAGCAGGATGTTGAAAAAGTAGTAGCCAGCAAAGGGCTCA
AAAACCTCCATTGATAGTAACAGGGTGGCACGGATGAGTTTGCTGGGGAAAATAACCAGC
CGAGTCACAAGGAAAACCACAGAAAACACAACAAACAGAGAGTCACACGTCTTCTTCCAG
CCGGTGCCATAGTGGAACATCTTAGCAGACTCCAGCAGGATGTCAGAAGAGTCGTGAAGC
AGCAGGATCAAAGCC
>CL5881Contig1
TTGTGAAATACATTTGCTACACAAAGCAGTTTATAAAGTGAGTAAAGAAAAGCCAGTGCA
TGTACTGGAAGGAAAGAAAAAGAAAAAAAAGGTATTTCTTAGTCATTTTTGAAGGCTGGT
CTGCTGGAAGTTTCTCAAAGTCCCTTTGTCTTTGTCCCCTCACACCTGATGCAGTACATC
ACTGCAAGTATTTTTTTTAAATAAATAACATAAACATAAAAAGAAACTATGAAAGAAATT
GCTTTAATGTTGGCGCCAGAGGACAAACACAGAGCAGACAGATCCTAAAAGATGACCTGA
AACATTGTCGGGGGCGTTAGAAAACAAGATTTCAAGAAGTTTTTGCTGCATCACAAAGGA
AAGTAGAAAGAAAATGAAAAAAAGAATAATTGCTATACACTATTAAGCACTTCACAATGA
AAAGTGCGTCTGTTTTTTTGCTTTGAGAAAAGTTTAGCGGTCAAAGATTGTGTGCACTGC
AAGCCTCTGCC
>CL5882Contig1
GGGTTGGATCTAGGTGGTGGTTCAACTCAGATCACCTTCAGCCCCCGTGATGAGAAAACC
ATCCAGATGTCTCCCATCGACTTCATCAGGTCCTTCGAGATGTTCGACAGGACTCACACT
GTTTACACACACAGTTATCTGGGTTTGGGTTTGATGTCCGCCCGGCTCACCATCTTAGGA
GGTTCTGTTGATCCGCCTGGGGGCAGCACTGAGCTCGTCAGCCCCTGCCTCCCCCCGCAG
TACTCAGGCAGGTGGGAACATGCGGATGTTGTCTTCACTGTAAAGGGACAGAAAGCAGGG
GAGCCGGTTTTTGAGACGTGCCTCACCAGAGTGCAAAAGGTTCTATATGGGAAGATAAAG
AGGGTGTCAGAGGTGGTATCCATGGACTTCTACGCCTTCTCCTTCTACTATGACCGTGCT
GTTAACTTAGGCATCATCGATGAGAAGCTGGGCGGAGCCATCAGAGTGTCTGACTACACA
GATGCAGCCAGAAGAGTGTGTTCTGGGCCGTCAGCCGAACCTCAACAGAATCCCTTCCTC
TGTCTGGACCTGGTCTACATCTCCGTCCTTCTGCAAGAGTTCGGCTTCCCCCCCCACCAG
CAGCTCAGGCTTGCCAGAACCATCAACCAAGTGGAGACCAGTTGGGCTCTGGGAGCCACT
TTCAACTACATGGAAACCCTGAGAGGATCATGAGGCTGGACCAGCCATGCACGCTCACAT
GCACTCTGAGCTGGTGTGGGCTCTGTGTTCTGGTTTGTTTGTTAAAAGAACTTTTAATGT
TCTGATGAATTGTAATAAAAACTGTCACTGAAGAATGTCCAACCAGGTTCTGTTGATCCA
GAACCTGCAGCAAAAGCCAAAAGACATTGGTGGGTATCAGAGCTTCAGAGAAACCTTTTC
TGCAGGTTCAAACCATGCTTCTGTTTCCAGATTTGAAGCAAACCAGGAAGTAACGTGTTG
CAGTTCTGGAAATGACCACTAGAGGCTGATGTCAGAGGAGAGCTTTGACTCCCATGTTAA
ATTAATTGTCTGATTTCACACCAAAAATAAA
>CL5883Contig1
ACACCTACTCTCACAAGGGTTATACTGCCTGTCATCTTCTGACGGCTGGGACCCAATCAC
CAGCCAGCCCTCGGGCGTGGCCTCGCCTGCTGCAGGCTCTTTCATCATGGCTGCTGGCGG
CAGTGGGGCGGGAGTTACACCTGGCGATGGCTATGAAGGGACAGTGGGCGGTTACCTTCA
GCAGCACCATGCTCAGCTGGCCTTCCAACAGCAAGGTCAACTCCAGCAGCTCCAGCAGCT
TCATCATTATCAACAGCACCAGTATCTGCAGTATCAACAACAGCAACAGTCTTTGGAGCC
CAGGCTACACAGCAACTCCCATTCTCTCCAAGCCACTCCCAACAGCACCATCCACAGCCT
TGGCCCACCTGCTCATCCTCGGCTAGCTGACCTCTGGGGAGCAGCGCAGGTCGAGGCACA
CCAGGTGGAGATTGTTGGACAGCTGAACTCACAGATGGTGGACATGGTTGGAGGAATGGT
GGATATGGTTGGAGAGGAACCAGAGCTCAAATCTGGAGGCATACCAGAGCATGAAGAGGA
AGAAGATGAATACACAAGACTCGAAGAGGTGACTTTAACCCTGGAGCCAGAGCCGTGTTC
TCTGACGCCGTCCCCACTGAAGGAGGAGGCGTCGTCCACCAGAGGTTCCAGCCCAGGAAT
ACCAGCACAGACTACTGAATCCATTGCAGAGAGAATACCATTTGACGTCTTGCCATGTGG
CATTGCCAAAGATGAGGAGGCAGAAGAAGGCTCCATGGTCATTGTTGCAACCAACTGAAC
TACAAAAATACAAAACTGCAAATGCCCCAGTAATCAGTCAAGCTATTATCCCCCACCCTC
ACCCGTATATTTACCCACATGGAGCCACATGGAGGAATTTTTAGGGAACGTTGGGATGTA
ATGTACACAACTGTTTTTCTCTTCCCAATTTAGTGTGAAAAATGGGAAACAGACAACAGG
ATGTGAACTGAGTAATGGACTCTTCCAAATGTCTGGGACAAAGTCAACCGAAGAGCCAGG
ACTGAAATGCAATATCCTCAAGAAAACAAAAACAGAAAAG
>CL5884Contig1
AGGAATTCGGCACGAGGCGGCGCTGGTGACAGTGCTGAAAGCTGTTGGGTATGAAGTGAA
TAGAACTGAATTTTCTTACCATCCGCAACTGCTTCAAGTTCAGATCACGACAACGAAACT
GAAGAAAATCTCCCAAAATAATCACGACACTGAAGAAACGTGGGAGGAAAGGGATCACTC



TAAGGATTTAAAACCAGAAGTAACCAAATCCTGAAACGACCAAAGAATATCGACCCAACT
GAAACGTAGAAGAGAAGCAACTCTGCGCCCGAGCCTTTTTTTCTGAAGAAAACTGATCTG
AAACCAGAAGTTTGTGCCTACTCAACAGCTTTGACAAAGCACACGTCCCAACGCTGCTCT
TAGCCCTCCTCATACTCGCTACACCGCCAGCTCACCAAGGTGTGGAGTGGGCTGCTATCC
ACTAGTTTACCCCTGTAGTTCCCCCCCCCAATCCCTGCATACTTTTCTCCCCATCTTTGT
AAGTTTTTTCTAAGCAGTGTTATTACACCTGCGATTGCCTCTGTGTGCTAGATCTCTCCC
CATTTTTTCTGNTTTCCTTTTTTATTTTTTTTTATTCCTTCTTTCAACCATCTAGTACTT
G
>CL5885Contig1
TGCCCGCTGAACCTTGTATGCGTCCGGAAGCTGTTAGTCGAATCGAGTTTGTCTCTAATA
AAAACGATGTCAGTCCCTGAAGAGCTTCCAGACATGGATGAAGCAGATCTGTTGGGTCTG
CTGTTCCAGAATGGAGAGAATGGGTCCACTGAAGACTTCTTTTGTGATGATAATGGCCTC
TTTGAGTCCTGGCTCTCAGAACCAGATATGCTGACGGGGATGGATACTGAAGACTTTTTG
TCCAGCTTGTTGGATAAAGAAGAAAACACGAAAGTCTTCAGCCCCTCCCATTCTCCCCTG
GGGAGCGATAGTGGCATTTCTGATGACAGCAGCACCGGCGCTGGCAACAACAATCTCGCC
GGGTGTCCAAGTCCACATGGCAGTGACAGCGACATCGTGCCCAGTCCCACATACTCTCAG
CCCAGCCCGCTGCACTTTGAGTCCATGCTGGTCTGTGAAGAGCAGCAGACGGAGAACCCG
GGCGCCCTAACAGTCCGAGCAGATCACAGCTACTCTCTGCTACAGAGTGGACCCCGGGAC
ACGGACATGGATGTGCTGCAGAGCGTGAGGGCGGAGAAGCCAGATACAGATGTCTTCATT
GATCTAGACAATTTGGTGAGTGACACATTGGAGGAGAA
>CL5886Contig1
TCAGTTGCAGGTAATGATGTATGGATCAAATGTAAACCGGTTTTTGTTTTTTAAAGTTAC
CAGAGCTCCTGNTGAGGTGTTNGGGTATGAACGATGTAGAAATCATNGGAAAGATATATA
ACTTATTTGGTTGGCTAAAAAAAACTCTCCAAGAAAACAAAAGAAATCTGGAAATAAAAC
CAAAAAAGTACAGATAAGTTAGAGTTTGGTTTACTTTTTCAGGCTCTTCATATCTTTATG
GAACTTCAGACTTATAGACCGAGTTGTGAAGGAAAAACTTCAAATGGAAGTTTGAAATCC
CAAGTTCTTAAATGTTCTGAGCAGAAATGACCAAGCNTGATGTACATACGGCTTATGTAT
TTATCAGAATTGTTTTCCCCCAGAGAAGCTGGAAACTTCAAAGTAAAATTGGTTGAATAT
ATTTTCTGTTAATTGTAATTCTGTCCATTTCCATGTTTGAGGTTTTTGTCCCGTTACGTT
TCCTTCCGTTACACTTGAATTTTTTATGAATCTGATGCTGAAGTGTCTGAAGTCGTCAGT
CTGTAGATTCTGCAGCGCGTTGGTGTGAACTCCTCTGTGTTCAGCCGTTGCTCTGTGGAG
CTGGACCTGACCTTACTGACCTTCAAGCTTTCTCTGGAACAGAATTCGACTGAGTCGTTT
GTGTGCAGCAAGAGGGGGAATAAAAAATACTTGTGAAAGTTTTCTAAAAAAAAAAAAAAA
AAAAAAAAAAAAACNNNNNANAAA
>CL5887Contig1
GGAGCTCATCACGAATCAGTAGCAACTGTACAAGCTCCTCATTCAGACTCTCAATTTGGG
AGTGCAGGTCATTGACTATAACCTGGAGCTGCCCCAGAGTCATGTCTCTTAAGTCGGTGG
GCTTCAGGCTTCTTTTCATTAGACATTCACTGATGTGAGGCATGTGTGGGAGCAAGTCAG
CCACTGGTGACTTTTTGCGGTTCTGTTTCTCCACCTCCACCTGCATCTTGGCCATGGGCT
TGGCCATAGCCAGGGCCAGCTTAGCCTCCGCCTGCAATTTCTTCTGTCGGCTCAAGAAGT
CCATGTCCTCCAGGGACTCAGAGTCGTCCTCTGTGGTGTCCCTGTCCGAGTAAGAGGAAC
TCTGCTTGGACATTGGGGACAGGGGGGTGTCCAGACTGGTTTCTGTCTTGCTATCGTCTG
CATCGCTGTCCTTGTCGCTGCCGCTATCGTTGACAAAACAGATCTGCAGGTTCATGCCAC
TCTGCAGCCGTGAGGACAGGCTGGGTTTGCCACTCTTGCTGCAGCTGGTGTAGATACCTG
GGCCATCATCAAAGAAACTGCCCAGGGCCAACTTCTGCCTGATGGACTCCCTCTCATTCT
TCTGGGCCTCTTTATAGGCATCACTGAGGAAGAGGGCGGAAGTTTGCTTCATGACGTCAT
CTACTCCACTTCCATCCATTTTATCCAGCGCTTCCCATATCCCTTCCTGTTCCACCCCAG
AGTCACTTCTCAGATTTGTCCAGACATCCTCCTGAGGTGGAGCTCAGTCACCGTGCATCA
TAATCCCACACAACTCAACCCTGCCATCATTCCACTCCGCTGCACGTGGATTCTCCTAGA
CTGTCTGTAACATGTTCTGACACTGATTTTCTTTTGGACTGCTCAGGCTCCGCCGTCGCC
CTGCCTCTCCCACCCCCGGCCATA
>CL5888Contig1
CGAGGCTGAAGGATTGTTCTACGGAAATATTTATGGAAGGATTTTTTTTTTACACTTTTT
GTATAGAAAACACAACAAAAGTTACACTAANAANAAAATATTGATATTTACATAGAANAT
TATATTAAAGCTGGTACATAATTAATACCCTATCAATTATAAGCCATTGTATTTTTGTTG
TTTTTATTTAATAACTCGCAGTATTTAGTTGTGACTAATTCTTAGTTGCCTTATAGCTGT
GTGTATTCTTTCCTATNATGAAAATACATTCTGGTAACATGCAAAAAGTGTTTTTTCTGC
ATGTTTATGTTTTGGTTGTTGCTTTTTTGTATTACCTAGTGTGGGATACTCACCACCGTA
TAAGCACATTAAACTGTGAGATGTAGTTTGCTTAAAGCAGCGATGACAAGAAACTTTTAT
AAAAAAATGTTTTTTTNTTTTTTTTTTAGAGAATAGAAAGTGCGTGTTTAAAGCACGTGT
GACAAAGAACTGTTTTGGAGTTTGCATGTGCATGTGTTGGGAGTTGTGCAATGTATTTAA
ATTCCTTACAGTAGTTGGCTACCATACATGCTATTTTTAACATTATCAGCAGCGTCTGAT
TATTAGCTCTGAAATATTTCATTTACCACAAGTGTAGCCTCTTTCAATAACACATATTCA
CCGAATGTAATGTGTTAACACTTCTGTGGTCAAAGTCGGAACGTTTGTATCCTTTACTGT



CTGTATCTCTTGCAATGCAGTGTTGCAATAATGTAATAATGTTTGAATTGGACAGGACGC
AGGCGTGAGGTCGGGAGGACGAAAAGAAACCGGGGAGACAGTGGAGGTTTAGAGTGGGCC
ACGGGTCTGTTTTTCATGTCCATGAAACGGCATTCCAAAATGTGCCTTATCCGTGAGTTA
GGAAAACATTTTAGTTCATTAGTGCTG
>CL5889Contig1
CCAGGAGGATGATTTCTGAGAACAAGAGGCGCTACCAGAAGGATGGATTTGACCTTGATC
TGACGTACGTCACAGATCGTGTCATAGCGATGTCATTTCCCTCCTCTGGGAAGCAGGCCT
TTTATAGAAATCCAATCAAGGAGGTGGCCAGGTTTCTGGACACTAAACATGAAGGCCATT
ACAAAGTTTTTAACCTTTGCAGTGAGAAAGGCTATGACCCTCAGCACTTCCACTACAGGG
TTGAAAGGGTCTTCATTGACGACCACAATGTCCCTGCTTTGGAGGATATGCTGAAATTCA
CAGCGAGCGTCAGGGAGTGGATGTCTGCTGACCCCCAAAACGTCATCGCCATTCACTGTA
AAGGAGGCAAAGGTCGCACAGGCACCATGGTCTGCACCTGGCTCATCGACAGCGACCAGT
TCGAGAGCGCACAGGACAGCCTTGAGTATTTTGGGGAGAGGAGGACGGACAAGACGCGGA
GCTCTAAGTTCCAAGGGGTGGAGACTCCCTCCCAGAGTCGTTATGTTGGATACTACGAGG
TTATGAAGAACAAGTTCAACAGACAGCTGCCTCCACCTCAAAGCCTCCGAATCAAAAGCC
TTCGCATCCACTCCATAGCAGGTGTGGGTAGAGGTGATGGCAGCGATCTGAAGGTGAAGA
TAATCGTGAGGGGGGAGCTGGTATTTCAGTGCGTGTGTGCCCAACAAGAAAACTGCACAG
TGTTTCCTGACGCAGGCAGCAATGCAGCCGTCATCAGCCTGCAGAACGGGCCTGTGGTTG
AAGGGGATGTGAAGGTTATGTTTGAGTCGAGTGCTGGGCTTCCAAAAGGATATGAAGATG
TTCCCTTCTACTTCTGGTTCAATACTTCTTTTGTGGAGCATAATAAGCTGTTTTTTCCCA
GAGAAGAACTGGATAACCCCCACAAACCAAAAACATGGAACCTGTACAAGGAGGACTTTG
GGATCACCGTTTACTTTTTGCCAGTCTAAGTAAAGCAGCTGAAGAAACGTGGAAAAAGGT
TTGACGGTGATAAGAAAAGTCTAATCTGAACTTGATAGACTTTGTCTCCGTTTTCTGATC
TGGAATGTTGCAGAATCCACCTCTGAGAGGAATCCTTCATCCTGAAGTGTTGTCACACAA
AATGTACATAAAAATGAATGTTATTAAAACAGATTTAGATCATGTGGAAGTTTGACTCTG
AATACTACTCCTTTCAGTGAAAAGGGATCTAAACAAAGTGGTAGTTGTAGGAAGTGGCCA
CTAGAGGGCAGTAAAGTAATATGAAGGAGGCTTTAACTTACAAACCAGAAGAATCATTTC
TAAACAAAAGTTCTAAACAATTTGGAATTAAACAATATGTTATAGGGTTAATAGTAATTT
TTTTTAAATTGTTTGTGGAGTTTTTAACAAATCAATTTCCCCATCAAGGGATCAATTCAA
GTTGTATCACAACTGAAGGGACCTAATTAATCAGAGATGTTATTATAGATTTCAAATCAT
TTATCATCTGTAGAGGACACTTCTGAACTCCCGACCACTGCATTCTACTGAAGAACTC
>CL5890Contig1
CCTGAGTCCTTAAAACAACATCAAAACTTTGGAATGGCAGTTTGTTCCACGCAAAACCTG
AAATCTTTCCTGATTCTTTGAAAGTGTAGCATCTTCCCTTATGTCACTAATCTTTACTGG
GTGAGCTACATCTAGGATTTTGCTTTTCAACTCAGTGCAAGTGGAACGGAACTGCCTATC
CTAACAAAACCCTTCCATCCATTGTGGGCACTCAAGGCCCTTTGAAAATCCTCTCAAGGC
TTGAGCTTTGAAGACGCCTCAAGGACTCGAGGTTCTCCGTTTTTACCTGCTACAGTCATG
TGACAACTATAGTATTATTGCCAAATTAAAGTAAAGAAAGCAAACCATGACTACTTATCA
ACACTGTGATATGGAGAGCTGTTGTTTTAGAACTACTGCTGTTCTGCTACGGAAGTTGTG
CAAAGAAACTCAGAAAGAAACATGGTGATCAACAACAATAAAGGTCCTTTGCACAGATGC
TACAGGCAAAGGCTATTGATTGAATATTTTAGAAAATATACTGCGTAATGCATTACAAAT
AAAAGTATGGCAGAGATCATAAACACTGGAATGAAGAGTGTAGGGCAGTAATAGCAGAGA
GATTTCATTAAACAAAACATAGTTTTGGGGTGTACTTTGCAAACATACATGTTTCAATAT
TCACATTTTTTTTACTTTTCAAAACAAAATATAGCTCTTCTCTTTCATTATAATCTTTTT
TTAAAACATTAATTGCATATAACACTTTTTTAATTGTTTTATATATACTTTTTTGTATCT
CTAGCACCCTTGTCTTCAACTAAGGGCTTGCAGAAAAGACAGTCATGCAAAGTTGTCATG
CTGGTAAACAAAGTTACAAAAATGCATTATCTTTTTTTTATTCGTTTTACTTTGTGTCCA
TCCTTTGTCTTCCCCATGTCTGTGCAAGAAAGACTCAGTCTTTGCTTAATGTTTTTCAAA
AAAAAAAAAAAAAAGACGAACAAAAGAAAGAGACAAAATAGGGAACAAAAAAGACATTTC
CCAGTGCTTCTGGCGTAAAAATGTTGCACACCCCTCATGAGGAATATTTATTTGGATCCT
TTTTTTTTTCTGGAAC
>CL5891Contig1
TTTTTTTNTTCATTACACAATTGTTTTTATTATTGGCAAAATTCCATATCCATAAAGCCA
AATGGTCAAACTCAAAACCTAAATTCCAGCAGTTTTTGAGTGAAATCAATCAGTACTGTA
CCATTATCAAACATCTGCAAAACCAAAAAGCAATTCCAACTCATTTAATTTTTGAAAGAT
TTAAAATTTATTAATCCCCAAAGATTTTTGAAGTAATAATTCTTTTTGTCTTATGTTGTA
TATGTATGTGTATATATTTATATACTTTTTGTTTTATTTCTTATATTTTTCTGCAATATA
TACACATTTCAATTCCCCCTGAGACATTCAAATTGTTATTGTATTATGTTGTTTGTCAAT
AAAGTATGAAAAAAAAACAACTCCACCGCGCCCCCCTGCAATACCTCCGCGCCCCCCAGT
TTGGGAACCACTGCTTTAAGGTAACAAAAATGTCGTATTTCAGATTCGAAACAGAAAAGT
TTAGAGAGTTAACCCCCATTTGAGCTGAACATTTTTCCCAATGCAGTGTATTCCAGGCAT
CTCTGTGAAAAGTGAATCAGTTGCAATAGAAATAAATGACCGACTTCAACAGGTTTTCAC
ATGTTCCTTTTTTCTAACACGACTGACGACTTGATATGAAGGCATTTGAGGTCCTTTTGC
TCCTATAGGCAGATCTTTGGTTAATTGTCAAACACAAATGAACCGTTGACTGTATAAGAG



AGCTGGACTGAGCAAGTGTAGAAAATGACTTGCTCCTGGTTCCAACCAAATGAAGTCAAT
TCAGTTACCATGTTGGAACCAGAACTCCTCAGTGCGCAGTGATTGATCTGAGTCCACAGT
GGCAACTATTCTCTTCAATCAAGAGTGAGCTTGTTAGAAGACCACACCCCTTTATGAAAG
TGGGCTTGGGACAATCTGTTCATCAAATGTGGGGCAACCTACTTTTATTGAGACATCTGA
TTGGTCG
>CL5892Contig1
GCAGGCTGACAGCAGGAGGCGCGGAGGCTGGAGCTTGATCCTCCCACACTGGAATAAGAA
GCAGGCAGCTGGACATGGCCACGGACGAGCTGTCTTCCAAGCTGAGCCGCCGGCTGCAGA
TCGAGGTACGGGGCCGAGCAGCCGGTAGCCGTGGACGGCAGCGAGCCGCAGGACTGCTCG
GAGGAGAAGCCGCTCGTGGCGAACGCGGACTCGGAGCTGGGCGCGCTGCTGCAGCGGCGG
GGGGAGCTGAACGAGGGGCACGGGGACGCGCAGCAGCCCAGCCTGCGGGTCTTCAACCCC
TACACCGAGTTCAAGGAGTTCTCCCGGAAGCAGATCAAAGACATGGAGAAGATGTTCAAA
ACGTTCGATGCTGGGAAAGACAACTACATTGACCTGATGGAGCTGAAGCTGATGATGGAG
AAGCTTGGGGCACCACAAACCCACATAGGGTTGAAAAACATGATCAAGGAGGTGGATGAG
GACCTGGACAACAAGCTCAGCTTTAGAGAGTTCCTGCTGATCTTCAGGAAGGCAGCGGCA
GGAGAACTGGCGGAGGACAGCGGGCTCAGCGTCCTGGCACGGCTCTCTGAAATCGACGTC
TCCACAGAGGGAGTCAAAGGAGCCAAAACTTTCTTTGAAGCCAAAGTTCAGGCCATCAGC
GAGTCGAACCGGTTCGAGTCCGAGATTCGCCAGGAGCAGGAGGCCAAGAAGAAGCAGGCC
GAGGAGCAGAAGCAGAGGCGAGCTGCTTTCAAAGAGCTGCAGTCTGCGTTTAAATAACCT
CAGGAGGGTCCTTCCACGTGCTCCGCTCATGATGTCAAATTTTAATCACTGCTGTCCATG
TGGCAGATATGCTTGAAAACCTGCACATTTCCATCACTCCTCTAAAGCAGTTCACGCGCT
GCAGTCTGCGTAGCGGCGCGCAGACGCTGTCTTTGCTTTTCTACTCGTCTTCAAACAGAG
GTGGCGTTTCAGACGTTCCCTTTCACACCAGTGCCACCCAAATACAGTTGCTTCCTTTTG
AAACCTGTAAGTTTTGACCAATGCAGACCTTGGATCAGTGTTAATGCTCAGCAGCTGCAT
TTCCAATACTGCACCCTGCCAAACAACAGGGATGGATGGTCAAAGCAGACCTTCTGTTAG
GCAGCTG
>CL5893Contig1
CACAAATATACAACTCAGCAGAAGGCAATGGCAATGATAGAAAACTGACACAGGCTATTA
CACGATTCATCATCATTACAATTTAACTTAGCAAAAATGACAAAAACAAGGCAATGGCAT
CACAAACGGGCCCTGGCTACATCCTGGACGTTGCTGTATTACAGCAGCTTTTTCTGCACT
TTGGGTGGGAGACAGTTTTCCGGGCGCTGTGGCGCTGTGGAGCTGCAGGTTCTGGACGTG
GGGCTTCCATGGTGACCTTCTCCTTCATGCGTCAGACTTCTGCTGACAGAATCCAGCTGG
ACTGCATGAAAAAATTCTGTTTTCCAGTGGCTTACATTTGTTTTTGTCACACCTAAAGCA
GAACTCCGTACCTTTACGCGGGCTGTCCTGTTTGTCAGCACCAACTGGGTCTGGGTCCAG
AGCAGAACAGACTTAATGCAACTAATGACATCTGAATTTAAAGTCCTCCTGCTTTACCCC
TGAGGGAAAACTGTGTTTCTGCTACTTTTTCAGTTTATAGGCAGTTTGATTTGAAGAAAA
GGAGTTAAGAGGAACTCCTTCTCATTACCCAGAGCTGGACTTCATGCGACTGTTTTCCAA
ATCCAGTCCAGTCATGAGTTAATGGTTCTGGATTGATTTGTCTGTAATGCTCAGCCCCAG
CCCTTACAGGAACACACAAGCCGTCTTCCTGTTCTGGCTTCTTCANANAGAACTTCATCG
TGTCCCAAAANATTCTTTCAACC
>CL5894Contig1
CTGTGGGAATCGATCCGCTCGCCGTGGCCGGACTCACGCAGGTTCCCAGAGTTGCCAACA
ACTGCACAACTGCGACAGCGAGAAGGGAGGGGCTTGGTGTCCAGGCTGGGGGGGGAAATG
ACCTGGAACATCTGTGACATCACTTCCTCTAAAGTCACGTCCCCCCCCGACCGCTGCAGA
CCCAGCCACCACTGCAAGGCTGCAGGTTCAACGCCGCTGATGTTTTCTGCGAGGAGGGGC
TCCTGTTTGGGGTCGTAACGTTTGCTGAACCAGTCGGAACCCCCCAGCTCCGAAACGCAG
GAACCCGAGCAACCGCACTGCCTCTGCTGGTTCTGGACATAGAGGACAGGTTGGTCTTTG
GTGGCGTTGTCCTCCTTTTCCTTCTGTTGTTCCTCCTGTTCGGCCAGAATTTTTATGGGG
GGGTTGAGCTTCATGATGGCGGGAGGCTCCGTGGGTTTGATCTCAAAGTTCGTGCTGATG
GGCGGAGCCTGGGTGATGGGCGGGGCCATCAGCATGGGCAGGAAGTGCCGTCTGTGGATG
CTCTGGCTTGCGAGCATTAGGAGGAGGACGGCGGCGACCAGGACAGCGGCACACAGCTTC
CTCCTCAGCAACATGGCTACAGGGCGGGCTTTGCGGCGGGGGGCGGGGCCTCGGACTGCA
GTCAGCTGACCAGTGCGACCAGCTGCTGTCATCTGAATGTTTCGTTGAGCGCAGAGACCT
CTTCCCTCACTTTCACCTCCATGAAGCCCTCCTGCTGCTGGTGGTCCGGACCTTTCTTGA
AGGCCCAAAGGGTTTTACAGTCCCATTCACGCCCTGATGGCGGCTCCGCCACCGACCGCT
GGCGCCAGCTCAACTAAATGAACCAAACTAACG
>CL5895Contig1
TTTGGACAGACGAGCGGATCCTGCCCCAGACACCCCTGTATGAGTGGAGTGTAGCAGAAG
GAGAAAACATCCCCAACTTTCTTCCTCTCTTGCCTCAAAGAGTCTACATGTCAGGTGGCA
TCTAGACATGTTCAGCTTTGTGGATTTGCGGCTGCTGGCGCTGCTCAGCTCTGCGGCACT
CCTGATCTCAGCGCAGGGCGAAGATGACCGCACAACCAAGACCTGCATCTATGAGGGTCA
GGTGTTTGCCGACCGGGACGTGTGGAAGCCCATGCCATGCAAGATCTGTGTGTGCGATGC
CGGTTCCATCCTCTGCGATGAAGTGGTGTGTGAAGAAGTGACCTGCGCCAATCCCATCAT
TCCCCACGACGAGTGCTGCCCAGTCTGCCCTGACGACGGTTACAATGAGGGTGCTGTGGA



GGGAGCCAAAGGTCCACGTGGGCCCAAAGGAGAACGGGGTCCTGCTGGTCCACCTGGCAG
AGATGGTCAACCTGGCCG
>CL5896Contig1
TCGGCACGAGGGGCGTTCACAGGTGAGAGTCTAAACTGCTCTCAGAGGTCTCTGAAAAGC
AGGAAAACATCCCAGATTTTGATTTTTGGTTCTCCTGGAAGTGGAAGATGAAGCTGCTGT
GGCTCAGTGTCCTCTGCCTCTTCGCCTGCTGCCTCGGCGAGGCCAGAGTCATCCCAGAAG
GAGCGCCGTATGAACAACCTCCTGCTGACCCCTACTGGCCCTACTCCACCTCTGACTTCT
GGAACTATGTGGAGTACTTCAAATCCATCGGGGCCTACGAGCAGATCAACCAGCTGGCTC
GGACCTTCTTCGCCCACCAGAACCTCCGGGACACCCTGGGATATGATACCCACGCAGGCT
ATGAGCATTAAGACGATCCAGGCAGGAAAGGGAAAGGAATGAAATGTTCCAAACTGAAAT
GAGTGAAATGGGAATAAACTAAACGTTTGTTTTCAGTTTACATTAGGCTTTCTGTAGCAA
TATAGCTATTAAAGATTGCAGTAGATTTGTTGTAGTTTTTTAGAACATATTAATTAGGTG
CAGTGAAATAATAGGAAATGAATTCAAATAAAATTTCTAATAGTTAAAGTCTTTTCGTCT
TCTTTTCTCCCCCCCCCCCCCCCCCNAAAAAAANT
>CL5897Contig1
AAAAACACAGGGAGGGGGATCTGCTGTGCAGTCGACTTCGGCACCAGCAAACTCCACATC
TGCACCATGGACTTCATCTTCCATTTACTGTTCTCTCCTCTCCCAATCCCCATCATCTTC
TCACTAATTGCCCTCGGAGTTGTAACTCTATTTTACCTGAGCTCACNGGCCCAATCCCAT
CAGCAGCCCGGCTGACCTCCACTGCCAAACGGTGGGCATCAAGGATGGTGCAAGAAAGAC
CGCTCTGTTGGAGGACAACAACAACTTGACGTCCTATTACTACAGTGATGCCAGGACCCT
TTATGAAATATTTCAAAGGGGTCTAAAGGTTTCAGGTAATGGTCCGTGTTTGGGCCACAG
AAAGCCAGGAAGGCCGTACCAGTGGCTGAAGTACAAGCAGGTATCTGACAGAGCAGAGCA
CCTTGGGTCAGGACTCCTTCAAAAAGGTTTGAAGCCAAACACCAACACCTTCTTTGGCAT
CTTTGCTCAAAATAGACCTGAGTGGATTATTGGTGAACTGGCATGTTACACCTACTCTAT
GGTGGTGGTTCCTCTTTACGACACGCTGGGTCCTGAGGCCCTGGTGTTCATTATCGACCG
AGCTGAAATCTCCACGGTACTCTGCGACGATCAGAAGAAAGCTGAAACCTTGCTGCAGAA
CCGGGAGAAGGGCGAGACTTCGGTCCTGAAATTGATCATCATAATGGATTCTTTCAACCC
AGAGCTGTTTGAGAGAGGAGCAAAGTGTGGAGTGGAAGTCATGTCCTTGGAGGACATTGA
GGCACTGGGAAAGAAGAATCTTCAAAAGCCAATTCCACCAAAGCCAGAGGACCTCAGTGT
TATTTGCTTCACCAGTGGAACAACAGGGGACCCCAAAGGAGCAATGATAACTCATGAGAA
CATAGTTGCTGACCTGGCAGGTGTCATTAAAATCTTTGAGTCATCTTTTGTTCCAAGTAC
GCAAGATGTCAGCATTTCATTCCTACCTTTGGCCCACATGTTTGAGAGAATTGTACAGAC
GGCTGTCTATGGAGCTGGGGCTAGGGTGGGATTTTATCAGGGGGACATCAGACTACTGCC
TGATGACATGAAAACCCTGCAGCCCACCATTTTCCCTGTGGTTCCTCGACTGCTTAACCG
CATCTATGACAAAGTGCAAAGCGGAGCAAAATCTCCTTTCCAGAAATGGCTGCTGAACTT
TGCAGTAGACAGGAAATATGCTGAAGTCCAGGAGGGCATCATCAGGAAGAACAGCATTTG
GGACAAACTCATTTTCAACAAGGTCC
>CL5898Contig1
GTAGTGATTTAAACACTCTGTGATGCTGCACGTAAATAAAATAAAATATTATGTGAAGCT
TTCTTAAGAAATCCATTGACGACCATCTATCAAAAAAATAATACTCATATATCGAGAGCG
TTTAGCTTCAGTATGACTGTTCGCTTTCTTGAAAGACACACTTGAATGAAAATTGTGTNT
TAGGTGTCTTTAAAATGTTCTTGCAGCATTCTTCTGACGATGGACGACATATATAAAGAA
AATTAAAAGTAATTTACAGAAGAAAAAAGGGAGTTTGAAAAAGGGCTTATTTGTGAAGTA
GAAAATACGCTGGGCGTGCCTCAAACCCCATGTTGCTCTTAGCAACGGTCCCGCCCACAA
TTTAGAGGTGAATTTCTAATGAACTACTGTAGCTCTGCAGAAACTATGTCCAAGAAAACA
TTAGCCACATTAGCATCTTCACAATATCACCCAAACATGATTGGAACTTGTAAGAAAAGT
TCCTCTGTGTTGCTTTCTAAATAACTTTGACGTCAGTAAGCATAACCAGATTCAATTCTT
CTATAAGGCGCTCCAGATTATATAAGGCGCTCTGTCATTTTTTGAAGGCTTTTAAATGCG
CCTTAGAGTGGAGAAAATACGGTAGCTCAAAAGATGATGGCAGTGGGTCTTCAAAGATTT
CTTTTGCACGACAGCTTGATAGCAACAGCTGCCCCGTCTTATTCCTCTGCTGTCTTTAGG
TGTCCCTTATAAGGACACAGGCAAATTCCTCATTCTTCCCTCTTGTTTGTGGTCATAGCT
AATGTCCAAAAATGGTTTTATTGTTCAAGTTTTTCAGCCCAACTGTCAGTGACTTCATCA
GTGTACTTCTTTCCAAAAAACTAGTGGTTTGGACTCTATCCCTTCTGCATTTTTCTCAGA
CAGTTGGCACTTTGTTTTATTTTAGAATTTGTTTGTATTTGGGATGGAGCTGTGAGTTCA
AATGAATAGGAAAAAATGTGTAGTGCCCATAAAATAAAGTCTTTTCTTAGTTCTTTTTTT
ACTCTTACACAGGTGAGGCTGGAAGTTAAAGGTGTAACTGATGAGAGGTTTAGGTTTATA
GCATAAAATGGGCCCAACAACAAAAAAGTAAAAAAAAAATAGGAAAAACAAGAGTTTAGG
GGAAAAGCTGAGATGCCACATCCAGTCAATTGGTCTCATACAGCAGCATCCCGCTAAAGA
TGGTCAAAGGTTCAGATGAGTACGCCAAGTTGCCAGTTACAAGGTCAATGCACACCGTGT
CTCCAGCCTCCATCGGCAGAATGATATTAAAGACGGCCAGAGCTCCGGGGATCCCGGCCA
TAATGCCCGGGTTTAACG
>CL5899Contig1
AGACTGTGAGCGCGCGTTAACCCGGGCATTATGGCCGGGGGAGGCGGAGAACCTGTTCTG
GAATTGACTAACGTTCAGTGTGACTGAGGTCACGTGACCACGTCACACCAGAGCAACAGC



TGAGTTGAACTCAGAAGAAACTCTGTCCTACAAAACGTTCCACCACAAAGCTCGATTCCT
TCAAAGTAACCAACAGCTTTCCCCATCATGCAGTGCTTTGAACAGAAGCTGTTGGCGGTT
CTCCCCTCAGCTGATGGAGGTTCTACTTAACGGGGGAAGGTTCTCCTCAGGCCCTGACAC
TTGAAGAGCGGCTCTTGGAGGTCAGTCGTCGGGTTTTAATGTCAATCCTGCAGGTTAGAA
CCTTTCTTTTTGTCACTTTGGTCCAGCGGAACCCCTTCTTGGATGTAAATTCAGATCCAG
CTTTCTTCTTGATCTCCAGAATGAGAACTTCTTTGATGCTCTGTGATTGTTTTCAAAGCG
TTATTTCTATTTATTTTTAACACCAGCTTTATTTTGGCGGCCTGAATGTGTATTTAAGGA
AATAAAAGCTTTGATGCAAANNAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL5900Contig1
TNTNTTTTTNAACGTTTTAAGAGCTTTTATTAGATCATAAATAGCAATGATAATGCGCGT
ATACACATGACGTTACGTCACGTCGCTTCTTCAAAGAATACAAAAAATATATCAGGGAAA
TGGAGGGAGGAGACCAACCCCTGGCTGATGGGTGAATTCTTTCTGCATGCTGTCGCCCAG
CTGTAAAAAAAGTGTCACAGTAGGGACACTCCTAACAAAATTGGTTAGATAAATCCCCAT
AGATGCAATGGACACCCTCATAAATTTGGTGTAGCAGGAGGAACACCCCCAATGACGCAG
TGTAATGGTAAGAACACAGACACAATGTAATGTAGGAGCACCCAAACAGATGCAGTCAAC
TGGTAGGAAACCCCCAAAGACCCGGTGTAACAATTGGAACACCCCCACAAACACAATTTC
GTGGTACGAACAACCCCACAGATGCGTGAAACAATAGAAACGCTCCCATAGACTTGGTGT
AATGGTAGGAACAACCCCACAGACACACTGTAACGGGAGGAACACCCCTTTACATGTGGT
GTTATGAAAAAAACACCCCTACAAATTCGTTTAACAATGGGACTACCCTTACAGATGCGG
TGCAATGGTAGAAACACCCCTACAGATGCAGTGTAACGGTGGGAACACCCCTGTAGATGC
AGTGTTATGGCAGAAACACCCCTACAGATGCGTGTAACAATAGAAACACCCCCACAGACG
CAGTGTAACAGTTAGGAACAGCCCCACAGATGCAACATAACATCAGTAAAACCTGCACAG
ATGTAATCTAACTGTAGGAACTCTCCCACAGATGCAATCTAACAGCAGGAACACCCCCAC
AGATGAAGTGTAATTGTAAGAACACCCATACAGACATGGGTGTGACGGCACACATGAATA
CNACA
>CL5901Contig1
TTTTATTTTTTTTNCAGGGAAAAGGTCTGACAAATTCAACACTAACAGCTGGAGGACCAA
CAGAAACGTGCATTCAAGAAGGAATGGTGATCAGGAGCAGGAGAAGGTGCCGGCGTCCAT
GCGGCGTCTTTTACTACTTTGTTGCTCGAAGAACTGACGGATATCTTCAGATGTCACAAC
CTTTCCTTCTGCTGCAAACCTCTGGAGAAAGTCCTTCAGATCCGTCTTCATGTCATTGTA
CCCGTGGATGATCTCCAACTGCTGCACGCGGCTCAGGTTGTCCAGCGCCGACATCAGAGG
GTCGGTTCCCGGCTGTTCACGCTCTCTGGTCTTCCCTTTGTTCTCGTATTCCAGAACGGT
GTCCGCCTCGTCCAGCAGGAAGGACAGACCGGCTTCAGACAGCATCAGCTGGCAGGAAGC
ACAGGAACACAGCTTAGAGCGCCACCCGGACGGCCAAAAGACGGCTCCTGATTGAACCCT
TTTTTGCCCCCCTGCCTGCAGCTCCTTCAGCCGGCAGCTAAGCTCCGCCTCCTCATGGCT
TCGCTTACAGCTGGGCTCTGTAACATCCTTCTCATGGTTCTCCGACTTAGCAGTGATCTC
TTCAGCTCCAGGCCCCTCCTNCTTTTGGTTCTTCCTGGACCTGCAGCTGCCAGGTGCGCT
GCATACACCCACAGGACANGACTTCTCTTCATGCANGCCTCACAGATCATCTCTT
>CL5902Contig1
CGGCACGAGGCTGTATTTTAAGTGTTTATTTATCAAGCTGGGGCCTGAAGTGCTCCCATG
TGTTTGGTTTTAAAGGTCCATTGAAACTAAGCGGGTTTGTGTGAAGACGCTCTTGTCTGA
GTGCATGTCCCCTCGTTGAACTTTGTCATCAGTGTCTTGGCTTTACTTTTTAACAGCCCA
CTTGCTAATGTAGCCCACAACATTTCCCCAGTGCCTGTGTTTAACTGTGAACTGCTCAAA
GGTCCGGAGACACACACGGCTGGAGTTCTGTCCTTTTAGGAAACGCAGGATTCAAGTTTT
CTCTGGAAATTGTCAGCCTTAAATGGTTTCTATAATCTACTGAAAGGCCTCTGGATTCCT
GTGGTTGACGTTTGGATCAGTCAGTGAAAGGAAACCAAAAAGCAAGGTGGTATTTTTCCT
GAAAAAATCATGAAGTATGAAAGATAACGCCTTAGATTTATTTATGCCTCAAAAGAACTT
TAATTTTTTCTTTCTTTTGGAAGACAGAACTCTTCTCTGTGTCGCTCTGGAGCGATCAAG
TCAGTTATTACAGACTTGTAACCACCAGGCGCTCTGCAGCTCTTTTACTGCTTTTAGATG
TTACAGAAACATGACAGGAACCTCTATCTATTTTTTGTACAAATGTGACAAAGTTACGTT
AGAAAACAAAGACGTCCTCAGGGGCTCGCAATGTTTTCACAGAGTTTATTTATCCAAGTT
TCTGTTTTTCATTTCAAGTTTGTATTATTTTTGAACTGTCAGCACTGTAGTGTACATACG
AAGTTTTGTAAAGAGGACAAAACGTGTAGTGTGGTTTCTACTTTAAATACGAACCTAGC
>CL5903Contig1
TTTTTTTTTTGGAGGGGGGCATCTGGGTTTTGCTGTTACAAGAATCTTCAGGTATTTTGA
GGACAGTCAATAAAGACCTTTTGAGACTGAGGGCATAAACTCTTTGTCACATGGCTCACT
GATCAGACACCTGGCCATCAGGTGCTCCGGTGGGAGCTGATGCTGAGGCAGGGGACCAGG
GTCAGAAGTATTACTTGAGAGTCAAATATTAGNGAAGTGAGTATTCAGGGCATGGTGTTA
CCCCTGCACCAGAGGTTTCAGTGAAATGCTATATTCGGCTCATCCGGTTACATGGCTAGG
AGTGCCACCCATGCTAGCTGGCTTATTCAGTCACTCGAAACACAGGATTCACTGGGTGCC
TGTTACATGAAAAGCAATGACACTGCTTCTCAAAGCCTTTTGAGGGGAGGTGGGAGATGA
CAGAAGGGACACGAATTTCATCATAAAACCGATGATCCCTAATCTAAAGAGAAATATCAG
TTCGTGTTAAATTTTTTTCCAGT
>CL5904Contig1



CGGCACGAGGCATCTTTGATTTTTTTTTGTCATATTTTCATTGTTGTTTTAGGCTAAAAG
AAGGACAGTTTTTAATTTGTCAAGGCATGTGTGGTAGTAACCATTGAGTGAAAACAGATT
TTCTTTTAAATCCACAAACAAATGGAGTCACCATGAATCAGCAAATTCTGCAGCTCANAA
AAGCGGCTTCAATAAGTGTTGCAGAACTTTGAGGATGGAAAAACTGTGGAGAACATTTTC
ATGTGAATCATCTTCCAAGCTGTTTGTTCCCTTTGGGGGTCACGGAGGCAGGGGACATCC
TGCATCCAGTCTGTCACAGGGCCCATGCACTCTCACATTCACATCTAGGGACAATTTAGA
CCAACCAATCGATCTATGAAGCATGTTTGGGATGGAAGCTAGAATCCCCAGAGAAATCTC
ACACATGCACAGGGGCAAACATGCAAACTACTGTTTTCAGATCCTCCAACCAGGACTTGA
ACCGAGGGCCTTCTTGCTTTGAGGCAAGAGCGCTAACCACTGCACCACCGTGCAACCCGA
CAACAATGAGGTTTATGTTTTTGTTGTTTATGTTACTGCTGAACGTAACCAGAATGTTGA
TGGAAACTTGTTTAAATACATACCTATAGTAACTGTACAAACATATTCTATTAAAAAGCA
AGAATCGTGGTTCGATCTGTGAGCCATTGAGCTTGATTCATGAATTGAATCGGATCGCCA
CCTAAGGAACGATCCATGGTCTTAGTAGAACCGCATCCCTACCATTTAGTAAGGAAAGGA
TTTTCCTAAAAACGTATTCAGGAAGAGGCGGATAAAGAACCAGACTGGTGTTTGTGTCTG
GTGTTCTTGTGATTCCTGTTTTTCTAGTAGACATTAGAACTGTTCCTCTGTTCTTTTTGG
TTCTCAGTGTTCTGTTCCAATC
>CL5905Contig1
TTCGGCACGAGGGAAAGACTCGATGAAGAAGACGAGGCCGCCGTTTCCCTGGTTCGGGAT
GGACATTGGAGGGACTCTGGTGAAGCTGGTGTACTTTGAGCCCAAAGACATCACAGCAGA
GGAGGAGCAGGAGGAGGTGGAGAACCTGAAGAGCATCCGCCGCTACCTGACCTCCAACAC
CGCCTACGGGAAGAGCGGCATCCGGGACGTCCACCTGGAGCTGCAGGAGCTGACGCTGGA
CGGCAGGACGGGAAACCTGCACTTCATCCGCTTCCCCACCCACGACCTCCCCGCCTTCCT
GCAGATGGGCAGAGACAAGCACTTCTCCAGCCTCCACACCACCCTGTGCGCCACAGGGGG
GGGCGCCTACNAGTTTGAGTCGGATTTCCGCAGGATGGCCGACCTGGAGCTTCACAAGCT
GGACGAGCTGGACTGCCTGGTGCGGGGGGTGCTGTACATTGACTCGGTGGTGTCCTGGGG
GGCGTCGGAGTGCTACTACTTTGAGAACCCCACAGACCCGGAGCAGTGCGTGCAGAAGCC
CTACAATCTGGAGAACCCCTATCCTCTGCTGCTGGTCAACATCGGCTCCGGGGTCAGCAT
CCTCGCTGTGTACTCTGAGAACAACTACAAACGCGTCACTGGGACCAGCTCGTTCTTGTT
GGATTTTCTCACGATGGAGGACATTTAAAAGGAAAATTAAGCTTATAACTGCATTTCTGA
GGATTTCTGTATTCAAATTGTTGTGAAGGGGGCGGGGTTGCTCTGCACTAACGGCCCCGC
CCAAGACTCAGGTGAATTTCCAGAGTTAAGTNAGCGTCACAGCCCCTCACGAGCGTCATA
CAGGACATGATATCAGTCATACAATACAGTAGCTGGTTGCTAAACTAAACATGCTGAGCT
AAACGGGCATCTCTGCCCTTTGACCCTCCTTCTCCGTGAGGAAAAACTGATTCTGAGGGA
AAAAAGAAGAACCTCAGGGATGTTCACATAAAGGAGGGAGTAAATGCACATTTCTGCGTT
CTTGTATTCTACGCAAGTTTCTGCAACCATTTGCCGGGTCCATGTAGAAAATGTGCAGCC
ATTAAAAAAGTTAAACCAGGTCAAATTTGGCCAATCAGGG
>CL5906Contig1
TGTTTTTTTTTCTGTTTTTAGCTGTGCCTCGTACACTGGCAAGAAAAAAAGAACGCTCAA
TTATTTTGGCATCGATGCTTTGGTCACAGAATACCAACACTTTTATTCTTTTGTTTGTTT
TGTTTTCATTTGCTCATTTCTTCTTGAAGCAAGTCCCAGTCGTTTTTTGCATCCTGACCA
CATGTGTCCCGGTACAGAAAAAAGGTAGGTTTGTTGTAGTCCTGTCATCGCACCTCCGAT
GCAGTCCGTGTAAAGAGGCACAGATTCTCTTATAAATTATGTGACTGTGAATGCATGGGC
AGGGGTTTCCAGAAGGAGGGGTGCCCCCTGTGTCCCCCTACACCCCACCTTGGGAATCCC
TTTTCGCCCGGTGTCAGCGTCCTGTCAACCCTTTTGCGAGCATGTTCTGCAGCACAGCTG
CTGCAGCACTCTCCTCTGGCAAAGATTGTTCTTTTTAACAAGGACGCAGAAGCTGCCTTC
CGCCCAAGATTCATCTTTGCAGATGGTGCTGACCACACAGACTCCCGCCTCCAGATTGTA
ACCACTGATGCAGTTACTGCAGTTTCGTTCACCAGGCCCCGAGCACTCATAACAGCTAGT
GTCGCACTTCTTGCAGGACCTCTGCATTTGCCCGTTGTCTGAGCTCTGCTCAAACAGGTA
GTAGCCAGAACTGCAAGTCGACACACACCGCCAGTCCTCAAGTAAGTAGCCATCAGCACA
CTTGGTGCATGCCTCTATACCCGTCCCTGCGCAGGTGGCACAGGCTCGATGGCAGAGCTC
GCATGTCCTTCTGTGGCCGTTGTAATAAGAACCTGCGTCACACGTCATCAGACACTTGTT
TGCTTGAAGGCTCGTTCCAGGTTTACACTCTGTGCAGATATTGGCAGCTGTACACTTCTT
ACAGTTCTCCTGGCATCGTCTACAAATGTTGGAAGCGTTATCAAGGTAGAAGGTGTCTGC
GCAGCTTGCAACGCATGTGTTGGTGCCCTCGTTGAGGTGGAAACCAGGCCTGCATNCCGG
CCATAATGNNC
>CL5907Contig1
AGGTGGGACCAGAAGGAGAACCTGCGTTCCTCTCCACCTACTCCTTCAAAGCCCTTCAGC
CCCCCCTGCCCTCCCCACAGCATCACCCCCTTCCCTGTCAGTCCAAACGTCTCCTGTTGG
ACCACGACACGCTGATCTGAGCGGAGCATCATGGGTACAGAAGCACAGACGGAGGCGGCT
CTGCTGACCTTTCACGCCGATGAGAACAGCCTCAAAGATTTCCAGAAGCTCCGGAAAAAA
CGGCCGCCGGCTCCACTAAACGAAACCTTTTTTTGTGTTTTGATCAGTGGCGTTTGAGGC
GGGGCCGCATCCTCTGAGGGGTGGGGTCAAAGTTGGTTCAGTGGTAATGGAAGCGGAGCT
CCTGGTGGTTTCCTAAAGGTCACACATAACTGGAAGGGAGGGGGGCAGCACTTTGTAGAA
GGCCTGGGGGGGCAGGTAGAGCTACTGGAAGAAGAGAACCTGGAGTCAAACTGCGTTAAG



TGAGGTGTTTTATTTTAATTTATGGCTTTTATTTTGTTTGAGAAAAAGACACTTGTAAAG
AATGAGGAGAAGAACTAACTACACAGTGCCACTTGTTAATCTTGTGTAAATACTAGACCC
TGTAAATACTATGTTGTATATGAAAAAAATCTTTAAATAAAAGGGAAAATCATTTGCNNA
AAAAAAAAAAAAAA
>CL5908Contig1
CAAAAAATAGGCTATATGCACACTCACTTCCGCATTCCAAGTCGGCCAGCCAGGTTACAT
CCGGCGTCGACGGCGCACATAGCGTCAATAACAACTATGGCATTTTTCACTCGGTCCCTT
CAAGATGTCCCAAAGGTAACGGTCAACGACGTGAGTCGAATCATACAAAAGTTATGTCAC
ACTTCGACAACCAAGAAAGAGAAGGGCTTCAAATTGTATGTGTCAAGCTACATCCACAAT
TTTGAAGATTGTGCTTGCGGATGCCCGTCCTGTGCAGCTACAAAGCTGCCAGTGTACCTG
TGTGGCAGGTACAGCTGTGTGTAATCATGTGGCAGCACTGTTGTACCAGACTGCACATTA
TTGCCAGCTTAGCATCACCTCTGTTCCCCCAACACACAGCTGCACAGAGACTGAACAGAA
GTGGCATAAGCCAAGATCCATGGGTGTTAAACCTGGTCTTGTAAATGACATGGTGATTCT
TTCAGCCAGACCCAAGGAACGAAAACTGATGGAAGGCATTAGGAGCAACTTGTATAAGGG
TGTCAGTTCAGCTCTGCCTGAACTTTCCACACTCAGGGTGGATGAAGTCTACCATGATGT
TCCAAGTGATGTGGCTCCACTGATAACAACTATGGCTATGGACATTAATGTTCCTCTGGT
TGACTCTGCATTTGGAAAAGTGCAAGAAGGAAGTGTGTTATCCTATCATATGCCAGCAAA
AAGAGTTCCAAAAACCTGTCCCCACACAGATGCTCCTTCTCCCCCACAGCTGCC
>CL5909Contig1
TCGGCACGAGGCGAAGACGAAGACTACGAGACCACCCAGGAGTACCTCTCCTCTTCGAGC
GCAACCAAAGAGAAGCGGGTCCAGCGGAACTGGCAGCCGGCACTGGCGGAGATCCAGACT
GAACGGCCACGTGGCGCCCCGCGGGTATGAGGCATCTCAAGACTTTGGGTCTCGGAGCTG
CCTAACGGGTAGTGAGTCAGAGGAGGAGGGCGAGAGCACGCCCTTCCTCAGTATGCAGAA
CATGAACGCCAAGCCCTCCACCATCTACAGCCCAGTGGACAGTCGGACTTCTCAATCGTC
GGGGCGGCAGAGTGGGCATGGCAACATGTATACAAGACTGACACACTCACGCCCCAAAGC
GGACAATACTCCCCACTAAAGAGTGTTAAATGAACCAACAGAAATCAACATAGTATAGAC
CTGCATCTATGAAAAGTATTTTATATAACTGACAAATATTCTAAAGAAATTAAGTATATA
TTTATTTTCATTTGTCTACTAGCTAACAGCAAAGACTTTTTTATAGGGAAAGCTCTATTT
ATATGTACGTTTTGATTTTCAGCATAAAAAAGATGTGCTGGTTTTTTTCACAATGTTTAA
AAAAGAAAAAAGAAAAACAACCAAAAAAAAAA
>CL5910Contig1
TTTTAAGCGTTCTTATTCTGTCTCTCCTCCTTCTCTTTCCTTTCCTTCCTTCTTTTTTTT
CTTGCTTCCTCCTTCTTCCTNTGATGTTCTTCCTCCTTTTGGCGCTCTTCCTCCTCCCAC
CAGACGATTCGCTGAATCTCCTCCGGGGTCAGCAGGGTTGTGGCCTCATTGGGGTCATTT
GGAACTGGAATAACGCTGTAGATGAGCCGCTGTTCTTGGATATTCCTCTTGTTTACGAAG
CCGCTGTACCTTTGCTTTTCCATCGGCTCCATGGGAGTGTTTGGACCAGGAACCAGTCTG
ATCTTCAGGGGTCTTGGTCCTCCTCTGGACCTGCCATGACCTGATCTTTCCCGCTTTCTC
TTCCCTCTGTGGCTCTCAGCGTCTGGACGGAGATGCCTCCCCCCCGCCTGAGAGTAAGGG
ATGGTAACGACCACCATCGTGGACAGACTGGCAACAAGCAGCCACCACCTCATGCCTGCA
GTTTGAAGGCGGCTGTAGGGCTGGAACCAAATTCTCCCCCCTCTTGTTGTCCTCCAGGTC
TGCTGGAGCTCGGCTGAAAGTGTGCCACACTGTGTATGACACCGCATGTGCCCCGGCCAT
AAGGCCCGG
>CL5911Contig1
AGCACGGCCCCCAGCCCACCGACTGGCTGTTCTTCGACAGCATGGCTGACCGAGAAGGTG
GACAGAATGGCTTCAATATCCCCCAAGTCAAGGCGTGTCCCGAGGTTGGCCGCTACCTCA
GTCTCTCAGAGGAGGAGCTGAGCAGAGTGGACCCCGCCTCCTTGCGGGAGACGGTCCGCC
GCCTACTCTGTGACTCATACATGTGTCTGTACCACAGCCCTGAACTCAGCCTGTACCGGT
GATCAGCCATCCTGCAGACTGAGCAGCTGTACTCCGCCCTTCCTCTCTGCTGAGACTTAA
AACATTGCTTTTCTCGTTTAAAGTGTGTGTGAGATGGGGGGGAGTCTGCAGATGTGGGGT
GTGTCTTCTGAAACTGGGACCATGGTTCTTTCATTTTAAAGGACATAAAATCTGCAGTTT
CACACTGACAATCAGAGAAACAGCATTTTCAATCTAAACAAACTAAATACCTTGTCCCAA
AGGTTTGATGTTTTTATTTATTCTGTATATTTGTCAGCTGTAAATGATGGTTTGTCTGGA
AACAAAGAGAGGGACCAGAGGAGGATTCCTGCATGGATTTAGGAAAGAGCTTGAGAGCAG
CAGTGACTGTTGGGGATTACAAACGCTGGGATTTATTAAAGGAGTTTGTTGTTACTTCTA
ATGGGATTCGATGGTAAAGATAGATAGACAACTTTATTTATCCATTTGGGAGGTTCCCGC
ATGGAAACTGATTAAAGCTCTCCTCCCAGCTGAAAATGCACATGTGTGTCCAACACTGGA
TCATCAACCCAGACTTTACATTTTTTTTTTTTA
>CL5912Contig1
AGGCTGGCCAGCTTCGCCCCGCTCTGGCCCGTCTTTGTTTTTGTGCCTCAGGTGTGCACG
TGCAGCTTCCACCGCACCCTGGGCCGGCCTTACTCCACCATCCTGCTCTTCTTCTACTTT
TTCGCGGGTCTGGGTTGTGTTGGGGCGTTTTATTTGCTCATCTACAGGCGGGTGCGCATC
GCATCGCGGGCTCTGCTGCAGTACCGGCTGAGCAGGCGCTCCTCAAAGAGTAAGCCCGCA
GAAGCCCCTCCGACGACGGATGACAGCGGCGTGGAGAGCGACGCGCCCAAGACCTGCAGC
TCCGAGATCAGCAGCCAGGTGGACCCGCCCCCCAAAACACCTGAGCTCCTCAATGAGAAG



TCCTCCGTACCGCCNGCGCGCAACCCAGACACACCTTTGAATTCCTCCGCAGCCAGACCC
GCAGAGACCGCAGCAGCGCCTCGCGCCGTCCCAGCAGCCCCAGCCGCTGCAGATGACGGC
GAGTTTAAGCGGGTCACGCGCATGTGCTTCACGGTTTTCCTGTGTTTCGTGTGCTGCTTT
GTCCCATTCATCATTCTGAACATCGCTGACAAAAACAACCGCGCACCGCAGCTGCTGCAC
ATGATCTGCGCGAACCTCACCTGGCTGAACAGCTGCATCAACCCGGTTCTGTACGCGCTC
ATGAACCGGCAGTTCCGACAGGCCTACCAGGTGCTGCTCAGCAGGGTGGCCACGCCCCTC
ACCTGCTTCTGGGCCTGCTGACGTCCTGGCGTCGAGTTCAGTATTCTGCAACACATTTTG
TATGCTTTCATGTCACTTTAAAGCGTAATTTTTTATACAAGCGCAAGTTACTGTGTTTAG
ACAGAAGAACGTTTTGGAATGTATGCATGCTTTACATGAGGTCCAACTTTCTTCATGTCA
TTTTTTTTCTTACTGAAGTAAATATTCACTGTAGTTTACATGTGCGGATGGATGGATGGA
TGGATGGATGGATGGATGGATGGATGGATGGATGATCATGGTCCCTTTCAAAAGAAACAT
GTATTCACACACTTTTTGGTACTTTAATCTTGTCATTTTTAATTTAAGTTAAAATAGCTG
TTTCAGAAAAAGCTGACTA
>CL5913Contig1
AAGACAGTCTTAGATTTATTCATTGCTGGAAATCCATTGAAGGGTTAAAGAACTATAAAG
TTCGACTTTAACTCCAGATTTTCCTGGAAAAACCTCCTTAATGTGAAACTCACAAGTTTA
AGATTCCAGACCTTTTCTCTGTTGTTCTCCTCAAGACATTGGATAATGTTGCTGTGATAT
TATTGCGTCAGTATGTGCAATAATGTGGACTCTTCCTGTTGTTTTTTTTTGCTGTGACTG
GACCTCACAGGCTTTTTCAGAGTTCAGTCGTTAAGTTCAAGTCAGATGGGGCTCATCCAG
AACTGAGAGCCATCAGAACATCATTCCCCTGCTGACAGGGAATTGATCCCGTGTCTTGCT
GGTTGCCTCCTGTCTACGTGTGAGATCGCTGGCGCTTCCAGAACTTCTTGACCTCGCTGT
GTCCTTGTGGCGTCACCACCATCGCTCGATGAGAAGCATCCTGCCAGACCAGGCAGCCCA
GACCCTGGGCTCTGTCCCGCAGCACCTCAAAGTCAGCCTGGGACAGGAACTGGTTATAGA
GAACTCCTTCGGTGAACTGCAGCCGGTCTCTCTCCAGCTCCCACAGCCGGATCTGGTCAG
TTATGGTTGGAGGCAGAGCAGGGCTCTGTTTGAGCATGACAGGGTGGGCTCTGGTCCTCA
AGAAGTGGATGATCTGCTGTGCTGTGATGCCATTGGCGATTGCCTGCTGCACCGACTCC
>CL5914Contig1
TCGGCACGAGGGTACGCTCAAGAGTGGAGAAAGAAATTCATTTGTGTGGAAGAACCTTTT
GAAAGAAATAACGTTGCCAGAGCTGTTCACGAGAAACTGAAGTTTGATGCCATCAAAGCT
CAGTTTTTTCAGTCTAGTAGGAAACTGCAGGCAAGACGGGACCTGAACTCCATCCTCCCA
CTGAGGGCCATCATCAATAAGGAGGCCTTAAGGAGGTGAACAGCCATCTTTATCATTCGG
CTAATTGGTGATTTCTACCTCAAGAAGAGACCAAGCCTGAAACGATGGATGACCTTTGGC
GTGTAAAACACAGCAGTGTAGACTTTAGACTGCAGAGTGCCTGATGTAGGATCTTTCACA
TTTTTCCAAAGGATTGTTGGTATGAAAGCCCTCAAAAATGGAATAAACAAGTGGACTTCA
AGATACTGCCATTAAAGCTGTTGACAGTTACTGTTCTGAATTGTTTATTTTCATTATTGC
ATTTTCTGCTGGACCTGTTTTTCCTAATCCATGCAGAAAAGTTTTTCTTACATCTGAAGA
TGACTTAATGTGACTTTGTGTTCAAATCTGCACTAAAAAGGTTCCGCTCTCCTGATTTAT
TTACCGGATTCGTCACAATGATGGAACATCTTCTCCACTGTAACATCCACCTGAAGATGT
CATTATTCCTGCTCCATCTGATTGGGCAATCGGTCAATTTGCCCAATCATTTATTGATCG
TATCAGCTGTGTGGATTTGTGATATAAAAACATTAAACTGTTTTTTGTTCTTTTTTCTAG
TCAGCACTTCACAAAGCTGTTGCCCGAATATGAACCTTTTTTTTTGAAGGATATATTACA
AATGCATTAAAGATCAGTTTCTTTTTCTACCAGCCTGATGTTCCAAGCTCTTCCTTACAG
AAATTCATTTCAAGGCTGACCTTTAAAACATGAGGTCAAAATTTTTGATTATTGCCTTAA
AGTTTTTTACATTTTTATCTAAACAATGGTGCCAAACTTTGTTTGAAATTGTGTACCTTG
AGTGTAAATGGCCTGCTTTGACTATGTCTATCATCAGGTTTTAAAGTTTTTTCCAAAACC
CTCCCTACAGAGAAATA
>CL5915Contig1
ACTACCAGAGCTCCAGCATCTTCAAGGGCGCTCCGCATGAGCTTGTGATTGAAATCATCG
ACGCCGCTTCTGTCATCACCTGGGACTTTGACGTGTGCAAAGGCGACATCATTTTCAACA
TCTACCACTCCAAGCGGGCCCCCCAGCCTCCGCGGAAGGACCCCCTGGGAGCCCACGGCA
TCACGTCCCCGGGCCTCAACAACGTCCAGCTCATTGACAAGTCCTGGACCCTGGGTCAAG
ATTACAGCATGGTGGAGTCACCCCTCACCTGCAAGGAGGGCGAGAGCGTCCAGGGCTCCC
ACATCACGCGCTGGCCGGGCTTCTACATCCTGCAGTGGAAGTTTCACAGCATGCCGGCCT
GCTCGGCCACCAACCTGCCCCGGGTGGATGACGTGCTGGCCACCCTGCAGGTCTCCTCGC
ACAAGTGTAAAGTCATGTACTACACTGAGGTGCTGGGCTCCGAGGACTTCAGAACGGCTT
GCTGTGATGTGCAGAGTTTGGGATCCATGACCAGCCTGGAGTCCAGCCACAGCGGCTTCT
CGCAGCTCAGCGCCGCCACCGTCTCCTCCAACCACTCCCAATCCAGCTCTATGATCTCCA
GGTAGAAACGGGAGGACCTTCACCCCCCTCTAATCCACCCCCCATTCACTACTAATATGC
CATCATCACGGACACCGACTTCCTCCCCCCCCCTGCATCTCTGAAGTCAGTTCACGTCGC
ACAACCGCTCTGCAGAACTGATGCATCCTTGCACAAACAGAAGAAATCCTGAAGGGCAAA
CAATGATGAAACTGTACAAATCAAAGGGCTAACTTTTGCACAGAGGTAGTGTCTTGTGCC
CGGCATTTCTGCAGTTGGAATCGAACCGTCGGCAGAATGTTTTCCTGT
>CL5916Contig1
TTATGGGAGGGCTGCTGTTATTAATGTGCACTCCTGTGGGATTGTCAAGGATGTTCGCTG



TAATGGGCCAGTTACTAGTGAAGCCAACAATCCTAGAAGACCTGGATGAGCAGATTTACT
GCATCCATTTGCAAGAGGAAGCCCTTCAGAGGAGATTAAACGGAGCTTCCTCACACAGTT
ACGTCAGAGGAAGCTTTGCTCACCAGCTCAACAAAGAATTGGACATTATTAGAAATCAGA
GAAATAAATTGGAGAGAAGAAAGAAAGCATCAGGATGGGAGAAGAACTTGCTGTATCCCA
TGGTGATGTTGATCCTGCTTGCAGGAACGACGATCTCTGTTATTATGGTGGCACTGAATA
TCCTCTACCTTCTAGTGGATGAGACTGCCATGCCCAAGGGATCCACAGATCGGGGAATTG
GAAACGCTTCTTTGTCCACCTTTGGAGTGGCTCAGGCCGTGCTGGAGATCATCCTCATGT
TTTACTTGATGGTGTCTTCTGTAGTCGGCTTCTACAGCCTACGCGTCTTTGAAGGACTCA
CTCCCCGGAAGGATGACACAACCATGACAACGATAATTGGTTGCTGTGTGTCCATCTTGG
TTCTGAGTTCAGCCCTACCTGTGATGTCCAGAACTTTGGGTATGACTAGGTTTGATCTTT
TGGGAGACTTCGGGAGATTCAATTGGCTGGGAAACTTTTACATCGTCCTTTCATACAACC
TGCTGTTTGCTGTCGTGACGACTCTTTGTCTTGTGAGGAAATTCACCTCTGCGATACGAG
AGGAGCTCCTAAAAGCCTTGGGTCTGGATAAACTGCAACTGTCATACAGCCCCACAGACC
CTGAATCAGGGAAGCTCTCGGCCAATGGGCATCAGAAAACTCTGTGAAAGGGCCGAGAGA
TCCTCGCCGTCTTGCACTTCTCGCACGCACACACACATTAGTAAAGCCAAAGGGAGATTT
TGACTGTAGCGCCAAACTGCTGAAAAGGATTGGAAGAAATCTTTAAAGAAAAAAAAGAAA
AAGAAATGGAGGCAGTTTTAACTGTTGCTTCAGGTGGAAGCTGAGAGCAATTTAGCTTCG
TGACATTCCATCCTCTGCGTCTCTGATGGAAGTTAGCCGGCGCCGAGACAGAGGAGTGAA
ACAGACTGTCACTGCAGTCACCTTGATGCTGACCTCAACCCACGACTGTGACTTCCAGAC
CACCCATCTCCTGCTTCAGAGGCACGCGTCTCCTCGCCATTGTCAGCTGGTTTTATTTTG
AAATGTTTACACCGCTGTGGCAGTCATCAGCAAAAGAAATGAATCTCCTCTCTGCTTGGT
TTACCGTCTTAAGTCTTAATCTGTTTCTGTGCTGTGGAACCTAAATACACCATTACAATC
AGTCTATTCAGATGTCATTTTTCTGTCTGAAATGGATTCAGGCGGGATGACTGTGCATTA
TTTTGAATGTTCGCTGTTTAAAATGTGGGAAAAAAAATTGTTTTCGATTAAAATCGAGAC
ATTTTGTAGTATACATTCATATCCATTGATGAAAATCAAATTAAA
>CL5917Contig1
TTTTTTTTTTCCTGGATTCTTTTATTAAACAGACATACAGACGGTGATAAACAGGCACAT
CGTCATCAACAGAGGTGGAACCGAGCTGCTGAGGAGTCCAAAAGCAGACGGGCCAAACAG
AAAAAAGCTGCAAAACCTTCATTAAATATGTCCTTGAGTTCTTCTAGTCATGGATCCTCT
GTGTCGTCTCATCAGCCAAAGCCACCTTCGGGTTTCTGTGCAGCAAATAATGCCACCTCA
GGTCGTTCTGGCAGTTGGCGTACGCCATGCCGAGACCCGCTCCGGAGCCAAACGAAATGG
GCCAGGCGTGCCTTTTGAAGAACAGAACAGAAAAGACGATTCCTAAGCCCAGTCCAGTTC
CCAGTTTAATGACACCATCTGCCAGGCATCGGTCCAGCTTCCTCCCCAGTTCCCTTTCAG
ACATTCTGGATCCGTTAGCTTAAAACGACAACTGTCAAATATAGGGCTCATGCGGCGTAT
AGGTTCTGTGGGAAATCCGAGCTTTCTGACGATTGTCTTTTTAAAATGTCACTTAAATGT
GACAAATATTGTTACAACCAAACTAATGGAAATTATGAAAGTTGCGTGAAAAGGTGATTT
GATAGGTTTTTAATAGCCTAAAAGCGTTTGCGCTGTCCC
>CL5918Contig1
ACTGCAGCCGTGGACGTCTGAAGCTGCGAGACTTCATGGTACCAGCAGAGCAGACGCGTG
TCTCTGATCGTACATGAGGAAAAGGTTTCGGGAAGTGTGGAGGCGTCAGGGACAGATGCA
GCGTTCTGGAGAGTAGCTGACTCTGAAACACCTGCCAGGATCTAGAAAAACATCCTTTTA
ACGTCGGAGCTGAACGAACTTTTTCTTTGGGCAGGACGGGTCGGGTCAGCTGATCTTCTA
CCAACGTCCAGACACCGACGGACCAAAGCTGTCCCGGTACTCCATCAGTCCAACCAGCGA
CCCTCTGGGCCTCCAGGCTGTTCTGTCAGACGCTCTCGGGGTCAAAGGGGAAGTTCGCAA
GGAGCGGCGGCTGTTTCTGATTGGTCAGACCAGAGTTCACCTGGACGCAGTGGAGGGACT
GGGACACTACATGGAGCTGGAGGTACACACACGTACACACACACACGCTGTTTGCTTTAT
TTGAGTCAAGGGTTTTTGATTAGAAGAAAGTGGAACTCTGATCAGAAAAGTCTTAATATT
TTCCCTCAAACGTTCTGACAAATATTTGAGGGACTTCCGTCTGGGGGAGTCATCATCTTC
ATCGTTTCTCAACAACAACAGCAGACTCGGTTTTTAAACGTAAACACTTCCTGTGGGAAC
GCCACAGCTCCACGTCTCTCCACCGTAACCGTAGCCGCCAGAGCGCGAGTGCCGGTCTGT
GAGCTCGGCGCCGCAGGTCAGACCGGCGTGGATCCGGGGCGAGGAGGTGGACGCAGAGCT
GACTCTGATCTGTGTTCAGGTGGTGATGAGACCCGAGCAGAGCGTGGAGGAAGGACAGCA
GGTAGCTGAAGGTCTGATGCAGCAGCTCGGCGTCCCTCAGGAGAGCCTGGTGACCGGAGC
GTACGTGGACCTGATTCTGGACGGACGCCAGCAGACGTAGAGCTTCAGCACGGCCGCCGG
TTCCCTCCTCTTCCTTTGGGCTCCGTCAGTCAGAGCAGAGGCGCTTGTGCGTATAATGTG
GTTTTACGTCACACTGACCCAGTGGTTTCCATGAAATGTGTCAAAGCTTTTCTAATAAAG
TGACGGAACAGTTCAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>CL5919Contig1
GCCCGATGTGTTACTTAATATGGTCGATGTGCCAAAAAACTGTCGCAGAGAGTGGGCGGG
GCCAACCGGAGCTTGTCACGCCGTCCGTCCGCCCGCCCGGTGGTTTTTGGCGAGGAGCTC
CAAACTGTGACCAAATGTGGCGCGTGCCAGACCCTGGTTCCTGGAACGCCATTTCCCGCT
CGCTCATCCCCGGACTCCCGCGGTCGTCACACGCGCTCCGGCTCAGAGGACGGCATTTAG
AGTAAAAAAATCGAAGTATATATAAATATATGTGTATATGAAATGACGAAACGCTTTAGG
CTTATTTAAAAGATTTAACGTAGAGGAGGAGATGAGCTGGTGGGGGGCGGGGCTGTCCGT



GTGACCTTAACTGCTTGTGGTGAAGACCCGTTAGAGACCTGGTCTCTGCCCGTCCCGGAC
GACCATTTTTGTTCGGACTCTTTGATATTTATTGGAGCGAGCCGGCGGCGCTCGCCGTAG
AGGATCCATCGCCGACGTCTTTGTCACGCCACAAACACGGATACTACTGCTTTGGGTTTT
TGAGATGAAGCTCACGATGGCGCTGATGTTTGATCGACTATGTTATTCCGTGATGACCAC
AGCGTTTCTTTGATTTGGACGGTTTTGTTGCGGACGCCGGTGGGACGTCACGTGTCGGGC
TGCTCGTACAAACTGTTCATGAATAAAATCCTTTTTCCGTGTAAAAAAAAAA
>CL5920Contig1
TGNTCCCCCCNTTTCCCNTTNTCNTTCCCTGCTTTNTACCTAAGNNTCNTTTTAGNAACT
AACGGCTAGCNTTANATTTTTTTCTTGNTGGTTAGCAACNGCNTATCCCNACGGGNACTA
CCNTTTCCCCCNATGCNGNGCNGNAAATCTTTGNAAAAGGGGGNTGNTTNTTATGNAGNA
AAAAAGTAATGGGNTTCGNTNTGCCCCCCCNAAAATTTTGGGTTAATGNAATCCGGGNAT
AATGGGGNACNCTNTCCGAAAGNACGNTTTTTTTTTTTTCTTAGAGCGAATCAGTTAACA
GCCCAAATGCGCTTTCTATGCCACTGTCAACTATTCACAAGACGACTGATTTATTTTCTA
TCCGAAAAAGCTATTTATTGTTCTTTATACAATCATCTGTAAAAAGGGGTTTGTTTCCAG
GTGT
>CL5921Contig1
GGTCAAAACTCAATNAAACTAGAAGGGCGTTCTTTGACCGGATCGACTGATCTGTTTGCA
CACGTGATCAGAAAAAGCTTTATTTAAATCGCGAACCCCTTTTTTTGTTAAAGTCTAAAA
TCAGTCATCAAAGTCATTGTTTTGGACTCGTGACACAAAAAACCGTCAGGTGAAGGTTCT
GCTCGCCACGTTCCCGCAACTCAAGCACGTGCTCGGGCGCACGCTCGCAGGCACGAGCCC
GCCTATCGGGAAAGGATCGGAGCCGACATGGAGTTCGAGGCGTCCGGGATCGGGGAGGAG
TGCGGCGTTTTCGGCTGTGTGGCTGCGGGAGAGTGGCCCACCCAGCTGGAGGTGGCCCAG
GTGCTGACCCTGGGGCTGGTGGCCCTCCAGCACAGGGGTCAGGAAAGCGCTGGGATTGTC
ACAAGTGATGGAGGCAATCCACCCACATACATGAGCCACAAGGGCATGGGACTGGTGAAC
AGCGCTTTCCCACCGGAGGCCCTCCTGAAGCTGCGCCACGGTAACCTTGGCATTTGTCAC
ACGCGGTATTCGACCACTGGCATCTCTGAGCTGCTGAACTGCCAGCCTTTTGTGGTGGAC
ACGCTGCATGGCAGGATCGCTGTGGCGCACAACGGCGAGCTGGTTAATTCTCGTGCATTG
AGGACAAAGGTGATGCGCCACGGAGTCGGCCTCTCCACTTGTTCAGACAGCGAGCTCATT
ACTCAGCTGCTGGCCTTGACTCCGCCCATGGAGGAGCTTGACTCACCTGACTGGGTTGCC
AGAATTAAAAACCTGATGACGGAAACGCCCACGTCGTACTCACTGCTGATCATGTTCAAA
GATGTCATTTACGCCGTGCGGGA
>CL5922Contig1
GCTAGCTTTTTGTTAGTATTTTGCTTGTTCTTCTTTAGCTGTGTTTTCTTTCTAGAGTGT
TTGCTGAAATGGATCTTATAAGAGATGAAGGAGTGCATGAGCTGAAGTACAAACCGGGGG
GCCGTCTGGACATGAGCCACGGGTTCCTTCATCATATTCGGAGGAACCAGATTGCCAGAG
ATGACTATGATAAAGAAGTGAAGCAAGCCAAAGAGCTTCAGCGGCACAGGCGCACCACAA
CCCCCAAAAAGCCTCGGCGACCTGACATCCAGGTGTACCATCCTCGACGGAGACATAGTT
CAGAGCCAGGAACCGCCGCTGATGCTGACGAGTGGAATGAGAGTGGGTCGGGCACAGACA
CTGAAACTCATGGAACCGAACTCTTCTGGCTTGATTATCAGGCGGACTCCGGTGTCATTA
CATCTTTCCTTGTGCACAAGGAGGATAAACCCAAGAATGTGGTTGACCGTGTTGCAGAGA
GGAACATCCTGGATTCAGCCATGCGGGCAGCTCTAGAAAGTCGAATTCAAAGGGAAATTG
ACAAACGACAAGACAAACAATGACTTGTTTTTAGACTGTAGGTTATGATGAAATAGAGAC
TACGGTACACGGAGAAGAGCACTGCTGCATTTGTCGTTCGGTTCTTTTTTTCAAAGCTTT
AAAAACGGCACTGGATTGTCATCACAACATGACCGTTGACCACGAACTACAATCAAGCCA
TTTTTGTTTGTTTTTTTCTGAAACAGGAAGACACAGCACAAAAACCACTGTGATGTTTAC
ATCTGTGTTTTTCTTTTTACTCTGTACTGTTCAGTTTTATCACTCCACCACACCTGAGGA
ACACTGTCTATGTTGATATGAACTGGAATTTTTATAATCCGGCTGTTTCTTCAAATTAGT
TGAATACAAAAGCAGCTTTCGACAGAAAACCGGTCCTTGTTTTGTTTTTTAACAAGTTTT
TTGTACGTTTGGCCAATAAAGCATCGGTTTATACTAGAGACCTGTACAGAAAAATCACAA
CATGCATATGCTGTAACTGTAGTCATCAGTGTTATAATTTATTTGATTTGTTCAGAGACT
TTATTTTTGATAGGGTCACTTTTTTATCAAGGGAACTTGGAATAG
>CL5923Contig1
TTTGAAAGCACTTTTNGGAAAGTTTCAGTTGGTAAGACATCCGTGGCTCACCTTCACCTA
CAACCATGGCGAAGGAGAAGGTTCACGTCAACGTGGTTGTCATCGGTCACGTTGACAGCG
GTAAATCCACCACCACCGGACACCTGGTCTACAAATGTGGAGGGATTGATCCCAGAAAGC
TGGAGAAATTTGAGAAGGCTGCAGCTCAGTTGGGAAAGAGTTCCTTCAAGTTTGCCTGGG
TGCTGGATAAGCTCAAAGCTGAGAGGGAGCGAGGGATCACCATTGATATCTCACTCTTGA
AATTTAACACCCAAAAGTACACCATGACTATAATTGATGCTCCAGGGCACAGGGACTTCA
TCAAGAACATGATAACTGGGACGTCACAGGCAGATGTGGCCCTCCTGATGGTCTCGGCAG
CCAAAGGGGAGTATGAAGCCGGCGTTTCCAGGAGCGGTCAGACCAGAGAGCACGCCCTGC
TGGCCTACACGCTGGAGGGTAAGCAAATCATCGTCTGCGTGAACAAGATGGATCTGACAG
AACCCCCTTACAGCCAGAACGCTAT
>CL5924Contig1
GAGAGGCCCTGGTGGTCACTCTCAATCATCTTTGAATCGACCAAGACAATATCAATAAAA



CTATTGATAACTCACTATATCTTCAATAGTGACCATATTCAACAGGCATTGTAGGGTCTT
AAAAGAAGCCATTCCTACACACCTTAACTAAATGTCCACTGTACATCCCCATTCTAATCC
ACCAAATTACAGTAAATACAAGATGGGCAGTTTGACAATTAAATCCAAGGGTTGGTTGTT
GTTTTTTTCTGTGTTTGTGTGTCAAGTCATTTTTAGGTGGGTGACACAGAGAAACATGTT
CAAACGGAAGAAAAACAAAACAAAACATGAGAAACATGCATGGGGTAGGCTTTCCTAATG
CCACATACTGAGTGTGCGCACAGACAGGCACAAATGCAGATCTTCAAGGAGAGCCCTCCC
AGCTCATGCAGCACAGTGCATTTGATCAGACCCATAGGGTCTGCTTCCTCAAAGGCAAAG
CACGACACGAGGAGAAAGGGCTACGTGCTGAGATGCAGCCTATACAGACACCGGTCTCCG
TGTCAGGAGAGGATTTCTACTACACATCACAATCTCTATCCACAGTTTGGAGTTCAGTCT
CGGAATGTCAACAGCAGCATGTTTTGTCTTTGTCCTTTTTGCGTCCCTCTGTGCGTCACT
GCAGGTCTCGGTCTTCAAGGTACCTGTACTCAAAGGTGAATCCTTCCTTTTTCCTCTGGC
CCCATTTTTCATAGTCGAAGTAAATGTAAGTGCCCTGCTCAAACTCATCAGTGATAGTCT
TGGGCTCCTCGTGCCTCTGGAACCACATCATGTACTTTGTGTGAAATCTCCATGACTGCT
TCTTCAGAGCCTTGGCAGACAGATACTGAGCCTTGGTTCCCTCCAAGTAATAGAAAATGA
AGAAGAGAGTTTCTGTGGACAGTCTCTGGTAGAACTCTATGGAGTCAGAGTGATGAGGAG
GTACCCTGATGGTGGTATGGCAAAGTGGGGCATGGATTCCTCATAAGGTATTGCCTGATC
CTTTCAGAGTCTGAGGGGTGTGGCATGTGCGTCCACGCAGCCTCTTGCATCGCCTGTTGG
TAGAGCTGGTCTTTTGGCAGAGGGGTTGGACCCAAAGGACAGACCCCTAGTGACGGGGGA
ATGCTGACCTCTGACACAGATGACTGAGGGGTGGAGGGTGTACCAGGAGCTGCAGATGAA
TTCAGGATAACATCGATTCGAATTCTGTCCGTCA
>CL5925Contig1
GCACCGTTGTGTCNCCTGATTCTTTCTGAGTGAGTAACTCGATTCAGTTTGTTTAAACGC
AGTAGGTTTTAGCAGATGTATGTAGTGTGACATGTTGTTTGTATGTCAGGATGCTTTTGT
ACTGGCGGCTCTTTTAGCTCCTTTCTCGGTTTCTGTGCTGTAAGAATTGTGTTCGCCAGC
TTCTTTCAACATTGCTATCCGGCAGCTAGCATCCTGCCGGCCTTTCAAATATTGCACATC
CTCAATGATAACAGGTTTCGGTTTGTTCAGCGGCCGTCTCTGGAAACGCCATGAAGCTGT
AGAGGGGCTGTTGTCTACTTTCACTTTCACCCTATGGCTCTTGAAACTTTATCCTCTCGG
TTCCTGTAGTTTACACCTGTTGGGTTGTCCGGTAACGAGACCACAGGATTCATTTGAGAA
CTGCCAGCTTCACTCCATTGNNNAAAAAAAAAAANAAAAAAAAAAAA
>CL5926Contig1
TTTTTTTTTTTTTTTTTCGATTCTTCAGTAATTTATTTCCATAAAACTTTTCATTTAAAT
TAAAAATAGAAGATTTTTCAATCTCTAAGACTTTAGCTCGTCTCTGAACTACGACAAAAA
AATTCCTGCGTCTTCTTAACAGCGCTGACTTTAGAACAAACAGATTCTTTTATTGCTTGG
CATCTTGGAACGTTGTCTTGCTGATAGAAGCTGAATCAGGAACCGGTTCTCTCCTGGTTC
AGGCAGATCCGGTTTTTATTGGCAGTGAACAAAGGAAACAGCTGGGGGGGGGGGCATGAC
ATGAACTTTGACTGGAAACTTTCTATCAACCAAAAATCCAGAACTTCTAGATTTGGTTTT
GATGGTGGAAAAGTTCCAGATTCCTGGAATGAGTCTCCCCTGCAGAACAATGAGAATTGA
GTCCGTTCTAGATTGTTGTGTAACAGTCGGGATGATCTAGAACATCAGCACCAGTAGGCA
AAGTTCCCCCCAGCGGGATCACCTGAACCTGAAGCTCCGACCTCGATCACACCAACAAGC
CGCTTCCTGGTTCGGTTGGTTGGGAAAAAGGCCCAAACTCGACCGTTTCCAGGTGAGGAC
GTGACCTCTGGCCGGAGTGTTGGAGTCCTGGAAACCAGCTTTGGAATAAATTCTAGGGGT
TTTCGGCTGAAGGCGGGAA
>CL5927Contig1
GTGGCGCATGACCTCATTCAGAAACTTTCCCCGAGGACGGGAAACGTGCGCTCCACCTTT
TTCAAAGACTGCCTCTACGAGGTCTTTGACGACCTGGAGTGCAAGATGGAGCACGCCGGA
AAGCATCTGCTGCGCTCCGTGCTGCAGCTGATGGAGAGCGGCGCACTCGTCCTCACCACC
AACTTCGACAACCTGCTGGAGATCTACGCGGCCCACCAGGACACCAAACTGGAGTCTCTG
GACCTGACGGATGAGAAGAAGGTGTTGGAGTGGGCTCAGGAAAAGCGGAGGCTGAGTGTT
CTGCACATTCACGGTGTTTACACAAACCCCAGTGGGATCGTCCTGCACCCTGCGGGATAC
CAGAACGTCCTGAGGAACACTGAAGTCATGCGCGAGATCCAAAAGCTGTACGAGACCAAG
TCCTTCGTGTTCCTGGGCTGCGGGCGCACGGTCGACGACACCACCTTCCAGGCTCTGTTC
CTGGAGGCGGTCAAGCACAAGTCGGACCTGGAGCACTTCATGCTGGTGCGGCGGGAAGAT
GTGGGGGAGTTCAAGAAGCTGCGCGACAACATGCTGGACAAGGGCATCAAGGTCATCTCC
TATGGAGACGAGTATGCTGACCTGCCGGAGTACTTTGAGAGGCTGGCCAACGAGATCTGC
AACCGAGACGTGTCCACCAACGGCTGGGGCTCTCCGTCCCAAAACGCAGAGGAACAGCAG
AACGGCTTCAACTCTCAGAAAAACCTGCTGCAAGGCTAGAGTGGAAGAACGTCAAAGTCT
GTAGAAACGACCCTGAAACCAAAGCTTAGTAAAACCTGAACTGCTGCTGCCTGGTTTTCA
GACGTTTCTTCTCTGCTTCTCCTGTTTAGAGGGGATTCCTCTGCACACATGAAATGAACG
GAGGCCTAAAAACCTTCCTTGTGTCTCCTAAAGGAAGCTGCAGGACTTCCTAAACCTCCC
CGCCACATTTCAGTGCTACAACATGAATGTTACGACACTTCGGTTTGTTCTAAACAGATT
TACAAGTAGCTTTATTTTCTGGTTCTTCTAAAGCAGAAAGAGTTTGTAGAGCCAGACTCA
GGCGTTCCTTTTAAAAGCAGCTGCATGTTCTGTAGCTCTGAACTGACAGCAGGCTGAGAA
AGCCGCTCATGTTCCTGGAAGTCCAATGTCACCAGCTTGCCACTCCTCCAATGAAAAGCT
TTTTTTATATTTGTGGTGCATTTCTGGTATTTATATTTCAAAATAAAAGCT



>CL5928Contig1
GCTGTGCAGGAGCCTGCGCAGACAGACATCCGAGTGCTGGCAGCTGCAGGGCAGGTGCGA
GGCTTGCCAGGGGCCTCTGCTCACAGAGTGCCCCGGCGTTCGGGAGCTGCACGTGGAGCT
GGACGGGGTCTCCCGTCTGCTGGAGCGGTCCAGGCAGCAGTACGAGGAGATCCTGTCCAT
CGTCCAGCGCCACACCGATGAGACGCTCAGCTGGATCAGCAGCATGGCGGCGGAATTCGG
CTGGGTGGCCCGGGCCGTGAGCAACAGCAGCGCTCCCGAAAACGTTTTCCGCGTCACCGA
GGTGGCTCCAGAGAGCAGCGATGAAGTGAACGCGACCGGCTTCAAGACCAGAGTGGAGGT
GAGCATCCTGGACTCCCCGCCGTTCATCCTCTCGGTTCCCGGGGAGCTGGGGGTGCGGGA
CCCCGCCTTCATCCAGCACGTGGCCCTGGAGGCTCTGGAGAAATACAAGGAGGCGGTCCG
GATGGAGGACTGAGGCAGCAGCGTCGTCGTCTTCATCTCCAGCACCTTCCTTCTCATCTT
CACTAGATCATTTAGAGACATTCATCCTCAGAAAAGTTCAACAATGAACTTTATTTAAAG
GAAAGCTGGAGTTCCTGTTTGAAAATGAAGCTGCTAGTGGTTCAATACAGAAAAATGTCA
TCAAAAAAAAAA
>CL5929Contig1
ACGAGGGAACCCCTCAAGCTTCTGTCTGTCCCCAGAGGAACCCTGGCCCACTCCTTTGTG
CAGCATTTGAGGCTGCAGGATAACGGCAGGAAGCAGAAGCCGCCCCCCCCAGTAAACAGG
ATACAGCAGATGAGGAAAGGTTGGAGTGGACCCCCTCCCAGGAGTTCACCGCCCTTTTCC
CAGGAGGATCCAGGCAGACGGAGGCTGAGGCGGGGGGAGACGATGGAGATCAGCAGCCCC
TCTCGTCGAGGAGATCGCCCCCTGGCCCGCTGTCACACCCTGGATTCTGCCGTGCCCCCA
CCGGAGCCAACCGAGGCCCCTCCCACTCCAGGCTCCACAGAGGGCAGTGACCTGAAGGAT
GAATCCCACCCCCCAGCATCAGTGGAGGGCCTCCGCTAGCACAGGCTCAGAGCTCTGGAA
ACATGATGGCCCCACCCCTCTGAAAGGTTACACAGCTCCCCCATTGGTTGATCCTTTACC
ATGCCCCCCAACTCACCATACGAGGAGCACTGCACCCGACATAACAGGGAGTCATAATGC
CCCTTCCCCTTGACTCACACACTCCTCAACTCTTTACCTGAGTTTGCTGAACCTGCCCTC
AGTTTGTGGCTCTGCCCTCAAAGCTGCTGCATGGATGTTCTAATGTTTCAGACTCAAATG
AATGAAGATGAATAAATTAGTTTACAGAGAAAAAGGGATGATAACAAACTTGAACTTTAG
TTGGATATCGGCTGCTTGTAACACCAAGGCTGGCCTGTGGGGGGCGGTGTTGTGCTATCG
TCAGAGCACCTGCATAGACGTCCTCTGAGCTGTTTGTTTCCAGAACAGAACCCGTCTCCT
CTGCTCCGACTGTTCCAGTACTCTGCAATCCTAAAAGGATTTTAAACATCTTCACCATAA
CACCAATAGAACCGTAATGGTCTGCAGTCTTTGAATGCAGCATTGGGGAGGGTCAGCGCC
CAGATAACTAAACCTGAGAGAAACGAAGCAGATGTTTGGTACAGGTGAGACGTAAACCTC
ACTGACGCACTCATTCATAGATGGGGTGAGCTCAGCGGCGCCCTCTAGGGTTCATCATAG
AAGCACCATGCGAATCACACTTTTTTAATATGCAGGTAGAAAGTACAAAATTGTAAATGT
GCCTTATTTAACTCTCTTACACAATAAAT
>CL5930Contig1
GATCAGGGATCCTCTGCGAGAGTTCAGATCTGTCTGGAGTTCGTATGCTGACACCTCCTG
CCATGGCCCTGAGGACCTGAGAGCAGCGCCTCCCCCCCCCACCCATTTGAAGGGACGTTA
AACGGCCGGACAGAAGCTGGTGAGCAGCGGGGGCCCCTGAGGCAGCCAGAAGACGGGGAG
GGGCCAGAGCTCAGCTGGAGCCAATGCAGCAGCATCATCGTCAGCCTGAGCTTGTGGAAG
GAAGCCTTCCCGTGTTCGTGTTTCCCAACGAGCTCGTCTTCTACGCAGACGAGCAGGCGT
CCCACAAGCAGGTCCTCACCCTCTACAACCCCTATGAGTTTGCCCTCAAGTTTAAAGTGC
TGTGCACGGCGCCAAACAAATACAGTGTGGTAGATTCCACAGGAGCCGTCAAACCACAGT
GCTGCGTTGACATCGTGATCCGGCACAGGGATGTGCGAGCGTGCCACTACGGCGTCTACG
ACAAGTTCAGACTCCAGGTGTCGGAGCAGAGCCAGCGCAAAGCGCTGGGTCGCAAAGAGG
TGACGGCCACGCTGCGTCCCTCGGCGTCGCAGGAGCCCGCCAGCCTCCGGGGCCACGACG
AGGAGCGCAGAACAAAAGAGACGACAGCGGACGGCGAATTCTACGAGCAGGCTGCTCCTC
CCACAG
>CL5931Contig1
AATCTTTATTTTGGAAATATATCAAAGATAAAACCTTAATCTATAGTAGCATGACAAATT
ACACAAGAACTATACAACAGTAAACAAAGTGTTACCCAATAACTTTTTTTTAGACAACAG
TTTTTGCTTTCAATTTATTTATTTTTTTGGTTTTGCTAAAACTTTTTTGAATTTTGAATA
AACCTTTGCAGAAGTGTCAGACTTTTTAGTTGCAGCTGAAATATTTTCTGCATTTATTTT
ATTTAAAAATCCTTGGATTAACGCTGCACATTTATTGCTTTTTTTAGTGCTGTAAATGTC
ACGTGTTGATGGGACCGGTTGTGTTCCCAAGCAGGAAGAGTGAAGTCGTGCTAGCTATAG
TGCAGTCTCTCAAACAGGTTTAAGGTTCTGCGGGAAATACAAAAATATTTAAACCTACAC
TTTTTTTTTTCTTTCTTTTAAATCACAAATCTNGANAAACTAACANCTGGAANGAAAGTA
AACANATGGCATCAAACAAACNTAANTNCACAAATCACCT
>CL5932Contig1
TTCGGCACGAGGCTCTCCCCCCTCATCCTGTCCTGGAGGTGCGGAGGTGGAGAGCCACTG
CAGCTCTCACAGCCCCGATTTGGTGTACGGTTCTGGACACGCCTCACCTCTCTTGGGTCC
ACGCAGCCGATGCAGTGGAGCTTCCTCACCGGACTGCGACCAGGAGAGAGGTGACAGAGC
AGAGGGAGCCGAGGCCACAATACAGGCCGGTTTGAACAAGTTAAATGTAGCTCAAAACCA
AGAGGATTCGGAGGATGAGCATCCGCCTTACTCTGACCCGGCCAGCTCCACCAAGCAGCA
TCCTGCTGCTGAACAGTATCTGATCCGAGCCTTCCTCCTCAAACCCTGACTGCATCTATA



AGTGTTTGGGACGGAGTCCCATCGAGCCACCAGTCTCATGACCCTCAGTCTTTGTGTTGT
GTAAACATCTGTGTTGTCACATGAAAGGTGCTCTTGTGTTGTTTACAACAGTAAACTGTA
AAACCGTGGACATTATAACCAGAAGAAATCTTCGTTCTAAGAGTTTTGGTGGGGATCTTG
TTGGAGGGCATTACATGGCATTTTCTGACCCATCCTTTAACAAAAAATGGATTAAGAAGC
TTCTGTGTTTGCTGAGAACAGTCAGCTTCTGCTCTCCAGGGACAGTCTGTCAGTGGTTTA
ACTTGAGAACTTCCGTCCATGCTGACCTGCTGGAGTTACTTCAAAGCAGAACGCATTGGG
AAGGAGATTAGAAATGGTTCCAGCAAAACTCGGGCTTCAAACTGGACCCGTCCCGGTTGA
GACGGACTGAATGAAAGTTTGAGCAAACGTGCCAAAGTTCAAGCTGCTTGTCTGAGTGAA
TGATTGCCTTGAGTAAGTGAATTTTTGACAGCTCAGATATTACTGTGTAGAACAGCATAT
ATATTTATATTCATGTATTCTTGTATTTGAAGTGTTTTTTTGTGGTTACTGTTGTGTTTG
TTTAGAACAAAATAAGCAA
>CL5933Contig1
AGCCAAGTGGCACCTGGGGATCCGTAGTCAGAGCCGACCCAATGACATCATGTCGGAAGT
GTGCCGCGCCATGAAACAGCTGGATTATGAGTGGAAGGTTGTGAACCCATATTACCTGCG
TGTGAGAAGGAAGAACCCCGTCACAGGGATGCTAACCAAGATGAGTCTTCAACTCTACCA
AGTGGACAGCAGAACCTACCTCCTCGACTTCCGTAGCATAGACGATGAAATTTTGGAGAC
AAAGTCTGGGACTGCAACCCCCCTCCGCTCGGGATCTGTGGGCAACCACCGCAACACTAC
AAAGAACGATGCAGAAGGAACAGATGTTCCGGCAACATCTGCCGCCGCGCTACCACCTAA
GACCGCCGAGGGCTCCTTAGCTTCATCCCTGACCTCGTCCATCGACTCGACGGCGGGGGA
CAGCATGTCTGTCCCCCGACCGGGAAGCCACACCATCGAGTTCTTTGAGATGTGCGCAAA
TCTTATTAAACTACTTGCACGATAGCTTGCAGAACAATCATAGCTAGCCTTTTCTCCTCT
CTGAGTGTCTTTATAGCAATAAGCATGCAGCCGATTCATGGCTCAGCTCATCCTGGCTGA
GGATGAGGTGACTCCTCCAAGGCACCGATGCAGGTTGGTGTTCCCTAAGCTTAAAGGGAT
GTAGGAGGAGTTTTTCTTAAAGGTAAGGGGGAAAGAATAACAAGATACTAAACTGCATAG
GACACAAAAACACCAATTATCCTAAGGTCTTACAGTTTTTGGATCAATTCAGACCTAGAT
GTCCACATCCCATCTCTAAAAACATGCGGAAGTGACGACACTGAACGTTGTGTACTGTTG
CCAGGGAGCAAGATCACATTTATGCCTGCAAAGAAGAAAGTCAGTTGCTGGGGCTGGATG
GTTGAGCGGCAGTCAAAAGGATGCAGGAAGCACTTTTGCACAAGTTTTTGTTCTTACTTG
CTGCTCGTGTTTATTTTTCCTCTCAGTGCGTCTCAGAAATGGTGCGGGTGTTCCAGGGCG
TCGCTTTCAAACGGCGCCCGTC
>CL5934Contig1
TTTAGAGACTTTAAGAGGACAACAAGGACAACAGAGACAGGAAGAGATTGGCTGAAGATC
TACTCCTGGTTTCTGTTTATGGGTGGAAAACATTCTTGTACATTTACACAGATGAGTGAA
AAGTCTTTATGGCACCAGATTATCCTGGATTATCAGGACAGAGCAGCTGTTAATCCAGAC
CCCTAGAAAGTAGATTTTTCCAGCCTTTGAAGGCCAAACTCGTGTTCACTGTACGTTTTC
TCCTCGCTGGAAAAGAGTGAGCCGGAGCAGCAGGACGCACAGCCAACGCAGACGAAAGCT
GCAGATTAAAGATGCACTTCAAGGTCCGTGGACGTCCACGTGCCCCTAAAATTAGGATAA
ACGTTTGACCCCCTAAACTTTACCCGACGATCTGCAGGGAAATCTCAACAGGCGCAGAAA
AACAGAAGCTTTTACGTTTGGTTTCCTAAAGCGACAGTCAGAGAGGGAAAAGGGGATTTG
TGTGCAGACGGGAGCTCATTCCAACAGAGTCACTGCCGAGTCAGAGCAGCTCCACACTTT
ATGGCAAAAGACGAGCGGAAAGTGCGGTGAACGGCGGGGACGGGGTCCCCAGACGCTTCA
GCGTCTCCAAGGCAACGCGGGAATCAGGGAGACGTGGATTTACTAGAGGACACTAATTAC
AGTGTGGTTGGTGTGGATCTTTGGGTGGCGGCGGTGGTCTGAGCCCCCCCTGCACCCGCC
TCAGTTCCCGGTGTAGAGGTCCACGGTGCTGGAGCTCAGGCCCCGGCTGCCGCTGAAGCT
GTGCCGCCTCGGCTCTGGAAGGAGTCATCAACTGCTTTTGGCAGACGCGTGGTCGAC
>CL5935Contig1
TTATTTAAAACAATGAAAGAAATGACCCAAAACATAGAAAAAGGTAACAGATTTATAAAT
GCCTAAAAGAGGCTGTTTTTTAAAAAACAATGCATTGTAGTGTGGATTAACTTTTATGAT
GAAATGAATAAAAACTCAACGATATGTTTAATGTAAAAAACAAAAAAAACAAATGTCACA
GCTCAGATTTGAGTTAACACGTTTGATTTTACACACGTTTGATCTATTTATAAAAAATTA
TATTTGTATTTTATGTGTATGACCATTTGAATCAGTATGTTTATGTTATGTTAAATTATA
ATCAAAACCTAAAATTAACACATGTAGGAAAATCTCAATGTTCCTTTCAGAGTAAAACTG
CTCCAGTGTGGACAAAGTTTTGTCAAATTTAGGAAACAGGTTTAAGGTGACACTGACTTT
TGATTGGACTCTAATGATACAAATTGTTTTTTTTTTTCTTTTTAGCTCCAAACAGAAACA
CTCTTTTGTATTTTTTAACATAAAGCGCAGTGCGAGCCTCGAGAAGCCTTTCTGTGTAAA
CGCAGCCTTTTCTTTTCCCTGCCGGCGCCTCGCCAAAGCCCTCTTCATCCAGAAACGCAC
ACGGCGCTCCGTGTCCACGCGCTCACACAAGGTCATATGTTTTAATGACATCACATTTGT
TCATGAAATACATTCTGTGCAAAATTTCAACACCAGTGGTTTAATGCGAAATAAAAAAAA
ATGAAGCCTTTAGGAAGAAAAATGACTGATGATTAAAACAGTATTTAAAA
>CL5936Contig1
TATGGCCGGGGACCGGAAGCGACGTCGAACTTGTTTGTGTTGTTTTTGGTGTTTTCGGCT
TCTTGTCAAAAAGTCAGGATGTGGAGGTGCGTTTTTCTGACGGCGCTGTTCGCCGTTGGG
TTCGGTTTTATGACGGGGGGGTTGATGGACATTGACAGCCATGACGCAGGTGTCCTGGAC
GCCCTGAATTACGCCGTTCGGAAGCACAACAACCGATCCAACGACATGTACGTCAGCCAA



GTGACCGAGGTGATCGGGGCTCAGGCGCAGGTGGTTGCAGGTGTCAAATACATCATCACA
GTGAAAATGGCCAGAACCTCATGCAGAAAAGGCAGCGACAATGAAGTGTGTAGTGCTCAC
ACAGACCCACAACTGGCCCAGCCCTACCAGTGCACCTTTACTGTGTGGAGTCGTACGTGG
CTCAATGACACCAGAGTGTTGAAGGAGAAATGTGGATGAAGGAACAGCTCAGGAATTCAT
CCAGATCAACATTGTTTGCTCTGATTGTTATTTATCTGAACTTTCTTTATAATAATTGAA
AACTGTAAACATCCATATATACTCGATTTTGATTTCACTTATTTCGTTTTTTATTTGTTA
AAACTTGTAGGTCATGGATTAATTACCCTTTCAGTTTTAGCTCTAATAAATGAACAAGCT
GCTAACTTTTTGTCTGTTAAAACCTGAACAAATTGATCATTAAAGCTGCCTTTCATAAAA
AAAAAAAAAAAAAAAAAAAAAAAAACCAT
>CL5937Contig1
CTTTCATTTTGGCATCTATCCACTTCATACTTGTAGCAGACCAGATGACAATATCATAAT
CCTCGTAGGCAGATGTTAGAAGCTCGTGCAGATACGGTCTCATCAGCTCCTGGCCCGTTT
CTGCACAGGATTTGTGATCAAACAGTGTGTAGTCCACATCCAGCACCAACAGCCTCTTTC
CTTTTCTGGGAGGGCTCAGCTCTTCCACTTTATAGTCTTTTACTCTACGAGCAATTTTAG
CCAAATTCTCCTCTCTGTTCTCCACTTCAATAAATTCCTCCTCAATATCAAAATCATTTA
CCACGTCGTCGTTCTCTGGGGGAGGAGCTAAAACCTCCTCCAGGCTCTCCTCTCTGGTTC
CCATCATCATGATTTTGGTGTTGGGCTTCAGTTTCAGAGAACCCAGCTTCATCTCATCCT
CTGCAGGTTTACCTTTGACTTTGAGTCCCAGCAGCTTTTGTCTCTCTGGCAGCACCCCGG
TCAGCGTCTTAATGGACTGTTTCAGGTCCATGACAGTGTCCTCCTCAGACAGAGAACTGA
TGGAATACTCCTGTCCTCCCCACTTGATGATCACCGATATCGACATGCCTCAGTGCAGAC
TCTGCATTTACATCCAGCTGATGTTGGGTGTGCAAACCTTTGTGCACACCTTTATTCCAA
GCAACAGCAAAACCAACATGCACCTGATAGGAAAGCTAACATAAAAAAGTGGAGACACAC
TGACAACTGTAAAATGACAAAGTAAGGGAAGAAATGAATGAAGACAACAGTTCAGCTTTA
CTCATCCACGGGCGCACACCGTGTTTTCTTAGGCGAAT
>CL5938Contig1
GTGTATGCATATATGATTGTTTTCACCACCTGATGAGATTTGGTCCAATCCCAACACACT
CCCAGCAGATGTGCAGCACCATGTTTATGCACATCTTTCTTAGTGTAAATACAGTTTAAA
ATATATATATAAATATTACTATATATTTCCAATACTCTTATTTTTTATTAACATAATGAT
TTTTTTGTGTTTTGTACAAGGATGCCATGGTTTCACCCTTTTTCTAATATAATTTTTAGG
GGTGGTTGTTACACGAGGGTATTCTGAAGTTGCTGTGGTTGATATGGCCAGTATTTTTTG
TCCGTATTGCAGCTGTGACTCTCCAAAATGAATCATATTATCATTAATAATGTATAATGG
ATTTTATATATATGTATACATATTTTTTCCAACTTTAACAAACCTGAAATTACGGCATAG
CATTTCATGCAGGACCAATTTTTGAAAGTGTGGCGCTGTTTGTATGCCCGTGAGTGCAGG
CTTCCAGAGAACTGGTGGTATCTTCCCTGATGGTCTCTACTGTAAATACTGCAGGTAATA
CGAGCTGTAATATGCTTCAGTTAATACCGCCATCTGTGTGACCTTCATAGGACTAAACTT
CCACTGTAAATGTTTTGAGGGGAGTAAACGTTTGCTGCCGTGTGACTTCAGATGAAGAGT
TGCAGCGCACGTATGTCATTGTAAAAAGGATTACATTCAATAAAATACTGATGATCAAGC
ANAANAAAAA
>CL5939Contig1
CAGTTTACAACATTTGTTTCTTTTTTTTTTAGCACAAGAAAAATTTGCAGCCTGNTTTCA
GTAATTTTTTAAGCTATCTTCACACCGAAGGGGATTCACACGTCGAAGGCGTCCAGTTTT
GTGCTGACACGATCTGAGGTTCGGCAGCGGCGCCTCGGGCGGNGCATCCAGACTTCAAAT
GTCTAAACGTTGGCGTTGAATTCGTTAACCACCCAGGGACTTGCCTCAGGCCTGTGATGA
CGTGATCTGAGGGCTGTGTCCAAAACCGAAATGGANAATCTGATAGTTTTCCGTCTGAGC
TGNGTCTTTATTTGTTCCCACACAATAATAAGTTCCTCTAATTTTATTTTCATTTTTCCC
CCTCGGACGACAAGTCATTCAGACGAAGCTCCTGCGGTGGACGGCCGAGCTCGCCGTATC
AAGTGAGGTTGAGTGATGTCATGAGACGTGATTACCGATGCTTTTGTGGAGCTTTTCCAT
GTAAATTTTGACGTCAACCGNGTCTTCTGTGCATTGGAAAANAAATGTCAATGCTTCCCA
GTAGCCGTCGGGCTAAAGAATTTGGACAGTAGCTCCTCCCCCATACGTGGCGGAGGCGTC
AAATTTATCAACACAATTCTGGACGGGCATCC
>CL5940Contig1
ACTGGAGCTGTCCTCCCTAAACTCACTCGACTGAGCGCCCTCAGCGATTGGCAGGCCGCC
GGACTCTTCTCTGTTTTCCCCTACATGAAACTAAACTGTGTGACCTTGNTTTCTCTGTCC
TGTAACTGCATCTCTGCAGCCTCTCTTGCCCTTGTGCTGGGGTGTTTGACCTTTCTGCAG
GTGTTCTGACCTCAAGCCTCATCTGACGTTTGCTTTCTCACACCATCATCACAAACTCAG
ACTGACCTATTTACCACATAACAAAGAATATTTGTGAAAACTTTGAGGGAAGCGTCTTTT
AAGCAGATTATTTTCTGGCTGATAAGTGTGAGAAGCGATCACAGCTGGCAGTAAAATAAT
CTTTTTTTGATGACAGCAGTTAAGCTAATGAAAGTCATTCTGTGTGTTATTCAGTGATCA
AACAGAAATCCCAGGAGAAGCCTTTTAGCGTCTGATGTGTGAAAAGTTGTTTGTTTTGCA
TCAGAGCAGCAGATTAAGGTTTTGCCCCAAACTGGGCCGGTAAGTCTTCTGAAGCTAAAG
ATCCAAAGGTGATCATCCAAAGAACTTTTTTTTTTTTTTNACCCC
>CL5941Contig1
GAGGGTGGTGTTTAAAAGGTAGGGGTAGAAGGGGCCCGGGTCTTCACGGGTCAGCTGTAA
TTCACCACAGGGCTTAGAAACTAGAATCTTAACCAACTTCTAGAACGGCAGGGCTCCACT



TAACGTCTTAAATATCACAAAAAGTACAGTTCAAAGGCAGGTATGTTGGCATGATAAACA
TTATTCGGCTTAATGATGCCCTCTGGAGTGTGGTTTGCTGTGTAAACACTTGTGCCTGTG
CTCAGGTTTGAAGGGACGCGGACACCAGAGACATCTACATCCCTGGAAGCAAGGCGCAGT
AAAAACATTGTGGGTTGGGAGCTGCTAATGCCACAATTATCCCGCAGTTTTGGAATCTCT
TACGGCTTTAGCAATCATTTACTTCCATTTGCACCTTTTGAACAAAATAAGTGCAGCTCC
CGTCGAGCGCTTGTGTGCGTGATCTGGAAACAACTGGCTGCAACCAGAGCTCCCGTCACT
GGGAAGAGGCCAGAAAAAATAACACCTTTAACTGAAAGATCCTGTGGAAGTAGAAGAAGT
TTTAAATTTATTTTTGTACTCAGAAGTGCTCTGCCTTAGGAAAATCAAAATAGTAAGATG
CCTGAAAGACAGTTCAAGGGCTAAGAAGAGATTGCTTTTCGTGTGAGCGTCTGTTTAAGC
GTGTCTCAGCTTGGATCAGTCAAAGAAAGACAGGCTATTGTAATGTGGATGCCTTCTATT
TTTAGGGTGAGCATCTTATTTTGGCTTACTGCTGTCTTATTTTGGCCTGCTGAATGTAAA
GTCTATGCATAATCAATGCATGCACATACCAACGAGTGCAGCCCTAATTTTAAACAGAAG
CCACTGTTGGTTGCATTAAAGTTTTACGTTTTTCTTGTTCGACGAAATATTTATATTTTT
TTCCATTTTTAACTGCAGATTTATTCATGTAGGAGTTCTTTGCTGAGTGAGGTCAAAAGT
GTATGGACTCCAAAAAGAGGGGCGGAGAGCAGGAACGGCGGATGAAAGTGGAAAAGTTTG
GGTCATGGGTCTNGTAGTCGCATAACAGAGACGGGTTGAGTTAAAGGAAATGGTTTGCAG
ACTCTCAATACTTGCAAAAGAGAAACATCTTAGAACTGAGCATTTATGGTTGTTTTAGAT
GGAAATTATTTTGACAAATAAAAGTATAGTGAAGCGGAATCTACTGTAAAGCCTAGCTAT
GTTGTTCTCACTGCAGATTTGGGATATGTTACAAATTTTCCTTAAATCTTCAGCTATTTT
CCTGTGAAAATGTAATTTCTTATTTATCTCTCTACTAAACTCTCCAT
>CL5942Contig1
TGGTTGATCTNNCTGGCATGAGCGTGGCACTGATGTCAACAGCTATGACCGCAGCACTCT
GGTCGAGACTGCAGAAATCAACCGCAGCCTACTCGCCCTCAAGGAGTGCATTCGCTCGCT
GGGAATGAACAGTGATCACATTCCTTTCAGAATGAGCACTTTAACCAAAGTGCTGAGGGA
TTCCTTCATTGGGGAGAAGTCCAGAACCTGCATGATTGCCATGGTGTCTCCAGGGATGGC
TTCCTGTGATTACACCATGAATACACTACGTTATGCTGACAGAGTGAAGGAGCTGAAAGG
CAGTTCCAAAAGTAATGATGCACCCAAGACACACGAGTCTTTAAACAGTTCCTCTGAGGA
GGAACTTCCTTTAGACACCAATGTATATAATGCCATATCCAAAGTGACAGAACTGGAGGA
GAAAGTCTATGCTGAGCTCAAGAGGGGAAATGATTTCATCAAAGAAATGGATCAAACCTC
ATACAACATTGAGTTGGGACTTCCAGACTTGTTGGATCATTCTCAAAAGTTAATGGAGAC
CATTCTGGCTGTTCAGTCTGCCGTGGACCAGGAGCGGATGGCGAGACGGAACCACTGAAA
CTAAGCTAGAAATAAAAACGATTTTATTAAATTTGTATCATATTAATTACTTTTGAATAA
AATGCAAGTAATTTAGGAACATTTTGTTGATTTCTGTGTTTTTTTCTATATGCAAAAACT
CATACATATCCGTTTCTTTTTTCTGGCCCTGCATTGAATTTATCCATCTACACTACTTGT
AACATTAACTTCCTTGGCAAAATATACAGGGCTGTTTGTGGTTTTTCCATTTGTTGATTA
AATTTGCATTGTTGTTCTGCATGTGTTTATAGTTTAATAAAACC
>CL5943Contig1
GTCAGCGCGGTCCATGGCGATCTGCTGCCGGACCCGCTCTCTGGCGGCTTTCTCCTCCGC
CTTCTCCCTGTTCCTCTCCTCCAGGAGTCGCTTGGTCTTCTCTTCCTCCTGCTTCTTCTT
TAAGTCCTGCATGTTTTTCCCCATTTTTCTGCGCTCCACCTCCTTCCTGACCTCCGTCTC
CTCTTCTCCTCTTTTCTTCTGCTCCCGTCTCTCCTCCAGTTTCCTTGTTAATCGTTCCAC
CTTGTCCTCCAGGTTCTCCTCCACCTCCGGACCTGCAGCAGCAGCTTGCTGGGACGGGTC
GTCCTCTGAGCTGGAGGCTCTGCAGGCCTCGTCTGTCCGTTCTGCCGCTGCAGACCCAGA
AGGAGGTTCTGAGTCTGACCTGGGTCCGGGTGCAGCGGTGCTGGGCAAACTCTCCTCCGC
CGGACCGTCCTGGACCTTCTGAGAGTGCATCTGACTGACGTTGAGGATTCTCTTCAGCAG
CTCCTGGGGGGTCACGCCCCCCGCGATGACCTCCAGAGGAACGCCGCTGTTCCCGATGAA
GAAGCTGGAGGGGATGCAGACCACCGGATAGATCTGGGAGAACTGCACACACGTCTCACT
GCTGGCGGGAACCTTGATGGCCACGCAGCAGCTGCTCGCCGCCGCCGACACCTGCTCATC
CTCCCAGCTGGACATCAGCTGTGCAGACTGCTCATCGTCTCCGGAAACCACGACCACGAA
GACGAGGCCGCGGCTCTTGGCGGAGCCGATGGCCTCAGGGATCGAGCCTTCGAACCACAG
CATCTCCTACTTTCTGTGTTCCCGTCCGGACCTGCCGAGCTACGTCACCTACACGTCTAC
TTCCGCTACGTCAGCACCAGTAGG
>CL5944Contig1
TATGGCCGGGGACTGTTTTTGAACTATTAAGGTGACAGCAAGGTTCATAGAGGTGGCATG
GGACTGCTCTCTGGATGGTTGCTGTTGTCTCTGTTAGGTGTTGGAGGACCTCACGTAAAT
GCATACTATACTGGAACTGAAAAGTATAGAGGGGAAGACGGGCAGCTGACTCCCTATGAC
CCAGAGGAATATGGATATCCTGTTGAACAAACCTTCCCAAGAGGGGGTCCAACTGGTCCC
AAGAAACCAATTCTATCGCCAGTGAAGCGTGACTATGCTTCAGGAGGAACAATGGGTCCT
CTTAAACCAATCCCAATGCTAGTAGAAACTAGCTACCCAATGAGGGAGCCTCTGGGTTCC
ACAAAACCAGTATCTTGGCCTGTGGTGCCCAGTTACCCACAATGGGAACCAATGGATCAA
ATGAAACCATCTCCTTTACCTGTGAAGCTCAAATATCCAACTCTGGAGTCAGTGGGTCTA
TCAAATCCACAGACTGAACATGCAGGACCCAGATATCCACTTCCTGGTTATGTTGACTCT
CACAGGGGGCCAAAAATGACCCCAGACCGCTTTTTCACATCAGTGGCTCCAAGAAAGCCG
GTTTACAAAGCCAAGCGACCAGGTGACTTGCTGAAATATCCTCGCAAACCACATTACCTC



ACAATCCG
>CL5945Contig1
GGTCTTCGAGCGGCTGTTGTTTGCGTAACCTTACTGGATCGACTGAAGGGGGACCAGCTG
ATGAGCTCTCATGAAGTTCTCAACAGTTTTCAAAAACGCCCTCAAATACTGGTGGGATGC
TTCATAAAGAAACAGCTAATGGCCAAAGCGGTAACAAGCTGAGTCCAATAGGACAGTAGT
ACGGTCTTAACCTCTAAACAGTTGAACATGAACGACGTGGTAGCTGCAAGTTGCTTTTAG
TATATTTCGTTATGGAGATTTGTCCAATTTTAAAACTGAGTGTTGAATTTTTGTACCAAT
GCTTATTTGCTGATTTTTGTACCATCACTGTTGGAGAACAAGTACGCACTTTGTTCAATG
TTTTCTTTCATATAGATATATATATATATGCAGAGGAGATGTGTATTGAATATGTCTGAA
GTAAGGCCTTCTTTTGTATTTCGAAGGACTTCATTACCNTGATGCTTAAACTTGAACTTG
TCATTCGCTTTAACAAAACCTTTACTTGCGCTGGTGAAATACTATGGTTCAGCTCTGCTG
GATGTATGTCTGTTGATGAATCATTTTTGTTGTCATTGAGGTTGGTTAATGTCAAAACCA
AGACCGTGGAGAAATATTTCATTCAAAGTCTAGTTTTACTAAGATAATGTTGTTGTTTTT
ACCATTTCTTTGTTAATTATATTTTGAAAAATAAAATAATGTTAAGTGGTGTTAAAAAAA
AACTATTTATAACATCCAAGGCATTTGACATTGCTGTAATCTGTTAAAATGATCTTAAAC
TGTAGTGTCCAAGCCCTTATTTTTTAAAACCACTGTCATCACTTGTCTTCTGTCCGGTCC
TTGTATCTCATTATCTTATTTATAATGTATTTTTTGTGCATATGTTCTTTAAGAGGACAC
AAACATCCAGAAGTTAGTTCCTTTTTTGCTTGATTTGTTGTCAGTGGTAAATTCCTGAAT
GAGCAAACAACAAAACTCTCTCTTAGAATTGTGTGGTAAAGAAAAATCAGGTGGAAGGAA
AAATGTAAAAGACAACAACCTGTATGGATGTTTGAATATTGCAAATTACAATAAAGTTTA
CCACATTGAAGATACATACAACTATTTTCTGTCTTTGTTTTGTGATTTTCTTTCTCCATA
GATAATTTCTAAACACGCATTTTTTTTGTCATCTGTGCATGTAATAGTTTGTTTCTATTT
GAGCTGTTTGCTTTTACAGGAATCTCAATGTTTTTAAATGTGTGTTAAAATTTACTTTTT
TCTCAGTCATAATGAAAAAAATGTCCTTTTTACACCAAAAATTGTTTACCTTTTTTGTAA
AGAT
>CL5946Contig1
TTTTGGAGGAANANACTGATGCTCCTTAGAAACAAATAAAAACTTCAGGNAAAGTTTTAG
CTATGCATATTATAAACTATTAATTGTTCATTAAATAAGAGGCCCTTTCCCTGTTTTTAT
TTTTTGTATGGTACTTGTCTTGAGTAAGTGATAAAATAATTGGTACCAGGAACTTTTTAG
TTTGTTGTCATTATTTAACCCTTTTAAGACAATTTTCTTGTTTTTTTTAACCTTGTATAG
GTTAAAAAATACGAAAATAGGAATAACACTATAGTGTATTTAGTCGAATTTAGAGAATTT
TACCTTTTTTTCAGGTNTTTTGTCCATTTTTGCAGTCAATATTTAATAATTTACTACAGT
TTTCTTCCACTTTTTTTGTGTTCTATGTCATTTCAAAGTTATTTTTAAAAATGTATTATA
TAAAGTATTTTAGTCTTTTCATTTCCTTTAGTGTTTCAGCATACTTCAACTTTTAGTACT
CACTCAAGAATTTCTTTTATATATTTGATAATGATGTTGTAACATGACATATAAAACAAA
ATAATGACAGCAAATCAAGACAGTTCTTTGTTTTGGTTTTATTGTAAGTTTCATTTTTAC
TTTTCTTCAAGATGCATATTTACAATATTGACAATTGTTTTCCTTGTTTAACTAGACAGA
CACATCCATCAGAGAGCAGGTAGAGCCAAACATCAGACCTCGGACATCAGCTTTGACTAA
CGTTCAACCCTTCAAGAACAGGTCCAGACTTTATGTTTCAGATGAACTAAGACCAGGTTT
CAACCCAGTGAAGCACAGATGGAACAATAACAAGCTTTCTTTTTAAGCTTTGTTTGTTTC
TTCTCCATTTATGTGGTCTCTCATAACCGCAGAGGCTGACGAAAATATTTTATTAGAAGA
AACCAATTGTTTAACTGTTGGGTCTCACTTCCTATTACTGTCACTACCCCTAATGTCCTG
CTGGTTTTAAACATAGAGGTTCACCAAGATTTTCTTCCAGAAAGCAAAAATTCTTAGGTT
TTACTGGTAGGTTTGAAGATCAAGCTATTTTGTGTCACCCACATTGACTGTATGAAAACT
GGACTGAGTGACGAATGTCGCATTCAAACAGGAAGTATCCGTCACTTCCAAGACGCTAAA
ATCCCATCGACTTTTATAGAGAAATAGACAACTATTCTTCAGTCATCATACTTGAAGAAT
AACCATTCTTGCTCTGATTCCTTTATTAACATCTTCTTTCTTCTTTCTAATCCTATTTTC
ATTATATTTTTCTGTAGAAAAGGTTATTCAATTTATAAACTTACCAATCAGATGCTTCAA
TAAAAGTATGTCGTCACACGTTTAATGTTTGAAGCGTTTGACAGATTCTCCTGAGTCTGC
TTTCAAGTGGCAGGGGTGTAGTCTTCTAACAAGCTCACTTCTGATTGGTAAGCGTGGTTC
AGTAGATAAAATCCTCGTGCCGAA
>CL5947Contig1
TTTTTTTTTTGAGAATCCAATACCATCATTTATTTAGTAAACACACAGAAAAAGAAAAGC
CGACATTTAGCAATGTATGTGCAAAATACGAATTCAAAACAATAAAAACCTCAAGCATAC
CAAAAAAAAACATGAATTAACATCCATTTATTTACTTACTTACTCAATTAAGTACACTTA
AGACAAAAATAAATAAAGAAAATACTTAACAGTGATTAGCACATACTTTTATTTTGAAAA
ACAGAATCTGCTTCTGCCCAAAATCGTACCGTCCTGTCAGAAAAATGAAGGCAAATCCAA
AATTAAACACAAGCAATACAACTCATAAGCTCAAAAAGGTCAAGTCGTTTTAGTTTGAGA
TGTCAAAAACATGCTTGAACGGAGAAAGATGTGGACGCCGCATAAGACGCCTTTAAAGTG
CAGATGAGAAGACGAGCTCGGGTTTGCAGTGATCTCAGATTGTAATGGTGGGAGAAAGAG
ACTTTCAGAAAGTCCCATTCAGAAGCAGTACAGCTTTTTCCTCTTTAATACAGCGATTAA
AACCCCAGACAGGTTAATGAGAGCTCATTTCTTTCAATGTCGAGTTCCAAAAAGAAGAAA
AAAAGCAAAAATCTGGACCTTCTCATCTCCAACAACTGAAAAACACTGGACTGCAGCTGC
AACCACAGCAGAGGAGAGGAGAGCAGCGTGCCCGGGAAGGACGGCTTTGAAACTCCCCAG



ATGTCGTGTC
>CL5948Contig1
CTTTATTGGCTCCGCTGTGGCGATCTGGGTGGTGTAACAGCGCCCGTTTGCGGTAGGCTT
TTTTGATCTCATCCTCTGTGGCGTTCTTTTCCACGCCGAGTATTTTGTAGTAATCTTTCC
GCTTGCTCTTCTTCAACTCCAGCTGAGCAGTTTTCAAAAGATGCTTGTGTTCTTTTGTCT
TTTCTGTCTGGTAAACCTTCTCGTAGTCTCTCACTGCCTCTTCATACAGCTCTGTGTCCA
TGTAGCACTGTGCTCTCCTTAAATAGGCCTTGATGTANGTCTCATCCAGTTTGATGGCCT
TTGTGCAGTCTTCAATGGCCTGATCTAGTTTCTTCAGCTTAGATCCCACAGTGGCTCTGT
TACAGTACAGCTTTGCGTTAGTCTTGATGTTGTTGGGGTCTATTGTTAATGCCTCAGAGT
AAAGCTCATAGGCTGCTTCAAAGTTTCCATCTTTAAACGCCTTGTTCCCTTCCTCCTTCT
TGGCTTTTAGTGCTTTGGCATCTCTGCATGCTAGGCGAGCTTTATCGTGATCGGGAACCA
TGCGCAGGGCCTGGACGAAGAACTGGACGGCTTTATCGATGCAGTCCTCATAGTACAGGC
AAAGGCCACGCACATACAGAGCGTCTGCATTCGTGGAGTCCATTCGCAGAATGTCACTGG
CCACTGACTGGGCCTCTGGGTATCGTCCCAGCAGGGCTAAACACTCGGCTTTCAGTATCT
TGAACTTGTGACAAGCTGGGGCTGACTCTAAGGCACGATCCATGCAAAAGACAACCATTC
TGAAGTCTCTTTTCTCAAAACCAATTTCTGCCATTCTCTCATACTCCAGAATGGATTCAG
CATTCTTCACCTCCTGCTGGGCCTGACCGTTTTCCAGCTCCAGCTCTAAAACCTTCTGGA
AACAACGTCGGGCAGCCATCGCATTGCCCAGGGACAGGTGGCATTTGCCCTCCCGCAGAT
GCCCCTTGACAAAGTTGCCGTCTAGCCGCACCGCTTGCTGAGCGTCCTCTAAAGCCTCTC
TGTACCGACACAGCATCATTAGTGTTGCCGCCCGGTTTCCATAGTAACTTGGATTTCTTG
GACACATATCAATAGCCTTGGTGTAATAGTTGAAAGCCTCAGCATAATCCTTTTTCACAT
AAAAAGCATTGCCTTGCTCTTTGAAGCCCTCCGCTTCTCTTTCCAGTTCCTCGTCGCTAA
GCAGTTCCATGTCAGGCTCCGTGTTCACAGCATCACAGTTTTCCGTCGCCATTTTGCCGT
GACTGAGGGTCCCCGGCCATAATGNCCGGG
>CL5949Contig1
GGGTTTTCTTTTAATAACAAAATTTTACTNTAAAAAAAAAAGGACAACACAAACATCTGC
CATGGCAACATGCCATTCAACATAAACATCCTCAGCTTTTCTGAAGCTTAAATATTCTGC
CTCGAACAGTAGAAATGAAATCTGAAAGACAAACACCTACGAGAAAGCAGGAACACTGTA
GTGGGAGGGGCTCCGTAAAGTTTGCTTTTTTTTTTAGTTNGGGGGGGTTTAGGGGACGGG
TTTTCANCCATTATNCCAAGCANGTNCAAAAGTTCANAAATANAAAAATTCCNCATTTGA
CTTTAACNAAAANAATTTCANGAANGNGATGAANCGANAANCAAANCTAANAANGCGGTT
ANAANGTTNGGGTTTTTAAANGACTTTTCNGAAACTAAAAGGTTGTTGNCCTTTCAAAAA
NCCNCGTTTTTTTCCGGGCCTTCGNAGNCCCTCAAACCCTGGCAGCGGGCTGCCCCNGCT
GGGGGTTACTGGNGGCGGTGGNCGTGGCTTGNCTGGGNAGNGNGTACNTTGCNCCAAGNA
ACNGATCTGCNATGCGNCCGGNTTCCCTGAGGCCNCTNANCAAGGCCCCGGGNACTGTAC
CGGGGNAATTTCTGANGGNGNGTNCCCCGGCNAAAAACAAACNAGGGACGGGCTG
>CL5950Contig1
GGCGCCGTGTACAGTACAGAGGAAGATGGTGAAGGCCGGCAGCAGCCTGCAGACAACAGG
GCGCGCGCTGCTCACGGCAGCCGCCAGGAGGTTTTCAGAGAGCAGCGACAAAGGCTGGCT
CCGCTCCTTATTTGTGCAAAAAGTGGACGCCAGGAAAGATGCTCACTCCAACCTGCTTTC
AAAGAAAGAGACCAGCAGCCTCTATAAGATTCAGTTTCATGACGTCAAACCGGAGTGCCT
GGATGCGTACAACAGCCTGGAGGCTGAAGTGCAGAAGAAGCTCCATCAGGACCAGGACTT
CCCATGCGAGGTGGTTGGAAGCTGGAACACCTGGTACGGGGAGCAGGATCAAGCTGTGCA
CCTGTGGAGATACCGAGGAGGATACCCGGCTTTGACTGAATGTCTGCAGAAACTGAGAGC
CAACAAGGAGTATTTGGAGTTCCGGAGAGAGCGGTCAAAAATGCTGATTTCAAGGCGAAA
CCAGCTTCTTCTAGAGTTCAGTTTCTGGAATGAACCTTTGCCAAGACGAGGCCCAAACAT
CTATGAGTTGCGCACTTATAAGCTTAAGCCTGGAACCATGATTGAATGGGGAAACCGCTG
GGCGAGGGCAATAAAATACAGACAGAGCAACAACGAGGCGGTGGGGGGCTTTTTCTCTCA
GATCGGTGACCTGTATGTTGTTCATCACCTGTGGGCGTATGAAAGTCTTCAGTCCCGAGA
GGAGACTAGAAACTCCGCCTGGAGGAAAGAAGGATGGGATGTAAATGTTTATTATACAGT
GCCTTTGATCAGAAGCATGGAGTCCAGAATAATGATTCCCACTGAGAGTTCACCTCTGCA
ATAAGAGAAGGACTGAAACTGCAATCAACTCGGTTCCTGAAACTCTGACATATCTACTCT
CACCGACTACAGTTTTTATCTGCTGGCTGATCTGTGTTACATCAATGTTTTATTCTACAT
TTCACTCCTGCCATCTAAGAAATACAATATTTATAGTCGCCTACATTTGGGATTCTTCAG
TGTCTTTACCTGTTTTGGTCAATTTTGTTGGACAACAAAATGATATTCAGGGAATTTCAC
AGACTGAGGTTGTATTGTATAAGTCACTCTGCATACTCCAGTGTTGAACCATCAATCCAA
GTGGTTTTGTAGATTTCACTGTAAGATGTGGGCAAAAGCCTACAAAAATAAAAATCTTTA
ACTACTGGTAAGAAGGGGTGGGGAAATAAAGCACATGTTGCTGAGCTTGAAATTGGACAG
AAAGGAACTTTGTAATTTTCAAAAAGTTTACCACCACTGNAATAAACACAA
>CL5951Contig1
CGTGACGTCAGAATTCCGCCCCATTTGGGTCCACCAGCTTCAGCACCGCTCGAAAACTTT
GAAAAGGTCCGGCAGGTTGGCGATCTGCAGCACGGCGCCGTCCTCGCTGAACCTCTTTGG
AGGACTGAAGAGCGTCCGCAGGGCTTTGAAGATGACGTGCTCAACCTTCCAACGCCAGGA
ACTCCCCTCGGCCTCCTGCTCCGCCCCCGGCTCCGCCTCCAGGACGAACTGCTTCCTGAT



GGAGTAGAACATGCTGCACTCCCTGCTGAAGTCTCGGAAGCAGTCCTTTTCGCTGTCCCA
GTTCACCTCCGTGGCGAGCCGCAGGATGAAGATGGGGAGGCCCTCCAGAATGGGGGTGTA
TTTGTCGAGGAGCAGCGGCAGCCCGGTCAGGTTTCCCTCCTGGTCTATCTCCATGGAGAA
GTAGTCCTCCAGCATCTCGGCTTTCTTCTTCAGGAAGTCCACAATGTACTGAGCCAGGCC
TTCCTTTGGACCATCGTCTTCAGTCCAGCCGCTCTCCTCGGAGTCCAGGGCCAGCATGGC
CAGGTCGTACAGAGGAGCCGGCGTAAACAGTCTGAGGACGCCCAGGTTCCCAAAGTCATA
GATGAGGATCTGGTA
>CL5952Contig1
AGGGATTTTTATGTTTGTTNAAAAAAACCCTATTACATGTTAATGTTTTTGTTTTTTTTA
CNTTAGTGGAGTTTGATNTGTATAAAGTGNTTACTAATGTTNAATAGGAAAAAAACNGAG
TATATAACTTGTTACATTACAGGTTTCATCATAGGTTTTANAGGATTTTAAAAGGAAAAA
AAAAAACGTTTTTGCCAGGTTTTCACTCTGGTCCCAGTTGGTGTGGATTTATGTTGTTTT
CAGTTACAAAGATAAATGTATGCCATATAATTTATTTATATTAAATTTTATTTTTGTAGT
GTACATAGTAGTTGTCAAGGTATTTGACAGAAGTATATTTCTAAAGAGTTTATATGTAAT
GATATACCATAACAGAAAAAAGCCTTAAGGTGCACACTTTCATTGCTGACTGTTGTGAAA
GACAACATTGACACCTCCCCTTCAGTATTACGTTCCGATCCGAGGAGAGACGCAGCTGTT
TCTATGGGTTTGTCAGAAGCGATCCATGAAAGTAGAAAGTTGTACTAGCTCTCTAATTAT
TAATGTTCAAACACTGATAGAATTCTAACAAATAAAAATATAACTTATTTGTCTCTTTGT
TGATAACTTTTAATAAA
>CL5953Contig1
GCGGCCGCCGCTTGAAACCCTTTTTTTAATTGAATATTTGTACAAAAGGTAGAAGAAAAT
GTTGTTTTTTGAGGGGTTGACTTTGATCCAAATTAAATATGAAAAAAGAAGACACCTTTT
TATGTTTCCTGTATGGAATTACAGACACTAAAAATGTCATTACAACTGTTAATATTTTTG
TTGAGATGGAAAAAGGTTTTTTAGAAATGTTTGTCTTAGGTGTTTTTCTTTGTGCGCTTG
GAGACAAAGAAAGGATGCAGTGAATTTTTGGACTTCCTTAACCTTTTCTAGTTTTACACC
ATGTGTTAACCCCTCAAACTAAACTATTATTGAGAGTTTAGTTCACTTTGAGTGTTGTTA
GACGACTCTGTAGAATATTTTCTTATAATTGCTTATATTCTCATTGTTTTTTTGTTTTTT
TCTGAAGGACACAGAACTGTGCTTTGTCTACCTAACGACGATGCAGGGCTGCAACCCAAC
ATAACAGCAACAACTGCAGCAACAGGCGAGCCGATTGCGACTTGTGGAAGCGGGCCCTAT
TGTGAATCTCTTTGCAGCATTTGTGAGGATATTTTCTCTGGGCCAAGCGTGGAGTGCCTT
TCTGCACTCTTTCACCATTTTTGTATGCCCAAGTTTAACAATGCAATGGATTTATTAAAC
ACAACTGACTGGTGTGTTTGGGGAAACGTGAACAGTTTGTACAGCAACTTAAGCATTTGC
ACAGAAGAGATATCTGACTGCCTTCAGATCCCATGGCCCAACCCACTGGTGGAACAGATA
TTTGTGGATATTCACTCCACGTATTTCAAGGAGTGTCCCACAGAGGAGTTCAGTGACCCA
CCACCAGCAACCGTCTTTGCCCTGGTCATCACTCCCATCTGCCTGATCCCCATCATGGTC
AGCTTGGTGGTGCTCAAGACCAAAAATGGTGACGGGAGCTCCTGATTGACCAGAATGTCC
TTCCTGCTTTTCCCAGTATCTCTACCAACACATAAACTATCAGAGCAGCTTTTAATCTTT
GCACCTCACAACTCACCTGCACAAGAACCAGAGGAGAAGAAGATCATTTAGAATCTTCTT
ATAGACTCACGTGAACTACATTTCCCATACTATACTGTATCACATTTACTGTATCTAAAG
TTTTAAGATAAAGACTGTGACTAGTTTTTAACCACTCAAGTGAACTTTTGATTATTTACT
GAACCACTTTGCACTTGGTGTTCAGAAAACGGAGCTACATTTATACTGGAACGAATGTAA
TCAGGATTTTTGAAGACTAAAGCTGCGTGGCTTGCTAATGAAATAGATGGGATATCTACA
TGAAGTCTTTATGTATTCTCGNTGATCGCTCTAATTACCTTTCAGCTGACAATTGTGAAT
CCTGTTTTNA
>CL5954Contig1
TTTTTTTTTTTTTTTTTTTTCATGTCCACAGAAATGGAAGAAAAAGTTTTTTATTTGGGA
AAATTAAAATAAAAAATATTCATTGATCCATTTGTTTTTTAATCACACAAATTAACTGAC
ATGTTGCTCTATCAAATGGTGGACCAAAACATTCCCATACATCAAACTGAACCATTCAAA
AAGAGGATTACATGAAATCCTTCAAAAAACATTGAAATATTAAACAACAGAGGTTTTACA
GAGTGATATTCTCAATTGATGGTTATTTTGGTGATTTCTTCACCTTCAATTTTTTTGTTG
CATCCTGTAAATGCTTTTTGTTTTGGAACATTTTGAGCCACAATTTTCTAACGTAAAAAA
CAAAAAGAAAAACGTGATGACAAACTGCTTCAGGGGACACACTGAAGACACATTAGGGGC
AACGTTTTAGTTCACATCACTGTGTGTTCCTGCTTGTTTCTCAATCTTCTGAGGAAAAGG
AAGGTGAAGTTCCAGCGAGAGTAGAGGGAACAGGCCCCCACCCAACCCTGTGTGGCCAGA
TCTGGTTGTAGCTGTCCCGCCATCAGCTGGTGTTTGCAGACGGACAGGTGGTGATGGGGA
GGGGAAGCTCTGTGCACACTGTGCTACTTACTTGAAGCCCTGCTGGTTCCATCCCTGGCT
ATAGACACCGTAGGTGGGGACCTGCCACCCATTGGGAACATACTGGCTGATTTGGGGCCC
ATTCCCGTACCACTGGCCCCACTGTCCATAGGGCTGGGCTGCAGGGAAGCCGATCTTATT
CTGCTGAGGAATGGACATCTGCTGCATGGAGTTCATCATGTCCGGAGTCTCCTTACCCCA
GTAGCATTTTACTACATGACCGTCTATTGAAGTGCCATTCACTGACACAATGGCATGGGC
TGCTGACTCGTGGGAGTTGAACCTCACAAATGAATAACCTTTGTCTGGAAAAACTCGGAC
TTCCATGATTTGCCCGAAAGCAGAGAAGGTCTGCCCTCATCAGTTGCTCTGTGAGACCAG
AGCTGACTCCACCACAGTACACAGTACAGTTACTCGGGCTGGACTGACTCATCACTTCCT
CAAAGGACAGGTGCTTGGAATTACTTTCATAGGTGGTCTTTGGGGCAGGGGGCTTTCTTG



TGGCCCAGTTAGTTCGAATCTGTCTGCCACCTAACCACTGGCCTCCCATGTGCTGAATGG
CGTTCTCTGCATCCCATTTGTTGAAGAAAGACACAAAGCCATAGCCTTTGGATTTGCCTG
TAGCCATATCTTTAACGACACGAGCATCTGATATCCTTCCAAATGGGGCAAAGGCAGCTT
TAACATCTTCTGTGGTGATTTCTGGACTAAGGTCTCCAACGAAAACATGAAAATGATTAC
TCAGTGTCTTTTTTCTGGCTGGTTGGTGTTGTGGCCCAGTTAACTTTGACCTCCTTACCC
ATTATTTTCCTTCCATTCATGGCTGCCAGTGAAGCAGCAGCATGCCTGTGGTCATAGAAC
TCCACAAAACAGTATGGATCATTTCCTGCCGTATCAACAATCATTTTACAGCTCTTGCAG
GGTCCTATCTGTGTAAAGACCTGCAGAATGAGAGGCTCTGTGACATCCCTGGACAGATTC
CCCACGTATAAGGTTCTAGGTTGATCGTCTTCCATCGTCAAGGTGTAGTGGTCGCGTCCG
GAGAGGCTTTTAGTCCAATAACATACGAATAATTTATGTTAAACGTAAGTTAACCTAAAC
ATAAAAAATAAATATGTACAATTTAATGATTAGTCTGTGGGCGATTTTGGTTCCACACAC
ACCACAGACAGCCTCAGTCTCCC
>CL5955Contig1
AGGAATTCGGCACGAGGAGGAGGAGTAAGTACTAACACTATGAGGGAAGGAGGAGCAGAC
AGGAGCAGCTTCACCACTTTAACTATCCGTACATTTCTTTAATCTTTTAGCCAGATAAGC
TTGTTTTTGCCGGTGCGCCTCAAAGCCGGCTCCCCCTGAGGGGCTGGCGGACCCCCATAC
CTCACAGCAACCACGGTCTGCAGACATTTCTGCCACGGGGGTAGACCCCCCCCCCCCGGN
G
>CL5956Contig1
AAGAAGAATCAGTATCTGCAAACCCTCTAATCCAGGAGTTACAGTGTGGGGGTTCACCTG
TCCTCCCCTGTAGCCTCCATCAGGGTTCGACCTCTGCACCTGTCTGGACTTGTCCAGCAG
GTGAAGGGGATTCTCCAGCTTTGTGGTGTTTTCTCAGCTGACCGTAGATCCCTGCATGTT
CATTTGCCTGGATTACAGCTTTGTATTCGTCTGTCTCTTCAAACTAACTCTCCTCCCTCC
AGTCCAACCCCCCTCCAATGCTGTCTAGCCCAGTCTGAGCCTGGCTGACAGTCTGGCTGC
TGGTAGGTGCACAGCTGAAAAGTTTTCCTGCTGGAGCAGCTTCATACAAATATTCTGGAG
AAAGGGGTGAAAGGAGCATTGTCTGCAGTGAGAGTGAGACAGCAGAAGCGTCAATCTACA
ACAAGGAATTAGAAGTTCAGAGGACAGCAGGTATGAAACCCCCTGCAGTGACGGTGGGCC
TCTCCCTGCTGGCAATTTGCTGTCTGATGGTCCCCCAAAGAGGGGAGACCGCTGGGAGGC
TCATGTCTCTGCAGCAGTCTGAAGGGGAGACGCTGACGGAGGACCACAAGTCCCTGGATG
ACCCAGACAGGGTGCAGGCACTTGCAGGGGACCCACACCCACTTGAGAGCAGCATCAAAG
CCGGGACTGACTCAGAAGGAGCTGCACAGGCAGGCCTTCTGAGCAGGTTGAGGAGAGCAC
CTGATGAAAGCAAGAAGAAGAAGAAGAAGGACAAGAAGAATAAAGACCCAAGTGCCACAA
AAAAGCCTAAATCGGACAAGAAAGGGAAGAAAAAGGTCAAGCAGACCACAACTCCACCAC
CCACAACAACTCTGCCGCCCACCACAACAACAATTCCTACTGAGCCGCCCACTGACCCAG
AGGTAGAGTACTTTCCAGATGTTGATGATTATTGGAAATCAGACTATGACCTCTGGGGAG
CTGTCTCTACACCATCAGCACCCCAGGCTGAGACCCTTGCCACAATTCTTCCATATGATC
ATTGGAACCCAGAGGGGGAAGACCCAGCTCCTCCAGTGACAGACGGCTATGATGACTACT
GGAAGCCAGAAGAGAAAGACCTGCCTCCGTCTTATTCTGATGTCTATCCTGACACAAGAA
AACAAGATGGGAGAGAACCGTATCCTCCTGCCACAGATAACTATGACAGTTACTGGAGGG
AATCTGACCCCACCCCCAGCAGCCCTGATACTAAAGGCAAAACTGGAACAGATGACAGCG
ACTACTGGGATGCCACATTTGAAGTGCCAGACAATGCACCTTTTCCTGAT
>CL5957Contig1
GGGAAAGCTAAACCCTCCCAGATAGGAACATCGGGGCTGTTGGACAAGACTGTGGGTGCT
GGAAAGTCTGCAGTGCCTCCAAAAGCCAAAGATGATTTGGTTGTAGCCGAAGTTGAGATC
AACGATGTCCCGATCAACTGTCGAAACCTCCTGACACGCGGACAGACGCAGGATGAGATC
AGCAAGGTGAGCGGAGCCGCAGTTTCAACCAGAGGTCGATACATGACAGCAGAGGAAAAA
GGCAAAGCGCTTCCAGGGGACCGACCTCTGTATTTGCATGTTCAAGGACAGACAAGAGAG
CTGGTGGACAGAGCTGTTAATAAAATTAAGGAGGTCATCACAAACGGTGTGGTGAAAGCT
GCTACTGCTTCGCCGTCCTCATCTTTCTCCTCGAGTGGAGCCCCAGTCACAGTGTACCAT
CAGCAGAACCCCCCTGCACCCTCACTGCCCGTCATGACCAACCAGAAACCTCACTTTCAG
TCAGGGTCATCCTAAACCAGAAGGACTAGCAGCAGCAAAGACGTTGTGTGAAAACCTTCT
TCAGACTGTCCATGCAGAGTATTCACGTTACCTTAGTCAAATGAGCACGATAATGCCAGC
ACAGCAAGGCTTTACACAGCCCTCAGTGGTCAATGGGGTGCCTCCTCAGCCCCCGTACTA
CCCTCCAGCTGGTTACCAATCAGGCTATCCCCTGCCTGTGCCCCCACCTCAGCCCCAACC
TGTCCCTCCACCATATAACGTACCCCTTCCTATTCCTCCAGTGGCACCAGCAGGTGTGCC
AGCTCAGTACCCAGTTCGCCCTCCATGCCCGGTTCCAGCTCCTCCCCCCATTCCTGCTCA
CCCTTTGGCTCCAATGCCGACTCCCACGGTGGCTCCTGGACCAGCGCCTATTTTGCCACC
AACTCAGGCCCCAGAGATTCTGCCCCAGACTCTTCCTCCTGTCCATTTTCTTCCCTCTGC
TGCAGCACCACCCAAAGCTCCACCTCCAGCTGCTCCCACCAGCCAACCACAGAAGAGACG
TTTCACAGAGGAGGTTCCAGATGAGAGGGACAGCGGCTTGCTTGGATACCAAGTGCAGGC
TTCTCAGTGGGCAGCCCAGACTCTTCAGGACCCCCATCACAGAGTTCCTCCGGCTTGGCG
AGTGAGAGGAACAGTCGGCAGCTAATGCCTCCACCACCGACCATGGCTGTGAACGGAGTA
CGACCCAAAACAGAGGAGAAGAGGGTACCCCCAGCCCCTGTGGAGCCTGTAGTGAAACGA
CTGAGAACAGGTCTGGTGGCATACAGCGGCGACTCCTNTGATGAAGAGGAAGACCAACCC



ACCTCCAAAGCCTCAGGGCCAGGTAACCCTGGAGTAGCTCCCCCTACCTCAGCCTCTTCA
GGGTGGACACCAGGCTATCGCTGTCCTCCCCCACTGCCCCCCCCGGGCCAAGACGCAACC
ACAACAGCAGCCCATGCCTTTCTGGATGGCACCGTAACACAACAACTACAAAAAAAAGAG
ATTTGTCAGTGTCCTACAGGATGTTTGTTCATATCCAGCTCAGGCCACTGATGCCTGCTG
CTCACCATGTGAAGATTCTAAAAGCGTT
>CL5958Contig1
TTAAATCTCCCATTTTTGTATTTTCCCGTGTGTTCCCCTAAACATCCCTCTATCTCCGTC
CTTCTCTTTCACTCTGCCGGATGCAGCCTTCAATTATACATGAGGAGCAGAGACAGGGGA
GCACGAACGAGACCTCATGGAGAACAGGGGAGCAAAGCAACATGAGGAAGAGAGCATCTT
TGAAAACTACTGTCATGTTTGATGGAAGGCTGAGAAGATAAGGAAGAAATGGCTGAAAAA
AGGGGAGGAGTGGCGCTTGGGTTAGTTCTGGTTTTTCTCCTCATCCCCCCCCCTACATCC
TCCTGAAGTTCATATCCATCTGTGGCGATGGGAGGAGCTCAGTAGAAGAAGTACAAGAAT
ATTATTCCAACCACAATGACTCCAATGATTCCCATCATGATCATCATCTTGCAGTTCTTC
CACCAGTATTTATTTTTTAGCTTGGCTGCGCAGCTTTCAAACTGAGAGGCTCCGGCCTGC
AGAGCGTCTGCTCTGTCATCCAGCTCTGAAAGCTTCTGGTCTCTTTCCAGAACCTTGTCC
ACGTTCACGCGCATGATATCCACTACCTCCTCAACTTGGGCCTGTGTCTGTTGTAGCCTG
CGGTTGCTGGACGTGTTGGGTGGGCCGGCTGGAGCTCCATCTGGGCCCGGTGCTCCTGGA
GCACCTGGAGCTGCAGCTGGCGGGGCAGCATNTGGAGCAGACATTTTNTATGCAGCTGTT
AGAACGGACTCACAGCGGCGGAGGAGGGGCGGCTGGAGAGGGGAGGGTTTGAAGTGGATG
GAGGGGTAAAAAAAAAAGAAAAGACCCCAAAGATTTTTTTAAAAGATGCAAATTTGCAGG
CAATTGCAGTCCAAACAAAAGGCAGA
>CL5959Contig1
GTTAAGCCTTAAGAACTGATACTGAAGTCTTCATCATGTCAGCAGTCAAATCCCGTGTGT
CTCTCCGGACTCTGGTTCTGACCCCGGAGCAGTATTCCGAGCTTCATCAACCCTTTACGC
AGTCCGCTCCTGGTATCCCCGCGCCTCCTCCTGAACTCCCCAGACCGGACCAGGTTACTG
TCGGACTGTGATGACGGCGGATCTCCGGCAGCAAGCCACCCCAACACCCCGACGAACCCC
AGGGGGTCTAAGAGGTTCACGCTGCGCTTGCCTTCGCCTGCGTTCGGACGCGCCCGGAGC
GCCACCGCTGCTCCAGCAGAGTGCGCAGACGTGGATGCCAGAACCTGCGCAGCCATGTCG
CTAACGCACATCCCTAAGGTGACCACACCTTATGGGTTCCGCGAGGTGCTGGCCACGAGT
CCGTGCACCAACCGGCGGGAGTCCCTGTTCCATCGCCACAAACCGGTGAAAGTTACGGTC
ACGGAGGATGACGCGCAGACTCCAGCGACGCCG
>CL5960Contig1
TATATTTTGAAANGNGTATGTAACAAGTTTGCTTTTCCCTTNTGTTTGTACCAGNGGCAA
AGTAACNCAGCTTGGTGCGGGACTGGAAGTACTTGTGTTGGCAGATTTTTTTAATTTTAT
TTTTGAATTAGCATGTTTTTGTTAAAGTAATTGTATCTTTTCTCTATCTTTTGTTCTATC
ATACTCCTGCTGCTTAATTGTACCTCAGGATAATCAAATTGGATTGAGTGAGTGCCCATC
TCACCTTTACCTCAACACACTTGGCATCACACACACGTCATTTTCACTCCAGATTTGTTG
GACGGGTTTCTTTTTTTCCTTTGTTTTCCGTCTGGATGTTAAGAAATGCCAGTTGACAGA
TCCCACTAAAATTAAGCGCCTGCAGCCTAAAATGGGCGTTTTCATGTATGGTGCTAAGTA
CAACATCCTATACTGTACGTTATGTGTATCAGAAAGACAAAAAAAAAAGTTACCTATTGA
CATGTTTGAATCAGTTCATTAAAAAAATGAAAAGCTTATATTTGAGGTACCAGTATACTC
AGTTTTACAATTTCTCAGTTCCATGTGGTTGTTATTCCAATCGTCTCTCCAAGTGCAACC
ATACAGTGTACCTCCACTATTGACATCAA
>CL5961Contig1
TTTTTTTTTTAAACTTCAAAAAGCAAGAATCTTTTATTGTATTGCAGAAAAGGTTTCTTG
GAAATTCATGAACTTCCTGACTTGGTGTGAGGAGCAGATGACTGGCAGCAGAACAGCTCA
TAGACATTTTTCAACATGAACACTGACTGACCTTCAAAATAAGACAAAATAGGTCAAAAC
CTGGACAACAAAAAAGCTAAGCTGATTATCAGAATCAGAAACTGCTGTGAAAAACTGAAA
CCAAAACCTGACGTGACGACAGGAATCAAAGATGTGGAAGCAAATCAAAACCTCAACACT
AAGAAAAAAATATATTCAAAAACCCAAAAAAAGCTAAACCCAAACATGAACCCAACGTTA
CAGATATAAGGAGCTGCTTCTTGTCCAGTTTTGCCTGAAGCAAAACTGGACAAGAAGGGG
ATTCTGGGAAATGGGATGTCTGCAGGAAAGAGGGGAAAAAAGTACAATAAGTATCTGCTT
CTGTTTTTC
>CL5962Contig1
AGGCACGTGACAGCGCCTGCCGGTCACGTGACTGCTGCCGGGTTCCGGGTGCCTGTTTTC
TTCGGTTTCTCGGACCCTAAATTCAGTCATGGACTTGTCTGACAGCGAAGACGATCTCTA
CAACGAAAGGACGGCGTTGGTGGCCGCAGAGAAGCCGGCGGTGCCGTCCTACAAGCCCGG
CTCGGACTGCAGCCCCCCTGACGGCTCGCCCACCAAACCCACCAGGGCGAGCGGACGTGC
GCGGGAAGGCGCCTCCGATCAGGAGGCGGAGGCAGAAGAGGAGGAGCTCACGCTGAAGTA
CGGAGCGAAGCACGTCATCATGCTCTTCATCCCCGTCACGCTCTGCATGCTGGTCGTGGT
CGCGACCATAAAGTCCGTCAGCTTCTACACGGAGAAGACCAACCAGCAGCTGATCTACAC
GCCGTTCACAGAAGACACGCCCTCTGTTGGCCGCCGCCTCCTAAACTCTGTCCTCAACAC
CATCATCATGATCAGTGTCATCGTGGTCATGACCATTTTTCTGGTCGTGCTCTACAAGTA
CCGCTGCTATAAGTTCATCCATGGCTGGCTCATCCTTTCGTCCCTCATGCTGCTCTTCTG



GTTCAGCGTCATGTACCTGGGTGAAGTCTTCAAGACCTACAACTTGGCGGTGGACTATCT
GACGGTCGCCATGGTAATCTGGAACTTCGGGGCCGTGGGGATGGTCTGCATCC
>CL5963Contig1
TCCATGGTTATGCACTCCCCACTGCGGCACTTGAACTTGTCCGGGCCCTCNCANCGGGTC
ACGTTNACACANCCGGATTNGTCAGTCGTGTNTNTGCAGTCGTACTGCTGGTTGCACTGG
CGACTGCCGTGGANGCAGGTTCCGTCGCCACATTCAAACTCATNTGGACAGCAGGTGGAN
CGAGTGCAGCCAGCTTCATCANATCCATCCAAGCAGTCAGCATNTCCATCACACTTCCAG
CTGCCGTGGATGCACTNTCCGCTGCCNCAGTGGAACTCCATCGAGTGGCNCTNATNAAAG
GCGAGCGTCACGGGGGATTNGGCGTGGCAGCTNTGGGGCCACTNGTTTGAGCCATCAAGG
CAGTTGTAACCGTCACAGGCCCNCTGGCGAGGGANGCANATGCTGTTGTTGCNCTGGAAG
GATGCANAGCATCNCAGTTGCTGTCCCATTGACAGCTCCAGCCTGGTGACTGGAGGGCTC
TGCACCACTATGTGCCCAGGCCACGGTTGTGGGTGTTGACTCTTGGCGTGCATGGCCCCC
AAACAAGTTTTTGTCTCAGGGTCAGCCCCTGTGAACAATGTTGTGTGACATGAAAAAAAA
AAACATTGTCATATGAATATTGTTTAAATGAAACTAAATTAAGTATACTTTTAACATTTT
TTACTCTCTTGGCCGTTTGTTTTTCTTGGAATCTATTCTTAATTATTTCTAATTACAGTT
TTTTTCTTCTCAGGATGTCANCCGANATGCAGTGAAAGAGGACTGAACTAATCGCTTCAA
GATTGTCTTGGNCCTTCCCAATGAAACACAGGACAACCAANACCCAGCGTTTTTCTACAG
AGAGCGTAATTATATCAGGGGAGGGGGGGGGCANATTGTGCCCCGGTCAACCGCCCTACN
GCTATAAAANACCTGCCTTTACATTTGCGGNGATAAAGTATCACTATAGNGTCAAAAACG
CGGCATCTAGCTCTGCTCTACGGATTAGTCTNAAAAACAAGCTAGCTTANCTATACTCAA
GCATGATGCAAAATGACTAATTTGCTGGCTAAAACAAAACCATGAGGCATTGCTAAGGCA
AGTAACTTTGTGGACCAATGTCAAACAATTTTAAAA
>CL5964Contig1
AAGACAAACCCGCGACTAANCACACGTCAACGCATCCTGTTCCAACCCGAGCCCTTCCTC
AAACCCGCCGGGCCAGAATTGCCCAGATCAAAACAGTCAAACAGAAAGATGCAATGATCT
GCCCTTCTGTCCAGTGGATGGCAGTTGGGGCTCTTGGTCATCTTTCTCTCCCTGTCCTGT
CACCTGTGGAGTGGGACTGCAGGAGTCAATAAGGCGATGCGACAACCCCGCTCCTAAATA
TGGTGGTCGCGCTTGTTCTGGAGAGAGACGTATTACCAAAACTTGTTTTACTAAAGTCCA
CTGCCCAGTGCATGGAGAATGGACAGAATGGTCTGAGTGGAGCAAGTGTAAATATCCATT
TGGTGACAAAGATATTAACTGCAAGAGAATAGGTGGCAAACAGACTCGCAATCGTGAATG
TGTTCGAGCTCATAACGGCTCGTACTGCAGTGGAACCAAACTCTTGGAATCACAAGTCTG
CTATGATGTCGACAAATGTCGCAACTTAAAAGGAACCTGGGATGGCTGGGAGCCTTGGCG
CTACTGTGTCCCTCAATGTGGAGAAAACTCCAAACGGCTCCGATTTAGGAAATGCAAACC
AGATTACAGCAGCTACAGACCTACTATTGGTCGTCAGGGGGATGAGGCACACTTNTCTGG
AACACCGAAACCGGACTGTGGTCCGACGCCTGATGGAGGGCCGAAATATGAGCAACAGAA
GTGCCACAACCTTCCTCCCTGCCCTGAACCCTAACAGCTTCAACAGTGCCTTCATCACCA
GCTTTCTTTTCTTTTAATAATAGGCATTAGTCATGACCCAAATGTNTTCGTTTNTGCTTC
TTTTTTAGCTCTGCGTCATTNGATCAACAGGTCAGANTGAAATGATTTTTTTTGNTACAT
TTATTAATGAGAATGGTTGTAATGTAACTGCCTTGCNAGATGGGAGGTGACGTGTGCAAT
TAGGTG
>CL5965Contig1
CGGCACGAGGGTCCAACCTCCCGCTGCGATTTCTGCCGCCGCAGCAGCAAACGGATGAAG
GAGAAGTCTGAGCTGATTGCGTCAGGTCTTTGTGATCCCTGAACTATGAAGACGCTGAGC
TGACTGCGGAGACGGCGGCGCCACAGGAAGTGGACGGACGAGCCTCTGAATGTTGATTTC
CCCGTAAATGGCCTTAGAATCAAAGTGTGTCTTTTGGGGGTGGAAGGGTGACGATGACTG
CAGGTTTCCAGTCATCTCAGACACTTTTTGTTTGTTTTCTATCACTTTTCTATTTATTTG
GTAAAGTAGCAAACACATAATCGATGCAGTCTCTGAATGAATTCATGCCTTATGGGTTCC
TCCCAGATCCTTTATTTCCTGTCTGGATGTTGGCAGAAGTGTCTCTGGAAAGTGTTTGAG
TCGTCTCCGTCAGTATTTTGGCCTTCCTTTCCCTCCGTCTATGTTACAGCTGCTGCACGC
CGCGGGCTGAGCAGAGTGTAGAACCGGGTCCGTGTTGCACAGTTGCGAGGTTTCTAATGA
AGCGCCTCTCTGGTCTTTCCCACTGAGCCGAGAGCCGCCCCGACCTCTCAGCAGTGACGT
GGTGTCAGATTCTGCCAGGTCAAAAGATGTCCTGTCTATTTTCTATGTGAGCCTCTTTTT
TTTTTTTTTTNCCGG
>CL5966Contig1
TTTTTTTTTTGGAATTAAATTTTTATTTAAACTTTTTCTCTAAAATTCAGACAAAATAAA
CAATTAAAGAAAATGAGGAGAGAAGGGAAGAAAGGTAAAAAAAGAAAGAAAGAAGTAACA
CTAATACAATATTCTGCACAATTCCCATAATATCTCAGCTTCCATTCTTCTGCACAGGAA
GAAGTACATCAAAATAAAAGTCATTTTTTCAAAGTTTAGCTTCAGCACATCCTCCTCTCT
TTGCATCATCTTTAGCCTGGGGTCACTTTGCATAGAGTTGAAATATTGTTAGTCAGTGAA
GTTGAATGGCCTTTCACAGTCAAATATTCTCAGAGTTCACTTTTGTGACCCCAGAAATAA
ACCAAGTGTTTCTGCATTGTAATGGCCTCATTTTGTGACGAGCATAATTTACCCCCTCCC
ACCCCAGCCAGCTAAATACACTGTTAGAGATTTACAAGCAGAATAAATCAGGTAAAGGTG
GGAATGGGGACGGCTCCTTCTCCTTTTTGTTGTTGTTGTAAAAACCATATTAAAGTGTGA
GTACAGCAGGTGCACATAGGAGGAGGGCATTTGAGGACTCAGTATTTTACAATTATAAGT



GTGCACGCTTCAAACTGATTATTGCGACCTCACATTTAACACATGCACAACAAAAGATGG
CAGAAAACGTGGTTACGTTGAGGATGCGTGTCAACTTTTCATGTAAAAATCATGACTTGT
ATGCGATAAAACAGAAAAAACCATAAATAAGTTATGAGCATGCACTGTACAATTAAAAAA
ATCATCAATGTACTGAAAGGGAGCTGTAAATCATACAG
>CL5967Contig1
AGGTGCTGGAGCCCCTCCCACCGGCGGTGACATCATCACCAGCGTTGACAGAAAGCTCTC
AGGACTCAGAGGGGGAGGAGTGGGTGGTGGCTCTGTTTGACTTTCCCGGTCAGACCGCAG
AGGATCTGTCCTTCCAGAAGGGGGCGCTGATCCGAGTGACGGAGCGTGTGGACGCAGAGT
GGCTCAGAGGAAGGCTGGACGGCCGAGAGGGCCTCTTCCCGGCATCCTTTGCTCAGGCTC
AGCCAATCCCAGACCAGCAGAGTCCAGTTGGACGAGCAGCCAAAGCCCTGTTCAATTTTA
CAGCGGAGCGCGAGGACGAGCTGACCGTGAAGGTCGGGGACGTAATCACGCAGGTGGAGT
CTGTAGACACAGACTGGATTTTAGGACTTATGGACGGGAAACGTGGGATTGTTCCTAAAA
ACTATATTTCTTTTCTCTGATGTGGACGGGGAACGGGACCATGGGAGCTGTTTCCTGCGC
GCTTTTATTTTGAAGTGCTGAGCACACGCCTGTTGTTTTGGACCATGCGTTTTATTCTGA
AAGTCTCAATAGACTTTTTGTTTTAAATATATTTTTTTCTAACTGGATGAACTTGACTCC
TGCACGCACAAACGTCACCACATCCGTGATAAACCTTTACTTAAATGTTTAAATACATGA
ACCCGAATGAAACTTCAGACACAGAAAGTTTGCTAAAGGTGAGTCTGCACCAGGTCATGT
GACACACAGGTATGTTTGTTCCTCACGTTTTCAGGATCTGACACAAATGAAGGGAAAAGT
GGAAAAACAGCAGGTAATGTTTACAGATCACTAAAGGGATTTTTGAGGTGATTAGAAGGT
TTTTAAAAGAAACGTATAAATAAATGTTCAGATCAAACTTATTTGGGTTTTTATCCTCCA
AATTAAAATGTTTTCCTAATTATTGGAACATTTTGACATTTTTCTCTATTCAGATCAACT
TTTTTATGTAACTATCAGAAGTTTTCATGTTTTCCCCCCATTTTTATGTTTAGCATTAAA
AAATAGACAGATGTTCATAAAATCAGTTCACTACACTATAATCAGCTGATTTTTGACATA
AACAAACTTTTTTCCCAGACTTTATGGTAAAAATGCGACGCATAACCTTTAATTTAGTCT
ATTGGCTCTCATTAATGGACTTCAGCCTTAAAGCTTCTGGTTTTCTCCTGAAGAGAACCA
ACTGGAAGACGGGAAACGTCCAGTGGAACCAGAACATCCAAGAGTTACTGCTAAGAGACG
ATTCATTTCCTTTACAAACATTGATGTTATGGCTTTTTCTGTACATTTCATGTTTCATTT
TTCATGAACTGAATCTCCAAATTGTTTCTTTTTGGGAAGATT
>CL5968Contig1
CAGCGATGTATTAGGCGTTGAGTTGAAGGTTTTATTCAAATAGCTTGTCTGTGAGTGTGA
TTACTTGACCTATTTTGTATGGGTGTGCAAACCTGTTTGTTAAAGGTCAGGACAATGTGA
CTCATCTGACCAGAGATCAGTAATGGAAATAAAACTCTCATCAGTCACTCTTGCTGTGTG
AGTGTGTGTGTGTGTGTGTAGTACTCACATGTAATAATACTCTTGTCTGGTGTTGAAAGC
TCTGTTTGTGAAATACTGATGTTGTTCTTGCAATCTTCTCCATCATCCACATGCAGAGTG
GCCAATGTGCCATTTACCCTCAATATGAGGGGCTCAGTGTACGTGGGAGTCAACTCTTAC
CCTCACTTCCAGAGGGTTTGGGGTCCAGGGAGCCATCCTCTCTCTTTGAATTTGAGTCTT
TGTGTGAGTTTGAAGCATCCAGACCGGCGTTTTCATCCTCAGCTGGCCCTGGAGAGACGG
GAGTGGACCTCCTCTCTTCATCCATGGCTTGTGGCCTGGCTTTTCTGAGGAGTTAAATCA
GCCGCCTCTCTGGCTGCAACTCGGAGCCAAGTTTGGACTAATTCATCCTTTATCTCCTCA
GGTGGAGCTGAAGTCCTCCACTCTTCTCCTCACAACAATCCCTTCTTCACTCCGAGTCTT
TCTTCGGCTCATGCAGGTGACAGAAACTCCAGATCCAGAGCATTTTCTCCAGCAAAGAGC
GCCTTCTCCCCGCCTCCGGATCGTCCCGTCCTCCAGCAGACCAGATGTTGTTGGAGGAGT
TCAAACTCTGCACGCAGCTCCCCACAAACCTCCCTGTTTACTCACGTTTGTCCTGCAAGC
TAAGTTCAGATGATTAACTTTTATCAAGCGTAAACTGTCGGTTGCATATCTTNCTGGGTG
CAGGCCTGCCTCCTCCCTGACACCCATTGACTCTGCTGCTGCTGCTGTTGCAGCTGCTGC
TGCTGCTCCACAGGAAGCCAG
>CL5969Contig1
CAGCTTGTCGTCGTACTCTTGGACTCGCTGAGGGCCTCTGCCAAGCCGAGTTCACCGCCC
CCCATGTCCCCTCCCCGTAGCCCCCCCCTGCCCAACCAGGTGTTCGGGGTGCCGCTGTCC
CAGCTGAGGCAGAGGAGCCCGGACGGAGACCCCGTTCCCATGGTGATGAAGGACACCATC
AACTTCCTGTCAGAGCAAGGTGTGGAGATCGAGGGCATCTTCAGGCGCTCCGCTAACGTA
ACTCTGGTTAAGGAAGTCCAGGCCAAGTACAACTCAGGCGAGCCGGTGAATTTCCGCGAC
ATGGAGGACGTGCACCTGGCCGCGGTCATCCTGAAGACCTTCCTGAGGGAACTGCCCGAG
CCGCTGCTCACCTTCCAGCTCTACAACGACATCGTCAACTTCGGCTCGGTGTCAAGCGAC
TGTCGGGTGGAGGTGATGAAGACCATGCTGGAGTCTCTGCCTGAGGAGAACTACACCTCG
CTGCGGTACCTCATCACCTTCCTGGCTCAGGTATCGAACAACAGCGAGGTGAACAAGATG
ACCACCAGCAACCTGGCGGTGGTGTTCGGGCCCAACCTGCTGTGGGGGCGTGACAACGCC
ATGACGCTCAGCGCCATCGGCCCCATCAACAACTTCACCATGACGCTGCTGGACCAGCAG
CACCTGGTCTTTCAGTAACGGGGCCACACTCCAAAAAAAAAAACGTTCTTCCTGTCCNGT
TTTTGAGTCAAGACGGTTGTTTCGGCGTCCATCCNTCCAGGGTCTTCGCTGCAG
>CL5970Contig1
AAGTACATTTGAACAACTTGTGGTACTAGAAAATGTAAAACACTGCACAATTTGTGTTAA
GAAAAGTGCACAAGCCATAAAAAATAAATAAATCAGTCTTCAAGAAAAGCAAAAAATGAG
CACTAATCTTTTTTACACCATTTCCTTATACAACTTCATAAAAAAAGAGCATTCTTACAT



TTCAAGAAAAGCAAAAATTGTTTATCAGCCTTTTTTTTTTACACTTTTCCCACATAAAAC
TGTATTTTCTTAGGCTGCCCTTTCCCTAAAAACATTAGCGCTCAAAAAAATACCCATTTA
AGAATGTCGCCTACCACAAGCTCATCTTCCACCACAACTGCTGTACTGAGCGGACAGAAA
TGAACTGAACTTGTATTGTTGTTGCTGACGGTCAGAATGCCAACAGAGGTGCAGCTGATG
TATGCCTCTGGTGACTCTTTAATATTCCAAACTTTGAAGAACTGTGGGTCCTCCTCACGT
TTGTATATGGGAAGCCAGAACAGGACAAGAGTACCTTTGACATCAGCAGTCTGCTCTTGC
TGTTTATCATAGAGGTACAGAATGTCGCATAGAGCATTCCGGTTCGTGCTGCCTTCTGTC
TCAACAAGATCAGCATCCATGGCATCTGTCTGTCTGTCCAGGTCAAAATAAAACCATTTT
CGCAGGTTGACATTTGTGATGCGATGAAACTCAGCTCACATCTCCGCTCTTATTTTTCAA
ACGCACCGCCGGTTCACTAGACGTATGTGCGTTATCAACTTGGGCCAGCTGACACTCGCA
TCAGACCTCCGCCATCTTGAAGA
>CL5971Contig1
GGGGNGGGGTGGGGGGTTTAGAGGGAACTCTGATGAAGGGGGCGGGCGTGGCTCAAAGAA
AGCACTCCAATGGAAACCAACAAGTTTTAAACTTTTCTTTTGTTTGTACGGTTTTGTGTT
TGTTTTCTCTTTACATCTGAAGCTCCCCTAGCCGTATGTCGTAGAGGAGGTTGGCAATGC
TTCTACCGCAGCACTACATTGCATACTTTTGTGTCCATTCCCGAGCTATTTTGTTGTACT
TTTCCCTGTCAGTCTCGTAGATGCGGGCGATCTCGGGTACTAAGGGGTCGTCCGGGTTCG
GGTCACACAGCAGGGAGCAGATAGACAGAAGAACTTTGGAGATGGTGAGAGCTGGAGACC
ACTGTGATCGCAGGATGTCAAGACAGATGCTGCCATTGCTGTTGATATTTGGGTGGTAGA
TTCTTGTGGTGAACGCGACCTTTGGCGGTTTGAAAGGGTAGTCTGTGGGGAAGTGAATGG
TCAAGAAGAAAACCCCGCTCTGGTAAGGACTGTCATTAGGTCCCATTATTGTGGCTTGCC
AGTGAAACATGTCATCTCCTACTGGTCCTGCAGAACACTGGGCTGGTGGGTCCCGTGCCA
AATCATTTAACTCCTTGTGAATTCTTTTCAGAGCCATTGTTGTGCTAGCGCTTGTGTTGT
GTCGGGGAAAACGTGCGATTAAAATGGCGATTGGTACCACTATCCGCTGCTGAATAGTAC
TGCTTAAGTATTCATAAAACACCGTTTAGGTATACAGAACTCACTGGTCGCTAACTAGTC
GAACAACCAAACAAATTTTGAGGCGAAACTGAAAGATAGAAGGGGTAGAACCGCGGTCCT
TCCTCCTACTGCAGCCCC
>CL5972Contig1
TTCCATGTAGTTGGTCTCACAGGAAACCTCTCTGGGAGCCCAAGGGACAGGAGGAGAACA
GGTTGCATTCAGAGTGTTTGTCACATTTCCATCAAGGTTTGTATTCAGTTTAAAATAGAA
CAGAAACTTTGCACCATTTTTTTTCAGTGTGACAGCTGAAGTAAGACGATCGGAGTTCTA
CAACACCCAGAAAGGAGAGGACATTGATGCTGTAGCCGCACTCTGCCGCATACTGCTGTG
TCAGGGGATGCCCACCTGTCATATCAACAGCTTCAAACTGAGGATTCGGTCCAGTGACAG
CAAGATCAATAGCTACCATGAAGTAATGTTCACGACACTCCATTTGAAGAACACCTTGCT
TCAGGATATCACACCACACTGTTGTCCACAGAGACAGAATAAAGGCCACTCTAAAGCACA
GCATGAAAGTCATAGCTGCTGATGTGTTAGCAGTGTCTATAGCTAGCCAAAACTGCTAGC
AAACTACACCTTCTACCACACACAAGCTTAACTCAACCAGTTGTCCCCGGCCATAAGGNC
CGGGTTAAAC
>CL5973Contig1
AGCTCAGCGTAGCAGAGAGCTCCAACCACAGAGAACAGGCCCCCAATGGCCCAGATGACA
AGCGAGAGCCCATAGGAGGCGCTGTAGATGAGAACACCCTTGGGGGAGACGAAGATCCCA
GAGCCGATCATGTTTCCTACGATCAGGCTGACGCCGTTGAGCAGCGAGATTTCCTTTTTA
AGCTGCACGGTCTCTTTGGGAGACTCCTGAGGACCGGATGAGAGACTGCTACTGCCGTTC
ACCTTCTCGGGTTCGTCTTGACTGGCCATGGCGTTGTCCGTTCAGGGCCGAGCCAGTAGA
AACTCTGCCGTCCTTCTGGTTCCCCAGGAACCTGCGATGGTCTGGCCGTCCGCCCGCCCG
CCTGCGGCTCCAGTCAGCCGGGACTGCAGCGGTTGTTTTTCTGCAGCTGTGCGCGGAGGA
AAGGCGCGCGACGCCGCTTTATGCGCTCAGCGCGCGCGCGTTTGGGAACACGCAGTGCAG
CCGGCAGCTCCCCGCTGAAATGAAGCCGTTAAAACGAGCTGCTCATTAGAAAAAACATGT
ACAAGCGTCTCGAAGTCAGACACTGATGGGAAAAGAGCTTCGAGTGAGTCTGTTCCTCAG
ATTCCAGCCTGCAGCCTCT
>CL5974Contig1
ATGGGTCCTCCTGGTTTACCTGGATTGAAAGGAGACACTGGTGTGAAAGGAGAAAAGGGC
CATCCGGGTCTTATCGGTCTTATTGGACCCCCAGGTGAACAGGGAGAGAAGGGTGACAGA
GGTCTTCCCGGCCCCCCAGGGTCAGCTGGTCCTAAAGGAGACAATGGTATTTCTGGTCCT
ACTGGCCCACTTGGTCCCATTGGTCCACCTGGACCACCTGGCCCTCCAGGTCCCAAAGGA
GCAAAAGGTTCATCTGGTCAAACTGGACCAAAGGGAGAGACCGGTATCCCTGGACCTCCT
GGGGCTCCTGGCCCTCCTGGTGATGTCATCCATCCACTCCCCATGGCAGCTCCGCCGATG
AAGGGCAGGACGCGCAGAAACATTGACGCTAGTGAAGTGATGGACGACGCAGCCATGGAC
GCTAACTACAAGGACTACGACGACGGCATGGAGGAAATCTTTGGGTCGCTGAACTCTCTG
AAGCAGGAGATCGAGCAGATGAAGCATCCGCTGGGAACACAGAGCAACCCAGCAAGAACA
TGCAAAGACCTGCAGCTCTGCCACCCTGAATTTACAGACGGCGAGTACTGGATTGATCCG
AACCAGGGCTGCTCACGGGACTCCTTCAAGGTTTACTGCAACTTCACAGCAGGCGGAGAG
AGCTGCATCTTCCCCGATAAGAAGTCTGAAGGGGTTAGGATCACATCTTGGGTAAAGGAG
ATTCCTGGCTCCTGGTTCAGTGAATTCAAACGTGGTAAACTGCTGTCTTATGTGGATGCG



GAGGGTAACCCCATCGGCGTGGTTCAGATGACCTTCCTGCGTTTGCTGAGCGCGGCAGCT
CGGCAGAACATGACGTACAACTGCTACCAGTCGGTGGCCTGGCATGATCAGCAGCAGGAC
AGCTACGACAAGGCCATTCGCTTCCTAGGCTCCAACGATGAGGAGATGTCTTATGATAAC
AACCCCTACATCCGCGCCGTGGTCGACGGCTGTGCGTTGAAAAAG
>CL5975Contig1
AAATTGTCACAACGCTAGGACCAGTAGTATTTATTGCTTTAGAAATTGCTTGTTGTATCT
TGTACGTGTCTCTTTTTTATTATTATTATTTTATTTTATTTTGTTGAATACAATGTACAA
ATATTTTTTCTTAAAATTAAGGATGGATCCGTTTTTACAAGGAGGTTAAACCTGTCTGTC
GCCCGATTCGTCCTCACCAAAATCCCAGGATTCCGCTCACGCGAAACCTCACCAACAAGA
AGTATGCACAGCTTCATTTCAAGAAACGCGCCTGTAAAAGCCATTTTACAAAAAAAATCA
TTAAAAAAAAACACGAAAAAGACAATAAAACAGCGGCAAGAAAACTTGAAAGCAGACAGT
GGGGTACCGTTTGTTCCGTGTCTACAGCCCTTGTTTTTTATTGCACAGTCCCACCTCAGA
CTGTAGATCCGTGTACAGATTTTCCGTGCCAAATTTTTTGTGATTTTTTTTTTTTCTCTG
CCCCANCCCANNGCCCCNCNTTAAAAAAAAAA
>CL5976Contig1
CTTGTGTTTATTTTGTNNTGGCACTTATATTTCTTTTGTTTTTCTTTGTCTTTAATNCTG
TGTCACATAGACCAAGACTACAGGTCAATACAAAAAATATATAAAAATAAAATAAAGTTT
GTGGTGCCGTATCATCATCAGCATCGGCCAAGTTTGGTTTACGTCAAACCAGCACCTTTT
AGAAAACAGGAACAGTGGGATTCTATCTAAAACCAAAGCAGTCAGTAATATCTATCACTC
AAACCATGTGGCTGCAATGTGCAACATATTTATGTTTCAGAGCCCACTGCCCTCTAGAGG
AGATAAAGTAAGTTACACAAGTATCAAAAATAAGTTACAAAGGGATGAACCAGTGGTACA
CACAAGACAGTGACAGCTGTGAGCAGGTAAAACAGTTATTGCACCTTTGACACCTTCATG
CTGAGAAGAACAAAAATACTAAAATGTGAGTGTTACTGGAATGTAAAAAAAAAAAATTAC
AAAACATTAAAAGTTAAGAAAAAACACGCTGTGTACTTGTTCTGCTGGGACGCAAAAAGT
CCTCACAAATAAAAGGAACTCGTTCTATTTGATCAAGCCTCGTGCCG
>CL5977Contig1
AGTTTTATTTCTCGTCTTGATCGACTCATTTAGGCATCGAGGACAAACGTGCCTCTCTGT
TCATTCAAGAGCACGTTGCTCGCATTTATTATCCCATTATTAAAAGATGTTTCCATGTAG
AAAATGAAAGAAAATGCAAAAAGAAAAAAAAAATTAAACTCTCAAATCTAGCACAGCTTT
TTCTTCCAAAGAAGCAATGAAAGCTGTGTTCCTTTTGGCAGCGACGGAGTCTGCAGGGTT
TGATTTCCTAGACGTGACAGAACAGCGTGCGTTTGGCACCAGCATTTGCTCCACAACAGG
TCTGAGGGAAACTCCTGCTTGGCGGCGCAAAGACGTTGAAAACACTGACAAATTCAAAAG
CCGATGCCACTGCAGGGGAGGCGACGGCAAGATAAAGGAGGACCCTCCTGTACCTTCTGG
TTTTCCACCACCAAACCCCTATTTGACGTTTAACACAACATTTGACATGAATCATTAAAA
AAAAAAAAAGGGGCCCNCAAATTTAAAAATTNTGGAAANAC
>CL5978Contig1
GTTTTTTTTTTTTTTTTTCCCTTTCGGGGTCACGGGGCTGCTGGAGCCTATCCTGGCCAC
TTGTGGGTAAAGGCAGGGGACACCCTGGACAGGTCGCCAGTCTGTCACAGGGTAGAGTGT
GACTGTTGTCTCCCTTTCTCCCACTGCGTGGCTCTCTCACTGTCTGCCTACGTTACGTGT
CTGTATAAACCAGGGCTCTCAAATTCAATTTGCCTGGGGGCCACTGAAAGCAGGGTCTAG
CTGAGGGAGGGCCGCAACTTCAACGCACACACAAACGCTACTTGTTTGTATGAGAGCCAA
TAAATTTGTATGGAACATGTATATACTATTACTATACTATACTGTTTTCTGTACAAAATG
TACTCACAAAACTCTCATTCAAATAAAATACGTAAATAAAAAAAATCAATAAGTAAATAA
AAAAAAAAAAAAAAAAAAAAAAA
>CL5979Contig1
AGTGGTAGCAGCTCCCATCCTCTGCCTCTCCTGGCTTCTGTTCTTTTCCACCGTTCGTTC
TGGCTTTTCTGCTGCGACATCCATGTTTACATTTGTGGTTTTGATCATCACAATAGTCGT
CTGCCTGTCTCACGTCTGCTTTGGACATTTTAAATACCTAAGTGCTCACAACTACAAGAC
GGACAAACCGCTGAACGTGGTCGAGAACGGAACCGCGGCGCTGGAAACCAGACCCAGCAA
GCAAATGTACATCGCTGAGGTTCTCCAGGACCCGGAGGAGGCGGCATCAGGCAGCAGCGA
GGACGAAGGCCAGGGGCCCTCGCGGGACGAGGAGGCCCGCCGTGCAGAAAACAGCATGAC
CGGGGACTTCCAGTCCTGCGAGGACAGCCTCATCGAGAACGAGATACGGCAGTGAAAGCC
AGCAGGACGGGAAGGAGAACGCCCGGACCGAACTCGACGAGTGCACTGACTGAAAGGCGG
AGCTGAACTCTGTTTCCTAAGCTCCGCCCACTGAGGGACCTCACACCGACTAACACGAGC
GCGGTTTCTACCGAGGGCTACATGGACGGGTTTTGGTCGGTCCTTTCCTCTTCTGTGAAA
ATCTGTCAACACAAAGAAATCCCCTTCCTTCCGCTCCAAGCCCAGCCGAGGCTCTCCGAT
CTGCTGCAGGAGGACCCGGCCGGGAGAATCCAAAAAACAAAACAAAAAAAAACCTCGCTT
TCTCCAAGGCAAGGATGGGGTGTGTATGCCTAAAACCTTATTGCACTTGAAAGAAAAGAA
AACGACCTCAAAGCTCGAGTTTCACTAAGGTACTGCGGTGCAAAAATGCAAACTCCAAAG
ATGTTTGGAGTATTTCCTGTACCTCCTCTACCAGTAGGTCAAGCGCTCTGCCCAACGCCC
TTCAGGGAGTAAGCAGCTTAGGAGAGACGAGCAGATCGGATCGTCTTAAGTGCTTCACTC
AATTCCACGGAAGTCTTTGTGGCAAAAAAAATGTTTTTAAAATGCCNAAAAAAAAAAAAA
AAAAAAAAAAAAAAACAT
>CL5980Contig1



TTCGGCACGAGGAAGGAGAGGAAGCAGCTGCGTCGGCAGGAGAGGCAGCATCTGCAGGAC
TAGGACCAAGCCGACCATCACCACGCCAGGAAGCGCTTTCGCCGAGAGGCCACGCCCAGC
TCGCTGAGGCTGGTGGTGGACTGCAGCTTCGACAGCCTCATGCTCGCCAAGGTAACGGCC
GTGGAGCTGCTGTGGGCGCGCGGCGGCGCCAGCACTCACGTTGTCTCGTGTGGTCGCCCC
ACCAGGACGTTCAAAAGCTCCACAAACAAATCCAGCGGTGCTACGCTGAGAACAGGCGAG
CGGCTCATCCCGTGCAGTTTTATCTGACCAGCATGGGAGGACAGCTGCAGCAGAGCATGG
ATGAGAAGGACGGAGGATGGGTGAACTGGAAGGACATCAGGATTCAGACGGAACATTACA
GTGAAGTGATCGGCAAAGAGGACCTGGTGTACCTCACCTCGGACTCTCCCAACGTCCTGA
AGGAGCTGGACCACAACAAGGCCTACGTGATCGGAGGCCTGGTGGACCACAACCACCACA
AGGGAATCACCTTTGAGAAAGCCAAGGAGCTGGGGATCGAACACGCCCAGCTGCCTCTCA
GCGCCTTTGTCAGGATGAACAGCCGCAAGGTTCTGGCTGTCAACCACGGGTTTGAGATCA
TCCTGGCGTTCCTGGAGAAGAGCAGCTGGCAGGACGCCTTCTTCACCGTCCTACCTCAGA
GGAAAGGAGCCGTGGCCTTGAACCCGGCCGGAGACGAGAAGAATCAGGACAAAGATCAGG
AATTCAGTTCAGACTCTGAACCCGACACTAAATCACTTGAAAGCTCAGAAAACGTCTCCT
GAAAAAAAAAACCCACACCTAAAACAGAGTCAAAGGTTTTGTGAAGACTGTTCTAAACCA
GATTTGATTTGCTGGTCTTGTTTTGTTTTTTTAGTTATTTATTGGAATAGATGAAAGTCT
CTTTGTTTCAGTAATCATTTTAATTTTTTGAAGCATCTTTTCACCAAAATCTGATTAATT
TGAACCTGAGAGGCGAGTCTGCCGACGGTTGGCGTGTGAACAGAAGTAATGACGGCTCAA
TAAAGACACAGCTTCATCCCANGNTAT
>CL5981Contig1
GTATGTTCCTCCATNTCCTACTGGATTTTACTGCTGTTAACTACATTATGATGACAAGTC
NGGAAANATATTTAAAATATGCATTTGTTGNGTTTGAAGTGAGAAGAAAAAGGTNTNANA
TNTTCAAAACTTNTTTTCCTTATTTACAACTTAAGTAGGGATAAAAATCCACAGTAATAA
AGGTAGAAAAATATGGTATTTTTTTTTTCTTATTTTCCCCCGAATGTCTGTTAGCCTTAG
ACAATAAGGTTACCCTTGCCTTTTTTTTTAGTTTTGTGTAATATACTTAGTGTTAAGAGT
GGGAACACAAAGAATCCTCATGTTCAGCTAAATTTTAGCAGCTTCAGCAAAGATTAAAGC
TGGCCCACTGAGGTGTTACAACCTGCTGGTACTTTGAACTGGTGGTGTTGCAACTCTGCG
TGTTAGCCGTGTCTTAACTACTGACAGACTGAAGTCGCATTTGTCAAAAAGAAAAAAAAG
AAAAAAATATAACAAACAACAAAAGTGTCCTTTCTATCCTGCCTTCCACTCTAAAAATGC
CTGCTGTACTTTTTTGTTTTTTGGATCTGCATTTCATCACACTACAGTGGAGGATAAACG
GCTTACATCAATGAAGTTTTTCATTGAGGCGTTATCATTTAAACTCTTCCGAGTGTGTGT
GCCTTATTGTCAACATGTTGCCTTTGCTGTACTGTTGTAGAGCTATGCAAACTGTTTTTT
TTTCTATCTACAGGTTTGTTAAAAAAAAAAAGAAATAAACAGCCTCATTCCCTCTTTTGT
GCATTATTATATTTATAGTGAAAAAGTAAGCAAATAAAGTGTATTTGAAAAGAAAAAAAN
N
>CL5982Contig1
TTCGGCACGAGGGTTCGCCGCCGTCAGAGGGAAATACCTGGACTGCGTCTTGACGCTCCT
GGGAGCCGGCGCCGACCCCAACGGGAACCCGTCCAACAGCGGCTCCCCGGTCCTCAGCGC
CGCGCGGGAGGGGGACGTGGAGATCCTGAGGCAGCTGCTGATCCACGGCGCCGAGGTGAA
CTCGCGCTCCAAAGTCTTACTCTGGACCTGCAGCGCCAGGGTGTCCAGCGGGCCGCTGTA
CCTGGCCGCCGTGTACGGACACATGGACTGCTTCAAGCTGCTGCTGCAGTTCGGCGCAGA
CCCCGACTACAACTGCGCAGACGTGAAGCTGAGGAGCTCGGACAAGCAGCCCAAAACCGT
GCTGGAGATGTGTCTGCGGCACGGCTGCGGCGTGGAGTACGTGCAGCTGCTCATCGACTT
TGGCGCCAACGTCTACCTCCCCACGCTCATCATCGAGAAGTCCACCAAGCAGAACGAAGC
CGTGGAGCTGCTGCTGCAGGAGCGAGGAACTCCGAAGGCTCTGGCGTCCCAGTGCCGCCT
GGCTGTGCGACGGTACCTGAAGAAGATCAACCGGATCCAGAGCATCCGGCTGCTGCAGAT
GCCCACCAGCCTGCTGAACTTCCTGCAGCACGAGGCTGAGCTGTAGATGAGGATCCGCCG
CAGACTTCCTGTTCCTCTGAAAACGTTTCCTGTCTGTGTTCAGATTCTACAATGGATTAA
AGGAGTTGAAACTGTGGCTGTAATCTGCTGTAATCTGTGACACCAAACATCTTCAACATG
AACCTCAGTCTCTGCTCACCACCACATCTGGACCAGGGGGCGGCCCCCCCAGCAGACAGC
GCTGTGATCTCCAGCTCAGAGTCCAGCTGCTCCCATCACCAGAACCTCCTCCATCCATCA
CTTGACTGAGGGCCTCCAGCAGCTCTGCTGACTGTCACAGCCTTCTCCTCCATGATCTCC
TCCTGCTCCTCCTCCAGCAACCCAATGACTGACAGGGATGAAGGAGATCCAGAAGATGGA
TGGATGAAAGTTGTTCTCAAGAGAAAGGCGCCTTTAAAAGAGATCTATGGAGATCAGATC
ATGTCTCTTTATTGTCATGAGGTTCCAAATGTCCTCAAAT
>CL5983Contig1
TGCACATTTNCTTTNNGNAGTGCCCTTGATNCCTTGANTCTGGGTAGGTCCCTGTTGGCC
TGCTCCACCTGAAAGCGCAGCTCCAGGTTTTCAGAGGCCAGTCGGAGGTTTTCCTTTGAA
AGGTCGTGGTCTCTCTGTGACGGGGTGCCTGTACCTCGTCCTGAAGTGGAGGGTCGTGAT
GGAGACTCTTTGGTTATCTGGCTTTCTAAGGAGTGGACTCTGTCCTGCAGGATGTTGTTC
CTCAGCACAAGACTCTCCATGGCGTCATCACGGGGTACAGCCTGGTGCTGTTTTATAGAT
GCCAGCTCTGTCTCCAGCTCGGAGTTCTTCTTCTTCAGCTCCTCCGTCTCCTTCTCCAGT
TCAGTAAATCGCACCCCCACCACCTGGTCTGCAGTCACACCTCGAGCTTTCAGCTTTTTT
TGCAGCGCAGCCTTCTCTTGCTCCAGTCTGGAATAAAGGTCCCTCAGAGTGCTAAGCTGC



TTTGACAGGTACTCGTTTTCTTTTTCTTTCTCTTTTAGCAAAGTCTTCACCTTCTCCATT
TTGGCCTGCCATTTCTTGCTCTCCTCCCACCGCACAATTTCTTCTTTATTCTTTCCGTGA
TTCTCCTTAAGTTCCGAACTTTTCTGCAGCTCAGCCTCCAGCCTCCTGATCTTGTTCTGT
AGATTCTCGACGCCCTGCACGCTCTCATCTGGCTCTGCTCGATTCTGCAAGGCACTTGTT
AGCCTCTTCACTTGCTGCTTCAGCTGCAGGGTCTCCTGCTCTTGCTCGTCCTTGTCAGCC
TGCAGTCTCTTCTGGATTTTCTGACTTCTCTGGTAGTCTTGGTTCAGCCTGTCCACTTCC
TCTTTCAGGATGTGTCCCGGCCATAATGCCCGGGTT
>CL5984Contig1
GTNTGGTGTGGGCAATTTATTTACAGTGATAGACAATAATGAAGAGAAACAATGAATGGC
CATTCAGATATATACACAAAAGTACTTCAAAAGGGTTTCACATTTACAAAGGCATGACTG
TTGTAGCATGTCCTCGAGTCCGGCAACTTTTAGTTGCACCATAGAAACAAAAACACAAAG
AAAAACCAACTCGCCCACAGTTCAGAGGAAGGTAAGTGCACTGGGAAGCGTGAATTCAGT
TTGTATGAATATAGTTCATTAAAGCAATGGTGTGGGCATAAGCTGGGTCAGAGGTCTTTG
TTTTCAACTGGGCTACTAGGAGCCCCCTACCGGCTTGGCGGGAGGATGCAGCTTTTCTGA
TGGTTCAGGTTCCAGGGTCTAGCTCGCCATCATGGACCTGGCCAATTTCCGCCAAAAATC
ACTTCCAATTGCTCTTTGTTTTGAACTGGATAGAGGGCCCCTGTGCCT
>CL5985Contig1
CTCCACGCTCAGGATCCTGGGTTTGTAGCTTCCAGTGGGTTTTGGCCCGGTCTCAGAACC
GGGCCTGCTCCCGGGGTTTCTAGTCTCAGAGGACAGCCTCGCAGCTTTAGCTCCACGTTG
TAGGGTCTTTTTGCATGCAGGAGCTCGAGCGTACGTCTGCATCCAGACTCTCTGGCCTGG
TGGTGCTGGTCCAACTGGACTGAACAGCGAAGCAGAAGCCTGGCGTCTGAAGGAGCTGGA
AGGTTCCTGCTGTGCAGACCCACTGAAGGACGGGCTCTTCCCAGAAGAACCGGAACCAGA
TGTGGAGCTGCGGGGTGGAGGTTTGCCCAGGTGCAGTGAACTCTGAAACAGACCAGTTCC
AGCGCGGTCCCTCCAGTTCTGATGGCCCGGAGCCACAGAAGCTCCTCTGGGAACAGCAGA
ACCAAACTTCTGAGTCCGAGTCTGCACTTGAACCGTGCTTGAATATTTCCCTTGTTGGTC
CGGTTTTGGAAGCAGTCTGCTCTGCTCTGGACTTGGCTCTGTCTGGGAAGCAGCTTCTGC
GTTTGGACCGACTCCTGGACCAGAACCTCCATCAGCTGCAGGCCGAGCGCCAGAGCTGCT
CCACCAGGCGGAGCGAGGAGAAAAGACGACTTGTCTGAGCGGCTTCTGGGGCGGGCCACC
GAGTGTCCTCAGTCTGCCATCCGGCTGCTGGAAGCCAACACGTTGGGCGGCGTTCTGGGA
GCTTGGTGCTGCTGTGGCCCAGGAACACCCATGCTCTGCTTGCACAAGAAGCAACCAGAT
CCACACGAGTACTCCACAAGCCATCTCCACACCGCTGGCAGGTCCCCCGGCCATAAGGCC
CGGGTTAAACGGCGC
>CL5986Contig1
TGAAAAAACCATTTACAATTTTTAATCTGTCTCTCATTTTTTAACCATTTTAGCATTATA
TTATGAATCACAAACATGCCGTCATCTTCAACACACAGTGACAACATTGTACTGTTTTTA
AAGGTGCATTCATGTTCCGAACACAAGATGAGAACATTGTTTGAGTGTGTTTAAAAGAAA
AAACAAGTATGCTCATTGTAGTATAACCTGTTTTGGACTAAATGTATGCTGTTGATTGTA
AAGTGCTCAATCTTAAATGGTAAATTGCCTATTTCAGTTATTCTTCTTGACAGGTGTTGA
ACATCTTCTGACCTCAAACATCTGCATACCTAAATCTAAGTTTGCAGTCACCTGTCATAT
GTCCTCTGCACTGCAATGTCGCTCTTCACTCATGTGTGTTCTCATGTTTGTCTTTAAATG
ACATGTTCTTTCTCATTCTGCCTCTTAAATGACCACTGACACTGCCTGTGAATAACCACA
GTCAGAGACCAGCTGTATCTGTGGGTACAAGAGTATGACGTCATCTTTGTGCCACTAAAA
CAAGAACAAAAGTCACGGCTTTAAAATGACATTTTTCAAACTTCAATTATTTCAATTAAC
TCAGATTTTGCATTTTACAATGCAAATGAGTAGAAATGTGCACTGTATTTCACTGATGTT
CTTTTAATAAATTTATTTCTTTAAAAAAGAAAAAAAAAA
>CL5987Contig1
TAGGACAGGCTCTCCAAACTTGTTGCCATAGTCTGAGGCGCCATCGCTGGCCTCGATGGC
CACCTGCAGGGGAGGGGCGAAGCTGGAGGGATACTCCCATTCCTCTCCTGCAGACTCCCA
GGGGAGTTCATACCCTGGTATGTGCAGATTTCCAAAGCAATATCCTGCAGTTCCAGCGAT
GACGTGTCCTCCACGCCCGGCGCTCTGAACGTCTCTGATGCGGCCGCCAGTTCCGGTGGT
GGCACCGCTAAATGGAGCCACGCCTGTTGGGAAGTTGTGCGTCTCTGCGGTGAAAATGAC
GTGTCTTAATGAGAGTCGGGTCTCGTATGGACTTGCTCTGGAAGGATCTTTAGGGTAAAC
ACACTCAATCTCCACACCTTTAATACCACTGCTGTTGTCGCAGAACTTGATGACGTTGTT
GGGGTTGCTGTGCCGCTGGGTGTCCATTATGAGGCTGAAAAGAGTCTCCTTCTGCTCCTG
CCCGTCGATCAGCATGCGCCCGCGGAAGAACCAGTGCCGGCTGTGCTCGCTGTTGGACTG
CGCCAGGTCAAAACACTCCACACTGGTGGGGTTCCTTTGAATTCGCTGGAACATTGATGT
GTAGTAGTCCAAATCCCAGGAGTCAAAGGCCAGACCCAGGTCGTCGTTGGCCTTCTCCAA
GGCAGCACGACCTTTTGCCAGGATGTCCACCTCAAACACAGGTTGCCGTTTGGTTTCCAC
AGCAAAGGAGGTGATGGGACGATGGTAGACACACTCCGTCATGCTGTCATGCAGACAGTC
GATCAGTTTCTTCATGTCGCCGCTGAGCTCTCCTGTTCCTTTTCCATTCTTGGGCTTGAC
GAGAAACCTGCGAGACACCTCAACTCGGGTGACGTTAGTGAGGCCGGCGCTGCGGCAGAT
GGACACGGCGTTGGTGGACCAGGCTGTGGAGAAGTTCAACCTGGGTCCAATCTCCACCAG
CTTCTCCTCACTGCTCTCTATGAGGTTTGGGTTCTCCGACAGCGGCTCAGCCTGCAGCGG
AGGACGAAACAACCAGAGGAGAACCTCCTTCTCCTCAGCACTGAGCCTCGTGC



>CL5988Contig1
GATGAGGACCGGCAGTGGGTGACTCGGNTTCTGGGACTGCAGGCTTGAGGACAGCTTCCT
GCACTGGTCGGCCTGGTTGGTGTACATTGCCAGCAGCGCCTTGTTGAAGTCGATGGCCTG
CAGCTGCTTTTTGGCCAGCTTGTACTCCACACCTTCAGCACTGGTGAGCTTCACCTTCCT
TTGGGAGTCAAACACGTTCTGGTCCTTGTTGATGGTGATGATGTTGTTGGCCGTCACAGC
CAGCAGCCCAACATCCGACGGCTTGAGTTTGATGACCTGGTTGTAGAGCTGCAGCGCCTC
CTCTGTCCGGCCCTGTAACTGCATGACGTAAGCCATCTGAGAGTGAATGACCGCCAGTTC
GGACTCGACGTCCTCCTCCGTCATGTCAGAATCCTCTGCCAGCGAAGCCCTGCACAGCTC
TTCTGCTTGCTGCAGTTTGCTGAGGGCTTCAGTCAGCTGTCCCTGACCAATCAGAGCACA
GGCAGCGTTGTAGCAGAGCTCGTAGGTCACCTCAGACAGACCCAGATCTTCCATGGGCGT
CTGCTCCCACTGACTCATGGCTGCCACCACAGCAGACAGGTTGGTCTTCCTCTCCTCCTC
ATACTCGTCCTGAGAGTTCCGGATCAGATCCGTGTACACGGACCTGCACTCCGAGTAACG
CTCCATCCGGTACAACACTTGACCATAAAGTTCCTTCAGCTTGTCTGTCTGCTCAGGAGC
GCTCTCTATGGTCTTCAGGGAGCTCTCCACCCGGTTGAGGCGGTACTCGCAGTACGCCTT
CTCAAACACCACATCACTGCCCAGCACTTTGGAGTGCGTGTTCATCACGTTCAGCGCCTC
CTTGAAGCTCCCGCTCTGGACCAGGCAGACCACCTTGCAGTGCAGGGCCGTGACGTCATC
TCTGGTCTCCTGCAGAATTTTACTGAGAGCCTTTAGGGCGCGGGTGTAGTCTCCGTTCTG
CCCGCAGCGGTTCACTTCGGTCCACAGAGAGGCCACGGAGGGGCCCCCGCTCGCCATGAT
GATGAATGGACGACTACCGGAAGACTGAGCGTTCACTCCCCGGCCATAATGCCCGGG
>CL5989Contig1
TTTTTTTNTTATTTACAATTGTTNTTATACATTTATGGCTTAAAAAAACATAAATAAATC
ATTGAAGTGCATACTTTTATGTTTGGGGACAAATGTCCATGAGGGGGGATATTTTAAATG
TCTTATCTGTAGTACAGAACCATGAAAGGAGTGTGTGAGAGTTGAATGCTTCTTCTTCCA
CAGGGTACCCAAGAACCAGCCTTTCTGCAACCCAAGATCAAGCCCAGATCCAGAGCCGGT
AGTGTGCTGGCAAGCCCTTCCCCCCACATTTCATCATGGGGGTCCCCCGGTGGATCCTCG
CCGGAGAAGAGCATTGACTGTCGAATGTTTGTCAAGCTGGAGCCTCGTCCAGCACCACCT
ATCGACCTCTGCAGACTCTGGAAGAGGAAGAGGAGGTCCACCCTGAGCTCCACAGTGTCA
CCGCGTGACCCCACGCTATACCTGGTGGGGAGGTTGTGTTTGGACAAAAACTGAATCACT
GGGAGGAAATCCACATTTTGATGAAGATGAAGGTGAAGGTGAAGCTCAGCTCTCATAACT
GCCAGTGCCAAAATATCTCTTGTGAGGACAAACTCCACGACTGAATCTCCTCTCTTGCTG
CCTTGGATGCCTCTGACGTCCCTGCAGATCACTCCGTCTTGACAACAACGATAGACCCGT
CGGATAAAACTGAAAAGATTCTTTCCAGGAAAAACCAAAGCACTTGAGGTGCCCGGAGAG
AACGGCCGCACACGAAGCTGCAGCAACGTGGCCAGAAGAGTTCCGGGAGCTTCCTGCGCG
TTTTCCAGCCATGGCGCAGTCAGCTTTGCGCATCTCTCCCAGTGCGTGTCCGTGCGTAAA
GCCAGATCAGAACCTGCTGCGTTTGAAGCCTGTGACAGAAATCCCAACGAGTCCACTGAG
CGAGCGCATACTCCAGTGTCACTTGTCATGACAGAGATGAAAAATGAAGCAATCCAAATG
CAGCGTGAGACAGTCATAGTGAGCGCCAGGATCCTGGATGATCCTCTTTCCAGCTCTCCA
ACGTTTTCCC
>CL5990Contig1
AATGCCGCTCAGGTCTCTACGACGTTTATTCATCTCATACCAAGAAGCTCTTGGAAAAAC
AAATAAATTAATGTGTTGTAGAGGTAAGCACAGAAAATACCAATGCACCTTCATTCATTT
AAATTAGCTGATCTTATAGGTTCGTATTTCCAAGATGACTATACAGTACATGTGAAAATT
AAACAAAAACGTTTACATTAAATCTGTTGATTTCAGTGTAATATACACTAAGGAACAACC
TTCCAGTGGCAACACTGGAATCCGTGGCGTTGTGCATTTGCTCCAGCTCACGCCAGATTC
AAATCCTCCACCATTGTTCTGGAGCTTTGCTTCCTGTGAGAAACACCGGTATTAGTGATG
GCCTACATTCAAAACAGGAGGTTTTCTTCACACCGTCACCACTTTACATACAGGTCTTGA
CAAATGCCATACGTAAAGCAGCGTTCCAAAGGGCTTTGTTAATTGTTTTTAGTTGTAGCG
TTCAGTGAAACGTAGGTATTCAAACCTTTGGCGGGTCAAAGAAACTTGAATTTGATTGGA
TGAAGAGCAGATGATGTCATAAATAATATTGCTTCCAAACTGTTCTCCACTAGAAAAGAC
CTGGAGCCATCGCAAATCCTCACAACTCAATTTTTTTTACACTAGGGAGACACTGGTCAA
GCATGGTGGTGGTAGCAACATAATGTGGGGCTGCTTAGTCACATCTGCCCCCACAGGTGG
ATGCGGGCTACAAAAAATGGGCAAACCTTTACGGGGGACCCATGTGACCTGCACGAATCA
GCGTAGAGCAGAATTGTTGATGCACATTTTTTCTGCTGGGGGTGACAAGTCGTAGCGAAC
ACTTAAACAAACACAAGAGTAAAGTAGCCAAGACTACGGATAATTCATGTTTTTTAACCT
AAAATCCTCCAGACTATGCAAGAAGTACGTTAGGGCTGTTCATGTGACACATGCCTGCAG
CCTGATTGTCACAATTAAGGAAATTAGACAATCAAAGTGTAGTTTGTGTGGTCATCTTAC
AGCCACTATGTTATCACGTGTAGGAAGGGGCCAGTAGCTTCAGACTAAA
>CL5991Contig1
TTTTTTTTTTGTGTTAAAATTTAATATACTGCATATAAGCCACAATTCTCTAAATGGATC
CTTTGTGGCCCTACAATGGACATCCAGAAAGAACCGCACACTCCCCGACAGTAGCTAGGA
CAGGCTCCAGCACCCCCGTGACCCCAGAAAGGACCAAGAGGGTGTAGAAAACGAATGCAT
GCTGGGGTTATTGATTCAGGGCAGAAAACCTTTTTTTAAAGTTCTTCAATTTCAAAATAA
TTCACACCCAGCTGAGCAAAACAGCTGTTTTTTAATTTTTAAAAATAAAAAGTTGACCCC
TATGTGGTAATAACATTTTTTTAAAAGTCACTTACTGACACTGATACATACTGTAATATT



TATTTACAGCTTATACATATACACATATAGTGGTAGTTCTGAATGGAGGTCAAGAAACAT
CCTCAGGATGAAGCAAAAGGTCAGCAGTGGGCCACAACACCTTCTTACAGTAGGGGGCAG
CAAAGTCAGGCTCTACATCCNGTAAACATTTCAGTAAAGACTCCNAATTTAGAATTGTCC
TGCCTATNACTTTTAGATAAATAAATATGAATAGAACTTTTTTTAATAGAAATCAACAAA
TCAGTCACACACATCTGTGTTGTATGAGAAGACATCCTCTCTCAATTCAAAACAGTTGGA
TCCTCTGTGTTCCAAAGAGAAAAAAAAAACATTTTCTAAGC
>CL5992Contig1
ACCCGGGCCTTATGGCCGGGGAGCGTGGAAAAAAAAACAGCGGAAAGAAACATGGCTTCC
TCTGTGAGAAAAGCAGGCCATGACATCGAAACGCGAAATCGGACCGAGGACGTGCTCCTG
TCGGAGGGCATCGACTTCAGCTCTCTGTTGTTATCGCAGCCCGTTCTGGACGGACTGTCC
GCTGCTGGTTTCCAGAAACCTTCGCCGATACAACTCAAGGCGATCCCGCTCGGCCGATGT
GGACTCGATTTAATCGTACAAGCCAAGTCTGGCACAGGAAAGACATGCGTGTTCTGCACC
ATCGCTCTGGACTCTCTGATCCTGGAGAACTCTGCCACTCAGGTTCTTGTTTTGGCTCCC
ACGCGGGAAATAGCGGTGCAGATCCACTCAGTGGTCATGGCCATCGGCTGTGCCATGGAG
GGCCTGGAGTGCCACGTTTTCATCGGGGGCAGGCCTGTGAGCCAAGACAAATCCCACCTG
AAGAAGTGTCATATAGCTGTGGGGTCACCTGGTCGCATCAAACAGCTGATCGAGCTGGGC
ATGCTGTCCACTGCCAGCATCCGACTGTTTGTTCTGGATGAAGCTGACAAACTGCTGGAG
GAGGGGAGCTTCCAGGAGCAAATCAACTGGATCTTCTCAGCTCTGCCCGTCAACAAACAG
ATGCTGGCACTTTCTGCCACATACCCAGAATCCCTGGCTCAACACCTTACCCGCTACATG
AACGAGCCTACTTTTGTTCGACTCAATCCTAAAGACATGGGGCTGAAAGGTCTGAAGCAG
TTTTACAAGCTGGTGCCTTCCCAT
>CL5993Contig1
ACCCGGGCATTATGGCCGGGTAGAGGTGAACATGGCAGACGTTTCTGAGAGGACGCTCCA
AGTCGCGGTGTTGGTCTCCTTCGCCGTTGGCTTCTTGTCCGGCTGGCAGGCGAACCGAAT
GAGGAGAAGGTTTCTAGACTGGAGGAAGAAGCGTCTGCAAGATAAACTCCATGAAACACA
GAAGAAGCTTGACTTAGCTTGATGGTGGAGGGAACTCTGCTCTTTATAATGCTGGATCAT
GAATGGACTACATTGGATCTTGGTGCCCACAACCTCCATATCGTTCACATCTGGACTGTT
CTGGCCTATGGACTTTAAAAAGAAAGTTTTATTTCTCCCACCTCCATTTATATCATGTGG
ACAAATGTTGGTGTTTATTTTCTCTTGTTTCTGTTCTGACCTGCCTTATTCATTTGTGGA
TTTTAACACTTTAATCGTCTTATCTGTTAGTGTTTCAATGCATGTTGTTATTAAAGCTTT
TACAGTTATTTGCAGATTTTAGAGTATTTTGTTTAAAACAGTGGCGCCATCTACTGGTAG
AGAGGAAAAAATACAACTTAGAAATTTACTCGTTTAAGAAGTTTTTTTTGTCCCAAGGAG
CCTTTTGATGTTGTGATAAACACACTATTTTTCTATTTTATCAAAGTGAGCTGACAGTGT
ACAGTTTTGCTTTTCCTCCACTACAATGTCTTTTTTTTCCTCACATAAACTTTTGACA
>CL5994Contig1
CGGAGACTTTATCAAACTCAAATTCACAACAACCTTCGTTCACAGCAACAGGAAACTCCT
CTGAAAACAAAAGCTGACTCCTCAGACTCCACACCGGAAGTTTCACAGTCAAGCACATCA
AACTGTTGCCCACCCGAACCTATCAAGGCTTCCACAGCCACGCCTGCCACAGCACCAGCA
CCATCTGATGAAGATACAGCTACTAATGCGAGCGCCACTGCACCTCCAATTCCATCAGCT
TCACCTGCTTCAACAGATGAGACTGCAGAGCCTGAGAAGTCCTCCACCAACTCACCCAGT
CCAGCCAGTGATCTTCTCACAACATCTGTCAGTTCTGCAGCTGAAGAAAAGATCACACTC
ACGTCTTCACCTGTGGCTACAGAGGAAAGCAGAACATCTGTAACTCCCACCCCACCCCCA
ACTGCAGAAACCGATGCTGAGATCACAACATCAGCAACAACCTCCACCGATGTCACACTA
ACTCCCATCACCATTGCACATTCTCCAGGAGAACCCACAGCTGTAACGTCCACAGCACCT
GTTGCCCCAGTTCCTTCAACAGTTGACGCAACCACGGCCGCAAAGAACAAAGAGGTTCCT
CCTGTATCAACCTCACAAAGTGCTGCTCCCAATTCTCCACCTGAAGCTAACTCTGCATCT
ACAGGAGACTCCAAAGAGGTGTCTGTAACAGCTGACACTGAGGCACCATCAGCTGCTGGC
TCTGAAGATGCATCTGTGAAGGAACCTTCAGAGTCACCACAGGAGGACACAGCCACAGAC
ACGGAAGTAGACTGCATGCCGGAAAGCCAAAGGGTTGAGAGTTCACCTGAGACCAAACAC
TCCGAGTCCGGAAAAGGCAAAGAGGGGATGAAGGAAACAGAAACGACCACTCATCAGAAG
GAAGAGCCTAAGCAGCAGTCAGTGGAGGATGGAAAACACCAGAAAGATCTCAACCAAAAA
AGATCACTCAGTCGGCAGAGTAGCCAGGAGTCTGCTTGTTCCTCCTCGCCGTCATCTGGG
TGTTCAACATCCACCCTCACTCGTCACGCCCACCATAAAAGGACTTATGAAAACCGACAC
CCAGCCAAGAAGAGGCGGATAGACGTCACATCAGAGGGAGAAGCAGAGAACAAAATGGAG
AAGAATGAGGAAGGAAGTGAAAAGGAAGGTACCACCACCGCCCCTCGAAGGAGGCGGTCC
AGGTCTTCCTCTTC
>CL5995Contig1
TTATCATCAAGGCTTTCTGCCACCGATGCACATAAATCTCCCAGATTCGGGTGAATGTGT
CCGTTCACTATCTTCTCGTTGAAAATGTAGATCTGCCGTGCATACGCCACCTCCACACTG
TCCAGCGCACTCCTTCCTGGGATTGTCACCTCACTCACAAAGCTTGGCTCCACATCTTGG
TTGAAATCCAGGGCATCTTCTCCGGCTCCCAGCAGCGTGTGCAGAACTCTCTGCTTCACC
TGCTCCCACTGAACCAACATGGACTCACGGTGATACTCCTCGGCCAACAGGAACGTCCTG
CGGCGAGACTCCTCGATGGCTGACAGGAGGGCGTTGTCCCTCTCGTTCTTCAGGAAGCCC
TGTATATCGGTGTCTTTGACTGGCTCCAGAGGCTCAAAGGTTGTGGCAGCACTTAGGGTC



TCCAGTCTCTGGGAAATGTGGAAGATGTCTAATCCTCTTGAACCAAGAAGGATTGACGCT
TTTACGTCTGCTGCGTCGTGAGGCGTGCGGGTAAGCGTGCGGGATCGAAGCCTCTCTCCG
GCTTGCTGGATCTCCTGAAGGTTCCTTTCAACATGAGGCAGCTCTGACACAGCTTCTGTT
TCTGCAGCCAGCTGTTCTGCCTGCTGCAGAAGCTCCCCAAAACCTTCTCCATCCATGGCC
CTGATATTTACGGAGGAAACGAGCAGCGTGCTCACTGTCTATATTCAAATTTTTTTTTCC
AATAATCACGCTCTTATATTCAGCAGAAGAGTGTAGTAAATAAAAGTTACATTACTTGCC
CCGGTACTCCC
>CL5996Contig1
GGCACGAGGTCACTCCTTGTCGGAACCCCCCCCGCCCCCCAATTAATGAGGATAGTTTAT
TCCAGAAGTGCCGTTTTGTGGGCTCTGGAAGATACCAGCTCAAAGCAAAATGCTCTTTTT
TTTCCTCTCTTAAAGTCCTGCAGCATATGTTAAAATGGGTATCTCTACATTTTAAATAAA
AGTTATATATAAAGCGGTGCTGATTTTATATGGTTTTATTTGTTTTGTTTTGTTTTCCTT
TTTTATTTTTGGATCTTCAGTCACAAAGTTTGAGAGATGTAAGTAAAACTAAATGAAAGC
ATGTGAAGTCATGCAACAAGGAAGATTTTTAAATTTGTATTTTTCCTTTTTCTCTTTTTT
TTTGTCTTGATAATGTCTTTTTAACCTTTTTTCCTACATGTAAATTAGTTTGGATAAAAC
TAATGAAAAGACTTGTGAAATTCAGCTTTAAGGTTTTTTCTCCGTATGGAAAGTCCTGTC
ACAAATTATTGATTTCAATTGTTCAAAAATGTATGGTAGTCATTCANACAGTACTGAAAA
ATGAAAGTTATTCAGCAGCTCTGTGGCAGCTAGACAAAGCTTAGGTTTTGACAGAATTGT
CATGTTTTTTTTCTTTTCAAATGTTTTGTCTACTGAGGTTTTTCTTTTTCTTTTCTAGTC
ATTCCATGCTTAAGCCTTAAACATGCTTGTGGAGTTCATCTTTTTCACACAATCTTCCAT
GTCAGAGGTGGATAATTGGCTTCTTAGAGCATAAAATAAGAGGAGGTCAGATATAATGTG
ACATAGTAAATAAACGGCCTATATGTGTTTTGCCTAATTATTTTATGTAAGTAAAAAAAA
GGAAAAAAAAAAGTACCGTTNATTGTTTACTTACCACTACNTCGGTNTAAATTCCTATAA
AATCANGTGNGTGNGTATATATCTNTACAAAATTTAATTTCTTCCTTTTATTTTTTGGCC
ATTTCTGATTTTTATTTTTTTTTCCTTCCTTGCACTCTTGCCNAC
>CL5997Contig1
GGGCTGAGGAATTCGGCACGAGGATNAAAGTCCGGTCCGGTGGGATAACCTCTGTCTCTA
TTCCCCCCACTGAGATCTCCGGAAAGAATCCGCGGATACCCGTCCAACTTTTTTCACCTC
CGCTCTCCTCGCCTCTCTTCCGGCGTCCGTCACAGGTCTGAGCCCCGCCGCTCCACCGAC
ATCATGTCCATCCAGACGAGCGAGAAGACGACGCGGACCTTCAGGACGCTGGACATTGGC
TCCTCGAACCCGGTCCCCACCAGGACGATGACCTTGGGTCGAGGTCCTACCAAGACGCAG
ACCGTGCAGGCCATGCCGTACGCGCTCAACGGCTCCTACGAGTCCGTGCGCTACCTGATG
CCGATGCAGCAGTCCGCGCCGCAGCAGTCCTACATGATCATGCAGCAGCAGCAGCCGGTC
ATGCAGCCGGTCATGCAGTCCGTCATGCAGCCGGTCATGCAGCCCATGATGCAGCAGTCC
GTCATGCAGCCCATGATGCGCTCCGTGGTACAGCCGATGTACGTGCAGACCCTTCCGCGC
GTCAGCAGCACCGCCAACCACAGCCAGGAGTCCGAGCAGCTGGTGGTCCAGAAAAGTACA
GTGGAGACCAACAGCAGGAAATCCTCTTCAGTCTTCAGCCAGTCATCCAGTCCCACCAAG
AGTCCTGCGCCAAGCTTTGAGGAAGAGGACGAAGTCGTACAAGAGGTGGGGGAGGATGAG
TATGTGGACGATGGTGGAGAGGTGGAGATCGAAGAGGTGGAGATAGTGAACGTCGTGCAG
GCGCCGCCGCCATTGTCGAAGAGGATGTCCAGGATGGAGCTGAGCTCTGAGCTGCGGGAG
ATGCCGGAGGCCCCGAAGCTGGACACGCGGTACTTTGGAGAGCTGCTGGCCGAGGTCTAC
AGGAAGAACTGCGACATCCACTCCTGCATCTCCGACCACGTGTCCAGGATCCGCGGGCAG
AAACACCAGCTGGATCCCAGCAACGACTACNAGCTGGAGA
>CL5998Contig1
CTTCGGCTTCAGATCCTGCAGTTGTTGATTTAGCCCTTGATGACNACATGTCTCTCAGAG
ATGAGATTCTCAAGCTGAGGGAACACGTCGAGAAGCTGACAATGAATCAGCGCTTTGGAA
TTCATCGTTTTGCTGCCTCAGACAAGGACATACGTTTTTTCACAAGATTTGCATCCTATG
ACCTGCTGATGAGATTCTGGGCCTTAATAGAGCCATCACTGCCAAATATGGTCAGTGTGA
CACAAGCACAGAGAGGCACCTTTACAGAGCCAAGTTCCACTGTAACTCGTTTCCTGCAGC
CCATGGATGAGATGTTCATGTTTCTCAAGCACCTGGCACTGGGTTCAAAACAGCGTGATC
TTGCTGACCGGTATGGAGTCCACCAGTCCACAGTCAGTCGGATCATTACAACATGGAGCA
ACTTTCTGTACACTGTGCTAGGGTCTGTGAGGATCTGGATACCAGAGGAGAAAATAAGGG
CACATCTGCCAGCTGAGTTTAAGGACTATGCAGACACTACAGTCATCCTGGACTGCACAG
AGCTAAGGTGCCAGTGCCCTTCATCACCTCTTCTCCAAAGTGAAATGTTCTCAGCATACA
AGTCCCACTGTACTCTCAAAGGGCTGCTTGGAGTGGCTCCTCATGGGGCGGTCACATTTA
TTTCTCAACTGTACGCTGGTTCCATCAGTGACAAACAGATCACGCGTGAGTCTGGAATTC
TCTCCCTTTTGAGACCTGGAATGGCCATCATGGTCGACCGAGGTTTTCTGGTTGATGACC
TTGTACCTTGCAAGATTTATAGGCCAGCATTTCTCTCTGGAAGATCCCAGATGTCTGCCT
GTGAGGTCAGGGAGACCCAAGCAATTGCACGCCTCAGGGTGCATGTTGAGCGCCTCATAC
GGCGTGTTAAGGAACACAAGTTCTTTGACACAGAGATTCCACTTCGGCTTTTTGGCAACA
TTAATCAGCTGTATACTGTTGCATGTCTTCTGACGAACTATGAAAACGGGCCTCTTGTAA
AGGCTTTGGCAAAGAAGCCAGAGTAGCAGCAGTAGAAAAAAATAAAAATTAATAACCTAT
GACCATTTGTATAACTACTTTCTTTAAATGTACCTTTGTAAATTACTTTGTATAAATTGA
ATATTATAATTAATGTTATGTATGCACTGCTGTACATTGCACATACTCC



>CL5999Contig1
ACCAGTGAAGTTACACCTAACAAAGTCCACATNTAAACAACACATGTCCCTTGTCTGGAA
AATGCACAAAGAGACCAGCATATGTCCACCAATCTGAGTCCATTGATATACCGAAAGCCA
GCATAAATCTAAATGCACGTTAACTTTTCTTTTTTTTCTTTTTGTGTATTTTGTGTAAAG
GTAAACACTGAATTATACACACACACACACACTCACTCACACACACACACACACAAACAG
AATTCTGGGTTTCTTAATCTACGGTTCACATTCACAGTTGTGCTACAACATTAGATAAGA
TAAGAAGGGCTGCAGTTTTTTGTTTTTTTGGGGGGAAAGAGGCTGGTGGGAGGTTGGACG
CAATGGCTGAAGAGATGATAGCTGGTTGGCTGGGACGGGGCATGAAGAGTGCAGACATCC
ACATCCACAGAATTTCCGACACAATGACAAACCTTGGAATTTAAGGTTTAGAGAATCTAC
ATGAAATCCTTAATGTTAAGGTCATCCAGAGCATTCCGGGGAGGTGCAGGCTTCCTGGGG
CTCTGGGCCATTCCTGGAGACATCTGTGCTCCTGGAGTCCCTCCAGTGGCAGGGAAGCCT
TGCCTGCCCATGGGCATCATAGGTGCTCCGGCAGCTGGTGCGCCCGCCTGAGGGGCCGCT
GACATCAGCTCAGCACCAGGGGCTGCAGGAGCAGCAGCAGGAGCAGCCGCCGAGGCATCT
CCTCCTGTGGAGTCAGTTCCAGCGTTTGTGGCTGGGGCAGACGTAGCGGCAGCACCGCCC
TCTGCGGTTGCAGCAGGGGCTTCAGTGGTAGAAGCAGATGTGGCAAAGGCTTCTCCCAAC
AGATCCATATTGGCGGTACCGGGGGAAGTGGCAGCTGTTGAGCTAGTAGGAGGAGCTAGG
GTAACTCCGGGTTCTGCCGCTGCTGGAGCGGGTGCTGCTGCTGCGGTGGAGGAAGGGGTG
GGCTCTGCGGTGAGGGCGGGTTCGGATAACATGGAATCGCCCATTTCTGATCCAAGAAGA
TCCCCCCAAGATGTTGGAGCAGCTGATGCTGCGGAAGGACCAGTGGAGGACAGTGGATCC
AAGTCCAACAGAGAGTCCTCCGCTGGTTCGGGAGCTGCAGCAGCACCGGCTGCACTGTCC
CCAGGAGGAGGCTGCAGTGTGGGAACAGCGTTTGAAGATTTGGCAGGAGTTGAGGTGGGA
GACACATTGTTCGTTGGAGAACCCTTTGTTGGGGACCCTTCGCCCTTTTTTCCACCTTTT
ACATCTTCAAGACCGTTCATGTGTGTTTCCAGAGACTCCAGGATACTGCTGGGAGCATAG
TTGATGTCTGGAATGTCATTTTTCTCAACACCAACTGTCTCAGCCAGCTTCATAAACTCT
CCAATTTTGGTCACCCTGGTCAAGAACCTCTTGTAAATCTCCAAGGCTTCCTTA
>CL6000Contig1
CCTTTTAAGTGTCTGGGATTCTTCAAAGCATCAAATCCTTAGTTTCAGTGAGTTTTTTTC
TCCAGCAGTTCATTCGCCGTCTTAAGAGTTCAAATCATGTTTATGATAAAGTTGTACATC
TGTGTGAGCACCACAAAGTGAACAGGCAGACAGGAGCGCCGGTCCTGGGTTGCAGGGTCG
CATGTCAGCCAGGAGAGGGCGTTGTATTGCTCTAGAACAAATCTGAGCACATCAGAGGTA
TGATTAGAGTCAAGTGGGTGGGAGTGTTTACTGTGCAGAAACTCGTCTGATTGGACAGAA
GACACGTGCAGGTGGAGGGAGGCCTTCAGGAAGAGCGGGCACTGGTTCTGGGCTTCAGGG
CAGGCTGACCAGAACCAGTCGGGCAGCGGTCCGGCCTTGGCTGTGGAGATGAAGTAGCCC
AAAGCCATCGGCTGTTGCAGGATGTTGAGAGCCTCCTCGTGGGACTCCATTCGATCGGCG
CTCGGGCCCTTCCCTCCATCTCCTCCCTGATGGTAGTGACCACTAGGAGAATGAACGGGG
GAGGTTGTTGGGGAGTTGGGCAGGATGTTGATAAGGTCTGGGTCCATGTCGTGATCCATG
TCGTTCCCAAAAAGGTCAAGGAAGCCCATGCCGTCTGATCCGTCAGGATTGATGGGGTTG
AAGTTGATGTCAATGGGCTCGGACGTGTTGGTGTTGACCTGCACCATGGCGGAGGTGGGG
AACACTAGTATGTGCGTGCAGGAAGTGTCCTGAGGTGTGCTAAGCTGCGACGTTTGCATG
TTGAGGGTGGTGCTGCGGCCGAACACCGAACCCGTGGACACGGAGTCTGGCATAATGACA
AAGGAGCCCTGTGGTTCCATGGCAACCAAACAGGCGCTAAGGATGCTGCCCGGCCATAAT
GCCCGGGTTTNACGGCCGCTCCCAC
>CL6001Contig1
CTTTATTTTTCAATTCATATGCAAAAAAATTTAAACAGACATTCAAGAGTAAAGCTCAGA
AGACGAGTTTTTAAGTGTGAAACAAAGAAATTCTGTCCGTTATTTACGCTGCAACACCTG
AGAGCTGTTCCTCTCAGTGGAATGGCATAAATTATTGTCCCTTAAAGGTGTCTTCAAACC
AGTTTGGGCCAGGTGATATCTGCCTCTTCAGTTTGCACAGCCGAAACTAAGCAAATTTCT
CACATGAAGCTCTGACTTACAGCTTGATAAACATAAAGTTGGATGAACACCTCCNTGTGG
ATCAGCTGCTGTTAGCACTGACACTGCAGGCCTGACTCCTGGGTTAAGTCATGAGAGATG
AGGCTTCCCCACTGGGATAGACACAGTTGTTAGGACCTGGTTCTGGAAAACAAATCTCTG
GACCCGTTCGAAGACCCAGATGAAGATGAGGAGGATGCTGACGTACTGAATCCAGGCAAA
CTTGATGGTTTCCCAGAATCCAGGCCGGTAAGTGATGACCTCCACAGGGTACCGAATTTC
AACATTCAGCTCAAAGGGAGAACCAGCAGCTGGGCCCACAGTCCAGACCGGCATTGGACA
CGACAGTACTGTTGTTAAGTTTCTGGCTTGGTAGCTCCTGACTATGTTCTCAAGGTCGTA
CGCACTGGCAAAGGGGCTGGAGCCATCTATCACCGACACATNATAGATATTGTAGAGCCC
TCTGTGGGGCAGGGGGGTCCTCTGCTGCAGCCTCAGGTCCCCGCTAATAAAGAGTTTGGC
TCCAGGGACAGGAGAGGCGAGCTGCACGAAAGCCAGACTCTGCATCACGACTGTGGACAT
TCGAAAGAGCTGGTAGCTGAAGGTGAGCAGAAGCTGGACACTGTACACTTGTTCATTATT
TTTTAAAGGAAGCTGCAGCTGAAACGTCAGAAGGTCCAACTTTCCGTCCTTGTTGAGGTC
TTCCTCCTTCACAGAGACGGCAGGGATCCGCAGGTTGGGCCCCAGCATGTTGTTGAGGTG
TGGGAAGGTACTCCAGGCCACATAGTCCCCTTGAGTGCCGGTGGCTGCAACCATCAGAGT
CTGGTACCGAAACCTCACAACCGGCTGTTCTTCATACGTGCTTCGCTTTAACCAGAAACC
TTGACTCCTATAAGCAACAAGCAGAGGTGGGATGTAGGTTAGGCACAAAACAACAACCAG
GAACAGCGTAGCCTTTGTGCAAACACTGGTTTTGTACCGAATTACAGCCGGATGAGAGTA



CACTTCGTAGAAAGCCATACGTTCGGTGTAAAGACAGCTAGCTGTAAGGCTACAGCTGGA
GATGCTAACCTAGTAGCGGACTAAATGATTACCGGCGTAAAAATGTCGATACTACCTAAA
CTGGTCGTTAAGAAACTCCAAAAAATCTTCCTCTGGATTCTAAACGCCAGTAAATTCATA
TTTTTCTGATAACTTTTCGCGTTGAGATGCTATTTTGCTAGCCCCTGCAACATGTAAGGA
AACGAGCCCCCCGCCATATTTCTGCCCCCGGCCATAATGNCCGGGTTAAACGCC
>CL6002Contig1
AAACAAAAAAAAAAAACAGTATCCAAAACCACATAACTGAACAGTGCCTTCTTCTATACA
ATTAGCAAATATGCCTCCTGGTGACAGGGGGGAAAATGACACCCATTAGGCTACCCCATA
AGATTAAAATAAAATAAAAAAAGATTCTTGCAGACTGCATGGAAAGTGTTTGGTGCCATG
CACTCAAGAGTTATTCACTTGGCCATCTGAAGATTTAAGTCCTTGAAAGACCTCGGTTGT
CAAGATCTTTCACCTTGTATATCCTGACCAGCCAGTGCTCTGTGGTGTAGGCCTCCTCCA
ACACATCCAGTTCAAAGTCTTTGTTACCAATCTCAGCATTCCTTACTCTGTCGTAACCAG
GTGGTCTCTTGCCCTCTGTGTAGACCTGTCCAAAGCGGTAGTAGCACATCTTGTACATCA
GACAGTTGAGAAGTACAGGTGAGCCTTCACGATCTACTCTGAACTCTCCAGTGGGAGTGT
AGTAGTCGTGTTCTTTGATATGTTTCCCTGTCTCTGTGCTTCCTCCAATGCGGACCATCC
ACAGAAACTTGTTAATATCATCTGAAGAATAGCCAGTAAGTCCTCCAAAGATTACTAGAA
CATAACTGACATCCAGCTCCCTCATGATCTCATAGGCTCTCTCCTCGGTTGATGCCATGG
CCTGTCCAACTCTAGAGATATGGGTGTTGTTCCATGTGTTGTTGTCCACTAAAATAGTTC
GATTTGCCATGGCAGTTATCTGATAGCCATAATCCCACCATGACATGACTTTGGCATCCT
CAGGAGTGTTGTGGCGGAGCCAGTAGTAGGCCTCTCTAAAGTCATCAAAGATAATGCGAC
TACCATCACCGCCACGGGCAGACAAGACAATTGAAGGTGATGAGTAGGCTTC
>CL6003Contig1
TTTTTTTNTTATATGCAGGCATGTTTATTTTCTCAAAGAAGAAGAAATTAAAATAACATT
ACATGTTCTGTCATGGTTTTCCCAACAAAGTCACGGCCGCGGATAAAAAGAGACTGCAGA
GAGTCATAGAGATGGCTCAGGAAATCATTGGGTGCCCTCTCCCCACCCTGACGGACATCT
GCTCCACGCGCTGCATCACTAGGGCTCATAACATCATCAAGGACAGTTCACACCCCGGCT
CAGACCTGTTCAACCTGATGCCCTCTGGGAGGCGCTACAGAGGGATCAGAATCAAAATGA
ACGGACTAAAAAACAGCTTCTTTCCAAAGGCAATAACAATCCTCAATTCCCAAATGCACA
GATAAAATCCATATTCCTGTTTACTTCTCTGTCCACAGTGTCAACACTCTACCTCTTTAC
CACCTCTGGCACTTTTGACATGTTTACACACAGTTTTCATACGCAATTTTGAAC
>CL6004Contig1
GGATATTCCCAGTAAATGTGAGTTGCACATCAGTGACGTCAACTCAGGACACCACCAACT
GAGATCACATGACTTATTAAGGTGCTTTTGTGCGCTGATTTTGCTGTTGGAGGACAGCTG
GAGCCCCATCAGCGTGTTACCTTTCAGCCTCAGGCTTCAGACCGTAGTCGGAAACCGCTG
TTATCTCCGGTCCGGTCCCGGTCTGGACGCAAACGGTAACTAATGAAGCGGGACACCGTT
GCCCTGGAACAGGCTAGAAGCTGTTTATTTCTTTGCTTGGATCAAACTGTTTGAAGTGCG
GTGGAAAGAATTCTTTGAGGATCTCATCAATCCCACTGACACGCCTTCTTTTGAAGAAGC
AGAGAATGAGGACTTTGGGGTGAGCCTGTCTATTACCCGGGCTGAAGTCACCGAGGTAGT
CAACGAGCTCCTCGGTGGCAGGGCCCCGGGAGTGGATGAGGTCCGCCCTGAGTACCTCAA
GTCTCTGGATGCTGTGGGAGTGTCTTGGCTGACACGTCTCTGCAGCATCGCGGGGCAGTC
GGGAACTGTACCACTGGACTGGCAGACAGGGGTGGTGGTTCCCCTCTTTAAGAAGGGGGA
CCGGAGGGTGTGTTCCAACTACAGGGGAATTACACTCCTCAGCCTCACTGGGAAAGTCTA
TGCCAGGGTACTGGAGAGGAGAGTCCGTCCGATAGTCGAACCTCGGATTCAGGAACAACA
GTGCGGTTTCCGTCCTGGTCGTGGTACAGTGGACCAGCTCTACACCCTATCTAGGGTGCT
GGAGGGATTGTGGGAGTTCGCTCATCCCGGCGGCCCCCGTGGTATCCTGTGGAGGGTGCT
CTGGGAGTATGGGGTCCGGGGAGCCTTACTGAGGGCTGTCCGGTCTCTGTATGACCAGAG
TAGGAGCTTGGTTCGCATAGCCGGCAGTAAGTCAGACC
>CL6005Contig1
TAAATGTCCNGNACTTCTGGGATTTCCGTTGTAGTGTTTGCAGACCCTGTCCAGGTTTCA
GTCATAAAAAGATCTCGCTAAGTGCTTTGTTACGAACTGCAATAGAAATTCTGCATAATC
ATAGGCTGGCTATCTCTGCTCATTGTGGCGCAGCACTCCTGCTAGCTGGTACAATTCTCT
AATCTCAATTTGGCAGATATGACCTCTTTTCAACACAAGTTCTCAAGTGAGGTAATTCCA
CTTGACCAATTTGATAAAAAGTACAAACTTGGAGCAGTTATTATTACATTGGCGTGATTA
ATAAGATGGGCGACATTTGGCTGCATGCCTTGCCAAGCGTTAGTGTTGGGCTTGCCCAAG
GGGGGGGTTAATATATAAAAAGGATCAGAAAACAGGAGAAAAAACAGAAGGATTAGGCTA
TTTGATATCTACTGATCTTGATATGTCCTTTGATTCTCTAGCTAGCATTTGAAGAGTATA
ACAGTTGTGGTAAGAGCTTTCTGCTTATGGGAGCATGAACCGTAGCAAAACACGTTTTCA
AAGCTACTGAAATGACACTAAACTTTAGGTTTCATGAATATACAAACAAACGAGAACTAG
TACATCTTTGTAAATATTAACCAATACTGCCGGCAGTCTATACGCTAATAAAAATGTTAC
TTGCCCTCAGGAACAGTATAATCCCTTAAAAAATTGACAACTTGTATGATAAGACATTAA
ATGAAAAAAAAAATACAGCACCTATAAATAAGCAGAATAAAAACCAAACTATAAATGCAA
AATAGCAATAAAACCAAGCTACAGTAAATCATAATACACTACTTTGTGAGAAGATTAATG
TAATGGTAACGCATCAAACAGCTTAAAGAAGGGTGTCAGTTGTGCACTAGTAGTGTGTGC
AAGTAGATACGAAATATGACCCCCACGC



>CL6006Contig1
AATTTAAGTGGATTTACATGGAAACACAGCACTGATAGATNAATATTAANTCTTACTTAT
GCGTGTGNACAGACCTTTCTAGTNGACGTATGCNACCTTTCAGAGGCACAGANNCAGAGC
GAANGGTCCTTAGCACATTNTACGTACACAACACTGTTTACACTTTAAAGACCGACTCCG
ATCAAATTGTATTTTTGTTGTTTTTAACATGTTCTTGGCATTTTTCTTATGATGCAGGAC
ATAGAAAATTAAGCTTAAAGTTGTATTTCTGATCATTTTTAAATTTAAATTTTTAAAAAT
GAGGAGCAGACAAAAAGAAGTTTGTAGTTGTGAAAATAAGATAGGTGAGCCAAACAAGCT
CCGTGCTCCACTTAATTCTGATGCATCCACTTGTAGACGACTAGATCCATGTTTTCCTCG
TCTGAGCTGGCTCAGAACTACAGCTGAAAAGCTTTTGTTGCACCGGTAATTTTAGGTTGA
GAGGCTATAAGCTAGCGGGAAAGTATGTAAATGGATGGATGATGGAAAGTAGAAGCAGAC
TTCCTCCGCATGAACAGCCACAACTCAGTATAGAATTTCTAATGAACTACTGCCACTCTG
CAGAAACTAT
>CL6007Contig1
CTGGGAAGTACTAACTTTGATTTAAANGTAAATGTGAAGTCGACAGAAATGACATTTGTT
CAACGGAACCAAAAAAGCACGGAGAGATGATCCTGCAAAGGTTCAAACAGGAATAAAACN
GGAATTATGGATTCCTGAAGGGACTGATGAACGCAAATGTTCATCAAACNGGANGGATTT
ACATCAATATGTGATGCAGGACTACAGCACCTATTNTATCAGACAATGCTTAATGTAAAA
CATTTACAGTTTACCTGCAGAAAACACTGATAAACCTTAAACATTTCACATTTGAAAAAA
CTACTNATCATNTTCTAGTTAAAGTACTTTAAGATTTAAAAAAAAAAAGTTCAATCTGAA
TTGTTTTTCTCTCCTGGCTCCAGCTCAGAGGCCTCACAAGAATAAAAGCCATGAATAACC
ACGCATCAGCTTTATGAGTCTTTGTGTTTAAGAGGATTGTCTGACTTTTGACCAGCGGCG
CGTTTTGAACATTCCAGTCGTAAACTCNGTCGTCGTGGTCATACAGGAGGTTCAGCGTGT
GCCAGATGCTTGGGCGTCTTCTCATTCTCAGCTGGATTGATGGAAAGTTAAACGTTTAGT
TGATATTCAGTCCTTCAGGCTGCAATCAAATGTTTGTAAAGAACCTCTGTTGTTCAAATG
TATTCATGCTGGTAAAGTTGAGGAGTTTTTCTGTGTCTTGTGTTTTTTGAAATAAACGCA
GAGCAGCACTGCAGTGATTTTTCTTGTTTTGTATTTTTGCTGCATTCTTCAGAGCGTGAA
ATGATATTATGCTTTAATGTGTGTCAGAACCCCATTTTTACCTTCCTCTCAGGTTCTGTT
GACCACTAAGGAAGCTTGAATGTATTGACAATGTGGAGTTTATTGTAATATAGTTAGAAG
CTTTAAAAGAAAAAAATAATTTTTCTTAGTTCTTTTAATAAATTCAACATTTTTGCACCA
GAANAAAAAAA
>CL6008Contig1
CGGCACGAGGCTGTAATGTAATGATCTTACTCCTTTTTACAAGCTGCTTTGGCAACAAAC
TTATAATAAAAGTCTACAATAAGTCATTTTTAGGACTTAAAAATTGAGTTAAATGTTATA
AAGTGCTCAAGGTGGGTCATTAAATTTGTTTTTCTCTGCTGAAAGTGTATGACTGTCTAG
TTTTTTCAGAGAAAGCGATTCTAATCACTTAAATCCTAATCTATTACCTATGGTCATCAG
GTACAAACGTCACTGTCATAATTCGTCAATTGAATCTTCAGTAATCTAGTATAAAATCCG
ACTTTTTGCTGTTTTGATTCAATGTAAGAGAGTTTAAAGTGATGCTCTTCACCAGTATGT
CTGTTCATCGTCTTCAACGGGACCACGGGTGTCAAAATGAGCTGATACAAACTGTGAGAA
CTGATGACTGTTACTGTAAAGCTACAATAAACT
>CL6009Contig1
GCAGGACGGTGGCAGTTTGAAAACACATAAACTCCCCTCCTCCGTTTTTGACCAAAAGTT
AAATATAAAAAACAAATGTGATCCCATTGGATCCTTAGGTAAAGAAAATAACATTAAAAA
CATTACAAACGACAGAGTTTAACTTTTTTCTTTAAAAAAAAAACCGGAAGTCGCGTTGAT
GTCCTGCTTGTTGGTCACCAACACTGGAGCTCGGATTGTGCTGGAGGACGGACGCGCTGT
TATTCTAGGCCGGGGTCCGGACACCGGAGTCACCGACAAGAAATGCTCCAGGCACCAGGT
GAAGGTGGTTGCGTGTTTTGCAGAGCAGAATGTTCTTGTTACTCAGCTGGGTCCAAATCC
CAGTTTCCTTGAAGGAGAGAAGTTGGGTCGAGGTCAGTCTGGGAAGCTAACCCACGGAGG
CACCCTCTACCTGGTGAACCACAGCCATCCACTTACTGCCAACTTCTGCCTGAGCTCCAA
CGGAACTGCAGCCGACATGCCCAAGAAAGGATTGAAAGTGACAGACAAGACTAAATCGGC
GGGAAACCAGAGAGAGAAAGAGGCTGAACCCAGCCCAACACCCAAACGCAGCATAAAAGA
TTTCTTTCCTGCCTCTCCTGTGAAGTCATCTAAGAGACGTCTGAGCCCAGAAAAAGACCG
TCCTGAGACAAAGCGGCAAAGAAGAGACCAGGACGCAGATCGAGCGATGAAAGAGGAGGA
GGAGGAGGAAGGGCTGGCTGAGGAAAAGCTTCAGCAGCTGCAGGAGTTTGCTGCAAAGGA
GAGCAAAGCCATGAAGTCCTCATCCTCCTCATCCTCTTCGTCCTCGGTACAGGCTTCCGT
GAAGAGCAGCTGGGAGCAAACAGGGAACCTGTTGGTTTATACAGCTGCAGGAGTCACAGC
AAGTGAAAAGATTGCTGGTTTTGACATCGATGGATGCATCATCACAACCAAATCAGGCAA
AGTCTTTCCTACCGCACCAGACGACTGGAAGATTCTTTACGTAGAGATTCAGCCAAAACT
GTCCAGTTTGCTTAAGAAAGGATACAAGGTGGTGTTCTTCACCAACCAGCTCGGGATCGC
CAAAGGCAAACTGAGGCCGGAGGTGTTCAAATCGAAGGTGGAGGACGTCCTGGCCACGCT
GCAGCTGCCCGTGCAGGTGTTTGTGGCAGCCGGNCCTGGAATCTACAGGAAACCAGTGAC
GGGGATGTGGGACCACCTGTGTGAGAAGGCTAATGACGGCGTGACCGTTGACCTCAAACA
GAGCTTCTATGTGGGAGACGCTGCANG
>CL6010Contig1
CTGCAGTTCAGTACCAGAAAGAAAGAAAAAGCTACAAATTTAGAAAATGACAGTAAGAAG



AACAGAAATGTCTGCCTGTCGGCGCTGGCAGGAAAAAGCTCCCACCAGCCATTACTCCCC
CACGCCAAAGAAAATACAGCGACTTCCTGCTCTGACCCGAGGTTAAAGCCTGAGCACAAA
CCAGAACCCCCAGCTGTCTGGTTTGTAGATGGAGCTGTGTTGAGTGTTGATGCCCACGGC
AGGGTGGGGTGGGGTGTGGGGGTGGTGGGGATGTGGATCCGTGCCCACATCTTACCATCA
TCTCTGCAGGCCTCACAAGCAGATAAGGGCATGCCTTAATCATGTTTGCCCTTGCCTTTA
GGCGCGCCTTCGTTCCACGCCACATACACAAACAAAGCTAAAACCACATGCACGGCCAGC
ACGGCCACGATGGCGGCATAGAAATAACTGTCCGAACTTGACATCTTCATTGAACCTTCG
AACACGTATGCCTTTGTTGTGAAATAAAGGCCAATTGGCAGTGTGACCATCAGGATAGTG
AAGAACAGCAGTGTCTTAAGGGCTGAAACCAGGGAGCCTTCATTTCCTCCGTTATACGGC
GGTGGTCCAACTGAGGCGTCTAACGATGCTCGGACTGATCCGTCCATTGCTGTGTGGATA
AAACCTGCGTTGGAGATTTTAAAAGAGCTGCTTTTGCCTCGT
>CL6011Contig1
TATGGCCGGGGGCAGAGGCTTCGGGGGATGCTCCGGCCCGCAGAGGTTACCTCATGTGTT
GATCAGCGCGCGGCGGGTGGAACCGGTGTCAGCTCTCCGCGGTTGGTTTTATGGGGGGGT
TATGATCTTTTATCACCCGAAGGATGGACTTTAACAAGGTGACAGCTTCCGACGGGGAAG
CTCGATAGTGTCTGCAGTTCAGCCGAGTTTGGCTCGAAAATGTGACGACACTTGTCAGGA
GGTTTTTGGGGGGCAATTTCGAGCTCTCTGTCTGCCGCTGCAGGGGTCACCATCGCGGAC
AAGGAAACCCCGAGGATCACGGCCTCTCGTCCGGATGACACCAGTAGGAGTCAGCTGCGT
TTCAAGCTAGCATTGGCTAAGCTAACCAATTTTCTCACCTGAATTCGACATCATTCTTGT
TGATGGATAGCTTATATCGAACAACGTTACCTGTGAGGAGTGGGCTCCGATGTTATTAAG
GAGTTTCCTGCCACCAGGTGGGTGGACAGCATCTTTTTGAGGACTGCCACTCGTGTCGAA
AACTCCACACATAAAAATAAAAATCCAGGCATGATGGAAGGGCTTCATAGTCGGGCTCTG
AGCCTGGATCCACGAAGGCAGGAGCTGCTTGAGGCTCGCTTCACTGGAGTTGGTTTGGCT
AAGAGTTCAGCCAACAGCGAATCATCAGACCAATCTCTGTGCAGCGCTGGATCACTGAGC
GATAAGGAGCTTGAGACACCAGAGAAGAAAGCCACTGAGAGAAGCAGAAAGAGAAAAGGA
GACCACTCTGACACCAACGGTCAAGGAAAGGGACGGGGGCAGAAGTATAGTGATTTTTTT
GAGTTTGCTGGCAGCAGCGTGTCGGGTACCAGTCCTGGACGCAGCATCCCTATGCTGGTC
CGGGCCTCTTCACAGCAATCCCTGTCTTATCTTCTGTTTCAGCACGACAGTCCTTCATCC
ACTGGCTCGGCTCACACAGACTCCTCATCCTGCAGCTCATACCGGACCGCCCCGATGCCC
TCCTGCTCACACAAAGCCATCCAGTCTGAATTGACGCTGACGAAACTGAAAACTCTGGAA
AAAGAGAAGAACTCTAAACTGGAGAAGAAGGAAGGAAGAATAGATGACCTGCTGAGGGCA
AACTGTGACTTGAGGCAACAGGTAGAAGAGCAGCANAAGATACTGGAGCGCTA
>CL6012Contig1
TTTTGACCAAAAACAGATTAAGCTAACAGGATAGGACGCCACAATTGGAATAAAACAGGG
TTGAGAATTTAATATTTCACGTCCAGATACTAAAGTTATTCTTTTTCACGTGATCACAGG
CGAAACCGTTAGAATCTTGTGAATGAATGAAAGAAATAAAAACAAGAAGACTGGATACCA
GTCCTTTGCTTTCGCCGCAAAACGTGTTTCACACCAAACTAGGAGAATGTACCCAGACAG
ACAGAATTTGAGACGTCTTCAGTCCCAGAGTTTAATCTGTCCGTCCCAGCCGCAGGTGAT
GACCTTGGAGGTTTCGTGCGGATGCCACAAGGCGCTGATGCACACCTTGTCGTGAGCCTT
GATCCTGTGGTAGAGCTTGGTGGTCTTCCAGTCCCAAATGTTGAGCTTTCCGTCTGCGTC
CCCTGAGACCACGGTAGCTCATGTCTGGGGAAAAGCCCACCTGGCATGCATAACCGGCCA
CCATGTGGCCTTTGAAGATTTTCTTTTTGTTCAGTCTGAAGCGATTTTGGGCTCCAAAGA
TGAGAATCTGGTTGTCCATGGACTGACATGCCAGCCATTTACCGTTGGGAGAAAGAGTCA
CAGCCGGCATGGAGTGCATACTTGGCTCAGCGATGTACTTGAAATCCACAGGGATGTCCC
ACTCCCAAACTCGAAGGCTCTTGTCGTCTGATGTGCTGACAAAACGCCGGTTCTCGTCCA
CAAAGGTGATGGTGTTGACAGCGCCCAGGTGGCGGTCGTACTCCTGAACCACCTCGCCTG
TCCTGATGTCCCACTGAACAATCTTCTTATCCGACATGCCGGCCACAAAGAGGTTCTGTT
TGTCTTCATCTGGGTTGAACTTGACACAATATGGCACCTTCCTGTTGGTGAAGCGGGAGA
TGCACTGGCCTGTCTCGGAGTCCCAGAGTTTAATGTGGCGGTCGTATGCGGCGCTGAGGA
ACTGAGTCCCAGTGTTGCTGAAGCAGATGTCTCGCGCAGCTTTGCTGTGACCAATAAATG
TCCTGAGACACCTCCTCTCACCGTAAACCTCCC
>CL6013Contig1
CCTCCTCATCCTCTGCGTCTGCTGAGATTTATGATCCCGGGGTTCGTCTGATCGCATTTG
CTAAAATCCTCTCCAGGGTGGATTTCTGAGGAAGGCGCGTCCACGGAGGACGCAGGTTGC
GCAGCCCTGCTTTGCGCGCGTCTGGAGTGCGGCGATTGAAGCGGTTTTGTTCTTCTATAA
TATAATCAGCGGCTAATTGACGCAAGGGCCTGCCTGCAGTGCTGGCATTTTCAGCTCTAC
ACCAACACGGGATAATACATTTTTCTAGAGAGAAAAAAACACTAAGATGAGGAGGCTGCT
GGCTCCCTTCTGCAGTCATCTACATGGTTTCTGGAGATGCTGGTGCCAACTGAAGTTCTC
TTTTCACTGACGGGAAGAAACCAGTGAGGTGTAGGATGCGGTCGCTGAAAAAGACTGTGC
TGTTGGCCATCCTGGTGTCTGTGGTACTGGTACTGGCTCTCATCCATTCCTGGCCTGCTC
GGGCTTACACCACTGTGGATGTGTGGCAGCAGCTGGCACCAGTTGTAGAAAGGAACGTTG
AAGACAGACTCCCACTGCTGGACCACCAGTTAAGCAATATCCCTTTTCATGTGAAACCAA
GTGTAGCAAGC
>CL6014Contig1



TTTTTTTTTTGTTGTTTTCCCAGTGACAGTTAAAACCTGTATGAGGTTTTTATACGGTGT
GTGCACAGCAGCAGTTTACCGGGATGGACACTTACCAGACGGGTTCACCTCGACTTCCTC
CAGAAGGTTGGCTGTAGAGTTGGCGGTTCCCAGTAAATGATGCTTCAGGAGCAGCCGCTT
CTTTGCCTTTCTCCTCTTGGTCCTCTCAGAAAAGGTCCTGGCGATTTCAAACAGCTTCTT
CCGTGTTGATTTGCCCATGAGCTTGAGCTTGTCCCTGAACAGGGCGTCCTCTGAGGCAGC
CTCCACTGACGCTGCAGAGCACTGATGCCCTGGGAAACTCTCCAAGCTGGATGAGTGATG
GGACTTTGCTTTCTTTGACTCATACTTCAAGCGATCTTTCTCCAAGGCCATGAGGAAGTC
GCGGTTCCTCTGCAGTTCTCTCATGAACTCCTCGTTCTGCAAGAACAGGGCGATGCGCTC
GTCCTCCAGGTACTGCTTCAGTTTCTCGTCCTGCCCCACAGCTCCGGGCAAACCTAGCCC
TCCAGTGCTCCCTGCAGCTCCAGACCCAGAGCGAGATGCCCGCTGGCTTATGGAGGACAT
CGAAGAGGAGGAGGATGAGGGGCGAGATGGGCTGCTTTGTAAGCTCTTCATGCTGTCCAA
CTGCTGTGGCAGGATCCTCAGGAAGTCCTCTGGAAGGTTCCCGAGCAGGGGGGGGTTCCA
GTTCCTGCCCGGCCATAAGGCCCGGGTTAACGG
>CL6015Contig1
AAGCAGGCGAATGCAAACAGAGGCTGCTGCCTTGTGAGCACGACTTCATCAAGCAGAGTT
CATGAAAACACTTTGCAGTGCAATATGTACAAGTGTTTGAATACAACTGGATGGCCACAC
ACAAAAGAATGCTTTGAAACGGTTTTTCCTTTTTTACTTTTGACATTTCAATGCCTTAAT
TGCTTGTAAATTCCCCAAATTAAAGTCCAGTCACTTCCTGCAGAAATGCCTGGAAAAAAA
TCCTGACATTTGAAGAGAGGAAAGAAAAACAAACTATATTGCTGCCTTTGAATAAATACA
TAAAGGAGTCTTTGAGTACCTTATTTTTTTTTTTATTACNCCTGAANCTTGANGGAAATG
NCNCCGGTTTGCNCAAANGGTAGNGCNCAGATCCCCAANGGTACAAACAGAAATAANGGC
CCAATANCTATTACNTTTATNGTACANAANCTGTTATGGAGAAAANATTGATATCAAAAA
CATAGAAGGACAGAGNGTTGCTTTAAAAAACATCNCCCTTTTTTTTTCCNCCTTCCTTCC
TTTTTNAATNAAANGAGGC
>CL6016Contig1
GGAGAGAACTAGNCTCGATTTTTCATAGGTTTGTGTAATTTTGATACCAACAAATCTGAT
TTTCAGCAGGTCTGGAGCAAATGTCTTTTCCTGGGATTGGTTTCACTGAGGAAAACCCTT
GCTAGTGTCTGAGCGGAACGTTTTTGGGTTCTGAAGGCCTCGTCTTCAGGTTTGGATCTG
CAGACCTAAGGGGGAACGGCTCATTTTTGGTGACATTTCTTTCTTTTTCCTGACTTGTTA
GGAATCCACTGTTAGGTTTCTAAAGATGTGCACTCTTTAACCAGTGTGTTAAAGCAGGCT
GTTTTCTNCTGGTAACATTTGATTGTTAATCAGACGTTGAAAATATCAATTAAAGTGCCT
AACATAGAAAAAAAAAA
>CL6017Contig1
AGAAGCCGTCTCCATCAGACCACCACCGAACTGCAAGAGCAGGAACTGCATCAACATTAT
GGCCTGTCAGAGGCTGAACGTCTGGACAGCGCTGCTGCTGCTGCTCTCGGTCTACGCCGC
CTGGGTCGCCTCCCAGCCGCCCTGCAGTGGAGGCCCCCCTGGTATTCCAGGGATACCCGG
AACCCATGGACCAAACGGCAAGCAAGGTCCTAAAGGAGAGAAGGGCGATCCAGGTGAAGC
TGATCAGTCAATCAGGGGCCAGAAAGGGGACCCTGGTGAAAAAGGCCCCCCGGGACGTGC
TGGATGGAAGGGCGACAATGGTATAGTGGGGCCGCCTGGGCCTCGGGGCCATGGNAGGAG
AGAAGGGGAGGCCCTTCAACCCGTCAGACAAGCAGAAATCTTTCTTCTCCTATAACATGG
TGCAGCAGAAACCAAACTCGGACACGCCCATCAACTTCAACAGACCCATGGTTCCTGACC
TGAAGCCTCAGTTTCAAGGACAGAACCTGACAGAAGGCGTCTTCACCTGCGCCATCAACG
GCGTGTATTTCTTCAGTTACCACGTCTCAGTAAAGAGCAGAGTGTGCCTGAAGCTGGTCA
AGGGCAGCGACACTCAGCTGATGATGTGCGACACATATGAGGGGTTTCTGGTAACCTCCG
GAACCGCCATCCTGGAGCTGCAGGCCGGAGACGCCGTCTCCCTGCAGGCCACCAGACACA
ACAACATCGTGCCGATCCAGAGCAGCTCCACCTTCACCGGCTTCCTGATCTTCCCCACCG
CCTGAACGGACCCGGGCCGGCTTTCAACCTTTCTGGGACATTTAGTTAACGTCTTTTATA
AAAACTGAAGTTTGTTTCTGAGACTAAAACTGCAAAAGCTAACCCGTTAGCTGATTCCAA
GTGTTGAGAACATCAACGGT
>CL6018Contig1
CTCACACATTCACACAGTCACACACACACATGCACACACAACTCAGGCTGTCATGCCCAC
ACATCCGGTTTGTGAGGGGTAGATGAGGCGGAGAACAAAAACAGAGGGAGAGGGAGTTCT
TCCACTTCTCAAAGCCCACTGTGACTGACTGTGATGTAAATAAATCAAGGACAATCAATC
GGTCTGGCTCTGCTGCCCCGGCCTGCAGAGAACGACAGGACCTCTGCATCTCTCGCCCTT
CACTTCTCTTCTCTTCCTGCTGTATCATAACCAGATAGTCCGAGAGGAGGAAGGGAGACC
ACCGGTCCCAGCGCACGATAAACAGACTGTTACAGAGAACCAAAGAGTCCAAGTGTTAAC
AAACTCGGTTATTGCTACGAAGAGGCCAGACAGATCCAGGGAGTTGCAAAAGCAGGAAGA
AAGTCTTTATTCGACAGGACGCCATGTTTACACAGAGCTCACGGGGTTAAGTCATATTTT
CAAAACCACGTTCCTCGCACACTGAAAAGGATCTACCATTTGTTGGCATGCAGGTGTCCC
TGAGAGTGAGGTGCTGGGTACATAGTGTGCTTACAGTGTTTGTGTGGGTGTGTGTGTGAG
TGTGTGTGTGAGCACTGGGAGAGATTCTACCTTTTTAAAATCTGTTATATATGAGACGAA
CCTCCTGAGGGCTTTAGCAGGTTATTCCAAGGTTTACTGTATATGCTTCCATGCTTACTT
CTTACAAGCAATGCTCTTGTTTCTCTTTCCGTTTGATATTGTTGTCCCTTGCTGTTTGTT
TGTTTGTTGTTGCATGGAAGCTCGTGGACCTCTGCTCAGTAGCAGCATGCTGACGGTCCC



TTTTATTTTTTCCCCCTCTTCTTTTTCCTCCCGGTCTTAAGTGTTCCTGACCACAAGTGA
ACACTAGTGAGCCAATAGTGTGATACCAGAACACTAGTGAACCAATGTGAGATTGTTCCA
ACACTGCTGGACCAATTGTTTTGCACCAGAACACGAGCGGACCGTTGGTGTCGGCCCGGC
GTTTTGGCGAACCAATGGGAGCACAGATTAACTCCGTATTTTTGTTCCTGCTGTGGACAA
ACTAGAAA
>CL6019Contig1
CGCCCTCGTCTTCCTCTGCTGGCGGCGGTTCCCCGCTGCCGCCTCATTAAGCCTCTTTCC
TTTTGTTTGGGTGTATTAATAGCTCAAGTGGAGGAAGAGGAAGAGTGTCCTAAATTGAGC
TCTCCTCTGGGAGCCAGCCTCCATTAGCTGCTGCGCTGCACTGAGAAGAAAGGAGCGGCT
CCTCCGTCCCTGCAGGGCCCGGCTCAGCCCAGCGGCACCGGGACCCGCGTGAAGGAGGAG
AAACGGAGGATGGTTCTGATTGGAGCTCCTGCGGCCTCCTTTTCTCCCCCTGAAACCTAT
TTTAGGTCATCCGACTGGAAGCGGGTCAGAACCTTCAGAGACATGGAGCTGCAGCCCTGA
GACACTTCAGGGTCCTGCTGACCCAGTAAATCCGGGTCTCAGTTTAGCTCAGATCTCCTG
AATCAATGAAGCTCCTGTCCATGTTGGTGGTTCAGAAGGTCCGTTTGGTGCAAGACAACC
CGACCGGGCTGAAGGAATGGACGGTGGAGGATCATCCGTTTTCTGATGGTTCCTTCCTCT
GAAAGCTCCTCCTCTGCTCTCCAGGGGCGGAGCTTTTCTGAACAGACACATCTGTACAGC
CTGGTTCTGGTTCTGGTCAGGATCGGATCTGCTGAGATGATCAGTAAGGACATTTCTGCA
GCCAGAATTTGTCAAAGGAACGATTCCTCCTGCAGAGTCCGCCACTAGAGGGCAGTGTTT
GACAAAGTATGGAAGAGGCCGTGAAATAAAAGAGTTTAACTGTAAAACTGTGAGTTCAGG
AAAAATGGATTTAAGGAAAGAGAAGCTTCTGGAAAAAGCATATAAAAATGTTTAAAAGGG
ATTAACTGTGTTAGAAACAGTGTGAAATATTATAAAGTTTAAATGAAAATAAGTTGTTTT
TGCTGAAGAGGAAACCTTTACGCTTTTCTCTCTTGTAAAGTAATTTATTTTTAATAAATT
TATAATAATGATTGTTTTCTTTTATTTATGTATTTATATTTTTCCATTNTACGTTTTTTG
TGCAT
>CL6020Contig1
ATTCACATTACTGCATTGAAGGGAATTTGCATAAAAGGTGGAAATGAAAATTTTACAAGG
TCACTCCTTTTGGCTTTTGCACATTTTGTCCACTTTTCAGAGGAAGCTGTTGATTCCTCA
GTTCTAACTCAGACAGGTTGTGAAGCACTTGATCACTGCGTCCCTGGCAAAAGGAATGTA
TGAGATACTATACCACGTCATGGCCAAGAACTGCAGAATGCAGAAAATGATGGCTAATCC
ATTTTTCCCCCACCAAAAAACTGCACAAAGCGTTAAAATGAGACAGAGCAGCATAACTAT
GGTGGCTATGAGTCTTGTTGGTTCAAACATGCGCTTCAGCTGTTTAAGTGGTCCCATCAA
GAAGCAAGTGCTGGCCAGAGCAGAGATATTCCCTAAAGTGTAGAAAACACCAAAAAGCTT
GAGCCCCTTGGGAAGAAACAGCAGTGCTGTGCCAAGTATGGAGCACAGGACGCCTCCAGC
AAAACATATGACAAACCACTTCACCCTGGTAGTGTAGCTGAGGCTGCTGGAATCCAGAAC
CTGTGCAGTTAAACCCAGTTCTTCATTGTCATCCTGGCCGCTGAGAACACGACGGTAGCT
TGTCCATTACTTTAGAGAGATATTTTTTTAAAGGTGGTTAGAAATTGTGATCAAATGTTC
TGTGCTAAAATGCGGACATTCGTGGATAAAAATGTCCGCAAATGTTGACCACAGAAGCTA
AACGCTTACTTCCGGAACGAAGCCCTTAGATAGAGCCGACCTGGGATCGGTTTCCCCGGC
CATA
>CL6021Contig1
TCCGCAAATGGGCAGGTGCCGCTTGATTGGAAGAGTGCGTGTGTGGTTCCCCTGTACAAG
GGTAAGGGTGATAAGTATAAATGTGGTAGTTTTAGGGGTATTAGTCTGCTGAGTGTTGTA
GGCAAATTGTATGGGAGAGGGCTGATTAATAGGGTAGTGGNNNNGACTGAGTGTATGATT
GGTGAAGAGCAGTGTGGTTTCAGGAGAGGTAGAGGGTGTGTGGATCAGGTGTTTGTTGTG
AGACAGGTGTGTGAAAGGTTTATGGCTAAGGGAGGGAGGTGTTTTGGGCAGTCATGGATT
TAGAGAAGGCATATGATAGGATTGATAAAGAGCCGTTGTGGGTTGTGTTGAGTATTATGG
TATTGATGGTAGATTGTTGGAAGATGTGAAGAGTTTTTATAGAAACAGTAGAGCGTGTGT
GAGAGTGGGAAATAGCGAATAGTGAGTGGTTTGGATGCTCCAGTGTCTTTTGGATTCAGG
ATGAG
>CL6022Contig1
GGTGAGAGTCGAAACTCCGGTGTGCCTCCTCATTTCATGGAAGAAGGAAGCAGGAGACTC
GGGGATCCCAGCTACTCTAAAAATCTGGATAAGATCACGTCTGCCCTCCTGGAGCTTGTG
GCTAGAAAATAACTGATGCCTCATTTAATGGAAAAAAAAAAATTAGACTGACGACGGAGT
TTTAAAGCCAGTTTACAAAAAATATATATATTTTTTTTAATTTTGTCTTTTAAGTTGTAA
ATTTACAAGAAAGAAAGTCATAACTGTTAAATTACAAGCTTTTTCTCGTAAATTTACGAG
TTTTTTTCTCGTAAATTTACATCTTAAAATCTCGTAAATTTCTGAGAAAAAAACTCGTAG
ATTAACGAGGAAAAAACACCAAAGTTTTCTGTTTATCGGAGCCTAGTTTGAAGATGAAAT
ATGTGGAGCCTTTTGTGAAGCTTTATTGAGTTTAGTCGTTCTGCTCTGCAGCTACGCGGC
ATTCACTTGCTGCTGCTCCGTATGCTCACTTCCACTTTAAGTTGTAAAATTACGAGTGTT
TTTCTCAGAAATTTATGACTTAAAATCACGTCATTTTACTTTTAGTTTTGTGGCCCTAAA
ACTCCGTCGCAGTAAAGTATCTTTGCCAGTTTAACTTAAATGTATTTAGTATTCAGTTTA
TTTTTGCTTTAATGATTTGTCACAATTTTTTTCTATGTTGTTGTCACAATAAAC
>CL6023Contig1
TTTAAAACAATATGGATGATTTATTTATTAAAATACAACAACAGAACTGAGATACACTTA



ATTTATTAATACCTAATTCTCTGCTCAACATTTGATTTTTTCTTTCTTTGAGAAAACACT
AAATTGAAAAGTCCTGTACATCAGTAAGTTATTCTCTGGATGCCCCTCCCACTGCCGTGA
CATTACATCTACTGTGTAATGAGACCAGCTGAGCGCTGCGGGACTTGGTCTTGTAACATT
TTCTCAGTACAGTACAGCGTGTACAGTATATGTAGTCACCTAGAGGAGTTGTAGTGACGT
CCCACACACTGTGCAGGTCAATCGATTGCTTCCTATGCCGACAGTCCAGTATCAGAATGG
ATCAAGTTTTAAGAGGAGTGCCCAAAGTTTGTTTTTCACACAAATGCTGGAGAGAAGAAC
ATAAAGGATGGAGATTCCAGGAGCCACTGAGGATGAAGCGCAGCCGCACACCTGACAGCC
GCTCGCTGCAGCGCAGAAGCACACCTCCCTGCAGGAGTCGCCGGCTGCTCTCTGCTTCTG
TCTGTCGAGTGAAAAGCCCCCCCATGTATGTGTGGAGTATACATATGTCTACTGTGTGCT
TTGCTGAAGTGGCCCCTGGTTGCGGCAGAGAGGGATGGTGAAGACAGAAGCGGCTGCACG
CCTCTTAGGTGTCTGAACAGGCGCGGCGGGGGCCGGCTCACTGTGATGGATGGAAACCAC
GCC
>CL6024Contig1
CATTTGAAGATGAATTTGATGATGAAATTGGTCTATAGAAGATGGACGGGTATTGCTCTT
CCCGAGAGAACATATCATTACTGTTAAGTAAAAAAACAAGTACTCTATTTTTTGAACACA
TCATCCAAGTATCATGCGAGCGGGAGAATTAAAATCAATCTATACTCAAACTTTATGTAA
AATAACGCAGGTGTTCTACAAACACAACATTTCTCAACTGGAAAACTTTTAGCTGCAAAG
GTCACAGACGTACGGATGACTTTGTAAACAAAAAAAATGACATTGTGTGTTATCAGTGAA
AAGATTGTAGCACTTTTGACTTTCATTCAGCTGCAGATTGACTCCCAGTCTGCAGCTCTG
TGTAAAGTTTGTATTTCAGTCTGAGTAAAATGAGCTTTGTGTTCTTTTTTTTGGTTTTAT
ATCTGATATGTAATCTGTACACAGTTAGTACTGTTTATAGAACTCTTATGTGCCTTAAAG
GGAGCTGTTTCCTAACATTATTGGTCTGTCAAGTGTCTTTATAGTCATTACTCCTGTTAT
TTTATTTCATTTTTTTCCATCCGTTTAAAAGTCTTACAGTCCTCAGAGGCAGTGTTCATG
AATCTTTGTTAGTTTGGTACATTCCAAATCAGGGTTTTTTTCTGTGTGCATGCTTGATCA
CCTTTTGCTTGGGACGGGCTGGTAGAGACAATCATGGGATATATGTTTTGTTTTGTAGAT
ACATTCTACCTGTAAACCTAGAAAAATGATTTCACAATGCTGTAAAAGATACTCTTCTGC
TATAAGTGCCTGTTTTTATCCTAGATGAAGATTACAGAGAAAACAATAAAGT
>CL6025Contig1
GTTTTGTGGTTTATGAAGTGTTTTATGTCGTTTAACAAAATCTGATGAAAACAGTGAATT
GATTCAAAGTCCAAAATGTCGTCGGAAGACTTAATTGGACCTGCTTTGCCTCCAATGTTT
CTAAAGGAGAGCTCCGAAGACGAGCTTAATGAAAATGACTTTGCTGGGCCGGCATTGCCT
CCCGGATACAAACGGGAAGAGGCGTCGAGCTCTTCGGATGAAAGTGAGCCGGAGATCGCC
AGGAAAAGAGCAAAGACGGGGCACAGCGCTGGAGACCGGCCTGAACAGAGCAGTAATGAA
GATGACGGTTTCTTTGGGCCAGCTCTGCCTCCAGGGTTTAAGAAACAAGAGAGTTCTCCT
GAAAGGCGCCCCATTGTTGGTCCCGCCCTGCCCCCGGGGTTTTGCAAAGCAGCACAGAAT
CAAGAGGATGACAGTGATGGTGAAGATGGAGAATGTCTCCCAGGGCCCGCTCTACCTCCA
GGCTATTGTGCTGAATCCTCCAACAGTGAGGGAGAGGATGAGGAAGTGATTGGACCCATG
CCTGCCAAAGGCCCTGTTCAAAACTCTGTGGCCCTTGATATTGAGCGCCGAGCAAAACGG
ATGAAAGACAAGCTGACAGGAGTTGAAACTCCTGCACTGCCAACTAGAGAAACATGGATG
ACTGAGCTTCCACCAGAATTGCAACACATCGGCTTGGGAGCTCGTACGTTTAAGAAAAGG
ACTGGTCCAGAAAATAAGGATCGCTCCATTTGGACAGATACACCATCAGACAGGGAGCGC
AAAGCTAGGGAGCGTCTTGAAGGTNAGAATAAAAAAGAATCAGAGAAAAAGGATGATGTC
ACGCATGTTTCTAGAAAGGACTGTGAAATGGCAGAAAAGGTTTCTAAATATAATGAGTCT
AAACGTGCCGAGTCTCTNATGACTTTGCACGCANAGAAGATGAAAGAGAAAGCTAAGGAC
>CL6026Contig1
GGCACGAGGGAGGGTTTGGAGTCTGAGAGAAAGAGGGGGGGTTCTTTCCGTGGTTTGATC
TTGTTTCCATGGAAGCTGTTGTACAGTGTCACTTTTTAACAAAGATGTGAAATCTGTCTG
TTGTGCTTCGCTTCACTGGACATAATTAACCAGCTTCATCTCAAAACTGAAATGTCTGAG
GTATCATGTACAGACAACATTGTTCGACATATTAAGAAATATGTTTTTGAGTTGATTACT
TCACCTCCCCTTAAGCCATGCATTTACCCTAAGAGACACTGGCATTGCTCTCATCAATCA
AAACAATATTATTACTCTTGTGTCACATGTAATAGGAACTGCATGGTGCGTGAATTATAA
ATGTATATAATGACAAATCATTTTAAAAATCATCATCCCTGAGAACTGAGGGCTTTGATT
TGGAGTCCTGTTTTCCTGTGCATTTCTGAAATCATGCTCAAACATTACACTAAAATGCAA
ACGCTTGCTAAAAGTGACTGAAATGTGAGATAGAAAAGCACTGCAGCGAAAACTGCCCAT
CACATCTAGCTGGTTGTTTTCTTGCCTGCACGAGGATATCACTCCGAATTCTTTTTTACA
GTTTTCTTTGTGCCGCTGCTATTTTCACATTCATTTTTGTTCCTTTCTTTTTTGTGTGTC
TGATGTTCGATTCATGAAGTTTGCATTCGATGTCTGTCCTCGTGTCATCTCAGAGAGAAA
AGTTAAATCACTAAAAGAAAAAGAAGAACTCAGGACAGATTCAGTTCATATTCTAATTGT
CATTGTCAGCCTCATGTTCGTCAAAGTTTTAGAAACAAAAAAAGCACTTGTTTAATTCTG
CATATGTGCTTTTTTTTTTAAACTTTAAAAATAGATAAACTGCGACATAAAAAAAAAACT
TTTTTGTTCAACAAAAGG
>CL6027Contig1
TGGTGACTTGGTCAGGCCCGTAGTAAAGGATTGTGTTGAGACTACCAGCCCGCAAACCGG
GTTTTACCAGCTGGGAGTAGAAACCGCCTTCTGAAAGCGTGAGCAGAGCTTCACTTTGCA



ACCAGGGTTTCCAGAGCTCTGCAGCTGCTTTATAGATGGCATTGGTGGAGGCTGGCATCT
GGTCCTGTGGCCAGTAGTCGTGGTTTCCTAAAGCGGGGTAGCCGGTGAGGTTAGGAAAGT
GCTCTCTGATGGTGTGAGTCATGTTGCCGATCACCTGGATCACCATGTCTGTGGACAGCT
CATCAGGAGGGACGTGAGGCGGACTGTCACCGGTCCATATGATGAAGTCCTGGGGCTGTG
TGACCGGTGCCATGTGAGCAAAGGCTGACTGGATCAGACTGTAGGGGGAGTCACACAGGA
AGTCGCCATAGATCCCGGCGTGGGCGGCAGGAACCCCTTTGGAGGAGAAGCAAACCTTGG
TGGGGTCTGGAGCCAGGTGGTATGTGGGATCCAGGTGGAGGTCTGTGATGTGCCAGAACC
TGCCTGTTCCCGACAGGTAATTTCTGTCAGTCGGTGCGGTCCGAACCGAATCCGATCCCA
ACCAAGAAAGGAACAAAATAACCCAAATTACCGCCATTGCGAACTGAAAGTAACACGACG
GAGCATCTTATCAGCTGTTTGACATAAACAGG
>CL6028Contig1
TGGTGTTTATTGTCAAAGTGTGGGAGTAGGACAATGCTATATGTGCATAATTCATTCTCA
TGTACTCTAGCTGTGCAACAATCTAAGCTACAGTATATACAGACACCTATCATTACCTGT
TGATAGTTGGTTGACGGTTATACTGTATAACAGTAAATCTAGTAGGCCGGCCGCTTGGGC
AGGACAGCCTCTAAAGACAATCCATCCGACGCCCAAGACTTTGGTATCATCTGCTTCCAA
TGTCAAATGGAGAACTTTTACAGTGTCATATTAATCCATACAACTAAACACATCCATTAA
AAACATCCACATGAATATAGTCAATGCAACAAATGTTATGCAGACACGTCTTTTCTCTCC
GGTTTCTGCGTCTCTCTTATCTCCATAAAATCCAGTAAAGGTTAAAGAAACATTTAAATG
TTACAAATCTCATTAAAGTAAAAGAGAAAAATGTTATGAGAACCCTCGGTCTAGATAGCA
ACAATGCTTTGTGAAAAATAGATGTATAGTAGAGTGAACTAAACATTTACATGACTTTAC
AGGTGGAAAGGAAACAGCTTTGACATAACTCTTTAGAATAATAATACAGCCTCACAGCCT
GATGAACATGCTATGATCTCTGGTTGCTCACTTCTGACCGCGGTCCGCCGGCCCCGGGGC
CGTGCGGCTCGTCCCATGGTCGGTCGTGGGCTCAAAGGGGGCGTGTGTGTGTGTGAGTGT
GCTGCGGGTTCAGCAGTCTCCTGAGTTGTGCGAGTGTGGCCCGGTCTCCAGCTTCCAGTC
TCTCTGGTCGGGGGCGTCCGCCTGGCCGTGCTGGGACGCCACCGGGGACAGGGACATCTG
TCTGCGCGGGTTGCCGCTGTGCATGGTGTTCCAGTGGCGCTTCAGATCTGACGCTTTGAT
GAAGGCTTTGTCGCAGGAGCCGCAGTTGAAGGGCCGCTCGCCTCGGCCTC
>CL6029Contig1
ACCCGGGCCTTATGGCCGGGGGCTGTCTCCGACCCGGCGCTCCATCATGCCTCCGCTGGA
GAAGATCCCTCCGCAGAGCAAACCTTTCAAACAGAGGAAGAGCTTTGCCACGCGGAAACA
AGAGGTGGCAGGGAATCAAATCCAAATTTCCGAACAAGATCCCGGTCATCATCGAGCGCT
ACGACAAGGAGAGGTTCCTGCCCCCCCTTGATAAGACTAAGTTTCTGGTGCCGCACGAGC
TCACCATGACGCAGTTCGTCACCATCATCAGGAACCGGATGGCGCTGCTGCCCAGCCAGG
CCTTCTACCTGCTCATCAACAGCAGCGGGCTGCCCAGCATGTCCCTCACCATGGCCCAGG
TCTACAAGGACCACCAGGACGAGGACGGCTTCCTCTACATGACCTACGCCTCGCAGGAGA
TGTTCGGACGCTGACGCCGCCGCCGCACTTTTACGGACTTCCGCTGTGAATCTGCTGTAA
ATAGAAAATATTTTTATAAACTGACGTTTCTGTGGACTTTTAAAGATGAAGCAATAAATG
TTGAGCAGGAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL6030Contig1
AGCTTCAGTTTACGTTCAGCCCTCTCGGCTCCGAGCTCTCCAGTCTCCACAGTAGATCCC
ACCCGCCGCTGGAGCCCGGAAGGCTGGCCGGGTACCCTTCAGTGGACCGAGCGGAACCGG
TTCCTCAGAGTGTGAGTGCGATGAGGAGCGGCTCCAGGGAGTGAGGCCATGGGCTGCACC
TCCGCCAAGCAGGTGTCGGCCGTGCCCAACGATGAGGAGGGACACGGCAAGGTCTACAGC
AACGGAGACGCCTTCTCCGATGAATACAAGATGAAGGGAGTGGAGGAGGTGAAGTACATG
AAAGGAGAGGAGAACCGAGTGAATGCACGGAACCAGGAGAACCTGGAGAAGAGTAATGCT
CAGCCTAAAGGGAAGCCGCAGAAAGAGGCGGCCGCATCAAACATCAAGTCTAACATTCAC
ACGTCGGAGAGCCAGCAGGAGTTTTTCAGGATGTTGGACGAGAAGATTGAGAAGGGCCGG
GACTACTGCTCCGAGGAAGAGGAGGAGGAGACATAGCACAGACGCCCGCAAAAGTCCAAG
TGTGATTGAGTGATGAGTGAGTGTCAGCAGGAGAGACGCAGGGCTGTAGGGGCGGGGCCA
TGTGTGCCGGGCGTCTTCACCTTTTTGTACATACGGCAAAGATGGTATTTTAAGTGTGCA
TGAAAGATTGCTTGTGTGATAGTGGGATGAACTTCTTCACATTCTAAGGGGGGTCCTCTC
ACTGAGGCCCCCCCAGCCCCCCAAACAGGGGCTGAAATGATGGAGAGACAACCAGAAGGA
GGAAGAGATGGAGGAGAGAATGATGCGAACTTCTCTGTGGTCCTTCATCTGTTCCTCTTC
AGCGGTGGTCCATCCTCTGTGGCCTGAGCTTCCTTAAAAAACTCCTGCAGCTGGACTGAT
GAACTC
>CL6031Contig1
ATTTATTTTTGTNCATTTTCCTATACAAAAGCCCTTTTTCAAAGGTTTTCCTTCATACAT
AGCAGGAATGACAATATTAATAATTCAAAGCTTAATTGTAAAAGTTATACACACAAATAT
ATATTTATAATAGATTTATATATTTGATATCCAAAATACAATGCATATATGAAGTAGCAC
AGATCCTTTTTCACTGATAATGCTTATGAAACATGAATGTTGAGGGTACACAAGAATAAT
TTCTTTATACTACAAATTACATGTTCCCTTTTCATTTTTTTAAAGCTATACATCTTCAAC
AGGAGTTATTGATGCTGTCTGTGTTATGTAGCGCAAAAAGACCAAAATACCATAAAGCAC
AGGGCTAGCTTGGAATCCAGACATGAAAAGTGTGTGGCGATGAGCAGATCCATCAACGCC
ACATGTTACATACAGAGTGGGGGGAACAAACAAAAATCCCCGACTATTGGGTCATCATTT



GAGCAGAGGCACTTGTGGGTTCGCAAACACGACAACACATCTTTTACACTTACAAGCACT
CGGGATGTTACAACCAAATGAACAGAAATAATAACAACAACAAGAAAACAAAAATCTAAA
ACTGCATTGCCCAAATGTACAGATATATAAAAACGCTTAAATGCTCGACAAACTATTTAG
CAGAAATGGACTTCAAAGATTTGCATTTTTGACCGAGGTCAACTCGTATTATCTCTTGAT
TTCTCTTTTTCTTTTTTAACTGTGTCACATATGAAAATAACTCTGCATAATTTATACAGT
AAGTTGCTCTAATGCCTAGTTGACTGATGTTTATAAAATAATAAAAAATAGGTCTGACAA
ACGCACAGCGT
>CL6032Contig1
TCTGTGAATTTTTCCAGTTTCTCCAGATCTTGTTCGTTGACTGTTGGCTTTGTGTTGGCC
AGAGACCTCAACATATCAGCCATGCACACAACAGGTTCCAATAACTTCTCCCCAGGAACC
TCCATCCAGGTCATTTCAATAGCATTTGGATCACCAGGTGAACAAGGCGTCAGTAAGTCG
TCAACAACAAGATTGGGGTCATCTCTTGATGGCCCCCGCACCCGTTTGAAGTGGGTTGCT
GACTGGACCTTTCGTACAGGCTGCATCAGAGCATCTCTGACGATGACGCTGATGTCTGCT
CCTGAGTATCCATTTGTCTTCTTGCCCAGGGTGGCAAAGTCAGATTCTGTAAGGGTGGTG
GGGGTGGAGCCCAGATGGAGCTTAAACATAAAGGCGCGGGCGTGCTCTTCAGGCAGAGGG
ATGTAGATCCTCTTCTCAAATCTTCTTCTGATGGCTGAGTCTAGAGTCCAAGGGATGTTT
GTTGCCCCAAGAACCAGCACTCCCTCATTGTCATTCCCCACACCCTGCATCTGAACCAGG
AACTCTGTTTTAATACGACGAGCAGCTTCGCTCTCGTTCTCACTTCTGGAACCACACAGG
GAATCTATCTCATCTATGAAGATAATTGAAGGCTTATGCTCTCTTGCAAGGCTGAAAAGA
TTCTTCACCAACTTTTCACTCTCCCCGAGCCATTTGGAAACGAGATCAGACGATGAAATC
GAGAAAAAGGTCGAGTTGTTTGCCTCTGTTGCGACAGCTTTAGCCAGGTAGGACTTTCCT
GTACCTGGAGGCCCAAACAGCAAGATCCCCCTCCATGGAGTTCTCTTACCTGTGAAAAGG
TGGGGGAATTTAATTGGAAGTATAACAGCTTCTTTCAGTGCCTCCTTGGCTCCCTCTAAA
CCAGCAACATCATTCCATTTTATGTTTGGCTTCTCCATGACGATTGCACCTGAGAGCTGG
TTTTGAAACTTCTTTTTCTCTGGATCATCTCCTTCGTCACTTTCATTCCCTTTGTCGTCA
GATTGAGATTCTTTGACAGGCTTGGCGGGAGGAGCTTTCTCCTTCTTCTTCAGATACTCC
TTCAACTTCTCTGCCCTGTCCAAGTATTCGGCACACTTCGCCCGAATGCTTTGTTTAGCT
TTGTCTCCCTGGGCTTCATCTGTAAATTATTGTTAGCCATAAGGGCAAGTCACTTGACCC
AAAACCGTAACAAATGTAACCCCGCCGTGAATAAACTACTTATAAACACCACTATTTAGA
AATTGACTCCGAAATACANCGGGTGACAGCATACAATACAAGCCACGTGTTCTTTCTTTA
GGTCGCTGTTCTAGGAAGCAACTTCCGCATTGAAAAGTC
>CL6033Contig1
TGAAGTCCACCTGAGCTTCGTTATACTTTGTCATTACTTCCACAAACTTCCTGGACAGCA
CTGCATGCTGTGATTTGCGTATCCGCATGTCAGCCGACACCCTCTCTTGCTGCTGTTCTG
ACTCCAGGTTCCTCTCGATGGTCTTAAGTTTGTTTCTTGCATTGTTGGCCATCTTCTTGA
TGTCATTGGTGATAGCTTCCAAATCATCTTGGGTTTTCTGATCTGATGTGGGTGCAGATA
GGATGACGGAGAACAGCTTTTTGACTTCAGCCACGTTCTCATCAATTTTATCAATACTAC
CCCTGATGTCCTCAATCTGAGAGAAGAATTCATCCATAAAGGCTGCATTGTCCACAGCGA
TCTCCACCTCCTCGTCATCTTGATCACAAGTCGCCTTGAGCTGCTCCAATCGGTCCTTCA
TTCTAAAGGTGCTAAATTTGACACTTTTTGTCAAAAAGAGAACAAAATAAAAAATACTCA
AAGAACTTTACTAAATCTCTAGATTCCTTAGCCAGCTGGCAAGCTAGCTGTGAAACCCAA
ACCCACCGCCAGAAAAAAAGTCTGGAAAAAAAGAACCCAACTTGAAGTCTGTTAGTTTCT
TTGGGAAGACGACTTTTCTCACAAAAACAATAGTCTGTCCGTCGTTTTCCAATGCAATAT
GGCTGCTGGCTTTAAAGCCAGTCTTTTTTCTTGCTAAATCTCCTCTCCCGGGGGATTAAA
ACAACAGTTGTGTGGAGCTGCATAATCTGTATCTCCGCTGACCACCAGTAATCATTCTGA
AATGCCCCCGGCCATAAGGNCCGGGTTAAACGGCG
>CL6034Contig1
TCGGCACGAGGGTTTTATTCTATTCTAATGTTAAACTATCTGGATAAATTCCCAATAAAA
AATATTTTACCGTACAGATATGAAACAGTGAGATTGTTTTTCCATTTAGAGGTCTCAGAT
CACAATTAACTTTCGTGACTTTTCCTAAAGTATCTCAAAGTTTTTCATTTTTGGGACACA
AAAAAAACAATTTTATTATTCCTTTTAAAAAAAATCAACTCTATAAAAACTATAATCTTT
GAATACAGTTCATTCAATATGCTCAACCCATGGAGAGAAGCTTGAGTAAAGGTGCAGGAC
ACTTTCAGTACCATGGACAGCGCCCACGTTCTGAAACTCCCAATATGAGTTTGTTATGAA
GTCCTTGATAATCTTCAGAATGCCTATACGTTGTTATTTAATGTGCAGGAATGATCATAG
TTATTTTAATGGTGAGAAAAGGAATCAAACAAGTTGCTCAAGAGTGACTCAGAGGGTTCA
TTTTTTGGTCTCTATTTGTTTTAGTAATTGTGTATTAACAACCCTGAAAGCTCTGGACCC
TTAAATACAAAGACTTCAGAACTGCACGAACTTTAACAAGCTTTCATCGAACGCATTCAG
GTGCTGCAGGTTTTAGCTGCACTCTTTGAGTTTCAACAGACATTGATTGGAGCCTTTTAG
TATTGCTCTAAATCCTCCATTCAGTCTCTGGGTGGATCGATCGAGCAGTCAATCTGCGCA
TCCCTGCGACTGTAGTCCATTTGCTTTCTCAGAACAATGTGAAGCAGTTATTAGCTGTGG
GTGGAATCTGTTTTGGGTGACTCTGGAATAAAGATAGTATGATTAAATGATAAAAATAAT
TAAGTTCACTNGTCAGTCCTCCATATTTTCACGTGAAATTACTTTNTTAACTTTTAAATT
TTGAGCATTTAATTNTAAGCAACAGAAATATATAAACTTTTATTTAAACCACAAAGGTAA
AAAGTCAAAGTGTTTTCTGTAACCTCACTGCNGGCTTCAAATTTCTGCACTTTATTTATT



TGGTTAGTAATCTCNGAGATTTGAAG
>CL6035Contig1
CGAGGGTAAACCTGCGACCTGCAGCACCTGGACCCCCCCCACCCTGACCCCCACACACAG
TCTGCACTACTGACGACAGCACAGAAACTAGCACAAACGCGTCCTTCGGGTCCATCGCAG
ATCAGGTGAACTTTCCAACATGTGGAATCACAGGATTCGATCAATCCGGCCAACGTGCAG
CCAAACGGAACGGGAAGCACGCCGCAGCTGTTGTGCAGCATCAGTGCTGTGGTCAGTAGA
TCAGCAGCTTCCCCCAAATGCCAGCCTCCTCCACAGCTGCCTCCTCCACCCAGGGCATCG
CTTTTATTTAGAGGGTTTTATGGGTTTCATGCTTGATCCCGGCTGCAGCTTCACCTGAGT
AATCATAACATGTTCCAGATTTGGGTTTTTGTGCTGGAACTGTGCAGCTGTGGAGGACAC
GGTGTTCAGCTGCTCCTGATGACGTTGAGCCTGTAACAAAAGCGTGAGGGCACACCCCTC
CCCTCCCTCCCTCCGTCCACACACGGTCACCACACCGTTTTCCTCTCTAGTCTTCATCTT
CATCACGACTCCTGATAGGCTGCAGGACAGGAGTCTTCATTGAGCTGCTCATTAGCATCG
TTAGCTCTCTAATGGGAGTCCTGCTAACGGGGGCGACACCAGGGTCGCTTCGGCTGATTC
ATGAACAAACCTTTGTAATTGGTCACCACTGCAACACTGAGGTTTTACCAGCTTTTATTT
TGAAGGGTATGTGCGCCTCTCGACATGCACTGCTGATCACCCGTTTCCCCCGCGGCTTGC
TCTCCCCCCACCATCAGACGAGTGTTCATCTCGTGCCAAAAATCGTCTCTCATCTTTAGA
ATCTCTCGTTTCCGTGTCGCAGTGAAAGTGACGACAGGAAATGACAAAACGACCGCTACA
GGCTTCAAAGAAAATCATTTATTTATTTTCATAAAAGGGGATTGAGGTCTTCTTTTGTTA
TGTTGCTTCATCAAAAAG
>CL6036Contig1
GGCACGAGGATGCTTTCTGTGTTCCTGGGCATCCTGCCTGTTCTGGGGTGGAACTGCATC
GGGCGGCTAGAGCAGTGCTCCACCGTTCTTCCACTCTACGCCAAAAGCTACATCCTCTTT
TGCATCACCGTCTTCAGTGCCATCCTCATGTCCATCATTGTGCTCTATGTTCGCATCTTC
CGCATCGTCAAGTCTAACACCCAGCGCCTGGCCTCTGTCCCGCAGCGGAAAGGATTCTAC
AGGAGGTCGCAGAAGTATATGGCACTGCTGAAAACAGTCACCATCGTCCTGGGAGTCTTC
ATCGCCTGCTGGCTGCCCTTATTCATCCTCTTCCTGTTGGACTTCTCCTGTGCAGTTAAA
CTCTGCAAAATCCTCTTCAAGGCAGAATACTTCCTGGGAATCGCGTTGATCAACTCCCTG
CTCAACCCCATCATCTACACTCTGACCAGCAAGGACATGAGGAAGGCCATCATCAGGCTA
CTCTGCCAGCCCTGCCTCATCACCGAAAACGGGCAGGTCCGAAAGATCGGGGTGCATTTC
CTCGACTGCAGCACCACAAAGATGGAGGGCACCTCACACAGACTGGAAGGACTGGAGACC
ACAGTGTCCTCGGGTAACTTCACACACTCAGTCATCAAACCTATTTACCCCCAAATTTGC
AGGACGTGACAAGCTGGGTCACCTTTGGACTACAAATATGCACTCCAGCTGAGAAACTGA
ACGTCATGGGACATGAGCAAAAGTTTGGTTTTGCACTTTGAAACAATCCAGATGATCGTC
CTTCAAAGACAAATCAGTGTTTGGGACTGGTTGGGAGAAAATCTCATGAAGCATTCATTT
GTTTAAACTGTCTTTTGGGAAAAATATCATTTTTAGAGTCTCAGACAAGACCAGTATTAT
GAAGAGAAAGAATGGTATTTTCCTTCTATAAAGAGGATTGAATGAAGACGTTAGTTTACA
TGTGCATGTGGGGATAACCCAGGCATTACATGGCCGACTGCTTCTGTAGCATAAACAGTA
TAATGACACGTTACAAAGAAGACAGATCCACGCCCAGATGTAATGTCTACCATGTGAGTT
TCTGGACATCAGAGACCCACTGAAGGTGTCAGATCCTNTGCAGCTTTGGAGGTCCCACAT
GCAGCTTAGAATGATGAGCGCAGGCTTAAGTTTAGCTGAAAAGGGACCATCGTTAGCAAC
ACTTTATAGAGCCGGGTCGCCTTTTATCCTGTGAAATAAAGTGTTTTCTTGTGAAAAAGC
ACAGAAGTGTCTCACAAAAAACACGAATGTGCCAGACATCACAGACCATCTCATTCATGT
CGATGGTGTGGCCGCCTTTTATATATATATGTAATGTAAAAAAAAAATTAAATATTTTTA
CTTTGTTTCTTCTGTAAAGTTTTTACATAAGT
>CL6037Contig1
ATGTTTGCTGTACATTTCACAGAAGTCTTCACAGAGAAGGAGTCCACTTTCATAGTACGT
TCACACTGGGCTCGGTAAAGCGCGTTCAAACGACCACTTCCCAAAAAAACAGTCTATGTA
AAGAGAGATTTGGGGCTTCCGTGTTCAAAACTCGCCCGTTTACACGTCACTAGTTTTAAG
CCTGTGGGCTCTGCATACAAAACACGCGGCCGTTGAAAGTTAAACCAGTTGACCCAATCA
GGGCCTCAGATTTAGTAGGGACGTGAGGATGGCGTCCTTTTTGAGTCACCGAAAAGCCAA
CTGTTTGAAAATGGATCAAAAAGGAGAAATTAATAATTACGGTTTGTGCCCGGCCGGAAT
TCTATGACACCAAGTCTTTTGTATATCGGAATAGAGCTGTAAAAGAAAAGCCTAGAGCTA
CATTAACCAGATTTGAACCGCTTTGACATTTTACACCAAACCTGGACCAACTGTCGGCAC
ACGTGCTAGTATCGGATGGAGACAGTCCAGTGTGAACACTATAGACTGAAAGCGCATACA
ATAACCTACGTTCAGTATCTTCTTGAACGCGCAACACGTGCCTGGTGTGAACGCAGCTTC
AGTCTGATTGTCAAGAAAACACAACTTCCTGGTTTCCCTTGTCTTATTTAGAAAACACGA
AACATCTGCACTGGTGTTAAAAAACTTCACAACTTCAATCTTTAATTAAAAAAAAGAAAA
GAAAAAAACATTTCCAAAATGAAAGTGCATAAAAATCTTGACCCATGAAGCTTCGTTGAG
CTCTCCGCTTTGCTGTGCCGTCACTTCGACCCCAGCGCGGGCTCAGCGGGGCCGAGTCCG
ATTCCAGCTCTCTGAAGTCCACGCCTCACTTTGTTGAAGCAATGTCAGCTCTGTCCAAAG
TCTGCAAAGCCCTTGGAGGCGGTGAAAGCGTCCGGCTGCAGGGGGAAGAAGTACTGCTGA
GGCAGGAGGAAGCCGGCGCTCTGACTGCTGTGAGGGGGGGACAGTGGGGTGCTGGACGCC
TGCGCTCAGGGGCGCAGGCGGGGATGTGTAGGGGGGAGGAGGCAGAGTTTGTGGGTTTGG
AGTGGGAGTGGAGGNT



>CL6038Contig1
ATATGATTTATTATTATGCTCCAGGACATCTCATGTCCTGAAGGACTTGAAGGATTATTA
CAAATGTATAGAAGTAGTTAAACCAGTATTTGATCACAAGAGGTTAAGCCATTATTAAAG
ACAGACATCATGAGATGCCATTAAATACGATCAGTTCATTTCCATTCACTTTTCCTGTAA
GACGTGAAAATGAGCAAGAATAGATATGAGTTGACATCAAGTTTGTGACACTTGTGCTTT
TTGCAGAATGTCAGCCCTCAAAATATATAGTGGTAATGCCAGAATTTAAAGCAGCCGGGA
TTTTTTTTTGGCAAATGATACAAAAGAACAATCAGTCCATCAGAGCATTTCAATACCATA
AAAACAACAAAAACACACACACATAACAATTGTGATCTTAAAATGTAAACATCACAGTCT
CACTGAAAACCTGCTGAAATGGCGCTTTCATGGTAGGGCTGACAAGCAAATACTGCAGGT
AAGAGACAAGTTTCCCCCTGAATGTATACTTTTCCCTGGACCTATAGGGGTCCAAAATCT
GTTTGCAAAAGCAGGAATCACAGGGATGCAGTGTGCCGACATTCAGTCATGGACAGGCCT
CGCATACGCCAAAAAAACACAAAAACAAACGTACAACAGTCAAAGGATCCAACTAGTCAA
TTCCCCCTGGACTTAGATCTCACCCCTGAACTGCACTGGATGTTTTTTTACAGCCTTAAA
AAATAAAAAATAAAAATGCAGCAGCAAAATACAACAAAACAAAAGATTTTCCTCTGATTC
ACAGTGTGTGAACACATGTCAGCCTGTGGCATTGTTTATAAGATTAGTGTGCTGCTGTGC
TTCAGTACCAACAGGGTCACTGCTGCTGGTACTTCAGTGCTTAAGCCTTGTGCTATCTTG
TGGGGTCAAAATGACCCCACCCTTACATTGAAGTGTTCTCCCTACAATGACAAAGGTGGA
TAAAGGTGGAAAGATTTCATGTAATCCATGGACACCAGTGAAGATCACAAATCATTGAAG
AAAAAGATTCAGAGCACTGTCTAGTGGGTCTAGATGACCCAACTCCCAATGTTAAAGTGC
CTTGGATAGCACAAGGGTTAAAGGAGCAGACTGAAAAGGTCAAGTTCATCTACACACAGT
AGAGGAGCAGGAAGGCATTTTCTAATC
>CL6039Contig1
TCCTTAAGCGAGAGGCCGGCCAGGTTTGATAAGGGAGCTCCGGGTCTCTGCCTCTGCAGT
CTGGTGCCAAGGCCGTATTTTTCCACCACATGTATAGTGTGTTGCGAGAAGGCCAGAGGC
ATGCACTGTCGTCTCCTGGTCAGCTTCTTCCTGTCTCTCTCCTGCTTTTCCCGATGAGCC
AGCTGCTGGTAATACTCGATCAGCTTACCAATCCGCTGCGCGTGGGGGTTCTCTGGCTCC
TGCCATCCACCGCTGGCAACTGATTTGTCAGCCATTCCCACATCCCTTGAAGTCCAGCGA
CAGAAACCACAGGCCAGATAATAGGCCTTCTTCATGGTTGTCTTAGTGGGATCATCAGGC
ACAGGAGCTGGGATGTTAGTCGCTCGTGTTGACAGTGTGTGCATGCAGCAAGGACAATCA
AAACAATTTGCACATCTGTTCTTTTTCAATTTAGCTTCAGCAGAAGGCATATTTTCAAGA
CAACTTGGACAATAATGCGAGTCCACCTCGTGAGACACGCATTCCAGAGATCGCAATTCG
CTACAGTAGCGACAGAAATAAAGTTGAGATAAGGGGGCTATAATATTTTTTTCTCCACGA
ACAAGATAAACGACTCTATTTGGTTGCAAAAGGGACGCCATCTCTCCAGCTAAGCTGTTC
CGAGAGAAAGCTCCCCGAATGCCCCCGGCCATAAGGCCCGGGT
>CL6040Contig1
AATGTTTTTTATTTATATGAAAATATTAAGATATTTTTTGATTGTAGAGTGAATTTAAAT
GTTCAATTATGGCTGGAAATAAACTCCATAAATAACTGCTTGAGATATTCTTCTCTTATC
CAGGTTTAAAAATGCTGCAGTAAAGTTTAGAAAAACAGCAAACTTCACTGCAGATGTTCT
TGATTTCCAACAGATTTTACCGAGGACAGCGCCCTCTGCTGGCCGCTGCCCGGAGCAGCA
TCTGTAAATGTTTTTGGCAGCTTCAACAAACTGGACTAAAAGTTGATGGTTTGATTCCCA
CAAAAAAATGTACACATAAAAGATTCAACAACAAAGAGATAACAGCTAGAGAGGACCCTA
AACAAACATCTTTTGTTTGATTTTATGTTTAACTTTTTCAATTACCTATACGAAAGCCCA
TTGAGACAACTGTTGTGAATTTGGGCTATACAAATAAAATTGAATGGAATCTTACTCCAT
AATTACATGTGGAATAAATGTTTTTAAATGTTCATTCTATTTTTCAGTTCAAGACGTGAA
TGTAAAATCTGATAAACTCATCAGTTTATTGGCTTTCAAACAGGTTTCATGGTCTTCGTA
GTTCCATCAAACCTGAAAAAACTGAAGCATTTTTCCTCAAACTGAAGCTTCAGAGGCTTC
AAAAACACAAAAGTTCAGCACAGCGCTTTCTAAAATATTCAATATTAACACATTTTATAT
ATTTCTGAAAGAAAAACCAATAAAGTCGATGTGACACAAACCACATTTATCATTATTCAG
TCATCAGAGGCGGACCGGATCACCACAGGACGTCAGAACCTCTGCCAGAACAGGTCAATT
TTTCCAAGGGGAAGCTCTGACGGGACAATCTGTCCATACGTCTGTTTGTTTAAGTCAGAT
GAATGTTTTCCATCAGAAAGGCCGGTCCTGCTGGACTCCTGTCCCAGCCGCGGCGCTCCT
CCTTCAGGATTCTCCCACAAAACTTTGGCGACGGGGTGTCAGGTTTCAGTCCGTTCCCTC
TCAGGGAATCGGGGCGCCAAACTTCTCCATGGTCTCCACAACCAGCTGCAGGTGGTCCAG
GAAGGAGCAGACGGACACTCGCAGGATCCGAGCTTCGTCTGCGCTCCACCTCACGGACAA
GGTGCTGCCGCTCACACTCAGGTGTTTGCTGATCCCGCCTCTCCTCGGCTCTCTGTCTGG
AGACAGGGAGCTCAGGGCCATGGTGGCCTCGCGAGGCGACGGGAACGGGACGTCCAGGGA
GAACCCCAGTTTTCCAGGCTCAGAGTTCTCTTCTCCGTTTGCCGCCATGTTGCTGCTTTC
AACCGGCCCCGGCCATAAGGCCCGGGTTTANCGCG
>CL6041Contig1
GTTGTGTTGAAGCCTCACCTGAAAGGCGGTGCCACGCCACAATCTTCTTTCCACTGTTTG
CATTCACATTTTGCATGCATTGCCTGTCACACAAGTAAATGACCAACTGGAAAGACAAAG
TGCCTTGCTCGTGGGCACTCCGGCAGTAGAGAATTTCTAGAGAAGTAATTCTCACAGAGT
GCTGATTTTAATACAAGTTCAACGGTTTTCGTCTTTCGGCTGCTGTTGATTTCCTGCATC
ATACGAGGCTTTTGACCTTGGCTGAATAGAGTAAACTCTGTTCCAGTCTGCACAACCTGA



CAGCTGATGTGTTTTTCTGTGTAGAAGAGTTTTACACCAACACCAAGGATCCACTGCACC
AAATGCGAACTGTCTTGAAACGCTGTAAGGTAAAAGCATGTCACAAGGATTAAATGTTGC
TGAGACTGCGAGCAAATAGTCCACGAGAACACCTCCACACTTCTCAGCTCCCTGTTTCTT
AGCTAAGCTCATTTGCTTAAAACAAAACATAACAACAACAAAAACCAAGTCAGATGTTCT
CCGCTCATTCAGCTGTGTGACTTTGAACTTCCATTTTGATTTTGACTTTTTGTTTGTTCA
CAGACCAACCTCTCCATGGTTATGCACTTTGAGAATGGACATCTAAAGATCAAAATGCCT
TTTTGATTGCATCTTGTTCTTAAATTAAGAAATGAAATGCTTTGGTTTTATGTCTGTATT
CTTAAATGTTTAGGAAACTGTTGGGAGTATCATTTTATTTAAATCTGTCTCATTTTCTGC
AGTGGTTTAGCCACACCTTCACTGAGATGCGATTTTTACACTTTTTCTACCCTG
>CL6042Contig1
GGNACTTTACTGCCTGTGTGACTGATGAAGACCAGATGTACATGTTCGGGTCAGACTATG
ACGGTTGCATCGGGGTTGAGGGTCAGCTGGGGTCGCAGGTTTTGGAGCCAGTTCTACTGG
AGTTTTTTGAGGGGCGACCTGTTCAGCTGGTTTCGTGTGGAGACAACCATGTGGTGGTGT
TGACCCGGGATAAGGACATCTACTCATGGGGCTGCGGAGAATACGGGCGTCTTGGTCTGG
AGAGTGAGGACGAATTTTCCTCTCCGATGCAAGTAAAGGTTCCTATAGGTGCCAGTATTT
CCTCCGTCTCATGTGGCAGCGATAGCACCTTCTTCTTGACAGAGTCTGGGAAAGTGCTAG
CGTGCGGAAACAACGAGTTCAACAAGCTGGGGTTAAATCAGGGCATCTCTGGAATCAAGA
ATCATCCCGGAGAGGGTTACCAAGGGATACCGTACACCACCGCAATGACCCTGGTAAAAC
AACTGTCACGCTTCAAGATCCAGTCCATTTCTCCAGGGAAGACTCACACTGCTGCTATTG
ATGAACGAGGTCGTCTGATCACGTTTGGTTGCAACAAATTTGGACAGCTGGGTGTGAAAG
ACTTCAAGAAGCACGCTGGTGTCCAAGTCCTTGTTGGTCCATTTGGAGGCAAGACAGTGA
CCAAAGTGGCTTGTGGAGATGGATTCACCATCGCTGCTACAGAAGACAATCAGATCTTTG
CATGGGGGAAATGCAGGAAAC
>CL6043Contig1
ATTTCATGGTGACAGTTTGGTAAATCCAGCGTGGTTTGCAAGTCACACGGGTTCTTCTTG
AAGTTACTCCCTCCAAGATCTTCCGGCTGTACATTTTAGAAAACATCACGGATCTGCTGC
TCGATCCAGATCACACGGACATGACTTTGTAGATGCAGCTCCCTCAGGGTTAATTCTCAG
CTCTGTAGATCCATAAATGTTCCTGCCCTTTAATGCCTCTATTGCCTCATGGTAAAACTG
AAACATCATGAAACAGAGCCGTAAGGCCGTGTGACGCCACACTGACCTTTTGTTCAGTTG
GTGTCGGATTTTACCCACTTTAAAGGGTCTGCTTTCTCCCATATTTCTCTTCACTGCATT
ATCTCCTTAACTGACATAAAAATGACAGATATGTCAATCTAAATAACAAATCATCACCAT
TAAAGAAGGTTACTTATAATTTCATTTTCTTGATGCAGGAAGACGGAGTTTGCAGCTGTT
GCTTTCAGCTTTACCTATGCCTTTTAAGGTGTGACGTTGTTGCCGGGGCATCAGGAGATG
GCAAAAGGAACTATAACAGAGTGGGCAAAGGGGTGGGGGACAGATGCTCCTTTGGGGCAT
ATTTGGCAAAGAAGGGCAAGAAAACGGTGAGCATGACTCCGACAATCGCCAGCATGTAGC
CCCAACCGATCTGGCACTCGCCGGCATGGTAGATGTCGGAGTCTCCGCAGAAAGAGCGGA
CCAGTGAGGAGTTAAGGCCGAAAGGGTAGATCAGCAGTCCTGCAGCCATGATGAATACTG
CCAGGAGCTGGAGGGGATCTCAGCGAATCTGCCCAGTCCTCCAAAGGTGTAGCAGCGGTA
CATGCGGTCCAGAGACTCGGAGCAGTGCCACAGCAAGCCGAAGCTGACCGAGCCCTTGTC
GTGAGGATGGGGATGCTGGTGGCCGCTCCTCGGCGTCTCCTTAACAATCCAGGCGGGAGA
GATGAAGCTGAAACTGCAGACGGCGACCAGAGCGGAGGACAGCAGCACCCAAAAGCAGCC
CACGCAGCTGAACATGCTGGCAGCGTGGGGCAGAAAGCCCAGATCGAGCGCGAACCCGGC
TTCTTCTTCCTTCTTCTTCTCCCGGCTCAGCATTTGCCTCCGACTTCAGCCTCCCACTAC
CCGGGCATCCGCAACTGCAGCAGCAGGGAGAGCCCGCAGAACATCTGCTCTGGAGGTGCG
GGGGACTGTCAAGGTCCCGATGAAGTGGGGTTGGAGCGCGCGGGAGCCCTCAGGCTGATG
GGAGGGGGGCGATTTCCACGCGCAAATGCAAACGCGGAGACATAACCGTGACGAAATTCA
CCTGCGAGTCCACGTCCAGGAGCTGCACTCCTCTGAGACTCCCCTCAACATTCAGCGCAC
TTTGCCTCTGCTTCTCCCTTCTGTCTCCCCC
>CL6044Contig1
ATTCTATTCATGATATTCATGAAGTGAGTTTGTACAAAGATACGGATGCAGAACAATAAA
ATACTGCTTTGACAGCAGAGCAGAGAAGAATGAAGAGACGAATCACATCANGTGATTAAC
AGGCATTCCATATGTATACNAAGCAGTATAAAACAAAGTACAATAATGAAGTCCAAACCT
TAGAGTGTAAACATTCGGAATATGTGCTTTCTATGACGCCAGCGTCACCTGGAATCGGAT
CAACCGGTAAACTGCCACGGTCCAGGCAGAGTAACTCCAAAAACAAACAAACAAAAAAAA
AAACTCGGNCCTTCNCTTTGNGTTTGNGTTGCACCAAAACAACCCACAACCTTTTCTTCA
GCTCCAAACGNGGGACAGCGGCAAAGCGCCACAGTCNGCTCGAGNGTAACAAAGCTCCNA
GNGGCTTTTAGNGNGCTTCCTCNGCNGCTTTTTTTCCTCTTTCTTTNGGNCCCTTTGANG
GTTGAAGTAACAACCAGGCACAGCANGNGTTAACGTCAACCTGATGAGNGATTCCNGCCN
CCTCCNGGGCAAAGCCAGCTCCNGCAGCAGTACTGAAAAAAACCCTCCAAGTTCAGGTCT
TTGGGCAAAAANGTCCAGCTCAAGNGCATTATCAAAANAGTTNGGTTTTTGNGGCCTCAA
AGGCTTGAGTTCCTGGNGTCCCAGGTTTCAGTTGGTCNCCTCGNACAGNTGCTCCAGCAG
GGGGTTGGCCTCNCTTTCCGGNGTTTTCACGCTGTCCGTCCTCACNATGCAGGTGG
>CL6045Contig1
GATTCTCATGGGTTTGGACTCTTCAGGGNAAGTCTACTCTGCTGGCCAGACTGCTAACAG



GAAAGGTGGTGACCACGTCTCCAACCGTCGGCTTCAACGTTGGAACGCTGAACCTGGATA
AGAAGACATCTCTGACACTCTGGGATGTTGGGGGGCAGAAGAACATGAGGCCCAACTGGA
GACTCTACCTGGACAACTGCAAGGCCCTGGTCTTTGTTGTGGACAGCAGTGACACGGCTC
GCATGGCCGAAGCCAAGAAGGCGCTGAAGATGGTCCTGAGTGACAAGAAACTGGAGGGGG
TTCCTCTGATGGTCCTGGCCAACAAGAAGGATCTCCCTAACAGCATGAAAATAAGAGAGG
TGTCTACTCTGCTGGACCTGGAGAGCTACAAGGACCTGCAGTGGGAGATCCAGGCCTGCA
GTGCCGTGGAGGGACTGGGCCTGCAGCAGGCCTTCCTCTCCGTCCACAGAATGATCAAGA
AAAGCTGAGAGGACAACAGTCTGACACCTTGTACAAGTTTTTACTGACATCTTCACATGA
ACTGACAGGTTCCGTCATCTGGTTCCTTCACAATTTCCTGCTGTCTTTGAACTTTGACAT
GTAAATCTTCTTTTAATGTTCAGCCTGAAAATTCAAAAATTAAAGCGTTTCTAGATAAAG
ACTGGATGACATCATTCAGACAAACATCTACATCTTCTTCCTGATGACCTCAGAGTTGTC
ACCTCTGAGCTCCAGACTCTTGAGACAGGACCAGGACTGGACCAGCAGCAGGACAGGAAC
CAACACCCACAGTCCATTAAAGAAGACCAGGTAGACCCACAGGTAGATCCAGCGGGAGGT
GTTGAGATGAGGACTGCCGAGCAGCCAGTCTGGACAGAAGGTCATCCAGCCGCCGTACAG
CTCGCACACGCTCAGAGCAATCTGCAAGAAATGTCTGTAGTACTTTTTCTTCAGTATGGC
GTGGATAAGCAGCAGAGCAAGAATAGAGTCCAGAACTACAGTGAAGATCTCAATTGAAAC
AATGGTTGGATCAGAAACTAACCATCGGCTGTCGGCTTTCCCGTACTCTTTCCAGAGTTC
AGCAAGAGGACCTTCAGACGTCTCCACCGTTCCNACAAGAGACATGTACACAAATGGACC
TTCCAGAGTCAGGTGGACGATCACGTCATAAAAGAGCCNAAGCAGGATCCATCTGTCCTC
TCCAGACGTAATCCCTCCNTACCTGTACGTGAGGAGAGCGGCACAGA
>CL6046Contig1
AGAAATGTAAGAAAGAGAGGCCCCAATACAATTTCAGTGGCTAAAAGGAACTTGCTGCCA
GAGTGAATGCACTGAAGCTCCGAAGCATGTTCATCTTCCAGTCAGATCCAGCTCAGGTGC
ACAAGAACATTTACTGAGGGATCTTCATTCTGCCACTGATGACAGCGTTAGACAGGTCCA
TTAGACAAGTTCTGCTATGTCCTTCTCCACAATCTCAATGGGACAGTGAAGATCATACCT
TTTGAATGGCATGCCATTTGCAGTCACCAGAAACCTTTCAAAGTTCCACCGAATGTCATC
GACTTTGATTGGGGACCAGTAGAGGCGTTTAATGTCTCCAACAACAGGATTTACAAAGGG
AAGAGATTCCTTAAGAAAGGTGAAAAGAGGGTCTTCACTTAACCCATTGACCTCAACTTT
GGCAAAGATGGGAAATCTTGGAACAAACTCGCCACCTGGTCTCACATACTTAAGAATATC
AAGAGTTTCTTCATTCTCTTCTGGAGACTGAAGACCAAACTGGTTGCAAGGAAATCCTAA
TACAGTGAAGTTGTGGTTGCCGTACATTTCCATCAGTGCATTCATCCAGTGGTACTCCTC
TATTGTTGACCCTCAGAAGGTGGCAACATTGACAATGAGAAGCACTTTATTCCTAAATGT
ACCAAGAGGAATCTGTTGTCCATCCAGACTTGTAGCAAAGAAATCATAAACAGACTTTTC
CCCCATTACTGGTGTCTCANCCTCGTNC
>CL6047Contig1
AGCCGCTGCAATTATCGATGCGGTGCAGAAAGCATACACAGAAGGGGGAAACATCCAACA
TCTGACTCGCACACGCTTTCGGAAACCAACAAGCCAGTCAACCATTCTCTGTTTTTCGTC
GTGTCACCGTTTTCCCTGACTGGCTTCGACCTACACGAACATCGAGGTCGTAGCTAGCGC
GGTGCCATCGCCTAGCTAGCTAGTATAAGGCTAGAATTTCAGGACTCCGGGGAGAAGGCT
TCAGAAAACCACCATGGCTCAGATCCTGCCTATCCGCTTCCAGGAGCACCTACAGCTCCA
GAACCTGGGTATAAACCCGGCCAACATCGGCTTTAGCACGCTCACCATGGAGTCTGACAA
GTTCATATGCGTCCGGGAGAAAGTCGGCGAGCAGGCTCAGGTCGTCATCATCGACATGGC
CGACCCCAACAATCCCATCCGTCGGCCCATCTCTGCCGACAGCGCCATCATGAACCCCGC
CAGCAAGGTGATCGCGCTCAAAGACGCTGCAAAGACCCTGCAGATCTTTAACATTGAGAT
GAAGAGCAAGATGAAGGCTCACACAATGACAGATGATGTGACTTTCTGGAAGTGGATCTC
TCTGAACACCGTCGCCCTGGTCACAGACAATGCCGTGTACCACTGGAGCATGGAGGGCGA
CTCTCAGCCAATCAAAGTCTTTGACCGCCACTCTAGCCTGGCGGGCTGTCAGATCATCAA
CTACCGCACTGATGCCAAACAGAAATGGTTGCTTCTTATTGGCATTTCAGCACAGCAAAA
CCGTGTCGTTGGAGCCATGCAGTTGTACTCTGTGGACAGGAAGGTGTCACAGCCTATTGA
AGGCCATGCTGCAGGCTTTGCTCAGTTCAAGATGGAGGGCAATGCTGAAGAGTCCACTCT
GTTCTGTTTCGCGGTTCGGGGACAAGCCGGAGGAAAACTCCACATCATTGAAGTGGGAAC
TCCCCCAACTGGGAACCAGCCTTTTCCAAAGAAAGCTGTCGACGTTTTCTTCCCCCCAGA
AGCACAAAACGACTTCCCCGTTGCCATGCAGATCAGCTCCAAGCAAGACGTGGTCTTTCT
AATCACCAAATACGGCTACATTCACCTGTACGACCTGGAGACAGGAACCTGCATCTACAT
GAACAGAATCAGCGGGGAGACTATTTTTGTCACTGCCCCGCATGAACCCACAGCTGGGAT
CATTGGAGTTAACAGGAAAGGACAGGTACTCGCTCCTACACTAATT
>CL6048Contig1
AGTTGTTTTATTNCGAAAAATGTNACCTAAAGNAAGTCGTAAAACCTGAGNATATGCAAT
CATTTACTTTTCAAAAATAGTTATTCAAAAAATGAAAAAGACATCCCCAGCAGGTAAAGT
TGTTCATGAAGCTTCTAACATAAACAAATCAAACTAACATTCTTTAGCTTTAGTTTAGTT
GAGGCCGTTCCTCTCAGCTCTGGTTCTGTTAAGGACCTTACAGACTCTAGAGGACATGCA
GAACATCTCTGCATTCCTGCATTCAACTCATCCGCTTCTCCACTTTTCACAGGATCTGAG
CACAAACTGCTCTGCGTTAAAGTCAAAAAGAGAATCAGACGTCCAGATTCGATCATTTTG
TTTCACTTTCCCACATGACGGTGAACTCATGGATCTATTTTTTATTCTAAAAAGCACCAC



TGAGGGAGAAAAAGTCCTTAAAAAGTCACTAGTCCGGTAAATGCAACATTCCTGAAGAGC
GGCCCGTTTCCCTACAGCGAGAACCGACTCTCCGCTTCGTCTGCAATCATCTCTGCGATG
GCGAGGGACGAGGTGGCCGCCGGCGAGGGAGCGTTCCGAACATGCAGCACCCGACTGCCG
ACTTCTCCAACGCCGCCGTCGAACACAAAGTCATCCACAAGGTTTCCATGGCGGTCCAGG
GCCTGAGCGCGAACCCCCGCGGGGCCCCTGAGGACGTCGCTCTGCTGCAGCTCGGGGATG
TACTTCTGCAGAATCTTCACCTGTGCACCCGTGAAANACGCCGCGGTACATTTCTCCCA
>CL6049Contig1
CGAGGCTTCTGTTTTGATGCCAACTCCGATTGCAGACTCGACAATAATTTGTCACGCAGT
TTTAAGATAAAATGGGACGCATCTTTCTGGATCACATTGGTGGAAGTCGCCTCTTCTCCT
GCGGCACATGTGACACCGTCTTGACCAACCGGGCTGAACTCATCTCAACGCGCTTCACTG
GAGCCACTGGCAGAGCGTTTCTGTTTAACAAGGTTGTGAATCTGCAACACAGCGAAATCC
AAGACCGAGTCATGCTTACAGGGAGGCACATGGTCCGGGATGTCAGCTGCAAGAACTGCA
ACAGCAAGCTGGGCTGGATGTACGAGTTTGCCACGGAGGAAAGTCAGCGCTACAAAGAGG
GCCGCGTCATTCTGGAGCGGGCGTTGGTGAAGGAGAGCGAAGGCTTCGAACACGTTCACT
CCGACAGCTCCTGAGCTCCTGTCTGCGTTCATTTCTGCCGTGTTCCTTTCATGAGTGCAG
ACGCACCAGAGATGCGTTTCTGGCTGGGTTTTAAGTGCAGCTCGAACAGAAAGCTGACTA
CTGATGCTTTTCTATTGATTTGAAACCACCTGCAGTTTCAGTATGTGTCCAACAGGTTGT
GCTGTCGTTCAGGTCTGCTGTTTCTCAGAAAGTGTCTGGAGTGCTGAACAGATTCAGGTG
TTTTTGTCTGGTTTGGCACAGTAACATCTGATTGCCTGAAGATGAATATNGTAGTATTAC
ACTACAAAAAAGGTATCTTTGTTGAAATGCTTCATTGGAATCTTTCCTTGAATGCTGCAC
CGCTTTTTATTTTAAGCTGTGCCAAATACTTTCAACATGACAGAATTATATGTTAAAATA
TTTGCTATTTAGTTTCCCGAGTAATACTTTGGGGCATTAAAGAATTTTCTTAACGTTATC
TTTATTTATAATAATGGTTCATAAAACAAATAAAAGCATGTTTGGTTTTATGAAGGGTTA
ACTTTATTTTTCAGTTGATTGAATTCTGGTTCCTGAAGTTTTTTTTTCCAGTTTTTTTTT
ATCTTTTAAAAGCAGACTGGAAGGAAAGTACAATATCATTTTAGATGTTTAAAATGTAGG
TTTCATTATAAGCATGTTTTCTTTTTGTTTACCTTCGAACAATAAAGATAA
>CL6050Contig1
TCGGCACGAGGTTTTAGACGGACTTCATCCAGTTCATGTAACTTTTTTCTGTCCCCGATC
TCACTTCGTTTCTTAAGATGAACAATAAATAAGCATTCCCGATTAAAAACATAAGGAAGG
CGCTACGATAAAAGGAGAACTGCTTGCATTGAAGGACCCTCTGCAGGAAACGTCTACTCC
CTGGATGTGCTGTTGTCTGCTCTAGGCTGGACGTAATCAGCCGGTGGGAGGAGCCGAAGA
GGAACGTTTAAAAAAAACAGAAATCTGAAAGACAAACTGAAGAAAAAAAGAGAAACTGTG
GAGGCTATTTCAGTCTCACGTTTGATTCATTTTTGTTTTCCATACAGGGACGGTACAGAA
CGCATGGGAAAACTTTTGTTGTCATTGGGCTTATTTTAACCTTTGGACTCTCCTTGCCTC
CATCTTCCCTCCTCCGATGAACTCAGCTCTACTGCTTCAGTTTTCCTTCCATCTATCTCC
TCTCCCTCTTTTCCAAACCCCCTTTTTTTTTGCATGATTCTACTCTTATTCATGGATTCT
CCATCCTTCTATGTTTTCCGTTTCTGTATGTAAAGGACTAAAAATGTTGGACAAAAGTGT
AAGAAATATTTTCTAAATCCCTTAAAAAAACCAGAAAGGAATCTGTTTCTGGAATGACTT
TTAAAGAACACAAACCATTTTTTAAATATAAAGAAGTACTTTTTTTTGACACAACAATCT
TACATGTAAAGTTGAATTTTGTTGCTGAATTTTTCACTTTTTGACCTCCCTGCTCCAAAC
GTCAGGACAAATTTTGGCGTTTGCCTAAAAGACAGAAACATGTATTTCTATGTTTGTTTG
ATCTGCAATTTCAGGTAATTAAACGGATTTCTTAGAGCGATAATGTCAGCCACAAAAAAA
CCTCTTTACTTCCTTCACTTTCTAAAGTACTAAAAGTGCAGGTGTTGTGTTTAAGTTGGT
TTTTTTTCACTGCGTGTTCTGTTTCTTTGTTGATGACTCTGAAATGTGTGTGACAGGAAT
GGGGGAGGGCGGGGCTGATGGGTGGGATTCGGGGTCAACGGATATTTTGTGTAGATAGGG
ACTACATTCAGCGTTTTCTTGAGTTTTTGAGTTTTCCTCCTGATGTTCTCTCAGTCTGTC
ACTGTTCTGAGTTGAACTGATGAAA
>CL6051Contig1
TTTTTTTTTTGCTATGAATGGTACCATGTATTTTTAGACACACACATAAACATACACCAT
ACACCAATTATTACAAAAGAATATTTCAAATTATTCCAGGATATCCTTTACAAAGATTAT
GTACAGATGGACGGTTCAGTGAGTGATCCGTCGTATCCGACTCAATATCATCAGCTCATG
TATTGTCCATGCAACCCAGACAGAAATAGTTGAATCCGGAGGTTAGTGTTCAGTGATGGG
AAGTGATTGAAAGTCTTTGTGTCTCTGGGTTGTAGGACGAATGCAGGTTCATTGATTAAA
TGAGTCATTAGGCTACAGGAGCCTCCTACCAGCCTGGGCTGAACGGCAGGGAGGAGGTGA
TTCCTTCAGAGAGCTCCAGCGCTTGATTTCAGGTTCGGGCTTAGCTCGCCATCAATCCCT
ATGGCCGATTGCGACTAAGTGCACCAAATATGCTGCTTATTCGCGGCGTGTTATACTGGC
AGTTGGCTCCCGGCACGAGG
>CL6052Contig1
TTTTTTTTTTGCAGTGTTTTGCTGCTATTGTGTCAGTTTTCAGACCCTGAACTCCAGAAT
CAAATGAGTTGCGGAGTGAAAATGATTCCTTTAGGCTAAAGCTAAAACTGAATAAATAAA
TAAATATAAAGATGGGGAGATGCATGTAATCCGCTCGGTCTGGAGCTGAGCTGCTGCATG
CATGTAAACACACCTGCTGACGAAGTCTCAAGGGTTTTTGGCGGTCAGTGCAAAGTCTGA
AGGAATGTAATGATTTGTGGTAGTTAGTGCAGATTGACAGCTGATGGAAGAGCCAGATCG
ACGTTTACTATTGGACAAGCAGGCAGGCAGGCAGGCAGGAAGGAAGGGCAGGTTCATTGT



CAGCATTCAGTAGTATGGCATCAGGAGTCACAGGGATCAGAGAGGGCTGATGCACCCCCC
CCCTCCTCCCTGAAAGGTTCAGTGACTCCTCCCAGACCAAAATGAGGGGAGCGGTCGCTG
TTGGAGGAGAGCGCCTGTCCTGTAGAGGAGGGGCAAGACGCTCCCTCGTTCCAGTTCAGA
GGTGCCTCCGCGAGAGAGAAGAGGGATGGTCACGGTGGCAACAACAGGCAGTAGAGCTCA
TTGTGAGAGAAGTCAGGCGAGGTTTCCTTCATCCTTTTGTCACCCTTTTGTGGTTTTTTT
CCCCATTTGTCAGCTTGTCATACCCGAACTGAAGAGGGCGGTCGTGTCAGCTTGTTCAGT
CTGTCTTTCTATGTGACTTTGTCCCTCTCTGCT
>CL6053Contig1
GCTTTGCAGGTCTTTCCGCGCGCTCTGTGTTGTCAAATTCAACCTAAAAATCATGTCCAA
CTCCGTCATATCGGTCATTTCTCGGTTTCTGGAGGAGTACACGACCACGACGCCCAACAA
GCTGAAGGTGGTGGACGCGTACCTTCTGTATATCCTGTTAACCGGAGCGCTGCAGTTCCT
ATACTGTCTGCTCGTCGGCACCTTCCCATTCAACAGCTTTCTGTCGGGCNTTCATCTCGT
GCGTGGGCTCTTTCATTTTAGGAGTATGTCTTCGAATCCAGATCAACCCTCAGAACAAAG
GCGACTTCCTGTCCATCTCCCCAGAACGAGCCTTCGCTGACTTCCTGTTCGCTCACACCG
TCCTGCACCTCGTTGTGATGAACTTCATCGGCTAAAACCGAGAAATGATGAATATTTGCC
TCTTCAGTTTCCCCCCTAAGGTCTTTGATTGTACACTTATTTTTGTTTACATCATATTTT
TATTTAATCACAATTTTCCTATTTTTTTGGTTTTAAGATTGTTGTGTTTCTATTTGCATT
TTGGCTTCTTCTTTTTCTTGAGTTCACAACTGAAATTGATTTATTTCAAGCAATCAAAAC
AAAAAAAGCGAAAGACAAATGGGAGAAACATCGATCTGTGCATAGAAATGTCAAACCTAA
GACGATTAGTCTTAATTTGTTTGGGGAAAAAAGATAAAACTAAGGACTAATGCTACCCTA
ATTATGTAAAAATGCTTCTCTCTGATCAAAATACACTTAAATTAAAATATCGAATTGACT
TTGACTCAGTTTTGTTGCGTCTATATTTGTCACACTAACCTTCAGCTTTCTTCTCTTTTA
TCACACAGATGACAACAAAAGGAAGGTTGTTTTGTTTCTTCTTCTTTCAAAAGACTCGAC
GTTTCGACAACTCACCGACAACGAGAGAGATTAAACCTTTTTCCTTTTTGTTCAGATATC
CAAACCGGTCTGTCTTTGTAGAATCCAGAAATAAAAAGGACCAAT
>CL6054Contig1
CGGTTAAACCCGNCCTTATGGCCGGGGGTGGGCGCGTGAACCTTCAGCAGAGCAGCAGAG
GTGGAGCGCCTCCTCAGCCGCTACGCTGCCATATATCAGTTTGTAGATGGCGATGGGTGG
ACTAGGGAATGGACGACGCGGAGGGAGATCTCCTCCTCTGATGATCGCTGCTCTTATTGC
TTGTATCTTAGTTTTGGGTTTTAACTACTGGGTATCCAGTTCACGCAACTTGGAGCTACA
GAACAAGGTGTATGAGTTGGAGGGCCATGTGCGGCGCGGAGCAGCTGAGCGAGGAGCTGC
AGAGATCAAGCAGAATCAGTTCCAGGGGGAGATCCAGAGACAGAAGGACCAGATTGCTCA
AATCGAAAACTTTTACAAGAAGAAGCTGGAGGGAGTTCAGACCACCTGCAGCCAAGAGCA
GGCCACAATGCAGCAGAATGTTTCCTTCAGTACCAGAACCATAGAGGACCTCAAAGTTCA
ACTGAATCAGTTAAATGATGACTTGGGGAAGGTCCAGAAGGAGTTGCAAAACTGCAAAGA
CAACGTTGAAACACTGGACAAAAAACTCACATTTGACATGGCTCACTGTCAGTCCCAGGT
CCTTTCTCAGAAAGAGCTGTGCGACGACCGAGTGGCCAAGGCGACGCTTGAAGTCCAGAA
GAGGATGGAGAAGCTCATCTCACCTGAAGCGGGCATCTCACCGGAAAACAAAGTTAAAGA
AGAACTGCAAGAAAACTCAACTGTTGTATTGGTGCCAGAAGCTGAAAGCCACACTTCTAT
CATCTCTCAGCCCAAACTC
>CL6055Contig1
GTAGATCTGCAGTCAGAACNGCCGGTGTGCTGATTTTGATCGTTTCCAGTCCACCATCAA
TTTCTCGAACCACTTTGATTCCATCGTTTTCCAGCGACACTTCAGAAGCAAAGGTACCCT
GAGGCCAGTCCAGCAGGGCTGCTGTCATCTGGCCGGTCTGATTGCAGTCATCATCGATGG
CCTGTTTGCCAAGAATGATAAGTTGAGCATCTTCCTTTTTGGCCAAAGCGGCGAGGATTT
TGGAGACCTGCAGAGGTCCGAGAGTTTCGTAGTCTTTCCCGCTAACTTCTACATGAATGC
CGCGGTCTGCTCCCATAGCCAGAGCGGTACGAATGGTCTCCTGTGACTGCTGTGGCCCAC
AGCTGACAACCACAACCTCCTTCATGAGTTTCTTCTCCTTCAGCTTTACTGCCTCCTCCA
CTGCAATCTCACAGAAGGGGTTCATTGAATGCTTCACGCCATCCGTCACTACGCCACTGT
GGTCTGGCTTTACACGGATCTTGACTGCGTAGTCAATGACACGCTTAACTCCAACCAGAA
CACGACCAGACATTGTTGAAAAAACAAATAAAATTCACAGTCAGCTAATGGTAAGTCACC
GAAATGGACCTTCACCTTAAGGGTACAGTCAGCACGGAACTATTTTACGGTAATCCACAG
GAC
>CL6056Contig1
GAGGGCCTTCAGTAAAGGCAAACTGAAGAAGGCCAACACGACGGACCGGAGCAAACCCGT
GATCTGACCCTGTCCATGGCATCAGAACCACAACACAATCTCTGCCCTGCCTCCCCCATC
ACTGGAACCCCCCCTAACGGACCTCCTGATCCTTTTTCCCATAAGCTCAGCTTTTCTCTG
AGTTTGAACGTTTGGATCCAGAAGCTCGGCGTCATGTCAGGAATGGCCGTCAGACTTGAA
GACAAAGAAGAAAAACCACTGAAGCACCTTAGATCTGGGATCTTGCCTGCTGATCCTGGA
TCCTGAAGGGTTTGTCGTCCAGAAAAGACTGAGCTTCGGTTCCTCCCCCTTTGGGTTCCA
GATAAAAGTTGTGCTGCAACAATCTGATCGAGCTTTGCCAAAATATTCTCCATTTCAAAA
GGGCAAAATGGGTTGTGAGGGGGATGTTTCCCTCCACCTGCAGAAGCAACACTCCGCTGT
ACGCTTGGTCTGAGGATTTTTCAGCCAAAATCCCATCATGGCGTTGATCCAGGTGGTCCA
GTGCAGCCTCAGTCTCCAGAAACTGCTGCTCCTTTCTCCTCTCCAAAAGCCACAACAGGA



CTGAAGCCTTTGTGAGGGACTTTTGTATCTCCCTGACCCTTTTTTCTGCAGCAACCCCCT
CACCATGTCACTGTGTCCTGCCAGGGTCCAGGAGGTTTCACCCTGAGCTGTGCCTGTCAG
GCACATGAATGCATGTTCAGGGAACAGAACAGGAACAAGTCTTCTCTGCTGGATGGCCTC
TGGGTTTGGGATCTTCCAAGAA
>CL6057Contig1
GTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTAATCTTTAAGTTTTTAATCATTAAACATT
ATTACATTATTCATACTGGTGAACAAGGGACCACTTCTACAGAAGGACGTTTACAACATA
CATATTACATTATTATATACAGTGCAGTGCAGTACAGTGTTTTCTTACATGTGTATTACC
AGGAAAGAAGGGTGAGGACACTTGAAGGAGGGAGGAAGGTAAGGTAACAAGGAGTTGTTG
AGGAGTTGTTGAGTAATGGGGAGTTGTGATAGCAAGTTGTCTTTTTATTTGTTTTGTTTT
TAACCACAGTACAGTTTGTTCTATAAAAGTTAAACCCATAGAGAGATAGAGTGCCACATT
TTCACAGCTACTGTTAGGTGAACCTTTGAAAGCGGACACTTGTGAGAATGTCAAAAGCAA
TACTTTTTCTCATGAGATGCCATGGGGAAATGCTATAAAACATTCTTAAATAAACAGCCT
CCCTACAGAGGATGAAGACCCTGGAGGGCAGGCCATTAGATCAAAGATCAGATCAGCGTG
CATGCGTGCTGCAGACATTCAGACATGTTCAACCATCTGGAAAACAGCTGACCACTAACT
TTTTCCTCTCCTTTGCTTAGGCAAGATTTTTGGTGCTTTCCATTTTATATATAAAATTAC
AAAACATAACAGCAAAAAAAAAAAANACCCCCNNCNNANANTNCNCTTTTTNTTTTNCCC
CAAANGNCTTTTTTTACCCGTTTNCTTNC
>CL6058Contig1
TTTTTTTTTTNAAAANGGGGGGGGGGGGGGGGGCGCTTCAGCTCAGATTCTGATCCAAAA
TCATCCAAAGAACCTCAGCGTTTACCTGGGGTGGGGGCGATTCATGACATGAACTCAGGA
GCCCGGAAGCTTCTGCAGAGGCGTGGTCTCAGGAGGGGGCGTGTCCTGGGGGAGCCCGCT
GGCGTACAGGTAGGACACGGTTCCAGCCTGGATCTGGAAGCTCTGCCCCTGGATGTGGTG
GCTGCAGAGCTGCTGGCCGGTCTGGCTGATGGAGATGGGCTGGCCGCTCTGGCTGCTGAC
GTGAATGGCCCGGCTCGGTGGCCTGCTCACCTGTCCAGGTGCGGTGCCGTGGGAGGGCGG
GGTGTCGTGGTGGGCCTGCAGCTGCTCCACCGCCTCCTTGCTAAGCGTGATGATGTGCAT
CTGCTCAGGGTGGGGGTCCAGCATGCTGACTGCGTGAATCGGAGGAGTCACGGCATCGGT
CTGAGCAAGCAGCGTGAACTTGGAGTGGGTGGGGTGAGCTGCGCCCCCGTCAGCAGCCAG
GAGGCTGATCTCCTGCTGACCTGCAGCAAAGCTAAGGTTCTGGTCCGTCACCAGCAGCTG
GATCTCCGGCTCTGAGCCGAGGGGGGGCTGCAGCAGTAAGGCGCCGCGCGGCTCCTCCTG
CGCGTCCGCGGCGCCACCCTCCCTGCTGTGCGTTTTGGCATGCGTCTTCAGGTTGTCAAG
GCGGGTGAAGGACAGGCTGCAGACGGAGCAGGTGAAGGCTTTCTTCCCTGAGTGGGTGGC
GGCGTGGCGCCGCCTGGCGCTCGGGTCCGAGAAGGTCTTCCCGCAGACGCCGCAGTCAAA
GGGCTTCTCCCCTCTGTGGATCCGGATGTGTGTCTGCAGCGTGCTCTTGGCGGTGAAGCA
CTTTCCACAGATCTCACAGGTGAACGGCTTCTCTCCTGTGTGAGTCCTCAGATGCTTCTT
CAGCTGGGCCGTGTCCATGAACCTGCGCTGACACTCGGCACACTCTGGTAAGGATTTACC
TGTGTGGGTTCTGTAGTGGTTCTTTAGCTGCCTCTTCTGAGTGAAGCTCTTCTCACATTT
GTCACAGGTGAAGGTCTTCTCTTGGTGCAGGCTCATGTGCTCCTGCAGCGAGTGCTTGGA
GGACAGCGACTTGGAGCAGACGGCGCAGACGAAGGGCCGCTCCCCGCTGTGGACGCGCTG
GTGGGCCTGCAGCGTGTGCTTCTGGGTGAAGCTCTTCCCGCAGGCGGAGCAGTGGAAGGG
CTTCTCTCCTGTGTGAGTCCTCCTGTGAACCTGCAGGAACAGGTGGTGTTTGAAGACTTT
CCCGCAGTCCCTGCATCGCGCCTCTGAGGGGGG
>CL6059Contig1
GCGGTTATAGCNCCACTTCCAGGNCGCTCGGNNGGCTTGTGGCTTCTGAGCATGTCTGCT
GAGGAACGGAGGGNACGCGGCCGACCACTCCGCGCTGCTCAAGTTCCTATCGGCCGTCTT
CTACGCCGCCAGCTCGTTCCTCATCACGGTGGTGAACAAGACTGTGCTGACGAGCTTCAG
GTTGGTGTCACGCCGCGTCACTCTTCCGTCTGTCACAGAGCCGGCTCCACGCTCACGCGT
GCTCTGTTGTCTGCAGGTTTCCCTCTTACCTGTGTCTGGGAATCGGACAGATGATCACCA
CAGTGGTTGTCCTCTATGTGGCCAAAATGAACAAAATGGTGCAATTTCCAGACTTTGATA
GAAGCATTTTCTTCAAAATTTTCCCTCTCCCCCTGCTGTATGTTGGAAACCATGTAACAG
GACTAGGAAGCACCAAAAAACTCAGTTTGCCCATGTTTACGGTGCTAAGGAAGTTCACTA
TTCTGATGACAATGCTATTGGAAGCATACATGCTAAGAAAAACATTTCCAAGGCGCATCG
TTTGCTGTGTTGTGGCAATAATGTTTGGTGCCCTGGTTGCTGCAAGCTCGGACCTGGCCT
TTGATGTGGGGGGATACACATTCATCCTTCTTAACGATGCTTTCACCGCAGCATACGGAG
TGTTCACCAAGAAGAAACTTGGCGATCAGGCACTGGGGAAGTATGGTGTCTTATTTTACA
ATGCACTTCTCCTCGTCATCCCTACTCTCTTGGCAAGTGCGGTGACTGGTGATTTACACA
AGGCAGTTGCATTTGAGGACTGGGGAAAAACCGCATTTGTCTTGTGTTTTCTCATTTCCT
GCATCATGGGGTTTGTGTTGATGTACTCCATAGTTCTGTGCAGCTATTATAACTCGGCGC
TTACTACCACTGTGGTCGGGGCAATAAAGAATGTTGCTGTTGCATATATTGGCATCTTTG
TTGGGGGAGACTATCTGTTCTCTTGGACAAATTTCCTCGGACTCACTATCTGTATGTCAG
GAGGACTGGTGTATTCTTATCTGACATTTAGCACCAGTAAATCCTCTGGAAGTGACTCTG
GAGACGCACAAGAGCAGAAGATCCACATAACCGAGGATTCACCCAGGAAGCACTGAGCCA
GCAATGCCTGCATTTACCACTAGATCTGTTGACAGAAAAAGACGACGATGGGTCAGATTC
TGTGAATATTTATTACAAGACAGAGCAGTGGGACAGCCG



>CL6060Contig1
GGGCTGAGGAATTCGGCACGAGGGTTGGCCTGAGCTAGACAGCAGTGAAGCGGATTACCG
GATGGTCCGGAGCCTGTAACCGGGACCCGAGAGCGCCACTGCCGGCCCCACATGGTTGAG
CAGTTACCGGCGGACCTCCTAGGGCAGAGCGGACCGCGGTGGGCGGTTCCAGCTGTGTTG
GAGCCATGACTTCGTTGACTCAGAGAGGTTCGGGCCTCGTGCAGAGGCGGACCGAAGCTT
CGCGCAGTGCCGCAGACAAAGAGCGCTCGTTGGCCGAGGAGGATGAGCACGCGACCCAGT
GCGCGGACGCGCGGGACGACACTGGAGACTCCAAAGAAGCCCGGCTGACCTTGATGGAGG
AGGTGCTGTTGCTGGGGCTAAAGGACCGAGAGGGCTACACCTCCTTCTGGAACGACTGCA
TCTCGTCGGGCCTGCGGGGCTGCATGCTGATCGAGCTGGCTCTGAGGGGACGCCTCCAGT
TGGAAGCCTGTGGCATGAGACGGAAAGGCCTCCTGGCCCGGAAGGTGATCTGCAAGTCCG
ACGCTCCGACAGGCGACGTCCTCCTGGACGAGGCCTTGAAGCACATCAAGGACACTCAGC
CTGCGGAGACGGTGCAGAGCTGGATCGAGCTGCTGAGTGGAGAGACGTGGAACCCGTTGA
AGCTACACTACCAGCTGAGAAACGTCCGTGAGCGTCTGGC
>CL6061Contig1
ATCTCCACATCCCTTCCTCATCCCCATCTCTCAGGGCAATCCAGAAGCCACTTTGCTGTA
TTGGTCTCGAGGGGTCTTGGTAGTTGTTTATCAAATTCATTATGGCCAGATGTTTCTCTC
TGCTGTCAATAACTGCTAAGTCGCCTCCAATCCTCTTGCAGAAAGCTCTCGCATCCAGCC
AGGTTTTGGATGAATATGAGTCGGAGAAAGGGAAGTGATAACACAGAGAATTCATGAAGG
TCCAACCTGGTAAACAGTGTCTGCAGCCTTCCCTTATCATTGGTAAGTGGGATCTTAGTG
CTGCAATTTCCAGCTGGAGCTTCTCTGTCTGCCTTTCGTAGTCTTTGCTTCTTCGGACCA
GGTGATCGAGCTCCCATTTAGTGAGTCTTTGGTCTTTGATCTCTTTTTCCAGCTGTTCCT
CAGCAGCATCTCTGCTTTGAATCGCATCGTTGTAGGATCCTTGGAGTTTGGCGAATTCGA
TGCTGATATCCCTCCCAATTTTACCTTCCGACAGTTTGTAGTTGATACATCTGCCAAGAT
GACAGCTGAAGCAGAATAGAATATGAGGTTTCAGAAGGTGACACTTAAAAAAAACTGCAA
CAATGTGTCAGACGTCGGCGCTCGGTCTCCCCTTCTGGTTACCAGCAGGAGAAGTCTCCA
GAGCATTAAAAACATTTAATCTCCCAGCAACCCCAGTGTGCACTTCCTGGATGCCACACA
CCTGACTCTCCCCCGGCCATAAGGCCCGGGTTAAAC
>CL6062Contig1
TTTTTTTTTTGATAAAATGTATTTTTATTGATATTAAAAATGAAAGTACATGAATTGTGC
ATTTCGGACGTTCTAGCGTGCAGAGGTTAAATCAGGAAAATACACACAGGCTTGAGTGAG
CTACTGAGACAGGAAGCGGCCGTCGCCTGGCAGCTCTCTCTTCATGTTTATGGAAATGAA
GTGGTTGTCTTTCATAAGAACACCATAGTAGCCTGTAATATTACAATATGCAGTCCTAGC
AGGAAAATATGAATCGTAATAATAATAATAACAATAATAATTGCACTGCTTGCTTTGATG
CACAACTGATGTAGATAGTTCTAGAGATCTAGATGATGCAGCTGCGATGACTGAGCTCTG
TGTCACTGTTGTCTGGGTGGGACGGCGTGACGGACGAGCCGACTGCGACACGCCACGGGT
TCACCTCCCCTGTCCCCTTCATCGCTTCAAACGCATAATGGATGAACTTGTGAGGGATAA
ATGCACCCCCTCCCCCCTCCCCAGCCTATGTGCTACAGAAGATCCGTGTCGCTGTTTTCT
ACACGACCCGCGGATGATCTTCGCTGTTATGTCGGCTGGGTCACGTGATTGTCAAACTGA
CTCGGCGTCGGCGGCCACATGAGATGCTCTTCAGAA
>CL6063Contig1
ATTCGGNCGAGGTTGAAAGACACTGAAGAAAACAAGCAAACACAAGAGGACATGCTGTAT
GGAACATCTGTGAGAACACCGTCTAAACGACGGCTGGGGGGGCCTACTACACCTGGAAAA
GTGAAAAAGTTCACAGGTATCTCCACCATTTCCACTCCAAACAGCTTTCTTAATTCAGGC
CTCGGTGGAACCACATGCCACGCCTCAATGCAGAAACCGCCGCTGTCTGCCAGCAAAGCG
AACAGCCTTCGGATCCCCGGACAAGGAAGGACACCCCGCGCACTAGACCGAAACAAGGAG
AACATCTCCCACCTTAACAGAAACACTCCAATAGGCACACCAAGGTCTCAGGATACTCAA
GATCACACCTTCACCTTTAATTCTATTGCTGGCTCCTATTCGGAATTTGCGAAAGACCTC
ACAAAAGCTTTTAAATCAAATGTGATGACAGGACTGCTGAATTCCACCGTCAGCCATCAG
TGATGGTTCTAAGGAGCCGTTGTTCATCCAAGTAGTGTGATGTAGAGGACAAAACTGAAT
TNTGATGTAAAAATTTTAANAAATTGTTAAGATATTGTTTGAATTTTTTCTAAACTTCTT
TTCTTTTAAAANACAAATTTTGAGGGTTTCTGCTGTANAAANAGTTTTTTTTTCCCCCAA
ATGTGNATATATTTCTCTGTCTGCTTAAATGAATTGGCTATGGCTTTTTTTTCTTAAAGT
TCTTAAAGAATAAAATGCTTGCCACACAGTTTTTTCACTACAGAAGTTCTAAAAAGCACC
AGGACAATATTTGAGCTGGAATGACCGCTCAACTACAAAAACCTGTTGAGTCTTTTTTTT
TTCTTTTTAAAACTGTAAATAAACTTAAATA
>CL6064Contig1
TGCGGCCCGACGGCCACCATCCTGCCTTGTTCCGCCTCCCTCCATGTGGTGGCTGTGGAG
TTCCAGGACTTGTGGAGGATTCGAGCACGTTGTGGTCGTTGTGAAGGTTTCGATGTCACT
CCCATGGATGAGATGGTTCAGCGCTCTCTGGACTTCAGGGAGTCCCGGGAGGCGGAGCCT
CACCCCTTATGGGAGTATCCATGCCGAGCTCTGACTCAGTCCGCCACCGCCATGACATTC
GACTTCACTCAGTGTGTCCCCAGCCAGCCAATCAGTTGCCAGGGTTCACTGCCTCTGATC
AGGACCGGTTGTTGCCAAGGAGTTGCGTTGTGGATGGAGTATCAACTGACTGATGACATC
ACTGTCAGCACAGGTCTAACTGCACCAATCAGTGAACAGGGCGACTGTGAGTGGAGTCGG
CACAGGAAGCAGGCCGTGTATTTCCTGCGGTCGCCATGGCAGAGTTCAGGTGACGGCAGA



GCCGCCGTTTCTTACAGCTTCACCTTTGAACCCGACTCGGGTGACATCAAGATGGACTTC
AGCATCAGTGCTCTGTGATGGACAGAAAGTCTGAATATTTTACTTTGGTGGGTTTTTTGG
CTCATATTTATGTTTTTATCAAATTTGGATTTCATTCTGAAACGAAAAATAAATAATTCC
TTTAAATAAAAAAAAAA
>CL6065Contig1
CAAATTCAGACTTTAATCCTCTCAGATTCAGTGTTNGTCATCACAACCAGTTTTGAGTTC
CTTCCATGTTTCAAACGGTGGATGAGGGGGTCACCAGGTACCTGACCTGTGTGGAGCTGA
GGCGGGGCTGAACCCCTTCCCTTCAGTAGAAGGGACTTTTCTGCATCTTCAGCCTGGATC
GTTTTAGTTCAGGCTCTGAATGAGTTCTGGAGCATCCCTCAAACGGGACAGAACTGGACC
GCTCAGAAACGCTGACACTCAGTACCAGTCAAGTGTTGGACACACCGTCTCAGTCCCGTA
GGACAGCAGGTGTTCCACCAACCAAAAGGCGGCCCTGTTTGGAAGAAGACCCTGGGCTGA
AGTCCTAGAAGGTCCGAGGAGTCTCAGCCAAGGCTGCGACTTTCACCAAAACTGGAAACG
TTAGCAGATTGCACTAAAAGAGTCCAGGACCTGGATGAGGATGAGGATGAGGAACTCTGT
GGAAGGTTCACAGGATGGAACCGTTTCAGACACGACCCGTCTAGTCCTGTCCTGTTTTAA
ACCAAGACTGTGAATAAAGTTATTTCAAATTCTCACAGTTGTTTGTTTTGTAGGGACACT
GAGGAAAGCCTCCTGACACGAAGCTGGAAGATGGAGAACAGAGGTCTGGTGCTGCAGAGC
GATGAAAGTCTGAGATCAGACAGCTTTGAAAAGTCTGGAGTTACTCTGGCAAATAAAATT
CATAGGAACAGAAAACAGGGAGGGGCTGAGCAGGAAAATAAAAACAAAGTGGAAAATTAC
TTTTGAAATACTGTATCCAGTTCAGCAGGTGGGAGCTGAAGGCCTTTTGGGGTGAACAGA
TCTGTTACTATGGGGGGTGTTGTTGCCTCAGACACAGGAGGCGCATTTTTGAATAAACAA
CT
>CL6066Contig1
TTTATTTGTACATTTTGGACAGAAACACCTACGTTCTGCTGCGAGAACAGAAGGTGATGA
GATCCAGAACCAGCAGACACAGCAAACATGGTTTCCTGATCTTCAGGGCTTCCTCTGAGG
CATCGACGCCACCAGCAGCCAGTACAGCGAGTAGCAGCTTCCTGCGATGGTCAGCGTCAT
GGTCGCTCGGTACAACAGGACATCGCTGGTTCCTCCTTTGATGTGGACCGGCAGCCCGTT
GTCCTCCTGGAAGAGTTTCTGGGCCTCTGGAACTTTGTTCCTCAGGCGCCGGGCCGAGCT
GCTGAAGGCTCGGTGCAGCAGAACTGGAACTTTCAGGACCCGGTTCATGACGCTCTGCAC
GGCTCGCCTCGCCTCACAAGGACACGGAGTCACACGCAGACACGTCAGGGCGTTGAACCG
CAGCCAAACTACGATCTGCCTCAGAGTCCAAACCGCCGCAGGAGTCCTGCCGCGGAAACA
ACCGCTGCATCGGATTTCTGCAGGAAACTGCAGAACCTCTGAGGACTTCTGACATTCCCA
GGTTGCCC
>CL6067Contig1
GGTTTCCTCATTTGAACNTTGACTGGTGGGTTTTCTACCACATACTCGCAGAAAACGTTT
CTATCGGTATGGCTTTTGAGACGCGCGGGCTCTTCGTGTGCAAACTGAACGTAGTTTTCA
TTTTCGCGCTGTTCGCTGCGGTGGAATGTCTGTCCAAAGGCTTCCGGAGTCACGCGCGTG
AAGAAGGTAGCCGCGAGGCTGAGGAGCAGTGGTTCACGCAGAAGCTTGACCACTTCAATG
GTGCGGACAGCAGAGCGTGGAAGCAGAGATACTTTTTGAATGAAGCCTTCTACAAACCCG
GCGGGCCGGTGTTCCTGATGATCGGGGGAGAGGGTCCAGCTAACCCCGCATGGATGAAGA
ACGGAACCTGGCTGATCTACGCAGAGAAGCTGGGAGCCCTGTGCCTGATGCTGGAGCATC
GCTACTATGGGAAGAGTCACCCAACGCTGGACCTCAGCACAAACAACCTGCGCTACCTCA
GCAGCCGTCAGGCCCTGGCCGACCTGGCCCACTTCCGTACCGTCATGGGCGAGGCCCAAG
GGCTGACCAACAACAAGTGGGTGGCGTTTGGCGGGTCGTACCCTGGCTCTCTGGCTGCCT
GGTTCCGGCTGAAATACCCTCACTTGGTGCACGCCTCTGTGGCCACCAGTGCACCCGTGC
ATGCAACCGTCAACTTTCCAGAGTATCTTGAGGTTGTGTGGCGTTCACTGGCCTCCGAAA
ATGCTAAATGCCCCTTGTTGGTGAAGAAAGCCTCAGATTCCCTGGTGGAGAAGCTGAAAG
ATCCTGAGACATTTGACAACATCACCAAAGACTTCAACCTGTGCTCCAAACTGCAGATCC
AGACAGAGATGGACTCTGCTTACTTCCTGGAGATGCTGGCTGGTAATTTCATGGATGTCG
TCCAGTACAAT
>CL6068Contig1
CAGCCTTTTCATCCTCAAACCAGCAGTAATCTCCGTTATTTCAGAGGAAGAAAGCAGGCC
AACTGACATAAAAAAAAAACATCAAACGGGACAATAGTTTACTTTCANAGGCTTTGTATT
TAGTCCCAAGACAAAACCTTTGTTGTTGCAGCATTAAAAAGGTTGATATTGAAATGCGGT
TGTGCACTTAAACTACAGTGTGCAGTTGAAAAATGATGGCCAGAAACATCCGGGCAAAAG
GAATGACACCAGTGCAATCAAAGATATTCTGCTTTTCTGTTGCAATACTTTAAAGTCCCA
CTCCAATCCTCTTTTGATCTATTGTAAAAGTGGTCTTATATTTATGGTTATGTTGTTCTT
AGCCAAAAGGAAAAAGCCAGTGCTGTTTTCAAGAACACAGTTTCTGTTTTATTAGAAATT
TGCCTGAGAGTTGCAGGGAGAACTGTTGGTAGAGTACACCTTCCCGCACTACCCATCATC
CCCGGGTTTACCCTCTCTCCTGTTAGCTTACAGCCCCCAACAACCCCCACCTAACATTAC
TGGTGTAACAAAAATGGCGAGCAAAATCGGAGGTGTCCAGCCGTGCAGTTCTGAGCCAGA
TGCCAGCTGAGGCGAGGAAAACAAAGACGTAGATGAATTTATCTGTCTGCCAGTGGATGC
ATCCGAATGGAGTGGAGCAGGGAGTTTGGGGCCCACTGACTGGAGCACCTATGTACGTCA
CGGCTACAAGCTTTTTTAAACTGCATTTCTTCGCCTGTTCCTGATTCAACACAATTTTAA
TAGAGAAATAACTAATAATTTTGTTCATATATGTCCTTCATCATGAGAAAAAATCCAA



>CL6069Contig1
GATTTTGTTCCATAATTACATCAGGCTACCTTTAAAATATCTTAGCACCAACTTATTTGG
AAAATGGGGAGGGAGCCGACAACAAAGATAAACTTCACTAAATGTGTCAAAACAAAGGAT
TTAGTTGAAACTGTAAATAATTTAGCATGAACATAACAGCCTTTATAGATTTAAATCAAA
GTTTTGCAAAGCCATTCATATCAGCATCCTGGAAGGTCAGTTACTGTAAGAACCACAAGA
AAAAAGAAAAAACAGAGACCCTGGATTTTCAAGCTAGATACATTCGGTGGAATCAAATGT
CTCTAAAAAAAACAAAAACATTTGCTAAAGATGCTAAAAGCTAGCCTAATTAGTCAGAGG
GGCAAGTAAACGAAAAGAGGGGTGTACTTGTTTGGGATGGAGGGAGCTTGGAGCCATGGT
CATACCGGGCAGTTGACACGCAGTGGTTAGCGCTCTTGAGAAGGCCCTGGTTCAAATCCC
AGTTGAGGCCTTCAGTATGGAGTTTGTGTGTTCTCCCCAGGCATGCACAGGTTTTCTCTG
GCTTCCTCCCACTGTCCAAATATCTGCTTCATAGGTTCATTGGTTAATGTAAAGTGTCCC
TAGGTGTGGATGTGTGTTTGGGTGATTGTCTGGCCTGTGACAGACTGGCAGCTCGTCTTA
GGTGTGCCCCCACACTCGCCCAGCAGCAGCCAGGACAGGCTCCAGCAACCCTGTGACCCC
GAAAGTGATAAAGTGGGTTAAGAAATTGGATGGATGGATGATCAATTTTCAAACGGTTGG
TACTTCTGTGAATCAAAAGGGACGGCATCTATACATCACTACCAAGGCTGAAGGACTGAT
TGGTCAAAGTTCAACTGGTTTAACCTTCCAGTTGAACTTTCTGATTCAATGGCTACACAT
TTTGTATGTAGAGCTCGAAAGCGGTAGTATAAAGTAGTGACATGTGACTGGGAGAGTTTT
GAGCGTCTATGTTTACATAGACCTCTCATTGGAAGTGATCACGTAACGTGCTTTGCCTTG
GGCAG
>CL6070Contig1
AAGTTACTGTCTCCAGACAAGTACAAATCAGAAAAACAGTGACTGAAAGAGGATGGGATA
ACAGACACCAACTTAAGTGTAGGCAAGAGTGCAAGGAAGGAAAAAAAAATAAAAATCAGA
AATGGCCAAAAAATAAAAGGAAGAAATTAAATTTTGTATAGATATATACACACACACATG
ATCTAATAGGAATTTATACCGATGTAGTGGTAAGTAAACAATAAACGGTACTTTTTTTTT
TCCTTTTTTTTACTTACATAAAANAATTAGGCAAAACACATATGGGCCGTTTATTTACTA
TGTCACATTATATCTNACCNCCNCTTATTTTATGCTCTAAAAANCCAATTATCCNCCTCT
NACNTGGAAAATNGNGNGAAAAANATNAACTCCNCAAGCATGTTTAAGGCTTAAGCANGG
AANGACTAGAAAANAAAAANAAAAACCTCANTAAACAAAACATTTGAAAANAAAAAAAAC
NTGACAATTCTNTCAAAACCTAACCTTTGTCTAGCTNCCACAAAGCTGCTNAATAACTTT
CATTTTTCAG
>CL6071Contig1
CTCTGAATGAAGCCATCGCCTCCATAAGCCTGTGCAGAACCGTTCAAAACATCGCTGATG
AACTGGACCAGCTGCTCCATGGTCTCAATCGGCTCACTGGACAGGAAGTACTGCTCGTTG
GACGTGTTGAGGATGATTACGGAGGGCACTTTTACCTCACCCATAATGAGGCTGTTAATG
TAGTCGCTGCCATCCATGTGGCCAAACTGGAAAACTCTGTTAAAATGTTCTCTGTATTCC
TTCGCCACCCTCTGCATCAAGGTCTTTAATCTGCCGCTCTCCTCCGTGGCGTCCTTCTCA
TCGATGACTGCAATCGCCACGAGTTTTCCTGTTTCTCCGAGTTCATACAACGTAAAGCCA
TCAATCTGGAGGTATCCTTGGAAGCGCTCCCTGTTCACCCACGATGACAGGCTGCCGTCC
TCGTACTCATCGTAGGTAAAATAATCTCCGTCCTTAAAGACCACAACCGCAGGAAGCTCC
GGCATGGAGATGGACTCTGGCACGGCATCCTCTGAAGCCGAGAAGAAGTATGTATAGACG
ATGAGCTCAGAGGCTGCATCGTTGTATTTCTCTTTCAGGGGAGAGTCCCCGCCAACGTAC
ACGAAGAGGACGTCGTGCCGTTTCATCATGTGCTCAAACATCTGCGTGCTGGGAAGCGCC
CGCACGGCCGGTCCTGCCACCCTGTTGGCAAACTCCACGATATCATCTTTCGTTCTTGGT
CCTTTGTAATTGTATGCGAGATCTGCCTTTAGCAGTTTTATGGTGGGGTAACCACGAACG
CCGAACTCCGACGCCATTCCTGAGTAGGCAGTTGCATCCATCTTTCCGACACGCACTGGC
GAGCCGGAGCTCCTAAGCTCCGCCCCCACTTCATCCCAGATGGGTTCTAGTTTTTTACAG
TAACCGCACCATGGAGCATAAAAATCAACCAGCCAGATGTCGTTCACTCTGGTGTCTTTA
AACGTGCTATCTAGATCTTCAACAAAGCCGAGCACCGTGGTAGTAATGCAAACGGCCGCT
ATCACTCTAAGGATCACAGAAGCTTTCTCTTGTGCCATTGCTTCGTGTGGGAAGAAGCAG
GAAATACAGCCGCTGCACTTCTTCTCTCTGCGCATG
>CL6072Contig1
GCGCTTCTCCACGGCCAGTAATTTCATCGTTCGAGCATCAGGAGGACCGTTAATCCTCGC
CGACCACGTTCTGAGTGCAAACACTTCCGAAGCCTAAGCTTTTTAAGAAAAGACTGTCTT
AAAGGAAATGGATTTTATTCTTTAAATTAACATATTTTAATACATTTATTTATGGGAGTC
CTTAAGTTAAAGTAGAGTTCATAAGCATATCAACATCTCAGGGATGCAGAAGAATGCATA
TGATGTATTATTTTCTTATTTTATTCCATATTATCCTCCGAAACGTCGTTTTCAAGGTGG
CAGAAGGGGCTTTTATTTAAGCATGGATGTGATGTTTTTATTTTGAAAGGAGGATCTCTG
AAACCAGGTCATCCTCTGCTAAAATACACCTGAGAGCTGCAGGTTTTCCCCGTAGCACAG
ATGTACTTTATAATAAACCTCTGCTTAGTTCTTTCAGAGCGAAAATATTATGAGGATGTT
AAGTGTTTTTACTCTGTTTTTAGTCTGGAATACTTTAATGTGAGAATTTTATTGTTTTTA
ATTTGTTTTCTATCATGGTGAGAAGGGAGATTTGGTGTTAAATAATGTTTTGCTGTACTG
TGATCAAACTGATGAAACAAACGATAAAAAAGTATCTTATTCATCAGTTTTTTATTTTAT
TTTGAATGTTTTTCTGTTACACCGAAACCGATCTTTGATTTTGTTCTTAAAGTAACAATA
ATTCCCCCTTTTCTTACCTAGTAAACTTTATCTTACCTGATAAACAATACTTCCCCCTGA



CTTCAGACTGTTGCCATGGACACCTCATCCCTATAGCAACTAAGGGCCTTCGCGGGCCGA
CAGAGATTTGTTCAGACGGCCATCAGCCACTTGCTAGATTAAAGGTGTTTGTTTCCCCTG
TCGGCTTGTAATGGCATCAGATGAGCAACGGTGTTGACGATTGCAGAGTTCCACTCAGCT
CTAATGGGGCTTCTATGCATCCAGCTCTAATGTGTGGAGCAGCAATTTACGTAGG
>CL6073Contig1
TGGGAGAACATTCATTCAGCCAAACACGCGCCTGAGACAGCTGGGAGTGGCAAAGAAGTT
TGGAGTTCTGACGGACAACTTTGCAGGGAAGCGTGTGGTGCTGGTGGATGACTCCATCGT
CAGGGGCAACACGATCTCCCCCATCATTAAACTGCTGAGGGAAGCTGGTGCAAAAGAGGT
TCACATCCGGGTGGCGTCTCCACCCATCAGGTTCCCGTGCTACATGGGGATCAACATTCC
AACTAAGGAGGAGCTCATCGCCAACAAGCCTCAGTTTAAGGACATCGCTGGTTATCTCGG
TGCCGACAGTGTGGAGTACTTGACTGTGGAGGGGCTGGTTACAGCCGTCCAGGAGGGGGT
CGCAGCCATGCAGGACCAGATGGGCTCCAGAAAATCCAGAGTCGGCCACTGCACCGCCTG
TCTGACGGGGAAATATCCAGTGGAGCTGGAATGGTAGCTGCTGTAGGGACCAGTCAGCAG
ATCCACAGTCTGTGCAAAACTAGAAATGTGTGTTAGAGTCTAAGGACTGAGGGTCTTTAC
AATCTGAAAAAACCTGGATGTGATTTGTCTTCTGTGGACTTTATCTTATGTAAGGAATGC
AAGAGCAGTTTGTTACCAAAGAGTTAACTTTATTTTATAATTTAAAATGAACCATTGGTG
CTTTGTTTTCCATTCTAGTAAAAAAAAACCATGTTTAATAAACAGCATTCAGAGAACACG
CTGTACTAAATTGTTGAATTTCCAAAACCTGATGCTTTTCAGCCTCACCATCCAGATAAC
AGAACTTTAAAAACATTTAACGGCTACTTTCAAAGTGAAATAGCAACACATAAAAATTTG
GCAAAAGCCCAGAGAAATAGAACAGTCTCAGTACATGCTTCAAGACATTGGACATGGAAA
ACAATTTCCTGCTGTTTGTTCCTGTGGGTCTCTTCACCTCCAGCCTGATTTTGGAGATTT
AAAATCAGAGGAACTACTGTCCAGACCCACCAGCAGGAGTTCCCCAGAAAGCAGACTTAT
TATACATGATGTCCTCCTCGTAGAAAGACCCCACCTCTTCATTTGGTGTTTAGTAGAAGA
GCTTGAC
>CL6074Contig1
GGTTACCCGGGGGGCTGGGAAGACATCCTGGACGATGCACTTCATCTCCTCGAAGCCGCT
CAGCCTGGACATCTCCAGAAAGAGTCCTCTGATGGGGGCTTCCACCCTCAAGATGACGGT
TGCATCGTGGTGACCTGCAGAGCTGTTCACATGGCACCTGTACGTTCCTCTGTCCTTCAG
GCTGCTCGTCTTCAGGACCAGCGTGGCGTTGCCCTGGGAAACCTGCTGTGGGGACACAGA
GGCCCTCCCAGCCAGCTGCTGGTGTATGAAGCGCTCCTGTGTCTTCTGCTCAAACTTGTA
CATCAGCTTGTCCTGTTTGAACCATTCCACGGTCTCCCCAGCACCGCTCTGGAAGCTGCA
CGGGAGCACGCAGTCCTCGGAAATGAAGCACTTCACCGCCACTTCGGGCGTTTTGTCCTG
TGTGGCCGTGCTGACCCAGAGGAGGAGGCAGGCCCAGGTTGGTATCAGTGACATGGTTCC
AGGCATCGAGGACCATCTAATGACACAGAAACTCGTGCAGGGGGGCCTCAGTGCCGCTCA
TTCCTCTGTGGCAGGTTGGTCTTTGAATCACTCTGGGTGGTTTGGCATCACCAAAACATG
AATGCAAGAAACGTGACTCAGCCGCAGTTCAGAGGAAATCCTAGAGAAGGAGGGAGAAGG
GAGCCGTCTGCTGCCTTCTGACAGCCACTGTTCAGCCGACTGGATCAACAGGTTATTTCG
AGAATAGGCAGCACAAACTGCCTCACACACTTTTGCCTCCCC
>CL6075Contig1
TCTGNATTCAAATCAAGTCATTTTTTCTAGAATTCATCATATTTTGGACCCAAGCATGAG
TTTTTTGACTACAACAACCAGAGGAGAAAAGGTTAGATGTGTATTAGATCCAGGGTTCCC
ACCCGACATAAACTCTGCCGAGAACATTTGGATCCGTGGCGTGATCCAGGAGGCACTCCA
CCTGCTTCTCCACGGACAAACCTGAGGCTGGAAGCTTCGCTCGAACGTTGTGCTCCTCCG
ACCCCAGAGCTACCGCCTGCATCCCCGCGAAGGAGGCATCCTTCTCGAAACCCAGCTTCA
GCTCCTCAGAGGTTATAGCAGCCGGATTTGCCCCTTCCAGTTTTCTCCTGGCGAAGTTGA
CCTTCTGCAGCGGGTACCAGTTGACCTCTTTGGTGTTGACGCTGTCGGTCCACGTGCCTC
CTTTCCTCAGCTGTTTCACCTCAAAGTTCTTCCAGTCCAAACAGGGTTCCTTAATGAACA
CGTCCATGGTATTAAGCAGAAGGTCAGGCTCGGCCCGGTAGGCTCGGAGGGAGTGGACCA
TGATGCTCTGGATCAATCCAGACTCCTTCAAGGGCTGCATCAGATTGACAAACTGCTGAG
TCAGCCGGAACGGCATGAGCTCGGGTACGAGGAGGAACTGTGTGGCAGAACCAAAAGCAT
GAC
>CL6076Contig1
ATTAGAGACCTCCTTCCTGACCTGGGGGACGGCTTCCTGCTGGCCTGCCTGCAGGAGTAC
AACTACNACGCCGAGTTGGTCATCAACAACATCCTGGAGGACCGCCTTCCCCCCGCCCTG
AACCAACTGGACCGAGCCACGCCCCGGCCGGTGAAGGAGGAGCTTCCTGCCGTCCTGAAC
AGCAGATCCNACGTCTTTGATGACGACGAGTTCGACGTCTTTCGCAGGGATCAGCTGGAC
ATGTCCCGAGTGTGGAAAGGCCGGAGGAAAGCTGAGAATGTCCGCGAGACGCTGAACGAC
AAGCAGCACATCGCCCAGCAGAGGGAGCGCTACCGGGCCTACGAAACGGTGGTGGACGAG
GTCCTCATCGGACCCGGAGACGCCGCCGATGCCGCGTACAGCCTGGACGACTACGACGAT
GAGTACGACGACACGTATGACGTGAACCAAGTGGGAGCCAACGACCTGGATGGAGACAGT
CTGCTCAGCAGGAGACCCTTCACGGTCCCTCAGGTCCTGAGGACAGGAACCAAAGACGAG
GAGCAGAACGATGAAGATCAAGAGGAGGATGGGGCTCCTGAGAACCACGCCAGCAGAGAC
CAGTTCGTGCAGGACCCGGCGCTCCTGCGGGAGAGGGCGGAGGCCCGGAGGGCCGCCACG
CAGCAGAGGAAACGCGTCCCGCCGGAGCGTCCCGGTAACGTGGTGGGCCGGCCCAAAGGC



CAAGGCCAAACCACCGAAACCTTTCTGGACCGACGCAAGAAGGAGATGAACAAGAGCCGC
GTGGCCAATCACAGCCGGCGCTCCATGGCCGACCGCAAGAGGAACAAGGGCATGATTCCC
TCCTGACCCCAGAACCGGGCCCGGGTTCTGCAGACGGGCTCTTCGTTTTCAGTTGCTTTT
TATTTTCAAAATTGTTCAATAAACTACCGTTTGGATCAGAAGGACGTTGGGTTTGAAGCC
CAGAACCAAACGGGCCGGGTCGAAGACAAAGACGA
>CL6077Contig1
GGGGTCTGCAGCTTTGGTCAGTTTGTAGTCACTTACACCATAATGGGGTTTGGCAAGTGG
TTGTTTGGTGTTGTGATTTTGGCTTGTGGTGCGTCAGCACAAAACCACTGGACACCACAG
CAAACACCAGCCCCTGTTTCCTCATCAAGCGCAGCCACAGGTCACTACTTTTGATAAGTG
CAATGTGGAGGAGGGTGACAAGATTGAATGTGGGACTTCGGATATCACTGTGGAGCAGTG
TGAAAAAATCAACTGCTGCTTTGATGGGTGGAAGTGTCACTATGGAAAAGGAGTGACTGT
GCAGTGTACCAGGGATGGTCAGTTTGTGGTGGTTGTTGCCAAAGATACCACTACGCCTCC
CATTGATGTGAACTCCATCAGTCTGCTGGAGTCCAATGGTGACTTCTGTGGTCCAGTTGA
CAGCACCTCGGCCTTTGCCATTTTTCAGTTTCCTGTGACTGCATGTGGTACTACACTCAA
GGACGACGAAAACTACATTGTCTATGAAAACCACATGTCTTCATCATATGAAGTAGGAGT
TGGACCCAGAGGATCAATCACAAGAGACAGTCATTTTGAGATGCTGTTCATGTGCAAGTA
CTCTGGCTCAGGTGGGGAAGCTCTTATCTTGGAGGTCAACTCCTGTTCCTGCTCCTCAAC
CAGTTGCAGTGTCTGGGACCCCTGAGAGAGGAGCTCAGACTGGCAAATGGACAATGTCTC
GCATTAGGGTTGCGCTCAAGAAGAGGAAGCATACATCTCATTCTACAACCCAGCTGAATA
TCCGGTAA
>CL6078Contig1
CGTGGCTGCACAGATGCCGCTCAACGAGAAGCGCGGCTTGGCCAACCACGTTATCGAGAA
CTCGGGCAGCCGGGAAGACACCCACCGGCAGGTCCTGCGGCTCCACACAAAGCTGGAAGA
CTCCATGGACTTCCTGTTAGTGAGGGCAATCGCCATCGCCGCCACGGCGGGTCTGAGCGG
GATACTGCTTTACGCAGCCAGGATACTTATGTCTTAACAGAGGGAGCAGGATGAAGGAAA
CTTGGGTTTTAGTCTGAAAGGTTTTCAAACGCGAGCTGTCAGTAGAATTGAGCAATGACA
GGCTGAATGACAGTAAAGATGAATTTAACTGTGAAATTAGCCTGACAGCACGTAACACTA
CACTGCCAGCAGTGTGGCCTACTGTGACAGTGAACACCGACCTGCATTACTTACTAAAGC
TGCAGTTTAACCTGAAGGTTTTTATGTGCAATCACTGTTTTTAGACAATTACAACAATCT
AAAGCGGTTCAAACACTGGAAAAACTCGTAGCTGATGCTTCAGACGGTGTTTGGACTGTG
AATACTTATTTATTTTTTATCATTTACCATTATAGGAATAACTTATTTTAATCAAACTGT
CAAATTGGGATAGTTATGATGGATGGGTGTCAATCAAAATCCAGTTTTTGAGTTGTTTTT
ATTTGCAGAAAGTCGGCGCTTGACTGGACTGATGTTCTCAGAACGTTTGATAAAAATGTA
AAAAATAAAATATTCAACCCGTCTGTTTTGACNGTAGGAAGTAGCAAACAATTCCTCTTT
TTCACTGTATTTTCTCNCNCTTTAGCNGCCTTTAAAACNCCTGTTTGGNTGTTTTCTTTG
CNCNGTCATTTGTAAATGACAGAATGACGCNTTTTTGAAGGGAATGATGACNCNGTCTGT
GTTCCNCNCAAGAATTTTGCNCTTTTTTTCCNCATTTGGNGGNTGAAAAAAATGAATGTT
TCNCAGTTTAAATCTACCTATGAACAACAATAAAAACNTTTAGCNTGNTTTTCTGGGGAC
ATTTTTCTAGCNCCAAATCAAAAACCNGAAATATGTAGCNGAGTTTGTCTTTGNGGNGCT
AAGAAATTCAAATATTGGATTTATCCTTTGCTTCCCTGAACAGTTTTTTTTTTTATATAT
ATATATATTTCAACCAAGTGGAATAAACCATTTTTATTCACTGAAAAGGTAAAAGCATCA
ACTAAAAATGTTGCTG
>CL6079Contig1
TTTTTTTTTTTTTTTGACTAACAGGGATGGACTTCCAGGAGAAACTGCTGCGTCACTGTC
TCTCCTGACTACGCAGAAACAAATGCGTCCAGGGAGAGGCTTTCTCCAAATCCCCCAGTG
AAGAGGCGCACGCCAATCACATGACGACGAACATCACGTTCTGATCCGACAGCACCGAAC
GTCCGGATCCTCAGCAGCCGTCTGCCTCCCTGCTTCTCCTCCTCCAGCCAGCGTGGAGGC
AGATGCAGGCCGGCAGACGCTGTAAACACACACATCCATACATGTGAGGCCACACGCTGC
ACTCGCCGTTTTTTCATTTGATTTGTCGTACTTTCCCCACCCGGCCGCGGCTCAGCGCTG
AAGTACAACAGTGGACTTTGATTATATTCACCTGCTGGCGCCGATGTGATCGGCTGTATT
CCTCGAGGTGCTGGCGGCAAACAAAACAAAAAAAAAAAATCCNGAAAANGCTNAAATTNT
TCCAAAAGGTTNTGTTGTTGNGGCCCNACCCAGCNTCNCCAAAANGGCCAAANAAAANNT
>CL6080Contig1
GAGGTGCATGGAAAAGTGTTGCAGTTCAGGTGGTTGCACCCCTGCACCTAACCTCCACAT
CTGCTTCCAAATCTTCACCTCAGAATTTGAAATATGCTTTAGCTTCTTCAACTCCGTAAC
CACACATAAAATATCAAATGTTAAATTTGTCATTTTCATTTGGTTAAAAATGTCAATATA
AAGGGAGGAATTGTAAACAATAGTGACAAGGATCTTTCATCAGTTGTTTGAACGTTAACT
TGAGGTTCATAAGAATCTGGCAGTTTTTCTTTTTTGTAATTTTTGCTCTTGTTGTTTTTA
TTCATCTTTGCTATCCCCAGATCAGATTTTAAAACCTTTAAAAATGGAGGACAAGCAGAT
GTTTTGATTTTTCATCCCTTCCATGAATGTTTCCTACAGTAATATTTTTCAATCATCCTG
CTGTGGAGTTTTTCTTCATCTAATCCAGTGTTTTGATTCATTCCTTGTGTGTTTCTCTTG
GGTTTGTTATTGTTTCAACTTTTTTATGTTTTGTTGATTTTGTCTCATTGTGGTTTTTGT
TGTTGTTTTGCTGTCGTACATTTTAGCACTCAGATGGAGTTACTGAGGGAAGATTTATGC
CTCTCATCTTTCTGTCTCTAAAACACTTGTCTGCAGAATAAATTTCCCTTAAAATACCCC



TCTGATAAATTCAAGTCTTCATTTGAAAAAAAAAAGATTTTTTCCCCTTCTATTTGATTT
GATTTAATTTTTTATGTAACCTCTTTCTTAAAGAAAAATGATCAAAAAAAAACAGCAATG
TGGTCATTTCTGCTGCAATTAAACATAATTTGTTTAATGGTTGTGTAAAACAACACTTTA
ACAGCAATGTCTGTTTTGTATTTGTTTTCTCAACTATAATGTCAGTTTTTGCCATTTAGG
TGAGCTTTGTGAGATTTTTTCCTTTCAATAATTGAGCGAAACAATTGTATTCATTTCTGG
AAATAAATGAAAGATTTAATTGAAAAAAAAAA
>CL6081Contig1
GGGAGTCACACGTGNTTCCTGTAGCAGCGTGTGCAGCGGGGCTGGATGTTTTTCAGAAAT
GGCGGAAGCTGCGATGAAAACAGCCGAACCTCTCCGGCCGACCGGAGTTCTGCAGCAAAA
CCGAGTTTTCCTCGACTTCTTCTGGGACTTGGCCAAACCGGATCAGGAAGTCCGACTGAA
GGCGGTGGAGGACCTGGTCGAGCACCTGAAAACAGGGAAAAATAAAGATGAGTTGGAATA
CACCTTTAAGAGGCTGGTGGATGGACTGGGCCACACACGGGAAACCGCCAGACCGGGGTT
CAGCCTGGCGTTGGGACAGGTTTTGGTTGCGTTTGAAGAGATCCCGCTGCAGAGCATTCT
CGACAGAGTCAAGCAGAAGCACAGCTTGCAGGCCGTGAAAAAGAAATTAGCCAAAAATGC
CATGTTTGGAAACCTGTTTGGTGTTCTGGCTCTTCATCAGTCCGGGCGACTCTTTAAAGA
GCCGCAGGTGGTGCTCGCATGTGTGCAGCTCCTCCAGAGCCTCAGCCCGCACAAACAACA
CCTGAAGGACCTGCCCACCAAAACCATCATGGACATCCTCACAGAGATCCCAGAGGAAGT
GTTTGAGGAGGTCCTGCTGAGCGCCCTGAAGTCTGACCTGGCGTCCGCCTTCAACACTCC
AGAGCAGCTGCAGCTGCTGCTTGTGGCTTTGCAGCGCTTCCCGCAATCGCTC
>CL6082Contig1
TTTTTTTTTTCACTCTTTAGTATTTATTAAAGAACAAAAAAAAGTGGGAACAAGAAAACC
AAAACACCCCACAAGNAGGGGAAAAAACTGCATAAACCTAAAAAGAAAGGCAAAGTCAAA
AAACAAACGCTCAGCAGGCCTCAGTGTCGGAGAATCAGGAAGACTAACATCACAGAGACT
GCTGTGTCCTTCTGCCGTGCCTCTTCAGAAAGCATGTGAACACGCCGTTGATGGACAGAA
GAAAGGTGGATCTCAGGTGTTCAGGAAGACCAGATGGAAAGAGAGCAAAGCTGAGAGACT
GGAAGCAGCTTGAAGATGTTTGATCACAGAGTGGATGATGGAAAGAGGAACGGAGGAGTT
TGGTGAGAATCTCCTGGAGCTGAAGAGAGGAAGATGAAGCTGGAAGATGAAGGTGTGATG
GTGAATGCTGTCAGTGCCCCCCCAGGTAGGATGTGAGCTGGAGCAGGAAAGGAGAAATTC
TGGAGGGAGATCCATGGTATCTGTAGAGGGTAGACAGAGGTGATTGGAGCAGATTTGAAC
AGACGTGATGTTGAAGAAAACAGAAGTTTGGTGTTCGGGACAGGAATGAAGGACAGATGG
TGGTGGACTTTGCTAAAAGAATAGAAATGTCTCGGTGTCTCAGCTGATTACAGCGACTGG
AGAGAGAGAGTAGCAGGACGGCAGAGGGTGATGGGGTGGAGGATGACTCTAGTGGTGACA
AAGACGAAGAGGAGAAGGGCGGAGCAGAGGACAAAAAGGTGGAAGCTGAAAAAGGAAGAG
TCCCGTTTGCCTCTTAGGGAGGAGTTGGAACCGACTGTGAAACCAGAGGTGAAATATCTG
CTCTGAGGATGTTTCTGGAGAAGAACAGAAGGAGCTTCTTTGTGTCTTTGTAGATCCAGA
GACAGGAGCTGTGGTTTGCAGAAGTCTGAAGTTCTTCAGGACATGGATGAGAGCTGAAGA
TACCAGGAGAGGAAGACCACAGAGGAGGTTCACGGATGTAGAGGAAGACATGTGAGGGTT
AGAAGGAGCCAGATGAAGTGCTGTGGCGCCCC
>CL6083Contig1
GTGAGTCTGAGTATGTTTGAGTTCTCCTGAGTGAGTAAATAAACATGGAATCAGGAGAAA
ATGTTATTAGATGCATTAAAAACTTAAAAAAAAAAAAAAAAAAAAAGAGCTGCTTTGTTT
AACCAGCCAGCAGTTGGGATCAACCGAGCTGGAGTGAGTATCTGATCCTAGTGGAAGATG
TGAAGGTTCCTTAATTTTGCAGAGCTGTTCCTCTTTAGACATGAAAGGGACTCCACCCGT
TTCATGAGCAGCAAACTCTTTCTGTTCTTCAAAGAAGCCACTTTGTCATCCATCTGTACT
GTGGTGTTTTTAAAGGCAATGCTCCTGTTTTCCTTTCACACAGCGGTGAAAGATCCAAGT
AGCTCGTTTTCCCCTCTCATTTAGTGCAGATTTACTTTTCATGGATGGATGACTTCTGAT
CTGTTCTTCATTTCAACAAGGGAATTTTTTGTTTTGTTTACAGACTTGTGTTAGAATGTT
TTGCCAAAAATTAAATGCCTTTCTGGTACAGCTTGTATGGAGTAAGATTTCTGATCGGAG
AGCGAAAAACAACACGAAAGTTGAAATGCTCACGTCCACCGAGGAATCCCACAATCCTCC
TGTAAATGCGACCAGAAACGAGGGCAGCGCTGTTCTTAGGTCAGCCCCCGTCTGGAGGAG
GACTCTGTCCTGAACCGTGCTTTCGGTTTCCCTCAAAGATTTCACATTTTTGGTTTTGTT
TTTCTTCTGAAATATTGGTATTCTGTCCAATTGTCAGTCTCTGCAGTAGACCGGCTGTTA
AAATCAGCAAGTATAATTTCAGCTAAACTTATTTAGTTTTTAGTATTTTTGACTAAATCC
GCCCCCGTTTATTAAGGGTGTTGGATAAATGCTTTTCAGTGGGAAAACCCAGATTTATGA
AAGGTCATCCCGGAAAAACAATCCTGTTCTGATCTGATCAAACAAGTGTTAAGTTTGCTG
ATAAATGAATCATTTNGGGGGTAAAAACGTTTATGGGCTTTAAATCGGGCCTGAAGCAGG
AAGTTTAAAATGCCTCAGCAGTGTTTGGAAACAGGAAATTAAGTACAATTAAATGAAATG
TCATTTTGCCCACCTGCAAATGTAAAAGAAAAAC
>CL6084Contig1
TTTTTTTTCAAACTGAGAACTTTTTATTCACTAACTTGTTAGGATTCCATTTACAATAAT
AGATTTAGAAAGCATTCTTGCAAAAGCCTTTGTACAGTTGCTTTTCGAGCCACATAAAAC
TGAAGGTAAATTATGTACAATAAAGAAACATTAGAAGAATGCAAATGAAAGGTGTGCTCT
GTGGCATGGACCCCCAGCAGCATGCTGCCGTCATCAGCTGCTCTGAAATGGCAACACTGC
TTTATGAGACGTAATGCTGCAACAGTCCTATATACATGACATCATGTTCAGAGCTGAGAC



AGGAGAGGAGGAGGAGGATGATGCAAACTGATAGATGAAGAGTTCGCGGTGGTTCCGTTG
CAGGGCCTGTACAGACTTTTCCACCACGTTCATTTGAACCTTTTCAATAAATTAAAAGTG
ATTTTCTGCAGAACGTCCCGGGAATGGATGCTACTGTAAGAGTCAAAAACAGGGCGTCAG
TGAGGCAGCTTCTGCTCAAATGCACACTCGCAAATACAAAATGCTTCATAGAACTATATT
ATTTTCATAAAAATAATCCAATATAATATATAGCAATACTCTTCTAGCGTACTGCGCCCT
CGACTGCGCTCCGACGCAGTATGTACACGAAAATAAAACAGCTGTGTTTCAGTCACCATC
CCTTTGTTTCCGTCCTCCTACTCCCCGCTAACACTGACCGTAACAAACAACGCAGCAACT
GCTTCAGCGCAAACGGTAAAAGCCCATTTAAAAGTCAGAGGAATTTTCCGTTAACAAAAC
CACTCAGCTAGGAAATTTCTATTAAAAATATGAATAATTTAACAAGTGATTAAATATCAA
AACCCGTCGTTTAGTTTGTTTTAGAAACTTTTCAGTCCTGATTCTGTTTTTTTAGCTTTT
CCATTTCTTTCAGTCCCTGATGATAAATTCTGACATAATCAAAGTCCTTACATTTAAATA
AAATTAAATACACAAACAGACAGGTTAATCAAAATAAAAATAATAATAACTGTCCTGCTG
TTGGTCTTTTAAATACTGTTCATAATGCAGCTGGAATGACTTTAGATTCTTTAATACCTG
ACAGAGTCTAAGCAAGCAGTAACAAAGTTCCTTCTGGACTCAATAAATATCTATCCTTCA
TTTGATGCAGTAATACAGTACTCACACTAAACCTACAGTAATTGCACAGTAACCACATGC
AACGAGCCCAGGGTAAATCTGTTCCTTCAGGCCTACTTCCACCTCTCCGTCTG
>CL6085Contig1
ACTTTTATTTTCTTATGCTAGTTTTAGGTGGTGTGCTTTGATTTGATGATTGTATTTGTA
ATAAGGATACTCCAAAAAAAAGGTAAAAGTGCTGTCTGCTTCATTTATTTGCTAAATTTC
ATGATTTCTTAAGGTTTTGATGAACCTTGAATCCACAAAGAGCCGTCAGAAAAGTCAATA
AAGCGCAGCACTCAAACAATGTTTAGTGAGGGCTTTTCTTTTGGGGACAGATTTGAGTAA
ACGAGCATTTATCACAAACTTAGACACATCAAATCTTAGTTTACTTTGCTATTACTTACT
TGGTAAGAATTTCACATGAAGACAATGTTCTGTTCTTAAAGTTGGAGACTATTTTTTTTC
AATCACATCTAAAAGTGAGGCTACAGCTTGTTGGTGATGGGGTCGCCTAGTCAGGAGTCA
GAGAGAGGACCCAGGACTGCAACTGCCTCAATTTCCACCAGAGCGCCTCTGGGTAAAGCA
GCAACTTGGTAAGCAGCTCTGGCAGGAAAATTACTGCTGAAAAATGAAGAGTAGACCTCA
TTGACACTGTTGAAGTCATCGATGTCCTTAAGCAGCACAGTGGTCTTCACAACATTGTTG
TAGGTACAGCCGCCAGCTTTGAGGATTTCTCCCATATTAGTCAGAGCCTGTTTGGCCTGT
GCTTGAACTCCTCCCACCACTAGCTGACCAGTGACCACGTCCATTCCAATCTGACCAGAT
ATGTACATGGTTCTGTCCACCAGCACCCCCTGGCTGTATATCCCCTGTCTGATAGGAGCT
TTAGGCGTGAAAATAATGTGTCGTTTAATAGTTGCCATTTCAACCTAATCTGAGCTCCTA
CTGCTCTGTAAAAAGTTAACTTTCTGTACTTTATGCTGCGTTCAAGGCCAACACGAGTTC
CCCCCGGCCATAATGCCCGGGTTAA
>CL6086Contig1
GAAGAAGCAGCTTTGAGTTAGTCGAGCTGGAAGTTAAAGATCAGCTGAGCTGCAGCTTCA
TTCTGTGAGACCTTCTGACCGACCCGCGTCCGTCATGTCTCAGGCCGTCCCGCCTCTTCT
CTCGGTTCGCCCGTCCCGGGCTCTGGTGGATGAGAAGTTCAGCGTTCTGGTGGAGAACCT
GCCTCCAGGATGTCCGGTCACCATCCGCTCCCTCTATCAGAGCGAGGATAAGGACTTCTG
GGAGGCCTATGGGCACTACGTCAGCAACCACAAGGGGACGGTTTCTGTTTCAGAGGACAT
CAGCCTTGGAGGCACGTACACAGGAAAAGAGGCCATGGGTTTGTTGTGGAGCATGCGACC
AATCCCCGGCAGCCGCAAAGGTCTCAGGCTGAGGAAGAAGGACACCTGTGCCCCGATGCT
GGTGACCATCTCAGTCTACAGTGGACATGGGGACGTCAGGGATCAGGCCCCGCTGGCGTC
AGCGCTCGTGGAGAGGTGGCACGTGGCTCCAGGCGTCCAGAGGATCGAAATCACGGAGAA
GGGAGTTCGAGGAACCCTGTTTCTACCTCCAGGTCCGGGACCGTTCCCTGCCATGCTGGA
CCTGTGGGGGGGCGGAGGGGGGCTGCAGGAGTACCGCGCCGCCCTGCTGGCGTGTCGAGG
TTTCGCTTCTTTGGCTCTGGAGTATTTAAAGTCCAATGATACAAAGCCCAAAGGTCTGGA
CATGAAGTACTTTGAGACGGCCTTTGAAATCATCAGGAGCCATCCTCAGGTCATCCCAGA
CAGAGTCGGAATCATCGGCCTCTGTTTCGGCACGCTCATGACCTTAAGCCTGGCAGCAGA
ATGCCCAACGATCAAGCCTCGCTGCATTGTTTGCATCAGCAACATTCACAGTAAATCCAA
CGAAAACACCATTCAAGAGTTCCCTCAAGAAATACCCGAGAAGTATAACAAAATCCACAT
GATGGAGGACGTCGTAGTCTGGAGAGACATGGGACTGGCTGTTCTGGAAGTTGGGCATCC
TAAAGTCAAAGTGGGGAACATTGACTGTCCAATGTTGTTGATCAACGGCACAGACGATCA
GAACTGGCCGACGGTGGAGGTTGCCTCTGACATAATCAAGACGATGCGTGAAGCCGGGAA
GGAATCTCTGGTGACCCGGCTGGATTACCCGGATGCAGGACACCTGATCGAGCCGCCGTT
CTCGCCTCACTTCAGAGCCGCCAACTTCATGCTTCATGGCACCAAGAAAAAAGTGATGAT
GCTGTGGGGAGGAAAAACCAAACCTCACGCTGATGCTCAGGAGGACTCCTGGAAGAAGAT
CCTCAGTTTTCTGCAGCTCCATCTTTACGGCGCTCCCAGCCTCAAAGCAAATTTATAAAT
GAAGAAGAAGAAACATGTTTACACTGACCAGTTTGGATGTTTCCCATGTTTGTTTTGTAT
GGGTCTATCG
>CL6087Contig1
ATTAGCTCGCAGCGACGCGGCGGACCGACATGACCGAGGCGGACTTATACTTCCTGTACC
GGGGGGTCTACGTACCGAAACTGATCCACACCGAGGCGAGCCTGGACTACTTCCAGAACT
TTACCTTCCGCCCTCAGGATGTTCTGATTGTCACCTATCCGAAATCAGGTACGACTTGGA
TGCAGGAGGTGGTCCCTCTGATCGTCAGTGGAGGGGACCCTGCCTCTGTGGAGACCATTC



CCAACTGGGACCGGGTTCCATGGCTGGAGGAGGTCCGAGCTTCCATACTGAACCTGGAGG
GGAGGCCGTCTCCACGCATGCTCACCACTCACTTCCACTACAGCATGATGCCCCCGTCCT
TCTTCAAGGCTAAACCAAAGGTGATCTACGTCATGAGAAACCCAAAAGACGTCTTTACAT
CCATCTTCCACTATTCCAAGATGGCCTCCTTCCTGGTGACTCCTGACTCTCAGTCAGAGT
TCCTCCAAAAGTTCCTTGATGGAAAAGTTATCTTTGGATCCTGGTTCGATCACGTAAGCG
GGTGGCTGAACGCTGATGACAAGGACAGGATCATGTACATCTCCTATGAGGAGATGATTA
TGGACCTGAAAGACTCGGTGGCGAGAATCTCTCAGTTCCTGGAAAAGACTTTGGATGACG
AGGTGATCAGCAAAATAGCAGACCGATCTCTGTTCAAGAACATGAAACAGAACAACATGT
CCAACTATTCGGCGGTTCCTAAAGAGTTTATGGACCAGACCAAGTCTCAGTTCCTCAGGA
AAGGAATATCCGGAGACTGGAAAAACCAGCTGACAGCAGCAGAAGCTGATCACTTTGATG
CCGTTTACAGGGACAAAATCAAAGATGTTCAACATAAATTTGTTTGGGATTAAAGCCGCT
GCTCTTCCCCAATGCAGGAAAACATCCACCATAGACTCAAAGGGCTGACGTAATGTCCTT
CTGGTTATTGTTTAATAGATGGGGTTACACCATGTGTGAAAAAGGGTTCCTCCTGCTGTG
AAGACATTTTGACAGAAAAACAGCCACATCTCAGTGATCTGAAGAAAAAGGAAGCTTTTC
TAAATATTTCTGCAGGGTTTGCTCTGATGTCAGGAAGCGTGCTCTTCATCTGCACATCTT
TGCACATGTGTACGTTTGACACAACCGGAGGAAGTGAGGAGTTTGCGTGTTCTGAATGTG
ACCATAGTGGAAATGGAAGAGAAGTTCAAAGTGAGGCAACCGTCTTGAGTCATCCCCAGA
GAGGTTTCTGTGTAGCAGACAAAAAAACGTCTCTTACCTCTTCAGAGCTGCGTCCTCAGA
CGTGGATGTGGTCGTTCTGCACACCAGCGCCGTTTGACTGTGAGATTAAAGACTTAGCTC
CCACATTTCCCCAATTCTTTATGCAAATATTCTGCATTATTTCAATATTTTCCTTACAAT
CAGAC
>CL6088Contig1
AAAAAGCTAAAATTGGGAAAGATTTCCTAAAAATAAGACCCGCTTTTGTTTCATGAGGCA
AATTTTTGGTTGCAGTACCATAAACAACATTTTCTCTGACCAAAAGAAGATGATTCCTAT
TAGCGACATTTTCTTTTTCCAATCCTTATTAAGTGTCCGTGAAAAGTGAACACCTTTTTA
ACCAAATATCTGCATTTACACAATTTTCACAATTTATTTAGAAAAAAAACACAGTCAAAC
ACTGATGACATGAGGGGATTTTTCAACCAAATGAAATATAGAAGGAACTAAAAACAGTCC
AAACAGGATAAAAGGAACATGATATTCTTGAACATTTTCAACCTGTTTCAGTTCATTATC
CTCCCTTTCATTGTCTCCTACAAAAGAAGTATCCACTGAATAGCCTGACCTTCACATACC
CTCACCTGCTTCACAGAATTAGCACAGGAACTTTGTATCAAACAAGGCTGTTCCTGCCAT
TCTCCTTCCACCTGGGCCCTTTTCAAAAACTTCCCAAAAACACAGTAAAACTTAGGAAAG
TCCAATCATGAGAGATGAATTGAAACTCAAGGTTCCATTAATAACAAACACAGCCACAGC
TGAATCGTTAAAGCGCGTCTCGGACAAAATAAACCATTAAAACGGAGGTCTCTGCAGGCG
AGCATCTAATGTAGAAGTTAAGCTTTGCGTTGCAGCTGATTAACAGGTGGAGAAATGAAG
CAGCAG
>CL6089Contig1
AATACTGGAGCGGCCGGTGTGGTTGACCCAGAGCACCGTCCAGGGGGCTTACAGCGACGC
AGACGCCCTCAAGAGCGATGGAGCCGCTCTGCCTGGGGCTCAGGACGGAGCTGCAGCTCG
CGATCAGACAGACGAAAACGAGGAGGTGATGCGCGCCCTCCTCATCCACGAGAAAAGGGC
CGGCGCAGGACCAGGGGTGGGCGGAGCCGGCGCCTCCTCCAGACCTGCCGCGTCCTCCGC
CCTCAACGCCAGTGACTCAGAGAGCGACACCAGTGAATCAGATGACGAGTTCCCCGCAGG
TCCTCCTCCCATCGCAGCCGCACGGCGCCCAGAGGAGGACGAAGAGGACGAGGACGACTT
CGAGGAGGTGGGGGACGAGCCCATGGTGATGGTGGGAGGTCGGCCGTTCTCCTACAGGGA
GGTGAGCCAGAGGCCCGAGCTGGTGGAGCAGATGTCTGCGCAGGAGAAGGAGGCTTACAT
CGAAATGGGACAGAACCTTTTCCAGGACATGTATTTCTGAGCCCGGCTCACACCCAGTGT
TCATCTGATGGCGGCGGCTGGAGGACCTGTGCACACGTGCACGTGTTTAAACTTTAGCAG
AGGAAAGCTGTCATCTGTTAGGGAGGTGTCCCTCCTGCAGTATTTTATCCATCTGCAGTG
TTTGGAAAGATGATGTCCTCAACACAAACATCCTGGTGGCAGATCCACCCAAAGTCTGTC
TGCAGCCTTTACAGCTTCCTGTCTCCTTTTTGGGAGGAGGAGGAAGAGGAGGTGGATTGG
CTGCTGAAGGACTTCTTCAGAGTTGAGACTCCTTCAGCAGCGATGCCGCTCAAAAGACAG
GATTAAAAAAAAAAAAGTCTAAATTAGTTCCACACAGAGTTTTATAGCAGTGATTTACAG
TTAGATGCTGAGAATAAAAGTCAGTGTGGGTTCAGTATTAAGTGAAAACATGTTCAGAGT
TACATCCTTTTTTTCCATTGCATTTTGTCTTCATGCTGCGTTCTTAAATTTCCTGCTAAA
ATGCCAAACTTGCAGTTTGTGGGAATCAAAGCCAGTGGATGGCAGCGGCTAATTCCCT
>CL6090Contig1
TTTTTTTNTTCTTTTTNTNATATATAAAATGATATTAGTATTTTCCATAACACTTTTTGA
CATCAACAAGTCTCTTCAATAAACACAATATTTGAAGCAATAAAATCACATTTATATGTC
CACAGAAATTTTAGGCACAAAGCCATTATAGCATCTTTTGGTCATCTTAAACATTCTTAA
ATATTCATGTTTTTTTTAAACATTCTTGCAGATTTCATACAGCAAATGAACAAAACTGTT
TATAAAGCGCATGAAGTCGAGTGGAAGAGCCATCTATTAATTCATGTGGGTCATTCAAAT
GCGACAACATCAATTTTGATAGCGAAGTATTCTTGTTTGCCGCGGCGGTAACCAAGAAAC
ACCAAGAGATCACAAACAGCTTAGTTGTTTGCACGAAGTACTGCATTCCTCACTGTCAAA
ATGTGACAACATCATCTGCATGGTGAGCACTAAAGCTGGACGCTAGGAATTTTGCCTAAA
ACACACACCTTAATGTTGATCATCACATGACTTCAAAACAAGTACAGTTAGATACAGCAG



GCTTTTGTTACATTATAGAACAGAGCGTGATGGGTGGTGGCTGGTACAAAGAACTTATTG
CAGTGCATACCGAACACCAATAAACAATGTCTTCTGAGCAGTTTTCCTTCAAACATCTTT
TTTTGTGTGTGTCACATCCTGACCAGAACCTGATTAGCTTGTTTTATTATTCTGAATGGC
AGAAGACACTTATCTTACAACAAAGCAGTTGGCAGAATGAGGACTATCAGTGACTGTGAA
GCAGCTGCTTCTGAAACATTTATCTGAAAAAATTCATGCAGCAAACACACACCAACATCT
ACTGTTTAATTTCACTTACGCCATTTTTGTCCTATGTTATTGTAGGCCTCGCTTGAGAAG
AAGAGGACCTTTTTTGCAAGCAGACATCTCCCTGAAGAGGTACTGTCCATGAAAAATATG
GCCTTTTTATAGTAATGTTAACACAGATCAACGACCCAAAATCCACAATAGTCTCACAGA
AACAGTATACAGGTACCTCGTGCCG
>CL6091Contig1
GGCATGGAGACACACTTTTGTCCCGCTCATATTTTTGTAGTTATCCCCGTTCCAATTGCT
CCCAATGACCGCAACTGTAAATTGTTTCTTAAGTTAGTTTGTCCACTCACGCACTCCGTA
ATCCTAATATTTTGAGGCACGAGCATAGCGTGAACGCGCACGTCTTTCACCGTTGGGACG
GGGCGGGTTTTCAATAAGAATTGGCTGCTCAGGCTGCTGTTGCCAGGCAGACAGTATTTC
CAACATGGCAGCCGCCAGCTAACGCAGAACAAACGCAGTTGCAAGATATGGAGGAGGACG
AAGCAAAGGTGGAAGAGAGGGAGATGGATTCAGACGAAGAGGAGGACGAAGAGGGCATGC
GTGTCGAAAACTCAGACGAAGAAGAGGACGATTCTTCGGAAGACGAAAAAGAAAATGAAG
CCGAAATCCAGCGGTTGGAAGAACAGCTGTCTATCAACGCCTTCGACTACAACTGCCACG
TGGATCTCATCAAACTGCTGAAACAAGAGGGAGAACTTATCCGTCTGCGAAAAGCAAGAC
AGAAGATGAGCGAACTTTTCCCTCTGACTGAAGAAATCTGGCTGGACTGGCTCAAAGATG
AGATTCGTCTGACAGAAGAAGAGTCAAACAGAGAAAAAGTCTATGAGTTGTTTGAAAGAG
CCATCAAAGACTACATCTGTCCAGAAATTTGGCTTGAATATGCCCAGTACTCAATTGGGG
GTATGGGCTCACCAGGTGGGATAGACAAGGTGAGATCCATCTTTGAGAGGGCAGTGACAG
CTGTGGGGCTTCACATGACAAAAGGACAGTCAGTGTGGGAGGCATACAGAGAGTTTGAGA
ACGCCATTCTGTCCACATTGCAGCCTCCCCCTGGCAAAGTTCCCAGGAATGAGGAACAGG
AGCTGATAAAAACCCAGCTTGAAAGAATTCACACACTGTTTCGCCGTCAGCTGGCCATCC
CCTTAATGGACATGGAAGCTACTTATGCAGAGTATGAAGAGTGGTCTGAGCATGGA
>CL6092Contig1
GTTTATGTAGATAATAGTAATTAAATAACTGCTAATCACATAAACACACTGTTGGGGCTC
AACAACGTAAGATTGTTATTCCTTCTTTAAAGAAGGCTCATTTCAACTGACCATCTTAGG
GTGTTTCACTCTTGATAAGAAAGAACAGAAAAAAATCCCTTTATTGTTAAACTTTTACGT
TTTTTTTCACTTTGTATTTCTTAATTTAGTTCATTGTTTTCCAGAGAAAAATTAAAGGGC
AAAGTTGCAAAATGCAGTAAGTAGGACTGAATGAAAACATTTCCCACACATTAACTTTTC
ATTTTAATCATTAAATGTGAATCTGATTGTACCGGAGTCCAGTGTAAGCACCGGATATGT
TTTCACCCCCTATATTCTTTTTCAACAAAAGAAGTTTACCAAACTCATTCAAACTGCAGA
CTCGGCTGTCAAATAAGATGTTCCATAAAAATATGGATTCTGTTGCATTTGTTTAAGTTT
TTTCCCCTAATAGGTAATTTAGTTAAAATATCTTTCTTAATATCTTGATATACATAATTC
AACTTTAGTGTTTGTGTGTCGAGGTTGTTTCGATGAACCAGGTCCTGCTTAATCTGTGAT
TCTGTATGTGCCTATTTGTAGTCAGACATGAATTTGTGTTTATTGGCTGCATCTATTCAT
GGATGTTTTATGTACAGGATGTTTGGCACATTTCAGATGTTTTAGTCTATGGCGAGCTAT
GACAAAACCTCACCTTGAAACATTGNTGCTAAAACGTTCAGTCGATTCTTAAGTGTCATT
TGGTTCAGTGACACGATGATGGACTTCTACAGTATTTTCAGGTTTACAGATGTTGGATTC
GTCCCGTCCATGTAAAAGGTTTGGACTGTACACAGTACATTTTTGTGTGTTTTAGGAAAG
AGGAGGCAATGTGTTGCCCAAGACCTCGTAAGTTTTATTGAAGCAGAGTATTTTTGACGA
CTTGTGTTGACTTATGTAAAAAATAATAAAATT
>CL6093Contig1
CCTTTATTTCAATCTTTACAGATGTATCACAACTAGAAGTTACCCAAAGACTAAAAAGGT
GTGATAGTGACCTTAACAAGTACATATAACTGTTACATAATGCAAAAAAAAAAAGGCATC
TAACCATAATTGTATAAGGATCCAAAAACAAAAACAAAAAAACTTTTTTACNTAAAACTT
GAAATCANTTACTTTTGAAAATTATACNTCTAAAACATGTCTTTAATGCCGGGCAAAATT
CTTTGATTTATTGAAAAATTTGCTTTTTGATTGTTAACCACCANGNGCAACAGGGGAAAA
AAAATAGGTAAGGTTACTTTTCTAAGTAANAAGTACCTTTTTGGNATATTTGCAGNCAAT
ATAAACCTCATTGTGACAATGCAGGTTTTTATCTAAAAAGTTACNTCTTTTANTTGAAAN
AGGGGGTACAATAAAAATGCAGGGAANGANCAATCANCAAATTTAANTTAAAAAGTGAAG
NGTACAANTTGGTNACNGAAAAAGGTTTTTGNGTTTTTTTATAAATACACTTGCCAAACA
TTCTTCATCACACAATATAANGCAATACTGCATGA
>CL6094Contig1
GCACCGATCTCACCCTGAAGAAGCTGTCTACCGGGTTAGGGGAACTCCCCTCCTCCTCCT
CCTCCTGCTCTGACAAAACCTCACAGTTGAAAAGTTTCACCGCGCACATCGATGAGCGAA
ACCTGCACGCGTTGGAGCGAAAGAAGCAGGCCATCGTTTTCAAGTACGGGACTCGGCGCT
GGGGGGGGCCCTGCATCCCAACGCCGGTGTGGGTTGTGGAGACCTCCGACCTGGCCGATA
TTGAGGACGCTGCAGCGTGGAGCCGGCGGGGCGGGATGCCCCTCCCTGAAAGCTTCGTAG
AGACGCAGCTGATGGGCGGCTCTTGCTGTTGCAGGACGAGCAGAAGGCAAGGCCACCGGA
TGGGGTCGGACGCCTCATATTTGCATCAGCAGTACGCCATGTCGGGGGAAATATTCTGCG



GTCACTCCACCTGCTGCTCAGGTGACATCGCCCTCAGGACGTTTACAGTGCGCGAAAGCG
TGTCGGGCTGCGGCAGGAACGCCACTGCAGGATCTCGGACTAAATGCCCTCCACTGGGAG
GACTGCAGTGTCTGCAGCCTGAAAACAGGACTGACTGCTCACCCGCTAAACGGGCGCTGA
AATTTCTCAGTCTCTCTGGATGTTACCAAATCACCGACCTGGGCTTGAGGACTTTGTCCC
AGCATGGAGGGCTTCCCGTCATGGAGCATCTCAACTTGTCTGGTTGTCTCTCCATCACTG
AGGTGGGGCTGCAGGAGCTGGTCTCAGCCTGCCCATCCCTCAATGATGAGCACTTCTATT
ACTGCGACAACATTAACGGTCCTCACGCCGACACCGCCAGCGGCTGCCAGAACCTGCAGT
GTGGTTTCAGAGCCTGCTGTCGCTCCGGAGAGTGACCCGTGCCAGCTGGTCTCCAAAAGA
ACGAAGAAGCAGAGAAAGTCACTTCTCCTTACTCTTGCACTTTATCCTGGGAATACCATT
TGCTGTATTTTGTGTCACTTCAAAATGTTTCTTGATGAAACTGTAATGTTGCTCCTTCTG
TTTGTCTACATGCTAAGTGGAAATAATCCCCAAAAGAGGGAGATTCTTACAGGGTGATGG
TAGAAAAAGACATTCTAGTGTCTTTGGAAAAAAAAAA
>CL6095Contig1
TCGGCACGAGGTGCCGCTCCAGCTGAAATCCTCCGGATTCTCCAGGAGGCCGGAGGGGAC
ATCAGCAAAACCGTCATGTCTCACCTTGACAGGACAATATTTGATGAAGCTGAGCTACTC
GAGGTTTGCAAAGCTGGGGAGTTACCTGGAGTACGATCTGTTTGGAACGGAGATGCTGAA
CTACCCGTTTCACCTGGAAGTGGACATGCCCAGTGACAGCCAGAGAGTGAAGGCATTGGC
CTTCCTGGTGAAGGAGGGCTTCGAGGACAGGCTCGTGATCTCACACGACATCCACACTAA
GAACCGTCTGGCCAAGTTTGGCGGCCACGGCTACTCCCACATCCTGAGGAACATAGTTCC
CAAGATGCTGACGAGGGGCATCACACAGCAGCAGGTGGACAAGATCCTGATGGACAACCC
CAAACACTGGCTGACCTTTAAATAAATAAAAGAAGAGGAAGGCAGTTTGATGAAGCTGTG
TTTTTACCTCCNCACACTGTGATCACCATTATTATTGTGACTTTGTTTCCCTTTTACCTT
ACTGGTCACAGAGAATACATGTTTAGATNTACCTGCAATTTTTGTACTTTTTTATTTTAA
GCTTAAAAACATTTAAATTGTTNTCAGGAACCGTTTTCCGTTAAAATNTTGTTTGCAGTT
TAGCAAAACTTTTTACCACATTTTTTAGAGGCTTTGTGGAATATTGTTNTTTTTTTTTTT
ATTCTTTTGGCCCCATTTTACTTCATATCTTGTGTTTTTCTTCAGAAATAATACCTTCAC
AGGTGATCATTTCTATGTACAGAGGTGATTACACAGACAGTACTACAGTAATTG
>CL6096Contig1
CTTTATTTTCTCATCCTTCTTTAGAACCTTATTTTTTAAGGGCACATTCATTTTTTTTTC
TTAAACTGAAATATATTTTCAGACAATCAGACAATGTTGACTCTTACCTTTATATATTTT
TAGTTACCAAAATAAAAGCACAATGAATTTGTTTGGGTGGCTCGGTTGGTTAGGTGAGCG
GCTACCACGCAGGAATCTAGGGTTCGATTCCCGGAGGGGAATAAACAATGGTACTGAGTC
AATTACCATATCAATTGAGTAATGAACATCACCCAGTGAGGGTCCTTAGGCAAGGCCTTT
AGCACTACTGCGTCCCGAGTGCAGTTAGGCTGCAGCTCAGCGCTCCCCCAGGGGATGGGT
CAAGTGCGGAGAAGAATTTCCCCATTGTGGGATCAATAAATTATTATTAAACCAATTATT
ATTAATTATATGAGATACAGTTGCAGTGCTTAACATTGTGATCATTAAATCAGTAGAATT
TATCAATTTATTTTACAATTGAAGACATATTTAAGTTTTTGTCAAGTCATATTTAGAAAA
AAAGAAAGAAAATGTATTCTGGTACAATATCAGGGTATGTATAGTATTGCCAGACTCTCC
CCGATATACAACCCCTAGCTCTGACACTCATCTCCAGCTCTGATTCCTCCATCAGTCTGC
TCTCCACCTCCCAGGTACACCGTCCAGTCACAACATCTCTGCAGACCAGCTGCTGCTGCT
GCTCCTCTCTGCTTCTCCAGGAGGAACTTCAATCTGCCATCCTCCACCTCAGAGTCTGCA
GTTTGGAGTTTGGACTCTCCACCAGATCCTGGAGCTGCTGAACATCTGAATCCTGAAGGT
AGTTGCAATCCAGGTCCAGTTCTGTCAGGTGGGACGGGTTGGACTTCAGAGCTGAGACCA
GAGCAGCACAGCTGGTCTTTGACAACCTGCATCTCCACAACCTGATCCGTTCTTCTCATC
CTTCAGGGAGTTCAGCTTCTTTACTGACCTCAGAGTCTGCAGTCTGCAGTCTGGACTCTC
CAGAAAACCACACAGATGAACAACTCCTGAATCCTGCAGGTTCTGGTTGCTGCTCAGGTC
CAGAAATGTCAGATTAGATGGATTTTTCTTCAGAGCTGAGACCAGAATTTTACAGCTGAT
CTCTGACAAACTGCAGTCCCACAACACACACAGTCCAGTTTAGTCCCGGTACCGGCACCT
TAAAGCCAAGAAAAAGCCTTGCAGGCCTGTTGTTGCTCTAGGAAAACATGGAGTTTGTTG
CAATAATCCAGTCAGATCCAGAGAGAACAGAAAGACCACGACTCTGCTTCCCCCGGCCAT
AATGCCCGGG
>CL6097Contig1
AAGGTTACATTTTCCAGACGAGCGTGTTTTTGTTAGACGAGTTTGATACAAATATGAAGA
GATTTAACATTAACCTTGATGATTCAGCTTTTACTAAAGAAAGAACGCTGCTAAAGCCAC
ATTTTCAGGCTGCATCATCGTGCAAAGGACAGCAAGACCCTTCAGCTTCCGAAGGATCCT
CTGTAAATCATCCACCAAAGTTGGTGCAGCAGCCCCTCTCCTATGCAGAATACATAGTTC
AGAGTAAAGGCAGTGTGGTTACTGTACCCAAGAACTTTCCCTCCAGAGTGCTTAAGCATG
GAGAGCCATATTCCACCTCTTCCACCACAACAGATCAGGACAGTGTGAAAGAGACTGATG
TTCCACCCAGAGACTTAGAAAGAAATGAAGAATTATCCGTGGGTGATGAGTCCTGTCCAA
AGTCTGATCCTAGCCTCATCCCTGGCCCTAAACCAGTAGGATCTGGAAGCAGCATTATAG
TTAGTCCACGTCAGAGGGGGAATCCTATTTTGAAGTTTGTCAGGAGCGTACCGTGGGAGT
TTGGAGATGTTGTGCCAGACTATGTCCTGGGTCAGACAACATGTGCTCTGTTCCTCAGTT
TAAGGTATCATAACCTCAACCCAAACTATATTCATGAACGTTTGAAGCAGCTTGGCAATT
CCTTCACCCTACGTGTGTTGTTGGTACAAGTAGATGTGAAAGATCCTCATCATGCATTAA



AGGAACTGGCTCGGATTGGTGTGATGGCTGACTGCACTCTGATATTGGCTTGGAGTCCAG
AGGAAGCAGGCCGTTATCTGGAAACGTACAAGTCATACGAAAAGAAACCGGCTGATCTCT
TAAAGGAGCAAGTTGAGAAGGACTATCTGTCAAAGGTTACAGATTGCCTGACCACTGTGA
AGTCTATAAACAAGACTGATGCCATTACTTTGCTCTCTACCTTCTCTTCTGTGGAGGGAA
TCATCAGTGCCTCAAAGGAAGAGTTGGTTCTCTGTCCTGGCCTTGGACCACAAAAGGCGA
GAAGACTTTACGATGTGCTCCACATGCCCTTTCTCATGACAAAGTCAAAAGACAGCTGAA
GCATCTTATCGGACATGTAAACGTGTTGGCACAAAAACAGAGCTATAATGCAAAACAAGA
TACATATCGAGGATGGCATTACCAGCAGAAAATGTCTCATTTAAAAAATATATTAGGTAA
ATATAGTACTATCAGCTTTACCTGAGAATCAACTGAGGTTTTTAAATGTTTCATTTCATG
TGTTTGTTGTTGTTGTTTGTCCTAAAGCC
>CL6098Contig1
CAGAGAGCTTCCGGGCAGCTTCATCACACACCCAGCAATGCACTCCTCTTCTGCCGGAGG
TAAACCCACAGCAAGTGCTGGAAACCAAAGTCCTCTCGGAGAGCCCTGTCCAGAATGTGA
ATGGCGATGGTCATCAGCGTCCAGCACTTGGAACAAATATCTGCAGCACTGCAGCAGGTG
CGGACATCATCGTAGTCGGTCATGTCAATGTCAAACACAAGCTCCTTCTCCAGAGCCTGG
AAGCTGCCAGACTTTACGGTGTTGTGTTGGTTAGGCCTGTGACTGTAAACTGCTCCAATG
TCGATCTTGTAAGGGTTCATCTTCTGCATTTCCTTCTCCAGCTCGTTCTGCGTGCTGAAT
GACTGGTAGCGAACATAGATGTCATCCTTGAGAGTGAAGGAGAACTCCCGGTTCTGAAAG
TAGTTTTTTTGCACTCCGCCGTAGTTCAGCCAGCGGATAATATTGTGAGAAGGGGAACAG
TCGCCGGTAGTAGAGCGGTAATAAGTNCTGGGAGACAAGCTGGGTCGTAGTCTGAATACG
ACATTCTCATAAAGCTACAGCTTTGACAACAATTGTAAATGGTTCAAAAATACCAGCGAG
ACGCTAGCTTGTCTGTCTTCTTGCTAAAACGCTCACTGTCCC
>CL6099Contig1
TGACGCTCCAAAGAGACACAGAGCCATCGTCTGCTCCTGTTATCATGTGCTCCTCGTTGA
TGAGTTGGATGCAGTCAATCGAGCCTTCGTGTCCGTGGAACACCAGCTGAGACTCCTCTG
CAATCTTCCAGACTCTGACGGTGCCATCCCGCCCCCCNGCCGTCACACAGCGTTCACGGC
TTAAGCTGTCCAGGCCTGTGATGGCGTCTTGATGGCCAAAAAGGGTTTCCACATATGCGT
TCTCATCAACGTTCCACACCTTGACCGAACGATCATGAGAAGCACTGTACAAATCATGAG
TTCCCTTCCTGAATGACAGACCCGACACGGGGCCTTTATGTCCTGTAAATTTATACAGAT
GTTTACAAGTCTCTCCCTCCCAAATCATGATGAGTTTATTCGTGTCTCCTGAGGCCAGGT
ATTTCCCGTCAGATGATAAGGCCATACACAGAATGTGAGCAGTGTGTCCTACGTGGCGTT
CCTCTGTCCCCTTCCTGCCACCTGGTATTGTGTGCAGCTTCTTGCCACTAGCAATATCCC
ATTTGATGATGGAGCAGTCTTTGGCACCAGAAAAGATGCACTTGTCATCGGGGGTTAAGA
CCAGGCAAGTGATGGGAAGCTTGTGTCCCCTTAACACCCGGATCTCTGTAGAATCTGGTG
CAATGAGCTCTTTGGCAATTAACCGCTGGAGCTTTCCCTGCTGTTCAAGCACTTTTTCTT
GTAATCTTCCAGCGATCAGATCCGTCTCAAAGTGTTCATCTTCTGCCTTTTTTTCCTCTT
CTTCCCTTAGCTGTTCAAGGTAAAGTTTGGCCAATCTGAGTTTCTTCTCTTGGGGAGTCT
CATCAGTACCCTCCATCTTCTTTGGGTTGCCTCTTTTTTGACACTGGGGGACCTTCTGTT
TCAGACTCAGCTAGATATCTCCTCGTTGTGTTTGCTGCTGGCTTTCTTGGCTCGTAACTT
GCTCTTCCCATCTGCGGCATCACCAACCTTTCGTTTGAGTCCTGCTGTGTTTTTGCCCTT
TTTTGCCGACTGAGAAGCAACGTTTGACTTTATAAAGAATGACGAAGACATACTGACGTC
TTACAAGCAGCCTTATCTAAATAAATTATTGCTATGGCTGTTCAACTTCATAGCACCAAG
TCTGCAGTGAACCCATGTGGGTAAACGGCATGCAGAACTCCCCCCGGCCATA
>CL6100Contig1
GCCCCACCGGACAGACAGGACGACCCCGCGAGGCAGCATGGCGACCCCACTGACGGACCA
GGAGAAGCGGAAGCAGATCAGCATCAGGGGCATCGTGGGGGTGGAGAACGTGGCGGAGCT
GAAGAAGGGCTTCAACCGCCACCTGCACTTCACGCTGGTCAAGGACCGGAACATCGCCAC
GCCCAGAGACTACTACTTCGCGCTGGCCCACACCGTCCGGGACCACCTGGTGGGCAGGTG
GATCCGGACGCAGCAGTTCTACTATGAGGCGGACCCGAAGAGGGTCTACTATCTGTCCCT
GGAGTTCTACATGGGCCGGACTCTGCAGAACACCATGATCAACCTGGGGCTGCAGAACGC
CTGCGACGAGTCCATCTACCAGCTCGGCCTGGACATGGAGGAGCTGGAGGAGATGGAGGA
GGACGCGGGGCTGGGGAATGGAGGTCTGGGCAGACTGGCAGCCTGCTTCTTGGACTCCAT
GGCCACCTTGGGTCTGGCGGCTTACGGCTACGGCATCCGGTATGAATATGGGATCTTCAA
CCAGAAGATCAGAGACGGTTGGCAGGTGGAGGAAGCGGATGATTGGCTGAGGCACGGAAA
CCCCTG
>CL6101Contig1
CGAGGGTCCTTCGGGGTGTTGCTGTATGAGATGCTGGTGGGTCAGTCACCGTTCCATGGA
GACGACGAGGACGAGCTGTTTGAGTCCATCCGCATGGACACGCCCCACTACCCCCGCTGG
ATAAACAAGGAGGCCAAAGACCTGCTTGAGCAGTTGTTTGACAGAGAGCCCACACACAGA
CTTGGAGTTGTGGGAAACATTCGGCAACACTCCTTCTTCAAAACCATCAACTGGCAAGCC
TTGGAAAGGAGAGAGGTTGAACCCCCTTTCAAGCCCAAAGTGAAAGCCCCGAACGACTGC
AGCAACTTTGATCGGGAATTCCTGAGTGAGAAGCCGCGCCTGTCTCAAAGCGACAAGAAC
TTTATAGACTCCATGGATCAGTCTGCGTTTTCCGGATTCTCCTTCATAAACCCCAAAATG
GAGCGCCTTTTAGAAAACTGAGAGGCTGCAGCAGCAGTCTGAAAACGAGACTTCAGTGCT



ATTTATGGAGCAGCGAATTGATGATCTGCCATCAGTATTTGTGTGACACAATTTCAAACG
TAGTTTTGTCTTTGGGTACGTAGTAAATATGCTGTATAGTTTGATTGTATTGTGTTTTTA
GCATGCGTCAATAGTCAGGGCTTTTGTTAGTATTAATATTAAAGTGATAGATTTGAATTC
TTAAATTTCACGCAACATGGGGTGTTGCCTTTAAATGGATTTGAACCCCCCAGGGGGAGA
TAGAAAGTTATGTAATACAGAGACTTTTATGATGTAAATGAGGCATNAGATCAGCANGTA
TNTGAGCAACAAAATGCCAGTTGTCAAAATACAAACAAATGAATGTTGTAGTATNTTTTC
TTGCTTTGTAGGTTTGATATTTCAGAATCAGCAGAGCTGTGACTGTCAGAAGTNGTNGGT
TGTACAGTTGGCAAAATGTAAATNTTAAATACAAACAACCAGGCTTTTTTTTTTTCATTT
GAACAGGAAATTGTTTGGGGAGAATGATGTGCAGCCATAGGTACAAAGTAATGTCACATA
GGCCTACTTTGTGATTAGAGTATCAATCTTTTTAGAAACAATACAAGTATATATTGTTGT
GAAGTGCATGTTGACATATGTATTTTTATTTTGTTTTAATTATTATTTCCATACTCTC
>CL6102Contig1
TTTGTGTGTNGAGGTTTATTAAGATTTNGGAATAAGTATAAGGAATCGTAACAAAGTATT
AGTAAGGATCAGCAGCATATTTTTTAACACAGAAATCACTTTGAATGGAGCATTTTCGGA
ACAAGAAACCATTTTGTCTCTGCATTTACTTCCATAGCAAAGTTTTCCGCGGCGCGGGTA
CTGTTCATCTGAATGTAGTCGGGTGTGAAGGACCTCTCCAAAAAGAGAAAACTTTGTGCA
AGAATCGATCCCCGTGTTAAGACACAATTTGGTGGCGATCTCCATATGACCTGGATCAGA
AGGAGCGATCAGACTTGAACATCTAAATTTGGTTTTATGGATTTGATTAGGTCAGCAGTG
CAACTGTGTGGAAAAGAGACAGAATCTTCTGTAAGAAATGTAAGAATCCATATTTCTGTC
TGCTACAATACAAAAAAAAAANCNTCCNCTATTAAACNCNGATGTATNCCCAAAAGCAGT
TTNCCATAGTTNGNCGTTCANGCTATCTACNTTAANAGTTGNCAANCCAAAGCTCATTAA
AACNNGATNGGAANGGATACNTTCATAANCNNGCNCCATANCANTTGTNCNCAANGACAA
GNCTTTTTTAANGATTATNAGTAGCTGCGTACTACTCTACCACAGCANCTGTTGNANTTG
GATGGACANAATAATCGACTACAACCCAGCCAACGCCACAAAGAAGATCAAACTGGAAAC
GTTATTGCTTGAGCTTTGTGCTTGGGTGANAAAAACAAGANGGCTTCTTACTGTCTAATT
TGCCCACAG
>CL6103Contig1
ATGAGTTAAAACGGTGAGCAAAACCGTCACATGGAATCAAACCCGAGGCGTGAATGGAGG
AAGACTATTTTTACATGGCGTCCTCTAAAACACGACTGTCTTAATGCAAAAACATTTAGG
TCTCACACGTTTTATCCAGTTTGCTTCAACTTTTTAGACCGTATGTCAATTTTAAGCTGA
TTTCATTCATATGACACATTATTTTTGTGGTAATTAGGTGGGAAAGTCCAACAAAATGAG
TGGTTTTAAGAAAGAAAAAAAAAACAAATCTGCATTTGTATAAAGAAATTAAAATGTAAT
TATGGATTTATCACCTTGAGATATGAAAAATGGTGTATCTAAGGGCCATCACCTTCTTAT
AAGTCATGTTAAATTAAATGGGTTTTTTATTATTATTATTAATGCGAAATTTAACCTCAG
GAGACACAAGGGGGTGCCAAGTTTATCTTCATTTTTACATCCTTGGTACCAGTAACATTC
AGCAGGAGGTGACACACCACCACATGCCCAGCAGAGGTCACTGTAAGCTAAAGCTTCTTC
AATGGAGCCATGAAAACATGCTTTAGACACACAACACAGCAACTGGGGTCACCTCAGATT
GTCGGTGGCTCAATTCCTGGCTTTTAGGAGTTGAGGAGTCCTCGGGCAAGGCATTTTTTT
CCAAGGAGACTTTACCACCGAAGTAAATCTGAACAGACTTAAACTGCCGTTTATCAAAAA
TCTGTGCTGAGAGCGTAAAACTCCAGCTTGTCTTCTGTGTTCCCCCTTCAGTTCTTTGCA
GAATGATGTGATTTTGCCTTTTGACTGACATGATTCTCATACAGTTCTTCAGTTAACGGC
ACCGCTGCGCTTTTGTCTACAAGCTGAGCCTTCACCTAAACCAGGATTAAAAGCCACAAA
GTTGTAACTGTAATCTCTTTATCCCATGAAGACTTACTGAAGCTATCCGAGACACTTTCT
CCACCTGTAGGATGACAGAACAACATGTTTTAGACTTGAAATCTTTTGGTGTTTGCAACT
CGCGAAGGCCCGGCCATAAGGCCCGGGTTTANCGCGCGCTCAAGTC
>CL6104Contig1
CTGGTCCGTCTGGNTGCCAGCAGCTTCGACAGCTTTTGAAGGNAGGTCCTGCAGATCTTA
CAGGNACGAGGGTGTCGTGTACCGCAGAGTCAAAGCGCAGGACGAAGTCTACCACGTATG
AGAGCACATAGAACTTCTAAAGCTGCAGATTCCCGTTTGACGTTGTTGCTCCATTCTAAG
GTGACGGAACAGGACAAAGACCTTCTGATAGCTGTGAAGGACATCATCAGGGNAGGACTC
CAAAAGAGAGAAGTGTGCGTGAGCTTCACTTCAGCTCTGAACTGGAACCACCGGGGAACC
TCAAGGTTCAGACTCGGAGAAGGGCTGCCACGTCCTGCACATCCTGTCAGCGGTCCGGCA
GCGGCACAGCCTCAACGTGAGCGCAGCGGCTCTGGAGCTCGTCCTCAAGTCGCTCGAGTG
CAACAGTGACATCGTCAGCACCAGCGACAAACATTACACCGCGTTTTGACGCAAAACGTG
AACCTGTCTCTACTTTAACTGTTTTGTCCAGTATCATCACTGAGGACCTTCTGGTTGGAC
ATCAGTGTCTGTGAAACTCTTCTCTGGTGGAATGGAGGAGCAAACAGATGGCAGCATGAG
CCTGCTCTGAGGCCTCCAGGCTGAAACGTCTCCAGGGTTTCCATGAAGCCTCGTCTTTCC
GCCTCCTTGGCGGTTATTGGTGCAGCTTTTCTTTAAAATAAGTATTTTGAGCTCTCCAGG
CGATTTAAAGAGAATGTGCAGCAGCACAGACATCACTCCCTCTCCCTCCTCCTCCACCTC
CTCCTCACATCCATCTGTCACCTCCTCAGAAAAACACAGGAATTCTTCAAGAGCTTTGAA
TTTATGGAGAAGAAAATGCGGCTAAAGACTGATACTCGGCTTCTAGAGTGCAGAGGATAC
TGGATTACAGACAATGATGCCAAAACCATGTTGGTCTGACATCTGAAGCTTTGCTTTTCT
TTGCTTTTCCCCCAAATCCGTCCTGTTTTAAAGTGATTTATTTTTAGCATTAAAAACATT
CACATGAAAAAAAAAA



>CL6105Contig1
GGCACGAGGCTTTTCTATTGGGCTTTTTGAAAAGAGCTGATTGTAAGCTTTTCTTTGTGC
CTGTAGCTCATTTTTTAGTCAGTCATGTGGTGTGTTAATAAGCCCTTAGGGTTTTTTGGG
TTGTATTTTTATAACTGTGTGATTCATTTTCTTTTTATTTTTTGCATAATATTTTAAATT
CTGACTGAAAGTCATGCCTACGTGTGCTTTTTTTTTATATAGTCTTAAATAGTCACTGAC
CATTAGCAGGACATTATGGGGACAAAACGTGCCAAAAGTGGAGGATGCATTTTTACTGCA
GCACCTCCTCTTGTAGTTATGTTTAACATTTTTTTATGTCACATAATTGTTGAATATTGT
GAATTGATGAGGGATTGTAAACCTGTGATGTTTAGATCTAGTTGTAGCATCTTCTTGGGC
ACCAGAGGATGCAGAACTCTGCCACCTGCTGACCTCACGGGGAACTATTAAGAAACTAAC
AGGCTGTACAAATATTAACCTTTGAAAAAGATTAACCTGCACTAATAATAGTATTTATGT
TAGAGCTCTTTTATGTTTTTTTTTAAACTTGAATAACGTTCAACGTTTAACGTTTACTAT
TTTTAACAAGTCCATTGTTGCAATTAGTATTTTTTTCATATGTCGTTAAGGGAATTTATG
TTGAAACTTTCAACCTTATTGATGTGAAACAGTGACACCTACAGACAGTGAAGAGTGCAA
TTTTAGACCATATGTGTTTATACTACACCTGGGAAAATAAAATG
>CL6106Contig1
GCGCTCCGCTTCTTTTTTGTCACAGTTTGAGCGGGGATGCGCTTTGGTTCAAACAGCTGA
GTCGTGTGTGGTGGGTTTTATTATTTTTTAGTCGACTTGGTGCGCAAATTTTGATCAACT
TCAAGATGACTGGGGTTTTTGAGAACCTAAACACCGATATGCATTCCAACCAGATTACCT
CAAACAGTTACCACAGCTTGCACAAATCGCAGGAATCTCCGACCCTGCCGGTGTCCACGG
CCACGGACAGCAGCTACTACAACGGCCCGCAGCCTGGACACTGCACCGGGACTCCCTTTG
GCCAGCTGGGCACCTATCAGTACCACAGCAACGCCACGGGCTCGGTGCCATACAACGCAA
AGACCTACGAGCTTGGTTTTAATTCGTCTTATGGTGCATACAGCTCTTATGGATCCACGA
ATTCTCCTACTCCCCCTGCAGATAATGAGAAAGAAGAGAGCGAGCCAGAAATCCGGATGG
TTAATGGAAAACCAAAGAAGGTCAGGAAACCTCGAACCATTTATTCCAGCTTCCAACTGG
CTGCACTTCAGCGGAGGTTTCAAAAGACTCAGTATCTGGCTCTG
>CL6107Contig1
CCTCAAGCGCCAGTACCTGAACCCCGAGGAGGTGACATCATACGTCTGGAAGCTGCGGCT
CTTCCTGTTCAACATCAGCTGCTGTGGAGCAGCGGCGTACTGCTTCAGGCGCCACAATAA
GTTCTGCGAGGATGGAGTCTACACCGTGTTCGCCTTCTTCGAGTACATGGTGGGCTTCTC
CAACATGGCCTTCCACATGACCGCCTTCTGGGACTTTGGCAGCAAAGATGTCATGGGGGC
CACACTACCGGAGGACAAACGCTACTGAGCATGTGCGGGCAGAGGAGACTCCTCCTCCTC
CTGCTGTTGCTCCGCCTTCAGTTGCTCTTGGAATCTAGACAGACAGCCGAAAACATCGGA
GCAAAGCGGCTTCTCTGTGACGAGTCGGTGTTTCTGCACCGCAGCCACAGATGGATGATG
GGAAATCCCATTTGAAAGGGTTTCTCAGAGAAATGATCCGTTTGAAACTCTTTAATCTTA
AATGAAACATTTCCATGGGGGCTGCAGCTGCATCAGCGTTTCTGTTCAGCCCCCTCAGAA
AAACAGTTTTAGTATCAATTATAATTTATTTTATGTCAAATCATGAATTTGATGAACTAT
TAAACGTTTTTGA
>CL6108Contig1
TTCGGCACGAGGCCTGTGTGTCTGTGTGTCCCCCCCTCCTGCAGCTGAAAACTGTGGCTG
CTCCCGGTCAGTATGACGGGACAGGAGCGAGTCCTGCTGCGTGGCAGACGGGACAGCGTC
CCACCTCCCACGCAGTAGACTGCATCGCCTCTTCCAGCAGAAGACTGCGCCACGGTTCCT
CCCTCGACTCTCACCTCCTCCCTGACGTTCATTAAGACCCCCGCCGCATCAGAATTTTTT
TTGGGGGGGGGAAATGAAGCAGCAGGTTTCACAGCAGAACTTGTAGCTGAAGAGGAAAGG
GGGAGTCAGTTTAGACTTCACCCTGCAGGTATCTTCCTCCCTCTTGAATCCCAACGGTGG
AGATCTCTGCATTCTGATCGAGATGAACTCAAACCAAACACTACAAAGATTTTTTTTATA
TCTATATTTTGTGCTTTTATTTGGTACGAAATTGTCTTTATTACTATCATTATTTTTTCA
TAGGAGTGGAACTGGATCAGGTGTGGTTCACAGGTTTATCAGTCACGAGCATAATCTAGG
CGAGGCAATTGAGGGAAACCTGCCATGCAGGGTTGGTACGACCGTCAGTGAGACTGGTTG
TAGTTGCTGATCATTGATGGTACTTTTTTGACGCGTAGCTGTGCGTCGGGGTACCCCACC
CCACCCGCCCACCCCGCGGTACGATGCGTGACTCAGACGGACACGCAGTCTCCAGCCACC
CACCCGGTCCTGTTCTGCTTTTGCACATTTGCCAAGGATCAGGAGAAACTTTGGATCTAA
TCTGACGACGACTTAAATGAGAACAATTGGGGATTCTGGTGGTCTATATTTTGATACTTG
AATGATTTTTGTTTTTATAAATATATATATATATATGTATATGTATGTATGTACCTATGT
AATTTTTTGACGTTTGTCAAATGAGAGAAAAGGACTATGTCTTATAAATGAAACATATCG
TGAGCAAAAATACTTTGTGGTTTAAAAAATAAAGACTGAGAAAGTGATATAAGAGGGACC
TCACTTTAAAGAAAAGATTGTACATAATCTTAGTCTTCCAGTCTTTTTTATGATTATTTT
TCATAATTGTTCAGCCAATAAATGTTGCAGTTAGAACTCC
>CL6109Contig1
CGGCACGAGGCCTCAGCCTCCCAGCATCATCTCAGCTGCAGCCAGGGAGGAGTGCACGCT
CCTCTTCCACCCCATGTGACTCTNAGAGGAGGTCCTTAGCTCCTCAACAGACAGATGTTT
GTGACTTTCAGCCACTTGTCCATGACATGAGTGTTGTCATGGTAACTGGTGTTTTGGTCC
AGTCAGGAGGTAGATCCTGACATGGCGGTTTTATTTATTCTTCAGTTTGCTGAGAAGTTG
GCCTTCTCCTCTTGACTGGATTTGTTTCGTTGCCATGGCACCAACTTAGTAACTCGCCAG
AAGCGGCGGAGGTTTATCAGGTGCGGTGTGAGCAGAAGCACCACAGCGTGGCTTTGACGC



TGCATGTTGAAACGGTGAGAGAAGCTGGACGACGTCTGCTGCTCCTCTTTTTGCCATGTG
CTTGTGCCCGGACGATGTTTGGTGTAGAGATCCTCACTGTTACAGGCTGCATTCAGGTCA
GCTGCTGGGAACACAGCCAGGCTGTTTGCTGGCGCTGTGTCCAGGAGGGCTGAAGGTTAC
AGAGGACGGGGACATTAGCCGCTGACGGCGCCCTCGTGCACCTGAAGTGCAGCCGCACAA
ACTGGTAACACTTGACCTCAGTTCCTGTTTACTGTGTCCACGCTCCCGCCTCCTACTCAA
AGTTTTGTTCTGCAGCAGGTCATGTGATCTGGCCTTTCACCCCCCCCCCGCCTCTTAACC
CGTGCCACTATGGCTGCTGGTGGAACAGCTATGGTTGCCATGGAGACGGAGAGTGGACAG
CAGTGAACTGCTCCAACCTGTAACTGTGTAAATGATGCAATAGGCGGCGCAGAGGAACAA
ACTGCAACCTAAACCGTGGAAGGTCATGTGACTTGAGTCAGTGGATGAGCGTGGCGTAAT
AATAATAATTTGTTATGATGGCTGCAAAGCAGATGCTGCACGTTGCCTCTGCGTGCCGAC
AGACAAGTAACAGCTTAAACAGAAATTTTGTATTTAAATTATTTATTTTTGTAGGTTTTG
ACAGGCGAGCCGCTGCCGCCATACGCTTTCTATAAGAATAAACATTTGTTTAAAAAAAAA
AAAAAAAAAAAAAAAAAAAACAT
>CL6110Contig1
TCGACATCTACGCCGACGTAGAAGAGGAATTTAATCAGGAATCGGAGTATCCAGTTCACG
AGCAGATTGACTTGTACGATGATGTGATATCCCCATCTGCCAATAATGGAGATGCTCCAG
AAGACAGGGACTACATGGATTCAATGCCTCCATCTGGTGGTTCTGACGGAGGGAAGAGTA
ATCCACCCAATGTGGTGTACACCTATACAGGCAAACGGATTGCCTTGTACATCGGCAACC
TGACATGGTGGACAACAGATGAAGACCTGACTGAAGCCATTCGTTCAGTAGGCATTACAG
ATGTGCTGGAGATAAAGTTCTTTGAAAACAGGGCTAATGGCCAGTCAAAAGGGTTTGCTC
TTGTGTGTGTTGGTTCTGAGGGATCATCCAGGAAACTGATGGACCTGTTGTCCAAGAGAG
AGCTTCATGGTCAGAATCCTATAGTCACACCGTGCAATAAACAATCCCTAAGCCAGTTTG
AGATGCAGTCACGCAAAAGTACTCAATCTGGTCAGATGTCAGGGGAAGGTAAAGCTGGTC
CCCCTGGTTCAGGCCATCGCTCCGGATTCTCAATGGGCAACAGAGGTCGAGGCAGGTATC
CTGGTCCACCTGGTTCTGGAGTAGATCGTTTCCCTCCTGGCCCCATAGGCCCTGGAGGCC
CACCACCCCACTTTCCTGGTGGAATGCAGGGTCTTCCACGTCCTCCCCCTGGTCCTCCTG
GCCCCCCTGGTCCCGTAGGACCACCCCCTCCTGGCCAGGGTCTACCCCCACCCCTCGCAG
GTCCTCCTAATCGAGGAGGAGGAGGAAGATTAAACCAAATATGACTTTACATA
>CL6111Contig1
TCGGCACGAGGGAGTCCTGGCGCTGCGACAGAGGACACAGATGCTGTGGGACGCCTACTT
CTCCTCGGTGGACAAAATCGTCCTGACCACACTGGAGATCATCAAGGACCGAGTGTTTTC
TCACACGTCGAGGAACAAGTACATGTGGAACTCACTGCCTGGAGGCCTCCTCGCCTTACC
AGAGTACTCCTCCCACCTGGAGCACTTCCCCTTCTACTACCTGGGGTTAGGCCTCAGTGC
TTCTCAGGAGTTCACCGCCGTCATCCACGCCGTCTCGCCGCTGGTGTCCCAGTCCCAGCC
AATCATGAAGCTGCTGCAGGTGGTGTCCAAATCCAAGTACTGCTCCCAGATCATCATTGT
GTGGAACAGCGAGAAGCCGCAGCCCAGCCGGAGTAAGTGGCCCCCCATGCCTGTCCCCCT
CACTGTGACGGACGGCAGGAGGAAGACCACCAGTCGGTTTCTACCTCACGTTGCCATAGA
AACAGAGGCGGTGTTGAGCCTGGACGAGGACACTGTTCTTCTGACCAGTGAGGTGAACTT
TGCCTTCCTGGTGTGGAGGAGCTTCCCGGACCGGATCGTGGGGTACCCGTCCCGGAGCCA
CTTCTGGGACCCCCTGAGGCACGCCTGGGGCTACACCTCCAAATGGACCAACGAATATTC
CATCGTCCTGACGGGGGCCGCCTTCTACCACAGGTACTACCACCACCTGTTCTCCCACTA
CCTGCCCCAGTCACTCCGCATCCTGGTGGACCGGACCTCCAACTGTGAGGACATCCTGAT
GAACTTCCTCGTGTCTTCTGTGACTCACCTGCCACCCATCAAGGTGGCTCAGCGGAAGCA
GTACAAGGAGCTGCCCGGCCCGCAGGGTACGAAGAGCGCCCCCTGGGCAAGCTCGGAGCA
CTTCAACCAGAGGCAGGAGTGCGTCAACACCTTCGCCAGCTGGTTTGGCTACATGCCTCT
GGTCCACTCTCAGCTCCGTCTGGACCCGGTGCTCTTCAAAGACCAGGTCTCCGTCTTCCG
CAAGAAGTACAAAGACCTGGAGCGAATCTAATGAAAGTAGACTTCAAAGACAGACAATGG
CAGGGTCCACAGAGGACTGACTTGGAGTTTTTCTAATTGAAAAACTTCTAGAAGATCTTG
AGAGTCTGAACAGGCAATCGAGCAAAATGAAGGAGTTTCCGTGAGCGGAGAGCAAGGATT
CCATCCGACGAACTGGAGCTGAGCAGAGACTGGAAACGCCCCATTCCAACTGCTATGCTG
GCAGGAAAACAAA
>CL6112Contig1
AAAATCATGTTTTTGGTGTTTTTGTAGCCTTTTTCTTATGACGGAGGACATATATATAGA
ATAATATGATATTCAAACTGCATTTCTAAGCATGCTTTTATTGGAATCATGTTGGATCAG
AAGCACATGAAAACTCGAGGTTTGAAAAAATTTGGGTTTGTGAAGCAACAACTGCCATGG
AGCGGGCTAAAGTCTCCCTCTTTTTCACAACTCTGATGGATCCACTTGCAGACAAATAGA
TTCATGCACGTCTTGATGTTTTTGGCCTGAGCTGCCATCTGGCTCAAAACTGAACAACAG
GGGCCTGTTTCAGAAAGGAGGTTAAGTGTAAACTCTGAGTGCGTTAACCCTGAAATCAGG
GAAACCCTGGGTTTTCCGTTTCAGAATGGGAGGTTTGTTAAACCAGAGAAAGCAGAGTAA
ATCAAACCCGTTTCTGAAAGAGAGGTAACTTATACTCGGAGTCAGTGTCCATGGTTACTT
ACGCTGTGAACCTAACCTGGTCGGGAGCAGGTTTTATTCTCCAAACTCAAAGTTTCTGCC
GGTCCCCTCCCCTTTTTAAAGACGAAGCGGTATTTTTCGCTTTAACCTTCATTGCCCACA
TTTCCGTCACACAGAGACGGTCTAAGTGACAAGAAAGGCTTGTCCTTTTTTGGAGGACCC
AATAGACGAGGAGGCTGCATTAATTCATAGAGAATTATATTTACCTCGTACGAGGATTTT



GAGAAGACTCGATTTTTTGTCATTTCCCCATACGTTTTTGTTTGAGCTTTACCATCAGTC
AATTACATATATACAATGAAAACAACATTAGATATGTATTGCTATGCAGATGTTTCATAT
GTCAAATATTGTCAACAAAGCCTCCATCCATGACATGCTCAAATTTGACCTGATTGAATT
ATGTTTTTATACTTCATTTTTAGCTGCTGCCATGTTTCTTTTAATTCCTGCAGGATTGCA
TCTACATGAAAATGAAATCAGGGACATTGAATTAGATTAATGTAACAATTACTTTTTGGA
AACACAATTTGCTAGTACTGCTTACTTTCTTAATCCCATTAAAATCTATATCACTTGATC
AATACAAGGGTAGTGTTGCAGCGTGTGTGTGCTGAGCGGGGTGCGAGCCACGAGAGATAA
GGGGAGGGGTGAGTGCAGGTGCAGATGGGGGGAGGGGTGAGCACGGAGCAGAGGTGTGTG
CGTGGAATATATTGNTGTTCGGAGGACGGAGCACTTAGTTAAAAAAGAGAAGG
>CL6113Contig1
CGGCACGAGGGGAAACTTGACAATTGTACAAAGTTTCATTTTAAGTGCTCGTATTTATTG
AGAATCCATAGCATATAAAAATAAAATGTTCATATGTAGAATTTTTCAGAAATGGAACTC
AATCTGATTGTTGCCAAAGGCAAAAGCTATTTATGATTCTGCCCTTTACCACCTTTGTGA
ATGACAGTTCTGTCCTTCTGTGTGTGCGTCAACCAACTCTGATTTTGTGCCTTTTTTGGG
AGACAACTGCTTAGTTTGTTCTGAAGCGAGCCGAACGGACGAGCGAACGAACGCCATCAA
ATCCTGTGACTGTGCGATTTTTGCAGCCATCGAGTAACCATGTGAACTGTGTGTCGATGC
TCAAGAATGTATCATTTTTGTAAATAGAGCAATTCAGAAATGTGTAATTTCATTTTTATA
TTCAAATGTGGGGGATACACGGAGGGAGATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAC
AT
>CL6114Contig1
CAGCGGGAGCTGGAAAACCTGCAGGAGGAGAAGGACCGGCTGCTGGCAGAGGAGACGGCC
GCCACCATCGCTGCCATAGAAGCCATGAAGAACGCTCACCGGTCGGAGCTGGAGAAGGAG
CTGGAGAAGGCGCGCAAGGCCAGCAGCAACACGGAGAACGCAGACATCGAGGGGATCCGC
AGGCAGCACGAGGAGGAGCTGTGCTCTTTCCATCGGGAGATCGAGGTCTTGTCGGAGCAG
TACTCTCAGAAGTGCCTGGAAAACGCCCACCTGGCCCAGGCGCTGGAGGCGGAGAGACAG
GCCCTCAGGCAGTGTCAGAGAGAGAACCAGGAGCTCAACTCGCACAACCAGGAGCTGAAC
AACCGCCTGGCGGCAGAAATCACCAAAATGCGCTCCATGACGTCTGAGGACGGAGCAGGA
GACCCCGGCGCCACCATCCAGGGCAAAGAGCTGTACGAGCTGGAGGTGATGCTGAGGGTG
AAGGAGTCTGAGGTCCAGTATCTGAAGCAGGAGATCAACTCCCTGAAAGAAGAACTGCAG
GCTGCCCAAAGAGACAAGAAGTATGCAGCAGACAAATACAAGGACATCTACACCGAGCTG
AGCATCGTCAAGGCCAAGGCGGAGTGCGACGTGGGCCGGCTCAGAGACCAGCTGCAGCTG
GCCCACGAGGCGCTGGGCGACCCGTCCGCGGACGACGCCGACAGAGGCGGCTACGATATC
ATGAAGTCCAAGAGTAACCCTGACATCCTGAAGATGGCAGCTGCTGCAGCCAAGCGCTCC
GAGCGCACCATGAGATCCAAGTCTGTGAGTCGTGACATGCCCTGGGACAGTTAGGGCAGC
TGAGGACGGGTAGGCCTCCTCCCCTCTCCTTTAGAGTCTGAAGGAAGGGCTGACGGCGGA
GCAGAGGCTTCACCTGTTCGACAACAAAGACACTAAGGAGTTCTGATCCGGTGCACGGCG
TTTGCTGCATGCTTACATTCCCACTGTGTTTCAGTTCTGTATTTAGTAAAGCCACACACT
GGTCACCAAACGCAGCTCATGTTATGGAGGAACATGGCAAGTGTCAGTTTCATGCTAGAG
TTTGCATTCCATTCACTTCAATTAACTGTGACTTTCTTTGATCTTACTGTAAATAGTTTT
TAACGTGGGCGTCGGCCTCGCATACACTAAAACTGACTGTGTAAGCTACTGTTTTAACCA
TCCTAACTGTTGTTGGCCAAAGACACCAGCCGGATGTTCTGTGGCGCAGACGAAGTAACC
GTTGAGTATCTGACCCATAGGAAGTAGTCTGTAGCGCTAATGCTAATCCCAAACACAAAG
TGCTCATTATCAAAGCAAAAACCTCTGCTTTTGTGGCTTCACACGACTCGGACGAGAAGA
AGCGTTGGGAAGGCGACCGCCACATGCTTTTGAGCAAAGCTCGCCGACATCACGTCAATG
AAAGGTTGTCGGCTTTTACTTCTCTGCCGTCGTGGCTCCAGCTGGAACGGACTTGTTTTT
GTCGTTTGGTTCAGTGCAGTCCCTTTGTATTTATTTAAAGGTTGGGGTTTTCTTTAACCT
TCCCAGTCCTCTGTACTCTTGTTTTTGTAAATATGAAGCAGATATACA
>CL6115Contig1
TCGGCACGAGGATTTTTGCCAATGACGTATGAGGAGAAGCACCAGCTGAGTCTGGACATT
AACCGCTTACCAGGCATGAAGCTGGGCCGTGTGGTGCACATCCTCAAGACACAAGAGCCC
TCCATGAGCAGCTCCAACCCAGATGAGATTGAGATTGACTTTGAGGTGTTGAAGCCCTCC
ACTCTGCGAGAGCTGGAGCGCTATGTCAGGTCTTGCCTGCATAAGAGGTTCAAGAAGTAT
CAAAAGCAGAGCAGTCAGTCTGCATCTCATCCTGCCGGCAGCAGCAGTTCTGCAAATTCT
GCCTCCAGCAGCTCCGCTGACTCCAGCTCGGACGAAAGGGACTCATGATCACTGCACTGT
TGGACCGTTTTGTGACCAAAAAAATCCTATTTTTCTATCAGTTGCCTTATATGTTCAGTT
TGTGGAAAAATAAACATTATTGTTTCATACTTANNAAAAAAA
>CL6116Contig1
GATCTTTGATCAACTAAAATGTTAAGTTACTGGCGATTTCTGATTTTAAGAAGTTCCATT
AAGGAATTCTCCACTCAATGCATTCTCATAGAAATTCAAACAAGGATCTAAATGAACTGA
GAGATGTTTCTTTAAATTACAATTCTTTGTAAAACCTTTGCCACACTTGCCACAAACAAA
AGGTTTTTCCCCAGTGTGAGTGCGCTGATGCATATCAAGGGTACATTTCTGAATGAAGCC
CTTTCCACAAACCAAACAGCGATAAGGCTTCTCACCAGTGTGTGTGCGCTGGTGTGTGTA
CAGATGCCCTTTTTGGGCATACCGCTTTCCACACAAGGTGCATCTGAATGGCTTTTCTCC
TGTGTGGCTTCTCTGGTGGATTTCAAGCTGACTGAAACATCTGAAACTCTTACCACAGTG



CAAGCACCCAAACCGCTTTGCAACCGAGTTCCGGTAATTGTGAAGTTTTGTATTCCTTAG
AACATTAATGCTTTGAGAAGCAACACTTTGAACTGGAACATTTTGAGCTGCACTTTCCCC
TGGATTAGTCTTTGCTGCTGGAAATTGTGAACTCCAATGGGTTTCACTGCTCCATGGTTT
TGGGAGAGACTGCTGGCTTAGAGTCACAAGGTCACTGGTAAAAACCGGTTGGTGGTGTTC
TGCAGTGGGTTTGGGATTCTGCCTCACATCTGGACTCTTTTGGATGTCTGTAAAAGCTTC
CACTCCGTTTACAGCAGTTTGGTTCTGATCAGTGTAACTGTTATCCAAATCTGGTGGCTC
CTCCTTTATCACTCTCAGTTTGGGTAGTTCTTTCTCTGATTCAGTTGCTGTTTGCTCTTC
ACTGTGAAACAAACGTTGTATCATCACAGGGGAAGAACTTCTTTTTTCCCCTACAGTTTC
ACTGGGATCCGCCATACTTTTTGTAACTGGTTTTGTGCTATTGGAGGCCAAACATGGAAG
GTCCCTTACTGCTGTCGGTAACAACACCACCTCCTTTATGTTGTTCCCTTGCGCCATGTG
GAGCAACTTCTCCATCAGCTGCAGTTTCTCAGTGAGGGAGGCAATTCTCGTTTCGTCCTC
GAGAGATCTCTATTTTCAGCATTTTCGATTCGATCTCCACCAGTTTGCTAATTTCTGTTA
CAGCTGTTTTGGATAAAGCGTCCATGATGGACACTAGCTGTGCCTGGAAAGAAAACGCCG
ACGACATTTTTACGTGACCTCTGTGACACACGAGAACCACACAAGCGAGTTAGCAGGAAC
ACAATTTGAAGTTAATAGTTTATGTATAGTGCTACCACAGAGTACTACAGAGAAACGGAG
GGAGCATGCATGACAAGACTCGCGTGAAGTCCTCTCCTCTCCCACTATCCCCGG
>CL6117Contig1
AGAAGAAGGACCTGTACGACGTGTACGTGGACAACCAGAACGTGAAGACCCACAGAGACG
GCCTGAAGCCGCTGCTGCGCCTCAGCGCCGCAGACCGAGAGAAGTATCGCAAACTGACCG
AGCAGAGACAGATGTTGCTGTATTCTCAGGAAGAGAGTGGGGATTGTGCGTCCAGTGAGG
AGGACCTGTTTATTTTGTTTTTCTTGGAACANANCANCAGGATCTTCCAGACGCTGAGCG
AGGTGGCGGCGAGCCCCGACCCCACCGTGACCCAGGACAGCGTGAGGGCCATGGGCCTGG
ACCCCCACGGGGACCGGCTCTTCCTGCTCCACCTGCTGGAGATCTACGGCTACGACACCC
TGATGGTTTCAGAGCAGCTGTGCTGCAACTGAAGGACGTCAAACATCCAGCTGCTGCCTC
TCCGGGACGCCGTCCGGACCCGCGGCGTTCATCCTGGAAAGCAGGCGCATTTTTTAAAAT
CACTTCAGCTGTTTGGACATTTTAGCCTCACAGGAGACGATCACAGGCAGGAAGACGGAA
GGAACGTTTCTTGGAGCAGAAATCCTCGTGTCTGTGGGATCAGCTGTTGCTTTTCTGGTT
TTTTTTAGTTTTTTCATAAACATCTTTGCACAGACGTGAAGTTGCTCTCATAGTGAACAC
GCTTCACGAGTTTTCATGCTGGAAAATCCTCTTCAAGCAGCCGAGGCCGCCTATCGACGA
CAACAGCAGGAAGTAGAAATCCTACAAAATAATGGCCCCTAATGTTACGTAAATGCGACG
TTAGCTTGTTGCGTCTGAGTTTCAGTGCAGAAATAAACGGCTTTAACTGCAGCGGCTTCA
TTCCAAGCATCACTACCGGAGCTCAGAGTTTGCCAACTTTTCCTTCCGTTTTTAAAGCTG
TAAATAGGAATTTTCTGCAGTTACATGACAAACGAGCTCAGCTGAATGTGTTTTATACTG
CAAATATCTTTATTTCCAGAACATGTTAAAAACTTCATTTTATTTATTTGAACTGTAAAC
CATTCAAAANA
>CL6118Contig1
GTGAAGACAAATGGCTTCTNTGAAGCCACCATTAGGCCCTTCCCTTGAGGCTCCACAGCA
GCATAGTGAGGCACGGACTTTCCCCGCAGGAGCCTTCTCTTGCTCACCTCGTATTTTTTC
TCCTGACCATGTGCTGCAGTGCTGCTGACTGTGATCCATTCAAGTGACACATAATATCCA
CTTCCTGTGGCTTCCTGTGAGTCTTTCTGGATGCGGAGCAGCAGAACCTCCACAGTATGA
ACGCCAGCCTGGACGTGAGAGACGCTGTGGAGGATGGTGAAAGGCTCGCCGGTGTCCTCA
ACAAACAGCGGTTCCCACTTCACATGCGAGCCATCTCCCCTCTTGCCGGTGCGAAGAAGG
TACAGGTGGCCTCTACCATCAGAAAGAGCAGCCCAGGTGGAGGAGGTGAGGCTGAGGGAG
GAGCACAGGTGGTCTTCACAAAGACCAGGTTCCTCACTGATGCGGTACACCTCTTTTGGC
TTCCCCAGTGCTGAGTCCAAAGTGACAGTGAGATTAAGAACTCGTCCTTTGCAATCCACA
AACAGAACGCTGTCTTCATACCAAGGGTCTAAGTGTAGATAGTTGTACATGCCAAAAGCA
CGCATGTGTTCCAGCGTGTACTGTGTGTCCTTCAGCTTAACTTCCTCCACGGCAGCATCC
AGCTCCACGTTGTATGTCGGTATGGGATCCAGAGACAGCCTATAACTCTCAAACTTGGGG
TCTAAAAGGTCTCTGTTGACCTTTAGTGAGTAGTTAGACGCAGCCATGTGTTTGTAGT
>CL6119Contig1
TATCAACTGTATTTATTGATATGAAGGAATTGGTTTTTTTATTGATAATGCCAATCCCAC
AAAAGTGTAAATGTCTTTGAAAATTACACGTTTCAGTAAAAAGAATACATTTTAGTTGTT
AGCTACCCTGCATAGACAGAGCAAACATGTTTTTATCTGTAATACAGAAGCACTAAAACT
CAGCGAACTTTGGCATAAACTTTGTAGGGATGAGGCACTCGAGTGGTTCCAGTGATTCCT
TCTGTGCTCAGCTCTACTCCTTCAGGAACAGAGAAGGAGAACTTCTGCAGTAACCCCACC
AGAAACAGGAACAGCTCCATCCTGGCCAAGCCTTCTCCAAGGCAAACACGTTTACCTGCA
GAGAAGGGTAAGAAAGCTTCTTTCTTCACAAACTTTCCGTCAGCATCCAGAAAGTGTTCC
GGGTTGAAGGTGTCTGGCGTTTCCCATTCAGTCTTATCAAACAGCACAGAAGTCAGCATG
GGCATCAGAGACGTCCCCTTTGGTATGAAGTAACCACCCAAAGTTGTGTCCTTAGCAGCA
ACCCTAAGTCCATTCAGAGGCACAATGTTTCCAATTCTCTGTATTTCATGTACGACAGCA
TCAGTGTACGGCAGGTTGGGTCTATCAGCCATAGAGGGCAGACGGTTCTGACCGATCACT
CTGTCGATCTCCTGCTGGACTTTCACTTGGACGTCTGGGTGTTTGATGAGGTAAATCAAG
GCCCACATCAGAGTGGTGGAGGTTGTTTCTGTTCCGGCCACGAAGAGATCCAGGGAGCAG
AAAGCCAGATTGGCATCATTAAAGCCCAGGTCTGAGTTTTGATGTTTCTCCATTTCAATG



ATGAAGGAGTCAATGTAGTCTCTGGGATTGTTGGGATCCAGGTCCTGTTTGTGTATCTTT
ATCTCCTGAGCAAGAAAGTCTTGAACGATCTTGTAATTTCTGAATATCTTGTTGTGAGAC
CCTGGTAGGTGCTTCATCAAGCCCGGGAAGGATTCATAAAGAATACCCCAGATGCTCCCC
TCAAGTTGAACTGCCTCAGAGATGTAC
>CL6120Contig1
CGCGCGTTTAACCCGGGCCTTATGGCCGGGGTCCCCACCGACGGGGGCAGTAGAGTCACA
CTAACGCGATCGTAGCGTAGAAGAAGACCGATCTCTTCAGTGTTGACGCTGATGGGGAAA
CTTTGATTAGCCACAAACTTTTGACATGACATTCTGCATTTAACGTATTGAAATATCAGC
TAAGAGGAAAGAGGGCGGGATATGAAACGCGCTGAAATATTGTAAGAAAGGTTCGCCTAG
GTGTTTTTGTAACTGCGCAGGTTAGCTTGACGTTAGCTGGCGCTGCTGTCCTTGTGTTTT
CCCGTTAAAAGTGCCTCCTCTCCGGGAACACATGAGTGTGTCGCTCGTCGTCGTTCGTCT
GGAAATAGCTGACCAGTCTCCTCCTCCACGGGGCTTCCAGTACTGCGCCGTTGAAGGTAT
GTCCGAGGAGCAGCTGCAGGAGAAAGCTCTGGGTTTAGCCAAACTTAGCCTGAATGGGAA
GTCGGAGCTGGAGAGAGCCGCGGTCCTGCACCAGCACATCGGCAGCAGAGCCATGGGGGA
CATGGTCATCGAGACCTTCGAGGCCGCCCAAGGAGGCGATGTTGAGGCGGACGGCTCGGC
TCGGGACGCCCACACGGAACCGGAGAGTCTGGGAGGAGCAGA
>CL6121Contig1
TAACCCGGGCATTATGGCCGGGGGACCTTCTTTGATTTAATCGGATCGAACAGGGTTCGT
ACATGGCGGGTCGTGATCGGATCGTTCACCTGCTCAGACAGCTCGAGCGTGCGGCGTGCA
GATGTCCTGCTCACTCCAACACCTTCCACCAAGGCGCTGGAGCTGCAGGCTGCACCGCCA
GGACCACCGATTATGCCTTTGAGATGGCGAGTTCCAACATTCGGTATGGACCAGGAGTCA
GCAAGGAGATCGGCATGGACCTCCAGAACCTCGGCGCTCGGNAACGTTTGTCTGATGACA
GACAGGNAACTTGTCGCTTCTCCCTCCTGTGAAGGCTGTTCTGGAGTCCCTGGCCAAGAA
CGGAGTCAACTTCAAGGTGTACGACAACGTGCGTGTGGAACCCACAGACTCCAGCTTTAA
AGACGCCATCGCGTTTGCCAAAAAGGGCTCGTTTGACGTGTTTGTGGCGGTGGGTGGCGG
GTCGGTGATTGACACCTGTAAAGCGGCCAACCTGTACGCCTGTCACCCTGAAGCTGACTT
CCTGGACTTTGTTAATGCTCCGATTGGCAAAGGGAAGCCCATCAGCAATCCACTGAAGCC
GCTCATCGCAGTTCCAACAACTGCTGGCACTGGGAGTGAGACCACTGGAGTCGCCATCTT
TGACTACGAACCCTTGAAGGCTAAAACAGGCATTGCCAGTAGGGCCATCAGACCCATGCT
GGGCATTGTGGACCCGACCCATACTCTGAGCATGCCTGAGAGGGTGGCGGCCAACAGCGG
CTTTCGACGTGCTCTGTCACGCTCTGGAGTCATATACCGACCTGACTTACGACCAGAGAA
GCCCCTGNCCCTCCAANCCAATCCTACGCCCCGCCTACCAGGGCAGAACCCAATCAGTGA
TGTCTGGTCCCGNCAAGCCCTCCATGTGGTAGCCAAGTACATTGAAA
>CL6122Contig1
CCATCTGGTACGTGAACAGTGCAGTGTGTCAGTGATGTGAAGTGGATTCTTCCACTGCTT
TGCTTTTAGACCGTCTTCCTCGCCGTTAGTACTCTGACGATGCTGCCCACTCCTCCAGCA
GCAAGAGCCTTTTCGTGCCACTGAAGCAACACTGCACTGCTGTTTTCCGACGGCCTCTCA
AACCCTTTGTAAATGTATTTCATCAGCAGGTCTACGCCGTTCTTATCCAGGGACTGCACC
CCTTTCTCAATGTCGCTGCTTTTAAAGGCACTGAGCACCTTCAGCACCAGACCCTCAGCG
CGATCCTTAACGTTCTGGTTCTTTGTATTGATTGGTGGGTTCTTCAGAACTGCCTGTAAA
GCCTCCATGAGGTTTCCTTGTCTGATCAGAGAGTCCACCTCTGCCTCGTCGGGACCGATC
TGGTTTTCTCCTCCGTCTTCCTCGTCCACGAATTTGTTCTCGTCGTACTCGTCCACGTCC
ACTCGCCTGAAGCGGGCGGAGACGGTGTTCTTCGACATGTCTGCGTTGGTGAGAGGTTCA
ACTGCAGCGGGCAGAGCTCCCGGCCTTTTGCCTTGACGCGGCTGTCACAGACAGGAAAGC
AGGCAGTTTCCTGACTTCCTCTGCTCAGCGCCCCCCCGGCCATA
>CL6123Contig1
TGTTCTGTACATTTCTTTTTTACTTTCAAAGTTTCCAACACAATATATGGCAATTATGGC
TATCATTTACTACAAAAAGTTGCATAAATAATTTAAATGTGGAAATAAAAAATAAATATG
CATATGAGTCTCTATAACAGTCCCTCTCTGTGTCTTTAGAAAAGCGGCTGTCCCTCCCTC
CACCTTTAAAAAGGAGGTTCATGCAGCACGGCGCATGCATCTCACAGCTTTCCAGTTGCT
CCTCCAAATATAGAGTTTTTAAAAAAGGCATTTGCCAGCGGGATTTGACAACTGAAATCA
GAAAGCAATATGAGCAGAAACAAAGCTGGCAAAACACAGAAATGTTTCTTATGTTCTGCA
CACTTGTCGGTCTGGTTGAACGCCTTTTTGTCTGTGTTTCTGGTTCTAAGATCTGTAGAA
GAGCTGAATGGCTGGTTGGATTTTTTTTATTTTTACGTTTTGGTTATCTACATGTAGTGC
AGGCGTACAATGCAGCAGAGTAACACCACAGATGGACATAGGCGCGAAAGGCTGTTATCA
CTGGTTGCACTGCAAGAGAAATCCAGTGTGGGCACAACGAANAGCCTCCTGCTACCAAGA
TAACAACCTCCTACACCATTTATGCATTTCTCCACTAAACCGGCCGTGTCTGGAAGAAAT
GTCTTGAATCAAACACAGGAATTGGCAAATTTAGGGGATTCACAGGAAAGCCCACTGCCC
CTGTGGTGCTAAATTTGCTCTCCATCTACAGTCTCCCCGACTCCCTGCCTTTAGTTACCA
GAGAAGTGCTACTGTACCTGACACTGATTCTACACCAGGATCGCCCTCTTTGGCTAAAAC
TGTCTGGAGATGGTTCCTTTCCAAACCAACATTGGAGCCCCCAGAACAAATGCACACTCC
ACCTCAAAGAGCTGGATTTCAATTGCTACGATGCAAAGACAAAGCTTCTCAGCTTTAGAT
AAAGCGAGTGTTGTTTCTGCATCTGCTGGATTTTCACAGATGGGGGTGGTTAAAGCTTTA
GGATAATTTTTTTTTAAGTTGTATCTGTTTGACTTAAAGACACAGCCCGTGCCAGCTGAG



GTTTAGGTTGGATAAAACTTATGACCAGTTACTACAGAGAAAACCCCTTGGTGGCATGCA
AAATACATGTGATGGAGAGTTATGGACTGATTTGTTTCAATCAGCCTTAAAATTAGCTTT
TATTTAACTTTTCAGTTTTCTCTTTCACCCCTCCTTGTGAAAAGGAGATTTATCGTGGGT
GACGTGTGTCGGAGTTCTTTGGTCTCTGCTCAGTTCAGTACGAGTTTCCCGTGAGTGGAG
TACTATTCTTGCTCCGATCTTTAGCCAAGCGGCCGGGCTTCTTGTTGCGTTGCGTCTTTG
GCAGCTCCTTGGCTTCCGATTGGTTGTGGTGAGGCCTGAAGCGCTTGCACTTACAGGAGG
TCACCACCCGGATTTTGTAAGTCCGAGTGTTGCCGTTGGGACACTGCAGCTGGACCCTCC
GTGCGCGGGAGTGCGCCGGGACACAGCGGTAATCTGAAGCGCTGCTCCTCCACCACTTTC
CACGGATGATTGAGTTCGGCATGAGGTAAGCGGGAAGGCACTGACCCGAGCACACCAGCT
CCTTGACAGGCTTGGCGCTGCGGCAGGATCCGTCGGTAATGTAGCGGGTGGAGCGCAGCT
CCCTGCAGCTCAGCTCTGAAGCACTATATGAAACTGTGTTTGCAGTCCTTCCACCGTTTT
TCGCCCTGTTACCGACGT
>CL6124Contig1
CTTCCCCCTTACGAGTCATGTCTTTACACGCCTCTCCAGCTCGGTCGCACGACCCCGCCG
CGCTATTGACTCTTCACAGTTGAATGCTCACGGCGTGAGTGTGTGTGTGTTGGGGGGGGG
GGTTTGTCCGGCCCACCGACGCCGCCTGCAGCTGTGCCCGTGGTCCAAAAGGCAGTGCTC
GCCATCATGACCTCGTCTTTTTTCTCCAATCCTACGGAAATTCGCTGAATGCGGTTCGTG
GCTGGACGAGGTTTCCACAGTAACCGCTCATCGGCTTCCATTCTTTTTGTAATGAGGACA
GCCACCGGGATCTAACACGGTTCCTCGCCGCGCGTCTCACCTTGTTTTGGAGTCGAACCT
CAAGACGCGTCAAAGGTCTGCACATGGGAGCAGGCAAGAGCAAGCCCAAGGAGCTGGGCT
CGCGCTCCATGAGCCTGGATGGCACCATAGGTACAGGATCAGACAGTGGACACTTCCGTC
ATCTAAGTCCCGCCCAGCAGACCCTCACCCCCGACCGGAGCCCTGCTGTAGGATCAGGCA
GACGAGGGCATCAAGGGCAGCAGCAGCTCGCCCCCACAAACACTCCCGTGTTGGCTTTGT
TTGGAGGGGTGGATGACACGGGAACTCTCACGTCACCTCAGAGAGGACCTCTATCAGGAG
GTGTTACCACATTTGTGGCTT
>CL6125Contig1
TCGGCACGAGGACAAATCTCAAGNAAAAAAAACAAAAAGNAAGAAAGGAAAGAAAGGGAA
AGGAAGAGGAAAGAAGTCCAGCAAGGAGGCAAGTGAGGAAGACAAAGCAGCTCTGAAAAA
GCTTCTGGAGAGTCTAAGAGGGTCCAGACGCCTGTTGCTGATCTCAACACCTAGCAAAGA
TGCGACGCTGTATGTACAGCAGAGTGAAGAAAACGAGAGGCAAAAGTGTGAACTTGCTAT
CAGGAAGATCACCGTGGCAACTGTAGTGGGCGAAGGACGTGAAGCCACCCTCACACTGCA
GCACCATCAGCTCAAGTCTGAGCCCCCCCTTAGTTACCAACCGAAGGAGCTTTCCGATGC
AGGTCTGGTCTCTTTGTTGAGACAGGAGCTCGGCATGTCGTCTGCTGATCTCTTTTCAAT
GACCGTCACTGATTATGACATCAAGCCCAAAACTGTCTTTGAGGCTCCTCCATCAAGCTT
AGCGTTGTTTGAGTACATAGACAACTTTCCTTCAAGACACTCTGAGAAAGAGAAAGAAAA
AACAAGTCATCCTGTCTGTTCTGAAGACGTGCCAGCACCTGCTGTTCAGAATTCACTTCT
CAGGTTTATGTCCAAGAGAAGACTTCTGCTGATCTCAGCTCCCTCTGAAGATGACTATTC
TTTCCAGCAACAGCGCTCCGCTTTCATTGGACAGGAGTGTCACCTTGGTATTCGCCACTT
TGCCCTGCTAAAGCTTTTTGGAAATGGAGAAAAAGCTACAGGAACTGTGGAGCTATTTCC
CCTGAATGGTCACAGTCAGAGCGAAGTCGAGCCCCTTTCCTCCGACACGGTTAAAAATCT
GAGGGAGCAGCTGAAAATAAGCAAAGACTATTTCAGTATGCTGGTTGTGGGGAAAGATGG
CGATGTTAAAGCCTGGTTCACGTCGCCAATGTGGTCCCTGGACAGCATCTACGACCTGGT
GGACTCTATGGAGCTTCGTCTTCAAGAGGAGAAGCTCCAGAGGAGTCTGGGGATCCACTG
CACTGAGGAAGGAGGTACTAGAGGCAGCGAAAGGGGGCGCTACCCTGGATATAGTGAAGA
GGAGGAGACACACTTATACCAGAAATGAAAGTATCACGAAAACAACACAATGAACTTAAG
CAAGTATACTAATTGGTAATAAATAAATAAAAAGGTGCAAAT
>CL6126Contig1
TGCTGCGAGGACGACGTTTTTCCTCACGTTCTGCCCTTCATCAAGGAGCACATCAAACAC
CCCGACTGGCGGTACCGCGACGCCTCCGTCATGGCCTTCGGCTCCATCCTGGAGGGACCC
GACCTGAACCAGCTGAAGCCCCTGGTCATCCAGGCCATGCCCACGCTGATCGAGCTGATG
AAGGACCCCAGCGTGGTGGTGAGGGACACCACGGCCTGGACGGTGGGGAGGATCTGCGAG
CTGCTGCCTGAGGCCGCCATCAACGAAGTTTACCTGGCCCCCCTCCTGCAATGCCTGATC
GAGGGGCTGGGGGCGGAGCCAAGGGTTGCTTCCAACGTGTGCTGGGCCTTCTCGTCTCTG
GCGGAGGCGGCGTACGAAGCCACGGACGCGGCAGAGGACCAGGAGGAGCCCAGCACCTAC
TGCCTGTCCTCGTCCTTTGAGATCATCGTGCAGAAGCTGCTGGAGACCACCGACAGGCCT
GATGGTCATCAGAACAACCTGCGCTCGGCGGCCTACGAGGCTCTGATGGAGATCGTGAAG
AACAGCGCTCAAGACTGCTACCCCGCCGTACAGAAGACCACGCTGGTCATCATGGAGCGC
CTGCAGCAGGTCTTGCAGATGGAGTCCCACATCCAGAGCACCTCGGACAGAATCCAGTTC
AACGATCTGCAGTCCCTACTCTGTGCCACGCTGCAGAACGTGCTGAGGAAGGTGCAGCAC
CAAGACGCGTTGCAGATCTCCGACGTGGTCATGGCGTCCCTGCTGAGAATGTTCCAGAGC
ACGGCTGGCTCTGGCGGCGTGCAGGAGGACGCTCTGATGGCCGTCTCTACTCTGGTTGAA
GTTCTGGGCAGTGACTTTCAGAAGTACATGGAGGCTTTCAAGCCCTTCCTCGCCATCGGA
CTGAAGAACTACGCTGAATACCAGGTGTGCCTGGCGGCTGTGGGGCTGGTGTGCGACCTG
TGCAGAGCTCTGACCTCCAACATCCTGCTTTACTGTGACGAGATCATGCAGCTGCTGTTG



GAGAACCTCGGGAACGAGAACGTGCACCGATCCGTGAAGCCTCAGATCCTCTCGGCGTTT
GGAAACATCGCTCTGGCAAT
>CL6127Contig1
ATATTCCCCAACATCTTTACATCAGAAAATATTATTTCATAACAAAACAAAGTACTAATT
ATGAAAGCTGTTTAAAATGTTTTACTGTGTTCTTATATACTACTGTGTAGTAAAAATCAG
AAAGAATGTGGTTATTTCATGGAAACAATTACGTAGAAAATTATCTTGTTTTCTGATAAA
CTCTTGCTGAGAGCTCTGGATGAAGGTTTGTGCTCAGAGGTTGGAGCGAGTGAGCCATGG
AAAGTCCTGCTGCTTTCTGTCGGAGGAAGGGTCAATGAGCACATTGAGGAGGCTTGGCCT
GTCCCAGTCGCTCAAGCTGAGCTCCAAGGCGCTCTTCAGCTCCTCCGCTGTCCGCACCAG
GAACCCCTGACCCCCGAAGGCTGTCATCACCTGATCGTAGCGAGCATCAGGTAGGAGGGA
CACAGGCGGGGCTATAGAGGTCAGATCCCCCATTTTTGCCATTTCCTTCCATGCTTCAGG
ATCCAGTCCGCTGTATATCCCATTATTATTGACCACAATGATGACAACAGGAAGATTGTA
TCTGCACATGGTCTCAACTTCCATGCCAGAAAATCCAAAGGCACTGTCTCCTTCCACACA
GACGACTCTTCTGCTTTTGTCTCTGCTCTTTTCCACGGCAGCTGCCGCTATGGCAAAGCC
AAGGCCCACTCCCATTGTCCCGAAGGTACCAGCGTCCAACCTGTGTCGAGGTAAATAATT
GTTCAGCATAGTGCGTCCGATGTCCATGGTGTTTGCACCCTCACTAACAATGATGCAGTC
GTGAGGCAGCTGCTGGGAAATGTGATGAAATACTGTGTAGTAGTTCATCGGCAGTGTTGT
GTTCAGAGCCAGGCCCTTTGATATTTCTGCATTGGCAGCAATTTTCTCCTTCAGAGAGCC
CCACCATTCTGTATTTGAGGGATATTTCCAGCCGTGTTCACGGACACATGTCAAAAGCTG
AGTGACGATGGCTCCAATATCTCCCAACAGAGCAACTGACTTCACATTGTTACTCATTTC
CTCAGCACAGAGGTCAACCTGTATGATTTTAACATTTGGGTTAAACCTGGGTGGAAGCCC
AAAATGCAGGATCCAGTTCAGTCGGGCTCCAAACAGAAGCACAACATCAGCTTGGAGAAG
AGCTCGTGAGCGGGCAGCTGCCACACAGTTGGGGTGATCATCAGGGATGACTCCTTTTCC
CATCGCGACGCGTGGTCGAC
>CL6128Contig1
CTGAGCCCGGCATTCAGCTTAAGGCTGTGAAATCCAAAACAGGCCCCNGGAGAGCATTTG
AGGAACTCCCTGTGGCACACAGGAGACACCAACCATCAGGTCCGTCTGCTGTGGAAGGAT
CCCAGGAATGTCGGCTGGAAGGACAAGGTTTCCTACCGCTGGTATCTGCAGCACCGCCCA
CAAGTTGGATACATCAGAGCACGGTTTTACGAGGGAACTGAGCTGGTGGCAGACTCCGGT
GTGACTATTGACACGACCATGAGAGGAGGACGACTTGGCGTGTTCTGTTTCTCACAAGAA
AACATAATCTGGTCAAACCTGAAATACCGCTGCAATGACACGATCCCGGAGGACTTTCAG
GAGTTCAGAGCTCAGCATGCTGTGGACCCTATTTAAAGTCTAGACTGACCATCGGATCTC
CAAAGAATCTTTCTCAGTGTGTGGGTGTTACATTTGTGTGCAAAACGTGTTTTTTATACA
TCAGCGTGTTGATGTGTCCAGTTTCCATACTTTCATGACCACAGTGCTTCTTCTGTATGT
CCATATCATCTAAAAGGTTTTTTCTTTTTTTAAAGTCAATCTAAACAAAAAATAAATAAA
TGAGCATCTAATAAACCGATGATGACTCATCATAAAGAAAAACAAGATAAGAAAAATATG
AAAATAGTCTGCAATGTGATCATGGATGGGTAGTAACAAAATAAATGTATTCAGAAACAC
TTGCTTTTGCTAAAATTGCTCTCCTACGAGAAGCTTTACTTCACAAAGTAACTTTTGAGG
AGGTTTATAATGATAAACCACTACTTCTATTTAACTACAAAGACTTAAATTCTTATATCT
TTATTTTTTTGGCATGTGTAAGATTTATCCTAAATATTAGTCCAATTGTTTCCAAAAAAT
GGTGTAAACAAGGTGAATTTTTTTTCCCCCATCATAATATATAAAATTGTATTTTAATAT
TTCAAAAAAATTGTTTTTATAGCTTTTTTGTTGTTTGGCCTGTTGAATCTTTATTAAATT
CAGACCAAATTAGACAAAATCAACCTTCAATTTTTTTAAAATAAGATTAATTACAGAAAT
GATTACTTTTATTTTTTGTTTTGAATAAACTCTTTTATGTGGTCAGTTATGAATTGCAGA
GATTCTCAACTGAAGGTTTTAAACTACAAATCAGATCCCAACAAATT
>CL6129Contig1
TGTCTTCTTCAGCTTCTTCACCAGGCTTTTCACAGCTTTCTCACACCATTTCTCTTGCTG
TCCTCCTCCATTCTGCTCCCCAACTCCTCCAATTCCTCCTCCGGCTCCTCCGCTGCTTAC
TGGAGTCTTCTTCCATCCCAGGAGGCGTTTCACAACAGGGGGAGTGAAAGGAAGGATGGA
GGACATGGTTTCTTGGCTATGTATTAGGAGACAGGATTTTTTTTTTTTTTTTTTTTTTTT
ACATGATGCTTAAAAAGTAGCCGAAAATCAAAAAGAGGGGGAAGTGTAGAAAGACTGATG
CAATTGATGACCCTGAGCCGTATGTGCGCTCTGTGAGTTTTGTCACAATTACAAAGATCC
AAAATACTTCTTGAAATCTTAGAAATATAAAAGCACAAAGAAGAGAATCCGACGAAATCC
AACAAAAAGATACGGAGCTGATGAACGGAGACCTAGGTACCTGTCCAAAACCTTTGGTTG
CTCATTTTAAACGTCTGTAGTTAGACTTTTAACAGTATTTTCCACATTCGAGCCGCCGGG
ATGATGGCTCCTCATTCATAGCTCAACCAACCTTCCC
>CL6130Contig1
GCGCGTAAACCCGGGCCTTATGGCCGGGGTGGCAAAATGGCGGCTGCTGCGTCAAACGGG
TTTCTGCCTGTTTAGCCTATTTTCGTTGCTCTTTTCAGTTGTACTTCTTTAGATAACATT
TTAAAATGTTTCATGATGAAACCTTAGAGGCTGTGACTGTTGAGTCACAGTGGAAGAAAT
CTCAGCTGGGAACGTTACACACGAAAAGCTGTCAGAGCACACCTGTGCACACTGCAGAAG
CATCGGTCCAGACCGCCTTTACCACTGATGGTGATGCACAGACAGACGAGCAGACACATC
AGAACCACCAACAGAACTGGGACCAGCCACCGCCGCCCGGCCTCCTCGACTTCCTTCAGA
AAGTTGAGGACAAGGTCGTCAGGGAGTTGGTGAAAAACGCCAAGAGCCATGCTTTTGATG



GATTTCAGGCAAACTGGGAGGATCACAGCACAGGGGTTTCCCGCCTCCACTGTCTTCAGT
ATCCCAGTGCTCAAGAGCAAGGCTTTCATGTCACCAGCGTGAGCTGGAGCTGCACAGGTT
CAGTCGTCGCCTGTGCCTACGGTCGGACGGACGATGGAGACTGGAGCACGGAGAGGTCTT
GTGTTTGCCTGTGGAATCTGGAGCAGAGAGGCCTGCAAAGCAACCAGCCCAACCTGATCA
TAGATGCTCCTTCAGCCGTCACAGCACTGTGCTGTCACCCCAATCATCC
>CL6131Contig1
GGTCTAAATAAAAGCTCTCTTTCTAAAACCTTTGCATTACGAATGCAGAAACACCAACAG
CCTGTTATTGCGTCTCTACCAGATGTTTAAAAGTATTTGAACAAGGATGAGTGACAATCA
AATATTAGTTTTAACTATAACTTTAAAGAATTGACTTGGACTTGAAGAACAGGAGCTGTA
AGCATCTCCGTCCTTTAGTGGAAATGTGGCTCATACTGAAAGACGACAGAGAAAATGAAA
CAGCAGAGACTGAGTTTTTACCCTGCATGGACATGGAAGGTGCCACAGACGCAACTGGCA
TTGGGGGCATTGAAACCCCTCCAAAAGTACTGTAGCTGACACCACTGGATGAACCCACGC
TGCAAGCAGGCTGAGCCCCCGAAGCGCCCCCGCCAGGAGAGCCCTGCTCTGGCAGGGACT
GGGAATTTTCCCAGGCTTTGCGTGCCGATTCCATCTGAAAAGTAAATAACATTAATAGGC
AAGGCAAGGCAAGTTTATTTGTATAGCACAATTCGTACACAAAGTAATTCAAGGTGCTTC
ACAAAACAGAAAAATGCATTAAAATCACAATACACCATAGAAATAATCAACGTAAAATTT
ACTTTAAAAGAAAAGAGAAAAAAAATTTGAAAATTGATTTAAAAATAAAGGAAGGAAAGG
AAAGGAAAGTGCAGATAGGACCTTTCAGTCATATACACGGCTAAACAGAAATGTTTTAAG
TCTAGATTTGAACATGAACACAGAAGAGGCCTGTCTTACGACTTCAGGGAGGCTGTTCCA
GATTTTAGCTGCACAATATTGAAACGCTGATTCCCCTTGTTTAGTTCTGACTCTGGGCAT
CAACAGGAGGCCGGCCCCTGAGGTCCTCAGAGTACGAGATGGTTCATATGGCACTAACAT
GTCAGAGATGTACTTTGGTGCTCGGCCATGGAGAGACTTGTACACAAGCAGAGCTGCTTT
GAAGTCTATTCTNTGAGGTACAGACGTGAAGAGGAAGGGATGCAGTCCAAACTGCAGCAC
CTAGCAGATGGAGCCCCCCCTTGAAGATTCTGTCCTCTGGAGCTGGAACAATGTTTGCTG
AGGATGGAGCTGAATCTCTGTGTGTAGCGTCTAGACCAAATGTTCAAATCCTGCATCCTC
AGTCTGGAAAAGTCGACTGAGAGAATCCAGCAGCTGCAGGTTCATGATGAAAAGGAAGTT
TCTTCAGTCTGAATCTTCTGATCAGTCAGCTCAGACTCAGCCGTGTGTTTGATGAGGAGC
TCAGCAGACACATCCAGAGATTTCAGGCATCAAACCCTGAAGGAGATATGGCTGGAAATG
TGCGTCACTGGCTCCTGGTAGAAAACGGTTCAGGTGGAGGTCGACCCACAGGGACAGCTG
TAGCAAGACAGCTCCACGCCTCCTCTCTTTAGTGTTCCCGTCTTCACGTAGAGT
>CL6132Contig1
TTTAACCCGGNCATTATGGCCGGGGGCCCTTTTTTGGAGCAAGCCGAGAGTAGAACAGCG
TTTCATATGTCGTCGGAAATATCACCACAAAACAAGTTTTTGCTGTAATTTTACTAAACT
TCAGTTCAGGATCTGCCTGAAGATGTCAACGGTGGAGGAGGTTGAGGCAACGGGTGGTAG
TGAGTATCCAGCTCACTATAAAGTCATGTTGGAGAAATTAAATGAGCAGCGACAGCTCGA
CCAGTTCACAGATATTACCCTGATAGTTGATGGACACCAATTCAGAGCCCATAAAGCTGT
GTTGGCAGCATGCAGTCAGTTTTTCTACAAATTCTTTCAGGATTTTACCCAAGAACCCCT
GGTGGAGATAGAAGGTGTGAGCAACGCAGCCTTTCGTCAGCTGATGGACTTCACGTACAC
AGCCACACTAGCTGTTGCAGGGGAGAGCGAAGCTTTTGATGTGTGGAAAGCTGCTGAATA
CCTGCAGATGCAAGAAGCCATCAAGGCGCTCGACAAGAAGATTCATGAATTTTCGTCATT
GACAGCCAGAAGTACAAGTAAAAAGAGGAAGATTGCAGAGACTTCTAATGTGATTACAGA
AACCCTGCCAACAGTAGAAGGAGAACAAGTGGAGATTCAGGTAATAGGCGAAGGACCCAT
TGAGGTGGAAGAGTCCGGCTTGGAGGAAGTTGTAGACGCAGCAAAAAATGCTCAAGCATC
CTCAGATGACTCTGCTTTAGCTCTCCTTGCTGATATAACTAGTAAATACCAGCAAGGAGA
ACCAACCATTCAAAGTTATTAAACGGGAAGAAATAGAAGAGCACGAGGTGGTTTATCAGG
AGGAAACGGTGACGGCGTCAAAGGTCCTGGAGAATGTTGAGGTCGTTGAGGTGCAGATCT
CCCAAGCGGACAACATGTTTCGCTGCAACAAGTGTGAGCGCAGCTTCAAGCAGTACTCCC
ACCT
>CL6133Contig1
TTCCATTGGGATGTCAAAGTACCTGCACAGCTCAGGATCCCACTCCATGGAGTGAATGTT
GAAGAGCATGGTACGACTGGCGTTGGACACATCTGTAGCGTGGACCCCTCCGCTCCTGCC
GCCAGTTAGATTCCAGATGATCCAGGAGTCCACAGTCCCAAACAAGGCCCGCCCAGTGCG
CACCGCCTCACGCACTTCGTCTACGTTGTCCAGCAGCCAGCGCAGCTTCACTGCACTGAA
GTAGGTACTGATGGGCAGTCCTGTCAAGTGCTTGAGGTGGTTCTTGTTTTCGCCTGGAGC
TTTTTTAATCAGCCTCTCCACTGTTGACTGTGTGCGCAGGTCGAGCCAGACAATAGCGTT
GTAGAGCGGTTCCCCAGTTGCTCTGTCCCACACCAGGGTTGTCTCTCTCTGGTTGGTCAC
GCCCACTGCTTTAACCCTGGAGATGTCAACCTTCAGCTGGCTCAGCTTTTCGCAGGTCTT
CTCAATGCATTCATGGACAGACTGCATGATCTCCTTGGGGTCCTCCTCCACCCATCCTTC
TTTGGGGAAGCTTTGTCTGATCTCGACTTGATGCTGACTGATCACTTCAGCCGTTTTAGC
ATTGAACACCAGAACCCGTGTGGAGCTCGTGCCCTGGTCCACAGCAGCGACCAAAGCCTC
CATGCGCGCGCCTTCCTGTCAAACTCCAGAAGAAACAGGACCTCCAGTAGAAAGTCGTTT
TTTCTCGGAGCACCTGCTCGCTCTCCTCCTCGTGCCGAATTCCT
>CL6134Contig1
GAGGGGAGACGACTGGATCAGCTGTGGAGGAACAAACGCATCGCAGAGCCACACGTTGGC



GGTCAAACGGCTCCGCTGGAGGCCCAAGGCCGGTCGAGCAGGTACACAGATCAGCGACGA
GGATGCAGAGGGTGACAGAGAAAGGGAACTTGAAGAGAGCTCCTGGGTCCAGTTTGCCAG
CGCCAGTGACGACCACGCTGTCAAAATCTTCAGCATCAACAAACTGACTCTCTAACACCA
CGAACACTGACTTCATTATGTCTTTCTCGCGCAGACACTTGAACCCAGGGCCACAGGCCT
GCATGCCACACAAAGACCACAGTGGCTTGCAGTGAAGGTATTCAGTCTGTGTGACAGCCA
GACGAGGGAGGGGTCAGTTGCAGGACAAATGCACAGCACACAAGCCCTGAGGTCTTTCAG
CACAGAGCTGAGCTAATCTGAGGGGTTCAAACCGTAGCCTAAAGGGGGCATTTCACTGGG
ACATTTCTATGTGGCTTATATTCAGTCTGGAACTGTGGTGCATGTCTGCACTAACTATAG
ACAAACAAGTATTTGGATGAAGTCTTTAAACCATAAACGATAAAAGTGATCATTGGTCTC
TGGTTCAGAATGTCATTTTTATAGTAAATGTATTTTTTATTTCAGCAATTTTTTTTAATT
TTTTTTGTTACGTTTTTCTAAGTTTAAGTTAACAATAAAACAAAGACGGCATATAGACTC
CACAGTTCTCATGATTCTTTGCAAGCTTTAAAATTTGTGACTTATAACAGCTTTACAAA
>CL6135Contig1
ACAACCTTTCCAAATGNGTAGTGTCTTTTTGCTAGTGCAAAAGGCACAATTTGTTTAATG
GATTTTTACTTGTGTAACCCACTTGTATGTNCAGTGGTCCCACGGTTATCGTATGACTTA
CATTCTACAATAAATACGCAATAGAGAAGATCAGTGAAGAAGTCATCTTTTTTTACGATG
AATATAATGCTGTAAAACCCTCACTACACATTTTATACACTTTTCTCAGACAGACAATAA
GATTTTCTTGTTTAAACTCTCATAGTTTAAACGAAAATAAGTGCAGTATTATCTAATGAA
AACCACGATCTGCCTGCAATTACAGATTTATGTAAATTTGGCAAACTGAACTTATTCTGT
ACTGTGCAAAAGACAAAGCAGAAGAGATTGATACACAATGGTCTACAGCCAACCAGGACG
CAGAACCTAATGTGTTGAAACAAAAAAAGAATGCAAAATTGTGTTGTTAAAAAATCTGTG
ATACAGCCAGAAGGTGAACCACGTTGTAGCGAGGGGACACTTTAACAATGTACTTATTGA
CCTCCACTAAGAAACTCTGGTCACTCTCTCTGAGGTAGTTGTAGGTCTCTACGAGGCTCT
GCAGATGTTTCCACAGCCTCACTCTTTGTTCTGTATCCTGAGGACGCAGTTCTTTTCTGA
GGAGGCTACCGCTGAGGGTCACCATGCCAAACATCACTTCAGTCATCTTTCTCAGCACAT
AGAGCTTTCTCCTCAAATCATCCTCCTTCTCCTCACCGTCACCGTTCACAGCAATGTAGA
GACACTCATCGAACTGGCACAGTGCGTAGATGTGGTTGTTCTCTGTGGTGAAGGAGGTGT
AGCTGTCACCCTGTCTGTACACCATGGTGCCGCAGGAGATAATGATGGGGGCAAACAGAG
TGCTAATGATGTCTTCAAAGGCTGGAAGCCCCTCGCCCTCTTCCTGGGACGAGCTGTACT
TCTCCTGGACATTCTGCTGAAATTCCTGATCGGTCCAGTGAAAGAGGATCTCTGCGCTCT
CACTGGCTATCAGCAGGCACTTCATCTGGACCACAGATGCTCTTGAGTCCCGCTTAAATA
AAACCTCTTCCCAGCTGTGTTCACATTAGGTCTTTAGTCTCCGTGCTGGACGCTCCCAGC
ATCTCAGTCAGGCTCCTCGTCTATCCAGAAATGCTGGTTTCTTCCCTTTTTCCAGTCGTT
CGTCAAAGTTTTCTCCTCGGGCTGCAGCGTCGGTGCAGCTCGTTTCCTTCCGCACCGACG
CCCCCGGCCATAAGGCCCGGGTTAAACGGCGCGCTGA
>CL6136Contig1
TCGGCACGAGGCGGGGGGGTCGTGTCAACGCTGGTGCTGCACCCGCTGGATCTGGTCAAA
ATCCGGTTTGCAGTAAGTGATGGACTGGAGCTGAGACCCCAGTACAGAGGCATCATGCAC
TGCATGAAGAGCGTTTGGGCTCTGGAGGGGCTGAGGGGTCTCTACCAAGGAGCAACACCC
AACATCTGGGGTGCAGGAGCGTCTTGGGGCCTCTACTTTTTCTTCTACAACGCCATCAAG
GGATACACCAAAGAAGGTCGGGACACTGAACTGAGTGCAGGTGAACACCTGGTGTCGGCG
GCTCAAGCAGGCATCCTAACACTTAGCATCACTAATCCAATCTGGGTAACCAAGACCCAG
CTGATTCTGCAGTACGGTTCTGACCCAACGAGTAAGCAGTACAAGGGAATGCTAGACGCT
CTGGTTAAGATCTACCGCAATGAGGGAGTTCCAGGACTCTACCGGGGTTTCGTTCCTGGT
CTGTTTGGAACATCTCATGGAGCGCTGCAGTTCATGGCCTACGAAGAGCTGAAGAGAGGC
TACAATAAACACAAGAAAGTGCCATCAGAAGCTAAGTTGAATGCACTGGAGTACATCACA
ATGGCTGCCCTGTCTAAGATATTTGCTGTAGCCACAACATATCCCTATCAGGTGGTGCGA
GCTCGCCTTCAGGACCAGCACAACACATACAACGGAGTTGCTGATGTCATTGCAAGGACA
TGGAGGAATGAAGGCGTGACTGGTTTCTACAAAGGCATCGTCCCGAACCTGATCCGTGTC
ACCCCTGCCTGCTGCATCACCTTTGTGGTGTACGAGAACGTCTCTCGCTTTCTTCTCGGG
ACAAAATGAATCAGGTTGACCTTAGAAAAATGAGCACAGACTATTTAAGTGGAACTGACG
TGCTGGTGCCATGTGAACAGTCAGCTGAGTTCGACTGAAGCTGGACAACAAACACTCGGT
GACTCAATCAACAATGAGACATTGTTGGGTTTTCTTTTTCTTTTCTCATTTTGTGTAAAT
TCTGGTTTTTATTGTGAAATAAGAGCAGAATCAGCCTCAGAATCACAGGAAGGATTTGTT
TCTTTTTGGAGAAGAAGTTCCTGTCAAAGTGACCTCGGAAGTGTGGCTCAGTGGGGTGTG
AACATTTACTACAATGAAGGTTTATTTCAGCACCCAGAAGTAATGTTTACATTGTTTCCC
TGCAGAAAGAAAACAGTAAAATATTTCAACCTTCTCAGGTTTGCAGCTGCTGCTTCATAC
GTCTCCCACATCTTGTCATAAAATGGGACAGTTGGTTCCAAAAACATTTCTTTCAAACAT
TTGTTTTAATCTTGATTATTTCTGTGAAAACAATAAAAAAACAA
>CL6137Contig1
CAATAAGTTTTGTAGGTATACAGCTCCTTTCCAATTATGAGTATGCCGTTAGCTCCAAAG
ATTAGGAAGAAACTGTATTTATTTTTCTTTGAACTTGGTGTCTTTCTCCTCACTGTTTGG
CAAACCAGTCTGCCCAGGGAACGAGGCAACTTTTAAGAAGAATAAGGGATCTTTGTGAAC
CCGCAGGGCCACCAGAGCAGGAGTGGCTGCATAGATTAAATTAGCTGCCAACACGGTCCA



GAACGCATCATTTGGGATCCTAAATGGAGCTGTGGTGCGAGAATGGAGGGATCCCCCAAT
GTGGGACCACTGGCACTGTGTCATGGCTCCAGCAAAGAATATGGTCCAGTCTGACATCCA
TTCACACCCAGGTTTAAGGAGACCATAAACAAATGCCCCCAAAAGTGGTAGACCATAAAA
AAACAACTCCAGCATCATGACTTTAGGGTAACCCACAGGATCTTTCAGGTAGGGTTCATA
CTGCTCCAGATAAACAGAACAGGCTTCCAGAGGAGAGTCCAGAGCCACCAAGCCTCTAAG
GATAGTGAAGGCCATTGATGCCAACAGCAGCAACACCAAGATCATGTCCAAGGGACGCCA
GATTAGCCTCATACTCTGAGCTTGCTGGGCATTATATCCTCCAATTAGTGGTCTGTCTTT
AGGTCGAGTGAACAGTAGAACCCCTCCCAACACAGGCATCAGAAGGAAAAGAAAATTCAG
CCAGAAGGCTGGCTGGACCTCAGATCCATATTTACCTGCCACTATCCCTGTAATGAATAC
ACTCATGTTGGCACACAAGGAGCCAGCCCAGAATAAGCCCATGGTCCGGAACGCTTTTCT
GAAAATCCAAATAAGAAATAAAAAACTAACTGCAAAGAAATGAAAAGATTTTACAAACAT
TGCATTGTTAACCATGATTTTCGAACATAGTAACCCAGAAATCTCCAGCTGAATGCCCCC
GGCCATAATGCCCGGG
>CL6138Contig1
AACACTCACATAGATTTATTACAGGAAGTAGTTCAAGGATGAAACACAGAATTTTCCTTT
ACTTTAACACCAAACCACATGACAGAGTTTTCTGTTTTTTAACCTTCAAAAAAGCACCAC
GTTCTTCATAAAAGCACAAAAAGTACAAAAAAGTTGAATGTAGGCAGAATAAGGGAGATT
TGAGACAGGAAGGGTGATTGAGCATTAATAAAAAGCAAGTCATCACTGAAAAGTATCTTA
ATAGTCTTGTCAAACTGTAGGGGTTTAAGCATTTGTTCAACTGCAAGTTTTAAAAAGAAA
GCAATTGTAGCATTAAATTGTAATAAATGACCCCAAGAAATGAGAAACTGCGGCAACAGG
GCCTCTTGTTGCTCATTATCTCTTGCATCACAAAAGCCCTTCATAAAAAGGGGATTACTG
CAATTGTCTTGAGAAAGATGTAAGAAAGACGGTTTCCATATTATAATGGGATTTGTTAAC
TGTAAAAATCTACTTAGAGCAACAAAAGGAAGCAGAGTCCAAATCTTTTAATCACATACC
AGGAGAAGAACTGAGATTTGTTTTATTCCCATGTGTCACAGAACAACAAGTGCTTGTCTC
ACACCTGTGGTCGCAATCTCCCCCCCATCCTGTCCCTTTTCCCTCAACTGTTAATTATCG
CTTTGAAATTATGCCATTTTGTTGCAAATGAAGTGATCTATTGAGAACTCCCCAAACGAA
GCCTAAGTGGGAGACGGGTTTGGACCAAACA
>CL6139Contig1
TAAACAACTACAATTTGAACATCAGTTTTTCTCCAGAATTGCACATGTGAACCATTTTTA
AGGTAGACTTGTCCACGTTCACCACAAATAGTACATTTGAAACAAAAACAGCTTTTGATC
CTCCTTCACAATTGTGTGTTTGGGGGGATTTTTTTTGCTAAAAATATGAATTTATCTCTT
TTCTTACTGGTTTTATGAGACAGAGTTGTTGATAGATACATAGATGAAACAAAATGGAAA
CTTGTGCAATCGCAATTTAGAAAGTGGTTAGTTTGATCATTAGCCATATTTGGCTGAAAC
CTGCAAGTCTCCTGGTTTGGTTGATCCCTCCTCTGGCGTTGCCAAAATCACAACAAACCA
AAGACTTGGACTGTACCATCAAATGTTGGTACGTCCTACCGTCAATCTCCTATGCATTGC
TGTTTGCACCTTCCTTAGAGCAGAAAACACAAATGACTTCCTGACAATGCAGCCGCCGTC
TGACAATGCTCCAAGACAATACAGGCGTCTGCTGCCTTTTGTTGAAATATATGTGTTGTT
TGGTGTATTGGTAGAATGTTTTAAAATCAGACTGCTCTGCAGTAAATTTGACTGACTACT
TGTGGGGTTCAGACATACTGATGCTAAAAAGGACAAAACATCTGTGATTTGTTCAAATAG
ATCCTAGTTAAAGTTAAACTCCACCTTTTTTACAATAAATTTNNNANAAAAAAAAAAAAA
AAAAAAAAAAAACAT
>CL6140Contig1
AGTGTCTGTTGTACTAAAGTCAACCTGAAACAGGATCATCTTTGATATCAGTAAAACAGC
AGAGGGTTGAAAAAATGTTTCCTCTGAAAGTCAAAGATTTGGTTTGGAACAAACACTCAG
CTCAGTCAGAGAAACGAGTAAAGCTTTTTAATGTAATAGAAAGATTCATTTCATTAATCC
TCTTTTTAAAGTCAACTGAGATGAAAAGTAGAACAGTTGTTTCTGAGATTTTCAGGCACT
AATGTTGGTTACTGCCTCATATCTGAACCCAGAATCATGAAATACAATTCTAATGGTTTG
TTTGAACCAAAGAAAAAGAGACAGAACTACAAAGTATTGATTAAATCGGTGATCATGTAT
GATTCATGACTCCATAAAGGTTGTCTTAATATGTTGACCCATGTGAGAGTCCACCAATCA
CTGAAGCAACAATACCAGTAATACCACCCACAGCAGCTGCGGCGGCGACGGTTTCCACTG
TCTGCGCCTGACGAGACTCAGCTTTGCCGTAGCGCATCTCAGTGGCAAAGTGTTCGCAGT
TGTACTTTGTGAGATGGTACGTCAGTGAAACTCCAACAAGAGAACAGGCTTTCTTCACGA
TCTCATCTGCTGGAAGAGGTTTGTACTTTTTATCTGAGCTGTTGTTGACTCTCCACTTGT
CCTTTCCCACCACATCCTGAAGCTTCTCTTTCATCACGATGCCACCGACTCCACGACTGC
TGGAACCTGACAGAGCATTAGGTGCGCCAAAATGAATCACGAATCCATTTCCAATGTACA
CAGCCCAGTGGTTGTAATTACCACGGAAGATCTCAATCAAGTCTCCAGGTTTCGCTTCCT
TTCCATCCTTATCTCTGCTTTTCTCCAGTTGGAAGGCTGGGCTTGAAGAAGAAAAGAAAC
TCATGTTAAGGCCGAGGAAGAGTTTGTTCTGCTGCTGCAGCTCCTCTTCCTTAAGTTTGG
TTTAAGTTTTGCAGGCTTTCTGCTGCCGGACAGCCTTTTGTTCTCCACTCAAGTGTTTCC
CAGAAGTCCCCGGCCATA
>CL6141Contig1
TTTAACCCGGGCATTATGGCCGGGGATACTCTCCCCAGCTCCTTGTCTAAAGCCACAGTG
ACTGAGGAGCATAGGGGTTTGCGTCTCAGTGTCCAGCCATGGCATTTGGTATTGTTTTGT
GGGTTTCCTGGATTTCTTTGCTGTTTAGGTACACCTGTGTTTCAGCTGGAAATGGGGCCC



AATATCGACCTACGCATGCTGTAACTAATCTTATGGATGATCAACAAGAGGACCGCTTTA
ACTCCCTGTCTTTTGATGAGGGAAACTTGGATGAAGAGGCTTCAACTGACCAGCCAACTA
CAACTTTCTATGCTGGCTTCAACAAACCCTCAGTAAGAGAACCACTGCACTTGGTGCCAT
CTGGACAAAGATTCCCTGAATATCAAAATATTCCAAACTTGGCACTATTTAGTAGAGAGT
CAAATCTTGTAGAGCCAATCACATTTCCTTTAAACCAAGGCAACCAGATTGGTCTGACCC
CATCCAAGCCAGCTTTGGTCAAACCTCAGACAAACTCATTTGATGCCTACAGTGGCCCCA
GTGGGACTGGCTCTGCTGGGATGTTGATGCACTTTAAGCCAAGCCACACTTCCTCCCTTT
TGTCACTACTTCCTCCTAAAGTTCAATCAAAGCAACCTGCAGCTCCTGGAAGTGGTGAAA
TGGCAATGACCCCTGTTCATTACCAACAGCCCAACACTGTCTCCAGTCCAAGCAACTCTG
GTTCAAATGAAAAGTTATTTGGGGAAGTCTTCAACTTTAATACAGGTGATGCTGGATCCT
CATCTGCAAGTGACCCAACACCACAGCAAAACCTTCCCTACTATCCTTCAAAACCCTCTC
AAAGTTACCCATCTCTGGATACTGGTAGGTGGTCTAGTGAGAGCAATGATGTTAATAGAC
CATCGATTGGAGATTGGATTCTACAAAGGAAACTCCCAATGAGGCACTTTTTAAATTCAG
CTGAACCTCANAGGTT
>CL6142Contig1
TGCGGCGGAGAACAAAAGCGAAAAGCCCAGCTGCCACAAACACAGCTGAGATGAAGAGGA
TGAGCAGGCTGAGAATGAGCACTGACAGCGGAACGGCACCTCTCCCACCTGCCTCCTCCA
TGCCAGAGCTCCCTGTGGTGAGGTCATCCCCGCCAGGCATAGCCGGGGAGGGGCCTGAAG
AATACCTAAGCTCAGGACAGATGACCTCAACCTCAAGCGAACGGAGGTCCTTTCCAAAAG
CAAATTCAGGTGTTTTGCAGATGACCTCAGCAACCACAATGACAGAGGAGAGCTTTTCCA
GCCATTGTTTGAGGGGAATTATATCACAGGAGCAGTCCCAAGGGTTCTGATGGAGATCAA
TCTGGACAATGGAGCTGAGATGCTCCAGGACACCATCCACAGGCAGGGAAAGAAAATAAT
TGTTGCGGAGGCTGAGCCGAGCGAGGTTTGTTCCAGCAAAAACATGGGTGGGGAGGGAGT
GCAGCAGGTTGCCATTGAGAAATACTAGCTGGAGGTTTGGCATTAGGGAGAAAGAGTGAG
GCTGTATCTCTTTAATGACATTATATTCAAAATAAAGATAACTCAACATACTGAAGTCCT
CGAAACATGCCGGGAGTGAGCTGCTCTATGTCATTCCCGTTCAGGTATAGACTCTTTAGG
TTGGGTAGATTGATGAAGGCACCCTCCTGAACATATGATATCCGATTGTTCCCTAAATGT
AGTAAATCCAAACTTGAAAAGTTCCAGAAATCTGAGCGGTATATTTTTTGAATCAGATTT
TCACTGAGGTATAATTTCTTGGCATTGAGGGGTCGTGGCAGGAGCTCGGAAATGTTGTGA
AAGCCTTTCTCTTTACAGTTCACTGTTAGTCCCAGGTCATTGATGTGAAGATTGCAAATA
CATCCAGCGGGACAAATGATAGGAATGGGAGGTCTTGTTTGGTAACCAGCGATAGGGGGC
TGGTTGATTCC
>CL6143Contig1
TTTTTTTTTTGAGACTGAAGGGGTTCCTTATTTATTACAAAGAAAGCTGTGTTATGATGA
GCATTAGCCAAGAGGAAAAAATAGATAAATTATCAAACACATTAATATATCCTTAGAAAA
TTACATATCAAAGTATGAGTAGTCAATCTATACATTTGCATCATTGCTTTGACATTTAAC
AAAATCTGCAATAAATGGAACTCAAGTAGAAGGCTGATTATCTGTCCTTGTTGCTACGGA
GATCAGTGGTCACAGGGTCGTGTTGAATAGTTTGGTGTAACATCAGAGCCAAAAGGCCAG
CTCTGTTGGTCATCGCAGTCCTGACGTTTCTCTCCTGTTCAAAAAGCTCATCCAGTTTGT
ACCACACCCTGACTCGCTCCAGGTCCACCTCAGCTCTCCGCAGTTTTTCCCAATTGTAGT
GTTTGTTGCATTTCCTTTTGGAAACTCTACAATAGTCTCCTGTCAGCTCAAAGACATTCT
TCACCAGCGGGCATCCACACACTTCATCTACTGGTATCTTGGGATCTCTGGAATGTTCTG
GGCACAAAACCTGAAGCCTTTTGCAGTAGGTCTTACTCTGGGGGTTGTACACATCACAGA
AGAGCCTGGTTGCACCCTCTATTCTTGTGGGATACATAGAACCAAACGACGTCTGACTCT
CGTACTTTGCGTAACATCTCTCCATGTGTCTTAGAGCCACTTTTGGGTTAACAGGATGAC
TGCAGGAGACGCAGAAAATCTGCAGATCTGTGTCCTCGCCGTCACCTTCATTCACCTCCT
CATCCTGCTGAACAGCCTGTTGCTTAGCCTTGGCGATGATGCCCTCCAGCTCGTGGAAGC
GGCGCTCCATCTCAGTGAGGCGGAGTCGGGCATTCTGCTGCTCCTTGCGGATGCGCTCCA
GCTGCTTCTTTCCGTGCTCTTCAGCGATGCAGGGACTCTGCTGCCACTGCTGGATGCGCT
GAGGAAGGATCTCATAGATCCGGTTGGCTGCTAACTTCATACCACATTCCTCAGAGCAGT
ATTTTGAGTTTTGTCTCGCTCCTTTCACACAGTTTGGACCCAAACACTGACGCAGTCCTC
CACTGTCCCGAAGATCCACCCTGTCAGTGTGTCTGTTTCTGTCTTTGTGTTTTTGCTTCT
GCTTGTGACGCCGGGACTCTTTTTTTTTATCANAACTTCCC
>CL6144Contig1
GCACGAGGCTCGCTGAAAGCTGGACTCTACTGTTCTCTTTTTCACAACTGCAGACCTCAC
AGGTTCTGATGCAAGAACTAGCATCAGAAACTGGGATGACATGGACCGAATCAGCATTGG
GATTTACAGTTAAGGAGAAAAAATCATCCGGATAAACAAAGCTGAAGGGCCCTCTGGATT
TCTGAAGATTTGAAGTGAGCACTCCAACAGAGAGACTTTTTTTCTGAGTTTGGGAGCCAC
GTTTAAAAGAAACACATTGAGAGTTTTTATTATTTTCCCATGTTTGAGAAGAACCAAGGG
ACTTGTTTTTCGAAGACTGAAGGAAACTGCAGGTGGAGTTGATTTTATTGGACTGAAAAA
CCTTTGCCGTCGTTTTGGACACTGAAAACGCTTGAACACATGCACGAATTTAGGACGTAA
GAGTACCCAGAGGCAAAAGTTGTAGCCTGCAAAACCCCTGCTGTGTGGCCTCAAACAGGA
CCAAAAGCCTTGAATCAGGAGAAAATGAGTCCATTCAACCGATGCGTCAAATCGCCACTT
TAGAATGGCTTTACTCAATCTCTTATGATAACCAACAGACTATGGCTCCGCCCATTTTTT



CTCAGAGTGAATTGACTGTTTGAAAAAAAAAAATCCACAATGCAAGTATTCTACCGAAGG
TTATCTGTATGCAACCGGGTAGATATACTTGAGCTTTCACGATCCTTAGCAATATATAGA
TCATGGTAAATGTATTCTTTGTCTTCTGTCAGTTTTTGTACGGT
>CL6145Contig1
TGGACAAGAGAGCCAGAGACAAGTCCGTCAGACTTTAAATACAAACACGGTTCATCTTAG
CCACATTTCAAGCATTAGCATATTTACAATACCTGTAATTCCCAACCTTGTTAGCATCAC
GTAAAATAAAACCGAATGATGCAACTAAAATAAACATTACTGTGACTACACTAACTCCCA
ACCTTGTTAGTAACATAAAAAAAGTCCGACAATGCTACACGTTAACCGTATTAGCGTAGA
ACACTTGACCATTTTTGCATCACATAAAAAAAAACAAGACTGATACTGCTAAAAAAAACG
TTAATGCAACTACGCTGACTCTCCACTTTTTTAGTAAAATGTATAAAAACATTCTAACAG
CTACATGTAAACCACATTAGAAGCATTAGCGGTGTTACCATATGCACAATACCTGTAACT
CTCAACCTTGTTTACACTACATATAGATAAAACAGACTGATACCGCTAAAACAAACATTT
CTGTGACTATGCTAACTCCCAACTTGGTTAGTAACATTTAAAACAACAGTCGGACAAAGC
TACATGTTTGCCCCATTAGCGTATTCACAATACCTTTTAACTCCAAACAAAGTGTTTGCA
ACACTTAAAAAAAACCAGACTCACTAAAACAAGTGTTACTGTGACTATGCTGACTCCCAA
CCTTGTCAGTAACACGTTAAAAAAATAAATAACAGTGACACAGCTTCACGTTAGCCCCGT
TAGCATATTTACACCAAACCTTGTTTGCAACTT
>CL6146Contig1
GGATTTATTGTAACCCGTTTTTCCNCACAATGTACAATATGCAACTGTCCCTCTGTTACA
AAACACTGCTAGTAAAGTTGCATTGACAGTCGGTTTACCCTTTACTATTGTCATTGTAGT
AAATAGCACTTTTTATGTTGGTTGTGTCATTTGATCATGGAATGAGGCTAAAGTTGGCGT
CAGATTTTTAGCCAATACACCCATTTTTATGGGTCCAACACCAAACCTGGATTAAAAAAG
AAAGTGTAAACCAGCTGCAGGTATTTTACTGAGAAGAAAGATTCAATAAAATAAAGTTGC
TGGTTTGTGGAAACTTGTCAAGAGGACATTTAAGAATTTTTCTACCACTAAACTAAATCA
TATTGGCCCCTGTAAGAAACTTTAGCACAGAAATGACTCCTGTGTTCAAAAGAAATACAG
TGAATCAAGAGTAAAGATCATTTGAACCTTTATTCTATGAATATGGCCCTGCAATGTCGC
CTTTATTACACGTTTACAAATCAGAAACAACTTGTATCCTCTTTCTTTCATTGAAAAATA
GCTTTTTCGGTAACAGGAAGCTTAAAAAAACCAAACAAAAGTAAAAACGCCAACTTTGGC
TCTGTTCAGTCTGGTCCCTGAAAATATTGTCAGACATGAAAGCAGTGCGTGGCCTAAAAA
AGGTGAGGGATAACGGATTTATAGCATTGCTGGATTTTAAACACTAATTTTTATTTCTTT
TAAATTCAGTTTGGAAACTAACTCAGCAAATCAACAATAAGTTCATATATNAACATTTGA
AGTGTGAAAAATATCTTAGATTTCAATATACTAAAAGTTTCTGATCTTTTTACTCTTATT
CTACTTAGTGACTACGTAAAGATCAGCAACTTTCTGATTGTCATACTTTTTTTTCCCTTT
AGGGAACGTGTGATCATGGAGACCAGTGCTGCTACGCACATGAAGAAATGGAGACGAGTG
AAGACAAAACTGAATGATACTTCCTTTGTTTATAAATCCTTTTGCTTTCCTTAGTTTGAA
TGTCCAGAATCTGCTACTCCACATATTTGCTTTGAAGGCAGAGCAGTTTTCTTTGTTTGG
ATTTCATTTTTAAAGTCAACCAAGACTTCATATTTTTGTTGGAAACAGCAGGTCTGGAG
>CL6147Contig1
AATGTTTATTATTTNGGATAGCATCTCTTATTTTTTTAAGCAGACGTCTGTCACTGCAGC
ACATTGACACTCCGAGGGCATCTCTTTGTCCTCAGCCGGAGCTGAAGAAGACTTTCATGG
TGTTGTGGTAGATTGTGTTGGCAAGCTCCAATGGATCTTCCTCCCTTACAGCTGCCATCA
CCTCAAGAACTTGTATGATATGACAGGGCTCATTTCTGTCTTTCAAGCAATGTCCCGCCT
CCCATTTCTTCTTGGTGGGAAAAGCTGTTTTAACATGTTGAGAACCTGCATGCGTGTTTT
TGACGCCGCACCACGGAGCATCTGTTTCTATCATTAACCTCTCCGTGGGGATGGACTTCA
TGGCTTCAAGATTGGATTCTGCTTTCAAGGAGCACCCGTTTATGCCGATATAGAGGTCCA
TGTCAAGTATGGCAGCAGCCTCTTCTGCAGTTCCATCAAAGGAGTGCACCACTCCTCCCA
CACATCGGTCTCGATTTCTTCTCATGATGTCAACGAACTCCTGATGGGAGTTTCTGCAGT
GGAGGAACATGGGAAGCCTGGTGCTTTCAGCCAGGTCAAACTGTTTCTCAAAGTATTTTA
GCTGAGTCTCCTTTGGGCAAAACTCCAACCTGTCGAAATCTGAGCATAAAACACGGCAAT
GAGAAAAAAAGTCACGTGAAAATGCTGTTTTTTTCTGGTCCCAGGGAAAAACACACCCAG
TCCACACTCTCCGATGGCCACCACCTTCCCTCTGTGCGCTGATGCCAGCTCCCTCAACCC
TGACAGGTACTCCGAGTCTCCGCTCTGCTCAAACTCAGCACAGCGGGTGGGATGGCAGCC
GACGGTGCAGTAAAACTCATCTCGAGTCTCAGCCAGCTTCAGGGCCGCCCTGCTGTCTGC
AAGGTTTCCTCCAGTGATCATGAACTTCTTAACACCGACTTGGAGAGCTCTGTCAATGAT
CTGATCAAAATCATCTTCATGTTTTCGTTTCCCCCTGTAGACTCCCCTGAACATGGGATC
CGTCAGATTCACACCGATATCAATGAATTTGTACTGTGCCATTGTTGTTATACTCCTAAA
AAGCGACGCGTGGTCGAC
>CL6148Contig1
GGTTTGGTTTATTCTGTTNACACCGGAGAAGCCAAGACTTAAGAACACGTGACCAGAGTG
TTCAGGAACATGAGACCGAGGCGTTCAGGAACACGTGACTGAGGCGTTCAGGAACACGTG
ACTGAGGCGTTCAGGAACACGTGACTGAGGCGTTCAGGAACACGTGACTGAGGCGTTCAG
GAACACGTGACTGAGGCGTTCAGGAACACGTGACTGAGGCGTTCAGGAACACGTGACTGA
GGCGTTCAGGAACACGTGACCGAGGCGTTCAGGAACACGTGACCGAGGCGTTCAGGAACA
CGTGACCGAGGCGTTCAGGAACACGTGACCGAGGCGTTCAGGAACACGTGACTGAGGCGT



TTAGGTCCAGGTAACCCAGCATTGAAGTACACATCACTGAAGCGTTCAGGAACAGGTGAC
TGATGCATTCAGGTCCAGGTCAGGTTGTGGGACAAACATTTGTTCGTCCGTCAGGTCGAG
GATTCCACTCGCCTGATTGTCTTTGAACGTGGCGAGATCGTCTCTGACTCCATAAAACCA
GACGGTCCCAGTCGGATCAGGTACATTCAGGGGGGGGGGGGGNNA
>CL6149Contig1
TCCCCAAGTGCATTAAGGGAGGAGCTAACCAAGCAGGGAGATGTGCCAGGCGTAGATCAG
GTCCTCCTGCAGGGGCCCTTCCCCACAGGGGCCACTGTGCTGTGCATCTCTGACAACCAA
GAGGAGAGTCCCTCTGACCTCCTCAAAGACTCCACCCCTCTGCTCTACTACCAGCTCAGT
CCCATTGAGCCCGGAGCCTTTGACACGCTGCCCAAACCGGAGGAAGAGGAGCAGGAGGCG
GTGTTTGCAGAGAGAAAACTAGAAGAAGAGTTGAAGGGAGAAGGAATCAGCTCCAGCAGA
GGAGAGGAATCTTTGACCAGCGTGGTTTTCCACTCAGAAGAGCGTGCAGCGGCCCGCACG
CCTGAGCAGAACGTCCAAAAAGAGCTGCAAGAGCCCTGCTCGGAGAGAGAAGCTGACCCA
CTGCCTCCAGAAGTTTAGCATCAACTTCTCCGCAGATATTTTGCACAACCGCTTCATCTT
AGAAGAGAAAGTTTCATTATTCCACACGTATTACTGCTTTCATCGCCACATGTTCAAGTG
TAGTCGCTGAAATATGTGCAGAACGAAGCGTTGTTACGATCCAACAGGAGAGATGCTGAA
AGCACATGCAGACAGATCACTCCCCAAAAAAGGAAAAAAAATGCGTTTTTTAAAGGCAGC
ATTGGTGTATGAGAGGTTATTATGGGGCCTTAATGGAAAAAAAATGTATGAAGGAGTGCA
GCATGTTTGTTCTTTTCCAACACAGTGCGGACATAAGCCTTTCCCTGGGCGGTGAATAAA
GATATCGACACTAAACACAAATAGTTTTTTGGCGTGCTGAGATTCCTGCCGCCTCACTGT
CCGTTAACAGCACGCCGTGCCGAGCCAAAATGAAGGCCTCTGATTAGTATCCTCTGCTAA
ATATAGACCTAATAATCCTGGAATTACTTGTCTTTGTGTACTGTATATGCATTTGCAATG
TGCAAGAGAGCTGCTTTTCTGACCTGTATGCACATTGAGGACAGACAACGTTGTGGCGCC
GGATCAGCACCGGCCTTAGCCGGCGCTCCGGCTCACGTGACTGC
>CL6150Contig1
CCCCAGAACTGTGGAGAGGCACAGCTTTAGGTCCCCGGACAAGCTTCGCTCTGGCACTCT
GTCCAGAGAGAGCAGCCTGCTCGGAGTCTCCTCACGATCATCACCAGAGAAAGCCCTCTC
TGAGTCCAGGGAGCTGGACGCCGAGTCCTGCCACAGCGAGAAGCACAACTCTGAAGATCT
TGCAACAGGGAAGCCGGAAAACGACCTGGAGCCCGGCGAGGCCGAAAGTCAAGCCAAAGA
CGAGAAGGACTTGAAAGAGTCAGATCAAAAAGAAGAGCCGAAAAAACATCCACCAAGTGA
GAGCAGCTCTGAACTGAACAACTCANGTGATTCAGAGAGTTTGGAGCTCCAGCTGTCTGC
AGCCGACAACGGGCAGCTGCACATCGAGGAGGAAGACGAGAGCCCTGTGACCTCTGACCC
CCCGAAACCAAACAGACTAGAGAAATGGTGCTGTGAGCAGCTCTGACACAGGAGACCTGA
GCATTCCTCACAAGGGTGCTTCTGCAGAAAAACAAGACTCAAAAAGCACAGACGTATAAG
GTTTTCTCCTTTATAAATACATATATATATGAAACATAAAGTGAGTGTTTTTCATTCACA
CCTATCTGTTCTTAATGGTTGTGTTTTCTTATGAATCTCAGAATGCCTGACATGATCTGC
ACATAGAGACTGAAGGCGACAGCTGCTGGAGAGGAAAGAATGTGAGCCCAGCCCCACTCA
TGACTGTGGATTCAAGACTGCTGCTGTCTGCTTTCTCATTTATCTGTTAATGAAATCACT
CTTTTAAGGAAATAACGGTTTATATTTTTTATAGCAAGATAAATTCATAGTTTCTTTAGT
CAGTACATTTTGAATGCATTATGGGTTTACACTGTTAAAAACTGGCCTCAACACACACTG
TGCAATGATATGCTGTGTTGACGTCCTCAGCTACACTCCAGTCTAACTTTTTTAAATTTA
TCTTCTATTTTTAACTAAATTGTATTATATTTTTCCAACTNTGCGGTGTTAAAAAGGGAA
AATAATTTAATCTAAATTAAATTTTNGGATGCGCTCTTAGATCTAATAATGACGATTCAA
TACCAATAGGAAAACCATATAACAAGCTTGAATTCTGTAATGAAATCTAGTTAATAAGCA
>CL6151Contig1
GTTTTCTTCNTGAAACCTAAAGAAATGTCCTCAGAATGATGGAAACAGTTTTTCTGCAAC
TTGAAGCTGTTCTGGAAGATTTTCTTCTTTAGTGCAGAGAAATCTCTCACTTGATGAGAC
GGAGGAACTGCAGCAACGTTTCCTGGAAAACCTCCACATTTCATTGAAACCATGTTGGAA
CTTTGTCCATGAGGTCACATGGTCTGGAAGAAGCCCCAGTTCCAGCTGACAGAAGTCTGG
TTCTGATCCATCAGATCTCACTAGCAACAGAACCAAAGCTTCACGTGTTGCAGCAACAGT
TTCCATGTTTGGGAGGATCTTCTGAAGAACAGCTCAGTTCCAGATCACATCATGATGTTT
GATGTTTTCTTCATTCCAGGAAATCATCTGTGTCTCCTTTGATCTGTGCTGAGTCAGCAC
TTTGACTTCTTTTCAACTTTAGATCCATCATTCAGAATCAAGGATTTATTGATTGATATT
ATTTACTGACAGAAAATAAAGAGTAAATGTATTTATCATCCAGCAGTGATTGTAAGTCTT
TTATTTTGAAATTCCTCAAAGATCATCATGGTGGGATTTCTAGATCTGCATGAACTCATC
CTGAATCCAAAAGACACTGGAGCATCAAAGAATCCAACCCATCTCTGCCAACATGAGGCT
CTTACTTTGAAAAGTCTCAGACTTCCTGCAGGGAAACAGGCTTTCTGCTGCTGCACTGAC
AGATGTGCACGAGCTTGAAAGAGCTTCCTGACTGAGC
>CL6152Contig1
CCCAGCAATGAGAAGATGGTCACAGCATCCTCCCCTGCTCTTCTGATCTCTGTCTTGGGC
TTTGACCTTTTGGTCAGCTGCAAAACATTCTGTTTAATGATGGTTTCAGCTCAGCTCCGC
TAAGATACCCACAAAAACCAAGAAAACAAGACACATTTAGGCATCTTTTTACGGCTTTTC
ACAGTCGCCTGCTTAACGTTGTCCCGATTTCTCTTGCACATTGGCACGATAATGTTACAG
TACACGACTCACCCCAGTATGTCTCCAAAAAGCAATGCCTTAAAAATGGAACCGCCTTAT
CCTTAGCATTGCAGATTGTGAAACGGGCTGTCAAAACGTCAAATAACAAATGATTCAAAT



GTAGTTTCAGTCGACTGTGGTGCATTGTTTCTCAGTCCTGCATCCCTCACCTAAAGAAGC
AATAATACCAGCAGTTTGGAAACGGTTAGGGACTTGGAGGAAACAGTGCAAACGCACCAG
GTGAACTTCCAGCTAGGCAATGGTACATGTCTCGATGTATGTGATGATGTAAAAATATAT
TTTATGCTTTTTAGATCAAGCTAACTTTGTATAAGACCTCGAAAAGTAGTACTAAATGTT
GTTTATTTCGAAGAAGAAAAAAGTGTATGTGTCTGTATTTTTTATTTTTTTATGCTCTTT
GATGGTAAATGAGTCCTTTTCAGCACATTTTCTTTGTTGTTAAAACTGTGTAACTATTAA
ATTAGATTGCCAAGTCATCGGCTTTGACTTTGTATGAATACTCACTAAAAAAAAATCATT
CAACATGTACACACATTCAAATGCACAGAAGCAGAGAAAATATGAAGAGCATGTCTGGAA
CATGAAAGTCTTTGATGTTTAGAGAAATTCTTTTCAAAATTTGGCCTTAAGACANAAAAA
AAAAAAAAAAAAAAAAAAAAAACCTT
>CL6153Contig1
TTTTCTTTATTTATTCGAAAGAAACAAATAATTTAATGTCTACAGACATACATATAGTTT
ATTTACATATTTGAGATAAAATAATATCTGAACTATAAATAGTTAACATACCTAAAGTGA
GCCTCTGTTTCATAGGACCAGGTTTTGTCAAAATTCAGGGAACATTTTTTTTTATTTCTT
AACTGCATCACATAAAAGTTCACTGATTCATAAATACATCTGTTATTTTATATGATAAAA
CACAAGAAAAGAGGAAAAAACGAGGACATTTGTCAAGAGAAAACTCTGGAAATGTAATAA
TCTTTTCTTTAGATAGATATTACCTTAAACTTAAAAAGAGCATCATTGGTAATTTATTTC
TGTCACAACTGAACGATGTGTTTTAGTGCATCGACATGGCAAATACGTTTTTCTGGTTAT
CTTTTTTCTTCTTCTTAATGCTTATTTCTGTGTCCATTTTTGAACTGACGAGTCAAACAG
AAGAGATCCGAGCGTCATAGTTTGACAGAGAAGGAGCTTCCACAGGAGCAGCCGTGGTCA
GCCTGAGGGTTCTTCAGCACCTGGAAGGTGGAGCGGATCAGCTCCTGACTGAAGTCCACG
GTGGCTCCTTTCAGGAACTCCAGACTGTCCTGGTCCACAACCACACCCACCCCTCCCTGC
TCGAAGACCCTGTCATCTTCATTCTTGTTATCGTCAACAGAAAACTTGTACTGGAATCCA
GAGCAGCCTCCCCCCTCCACATGTATCCTCAGGTATTGGCCCTTCGTCATTATTTCTGCC
AACCTCTTTACGCAGGACTCTGTGAGGTAAACTTTGTCTTCGGACTGTCCCGAGACTCCT
GTCTTCTCCTGCAGGGAAGCATTGCTGAAGGTCCGAATCCCAGCTGCATGACTAGCTTGT
AGTGATGGTCGGAATTTCACTTCACCCGCGTTGACGTTTCTCAGAAGACTGCACGCTCTC
ACGATGTTTAATATTTTTGATTTAGACGCCGTTAACATTGTTCCTGACATCTTCCATAAC
ATTTGACGTCCCCGGCCATAATGCCCGGG
>CL6154Contig1
CTTTATTTGATACGGTACATTCAATTATGAAACAAAAAAAAAATGTCTGAAAGGACTTGG
GGAGAACATGGATTTACCACCCACTCAAAAGAAAAAAAAGGAGACTCACTCTNTGCTCAC
ATGATGTTTTTGGTCCACAGCATGCCTATTTTGTATTTTAAAATGTTTGATATTTTATTG
TATGTATAAAAAACACCTATTAANATTATTTGATTTATANCAGTACCCTAATTTGTGCAA
CTATTCCCCCGCTCCATCCGTTATGGTGTAAAAATGCTCGGTACAAGCCANCCAGGAATG
GAAGGTAGTGTTATCTCCATGGTCAGTTTTAAAAAGCTGCACAGAGCAAACACATGCATC
TTTGTTTTTACTTGCACCCCCTCCTTCCTATTAAACACAGCTTTGCAGATTGTGAATGTT
GCAACCAATGGGAGCTCCTGCAGACAATACTGAAAGGACACGGCTGACGCCTCGGCCTTT
GGAAAGTGCAGTCGGGTGGAAATGGTGGGACCAAAGGAATGCTTGAAAGTTTAGGCCGTC
CCACTGGCAAAATAGGAAAACTGGGGGAAGTGGGGTCTCCGTTCACTGTCAAAGGACTCC
ATACTGTCATCTTGTCCAGGTGGTGTGATAGTGATGGTTTGTGCCGTGAACTCTTCGTCA
AAATATCGTGTATCCGTCTCTGAGGTAACTTGCGGCTTAAATGGTGGGACCAGCTTCTTC
TCATAGACATCCTGCCAAATAATACCAGCAAAGAACTTGTGCTGCATGATTTCTTTTGCA
TCATTCGGCCCTCCGCCTAACCGTTGCATTGGGTCTTTCTTCAGGAGACCAGAGAGCAGG
GAACGCGCTTCAGGACCCAGAGTGCGAGGGAAACGGATGTCTTCCATGAGGATGAGCTCG
AACAGTTTCTCATGGTCCTGGTTGTAGAAGGGGAGTCTGCCGCACATCATCTCGTACATG
ACCACACCAAGACCCCCGGCCATAAGGCCCGGGTTAACGGCCGTCCGAAGCC
>CL6155Contig1
TCGGCACGAGGAGGGGTTTGGACTCTTCTCACTAGCCTCTCCTCTGTAGCTAGCCCCGAC
TGTCATTAAATTAAGCGAAAGTTGACCGGGCATTTTTTTACAGCTTCTTTTTCAATTTTA
GTAAGCGAAGAATGATTATTTTGATAAAGAGCCAAATGAATTTATGAACACTTTAACTTA
AGTGGAGATGTGTGACTACCTACAGTGGAGACAGAGGACCTCCCTGGTTTGCCAGTCTGG
CAACTGACAGCTGTCATATAGGTGTTAGCTTACTAGCTAGGTGAGCTAACAGCTTTGCAG
CTTAGCAAACTTTAGTAAGTGTTAGAATCGGTTAGATAAATTAAAACGACATTTTTATCT
TTATTTGATTCCGCATTTTTTTCCTAGATCATGTCAGATGAGTGTTGGCAACCAGTATTT
CTAATATTTTAAGGTAACGCTATTTTGGCTAGCATTGTTAGGCTAGCTCGTTGTTTTCAT
TGAGTGAGGTGAAGCTCTCCTGGAGCTCGTGCAAATGTATTTGGGGGATTAGGAGTTCAC
TGCTGCTATCTTTAGGTGTTTGTTTGTTTTTTCCTACTCAAAAAAAAAA
>CL6156Contig1
AAAACATTTATGTGTTGAAAGTACAAAAATGCATGAGCAGAGAAGAGCAGTAGGGGAGGA
AATGTTGAAGCTGCAAGTCCTAAAGTTTAATGAAGACAATGAAGAATTTCCTGTACATCA
TGAAACAAACTTGTCATTGAAGTTGAATTTATTTATTTAATGGGTTCATCTCCTACTGTT
TTACTGAAGTTTATACTTGTGAGCAAGAGTGTAAAATCTGCTCATTGATTTCATTCAAAT
GTAAATCTGTTTCAAGTGCAAAGAGCAAAAACATCTGTCTTCCTGTTGCATCGTTGCCAA



TGCTTATAAAGGATCCGTTTTGTTTTCCTTTTCTAGTAAAGTATTCCCTAAAGTGGCTAC
TATGAGGAAATGACTGCAGGAAATTCCAGCTCCTGACCTTTCTAAAGCCTGCATTCCCCT
TGTTTCTCCAAATACAGACTGTCTGCCTCAAATCTGTAACATGGCCGCAAATATATTAAA
AATAAAAGTAAGCAAACTTTAAATTATAACAAAGCAAAAAAAAAAAAAAAAAAAAAA
>CL6157Contig1
AGTGCAAGGCAGCAGAAGGAGGGAAGAGGAGCGAGCAGGATCGCTGTCGAAATGGCCACC
AAACTGGTGGACCTGGTGTACTGGAGGAGCATGAGGCGGACAGGTGTGGTATTCACGGGG
CTGGTGATTGGTCTGGCCAGCATCTTCCAGCTGAGCGCCATCACAGTGCTTTCTCATGTC
TGCCTGGGTATCTTGTGCATCACCTTCCCTCTCCGTCTTTATTATAAGCTGCTGGAGCTG
CTGCGCTGGAACCCTGGCATCCACCCTTTTCAGTCATATCTGGACTACGATGTCTCCCTG
ACAGATAAGGACACAGTGATGCTGGTGGAGGAGGTGGTGCTGCTGGTCGCCTTTGCTGTC
ACAGAAATCAAGCGGCTTCTTTTTATCGATAACCTGATCGATTCCATCAAGTTCGTTTTG
CTCCTTTACCTGCTAACCTATGTTGGCACAGTGACCAACGGACTGACCCTTATGATTGCA
GCTGTGATAGGTGTTTTCTCCCTTCCTCTGTTGTACAAAAAGCAGCAGGTGCGGATAAGA
AGGATGGCGAGAACCTTCAGAAGTTTGGTGAAGAAAGTCAGAAACCAGTTGGACAGTCTG
TATGGGTCAGTGACATCCTCCGCTCCCTCTGCCCCTCCATCAAAACCTGCCCTGCCGCCT
GCTGCTGCCGCTGCCCCCAAACAGAAAGCCAAGTCAAAGTAACTTGACTGCACAGTGAGA
AGATTCAGGAATATTTGGAAAATGTTGGAATGGTTCATCGTCTGTGGGGCTGCTGATGGG
GGCAGCTCATTTCCATAACTCCACCATGATTGTTTAAAGGGAGCAACACTTAACTGAGTC
TGACAGCAGAAACAAAGCTGCCATTCACGCAAGGAGGAGGAGGGGAGTTTCATTCACTGA
CATGCTCTCCGCGGGCTGCCTTTAACATTCACACAGTTGTCCTGTTTTAACTGGGAGAAC
AATCATTGAGTATACTTGTCCATTTTTCATTCTGGACTGCATACATTCAAGATAGATAAC
TGACATTGCTCCCTCTTTCTGATTGTTGGCAAATTATGGAATGGGCCATAAATTGCCAAC
AATCAGCATTAAAAGCGTTGACCTGGTGCACTTTTAAGCAGCAAATCTGAAATAATAATG
CCAGCATTGTTTTGCTGCAGCCAGCTGTACTGCTATTTATTCAGGCCCTAACAGTTACTT
TGTTTTCCTCTTGGTTTCATGCAATTGGAAGCTACTTTATCTGGAATGCAACAACAAAAT
GCACATTTCTTTGAATAAGATTTGCACAAAAAATGTAAAGTAACGTCTTCAATGAAACTG
ATGGTTCTGTAGAAATGTAGTAAATTAATTCGGAGCACCCCCCCCCCCCCCNG
>CL6158Contig1
TATTTTTTTGGAGCAGATGCAATCTGTTTGAGGCAATAGAAAGATTCACAATTCTCTTTT
GCAAACACATTTGGTCTAGCAACAGAATGGTCACTGACTTTTTAAACTTCATACAGGTGT
TATAGTCAGGTTTACTGCCTAAGGATCACAAAGACATACAGAACGTTGTCAGTTTCCAGA
TGCTTACTAACAAATACAGCACATCTGTTTCTTTTTTTTTTAATTCTTTCTTAAAAATTG
AGTGTATCTTTGTGGGGAACAGCTGCATTATGAGTTTTCAAGCATCATATGATGACCTCT
AGGGCTTTCTACACAGCAGTGGATAGGGGGGAGTCAGGGTCTGTTGTCACCGTCNAGTCT
TTCCANACNACCCAAGCATTCGGGTGTGCANACTTCGTCATGACCCACACCGTTATGGGT
CGGCGTTTCCCGCTTCCAGCAGATTTATGGTTCTTTTGTGATCGAAGCAGCAGAAGGGGG
AAACCATTTGGGTTAAAAATACTTCTCATGGTTGTAGCACCGTTTTGGACTGTGACAACG
GGAATCCCTGGGCCCTGGTCTACTCTACTGCAAATAGCAACAACATTACTACACAAACCT
GACAAATTTGGTGTGTCAACCAGAAAATAAGATGTGAACAAACTTTCTACATGTATTGTT
TGTTTTTTTCATGAATTTTTTGATTAGCTTTTTTTTTTCC
>CL6159Contig1
CCTTACTTTATTGACATTCTTAAACAAAAGATTTAACACTGCCAATTAGGACGCTTGAAC
ACGGTGGACCGTTTAGCTGGAACTAAATATTATCTGTAAAGAACAGGGAAAAAAATAAAT
TTTTGTTACTGTAACTGAAAACAATAGGATACAGGTGAGTGAGTGAATCAATTATAGTTT
ATTTAATAAGTTTATCCAATTTTTCATTTTGATTTAAAAAAACAATTTTTTAACCACAAT
TATTCAGAAAACGATTTTTTAATGACTTTGCCCGTAAATAAATTTCAATTGTGGAAAAAT
TATCAACTGTGGAAAATTATATATTTACATCAGAATCCCAGATGCATTTGCATGGATAAA
AATTCATTTTAAACCTTCATTTTCAAACTTTCAATTCTGACGGAATTTAAAAGTGAAATT
TTCCAAAAACTGCCTCAAAAAATAATTTGCATGTTATTGAACTGTTTTGTGTAGTGTCCA
TGAAGCAAAATGCAACAGTATTTGTACAGAAAAACTAAAAAGAAAATACATTTGTACCTT
TTAAACCACATAAATGGAGCCTTACATGTAATGCAATAACAATTTTGATTAATATTCATT
TACCAGCAGCAAAGAAACAAGTCAACGCAGATGCAGGAATGTTCCACTTGCAATGACAAA
AGTCCAACGAATAAGAGTGTGAGCTGAAAGTGGTAATGTCTGTCCAGAAACATCAGTGTC
ACTGCAGACCGGACGGATCTCTTTTCTCCTTTGTGCTTCCTCCATCATTTGGAGTAATGC
GCAAATGGAGACTCTTCATTCACCTTCCCCAAGGGCACATCTTCAAGCCTCTCGAAGTTG
GATCTTGGTGACTGAATACATTTTACTGCCAGAACCACCAACGTCATGCCAAGGATGATA
CAGAAGATGCAAATGATGGCTATGAGGCCGGGGTTTGCTCCCAAGTCACCTTTTATCCAG
ATGGGAGAGGAAACTTGACTGGTTGTATGCAAGGTTGTATTTGTCGTTACATTGGGTGTT
CCAGATGCCGGTGAGGCCGTGTGTTCTTGGAAAACAGTAGCATTGGGCGTTGTGATCAGT
GTAGTCTGTGTTCGGGAGCTGGGACTGCTGGGACTGGTTTCACCCATTCCCTGTGTTCCG
GGGGGAGATGAAACGGCTTCAGTGGCGACCTGGTGAGCTGTTGTCTGAAGCTGAGGCGTG
CTGCCGTTGGATGTCTTTGTAGTTAATAAAGTGGAAGCAGTTGTAGGTATTCTCTGTTCA
GTTGTAGTGGAAACATTAGAGCCGCTGCAGAGTGTGGCTGTGAGCAGGCACACCAAAACA



GAGAGGTGAATCGCTTCAGACATGTTGAGAAGGGAAAAGGCAGGCAGTCATATCAGCAGC
TTTCAAATGCAAACCCACACACGGAGGCTACATCCTTACAGAAGGATGTATCCCCCCGGC
CATA
>CL6160Contig1
CGAAAACGGATAAAATATCTACTTTTTTATTCTAACATTTACTTTCATGCCACAGTCTGC
CATCACTCTCCTTCTGAGCCTCAAAACGTCTTGGAGAAAGTCCTCAGCCAGTTCCTGTTG
GCTTTGATGAAGTCCAGTCAGCTCAGGTCAAGGACATCCACAGAAATGAACAAGAAATGT
CAAATGCACAGATAACACTCAGCAAACACTGGGTCTTTAGAATTAAACGATGACATTTAC
ACATCAAACGGACGAGGCTAGGATCTCTGTCACAAGTACTACTGGAAATGGAAGCTGTGA
GGTCCAGAGAGGAGCATTCAGAGCCATCCGGACTAGAGCTGCAGCCCGTCTGCGCATGCA
CTGCAGCCCGTCTGCGTGATGAATGCAGTTCATTCTCTGGATGTTCCCCTGTTCTAGACC
TACAGCTGACCTCTGAACCACATTTGGTCCAAAGGATCTGGTTTAAAGCGTGGGTGTTGC
TTCCAAAAGACGTTCCCTCCAAGCTGCAGAGGTAGAACTGATCCCATCAGGAGGAGTCAG
GAGCGCCGGCTCGCTTCCAGAAACCTCATCCAGAACTAAAAATCTGACCTTCAGGATCTA
ATGTCTAGAAAAACATCTAAATTCAGAGTTTTTTAAGGAGAAGTTTTGAGCAGAAACCTC
CTGATTAGTTTTTAGAACTTTCTGTAAATGAGCTTAATCTTTAGTTCTAGTTTTAGTTTA
GTCGACAGCCTTCAGGGCCTTCAGGGCCTCTAAACCCGACCTGTAGGTGGTTTTTGGACA
GAAGCGCTCGGCTGCTGATGGTTTGCTTCTCCTCATCTTTCTGCCATCAAACTCTGAAAA
AGCTTCCAGGATTTGACCTGATTCTTCACAGAAATCACATTTTTGTAAAAACTTGTATTT
TCTGGAGAGTTGAAGAGATTTTCAGTTTGCAGAATAAAAATGTGAACATGTCGTGTCTTA
GATTTGCTCTTCATGCAGCAGCTGCTGGTTCCCCCCCCCCAACGTTAGAAGAAGCGTCTT
TACTCAGAAAACGGCATCATGGACGGATGGTTGGATGAGGGTTTGTAGAAACGCTTGGAA
CGGCGGCCTGGCAGCTGGATCTTTTCTGACACAGTAAGGCACAGTGACAAAAACGAGCGT
TTCTCTGTCAACTGAAGCTCCTCCCCCGGCCACGCCCCCTGCGCGGCAGACTCTGAAATA
AACTCAAAGGTCCGGATGAGTCCAAAAGAAAGT
>CL6161Contig1
GCCTCAGTGGCTGACGGGCATCATCGCCGTCAGCGGCTTCCTCCTCCTCACCTTCATCGC
CTTCGTTGTGAAGAAGGTNTGGTGTGAAAAATCCAGCCGGAGGNGGAACNGTCGGGACTN
GGAGACGGCTCCTGCNGTAAACCNCTNCGACNTGAGTTTGAGAGGCGTCNGGNGGAAGAG
CNGCNCNGATGAAAACNCGTNTGAAGCNTGTGAAGCCNGCCCTGATGAAAGGNGGNGNGA
CGNCCCCGGNGAATNCGNGAACGTGAAGAGCNAGGGTCATAAGGACAAAGNTACGGCCNT
GTGACCTCCTTCCTNTGCTCCTATTGGCTNTCAGCCNCCNCTCCAAATTAAGNGAAAAAA
AAAAACTAGCCATCCATAAACATGTCTTTTTATGGTAAAATGTGAGAAAACTGATGAGTT
GTTGCAGAACCGTGCTATGTTAGTTTGCTTTTTTGTGCCGATTCAGTTTTCTTTGTTAAG
AAGTTTCTGCTTAGACCCTCTTCATTCCTAGAACATCATTGAATTATTAACATATTTTCA
ATGCAAGTCAAGAAAACAGGAGTCAGGTATTTGTTAGCAGCAGAGTANCANGTTATGAAA
TGAAATGNGAGGGTAAAGNCNGCTGNGATCTTAGTTTGTAACTAAAGCAATTCAAATTTA
CATGTATTTAAGCAAGTTTTGCATTAAAGTTAAACAAGGAGCTTAAAATTATGATNGGCA
GNGAAAAAAAAAA
>CL6162Contig1
CCCGGGCATTATGGCCGGGGTGTTTCGGGTTAGTCAAACTGTTTATCTGCTTCCTAGATA
ATCATTTCCCATTTTTTACCCAGGTTTTTATTTATACTCACAGATACTTAATTTTTACCA
CCAATTTAAAGCTGTTAAAAACATGTCTGCTAACTTAAAAAATAGTTTAAATTGGCTTTA
AAAGCCTTCAAGTGTCAATTTTATTTAGCTAGTAAAGCTAACGAATGCTAGCTAACGCAT
TTGATTCGATAGCTAAACGCAAACCTTTAAACAAACAACACCAAACGAACTTCACAGAAC
CAGTCTGTGAATAGATTTTAATAAAACGCATTTCGTGAAAGTTGTTTTAAATAGTTTTTC
AGGTTGAAAGTTTTGAACTGAAGGCTAACTTTGCATTGCCGTGTGTTTAGAAAACAGCTA
GTTAGCCACATTTGCTAACAAGCGATGAATGAAACGTAGTATGTAAAAGTATGAGAATAA
AAGTAATAGAAGTTGGTTATTGTAATAAAACTGTGGCGAGAGCACGCTGATGGGGGACGA
AAAAGAGACCTGGAAAGTAAAAACTCTTGATGAAATCCTGCTAGAGAAAAGGCGCAGAAG
AGAATTAGAAGAGAAATCAAACCCTAAACGCCAGAAAAATTGCGCACCAGGCCTTGTTCC
ACAGGCGAATGATCGGGAAACCAAACGAGACACTCCGGAGGAAGGAGAACTACGTGATCA
AAGAATGGAAATAACAATTCGTAATTCCCCATATGCACGGGAGGACTCATTGGAGGACAG
AGGGGAAGAAGACGAATCGCTTGCAATCAAGCCTCCACAGCAAGTGGCAAGAAAGGAAAA
GTCTCACCACAGAAAAGAAGAAAAAAGAAAAGATAAAAGACGACATCGAAGTCACTCTGC
TGAAGGAGGAGGCAAACACGTGCGACCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACC
>CL6163Contig1
GATCACATTTGACTTAGTAATGACACAGTTTTATTGACTGATAAGAACACAAATAGCTAT
CTACAATGACAATGAGTCCTCTAAGCTCACAACAGTTATACCTTTTTTGTTTTAACAAAA
AATACATACAGTAAACATGCCATTTGATCAAAATATCTTTACACAAAATGTACATTTCTA
TACAACAGTAGTCAGTTACACATGTCTACAAGTCCCATGTTTCTTTGCTTAAGCCTGCAA
TGATTTCACCGAACCGTCAGCACAGAGTTTTATAACAAAAGTCATTAAAAACAAATGTGA
AAAAGATTATTTACAGAGCAAAAACAAAGGAGGTGATGAGCCAGAAATGTTTCAACGTGA
CCCAGAGAGGTTACCACAGTTAGAGGCTGTTTTTAGTCTGTTATGATTTTTGCAAAACGC



ATACAAGACTGTTCAATAAATAACAGGTAACCAGCATAAAAAAGTAAACGGGCGGCGGAG
CGTTGTCTCCTTTTGCCAGGTTTCTGGTTCCAAAAACCATCACTAGATGTCATTTGACAT
TGTCATTGTTCACCAGACCCCTTAAAATTAGATGAAGGCAGTTTTTTCTGTTTATGTTAG
TTTTTTTTCATTGCCAGGTTTGTTAAATGCAGTTATGCGAGTTTAATTTTTCCTCCCAGA
GATCCTCTGTCCAATCATGAGTCCNATCTCATCTTAAAGATTATNAAACCACATAATGCT
AATATTTAACATTAANTGCANTCAGGAGC
>CL6164Contig1
TAGCACAAGGGTTAAGGAGATCTTTCAGCTGGAATTTTAATTTGTATTTNAGAGGTGAAC
TCAGTTTTAATTTCTGGATCAGCAAAAAATCTGACGTTAAACAAATAATTTTAAATCAAT
TCCTGTCTAATACAAAAACAAAGTAAAAAAGCTTTTTCACAAATCTGTGGCGTCCCTTTA
ACCATCTAAACTGCTTTCAGCAAATACAACTAAAACAGAACTTGAAGCACTTTCAGGTTT
CCTTTTGAAGATTCCCTTTTTTTCTTAATAAATAAGGGAATTCCTTCCACGCAGCATGAA
GTCCCACAATGCACCACTACACCAGAGCCCTGAGCAGGAAGGACAGCGACGCTCCGATGG
ACAATCCCAGCGCCAGGAAGAAGGTCATCAGCGCCCCCGCCGTCTCTGCGTCTTTGGGAT
CCACCATCTGTGGCCCGTACGACATGGAGAGGCACACCAGGTAGCCGCTGGACAGGGAGA
AGAGAATCATGATGATGATGAAGGCGGCGTCGTGCGTGAAGAAGGCAGGAAGGTAGTGGC
GGGGCTGGACGTTGCACAGCATCAGCAGCGGGACGAACGCCACCCTGGAGACGACCAGCA
CCGGGAAGAGGCGGGACTCTTTACGGGGCCAGCGAAACATGGAGGTCGCCGTCCGACCGA
GCCAGTCGCCGATATTGAAGGTTAGGAAGCAGCAGACGGAGGCGAAGTAGAGCTCCCATT
TTCCAGGAAATGTGGTTCGAACATCCACAGTGACGGCCGGGAACACGGACAGAGTGACGG
AGAACACGAAGGTCACACAGAAGGCCATCACCCAGATCTTTTTGAAGACCTCCAGGACCG
AGGCTTTGGCCTGGACCGCCTGCTGGGGCAGGGCGGCCTGCGTGGTGGCGTCTGACCTGC
AGTCCAACTCGGCTTCGGTCTTGCTCGCTGCTGTCAGCGACCCTC
>CL6165Contig1
TTTTTTTTTTGCATGAAAAAGAAACATTTATTTTATAAGAAGTCAGATACAGCCTCAAAA
ACCAGACTGTGTATTTTTAACTTTAAAGCCCCCCTCCTCAGAGGAGGGAGGCTGTCAATC
ATTGGGATTAAACTTTTCATAAAAAGCTCAGTTTCTGAGAGAGGAGGTGGTGGGGGGTGA
ACATGTGGTCTGGCCTGCAGAGCTCGAAGGATCTCTCTGTCAAGGTCCACAGACTCCTCC
ACGGGCCTTTTCCTCTTCTTTCTTGATCCATCTTTTGGCTTGTCTTCAAAACGGTCTTTC
TCCTTTTCCTCTTTGAGTTCCACTTCTGGTTCTTCTTTGATCTGCACAGGATCTGGTTCC
TCCTCTTTGATCTGAAGAATTTCCATTTCCTCCTTCATCTGCAGATTTTCTGGTTCCTCT
TCTTTGATCTGCAGAGGTTTGTGTTCCTTCTCACAGATTTCTGGAAATTCTGTCAGTCCG
GCGGGCATGGCGCTTCGGTTCGGTTCTGGTTTCCCCGCGGTTCAAATGGTTTCTAAGGTG
AACGCGGCCCACGGATTCTGTCTCCGTTGATAAAATGGAGCCGAAGAATG
>CL6166Contig1
GGGGGGGCTCTGCTTATGCAGGTAAGAGCTTTGTCATCTTGATTAGGAAAACTCTCAAGA
AACTGCACATCAAACAAATGTGTGACCTTAGGTTGACGATCTCGCTCCTCCTCCAGAGAG
GATGTGATGACATGAAAAAGCTCATGAGCATCCTGCTCTTCAAAAGAACTGATGTGCCAG
CGATACAGTCTGAGTACATCAAGGAGGCAACCAGCGTCAAGAACATCTTCTCCAGGTTCA
TCGCTACTCAGAGCTTTGAGTAGCTGCAGCAGCGTTGTCGACAGCTGGTTGTCTTTGCAT
GATTGAATGCTGGGCAAACCTGAAAATTTCTCCAGCCACCTGATGAAGGACGGACACGCT
GCCAGGCCTTGGAGCAAAGCGTTCAAAAAGCAGGTGTTTCCCAGATTCAGCAGACCCGGA
GACATGCCTTTCTTTCTCTTCTTTTTCACTGTAATCGGGCCCCACAAGACATAAACTCCA
GCTGCAACAGCAGCTGCAATCCCCCCAATGACGCCCCAATTTTTGATCATTTTGTTTCTG
ATTACGGATCCGGTGCCAAGAAACCTCCCAACAAGCTTATCGCAGCCTCTATGTCTGAGC
CACAACATTCTGGCGTCTGGCGAGGAACTAATTTATTGGCGGAAGATGTTTTAGCACGGA
CCCTTTAAAGAGCGTACTACGGTGTCACTTTGATAAAACTCCGTCCTCTGAGGCTTTGCT
GCATACAAATACAGTTATTGTACCATACTCTGTAGGAAAAGTTAATTATCTTAGAAGTAA
TCCAATTATATGTTGCTTTAATGAGTTCTTAAAATAAAAAGTTAGCAAAGTTATCTAATA
GAATAATATTGTAAAGCTCAACAACAATACATTTATATTAAATCTATTAAAAT
>CL6167Contig1
ACACCTAAACCCACCACCACAACACTTAAACCCACCACCACCACCACAACACTTAAACCC
AACACCACCACCACAACACTTAAACCCACCACCACCACCACAACACTTAAACCCAACACC
ACCACCCCAACACCTAAACCCAACACCACCACCACCACACCTAAACCCACCACCACAACA
CCTTAAACCCACCACAACCACACCTCCTTCAACAACTCCCTCAACCAACTTGACAGTTGG
AAACTACAATCTGACACTCAAAGGACAGATATGTCTGATGGCCCTGATGACTCTACAGAT
CCGACTCACAACTGAACAGGCTAACGGGACTTTTATTGTTCAGCCATCAAAGACGAAAGC
TACTGGTGAATGCGCGGAAACGAATGCCAAATTAACCCTCACTTTCCAGGAAGGCTACAT
ATATTTCCACTTTAACAAGAGTGAAGACATGGTCTACGCTGACACTCTGTCTTTCAGCCT
CAACTACCCCTTCGAGAAAGGAGCTAAACTGCCATACACTGCCTCCCACCAGTCCTTGCA
TCTGTTCTCTGCACGGACCGGACACTCGTACTCCTGCAAGAGTCAGTCTGTTGACATGGG
CAAAGGACTGTATCTGGATGTGACTCAAACTCGACTGCAGGCCATTGGTCTACAGAACGC
CAACTTTGGCAAACCGGACGCCTGCCCTGCCGACCAGCCGGACTATCGGGTCGCCATCGC
GGTGGGCGTGACCCTGCTGATACTCATTGTGGTGGTGATAATTGTGTACTTTCTGGGTCG



CAGAAGGAGGACGGAAGGCTACCAGTCTCTTTA
>CL6168Contig1
CTTTTTATTTAACGAAACTTGTCCTCTTCAGCTGAGAGACTTCAGACAGCTCACGAGTCC
ACATATCGTAACAACGTCCCTGAAGTTGTAGGCACACTTTCTACCAGCTCTGCACCAACA
ATGTCATTGATGTGGTATTTTATATGGAACTTCACATGAGAGGTTGTTCTTCGTTGTTCT
AGGTCATCTTTTAATACTTCGCCATACTTGGACTTCTTCACCATGCCGAGCACTGCTTTA
CGCCCTTGTATAAAGTACTTGATGAATTTGCCAGTGTTGGGAATGGACAGCCACCAGCTG
CCTGCATCCCTCACAGTCAACACTCCGGATTTCACCAACTGCGTTATCTCCGAATCTGTG
AAGAGAAACTCCCTCAGCATTTTGTCTTTGCTGAAGCTCAGATCTGTGCACTTGGACACT
ACTTTCTCCAAGAACTTCTCCACCGTCGCCCGGGTCGCTTTCCCCTCCTCTCCCGCCAGA
ACTTTGGCCTTGTAGTCCGACGCAAAAACGAGTCCAAAAGCTTCTGCATCAAAGCCAAGC
TGGAACATCAGCAGTGATCCGGACTCGCGCAGTTTATTCACTTCCTTGTCAACCATTGTT
TTGTCATGTATGCTGTACAGTTGGTGCTTTAGCACAATTTGAGGTACCGCATCATTAAAG
AGTTTCCTAGGAAACAGAGTCATCAGGTCCATAATGGTGGATTTAATATCACCTTGTCCA
TCTCCATGATCATCCACAACTCCAAATTTTTCGCTTCCAGTTTTTCTTTTCTTCACCTTG
AAAGTGTCTGAAACCAGAGCCCGTTTCCTGTTCATACCTATCTGTTAAGGGAAAGACTTA
AGTTGCGCATGACTTGCTCTCAAACAACGCACAACAGTTAGTTCATTCAATTTTACCGAC
TTTTTACTCCAAACTGTTCTTTAAAGATGGAGTGGAAGATTCATGTAGTCCCCGGCCATA
ATGNCCGGGTTAANCGGCC
>CL6169Contig1
ATGCCGTGCCTCATCAGCACAATGCGGGAAAGCTCGGTGAAGGACTCGACTATGTTGAAG
TTGCAGAGAGGACTGACCTCGAAAGAACGTCATGCTGTTCTTCTCTGCGTAGGCTCTAGC
CTGCTCTGTTGGCACCTGCCTCTTGTAGGCCAGGTGGAGGCGGTTCCCCACAAGGATCTT
GGGCACACCTGGAGCATGCTCATCGATTTCCCGGATCCAACGATCAATCCCATCAAACGA
CCAGCTGTTGGTGATGTCATAAACAAGCAGGATGCCCTGTGCTCCACGGGAATACGACCT
GAAGATGGTGCAAAATCTTCCCTGCCCCGATGTGTCCCACAGCTCTAGCTTCACTCTTCT
ACCGTCTAGAAGAATTGTTGTGGTCTTGTAATCAATCCCGCTGCTGTAGGCGTATGGAGA
CTCAGCGGATCCGTCCTGAACGCTGTCCAGGATTTCCCCTTTTCCAACATCGCTGTCTCC
CACAAGAAGGAACTTCAGGAGGTAATCATAGCTCTTCACGGGACTGCTCTGAGCTCCCAT
CATTCCACGCATTGGGTCCGGTTCCCAGAGAGCTTCTTCAGCTCGACACGAACGTGTTGA
TCGAGGCGGCGGGACAACAATAGGAGATCCCCGCGGGGGCAGCGAAGGCTCCGAGACCGC
CGGTGTCGGAGGACAAATTTGGCTAGACGCCGCTTTGGAGTTAATTACCAACTAGGGTTT
TGTTGTCTCTAAAAGCATGAACAAGCGCCTTATTGATCAAAAATGGCAAAAGATCCCAGA
GACTTTTTGTAAATACAGATAATTTTGACGAAACGATTCATCAAAACAACAAGCTTGCTA
GTTTAGTTAGCCAGACTGCTAACATCAGCAAATGAATCGCATTATTTAACAAACAACCGA
CCCATGCGTGACACCAACCAAGCAGAGTAAGCCCAATCAGCAACGTTTGAGTTTATCATG
AAGGAAAACTGCTCCAAAAGAACGAAAAGACTCCAAAAACAAATACACTACGAACATACG
AGAACAGTGTGTTGGAACACCCGGATGTTACCCCGGCCATAAGGCCCGGGTTAACGCGCG
CTCAGAGACCTC
>CL6170Contig1
CATTAACCCTCAAATACAAAAGGGGGACTAATCTTGATAAAAATCTATTGTCATTCTTCA
CTTTTTATTTTCTCCTGTTCCTTTTGGGCATGACATGTACCAAATCGTTACATTTCAAAT
TGTAGAAGAAAATGCTTTTTAGACAACAGAAACATATCAATAAATTGAAAAAACAAAATG
TTGTTCTTACTTTTTGAGACCCAAACTGATACTGTCTCGTAGAGGCCGTGTCCCAAAAGA
GGTAAAGGAAGATTGTAAACTGTAATGGTTTCCAACCCGGGGTTTACATTTGATAAATAA
TAAAACCATATCTGCTCCAATCCAGTGAGGTTTGTTTTGGCAATTGAAGGAACATAACTG
CAGATGACATCTCCTGAAGGAGATTCAATGACTGTGCTTTGTAATTTCTCTATGCTCGCT
AAAAAGACAAAGAAACAAATGTAAAGCACTTACAGAGCTGTATATAGGTGTAAAGAAGTG
TCAGCGACGAAACATGTCGGTACATGAAACATACATACACTGACCAAAAATATAAACGCA
ACACTTTTGTTATTGCTCCCATTTTTTTTGGTATGAACTCAAAGATGTGAAACATTTTCC
ACATACNCAAAATAACCAGTTCTCTGAAATATTGTTCACAAAATCTGTCTAAATCTGTGA
>CL6171Contig1
GTCTGAACATACAGAAATGACAGCATTGGTTTGAGTCAAGTTTAAAATGATACAGACAGG
TGATTTCTGATGACACAGGAGAGAAACGGAGAACCGAAAGAAACTTTGTAATCGGGCCCA
CACTTTATAATCCAAAAGCACGATGAACAGTGGCATCCTTGATGTGCAATGTACTAGAAC
CCTGTACAGAACACAGATGGGCACCACTAACGGTGGAATCTCATTTAAGGTTAATGTCAT
TTTAAACACTTTTTTCAATTCCTACAGAAATGTCCTCAGCTTATCCAGGTAGGGTTCTGT
CTTTAGGGGGAAAGCAGGTGAGGTGATCACAAAGAGAGGTGACATTGTCCTGCGAATCGC
CTCCCCTCTGCTTAAAGTGCACTTTCGCCCTTCTGAGAAACTGCAAAACCAAGTCTGTCA
CTCTGACGCGAGTTAGCTCTTCTCAGGTCGGTTCCTGTTCAGAGCCGCTTTAGGTGTGAA
CTCCAGTTTCTCTTTCAGGCTGAGCACCTGGGTGCCGTCGGTCCCCGCTTGTTCCTGCAG
CTTCCTCTCCTCTCTCTGTTCAAATATGCTCTTTTCTTCCTCTTGTGGTTTAGGAGTCCC
CCTAATGAACCATTCCAGGTTGTAGCCCACTGCTCCCACTACAAAAGCCACAGGGAAGGT
GACATACGGCGCGTAAGTCCGCAGCGCAGTCCACAGCAAAGGCCACATAGCTGGACATCA



ATACGGCTCCTTTACCATTAGCATTAGCACGTTAGGTGCCGAAGTGACGCAATTTCCGTC
AGTCTCGTCCC
>CL6172Contig1
TTCGGCACGAGGTGAATAAAGGAAATCTTTCATTGCCCTGCCTCATTTCTACTCCCACAG
CTTGTTTTAGGCTCTAGCAGGAGCACATTTGTTTGTCTGGACTACCTTTTTTGAATAATA
ACATTTTGTTTTCACAGAAAGGATTAAAGAATGTGTTTGATGAGGCAATACTGGCTGCCC
TGGAGCCTCCCGAGCCTAAGCAAAGGCGTAAATGTGTTCTGCTCTGAGTTTCCTCACGCT
GGTCCTCATCCTTCTCTAAATTTAACTCCATGGGATACAAGAGGGTTTTCTGCAGAAGCA
CATTCCACCACAAGTTGAGATATAAAATATTAACCATCCCACTGAGTTAACATGAAAGCT
TCTTTTTCTTATGTAAAATGATTTTGAGACTGAAAAACCTTTGATGTCACTTTAAATGTA
CATGATGTAAAACCTTACTGCTTAGGCCGCCNACNAATTGAAGACGGTTAAAACAATTTT
GGGAGGTTTTATTCCAAAAGGACCAATGTGGATTCCAGGAGTCTTTTTTGTTGTTGTTTT
TTTTCTTGTTTGAGTATCATGTAAAAACAAATGCTTACATTTTTGTGTAATACTTTTTCC
TGTTGAAATTGTGACCTCAAGCTCCAGTTGGTTTAGACTGTATTTCTCCTGTTTTGGTCA
AAGAAGAATTCTTCTCGCCATCTGGAAAAGTTTTTTTTTTTTTTTACNCCAAAAAGT
>CL6173Contig1
ACATTCCCTTTAGTTTGCATAGGTCATACAAACTAAAACATGGCAGTTTAGACTGTATTT
TCACATTACAGACTATAAGAAAAAACGTTTTCAGACAGACCCCAGTGCTGTGACACCAGC
CTGGCTTCAAGCATTTTCTCTGCTACAAGAGACCTTTTACAGCATTTTCGATCAAGCAGA
TTTTATTTTTGTGCAAATACAGAACAAGTTGTTAGGAAATTATTGACAGACTACTCTAAA
ACTGAAATTTAAAAAAAGTATCTAGATTTTAAACATTCTTTAAGAACTTTCATTATTTAA
CTAGAAAGGTTACAGGTAGTAAAAGTTAGTACCATCTGGAAGAAGAAAGTTAAAAAAAAC
ACCCTTCAAGCAGTGCACATTTAATAAAAACACAAACTCAAATCATAATAAAAACATCAT
ATAAAAGTCTTTCACATTATGCATCATATAAGACATGTATCTCTTTTATATAAGCATATT
AGATTTGCAGCATGCATGAATGGAATTCACTGGTTTCCATTGGTCCAGTTCAAAGCCGCT
ATTTATGCTTTTTCATACATAATAGGCACAATAATAATAGTATTTCCATATTTTCTTAAT
ATAAGACACATTTTTTCAGCTGACGCTTCTCCAAGAGGCACCATGCTTCGTACACAGGCT
GCTTTGTAAACAACATTTTTGTTTTTTCAGGAATTTTGACTACATATTTGAAAGCGTCAC
ATTTCCATTTACAGCTGGGGCGCCAATACAACATGAGTTTCAATTCACAGCTGCAGAACA
AAAAATCATCTTGCAAACAAGGAGCCTTCCATTGAACCCAACAGATTGTAAGGAGATTAT
CAACTTCTTATAATTACATCAATTTCCTCTCAATGCACATCAGTGTAAATACAGTATCAA
GTATTTGTTTTATAGCACAGTGCTGCAGCCTTTTTTAATATGCAGCTNGAGGCAGTCCAT
A
>CL6174Contig1
TGGAGGAAAATCATCTGTGATGATGCTGCAGCTCACACCAGGTGCCAGCAAGCTGAACAA
ACGCTCAGGGAGTCTGCAAACTCTTTGAGCCACAAACCTTGTGGTCTGACGAGAGACATT
GGCACGTCTAGGGTGGTGCTATCCTGCATCCAGAAGCTAGCTACCTCAAAGCCATCAGTC
TCTTTGTCTGGTCAAAGCTGCAGGATGACCAGGTCTACTACTGCTAATATTCAGAAGTGC
AGCATGCCTAACACTCAGCGCTCACGCCATGATGAATATGTGCAGGCTGCCGGCGCTCTG
AAGCACCACGAGTCTCTGCGGCGGTGCAGGGTTTGCTTCTCACCAGCGAAGCATTTGTCC
GAATTGCAGCGGGCCACGTGCACAAAACCCGACTGTCAGTATGACTTCTGCACCCGCTGT
CAAGAGACTTTCCACGGCTCGACCCCTTGCAGGACTGTTCAACCACGATCCAGCGTCTCT
TCTTCCAAATCCACCCCCTCTTTACCAGGGAGCTCTCGCAGCAAGAGGAGCATCAGGCGC
TTGTGACAGATATTTCCACTTCATAGACTGAATCATTGCAACAAGCGAACCTCAAGCTGC
TTTTATTCAAGCTTAGTGTGCTAATGGCACTTTTCTCTAATGTGTCTAATGTAAGGCAGA
AGAAGATCTACACATGTAAAACTGCAACCCATTGGAGAAGCACTTAGATTCCTGCTGGGA
CAGTCCACCTGAATGTGCCTTTAAATGTAAATTTTTGTTTGTTTTTTTTAAAAAAAAGGA
GAATTTTAGGCTTTCATTTTCTTTATCTGTTTTTAAAATAAAGTATGTAAGTTCATTTTA
TAACGTTTTAGAATGTATTTGAATAAATGTCAAGTTTATTCCTTGCTTCTTATGACCTTG
TATGTAAATACACTTTTCATAAAAGTGCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACA
T
>CL6175Contig1
TCGGCACGAGGCAGACTCTGAGTTTGAGAAGGGTCTGAAGTTAAAAGGAAAAACTGCAGA
CGCTCCCAAATCTGCTGTCACACCCGTCAAAGATGAATACGAATTTGATGAGGATGATGA
GGAGGAACGTGTCCCTCCTGAAGATGATAAACACATTTTGAAAAAAGACTTCAGAAAAGA
ATCGGTTACTAAGACCAACAGCTTCATCTCTATACCCAAGATGGAGGTTAAAACGTATTC
CAAAAGCAACTCGCTCACACCAAAGAAAACTGTTAGGCGGATCATCTCTGACAGTAACAG
TTCAGACGAAGATGATAGAACGTTGTGTTTCACACCAGCGCCTACGCCGCGGCAACAAGC
CCAGCAAACAAATACCAAGACTCGGGATTCTGCCAGCATGAGCTCAAAACAACAGAAAGA
CAAAAATAAAGTGAAAAAGAAGCGAAAGAAGGAGAGTAAAAACAATGCCNGTAAAGAAGT
ACGGTTTGGTAAAGTCAACGACAAATTCTGTACGTCTGACTCAGATTGTGGTGACATGGA
AAGTGAGGACGATAAGGGCTTAAACAGTATAAAGGATCCCTCTGCAATGAACCTGAAAGA
ATCTACTAGTTTAAATGCATCATCCTCCTCCTCTTCCCACGGAAACTTGAACTCTCAAAA
ACAAACGCCATCCCTAGCAGAACAGCATCCGAAGCAGTGGAGGACAGATGGCTGGAAGAC



CGTGTCGTCTCCTACGTGGTCGGATGTTAGTTCTCTTTCAGATTCAGTCAGAACAAGGCT
ATCCAGCGAATCGGACTACTCCTCTGCTGATTCCAGTGTGGAATCAATCAAGCAGATCAA
GAGAAAAGGGCACGATAACAAAAAGAAAACCAACAATCTGCACACTAACACTGTGGACAA
GAAAAATTCTGACCTGTATAAAAACTCTGCTGTGGAGAGTGCCATCTCCAAAGCTGATGT
TGATGGAAAAGTGCTGAAGAAGCATAAAGTGAAACACAAGCATAAAAATAAAGAAAAGGA
CAGAGCTCCCAGCTTAGTGCTCAATCAAGACATGAATGAGAAGTTTGTCAAGAGCTACTC
TTTTGATTTTGATGATTCCAGGCAGAAGTCTTTAATTGTTGAGTTGGAGTCACCATCTGA
GAGCAAAGTGAAAGCATCCAAACACGACAAAGAACATGCAAAAAAGGAGGACAGGCTTGC
TAAAAGCAAGTCTGAGGAGAAGGATTGGTCATCTGGAAAAGATCTTCACAGACCGGCAAA
AGAGGATAAAAACAAGAAAGTAAAAGACTCCACCAAAGACAAGGCAAATAAAGAGGAGAG
GGAGAAGCCTGTCAAATGTGACAAGGAGAAAAACTTCAAAGAAAAGGAGAAACCTAAGGA
TGAAAAGCAGAAGGCTCACAAAGAAGAAAAAAAGAAGAAGTCCAAGGAAAAGTCCTCAAA
GACAGACAGAAAGAGTGAGCTTAAAGAGGAAAAACATCTAAAGGTGGAAAAGGAGAAAAA
CAGCAAAGACGATAAGGAGAAGTGCAAGAAAGAAAAGGCACTGAAAGAAGAGTCTGAACA
CGAAGGCTATGATGTTAACCGGTTCATGAGCCTTGAGGACACAAAGCTCAGCGCATCTGA
TGACCATCATGACCGATGGGGCTCTGATATGTCCTCCG
>CL6176Contig1
GGGATGCGCCCGTTAAACCCGGGCCTTATGGCCGGGGGATTCAGACTGGAGGCGCAGGCG
GTGGTGTCTTTCACGGTGCAGCCCTGACTCTTTTCTTTTAATTACTTTTAATATTTTAAT
ATCTTGCGTTGTCCTTCTGACATGCCTTTTGTGGAGGACCCAGCTCACCTCTCTATAGCT
CGCCTCAAGTCAGATTTACTTGCCCACAATGTGGCGCTGCCACCTGCAGCGAGCAAAAAG
GAGGTTTACGTGGAGCTGCACCTGAAAAACATCGATCAGAAAAACGCTGCGGAGTTCTCC
AGCGATGACGAGGATGAGACACGAGAAGCAGCACGAGAGTCTTCTGGTTTTGAACACAGC
AGGGATAAGGATCCAGAGGTTACACAAATGCCAGATCCAAGTGACTTAACAGACGAGTAT
CTGAGGGAGGCACTGCTCAAACATGGGGTTAAAGCTGGCCCCATAGTAGCCTCAACCAGG
ACCCTGTATGAGAATAAGCTCAGGAAGCTGCTTCTTCATTCTAATGGGGATGATGAATTG
TACTCGGATAGTGAAGAAGAGCAAGAGAAAGGAGATGATATAGAATCAGTTTTAGAAGAA
CAACAAAAACCTGAAGAAGCGAAGAAGATTAAAGGTGAAAATGACAAGGCAGACTTGCAT
TTTCACAGAAGAGATTATTCTTATCAGCAGTGCTTTTTACTATCATCAAGGCTGCGTGCT
CATCCTTCTAGAAACGAGAAACCTAGTTCCAAGAGTCTTTCAAAGAATGTGACAAAGTCA
TCAGAGCGCTCAAAATCCAAGAGCTCACACATTCTTGCAGGAGTTAGTAAAGCATCCTCC
ACAGGTCAA
>CL6177Contig1
GAGGCTGCTTAGCACTTTAGACTCCGCTCAGACATTCTCTTCCAACTTTTTCCAGGCTGA
TCTGCTTTCTGCCTTATTTTCCTCCTCAACCATGAGGTTCACTGTTGCCACTGTTGCCAT
GGTGATGCTGTGTGTAATGGCTATCCATGCAGATGTTAAGCCTCAGAAAGACTTCAACCT
GCAGAAGTTTACAGGAAAATGGTACCGTGTTGGCTTTGCCTATGACTCTCCAGGTTTTGC
GCCATACAGGGACAAACTTAGGGCATCCATGGGCATCATCACCCAGATGCCTGATGGCAA
CGCAAACCTCACCATGTGGGAGCTCTCGCCTCTGGGTTGTCAAAGCCTGATGTACCAATA
TAACAAAACCAATGTACCTGGAGAATTCATCTACTTCAGCACACGTCACAACATGTTGAA
GGACATCACAGTGGTGGACACAAACTACACTGAATATGCTTTGGTTCTTAAGCACAAGGT
CTTTAACAGAGAGTACACACAGGTGGCCCTTTATGGCCGCACACCAAGAGTTCGCTACAA
CATTCTCCAGAAGTTTAAGGCCTTTAGTTTGTCCCAAGGTTTACCCAAAGAGTCCATTTT
GGTTCCACCTCCAGCAGAGAATTGCCCGACATCTGAATCTGCACAGTAGGTTCCCTGATG
TTGCTGGGATGGAGAAAGAGGCCTCAGCTATGAAGTGCAGCTGTCAGGATAAACGAGAAG
TGGTGCACAGAACCAGAAAATTCATAAAAATCTGATATGGCAGGTTAAATTTGAGTGCAT
GGTTATTTCTGTAGTTTTGTTTTTATTCCCATTCTAGTCAAGAGTAAANAACAAAA
>CL6178Contig1
TGTGGTTTTTATTGAAAGTTTTATGAAAGACAAAAACTAAACTAAACCTGTGAGGTCCAG
TGGTTAAAACAATGAAAGGCCCTCAAACGTTGGGCCATCTGCAGCAATAAGCAAGTATTG
ACGAATTTTCTCTGGCTTCTAACATCATGAAATAAAAGAAAAAACATGACAATATATGTC
TTTCCCAAGTTGAGCTGAACAGAAATGTTGACATTGTAATAAATATACATCTTACCATAT
TTTCATTTTATTGAACGGAGCAAAAACAGCAAGAAGAAAGAGTATCAGGAACAAAAAAAA
GATTTGAGCTCCTTATTTTTAGGCTAAATATGTAAACTCTTTTTAAGTTATAAACATGTA
AACACTTTTAAAAACTCTCAAAAACCAATCTAATCATTAAAAAAGGGAAAACAGTGATAT
TAAAACACACATTTTCATAGCAAGTTATACACAAATGTAATAAGGTGATCTTTTATAAAG
ATTAATAAAAGCAAAATGGGAAACTTATATATTTAGAGGTTAATTTTAGTCAGTTTTTGC
TAATCATCCCACTAACAAAACAAAAGAATGATCTGAACCCATAGACCCCTATTGTTGCAA
ATATGCAACAAACCACATGGGAAACAAAATTACCTTAATTTAGCATCTACATGAAAGCAA
AAACATAAGTATTTTTTTTTTAG
>CL6179Contig1
AAACAAATNAGTNANCGTNTTTAGACACCCCTGATATTAACTGGAGTNGAAATGTTTCAA
AAACTAAATGAATCCGAGATTTCAGGCTCAGATCAGCTGNGACCNGCAGGCACTCGTGCA
TCAAGTTTGGTCTTTTTGCTGATATGCTCGTGTTAATCATCAATCACAGAAATAGGAACC



TCAAATGTGTTATTTTGTAATCAGATGAATGGCCTTTAGGGTTTGAACTCAGCAAAGATG
TGAATCAAACGCCCTGAAAGCAGCAGAGCAGCTTTTAGCTTTGTGATGGAAGAGAAGAAC
AGCTCCAGCTCTTTCACACGTCCAAGTGTGATCATCATGTCTGCATGACTCCCTGGATTT
CTGTCTTTCATCAAATTAGGAATCTTCAAAGTCCACATGGTCTCAGTCACCTGCTCCCCA
GCGGAGCTCCTGCAGGAGCCCTCAGCAGGACATCAGTGAGACGGGGGTCAGCAGGGGTCA
GGACTGAATCATCTTTTTCTGCGGATCAAAGACGTATCGCTTAAAACGCAGGAGAACGCT
GACGGGCTGGGACTCCGCCTTGGGCTCCTCTTCCACCGCTGCTGCTCCTTTGCTGCTACT
CTTGCCTTTCTTCTTGGAGGCGGAGGAGAAAAGCTGCTTGGTCTCTGGGTTGAGACCCTC
CNGGATGTGGATCTTAAACTTGCCGCTCTGTCCAAATCCGCCCTCGATGACGCCGCTCTC
GCCTGTTGACAGCGTGACCTTTAACCCCACAAAGAGCTGGAGGTTGGTCTCTTTCTTGAA
CAGGCTGCGGCCAATCACGGNGTAGTCGTCGGTCACCCTCTCCACCTGGCCTTCCTTCTG
TTTGGTCTTGTAAATGCGCAGACGAGGCAGAGACGTCTCAGCATAGTGTTTGTCCTCAAA
GCCTTGCAACAGGCGGCCTTGGAAGGCCAGCCGGCATGTGTTGGCATGGATGTCCGTGTC
CAGCTNGGAGCCGATGACCAAACAGAGCGCGGGACAGGTGACGGGCCGCTCGAACTCCAG
CAAAGCCCACTGCTCCGGCTCGGGCCCCCCATCCCCCTGACTGCTCACGTATTCGTCCTG
ATGAAGATACTCTCTGTCCAAATTGAAGGGTGCTTCCAGCGGGGAGAGCTCCGG
>CL6180Contig1
CGCTCATTGAAGGACGTAAACAGACTCAAGTAAAGGTCTATCACACTCACTAAAAGTCTT
GATTTAAGAGAAACTACTATAAGGACAAAAGAAAGTTAGGTCTATTAGAAAACTGAATGC
ACTTGGCATCCGTGAATGTCCACTTTTTCCCGTGTTCCTCTGGATGGACGACAGCTCAAC
TGGCCCTTCGTCACTGTGGCGCCTGGCTGAGAGGAGGAGCAGGAAGGCTGGCTCTGGAAA
CATTTTCAGCAATGTGAATTTGTGGCAGCTCCAGAGGCTGTTCAGGGCAGCAGGAGACCA
CGATGCAGAGCAGAGAGCCAAGCTCGTTTGGGGACTCGGAGATGAGGCAGACCTGGCCCA
GGCCTTAATAGGACTGAGAGCTCGAAGTCACCGCAAAAGGCTGCGGACTAATGAGAGGAG
TGCACTGGGTTCACACTGGCTGCAAGCCTTCAGTCACCTCAGGATTGAAGAAATCTCGTC
GGGCAGCCAGGTTCAGGAGGCAGATGAAGAGAGCGATTTTGTGTCAAGGTCAGAGTCCCA
CAGACAAGTTTCAGGAGAGTCAGAAGGAGGATCGGGAACTGCAGAGGCACTACCAGAGAG
CCAATGCCCTGAGGGGACAGCC
>CL6181Contig1
GCTGCTTTTTTAATAGTCATTTCATACGCATGGAACACATACACAAAAAATGATGACACG
CTGTCCGGAAAGGAAAAGAAACACACACAAGCCCATGATGTGACCTTAAATGTGAAGCAA
ATCCTGATTGGTGAGCTGCCGGTTCTTTAGACTTGATGATCATCACAGATGAATTTACGA
AGCGTTCTATGCACTTATGAAGTGTAAAACATAAAAAAATGTCATCAATCACAAAAGTGT
CTCTCCTCTTTTGGGGTTTACGTTCACATGGATGCACATTTGTCCAGGAAAGAGCTTCAT
TTGCAGCTGCTGCCCCGGGCCGGCGTCAAACAGGAAGTAGCTCTGGAGGACTCTCGCCGT
AGCAGAACTTCGCCTGCGGGTTTCGGTACGTGTTTTCGTGCTGGACGCTTTGGGAAGACG
TCCTACACTTGGCCAGGCACAACTCGAAATGATCCTCCACGGCAGTGAAGAGGTTCTGGA
AACCTTCGGCTGCACGATTCAGGAAGTGCTCGAGGAGAAGTTGCTTATCTGGCTGCAGGC
AGCAGGACACGCAGTACTCATAGATGCTGCAGCAGCCGTTGGCCAGGCAGCTCTTACAGA
TGTGCTGCCTGCTGTTGGGCGCGTTGACGTTGCAGCAGCCGTTAACCAGCAGGTCCTTCC
TCTCGCACACGTAACCCAGCTCGTCTGTCAGCAGAGACTTGCCCTGAATGGAGTTTCTGC
ACTGGGTCATCTGCCGGCTGCTGTTGCCCAAATTGAACCGGACTTTCCAGGGAATACGGT
GATCCGGGTCTCGAACCTGCAGGAGTGTGCGATCCCGTATCGTCCGCTCCTCCTGTTTGA
GCGTGCTGGTGAGGAAGTAGATGAGAGAAAGCCCAAAGACGACCCCCAGCACCCAGCGCT
TCCTCAGTAACCTCCGTAACACCATCATCATGGCATCGCTTTCACGAACAATGAGCCTCA
AACCTCCAGAAACACCAAACCTCCTGAGCGGACAGTCTCCAGTTTCCCCCTAACTGTAAC
TACCTAAAATGAAGAAAGAACAAGTCTCGTGCTGGAGGCAGCTAGCATCAGAAGCTAATT
TCAGATGTCTGTTGTTCTGGTCCAAAGTCTTTTACAAATAGAAGCGACTGCAACCAAAAA
TAGAAACGAACTACCCCGGCCATAAGGCCCGGGTTAACGCGCGTCCACAG
>CL6182Contig1
TTTTATTAAGCTTNACAAAATCNCTAAAAGCTTTAAGAAAAACTTCCACCATCACCACAA
AATCAACCCATAAAAAGCTAAAAGCATAAAACGCTTCCAGGCGGAAACCCGAACGGAAAG
AAAAGTGTACAGACCGACAGCACAACACAGACGGAGGAGGCAGGAGCGAGCAGGATCAGC
TGCTCGCCATGTTAACCGCCGTTCCCAGGACACGAGCGTGGCGTTCGCTCATCTTCACCT
CTTTTCCAGAGTCCTCTTCCTCTGTGGCGTCTCAGGCTGGTCATGAAGCTCCGCCTTGAA
ACGCTCACACCTCATTACGCCCGGCCAATCGGAATCACAAGGAGAAAAAGATCAGAGACC
ACACATGGAAGCCCCCCGTTCTCCCCCCATAGATGTCGGCGTGTGATTCATGTCTGCTCC
ATTCTGCCCCCAGATGGACGGGTGGGGCTCAACAGGACGCAGAGATGTTTATAGATGTGG
GGGTTGGGGGGATACCTAAGTGGAGGGTGAGGGGGCCTTTCTTCTCCTTTCCCTCACCTG
TTCTGCCACCCGTTTGCCCACCCAAACCTATGAAAGGAGGGTGGGGGTCTGCAGGCCCGT
ANGCGCTGTGGTGGCCCCAGGGTCGATGCTGGGGGGTTAGGGTTGCAGCGGGGTGCTGCC
CA
>CL6183Contig1
CATGACCAGTAAACAGCTCTAAATTTCCTTTTGACATAAGCAACGTTAGAAAAATACTGA



TGCGACACATTGAGTGCTGGCATTCATTCGACTGATTCAGTTCTTATGTTTTGAGTCTAA
CATCATTCCCTAAAGTTCTCTTCAGAACAGGACGCCTAAACAAGAAGAAAATGTCAAAAG
TTTTAATGTTTTTACAAAAGATGTTGAGGTGAAACGTGTGATTTTTTTTATTTTTTTTTG
CTTCAAGCCTAAAGTAAAAATATAATATATGCATAAAATTACTGAAACAATGAATGCAAA
ATAACTGCAAAAGGTGGTGAAAGTGAACTTCCTTTCATCGTGCACATCGCTCTTTTACAA
GACTGTACATTTTGTGCACTTTTTTCACAAACTCATCCCATTTGCAAAAAAAAANCCTCG
TGCCGAATTCC
>CL6184Contig1
CAGCTGCCTGGACCCATTCATCTACTACTTTGTGTCGGAGGACTTCAGGAACCACGTGAA
GAACACGCTGCTCTGCAGGAGCAGCCGGACTGTGGAGAGAATGAGAGTATCCTTTAGCTC
CATGAAATACTCCAAAAAGAGCAAGGCGTATGTGTCGGATTCGGGAACCACGCAGACCAG
CACCTTGTAGCACGAAACCCTTGTTGTCACGTTAACCCTCTAATACCTAAGCTGTTGCTA
GCGACAGCAAAGTAACACATGTTCCTTGAACTAGCGTAACTCTTTGACCATGTACACAAT
AGATGTAATTCTAACAGATTCTGATGCTGAGAAAAGCGACTATATGCAAAACTTTGTTAG
TACAGTAAGCGGTTTACGTTAATTGTGTAATTGTAACATATCACAATCCATTGGAGTTGC
CTATATAATGCTTTTCTTGAGCCTTTCAGAGTAAACTATATTCTTATATATGATAATATA
TGACCCATAGCACACTAAAGAATGTTTTTTTAATGACATATTAGTTATTTTCACAGTTCA
ATTGTTGACACTGCATGGTATAGGCCCTTTGCATAAACGGTTAAAAAGTTACGATAGCTC
AACGAACGTCAACACTAAAGCCAACGCTCAGGTGTTAATAGATTAACAAAGTTAGACTTA
CAAAATGTGAAAAAAACTGTGGTTAATAATAAAAAAACCTCAACTATTGTTGTTAAATAT
GTATTTTATATTGTACATAATGGTGGGGAACGTCTGTCCAAGGCCGGGGTTTGGTGCCAT
TCACGAAAGCAACTTAACAATTATGTAATGTTTGATGATGACGCTAATGCTAACTAGTTA
GCATGTTTAAGATGAGTTGTGCAACACTGTTTTTATTTTTTTATGGTTTCTCTGTATTTT
TTACAGCTACTAAAATGTTACATATTTTTTTATAAATAAAAGCGACAGAAGAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACATTTAAAAC
AAAAAAAAAAATAA
>CL6185Contig1
TTGGAACAGTTAAACATACGTAAACAAAATATGAACAGCCGTGACTCAGGACAACCTTCA
TCTGACCTACTCGTTGATAGAAGGGCGTACTTTCATGGAATGTGTGTTGGATAAGGCAAA
GGTTCAGCTAGAGTTTAACTTTTGTGTTTGTGATGGGGGTTCTACACTGTGTGTGTGTGT
GGGGGGGGGGGGGGGGGTTTTTCCCCCNTTTTNAAA
>CL6186Contig1
GTGTTAGCGCTGGATATTTCGCTGGTGGTCTGAATCGCATTTCAAATTTAGGCATCAACC
TGCCCGATTGGCGTTTGTTTGTCAGTTTGGGAGGCATTATTCCGTTTAGAGNNGGAAAGA
GAACACATTTACGGGAAGGAAATTAGCCTGCTGGCCCGACAGCAGCAGAGGGAGCATCAT
GGCAGCAGTGCTGGGACTTGTGGCTGGAAGCTACGAGCAGATCATCTTCGGTTACCGAGT
AAAAACTGCTGAAAAAGAGTGGACCGCTGAGGCCGACTTCACTCATCACACTCACACAGC
TTCCATCTCAGCTGTAGCTGCCAGCCAGAGGTTTGTTGCCACAGGGAGCAAAGATGAGAC
CATCCAGTTGTATGACATGAAGAAACGAACCGAGCATGGGGCTTTGCTGCATCACGATGG
CACCATCACTTGCTTGCAGTTTTATGGGGAGTCTCATCTACTGAGTGGAGGAGAGGATGG
ACTGATGTGTGTGTGGAGCACAAAGAAGTGGGAGTGTCTGAAGTCCATTAAAGCTCATAA
AGGTCACGTCACATCGTTGTCTGTCCATCCTTCAGGAAAACTTGCTCTCTCAGTTGGAAC
AGACCAGACATTAAG
>CL6187Contig1
TCACACACACGATGGCACTGTCCTGAAGTATTGATCCTGAGACTCGACTTTTTCTGAAAG
GCCGCGTCATTCTACCATCCTCAAACGTCCTGTACACGGCATGCCCACAGTCCACTATGG
CACTGTCAAGACTCATAAGACTTGGTCGACCCTCCACTATCCTCATCACAGCGGGGTCTT
CAAACATGTGTCCTCTGCTTAGTCCTCCCCTCAGACCCCTGCCTCTGCTTCGGGTAAAAG
GAGCAGCTCTGGGTAGATGGTGTCTTAGAGGGGAGCAGCGGTTGGCGTCTGATAGAAGAG
GTTTGGGTTCAGGTGGTGGAGAAGGTGTTTGAGGCAACGGCTCCCCAAATGGATCGCTGC
TGCTGCCGCCACCGTCATCACCTGAAGTACCGTTGGTGTCCATATCCATGCCAAACGTCT
CCTCATTGTAGACGTTTATCTCCTCATCCTCCTCAACCATGGCCTGCAGAAGCTCGCAGT
CCATGCCGGTTTCTTCCTCAGTTTCACTCCATTCTTCTCCATTCTCAGGCCACTGAGGTT
CTCTCGTGTCTCCTTCCTTGGGTGGCGGTTGCTGTTCTGTGTCACACATCGCGTGTTTTC
CCGCGAAAAACACACCTGAAGCCGTCGGTTCGTCCAACCACGTTACTTGCTTTTGCATGT
CCGACACGAAGGCCGCTCAT
>CL6188Contig1
CTCTCNACGTTTATTGACTGCTTCATAATCTACATTTATTTATGTCACCATTTGACAAGA
AAACATGAAAAAATGGATTTTAAATGCAAACAGAAAACGAGAACTCAGCTGCTAAACAGT
AGAGCCATTACTTTTTAGTTGAGTGATTTTTAAAAAAGCAATTTCTGCTCTGCTGTTGGC
TCTAGCATTAAGCTGAACTATGCTTTTACACTTTTACTTATGTGCAGAACTATATGTGTT
AGTCACATCTTAAATAAAAGTTAGCACTTCAAGTACTGTGCTGAACCAGTGAATAAATGA
ACATAAGAATCCACTTCAGTCACAAACATGAGTCATTTGTAGGTAGGACGTGTTGTTTGT
TAGGCCTTCATGGAAGGTGAGAGGGTTACTCCAAACTGCCGAGGCAATACGAGCAAGCAG



CAGATACAGGTGGGCATACAGAAAGCAAAGCAGCGTCCAATAAAAAAAAAAAGACAATTA
AAAAATGAATGGCATAAAATACTGTAACAGATGTTTATTCAACAATTTTAAAGCTGTAAC
AGGAATGAGCGGTGCTCTTTTACTCAAAATAAATAAATGGGGTTCAAATTTAACCAACTT
TTTAATCCTATTCAACCTTCTGTCTGAAAAAGAGACATATTTATAAGACTTAAATAATTA
ATAATAAAACAGGACAAAAATAATCTATCTTAAAAAAAGGAAATAAATAANCAACAGTAC
TGAGTTTGTGTTTNCTCAATACAATTTTTA
>CL6189Contig1
TCGGCACGAGGAAAAAATAAAGCAGCATCGTTTTCTTTGAATATCAGCATCTTCCTCTTC
CAGACACATATTTGGTCTTAAAGCTGATCTGGGATCAGCTGATTATTATTTAAGCTTTAT
CGGCAGCTTCCAGCAGTTTGAATTTTACTGCTTTTATTAACACAATCAGACTGTTAGCTC
TGTGGCTAACAAAGCCATTAGATTCAATGAAGAATGCTAGTCAGATCCGAGCCTGAAGGC
CTTGATGTTTGAGCGCTCCTCTGTGAGAAGCTGAGCTTTAGCTTTAGCCAGCCATCTCCA
CTGATGACCACTGTGGGTGACCAATGAGAAGCCTTCAGCCTCACACCTGTGCCCCCCCCA
CCATCAGACTTATTTAGCTGCATGTTTGACCACAGCCAATATCATCATAGAGAAAAGCAA
CAAAAAAAAGGAGAGAAAATAGAGAATTGTCATACTTATCCTCTTACTGATCGATCATTG
TTGTTATTATTAATAATATAAGTTTGTTTATTTTATTTTCTCGTTTGGGATGAAAAACTT
TTTTCTGGAATAAACGGAGGAAAA
>CL6190Contig1
TTCGGCACGAGGGACATTTGAAAGCATTTATTTCAAAATGAAGTGATGACAGTGAAACAG
ACATGGAAGAACCTGCTATTTAAAAAAATCATCAGGAGACAAGATATAAATGGTAAATGG
CGTATACTTGTATAGCGCCTTTCTTCCTACAAGGACAAAGCGCTTTACAGTCACAGACCC
ATTCACTCACACATTCACACACTGATGGCGGCTCCGCTGCCAAACACAGGCGCCTGCCTT
CCACCATAAAGCGGTTTGTGGACTGATCTCAGGTCTGGTTGTGCTGCAGAGGTTGCAGGA
GCGGCATGGGGGGGGGGCTTTTTCCACCTTGTTGCATAAAGACTCAGGAGCGACATGCTG
AAGCCAGACGGGCGTCTGTGGTGGGATCAGGTGGTCCAAGCGGGCCGATCTGCTGCAGTA
TGACAGGGTTACACACCAGGACACGTGCACGGTGCAGCGTGCACGTTTAGCAGCAGTGCG
TGTTCCCCTGCAGCAGGACTGACGGTCCTCTGGGGGTCACTGCGGGTGAAAGCANAGCCC
AAAGCCAACAAACCGAATCTGCTGGTATTTGAAGGAACCAGAGGAAAATGTGATGGGGGA
GGGGGGGGGGNCAC
>CL6191Contig1
AGTCTTAAATATTTCTTAAATATTACAAAATTCCATCCAAACACATTTATTGTATAAATC
TGAAAAAATTAGAACCCTTACAAAAGACGTTTCGCTTTTCTGTGTCGAAGTTCAAATCAC
ATCTTAAAGAAAGGACATGAATAAAGGTTTTTTTTTAAACGATTATACAAAACAATACTT
TTTTAACCCATCGATATCCCCTAATGTGACAAAAAGTGATTCCACTCCTCCCCCAACAGG
ATGTTGGAGGCTCATGCAAATAATTAAAACCTAAACACTGATCTTGTTGAAAAAAAAGGG
AACAATTCTTAATGTTGGTGTTAAATCTTGATCAGTCGTGTGGCAGTAGAATTAGCTTTC
AATTTCAAGTCTGATTACAGTGTGAAGGTTTTTTTTTAAACTGTTCAGGTCAAAGGTCAA
AGGTCACCCCCAGAGAAACTCCTTCCTCATATAACTTGGCCTTTACGCTGCCAGTTTCCC
AATGGTTCTCACTGAAAGGGTCTTTTTGACTGTCAAAGAGGGTAAGGGGGGCAGGAAATC
AAAGCATCGTCCTTGGGTCTGAATTCCTAAAANAGTCCTCTTCCTCTGAATCTGACGTTG
GCATGTCG
>CL6192Contig1
GAGGGGGCCTCGAGCTGCTTTTGGGCCTCCGAATGCAGTCACTTGTCCTTATCCAGCACA
GTCATCCTTCCCAGCCCCCCATCCTGGCTCGGCGTTTGGCCAGTACACTCCCAACAACCC
CCACAGTGCCCCAGCTACCTACCCAGGATCATACATCTATGGAGGCTACTGTTACCCATC
TGGGCCTCCCTATTCCAGCTCTCAGTCTTCACCTGGGAAGCCTGTACACAGACCAGGATA
CAGAGTCCCTCAGCCATACTCCTGAAGGCACCACCACTGCTGTCCTCCTTTATACTCTCT
GCTTAACCTTGTTGCACTATTCCTGCCTCTTACTTTCACTCCCCTCACCCCCCCCACCAN
ATNAATCAACTTAACTGCCCCAAACTAGTCTCAGGTCGTCGCATTGTGCTGAAATGTTTC
ACACTTGTGTTGACTCTCCATTGTTTGTGCTGTTGTGTTTCAATCACAAAGTCAACATGA
ACACAAAAATGCACTCTACCTTCTGATAAGTAAAGCCTGTAACCAATTGAATCAACTTTT
CAAAACTCCTGAACACCTTCCTTGTTTTGTTTCTTCATTTTCACCATGGGAGGTGTTTGC
ACAACCCCTAGTGGACAGAGGAGTAAGCTGTGACTTAACAAGCGAGCTACACTTCAGTTT
TGTTAACCAAAGATACTTCATTTGTTAACAGTATGTTTCAATGTTAATGAAATGTTGACA
AGGTAAGCTAGCTGCAGCTTCTCCTCAAATGCTAAATTCCATAATCATTTTTCATGCATA
CTGTAAAGAAAAGAAGTTCAGTGGAAAAGTATTGAAGGAAACAGCATAAACATTTCATTT
GTCCTCCTTTTAGTGGAGCAGATGCTTATCAGTGGGGCCACTGTACTTGCATACTACAAA
CATGTGTTAGTACCACCTTGGAGGAATTGTGAATGGGGCTCATGAGGTAAACTTTTTAAT
ATGGTGTCCAATAATGGAAAAAGTCAAAAACTACATTTGGTGTGAGACTGAGACTG
>CL6193Contig1
AAACCCGGGCATTATGGCCGGGATTTCTAGAGGCCAGGCGGCCGACATGTTTTTTTTTTT
TTTTTTTTTTTTTACTTTTTTCCCCCCTTCAACTGTAGCAGCAACAGTTGGAAAACAGGA
TTTGGACTCCTCTTGCTTCTATATGGGAATCTTTAGTATCGATGCGAACCTGAAGTCTGT
TATAATTTTTCACAGAAACCATTTAAGACCATTTTCTCTCAAAATCAGTACAAACTGCCT



TGTGTTATTTGTGAAATATACTATGTATAGTTTTATTTCATTTAGGATATTTGAGTTGAT
AGCAAAATTGTTGAAGATGGTTGTAAAGAATCAGAGGGAAGCAAATTAATTCTTCTCAAA
GATGTATTTCTACAAATGCACCCCCGCCAAGCTTTAAAGATGGAACTATGAGTGTCGAGA
AGCACCAGCAACTACTGTGCCACAACTACTAATGCCATAGTAGTCTTTAGTCACATGGCC
ATGAGAATGGTCAGCCCACATATTTAATGTGAGTTTGTCATTATCACATTTTCATAAAGT
AATAAATACCAAGTGNGTCCNAAAAAAAGAAAA
>CL6194Contig1
ACTCTGACACCAAGCCTGTGCTCGTTTGGTTGTTACCTGTCTGTTCTCCAAGTCAATCTT
GTTGCCCAGCACCACAAAAGGGAAGTTCTCGGGGTCTCGTGGACTAGCCTGGATCAAGAA
CTCGTCTCTCCAGCTGTCTAGGGTCTTGAAAGTGTTGGGTGCCGTCACATCGAACACCAA
AACACAGCAGTCTGCTCCGCGGTAGAACGCCACGCCGAGAGACTGGAACCTCTCCTGACC
GGCCGTGTCCCAAATCTGCATTGTGACGAGTCTGTCGTCCACCATGACTTCTTTTGTCAG
GAAATCAGCACCTATTGTGGCTTTGTACTGGTTGCTGAACTTCTTGTTCACATACTGATT
CATTAATGAGGTCTTCCCAACTCCAGAATCCCCAAGGATGATGACTTTAAGCAGCACTTT
CTTCCTTGATGTCATTGTGCTTTTTTGAACGTTTAACCTCTCTACCAACCCCTCGTGTCA
AAAAGCAGCCCCGTCCGTGCCGCCCCGGACCGTACGGGTGTCGGAATACGGGTCAACTTT
TGAACAAATCCCGCTGACGCTCGTCGCTTCTGCCCCCGTGAAGAACGAAGCTAGCCGCTA
GCAGGTAGTCCCCCGGCCATAAGGCCCGGGTTAAACGGCGCGCTGAAGG
>CL6195Contig1
TTGCGCACTTACACCCTGAAATGACTAATCCTTAAATGCCAACCTCTTTCGATTTTGTAG
ATCTCTTTTANCANACAATTACTCNAAATGTGTCAAATATAAGATGCTCCTTACTTGAAA
ACCAACTTTTTTTTCTTGATCTGCANAAATTTTTCAACATCCACATATACTCTGTTGTTT
TCCGTGTATTTCAGCATTGCTGAATAAACTCCTGCCAAATAACTGGTTCTTTCAATGTTG
GATTGAGTTTTTGCGCCATGGACTACCTCTGAAGAAAACGAACCACAGATCATTGTACCT
TGAAAAACCTGTCAAACTAATACTATTGTAGTCCTCACATCTCAGCTCACTACATTCATG
ACCATAAGTGAATGGGACTCACTTTGAAGGGTTGTTTCCTAATTTACCTCTAGCTGAGCT
ATGGTGGGTTATTTTTACACAAGTTGTGTTTTGGATATTTACTCTCTATATGTGGATAAT
GTTGTTCTGTGATCTTACTGATAGTTTCATACAGTACNTGATCCATTTTCAACTCTTGAA
AAAGTTGAAGTGTAACTTGAGAAATAATCTTTTATGCCTTACTGTTAACTCCCTTTGATA
GTTATGTTAGTGATATGTCTTCATCCAGTTTATTAATACAGCTCACAAACACCTGTGATG
TGTATTTTTGTTATGATTCTTCATCTTGTGATTTGTGCTACCCTGCTTCTTTATGCTTAC
CAA
>CL6196Contig1
GGTTCTACAATAGCAACAACAATGGAGGAAATGGCGGAGGCCAGCCAGTGTCGGAGCTCA
TCTCTCAGTTGCTGCGGGCTGAGCCGTACCCCAACAGCCGGTTCGGACACCAGTACAACC
AGCAGACCGGGCCCGATAATGCAATGGGCATCGACAATATCTGTGAGCTGGCCGCCCGTC
TGCTCTTCAGCACGGTGGAGTGGGCCAGGAACATCCCGTATTTCCCGGAGCTGCCCGTGT
CCGACCAGGTGGCTCTGTTGAGGCTGAGTTGGAGTGAGCTTTTTATCCTAAATGCAGCCC
AGTCCTCTTTGCCGCTGCACATGGCGCCGCTGTTGGCGGCCGCTGGCTTCCACTCGTCAC
CCATGTCCGCGGAGCGCGTGGTGTCCTTCATGGACCAGGTGAGGATGTTCCAGGACCAGG
TGGACAAGCTGACCCGGCTGCAGGTGGACTCTGCAGAGTACAGCTGCCTCAAGGCCATTG
CTCTCTTCTCACCAGACGCCTGCGGTCTGACAGACCCGGTTCACGTGGAGTCTCTGCAGG
AGAAGGCTCAGGTGGCTCTGACGGAGTACGAGAGGATGCAGTACCCCAGTCAGCCTCAGC
GCTTCGGCCGCCTGCTCCTGCGGCTGCCTGCCCTGCGCGCCGTCCCCGCCAACCTCATCT
CCCAGCTCTTCTTCATGCGGCTTGTCGGGAAGACACCCATCGAGACGCTGATCCGGGATA
TGCAGCTCTCCGGAAGCTCCATCAGCTGGCCGTATGTCCCGGGACAGTAGCTCTGTGGCG
GCCGACAAGCCCTGCCTGGGAATTAGTGACTAAAAAAGGGAACCGAGATGAAACCTCCGG
AGTTCTCATGATCCATCTGTGGTTCTCCAACGGCAGTGCCAGCTGATCCTCGCATGCTCT
GTACTGAACGCGCTCATTTACCCCTCCGCGTGGGCCTCCAAAAAGAAAAGGGCAACTGGC
GCCAGAACAAGGGGGCCACCCGGTCTACGGTTCCAGCGTCCGGCGGATCCGCTATCCCGC
TGGGCACATTTGCTCAAAACCGGATGCATCACCAACCACCTAA
>CL6197Contig1
TTTTTTTTTTGATCGCTGGTATTTCAGTGCATTAGATACCTGGAACTCTCCTGCTAGACC
TCCCCTAAAGGCCCAGGGCTCTTGGTCTCCTCTAAGGAACTGTGCTGAGGACTGACTACG
ACACCCTGTTAGGAGCACAGCCAAGCGGACATTGTTACCACAGAGTGGGGGCTCTCTGAT
AGAGATGAAAAAAGTGGGGAAATGGGAATGGAGGGGCAATGTGTATCTAAAAGCAACACT
ATTATTTCGTTGGTTGAATCATTAAAACATCAAAAGGTCTGAATGTGAAACAGTCAATAA
TAACTACGGTAGTTTCTATGTTGGGGCTCAGGCACCTAAATCTCATGTATGGGGTATTTT
CTGTAAGAGCTCCAGAAGGACCACTTTACTTAGCTGTGAGCCGTTTTTTTTAAAAAGCCT
GGATATTTCACAACCATCATCAAGCTTCTCCATCTACCGCTCCACCAATAATCCCTCAGT
ACTTCTGACAAAAATACTCCAAAGATAATAAAAAACCATGGCAACCAAAGACCTCACCAG
AAAGCTTTAGCTGCCATCGCCCCACTGATCGAAGCACCCCCGTCTGAAGTCACATTCTCA
TTTTATCTGCCTTGTCACATGATGGGGAGCATAAAAACCAGGGAAAAGTAAATGTGGTAT
ATCTTATCACAGTTTAATGGCCTTGCAGCTTAACAACAATAGCCACAATCGAGGCAAACC



AGAAAGGAAACACCAAAGGGGCAAAAAGACACGG
>CL6198Contig1
CTTGATATTACAGCTTATGAACCAACAAGAAGAAGCTCCACACCACGGTCTGTAAGAAAA
GAGGTTGAAGAACACCAGCAAGGATCAACAAATCAGCATCAGTGCCCACCGTCACCATGA
CAACGATTACAGTACAAAGATCACCGCGTCACAGCGCAGCGGAACCCGCTGGGTCGGGGG
TGGGGGGGTTACACTCCGATAAAGTTACGCCACCAATTCAGGAGCAAGGTACAAATGTAG
TCAGATTACAGGATGCAGACAGGAGACGGCGGCCGCTCGTCGTCATGACGACAGCTATCG
CACCTGCGACCAAATCAAGGAAAACTTTTCTAAAAATATTTTTGGCTCCCTTTTTTTGAC
ACTACAGGAGTTTGAATGGACCTTTATTGACACAAATCAGCACAAGTACAGCTTCCTGTT
GTCATGCACACACACACCCACATACACTCACATACTTACACAGGTCAAAGGTGAATCTTT
AAGATTTTCTTTGATCATTTTGACCGTTTGAATGGCTTTTGATTAAAATCCGGTCAGAAC
GACTCGTTAAAACAATCACCAGGGATATTTATTTTTTAATAATCACCAACAAAGTCCTGT
TTTTGCTGTTTTTTTCCACACAAACACATACACAAACACAGCTTTGCTGTGACTCACAGG
ATTTCTTTTTCCTTTTTTTTTTGGGTCTGGGGGGGATGTCANAC
>CL6199Contig1
ATGAAATATGAGATATCCGTTACTGTTAGAAGGTACAACAAAGACAACTTGTGTTGTGAT
TTAATTGATGTTGGAACGTTTTTGTGTGTTTGTGGGAGTAAATCAAATCTAGATACATTT
TTAAAAATGTTCAAGTTTCCTGAAAAAGTGTACCTCTGGGAATCCTGACCTCGGGATCGG
AGTGATCACAGTTAATCCCAATTAGACACTGGTGCAAACATGAGACATTTATGCAGTATT
CGGAGGCTGACCAGCTTCTGGAAGCTTCTCAGTGAGCACGACTGACTGGATAGAAGAGAG
AAGGCCAAGCATCCACATAAAAAGAGCTCTCTATGCTTCATTTCTTTTTCAGGCATTTTT
GTGTTGTCTTCTTTATCGTTTTGAGACATCAAACCGAACCTGTCTCCTTTTGTTTCCATC
TGCTGAGAATCCACACTTTACCTGGACGTTTGTTCTCCCTTTTCAATCAAAACCTGACTA
GTCTGTGCCCACGCTCACCCCGCAATCATCCTCTCTTTTGCCTCCTCATCCTCCTCTCGT
CTCCCAAAGGCCTGCAGACATTCTCTTCATTATTCACCTCATTTCAGCTGAAATTGATGG
CGAGACCACAGAAAAGAGGAAGAAGAAAAATACAGGTAGATGTTCATGCTATTTACCATG
GCGATAGGGGAGAGAAACAGAGCACGTGGGGAAGGACACGCTCAGCCGAAATCTCTACGT
CTCATCCNGANGTGAGCGGCACAAACCTTTGATT
>CL6200Contig1
TTTTTTTTTTAGATAAGATCATGCTATATACATCCNTGATCTGTATTTTATTTCCACAGA
CTCAGTCACAACTTCAAGAAAAAAAAAAGAACTCAACAAAACTTAACTGCAAACATTTAT
GAATACCTCCCTGGTTTAAAGAGTTTTAGAACAATGGCTTCATGAGGATGCACCTCCACT
GCGTGCAGAGGTGTGGTCCCATAGCGGTTCAACCCAGAGCTGGCCACAAACACCCCGGAC
TCTGGCAGGTTAGGAGCCCATGCGGGGTTCAGAAAGTGAGGCTCTGCTCCAACGTTGAGC
AGGACAAGGAAGTGCACACAGCCCCAAGAGCGCAAAAAGGCCAGGAGAGGAGGGGACAAA
GAAGGGGACACGGTGGAGTTAGAANAANAGTTTGAG
>CL6201Contig1
CCGGTGGTGCGGTGCAGCACTCAAATTATTCCGTGTTATTGCTTGGCGTCTGTAAACATG
ATTTTAACATCGTCTCCTGGCGTCCTGAACACGCTTGTCAACACGTTTTAAACGCTAGTA
GAACTATCGTCCGTGCCAGAGTCTTTTTTTATTTCGATCTCCGGGGAAGTCATGCTTCTT
CTCCGGACGGCGCTTCTCGGAGGTGGGGCTCTGCGCTGCCGTCCTGTCGGTTGCAGAAGC
GCCGCTTCATACGTGCAGGGCCAGAGCCCCGACCCCCGCATCCGAGAGTACTTTTACTAC
GTGGACCATCAAGGACAACTCTTCCTCGATGACACTAAAGTTAAAAATTTTGTCACCTGT
TTCAAAGATAAACAGTTCCTAGTCTTCTTCTTCAGCCGGCTGAGGTCAAACCAGAGCGGG
CGTTATGAGAAGGACTTCCCCTTCCTGTCTATGTGCGGCAGGGAGAGGAACTTCCTGCGC
TGCGACGACCAGCCCATGGTTTTCACACACCTGCTGCAAAGCTCTGGAGGCCCGCGGGGA
CTTGGAGGAGATCAGGAGCTGCTGTCCTTCTGCGGCGGAGGGGAGAAGCTTGCCGTCCCG
TTCCGCCCGGAGGCGCTGTATATGCATCCCACCAGCGGGCGGGTCTATCACCCCTGCCTG
GAGCNGGGTGGGGGGAGTCGGGCTGGTTAGGTCCGCTTTGGCCATCGAACTCAGCCCGTT
CTTTGTTTACCCGCCAGAGACCAGCCAGTCTGGACAGCCCTCACACTTTCTGTGGGGAGG
AGAGAAGCACACGCTGACCAATGAGCTGGCAGCTTTTTTTCCTGTAGCAGAAGAGGGCAG
CGAGGAGCGGCAGCTGGAATGATGTCACGTCACGGAGTAAAAACCAGTTTAACCATCAGT
CTCCATCATACAAAAAATGATACCATAATCCAAGTGGGAGTCTTTGAATCCCCATCANAA
CAAACCTAATTTTACTTATAAAAAATTGATGGACAT
>CL6202Contig1
GAGATGCTGTAGACGGTGGTGCTGATGGTGCTGTAGACGATGGTTTTGGTGGTACTGTGG
ACGATGGTTTTGGTGGTACTGTAGACGATGGTTTTGGTGGTACTGCAGACGATGGTTTTG
GTGGTACTGTAGACGATGGTTTCGATGGTTTTGGTGGTACTGTAGACGATGGTTTCGATG
GTTTTGGTGGTACTGTAGACGATGGTTTTGGTGGTGCTGTAGACGATGGTTTTGGTGGTG
CTGTAGACTGTGGTGCTAATGGTGCTGTAGACGATGGTTTTGGTGGTGCTGTAGACGGTG
GTTTTGGTGGTGCTGTAGACGGTGGTTTTGGTGATACTGTAGACGGTGGTGCTGGTGGTA
CTATAGACGGTGGTTTTGGTGCTATAGAGGGTGGTTTTGGTGATGCTGTAGACGGTGTGG
ATGAAGTTGCTTTGGTGGATGGTGTTGGTGTCCTAAGGCTCACAGTCTTTGGGGAGGTTT
TAGGTTCCAACACAAAGGGTGATGAAGGTCCTCCAGTATTTTGTCTGGGCGTGGCTGTAG



GTAAGAAGCTGGAGCCGAGTTTGGTGGACTTAAGGGGGGAAGAGGAATTTAGGGAGGGCA
GAGGTTGTGTCTCATTAGTGGAGGTTCTGGTGTAGTTGAGGTTTGAGGTCCCATCAGAAC
CAGTTTGCGATGAACCATCCGCTGATCCACTCTTACAGATCGAATCATTCTTACAGTTCT
TGGAGAGGCTGGGTTGTGTTGTGTTAAGCGGGGCTTGTGGTCCGTCCACAGGGGGCGCTG
TGACGGAGCCAGTGAAGAAGAGCAGCAGCAGGCAGAGGAGGTGAATGCACATCACTGGAA
GCTTTGAGGAACACAGCCACATGGTGGTCGCAGAAGAAGCAGGGACGCCACGGGACTCGG
ACCCGGACTCTGGATGCTCCCGGAAACAGGACC
>CL6203Contig1
GCCCGCAGCTTTGGCTTTTAACATCGATGCTGCTTTTGTGTTTTCACGGTAGTGGCCTCC
GCTTTGTTCTGCTTGTGCTGCAGGTACTGAGCTTTCTGCCTCCAGACAAGCTTATCTTTC
TCTGGCATCGACTTCCACACCTCAGCCAGCTTCTTGCTAAGTTCCCCAAAGTCAAGTCCA
GGCTGCTCGGCGTTTATGTTGACCCTGTACTCCTTACAAAACACCTGGTATGCTGTCGTG
TTCTTCTTCTTGGGCTTTTCTTTATCCTTCTCATGCTTCTCTCTGTCTTTGTCATCTTTT
TTCTTCTTCTTCTTCTCTGCTGTTGTGTTGTTGCCTTGGTGGTGGGGGGTGGTCACTTTG
CTCATGGCGTACATTGGACCGACAGCGCTGTGGCTCACAGTGGGATGGGAGTGACTGTGG
CTTCTTGAGGAGTCTCCAAATCCTTTGCTGTGCTTCTTTTCTTTTCCGCTTTTCTCCTGT
CTGTCCTTTTCTTTGTCCTTTTTCTTCTTGCTTTTTTTGCTCTTCTTCTTCTTTTTAGAC
ATGTGCGAGTACGAATCATCTATAACCAGCTCGCCAGCCTCCAGCTCTCCCCCAGACGAA
GAGCTGTCATCCCCCATGCCCCCTCCGTAGTGACCTTCCACCTCCACCTCTTTCCCCACA
ATAGGGAGAGGCTCTTTACTCTGCTGCAGCTTCTTCTTGGGGGACTTTGACGTCTGCCCT
CTTTCCTTGTCCTTTTCTTTGCGCCCTCCACTTTTGGATGAGTGCGACACAAACGGGAAG
CCCTCCGGTTCCTCCTTCTCTGGAGACATGATCAGCTTCATTTTCAGCCCGTCAGCCTCA
CGTAAAGTCAAAGGCTCTTCTTTGGGAACTCCGCCATGAAAGAGAGACGACTTTGAAGAT
GATGACGAGTGCTTCTTGGAGGAAGAGGACACGGACTTGGAGTGTGAGAAGGAGTGGCTT
CCTTTGATGCTCCCGCTGCTCCCGCTCTCACGCTTCCGCTCTTTGGAGGAGTGCGAGGAG
AAGGGCGGGTAGGAGGGTTTCTTGTGCAAATGAGGACTGGGGTCTGAGCCTGTGGCAAGG
GGAGAGGTAATGGCCTGAAGGAGGCCCATCGCTGTATCTGTCGAATGTGACGATGACGGG
GAATGAAGAGGTGGAGAGCGTTCTGCAGACTTGTGCTTTTTCTTATGAAGAGGTGGAGCT
GAGCCCTCGTGGTCCCTGTAATAGTAGTCATCACTATGCCTTTTCTTCTTTTTGTGCGAG
TCCCCACCCAACATGAAAAGTTCTGAATCCTTCGGCCTTTTCTTGGATGTCTTTCGTACC
TGGGCAGCGATTTCCTCTTCCTCTCGTAACAGATCCTTGTAGGACCTCCTCTTCTCCCTC
TGGCTTCGCCCGG
>CL6204Contig1
TTGGGGGTTTAAATACAGGCGCTTGTAAGCTTGAATGACAGCGTCTTTAATGGCAGCATC
AGTTGACCAGACTAGAGGCAGCATTCTTCTCACTCCACTGACGGAGTTTGCAACGCTGAA
CTCGCATACAGTCACACAGAACTGAACTGCCTCCTGAACCACTGAGGTTGTTTTCCAATA
CAGCATGGTGTTGATGATGGAGATGGCTCTCTCCACTTGTAAGGCAAAGGTTTCTGTATC
TTTCAGGTACTGCACCAACATCTCCTGCTTCTTCAGCTCACCATCCTCCCCCTCTTTACC
TTCCTCCTTCTGTGGGGTTGGTGGCAGGTTCTGACTGAGCTCAGGCGTGTCATCAGAGCC
TTTGAATATTAAAGCCAGCACCTCCATTAAGTTGTCAGCAGTGAGGGTGGTCAGGGAGGC
AAACATGTCTGACTGTGGGAAGAGGCTGTGAGCTTTCATGCAAAGCTGAACAGCCTTCCT
GTATTTGTTGACACGGATATACTGAGCTATCTTGACTGCAGTTGCCATGTCGTCTTCAGC
TGCCTCCACATTACTGTCTTCCTCCGGCTCTTCCTCTGCATCGTTTGTGGGCTCCAGCAC
TGTCCTGACAGTCACAAGGAGCTCGGGCTCCATGGCAGCCCAGAGCTCAGATGCTTTGAT
CACTGCAACAGGTGCTTTCTCTGCAAGTTCCTCTTTCATTTCTCTAAGTTTGGCTGTTTC
TTTCTCCAGAGGTTTCTTCAGATCTGCACTACTTAACTTGCAGCTGTAAGGATTGTGTGC
AATGAAGGCTGCCACGAGTTGAATGGCACTCTTCACCACATTTATGGATTTGTCCATCAG
CCGCCCCACAGCGAGCTCCATCACCTCGCTGTATCTGCACAAAGGCAGGGCTTTGCTGTT
GACAATACGAGTGTAGACTTGCAGCACACGCGTTCTGACATGGGAGTGTGTGTCATGCAG
ATGCTCCTGTAGTATGTCAAAGAAGCGGTCGCGGTCAGCTTTGCTGGTCTCGTCCAGCCC
GTCCCCACTGAGAACCCTCATCAGGATCTCTCCCAGAACCTCACAGACAGCAACACGCAT
TGTATGACTCTCTCCTTCCAGGTGTGTAATGAGGACACTGATGTTGGGGATCATAA
>CL6205Contig1
ACGAGGAGTCTTTGACCTTTTGTCTGCTGGGCTCCTCCTCCTCTGATCACCATCAATCAT
GTCTTTTTGTCGTTCTGCTGGATTCAGCCCGAGCGGCTCCACTTCATCTGCTGTGCATAA
AGGGCCTTTAATGCTGCCGCTCTTGAATCAACAAGTGAATGCCGGCACATCAGCTGCTTA
TTATTTGGTTTCTCTCAGTGATGAGCTGTGTCCACTCGCTGTCGCGCTCTAAGCAGATGC
CAGCCAAAGGACCTTGAAGCTGCGTGGGAAATGAATTGATTGTCATTGATGGAATTAGCA
TTCTCCCCTCTGGGGGATTTCTCCTCTCCTCTCCTCATCAGCACCTGCGCCCCCTGCTGG
CAGCGGCTGTGAAGGGTTTTCTGACGCGCAGACTGCTGAGGACTGAGCGCGTGGCGCAGC
TGCTGCGCACCATCAGGGACACGCAGCAGTTCCTGCAGAGCTTCCAGCAGCAGAGTGTGG
CCAGAGGAGCCGTCTGCAGCAGGCAGGACGTCGTACTGCAGGAGAGAGTCGCCCTGCAGC
TCCGCGCCGCTCGTTACGAGCTGTACGACGTTTTCTTCAGCCTGTCAGCCAGAGAGAGGA
TGCAGATGATCGGCTGGGACAGAGAGCTGGCAAAGGAGAGGGAAGTCAGACGGCAGGTGA



TCCCCCGCTTCCTCTGCATAAGACAGGAAGTTGTCCAGGACAGACGATACTGTCAGCTGC
AACACAGAAGTCACTGGAGAGGAAGAGAGAAGCCATGATTCAGAGAAAAGTTGCTGAAAG
GACCGGGGGATTAAGGACCAGGACCGGACCGAAGCTCTTTGACGACAAACCGCAACCAAG
GAAACAAGGACAGACTAGAGCGCGTCTGCAGAGAGCCACAAAGAGCGCCGGCTCCTCCAA
ACCGTGACTCCTTCACTATGAGGCCCAGCTAAGCTGCAGCGTCTCAGGATAATCTAGAGT
CAATGCAGAAACTCAGCTGGTCGTGCATTTACCCGCCAAAATGCTCACACTGAGAGTGTT
TTGTGTTTCTTTTTTTGTTCGGGCCGTTTGGCATCTCCAGTTGCCCCTCCCGTCGCGTTC
ATGGTTAAACAGACTGTCTTCAAAAATATTCTCAAAAGGATGTGTGTCTGTCATATTTAA
AGTAGACTGTTTGAAATGTTCTTCTCAGCCTTAAACTTTATTCTCAGCTGAAGAAACCTT
TTCAGTTTTCATTTC
>CL6206Contig1
ATCCCTGCCTTCATCTACAACGGTTCAAAGCAGCAGGACTGAACTGTCTAATGCTAATTC
CTTCTCAATACTCAGTCCTCAGCCTCCCACCAGCTCCCTCTCAACTCCTCCAATTTTCAT
CACAGACACAGAAGCGCTTTCTCCATGTAAATCCTCATCCTCTAAAAAATCAAAGAGGAA
GTTTCCAGACTTTAGTGGCCTTCGCAAGTCTCTCAGCAGACGGACAGGTGAAAAAACCAG
CAGATCTGCAAACAGCAGGGGGTCCTGTGGTGACTTGGTGGATGAGCCAGTGGAAGTTTC
TCCATCTGGCTCAGTGAGCTCTGTTCCTTCCTGCCTACGCCTTCCCTGGTTTGGAGAAAG
GGGGAGAGAAAAAGCTGGAGAAAGGGAGAACATCAGGGAGAGGTTACGGTCCGTTTCCAG
CAACAGCTTGCCTTACCTGACAACCACAGGTAGAAGAGATCAGACTATTGGTTCTCCTGT
GGGCAGCTCCAGCTTGGTGGGTCATGTCTCTGATTACTCCTTCTCTGGGAAACTCTCATA
CTTGCACCTTTTCCTCCTCTGAGACTTTAGATGACTGTCCAGTTCCGAACAATAACAACA
ATCAATGGCAAACCCGACCTGTGTCAGAGTGGAACAACCAGCAGGTTTCCCTGTGGCTCA
TTGCCATGAACATGGATCAGTACTCAGCTGAGTTTGCTGCAAAAGGTTTGGATGGATCAC
AGCTTCTCAACTTGGACAGTCATAAACTTAAGGCTCTCGGTGTTTCTAGTCAAAGCGACC
GCTCCATCATCAAGAAGAAGCTGAAGGACATGAAGAAAAGAGAGGAGAAAGAGCAGAGGA
AAGAGGAGAAAAAGCTAAAGGAGGAGGAAGAAAAGTTAACTGGACTGAGGGAGGAGGAGA
GGTCTGTAAAGAGCATCGGGCGCAGGGGCCAAACTGTTCGAACTGAATCTCTTTTATAGT
TGACAGGCTGAAAGAAGTCAAAGATGCACCACCAGCATAATGACTTTGTTAAACATGTGC
AACAAGCCTTTTTATGATGTGTAAAGGTCAAATATATTTCAATAGTTCTTCTCAAAGCTC
CCCACTGGTCAAGATAAAGGCGAAGTTGTGCTCAAACCAGTTATTCTAGCACCAAAGTTA
TATTTCATAGCGAAGCTGTGTATTTATAAAGTGGAAAGACTGTCTTACAGTTCTTTTTTT
TAAATTATGAACTATCTTTAGAATGATTTTATTATTTAATGGTGTGCAGATTCTTGCATA
TT
>CL6207Contig1
ACACATGAGGCCTCCTCCACCCACAGAGAGCAGCACGGCTCCAGGCTTCGCCCCAGGACC
CAGAGAGGCTGCAATCTCTGCAATCATGCTGGCGTGGCCCCGCCAAAGTAAAGGATGATC
AAACGGAGGAATAACCATCAGCCCTTCCGTCTCTGCCAGTCTGAGAGCCTCTACATTGGC
TTCATCCCAAACCTTCCCTGCAATCCTGACAGCCGCGCCCTCATCCTTAAGTCTCTGCAC
CACCAGCTGTGGAGTGGAGGCGGGGACTACGATGGTGGCGGGCACGCCAAGCTTCCTGGC
TGCATAGGCTGCAGCCATACCTGCATTACCACCCGAAGAGCAGACGACTCCTTTAGATTG
TCTGGCGAGCTGCTGGCACAGGTGTCCGATTCCCCGGATCTTAAATGACCCAGAGGGCTG
GGAACTCTCCATCTTCAGGTAGACTGTGGTCCCTGCTCGCTTGGACATGTTGACACTCTC
CAGCAGAGGTGTATTCAGGTGAAACTGCTGGGACATGGTGCCACTGTTCCCCACTAGAGC
TCAAAGCAGTTCAGAGGAGGTCTGAGGCTGTAGGAGCTCTGAAATGTTTTTCCTAGGTGA
AAGATTAAATGATGGCGAAGCAGAACTCATGAGCACTAAAGT
>CL6208Contig1
CACAGCTTTTCACCGACATACGAAATTACTTCCAGTGCAACCCGAACAAGATCAGACATA
CAACAAATACACATACAGTTCGAGTTTTACTGAGGCAGCTGCAGCGACTGCGCACCTTTT
TCTTAGGATGGGTAAAGATGGTTACAATAGGTGGGTAGGGTGATGATTGGTGACAAAAAA
AGTCGTATCTCAACACTGTGATACAATGTGTAGGTACAAGAAAAAAACACCGTCTGAACA
CAGAAGCACATATTCTCACAGCCACGCAGTACACAAGGATCACTGGGAGGGTTGGATAGG
GGGGTGGGGCCCCCGCCTGTGTTACACTCCGCTCGCAGCTGCTCCTCACGGGCGCTCGCG
TCTCCAGGAGTGCTCACTCGGGGGCGGGGGGTGAGTTCCGAGGAATGTCGAGGTCAAGGG
GGGGGAAGCAGCAGCATCGGCCTTCAGCACAGCGGCGGTTTTCACACTCTGAGAGCGAAT
GATGTTTTGGTTGGAGCCAAGGAGTCTCAGCTCGGGGGGGGGGGTGNCCAATTAAATTAA
ATTTTCCGGCCCCANCANGTTGTTTGCNCTGCTGGCTGTGTCCTTGAC
>CL6209Contig1
GGATGGTCTGGAGTTCAAGGTCGCCCTAGGTGACACCTGGAAGGAAAACCTGANTGAGNT
GAGTGGTGGACAAAGGTCACTGGTAGCTTTGTCTCTCATCTNGGCCATGCTGCTTTTCAA
GCCCGCTCCCATCTACATCCTGGACGAGGTGGATGCGGCTCTGGATCTGTCGCACACGCA
AAACATCGGACAGATGCTGCGCACGCATTTCAGACGCTCCCAGTTCGTGGTCGTGTCCCT
CAAAGACGGCATGTTCACAAACGCCAACGTCCTGTTTAAGACCAAGTTTGTGGACGGCAT
GTCCACGGTGACGCGGACGGCGCTCAGCCAGAGTGACGCCAACGTCTCCCACAAAGGCCA
GGATAAAGCTCGCCAGAAAGACAAGAGGAACAAGCAGCTCAGCGCACTTTGATTTCCTAA



AACCATATCAGAAACATAGCTTGTTTTTAAGTCGTGCTCAAATTTCCTGCATGGTGACTC
CCGTTCTGGTTTCATCCACTTACATGTTTTAAGTTTATATCTGTCCTGTCTTCTGGATCT
TTGCTATTTTATATGCAGCCATATGTCGTTTTTTTGTAAATAAAGGTGCTGAATTGCAAA
ANAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL6210Contig1
TTAGCAGCTGAACCANCCNCTGGAGCAGCAGATCCGTCTCTGCCTGGACCGCAGGGCATC
CAGCGCCGGAACCTGGGGCCCGCTCCGGAGGGAGTGGGAGGAGGTCTACAGACAGGTCAG
TGAAGCCATCCTAGACAACGCCCGTCTGATGCTACAAACTGATAATGTGCAAGCCAGCGC
CGAGGACTTTAAAGAAAGGTTTGAGAGTGAGCAGCCTTTACGGAGCGCCATGGAAGAGGA
GATCAGCTCGCTGTACAGAGTGATCCAGGAGGCCAGAGTGACGAAGGCGGAGCTGGAGGA
GCAGATGGAGATGATGAGGCAGGAGCTGCGCACCCTGGAGCAGAACCATGAGCAGGACGT
GCGCGCTCTCTACCACCAGATGGAGGGACGTGAGGTGGACGAGCCGGACGCTCCTATCGA
AACCAGTCTGGACCAAATCCTGGCGAACATTAGGAGCCATTGGGAGAAGGTGACGGAGAA
GAATCGCGTTGAGGCCGACAACTACCAGGAGTGTAAGGAGGCGCCGTGCACCAGCAGCAG
GCTGAGCCCGGAGGAGGAGCAGGTGGAGGCGCTGAAGGCCGAATGCAGCGAGACTGGCTG
CAAAATCCAGAGTCTGCAGGCAGAGACTGAGTCCATCAGAGCACTGAAACGAGGCCTGGA
GAGCTCACTGACGGACGCGCGGCACTGGCACCAGCTGGAGCTGCAGAACCTGGGCTCCGT
GGTTTCCAAGCTGGAGGCGGAGCTGGCTGACGTGCGCGAAGAGATCGAGCAGCAGCGCCG
CGACTACGACACGTTGCTAAGCAACAAACAGAAGCTAGAGCAGGAGATCGGCCTTTACCA
CGGCATCCTGGACGGGGAGGAGAGCCGCTTCCAACCCACTACCACCACGCAGTGTACAGC
TCCGAATGCAGAGTGTGAGGGTGCAACTCCAGCACCTCCAGAACAGTGAAGACATCCAGA
ATCTGGACCGGCTGGCGTCCTGAACTCTTTTGAGTCTTCGTGCAGAGGAACAAGCATTCT
AAAGCTCACCTGAAGGACTCAGCTGTTCAGGTGTGACGGAGGAGGCGGTGCACAGCTCAC
CATCACTGTGATGTAGAAGAGCTTTGGGTCAGAACATCTGAACATCCTCCTGGTTGTGCT
GTGGAGCATGTTTGCTG
>CL6211Contig1
GTATTTTGGGCTCCATAAGGAGATCTATTTTAGGCTTTTGTGGCTCCATGAGGAGACAGC
AGATGGAAACTAGTTTAAAGCTACAATCTGGCATATTTGCAGTAGTTTTGTTTCCAAGTA
TACAATGTCCGCTTCCTTCTAATATATACTATTGTAAACCACAACCTTAAATGATGCATC
GAGGCTAAAAAATTCTCCTGAGGAGATCTGTCATTGCTAGATTATTGCTGAAAATTTTGG
CTTGTTTCAGGTTTAACATTGAGCCCAGTCTGTACAGCCCCTACTTGTCTCTTGGGGGCT
GCATGGAGGGCCTGAACAGCCTTTTCTCCCAGCTGTATGGCGTCTCCCTCATGTCAGAAC
ATCCCAGCGCTGGAGAAGTGTGGAGCGAGGATGTCCGCAAGCTGGCTGTGGTGCATGAGA
CGGAGGGATTGTTGGGACATATTTACTGTGACTTTTTCCAGCGATCAGATAAACCTCACC
AGGACTGTCACTTCACCATCCGGGGGGGGCGCTGGTGCCAGGACGCGGGCCGATACCAGC
TGCCAGTTGTGGTGTTGATGCTAAGTCTGCCCCACCCCACCAAGAGCGCCCCCACCCTGC
TGACTCCTGGCATGATGGAGAACCTCTTCCACGAGATGGGACACGCCATGCACTCCATGC
TGGGACGCACTCGCTACCAGCATGTGACAGGAACCAGGTGTGCCACGGATTTTGCAGAAG
TTCCTTCCATTCTTATGGAGTACTTTGCCACAGACTACAGAGTCCTCAGCCAGTTTGCTC
GCCACTATCAAACGGGACAGCCTCTGCCAGAGAGTATGGTGGCTCGTCTGAGTGAGTCCA
AAAAGGTGTGTGGAGCTGCCGACACACAGCTGCAGATCTTCTATGCAGTCTTGGACCAGA
TTTACCACAGCAAACCGCAGAACCGCTCCACCACAGAAATCCTGAAGGACATGCAGCAGA
AGTTCTACGGCCTGCCGTATACCCCCAACACGGCCTGGCAGTTGAGATTCAGCCATCTGA
TTGGCTACGGAGCCAAGTATTACTCATACCTCATGTCTCGGGCGGTGGCCTCCATGGTGT
GGAAGCAGTGCTTCATTCAGGACCCTTTAAACAGGGCCATGGGTGAGCGGTACCGCCGGG
AGATGTTGGCCCACGGAGGAGCCAAGGAGCCCATGTTGATGGTAGAAGGTATGTTGCAGA
GACGACCCACAACAGAAGACTTTGTGGAAGCTCTGGTTTCTGAACTCGACCCAAACTTTG
ACACCTTCATCATGGATTCTGAAAGTTAAGAGGAGCCAAGAGACCACCGCATCTTTTCTC
TGTCTGAAAATAAAATTCCTTAGTTGTTTTTAAACGACTCTTGATGTCAGTAATTTGATA
TATGTGCTTGTT
>CL6212Contig1
CGAGGCCTGCTGCGGGATTATCATGGCGGGATGCATGAAAATGACAAACGGTTTTGTCTC
AGAGAGTTCCAAATTTCTCATTTTTATCGTCACTTTTATTATTTTACCCGAAGCTACACT
CCAGAATACAGGGAATAAGTATGCAGTCACTGATTTGCATGACGGAGAGGAGCTCGTCAA
GTCAGGACCTGACTGGTTCTGCTACAAAAACTCGATTGTTCCCACCTGGAGGCAAACCTG
GACAAGAATTCAGGTGAAAGTTTGGAGCTCCAAGGTATTCAGGTTGGAGACAGTGGAAGG
TGAGGAGGAGCTGCAGGAGCTGGAGCGCTTCAGTCTGTGGAGCTGGTTTCAGAGCTTGTT
GCGGGAGCAGCACAATGAAACCACGATTAATATCAGTCTGTTCAAGAAAAAGATTTGCTT
CAAGGTCGATCCATCTGAAAACACTCCGTACACCGTCAAACCCACCCGCAGGTTTGATAT
CTACCTGTTTTTGGTGTTTCTCTCTGGGGTTCTGCTGTTTGTTTTTGCAGACTCGCTCAG
CAGGAGTCAAGTGTTTTTCTACTCGGCTGGTATGAGCACAGGCATGTTTGCATCTCTCAT
AGTGCTGTTTTTTATTCTGGCACGCTTTTTGCCAAAGAAAAGTCCCTTTTACATTCTGAT
CGTTGGCGGCTGGTCCTTTTCCTTGTATGCCATCCA
>CL6213Contig1



AGAGTCAATTCAAATATCATGGCAGCCGTACTTCAGTTTCCCATCATCCTAACAGAGAGA
TTTGGGTCGAACCTTTGGGAAAAGCCCAANGTAGTTGTNGGGAACAAAGCCCTCCCTGCC
GCACAGCGAAGCCCACCACCAGTCAGAGCCCTCGGGTTTGTGCAGGATGGTCACCATGTC
TCCCTCCTTGAAGCTCAGCTCATCGGCCGCCTGAGCAGGATAGCTCCACAGGGCGTAGAG
CACCCCACTGTTCTCCACCCCCATGGCCTCCTCCACACCTTTCAGGAAGCTCTCGCACTC
CTCGAACCCCACAGTGTACGGGTCGCACTTCTGCGCGGCGGTGGCGTTGTCGCGCTCCGT
CACGGCCATGACGGCGGCTCCGTTCCTCACCAAGAACTCACACAGGTGGAGGTCGTTGCA
GGAGGCGGCGCAGTGCAGAGGAGTCCAGCCATGACTGTCCGGGGCGCTGACGTTGGCCCC
AATGCGAACCAGGAAGTCCACCACGTTGTAGTGCCCCCCGCAGATGGCGTTATGCAGCCC
CGTGATGCCTTCATCGTTGGGCTGGCTGGGATCGGTCATCTCCTGCACAGCCTTCTGCAC
CGTCTCCAGCTCTCCAACCAACGCTCCATCCAGCAGCAGGACAAGCGGGCTGAGGCGAGC
CCGCTTCCCTGAGCTTTTGCGTCCGGGCCGGCGCAGAATAGTGCGGTAGTTTTTGGCCTC
CTGTGGAGCCAGCGTGGGGGTCACAGGGGCAGTTCTCACTGCAGGTGTGGGGGTGGGAAC
AGAAGACCCGCCCTCGTCATCGGAGGAGCTGCTGCCGTCACTGCCCTGCTCCCCTTTGTG
GCGGCGACCCCTCTTGCGGAAGAGCTTGTTGATGAGGTTCTTGTACTGGTTGGGCTGGTT
CATGGAGATCTCCGTCGGGGGCTCGGACAGCTCCACGGCCCCACGCCTCTTCAGCGCTCG
G
>CL6214Contig1
ATGATAAAAATCCAATGAAACAGCATTAAGTCATACAAAGTAGTACAGTCAGCCAATTCC
AATTAAGCTCTGATAAAAACGAGATTAAATAAAATGGTAAAAATTGGTGCATTTATGAAC
ATGTTGCAAAACAAAAGGATCTTTATGTTCCTACAACTACTTGACAAAATATTTCAGCCA
CAACACGTCGTCTATGAAACAAAAGTACATTGAATACTTTTTAAGCTGTGGAAGAAGAAA
AATATAACAAAGATGCTATAGACTTGGCTAAAGGAAACACTAGGTGGAAATAATGACATA
GTACTTAGAAAAGTGTTTGATATCCTGAAGACAAAAACCAAAAAGACACAATTCTTGAAA
ACACCAACTTAATAACATGTTGGAACCGAAACATTTATTAGGAGAAGAGAAAAAAAAAAA
CAAGTAAGAAAAATTGTAAAGACATAGTCCATCCCCGGGAAGCAAAGATCCTGATGTGAT
GCAGTTCAATGAGCAATATGTACACTATTGTGTCTCAGTAGATTCGGCCTCGGCTCCTGT
TACCTCGAGCTCCGAAGCCTCGTCCTCTGCCACCCCTGAATCCGCCGCGCTGCTCATAGT
TAAAGTTGCCAATCGAGGAGCTGTATTTGCCACTGGGGGGGTTGTAGATCTGTCGTGCGT
CCCTCCGAGGAAGAGGAGTGATTTGTTTTTTTGTGGCTGCACCGGAACCCATCTCTTCGC
TTGACAAACG
>CL6215Contig1
TGGTGGCGGAGGCAGAGGCTGGACCTGTCGGCTTGTTTTCTTGGACTTACGGCTCCAGCC
ATTCCCCCTCTTCCTCCTTCGCCTCCTAGTAGATGACTCTGCCCACAGGAGAGTGAATAT
CTGTGTTTAATTACTGTGTGAAAAGATGGGAGTGGCATCTCCGTCTGCTGGCAAGTGTCA
TGTAACCCAGAGATCAACTCTGCGCTGTCTAATTCATATCTGCTTCCAATTCTTTCTGGA
GAAGCTGTTCGCCTCCTTTTATGAGACACTAAAGGCAGCAGGTCATGGCGGGTGAGGACC
CTCAGCAGCTGCAGTAGCGGTTCCAGGTTCCCGTCACCGAGGTGTCCCCTCCTCTCCAGC
TCCAGCAGCAGCTCAAGGCCACTCTTGGGCTTTGAGTCCACTAAAGGCTGCTGCGATTCT
TTCGGCTTCAACCGCCTCCACGCTTTTAACAGCTGTGGACTTGGGGTGGCACCCGGGTCC
TCTGGACTGTCCTCTGAGGGTTTAACTGTCCAGCCTTCCGGATCAAGGGGGTGTTTGGCT
GAGTAGGTTTCATTCAATAGAAAGTAGAGCACTTCAATGTCGGTCTCTGTCAGCTGAGCT
CCGACTATTTCAAACATCTCATGAAGAGACATCATCCCATAGTAGTTAAGGCACTCTGCT
TCATCCCAGTATAAGGAATTCTTCAGTGTGCATTCAGGATAATTCATTGAACCCATGGTT
TACCCCTTTTTTCCAAGTTTCCCACTCAAATAAAACTTTCAGCCGCGATAGCTTGCCTGA
CGCTGGATGATCTAGCAACTTCCACAATGCAACGTGCGACCCCCGGCCATAATGNCCGGG
TTTAACGG
>CL6216Contig1
GGCACGAGGAAGTCAAATTAAAACATTGCAATGATATACTGAGCTGTCTTACAAGTCACG
GTCCCGTGGGTCAGGTGAGCCACTAGAAGTAGGTTGGAGCTGTTTCCAGCGCTTGCTGTC
TCTCCAGCATCTTGTGTCAGCACATTCTTACATTTGGCTCAACCTCATGTTGTATGCTAA
AACTCCCTTTTAAAAAGTGAAGCCCCCTGTCCAGCTCTGCAACAGAAGATGGTTCTGTAG
CAGACTGACCTGTCAAAAGCACTGCTGTTTAATTCTGACTTGCTGCATCTGTGTTCAGTC
AGGAGCCAGTATCCGGGTTGTCAACCAGCTGCTGACAGAGATGGACGGGCTGGAGACCCG
CCGACAGGTCTTCATTATGGCTGCTACAAACAGACCAGATATTATTGACCCTGCTGTTCT
GAGGCCGGGCCGGCTCGACAAAACGCTCTATGTGGGTCTGCCGGGTCCAGCAGATCGCTG
TGCTATTCTGCTTGCCATCACTAAGGGAGGAACCAGGCCTCAGCTAGGCCCAGATGTCCA
TCTTGAAGAAATTGCATCAGATGAGCGCTGCAGCAGCTTCTCAGGAGCTGACCTGACTGC
CTTGGTGAGGGAAGCTTCTGTAAATGCTCTCAAGGACTATTTGAAGTCCCAGCAAGGAGG
GTGAGGCTCTTCCCTCTGGCTGCACTGTTGACATTCAAGTGAGCAGAGTTCACTTTGAAG
AAGCCCTCAACAAAGTTCGTCCCTCTGTGTCCCCAAAGGAACAGCTGCGGTACGAGCAGC
ACAGAGATTCACTCCAAAGATGACGTCCACCTGATCCTTGATCTTCATTCTTCAGCAGAC
GGCATCTGTGTGGTGGGGGGATTTTGTTGTCACATTCCTCCTCAAAACTGCAGCCTCCTA
TCCCAGTGTTGATGGTTCGTCCCAATTACTCAGACGTGCTCGAGGTTTTAGATAAACAGA



TGCAAGCACCTTCATCCTCTGACAAGTCAAAAAGGATAATGCAGAACCAGGAACCTGCAG
TTTCAACACCCTAAGATCCAACAGAGCTCAGCAGTCTCTAAACCATGTCAGCAGTTCAGC
GACAAACGGTGGGATCTTCTCTGGTGTGTCATCACAGCATG
>CL6217Contig1
GTACAGATGTTTCCATCAGTGTCACGGTGAAGGGGAAGGTGGATTACACCGCTGAGTTCC
TGGAGAACTATGACTATGGAGACTATGAGGAAACGGACAAAGATGGCTCTCGAGTTTCAC
GATCGGCAGATAATTGGTTTGATTCCCACACACGAAGCAGGAGAGATCATGAGAACGACG
TGAATGCAGCCAAGGTTCTTACCTACAGGGTCTGTGTCAGTCACAGCTCAACCAGGAATC
TGACAGGAATGTCCATTGCTGACATCACGCTACTTAGTGGATTTGAGGCTAAAAAGGAAG
ACCTGGAAAAGTTAAAGCGGCCACCTGAACAGTAC
>CL6218Contig1
TCTTCCTTTTCCCTTTTAAGTCTCTCTTCTTCCACTTTCCTCTCCTCTTCCTCCAGCCTC
AACCTTTCCTTTTCAAGTTCTCTCTCAAGTTCTTCTCGTTTCCTAAGCATCTCCTCTTCC
TCTTTTCTCTTCCTTTCCTCTTGTTGTCTTTTCATTTCCTCAGCCTCCTTTTGCTTCCTT
GCCCTTTCTTCCTCTTCTTTCTTTTTCATCTCTTCTTCTCTCTTCCTCCTCTCATATTCT
TTTTGCATATCTTCCTCTTTTCTCATTCTCTCCTCTTCCTGCCTCCTAAGAATCTCTTCC
TCCTCCTCTTTTCTCCTTCTTTCCTCCTGCTCCCTCTCTGCTTTTTCTTGCTCAGCTCTC
ATTTCCTCGAGCTCTTTTTGCCTCCTGGTCATTTCCTCTTCTTTTCTTCGCATCTCCTCA
ATTCTCTCCTCTTCCTCTTTCTGCCTCCTGAGCTCTTCACACCTTTCTTCTTCCATCCTC
ATTTTCTCAGCTAATTTAAGCTCTTCTTCCCGTTGTCTCTCCTCCTCGTGTGCTTTCCTC
TCCTCTTTCTTAATTTTTTCCTCTTCCCGCCTCTTTTCTTCCTCTTCTAGCTTCTTTTGT
TCTTGTTTCTCCAGTCTCTTTTCTTCTGCCAACCTCTGGAGCTCTTCTTTGATCTTTTCT
TCTTCTGCCAGTTTTTCTTCTTTCCTCTGAATAATCATTTTGAGCTCTTCTTGCCTCTTC
AGAATTTCCTCTTCCTCCTTTATCCTCCTCTCCTCCTCCATTTTGGCTACATCTTCTCTT
GATTGCTGATTTTTAATTTCCTGATTGTTTTCACCTTTCTCTTCATCCTCCTCCTCCTCT
TCTTCTTCTTCTTCCATCCATGGTGAGTATTGCCTCACTGCTCTCAGCGAATCCAGAGAT
GGGGAAGAGGTATCGGGAGCGTCTTCCATCGATCCGTGACCTGAACTGGCCAGGCTGAAG
TTTGATCCAGCTCGAGAGGTCCGTGGCTGCGGCTCTTCACAGTAGACATGGCTGCCGTTG
ATACACATGTTAGTCTGCTCCGCAGAAGAATGTTTTTGATTTCCCAATGAGAAATCTTT
>CL6219Contig1
AGGAATTCGGCACGAGGTGTTGCTCCTCGTGCTCTGGTGGAGAAACTTTGTCGTCTTCGG
TTCAGCTTTTTAAGGATAAAGGGAAGCTATGGCCGACTCCCAGAATGACAAGCTGTTCCG
AGCAGAGTACGCCAAAAGCGGCCAGGCTTCGTGCAAGAAATGCAAGGAGAAAATCGCGAA
GGACTCGCTGAGGATGGCCATCGTGGTGCAGTCCCCCATGTTCGACGGGAAGGTCCCTCA
CTGGCATCACTTCTCCTGCTTCTGGCAGCGAGCCTCGGTGCAGTCCACGGCCGATGTCGG
CGGGTTTTCGGATCTCCGCTGGGCGGACCAGGAAGCTGTCAAAAAAGCCATAGAAAGTGG
TGGAGTGGCCGGAACAGGAAAGGGAAACTCTGGTGGTGCGGCTAAAGGAGAAAAGACGCT
GAACGACTTTGCGGTGGAGTACGCCAAATCAAACCGCAGCACGTGCAAAGGATGTCAGCA
GAAAATAGAAAAGGATCAGATTCGTGTGTCTAAGAAAGTGGTGGATGCAGAGAAGCCTCA
GCTGGGCCTGATCGACCGCTGGTACCACACTGCATGTTTTGTGAGCCGCAGAGAGGAGCT
GGCTTTCAAACCTGATTACAGCGCTGCTCAGCTGAAGGGATTCAATGTGCTGCGG
>CL6220Contig1
CTAATGCACCATCCGGTGTGTTCTGAAGCAGATCCAAGAAACGCTGTGCCAGCAGTCCCA
GAGACACATCTTCTCTGGAGGACGCCTTGGTTTGAATGGTATTCATCTGCTGCTGAGTTC
TGGCTGTCTTGACCTCTGGAGTCCCTTTAACATACGATTCATCCTGATCTGCAGCAGGAG
GTTCTTCTGGGACGGAAATCTTGGGTTCGAAGGGGATAACACCTCCACCTTCACCCTCAC
AGTCATCATCGCCTCCAGCAGCCCACTGATCTTCATCCTCAGAGGATTCAGCTCCCCAGG
GACTGACCAGAGGCCCATCCAGGCAGTGGGGCATTATGGGAATGGCTTCGTTGCTGACTC
CATTCTTGGAGATGTCCTCTGGCAGGAAGTGGTCCTCACAGATCAGGTGCTGCTCGGTGG
AATCCTGCTTGTCTGTTTCCCTCAGAGCTGCCAGCCACACCTTCACGCGTGCGGGGTCTT
TGGGGAAGTCGAAGAACCGTTTCCGCGGCCGGTTGAAGACCGCCCTGCTGCCAGCCGCCT
GGCGGTTCGGACACCCGGACACGACACACTTCACCATGCCGACCGTGACCCAGCCGAGCA
GGCCGAACAAAGCCGAACCGCGAGTCCCGGAAGGTTTGTTTATGTCCCACGGGGCGTCCG
CTTCCC
>CL6221Contig1
TTTGGTTTGCAGTCTAGAGTTTTATTCGTGATATGATGCAGGTTTGAAACACTTGTCACT
AAAATGAAAAACGGCTTTCACAGAGTTTGTCCTACAAAGTAACTACATTTCTGGTTCGAG
TTCGGTTTTTCTCCTGCAAAGCGACACACTAATGAAGCTGAGACTAATGCCTTTGAAATG
TTTCAGCATTTCTTCTTCAAAAAAAGGTGAAATCAGATTTTGTTGGTGGCTTGGTGACAG
TGTTGATAGTGATGAATCACCAAAGTGCTGGATTTTGTTTGAATATCAGATGAATCGTTT
ATGTTTACTGATTAAAGACACAGATATTGAGGCTTTCCCTGAGATTTAAAAATGTTCACA
TCTTAAGCCTCTTGGTTGTGGACACCGATCAGAAACTTCCAGTGTTTAAGCTTCACTCAT
TAAGGCAAAATGGAATCTTTTTACAGATGGGAAATCTAGATCATCTTGTTTTTTGGAAAT
ATATGTTTTACTCTGAGCTTTCACGATTCCAGAGAAATTCAGTACTTATAACCTCTTAAA



ACCCCAAAAGCTCTTGCTTGATTACCTGTTTTTTGTTCATGTTCCCAGGGTCCCAGTTCA
GCAGAATTAACTACTGTGTTAATATAACCAAAAAGTGATGTCCATGTATGTGGACGCCAG
GTCTAAAGAGGATAAGATGAGTAACATGGATTCAAGCAGCTTTGTTTTTGGATTTTGGGG
GCTATAATTTTCTTTTTTTGACAGGGATTTCATAAAAAATACACAAAAACATTGTCTTTA
GCTTCATATAAGTCTGAGTTGTACTGGAGGTGACCTTTCAGAATAAAGCACTTGCGTAAT
TTCCTCTTTGGGAAAGAAAAAAACATTAAATGTAACAAAAGTAGAAGGATTCCTCTAAAC
AGACCTTTAAGAATTACAGATTTGATTTTTCATCATCTTAAATAATAGAAAGAGTGACCG
AAGTTCTCTTCTGATCCATTTTACAGTAGGAATCGCTGTTTTTGTGTCATTTGTTGCATT
AAACTCAGTTCCTATTCATGTCAAACAATGTTGGAAATTTTGTAGTTTATATCTTATGTT
CTTTGGTTCCTTTGGACTCTTTGAGCGCCTTGTGACTCTAAAGCATTGAATCTGTCAAAG
ATGGACTTTCTCTTGAAGACTGTATCAGGAGGGAACAACATTCTCGTACTCAGCATGGTC
CGAGTCCTCCAGTTCGATCCCTGGCACCAGGCTGTAGTACTCAGTGGACTGAGTCATGTA
AGCTTTCTCCCTGTCGGCTGAGTCTTTCAGCACCTCTGTCACGCTGACCGTGTCCAGCTC
CAGCTGGGTCTTGGCGGCCCCGTCGGGTCCCTGAGAGCCCTGCTTTCCTTCTGTGAAACT
GGAGCAAAGTGAAGAGACGTGTGGTAGAGACTCTACAGAGCCCACCTTGATCTCCACTTC
TTCATAGATGTCCTTACTGCTGTCCAGAAGCGTGGGGGTCTGGTCTGGGGGTTGATGGTT
CTTCAGGATCCCCTGCTTGCTGCCGTCTCCATCTTTCCAGTGCTCGTGGGCTGAAGGCTG
CTGCTTGCTGAGATGTTTCTGGATGTGGCTGCTGGAGCCAAGAGCCCTCTTTTTTGAGGA
GCCAAACACGGGAGCCTCCTTCTTCTTTTTCCTCTTCCTCCCACAACACCAGCAGAGCAG
CAATGCGGCCTCGTGCCGA
>CL6222Contig1
TTTTTTTTTTGTTTGATGTTAAATCAACTTTAAAGAAAGTAAATTCCATCTGGAATTCAA
CAATCTATGACATGAGTGGATCATTTAATATGACATTTGAGTTAAATATGAGAATTTTTT
GTTTACATTTACATACAGAACAATATAATAGCCTTTACACCATGAGGCACAGAAAAATAC
ACAGAAAACATGCACATATGCATGTGGGCATGATCTATGCATCAGTCTCAACTTTTGATA
TGTGAAAATTAAACCAGCATCCAACCACAGCAGGGGCATCCCATAAATTCATCCAACTTC
TTCCAGTTTAAAGTTCTTTTGACTCTTTTCATGCAGCCTATCCTCTAACAAGGTGAATCG
TGTCGCTCGATGGCCTCCCCTATTTCATCTCTCTCCCTTTCACAGTCCTCACATCCCTCT
GGTCCGCAGCCCCCCACTAAAACCAGCGTTGGTACGTCCCCGTTCTCCACTCTGGCTATG
TCACCGTTTGGTGTCCACGCCACGTCAATCATGCCATCTGAGCAGTGCAGCAAGCCGCTG
ACGGAGTAGAGTCCACCCCCGGGCACCACCTCATCGTAGGACGGTGCAGTATTGTTAGCT
CTCGTTTCATCCAAGCGGAGTCTCTGTCT
>CL6223Contig1
CAGGTCAACGGCTCAGAGCCCCAACAAGCCCCTGGGAACCTGCAGGTCCCCGCTGCTGCG
TCGCAAGCAGGCAACATGGTCGTTAACGGTGTTCAGCCCGCCACTCATCACAACGGCGTC
TCCACAGACGCAAACCTGGGGATCCTCCAGCAGCAGCAGCCGAGTGGCCGCGTCGGAGAG
CCGCGGCTGACCTTTGAGGGGGCGGAGCCCTTCATAATGAAGACGGCCCCGATGAAGCCG
CAGCATGTTGCCGAGGTCCTGTGAGTCGTCACGGCAACAAGCATCTCTGCCGGAGCTGAG
AGATAACACGCACACATACACATGTACACATGCGCACACGCATAGCAGCTTCCGGAAAAA
CTGAGTGCCAAACAAGCGGAATGACCCAGAGGAAGAGGAGCTGACCTTTGAACCCTCAAA
CTGAAGCACTTGGATATGGGTTTTTTTTCTTCTAGGTTTACTCAGACGTCACCTGCAGAT
CTGATGACGCACCTTAAAGATGGCTGACTGTATCAAAGTCTTGAACTGCGCTCTGCGACC
CGGATCAGTGGTTGCTATTATTACCGTCTGTGATGTTGTCCTTGTAATCTTACGTTGAAC
TGTGCGTTTGCTGTTTTCTGTCTTGGATTTATTTAACGCTGCAGCGGCGGGTAGAAATGT
AAAGAACGCCCCCCCAGCTGCAGGACGCCTGTGAAATAAAGCTTTATGACCGAGAAAAAA
AAAA
>CL6224Contig1
GCGTTTAACCCGGGCCTTATGGCCGGGGATTGATCAGGCAAGAAATCTTCCATCATGGTT
CCTCCTGTTGCAGTGTCACCGCTTATAAAGACGGCCAGGTGGTCCGCTCTGCTGATTGGG
GTGATCTATGGAAAGCAGAGGTTTAATTACCTGAAGCCGATCGCTGAAGAAGAGCGAAAG
GTTGAGGAAGCCGAGAAGAAGGCCAGAGAGGAGCAGGAACGCATCAACAAACAGCTAGCA
GAAGCAAATTCTGACACCATCCTGAAATGAAGCAAATCTGTAACCTGTGCTGAGATCTTC
TCAGATGAATAAAAACTTCAACATTTTTCATTTAAAAAAAAAAAAAAAAGGAAAAAAAAA
AACATGTCGGCCGCCTAGACCCTGTCGA
>CL6225Contig1
TTATTTGGCGTTAGCCAGCATCACTGTCCATCTTCAGCCAGAACACAGACAGTCAGTCCA
GGATCACAGAAGGACACTTGAAGATGTACATGTTGCAAAAAGACACATTCTGTACAGGAG
ACACAGCACAGAGGAGATTGATTGACAAGGTCAACAGCCAATCAGGATGGAGGACATAAT
GGAAAAAACTGAGACCCTCAAAAATGAACCGTGTTAAGGCAGTATGGCCTCTCTTCATTG
GTTTACCATGAACTCATTATTGAAAGGAGAAGGGCTCCTGGACGCGCCGTTTTCATTGTA
GATCTATATTTGGTTGATGTGGTAACGGTGTCTAAGCATGGATTGGAGCAAACTCAGCGG
ACAAAACAGGCGGTGCATTTCAGTATAAGAGAACTCTGAGCCATTTTCACATCAAACAGA
AACAGGTGTGTTCTGGGAAGAACGTCCCAGCCACTGTTTCTCCAGAACTGTGGGCTTTAA
CGACTTGTCCCATCTAGGGTTGTCTACAGGTTTCTGGGTAGCCCCACCTGAGACTCCCCA



TGTAGGGCTCAAGGGAGAGGAGCAGGTGTGTGAGGGACGACAGGAGCTGGACAGGAGGAG
CAAACACGAAGCTTTGGACAGACTCGTTCATGAAGCACAGAGGCAGCAGGTCCAGCTCAG
CAGGAGCTCCTCATTCTCCGGAGAACATGGGGTTCCTCACTGTGGTGGTGGGTGACAGGT
ACAGGCTCTCCCCCTTGGACCACACAGACTTTTTCTGCCGTTCTTCTTCAAACTTCTTGT
ACTGTTTTGCATCTATTTTGTCCTGGACACACTTGAAGAGCATGAGCATCAGGATGCCGC
CGAGAACCACGCCTGCAACTGAGGCCCCGATGGTGACGGAAACACTGGGGGGCTCCGGAC
AGTCTCTGTGCTTCAGGATCTCAGCCTTGTATCTATTCACGCCAAACTGCTGCTGCAGCC
TGAACTTGATCCAGCATCCCTCGCTGTCCTTCTGCTGGCACTCCTTCCCCGACACATTGA
AGGACTCCACCAGCGTATGAGAAAGGCCTCTGCAGTTCATAGCGCAGCTCATTTTCAAGT
CACCAGATTGAAATCCAAATTAGGCCAAC
>CL6226Contig1
CGGACGAGGAACACAGAGAGCAGCCAGCTGGGGCTATGTAAATCTGAGGCTTCAGCCTTT
TTTTTTCTTTTGCACAAAGAGATTCAGTCGATCTCAGAGCCAAGGATCCGAACCGAGATT
CTCATCATGAGTGTCAAACAGCCCTGCATTTTTCTCAGAGGAGGAAAAGGGAGACAATCA
AGAAATCTTACAAATGATGAGCTGGACGAGTTGCGTGAAGCCTTTCTGGAGTTTGATAAG
GATAAAGACGGCTACATAAGCTGCAAAGACTTGGGGAATCTGATGAGAACAATGGGCTAC
ATGCCAACAGAAATGGAGCTGATTGAACTCAGCCAGAACATTAACATGAACTTAGGGGGA
CAGGTGGACTTTGACGATTTTGTCGAACTGATGACTCCTAAGCTTTTGGATGAAACAGCA
GGGATGATCGGCTTGAAAGAACTCAAAGATGCTTTTAGAGAGTTTGATATAGATGGTGAT
GGGGCAATCACATCCGAGGAGTTGAGACTCGCTATGGTGAAGCTGCTTGGGGAGCAAACC
AGCAAACATGAGATCAACTCAGTGGTCAGCGAAGTTGACAACAACGGAGATGGAAAAGTT
GACTTTGAAGAGTTTGTCAAAATGATGTCAAAGAAATGAGGACAAGAGTGAAAACAAGAG
AAGACGTATCTTCTGCTGATTTTGACTCCCATATTATTCTAGTCATTTTATTACATCTGA
AGTCGCATCTGCATATGGTTCAAATTTTAACTACCATATATTTTCATTTCTGCA
>CL6227Contig1
TTTTTTTTTTGGTGATTCAATGTTTTTTATTTTGCATTAATGACAGAAAAATACAGATAT
GAGGTTGTATATGAGTTGTATTAAGAAAGTGAAATGACAGAACCACAAAAAAGAAAAACA
GGTTAACATTTCCTTCTGTGTGACAACATCCGCAGTTTGTCCAGAGGTGACCTGGGTCGA
AATCAATCCATGACAGGGATAGGCCTAATCCTGCTGAGAAAGCAAGGTCACCAAGCAGCA
GGAGCTCCTGTCAGTCAAAGGATTCAGAGTAAATATTTAGCAGTGTGATAATGTTTTTGA
CCCGAGCATTAGGAAATAGGGGAGAGCTCTGCTTTGCTGCTGCAGAATGACCTGCACTTC
CATTTACAATTGACTGCTACCTTCAAAAAAGCATCTTATGTTGTTTAGAGGTGCTCTTTG
TTTTAGACTTCATTAAGATCTTTTTTTTAGAGTTGTTTATTTGTTTGCCATGTTGGCCTC
TTAGGTGGAGTGATCACATATGCAAGTCAACGAAAGAAAGAAATATAAAACCTCAATAAT
TATAGAGTTACAGAAAAATAAAAATACAGTTTAAATGTATCTGGAGTATATGTCATTTAG
TCCCAACCTTGTCAAAGTCACTGCACAACGTTCTTCTAACCCTCTGTTCCTCTTTTCAAC
AACTTGGTCCATTTTTATCCGCGCCAAAAACACACAAGCCCTGCAACTCTCACTCACTTA
AGTCCTTTGCACAAGACATTTTCACCTGTTCTTCCTCAAAGACCTTTTTAATACAAAGAA
ATATGATTGCTGGCGAAAAGCGTCAGAG
>CL6228Contig1
TTTTTTTTTTCCCATTTACACTTTTATTGTTCATTTTGTAATTTGTTGACAGACCATGTC
ATACCAACATAGAAAAAAACCCACTGCAAACAGTAACACAAAGGGAGATAGGACAATATT
CTGTCCAACAGTACAGGCAGTGCAGTAGGAATTGGTGTGGTCTTCCTACACCTCTTGTCG
TTCCTGTATGTTAGGCCACAAATTCTCATCCACATCACAGCGAATATCCTCTCTTGCAAT
GCAGCGAAATATGTTTGTCACATTATGACAACTTGGTCAACCATTTTGTAGTTAATGACT
TATACAATGAACTAATGACTAGGTGTTTTGAGAAGTAAGACTATTGCACAGTGAACTATA
TAATACATTTTGATCAACATGGCATAAACAATTGATAATGTAGCAAAGAGCAGAGAATTG
TACATAATCATTTGCATGGATGTACCAAAGCAATTGCAACTTGTTCAAAGAAGTGAGAAA
CTGCT
>CL6229Contig1
CAGCAGGAGACCAACAAAGAAAGTATGGCTCTACTACTGAAATTGATGACTATTTTCATG
CTTCAGGTTGGAGTTTCTCTTGCAGGCTTCGACTTCAAATTTGACGTCCACTTCAAAAGA
GTGGGGGAGGACATCCTTTTAAACTGTCCTGTTGATGAATCCTCCGACCAATGCTCCAAT
ACTATCTGGGCATACATAAGACCCTCCAATGATGGGGAGATAAAACGAATGATCTTTGGA
GGAAATGTTTACAACAGTTCAGTTAGAGATTCCAGGCTGAGTTTGAGCAGTAACTGCTCT
CTGCTCATCACAAACATCACTGATGAAGATGCTGGTCTTTACATCTGTAGTCATAGGATG
CCTATGCTCCTTAATACTTTGAGCATTACTTCGTCTCCACCAGATGTTAATGGACAAGTG
GATTTGACATGCTCTTTAAAGAATTATAATCAACCTGGTCACTGCCATCCATACCCCATC
TGGATGGATGAGACAGGATCTCAACTGTCTGGTAAAAATCCTGAGTTTGAGGTTAAAAAA
CAAACAAACTGTGATTCTGTTCTGACTGTGAAACATCAGAGTGGAAACAACAAAAGATTC
ACCTGCAAGTTTGTTGAAGATGAAGAAGTGAAGATAGAGGCTGACTACGTTCTAACAGAA
TGAAGCAC
>CL6230Contig1
GATTGGTTTCAAGTCCAAAACACACAAACCAAATGTCATCCTATTGGGTTCTAAGAAAAG



TCAAAGAGAACTGGTCAGGAAGGGAGATCACCATTTTTAGACAGGCATTTTGGCTTCTTT
TCCTGTGCACGCAGGTGCATGACATTGATGTAACTCCTCCGGTTTTCACAATAAAAGCAT
CACACGGCAATAGAGGGGAGTTCTGCGCTCTCCCTTTCCTCTGTTTTGTTGAAGAGTAGG
AACGATTGGCTCCACTGCTAAAAGCTAACCCAAGTACATATCAAAGGTACAATGAAAAAG
AAAAAAAAACGTTAAAAAAAAACTAAATAAATAAGGGTTTGTGCATACTTGTCATTTATG
ATTTTACACGGGTTGAAAGACCATTTTTTTAATCATGAAAACTCTGTGGCTACTTCACCA
CTGAAAGATGTTTAAATGCTTCTCCTGCACTGTAACTTCTGCCTTTTCAAAGAGAATCCA
TGGAATAGAATCCTGAGAAACATGGTGTGTCCTAAACCATCCCATTAACACGCACACGTG
TGGAAACGTGTACATGCATAAAATCAAGCCACAAAGAAAAAGGGGAAAATATCTCTGTAC
AGTAATGTTACAAACTGCAGGTCATTCCTCCCTGCCATGATTGATCCTTAAATATTAAGT
ATAGTAAAAACATAAATGCGCTACATTCTTTTACACACGTTTCAATCATGTGTCACAAGT
CACTACGCAGTGCGCCGGTTTTCTTCTTCCAAATCTGCCCTGGTTTCTTGTTTCGTCCAA
TTAGTTATTCAGTGAGGATTTGGTGTCTGGTTTCCAGGCTGGTGTCTGAAGTCTGGGATC
CTCCAAACTGGCTTTAGGCATAATAACAA
>CL6231Contig1
TGTGTATAGCTGCTCCAGCAGCTCCATGTCTGCCTGCTTCACCGTGACGGGGTCCAGCTG
ACGCATCATGTCTGACATGATGCTCAGGTTGCTTCGCACCATTCCCAGATCTGTCTTTAG
CCTTTGCACCTGGCTGGGAGTGAAGGGATTCGTCCCGTCGAGAGCCAGAGTTAGCACAGA
GGTCTGAGGAGTTTGGGAAGATAGACGCACAGCAGGCAAAGCGGTGACAGCAGGTCCGTT
TCCAGACAAAGTCTTTTTTGTGGTTTGGACCGGCATGTAGCCCTCCTGTGGAGTCACAGG
GAACTCCAGTCCTTTCCTGCGCAGGTCTTCGTACACGGACACCACTCCGGTAAGGTCAGG
CGAACTCCGGAATGCGTCAGCCCACGCCTGTATGATGCCGAGCACTCTGTCGTGCACAAT
CAGCGGAGGGTTGTTACTCGGGATGATGGCGCGTACCAGAACCCCCTCTATGAAATCCCG
TGTTGTCACCAGGATGTGAAATCTGTTGCCACAGTTCTTCACGCAGGTCTCCAGGACAGT
CAGTGTCAGCATGACCTCCTTGAAGTTCTTGTTCCCGATGATCCTCTTCTTTATTGCTCG
GATTGCATCTTTGGGCCCCTCCTCTGAGCTGTTGATCGTGTCGCAGATCTCCAAGTTGAG
TTCCCAGTCTTCAGACTGTAAGCTGGAGCTGGTGGCCCGCTCGATCCGCTGTCCCACCGC
CGTGCTGAACGCACCTCCCAGGAAAAACTCCATCGTGAGGGAAGAGGGGCCCGGCGGGGA
GACTCTTATGCGACGAGAAGCGGCTTTCCTGCAGCCTGCTGCCGTTGCTCCCTCCACAAA
GTCCCCGGCCATA
>CL6232Contig1
CATTTTATTGAATTGTCTTGCAGCCATGGGACGCAACAGCAACACACAATAAAGTTGTTA
AAGTGCACTGAAGCAAACAGTTTGAACACAGCCTATATGTGGAAAAAAATCCTCAGTAAA
AGTAGGGGCAAAGCACAAATTGTGGCATTATGGCAACCAAAGTTAATTTACAGTTAATAG
AAGAAAAAAAAAAACNCAAGCANATCATTAACCTTCTGACAAAGNGCTATGTTTCCNTGT
AAAGCTAAAATATTTCAAAAACTAATTGTTAACATTTGGAAATAAGTTCAACTCTNAATT
TAANATAATTCATTCCACAAAAGTCACTTTGGTAACAAATAGGAAAGGTTTGTAATCAAA
GTANCCTTAAACTTTTTCAAATCCCATCTCANGTCAAACAGGGATTGTATTGATNTCTAG
ATTAAATGGAACAANAAAAACGTGTAAGGGCGACAGTGTTTTGAGCTCAAAAAATGGCCT
TTATAGTGAACTTTAGTCATATGCATGTCATACATAGATTAATTGGGCACTTTTAACTGT
GCAGCCATAAAAAGCCTGAAGAACGTTTCTTTTTTTATGTTTGTCTAGATTTAACTCCGA
CAGAGCGCCACAGCAGAAAAGCGAACTTCGTCTTTTTCCCTTTCCGTGAAGCCACGGCAC
ACTTTGGCTGCATCCGCGAGAAAAGATTCCTCGGTTGTCTCTCCGTGATTTACTGGTCCG
TCCATTTTCCCATCACATTCATAAAGATTTCCTTTGGCGTTTATGAAAGCAATAAAGTGG
AAGTTGATCTTGTCGGCCTCTGGCCGGCATTGACCCTGCATAGCAACTTCATTGTGAGCA
TCATAGATGGCCTTGTTCTGTTCCAGATGTTTGGCTCGATCATCAGGAGACATGTTTGCA
GTCTCTTCTAGAAATTTCTTCAAGGCAGATCCAGCATCGAAAGCCATTTTGTCTTTATTG
TTGGCCACAGCGTGCAGCAGAGCGATGGTGCCACAGGAGTTGCCCGCTTTCTGCTTTAAG
AAATAAACCTCAGATCCATCGTCGACCTTGTCTGCCTGCTGGGCTCTGAAAGATTCATGC
TGTTGTGTGAGTGGGAAGAGCAGCATCAAGGCACAGCATGGTTTTGGCACAGCAGAAAGT
TGCTCGCCCTCCAATCCAAGCACATCAACAAAGCGCCAGCTGTCACCAACACCAAGTTTG
CTCATAATCTTGTTCAGCATCTCAGGGTTGATTTCCATCGGGGTCCACTCCATTTTTTCA
AATTTTAGTAACTAATGGGCACAATGTTGTCGCAAATTCTTGTCCGCTTTGATAAAACGT
CTGTTAGCCCCCGGCCATAA
>CL6233Contig1
GCATGATGCATGTGCGGAACTGTCTGTTCATGAAGACATAGATGACGGGGTTGTAGATTG
TGGCGCTCTTTGCAAAATAGGCAGGCATGGCAGCAGCCAGAGGATGGAAGGCATATCCGG
GGTTGGCTGCAGCAAAGCAGGCGAAAAAGGTGTAGGGTCCCCAGCACACACAGTAAGCAA
CGATCATGACCACCACCATTCCTGGACACTTCTCTTTCAGCCTTCTGGGTTGACTCTGAT
TCCTTCTGCTGCATTGCAACAGCACGGATAGCCAGCCAGACAGCAAGGTAACACAGGATG
ATGATGGCCAGGGGAATGATGCAGCATGTGATCATCAGAACAATCATGTAGGACTGCACT
CCAGGGTCATCGCTTCCACTGAACACATCAGGTCCACAGGAGGTTTTTAGTCCATGAGGC
CAGTACCTGCTCCATCCAAAGACGGGAGGAGCACACCAAACTGCAGACCAGACCCAGGAG
AAGACGATTCCACCAATGGCCCACTTGGCATCAAACTTGACATTTCCAAAAGGTTTGCAC



ACGACTACCCATCTTTCCCAGGAGATTATGGTCAGAGACCAAAGAGCAGCAATACCACAA
GTGGAGACCACATAGCCCTCAAACACGCACATGGGGTGTCCCAGAATGAAGTAACCAAAG
AACTGGTTACACACACTAATGGTGCTGGCAAACACCGTCTCTCCCAGGTCAGCTATGGCA
AGATTGACCAAAATCCAGTTTAGTGGGTGGCGCAGTTTCTTGAACTTTGCTGTGGCCACC
AAGACCAGGCCGTTGGTGAAGACGGACAGAACCACCACAAAAAACATCCAAACTGTGGCA
ACGTTGTAGACCCATCGAGGAGCAATGTGGTAGTTAGGACCCTCAAAGGGATCTCGGGTG
TGATTGCTGTTTGTGTAAGTAAAAGCAGAGCCTCTTGTTGTGTCTTCATTGTGTCGCCTC
GCAGCAAAAACCTGTTTTCCCCACTCCTCTGCCATTGTGATCGCACAAGGAGGCTCTCCG
CTGTCGGGGTTTCTTGTCACCTGTAACCTCCTGGGGTTAGAT
>CL6234Contig1
ACGCTGACTTTTTGTCTTTAAAAGCCACNGTAATCACAATTTTNTTTCCGTTTGCTTTGA
AGCTTTACAGNTTAATGTTGAGAAGGAGGTGTCAGATTACATGCAGACGCTGCNTGCAGC
GCAGATCAAAGAATTTGGTGAGATTTGACGGATGCAGTCCTCCTCCAACACTCCTCCTTT
GTGCATCGTTGTCCCTTATGTTTTTTTTGGTTTCACACATCAATTTTTTTTTTGTCAAAA
CTTGTCAATATATTTTCTTTCATTCTCTGGGTTTTTTGTTTTTTTGGAGCAACGGCATGT
TTTCAACGAATATCAACAAGCTTCAGACCAGCACGCCATCCTTTCTACTGAGCCTCGTGC
TACAGTCACTCAGTCCTTCGGTGATCAACAGAATGGTTTACCCAGTAAAAATGTTTAGTC
ATTTTTATAGTGCATTGTTACTCTGTACACAACACACTGAGAAAAAAAAACAAGATGTTC
AGTGGCAGTGTTTTATGAATTTGGTCTGCTATAAGTATGACTGTGCCTTTGGAGGTGGTA
GAATGAAATTCAGATGTTTTTAATTTTAAAGATACAAATAAAGAAC
>CL6235Contig1
GGGTGTGTGTGTTCGTACACGGCTTGTTTGTCTCGAGCCAAAGGGTTAAGGCGACGGCCT
CCTTGAGCTGCTGTCAAACCAACGCNGACGCTTTGAGTGGACTCGGAGGCTTGCATGGAT
GATGTCAGATCACTGTTTTACACCCGGTTCAGTATCAGAGCAACACGCCCACCCATCCGG
CTTTCACACACGCCTGACTATATGAAGCTCCCAGACCTGCTGCTTAGAACGGTTTCAGCG
CCCTTAGCTAGTATTTCATGGCAGGACGAGATTTGAAAGAAGTCAAACGGTTGAGGGTCT
TTGCTGACTTTCACTGAAAAAGCAAACGAGTTAAGGACAAAGAAAATCCGAAATCTCAAG
TCCTGAAGGACACTTCTCTGCTGGCCCCTCCCACAACGCTCTCGTCTTAGGTCGCTGATG
AGAAACCTTAAGAATTGTACAGTAGTATACACCCTGAGGTGGGGAGGGATTCCCCTCACA
TCTGCCCACGCTGGGGGAGACTCCTTCGTCGGGAGGATGACAGAAGAGGAGGCGTAATGA
CCTATTGTTTTTGTTGTACAGGGGTTTCATCACTGTATTAAATATGTACTGTATTATTTA
CATTCTCTTGGTTTGGTTACAGAAACTAATAAAAAATAATATACTGTTAAAAAAAAAA
>CL6236Contig1
CTTTGTTTTTTACTTAATATTTATATATTTTTACAAATAAAAAAAATATGAAAACAAAGC
TAACAAGTCTGCAAGGATTTGAGAAGGAAAGAAAAAGCCATGGACAAACGGGGACTACAG
TACTTGTGTTTTTATATGTACAAGACTAGTTTTTCTCCATTTAGATTTTGTTTTAAAACG
CACAGTACAAAAAAAAATAAAAATAAATCACTGAAAATGAAACAAAACCCAAAATACAAT
TCTGTCCATCAGTATTCAACGCTGCAGGGTTTCTTTTTATGTTAGAAGACAGGAGGAGGA
GGAGGAGGAGGGAGGACGGGAATCCGTCTGTCCTTCCATCCGGATGCGGTTAGGATTCAT
GGGAGGAGTTACTGTACAAACGCCACATGCCCAACCGCCCTGAGCCCAAACGTTTCTGAT
CACAACCCCCACGTGTTCAAACACGCACGCCGTCACATGACAGCGTCGTCCCCACAGCCT
CTGTATATAGAATAGATCTAGATTTGGTAAAAAATAAACTTCACGACTCTACCAACTGCT
TCTTCAAACTTAAAAATGACATAAAAGGGGGGGAAAGCATTCAACAGCAACTTATTTTGG
>CL6237Contig1
AACATTACATCTGCTCAAAGATGCAGGTCCTCTTTGGCCTTCTGTGCTTCGTCACAACAA
ACACTGTCATGTTTCCACAGAGGCAGGCAGACATCAGTGTTCTCTGTGAGATCCTTAACG
ACCGCCATGTTCACGAAGAAAGACGCCGCCTTAAGCCAGGCTTTGGACACGAAAGGGGAA
AAACATCTGACAGGAAATGGGCTTCGGGACCTGAAACACTTCAATCAACAGAGCGGACTT
CATCTGCGAACCTTTCTGATGCCAGAGCGTCACGTTAACAGATTTACAGGAAGTGAACTT
CAGCTCTCCTGTCCTGCTGCTGGAGGAAATCCATCAAGTGCAAACCTCTGAGATTTTTTC
CACCGATTCTGTTTCCTTTGTGTCTGCAGGAGCAGCAGTCTGGGTCTGAAGTCTGAAACC
AGGAGGGAATCTGAGGAAGAACCTGCTGACAGAGCCTGAATGTCGGGGTTTGAAAGGATC
GGGTTCTCCTGAAGACCCGATGGAGATCTGCTCAGAGGGCAGACGGATCAGATCTACGTC
TGAGCGTGAACGGAGCTGAGACGCTGGAGGCGTTTCCCTCACTTTAAGCCCCTCCCACAA
GAGTCTGGCGGTTCACAAGCGGATCTCAGCTCCGCCGCTGGAATATTCACATGCGTCCCT
CCTCACGCCACACATTCATCGGCGGGAGGCGAGCGTGACTCGCGTGGGAGGAGCTATCCA
GAAGCTACAGTTAATCACAGATAGGTAAAAGTCGGAGAGACTCGTTGGCGACACGATCAC
CTGCTAAAGGGAAGAAAAGCCTCTACGGTTCAGACGCTGGTCCTTCATTCACTTCTTTGG
CGTTAAGCTACGTTTTTCTGTGTTTACGTCAGTTAGAAGACCGGATCCTTCGGACCACGA
GCACCGCACAAGCGGAGAGCGCCAGCAGAAATCCCAGGACGGGCAGGGCCGAAGGCGTCC
ATCCTGCAGGTGCAGGTCTGTGACGGGTCCAATCCTCTTTTGGCCTCTTCAAAACGTGCA
GCTCCACCTGGTTCCCCGCACACCTGAAAATGTTCACCACCTGTCGGTGCGCCATGTTCT
CCAGCTTGGTCCCGTTTATAGAGAGGATCTTGTCTCCCTCCTGGAGTCTCCCGTCCAGCG
CCGCCGCTCCGTCCTCTTTGATCTTGGACACGTAGATGCCGCTGTCATTCATGGCGTCCC



GCTGGTCCACTCCTCCCACGATGTTGAAGCCCAGACTGACTTCCGGGACCGATCCACAAC
CCTCACGCGGGCAGCTCAAGGCTGGACGGACCCTCTTCTCAGATTAGCTTTAGCTTCCGC
GTGCTGA
>CL6238Contig1
GCAGAAAAAAAAAAGTAAAATAAAAATTTTACAGAAAAAAAATACTGGATCCAGAGGAAA
AACAAATGGAAATGTATCCTGTTAGTTATCTAAAGGTGAATTCTNTACTAGGGAGGGGGA
CAAAAATGAACTAAAACAAAAAACTGGGGGGCATCAGTCCTGGAAAATCAGATGTACACC
ATTTGAACATTGCTTAAGTCTTACAAAAGCACTAATGGAAATTCATATCTCAGCAAAAGG
GCAAACATTTCTTAAAAGATGAAAATATTTGTTCTGCATGTCCAGACACATTTTCTACAG
AATCTTGCAAAAAATAAAACTCTTACTTTAACAACCACAACAAAAGGAACGTGCAAATCT
ATCAACCATAACTTGATGATTCAGAACTAAAAAAATAAAATAAAAAATATATATATCCTT
ATCAAAGACCAACTTTCATCAGAAGAGTGTGTAAATGCACCTGGACAAACAGACACCAGC
AGTAAACAATCATTGATGGTACTGGTTGCACACAAACATCTGTGGTAGCAGCTCATCGCA
AGAAGCAAATTCCACATTCTCACTAATTTCATTCTGTGAGGCTCCCATCTGTTCAGCGGC
TGCTTCCACACCAGCGGGTCAGACGTGCTCCCGATTCCCCCACGGGTTGCCGCCTGCCCA
CTTTCTCCTTCGTGTGCTTCTGAGATGCAGCCC
>CL6239Contig1
ATTTTGATACAAAAACATTTCTGCAGATCATTTCTTAGAGCGTGTGGCTCTGAAAAACAA
CCAAAACATGAAAATCGGCTTTTTGAACATGGGTTTAAACATTTAGCTTCACTAACCAGA
CTTTAGTTACAGATGCGAGTCCTCTATTGACAAACACACCCACACACACAAACCCACACC
CACACACACACACACACACACCCACACACACGCACACACACACACACACTATTGTATACT
GTTTCCTTTCAGGCTGACCTCTGTCCGTTTGCAGCCCTTTATAGTCCGATTTCCCAGCAG
CTCCTGAACTGGTTTTGCTTTTTTCAGCTCACAGGTTCTCTGGAGCCGGTTCTTCAACCT
TCAACCAACAACCTGTCAGACCAAAGCGAGCCTCTAAACATCCGGCGAGGGCCACGTCAC
AGATATAAAGGCGTTTGATGCTCGGCTCCCTTCTGCATCCCAGTAAAAAACATAAGCACA
CTTTTTTTTATTGTTTTTAAACTTCCAAAACCTGAACTCTGAGCGGAAACAGAAGACGAT
GGCTATACAGAAACTGGTGTGCATCGATATTCATAAAGTGCAAATAGCATTTGGTTAAAA
AGCTTTATAACATGATTTCCCTTTGTGTGTCCATCATCCTGATCCTCCGGGTTCCGCTGG
GAGATCCTCCTAAGCTTCCAGTTTGTTCCGGTGTGATACACGTCCCCCCCAACCAAACAA
TCAGCCCACTGGAATTCTGGCCGTCCCCCGTCTGCTTGTTTGTAATGCCTCGGGTGCCCC
CATGGGGGTAGTGTTGTTCCCGCCCTCACTTCTCGTCCTCGGGGAATCTTCACCTCCGT
>CL6240Contig1
CGNGTCAGATTACAAAAAGTCAAGTTTGCCNCGAAGACAGCAAAAANGGAAAAACTGCNC
NCAAAAAAAAAAACAAACACAAATAAGGAGAAGCCCGTCCAGTCAGTGCTTTTCTGACAG
AGCTGCTGCTTTTACTCTGAAGGAGTTCAGATGGCAGAAGCTGTAAAAAAGGTTTCTCAT
CTAAAGTGGAGCAGCTCATCCACCGCTTGGAGTTCCGTTTTCATGAACAGCTATGGTGAG
ATTGTCTCATCCTTAAAAAAATATATCTAAACAAAAAAAACCCTAACAGCCGTGTAAACA
TGAACATTTCCACACATCTTTTGTTTCTCTTCGACGGAGCTGTGAGCGCGGATCTAAACA
CAAAAGCATCTTTGAAATACNTTAGCCATNTCCATGATTTCATCT
>CL6241Contig1
TTTTTTTTTTGGATTCAAACCACTTTATTGTCTGTGTGTGATTCCTTCCATCATTCATGT
TTGTCTGAGTGGTTAATACATGGTATTTTATAAGAAAGAGTCCTCTGAACAGCTCATTAC
AGACGCAGTGAGGGGTGGAGGACTGACAGCAGAGGAGCAGTCAGCTGTCTCACCAAACAG
AAGACAGTGGGGCAGCTCAGAGAAAAACACAAACAAGTTTATGAAAAAGAATCCATGAGT
CTGAAGCAGCTTAGAAACATTATAGGGATCAGGAGGAGTATTTACAAGCTAACATGGTTG
GTTCTCGCGCCTCAACAGACACCCCACGTCTGGAATGTTGGATATCTGAACTACAGGAGA
AGAATCGACCAGCCCCCCCACCCAAACCCAGGCTGGGGGGGCCCTGCAGAGCTCTCACAA
CCACAAGCACGGCCGGGGGCCCAGGACAGGAAGCTACAGGAAGACATCAGTGAAACCAGA
GCAGCTGGGGGGGCAGGGTCAGGCTCTCCTGCAGGCAGAGGGACCACAAACCGCACACAG
GGACAGGGTCCTGTTCCTTTGCCCCCACCAGAGAGGAGCACAAGTTGACCCAATTTTGAC
GAGTCCACCGACATTG
>CL6242Contig1
TTTTTTTNTTCTCTATAATTTCATTTAGTTTATTAGGCAAAATATAGGATCTGGACAAAA
AATTCNTTCAACGTTTTCTATTTACAAATTTAAATCACCTTATATTTACATCAAAAAACA
CCCAAAACACAATGTAGAGACAAATAATAATAATTATAATATAATAATTATAATATAATA
AAGTAAAAAGTCTAACAAAATAGGCCAGTCTGCCAAAGCAAAGTGGAAGAGAGTAACATT
ATAGGCGCGATTATAGTCTACACAACAATAGAGGAAGTAATCCATCCATCCACAGGATAT
TACCAAATTACGCCATATGTGACTTAATGCTACGATGCATTATTATTTCTCATTGTCCTT
TTTTTAGGCAGAGTAAATTATCTTTTTAGTCTGTTTGTTTCATTCTTTTCTTTTTCAATC
AAAAGCAACATGTCTATATATATATATATATGTATTATGTCTTGATCAAGCCGAGGAGAG
CGCAGTGAGGACCCGTTGTGTGGCGTCTTGTGGACTCCTGGCGCTGGAAGGCAGAGAGGA
TCTGTCAAGAATAGGTCGAAAGGAAGACTTCGGCGTCTGTGTTGGAGGCGAATCAGATCT
TACGCCGTTTTCACGCTCTATGTGATTGGGACTGTGGCTCTCTGTTGGGGACTTGCTGTC
GTTGCTGACTGCTGCAGAAGCTGCTACGGGTGACACCACCACTGATGTCGGTTGCTGCTG



CTGTGGTTGCTGCTGCTGCTGCTGCTGTTGGACTGCCAAGTGGTGGCTGTGGTGGTGGTG
GTGATGGTGCTGATTCACTCCGAGAAACGACCTCACATTTAGTAGGGAGTTCTGGCTCAG
GAACCCCCCATTTGTCCAATTGTGGAACTTTCCAATCTGGCATGTGTACAGTCCGTGGCT
GGGGAGGAAGGCCGGGTGCGTCTGGATCTGGTGGTGGGGCGCTGATGGGTGAGTGGGGGT
CCCCGGCCCACAGGGGGATGTGGGCTTCTGAGAGGAGCTGTCGGGGCTGGTGGCTGTCTC
TGCTAAGGACCATATTTTGGGTTTATTGGAGGAGGGGAGGGGGAAGCGCCCTGGTCTGTC
CGGAGACAAAACCCTAGTGTTGTTGCCGTCAGATGCGTCCTTAGCCCCCGCGTGAGCTGA
AATCTTGGATTTCTCAAAGGCCTCGTGGGCCTGCAGGGCAAAGGCCCGTC
>CL6243Contig1
TCTGAGCTACGAGACCGGCTTCTGGAACGCCGGGCGACGGGAATGGGAACGAGAACGGGA
GTAGCGCCTGCGCGAACTGCGATGAGACCGAGACCTAGATTTTGATCTTGAACGAGAACG
AGATCTGGACCTCGAATGGTGGGAGCCATCTTTTGAACGCGCTGGTGAGTGGCTAGTAGA
TTTAGCAGAACCCCGAAGGGGATGCACTCCTCGAGTGACCTCTCGAATCCCAGGTATACT
TCTGATCTTAACTTCATTACTTCATAACAACCCTTCATTTCTTCTTTCTTCCGTTTGAAT
TTCTGACTTCTTTTTTCCTCTTCCTCTTCCCCATTTTTACCATCCCATCGCCAATAACAA
CACTAGAAGTGGGGTCAGATCTTGATCGCTTCTGTTCAGTCTCCAATACATTAGCATGCA
TCAACACCATCAGCTTCAAACATTTAAAACTTCACATCTTGAGCCTTTTGCATTCTTCCA
ACCTCAACCTCTTTCTTGAATTCTTTTTCGGTGTCACTCATTTTGAAACTATGAAATTTG
ATAAGGATTAACAGGAATGATAGCGTAACACGCGAGATCACTAAATTTAACTAAGCGCTG
CGCACACCGACCGAGCCACCTAACCGACCTTCTCCAATATTCTATGGAGTCCC
>CL6244Contig1
TTTTTCAGCATCAAACTGTTTGATACAATCTGGTATTGACACATACTCCATCGGGACAAG
TTCAGCAAGGTCCGTCAAGCTGTAAACATACTTGATTTTCTGGGTAAATTTAGAGCTTAT
GAAAGGTTTAGTGATTGCCAGGAGGGTGCGGATGAACCATGAGGGGTGCACGATTATCAA
AGACTTAAGGTTCTTCCGTAATCTCCTGTCAATCTGTTGATAACACTTTCGGAGCCAGCC
GACGGTCGGCATCTTTTTCCGTGAAGTGGCCCCGTTTAAATACACAATCATATAGTTCTC
AGCAACCAAGAGCTCCAGTGTTCCAATGACATACTTAAATAAATTGTCCATGATGGATCT
GTAATTTGGCTGATTACTCTCCGGCATGAAGCAAACAGCAAACACAATTATGGCATTCAA
ACCGTCCCCATAGTAACCTCCATGGCTGATAACTCTTTTGTAAGGTTCAATGGCTTTCAT
ATCCACCCTGTGATCTTGGTCTCCAATCCGGAACACTCTCCAGCGCCGACCTTCCTCGCG
CTCCTCAGAGGCTGAGAACTCCCTCGTGCCGA
>CL6245Contig1
CATAAAATATGTTGCCATTTAATTTGTCAATAAACAATACAATGGCCGATGTTCAAGACG
GGAAGAGATATTACAGAATAGAGTGGAAAAATGGCACAACTACAGATAATGACCGTTATT
TGTCAAACAGAAGTAGGACTTGACTTACTTCCCAAAACAAACAAACCAAAACAAACTAAG
AACCAGTTCTTGTAATACCGTTGACAGCTTTTGCATTTCACTCTTGTTAAATCTACCCTC
CACAAACCCCCAATGGAATCTGTTGTATAAAAGAGAAGAGGGGACTAACGAAAAGATGGT
GAACATTTTTTAGCATAGTCTGTTGGACCATATTGTAGCCATTAACTTTGTCCATATAAA
TAAAGGCCATTATCTGAGATGACAAGGATTTCTGTAGAAGTCAGTACTGCTCAGCCATCA
TTAGGACGGTCAGGGAAGACCAGCCAGTGAAGGGGTGGCTTCCTTGGCCCTTACCCGTGC
TGTCGTTGTACTGCTCCCAGATGTACCCTGTTTCAGCATACTGTCTAAAAACATTATTTA
TAATGTTAGTCCTGAGTTCCTCATAAAGAGCAGCTGCCTTCTCTTGGTATGGCCCTTNTA
CGTTGCNGTAGTGGTGCAGGGCTCTGACTGCCAAGTAGTTGATGTTGATCCACACGGGCC
CCCTCCAGTAGGGGGCGTCATGTTCCGTATTTCGCTTCATATACAAAGGGTCAGCTTTAG
ACAGAGAGCGCAGGCCGTAGGGCGTCCACAGCTTACCGGGGTCTCTCATGTCTCGGAAAA
TGTGCTCCAGTTTGGGCGAGTCCGGCTGCAGGATTTGCAGAAGGAAGGGAAATAAGCTGA
TGTAGCCCAAGGCGTTTACGAACTGCAGCTTGGGGACTCTGCGAACGGAGCGAACGAGGC
GAGTCACCGGGAACTGATGACGCGGTTGTCCTGGAGGTACGTACACCTTTTCTGGCTGCA
GAGACACGGCTTGTGTGTGGTTGCCATAGTCACTGAAAGCTTTGAGCTGTTCAGACCAGT
GCAGCTCATCGAGCAGGTTGTTATCGCTCAGCACATCGTGTGTGAGTTTGTAGTCTTGGT
AGTCCTCGCCTAGAAGCTGAGCTATGCTAGCCATGACGCCTGAGGACAACGCCATCCAGC
AATGTAAATCCACGTGCCGTTCATCCACTGAGGGGTGTGACGCCCGTGGGTAGTCATCTA
AGCCAGAGGTCAAGGTTTTGGGGTTAAGGAAAAGATTGGTGTCCTTATCACGCCCGCGCC
AACGGTAAGAATTAGGTCGAGGCCCCTTCTGGGTGGTGTTGTACCATTCAAACCAGGTTT
TCAGCCTCGGGAAGAGCTGACGGAAGAAAGGCAGCGTCGGTTGTAGCGCTGCGTCATCTG
GGTGAGAAGCGAGCTGCTCAATGAGATCCTGAAAAACTAGGAAGAGAGTGGGCGGGTTTG
CATTTTCATTTTGCTGAACAACAAATTCTGCCGGCACTTTGCTGCGAGCCTCATCCCCAA
GAATCTGCTCCCGGGGGATCCAGCCTTCTATGTTCATTAGGTCAATCCAGTGGGCGATAG
CCTCCCTCGTTACCTCAGGATCCCA
>CL6246Contig1
CAGTCCGGTTAATATACAGACACCCTCCGCTATAACCCAACAGCTGACGTATTTATACAA
CATGACTTTTCCCCAGAGGAGAATAAAAACACAGCGATACCAGAAAGGCTGAGCCTCAAA
CTCATCTGTTAGGTAATAGCTGTCTTGGTAATAGGGAGCAAATATTGTATATATCGCCAG
GAACAAAAAGCCCAATCCAAACCTCTTCATTGCAGGGAAAACACTGTTGGGAGGCTGTCC



CGGGCAGTCGGTGAGCTCCCCTGCCACCAGCTTCTGGTAGCTGCGTAGGGTAAACTGGGG
ACCCACTAAAAAGCCTCCGTAAAAGTAAGAAAAGCCGGCTACCTCGAGCAGCGAGGGCAC
TGACGGCAGGGCGCTGCTCTTCTGCTCTAGACTCAGTTTGGACGGTTCCTTTCCTCCATC
GTAGTAATCAAACGCCAAACCAACGAGTTTAAGTGTGAGGACACAATGAGGCATCGTCCA
CTTAATGTCATACTGCTCTGTTGCTGTGTAATAATACCCGGCCAGCAGGTATACCATTTG
AAAGGTAAAACTGCTTAGAACAGTCGTGACAGTCCTCCCCATTAGTCTCAACATCAGGAA
CTGAACCAAGATGCATACTGCAGAGTGATAAAGCTGAGCACCAAAATTAAAAGCTGCCAG
AGCCAAACCGGAGAACAAGTGGAACAAGTGGAGGACGGTGGCAGGCTGGTGGAACAAGAA
GCGCCGGTACACCACTGCACAGGGATAGCCGATCAAAATGGATAAAATTAGCCGCACCGC
GGGTTCCGGAGAACCTAAGGACTCCGACAGCTTCTGCATTAAGGGAGCCGCCATCTTTTT
GTGGGCGGAAACGCGTTTTCGCCTCGGATCAGCGAACTCCAGCAGCCCCCGGCCATA
>CL6247Contig1
TCGGCACGAGGATCTTGAGAGGGTTTTTCTTGCAGAAAGGACCATTGTTCTCCGCATTTG
ACCCCTCCCCTGGGGGAGCGGTGAGCTGCAGACACAGCCGCCCTCAGGAACTGTTTGGTG
GCTTAACCCCCCAATAAAAGAAAAAAAATAAAACAAAAGGCTCTTTTGTTTGAAGTTGAC
CACATGTTTTTTGGTAGCTTTCCTTCTCTCGTGTCGGATTAGGCTGGATGTTTTGCATGG
AAAACCGGAAACGGATCCGTCTTTGTTTTGGAAGTGACCTCCCAGGGCCAGCAGAGGGCG
CTGCAGCTGCATTCCCGCCTCAGCTTTTGAGAGTTGAAAGTCTCTTTTTGGAAGATTTCT
CAGGACGGTGTGCTGTTTTAGCTTCAGACAGATTTGCACAGGATTCTTTTTAGTTGAATG
AATATTCAAGGGAGGAAAAAGGTATCTTCTGTTATACGTTTATGTATTTTGGTTTGCATC
ACGAGCTCACGGTTGTACAAACGTTCATCTGATTGTATTTCATTCAGAAGAGTGGGGAAT
TTTTTTTTTCTTAGAATATTTAGTGCAGCAGCATGAAGTCCAGGTGAACCTTTTAGCTCA
TAAGCTTCTGATTTCAGATGATTTTCTTGTAATGTTGACTGTAGTTGGTTCTTCAATCAA
AAGTAGCTTGTTTTTATTNGTTTGTGTGTTTTGTTCCTGGCTCATGTGGTTATGATGAAC
GTCCGTAATCTTTCATGTCATCTGCACATTTCCCATAGTATGGCCCAGGAAAAAGAGCAA
GCACCTGTGTTTTATTGTAGGTTAAAAGAAACCAGATGTTCAGAAAACCTCTGCATGAAA
GGTTGATGAAGCTGAATGCAGCACAACAGTTTGTCTGCATTCTATGTTTTTCTTTGCTTT
AAAATGTTTTCAATAACTTGTTGCTTTTAAATCTGTAAACTCTGATTAAGGAAATAAA
>CL6248Contig1
AGCTGCACTCTTATCAAAGTCTGGGGTTAACTTTTACAGCAACAGGAGGCTTAAATGTTT
TGTGGCGTCCACATGAGTGTGACCTTTAACCTCAACACAATGCCCATGTTTAGATCATGT
ACAACACCTTCTTACAACAACATGCTTTTATTAACTAGTACATTTTGCATATAAAACTTG
GTCAACTCTAGAAAAACTTCACGTAAAATTTAGGACTCACAGCACCAGAACATTGCATAG
ATTTGAAGGACTACCTGTGGAGTACCTGTATAAATGCAATCGATGCATTTATACAGGTAC
TCACTTATTGCTAATCAAAGATGCCGGGGTTTGTTTTACTACGCTAAATCTTTTATGTTA
TAAAATTGTTAACAGACACAACACACCTGAGAGATTTTCAAAACTGGTTTTACAGTCGAA
ACAATGATACCTATAAAATGCCTCAAATGCATCGTCCAGGTGTGTCTACGATGTGGTAGC
AAGTCAAAATGTCTGTGAGCTTTTAATGCGTCGTCTACGTGTGAATAGATTAGGGTGAAA
CACATAAATTGACAAAGAAAAAAACAGTACAATCACCAGGTAAAAAAAAAAAAATGCATA
TATAGTAAAGATATAAAAGTGTCCAAAACAACATAGAAAGATCCTGAATGAATGAGATGG
TCACGGATGGATTGTTTCTCAGCTCTCACCACTCCGTTTTCTCCCGTGGCTTCACCACCA
TCATCATCATCATCATCCTCAGTGTCTTTGGTCCGTGTGTCAAGATGGAATGTCAAAAAA
TAAAAGAAAGAAGCCACAAAAAAAAATTTAGACAGATGTAGTCGTTGTTATGGTGATGGA
GAACAAATCCATGGTCATGTGTGGATGGGTGTACAGCAGCCATAAATTAATTTTTCTTGT
CTTTGTCTTTCTTGAGAGGCTGAGATAAGGACTGAGTCTCAGCGGCCATCTTTCTCCTGT
TGAAAGTATTCAGCTCCTCCTCCAGGTCTCGGCGCTTCTAATCCACCTTCCTCTTCTCCT
CTT
>CL6249Contig1
TCAGGTTCTTTGTAACCCAGAGGTGCATCAAAGTCAACATTCATATCACATTCAATGATG
GACACAGCTTTATCTGGCTTGGTCTCCATCACTCGCAGCTCATAGATCTTTTCATTGTAG
TTGATAGCAATAACATCACCAGTTGTCAAGCATGCAAAGTTCCTCAGTGCGTTCTCCAGC
ACTGCCTTGGGGTTTGTGATGTCCAGAAAATCAGGACTTTGAGGTTGGAACTTTGAATAA
GTGGCCACCATGAGATTGACACTTTCCACCTGAACCAAACCACCTTCTTCCAGCAGGAGA
TTTTGCATCATCCAGTGTGGTAGGTAGCAGATCCCCTCATCTGCTACAAACTCCAGAACA
CCACAATGTGTCATTCTGTCCGAGTTTTTGTTGGTCAGCTTGAACAGCATCGGGTACGTG
ATGTTGAGCCTGCTGAGCTGGTCAAGAGCAGAAGGTGGCATGATTATTTTGCCTCCTTTC
TCCACGTCGGAGCGGTCGTTGGGTCCCGCCAGCATGGACACCGAGTAGCACCGGTACTGA
GTGGAGAAGCGGTTCGGAAAGCCCCGGCCCATTGGGGGGTCAAAAACATGGAAGGAAAAC
ATAATGACAAATGAGGTCTTAGAGGAACTAAAACCCGTAAAAGCAATGTATTTTAGGTCT
TTTTGTTTGTTCACGGAGTATTCGATGGTGTCTTTCTTTCTTTCCCCCC
>CL6250Contig1
AAGCACATTCGGGACACTCAGAAGTATAAACCNTTTCGGAAGACTGTAGGGAGCGGCCGA
CCTTCGTTGAAACTCCTCTGCAGAGAAATCCTGCATGTGAAGGTGCAGCAGGGAGAACAC
TCTTCTGTCCAAGATGCTCAGGCCACCATGAGGTTGTACACTTTGGTGAAAAAACAGTGG



GAAGCAGAGTTGAAAGCAAGCAAGAAAAACAGCGACTCTAATAAGAAGAATGAGAGGAGG
CCCAGGAAAAAACAAAATCAGTAAACACAATTATCCAAATATAACTTATAATTCAGAGGT
TAAACATATGTTTTGTAAATTAAACTTTTCACAAAAAAGTGTAAGTTCTTTTAAAAAGGA
AGACAAAATATATCATCATGGATAGCCTGATTCGGATGGAGACTTGTTTGTTTAAAGCAC
AGTGCTGCACATTTAACCTATTTAAACAGGAGGCTCAAAGCTTTAGCTTGAATTTGTATT
CATTTTTTGTCAGCCTATGTATTAAAAAAGAGAGATCTTAAAAAATGTAGAAAAAAACGT
AAGTATTCCCAGAAGGGTTGTAAAAATGTTAGATGGCCGTCACATGTAAGTTTCAACAGT
TTTGTGTGTCTGAACATTCGTTTGAGCGTAAAACCATCTTTTCCTGTTAAGACATTTTCC
AGCAGTGAAGAAGTTGTTTTTCCACAATGTATCTTTTACCTCTGACAAAAAATGACCCCT
GTATGTGCAAGTTCAATGTCTGTTGATGTATTTTTTTCATATGGATTATTGTTTTTTAAA
TAAATTGAGAAACAATCAANAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL6251Contig1
CCTGCAGCAACTTCGCCCAGGAGCATGGTGCAGGTGGGCACCCGCTCTGAAGGCTTCAGC
AGGTATGTGTTGCCACACACCATGCCCATGGGGAACATCCACAGGGGGATCATAGCAGGG
AAGTTAAAGGGGGCAATGCCGGCACATACGCCAAGAGGCAAGCGGTACGTGTAAGTGTCC
ATGTCTTTGGTGATGGACGGCAGGGTTTCACCGAGCATTAGTGAGGTGATGCTGCAGGCA
TGTTCCACAACCTGTAATCCTCTAAACACATCTCCCTCTGCATCTGCAAGGGTCTTGCCC
TGCTCCACAGTGATGGCCTTGGCTAGTTCTTTAATATTGTCTTTGATAAGCTGCTGATAG
CGCAGAAAGACCTGTTGCCGAGTCAAAGCAGAGGTCTCTGACCAAGAGTGGAAGGACCTG
GAGCAGGACTCTGCAGCAGCTAACATCTCCTCGTGGGTGGCTTTGGGAACGCGGGCGATG
ACTTCATTGGTAGCTGGATTGTGAATTTCAAGCCACTCGGAAGTTTTAGATTCAACAAAC
TTCCCATCGATGAAAAGTTTAACAGTTGGCACTGAGGAGGAGTAGCACATCTGACCAGCT
CTAAGAGGAACCTTGGTCCTTAGCGCTGATCTTAACGCTGCTGACGCCATAGTGAACAAA
CGATGTGTCACAGCCCGACTTCACTTGACCGGTAGAACAGGTGGGACGGGGGTCCAGACA
GGAGAGAACTCAGGTTGGAGCCACACTTCAACCCCCGGCCATAAGGCCCGGGTTAAACGG
CGCGCTGAA
>CL6252Contig1
TTTTCAGTAAAAACATAATTTACAGTTAAAGTTAAGATTTCAATAAATAGAAAAATATAC
GTGATTATGATTGCTGTTTCTTTAGGAGCTTTATGACTTCTTCCAGCTTCATGGCTGTAC
TGATCTCCCCCTGAACTTTCAGTCTGCCACTGGTGTAAGCCGCAAGTGGTTGCAGCCCAC
CCTGGAACATGGCCAGGAGGTCGCAATCGCTCATGCTCAGCGTGACATCAGGTTCAAGAA
GCAAAGATCCAGATCCAGCATTGCCGGTGCCTTGGCTGAGATCCAGATAGTATCTGTGCT
GTTCCCCATTCATGGAACTGATCTCAAACTGGAAACTGGCTCCAACATGGCGGACTAAAG
ACTCAGACAGCAACCTTTGGACGCCACCGAGCAGTTCCTCCACTGAAGTGGGTGTGGTGA
CCGCAGATTCGGGGCCACTGTGACGCTCATCTGTAAATGTTAAGCTGTCTTGAGTGGGCT
GTGAAGGACAGCTGGGGCTCAGAAACTGCATGGCCAGCTGCTGAATGGGGCCAGCGAGGC
CCTCTAGTCCAGGAATAGAAGAATGGACATGGGGTGCAGCGTCTATGTCTTCAAAGGCTT
TTCCTAGAGAACCGAAAGTCAGTTCTACTCGATCCACCTCAAGACCCCAAAGACGAGTCA
TCTCATTTATGTCTATCCCGAGATACTCCTCAAGTTTCAATCTCTCACTCTGGATTTCCC
GAGCTGTCTTTTTGGCCAGACTGTGGGTCAGCGCATTCTGAGCAGTCATCCTGGTGGAAG
CGTTTAGATCCTGAACTGATACAACTGACATCACGGGATTCCAGATCCGGAACTGGATGT
CTGCTCCCACCAAAAGCAAGCCGCCATCCCGAGTGATCACCTGGCAGGGAGGGATGTTGA
AGGCACGAGTGCGAAGGTCCACTCTCTGCCACTGGTCAATAAGAGGCAGCACAAATACAA
TACCGGGCCCCTTTGGAGGGCAAATTCGACCAAGGCGGAACACTACTATCCTCTGATAGT
TGGGCACGGTCTTCAGAACAAACCATCCAGATAGAGGAAATGTTATCAAGGTGCAGGTAT
AAACAAGGAAGGAGACAAGCAAGTTGCAAATCCAGGAAAACCATCCCTGCGAGGTATCAG
TGAAGTCGTTGGCAGAAACATTTGGAATATAGTCAAAGGAAATTCCTTTGTTGTAGCGGA
AGTCCGTAGACAAACCAGAGCTCCTCTGAAGGTTAGAGTCTCTCTGGGGGAGCTGCTGAT
ACGACCTGCTAAACATCACGTTCACCCGCTGACTGACAAAAAAACCAATTTGAAAATATC
GCTATTGATTTTAAACACGCCGTTGTTACAAGTGTGTTTATTTACAGCTCCACAAGCGGA
ACGTCCGTGTTTTGTGTCCCCCGGCCATAAGGCCCGGGTTAAAC
>CL6253Contig1
CACGAGGGTTTCCTTCCTCTGTCTTCAGGGGACTCATTTTAATCTGGAACTGGGTACACG
TGTTTATGATTCAGCGTGACTCCATTGGGTCTCCATTTACCCTTCAAATGTCAGTTTACC
ATATTTTCTGAACTCTGGGGTGCACCGGATTCTAAGACCCACCGTCATTTTAGAAGGAAA
AAGAGAGATTTGAAGTGCGCCTTATAGTGTGGAAAATGCAGTAAATCCAGTTTCTTTGCT
TGTGCAAAACATTAGTGCTGTAAACTGAACAGAGGAGGAGAGTTAATCAACGAGGTTCTC
ACATTGGAAACTACCTGAGAAGAAAGTCATCAATATTTCATTTTCTAAATAAAGATGGAA
TCGATTTTGATTTTATTGGGGGGGCAAAAACGCGCTCTTTTTATGAAACGTCTGTGCTGC
AGGTGTCTGTGTCAAAGTGGGGGGGCAGCAGAGGAGGGGCATTAAAGACTCCCCCTAATC
TGGAATGAAACCATCAGGGCTTTCTGACATGACAGAGATGCTGGGATGGAGACGTCTCAC
TCCCATGGCGTTCTGCATGAACACTGAGGTGGGGGCTGATGATGGCGAGCCCCCGTGTCA
CAGGGTAACAGGAGTCTGTCTGACTCCATCCACTTCAGGCTTGGCTGTTGTTCCCGCTTC
CATGTTTGTTTCTGTTAGGTCCAGTGACAGCAGTGTTGTGTTATATTCCTTTATGCAGTT



GGAGGTTTTGTGTTGATGTTTTGTGTTTTTTTCTACAAGTTTGTCAGAAGAGGGAGGTCA
GCATCAG
>CL6254Contig1
TTTTTTTTTTGCTGTTTGAATTTTTTTTAATAAATCAATTATTTAAATCATCGCCCAGAA
GACAAACTTGTTTTTTAACACTTAAGACAAACTTTACAAATATCTGTACAAAAAAAGGCT
TCTCATGGAAGCTTTGTTTACAGGAGGATGTCAGCCAGCAGGGGGAGCTCTTCTGCTGAG
GAGAGAATGTATCATTCTCCTCTCTTTACTCCTCCATCTATCTTCTGGAGCTCTCCTTGT
CCGCCTCTCTCCTCTTCTCTCCTCTCCTTCTGTCCTCCCTCTCTCGTTCAGTCTCTCTCT
TACTCTCCACATCTCTGTCTCTCCTCTTCTCC
>CL6255Contig1
TCTGAGTGTCATAAATGCCACAACATACTGCCAGTTTGAAACAGGTCTAACAGAGTCCTG
GTTCAGAGTCCTGGACCAGAGTCCTAGACCAGAGTCCTGGACCAGTCCTGGTCCAGCCTT
CAGACTGACAGACACCGTGTCTTTGCTGCTCCGTCCAGCAGTCTGCTGAGGAGAAGATGA
AGCAGCAGCTCGTCTTCACCAGAGGTTCACTGTTTGAGGCTCAGGATCCACAAGCGTGTG
ACGGACACAAACACCTCGTTTATGTGGTTTACATCAATGACATGTCTCACTTTAAAAAAC
ATAAGTTAAAGCTTTATATGATCATTAACATTTAAAATCTCATGTCAAAACATCATAAAC
ATTTTCCAGAGCAAACTCCCCATAAAACACAGGAAGGTCACAGTTGTTCACATTGTCACA
ATGTCGGACTTCATTTTGCACCTTTTTTGAACATAACCCGGCAACCGGCGGCTCCGGAGC
CGCATGCAGCTCTTTCCTCCCTGGGCTGCGTTTCTCTGTGGTTTAGTAAAATAACTGTCA
TGTTCTCAGATTGTTGTGGAGCCTTTAACACCGTCCGGTAGGGCGAGCGAGCAGGAGGAA
GAGAGCAGCGTGAATGCGNGAGGGGGCGTGTCTGCAGCTGTGAACGCCGACCAGAGTCTG
TTATGGGATGGAAAGTTCTTCTAGAAAGACAGTCGGAGGTGATCTGGTAGAGGACACATG
AACGCCCAG
>CL6256Contig1
CCTCATTCATTCGTTACCCTGGAAAGCTGAACAGAAGGCACTGNTTGAACATTTCTGCTC
AGTGATACGTTGGAAAACTGAAACGGTAGAAAATAAATCTGCTTGTTCAACAGGCAAATA
GAAAAGAGATGCTGGAGTCAACATGAGGGTAAATCTATGACATTAATAGGATGAAAATCA
ACATTGTCAGCTTGAACGCTATCAGATCCTGGTGATTTTAAGGTGTCTTACTAACAGAGG
TAACCACGCCTGGGATCACGTGACCTAAGCTTTAAGTGGGATTAACAGATCTTTTCTCCT
CACATCCACCCCCAAAGCAGAGCAGGAGTCTTTTCCTAAAGAGGGCTCGCTTCGCTACGA
CAAATCTGATTCTAACACACTGGCTGTCTGCCGTGAACATGAAGCGTCTCAGATCCGCTT
TCTCCTTAAAGACCAAACAAAAACTTTCTGAATTTAGGAAAATGCTTCAAACTTGATGGG
ATCAGGGGCCGTCGTTGCCCCCAAACCTAAACTTTCCATCTCTGGAGAGAATGAAGTGAA
GCAAGGCGGGAACACAAAGGCCTTTTGATCACCTCAGTGATCCGGCAAAGTCCTAAACGG
GAGTTATAAATGAAAACCGAGGGAATAAAAACACAAAGGTCGGATCTTTCCACAGAAAAC
AGGACAGATCCCAGACTGAGCCGTCTCTTCTCCTGAGCCAAAAACAGATTTTCAGAACAA
AATTTCAAGTATTATCTTTAGAAGTCCGATTAAAATAGTCCAAAAGATCGACTCTTCTTC
TTGGAAGTCGTCCTCTTCTGCTTGTGCAGATTTCTTTTCCTTCTGTTTGTCGTCAGGCGA
GCCCTTATCGAAGGGGTCCAGGTGTGCCGTCTGATCATAGAACACCCGCATTTCAAACTC
GCTCTCCAGGTAAGACGGGTGGCCGTAAATCCCGATGCCCACCGGCCTGGAGAAGTCCCT
GGGAACCACGACCACGTCGTGGCCGCAGGTGACGGACTGCAGCCTGTAGGTGTCAAAGTT
GGGGTGCAGGGTTTTGTCCGACACGTACAGGTCCGCGTCCCCCTTCAGGCTCTTCATGTG
CAGGATGATTCTGCCGTCGTGGTTGAGGCGCAGGTAGCTGTAGTTCCCGGCGCCGATGTG
ACCCTGAACCACGTGCAGCAGCGCCCACTCCGCGGGGACGCCGCCGTCGTCCTCCTCCTC
CGAGGAACCCAGGAAGCTGGCGGCCTGCGGCAGCGAGAGGGCAACGAGCAACGCGATGCA
GCTCAGCATCATGGTGGCGGCATCGGTCAGGCAGCGAGCAGACAGCACAGCTGTCGCCTC
TTTGGCTGCATCTTCATT
>CL6257Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTACAGGATATAAAATACTTTATTTCATTAGAAA
GACAGAAATGTAAATATTCAAACAGCAGGAAGTCCTTCATTCAGCAGTGGGGGGTAGGGG
GGCCGCATCCGTCTGCACATCTTCAATGACGAAGCCTCTCCCAGAAAGCTCCAGGTCGCT
CTCCGTGTGGTTGTGGGAGGCGTACTCGTCGGTATCCGTCTCCACGGAGCTGGGCTCATA
GTCCGGATCTTCTGCAGGGCCTTCATCATCTACCAGCTCCTTGGACAGAGCTTCCACCCA
GCTTGGATGGTCTTCCTCCTCCTCATCATCATCATCATCCAGGTCGTCTTGTTTGCGCTT
GCTGCCTTTTCCGTCAGGTTTGGCGGGAGAACTTCTGATTTCTGGGGACAGGGCGACCCC
GATGCTGCGGGGTCCCGGGAAGCCCAGGGCGCTCTGGACCCAGCGGGGCAGGACGGACAG
CAGCGCGCGCGTCACACGGCGCAGGCGCTTCCGGCGGCAGGGGCGTGGGGGTGCAGAGAC
CGCGGTGACCATGTGAGGCTCCTGAAAGGCAAGTAGCCGCCAGGCCCTGGAGCAGACTCG
AACCACGAGGCCAAACGGCCATCCTGCTGCCAGCCGCGAGCCCCGGCCATAAGGCCCGGG
TTAAACGGCG
>CL6258Contig1
AGCAGAGCTCTGTACCTGGCCGGCACTCCTCCCTCTATTTGCCACCTGACTCCCGGTCAA
CAAGGCTCACGCACCTCCCCCCGTCCTCCAGGGTGTGTGTGTCGCCCATTTACCAAAGCG
CACGTGGAGATGGACTGTGCTGCACGGCACAGTTTCCGTCAGAGTCGCTGTCGTATGGTT



ACCAGTCCTAGCAGAGCAGAATGGGAGGTGCACCTTTCCAAACATGGAGGGAGGAGGGGG
AGAAAGGAAGAATGCTGACTTCCATCCATGAATCCGTTGCGTTCCTCTTCCTTCTGTGGA
CATTCAGCAGGAGAAGCGGTTTGGCTCCCCGAGCTCTCATGTGGAAGCCAGAGACTGTGA
CAGTCTGGCCAAAAGTCGACTGCTACAACCTGCAAAGCAGAAAACGTTACTTTTTTTTTA
CATTTCTGTTTTTTTCCTTTAGTATGCAAGAAATGCTTAATGTTAGAAATGCAAGCTTAA
GGGAGTTTCTGGGTCTGTTTTGCAGAATCGCTGCAGTGCATCCTGGGAAAGTTAATGTTT
TACATGGATTTGTTTTGGAAAAAAAAACTTTGCACCATGTGCACACCACATGCGCAACGT
CTTTTAACGCACACAGAAACATCTGAAATGCATTTACAGGGCATTCTGTACATGCTGAAA
TGCTTCGCCTCTTACCACATCTTTTAATTCTTAGGGCTTGTGTGCGCCGCGCANAGCAGC
AAACTAAATCCAGGGCTTAGAAAATGTTTTTTTTTTCNCTTTGGAACNCANAGGANCCAA
CNGTTTTGAATTGANANAGGANGNCTNCNCANACAACACAAATGNGNGNGACNGATTTGT
TGATTNCNATNAAAAAAAGTNCTATNCANATTTATTTANCTAAAAGTTATNGGCAGGACA
ATTCTAAATTNGGAGNCTTTACTGAAANGTTTAC
>CL6259Contig1
CACGAGGGCCGTCACACACTCGTCTGCTTCTGATCCAGTGCCTCAGCGGACTCTGTGTTG
GTGAAGATGGGACATCTCACTCTTGCGGCTTTCACAGCAGTGCTGTGCTGCCTTTTCCTG
GAAACTGAAGCAAATCCATTTGTGTACAACTATGAGGGTCTAAGAATTGGAGGCCTCGTC
ATTGTCGGCCTGTTGATAGCTGGAGCAGTCGTCTTGTTAACCTATAACCAGTGTGCCAGG
TTAGCCAGAGGGAAACAAAGTGATGACAGTGGGATCTGATGCCCCCCCCCCCCCCCCCCC
CNGAAAAANCCNTTTTTNGNCCGGAAAAAAAATTTAANGGGGAAGGGGGGAAANC
>CL6260Contig1
TGCGTTTTTCTTTTTTTATAAATTTCTTTAGATTTTTTTTCTTCATTTTACATTTCAAAT
GTGAATGTTTACAGCTGACACCAGACAGAAATTCAACCTTACCCAATAAGAGCTTTTTCT
TGATATAAAATAACGATTTCATTGAACTTAATTAAAAGAAAAGCATGATTAAACATGTTT
TCAAGTCCCTGTTTCGTCTCCTTTTATTGAAAATGTCTTTGATGAAGAAGCATAGCACTC
CCTTCCCAAGGACAAGAGCAGGGGGGGGGGGGGGGGGNAAAAAAAAANNNNNNNNTTNGG
GANCCCCCCCCNNACCNGGGNNCCGGGGNAANNNGGNNAAAANANAACCCCANCCNNNAA
ANTTGGNAAAAAANTTTTNNNNANNCCCCCNTTTAAA
>CL6261Contig1
CGGCACGAGGGTTTTCCCACCGCATCATGATTTGTCCTAGCAAAAAAACCGCTGCGGCGT
TGAAGTGACTCTGTGGCGAAGAAGCAGATGGGCACGTCAGCGGGGTCCATACCACGTGGA
CATTTTTGATCTTGTGGTTTTTTTCTGGTTTAGTGTTGAATGTGTTTCTCTGTCACTCTG
GGTGTGTCTTTTTTTTTTTTTTTNAAA
>CL6262Contig1
GATTCCTCGAGCACTGTTGGCCTACTGGAACGGAGGCGCGCGGACGTAACGGACGCAACA
GAAATGCTCTGTTGTTGTGACTTTGCTGCTTTCTGAGGCAATATCCCTCCTTACCTGCGA
TCCGACTTTGACTTTTCCCTCTTTTTATCGACGGTAAACAAACCGACGGAGACCTCGGAT
TTATTATTTTGTTGTTTTTACATTTTTTTATCGGGTTTACAGCATGTCCTCTGCGGCGGT
TGCTGCCTCCAGACGGCAGTCCTGCTATTTGTGCAGATTTACCCCGCATGCAATGGGCGA
TGATCTGGGATTTTACCGAGCCCGTCTGCCGCGGATGTGTCAACTACGAGGGCGCCGACC
GGATTGAGATTGTTATCGAGAGTGCCCGTCATCTGAAGAGAGCTCACGGCTTTCAGGACG
GCCGCTCTCCGGGACCGGGGAAGCCCCAGTACACCGGTAAGGACATGAACCATTCGGACG
GAGGTTCTCGTCCGCCGCAGCCTCTGGACCGTTACCCGCTGTCGGACCGGCCGCCCCGGT
TGGGACCGGAATACCAAGCGGGCAGGCAGGCAAACGGACTCCCCATGATGAACGGAATTC
CAAAACCCGAAGACCCCCCGGAGCTGAACCGCCAAAGCCCCAACCCTCGCAGGACTAGTG
CAGTTCCACCCAGCCTGGTGCCTCTGGTGAACGGCTCCATGCCCACGAGCGTGCACCCCC
TCAACGGTCGCCCTGGCCCCATCAGTCTGTCCGGAGCCGTCGCTGTCGGCGGCCCCGGGG
AGCACGGAAAGCGCCTGGAAGAGCTGAAAGACAAACACAGGGCGGACAGCCTGTCGGACA
TGTCCGAGAGCCAGAAGGACTGGTTCAAAGCCAAAACGGTGAAGGACTACATGGCGCTGC
ACGCGTACGAGGGCCGGCTGAAGAAGGAGCACGCAGCCATGCAGCGGCAGATGGTGTTCG
AGGCGGGAGCCTCTTCCTCAAAAATCGACAGGGTGAAGCACGCTCGCCCTGTAAAGAGGA
AGGCCTCCCCCGAACCAGAAGGGGAGGGCAGTGC
>CL6263Contig1
ATTTATTAGCATCTCTAATGTGTATAAATAAAAACATATATGAAACAATGCATATACGTA
TAATGCAATGAGCTCAACAATAACAAGATTATATGTGATATGACGGAGCGGTCTTTCGTT
TAGCCAGTGCATCGTGAGGAAAAGTTTTTACCTTGAATTCAAGCTTTCAAACACATAACT
AGAAGTTGCAAATCTACATTCTTTGATAAGAATGAAAAACTTCAGGGGCGGTAAAAGACA
GGAGATGGTATATTTATTATTTTTGCCATCCTGCTTCTTGGGTTTTTTTTTTTTTNAAAC
NTTTCNNATNGGGNATNACNTTTNCCCGTTAAANCTAAAAGNGTTNAGGNACAAANCCCA
AACCCNGTTCANNCGGGTNGTNGCANNTTTNCAAAAACNCTCANNAAAAANCCCCTTTCA
TTCTTTNCCTT
>CL6264Contig1
TTTTTTTTTTAACCATGTTATATTTTATTTTCTGCAGAGACAAAAATGACAAGCAATTTA
TTTACACAAACCTGGTACAAAAGCAAATTAAATTATGTAAAATATCTCATAAATAGAAGT



GGACTTGCGTTCAATACACTGCCAATGTTCAGCTAAGCTGCGTGCATAGTGACTCATATT
AAACGATGATAAGTTTGTTCCTCAAATTTCTATATCAACATCCAGGTCGCAGGACAAATA
GTAATGGTTAATATTACATATCTCATCACACGTTGTGAATGCTTCACAAATGGGGGGAGA
GCGCCTCCAGAACACAAACCCCCAGGCTGGTGTACCTTGTGTTTTCCGACAGCCGGGAAG
ATCCCCGGAAGCCAGATTTCGGTTGTAACGAATTGCGGATTAGCAAATGGAAAAGGATAG
AGTGTGGATTCAACTCAGTGTGTCAAATTTCTGTTTTTAACGCATAAACACGGAGTCGAG
GCGCAACGCTCCAGCACTCAAGCTTTCGGATGTATAGAAATTCGTAATAGTGCGAATGTA
GGCTACATAACCCTGTGGGTGTGCGTTCTGCTCGGCGCTCTCCTCGTGCCGAATTCGGCA
CGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGANANAGAGAGAGANAGAG
AGANA
>CL6265Contig1
AGCCTGAGTGGTCCTATTGCAATCACTGCCACCAAGTTCAGCAATAGGAGCTGCAAGAAC
AGGAACTCTAAGGTTGTCAGGCTGTCACCAACTGTGCCATGGGTCATCTATTTGGATTAG
GATGGTTACTCATCTTAATAGGAATGGTGGATGTAGAGGCTCAGAATCCCCCTTTAAATA
TTGGCAAGAAATGCTTGGGGAATGTGATGCGTATTGATGTTGGCCCTCTTGGAGGAAAGA
ACCTGGAAGTTGCTGCTGTCATGAATAACACTGCTGTCATCCTCACATCAAGTTTAGCAT
CTCAATGTGGATTCAGCATGAAGAGGGACCAGCTGGGAAATGCCATGATCTTTGCTTCCC
TTCAGAATTGTTTTGCTCAGAATCTGGCGGATGAAATGTTCACAACCACCTTGCATCTCC
GCGTGTCTGGACCCTTTCTTCTGAAAGATGAGATTTACCAAGTGGTTGAAACCTGCCAGT
ACTCCACCTGGGCCTCAAGGGAAGTAATTTGTGACAACAATTATATGGAGGTTTCTTTGA
AAAGAGCAGTGCCAGAGGACTACCATCATCCCAAACGTACCATGCCACTGACTGGTTCAA
AGCCTGCGAATGCTCGGCGCTCTGCAGAGAAAGTACCCATGGATGCAGGATTCAGGATAA
CAACTGTAGTGTTCTTTACACCTGAGGGGGAG
>CL6266Contig1
CATGGGGGAGGGGGGGGGGGTTGCTTGTGTGCCAGAGCGAAGCTTTCAACCTTTAATCCG
CATGTCAAAAGCAAATGCAGCCCTGCATAGGAAGAAGGGGGAACAGCCAGAAACCAGAAG
CTGCCAGACTCGGCCTCCCCGGTGCAGCAGCCCCATTCTCACCCGGAGCTCACAAAGCCC
GGACCAGGGAGAGAGTGGTCTGCTGGGGAGGCCCTTGCATCCTTAAGACAAATGGTTCTC
TGACAGTGACACTATCAATGCAAACAATCGCATGGTGCAGCATCTAAGAGGCTTCATGCT
CCTCACCACTGTCCCCCCATCCACTCCCCCTCTGCCCGGCCCTCCTCATTAATTCATTTA
TTTCCCTTTTTTTGTAAACAATACTTGAGGTCAGGTTTTTGACATGGATTTTGAAGTCAC
TGGTTGTTTATATGAAACTGAATATTTATTTTTGTGAATTTTACTGCAGTTTTTCTTGTA
TATTGATGTGTATGTTGAACTTTGGAGAGTTGCATTCAAAGGTGAAACTTGAAGGGTGGA
TTTTTGTTGTGAAGCACTTTCCCTCTCTTTTCTGATAATGGGACACTCATTAAACGGGAA
TAAGTGTAACCATCTTTCCCCTTGGTGTTGTTTCGTGTGATCATTTTTGGGGAGTTGTGT
GGGGTCATACAGTGCAAAGTACAAAATTAAAAGGGGTCTTCAGGTT
>CL6267Contig1
TCGGCACGAGGGTAAATCAGGAAGTTTGTATATAGAGAAATAATGATTGTAATTGTATGA
TTGTCTGTAGGGCATTATACTGAAGAAACATTGCTTACCTCAAGACTTAAGACAAATCCT
CCCTTTCTCCTGTTTGTTTAGCCTCTCAAGTCAGACTTTTTTTTGTTTTGTTTTCTTGAC
TTTAGGCCTTTTTTGTCACTAACTGAACTTGCATCATATACATCCACTACCTAAAGCGCA
GTTAACAGCAGCCTAAAAGCAAAGCTGGTTCATTGCTAGTGCGTTCGTCTCAACGACACC
ATACAGACCCACAGGCTCTGATGCGGACATAAACCAAAATCCTTCAAATGAACTCCGATT
GGCTGACGTTTGTTGACACAAGCTGGCTTTTCGTGGCTTCAGTGGTCGTATATACAATAT
ACTTTTGCTGTGATTAAATGTTTTGCTGTCAGGAATCCACACAGAACCCCATCCTGTCTT
TATAGCACAGTCACATATACTGTATGTTCGTAAAGATTATTTGGCTCAACAGGCAAGCAT
ATTGCTGTGTATTCTTGACCTTTGCGTATATATTTAGTCTCACAACAAGGCCAGATTGTC
AATTGATTTTCCCTCTTTTTTATGTTAAAACAGAGAATATTTCTTATGCTTTGACCATCA
CAAAGGGTTCTTTAGTTGAGTAACCAGATCCAAAGGGAGGGGGAGGCGAAACGGGTTCTT
AAAGGATGCTGGATGCTGAGAAAAGTGCCTCCTGAACATCTGCTTCTCAAAGCAGATGTT
TGGGAAACAGTTGCTTCTCTCGGCATCCAGCGTTTTATATGAAGGTGATTTAATGTTGCC
ATTCTTGTCATATTCCTCAGAGCATTTTATGACTATACCTTGATTGTAGAAGCCCTATTT
TATACTGAGAGTTATTTCAGAATACAGTATGTGCTGTTCTACATTAAATGTATGTATGGA
AAAAGCTAA
>CL6268Contig1
GGCACGAGGAGTGGATATTTGGTCGGTGGGGTGCATCATGGCGGAACTACTTACAGGACG
AACACTTTTCCCTGGCACGGACCATATAAACCAGCTGCAGCAGATAATGCGCCTGACGGG
AACGCCCCCGGCCTCCCTCATAAGCAGGATGCCGAGCCACGAGGCAAGGAACTACATCAA
CTCACTTCCCCACATGCCCAAAAGGAACTTTGCTGATGTGTTCATTGGTGCAAATCCCTT
GGCGGTGGATTTGCTCGAAAAGATGCTGGTGCTGGACACGGACAAACGCATCACGGCGTC
GGAAGCGCTGGCCCATCCTTACTTTGCTCAGTACCACGACCCAGACGACGAGCCTGAAGC
CGAGCCGTACGATCAGAGCTTCGAAAGCCGGGAGCTGGAAATCGAGGAGTGGAGGAGTCT
AATCTACGACGAGGTCCTGAGCTTCGAGCCGCCATCTTTAGATGGAGACGAGATGGAGTC
GTGAGGGGAAGGCAGCTTTCCTCCCTGCGTTCTCCTTCCTAGAAACTCTTTTTGGATGAC



CGACTTCAAACGACTATCCGCTGCTTTCATGATGCATACCCAACAGTCAAGTGCCTGCCG
TCATTCATATCTGAGGGACTTGTTGTTTCAGGGGTGGGGGCGGGGTTTCACACTCTGTTG
ATAGCTTTCACGATCCGCTGTTTCTGTTGCACCGTAAACTCGCTGAGGCCGACCGTAACT
GTCCTCAAGCCAGAGGCCGTCGTTTCCACACTCGGTCTCTACGGTCAAATTTCACTTTTA
TTTTTCCATTTTTCCTTCTGAATTGAATAAATCGGCCTGCTAATCCATGTGGGATTACCT
TTTTAAAGGAACGGTAGGAAGTGTAATGGAACCAGACGAGATTTAGCCATAAAGTTTATT
TTACTGCATTCAAAGGAAATGATATTTGTACACAAATGTGTCACTCAGCTGATTTTACAG
CAAACAGTATTTATTAAATCAGTAGTTCTGTCAACACGCTTTCATCTCCGTGT
>CL6269Contig1
CCTCCTCAGATGGGATGCTGACTTTGGACCTGGTTCAGGAGAACCCCGCCCCGACTCAGG
GTCTGGACCGGTGTGACGGCTTCCAGGAAGACCCGGACAAATCCCTGCCCGGCTGTTCTC
CCGTCTCCCCCAGCTCCAAAACTGACAGCCTGTTGTCTGCGCGGACCGCCGGGCCTTCTG
GGAAGTCTCAGAGCCTTCCTCGTGAGAAGATAGGCTCCACCCACAGCCCAGATCCAGGAA
GTCGTCTCTCGGAGGCAGAGAAGAACCGCTGCGCCTCCACCGATGAGATTCTGACTCAAC
CGGAGACCAGAACTGCCACGAAGAAGGGTGGGGCGGCCCCCCCACCAGGAGCCCCGGAGC
CGGTCAGCCGCCTGCAGGAGCTCATCGGCCAGAAGCTGGAAAGGACGGAGCGGCTGCTGA
TGGAGGTGCGGCAGGACGGGGGCTGGGGGGGCAGAGGAGGGCAGGAGTCGGCCGAGGAAC
TGAGAGCTGAAGCCGAAGGGCTCCTGAAGGAGGCGGCGGCGGCGTGGAGCCAAGCCCGGG
ACGTGCTGCAGGAGATCAAGGAGCTGANGGTACTTTACCAGCAGCTGGACCCCCCCTCCC
CACAAACCCCCCTCAACAGTGCCAACTCCAACCGCATGAGCCTGATGTGAGAGGGTTCTG
GACCAAACCAGAGNGCATCCCGGAACTCATCAGGACCTCCATCAGCTGGAGGTNTAGCAC
CTGATNTCCCGACAGGTCAAGTGTCAGCTTTGAAGCTCCGCCCCCAAAGCTTTCAGCTGT
TTTCAGAACAGTCACAACCAGTTTGGTTTTACCGGGANTGGGTTTTGCTGCACACCTCAG
CCCAGATTTTAGACGAGCTTTCCGTCCTCATNTTTNTTTCAGACTCCTCAGAACTGGATN
TTTTGACTGGGTCCGGTCGGGACGGCAGGTNGAACACTTAATGGTGAAGAGAGCTGTTGC
CATAGTAACGGCTCATCACACAAACTACAGTTGAGAAGGGGCGGGGCCATGAGTTTTTAT
GCATCACTTTTTGCAGTTGTGTGCCACACCCTCAGAAGAAAATGGATTTGAGCTTTCATG
TTTATTAGATTTGAGTGTGAGGACCCCCCCCCCACCAGAGCAGACGGGACCACATTCAGT
TCCAGAAACGGTTTTCCTGCTGTGGCTGTTCCAAAAGCTGACGTGTGCTGTGTGGCTGCT
GCTGTAAACTCGCAGAGGATGATGGGAAAT
>CL6270Contig1
AGGGAAAACCAAATNAAATTTAAAAAAAAAATCNAATGGTGCCCNGGGCCCCCGTNATTT
NACCGGGNTTTCCCTCCCGNATAGCCTCCNATNACCCCAAAAAATTAAAAAAAATACNAA
AAAAAAAGTGTAGCCAAAAAATATGGTTTCTGCTCTATTATCAGAATTTTCCATGGAGTT
TTCCTCAAGATTGGGAGTGTATCTTTAAAATATCAACTAACCCTAAAATATTTTTTTTTT
TAATCTTAAAAAGTCAAAACGGGCCACAAAAAGGGGTGTCTGGGGTTTAGATGGATAACT
ATTGAGAGGATATCGCAAAAAGGAATGAGGGGGAAGCAACAGCGGGAAACATTACAACAG
TTAAAACAGGACTTACTCAAACCTTTCAAAGTTGCCGTTCTACTAGCTCGCTGTCCTCTC
ACCTTCATCTCTCCATCTCAATTAAATGCTCTTTTTTCGCTGGTATCTCTTAAAAGCAAT
TAAAACATATTCATGGAAATGAAGTTGATTTGTGTGAAAAGTCATCTTTGCTGCATTAAC
CTAAAGATAAAAAAAATAAAAAGAGAGCAAAAGCTTGGAAAAAGTAGGAAAAAAATGCAT
TTCCCTCACACCCTTTTGCTCTTGATGTCAGCTTTACTTCACATTGCC
>CL6271Contig1
TACTATTACTATGGTAATATTATTTAAAAAAAAGAAATAAATGCAAAGTATTTACAAGCA
ATGGATTAATACAGAGAAAAGGAAAATGCAAAAAAGCTATTATAAAATTTACAAAATCAG
GTTGAAGCACTTCAAAGGGTTGAATAATACAGTAATGAATATCATGAAATTTGATAAAAT
CACAATGATGAGACAAAATATTTAAAAAATTGTGTAATTTTCCTTTTATTTTTAAAACTT
AGACTTTGCAAAACTGCCAAAAATGTGTTTAACAGGAATAAAAGATGTAATAAAATCTCC
ACTGGCTTCATTTCCTCTGACTGTGAAAACTTTACGCCGTGTTTTGTCGTGAACAATTCC
GTTTCAGCGGCGTACTTGACCAATGAATTCCTTCCTGACGTTTGCCAGGAATGCGGGTAA
ATTGTTGGTCTCCTGAAGTCGAGTCTCCAGGACTGGCAAACCCTCGAGAACTGGATCACT
GGACACGATCTGGTATGATCCATTTTCTTTTATCCCCATTGTGATGACATAAGCGCTCTC
TGGATCAGATGGGTTGATGTTTCGATAAACAAATTGCAACTTTTCACCTTTGGCAGACTG
TGTTTTGCTGAGAATTGTTCGTATCTCGAGCCCCAAATGATCCTGAAACACCAGTCTGGC
TTTCTGGAGGTTCCTCAGGCGGGTTTTGTTTGCTTTATATTGAGACTCAATAATTTGTTT
TCTCTTGATTTGTTCTTCTTTGAGATTCTCTATTTTCTGGATAATTTTCTCCTTCTCCGT
GTCTTTCTCTTGGATTTCAGACATCATCTCAGATATAGCATGTTGTTTTTCTTTAAGGGC
CACAGTTTTTTGTTGCAGATCTTTCTTGAAAGTCTTTATTGTCTCAAATAGCTTCTCATC
ATCTGTGCACTTTTTCAAGCATGTTTCAACTGCTGACTTCACGAGCTGTTTATGTGAGAG
GGACAACTCTGTGGTCATGTCGATGATGTCTGCATAGGTTTTCAGGTGTTTACTGTGGAT
CTCCTCCATTTCACTGGTGAACCTGTCACTCATGTTTGGGTCAGTAATGGACATCATGAT
GCTCTGATGTTAGTAACTTATTTCATCTAAAGACAACCAGAAGACAGTTTATTGGACGTA
TTCTTTGGACGTAAAAACAGTCCCCGGCCA
>CL6272Contig1



ACGTCGTGTGAAAGGTGTCATGTCTGTTGAAAGCTGGCCAGGTTGTTTGTAAGAAACTTG
TTCTAAAACATCACCTGGTTTTTAAAAATAAAAGGCATACAGGTCAAACGTTGGATCTTC
ATCGGCCTGTTTAGATTTTAATTCAATTTATACCATGGTCCGGGTGAATACTGAATTCTG
ATTGGCTGCTGGGTGTGCATTAAAAAGTGATAATGCACATCTAAAAAAGAAGTTCCAGTT
ACATAGCTTAACCCTTGTGCTATCTTAGGCACTTTAACATTGGGAGTTGGGTCATCTAGA
CCCACTAGACAGTGCTCTGAACCTTTTTTCTTCAGTGATTTGTGATCTTCACTGGTGTCC
ATGGATTACATGAAATCTTTCCACCTTTATCCACCTTTGTCATGGTAGGGAGAACACGTC
AATGGAAGGGTGGGGTCATCTAAGATAGCACAATTAAACAAACTTCAATAAAATTTCCAG
CCAACATTTTAGTGAAATCATAACAGATGTAGTTGGGTAATATTACTATTATCTCTACAA
CACCAGCTATGCTGTCTGGCTTTGGTCTAAGGTGAAAAAACAGAAATGACCCAATTGACA
ATCAAAACAAAGAAAATGTATGACTTTTTTTTGTCTGAACATACACTTATTAAAAAACCA
AAACAACAAAAATAAAGCCTTGTTAATTTCTTGTTAAAACGTTTCAAAAAACTTTGGAAG
ACTGTTGGTTTTTCTGTCTGTTTTTTGATGTTTTTTATCCAGATTTAGTTTTTCTCTGTT
TTAAATGTTTGGGTTTCCACTTTTGTTGATGATAAACAGTT
>CL6273Contig1
GTCACGCACCGCACAATCTTGCGTTTTCTCGTTCGAGGAAAGACAGGGNAACGGACACCT
TACGACCAGACGTTGGACTGCTAACCCGTAAAGATGGACATGTCCAAGCTGCCGAAAATC
AGGGATGAGTACAGAGAGAGCGAGTTTGGATACGTTCATGGCGTCTCTGGACCAGTGGTG
ACAGCCACGGCCATGGCCGGAGCTGCCATGTACGAGCTGGTCCGTGTCGGCCACAGTGAG
CTGGTGGGAGAGATCATCAGGCTGGAGGGAGACATGGCCACCATTCAGGTCTACGAGGAG
ACGTCTGGTGTGTCGGTGGGAGACCCCGTGCTCCGGACTGGAAAACCTCTCTCCGTGGAG
CTGGGCCCAGGAATTATGGGATCCATTTTTGACGGGATCCAGCGACCCCTGAAGGACATC
AATGATATCACACAGAGCATCTACATCCCCAGAGGAGTGAACATTGGAGCCCTCAACCGA
GACTCCAAGTGGGAGTTTACCCCCATCAAGAGCCTGCGGGTCGGCAGTCACATTACAGGA
GGGGACATCTATGGTATGGTGTTTGAAAACTCGCTCATAAAGCACAAAATCATGCTCCCT
CCAAAGAACCGAGGCACGGTGACCCTACGTGGCTCCGCCCGGAAACTACGACATCAGCGA
TGTGGTGATGGAGCT
>CL6274Contig1
GAGGACTTGATCTCTTCTACAACTGGCGTCGGCAAGAATGTTCACGAGCTGGAGAGGGCA
AAGCGGGCCATGGAGCAGCAGCTGGAGGAGATGAAGCTTCAGCTGGAGGAGCCTGGAGGA
TGAGCCTGCAGCCTGACGGAAGACGCCAAGCTGCGTCTGGAGGTCAACTTGCAGGCCATG
AAAGCGCAGTTTGACCGAGNACCTCCAAGCCAAAGAGGAGCAAGGAGAGGAGCGGAGGAA
GCAGCTGGTGAAGCAGGTGCGCGAGATGGAGGTTGAGCTGGAGGAGGAACGCAGACAACG
CAGTCAGGCTCTCACATCCAAAAAGAAACTGGAGCTCGACCTGGCGGATCTTGAGGCGCA
GATCGATCTTGCCAACAAAGGGCGCGACGACGCCCTGAAGCAGCTGAAGAAGCTCCAGGC
CCAAATGAAAGACCAAACGAGGGAGCTGGAGGATCTCCGTTTGTCCAAAGATGAAGCCGT
TAACTCTGCTAAGGAGACGGAGAAGAAGCTGAAAGCTTCAGAGGCAAACTCCCTGCACCT
CCAGGAGGATCTGGCAACCTCAGACAGAATGAAGAAGCAACTTCAGAGGGAGAGAGACGA
GCTGCAGGACGAAGTGAACAGCGGCATCACCAAGAACTCCCTGCTGACCGAGGAGAAGAG
GAGGCTGGAGGCTCGCATCACCCAGCTTCAATCTCATTTTAATCCCAAATCATCAAATAA
TTCTATTTTTCTACTGGCTGGACTTCTTTTTATCATGCAAGCTGTTACAATGTCAGTTTT
TCTGTAGGTTTACAGGTTGGCGTCACTGAGATTAACGGACTCGGCTTTGCACACATTTGG
TGTTGAATGCAGTTCCAGCCTGTAGTTCTGAATCTGCACCGTTTAACCACCGTGTTCCAC
TGAGGTTCTGGTAGTTATGTCACCGTTTGGGTTCTTCGTGCACCTGCTGATCTTGCATTC
TGTCAGTTATTGGTGATGGGTTACTTTCTTAAAAAGGGATTTTCTATCGCTGCTTTAACC
AGATTAAGTGCATATTTTTAATATGTCCCACCACTGTATTATCAAAGTAGCTGCATGTCA
TCGATGCCAATGTTCAAAAAGTATTCTATTAAA
>CL6275Contig1
CGACGTTGTAAAACGACGGCCAGTGGGTTGAAGAAGGAAACGATCCCGGCGATGACTTTC
ACCCAGCGTGGCGGGCGAAAGGTCTTCACTGTCTCTGTGCCCTGACTCTCCTGGTTCTCT
GCTTTGGGTCGCTCTGGGAAGCCCCAAGGGTCCACCAGGATGAGATGAGACACCCTTGAA
GGATACTGGATGGCATAGGAGGTCGCCAGGTACCCTCCAAGACTGTGTCCCAGCAGAATC
ATGCTCTCCAGCCCCACAGACTGCCGCCATCGTTCGATGGAGTCCACAAACTGCTCCTCT
GCCTTCGCGGCGTCCGACGGGAAGTGAGGTCGGGAGCTCCTCCCAAAACCCAGGAGGTCG
AAGGCATGGACGGGCCTCGACCGGCTCAGGCCGTCCAGGTTTCGGACCCATAAGCCGACG
CCCCCTCCGAAGCCATGGACCATCACCAGGGGGGTCTTAGGTGGTTCTTCTGCGGGTTTG
TGAACAGTCTTGTTGGTGAGGGTCAAAGTCCATATTCGGTCCTGATTCGGGAGCTTCACA
AACCGGGCCCATAAATTGTTCTGAATACGGGCAAGTATTTTGGACTCTGCAGCCTTCAAA
AGGGACATGGAGGTTGGACGCCAGGAAGGCCACCAACTGAAGTCGGAACTTGACTCCGTC
TCGCAGTCGCTTGTCATGGGAGCTGCAGTGGTGGAAGAATCCATTGGTCGAGATTCACGA
GTCGCTACATTCAGTTTAAGTCCTAACGCCGTTCAACAATTACCTCTAAGTCATGTAATA
ACAAGCTCCA
>CL6276Contig1
CTCGTCTGCAGGAAGGTTCTGCTGTAATTCTTAAAGATGACTGACATTGACACCCCAACC



CAGCCTCTGGTTGGAGCCTNCAGCCACACCGCCGTCGATGTTGGGGCCCCGGAAGAGCGC
CCCCGCTCATCCCGGGCCTATAAAGTGGCGGGATTCACTCTTCTGGCCTGTGTTCTGATC
GTGGGTCAAGCAGCAATCGCCTACTTTCTCCTCAGCCAGAACAGTGACATCAAATCTCTG
CAGGAAGACAACAACAAAATGAAGACGCAGCTGACAAACGGCAAATCCGCCGCTATGCCT
GCACGGATGCACATGTCTATGAACACCTTCAGCGATGTGATTGCTGACTCCATGGAGAAG
AACATTCCAGCCGGAGTTCCAGAGAAAACCGATGCTCCCCTCACCGCCTGCCAGCAGGAG
GCTGCAGGTCTGAAGACAGTGTCGGTGCCAGGCTTCCGGCCCAGCTGTGATAGTCGAGGA
CAGTACATGCCTCAGCAGTGCTTTAAGACTCTGTGCTGGTGTGTGAACCCTGTCAACGGA
GAGCAGATCCAAGGATCTGAGGGATCAAACCACTGTTCCACTCGTGTCTTTTCAGGCAGC
ATGATGCCTTTGGCTATGATGGATGTACGAGAACTGAGGACACCAAAAGAGGATTTAAGA
CAACCCTTGACAGCAATATACACTTTTTCAACCTTATTTTAACCATTTTTGATGTACTTC
AAAAGAAAGGCAAACCTTTTTAATCACTCTATTGGCTTATTTCTCTTTCTGAAATGTATC
TATTAAGTCTTTGTAAACAGCATCTTTTATCACCTCTTAAAATCAATAAATTAAAGCGTT
TATGGTTGCAAACATGTTTTATTCAAGTTTTGTCAAGTAACATTTTATCATTCTTTTTTC
ATGTCTTAAAAATGGAAAAGCTTCAATAAATGCACACATTTTTTCCNGGATACATGAAAA
AAAATTGGATTTCTCCCATTTATTGAACAAAACCAAA
>CL6277Contig1
GNCNGNGGGNAGCTNTAAATAAGGNGGNTAGAAGGAAANGGNTGATGAACCGGNGTGCTG
GGTTNTGANGTGNGGNGGNTGCNTGATTTACCTGATTTGAAGTTTTGTTGCAAATNTGCC
NACCNAAAAAAAAAAAATTTGCTTGTGTATTTGTGGAAGATACACAGAAAAGAGAAAACT
TTTTAGGAGAAAGACAGATCCCTGGGCTACACGAGGGCACAGAGGAGGTCCCAGCAAGAT
CAGACACCCTCCATTAACATCCCATCATCCAAGGAACTACGTGTCTCTCTTTTGAAGCTC
TTGAATAAAGGCTCCGATTATTTCCTCTTTGACTTTCTGTAGTTCTTTTCGCACCTCCTC
CAAGATCTCCTGTTTCAGTTTCTCTAAATCAGAGTCATCCGATCCTCCTGCATCGTTATT
GTTTCCAGCTCCCTTTGTCCTTAAAACCTGGGACAATGAGGGGGTGGAGTCCATGCTCTT
GGGGATGGAGTTATTCCTGATCATTGGTGTTTTTTCCCAGGGTCTTCGAGGTGCTTCAGC
TTGACCTTGAGAGTCTGAGTCATCGTTATCTTGTGTTTTAACTGGAGGTGGCTTTTCTCC
GGTGTTGGCAGCTTTCCTCCTTCTGGCCAAAATAGCACTCATTTCACCCATC
>CL6278Contig1
TACAAGGTTTTTGCCTCTTAGGTTTTNAGTTTTTAAAAATTTTCTTCAAAAATAAAAAAA
AAGTCCAATAAAGCATTAGCAAACAATATTCTCTGTTCTTTTCACGTCCAAAGCGCTGCA
ACAGAAGTGGATTATTTACATATACACATGTACGTGCAGTTCGGTCCCCTTCAACAACAG
AGCGACTGACGCACAACAACGACAAAAGTTTTTACACAAGAGCTCTTCAAAATGAAGATA
AATCTGCATTCAAATGCATGAATATACTCATTCACAGTATAGAAAATTATATGTGAACAA
GTATGAAAGCAGTTCAAAGTCCTGAAATAGAACAACTAAGGCAATCTGCACGCGGGGGAA
AGATGCTTCAATGTGATTTCAGTTCAAAACTTCTTTCGTTTTGTCTTTAACTCAATAATA
TTGACTGTTTCCACTCTGAGTCCAAAAGTTCCTCAGTCTTCCTCCACTGGAAAAAACGAG
CTTCCTCCCCAAATCATATAGTCTGTAAATGAGTTTATTTCCTCTGCATTAGCGGGTGTT
GCTCCGTAAGGACAGATCCTGCAAAGGGTTCTCAAGTCCAAAGCCAAAAAGCTTTTCACC
CTTGTTGCGTCTTGAGTGCGTTTCCTTAGTGCTGCAGGCGTTTGACCTTCCTTCTGCCTC
CTCAGCACAGGTACCCAGATCACTCTCTGAAGTGTGAGTGTGGCTGCAACCAACCCACAG
CCTCCACAGAAATTCAGGCCTGATACGCAAACCTGCCACCTTAATCTGCTCCTCTTTGTA
TTAGCGGTGTTTTACGCGCGTTATGTCAAAGTCCTCCGTTAGAATACGCAGAAAATTACT
TGATACAAATCGTCTCTTTTGTGTTCCTTCTTAAATCAACACGGTCACCCT
>CL6279Contig1
ACAAAAAAAAAAGGTTTAAAAGTGAACCGTTNCTGAAAGTANAAANAAAAGNGGNTTATC
AGTTTATCATATTTATTACNCTAGCAGGCATGTTNCTGNGNGCNCCGATTGTGGTANANA
AAGCCTTTTTAACAANTNANATGNGTTTTCCCGTTTTATCCTGTGANATGNGGATAAAAT
AANACGTTTTTAGTAAAACGANAAAGTTTTTTNACANGCAGGAGGTTTTTTTTTTTTACC
TAAAAGATGCACTGACTGTTACACAAAAGTGAGCTTTTGCCGTTTCAAAACCTAACACTC
CTTCATGTAGGTGGATACATAAGCAAATCACTGTATTTTCCTGTTTTTAATGGATTTTTT
TTCAAATGATTCCTGTTCTTTGGGACCAAATTGTTGATTTTATTTTTTTTCCTTTTGCTG
CCATGTTTACTGTATTTCCTCTGTTTTTATGCCTCACTTATTTAAAGGAATGGGTCACAC
AAGTAAAGATGGTAAAACATGTTTTTAAGAAGGAATGAAATGAGTAAAAAAATCTATTTG
TGGCAAA
>CL6280Contig1
TGCTTTGTCAGGTTACATGTTTCTTCCCCCGTTGATGACATGACCTCCCGGGGGGGCAAT
GTGGATGGAGTCGAGGATGGGCCGCAGCATCTGCCCGAACGGCGTGGAGAGAACTTCGGA
CGGAAGGTCGGTAATGTAGGACGGGATGGGCCTGCCAGTCAGAAACTGAGCCACCTCGTT
GGAAAAAGTGTTGCAGTTGTGCTCGAACAGCCGATAACGGTCACCTCTGTATGTGCTTTC
TCCTAGAGAAGAAAGGTATTCCATGAAGATGTCCTCTGTCACTTCAGTCTCTCCCAGATC
CACCACCGTGTCAGGAGGTCCCAGCATGGTCCCACCCGGTGGACAGCTGGAAATCCCCTC
CCCACCAAAGAAAAACTCCTCTCCATAAGCCACAATAGCTGTGTGCCATATGCCGTCCAA
GCTGTTTGCCCAACATAATAGGGCTCAAATTGCGAGCCATTCCTCTCGAGAGATCATAAA



TGTAGAGCTGAATGTTGTGTCGCGTTGTAAAATCCATTATTTAAGGTCACTGCTAAGTTT
TTTGCTTTCTTTTCTTATCTAAATTCTAGCTAACCGGTAAAAATCGTTGACAGGACAGCA
CTACCACAGCAGAAACGCCCCCGGCCATAAGGCCCGGGT
>CL6281Contig1
GCAAAAGCATATTTGAGACAATATGGTTATCTGAACGACCCTGCCAATCCAGAAGACCCC
TTTTACCTGGAGGAAGTCATTGAAGCTCTCAGAGTCTTCCAGAGGGTGAATGATTTGCCA
CCTAGTGGAGAGTTGGATGAAGCCACTCTAGCAGTGATGAGACAGCCCCGCTGTGGCATG
GAGGACCCCTTCAACAAAAAACTCCACAAATTCAGAATCATGGGTCGCTGGAGAAAAAAG
AACTTGACCTATCGGATCTACAACTACACACCTGACATGAAACAGTCAGATGTGAGTGCC
GCCATCCGTTCTGCCTTCAAATATTGGAGTGATGTGACGCCTCTGACTTTTAAAGAGGTT
GACTATGGCAGAGCAGACATCAAGATCTCCTTCCATAAAAAAGATGGCCATTGCTCCGTC
CCCTTTGATGGCCGAGGTCACGTGCTGGCTCACGCCGAGTCACCAGAGTCTGGTATTGTC
CATTTTGACGAGGATGAGTTCTGGACGGAGCAATCATATTATGGTACCAATCTACGCATT
GTAGCTGCCCATGAAATTGGCCACGCCCTCGGCCTGGGACACTCTCAGTTCAGAAGTGCT
CTGATGGCTCCGGTCTACGCCGGTTACCGTGCCAACTTCAGGCTGCATTCAGACGATGTA
CAAGGCATCCAGGCACTGTATGGCAAACGCCTCAGCAGCACTTTGGCCAGTCCAGCATCT
GCTGGCAGCCTGTTTCCCACAGAAAGCAGCTACGAAACAGGGAGCGTCCCAGATCCCTGC
ACGGCCCGGCTCGATGCTATCATCCTAGGTCCCTGGCAGAAAACCTTTGCTTTCAGTGGC
GATTATGTCTGGACCATCTCTGACCTGGGCTATAACACTCCAATGAAAATCAGCAGACTG
TGGAGTGAACTCCCTGGAAACCTAAATGCAGCCATCCACTCTCCAAGAACCAACAAGACA
TACTTCTTTAAAGGCAGTAAAGTGTGGAGGTACACGAGGTTCATGCTTGACTACGGGCTA
CCCTAAAGACGTGACGCAGATTCCCCCTAACATCGATGCAGCCCTCTACCTGAATTTGAA
CAAGAAGTTGATCTTTATTAAGGGATCAGAGTACTGGCAGTTTGATGAGCTGAAGCACAT
CAACATGGGCCTCTACCCCAAATCGCTCAGCCTGATCTTCAGAGGAGTGCCGTCCTCTCC
TGACGCAGCCTTCACGTGGACCAACGGCAAGATCTACTTCTTTAAGGACGATGAGTACTG
GAGGGTGAACGAGCTGCTGAAAGTGGACAGAGGATACCCACTGAGCAAGAAGGAGCGCTG
GATGCGATGTTAGTGTTCAACCTTCAGGGGGCGGTAGATGTCCGGATGCAGAGGACATTG
GAAAACAAACCTCAGCAGCAGTGATTGTGAACAATCGCTCTTGGCAGATAATTACCTTTT
ATGTATGCATCTTTTTTGAAATATTCAGAGGGCAACATTTTTGAACATATGAGTTGAATT
ATGTGTTGCAAACATTCGCAAAGTTGTAATATGATGATGGAAATGTAAACTTTATGTTCA
GTTTTGTTTGACCTGCTTCCTGAGATCAAAGCTGCGCAATAAGAAGACTCAAATCTATGG
TAGATCAT
>CL6282Contig1
GTTATCCGCTAGCTGTGTTATTACCGCCGCTGACAACAGGTCCGGTCCGGGAGGGTCCAG
CTGGACGGTGGAGGCAGACGGATGTCAACATGTGTCCTTGACAACGACCTTTGACCTCTC
CTTGTGGCCGGCCCTCTGACTGGTCCTGCTGATGGCTTTCAGCATGCAGGTGGCCTATGA
GAAGATGCCAGCTCAGCTGAGGCGGAGCTCCAGGCTCAGGAAGCTGTCGGCCCTGCTGCT
CGCCGCCTATGCTGTCCGCAGACTTTCTCCGTACCTGTGGAGACGGTTGCAGAGAGCTCC
AGCTGGGAACAAGGAGGGTGGAGCTAAATCTGCTGTGGGCGTGGCTGACAGTGCAGAAGA
GAAGAAGAGGAAAAGAGACAGCAAGTCTGTGTCTGTGAATAGAGACTTCCTGCTTCGACT
GTCCCGCCTCCTGAAGCTCTTGTTTCCCCGGTTGCTGAGTCCAGAATGCGGCCTGCTCGC
CCTCCACAGTCTCACGCTGATGTCCAGGACCTTCCTGTCCATATACGTGGCGTCTTTGGA
CGGTGTCATCGTCAAGTGCATCGTTCAGAAAGACCCTCAAGCTTTTGTGCTGCAGCTCTC
CAAATGGCTGCTGGTCGCTGTTCCAGCTACCTTCATCAACAGTGCAATCAGGTTCCTGGA
GGGTCAGCTTTCCCTCAGGTTTAGGAGCCGGCTGGTCAACCACGCCTACCAGGTGTACTT
TGCAAACCAGACATACTACAGGGTCAGCAACATGGATGGCCGTCTGTCCAACCCTGATCA
GTCTCTGACAGAAGACATCGTCATGTTTTCTTCCTCCATCGCTCACCTGTACTCCAACTT
GACCAAGCCCATCCTGGATGTGGTGGTCACCTGCTACACGCTTCTCAGCACTGCTCACGC
CAAAGGGGCGAACACCTCATGGCCTGCTGCCATCGCTGGCCTGGTGGTGGTACTCACAGC
TAAGGTGCTGCGCTCCTGCTCGCCACACTTCGGGAAGCTGGTGGCTGANGA
>CL6283Contig1
TTGAGAGCCACGTTTGTGGCGAAAAGCCCCGTTTTAATCCGTGTTTGTCTCATGCAGACC
TCGGAGAAGCAGCCTTGAGAGTGACGTCTGCTTTTCAGAAATCTTCCTGTGGTAAAGTTT
ACAGTCCAGCGATGTCTGTTTAGGTTCAACAAAAGCAGATTTGGAAAAGAGCACTTGGTT
TTCCAGATCAACTCGCAAGCCACACAGCTGACAAAGCTGAGCTGCGAGCGCCGAGTCTAA
GTGCAAAAGCCGAGCCAGTCTGTCAAGAGGAAAGCGGCAGTTGCGGCTGCTGAATCCGTG
GCTGTAAATCAGGAGGAGATCCCTGCGACACGCCACCAGGTGACGGTGCAGCGCGCACGT
CTGCAGAAAGCTCAGCCCGCCAGCCAATCGCAGCAGCCGTACAGGGTTTCTCTCCAGGAA
GGCTTGGCCGATCGACATGGCGAGCGTGACAGAAGAGGACGTGCGAAGCTGCTGTGGGAG
CTCCATCGCATGCTGCCTGGCACGCATTGAATCTAAGTTGTAGAGTAACCCAAGAGCCTG
GAACTCTTCCTGGTTGGGGTTTGGACCACCGTCAGCTGTGTAGCAATCCAACAGCCAGCT
CAGGTATTCCTGCAGGTGTGTGTCGTTGATGCGTGGGTCATAAAGCCGTAGGGGTTCCCC
GCAGAGACGGTAAGAAGCATAGATGAGGAAACGCACTATGGGCTCCAAAAGAGCCGCACA
CTCGGATCCAGACACTCTCTGGATGATCATATCCTGCTTCACGCTCCGCAGCCGGTCGAA



GACAAAGCCGTACACCTCTGTCCACGGATGTCGACTGGGAGTAGCTGCGATTTCATTAAT
GAGGTAGTGAACTGTTTTTAGCAACACGGCAGGTGGTCGCAGGTCCGTGGGGTTTGTTGC
ATCTTTCCCAGCTGCTGGTCTTGCGTACTCCTTGACGGCACGCAAAGGGTCACCTTTGGG
CCTTCGATCTTTCTCTGTGCCTGGCACCATTTCAAAGTGGTGAAGCCTGTTCTGAGCTAC
GCGGTCCTGCAGCTCCTGAACTGGACACATGGTCTGGCATGTTCCCTTGGGAACTGCTTC
TGTTATTTTCCGCCCAAGCTTCTGCTTCTCCTCTTCCGCAGATACCACTGGGGCTGGCCT
TTGCCTTTGGTCTTTTTTGTCCTCTCTCCATTGCCGTCCTGATGACCCAGCACTCCTCTG
TGACTGACAGCTTCGCCGGGTACCTCTCCCGCGGTTCATTGGTAGGCTCCGAAATTTAAC
TACGTCACTTTCCCCGGCCATAATGCCCGGGT
>CL6284Contig1
GGGGTAGTTTCCCACAATACAAAAATGGCAGCGGTCGGTGGTGGAACCGGACCCGAGCTT
TCTAAAGCTGAGTACTTAAAGCGGTATTTATCAGCTGACGACAACCATGGTGCATCTAAA
GGAAAAGGCAAGAAGAAACGAAAAAAGCTTCCTGAAACAAGACTTAAAATAGTAGACGAT
GATATTGATTGGAGACAAATGGTCCAACAGCAGCCGGATGTCGAAGAGGATGAAGAGGAA
GCTCCGGTGATTGCAGAGTTCATCGATGAGCGGCCAGAAGAGGTGAAACAGATGGAGGCC
TTTAGGACCAGTAACAGATGGAAAATAGTTGGGGCGGATGAAGACGAAGACAAAACAATT
GACGAAGAAAATGAGCAGGAGGAGCCTTTAACATCTAAAAAAAGTCGGCATGACTCACCA
GAGCTGTCATCGAAAAGTGGGAGAGATGGTTCCCCTTTCAAAAAACCAAGACACGACTCT
CCAGACATTTCTCCTCCTAGGAGAGGACGCCATGACTCTCCGGATAAATCCCCTCCCAGG
AGAGGACGCCAAGAATCTCCGGATAAATCTCCTCCTAGGAGAGGACGCCATGACTCTCCG
GATAAATCTCCTCCTAGGAGAGGACGCCATGACTCTCCGGATAAATCTCCTCCT
>CL6285Contig1
ATGGGTCTTTGAAGAGACGGAGCTGATGGTTGTGAGGAAAAGCTGGAGCAGACNCCCTCA
GGAGGACAGACGCCGTGTCTCACGGGGAATCTGTCTCCGGGATGTCAGACGGTCAAAGCA
AAAAAGACGGACGGCGAGCAGAAAACGGATTTTTGTCCTTTTTATCCCAAAGGCTTTCTG
CTTCAAACCCGGACATTCTGAGCAGGAAGTAATCTGATACACTGAACAAGTCATGACTAA
TAGATTACAACACACGACTTCTGTCACGCTGTGTGATGTCACTGTAATAGATTACTCAAG
TAATGAGTTCCTCCTAACTCTTGCTGGTTTCAAGTCATGGAAACCTTCACTAATGTTCAT
TTTATGGACTGAACCTCTTCTTTGTGCATCAAATATGAATGTTTTCATCACATTTAAACT
CGTGACCGCCCTTATTTCTGTACGGATCCTGGACCCGGACTCAGAACCGGATTCAGAACC
TACCTGCCAGACCTCCAGCCAGCCAGATGGAGCAGGGATGAGGACCCGCCGAGCTCTCCG
GCGTCAGCAGCCGACAGAAGACGGAGTAAGGGATGAAGTAGAGCGCGTACCCCGGCACGT
CCCTCAGGACCATGGCGCCGGCCCCCCGGTACAGGCCCTGGACGCCCTGGGTCTGCAGGA
TGCTGCTGACGCAGTGGATGGGCCCCCGGTAGAGCTGCTGGTTGGAGACGGAGACGGAGC
GCAGGGGGATGTCGGAGCCGCTCGCCACGTTTCCGGCAAAGCTCAGGTTCTCTGCCAGAA
CCGTCTGCGTCTGCATCTGCAGCCTGATCTTGACCAGGTCCACCGGCGCCCCCAGACCCA
CCGACACCATCCCCGTCAGCATGCTGGCCGCCGTCAGGTCCAGCAGGCTGCAGGGGTGGC
GCCCGTCGCCGTAGCGATAGGTGCTGATGAACCTCTGCGCGTTGCTGAAGAACCCGAACA
CAACGGAGTTGTAGACGGTGATGCTGGCCAGCGGGAACGACATGCCTTTGAAAAAGCCCG
CCACCGTTTCCTTCCTGTAGATGGAGAGGATGCAGTGCAGAGTGCTCCCGTAGCCTTTTC
CCGCCTGCAGTCGGGTCTTGACTGTGTCCAGCGGATGTCCCACCACCACGCTGGAGGCTC
CGCCGATCCATCCCGCGAGGAAATCATCCAGACGGAAGTTCGAGCTCTG
>CL6286Contig1
TTTNCCCCCCCCCCCCCCCGTCTCTGCTTTTAACCGCGACGGCTAACACCCATGAACCAC
ACATCCAGGTTGGTTCTGATGGACAGACGAAGTGCCAAGGCCGGGACCCCCCCCTTTTTA
GCGCTAACTCAGATGGGCTTCATCTTTTACACCTCATCACTCCAGAGTGTCCTTGACCAA
CAGAGTTTAGGCCGAAAATGAAACGCTGGTTGAAATGGGGACATGCCCCTTTGCCTCAGC
TGCTTGTGGTGGGGGGCAGCTGTACCTGTTTCAGAGGACATTTGAACGATTAGCCATAAT
TATCAATAAAATGACTACAAATGAGGAAAGAAAA
>CL6287Contig1
GCCTCTCTGTCTTTTCTCTCCTTATCCAGCTGCTGGCGCTCCTGCTCTGCCTTGCGTCGC
TCCTCCTGCCGCCGTTTTTCCTCCTCTTTCTCAGCCTGTGCCCAGAAGTTATCTTTATTC
GTTTTCCTGATTTCTGACATGGCATTGGTTTTCTGGTAAACGGAGCCCACGGGCCCCTGA
GGGCCGCTGTCCTGAAAGCGGCTGGTAGTTTCCTTGTGGAAGTTGTAGTTGGCTCCTGAA
GCTTTAGCGACTTTTTGCATGATGGCTTCAGGCTCAACATCCTCCTCTGCTCTTGCATTA
ATTGTGACATGAGCCCCCTTAAGAAAATTGGCCATAGAAAGGACATGATTGGCACACATT
CCCTTCCTGGCATCATTTACTCCTTCTCCAGTCCAGTTGATGAGGACGTATTTGGGCAGA
CCAGAATTCGGGTCCTGAACTCTGCAGAAGGCATACATCACTTTTCCACTGTTGAGTTCC
TCAACCAACTCCTCCAGTCCTCCATCTCCTTTTTCTGCCAAACGGATGTCATTGCTGTTT
CCCTCGTAGGTGAACAAGGCCCAGTTCGTGTTGGATTTTTCGTCCACCACTTCTTTGTAT
GCAGCTGTCAATGCGGGTCCGTTTTTGCTGAGATTTACTGACATGGTTCGCCTTAGTTTA
ACGAGCCAGCTAGCTATCTGGGGAGCGTCCTTCCTACAGGAGGAGCGGCGATGATGATAC
ACTGACTTTCAGCTCTGTCTGTCCCCGGCCATAATGCCCGGG
>CL6288Contig1



AGAAAAAAAAGTTCGTTTTAGTATCTGTGAATTTAAGCAGTCATGGGAAAGAAAGGAAAA
AAAGAGAAGAAAGGGAAAGGAGCAGAGAAAACCGCTTCAAAAATGGAGAAGAAAGTGTCG
AAAAGGTCCAAACGAGAAGAGGAGGACTTAGAGGCTTTGATAGCTGAGTTTCAGAACTTG
GATGCAAAGAAAACCCAGGTTGTAGAAACATCTTGCCCACCTCCATCACCCAGACTGAAC
GCCTCATTCTCCGCCCATCCTGAGAAAGAAGAACTTATTCTGTTTGGAGGAGAATTCTTC
AATGGGAAGAAGACATTTTTGTACAACGACCTGTTTTTCTACAACATCAAGAAGAACACC
TGGTTAAAATCTGAGATTCCCAACCCTCCTCCACCTCGCTGTTCCCACCAGGCTGTGGTT
GTTCCTCAGGGTGGAGGTCAGCTCTGGGTGTTTGGAGGAGAGTTCGCCTCCCCAAACGGG
GAGCAGTTTTACCACTACAAGGATCTTTGGGTGTTGCACCTTGCCACACATACGTGGGAG
AACATCAAAGCAACCGGTGGGCCGTCGGGCCGCAGCGGACACCGGATGGTCCTCAGCAAG
AGGCAGCTGCTGGTGTTTGGAGGTTTCCATGAGAGCGCCAGGGATTTCATCTACCACAAC
GACGTCTACTCTTTCTCCCTGGACACCTTCACCTGGGTCGAGGCTGGCTCCTTCAGGCTC
CGCCCCCTGCCCTCGTTCCGCTTGCCAGATGACCTCCACCCCGGACGGCACGGGTGTCAT
CATCTACGGAGGATACTCTAAGGCGAGAGTGAAGA
>CL6289Contig1
TTTTTTTTTTTTTTTTGAACATGTAATAAAGTTAAACTTTTATTGCAAACTCAACATGGT
CACATAAACCATTATACAATTTACAGTACATTAAACATGAATTGTTACATACACATAATA
AAGCATACCTTAGGTTGTTTCTTTCAATATACATTAAAACTAGTACACATAACTTCAAAT
ATACAAACAAACTTAAATACAGTCCAACTGCAATACAGCAATATTAAAGTGGAATGTTTC
AATGCTGGCAGCCTGACAGCTGGCTGCGGTTTCAACAGTGTGAGGCGAATGGAAGACTAT
GGGGGGGGGGGGGGGGNCCNNTTTTCCNACAAAATTTNGGGNAAAAAAANNNNTTNCCNN
CCCCCCCCCNTTNNCNCNCNCCCCCCC
>CL6290Contig1
GTTTTGACAAAGCTCAAAGTAAGGCACGGCCCTCCATGTCTGAAAGTTTAAAAATATATT
ACACTCTCAAAATAAATATGTGAATAACGGTCAGTATCAACACCTATGGTCCAGCCTTAG
AGGTCAATGTAGAGTATTCAGAATAACAGTAATGACCAAAATTGTAATAATTGTTTCCCT
TTTCAAAGACAGTTTTTAAAAACATAAAGTTAATAACAAATTTCAAGCTACGCTGTTATC
AAATTCTCAAGAAACCAATATATAAACTTTTCTTTAGAGTGTATATACTCTGCATGCAGT
GATTAAATCTCACACATTTCTATTCCACAATATGGCTTTTAAACATCAAAATATAAAGAC
TTTTTTAAATAGTAGGAAGAGTGTAACATTCACATTCTAGTAGTGCCTCAAACTTTGAAA
TAGTCTAAGAAAAGACTGAAATGAAGTGGCTGATCATCCTGAAATGCCTAAGATCACTTT
CATTTCCATCACTTTCCCCAGAGATAGCTCTGTCAAACGTCTCCCCTCCGCTGACTGAGG
TGAGTGTTAGTGTTGGCTGCCGGCTACGCAGATCACAGGGTGAGGATGGAGGGGGAGTGC
AGAGAGTGGTCGGACTGATCGCCACTGCTGCTGCTGCGGCGGTGAGCAATCCCGCAGGGC
TCTCGGGCCCCCGGCTGCTGGTGGGATGTAACGTGAGACGTGGTGGAGGAGCTGGCATCC
GAGGAGCCACCTGGATAGGTGAAGACCATGTTGGATGAAAAGGAGAGGAGGGAAGGAGTA
GATATGAGAATGGGGGGTGTGGAGGGACTCGGACTCGGTGGCAAACGTAGATGAGGTAGA
AGCCACAGGCCTGGTGGGGAGAGTAATCTTGGGTTTGGGCTTCTCCATCTTGACTGGTGG
TTTTTTTGAAGGTCCAGGG
>CL6291Contig1
AATTTTTATTCAGGACCACATTGCTCCCATTTATGCCGCTTGAAGCGCTTTTGAATGAGG
CTAATGGCGTAGCACCCAAAATAACACACATCATTAACAAATTTCAATCATCCTTTTGTT
TTTTTAATGTCGTCCATCAAGAATCTTGATTAAATCATATCAGAACGATGAATTTTGCAA
AATTGTCTCAAAAGGATTTTTTTTTCTTTGATATATACACTTGCATATACTAGTGTTTCA
GTAACAATCTCACTTTAGACAGGTCTCAAATGATTGAAAGTAGAAAAGGCATCAACATTT
TCATTAGAAAAATAGCAGATTTTGGTCATTTGAATGCTTACGACATTGATCCAAGGCTGC
AGTGTCGGCGTGCTCAGCAGAATGGGTCTCCCTCTTTCTATTGAATCACCTCATCCATGA
CATACCAGCAACATCAGGTTGGCGTGATTCTAAATCACTGAATTTCAAGGGTCAAGAGGA
ATCTTGGCAGGCACTTGAAGCACTGATAAGTCACTGCGTACAGCCATCATCGAACATACA
CGCTGTGGAGCTTCCCACAGTTCACACTGAGCTAACAGGATGTTCTCACGCAAAAGGGAA
CAATGCGCTGGATGGGTATAACGTCCATCGCAGCCCTTAAAACGGGTTCCTCTCAAACAA
ACAGACCTGGACTGCTTTGCTTCTCCGCGATTAAATAAAGAAGGTAATCAGCTGCAAGAT
CTGCTGAAGGTTTAAGGCATCAACGAACACAGAAAACAGTTTAATTTGGACTTCTGGGCA
GAGAGCGCACCATCGGCTTGAGGCCGCACAGGTGCACAGTACAAAAGCTCCGTGTGCAGC
CCTGCTACCCCCACAGGTCAATGGAAAAGGCTGAACATTTCTCAGGCACGCCGTTAGAAT
GAAAAATGACCTCCACACGAGGAGCTTTTTTACTGATTATCCTATTTAGGCATATTCTTC
CAGAGTAAAATAGACATCAATAAAAAAAAAGGCCGCAAAGGAAATCGTATTAAAGGAAAT
GAATTAAATTCAAAGCTCTCACTGCGATTCTTCCATCTTCACTGTAACACTTTTTAGCCA
CATCTGGACTGTGGACAACTATGTACAAGGAGAGCGCATGAACGTGTTATTGCTATAGGT
CTCATGTCAGATTTGGTCTGTGTGACGCACGCCATTCGGTGCCTCTCAAAACCTTC
>CL6292Contig1
ATTTATTTTCTTACTCTCAAGAACCACCACGGCTTCTCATCATGAAAATTCATCATCAAT
TTCCAACAACACAGTTTTGTAAAATGTAAAGTTACTATACAAATTTTTAATAGAAAAAAG
AATAAATTAACTGTGGAATTTGATTTTTCTTTTTTGTTATCAAGCCCACATTTTTTTCTA



CAACACCTTAAATGTTTTGTTACAGTTGAAGAGAACTGATAAAACGGAGTTACATGCGCT
ATGGTTTTGGTTGTCTACTATTAAACCGCCTGTTAAAATAAGCCTCATTTTGCACATCTG
GTATTGAATCTATTGGTAATAATGAAGAAATGTCTAAACCCTAGAAGGACAAAGCAGTAA
CTGGTCATCTTGTAGCACCTGGAAAAGTTGTTTTAGTGTCAAAACATGGAAAAAGGGTCC
CGCTTTTCAAACGATGAATGTGAATGCTTAAATAAAAAAACCCACACAAACCGAACGGCA
CCCCTTCAAACATACAGAGAGAGAGCAGAGGCGGTGGGCGGATGAGGACAGAAAGTACGT
TACACTTCTTCACAAAAGGCTCTGAGGTCGGAGCTCATAATACCATCTAAAGTGGATCAA
TGCGACATAAAACTGAATAAATGGAACATTTGTCTTTGGGGTCATTTGTTAGAGGGTCTG
CAGGACATGCATAAGATTGTGTTCTTTAGCACACAACTAGCAGGTAAAGAATTCATAGGA
AAACACCTTTATTTGCATTAAATACAGCCATAAATTGCTATCGATAGTAGCTACGGGTTT
AGAGCTTTTTTAGAGACTTAATCTGAATATGATTGACTTTTTTTAGAACCCACTGTGGTA
ACAAATACCTCAAATAGGAGAGATCATTGAAAATGTAGATAAATGACAACACAGCAAAAT
GTATGGGCTCCCCTTTGTCCTACCTCATCCACAGACGAACATCAGGACAACTCAGAAAGC
CATGTGACAGAAAGTCCTTCA
>CL6293Contig1
ATCGGGCGTTAAACCCGGGCATTATGGCCGGGGCAGTCAAAGCTAATCAACGAGCAAGCG
ATGGAGTGCCGGTGTTTGTGGGTCTTTCATCTTCTGCTGATTTATGGCTTAAATTTAGGC
GGTGCATCAGCCCAAAAGTGGAAGAAAACCCGCGATCGTGTTTCTGCAGCGGTCGGGAGC
TACGTCTCGTGTAGCTCTGTCAACTGCAGCTGTCATCTGAGCGTTCTCCAACAGGACTTG
CAGCCTTTCAGAGGTGGGATCTCAGAAAGCCTCATGGCTTCCACGGTTCAGCGAGGCATG
GGCACCCACTACCAGATCATCCAACACAAGCTGTACAGAGAGCAGAACTGCATGTTCCCT
GCAAGGTGCAGCGGCGTGGAGCATTTCATCCTGGAGGTGATTGACCGTCTGCCGGACCTG
GAGATGGTGGTAAACGTGAGGGATTACCCTCAGGTGCCGAACTGGATGAGCCCCGCCCTG
CCGGTCCTCTCTTTCAGTAAGACTGCCGAGTACCAGGACATCATGTATCCCGCTTGGACG
TTTTGGGAAGGTGGCCCCGCTGTGTGGCCCATATACCCCACCGGACTGGGGAGGTGGGAC
CTGATGAGGACGGATCTTAAAAATTTCGACAGGTCTGCAGCTCAATGGCCCTGGAAAAAA
AAGGAGCCCAAAGGATTCTTCAGAGGCTCCAGAACCAGCTCGGAGCGCGATCCGCTCATC
CTCCTGTCCAGAGAGGATCCAGAGCTGGTGGATGCAGAGTACACCAAGA
>CL6294Contig1
GAGGCGGAGCCATCCAGATCAAGGAGCCCCGCTCCAAGAAGAGCCTGTTCAGGTGTCTGC
TGCTGTAGGCGGAGCCTCCTGCAGTGTGAAGGAGCCCACTGCCCCCCTCCTCTCCCCTTT
CTGCTGGACAGATTCACCTGGAGGACACGGCGATGAGTGGGCGGAACCGCGACGGAGAGC
CCGGTTCTGGTTTTTGTGCTCAACACACCTGAAACTGACGTGAAATCCCCGTTCTCACCA
GAAAGTCTTAACGCCACCCGTACGCACAGCCAGATTATCGCCACCAAAACCTTTTTCTTA
AACTCCTTTGGCTCCTCCCACTTCACCTGCCAGAGAGTCGAGCAATCAGGAGCGCAGGGG
GGGCCACTCCTTTCAGAGACGTCAAACTCCACCTCTGACTGGCGGGCGTCCTACTGCAGG
GGTGGAGTTAGCAGGAGACCCGCCCCCTCGGAGGCGTGGGATTCATTGTTAGCAGAAAAG
TCTGGGTTTAGTTTGACTTGACTTGAGCAGCAAAGACTCAATAATCCATAATCCAGGCAG
CAAATCCAACCTCAGAAATGTTCCTGCAGAAATCTGCTCAGACGTTATTCTGGTAACTCG
CAGAGTTAAAGCCTACAGAAGGGGAGGAGCCTAAAACTTGAATTTAGTTTCTTTAGCTTT
GATTTAGCATTTTTCTGTATCTGCGTCACAGGAAGTTTCTGATCTGCTCCTTTTGATGTG
TTGCTTTTATTTTAGAGGCCTTTAATTTGAAACTTCCAGAGGAAGTTGTCTGGGTCGACC
CAGAAACCTTTGGGCCGCCGACCTGCAGAACCTTTCACTGTGACCAAAGAGCCGTCAGAC
ACAGAACTGTCCAGAAATCACGTATCCTGCATGTATTAAAACAGTCTTTTTCTGTGAATA
AGAGTTTGTTCCCTTTAAAACCTCGTTTATTCTCCGAAGGGCCAGAAACCTTTGTATTTT
TCAGGTGATGTTCATCTGCAGGTGAAGCGCTCTTCTGTTTGCAGGAGGAAACAGCGCTGA
TGCAAAAACAACCAGTGTGTTACAGAAACGGTCCTCCAGCAGAGAGGCCTTCAACTGTTT
TATATCATTGTCTCCTAAAATTCAAGTTTTCTTCCTCATTAACTTTGTTTTGACGTGAAA
ACTTCCAAAAAGG
>CL6295Contig1
CGGCACGAGGATTTGCCATGTGCAGTGCCATACATTTAAAACCCTTCAATGACTGAACTT
GTACATAGAGTTGTGCATTAAGACTAGTTTAGTGTGTATGCATTGTTGTAGTGAGTTGTT
TTTTTAACAGGTCTGCTCTTCCATGTGGATTATTAAACACTTGGTTTAAGACTAAAGAGA
TTTATTTCTTCTTCTTTCTTTTATTCTCTGCAATGTGCTGTTCTGTTCATAAATGGGCTT
CAACTGCAGTCAATTTTTGTTTGTGTACTGTTATCTTTTTTATAATGTGTAACATTGGAT
CTGTTGTCATGAGCGCTACTGCTGAGATATTGTGATGTCTTTGATTAGATGCCTGGGGTC
AAATGTTTAAATTCCTCAATTTTACAAAAAAATTGTTATTTTTTGCTGCTTTTCTGAATC
TTTTCTTGCTTATTTCCATTCATCTCAATCATAAAGGCATTTCAGTCAAATCCCCTACCA
TTTCTAGCCATAAAAAGACTCATTTCCTCATATGGGTAGTATTGTAATCCAGGTGTTTGA
TTTTGTGGTCTATATATACATGGGATATACATTTATTTAAAAAGTAGCTGATACATTTAT
TAGAAACAAAAATGAATAAACTGATACACTTACTGAGACAGCTATTTATTGGATTTATTA
ACATTTTGTTTTAGGATGAAAAAAATGCACAAATGCAGATGAGATAGTTAAGATTTATTA
ATCCAAACTAGGAAATTCAACTGGAGTAAATGGAGCGATATAATTATGCTTTTGACTTAT
CTCTCCAGAAACTGTACAGTGATAGTACCTTTTAGATTTCCCTTAAGATCTAATTAATCT



CTCCAAATTTTTTACATTGTTATGAAAGTTTTAATAAAAGCGTCTCCTAAAAAAACCCTA
ATGATAGCCAAAAGAAATATCAATGTTACATACGGGAATTCTTTCCACAGTTTTTGAATC
ATCTTTACGTCTTTTCTTGCCCCTTTTTTTCCAGATTGTGTGCAGAAAAAAAAGTTTTTT
GTGTGTAAACATAATTTATCCATCTGGCCCTGGGTGTATTTTATTAGTGTGCCACATTGT
CCCTGCTCTCTTGTNT
>CL6296Contig1
ACAGTATTAACTTTATTTTTGTAATTCTTCTCACATGTTATACCATACCTGTATGTAGTC
TTGTAAACATCTTATTTTCCACTTCCCAATATGTGAAAAAGCACATCTTTTCCTACAGAG
TTTGAACTACACCACGGATCTACAAAGGTTACCAAAAATGCCATGCTTAAAACACTAAAA
CGTTGTGTGACGAGGGGATTTTTCAAGCCCCTCCTCCTTTGGTTTCTATGGCAATGGGCT
GCATTTAAAAAGGCCCAGAATGTTATCCTTTTGTGATGTTTGCGGATGCCAATGTTGCCT
GTATTTATGAGATGACACCATGTTTTCAGAAAACTAACATACTTAACATGTTTACAGAGA
ATTGTTTGCTGTATATACATATAAATGTATATCTTTTTATAGTTAATGTGCTTTGCACAA
TCAAAAGATAGGGTTTGTTGGATTTTTTGTCTGTTATCTCAACTGTTGCAGCCTTTTTTA
AGACATCATCACAGACCTTGGACTGTAACTGTTAGCTTCTCAGCTGTGTCAAATGGTTTA
CTAGTGGCTTCTACAAAAGAAAAGAAAAAGAAAAAAAAGAAAATGTTGTTGCCCTGATAG
AAGATATGAAGGGGGACTGCTTGGCTTCTGTTGCTTTTTGTTCTTCTGAGCTGGCAACCG
ACTCTCTCCAAGTGTACCAGCAATGCANAAAGTGAATAAAAAACAATTTAGCAAAAAAAA
AA
>CL6297Contig1
TCGGCACGAGGCTTGTCGTCATCAATGATGATGCCCTCTGGCTGTCAGGCTTCACCTCTG
ATCCCAGAGAGCTTTGCAGTTGTCTGTACGACCTGGAGACCAATGTGTGCGAGTCCTTCA
ACCTAGAAGATCTCCTCAATGTCATTCGTCAGAAGATCGAGTTGCCGTTGGTGGAAAATG
TTCAGACCATTCCACCGCCGTATGTTGTGCGGACTCTGCTCATCTACAGTCGACATGCGG
GGCCACTACAGCTCAACCTCCCCGAAGCCGTCAGTAAAATGCTGCAGTCTCCTTATTTTT
TCTTCGACGTGGTCTATTTACACAACGGGGTGGATGAACAAAGCGAGGAGACCAGCTGGA
GGGACAACTACTCCTCCTTCTGTAACCTGGACTCAAAGGGCACGTGTTATCGCTATGAGG
TTTCACTCAGCGGACCTGCCATAGAGCTGCACAATTGCATGGCCAAACTGCTGGCTCACC
CTTTACAGAGACCTTTCCAGAGTCATGCGTCCTACAGCCTGTTGGAGGACGATGACCCCG
AGGATACTGAAGCCACGGTCTAAAAAGGGACAAGTGCAAAAACATACACACACTTTTTAG
TTTTCCTTTTTTTTAATTAAAGGCCTTTTTTTCATCAAATGAATCACTTCTAATACTTGT
ATAGATACGATCCTGATTACATTCTTTTATTTTTAACTTTCCCCTTGGTTACCTTTTCAC
ATTTCCTTCCTGCCTGTTTGTTTTATGAGGGTTTGTTTCATTTTTGGACATTGAGTCACA
GACAGTGAAAGAATGTACCTGTCGAAGCTTCTCCTCGACGGTGACCTGTGGGTGGTTCCC
CAGCAGGCTAGCTGCACTAAACCCAATGTACAGACACTTTTTTTTATGTTTCTGAGTATT
AAAACAAGCAATGGAAAATGTGATGACTGAGTGTATGATGTGTTCTGAGGGGTTTTGTCA
GGAGGTGGCAGCAAATTCCCTCCTGAGGATCCAAGTTTTGTTTTGAATCTTCTACCAACT
TTAGTTGAAAGTTTTAGCTTTACAACAGCTGGTATGATTCTTTCTTACAGGTTACAGTTG
TTGTTCCTTATTGCAGAGCAAACATCATGTAAAAACGACA
>CL6298Contig1
CGCGACCGAGCGAGTTAGCGGGCGGGCTGTCAGGGAGAGATTTATCGATCGGTCCGGAGA
CTCGTCAGCCGCTGATCGGCATCGACTGACCGGATCCGACGGGAGCCGCGGAGCGGGTGA
GGGGCGGAGCAGGGTATGCGTTGCCCGGTAACGCCCTCCATGCAGGTCTTGTAGGATGTT
CCTGTAGGCCGTGCTCAGGGCGACGCTGCCATCATGCCGTGTTCCTGCGCACAGTGGAGG
CGGTGGATCCGCCCGCTGGTTCTGGTTCTCTATGCTCTTCTCCTGGTGGCTGTGGTACCG
CTTTGCATCTGGGAGCTGCAGAAAGACAAGGTTGGGACACACAACAAAGCCTGGTTCATC
GCCGGGGTGTTTGTGTTCCTGACCATCCCCATCTCTCTGTGGGGGATCCTGCAGCACATG
GTGCACTACACCCAGCCGGAGCTGCAGAAACCCATCATCAGGATACTGTGGATGGTGCCG
ATCTACAGTCTGGACAGTTGGCTAGGCCTGCGCTACCCCAGCCTGGCCATCTACGTGGAC
ACCTGCAGGGAGTGCTACGAGGCCTATGTCATCTACAACTTCCTGGTGTTCCTGCTCAAC
TTCCTCAGTAACCAGTACCCCAGCCTGGTGCTCATGCTGGAGGTGCAGCAGCAGCAGTCG
CACCTGCCCCCGCTGTGCTGCTGCCCCCCGTGGCCCATGGGAGAGGTGCTGCTGTTCA
>CL6299Contig1
CCNNGGGNNCCCCCCCCCCANAGCCCAACGCCCNCAACCAACCTCAGTTTTCCTCAGACA
AAGCCAAGCGAGAGGCAGAGAAGCGACCCAAAGACTTCAAGAAGGACGGGAACATTTGCA
GACTCCGGACGCAGGAGGACAGCGAGGACGACAACAATACCTGGAACGGGAACTCCACCC
AGCAGATGTAGACCCCCCCCCAGAGAGCTTGGCTGATGCTGTGGACAGGAGCCTCGTGAA
GCCTCATGTGGGGGGGGGGTCCTGTGTAAGCTGAAGGCTGATGAAGCTTCAGCGGGAGTC
TTCATCACTACACCCTGCTCTTTATGACTGCTGACCCCCCTCCCCCTGTCTAACTCTAGC
CCCCCAGTGGACCTGCTGAGGACTGTAAATCTGCTCATCAATAAAAGTTTTTTCNCAACC
TTAAAAAAAAAA
>CL6300Contig1
TCGGCACGAGGCACCGCCTGGAGTCAGGGGATAAAATCAAAGAGAAACTGACACCTATCC
TCAACCTGCTGACGGAGAGCTGCAGGGCTCACAGGGAAACACGGCTCTACATCAGGAAAC



ATATCCTGCCTCCTCTGAGAGATGTATCCCACAAACCGGAAGAGGGCAACACAGTGAAGA
GTCGTCTCATTCGCCTCATGACTCACCTGGACACGGACCTGAAACACTGCGCTGCTGACC
TTATCTTTGTCCTCTGCAAGGAAAACGTGAGGCGTTTTGTCAAGTACACAGGCTACGGTA
ATGCAGCCGGCTTGCTGGCCACCAGAGGCCTGCTGGGGGGTCAGGGTGTCAGGAACTACA
GCAGCAGCGCCCAGTACTCCAGTGACTCGGATTCAGACACAGAAGGAGTACCGGCAGGTC
AGAGACCGCATCAACCCGGTGACGGGACGCATGGAGGTACCGCAGCCGGACCCCATGGAG
GGGATGACAGAGGAGGAGAAGGAAGAGGAGGCCAAGAGACTGATAACACTTTTCAGCAAG
CTGTCCAGAGATGACATCATCCAGCCAATGGGAGTGGATGAAGAAGGCAAACTTGTCCCC
CTGCAAGGAGTCGGAGAGAATCCCATGACTGAGGATGCAAAGACTGAAACAGAGACGGAC
GAGGGGGCAGAGAAAGAACATATGGACTGAAACTTGGGATTCGCTTGAGTCATTCTCAGA
TAACATCCAAGTATTTAAGTTTATCAGTGCATAACTGTGTACAATCTTGTAGTATTCTGT
TTGACCCCAGAAAAAAGAAGAAAAAAAAGGCTCACATCTTTCAGACTTCGTGACTTTATT
TCAATAAAAGATCCAGATGGTAAAACAGAACGCAGCTTTCACATTGGTTTCACTTACAAG
TTATTATAATGTAGTTGCTAATAACCAATTGATTTTATTATTATACTATGTGTCTCAATA
AAGGTTTCATATCTGGAAATAAAAAGTAGCTTTTTTCATTATGTGCCACATGANGTGCAT
CGNTNATTCATGATATCT
>CL6301Contig1
GTTTACCTCTGCTGGCGTCACTTTTAAAGCTCGTTAACGGTTGTCTTGGTGCTGTTCGGC
GGAACCTGCAAACATTAAAACAAAAAAACAGTCCCGCGTGGTCCCGTTTCGCCGTTATGG
ACTCCCGGTGATTAAAGCACGCCGTCGTCGTGCCGCAGAACATGATGGACTGCATGGATT
TCTCAGAGGAGGAAATCCGGGAGCAGCTGGCGCTCCTCGGCTACAGGAACATTCCCAAAC
ACAGACTGCAGGAATTTAAGAGAGACCTTGAGGAAGTCATTCAGCGTGGCTCGTGGAAAA
GCCCGGACTCCTCCGCTCAGACAAACCACCAAACTCAGTCGAGTCCTCCGGCTTTCACCA
AAGAAAAAGTAAGTAAGGAATTTTTTAGAAACTCCGGAGGATTTTTCTTACATGAAGGAA
GTTCCGACCACGACAGACAGCTGCTCGGCACACATCAGCCCAGAGGTTCTGGATACCAGC
AGGAACCTCTGGACTCCTACGCTCAAAACTCTGTGGCTCCAAAGCTCCGCCTCCCGGCGG
GGGGCCCAACCCGGCTGCAGGCGGAACCGGATGTCGAGGACGTGACGGACCCGCGTGCGT
CCGACAGCGACAGCTCGTGTTGGGACTCGCGGCGGGGACGGTTCATCAAAAGGAAGGTTC
TGAGAAAACATGGAGGTCAGTCTTTGGTCTGCGATGAGTCGATCTACAGCGAAGAAGACT
CAGCCAGCTGTCTGGAGGAACGCCTGGCGGATCTTCGCTTGGAGTCGGAGAGCGATTGGA
GCCCCTCCCCCCGCTCGGAGGAGAGTGACAGCGTTTCAACGAGCGCCTTTGAATCTTACA
GGAGAACCATGACCCGAACCCGCAGCGAGGGCGACCTCCGACCCAAACCCAAGTCCTTCA
TCCGACCCGTGAGGAACCAGCAGGCCTTCAAAAAGTCCGACCCGGTGGCAAAGTATTTTG
AGTACAAACAGCTCTGGGAGATGTTCAAACTTCCTGGAGAGAAGGACAGGAAAGCTCTTC
GCTGGGAGATACGGGAGCGGCTTGCCTATCAGCCTCCACCTCCTAAACCTCGCAGAGTTT
TTGTGCCCAACTCCTACGTCGTGCCGACGGAGAAGAAGCGCTCGGCGCTCCGCTGGGAGG
TCAGGAACCAGCTGGCCAACCACCTCCAGCGGTTCAGCTCCCAGCCA
>CL6302Contig1
CAGNTGAGCTACGACCACGTTGGGGAAGCGGTAGAGCATCTCACTGAAGAGGGCCACCAG
AGCAATTTGGAGTTCGGAATTTGTGTACGCGTAGATCCGATAATTGGTTTCCACAACGAT
AAACCCCGCGTCTCCAGTTCCGGGAGTGTTCGTCATGTNGGAGGGGGAGTTGCTGGAGAC
TCCAGCTGCCAGTGTGATGGCCAGTCTGGTGGGGTAATAGCGCCGGGACTTCCTCTTCCT
CTGGAAGACCAGTCCAAACTCACGCAGATGCTGCAAAAACGTGAGTAGAGACTCGCTCAT
GCCTTCCACCGAGTAATCTCTGCCAAGCGTGGAGAAGCTGAGCTGGAACAAGAAGGACAA
AATCTCCACAAGCTCCATTCCCCGAGACTGAGCAGTGTTCAGGTACTGCAGGGTGAGGTA
CCACAGCTGAGAGGCGGTGTCCAGCAGCAGGAACTGGAACCCAGCTGAGGTGATGTATGG
TGCCTCCCCAGCCTCGCTTTTCATGAGGCCCGCCTGGACCAACAGCTGGGCCAAGTCCTG
GCTGACGGCGCTGGGAGAACCCACCATGAACTGCAGAATGACCTCCCAGCGCTCCATGGC
ATAGCGGTCGAGGCTCTCGATGTCCCTGGCATGACGGTCAGGGCCCAGAATGATGCCCTC
ATCTGCCCATACCTTACCCCCGCCCAGAAGAGCTATCCTCAGGTTATCTTTGAAGACTGG
ATTCAGGATGTATCCCTGCAGACCCCCCTGCAGCTGCTGACTGTGCCACAAACGGAGGCC
CGTCAGAACCGAGACACATTCGTCATGATCCCTCTGTCCATCCTTCCTCACCCACAGGGC
GACAGCTGCTTGAGGGAGGGGCTGCTCCAAAAACAGCATCCGCATCACATAGTTCTTAGC
CAGCAAGGGGAGCTCTCTGCACACAGCCAGGCAGGTAGCTGGGTGATTGTAAAGGCGGTC
CAGGACGTCCGGGCCCAGCTCTCTCAGGTACTCGTGCAGGTTTTTGCACTGCAGCTGGAC
ACGCAGCTTCATCCTCCGGTTCTGATCTTATCACAGCAGGTTCTGAATCTTCGCCGATTC
TGAGGAAGCAAAAAAGATCAAAGGAAACATAAAACAGAACTT
>CL6303Contig1
GATCGTTTGTTGCTGCGCTTTGGATTTTATTTATTTTTATGTTTTTGCTATTAATACACA
CAACGTCGGATAATTTGATGATCTAAATCAAAATTTCGTGTTTGGTAATTGATTTATGAA
ATGTTTTTTTGTCTGAACCTACATTTTGTTTCTTCGAAGTGACCGTATTTGCTTCAACTG
AGAGACGGTGCGCTGTGTTTATGTTTGTTTTAGTATATTTAATGTACTTTTATTTTCTTC
TAGAGTGCTATTTGTAGCAAGTATGAGCGGCGGTTTAGCACCAAGCAAAAGCACAGTGTA
TGTGTCAAACCTGCCATTCTCTCTGACCAACAATGATCTGCACAAGCTATTTACCAAGTA



TGGAAAAGTTGTGAAGGTTACTATTGTGAAAGATAAAGACACTCGTCAAAGCAAAGGCGT
TGCATTTGTGCTTTTCCTTGATAGAGAATCTGCGCACAATTGTGCAAGGGCAATCAACAA
CAAACAATTGTTTGGCAGAATGATTAAAGCAAGCATTGCCATCGACAACGGCCGGGCAAC
TGAGTTTATCCGACGACGAAACTACACAGACAAGTCCAAATGTTACGAATGTGGGGATGT
GGGACATTTGAGCTACGCGTGTCCAAAAAACATTCTCGGAGAAAGGGAGCCCCCAAAGAA
AAAGGAAAAGAAAAAGAAGAAAAAGGCTCAAAAACCTGAACACCTTGAAGAAGATGAAGA
AAGTGAAGAAGAGGGAGAAGACCCAGCCTTGGAAAGTTTAAGTCAAGCTATAGCTTTTCA
GCAAGCCTATATTGAGGAAGAAGAGAGAAAACNGAAGAGACAAGCNGAAGAGGACAGCGT
TCGTGCTTCAACTTCCTCTGACGCGAAGAAACCGCGCATCAAAAAGAGTGCATACTTTAG
TGATGAAGAGGAGGAGCTCTGTGACTAAAACGCAAATGTTGTTTTTTTTCCTGTATAGAA
TGATGTCAATTTTTTTTTTACATAAACATATTGTAGATGTTATAGTTTGAAGGTTTTTGA
TTGAGGAAAGTTATTTGATGTTTTA
>CL6304Contig1
TTTTTTTTTTAAATTTTAAAAACTTTATTGAAAATGACAAGACTTAAAAAACGGTGTGCA
GACGTCCTGTGCGTCACGGCGCCGCCTCCCAGCATCTCTGCCGTCTGTACAGATCAAAGG
CGAACCGGGGGGGGCATGGTGAGGGAAGTGCTTTACTGTCAAGAAGCCCCTCCTCTTGTG
GGAGGGGCTTCTGGTGAACAAGGCTGCTGGTCTTGAAGAAGAGTAGTGTGGGCCCCTCGG
CTGTGGGGGTGGGGGGACAGCTGGCCGTGGGGGGGAGGTGCAGCCGCTCCTTCAGGACCC
GACTGAGGAGCTGCTCCTGCTGCACGTCCACGCTCACCAGCGAGTGGAAGAGGAGCTGAG
AGCGGGAGATGTTCACCACTTCAGTGGCTCTGGCATTGATCAGGTTCTTGGTCCTCTCGG
ACTTCTGCAGAGTCTCGTGAAGAGCCTTCTCAGAGTCAAACTCCGCCTCCTGCAATGACT
GAAGCTCCGCCTTCAGAGCCAGAGTGGTGTTTAGCTCCGCCCTCTCCAGACAGCTTGGGT
CTTGGTTGGATGCAGAAGGTTCTGGTGAAGCTCTGTGGGCATGCTGACGGCCTTTGCTCC
GCCCCCTCCCTGGCTGCAGGGCAGCAGCGACAGACGG
>CL6305Contig1
AAAAAGTTTAGGAACCCAGTATTTTTTTCATCAAATGTGCAGCATAGTTGTGTAAATGTT
GAACAATGACCAAGAAATATCTCAAACTTGTATTTACGTCTGAACAAGATGTAATCGAAT
TATTGCTTAAAGAAAACATTGTCCATAGGAGTCATTAACAGTGTGCGTTTTCGTTCTGTA
CATGCAGCCATATTCACAAACATTCAAAATACCACCACAGCCTTTCAATGATTTTATAAA
GAGAAAGATTTTAAAAAACTATTAAAAAAATACTTGCTTGTCTCATACTACGAAATACGT
CCATAAACATTTCCTCCCAAGGTAAGAACAGCAGTCCTAACAAAAAGATCCAACTTTCAT
CCTGAGCTCACGTACCCTCACTACAGATACAGATTAGTCTAGTGCAGAGCATCCAAACAC
TCCTCCACTCTGGAAAAGACATCAACTCTCTTGCTTGTCCTTTACCAGTAAGACTGTGTG
CTGCCCTCCACTGGAGACCAACAGTACTTCACGACCCTCCAGCTGTTTGCCCGTCATCTT
CACAGGGCCCCACTCGTCATCCTCCTCCCCAGTGCCAAGCTGGAGGTTGGTTCCCATTCC
CCAGGCATAAACAGATCCTTCTCTGGTCACCGCANAGCTGACTGAAGCTCCGCAAGACAC
TCCTTTGGCCGGCTCCACCCCTGTGACAGCTGTGGGCACACTCTTCTCCTCTGCACCCTG
A
>CL6306Contig1
TTTTTCCTCCGCGCAGACGGAAAACAGGCGAACCTCCGGTCCGGATCAGCCGCAGCTCGG
CCGGTACCGGCATGCAGCGGTCCTCCGCGTTCAGGTGTCAGACGGCTCCGTGTGGATCGT
CGCGCTGAGGACCCGCGGGTTTGATTCCCGCAGAGCTGCCGTCCACAACTTGGACGGAGC
TTCCCTGTCAACCTGAGCCGAAAATCTGAGAATCAGCGTTTGATTCTTCCTCCGGCGCGT
CTCCGTCATCTGCAGACGGGTGGAGTTGATCTGGAAAGCAAACATGCCTTCCAACAAGTC
TGTGTCTGCGGCGCCAATCACCCAGTTCATCAACTGCAGGATCCTGAGGGATCACCGGCT
GCAGAGAGAGGACCTGTGGGTCCGCGAGGGGAAGATTTTAGACCCGGAGAAGCTGTTCTT
TGATGAGCTGGGATACGCAGACGAGCGTGTGGACTGTGAGAACGGCATCATCGCCCCGGG
CTTCATCGACATCCAGATCAACGGAGGTTACGGCATCGACTTCTCTCAGCCGTCAGACGA
CGTCGACGGCGGCGTTTCCTTCGTGGCTAAGAAGATCCTGGAACATGGAGTCACGTCCTT
CTGCCCGACCCTGGTCACCTCACCGCCTGAAGTCTACCACAAGGTGTTGCCTCGAA
>CL6307Contig1
CTATAGGCAGTTTTTGTGAATGCAAAAGCTTTTGCTTATGTTTTGACATGACAATTTTAA
TAAGAAACACATTAAAGAAAATGCTAAATGTCATATATGAACATGTATCAAACACAACCA
ATAGAATACCCTTAATAAAATAAAATAAACTCACCTGAGGCCACACCTCAAACCTAAGAG
CACGTTCATGAACTAAAATACTCATCGGTTAAAGTTACATTGCACTAAAGTAACAAATAC
ACATGGAACTAATTAAAATAAAATAAAATCACCAGTTCCTGAAAATAATTAGAGCTTTTG
TAACAGAAGCACCCAAATTTATCATAAAAAATGTACATAAACAGGAATATCTTTTATGTG
TGAAACAGCTTTTTATATTTGCTAAAAACTCTGTTCACTTTTAAACAAAATATTCAACAC
GTGTGTGCAAATGCCTTTATATTGTGATATTGTGATATAGGTACTGATTGTCTTATTCCA
TTGCATAGCCGCATAGCTTTACTTTTTTTTTGGTCAAATCAACCCTCCTTATGTTGTATC
ACCCCAATATAGAATTTAAACATGCAATAATGCAAAATAATTAAAGTTACACAGAAAGAG
TGAGCTGATACACATGAGTGGAGCAGGCAGTGCATGTTAAGATAGGAAGGCAACATTTTT
TTGTTTTCTATCAGGCAAAGGTGACATGGTCCTGTACAGGCACTCGTCACTGGCACTATT
TTCTCTGATCATGCATTATGCAATATTATCCAGCGTGTTGTAGTTGTCTTTAAAGTTCTT



CAGCTCCAGGAAGTGTCTGGGCTTCTTGCTGCGCTGCTGCAAAGAAGACGTGAGGTAGGC
AGTTTGGTCCGGAGACACCGAGGCGCCTGGAGGCTCAGAGGGGCTGGACAGGTCTGCAGC
TGCAGACTGGTGGAGCTGACTCGCAGTGGAGCTGCCGCCAGACTTCACAATAGAAGCCAG
TTCGACAAGAGCCTCCTGGTATTTTAAAAATTCCTCTTCACCAAAAGCCTCTGCCCCGTG
CCGTGCTTTTGTGTAGCCATCCAGCACTGTGTCAATAAGCGTGCTCTGTCTGTCCCTGAA
CATGCAGTGGGAGTTCCGGATGTTCAACAGCCACGTCCGGAAGCTTTTTCCAGTCACAGC
GGTGGATGCACCACCCAGTTCCCGGAAAGGGAAATCCGTGTCTCTGATGGCATCCAGTGC
TTTCATCCTATACAGGTAGTCATAAGAAGCAGGCTGGTTTAGCCGATCATCGCCTGGAGA
CAACAGGCGAGGCTCAAAGTGGATTTTCTGCACTTGGGTCAGTTTGGCTTCGATTTCTTG
TTTCCACTTCTTGGGAACATTGTGGCCGATGGGAGCGTGTGGTCCTCTTCTAGACTTCAT
GGCGAGTCGCATAACTTGTCTTTTAACAAACACGAAGAGCAATAGAAAAATCAGACTTCC
GTAAGCCATAACGAGAACCCCCGGCCATAAGGCCCGGGTTAAACGGCGCGCTCAAGGC
>CL6308Contig1
TGCCTTTTNTTCAGTCTGTCAAGCTGCAGAAGGCTCAACGTTTAGGATTTAAGCAGCATT
CGTGAGACATAAAGGTAATAGGGAATAGTTTTAGGGTACTTGAAAAGCTTCTGGGGAGGG
GTGCAGCTGTGGTGCTGACTGACCAGCTTGTTAAAATCGGCCTTTTTCCCCTTAAAGTTG
TGCTTCAGATCTCAAAATCTTTTTTTTTTTAAATATATTTGAAATGGAATTTGCTATTAA
TCAGATGCCCACCGGTTTATGGAAGCAGGAAGGTCCGTCTGGGGTCTGCATCGACTCAAA
ACAGCCTGCACACCCACTCAGCAGTTACCCTATAGGTTTAGAAATGAATTGTAAGGATAT
TCTTAAAAATATGATTTTAGAGGCTGAGAGACAATTTTGTACATTTCTGTTTTTATTAAA
TAGAAAACTTGAGTGACTCAAATGGAGCCACAGAGGAGGTAGTCTTCATTTTTGCTGGTA
TATGTATGAAGGGCAGCGGTGTCCTTTAAAAAAAAAA
>CL6309Contig1
GATGTATTTACAAACATTTACACCAAACTATTTCAAATAGTTCCCTTTTTTTAAAGTGTT
ACATTCAGGTAAAAACAACACAAACAGATCTTCTTAATATAAGAAACAAGAAATGTGGCA
GGGATGGATGATGATTCTAGCTTCAACAAATCCTCTAAAATTGTCAGTAAATTGTTTATA
AAAGCAAGAAGGTAAAACAGATGAAATAAAAAAAGTCAGATCAATCCAGTAAAAAAGAAA
AAAGGGGAAGCTTCACATTTGGATTGTGAAGGCCACATCTTCCAGAGATCCTCCTTTTTT
CCTGTTTTTCTGGCAGAGTTTAAACGTTATGGGTAAATGTCAGTAATTAAAATGAAATGG
CTCCACATGAGACATGAGAATATCCTGCAAGTCCCTTTCTTCACTCCAGAAGGAGTTCAC
CAAGTTCAAAAAACATCCCAAAGTTATAATTAATGCTTCTATTGGAAAACTGCCATCGTT
GTAACAAACTTTAGGATGTAATACATCACTGAATTTATGCGGTTATTGCACTAGACAAGT
GCAGATCAAAGCATAGTAAATTCCTTCTTACATAACTTTTATGTGAAGCCACAAACTGAT
TGAAGTCCTTTCACTTCCCTTTCTGCTGGACATGTAAATGAGAACTGGACTGAGTGCCCC
TCCCCAACCATTCTTTCTCTGATACTGTAGTTCAATTATTCTAGTTATAAACTGATCAAT
CAGAGGGCTTAATAAAAGTAGGCGGAGCCTCCTTGCCCCCAGGTCCAACGTT
>CL6310Contig1
AGCAGCATTTTTAAGCACAAACTCGTGTAGAATTTGTTAGAAGCCTCTCATTGGTCTGGT
GGATTATCGAAACCAAAGACCCACAAGTGCTCCTGTGTCAAACCCAAAGGTTTTCACCAC
TGTGCTTTAAGCACCGCGAAGAATTTTGAATTCAGATCCAACCAATCTATTTTTGTAATT
TCTTATTTTGACACATTTCCTTCCAGTAAATGTTCTCAGCTCAAAGCCTTTTGTGTGTGT
GTGTGTATGAAGCGCAGGTGCTAAACTGACATCTTGCCTGGCAAGTCTGTGTGCATTTGC
AAAGCTCGCAGGCCCACGGCTCTTCACAGATTGTGGTTTACATGTCATGCTTTGCATTTT
TGCAGCAAAGGCAAAGCACAAGTGCAACTCGCAGCAAAGCAAAAGGCCAGTGTTGGTTGT
GCCTCGTCATTTCAGTTGTTTTTTGTGTGTAATGAACAGTTTCTTGCGCCTGACTACAGT
TGCCGGCAATAATGACAGCAGTCTGTCCTGGTAATTTCTGCTGCACTCCCGTGTGTGGCG
ACTAAACCTGTGTTGTAGAAGCGCAGCAGAAGCACAAAGGTTGTGTCTCATAAATAAGCG
GCGTAGCGAGGGGGGGAGGAGCTGCCAAAAGATGAGAGATTTTCCGGATGGGTGCACAGA
GGGTCGAATGTATGTGCATGACATGGATAAAGTCCTGAAGTTCTCTTTCTTTTCTTTTCT
TTTTCTGCCGTGTTCTGGTTTCACTCCCACAGTGCTGTTGAAGGGGGAACACACACCTGT
GGGCTCTCAGCCTCCTGGAGCTGTATGCTACCATGTGCATGGTACTACGCTTTTACACTG
GGAACTTGATATGTAGAAATCTGTAATTGTTTTATAAATAACAAAAAGCCTATTTGTATA
AATGAACTAACAGATGATTTTAAATTATACCAAATAAAATGGTTCATTTGACCAAAAAAA
AAAAAAAAAAAAAAAAAAAACAT
>CL6311Contig1
ACTTATACCTTTTAACATTAATCNTCATCCACAAGTGAAATCTCTGTAGAGACCCTTACT
GGTTCACATGGCCTCCTTCCTTCTTGTTTGAGGAGATTTTACTGCAGAACCGTTTCATTT
GTCCCTTTATCTAACACGGCGGCAGTTACATCTCCATACTGATGCGGTTCGGTGTGATCA
ATGGGAATCCTGATCATTGTGTCTCGAGTAACTGCTGGGATGACATTGATGGATGAGATG
GGTTTGGTAAAGTAAATCGTGACTGTAGCACAATCCCTCCTGGTGAGACCGTAGGGCTCC
ACACTTTGTTTCCCACTCATTTCAATCTCTAGTGGCCGTTTGAGCTGCTGGGTTTCAGTT
CTACCACAGTCCCAGTAAGTACATCAGCAGCTCCATAAGTAGAGCTCTTGTGAATGGTAA
TGGCACTGAAACTCCCTTTTTGTTGTTTTTGTTGTTGTTGTTGCATTCTGATCAACGCAG
ACTCCCAAAAAACCAGCAACTGCCGGTGAACAGACCGTTGAGACCGTCTGAAGGAAAACA



CCTGCATGTAGATCCCTGACTCCTCTTGTGTTCAGGGGCCTCTCGAGGGCTCTCATTTTG
GATCCATGTGCTCAGCTGTGTCACACATGACCTTCAGTGAGTCGCAAAATCCAGCAATAC
TAGTTTAGAGAATCAATTGCAGTATTTTCCCTCAAAAGCTTGTGGCTTTATGATAAATAA
GCTTTGATTGTTTTGTTACTGTGCTGTTTTATAAGAACTCTAAATGTTGTCTTAAAATAA
AGTTGGCTGTTTTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGTTAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL6312Contig1
NNNNNNNNTNAGCNTCNTTCTATATTTANTGAAATAAATCNTTTAAAAGTTTAAGGCNGA
AAACGAACNCTTTGGAAAAAACNTTTGATTGCTCTGTAGCCNAAAAAGNCAAAAAAAAGG
CNCTTTAGATTTGACATCACTGGAATCCGTGAATATGTTTTTTTTGTCTGAACTTCGTTC
TTGTTAGGCTAATCAAATTTGTGCTCAGAGGAGACGTGGAAAGCCTAAGACAAAAAAAAG
GCTGCTGTTTACATCAGTGAAGCAGACAACAGTGCATACAACATCCCCCCCCCCAAAAAA
ATCCAAATATAATTTACAAAGAGTAAAATATATTACACAATAAATCTTATTTTTGAGACA
TGTCTGCATGTTTAATAAGGCACGGATGTTGTCCAACACAGGTGGGAAGATCCGTTTTTT
TGAGCTACAACCATAAGATTTGATCTTTATTGAACACCAATAATGTGTTTGAATACTTAA
ATGAGAAGGAAAAAAAGGAGAATTTCTTCATCTGGAAGACGGATTTGATAATAAACTTTG
GGTATATTTGCTGTCTGAAAATCAATACTTATCTTTCACTGGGGTTAAACCGCAAAGCTG
AATGCAAGAGAGAAACTGTACAACTAAGTACATCATCAGGAAAATAAAAACACAGATTCC
CGTCATTGACAAAAAGCGAGAGACACCTGCAGACAGGCATTAAGGATATAGGAGGATGAA
TAAGATATTTATTATAACAGTGATTTTCCTGAGAAAACTGTGGGACACAAGCGAGCATGC
TTGGGCTTAGTTCTAACCTTTGGACCTTTACACATAAATAAGGTGGAAAAATTGGCAATA
ACTGTTTCTAGGAATGTGATTTAAAATACAAGTACATGTTAAACCAACCCCGGCCATAAT
GNCCGGGTTA
>CL6313Contig1
GTACGATCTGACTGTGCGGGACAGCGATGGGTCTGTGGTTCAGTTCCTGTACGGTGAAGA
TGGCCTGGACATTCCCAAAACTCCCTTTCTGCAGCCGAAACAGTTTCCCTTCATAGAGGA
CAACTTTGAGGTCATCAGGAGGACCCAGAGTTTGGACAGCGTTCTGGCGCGGCTTGACCT
TCAGACGGCCAATCAACACTTTGCCGCCATCCGGCGCTGGAAAGCGAAGAGAGAGATGCC
GAGTCCTCGCAGAGGAGCGTTCCTGCTGTTTTCCAAGAAAAAGTTGGCAAAGCTAAAGGA
TTCCACAGCAGGAGCAGATCTTGTTTCCACCAGAAGTCCTGCTGTTCTGCAGCTTGTAGG
GCAGTGGCATTCTCTGGATGAAGCAGGCAGAGCAAAATACCTGAAAAAGGCCTCCCCTTG
CCCGGAGCCCTCCCTGAACCTGTTCAGGCCCGATGTGTGCTTGGGATCGGTGTCTGAAAG
CTTTCACAGCATCACAGAGAAATACCTGCAGGACAGGAGCAGCGCACAATCTGTGGACAC
CAACAGCCTCAGGCAGCTGCTGCATTATAAGTGGCAGCGATCGCTGTGCGATCCAGGGGA
AGCTGTGGGGCTGCTGGCAGCTCAGTCCATAGGCGAACCCTCCACACAGATGACCCTCAA
CACCTTCCACTTTGCTGGCAGAGGAGAGATGAACGTCACCTTGGGGATTCCCCGACTGAG
AGAGATCCTGATGGTTGCCAGTTCCAACATTAAAACCCCCATGATGAGCATACCGGTCCA
GCACACCAAGAAAGCCCTGAAGAAGGCCAAAATGCTGCGCAGGAAGCTGGCGCGCGTCTG
CCTGTCTGAGGTCTTGCAGAAGGTGGATGTAGTTGAGACTCTGCAAGTTAAACATTTTCA
AAAGTTTCGAGCGTTCAAAGTGACCTTCCATCTCCTGCCTCCTGACCGCTACAACGAGGA
TAAACTGTTGACCCCCAGCCAGATCCTTCACTATATGGAAACCAGATTTTTCCACCTCCT
CCTTGATGCCGTCAAGAAGCGAACCGCCAGGCTGTCCTCCATCGCCGTGGAAACCAGAAA
AGCCACCTCCAGGGATAAAGACACTGATGGAGATGGAGCAGCTGGAACCTCAAAGTTGGA
TGACGGAGAAGCAGAAGAAGACGAGAAGATTGTTGATGACCAAGAGAATGAAGGAGATGC
GGATGCGTCGGATGCCAAGAGAAAAGGCAAACAAGAGGAAGAGGTGGACTATGAAAGTGA
GGATGAACAAGGGGATAATGAAGCAGAAGAAAACGATGACGAGGGAGAGGCAGAGGTGGA
GGAGAACTCACATGCACATTCCACAGAGGAATCTCATCCGGAGTCTTCTGGAATGAGATT
GGAGGCCAAGCTTAATGCCACCAACA
>CL6314Contig1
TACATGTTTTACAAGTGAACACACAAGCATGGTACAAAAAAACTGATGAAATAACACATC
ATTGCACAAAAAAAAACCAACAGAGAATAATTAGGAAAGTTTTAAAGTTCATTGTTGTAT
TGTCCATCTTACAAGGCTTTCATCACATTTCAACCACATTTCTGTGGTGTAAACTGTAAA
ATTCTTTGGTCCCAGCCTTCTTATGGTTCAAAAAAACAAATAGAGCGGATTTCTGCTAAT
ACTGTGATAGAAATTTAAAGCCACAGCTACCAAATGAGGTAAAATAAGGCACATTTTGGC
TGAAAATGCATTACAATTTCATAGGAACATTCATCACAAATATATGGCTTTTATATGGCT
GGTATTATTAACACTGTGGTAACCTGGAGTGCATGGCTTTTGTTTTCATTTCATGTTAAA
TCTTCTTTGGAAAATAGCAGAGCAGATTTTCCTATATCTCTGAAATTCATCAGTTTAAAT
TGAAGGTTTGAGTGTAGTCATAACAGAGGCTTAGAGTCATCCTCACTGGTGAAAAAAGCA
TAAACTGGTGCCATTCTTCTGTTATGACATACTTCCTCTTTTTCTCTTAAGCAAACCAAG
GGCAGTGGAAGTCACCTGCTCTCGACCAGCGAAGGTCATGGCTTCAGCACCTGTTAGCAC
CTCATCTATCTGCGCCGCACTACCAGAGACAGCTGTGTGTGCATTTGCTTTTGTGACACG
CCAAGAAAGTTATTCCACCCACGCACCCCTCCCTCTGAGCAGCTGTGTCTAAGCCATGAT
CCGGCCGGAGCTGACCGGCACCAAGACTGAGACAGGAAAAGGCACCTCTTACCATAAAAA
GTTCACAACATACTT



>CL6315Contig1
GTTTCCTTTATTTGCACATACAAATAAAACACTGACAAGGCAGAACGACTTTCCCTTTTA
TTGTCGCTGACAAGACTGTAACACTCACTCTCAAATATGTAGTTTTCTATGATTCAACAC
AATCTTCAGAGATCTGAACCTGTAAAAGGCCAAGAAAAAGAGAGGATGGAGCCACAACAC
TTTATATTTATACATATACATATTTATATACAGAGAAAAAAAAGAAATCTTGAAAGTTGA
GAGGATTATCAATGTTTTTTTCTAAAACAAACTTTATTTAAAAAAAATGTAAGCTCACTT
TTAACCTATACTTTCACTAAATCCTTTTTAAAGCTTGTGAGCTTTTAGAGGTTAAAAAAC
AGAAACGGCACACCTGCCTGGATTGACTGCAGCCCTGTGGCTCAGGTTCAAGGGAAATTC
ATGCAGCGTCACATTTGGAAGGGACTGAATAAGCTACAATTAACAGGTTTTTACTAAAAA
TGCAAGAATTCCAGGTGGATTTAAGGTTTTTACGTGGGAAAAAAAAAGAACAAAAAAAAG
TAACACAGCTAACTATTCCCAAAAAGATGAGGTTTGATCAAATGTCATCAACCTGANANA
AACAAACGGTTCATTGATGGTCCGAGGTCCCTCCCAATGCAAAATTTCTAGCG
>CL6316Contig1
GACGACTCCACAGCTCCGACTGCAACCGCCTCTGAAGGGTCTCTGGTCAGTTGGGTGTGC
CTCCTCAGCTCCTCGAACAGCTGTCTGTGGAAGGTGGCTGCTTCGGCCTCTCGCGCTATC
ATGTGCTGTGTGCGCACCGCCTCGAGAGGATAGTCTCCCTTAGCAGTCTCCCCACTCAGC
ATAATGCAGTCAGCTCCATCCAGGACGGCGTTTGCCACGTCACTGCCCTCTGCACGGGTG
GGCCTGGGCTTCTTGATCATGCTCTCCAACATCTGAGTGGCACATGTGATCGGCTTGCCA
GCTCTGTTGCAGCGACCAATCATCATCTTCTGGGCTAGGAAAACCTTTTCTGTTGGGATT
TCAATGCCCAGGTCACCACGAGCAACCATGATGCCATCACTAGCCTCCATGATCTCATCA
AACCTCCGTACACCCTCATGGTTCTCCAGCTTGCTAATGATCTTGATATTTTTGCCTCTC
TCTCCCAGCACCTTTCGGACGGCATGCACATCTGCAGCTTTACGAATGAAGGAGGCGAAG
ACCATGTCGACGCCCTGCTCAACACCAAACTGCAGGTCCTGGATGTCTTTTTCTGACACA
GCCGGCAGGTCCACAGCAGCACCAGGGAGATTCACTCCTTTCTTACTGCCCAAGGTGCCA
CCATTTTCAATCTCACATATGATGAAATCAGAGCCAATTTCCCACGACTTGGAGGGAAAT
AAGTCCATCATCGATGTAGATTTTGCTGCCAATTTCCACCACTTTGGTGATGTTCTTATA
GTCGAGCCAAAGATTTTCTTCACTGCAATTCTCCTGGTAAGCATCATCTAATGTAATCTT
GATTGTGTTGCCCTTCTTCAGCTCCACTTCAGCAGTGCCGCTTCCTCTGATGAGACCAGT
CCTGATCTCGGGGCCCTTGGTGTCCAGAGCAATGCCAATGGGTCTGTACTGGATACTTCC
AGGGACAAAGCTCTCACATGCTTCACGCACATTCTTGATGGTCTCTGCATGGTATTCATG
TGAACCATGGGAAAAGTTCATGCGAGCTATGTTCATTCCAGACTTGATCATCTCTTTCAG
CATTTCCACAGAGCGAGAGGCAGGTNCCAATGGTACAGATGATNCCCCGTGTTGCGTGCA
GTGGTGGGTTCAGAGTNCAATGTCAAGCAGGCACATATGTTCCAAGAAGCTGTCGNGCCA
TGGCAGCATTGAGTTGCTGGGTCTGGNATGAAGGCAGAGCCCATGTNCTGAAGACTTTGA
CCCAGGGCATGTTTTTTGGAGCAAGTGAAGTNCCTTATGTAACTGTNCGTGATGCGNAAG
ACTNAAC
>CL6317Contig1
TTTGAGCCGCATCACCACGGGAGCGCAGGACGACCTGAAGAAAGTCACGCAGTCTGCCTA
TGCTCAGGTGGTGCAGTTTGGGATGAGTGACAAGGTGGGCCAGGTGTCCTTCGATCTTCC
TCGGCAGGGCGAGACGGTTCTGGAGAAGGAGGTGCTGGTAAAGGCAGACATGCTGGAGCT
GCTTGGCCCACGGCCGTTTGAGGAGAAGTCAACGTACGAGGAGTTTGTGGAGGGAACGGG
GAGCTTCGAGGAGGACACCAGCCTGCCAAAGGGCCTCGAAGGCTGGAACCAGGAGAAGGG
AGAAGAAGCTGAGGAGCCCAAAGCGAGCCTGGACAAACAGCAGGCCGTGTAGGCCGATCC
GTGCTGATGCTCGTCCACATGAGAGGCTGCCTCCATGCTCCACCTGGATCCCATCACCCT
TTTAGGTTGAAGCTCTGAACTTTGGTNTGATGCATCCACACTTGTCACATTTCTAGTCGT
TCAAACCACATGACCAAAACGTTCCATCAAGAACAGGGACNTGCAGTTTTTAACCACTCC
CAGCGCGAATGACCCCTGACCCCTGTCTGTCAGAGCCACAGCAGCTGTAAACATGAAATC
CCCTCCAGAGCAGAGGAGTGGAAGCTTTTCTGATTGCAGCTTTGATTATCAGCTGCTAAA
CCAGAGAAGCGTCAGTGAAGCTGCAGCCTTTGTTCAAGAGCGCCTTAAGGAAACCACACA
CTCTAGCGTGAGTGTGAAACATGGCACTTCTGTTCACTCAGGACTATTTTGTATTTATTT
GAATGGAGATCTNTGCTGCTGTCCTCCTGGAAAAAGGTTCTGAGTTTGAACTGAGATT
>CL6318Contig1
CTGTCAGGCGGGGGGCACAGGACGGCCCTGATGGCTTCATCAAACACCGTCTTAAGGCCA
CGCTGCGTCAAAGCCGAGCACTCCAGATATTTCACCGCACTTATTTCCTTGGCCATGGCC
AAGCCCTGGGGGTAGATGATAGGGGAGAGCTTCTTCTCCTTCAGCTTTTCGATGGTGTCC
TTGTCGTCCCTCAGATCCAGCTTGGTGCCCACCAGGATGATGGGCGTGACCGGACAGTGG
TGTCTGACCTCTGGGTACCACTTGGCTCGGACGTTTTCAAACGAGGCGGGGCTGACTAAG
GAGAAGCAAATCAGGAACACATCCGTCTGAGGGTAGGACAGCGGCCTAAGCCTGTCGTAG
TCCTCCTGTCCCGCCGTGTCCCACAGACCCAGGTTGACCGGTTTCCCGTCCACCATCACA
TTGGCCGAGTAGTTGTCAAACACTGTGGGGATGTACTCCCCAGGGAAGGCGTTGGTGGTG
TAGCTGATGAGCAGGCATGTTTTACCCACAGCCCCGTCCCCCACCACTACACATTTAATG
GCCTGCATCGGTCGGACGGGTCGATCCCGGTTAGTTAGCTTAGTTAGCTAACGGTGGCTT
CAATGGATAAAGCAAAGCTTTTTTACGGGGGGAGAAAATGCGGGAAACCTGGAAAACCAA
GCCCCAGCTGCTGTCCGGTAACTGTGTGGAAAGTTGTTGGCAAAGCCAAACACTGAAGGA



AATCAAAAACTTTTCCACCACACAGGCAACACCCAAGAAAAATAATCTGAAGTGGAGAAA
GACTGAGGGAAAAACCCCGGCCATAATGCCCGGG
>CL6319Contig1
CAGCCGGAACCAGGTACGCCATCGCAGCCTGAACCGGGTACGCCATCGCAGCCTGAACCG
GGTACGCCATCGCAGCCTGAACCGGGTACGCCATCGCAGCCTGAACCGGACGCATCAGTT
CCACCGCCTCTGGACTCCGCCCCAGAAGTTGAACTTCCTCCTGAAGCCTCAGCGGACTCT
TCCTCACAAAGCGTAAATGAAGATGCAGTGACTGCAGAGAGGAAAGAAGAAAACGAGAGC
GCCCATCCTCTTGAAAGTCAGGCCGAGAAAGAAGTTGATGTGTTGGACAGTAAGGAGGAG
CAGGAGTGCACGTCTGAAGAGGAGAAGAATGGAGCAGAAGGCCAGTCAGAGAGCACAGAA
GCGGTGAAGCCCCAGAACACTGATGATCATGTCACTAAGGAGACCACAACAACAGCAGAG
CTGCCCCTCCCTCCTTATGACCCCCACCAGCCTGTTGGGATGGAGTATTTGATCCCCAAG
ACGGGCTTCTTCTGTAAGGCGTGCTCTCGATTCTTCACCGGAGACAAGGCGATGGAGATC
AGCCACTGCAAAACCCGCAAGCATTACGAGAGCCTGCAGAAATTCCTGCAGACAAAAGCA
TCATCTGTAAAAACGGACTGAAAATGCTCCTGCAAACATCTTTTCAGGCTTCGGGTCCAA
ATTTGCATTTTATTGTGAATGATTTTTCATGACATATCTTAGTTACAATTCTTGGAATTG
AATTAGTTTCTTTTTTACATGAGAAGTTCGCTGAAATGAACGGAAACTGAACCGTGGATG
GAAGATCTGAAGAACTGTGCACAACCAATAAAATGGCTTTTACCGTAAAAAAAAAAAAAA
AAAAAAAAGGGCGGCCGC
>CL6320Contig1
GCAATAGAGACTAAAAAACTACACCNACGGCAGAAGACACACTAGATCAGAGGAACAAAT
ACATTTCAGAGTTTTTACATTTCATTACNAATCTACTAGAAAACATGTTAATGACAAACT
CTGCCTTTCAACAGGAACTAAAGCCATTTCTTTCCCTCTTTGTCACGTCGCTACATCTCA
ATGTGGCGTCAAAAGCATCGGGTTCACAGAGACTCCGGCTCCACTCGCCGCATCCGCTCG
TAGCTGTGGACAGTTCGTCTGTGCGTCCCATAATCCTTTGCATTTCCTGAATGCAGGGCA
GGATGGTGCGGCTGTGCAGCTGCGCCGCGCTGAACCCTCTGTCACACCTGATGTCAATCA
TGACTCAAAGCCCCGCCCCCATCTTCACTCCTGAGCAGCTCGCGCCCTCTGCTGGGGGAA
GGGTGGTAGTGCTGGAGCGCAGCGAGCTTGTGAGCTGCCAGAGCGCCGTAGCACTGATCT
CTGAGGGCGTTGTGGCTCTCCGTGTCCCACTGCGGCAACTCGCTGGTGTATCTCCACGCC
ATCAGGCAGAACTCCAGCAAAGAGTCCCACTCCTGGTTCCTTAGAAGGACTTGGCCCCAC
TCCTGACAGGAGACCTTGAACGCCAGCAAGTGAGGATACGCCTTCCGGTAGCAGTGAGCG
TCCCTGTTGGAGCCGAAGCGCGAGTACGGGATGGAACGGTAAACGTTGGTCTTCTTCAGC
TGAAGGTCGTCCTGAAGGTGCTTCATGCCGGAAGCTACCATCCTGGGCTCGTGGCTCTGC
TCGGCCAACACCAGCGACCTGATCAGTTGCACCAGCTGCTGCTTGGTGAGCGGCGCGGGG
GAGGGGTCCAGTGACTGTGAAGGTTTCGGGGTTCTGGCTCGTGAAAGTGGGGGTGAGTCC
AGCTGCGCGTTCAGAACTTCAAAGTAGGATCTTCTTAGTCCAGCTGAAGTTTTGGGCTGA
GGTTCGGGAATCTCCACCAAAGCTTGTCTGGGCTGACAAACCGCTGCCATTGTGGCCAAA
CCTGCAAACGAACCCCCGACAAGAACCGAACTTTGGCCCAACGTTTGCCTCGTCGACTTA
CTATTTAACTTGCGCCGCTGAAAACCCGAAACTAGTTCTGCAAACTAATAGCAAACTCCG
CGCGTGAGCGCGAGCGACTGAAGCTCCAACTATTGTTCCCCGGCCATAATGCCCGGGTTA
ACGCGCGC
>CL6321Contig1
ATTAGCCCAAAGAAATGATTGAATATCGTCTCCTAGTTTTTGTTTTATAAATCACGTGGA
TTAAATAATCCCTTGTGGATTTTTTAAAAACTTTTTTGAGCATAGATGTTATTTTTACCT
CAACTATTTCGTTCTGTTTTGGCAAGAAGCTAACCGGTTTTAGCTCCTCTCCCTCTGTGT
GAACATGAGTGATCCTTGGCAGGAGTGCATGGACTTCTGTGTGGAGGTCACCAAACGGGC
TGGAAAGGTGATCTGCGAGGCGCTCCAAAAGGACATAACCGTCATGCAGAAGAGCTCCCC
GGTTGACCTGGTGACCGAGACGGACCAGAAGGTGGAACGCCTCATTATTTCCTCCATCAA
GGAAAAGTACCCGACGCACAGCTTTATAGGCGAAGAGTCTGTAGCGGCGGGCGCCCCCAG
CGTTCTGACTGATAATCCCACTTGGATCATCGACCCCATCGACGGGACTACCAACTTCGT
CCACAGGTTCCCGTTTGTGTCCGTGTCGATCGGCTTCACGGTGAAGAAGGAGATAGAGTT
TGGGATTGTGTACAGCTGCGTGGAGGACAAAATGTACACAGCGCGCAAAGGGAAGGGGGC
GTTCTGCAACGGAGACCCCATCAAAGTGTCTGGACAAAAAGATATCAGCAAATCTCTGGT
CCTGACAGAAATGGGCTTCAAGGAAGATCCAGAACACTTCAAACGGATGTTGGCCAACAT
CAGGACCATCCTCACCATCCCCGTTCACGGAATTCGCTCTCCGGGCAGCGCGGCGGTAAA
CATGTGCCTGGTGGCGTGCGGCTCGGCGGACGCCTACTATCACATGGGCATCCATTGCTG
GGACATGGCAGGAGGGGCGGCGGTGGTCAGCGAAGCTGGCGGCGTGATCGTGGACATTTC
AGGAGGACCATTTGACCTGATGTCTCGCAGGCTGATCGTGGCCAGCAGCAGAGCCATCGC
TGAGCGCATCGCCAAAGAAATAACGCAGTTTGACGTCGGAAGAGACGATGAAAATGGACA
ATAAAGTTCTCAGACTTTTTTTTTTGTCCTTGAAAGTGTTTGCCTTCAAAATCAAGCAAT
GCAATCATAGATCCACAAAACTTGATCTGTTTTGCATTTTAGCACGACACCGTCTAATTT
TAGCAGGCATTTACGATAAATCCCTTCTGTTTCAGGACCTAAATGCATTTATTTGTTAGT
ACTTATTTTAAGATTGCTTCAGCCAGAAACTAAACAATTGGCAAATTATTTAAATTATTT
AAAGCTATTTGGTTTTCATTTTTGTTTTTATAAATGCAGCGGTGGATAGAAACAACTTAT
GTCTTTTATCGAGACCAAAACTTAATACGCAGAAAAGTTGAAAGTGTGCTTGTTTGTATG



AATGTATTTAAGGAGCAATACTAATAAAAAGCG
>CL6322Contig1
TCGTGATATTATTATGTTTTCTTCCACTCCGTCTCAAAGGGGTTGGCAGTGCACACAATG
CCCTCAGCCTTTGGCTCTCACTTGTATCCCCCTAGTGAAGTTCTTTGGTTTTGATCCCAG
ATGCTGCTGGTCTGCCCTGCATTTTCCCCTTGGCCTTGACCTTAGTCTGGGTAGGTCTCT
GTCTTTTTAGGAGGGCTACATTCATTGGCTGGTGCCCACTGGAGCTGCCTCACTGGTCAC
TTGGAGTGGTGCGGTGACTCAGGGGGGCCCTGCTGGTGCTTCTGCTCCTGCTGTTTTACC
TGCTGAATGATCTCCCGAATCTTCCTCTGTGCAGTCTGGCTGGCAAAGAAATGCCCGCTG
ATTTTCACAAAGACCTCGTCATTCTAGTCAGGAATTTGGTCCCGCGGTACGATCACCTCT
GCGCTCGTAAGGTTCTGCAGTTCATTTACCGTTTTGCCACCTTTGCCGATAACCCTGCCA
GCTGCACTCGAAGGAACCTTGATGTGTGTCTCCAGTTTGACTTCTTCTTTTGCAGAAAAA
AAGTTCTCCTCTTTCAGCTTTCCAAATATCCGACCCTGGGCCTTAAATTGAGCTTCAGGA
GTTCCTGTAATAATAACCATTCTCTCAGTAACATCTGGACTCTCAGCTGGGGCTATCTTA
ATGGAAGCTCCTGCAAAGTGGGCAAGCTGTTTGATGTGCTGGCCCTTCTTGCCTATCAGG
GCCCCGACTGCCTGAGTTGGAATAAAGAGGTAGACGACCTCCTGTTCAGGAGCCTGTTGT
GAGTGCTGGTGGGGGATGGCACTTGTTGGAGGAACCCCGTACAGGCCACTGAGATGTGAA
GAGTGACTTAAGAAAGGGTTGTATCCTGCTGGAGGCATAGGGGGAACTGCGCCACGTGAT
CCAGCAGCAGGGGGCAGCACCGGCAGACCAGAGGAGAAGATTCCCAGAGCGTTCAGGTTC
AAGCCTGGGATCAGGTTGGCCTGTTGATTTATAGCAGCAATGTCGTTCTCGTAGCCCGGC
CATAAGGCCCGGGTTAAACGCG
>CL6323Contig1
GCGGCTCCAAGTCCATCATGCCGCCGACTATTTCCTTCCCAAAGTAATGAGGAAACTTCT
GCTCATTTTCAATAACATGAGCAAACCCTCCCTGCAGACCAAAGTCCACAGCAAAGTATG
GTAAACCTCGAGGAACCAGCTTGACGAATGTCTCTAGAGGAGAGGTCAACAATCTTCTTG
TTCATAGCCCATTCCTCATCACACTCCATTATCGCTTTCTTGAAGTATATTGGTGCCATG
TCGCCCAGTTCCCTGGGCAGAGGGATGCACTCCAGGACCATGTGCAGTTTCCTGCGAGGG
TTCATGTGCGTTTCCATGAACACACAGTCCAAGTCCTGGTCCTCAAACATTCGCACCAAA
GTCTTCCGGAACATCTGCATCTCTGACCACACGTCCTCATCCAGCGCCGTTCCACAGCTG
TGATGCTGAAGGGGGCAGATGAGACAGTGTCCCTCTGTCATGGACACTCCTGCAGGCAGA
CTCAGGTACACCTTGCAGCCTATGGCAACAATCAGATGCTTCTGGAGCTCCTGGCTGCTG
AAGCAGAACTGGCATTTCTCCATGGAGGCAGCCAGCCTCCTGCTCTCTCCGACAGCTTTG
TTCTTCATCCTCTCTTCTTCTCTTCCTTCACCCTCTCTCTGGGCCGCACTCGACACAAAC
ATGTCGTCCAGGGTGTAGTTGTCCCCGTCCGTCTTGCCCATCATCTTGGAAGCCATTCGC
GAGTAGAGCGCGTTCTGGTCCATAGCGGAGCTCATCTTCTCTCTGCGGACCATCTCCTGA
AGATCCAATCTGTCGTCGTCTTGGAAGTAGCGGACCCGCTCTCCACCAACATGAGTCTCA
ATCGCTTTCTTTTTCCGCCGTCCTCCATGTGGTTCCACAGGTCCAGATGGGCCTTTGACT
GGCCAGGCCCGGCCAGAGCTATCCGTTCTGTACAGCAGGACTTCCTGGTCTTCACTGGAG
CCAACAGTGGCCCGGTTAGATGCGGCCGTTTCCTGTTGCTTCTTTCTGGCTGTGTGATTC
TCCTTGGCTTTCCGCGCCGCCTCCAGCTGGGATTTCAGCTTTTCAATCATGGCGGTGTTG
CCCATCATCTCTGCTTTTATGAGTTTGGAGCCCAGTCTGTTCATCTCCTCCTCCCCCGGC
CATAAGGCCCGGGTTTAACG
>CL6324Contig1
TTTGAGTGCCATGTGAAGCCCAGTTATTGCTTTTCAGCTGTAAACTTGATGTCATCTTGC
ATATTTTCCGGGCACAACATTGCCTCTTTTTGCTGTCCGTTGTGTTGTGGGGCTTTGACC
GAGGCGTCATAAATCCGGCACAACAGCGAGTGCACAGCATTGTGGGTAACTGTTCTGCAA
GCGTGCATGATGCTTAAAACAAGACTGAAGAAAGCGTCACACTCTGCAGTAACTAAACGT
ATACATCCTGAACGAAGCCACTGGAGGTGAGAAGGAGACCCCCCCCTCCATGCACAGCAT
GTTGCTGCACTACAGCTGGACTGGAGTTTTATTTTCCCCCCTCTGACATATTAAACAGCG
TTCAGACGACATGAAGAACTCTGGGCTGCAGACTCATAGGATCTGCAGGTGAGCTTAAAG
TGGGGGTGCTTTCAGATGTGTCAAAGGCCTGGGCCCAACAGTTGAAATAAAGAGACGTTT
TAAATAAAAAAAAAA
>CL6325Contig1
AGGGTGGATTTAACAGCAGTTTGGCAGCAGAAGGAAGGAAGGCCTCCTTCACATCTGCAA
CACAGGAGCAAGAAGGGACCACCATGAAAAAGGGAAAGGTAGGCGACGACATCGAACCTC
CGAGCTATCAGGAGGCAACAGCAGGTTATGGCGAAATGGAGGCCCAGTTCGCCTGGGACG
ACAAGACCATCAGGAGGACTTTCATCAGAAAGGTGTATGCCATCCTCATGCTCCAGCTGT
CCGTCACAGTCGGGATCGTTAGTCTCTTCACATTTTGTGCCCCCGTGAGGTTTTACATTC
AAACTCATCCAAACTTGTACATGATGTCCTACGTGATGTTTCTTGTCACCTACATCATGC
TCTCCTGCTGCGGAGACCTCAGGAGGAAATTTCCCTGGAATGCCCTTTTGCTGCTTCTCT
TTACTCTAAGCATGGCCTTCATGATGGGGTTCGTGTCCAGCTTTTACAACACCAAGTCGG
TGATCCTATGTCTGGGAATCACAACTCTGGTTTGTCTCTCCGTCACCATCTTCAGCTTCC
AGAGCAAAATTGATGTCACGTCCTACCAGGGAGTCCTTTTCTCTATGTGCATGGCTATGC
TTCTGTGCGCCATCACCATCTCCATAGTCGTCCCTTTTGGATATGTTCCCTGGTTACATG
CCATCTATGCTGTGATAGGAGCCATCCTCTTCACTCTATTCTGGGCGTTTGACACCCAGC



TGCTTTTAGGGAACAAACGATACAGCATAAGCCCAGAGGAGTACATCTTTGCCACCCTCA
GCCTCTACCTGGACGTCATCTACCCTTTTCAGCTTCATGCTTCAGCTCCTGGGAGGAGGT
CGCGAGTGACTCCTCCTCCCAGTGTTGGGACTCCTCTAACAATCTAAACTCCTGAGAATA
AAAGCAGGACAGTTTGACCAAAGTGCTCCAACGTTACTGTAAATATATAAACCCCACACA
ACTCACTCCTGCCTCGCGTTCAACATCTGTACTGGTTAGATGTTTGTGATTCAACCCTTC
AGTCTATAGAAGAGATCGTTTTAAAATGAAATTTAAACTTTTAAACTCAGCAGGATTGAG
TTTCTTTATCCTTACAGAGGATAAACAGTCCCTTTTGTACAATTTTATAAAAAAAGGACA
ATTTTAGATGATGTTTGCAGGGTTCTGCAGAACCGTTCTTTCTTGATGTTAGACGTTTTT
TGGGAAATACTGCTCAACGCGGTCCATTTAAGTCACTAGAGACTTGTTTAATTATTATCG
TGAATCGATTGTGGCCTTTCAGATGAGATAGAAAATCACCTCAGAGAAACAGGATGAGAG
TTAAAAAAAGGCTTCTGTGTAGAGATGTGAACTGTAATGCTTCTTTTTTGTAAGTA
>CL6326Contig1
AGTGTTGTGTTGCAGGCAGCGTTTCTGTGTCTGCATGCTTGTTTGAAAGGAAGTGCTAAC
AGCCAGCGGTGCTGCTTCTGTCCACCCTCCACCAGAACACCCACCTGGACCCGGAGGAGT
ACTTCACCAAGCAGGAGCGCATCGGGAAGGGCTCCTTTGGAGAGGTCTACAAGGGCATCA
ACAACCGCACTAAGGAGGTGGTGGCCATCAAGATCATTGACCTGGAGGAGGCAGAGGATG
AGATAGAGGACATCCAACAAGAGATCACAGTGCTGAGCCAGTGTGACAGTCCTTATGTTA
CCAAATACTACGGGTCCTACCTCAAGGGGACCAAGCTGTGGATTATCATGGAGTATTTAG
GTGGAGGATCTGCTCTGGATCTGCTCCGCCCAGGACCTCTGGAGGAGACGTACATCGCTA
CCATACTGCGGGAAATCCTGAAGGGGCTGGAGTATCTGCACTCCGAGAGGAAGATTCACA
GAGACATCAAAGCTGCCAACGTGCTCCTGTCAGAGCAAGGCGACGTGAAGCTGGCAGACT
TCGGCGTGGCGGGACAGCTGACGGACACGCAGATCAAGAGGAACACGTTTGTGGGCACGC
CGTTCTGGATGGCTCCAGAGGTCATCAAGCAGTCGGCCTACGACTTTAAGGCGGACATCT
GGTCTCTGGGAATCACTGCCATCGAGTTGGCCAAGGGGGAACCCCCCAACTCTGACCTAC
ATCCCATGAGGGTCCTGTTCCTCATCCCTAAAAACACTCCTCCCACGTTGGAAGGGCCGT
ACAGCAAACCGTTTAAAGAGTTTGTGGAGGCCTGTTTAAACAAGGATCCCCGTTTTGTGA
GTGAAGCTGCATTTTCACCTCCAACCTTCTGTCATGTGATGGCGCTCTAGTGAAACCTTG
TTTGTTGTTTTAAACCATCAGCAGAAAAAACGGATCATTTATGTATGAATCCAAGTCATG
TAGGAGGAAAAGAGAGACATTTGGTAAATGAGGGAGAATGGCCTTCAAGTGTGCATAATC
TGAATTTAACGCACGCCGAGGAAGTCTGGACAGTAAAGTGTGTCGTCTTATACCTGGTCA
CTTTCAAAAGAAATAAATATTCAACCA
>CL6327Contig1
GGGATTGCAGACGGAGAGGAGGAGGAGGAGGGCCTACAGCTATTGTTCATGTCCTCCCGT
GAACAAAGGGCTCATCGGGGTCCGTACGTAAACCCACAGCGGGCTTCAGCTCACCGACAA
GGCCTCATGCGGGACCAAACATCCGCCGTCGAACCCCGCATCCAGGCCGCACTCCGCCGC
AGCACCCGCACTTTGAGGAGCGTTTTATTGATCCGTTGTGCGGGGACGTTGCGTCCAAGC
GGGCCTATCCGTCTTTACGCACGGAGCGTCCCAGGTCCTCCATCACAGATCTGTAAACAC
CGATTTTCTGACCGGATTCTCTGCAGGCTGTTCCTCTAAGTCGTTCAAGCTGTACTCCCC
AAAGGAGCCCCCCAACGGTAGCACTTTTCCTCCCTTCCACCCCGGCACCATGCTGGACAG
AGACGTGGGACCCACTCCAATGTACCCACCCACATACCTGGAGCCAGGAATCGGGAGGCA
CACGCCGTACGGCAACCAGACGGACTACAGAATATTTGAGCTGAACAAGCGGCTACAGAA
CTGGACGGAGGAATGTGATAACCTGTGGTGGGATGCTTTCACCACGGACTTCTTTGAAGA
CGACGCCATGTTGACCATCACCTTCTGTCTGGAAGATGGACCCAAACGCTACACAATTGG
TCGGACGTTAATCCCT
>CL6328Contig1
AGGCGACCAGGAGGCATCCGGACTAGATGCCTGAGCCACCTCAACTGCCTCTTTTCCATG
TGGAGGAGAAGCGGTTCTACCCGGAGCTCTCTGCAGGTGACCGAGCTTCTCACCCTATCT
CTAAGCCGCCCTACAGAGGAAGCTCATTTCAGCCAATTGTATTCCGGACCTCGTTTTTTT
CGGTCATGACCCATAGCTCATGACCACAGGTGAGTATTGGAACGAAGATTGACCGGTAAA
TTGAGAGCTTTGCTTTTCGGCTCAGCTCTCTCTTCACCACAATGGACCGATACAGCGACC
GCATACCTGCGGACGCCGCTCAGATCCGCCTGTCAATCTCATGCTCCGGTCTTCCCTCAC
TCGTGAACAAGACCCCAAGATATTTAAACTCCTCCACCTGGGGCAGGGACACTCCACCCA
CCGAGAGATGGCAAACCACCTTTCTCGGATTCTTTCTCCTTTGCTCCCGATTACGTCACC
CGGATCCCGATTATTTGGCGTCACTTGGGCCCCACTCTGGAGCCAGGCCCGGGATTGGAG
CTCGCAGGCGAGCGCCTGGTGACCGGGGCTCTTCCCACGGGCCCGAAGGAGCGATGTGGA
ACCACTCTCCCATGGGCCCACCACCCGTAGGAGACCTCAAAATGGGACGGTGCAATGTGG
TTTGGGTGGCAGTCGAGAGGCGGGTGCATCGGCGACCCAAACCCCAGTCATGGAACTTGG
CTTTTGGGAACTTTATATATAATCACAGAATAATGAAAGGCAGAAAGTTCTGCATTAGAA
ATTTTACTTTATATTCTACAACCTGACTTTTTCACACAAGTTCTGACTTTTATCAAAAAT
GTAATTTAACTTAAAAAAACAACAACTTTTTCTGTGCTTTTCTCTCTTTTTTGCCAAATT
CTGTCTCGCTTTTTCCCTGACAGATGTCCAACTTTAATCTTGATATGATAAAAGAAAAAA
ATGTAAATAAAAAACTACAATAATCCTCTTTTATAGTGATGGGCTTAAAAACTCTTCAGA
ATTAATGTTGGCATAAGCTTAAGAAAAGAGAATTGACACTATAGCTGGATTCTTATGCAT
AGATTTTATCATCCAACTTGATGACAACATTTATATTTNATCTAGCTTTTAGCCTTACTC



TCNAAGTCAACTATNAAACTCAGTTTA
>CL6329Contig1
GCAGGAGGAGAGACAGGTCGAATGGAGAGCAGGAAACCGGCGCCGAAGTGAGGTAGTCGC
AAACAGGTTCTAAGGTTGCAGTGATGGAGTGCAGAGGGATAATGCTCACTGGAGGGATCT
TGCTTCTGCCAGTGCTGGTTTTTGTCACCTCCCTGCTCTTCTGGCCCGGAGTGCTCCTAA
AGGCCTACAACTGGTACTGGCGCCGCAGGCTGGGACTGGTGGTCCGCTACTCTCACAGTG
GAAGTTATCGCTTCTGCTACTTCAGCCGCGGGACACCAGGGGGAACCACTCCTTCACTTC
TTCTGCTGCATGGCTTCTCAGCCAGCAAAGACATGTGGCTTCCTGTCATTAACTTCATCC
CCAAAGAGCAGCACGTGGTGTGTGTGGACATGCCAGGACACGAAGGGACGAGTCGCACCG
GCCCAGAGGATTACAGCATTCAGGGTCAGGTCAGCCGCATCCACCAGTTTGTGCAGAGTG
TCGGTCTGCATGAAAGACCCTTCCACCTGGTTGGCACCTCGATGGGGGGAAACGTTGCAG
GTGTTTATGCTGCTCGGTACCCCTCTGATCTGTCCAGCCTCACCTTGGTGTGTCCCGCAG
GGCTGATCTATCCCACAGAATCAAAGTTCA
>CL6330Contig1
TGGATTCAGGAAGACCATTCAGACGTTAGACAACAGAACGCTAATCATCAGCACACAGCC
AGGAGAGGTCATCAAGCACAACGATTTTAAATGCATCCAGAATGAGGGAATGCCATTATA
CAGGGATCCCTATGAAAAGGGCCAACTTATCATTCAGTTCCAGGTGGAGTTTCCAGATAA
GCACTGGCTACCAGAGCACCTAATGTTCCAGCTGGAAAGGCTTCTCCCGCCTAGGGAAGA
TGTCATGATCACAGACGACATGGAGGAAGTGGACCTCTGCGACGTTGCTGTACAGTCGCA
CCAGAAACAGTACAGCAGAGAGGCGTATGAGGAAGATGAAGATGCTCCAAGAGGTGGAGT
GCAGTGTCAGACGCAGTGATTGTAGTTAACACTACCTCTTTGTAATGCATGTACAGGTGT
TTTAATTACAAAAAAGTTATTTTCTTTGCTTACTAATTTGTATATTAAAGTTCCTGTTTT
CAATGCAAACCATGGCATTGAGCTTGGAGCAGCTGCCAATTTTGTCTTCTTGGGATCCTG
AGTGTGCACATAAGAGTCCTGATGCCACAAAGACTGTTTCTGTTTAACACTTAGATTTGT
TTTTCTTTGGTTTTGTTGGTCCAAATGTTATGTTTTAAAATCTGAAATATGACTTTTTAT
GCTTTCTATGAAGGTTATGTCATAAGAGTTGTCAATAAAGTTTAAATGTTTAAGAGTAAN
NNAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL6331Contig1
AGGTAAAAACTAACCGTAGCTAAGCTTTGTAATGAAGTAGCGACACACATCTGAGACATT
TGCTCCTGAAATGTGACTGGAATCGTCTTTCGAACGTAGAGGAAGTTGTGAGTGACGTGT
GAAATGTCGCTGCTTGTTTTGTCGGTATTTGCAGGCGGCGACAGACTGACCCAGCCAGGC
TAGTAAGCTAGCTGCTAGCTATTTGAAAACCGAGCGGCTCGGTTAATACCGGGAGCTGAC
CGTTTGTTTTGTACTGCGTGTTTTTTAATCAAACCGGTNATTTATATTCAGCTTAGAAAA
CATTAATGTGTAGAAAAAAATCTATCCGCTGTCGCACCAGAGTTTCGTTGTGGAAATAGG
GGAGGCGCAACTTCTTGGCTAGTTTATTGGTCATATATTTGTTTTTTAACTGGTCACGTA
AGCAGTCGTTTATATTAACCAGACTCTCAAACTGGTGCTATGCTATCAAGAAAGCTAGGA
GCTTAGTTTTCAGTGCGGCGCTGAGTTTTGAATTGACATGGCAGCTAGCGGATCATACTC
TGACCTGAGGGAGAAGCTGAAGTCCATGACTCCACACAGAGACGACTACAAAAATAAATA
CGCGCACGGGACGAGCAACGGCAGCCGGAAAGACCGCAAGCGAAAGTACAGGGAGTCCGA
TGACGAGGAGTACGAGCATAGCGACGACNGCGCCGAGCAACGGGAGCAGGAGGCCCGGCG
GGTGAGCAGCAGCATCCAGCAGAGGAGCATCTTCAGCTCAGAGGAGTGCGCCCGCATCGA
GGAGAAGATTGACGAGGTGGTCGCAAACGGGGAGGCTGGACTTTACCGCGAGCACACGGT
GGACAGGGCGCCGCTCCGCAACAAGTACTTCTTCGGGGAGGGGTACACGTACGGGGCTCA
>CL6332Contig1
GGCCGGGGAGAAGAGAAGCACGATGGCGGAATCTGAAAACAGTGTGGATTTGAAGCGAAA
GGCTGAAGATAACCGGGACGGAGATGAAGAACAACAAGATTCCGAATGGGTCGGACCCAT
GCCGAATGAAGCCACGACGACTAAAAAACGGAAAGTACTCGAATACGAGCGTGTTTACCT
GGACAACCTGCCCTCAGCTGCCATGTATGAACGGAGCTACATGCACAGAGACATTATTAC
GCATATAGTTTGTTCCAAAACAGACTTTGTCCTAACTGCCAGCCAAGACGGCCACGTCAA
GTTTTGGAAAAAGAAGGAGGATGAGGGTATAGAGTTTGTGAAACACTTCAGAAGCCACTT
GGGTGTGATCGAGAGCATCGCCGTCAGTGCCGAAGGGGCTCTCTTCTGCTCTGTTGGGGA
CGATCGGGCCATGAAAGTCTTCGATGTGGTCAACTTTGACATGATCAACATGCTGAAGCT
GGGCTTTCACCCCGGACAGAGTGAGTGGATCTACAACCCCGGGGACGCCATCTGCACCGT
GGCGTGTTCTGAAAAATCCACAGGGAAGATCTTTGTGTACGATGGGCGGGGAAGCAGCGA
GCCCCTTCACGTCTTTGACAAACTGCACTCCTCCCCGCTGACTCAAATCCGCTTGAATC
>CL6333Contig1
CTGAGTAATCCACATCTCACCGCGAACTGTCAAGCCAAATACAGCCAAATACAAATGAAA
TTGATGGCTTTTGCCAACTACAGTCCTGGACCAGCTACAAAACCAGGGCAGGCCTTGTCT
TGTCCGGTGAGCAGTGCTGCCGATCAGGGTACGAAGCAAGCTGATGCTTTGACCCAACCC
AGCCAGGCCGTTGGTGACGAAGCCTTTTGTGTTTATCACACAGCTGGTTTCTAATTGGAA
GAAAAATCTAACTATTTCTCCTATGAACACCTTCTTGTGTGTCACCATGACAGATTTTGC
TTTCGGTGTTCTTTAAGTTTGAATCTTCTGGTACAAAACATGTTTACAAAAGTATTCCAC
TTTTTCTGAACTTCCTTGTAAATTGTAAATGACAATGACTGTCATTAATCACTAACCTCT
TCAGGTGTCAGTTTGTGTCAGTTTTCTGCAGATCCAGAGGTAGCTCTGTTGTTGTGAACG



CCCCTCTGTTCTTCTCAGGGTAGCTTTACTGCACTAGCTAACAATGGTGCTGGTTACATT
TCTAGATTTATATCATTAAATCTATTTCTTTCTTTTTTTGTTTGTTGAAAAGGGGAGGTA
TCTTACTGTCAGACCAATTTCAAACAATTAGAGCTGAATAATTGTTTATTACATGTTCAT
GTGGGGTAGAGCGACCATTTATGGACATGAGGGGAGATGATGTCGAACCTGCTTTTGCAG
AGCTTCTTCTCGATGAATAAATGCATTTCAGCTGGTTTCATTGACTTTTTTAGTTGCATA
CAATCTTATCAGTATTCTTCAACCACTGCACTGTTGTTCATGGAAATAATTGCCCGTGTC
ACTTAATTATCTGTACCATCACATTACTGGAAATTCAGGAGCTCCAAAACAATTTGAAGA
GTTTAATAAAGG
>CL6334Contig1
CAGTCCTGCACACTGGAAACCTTGAAAAGCGTTAATCCTCAGTTACACTGGTTTGAGTTC
TTCCTGCACTTGTTCTACTTGGTTATACATAAGGAAACAGGAAAGATATTCATCTTTTTT
GTCTAAAGTGCAGCTGCTGTATTTTACATTGTTACACCATGACAATCANGAAATTAANGA
AAGAAAAAAATCAAAAAAGTCCTATAAAGAAAATAAATTGAGCTACAGTACCAACAAGAT
ATTAAGATCTTGCTTCAAATCTTTTTTTATCCAACAGTTCATTTTTCACATTTATTAAGC
TCTGCTAATAATAATTAAAATTAAATTAAAAACAAAAAGTTATCCCTCTAATTGTGCCTG
GGATTCAAACTCCTGATACAACACTGGTTAAATTGTAGAACTCTAACTTTTCATTAAAAA
AACTAAAACCATAGCCTAATACAGAACTCTGCTGCATCAATCAGTTTAGTTTATAGTTTT
ATGTGTTCATTAGCAGCTTTGATTTACCTGCTTGTTGCTTAAATGTCACACCTGTTCTGC
TCTGCACGCCTCTCTGTATCTGTTCAAAGTGTAAAGTTAAAATATAGTTTAAGATGAAAT
AATTTGCTGCTGCTGTAAGTCTCTCATTATCGCTCCAAGACATAACAAATACAACTTCAC
TTCACCTGATTCGGTCAAACGTTTACTCTCTGGTTAAGACATTTTCCGTGGAAAACTTGA
TGAAATAAAAATTTGCCTTACTTTACACCTTCTCTGTGAACTAGAACCGAACAGCAGGAA
AATAATCCATCAGAAAAAGCTGCAATCAATCAAATCTGATCAGAAATCATCAAACCCCCT
TTTACATGTCTATGTATTTATTGAGATAAATGATGATATGCAACATTGTTTACAAGTCAC
GTTGTGATATAAAGGTAACACTGTGAATTTTCATCCGCTTCTTGTTATGTAATTAAAAAA
GGATGATATAAATTCTGTGCCCATTAACCTGCTGTATATAGTTTTTTTACTGATGAGTAA
CAGAAACT
>CL6335Contig1
TTTTTTTTTTGCAAAAAAAGGTTATTTTATTTAGAGAATTTTTTCAGCACTTTACCTCGC
TTACCCCTGAAAACCACAAAAATGACTAATATTTTATTGCAGAGAACCATCAGCCAAAAA
AATAATTTGCAAAAAAAAATACAATGCACAATATGCCAGAATGTCATCAGACCAAAAGTT
ACACATGAACATTCAATCTTGAGGAATTTATTGAATTAAGTTAATGTTCCTAAAGAAAAA
TATATATACAGTAATAAAACATAGAGAATGTGCAAAACAACAGCTGGGAATACATTTTTA
AAAAGTCAATAGTACACAACTGATAAGTTAATTCATAGCATCTCCATTTTACATTAGAGG
AATCTTTTCATTTCATTTTAAACTGTTAATCTGTCTTCTTATCTGCTGTTAAGGCAGACC
CATTTGAAGTCATCTCACTGTTGCTTTCAGCCTTGCAAGTCCCATTAGTTTCTTGACAGA
CTTTCTGATCACCCGCTGCCGTATTCTGGACTGCCTTCTTTCCCCAGAATGAGTTGATGA
TGGGGGAAATGAACGGGTAGAGGATGGGTTCCAGGAACCTCTTGTAGACCCATAGCAGGA
CAGGAATCACAATGCAGGGAATGCAAACCATGGTTGTGTCTCAGATAATGATCTCAGCTG
TCAAGACCTTTTTTCTAAATACGATCACAAACCACCGGCCTTAGTAGAGACAGCTGTTGC
GGTCACGAAGAGTTGTTCAGTTTCGACTCAGGAGCGAAATCTCTGGAACATAGTGTGCCG
CACAGAAACGCAACTTCCGTTGAGGCCCCGGCCATAATGCCCGGGTTTAACGG
>CL6336Contig1
GTTCGGTTATTTATTGAATAAAATGAGTTTGTTCATATTTGTACCTTTTTCTTTATTGGA
TATTGATAACATTAGTACCCAAAAGGCACAAATTAGATCATCATTAGAAATCTTTTTAAA
AAAACAACAAAAATACCTTTTTTTGTGGAGAAGGGGGGGGGGTCCTTTCACAGAAAGGAT
TATGGGTAAAAACACACACAGACCCCCACAAAGTGTAAGCATGACAAAGCCCATAGAGAT
GAAGTGAACTCTTTGGGGACTGACTGAGTACCTGACGGATCATCATCACCACAAACTATA
GAAATATAACAAAAGTTCAATACGCAGAAATATTAAACTCCTGTTTACATTATTCTAGTT
AGAAACTCTCCACCAAAGACGCAGAAAATAACTTTTATTTTCAGGATTGCTGAGATTTTG
TAGGAAAAGTTTGGAACAAAATTGAACAAGTTGAGATGTTTCTGTCAATTAAATCTGTTT
GTGTTTATTAGTTCAATGAGTAGAAATGTTTCAGCTTTTTCTCTTTTGACTCCAACTCAT
AAAAGTTCTCATAAATGGTTTTTTACTTTTACTTTTAATGTGTTTTTTTCCCATGAATGT
TTACTGAACTCAGCCCTAAATCTGCTTATTGTACAAATATTCGGACCATAATGACGACAA
CAGTTCAACCAATGATGAGAAAAGCGGAGCGAACATGCACCTCCATAAAATGCAGCTTAA
AAAGAGCCAGCAGAGGGCGCTGTTACCTCCTTCTGTCAAACCCAACACTTTGGATCTTCA
CAAACTTCATGAGAAGAATCTCTGATGATTGATCACCGTCAGATCAGAAACCGTCACGTC
TGGAAGACTTCATAGCTCGGCAGGAAAAGGCCACCAGGAGTCCAACCTGTTCCGCCTCGT
TTTCACATCAGTGTAGAATCAGAATCGACTACAGTCACTTGAACTCAACTTTAACCCCAA
ATTCATCTCTGATACTTTTTTCTGTGTATTTTTGCTAAAAATAAAATGTAAAAATGTGAA
ATCAGATCA
>CL6337Contig1
TGCGCGACAAAGGAATTAAGCACACAAGATCATCTGTGTACCACCCTTCTTCTAATGGTG
CAGTAGAACGATTTAACAGAGTGTTTAAAGGTTGGATTCAAGCTGCGATCATCCAAAACA



AACCTTGGAAAAGTGCAACATCNTCTTNTCTTCAAGCTTACCGTGCTACGCCACATGCCA
TGACTGGTGTGTCACCATTTGAGCTAATGCACGGACGCAAAATGAGGACAACACTAAACA
TTCTTCCTCCTCCACCACTGGAACAGCCTGCTGTCGACCTACGTCACAGAGTGTCACTCC
GCCAAAGTCACGTGAGGCAGTATTGTGATGCTAAAAGAGGTGCTCGCACTCCTCTCTTCA
GAGCAGGTGACAAAGTGCGTGTACGGAAACCTGTTCACGTGCAGAAAGGTCAGCGTCAAT
TCTCTGCTCCCATCAGGATCAAACAGCAGGTGGGCCCAAGCACTTACATCTTAGATGATG
GAAGGGCCTGGCATGCTTCCCACTTGGCTTCAGTACCAAACAGGCTTCCTGTATGCCCTT
CACCACCAGAGGCCGGTACTGAAAGGGTTGAAATGGAGCCTAATCAAGATCATCAAGCCC
TAAATCGCCCTGTCAGATCACATAAGCCACCAGGTTGGCTTAAGGACTTTGTAATGTAAA
AAAAAAAAAAAAATCTACATATGTTCAATTGTTGTGAATTGATTCTTACTTGCTCTTTAT
TCTGTGAGTAATGACATTACTTGAAATATGCTGTTGATGCACAAAGGAAATTGCATTAAG
AATTAAATTCAGGGATTTTTGTGACAGCACAGGTTATCCTTAAGTAAGGGGGGGATGTTG
TGTTCAGCTATTGTTATAGCACGTGACGCCACTAGGCGGAGCAGTGAGCAGGAGTTACGA
CTGAGGAAGGAGAAGAAGAAGGGAGTGTGGAGTTGAGCTGCTGCATGTTGTAGTGAGTTG
AAGCT
>CL6338Contig1
CATGGAGTACCGGAAACAGCTGCAGTCCCGTTCCTGTGAGATCCAGGCTCTCCGCAATGT
CATCCACTCCTTGAATAAGCAGCTGGAGGATCTGGGGGAGATGCAAGCCAAAGAAGTGGA
TAAGTACCAGATTAGGATTGGTGAGCTGGAGCGGGACATCACCAAAGCGAAACAGGAGAT
GGCCTCCTATCTAAAGGAGTACCAGGACCTGCTGAACGTGAAGATGGCCCTGGACATAGA
AATCACTGCATATAGGAAACTTCTGGAGGGGGAAGAGATTCGGCTGACCTACCCCTCCAT
TCCTGCTCTGGCCTAAAACTTGCTGGAATAAACCTGTATTTTTCATAAACGCTCATCCCC
CTCCCATTCACCCCTAAGGAGAATCAGATTAAACATGAACTCATCTTCAACAAGACACCA
GCGCCCTTGTTCCCAACAAGAGGTCCACCAGAAGTCCCCCTTATTCTACACACGCTCCCG
TCACTCAGAAATCTGCGGCCTGCACTGCATTAGTTACCCAGAGGAGTGGCGGGGAACGCT
GTGGTTTGCCTGTGGTGCAGGTTAAGGTCCATGCAGCAGAGGAGGCCGTCCCACGCAAAC
ATTTAAGCAAGTGTTTGTGAAGGACTGAAACGATTTGCTTTCTCTCAGTATGTGGACTTC
ATCTGCACCACCTTAGAATCTCTTTCTAATGTAACGTCTCCTTTCTTGCTTCTGCAGAGC
AGTTAAGTGAACCAGCAACCCTAAACTTTCAGTTTTTCTTCTTTTAAACTTCCTCTTCCA
CAGAATTTCACGTCCAAAACACAGAGCTGTGATTCAAAAGAGTCTCAGATCTGCGTGAAT
GTGCGCATCCTAAACCTGCTCATCTCCTAGCTGTGGAAGATTTACTGTTGCTGGTTCCTC
TTCTGTCTCCAGTCCTAA
>CL6339Contig1
CCCCCCCCCTTCCCAAGGCCACTTGTGCTGCTACACATTCAAGAATTGGTGGGGGGTGGG
GGCACAAAAGAAAAAAAAAAAGAAGGGACAAGTGGCACCTGGGAAAACAGTCAACGGTTG
TTCATGATTTTCATTGTTCGGCTCTCTCTCCGGGTTTGGCACCACGACACGCCGGCCGCA
TCATCTGTGAGGGCAGGTGTGGAGGGGGGGGGTCTAGTCATCAGAGATCGAGAGGCGGCT
GAAGATGGGAAGGCGGCGTGTGGTGTCGAGGGTTGGGGACTCCGAGCCGCTCAGGCTCCC
CCCGGAGCTGCTCTGATAGCCTTCCTGGTCTGACAGGGAGTCTGGGGGGCTGGATGGAGA
CTCGAACATCTGAGGGGACATGGATCTGATGAAGAAGGATCTGCTTGTGGGGGAAGGAGG
AGCAGGGGTGTTGGACTCCACAGCACCGGTGCTGAGGCTGGGTCCAAACAGGCTGGCCAG
CTCCTGGCTGGAATAGGTGAAGGGGTTGCTGCTGGGCCAGTCTGGGACCTCATCGGGGAA
GAAGATGGGCGGCGGGGTGACGGAGGTGGGGCTGTCCCGCAGGCCGGCTGAGCTGGAGAA
ACCGGCGAAGCTGTAGCTGTGCTGCAGGCGAGGCCTTTCCATCTTGTTGGAAGAGTTTAG
GGGGGAGGACTGCTGTGGGGGTCCACGGCGCTCCTCTGCATTGTGGATGAAATGGCAGCG
AGGCCCGTAGGGGCAGAACCCGATGGTGTGAAAGGTGCGGCAGAGCTCTGTCTTGTATTT
GGGATGGCGGCTCAGGCTGCGGAGTTCGTGGATGCCGTGGGCAAACTGGCATTTGTCACC
GTACTTGCAGGAGCCGTTCTCCTCGAAGGGCNTGCAGAGCTCTGTCTTGTAACGGCTGGA
GTTGACCTGGCTGCCCCCGCAGGTGGGGCTGGCAGGGCACTTGTTGATGAGCCTTTCCNC
CGTCTATGAGAAGGAGCGGTNTCGCAGGCGGTTNTCCTTGTTGCTGCTGGCGTTGCCAAC
CCCTGAGATGAGCGAGGAGTGGTCCGCTGCNTTCAGGNTGTTCAGAAACTGGTTCTGGTT
GAACTTTGTGCTGCTGACAGAGTGCCGCCGCTGGTACACGCTTCCCACCGAGGGAGATCC
CACCGCCTTCCTGTCCAGCAGGACCCCGGTGGGACTGGAGAGGGGCACGTTGGTGCCAGT
GCAAGGGACAGACATGGGGTGGGGGAGACTCAGGTTGTTGCCCCCCCCCCCTCCTCCTTG
ACCCNCCCNCAAATCCTGAGCT
>CL6340Contig1
ATATGAAAACGTTTACAGAGGATCCACAGACTCCGCCCCCACAGAAACAGAGGACCTACA
GGAAGTACCGGGTTCTAAGGATCCTTCATATTTCAGTAGTCATTAAAACATGTTTTAAAA
ACATTTGTTGTTCCTCGATTGGTTCTAAAGGTTCTGATCTACTCCAGAACCATCAGGATG
TTTGGGTTCTGACCCAGTACAGCCCGTCTCTCATCTATTGGTGGACGGTAAACCAATGAG
AGGAGCCCACAGAACCATCTGTGGCCCGGATCACGACAGAGGATGTGAGGACAGAACTGA
GTACAGGTCGCTATGACGATCAGAACATTTATGTTATTGAGTTACTGAGCTGTGGACCCA
CAGCTTGGACCAGAACCTGGATGATCACGTGGGTCTGGACCTGAGCAGGACCCAGAAGAC
CACCTCCTGGATTTGGGGGCATCAGGGTTTCAGGCCTCCGAAGCACATGTACTTCACCTC



CAGATACTCGTCCACGCCGTACTTGGACCCTTCACGACCCAACCCAGACTGTTTGACCCC
GCCGAAGGGGGCCTCGGGGGCGGACAGGAGCCCCTCGTTCACCCCCACCATCCCAACCTC
CAACGCCTCCGCCACCCTCCAGATCTGACTCACGTCCTGCGAGTAGAAATAACCTGCAAA
GCCGACATCAGTCAGAACCTTCAAACCCAAACCGGTTCTGGACGCTGTCCAGATGCAGGG
GGGGGGGGGTTACTGACCTGCCANC
>CL6341Contig1
CACCTGGCCGGTTTGTGGCAGAGAGTGGCCCCGAGGTGGAAGCCATCGCTGCTGAGCGCA
ACCGAGACAACCCCGCCTTCAGTTTTTTGTATGATAAGCAAAGTCCAGCCTACAAACTGT
ATAAGGAGAAACTCCGGGAGTATCGTGGCACAGCCCCTCAGAGCTCCTCACCTCCAGCAG
AAAATGTCAGAGCAGACGTTCAGCAGCCAGCAGCTCCTCCATTACAAGGTTCCTCTGCTT
TACGGAGCGGCATGTCTGGGCCTCCACACGAGGGCTCAGAAACGCCTCCTGTTAAACGGA
AGAGAAAGAGCAGATGGGGATCGGAAGACGACAAAGTCAAGCTACCGGTTCCTCCGATCG
TTGTTCCTAATGAAATTACCCCCGAAGACCCGAACACTCCCTCTCTTTCTGCCCAGGAGC
TCAGTGGCCTTGGTTATAAGAAGGGGAAGCCACTTGGTCTGGTGGGGGTGACAGAATTAT
CTGAGGACCAGAAAAGACAACTTAAAGAACAACAAGAGATGCAGGAAATGTACGACATGA
TAATGAAGCACAAGCGTGCCATGGCAGAAATGCAGAACATGTGGGAGAAAGCCATAAAAG
AGCACCAACATGAATACGACAGTGATGAAGAGGTCGATCAGGACGCAGGAACGTGGGAAC
ACCAGCTTCGAAAGATGGAAATGGAGAAAACAAGGGAGTGGGCAGAATCCCTGACAGAGA
TGGGCAAAGGAAAACATTTTATTGGTGACTTCTTGCCGCCCGAAGAGCTGGAGAAGTTCA
TGGAAACCTTTAAGGCCCTAAAAGAGGGTCGCGATCCGGACTATTCTGAGTATAAAGAGT
TTAAGCTGACAGTGGAGAACCTCGGTTTCCGAATGCTCATGAAGATGGGCTGGAAGGAAG
GAGAAGGCCTTGGAAGTGAAGGACAAGGAATCAAAGCTCCAGTAAACAAGGGAATTACAG
CCACAAATGGCGGTGGTTTCGGGGTTGACCGTCCAGCTGAGCTCACAAAAAGTGACGATG
AATACGACGCTTTCCGAAAGAGGATGATGCTTGCTTACCGTTTCAGGCCAAACCCCCTGA
ATAATCCACGACGACCGTATTATTAAAAAAGGGAGTTCTTTCTGTTTGTATCTGTAATAT
AAAAGCGAGTTGATGTCACTGTTTAGCTTGTTTTTGAAATGTAAACTCTTAATTTAGAAC
TTAAGCAATTTTAAATGTGATGTGTGAAGAAAGATAAAGTGGGAAATAATGGAAAATGCA
TTTTTATGTTCATTTAAAAAACTCCTTACTCTGATTGCATTGGATGGAAAGATTTTCCAC
TGTTTTGCTACATTTCAGATGTAAAAAAAAACGGAAGATCTGCATCGTTGGCATCACTAA
GTACACTTTTTTGTGTAGTTCTTACATGGAGTGAGGTCCTCACTGTGCTGTTTTTTTTCC
CATTATCTTGAGCTTTGTTAATAATGAAAACAGCAACTCAC
>CL6342Contig1
TTTTTTTTTTCAAAACAGACAAGTGATTTTATTTCAGTCAGGCTAAACTGGCATTCATAA
CAAAACAATGACAAAATAAAAATTAGTACAACAAAGAGTAATTTAACCAAAAAAAAATAA
AACCCCAAAAAAAGAACATGTTACAGTTATAACAAAAATAGAAAAGGTGGATACAGTACA
GAGAATGCATCAGGAGCTGGAGACGGAAGTATTTGCTATATAACAGACTTTACAAAACTA
CTAGAAAAAACTCCCAATACAATGAAACATTGAGTAATACAAAATGTTAAAAATACATCA
AATAAAGGAAAACCAGAAGAAACACTTGTGAGTTTGTGTGCATTCATCCAGGTGCAACCT
GCATGCAAATCAGCCTCTGAGTGACAGACGATCAAAGCAGCAACAGCTGTAAACGTGTGG
AGTTTCACATGAAACCGTGACGCTGCTCAAACATGAATTTAAAAGCTCATGACAGGATTC
ATGTAGTGGGATTAGAGTTAAGAGAAAAGAGCTGCACTTGGAATCCCAAGGAAATATGGG
CTTTTAAAATAGGACAATACCATTAAAATGTAAAAGAAAAGAAAAGTTTATAGCCAAGAA
ATTTGAAGTGACTTAGAAAAGCGGTAAAATGATTGAAATATTTAAAAACATGTGCGATGA
AGCAATACAGTAAGCTTTTGTGTTACTTTTGTCACCTTTGTGCCTAAAAATGAAAAAAAA
AAAAAGATCAGCGATGCTTTTGAGGATCACCGCCCATATTTGAGGGGTGAACAGCTTTGA
TGTGTCCTAAATGCTCTCAGGCTTCATCACTACAAAACATACAGTCAGTTCTATCCCGGC
CATAATGCCCGGGTTAAGCGGCC
>CL6343Contig1
GGCTCCCCTGAGCCGCTGACTTTCTTAGCCTTTTTTTATGCCTGAGCGCTTCTCTCTTCT
TTGTGGATCTTTGCCGGCCGCAGAAGCGGTCTGTCAGTTTTTTCCCGGCTGAACTTTGCG
CCGCCGGCCGACAGCGGCGTCACACGCGGTTCGGTCCGACCTTCGCTGTGCGCCGGTGAG
GTCTAGCACCAGATTTATTTGATGTTTGTTTCAGTTGATTCCAGCTGGATTTCAATCAAG
TCTGAACGGTGGCTTGTACCTTCTCCAAACCCTGTAGAAAAATCATTGTTTGATAAATAT
ATATATATATATATATATTTTTGATTTGGTTAGTTTCTGCCCTTAATAATTAATGTATGG
TACCAATAAAACAATACATTTTCACTTCCAAAAAAAAAA
>CL6344Contig1
ACCTTCGACAGTACAAGTTACATTTTCCCAAACTTTACAACAAAACTTTCATTTCCCAGA
ATAAGAGCAACAATGAAACGTTTGCCAACTGCTGCTGATGCTGTCAACAATCTGTGGCAT
GAAGCTCAAGTTTCCGCCTCTGGGATCGTTTGTCTGTAAATCCTGCAGGGAAACGCGTGT
CTTGTCTCATCTGAGCTTCGCAGCTATGGCTTCTGAACTCAGACAGATTTAAGTGGACTT
AAAGCTAAAACATCATAGCATCCAGACCGTCCTCCATAAACTTCTTGTAGATGGCCATGA
ACTTGGCGGTAAAAGCCTCCAGGTGGTAGATAGCTTTGCTGCCCAGCTGGAGTCTGTGTT
CATAATAAGCTGCCATGTGGGCCACCTCCGCCTTCAGCTGACCGTCACAGTTACTCAACA
ACTCCTTCACCAGGCCCTTCATGATGATTTCAGGAGGGATGCAGTGAGTCAGCAGCTCGT



ACAGCCGGGCGCGGACTTCCAACAGCCTCTGAGGATTCTGCTGGCTGACGATGGCGTTCG
CCGTCTCCCTCANGTAGACCTCCCAGTCTGTCTCTGGGACTTCCTGATCAGCGGAGAACG
GATACTGCTGCACCCCTGCAGGCCTCACACATCAAAAGCGCTTTGCGCAGGTTGCGGCCG
GATTTTTCACTGATTTGTTTGGCCAGCTCAGGTGGCAAATTCAGACCCTCTTTTTTACAA
ACTGAAGTTAAAACACTGCAAACCTCCTCTGTGCTCGGCAGAGGAACTCTCACAGCCAGA
CAGCGACTTCTGATTGGCCCGATGACTTNGGAGGTGGATGTGGAGCAGAGGATGAGACGA
CAGGTGGACATGTACTTCTCCATGGTTCGACGCAAAGCATGCTGGGCATCTTTTGTGAGT
CTGTCCACCTCTGTTAGTATCACAACTTTGAACTCTCGCTGCGTGCTTGACTGGATTTGC
TGGGACTGAGCCACAGTTTTAATTAGCTCCTGGATCACCACACGGTCCTGATTTCCTGCA
TCACTTGGGTTGACCTCCAAGTGATAGTTGCTGGCAATGGTGTTGATCTCAATTTTCTTC
TTTGATGGGGCCACTATGGTGTGGTGCTCTATGCGGAGCTTCTCCACCCCGGCTCCGTAC
AGCTCCCTCAGCAGACACATGATGCGGGTTTTCTTTCCAGCTCCTGAGGGGCCGTACACC
AACAAGTGGGGAAAGTCTCCACATTGAACCAGGTTTTTCAGCTGAGTAGCTTGTTCTTTA
TGATAATCGAGCTTCCCCAGAGAGGTCGGTCGATATTTGTCCACCCACAAACTCATTTTG
TAAATAAAGTCTAGTAAATGTTGCTTTGACAACGAATAAGGCGTCAGCAGGTCAATCTCC
CGCGAATTATTTCCCCCCCGGCCAT
>CL6345Contig1
GGTTTTTCTGAAGCATTTTTAAAACATTACATGTGAGCGTTGTGTTTATTAATGTTTGTA
GACAAACACATGGGGGCTAAATTGTGACAAGAAACTTTTTATTCCTCTTAGATTATCCTT
TATTACTAAAAGTAGATGGGAACAGAAGCACATGTACATCCATGACATTTGTACAAGTTA
ATCCAGGTACTAGCAGGTGCTTTCCGCTTGAAAGGCTGGAGAAAAAGGTGTAGGAATCAT
TGTTGATGAGGAATTTCTCGATGTCCAGCCCCTGCGCTTGAGCTTCAGCATATAAGCCAG
CATCAGTGACGGCCCCCGCTGCCTCAGTGGGTCCATCTTGACCATCAGTGCCACCACTCA
GAAAAATGGGGCCATTAGGTGGGAGCTCCAGGCCTCTCCACTCCAGTCCCACTCGCAGAG
CCAGCTCCTGGTTACGACCTCCTCGACCTTTTCCCGTCAGCTCCACGGTGGGCTCCCCTC
CAGCTAATAAGCAGGTGGCAGCCAATCCCCCTGCGGCTGCGCGTCTTCTTTCCCCCAGTT
CCCGCATGGTGCGACATAAGTCCCAGCTCGCCACACCGACCTCTGGCCCCAGCGCCAGCA
CCTCCGAGGCGACCTCTGCAGGCCGGTTCCTCGGGGGAACAGGCAAAGAGAGCCAGCAGG
CCGTAAAGTTTGGAGACGGACCTGACGTCGCCACACACTCCTGGTGAAAGCACGACGGGA
TGGAAGCCCAGCTCCCGAGCACGAAGGCGCGCTCTCTCGAGAGCCGTGCTGTTGGAGCCA
ATCACAACATTCTGAACGTGTCCCGCCGTGTCCGATTCGTCAACGTTGTCTTTGCGACTC
TGCCTCTGAATCACGTCTTTCACTGATGTCGGAATGCAATGTAGAAGCTTGTAGCGCTCG
AGGATGGACAGGATTTCCTCGGGCCACACCTCGCTCCTCACCGTGGGGCCGCTGGCTATC
AAGTCAAGTGGGTCCCCGATCACATCAGACAGTATCAGTGCAACAACCTGTTGAAGGGAA
TCTTTGATCAGAAGTACGAGCACAGGATGAAGTGGGAAAAAAAGTCAGAAATGGGAAGAG
ATTTTGTGTAAACTTCATATTTTCCACAGGTGCACAACACCATGAAAAGTTTGAGAGTAT
AATACTACAAGCCAAAATAAAATGCAGCTGTGAATAATTTTTACTATGACTGTGAAGGAA
GGTTGGGGTTACTCTGAAAATGTCTTTACTGCTTCTGATCTGTTTCTTGTATTATCAGAT
GTGAATCTGTG
>CL6346Contig1
TTGCTTTTATTTTGATATTGGACCTNCAATAAAAGTCTATNACTTATTATTTTAATGAAG
TGAAAGAAATATGGCTTTTATTTTGACAGAGAACCATCACAATAAAAACCCATCACCTTT
TCTGTTAATTAAGTAAAATAATAAGGCTTTTATTTTGACAGCTAGCCATCACAATAAAAG
TCAATCACTGATTTTTTCACTTAAATAAATATGGCTTTTATTTTGACAGTCTGTCCAAAT
AAAAATCATTTTTCTTTCATTAATTCTCACCTATTAAGCAGGAAAAACTTAACAAGTGGA
GGAGGTATTGGGGGCGGGGGTTGGGAGTAATTACAATAATTATTAAAGGTGGAATTAAAG
TCCTATGTTGCCCAACATTTGGGAAAGAAAGCACGGCGAAAAGTAAAACAAAACAATGAC
TTTCCAAGCTCACAATGCATAAGCACACTCTCCAGTGTTAAGAGACAAAAGCTGACATTT
CCTGCACCCCCCACCACACAGCCGTCACGAGAATGCACGAGAGGTAAACCTTTTTTTTCC
TGGTTCGCTGAGGAGACCTGTGGGTGGGCGGGGCGGGTTCTACAGAGACCACAAACGCCT
CAAAAGCTGGTTTTGTCACACCGTGGGATTGTGGGAAATGGGAGACGATGTCCTTCATTT
TGAGTGAGGAGCTGAAGACGCCAGACATTTTCGCTTTCTCTGGCATTAGTGTGGAAGTGA
AATGGCGCGTGTCCCTGATTTGGCGCTGAAGTGTTTGGCCTTGTGAGTTCAGATCCTTGG
AATGGTGGCAATAATGCTGGGCGGGGGCTTGAGGGGGTAAAATCACGCTCATCGTCATGG
TTGGAGAATAGTTCTCGCTCTGAAAGGAGTGGAGGAAGTTTCCACTTAGCTCTCCGTCAT
>CL6347Contig1
CGGCCGGCCCGTGGTCCACCTCCAGTGCTCCCCGACTCCCGCACTTTAAAGAGGAAATTA
AGAAAAGACGCCGGAGACTCTGGAACTCCAAAATCAGGCCATGTGGTATAATGGAAATGG
TAGATTTTCCTCTTCTCTCCAGTACTCAGATTCTGCAGCTCCAGTATTCTGGTGGTGTAA
TAAGACTTGATGTCCTCGGATATCAGCGTCACCAAGAAACACGTGTCTTTAAACGCCATC
TCTTTCTCCTCAGCCGTGGGCCAGTACGGCGCACATTTTTCCGATCCTTTCTCTATCACC
CTGTTGAGCATGATGACTGCTTTGGTCTTCTGTTCCCAGATCATGAGCCAAAAGTGGCCA
CAGGTATTCCTAAGGGGGCCCTGAGTTAGTATGTAACTTCTCTGCGCTTCCTCCATCACC
ACCAGACTTGCATTAATGTAGTCATTTTCTGTGTTCTCTAGCTTGACTCTGCTGTGATCG



AATGGACTGACGTCTCGGTATCTGTTCCTGTTGCGATTCTCCGGATATTTCGCTACTTTG
TACGAGCACTCGTGGGACTGATTCCGGATTTCGGAGTACAGTTTTCGCCACCGGCCTTCT
GAGTCTAAGTCGTCGAAATCCTTGTCCATTTTCACCGAGGCAACTTCTGTATGTTCCATA
TGAACCAGGGTTAACTAACTATTTCATTGTCTCCCTCATTACTTTATCAGATAACAAAAT
TTNAGCTAAAAT
>CL6348Contig1
ACTTTATTGTTTTGTTTTTGAGAGCTAATTGAAAAACCTGTTCATAGAAACGGACCGCCG
TTTGTTTCCAAGGCAGCAAGTTTGGGCCGCCATCTTACCCCCAAGATGAGTCTGAAGGTC
ACATGACCTCCAATCACAAACAGTTTGGGGTTAAGAAACAGAAAATCCAAGATTTTCATC
ACTTTAAGGTGTGAAAAACTGGAATGTCATAAAACTTTGAGTGGGTTTTCAAAAGAACTT
CAGGAACCAAACGGATCAGAACAGAACCGGTCCTGCATCACCTCATATTTTTAGCTCTTT
AACCTGAACTCTGGTCTGTGTGCAGAACGTTTTACAAACACGGAATATTCATGATACAAC
AGATCAAAGGAACTACAGGAACACTTCATGCACGTCTCCACGGGTCAACTGGTCCTGCAG
AACTCCAGATCATCCGGTTCTGGCAGCATCAAAAACCTCCTGAAGCTAAAGTCAACGACA
CCCGACTGCCTTTGGGTCCTTAATGAAGAGAGAGAGTTGAAGCATGCTTCCCGCCGTGGC
CACAGCTCCAGCCTGGCGTTTCCTCCGCCAGGAAACCGGGCCGCGGGGTTCTAGCTTTTT
ACAGCCCTGCAGGACGCACGAAGAGGACGGACAAGGACAACACACGAACACGGCGCCAAC
ACCAGGTGTCCCGACTGTGGATGAAACTCCGGTAGNTCCACGCCGCAGNCGCTGCGGCGC
CNGGCCCTCCTTGTCTTTATCTGTCCTCTAGTTTGGGCGAGTCCACCGGCTCNTCG
>CL6349Contig1
AAAAANNNNCANTGAACGACTCCTTGNGGAGCTTTAACCNNCANGGGCNTTTTTTTTGTT
TGTTTTTACATTTTTTTTTAAAAAAAAAAATAAANCCNTANTTACNAGTGTTGGAGGAAA
TGACCGGGCAAATGGATGGGGTTTGANTTGTTAAAGCNTTTCAAACNTTACCCAAANANA
TCCCTGCTGTTAAAACGGTCTTGGTCATAAACTTCAGCGACAACTTTACAACCCCCAAAC
CAGCGGTCGTTGAA
>CL6350Contig1
GAAGGAAGTAAAACCTCCTCCTGGGGNGGGTNGACCCAAACCAAAACCCAGAACCCCCCA
ATGCAGAGCGCTTTANGCCTNTGACGCCCAGGACNCGGATGAGCTNAGCTTNAACGCCAG
TGANGTNATNGAGATTTTCNCCGAAGACCCGTCAGGGTGGTGGTTCGGTTGGCTGCGGGG
CAGAGAGGGCATGTTTCCTGGAAACTACGTGGAGAAAATNTAGAGCTGCCGTGAAGGAGC
AGAGGTCATGGGGCTCCGCCCATCCAGCAGACCGGAACCAGCCTGAGGACTTCAATNGGC
AGCCTNAGCATTTATTTGCACATAGACTGNGGACAGNTTCAATGCTTCCTACNNTACATT
ACCCAGAGTTTTGATGACCGGGGGGGGGGGCGGGGGCAGCAGCGCTGCGTTCGGTTGCAG
ATGTAAATGTGTATTGTGATGGTGGTTCTGTGTTTGGTGATCCAGAGTTTCAGAACCGAG
CCGAGTTTTGGGGTGAAGCCCTGCTGTCGTTCACCTGTGTCATGTTTCACTCAATAAAGC
>CL6351Contig1
AGGGCTGCTAGCATATTCGCAAGTAGATAGCTTACAAGTTAATAAAACGTAAACTTTACC
TTCTCCTCGTTAACTTTTCTCCTTATGTGTCTTTTAACATCAACAAAACTCTTACACGTT
TTATTCCTTGTTTTAAAAGCTTGAAAAAGATTATTATTGTTGGGGAAAAATGGCGGCTTG
GCGACACCGGAGGTAGAAGCCTGAACGTTGCTAACCTCGTCGTAGGCGGGCTTTGAATGA
AGACAAAAAAAAGCAAAGGAAAACAGATCTAAGGTCGGTTTTTTGAAGAGTGGCGACGTT
CAGGTAATGTCAAACTAAAGATAACATCTGACCTCAGATATGTGTTTGATTTTCAAATTA
ATTGATCAGAAAACTCAACGAATCGATACATATTTGTTCTTAAATCCTGTACTTAAATGT
TTATTAGTGCATTTATTATCAGTATTGTGTAAAAACAAACGAAAGACACATATTTCTTAG
TTTTTCTTAAAAAGGTGTAAAATGCATTGTTTGTATATATAAATAAAAATGTCAAAACTA
ANAAAAAAA
>CL6352Contig1
CTATGACACCAATNCTTGTATTTATTAAAATGGAGCTGTGAAAGAAAAAACCTGGAGCAA
AATTTGCACCGCTTTGACATTTGGCACTTATCCTTTTCCAACTATGGGTGGGGAACAAGC
ACCAGTAAACAGTAGAAAAATAAAAAGAATCCCCTCCCTGCTTGTCCTGTGTGAACACCA
TGGGCTAAACGCGTCTTCAAGAATGCACTACCCATCTGGCACGACCAAATCAGAGTTCCT
GATTGGTCATTGTTCAACCTGGTTTATCTTTCAAAGCAAGCTCAATGGTCATGTATTTTG
TACGTATATCCAGAAAACCATCTTAAAATGTCCATAGTTACGCGTGAGCATGAGAGTTTG
TATGGAAAGCAAAATGTATCATAATTCAGGAAAAACGCCGTAAATGCCACCGTTTTTGAA
CGTGGAACCCCAAAACCTGGCACATTTACATAGAGTTTTCATTGGAAGTGGCCACTTGAA
TGCATGTTGCTGAGGGTGTTGTGATAGTAGCTTTAAGTATCATTAGCAGTCCATCAAACC
CAATGGGAAAAAGACTTCCTGTCTGAAGCAAGTTTAAGCACATGAAGCCAGATTAGTCCA
ACAGGTAAACTCCAAATATCAGGGACCCAAGCAAGCCAGCCTTGACATGGTTTGCTTCAC
TGTTGCTCTTGGGAATAGTAAAAATTGTTAGGAGTGTGATTATAAGGCACATGATATACA
TGACAATGTTACCGACAGTAAAAATCTATTTTTTACATTCAAAAGGAAGGAAATAGTACA
ATAAAGTGTGTGTGTGTGTGTGTGTGGGGCTCTGGTTTCTGACAATAAATTCCTTAAGCT
AGAAAAAAATCAGCAACTAAC
>CL6353Contig1
TTTTGCCTNTTTTTAATTTATAGTATTTTGGAGGCAAACAGCATTTATTTTCAACTTTAC



TCATTTATTTCATTATTCACTGATTTATGTCTGCACAGTCCAGCTCATTTATCGCACGCA
CACCCGCTTCAGTTTAAACACATCAGAAATACAAACCCCACAGGACAAAGTTCTATACAA
AATTTCAATTCATAAGTAAATTTATCCATTCTTTTCATACTAAAAAATCTGCAAAAGCGT
AAACCACTGCTTTGTTTTAAGGCACCTTGACATTTGACCTGAGTGGAATACAAAAGTGTA
GAAAATGCAGCACATTTCTCTCTCTTAGAGTTCAAATACTTGGAATTTGATATGGAATCA
AAGTTTTTTTTTTTNGTTCGGTTNCCCCNGACTTAACTCTAAAGGGCNANATATCAAACG
GGTNAAAAAAANACAAACCATCACCCACAANAGGGCAANAGTTNGNATNAAATTACAANG
GCCAAAACAAAAACCTCATTTTAACCCTTTGCCGNC
>CL6354Contig1
TTAAAAAAAAAAAAACTCCTAACGCCATATATTGTATAGTCCTTTTTCCTCAGGGAAATA
AATTTGGCCATTCACAAGAAAGGGTTGGAGTATCATACTGACGGGTTGTACTCTTTCAAA
ATATCATATTTGTATCATAAGTATATATATTTGTGTGTCTGTGTTATGTTCTAGAATTAT
CAATGGTAAATGTTAGCCCTGAACCATAGCAGCACCCAGACTGTGTAAAGGAAGAGGACA
GCTCTAGAAAAGGCCAGGGGCCTCTCCTCATAGCATCATTCCACCCAGTATTTATTAATG
CATCCAGTGAGTTATGCATGTCCCCCACACCGCCAGAAAAATGCTGAATTATTCATTTTT
ATGGTCAAAAATATCAAAACATTAAACACAGCATGCTACATATGTAGGCCACACAGAAGA
GGAGCCCACTTCCATCTGCAGTAGAGCCACTCTGTGTCACGTCTCTTACTTTTCCAGACC
ATCACTGTTGAAGTCATATGTACCTTGGAAAATGCCAATAAAACCATCAAAACTGTCAAA
AAAAAAA
>CL6355Contig1
ATGTTTTTTTTTTTTTTTTTTTTTTTTTATGGAAAAATAATTTATTGATTTCCATTTTAG
TTTTGCTTTCAGTGTGCGCATGCGTATTTATAGGCCTGTTGAGGCTAACGTTAGCCATCT
GCATGTTAGCATGTTATTGTAGATATCAGACAACATTTGTTGAAAGTTCAAGACATCATA
AGACAAGTTAGCAGGAAGAAAGCATCTCATTGTTTGTCATGTACAGGTTTTCCAAAGCTT
ACGGCATAAAACATCCGACTTGTCCCTTGAATTTTGAAACAGGCTAGCAGAGATGGTTAG
CATAAGGTTTCGGTCTAAGTTTGTTCAACCGACCTATCAATCATGATGCTCTTGTCCCCC
ATCCATGGGATAAGATGCTTTCCATATTCGTGGTAAAGAGCCTTTTCGTCATCCCGGAAC
AGTTTGCAGGCATAGCCGAAAACAAGCAGGTCGGCGTATTTGTCGCTGTCGCTCACATCC
TTCTTCGCTGGTTTGTTGTTGTGGTCCCTCTTTGCAGCTCCGCGCCGATACATCTTCGAA
ACACTTAAAAAATAGATACTGGCCTTAAAAAATGAGTACTGACAGTACAGTGATGGCGTT
GTGGTGAGCAGAAGGCAGGCAGTTATCCCAATGTATTAATAAACTCCAACAGTTCATCGA
AGAGCCTGCAACCTGACTCTGCAGAGGGCCGCCATGCTGTTAAGAAAGTAAATTAAACGG
CGCAGCTAGTCAGCACTTTCTATGCAATTCTAAAACGTTAATAAAATGACTTCAACCTCC
CCGGAC
>CL6356Contig1
TGACAAGAGGAGAGAGCAGCAGTTCCATCAAACGGCTCAGGGTGTCCCAGTCTAGTCAGC
TGGGGCGGAGATGGGGGTGCCTGCACCAGTATGGAAAGGCGATCATGAAGCTGCTGCATA
CCAGACAAATAGCTGCGCATGTCCTGCTTCAAGGCAGATCCCTCCTCAGGTGGAGGAAAA
ACCTCACTGAAGTTACTCCTACCTGCTGGGTCTGACATGGTCACAGTGTAATGTTTCGAG
GGTATCTGGATGACCCAATTGCAGACATGAAGAGGCAAGAGTAGTGAGGTGAATGTTTAA
ATTTATAATTTATGAACGAAATTATTAAAACATAGAACATCAACAAAACACCAAAAGAAA
AAAATACAACAAAATAAAAACAAAGGGTCTTTTGATTTGATTCTTCTCCCATTTTATCTG
GACCCATAAATCTGGATTAGCCGGCGCCTCTCCTGTTCGTTCCTGGGCAAGGCCAGGAGC
TTCCGAAGGAGAAACTATTTTGTGATGAGTGCACCATTCTTAAAATGCACTTTGGTTAAA
GTGGGTGCGGCTGGGCCTCTGGGCAGGGGTGGGGGTCTTGGTGGGAGCGGGGCTCTGGGA
GGGGGTGGGATTCTGGGCCGGAGTGGGGTTCTTGGGGAGAACGAGGCTCTGGGAGGGGCA
CCACGAGGGGGTGGAGGAGGAAATTTCTTCATTTTCCATTTTAGTTTGCGCCATTGCCGG
AGGCAGAGTCTCTCCTCCTTGCCAAGGCCAGGAGCATCCTCAACAGAAACTGATTTTCCC
AAGCGACTCTGCGGTCCCGCCTCGCTCCAAGTATGGCTGAATGCCAGACTAGGGGTTCCT
TTGCGGGGGTGAGGGGTTATTTGTTCTGGCTTGAGGGGGTTTTCTTCAATTGATTGTCCG
GGATTTCAGCCTGACTCGATTGCGGACAGACACCCGCGTGCCCTCACACAAATGGTCTGA
TTCGGAACATACTGTAGCGGTCCAGCCATACACTTACTTCAGCGAGGAATCAAAAGTATA
TTTGCCTGTCAGATGATTTTGTTGGAAAGCTGACCGTGCCCCATACACCGCACGACCCCG
GTCAGTCTCAGGAAGGATTAAGCCGATGGGATGGTTCTATTTGCCTATCAGCAAATGCCC
GTTAATTTCATTAAACCCAATCGGCCCAAACAGCATGGAGGTCAC
>CL6357Contig1
GGNATCACTGTCCCGCAGCGGGTCCTCCCGGTACTGTCCTGCTCCGACTCGCGGTCTTCC
CTGAACGCTTTCTGCAAGACTAAGGCCCCCGAGCCGGGAGCGGCTCCGTGGCTGGTCGCT
CCTCAGCAGGTGATGACCGCGGGGTGAGAATGCAGCTGTCCTCTAACCAGCACTGGAGTG
TTATTGGCTTCGCCCCTTTGGCTAGGCTCTGAGCCGTGCTCGACAACTATACCCAGCATC
AGCACAGGTCCTCCTTATTCTGCGCTCCATCAGGACACGGCCATGCTGGACTCGGAAAGC
GTCAGGGGAAGTTAGAGGAGCTCAGATGAGCGAGCAGCCGTGAGCTCTGCTGAAGACGTC
AGAGGAGCCATCCTGTTGGTCGGTCGGCAGCACCACGGCCAGAGCATGACCAGCCTGTTC
AGGCGCAGCAGCAATGGAGGTTCTCGCAGCGGTGGGGGTGGAGGGGGCGGCGGCACCCCG



GGACAGCTCAACAACAGCAGGCCCAACCGGCAGGTCAGACGGCTGGAGTTCAACCAGGCC
ATGGAAGACTTCAAGACTATGTTCCCCTCCATGGACTATGAGGTGATTGAGTGCGTGCTG
CGCTCCAACAACGGCGCCGTGGACGCAACCATCGACCAGCTGCTGCAGATGAGCATCGAC
GGACAGGGCTCCGACGACAGCTCCGACTCGGATGACAGCATCCCAGCAGAGGTCAGGGGG
AAGGCTTTCAGCTCGGGACCCCCTCCACACTGATCAGAACCCGTAGTCAACTTTACACCT
TAAAAAATAAACATAAAGGT
>CL6358Contig1
GCGATACCAATATGCCTTTTGTCAGCCTGCGTACAGAGCTATCCAACATGGAGATTCCAA
GTCAAGGAGTGCAGGTGGAAGTGGACGGCAGTGGTCACGCCATCCGACTATTGAAGATTC
CTCCCTGTAAAGGTGTCGGAGAGGAAACCCGGCGAGCCTTGGAGCGTTCCCTTCTTGACT
GCACTTTCCGCCTGCAGGGCCGGAATAACCGCACTTGGGTGGCAGAACTGGTTCTCGCCA
GCTGTCCTCTTAACAGCACTAAATAGCAAAGAACAAGCTTCCACACGACACGTGTACCTG
ACCTATGAAAACCCGCTGTCGGAGCCAGTGGGCGGGCGCAAAGTGGTGGAGATGTTCCTC
AATGATTGGAATGCCATTAGCCAGCTGTACCAGTGCGTTCTCAACTTCTCTTGTGTGCTG
CCAGAAATGCCATCCTACCTGAACCTGTTCTCAGAGGTGCGACTGTACAATTACCGCAAA
CTGGTACTGTGCTACGGGACCACAAAGGGC
>CL6359Contig1
ANCNTTNGGGGNNGGNCCNTTTTTTGGTGGGNGGTNCCCCGGGNAANTTTCGGGNGGGGG
NAAAAAAAAAAAAAGCTTGTTCGAAGAGATTCAGTTCAGCTCATTTCCAATGAGTTTTCT
TACCGTGCCATATATCTGTCTTCGGGCAAAGGTTCACATGAAGCTGTTTTTTCAGTTCGT
ACCACTCTTAAGCAACTAGGTGCTTCCTAATGTCAATTAGTGGCCCCTGTTTGGCCTCTG
TTCATCCAACTGTTCCCGTACCTCCAGTTATCTCCCTTTTTGTAAGGATTTCCAGCATTC
CAGGCCTTCCCACTTGCCTCTTTTGCTACATGTAAATACGATTTCAAAACCGCTAGTTTT
TACACACGAGGATTGTTGGTGAGTCTTGCAGGGAGTGGAAGCTAGAACAGAGGTTGTTTG
CAGATGGTTCCCCCCTGTTTGTTGCTTTATTTTTTTTTAAACGGAGCATAAAGTCACATT
ACTCCCCCTCCCCACCAGTGTTTATTTATTTTGATTTGTTCTGCTGGTATCACTTTCAAC
TAATTGTACTTCACGTGGAAGAAAAAAAAAACAATAAAAATCCAANGTTTAATTTTAAAA
AAAAAA
>CL6360Contig1
GACCAGACGACAAAGGCAGAGTAGCAACCCGTGTTCCCAGCAAAGTCCATCTCAAACTCT
TTGGCGGTTTCCAGCAAACTGGTGAAGAAGATGTTGCAGAGTTTGTGGATGTAGAGCAAC
GTTGCTCCCTCGATGCGAAGCTGCCGGATGGCCGTCTGGACTGCCGCGGCTCGGTTTTTC
AGAAACAGTTCGCAGGCTTTGGTGGACTGGCCGGAAGGTTTGTGGAAGATGACAGGAAGT
TGTTGGCTCCAGCTTCTTACTCTTTTTTATTAAATTGTTTCCGTTTTTATGTTTAAGCGT
CCGTTTTGCGAAAAAATGATGACATAAATTCGTTTTTTTCTTTATGAGTTTACACTGCTA
AATGTAGTACAACTGGCGCACTGATTGGTTTTTAGAAGTTCGGGTTAGCCAAAGCTAAAT
GGCAAAATAGCAGCAGTGATGGACGAGGACTTTCTGCTCGCCGTTCAGCTACAGGAGCAG
TTTGACCATGAATATGAATCTTCACTGGTTTCATCTCTAAGTTTTAACGAAGGGGAGTTC
GGAAACAACAGCAAAAAGCGGAAAGTGGAGCTCGCCGGCGGGGCCAGGGATAGAAAGCCA
ACTTCCGGCGTGGAGCGGCCGCTAAGCATCGTGGATGATTCCTGGGAGATGCTGGATCCC
AGCCCTGATGTTAGAGCCATGTTTTTGGAGTTCAATGACATGTTCTTCTGGGGCAAACTC
AGCGGAGTGGAGGTCAAGTGGAGTCCCAGGATGACCCTGTGTGCTG
>CL6361Contig1
ATTTGAAGGGATTGACGCCGTGGGCCAGGATGAAGTGGGAGTTCCAGTGCAGGCAGTCGT
CGCCATCGTCCGTCTCACTCACATTCCCACGATACGACTCCCCATCATCCAAGTAGCAGT
CATTTGGACCAACGCGGCAGAAACGTCCGCTGAACCCCTCAGGACAAACACAGTCAAAGT
TGTTTCCATCCATGATGCACTTGCCGCCGTTCCTGCAGGGGTTTGGCTCACAAACGGAGA
GCCGTCTGCAGTTTGGAGGCTGGAAGGGCTCTTTGCACTTGCACTCATAAAACGGGGACG
CTGAGGTCAGCACACACTCTCCATGTCCACATATACCCATTCTACAAATTTTCGGTCCTT
TCTGACATCTCCTTCCCTTGAAGGGCTTGGGACAATCACATTTGTAATTCCTTTTGCCTT
TTTCTTTACACACTCCTTCATTCAAACAAGGGTTTGGGTTGCACTTGCCGTCTGGATCTT
GGAGGTCAAACAGCCAGTCCTGGTTACCTTGGTCATCATCCTCTTCATCATCGCCAGTGT
TCTCCGCCACAAAAAAGACGTCTTTAATGATGTCCTCATACTTCATTCTCTTTATCTTCT
TCATTCCATGTCTGGAGTGGTTGCCATGTCTGCCGTGGTTGCCATGTCTGCCGCCTTGGC
CGTGGACTTCCTCGTTGTCATGACCGTTTTTGTCCTTTTTCTTTGGCTCAGCTTTCCAGA
AGAGCGCCGCTAAAAAGAGGCAAAGCAGGAGCAGCTTCAGTTTCATGGCAGCAGCTTTCA
GGCCCCCGGCCATAATGCCCGGGTTTANCGGCCGCACCCAC
>CL6362Contig1
TCGGCACGAGGATCAGAAATGAGCTCGGCGCAGACGTGCCGCTTCAAATGAGACATTTTC
CTCCTGACAACCGTAAATGCGGCGTGTAACACAACACCAACAAGCTAAAAACAAGTGTGC
ACTTTGACGGCGGCATCATTTCCCCGCCGCCTAACACTTGGTTGACGTGTAGACTTCAAA
GCACTATTACTATTTTTTTTTCTGATCAGTATTTTTGGTTGCTAATTTAATTTGGGGAAT
TGTGGTGTTATAGAACAGAATGAAGAAAACAAAATGTCAATGTGTGTTTTGATGTTTTTT
GATTCGTGTTTATGGTGTTAAAGTTTTCCTTTTTTTTTTGTTTTTTTACTTGTTGCTGCT



GGTGGATGAATTATGGCGTTGATCTTGTTTGTTGAACACGAACACATGAACGTGAGAAGG
AGGTTTCTAGTTTGAACTGACACTTTGAAAAAAATGACTGAAAAAAGTCTGATATTTAGC
TGGTTTTTCACTTTCTAAGCATCAGAACCTGGAAATTCTTCGCGTATTTGGTTTCCTCTC
GCCTCCCCTCTGTCTGTTTTGGTGTTGACGTGAAATTTGTGAAACGTCTCATCTCCTTAG
ATTTGAAGAAGACGCCCAGAGATGTTCTTGAACCGTCGCCACCTCGGAGGCGGGAGGGGG
CGGGGCTGGAGTGTATGAAAGCTGGAGTATATGAAAGCTGACTTTTTCTGAGCTGCCTCA
TCATCTTCTTTGTTGTTTGACTGATGCATGAACTCCTAATAAAGT
>CL6363Contig1
TGACGTGTCGCCTTGTTGACAGCGGCGCGTGCACAGAAATGGCTGTGGACATCACTCTGC
CTTTTAAAGCCAGCGTGAAGACCGTGAAGACCAGAAACAAGGCGATAGGGATCGGGTTCG
ACTCGACGAAAGATGAGATTTTCAAAAGAAGCAGAACGAAGAGCGGCTTCACCCAGAGAG
CGAAAGAAGTGATCACGAATATCACCAAGCTCAAAGACTTTCTGCTTCAACACCGAAAAG
ATTACATAAGTGCTGGAAGCCTCATTTCATCGGATCTGACGCGTATGACGGACGGGGAGC
GGGACCAGATTGACCAGGATGCTCAGATCTTCATGAGAACTTGTTCAGAAGCCATCAAGC
AGCTTCGCGGTGAAGTGGAGAAGCAGGCGGCACCAGCTCAGATTAAGGAGCACAGAGGAG
CCGTGCTGGACCTCGTGGAGACTTACCTGAAAGGAGTCTGCAAAGTGTACTCCGAGCAAA
GAGCAATCCGAGTGAAGAGGATGGTGGACAAGAAAAGGCTATCACGGCTTGACACCCGAG
CGGTCCCAGTCGACCAGAAGAAAACTCTTGGAGGTGGCGCCCACAGAGGAGAAAACGATT
>CL6364Contig1
TTTTGTAGTTTTATAGGAAAATGGCTGAAACGTTCAACAGGACGGAGGGTCAGAAGCCCT
GCTTCCTCTAGGCGTCAGACAGGCAGCTCTGGATGCTGTCCATCCACTGCTGGGCGCTGG
CGGCGTCTTGCGCACAAAAACAGAAGACCCGTTTGGTGGTTTTGAGGTCAAAATAGGCTT
TCTCCGTGATTTTGGGTGACGTCACCATCGGTGATCCTGAAGTGACGGCCTCCACATCTG
CTAGGTCAATGAACCCCCTACACTCCTTGTCTTGCCGGGTGTTGTAGTACCGCAGCTGAT
GTTTGGTTTTATCCAGAACGAACCAGCGGGGTCGCCACGGTTTCAAAATGGATCCTCTCT
TGTATAAAATCCCTTCAAAGCTCCTGTTCTCGCTCTCAGTGCTCTGGAACTGGCTGTAAA
GAGTGCTGGTGCTGGTTCGGCCCGGCACCGGGGTGGAGGTGGCGCCGCCCTCGCAGTCCA
AGCCCAGGTTAAGGGAAGGCCCAACGGCGCTCTCCTGCAGGCAGACTCCCTGAGAGCGGC
GTTGGTGGCTCAGGTTGGACGCCATTAGCAGGGAGCTGGAGAAGGACGGCTTGCTCTCCG
GTTTGGCGTCCGTCCTCTGCGTCATCTTGATTTTGTCCCAAGTGTCCTTCCACCTCTCCG
CCGTCTGGCCCAGCTCAGCCTCCAGACTCTGCAAGTCCTGCAGCAGCTTGCTGATGGCGT
CTGGCATCACCTTGCTTAGGTTGTCGTAACATGGCCACACGATGCGGCGCTGAGTCACGG
GAGCGCTGGTGTCGGGTTTGTCCGCCACCTCCTCTGCGCGTTCTTGCCGGCCCCGCAGCT
CCCAGTCATAGGACGGTGCCTCAGATAGCGTCTCCTCCGTGTAGAAATCCCACAGCTTCA
GATTGGAGATGAAGGTGTACGGCCTTAACACCTGAAACTCAAAAACCC
>CL6365Contig1
GGCATGGACCACACGTCTGCGGCCTCATTTCCCAGCAGCCCCTGCTCTGGGTTCTTCCAC
ATCTTTCTGTCAATGATCTGGATAATGAGGAGAAAACAATCCAGGCATCCGTTTACAGAA
GAGCCTTCTTCTTCTTCTTCTTCTTTCCTGAAGCCGGAGCGCCGTCACACCAGGCGTCCG
GAGGCTCCCGTTTGACAGAGAGCGGCTCCGCCTTCACCTCCACGCCGGCCGCCAACCCCT
CCTCCATCTCCCTCTTTTTCTTCTTCTTCTTCCTCTTCTTCGGAGGCTCATCCACCGGCT
CCTGTTTTACCTCCACCTCCTCCTCCGTCTTTATCCGCTTCTTCTTCCTCCTCTTCCTTC
CTTCCTCTTCATCCCCACTGCCTCCTCCTTCTGCCGCCACCAGAGGGCGCATGGTTCCCT
CCACCTCCTCTTCACCCACCTCGGTCAAAGTGGGTGTTCTGCTGCCAAATGGGAGGAAGC
GCTGTTTGAGTCCGGGCGGGACGGACGGCGCCGGGGAGGCGGGGATCACCTGGGGGTTCT
GGTTGGTGCTGCTGTCGCCGTAGCTTTCGCAAACGTTCAGCTGGCCTGAGAAAGGCGGAG
CCAAAACCAGCTGATCCTGTGGGTCGCAGGTGAGCAGGCGAAGCTCCGAGGCGCTCCGCC
TGGACGCCAAAACGCTGTAGATCTGATGATCCCTCTCTGGACCCTCGGAACCGGGAACCT
TCACGGTCCGGAGACCCGAGAGGGGAACCTTGATGCCGCTGAAGCGTCGCGGATCGAAGC
TGACCGGCGCTTTGATGAGCCACAGCTCCTTCTGGTCATCCTTCAGGGCGTCTGTGGCGG
CGCCGCTGCACGCCACGTGACGGAAAGTCACGAAATCTGACGAACAGTGGAACCTCAAAG
TCTTCCCGGGCTGTTTCGGCGGTTCGGCTGTTTCCGGAGCGGGATTCTCCGCTTCGTCTT
CGCTTGACGACGACGAAGACACGTCTTTCGGCATTTCTGTGTTTTCAAAAAGCGGCGGTT
TGCTGATAAAATACTTCTAAACCTCTTCGGCTCTTGTGGCTCAGGAAGCTGCACATGCCC
CGGCCATAA
>CL6366Contig1
GAGGCGTACACTGGATGATTTTTGTGCTGTTATTTATGTGTTTTTGTCGCATTGACGATG
TCATACTTTGTCTTTTATGATTGACTGACAATCAGGCTTCACCCTTTATAAGTCAGCGGC
CGATTTCCACCTAGCGTTGGAAAAATGTTTCATCGTCAGGGTCAGTGGCTCAAATGCTGA
CATTCACAAAAGTATCTTAAATCAAAAAAACAGCAGGCAGCAGACATGCGTCACATACGT
CAGAAGGACTCAAAAAAAATCGAGATAAAGCAGATTGCTGAGAGCACCAGACTTTTTTTT
TATTTTGGTAACCAAGTGTGAGCTTAGATAAAAGTCTGTGTGTTAAAAAGCAAACATTGT
AATATCTTATCATAACATCAATGCCGTCTGTGATGCCCTTCGTCTCTGTGATTATCATCA
GGCACTTTTTTTTTTCTTTTTCAAGTGACTTCAAGGAGAATCCTTGCCCACAGGATGATG



CTCTTCTTGGAAAACCTCTGTTGTATCTACCTTAAATTCAGTTACAGCACAACTCTCAAA
CACTCTAGTTTTATGAGCACTTTTCCATTTTGTCTCTCCCTCCCTTTAGTATGAAACACT
GTTTGCAATCACAGCGTTCTCTTTTAACCTTGTTTCGTTACAAAAGATAAATGAATTGTA
CATAAAAATTTATTATATATAAATAAAAATCTATATGTTAAAAAGTTGNCTTCTTTTAAT
AAAGACACAGAGCATACATTAAGAAAAATTGAAGTTTTAACTGACAAAATAATTATTTTT
CCTATGGCCACTAGATAGAGACATTTTGCTTCCTCTATCCACCTTAAGCTTTATATAANG
TATTCTTTTAAAAATCTATTTTAAAACGTGTCTATTACTTTGAAACTACAAGTTTTAGAA
AATAAAGAACT
>CL6367Contig1
ATATTTTTGAAACATTTGCAATATTAATTATACATTAACCCCCATCAGGTTGACAGGTCT
GTTGTGGTATCTCTTTGAAATGTCAGCTTCAATCAGTTTCTGGAGTTCCCGGGTGCGTAG
TGCCAGCAGGTCGACACGGGGTTCAAGTCTGGACTGCTCCTCTAAGGCTTCCTGCCTCTT
CTCAACCATTGTGGAAGCTTTAAGCACCAGAATGTCTGCCTGCTTCAGCTTCTGTCTCAG
CATATCTGACACACGTTCAACATACCGCGGTGACGCCTGGATCATGAAGAGGTGCTGCAT
CCGGAGAGAGGTGAGTCGGCCGAGGAGGTCCTGCACCCCTGACAGCATTTCCTGGACGTG
TTGGTGGGTCTGGTTCTGAATGACAGAGGGGGCCAACTGGAACTGGCTCATCGATACCAC
ATCGCCTTCCTCTCCCATCTCAACAATGCGCTGAGTTAGGAATGCCTCCAGCTCCATCAG
CTCATCAATGAACTGACTGCGTGACTGAGAGTTTTCCAGCACACCGAGCGCATCCTCTCC
CCTCGCCACACCCTCGGGACAGTCTGTCCCTATGTCAACGATTTCAATTTCTATGGGAGC
TCCCTCTGTGTCCCCCCAGTCGATGGCGCCTGTTGCTGCGTCCTCTGTAGTCGGCTCCAG
ACTGATTCCCCAGTCTGTGATGCCAGCATCCACAACTGAGTTACCTTCTGCTTTTCCAAA
GTTGCCCCAGTCAATCGCATCCTCTGAGAGGGTCTCAGGACTTGTTTCCCCCATCGATGG
CCTTTCCACGGAGGACGGGGCTGTCCCGGTTCTCCACTCATAAAATGTTGCGTGCCCTCT
CTTTTGTACAAAGGTCAGCAAGGGCAGGACAGGTTCAGACCAGTCACACAAAAAGTGTGT
AAAGGCAGTGTAAAGCTTAATCGTTTCCTCTAACTTTGCTGCATCCCTGCCAACTTCCTC
CAGAACCGCTGGCAAGTCCTTCACCAGAGCTTGAAGCTCTCGTGCTACACTGTCACCAGA
GATGCCGTACTGTCTGCAGGCAGCGTAGTAGCGCTCCCTCAGTTCCGCTGCAGAGCTCTG
GCACTCCACCTCCCGCCTGCTGAGCTCCTGCTGCAGCTGCTGAGCTTTAGCCAGCTGCTT
CTTCAGAGCTGGACCTTCATAGCTCACATTACGAATCAGCAGGCTGGCCACCTCCGCCAA
ATAAACATTGTCTGCTTCATAAAGGGACACAATTTCCTGCCAGTCCTTCATCCTTTGAGA
AGAGTATCGTCCGAAGATGTTCTTTGATGAAGCTTCAGTTCCTTTCAGGATCTCAACGAT
CCTCAAACAGTGAAAGTAGTGAATGTAGGATCCAGAGAGCAGCTGCTTGATCTCCTCGTT
CTCTGGCATGTCTTGGATGGCAGCATTGATCTTCTCTCTTATGGTTTTCACTGCACTCTG
CCATTTAACACTGCAGTGACGCCGATCGAGCAGCCAATCCAATAGCTTGTTGGTTTGTAT
GTCGATGGGAAGGTTTTGAATGTTCTCCATCGTTCCTCTATCTCTCCTAAACAAGGGTAC
CTCCAATTTTTAACCGCTGCATTGGTTTAAAAATATCTAGACTAAGGTGTTTGCTGCGGC
ACTACAGATTTTACGGTTTGTGACAGACCC
>CL6368Contig1
GTGACATCCACGCTAGGATGAGGAGAAGCGTTTGTTTTCGTCCCCTGATTGTAAACTAAC
CGTCCTACACCTTGAGAGCCGAGCTCAATTCCCCTCGTGGCAGCTTGCGCTTGTGTCATT
TCCGCTCCGGACTTGCCACCAGACCGGGAGGTATTTTCTTCCCTCGTGGGGTTTTATCAC
CATGTTATCATCCGTCCCCAGCAGGCTAATAGCGCGAAGGTCGCGCAGCCTATCACCTTG
CAGTCGCGTGCTCCAGACGAGCGCCACGGGCGGCGCGAACCACGGCATCCGCGAGACGCA
AGCGGAGAGCAACCGCAACCCCATCGTGTCCACCTCACGGGTGTCCAGGAGGGGCCTTTT
GGCCGATGAAACGGCGGGTGCCTGTGTGAAGCCGTTGGTGCAGTACCACCACCTCGCCCC
TAGGTGGCTGTCGAATCTCGAGAACCGACGCAGTTCCTGGGCGGCTCTGGCCACCAGAGG
GCGCAATAGTAACCAGTACTGGGAGGAGAGCGGGCGGAATGAAGGGGATGGGGGCAAAAG
AGCAGGCGGCGGGGCAGGATTGGCCTCTGCTGGGGCTCTTTCTGCTGCAGCTCTGGCCTT
TTGCTTGAGGAAAGATTCTGATAACAAAGGTGACGCCCTTCTTGAGGGAGCAAGGACCAA
TAATTCAGAGGATGTAATCAGGCTCTTGAAGGANGGCGTGGATCCAAACCATCGCCACCG
TCTCGGCTGGACGGC
>CL6369Contig1
TCCAGCTCACGGCTGGTGCGCTCATCATATTGCCACCAACCATTACGGCCCCTCATAATA
CCAAGCATGATCGCTCGATGCCCCACCCCGACCGCCAGCCGACGCTTTCAGCTCCTCTGG
AGAGAGAAGTGTAGGCCTTTCCAGGAAGTCTTCTGGTACTTCCTGTCTGCAGAGAGCACA
GCGTTTGCTCTGCCAAGATGCACCCTTTGCGCACAGGAAACAGAAGATGTGTTGGCATGG
TAGCTGGACAGGGTGGACACAGCTCTGCAGACAAATGGCACACTCTGGGACGGAAAGCGC
CGGGGACGGGTTGGTGGAGCCAGAACACGACGATTCTCCACTGCTGCCACTTCCACCACC
ACTGCTGCTGCCCTTCTTACTGGATGGAAGTGAGTTAACAGAGTGGTCAACCTCTCCACA
ACTAGCCATCCTTATGAAGTGTCAAAGATGCTTCAATATTGATGAATCATGAGTAGAGCT
TTAAGATCGTCCAATTTTTCACTCTAAAAATGGCTTAGCTTATGTCGTTTATTATTGTAA
ATCGTACCGCCGTACAGATTTCCAATGCTAGTACATCGAATTCCAATGTTAACTCCCCGG
CCATAAGGCCCG
>CL6370Contig1



TCATTTTGTCTTACCTTGAAATACGTTGTTTGTTTATTCCCTCCTCCCCGATTAACTTAG
CAATAATGTTTGACAGTCAAAAGCAAAAAAGCTATGAAAAAAATATATATATATGTGTAA
AATTCTTAGGAAGTTGTTGCTCATTCACCGTGTGGAAGGATTTCTTTGTGTTACAGTGTT
AAACCTGCCTTTTACCTCCTGCTGCCTCTGACTTACATGTTTGCCTCTGCCGTCGAAAGA
CGTGTGGACATTAAATGCAACGTTCTCACTTTTCCAGCTTTTCTGTTTAGAGTCCCAGAA
CACAGTCAGCCTTAAGTTGCAAAAACGTCCTCATCATTTTCTGATTTCCACCTCAAAGGA
TTTCACGATAAAAGCATAGATGCAAATACTTATGGCTGATCTAGTGTAAGAAATTTGGGT
TTTTTTTACCCCCACCTTTTCGATGTGTAGAAACCTGTTTCTGATGTCCGTACAAATGTC
ACCTCAGAGGGACCGTTCCACACCAAACTTGTGTGAGGAGTCTGCTCAGAAGTTTACGTT
TATTGCAAAAATCCAGTGCATGTCAGCCCTCTGGACTTCCCTCATACCATTTTAGTTTCT
CAGCTGGGATTTCAAAAACTTTGAGTTCATGAGAAAATCTGTGATTTGTAACAAGCTTTG
GTTCTTCCGACGTGGGCTCAACTTTACTTAGATATAGTTATGCAAAAACTGATTCCTTAT
GGGAGTATGTTTCATAGACGGAGACTTGACTGCGGCTGTTGTAGAACAGCCTCATGCTTA
GGTCACTTTTGAAGCTGTGAAACACAATACTTCCCTAATTGTATCAAGTGCATTACACAC
ATATACTGTATTTTGTAATACAGAGAATTTTACAGTGTATAAATGGAATTTATCACTGTA
TAATGCTTGTTCATGTTATTTAGAAAGATG
>CL6371Contig1
AAAGGTTCTGGNAATANCAAAGNACAGNAAGAAAATGTTGCATTTTTCCCTGCAAGAAAT
TTCAAAGGTTTAAGCTGTTTTTTCAGTGACAGAACAATTATCCGTGGTTTTCCAGCATAG
AACAACAATCCTCAGGTGATCCACATAAACCATTTTTCAAAGGGACTTTTGAAAAAGTCT
TTTTTTTTTTCAAAGACTGGCTTTAGTCTCAAAACATCTGTTTGAAAATGCATTCAAAGC
TGCACAACATGTAGACCCGTCAGAGTCCGCGTCAGCCTTTAACATTCCTCAGATTCACCA
CCTCCGCTGCACCCCTTAATGGCCAAGACGTTTACAGAAATATGACTTGGTAAACTGCCT
TTACTCCAGATGCCTTTTACACACTAACTATATGCATGCTCAATGTGTGTTTGACTAAAT
GTCACTGATGGTGTGGGAATTCACTGCAGAACAAAGCGCTAGCATGTTTTCAAGCTCGTC
CTTCCTCTGCTGATACAGCAGACGCCAGTCTCTCACTTTCCCAGACTTACGCAAATCTGC
TAAATTTTCCATGCACAGGCAGAGAGTTCATGTGGGGAAAAGTTACATTTAAAATAGAAA
AAGAAAAGAAAAAAAGTCCCTTCCCTCAGTCTATGTTTTACATGAAAATCTGTTGCTACA
TATCAATGT
>CL6372Contig1
CTCCTTTGATCCTGTAAAGATGCCAGTTATAAATGATGAGAGTTTGGTATGATCACATAA
TAAAAAGAAGAGGAAGAAGAAGAAAAAAAGATAGAAATAATAAAAAATAAAAATATAGGG
CATGAGCATGAGTCTTAATGAGTCATAAAATAAATATTAGGAGCAACCCACGCCTTATTT
AGAACCATCGGCGTCGTCATTCAGCCGTTATTTGTAATGCTGGATACATACGACAGAGCC
TCCGCCGGCGAGAGGAAAGTTTTTCGGGAGCCGTTGAATGACACCTGCAGCCTCGCCGGG
AACAGCATGGAGTATTCCGCGCCGATTTCTCTCAGACGCTGTTTGGCCAGTGTGAACTCC
TTTCGCTTTTGCAGCACCGCAGCCGACAGGTCGTTGTAGAAAGAGATCTTCTTTCCATCC
AGCATGATTTCGCCCTCTGCAGCCTTTCGCCGCACCGCCGCCATCACTCTCTGCTTATCA
GGAAATGCGTGGAATCTGATGATCACCGGGCGCGGCCGCTGGCCGACCCCGGGCTTGGGC
GCCAGAGAGCGGTGTGCTCGTTCCAACTTGACACGTCCCCCTTTTCATATCCACACCGAG
GAAAGTTGGTAGCCAGCGTTCAAAAAAGTCTAAAGCATCGTTACCCTCCACATTTTCAGG
AAGGTTAAATATGCGGACATTTTTGCGCCGTCCCCGGTTTTCCAGCTCGTCAATATGTTC
CGTGAGAGTGTCCACTTTCTTCTCCAGGGCTCTCATGTTAGCATGGAGTGGATCGTTAGC
TGTTTCTAGCTGTAGCACTCTAGCCTCCGCTTCATCCAGACGTTCGCTGGCTTTCTTAAG
TTCAGCCGTATGTGCGAGGACTGTTTTAGCCAGAGGGTCTAGCTTGTCGTTGATTGTCGA
CATGAGTTTGAAAGTCATTACCTCCAGTGCTTTAGCTAGCGCAGGCTCCAGCTCCATATC
ACTCTCGTCGTCCTGGTCGCCATGTTGAATCACATGTGAAGCTGACTTATCGGCGATTTG
TTTGTTTTTACGTTTTGTATTCGGCATCTTAAGGTGCTGTTTGGTCCAAAAATGTTCCAA
AGTCATAACACACTCCAAGTAAAGTAAAAAAATAGGACAATTTTAAAGAGAATTTTCAGA
TATTAATTGGGCGCCTAAGAGCTCCGAGCAAACACGTCCGTCTCCTAAGCCGCCATCCCC
GGCCATA
>CL6373Contig1
GGAGGGGGCCATGTCTGAGGAGGACTTCATCGAGGAGGCCAAGATCATGATGAAACTGTC
CCACCCCAAGCTGGTGCAGCTGTACGGCGTGTGCAGCCAGCAGAAGCCCATCTACATCGT
CACCGAGTTCATGGAGCACGGCTCCCTGCTCCACTTCCTGCAGCGGGGGCGGGGTGGCTT
CAGCCTGGGGTCCCTGCTGAGCATCTCACTGGACGTGTGTGAGGGCATGGAGTACCTGGA
GGCCCACGGCTTCATCCACAGAGACCTGGCTTCCAGGAACTGCCTGGTGAACGACTCCCT
GGCGGTGAAGGTGTCAGACTTCGGCATGACCCGGTTCGTGTTGGACGACCAGTACACCAG
CTCGTCCGGCGCCAGGTTTCCAGTCAAGTGGTCACCGCCGGAAGTCTTCAACTTCTGCAA
GTACAGCAGCAAGTCGGACGTGTGGTCCTATGGTGTGTTGATGTGGGAGGTGTTCACTGA
GGGCCGCATGCCGTTCGATAACAACCTCAACCACGAGGTCGTTACCCTGGTAATGCAGGG
ACACCGCCTCTACAAGCCCAAGTTGGCCACGCCCACCCTGTATGAGATCATGCACCTCTG
CTGGAAGGAGAGACCCGAGGACCGGCCCAGCTTCTCCAGACTCTGCGTCATGCTCTCCGA
CACTCTGGAGGACGGCTGACCTCCTCCACGCTGCCTCTGGTGGCCACATCACGCTGATGC



CAGCTTCAGTAGAACCGACCGATGAAGAGGAGAAGTGAAGCAGCTGATTTCCCGCCGAGA
ACTGCCAGCAGTTCAGGAAAACGTTGGATCAGGAGGTCAGGCAGAACGGCTGACCCGGAC
GAGCCGCTCCATCACAAGGTTCTGGTTCTGTTAAAGAGGAACAGATGTGTAGATTTTTGC
TGAAGATCCTCACAAAGTCTAGATTTTTTTGATGCTGTTGTTTTTCTCAAAGATCATGTT
TTNTGATGTTTTGTGTCATTTTCACA
>CL6374Contig1
CTGAAGCGAACCACATATATAAGCACGCATAAAGTACATATTTAAGTTTTTTCTTTTCTC
AAGCAATGATTGTTAGCTAGTGGTGGCTGGACACGCCCCCTCCTCGCCTCTGGAAACGTA
CTCCAGAACCAGAGCAGGCGGATCAGTACCTCCAGGAGGTGCCGGGATGTCATGCCTGCC
TGGGTCATCGACAAATACGGCAGCAATGACGTTTTACGGTTCACTCGGAACGCCAGCTTC
CCTTCCATCACCTTCCCCAATGAGGTGATGGTCAAGGTGTTTGCCGCCGGCCTGAACCCG
CTGGACGTCAGCATGAGAGGTGGTTACGGTGCCGCCACCCTCTCCATGAAGCGGGATCCT
CTCAGCATCTCGCGGTCCGGCAGTGAGTTCCCGCTCATCCTGGGGAGGGATGTGTCCGGG
GTCATCATGGAGTGCGGCCTGGGGGTCAAATACTTCCAAGAGAGAGATGAGGTCTGGGCT
GCCATCCCGCCGTGGAAACAGGGCAGCTTGGCTGAGTTTGTGGTGCTGAGTGCAAACGAG
ATCTCCTGGAAGCCAAAGTCCCTGAGCCACACGGAGGCAGCAGCCATGCCGTACGTGGCG
GCCACCGCCTGGTCAGCTCTGGTCAACACGGGAGGACTGAGTAAGGACAAGTGTGGGAAC
AAACGGATTCTGATCCTTGGAGGTTCTGGGGGTGTGGGGACGTTTGCCATACAGCTCCTG
AAGGCCTGGGGAGCCCATGTGACCGTGACCTGTTCCCAGAATGCAGAGCAGTTTGTGAGG
GGGCTGGGGGCAGACCATGTGGTGGATTACACGGACGGACCTGTTGACGTTTCGCTCTCG
GGGTTGGAAAAATTTGACCTGATCCTGGACAACATTGGGGGGGACACCGAGCGCTGGGCG
CTGGGGCTGTTGAAACCGTGGAGTGGGTCCAAGTATGTCACCCTTGTGACGCCCTTCATG
CAGAACATGGACAGGCTGGGCGTGGCCGACGGCATGATGCAGACTGCAGCTACGCTGGCC
TCCAAAGCCCTCAAGCACCTCCTCAGAGGAGTCCACTATCGCTGGGGATTCTTTGCCCCG
AGTGGTCCTGCACTGGATGAAATCAGAGACATGGTGGACAAGGGACAGATCCGGCCTGTG
GTGGAGGAGACCTTCAGCTTCTGCCAGGTCCCTCAGGCCTTCCAGAAGCTAGAGAAGGGC
CATGCTAGAGGGAAGACGGTGGTCCGGGTCAGCACAGGGGGAACGTGACCCCCCGAGCTG
TTGGAGAGCACGCTGTGCACGTGGGATCCTGTTTGGGAGGATGTTACGCTTTCTCCTCAT
TGCTGCTGTTTTTCTGAAATTCCTTGTTCAGCTGCT
>CL6375Contig1
ATTTGTCTTTATTGTGATTATTCAGACCAAGAAAAAAGCCATGAAAATGTAAGACTACAA
CAGTAGAGAAGAAGTAAACTTAGTTGTAATGCTACATTCACAACGGGCTCAAAAACACGT
TCAAGCGACCACTTCCAATGACAAGTCTAAGGAAATGCACGTACATGCACATTTTGGACT
TCAGTTTTTAAAATGCTGGCGTTCACGCAACACTTTACAAGTTTGTGGCCAGATCTGAAT
TCATTCCGTACCCCAACAGCTTCTGCCTACCCCTACATTTAGCCCTCCNAGCAGAGAGTT
ATGGAAAAATAGTGTCTTCAAATCCAGACGTTACTACCACTCGATGACATCACGAATAGT
CGTCATCTACTTTAGCGCGTAGCTACCTGCGCTCGGGAAAAACTTAATGTTGGTTTTAGA
ACTTTAAAAGGTGCAAAAACAAAAAGTCAATACTTCAGAATCAGAATATTGATCCCACAT
GTGGGAAATTTGTTACTTCTGTGCTTCAGAGCACACCTTAANGTAGCATTTCTTCACCCT
GGAGAAGAAACGCGTTCTTCACATGGCTGAAGAAATGCTACATTTGGAGCAGTGCAGAGG
AGCCAGAAGGCTCGGTAATAAATTTGGATTCCTCCGTTTTGGGGCTCTGGGTACAAAACG
CACGGCCTTTGAATGCACTAGGGTTGGGCGATGTCCCCTAATTTGGCCGTTGACGATGTT
TGCTGTCAACCATCGGGATGGACGANGAAATNGTNGGGGGGGGGGGTATTTTTTACATTT
TTCGTTCTTATATAACTGCTATTCGTTATTTTGCTTTTTTCATTTTATTTCCCAACTAAT
GACTAATCCGCGATGATCCAGTATAAACTGAGGGAAGTGACTTTAACAAAAAAACAACAA
ACAAAATAGAAAAGAAGTGTAGTCTGCTCCCGCACTTAACTAGCGAAGTGGACCGGCGGA
GCGCGGATTTACAGCTTTGTGTTTGATGGGAGGGGGGGGGGGGGNCTTNA
>CL6376Contig1
GATTCTAACTCTTGGTTTCTCTACAATTTTTTAAAACCCACATGGAGCGTGGTACTTTTT
TGTGGCAATTAGAAATTAGAATGCTACTGAAATAGCTGCATCAATAAAAGCTACAACAGT
CTTTGGGGCGGGGCTGCTCGTTCCTGATCCTCGGGATCGACGACCCTGCCTGTTTTCCAG
CTCTCCTTACACTGCTAGCTGCTGATTACCTGGACCAGGTGAGTTCCGAGTGGGGAGACA
TCTGATTGAGCGGATCAGAGCTGATCTTGAGGGCGGTCGGGGTGGTCGGTCTCGAGGACC
AGGAGCGGGCAGCCCTGCTTCAAGGTCTCAACAAAACAAGACCATTTACCAAAGTTAAAA
ACAGTTAGCATGCTACATTTGGTACATAGGCTCTGGCTATAGTCTCTGATGAATTTGCCT
AATCTATCTTAAAAACAAACAAACAAACAAAAAGAAATCCCAAAATACTGCAGTCACCAT
CATCTGCTACATGCAAATTTTTAGCTAATGACAATAATGAGCTCTAAATGCTAGCTTGCT
ACATCTGTTACGCTATGCTAACCAATGCTGTAAAATCCACTAAGTTCTCCATGGATTAAA
TGAAATAATTGAAATCATTATAGGTACTAGCATAATACATGCAATGTATGTTCTACAACA
TACTGAACTATGTTGGCATTTGCCTTTAGCCCTTTAGCACCAAAGCTCTAGCTTAAGTGT
TCACGTTTTGTAAATAACCCCAACTCTTCAGTTGTTTTGGCAATTAACGTAATGTTGGCG
CGGTGTTCCAACCTTGAGAAAAGCAGCTTTGCGCTGATATGCAAAAATTTTAAAGCAGCT
TTTGTAAGCTTCAGAATCTGTTGGAATGATGGTGTAAATGGTTAAAGGGTTAAATGTGAG
TACACGCGTCATCATAGTGGNATCCATATGATGCAA



>CL6377Contig1
AGATGCCAGAACACAGGAGGGCCACAGAGGACGTACAACCAGACCCGAAACCACTTCTCA
GAGCCCGAAAGCCGTGTCTGCAGCTTCGTGGGGGGGTGACCCTGATAGGCCGAAAAGAAA
CACACAAGTAACGACCTACCTAGACGACCCTAGTTAGTCCACTTAAAGATTAATCCAGTC
ATTTCACCGTCAGTCGGAAAACTTGCCTTAAAAAGCAGCGTCTGCCTCACACAAAGGTCC
ACTATGGCCCAAGAGACCAATCAGAGCCCAGTCCCAATGCTCTGTGCCACTGGCTGTGGT
TTCTATGGCAACCCTAGGACAAACGGCATGTGCTCTGTGTGCCACAAGGAGCACCTGTCG
AGGCAGAACAACGGAGGGGTTGGTTCCCTGACTGCTGTGGGATCCAACAGTAGCTCCTCT
GCTGAGGTGTCAGCCATTCAGAGGTTAGAGGCCACCCTGAACAATGCTGCAGCTGCTGCA
GTTGCTGCTGCAGAGGAGGCAGCCGAGGCCGCCGCCGCCGCCTCTGATGCTGCGGGCGCC
TACGCTCTCAGCGGAAGCTCACCTGCTGTCGCTGTAACGCAACAAATGACTGAAATGAGC
CTCTCGTCTGAGGAGAAAGCAGCATCAAGAAGCAAAGCACAAGATTTGGAACCAATAGTG
AGCCAGCCATCCGTCTCCGTCTGCAGTCCCTCCACTGCTGGCAGTGAAGAAGACAAAACC
CCCGAGTCGCAAAAACCCAGGAAGAACCGCTGCTTTATGTGCCGCAGAAAGGTCGGCCTT
ACAGGTTTTGACTGCCGCTGTGGGAACGTTTTCTGTGGGATTCACCGTTACTCTGACAAG
CACAGCTGCCCGTACGACTACNGAGCCGAGGCCGCCGCCAAGATCCGGAAGGAGAACCCC
ATGGTGGTCGCCGACTAGATCCAGAGAATATGAGCGGGCTCTGCTGGACTTTGAATACCG
CCTTCGGTCGTCCGAAGTCTGGAGTGCCCCCCCCCCCCTGTTCNNACTTGCGG
>CL6378Contig1
AGTGAAAATTTCCAAAGAGCAAAATAAGAAGTAAATGACTACACTGATGAAGTGAAGGTC
TTTAAGAGTCACCTCCATGGGAGATCACTCTCATGTACGGCTCAATGATCTTCATGTTGA
TGCGATGCTCATGCTCTCCGATGACGACGCTCCTCCATAGCCTGGCGTCCTGGCGTTCCT
CCTCAGCGCTGTATGTCGGGATGGGGTTGTAGGACTCGCTTGGCACGCTTCTGTTGACGG
TGCTGGGCTCTAGTATTTAAAGACAACAGTTTAGAAGATTCACCTGTGTCCTCTTTTTCA
AGAGCAGGTTTTCCTTCTTACCTTCCCAGTCCAGCTCGTGGTCTGTGTAGTCGTAGTCTC
CTTCATCTGGAGTGTCCAGGTCGTCTACATTGATGTCGAGATCGTCTGGTGTTTCCCCCA
AGTCGTCCTCGCTTTGGTCTAGGGACAAGCTGATTCGAGGAGCAGAGAGCTTCTTCCTTT
GACTGGAAGCTCCTTGAAGGGATAAAGAAGAAGGAGGCACTGAAACAAAACAAAAAAGGG
CAAGAGTTAGGTGCGTTTAACCACTTTTTACACTCATTTTTCTTTTAATGAATGATTCTT
GCTCACCTGGTCGGCTGTCCGCGTCCTCTGAGTTCATTATAGTCTCTGAATCCAGGTCCA
TCCCCTGGAGGACCTATGACAGAATAACCACTCTGTAATAAATAGTTTATGACAACGACA
TATTCTTTCTATGTAATGACTTCTAAGATCATTGTCCGTCTGTGTGAGATGTTTGAGTAT
CGTCTTCCAGCTGCAGCTCTTGTTCTAGTGAGTATGTCAGGGACAAATGAGCATCGTAAT
AGAGTAACTGCAGCAGATTCCATTGACTATATATGAGAACTGGACAGAGTGAGGCATCAC
TAACCAATTCAGTCGCCATTCTTTCCGCCATGTTGGAGTCGGACGGCATACGTAAGCATT
GATTTGTCCAAGACGGTGCAATTTTCTAATCAGATCAAGCCTATAATGAATATGGTTTTG
CCCT
>CL6379Contig1
GCTTTGAGCGTGCAACCATCCAGGACATCTTCTCCAAGATAGATTATGATATTGTGGGGC
CTGATGCTCTTTCCAGGTGTCTGATCGTCTACCCCTGGACTCAGAGGTACTTCGGCAGCT
TTGGGAACCTCTACAATGCTGCTGCCATCGCGTCCAACCCAAAGGTAGCAGCACATGGAA
AGGTTGTCCTTGGGGGTTTGGAAAAAGCTCTAAAGAACATGGACGACATCAAGCAGGCTT
ATGCAGATCTGAGTGTCCTGCACTCTGAAAAACTACAAGTAGATCCTGACAATTTCAAGC
TCCTGGCTGACTGCCTGACCATCGTCGTTGCCTCTCAGCTCGGTAAAGACTTCACACCGG
AGGTGCATGCAGCGTTTGCAAAGTTCTTGGCTGTGGTGGTGGCAGCTCTCAGGAAGCAGT
ACCACTAGAGCTCCGTCGCAGAAGCTAAAATCTGTCTCCTTATTTCTGTCTCAGCAGAGG
CGCTGGCCAAATAAAACAATTTACACCAAANNNNNNNNAAAAAAAAAAAAAAAAAAACAT
>CL6380Contig1
GCAGCTCTGCTGTGACCACAGGGGGCGCTGCTCCAGACCACCAACAGTTTAGCTTGAGCA
CCATGACGTTAACATTCATGTGAAAATATACTTCATTTCCCCCCCCCATCGGTTCACTGT
TGCTATGGTTACTTTGTAGGCGGGGCAATAATGAAAACATTTCCATGAAGATCAATTTTA
ACCTGATGATGTTAGTTCAGAACTTTAGCAGATCCACTTTTTGAGGCTTCCCCTGGAGGA
GACGCGTCTTTCAGGGGGGCAAAGGAGGGGTGTTGGACACAAAGGTGTGGAAACGGACGG
CAGGCTGGAACGCCATCAGCAGCAGCCTCTGCTCCGTCCAGAGGAAACGTCGGACTGCAG
TCCTGGTCAGAGGAGCAGAGATGAGGAAGAGCAGCCCCCTCTTCTCTGCAGGTGTGTCTC
CAGCAGGACCGTCTCCCCCCCGCCTGATCCGCACAGAAAATCAGACTGACACGTTTTTAC
ATCAAGTGCTTCATTCTCACCGCATCTTTGTAAATATGTGTAATTATTAAAAAGGATCCT
GGTTTTCTGTGAAAAANAAAA
>CL6381Contig1
CCCGTTGAAGTGGGAAATGACTCCGTTACACTGTTCCGTTGTGTCCATTCTGGCAAAGCC
CACGCCTCTGCTGTTCCCGCTGTAGTCTCTGAGGATTCGAGTGGAGACGACCTGACCGAA
GGGCTGCAGCAGTTTCTCCAGCTCCTTTTCATCCACAGACAGAGGCAAATTGGAAATGTA
AAGATTTGTGGGGTCCTGCTCCTGTTGCTTGGCCATCTGAGCCTGAATGCCGCTGGTTTT
CAGAGCATGCACGGCCTTTAAAGCAGCAGCTGGGCTGTCGAAATCCACAAAGCCGTAACC



TTTACACTTGTTGGTCGTTTTATCCAGGATCGCCTTTGCAGACTGGATCTTTCCATATTG
GTGGCAGAGTTTAACCAGATCCAGGTCTGTAGTAGCAGGAGGCAGGCCGCGAATGTACAG
GTTGGTTTTGCTGAGCTGTTCCAGGCCTGTGCTGCTGCTGTTGCTGCTGCTGCTCGGACT
GGACGGAGTCATGGGGTAGGACTGTTTACGGCCGGCTGTTTTCANCGGGTTGTTTGCAAA
GATCATCCTGGAGGTTACANATGTATTTTACCTCCCTCCCCTCCTCCCTCCAACCTCCAA
AAAAAAAAAGGAAAATGCGATGCGAGCCTCAACTAGAGACGGAAATCGCGCGTTGAGATC
GGCTCGTAAAATAGCCAGCGCTTTATAACAGCCGCATTATTCTGCTCGGCCGGTTCAGGA
CAGAAATTAGCCTCGGATCTTC
>CL6382Contig1
CTCAAGTGTAGGCAGGCGAAGGAGACTCACACTCTCCTGACTCCCCCAGCGCGAACTTTC
TTCGACTTCTCCTCTCGTTTCTTCGCTGTCGCAGACATGTGGGCGCAGGCTGTGCTGTGC
GCGGCGGTGCTTTGCGCACTCTGTCCGGCAGGGAGGACGGAAGCCGAGAGGGACGAGAGG
CAGGTGCCGGACCTGCAGGACTCACGCTACAACTCAAACAGACTGCTTGGCGCGCTACAC
GATGTCCTGGAAAGGCTGCAGACGACACGGATCAACCCCTGGGAGAAGAAATACGGACAG
GTTCCCTCTTGCGACCTCGGAGAGCACTGCGCCATCAGGAAAGGATCTCGCATCGGGAAG
ATGTGTGACTGTCCTCGAGGAGCTTTCTGCAACTTCTTCCTGCTTAAATGCCTATGAGCC
ACACACGGCACAGCGCAGGAGCTCAGACCCAGAACCCATGTAACGTAGCCTTTAGAGGGG
GGAATGATCCTCCATCAAGCTTCATGTGAAGATCCGTGTTCTGCATTAAACATGTTTTCC
NTTCCNNNAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL6383Contig1
GTGACAGGAAAAAAAAAACAACAAACAGGTTACCTCAAACAAACAAGGAGAAAACAGACG
CTTTTCAAACAGGTTTTTCTCAGAAATATACCAAAATATACATCTAAGCTTTGGAATTAC
TGAGACTACGACTGAAGCCAGTGCTGGGTTTGTCTCTGGTACATGCTGCAGGGCAGGAGG
GACAGAAAACAGACACAGGACAGAAAGATATCTTTGGTATCTGCACTTGTCAAAAGTTAA
ATATTTGGATTTTTGCTTTGGAATTGAGCTCGTGAGGCCCAATGGCCACACTTGGAGTTA
AAGCCTTAGACAAAGTGTCGCTCAAGCCCCAGATCTGAGCCGGAGGGACACAGTCCATGC
AGAGAGAAGGACCATGATGCATAGTGTCACAGCTGACCAGTCTGTAGTGAGAGGACTACA
TTGGAGGAGGGGGAGGAGACTTTAAATGTCCTGGGGGTACAGTGTACGGGTGATGAGGAA
GAGGAGGACACAGAGAGACGGCATTTTCACCTTCAGAGAGACAGTGGGAGGAAGAGAGGG
GCTCCAGACAGGCGAGCATTCAAAGTCCTGAAGGGGTACAGTGTTTGAGAGCCGGCATGA
CCCCGCCCACTGAGCCCCCCCCCCTTCTGCCATCCCCGCCCCTCAGGCACTGAAACCACT
GCACTGCCACAAGCGATCAGACGCAGGTCTCCAGGTCTCGGGCGTTTGATGCCGAGCAGT
GGGGCAGGGATGGGCGAGACATCGGTGTTTTACAATCAAGTTCTTCATCTTTGGTCAACG
TCGGTAAAACTGGGAAACCGAGAGCGGGCTGAGCGGGTGCGCGGTCACGTGGGAAGGCGA
GCCCACACCTGTGCCGGAGAGAAACTAAAACAGGATTGTCAAATTGAAAAGAAGT
>CL6384Contig1
GAGGGCCTCACCGAAGGGAAGGGAGTGAGCTCGTTTGCTGTGCACCCTGGTTTCGTGCAG
AGCGGCTGGACGTCCCACTACTCCTTCCTGTTCCGGATGCTGATGCAGGTCGTCATGTGG
ATGTTCTTTGTGTCAACCGAGATCGGCGCCCAGACCGTCGTCTACTGCGCCGTGTCGGAC
GAAGCCGCCAAACACAACGGGGGTTACTTTGTGGACTGCAGACCCGCCGTTCTACGTCCT
TTCGCCAGAGACGAAGGCGTGGCCAAAAAACTGTGGGAGGCGAGTGAGAGACTGGTTAAA
CTGGCGTGACTCCACGCCAACTTTTGGATGTACATATCTAATTTAATGTTTTATCTTCTT
TACAAGTTTTTCAAGAAGTAAATTGTCTGAAATGTCCAAAAGAATTATTACCAGAAAATG
ATAGTTTTGTGATGTGATGAATCTAAAGAAATGCATGAAAGGAGAAAAAAGACTTTTATG
TTTCATTGTTTGGTTTCTGTTTTATTTATTAAACTTTATTTATNANANAAAAA
>CL6385Contig1
TTTTTTTTTTAGTTAGAACAAAGGATTTATTCTGTGACTTTAAAATTCTAGAAACATTTT
TAATAGAGAAAAAGCTCAAAACAAACAACTTCTCTAACACAGAAAACTGGAAGAATGTGA
AATAAATTATTGTTGACATTGACGAGAAGATTAAACAAAAAAGAAATGACTGATAAGGCC
ACACGCCAACACAACAGCTGTAACAAATGACGACACAAGGACAGCGACACAACCATAGTG
TTCTCCGCTCAAATGCGTGGCATGTAGAAACGTTTCTCTACATAGAAAAGTGGATTCAGT
TGAAGTGCAGTCTCTTTCGGGCGTCTGCGTTCATGTGGCGGGAATCTGCGGCAGGCCGAA
CTCGTCCACCAACACGCCGTCCTTGTTTGTCTTGCTGTCACTGGGGATTCCTTCAGGGAT
GGACGGAGCAGCCGAAGCCTCATCCAGGTAGGAGCTGTCTTCATCCAGCAGCAGCTCGTC
ACCCAGAGCATCCAGCTCAGCTTCAAGGTCCTCCTCATCGATGTCTGGAGTTCCGTAGCT
GCGGCTCAGGGACTCCTGGACCTCACCTGCCTCCTCC
>CL6386Contig1
TGAAGGGAAGATTCTTGTCTTCACTTTGTCCTTCCAAACTGCTAAGATGGTTCAGAGTGT
GGTGAAGATTTCTTTGGTTGGCCTTTTGTTCTTCAGCTTTGGTGCTTGTTATCCCCCCAG
AAAAGCAGTAGGTTCAGGTCAGACCGGGACGGGCTTCGACGGGTCCACTTACAGCAGTGG
TGGCGCTATCTCCCAATTTGGTGGTTCTGGCCGTGGATCAAATGCGGTCTTCAATGAGCA
GGATGCAGGACTGGGACAGATCGCTGAAGACGCCATGAGCTACAAACCTGAGCGTCCTTT
CCCACGCTTCGCCTGGACCCCTGACCAGGTTCCCCTGGGCATGGTGGAGCAGCGCCCGCT
GTACCCCTCATCCCACATCGTCCGCGTCAGCAGCGGGTATCAGCGAGCACGGGACTTCCG



CTCCGACGCCAAATACACTCAGGATATCTTTGACCACATTCCTCTGCTGGATACCGGAAA
GGGGAACTTTCCAATGACTGACTCCAAAGGACACAAGGCCTACTGAGGTGAGAACAACTC
AGCTCAACAACTTCAACTCATGATGTTGCAATCTTATCCTATCCTAAGTTTGTTTCTATT
TCTCCAATTAAAATGGACGGACTTAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL6387Contig1
TGCGCACTAGATTTATACAATCCTTTTCNATTAAAGGGAAAAACGGAATCCTGGATACGT
TTAAACCCATAGATCCCATCAGCCTTTACATTCATTCCATTCGTTTTATTGATAAATTCC
ACGACGTGCATAGAACGAGAGCCTGCAACAGCAACAGGAAAAAGGTTTAAAAAATAAACA
GGCAGCACAGATCACATCCCTTCAAACCACGACAGTGAGCTTCATCCACATTTACATTGG
TTTCTGTAACCTGCACAGATGTGAAAGCTGAAGCTGCACAGCTGTTGGATTTAATTGGCA
TCCCTTCACAAGCACAACACTAATGAAAATATAGATTTTGAAATAAACTTTATATTAATT
TGAGAAAGCCTCTCCTTCAATACATTAAAGATAATGCACTTCTGTTTGTAAACGAGCTAT
GCGGCGTCAAAATCTGCTCCAGAGAGAAACATACAGATGTAAACAAACAAAACAAACATC
AATTTAAATCATAAAGTTGTTGAATTAAAAAAAAAATACTCCATCTGTCACCACCTTCAA
AAACAAAGTAATAAAACCTCCCATTTGGTGGTTAGGAAACCAGCATTTTAACATTTTGTA
GTATTTTACCAGTTTTACCTAGTTCTGGTCGAAGCGGGTTTAG
>CL6388Contig1
TTCGGCACGAGGGAGCCGCCGGAGGTCCAGGTGATCCTGCAGGATGATCATAGTGACGGC
TCAGCACAAACTGTGGACCGAGGTCCTGCATCTCCTGGGGGGGTGGAGGTGACAGAAGCA
GGAGATCCCACTTCAGAGGCAGCTGTGGTCCCCGGCAGCCCCCCCACCTCGGTGGACTGC
CCCATCTGTCAGCTGTCCTTCCCTGCCGGCGACATTGAGATGCACGCTGCATTCTGCAAC
GGGGGGGTGGCGGATGATGGGACGAGCCTCTCAGGTTTCCAAGAGTCCCCGAAGCCTCGA
CGGCAAAGAGCGAGGAGAGCAGAGGCAGCAGAGAGCAGCCAGCCGTCAGACGCCTGCAGG
ATTTTAGAGAAGTGCTTCATCTGCCAGAGCGCCATTCCTCTCAGAGAGTACAGCCACCAC
ACGGAGCTCTGCATCCGGCGCCGGAGGTCCAAGCTTGCAGCTAAGGGGAACCTGTTGTCG
GCGCTGCAGGACACCGAGAGCAGGAGCGCAGATCTCCAAGCATCCGGGTCCAAAGTCCAG
CCCGATGATGTCATCGACCTGCGCAACGACGACCCCGACGCCTCCCGGGTCACTGACTCC
CCCATCAGAACCTTGACTCCCATCTCTGAGGTCACGGACTGCCTAGTCGACTTCAAGAAG
CAGAATCGGGCCAAGAAGCCCAGCCAGAGGAGGAGATGACAGTTGTAGCTTTCCCTCTGG
ATCCTCAGGTCTCAATGGAGAACAGGTTCAAACCCCGCTGTCATCGTCAAACAGAAACTG
AATGTTCTGCCTCGTCTTCTTCAGATCCCTCCCCTCAGCTCCAGTTGCTTAGAGGTCTTT
ATCTCCAGCTGGACCTGGTCTTCAGTTTCTGATCCTGGAGGAAACTTTTCGCACAAAACT
GATTAAAACACAAACTTAAGCAAATTTAATTGAAGGTTT
>CL6389Contig1
TATGTCGAAAGAGGGCTCTCAAGTAGCGTCCTACCACGGCACCGCTCCTCTCACCATCCC
AGAGAAAGGTAGCAGGGACTCTGCAGAGAGGAAACGCCTCACGGGGTCAAATTCCTTCAG
TGTCTCACACAAACTTGGAGAATCTAAGGACAGATACACACGAGGGAGGTCAGCACAAAG
TAAAGCCTTCAGAAATGAAGAGATGCAGAAACACAATCAAAGGAGGGGAAATGACTTCAA
AGTTTCATCTGAGCTCAGGAAACTGTGTCTGGAAGATTTCCCTTCAGACAGGGAGAGGCG
GGTGGGATTGAAGTCAACACAAGCCATCAAGATGGAGCCCTCTGAGATTGTTTTTGGCGT
TTCTCCTTGTTTTTTGGCTCTAACTCAGGGAAGGAGAAAGGCAAGTAGACTGTTTGTTAA
AGCTGGCGAGGCCTCTCTGAGAGCATCTGTGTTAAAGGTCTGTGAGGAGGCGCATCAACA
AGGTGTACCAGTGAGTCGGGTGAGCAAGAAGGACCTGGACCGCATGTCTTCTGGAGGAGT
ACACCAAGGAGTTTGTCTGGCAGCAAGCCCTCTTGGTTATCTTACTGAGGACTGGACAGT
CAGCGGGGGCCCCAGCACCCCTCTGTGGCTTGTCCTGGAAAGAATCCAAGATCCCATGAA
TCTAGGGGCCATTTTGCGCTCTGCGTACTTCCTTGGCGTGGATAGAGTCATCAGTAGTTT
GCGACACAGCTGCCCATTGTCTCCAGTGGTGAGCAAGGCCAGCTCGGGGGCCATGGAGGT
GATGGGGGTGTATGGATGTGAGAATCTGGAGGAAATGCTTAAGCTAAAGCTGGCGCAGGG
CTGGCATGTGGTTGGCACAGTGGGACATCAAGCAGTGGACTCAAACATCCGTGTCACCCA
GTGTTTAGAGTTTCAAATAACCAAACCCACACTGCTTTTAATGGGAGGAGAGGGGCATGG
ACTGTCAGCAGAGCTGCTCTCCCTGTGCCAAACCTTTCTCTCCATCACAGCTGGCAAGGA
GCTGCCCCCCGGCATTGAGTCCCTCAATGTTTCTGTAGCTGCAGGTATCCTGTTACATTC
TCTATTGTTCTCTAGGGGGTCAACAAGAGGCTGAGCACCATGAATATTTGCCTGAGTAAG
CCTTAAAAGGAAAAATAAAGAATGAGCTATTTATGCTCTGGTTTCTTTATTTGCATAACC
ATTCACACTCAGCTGGATCCAGTCTCATTAAAGAAAATTGTTTTCCAATGTTACTTCTTC
ATTGACTGGATGCTCTAGTTTGATTTGCAAATTCAAACAAAGCTTTTTT
>CL6390Contig1
AGTTTATTACAATGGTGAAAGTTCGGCTACTCCTGTGTGCAATCGCAAAAATTCACCAAC
TTTGATGTTCGCTGGCTTTATTAAAATAAGAAATGCATCTTTAATCATTTGGAAAAGAAA
GTCTAACTAAAAAAATAATGCTCAAAGGAAAGTTAATACAATCTGTAATATTCCCAGAAG
AACAGTTAAGACTATTTCGGAATTAATTCTTTAAAATAAGTTCTGTTACTTTCAGCAAAC
TAACAGTTCTCGGCTCTAGGAATGGAAAGAAAAAGAAAGACATTGCAAATGGAATCCTGT
AATGCAATGAGAGCATCCTTGTGTTACATTCAAGGTTCTAAGTGCTACTTGGTACATCCC
AGTTCCTACTCTTTCATTCTTTGGTTTGTCCTTCCTAATCATGACAAAGCCTGTTTTTGT



CACCTACTTCCATCATCCTAACACCTTAATCCCTGGAAAATAGAATTCCACCCATTATTA
ATTCACCAAATAATATTTCCTGGGTTTTTTTTTTTTGGATCACTCCACAACATTCCCTTT
AAAAACGTCATTTTCATGTCAAATGCCGGGTAAACAAATGTTTGATGGATGAGCTCCAAT
GAATGACTGAGTTACCTGAAAATTGTTGTTTTAAGTCATCTTTTTGCTGCTTGATGGATC
CACACAGTGGAAACAGTTCCATCCTCAAAGACGCCCAGATTTTGCAACATGCTAGCTCAC
TTATGCTACTGACTTACCCCCCCCCTCCACTTTCTAATCTTATTACAACTTAAAGTTTGT
GAGGGTTGACCCACTTATAAGTGCCTTCATAGCGAAATCCAACTCTCTGTACAAGCTCAT
CTGCTTCTGCCGGGCCTCGGCTTCCATATTTGTAAGGAATTGGTTTTGGCTTCTCTTNGT
CTATTTGATGAAGGAGAGGAGTGAATATCCGCCATGCTTCTCTCAGTTCATCACTGCGGA
CGAAATGCATCTGACTCCCACAGAAGACATCCAGGATGAGCCGCCTC
>CL6391Contig1
TCTGTTTATTAAGATTTCACCAACACAGTTCATGAAGCCAACAATCTTTCAAATCTAACC
ACAATGCATTGCTGTCAATTAGAGCAAAGGCACAAAATGGACGTTTGGAGCTTTATTACA
TAAGCACACAAAAATGTCCTTTTATTCTGCCGTTTTTCCTTCAGCTCTCCCTTAGGGAGG
AAGATGAAAGCAAGTTTGTTTCACAGCACTTAGAAATGTGTCGCTTTGGGGACTCGTCCT
TTTGGGGACTCGCCCACGCGGCGCACAAATCCCACTGCAGCCGTCAGCTTTTACTGCTGC
GCCGCGGCTCTTCTTTATGTCTCAGTTAGGAGGAAGTGCTGACTTCCTGACCTCCACTGA
GAAAACACATCTCAGCTCTCACCTCCTCGTCCAACATCTGCAGGGGCCTGAGCGGTCCGC
AGCTCGTGGGATAAAAACCAGGCCAACAGCCGAAATGACTTGGATGTGTTTCCATGGTGA
AGCTCCAAAAGTCTCTTGCTGTGGGCCACATTCTACCACCCGTTTGCTCTTCTTGCTGCT
TGGTCACATGACATCACAACATCTAGTTCCTCCACTGTTCAAGGCTGTTAGAAAATCCCT
GTTACCCTGCAGACGAACTCGTTCGATCAGTCAACACAGCANCAAAGTGACATCCCGTGG
CCTTTCTGGCTCCGCTCACATGGCC
>CL6392Contig1
TATTGGAAATAGTATGAAGGAGTAAAGACTTGTACCAAAAAGACTTGGGCTCCAACTTGC
ACCACTGTTCTAAGACTTCAGACTCGACTTGGTTGACCGTTCACCTTCTAGAGTAACTAA
AGAGTAAACTTGTACTCATGACACCTAATCTCTAATCTCTGACTTGAACAGGTGCTTTTA
AGACTTGAGGCTTGACTTGGACTTGGGTCAGTTCTTGCTGCCACAATAGCCCTTGTGGGA
GAAGGGTGCATTCCAACTCGCAATCAGCAAAAAAGCCTCGACTATCTCCTTTTTTGTACT
CACTAGACTCAAGTCCTGACTTGGACTGGTGCTTTTAAGACCCGAGTCAGTTAGGTCTTA
CATAGTTATTTATCATAGACTTTAGTTCTGACAAGGACTTGAGAGACTTGAACTCGACTA
CCTTGGGGGTCTAGTTTTGCCTCTCAACTAATGGACCCAACCCATCCTTGTTCTTGTAGA
GGCGCGGTGGGCGTGGCTTCAGTGCAGTGGCTGCTGTTTGCTCTGAATGAAACAGGTCAG
TAGCTGATCAGGTTTCCTCTCTGAAAGACCCCTCCCACCGGGACTTGGAGTTTAGCCGTT
TGGACCTGCAGACCTAAGACTCGAAAGGGAACTAGAATTGGTCCCTCCTGAAACACAGAC
CCCATTTGTGAGGATGCTGGTGTGGGATCTGGTTTAGAAGTGGCCCTGAAAGTGCAGAGA
AGCTCCGCCTCTCAGGTTCGTGACGCGTTCGCTGGCTTTGACAGGAAGGACTCGGCTTCT
CAGCAGCTGAATTTTTGCCTCCAACAGAAACGGCTAGACTAGGAACCTTTGCTTTGTGTT
GGGCACAGTTTTATAATCTTCTGTGGATATGACATGTATTTGATATGGAAAAAAACAGAC
ATTTGTATTGTGCCTGCTGCTGTTAGTGTATTTTTTTTTACTGCTCTCATTGTAAATGTG
CTACAGCTTGCTACGTGTCATTTCTGAGTCCATGGGTTGTGCTTGTCGCCGCTTTCAGTA
TTCAAACTGCCATACGCACTAAGGATAGGCAAAATATTGTTTATTAGTTATGAAAGATCC
TAAACATAGGGAGGTCGCAACAGGAAAAAAAAAAGTATNCCTTTACNGCCTTTGAANCTA
GAGCATCACTTTAAGGATANAAAANCTGCANCANGAGGAAAAAAAAAANCT
>CL6393Contig1
CCCAGTTACCTCAGGGCAAAAGGTGGGGTATACTCTGGGGCAAGTCGCCAGTTCATCGCC
ACAGACAGATACACTCACCTCCTCTCCTAAACTCAACCTACATGTTGTAAAGACAGGCAT
TTGTTTCAAAGGGAGATCAAACTCACTCCAGAGGGACAATTTTATAATCATCAATCAACC
TATGAAGCATGTTTATGGACTGTGGCATTCAGCTGCTATAGGACGACCCAGCCGGCGTTT
CAAACCAGGAGCTTTGAGGTGTGAGGCAACAGAGCAAATTTGGCACACTACTCACTCAAA
TCTATAGTTGGTTAAATTCTTTGGAAAAGTAACTCAGGTCTTACAACAATGTACAATTTC
TGACCAAAAGAAAGCGCATCATCAAGCCCAGTCATCATCACTTCACCTCAGCTGTTTACT
AAATATGTTCCCTCGGAGTCAAGGTCACGGTTGTTTTAATATTTTACTGTCTCTTTTTCT
TTTCTGATTTTATTTTCCTTTTAATGTTCATTCCTGAATTACATTACTTTACTGTATTTA
TTTCCTCTTTTGTTACAAATTCCAAATTTTCTCTTGTTTTTTCCCCCCACAGCGTTAAGA
GGCCCATTTTTAAATACATTTCTGTCCTTAGATTTAGTTTAACCCTTGTGCTTTCTTAGA
TGACCCCACCCTTACATTGACGTGTTCTCCCTACCATGACAAAGGTGGATAAAGGTGGAA
AGATTTCATGTAATCCATGGACACCAGGGAAGATCACAAATCATTGAAGAAAAAAGGTTC
AGAGCACTGTCTAGTGGGTCTAGATGACCCAACTCCCAATGTTAAAGTGCCTAGGATAGC
ACAAGGGTTACATGCATTCATGTATGAAACATAACAAAAATATATTCTATTTTTTAAGTT
TGATATGAAATATGTAGGGATTTTTTCATTACTGAATGGGAGTATGTACTTTGTAACTGT
TTCCATTTTTACAATATTTTTTACTTTACTTTGTCTTACTTTGGGTGTGAGGCAACAGAG
CAAATATAGCTTTTTACTTACTTTGTCAGTTTTTTTGAAAACAGGGTTATTCACATGAAC
AGGGTTGTTCACAGACTCCTAGTTAACATCCCTCTATCTTTTTTTCCATTTGGCATAATG



TTTCAGCAAAAATACTACTAAGTTTACTCCTCTTTTTAAAACAATCATGTGTGCAAATGT
TTTCCTTAAACACATCACTGCTGCATAAGACAGTAGACATAGAAACATTCAGGGTGTGCT
ATTATTGTTGTGCATTACCTGAAAATACCTGCAGGCATCAGACAAAGGGAACATTAAG
>CL6394Contig1
AGCATCGGAAGCATCAGCCTCGGTGGAGACCTGGACCAGGACCTGGATCTGGACTGTGGT
GCGGCCGGAATCTGGTTCTGGGGGGCTTTCCAGTGTGATGCCGCCGTGTGATGGGAGCAT
CCGCCGCGTAGGATGGGCAACAAGCAGACGACCTTCACCGAGGAGCAGCTGGAGGCGTAT
CAGGACTGCACCTACTTCACCCGAAAGGAAATTCTGAGGCTTCATGGACGATTCCGTGAG
TTGGCTCCACATTTGGTGCCGCTGGACTACACCAACAACCCTGACGTCAAAGTCCCTCTG
ACCCTCATCGTCACCATGCCGGAGCTGAAGGAGAACCCGTTCAGGGAAAGAATCGTGGAG
ACGTTCTCTGAGGACGGACAGGGGAACCTGAGCTTCAACGACTTCGTTGACATGTTCTCT
GCTCTCTGTGAGGCTTCGCCGCGGGAGCTGAAGACCATCTACGCCTTCAAGATCTACGGA
GGACATGGACAAAACCCTGAACAAGCTGACCAAAGGAGAGCTGACGGCAGAGGAGGTCGC
CCTGGTGTGCAACAAAGCCATCGAGGAGGCCGACCTGGACGGAGACAGCAAGCTCTCCTT
CGCCGACTTTGAGAACATGATCTCTAAAGCTCCAGACTTCCTCAGTAACTTCCACATCCG
AATATGAGCCTGGACCTCGCAGAGATCCTGCAGACAACAGAGGTCTCAGTCGGATCTGTT
TCCGCCTGACAGTTGGACTCTCAGCCCGGTCAGGCTGGACCGGACCCAGTTCTCCATGCG
CGGTTCTGCAGAGCAGGACTGAAGGGACGGCTGCGTTCTCCAGGACATGGACCACGTGTT
CTCCCGTGTAAAAGCACACCTCCTAAGGGCACACAGTGAGGAGCTATGCAATCTTCTGGG
TGATGTGCATGTTGTATAGCTTCCAGCTGGCGCGTTTGTACTTCTGCTGAAGCGAGGCGT
TCTCGTGACAATCATCGTAAACTACAGCTCAGCTGATGGAAGGGCTCTCTGCTCTAAGTC
TGGCTTTGATACTTCCGCTCTGTTTTCCTTCAGACTTGATGGTTTTTGGCTAAAGTCAAA
TAAAAGATTTTCCTGCTGC
>CL6395Contig1
TTTTTTTTTTTTTTTTTTGTTGCTGAAAATCGGATCTTTATTTATTTGCCCCCGGGGTAT
GAGATACAACCACAAAGACGCTGTGCAAAGAAAGCAAATTTAAAGTCACACTTATGGAGA
GTCAGCAAGCACAAACACGGAGAGGAAGGTTTAAGCAGGAAGTCACGCTACCAACAACAG
GAAGTTCCTGAAAGAATCACAAAAGCACAAACGGCCAAATTCATCAACACTTCAAAACAA
AGCAAAGAGTCAGTTTCTATTTTAGGATATAAACCATTTTTCATGGTTCTAGAATAAAAA
CCAGTTTTTATCTGAACGGCTCGTTTATCTCATTACTGCTGGTTGCACTAAAGAAACACA
AAAGAGAGTTTTTTCTCAGAACAGATCAAATATCGAACATTAAAAAGGTAAAAAGCAACA
TTTTTATGAAATGTTTGAAGAAAAAGGAGCTGAAGATTCATCGGCTTTATAGTTATTGTC
TTCAATGTTTTTGTTATGTAATCATTTTTATTTCTAGATTTTTCAAACTGATTGTTTTAT
AAATGTGCCACAAGTAACTTTAATAAAAAAAAAATCACTTCAAATGTTTTTGTTTGGGGA
AATAAGAAAAAAACAAAGAGGAGTTTTTATTTCTTATTTCTAAAAAAAAGTCTGCCCCCG
GCCATAATGCCGGGTTTAAA
>CL6396Contig1
GGGGATGCATCGGACTACTCTCCCTGGATGCTAGCTGGCTCGCTAACGGGGCTGTCAGGT
CTAAACGCATCGGCTCTGAAGGGGGAAGCGCCGCTGTGGAGAAGAAGCAGAAGGGGGTAC
CGAGCGCCGCTACGAAATGGCCGGCCAACAGTTCCAATATGACGACAGCGGCAACACATT
TTTCTATTTTCTCACGTCCTTCGTCGGACTCATTGTAATCCCGGCCACATATTACCTCTG
GCCGCGGGATCAGAATGCTGAACAACTGCGCCTGAAGAGCCTGCGGAGAGTGCATGGCAG
GTGTCTGTGGTACCGCCTCCGGCTGATGAAATCTCAGCAGAGCTTCGTTCCAACACTAAA
GAAAGCAGCCTTATTATTTGGGTGGGCTGTGTTCCTGCTGCTAGCCTACAAAGTGTCTAA
GCTGGACAGAGAGTACCAGGAGTACAATCCTTATGAAGTCCTCAACCTGGACCCGGGTGC
AACTTTGTCAGAAATCAAGAAGCAGTACCACGCTCTGTCTCTGAAGCACCATCCCGACAG
AGGTGGTGACGAAACCACTTTTATGACGATCGCCAAAGCCTATTCTGCTCTGACCAATGA
GCAGTCTCGGCTGAACTGGGAGCAGTATGGTAACCCCGACGGTCAAGGAGCCACCAGCTT
TGGTATTGCTCTGC
>CL6397Contig1
TTTTTTTTTTCCCCCNNAAAAAAAAAAAAAAACCCGGGGNTTTTTTTTTTTTTTTTGCTT
TAAAATAGAATTTATTAGATTTCCATTTAACACAATGTTAAGAAGAATCCTTAATAAAAA
CAACAATCCTCAATAAAAGTCAGTAAAAAAAATATTCTGGAGGGGGAGCTTACCGATGTG
GTTAAAACTACATGAAAACAAAAGCAATCAGCACCATTATTGTGAAGCACTGCACACATG
ATGGGGAAAACCACCACTAGACGCGGCAGGCCTCCCACCTCCTAAAACAAGAGCAATAAA
ATTAACACACAATAAAACCCAGACAATTAAACACTAAAGATAAAAGTGATTCATGTTCAG
GGGCGCCGGGTACATTAAAAGCCTCCTGTTGATCAGTCTTCATATTTAGACTTCAGTGTC
AAAGGTGAAGAGGAGGCAAATATAAAAACACGAGGCTCATCCTAAAAAGAATGAGTCCAC
TTTGATTTGACTCCATGCTTTGTGCCAAAGTTCATGAAATCAGTGGACGTAGATGAGAGG
TCACAGATAATCCAGCTGTGATGCCTCCAGGTGCTTCAACATGTGGTCCAGCAGGAGCTT
TTCGTTTCCTGGATCCTTCAGATAGAAGTGAGCGCCGTCGAACATCCTGATGGTGAACTC
CCCAGATGTGATGCATCTCCACTCCTGTAAATTGTGAGGAAGGTCGTCTTTTCCGTCCAA
ACAGGACAGCGAGCAGTGGAGAAGGGGACGCTCTGGCCTGGCACACCTGTAGTTCTCCAC
CACGTGCAGGTCGGCCTTGAGTGCGGGCAGGAAGAACTGCAGTACCTCCGGGTTCCCCAG



CAGCTCAGGAGGAGTACCTCCCATCGAAGATAACCACCGCAGGAAGTCCTCGTCTGATAG
CTCACTTCTCCTCTGTGACTTCAGACGGATCTCCGAAAAGGGGGCGGGAGCGCCGGACAG
GAACATGTGGACCGGTTCCACATTGTGCTGTTTCTTCAGACGTTCGGCGACAGCAAAGCT
CGTGAGGGCGCCAAAACTGAAGTGGTCTTTGAACCTGAAGGGAGGGAGGTCTGTTCCAGA
TCGCAGGTCCAAGTTACTCTCCCCGGCCATAAGGCCCGGGTTAAACGGCG
>CL6398Contig1
GGGCCTCCAGAGGAGAGGGCAGCTGGCGCCAGGGCAGGGGCCCAGCCCGGTCCTACCGGT
GCCAGGCGTCCGGCCGGAGTCCAGCTCATCCCGCTGGGCAGCGATATGGCCTCCAGAGCC
CGGCATGCCATCACCCACACGCCACGCTCAACAGCAGAAACTGCATTCAAACATGCAGAA
CCCATGCTGTCCCGGCAGTTTCCATCTTCCATTCGTGTTTGAGTGTACCGGATCACGGCA
GCAAACTAAAGGCTCCGGATTCAACTTTGAAAAACCCGGCGTCTGCCGAACCCGCAGAGA
AAGAACTGAGGAAATGTCACCAAAGCCGACCTCAGAAACTGATGCTCCCCATCAGAAAGA
CGTCCGACCTTTGTCGCTGGTGTGGTCAAAGAACACAAAACGTTTCCATGACAACAGATG
AATACCTCACTAGACATCAGAATGCTTTAGTGCAACATTTCCTAAACCTCTGTAAGATTT
CTTCACCAGAATTCGCCTTTTTAATGGCCGCCCTCGGGGGGCGGGGCATCTGTGGATCAT
GAGTCTTAAACGCATCACATGCATTTGTGCTGTATCTTTTTTATGAATGCCTTTTTACTT
TCTAACGGAGTCTAATTCGGATCAAACCACATGAGCTGATCAGATTTTTTTAAGCAGTTA
AACCTTTTTCTCCTATTATTTACACTCAGCTGGTATTTATATAACTTTTTGCATGTTGGA
ATGGAGGTTTCCCTCTCCCTTTACTTTCTGTAATTAAACTGCATATAAATATTAAGTATT
CCT
>CL6399Contig1
AATCTTTTTCCTGTGATGAAAACGTTTTTCCATGAAGGAATTGTTCACCGGAAAACAAAC
AGAGGAGTTCATGGAAAGAATGCACTAATATATTTGTTCATATGGGTTCTTTTTGTATTT
ATTTTATATAAAGATCTTTATCGCTGTGGTTTTTTTTGCTGGGAATCCATTTATTTATAG
GGAGGGGTGTTTTTTTTTGTTTTTTTGGGTGGTTTTATTTAATTTAAGATGATTTTTTTT
TTTCCTCGTCACACAAATGAGCAAAAGGGGGAGGAGCTTTGAATGAGAAATTCCTCGTTT
GCACCTGCAGGTCGTGCCTTTTTCTTTTCTTTCACAGCCGGCCTAAAAACAGCAGAGTAA
TCAGATTACTGCAGCGCCCCTCCTCCCCCCCACACACACGTTACTTATTTGCTTTGATTT
TCCGTGGAAGGCTGTACAGAACCAAGCGTCCATGTCCCGCCTCGGCGCCGAATGTCTACT
GTAAGACGCAGAAGATGTTTTGTCTTTTGCAGAACCCCCTTTTTCCTTTGCAGGCGCGAG
GTCCTGTGTTCGATTCCCGACCCGGCGGGAAGAATCCCTTCGTTTTGGGAATGGGCAGCA
GGGCGGGGAAGTTTGTAGTGGCCGTCCTCCGGGAGTCAGAGGGACACGACTT
>CL6400Contig1
GCTGGTAGGTGAACGTTTACAGTTTTGGTGAATCAATCCTCCTTTTTTTTTACGTTTTAA
AAAAAGTACTTTTTTTGTTGTTGTAACTCCACATCCTCAGTTAAGTTTTTGTGCCACTTT
ATGCAGGTCTCTTGTTTTCTTTGACAACACTTGTTGGCTGCTGTTTTTCATATCAAAGTT
GTCAAAAATCTTAAAACATGCTGTGAGAACTGGGGCGGACATGTTCAATCATTTGCTAAA
TTAGCTTTATTCAAACAAAAATCAAAGGGTTGACCTTTTACTATTGCTTGTTTTTTTAAG
TAATAGCTGCACATTTTTGTTTTTGCTCTCTGAAAGTGTAAAATTCAGAGCTGTTTTTCT
CAAGTGATTTTTTTTTTCTTCATTTTTGTTGACATCTATGTACAGCATCAGAAACATTTG
GAGTGTTGTTTCAATGATGGTTTTAATGAATGTCAAAAAGAAACCCAACGGTGATTTTCT
GTTTTTATGTGGGCTTTGCTGTTGTAAACTTTTTTTTTCACTGTCTATCGCATTACAGTT
TGTAAAGTAATAAAGCCAGATCCNTTCTGTTCTGANNAAAAAAA
>CL6401Contig1
TTTTTTTTCTGCATCACAGACGTTTATATGTTTACATCTGCACGCATGTGCTGTGCAGCT
TCCAGGACGATTTGACGCGGCTGCATTTCCTCTGCAGGTCTTCTGCTGCCTGGACACCAG
GAAGTCATGAGCCTCCTTCATGTCTAGTCTTCTGACTTAAAAGCATCAGAATGCGATGGC
TCTTCGTCAGGTCTGCAGGTAGTTTGTTCTTCTGGTCCGGTAGGGTTGGGTCTGCTCCGG
CCCCCAGCAGCAGCCGAACTGTTTGAACGTTTCCAGCCATCACAGCAGCATGGAGGGCAG
TGGAGCCATTCTGGAGAAGGTCCAGAGATGGAGAAAACTTCAGGAGCTCCTCGATCACGT
CGTTGTGTCCTTTCATAGCTGCTTTGAACAAAGCTGTGGATCCATCCAGTCTGACGGCAT
CCCGATCCGCTCCACGTGACAGCAGCACCTTGACCACCTGGCTGTGGCTCATCTGAGCGG
CGATCCACAGAGGCGTGGTGCCCGTCCT
>CL6402Contig1
TTTTGAAGAATTCACAGTTTCTAATGGCACTACAGTTTGTGTTGTAACTTTCTCCTGCTG
AAAAATACTGTGCAGCTCACAGAGAAGGTAGAACCCCCCCCCCAAACAAGACATGAGGAT
TCGTAAAAAGTGCAAAATGAGAAGTGGTCTCTGGAAAGCAAAACAATCGGACAAGCATAA
AAGGTTTAGACAACATTGTCCAAACGGATGAGGGGGGAAAGGGCTGTCCCTCTGTGGAAC
AATCACAATAATAGTGTTTCACATCAAAATAAGCTACGCTCCCTTTATTGACACATTCTC
TTTCTGTGCTTAAAACACCAACAACAAAGTGAAGTGTGATGATGTGAGCAGAAGGCCCAC
GAGGAAAATACAAACGCATTCAGGTTAGCAAAGGGTGGAGTGGCAGATGCAAGCAGGAAG
TCGACAAGTCATTCTGTGGAAAAGAAGAAGCAGCAAAGGCTGCAGTTATGAAAGAGAAAA
CAACCACATGGAGCCAGTCAGAAAGCAAACCGAAAATCCTCCGAGCTTCATCATAAACAA
AGACAGACAAACAAGACTCCCTGGAGGAGAGTCTCGTCACCACGCCTTCAGAGCAGAAGA



GAGGACAGCACTGCCACCAAAGACCCAGCAGCTCCATACAAGCAGACGCTGCGGTGTGAT
GGTCCTACTCAACACACAATTTAAATGCCTTTCATCTGCTGGATGATGGC
>CL6403Contig1
AGCAGGTAACCCCGGGGGTCCCTGAGGTCCTGGAGGGCCTGGAGGTCCTGGAAGGCCATG
CTTTGAGGTTCTCTTGGGACCTTTGGTTCTTCGGTTTTCTCCTTTGTTGGAGTTTTTTCG
GAAGAGCAGCCAGGAATTGAGTGGAGAAAGTCTGGACACTTCTGAGGACGACGTTTCCAG
CATCTCAGCGCTGAAGGTGTCATCATCCTCTAGGAGCTCCTGGTTCTCCTCACTGGGTGC
CTGCGCCTCCACCACCATCTTCATGGACATCATTATTCCCAGGAGCAAAGGGAGCTTCAG
CAGCTCCCTCACCCCAACCCTCTTTCCTGGAGCAGATCTAGTCAACATGCTGGAGGGTTT
GGATAGAGTTGAGGTTAAGGATATTCAGGTCTTTAGGAAGCGAGCGGTTCCCATGGTGCA
CCGTTCTTGTTTCTTCAAGACCTCTGGGCTATTTCTGGTGGGTATTTGTCCTCTGCAGCT
TCACATCCCGTCTTCCTGTGCAGGAACTCTTCAGGTTTGAACAGTCTGTCCTTTCTGCTT
CCCCTNCTGTCTGTCTC
>CL6404Contig1
ACACTCTCTCTTTGGGTGTCTCCGTGTGTGCAGGGTGGTGGTCAGGCCTCCATTTTTACC
AAGAGCCCAGCAGCAGCTGTCCTCTGGCATGTCAGCGGGGACATTTCTGACTTGATACAC
AGCTCACAACTGAACCGACGGCGGCGGTCTCCACAGGTTTGATCCTCTTCGCTTCCCGCC
CGACAACTGTTTGAAGCCTGACCATGGCGGATCAGTACCAGTACAACACCAATGAGGAGA
AAATCCAGAAGGACAGCCACACCAAGGAGATCGATCTGATTAACAGAGACCCCAAGCAGA
TCAACGAGGATGTGGTGAAGGTGGAGTTTGAGGATGTCATTGCGGAGCCTGATGGAACAC
ACAGTCTGGATGGGGTGTGGAAGCTCAGCTACACCACCTTCACTGTGTCCAAATACTGGT
GTTACCGCATCCTGTCTGCCATCTTTGGGATCCCAGTGGCTCTGCTCTGGGGCTTCCTGT
TTGCCTGCATATCCTTCTGCCACATCTGGGCTGTGGTTCCCTGCATCAAGAGCTGCCTGA
TTGAGTCGCAGTGCATCAGCCGCATTTACACCCTCTGCATTCAGACCTTCTGTGATCCCT
TCTTCGAAGCCGTGGGCAAGATTTTCAGCAGTGTGCGTGTGGCACTGGCGCAAGGAAGTC
TAGGAACTCACACGGCAGTGCGGAAAGCAGGATTGGATGAAGCGTGCTGTATTTTTACAC
ACCAGATAATGAGGCCTGGCATATTTTCCTTCTCTGATACTCCTCTTTTTCCCATGACAA
AATGCAAGCTCCCACCCACCTGACATGCCAGCGTGTGCATGCAGCTTGCCACCAGAAATG
CTGAGGTGGCTGCAGCAGGCAGCACAGCTCCTCGACGTCTCCTGAAGAACAAAAGGGTCT
CCTTTCAGAGCTGGATCAGGATTTCTTTCCTTGTTTGGTCAGAGAAATCTTAGATGTCTA
TTACTTGTCACAAAATAAAGGTGAGGTCTTCACAGCAGTTCTTAACCACTTAAAGATGCT
CTTCTATGTATCGTGTTGAGCCATTTTNCAAAGGTTTTCCTATTCC
>CL6405Contig1
CCTTTTATTNCAAGGAATTACCTAAGTCCAACAGTGAGATGGGCTCCCACCGTCTGCTTC
ACAGGATTTGTTAAACTGTAGAGATGAACAGTACTTGCGTTAAAAAAAAAAAAAGGCTCT
TAAAACAAAATTTGTTGTCTGNCCCTGAAATTATTTANCTGTTATGGNCCATGATAAATT
TGTTAAAAAAAAATTNTTAAAGCTNTACCCTCCGTTTTAAANTTTGATTTCCTTCAAAGN
GATNGCTTTGTAAATGTCCTCCGTCANCANCACATNTTTTTTTTTTTCCAAATCCAAAAA
GTNTAACGGATCAGNGATTAAAAATGGGTTGAATCCCTCCTCCACCANCTTGACTTTNTT
NATNTTNAATGTCCCANTCATTTCCAGGCAGGGCTNAACCCGGATNAATNTGGGGNGANC
GTAANCGGNCAGGTNCTTGACCACATAACTGTAGGNGT
>CL6406Contig1
CCAGTGTCTGCTGAAAAACTNTGAGCACAATGTCCGTCACAGAAATGTCTGCAACCAGCT
AACAGTATCACAAGTGTTTTTTTTTTCTCAATACATCATGCTATTGATCCTGCTCAAAGC
ACACACCACTTCTGCAACAGCAGAGCCCCATTACCTTTAAAAAACAAAAAAAATAAAAAT
AAAATCAGCAAGCAAGACCAGACAGCATTACTGTTACAACACAGAGCCAGAAATGTAACA
CACAACATACATTATCTTTCCAACTATAAATCTGTTAAGCCTTTTTTTCTTTTTAAATGG
CACATACTTAGCTAGAATAATGGCCATAATATAGTGTCTTGATACATCAAATCTCTATGT
ATCTATCCTATTTACAGATGGAGCTTAAACATGACTTGTACAACATTGACAATAGCCAAA
AAACTCAAGCAAGCGTCCTACTGTGTCACAGAGCCTACCTGGCTAGCAGTGATGGTTTCA
ACATGCTTTCAGGTCCATGGTTGCCTATAAAACATAGGACGCTGACCTTTTCACAAATTT
ACAAACTGTACATAAGGTTTACGCAACTAAATTATTTTCCTCAAATGCAATAGAATTCTA
ATATCTGTGTGGCTGCCTGCTTCCCGTTGTTTCGAATGGTTACTTGGAGTTATTTCTATG
TGTGGTAATCTCAAATTGATCGTCTTTGGTATGGACACAAGGCCGGACCTCTACAAACAT
CATTTTCCCTCTCATCTCCAGATGACATACGTGTCAGCTTCTGGGCCTTCTGGGTAGCAA
AACAAATCGCCATACCACTGACACTGTGATCCAAGTTGGGAATGCAGCATATTCAAAACA
ACTGAACAGATAAGACTGAAAATGTGCCTGCCGTGGTTTTTCGTGAAGTAACAGCATAGC
ATATTGTCAAAATCCACCTAGGTTCAGGGCAAACCTAGCCAACTAGTTAACCTATACAAG
TTCAACCATAGTTTAACAC
>CL6407Contig1
GTATCTTTGCAGTATGTTTGGACGCTCCGCTGCCTCGAGTGTCAGACGAGCTGTATCTCA
GCCGTGTGACTGCTCAGATGCTCCACGGAGGGGGGGCCCGCTGGAACAGCGGCAATCGCT
GGTTTGATAAGACGTTGCAGTTCATTGTTGGGGAAGACGGTTCATGTGGACTGGTTTATG
AACATGCTCCCGCTGAGGGTCCACCCATTGTGTTTCTCATCGATCACGTTGTTAAATACA



TGCAGAACATACAAATGGTCCGCTCTCCCATGGTTCCGTTGCCCATGCCTCAGAAACTGC
GATTCAACATCACACCAGAAATTAAGAGAGACATTGAGAATGCTAAACAGAACATGAACA
TAATGGTTCATGACTTGGATGTGAAAGTGCTCAGATTTCCTCATTTTGGTAAAAAATTAC
CAAAGCAATATAAGCTAAGTCCAGATGGCTTTGAGCAAATGGCTCTACAGCTGGCATACT
TCAGGATGTACAATTGCTGCTGCTCCACCTATGAAAGTGCATCGCTCAGAATGTTTAAAT
ATGGACGAACAGATGCCATCCGTTCCACCACAGCAGACTCGCTTCAGTTTGTCAAGGCGA
TGTAAGACTCTACAAAGCAGAAAGAAGAGAAGGTTGCAATGCTGGAGAAAGCTGTCCAAA
CACACAAGGAAAACACATACAATGCTATTCATGGACAGGCCATAGACAGACACCTTCTTG
GGTTGAGGATGCAGAGTATTACTGACCTGACCTCTATGCCCGAGATATTCATGGATACCT
CCTATGCTGTGGCTAATCATTTTAATCTCTCCACCAGCCAGGTTGGCTCCAAAACAGACT
GTGTTATGTGCTTTGGCCCAGTGGTGCCAGATGGCTATGGAGTGTGTTACAATCCCATGG
ATGAGCACATAAACATTGCCATCACAGCCTTCAACAGCTGCGAGGAGACAAATGCTGCCA
ACTTTGCCCAGGCTGTAGAGGATTCACTGTTGGACATGAGAGCTCTCCTGGAAGACGCAG
CCGTGACCAGACAGTGATCCCACACAGCAGTCTGGCTTGCCGGGCAGTGACGGGAACTGA
AACGGAATCGAGTCATTGCCAGAGCTGTTGGCAGAATGCCTCACTGGCATAAACGTGCAA
TGTGCTAAGAAGAAACCTGCTTCCAGGGAACCTGCTGGAGGGAAGTTTAGAGTGTCAGGG
CAAAAAGAATAATTTAAGAGAATGAAATATTTTAATATTTTGTGGGAACATTTGTGTTAT
GTTACAGATG
>CL6408Contig1
TTTTTTTTTTGTGTACAATGAAGTATTGAAAAGAATTGTAAAAACAGTGCACAAGTTGCT
TAAAAACATAATTTATTCTTATGTTTTTTTGACAGACTGCAAAATAATAATAAACATCTC
CACATGATAAACTCACTAACGAAAGGAATTCAGAATCTGATGCTGTCGATGCCACTAATT
CTGCCCAGAAAAC
>CL6409Contig1
TTAAAGACGAGGCCACAACTTTTAATCAACCACCACTCTTTACGCATTTAAAAACAGTTA
CAGAGAATCTGTAAACCTCGAAGGTTTTTCGAAACATTGAAGCAAACGGGCCCGGTGAGT
GTTATGATCGCGTAGGCCGCGTGACTGCAGCTAAGAGCCCGCTAGTTTCAGGAAAAGAAG
CGCAGGGGTGGGAGTCATTTCCTTCACCGCCATTTTGTTATAACAAGAAGCCGAACATAG
CTNAGTAATTATACACTTGATGCTTAGATAAACGACACGTTGAAAGATAACATCGCAGGT
CTCTAAAATGTGTTTACGTCGCCGAAATGCTAAACGATTATTAGCAGTGAGGGGTTAACC
TTGAGTACTTTTTAATGGAAACCCTCCGCCGCTGACTGCAACAGTCTTTAGTACTCGGCA
CGACATACCCTATTATCGGGTTATGTTCACTTTAGTTTCGCGGGTTTGTTGAATATAGCA
ATGGCAGTTCACTGTTGACACTTCAGTTTTGTCGGGAAGGCCCGTTTATAATAATTTTTG
AGGGCGTCTGTGATCAAACGTGACGTCTAATATTTTACTGCGTGACGGCCAGCGCGAGGA
CAGGATGCCCAACAAAAAAAATAACACGTTTTCTGCTTATTTTCATTCCTAGAGAGCACA
ATGACCAACGAAGAGCCTCTGCCCAAGAAGGTTCGCCTCACTGAATCTGATTTGAAGACC
TTGACCAGAGAGGAGCTGCNTACACGGTGGAAGCAGCATGAATCATATGTCCAGGTCTTG
GAGACTAAATATGCAGAGCTGTGTTCCAACGACGTCCCGGGCCTAAAGGAGTCGGAGGAA
AAGCTAAAGCAGCAGCAGCAGGAGTCGGCGCGGAGGGAAAACATCCTGGTCATGCGACTT
GCCACCAAGGAGCAGGAGATGCAGGAGTGCACAACACAGATCCAGTACCTGAAGCAAGTC
CAGCAGCCGAGTGCAGCCCAGCTGCGGTCGTCCATGGTGGATCCAGCCATCAACTTGTTT
TTCCTCAAAATGAAGGCTGAACTGGAACAGACTAAAGACAAACTGGAGCAGGCCCAAAAT
GAACTGAGTGCCTGGAAATTTACACCTGATAGGTAAAGACAATCAAAA
>CL6410Contig1
GCGGAATCTCTCCAAGACAGCGCGCACGAGACAATAATGAATGAATGACATCCTGGATCC
ACATGGCCACATTTGTTTCAATATATTCATTTTAAGAACTATTTAGGGTTTTATTTAGGA
AAGGAAAGGCCCGTTTAGTGTCAACCTTCTCCGGCTAAACTTTCTGCGTAAAAAGTGAGG
TCAGAATGTTGGCGCACTCTGTGGCGACGTTTGCAGTTCTCCTGTCGTGGGGTCACTGCG
TGCTGACCACGCGGGTCACCTTCTTGAACTCCTCCGTGGACGTGGACGTGGACGCGCGCT
CCGGCTTCCTGCATAGGCGACTGCGCAGCCAGGAGCGCAGAGAGATGCAGCGGGAGATTC
TCTCCATCCTGGGTCTGCCGCACCGGCCGCGGCCGCACGCGCGCATCAAGCACAACGCTG
CGCCCATCTTCATGCTGGATCTGTACAACACCATCTCCACGGCCCCGGAGCTGCACGGAT
ATTCCTACTACGAAACAGCACTGCCCACCCAAGTCCAGCCGGCGGTCACTTCACGGGACA
GCCGCTTCCTGAATGACGCAGACACGGTGATGAGCTTCGTTAACCTCAATGATGAAGATG
AAGAAGTTTTGTCCCATTCCCGGGCATGGCAGGTTCGTTTCGACATCTCCAGTATTCCAG
AGGGGGAGGTCATCACAGCCGCAGAGCTTAGGATTTATAAAGATTTCGTTGAGGGGCACA
GCGACAAGGAAACATTCATAGTCAGTGTCTTCCACGTTCTAGAGGAGCCTCTCAACAGGG
AAAAGAAGCTGCTGCTGTTGGATCAGCGAGACGCTTGGGCTTCAGAGGAGGGCTGGCTGG
TCTTCGACCTGACGTCCACCAGCTCCGCTTGGCTGGTCCGCTCTGAACAGAATCTGCAGC
TGCGTTTGGCGCTGGAGGACAGTCGTGGCCAGGAGAGGAACCCCCATCTTGCTGGGCTTG
TGACGAGCAGTGGACCTAAAGATGAGCAGCCCTTTGTGGTACTCTTTTTCAAAGCTCGCG
AGGTTCGATACCGCAGCGCGCGCTCAGCTCACAAAGGGCGCCAGGGGAACCGCTCCAAAC
CTCAAAGGACCTCCCAAGATGCAATGAAGGCAGCAGAAGCTGCAGCAGACAGCCTGGGAT
TCTCTAAAGAGGGCTGTAAGAAGCATGAGCTTTATGTCAGTTTCAGAGACCTGGGATGGC



AGGACTGGATCATTGCACCAGAGGGCTATGCGGCGTACTACTGCGAGGGAGAATGCGCTT
TCCCTCTCAACTCGTACATGAACGCCACCAATCACGCAATAGTGCAAACTCTGGTGCATT
TCATCAACCCAGAGACAGTGCCCAAGCCCTGCTGCGCTCCCACGCAGCTCCACGGCATTT
CAGTGCTTTACTTTGACGACAGCTCCAACGTCATCCTCAAGAAGTACAGAAACATGGTGG
TCAGAGCCTGTGGATGTCACTGAGTGTCTGTGGGATCTGCCAGCGAGGAGAAATCAGAAC
TACAGAGGAATGGAACTTAATGAAGAAAAACTGGGATTATCTGAACTGTAAACTCCTGAT
GAGGGCTGCATTTCAACTTGACCACTTTTAAAATATCTGTGTTTCATCTCATGGAGGTGG
ACTTTAGATGGTAAACTGTGACGTTTGGGGGAGCAGCAGGTGGTCTTTGGGAAGCTGTTA
TATTTATTGCGTCATGTTAAAGTAGCTGCCCACCAAAGTAGCAT
>CL6411Contig1
ATCTAAGAGGATAATACAGTTTAACTTAGGACAGCAGAACTTTGATCTTTGTCNGGAACC
CCACCATCCAGGCTCAGATTGTTCTGCGAGGCACATTTGGTCCATGTTCTGTCTGGCCCC
GCCTCACACCGTGTTGAGCTTGGTGACGATGAGCACACGCACAGACTGGTCGAACGCCGA
GCACACGCACAGACCCTGCTTGTCGGGGCTCCAGTCCAGGCTGGTGATCGGCTGCGTGGA
ACCGGCCCTCCAGAGACGTGGCCACCAGCTTGTTCATGTTGATATCTTTCCTGTCAAACT
CCACGCAGCAAACCCCGTTCTTGATGTTGGTTTCCCATCGCAGAGACATGTTCCTCAGGT
CAAACAGCTTGACGTCTCCGTTGTCGTAGCCGGCACAAACGCATCGGTCCTCTTGGTTGA
AGGCGTGACCGAATGCAACAGTCCAGCAGTCCCTCCTGGTTTCCCCTTCAAGTGGTTCCA
TGTTGGCCACAGGCCAGTCTCTCTGTCTGGGATCCCACACCTTTACTGTTCCATCTCTGC
TGCCGGTCACTATCTCAGGAGCGCCTTCTCCGATTCCCAGACCTCCGACTCCGTCTATAC
TGTTGACTATTTCCTTATGGGCCTTCACAGAGTACACAGGCACATCAGCAGCCTCTAGAT
TCCAGATATTTAGATTTCCATCAAAATCCCCGGTTGCTATGTGTCTGGTCTGCAGGGGAA
GATGCCCCAAACGTGCCACACTTTATAGGTTTGGGTTTCTCGAGCTCTTTAACAAGCTGT
ACTTCTCCGTGCTGCAGCTCGTGGATCTGGATCACCCCGGTTCCTCTCGGAAAGTTGCCC
AAACAAACAAACTTGGCGCTGCAGGGGATCCACTTACAGTCGAACACAGTGAAGTTTAGA
CCCGTGTGAGCATGCGCGATGATCTGAGGCTTTGACAGCGAAGACGACATATTCACCGAA
GCAGAAAACTACGATTTAAGCGAATAAACCAAAGCAAACATCGAACATCAAATAGAAC
>CL6412Contig1
TTTTTTTTTTGAAGAAATGCTGCTTTATTAAGGTCAGGAAGAAAANAGATGCATGTTAAT
CGACAGGCCATAAATACAAATGAGAACATAATGGGGGGGTCAGCAGCTCACAGCTGTGTT
CCTGCAGCTCTGCAGGAAACAATAGGAGGAAGTCCAGTTCTCCTCAGGATTCAAAGCTGG
GTTTTGTCCAGCAGAACATGATCGCTGGCGCTGCTTCTTATTCACGCCGCTGACGGCAGG
AAAGGTCGCACATTCATCACTCCGATGCTTCGCACAGCCATGCGATCCTCTTGAGAGAAC
TAAAGAAGCACTGAAGTGAGTGACGTGGAGGGAAACGTGAGCTCCCCCTTCCACTACAGG
GAAAACAAAAGCCTCAACCCGGCCGGAGGCGAGACTTTATTAAACACAGGCGCAGCAAAA
AAACAAAACTGTTTTCTGATGCCTCAGTCAAATGGAGGAAAAGTCACGGAAACAAGAGAG
TCTCCCAGCAAAGAGGATGGATTACAGCTGGTTTGTCGACGGTGCTGCCATCCGTACCGA
TGCTTTCAGCGGACAACCAGATATCTGGGTTTGGCCCGAGTCAACTTTCTTTGACCGCAC
ACCAACAAGCATGTCATTATGATTAATAGAAGGCTTCCAGGATCCCCGTGAGAAGTCTGG
CCTCCCTTCACATTTCTATTCCAGCAGCAGGAAGCCCATCAGA
>CL6413Contig1
TCATCTTAAAAATAGAGATTATTTTACACACAAACTTGTAAATCACTGTGCAACCAAGGG
TCGTATACTAAAGCAAGTTACTAATATCACAATAAAGCTTATAATTTAAAGTATAATGCA
GAAAATTAAATGCCTTGCGTCTGCTAGTAGCAATGTAGGAATCTAAATGAAAAGCTGTTA
TTTTCGTGAATTACCTCTAGGGGGCAGTAACGTACAGGGAAAAAATAACTAAAAAAGCCT
TGTAAAAAAATGTGCAGGCTTGTAGTAATGAATCAATAAGTATCAGTGGTACATATGGTT
ATGTTCTTTAAATAAAAAAGACTGGATTATTCTATACTACATATTAGAATCAATGAGAAT
TAGAAACAAGTATTGCATGGCATTTTCTTAAAGCACATACATTATCGTTCATGAAGTGAA
GGTTATTTACCAGAATTTGCAAGAAATGTTACCGTTATGAAAAAGTTTAAAAGGTTCTTT
GGGTTGCAGTGTTTCTACTTGTATTTTGATTGCTATTTGACATGTGTAATAGCACTTTAA
TGATAATTTAAAAAAAAAAAGATAATTGATTCTAAACAAGTTTTCCTTACNCTAACCCCN
CANAATTTCATTTTTTAAAATTCAANGNCATGAGGATGTAAAAATCTTCTTTAAAAAGGN
GCTTACATTTCCCCCTTCAATATGAATAAACAAACCTACTTTATGTTTATCATTTCAAGT
AAAGTTGCAATACAAAAAAAGAAACCCCTTCCAATGCACCTATTTAACCACTTTAAAATA
TCAAATTGTCTGCTTTAAACTTTTAATTTACATTTTTCCAGGCTTTCATTACAGATATAC
ATGTTTTTTTTATTTTCCAAGAAAATACAAATCACTTTTTTAGAGTCGTACTCTCTCTTC
CTACAGATCCGTAGAGCTTTAATATAGTACAAGAAGCAACAACTCAAGGTGGTCCTCTGT
ACTGTTGTGTAGCTGTTTTTCTGTTGCACGTCTTTACTTCTTGCTGCGATAGTGAGCTGC
CACCACCAGGTAGCTGTCAGGTGAAAGGTCCTTGATGTTGGGGGTTTTGCTGCTAATGAG
GGATGTCTTGCCATCCACCCTTGAGAACTGGAGCATGCGGCAGGGGTCGTGTTTCAGGAG
GTAGCTTTCAAATGTTTCCCAGCCGCCACCTACTCGCACCATCACATGCTTGTTGTGCAG
CATCCTTATAAACAGCATCTTCTCTCCAACACGGTAACGACCCTGTGACTGTCTCTCCAC
ACAAAACTTATTCTCACACCTGCAGGGTGGATCATCAGCGATGTGTCTAACAGCATCATC
CAACAACTTCCCTGTACTCTTTTTGCTTGGAGTCACTTTGGTCGGACTTGGCGATGGGGA



AGGTGATGGAGAAGGAGAAGATGGAGGTGAAGGGAGGGGCTGGGCTGAAGTTACAGGCGA
TGGAGGAGGTGGAGGAGATTTCTCTTCTTGCTCAATCTCCTTCTCCAGTTTAATAAGACC
TGGAGGCTCTATGTTGTACCGTGAGGCTATCCGGCCCAACTCTAAAAGACAGAGGCACAC
CTCCCGCGGCTCCCTGTGAAGAACTAAACCTTCTGACTCGAAGAGACACGTTTCTCCAAC
TCCAACCTCACGGCACCAGGCCAGGAAGTTTGCTGTGTTGTCCCTGGCAAAGAAGGAGCC
AGAGGGAGCACTCTGCCGACACGGAATCCTCCGATTAGGGATTCTCTTGCCGTTGCCAAG
GTTAGGGAAGTCTTCAATACTTTGCCTGAACTTCTCCTGGAGGGTCTCAGCCAACCGGCA
TAGCAGGAATCCATTGTCTAACCGATCCATGAAGTTCTCAGCTGTGATTTCCAGACCAAG
AATGTTAGTGAGCCACAGGGCTAAGTCTTCCTTCATTGGCAGGAGGCTGGCTTCATGCCG
ACTGGAGAGCCAATGTTGGTACTGCTGCATGTCCGTCAGCCCAGGGCTAAAAGACTGTTT
CGGGCTCAGAGAGCTACACATGGTTCCCGTCTGAGGCCCTTGAGGGTTCAGTCTGCTTTT
GCGCACCTTCCTCTCACTGGTCCAGGGAGCTGCAGAATCCCAGTTTGCATGCTTCTCTAC
GGTGCGCCGACGCACAGGTTAGGCTCCAGAACACTCAGCTCATATCCCCC
>CL6414Contig1
GGTTGAGCAGGAGGTGGAAGAGGACCCCCTCCTTATAACACTGAGGGACAAACCCTGTCC
CAGCTCACCGCGGCGTTCTCCACAGACCATCTGGACACGATGACGACTCAACGAGGCGCA
TCTTTGAGAAGAGAGGAAGTGATGTCAGAAGGGCTTTCTGTTTCCCGCTCAGCATTGCCG
CGGAGGCGGAGCCGTTGTGTTCCTGGGTTGACTGACAGCTTTGGATGTTTCTTTGGATGT
ATCAATGCCTCCAAGTACACGAGTGGCGTGCATCAGGCGTGCGCCCTGTGACGGATTTAT
TTCCCTTGTGTCTGGAAGCGGCACTCACCGCTGAAGAAGGCCTGAGGGGGCGGGACAGCG
GAGCGTTGGCTGGACTGTAGGAACCGTCTGGATGTTCTGAGGCTCGTTCAGCTGAACGGC
CGCCGCTGGATCAAAGGTGTTCCTCTGAGTTTCCTGACACCATGAAACTGATCCCTGTTG
GACCGGACCCACCTGGTGGCGTGCGGGCTTCTCCTGGCAGATCTGGGCTCTTTGGTGGAA
TGGCGTTGGTCACATCATCCTCTGACCAGCAGCCTTAGTGCTCTTTTCATGTCTCTGCTT
TGCCTGGTGCTCATATGATCATATGATGGGAAGCCGTTCTGTCTCATTTGGACCCTGATG
GTCCAGAATCTGGGATGTTAGAGGCGGATCCGGCTCAGGTTCTGTTTGGCTTGTCTGCGG
CATTAAAGGGGAATTCCTGCACTGGTTTCGGTTTTGGTTCTGCTTGGCTTTGGTGTGATG
AAGGTTCATGAGTTTAGTCTGACCTCACACGCCCCCATGTGGTGAGCTGCAGCAGTTTTA
TTTTGGTTCATTGATCACTGACTGTTGTCATTAAAGCACAAAACCAGTTTGGTGGAGCGG
CCTTTCGGCGTGGAACTGCTGAATCCCGCTTCCCGCGTCCGTCACGTGACGGCCTTATGC
TCCACAAACGCGTCTCCTTTTCCTGACGTCTGATGGAACCACCGGACAGACGCTCCTGTC
TCTGGACCGGGGAAAGGATGGGGGTGTTTGGGCTGAAGGAGGTCAAGTTGGGATCTCTGC
AGGACCGGCAGGTCCAGATAGGATCCAGTCTGACACCTTTCTGTTGGTGGGAAGTGGGGA
CGCGTAGATCAGCGGTTGGATGAAGATCTCTCATGTTGGTTTCCGATGACGAACCGCCTT
CGCTCTGAATCAGACGACAAACGAGGGAAAATGTTGGGTTGTAAATAATGGCGCCCCATT
GTAAGACCGCCATCCCAACACGGATGCCTAGTGGAGCGGAGCCACCAGGCCTGGCGTTTG
TTCAGACGTCTT
>CL6415Contig1
GCTCCTCCTCCTCATCTTACTCCTCCAACCTCCCCCTCCTCTTCCTCCTCTTGCTCTTCC
TCCTCTTCCTCCTCCTCTGCCTCCTCCTTCTCCTCCTCCTCCATGTTTGCCAAATCTTGT
TCTGACGGGAGCATCCTGGTTCTTTGTTTTTTCTCGGCTCTTCCAGGCTGTTGATGGAAA
TGTTGGAGCAAAAGTTGAAATGACAAACGACCACCTTTTAGGCAGCTAAGTATGAGTGAC
TACTGTATCATGAACAATAAAGAGGCTGTTTTTCTACAAAAAAAAAA
>CL6416Contig1
TCCTGGACAGTAGTTTGTTCGGCTTCTATAGGCTAATATTCTGTGTTAGTATAATTGGTT
GGTAACGTGTTTCAATAGTAAACAGTTCTTTTTCATTTCTTAAAAGTTTAATTTAATTTA
TTACACAGTTCTTTTTTATACAAACAAAGAATTGAGAGATATGTATATTTGTTCTGTCAA
CTTGTTTACTGTATGTTTGTGTGCATGTAGCTGCATTTGTGGTCGCATTCAGAAAAATGT
CCATCAGACTTGTCCTTTTGTTGCTGTCTCTCCACTTGCCCTTCTTAGAACTCTCAAACT
TTTTGATCCTCCTAATGACATTCTAAAATAATTAAGCTAGTCTTAAATGCCTTAGCAAGT
CGCATTTCTTTTCTTTCACAGGAACACGGCCCAACGCTAATCTTTTCATTATTAGGAGTC
AATAAAGGAGGAGGAAAAGAGGGGGACAGAAAGACGGATATAGAAGAAGAGGACAGGATG
GTAACAGCAGGTGTACAGAGAGGATGTTGAGAGCAGATTACAGCAGAAACCCTCGTGCCT
TTTATGGCGCAAACACTCAAAAACATGAGCTTTTCTGTAAACTAACTGGCAGGCCACCGT
GCAGAAGGAAAGAAACAGAATTAGCTTGTTCTTATGGTATGGATGATTCCAGGGACTCTG
ACTTTAATTACTTGTGTCTTTCTGGAGTTATACTTGAGCTGGGCTGTGGGGACAAGATGC
CTTGTCAATTTGAAGAATTTCAGCGTTTTTTCATCATGTTCTCCGCGGCTCAACTTTGCC
CGATCCTTGCCTCTTTTCATCGTGCACAGAATTCCTATAGTCTTTTCCAGTTAAAAAGCT
TAGTGAATTGGATTCTTCTCTTCTTCAGGCAGGGAATTACCGCAGTCATCTCCCTCTAAT
TCTCCTTCCATTTCGGCAGCTGCACAGGCAAAGTGGCTCTTTCCGCCGCATCGCTGTCTC
CCTTCCCAATCAAAACAATTATGGCATCACTTGGATTTTTCTATACATTCGCTTCCTTCT
GCCCGCGCTCTCTCACGGTCATTGCCCTCTTTTTTTCCAGTGTCTTTGACTTACATTAAA
TATGGCACAGTCGTTAATGTCTGGTGGGTCTACAGGCTCTCTTGCTTTCAGTCTGTCCGG
GTTTTGAGTGTGCATGAAGGCACATGGAGTGAGATGGATTGTT



>CL6417Contig1
GGCCGCTTCTGCCCTTCAAAGCTGGACTTTCTCCTCGTTTTCCGAGTCGCGGCGCCAGTC
CTGCGTTCTCGTTTTCATGCCGTTTCTCCGTTAAATCTGCTCTGCGGTCTCCTCTAACCG
GCAGCAATGCAGGAGCGTCGCGTTTTGTCGATTCAGAGTCACGTTGTCAGGGGATACGTG
GGGAACAAGTCTGCGGTTTTCCCGCTACAGGTGCTGGGCTTCGAGGTGGACTCCATCAAC
TCGGTGCAGTTCTCCAACCACACAGGTTACGCCCACTGGAAGGGACAAGTGCTGACCGCA
GAGGAGCTGAATGTTTTGTACGAGGGCATCAAGCTCAACAACGTTCACCACTATGACTAC
ATCCTCACTGGGTACAGCAGGGACACGTCCTTCCTGGAGACGGTGGTGGACATCATCAAG
GAGCTGAAGACTGCCAATCCGGACTTGGTGTACGTTTGTGACCCTGTTTTGGGAGACCAA
GGTGCAATGTACGTTCCTGAGAACCTGCTGCCCATTTACAAGACCAAGGTGGTGCCTTTG
GCAGACATCCTCACCCCCAACCAGTTTGAAGCTGAGCTGTTAACCGGAAGAACAATAAAG
ACGGCCGCCGACGCTGTCCAGGTGATGGACCTGCTTCATGACATGGGTC
>CL6418Contig1
TTGTAACTTTTGGGAATCCAGTGACACCGAACAGGAGTACATGGTCCTCACCCTCCCTCC
CGTTTATTACACACCTGACCCAAGAGGGAGGGGCTGCAGGGTGGGATGTACCATCATCCC
GCTTGTAGTCTTAAATTAAACACAAAATAGTGAACGGGGCATTTCCACAGACACACGCAA
AAAAAAAAAANGGGGATTTCCNCNNTCANACAAANGNTTTGCCNCAAANTGAACNTCATT
TAAAAACNTGTTTCANCGGCCCNCCANCANTNAANAAAAANTCAGGCNCCNTCNATTTTT
CNTTCAAAGGAAAAAACNCAAAAAAAGCAAAAANACC
>CL6419Contig1
ATCTCTTTATTTCTNACATGATGAATGAAGTGTTAAAAACAGGTAAAAAGAAAGGAGGAA
AAGCCTGAAATGAGGTCACTCATCAGCAGCTGAAGAGCAGCAATTACAACTGGAATCATT
TAAGGATCCATACGTCTGAAAAACTCCAGCATCTGATTTCTGTCACAGTCCCAGCTGATC
CCAACATCGCTGCCATTTACTGTAAACGCTTCAACAAAAAGTCTGTGCTGAATCTCCTTC
AGGAGCCTCTGTGATGCTGCTCATAGTGACTCCTCTGATTCACTGTCTGTGTCCGTCCTC
GTCAGTAGTTCTAGCTCCTCGCCATCCCCTCTAGACCTTTCAGACACCTCTCCATTGATG
ACCCGTAACTTTTCCTGCTGCAGGCTGTACTCTAAGTCTTTAGGGCGGCTGGCATTATAG
ATAAAAATGGCCAGCAGAACCATAGGGGTCTGCAGGAAGAAGTCCAGTGAAGGGTGGAAG
TTGAAGAAGAAGAGGGAGATGGCAGTTACCAGGACGGTGGTGATTTGGCCGGTCAGCACG
TGGAACATGTTGTCTCTGAACTTTAAGATGAAAGCCACCGATAAACCAAGAGCAGCGGTG
ACCAGCACCAGGCCCAGGGAAAAGATATTATGGCCGTAAAGGAGGCCACAGTGAAGAGTG
CGCCCTCGTGCTTCACTGCCCACCCCAAGAGTAAAGCCATTGAACACCACACCAAAGGCA
TACAGTTTATTGTTCTGGATGAAGATGCTCTCTGTGAGCTGCTCTCCCTCTTTGAGGATC
TTCTCGTTGTAGATGTTGGCCATAGAGGAGACAAAGCACTGCAGCAGAATCAGGATGTGG
CCCACGCCCAGATATCGAAGTTTCTCCAGCATCCGGTCCTTCCAGGCTTGACCAGGAAGA
GATGAAGTCCACAAAGCAGAGGCACTGCTGTTTTTCATCTGATCCAAGAGTTGTGTGTAT
AGAAGGCAAGAGTTGGAGGGTGTGAAAAGGGGGTTTGAGTGAAGGCTTGACACCACTATG
GAGTTCTGTGTGGATCCTGAGCCGGTTGTCAAGGAAACGATGGCCAGGAAGAGGATAACT
AAAGCTGCCCACTGAACCCAAGACAGGCGCCTCTTTAACACAATTCTGAATAACACAGCA
GTGGTCAGGATGACAACGTTTGAGAACAGCACTGCCATGGCAGGCTGCAGGTAGGTCATC
ACATAGAAGATGATGATGTTGTCCACAAAGTAGAGGAAAGCAGGAACGGACCATTTGAGG
GAGTTGAGCAAAGAGGAGCTGGAAGTGCTGCCCAAACTTCTGAATGACCGTCCCTCTCTG
ATGATGACTCTGACTGACATAACCAAACAGAAGAGTAGTTTGAGGGCCTCTGCCAGCAGA
TTGACCGAAGCAGGAAGGAAGTCATATTGGCTGTCAGCATTGGCTGAGAATTTGAGCAGC
AGGATGCGACTGGTCCCTAATGTCACAAAGCACAGGCCGAGCAGCAGAGTGTAGGCTGAG
GAGCGGGAGCACAGCCTGGGGCAGCGGGGGCAGCAGACCATGGCTGCAACTCCGGCAGGA
TGAGGTCTCACCTGTTGTTAAATCATGTCTTTTCATTACACAGCTGTTCCATTTTGTTCC
GTCAATACAAAACACAACTTCCGGTTTTCCCCGGCCATA
>CL6420Contig1
GGTTTGAAGCAGGAAGTGATAGATCTGCTGCCGTTCCTGGTCGGGTACGCACGGCACCAC
CTGCAGGGCGCCGCTGCCGAGCAGAGCCTTTCTGACTGGATGGCTAAGGCGTCCGTCACT
GAGGAGGGAGGGGCGTGGACGGGTGGAGAGGCTCTGAGGTACCTCCTCCCAGCTCTGTGC
CACCTGTCGGCAGAAGACGCTCCGAGGAAGGTTCTCCTCGGCCTGGAGGCTCACAGCCTG
CTGGTGGATTTCCTGAAACAGAGCTGGACATCCCTGAAGGGGCGGAGCATCAGAGATCCC
AGCCTGGAGACCGCATGCTCCACCCTCCTCAACTTTGCCGTCACCGAACCGGAGAGGGTC
AGGATGGACCTCTGCTTCAGAACCCTGGAGGCCCATCTGAGTGAAGCACTTCCTGTTCTG
GTGAATAAGCCCCGCCTCCTGGTCCTAGCAGCAAATTACTGCACTCTGGGGCTGATGATT
GGCAGGTTGAAGTGTCCTCCCTCAGGTTCGGTGGAAGCGGGTCAGAGGCGCTTCTTCCTG
GCAGCCCTGCAGTTCCTGCGTGGCGCCCTGGAGACTCACCCTGGTTCCGGCCCGGCCCAC
GTGAGCGCCTCCTGGGAGACGAGCTGGGACGAAGTGGCGGAGCTTTGGAGGCTGAGCCTG
CAGGCGCTGGGTGGCTGCGCGCGTGCACAGGCCTGGATCCCGGCACTGCTGCGCGACGAA
GGCTGGCTCCATTACATGCTCGCCATCCTGAGCCAGAGCAGCGCACTGCCCGACCAGAAT
ACGCAGGACGCCCTGCAGGAGGCGCTGTGCGCCGCCGCCCAGCAGTGCCCGCTTTGCAAG
CAGGAGATCGCAGAGGCGATGAGGAAGAGCGATGGAGGAGCTCTGAGAGAAATGAGAAGT



CTGAAGATGTTGGTTGGAGCAAACTGAGACTCCGCCCTTTTAGTCCTTACTTTAATCATG
GTTGTAAAAAAACAAGAACATTATNTGTAAAATTCTTAAACAAAAAAGT
>CL6421Contig1
TACACGTACATAAATTCAAAACAAAGCAGGACAAGGAATGAAGACCCCTGCAGACAATTC
GTGTGGAGGTCAGCAGCCACCAATGTGAGATATTCTTTGTGATTTATGTGGCATGATGTT
CACACACTGCCCCATTTCTCTGCTCGTCATCATGGCCTCCACGTCTCATCCGCTGCCTGT
TTTACGTGCTAGACCAAATAATGATGATGACGATGATGATGACTATGACAGCTATCAGGA
TGGCCCACATCTTGCAGTTCTTCCACCAGTATTTCCTCTTTAGCTTAGCAGCACTGGTCT
CAAACTGGGAAGCTCCAGCTTGCAGTGCATCTGCTCGGTCATCCAGTTCCGACAGTTTCT
GATCACGTTCCAGCACTTTGTCCACATTAACACGCATAATATCCACCACCTCATCCACCT
GAGCCTGCGTCTGCTGCAGACGCTTGTTGCTCGAGGCTGCCCCGGAGCCTTCTGGACCAA
GGGTTGACATGATGAAGACTATTGTGTTTTAACGACACCGCCGCTGTTTCTTGATAGTTA
TTTCTACGCCGTAACAGCTAGTGCTGTCGTTTGAAATGCTGCCTTCAGGGTCCCCCGGCC
ATAAGGCCCGGGTTAAA
>CL6422Contig1
CACCTTGCACCAGTTCCATGGCCAGAACCCGGCGCCCTGACAGCTCATCGATGACTTCTG
GGACTTGGAAATACGGGTCTCCCTCCAGCAGGGACCTGAACCTCTTGGCACACTCCGCTT
CCCTCTTATAGTCACACTCCCAGGCCAGTTCTCTCTGCAGGACCTCCAGACTGCTGTCTG
CAAACAGACCTTCTGGCAGAACCACGCTCATCCTCAGCACCGACATCAGATTGTCTATGT
CGCTCTGGATGCTCTCTGCCACTCCAGGGTACTGGATCTTCATGGCAATCTCTCGACCTT
CTTTCAACATGCCGTGATGGACCTGGCCAATGGAAGCTGCAGCAAAAGGTTTTTCCTCAA
AAGACGAGAGCTTCTCTTTCCAGTCAGGTCCAAGATCCTCCTCAAGCACCTTCGTCATCT
GCCAGGTGGGCATAAAGTCTGCGCTCTACCGCACCCTCTCAAAGATCTTCTGCAGCTGAG
GGTTGATGAAGGTGTTGTCTTGTATGCTGAGCATCTGGCCTATTTTGAGCGCTGCTCCAC
GAACCTTACAGAGTGTGTTGACAATCCTTTCAGCGTTGGCTTCAGACAGGAAGGCTGAGT
CCAACAGCGAATTCCCGTCTCCTTTCTGTTTGCCTCCGAAGGACTGTTTTGCTACTTCTG
CAATGGCGCCAAACCCCAATCCAACAGCAAGCCCGCCAAAATTAACAAGGCGGCTGATCC
TTGTGGCGGGGACCTTCCTCTCTTTGGCGTGGACGCTCAGCTTCTGTCTAACCGGTTTAA
CGAGGGTCTGCTTCGCCTCTCTGGCTTTCTTTATGTCCTCTGGAGTCAGCTTGGTCACCA
CCGAATTGTGCACTGACCGACTTCTGTGGTACAACCTCGGCAGGCTGGCGGTGCTGTGCA
AGAAGCGACTGGTGGATCGCGGCCACCCTGACCCCCCAGCCGGTGACTGCTCGTCAGGAT
GAGCCCCTGTGTGCATCCCTTGCTGCAGACTCAGGTTTTGTCCAGCTGTGTTCTGCAGGA
TCAGGATGGAACTCAGATCCAACAGCCCATTTAGCTGCTTCCTCAGGATCCATGTTTTCC
CAGCCCTCTGTATCAGGAAAAACGTCCTCTTTTACAGTATTGTGGCTGGCGCTCCCAAAC
AAAGCAGCCATGGCGCCTTCTGCAGCGTCCTGGGCAGCTTTGACCCCTGCAGCCAGTGAG
GAGTTGCATGCCATCAGGCGGAGCTGCTCCCCTTGGGTCAGCATCAATGCGGAGCCCACC
TTTCCCGCCCCGCGGAGCACCTGCAGAACCTCTGCAAGCATCATTTTCCACGCGTATCTG
TTTCTTAAGTCCTTTAGCC
>CL6423Contig1
CGGCCGAGGATACTCCGTCCCATCATTAGTCCCATACTATAAGACCATACAGATCTATGC
AGTTTAAACCCTGATTCACTTTAAAATGTTCTCAATAGATTCATTGCAGTTCGCTTAGTT
TACAATCCACCAGGACAAAGAATATTAGACTGTTATCCGCCTATTCTGAAGTGCCACTGA
ATCAATGTCTTTGGGAAACCTCTTCACACTCATGCATTAGTAAGCATGCATATTTGAACC
AAAAGGAAATTGAATGAAGCTCATTGTAATTCAGTTTAACGAAGCAGGGGAACGTAGCAA
TAAGAAATCAGTGCAACACAAATGTTCCTGCCTCTTCTCGCAGCATCACCTCATAGCTAA
ATGTGTATTTTAGCACTTGATAAACATATCAGGGTGTTTTGTAGTTACTCTATTGATATG
CACAGATAGGAAATGCCTTATCCCAATGAGAAACTGCACCATTTTTTTTGTTTTTTTTGA
AGATGATGCAGATTTCTCTCAGACTTGACCAAGCCTGCCTCTTCTCAAAACGGACTCACA
CAAGAGATCGCATGGCGAATGCACTGTGATATACGTGGCTCTTTAGGTTGTATGTCCGAG
TTGTGCTCAAGTGGTGAATGTGAAAGGAAAAGGGTAATCATAGAACCCCTGCAGAGGATT
GTCTTCACTTTGCTGTGCAAGAGTACACTGCTTTGCTTCATGGCTTTTATAAGCAGAACG
TCGTGTTTGATAAGTGTTTGTAGTTTAATGCTCACTTAAATAAAGAAGCTGTTTTCGGTT
TGAAGGCTCAGACCGTTNGGCGGCACAAGCTGGACTTTGTTGCCAACAATGAAATTATTT
GTTAAAACAAAAAAAATTCTAAATAGATTTTAAGTTAATCTGCATTTTGTTTCCCTTTTG
GTTGTGTTATTTTATTTTCAGCATACAATAAATGTTCAAGTGAACTTTTTATGAAACGAT
GAAGATACTATGCTAGACGTCATTGTACAAGATTTGTATTCTACACAAAACTGCAAATAT
TGGCTTTTAATGTGTAATCTTAATTCATGTCTTTCATTCTGTTAAAAACGGAACTCTTTC
ATAGAATTTGTTCTCCTGTGAAGTCACGAACAGTAGAAACTGTTAACGTTATTAAAC
>CL6424Contig1
AATGTTTTTCTTTCATTGTTATCAGATTCAATTTTAAACGAGAATCCTATACATTACTAA
ACCACGTCCGTTTTGGTCAGAACCTTGATTTAGTGGCATAAAATGAAAGCGTCTGTTTTT
CCTCCAGGAAACAGATTTCCTGTTGAACATGGCAACCGAACTCCACGAAACCATATTTGT
GGCCAAACAAGAGCGTCACAAAAACCTGTTCCTGAACTACAAGAACCTGAACATCTTCCC
GGTGGAGCTGCTGAAGGATGAAGGGCTGCTGTTTCTGGAGAGACTCTACATGAAGAGGAA



CTCCCTCACCTGTCTGCCGGACAATCTGGCTCAGAAACTCCCAAATCTCATTGAGCTGTA
CCTGCACTCCAACAACATAGTTATTATACCTGAAGCTATAGGAAACCTGGCCCGGCTGCA
GTCGCTGGACCTGAGCGATAACGCCCTGCAGCTGCTCTGTCCAGACATCGGCCGACTGAG
GGCCCTGCGGCACCTGAGACTCTCCAACAACCGCTTGAACTACCTTCCGCCAGAGATCGG
CGATCTGCAGGAGTTGGAGACGCTGGATGTGGCCATGAACCAGCTGATGTCCCTGCCAGA
TCGCCTGCACCGCTGCGTCTCCCTGCAGAACCTGACCGCCGACCACAACCTGCTGGGCCG
CGTGCCCCGCCAGCTCTGCTGGCTTCCCCGCCTCAACCAGCTCTCCATGGCGGCCAACCA
GCTGACCTTCCTGCCGCTCGACCTGGGCCGGTCCAGAGAGCTGCAGTTTGTGTTTGTGGA
CAACAACGTGGAGCTGGAAGGCCTTCCCTCCTATCTGTATAACAAGGTCATCGGCTGCAG
CGGGTGTGGTTTGTCACTCGGGGGAATGGANGGGGCAGCGGGTGAG
>CL6425Contig1
TTTTTTTTTNGTACATCCAATGATTTATAAAGTTTTCAAAGCTTGCCGTATATACATCTT
TACATAAATAAACACATGGAATGTAAATTTATTTACATTAGCAAAAGCAGCTAAAAGTGG
GACAATCCCCCACCTCAATCATAACCATAGCCTTCATTATTTCATCACATACCGTATAAT
TGTCTGAATAGGGTTGATTTAATTAGCTATAATAGCTATAGCATCTAGAATAGTTAGCAG
GTAGTTTGGCATGATAAGCATGAAATCATATCCACCCACTGGGTTGACACCTGCTGGTTT
TTGGTTTGTGATCTACCCAGATCAGCTGACAGAGGGTGGGCCAATTCGTGACAGAAACAG
TCAAAACAGCCTCATAGTGTG
>CL6426Contig1
CCGACTAGTTTTCTGTCTCACCAGAGAGCTAGAGTACATTTGACGCTTTGACTTATCCAG
TCAAAAATAAGTAATTAGCCATGAATAGTTTGTTGAAGTTGTCAGCCAGGTGCCTTCGGT
CGGGTTCAGCGGTCTTTTTGTCGAGGCCCGCGGAAGGACGCCGCGTGCCTGGCCTCGGCC
CGGTTTCTGTGTGCGGCGGCGGATGTCCAGAAGACTCTGGGTGACATGGTGAAGAAGGAC
AAAGTGGTGGTTTTTATTAAAGGCACGCCGGCACAGCCAATGTGTGGCTTCAGTAATGCC
GTGGTCCAGATTCTGCGCATGCACGGGGTGGACGACTACGCCGCTTACAACGTCCTGGAG
GACCAGGAGCTCAGAGAAGGAATCAAAGTCTTCTCCAACTGGCCCACGATCCCTCAGGTC
TACTTCCAGGGGGAGTTTGTGGGAGGCTGCGACATCTTGCTCCAGATGCATCAAAACGGA
GATCTAGTTGATGAACTGAAGAAGCTGGGCATCCGCTCTGCCCTTCTGGATGCAGAGAAA
GACTCCAAGTAAAAAAAAAAGAAAAAAATCTGTTTTAATGTAAGAAGTTGAGGATAGGCT
TAATGGAAGAAATCCTCACCCACATTCAAATGATTACAGAAAGTTCGACTCAGTAGAAAG
GCTGAATCACATGGTCTATCAAAATACAAACACAGAAAGAGTCCAGAGTGCTTGAATCAT
TGGTTAGTTGGGAGAAACCCATTTGTATTTGGATCCAAACACACTTTTTTTTCTTATTAA
CGTTCATCATGAACAAACCTGGCCCTCAATCTCCTGCATCAAAACAAAGGTCATGATTAA
GCTGCCAGTTACATCACAGAATGTCGACACTGGAAACCTTCCAAATGCACTGCCTCCAGG
GGGAAGAACTCCATCCCTTTCTGCAAGAAGCAACGCCTTTTTCGAAACCAACCGGACACA
GTGGCTGCTTTGCTGCCTGTTGAGAAAAGCAGTTCATATCAGCTTCCTGTTACTAAAGGA
AAAGTTTGTTTTTTTACAGTCATTTGTGTTCGTTTCCTCAAGCCCTGACTTTCCAAAGCT
GCTGCAGTTGTATCATCACGGAAACATGTAGTACACTGTAAGATATTGTACATTTAAAGC
CTATTATCACCATGTAT
>CL6427Contig1
GCACCATCTGAGAGGGCAAGGGGCGTCTTTCTGGTTCACCCTACTCGTTTCGATCCATTC
CCTCTTTCCTCTCAGTTTCATATCATTTTACTTCTGCTCGATTCTTCTAAAATCATTTGG
TTATAAATGGTGTACAAAGACAAATGTTTTAATGAGGTTTTAAAAACTTGTAAGTCTCTG
GATGTCACATGCTGGTGTTGGAATGTTTTCAATCACTAAAACCACCAGAATCTGCTGCAT
TTGTTCAATTTCCTTTATCAGATTTGATTTTTTTTTCTTAACACTGAAAACAAAAACAAG
ACACTTTTTCACATTTGCTATATATATTTTTTTCTGTTATGTTTATTCCGATTTGTTTTA
GATTATTCTCCTGATTCCCGTTTCTCTGCTTTGAAAGCCTTATTTTGGGAATGCATGTGC
TCGTGTAGATGCTTCCTCCCTCAGTGCCTGAAAGACGGCCGCACAGATGGGGAGCTCTGG
TTGCAGTCATGGATACTTCTCATCTCCCCGTCTGCAGCCTGGTCACTCAAACTACACTAA
AACCTCATCAAGATATCTTTTTTTAAATTCCATCCTGAGGATATCTTTAGGCGTAGATCT
GGAAAAGTTGTTTTTGCAGGAGCTCTGAGTGTAGAGATCAGGTAAATTGCAGCTCATAAA
GGTCGCCGCAGAATCGGAATGGTTTTATTTCAAAGGAACTACTCCGTCTTTTGGTTTTGC
TTGTTGTGCATCGCCAGCTTTAAGAGGTTTCACTGTGTCGGTGACCGTTGCTGTCAGACA
CGGGCGTGGTCACACTACCACCCTACCGTGACCGAGAAGCTTGGAGGAAGTTTTCCTTTT
ATCACAGGAGAAGTTATTTATATGCGAGTTCTGCAGAGTCCAGCACTTTTGTTTTTGTAT
ATGG
>CL6428Contig1
TGAGGAATTCGGCACGAGGCACGAGCGGCGACGCTGTATCGAGGTGGCGGGCAGATCCGT
GAGGAGGAGATGCTAAACATGTGGAAAGTCCGGGAGCTTGTGGACAAAGCCACCAATGTG
GTAATGAACTACTCAGAGATCGAGTCGAAGGTCAGAGAAGCCACCAACGATGACCCCTGG
GGACCTTCTGGACAACTAATGGGAGAGATAGCCAAATCTACATTTATGTATGAACAGTTT
CCAGAAGTAATGAACATGTTGTGGACCAGGATGCTAAAGGACAACAAGAAGAACTGGAGA
CGAGTCTACAAGGCATTATTGCTGCTGGCTTATCTAATCAGGAACGGCTCTGAGAGAGTT
GTAACAAGTTCCAGAGAACACATTTATGATCTGCGGTCTCTAGAAAACTACAATTTCATA



GATGAGAACGGAAAGGATCAGGGTATCAATGTGCGTCAGAAAGTAAAGGAGATGGTGGAG
TTTATTCAGGACGATGACAGGCTCAGAGAGGAGAGGAAGAAAGCCAAGAAGAACAAGGAT
AAATACATTGGTGTCTCTTCTAACACTATGGGAGGAGGAGGAGAAGAAGGAGGCAACTTC
AAGAACTCTAATGAACTGGATCGAAGTAAATGGGATGAGGACTGGGACAAGAGCAGAGGC
ACCTTTCCCTTCAGTGAGAAGCTGGGAGAGATCAGTGATAAGATAGGCAGCACGATCGAC
GACACTCTAAATAAGTTCAGGAAGAAGGAACGAGACGACTCGCCAGACAGAAACAGTGAC
AACGAGGAAGACCGAGCATCAAGAAATGGAAAGCAGGAAACGCATGAATTTAAAGATGAA
GAAGAAACCGTCACAACGAAGAGCATCCAAATCACACAAGCAACAGAAACCACCACCACC
ACCACACGGAAGCGCAGTGGAGCAGCAAGTAACAAGACTCTGGATCTGGGGGCTGCAGCG
CATTATACTGGAGACAAGAGTCCAGAGGAAAAGTCGTCTACCAGACAGTCTTCAAGCAGT
GGTATTGCTGACCTGCTAGAGATTGACCCTTCAAATCAGAGCGCTACTAAAGGAGATAGT
TCAGACCTCATTGGTGGCTTTGCAGACTTTTCCTCCCCTGCAGCTTCTGCCAGCCTCCCA
ACCTCCACAGCTGCTACATCATCTNATGGAAATGGAGAGTTTGGGGACTGGAGTGCCTTT
TCTGGAAATCCCCCAGATCTTTCCAGCTCCGGTCCTTCCCAGTCTGTCACTGACCTGTTT
GGTAGCACCCAG
>CL6429Contig1
ATCTTTTATTAGGAGTTTATAATGAAAAGTCATATTTTATGATTCTCATTTGATCTCCAA
TAAACATTTATTCTCATTCTTCTGCCTCCTTTGCTTTTCCAATTTCCCGGCTCCTGGCCC
TCAGTTTGTTGACCTGTGATTCAGCGATGTCAGCGCGCTCCTGGGCTTCTTCCAGCTCGT
GCTGCACCTTCCTGTACCTGGTCAGGTGAGTGTTGGCCTGCTCCTCAGCCTCCTCAGCCT
GTCGCTTGTAGGCCTTCACTTTCAACTGCAGTTTGTCCACCAGATCCTGAAGTCTGGCAA
CGTTCTTCTTGTCCTCCTCCGTCTGGTAGGTGAGCTCCTTTACTCTTCTCTCATATTTCC
GGACGCCTTTAATTGCATCTGCTCCTCTGCGCTGCTCAGATTCAACTTCACTCTCGAGCT
CACGCACCCGAGCCTCCAGTTTCTGGAGCTGTTTCTTGCCCCCTTTCATGGCCAGATTTT
CAGCTTCATCAAGGCGGTGCTGCAGGTCCTTCACAGTCACCTCCAGGTTCTTCTTCATCC
TCTCCAAATGAGCACTGGTGTCCTGCTCCTTCTTCAGCTCTTCTGCCATGGCAGCGTCAG
TGATTGCCTTCTTTGCTTTGTCTTCAGCATTTCTTGCTTCCTGGACAGCATCTTCCACCT
CGCCTTGAATCTGAACCAGGTCAGCCTCCAGCTTCTTCTTGGTGTTGATGAGGCTGGTGT
TCTGAGAGTGCAGCAGTCCCACACGCTCACTGGCATCAACAAGCTCCTGTTCAGCCACTT
TGCGGCTCCTCTCAGTCTGCTCCAGAGCAGCTCTCAGCTCCTCGATCTCAGCCATCATCA
GGTTGTTCCTGCGCTCCACCATTGCAACCTGCTCTCTCATGTCTTCTTGGCCTCTGATGG
CATCATCAAGATGGAGCTGGGTGTCCTTGAGGTGTCCCTGCACATTTCTCAGCTGTTTCT
GGGCTTCGGCGGCCTGCCGGTTGGCGTGGCTGAGTTGAATTTCCATCTCGTTGAGGTCTC
CTTCCATCTTCTTCTTGATTCTCAATGCATCATTCCTGCTCCTGACTTCAGCATCCAGAG
AGCTCTGCATGGACTCAATCACCCTCTGGCTGTTCNTCTTGATCTGCTCCATCTCCTCGT
CCTTTTCTGCAAGTTTCCTGTCGATTTCACTCTTAACTTGGGTGAGCTCAAGCTGAACAC
GGAGAATCTGGACTCCTCGTG
>CL6430Contig1
GGATGCATGGCCCAAATAATGTGATTTTTTTCCCACACATTAAGTCAGGTGAAACTTAAA
GGGGAATTGACAAGCACAATGAAAATAAAGCTTATTTTTTCAACGTTGCTTTAGGAGATA
TGCCTCATACTAGATGGTCATATCTTGGAGATCCTTCTCTGGTGCACACACGGGTGTTGC
GCCAGTGCGGTTGAGAACGTGAAGCTATTTTATACATTATGGCGTGATAAGATAGAGCAG
CTACTCTGCTTCACAAATCATCACATACTGGCACACACTTTAGCTAACGCTGTCCAGCAG
CACTGGCAGATGCCAGGCCTCCTCTGTGCGACCACTCCACCCCCATGCCAAGAAACCTGA
TCTAAACTGCTGCACTATTTAAAAAAAAAGTCCTTTTAGGCCACATTTTTGACTTGATTT
AGATCAATCTCCCTCACTGACTGCATGATACTAACAGGATCAGCCATTTCCACCACCAGT
TATCCTCCCATTATTTATTCCAAATCAGATTTAATATATTTATTTATAGAAGCATATATG
TATTTATTTGAAGTTTGGGTGTGCAATTTCATTACAGCGGCTGTTTCTTTCCAGCTGCTT
TTTTTTCCAAATCAACAGCATGCTCACACACATGGTTTATCACATCCTTCCACCGACTTC
AGAGCGGCTGTTTGCCACACTCCACTGGCTTTCCTTAATCAAATAATCCATCTACCACTG
CAATGAAACGAGACGTGCAGTCTTTCATGGAAAAATGCCAGCTTGTGCGAGAATCTATGA
AAAAAAAGCAAATTATTTTCATGTCGTTTTGTACTTTCCAAGTGAAGCGAATCTGCGGCT
GTCTTCTTCTAAATGTTGCTTTTGTGGAGGTGCAGGCGGACTCCTGTCCTGTGGTGTGCA
GATCAGCATGCGGTCGGGCCGGTCTAACCAGATTCTGTGATATTCCTCTGTGTGAAGGGT
CCTGAAGCGGCAGAGGTGTTCACAGTTCCACCCTGAATGTGATGTTGTTACAACTTTACA
GTAAAAAAAAAGAAAAAAAAAA
>CL6431Contig1
ANNCCCCNTTGGTTGTTCGGNTTTGGNNGGCCCCCCCCCCCCAGTTCATACTTGCGGCAT
ATGAGAGGTCGTTGCCGTGGTTTTCTCTGCCATTGAAGCTGTGACCAGCAGCCTGTGAAC
TTGGATTTTCCTGATCCGTCCACTGATCACAGCCAGACCCCCCCCTTTTATTTGAGTTGG
TTTCTTCTGTTTCACGTGTGACATGCGGCTTGTCTTTATTAAAATTTTCATTTTCATGAT
TGAATTGTTTTGGGATGCAGGCGTGTTTGTTTGTGGGCGCAGAAGTGAGGGTGGGAGGGG
GGTCACTGTGCTGCAGCGTGGTATGTAGGTTTTAAAATACACCTTTCAGGTTTTCTTGTT
TTTGATCTGCCTGCTTTGATTTTTTTTTTAACCCTTTTAGTTTGTACAAATCTT



>CL6432Contig1
ATGTATGTTTTATTTTACAATTGAATTATAAATTACATTAAGATTGAATGCATATAANAA
TACAACAACGTAACAGTAATATCTACAGTTGAACTTGTCTCTCCATGGCATTACACATTA
TAAAAATAAATTACAGTGATCCTGAACCCTAAATGCATTTAAAAATGGGTACAAATGCAT
CGGTGTAACTGAAAATGTTAAACTTAAACACTGTGCACATTAAGTTTAGTGCCGGTTGTA
GTGATTAAAAAGAAAACTATTATTTGAAAAAATGTTTTTTAAACCTTATGCTATCCTAGG
CACTTTAACATTGGGAGATGGGTCATCTAGACCCACTAGACAGTGCGTTAAAACTTTTTT
CTTTACTGATTTGTGATCTTCACTGGTGTCCATGGATTACATGAAATCTTTCCACCTTTG
TCATGGTAGGGAGAACATGTCAATGTAAGGGTGGGGTCATCTAAGATAGCACAAGGGTTA
AGCAGGCAATAAAAGTATCAGCATTTGGCAGTGAGCTAACTGCACAATGGCCTGGACCAC
CACTGAGGCAGCTCCACCAAGCTGCAGGGCCTCACAAAAGTAGTGCAACCATGCCACCTA
GTGGTGGATCTTTCAACCCTGACATGAAACACGAGCATTCTCTGGAATTATATTTGGAAT
CCATCACAGAGAAAACACCACAGACTTGTTGTCTTGTGTGCTTTTGTTTGTCGGGGTTAA
CAACATGGGGTCAGGCCAGCTCTGTCCTCCATCGCTGCTTAGCTCCTGCAGAAACACCTC
TTCTTTCTCTTGACTGCTTTACTTCTTTTTAAAGACCTGTCGGCAGAGCTCTCCTTCACA
ATACAGCTCCAGGTGGAGCTTGTCGTCTTCAATCCAGTGTGTCCAGCCTCGGTTCTTCTT
CTCCCCAGTCTGCACACACACCAGTTTATTCCCCTCCCACGTCACCAGTGACTTGACGTG
TCTGTTGTCCAGTCCCTGTGTGAACTCTTCAAACTCTTGGTTTAGTTTGAAGGAGAAGGT
GTAATTCCGGAAGGGGCTCACAGTTTTGATGACATATTGATCCCCGTGCTGCTCAATCAC
CTTCCTCAGTTTCAGTTTCAGAGCGATTTTTCTCAAGTAGGGGCCGATACCAAGAGCAAC
CATGTAGCCCTCAAAGTTAACATTGCTACTCAATTCCCAGGCTCCACAAATGCTGGCAGG
CATGATTCACTGATTTCCTCCCTTTTGAGAAAGTGATAAGAAAAAGCGTAGTCCTCGACC
TGCAAGGCAGACGTTCTCCC
>CL6433Contig1
ANGGGCGAACGTTTTTAAAAAGTNTTTTTAAAAGGGTCATCAACTTGCACTGTTGTTTTT
GTGNGTCNCTGAGGATTTGGNGCTACTGCANATTTTCNTTTTTTTTTTTCTTTTTTGTGG
GAGTGCTTTAAGGTAACATGCAACAAGCGACTTATCAAAATACCTCAGGTGCTCGGACGT
CTGCTTGAGTGTAGCTGTAGAAGAACAGCCTCAGTTGGAGTGCTTTTTCACTTCAGCCTT
TCACTTGTTGTTACCCCTCAATGTCAGACAGAAAAAAACGGCGCCCAAACGCATCGCATT
AATCAATACATTCACACAAATGTCTCCTGAGCGACCTGAATGAGTATTTCAACAGTTTTA
TTGTGAAAAAAATTCCTTGCAGCTAAAGCTTAAGTGAGGGACGGGTTCCTCCTGCACACG
AGTCCTGTCAGTCACTATTGTAGATATTTTAAAATGACTGAACTTTTTCCTGATCCATAC
CTGTTTTGGCAGAAAAAATACAAATCTAAAGTAGTTTACATGGATGTAAAAATATTTGGA
AAAGTTGTTGTGCCAAACACTAGCCCCCATGTGAATGTCATGTAATTAAAATGTGTGAAT
GTCGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL6434Contig1
CAGGTGTGGTTTGTCCCTCGATCTCATCTGCTCACCTGCCCCCACCTGAAGCTGCATCTT
CAGAGGTTTCCACCAATTCCTGCTCTGACCCGCCGGCTCCAAATAGCAACCTCATTTTTC
GCTATCCAAGTCCGCTGCGCACCAACGCCACTCAGAGCCCCGCCTTCTTGCAATGTGGAG
GTCGAGGCAGGGATGAAAATGGTGCTGATGGTCTCAAAGCAGAAATGTACCCGGCTTTTA
AGAGCTCCTCTTTGAAGCACCTGGATGGCTACATCTACAGTCTGCTGCAGCGAAGGACCC
AGCCCATTAGGACCAGCAGACCCAGGACCAGTATCAGCACTGACCCTACAAAAAGTGTCC
TTAGACAGTCTAGTTTTTGTGCCAAACAGGTTTCTGGTTTTGAAGTTCTGAAAGGTTCTG
AGGAGAAACCTAGCAGATCAGCAGAGGGAATTTCCAGGTCATCTCCTCCAAAGAGCCAAA
GTGAGGAGCAGGATGATGGGAACACAACAAACAAGAAAAACTGCAGATCTTCTGCAAGCC
CTCGAAACCATATCTTTAAAACGACTAATAGTCTTAAGACCAAGCGGTCTAAAGGATCCC
TTTCTCACTCAGGTCTTCTCAATGGCTCTAAAGAACTAGAAGGTTCTCCACTAAACTCCT
CCCTGGCAGGAGAAATTCAGCCATTTCGGTCCACCGACCAGGACCTGCTTCTACGATCTA
TTCCAAGTGTAAAGACAAAGTCTGGTTCTATCAAGAACCTTTCCAAGTCTGTCAAAAAGA
GCCGAAAAAAGGATGCTGAAGGGCCCACGCCAGAACGTTGTTTCATTATGGAGTCCACTC
CAACCTCAAAACAAGGACCAAAGGAAGGAGGGAAGCGTCACAAGGTTTTTAGCACCTCCT
CCCATCACCTTAGTGCCAAACTCTGCAAGGTTGGTGGTAAGAATGTTAAGTCTGCTAAAG
TGAAGACTTCTCTGATGTCTGAGACCTCTGTGCTCCAGTCAGAGAGAAGACAAGAAAAGT
CCCGGCACAGGTCCAGCTCCGGGAGGTTGCAGTGCCTGGGAGATGGAAGCACCGCCCACA
CCGAAGCGCAAAGCAAATCTGTTTTGGCGTCGTCGCTAGAGGACCAAGATAAACACACCC
CATTGGCACCATTCAGAACACAAGAAGCCGTGTTGAGTCACCGTCACCGTGGGAACCGTC
ACCGCAGAAGCCGCCAGGTCCACGACCAGGTCAATGTCGTTGGAAAGCCAAAACACAATC
GACCCAACTATCGGCGGCTGCATTCTGGCAGTGAGAACCATCACTGCACGGCCAAGAGGC
ATGGCGGGCAACTGCAGAGGGAGGAGGGGCAGAGCACCAGCAAGTGCCCCGCCCACCAAA
GTGGCCCGTGCTCCCGCGCCGCAGAGAGCGACTCGGAGTACTCAGCTGATTGTTTGTCGC
TCTTTCATTCCACCATTGCGGACACCAGCGAGGACGAGAACTCTGACTACACCGCCAACC
GTTTCGGAGACAGCGAGTGCAGCTGCGGCGAGGCGGAAGAGAGCACCACTGACACAGAGG
AGGGGGCAGGGGCTTTGGGCGGGA
>CL6435Contig1



GTGGCGGTAGAGGCGGACCTCCTGGTATGGGGTAAGTTGCACATGCCACTGCCCCTAAGG
TACCCATTTGTATGTTTGATTATAGTATGTGTCATTTGGCCCTGTAACCCCCCCATCCCC
CACAACTATGAACATCAACCTGGACATAGATCTGTGCTAATCAGCGATGTGCTCAAGTAT
CCCACAATGGTACACTCAAAAAAAAATTTTTTTTTAAACCAGCTTGACCAAGTGTTGTCA
AAAACATGGGTATGTGTCAAAACATGAAGTCTTGTGCTAATCCACACACATCTACATGTG
TTTTAAAGTCTCCCCTCCCCTGAACCTGAACTCTGGTAACAGAGCCATATAGAGGTCTTA
CATTCGGACCTATAAACGACTTGTAATGGTTTCATGGGGTCTTGAGTGGATGAATTGTAT
GATCCTTTTTTAGCTTGAAAGGCACTGATCATTTCAATCAGGAGGTTTTGCAAAAACTAG
AGACGTGGTGATCCAAATGTACCGACCCAAACTTTTGTAAAATACATTTTACTTTTGCTT
GAAGTGAAATTGTATGCAGGTTTTTGGATTGTGTGGTACAATGTGACCCCTCTCATAACT
GGTCAATGCAGTCCCTTATTTCTCAATATTTTTCTTCTTTTGGCTGGATCTACTAGACGC
GGTGGGAACTTTTAATTTTTTGAAGATTATCTATATGGACAAGTTGTAGTATTAAACTTT
ATTTACATTAGACTCCAGTGTGGTTAAGTTTAGTGAGATCCTTGTTAAAGTTGAAGAAGA
AAAATGTCCAAAAAATCAAGAGAAATTGGTGTATTAGCAGCCTGGTTAAGGTTTGTAAAC
ACAAAGGTCTGGTGTGAGTTTATTACATGTCCAGTCACAGCGTGTGGATTCATTTGAATG
CTCATCAGTGGTTAGAGATGCTGCTGCAGCAGTGAATTAAAGTTGAACTCAGGACAGTAA
ACTATGTAGTAGAAATGTTATCTTTCACCAAAACATTTTATTACATTTGAAGCCTGTTTC
TGTCAAACACAGCTATCAAGCCAGACTTGGAAGTGAGTTGGAGGCTGGTTGAATAGAAAT
GCCTGTAAAGCGGATATATTTTATGCATTTTTCTGTTTTTTTTTTTTTTNGGG
>CL6436Contig1
AACGACAACAGTTGGATCGATGCGCCGGGTCACAGCTCGGCTTTGGACAGACACTGCAGT
CCTGGCAGCCTCCAGCGGCGGGCGCCACTCTGGATCCTCAGGTCCAACCAGTCCTGCTGA
GCCGGACCCAGCACCGTGCTTGGTGCTAGGTAAGGTTCTGCTGGGGTGGGTGGATCCACT
GCAAGCAGGTCAGAGTTCAGAACCGGGGCATCGGACTGGTTAGGCTCCTCGCCGTCCAGG
AAGCAGAGGTTGGTGATGTGTCCGGCCGCCGCCGCGTCCATGCTGTCCCTGCTGCTGGTT
GGACAGCAGCGGATGAGAGGCTCCCAAGTGCTGCTCTTCAGGGAAGACCTGTCCTGCGGC
TGCTGCAGCAGACACAGAACCACCGAGTCCACCTGCTGGAAAACCCGGAGGCTGAGCAGC
TTCTGGAGGAGCTCGGCGGACAGACCGTAGCATTCTGACTGGACCATGAGGCGAACCGAG
TCAAAGTCCCGCTTTCAGCTGCAGAGCCCCCTGCACACTAAACTTGATCCGCTCTTTGAG
GATGTGCTCCATCCACGCCTCCNTGAAAGCCGTCATAGTGACACTGAGCGCCCTGACCCG
GGCCTCATCAGGTAGCTGAGCCACGCCCTCTAGGACCTGACCAATCACAGTCTGAGCTGC
CAGAACGGCATACGTGCTGGGGGTTGCTGGGAAATCCTGTGAGCTTGCTGGATCTCCAGT
GTCCAGCAGAGGGCATATTCTGCTCGAAGATCTCCTCTGACATTTGCTTACAGGCCACAG
AGAAGGTCTTGAGCACCAGAGACGAGAAGACCTGCAGCTCAGACGCCGCCCCCTTCAGAG
CTACCAGCTGCTGCCCCAGCTGAAGACTGCAGATGGAGGGCTGACGGTTCACATCCAGAC
GCAGCAGCTGTCGCATCATCTCCTCAACCGACTCCATCAGCATCTCCAAGTCTCCTTGTG
TGATGAGCAGAAACTTGTGGAGGCTCCAGGAGGACAGGAACTGGAAGGCCTTGGACACAA
CCCAGACGGTGGACAGCTGCACTGAAGCCAGGACCATACTGACCGTCCTGCTCTGCAGGT
CGGACATGTGGGGGTTGTGGTTAGCTGCACCTGACACCTGAAGGCCGGACTGGGGGCTGT
GTAAAGACCACAGCAGGGACGGGGGCAGCTGCAGGAAGCTCTCCATGGTCTGCGACAGGT
TCCGTCGATCCACAGATGGCGGCACTCCACTCCCTCG
>CL6437Contig1
GGCTTTTATTGAAATGTATTTGGCAGGAAATCTCTTTCATGAAACATGAGTGATGTTTAT
CTTTTTTTTACAGGGCATACTTGAAAGATTGGTTACTTATTTAAAAAAAGACACTTCAGT
CTGGTCCAAACACCTGATTTGACTTTTATTAAGAGATGTTATAATATGAAGGTGTTCAAC
TTCATTAGGGAAAAAAAAATCATTGTCAGACTTAAAGTAAGAAGAACCATCCACTAAAAC
ATTCACCAACTGTTCAATTCCACCTCAAACAATCTTTCACATGATAAAAAGAAAAACTAT
TTCAGATATAATAGACATAAATAACAGGTGGTTTCACATCTACACCACCTCATACTGTAT
GAAATGTTTTCTGGTATTTCATTTCAAGGTTGAATCTCATCTTTCCTCTCCTCTGCTGCT
GGTAGACTTGTCCAAACTCGCTTACGACGATCACAGCATAAAATACACAAAGTTCTTATT
TTTTCACCACCTTCTCCAGATAGCCGATAAATCTCCTCAGGTTGACTTTGATGTTATCTA
GCACACACAGCTGCTGAGAGCTGTATTTACCACGACCTTCTTTGCGAATCTTAGCCTTGA
AGACAGGTTGAAGTGTTTTAAGTGCAGGCAATAATTTGATGTTTTTAGCAGCAATCTCTG
CCTCTTCTCCATCCGCAAAAACGTCAAACAAGGCATCAAGGGCTTCTCCGTTGACAACCA
AATCAGGATCTCTGGTGGCAACTTCAAGTAAAGCGTTTCCGATCATCTGCAGGGTTTCTG
CTTTGCCCTTGNCTTTGGCTAATGTGCTGCCAGTGATGCCCAGAATGGCGACGGGATTGA
CCCTTACACTGACAACATCACAGTGGGAAGCTGCTT
>CL6438Contig1
GGATCCGCCGCCGCCGAATCGGCGGCCGCGGATCCCATTAAACTCCTGGAAAAAAAACAA
CAACTTCCATTTGCTATTTTTCAGCAGGCAGATGTCCAAACAGCTCACAGATGAATGAAA
TGAGGAAGCCAGCTATTGTTGTTGGAGGAAAACCACGGTTTTGGGGTTCGAACGAACACA
GTGGTCAGGTGGTCATCCTCCAACATCAGGAATCTCACTCAAAACTACTTTGACAAGAAT
AAAACAGAGAGAGACAGAGTGTGTGTGTGTGTTCGGGGGGGGCTGTGAATGTGGAAGCCT
GTGTGATTGATTTCAAATAAAGGAGGAGGGGTAGGGACTCCTCATTGTCTGGCTGTAACC



CTTCACCCAGCTCAATCTGGTGGCGAGGGGTCCTCAGGTCCACGGTCTAACTGGACAATG
AAGGCTTTGCAGTCTTAATGGGTGTGACTGTGGACCAGAGAGAGTGCTGGGGGGGTGGTG
TTGTGGGGCAAGCTTGGACTTGTGTGCAAATGAAGAGGCTCTTATTATGGTAATAAGCCT
TCTTCTTTATCCCAGGAGCTTTTTAAATTCCAAATCTTAATTCAGATTGACTGAGCTGCC
ATCGCTATCAGGACCAGCTGTAGTTGATTCCCCCCCATGGATGGAAACGCCATCCGAGTC
CAAACAAATATGAGCATTGAAGACTGAACTGGGCAGCACCAACAAAGAGATCAAACCTTT
GTCTCCTGCAGAGAAAAGTGAAGGTTTTCATTTCAAAAGTGGTTGGTTTTTTTGCCAGTG
AAGTATTTCTGATCTACTTTCCTCACATGTTTGCATTTCTTGCATGTTAATCATCTTGTT
GTCTCAGTCTTACTTTGAAATTTGCATCCATAAAGTGTTTTTTTTTTTA
>CL6439Contig1
TCGGCACGAGGCTTTAGGTTTCTGTGGCTGTTTGGGTGTTAAAGATGAAGCGCGGCATGT
TATTGTGGTCCTGTTTTCGTCTTTACCGGCTACTGCTCTGAGCCTTTAAACAGCTTTTTA
GCATTTTTAACCAAGTCTCATTGAAACCCGCGGCTGCCCTGCAACGTTGGGGTCGGTGGT
GCCCTTTCTTTTAAATGACAAGTATGAATGATAACAGGCTGTTAACAGGACAGAGCAGAG
GCATTTAAAGTCCCTGGTGGGGGAAAATGTCAGAGCTTCTCCCTTTTAAACAAGATTTCC
ACCAGGAATTAGCTGGCAGACATGTATGTAACATTTGGAGCTTGATGGACAACCTTCCGC
GGTGTTTGTTTGTTTGTTTTCTTTTGCTTTGAGATCTCAGATGTAATAGAGGCCGATTTA
TTTTATTTTTTATTATGAGCATATTGGCTGCTTTGGTTACTCGTCAGGCGCCGCCCCCGT
CCCCATCCTTATCTCCTGCTCTTGCACTGTGCGGTAACGACGGCTCTTTACTCATTTTTC
ATGCCAAATGATTGTGTTTACCTGTGTTTTGATAGAGTAACGTGGTGAAACAGCTAAACT
CGTATAGCCTGACCTGAAAATCAGCTGTCTGCCTTAACTCTAATCGTCTGAGATCTGGGC
CGCTGTAAAGAAGAAGGAAAAAACAAAAACACAATGATCCTTTATCTCCAGAAAGGCGTT
TTATCGCTAACTAGTATTCCACATGCGTAGACGCACACTTAAGGAGATGATGTCCTAGAA
AGCGGCCTAGTGTGAACGTTCTTATAAATTGGGGCATTTGAAAGTAGCCTAAACCCATGT
TTTGTTTTGTTTTCCACCCCACCCCCCCTCCGTGCACGCGTACCCACCCATCCTGCACAC
AGCATGCAGGCCTGGGTGATGCATTCAGAGACCCCCGTGTATTTAGCCGAGCTGTGTGTT
CTCTCCAGCCTAACTGTATAAATCGTTTCTGGTTTCACAGCAGTGCGAGTGAATCTGTTT
TTCCCTTGGCAGTGTGCTCCTCTTAATTGAGTTTATTTTCTAAATTTATAGATATATATT
CAGCTGGTTATTAATCTTATTCTGATGATGGTTATTCTTTGTAAAGCAACATGTAGTGTA
TGTGCGTGCGTGCGTGTGTGTGGACCCCCGAGGGGTCGGTAACGGGGGGGGAGGATCAAG
CCAAACCTGAAGCATCCTATGTACCTATCTATCTATGGATTGATCTATCTTATATTCGTG
GTCCTCCTCTTGTCGCTCCTCCCTCCTCCCGCCTCTCCTCCCGCCCCCTCAACATTATTT
GCTGTGTTGTTCTTTGAAAAAA
>CL6440Contig1
TATAGCTAGCTTTTCTAAAACAAAATGAAAGTTTTCGAGCAGTTGGAATTCATCAACATG
GACGTTAGGATGGCTGGACCGTCACGTAAACAGGAGACTCCTGGGAAAACGCCCGCTTTT
TATCGTGCTTGCTATTTCCAACACACAGTAAGTTAGCAGAGGCTGCTTGCTTGGCTAGCT
AGCTAACGCTGAGAAAAGGTAAATAAGAGCAACGTCCTAGAAAAAAAAGCTGCAGAGTTG
TCCCTTTTCCCGGAAAGACAGCTGAATTTACGCTACAGTTGGTGGTGCATTTAAGAAGAA
AATGGCATTTGACTGACCTGTGCGGATGCTGCTGAAGTAGAAAAGTCTGGATTTAATATT
CCTTATATCGTCGGATGGATTTCAGAGCCACATCACCAAACAATCCCGGAAACAAAACTT
CCTTCGCCCTGATTGGACAGCCGAGACCCGTAAGGAACCGTCAGCAAATTTAAAGCGTCG
ACTCCTTTTTTAGGGAGTGTCTGCCTAAATATCGCTTTAAATCCCCGTACAGACAAAATC
TTTTTTTCTTTTCTGTCAGAGAGAATTTCTTTTTTCTTAAATGGCAGTGCGTGACCAAAG
AGTCAACCAGATCATCAACCAGGGCAAGCAGCTGGGGAAGAACATCCTCCTGCTGGCTCA
CTACACTACAGTTTTTGCTGTATGTGTTGGTCGTTTTGTGGAATGTATAGTGGGTGCAAT
CAAGTGGACCACCACGTTTACACACTACACCGCCTCAGCTTTTGACTTTATCTACAGACA
CCTGCAGAGAGGCCAGAGGAGGCGTGCGGCTGCTGGAGCCAGGGAGATGACTCCAGACTC
TGACAAGCAACCGCAGTGACTTTTTCCCCATCAATTTTATCCAAATGAAATGAAATCCCT
CAAGAAGGAACTGGAAAACATTGAACTTATGAAATTAAGCCAGAAAAAATGCCCTACTTT
AGTAAGGAAAACGCTCATTTTTTTATATTTCTAAAATCTTAAAGTACTATTCCGATGAAA
ATCATGTTTTTGTGTGTTTTTAACATATTCTTGTGGCATTTTTTTGATGATGGAGGACCT
ATATTACGAAAATTAACCCAGAAATGACATTTTGAACATTGCTTTATTCAAATCAATGTG
AATCAGGAGCAGATGAAAAAAATACTGAATGAAAAAGAAGGTATTTGTGATGTAGAACTA
TGCTGGACGGGCCACAGGTTCCCTGCTCCGCTCCATTCTGATGCATCCATTTGCACCGGG
TAGCTCCAAAATTCCTCCCCATTTTTGTGGTACCAGTAATGTAATGTTGGGCTTGTAAGG
GGGCTGTGAGCTCGTTGGAAATAGAGCGCTCTCAGTAACCAGGGAGGGGGGCAAATT
>CL6441Contig1
TCGGCACGAGGGTCAAATGTTAGCCTGGTGGATGCAGCCTGACTGAAAAGAGCTTTAGCC
ATTTTGAAGGATGTACGACAAATCTCCACATCTGCTCAGGTTCGGGAGGAACGGATGCAA
TTTGACTGCTAGGAAAAGGCAAACGAGTGGATCCGTTACCCCGACGACGTTTGCTCGTTC
AACCGGTTCTCACCCGGATTAGAATCCAAGTCTTAATCAAAACGTGACATGAACGCTTCA
GGTGTTTGTTTTGCTTTTCAGAGTGCACTTTGCTGTTTAAGCTGGTGAATGAAATCTTAT
GTATATTGAAGATGCTCCAGTATATCAGCCTACATTTTTTTACCAGCCAGCCAACATGTT



TAAGATGTATGAATTTATAGATCTGCTTCTTTTCCTTTGTATATGAATAAATTATAGTTT
CCCATTTAAGTGTAACGATTTCTGTAAACTGTACATACTCAATTTATTTGTATAAATTGT
CTTTTTGCAACCTGACATATTTTTTCTTTCTTCCCAATTTTCTGGGAATGTTGTGCAATA
AAGATGCTGAAGAATGAAAAAAAAAA
>CL6442Contig1
ACCCGGGCATTATGGCCGGGGAGTCACATGATTGTCAGGAGGAATTTAAGGAAACAAACG
TCAACAACAAAAAATACAATTTTTGGGCCATAGAACTTTACATTTTCTGATTTTTTTACG
GTTTTCTAAAGATGGAGTCAACCCTCGAACAACACCTTGACGATACCATGAAAAATCCAG
CTGTTGTTGGGGTTCTATGCACGGACCAACAAGGACACAACTTGGGCTGTCGTGGATCTC
TGTCAGATGAACATGGAGGTGTGGTGTCTGTTCTGGCTAAACAAGCAGCTGCTCTCACCA
GAGACCTGACGGACACACCGACTGTGTGCCTAGAGTCCGAGTCAGGAAACATTCTGGTGA
GAAGTCACGGGACAATCACAATAGCCGTCCACAAAATTACATCGTGAAGACAACGGGACT
TCCTGGAGTTTTATTGTAAAGATGAGATGCTCACTTGAATTCATAATAAAATTCTGCAGC
ATCTTGGCAAAAACAGGAAAAAGAAAAACTATTTTCTAAGTATTGTGGTTTTCTATTTAA
AACAGTTGTAATGGAGTTGCATTGATATGATGTGCACGTTTTGTGGGGATTTCCCTGAAA
TTGCTGTTGTAAAAAACAGGACAGTCATTCACAGAAATATGTCTCTTAATAAACTTTAAC
TTGACTTTGTAAAAAAAAAAA
>CL6443Contig1
AGAACAGGGGAGATTGAGGTCTCCGTCCACAGCATCAGGTCCTTACATATGCTCCAGAAC
TAAACACCTAAACTGGATCTGGTTTGGCTGAGGTCATGTCTCATCTCGTGCTGTGTTTGA
TTGTCTGCGTCACTTTGTGGTCTGCATCCGTCATTACTTTGTCAGTTTTCTCTGATGCGC
CGCAGGCTCACATGCTTCTTAGGTCTCGGCGGGCAAATTCCTTCCTGGAGGAAATGAAAC
CCCCCTCTAAGGAACGAGAATGTATTGAAGAAAAGTGCGACTTTGAAGAAGCAAGGGAGA
TTTTCCTGACAAGAGAAGCTACACTGGAGTTCTGGACGGTGTACACAGATGGAAACCAGT
GTCAGTCCAATCTGTGTGTACATGGTGAATGTGTGGATCTGTTCCAAGACTACGCCTGTC
ACTGTAATCCTGGTTATGAAGGCAAATACTGTGAATACAATGTAACAGCCACAAACTGCT
CTGTTAATAATGGTGACTGTGACCATGATTGCATAGAGGGCGAGGACGGTCAGTGGAGAA
AATGCAGTTGTCTAAATGGATACAAGCTCGACAAGAATAACAGAAAATGCCTCCCGCAAG
GTACCACATCTTGTGGTCAGCTGCTGATCAGCAGGTCAGAGTATAGCGAGCCTTTGGTCG
GCCTGCTGCCCTGGATGCTCGGAGGAGAGGTGGGCAAAAAGGGTGAGAGTCCCTGGCAGG
TGGTGGTGCTGAATGCCAGAGGGAATTTTCACTGTGGAGGTGTCCTAATTAACAGGAACT
GGGTCCTGACAGCAGCACACTGCCTAGAAAACAATCTACAGTTTGCTGTACGACTTGGTG
ACTACGAGCTTCTCAGGAAGGAAGGCACAGAGGTGATGCTGAAGGTGGCCAAAGCTTTCA
AACACCCAAACTACAACAGAGAGACAGTGGACAATGACATTGCTCTGCTGCGTCTGGTGA
CCCCCGCCCCATTCAACAGTTACATTGCTCCTATATGCTTACCGGGGCGGGCCATGGCAG
AGCGGGTGCTCCATCTTAATGGCACCACCACCGTGGTGACTGGCTGGGGCAAAGATGACA
GTGGTAAGTACAGCTCGGCCCTGAACGTCATCAAAGTGCCGTTGGTCAGCCACAGCGTCT
GCGCACAGCAGATGTTACCCTACACCATCTCTGAGAACGTCCTCTGCGCCGGGATCCTGG
GTCAGAGAATCGACGCCTGCGAAGGGGACAGCGGCGGGCCGATGGTCACTCTGTACCACG
GCACGTGGTTCCTGGTTGGCTTAGTGTCGTGGGGCGAGGGCTGCGGCCAGATAGACAGGC
TAGGCATCTACACCAAAGTGTCCAACTACAACGACTGGATCAAGCAGGTGCAGGAGGAGT
GGGACAGAACCAATAACCTGCAGTGATGCCCAGCCTGACCCTTTTCCGGTTCGATCTGTT
GAAGCCCCGGCTACATCTCATAGCATCAAAGAT
>CL6444Contig1
TAAAAGACACCTCTCCGTCATCGTAGTCCACCACTCCGTCTTTGTGAGCGTCCTCTTTCC
TTTCCTTTTTCAAGTCTGTTTCTTTTTGATCGTCCAGGCAAAGCTTCTCGTCTTTCAGGC
TGGACATCCGGATGAAGGAGGTGTAGTGGCCGCTGCTGATGGTCACGCCGCTGTGCATGA
CCACGGCAAAGAGCTGGTAGAGCTGGCCTTTAGCAGAGGAGGGTTTGGTGCACCACTCCT
CCAGAGACAAAGTCAAAGGTGTGTGTAGGGGAGTGTTTACTTTGGAGAGGCCTGCGTATG
GGTCCAACTCTAAGCTGTTGGCAGAGAAGCGCTTCAGATGAATCGTGATCACTTCAGGGG
TTTTGTCAAACAGAAGACTTCTCTCAGCTTCTGTGTAGTGATGGCAGGTCTCACAGAAGT
ATTTGTCTTCTCCAACGATGCGCTCCACTGAGGCAAACTGAGCGATGGCCCACTTCAGAG
TCCTCAGCTCGGGTTTAGGCTCTGGAGAGACCTCTGAGAAGTCGTCTGGGCTGCTGGCTT
GGTCATCCAGCACTGGGACGCTGATGTCATGGAAGTCTTCCCTTCTCTCCGTGAAGCTCT
CACATTCCAGACATCGAGTCCTCAGAACTAGCTGGCCCTGGAACAGCCGCTCCATCAGGC
CCAGACTCCCTTTATGTTTCTCTGTGTTCTTGTGTTCAGTTGGTGGAGATTCGTTTTCCT
TGTCCCTCTGTTGGTTCTCCTGCTCTGCCTTGTTGTTCTTTCCTGTTGTGGAGCTGATCT
TTCCAACGCTGCAGAACTTCGAGAAAATTCCGGGCTGCTTCCCAGACGCTCTCAGCCAGC
TCAGCTTAGTTCTCTTCTTCCGCTTCCCATCCATGGCTTTAGGTTCCTTTTGGTCTTTCT
CCTCTTCGTTTCCCCCCTCTTTGACCTCCGCTCCGGTCTTATTTTGAGTGAACGTCGTGT
CACTGGAGGACTTCCTCTTGGAGCGAGTGAAGGGTTTGCTTGTGTTGTTTTCCTCTCCAG
TTTCTCCTTTCTTAGATTTGCCAGACTTGGGCTTCTTCTTCACGTTTCCCACCTCTGTGT
CACTCTTCCTCCTTGGGTACCGTCGTG
>CL6445Contig1



CTGATGTGTTAGTATCCCAACATTTGCTGGGTACCTTGTAGATTATCCCTGTGTGCTGTT
TGGGCTGGAATTCTGCCCGTAAACACTCTGTTGGTAGAATGAGCTTTCTGTCGAGGATGT
TTTGGGATGAAGCGAGTCTAAAGCAGACGTGGGTCCCGCCACGCCGCTGTTTGAACTCTG
ATAGCAACCTTGCTGAGGACCACTGTGTTGGGAGTACGAAGAAGCGTTGTATTGCTGCCA
CTCGACTGATACGTGCTGCAAGGGGGTTGTGTTTTTGCTGATTGTGCTGGAAGGGCTCTG
ACTGGCTAAAGTCTGATTGTCATTTTGCAAAGGTTTTTCACGTAACAAAGAAACCAATAA
GGGAGATGCGTCTTTTTTTTTAGAATATTGGACTGAAGGAGTGACTCCAGCACTGTTCTG
ATTTGTCGTCTGTCTGCAAAGATGGGCTTGACTGTGCACCACGCTAAAACTTTGGAGCGG
CTGGACTCTGGAGTTGGGGCCGTTGTACTCATTAATGACATTTGTGTTCCAGGTCTGCTG
GGTTTGTGAGACATCTTGCATAAGCTGGGAACCACCCTGCTGGACCTGGGAGGAAGTCCA
GACCGGAATTTGTTGTAGGGTACAATACTGCATGGTTGTCCTCCGTTAGGCTCCAAGTGT
GGATCCAACAATATTCGCGTCGCAGTTGAAGTCCAATTCCCGCTGTTTAAATCCCGCCCG
ATTAGTCCATCCAGGCTCGGTTCGGCCCACGTGGGCTCCAAATCTTATCCGGTCCGGTGG
GAGCGGGACCGTCGCTCCTATCAGGATAACTCTGCCTCTCCCCGGCCATAATGNCCGGGT
TTACCGG
>CL6446Contig1
CCTTCATCAGCGTTTATTATAGCAATGTTTACTTAAATATTAGAAATTCCAGTACAGTAT
ACAACTGGAATTTACACATATAATATAAGAAAATACGTTTGTACTTTCAGACATGTCATA
TTCTGATGCAAAATCTCACAACATTCAATGGATTAGTAATCTATAACCAAGAATCTCCAT
GTGAGAAATCCATCTCCCATCTTTGTGAATCCTGAAAAATGATTATACTGCACAGAAATA
TTTGGTTTTACTTTACAAAAACACAGTGCTCTTTCAACATTTTGCTCTATTACAATAAAC
TAGTCTTCATCAAACCTGTGAACTGTCGTGAAGTTCCATTAAAACAGATTCTGCATAATG
TATATCTTCCAATAAGGGGCCTGGCGTTCATTCAAAAAGTGAAAAGTCTGGCAGTTGTGA
GACGGGGTTCAGGTGACAGTAAAATATGGCATGGTACCATAGTCACCAATGTAATCACAT
ACCGATCGGACAAATTCAGCCCCCCTCTTTTCTGGTCAAAGGAAAGGATTAATGACAAAG
ATGGCATCATCATGTTCTTCACGTTCCCAACATGCATCTCTGCATGGTGGGTCGTTGGAG
ACTGACGGCTGCTACAGACCGACACTTTAGAGCACCGCTGTCTGTTTGTCCCCAGAATTT
CTTCATAACTGGTATTTGTTGGAAATAATAATGGGTCAATATTAGAAGATATACAGAAAT
ATACAAAAAAATGAATCGTTTCACTGTGTGATTTCTCACGTTGTTCACCTTTTCGCATTT
CACTTAATGCGCCACCACAGCGAACCAGCTGTCAATGATTGGCATAGGTGGTTTGGAAAG
TTAATGTAACCTTTTAGGTTAAGTAAAGCTTTCCTACAAGTTTCACATGAAAAGGGGCTT
TCATCTGTAAGAGTTCTTCTCATGTGAACTTTTAAAGGAAAAACTTCCAATCCCGGCCAT
AATGNCCGGGTTAA
>CL6447Contig1
CACGAGGGTCAAACATATGTCCTCCTCCAAATCATGTCTCTATCGAAAGTGTTTTCCCAG
CAAAAGGTTCCTCAAAACTCCGGACATTCAATCAGAGAGATGCCAACCGGCCTGAATCCA
ACAGCCCCTTCAAGGAGGCTTTAAAATGCTGACTCTGAAATGAGTGGAACGTATGGAAAA
AGTTAAGACTTTTCCTAAAGTATACACGCTTCAACCATCACCAGTAATCTGACCTTCAAC
CTGCAGATGGGTAAAGGATCCAAAACGAACAATAAAGTTGTAATTTTAACCATTAGTGGC
ACAAAAACGATATTTTTTTTTTAGGGAAATAGCTAAGTTTAGCGACTTTCCTTTTTTTTT
TGNGNGCAGTTGCTGCTGGNGAGNGAAAAGGTTTTCNCANT
>CL6448Contig1
GCGACAACATCGCGCACATCTTCGGCTTCCTCAGCGGCCTGCTGCTCTCCTTTGCCTTCC
TGCCTTACATCATCTTCGGGACCTTCGACAAGTACAGGAAGCGCATCATGATCGTCATCT
CCATGCTGGTCTACGTCGGGCTGTTCGCCTCGCTCATCATTTGGTTCTACATCTACCCCA
TCAACCTGAACTGGCTGGAGTATCTCACCTGCCTCCCTTTGACCAGCAAGTTCTGTGAAA
AGTACGACATTGACCACGACATCGATCACGTGCACAAATGAGGTCGTCTTTGTGGCCTTC
AGAGAACACGACAATCACGTTTTTTCTTCTTATTGTTCGCTCATGAGGGATCCGCCCAAA
GAGAATCAAACGGGATCTTTCTTCTCGACGGCCTGCAGATGCACTAACCTTCCTCTGAAC
CACTAATCCTCAGTCGGGTCTGGTACCGTCTGGAACCGAGCGGCTTCCCTGAGGCCCGGA
AGAGACGCAAAGAACATCAAAAATCCGCTTCTTCCTGGTCTCTACTTGGACGCATCGCTT
CAATCCGTTCTGCTGCTCGTCCTGGTTTCATGGTCGACTTGGAGAGCGCTAAACGCGACC
GTTTGTCTTGAATGTGAAGGTGCGGCGGGAAACATCAGCGCTCGGTGAGATCACCGCCCA
AATCCCAACTCGCTGCCTTAATCAGACTCCGGCTGTGGTTCTCTCTGAAGCGCGTTTGCG
TTGAACCATCACAGCTGCACGGGTTCAGTCTGACCACAGAACAGCCATGAATGAGTTGGT
TTCTTTTTCCTTCCCTTCCACTCTCGGTCTTGACGCTGTCGGATCGTCTCCCTGACGACG
GGATCAAACCCACCTTAGCATGAAAAAAACCCAGACAAGTGGAAGGTTTGTTCTCCCGTT
TGACCCCAGCTGACCGCAGAAATGTTGTTTGTGGGATTAAGAGGGTTTAGTTACTGTGTG
AGATTATGTCAGTCAGTCAGTCAGTCAGTGGGGCGGAGGCATCTGAGAACAGCAGAGGCT
GAGAAACCCCCCTGAATCTGTAGTTGGAACAGCTGAAGATGCCTTTTCACACCGTCCCGA
CTCCGTGAGGCAGCTGCACTGCTCCGCCTGCATTTGGACCAAATAATCCCCATTTTTTTC
TAATTTTTTGACAAAAAGGGAAAGTGTCAAACGAACTTCAGGTATTTGGCAAAGCACTGT
TGTGCTCTTGCCTGAGTTTTCTATGTGACATGCAAGTTTTAAAGCAATCATATCA
>CL6449Contig1



GTCCCGTCATCACAGCTCTCTGGTTATTTGCAGTCGCAGCAGATTTTATTTTTACACTTG
AGATGTTCCACATGTTTACACACACGCACACACACACACACACACACATACACACAGTTA
TTGCACATTCCCAGTTGTTTGTCCGCAAACGTTTTGTCACAAAAATAAAGCTTTATGCAT
ATTAGTAGATAAAGTGGTTGACTTTGATGTGAGTCGATCCTTTCTGTGCTCTGTAAGCGT
GTTTTGCATTTGCACTAAGAACGGCATCATCCAGCTACTGGGCTTCTCTTGGTTCTGATT
GAGCGCTGCAAGCTTCCTGTTCCTGTTCTGCAAGGATTATTTTGTGTATACTGTAACCTT
TTTACTCTTTTTAAACCATTTGCATTTTATGTCAAATGTTATCACTCAAATAATTTATTC
TTAACAGAAAAATGAAACAAAAAACATGCTACTGATTGTATGTATTTTTAAACAAAGCCT
ATTTTTTCTGTAAAAAATGTGTTCAGCACTTTTATTCTGGGTTTTCCTTTTTGTTTTCTA
TATATTTATAATTTAGATTCAAATGTATATATTGTAAAATTTGTGCCTTTTGACTAATTC
ATAAAAAGGATTTTCTACTTATTAAAGGAAGGACTATAAATAAAACTGCAGTCTTTGAAA
CAAA
>CL6450Contig1
CAACCGCAGGNATTCCCCCGCAGAGCCCGCAGTCCTTCACCGGGATCAAGCAGATTCAGA
TAGCCGCTGCTCCGCCGGTCCCACTGAGGTACTTAAGATGTCCTCCCCCACACAACTGTC
CCCAGTTATGGTCCCCATGGTGCCGATATTCCCTTCGTCCACGCCAGCGGGGTATGTGGA
GCCTAATGCTACCTCCTGTCAACAGTGGGAGCAGCCCCACCACCTCTTCTTCCATCTGGG
GAACTTGTCCCTGTTGCTGGGTTTGGTCCTTCCCACCACACTGGGTCTGCACATGATCCT
GCTGCGCCTCTTTCTAATGACAGGATGCAGCCTCTTCATTACCTGGGCAACACTGTACAG
ATGCAACCTTGATGTGTTGGTGTGGAACGTGATCTTTCTGCTGGTCAACTTCATGCACTT
CTTTTTTCTCTTGTACAAACGCAGACCAATTAAAATTGACCGGGAGCTCCAGCTGGTCTA
CAAGCGGCTGTTTAAGCCCCTCCACGTTAAAGAAGCACTTTTCCAGAGGCTGACAGGACA
ATTCTGCACCATCCAGACGCTGAAAAAGGGCCAGGCCTACGCAGTTGAGGACA
>CL6451Contig1
GGGACTGGAAAGTGGGAGAAAAAGGAGCCCGTCATGGGAGCGGAGGAGCAGGAGGATGAC
AGAGCTCCTCCGGGGAGGGAAAAGCAGCAGAAAAGTTCAAAAGAAGTCTATTTCAGCATC
CTGCCGGATAGATATGAACCGCTGATTGAGGAGGAGACAGAGGAGGAGAGGAGGAGGAGG
AAGGAGGAGAAAAAGGAAAAGAGGAAAAAGAAATACAAGACTTATCGGAAGAATGTAGGA
AAAGCTCTGCGCTACAGCTGGCGCTGCCTGTTGGCCGGTCTACAGAACATGGCGACCACA
TACTCCACGCCACTCTCGGCTGTAGCCACGGTGGTGACAGAGATCAACCAAGCCAGCAGC
AGTAAAGCATCATGGGAAGCAGAATGATAACGATGAAGGGATCCCGAGATTGAACCAATG
ACAAAAGCGTGTTTACATGTTTGTTAGCGTGGGGCTGTGGTTTATTATTCTGTGTCTTTG
TTATTATACTGTGAGTTTTTAGGATTGAACAGAGATTGCAGAGTTTGTAAGTCCCATTTT
GAAAGTCCAAGCCTTAAGTCTCTGGACTCAAGCCCATATCCACAGCATTTTTTATCCGCT
CCTGATTCCGATTGATTATGAATAAA
>CL6452Contig1
TNCCTGTTGNTNNTTCTGTCTGTGCTGTCCACAAAGGGAAGNAAAAACAGTTTGTATGGA
TTAAAAGAAAAGGCAGATACAGCATCAAATCAAGTGGGCATAGTTTATTAATGTAGTGCT
TCCTAATCTACTGTTAGGAACCTTAAATAAACATTTTCAAATTAAAAACTTGAACATAAA
GGTTTACAGCAGCAACATTTAAAGATTGACAGTTGAGTTCACACATAATCAGTAACATTT
CATAACCATGTATGCCGTGACTTCCAAACTCTTCATCCACCATACAAACACATCAGGAAA
CGTTGCTAAGTTATTACAAAAGCAGATCACATAACCTTTAGGTAAAATAACACAGTTTTC
ATTCTCTCTTGTTTGGAGGCAAATGTATGGGGTCAAATCAGGATCTGCTTAAAGTGGACA
AAAAACAGATTATAAATTAGAAAGATTCACATTAAAACTCTGAAAAAACAAATCAAAAAT
TTGAAAACTGTTTTAAACTCGAAAGCACACATTGTAAACTTGAAAAAAATATTGAAAATA
TGACGGAAAAATAGCATTTGAAACATTTGAAAAATAATTTCAAGAAAAAACTGAAAATGT
GAATAAAACTACTAAAAAAAAAACAAAAAAAAGCCCTGAAAGTTTTACCAAATCAAAAAG
AAAGTTTTTACGCCCGCTGTAATACTTTGTTTTTCCTTTCTCCTCTTCCTTGCTTTCAGT
GCTCAGTTTACTGTTTCAATACAGAGTTTTTGTTTTAGCCATATATTCCAATTTCACATG
GGGGTGGGCCTTTCCCATTGGCTGTCGGGACATGATTGATATCGGGTAACAGAGGTTACA
GTGACATCCTTTCTGCTCCAGAACAGCCTCTGTTGCCTCTGTGCTGCCTGTGTTAACCCT
CCTCCCATGTGGTGAACCGTAGTGAGAATGCTCTCCCAAAGTTTGATGCATCAGAAAATG
AAAATGTCTGAGTGGAAACCATAAATTGACTCTCTATCTCCTCCATCTACTGCAGCAGCC
CTGTTTTGTTCTGCAGGCAGCACATGGTCTCCTTCTGCTTTACTCTTATCAACGTCAACA
AGCTCCNGGATGTGCCCC
>CL6453Contig1
TTTTTTNTTNGGAGTAAAAATCTTTTATTCAGACAGGAAACACATTTAACATTCGAAGAT
GTTTAATTCAAGAAGTTTACTACAAAAAAAAGATCATTTGTACATATAAAAAATAGAAGA
GACAAATAAGAAAATGCTGAAAACAGTAGGAGGTGGTTTGTGGGGATCTCTCTGAAGCAG
AAGCAGGATCCACTGGTGAAGGTTGGGGCAAGCAGGCATCTCACATTGGGTAGTTGAGCA
CCACGTCTTGTTTTGCCAGCTCCAACAACATGGGGTCGTCGAAGAATTTACTGATACTCA
CATCTTCGCTTAGACCCTTGCGTCTTCGGGTCTTGATCATGAACTCTCGGGCCAGATGGG
GGGCAGGCTGGGGCTCCAGAGGCCTGATCACGATACTCTTGTCCAGGGGGTCTCCGGGTA
CGATCTGCCAGTGGTGGAACACAGACAAAGCAAAAGCCTGGCCCTGCGTGTGAGTGCGGA



GGTCCGTCTCAAAGCCAAACGAGTCGATGGCGGGAATAAAAGCCTTAATCGTGTAAAGAG
GGGAGCCGGGAATCGGAGCATCTTGGGTGACGTGGCCCCTTCTTCGAGCCAACACTGTGT
AGACTGCCGAAACACAGTCTGCTGGAGCCTGAACCTCCACAAAGTAGTACGGCTCCCTCA
GCCTCGGCGTCGCC
>CL6454Contig1
TTATAAGCAAACAAAGGAGCCTTAAGCAATCTTTGACGTGCTGAAAAGAACTCAATTGAG
TTGGATGGCTATTTTTCTGTTGTGTGTGCAAGATGTTTTGTGTTGCATATGTGGGTTAAA
ATTCCTACTAAACTGAAAAGTTTGTTTAAATTTTATCACACCAACTGACATTGTATGAGT
TAAAACTGAAGCGACTGATGAAGCTATTTAATGAAAAAAGATTACTGCTTGAAATGATTG
TTTTCTGTTACGTTTGATACATTCTGTACTTTCAAAAAAAGGATAGAACCCTTTAATCGC
CTCCTGTTTTTGTTGTTTAATTCTTCTCTGGGATTGTTGGATATGTTAAATGTTTTCAAA
GGTTAATATATACACGGTTGTTTTTTGTATAATTGTGAAATGACCATAAACGTCGAATGG
AAAGATGTAACTTAAGATATCAAATGTAAACCAAATCTGGCTGTATAGTTACATCTGGAT
TGCAGTCTGAGTATCCAGGGGATATTTAAAAAATTATACAGCAGCTTTCTGTATGCAATT
AGGTGCAGATCCTTTGTTCTTTCAGTAAGACAAAAAGGCAAACGATTTTGAATGCTTTTT
AAGATGGTGTTTTTTTTTTCCCAGAGGGACAGTAAATATAATTAAGAATGCTTGTATTGG
AAAACTAACATTACATGTATTTATATTCTGTATTATAAGAGAAAAAGGCTGTACCTATAA
ACTTGCACCTTGCTATGTTTCTTTTTCTTCCCCCAGAGATTGGAAATGTTTGATTGCTTA
TTGGTCATCTGTTTTGGGA
>CL6455Contig1
CCGTGTCGATGCAACAGGGAGATTTAACAATGGCCGCCACTTGCTGTGACCCCTCCCACT
GCAGAATGATCCTGGTGGTGGAGGCATGGCCCCAGATCTCCCCAAGGGCTGGTACCAGAT
GTGATTGGCTGTCCTGCAGCCTGGTTGTCATCTGATTGGTGATTACCACAGCGATGTTGT
GACGTGTTGCCATGGAGATGACCTGCTGGGCAAGACCTTGGAGTAGCCGTGTCCTTTGCG
ACAAGTCATCAAGGTGCTGCCGGAAGGGGAAGGCCACGCTGTCAATGACAAGGAGACGTA
CCCTTGGCTTGTCTCGCAGGAAGTCTGGCAGCAGGAGGAGCTCAGCCTGCAGCTCCACGT
AATCATGGCAACGCACCAGGAAAATGTTGGACAAAATGGACTCCATGTTGAAGGTCTGCA
TGGTGTCTTTCTGCTCGCCGTCCACAGCCAAAAGCGAGAAATGTCTGACAACGGCAGCTG
CAATGTCCACAACTCTCTGAAGAACAAAGCTTCCCTCTGTGTCCATGAAGATCACCTGAG
CCTCCAGACCCCCGAAGCTCCGAGGGATCTGGATGTCCACAGACAGCTGCAGGCACAGAT
GTGTTTTCCCGACTCCTGGAGCTCCACAGATTTCTGTCACCTTCCCCACAGGGAGTCCTC
CTTTAAGGGCGTGGTCCAGCTGTGAGGAGAAGGTTGTGATGCTTCCACACTCTCTCTCCC
GCTGGAGGAGCTCAAGAGCCGTGACAGCTTCACCTGCTTCATGGTTTGCAGCCTCCAGCG
CCACCTACTGTTTACAAACAGCCTCTGCCTGGGTCCGGTCTAATCCGCGCCGTGCAGGCC
CCAGTGCGGGACCGATTTAGAACCGGAGCGGGACAGACAGAGCTATTGGACCCTCGGTGC
AGTTAAAACTAGACTCGGACCCCCGGCCATAATGNCCGGGT
>CL6456Contig1
GTGCTCTTTTTGATCATGCACTTACGCAACTTAAATGTTTACTTCTATTGATTATTTTTG
TCTCTGGAAATTATTGTACTCTACTTTTCCTTTGTATTAACTTTTTGTTGTAAGCAGGCC
TAAAGGACCCAGAAAATAAAAAGAAACTGTTGAAAACATCTAATACTAATTCGGCTGCAT
TGGTTTCATTTATTTTTTAAAGCTCAATGCAAATCCTTTTGTTTGAACTTTAACCTCCGT
GACCAAAAGTGACCTTCGGCCCGCCTGGTTCATGGTTCAGCTTTGGCGTGTGCTTCACAT
GACAGCGCAGTGGTTTCCAGCAGACAGCCGAAGAACAAAGCTCGCCTTAGGCGCTATTCA
GATTTGATGACAATGCCGGACTCCTTTATTCAGCGCCAGCAGCTCGATGCCAGCATGGCT
GACACCTTCCTGGAACATCTGTGTCTGCTGGACATCGACCAAGAGCCAATCACAGCGCGC
AACACCAGCATAATCTGCACCATTGGTCCGGCGTCTCGGTCAATCCAAAAACTGCAGGAG
ATGGTGAAGGCTGGAATGAACATCGCTCGTCTTAATTTCTCACACGGCTGTCATGAATAC
CACAGCGAGACCATCAAGAACATCAGGGAGGCCGTGGAGACCATCACCTCTGATCCTCTG
TATTATCGACCGGTGGCCATCGCTCTGGACACGAAGGGCCCAGAGATCCGCACGGGTTTA
GTTAAAGGGAAAGTGGACGAGGAGGTACAGCTGGTGAAAGGAAGCCATGTTCGAGTGGTC
ACGGCTGAGAGTGAAAGAGACAAGACTGATGCGACAATGCTCTGGGTGGACTATCCTCAC
CTGCCTAAAGTCCTGGAAAAGGGAAGGAGAATCTACATAGATGATGGCCTCCTGGCACTC
AAAGTGTTAGAAATAGGCTCTGACTGGGTGGATACAGTGGTGGAGGCAGGTGGACCTGCT
CTGCAGTCGAAAAGGTGTGAACCTCCCAGGATGCGACCTGATTGGCCTGCAGGCGGTCAG
CGAGCAGGACGAGGCGGATCTTAGGTTCGGGGTGGCTCATGGCGTTGACATGGTGTTCGC
CAGCTTCATCCGCTCCGCCCAGGATGTGAAGGACGTGCGTCGAGCTCTGGGAGAACTTGG
GTCGCACATCAAAATTATTACCAAAGTGGAGAGCCGCCAAGGAGTACAGAATTTTGAGGA
GATCCTA
>CL6457Contig1
CCCGGGCCTTATGGCCGGGGGGGTTGGGTCCCGCGGGACCCGGCGGGACCCGAGCCCAAT
GCAGCCCTCTACTGCAATCTACTGAAGCAGTGGGCCTGCTGTCAGAGCGCGTGTCCGTGC
CTCCAGGCTCCATGCTAACTTTGGCTCGAGCTACTTTGCTGCTCAGTGACATTAGAGAAC
TTCAGAGCTCCACACTCCTTCAGGTCACGAGGAAGCTGTTGGACATGCAGATGCGTCTGT
TTGGTCAGAGTGTGACACTTGTGGATGACAAAATGGGTGTCTGCACTCCTGGCTCTGACA



ACATTTACCTCCCTTACATTGACATACTGAAGGAGATCACTTTGAGGATTGATTCCATGG
CGAATTCTAGCAACAGGCAACAGCCAAACTCTCCACTTCCAATGAACCAACAGACTACCG
TAACTGAGATTGAAGAGCTGACCGCCGAGAAACGCTGACACCTCCTGTCGTGTGTCAAAT
TCCCCACCTAACCTGATGCTGAAGGGCTTTTAGTTCTATGGGGATTTATTTTTGGAAAGC
TTTATGCGAACAACACACTGAATGATCAGTTCTGGAGATTACAGCTCTCTGCTAAAGGGC
TGTTTTGATTTGCAAGGAGAATTTCAAAAAAAGTAAATAAAGCTGCAGATGGTTTTCCAA
CAAGTAAAANAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL6458Contig1
GTTAACTTAACGCATCGGCTTGTTGCTGTTGTGACGCCGGACGAGNACAAACCAAAGTTT
CAATGGAAGTACAACAGCCGCAGAAGAAGCTGATCAACTCAGTGGAGAGCTGTGTGGATG
AAGCTCTCTGCGGCCTGGTCAGGGCCTCCGGGGGCCAGTCCCTGTTAAAGGGCCACAGGG
TGGTGGTCCGCTCTGACCTCCAGAGCCTGAGGGGGAAGGTGGCCCTGGTGTCTGGAGGGG
GGTCGGGGCACGAACCCGCACACGGAGGTTACATCGGCGCCGGAATGCTGTCTGCGGCGG
TGGCGGGGGCCGTGTTTGCGTCGCCGCCTCCTGCTAGCATCCTGGCGGCCATTCTGTGTA
TGCACAACGCAGGAGCATCTGGAGTCCTCCTCGTCGTGAAGAACTACACTGGCGACCGTC
TCAACTTCGGCCTGGCGGCGGAGCAGGCGCGCAACCAGGGCGTGGCCGTCGACATGGTGA
TCGTAGCCGACGACTGCGCCTTCGATCTGCCCAGCAAAGCGGGCAGGCGGGGCCTCTGTG
GAACCGTCTTCATACACAAGCTGGCTGGCGCTTTGGCAGAAGAAGGATGCTCATTGGAGC
ACATCGTTTC
>CL6459Contig1
TTATAAATCANCACGAGGTGGTGTTAGGACAAAGTCGAGAGTACAAAACCATACTGTTAG
CTGCAAAAGCAAACTAGCATTAGCCCTGAAAACATTTAGATAGTGCTTTGCTCTAAGCTG
CTGCCGCTCATGCCACCGACAGTTTTAACAGTCAACATGTAACAAAAAGGAAGTGACATC
ATCAACGGAACATTGGCGAACCGTTGTTGAGGAAACACAGACTTGGCATCAGCAGAACAA
AAAGTGCAGGTTTCACAATGACTTTTTTTGTTGCCAAGGTTTTATTTAAAAAAAAAAAGT
AGTGTTTAATTCACAAATACTGCATTTTGTAACATAAAATACCAGAAAAGTTGGGTCCGC
TACTGATCTACAGCAAACTACTATAATTGTCAAATGGCTACACTGTAGTAAAGCTATGAA
CTCCAACACTACTAACACTCTGTTTTAACAAAGATTACTACAAATGGAGTATATATTAGT
ATCATATATATGTTACTGCTTTATATTTGGCTTGTTACTCAGAAATAGCAAATAATTAAA
AAACCTGGTAAAATTTTAAAAAGAATGAATTTTTGAAGATCCAATCTAAGGACAATTGTG
TTTTTAACATGCTTAGAGGAAATTAGGCTCAAAAATGCATTTCTGAATATTTTTTTTCCA
AATTGTTGTGAACCAGGAACAGATTAGAAAAAGCTTCTAGTCGTGTCCAAACTACAATCA
GGAGCCCTCAAGCTTCCTGCTCTGCTCCATTCTGATTCATCCACATGTAGACAAATAGAT
CCATATTCGTCTCCCGGCCATAATGCCC
>CL6460Contig1
GATTGCAGGCTTTATAACTTTATTGGCTTTTTTTTTGCAAGCACAGTTTTGATTCCAGTC
ACAGTCAATGAGTACAACTGCATCAAAAAAGAATACAAATTGTTTGGCTGCCGCTTCACT
CCACCTAAAATTATGTACAAAGACGAAAGTGTATTGGAACTAGAATAATCCTAACATCAG
ATTACATCTTCAGGTGGGAAGTTCATGCAGCGCAGCTTCATTCGTGGGAAAGGACTTAGT
ATTGCTGAAAAAGGCTTTCAAACAAAAAACACACAAACTTAAGTTTGGCAAAGCTTTAAA
CAGTCACAGTTTTAGGTTAAAAGCAACAAAACAAGACACAAAAAAACAATACAATAGTTT
TAAGAAATACAAAGTGCAAAACTCAGATTTTATCCATTTGGGTTGATTAAGAGTTCCAGT
TAAAATAAAAAAACTTGGATGGCTAAGATACCTTTCGTCTTCTTCTACCCCCACATGAAT
CATACTGTACAGAAGTTCTTCAAAGTGCAAGTATTAGGAATTGGCATAAGCTTTTATATA
CATACTTTTGAATGAAGGAAAAAAAAAAAGTTTACTTGNCCNGCCGGGCNCCTTTAAAAA
CTCAACANACTTCTCAGGCNCCNTTTACNCTGGACTTAAGCCAGACTTCATCGCCGTCAA
GCTCGCCACAAACCACAACATGCGCATCGGACGCTGNGGGTTTAATATAACCGGAGCCNC
GCCCAGCATCNC
>CL6461Contig1
TCTATGTTCAGAAATAACACCACCACATCATCTGCGTCAGGCTTCAGCTTTGGACAGCCC
TCAGGTTTTGGCTGTTCGGCGGCCACACCTGTGTTTGGCCAACAATCCACCACTGGGAGC
ATATTTGGACAGCAACAGCAACCTTCAACTGGTGGAGGTTTGTTCGGTCAAAGTTCGACC
GGCGCTGCAACCTCGTCCTCTGGCGGATTCTTCAGCGGGTTGGGAGGCAAACCCAGTGAA
GACGCTGCCAACAAGAACCCATTTGGTACCACCGCCTCCACTGGCGTGTTTGGCCAGAGC
ACGCAGTCTGGGCCCAACAGCCTCTTTGGGAGCAGTAGCGCCAAGACCTTTGGATTTGGT
CAGCCCTCCTTCGGGGAGCAGAAGCCCAGTGGGACCTTCAGTACTGGTGGAGGCAGTGTT
GCATGTCAGGGCTTTGGTTCCTTCGCCACACCATCTAAATCAACGAGCGGCTTTGGCAGC
GCCCCCGTGTTCGGAAGCCCCCCTTCTTTTGGCGGTTCTCCTGCATTCGGTGGCGGCGCT
TCATTCAGTTCAAGTCCGTCTTTCAGCAACCCTTTAGCTTCCCAGTCCAGTAAAGTGTTT
GGCGAGGGAACAGCAGCCGCCAGCATGGGAGGATTTGGTTTCTCCTCACCCCCCAGTGCC
CCCTCCTTTGGGACTCTCGCCACTCAGACTGCGCCGTCATTCGGGAGCTTGGCCCAGCAG
GGCCCTGGATTTGGAAGCCAGCCCAGCAGCTTCTCAGGCTTTGGCCAGCAGCCACAGACG
GGAGGATTTTCAGGAAACGCATTTGGATCTCCAAATCCACCATTACAACAAAGTTGGATT
AACAATCTCTAAAAACCGGGTGCTCCGTCGTTTGGCAGCTGGAGAAGCTGAGTTCCTCCA



GGATCTCCTCAAACTTCACTAACAGCTTCCCCTTAAGTCGAGATGTCGGTGACTGAAGAT
AAAGGCTGGACAGTTGCATTATGGGTTGAAGATTCAAAATAACAGAAAAAGTCACATTCA
GAGGAACTGAAAGCTCAGTTTATATCATCCATTCAAGGCTTTGTCATGCAATGTTTGTTT
CGCCCCAAGACTTATAAAGTTTGATTCAAACTTTTTCACTGATTGCATCGGCTGATGGAA
ACTGAGCAGCTAAAGTCTTAACGGCTTCATCAGAGTGGTTTTCTTTACACACTTCACACA
TTCTTTGTAAAATGTAAAGAATGTGTTAAAGTTTGACTTTTAACAGATTTTGGCAGCAAG
CTTCCCCTGGATGTATTTTTTTTACATTGAAATCCAGAAATAA
>CL6462Contig1
TTTTTTTTTTAAAAAGCGTGCTGCCCGACGTAGATAGAGAGTCTGAGGACGGAGCTGCTT
TGGTGGCTGCCCTGGTAGTTGAGCAGGGGGTTAATGGAAACCATCTCCAGGTCCAGCGTG
TATTCTCTGGGCCCTGACACAGAGCGGGCCAGCACCAGCATGGCGCTAAGGTTATTGATT
TGCCTGATGTAAAAGTCGCCGTTGTCGTCCCCAGAACGGATGCGAAAAGTGTTGTAAGCC
CCCACAGACACGCTGGTGGCCTGGATCTGGAAGACGTCTGAGGGGACCGTGCGCTCTGAG
GTGATGCTCATGTAGCGGTGGACCACAGAGAAAGGCAGGTCTCGGCAGACGGGGTTAATG
ATGGGACACACACAGCGGTTGTCAGACACTTGAACGTAGGGGTCCTGGCAGCGATCGTTG
TCCACACACTGGTACCGCCCGTGGATGTTCACACAGGTCTGTGTGTCTGTGCACTGGTGC
TCACCTGTTTCACATTCATTTATATCCTGGCAAGTCCTGGTGCCCTGCAGCTGGTATCCC
TCTGGACACACACAGGAGAACTTCCCGGGTTCATTAACACACTGGAATTGGCACAAGTAG
CTGGAGAAGCTGCACTCGTCGATGTCATTACAAGTGAAACCGTCCTGGCCGAGCTCGTAN
CCCTGATCGC
>CL6463Contig1
CCTGATTCAAGGGTAAGCAGTGTTTCGTCCCAGTTGAGGGATGGAGCCCAGCCCAGTCCC
AGCTGCCACAGTAGCACGCCATCCTGGTGCTGAGGAGCCAGCACAGGCCAACATGGACAT
CTCCACCGGTCACATGATTCTGGCTTACATGGAGGATCACCTGAGGAATAAAGACCGTCT
GATGAAGGAGTGGGAAGCTCTGTGCTCATACCAAGCCGAACCCAGCACAGTCTCTGCGGC
TCAGAGTGAAGCTAACGCCAAGAAGAACCGCATCCCTGATTCTATACCCTATGAGCACTC
CAGAGTGAAGCTGAAAGCAGAGATCAACCCCTCACGGTCAGACTACATTAATGCCAGCAC
CATTATTGAACATGACCCCCGCATGCCGGCTTACATCGCCACGCAGGGACCTGTGTCTCA
TACCATCTCTGACTTCTGGCAGATGGTGTGGGAGAACGGCTGCACAGTCATCGTGATGAT
GACCGCTCTGGCTGAGGATGGAGAGAAGCAGTGCGATCGGTACTGGCCTGATGAAGGCTC
GACCCTCTACCACATCTATGAGGTGAACTTGGTGTCTGAGCACATCTGGTGTAATGACTT
CTTGGTGCGCAGCTTTTACTTAAAGAATGTTCAGACCCAGGAAACACGCACCCTCACACA
GTTCCACTTCCTGAGCTGGCCGGCACAAGGCATTCCAACCTCGACCCGCCCCCCTCCTGG
ACTTCCGCAGAAAGGTGAATAAGTGCTACAGAGGCCGATCCTGCCCCATCATTGTGCACT
GCAGTGATGGTACAGGCCGGACTGGGACATACATCCTGATTGACATGGTTTTGAACCGCA
TGGCTAAAGGTGTAAAAGAGATTGACATTGCTGCAACATTGGAGCACGTGCGGGACCAGA
GACCTGGGATGGTGCGCACCAAGGACCAGTTTGAGTTTGCTCTGACTGCAGTGGCTGAGG
AGGTGAACGCCATCCTCAAAGCTCTACCCCAGTGAACCCGCAATCCAGACTGGCTCCTGT
GAGGCGGACTGAACCATAACGTGCCCACCATTCACACCTTTTGATCTTTCCTCCTCTGTA
CATGGATGACAAGTGATGCCTCCTCCCGCATGTCACCTAAACTTCAAATCAAAGTGGTGA
AAAAATATATATACAGATCAGGAAGAGTTTGGAGAATTNTGAAGAAAGTGTTGGTTTATA
AAGTTCGCAAATCAAATTGGGAGTTAAAATTNTACTGCCTCCTAATTAAAAAAAACATTT
ACATGCTTTCTGTGTACCAGTGAAGCATTTTCAGTCTCTGGGTCTGTCGTTGTTTACCTC
ATGCAAGATAAAAAACTTGAAAAAAAAAGCTTAATTTGTATTTGTGACAGCTA
>CL6464Contig1
TTCAACAAGACAATGATCCAAAACATAAAGCAAAATCTACAGTGGAATGGTTCACAAATA
AACATATCCAGGTGGAAGAATGTCAAAGTCAAGACATGAATCTAATGGAAAATATGTGGA
AAGAACTGAAAACTGCTGTTCACAAAAGCTCTCCATCCAACCTCACTGAGCTCGAGCCGT
TTAGCAAGGAGGAATGGGCAAAAATGTGCAAAACTGATAGACATACCCCAAGTGACTTAC
AGCTGTAATCACAGCAAAAGGTGGCGCTACCAGGTATTAACTTAAGGGGGCAGAATCATT
TTGTACCCCCAATTTTCCAGTTTTTTTAATTGTTAAAAAAGTTTGAAATATCCAATAAAT
ATTCTTCCACTTCATGATTCTGTCCAACTTGTTGATTCTTCACAAAAAAATTGCAGTTTT
GATTCTTTGATTGCAGCCTGAAATCTGGCAAAAGGTTGAAAAGTTCAAGGGGGCGAATAC
TGTAAAGGCACTGTATAGAGGAATTTCACAGCTTTTTTTGTGTTCATTTGATATATTTTT
TAAACAATATTCTAGTAAAAACAAACAAAAAAAACTAAAGAAGTGAATACATTTTGTGTT
CTTCTCAGTAATGTTGTGTGCGAATTTTATTTTTTAGCACTGTTTTTCCTCTTTTATCTT
CCCCTTCTCACACTTTTTTCTCCATGTGGCGATTTTGCTTGACTGATGTTTGAACACAGT
GGAGGGAGTCCAGCTGGCAGAGTAAAAGTTGAATGTTGAATAAAAGAATTTTCTCATGAT
GAAAAAAAAAA
>CL6465Contig1
AGGCGGCATCGGCATGAAGATGAACGCCGGCTTCATCATGCTGAACCACTTTAGCCCAAC
GCTATGCTAAGATCCCTCTGTTCAGCGACGACTTCACCGACAGGGTGGGCATCTCCTTCG
ACCACATGAGGATCCGCTTTGGAGACTTTAAAACCCTCCCTAAACTGATCCCCGCTCTAA
AGACGCTCTTCGCCGAGGAGATCGGCGAGATGGAGGAGCGACGCGAGAGGAGGGAGCTGA



GGTGTCCAAGGGGGGGCAGCGGCGAGCCCGACGCTGAGCAGAGAACATCCAGGAGCTCTG
AGGAAGGACGAGGCGCCAAGAGAGGCCAGCAGGAGGCGCTGATGGACACGAAGAGGCTGA
AGAGCAGCTGATCCCAAAAACCGCTGGATTTAGTTTAAATTAGACTTTTATTTGTTCTTT
AAAGGAACAAAATGTTTGTTTGCTGTGAGACAGTAAAATTTAAACAATAAATAAGTTTGG
TTTTCATTTGAAATGAGGTTTTTGATGGTTCTGCTATTAATGTTAAATCCAAGATGGGTT
ATACAACAAAGGATTGAATGTAGAGTTAAATCCTGATAGAAGAATGTTTTAAAAATATGG
AAAATAATGGAGCTGAACGCTAAAAAAACAATATAAATGCAACAAAATGTTCTCTAGCTG
GAAGATGTGACATGATCTGAAAGTATAAAACACGATAAATATAAAACAATATTGCTGAAA
GAATATTCTTCTGTTTCTTGAATGCAAATGTAGCATAAAAACAGCTGGAATAAACCCAAA
TGA
>CL6466Contig1
TCCGTTTTCTTCAAATGACTGCTCATCATGCAGAGGCGTGTGACATTCAGGATCATGATG
ATGGTGAAGGTGACCAAACACACCACCATGTAGTACACGCCCATGTCGCCGCTGGTGAAG
ACCACGCGCAGCGTCACGGTGCAATTGGAGCTGCCGTGAACGTTGGAAGCCATGCAGGTG
TACTTCCCGCGGTCTGCAAACTTGATGCTGGTGATGTTGAGGACCCCGCTGTCCAGCAGA
CACCACTTCCCACCATTTGATGTGTCCAGGAGCTCCCCATGGGAGTTGAACCACTGAACG
CTGGGAGATGGGTCTCCGGTGATGTTGCAATCAATCAGCGCACAGGTCCCCTCGCGGGCA
ATGATCTGACTCACTTTACTGAACACAGCGGGGACATATCCACCATCTGTGACGTTGCTA
TTTTCTGTTAGGTTTCCGTCTGTGTCCACCAATAAGGCCCCGGGGGTGAAAGAAGCAACA
AGAGGCAGCAGCACCACCAAGATGTATGCGAAGAAGCCCGGCATTTTCTCAAAACTGACT
GTCAGCGTGTCATCCCCCGCTGCAAAAGACTGTGTCATTCCTCCTCCATCCTGCAGTCTG
GGTATCTCTTTTTGATGGTGGAAGGCAATATGGCATTCAGTTCTGTGATGTGAATCATCT
CAATGAGGGTCTGTCTTCATGGACTACCTCTTATTTGCCCTAAAGCCCCTCAGCTAGTGC
CTGCTGCTGTTCTAATCCTCCCCTGGCATCCACATCCTCCCCCTCCCGCACCCCGGCCAT
AAGGCCCGGGTTAA
>CL6467Contig1
CTACATGTATGCTCAGTATGTCAAAAGCACCATGCAGCCGCTCAACATTAGCGATGTCAC
CAAGGACCAGCGCTTCCCCTGGACGAGTGATTGCCCAGATCACCTGAGCAACCAGATCAA
AAGTTTGCTCTGCGCCCCTATCAGGAATAGGAAAAAGGACAAAGTCATTGGTGTCTGCCA
GCTGGTGAACAAACTGGATGAAGCATCTGGCAGCATTAAAAGCTTCAACAGAAACGATGA
GCAGTTCCTTGAGGCGTTTGCCATCTTCTGCGGCCTTGGCATTCAGAACACGCAGATGTA
CGAAACAGTGGAGCGAGCCATGGCCAAGCAGGAAGTCACTCTGGAGGTTTTGTCCTACCA
CGCCTCTGCCACAGAGGAGGAATCGCAGGAACTCCAGGTTGCTACAGTTCCATCTGCACA
GTCACTGCGTCTTCTGGACTTCAGCTTCAGCGACTTTGACCTGTCGGACACTGAAACTAC
GTTGGCCACGATTCGCATGTTCACTGACCTCAACCTGGTCCAGAATTTCCAGATGAAGTA
CACGAGTTTGTGTCAGTGGATCCTGAGTGTGAAGAAGAACTACAGGAAGAGTGTGGCCTA
TCACAACTGGAGACATGCCTTCAACACCGCCCAGTGCATGTTTGCACTCCTTAAATCAGG
CCGACTGCAGAACAACTTAAGCGATCTAGAGATCTTAGCTCTGATGATTGCAACCCTAAG
CCATGACCTGGACCACAGAGGGGTGAACAACTCCTACATTCAAAGGAGTGAGCACCCTCT
AGCCCAGCTCTACTGCCACTCCACCATGGAGCATCACCACTTTGACCAGTGGCCTCATGA
TCCTCAACACCCCAGGAAACCAGATCTTGAGTGGTCTCTCTCTGGACGAGTACAAGGCCA
CTCTGAAGATGATAGAAAAGGCAATCCTGGCCACAGACCTTGCTCTGTATATGAAGAAGC
GGGAAGACTTCTTTGAGCTCACCAAGAATAACCAGTTTGTTTGGGTGGATGAACATCACA
GAGACTTGCTGAGGTCCATGCTGATGACCGCGTGTGACATCTCTGCCATCACCAAGCCCT
GGCCGGTGCAGAAAAGGGTTGCTGAGCTGGTGGCCACAGAGTTCTTTGAACAGGGAGACA
AAGAGAGGCGAGAGCTCAACATTGAGCCTACGGACCTGATGAATCGTGAAAAAAGAGACA
AGATTCCCAGCATGCAGGTGTCCTTCATCGATGCCATCTGCATTCAGCTGTATGAGACCC
TGGCGGGCCTGTTGGAGCACTGCTCGCCGCTGCTGGAAGGCTGCCAGAAGAACCGCCAGC
ACTGGAAGCGTT
>CL6468Contig1
TTCATAAAACTGGTTAAATGATAACGCCTCTTAACTCAAAAAGATAATGCCATGTTATGA
TGTAATTACTTTTTGATATCCATAGAAATGTGGTTCAAACGGACAAAAGTTTCCCTTTGA
TGGCCTTTCTCCACAGCTTTGCCTTCTGTTGTAAAGTGCCAGCAGTGCTCGCTTTGTTTA
CTCCTTGGAGCGCGTCGAGGATGAACCCTCAGCCTAAAATGGTCAAAGAAATTCTCGAAC
ACGTTGGATCTTGCACTTGTGAAAGGGACGGACAGATTTCATCTTTTTTTTCTTTTTTTC
CTCCTTTTTCTAGTCGAGATAATGTTCACTGCGATTCACTTTCAGTCAGACAGCAAAGTT
GGAGAAACGTTTCAATACTGAAAGTATTCTGTGAGCAAAACTTTTAAAGTTTGTTGGTCG
AAACAGGAAGTTCAGCCCCACTTTTTTTTAGAATAGAAATTAGAAAAATGAAGAACTTTC
CATTCTGACGTCAAAAGTTGATTTTGTATTACACTAGTTCCTGCTCTAACTGTGCTTCTA
TGCAGACTCCAAAAAAATTTTTTATTTCCTGTCTGCAGGGCAATATTTCAACTTCCCTTT
CAAAATAAAACTACATTTTCTTCATCTAATTTCTGCAAATTATTGAGCTTTTTCCTCCAA
AACTTTGCTTTACTCAAACTTTAAAATGACACAAATACATTGTTTACCAGCCTTACCCCA
GACTGTTCAGGTTTATAGAGTGTGGGGGCAAACAAAGGGTTGAAACTAATTGAAAACGCG
GTAGAGGCTGTATTGCTTTATGCCAGAAGGCAGAGTGCCAAAATCCATTCCAGCCTCAGG



CACTGAAGTCGCTCCAGTCTATCCATCACACGGACTCTGAGCGGGAAAGTCTGGATGTGT
TCGTCAGAGAAACCTTTCTGAGTGACGGGTGATGTTTGAAGGAACAAACGCAGCTGCGAG
ACTCTGGATTGGTTTTTCCAGGGGAAGGTCTGGAAGGTTTGGACCTTCAAACTGGACCTT
CGGGTGCGGGTNTNTTCAAGGTGATGGGGTTCCCCGGGGGGTGGGGGGGGGGGCAAAGCG
GTTTAAGTGAGGAGCTGCCTGATCTCTCTGTGGACGTAACAAAGGAAGTCCACATAGGAA
GCGCCTCCGTGTAAGCCTTTGTCCTCCACCAAGAGCTGTCGGAACAGCATCTCCGGTTTG
TCTTTCTGCCTGACGATCTGCAGCTTCATGGAGTTTGGCCTTTTGTTTTGAAGGTCCCTG
ATAATGGCTCGGACTTTCTTGACAGCGGGTG
>CL6469Contig1
TTCACTCACTCCTTCCATCACCCATCCCTTCCCTTCTATCCTAGTGCTGAGTAGAGTCTC
TGTCTCCCGTGTAACAGCTCTGGTCATCCTCTGCCCAACTGTGCCACTGTGTATGCATGT
GTCTGTGTAATATATATAGAAATATATATTCCACTGGAGTGGAAACCTTTTTGGCAGGAG
CAGGGGTAAAAACCCGAGTAGCAGAAGCAGCTTTTAGGTTTTATCAGGGGCAAAAGAGGG
GCGCTTGTGACATATATAAGGTCTACGTTAATACTGTCATTATTGTAATTTACAAAACAT
AAATTAGTTGCAGAAGGTGAACTTCTCCAGAGAGCTGAGTTGGTTCTTGTAGTAGGGACT
CCTCGTCAGTGTTGACTGTACTATCGGGCAATGGGCACAAGCTTAAGAGTCTGTCAGAAC
AGGCAAGGAGGTGGAGGGGGGCTGAGTGGAAGATGGACAGAGATGAAGGAGGCAGGAAAA
GAAACATGGGCTCCTTTGCACGAGGTGTGCACCCATCAACCAATCAGCCTTGGGCTTCCT
CCAAGAATGGATGTGTCAAGTGGCGCCACCTGCTATCTAGATATGTACGTGTAGGTGCGT
GAAGGAGACCGTCCCTCTGACTGGCCATTAGCTGAGACGTTCAGGAAGTCCCAGATCAGA
ATGGTGTCGTCATGAGAACTGCTGATGATCTGAAACTCATCGAACTGCAAGCGGAACACG
CGGCCAGAATGCTCCACAAGTGTGCGCAGACATAAAGTGCTGGCAGGGGCACGAGGGTCC
AGAGCTGCCTGCAGGTCCCACACCTTTATCTTCCCGTCATAAGCGCCGCTGACGATCCTT
TTGTTGTCGAAGCGAATGCAGCGCACCAGCTCCTCGTGGCCTTCTAGCACTCGCAAACAT
GCTCCGCACTCTATGTCCCATAACCGGATTGTGTTATCAGATGAGCCCGGCCATAAGGCC
CGGGTTAACGCGCGCTCAAGATCTA
>CL6470Contig1
AGTGAGGAGCTTCTGTGTTTAGCTCCCTCGATGCACGCTGAAGCGTGTGATGACTGCAGC
TCTGAGATGAGAGATGGTTCTGCTCCAGAGGTGAACTTCACTCCTGATGGAGGAGGAGTC
AGAGGAGACATATGAAGAGGAGGAGAAATAGGGGACAAACATTCTACGTCACCCCTCTCT
GTGAGTTCGAGCAGAGGTGACAAGGCCCGTTTTGTGTGTTTCTTCTTGGTGGCACGTGGA
CGTGCTTCTGTTGGGCTCTGTGGCCTTGTAGATGGGGGCTGGACTGTCGCTGGCGGAGGT
GACGGAGCCAGCTCCAAGGCCCACGTCTTCCTCCTGTTCTACTAAAAGTTCTGAAGCAGA
GGGAGTAGGAGAGGGAGGGGCTGGTTCTCTTAACCTGGTGATGAGCAATCTCTGGCAGCG
GTCCAGAGATTCCTGCTTCAGACGCGTGCCCAGGTGTCTCTTAGCCCAGCAGGTGGCGAT
CTCAAAGGGTCCTCTCCAACCTCCTGTGGAGAGCTGGGACAGTCTGTTCAGCTCCAAGGT
CTATGTTATTCTCATAGTGTTCTCTCAAAATCAGGATGGTGGTGTAAATCCAGTTTTTAG
CATTCCCCTCTAAGAGACTAAATGTTTGTAAGTTGGGGGAAGCAGGTTTAATAATTGTTG
TGAGCTGTTGGCTTATTTTAAGTAAGGATGGAGGATATTCCTCTTTGGAAACATTAACAA
GGTGGTGCACTGCTTTTATGAGTCTGTTGATGATACGCACCTTCTGTGTAAAGTGCGGGT
CGTCCGACTGCACTCTGTGTGGGGGCGCTCTGGCTCCGACCCCCCGTGTTGTGACCCAGT
GGTCGCCATATTGGCATGAGGGTCTGGTGTACCATTCGGGTCCCTGAGCGTGCAGCGCCT
CCTCTGGATCAGGGTAATCACGCCAGTGGAGGAATGCTGGCGGCGTACTGCGGCGTCTGG
GCTCCCCCCTGGAGACCTCAGCATAGGAGCGTCGGCTGCTCCGTCGTGGATGACGTGAAG
TTGTGCTCCAGTCTTGCTCCAAAACACGGCCCCTCCTTTTGCCTCTTCTCCTC
>CL6471Contig1
CGAGGCAGTGCAGAGCTGCTAGTTGTCCGCGCTCGCCGGCTGTGGGATTAACCGTTAGTG
GCTTTCTGACAGACTGCCCGGCTCGTGAAGTGGGATCAGGAACAGGAGAGCGGAGCCACG
ATGCTGAAATGTAGGACAGTATGGAGAAAGCTCGCACCTCTGGCTAAATCCTCGTCCACA
CTGTGCCGGCAGAACGTGAGAAGAGCAGGTTTGAACAATGGCCGAACACCAGTGTGCGTT
CCTGCAGCCCACATGTCCAGTGGGCCTGTGGGAGGAGGTGGAGACAACCTCAAGTATGCT
CTCCTGGTTGGCGCAGTCAGCGTTGGAGGCCTCGTTTATGCAGTTGTAACCATGAAGTCG
GACCAAAAACGATACGAGCAGCGCATAGAAGAACTTTCCACCAGGCCACAGAAAACGTCC
ACAATACCTACAGCTGCACAAATCCAGTCAGAACCTCCTGCTGTTCCTGAGGACCAGCCT
GCAGCAGCACCTTCAATAGAAGAGCCAAGCTCACCTGCAGAGGTTGAAGCCCCCAAAGAG
GAGACGGCTCCTGAAACGACCACCCCCCCAGCAGATGAGCCCGTGGTAGAAGGGTCACCA
GAAGAGGCGGCGGCAGCAGCTGCTGTGCCTGTTGTTCAGGAGGAGCCGCTAGTGTCCTCT
GAGCCGCCCCCGGCGGTGGAGAGCGGTAAGCCCTCTGTCAGCCTCATGCATGACAGCACT
GACATATTTCAGCCACAGATTCTGGGTGCCTATGTTTGTCTCATGTGAACTGTCAATGAT
CCAGTTGTACTAGCAGAACCCGCAGCAGCAGAACCTCCTGCATCAGAGCCTCCAGAGCCC
CAACCTGAAGTTCTGGTAGAGAGTGTAGCGGACTCCACGCCTGTTTCCTTGAAGCTGCCC
GCCCACGCACCTTANCTCCTGATTGGTGGAGGTACGGCCTCCTTTGCTGCTGCCAGGTCC
ATTCGAGCGAGAGACCCCGGTGCCAAGGTTCTGATAGTGACCGATGAGCCTGACCTCCCG
TACATGAGGCCTCCTCTGTCTAAAGAGCTGTGGTTCTCTGACGATCCCGCGGTGACGGAC



ACACTGCGTTTCAAACAGTGGAACGGCAAAGAAAGAAGTATATATTTCCAGCCGCCGTCA
TTCTACATCAGACCGGAGGATCTGGATGGAGCAGAAAACGGAGGAGTGGCTGTTCTGAAC
AACAG
>CL6472Contig1
AAAGAGGGAGAAAAAAAGGGAAACTAGTCACAGTGCGTTTAGAGACTGCTCAGGCCCCTC
AGCCTCCTGTCGGTGAAGAAACGGTGCGTTTGGCGGCTTTGGTCGTCACTTCCAGCTGAT
GCGCTGAAGAACGACAGCATGGACTTGTTGTTCAGCCGCTTGGCCGCCTTCTCCCCGTCC
TCTTCATCGTCATCCCAGTGAACCGTCACAGCCTTGCTATCCAGCANAGTTTGGGCTGTA
CTCCAGCTGAATCGCACAAACTGCGGATACCCGAACACGGGGTCCAGGTACTTCAGCAGC
CACGCTTTGGTCTTTGGGTCGTTAGGATATCCAGACCCATAATCTGCATCCACGTCTCCT
AAATCTTCTGCAAACTTCCAGCCTTTTACAACGCGGTCCCTGGCAACCTTTGCACAGATA
CTGGCCGCACTGACGACGGGGAAGAGGGAGTCGGCTTTTGGTCTAACGGTGACCTCAATA
CCAGGAAACCGCTGTGAAAGTTTCTCCTCGTACTTCTCTGCCGGACCAACTGTGTCCACG
TAGATCTCTTTAAGCTGCACTCCACTGTCCAGGGCGTACTGTATTAGCCCAATGGCGGTA
TCGTGTGAGAGCGCATTCAGGTTGTATTTTGTCCTTTGTAACATACTAGTGGAGATGGTG
TTGGGTGAAAGAACATGCAAAGCCCAGCCAACATAACTTTTGGCTTCATCCAGGTTGTGG
AAAAGTCTTTCTCTTTCTTCTTCTGTCAGCGTCTTTGAATCTGCAACTTTCAAGTCCTTC
AGCTCCTGTTTTTTAGACACTGGACAGAAACATATTCCATACACCATGGGTCCCAGCACA
GGCCCCCTGCCCGCCTCGTCAATCCCCAGACAGCAGTCCTCCGTCCTGCAGATGTCAGGG
ATCTGGGAGGAAAGCCGGCAGCTGACAGTGTTATCTGCTTCAAACGGACCCAGGTCCATG
ACTACCCACGGCGAGAGTTTTCAAACTAAACTACAAACCCACACGATGAATTCTACAAAT
TCTAAGCGAATGGTCTTTCCTGATACGATTACTGAACGCAACTACTAGCTAGCGGCTAAC
TGCTTCTTCTGTGGTCGAACTGTAGAGTTTGTTTTATCAGTACAATAAGAACGCAGGAGT
CGCGGTTCTCACAGTAAAACGCTTTAGATGAAATACGGATATAGAAGCCCCGGCCATA
>CL6473Contig1
CTCACTAGGCTCTGAAGCATGTGGGGAGAGCGGTGGTGGGACTCACCGTCTTTGGGCTGC
TGCTGGCTTCTGCTGCCACACAACCGAACCAGAATGACTGGGACATTTACAGCTTTCACA
TCAACTCAACTGTGAGCAACCGTTATGCCACTACTGTCATCACAAGCCGCGTGGCCAATC
GCATGGGGGAGTCGAAGGAAATCGAGTTTCACGTCCAGATTCCCAAGAATGCCTTCATCA
GTAAATTCATAATGTATATAGATGGACAAGCATATGATGGTGTTGTGAAAACAAAGGAAA
AAGCTCAGCAGCAGTACACACAAGCTGTGTCTCGGGGTCAAAGTGCTGGAATTGTCAGTT
CTGTTGGCAGGACCCTGGAGGAGTTTAGGACATCGGTCACTGTTGCTGCCAACAAAAAGG
TCACCTTTGAGCTCACGTATGAGGAACTCATGAGACGCAAGCATGGCAAGT
>CL6474Contig1
TTTTTTTTTTCATGTTTCACTACACAGTTCTTAATTTATTTATTCACCATTTCTCTATAC
AGAATCCATTCAGCCATAATATCAACGCACCGACAGAGCTGAAGTGCTCTGCTGGTGGAG
GGGAAGAGAGGGGAAAAAAAACCGTAAGAGAAAACAAAAATACAAACGAAGGGGCTAAAA
ATAAAACAATTTTCTATAAAAAAACTTCATCAATGTGATCATCACCTGTTATTTATATAT
GTATATACACACAAACATATTATATATGCATATAATATGTTATCTTATGTTATAAAATAT
TATATGCATACAGCTTTACAATTTCTTGCCATGTCCATGAAGAGGTGAAGGGCGTTCGTG
GTTCCACGTCAGATTAGTTCTGATGTTGGAGGTCGGAAACCTGACGGTAATCAGATCAGC
CTTTTGTCCGTCTGTGAAGTCGGTGCCGACTGCAACCGTTCTGAGCCTGTGGCGCAGTGG
CGAGCTCACAGATCCAGTGCGTCTGCGCTGGCCAGCAGAGCTCAGGACTGCAGCAGCCCT
GTTAATGCAACCTATGAAATCATC
>CL6475Contig1
TCAGGGTACCCCGCGAGGCAGCACGCGGGACTATATATCGTCCAGGTTTCCGTTGGGGTC
ACCGCGGACCCAACGAGGCAGCGAAACTGCTTTCTTGGAGCAGAACGGTTTTATTTGTTT
TTCCAGTCAGAATTTTCACTTGATTTTCAAAGAGTGGGAAAAAAAAAACAGATAGAACCC
ACCTGCAGGCGCTGGTCGGACGGGTTGATATCTCGTTCGGACCCCCTCACAGCTGCAGCT
TTGGTAGTGAGATTTTAGCGGCTTTCTTCTTTCGGCGTCTTGTCCAGCCTTCGCAGATTC
GCATGGTTCAGGACGTCATAAAAAATGAAATGGGAAACTAAAGGTCAAACAAGAGTTTGC
ATGAATTTTCAAACCTTTTGTAAGAGGGGAGAGGTGGAAAAACACGACCTGTTAGGCTCT
GTGGCTGTCCGCTCTCTCTGTTCTCAAGGCAAAAAGGCTTTTTTTATTATTCAGTCAGCG
AAGACGAAAACATACAAAATACGTCATTAGAATGGTGTGTTTTTGTCTAGTCTGCATTGC
AGGTGTTGTGGCTCCATAAAAACTCCAGTACAGAAAGAAAACAGAGACCAAAAGTCCCAA
ACAGGCCTACTGGTGACCTCGGCACATATTATCTGTTACTGAGGGCAGGAACCAAGCATA
TTTTCTGCAGTACAATATACATGCATATATAGAATCCATTAAATGCATAAAAACAAAAAC
ATAGACAACCCTCGTGC
>CL6476Contig1
GGCACGAGGCTTATCTGGCACTTAAGTAATGCTCATTTGGTTAGCCATTAAGTGTTGCAA
CCTTTGTCAGTGTTGTCAATATTCAGTGCTGCGCTGTTTGTGGGAGATTTACTTGGTGTT
TTTCAGCCACCAAGTCAATGATTAGCTGTGCAAATGTGGGAAGCCATGTCTGTTAATGCT
GAAGGAGGAGCCCACTAGCAGTCTGACGGCCACTCATTAACGCCATTTAGGTAAATGGGT
AACTGATAAACATGAGCCATTCGGAACACGATTCACCTGCACTCATTGAGGAGCAGTGGA



AGGGCTGGGAAACGGGCAGAGCCAAAATGCTAGTTAATCTGTGGCAGATTCTCCTGCATG
CTGCAGATTGTTGTAGGATGGCAACTAACCCACAGCATTGAATGTTGGTTTTGATAAGAC
AGACCCTTTATTCCACTGCAAAGGGGTCTTAGGGTTAATTATTGTTGTTGTTTTCAGAAT
TTATCAACATTATTGGTCACAAGTGTGACCAACATTTTATCACAGCAGATTTAAAGCTCT
GTATCTGAAGTTATCAGTTATAAAAAGAATCCTTATAATCAAATTGAATGCAGAGGTTTG
TCATGGCAAAACCCTTCAAACGATAAAGGGATTCTGAGTGTGAGGAACATGAGGCCAATA
GGAGTGAACGCTGCCCCCTACTGTATCAGCGTATGTCTTAGAAGGAAACATTTCCTCCAA
AGAAGGGGCTGCGAGTGAGCGATCGTCCTCCTCTGGCCCTGCCGCCGCGGCTCAGCTGAT
ATGCCGGGATTTGGACCCGATTAGAAGTAGAGCCCAAAATACCGAACCGATTCCATTTTG
AATCAAGAGATCATGACTGCATTCCATTTTTCATTTTAAAATTTCAACTGAAATTCTTTT
TGGTTTCTTACCCCAAACCAATTGTATGTGATTATGGATATTTTTTTCACATTGTGACTT
AAACTGAACAAATATGAAACTTTCATTGATACGTAAGAAAAAGACCAC
>CL6477Contig1
ACCTTATTTAACNCGTGTACAGAAATTCATGTACGATTGACAGCAGGTTCCCAATGTAAG
CATACNATCAAAACCAAGTTGACAATTAATAAACATGAAGTGGGAGTGGAGTTCAGGTGG
GGAAAGCATACAGAGCACACAGAAGGAAAGAAAACAGAGGCCAGCTGAAGTCAAAGCTGA
GGGAGAATAGCACCATAATCAGTTATAATGAGGAAGATGCAAACACGTCTTTCCTCACTC
TGGCTTCTTCTTTCATAGATTCACTGTTTGTGGGGGGGCTCATTTTTTTCAGTCACAAGA
TCCCGTTCACCANCGTCTCCACCTGTCTTTTTTCTGAAAGTGTTATCATGTCCCCCCATG
GCTATGCCTACAGCAGTTTGCTGCAGACCTGACAGCGACTGACTCTGGAGCGCTCCTGGC
CCGCCTTCAGGGTCTCCTGGTTTGGTGAAGACACAAACTCCCGCTTGGGATCCACGGTGG
TCAGCCAGAAGCTGTATTTGTTGGCAAAGTAGTGGCATGTGCCTTTGGCTCCATTGCACT
CAATGAATGGAGTGGCGCGGAAATCCTCCAAGCAGGAGCCGGGAGACATCAGGGACTGAC
CGCCGCCTTCTGCACCAGCCGCCGTGTGCATCAAGAAGGAATATCCAATCCAAAGACTTC
TCCACCCAGGGGGGCACATGGGGATGGTCATGTCCTGACTGTGGACCGCCACAGCATGAG
ATGGTGCCTCACATACTGAACATCTGCTGATGTAAGGCTGGATCTGCCCCGCAGACACGG
GCATCATGGGAATGGGTGCAGATGTGGAGAGCCAGTAGGATTTGTCATTGCGACTAGCAA
AGAAGCAAACCTCATTGGGGGAGCAGTACAGGAAGGGCATGGTGCTGAACCTGGGGAGGC
ACGAGCCAGGCTGACCCAGGTCTTGGTTGTGTGCTTTTTCCTGTCCCTCCACATACAGCA
AGCTGTACCCATTCCACAATGAAGGCATGCCCTGAGGACACATGGGGACCTGCTCGCTCT
GGCTGTGCTTTACCAGAGTGTAGCCAATGCTG
>CL6478Contig1
TCGGGTCGGGCTTTCCTTTTAGAAAATAAACCAGNACCTTTTACAAATAAAGAAATTGTT
ACATCATTCACAGGGTTACAGCCCATTTACATTTATACAGAAGTACAGGACCCCCACATC
CGTCACAGTGGTCTGTGATGAAGGTCTCACAGGCCGGGGGGGTATGAAGGGCCCCCCCTC
CGTCCCAGCAGAGCAGTGAAGGGGGCAGGTGAGTGTGGCTACAAAGATGGAGGAAGAAAG
GATCACACAGGAGGAGAGCCATGATTCCACGGCGTTTGGCGGGAAACCCGCGGGCAGCAG
CAGCCGCTGCTCATCCATCAGCACACTGGCCAATGGTGCGTTCACAGACCAACTGAGTGG
ACGGGAAACTTCAGTCCAGTGACAGCAGAGGGCGCTCTAGAGCTGTGTGCTGCAGCTGCT
CGCCAGGAGCCATTTTCTGTCCGCCTGGCTCTGACCCTCATGTAAGTGAAGCGGCGTTGG
GATGTTTACCCACGCTATCATGTGACTCTGAGACGTCCTTCTGAAGGTGGCAAACGCTGA
GGAGGAGGAGGAGGAGGAAGGTTGAGTGCTTCTACAGATGGCAAACATGTCAAACTATCA
CAACTGCACAGCATCAGAGAAAACACCTCCTCAACTACAACCGGAGAGTTGAATACGACG
GGCAGGCTGTGTAAAGTTAGCTGCAAACAACTGCTGTGCAACAAATATTTTCAACTATTT
ACACGCTCGCCGTCATCGCTCGCCGTCTTCACTCCTCTGGATATGCTCAAAGTGCCTCTG
AACTTTGACTTGCAGTTTTTCAGCAGACAATAGTGTTGCTCAAATAAAACTAAATCACAG
GAAAAAAAATAAAGATTCTTAAAAAAATGCCAAAGCAAAGATTCATAAANCCAAAAGTCC
GCCATCAGCTGCTCTTCAAACGTCTTTATAGTGACTAGAAAACCCTGTGAAAAATACTCT
GTAAGAAGAAAATCCAGCAAAAAGGGAAATATAAACCAATTTCAGCTTCACTCAGTTCAA
GCAATGTCAAGGATAATTACTCCACTAATACCTCAAAGCCTTAGCAGCATCTATAGACAT
GCATTCCAATGAGTTTAATGGGGCTGGCGTGGACAAAAAACAAGAAGAAGAAGAAGAAAC
CTCTGTGGTGCATACTTAAGACGAACATAGAGGTTTTTATCGCTAAGCTACCGGACTAAT
GAAGTCTGATCAGCTGTTAAAACGCAGAGAAGCAAACAGAAGATGAGCCACAGGTGAAGA
ACGACACGAAGCTCCGGCAGCTTTAGAGTCGCCCCCCCCTCCCCCTTCAGCATCATGCAG
CACCGCTTTGAAGAGCTTCCAGGGAAACGTTTGCTCTGGTGTGTCATTCTGCAGACAC
>CL6479Contig1
ACCGGTCTAACGGAATCTCCGAAGTCCGGTCAGTNTGGGTTGTTGGCTGTTTAGGCCAGC
CTCCCTTCAATCTGGGCAGAAAGCCGCTCCAAGTTGTTATCCATTTTCCGCACAAGTTCA
AAGGTCGCGGGCACTCTGCTGGATTGGGCCAGCGAAGCCCAGTGCCTTTGATCAGTTTGG
GTCAGTTTCTCGCTCAGAGTCCTCACTTCTTCAAGGATCTCTCCACACAGCTCGGGCGGC
TTGCCTCTCGCCGTTTTCTCCTCCGAGNACTGCCCGGTAAATCACGAATCCTGCGATCCC
AATCGCGAGGAATCCAATGACCATGAATCCAAATAGATACACATCTTCAACGTCTTCCAC
AGGACAGCTGGGACAGGCACACCAGCCTCCACTGGCCCCACGGGTCGTTGGTGTATCCGA
CGGCGTGGGTCCCCTCTGGGCAGGACGGGTCCAGCTTCCCCGTTCCTCAGCGTGGAAAAA



ACTTTGTCGATCGAATTCAGAGACCAGCTGATCAGATCCATTGTCGGAGTCTGGACCAGA
ATAAGTAAATTCAGGTCTGGGGTAAGACAGGATAGGAGCCTTGGGAGGGGCAAAGGAGGA
AAGAGAAGACGAAAGCGTTTGTCCTCGGCGAGAGCAGGAAGAGATTTCCCTCCAATCTGA
GGCTTCAAGGAAGGACGTTTACTTTTCACGAAGACGTGATGTCGGACGCCCTTGGACTGT
GTCGGACAGACGTGTGATGATCTCAGACGCAGTAGAGCCCACATTCCAGCCCACACGCTT
CGTCATATATGAAAGACGCCATGCTTGTGTCAGCCCGAACAGTTGAAACTGGCCCCTGAC
GGATAAGCACTGGGCTTGGAGGCCATGTCACACAGCCAGTACGTGCATTTAGCGCATTTT
CCACTTATGAAGTTTCAAACTTTCGTGATCCATGCGTGATAAATGTAATTCCCAAGTGTG
TGCAGACATCTGTCGAGGGTTTCAGCTGACGGATCTTTACGTGAATTCAGTTTTGAGCTG
ATCAAAAGTTTTGGTCGGTTGAGAAATACGCAGTTTATTTTGTATTTTACGAAGTTTGTA
TACAATTGTTAGGTAAATCTTATGCAATTGTGGGTGATTTTTGCGAGATGCATACACAAA
TGTTTGGCTTTCCACGACCGTTCCACGAAACAGGCTTTTCGAACTTGTACCACCTTTTAT
GTCGCGTCTATGGCGCACATTTCACGTTAAAAAGACTTAATTAATCTCTAANAAGGCATA
TAAACAA
>CL6480Contig1
TCCACCCCATCGATGTCCCCAGATCCTGGGAGTGAGTGTGGGGGGAATGGGGGGAGAAGT
AGGGAAGGCTCAGAGAGAGGCTGCATGGATGAGAGTTGGTTTGTCACCCCTCCCCCCTGT
TTCACTGCAGAGGGAGCCACAGCGGAGGCCAGTCCCATGGAAGATCTGCTCATAGAGCAC
CCCAGCATGTCTGTGTACGTCTCACCAAACAACACGTCCATGGTCTCCACTAGCGACCTG
TCTGTGGTGGGGGAGGAATGCATTCTTAGCCTGGCCAGCAGCGTCAGCAGAGTCTCTGAA
CCAGGCGTCATCCCAGCTGCCCGGAGCACCATGCCCACCAGAGTGACCCGTGGAGGGGCT
GCCCACCCTGGAGCTTTGGCCAAGGTCACCCAGGTGGCCAGGGTCCAGCGTTGCAAAGCC
CGCATCGATAGACGACATCTAAGTCGCAACCATATCCAGCGGCAGAATCGCACAAGGGAG
CAGGTTCCTTGCCACGCAGCCCACGCCAGAAATACCTTTCTTCACCAGCCCAGCAAGCGC
AACTTCTGCCACTAAAACAGCAACCATGTTTAACCTGAGGGCATTAGCTGTGCACTGTCA
ATAAAATACACACAAAAGGTTCATCCACACTGGCACACTTGCCTTGATTCCCTCGGTATA
TACTAAAATCCTATCTCTAAAAAAGCTGCATAGTATATTAAAACACAATCGGAATTTTGT
TTGTCGCAGGGAGTCTCAGATCAGCTAATAATTTCATCAACTTTACTTATATTCAGGCCC
TCCCTATTCCAAAAAGAAAGAAATGAAATCATATTCACATATTTTTTTGCTTTTTACTTT
GACTATTAGAAGGCATTTGCTCCCTACATCTTCATGATTTAAAATATATACTACATATAT
TACGTTTTATGTTAAAGATATAAAGTTGAAACAGCAAAGTGAGTGTTTAGACTTAAGCCT
AAGTAGTGTTTTGCAGTGAATACAATTTAAAAAAAAAAGCTTTGGGCTCTTGGATAAAAT
ACATTTTATTCAGGCAATTTGGAAGTTTACAGTAGTGAGAGAAAAACCACTGTGCATGAT
TATCCCCTCATTTTTGCACTTGAAAGATGACAAGATGATAGAGATAGAATATTCCTCTCT
CATCTGTCTTTATCAGTGATAAAAGCAAGTAGAAGATGGTGTGA
>CL6481Contig1
GGGCTCACATCAAGTATTTTAATTTTCTTTTTAAACTGGTTTCATTCTGTTTTCCAGTTA
GATGAAGCTCTGAAGATGCTGTAAAGCCAGGTTCAGATGCTGCTATTTTTGTTCAGATCT
CACAAATGAAAAGAGACCACAACTGCTAAATAGTTTCAAGGTCTTTAACTATGAAAGGAA
AACGCCCAGGCCCCTTCCTTGCATTTAATTTTATGCTGAAATTTGGAATAAAAAATAAAC
TGACATTGTTTGGTTTTTTTCCTGCTGGATTGCACAGAAGAAATCCCCGTGCAGGCATGG
GGTTAGAAACAGACTTCCATTGTCAGGATTTAAGGAAACTTTGTCTTTGAGTTGTGGTAC
AGCAAACACTGCAGTACAATAGAAGTCCATACTCAACCAGGCTTTGTTTTTTATCCTGTT
GAGAAGCCTTTGAATTGAACCAGAATGTGTGTCTTGGCACCTTGGTGTCTTATCATCATG
TTCAGTTGATATGTTGTAGATAACTGGAAGATATGCCAGAATATGCAGGCAACTTTGATT
GCATTAAGAAGCAATGATATATTTGAAGTCTGTCTATGTTGGTCAGAAATGATCCAATAA
AGTCCCATCAAGTTAAAAATATGTGAGCCTCTGTCAAAACAATCTGATCAAATACTACAT
TATGTTTTTAAACTTTGGATGTGT
>CL6482Contig1
TTACTTTGGCAGCAGCATCTGTTCAACACACAGGAGAACGTCCACTTCTCACCCAATTCT
ACCACAATGTCTTAAGTGCCAACAGAAAGCAGTGCTGATGTGAACACATGGAATAATAAG
GCCACAGGTTTCGCCATGAATTATCAACAAAGACAAAATGTCTTAAACTTGAAGCAAGTT
GGGACAGACGGGCGCGAGGGCTTCCATTTTTCCATGAAAGGAGAGGGAATGACAAGACAA
GAGAACCGTCTTTACAAACAGCCACAGCAGACATTTCAGAGGAGAGCAGACCAAGAGGGA
GAAGCAGCCGTGGATTCTGGTAGGAGAGTCGGTGAAGCTGAAATGAAGCGGTACCCATAA
AAATAAAAACCCCTGCAGAACCCCAGGGTTCATGAGCTAATCATCACCTTTAAATGAAAC
CATTTATGGAGGCTTGGTTCTGAAAGATGGATCCTCACTGGCTCGGGTCCAACATGAACA
CAGCAGAGCAGAAATGGGTTCAGACTTCAGTCCAATTGATTGAAACCATCTACAGCACTT
TTTTGATAATGAGTGGGGGTGGGGAACCATTCTTCAATGACCGACACGACGCCCAGAATG
AGACTTCCACCAACCAAAACACCAGCACCACTCTGGCCACTCCTCCTCTTCCTCTGACTA
GAAGGGGGTTCAGTAGCGATAATGGTCCGGTTTGAAGGGTCCTTCTTTGGGCAGGCCCAG
GTACTTGGCCTGTTTCTCTGATAGCTTGGTGAGCTTCACTCCCAGTTTATCAAGGTGGGC
GGCTGCAACCTCCTCATCCAGCTTCTTGGGGAGGAAGTAAACTCCCAGAGGATACTTTGC
TGTGTTTTTCCACAACTCGATCTGAGCCAGCACCTGGTTGGTAAAAGAGTTGCTCATGAC



GAACGAGGGGTGTCCCATGGCACAGCCGAGGTTCACCAGCCTGCCCTCTGCCAGAACGAT
GACGTGACGGCCGGTTCTTCAGACGATAGCGATCGACCTGCGGCTTAACGTTGATGCGCT
CGGCGGCGTTTTTGTTGAGCCAGCCCATGTCGATCTCACAGTCAAAGTGTCCGATGTTAC
AAACGATGGCGTCGTCCTTCATGCTTTCAAAGTGGTGTCCCATGATGATATCCTCACAGC
CGGTGGTTGTGACGAAGAGGTTTCCTTCTTTACAAGCCTCATCCATGGTGGTGACCTCAT
AACCTTCCATTGCAAGCCTGCAGGGCATTGATGGGGTCGATTTCTGTGACGATGACACGG
GCACCAAACGCCCGCAGCGCCTGTACGCACCCTTTCCCCACGTCCCCGTAGCCCGCCACC
ACCGCCACTTTACCCGCAATCATCACATCCCCCGGCCATAAGGNCCGGGTT
>CL6483Contig1
GTTTTATTTTTAGTCTATAGTAAAGCTGGGTCTCAACGTTCAAGACAATAGAGGTCAGTA
TGCACAACATACGGCCTTCTCCATGGAATGGGACCAGACTAATAACTGAAACTACGTTTC
CCTGAAGACACAGGAAGTCCTTCCACTATTCAGGACCTGCTGACCAGGACAGACCTGGAA
CCCTAAAGTTCACACTCCTAAGGAGATATTTGCTGCAGTCCTTCGAGCCGGAACGTCCTC
CAGAACCTCGTAAAAGCGCTCCAGGACCCTGGAGTCGCTCACAAAAAGCTCACCTCCTTC
ACTGAAAGAAGAACGCTGTGGGTTGGTGCAAACAGTTTGTACAAATAAAATAAAGCAGTG
CATTCCTGCCCTGCCCCTCCTGCATGAGAGGGGGTGGGGGGTAGAGTTCAAACATGGCCA
AGCTGCCTCTCGAGTTTGGATTGTTTGTGTTGCTGGGGGTGGAGGGCAACAACATCCCAG
AGCCCGTTTCATTCCTCTGAGGGGGCAATGACGGTGTGAGCCCAGGCATGGAGGCCCCAG
AACTGATGGGACGCCCCCTATACCTCCTTGCCTCACTCCTGCACGG
>CL6484Contig1
TTAAAAAAAAAAAAATTGTTTTAATTAGTTCCTGGCTTTTCCAAAATAAAGTACCAGGAA
GGGCTTTTTGATGGTCATCATCAAAGACTCTCCTGGTCCTTCACACTCCAAAGGTTTAAA
CCTGTGTGAAACAGCAAGTACAGCCCTGTTTTGTTTGGAACCATGTCAAACTACTTTGCT
TTCAATCTGACAGAAATGCAGAGGAAATCATGGTTATGTGGTCAGCAGGTTAAGCATCGT
TCAAGTAATCTAGCAGGGATTGTTCCTTCAAAGGGGTTTGGACATCAGCATTTAGACTTT
ACCGTCCTGATTTTCAGCCCACTTGCCACTTTAATCCGCCGCCACCTCCACCAGACACAG
AGGTCGTCATCGCTTGTTTCTCGACCTCCTCTTGCTTTTTCCTTTTCCTTTCCACTGCTT
CTGGATTTTTAACCCCCCTGTACGTTGTCTCTTTTTGCCTCTTCTCAGCAGCATCAGCTA
ACTGTCTTCTTCTGATCTCAGGGTCTGGAGTGACAACTACGTCGTCCGCTGCTCCACCAA
GGCACGGCAGGCACATTCCCATTCTGAGTAAATTATCCACCAAATAAAAGGCAACGAACA
GAAAATATTAATTTTAGCTCTGTTTTGGCCTTAAAGCAACTAGCTATCTAACTAGCAGAA
AGGTTCTCCCGAAATCACCAGGGTGGTATGGAAAGCAAAACAAGTGGCGGCTTCTACTCC
CATCAGCTGGGTCGTCGGGCATAATAACGTTTGCTGCTACTACTAGCTAGTGGCTATTAG
CAACGGAGAGCGACGGAGACAAATGCATTTCACGCTAACGGGCTACAAGGTATCACTACG
AGGCAAACTGGCTGCTTCTCCTGGCCGCGTAATAAATTATCTATCCGCAAACCTTTTGTT
TAGACGCCACGGCATTTAAGAAATATATATATTTATAGAGTTTAGCCCCCTGAGCCAAGT
AAATTTTCCT
>CL6485Contig1
TTTTTTTTTTCCATCTGCAGACGTCTTGATCTTTTAATTTTAAAATCCTTCCACAGAGGA
GACTTTCTACTGAAATTTCCAACCTTAAACAACAAAAACCCTTCATTTCAGAAAACAAGT
CAGCCTTAACAAGCTGAATTCATTAAAACATTAAAAGTTTCAGTTTTGGTGATTTTCAGA
TGTTTGTTTTCCAATTTTGCCCTGTGAAGAACTGGCGAACC
>CL6486Contig1
TNTTCCTGCGATGAATACAGCTGTTGTAAACAAAAGTCACTGGAAATAAGAACTGAATAC
AGCAAAGAATTTGTTTAAAGTCAGGAATGTTCAGCTGGTCAAAGCCTCATAGCAGATTTC
TGCTCTCTTCCCAAAGCTTAAAAAAACAAACTCTTAAGACATTTGTGAAATACATAAAAA
TGAGAAACGACAGTAAAAAAAAAAAAANGGNGAAATAAAAANCCAAAAATG
>CL6487Contig1
TCTTACTTTATTGCATGATCTTAAAGGCTTGAAGGGCACAACGACCTAAAAGTTTCAGAG
CAAAGAATCTAAACCATAAGCCAACAACACACAGAACATTAAGACATCGTGTACAAGGTG
TTTAGTAAATCGAGTCAATTACTGCCAATAATGCTGTTTTTTTTTTTTTTAAACAANGGN
GCNTCAAATTAAAACATGGAAATNCTTTGATTAACNGGNGCTNGNGNGGTTGNAAAGGCN
CATTTGNNAACAANGNAAGNGGTCNTAAAATAAGCCGGGATNTTTTGAAAACCCCACATG
AATNTACAANGGTTTCAAANGATNCAAATAAAATNTAAAAAGACTTANGTTAGTAATGNG
GCCAACAGTCCTGAAACCGTNCCAGNCCAGGATGGAGGCCCCATCCTAAAANAACCGNAG
TT
>CL6488Contig1
AGCTGCACCATGCTGGAGGAAGAGCACCAGCGGAGGAGAACTGGCTGGCGTGGGTGTTTG
AGAAGGTGGTGCTGGTCATGGTCTGCTACTTCATCATCTCCATCGTGAACTCCATGGCTC
AGAGTTACGCCAAGCGGCTGCAGCAGCTGCGGCACTCGGAGGAGAAGACCAAGTGATGCC
CGGAGAGAGTGGTTCATGCATCCNAATGACTGCGTCTCTGCTGCTGCTGCTCCTGAGAGC
TCCCCGGCAGCCTCGCCACTCGACAACAAACCTCATCCATTTTTAGAACCTTTGGCTTCT
TCAGACGGGGAAGAAGCATTGTTTGCCAGTGAGTGCGCGCACTGTCCGAGATGTATGTAA
CCTCCTCATCGTTTCCCGCCTGGGGTTTTGTAAACCTTCCTGCTGATCCTAACATGTTAC



TCATCTTTAAATTAACCCATCGATTGACCTCAGAAGTAAAGCAGCAGCTTGATGGGAAGT
GCTGAGTCTCGGCCAGCAGCCATCATAAGCCTTATGCAAGCAGGGAACGCCGGTCTTCCC
TCAGATATAGTTTGACTCGCTTTTTATTTAATTTTTCTAACATGTAAATGTGGACATGAG
TTGGGTTCAGTTGTACAGTTCTGTCAAGATACATGTTAAGAAGTGTGTTTATTTCTGAGT
TTAATTGAGCCGTTTTGTCTAGTTACAGAGTGAGATCAAATCTGTTTCTGAAACCTTTTA
AATCAAAAAAATAGAGTGAAAGCACCGTGATCTTTAAAAAAGTGTGGATATTAAATATTT
GCACATAATGTAAATACTTTTTGACATGAGGCTCAGCAGTCGACATGAATCAAATCAGAA
ATGCATCGTTGTGAAATAATATTGTACCTGCAGCAAAAGGTTTCATTTTATTATGTACAT
TTGGGCTGACCTTCTAACCGGATCATGTATAAAGGATGGGAATCATAGCACTTGTTTCTA
AGTCCTTAATTG
>CL6489Contig1
ATTTTTATTTATTTATGATTTAATATTTAAATGTAAACTTCTCCAGCATAATAATCAGAC
AAAACCAAATAGACTAATCCTCAAAAGTTTGAGACTCTACAATCAATCCGTAGACAGCTT
TTCAGAGGTCAGTTCATATATTTAAGAACAACCTTCTTGGTGAGCGTATATTTGGGCTCA
GGCATCTGCTTTTTGTTCAAAAACACTCCTTTGCTGACTTCTCTGTTCACGTGGACCAGG
ACACCCAGAATATCCTCCATCTTTGAGCTCTCTGCAGCTCTTTCCAGCTGTCTGCACAGC
TCCTGGATGTAGATGGAGCCTGTGTACTTGTTTCTAAAAGATTTGCACTCTGCCACTGTT
GCCATGCCCAGCAAGAAGTCAGCATCATTGGGCACAGAGTTGCTGGTGCTAGATGATGCA
TCAGCTTCCAACTCTGCATCCCCTTTCACTTCCGAACCTGGAAGATAACCACTTTGGTCT
AGTGTGCCTTGACATGCTTGGATAAAGAAAAGTTTTGGCTTTCCTATCAAGCTAGGGGCT
CGGTAACTGGTAAAGGGTAGGGTCAGAGCTCGCAGTTGAACTTTCTTCCCATCAATTCCA
TAAACACATCCGTTGTCGCCGTGGGAAAGGACACAGACTACCTATAGGACATAAAGTTTT
CTTTCAGTCTCCAAACATTTTACTTAAATGCTTTACTGGCCAGTCAGCTAAAGCTGCACT
TAAATCATAAAATCTGTCTTCTGTTCTCGTCCTGTCTCAAAATAAAACATGACTCACCAA
AGCATCATCATGCGAGAAATTTCTCTGTCCCAGTTTTGTTATTTCAGATTCAATTAAATC
TGCAGTGAGATTGTTGTGCACCACAACCTCAAAGCCAAAACGATGGAACAAGTTGTTGAG
AGACTTTTCATCTTTCTCAGTTCCACCTCGT
>CL6490Contig1
TTTTTTTTTTGGATAGAAGTACAGGTGCAGCAAGCATTGTGTTCTCCTACCTCCGGGTTG
ACCTGAAAGACATAGCTCTAGGTGGGGAGAAGAGGAGAGAGAGCTGTGAGCTTCTAGCAG
ATGGGGCAGCTTGAAGCTGAGACAAGGAGCCAAGTTACTGAGGGGGGTCAGTAATTCATG
TTTCATTTTAAAAACAAGTAAACAGACAGCTCTTCGCTCCCCTGGCTGTGAGACCATTGC
ATTTTTACACTCCTCGACC
>CL6491Contig1
TTTTTTTTTATGCAACAAAGCCCTGTATAAAAAAAATGATTGTAAACAACATTTTTAGCT
TGAAAAGTGCTTTTCCTTTTTCACAGCACAGCAACAGGCTGCATGAAACAATGGCGTCTG
TTTTCACATGAAGCACCACCGTGGCTGCAGAGGTGGTGGCATGGTGTGAACACACAAAGC
TCTGCTCGGACAAACACAAAGCGCGCGTAGCCCTTAAACATTTGTTGAAGATGGCTCATG
TTTGATAGCTTCAACACGTTGCTTTTCTGTTTAAGAGGACTTGAGAGAGCTACAGACAGG
ATGTGGGTCCAATCTCAGCATGATGCACCTGTGGGGTTCAGGTCACGGCCAGGCCGAATC
AAAACTGGATCCAGTTTGTGGTGCTCTGTGGCTGGGCCGCAGCAGGAACAGAGCTTGCAG
GAGCTGAGAAGTCACCCCAGAGAAGATCTGCATTGGGGTTGGACTGAACCATTGTGTTCG
AGTTACTGCAGTCCAGATCCAGCAGGCATTCTGTCTCTGTGCCTCCAGTCTGTGGGACTG
TGTTGTGGTTGCATGTCCCTGGACGAAGGAGGAGGGGCTATCTTGCCTCCAGGTGGTGGT
GGGGAGGAGTCCCATCCCACCCGAGATCTGGGGGCGGGGCTTATCCCTCTTTTTACCTTG
TCCAATGTTGAGAGTGATGGTCTGTCCGTCCTTAAAACCCAAGTCCAGTTTGGGTCCAGA
ATCTCCTAGATGTGCATTTTTACTGATTTCTATCTCTTGTTTCACCCACTTGAAGTGATC
CTGCAAGGTCACGTTGAAGTCAAAGGAGTCTCCTCTGTCTCCGAAGCCGACTCCGATGAA
AGCGCTGCGACCACTGTCGTCCTGTATCCTCAGAACAAAGTAACGGCTGGAGTCGCTAAC
CGTTTCCACTGCAATGCCGGGATACTCATTCACTGGAGCCTGTGCAAACAGCTCTCCTGA
GACTTTGTCCTCCAGCTTGATGAATGCCACTTTGCCCTTGGCTGTGATCCTCATGCGGCC
AGACCAGTCCGGACTGTCCAGCTTCCAGTCTGCTGCCCTTTATTGGGCTCATGAACAACT
ACAACTGCAGAGTCACTCTTCCCAATGTAAAACGTCACCCGAACCGAGCCCTCTCGACGC
ACCTTGCTCGGTTCCGTTAGAAGCCACAAGTGTCTCCTTACCTGTACGCACCCCCGGCCA
TAAGGCCCGGGTTAAACGGGCGCTCAAGTC
>CL6492Contig1
GCACTTTATTTATTATTATTATTAGAGGGAAGCAGAACAAATATTTACAGTTATTTGATG
TAAATATACAACTAATAGGAAGTTTTGTATGTGCGATGGGTATTTTATGAATGGCTGTAC
TGAGAAGGCGAAGTTCTAGACAGAAGAAAGCATTTTTTTCACAACACTGTGAAAACAAAA
ACTGTTACTTTTTCATTTCAAGAATTCCACTTCCAGGGCCTCGCCTCTTTGCGCTGCAAA
TGTTACAAAACTGCAGTCCAGGGATAGTTCCCTGTGATGGTAAACATTCCTTATGAAACA
TGTGTCTGCAGTGAAACACGACGACACTGAAGGACTTGCTCATCTCTGATGGTAATATGG
CAGCATGGCATGACTCACAGATACTGTCCTCATTTACCCTGACCCCCCTCATCTGAGTGC
GATGCATCTTCTGGAGCAAGGAGAGGGAATCAGCCACAAGGATCTTCTTGCATCCTTCCC



TTAAGAGAATCTGCAGATTGTAGTCATGGAGGATTTTGACCAGAGAGTCTCTGAGGTTGG
GGATCTCCATGCCCTCCTTTATGCGGTTGATGAGCAGAATCGGATCAACGTGGGTTCCAA
TATTGTTCAGGAGGCCAGTTATGAATGGTGGCTTGTCGATAGAGTAGGAGATGAGATCAT
CCCAGAGCTCGCCGTCGTCCTGCTCTTTAGCAAACTCTATGGCCTTGTCAACGTCTCCCA
GCTCCTCCATGATCATCTGTAAAGCTCTTCTACAGTTTCCCATCCTGCTGAGTAGGAAGA
CAGTTTCCTCTACAAAGTTCCTCTGTTGACAAATCTCAAGGGCCTTTTCAAGAGGGCAGT
GTGTGCTGTCTCTGAGGAAAGGCAGGAGGTTGGGTCGGTCATACTCGGCATACAAGCCGA
TCTGTCGCTCGTGGTACTTTTGCCCTTTGTGGTGATCTCTTTTGAACAATTTATGGAGAT
AAACGTGCAGCAGCTCAGGTCTGCCAGCGAGCTCTTCCACCACTCTGTCTATAGAAATCT
TATCTTCATTGTCAAGAAGCATGTCAACTGCTTTTTCTTTGTCAAAGTCCATGAGGAGAA
CAATTTTGTCCTCAATTGATGAAAAAAGGTTATGTTTGTGGATGAGTTGGTAAACATCCT
TGTGCCTCAGTCTCAGGTAGATTTCTAAAGCTTTGTCATAGCGCTGGTCATACGTGTACA
GTTCTGCCAGAGTGGTGAGCAGTGTGCTCCCCCGGCCATAATGGCCGGGTTTA
>CL6493Contig1
TTTTTTTTTTGATGTTCACGTCCACTTTATTATTCACAGTAAGATTGGAACAGAACACTG
AGAACCAAAAAGAACAGAGGAACAGTTCTAATGTTTACTAGAAAACATGAATCACAAGAA
CACCAGACACAAACACCAGTCTGGTTCTTTTTCTGCATCTTCCTTCATACATTTTTAGGA
AAATCCTTTCCTCACTAAATGGTTGGGATGCGGTTC
>CL6494Contig1
AGATATCAACTATAATGAATTTGCCAAGAGACTCTGGGGAGACATTTACTTCAATCCCAA
AACTCGTAAGTTCACTAAGAAAGCTCCCAGCAGTAACTCTCAGCGCAGCTTTGTGGAGTT
TATCCTGGAGCCTCTCTACAAGATCCTCTCACAGGTTGTCGGGGATGTGGACACATCCCT
GCCCCGAGTTCTGGATGAGCTGGGGATCCACCTGTCGAAGGAGGAACTGAAGCTGAACAT
CAGACCTCTGCTGAGGCTGGTCTGTAACCGCTTCTTTGGAGAATTCACCGGTTTTGTGGA
CATGTGTGTGCAACATGTCCCATCACCACAAGAGGGCGCTAGGATTAAGATAGAGCACAC
CTACACTGGAGGCCTGGATTCAGACCTGGGGGAGGCCATGGCAGAATGTGACCCTGATGG
TCCTCTCATGTGCCACACCACTAAAATGTACAGCACTGAGGACGGGGTGCAGTTTCACGC
ATTCGGGCGTGTTCTGAGTGGTACCATTCAGGCAGGTCAGCCCGTTAAAGTTTTGGGGGA
AAACTATTCACTGGAGGATGAGGAGGACTCTTCCGTCTGCACCGTCGGCCGCCTCTGGAT
CTCTGTGGCCAGGTACCAAATTGAGGTGAATCGAGTGCCAGCAGGAAACTGGGTGCTTAT
GGTTGGAAGGGACCAGCCGATCGAGAAGACGGCCACAATCACAGAACCCAGAGGGAACGA
AGAGGCTCAAATCTTCTGGCTTTTTTTGTTCAACACAGCACCCGNTATCAAGATCGCAGT
GGAGCCGGTGAACCCGTCAGAGCTGCCGAAAATGTTGGACGGCCTGAGGAAGGTCAACAA
GAGCTACCCTTCGGGTGGCACAAAGGTGGAAGAGTCTGGAGAGCATGTTATCCTAGGAAC
TGGAGAGCTGTACCTGGACTGTGTGATGCACGACCTGAGGAAGAAGACATCTGAGATCGA
CATTAAAGTTGCAGACCCGGTCGTCACGTTCTGTGAAACCGTTGTGGAGACATCGTCTCT
GAAGTGCTTTGCCGAGACGCCAAACAAAAAGAACAAGATCGTACCCGGAGACCCCCTGGA
CAAGAGTATCGTGATCAGGCCTCTGGAGCCCCAGCCTGCCCCCCATCTG
>CL6495Contig1
TGTACGGATACTTTGCCTTTTGTAGCAGCAAACAACTTAACACCTCCCAAATGGAAGGAA
AGACTCCCCAGATCGAGCTTGCTTTTAGCAGTAGCTTTTGAATTGTGTGCCAAGGATTGC
TTTAGCTNTGAACTTGCCTGATGGAGTCACTGTGTNTGTGGTGACAGCTTTATCGAGTGC
CACTTCAAATAAACCTTTAAAATATATATATATTTTTATTTTAATTTCCAGATTTTGTCT
TTCTCAGAAGAAAAAAAGGGTCCCACGTGTACTACCGAGTCTGAGAGACATTCATTAACC
ACTGAAGTTGATTTAACTGACAGCCAGCCACTTTTTTAAGCTCTCTGATTGGTTGTCGGA
CTGCGCCTCTGGCTTTACGGCGGCTCATTCTAAAGACTTAACTTGCCAACCTGCTGAACA
GTCAAAAATAAAGGTTAACTAAGGGTAAAATAATGCAACGATTTCAACACCGAGCAGCTT
TTAAAAAAAAAAAGTTTGTATGTTTAAACTTTTAAGAGCGAATGTGTCTGAAAATGTTCT
AAAAATAAAAGCACTTTATTTCCAAAAAAAAAA
>CL6496Contig1
CAGTGGTTAAGCCGGAGGCCGTCAAGCCACCCGTGTCTCCAGAAAAAGACCCCAAGAGGG
CGCTCTCCCCTCAAACTTCTGCAGCTTCTCAGCCTTTCAAATCCCAGCTGCTCCCCTGCC
CCGTTGCTCCAAAGCCACAAGTGCCCCCTCCCGTGGCAAAGCATCCCAGTCCACCCCAAA
AATCCCTGCCGCCCCCCACTCCAGTCCCCGTTCACCCAAAACCTCCCAGTATACCCCCCT
CAAAGCCCACCTCCACTCCCCAAACTACTCCAGTCCCATCCCCTGCCTTTGCATCAAGAA
CCACTCCTGAAAAGTCTCCGTCCAGATCGGCTGGACCCCCCGGACCACGGGGTCTAACTA
CCCCGGCTCTGCCGCAGGATGAGCCCCCCTGGATGGCGTTGGCAAAGAAGAAAGCCAAAG
CCTGGAGTGAAATGCCGCAGATCGTCCAGTGACTGGCCATTTACCGCCTCGCTGGGTCTG
ACGGACCGCATAGACCACAATGCATTGCACATTCCTCCTAACTATAGGGGACTACTCTGA
TGTTCACATGTAATCAGTTTAACGTCTCTGCTCTCATCCTGTCCAAGAGTCGCCTTTTCT
GAGCGTTCAACACAACTTTCCTTTTCTTAGATTGTCAACGGTGCCTCAACATGTCGACTC
ACAACAATAAAACACACATTTTAATGGAACTAACTGAGTTCGCATGACCGAAAGAATCCA
GTCAGAAAAAGGGAACACAGATTATTTTATGAAATAACTTTATTGAAAAAGTACTAAGGA
GCAAACAGGCAGAGTAAAATATTATCAATATTTTTGTTTTGTGTTGGGAATGAATGGACG



CGTGTGTCTCTCTGCCTGGGAGTGCTTTTATTTTATCGCAGTGATCTCACAACCGTTTCA
GCCATTTCCTCTCAAGAAAATTTACAAATTATTATCCTTTTTGTCCATAAGTTTCTGTAA
AATATATTTTTGATGTTCTTTATTAATATTTTTGCCATCTTTTTGCTGTTCTGAATACAG
AACTCCCATGTTTTGTTCTCGCTTTTTGCAGACATTTAGAATTGGACTGTTATCAGTAGC
GTAAACTCACTTCCTGGTTTTTGTTTTCTCGATGCAAAAGAACCCGTTAAGGAAAAGTCA
TGATTGTTCTGTATCATTTAAACGTGTCTTTAAAGTAACTAAACCATGTTACACTTTTTA
TTTTGTATTGACTTTTGAGAATCTCTCT
>CL6497Contig1
AAACAAAACAAAACAAGGCTCATTGTTATATTAAAATGAGATAATCAGCAAACAGGAGCA
TGGTCTCCACCACATCCTGCACCATCACTGTGGTCATGCAGTAACATCTTTGGTCAGAAG
AGGGCGCCTCTGCTGATAGCTTTTAGCCCATCCCTGGATGACCCTTGTGTCTTCTTCTCT
CCATAAAATATCCTGCTCTGCTTCATTGAGCTCTTCTGCAGGATCGTATGTGTAAACTGG
TAGCAGCTGATGTCGAAGTCTGTCGATTCTTCTTTTCCTGCGAATATACAGAATCACAGC
TGCAACAATCCCAGCTAGGGTTATCAGCAGGAATGGAACCAGCACATAGCTGACTGTGCC
ACCGCCATCTATGATGGGAGGAGGCTGTGTGCTGTTGTTCATTTTAAATCAAAAATCAAA
TGAAAGTAGTTCTGAAATTTAGGAGCAGAGAAAATAGCAGGCTGTTCCGGCAGGAGGTGC
AGCTGCTGGCTTGTCTAGCTGCCCTCTTGTTTTATGGCTCATCGCCGTCGTTCATGTGAC
TTCCACATGGTTTCACTGTCCGCCCTAATCAGCAAGAAATCTTATCAAGCCTGGCTTTCA
CGTTAAGAGAAGGACAACAGCAGCAAAAACC
>CL6498Contig1
AGACGCGTCACGCACCTCAGGTGTAAACAAAACCCGACAATCACTTCTTCAGTATTCTGA
GGCGTCACGCTGCTGGATGAAGAACCAACTCCTCACCTGTAGACGAGTCTCTGACATCAA
CCAGCATGTCCAGAAAACAGACGGCCAAACCTGTGCGAAGCAACAAGAAAGGAGAACTGG
AACGCAAGAGGGACGAGCGGGCGGCACGCCGGGCCTTCGTCAAAGACCGCAAGAACCGTC
CTCAGGACACGGACGAAGGGGCCGAGTTCGTCAGCTTCTCCAATCAGCTGCAGGCGCTGG
GGCTGAAGCTGAGGGAGGTGCCGGGTGACGGGAATTGTCTTTTCCGGGCCCTCGGGGATC
AGCTGCAGGGACATTCCCGCGACCACCTGCGACTTCGCCAAGAAACCGTCCACTACATGA
CGAGCCATCGACAGGACTTTGAGCCCTTCGTGGAGGATGACGTTCCCTTCGTTCAGCACT
TGTCCAACCTGTCCCAGCCCGGCACGTTTGCTGGCAACGACGCCATTGTGGCTTTTGCTC
GCAGTCAGCAGGTGAAGGTGGTCATCCATCAGCTGAACACGCCGCTGTGGGAGATAAATG
GTTCAGAGAAGCAGGGGTGCAGAGAGCTGCACATCGCCTACCGTTACGGCGATCATTACG
ACAGCGTGAGGCGGCTTGGAGACAACTCTGAGAGTCCTGCTCAGCTCCGCATTGAGAA
>CL6499Contig1
AATGCGTCCAGNACGTGACTGAAAAGTTTGAACGCAGTCTAAGTATCANGACAGCACCAA
ACAAATGCCAGGGGAGGAGCAGCTTGTTCCAATGGGAGGGGGAGGGGGGGGGGTTNTTTN
TNTGGNGGCAAAGGTCTTNTGTCCTCATTCCACGTAGTAANAACTANCNTGATGTTTCAC
AAAGCNCTGNCAGTCGGCGTGCAGCATTTCANCTGAGTGGNTNTAAAAATNTANNCNTTT
GAAACCCTGAATAAATGCTCATATNCCATTTTNTGCANCANAAAAAAATTTACAGCTGGC
CCACCTGGNGTGTNCAACTTTTTTGTTGTTTTTTTTTAAACTTTGTTCCGTNTAAATGGG
TNTTTTTTACCATNACCCGNGGNAGGAGGTTTNTTCCANCNCAAAACGGCAAATNTAATG
TNTTCAATGCCTGCATNAGTCTTTTNTGATCNACTAAAATNACCTNTGGGTGTGTNACAC
AAATTTACTCGGTTAAAGGAGTG
>CL6500Contig1
GCTGACACCCAGATTTGGAAGCAAGAGCAAATCGGCTGTTGGGTTTTCTCACCAAGGAAA
GTTCTTTGCCTCTCCACTCCTCAAATAGCACAAGGCGGCAACACAATACATGGATAGGCT
TTATTTCACTTCAGAACATGTTAAGTTGTGGATATTGATTGTTTTTATGTTTTTTTTAAA
GGGTATTTTAAAGAAAGTAGAATGTTTTTCTCCATCCGTACACACCAGCACACCATTGCA
GTTGATGCTTTGCTCAACGGTAAGGAGGTCGGCCTCATTTCAGATGACAACATACGGGAA
ATTAACCATTTTCGAGGAGATGTGTTAATTCATTAAATGTACTGTATCCACAGCTTCCAT
ATGCAACCATTTCAGTTTTTCAGCTCATGTCTTACTCAGCAGCTGAAGACGTTACCTTTT
TGGCATTTAATTATTGAAGTCATTGAATGTGCGCTTGTTTGTTGCAAGATTTCATTGTTT
TGATGTTTGTAAATGTTTTTGTTCATTAGGATCGTCCTTTTTAGCCAGTGATTTGTTTTG
TAAATGCTGTAGAATCATATCTTCAAAAGCTTTAGTCACATGTCTAGATTCGGCCCTCTC
TTGGAGGTGCAGAAAATTCTTTCTTTTGTATCTTTTGTAAGCTGGGCACTTTTTTTTTTT
TTTTTGCCCAAAAAAGGGCCAAAAAAAAAACAA
>CL6501Contig1
TTTTTTTTTTCAAGAGTCCAACAGCCAATCAGTTTAATGAAAAGCAAACAGCAGTGGAGA
AAAATGCAATCTGGCTCCAATAAAATACAAATATACAATGATAACATACCTACAGTTTAA
TTTCAATATGTTGCAAATATACAATTCAAACAAACCTGCAGAGTTTCCATCTACACAATC
CAAACCAGTAAGGAGTCTATATACACAAACATCAGTTTGATACTAGCATTTAGGGAAAAA
ACAAAACACAGGAATGCCAACAAGTGTTCAGTTATAAACAAGAACAGCCGTACTGTGCGC
TGTATTGGCACATGCAAATGAAGAGAAGGTCATGCAGCAGGTGAACATGGGGATCAGAGA
GGACAAATCTACATTTATCCCACGTTTTGGGTTTGCATGGAGGAGTATTTTGGCAAGGCG
TGATTCTTTCATTTTGCTCACACCCTTTAAAAGTAGAAAAAAATTGATTTCCAAAATAAA



TAAAAGCCTTTTTTTTTATTATCAAGAACTAAAAACAAATAAGTTGCTCTTTACTTCAGT
ACACCACAGGAAAGCGTGAAAACAAAGAGACATAAATAATTGCAGAGAAAAGATTTGTTT
AAAAGATTACATTAGAATACTTAAATTAACTTCACTCTGGTGAAACAAATGTTTATCATA
AACATCTAACATTCTTATGCCATTTGGACATCTAGACTCGAGAAGCAACAGAAACACAAA
ATCACTCCACTGTCCTTTCAGAGGTAGAAACGGGGAACTCTTAAATGAAAGTCACGCCGG
CTACACAAGACTATGCCACAGGCTGGCTCATTAATCCCTTTAAACTGATTCTAGTCCACA
AGTCTTCCTACTGGAAACTTTGAGACATCCAGTCCGTTTTGATGAAATTTAGAC
>CL6502Contig1
TTTTTNTTTTACAACAATAGCACCATTGACTTTATTATAATACACAGCAATTGATGATAC
ACACTGTGGCAGCAGAAACAGGAGCTCCTGCAATCTCTCTGTTGTGTAGCTAGACTTTTG
GTTTCAAACAGATTTTTTTTATTTTTATTTTTTTATTTGATCCAGTAGGGATGGGATGGG
AAAAAAATAGGAAAAAGTAGGAGAGGAGGGGACTGAAGTTCTCTCTCTATTTTTTTCTTT
AAATATGTGTAAATCCACTTTTTACTCACTTTGCAGCAAACCTAGTCCTACAACGCCTTG
AGCCGAACCAAAACAATAAATAAATAACACCCACACATTGTTCTCCTGTTCCCTGGCATT
TTCCTGTACTCTCATACTTACTCCTTTTATGTTTGTAGAAATGGGTGGTGGTGGCGGCGG
GTGTGTGTGGGGGGGGGTGGGGTTGCATTTTACATAGAAGGAATTGGGGGATTTTGGGAA
AGGAGGGAGGGAGGAGCTGACTGGAGGCAATGCTGGATGAAACACAAATGACAGTTACTG
GTGCCACTCANTGCANATATCCNATGGAGTTCAACTTGNAAAAGCACTTTTTACTTTGAA
AAGAGTCTCATTAAAAAAAAAANNGNCTTGCTTTTTTTCTTGTTTTTTG
>CL6503Contig1
TTGTCCTTGCTGGATTTCTTTTGACATCCATATTCCCTTACAGAGTTGATATCGTTGGTC
ACTGTATTTAGGTTTAAAGTAGGATCTTTTACTTTTTTCCCCTTTCGCCAGTGTTCAAGG
AAAAGTTTTTGTGGTCCAGAAAAAGTTAGCTGTCTTTCAAGCGTGTGGGGTTTGTTAGGG
AAGGGGGTGTGTACATGTTTGCAGAAGAAAAAGAAGACCCGGGGCTGACGAGGTTCATCC
AGCTGCTCTCTGAGTTCCATATGTTGGTACATCCTAAAAGGAGGCGCCCTTGACCCGGTC
ACTGCTCCCTCTGCACTTTTTTTCTGAAGCAGCCTCTGTGGCCCAGATGTTGAGTTTGCA
CTCTGTGGTGGGTAGCAAATCTTCAACATTTAATTCAACGAAACCTGTCTTTCCCTGTGT
GTGATGGCTGCCCCGGCCACCGGGATGGTGGTGGCTGGCGGGGGCAGGGGGCTAGTAGGG
GCGGTTGGCATCCTTTGGCCTTTTGAGCTGAACCTTGAGTCTTTTCATACCGATCTGGAA
GCCGTTCATGGATTGGATGGCAGCTTGGGCGCTACCTGGGTTGTCGAAGCTCACAAATCC
GAAAGGCAGGAACATCTGCATCAGCTCTCCATCCCCAAACTCTTGAGGGAGGTGGTAGAT
GAACAGGTTGCAGCCCTCCGGTCCTTCTCGTTGCTGCTGTGGAATGATGGGAGGAGGGTG
GGGAAAGGCTTGGCTGATCTGACCGTATGCAGCAGGATAGGCTGCATACTGCTGGACTCC
TGTGTAAGCCTGCTGGAGAGGATCAGCTGCAGTGGGACTTTGAGCTGCTTCAGACAGAGA
GGAGAGGAAGCAGCCACCCTGAACCCCGAAACAGCTCCGCGGAGCCACGCCCAGGCCGTT
TTTCTCCGAGTCCTCTCTGAAAACCACCTCCTGCAACACTGGGTAATGGTGGATCCCGTT
GGTGAAGACGGCTTCTGCAGGCGGCTGGCCGTTCGCCTGCGGGGGTGGCATGCCGGTAAA
ACCATTTACACTGATGGGAGAGGGGATGCTGGTCACAGTGGGGGCGCTGATGCCCGGGGG
AGTGCTCCCACCTGACGTGGGGGTCAGCGGTGCTCCTGGGAGCCCGTTGATGGTGGCCAT
GTGCTGCATCTGTGCAGCAGCGAAGGCTGCCATGGGACTGAGGTAGCCTCCCTGACCTAC
GGACGCCATCAGCGCTGCCTGCTGCTGCACCTGAGCGTAGGCTCCGTAGGCTCCAAACTG
CAGGGCCATAGGGTTGAAGATGCCCATCTGACCAGCCATCTGCTGCATGCGGCGGATGGT
GCGCTCCTTATCCGTGTCAGCGAACTTCACCACCAGACTAGATGACGCACCAGGCATTGT
CTGGCTGCCGTGTAGTGCACTGATGGCTGCCTGAGCTTCAGCGTGGGACGAGTATTTTAC
AAACGCACAGCCTTTGCTGTTCCCGTCAGGACCTCTGAGGATGGTGCATTCCTCGATG
>CL6504Contig1
GGCCATCGCAGCGCCGCCGATGCACCCTCACCCCGCCAACTCCCTGCAGCACCAGTTTCC
TCCTCTCATCTCGAATAAAAAGCAGCAGCAGCAGCAGCCGCCGTCTCCACCCCTGGCCTC
CGCTGAAGCTGCACACGGGGCTCCAAATCTAAGCAAGACGCCGACCATGTCCTACGCGAG
CGCCCTGCGGGCCCCACCCAAACCCCGCGCTCTTCGGCCTGAGCAGGTGAAGAAGAACAG
CGACCCCCTCTCCCTCCTCCAAGAGCTGACTATAGGAAGTTCAAATGGTAGCAATGGTTA
CTATTCCTACTTTAAATGAACGTCCGTCACACTCTTCTGAAACTAAAGGAAAAAACTAAA
AAAAAAACAAAAAAATTCATAGTAAAAAAGAAAAAAAAGAAAATTCATTTAACTGTTTCT
AAATGTAGACCTTTATGTTTGTTTCATATTAGCGTTTTATTGGTAACTGTCATTTATTTT
TCCTTCGAGTTACATATCTGTGAAAAAACGTTAAGTATATAATAATTAATACATTGCCAG
TATATACATACTCATTATGTATATATGAAAATATATTATCTACACACTTGTATATGTATC
AAATGATAAAATAAATATTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTTG
>CL6505Contig1
TTTTTTTTTTCTAAAAATAACTGAAATCAACACACCGCTTTTAAGAATCTTCCACATGTG
AGCAGCAGGCATCAGTGGCCTGAGCTGGATATGAACAAACATCCTGTAGGACACTGACAA
ATCTCTTTTTTGTAGTTGTTGTGTTACGGTGCCATCCAGAAAGGCATGGGCTGCTGTTGT
GGTTGCGTCTTGGCCCGGGGGGGCAGTGGGGGAGGACAGCGATAGCCCGGTGTCCACCCT
GAAGAGGCTGAGGTAGGGGGACCTACTCCAGGGTTACCTGGCCCTGAAGCTTTGGAGGTG



GGTTGGTCTTCCTCTTCATCAGAGGAGTCGCCGCTGTATGCCACCAGACCTGTTCTCAGT
CGTTTCACTACAGGCTCTGAAAAAAAGAAGAATTGGGAGCAAGAAAGAAGAAAGGCAGGG
AACATGTTTGGAAAAGAGGGGTGGGGGGGAGAAATAGCAGAACAGCAGCAGGAGTTTGAA
ATGCGACAAGTTTGATTATTCCAAAGACATTTTGGGAAGAAACAAAAAGTTAATGGATTT
AAATTTGATATCAGCAGCCATTGGGTTGGTGGGGACAATGTTAGGGGCCGTTCAAGCGAG
CGGCAGGGACGGCGTCCCAGGTCGAGTGGTGCCCCCACCCCCCAACCAGTATCCAGCATT
GCACCCAGAGACACTTGGGAGGAGAAGGAAACCCCCGA
>CL6506Contig1
ATGTTCCAAAACTTGAAGTAGAACAGAACAGCATTTAGTGAAACTTTAATGAATAAATAA
ATGTCCTGCAGGGTCTTTCAATTGTGCTGGTATCTGTATACATAAGCAAGCTTCATTCAC
CGTCCTTTACATGCACCTAATTCAATCACAACATCAGGAGGAATCAAAGGTGCCAAGAAA
AAAAGAACATAAAAACCACACAAGGACATGTGTGGCCTTACTGTGTCTGATGTTTCCCTT
TTTTTAATTTTAATTTTTTTTTTTTATGGACTTGAACACTTTAAGCCTCAAACGGCAGGA
TCACACCACCTCAGGACAATCCTGGAACAGGAAGCTCACATTTTGGTAGCAGTAACAAAA
ATCAAGCTTAAAAGCATCACGTCAGGTAAACCTAAAAGCTCAACATGAAGAGAAAAGAAA
AAGCAGTCACAGATCTAGAGTAAATTAAGCTACAACATATCATCAGTGTTTCAAATCAGT
GTATCAACATTAACAGTTTCTTCAAAGCACAAGCAAATGAACATATAAAATATAGACAAA
ATTGAAATACACTTTTAAAGCAACAAATTTAAAACACAACTAAAACATCGGGAAGAAGAG
GAAGAGGCAGTCTGAGTATGGATTTTGGAGTAGAGAGGGCATGGAGCCCGCTAAAACGAG
AACCAGGTTAAAAGGAAGAGAATGGACAAGTCAGAACTAAATCTTTTTAGCTTACATTTT
TTGTGTTGACATGACCATCAACATCTTTGGAACTACAGGAGACATTTAAAAAAAAAAAAA
ATCCTTCCNCGCGTTTACTTTTCANCTGCNGGAAAAATCCNCANAACGAANGTCTTTACT
TCTTCCANGCNGNGTANAAAACCCNTNGCNCCNGGTAGGAGGGCCCNCCCCCCNCCTGTT
TATGGAAGTCCNCGGGACATGAGAGTTTTCCCAGCTGCTCCT
>CL6507Contig1
GTTCAACACCAAAACACCATTTTGTGTCTCCAAATACTGACCTGAAGGTTCTCAGGTCTG
AACATACGTAACACAAGCAGTGTTGCCAGATGGAGTCACAGTTTTCCAGCCCCAAAGTCA
TCTGAAAACCGCCAGACCCCACAAAAACCCGCCCAACGAGGGGGGGGGGGGGNAAAAAAA
AANC
>CL6508Contig1
GAGGAGTTGGAGGCGTCCGAGATTTCTAAACTACCAAAACAAATTCAAAACAAAATTGAG
AAAATTATTTCTGATCTACAATATGAAGTTGATTCCCTAAAAGCACAGCAGGAACAATTT
CGAGTAGACAGCGAACAACAGTTTTTTGAAAAAGTTAAAGAACTCGCCCGATGTCAGGAA
GAGTTTTTGACCCAGACTCAAGAACATCATAAATTAAGAGTAGAACTTTCTCAACTGGAC
CAGGAGCTCCAAAATGCACGTGAAAAGAACAGGGAACATGAATCTGCACAGGATAAGTTG
TCCTCTGAACGGACTTTGCTGTCGAAAGCCAAAGAGAATCTGGAGTCAGAAAAGCGGGAA
CTTGTGAGAACTTTGGAGAGGAGATCCTTGGAGGTTGAACATTTGAATGATGATTTAAAG
CAACTAAATGAAAAGTTGGTGGAGGCCAACACTTCCAAATTAGCTCTGCAGATGAAAATG
GATGAACTTGAAACAGCAGAAGTTAACATAAAGTACAAAGAAAAGCGAATGGAACAAGAG
AAGGAACTTCTGCATGACCAAACATCTTGGCTGAAAGAGGAGTTGAAAGCCAAAACGGAG
GAAGTTCTGTCTCTGTCACGGCAAAAGGGAAACGAAATTCTAGAGCTGAAGTGTTCCCTG
GAAAATAAGCAAGATGAGCTGAATAAACTCCAGGATCAAGTAATGACTTTGAAGTGTTCA
AATGAGAATCTCCAGAAACAAAATGACGACACGATCAACAGACC
>CL6509Contig1
CGACAGCTGGAGCCTGTGTGCAGGTGGATGGGTTTCCGATGGAAGAAGAGAGGGAGACAG
GCTCTCCCTCATCCTCCTCATCAGCTGCTAATGATATCTGATGATTACTGGAATGATGAT
AACCAGCAGCAGAGCAATAACAACCAACGCCACGATGATCTTCATCTTCATGTCTCTCCA
CCACATCCTCCTGTGCAGCTGCTTGGCTCGGCTGCTGAAGGCGGAGGCGTTGTCTGACAG
ACTCTCTGACTTGTCCTGCAGGTCATCGAGACGCTCCCCCCTCTCGATCACCTTGGAGAT
GTTCTCCTGCATCACGTCGATCACCTCATCAACCTGCGACTGCACATGCTTGATTTTGTT
GTTCGGAGCTCCAAATCTGGGTCCTGAGGGCCCCCTCAGAAAAAAGTCTTCCTCCTCGTC
AGAGTCTTCCTCCAGGAGGTTCCTCCTTTCACTGCGGACAGATCCTGTGACCTCCTCATC
ATTGAGATGCCGTTTAAACTTGGGGGGCATGTTGTCTTCAGGCTGCTCCTCCCACTCTGG
CTCCCTCATTGAATCTGATACAGTCGGACAGTGTAGCTATGGCTGTGTCCTTTTCTGGCA
CTGCGACTGGAGAAAGGGCTCTGGGCGGAAGAGGACAGCAGAAGCATCGGACAGCTCTGT
TGTTCC
>CL6510Contig1
AACCCGGGCATTATGGCCGGGGGTTGTAAATTGGAATCAGGAACGATGAAGTCGGTCGTG
CTGCTCCTCTCTCTTCTGCTGCTTGCCTTCTCTGTCCTGTGTCAGGAGGAGCATGCAGGT
CTGCCTCAGGCTCCAAAGATGACGGATCCTCCAGCCACTCCTGCAGATGGCCCAGCTGGA
CTCTCAGAGCCTCAATGCGGTGAGACTGACATCTGTACCAAAGAATACAAGCCTGTCTGT
GGAAGTGATGGAATCACATACAGCACAGAGTGTGTCCTCTGCCAGCACAACAGGAAGGAG
AGGGCTGAGGTGAAGGTGGTGAAGAATGGACCCTGCTCCTCCTAACTCACCTGAGTTTAA
GCATGTTGCTGACACCTGTCTAACCAATAAAGCAATACATTCTGCAAAAAAAAAAAAAAA



AAAAAAAAAAAAA
>CL6511Contig1
CGGCACGAGGCAGACATTAAAGTTCGGATCTCCTGAGGATTCCTGGATATCAGAAATCAG
GATAGTGTCTGAGGACAGAGCGAACCCCAGTAATTGAAACAATTGAAGGCATCACGTTGG
AGCCCTCAAAAGAACATCCTCCTGTTTTTTGAAGTTCCAGATCTTAACTCTCAAAAGGAC
TGTCTCTGGTTTGTGTTCATTTCTGCCTGTCATGAAGTCCGCCTTGTCCATGTTTACTTA
AGGGATTGCCTCCACCGTCAGCAGAGTGTTAAGCCATGAAGACAGATAGTGTCGGGAGGA
GGGCAGCTGTCCCTGAAGTTACCCGGCTGGCCCGAGTGCACCTGTTCTGGTGTTTCTGTC
AGATGTTCATGATTGAGTGCAGACATTGGGGTGTGGAGAGCAACCAGTGCCTTCTAGAGT
CTGAANGGATGGGGGAGTGGGTGGCGAGGGCCGAGCAGAGGTGGACGTGCCATATGTCGC
CTTTGAGAGGTTGCCACCTCTTCCAGTCCCCCCCCACCTTCTCTCCTTAAGCGTTTGCAT
AGTAATGCACCCATGGGTCCCCAAACTCTTCACGAAGAGAGAAGCAGCCTGCTCACCAAC
GTGTAAGAAAAGGAGCACCCTTCATTGTGTCTGTGAAGAGGAGCGGCTTCCACTGTGCGT
GAAGAGGAGCGTCTTTTCATTGAATCTGTGAAGAGGAACACCCTTTACGGTGTGTGTGAG
GAGCAGTGTCTTTCATTGTGAAGATAAGCCTCCTGCACTGCTCCCAAGAAGAAGAGTTCC
CTTCATTGTTTTCTGTGAAGAGGAGCGTCCTTCACTGTCTAAAGTTACACCTTTTATTTA
TTTCTCTTTTTTTATGTTTTTTTTATGTTTTTAGGTCACTCTTTTGCCGGCCTGATGTTT
TTTCAGATTTTAATCTTTTTTGGTCTTACTTGACTTCAGTCTTTGTTACACAAACACAAA
AGCCTGTTTCTTATTAGAGAGCGTATTTACTGTCTCCATGGCAACTGTCACATCCTGGAA
GTTTATGGTCATGTAACAGCAATAAAAACAAAATTACTCTGAGCAAAAAACGAGNNAAAA
AAAAAAAAAAAAAAAAAAAAACCC
>CL6512Contig1
ATGATACATTATACTGACATGATTCACAGTTGGTGATTCACCAGATCAAAGGTTATGGGG
ACAAACTAGGGCTTGAGCTGGAACAAGCCAGAATTAGCAAAGACTAGAGTTTCCTACCGT
ACTTCCTCTCCAATTAATTACATCCTTATAAAAAAAACTCCCCACGGGCAACATACTCAA
ACTATTTCCAATCAGTAGCCACTAACGTTCCTCTATGCTATCTTTAAATGTCAGCCCCCA
TTTCCCTAAGTTATTTCAGGTCTTCCTTGATGGGTGGAGCGTGGCAGGAGGAGGCTCAAT
GTGGAGCTCCTGCCGGAGATCCTCAAGGTTCTGATCCCATCGTCTCTCGTAGAAAATGCT
GAGGACACAGCGGCCTCTCCTCCCGTTCCGCAAAGCCCAAGGACCCAAAGAGGTGAACAG
TGATTGTAGACGCCTTGCATTAAGTCGAAGTGGGCCCAACACAGCTCCCAAAGCACACAT
CGGAAGACCCGTCTGTGCCGCTTCAAACCATTTCACTACCACCTCACCCAGCATATTCGT
GGGCATTCCCAGCAACGTGTGCATCAAGTCATGAACCTCTCTGTATCTTAGCATGACGTA
GGCCAACTCTTCATCGTCCACAAACCTCACCTGTGTTCTGGAGTCTGGGGTCACGCTATT
GTCCTCCAGAAAACGGAGATATTCTCTTCCGAAAGACCCGTCGGGTAAGGAGGCCATGTT
TTTCAGGTCTAGAGTGGAGAGACGAATCCGTGGTCTTTCTGTTAGGATCGTGAGGCCTTC
AGGGTCATTTCTCATTCTGTCCCTGAGGCTGACGAGAGCGAGGTGACCTGTGGTTTCTCC
AAGGACTGCAACCATGTCGTGTCTATATGGGTCCTGCAGAGCTGCCACACCTGAGCCAAC
AGCCAGCAAGGCTTTCTGAAAGGGAGTAGTCTGGATGTGTCCGTGGTAAACGCCATCATA
GTAGCTGTGAGAACGATCCCTCCGACTTGTATGAAGCTGCTGGACAAACTGTGTCAGAGA
GACTGAGGTGGATAATTCGATGTGTGCCTCCGTATCCCCGGCCATAATGCCCGGG
>CL6513Contig1
ATAAAAAACTTGAAGTACATCTAAAGGTTAACGTCTTTGTGAACAAAACCTTTGGGGAAA
AGCTGCATGTGATCTATGTTTATGTTCACGTTTTTTCTGGAGAGAAAAACATGAACATAA
ACATATTTAGCATCAAGACGCCGCTCGTCTACCTCTGCTTTGAGGAGAAGGGGGGTCTAA
GGGGTGGATGCCTCTCTTTCTTCCGTTTCCATCTCAGCCGTAGCTCTGGTCTGGACGTAC
AGTACAGGGATCCTTTTTTTCAGTATTTCCGAGAGGGAATGTCAAAGCGTGGCTCTACTG
CATTCAATAAAAACCCAAATCCATCGTTCTCCACCGCGCTGCAGGGGCCGTTTTCCATTT
GTTATTGCCGCTGCTCTGTCTCTCAGAAGACGGCGCTAGCTTCGTCTGGAAAAAAGTATC
CGCGTCGGGCTGTGTCGGCTTCAGGCAGCAGCAGCCACAGCTTTCTCACACAACTCCGGG
TGATGCAGCTTCAATGCTGCCGGCGCGTCTTTTAACTTGCTGCCGTCGCTTCTCATTGTT
TTCCCGCTCCGCCATCTTTGTTTGAATGTGTGTTCTTCTTCGTCCGCCCGCAACAACCAA
TCTCGCAACGAGCGCCCCCTATCGACCCTCCAAGGAATTGCCGTACCAAAGGATGGTTAA
TATAGCGTTTTACAGGGTTTTAAAACGTAAATAAAAGGTCGATACTTGATGAAGACATAT
CGATAATCGATCGCGGGACTAAATATCGCGATATATCACCATATCGATATTTTGGCACAC
CCCTAGTTTCTGTTGTGTTATTTTAATGAAAAGATGCTGTTTCTTGAACAGGACCTCACC
CCTCCTTCTCCANGATGACTGCCTGCTCATAGTCCTTGAGAAACATGGGTTTCACTGCAG
CTTTCTT
>CL6514Contig1
AAAGCTATTGCATGTTTTTACAGCCAAAATGTTTGGGTCAAATTTCATTTCTCCATCATG
TTACAATTTCCATTTCCACAAAAATAGATNAGTGGGGATAAGAAAGGGAAATCCTCATTT
TCAGTAAGAAACCAATCAGAGCTGCAGGCCTTTTTGTGGCACAACAGTGACAACCCCTGG
CAGGCATTTATACTGCAGACAGGACATGAGTAAACAACAGACACCACATTCAGAGTATGA
CAGTAAGGCTTTAATAAAGAATACATGAAGGAACAAGATGTGTCTGTTTTCATTTCAGAT
AAGCAGTTACAGGGATCTATAGATCGCTGATTGAGCTACATACATACTTGGTATTTGTGA



GGGTCATTTGGGAAACAGCTAAGAGGTCATGACAGGGCGAAAGTCTACATTAGAGCGACA
GCTAACATGCAGAGGTGCCTTGTTTATTTAATTTGAGGATGGCTACCCGTCACGCTACGC
TTCTCTGGTGGTTTTACATTTCTCTGGCTATTTTTCTAACCTAACTAACAAGTTCTAGTG
AAGAGATACGAACTTGCAGGCAGACTTAAAATGACTTAAAACCTCAACAGTTTTAGAGTA
TTTTGCAGCTGACTACATTACAGTGACCACTCTTAGAATAACAAGGAAATTGAAGCTTTC
GGTTATTGAAAAAAACTAAAATGCACAAATACAAAAGGGTCAGTACGGAGTGGATAGGGG
GCGTGTGGATTTGTTAATCAGGAACAGTAATCAACAGCTTGCAGAGTAAATAGTTTGCAC
TTAAATAAAAAATAAATGCCATTATTTCAAAAACCATAAAAGAAGAGGGAGGTGACAGTG
TAAAACTATGTTTTCTTTTAGGTGTTGGACACATGTTAACATAGTTTTGAATAGGAACAA
ATGGCACTTCATTCTTAGTTTTTGTTTCACAGCTTATTTTTCCTTACAATATTTTGGTGG
ATTTACACACATTCTATCCTAAAATAAAAGACAGAAGTGGCTGGTTAAAAATACTGGCAC
AGAGTGGTAACAAGGCCACTTTGAGCTGTATGGTGGTTGGATGGATGGAAACAAGGAATG
AAAAAAGAACTTCTAAGATAACCCATTCACAGTGTTAAGAGGAGCCTCTGAAAATGGATG
GAGAAAAAGAGAAAGAAAAAAACATGCGGCGCCTCGGGNTTCTAGAAT
>CL6515Contig1
CAGCAGAAAAACAAGTCATCGAAAAGCCAAATAAGATATAATCCTGTTATTATCTATTCA
AATAAGAGGAAAAAGTAGTAAGTGTGGTTTAAAAAAAAAGGTCCTTTGGGCATCAAAAAC
AATGCTGCCTGCACTTCATATTTGAAAAATCAAACAACATGAATACAATGAGGAGCTTGG
GATGTTTATTAAATGTGAGTTCTAAACTTTGTGTGCGAAAGATTTGATCCTGAGACACTG
AGGTTCACCAATACTTAACCCTAGTATTTTCCCACAACACTACACTAAGAAAAGAACATG
TACATGGTCATTGTTCCTGCAGAAAAGTTAAAGTATTTCCTGGAAATGTTGAGCGCGCAG
CTAATAGAAAACTACCATAAACACAACAGCTTTATCTTCCAGAAGGAAAAGTCAAAAGCT
ACAGAGCGTTGTACTCCACACACTTTGATGGATCTGTTGTAAAGTGTTTCTGGCAGATGG
TCATTAGCCTCTTGAGCCCCTGAATGTATTTCCTCTGCGTCTCATCGTTGAGAACGTGGG
CCACGTGTTTGGAAAAGATCTTTTCTCGTCCAGTACGAGCGTGGATACCAACCATTGTTA
CACCAATGGGCCATGGAGCATTCCCGATAGCCATCTGAAGATATGCATCATTTGCCTTCA
CATATTCCCTTTCCAACATAAATTTTATGATGTCTGTGATTGACTCTTTGATGTCAGCAG
GTAAATTCTTCTTTCTGAGCTTCCGGAAC
>CL6516Contig1
AATGTAGAGTTTGAAAGGCAAGTTATTTAGAATTTTTCAGGACAGTGAAGAGGAAAGTTG
ATGGAAATGTTTCATTTCTTCCGTCCACGTTGACCTCTGAAGCTTCGGCTTGATCCGTGA
CCAAAGCACACGGTTTTAGGAATCCTGCGGGAGTATTGAGGATTTAATGGCAGGGCATTC
ACTTCTGAATCCTGAACTGGAGAGGGCATATCCTCCATGAGGGGAGCTTCTTTCTCACAA
ATCTCCATGGACTCTTCCTCCTCAGGTTGGTCAGACATTGGGTTGCACAGAACCTCACAA
ACACCCTCAGACTCACACACGTCATTTACAGCCTCGATGACTTTTACTTTCTGCTCCTGA
CCTCTTCCACCTTTGTTTCCTCTTTCCTTTTTAAGTTTATCAAATCTGAAGTCAGGAGGA
TACTTGTGAATTCTTATTAGATGATCCTTCCTTTGTTTTCCAGTTCTGAACTTCTGTCCA
CAGCCTTCCACCAAACACAGATACATGTCTTGCTTCTGGGCAAGGACAGCAAAGAGAGAG
TCGTGCCACTCCTGGATGTGAATGTCGAGGAGACGGGCAGAGGGCAGGCAGCGACGGCAG
GAGCTGCAGACATTTCTGTGCAAGGAGTTGTAGTGATGCTCATACTCTCCCAGCGAACTA
AACTGTGCACTGCAGCCGGAGATGTGACAAGGAAATTCTGAAACACTGAGTGTTGTTCTG
TCCTCTGCTTCCGAGGTATAGAGGTCCTGCAGGTATAAGTGTCTGTGGATATCTCCGTCC
TCAAACATGTCGTGCTCCCTGTGAAGACGGACAATTTGCGGGCTAAAAGAGAACGGATGT
CCGTCCTCGGATAGCTGCTGCCTCGAGGCTTCTGTCGGATCCTGCTCGCTGTTGCGGCTT
GCTGCTGAAATATTATCAAACGGGTAAACCTCCGGCCTCGACATGTTCGGCAGTCGATTT
CA
>CL6517Contig1
CGGCACGAGGGCCACCTCCACCGGTGCCGGTTCTTGTGCGGGTCCGTCGTGGAAACCCGA
GCGCACCCGAACAGGCAAAAAGCAGAGCTGAAGTGGGGCACGCGGCTCGGTTTTGTAACC
GCTGAGTGGAGACCGCTGAACCGAGCACGCACTGAGGCTGCGCGCCTGTCTGGGGGGGAA
TTTGACAGAGGACGCGCCACGGGGGGGCTGTTCACAGGTAACTGGGGGGTGTTTTGTCGA
CGTCCCTTCACAACCAGCATGCAGAGCAGATCCTCGTCCACGAAGCAGAGCGCGGAGCCG
CTCGACAGCAGCAAAAAAGACACGTCTACCTCAACCCCCGAGAAGAGTCCAGAGGAGATG
CCAGAGTCTGAGGAGCCAAAACCTAACAAGACCCAGCAGCTTAAGAAGGTTTTCAAGGAG
TATGGAGCCGTGGGAGTTTCCTTTCACATTGGAATGTCACTAATGTCTCTGGGAATGTTT
TACCTCCTTGTATCANGCGGGATCGACATGGCCGCCATTCTGTGTAAAGTGGGTTTCAGC
GAGGCTGTGGTTCAGTCCAAAATGGCGGCAGGAACCAGCACTTTTGTCCTGGCCTACGCC
ATCCACAAGCTTTTTGCCCCTGTTCGCATCAGCATCACTCTGGGGTCGGTGCCTCTCATC
GTGCGCTACCTCAGAAAGACTGGACTCTTTAAACCACCCACACCCGCGCCCTGATGACTC
CCCTCCGCCCTCCGGCTGCCTCATTAGGCATCCTGAAGGGCCCCTTATAAAACCCTTGTA
TATATTCTTACCTGTTTGTTTTCTGCTGGGTACATTTCATCAGTTAGTGCTTATTTGTGA
ATCCAGGAAAATACTTCAACATTAGCAGACAATTTTTTTTGTGAGATTAAAATCTAAGGT
TTAATGGGATAAGCTTAAAACATTTATTTGGTCCCTTCTTACATTTTAAGGAGAGAGAAA
TAACACTAATCCTTAGAATGAATATGCTTTCATATTCAGGGATTTTATGTCTCAGTTGTG



AGCCTTTTTGGCGGCTGTCAGGGGTTTTGAAAAAGAGTGCTGTCTGCCTCAGCTGTTCTT
TCTCCTGACATTTTTTCTCTCTGTTTCCCTTCTGATGCTCTTCTACATTTTTTAATGTTC
TTCCAAATCATTGCATCGTTTGAAATGTGAGGAAAGGGTTCTTTGATATAAATTTATTTT
ACTGCTAACTTTCCGTCAACAGTCTTGTTGTTCCTGAATCTTTTATTTATTTGTGATTTT
CTTTGTCCAGTTGTCACCTCACTGTTTTCATTGGTAAGTATAAACA
>CL6518Contig1
TATGGCCGGGGGGAGGAAAAAACAAAGATATTTTATGAGCCGGAGTCATAAAAATCAACA
ATTACAAATTTTACAATGTTTTCCAGTCAGAATAGGAGGTGAAGTAACTTCAATCACCGA
AGAATCCAATGTTAGCTAGCCAGCCATCTTCACTTCCGTCATGAATTTAAGAGGACTATT
TCAGGACTTCAATCCGAGTAAATTCCTGATCTACTCTTGCCTGCTGCTTTTCTCCGTGTT
GCTGTCCTTGAGGCTGGATCACGTCATCCAGTGGAGCTACTGGGCTGTGTTTACACCAAT
ATGGTTGTGGAAGCTGTTGGTGATCGTCGGAGCCTCTGTAGGCACTGGAGTGTGGGCCCA
CAACCCTAAGTACAGGGCTGAAGGGGAGACATGTGTGGAGTTCAAGGCAATGCTGATAGC
AGTTGGGCTCCATGTCTTGCTGCTGATGTTTGAAGTGTTGGTGTGTGATCGCATTGCCAG
AGGAAACTATTTCTGGCTGCTGGTCTTCATGCCTCTCTTCTTTGTTTCGCCGGTTTCTGT
CGCAGCGTGTGTTTGGGGATTTAGACATGATCGCTCCCTTGAACTGGAGGTGTTGTGTTC
TGTGAATATACTGCAGTTCATCTTCATTGCTCTCAGGTTGGACGATATTATCAAGTGGCC
CTGGCTGGTTGTGTGCGTCCCACTGTGGATCCTAATGTCCTTCCTCTGCCTTGTTGTCCT
CTATTACATCATCTGGTCAGTCCTCTTCCTCCGCTCCATTGACATCATTGCTGAGCAGAG
GCGGACTCACATCACCATGGCAATCAGCTGGATGACCATTGTCGT
>CL6519Contig1
TATTTATTTAATGTAATTGTATAAATNCAGACATTTTTGATTTTCAAAATTTAACAACAA
AACTTCAGGGCTTTTTTGTGAGACACAACCATCTCTGTGGCACTTCATAAGTACTCCTGT
CCTCTGTGTCGTCATAGGGAATGTGCCACGAGTCACTTGTAGTTTGGACAATGGTATCGT
AGCTGGGAATACTCTGAAACTTGACCCTGTTGCCTGCTGCAACAAACCCGTCCAGCACCA
GTTGATGGCCCCTTTGCCACTTGAAGAACAGGCGTCGGGTGGCTCCATCTGGCAAGCAAG
CCTTGTGGTCTCTCATCAGGTCCCTACTCACAAACCGACAGTGGTACCCAGAATGCAAAG
TGGCGTACAGCAGGAAGGGGTCATCCTCAGAAATGTTATCGGTAAAGAAGCAATGAGCTT
TTTGCTGGATGAGGCTCATGTTCTTTCGGTCCCATGATATGGAGGGGCGCAGCATGTGCT
TCCTGCCCAGCACTAAAATGGTCAGACCCTGATGCTTGAGCTCTGACACGACAGCCAACA
ACGTGTGTGAAAGCTTGGTTTTGTCCCTGTTCACGTTAGCCACGTTTAGTCCGTCTACGA
CCACGTCAAATGGCGGCTTCCTCCTCACAAACTCCTTGAAATGCTCCAACTCCTCTGGAG
TGGTCTTTTTAAAAACATCGCGTCCTTGAATGACATCTGCTATCACTTTTTCTTTCAGCT
CTTGATACTCCTCAGCAGTAAGTTGGATGGACTCCAGTTCTGATCCACAACACCCGCACA
GTCCCTTGGATCTTGGGCTGGTCCAGCTTCCTGTCCACTTTTGACTTGAGAGGCTCTCAA
ACCACGTCTTGATCGCATTGGCCACCATTTTGTTTGGATAGATCTGGTTGTTTCTCATGT
AGAGCAGAATTCCCAGCAGCCTCTGATGATGTTCAGCCTCATGTGCGGCCCCCTCAGTCA
TTTCTGCTCTAGCCA
>CL6520Contig1
TGCTCTCAGCCAACGAGGCTTCAACCTTCAACAACCCAGAGAAACCTCAAACACATTGGA
AACTCCAAAGCCGTTTTTCTTTGACTTCATTCATTTTGTGTAGTGAGAATCAGTGGATCC
TGTCCTGCTGCAGAGCAAACAGCAGCTGGTTCCTCGTGGTTCTGTGGGTTCATGTCAGAC
TCATTACAGGAAGAACACCGTGAACAGATGCACATGAAGCAGCCGTAGCTTCAGTTGGAG
TTCAAAAAATGTCAATCCACTTAGGTAAATGGGCCGATATCATTCCTAAGTCTTTCAGAG
TAAACTATCTCTATATTTATATGATCCTATTTTACCTTTGGCACACTAAAGAACCACTTT
TATGAAATATTAGTTATTTTCATAGCTCAGTTTCCTACCAGGAAGAAAGACGACCTGATC
TCTGAGGCTCCGCCTTTCTCTCCTTGTGGGTGCCGCCCATTTCATGAGGTCATCCTGGAG
CCGGCCGCGCCAGCGTGTCTTTTGCAAAGATGGATGTGCTTCTTGTTCCACGAAGACGTT
AAGCCGATGGAGAAAGTGGGCGTGTCTGTTAGCCTGGGGGCGGAGCTGGCAGCACAGACT
CTTCCTGGAAGGGGTGTTTCCTCCCTTTGTGATGTCACAATGTGAGGACCCACTCATTAG
GATGGATTGGTAGGGGCAGGTGCTAAGAGAGGGGTTTTTTAGAGGAATACCCAGAAATGA
GAGTGTATTTCACACATTCACAGCTTCGGGGTTGTTTTTTAATGAGGAATGAACACTGGA
ATTTAAAACTTCAAAGCTCAGAAAGTGGATTTAGCGTGATATAAACCCTTCAAAGCCTTC
ATGAAGCTGTTATCCTGAAGCTGGTGGCATCATGAGGTAAAGTTTCTGTTCTGCACTCAG
CTTCTGGTACTGGTTCTGGTTCCACAGGGTTCCAGAGGCGGTGAGCGAGCGCTACATAGC
CTGCCCAACCAGAGCACTTCCTCTCAGGCCGACTAGCAGAGACCGAGACCTGGCCCCGCC
GGTCCCTCGCCGCCAGAGGTGATGGCCACGCGTCTCCCAGAGGTCATCGGCTGTTCAGAG
GAGCTCTGTACTCTGGACCGGTTTCAAGAGTTAACTGAACACGTCAGGTCTGACTGACGT
GGCTGTGAAGAAAAAGGAGAGAAAAAACCTACAGCATAAAAAATAACAAGTACGGACTGT
GATACGATTCATTATAAGCAACAATGAAGAAAAGAAAAGACTTTATACAGTGTTTTAAAT
CTATTTTTGCTTTGGAACTGAATGTGTTGATATGTCGCCTGTTTCGTCTAAAGTCTTCTG
ATTCAGTCGTTTGTTCCAATGAATGATGGGAAATTCCTGAATCCTGGAAGTGATCACAAT
CGTTCCTGGATCCTCAGGTGTGTTCTGCTGTTGATCTGGTTCTGCCTCTTTTGGGCAGCA
CTTGTGGATGGGACACACACACACGCACACACACGCACGCACACACACGCAGACGCTGGC



GTTTGTTTCTCGGCGCCGCCTGCAGTCCGTCAGATGTGGACGTTCCCACAGAAAGTCTTC
CTCAGATGCTGAAGATCTTTTTTCCCAGACGGACGCTCACACCCTTTGATGACATCAGAC
GCTGAAGGATT
>CL6521Contig1
GTTCTGTTAGATGACAGCGGTTTTGCATGCGCTAAAGTCTGTAGAGTAGCAGCTGTCCTG
TGACGCTTTGTGTGGCTTCTGTGTGTTTTGCTTCTGCATTTAGAAACTGTGGAGTGATGC
TGCGAATCTGATATGATGCATGAGCAAGTTGCTTTGTAATGTGTGTGTGTGTATGTGTAA
AGATAAGGTAAGATAGGGGGGATGTTGATATTAAGAAAATACCAATTATTTACTGTTGGT
TTAAATAACAGGGCAGTTTATGTGGAACAACATCATCCTGATCAATTGATCACTTCTAAA
AATCAAACACATTTTTTTATGAATTCAAAAATGTAACTTTGGCCAATAAAAACTCTGTTT
TAAAGCCTTCAGTTTTTTAATAAGCAAATTCCTGATGATGGAAGTAAAATTAGGTGTCAA
TCAAAATCTATGGATTCATGTGATCAGAAGACAAATTATAACTGAGTTTGAATGTTTCTA
GTAGAAATTTCAAGTGTGAATATGCTATAGCAGTGTGTTGAGTTGCTACAGAGCACTGTT
AAAGCAGTACAGACATAAAAAAGCTTCTATGATTAAATGTTGCTTCTTATTTACATGTTT
TAAATAAACATTTGCAACATTTAACACTGCAAGTCAATAGCTGTCACTTATTTATTGCTA
CATTTTGTGAAAATTGTTTGCCTGTTGTTTAAATCTATTACTTCAAAAAGTAAAAAAAA
>CL6522Contig1
ACGATCCCAGGATCACGTGAGGCTGCAGACTCTGTTACTCCCTGGTTCATTCAGTGTTGA
ATAAGTGCTGCCATTCATCAGTCTGAACAAAATGCCTTGTGTGTCTGAGGCACTTCCAGC
CTCCTCAGAGCACAAGGCAATATAATATTTATGCTTCCGCTAACCTTGAAACTCAGCATT
AACTAACTGTAGTCAGTACATGTCAGAGGAATCTGATGCACTACAATAAAGATAGGACAC
GTTTTGCTCATTTAAGGACTTATTTCTGCGCTCCAAGGCCTCTGCGTTCCTGTCAGTGCG
CTCATGTCAAACGGAGCCGAACATGTCGAGACGCTCCAATAAACAGGACCTACAAGTCCT
CTCTCTGAGGTGCATTTAAAAAAAATGTAATTCTTTTCCATTTCATTTTCATGGTCTGAG
CAGCAAAGTAACAGGACTCAACATCCTGTCTCTGGATGCACGCCGCAGAGCTCTGACACA
GCTGCGCTTTCCTTCCAGAATGTAAATGTCCACCGCTCAGCTGCAGACGCCCTCCAGACC
GTCCCTCCTCACCTCTGACGCCTGCAGGAGGCCCGCTGCTGCCTCTCCTCTCCTGCCTCC
TGTAGGACAGACGCCGCCGGACGCCTCACCATTCCAGGCCTCCGCGGCCCCCGGTCGCCC
CGGTGACCATGTGGGTGATGTGCCTCCTCTTCCTCCTCATGTCCATCCCATTGTGTGACC
TCTGCCCAAGCAGATTGTCGATACTCAGCAAATCTGCCTCCCAAATATTTTGCACAGTGA
GAGCTCTGACGGCTCACAGCAAACTCCTGCCTGGTACTGTTTTCACTGTGGGTGTTGTGC
GTTAACATTGTGCAGCATTAGCATAAACGCTGAAGGTTACCGTCCTGTTTTTTAGGTGTT
CACCTGCGGTTCAATGAAACAGTTGTGATACTTCTGCTGCATGGTTGACTTTATAGTACA
AACCTTTGATGTGAAAGTGGCCTCTGTGATCACGTGCAATTAGGAGGTTTGAATTTAAAC
AAAGCTGCAAGTGTGAATGAATGGATCTGAGCATTATTAACAGTGACTTTTCTCCTGCTC
ATTAAACGGTTTCCGTTATGCAGAAAAATCCTGTTCTATTTATAACCAACAGTCCACCCA
TGAAGGACCTCTTTACCAAGCAGCACGTCAGATTGTTGGAAACAGAAAAACATCGCCTCA
GAGTTTTGTTGATGTGGATTTTGATGTGAAAATGTGTGTAC
>CL6523Contig1
TTTTTTTTNTAAGATGCTCCACGAACCACAATCATGACCAGATAGTCTTCTTCGCTTTTT
GCCAGAGCTTTTGCAGAGGAATCCAGGAATTGCTGAGAGAAATCACAGGGGGGGAAAGCA
TGAAGAACCCCTGTGTTGTCTTTATCTCTGCTCCCTCCCACAGGCAGACTGATGACCCCA
GCTGCTTGTTTTTGGTTGAGGTAGGACACCAGGTTGCGAAGGGGCCGCTGGGTTGAGGCC
ATAGGATCAGATGAAGAGGAGTCCTCTGTGCTTCCAGGAACTGCCAACAGGATGGCGTAG
CCGCCTGGACCGGCGACTTTGATGCGCCGAGACACCTCATCAAGCTTTGGCTGGTCCAGA
CGGAGACGCTGCGTGATCTTTAGCTCGCTCACCTGCCTTCCGGTTGAGCCGTCGATGAGC
AGGTCGCTGGCGACGCCGTAGTCACCTTCTAGGAGATGCATGCTGGCTGGAAAGTTGCTG
TTCTTCAGGAGCAGCATTCCGCGCCATGCCACAATGAGTTTGGTGCCATCAGGTTTGGAT
TGCTGGGCTCCTTTAGAGCTGCTTTCAGAGCGTTCTCTCTTGGCAGGCACTTTGCCACTG
TCGCCCGCTTTGCGTTTCCGCTCACCAGCAGATGAGAGTCCTTTCTCAGAAAGACTCTGG
CTTTTAACCCTTCGATCCGCCCCACCTCTTTCAAGGCTAATGACATGTTCTCTGGCTGGT
GAGGCCGTTTCACTGTGCACAGGATGCTCAGAGTCACTGAAACGTCCTCCGTCTCTGCTG
CTGCCCCCAGGACTGCCATCTGGAGAAGAACGTCTACNTCTCACTGTCCTCTCAGTGCTG
TCAGGANANTGATCTAGGT
>CL6524Contig1
ACTATTTTTATGTAAACAGAAATGAGTAAATCCCTGTTAATCTGTTTTTTTTAAGCGCAG
CACTACTACGTGTCTCTGGAGTCCTTCTTCTCCGTCCCATAAGCGATCCAGGGAGAAGAC
CTCCTTCTCTTTCACGAAGGTCTCAAACAGATGAAGTCCACCGCCAACACCAAAGTAGTG
GGATTTAGTGGCGAGGTAGACCTGGCCATTTGATGCCAGCAGCTTCTGCAGGGCTTCGTG
CAGAGCGGGGTAGTAGGCAGTGTTGTAGATGGTTTCTGAGGTGAAAATGATGTCAAACTT
TGGCTGTGGTTCTTTCTTCAGAATCAACGGAAGAAATGTCTTCCAGTTCCCAGAGAAGAA
GTGACACCTCCTCATTAATGTGTGTTGAGACATGTCTGTAGCTCTTTTCTTAGGAGGTGG
TTTGAAAATTTCGTCTTCTTTTTCACAACCATGTTTATCTTGAATTTCTACTGTTCTCTT
CCTGTTGTTGTCGCCCTCCCAGTCCCCTTCCTCATCTTCTTGGCAGTTTAGGATGACGTT



TGGCACCGTCAGCTGTTCTATGACTGTACTGTTGTAATCTTGGAAGTGGACCTGGCTTGC
TCCTCTCTTCAGAGCCAGTATTCCTAAAAGCCCAGCACCACAGCCCAAATCCAAAACGGT
CTTGTCCCTGAAGGTTTCTCCATTCTTCTCGATCTGCTCCAGGAGGTCATATGTGCACTC
CCACACCTTCAGGCCTCCTTCGTACACTCCTGAGATGAGATCGGAATTCTGCTCTTTGCT
GCAGGACAGGATTTTCTCTGTGTCCTCTCGTTCTGAGACGGTTTTCTCAAAAACCGTCTC
GTTGAGGAAGAGCAGAGAGGGAAGCGTTCCGACGGTAACCGTTTCGAAGACAGAATCGGT
GAGAAGGAGCTGCGGGTTGGACGGTGGAAAGTGCTCTTTGGCCTCTTTTACTGAATCCTC
CAGACTTGTATTGTCTTCAATGTGCTCAGCTTTTCCACTTGTTTTTTCTTCCTGGAGTTC
CTTCTCATCAAAGTCAACAGAAGCTGCTGGGTCTCCTGGAACGTTGAAATTAAAACAAAA
CGACATTTCGACTGAATTCAATCAAATGCGGCTAGCTAAGGTTGGTAGCACTTGCATAAC
CCCGCCAGAGGCCC
>CL6525Contig1
TAAGCACCTTGTCTTTAGGAGATGATGGCGAATGTTTTGAAGGAGCTCAGGGACTAACGA
TGTCGGGTTTCCACCGTAACGATTTTACGATTATTTCATTTTAATGCAAAATAAAACAAC
CGCCGATGCCGTTTGACGTACAATAAAACTTTGTGACCAATTTTGACTTTCCGAGATATT
AAACGAGCGAAAAGCAGCTAGCTCTGAGGCCTAGCTTAGCTAGCTAGCGCAGTGTTTTCG
TTCTCCAAGTTGCCGCCGCGCTGTTCGTTGGCTCTGAAATAGTCTCGCCGAGGATTATAT
TATTGTTATCGAGGCCACAGTAAACGAATACCGATTTTATCTTGGATTAGACTAAATCGA
GCTTGCGCTTTCGCAGCGATAGCAGCGGACCTTCATGTCCGCGGGGCTCCATAGGGATTT
CCTGCCCTTCTGGACCAAACATGTCTCTAGTCGCTTACGGTAGCAGTGATGACAGTGACT
TGGAGGAGAGCTCGACCTCCGCCGCCGCAGACGGCAAACGGAGCGGAGGAGGGCGGCTGT
TCTCGGTGCTGCCCGCTCCTCAGAAAACGGCCCGGGCCGAGATGATGATGGAGGGAGCAG
ACAGAGGGATGAGAACCAGGCCCGCAGCGGCCGGCGGCGCGTTCAGCGATGGACTCCACG
TCACGCCGTCTACAGGAGGGATTTTCTCCACTTTACCCAA
>CL6526Contig1
ATCAGTGCGTTGTTGGTTTCATACGCGTGAGACAAGTAGTTCAAGGCTTCTTGCATCTTC
CCATGCTGGTAGTGTTCCAGACCGGTCAGCAGATGGACAAACACCGTCCTGAACAGCCNG
TAGTCGTCATGCCACTCCAGGTATTCGTCCATGTCCATATCTTCTGGCTTAATGAGACGA
AGTTTGGATCGTGCTTCTCTCATGATACTGATGGCTCTCTCATCAAAGCTGAGGTTGCGG
TCAGTAAACTGCTCAAGCAGCGTCCTCTCGATGATGCGCTTGGGCGCTTTGTTCTGGAAG
AAGTAGACCAAAGCGTGCTGCAGACGAGCGTCGTCCTGCGGAGTGGTCTTTTCCTGGGAG
AGCTCATGCAGGCGGGAATACTCCTCGTGAAAGGCCTTGATGAGGCCAGCCTCTGGGCCT
TCTTTATCAAAGATTTGTCTAGCCTTGGCGATGGCTAAAATGACGCCCTGCATGGCTGGA
GTCAGCATCATCTCTTCATTGTATCCATCAGCATCAGCCCTCACCATGATTCGACCCACA
TTAGGGATCTCCACCTCTGACACCTCATTCTCCGGCTGTCGCTGCCTGACCGGGTCTTCC
TGTGGCTCTTCCTGCTCCCCTCCTTGCACGTCCTCCTGATCTGTCATCTTTCTAAAGGCT
TTCGATTCATTGTCACCCTCAGAAGTAAGGGCCTTCACCTCTGTGTCATACTTTTGGACA
TCTTGGTTTGATGGTGGCTGATTAGTGAGCTCTGGATCATGGTTAGGAGTCTGACTGTGC
AGTTTTTCCTGGTCTGAGTTCAACCTGCTGCTTGAATCCGGGGTGTCAGTGACTGCTGTG
GCGTTGGTGTCCTCTGTCTGGCAGCCAGGACTCTCACATGTTGGTGTTTTTGCCGATTCT
TCTTCTTCAGGTTGCTCTCCAGGATCTGTCCCTGGGTCCTTTGGGGCCTCTACAA
>CL6527Contig1
TCTTGAATCATGACACAGATACGCTTCCACGAAGAACCAGCTCAGAGAATGAATAGGAAA
GGTTCAGAGACGCCCTGAAGCTTTGTGGCTCCGCGTGGAGCGGATCAACCAACAGCAGCT
CATGTTTTTCTCTGATTTGTTCTTCCGTGTTCATCAGTGTTTCTGTGTTGGTTTGAAGTC
CTGGACTTCAAAAAGAGTCTTCTTTACTGTCTGTGACAAAGAAAGCCTCCTTTGATATTT
TTAAGGTTTTTTTGTAATGGAATACACCGGATGAACATCCGATTAATGTTCTCCTCATTT
CAGACTTTGACAGATGAGAAAGTTCATTTCACAGAGGAAGCCGTTCATGAAAACGTCTGA
CTCCTTCCATTCTTGGTCTGTGGATTTCCTGTCTTCTTCCAGACCGTTCCTGCTTCCTAC
TTCCTGCTTCCTGCTTCCTGGGTGGATCTTCTTTCTGTCAAGTGTCTCTCTAGAGTTTGG
TCTAAACGTGTTGAGGTCAGGCTGAGCCTCAGCTCTTCTGCAGAGAAGGTGCTTCACCCT
AACCTGCTCCAAAGTGCATGGAGGTGATGTGCAGCCTGTCATTGGTCAGAGACCGCAACA
ATCAGGCGACCAATAAAGGAGGCCTCACCGTGAACACGCCTCACACACACACAGTAACAC
AACTTCACACACACACCGTAACACACACACAGTAACCCACTTTTACACATTCACACACAC
ACACACCGTAACACACACACNCCCACACACACNCNCNNNGTAACACACACNCACNCNGNA
ACACANAT
>CL6528Contig1
ATTTTTGCTCCCAGTGTACGGCCTCGGAGAAATCCCTCAGTGTTTTTGCAGGATGAGTGC
AGTTTTTGGAGGAATCTACTGCCTCAGGCACTCGGTCAGCTGCCTCATCGTGGACAAGGA
CGCCAACAGGTGTAAAGCAGTGATTGACAGTCGGGGACAGCGAATCAGCTGCAGCCACTT
TGTGGTGGAGGATGGTTATTTAGGCAGCAGGAGTAGTGTGACCACGCCCACCAGGCTGCT
GAGCAGAGCCATCCTCATAACGGACTCCTCGGTTCTGCCTAGCGACTCAGAGCGGCAGGT
TTCCATGGTGACTATTCCTCCTGGGGAGGTGTGCCAGTCAGCAGTGAAGATGGTGGAGCT
GTGCTCGTCCACAATGACCTGCATGCCAGGAACATATTTGGTCCACCTGACCTGTCAGTC



GGTTGGCTCCGCCTTCGAGGACCTGTCCCAGCTGGTCACTAAGATGTTCCAAACCCCAGA
GTCACAGGAGCCAGGAGGGCGTCCGTCTGTCCTCTGGAGTCTGTACTTCAACATGGCTGA
CGGCTCGGTGCCTGGGGTCGAAGGTCAGGGACTCCCATCGAACGTGCACGTGTGTTCTGG
TCCAGAAGGAAGTCTGGATCATGAACACAGCATCAAACAGGCTGAGCTCATCTTCCAGAG
GATTCTGCCCGACGAGGAGTTCTGTCCTCCAGCTCCGAACCCGGAGGATATCATCTATGA
CGGAGAGAGCCCCACCCCTTCAGCCGAGGAGGACTCGGTCAAGGAGGCGGGGCAACAGGA
GGAATCAGGAGGGGATCTCAAGGAGGCGGGGCAACAGGAGGAATCGGGAGGGGATCTGAA
CCCTCAGCTGGATCAGTGACCTGCAGATAT
>CL6529Contig1
GGTTGTGACTGTGGACCCCCGAGCAACTGGGCCGCCCGTTTCTCCAGCCAGCAGATGTCC
TGGGCCGCAGCTCAGAACGATACTCTGCACTACGGCCTGTACACTGGAGAACATTTCAGA
CGGAGCATCAGGGACACGCACTGACCCAAGATTTCCCACCTTTTTATTTTAAAATAAATG
AAACAATCAGTAGGATTTTTATACACATGGAAGATCAACAATGAAGTTAACACGGTTCTC
AAACTGATCTGGAGGTTCCACCCCAGCTCGGTTCTTGAAAGGAGATCTGTCTGACATGAA
TCTGCTGTTTCCAAACCGAGACACTGACAGGAATCACCTCCAGCTGCTCCTCTGTTAATC
AGCTGCAACCTTGTGATTTTTAACTACTCTTAGTAGATCAGTTACGGTCAGCTTAAAAAA
AAAACTTACAGAAATAATCATTTTTATCTTTTACTTATTAAAAACAGCAGTAGGTTACTA
CATCGCTGTCAATATGTGACACTTTAATGGAACATTGAATGGATTTAAGGTTCTGCTGCT
TTTAGTTTAAATTTGACCAGTGTTACTTCTGTTTAATGGACTTCTTGGTACTGACTGACT
TGGGTTTTATTTTGATTTAAAAATTAAAATATATAAAGCTTGTGCTGAAGAACTGCTGAT
TTGAGCCTGTTTATGAAAAATGCTGAAATTGCACATCCATTTGAAACAGTATCTATAAAG
AAATGATTGTAATGTTGGGGTTTGTTGGGGTTTTTCTAAAAACCGTGAATGAAACCAGCC
TTCAAACTGAAAATCATGACACTCCTGTTATTCAGCTATCTCCACTAGATGGTGCTGTTT
TGTAGACAGAAAACTGGTTATTTTCAAACAATGACTAAAAATTGTCTGTATTTACACTAT
TTTGTTGTTTTGTTTCAACTTGTATGTGGACTTCAAAT
>CL6530Contig1
AGAGTCAGAGGGATGACGGCAGAGACACGGTGGCATCAAAGCAGCCTCCTCTGAAGAACT
CGGCAAACTTCTGCCAACAATGAACACTTCACCCATTCCAGTTCCATGTTCAAACACAAC
TTCCGAATGCTGTTCATCAAAGTTTCCCGTTCCCCGTCACGATGACCAGAGCGCACTGAA
GCTGCAGAAGAGGCTCCAGCAGTTCACCTCATCACTGAGCTCCTGGATGGATGTATGTGA
AGCAGACCTGGTCCCACAGGAACGAACGTCTGCTCATTACAGCCAGCAGGCCCTCATTCT
TCACACTTGGAACAGTGCGAGATGACCACACACACATGCAGAATATGCACACAAACATAC
ATGCAGAGCGTGCACACACAGCTGGTGGAACAAATAAATAAGTAGCAGTGGAAGTCTATT
TTTTTCTGACATTATAGCCATACTTTCCTTTTCAGAGGTCTTCCCTGTTTAACCAGTGAC
TTTCTTTTCTTTCCTGCTTCATCCTCCAACAATGCATCATTCCATTTTCCTGAAGAGGGC
TACAGCTGGAAGGATGGGCTTTTGTTCTGATTAAAGAGTTTTTTATAACCTTATTTTGGG
TTGGAAATCAGATTTTTGAGGCTTTCCAAAAGTACTTTTGATCAGGAATGCAGAAATGTT
TCTTTCTGAAATAAAGAAAA
>CL6531Contig1
GCGGCGCGCGCACCGGGACCAGACAACATGGGTCTGGAGAAAGAACGGGCGGAAAGCAGC
GTCATTATGGACGCGGAGGAGTTCAACAGGTCGATAGAACCCATTCTGCTCCGAAAGGGG
AAGGGGTTTTCCGAGGTCCCGGATGATCGGGATCCGAACGACATCAACGCTCATGTGAAG
GTGGCGTTTGAGGATGTCATCGCGGAGCCCGTGTCCACGCACAGCTTTGACACGGTGTGG
GTGGGCAGCCACGCCGCCTTCGAGCTCGTCAAATTCTTGTGTTACCGGCTGCTGAGCACG
CTGCTGGCCGTGCCCGTGGCCTTCGTCCTGGGACTAATGTTTGGAGTCCTCAGCTGCCTT
CACATCTGGTTGGTGGGACCCGTGATCCGGGGCTTCTTGACCTTTTTGCCCCCCGCGCTT
ACAGTGTGGAGGAAGCTGATGGTCTTGTTCGTTGCCCCGCTCTCCCACAGCATGGGAAAG
AGCATGTCCTCCATTCAAGTTCGCAGTTCTGAAAATAAATGAGGTGCCTCACAGTAGAAG
AGGAAAGGTATAATTATTAAATCTAATGGAAAGTTTTAAAGGGATGGAAAAGTTCATTCA
AAGCGATGAAATCTCCTGCTTAAATTCTTTTAGAATAAGTAGAATAAGACTGCTACTTAG
CTTATTATCACCGCTAGATGTGTGCAGTTATCAACCTAT
>CL6532Contig1
ACCCAGAAGTTGAATGCCTCACATCTTTTCTACTGAGCACNCTGATACANGGCGCTGAAT
TATATGNACCATGTATTTCTTCAACTTTTTCACAAGAANACCCGCATNAACCCNNATTAC
AAAGTGATGAGCAAGACAGAAGATTGTCTGAATTTTAGTCAACTTAGAAATCAAGTTAGT
TCTTTTTCAGGAATTTTTGTTAGGCTAGTTAAACATAAAATCTGCCACCATTTCAAACCT
TTTTGAGAAACCCACATCTTCTATGGAAAAAAAAAAAAANAA
>CL6533Contig1
TTTCCTGAGAGGCGCTACTTCTACTGGTACACGATTGTAGGATGGGGAACTCCCACTATC
TGTGTGACCGTGTGGGCGGTTCTGAGGCTTCACTTTCATGACACCGGATGTTGGGATACA
AATGAGCACACTGCCCTCTGGTGGGTGATCAAAGGACCTGTGGTAGCCTCCATAATGATC
AATTTTGTCCTCTTCATTGGAATCATCGTCATCCTGGTGCAGAAGCTGCAGTCACCTGAC
ATCGGAGGAAACGAATCCAGCATTTACCTGCGTCTCGCGCGTTCCACGCTGCTCCTAATC
CCGCTGTTCGGGATTCACTACACCGTGTTCGCTTTCTCACCGGAGGACGTCAGCAAGAGG



GAGCGGCTGGTCTTTGAGCTGGGGCTCGGCTCCTTCCAGGGTTTTGTGGTCGCTGTGCTC
TACTGCTTCCTCAACGGAGAGGTCCAGTCGGAGATCAAGAGGAAATGGCGCAGCTGGACG
GTGAACCGGTACTTTTCTGTGGACCTGAAGCAGCAGAGGCACCCCTCGTTGGCGAGCAGC
GGCGTGAACGGCGGCACTCAGCTCTCCATCCTCAGCAAGAGCAGCTCCCAGATCCGCATG
TCCAGCCCGCTGGCGGAGAGCGCCAACATCAGCCTCCCGACCTGAACGTCTGATGGCCCC
AGTCGACTCTAAGGTGCCGCTCCAGACCAACCAGGGCAGACCAAAGTGGCCCCGCCCACT
GCGTTATTTTATACCTTAGTCTTTAAAAAAGTCAAGCATTTTCCTAAAAGCTGCCGAGCT
GGCTTTTTATTTCAGACAAGAATTAGAAAAGTTTAACTTTAAATAGGTTTTTGGGTTAAA
GATGAAGCTTTAAAAGGTTCTAATAAACCCCCTTTTGAAAAAGTTGATGCCATAAATAAC
ATAAAAATAGCTTAAGGATAAAAAATGGGGGCCAAAT
>CL6534Contig1
CAGAGCAGTAGAGATTGTGTCAAAACCTGCTCCAAAGAGATCATTGACGATGCCGACTAC
TTTTTCATCCGACATCTGGATGTTGGAATTTTCATCTAGCTTCCTGTCTTCACAGTGATC
AATAANGGAGTCTGTNATGTCACGGATGTTGTCCTTATCATACGTGGCATAATGCTCATT
GACGATCTTTTGAACAAAACACTGGAAGCGGTTGTTGATTTCAACAAACTTTTTCATTGC
TTTGCTGGGTAGATACCGCAGGGCAGGGATGAAGTCTGCAGGGTTGCCGCTGCCCGTCAC
TTGGACAAAATCTTCACTGAGGTTTACCAGGCCTACCAGCTCCTGGTCATGGTGGTCATA
GCGTCGTCCAAAGCACATGCCACAGATAACATTGGCCACAGACACAACAATGTATCGATA
GGGGTCAAATTTGCCTTCCGTCTTCATTACTTTTTCTATCTCTTTGACCAGGTGCTCTGT
CTCTTTGCAGATGTGTTCCTCCAGCATGCATGAGTATTCTGCATTGCTGCCCTCTAGGCT
TGAGAAAGAGCGCAATGCACTGTAGGCCAACTTTCTGCGAGCCCGCCAAACCCCTGCTTG
GTCTGTGCTGAAAGCCAAACTCTTGCCGTCATTGATAAACTGGAAGCTATACAAGTCGGG
CCTGCCAGAAAAGTCATCTCCTTGTTTGATGAGAGCCTGTCTCACCGTTTCATTACCACT
CAAAACGACGACAGGACGCATGCCGATCTGGATTTGAAACACATCTCCAAATCGCTTGCT
CATTTCGGTGAGGCTCAGGTAGGGTTTGCTACCCAGCTCCAGTAGATTCCCAATGATGGG
GAGTGGTGTGGGGCCCGGCAGCTGACGAAGGCCTCCAGGGATCTCTTTGTTAAAATGCTT
GAGGAGTAGATAGACCACACACACTGTAGTCAGAGCAATCAAACCCTCAAGTACTGACAG
AGGACCGATGAATGGCAGTACCATTAATGCCATGATGACAGCCTTTTTTGCTCGACTAAT
TGACCTTAGTTGAGAAAGGAAAGAAGAAAACCTCAGAGGAGCTTGCCAAAATTAAACAAA
AAGGGTAAGCCTGCTGACTTGAGTGATAGTTAGAATTACCACTCTTGATGTCCCCCGGCC
ATAAGGCCCGGGTTA
>CL6535Contig1
TCTTTCATTGGTGTCCTGCAGCTCCTCAGGAGCCTTGAAGAGATGCATGCCGAGCAGAAG
GAAGAGCTGCTGAAAGGCGTTGCTCTCTGCTGTTGCACCTTTCTTTGCTTTCTTTTTCAG
GTTTGTCACAGACTCCATCATGCCGTCCCAGGCCTGTCTCTGCTCAGGGGTGAAGGGCTG
GCTGGTCTGGACGTGTTTGGGGTGGTTCAGCAGGACATGGGCATACTGGGCCAGATGGTC
GATCCACATGGCGCCATCCGCGGTTACACCCAGGACCCGCTTCTGACTGGCGGCGTTGCC
CCCTTCACAGAGAGGCACGCGATGCAGTGATGTGAGGAGTCCGAAGAAAGAATTGACCAG
CGCCCCCCTGGTTTTATCATCCAGGGAAACGGAGAGCGTCTCTTGGGTCTCTTTGATGTC
CTGAGAAACCTTTTTGGTGCTGAAGAAAGCGTGAAAAAACACAAACCGGGCCACATCCAT
GATGAGAGCCTCCTCCTTCTTCACTTGATGGTTATCGATGATTGAACAGAGTCGAGCAAC
GAGCCACTTTCTCAGGCGGGACACAGGAGTTTCCATCTCTGGCTGTACTTGTTGCTTGTC
CTTCTGCTTGCGTGTGCTGAAATCCAGCAACTTTGTCATCTGAGGTTGCAGAAACATGCT
CCTGAGCCACGCCACGTAGCTTTGCAGAGCTGCAGGCTGCAGGTGCTGCACCACCTTCCA
CACTGATGGCACCACGGGGTAGCCGTTGTTGGTCAGCGAGGAGAAGGCCACCACGACGGC
GAGCTGTTTATCCGAGTCCTGGCAGTCCCTCAGGAAGTCCGACACGTATTTTTCCATCTC
TGGGGCCAGTTTGAAGCCCCGGCCATAAGGCCCGGGTTTAAGGC
>CL6536Contig1
GCTTTTTTTAGGCACACATTTTGCATTTTTTACATTTCACAAAAATAGAGTAGAATAACA
CAATTTCTAGCATTTACACTGTAGTGTTTTACCATGAAATACACTTTGGAAACTACATGG
TGTAGACATTCAATTAACAATCCACAAAATTAAAAGACAAAGAGTAGCTGAGCGTACTGA
ATTGCACTATTCTGAATAAAGTTTCCACTGATGAAATGTAATTTTAAATGTTCACAACTT
CCTGTGACAGTTCAACATTCGTGTCTCATAAAGTGCGAGTTAAATTAAAGCTGCGTTTGT
TCACAGTAATTTGGAAACAGAATAGAAAGACTGTATTTCTAAAACAGTTATGATGCAGAC
AGGATGGTCTCTCTGTGCTCTGACTTACCTGCTCATTATGTCTTCATAGTTTTGATGTTC
AAGAATAATATAAAGAGGTGTTGTCTTTCAAAATAAAAGTCAAATCAAATCATATAAAAA
AAAATTGGTAAGAAGAGTGCTAAAACAGTTATATTGGATCATAAATTCATGAATAAAAGA
TAGGATTAATATATAATTTATTTGTTATGGTAAATAATGTTTGTAATCCAAATCTGAATG
GATCATGTTGTTTTTGCTGTGACGAATTATCAAATGAATATTTTTCTTGAATTAAAAAAA
TAACATCCAGAAAACATTAATACACAGAACTATTGACATTGAGGAAACAGAAATGACAAA
TTTAGCTGATTATTGGTGTATTGTTACATGCATTTTAAAGTGATTATTGGTGAAAAAAGT
TTCAAATTTTTTTGTTTTGCATTTTATGTGGAATTATGTAACCATCTAGGTTAGCTACAA
AATGAAAAACAGTGCAGCAGAGGAGGTCATGCAGAGTAAGTAAGTGATCAGTTGTGTGTG
AGGGCCTCTTATAGCAAAGGAGGGGACATTGAGAGTGCCATTTAGCATAAGGCAGGAGGT



CTTGGAGGCAATGCAGCACTCCAGATAACATGGAGGCTGTGTGGAAGCCGTGCAGGCAGC
GGAGCCGGTGCAGTTTGCACAACCCGCCGTCCACTGTACTGCAGAATTCACCGTCTCCTT
TTTCAACTGACAGTTGGGCTTTGATGTGGGGCATGTTTCAAAGTTTTTGTTCTTAAAACT
TAAGTAGCAGGTTTCTCCTGTACATGTTCCCATT
>CL6537Contig1
ACGATCAGCGCCCCCCAGGATCCAGCTGGGAACTTCGGTCATTGAGAATCAACAAACCAA
AGAAAATTAGTGTTTATTTTTTAACCCGAGCGAGTTATGGCAGCAGATGACAAAAAGACC
CTTAAGGAAGGACAAGGTGGAGTGGAAAAAATGAACGGAGAAGCCAAAAACCAAGCAGGA
GGGGGGCTCTGTGGGCCACACAGCGTCTTGATCAGAGTTGAGGTGGACCGAGACGTTCCC
ATGGCCGTGGCTCTGCCCATTGAGCTGCAGGCAGACCCCACTCACCAGCGCTTTCCCTTT
CTGGACACCACACTTGCTGACCTGGGCATCCAAGAATCAGAAGTGAAGGAGAGGATCGTG
TGGGTTGATACCACAAAGACGCAGGTGAAGAACAAGGCAGGGAAGCTAAAGGAGAAGGAA
GTCACCATTTTGGAGGTGCACGTGAAAGCTCAGAAACCTGGAGATAAAGAGCTGCAGGAG
GTTCTGTACAGCACTGAGGCTCACACCGACCGCTCCTTCTGCCGCACAGGAATGAACATT
CTGCCCTGGAAACAAACCCATGCAGGGAAGGACGGACTGACGCCTGTGGCGATGGCGTTG
GGCTTAACCAAGAACCAGCAGCAGCCCGACTCCACTGAAAGTCAGGAGCAACGGAGGATC
TGAGAGCATCAGAACCCCCATCCTCTAACAGGGTTAAGA
>CL6538Contig1
TTTTTTTTTTCTTTTATTCTTTTTTATTTTATCTCAAGGCCAGTGAAAATCAAGCAGCAG
ACTCCCCCACTCACAAACACAGAAACAACTGGGCAGAGCACAAATAAAAGACGTGCTCAC
TATTGGAGCTCAGGAAGGTCATACTGCACTATACCAGCATCGTTTCACCAATGAATGCAA
TCCTTACATTATGGATATTTCAGTTATGTCCTCATCGGTCCTTGTAACTTCAACAACACA
ACATCAACTACAAGACAACAGAATAAATACACTAAATGTGGATGCAGATGGCTTTGTGGT
GAAACAACCTCTGGATGATGTGGACTCGTGCTGCTCAAACCTGCTGTTAGATGTCCCCTT
TGCTGCTGTTGAAGTGCTTAAAGCTCAGGTTATAGCAAACAGAACACAGATAATGGAGAT
GATTTACAATATTACTTCCTGTTTTAGACACACATATTCAAGAAGCATGGAAACCTAAAA
AAATGATCTTACTAACACAACAGACTTTTGTACTATCATTGTCTCCAGCTTTCTTTTGTT
TTCCGTTTCTGAGGAGGCTTCGAACAGTGAGATTGGCTCTTCGCAGTGCAGGACAGCAGG
CAGATTGACTTGGCATTAATCACCATTTTGTCTGACTGCTTTTTGGCGCAATGTGTTTGG
AGAGGCAAGCAGTGGCCTGGACAAGCAGGGGTGATAGAAGAGAGGACAGCGTGTTGGATT
CTCAATGATGACACATTGCTGCCGCATCACTTTGCAGATTAAAAGCAAGATGCTGAATTT
CAATCAGGTCACATTGATGGCTTGGTGTGAAAAATGGTCGCTTTGTCTCCACTTATGGAC
AG
>CL6539Contig1
AGAGCATTTCTATACAGTAGGAAGGCTGTCAGGGCCAGTGCGCAGACACAATGACCTTCC
GCTATTCTCCTCATTGATAATGACCCAGACAGAAGCAGGCTGCCTGTCTGCCAGACCTCT
AATAAAGCCATACACTGCGTATCATCTGCTAATAACCTCCACACAGCTGCAGGAGTCATG
AGCAGGCCAATGTCTTCTGAATGCGAGACAGTGAACAAAGCTCCGAGCAGACAGGAAGCA
GCGGAAAGCATCCTGGGTATCGATCCGGGGCTGTGGCTCGCCGGCCCTGATGACTACATT
CTTGTTCTTCATCCCCAAAACACAAAACAAAAGGAGAAACTGCAACAAAAAAAAAGAAAA
GAAAACACAGAAACAGTGCAAAACATTTCACTTCCACAATCAATCCTTCCAGACTCATTT
AGCTGGGGATTGGTACACTTGCAGAATTACACACCAACACACACACAAACACGTGTGTGA
AGGTGGCATTTTTCCAGAGATGATAGGAAAACTCATTTCTCACATCTTAATTGGTACAGA
AAATTCCAAGCTTTTTCTTCTCCTGCAGCAACCTCTCCAGGGGAATGCTGATTAATTGTC
CTTTAAGTTCTAGTGCAACCGACAGCACCTCCCCGCATCCCTTCACAGATCCATCATCTG
ACACTCCTCAGCTCTTTGGAGACCACGATCATTCAGTCAGGTTCCATCTGCCCTCCCATT
ACTGGCTGAGCATAACTACGTACTCATGGAGCTGGTCTGCAA
>CL6540Contig1
GTTGGCCTATGGAATTTGCCGAACCTCAACACAGACACTGACCTCCACGCCGTCAGAGCT
CGAAAAGGAGACGTCTGCCACAAATCTGTATGAATCCTTCAAAAGGAGAGCCTCCCACTG
GGTCGGCACGTTGCTGTGTTCATTCCTCCAAACAATGCTCTGCAGAGTTGTAAGAGAACA
TTTTCACAGGGATGGCGGCGGCGCCGTGAGCCTGCACATGCTGCACATTTATTCCTCTCA
CACCCAAACTGGCCTTTCAAGCTTACAGAGGATGAGATTCCCCTTCCACTCTGAAGACTG
CTGAGCTTTCACTCTTCCTTCCAGGCAGCTTGTGATGTTGCTCCTCACCTGTTCCACAAA
CTGAGCGGGTAGATGTCCTGCCGACTCAGCAGTTTTGCAGTGTTTCCTGGCTGCCTCCTT
CTGTTTCTGATGCACAAGAGTGGGATGAATCTTTCTTCAGAGGAACAGCAAACGGGCAGA
AGCCCAAAACCTGTAGCTGTGACCGCACACCTTACATTAGATCTACAGGCTGTCATGAAG
GGTTACGAAGCTCGCCCAAACGTTTTAATGTGTCTATTATTCTGCATGGACCTTATGGAG
CCTGAGCCTCCTTCTGGCTGATGTGTGCATGCACGAGCTTTGGGTTCCACCTCCAGAACC
CGCCCTGGCCTGCAGGACGGTTCTGGACGGGGAGTTTTGTACAGATCTTCTAATCCCAGT
GTTACATGGACAGCATGATCGTTTAGGATGACACAGTATCTCTTGGCATCCCATAGGTTG
TCTTAACACTCTGTTGAAGTGCAATGCCTCAGACCCGTGTTAAAGTGTGGAATGAGGTCA
AGAGTTGCATTCTTTCTGTGCAGCAAAGGGAAATCACTGGGACATCAGGGAAGCCCCCAC
CCCTAAAAAAGAATTTTCTGCCTTATCTGTCATTCCTGTCACTCAGAATAGGCATGAAGT



GTAGACGTAACCAAACATCCTTGATTTTAGAATGTAAAATAGTTGGTTTTTACTTGCTCC
TTTAGCTTTAGTTTCCAAACCTTCTGTTTTGGTGTTTCTTCCTGGACAGTGCTTGCACCC
CCAGTGCACTTCTTAGTGTTGTTCTGAATGCCAGTAGGTGTTTGAAGGTAAACGGTAGCG
TTCTGGTGTTTCCAGCAGCAGCAGCAGCTTGTCTCCTCCTTCAGTTTGCAGGTGAAAGCT
GAACTCTCCGTCCCTCCTTCTGCTCCTCCTTTTGCCTCCTGTCATCTCGTGCTGCAGATT
TTTACAGGGAGTCAGTAAAAAACCTCGTTTCCGGCTGAGAATTGCTCATTATGTGTTCCT
AACATGCTGCTGA
>CL6541Contig1
GGCACGAGGCTTAGCAACATTTTTGGGAGATCTTGTTGTTAGTTCAAGAGTTAGAGTCTG
GCATAAAAGACGATGGACCCGTTTAACGAGGAAGATAAAATGTATCTTTTTGAAAACAGA
TTGAAAACCTTTGAAAATTGGCCTTTCGACAAAGACTGCACCTGCACCCCGGAGAACATG
GCCAGAGCTGGCTTTGTCCACACGCCCTCAGACAACAGCCCAGACATCGCCATGTGTTTC
TTCTGCCTCAAAGAGCTGGAGGGCTGGGAGCCAGACGACGACCCACAGAAGGAGCACAAA
TCTCACGCACCTTCCTGCAGCTTCATCTCTTTAACCAAAAACGTTGAGGACCTGACTATG
GAAGAATTCTTCAAACTCCAAAAGGAGAAAGACAAAATTATCACCAAAAAAAGGTGCATT
GAAGCCATCACCAAGTTTGAGGAGGCAGCCAAAGTGAGGCGAGAGAAGATCATCAAGACA
GCCAGAGGAGAAGAGTGACACTGGAGTGGAGGAAGGAGAAGGGGGTTCAAAAGAAAACGG
CTGTCAGTGCAGTGATTCCCGTTTATGATTTTTTTTGTCCTCTTTGTTGTGTTGTATATA
AATATCCTGAATGATTTTTATTCATCGCATTTTACTGATATTTGTTTCTTTTTTAAAACT
GTTCGTTTTTATTGTTATTATTACGGTATAAATAAAGATGTTCCAAAAAAAAAAAAANAN
AANAAAAAANCCA
>CL6542Contig1
CTTTATTCTTGAGAGTAAAACATACAAACATTAAGTACAGGCGGGTTATGGCTGGGAAAT
GTACATTTTCAAGATTAAGTGATGCTTGATTGGTGCCTGAGTGCAATTAGCTGCAGGGAA
TCGACAGCTGTTTGTCAAAACCCTAAAAGCGAAGAACCACACGGTGCAGAAGAAATATCA
AAGGCTGATCACATCAGTCAGCTCCACAAGGTTTGCAGATCGGAAGCCGAATCTCTCAGA
CTTGTGATTGTAGAGAGGTTGCAGATCCCTTTTGGTGTGTTCTGCCATCCTTCAAAATGG
CAATGAGAAAAAAGGGGATAAGCCGAACCCCCTTTCTCACACGATGCGTTAGTATTTCCA
CACTAAAGCGGCGATGACAGCCCACTGTGCAGAAAGACCGATCAACGCTACGTTTACACA
CGCGTTCCAAGAAGTCGCGTTGAGCAGACAGCGTTCACTCTGGACCTTTGCTACACGATA
CCAACGCATGTTTCTGGTGCAAAATGTCAACGTGGTGCAGATCTGGTGAATTTTGCTCCA
GACTTTTTCTTCAAAAGCTCTATTCTGACAGACGATGTCAGGGAATTTCAGCCGGGCGCA
AACCGCTATTATTGATTTCTCCTCCGTGATCAAGTTTTAGACCGATTTAGACATGAATGA
AAAGGGACACCATCCAACTGTCACTACCAAATCAGAGTCCCTGAACTGGTTTACGTTCAA
C
>CL6543Contig1
TTTTTTTTTTACATTTTTATCCATAACTTGACAATGTCAAATAAATGATTCATTAAANCA
GCACAGAGGAAAAAGAAACAAGAGAAGGAGTCAGAAAAGAACTGCAGAACAACATCACCT
GATTCAGATGAGCTATACAGGGTATCTTTGTCCGGACACCGTCGTACCACCAAAATCTGC
AGTAGCTTGCCTCCCTGTCTGAGTGCAATAACATGTTTATTGCATTGTTGGATTGTTAAT
ATTTACAGTAAAACTTGTGAAAAGTTGTGAAAACAATGAAATAAAATACAAAAATTCAGG
GGATTATTTTTACCAAGTGCAAAGTTTCCAAAACACAAGATGCGTAACATTTAGTCATTT
ATGTTTTTAATAATTGGCAATATTTATTATGGCTCAATGACAAATTCAGATTACGAATAG
AACAAGATTTAATCCTTCCTGAACACAGAACATGTCACTTTTGACATAAATTAGAAAGAT
CCATAGCTTAAACTGTACTTTCATTGACCATCATCGAGGACACACCTCTTCTAAACACAC
AAATGTGCTGGTTCTCCTTCACAAAATCATTCAAATATGTGATTTTGTTTTGAACTATTC
TCCAGAATCCAGCTCTCCAGTAAACAGTTTGACTTGAATGCTGGTAGTTAAATCTAAAAC
TGAGCAGAGCTGCAGTTAGGTGTTTGTGAGATCGGTCGTTTTTACATTCAGTGCCGACAA
CCCATCTGCTTGTGTGTGTTTCAATTGAGGGATGTCTTTGGAAAACGAAATCAACTTCAC
ATTCAGAAGGAAAAAAAACAAAACAACAAAAGCATAAATACGTGTCAGTGTTTGCAATCA
GCAACCAGGAGCATATCANGATTTACAAGAAAAATTGTGTTGTTACATGATTCAAAACAC
CCTGCAGAAAAAACTGCACCACTACTGTGTGTGTGTCTG
>CL6544Contig1
GAAGATATCAGCACGACTAAAGCTCCTGCTGCCATCGGTCCATACAGCCAGGCGGTGCTG
GTTGATCGGACCATGTTCATATCAGGACAGCTGGGGATGGATCCCGCCACCACACAGCTG
GTGGAAGGAGGCGTTCAAGCACAAACCAGACAGGCTCTTGTTAACTTGGGCGAAATCCTT
AAAGCTGCTGGTTGTGGTTATGAAAACGTCGTAAAAACCACGGTGCTCCTCGCGAACATG
AATGACTTCACCAGCGTAAACGACGTTTACAAGCAGTTTTTCAGCTCCAACTTTCCCGCC
AGAGCTGCTTATCAAGTTGCTGCTCTGCCCAAAGGTGGACTGGTTGAGATTGAAGCCGTT
GCTGGTTTGGGCCCTTTGACCAATGCTTGACTGAAGCGGGATGGAGGTTTTGGACGTGTT
GCAGGTCACCTGGCAGATGGGCAGCACTGGGAGCGCTTTCACCCCTCATTAACATTGATG
ACATGATTGAAGACGGTGCCGCGTTTTCACGTTCAGCCACTCACGTTTCACTAACATGAG
CTGCTAAGTATCTGAGCTTGTTTGTTGGCTTGAGTTACACCACTGATCCTCAAGCGTTCT
CTGTATTATAACGCTGCTGTCTGTTAGGTCTGCAACCTTCAAACTTTAGCCTCGCTGATG



TCATAGTGTGTTATACTGTCGTCTCA
>CL6545Contig1
TTTTTTTTTNGTCTGCTTATTTTTTTATAACAAGGTTGAAAATTTAATTGTTGCACATTT
TACCAAACATTGCTTTAGAAGAGGAACTGTTGCATGTCGGAAACAAAGAGAAGAACAATT
TGGCAAAAGTGAGAACGGAAACTCAAGCAGGAAAAGAAATTTCACAGATGAAGGAAAATA
TTGTCGAACATGTCAGGATGAGGGGAACAGCAGATCTGTTGTTCACACATGACGTTATCA
TGATCAAAAGCGGATCAAAGCAAAAAATATACCAACAGTTGGAGGAGGGGGAGCTAAGGG
AAGGATTGAAGACTCTATGCAGAGGTAGAGGTCAGTGCACGGGACACATGGAACGCCACA
CCGTCCTGATCTTCGCTGTCCAGCTTGTGGCATCATGCTCATCTCTGGACCGTACTCTCT
CACACGCACTCACACAAACACAATAAATATGCTCATACAATCTCTGTAATCAGCCTCTAA
AGACACCCGGGTGGCAGGAAACGGCTCCTTTCTTTTACTTCATTCATCAAAGACTTGGGA
AACATTTGGTCCCTCCTTAATTCTTGCAGCTTTTCTTTTTTTAAATGCGGATTTAGGAGT
TTTTGGAGAGAAAAAGAAAACATGATGTCAATTCATGGAAATGGAACGATCCAATTAAAA
ATAAAATCCTGCAGAAATTTGACCTAATTTTAATAAAAAGCTTTCCAGCTGTTAAAAAAA
TTAAACCGTATTTTTACAATTAGTGATGAAGTAGAGAATCGAGAGTTGATTAAATATTTC
TACNAAAAGTTTAATTTCTCTAACTTGCGCCTAATCCAACCNATGCCATCAAAACATTTT
ACTTTTT
>CL6546Contig1
AGGAATTCGGCACGAGGGCCTTTTGCTTGTCGTNAAATCGGATAAGCGCTTCCAACGACG
GCAAAAAAAATAAATACGAGTCTGACTTTGTAAGTCTTCGGCTGATAGCGGAACGGTTAG
CCGCACGAGTTCACGGACAGTTTGCTGATCGGCGGTGATGCTTCCGGTCAGACTCGTGTA
GGTTTCTGCGGCTCAGTCTTCTCGAAGATGGAGGACGGCGCGGCGCGCCAGGACGCGTGT
CGGGAGTACCAGTCCTCCCTGGAGGACCTGACGTTCAACAGCAAGCCGCACATCAACATG
CTCACCATCCTGGCCGAGGAGAACCTGCAGTTCGCCAAGGATATCGTCGCAATAATTGAA
GCTCAAATAACCAAGGTTTTTATGAAATAGAATACTTTATCTTTCAGCTGTAGGCCGAGA
AAAGATGGCGGCCAGTGTTGTAGTACCAGCTCAGCACGTTTCATGTCTGCTTGAAGCCGC
TGCCCTTAAAATCTCCGTTTGTTTGTGTGACAGTGATTTGAAATATTCGGTGCGCTCATT
ACATTAAACCTTCTTTGACAACAAGTCAGGCTGATGAAACTCTTGTCGGATTGGCCGCAA
GTCGATGTGGTCTCGGCTTCAACCGAAATCAACGCTCGTCGGCGCCGTTTCTGAGTTAAT
TTTTGCTGTTCTGAATCTCGCG
>CL6547Contig1
AATAAGCTAGACGTTAAAAGCTCGCGTTAGACATGTTATTTAGACAAATGGGCCAACCAA
AAAAGTATAGTTAGGCTACATTTTTTGTTAATTGCTTCACCATAACGACTGTAGCAAAGA
CAAGCTGACTCCAAACCTGCTCTTTCACACTGATGAAGAGATGCAGTCTGGTGACTCTAC
TGGTGCATCAGTTGGAGTATCCGGAGTTCAGAGTCGGTCAGAAGATGAAGAGTCGCTTGG
TGTAAAAGATGTGAAGAGAATGTCAACACAATCTTTTGGCGGCGGAGTCCCCAAACGGAG
AAGCTCGTCCAGGTCAATAAAGAGGAAGAAGTTTGATGATGAGCTTGTGGAGAGCAGCCT
TGTGAAGTCATCCAGTAGAGTCAAAGGTCCTCCCCTCATGGAACCTGTCCGGTGTTTGGG
AAGTGAACTTCCTAGTGAGAGAAAAAAGGTGACAAAATCTGGAACTCCTCTCACAATGGT
ACTAAACCCTCCACCCATGGCCAAAAGAGTAAAGAAAAGCAAGCAGCCTTTACATATTAC
CAAAGATCTGGGACGATGGAAACCCACAGATGACTTACTTCTAATTAATGCCGTATTACA
GACTACAGACTTATCCTCTGTTCATCTGGGGGTCAAGTTCAGTTGTCGCTTCACTTTGCT
TGAAATTAAAGAGAGGTGGTACGCTTTGCTGTATGATCCTGTCATCTCAAAGCTGGCATG
GCAGGCCATGCGGCAGCTTC
>CL6548Contig1
TGGAGCTCAACCAGTCAAAACACAGGATATATGAATATGTAGAGTCCAGAATGTCCTTTA
TAGCTCCAAACCTGTCAATCATTGTGGGAGCATCGACTGCAGCAAAGATCATGGGCATTG
CTGGAGGCCTAACAAACCTCTCAAAGATGCCAGCCTGCAACTTGATGCTGCTGGGAGCCC
AAAGGAAAACTCTGTCAGGCTTCAGTAGCACGTCGCTGCTTCCTCACACGGGCTACATCT
ACCACTGTGATGTTGTGCAGTCATTGCCTCCTGACCTTAGGAGGAAGGCAGCTCGTCTGG
TGGCCGCGAAATGCACTCTGGCTTCTCGAGTAGACAGTTTCCACGAGAGTCCAGATGGAA
AGGTTGGCTATGACCTAAAAGAAGAAATAGAGAGAAAGTTTGATAAATGGCAGGAACCTC
CACCAGTGAAGCAGGTCAAACCACTGCCAGCCCCGCTGGACGGACAGAGAAAGAAGAGAG
GAGGAAGGAGGTATCGAAAAATGAAAGAGCGCCTGGGGCTGACTGAGATCAGGAAACATG
CCAACAGAATGACCTTTGCAGAGATTGAAGATGATGCGTATCAGGAAGATCTCGGTTTCA
GTTTGGGGCAGCTTGGCAAGAGCGGCAGCGGCAGAGTGAGGCAGGCTCAGGTCAATGAAG
CCACCAAAGCAAGAATCTCCAAATCCCTGCAGAGAACATTACAGAAGCAGAGCATGACCT
ATGGAGGAAAATCTACAGTCAGGGATCGTTCCTCAGGAACCAGCTCCAGTGTAGCGTTCA
CTCCGCTACAGGGGCTGGAGATTGTAAATCCACAGGCTGCAGAGAAGAAGGTGGCTGAAG
CAAACCAGAAATACTTCTCTAACATGGCAGAATTCCTCAAAGTCAAGAAGGAAGCTAAGA
ATTAAACGCAAACATGTGAATCCTAAACCGTCTTAAAGTGATGATGTATCTGAAATTGTA
CGTGCGTCAACTGTTTTTATTTCAATA
>CL6549Contig1
ATGTTGACAAATCGGCCGGGAGCTACAGCGGAGGAAACATGAGGAAGCTGTCCACCGCCA



TCGCTCTCATTGGAGGACCTCCTGTTGTGTTTCTGGATGAGCCCACTACGGGCATGGACC
CGAAGGCACGCCGAGCCCTCTGGAACGCCATCCTGAGCATCATCAAAGAGGGACGCTCCG
TGGTTCTGACGTCTCACAGCATGGAGGAGTGTGAAGCTCTGTGCACCAGGATGGCCATCA
TGGTCAACGGCAGGTTCCGCTGCCTGGGCAGCGTGCAGCACCTGAAGAACAGGTTTGGCG
ACGGCTACACCATCATCCTGCGAGTGGCGGGGCCAGACCCAGACCTTCGGCCGGTGATGG
GCTTCATCGAGCGGGAGCTTCCAGGGAGCACGCTGAAGGAGAAGCACCGCAACATGCTGC
AGTACCAGCTCCCCTCATCCCTCACCTCCCTAGCCCGCATCTTCTCCCTCCTGTCCAAGA
ACAAGGAGACGCTCTGCATAGAAGACTATTCTGTGTCCCAGACCACCTTAGACCAAGTGT
TTGTAAATTTCGCCAAGGACCAAAGTGACGAGGACCACTTGAAAGACGTCCACCTGAGCA
AGCGGGACGCCGTCGTCGTGGACCTTTCACAGCTCAACTCTTTCCTCGTAGACAGCAAGA
GCAGGGAGAGCTGCGTCTGATTCCACCAGTGGGAGGTGCTTCACCCACTCCCCCCACCCC
ACCCAGTTTGAAAAATATGGACCACAAACGTGTGGGGGAGGGAGGGGGGAACCATTTTTT
TGTTTGTTTTAGTCTTTTATTCTTCTCATTTTTCAGTGAACCTGCACCTGAGCGCACAGC
CTGAAAAGGCAAAAGCTGCAGGCTTTGTGAAAGACACTGACTAAATGAAAACTCAATGCA
AATCAATGCAAGAAAACGTGTACACATATATTTAAGAGGAAGATGAGCCCGCGGGTGTTG
GAGACAGTTACAGATGCAGGCTCTGTGTTCCACTGGAGAGCAGGAAGCAAACGTCTTGGA
TTCGTTATTCCCATTCCTCGGAGGATCTCACTGCTGTGGATCATTCACTGCCAGCTTTTG
AAACATGGACTGACCACTTTTTTTTATTCAGGGTCAAACTTCTTCAGCTTATCTT
>CL6550Contig1
TTTTTTTTTTGACTGCTGTTTTTCTTATCCAGTTCTTCTTCAGCGATGATGATGCCATGT
CTACGCGCGTGCCGACTAAAAAGCTGACATAATAACGGTTTAATCCATAATTTCACAATA
TACAACGCCAATTTAAGCAACTAGCAGAATTTAGCAGATATTGTAAAGTCAAGGACAGAA
ACTAAATAACGACACAGCTGTTTGTTTGATGGCGATTCACATCGTAATCTTTAGAACAAC
GCGGTCCTGTTAGCTTAATTTACGGCAGGTTACATTTATCAGCTCGTGTTCACTATTTGC
CTTCCTGATACAGCAGATTTAGCTGAAAATATCATAAACTTTATCACATTGAATATCAGT
ATCATTCGCTTCCACGAGAGTTAGCAATGTTTGTCAACATTGGATCATTTTAGCCGATTA
TCTAATCTGGTCATTCACTCATTGACGAGCTATTAGCGGTATCTCACCCTCAACCCGTGT
CCTGCTTGGAGGCAGAAATCCCCACCTTTAACTGACCAAACAGCGTTTTTTAGACTGAAT
TTCAGATAGCAACTAGCGCTAACTCCACCTTCGAGCATCTCCCCCCACCTCAGCCACCAC
TGTCTGGTGGGGGCTGCTAAGTGACTAGCAAGCAAAATTAGCCCACTAGCTAGCTAACGT
ATAAACGGTCCCGGTTTTCAGGTCTTGTTTAAAAACAAACCATAGCATAGCTTTAGTTCA
CACAGGTAAGTGATAACAAAAACGTAACCGTTTGGGTCCAATTCCGTCATTGTGCCATAT
CGTCGCCTATTTCCCCCCCAGCGTCAAATCCACCTGTGTCACAGCCAAGACAGGCCAAAA
CGAGTCAGTGAGTGACGGGCTCTTTCCTCCTCAAAATCCCGGTGTCCCCGTTTTGGTAGA
ATCTTCCTTCTTCGCGTCTTCGGTTCTAAATCAAAAACAACTTACTAGAATAGGACGAAT
ATGGGGTAAAGAAAGCAAGTCCGTTATGTTGAAGAGAGTGCATCGGTGTTGACCGCGAAA
GCTCTCGCATCAGCATCAGCAACGTTTCATCCTCCTCCGCCTCCCCAGCTGCATTGCTCA
CAACCTCTGACGTTTCA
>CL6551Contig1
CCAGAACCCCAAAGTTTTGCAGNGTCCAGCCACCACGGACCCTNCACGCTTGGAGCAAAG
CTGTAGACGAATGAATGTATGACCTTCATCACAGCAATGTGAACGTCCACCACGGAGCAC
CAGTGTCACGTGACCCCCCCCCCAGAAACTCTGCAGAACCACAGTATTGTAGAACTGGAT
CAGCATGCAGACTGAGGAACCATCCTGCTTCGCATGTCGTATTTATTCCGAGACCAGAGG
CGTCTTCCTCTGAAGGAACGTGGACGCCGCCGTCCTTCAAAGTACAATCCTGAGGACGTC
AGGGGCTTCTGTCCACCAGGTAGTACTTCTATTATTTATAGATCTCACTAACAGATGGCT
GTAAAGGGACCCTGTAGTATTTTGAAATGTTCTCTCTGTATCTTTATCGACACATCTGAC
TGACTTGAAAGCAGGAACTAGGGTCGTTTTAGAGCCTGCAGATCAGCTCGCCGTTGAGCC
CGGAGTTCTCCGAATGTTCCCGCCTGTAAATACGTCCCGACACGACGTCTGGCTTTTCTC
CTGCGTTGAGCTTTAGTTCGGATGTGCCTCAGATGTTAAGTGTCTCCGTGAGTCGCTCTA
TCTTCCACGCGGTTCAACCATCAGCAGCGCAGCCGCCGTCGTTTTTCTGTCTCCAACTCC
CGGTTTTCAGGAGAACCGCGTCGTCCGCTCAGCAAAGCAAAGACTTCAGCAATGTAATGA
TTTATTGTCAAATAAAAGTGTAATTGGTGAAAAAAAAAA
>CL6552Contig1
GATCAGCAATCAGATGATTGAGTCTTGTATTAGACAAATGAAATGTCATTAGAACTGCAG
CTTGGGGCGTTTTCCCACTGTAACAAGAATGAAACCACAAAAAAAAGGTTTTGCCTGTTT
AGTTGTGTCAACTTAGTAATTTGCTGCTCTGTTTAAAGACCCACTTCAATGAAAATGTTT
TTTTTTAACATGTGGGGACTTTTGTGATGATGGAGGACGTTGTAGACTACAGTATGTCCT
AGAAAACACAACCTGTTTTTTTTATTTTGGCTAAAAACGGCTTATACGCTTTAAAAATAG
ATCTAAAGAGGATTGGAGTGGGTCTTAAACACGTTTTTAGAGGTCACCAGAGAGATTATT
TGGCAACGCGTGAACAGAAACTTTTTCTGGGGGGGATTTTTTTTTCCTTTAAAAGCAGCA
GATGTTGTCCCTTCCACATATAGAAGCAGCAAATAAAAACCACACAAGTGTCCGTGCTGC
AGCAGCTATAGGAAAGATTCGAATCCTCTTTTTTTTTACTTATTGCACCCTACCCCAAGT
CCAATGTTTGCCAAAAGAAATGTAAAGTGATCTTCCTGTCTGCACTAAAACAAATGCTGC
TGAAAGCTGCAGATGTTTCTGGTTTCATTGTTGTAAAATGATAAGACGGTGGAAAAACGT



TCAAAGCCACATCATCCAGAGCTTTTGTGGGTCTAACAGGAAACCAGGTTTAGTAGGACG
AAAACCTGACGTT
>CL6553Contig1
GATTTGCGTGCACACCGGTAGGAGGCCCATGTGGTCCGTCAATGAGCCACCCTTAAACTT
TAGCACTTCGGACTACTTTACCAACGCTGGGAAGTGTATGTTTGAGACGGTTATGTTATG
AAGATGCTGCTAGAAGCAAAGAATACCGAGGAGACCGCGGTGCTAAAGGCGGTTGCCGCT
TCTGTCCTTGTTCAGGTGGAGCCGGTGGGTCGATGGTTTGAAGCGTATCTAAGGAGAAGA
AACAGGAATGTGTCGGCTTCCTTCCAGGAGTTGGAGGATGAAGAGGAGTCTTCAGAGGAG
TCGGAAGATGAGGAGCTTCTGCTGGAGGAGCATCCCATGCTGCGAACGCTCGACCCCAAA
GACTGGAAGAACCAGGATCACTATGCCGTCCTTGGCCTCCCACACCTGCGGTACAAAGCC
ACACAAAGACAGATCAAAGCTGCGCACAAAGCAATCGTGTTGAAACACCATCCTGACAAA
AGGAAAGCTGCAGGAGAGCAGATCCAAGAGGGAGACAATGACTACTTCACTTGTATAACT
AAAGCTATTGAAACCCTGTCTGACCCAATGAAGAGGAGAGCCTTTGACAGCGTGGATCCC
ACCTTCGACAACAGTGTGCCTTCCAAAGGTGAAGGCAAAGAGAACTTTTTTGAGGTCTTC
TCTTCTGTTTTTGAGAGAAATGAACGATGGTCTACCAAAAAGTCTGTGCCCAAACTTGGA
AGCCCAGACTCATCTTTTGAAGAGGTCGACAATTTTTACTCTTTTTGGTATAACTTTGAC
TCGTGGAGGGAATTTTCATACTTGGA
>CL6554Contig1
TATGGCCGGGTAAACATCAACTTTCGAGTTATGTATGGACAGCCTGCGATCAAATTGATT
ATTTTGGTTCCTTAATTTTTTTTCTTTCGTTTTCCTATTTTGGAAATAGATGTAATTTTT
TGTAGGAACATTTTTCTCGTATATTGTAGTTAAATTGACTTCGTTTCATATGTTCAAGGG
CAGTTTTTAAAAATCGCTTTGACAAACGGAAACAGTTTGCTAGTCTGCTAACTTAGCTTC
AAAGCAGCTAGCAGCACGTAAACTACGAACTGGAGCTTTTTTTTTGTTTTTAGTATTTTA
AATATGCTTTAATGGTTTGCATGTATTAAAACACGAACTGCATTTTTGGTAAGAAAAGAA
AGCCTTTAGATATGGCGAAAGAACGGCCCCAAAAGAAATCCTTTGAAAGGAGTTTGGAGG
ATATTAAGGAGAGAATGAAGGAAAAAAGGAATAAACGGCTGGCGAGTGTGTCTTCCAATA
TGGGACGCTCCAGAAACAAAAACAGCGGGCCCATCTCCACTCATCGCACCGCCATCCTGA
AAGGCGTTCAGCTGAACAACAAGGCGCTGGCGGTGGCTCTGGAAGCGGAGAAGGAGAAGG
TACGACAGGCCAGTGCCGTCATCCTGCAGCTGAAGCGGGAGCAGCAAGCCTTGTTCCTGC
ACCTGATTCTGCTCAAGAGGAAGCTAAAGGAACAGGAAGGGCTGGCCGCTTCAGAGTTTG
AAGCTGCAGATGTTCCTGCTGAGCCACACCCACATCTG
>CL6555Contig1
GAGGGCGACTTGGGTATTGAGATTCCTGCTGAGAAAGTCTTCATTGCCCAGAAGATGATG
ATAGGGCGCTGCAACTCTGCAGGAAAGCCTGTCATCTGTGCCACACAGATGCTGGAAAGC
ATGGTGTCCCACCCACGGCCAACAAGGGCAGAGAGTAGTGATGTCGCCAACGCTGTGCTG
GATGGAGCAGACTGTGTAATGCTATCTGCTGAAACTGCCAAGGGAAAGTTTCCCTTGGAG
GCAGTGGCAATGATGCACTCGATCTGCAGGGAAGCAGAGGCAGCCATTTTTCACCACCAG
CTCTTTGAGGAGTTACGTCGCCTCACTCCTCTGTCCTCTGACCCCACAGAGGTCACTGCC
ATGGGAGCCGTGGAATCCTCCTTCAAGTGCTGTGCCGGAGCCATCATTGTCCTAACTAGT
AGTGGAAGATCGTCACATCTCCTATCCAGATACCGCCCACGCTGTCCAATCATTGCAGTT
ACCAGAAGCCCTCAGGTGGCCCGTCAGTCCCAGCTGTTAAGAGGCGTGTTTCCTGCCCTC
TTTCACCCTCTGCCGGCGCCCGTCTGGGCCGATGATGTTGACAGCAGGGTCAAATTTGGC
ATGGACATAGGGAAAGCGCGAGGATTCTTCAAGTCAGGCGACATGGTGATTGTGGTGACA
GGCTGGATTCCAGGCTCTGGGCACACAAACATCATGAGGGCGGTGCATGCACCGTAACGT
GACCGCGTTAGATTGACACATTGGTTTACCCAGGCTTTCAATGAATGGATGTGATTATAA
AGCAGAAAGAAACTCCTAAATTAATAAAGTAAATTTACAGAAACTGCTTTGTTCAATAAT
AATTTAAAGCAGCAACTGTAAACATAACACTTTGAGGACGCATGCAGCCAAACCGTTAAT
GCCTAACTTCTGTGTTTGTTAAAGCAGTGACTCCTTTCAAATAAACT
>CL6556Contig1
TCGGCACGAGGGAATTTACTTCTATTTAGGTATATATATATATTTAAAATTCTAGCCTTG
TGGTTTTAGTTGTAGTATTATGACAGAAGAGTCGCTTCATTACGATCGAAATAAGCAGTA
ATTTGGCGGGTTTCGGGACAGTAACCTTGGTGTGATATTGTTGTTTCCCAGCATTCATCA
TGTCAGCTGTCAGCTTTTTACCGGCGAAGTCCCTGAAGGCAGCAGTTCTGTCCCCGCGTG
GATGGCTTGTGTCAGCACGCAGCACCTTTAGGAAAGCAAGGATCCTCAAAGAGGTGTTTG
CTGAGAGATCAAAAGAGCACGACAAATATGGTGGTGACCCAGACCAACCCCACAAACTGC
ACATAGTGACTCGGGTGAAGAGCACCATGCGCAGGCCGTACTGGGAGAAGGAGATGGTGA
AACACCTCGGCCTCCAAAAGGCACATGTACCAGTAATTCACAAAAACACACCTGCAGTCA
ACAGCCAACTAAAGTTTGTGAAGCATCTTGTGAGGATCCAGCCTCTGCAGACTCCCTATG
GGCTGCCCGCTGAGCAGGACATGGCCGACGCCTTCCTCAACAGCAAGGGCGAGCTGATAG
TGCGGCGCCTTCTCCAACCGGTCGCCCGAATCAGCGAGTCTTAGCTTCGTCGTCGCTTTG
TGATCCAGTGTTCAAAAGTTGCTTAAAAAATAAAGTTTTTGGTTTTGCTGTAGTGT
>CL6557Contig1
TGAGGCCAGTGCATCCAGACACAACGCTTCCTCCCTCGTAAGCACTGCGTGGAGCCTCTC
AAACTCTGCTTTGATCTGTCTTTCTGCTTCTCCAGCTTGAACCTTGACGTATTCCATGGC



GTTGTTGAACTTCAGTTTCATTTTTTTGAAATTTTCCATTTTCTTCTCAAAGATTTTATC
TTTGTATTCAAGCTCTTGCTTGCAGAAGCTCTCTCCTTGTTTGAGCGACAGCAGCCTGTG
CGCGCTGTGGAGGGGGACGCACTCCACGCACACGGGCTCCTCATCCTTCTCACAGTACAG
CTCCAGCGGCTTCAGATGAATGTTGCAGACTTCCACGGAGCTCCGATTCTGGTTGTCCGA
CGTCCTCACTGCTTGACTAAGGAAGCTCTGGCACGCGCTTTTGAGCGCGCGGTTAGACAC
GGCCTGCGACTCCTCGCATTTGGTTCTGCAGATCGGACACTTGCGCGTTTGCTCCCAGCA
CCTGAGCAGGCAGCGGCGGCAGAAGCTGTGGGAGCACGGCAGCATCAACGGGTCGTCGTA
GATGCCCTGACACACCGGACAGGACAGGTCCTGCTGGAGAGGAGACTCTTCCGGCATGTC
CTCGTCCATGTTTTCAGCCATCATGACTTCTCAGTTTACTTTCGTTTTACTCAACACCTA
AATAAACACGACACAGAAATGCGTGACTTCAAAATAAAATAAGAAAAAATTATTTAGTTC
ATCCTTTTTTTCAAATCAGGACAAAGGACAAGAAAAGGCTCACAAACGCGTCCACCTTCT
CTTCCTTCTCTTTTCCTGCTCTGCCTGTTCTTCCTTAAGTTTCGGTTCCCC
>CL6558Contig1
GTTTGCTGTAAATAAAAGCAACTTCCCTGATCAACAGTTCATCTGAGAGCATTGCTCATG
CAGCATTGTCTTTCAGTGAAGCTGAATGAGAAAAAAGTCCTTATTACATGTTTGCCTTTC
TGTAACTGTTTGATGTATTCTAACATCTGCCATAAGTGAAGTCATCACACTGTTTTCTGT
GCAGTAAATGTCTTATTTAGAAGAAGAAGAAAAAAACAGGATTCTGCTCTTATTTTGAAA
TTTGCTACCACTTGGTTTCTGGGTTTCATTGAGCGTAAATAGCATACTTGACTTGCAGAG
AGAAATACAGTCTACATAGGTGAGGCTCTAAAATTATTTTTTATCTGAGAGGAACTTTTA
AAGACTTTCATTCATAAATCTTGGTAAAGAGAACCCTTTAAAAAAAGACAGCAGCCTTGC
ATGCTAACTCAAATAAATGCTTAAATTGATTCTGCCTTATTTCTACCAGCTTCACAAGCA
AACCTTTTGTTTTTATGCCAAAACTACATGATTTCCATTGTGTAACCATACGATGGTCTA
TGTGTACTGTTGAAGGCTCTGAAGATTGTAAAGTACTCTTGTTGTTTCAGTTGTTGATAG
GCTGAATAAAACAAATTCACAACAGTAGTTTTTTTTTTTANCTATNTCNCGACNGAACAA
ATCAAACNCCCNTNGCAGCNCCNANAANCCCAATCAAACCCCAAAGATAAACCATTTTNC
CANAANAATTCATTAATNGANGAGCGGGGCCCCCTACAGCTNGAGCNCCTNGANCATNGG
CNCNCCCCGCAGGCCCAAAAGGAGGTTGTTGGCTGCAAGGGCAAACATGGCGTTCCGGGT
TGNGTA
>CL6559Contig1
TTTTTTTTTTGAAAGGCCATAAAAGTTTATTTGATTGAAAAATAGATACAATTTAACAGA
CATTTTGTGTTCTGCAGTTTTTCTTGAAGCTGTAACGATTTGTGCAAAATCAACATTTTA
TGTAGGTTTGACACTAAATGTAGCTTATTGACACATTTTAAAGTCCAGGATGTGAGGAAG
AAGAACTGTTCAAGATTCTAACTTTGAGAATAAATAAAAATAGAAACAGATTTTTAACAG
ACGCTGTACTTTGAAAGCTAATCCACAACATGATGGTTCTGAAGCAAAGAAAGAGTTCAT
CAATCATGTTCAAAGGTTGAACACAAAGCAGAAGCAGTGATGAAAAACTCTGGGAAAAGT
GTGAAAAGATCTTCAGGACGAGTTGAAGCGCCACACTTTTTGTTCTAATGCTTAAGCTTC
AAAAAACCTTGATCCAATTTAGTTTTAGCTGACGTTTATGTGTGATGAGAGAGTTCTGCC
CTCTTTGGTGAACACATCTGTCCAGAACACGGAGAGTTCTGCAGCTGCAGCTTTGTTTTG
TCGATGATTAAGTCTTGGACCTTCTTCTCCCATGAAAGCTGGTGGGAGTCTTCCTCTTTC
TTCATCCAAAGTCAGTCAGTGGGTCGTTCTGTGTTTTTCCAGGTTTCTGCTGGTGAACAA
TGACAGAGGTTAGATCTGCCGCAGAAACACCAGCAGGTTCATCATCACAGCATCATCGGA
GAAATCTCCTCTCAGCTTCTTCACTCCTGGTACTTTGCTGGATCTCATTTCCATTTAAAT
CTCTGCACACATTTTAGTTTTCT
>CL6560Contig1
CTTACAGCTTTGGATTTTGGACTTGTAAAACTCCCAGGGGTGCTGGAACCGGATTCGGAT
TTGGTGGTCTGGTAGAGGAGTGACAGTAAGAGGAGGGAGGTCCACAGAACAGTGCTGGGA
CACTGGGGATAATTTACTATAGCTGAATTCGATGCCACCATCCGGTAAGGGCTCAGACTG
GTTCTCCATCACAGCTTTCACTGTGACCCAGTAGGAATTTTCTGGATCTGACAGATGTGA
CAGGTTAGCCTCCAGCGTTGGTGGCTCCACCCACAAGGGTTCCGTACAGCCTTTGTCTTC
TGAATACGGGAAGATTTCCACTTTAAATTGGAGCCCAGGAGGAAACTCGTCATAATTCCA
AGTCAGCAGGTTGTCAAAGTTATGGCAGTGAAGTTTTACATTTGTTGGTGAAGGCACGAC
GGCCAGCGCTACGTCCCACAACAGGAAAAACAGGACAGCATGGCAGAGACCTGTCATTTT
AGTCTTTGGGCCGGTGGAAGCGGCGTCTCTGAATTACACACATATGTAAAGGAAGACGCA
GAGACGGCACGGTTAGAAACGGAAGCCGCGTGATTTCAACAGCCTCCTGTCGCGTCTTAA
CAGCAGTCTGGGGAGGGTTTCCTGCAGCATCTGC
>CL6561Contig1
TAATGATGCAGCCNAAAATGAGAGAACATTATGAGATNAGTGAGCCTGAACTTTTGAAAC
CCACAATTCAACAACCTGTTTTTCTTGCACCAGATGTCTCAGCTGTACAATGTCCCTGCC
TTCAAGAATTACCTTCTTCCTTTGAAGGGAACGGCAAACACTCTGCTGGAGCGTCATTTC
AAGGCCTTGGCAAATATCATTGCTGACAATGACGCATCAGATTAGGCTGGATAAAAGCCA
AACTATTTGGCCTGCTCTAACTCAAGGACAGACGGGAGAAAGCCTCTCTGGATGAATAAA
AATATTTAAAAAAACAACAAAATGCATAGTATGAGATCACTTGTATATTAATAAGTGCTG
ATTCTTCCACTGTAACTATTAGGAATTAATGATCTATGTTTGGAATGTGCTCTCTGAAAG
TGCAAGTTTAAAAGCCCAGCTCTGGTTTATGGTGTTTGCACTTCCAACCTGCACAGATGA



GCCTGTGAATACTGACGTGTTCAGAGCCGACAGACTGAAACCGTGGTGACGTGGTCTCAG
GCAGACAAGAACATACTATCACCACAAGGAGAAGATCAGATCACCATGGTTACTCAGAGT
AATAAGGTCAGAGTATGAGACGGGATGCTATTCTCTTAACAAAACTATTAAAGCCCTTCT
CTACCTATTCAGTGGTTGTTCCGGCTTTATTAATTCTTTGGATTGCCATCTAGCTGTGCT
TAAAAAAAGGAATTTGAATTATTTCCT
>CL6562Contig1
ATTCGGCACGGGAAACATTTAAGACTTTTGGGATAAATCTGATCTGTTGGTTCATCTTAA
ATGTGTAGAATCTTCCTTAAACAAAGCACAGTCAATGGTTGAGTTGTTTTCCCCATTGAA
GACTTGCTGGGGGGTTTTATACAAGAAAACACACATGTTTCATAGTGCCTGCACCACACG
AGCTTGTTTACTTTGACTGCACAGCATTGATGTCAGGAGTTCTGAAATTCTTAGGAACCA
CATATTTTCAGCACATTTTCTCTACTGCACAAAAATAGACTCATGCTGCAACACTGCATG
TCTAACGATCATCACGTAACCGTTCGTACCAATCCCTCACAATCACACAAAAGCAACATT
TGGACTTGGATCAAAGCCCACCTTTTGGGTTGTGAACCTTCCTGTGGGAGCCATCCCTTA
AGGAGACTGCTGACTAGTTGGCTCAGCAGTGCAGCTCCTTGGCTGTCACTGCACTGCAAG
TTGTTAAGATGGGAAAACCAAGTTGGAGGGAATCTCAGAAGAAGTTGTAAACAGAGCTGC
AGCTTTATACGAAAGACCTTTTTATTTTTCCCATGTGACAATAACAAAGATGTATATGTG
TTCAGATGAAAATATGGGAAGAAAGAACTTGAATGGCTCAGGCACTTGGCATCCCCCATC
AGAGTAGCACCGGTAATATAATTACTAATCATCCATCAGATCATTTTTATTACATAACAT
CATAGTAAAAAAAAAACTGTTTTCTGTGTTAAAATTCACTTTAAACAACACTTGATTCTT
TCATAGATTTTGGTTAATGTCTTCAACCAGATAAGGCTATTTAACCCTTTATAATGTCAC
CAATAACTATTAACCAGCATCATGCTTTTCAGAAGACTACTTTAAGTTGGTATGCAATGT
TAAAATGTCACAATAGTTGTACTTAGAATGTACCAATCATTATTAAATGTGATTTTATTT
ACTCTTTTACTCATATTTTAACCAACATTATTGACATATTCAGCAGTTTAAGTCCTTATT
GTTCTCCAATTCATTTGACATACTCTCAGGAGAAAACAAGGTAAAGATCTTCTTGTGACA
CAGATTGACCACTCTGGTGTCACAACCTAGACTTTAAAAACTGAAAAATAAATCATCCTA
TTTGAAAGATAACATTGTCAATAAAGGCTTTAACAGCACNGGATATGCATTATGAATGTA
GCCTTGCATGTACGTCTGAAGTGGATGACATAAAAA
>CL6563Contig1
AATGTTGACGCATGCGCGCCGCGCGGTGTGCAGGGCCGGCTATCATGGCGTCGTACGTGG
AGATCCTGAAGAGCGAGTTTCCGGCCATGGACCGCGAGCTGTTCGACTACATCACAGCGG
TCCTGGACGGCGGCGGCACAGACTTCGAGGGCAGTGAGGAGGTGTTCGAGGCCATCGGCG
GCGTCCTGCAGGAGGTGTCAGCTGACTCCAAGAACGAGGAGGAGGTCCGAGACATCTGCG
TCCAGATGTTCAACACGCTCCAGCTGAGCAACCATCGCGACCCGCAGAGGCAGGTCCTGC
TGGACGCTCCGGTCCAGCTGTCCCAGATCTCTGCAGAATCCGGTCCAGCTGCCAAGGACG
TCCAGGGAATCTGGATGATGAAGCGTCCTCAGAACACGATGGTGGACGCCAAGAAGCTGG
AGAAAGCCGAGGCCAAGCTGAAGGCCAAGAATGAGCGCAGGAGCGAGAAGGACTCGCAGA
AAGCGTCTAACCCACTCGTTTTGGAGGAGGCCTCTGCCAGTCAAGCGAGCAGTAAGAAGG
AAAACCGCGTGGACCAATCAGGAAAGAACCGCAGCTACGATATCCGCATCGAGAACTTTG
ACATTTCTTTTGGAGAAAGGTGCCTGCTGCAGGGGGCGGAGCTGTCCCTGGCCTCAGGCA
GACCTACGGTCTG
>CL6564Contig1
TCAGATCTGAAAGAAAAAGGCCAATTCTCAACTGCTGAGACAGCCAGGAGGAAGCCATCA
AACAAAGCACAGGAAGACCGTGAACACGCATTTACATGCAAACAAGCATTAAAAACGTAA
CAGTCTGGAACTCTTCGCTGTCATCAACAGCCTCAGATCTTTGAGTGAACAGTAAGACTG
GCAGGTTTGAACATAAACAGAAGCAGTTTTGATCCCCTCAGACAGACATAGCTGCTTACG
TTTAAACTCAGGCTCTCTGGGATTTGTTCAGTCAATTCAGAATCAACAAAAAAAGTTTAG
TGTCGCATTTGCCACCTTTTGCAACTTTTTTTGTCAACTTTACCTCAAATTTAGCTTTTT
TCAGGGGTTAAGACCATCATAGAAGATTCACAGATTTTTTCTGATTTAACAAACTAGTTG
ATTCATTTAAAAAAACAAAAAGAACTCAATGTTCTTGTTTAGAAATTAGATTTAGTAAAA
GTAACAATTTCTTTTTTTTAAACCAGTTTTTAAACGTATCAAAATTCTATTAAGCAACTT
TTTATTTTTTCTTAATTTTTCCTGGTATCTTAGAAGGTAAGCAAATGTTGATAAGTAACG
TTTTCTGACCTAAACGTAACTATGGACCTTTTTTGAGTCATAATTCAAAGTAATATGCAA
TTATCAATTCTTAATTCAATTTGCAATTTGACCAAATTGGTCATATTGAATTGTAATTTT
TTTTTTAATATTGAATTCTAAATTGCAAACTGTATTTTTTTATATTCCAAGCCTGAATTG
CAAATTAAATTGTCAATTGCAAAATGTATTGTCACTTGAGAACTGCATATTACTTTGAAT
TTTGACTCAAAAAAACTTCCATAGGTAGCAGATGAGTTAACTCTGGGGGTTGGTTTATTG
TGCCATAATATGTTTTGATTGTTTAAACATTTCTGTAAGTTTATGAAAATGTTAATTATT
TAGATTGTTAATTAGTGATTATATGCCTATCTTTTTATTGGAAAAAACATTGTAATTTTT
GGGCAAAAATTACCATTTTCTTTAGCATTCTGTGGGTTCAAATTAGTATTTTGTGCAAAC
AAATTACTGCGTTGCATGAACAAACTAGTATTATGTGTCCGCAAAATGCTAATACAATTC
CAACTTATGGCTACAATATAGTATTGTTAACTTGTTTGCACAAAATTCAAAATCATGGCA
ACAAATTGTTAATTTGAGGGAACATTTTTTTATTTTCTTTTTTTTATTCTTATGTTCTGG
GCTCCGTACACGTGATGCAGTGAAATGCAATACTATTCCTGATCTACCTCCTCTTTCTGT
AACATCGACTTATGTGGCACCATATTATTATGGATGGATCACCTTTTATGCTTCCGTGTC



AATGACTTCATCATTTAGTCAGTGTTTGGACTTGTTACTCTAGGGTTGGAAGCTTAATTG
TTATTTTTGACAGTTAGTGTACATTTTTTTTCTGATAAGGTTTTCGTTTCTTGTTTAAAA
GTTGTGTTACAAATCCTTGTAGTGTGTGTGTTATTAGAGTAGGCTAATGGAAACGCAGAG
TTTGACAATGACTCAAATAGGCAGAAATCAACCGTCTGTGCTTCAGGACCTGCATTTTCT
GCATCTCTGCTGGTGATGAACTCATTCACAGAAATCAACAGCTATTCGATATGATCTAAA
ACTAAGTAGTCAGGAGCTTTAAGGTTTAACCACCAGACC
>CL6565Contig1
TTCCATTTTCTGCTCAAACTAATGTGAGAACTCTCTACTTGAGTTGCTAACGCACGCTGA
AACATCTAAAAGTTGATCGTCATCAAAACGTTCAAGGTATTTGACTCATCAAATAGTTTT
GAAATGTTCAAAACCTGATATTAACTGCAAAAGCTGCCAGGTTGATCAGCAGAGGATGAA
CTAACTCAAGGTTGTTCAAAACTGCTGGAAATAAAAAACTAAAAATGATTGAAAGTGCTC
CAACATTCAAATGAGCATTGAAGATCCAGCTGTGAGCTGACCTCCAATCTGACTGGATGA
TGATCTTAAAACACATAATAAACTCAACGATGCTCGAAAGTCTATTCAAAAGCAAGTACA
GGGGACAGAGCCCCAAATCAACTAACTTGTAAAGATCTGAGATCTGTCCAACTAAATGTT
TGCTGAAGTTCTTTGTTCCCAAGTAACTTCACCTGTTTGAAGGTTGGAAGCTTTTTTCCT
TTAGTCTCTGCAAAGAGAGGAAAACATTAGAAGAATGACATATTTACATAGAGGAGTCTC
CTAAAGCAGAGGAAGGGTCATAACAGTGGGAATGGCAGCATGATCTTTAGATCTGCAGTT
TCATCACAGATTTTCCTCATCTCTGGGGCTTTTAGTTTGAAGGTCTGTGGGGTAAAAAAC
ATCCTGAGCTTCAGTACAGCAGCACTGACTCCAAGCTGTCCTCAGCTCCCATGAGGGTGG
AAGAGATTTTAACAGAGTTAACTAAAGAACTTTTATGAAGAGTTTAAAGAGCCACAGCAG
AGCAAAGCATCATGGGAAATTAGAGGCTTGTTTGCACGCCTGAAGGTTTTTGCTTTCACG
TGGTTTATCCTCAGAGGTTCCCAGGTGTTTGGTGTGTTTCAGAAGACGCTTGTTGGTAGC
AAAGTAGCGGTCGTGTTTTATTGCATCAGGAAGGAACCCCATCAGAACCCGGAGGACTGG
TGCGTGTCTGGGCCTGAGCGGGACAAAGGTGTGTGAGTGTGTATTGTATGTAAATAGTGT
TGATTTTGTACGGTTCAAGTGTGCGTGACTCGTTTTGTACACATGATGAAGAAAAGATGA
AAGGACACTTTTATAAGAGCTGCCG
>CL6566Contig1
CTTCTTNGTACCTTTTTCNTTAAGACTGCTTTATTGGAGGATTAACGTTGGCACATTCAT
GACAGGAAGAGCCAAATTTGGTCAAAAGTCTTTGGAAACATCAAATGGACCCCGTATCTG
CCAACAGTGCGGGATCCCCTCTGGATCAGCAGCATGTGAAATAAATATAAATAACTCCTT
AGTGCTTAAGGACTTTTTTTTTTTTTNAAAACNGNACCCTTTGAGGGGGGC
>CL6567Contig1
GCCTACTGGGAGTGGCGCGCGCCGCTANGTTGCCAGGTGCGGCGGGTCTTCCGGAGCGAT
GTGACGCCGCGGCGGAGACGGACTTTCCGCGCACAGCGACCGGGAGGAGATCTGCCGAAG
TGGTGAAAACAGAAACCAGCGCCGGGCCACCGCTTTTCTGCGGGTTTGTTAAAGGGCAGG
TGCAGCCGCCGCCGCCGGGATGAGGGGAGCTCTGGTTCTCGGGGTGCTCCTGCTGCTGTC
TGCAGCGGTCTGGTGCCACGACGCATCTCCGCCTGGTAAACCCGCTCTGATTGGCTGCAG
ATCCCCCGACAAGGAGACGTTTACGTGCTGGTGGACGCCTGGATCTCCGGGAGGCCTGCC
GACCGTTCACCGCCTTTACTACCACAGAGCAGAGTCTAAAGTTGTCCGGGAGTGTCCCGA
CTACACCTCTGGAGGGAGTAACTCCTGCTACTTTGACAAGAGTCAGACCACCCTGTGGGT
GGAGTACGAGCTGACCGTGGTGGCCACCAATGCCCTCGGGAACGCCACCTCAGACACCCT
GAGTATCGATGTCATGAATGTGGTGCGGCCGTACCCCCCCAAAAACGTCGTCCTCCAGGT
GAAGCAGAGCAACGACAACCCCTACCTGTTCATCGGCTGGCAGAGCCCCCTGAACAAAAC
CAAGACGTACGGATGGGTCACCATCAAATACCAGCTGAGAGTCCGACCGGAGAAAAGCAA
AGAATGGAAGATCTACGACACTGACTTGCAGAGGAACTTCAGTCTGCACACGGTTGACCC
CAGGGTGACCTATGAGGTGGAGGTACGCTGCGCCCTGGACCACAGCACCTGGAGCGAGTG
GAGCTCCACCGCCTCCTTAAAGATCCCCGGCAGCTCTCAGAAGGACAGACTCTTGTGGGT
CCTGATGCTGGTCTCTCTGATTCCACTGTTGACCGCCGTCTGTGCCTTGGTTGTAAAGAG
GAATTCGGTGAAGCAGTGCCTCCTGCCTCCTGTTCCCGGTCCAAAGATAATTGGAGTAGA
TCCCAGACTTCTCAAGAGCGGGAGAGCTGAAGATGTGGTCAGCGCTCTATTCGGCAACCA
GAAGTTGGCGAACATGAAGGCGAGGACGGAGGAGATGGAAGAGTTCATAAGCGTGTCGGA
CAGCAGGGACTGGCTCCTACCGGACGAACGCCTGTCTGAGA
>CL6568Contig1
AAAACGACGGGCCAGTGCCAAGCTTGCATGCCTGCAGGTCGAGTTTTTTTTTTGGTCCTG
CCGAAAAAGTGTCTCCTCTCTAGATAGAAATCATGTCTTTAAATACGGTACAATGCCTTT
CTCGGTTCAGATTTGACTTTTTGGGAGCGAAAAGGGAAGTTTTCGCTCCCCTTCTGTTTG
ACTGAGCTCTGAAATGCATCACTATAGTCAGCTCCTCCCCGCTTGTGGTTCACCCTTTGT
CTCTTGCTGCTCCTGCCTCCCCCACTTTTATAACCTAAACACAAGAAAACCAGCAGTCTA
CCGGTAAAGCTAAGGTATATATACAGACATATATATATACAGACATATATATATATATAT
ATATATGTATATATATGAAATAAAATGTAAAAAAATGACACAACTGCACATTCGC
>CL6569Contig1
CACCTTCTGTTGGACACTTGTCATGCTCTCAGTTACAGTAATTATTGGATATATGCTGTT
ATAATCCGTTTTAGCATCAGCATATCAGTGTGTGAAGATGTAGGGAGAACGGGTCAGAAA
GCGCTTTGGCCCTTTAGACGAGGTGATGTGATCCAAACATGCCGTCTGTCAGTATTACAG



TCTAGAGAGGAGCAGCTCACTTCCAGCTCAGTAACACAACATTTGATTGGTTGAACTATC
AGCACAACAAAATACAAGTTTCTAAACATTCATATAATGTTATTGCTCAATGAAGAATCA
CATAACATTTAATAATATTGCATGTTTTTTTTTAAATTACACATAAAGCACGAGAGAAGA
CGTCCATCGGCTGAGGCCTTTAGTCTGAGCAAACAGCATCTAAAGGAGGATTCCTGCAGA
CGATGGGAGAGCCGTGGTCACAGCGTCCATGCATTACGTGGATTTCTGTAGGTGACCTCG
GCTGCAGACGGGTGCATAACACTGCCTCCTGTCACAGTCAGGGCTGATGGCTGAGATTGA
AGTCTGTTTGTCTGGTCCTTCTCTGTGGTTCTGCCAGGCCTGCTGCACACGTCTGCTGGA
CTCTGCACAAACACCGCAGGAGGAGGCGTGGCTTCAGCTCTTCACCTGCTGCTGGCCAGC
TCTTTCTTCAGGCAGGATCTGAAGGAGGTGGCTCTCTCCACCGATCTATAGCTCCTGGAG
CCCCTGTGCAGTCTGTCCTTCATGATCCCGATGAACTCCTTGTAGGAGAGCTGGTCATCG
TGATCCAC
>CL6570Contig1
TATGTGGATATTTCATGTAGGAGGTAAAAATGTAAACTGCATTAAGTTCTGCTTAAGACA
CAAGGTTGTCAAAGCTCATTCAGAAGAACTGATCTGTAACTAAATGGGCAAGAATTCACA
GGCACGTACAGGTACTCGTCTAATTAGTTTGACTTTCAGTTTAAGAATCTGTCGAAAGAG
CATTTTGGCAAATAATCACAAATCAAAATAGTTTATTTTTTCTCCTGAAGTGTTTTGGAA
GCCCCAGGTCATGTGTTCTGATGGGGTTTAGGTCAGGTAAGTTCTTTAGAAACCTAGTGG
TGGTGAAAATAGAAGCTCACCAGACCCAGATGTGGGGTAAAAAGTATGAATTCCTCAGAG
AGAAACTCCATGTCGTGTGTTCAGATGTTGCCACATGTCGTGCAGGTCTCTGGAAAGCCT
CTTGGTCGCCATCGGGGCTATTTCACTGTTTTGGATCTTTTTCTTCACGGGGTCTCCCCG
ACAGCCTTTGCATCCACTGCTGGTTCTTCCGCAGTGACTGATGAGGACAGGACATGAATC
CTGGAACATAATAACCAGATTTCCATAAGTTGGTTAGCAGAGAAGAAGCATGGTGTTTTG
GCGGAGAGCCCCAAAAAATGGGATTTTAGTGCAGCCTTGTCGGTCTCTCTTTTTTTCTCA
GACTCTGGATTCCAAAACTAGAAAAAAACAAACAAACTGTATGACTTCAACCACAGTGTC
TCTGCTTCAATAGATGCTGTTGAAGTCCATGTTGTGGATGTGTCTGCATAGACTTTGGTC
TTCCCAAATCCTCGGAAGGTTGCTGGGTTTTGTTGTGCACATTTCCCTTCTTCCTTTTGT
CCACACAGTGGAGCTTTCATGACAGCTGGGATCTTCTGAACAGCCAGCTTTGTTTTAGCT
GCGACCTTTTCGGTCCTAACACCCCTCCCAGTTCATCGCCCACTTCTCGTGGTTGTAAGG
CTGCCTGATCCAGACAGAGCTCTGGGAAAATGGGAATCCTCTGTGGCTGTTGCCGGTCCA
TCAACTGATTGAAGTGTCAACTCAACTTTTTCCTGAGAAACAGAAATCGGACATGGAAAG
TGTGACAGTCATTTAAAACATGTAAAATACAAATCTGTGTAATGAATCGACAGATGTGTT
TCTCTTTCTGAGCTGATTTACTGAATTAAATCATGTTGATTACAAATTGACATAAACCTG
TATAAATGTAAAGTTTTTTTTACTGTAAC
>CL6571Contig1
AAGAATGGCATGATTTTATTATGTCCACAGCTTTATGTCACACATAGGGGAATTGATGTG
GATATAGAGACATGCTGTACAACCAGTTTTAGCCAACTTTTAAGCCAAATGCTTCTTCCA
GTTGGAGGAAGACAGTAAAACCAAAAGGGAAGCCCATTTTCTGCATACAGGGGCCAGCCT
TGTTAGATCTACTTTTTGTGATTGTTGTCGCAGATGCAGTGACTATTTACACTGTTTACA
ATAGTAATGTCATGTACAAAAGAGAAAGAAAACTTTACAAATATTTGCATAAGAAAACAA
CATTGGTATGCTTGTAAAAACAATTAGAAGAGGAACTGTTTTTAAAAAAAAATCTTTCTC
GTGGTAAGGTTTGAGCGTGGTAGGTCCTATGAAACTTTTTGATATATGACAGTGATTAGA
GTCTAAAACCTGCTCCAGTTCTGCTTGTCAGTCCCAGGCACGTTCTCAATGATGTCAAAT
AGTTTACACTTCAAAAATGATGCAATGCACACTAGAGACCCAGACGTGCCACACATTCAC
TTTCACTGCAAAGGTATCTGACACTTCTTTAGTAACAGCTTATACACCTGTTAAAGGTCC
AACACCCCAATCTACACACACAAGTATGGGCATCAAGATGTCAAAGTGGTATTGGAGAGG
GTAAGAGAAAGTCCAGTTCCTCTAAATGGAGTCCTCCAAAGGTAAACTTGAGCAGTGACA
GGCCAAACAGTTTCAGGCACAGGGAGACTTAGGCATCTTGACTCTACTTCTCAGCGCCCA
AAGGAACGTAGAGGGACATCGGGATAGAATATGG
>CL6572Contig1
TTGATGAACCAGACCTAGCTCCAGTTTGTTTTATCATCAAACAAGATTAACATTGTTTGT
CACCGCCTGTTGGGTTTAGCTCACTGGTCATTGCTTTGCATATTATGTTTTAAAGATGAG
GAAAATGAGTGGTTGCCTTCTTTATTTTTGCGGTTACAGGGATTTTTGGGAAACTATTCA
CTCCTTCAGCGATGAGCAGAAAAGACTGTTTCTCCAGTTCACCACCGGCACCGACAGAGC
TCCAGTCGGCGGTCTCGGCAAACTGAAGATGATCATTGCCAAGAACGGCTCTGACACAGA
CAGGTTACCCACGTCCCACACCTGCTTCAATGCACTGCTGCTTCCCGAGTACTCCTCCAA
GGAAAAGCTGAGGGAAAGACTCCTCAAGGCAATAACTTATGCCGAAGGGTTTGGAATGCT
GTGAGAGTTCCTCACAAACTGATGTCAGGCTTTGATCGCAAGGGGGGAAAAAAAAGAAGC
CTTCAGAGAACGAATGAAATGCTGACATAATCCTGTGCCTAACCAAACTCTAACTAAACC
TCCTCTGGTAGCTTCTAAATAAGCTCAATAGTCCAAAGAGTTTTAAATGAATTTTAAACA
TCTCCAAAAATATAATTTTTTTCTCAGATTAAATAAAATACTTTTATTCTTTTGGTTTTC
TCTGAAATAATTTAGGGATTGTGTGACGTGAACATTTGGATGCTGTGTGTGCACTGCTTC
TGGAAAGGTAAAAAAAAATGTATGGCATTAATTTAAAATGGGTTAAAAAAAGAGCATCCT
TATTATTTTCATTGTTCTTGTCAGGCATTAATAAAATACACTTGATTCGAGAAAACTGAG
AGTGCAATAACTGAACAGCAGTAGAGGTATCAATCAGAACTCTAACAGTACTGATTCTAC



GCTGGGATTTATGGTGCTCTTTGGCTACGATTGTGTCTCATGTCCTTTGTGCTGTGCCTT
TTGTATTTGATTTAAGTACTGTTTGCTTTGACATGTTTTTTGATTAGCCTTTCAGGATTT
CTCAGTCACTTAACAACATGGCGGTTCCCACTTGTACCTTAAAAAAAAAGTTCTTTTGCT
TCTGTGTTCTCGTTTTTTGCTAAAATTCACCGATAGCACACTTAGTTCAGGCGTGTGCTG
CCTCTATAAGGAAAAATATGTTTTATTTGCTCAAACATCTCAGGTAAATAAAGACTGTGC
AGTTAATGTGAAACTCTTA
>CL6573Contig1
CAGTTGTGTATACAAATGATTCAACAATATTCATTCAAATTTACACGGATCAATCTGGTA
TGATCTGCTTTCACATCAAACAAAACACACACCAAAAAAAAAAAAGGTTTCTTTAAAGCA
GTTCA
>CL6574Contig1
CGAGGGTTTTCGGNNGACCGGACTCGAATCAGCAAACTGCTGGAGACGGCGGCTCACCTG
GGTTTCTCCACCGTCGCCATCAACTACATGTTCGAACCGACAGCCAAGCAGAAGCAGGTC
AGTCCACCCGGAACCACAAACTCCCACCTTGACGTCATGGCTTTTACTTTGAAAGTCTCA
GCTTCCTCTGCAGGAAATTCCTGTCCCTAAACCAATCAATGAGCTGATTGATCAGCTGCC
CGTCGTGCAGGGGCGCTCCCGCCCCATCAGAGTATTGAACAGGCTGACCGTGGTGGTGTC
CGACCCCAGTCACTATAGGCCCAACGCTCCAGAGTATCGCCGCTTTGACCTCCTGGCGGT
GCAGCCCACCTCGGAGAAGCTGTTCCATGCGGCCTGCATGCTGTACGACATCGACATCAT
CTGCATCTCCGTCACCGAGAAGCTTCCTTTTTTCTTCAAGAGAGCGCCGATCAATGGGGC
CATCGACCGCGGAGTCATGTTCGAGGTGTCGTACTCTGCGGCCATCAGAGACTCCACCAT
GAGGCGCTACACCATCGCCAACGCCGCCAGTCTGACGGACAGCTGTAAAGGGAAGAACGT
GATCCTGTCCAGCGCGGCAGAGAAGGCTTTGGAGCTGCGAGGACCGTATGACATCACCAA
CCTAGGTTTGCTGTTCGGTTTGTCAGATGGAGACGCAAAAGAGGCCGTCTCCTCCACCTG
CAGGGCGGCGCTGCTGCACGCAGAAACTCGGAAGACGGCCAGCGGGATCGTGTACACGGC
GAGGAGCCAGCAGGAGGCGCCGTCGGATCCTCCGGAGGGTGACACTCCTGCCGCCAAGAG
GGTCAAGACCACCTGATTGACAGCTAGGGAGGCGGGGCCAGCTCCGATTTCTGTGACTTC
ATTATCATGAGTTTTTCTTTTTTAAATCAAGTATTTAAAAAAAATTTTTTTGGACAACTT
TTGTATTTTTTTGGAAAAATAAAATTGATTTAAGAACCTCCCCCCCCCCCCNTTNNNAAA
NAA
>CL6575Contig1
AAACGTTTTATTCGTAAGGTCTGTGGGATCACACTCACGGGAAAATCCATCGACCTGATT
GCTTTCATGTCCTGAACACAGACGGACAGGCATCTGCAAACACTGAGGAGGAGTTTATGG
AGAAAACATGCAGGGGGCGGAGCTAAGAAGAAACAACAGAAGGAAACAAAGGCAGAGACA
AAACTGGTACCGACAGCCTCCACTAGTCACTGAGGTGGTGGTAGCCATGGTGGCAGGAGA
GGGGGTGGAGACTTTGCCATTCGTCCTGCTGCCGCCGCTGAAGGTCGGCGCCAAGATCAG
CCCCGCCGTCCGAGTCAAGAAGTCCCGAAATTGATCCAGCTTTTGAAAAATCCTCCCCAC
GTCTGCTTTTCTGCCCCCGGATAAACTGCTTGTATGAGGCAAGATGGCCACCTGGTACCA
GGACCCGTTCTGCTCACACACGAGCGGCCCGCCTCCGTCACCCGACTCCACTGTAAACGC
TCCAGTGCAGATGGAGGACCTCAATGACCCGTTCCCACAGCTCTGCACCGTAGTCTGGAC
CTCCTGCAGAACCTGCTCTTTTCCTCCACGTCCAGAACTCCAGCCTGCAGCCCAGCATGT
TGTTCCCACAGGAAAAGTTCTTCCGTTGTCCAGACAGATGGGCTGGATGTAATTATTCAG
CACAGCAACATTGGACCCTGTCTGGTTGCTCAGAGTGATATTTGTTACATTCAGTGACAC
CTCAAAGGGGTTTGATCCATTCTGCTTCAGACGACCCAACACAACCGTCCACTCAGACGC
CACAGGAGGACCTGAGAAGCAGTCAGCGCTGCTCAACACGTAGTCTAAAGACACCAGCGT
TCCGCCGCACACGTGCTGTCTGTCCTTCTGCAGACTCGCCATCCACGGCCACTGACCTGC
AGTCGCCACTGAACTTCCTCCTGAAACACGGCCTCGTGCCGA
>CL6576Contig1
CGGCACGAGGCCGTAGAAAAGCTTGGTGTTTGCTCGTCCCCGGCCCGCCGCTGGACTACC
TTTCAGATCCAGAGAGCAGTTCTGCTACAGGACGGTGACCGTCCTGTAGCAGAACTCTAG
CTAACGTCGTTTAACCTGTGCTCTTATTGTGCGGCTGTTCTGGAAAATCGCTGATGGCGG
TTTTTCAAGCCTCGTCATGAAAACCGTTTCCCGTGTTTGTGGGAAAGTTCAGGTCCGAGG
AGCGCCTCGCGTCTGCGCCGTCTGACGGGACGACGTCCGGCCTGACCTCCACGTCTGTGG
TGTGACAGGCTCCTCCCTCCNCGCAACTTCCTGTGCACTTTAGCAGTAAAAGCCTTTGAC
GTGTGTGTAGTTTGGTCCTTTAATAGACGTTTGTCTGACTCTAAATGACCTGCTCTGTTC
CACCATCAGTTCCTGTGATGACTCACATGTTCAAACATGTTTCCCTGTAATCACGTATGT
TGATGCAGTATGTAAGCATGAAGGACATCTCTCAAAGTGACGGTTGACCGACGTTCAGCT
TCATGTCTGTGAAATGTCATGTTTTCCCTCCTCTTTCAGAACAAAAAGTCACCTTTCATT
TAAATTGTGTGTCTTAACTTTCACGTGTTGCTGGTTTGTGTTGTGTGATTGCTGAGGAGT
GTGTATGTTAATGTTCCTCCAGATGAATGTCTGTCTGTTTTTGGGGTCATCCTGAGGGCG
TCGTGTTCTCCGGTCAGAGTCGAGCCGCAGCTTTAGGACGCGGCACGTTTCCAACATCCA
TGCGTCCCCATTGTGAACATATCTCCACACGCGTGTCATTGCTTCATAGACTGAACATGA
TCATCTGCTTTGCTTCTGTGTAACACGAGGAGAGTTTGGGTCAGAGACTGTAAATATGTC
CCAACACACCATGTTCTGTCTCAACCCGTCTAGAATGGATCTACGCTCTGTACAGACGTG
TACTTTTGCTTTATAAAAGAAGA



>CL6577Contig1
GTGTTTTTATGAAGATCAAAACAAGCTTGACAGATAGCAATAGAGGAAGAACACAGAAGA
GCAGTGGACACACAACAACACATACACAGACGCCTGCATCTTTTGATATTTGACAACTAA
GAAACCACAAACAACTGTTTACTCATCTCAAAAAAGAAAGTTTAGCTCTCATTACCATCA
AACCCTTGATATTCTGCAACCTGAGAGAGACAGTAGCTCAGAAAAAAATGCAAGTGTCGG
TAGGTCGGAAACTTTCTTTTATCAAAATATTTCAAAAGTCATTTTTCTGCAATCATTGGA
ATATTTCCTTTATGTCAAGAAAAAAACAAAGACTGCAACTCAAAATGAAACCACTGACTT
TTAGAGAGACAGCAGTAAGTTCAGAGCAAAGCTGAGTTTGAAAACAAAAACAAATAATAT
ATAATGATATAACTGAAAGCCAATGATTATATTCCAGAAAGCAAGCAAACAATGCTTTTC
AGTTTGATTGAATGTACATATTAGTACTTTTCAGAAAGACAAGTTCTACCTTAGTCCGTT
TGAAGCACTGGCTATTAGAAGAAAGACATTTTGGTAAAGCGAAAAATAAATCGTTCGAAT
CGAGAGCTTGATGGTAACTGAGCACTTCCACCAACCAGTGAAAGGGTTAAAGCAGATAAA
TAAATCAGGGGAGGTATGTGATTCTGAAAACACTGCTCTCAAGTCGCTCAGATTTAGAGA
GAATGAGGAAAGAAAATGAACATTTTC
>CL6578Contig1
AGTGCGTAAAGTTAGGAAGGCGCTCCGGACGCATTGCGCAGCGTCGTAATCCTGCAGGCT
CCATGTGCGTCACATCTGCGGGATGCTTGACAAGGATTTCTGATATTCTGATAGCGCAGC
CCACGCGGGTCAATGGCAGATGAAAAAGGTGTTGCTGTGCGGATGTTAATGTTTTTCACT
TGAGGAAACATTCAGTCCCGTGGCGCAGAAAAGGACATGGGTCAGATTAATGGTGCGACT
CTTTTACCTTTGGGGGCAATTTGTGCTGTTTTCCTGTGGGAATCTGGTGCCAGCTCCATC
AGGACAACGTTCTCCGTGGACACATCGAGGACAACGGAGTGTCCGGATAACAAAATCCTG
ACTGTGGAGTATCCTTGTGTCAGAGCTGGCGGGAAGAATGGCACTTGTTTGAGGAGAAAG
TGCTGTGACGGGTTCAGGTTTGTGATGGGACAGTGCATACCTGAAAGCGTGGATGTTTGT
GCCGCCTCCCCCTGTGAGCAGCAGTGCACAGATAACTTTGGACGGGTCGTCTGCACATGT
TACCCCGGATATCGCTTTGACCGGGAGCGACACCGCAATCATAAATCTCCTTACTGCCTC
GACATCGATGAGTGTGAAGCCTCCGGTGGTGATGTGTGCGACCATGAATGCCTGAACACC
ATGGGTACCTTTTTGTGCCGCTGCCGCAGTGGTTACATCCTTGCATCCGACCAACGCTCC
TGCATCC
>CL6579Contig1
GAAATCTGCTTATTTTTATCCAGATGAAGAGTCACCTGATGTTTGCTTTGAGTTCATGAC
AAACCAGCATCAGCATGACTTCCTTTGTTTCCCCCTCGGGTGGCAAAATGTCTGTTTTTA
AAGATCCGTTACATAATGTAAATACCGAAACAAAACCCACTGATGCTCTGTTCTCCATTT
TGAAATGTTGACACATGACGTATGCTTCACATGATGCTCAGATATGTGTTTATTGAATCG
TCTGTTCACGGCGTCTCACTATATTTTGGATGTCTTATAGGCGTATTTTTCTTTAGGTCC
ATATTGGATGGAAGGCAGAAATTGCAAATACACACTTTTTATGTTTTAAAATATGTCTAG
ATTTCAGAGTTCTAAAGTCTTCAAGATGTTTATGAAAACATTTAGATTTTAGTAGGAGTT
ACAACAGCTTTTCAGTGACTAATGACCAAAACGGTAGCCTGGTAGTAGATTCTGGTTAGC
ACTACTGGGATCCTGTTGCTATATAAGGCTTAGCAACGATATTCATTTACAGCCATTTTA
GACTGTTTCATAGCTCATCCGCACAATAAGAAGTTGTCAAATGACCCAAGAAAAATAAGG
ATTTTTGTCATGTTGCCTGTTCATTCACAGTTACAGTATTTCTATCAAACACCAAAAACT
GCAAATGTTCGTGTCTGTTTCCTGTAATTTATTTGGTACGTCATCCAATAAGCTCACTGT
GCAGCTAACGTCTGATCAAACTCACTGTGGCCAGTTTTTTCCAATAACATGTGTAAGCTG
GGTCAGATTTCTCTACAAACTCAGTGTGACAATGGTTTCTATTTTTGTTCCTGGGGAGCT
TTCTAACAGTATTTACCTGCTGTTGTAAACAAGTATATATGTATGTATGTATGTATACAG
GACACTCTGAATTGTAATTACTTTTCTGAAGGAAATTATGTATGTCACCCTCCCATGTAT
CATACAAAGTTATAAAAATGAGATTTATTGCCATT
>CL6580Contig1
TGGCAACGTTTAATGACACAGCCTCCAGAGTGACGTCATCATGACGTCACAAGGNAGGAA
CCGTCAGGAGACAACCTCAGATGAATGCAGCGCCTCAGAAACGTCACGTACGAAAGAGGA
AATTACAGAACAAGAAATAAAAAAAACATCAGTTTTTAAAACATCTGCCAAAGGAACCAA
ACCGGTTCCCAGCTTCTACATCACAGTCTGACCGGAACTAAACCCGGTTTATTCATTCAA
CCATTTCATTTAAATACACGTCTAAACCAAAAAAAACGCCACTCCAAGTGTTTCAGGTTT
TAGAATACATGGACTCAAAGTGCAAACACACGCAGGACGCTGATGCACAGCAGCTTCATT
CAAAAACACAAACAGGAAAACTTTGAACGCGGTCAGAAGTGTCACTTCCTGCTGGTTCCA
CAGTGTGAAGCTGCAGCTTTCTCTCTGTCCAGAGGGGGCGGGCCGTCCTTCAGAACGGTC
CCGGACCACAACCTTCTGCTCTCATCACTCACACAACTATCGGCAAAGGTTTGTGTTTTC
TTAGCAAAGCAGTGTTTTATTGTGAAAGTCTGGGATTTCCTGGATGCGTTTTGCACTCGG
GTATTTCCTACAAAGTACTGAGAAAACGGCTTTGCTGACTGGACGATATGAAATATTCTT
TTCAGGTCATTGTTTAGAAAAACATGTCTGATGCCATGTGACCCCTCCCCCCGCTGGTCT
TTCCTGCGGCTGCACGCTTCACCTCCATGAACCGTCCACACTGACCAGGGAAGACGAGAG
CTGCGCTCCACGCTGCTGTGGCGGAGCGTCCGGCAGCATCGTAACAGTGCAATCTGAGCG
GTGGAGTCTGTGCAAAAAGCACGGCAGGTGCTGCAACACCTGTCTGCGGAAGGGGAGGGG
CTTCTTTCAATGGAGAGGTGCAGAGGAGAAGGAGGAGGAGGGCTGGCCGGACAGCAGACT
GTGGGAGCGCGAGGCCCGCTGGGACCGCTGCTGCTGCGGGGCGGCCCCCCCAGAATCCGA



CGGGTCCAAACCCGGAGAACCTTCAGTGACCTCGGTGTCCAGCTGGGCCGGACACTCAAA
GTGAACGCAGTGGAACACCTCGTTGGCGGTGTTGTGAGTCCCGACGATGCGGATGAAGGA
GGCGGGCTGCTTATCAAAGGTCAGCGTCTGCCAGGATCGACACGCCACCTTGGTCCGGTC
CACCACCCGGACCCAGTGCTGCTGGTCGGTGGACACCTCGATGTAGTAGCTGTAGGAGCG
CTCGTCGCAGTCCCACAGCAGCAGCCTCAGAGAGCCCACGGCGTACGGCTGCGCCAGCTG
GATGACGATGGCTCCGGA
>CL6581Contig1
ACAGAGGAGTGTCAGAGGAGGGACACTGGGAGGGCGCAGCGTCCAGCAGCGTCTGTGGAG
GAGAGAAAAGCAGTCAGAAAAGAGAGTCTCAGTCGAGGTCAGTGATGCTTCACCATCAGG
ACCTGAAATCCGCCTTTGAGGACGCAGACGATAGCTCCTCCCCCCTGATGCAGAACAGCA
AGTTTGACAAGGACAGGAACTTCAACTTCCTGGCCGAAAAAGGGGATGACTGCCTCCCCG
GAGACGAGAACCGGAACCAGATGCGCCCCCGCAACCTGGCGTTGGGGCGCGACCCTCCGA
GTTCCTCCTCGCCTTCCTCGGGGTTCCAGCTGAACACGGGTCTCAAGTCGCCCCGTTCTC
GCCTCCCCTGCTGGAGAACGCTGGAGCCCCTCCCCGAAATCGAGAGCGGCGATGACGGAT
ATGGTCGCGTTCCCCCAGACGGGGCAGAGGAGGAGAGGATGGAGGAAGAGCAGGTGATGA
TGATGATGAATCTGAGTGGCAAGAGGAAGGAGCACCATGGGAAAAAAGGGGGCGGGAGGC
AGGATGAGGACGAGGAGCTGGATGACGAATGGGGAGACAGCGATTCCGAGTCGGAGGTGA
GGTGCCGGTCTGGCGGCAGTCAGTCATCTCTCAATATGGAGAGCGGCGGAGAGGCGCCTA
CTTTTGGAGGTTGGGACCGCATCGGGGTTGGGGAGCCCAAACTGGGTCAGACAGATGAGG
CGAGCAACCTGGAGGGGGCGCTGTGCCTCCCAGGTGACCAGTCCTCTGACTCGGATGGCG
AGCTGCCAGAACTGATGGACACGGTGTGGACACTGCGCGACCGCGAGCGCTTCAAGGTGC
AGGAGATGGAGAAGCACCAGGCGCAGCTGACCATGTACCGCCGGCTGGCGCTGATCCGCT
GGGTGCGCACGCTGCAGAGCCGCGTCCAGGAGCAGCAGAACCGCCTGCAGTCCAGCTTCG
ACGTCATCCTCACCCACAGGAAGGAGCTGCTGCGCATGGGAGCTGCCGCCGCTGTGGCAA
GCCCCGCCCCCACAGCAGCTGTAGGCCAATCATAGCGAGAATTTGAGGACATAGAACTTT
ACGCCAACGACTGTCTCACAACTTCCTCTTTGTCCATTTGTCCAGCTGAGAGCTGGAGTG
CAGACGTGTCAAACGCGCACTTGAGATGTATTTGTGTGTTTGTCCTGATGTGTGTAGAAC
CCCGATCCCAAAATCCTT
>CL6582Contig1
GAGGGGACGGTCACTGCTGGAAACGCTTCAGGAATTAATGATGGAGCGGCAGCCGCAGTC
CTGATGGGTCTGTCAGAGGCTGAGAGGAGAGGCATCAAACCCATGGCTAAAATAATATCT
TGGGCTCAAGCTGGCCTTGACCCTTCTATAATGGGAACTGGGCCGATACCAGCTATCAAG
AAGGCGATTGAGAAAGCCGCTTGGCAGCTGGATCAGGTGGATTTATTTGAGATTAACGAA
GCTTTTGCTGCTCAGTCAGTCGCTGTCGTCAAAGAACTCTCTTTAAATAAAGATAAGGTC
AATGTGAGCGGTGGTGCCATTTCTCTGGGACATCCCATCGGCATGTCGGGCTGCAGGGTG
CTGGTGACCTTACTGCATGGACTCCAGAGGACTGGAGGAAAGAGAGGAGTGGCGTCCCTT
TGCATTGGAGGGGGGATGGGCATCGCCATGTGTGTGGAGAGGGTTTAACATAAGAGCGTA
GGATCCTTAATGTGTTGCACTTAATTTCATCTCCTTAATCAAGATTTTAAAAAGACCTGT
TGTTTACATTGACATGTAAGAGATCAGCTTCAGACTCATGTCTGCTTAAAATGAAGTATT
TTGCTGTCAATTGTATCCACTAACAGTTTACAGTTCTCACTGAGTTTAAGTTCCTCAGGT
TTTTGCTGTGGCAGCTGGTTATGTTCTAGAGTCACTCAGTTTAACAGCTTTAAGTGGTAA
AAGTTCCTAACCAGTAACTAGCATGTTAAAGGCAGCAGTCTGGCTTGTAATGCAGCCTCC
AGTCATTGTTAGTGAAACAGGAAAAAAGCTTTTAACCAAGTTTTGGGGGGAAAGGGATAT
TTTCTTATGTAAAGCACTAACTAGTGCACCTGATGAACATTCCAGTATGTTCTTGTGGAA
TGATTAACTTTAAAAAGAAACAGAAAGCCATCTTTCTGACAGTGCTTGCAGCTTCATATA
>CL6583Contig1
GTTGGAGACTTCCCAGGATTCTTTGACGTTTCTCAGAAATCCATTCCCGTTGCTTTCCAC
TGACTGCTCATCTCAGTGTTTGTTTGAAGAATCGCTGAGATGGATTCAGTTTTAGATACA
AATGCAATACAAACATAGTTGTTGACAAATCATCGAAGGCACAATGGTTCAAAGGTAACA
TGTACCCGACAATTACATGGACGTGAAGCAGATGGGTGAGATTTAAGTGCAGACGTTTAC
TATTTTAACTCCAGGAACTTTGAATCCCTTCAATTTTTTTCTTTCCCAATTTTAGAATTC
TGAAAAGAAGCCACTAGAACCTCTAACATGGGAAATAATTGACTATAAATGTGTCTTAAT
CCTTCATTAATCAAAGGAAATTGTCTCATGAAAAAAAGCCAGTTTTGGTCTTTGTGCAGG
ACAGAGACCAAGTTCTGCTGTCTTTATACCAACAAGTTAATGGAAAGCTAAATCCAGCTC
CCTATGCAAACACTTTGACACTTTTCTTTGCTGTTTAGAACCCCCCCCCCTCCCCCCCCC
AAAATGCAATAGTGAAGCGGAGCATTTGAAAAAATAGTACGTTTTTCTCTATTACCGTCA
TTTAGCCCATCATCTTTGATTTCCTATAAAAGAAAGCCCCTAAATGGATTTCCTTCCATC
TCAAAGCTTTCTTTTAGCCGAAAACCTAAATGAAAATGCTTTTGTTTCCAAATGTTCTGA
GCCGTAACCTTAGGTTTAGTCAGGTTTCAATGATCCATGTGATCGGGGAGAGTGTTGGCT
GAGAAACCTACCGCTGCAGTTTGTGTTCCAGCAAAACATTGCATGAGTTTGATGAAACGT
GATGTTCTTATCAGGTCAAACCCTGCACAGGATGACTGTTTAGACACGGATGCAGACTTT
GTAACGCACAAGAATAACACAAACATACAATATGAAGTTTTCAGATGTAGATTTGCTCAC
CGACGTTTGCTTAAACCACCTTTAAAAGATGGTTTAGGGAGATCTAGAGGAACGTTTGTC
TGCATGTGGCTGTTGTCTGTTGTCATATGGATGATATGACATTTTAATATATGCTGGGTG



AAGGGGGTGTAATATT
>CL6584Contig1
ATGATCGTCAGCAAACAAAGAAACGACAGCTTTCTCCAGATTCTGGAGGGTTGAACACGT
CACACAGACATCAGGACACATTAAACAACACGGGCCTTTTCAAAACCGAACAATAAATAT
GTGAACACGAGTAGATGAATGAGTCACAACATGACCTGCTTTTAGTGCTTCAAGCGTTTT
CTGCTTGTTAGTTCAGGTTGGATAACCCACACAGAAGCAGCCACACTATTAGGATTAACG
TGTTGCCATCACCTTATCTCAGCATCTCATACAACATGGCAAACCTGAACTCTGAGATGA
GGCCCAGATAACAGCTGCACTGCTACGAAGCAGCTTTGTTTGTGCCGTTTCAGCACTTCA
CTTAGATGTGCAATGAACAAATGTCGTCTGCAGACGACATGAACGTCACCGGACCACAAC
ACACCACTGAAGGAATTCATTTTGGTTTCTACAGACGTCATTTGGAGCCCAAATATGAAG
GATTTGGGAGTTACAGGGTTTTTTGTGTCAGAGTTTTGGATGAAAATAAAAACCATCTAA
CATAATTAACCTTTTCTTATAAGGTTGTGAGAACCGGTTTATCAATATGGTAGAAATATG
CATTATTACGTAAAAAAAAGCCATCAATCAGAGATGCGTTTGTAAATGTTTTCCTATCAT
CGCTTCATGTGATAACACACCAGACAGATGTTTCAGAGCAACCGCTCTAAAGTGCATGGC
TGCTCTGAGAAGCTGCTGTGGTTCGGGGTTGATGGCCTTCANAGGGTCCAGCACTTGGAC
CAGGCGATTTCCTGT
>CL6585Contig1
TATGGCCGGGGGAGAGTCCGGTGATAGAAGGAAAGGACAGACGAAGAGAACTATGCTGTT
GTCGTGATTTTAAAATCATCTTTTTCATCAATTAAGGAACATTTATCTGCGGCGGAATAG
CCTGCTAACATCAATGTTAGCCACTAGCCTGTACGTGTAAATGCTATGTACTAGAATGGA
CCTGTTGAACTCTCAGTTCCTGGACAAGATGAACAATAACATTGGGAGACTACACTACGA
AGATGAGTCCAGGATGCCCTCCCTGTCTACTGCTATGTCAAAGATAACTGGGCCTCCTCC
ACAGTGCCCAAGCAAAAGAAAGTATGGAGAGGAACAAATGGAACATCAAATCAGCTGTGA
TGATGACCACATGACCAAAATGAGCAGACTGTTGGCTACTCAGCTAGCCAGGCCCTCTGC
TGGGAGTAACCATACAGAGCACTGGAGCCTCAGTCACAGTCAAGTCGAGCACACTGCCTC
ATCCCCGAATGGTATCCATGGTAACCACCTGTATGCATCCATTCCTGGCTATGATTTGGA
CCAGCCTCTGGCCCTGACCAAAAGCAGCCATAACACGGGCATCAGCAAAATCCAGAAGGC
TGTCGTCGGTGACGCAGTGGAACGGCCGCAGAACCGTCCTTCCGTCATTACCTGTGCCCC
TGCCAGCAACCGCAACTGTAACCTCTCACACTGCCACATGAATGGCTGCACTCCCTGTCT
CCCTGCTGACCAGAAGAGGACCAACGCTAACACAGTCTGCGACCCAGTGATTGAGGAGCA
CTTCCGCCGCAGCCTTGGGAATAACTACAAAGAATCTGAGCCCGTGTCCAACTCTGTGTC
CATC
>CL6586Contig1
GAACACGATGCTCCAGTCACCATGATGGGGGAGAAAAAAGCCCGTCCTGGAGGCTGTTGC
GCTCATTTCCTGTCTAATGTCATCTTTCTGTGTCCTCCATCAGGTCTGATTGAGATCTCC
ACGGTGGAGAGAGGGGTGGTGAGCCTCTATGGAGTCAAGAGTGAGTTGTTTGTCGCAATG
AACAGCCGTGGGAGGTTATACGGAACGACAGTCTTCCATGACGAGTGCAAGTTCAAGGAG
AGCTTGCTCCCCAACAACTACAACGCCTACGAGTCCCTGGTCTACAGAGGATCTTACATA
GCACTGAGCAAGCATGGCCGCGTGAAGAAGGGCAACAAAGCCACAACTGCCATGACTGTG
ACGCACTTCCTACCCCGAATTTGACGAGACAAATGGGCAATAACAAAACTTATTTGCACA
TGTGGATTATTTCCCAGGTAACACAAATACATATAGGTACAAACACAAAAGACAACGAGG
ACTGCAAAAGCAAGAAACACAGTTATATCTGACAGTATTTATTCAAACTTTATATGTATA
TTTGGGTAGCTTACTTTGTTTTAGAAATTTTAGAAAATGCCATTCTGTGCTGCTTTGATG
AGTTTTACCATTTTGTGATTTGAAGGGGGATGAAGAAGTATGATTTGTCCCTTTCTGTTT
TATGGGTGCTTGCTGGAGCTGGTTGTGTACCTGCCCTGATAGTGGACGACCATTTGGGCT
ACTTGGGAAAACAAAATGGAGATGTTGTTATCTCTCAATAACATATCCTGAGAAGAAAAT
GTACAAAAAAAAAAGCTAAATGTGTGCATGAACTTTCCCCTC
>CL6587Contig1
ATTTTATTGTTGATAAGCCAGAGATTATAAACCTTACTGATTGAATATAGGAAGGACCTT
TATTGTTTTCCCACATCACATTCTTGTTTAAATGAGCTCTAACTTCTCTGCAACATACAA
TAAGATACTTCATTGTTAATAAAATGTAAATGTGGACATACACAACATTTTGATATAAAA
GCTGTCTGTGTAGTTTATTAAAACGTTTCATTAAACTAATTTTTCATAACTCTACCTTGT
TACAACAATTAACAGCCTTACAGAAGCTAGCAACCCATCAGACTTTACTAAGAGAAGGAC
CACTGTTGCTGTGATTTCAATAGTTAAACCCAGAACGCTGTGGTCTGCTGTACTTCTTTA
GTTCTTCCTTCAACTCAATGACAGCATTTTCATTTTGTCTGCACTTCAATAAACCCTTCT
TTTTTTTGTGGTAGAAAATATTGACCTCCAGGACAACATTAGGGTTACTAGATAAGACTT
TAGTAGAGGACGAGTGTTTGGGCTCTTGGGAGTAATGCATCAAGACCAGAATGGCAGGAT
CACCATCTCATGGCTGATGCAGCATCTGTTCCTACTTGAGATGTAACAGGACAGAAAACA
ATGGTGATGTCGTGTTCTTCCCCCTCTATCCATTTCAAGTCTGGAGTCTTTATTTCATCC
AAAAGTTGTTGATCAGCACCAAAAGTTTCACCGCTGACCTCCACCTTGAACCTCACTACT
CCTTTTCCAGAATTCAGACTTTTGCTTCCATCCTTTTGCATATTATTATGAGCTTCAAGG
ATAATCTGCATCTCATCCAACAGCTGTTTAGTGTTCTTTATCCTTTCAGCTACTGGAGCG
TCGTTAAAAGACTTTTGTTGGGTGAAACCTTTAAGTTCTTCCAGGAGCAGATGTGCTGGC
GTCTGATTATGAATTATTTGAAAGATGGTCCTTCTCAGCTTTAGATATTCTGGTCCAGGA



AACAGTTCTTGCAGATCTTCTCGATACAGAATCTGGACCACAGAGTCAGTCTGGAAATCC
ACCTCTTTTTCAGAATCCAGACTTTTGCAGATGTCCTTTGGAAAATCATTGAGACGTTTA
AGGACAGTCTGCTTCTCATCCAGCTGGACTTTTATGTTCTTTATCCTGTTAAAGCACTCT
TTTATCACAAAATCTCTGAGGGAGTCTCGTTGGGAAACATCTCCAAGTTTTTCCAGGAAC
GGATCAATTTGCTTCTGCTTATGAATTATTTTTAAGATTTTGTTTTTCCGCTTTAGCTTC
TTTAGTCCAGGAAAAAGGTCATGCAGGTCTTCCAGAGTCAGAGTCTGGATCTCTGAGTCA
GTTTGGAAACCTGCCTCTCCCCCGGCCATAATGNCCGGGTTAAACGGGC
>CL6588Contig1
TCAAGGGTCGTCGGGTCCGGGCTTCCTTTAAATAAACACGCCTTCCTTCAAGTTTCCCGC
TGCTTGATGAATGTTTTATTTGAAATGTTTTCCACACATGCAACTTCTTTAGTCTCACTT
TGAATTGTATTACACTCCCCTTTAGAAAAACTTCCAGAACAATTTTAAAAATATTTCTTT
CCCCGTGTCATTTAGACTGCACACAAATCTTTCCTAATTAAAAAGTATTATCAATTCAAA
ACTTTGGAAACTTTTCTTTTTATTTAAAGTTGCACTAGGTTTTAAAAAAATGCTTTCGGT
GAGCAGTATGCAGCCAATAAAGCTTGCTCATTTGAAATCCTAATGAGGAAGATACATTTT
TGAAATTCCCCTCATTGATTAAAACAAATCCTTCTTTCCCTTTTGGCAAAAGCTTTTATT
TTGAAAATTTTATACAGAAAGATTTTTGTTTCTTGGTGACAGACTGAATGTGCTTAATTG
CTGTGACAGAAAAGGAATTTAAGAACACCAGTGTGTTTACTTATCATTAGGACCAATGGA
AGAAAGAGGAGCATAGCTAATCTAATTTCTATTAGAAATTAGTGTCCCCCTTTTTTTTCA
ATATATGCAAACTTTAATAGATTTTTTTTAAAGTCTCTCATGATGTGGTTTCGGGAATCC
AGCTTTGACCTCTTATCGTCTTACTGCCATCACAGCGTATAATTGTTGGGATTTTCATCA
CNAAATATCATTCCCAGCAATAAAAACTCA
>CL6589Contig1
AAAGCTCTTCAGTGTTTCTGGAGAGACGCGTCTTTTTTCAAGTGTTCCTGATCATTTAAG
CTCCTTTCGTTTGGTTTGACAAAGCTCTCAGAGATCATCCGTCACACCAGTGTGTTCCAT
TTAAAAAGCCCTGAGGGCGCTGCGTTCTCTCCATGCCATTCAGTCTGCTGTGTTAATAAT
TTCCCTGCATAATCCAGAGGAAATGCACTTCTCTGAATCCTGTCAACTCTAATAAAATGA
AAGTAATTATGAGGATGGTGCTCTGCACTTATTTTTCTCTACGCTTGAAAGGTTGAAATG
CATTCATGATGTGTTTTTTCTCAGATGGCTCAGCCTCACTTGGCTCGCCATCGTTGCCTT
TGGCCTCATGCCTGCTGTGGGTTTTGGGCCCCAGCAGTGGCAACATATCAGACCGTCGCC
CTTTCTCCTTTGACTCTAAACGTTTAAGGCTTTGTTTCGCCCCACTTTGCTTGTTCCAGA
GTCCTGTGTGTCTGCTGCAGTCCAGCGTTCCTCCAGCACTACTGTTTAACGCGTCACACT
AACCAAAACAAAAGGCACATGGACGAAAAGTGGTCAGAAACGCCCCTCAAAGCATTCCTG
TGTAATTCTTGCATCGTATTGTAATTTGTAATTTTGTGATAATTTTCAGTATTCTTATTT
ACTGGATTATTCCTGACTAACGTTTGGAACATCTCTGGATTACTGTTGGTCAGAATTACA
AACTGATTAATCTGCACCTTACTGTACCGCTTTTGTTTTCTAAG
>CL6590Contig1
AACTTTAACTGTACAAATTCTCATTTATTTCTATTATTTAATAACCAAAATATTATACAT
GTAGGCTTTTTTAAAAGTACAAATAACAAATTGTGTTTTAATCATCATTCGTTCAGCGGA
GAGCAGCATGGAGATGAAATGTACAATGGATCCAAGCGTATTGGAAGAAATTCAGTGGAT
TCTTTAAAGTGCAAGAGCACGGCCAAGGGGTTTTCACAGCGAGGCCGAGGAGGAGGACAC
CCGTTGTTGGATGGGAGAGACAAAGAGATGAAGAAGGCAACCTCCTCATCCAATCGCAGC
TCCTCCAGAGGAGGAAACCGCTTACGCAGCAATGCCACTGCAGAACTCCGAGAACAAGGT
TTCTGTGCAATCAGGTCTTTCTGCACACGCTGAGCAGAGGGGATGATATGATGAATAGGT
TCAGGCCCCACTGACGGTTCACTGTGTTCTTCTGGCTCATTCTGTGGTTCTAAAACTGGA
CCCTGCTGATCCTTCTGATCCCAGCTTTCAGTGTCGTCAAAACGTGAGACTCTGAACAGC
TTTTTACCAGTTGACATAAAAATGACAGACTCCCTGGGCGGTTCTGGCAGGAGCGTCTCC
CGCGTCTCTTCTTCCTCATTGCTGGCTCCTCTTGTTAGCTTTTCTTCAAAGAGAACTTTT
TTAGATGAGGCTTGAATGGGGAGCTGCTTTTCACCGGTTTTTGCATCTAGGACTTCGGTC
TCCACATTTACAGTTTGGACATCTTCAGCATCACAAAATAATCTTTGGACAATTTCCTCT
TTTTGCAGTTTGCTTTTGCAGCTCTCAAATCCAGGAGTTTTGTGCAGTGAGCGCTGGGCT
GACGGATGCCACTTCATAGCAGACATGGGTTGATAGGAGGGGNTTGGGGACTCTCTGTGG
AGTCCATTTTGTCTGTGGAGTCTTTTTGAGTGCAGCCACTGGACCTCCAGTTATCTCTAC
AGGGGTTTTTCCAACTGGTACCCTCTGGGCTGTATAAATAGATGTCCCTCTGCCAGGAGG
ACAGACTGAATTTCTAGGTGTGGCACCCACGGGCGCCCCAGCCGTCACACCGTCAGTCAG
TAGGATGCATTGCAGTCCAGCAGTATCTGGTGAGAAATGCCCTGGCCTCACTAACCCTGA
TGAAGGCGCAGGTTTTTGTTTACTCTTCAGGACGGACACCCGCTGAGGCTGATAGCTGTA
AGGTCTGGATTGCAGACTTGAAGGCGCCCGACTGGAAACATCTATCCCCTCATTTCGAAG
GATGCTGAGCAGAGCTGAAGGATCTGACTGAAAGTTGTCCTTTTTTTCCGACTGTCCAGG
CAGGTGAGATTCTTTTTTGGCAGCTTTCCCATGATACTTCCGCACATCTTCAGTGGAATC
CCAGGTGCTGCTCAGTGCAGCTCGATGTTTAGTGTGTTTGACATTCAATATTCTGCTTTC
AGGCTTGTTAGCATGAGTCTTTGTTGAAGCAGCCACAGAAAGTTGACTTTTGCTTTCAAT
TTTTGTGTTTTTTGGCTGAGACAAATTGAATGGTATGGGCCGGGTACATGGCTTTTTCTT
CTTAGCTTTCCCAGCTAAAGGTTTTTCTTCCCACCCTGTGGTGGGACTG
>CL6591Contig1



ACAGAGTCCACTGCTGTCTGTACTTCATCTCCCCGTTTGGACAGGGGCTTCGTCCGATCG
ACGTGGAGTTCATGAAGGCCCTCCAGGATAAAGCCAATGTGGTTCCAGTCATCGCCAAAG
CCGACTGCCTCACTCCCCTGGAGATAAAAAAACTCAAAGAGCGGGTCAGGGAGGAGATCG
ATAAGTACGGCATCAAGATATATCAGTTTCCTGACTGTGACTCAGATGAAGACGAGGAGT
CCAAGCAGCAAGACAGAGAGCTGAAGGAGAGCATCCCATTTGCCGTGATCGGCGGGAACA
CAGTGATTGAGGTTCGAGGTCAGAGAGTGAGAGGGCGTCTGTACCCGTGGGGCGTGGTGG
AGGTGGAAAACCCGTCCCACTGCGACTTCGTCAAGCTGAGGAACATGCTGATAAGAACGC
ACATGCACGACCTGAAGGACACCACCAACGACCTCCACTACGAGAACTACCGAGCTCAGG
CCATCCAGAACATGACCAGTAAGATGAATGCAGACAAACGGGTTGAGAGTCCGATTCCCA
TCCTGCCACTGTCCACGCCAGACGCGGAGACCGAGAAGCTCATCAAGATGAAGGACGAGG
AGCTGCGGAGGATGCAGCAGATGCTTCAGAAGATGCAGCAGCAGATGCACGAGCAGGACC
TGTGACCTGTGACCTCCTCGGGGACCGAACCGCTCCCGCCTGCGCACCGACGAACCCACC
AATGACG
>CL6592Contig1
TGGAAGAGCGCAAGGCCATTTTGCTGGAGCAGATTGGGAAGGAGCAGGACGAGAAGGTGG
CAGCTCTGCGAGCGCTGGCTCAGCGGTACGGGGAACGACTGCAGGCCAGCACCGAGCTGA
CGGATTCAGCTGTCAGGGCACTGGAGCAGAACGGAGCGGCCGAGTTCCTGCTGCTCTCCA
AGGGCCTCATCACACAAACCAAAGATGCAGCCAAGTCCTCCCTGGGGGAGGAGCGGCCAG
AGCCAGGCTTTGAGAAGATGGACCACTTCACTTTGTCCACAGAGCATGTGGAGACCCTCC
TAGCTAAAATGGACTTTGGCGTTGCTGATGATGAAGATTTTGAGGATGCTGAGGAGGAGG
AAGAGTAACTAAAAATGGTTTCAAATAACTTTGTAAATGTTTTTGGAGGCTTCTTTGTTT
TTGATATGTTAGGAATATTCTATTAATTAAATGTAAGGTCATGTATGACAAACAGGTGGG
CTGCAATGACACGCCCTTATATGTGCAATATTGTTTTTAAAGGAATATTCAGAATATTCC
TTCTTTAAAGGCAGACAAATTTCTTCAGATATCTGGTGGATAGACTCGTCTTTGACCTCG
TCCTCAAAAAGGAAAAAGGATGTACTTTTTGACACGTTCTCTGTAATATTCTGTTCCTTT
CTTCTTGTCTTTTTTATACTTTTGTATGGAAAGTCACATAAATTGAAATGAGAAGTAAAG
AGTGATATGTTTTGAAAACTTCACATTATTTTAATAGATGGCATTTGAAATTCTTGGTCT
CACTCTGTGGAAATCTGGGAATCTGTCCACTGATGCCTGGAATAAAGTTGCATGAAGCTG
AGCTCCTGCTCCAGTGACTTTTGCACTCTTTCAAAAAGCCCTTTTCTCATTTTGACCGTC
ATGGCCCTCAAAGGTTGGACATCTCCTCAAAATGTGGAAGTGCGCCACTCGCGTGTTTGT
GAAG
>CL6593Contig1
TCNGCACGAGGTAGATCCTCCTTCTCCCGCCAGCCCTCAGCACCTCCNGGCTACCACACC
ACTGTGAAGAAGGACCCGTCTGGGAAAATGACCTTCAGGGACAACTTGAGAGACTCTGGC
CGCGAGTCTTTCGGCGATGAGTCGTCGTCGCGGGAGCTGGAGAGGCTCCGCAGACACCTA
AAACTCGCCCAGCAGCACCTGGACCTAGCATATCAGAATGAGGAGAGCAGCCCTCCTCGC
AGCAGCAGTCCAGAGTCCAACGGCACTGCGGCAGAGCAGAACCGGCTCAACTTTGCCCAG
GAGAAGCAGACCAGCACCTCAGACAAAGGTCTCCGGGCGTAACCTTCCAGCAGCCGATCC
GAACAAACATGGAGGAAGAGGAGGAGCAGTGAAAGTAGAAGGGAACTGAGCGGGGAGTGC
TCATGCATGATGGGACATTGACTTTGCTTGAGGCGAATGAGTACAGTCCAGGCCTTCCAG
TGTTTACGACCAGCTGTGGTTGACCATCAAATCCAAGGAGAACAGTCACCTGGAGGCACC
GACCTGCATGAAGATCCAAAGTGCTTACAAACTGCCATCGTGCAACTAGAATGAATCGCG
TGTGCATCTCCCTCAGGGCAGCTATTCCTTTTTATACAAATATTTTTATTACACTTTTCT
TTTTTTGTATGACATTTTTGTCAAGTGTTGAAAGTTCAGTTTGTGAATCTCAAGTTTGCC
TTACACCTAAACTGGAACTTGATTTTTTTTTTTTTTTTAAAGNAGGGCCAANC
>CL6594Contig1
TCGGCACAGAAAGAATAAATTATGAAAGATATAAAATTATTTTCCAATATACTGATTATG
ACATTTTTAACCATTCAAATGTAGATTTCAACCTGATAAATCTGTGAAGTCTCTATTTAA
TTTTCCACTGGCATTGCTTAATGGTCGTCTTAAAAGAAAAATGTATAAGATGGTCCACTA
TACAAAAACATCACATATAGGGAAATAAAACAAAAAGTTCTTTCACATGAAATTACATAC
AACATCTCACAAAAAAAGGAAAACAAGGCTAAAAGCTGTTTAGTTCAGAAGATCCCTGGA
GTCATAGTCCTCAATAAATTTCTTCATGGCCACCACACAGCGCTTGCCAACATCCCGCAG
GTTTTCCTGCAGGGAGGACTGAATGGGACCTTCCAGGGATGGATCTTTGGCGATCAGCAT
CTTCACCACCAGGCTGAACATTTCACACTCCTGATAGTACACCTCATCTATCTCCCTCCT
CTTCTGCTGGATGGCTCTGTCTCTTGCTGCTGTCTGGCTTGCAGTTAAAGGAAGCTCCAT
GTCTTTGCTCCATTCTCTGTCTTTACTTTTGGATGCTCTCTGATCTCTTTCGCTGCTTTG
GTGTCTGTCACTCAGAGAAACTGTAAACTGCACGTCCTTGTCTCTGCTGGAAGTGGCTCT
GGTGAAGACAGGTCTAGGAGTGCAGCTTTGTCTTGTAGGTGAATTTCTTTCGATAGTTTC
TCTCAAATCAAAATGCTCCTTCCCCCTTTCATCCTTCGGTTTCTCTTTCTCTTTCCGTCT
CTCCATGTCCGCCCTCCCGTCGTCCTTCTCCCTCACAGGGATTCGGTAAGGTTTAGGGGG
GAGGTAATCTTTGCGAGAAATGCCTAACCGGGGTTTGAAGTAGTTATACTTATAACCTCC
TTTGTAGAATGAATGGTCATCTCTTGGAAAGTGAGGTTTGTAAAATCCTCTTCCAATTCT
TGGTTTGTGAAAATTTGGCGGATGCCATGCCCGTGGCCTGGACGGGCTCCGCACTCTCCT
GATTGGTCTCTTTTCCTCCTCATCGTCCTTCGTGTTTTGCGCTCGTGGATAATCCATGTC



GATCTTTGAATGAACGGCAGGTTGTTTATTCTTGTTGTGGTACTCTCACCTGGAGGAGCG
TGCGACCTCCCTGCTCCCGTCCGTCCACATGGACGAGGAAGCGGTTGTTTAAAATGTCAA
AACGACCAGCAGTCACTCACAAAGGTTCCAAATTAAAGTGTGCAGCTCAGACTCTGACGA
ACTCAGCATAAAACGTCCAAATACGATCGTTTTTCCCCTGGTTTATTGAACAAAACCATG
TACCACCACACACTTCCTATTCTCCCCGGCCATAAGGCCCGGGTTA
>CL6595Contig1
TCCGCAGAGAAACTCTTCCTCGTCCGATTCTTCGACAGCAGACGCAGCTGGCAATGGCTT
CCTAGATCCAAGATGGCTCCAATTGGGATCAACGATACGTCTGACAGGATGAAGCTGAAG
GAGGCTCGCTCCTCCTCCTTCCGCAAAACTGTGCAGCTTGCCTTCCAGCGTGCCATGAGG
CACCTAAACATGGCGGAACTGGACAGAGCCAGACTCAGCCAGTGAACCCGCAACCAACTG
CACCCAGCCTGGTGTCATTGCTAACATCGACACTCAGCCACGTCTCAACTCCTGTGCCCG
AAATCTCTCATCTCAGCACCGAAAGCCTTTGTCTTCATAACAAAGCTATGCAAGAGGGGG
GGCAATTGTGGGCGTGGCTACAGACTTGTTTATTGAAGATGCAGAAAGCAAGTGTTTTTC
TGAATTTGTAACTGGTGCAAAGCTCCTGCAGCAGCAACCGCCTGACCTCTACAACAATGT
CACAACTCAACAGCGACTGCTGTGCAACAACCTGAACACTACACAACAGTCTGACCACTA
AACAGTTGCAACAGTCACCCTGCTTCGGGCTGACCAGCTGACCCCTCTCTACACCACAGA
ACTATAGGGAAAACAATAACAGACTGATTTTCCTCCAGCAGCTTAACCAATGGTTGGGCG
GCTGTACACAGCAGTCTGAGACGGTTACGTGTGACACTAAGTCCTGTGGTGTTCAGGTCT
TCATCATGGTTGGTGCTGTCCCTACTTTGGAAAACAACCTTACTGTAACTGCTTCCAACT
AGTTTCTACTTTGGTCTGTATATTTAGAAGTTTTCTAAATGGATTCTGTGGCATTTGTGT
GTTATTTCTTTGTTTTTTTACCTGAATGTTTTACAGGACTACTTTATCTGCAGATATTTA
TATGAAATCTCACACTTTAAATCCCTGAAGTGCATCGTTCACGCAGAAACCAAAAGGACT
TTTTGTCTGAAGTCTCTAACAGCTGATCTGTGTGACCTTTGTGTGCTGTACTGTCTGTAA
AACAAGCCGCAGAGCCTGAGAATGTGCCTGTTCTAAGTTATTGTAAAGAATGA
>CL6596Contig1
ATTTCCTTTGTGGTTTTAATTTGAAAACATGACATCAATTCAACCTCACTGGTGACTTTA
AATGACTGCTGGAAAATATTAGCAGATCTCACTGAGCTCATTTAGGATCATTACTAAATC
AACTTTACGATAAGATATTCACTAGATTTAATATAAAATCTGGTTCCAAATATGTAAAAA
ATATGTCATTCATTAGAACAAAAATACTGAAGTGACTCTAAACTTTTTTTTGTACCAGCT
ATTGTTTGATGGAGCGTGAGCTCAGTGGAACTGAAATGTTTTTGAGCAGCATAAGTCATT
TGATTTAACATTTCTGTAAATGTGTGCCTAGACTGAGCAGGATCTGGTCAAGAAAACCAT
AAGCTACTAATAAGCACACAAAAACCTCAGAAAAAAGCCAAAGAAAACACCACACAAGTG
TCAGCTGGCGAGAAGGGATCAGTTCTCATTTAAGGCATCAAAGTGAGCTTTCAGACCTAC
GTCATTTATTGTGAACCCAGCAGTTCGTACAGGAAGCTTTTCTTTATCCTCTATTTGATT
TGACAGTTTACATACCGCTGTTTTTACTATGTAACAAACCACAAGCAATATTGCAAAAAT
CCTGCTTTGCAAAACGTAAAAAAAAAACAGGTGGACGTTCAACTAAACTTGGGGAGTTAT
TTAAAATTTGTCAAACTTTAACGTAGGATTATATCCGTCTCCATGACAACAGTGCACTCA
AGCAGATAGATGTGAGCAGGTACAGTGTGGTCAGCCTAAAAACAGACTCCAGCATTGTAC
TTCTAACATAATTCAGCATTTTGGGACGTTGACGCACAAAAGCCTTTGCTTTGCGATTAA
AAGGCATTTCCCCTCTTTTATTAGAAACCATCAGTTCTTTAGCCGCCAAGTCCTTCCGTT
TAAATGCTGACGGCCCAGGTT
>CL6597Contig1
ATTCGTAGTTTTTCCTATGCTTCCACTTTAAACTGTTGATTTTTCTTTGAGCCCAGAATG
TTTAAAGGGTTAGGAACGTGGTTGGGTCTAGAGAACCCGGCACAAACGAAGACGCAGGAG
GACGCAGAAGAGCAGAATGTGGTCCAGGAAGTGAAGGAAGAGGCTGAAAAAACGGAGGAA
AATAACAAACACCCAGCTGAGGTGCAGCGGCGGACCGAGGCCGAGCAGGACAACCATGAT
CCCGGGAAAGGACTCAGCGATTTCATCTTCAGTTTTGCCTCCAACGCCACAAAGAAGATC
TCGGAGTCGGTGGCGGAGACGGCGCACAACATCAAAAAGACGGTGGAAGAAGGCAAAATC
GACGGCATTATAGACAAGACTTTCCTCGGAGACTTCCAGAAGGAACAAGAGAAGTTTGTT
CAGGAGAAGAAGGCCAGAAAGTCCGAAGCAGCCGTTCCTCCTTGGGTGGGCTACAATGAG
GAGGAGACCATCCAGCAGCAGATCCTGGCTTTGTCCGCTGACAAGAGGAACTTCCTGCGG
GACCCTCCGGCCGGAGTTCAGTTCCACTTCGACATGGAGCAGATGTACCCTCTGGCGGCC
GTCATGCTGGAGGAGGACGAGCTCCTCAACCGCATGCGTTTTGACCTCGTTCCCAAACAC
GTGAAGGAGGAGATGTTCTGGAGGAACTATTTCTACAGAGTGTCTCTGATCAAGCAGTCT
GCTCAGCTCACGGCGCTGGCGGCGCAGCAGCAGCAGCAGGATAGTGGCGACGGCGGCGGC
TCTGCGGCTTCACCTGAGGACGTCGTCTTAACAGACAGCGTGAGAGCCAGAACTCCTCCG
GTCTCCATCAGCGACTTAAAGAAGGAGGACGAGGGGGAGATTTCCACGAGTCCCGGAGTG
TCGGAGTTTGTGAGCGACGCTTTTGACTCCGCGGCCTTCAGCCATGAAGATCTGAGGAAA
GGCATGGAGCAGCTGGTGCTGGACAAGAAGGACAGCGTCCCGACCCCCGACGATTTTGCC
GCAGACTGGGAGAAGGAGCTTCAGCAGGAGCTGCAGGAGTACGAGGTCGTGACGGAGTCG
GACAACAAAGACGACCAGTGGGACCAAGAGATCGAGAAGATGCTCCAGGCCGACGACAGC
TAGAAGCTCAGGAGGGGTTTGTTGATCCAGAGCGGATCCGTAGTGACCAACTCTAGAGGG
GGGGCGGTACCCTCACCGCCCTGATGAACTGATGTAGAGCAGGTCGTAGCTGCGCCCACA
GTACTAGTGAAGTCCTGCTTTCTAAACAAGTTTGACCCACTTCTTTCTCTCCACCCTCCT



GCTCTTGATGGAGTAAGCCTCCAGGGGGCGCTCTAGTACAAAGGGGTCAGTCTGGTGTCA
GGTGTGCTCTTCGTTTCTGCTGCTGGTTCCTTGTACAGAAGATGTGTGTAAATAGAAGAC
ATTGCAACAGAACTGACTTCCCTGCACCAGATTGTTGAATGAATTTGGCCCAGTTTCAGT
GAAAACGTCACTTTTATGTTCTTTCTATGCTGTAAGAACTCGGTCTCT
>CL6598Contig1
GGGATCAGCACTGTCATGGCTGCGCCCTCGTGAACTGCATGGTTGTTAACGGTCGTGCGT
GTATTTTGATACTTCATAAAGCTCCATCGAATCCGGGTAACGTACCATTGTATTCCTTGT
TAATAATATAAAAAGCCTGTTCAATGCATTAGCAGTAAGTTGTAAACAATCAGTTGCGCT
CATCGTCAAACGTACCGTAAAGGCTAACGGAAACGTCTCGTGTCAGATCTCACAGGTTCA
CTCGTCTTCACCTTTAGCATCAAAGATAATTCACATGTATTAAAACTGTAGAAAAAGTGA
GAAAATGAAGACAAAGAAAGTGAAAGCTCAAAACAAAAACAGCTCGTTTAGGTTAAAGAC
CCGGAGCATCCGCGCTAAAGGAACATGGAAAGCGGTCGAAATAGATCCCAGTGTGTTCTC
GGAGCAGGGTTTGGAGGGTCTGGTGTGTTTTGAAGAGCTGAGGGATTATCGATTGATAGA
CAGCGAGAAAGCTGCAGCGAAGCAACTTCAACGAGAGAAGAAGGTGGCTAAGAAAAGAAA
AGTCACGGAGGAAGACGAAGCTGGAGAGACTCCTGCTGAGCCAGCTAAGAAGAAAGCAAA
GAAGAAGAAGAAGGGGAAAAAGGTGGCTCCAAAGGAATCTGTGGGATCGGAAAGTGGGGA
TGCAATAGGAGAAGACAAGGCTGTTGATAAAGAGGCGGGGAAGGATGAGATCAGTGAGGA
CCTCGGTGAACAAGAACA
>CL6599Contig1
GGCACGAGGATTTCTGTGGATTATGAAATATCTGGCCGAGTACAAGGAGTGTTTTTTCGC
AAATATACTCAAGCTGAGGGGAAGAAACTTGGCTTAGTCGGCTGGGTTCAAAACACCGGT
GCAGGAACGGTCCAGGGGCAGCTGCAAGGTCCCTGCAGCAAAGTGAAGGAAATGCAAGAG
TGGTTGAAATCCACTGGCAGCCCTAAGTCACGCATAACCAAAGCAGAATTCAGCAATGAA
AAAACAATTGATAGCTTAGAACACTCCTCTTTCAACATAGTGAAATGAAATAGGTTCATT
TCACTATGTTGTTAATCTTAAAATGCATTACATATTTATTTAGTTTTTAAAAATAATGTT
ATTTAAATGGTTGTAATAAAACAACCTTATTGAGCTCCATATGTGTAATACTAATGCTGG
CACTCCTTAATATCCTATTAAGAAAATCATTTGGTAACAACCTTTACCTGGACTGCCAAT
AATAAATAAATTGAAATGAATTTAAAAAAAAAA
>CL6600Contig1
CGGACCGTTTTTTTTTTTTTTTTTTTTGAATGGCAGTGTTTAATTCTTCAAGTGAGAATC
TTTCGTCAGACATCATTTTTTGTTGACACAAGCTAAATTCCCTCTAAGTCATGTAGAACA
TCAGGTGGAAGTCCTGTTACAGTGTGAAAATATATTTGTTAAAAACATTCACTTTTGACA
CCATCTGTTCCCCGTTTGAACTCTGACATGGTGGCTTCATAAGCCAATTTAGTCCTGAGA
AGTTAAAACTCCTTTCCAACAACAAACAGCGTTTCTACATATAAAGATTCATGAAACCAG
TAAGAGAATTTGCTCCCAAGTTATCAATAGAGACAAAAACCGCAGAATAAAACCACCTTA
GTTTTCAAGTATTTGGATGTCTTTCAAAGGAGCATCTAAAGTAATATCATAAGCTCTTAT
TTTTCAATAAACTGTGTTCCTTATTCTTTCTGGTGTCCATCCGCCATATGTCACGGCCGC
TTTGTGGTTAATCTCCCAGGCTGAGGCAGGGGTCCGGCCCGTAACAGTCCTCCAAATCCA
CGGCAGGGTAGGAGAGCAGCAAACTTGTTGAAGACCAGCAACTTCTTTTGGAAGAACACT
AACTGCATTTTTTCAAGGATGACACTTGTTTTTTCAACCT
>CL6601Contig1
GCCGTCGGCCGGCCGCAGCTTATTTAACCACCCCGGAACAAAACATCAAGAACAGCCATG
TCCGAGAAACTTCCCTACAAAGTTGCCGACATCAGCCTGGCTGAATGGGGGCGAAAGGCC
ATCGACATCGCAGAGAATGAGATGCCCGGCCTTATGAAGATGAGGGAGCTGTACGGGCAG
TCCAAGCCTCTGAAGGGCGCCAGAATCGCCGGCTGCCTTCACATGACCCTGCAGACCGCC
GTGCTCATCGAGACCCTCACTGCCCTCGGAGCTGAGGTTCAGTGGTCGAGCTGCAACATT
TTCTCCACTCAGGATCACGCTGCCGCTGCCATCGCCAAATCTGGCATTCCAGTTTACGCC
TGGAAGGGGGAGACGGATGAGGAGTATTTGTGGTGCATCGAGCAAACGCTGCACTTCAAA
GACGGTCAGCCCCTCAACATGATCCTGGACGACGGAGGAGACCTCACTAACCTGGTCCAC
AAGAAGTACCCCAAACTGCTGGCAGGCATCCGTGGAGTGTCGGAGGAGACCACCACCGGC
GTCCACAACCTGTACAAGATGCTAAAGAAGGGCGAGCTGAAGATCCCTGCCATCAACGTC
AACGACTCCGTCACCAAGAGTAAATTTGACAACCTGTACGGCTGCAGGGAGAGCCTGATC
GACGGCATCAAGAGAGCCACGGATGTGATGATTGCG
>CL6602Contig1
TTTTTTTTTTAAAGTCTAACTTTTTATTTTCTCACAAAATTCCCTTTTTTCAATCCTAAC
ATAAAACTCGGGGAGGACGGTTCATTGGATGAACGGGCCTCAAACAAACGCAGAAGGTCA
GACCTGAAAAAGGCCAACAGGTCGTCTTCCCGGGGTCCTCGGTGGTGACGGTGAACGCAG
CTCCTCTCAGAACCGTCCAGCAGGACCTCAGCGGGTCGGATGAGGACACGAGCTCAGAAC
CTCTCAGTGGAGACGCATTCACGCCGAGTCCCGCCTCTTTTCCTGTTAGGTCACGCCAGT
GATGTGCTCGTGAGGTGTGCATGTGAGGCGTGCACGGTTTTGTTAAACGGCGTGTAGCAA
CCAAAGACAAACGTAAATATGAATCAAGCTCCGAAGTTACTCGATCTTCATCACAACCCT
TCTCCTCTTCAAAGTCCTAGTTCATAACTGACTAGAGGGGGCGGGGGGAGGGGGGGTCTG
ACGGCCTTTCACATGAGGAACTGAGCGACCACATTGGCCACGCCGATCACAATGAGAAAA
CTGTGGAGGACGGCAGACAGCCAGGTGAGCCGGCCCTCCCGCTTCAGGGGGATCATGTGG



ACTAGAGCGGGAAACACGAAGACCAGAGCCAGGCCGCAGATGGCGCCAGAGAACCGGATG
ATGGATCCAATGTTGGGATAAAAC
>CL6603Contig1
ATTTAGATAACAAATCGTCTGCGCCGAGGTGGAAGTATCCGTCCACCAGCAAGGCTCCGT
TGTTAAAGTGCTGCGTCATGTGATCCAGCCAGTTGGCCTCCACCCCTCTGACGCCCTCTT
TGCAGTTCTGAACCCGGAGGGGAACCTTGACCGTGTAGTACTTGAGCTGGCCTTCCCGGA
CCGGCGGGTGGTTGAACAGAGCCAGCAGATCCACTCCATCACCTTTCCTCAGCCGGTATC
TTGGCCTCTCCTTGGCGTCTGTCTTGCTGTCCTTGTTGCCGTTGTGTAACGGCGAGTCCT
CCTCTGTCAGCTCCTCGCCGCCGTCCAGATCTTCCTCCGGCGATGGAGACGCAGCAGTGG
AGACGCCGTCCTTAGTGACCCCGGCCTCGCCGTCACGCCGATCCCTCTCCTCGTTCCCCC
GTATCTCCACGGCTTGAGCTGCAGATTCTGCGCGGCGGCTGGGACTCGGAGGGTTGGACG
GGCCGCAGCTGCCCAGGGAGCCCAGCACCGAGCTGGGGCTGGAGTGCAAGGACAGAGAGG
GGGTCTCTGGCTCTCTTATCCGGGCGCATAAAGCCCCGTACGGCTCCTGGATGAATCCCA
CAAACGTCACCCCCTGGTCGGCAGCATCCTGGACCTGCTTTTTGATGTAGCCCTGGATCA
GCTCTGGGGTGGGAACCCG
>CL6604Contig1
GAGTCAAAAAAAAAAGGACAAAAGAAAGAAAAAGAAGACAAAAAGGGAACACAGCAGGCG
AAGAGCACGTCATCCTCAAGAGGTCATCAAGAGATACAAGAAAGTCCTAAAGGCTTACAA
GAAAGGGAGAAAGCTGAGTTTGGCATATCAGAAGGTCGGTGTTGACCGAAACACCATTGT
CAGCAATGCTCCGATCTGTGAATTGGCTGTGGTGGCCCCAAAGACATATAAGGAGTTACT
GGGTGCCCACACGCCACAGCAACGACTTCAGGACTTTTCAAAAAAATGTCTGGAAGTGAT
AAATAGTGATCCAAACCTTTTGAGGGATGTTGAACATCAAAAGAAGAAGGGAAAACTGAT
TCCTCTGTCCAGGAAAGCTTAGGTATTGAAACACTGCGGGATGGTGTCACAGAGTAGTTC
AGTGTTGCTCAGGTCCAGTTGACCAAATATATTGAGTTCTAATTGTTCTACAGCAAAAGT
GCCAATGGCTTGTTATAGATTCATTTGTTTTTTTCTGTTCTGCTCAAAAAGTTCTAAAAT
TCCGTTTTATTCTGCTGATCTGCCATGTGACGACTCAGTATGTGNGAAAAGGAATA
>CL6605Contig1
AAAAAGTATAAATACGTTTGTACAATTTGTCTTGAACATCACAGAACAGATGGAAAAACC
TAAAGGTTCCCTACTTTCAACGATAAACTAATTCAACAAATGTTCATTTAAATCTAACCT
GCTTCTTAAGGAAGACAGGGATGACTTACAGAAAGGTTCTACTTTTTTCTCTAGTGCCAT
GTAATGGGAGGTATTCAGCAGTATTAGTGTATCGCTCAGTTCAAACTTTTTCTAACAAAA
ATACTTGCCATTTGATCAAGAAACAAGGGGAAAGAAACAGCCTCTTGTGTATTTTAAGTC
AACCGTTTGCTTGTTTGTTGGGTCAGTCGTGGCAGTTTTCAAAAACCAAATACTTTTGTG
TTTTAATAAGCAGATGTGGTTTGCTCTTGGGATCTTCTGGGTCTTTTTCTTCTTCTTCTT
TTTAAAAAACCCTCCTGATCACTGCTGAACTCACTCCACCTTGCTGTAATCCTCTATTCG
GCCCAGCACCTTCTTCCGCTGTCGTAGCATGTGGAAGTACAGCTGCGGAAAGAGGGGAAT
GTAGGAGATCATGATGAGGATGAGGAAGGTGTAGTAGTCGAAAGAGAAGTTGTACTTGTT
GGGGAGGGTGACGGAGTACAGTCCGGTCTTCTGCACGTATGGCAGCGCTGCATAGATGGT
CAGTAGCTCCCCGGTCACTCCCATAGGATAAAGCAAGATGAAGAAGGTGTACCGTGCCCA
TTTGATGAGGTATGGCAGGTGGTTGAGCAAGCTGAAGGTGTAGAAAGAGTAGCGGATGAT
CTCCGTCACAGTCCAGGCCGTGACAAACAGCAGGACGCTGTCCTCGCTCTGTACCTCTCT
GACACTGTGGGTGACGGCCCAGGCGAGGAAAACCCGAGACAGGACCTGAAACCCGGTCAG
GACCACAGAGGACGGAACAATTCCAACAGCACAGTGCAGGATCTCCAGAAGAGCTCCCGT
CTGAAAGAACTTCAGAGGTTTTTCTATGGAATAATAGAGTCCGTGGTAACTCCCTCTGGC
CACATAAGCTCGAACCAGACCCACCGCTATGACCAGCCACCCAGCCGTCATGACAACATT
GTAAATGACTAGGTAGGCCGTAGCCAGGGCCCCGGGTCCCTTCTTTTTCTTGGGGGCTAC
GTCGCCGTGGGCCGCCTTGCTGGTTCCCTGAGCAGCTGCCGACATGACTCCAACCGTGAA
CGGGCTTTGGTCCCTAACGACTGACAGGTCCGCCGACCCCGGAAGCAGAAGGTGTCACAT
CAGGAAGTGTCGTGGAAAACAACAGGTCCCCCGGCCATAAGGCCCGGGTTAAAGGGCGAT
CA
>CL6606Contig1
CCAGAGGGTTAACAAAACAAGAGCTCTTCAAGAGTTTGATGTGAATTCTGCCGCCTCGAG
CTGTCCACTTTGANTGAGTTGCTGGGCAAACCACCAGAGGGGGCCCTAAGAATCTGAGGA
AATGATGTACAGTACAAAAAAAATCAGCTCTTACAACAGATTGGTGTCATTTTTTTCTAG
CCTACAATTCTGATAATATTTCTTTTGTATGTTTTGTGCTTTTGTACCATCTTTATAAAA
GTATCAGTAAGTGTTAAAAGGTATTTATTTCTAAAATAATAGCTAAGGATAAAGTTAGGA
TGCCTTAAAAAGAAAGGATCAGCTGTGATTTTATTTGAATGTTGATAACAGTTAATCTGA
AGAGCTCCTTAAAGCGCACAATATCAGTTTATGCACTAGAAATGACAGCAATGAAGTTAG
ATAGTACTGCAATGTCATCAAAAATAGTAACACCTGAATGCATAGGAGATTTCCTTTCCA
TATTTTTGGCGGTAGTTTATTGCACCGATGAAGATTAGCTGAAAAACACCATTGCCTCCT
CATTACCTTGGATAACGATACTTGTGTAGGGTCTCGGGATCAGTATTACTATACGAGATA
AAGTTGGATTCCCCAGAGGCTGCTCTTTTGAGCCCGTAATCAAAACATTCCAGCGTTTTA
AAAGTGCCCTCCTCACATGCTCAGAAAAAAAGGGATGATCACATTTATTATGAATGGAGC
AGATCTAGGAAAAAAAAAA



>CL6607Contig1
CTTTATTACTACACAAAAGCCAACCGCACCCGCGGGTGCACGAGATGAATCAAACAAAAT
CGGTGAAGTCATCCACAGTGGACACCAGTCTTTTCCTTTGGCCGGATGCTTCCGGGTTGG
GAGTGGGCGTGTTCTGCTGAAATGACTTGTTCTGCTGAGCGTGGCCTTGCGTAAGCGAGA
TTCCAGGAGTGGAACGAGACTGGATGTCCTCCTGAGCTCTGGTTCTGATCCTCTTTATAT
GCCGTAGCCTGGCCAGCCACTTGGAGGCATATGCGTCTGAAGGGTTGGCTCTGTACTGAT
GAACCAAGGACGCCATATTTGCATGCAGCGCCATCTGCCTCACGAGGAGGGGAAGGTTGC
GGTCGGAAACTATCTTTGCCACTGTTGTGTCAACCAAACCTTCCAGGTCTTTGCGGCACT
GCAAAGTGACCAGGTTACAATCGTAGTCCAGAGGTTTGATGATGACTTCCACAAAGTTAA
ACTGCCCCTTGATGGTTCCCAGCTTGTACTCCTCCCCAGAGTCGTTGTACACCACCATGA
CAAAGTCGTTGCCAATGTGGCGCTTCTTGTTGCAGCAGCCTCTGTCGCTCTCTCGGTTCG
>CL6608Contig1
TATGGCCGGGGGCGATATCTGCTATCAATTCTCCGAGCTTTGGTGGTTGTTCTGCCGCGG
CTCTCGCGCTGTTCGCCTGATTTAACTAAAGTGGTGCGCGTCCACATCGTGCGTGATTCA
AAGGAATGTCAGCCGCAGGAACGCTACTGTGTGAAGCGGACAGGAGACGCGGCGTCATGG
CCCAGCCAAAAACCCTCGAAGCATACGTGGGATTTGCAAACCTTCCCAACCAGGTGTACC
GCAAATCGGTCAAGAGGGGGTTTGAGTTCACCCTGATGGTTGTTGGAGAATCTGGGCTCG
GCAAATCCACGTTGATCAACTCCCTCTTTCTGACAGACCTGTATTCCCCTGAATATCCGG
GTCCATCCCATCGGATCAAGCAGACTGTGCAGGTGGAACAGTCAAAGGTTCTCATAAAGG
AAGGAGGGGTGCAGCTTCTGCTCACTATTGTGGACACCCCCGGCTTTGGTGATGCTGTGG
ACAACAGTGGCTGCTGGAAGTCGGTGACGGACTATATTGACAGCAAGTTTGAAGACTTCC
TCAACGCAGAGTCGCGGGTCAACAGGCGGCAGATGCCCGACAGCAGAGTACACTGCTGCC
TGTACTTTATTGCTCCGTCCGGACATGGACTGAAGCCGCTCGACACAGAGTTTATGAAGT
ACTTACACGAGAAAGTGAACATCATTCCTCTCATCGCCAAAGCTGACACACTGACTCCTG
AGGAGTGCCAGCAGTTCAAGAGACAGATAATGAAGGAAATCCAGGAAAATGAAATCAAAA
TATATGAATTCCCAGAGACGGAGGATGAGGAAGAGATGAAGATGGTCAAAAAAATAAAGG
ACCGTTTACCCTTGGCTGTGGTGGGCAGCAACACAATTATCGAGGTTGATGGGAAACGAG
TTCGTGGGAGG
>CL6609Contig1
CTTTGCAGTCACCTCCTCCCCATCGTCATCCTCATTCCCTGCTTCTGCAGCACGAGCCTC
TCCTGGTTTGGTCTCACCCCCGAGACCCCCCAGCACTCTGTATGCATCGGCATGAACAGC
ATCCACCCTCACAGCATAGATCTTTGTACTGGCATCTAAAGTGCCAGCAGCCACCTTAAA
GTTAGTGAGCTCAGAATCCTTCTGCTTTAAAATATCCGCCATGTAATCAATCAAATGCAG
ACCAAAAGCATTTTTGGTGGTGATTTTATTCTCAGTAGAAAGTTTTATGCAGGTTGAATA
GTGCTCTGAAATTTGAGCATTTGAAAGCTTCGGTACAGCAGCAGGAGTCCCGAAAGCACT
GTGAGATGCAGTCTCAGTGAAGGAAGAATCTGTGGCGGATTGAAGGTCAATGACCCTTGA
CCTCCTGCGCTGGCGCCGCTCCTGCTCATCGTCGTTGCCTGGAAAGGCTGACAGCAGCGG
GGTGCTGCAGGCCGCAGGAGACAGACCCTTGCCTTGCAGAGAAGATGACGGCCATCCTGG
ACGCACTCGGGATGCAGGTGTGGAGGCTGCACTCATCTTAGGTGATTCCACCAACTCGTG
TAAAAATATCGCTGTCCCGGTGCGGAGCTTTAATGGTAGATTTTTCGTTAATGGAAACAA
AGCCAGACGCAGCCTTCTTTCCTGCTCTCCCCGGCCATAA
>CL6610Contig1
TGCTTGGTGCACCAGTCCAGGAGTGTTCCCGGCGTTCCGATGACGATCTGCTCCTGCAGC
TTGACGCCTCGCTCCACCCTGTTCCCTCTGATGGCGTAAGCCACTTTCACATCCAGGCAG
AATTGCCCCATTTGCTCGATGACCTGACCGATCTGCAGAGCCAGCTCGTACGTTGGAGCG
ACGCAGAGGCACTGGGTCCATTTGTTGCTTGGATCGACGTGGCTCAGCATGGCCAGAGAG
AAGGCTGCTGTTTTACCCGTACCCGACTGAGACTGAGCGATCAGATTCTGAGGCGGGTGT
GCCAGCAACATGGGCAACGCGGTCTCCTGGATCCTCGACGGTCTGTTGAATCCCATCGTA
TAGACCCCCTTCAACAGCTCCGGTTTTAGTCTCAACTCTTCAAAACTCTTCACGGAGGAC
AGAGGAGAGTTGGGGTCCGACTGAAGAACCTCCACCTGATCGTTGCAGTTCACCACAACG
CGGCGGAGCAGCTTCTGCAGCAGTGACTGTTCCGCCGGGTCCACTTTGTCTCCTTCTTCC
CATCTGTAGCCCTCCTCGGGGTCCAAGTTTCCATTAACGTCTCCTTGAACGCTAATCGTG
TCACGACCTGAAGCGGTTGCTTCAGAAGAGTCCAACTGCCGAGTGGGAAAACTCGCGTTT
TNCTTGTGCGCGGATAGACAAAGACCACGGATCACGGGACATTTTCCGGCAGAAATTTCC
TCCTTTCAGGCTATCCGAGCAAAGAGAATGCGCCACCTGCTCGTCCGAACCAATTTCACC
TTCCCCGGCCATAAGGCCCGGGTTA
>CL6611Contig1
TATGGCCGGGGGAGCCAACAACTGAGCTAAGGACGAATAAAGGAGACGTTTCTGTCACGT
TTCGTAATAACACGCTCATTTAATCATCGCGCTGGTGGGCGTCAGTTTGTGACATGGCCA
ACCTTTTGAGGGGGGAGGTGTTCAGGCTGTACAAAAATCTCCTCTATCTGGGCCGAGAAT
ACCCCAAAGGCGCCGCTTATTTCCGAGAGCGCCTCAAGTCGGCCTTCATGAAGAACAAAG
ACGAGACGGATCCGGAGAAAATCAAGGCTCTGGTGGCCAAAGGAGACTTTGTCATCCATG
AGCTGCAGGCTCTCTACTACCTGAGGAAATATCGAGCCATGAAGAAGAGATACTACGAGG
AATAGAGGACCCACTTCTGTCTGTGAGCCTGAACCAACAACACAAACACCAAAGTCTGAT



TCTTTGAGTGAAATGAATGTTGGTGAGTCGTTGGTTCTGTTCAGGACTCTAAATCTGTAT
TTGAGCTCAAAATTGCTTTTTATGCTCCGATCGGGAATAAAATAAGGAGAATAAAACACT
GTCATGTATAAGGAAGGGTCACATCAGAATGTTACAGAGACTTCATTGTAAATAAATGTC
TGTTTTCTGTAAATATGATGGATTTGCTTGATGAATGAATGTACTCAGTTACATGTGTGA
TGCCAAAATAAACGTTTCATT
>CL6612Contig1
ACCCGGGCATTATGGCCGGGAATTGGAATTTCAAATAGAAGAGTGAACCATTACATATGT
GTATAGAGCATGTGCCTTATGGAAGTCAAAAGTGCTGAATTCTAGGTGTGTTCATGAATT
TTTTTTTAAACCACCTACTGCTATGCTGCAACTGTTTGCTTCTATTACAACTTTGTTTTT
GATATTTCTTTCTCAATTCCCACCTGCAGCTCACCTATATGTTTTAATATGTCCCCATAC
ATCATGCATGTGAAAAATGTCTTGCCTTAACAAATGCAGCTTTTTTTTGGGTGAAATTAG
ATATATGCTTCAGTGAAGCAACTCTTCTTTATTTTACTGATGTGCCAAAAAACACACCTC
TTTCTATTTTGATACTGGAGCAGGTCACACCCAAAGTAGACGGTGTGCTTTAGTCTCAGC
TTGAGTTTTTACCGTTTTATTTTTTCTGGAGCCTCTCTGCTTGGCTTTGAGAAGTCTGAG
CCGGGCTGAGAAATCACCACATTGACTGTTCTTGGTGTCATTACTATCTCTGCATGTACG
TTTTTCTTTTTTTTCTTTTCTTATGTGGGGCACGACTCGCCTGTCAAAGCTTGTATGAGG
TTTAAACTGGGACTAAGAGAAAAAGAAATATTCACTACCCTTTATCTTGTTACTAAAGTG
TCTTTTGTGGCCGACTGCCAAATTTAAAATCACGTTTTTTCTGTAATTTTGCCAGTGACA
CTAACTGATACTAATGTGACATTTAAATATTGCAAGATTTCAATAAAACATTGTTGTTCA
CAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL6613Contig1
GAATGTTATAACATTTATTTTCTTCTNGTGGCCTGACACATTGTATGAGAATGAGCATCA
GGTTGCATGGGGCTGCACCCACTTGTATGTCCCCTCATACTGGAATCCTACTCTCCTCAT
AAGGTTGTCTGATTCATTTGGGCCACGGCTTCCATATTTGTAAGGAATGGGGCTTCTCTT
TTCTTTCTCTATTTGGTGAAGGAGTGGGGTGAAGATCCTCCAGGCCTCCTGTAACTCATC
ACTTCGAACAAAGTGCATCTGATTTCCACAAATGACGTCCAGGATTAGTCTTTCATAGGC
ATCAGGGAGTTTTACATCCTTGTATCTGCTCTTATAAGTGAGATCCAGCTCAGTTTCTTC
TGGACTGAAAAACACTCCAGGCCTTTTCGTCATCATCTTCAGGTATATGGCTTCATTGGG
TTGAACCCGTACCACTAACTCGTTCCTCTGACATCTTCCATTGAAGATGTCTCCAGGCAC
GTCTGTGAATTGCAGACGAACCTCTGCTTTTTGCTCATTTAGAGCTTTACCGCAGCGCAG
AATAAATGGAACCCCATCCCATCTTTCATTCTGGACATTGAGCACTGCTGTGGCAAAAGT
TGGTGTGCAGGAGGTTTTTGGTACGGTGGGATCATCAAGGTAACCCAGCTTTGAGTTGCC
TTCGCCATCAGGATCTCCAACATACTGGCCAAGCACCACATTGGACATTGCAACAGGAGC
AATGCACTTTAACACCTTCACCTTCTCATCCCTCACATCATCTGG
>CL6614Contig1
CCCCTTTGTNCACCAAANACAGAAATATAAAAAAACTATTTTCAATGCCACCGTCTACTC
TGACCTTATTTACACTAATGGAAGTAAAACTGAAACATCAGGAGTTTATGGAACAAACGT
CAGTTTCCAAGACGCACACACACACACACACACAGAGTCAACACAACTGTGACACAGGTA
AACATATGCTGACACAGGAGGTGAAGGACACTGACCCACAGTCCGTATCAGCAAAGTCCA
CATGAAGGTTTCCAACATCTTTCTCCTGATCCGCTCACATGTCCTTCCTGACAGCCGGGC
TGGGGACCGGCACAGGGAGACCCAGACCCGGGGCCCCCTGTGGCCACATGGTTAGGCAGT
AGCGTGAAGGATCTCTACACTGGAGGAAGCTCATCGCCCCCCAGGAACAAAGCCTGTTTT
CCTGAGCTAGTCCTACACACGGCCAGATGACAGACTTTCCCATCACCCATCTGTGTGGTG
TCTCTGCTGAATCCCTTTAGGAGTCATGGTGAGGGTGGGGTACACCCTGAACAGGTTACC
CCCCAGGTGCAATTCAGAGACACCAATGAACAGACGCAGCCTGTTTTTGGACTGTGGGGG
GAAGCAGGTGAAAAGAAAGACCAAGCATGTCACTTTGAACGCCATCAAGCGCATGTTCAA
AATGACTGATCGTCCTCCCCCTACTGAGAAAAACCACGGCTCANCTGACATGTGGGCGGG
ACTAACCACA
>CL6615Contig1
ATCTTTATTTATGAGTAAATGACCAAATTGCCATGACTTCATCACCTCTTTAAATCCCAT
TTTATATAATATTCTCTCTTTATTTCCCTTAAAAAAATAATAAAACGATTTACAGAGGAT
TACTTTATCTCTTTCTCTGAATGAAGGCAGATATATTTATACAGGTGCTGTACAATTTAT
AGACATTTACAACTATGATGATGCCAAAAAACTATTTCTTTTTTCTGTAGAACAATGTCA
GAGCAACGCAAGGCCACAGTGTCATACACAACAATGACATGAACAGTGATGGTACAGTCA
CCGGTCCCTTTGATTCATCCTGAAGCAGGCAGGCTGATCAAGGTTCGGCTGCGAGTGTTG
GAAGTCCACAGAGGAACACAGAAATGCTACATTTGGTCTTCAGAACCGCCCCACTATTGC
TTTTAATGTAAGAACTTCAAATCCCAGAATAATGAGCATCGCTTGACTTTTATTTTTCTA
GAAGATCCGGCGTTGTGTTCTCAGCTAATATCAGGCAGTAAACAAAAATCGTGACCAAAA
TGAGGCCAAATTGCAATAAATTCAAATTTGCCGCCTACATTCAGGATTAAAATATGTCTT
AGATGTTTACACGAATAGAAAGGCAGAGTAGTGTTTTTTATTTGAATCAATCAGGCTCCA
TTATGTAAAGGCTAGTTAAATACGCCCAAAAT
>CL6616Contig1
GGAATTCGGCACGAGGCCGCTGCTCCGATGTAGGAGGGATCGGCTCTTTTGAGCTGTTTT
TCTTTTTATTTCTTTAAAATCTGATCTGTGTGGCGCTTTTGGAAGAAGTTTCGTTCGTAA



GGGAGGTGCGCGGTGGCTGCTGGACCATGAGCAACAGCCACCCCCTGCGGCCGCTGGCCT
CCGTGTCGGAGATCGACCACATCCACCTGCTGTCGGAGCAGCTGGGCGCGCTGGTGCTCG
GGGAGGAGTACAGTGACGTCACCTTCATCGTGGAGGGGAAGCGCTTCCCGGCGCACCGGG
TCATCCTGGCGGCGCGCTGCCACTACTTCAGGGCCCTGCTGTTCGGTGGGATGAAGGAGT
CCCAGCCCCAGGCCGAGGTGCGTTTGGAGGAGACCCGAGCTGAAGCCTTCTCCATGCTGC
TGAACTACCTGTACACGGGCCGGGCCAGCCTCAGCTCTGCCCGGGAAGAGGTTCTGCTGG
ACTTCCTGGGTCTGGCTCACCGGTACGGCCTCCAACCTCTGGAAGACTCCACCTCCGACT
TCCTGCGGACCATCCTGCACATCAACAACGTCTGCCTGGTGTTCGACGTGGCCTGCCTGT
ACTGTCTGAGCGCGCTCAGTGCAGCCTGCTGCGCTTACATGGACAGACACGCCCCTGANG
TGCTGAACTCAGACGGGTTCCTGACGCT
>CL6617Contig1
ANNAACCCCAGNGGTGNAGGGGGAAAAAAAAAAAAAGTTTACACGAGACATGTTTGTGCA
GAAAAACGAGGGAGAAAGAGGCTGCACACGTTGTCCTTTGAAGTTTCCATCCTGCGCTGT
TCCTGGCAACATGTCCCAGAGGTCAGGAGGAGTTGTTCTAAAATATATGCCATGAAAGTC
TAAACAAAAATCCCTTCGGTCTGTGAAGAGGAATAACAAATGTGGTGGGAGGAGCCATTT
CCGATCTTCATCAGTTTGCCGGTTGGTCGCGTCTCAGCGCGGCCGTGTCCCCACATCCGC
TGTCCTCGCTTGGGCCTCGTGGTTCCGTCCGAAATGAAGAGTGAAACGTTTCCCAGCGGG
CAGTTCGCTGAAGTCGAGCATACAGTCGGATGGGTTTGACCTTGGCTGACCCCGGTTTCA
GGCCCCCGCCCCCCGCTGCAGCTGCTCTACGGCTCAGTCATGTGCTCCCGCATGGGGTCG
CCGTGTTTGGAGAGTTGGTTGGGGGAGGTGGCCTGTGAAGGATGGGTGCCAGGGGGCAAA
GTGTGACCGATGGGCACTCCCCCGGGCACCAACCCTTCCATCGGTCCGGGAACCCCGCCT
GGGGCCACACCCATCACGCCAGGGGGGAATCTGGTAGATCATTAGGTATATAATTTGTCC
TGCATTCCCCCCGTTGCTATGGCCTGTACCATGGTTTGGTTCACTCGGCTGTAGGCGGCC
CCGTTGATTTCAGGGTGAACCTGAGGCTGCTGCTGGTCCATCATCCCCCAGGTTGCTGTG
GTAACAAAGAACTCTTTGTTTACACA
>CL6618Contig1
TTTTTTTTTTCTCNTCCGTCGCTGGGACTCCTCATCCTGAGAGGGAGCGTTGAGTTCAGC
AGCATATTCCCGCATCAGTCCATCAATGGCACCTTTGACAACCTCGTCTTTCTTCTTAGT
CTCCTCATCCAGGACATCATCATCCCCTTCATCCTCCGGTGCTTTATTCCCATTTGCAGT
TTTCTTCTTGGCTTTCCACTCATCCAACTGGGCTTTAGTCTTTGCATCCACCTTCACTAA
CAGGTTTTTGTCGCCTATCTGTAGATCGTGAAGCAGCCGTAAGGCTCGTAATGTAGATTC
TGGCTCCTTGTATTCACAGAAACCAAACGCTTGGAGTTTCCCAGAAGCACCCTGGACTCG
TTTCCAGCTCAAAACAATACCACATTTCGCCAGTAACTGTCTAATGAGCATATCTGAAGC
TTTCTCTGATATATTCCCTACAAAAACTGTAGTGGTGGGACCACTGTTCTCATCATCTTT
GGCCCGCAGAGCAGAAAGATCCCTCTTTGGAACCGGAGGTTTACTGACAACTGGAACGGA
TGACATCATTACTGCAGAAGCAGGTGCCATGATGCCCATATGAACCGGAATCATTGGAGT
TCCTGCGGGGAAGCCGGCATACTGAGGGGGGAGACCAGGAGGGGGCAACAGCGACCGGTT
TAAATGAGGAGGGAAGGACATTCCGAGAGTGAATGTGACCCTTAATTAGGTCGTGTGAAA
ATTAGTAAAAACCAACAGTAAAATTGGTAATATCTTTGAAGGGAAAAATCGTTTACGTCT
CTAATGGCACTAAACTAGCCCACGAGCTAGCTGAGAGCGTTATCCCCGGCCATAATGCCC
GGGTTTANCGGCAATG
>CL6619Contig1
ATTTTTCTGTCCAGACGGCTGCAGATAAGTACAAAAACAAAGTGGGAGCAGAAGAGCTTG
GGGTCTGCCGCTGCGCCTCAGCCCTCGTCTGGAGCGCAGGAGCCGCTGGCGCGATCCCGC
AGAGGTCTTCTCCACTTTGTCTTCTTCTTCCCATTGTTATAAAAAAAGTGGGGGGAGGAG
GAGGGCTGAGCTACGAAGGGAGAGACAGAAAACAACCCCGAACAACTGAGAGCAAGTTCA
GCGTCAGCGTGTGCGCACTTTACGCACGGGCAGAAATCTGACATGCGGGACCGCGGCTGA
TTCCTGTCCTTTTGTTGGCTTCCTCCCTTCAGAAGTCACTGTCATAATGTCTCGTGCAAG
AAATCTTTAATAAAAGCCGACGCAGCATCATGGGGGCCAAACAGAGCAGCCAGGTGTTTG
ACGGCAGGACTCGGGCTTACTCCAGCTCAGACCTCCCGTCTGGGAACTCCGGTGGACGGG
AAAGGATTTCGGGATTGAGGTACACCAACGGACCCGACGGACCCCGAATCCGATACACAG
CTGGAGGCCCGAACAGCTCCGGGCTGAGTATCCCGGCCGGCGGCAGGTCAGGGTCACACA
ATCAGAGCCTGGATGGCACAGATGAGGTGGAAGGCCAGCTGCCCCCCGACAGCCACAGGT
TACTCATAGGCTCTCTGCCGGCACAACTATCGCCTCGCCTGCT
>CL6620Contig1
GCTTGTCCCGTCATAGGAGCCGTTAGCTGCCCGCTGCTCTAAAACAAGTCAGACAATTCC
GTCTTAAAGCCTTCTTCAGGTGGAACTCGTACTTTGGATTTAAGGATATGGATGAGGACG
TGCTTACTACTTTGAAACTGTTGATAATTGGCGAAAGTGGAGTTGGGAAATCCAGCCTCC
TCTTGAGATTCACAGAGGACACCTTTGATCCAGAGCAGTCTGCAACAATAGGTGTTGATT
TCAAAGTAAAGACCCTCGCAATCGAAGGAAACAAAGCCAAACTTGCCATTTGGGATACTG
CTGGACAGGAACGGTTTCGCACCCTGACACCCAGCTACTACCGTGGTGCACAGGGTGTCA
TACTTGTATATGATGTTTCTAGGCGCGATTCATTTACCAAGCTTGAAAACTGGCTGAATG
AGTTGGAAACCTACACAACACGCAACGACATCGTAAAAATGCTGGTTGGAAACAAAATTG
ATAAGGATGATCGGGAGGTGGACAGAAATGAAGGGCTGAAATTTGCCAGGAAACACTCGA



TGCTTTTTATCGAGGCCAGCGCAAAGACCAAAGACGGGGTCCAGTGTGCTTTTGAGGAGC
TAGTGGAGAAGATCCTCCAGACTCCGGGGCTCTGGGAGAGCGAAGGCCCGGGTCACAGGG
TCCAGCTGGGAAGCCCGGATCAGGCCGGCGGCAGAGCGTGCGGAGGATACTGCTCTATAC
CCTGAAACTGGACAAAAAAANCACCCCGAA
>CL6621Contig1
TAATGGTTCAGTTCCAACATGAGCCTAAACGGCTCTAAAAGGATAATCATTTAAAAAAAG
GATATAAACAAAGTGAGATTTGTAAAACTGCTACAAGCTCCAGCGTTTACATTTCTACCC
TTCGATCAACGTGAATCTGCGTATTCTGCTTTGCTCTGATATGTAAGAATTCTACACATA
TCGGGGAAAAGCCACTTTGGATCGTTCCTGTTTTGAGGGGACGTAAACTTCCGGTTCCGG
ACTTCCGGTTCTGGCTAGTGATGTCTTGCCGCCATGTTGTCCACAACCAGGTCCTCTTGG
CTTTATTGGGAAGAACCTGATGGCGGTCATCAGAACTGACACCCCGTCACAATGAACACT
TATGAATTTACGGGATTTGAACTCTGAACTGCATCAAGCAAAGTTCTGATAACAGCATGG
TTTTACAGAACTGATTCAGTAGAATTTGACTGAAATGTTTCAAAACCACAGCTAAGGCTT
TAAGGCACGTATGTATCCTGCAGCACGTCACTTAACCTCAAGTTTTACTTTGATGTTCAT
CGCTGCCAGTTCAGCTACAAAGTAGCGGAAGACGTAAGGAACAGACACGGCGTTGATGGA
GTCACTTTTGCCACAAAGCGTGCAGAGGGTCTTTCGGTGGCGCATGGCTGACCAGCAGGG
CGGAGGCTTCTCCAGCAGCGGGGACAGGAGGCTGCCGCAGTCCACGCACATCTGAGCCTC
TGAGCGGTCGGAGCAGTTGAAAAGACGATCGTGAAGGAGGAAGGAGGAGCCATGGGCCAG
CAGGGCGTCACGCTCCATCTCTCCAAAGCGGATGCCTCCCTGAATGTTCCTTCCTCCAAC
GGGCTGGTTGGTGACCTTGTCCCGCGCTCCGGTGGTCCTGACTTGAAATTTGTCAGAGAC
CATGTGACGCAGCCGCTGGTAGTAGACCACACCGATGAAGATGTCTGCCTCCAGCTCCCG
ACCGCTCACTCCACTGTAGAGCCGCTCTGTCCCGTAGTAGTTGCACCCCCCCGCCCGGAG
CAATTCCCCAAAGTGATCCAGCGCAGAGTTCTCCTCAGAGAAGGTGAAGGGTGTGGCGTC
GTGGCTCCGACCATGAAGGGCGGCAGACTTGCCCGCCATGCTCTCGATCAGCATCCCGAT
GGTCATTCGAGACGGGAAGCCGTGGGGGTTGAACAAGATGTCGGGGGTCATGCCGCCCGG
CCATAATGNCCGGGTTAACGCGCGCTCA
>CL6622Contig1
CACGAGGGTCAAATGTTTTATTGAGTGTAGACATCTGGCCTACTGTAAAACACATATTAT
CTGCAGAACAGAGAGAGGAGCAGGTGGCATTGTTCCCACTGTCAGCTGTGTCACTGCTGG
CACCTGTGATGGAGATTAATGAAGTATCTAGAGAGTAATACGCTTCTTCAAATGTTGCTG
CGGTTCTGGAGTGGGGGGGCCAGTCCTGGGCTTAAATAGCTTGCTGTCAGAACCATACGG
AACCAGTGCTTTGGCACCAGAGGGATGAGAACTGACAGGTGGGCAACCAAAAAGGTGGAA
AGTGGAGAGGTGTCTCAGCTCTTCCCCCCAAAAGGAAGAAAGATGCAAATAAATAAAGAC
AGAATAAATCAAACTGTCACTTCTTTTTTGGTGCATTTGGTGCATTAAATTTAAAAAAGA
TGATGTCTCCGTCTTCAACGATGTAATTTCTTCCCTGTTGTCTGTATTTCCCAGCCGCCT
TGACAGCGCTCTCGCTGCCTTCCTCTTTAAAATCCTGGAATTTCATTACTTCAGCCATAA
TGAAGCCCTTCTCAAAGTCGGTGTGGATCTTCCCTGCAGCCTGCGGAGCCTTAGTTCCTT
TCCGTATGGTCCACGCACGGACCTCATCTGGCCCGGTGGTGAAGAAGTACTCCAGCTGCA
GGGCGGCGTAGCCCGTCTTGATGATTTTGTTGAGTGCGCTCTGCGTCTTCTGCTCCGTGC
AGTACTTGTGTCTCTCCTCTTCACTCATGTCCTGTAGCTTGCTCTCCAGGTTTCCACTAA
AGGGGATGACCAAGGCTCCGGGATCGTGGCTGTCCNCCACTCCTTA
>CL6623Contig1
AACCCGGGCATTATGGCCGGGGCCACTTTTCAAACGGGGACACTCCGTACGTGCCGGAGA
GCAGCCAGAGGAAAATTGTGCATGTCGTTCTCTGGATCGCTGGGATGCCTCTGGAGGTCA
GATGGCCATTCCCTCAGCCCCCTCCCCTGGCTTGGAGGATCTCTGGCTCGCTGGTCATGG
GCATGGTCGGCTCCTATTCCTACTTTTGGACCAAGTACATGAACTATTTGACCGTCCATA
ACCGGGACGTGTTGTTGAACCTGATTGATCACAGGCCCCCCAACACGCCACTCATCACTC
TAGCCAATCATCAGTCCTGCATGGATGACCCACACATCTGGGGAGTGCTGAAGCTCCGAC
AGCTGTGGAACTATAACAAGATGCGGTGGACTCCAACAGCTTCAGACATCTGCTTCACCA
AAGAGCTGCACTCCAGGTTCTTCAGCCGAGGCAAGTGCGTCCCCGTCTGCAGAGGTGATG
GGGTTTACCAGAAGGGTATGGATTTCATTCTGGACAAACTGAACAGAGGTGAATGGGTGC
ACATTTTCCCAGAAGGTAAAGTCAACATGACGGAGGAATTCATTCGTCTGAAGTGGGGCG
TGGGTCGACTCATCGCTGAATGTTCTCTCAATCCGGTTATTCTGCCGCTTTGGCATGTTG
GTTTGAGTGATGTTCTACCGAACGTGACGCCCTACATTCCCCGGACTGGAAAGAGAATCA
CAGTCTTGGTTGGGAGACCGTTCAGCCTTAAGGAGCTGGTGGAATCCCTTCGAGCTGAAA
>CL6624Contig1
CGTTAAACCCGGCCATTATGGCCGGGGCTAGTGTGAACCACTGAGAGTTGGAACTGCATG
AGCTGCCTTGAAAGGAAGCAGGACAAATATTTGTACTTATGATGGCAGAACACGGTGAGC
CTTGCAGTGGGCAGGAGGCCAGTTTCTGCATGAATGGGGCAACGTGCTACAAATTATCCT
CTATGGATTCACTCTCATGCGTGTGTAATGTAAATTACAAAGGCAGCAGATGTGAACATT
ATCAGCTACTCACCCATTCTCCAACTGCAGAAAACGCAGGTTTAGTTGCAGCGTTGGTCA
TTCTTGTCATACTCATCTTAGTGGCGCTGGCGTTCATTATCTTCAAAGTATACAAGTTGG
TGAAAGCAAAGAACTCCAGTGATTCCAGGCCTCAGCAAAAATATTGGGGAGTCAAACCCA
GTGTTTGAACTTCTCTCACATTTTTTGGACTCCTTGTATGTTTATGTGTGCGAGAAAGCA



AGAGAAAGGAATGTGTGACTCATTATGAAGCTAATATTACCAGTGAGTGTCAAGTTCTTT
TTGAGCCCCAGTTAAAATGTGATATTATGAAGAGCAATAAAATGTCTTTTACATTTTACT
CTTAATAAGCTGTAAAAAAAAGAACAGTACTTTTTGTGTACAATGAGATGCCGACAGATC
ATCGTATCCAATTATCATCATAAAGTTTTTAACCTTCTTAATCCACTGCTTATTTAAACT
TTTACAGCATCTTGGCTGCTGTCT
>CL6625Contig1
AATATGCACTTCATGGGACACGTGGGGATGAAGCCTCACAAGTGTGAATACTGCAGCAAG
GCGTTCAGCGACCCCAGCAACCTCCGGATGCACCTCAAAATCCACACAGGTCAGAAAAAC
TACAGGTGTACTGTTTGCGAAAAGCTGTTCACTCAGAAATCTCACGTGGCTTCACACATG
CTCATCCACACCGGAGCTGAAAAGCTCAAGTGTGACCTCTGCGACCGGGCCTTCATCAGG
AAACAAGACCTGAAGCAGCACATGTTCTCCCACACTCATGAACGGCAGATTCAGTGCCCC
AAGTGCAACAAAAACTTCCTCAAAACCAATCACTTGAAGAAGCACATGAACTCCCACGAA
GGCCGCAGGGACTTCGTCTGCGAGAAATGCCACAAAGCTTTCCTCACCAAATATCACCTC
ACGCGTCACCTCAAGATCTGCAAGGGCCCCAAAGCGGAGAAAACGCCTCGAGAGGGGAAA
GATCCGGTGGAAGAGGAGCCGGAAAAGGACTGCAGAGCGGCGAGAAAAGCAGCAGAGAGA
CTGATGGACGCGGCCAGCGATGAAGACTGTGGTTTAGACGTTGGAGGATACAGCTCTGAA
AAGTCTCTGTCACCACCTCATTGAAGAATACCTGATGGGATGTTGTATTTATTACTATAC
CACTCTATACCTCTTATAGTTGCCAAAATATTCCTTCTGCACATTACTACTACATTATCT
TACAAACATAATGGCTACATTAAACATTTTTTTACCACATCTTTGCTGCTATAGTAATTC
TTGTATTGGGAAAACGCGTTTTTAATGTTTTTATGTATTTGTTTAAAACTCTCTTTTCAC
TGTAAACTCTGACTTTAGTTGAATGGAAATGTCAAATATGATGTCGACTTTTTTCTTATT
GATCTTGGTGACATCATAGATGT
>CL6626Contig1
ATGGATGTTTATTGTCGTGATGAAATTACAATGATTATAAAAAGAAAAAAAGGAAAACAT
ACACATTTACATATTGAACAAAATCCAATAAGTATAAAAAACACTTTCTACACAAATGGG
TTTCATCCGCATGCAGTTAAAACAGTTACAAGATCTCTACCTGGACTGTAGAATGAGTGT
TGTGTGAATGTGTGAAGACGTATTCTTCTTTTCTTTCTGGATTTAAAAAAAAAAAAAGTC
ACATTAATGNGCATCGTCTANCTGTCTAATAGCTTCAGGANGCTTTCTCTNTCCTTTAGN
GCTTTCCAGGCCTGATCTTTCTCCTTNTTTGTTGGAGNGCGTTTNTTNTGCCTGGCGGCC
ATGATCCTCCNAAATCCCTCCATCACCTNATTGTCTGCCACCCTCACTNTTTGCCTCAAC
TCCTGTTTGCNCATTTCCTCCTTTGCCAGCCGGAGCAGCTCCTGCTTCCTGGCTNTGTTG
GGGGCNCTTAAGGCTTTCAGCTCCGCTTGTCTNTTTTGCAGCTNTGCCAGGATTTCATCC
TCAAAGTCNCCTCCTTGTCCAGGNCGCTCGTCCAAAT
>CL6627Contig1
ATACCAGTTTTATTCATTTATAACATGCATACATCCTTTTGCAGGCTCACAATAATTAAC
CAACATAATAGTAATTAACAGTAACAAAAAAATGATTACATCTTTTTTTCCTTGGCTACT
TTTGATTTAGTGTAAGCAATGCAGGAATGAACAGTAATACAGCAGGACATAGCACACTGC
CCTGCTCTGGTTCAGTCATCAAAGTCTGGGATGTCCTCATAGGAGTAGCCTGGGTATCCC
TTTGATGCATAGTAGGCGATCCGTAGGTGGTAAATTCCCGGCAGGAAGACGAGGATCCCA
ATGATGAGGACAGGAACTGTTCGGTCTGAGTATGTGACTCCAAAGTACCCAGCGAGGAGA
AGAGAGCCAATGACGATTAAGAGAGACCCGATCAAGAACAACACCGTGGCGAGGGCTATA
GCTTTGTACGGTACTTTGGGTGGACTCCTTTTAAACTGTAAATCAATGTAGCCGTCATCG
TCAGAAGCTAACCTGGAGTACTTCACTCTGCTGCCTGGAAAATCGTCGGACAGGATGTTT
CGAGCAGGCATGATACTGATGAGCTTCTCGAGCGCCAGCTAGCTAGCTGATAAGTTTGTC
AACAGTCCGAAACAGCACAGCTACAGACGCCTCGACGACAAATCAGCCATCTACAAATAT
CCCGCAAAAGATTTATCTTTTGAAATCTTGTTAGCTGTAAAGTTTCAAACAATTTAAAGC
AGCTACAGCTAGGTATACACGCAGATACATGCGAAGATTGCTCCCCGGCCATAATGCCCG
GGTTAACGCGCGATG
>CL6628Contig1
GTCTCGTCTTTATTGTTTCTCCATAAAACTACATTTACATTCAGGATGACGCCAACATAA
AGGGAGCAGGGTGCAGCGCTGGCGGGAGGACTGAGCGCGTGCATGAGGTCAGAGGACGTG
GTCACACCTGATGTCGGCCACACTGCATGCGGCCGCCTCCTTCCCTGTGTCGGTGTGGCT
GAAGGAGAACTGGGCGTGGCCTTTCTGCGGCGTGGACGGGTCCTCTGGAACAAACTCCAC
GATGTGCGGGTTCTCCTCGCTGCGGCGGACGCAGCCTTTGTTGATGACGTGCATGATGCA
TGAGAGAACGTCACCCGTGCTGCAGCTGAACCGGGCAGTGCCGGAAGACCCAGATGACTC
CTGCTTTTGACACGAGTCCAGAACTTTGAAGACCAGGTTGTCAATGTGCATCTCCTTCTC
CTGCTTGATGATGTGTACAATCAGGCAGTAGATGATGTTCCTCTTTCTCTCCAATGTGCT
GGCTGCTTCCTCGTCCACATTCAGGTATGTCTGCTTTGGCAGCAGCTGCACCTGAGCTGG
AATTCCCCCCTGGCTGAGGGAGGCCACCTGCTGGTTCAGTGTCAGCACACCCTGGCATGG
TTGGTCCGGCGTGCTGCAGGTCAGAGGACCTCCTTCACTGATGAGTGGCTGCAGAGCATG
GAGGAGAACCGCAGGAGAGAGAGCAGTCTGCTGCAGCAGAGACTCCACAGAAAGCTCTGG
GAGGTCATTGAACTGCAGCA
>CL6629Contig1
GCGGTGTGCTTATGAGGTCACCCAAGCAGTGAAATCCTGTGAGGTTATTGTAGGGTCTTC



TCACATTCTGACCCCCACCAGTCTTCTGGACGACATCAAGGCTCTGAGTAAAACCTCGAT
GGAAAGCTTTACAATAGAAGAAAGGAGCACTGCCTGAGGAATCTGTCCCCAACTTTCCAA
CTCATCCTCACATATTTAATCACTTAACACAGTGCTCAAAGACCTGAGTGAAATACTGAA
GGGAATTTACTTTTTTCTCATCTTTGCCTTTTCCTACTCCGTGCCCATTTATGTTTGTGG
ACATTGGCAGCACTTTCCTTTTTGATTTAGTCATTTCACTAAACAGATTTTCTTATAAGA
AGACAAACTTTAAGGAACTTGTTTATGAGGTCCACTGCTTCCCAATGAGATTTACTGGTA
AATTAAAACCTATTTGACTTAATTACCTGAAGTGCATTTTGAGTTTAAAAAAAGACTAAC
CTTTTTAAGTACATTTGCCTTAATCCTTTAATAATGATGCTTTTGAGGTTTTAGGCTGAA
TAACCTCTGAGAAATACTAATACGAAAATGTTGAAGGAAAATGAGCCCAACGTTGATGTA
TATACTGTACCTATGTTCTTTCTTCACTCTTTCACTTTCTGTTGAACAAAACTGTTTAGT
TTGAGTTTTGTAACTAAGTATTTGCTATTTTC
>CL6630Contig1
GCCCTGTTTGCCTTTGCAGCAGATGCTCCGCAATACAGCTTCACCTCCAAAATCCACACA
AATCACTCCTTCTATGATTTCCTACGATGGGTCTGATTTCACCACAGCAAGCATGAGTAG
AAAATGCTCTCCGGTGCGGCAGGACCTGGTTCAGAGTTCAGGGAAGGTGCTGAAATCAAT
ATTTGTGCCCAACGTTGGGTGGGCTTCCCAGCTGACGAGCGGAGAGGTGTGGGTGCAGTT
CAACGACGGCTCTCAGCTTGTGGTTCAGGCGGGAGTTTCCTGCATTACTTACACTTCTCC
GGATGGGAGGATCACCAGGTATAAAGAGAATGAAAAGCTACCAGAAAACGTCAAGGAAAA
GCTGCACTGTCTCTCGACTATTCTCGGACTGCTGGCAAACCCGTCCACACTGCATCAACA
CTCAGAGCATTAGAAACTTTTAAAAACTGGTGCTTTGTAAATATGCCTGCTTGTTTTTAC
ATGTACAGAAGATTAAGATTATGAAAAGATAGATTTTATTTTACTACCTGACTTTGTTGT
ATAGTGTCTAAAATAGCCCTATTTTTGTTTTTTAACGTCTCTATATTCATGTACTGTGTG
ACTGATGGCTGAAGCAATAAATGTGTGGAGGCTGTGTGGG
>CL6631Contig1
CGGCACGAGGGAGCAATCGAGACTCTNAAGGCAAGCTTGGAGGAGAAGTTCATGGCCAAC
AATCCCTCANAGGTGTCCTACGAACCAATCAGCAGCACTTTGCGAAGAAAACAAGAGGAG
GTGGCAGCAGTAACAATCCAAAGAGCTTATAGGAGACATCTCCNAAAGCGATCCGTCAAA
CTAGCATCCTGGAAGATCAAAGACAAAACTCAAAATGAGCTGTCACCTCAGGAGGAAGAT
GGACTTCTTTCCAAAGAAACTAGTCAGTATCTTGGAGGCCCTGAGATGGTTTCTGGCAAT
TTAGATCAAGATGGACGCATGCAGGTGAAACTTCAAACCAGGACACCCACGAGTCTCAAG
AAAGCTTCAAACCATTCAGAACACGGCTATCAGTGTTTGGACAAGAACTCCACTGCATCA
CTGCTGTCCTGAAGACCCTGAACTGGACAAGGGACAGAAGTGTCTTTAAACACTGAGAGT
CTTCTATCTATATACCAAGGCTGTGTCCCACCAAGGTGGGGTAGCCTAGACAGGGCACAC
AATTTTATCTCCCTCCTTCTCTTCCCCAAACCCTCCTCCTTCAGTGTGTGTGTGCGTGTG
TGTGTGTGTGTGTGTGTGAGACTGGTCTAAGGCCTGGTCTAAGCCACACCACACTGTACC
AGGGTCAGCTGCACACTCCAGTGTGGGCACCTCCACAGCAGGGCCTCAGCCAAGGCTGGT
TTCCCCTTGCCACTTCATCCCAAGACCAGACCTACGGACTGAGAGTCTTATGGGATATAA
ACCTACTGCTGTCCTTTATGTACGGGACAATGGCCGACAAAGTGCCCATTATGAGAAATG
AATGGACGACGGACAAGGCTTCGCGTCGCACAGTTGCTTTTGCAAAGTCTGGAAGGCCAT
TATCCCGCTTATACCATGGTCACT
>CL6632Contig1
CGGCACGAGGGTTGCTGGGTGTGTTCATTTTGACGACCTTTCTGCTGTTCACAGGTTGTC
ATTCACACAAGCCAGCATGTGGCAGAGTTTCATCCAAAAAGACAAATGGAGCTAAGGATT
CTTCTCCAGGAAGGTGGCCCTGGCAAGTCCTGTTGAAACAACACGGGTTCTTCTATTGTT
CAGGATCCCTGATCACCGACGAGTGGGTGCTTACCCATAGATACTGCTTGTATAACCTGG
ACAATACCACTGCTCACCTGGGAGTGGAAATACAGACNAAGAACAAAGATAGCTCTGATG
AAGATGAAATCTACGAGGAGACACGATCTATTGTCGATAGTGAGTGCCATCGTACACATG
GACAAGATTACTTCGACACCAGTGACCTTTGTCTCCTCAAGTTGTCTGAACCTGTTGAAC
TGGACGAGGACATACAGCCAGTCTGCTTGGCCTCGGCAAGCAGCACCTTATTCGATGGGA
CCACCAGCTGGTTTGCTGGTTTTACCCAATACGATGAAAATTATTCACCTACCATGCTAA
AGGAGATAGCGACGCCAATTGTGGGCACCAAGCGCTGTGCATGCAACTATGGTCACTACG
TTGGGTCGACAGAGAATTTAGTATGTGCTGGAGAAATGGAAGAATGTCCGTTGTATCAAA
GCATGGGGGGACCATTGGTGAACAAAAAAAGATGACTTCTGGGTCCCAGAGTGCAGCCAT
GGTATCTCCTGGTCACTGTGGAGATGCTCAGTTCCCAGGATTCTACACCCGTGTGTCTGA
GTACCAAGAATGGATAAGTGATGTCGTCAGGGGTGGCATGAGACCAGAGTTTGTTACCTT
CAAGTCACCGGACCTCGTCGATAAAGATGTGTTTTTCATTTGTCCCAGCTTACATGAAAG
TGTATTTGACAATGGTGAAACCCTCAGCAGCATCACTCACGTCTTCTCTCTGTCTCTTCT
GGTTTTGCTCCAGGTTTTTTTCAGCTTTGTTGGAATGTAAAGGTAGTTTCTTTACTCAAT
AATGGAGGTGTTTTAAAAAAGCTTTCTAAGTTCTTACCAGTATAATGTTCTACTTCCACT
TTACTCGCGAGAATTTCATTTCTTTTAAGTGATTCTGTAAATCGGCTGTGAATTGAAACT
GTCCACGTGGATGATGTGGGAACATATGGAGGAATATTCTTTGTAAACATTTAGGTTTGC
CTTCATAGATCATCACAATAGCTTTAGTTAAAACACATTTTTAATGTTGCCCTATTGCTA
AATTGTTGCGATTGGCTAAACTT
>CL6633Contig1



GGTTTATGTACCCTTTATTTTGTTATACTTAACATAATAAAAAAAAAATACAAGTTTTGC
CACATAATGCATGTTTTTCTAACATGTAAGAGATAAAAATGTTGGAAATGAAAGGATTTT
TCAATAACTCGGAACATCATACTGACAGAACAAGCTGCTTATTCTGAAAGGAAAAAATCT
AATTTCAAGCAGTAGTTTCTGCTTATTTCTTTCTAAAATTTGGATGATTTATTGAAGAAA
ATAGTACGGTAATAATGGGGAGTGCTAGAAGCGATTTCATTCAGCATGCATTTCTGGAAG
GATTTGTGTCCAACTCACTTTTCAATACAGAATTTTTCTCTGCTGTCCTTGAAAAAGAGA
TGGGTAATATCCAGAGTGCATGCAGAAATGAAGGATGTCAGGTCTCTGACACTCAAATTC
AGGTTACTTGTCTGCTGACTTGTCAGAAGAGCGCTCAAGAGTTTGGAAGATAGAGTGTTG
GGAGGCACCGTGAATGCCGCTGGAGGCTGTGAGGGAAGAGTTGGTGTCCAGGGATGAGAA
GGAAAGACCCTGTCTGCGCATCTCCTGAACCACCCTTTCACGCTCAAAGCGCTCAGTGGT
CACTTGTCTCTTGAGGACGTCCTTCTCTGTCTGGAGCTGAGACAGTCTGCCACGGAGCTG
GGACACCTCCGTTTTGTTGTCAGCCATGGTGACCATGTCACGAAGGACTTTCAGCTCAGA
CTCCCTCTCACTGGCAGCCAGGTGAGACTGGAACTCTTTCTGCCGGGTGGTGGAGATCAA
AGTTTCAAGGTTACGTACGGTCAGCCGCTCGCTGGCGAGTTGCTTCTTGAGTAGCTCCAC
CTCTGATCGCAAATCTGCCAGTTCTCCTGTTAACTTTTCCAGCTCCATGCTTTTGGCGGT
GAGTTGCCTTGCTGTTAACTCTTTTCCTGAGTCCAGTTTGACGCAAAGCTCCCTGACAGA
AGCCAGCCTC
>CL6634Contig1
TTGTAGTGTTACATGAAGTACACAGCAAACTCTCCTCAGACACAAAAACACTGAACATCT
CATCAGTCCATAGCCTTCCAATAACTGCTCCTTCTTCAGAACACTGTGGGAGAAGCTGGG
GTTACATTGCTTCCATTGCCCAGCGCTGCAGGTCCTCCATGTCATCCTCGTCTTCTTCTT
TCCTGGCAGGTCTGGAAGGTAATGAAGTTGAAGGCACGTTGGGGAGAGGGACATTCTCCG
GTCCTCCGATCTCTAGAAGGTTCTTGTCCAGCTCTTCCTGTTCCAGCTCGTCCAGCTCTG
CCAACAGCTCGTCCTCATCAAACTCCTCTCCAAAACCTACAGGTTTAGAGATGGCGTCCG
AGATCTCCTGAGCCAGCTCCTGTTGCTCCGTAATGTCCTGCATCAGGTCATCGACCTTAT
TGATATCCATGTTTTCATGTGCAGACTTCATGGCCTTGGCAGCGAGGCCCATGTTTTTGA
GCACTTCCGTGTTGGTGTTGGCATTCTCCAGAGCCTCCCTCTGGAACTCAATGGTGGAGA
TTGTGCCGTCGATCTGGGCGAGCTGCTTTTCGTACCGCTTCTTCCTTTTCAAAGCCTGAA
GTGCCGCTCTTTTGTTTTTCGTTCCATTTTTCTTGGCAATTTGTAGTTCCTGATCAATTT
TTTTCTCTAAAAATTCTTGTTTCTTCGTTAGCATCTCCTCCGTCTCTCGGAGTTTCTGGA
TCGCCTCCTGCGGACTGGGTCCCTTTCCTCCTTTACCCCCTCCACCAAATATCTTCCCAA
ACAATGACATTTCGAGGGTATTAAAACTACCCTTTAATATAGACGTATTCAATAGAACTG
AAGCAACTTGATTATATTATCCGACTAGGCTAGTTCTTGCCCTCCGGATTGTTGATGTTT
CTCTACTTCCCCCGGCCATAATGCCCGGGTTA
>CL6635Contig1
ATAGTGGCTACTGTTGTGGCGGCAGGACGTAGTCGTTGGTTTAACGGTAGTTCTGACAAC
GAAACAGTTAATAGTAGTTAGCGATAGTTGCTCTGACAAACCGTTGGAGGAGTAAGAAGT
GTTGACTATTCGGAAGTTTACTTTTACTCAACGAGTTTTTTTTTTCAAACGAAAAAACTT
AAGTTTTTGGAATTTCNCTTCTNGTAAAAATTAANATTTTTAATTTTTGATTTTTTCAAC
GAACTTTTGANATCAATTCTNATGCANTGAACTATACCTAGGANGTTTTGAAAAGGAGTT
TTCGGAANATTACCATCANGAC
>CL6636Contig1
TTACGTCACTGGCCTGGCTTATCGGCCGGTGGTAGGGACGCGCAGTCTGGGCCCCCGGCT
TCAGTTCGGGACTTTACGAACCAGGACCAAACCAAAACTGACTGTTGATGATTTCTGCCA
AAAACAACAACAAAGGCACGCGGATGGCAGCGGTGCCGGGGGGCCTGAAGCAGTGCCGGC
AGGCCCAGGAGCAGCTAGACAGCGCCATCAGCAGTGTACTGAGAGCTGAGCAGCAGCTCA
GGGAGAATGCCAGAGAGGTTCGTTCTGAGCTGCAAAACTGCGTGAGCCGCCAGCAAGAGG
CTCTGCGGTGCAGGGAGGTGTGGCTACTGGGTCAGATTGAGCTGCTGGAGCAAGTTAAGT
CAGAGACTTTGCAACATCAGCTGCAGCAGCTGCATCGGCTCAGAGGGCAGTTCGACGTGA
TCTCCCTGCAGCTGGAGAGTAGCTCCAGCATCGAGCTGAGCAAGCAGCTGAGCACCTGCA
TGGAGCGGTTTTCCTCCCTGAGCCTGACTCCAGAAGAAACGCCCGAGATGAGTTTCCACG
CGGACACACGTTCCCTGAGGCAAGCCATCACCTCATTCGGCAGCATCACTGCACAGGTGG
AGGAGACTGGGTCACATCAGAGCGCTGTCCTCCATGGAGCTCCAGTGCAGCTTTGTCCCC
CCCCTACCANTCAGCANACAGAGCTGGCGACTTTGAGCAAGTGGCTGCAAGGAGCCACTC
CNTCCNNCANCANCAGCTCTCTTCCTGGGTACCAG
>CL6637Contig1
TTAAACCACATTTTGGGTGTGGACATTCATGCATAAGTTAGTTTGGTGCTCAGCAAGTCT
GTTCCAACAACAAACCACATTCATCAGGCTAACATTCAGTACGTTCAGATTGGATCCAAA
TCGCCTCAAAATATGAAAACTTTTAGGAGGACAAAGCAATCTACTACAACTCCTTTAATC
CGGAAGTTTCATTCTCAGTCTTCTGCGCCTGGTTGACGCCATTCTGCAGAGAACAGAGTC
CACCATTAAATCATCACCAGATATGCACGACGGATCAATGCTGCAGCTCTACCTTCGCCC
AGTGTGTGAAATAATTTTTCAGTTGGCTGGGAATGGAGCTGATGAATGCATTAACGACGA
CTGAAACCAGCAGAGAGAACAAGGCGATGCCGACGAGGATGGACAGCAGGGTCAAGCCTC
CAACAATCAGAAGGATCACTTCAACGAAAACAAAACCTGTTGCTGAAACGATGGCTGTCA



CAAGGGCAAATGTGAGGAAGATGCCAACAGGAAGGGCAGCCATGATGCTGAACATCAGCA
GAGTGAGAGCTAAGAAAGGATGGCTGCTGACGTACTGGCCGATCCTCGTGGTCATCAACC
GAGCAACCCAGGGATCTTCCTGAAGGTTTTTCACCGAGGACGTCCATCTTTCCCACAGCT
GCTGCATCAACCTGCTGCTGCTGCTGCTGCTGCTTTGCTGCATCGTCTCACACCTGAGCT
GACTGACGACCAAAGTTACTGAAGCATGAAGTAATCCCCGTTG
>CL6638Contig1
ACACTGGAATTAACAACAGTGCAATAGTTTTCCTCATTTTCAAATCAACCATGCACACAA
AACAGAAAAGCAAAACAACACAAAGGCTTTACAAAAATAGACCCACCTCACCACTGGCAC
AGGTGATAAAAGCTGAGGTGAGGGCAGCTCTGACAATTAAGTAACAGTCTTGCGACACCT
TAAAAATCAAAGGCTGCGTGCAGTAGATTAGGTTTTTCAAAGGCCCTGATCATTAATGGC
TCTTGAGCTGATTGGACAGCCAATCAAGTCCTTCATAGAGACCATCTCCTGTGGTGGCAC
AGGTTGCCTGGATGTACCAGTTTCTGTTACGCAGGGAGTGCAGATTCAACTTGTCCGTTA
GTTCTGCAGCATTCATTGCATTTGGGAGGTCTTGTTTGTTGGCAAAAACCAACAGGACCG
CATCCCGCAGCTCATCCTCCGCCAACATTCTCAGGAGCTCCTCCCGGGCCTCGCCGCAGC
GCTCTCTATCATTGCTGTCCACCACAAAGATGAGGCCTTGAGTGTTCTGGAAATAATGAC
GCCACAATGGCCGGATTTTGTCCTGGCCACCAACATCCCACACAGTGAAGCTGATGTTTT
TGTACTCTACAGTCTCAACATTAAAGCCTATGGTAGGGATGGTGGTCACAATCTCCCCAA
GTTTGAGTTTGTACAAAATAGTCGTCTTTCCTGCAGCATCAAGACCCACCATGAGTATTC
TCATCTCTTTCTTCCCAAACATTTTAAAGAGTCCTGCAAACACGTTTCCCATGGTGGCGG
CTGACAGGCGCTTATTTCTGCTTGAAAAAAACAAGTGTATCGAATAAAAAGGAGGTGGAA
AAAAAAGGCGAAATGAAAACCAAAAACCGCGGCTTCGATGTTTCCTTTAAGGCGTTTCCT
TTCTTGACAGGAAAATGGCCCCCGGCCATAATGCCCGGGT
>CL6639Contig1
GGTTGAGCAGAGTCACTGCTGTCAGTTTTATTAACTTGGATTTCAGCAAAGCAAACACTG
TCGCCCAGGTGTGAGGAGTTGGGAGAGGTGGTTTCATTTTCCACACTTGGATGCAATGTG
CCAGAGAGATCTGTGGCATTGTGTTGCTCCGAGAGGAGACATTTCCTCTGAGTCTGGGGT
GTACTGCTGGTGACCCTGCTGTTCTCCTCTCCATAGACTCTCAACACAATCTTGCCATAC
ACTCCTCTCCTGCCTCTCTCAGCACCTACTGTAACAATATCCTCCCTCCATTCACCTTCC
CAGGTGAGACACTTCACTTGAGAAGACAACGTTCCTATTTCTTGGGCTTGGACTTTTTCA
CTCACCACGACCTCGACTGAGACGGAAGTCTCTCTGCTTGGCCACTCTCCAAGGCCGAAA
ACGACCAATTGCCCTGGCAGGGGCAGCGGGATGTAAGCTTGAAAGCACTTCCGGTTGGAT
TTACAAATGAACTGACGGGGGGCATCTCGCAGAGACCCAAGAACAGTAAAAATGCAGTTT
ACCCATGAAAATATTTCAGATTCAACTCAATGGGAACTCTAAAACTGGATCGGGTCAAAT
TTAGGTTCAGTTGTTAACCCCGAGTCCAGCTACACGCTGGAAAAGACACAGGTGTCAGTG
AAGAGCAATTACCCAGAAACCAACCT
>CL6640Contig1
ATGATGTAAAGCTCCTGGGTTTGCTGGAGTCTGAGCAGAAGAGCACGCCGGCCCGGGCCC
AACTTCTCTGTACGAATATTTAGAACAAACCGCTGTTTGAGAATGGCTGACGGGGCCCTC
AGACCCGAACTTCATTCAACTCCGAACGGACCCGGTTCTTCATCAGGAACTTGCGCGGCT
GTGCCGGTGTCTGAACCGAGCGACGGCGAGGGAAGACCACGCGTGAGCAGCGCGCGGTGC
CCGGGTGAGGACAAGGGCGGCCAAAACCCGCCTGGTTGTCAGCCCACCGAACCTGCGAAT
GGAGAAGAACCCGGCGCTCAACCCCCTGAGCCCCGTGGGGGGAGCCGGGCTCGGGCGGGC
TTGTGTTACCGCGTGGAGGGCGCGCGGGTGCCTGAAGGAGAACAAAGAGCACCTAGAAGG
TGTATCGAATCCGCGGAAGGGCACGAGCGCGGTTCCGAAAGCCAGACTGGCACCGAGCTG
GGGTCACTGGACAGGGAGTCGCCCTGCCGAGTGGATTCTGAAGACAGTATCAGCTCCACC
TTGATGGACATGGAAAGCACTGCGTCCAGCGGGCGCTCCACCCCTGCCATGCTCAGTAGC
CATGATGGGGGAGTGACGGCAGCGGCTTCAGCAGTGGCAGGCGGAAAGTCCCTGAGCTAC
ACCTGCTTCTGGGATGAATGCCAGCTGCTGTTCTCCAGCAGCCCAGACCTGGCAGAGCAC
ATCCGAGCTTCCCATGTGGACCGACAGAG
>CL6641Contig1
CTTCTTCTTTATTTACATCTGTGGACTGATAGAAAGCAGCAGAGACGCTCGGTTTCCCCG
CCTTTTTGCCTCCAAACCGTCCGACACTTCTGATGGATTCATCTCCAGAGTCATGCACAA
GTTGATGAATGAAAACATTTTAAAAGCAGCTTCTGTGTCCACACATGAACAGAGACATGA
TGGGGAGGGCCGTGTAACCTCCAGCGCTTAGGAAGAGTCCAGAACCAGCGGGCGGGCGGC
TTCAGTCCTCAGCGGAGAGGACGTCCACAGCCTCCAGAAGGTGTAAGGCCAGGGAGTACT
GGGCGTGGTTTTCTGGCAGGATTTCAATGAGGCGGCTCACCAGCCGGCTGGTCTGGGACA
GAGGCACGAGGGGGCACCGCAGCTCACCGGGGTCCATAGCCTTTAGCCACGTGCAGAGCG
TGGGGGGCAGGCGGGCCAGCAGCTCCATGGCGGCATGGGTCTGGCTCTGGCTGTGCAGCA
GCGAGTAGCTGAGCCTCTGACCCGTCAGCACCAGCAGCTGGGAGCCCAGCACGTCCTTGT
CCTCCACCTCCAGCGTCAGCTCTTCAGCCCGCGAGTCCAGGCCCTGGCTGTACAGCTCAC
AGACGAGGTGTCGCCGCAGGATGTCTGGGTTGATCTGCAGAAGGGTCCCGAGCTCGAGGC
ACAGGGAGGGCCACCAGTCGGCTTTGGGTCCAGTGGAGCCAGAGCAGGCAGAGTTGGACG
CGTCGTCTGTCGCCTGAACCCAGCCGGTCAGCAGCCGAAAGAGGAACTCCTGACGCAGGG
CGACCACGGCGGCGTCCATGTCTCCGCTGGGCATGANCTGGATGGTGGTCAGGTCTCT



>CL6642Contig1
CACAGGTTCTGCAATAGTTACAGATTTTAAATGAGGAAATATTTGCCAGTCATGCACAGT
TTTTTCCCCGCTACAGGCAACAGTCCCAGCTAAAGGTTTGAGGAAGGACCACAAGTTGAT
AAGAAAACCGTCCAGCTGTTCAGAGCTGAATTCCTGCTTCCATAAACCATAGAAATGTGA
ATATTCTGGGGTTTTTCCTGATAGTAACATGAATGCAAGACGGCAAAGGTGTGCAATAAT
TTGCATTCAGACACAACCTGCAAAACAATCTTGATATTTCCTAAAACAATGACTTTTCTC
CGTTGTTTTTTTCGCGGTCTATTCCTGTTTGCTCAGCTTGTACTCCCGTTTGATTCTGGC
ATATGGTCCAATGCTGTCGTCAAACACAAAGTCCCACAGGACCCGGGACCAGGAAGTGTG
CTGGGGAAGACAGTCGTAATACTCTGCTGCGATTTTTTTGACCAGAGGAAGCTTGCTTCC
AGGTATGCTGGGGAAATCGTGGTGCTCCATGTGGTACCCTACATTGAAGGTGATCCAGTT
TAGCGGTCCGTAGTAAGAATACGTCTCGTGTCCCTTCATGAACATGTAATGCTCTGCGAT
GAAATGTCCGGAGATGGGGTGTAATCCCATGCACAGGATAGATCCAGCGATGAGGTAAAC
AATGGGCTTCACTCCCCAGAAATAATAGATGATTGCGTCTGCAGTGAGCTGAACCACTGT
GTTCTGGATCTCTATCTGCCCCACCGGTTTAGGATTGACCACCAGCGGTCGCAGGGCGTA
AAACAGCGGCTGGAGGAACAGCCACAGCACCTTCCTGGCTGGTGTGTAGAAGAACCACCC
TTCGGTATCTGTGGGGATGTCCACATCCAATTGATCGCCCCCCAGGTACCGGTGGTGATC
AATGTGGTATTTTTTAAAGGCGGCAGAGTAGGGCACGCCAATGGGCAGGTTGGCCCACAT
GGCAAACCAGCGGTTCCACTTTGCTAGCTTGTTTCCGAAGGCGACATTGTGAGAGATGTC
GTGAATGGCCAGAGTCAGGGAGTGATTGATGCAGCCTCCGAAGGCGTAGGCCCAGAAGAT
GACCCACTTCCAAGAAAGGTCATGGACCAGGTAACAGGCCAGGAGCTGAGTAAGGACCAT
GCCAGATACAACCCACTTCAACTGGGGGTCTGGACCCATCAGAGACTTGATCTGGGGATA
TTTGGCGAGAATCTCCTTTCTCCTGGATGTGTGCGGCTGGTCGTTGTAGACCCATTCAAA
GTCTACTCTTCCACCTGCTTTCCCCATGGCTCCTCAGGCTCCGTGTGAGGCCCGGCCATA
AGGCCCGGGTTAA
>CL6643Contig1
ACAGAAACAAGATTCAGAATTAATGACTGAAAATAATTATTCATATTTTTCTTCTTTCAA
TCCCCAAAGCACACAATAGTCAATCCACTCCACGTTTACAATGGAGTAGAATACAAACAG
GACAAAGGACAGACACAAGAGAAAGGAGACTATTAAACAAAAGAGTGACAGATTTCTTTC
TGATTTTACAGTTCTTGCATTTAATACTTTATAAAGAAGAAGTGAACAGCAAGTTGGAAA
AGCAGAAGACAGGAAACGAGAAAGAAACAGTGGGTGAAGGATTTTAAGTAAACAATAGGA
AGATCCTAGATCTACTGGGAAATAAATGTTTGTTTTTCCTTTCAGTCAACCACTCAACAC
CTTCTCCATGTTCTCTAAGCCTCCTCACTTCTCCTTTTTCCTTTAAAGCCATCACTCCCC
TCCTTCTTCAGGAGAGCAACAAATTAAGCCAACTCCTCAGAAAATGTTCTTCTACCACAA
CTGGATAATACCAAGGTGTGCCCCCTTTTTTGCCAAAAATAGTAAAGACCATTTATTTTT
TTTATCATATGTCACAGCAACAAAAATAGGTCAACAACCAGGCTAAAAAAATCTCCAACC
AAAACCAGCTGAAGAGCAGGTTCAGAACTAGGAGAGCCCAGTCAATCTATTCTTGTTTTA
ATCATATGTATGTTCTCATGGTATGAGACCCGATAAAAAGCATCAATTCATGGCTCTAGC
ACCTGGGGAGGAGGACCCACACTCTGGACTACTGCACCCAGTAAC
>CL6644Contig1
ACTATGTATTGAATCTGGATCTACGATTACAACCTTTCTAAAATTCCAATTGAAGCAAAC
ACTTTTTAGTATCAATGAATTTAAGTGATCTGACTTTTTACTTGCAATAACTTGAATTAT
TATTTTTTCTTCTGTGTAGCATCCTCGCCATGGTTAAGGCAGAGGCGTTAAGGCAGATTA
AAGTAACGAAGGACATCGATGGCTTTGTTTTTATTTGGGCAGAGACAACTGTCTTTACTT
TTGCGTTGTATGGAAATCCAAGGCAAGCCCCAGCCCTCTGTAAATAATGTTTATTTGAAT
TTAACCATTTATAGAAACTCAAAAGCTTGTGATTAAAATGATCATTTTGTAAATATGAAA
TTGCAATCCATAAATGTTTATTTTTACTTTGATGTGACTCTGAAGAGTACAGTTTTGTCT
GCATTATTTCTTTTCTGCATTTTCTTTAGATAACAGTTGTTTCTAAGCTTTTCTTATTGG
CATTTCAGCCTTTTAAGAAATATGTGCACAAAATGAAACCCCAACATCCCAGCTGTTACT
TTATTTTGTCAAACTACACTGAAAGCAATGAGAACTGCTTTGAACCTTCTTTCCAACTTG
AATGTTTTTCCTCTGGATTTTTACAAAGACAGGCAGTGTGAACTAAACTGCACTAATCTA
AAGAAATTGAAGATGATACAGTTTCACAATTTTGTACTTCGTGTTTACAAAGTAGCTGTG
TATTACATGACACTTCTGTATTCTAATAAAACAAGAGAAAAG
>CL6645Contig1
CGGCACGAGGAGTTTCTGTTACCTGCAGCAGCTTCGTGAAACCTTCTCACCTCCATTTTT
CTCACACACTTTCAAAGTAAAAGCTTCTTAACTTATTATATTCTAAAAATTTTTTTTATA
CATTTATTAATTTTTTGTTTTACTTTAGGTATGAAAAAAAATCATTAGCAACCCCCCCCA
CACACACACACCTACTTAAAAATGTTTTCATTTTTTTGACCTCACCAATCGTCCAGAGGA
CAGGAAACAGGAAGTGCATCGACCTTCTAGTGCTTAGTGATCAGCTCTTATTTTGGAGGA
TTCATCTTCACTCAGCAGATGATTGAAGCAACAGATTTGCTCCGTTCTGTTGTTTCAATT
TCGCTTTTCTTCCGTCTGAATCTCTGTTGCTGGTAAAGAGATTAAAATGTCAGGTTGTTG
GTGCCTTCAGCAGATCTTCATCACACAGACATTCATCACATAGATCTTCATCACGCAGAC
CATCATCACACAGATCTTCATCACGCAGATCTTCATCACATAGATCTTCATCACGCAGAC
CTTCATCACACAGATCTTCATCACGCAGACCTTCATCACACAGATCTTCATCACGCAGAC
CTTCATCACATAGACCATCATCACACAGATCTTCATCACGCAGACCCTCACCTGCTTCCT



GGAGGAGGGCGGTTCCTAGAGCTGGTAGTGTTTAAGTGCAGGTCTCCATTTAAACCCCAA
AAAGCTCAGATCTGTCTAATGCACTAAACTGGACTGGTTCATCTTTGTGCCATCATCATC
ATCACAGAGCTTCCTCACAACAGATTCAAGATTCTAGAAACGGCTCTGAAGTTTTCAACC
AGACCCAAGTTCAGGAAGTTCTTCTCAGGTCCGTAGGAGAGGCCTTTTCCTGAAGTTCTG
GACGTTTTTGGTCCTTAAATCAGAGAGGAGAGCATCCTCGTTTCATTTGAAACTCCGTTG
AGGAGAAAACGGAAGCAGAAGTTCAACCTTTATTCTGAAAAACTTGACTGAAGCAGGACT
TTGTCACGTTCCAAGAAAACGTTTTTGTATTTATTTTTAGTTGTTACTGTTGGTAGATGA
AGCCTCCCCGTATTTGTGAATCCTAGCTTAATAAATGTGCACGTGTACTTTCTTTTACAC
AAA
>CL6646Contig1
GTTTGAACATTTTATTTGTGAGGCATTTTCTGACATNTGGGGAGAAAAGAAGTTAGAAGA
AGACTCTAAATCTAAGATACTTTCACTTGTTAAAGCATTTCTTTAAGGACACAGTGCCTT
CCTTTTTTTTTCTTGTGTCATCCAGAGGGTCAGTAAATTGCCAGGCACAACCATTGTTGC
ATGTTCAGCTCAATCTTTCCTGAGCCATCTCTGTCCAGCGCTTTGAACATTTTGAAGAGC
ATTTCCAGTTTGACCAGGCAGCTCACGAAGCTGTCAAAGTCGATGGCGTACTGCGCGTCG
GCGTAGCGGTTGACGATGGCCTGCAGAACAGAGCCGTTGATTTGGAAACCTGCTTTGATT
GCAGCATTTCTCATTTCATGGGAGCTCATGGTGCCGGAGTTGTCTGTGTCGAGGCTCCTG
AAGATCTCCAAATATTTCTGGATTTTGCTCCACAGAAGATGGAATTCCATCAGGCCCAAC
TTGGCATTTTCATCTTTATCCATGAGGCTGACGATGAGGCGACACGTGTCTAGGCTGAAT
CCGTCTGTCTTGATGTCCGTCCGGTTAGAAACGACTTCGTTCAGAATGTTCTGCAGCTCA
AAGGTGGAAACTTCCATGTCACTGCCAGCAATGTTTTTGAAAATCTCCTTGAAGTGAGGA
TCCACATCCTTTTCAGAGATTTTCTCCTCCACTATTTTAGCAGCTAGTTTCACATCAAGA
CGGCTGGTATCAACCTTCTTCTCAGAGAACACCCTGAGAACAAAAGAGCCGTTCTTGTGA
GGCTGGAAGGTTGAGGGGATTATGGCGTAATCTCCAGGAGGGAGTGTGAAGCGACCACAC
ACTTCCCGTCTGTTGATGAAGGTGCTGCTCATGGCCACGGGCCGCTGCCGCAGC
>CL6647Contig1
AGGAATTCGGCACGAGGGTTNCCGGCGGCACGCGGGACGATGATTTNATAGCGAAGGTGC
TGCTCGGGCTCGGTGCGGTCGCGGTGGTCGTCACGTTAATCGCGGTCCCCACGGTTATTT
TTCTCAGAGAGGACGATGAGGCGGCGAGCAGCAGAACTTTCACCCTGGAAGATGTTTTTA
ACAGCTCCTTAAGGCCAAAGTCCTACAACCTGAGGTGGATTTCAGACTACGAGTATCTGC
ACCAGTCAGGCTCCGTCTTCCTGCACAATGTTGTCACCAATAAGGTTACAGAGTTCCTGG
GCACTGATGCGTTTATGGAGAAGAAAGCTTATGATTACCAGCTGTCTGCCGACCGCAAAT
ATGTTGCTTTTATTAGCAATTACACAAAGCTGTGGAGACATTCCTTTTTAGCTTCCTATT
CCCTGTACAACCGGGAATCAAACACGTTTATAACTTCAGCTGACATTCCTGATGGAGTCC
AGTACTTTGCTTGGGCCCCAGAGGGAAACAAACTGGCCTATGTTTGGGAGAATAACGTGT
ACATAAAGACCAGCCCTGAGTCACCGTCCCAGCAAGTCACTTTCAGTAAACTCAATGACG
TTTTCAACGGGATCCCGGATTGGGTTTATGAGGAGGAAATGTTTTCGTCCAATCATGCCC
TCTGG
>CL6648Contig1
AGTTTATTGTCAGATTTTTAGAAAGCACAAACATGTCAAACAGTTGTTTTTCACACATAC
AAACATTGCTCACAGTTAAAGACAAAAGGCATTACAGTGGTTCGCTACATTCAATGACTT
GGTTCTGGTCTAGATCCTGTCGGCCAGTTCTCAAAGCCTGAGAGGTCGAGCGCTCGGTCT
CAGTTCCCTGAGAGGATCAGCTGACCAGGAACCGGTTTGACAGATGGCGGCGGGCCCTCA
CGGACGGAGCTTTGTAAACACACGACAGGTGCTTTCCACTGCGTATTTTCAGGTTATCAC
ACCTGAGTGTGACTTAAAAGGACAGCTCTTTTTCCTTTTTTTTTAATTGGGAACTTACAG
GACTGCAATAAAAAAAGTTTTAAAAATCTTTGTGATGAGTCAGCACATCTTGAAAAAAAG
TCAGACCAAATATATATATATATACATACATTATAAAGAGAATTCAGACCAGGTCTGCAG
CTGAAAGGGCTCTAATATGATTTTGGAAAGAGCGTGATATTTCCGAAAAGGTGAGTCCAA
AAATAAAAATAAACGCAGGCGACATTTAAAGCAAACTTTTCTCCGGAGCGGTCATTCACT
TCCCGGTCTCCCAGAGTTCTCCTCTTCCTCAGAGATCAGCCGGTGAACTGAACGTCTGTT
CCGATCATCAGGTAGTCCTGCATGATCTGAAGCTGAGTGTTTACGAGCTTCATCTTTCCA
AGCGCAGGAAGAGGGTAACCTTTAGAAAGTTGAACGTTCACTGTGGGAATTACAACCAGT
TTCAGGATGACTTGTAGAATGTTGTCAAGGGAGTTGACCTTGAAGTCTCCCACATAGCTG
GTACCCAGACTCAAACTCATTTTGTTGAGCGTGATGCGGCTGGCCAGCTTCAGGTCGCTC
ACAGACATCTGGCTGCTGACGCTGCTGTCCACGTTGAGGACGAAAAGAGGGGACAGCGTG
CCATTGGGCTGGATGGCGTAGGCCGTTGCAGTGGCCGTGGCATCAACAGTCCCTCGTGCC
GA
>CL6649Contig1
TCGACGCGTTCTCTTCCGGAAGAATGAGCACGGCGGCGCTGACGGCGGGTCTGGACCGGA
TCCCCGGACCAGCTCGGGTACTTGGTGATCAGCGAGGACGGAGTTCTGGCGTCGGCAGGT
GAGCTGGAGAACGACGAGCACACGGCGAGCGTCATAATGCAGATGGTCCGGACCGCGAAC
CGCTTCCGTTTATCTGGATCCGAGGACGGCCCGTTTAAGCGCATGTCCGTGGTTCTGGAG
GACTTCGTCTTGGCAGTGACCGTTTCCGGTCAGAAGGTGTTTGTGGTCAAACGTCAGCAC
GCGCATCCTGAGCACGTCACAGCGTGAAGGCGGGGCCAGGCAGAGAGGACGACAGTCCAC



CTTTGAACCGAGTCGGAACCGACTTGCTCAGTAATGAACTGATGTGACCCACCAATCGCA
CAGAACTGGAGCAAGTTCTGTTTGGATCATTGGACAGAACCCAGTTACGTTTAGGTTCTG
AAAGCAGAGCGGAGGACCGGTCCTGCAAAGGTTCTGCTGCATGTTTTGGATTCTGAAATA
AAATCTTCATCTCCCAAAGAAACCAGATTTTCTGTCAGAACTTGTCATTTAAATAAAGTT
TTAATGTTTTGAAAACTGATTCAAATAAACATACGAAAACCTGAAAAAAAAAG
>CL6650Contig1
CTGGTAGCTTTATTGAAATAAAACTATTAGTTTTACAAAAATGACCAGAAAATGTGCCTG
CTCTAACACAGATCCTTCCATTACTGCACACAGTTTTCAAAATCATTTCTACTTTCCACA
CTTGCTTTCTTGAATCAAACGTTTTCAGTGTAACTGTGTGGTAGCAACATACACAAAAAA
TTAGCTGAATCGTGAAATATTTCCAATTGAAGCAGACCACTCGTTTTTTACTTATCAATA
ATACATTATATTCAAACCATTCGATGTTTAACAAATTCTTCCCATGTAGTTGTAAAAATC
AAGCATAGTATGGATGCAGCCCTTTGGCAGCGAGACACCACTACCAAAATAAAGTTTCTC
TTTGAGGCAGAAGTTTATTTTTAAAAATGCTGCAAAGACACCGTCAAGATGAGACTGACT
CTGTAAGAAAGGAATGTGATCATGTGGATAAAACAATACTTGGGTTTTCTTTGAGTTCAG
AAAAGTTCCATCAATGTTTGGATAATCCATTTCTTTAACCCCTCATGAATATACTTTGCA
TTTTAATAAAGGAGAGTTTTTCAAATGGAAAATTTAGAAATTGTTTAAAAAAAATCTTAT
AATTATAGAGTTTAACATACAACATAGGAGAGGACACGTTTAACATACGTGTAGGGAGAA
TAAAAGTTCTGTCAATCAATCATTTAAAAAAAAAACATATAACTTTTGCTGCACACAAAC
ATTTTTACAGATTACAAAACCCTGACAAATATTTTTAATTAACAAAAACTTTTCAATGTT
AAACCTGCACCAAAGATCCTATTCATAAAAAGATAACTCTCAAAGAAAACCTTTCTTTTG
TGGCTCTNGCTATTAC
>CL6651Contig1
TTCGGCACGAGGCTTGGACCGAGACGACCTGCGGACACATGGAAAGAGGAGACAGACGCC
CAGCCCCACACTGAGCAAAGCGTCCAAGAGAGCGAAGATTAAGGTCACCATTGTTTCCCA
AAGTGACTCAGCAGGAGGCAACAGCAACCCTGCTGAAGCGGGTGTCTCGGGGAAGCCTTT
AACTGTGGCAGTGGGACAGACTGTTGCTGGTGCAAAGGAGCTGTCTGGACTTTTGACAGG
CCAGCGCACCTTCCGCCAGCAGTCTTCTACAAGGTCTAAGTTTCAGTCTTCAGGAGATAG
TCACCAAAAGTTCTAGCCTGCCCTCCACAGCATCAGACTCAAGCAGCACTCANGCAGTTT
GTAGCAAAAGCCAGGGTCCGGTTCTGAGCTCCGTCAGTGCCAGCGGCAGCACTCTGCTGC
GTGCAGTACCCGTGACCACCACAGGGGGGAGCCGCTAAAACGACAGCCATCCATCAGCTG
CTCACCAATGGTGGCTTGGCCAAACTGGCAAGCAGCTTGCCTGGCTTGGCGCACATCACC
AGTCAGACCAGCGGTATGTGTCGAGCTGCCAAAACACGACGACCTCTTTGAAAGCTCAGG
GTTCATTAGCCTTTGTTTTGGAAATGGTTCAGGACGCCTTTAGGCCATGAAAAAGAGTGC
TGCATAAGCGGACCATAGAGGACAGCCTTTTGGACATGAGGACAGAGTTTACGTGAACTA
CGTGAGCAGAGGGTCGGGTGTGCAGCTGCACGGTGTCAGATCTCCAGCAAAAACAGTGAC
ATTTGTAACATTTCAAAGCCACAACGTCGAGGTTTCATCTCATCCAGGCTTGTTGCTAAA
AAGTGTTTCATCATGAAAAATAGTTTTTAAGTGTCATTATTTAAAAGTTGGCCAACATTC
AGGTAGATTTCATCTAATCTGCTTGAAACGCCACAACCATTTGTTGTAATGCCATCACAT
GTTTGTTTTGTTTGCCGCTTCATCAAGTAACACGCAGTTCATGAGCTATTAATCCCCATG
GAGATGAATCCTGGCTTCCTGGAGGGTCATGTTGGAAATCCAATAACACTGACACAAAGG
CATTATCCAAGTTCTCTTTCTGTTCTTACAAAAAAAAAAAAAAAAAAAAANAANNNAAAC
AT
>CL6652Contig1
GACCGTTTTTTTTTTTTTTTTTTTGAAGGCATGTAAAGCTCTCTCTTTTTCTGTGACAAA
CTTCAGCAGGACCTATTTTTCCGGGTTTCCCACATAAATAAAGGTTTTCCATGAACTCAC
AGACTCTACAAAAGGTCACTGGAGGAAGCAGAGGTGGCATGGCGCTGTGCTGGATGAGGG
AATGAGACGCGTCTTTAGCTGCATGGTTAGGCCAGTTCCATTCGCTGCCGACTACATCCC
TTTACTGTGTGGATGCAGCTGGCTGCTCCGCTGAACTGGCTGTTACTGGGCTGGAAGAGT
TTCCATGCTTCTTCTCTTTGTCTTTATCTGCGTCTGCGATGGACGGGCCCTCTGCTGGCA
CTCTGTCAGCTTCACTGCTGAAGACTGCCCTCTCGTTTTTGGTGTCCACTGTGAGCCGGA
TAGTCTCTTTGCCGGCACCCGTGGTGATAGTCTCAGTGGTGGCCGTCACGTTGACTTTGG
ACTGCGTCTTTCTGTCTTCATCGTCACTGTCAGAGCCACTGGAGGAGGAGCTGTCTGATG
CCACCAGTGGAGCTTTTCTTGCCACACATGCGCTCCATACACAAGGGTTGGGGGTTTGGT
TTGACATTTTTCCGATCCGCTCAGGTCAGAGTCTACAGGAGAGCTGCATCGGGGGCCTGT
TTCAGAGCAGCAGAATGGCTGGGAAGTCGGGGAACTTTTGCCCACCCCTTATCCTCAGCT
TTTGCTGCACCTGGCTGGGAGGCCCGAGCGT
>CL6653Contig1
TCACAAGGTCCTCAGACACGTCATCGTGGCCCCAGAAGCAGGCATAATGCAGTGGTGTGT
TTCCATGCTCATTGGCTGAATTTGTGTCTGCTTTGCACTGGATAAGCTTTGCCACAATGT
CACGATGTCCGTGGCTGGCGGCCAGATGGAGAGGCGTGTCGTCCCCCCGGTTCATGACGT
TAATGCGCGCTCCCCTCATGATGAGCATGTCCACAACATTGGAGCGACCCTCCCTGCACG
CCCAATGTAGGGGACTGAACCCGTGATCATCTCCTTGGTTGAGGTCATTCTCTGTATTGT
CCAACCACAAGCGAACTGCCACTGCATTGCCTTCCCGGCACTGAGTAAAGATGTCATCCA
TGTGTGCCACTCTTTAAGATTCAGCTGAGAGCCAGCTCAAGGCGAGAACGACCAGGGATG



TGAGCAGAAGGAATGAGACAAGTCCTGCCCAGCATCAGTCACTCACATGGACAGACACAC
TCTCAGGAGGCTTTTCTGCACTCAGAACACTGATATATCCAGTAACAGCTAAAAAGAAAA
CGTGGGTAAATAAAGTTATTACTCTACTTATTCCGCTCGTTTTCGACGAATTGAGTACTG
TACGTCTACAACCTCCCCCGGCCATAAGGCCCGGGTTAAACGGCGCGCT
>CL6654Contig1
TTGGCCTACGGTACTTCAGTCCCAGAACCGACCGCCGCCCGTCCGCAGCCCCGTGCCGCT
CCCGTCTCTGTGGATCCTGGACGCCCGGCAGCACTGAAACAAAATTCGTCATTGTCAGAG
AGCGACTGACAACGTTTCTCTGAATTGGCTGTGGCGGCCGGGTCGGACATGATGCCGGGA
CAAATCCCTGACCCTTCGCTGGCGGCGGTTCCCCTACCCAGCCTGGGCACTCTGGCGGGC
ATCTCAGCCACCACGCTCACCGATCAGCTGAAGCTGGCAGACTTCCACCAGCTGGGAACC
ATGCTGTCCCCGCTACACTTTCTGGGGAGGCTGGGGAAGAGGCCGCTCGGCATCAAGACG
GAGATGGATGAAGATGAAGAAAGAAGGAAACGAAGACGAGAAAAAAACAAAGTAGCGGCA
GCGCGATGTCGAAACAAAAAGAAGGAACGCACCGACTTCCTTCAAAGGGAATCGGAGCGC
CTGGAGATGGTGAATTCGGAGCTGAAGGCCCAAATCGAGGAGCTCCGTCTGGAGAAGCAG
CAGCTGATGGTGATGCTCAACCTCCACCGGCCCACCTGCATCGTGAGGACGGACAGCGTG
AAAACGCCGGAAAGCGAGGCCAACCCCCTGCTGGAGCAGCTGTCCGAGGAGACCAACTGA
AACCTGGGACACCAGGAACTCAAGCCTTTGAGGCCACAAAAACCAAACTATTCTGATAAT
GCACTTGAGCTGGACATTTTTGCCCAAAGACCTGAACTTGGAGGGTTTTTCTCAGTACTG
CTGCAGGAGCTGGCTCTGCCCAGG
>CL6655Contig1
GCGGTCAGCACTCTGTGTGAAGCCGTTGGAAGTTCCTCACAAAGTGCCTTACAACTGTTC
TTCACAGTGAGGAACATCTTCCAGCTGTTCTATGATGTTGTACCAACGTATCACAAAGAG
AACCTTCTCAAGTTTCCCCACTTAGCTGCCATCCAGCACAACAACTGCATGTACCTCGCA
CACCACTTACTCACCCTGGGTCACTACTTCAGAGCTCACCTGCCACAGCCCCTCAATGAA
GGAGTTGCAACTTTTGTTGACATGGTGCCCGGATTCAGGAAACTTGGTGCTCAGTGCTTT
TTAACACAACTAAATGTACAAAAGGCAGAGCTGCTGGAAAGACTTTCTACTGCTCACAAC
TTCTGCAACCTGGACGATGAAGACAACTACATTGCAGCCAGCAAAGCAGTTCGGCAGGTC
ATCCATCAGCTTAAGCAGCTCGCTACAGTTTGGCAGGACGTTCTTCCAGTCACCATTTAT
TGTAAAGCCATGGGAAACCTCCTCAATACTGCAATCACAGAAATCATTAGCAAAATTATG
ATGCTAGAGGACATTTCCTCTGAGGATGGAGAACACCTCCACACTTTGTGCCAAACTATA
ACAGAAGAAGGCCCACTTGTTTTCATTCCTGTGGTTGAAGAAAGCAAGAACAGGAAATAC
CAGGAGGAGGTGCCTCTCTACGTGAAGAAGTGGAGCACTTTTAAGGAGCTCGTCATTGTG
CTCCGAGCCAACCTGCAGGAGATTGTTGACCGGTGGGCTGATGCTAAAGGTCCTCTGGCA
GTTGAGTTTTCAAGCTCGGAGGTGAAGAGCCTGATCCGAGCTTTATTCCAGAACACGGAG
AGAAGAGCTGCTGCTTTGTCTAAAATCAAATAGATTCCAACGTAGACCAAAAACATCCAT
AACATTTCTCTGTGTATAACCTGCACTCATGCCTTTGCTCCAAGTTTGTGTTGCATTCAT
TAAAGTATTTACATCATTTTACAACAGTGTTGGAATTAAAAGCTGTAAAAAAGATGTGTG
CTGTAATTAATGTGAGTTAAAACATCCCTCAGAGATTTGTTTGATGAGAAATCTGTAAAG
ATTGTTTGCTCCAAAGGCCAGAGCTGATGTGTAACCAGTAATCTGTTAAACAAATATCAC
AATGAAGAATTCAGGGTTAATCTGGCTCAAGTTTTCTTCATTTATTATTTTTCAAACGAG
TTTAATTGATGTCTATATCTTTATTATCGAACAAAATTTTGTCAAGATGTTACTAATGCC
TTGATTCGAATTATCTCAAAATGTCGCCTTTTCAATGTGGTTTTTTTTCCAAATTTATAA
ATGTATACATGCTTCA
>CL6656Contig1
TTATTTTTATTCTGTAGTTTCTCTCCAAAAAAAAGAAAAAAGAAAATAACTCACACACTG
AATACAAGAGTTTAACAACACTTGCCACTATACTCTAAATTAGTAAGCAAAATAATACAA
AAAGTGTTCTTCCATAAATTCTCTATACAGTACAGCTTTACCAACGTCTGTTTGCATCAA
GATTGTCCACCTACATCTGTTGCTGCTGTGTGGTGTCCTGGAGCTCCAGCAGAACAGAGC
TTTCTCCCTCTGAGAGGACGTATAACACACCCTCTTCCTGCACACCTTCTTCTGCACCAA
CGTTCAGCTCCTCATTCCTCTTCTCCTCCAGCAGCACCCCTCTTAATTCAACCTGCACCT
CTGAAGCTGCCATGGGTTCTTCCTCCAGCTCCTGATCTTCAGCGTGCTCGCTGCCAGTGT
CCTCCTCTGTTTGCCGCTTTTGCCTTTCCCGCATCAGCTGCTCCGTCAGCTCCACGCTCT
CATAGCGAATCAGCTGCAGTCGCATGAAACCATCCTCGTGCTCTTTGTACCTGAACCTGG
GATGTCCAGAAGGCCATTTGAACTGGTGCTTCTTGTGCAGATGAACAGTGAGGCTATTGC
CTCTAGTGAAGCACTGGCCGCACACGTGACATTTGTAACGAGCTGTAAAAGTCCCCTCAT
GCTCTTTTTTGTAGTGGATCTTCATGGTGCCA
>CL6657Contig1
GGATAATGCACAGAGATGTCAAGCCACACAATGTTATGATTGATCACGAACACAGAAAGC
TCCGTCTAATCGACTGGGGTCTGGCCGAGTTCTACCACCCGAACCAAGAATACAACGTGA
GAGTAGCATCCAGGTACTTCAAAGGACCTGAGCTGCTGGTAGACTACCAGATGTATGACT
ACNGCTTGGACATGTGGAGTCTGGGTTGCATGCTGGCCAGCATGATCTTCAGGAAGGAAC
CGTTCTTTCACGGCCATGACAATTATGATCAGCTTGTGCGGATTGCAAAAGTACTTGGAA
CAGAGGACCTGTATGACTACATTGACAAGTACAACATCGAGTTGGATCCACGGTTCAATG
ACATTCTGGGAAGACATTCTCGTAAAAGATGGGAGAGGTTTGTGCACAGCGAGAACCAAC



ACCTAGTCAGCACAGAGGCTCTAGACTTTCTGGACAAGCTGCTGCGCTACGACCATCAAG
CTCGCCTCACAGCCAGAGAGGCGATGGATCATCCCTACTTTTTTCCCATTGTCAAGGATC
AGGGAAGAGGGGCCACTCCTGGAGGGATGGCTGCTAGCTCCACTCCTGTCAGCTCTTCAA
GTATGATGGCCGGGATCACCTCAATGTCCTCTTCGCAGCCTCTGGCGAACATCGCTGCGT
CCCCCGTCATCTCTGCCCCCAACACTCTGGCCACACAAGTCCCCGCAGCCACCGGGGCCC
AGCCCTGAACCCCCCCCCCCCCCCCCCCCCNT
>CL6658Contig1
TCGGCACGAGGGTACATAGTGCCCCATAGTGTAACTCTTCACACTGTCTCTGTCTTTCTT
CTATTTTTATACATTTTTTACTTGTGCCACTGAGACAGTGGTCGGAGTCTCTTCTTCAAC
AAAACAAACCGTCTGGTTGGAAGTCTTCTCTGAGAAGACGCCTGTCAATATGAACTTTCT
CAGGGGAGTGATGGGAGGGCAGGCTGCCGGGCCGCAACCCACCGGAGCTGAGACGATCCA
GAAGTTGTGTGACAGGGTTGCTTCCTCAACACTCCTGGAGGACCGAAGGGACGCTGTCCG
GGCCCTCAAATCCCTTTCTAAGAAATACCGCATGGAAGTTGGCACACAGGCCATGGATCA
CCTGGTTACCATATTGCAGACTGACAGATCCGACTCTGAAATCCTTGGCTATTCTTTGGA
CACACTCTACAACATCATCTGCAATGATGAGGAAGAAGAACAAGATGAATCAGAAGATGA
GAATACCCAGAAGCAGACAGACGACCTCTGCGCCCTGTTTACAGAGAAGTTCCTTCAGGA
TCCTGAGCGAATCACGCTGCTCCTCACCCTTCTGGAGGAGTTTGACTTCCACGTGCGTTG
GCCTGCGGTGAAGTTGCTGACGGCTCTTTTGAAGAGTCAAGGCGCCCAAGTGCAAGGCAT
CATTCTCGTCAGCCCCATGGGTGTTTCCAGATTGATGGACCTGTTA
>CL6659Contig1
AAAACGTTTGTGAGGCAAAGGTTAGCTGTAGCACCACTAAGGCACTGCAAAACAACAAGC
AAACAGGGATGTTGCGCCGTCCCCAACCCTCCGACTGTGAGGCGGACCTCCTTTACAAAA
CAGGAGAGCTTTCTGGCCTCCGGAGCTCCGTCTGCGGCCAGCGTCCTCCGGCGTCCGGAC
AAGAGGAGAGGCCAGAGTGGAGAGGCGGAGGGCGACGGGAGCCACGAGAATGGAGGAACC
CAGAAGGATGTGGTCACCATTGAAGATCTTCCAGATGAGCTTCCGTCTCTGACACCAGCC
CCGCCAAAAAAGTCTCGTTTCAAAGCCAGTCGTGTCACCTTTGAGGAGGACGATGCTGAA
GACCGGCTGGACACTCATGACACTCACATAAGCGCCGTCCTCTCCAGGATTGTTGAGAGA
GACACCAGCTCTGTGCCGATATCTTTACCAGCATTTACCGGGATGGCTTTCCCCAAAGTG
ATGCACCGCTCTGAAACCAGCAGTCAGATAAAGGCCCCGCCTTCCTCCGTTAGAGGAATG
AAAAGCATCTTTGCCCGTCAGATTGCTGCTCAGAAGCTTAATGAAGCAAAGACGCCACAA
GACCATTCATCTGGATCTTCCCAGACTTCTGGTCTCAAAGAGCAAAACCTTCCTGCTGAG
ACTGGGATGGATATAGCGCTCAGTGATGCCTCTGTAGCCTCTCAGCCCAGGTTGGTGTCG
GGTCAGGGGCTCGGCGTCTTAGATGGTTCAACGGAGACTCTGAGGATCCACATGGGAGAA
TTAAGGCCAAACTCA
>CL6660Contig1
TACAAAATNGATTTATTTTAGGCTTAAAAAACAACAATGTGAAATGAGTTAGAATATAAG
CTGAAACACTGCAGATGTAAAATTGATCAGCTTTCAACGGGCAGTAAGATATTTACAAGA
GTCCTGTCAGCTGAGAACTTACAGATTCATCTCAATAGACCTTTTGAGTGTGAGCCCTTA
GGCTCAAACCAAACAGTTGAGTCCAGTACAGCTGCAAAAACATGATACAAAGCTTCACTG
TTCAAGTATCAATGTGGTGACTGCGTGCTCACTCCAGGGGACTCGGAGCGCTCCAGCTTT
ATTCCTGGATCCAAAGGAGTTGAGGAAACTGAAGTGGATAACACCGAACTTTTAGGCTCC
AGAGAGGAGGAGGCAGAGGGGGGCAGAGACACAACTATATACTTCTGCAGAGGACGGGAA
GCCGCCAGTCCAGGACCACTGCCAGACTCCACTTTGACCAAAGGCTGCAAGGTTGAGGTT
GCACTGGGAACAGTGCTGGTTACAGGAGAAGCTGACTGGGAAGAGCTAAGAGTGATTACC
TGCTGAGTTGAGGCGGTTCCTGCACTAGTTGCCATCACAATGTATTTTGTTGCTGGGGGA
GATGGTTGTGATGGAGTACCGGGTCTTGGCGACATGAGTGTGAGGGAGCCTGGGAACCTT
GATGATGCTGGGAGTGCGAGGCCCCCCTGACCCACTCAAGCCGCTTTGTGAGACAGAAAG
AGTGGGACGAGGCTGTGTGATTGTTAATGTGGTTCTGTTGACTTGCTGAGCCTGCAGTGC
TGCTT
>CL6661Contig1
ATCTTTTACAAACTGATGTTTAAACTCACTTTAACCCACCAAGGTTATACCATTTTAAGA
AAAAAAAAAGGTTTGCATTCCTCCTAACCTCACCATAAAAGTCCTGATTTGGATTGAACT
TTCAATAAGTATCCTATGCAAAAATGTATCGTAAAAAAATTCATTGCAACACAAATACAA
AAACAACTTAAAGGGCAAACCGTATGAATTGCAAAAACAGTTTATTTTAAAAGGCACATC
AGTTGTTAGAAGATTCTAAGGACACTTTTACAACAAAAGGTCTTCACGTTTTAGAGTATC
TATTACAGTCGTCACAAAACATGGACGTTTCTGTTTAGTGTATCAAGACATGTCCAAACA
AAAGAAAGAAAATCAAAAGTTCATTGCTTTGCATTATCTTATTCCGCTCTCTATTGACTA
CTGAGAATTGTGCAATTTACGTAACAAAAACGGACCGTGCCTTATATAAATATAAATGCT
TTAAAAAAAAGTAGGTGATATCGTTTTAGCTGAATTAGCAACAGACGTGGAAGTAGTACA
CAGTGTGAAACAGACCTGCTACTATAGTTCATGTACAACAAATACTTTTATCAATCCATT
TTTTCATTGTTTTCAATAGCCCCTAAGTTATGTTCGATTAAGAAAAGTATAAATTCAAAA
TATATTGCTAAAAAATCTTTGGCAGAAGGAAGAAAAAGGCCGCTCCTCGTGCCGAATTCG
GCACGAGG
>CL6662Contig1



CACAGTACATCGTTTTCTGCAGCAGCCCAAGCCATTCGCTGTGTGGTAAAAGTAGCAGCC
CACTTCCGTGATGGAGAAACGGTGATAGCACCTCCAGCTCGCTGGACACGTTCACCCATG
TACTGTAGGGCCAAGTCTGAGGCATCAGCTACTGACTTCCCTTGTTCAACATGTGAGAGG
ATGAGTTTGGCCAGCGTGACTTTGAGAATGGATTCTCCATGACCGGTACAAGATACCGCA
CCGCTGATGTTGTCTGCGTAAGCTCCACATCCAATGATAGATGAATCTCCTACTCGCCCA
ACCATCTTATTCCTTATCCCTCCAGTCGATGTGGCACATGCAACATTGCCAGAACTGTCA
ACAGCAACCGCTCCAACTGTATCATGAGTCCACTGAGTGTTAAAATCCTCCAGTACTCCA
GCAGCATATGATTTGTGGCACTCCCATTCTTTCCTCTCAAACTCAGACACCAGTGCATGA
GTGGTAACGGTGCTGAAGCCAACACTCTCTGCAAACAGGTTTGCACCTCTTCCTGTCAGC
ATGACGTGAGAAGTCTTCTCCATTACTGCCCGTGCCAGTGATACAGGGTTAGAAATGTTC
TTCACTGAAGATACAGCTCCACAGTTAAGTGTTCTTCCATCCATGATAATGGCATCCAGC
TCCACTTCTCCATCAACGTTTAATGTGGCACCATGACCTGCATTGAACACCATGTTATCC
TCCAAAGCTTTCACAGCTGCTTCCACAGCGTCCAAAGCCCTTCCATCATCTCTCAGCACC
ACAAATCCCTTGCGTGCCGCAGCTTTCACTCCATCTACAGAGGCTTTAGCGAGCTCATCC
GGTATGGCCCAAGCCCCGCCATGATCAACCAAANCTGCAGACATAGTCCTTCCACATGCC
CTACTTTCACCCAAAAGAGAACAAAAAAAAAG
>CL6663Contig1
TGTCAGCCTCAAAAAGCCCCTCAACTACGAGGAGGAAGAAGACCTACACGCTTCACATCG
AGGGACTGAATACACATGCGGATCCTCGTTTTACCTATCTCGGGCCCTTCAAGGACACGG
CCACCCTTAAAATCTCCGTGGGGGACGTGGACGAGGCCCCCGTCTTTTCCATGGATTATT
ATATTCTGGATGTTTATGAAAACTCCCCCAGCGGCACGGAGGTGGGAACAGTCACAGCTC
GAGATCCGGATGGAGACAACAAACCCGTCAGATACGAGCTGGACAGCAAAGAGGAGGAGG
AGAGCTACTTCCGAATCGATGCGAAGAGCGGAGTCATCAGAACCACGCAGCCTCTGGACC
GGGAAGACACGCCGTGGCACAACATCACTGTGGTGGCCTCGGAGGTTGGTAATCCGGTCC
TCTTCAGCCACGTTCCTGTCACCGTCCAGGTCCTGGACACCAACGACAATCCACCGGAAG
TAGCAGCTGATGAGGAAGTCATTGTTTGTGAGAGTTCAAGACCTGGCCAGGTGATCCAGA
CGGTCAGAGCGGTGGATAAGGACGACTTCGCCAATGGACAGCGGTTTTCTTTTGCTCTGC
CAAGCCAGCTCCCCGTTAATCCCAACTTCACCCTGAAGGACAACGAAGACAGCACGGCCA
GCATCATCGCCAGAAGACGCCGTTTCAGCCACCTGACGCAGGAGCTGTACGAGCTGCCCA
TCGTGGT
>CL6664Contig1
GCTTTATTTAGACAGGTTCCTGAAAGAGGTTNTTCTGTGCTTTCCTGATTAAATCGCTAA
AATCACATTTTATACTATTATTAGGAACACAAAGTAACAATAATTCTAAAAGCTACCAGT
CTTTAAATCAAACAAAAAATTAAATAAACTTTTCTACAGCTATTAGATTGAAAATCTGAA
ATCAAACAAAGTATTTAGTCCTGAAACGACACAAAGACAAAAAGTGCAAAACTAGTAAAA
ACATTCTTTGTTTCTCCTTTTTACACTCAAGGATCTAATAGAAAACATTCTGGCAAATCT
AGAATTCCTGATGCTATCAAAGGTAGCAGAAACATAATTCTACTTATCAATTTGGTTTTA
CAACAGTTGACAAGCCATAAGGACAAAACGAGTCATTTCTGTTTAAAGTGAGCCTCTGGT
GGGACGTCTGACTTTGCAGAAACCTGCTTCTTCAGCAACATCCTGAACGCTTTTTCTTCA
CCGGATCTCTGGGTAACTTTGTGGTTTCCTCTCTCAAGTCGGCTCTGTGACTCAGCAGCC
TGCCAACGGTCTCCAGCGCCTCCAGCACATTTTCACCTGTGGCAGCGCTGCACTCCACAA
ACTCAAAGTTATATTCCTTTGCTAGAATTTCTCCCTGTTGGCTTTTCACCTGCCTCTGTG
TGTGATCGCTCTTGTTCCCAACGAGGACGACGGTGACGTTTTCGGATGCAGCTTCCTGGA
TGCAGTTAGCCCAGTAGCTGACAGCGGAGAAGCTCTGACAGGAAGTGATGTCATACATCA
GGAGAAAGGCGTGGGCCTTGTGGAAAATCTGCCTCGTCATGGAGCGAAACCTTTCTTGCC
CGGCTGTATCCCATAAACACATCACCACACGTTTCCCATCAACCACCACTGTCCACTCGC
AGGAGTCCAGACCAATAGAGGCTTGGACTTCAGAGAAAAACTTTCCATTNTGAGCCTCGT
GCCGAAT
>CL6665Contig1
GCGGCGCATTTCTGAGCGCAGGGAGGATTTCTCCTTTTGTCATCCGTTTCACTGCTCCTT
ACAGCCGGGACGTCTGAAACCCCCAAAGATGACGACCACCACCACCTATACAGGAATGGA
ACCCGGTGCTAAGAGCAGCTCCAGGGTACTACGGCCACCAGGCGGGGACTCCAGCATCTC
TTTCGGCACAGATGACAACACAACGCCCCAACGCAAAAACAAGATGGCATCGAACATCTT
CGCAGAACCCGATGACCCACACGCTCATCGGAGGAACAATCCACCAACTGGAGAAGCTGC
AGGAACCTTGTGTGGGGAACCCTCGGCCCCTTTGAGGCGGTGCCAGCAGCCTCTCCTCTT
TCCCAAGAACCCCGAGCCGGAGCTGACCACCATCCACAACTCGGGGGCCGCCTTGGTCTG
GACCCAGAGACGAGAGAATGAAAATGGACAAGAACCGCAGAGAGACGGAGGAGACTGTCC
TGAGGAAGAGGCGGCCGAGCAGGACGAGCAGAGGGAGACACAACAGTCTCCTGCCCCATC
AGGAGGTGCCAATAACGCCACAGGTTCCCGAAGAAACCCCCCCGGTGGCAAGTCCAGCCT
CATCCTGGGTTGAGACCTCTGCCTTTGTTTCTGTTTTGTTTTTTCCATTTTCTATTTTTT
AGTTTGTATTTTTTTGAAGATCATTACTCCGACAACTCTCTTCCCCCTCGACAACATCTC
ACAGTCACCCCCCCCCCCCCC
>CL6666Contig1
AAAATGTTGCTTTNTTGCGAAAACTAAGTCAGGTATGAAACAAGTTGGACTGAAACAGGA



CAAATCTGTGAGTTTGCATCCATGAAAGTCTTTAGACGGCTGGAGGGGGTCTAAACGAAG
CTTGTTTGTAGTCATTCTAGCTTCAAAGAAGGACCCTGAGACCTGAGACACACATGTGGT
TCCAGGATCCAGTCTGAGACAAACCTGTGGTTCCAGGATCCAGAGTTCCAGCCAGAAGGC
CGCTCTTTGCTACCTGAAGGGCGCCCCGCCCTGGTGAGTCCTCTTGTGAGACAACAAATG
ACAACTTCGTCTGAACCTTTTGCCGCACGTCTCACAGGAGTACGGTCGCTCGCCCGCGTG
CGTCCCGGCGCGGCACGACACGTCCCTGCTGCAGCGGAACCGTATGCTGCAGGTTTGGCA
GGTGTGCGGCTTTTGGCCGGTGTGAACTCTGCGGCAGTGGTCCAAGTCCCGGTTCTGACA
TGAAGTCTTCCTGCAGGTATCGCAGGAGTGCGGACTCATATCCAGGTGCATCCTCATGTG
GGACAACAAATCCTTCCTCCAACGAAAGCCTTTTGCACAGGTGTCACAGGACTGAGGCCG
CCCCTCTGTGGGGCTGGTCCCCTGTCCGCTCTGGTCACGGGACGCGCAGGAGTCCTGGCG
GGTGTGAACCCTCATGTGCTTCTTCAGGTGGTAACTCTGGCCAAAGGTTTTCTGGCAGAA
GCGGCAGGCGTGAGGCCTCTCCCCCGTGTGCGACCGGGCGTGGCGCAGCAGGCCGTACCG
CTGGCTGAACCCCTTTCCACAGGCGTCACAGGAAAAGGGCTTCTCGCCCGTGTGGATCCT
GCTATGGATCAACAAGCTGCTCTTCTGGTTGAAGCTCTTTCCACAGGCGTCACAGGTAAA
GGGCCTCTCACCTGTGTGGATCCTCACGTGTGCTGTCAGAGAGCTGTGTTGGGTGAAAC
>CL6667Contig1
GAGTGAAGCTGGGAAGCTGGAGCAGAGCTGAAGAGTATGCTCACGACATTCTAGAGGACC
TAAATCACCATGTTGTCGGCTGGACTGACTGGAATCTTGCACTAGATCCAACTGGTGGAC
CAAACTGGGTGAAAAACTTAGTGGACAGTCCAATCGTGGTGGATGCAAAGCGGGACGTCT
TCTACAAACAGCCTTCTTTTTACAGCATGGCTCACTTCAGCAAGTTCCTGTTGGAGGACT
CTCAGAGGGTGGGCGTGTCTTCCAGTGGGAAAACGCAGCTGGAATACTCGGCCTTCGTCA
GACCAGACAGCTCAGTGGTTCTTGTCGTACTCAACAAGGCATCGTCTGAGATCCAGTTTG
AAGTCTGGGATCCGGCTGTGGGCTACATTCCCTGCACTGCTCCAGCTCACTCCATACTCA
CACTGGCCTGGAACACACGCTGAGCTTCGGGACACATTCATTCACCTTCAAGAGGAGAAA
AAAATCTGAAAAATCTATTTCATTTCACTGTTTTCTGAGTTAAAGCTTTAACTTTGTACA
CAAATCATAATATATATTTTTTTTAATTTAAATGATGCTCACCATTCTACCTGAATCATT
TTTCTCAGAACAGATTGCCATGCGACTGCACGGTGGCTTCTCATCTCACTGCAATGATGT
ACAGAATTTCTACTTCCTTAACATATTTGCTTGTTGATTTGATTTAAAAAAATTATCACT
TTTTTTAATGAATGTATTAAATACAACATGAGCAATAAAAGTAAACCATTAGTTTGTCAA
AAAAAAAA
>CL6668Contig1
CATTTATGAAGAAACACAGTAACAGGCGGAGCAACACAAAAAAAGTCTGCTTCACCTCAG
TCAGCACTTCAGGTGGAGCGAGGTGAGGTCAGAGAAGGGCAGGTACAACACAGGTGAAGA
TGGTGTGAACATTTCAGGTTAGCACAGGTGAGTGGCCCTCTCACTGTGACGGCAGAACTG
GCAGATGTTTGCCACGATTCCAGCTAAGATGAAAACGCAGGTGCAGGTGAAGGTCAGGTG
AGGTCAGGTGAAGGTCAGGTGACGGCCCGCAGACTTCCCGTTCCCACCTTTCTTCTCAAC
ACCTCCACCAGTCGCTCCAACCTTCGGACCCTCTCGCAGGCTTCTAACTCCGCCTTTTGG
CAACGTTGTAGCTCCGCCTCCACATTCTGCTTCTCTTTGGAAAGCTGCTGCAGCTGGAGC
AGGAGGGGTGGAGCTTCAGTAGGCGAAGAGGGGCAGCCGGGATCCTGAAGCCTGTGGTTG
GCTCGCAGCTCCCGGATCTCCGCCTCCAGCCGATGTTTCTCCTNCACGGCGGCGTCTCTT
TNCAGCTGCAGC
>CL6669Contig1
TAACAGAGACAGCAGCATTTTATTTGACAGTTCAGCGCCGAGCAGCTTCATTCCATTGAA
AATGAACTGGTTATTGCATTTTTATTCCCACCTCCCATTACTTTTTGGCACCTGCCTGAA
ACATGCAGCTGTATTATTGAAGAGTACAAACGTGGATGTTGTCAGAGAGAGCCATGACTG
ATATTTGAGCTCATATGAACGATGGGGCCCAGGATCAGACCAGTGACCCTAAAAGGAAAC
ACGTAAACACAATCCCGGGACTAAAGTGCCCCCCTTGCAGCCTCTTCTCATCGTTTTGCA
CCCCGCCCGTCTCTTGGTTCTTAGTGCTTCAGTCCTGGTACATTTTCACCAACAGCCACA
TCAGCAGTACGGTGATTAAGACAATCATGAAGTTGAGGAAGAGTTCCTGAGCGGAGCGGT
CCATGGTGGATGGACCAACAGGACTGGTGCAACAACTGGGATGAAGCTGTGATGGAAGGA
ATTTCACTCCCTCAAGATACTTTTCCTCAGTTTTTTTCTTCTTCAGTCTCACTTTGAATT
GGAGGAAATGCTCCTGCTGAACACGGGCGCAGTAGTGCGTCGTCTTCTACTGATCTTCTC
CACAGTCGTGGTCATCCGCTCAAGCATCTGTTCATAGCTGCTGCCCTCTGAAGCATCCAG
TGTTTGGTGCTGCTCCTAAAGTAGCCGTCCTCAGCGGACCGCCCTTTGCTCACATACTGC
TCGTGTCACGGGGCAACAGAGTCATTTTTCCACCATCTC
>CL6670Contig1
ATTTTTTTTATTTAAAGTTGTATATCCTGGAATTTCCCATAAATTTAAACAACTACTTCC
AAGGTCAGTGTGGGCACATATTATTTTTTAAATCTAAGTCTCAAATATAGTAGGTACTTA
AGTAGACGAGGGAATCAATAACATATAAAACATCTAAGACAATCAAGGCATATCAGGTGA
TATGGTCTTCATTTTGAGTTTTTTTCTGTCTGCAGCAAATTTAGGGGGGGGAAAAAGAGG
GAAACAGTTTATTCAATATCACATTTATATATAAATTTTTACTGTGATTCCAGACCAAAG
GCCTCTTTCACTGATCCGATGGTCATTTCCACTATTTCCATAATCAAGCCCCCTCCCAGC
CTGAACACATTGGTAATTCCATTTCCAGTTTTCAGTGTCAGCTTGCCCAGCCCTTCACCT
ACAGCTTGAGCTTGACTCCCCGTTTCCGAAATCACTGTTCCCAGATAACCCTCAGTCTGC



TCCCACAGCCATTCTCCAAAGAACGTAGTCACCAACCAGATGTTATCCAAAGCGCCACCA
AATATCCCCACCGTGTCTCCAGCTAGCGTTCCAATGCCACTGACCCCAGTAAGGCAGCTA
TTCAACAGGGCCCCCATCATCAACAAAGTGCAATTATAAATACTTGAGAGGCACATCTCC
CCAATTCCTAACAGCATTTCTGATGCAAAGCCTATCAAGGAGAGGAGGTCAGAGGTCAGG
AGGTGCATCAGGGTGAATGTGTCTCCGGGAAGGGCAGAGAGAACTCCAAGGTCCTCCTGA
AGGATGTAGACGACCTGTCCAGGTAACTCTGTAATAGTGGAGAAGACAGGGCACAGAGGG
GCTTGAATGATGGACCAGCTGGTGGACAGGACGTAAACCAGAGTGCTGGTGGAGTTTAAG
TCCTCCTCATCAAGGTTCACATAATTCATGGCATCTATTGGGGTTTGTTGGCTGAGCTCA
GGATCAGAGGATTCTGCTTGAGCTTCTTCAACAACCACTTTTTCAGAAGCGGTTGATGCA
GCTTCCTCTTTTTCCTCTTCACTCCCTCTGACGTTTTCTAAATCCATGTCTGTGGAGTCT
AAATGAGTTTTGTCAACATCTCCATTGTCACCCTCATTGGTTGCAGCAGATCCATCCTGT
CCTCCACCACAGCCTTCAAAGAAAATCTCCTCCACCTCTAGAATCTGCTCCAGCTCCTTC
ATGCTCACCTCTCTCTCCCCCTCCTCTGTATCTCTGACTAACGCCACACTGAAGTTACCC
TTGGCGTCTGGAAGAGCACAGCAAACTGCAGACCACAGTCTTGCTTACGCTTTCAATTGC
TTTCCGTTGACAGCCTCACCCCCCTCTCCCCGGCCATAATGCCGGTTTNNNNC
>CL6671Contig1
TTTTTTTTTTAATCTTAAAGTCTTTTATTCATGTCCTCCATCCGAAAAACGCCACAAGAA
CACGTTAAAAACAGCACAAACAGGATTTTCATAAAATCCAACAGAGAGGCTAAACATGAC
GGGTGAATAGAAACATCCGTCAAATCAGGGACTTCAGATCAAACCTCCGGAGGTCAAACG
CCTTTTATTGTCACCCAAACAGCAGACGGCGCCGACCAGCTGAGAAGGTCTGCTCTGTCA
GATCCAGACAGTGGAGAAACATCAGGAAACAGCCGGTAAGAGTTCAGTCTGTGCTCCTTA
TGTTCATTTCAGAGTCTGCAGATGAGCCAGAAGAGGAGCAAAGAATCCTGGGAAATCATT
GGGAAGTCTCTCCTTCAATCAAAAGTCTGAAGTTCCTGTTGCTCCACCGGCGGCGGTGTG
GTGGCGGTGGAGGAAGCTTGGCGTTGTGATGCAGCGACGACACAACAACACTTTCCCGTC
TGAACCCTCAGGTTCCTTCTGACTCCAGAAAGAAAAATCCAGAAACCATCAACAGCCGCT
CCAAAACATCCCAACATTTCACAAACAGGAATCTGTCAACAGGAAGTCGTCACTTTGTTT
CCGTTCCTGTGGATTCATATCGTATTTGTGTGAAATGTCTCAATATGATCTGCAGCAAAA
CGCAGTCATGATGCTGATGTGTTTC
>CL6672Contig1
ANAAAAAACTTTAATAATGTTAATTAACTGAGACGGACAAGAAATGGCAAAATGACGAAG
CCACTTCCTAATAAACGAGTGACTTTTACTATAAGGCTGTTAAAATGCCTCTGTAAATGT
CTAAACATAAAAAAAACGATATATTAACATAAATCTACATTTTCTCTCCCATATACTTAC
ATTAAAACACTTTACTCACACTGGCAAAATACACGTTAAGCTTGTTTCCTAAAAACTAGC
CTTTAGTGCACAAAACATGGCTAAGTTTAAGATGTTGCTGCTCAATAAACTTTAATATTT
ACATCAGTTAAAGAAGCCTTTTCCATCAGGAAACCTTTCTATAGTTTTCACCCAAATCTG
TTAAATGTCAGGGTTTGGAAGCTGCTCATTTGGTTTTCTCTTCAAGCTCTCTGCGCTTTG
CTCCCGCTTCCTCTTCGGACGTTTCTTCTGTCCTTCCTCTTGTCTGAATTGGTGCCTGGA
CTGCCAGCGCCGCCCACTGTTCCACACCCGACCAAAAGAAGGAAGCCAGTTGGCGTCCGT
ATGCGAGCTGTGGTCGAAGTTGGCGCCCACCCTGTTTGGAGGAAGCTTCCTCAGCTTCTC
TTGCTCTTTGTGTTTGAGGAACTCCTGGAGCGACGGGCCGATCGCCGTCGGTTCTGAAGA
TCCAGACGTTCCCTCCTGAGGGTCGTCTTGAAGCCAAGGAGGGACGGCGCCGGTGTGAAT
ATTTCCACTGTTTGATGAGTCCTGATAACCTATAAAAGTCAAGCCTCGTTCGGTTGCCGT
CCATGGCATCTCCGCCATCGAGTCACCGACGCCGCCCCGGACTGGACCCTGCAATCCTGG
ATGTGGAAACTGAGAGCTGCTTCCAAAAACAGAAAGCTAGGATGCAGACACTGAAGAAAA
GCACAGAAAACAAAGAAGGATGCCTCTGCAGCAGCACTACATGCTGGTTACCTCCCAGAG
ACCCCAGCAGGGGGGCCGGCGCTGCTGGCTCCATTAGACAAGTCCGGTTCTTCATCGCGC
TGACATTGATTCAGGAAAGGTCAACAGTGGTTCACAGAGAAAATCTGATTCCTAAGAAAG
CCTCACTTAAGATCACAATAAAACAAAAATCGATGCTTTCACCCAAAGGTTAGCAGGAAG
TGAAAAAGCTGACATGTTCAGAAATACTCAGTGACAGAGAAATTTTGTAGATTTGGAAAC
TAAATTTTGATCATTGGGATCTAACA
>CL6673Contig1
CCTTTTCCTGCTTTTTTCCAGAGGGGGAGACGGGCAGGCCGGCGGTCTGAGCTCTGCAGG
TGGAGGACGGACGGTTTTAGCCTTTAACCCCGTCATCGGAGACTCCTTAGGCATCTGAGG
TCTGATGGAGAAGGGGTTCATGGGTGAACCCAAAGACTTCTTCTTCTTCAGCGTGATCAC
TGGGGGAGGAGCCAGAACCGCTGGTTTCTCAGAGTGCAGGTCCTGCAGAATATCTCCTAA
CAGGTCGTCTTTGGATAAATCAATATCTTTCTCAGCAGGCTTTTTCACATTACTGTTCAT
GAAAAGGCTCTTTATGGTGTTGGGTTTGGTTACTGCAGCTTTCTTCACAGTTTTCTTGGA
CTCCGCTCCCTTTGCGCCCCCTTTTCCCCGTTTTTCCACCACGTCGTCGTCCAAATCGTC
ATCGAAAATTTCTCGTCCGTCCTCCACATATCCCGTACCATCATCGTCGATAATCCAGTC
GTCTTCCTGCCTTTCTTGTACCAACTTGGAGTACTGCTCCTCATCCACCTCCTCGTACAC
ATGACTAAACTCCTCCACCTTGTATTTGATCTTCTCTCCCATCTTGGCTTTCTTTAGTTG
CTCCAAAGCGGACTTCCTGCCGACCTTCTCCCTCTTCTCTCGCCTGGAGCGAGATTTGGC
CAGGCTGCAGCCATCGCCGCCATCATCACTTCCCGCAGCGTCCACGTCTTTCTCTGGGTT
TGAAACTGGAGACATAACTTCTAGTTTAAGTCTTTATTGGCTGCCCACTTCAAGCCGTGC



AAAGAGGGGACGATGGCAGGTCAACAACAACAATACAGTCGCGCCAAATGATCTTCCCCC
CGGCCATAAGGCCCGGGTTTNACGGCGCGGTCCC
>CL6674Contig1
TGCCGAATGGAAATCCTAATGACAGTTTCCAAATTTGCCTCTTTTTGTACCATGGGCGCC
AATGCCTCTGCTCTGGAGAAAGAGATTGGATCTGAGCAGTTTCCGGTCAACGAGCACTAC
TTTGGTCTGGTCAATTTTGGGAACACCTGCTACTGCAACTCGGTGCTGCAGGCCCTTTAC
TTCTGCCGGCCGTTCCGGGAGAAGATCCTGGCTTACCGCAGTCAGCCTCGACGGAAGGAG
AACCTGCTCACTTGCCTCGCTGACCTGTTCCACAGTATTGCCAACCAGAAGAGGAAAGTG
GGTGTCATACCACCCAAGAAGTTCATCACACGGCTACGCAAGGAAAATGAGCTGTTTGAC
AATTACATGCAGCAGGATGCCCACGAGTTCCTGAATTATCTCCTCAACACTATTGCTGAC
CTGCTTCAAGAGGAAAGGAAGCAGGAGAAGACCAATGGCCGCCTTGCCAATGGGACATTG
GACTCCCAGAATAACAACAGCAATGCTACGCCTGCACCCACCTGGGTCCATGAGATCTTC
CAAGGCACTCTGACCAATGAAACCCGCTGCCTCACCTGTGAAACAATAAGCAGCAAGGAT
GAGGATTTTCTGGATCTTTCTGTGGATGTAGAACAGAATACCTCCATCACTCACTGTCTC
AGGGGTTTCAGTAACACGGAGACGCTCTGCAGTGAGTACAAATACTACTGTGAAGAATGT
AGAAGCAAGCAGGAGGCACACAAGAGGATGCGTGTCAAAAAGCTGCCGATGATCCTGGCT
CTGCATCTAAAGCGCTTTAAGTACATGGAGCAGCTGCAGCGCTACACCAAACTGTCCTAT
CGGGTCGTCTTCCCCCTGGAACTGCGCCTCTTCAACACGTC
>CL6675Contig1
TTTTTGTCTACGGACCGGTACCGGTCCACGGCCTGGGGATTGAGAACCACTGTGCTACAC
GACACAAGCTGGAGCTTAAAGCGTCAACAAACAGAGCAGCACCACTACTATCTGAAAAAC
CAATTCCAGAGAGCTGACGCCAAGACGCTAGCTGCAGTTATATTCCAGCGCTTCGTCTTT
TTATGCAATAGTTGTAACGCTCCACAAAGCGTCAAAACGATATTGCAATGGACCAGAACA
AAATGCCAATAGGAGTAGCACAGGGGAAAGAATGCTCACCTCCCTGACCCCGATCCAAAA
GTGGCTCAGATGCACAGGATTCCTGGAGCCCTGCGGTGACCGTCCGGTCTGACATCTACC
AACAAGGAGGCCGCAGGTCTGACGCTTCGCTATTTCAACACCAAAGGAAGGAACCACACA
CAGATCCTCTGTCCTCTGCTGGGTTTCTCCATCATCTGCTTTTGTTTCCACAAAGGAAAA
AGTAAAGCATCTCAGAGAGCGTCAGTTCAAGTTTCCTATGCTGCATTCAGAAAGCCTGAA
TGAACATTTGTATTAACACTGAATAAATAAATAAATACCCTTTGGTTGAAACGAGAAGCC
CTACTGCAGCACATCGATCTGTCCGATTTATGCATAAATAGCTTAAAAACAGATAAATAA
TTCATCTTGTTAATAAAAAGTTTTTTAATTTAAATGCAGGATCAGTTCCAGGTATCTTCT
AGACAAACTTTGACACTTAAACAATTTTGCGTTGCTGCAGAAGCCTGTATTTACAGGGAA
CTGCCTGAACGCGTTGGTTTCGCCATGAATGCTACTTAAAACGGCTGTGAAAGTCGAGCT
GCTGCTTTAGTCCGGTGCATCGTGGCGAGACGCCAGCAGCCGAACAAGCCGCGGGGAACA
ACGTTGAGTCAGGTCTGCGT
>CL6676Contig1
TCGGCACGAGGCGATGATCCGGTGCTGTTCCACAGGGAGGAAGTGGGATTGGTGAAGTTT
GACGTTCGCTACATGCTGATGCTGCGCTCGGTGCAGCCTCTGCGACTCTACGCCTACCAT
GTCTTCTGGCTTCGTTTCGCCAACAAGGCCTTCTCGTTGGACCACCTGGACGATTACCAG
AAGCACTTCACTGTTATGAACTACACAGAGGGCGTGGAGCTCAAACAGGTGCACTTCAAC
GACTTCATCCCCATGTTTGAGCGGCAGTATCCACAACATCCATGGAAAGAGGTGGAGGCT
CAGCTCTTTGCAGCGTTTAGGGAACTCTTTCAGGCAGCTTCTTCTCGGCCGCCTCCATTT
GGCATCTGTCCATACAGCTCATCTCGAGCCATTTACGCTGCAGACGTCATGCTGAAGTGG
AACAGGGGAGCAGATGGTGAGCAGTCCATGCAGCCTCAGATCCTGGAGCTTAACTTCAGC
CCGGACTGCGCTCGTGCCTGCCTCTACCACCCTGATTTCTACAACCACATGTTCCAGGCA
CTGTTCCTAGATGAACCAGATGGCCTTCCGCTCACTCGCATCGTTTGATGCTTTGGCAGG
AGAGACTGAGATCGCTTTTCATTGTTTAACTGAAGCCGTCAGTACCATGATCTAATGAAG
TCCTCTCATTTTGAGGTTGAACTCTTTTGAGGTTGAACGCTTTTCAAAACACCGGCAGAT
TGCAATTGTGGATTTCTCCATTCATGAAGTCTCTGCTCCGTTCACTCCACAATCACCTGC
AGAGAAAGTCTTCCTGAAAATATGAAAGTCATTTGACTCATTGGCGCCTCACCCTGGTCA
GGAGGAGCAAGACTGTCTTAGGAATTATTCCCCTGAACTGTATTTTTATTCTGTGACATA
AAGG
>CL6677Contig1
CTCATCCACATTCCTTCTCAGAGGAGCTTTTAGGAGAACGGTTGGAAAGGCCACAAAAGT
CTTAAGGTTTTTCCTCTTGAATCAGGCATGTTGTGTTTTGATAGTGTGGAACAAATCATC
TCATTCTACATAACTACAATCTGTAAATCCCCACAAGAAAAAAACTGAAGACTGTTATAT
TCAGACGATGTATTTATCAATGATCTTGCTGTCAAACTCTCGTAGACATAATCTTGATAT
CCATGTAGATGACAAACCTCCAACTTCTGTCCTTTCAGCCACTCAACTGTTCTGTTGTCA
GTTTTTCAGGGTACAAACATCTCCACCCGTTCCCATTCACTCTCATGATGTCACCACGTC
TGCTGCTGCATTGTCTGCCTCCTCTTCCTCATGTCGTTCTTTGAAGAAGCTTGGAACCAT
AACGGGTGTCAGGCACGTTCAGTCACAGCGCATCGTCCTTTAGTCCTCCAGTCTTCAGTC
TGTCTGTAGGAGACCAGAATAGAGAAGAGAAATAATTCATACCTGCATCAGAAAAAGTCA
GTAAAATCAGATTAATGGATGTTATAATCTGAGTAGAGACTTTGGAAACGATTTGTAACT
TCTTTCCAGAAATAAATGTTCCTATTGGTCAAAAAAAAAAAAAAAAAAAAAAAAAACCTT



>CL6678Contig1
TTACTTTGTCCTGTTTCCTTTTTCTGTCCTTTTTTTTTGTTCTTGACAGTGGCTTTCTCT
GGGGTCAGTTAGACCCTGTGTTTTCTTAGCTGATAAGCTTGACTGGCATTATAGTAAGGT
CAATCAACAGATCAATTGAGCTTCACGTTAAGTGCGAGTGAAAAGGACAGTAAAAACAGC
AGCCTAAGGCACCAAACAAACATGTAGCAAACTGCAGTGTAAAATATGATGCTTCCTGCC
AGAGTAGTATCACAATAAGAAAAATACACAATAAATACATTAAATAAATCACAAGAGCAA
AGTTTTAGTTAGATTATGCTTTACAAAGCGGGAATTGGGTTTCAAATTAAGATTATATTC
TTCTTTATACAACTGCAAGATCTGTTACTACAAGGTATTGAAAACTTGATGTTGTTTTGG
GGTGAAGGGGCTGGAGCCCATCCCAGCTTCATCAGGGAGAAGTGTTTAGGTCTGTCCTTG
CTGACAGAGATGGCAATTTATGTGAATTATTTGTGGCAAAAATTGCAACTATATCAGTCT
TAGATATCTAGACTTTTCACACAACGTTCACGGAGCATATTAGGATATATGTACAATGAT
CTATGTAAAATAAAAATCTGCACGAGGTAATTTCTACTAAACTAGAGGTTGAAGTTTGTT
CTTTTTTTTATTTTACAGGACGGTTTAATTTACCACAGAATTTCTTTTGACTGAAACGTT
AAACTAAAAAAAACGTGAAGAAGAATCATTTACAGAAAAGTTGTTGCGTCATAAAAAAGT
CACCATAAAGACAAAACGTTGACAAAATCTACTTCTTTCAGCACAAAACTTCATTTCCTT
TTTGATCTGTTTAAATTCTTTTTCTATACTGTGTATGATACGCTGCACACAGGCGCTAAA
GCTCAATCATTTGTGCTCTATTCTTTTGCAGAAAAGTAGGATGTAGACTTTTCCTGATCT
GAATAAATAGGATTGAATGAACTCATGCAGAAATGGCATCCCTCTGGGCAAATTGAACGG
AGGTGAAGATGTGTGACAGGAGCTGTTCCACTATCTGGCTTTTGGCATCCTGCTGTTTAT
ATTCCTCTGGTTGGTCAGGTTGTTCAGGACACAGTTGTGAGCCAACGACGTTAGTTTCGA
GTTGCTCCTTTCTGTCTTTTGCCCCGAATCCACCTCATCTGCTTCCTTCTTATGCTCTTT
ATCCTCGTCTTCATTGTCGTCCGCCTCACTCTCTTCATCGCTGCGTTCGTCACGCTCAAC
TTTGCCCTTGAAGATAAACTTGTTAACCATCCGCAGGATAAGGTAGGCCCAGAAGATGTG
CAGCGCTTGGAGGACCAACAGCAGCGCATTGAAGAAATAATAACCAAAGAATGGTTGATA
GAAATCAAGGGAGACCAGCAGGGTAGTGTGGATCACTCTGCAAGGAAACACCACCAGCCT
CGAAACAAGGAAGACTACAGCGAAGACGACAAACAGCGAGTCACAAGTCCTCGTCCACAC
CGCATAATGAAGCATCTTGGCAGACTCAAGGAGGATATCAGATGAATCATGCACCAGCAT
CACC
>CL6679Contig1
TGCGAGGCGGCACAGGTTTTAATAAAAAATTAACAGTTTTTATGAGAGTTTGTGCTTTTA
TAAACAAACATGACTCAGGAGTTTTAAAGAAAACATAGAAAACCATCCAACACCTGACAG
TGCTTCATAATAGGAAGCCTTCACAGTTCATTCAGTGTGTGGTGATGAACACTTCATAAA
GATAAACAACAAATTTATTGAAAGTACACCCCCTTTTTTTTCCAAACGTAGTTATAAATA
TGAGCACATTAATGCCACCTCTTTTGTTTTCACCTATTTCTAAGTTCCAGCAATGAGCAG
TTGATCATTTTCACTTTCCAAAAAACTGAAAAAGCAGACAGTTTGGTTGCATTTGATCCA
TTCATCCAGCTGGTTTAAAACGTCCTTCCATCGCTGCAGGTTTCAGACCCTCCAGTAGTT
CAACTCTTCCAAACAGAAATATGAAGCTGCAGTTCAGTACTTTCCCATTTAGTGCACTAA
AATAACAAAAAAAAGGTGTGTTTTGTCCACAGGAGGATCCTTGAAGAAAGTAGCTCCACT
CCAGTGATTTGGTCAGCATGTTTTCTGTAAACGATGCACAATTCCTGAGTGACCCGAGCA
GAAACCTCACTGAAGGCAGCAGGGAAGCAGTTCATTGGTCCGCCCACACATGCAGCAGAG
TTTGTAACAGGATTCAGACACCTTTCCCCTCCAAGGACAGCCTCTGCGTTCAGTGAAAGT
GCCCGGCCATAAGGNCCGGGTTTAAAC
>CL6680Contig1
CAGTAGTTNATGTTTGGCTGCAAAAATATAAAAAGTTGATCAAATAAAGTGTACACCCCC
ACATTAGCACTGAGCAAACGTGTCTGAGTAAAAAGGATAAATAAAAGAAAGACTGGAAAA
CATACAAACACGATCAAAACACAAATCGTAAAAAAATCTCAATAATTTTATTTTTGGTCT
GGTTTCACACCTTCAGAGGTCTCAGCATTTTGAAGAACCTCGTCTGAAGGATCATTTCAG
TAAAAAGCAGGGCAGTTTCATACAATCTCAAATGTTGGCAGTGCTTTTCCTTGAAAAGAT
GAGAGTGGGATTTCAGACCTGCAGCTGCTGGAGACAAATGACCTTCCTCACAAAATCTGC
AGACTCAGCATCACAGAGATGATGGAGATGTTTATCTACCGATAAAACATCTAAAATACT
GTGCGGCTGCCTTTGATCTGCTCTCTCCGCCGCTGACCTGAACATGTCCCAGATGTGACA
TCAGTCCTCGTCGTTCAGGGAACCGAGCTGAAAGTTCAGGATCCAGAGCTCCAGCAGTGA
CAACATGTGGCGTTTGGACCAATCAGCAGAGTTTGTGGAGGCGACGTTTGGGTGATGAAG
CAGCAGGATGTGTGTCAAACAGAGAACAGGGCGGATCTCCACGGCGGCTTGGAG
>CL6681Contig1
ATGGAGCTGGTTTACAGTAAATCCAAGCCGGTGGCTGTGACCGGCATGGCCTTCCCAACT
GGAGACGTTAACAACTATGTGGTAGGAAGTGAAGATGGTTCTGTGTACAACGCATCCAGG
CATGGGAGTAAGGCAGGCATCTGTGACATGTTTGAAGGCCATCAGGGGCCGGTGACTGGC
ATCAGCTGCCACAGTGCTGTGGGTCCCGTAGACTTTTCTCATCTCTTCATCACATCATCT
TTTGACTGGACGGTCAAACTCTGGAGCACTAAGCACAACAAACCCCTGTACTCATTTGAA
GACAATGCAGACTATGTGTATGACGTCATGTGGTCGCCTGTGCACCCCGCCACGTTTGCC
GCCGTGGATGGCATGGGCCGCCTGGACCTGTGGAACCTCAACAACGACACAGAGGTACCA
ACTGCAAGCGTGACCATCGAAGGGGCGTCTGCTCTCAACAGGGTTCGCTGGTCGTCTGGA
GGGAAGGAGGTGGCGGTGGGCGACTCAGAAGGTCGAGTCTGGATCTATGACACTGGCGAG



CTCTCAGTGGCTCACACGGATGACTGGACACGCTTCGCTTGCACCCTGATGGAGATCCGT
GCCAACCGGGCGGACGGCGAAGAAGAAGGACCTATGGAGCTGGCTTCATAGACCACAGCA
GGCGTGTCTGTTTCTCCTAGAGGTAGACAGGAAGCTGTAATGAGGCGTTTGTTCTCTTTA
AGTGTGCAGAGTAACTGTTTAGTTTTGTGTCCTCCTTTATGTAATAATGTCAGCAAACAG
ACAGCATATAGCATAATGAGTCGTATTGCCTTAGAAGGATCTGTGTACTGTTACAAAGCT
TTGCACTAATGCTAAAACAAGCTGGTGTCCCAGACCTGTCGTTCATTGTTTACACCCCCC
TTATGTTGCGCTTCTTCTTTGTGTCGCCTGCATGCCGCACACCTCGTCAAAGAAAATCCA
GCTGCAGACGTCATCACTGTCACGTTTCAGGAATCAAGAGTTCATTTGTTTGCTGACTGG
AGCTACAACTGTAAGAAACTCTATGGAAAAGAGCTATATTGAACTCAACCAGTGTCGCTG
T
>CL6682Contig1
TTGAGTCACTTGAACCTGCTAGTATCTTAGGCCGCCTTTACACTGCATGGTTCAGTTGCA
GTTCATCAGGTAGCCACTAGAGGCGTGGTGTTTCAATAATGGGAGGGGGTTGCTTTTTAT
TTAGTAAAAAATGAATTGAAGTTCCTTTATATTTTTAAGAATGATACTCTCACTCATTTT
GGGAAAGATGGACAAATATGGAGCAGAAAAAAACCTGGCAATGATGAAAGGAGGACGTCA
CATGACCAGATCCAACATCCGCAATTATCAAGTCATTTTCACAAACAATTTTCTTTAAAA
ATTAAAAAGTTTTCTCCTTAAAAAATGAGCCAATAGTAAACCTTAAACTTTGATTACACG
ATTCATTCTCTACATTAGAGTTTTCTGATGTTAGTTCTATGCAGCTTTTATTCTTTTCGC
TGACCTTCATCCTCCTGTGCTTTTATTTTGGCTTTTTGCCTCACTGCTTGGTTTACCCTT
CTCTCCTATTTATCATTTTCTATCAAATATTTCCCCATTTGAGCACTGTGAACATTATAA
AGGGACATGAGTGTCAGTGTGTGTCTTCCTTCTGTATTGACTTAGATTTTTATTTAAATC
TGTTGAAAGTGGATCTTTACAGGAACGCTTTTCTACTTTTTCTCATTGACTGCAGCACCA
CCAGATTAAATCGCTGTTGTGTTGTTCAGCTGTTCAACCTTTTTTCATCGGTTCCATCTG
CAGTTCGCCGTTTGATCGTTTTGAGTGATTCAACCTGCTGCCAAAGCAGATATTGAGTGA
AAAGAAGCCTTTGTGTGAAAGGAAAAGACCAGATACTGTTCAAAATGTCAATGTTCAACA
GAA
>CL6683Contig1
GGTTTTTTATTTTTATTACCTGGTTTTAGTAAAAGGACTACATTAGATTCCCCTCAGTGT
GTGTGTTATTACAAAAGCTCATACACAGATGTTCAACATTGAGGACAGTCCCCGAAAATC
AGTTACATTGTCAACAATATGACTTCTGTTTAACTACTGTGACCTTGTTGATTAGCTTTA
TTAACTTTGTTTAAATAAAATATTATAACAGTAATAAAGTAAAAAGAGACGAAAGCGAAT
AAAAGGCAAAAAGTGACACCATTACTAATCTATTGTCATTTGTTCTATTGTTAAAAGTAA
AATTGAATACAAGATCCTTGAAAACATTTTGTTGAAGCATTTGAAATGTGAGAATTCCTG
TGTTTAGGCTTCATGCGATTTTAAAGGAAAGTCTTAATATAAGGTAGTAAAAAAAATCAC
TCTATCTGAACAGATATCTTGTTTACTGGGTTTGGCCCTTTGCTGCATCAAACATCTTCT
TGCGGCCTTCCATGCCGGACTTTGCCTCCACATTTTTCCTCCAGTCACTCACCTCCACCG
TCTTCTCCTTTTCTGCATCCTCCTTCTTGACAGATTTGAGGTTTGCTCGCAAATCCATAG
ACACTTTGTGTTTGGAACCCAGAAGGGATCGAAGGATAGCATCAGCAGAAACCCTCACCC
TTCGTAGATTTGGCCTTTTAAACTTTCCTCTCAAGTCCTGGACCTTGATGTTCAGGTCTT
TGATCTCTCTGGTGTTGTGCAACACCTTGGCTTCGATGTCATACCGCTCTTCATCCACTA
CATCTATTTTGGCGTGCAGCTCTTCACATAATGCCTGCAGTTCTGACAGAGACAAGCCAC
TGGTCTGTACTGGAGGAGATTTCTCTTCCAGGTACTTTGCCTTTTGCTCCTCTTTTTCCA
CCAACTCCTGCTCCAGATCCTCCTTGGCCTTGGCAACCATTAAGCTCTTTAGCATGAGCT
TTCGAGAGGCCGAGATTTTAGATTTCCTCTCTGGTACTTTTTCAAGCATCTTGGGTATGT
TAATTCCCCTTTGTGGTCGGTGTTGTGGATGCTGAAACACAGTGTGTTGGAGTCCC
>CL6684Contig1
CTGGTTCTGGGTATCAGTCGGCTCAAGTCAGCCTCGACCCCAACTTTGTTTGATGAGAAT
CTGAAAGAGGCAGAGTGTAAGGAGGTTGCTGTGCACCAGCGCTTCATCACAGACTCCGCC
TCCCTGTTCCTGATCTACTTCCTTCAGATGGTTGTCATGGCGATGTACCTAACCCAGGAG
CAGCTGAAGCTCATCCCTCTGCTGACTATTGTTTTTGCCTTTGGACGGCTTGTCTACTGG
GGGGCGGCAGCCTTTGGTAGCAGCATCCGGGGTTTTGGTTTTGGCCTGTCCTTCCTGCCA
GGAGTCGTCATGATGGCTGCAAACTTCTATTTCATCTTCTTGGTGGAGGCAGATGGCTCC
ATCTTCAGTGCTCAGGTTCCCCCTGTAGAGGTGCTGCCCCCGCCCTCTGGCAAACAGAGG
TTCTGGGGCTGAGTTCTGCTTTCTGAGCAACACAGCATCTGACTTGTAAACCAAACCATT
CGGTTTGAATGTTTAGTACAGGTTTAGGGTCGCCTCCACCTTCTTCAGATAAGTCATTTT
GTTTAAGGTTATATGATTTAGTTATTGTTCTGCTACTTGTTTTTTAAGCTTTAATTACTT
TTGTAAAAATGGTTTTAGAATCCTGAAATATTTGAAAACTGCATTTATTTTTCTTGGTTT
CCCAATAAAACTGTAAAACTTTAAAAAAAAAA
>CL6685Contig1
AATCCACCTCGCCAACCAAGATGTTATACGCCCTTAACACTTTATTCTTGCAGTCCGAGC
AAAACCTGTGTTTACATAAGTACGTCTCCAAAGTCTCGAGGAGACAAGCACTGTCAATGA
GGACCACCTCGTCCCTACACTCCTGTGACATCAGCTCCCACACATCCATCCAGCTGCCAC
CCAAAGGTTTAGGCTTGTGTGTGTCCAGTGAGTGCAACTGGCAGCGCTTGTTCTTTTTAC
TTTTCGGTATAGCGTCTATCATGTCATTCAACGTTTGACCCATGCACATAGAGGAGGGCA



TAAAGTTTTTTCACATCAGCCAAACAGCTCTTGGTGACACTAAGCATCCCCGTCGGTTTC
ACTGTGAGGGGCTCCAGGGCTGGGTTCCCTGATAACACTAAATGTGAGAAGAGGCGCTCC
ACACTTCTTCTGCAGCCCACACATGGCACAAGCTGGGATAACGCGCTGTACACCTCTCTG
GTTGTCACCATCAAGGCAACGTTCAAGTCATGCTGCTTAAACTTGGAATGATGCTCAGAA
AACTGCTTCCAATGAGAAGAGTTCATTTGATTGCTGTCAACGTCTATTGCACTATCAGAA
AACTCCATCACCATCGTGAGTGTGTCATCGATATAGAGAGGAATTTGTCTTTCTAGAAAC
GGGTAATCCTCCTCTCCCTCTCGGCAAACAGCGACCAGGCGTGCCATGATTTCTACCAGT
GTCCGCTGTTGTGAAAATCGCCTTCGTGTGACAATTTCCGTAAAAAATAAACAAGTGCGA
TAAGGCGTTAGGTTGCTACGGTGGCGGAATCTTCATCACTGATTCCCC
>CL6686Contig1
TCGGCACGAGGTTCACCTTTACTGTAGTGTTTGTTCTAATAGTTTTTAGATTTGCACTTA
CATTTGCAATAAATACAGGGAGGAAATATTTTTAGCTTCTTTTTGATATAGCAAATTTTG
ACATAGTGGAAGTAGTTTGTCTCTTTGCAAACAGCAAAGGGGAACCAGAGTTAAAGAATA
TCACATTCTCTGAATTAGACTGATTTGTGGAATCTGTGAGATCGCCTAAACACGTTACTT
TTTTCTGTAAGCCTGACAGCTGCCTCCTCTGTTCTGATTTCTCTGTGCAGCAGGATTGCT
CTGCAGCACTACCACTGGATTTTAGTGTGTAAAGTTCTGTTATTTTTATTGTAGAATGTG
AATGTTTGTAAATCACACATGCCTTTTTGTAAAAAAGTTTTATACAGGAACATGATTTGA
ACACCATCACTTGTGTGGAAGGCTGACCTGTTTTCGAGATGTCAGTTGTTGTAAGCTCAA
ATAATTAGGCAATAATCAGATAATACAGAGGTAATCTTTTGCAGATTTTCAAACACATTT
CATTAGAAAAAAAACCCACACAATTTAACAATTTTATGTGGATTTGATCAACAGTTAACC
TGATCAGATAGAAAGTCTGAAGAGATTGTTTTCCTAAGCTCCCACAGGACTAGTCTGTGT
GTGCTACTAGGAAATTGAAATGTACCAAAGTTGTTTTGTCTCGCAGTTTTCCCCTCCAGG
ATGCAAACTGCATCCTTTCCGATGTAGATAAAAATAAATA
>CL6687Contig1
ATTCGGCACGAGGGACAAACACAAACACCACGACCGTGTTGCATTCTGGGATGACGTCTA
CGGCTTCAACATGTCGTGCATGAAGAAGGCAGCATTACCAGAGGCTTTGGTGGAAGTGGT
GAAGATGGACACTGTCATCTCTGAGCCAACAGTCATACAGACAATTGACTGTAACAGAGT
GTGCCTGTCAGAGCTGGAGTTTACAACAGATTTCTGCCTGAGGATGACCAAAACCACAGT
CTGCACGGCAATTGTCGGCTACTTTGACATTTTCTTTGACAAAGACTGCAACAACAAGGT
GATGTTCTCTACAGGTCCTCAGGTCACAAAGACTCACTGGAAGCAGACGGTCTTCCTTCT
GGAGAGGCCAATATCAGTTCAAGCGGGGGACGAACTCCAAGGAAAAATCCTTGTACGTAA
AAACAAGAAAGACCCTCGTGCATTGTGGGTCACCATTGATCTTCGGGACAGGAAACAGAC
TTACAGCTTGCAGTAATGAGAACTGTCACAGATCCTCAACAAATGGAAACACCTTTTATA
ATTAACCGTTGATGTGTAAGTTAGAGGTAAACCGAATGAACATGTTTGCTTTCTTGTCTT
TACTGTAATGAAACAATAAATGTTTGTGTCATAAAAAAAAAA
>CL6688Contig1
ATCTTTATGGATTCAGCACATTTGTGTTTGTTGCAACAACTTACATTAGAAAATTAGAAT
CATCTGATTAAATTCACATTTGTTGATCGATGAGGGTAAAAGAGAATCCTTTAATAAAGC
GGAAATGTTTATTCTTGTGCAACAGCTGCAATCCTACACATCGAGTCGTTTCAGTCCAGA
CTGTCAAGAAATACTCTGATAAATTCATATATTTATATATATATTAAAAAAAAAAAGTAT
TCTCCAGTGACTGAGCACATAAATCTGATAAAAACAGATTTTACTCTCCAGCTGCTGCAG
GAGGACTGGGCTCTCCAACCACAAGGAAAAATATTCAAATAACTTCTTGATCTCCACTAA
ATATATGAACATGTTTCATAAGTACACTGGTCTGTACAGTCTTAAAGTGGCTTTTATTAC
TCACTATTCTGCTAGAACTAGCTGTGATTATGCAGTTAACTGTCTGATGTATTTACATAA
TTGCATTAAACCTGCTCGAAATTCAATGTGTGACTGCTTCAGCAGCACAGGAGCATTAGG
TATCACTCGGATTATGTAATCCAAACATGTGCGGGAGCTGAATTACACAAGAACCATCAT
TAAATTAAAAAAAAAAAATACAGGTGATCATAAACGTGGCAAATTAAGTAAAGGTTGCTA
GTTCAACTACGGGGCACAAATGTCC
>CL6689Contig1
TCAATGTTAAAACACAAGATTTATTCAGAGATGCCAACACCAGCGCAATGGAATTTGTAC
AAATTTCACAAGTCAAATGAAAAATTCACATTGCAACTCATGAGCATAAACGTACAGCAG
AAACATGAACAAACTCATGCCGTGGTCAGAAAACTGCAGCTGAAAACAGAAAGTCATGTA
TAAAAGAGAAAAACGGATCATATCACATAATTTCAGATTGATTTGTTTTGCATTTGAGGA
GTTAGTCTTTGTTAATACACAGTTAGCTGATATCCAGATTACCGGCTGAGCATAAGTGAT
AGAATTGTGCTTTAAGTCGTGTAATGAATGACGAGTCTGTGTGTCTGATGAGGAGATGGA
AGCTGCAGACACACAGCTCTGAGCAGACCAGAGGCAGAGGGACATCAGTGAAAGCAAAAA
CATGAACAGCAGTTTAAAAGGAAGGTCTCCTCTTCTGTACAGTTTGGGATGCCTGGAAAA
GTGGATTTACTGCTTGAACTGATTTGAAAAAGTTTAAGAGTTGGCGTGTTCCCTAACCCT
GACCCTCTAGTCCAACTCAAACTCAGCAGTCAGTCTGCATGTCCTTCTTACACCTTCAAA
GTGTTCAGATGCTAAAGACCTGCTGGGAGTGGGGGGTCCCCCTCATGCACAGACATGTAT
GCTCNATTCTTCCAGNTTTTAGGAANGATCTCTGCTTTCACAGGGGANAGGCNGGTCACC
TGCTCATCNCAGCCCCACNCTCACTCTTTTCTCTATTCAACCGATTCCNNATGCTTAGGA
CTGAAGGTGTTGGAGCCCCTGGAACCCGCCCTCCCCTGTGCATGCACAGCANACCCTCCA
AA



>CL6690Contig1
TTAAAATGTAATTAAGTTTTTTTTTATTTATCATGTAAAAAATGATGCAAAAGTACAGAT
AACAAAATATTTCATTCCAAAGAAAGGGAATCCGCTGAAGTAACGCAGAACAAGCTGTTG
TTCAGAATAATGCAGCTGAACAGGATCAATACAGGCTCGTCTTCTGCATCATCTGAAGAA
ACTCCTGCTCACTGACTTCGCCATCGCCATCTTGATCTGCCTCGTCGATCATTTCCTGCA
GCTCTTCATCTGTGAGGGTTTCACCCAACTCTTTGGCAACTCTCTTAAGATTTTTGAATG
AGATTTTTCCAGTACCATCATCATCAAACAGCCTGAAAGCTTTAATTATCTCCTCCTTTG
GGTCTTTTTCTTTCATTTTCTGGGCTATGATTCGGACAAATTCTCTGAAGTCCAGTGTGG
AAGAGTTGTCTTTGACGATGTTTGCGGTCATCTTCTTCAGTTCTTCCTTCTTTGGCTCAA
AGCCAAGCGCTCTTATGGCAGCCTTCAGGTCCTTAACATCTATGGTTCCATTTCCATCGG
TATCAAACAAATCAAAAGCTTCTTTGATTTCCTGCTGTTCTTCCTCCGTTAATTCCTCTT
TGGAACTCCTCTTTTTCCTCGGAGCAGCAGATAAAGAGGATTTCCGGTAACTTGCAGCCA
TTTGAATTTGGAATTCGACAATAAACCGTAATTTTAGCGAACAGCCGACAAGAAGCTACG
GTTTCCGTCCCCGGCCATA
>CL6691Contig1
AGTGATAATTTATTTACTNCCCCCTTTTATGTTCTAATTGCAGTAACAAGTAAGAAAACT
CAGATGACAGAAGGTTTTCTAGGGAGAATAAATAATCTTCATAACATTTATACAATCAAA
AAATACAAAAAAGATAAAGTGCAAAAGTTAAATAAGTAAAAATACCCAAATGATGGTTTA
AACCAACCACTTCACATTGACACAATAAACATGTTTTAGAACAACTCAAATTTGAGACAC
TTTTGGTTCAAAAATGATCATTTTAGATATAAAGCATTTTAATCTTTGGAGGAAAAAAAA
CTTTAACGTTTTAAGTTTTGTGTAAAGATAAAGGTTGGAATATTCCTGTAACTCTTGAGT
TTTTGTAAGCATCTTTGCAGGACTTTACTGTAAACTGTAAACACACATAAAATGTTTTTT
CTTTATAGTGGTTTACTTCAATACTGAAATGGAAAATCCCTGTCATATTTACAGTGCTGG
GATGCTTTCTTAAAACCTTTTTTTCATCGTCCTTTCTTTTTCTCTTTGGTGTCTGTATGG
TTTTTCTTGGCCTTTCGTGTTCACATCCTCTCGCTGTTCTTTGTTCTTTCTTTTCTGACA
GTCTGTTCAGTTTAGGTCCCCTTCTTCGACTCCCACTCCTTTGCCTTCTGCATGACACTC
CCCTTAGAGGAGGCGTAAAAAGATGGCGGGCGTTTGCGGAGCTCAGACGCAGTGTTAACA
GGCACAGATTCACTGTAAACTTTTTCCTTGTTGTTTCCCGACGCCTTTGGGCAATTATCT
AGATTATTCGGAGGAGCCAGCGCTCCTCTTGCCAGAGATTTCTTCAGGTTTTCTTTGACT
TCGGTCAGTCTGAGCTCCAGCTCCACCCTCTCCTCCTC
>CL6692Contig1
TGTATGCAACAAAATGTTTTACATTAATTTAATATAAAACGTGATTTTTACTGCCCACAT
CACAGTTCCTTGAATTATTCTGAAAGGCTGGCATTTTAATGTATTTCAAAGAAGTCTCAA
CATATTTTGAACATTGTACTCTTCAAAGCCTACTTTACAGTGAGGTAATATTCATAAAAT
GATATATTACATCTGAAGTTACATCTCAAAGTCTAAAACAACATGACAGATATGAGGTAA
TTCAATTCAAGCACCAGCTATGGAAAAAAAATGCATGTAAACAGTTTTAAATAAAAGTTT
TAAGGAAAAAAAGAAAGAAAACATCTACATTCAAGTATAACCATTGGACAATGCCCCTGA
AAAGACATGGAAGCAGATACAGCTGTGGATGAATCCTCAAGTGCCAATCTCAAAAACAAC
AACAAAGAAGGACAAAAACAAACAAACAAGACACTAAACAAAATAATTTTCTTCAGATAA
CTGACAACCATTTGAACTATAAAATTGCCCATACAAACATTGTGTAACAAGAAGTTGCTG
AAGATGGTAGAATGGTTTATTTTGGCCCGCTGTGATTTTGGCACCTCAATAATATAACTG
CGTAAAAACGTTGTAGCTGGAGACAGCAGTGTTTCCTCTCTGCTGCTGCTGTCAGCGAAA
GTGCTCCTTTAACCTCCAGATGCCCTCCTGTCCAGAGGTTCTGTGAAAAAAGCAGATACT
CCTGAGCAGCTCTCTGAAGACAGGAACTTGTTCCTGTGTAAGTCTCGGTTTGAAATACTC
CAGCACTTCCTGCGTGGTGGCCTGTCCGTCC
>CL6693Contig1
GGGCGGGCCACCAGCTCCCTAACGTTTACCAGCCTTGGCTGAGGCAATATTTCCCGAAAG
TCCGGTGCCGCTGTGACGGGCCCCTTGTGGCGTTTGGTTGCTCGTCATTTTATCTAAAAA
ATTTGGATTATCACTCTACTATTTCTCCGTCTTTGGGCGTTTAAGCTGCGGGACAATGAT
GGAGATGGGAGATTCCAACCAGGACCTGGACTTGATTGACATACTTTGGAAGCAGGACAT
CGACCTTGGTGCCAGGCGAGAGGTTTTCGACTACAACCATCGGCAGAAGGAGCACGAGCT
GCAGCGGCAGCGCCAGTTGGAGGAAGAAAAGAAGCTGCATTTGCTGCGGGAGCAAGAGAA
GGCCCTGCTGGCGCAGCTGAAGCTAGATGAAGAGACTGGAGAGTACATACCTCACACAAA
ACCCATCCTCCCTCCGCAGCAGGCTGTCGTATCTATCGAAATTTCTCAGGATGCTAACTT
CACTGAGGAGACTGGAGATGGCATGTCATTTGACGAATGTTTGCAACTGCTGGCAGAGAC
ATTTCCTGTAGGGGAAACTGAGAATCCTTCAGTTTGCATGGAGCTGCCTCCTGTCTCGGT
GTACCCCAGTGGCACCATGATGCCCTCTGAACAGCCAGCCCTGTCCCCCGCTGTCCTCCC
AAACCCGCTGACTCCTCCACAAAGAGTTACCCCCGATCTGGAGGAGGCCTGGATGG
>CL6694Contig1
ATTTATTTATTGAGAAGTTTGGCGTACCTGATTAAAGCTGAGAGACAACATAGGAGTGAT
TAGCTTAAAACATGTTATGGCAGTCATGAAAGTAAAATGCAGGCACTTGACATAGCAAGC
ATATTTGGTTCACTCTTAAGTCATAAAACCTCCTATTTACAAACAGTGCAATCGGGAAAA
AAAAACTTCACTTTGTGCTTCAACATGTTGCAGGAACTGTTCTCCCTCACAATTTTAAAG
TGCATGCTTGGATCAGTAGTCGTGGGCGTAGAACAGATGCTCATGAATGAACACAGTTTG



GGCGTAAGACTGTTTCCTGCTATTAAAGCTGGATCATAAGGCCGCAAAAGTCAACGCTTT
CCTTTTCTATAATCATCTCATTTATCACCCAAAGGTAAAAAGTATAAATTAGCTCAAATC
TGATTGTTTGTCTCATTTGCCAAAAAAACTTGTCAGCTGGTAAACTTTGGTTTGGAAAAT
TCAAACAAAGGACAGGAAGGAAAAAATGACAGGGGGATATTATTGGCTGCTGAAATCGAC
AAACTTCGCTTTTCCTTTGAAGCGTCGATGGATGACCTGCAGCTAAGTTGAATGTTCCTC
CTTCGTGGCCATCTTCCAGTGTCATCAGCTGGAGACAAAACACTTCAATCGGAAGCTCGA
TTCAAATCGATTGCTGTGCACGGCCAGCGCCGTGAATTCCTCTGATCATCATACAGTGTG
AACGGCACGCTACGTTTCGGACAGTTTGACGTCAGCTCATGCATCAGTGCAACGTTTATG
GAGTCACCTCGAGCCCTCGTGCCGA
>CL6695Contig1
ATCCAGTTAGTCCAGGTGATTATATTAAGGCAGTGGGGAGCATTAGCCACGTCATTCCTT
TCATTGGAGTTAAAGGATTTTTGTGTATGCTGATTCCAAACCATCTCATTGCATGTTGAA
CCTGAAACTTCTACTCCACCGCCAAAGGAAATCTTTTTGAACTCAATTTGAGTTAGAAAT
GAGGCCGCACTGCTCTTCAAATAAAGGGGAAGAGGCGCTTCTTGAGGATGTAGAGGACAG
TGGCGAAGAAGAGAGCCAAAGCAAGAAAAATCAGCAGCTTGTCTGTCAGCTCACGTCGGT
TGTACTTGAGGATCAGTTTTCTGCCCAGATGGATGGTTCCCGTCATGCTTTTGAACTCCT
CGTTGGTTTCCTGGACCGTCCTTGAGGAGGTGGCAAGGGTGCCAATGGTGTCTTCGCTCT
GCTTCACCTGTTCCGCCATCATCCTGCTGATGGACATCAGACTCTCTGTGATGTTGCCGC
TCGTTTCCACCAGGCTTTCTTTAGTTACTTTTCTTTGTCTGGGGCTCCTGTTTTCTCCAG
CATGCAGCAGCTCATTTTTCTCCATGTTGTCTATGGCAAGTTTACAAGCCAAGTTGGCTT
TCCTCCATGCAGTCTGATTACTCACCATTTGTCGTCGCTGGCTCTCCGTCTCTGCTTGAA
CGGCGAGTCTGTCCGTCTCTCTGTCTTGCTCTATGGCCATCTGCTCCAGGTCCTGTATCC
TGAGCCTCAGCTTGTTGAATTTCTCTTTGATTTGAGAGTTGAGCTCCATAAGTGAATACT
GAGGTCCAGAACAATCTCTGATGTCCTGTACGAGAGCTTTGATTTCTAAATCATATTTTA
TGATTTCTTGTGCGCAAATCCGGACATGAACATCCGTCGAAGACGCCATGTTTGTT
>CL6696Contig1
TTCCCTCCCCAGCGACTCCGAGGCTCGCGACCAGNACAGACAGGTAAGCCGACGCGACCG
TCGCTACGTTTCACAACACCACAAAAGGACGGAATAAACAAACCACGAAGCGCGTTCTAA
AGTCCAAAAACGACTCAACGGTTTTCTTGTTATGTGCTTCTGCGCTCGCGCTCCTCTCTT
TGTAGTCACGAGATAAACAGACCGCGAGAGAAAGGCACACAGACGGGGTCGGCCATAGCC
GTGTTTCTTGTCCTCGGAGCGGGGAGGATTCGGTTCAAAAACCGGAGGTTTAAACCAAAA
ATTGTTCAAAATTGTCCACCGCGAGTCCCACATTCGAAGTATGTAAAACGAAAGAGAGCT
ATTTTCGGTGTGACTGTGTGGTTTTGCATGGGGGGGACTACGCGCTGGTTTCCGCGCGGA
GACCTCCACGCGGCTGTTGGCGGAACAGCTAGCCGCCTCTCTCGTTCAGCCATCAGGGAT
CTCGGTTTAATATCTCACCGTGCAGAGACTCGCCCTCCCTCTCCCCCTCTCTCTCTCACT
GACTAGCCCAGAACCGCCGACGACCGAGCTCGGAAAACCCGCCTTCCCGTCCTCGCTTAT
GCGCTTTTTCGGACCGAGGGGGTAAGGCAGTCTGCGACGCCCTGGCTTTAGGTCGAAGCT
CCGTGTTCGGTGTTTGCAGTGCGCCATTGGACCTCGTCACGGCAACATATTAACAAATGA
ATGGAGAAATGGAGGCAACGGTCCAAGACCAAGTGTGGGCGCAGGAGGACCTCCTAAGAC
TGCTGGAGGCCATGAAGGTGGCCCTGCCACAGAAAGACTTGACAAAATACAAAACCTCAG
AGTCCCACCTGGACTGGCAGAAGGTGGCCCTCAACTCCTTCACGGCAGAGATGTGCAGGC
TGAAGTGGCTGGAAGTCTCAAAGGAGATTCGTAAGTTTCGAACTCTGACCGAGCTGATAG
TTGATGCTCAAGATTACATCAAGAATCCATATAAAGGCAAGAAAATTAAGAAGCATCCAG
ATTTCCCCAAGAAGCCTTTGACTCCATACTTTCGGTTCTTCATGGAGAAAAGGGCCAAAT
ACGCAAAGCTGCATCCTGAAATGAGCAATTTGGACCTGACAAAGATCCTCTCCANGAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL6697Contig1
CTGCCGCATCGCCAACCGTCACAGGGTGGTGGGACCCGNGTACCAACCTGGCCAAAGGGT
CTGGCTCTCCACACGTAATATCCCCATCCAAGCCACCTCCAAGAAACTGGCTCCACGGTT
CATCGGACCTTACGTCATAGAGAAACTCATCAACCCCACCTGCGTCCGACTCCGTCTTCC
CAAGGCTCTGAAAGTTCACCCGTCATTTCATGTTTCCCAGATCAAGCCAGTTCTGGACAG
TCCTCTGTGCCCGCCGTCCGCTTCCCCGCCACCCGCCCGGCTCATCGACGGTGCTCCGGC
TTACGACGTCAATCGGATCCTGGATGTCCGCCGTCGGGGTCGCGGATTCCAGTTCCTGGT
CGACTGGGTGGGTTACGGGCCGGAGGAGCGCTCCTGGATTTCCCGCTCTCTCATTTTGGA
CCCCTCGCTCGTTGAGGATTTCTACCGGGCCCACCCAGATCGCCGCCCTTGACCGCCTGG
AGGCGGTCGTTGAGGGGGGGGTACTGTCATGGTGCCTCTGTCAGACTCCTCCCCCCTCTC
CTCTCCGCTTGGTTCCTGATTATCCCCAGCTGCTTCCACTCACCTCATCGACACACCTGC
CTTCTTAAGGAGCTCCAGGATCTTCATTCAACGCCAGTCCGTTGCCCCTGATGGAAACCT
CAGCCACGAGTGGTCACCCACAGCAGCCGTAATCCGGACTCCTCTACTGGTCTGTTCCCT
TCATCCTCACCACGAGCCTCTGCCGAACCAGCTGCCTCACGAGACGGACTCCCGCTGCCG
ACTCCAGACCCGAACGAGCAGTTCCACCAGTGACGCCACGAGCCGCAGTTACATTCTCGG
ACCTCCAGTAACAGATACCTACCTGTCNGGCCCTCATATTAAATCTA
>CL6698Contig1
TCTAAATTAATGTCCTCCAGTGTAAACACATTCAAAGNATTAGAATCAGAAATGTTATAA



CACCTACAGGGNATTTGCTGCAGGTTCTTAAGGTTGTAATAACTGTAAAACAAAAAACCT
TGTAAATATGTTTACTGTAACTTTCTTTGTAATGTTCACCCTCATCATCAGAATGTCTGT
TCTTTTAAAACACGTATTCCTCTCTATGGTCCTTAAATATCAAGTGTCACATTGATTCAA
CTGTGCGATTGTTACGACTCTTCTGCATGTCATTCAAACTGTAGTTCAGGATTACTTTTA
ACTATAAGACAGATGGATGATATCAAATGTTTAATGTTTTTTAATTACACAATTTCCTTA
ACATGTGGCTGGGTCACTGTAATATGTTGTTGTTTTTTTCTTTTTAAAGATAGAGTAGAA
ATAACACTAGAAGGCGAAGGGCCCAGTGACCCTTTTAAAGCAACACAGAATCACCTGCAG
CAGTTTTCCATCTGCTTTGCTTCTTATGTAACAGCCAGATTGGAACCTCCACAGCTTTAC
ATCCCAAGCTGCAGCACTGCTGGTTTCATTCAGAACCTTTAGCTGAAGTCTCATTAAAGT
TAAGAGATGTGTCATCGCAACAACCAATATCCAAATGTTTGCCTCTTCTGTCTTTACTCA
ATTCTGCATGTTAGCATCATGTAGTTTCTTTTCTGCTGTTTCTCTTTGTTCCCTCTTATT
GTCCCGAACTGAAGCTTTGATTCAGTAAATGTGTTTTCAATGATCAGTTTGATGATTTGA
TTTTGTGTCAAAAACGTNTGCTGTTTGCTCTGTTTTGCTTCCAGAGCGTTTAGTGATGGA
CTGTCCTACACGTGTAACGGCGTGCCCGCATGAGTTCACAAATATTCAAGCAAAGTCTCG
AACATTATTGGAGTTGAGCTGTTTCGCCGAATCAGAAATCAGCGCAGACGTTTGTGAAGA
GTGGAACCATTCTGTAATATAATGTGATGTCAGCAGTGGGCTTGGAGTTTAGGCCAGTAT
TTACTTTGAATTTACTTAAGTCAAACTTCATGTCATTTTACTTTTGTACATAAAG
>CL6699Contig1
TCACGCTGCCCACCGTGGTCTTGAACTTGGGGGAGTCGGCGTCCGTCGGCACTGGAATGT
GGATCTCCACGTTGTTGGCTGTGGAGCGCCTCTTGAACTGACTCTTCGCCTTGATCATGT
ACTCGATCCGGCTGTGCGAGTGCTTCTCGATGACGGACTCGATCCAGATCAGAGGCTTCA
CGTGCGTGTTGAGGCGGTACGACATGAGCTCGAACTCGCCGTCGGGGGGAATGAAGGAGA
TGGTGCGGTCGTTCTCAAAGCGGGACAAACGGACGCACTGGTGAAACTTCACGTCCTCCA
GCTCCACTGATTTACTCTTTCCTCGTCCGGTGTTCTCAAACAGAACCTTGTCGTTGAGCC
CCAGCCGTAACTCGGGCATCCCAGACAGGAAAACGCGCATCTTTATGGAGCCGACGATCT
CACTGCGCAGGACGTTCCCGTTGGCACTGACCAGGAGGTTGACTGACTCAATGACGTCCA
GGAAGACCTCATTCTTCCTGTACTTGATGCCTTCTGACCTCCAGGAGACGGCGTTGGTGA
CGGTGGCGGGGGGCCGCGGGGCACCGGTGTCCAGCTTGTGCCCCTCCTGGGTGATGTACT
CCTGCAGGATCTTGCTGTCAGTGGTCTGAGGGTAACCGAAGTCCATCAGCTCGTCCATCA
GCTCGTAGATGATAACAAAGTTATCTCTGATGCTCTCCTCCTCCAACTCTTTGAAATACT
CAGAGAAGACCTGGACAATTTTGTACAGGAAAGAGAAAACCAGAGAGACGCTGGCGTTCT
TCTTGGACGTGGCGACCAGGTAGAGGTTGTTGTGTTTGATCCACATGAAGCGCACTCCTC
CGTGAGCGAGGATCGGCGACAGAGTGCCCTCCTCCTCTTTGTCCATCAGAAGGGTCATGA
AGTGCTCGATCTCCGACATGTCCACATCACCGCGGTAATTCCGACACACCAGGACTTTTC
CTTTCAGGTCCAGGACGTAGACGGCGCTCGCAGACATCTTTAACGGTAACACCGAGCTTC
GCACAGCTCGCTATAACAATTTACGGATTATATTTAACAATCATGCGATCAGGAAAACAT
CAAACCACAGACTTTTTTCATGATCT
>CL6700Contig1
TCTGTAAGTCTGACTGGCCAGGTTCTCTGGTTGGANGAAATGATCACGGCTCCTGAAACC
CCAGGGTTGGGCTGGGATGCTGCAGGTGGCTAAGCAGCGGGAAGACAAAAGGCCAAAGTC
TTTCCCAGATCCTGTGGGAGCACAAGCCAAAAGCTCCCGACCGTGCATCATGAGTGGAAT
TGCCTGCATCTGTATGGGAGTTGGAGAGTTGAGCCCTGCATCTTTGAGGTTCTGGAGAAC
ACGGGGGTTCAGACGATACTCAGACTGTAGCTCCTCAAAAGTACACACAGGATCGGGGAC
GTCAGAACCGTGAACATTTATTCGGTGCTGAGAGCGAACGCGGTTGATCTTTTCCTGATG
AAGTCGTTTCAGCTTCTTCAGCGAGGATTTCTCTTCATCACACTGCAGGCTTTGAATCTT
TCTGCCAGAAGACGACGTCAACTTGATGCCGTTTCCCTCAGACTCGTTCCACGTTTTTCC
AACATCTTTAGCTGACACTTGCTTGTTTTTTGTTTTCTTCTTTTTGGACTTTGTATAATC
ATCCTCAATGCGCTGTCTTTTGCCTCCAGCTTCGGATTCTCCCCTTTCTCCGTCCTCATC
CTCCTGCCCTGTCTGGAAGCTGATCTGTGGGCCGCTGGTCGGGTCTGTCCGGAAATAATC
GATTGTAGATAGAGCGTCCGATAATGTTTCCCCTTCCCGAGACCTGGTAACCTTAAATCT
GGCAGCGTCTTGACCAAATCTTTTAAGGTCGAATTTAGCGCCTGCTCCAAGTTTCCGAAA
TAAGTCATAAGCGTCCATTCTCCAGCCGACCCTCGGCCGAATTCCTCAGCCCGGGGGA
>CL6701Contig1
GGTTTGTGCAGGCCTTTTGGCACTGAAGGNACGGTACGTGGTTCGTGTGGGAACTCTCAG
CATTTTCCAAAGTGTCGTAAATGAGTGAAAAGTGTTGAACGGAAAGACAACCTGGATTGT
TGTGATTGTGAGACTAGCAGTTTATTTCAAACAAATTATTGAAAAGACTTCCTGTTAAGG
GAGGTTCCCGGGCGCAGCGTTTCCGACGGAAATTTCCTTCCACAACAGCGATCTGCCTGC
GTGAGGTGAGCGGCTGCAGCGTTTAGTCTCTCCGGAAAACGAAAATTGTTTTCTTGGAAC
GTTCCCTGAAGTCTGGTCAAGATGCCACAAGGATCTACCACAAAACATTGTGTCAGCTGC
AGAGTAAGGATTGCCGTCGCAACAAAGACATGCAAAATATGCCAGACGGTTCAACCAAGC
AAACAAAGGCTTGCCAAAAAAACTTGAAAGGTTTAAAGCCAAGAAGGAGAGTTGGTTGCA
AAACCATAGGAAAAACAAAACCACCACACATGTTTTGGATGAGGCATCGGTTTTGGTGGA
AAAGTTACATGCTTTGGGACACAGAGCTGTGGTGTTTATTGCCAGACCTGGAAGAAAGGC
ATCTACATGGCATGCACACATCGTTCACCCCAGGTGGCAGTTAACCGATCAGGCTGGGAA



GTGCCTGGACCGTATGAAATTATTATATGAGCTTGTGATCACCGGTTGGACAGACCAGCA
ACTGTCCACTGCTCCAGCCATCCAACCATCACAAGCCATCCAACCTTCACCATCACCAGC
CATCCAGCCTGCAGCCTCATCAGTCATCCAGCAGCCAGCCTATGCTCCAGCAAAGAAGAA
GAAAAAAACAAATGACAAGGAAGATTCATCTGGAGTCCTTCCCCAGCATTGGATGACTGA
AGAGGAGGATCTCTGCAACCAGCAGACGAACGTCAGAGTGGAACAGGAGGACCCAGAACC
TTTAAATTTTAAAGAGGAGCAGGAGGAACCAGTACCTCCAGAATATAAAGAGGAACAACA
GGGGGGACCAGAACCTCAAGAATATAAAGAGGAACTGGAGGAACCAGTACCTCCAGAATA
TAAAGAGGAGCAGGAGGAACAAGAACTTTCACATTATAAAGAGGAACAACAAGGGTTACC
AGAACCATTACCAGATGAGCTCTTCTTCAGTCAGGATGAAGATCAGCTTGATCTGAAGTA
GTACACTGAAACTTGATGGAGATTCCTACTTATGAGGAAGATGAGCCACTGCGTCTGTCG
AGCAGACATTTTCAGCTCTAAAGCGAATTCAAACCTACGCAGAAACATAACTGGACAGAC
TTGCCTCTCAGCAATGGCCTTGATGGCAAAAGAAAAATACTTTTTGACAGAAAAGAATCG
CGATAATATACGTGACAAAAAAACTGTTCTTGAGGGAAGAGGGTGGATTTTGTCTTCAAA
TAATCAGATTTTTTAA
>CL6702Contig1
ATCTTAATAGTAAATTTAACATTAGTATACTACCTTGCTAATCCTAAATTTAGCGTTCTA
CTAGTAGTAACTTTTGCATTAGAATACTACCTTCCTGATGGTAACTTTAAGATTTGCATA
CTGCCATGCTAGTGCTAACTTAAGTGTTCTACTTACAGTAACTTTAGTAGTAGCATGCTA
CCTTGCTAGTGCTAACTTTAGCATCCTGCTGATGGTTACTTTAGCATTGGCATACTTCCT
TTCTATGCTAACTTTGGTGATTTGCTAATGGTAACTTTAGTATTAGCATACTACCTTGTT
AGTGCTAACTTTAGCATTTTGCTAATGCAAGCTTTAGCATTAGCAAGCTACTTTGCTACT
ACTAATGTTTGTATTCTGCTAATGCTAACTTAAACATTACAAAACAACTATCCTAATGCT
AACTTTGGCATTAGCATGATTTACTATTCAGTTACTCAAAGCATTTCCTTGTTTACATTT
CTAAATGCATTTTTTTGTGGATAAGCCAAAACATGGTAACATGAGTACACATAAATAATA
AGACGGGAATAATCTTCCTGAAAGTTTTTCCATCTTCTTACTACTCCCTTGTTCCTCTAT
TTATTTATTTTTTGCTTGTTTTCTTTCCAACTTTGTCCTATTTTAAATTGTGTTGTAGTT
ATTTTTCATGTGCTGCAAATAAATATACCAGACTTTTGTGTGGCATTCTAAAAAAACAAG
AAGACAAGAAACAAGAAAGAAGGCTCCCAAATCTCAGTATAAAAAACTTTAAGGGTTAGG
GAGAGCTTTGCAAAAATCAGACACCCTAATAAGTTCTTTTTTGAGTAAAACTGCAGTTTC
TTTGACCGAAGTTATTAAATTCCCTGTTTTTAAAGCACTAATGTTTGTTTGTCAAAACCA
TTTGTGACTTGACTGGTACAAAGGAGGTGTAGCTACAGCTCATTTAAAGAAAGCAAGAGC
AACCTGTTCATTTAAATCCCTTTTAAGGTAAACACATCATTCCTATTGGTAGCACATTTA
TGGTAAATTACTTTATGAACTTTCTG
>CL6703Contig1
GTTTTGTGGAGAAGACGACCGAGCATATGAACGTCTCCAACAGCCATTTAACGCAGGGCA
GCGCGCGCAGGATTACTTTTCCAAACAGCATCTCTGACATGTAATCCGACGTGGTGATCC
ATCTGCGTGTCAGGGGGCATCCATATTTCTCAGCATCTATTTTTCATTTTATTTCTTTAT
CCGGCAGAGAAGTGATATAGCCTGCTCTGACGTCTGCATCAGATATTGCCCAGTGCTTTT
TTTTTTCCCAATGTGCATTTTCCCCTCAGTGGTTTTGCGCTGATCTACATCAGCAGCAGC
AACGAGGAGGAGGAGGGGGGTAAAAAAGAAGAAGAAGAAAAAGAAGAAAAAAATAGGAAT
GACAATTTTTCTTTTTTTGAAAGCCACCGCTCCCCTTCAGCCGAGCAGCATTTCCTGCGT
AAAGAAGCTTCTTTGAGCGGCATCGCGCATTGGAGGAGACTGGCGCTTGAGCCCCGCTGG
AACCATGCCTCTCCTGCAGATTTGGACTGGGAAATTTCATCCACCAATTTGACTGTCAGG
AGCTCAGCCATTCCCGAGAGCACTTGTCATCACTTTTAAAAGTATTGTGCATGCTGTTTT
CCCCCCTCACCACCACCACCACCACCTCTCTTATTTCTGAGATGTCTAATCTCCTGGTGT
TGGTCGAGGGGCTATGTGACCTGTACGGATTTCCATAGCTGGGGGAAACAGCGGGGGCCA
AGTAGCACATTTTTGAAGATTGAGAAGCCCAGGATGGTGAAGGCACCGCATGCGTCGATG
TAGACCAGTTTACCCATCATCTTTATTAGGCAGTTCTTATTATTCTATATATATTATTCT
TATTATTCCTATCCGTTTTTAATTGCCAGACTTTACTTTGTGCATTTATTTTTTTTTGGG
GGGGAGGACCGCTGGACTGGTTGGATTATAAAAACTATACCTAAGGATTTGTGGAGATGT
TGGGTCGTCAAGAAGATAAATTATGTGGAATTTTCTCTGCTCTGGCGGCTTTGTCCTTCG
TCTGCTTTGTGCAAAGCTCCTCCACAGGAAACACCGGAATGTCTGTGGCCAAGACTACCG
TGGACAATTTGCTGAAGGGATATGACATCCGTTTAAGGCCTGACTTTGGAGGTCCTCCAG
TCATTGTAGGAATGAGCATCAACATAGCCAGCATCGATTCCATCTCAGAAGTAAACATGG
ACTACACCATCACAATGTATTTTCAGCAGAGCTGGAGAGATAAGCGTTTGGCCTACGGAG
AGCTGAACCTGAACCTGACTCTGGACAACCGTGTAGCAGACCAGCTGTGGCTCCCAGACA
CCTACTTCCTTAATGACAAAAAGTCCTTTCTTCATGGTGTGACGGTCAAAAACCGTATGA
TCAGACTCCACCCTGACGGCACCGTCTTGTATGGGTTGAGAATAACAACTACTGCTGCTT
GCATGATGGATTTGAGAAGATACCCG
>CL6704Contig1
TTTTTTTTTTATGTTGTTGCATGAGTCCCTTTATCAATGAAGGTAAATCAAATTCAACCA
CACAAATGCATTGAAGGAAGCACAGTGATGCACATCTCACATACCTCCCTCGTTAAGAGC
AATAATAAAGTTTCCATCAGAAAATCAGAAGTCTCTGTTCAGGGAACTCAAAATAAAAAT
ATTTGTTTCATTGTGGGCATTTCACAGTTGAATATCAAAGCAAAATGGGGCTGTTTCATT



AAATAAAATAAAACACTTGAGGCTCCGTACTGTCGGTCAGAATCGCCATCGGCAATAATG
CATCCAGTTCTGTATTCGCACACTGCTGTCCAAATGTTTCTTTGAATGATGTGCCTTTAT
GGAGGGCTTTCTTTGTTCCTTCTCTTTCATGTTTTTCACTTGTTCTACAATAAATTACCA
ATAAAGCAATTTTACTTGCCTCACAGTGATTATGCCATACCATGTAGCAGAGAAAAGGAT
GCATGCACATAAATATGCCACAGTAGTAGAGTACATTATCAGGTAGCCCATAAAGTGTGA
GGAAGAAGCAGAGTTTGTAAATGGCACATGTTGGGATCTGTTCGTTATCTCAACAACAAA
TATTGTCTGTCAAACTGAGTTCATGGAGTTTTGTGTAAATAAAGTGCAAAAGCACATAAT
TCTACCTCACCGAAACATGCAAATAATACACAGTTATTCTGGACACAAGGCGTCTCCTCA
GGGTTTAGGGAAAATACTCAAAGGTGTAGAAAAAAATAGATCTATTTAAAAGAAAATTGT
CATGCATTATGTTCATGCAGATGTTAAACAGTAGATAAATGGGTAAATGCTTTCCTCGTG
CCGAATTCGGCACGAGG
>CL6705Contig1
TAATCATGAGTACACACTCAGCTGCATGAACATGTGATGCTTAAATATTTTAGTGTACAA
TAGTGTAGTAGTTGGAGAAGAGTTCCTCTCCTTCTGCGATGTCCCTGAATGAAACCAGCA
CCACACAGCGTAAAGGCCTGCGCGCGTCCTGGCTGAAGTTGACATTAGGCAAAAACTGCC
AAAGCTCGATGGGGAACCTGTCTGGCACGTCATACTCCTGGTAGCAAACATTTGCTGGCT
TTGTGTTGGAGCAGTTGTTGACATACTGACCCACGGCGAGTGGGGTTCCGTGGGCTGGCC
GTGAGCCAGCTGGTGTCACTGGTCACCAGAGGACCAAGTCTGTCTCTTCCACTACAGGAC
TTGAACACCATCTTGGACATGCCTTTGTCACTTCCGTCAATCAGGACACCATCGATACAT
CTGAAAATGAAGGGGTTTCTGATGGACTGAAATAGAATGGGATCATATGGTTGGTAGACA
GTACCGGGGTACATGGCAACTACAGTTCCTTTCGGAATAACCCCGTTAACGACAAATACC
CCAGTTCCAGCTAAAGGCAGCGTGCTGGGCCTACGATCTATGCAGAATCCCAGAGTTTGG
AACATTTCATTGTGTCCCAAAAATTCCTTATCCTTGGACGTTCGGTGTTCTCCATTATAA
CCCTTCAACAGGACAATGAAGAACTTCAGGAGGCTCTGTGTGATCTGTTCGGCTGAGATC
AGGCTGTCTTCAGAGCGCTCCGTCACGTGACGTAGAGTTTTCTCATTTTTAGAAAGGTTA
AACACAACCCAAGGCAAAAAACGGTGTCGGTACGATCTCCATTTCCTCTGAAACGTTTTA
AGAGGCCCTGAAAACATCTAGGCACGCTCAAAAAAAGAAAAGAAAAAGACCAACCACTAC
AAACTCTGGCGTCCC
>CL6706Contig1
GCCGACGCACCTTCCTCCCACAGGTGCTTCAGCCTACCCCGGACACTTCCCCTACCAGAG
CCCAGGGCTCACAGCTGGCCTGCCAAGTCCCCCGTACGGGACCATGGATCCATCCCACAT
CTTCCATCAGGTCAAAGGTCAGCCCTACGGTGCCCTGGAACCCTTCTTTGATGGCGTTCT
TGTGTCCGACGGCCCGGCGTTTGACCCCCCCCTCAGCCCGCCGCTCAGCATCAACGGGAA
CTTCTCCTCATCCTTCAAGCACGAGGCCGTTCCTCCGTCTGATTATGACAAGAGCTTCCC
CTTCGGCGTGCATTATGGGGCCGGAGGACCCGGAGGACACACCGCCATCTATGGCAATGG
GGGGTCCAGCCTGAGATGCGGCGAGCTGCAGGCAGAACAGCTGATGGGATTTGACGGGCA
CTCGCACCACGAACGACTGATGAACGCCCAGCTGAACGCCATCTTCCATGACACCTGAGA
CAACCCGGGATGAGGAATTAAGAGACTGATGAGGACAGGCAGACCGTCAAACGGAGAGAC
AGACAGTTGTCTGTCCTTTTGTCATGTCGTAGCTGTTTCTCAGTGTGTCCCTCGTTTTCT
TTTCTCTGTCTGCATCGAGCTTTGCGACTCCTCCTGATGGTCACGTCGAAGATGATGTCA
TTCAAATGATGTAACCGTTTTTGTAGTGATTTATCTGACAAGAAAAGCTTTTTACGTATC
TTATAATCCACATTATCATTTAAAAGTAATCAATAAGCAATAATCTGAAGGAAACTATGC
AATTTTGTTAAAACCTGAGCAAATGCTCAGCTGATAATTCCAAATGTTAAAAAAAAAATA
AAGATT
>CL6707Contig1
ACGCTACTCCTCCATCCAAAACAGAGGCATGATCTGGATCCACGTTCTCCTGTCCTGCAG
AGATCCAAGGACACCAGTCCCTGTGCTGAGAAAGAGGGTCAAATGTGCCCTTATGCAGAG
GCCCATCAGGACCACCAACTGTTGAGAAGCACAAGCGTTTGGGAGGATGGAGGCTGGTGG
AGCCGTCGGCCCCCGAATTATCTCCATGTCCTCGACTTCGAGTTGCAGGCCTCTTGCCCC
TCGTCAGAGGACTTAGCAAGTCATCACTGGGGCTGGGTGAGTCTCTGCTTTTGGCTCGTA
ATGCAGTGGGGGAGGAGGAGGTCCCCTCAACCTGGTCGGAGCGTATGGAGTCCTGGCTCC
TCAGCTTCATGCGGCATGGAGATGCCGCATGAGTGGACGAGGCAGGGTCTGCCTGGCTGT
CGCTGCAGCCCCCTAAGACAGAACCTGTTCCATGAGCAGAGGGTCCTGCAGAGCTTGGTA
CCGTCTCTGCCTCACCTCCGATTTCTTCCATCTGGTGGAAATTCCACAAACCCACCTTCC
GCATGCAATAGGAGCAGGTCAGGATTGGCAGGTTCATGGCACGTAAAGCTGGACTTGCTG
CCCAACCACAAAGAGAAACGACGCATGCAGCCACCTGAACAGACAATGGTTCAGAGCATG
GACTGCATCCCTTTATTTTTAGCTCTTCCTCAATCAGTTGCAGTATATTACTGATGACAT
CCTCTGTCAAAGACATAGACTTCAGCTGCTCTGGCCTCATGGCTGGCAGCTGCTGAGCAA
GGAGACAGGCACTCTGGAAACGTTCCAAAAAGGCAGCAAGCAGCGTTGACGGTTCAGAGG
CTGGAACAAGCCAGAATCTCTCTGGACATGGAAAGTCAGGCCAAGGACAAAACTTCTCAT
GCTGAGTCTGTAGTTGTCTCAATATCTCTGCAATGCGGCTTTCATATTTCTTAAAGTCTA
ACGTTGGTTGTAGTGATGCACAAAGGAAAGCCTGGCAGCTGGAGCACTTCAGCATGTCAC
AACCAACATTGATCCAACCATATCTGGCACACATCAGAGGAGAAAGTGCACGGGGTTTGC
CTGCCCATCTCAAACAAGAATAGGATTCCACTCTTGAGAAAAATGCTTCTTTGTTTGTTG



CTTCACACGGTGTTTGAGTGTTGTCTTTAACTTCCAGAACTTTTAAGTCCCCTTGTTCAC
TGTTGGAGCCAATCTCCGGTAATGACACTCCTTCGCTGAGGAGTTCACGAACTTTTTCCG
GAGATGCAAAAGAAGACTTTAGGTGGTTAGAATTGCCGAGACGGTCCCCGCGACTGCCGC
CGATATTCGCCATGGTCGGCTCTCCCCGGCCATAATGCCCGGGTTTAACGGGCGCTCA
>CL6708Contig1
CAGTCAGTGCATGCAGCCCAACAACATCATGGGCATCGAGAACATTTGTGAACTTGCAGC
CAGGATGNTTTTCAGCGCTGTGGAGTGGGCCAGGAATATTCCTTTCTTCCCAGACCTTCA
GATCACTGACCAGGTGGCTCTGCTGAGGTTGACGTGGAGTGAGTTATTTGTGCTCAACGC
TGCGCAGTGCTCCATGCCCCTGCATGTGGCTCCCCTCCTGGCGGCGGCTGGCCTTCACGC
CTCCCCCATGTCCGCGGACAGAGTGGTGGCCTTTATGGACCACATTAGGATCTTCCAAGA
ACAAGTGGAGAAGCTCAAAGCTTTGCACGTTGACTCCGCTGAATATAGCTGCTTGAAGGC
AATTGTGCTCTTCACCACAGATGCTTGTGGCCTCTCAGATGTGGCCCATGTGGAAAGTTT
GCAAGAGAAGTCCCAGTGCGCCCTGGAGGAATATGTCCGGAGCCAGTATCCCAACCAGCC
AACACGGTTTGGGAAGTTGTTACTCCGCTTGCCTTCCCTTCGCACAGTCTCTTCCTCGGT
CATAGAACAATTATTTTTCGTCCGATTGGTAGGTAAAACCCCAATTGAAACTCTCATCAG
GGATATGTTGCTTTCGGGGAGCAGTTTTAACTGGCCTTACATGTCAATTCAGTAAACCAA
GAAGGACAAACAAAAGGTGGGGCTGAGGTGGGAGGGAGGGGAGGGGGGGGCTGCGAGACT
ACAA
>CL6709Contig1
GAGCATCCTCCTCCCCCATTTCTCCTTCTTCCACCTCCATGCCTTCTTCCTTTTCATTTG
TGCTCTTTTGGCCAAGAGTGCTTTCTAGTTCATTTTTGTTGAAGACTGTTACATTTTCCA
AATTAAACTGGCTCTGCAGGTTAAGACCTGACTTTTCTGACAGAGGGAAGAGGCGCGCAA
GAAACAGCTGGATTCGCCCGCAGAATACCGTGTTCTGAGATTTGGAGAGTCTCCTCAAAA
GATCGTTACACATCCTCAATAAATAGTTTTTTCCTGCACTGTAGAAGGAGTTAGATTTCC
AAGTGGAGACGTTCTCTTCGACAAAAGAGAATATTTTGTCGCACAGATCGAGTGGAAGGC
AGTCTAGTACGTCTCCCAGCAGGACGAAGGGCGTTGTAGCGGAGCAGATTCCTTCTGTGA
CCGCATCGATGCTCAAGTAGATGAGAGACAGGTAGTCATCACAGCTGGCCTTCTGCTCAA
CAATCTGATCTCCAAGAACGCCCCTCAAAGCCTGATCAAGAGTTGTTTTCTTTTCCGTTT
CATTCCCAGGGATCTGGTTAAACGATGTGACCAAAGGTTTGCAGGTTTTACCCGTTAGGG
CGTGTCTGGCAGCAACCGTAAATTTGTCTTTAACATCGACAAAATTAAACAAGGACGGAG
ACATCTTTACTGCTGCAACAGGAAGTCCCCGGCCATA
>CL6710Contig1
TCGGCACGAGGCAACGGAGAGCAATAAAAAAAAAGTCAGCAAGCAAAGAAGGTAAAAGTG
GGACAAGAAGAAGACAAAAAGGATCTAATTTAAACTGAATGTAGCCCAGGTCAGTGTCAT
CAGATGATGCATGCAACCTACTTCCTTTTTTCAGTCTTTTTTTTAAATGTATTTTTGCAT
CCTGTTGTCAAACTGCATATTCCTCAAAAAAAACAGCTATTGTATTTGAAACCCTCCAAT
CAACTTCTTTTTAAATCATTTAAAAGGGAGAAAAAAGATGGATGATGAGGGCTCATCCAG
TTCTATGTCTCTAAAATAAATGAAACATTTTATAAGAACAGAGATACTCTCGTATTTAGA
CTGCATCAGTCCCACCCTCAATGTGTTTAGTTGAACTGAAGGCTTGAAACACCTCAATAA
CTTTAGTTTTTTAGAGTTAGGCTTACAGACGGTTGTGCTTAGACCCCAGAAACTTTAAAT
TATGGCGTTTTTACAAATCTGCTGTTCATGGCTATGATGTTTTCTTTTCAGCATTCCAGT
TTCAGGTGATATAAAGATGCTAAATCCTGCTCCCGATCAGTGTTTGAAAGTAATAACACT
CTCTGACTGATGCAGTAATGACACATTTAATGATTTAAAGTCATCACTGTGTGTATCTGG
TGTCTTAAGCAATTCTTTTTGTGACAGTGAAGCCTTGCAGGTGTCACCAACTTCCTCCCT
TTTTAATGATCTGTGAAGAGAGTGCGATAAAGATTTATGTTTTTGGATTTGTGTCGGGTC
TGTCCCTGCTTTCTGCTGTATGAATCTCTCTGGGTTTGTTTCCTATGATGCAAAAAGAAA
CCTAAAAACCACCAATAAAA
>CL6711Contig1
CTGGATTGCAGACAAACATGGCAGGTAAATACAGATGCCAGAAGATATTGGCACTGGGGA
ATATCGAAGATTACTGCTAAAGTAACTTGACATTTCCGCTTTTCTTTTTTAACTGTCACT
CATTTGGCGCGAGGCCTGCCGAGCTGCCACAGCTTATAGTCATGATGTGGATGTATTTTT
AGCACACTAGCCTATGTGAGCTAGCAAGCTACAAGGCATTCACTTCCGACACTAACTGGT
AGTGAACCGAGAATAAAGCTACATTTTATCTTTGACACATTGGCGTAATTGAGGCCTATG
TCCGGTCAGCCATCTTTTCACCCGATTACATTTTCTCGCTCGGTTCGGCTAGGTTGTTTA
GAGTCGAGAGACTACCTGGTTTCACTGGCTGTTTCTATTTGTGCTAAGCATTTTTAGCTC
GATATAACTCACTTAGTTGGGTCGTTTCTAGAACTTCATAGAGTAAACCGTCCCGGGCAT
TCGGTAGTCTGAAGACAACGAACGACAAAACGAGCGTCAGCTAAAAAGATATCTCTCCCC
TTGTTTTCACGACGAAGTTTCAAGTTGTCTTTCTCTTCTTTTCTACAGTCGTCACAACCT
TCGGCTCGCCCTGTAGCATGCCATGTCAAGATAAATCGACAATCCAGCGGAAATCCTCTG
TTCTTTCAGTCGACATGGAGCCTGTTTTGTCTCCCGGCGAGCCCATATTTAACGATGAGT
CGTTCAACGTTTTTCGTTTGCTTTTGTTTGAGTGTTTTCAAGCAGCTAATAGTCGCAGAT
ACAAGCACGACGGATCACCGCCTCCCCCAAAAATGGCTGCCCC
>CL6712Contig1
GTCTTTTATTGATCCATTTGAAAACAGTCATGTTTTATTAAACATGAATGAATAGATGCA



ATTATAGAAGAAAAAACTTGTTTTTGCTTTTTATGCTACTGCATTACAATGCAGATTTTT
AGTGTCAAAAGCTCAAAGGGCTCAAAATACTCCATTCAAATAACTCTATTCATACAATTA
CAGGATCACATGTGTACATTGTGCTGGTGTAATATTCATTACAATCAAAAGTAACAGGTT
CTGCATAACAGACTTTTCTGTTCTTTCTATACAAATGCTCAAAGACATGCTTAAAATTTT
AAAAAATGAATCTAAAACGTAATCTTTTGATTATAAAAATGTGGCTTTGTTTATAATAAA
AACAAGATCTTAAAACAATCTGGCGATGTCACATTTTCTGAGAATGTTTGAGTCCCTTTT
GTTGTTTTTTGTCAGTTGATTTCTTTGCCGGCATTTCTGTCCATCATCAATCCACATAAT
GCTGAAAACGCAGCCTCGGTTAACTGCTCTTCCCTGATGCTTGCTGTTGTCTGTTGGACC
TGATAGCCCCTCGATGGGTCGATAACTGTGGAGAATTTCTTGGTGAAAGGCGCGGGGAGG
GTCGGGAAGGAGGCTGCAACTGTGGTTCCGTGGGGCTGGTCAGCGCTGAAGACTGAGGAC
TCCTTGTCGGGTTTTTCTTTGGGATGCGCTTGAGGAGGTGGCTGACCCAGTGCTGCTGTT
CCTCTTTGGAGCTGGTTAGCACCAGCAGGTCTCTGGCAGTGGACATGTCATAGTTCACTT
TGCAGGGAGCAAAAACTTCTTCTTTTTTGTCCAAATGGTCCTTGTGGAACTTGAAGTGAC
AGCGGCGGCACTCGATGGCCGGCGGGGGGCTTGAAGACGTGCCACAGGGGCTTGTTGCAA
GTCTCACAGTTGGTGGGGAA
>CL6713Contig1
TGATTAAAGGGGGGGAAATGCTAAGAGAGCCACGCCAGGAAGGGGTGAAAGACTCCCCTC
AAGCCTCCGCTCTCATATTTTTGCTTTAATTCTTTGTACGGAGAACCAAAATGTAAAACG
TCAGCAAACTAGGTTTCAGACCTAACCTGTGTGTGTGTATATAGAAACCCGGATACAATC
AATGGGATCTTGTTTTCTAAGGCAAAAATTACTTAATTGAAGTTATGTGTAGTTTCTAAA
GAACATGTATCATTATTTGTAAGTTAATCATCTGCATGTCTTCGAGCCACACGGCATTAG
TTAATAATTTTTAAGATGGGAAAAAAAAACTTTTTACACATTTTATTTTATACGATTTAT
TTGCTTACCTAAATATCCCAGACAATAATGTGACCCTTTTTATTACTTCAAATTTATTTT
TATTTTACTTTTTTAGTTTCTTTATTTCCTGTGTACTACATATAGGCAATTTATAACAAA
ATGAGAAAATTATTGAAGAAATTTTAAAATTGAAATATATTTTATTTGAAAGTTTATGGA
CCTTTTAACCGTGAGCCGGAAAAATTGTATAATCGTATAATTTGAGCTGACTTGACGGTT
ATGAGAAATGTATCAAGAGTTTTATTTTTTATGCTTCTTTAATAAAGTCTTGTTTTTTGG
TTTCATTTTTTTACTGTAAAANT
>CL6714Contig1
TTGTACTGTGAAATGTGCATTTTTGGAAACATTTTCAGCAGAATCAGAGAAACGTTGACA
CCTTAATGAACGGTAAAATGTGTCCTGCTCTGCTGCTAACAGCTGAAGAATCCGAGTCCT
GTTAGCAGCATCACTGTGAACAGAATGAAACTCTTTCCGCCCTTCCAACTGCAGCTTCCT
CCAGTTATAAAGTGTCCGTCCAGCTCAGCTGTCCCTCTGGTGAAAAAGTCAAACGGAAAC
TTCCAGTCAAGCTGAGGTGAACCTCTTGGGGCTTCTGGGTAAACTGTGGTTTCAGTGAAC
GTGACTTTGGTCGTCAGGGTGAGCGATGACACGGGACACTGAACGGTTTGACACTGGAAC
AGGTATTTAGCTCCTAGAATGTAGTTCTGAGGAAGGTCCGTGAGACCCTGGCGAGCCCAC
AGCACTTGGATAGACAGAGAGTTGGGGAGGATGCATCCAAATTCGCATGATTCCTCTGTG
CTGACGGGACACTCCTGCACAATGACCCTCGTCCAGTCTGGCTGGGAGCCGGAGTTCATG
GCAATCACATCAGGGGCGGCAAATCCTCGCAAGACCCAGTAAATCTGGGACTGCAGCTGG
GAGCAATTACTTGCAGGGGAAGTGAATTTGCATCCACTGATAGTGTTGTGTGTGAATAGG
ATGGGCATTCTTCTGCTGAGGTCGGAGGAACACTCCCCGGCTGCTGAAAGACCTAGAGAT
GTAACAGATTGGACCTCTCCATTAAAGCGACCATTGACAGTAGATCCAACTTTAAGTCCC
ACAGCTGGTTTTGTCCTCCCCAAGGTGGGGCTTGGTGTGGCCAGCTGGAAATGGACGGAG
TGGGTCTGCAGGAAGAGCTGATCGAGACCTACGTCAACCAAGTCCGTGCTCACGGTCGCG
TACTTGATTTCACCGC
>CL6715Contig1
CCTTCCCGCATATTTTACAAACACAAGGCAACGTGTGAGTCCTGATGTGCATTTTGAGAG
CTCCCAGGCTGACGTACTCCTTCTCGCAAGTATTTACAGCTGAAGGATTTCCTCGTTTGG
GCGTCGCAGTGCAGCTGTTTGTGCTTGAGCAGTCCAGAGTACGTGGAGTAGGATTTGCTG
CACAAACTACATTGAAACTTCTCTGCCTCCACTCCGTGAGGGTCTGTCAGCTTGGGCAGC
ATCTGCTCGTCTTCATCGCTTCTCGGGCTCTCCGAGCCGCTGTGGTCTTTGGAGGAGGTG
TCGGAGAGGGAGGACGGGTATCCAGAGATGGGGGAGAAGTCACTGGGGACGGGGGGCAGC
GGCAGGCTACTGGTAGTCCACACTGTGACGGGGCTGTAGGCTGCCGGGCTCAGGATCTCC
GGCTGGGGAATGACGGACAGGGGGAGGCCCTTGTAGAAGTGCGGCGTGATGAAGACTGTT
GGGCTTTCCAGTTCACTATAATTTGGCTTCTTTGCGGAGTTTATGTGTTTCTTGACTAGA
AAAGAGCGTGGCATCTTGGGGGACAAAAAGTAAAACTTTTCTGCAAACTTTTTTTCCCCT
TCCGTAATCAAAAGTCCCGCTTGAGTTCGCTGCGTAAAGAACAAACTCCTAAAGTTTTAA
GTCCAGTGGTGCGTCATGGTGCGCCGCTGCGCTCTGGAAACAAGTCCCCGGCCATA
>CL6716Contig1
CGGCACGAGGGTTTCTTGAGACTTGAGGGATTTTAGGTATATTTTAATCGCATTTTGCAA
GCAAAAATCCAGTTTCCTCTAAAGATAATTTAGAGCCAGAAATGTCTTCAGAAAGTCTGG
AAAACTGTAAAACTAGAGCTTGCTTCTTATAAGAATTCAGGAAGAGGAACAAATGAAGAC
TTGCACACAACTTTCATGCTTACAGGAAGGAGTTGTATCTGATTATTATTACTATCTGTT
AGAGGCAGGGGGCGCTGTTGAAGTCCTCAAAGTATCCATGTCACTACAGTGAGACCTGCA



GAGACTGTGGTTTGTAGTTTGACGCCCTGGGGGGTTGTCTTCGGTCTGGATGGGTCAACG
TTACAGTGTTTTTTGTGAGTAAATTCACTTTTTTCTTTACATTTTTGCCTTTGTGTGCAC
ACCTCGCCTGCACGTGGGTTTTTCCTTCTCCTCTGGATGCTGCTACTCTGTTGTTAAACC
GTGTTCACCCGGGTTGTCGTCCTCATACCTTCAGTTGCCTCAGCTCTGCTGTACCGGAAA
GGGAATACGGTGAAGGGAAAATTTACAGCAACCTCCAGGAACTGAACGGCGCCATTCCAG
CCCTATGCAAACGTTTAGCATGAATGATAGTTTTTACATCATGCATTGAAGTACAGTATG
TAATGCCTTGTAATTTGTAATCTGCATTATTTAATAGATTTTCCTCTGTGAACTACTGCC
AAATAAAGGATTTAATCTTAAAAAAAAAAAANNNNNN
>CL6717Contig1
GATGTGGTAAATGTTTCACTCTTTCATGCAGCCTAACGGATCACATGAGAATCCACACAG
GAGAAAAGCCCTTTCCCTGTAAAAAATGTGGTAGAAGTTTTAGACGTTCAAGCAAACTAT
CAGTTCACATGAGAATTCACACAGGAGAAAAGCCTTTTACCTGTGAAGTTTGTGGTAGAA
GTTTTTCTCATGCAAAAAGTCTTACTAATCACATGAGAATCCACACAGGAGAAAAGCCTT
TTTCCTGTGAAGAATGTGGTAGAAGTTTCTCTCAAGCAACCAGCCTAACTAATCACATGA
GAATCCACACAGGAGAAAAGCCTTTTTCCTGTGAAGAATGTGGTAGAAGTTTTTCTCATG
CAAACAGCCTAACTTATCACATGAGAATCCACACAGAAGTAAACCTTTCCCTGTTAGATT
GATGTTGAAATTTCAGTAGATCATAATGTCCAATATGACATTAAAATTCAAAGGACATGA
TCAGTTTTTTCCCCAGAACTTGATTGTCCATAAAGAAAAGACGTGCAATAATAGCAGCAG
GTTTTCATAGACAGTGTTCTGTTTCTGTTAATAACCAGTCTAGTTGAAATCATTTTGTAG
TTCTTTCAAATTTTTATTGTTTTGAAATGCCCTAAATTTCAATTTTATCCTATTTACTGT
ATTGAAGAACTGGACGGCCCGAGTATGACGTCACCCTTAAAAAATGGTTTGTTTCTTGCT
CCATCCAAAGTTAAGTTAGTCGCCATTTTTTCCAGTTATAGATGCTGCCATTTGGAGCAA
CAGGATGTTAGTAACCGCTGATTAGTCAGAGTAACACAGTTTTCGTTTCTGTGGAGGAGA
TTGATTTACAATGGTCTACAACCTACTAGGAAATATAAGTCACGGAGTACAAAAAAAAGC
ATGAAAAATTATAATACAAAAAAATCAGCAAATCAGAGAGAAACAGAAAGGTGAACTGCT
TTACAGCGAGGAACCATTGTTCATTATATTCACTGTTTGAAAGGAAATTGACTTCATGAA
CCATGTTTATATAACAAAGCTTTTATTTGAATACTGCCAAAAGAGCAGATGTGTTTTATT
TTGGAAGCTAGTTTTTTTGTACAAACCATGCTCCTACCATGAAAAGTACAAAGATAAAT
>CL6718Contig1
TTTTATTGTTACAGGAAATATCATTAGGTTCTGATTCTGACAACGTGGACAAAATAAGTG
ATCCTTATATGTATATATAACCAGATATTTTAGGTTTGGTCCTTTTAGTTTTGATCTTTA
CCAGAGGTCTCACCACACTGAAATCTGACAAAGTCCAGCACTTTAGCCTGTTGACCCCTG
AGGAACTCCGCCACAGTCCTGCTGGGGTCAGCCAGGAAGGTCTGAGGCAGAAGGCGTGTC
TCACTTTCACCACAGGGCAGATCATCCATGTTTCCAAGAGACAAAGGAGCCTCTCCCACA
ATATGCTGCCCCAACTTCCGACCCAGCATGTCTTGTTCTCCTTCCTTCCCTCCCTGGAAT
ATGACCAGAGCTCCATAGCGGCCCATAGCCACTTCCTGCTGACTGCCGACGTTGCCGTGC
ACGTACGAGCCAATGCGCCACTCAGCTGGGACCCCCACCATCACAGCACGCTTCACTGAC
ATGTTCTCCCCAAGGCGACCTATTGTGAGAGCCACACTGTCAGCGAGTGCAGCTCCTTCA
CCCATGCGGAGTCTGCTTAATTCATCACCTGCAAGGAGATTCTTCACGTATCCTGATTTA
GACTGATTTCTACTCTGAAGATGGTGATCCAAAGTGGCAAAGGTCACATCTTTTACCAGC
TGTTGGAACTTGTCATTTCTGGCAACAAAGTCTGTCTCACAGTTGACCTCCACCATGACT
GCAGCTGCATCTCCTACAAACACACCAATCAGACCCTCTTTGGCTTTTCGGCCCTCCAGC
TTGTTAGCTTTGCTCCAGCCCTCCTTCTGAGCCTGTTCGTGCAGCCAGCTTTCAGCCTGA
GCAGGATCATTATCAAACATCTCCAGAGCTTTCTTGCAGTTGATGAAAGTGTAGCCAGTG
CTTTTCCGCAGTTTCATCAGCAAAGCTTTGTCCGCTGCAAAGAGCTGACCTCCAGTATGT
ACAGACTGCTGAAGGCTGCCATGGTTAACTTTGAAAGCGTTTGCTGAAGCTGCTCTGAAC
GCACATTTAAACATTTTCATAACTGGAAGAATAAACCGGTCTTATGAAAGTCATTCAAGT
CCACGCTGTCCCCGGCCATAATGCCCGGG
>CL6719Contig1
AGGTCATCATCTTCATGCAGGAGAACCTCTTTGGTACGAGAGTCCCCAATGCCGCTGGTA
TCATACTTGTAGACGTCGTTTTCGATGGGCAGTAGGTCATAGCCCATGGCCTGGAAGGTA
AGCTCATGCAGGACAGGTGACACGGGGTCAAAGGCCCGGTCCAGGATGATCAGCTGTGAG
CGGGCTTTGTCTGGACCCTCTCCCATGGTGGGGTCATCAGCCTTGTAAGCATCCAGTTTG
TCTTGAACCAGCTGAGCCAGGGTGGCGTTGTCTTTGTACTCTCCTCTGTATCTGACAGCA
GGGTACTCTTTCAGGGTGGCGCAGAGCGTGGCCAACTGCTCGGCCAGCCTCTCCATCACC
GGGTTCTTCAGCTGGGTCTTATGAGGGCTGTAAAAACTGTGGAAAGCGTCTGGGTTGTCC
AAAGAGTACACCTGAGACTCGTAGGGCAGGAATGCGATGTTGATCTCTGTCAGCGTCTTC
ACCACTTTGGAAGCACGGCTTTTGACCACCTCATTGAAGAGAGGGTCAGGGCATGAGTCT
GTGAAGAACACGTGGGCTGCCTTGTATTTGGACGAATGTGGGTCTTTGAAGTCTGCAATG
AGGGTGTTGACAGACTTCTCTGTAGGTGTAATCAGGTAAATGGCCTCCAGGCTGGGGAGA
GGCTCCCGCCGTTTGTTGATATCCTCCACAATTGTAATGCCCTCCGTCATGATGTCTGTC
ATCTTGCAGCAGGAGGACAACATCCTCATGCTCAGCTGGTCCACGATCAGCGCCTTCCAC
TCTCCCTTCTTCTTCACCTTCTTGATCACATCATTCATAATCTTTTCTCCGACCACCGCC
TTTAATCCGATAGGAGCCATGATGCTGCTGCACTGTGAAGTGATGATCACCCTCTGCCCC



C
>CL6720Contig1
GTCGTTGCTGGCCTCTCTCATTGGTCACAGTAGTGATGATGCCACAAGCTTCAGAGTTTC
GCTCCTTTGTGGTTTCACCTTCACTGTTGTCTTTGGGGGAGGAAGTATCTGTGCTGGTTT
GTGGGGCTGCAGAGGATGAACTTGAGTATGAGCTGGCCTTCGCCTTGTTCCACACGGTCA
TAATTTCTTGGAGACAAACCGGTTTCTCTGACAACGGAGGAAAGGCTTCATAGTACATTT
CCACCTGGTCCTTTGAAGATGGAGATTCAACTCGCTCTGGAGACTGGGAGCCATCAGATT
TCTTCTGAATACGCTTTTCTTCTTTTTGCTTGTTCTGGATGTCCTTAAGTTTAGTACAGA
GCTCTTCAACCAGACTCTCAATTCCAGAATTTTCATCAGATGCAGAGCGAAGGCATTGCA
CAGCAGCTTGCTTCTTCATTTCTTCCAGACTCAGGTCGGTTCCTCCTTTTTTCTTGCTCC
TGCCCCATTTTTTCCCAGCTCCCTTCTCCCATCCCAGGAAGATGTCGTTTTCCTGGTCCT
GCAGGTCATAATCATAGCTGTCATGCAGGAGGAGGCTGAGAACGTAGCGGGTGTAAATCA
TAGCATCAATCCCACACTTCTCAAGCTCCTGGCCGAGCCAGCTCTGCACTGGACCCAGCG
ACTGGAGCAGGGACATCTCTGAAGGAGGCCTCGTGCCGAATTCGGCACGAGG
>CL6721Contig1
ATTTAGATTTAAGTNGATTTTATTTTTCTTTAAGTGAAACGTCNTCGCTAACGCAAAAAT
TGATGAATATTAACTTTAAAAGTTTTGGCTCCTTATTAAGAAACATGATGTTATCGCGTT
TCATGTCACCATGCGATACTCTATCGATTTAAAGTACTTTGCGTTGACTCCACCGCAACA
TGAAATACTGAGATATCAATGATGTATTTATTATCATGATCAAATAGCTGATAAAATTCA
ACAGCTTCACAGCTCATCTGAATGTGCAGTAATGGGCTGGGCGATGCGTACATTTTCCTT
GTGTGTCTGTAGTAGAGCCTCAATATCAGATTCTGCAAAGTCAACTTTGGAGTCCTCCTG
AGACTTTTGTTTGACACCCACACACGCATGGGATTGCTCATAGCACATCACAATGGACAG
ATTCTTTGGCTCTTCACGAGCTAAAGCAGCGAGGAACTGGTCACGATGAGAATCCAGCAA
TTCCGTGCAGGCAGATAGCACTTTATCCTTAGTCGCATGCTCTTGATTGTAGGACAGAAG
GTGATGGCACAGCTGCCCACCAAGGAGCTTCTCTACCACTCTCTGCCTGCTTTCAGTTGG
GGTTTCCTTTATGACTTTCTCCATCACTTGTGCTGCTTTCAGACAGCTTTCACAATTCAT
GTGGTGATCTTTCTTTTGAGCTTGTGTGGGAATAAAATAAAACATACAGATGAAAAAAAA
AGAGATTTTCATGGTTTTTGATCGTAGACCAAACCCTGGGTAACAGCAGAAAAAGGAATG
AGCCGTGTGAAGCTTTGATCAGCTTCCCTTTTGCGTCCCGGCCATAAGGCCCGGGTTAAA
CGGGCGAT
>CL6722Contig1
CTCCGTTTCGAGGCTAAGCATCAGTATTTTAAGACTGTTGCTAGCAGCTGTAGAAATGTC
ATTAACATTTCCAGAACCTTAAGTGAGAGGCACCAAATGAAACAATGCTGGGAATTTTCC
CAGCACAATATCCTTGATGAATTTGAGATGGTAGTAGGTAGGAGTATAGAGACACCGTTT
TCATTGCTCCCTTTAGACCTACAGAAAATTTTTTCAAACGTACATGGAGATGAGGATTTC
AACATTCAGCGTGTTTCAAATTAGACTGTTGACAGTGTGAAGTACGCTTTAAAAGACGTA
TTCATAGTTAACTATGTCCATGCAGAGGAAATTCCTATGTTTTTCCAAATTAAAACATTT
TAAATGTCAATACTGTAGGGTTTCTGTGTGGCAAGTTTTTAATACCGGTGTCATATGATT
CACACTTTCATGCATACACAGTAAAAGTTGACTTGGAATAGAGTGTTATGAAACCAGGAC
AAGAGATGGACTTTCAGGCCCTTGACACGTACTCTGCTGATGACAAATTGTTTGTTGTCC
TCAAGAATGTTTTGAAACTTATTGAAATGTGTACTGTTGGAAAAAATATTGCTTTATAAC
TCTTGATGTTCAAAACTGTTTTTAGAAAATGTAGAATGCAGTAGAAATATGTACTTAAAA
TGAGGTCTAGTGCTACTTTTGTTGATGTCACAAGTTTTATTTCATGGTTTAGAAAAATGG
TTAATGAAATGCTATGTACTGTTTACAATTGATCAAATGTTAAAGTTATAGTTACAATGA
ATGCAGTGTGAACTGAAGGAAAAATATAGATTTTTCATTATTGTAAAATTGCAAATGTTT
GTAAATATATGCATCCTGTTGTGACACTGTGGAGCTTAAAACATTCATANCTGTGAAAAA
TGTCAGAATTTTAACT
>CL6723Contig1
TTCNGCACGAGGCTACATCTTCCACCCGGACAACGCAGTGCCCGTGGCCTCGTGGTTCGA
CGACATGTCCGACACCGAGCTGCTGGACCTCATCCCGTTCTTCGAAAAGCTGAGCAAAGT
GGACAACATATACACGGTTCTCAAGCAGCAAGGGACTGCAAGCTAACGCCTCTGGGCTTT
CGATCGCAGCTCAGAACAAAACAGGCGAACAAAAGAAAACGTAAATGACAACACCAGGTC
CGTCTATCACTGTCCTTACCCACCCAGTATCAAACCAGCGTCAGGTTTTTGTTTCTTTTT
TAACTTTATTTTGGCTGTCCGGCACGTTTGCCCGCATCAGTGCTGCCACCTTATGGTCAG
ACAAGTGAACAGGCGAAAGGATGAAAGAATGTTTCATGAGACTTTTGGCAGCGGGGTTGT
ACTGGAAGGAACCAAGGTCGGGATCTATACAGACACCGCGGAACACAGACTGGGTACTGG
ACACAATTCTCTGACATTTGCAAACCGACTGCATCCAGGAATCAAGTGGAAAGGCTTTTT
GGGTCTTTTTGGAATGGTTTACATGCAAATACAGTCAAGGACAGGGCAGACGGTGTACAC
GTACTGTAGCTTATAAGTGTCTTTTGAACATTTTCGGAGTCTGGTTGTCCCACACCCCTT
ATCTTGTGAAGTGCCACTATCTGTCTTCAGTCTCGCGATCCTTGGCCTTTTGAAAGTTTC
AGAGTGAACAGGTATTTTTTGAGTACTTATGACAGTGTTACGGGGTAATTTGATTCTTTA
AAAAAAAGTTTTAATGTCGCATGCGACTGTAATGTCGCGTGGAACGAGGAAATCGTGGGA
AAGATTAGACGGCACTTTACCAGTTTTATGTTTTGTGTAAAACAGGAACAATTTGAGCAC
AAAGTGCAGCCTTATTGGAT



>CL6724Contig1
ATGTCTGACCCGACCCAATGAATAAGAAGTTTATTACATTAACTGTGATAGAAAAGAAAA
ACAAAATCCTGTGTAACTACTTCAGTCTTCCTCTATCGAGGTTGAAACCCTCTATGTAGC
CCTCCCCTTCCTCGGAACCCCCCCCTGTCACCCCTGAAATTTGGACGGTTTCTTTCTCGT
CCCCGGTCTCCGCCCCTTCCAGCATTTGGTCCTCCACGTCCGCCTCTGGGCGCTCCGCCC
CCACGGTCAGACTTCAGCTTCACGGGAGACTTGGGCCGCAGCCTCTCGATTTCCTCGGTG
CAGCCGGACAGGTAGGAGTCGGGCGAAGCAAAATGCGACGCGTACGTCTCTGGGTTAAAG
TTGGTGTTTGTCAAATTAGGACCAACCGTTAGCCAGCCTGGTCTGATGGTCGAGTCTCGC
CCAAACAAATGCAGCCTTCTGCGGCCCAAACAGAAATGCTCGATGATGTGAAAGATCTCA
ACGGGCTTTTCAACATTTCCCATCTCTGGCTCCTCCGTGATGATTAGGTCAATATCCACA
TTGGCATGGATAAAGTCTCCATCCGTACTCCTGCGGACTGTTCCTTTGATTCCCATCAGG
CAGTGCTCCTTGGTCCTCTGGAAGACTGCCTTTGGATCCAGGGCTTTGGTCTTGCCAGGA
TTGTTCTTATTGGTCTTGATCCAGCAGATGTCCTCACACCTCCTGAACCCCCATTTTCGC
AGGCACATTCTGCCCAAGTCCAGTCCCTCCCCAGAGCCACACCACAGGAAAACGAAGGAG
CGCAGGTC
>CL6725Contig1
TTTTCCTTTATTAAAAAGTATTTACAGTCCGGTGCAGTGATACAAACAGCGCTTCTGTTT
GTCCTCCATGGCGTGAGGCGGTGAAAGACGGGAGTGGCGGACCCTCCACTCACGACGTGC
TCAAACTGAAGAGGCAGACGGTAAGACTCTGGCCGACTCTTCTGAGGACGTCGACCATCG
TGAAGCAGTAGGAGGAGGGGGAGGAGCCGTGTGGAGACATGGGTGAGGCACAAAGACGGC
AGAGAAGATGAAGGTGGTTCCTGTTGGCAGCCGGACGAAGCAAAACAAAGCTCTACACGG
ATCTTCAGACCGTGACGCTCTTCAGTGTTGTGACGGCTATGCTCTGTAAATGGAGGCTGC
AGGAGATCCGCTCTCAAAAACGCTGATCACATGCACATCAACCTGACAAGGACATGCCGA
CTGAACTCTGACGAACGTTAAAATCCATGTCGCACTGAGACAGGAGGTGAGAAGACAGTC
GAGGGGTGGAGCCATCACCAGACACGCCCCTGATCATCTCTGCCCTCAATCCCAGACAAA
AGTGCAGATTCTTCCACAATGTCACACAAAGAGGGGGTGTAGTTACTTCCTTTCTGTCTA
GTCAGATAAAAGGCTGAGTTCAACACACTACAAGTGCAGTCAGTGGGGGGCGGAGCTTAG
CACCAGGACTGAAAGTAGGGACGATGGA
>CL6726Contig1
GACGGCCGNTTAACCCGGGCATTATGGCCGGGGAACAAAAAGGCGACCTGACAGCGGTGT
CTGTACTCCCTCCACTTTCTCCGGGGTAGTCACGAGATTTCAATGTTCAGTCTGTTCTTT
GGTTTCTGTGTTGACTCTAGCCGAACCTATATGGCGTGTGTGACCGGAGAGTTCTGCCAG
GCACAGCACCTCACCTCAGCGGAGAAGTGAACCGGCCGCACTGTAAAGGACTACGCTACC
CAGAAACCCCCCTGACCGCCAGCACAACAGGAACTGCTGATTTATCCAAAAAGCTCCTTG
GGATTTTGCGTAGTCCTTGGCCTGACTGCCCCGACTTGTCCCAGTCAATCTGAAAAACCG
CTGCTTTCTAATTTCTCCATTACCAGCCAATCACAAACAACTCTCCTGAATGGGCCGTCT
CGCCAACATGAACCGCCCTGCAGCAGTCGAGATTTCCTACGATTGCATGACGTTCCTCAT
CACCCACAATCCTACCAATGCCACACTTAACAAGTTCACTGAGGACCTGAAGAAGTTTAA
GGTGAATACACTGGTGAGAGTATGTGAAGCCACTTATGATAAGACTCCAGTGGAAAAAGA
GGGAATCCACGTGCTGGACTGGCCCTTCGATGACGGGGCCCCTCCCCCAACGCAGATCGT
GGATGACTGGCTCAAGCTGCTCAACAACAAATTCAGAGAGGAACCTGGCTGCTGCATTGC
TGTGCACTGCGTGGCAGGGCTGGGCCGAGCTCCAGTTCTGGTGGCCTTAGCCCTCATCGA
AA
>CL6727Contig1
TGAAATAACAAACCATAATCTCCTTACTTTTGCTGTAAAGGTGTTTAATAGCCTGTAATT
TTTGAGAATGTGATCTGGAATGGCTGCATGTCCTTTGTCCTCTGAAACCTGGTTGTTGGT
CTTTTAGGGGGAGAATGCTTTCCTGTTTGGCTGGGGACCCTCCAACAAGGGAAGGCTATC
CCATTTAAAAGCAAACCAAAAAACTAATGTCAAGCTTTTGAGAAGCTGTGTAAAGATCAG
GCCTGTCCGACGGCTTTGTACCTGTCTGTCTTTGCTCCCCTCCCCCAGCTGTGAAACCGG
CTTCAAAAATGGCGACCTCTTCATGTCCTACAAGAGCATGTTCCAGGACGTCCGCGACGC
CGTCGACTGGGTCCACTTCAAGGGAACGCTGAAAGAGAAGACTGTGGAGAACATGGAGAA
GTATGTGGTGAAAGATGCCAAGCTGTCTCTTCTCCTCAGCAGAATGAACGAAGTCGCTAA
GGTTTTCTTGGCGACCAACAGTGACTACAAATACACGGATAAAATCATGACTTACCTGTT
TGACTTCCCCCATGGCCCACAGCCTGGCACCCCCCACCGGCCCTGGCAGTCTTACTTTGA
TCTGATCCTGGTGGACGCCAGGAAGCCGATGTTCTTTGGGGAGGGGACGGTGCTCCGCCA
GGTGGACACGACCACAGGTCGTCTAAAAATAGGAACCTACACGGGACCTCTGCAGCATGG
GGATAGTTTACTCTGGAGGTTCCTCGGACACTGTGTGTGACTTGCTGGGGGCCAAAGGGA
AGGACATAGTCTACATTGGGGACCACATCTTTGGAGACATCCTGAAGTCCAAGAAGCGTC
AAGGCTGGAGAACGTTCCTAGTGATCCCTGAGCTGGCCCAGGAGCTGCATGTGTGGACCG
ACAAGAGCTCTTTATTTGAGGAGCTGCAAGGCCTGGACGTTTTCCTGGCAGAACTCTACA
AGCATCTGGACAGCAGCAGCAACGAGAGACCAGACATCAGCACCATTCAGAGGAGAGTGA
AGAAAGTCACTCATGACATGGACATGTGCTACGGCATGATGGGAAGCCTTTTCCGCAGCG
GCTCTCGACAAACACTGTTCGCCTCCCAGGTGATGCGTTACGCCGACCTGTACGCCGCCT
CCTTCATCAACCTGCTGTATTACCCCTTCAGCTACCTGTTTAGAGCCGCGCACGTGCTGA



TGCCACATGAGTCAACGGTGGAGCACGCGCATGTGGACATAGACATAGAGTCTCCACTCG
CCACACGAAACCGCACCCACTGCAGCGACTGCAAGGAGCTGGAGAGCAAACGCCACCAGC
TGACCCGCTCCTTCAGCGAGATCAAGCCCCCCAACCTGTTCCCCCAGACGCCCCAGGAGA
TCACCCACTGCCACGATGAGGATGATGACGAGGAGGAGGAAGAAGAAGAGGAGGAGTAAT
AGAAGAGATTTGCAGAAATGTGCTCTCTGCTCCTGACGCCTCCTGTTTGCCAGCAGAGAT
TCTGTCTTGAACTAACGAGCTGCACGTGAGCAAACATCCAACACTAAGCGAGGCGTCGGC
CTGCAGTGCCGCATCCAAACAACTGTTTACACTTCAGTCCAGCTCATCTTTACTGTAATT
CTAACTTTAAGCAGGATAAATCTAAGAAACCCCTACAGCCTGAGCTGCGAGTCTCCAATG
GAGTAAAGCAGAGCGTCATCTTCTAAATGTTTG
>CL6728Contig1
GCCTCCAACTTCCTGTTTGGATGTTGATATCAATAAAGTACTTCTGTATTCCCTTGTCCT
TTTCCATCAGGCTGCTTTTCATTGTTTCCACCACCTGGCGCAGCTGCTTAATCTCTTTGC
GGGCTTCTTTGAGGGACAGCTGTGCCTCCACTCTGTGACACTCCTCTTCAATCCAGTCCT
CCCTCATTCTGCTAAGCTGCCCCTTGAGCTCTTCAATCTCCGTCTCCCTGTCACAAACTT
TGTTTTCAGACTCCAGAAGTTTGGTCTTCAGGTGTCTTATTGCCACCTCCTTCTGCTGCA
GGGGGGTGAGGTACTGCTCAGGGTTTGGCGGTCTGATGCCATGGTTTTCTCCACAGGAGT
GGTAGCGACCCAAGCTTACTCGTCTGGAAGTAGGACTGGAATTGCAGCTGCTGCTGTTGG
TGGTGGAGAGGGCAGCTCTGGGAGGAGTCTTGTGTGGAGCATAAAGATCTGCATCTCGGT
TTGCAGTTGGACTGCCAGGTGGCTTAAATACTGGGAGTGGTCGGATGTGAATGCCACGAC
TGCGTGAAGAGGCCTTCTTTCCAGCTGAATTTGCCACGAGGCTGTCTCTGGTCTTCAGGC
TGCCTGTGCTGCTGGATGAGCTGAAGTCTGCTTCACTACCTGAGAAACACCTTTTTCCAT
CAAACAACACCATGGTAAAGTGTTCGGTGATGACCGTGACAGCACAACACTTAGTGAATC
CACACCACTCAGTGAGTCCCCCGGCCATAAGGCCCGGGTT
>CL6729Contig1
TTTTTTTTTAATGTCAATAAACACTTTTATTTATTAAGATGTGATTGTTTTTGGGATGCG
GATGAAGAACAATATCTCACACTTAACTTTTGCATGGAATGAGTCGCTTTTCAATAGAAA
CATCGCTCCATTTAAGTCACTGCAACAATAACAACAGAAATAGTTTTTTTTTTCTTGCTG
CTCAGTCATTGTACCATCATCTGACCAAAGGAAGAAGAGTTCAAACGTTCTCCTGAGAAA
GAGGAAGGTTCAGTTAAAAAACACCACAAGACTTTTACAATTAATCCACTCTTTTCCACT
TTAAACTAAAAAACACAAATCTGAATCTTAATAAAACTTAAGCCAGAAAGTGAGCATCAA
AAGTTTTGTTGCTATGTTCAGTAAATAATTGTAATTTTTTGAACAAAAATTACTTTTTTT
TTTTTTTTTTTTAAGACTGCCTTCTTTCACCTCCAAACTGATAGAATCTTCACCTATTTC
ACAACCAGGTTCCTGCAGACGTAAAAAAATACTTAAAAAATAATATTTAAAGACAATTTA
GAAGGAAAAAAAAAACAGTTTTCACTCTTTTTATCTTTTTCCTAAACGACTTATCTTTCA
AAAAGGGATGACACTTTCCTCGGCAAACACTGTAATGGTGTCAAAATGGGATCAAACGGA
GCAGCTTTGGTCGTGAGCCGGAACTGAAACCAT
>CL6730Contig1
TGGAGGTGATCTTCTTTGCGTTCTGTAGTGTCAGAGCTGCAGTCCTCGTACTTCACTGCC
CAGAAGCACATTTCGCCGATGTACATCATTGTTAAAAGATGTGTGTCTGAAAAGATGCCT
TCAGATAGGATACTAGCTGTAGCACTGTCGTGGAGCACCACCCCATCATTGAGCTTCACA
GAGTTCCTCACTTGCAGCATCCGCATGAGGTAGCGCACACCTTCCTGAATACACTTAAGG
AATGCATCTTTATTTTTCTTGATCCATTGCTTTCTTTGATGAAGAGTGTAGCAGTACATG
TACAGCAGAGCTCCTCGTCTCCAGTAGAGGCACTCCAGCAGCTCGGTTCCCAACACAGAC
TGCACCTCCTGTCCGGATGCTAGCTTTGCAACCAACACTTCTGGCTCCGTTAAATCTTGC
AGCAGTTGCTGGATTTTAAAAGGTGACGTGTCCTCAGGAAATTCCTGGTCGACCAGTTTA
TTTTCTTCAAAAAAAGTGATGTCAAGAATCACCTGTGTGTAATCTTGAAGCAGCTTGGAC
AAGTTGCTACTCTCTCCTCCTTGAGTGTAAAAGCTTTTTAACTTTTCGAGTATGGTTGAC
GCATTCTGCAAATAGTCATCATCTGGCTTTTCGGATCTGAGACTCAAACACTTAATGTCT
AACTCGAATATCCTTCTCTCCAACTCGAAACCTTGTCGCCTGTAGTCGTCGGCCATGACT
AAAGTATTTGTCCAGTAGGCCAACAGGCTCGAGGAATC
>CL6731Contig1
GGCACTGTGACCGTTTCATGGACCGCATCTCCAGACGAGAAGCGTGACGACCGGCTGCAC
TATATGGTGACCAAGCGTGATTCTGTCAAAAGGAGTTGGCACACCATCGCCGATAGAATC
TTCAACAATAAATTCACAGCCTGCAACATATTGCCAGGCAGAGAATACCAATTTAGAGTA
TACGCCAAAAATGACATGGGCTCCTCAAAACACTCGGAGTCACAAAAGTGGCTGATTCCT
GCCAAAAAAGAAAAGTTTACAGTCAACATGCCAGAGTCCAAACCATGCGATCTACAGTGT
GCTCCAAAATTTATCGTCCCACTGAAACAGCATACCGCTCCACAAGGATATGAATGTTAC
ATGAGCTGTGCTGTAAAAGGAGATCCAACACCTCATGTGACATGGCTTCGGAACAGCATC
AGTCTTAATACAGACACCAACTACTTCGTCTCCAACACCTGTGGCGTCTGCTCTTTACTA
ATATTAAAGGTTGGATCTAAGGACACTGGGGAGTACAAGGTTGTTGCAGAAAACCCTTTG
GGAAGGGCAGAGTGTTCCACCAAGCTGACAGTCAGAGAATAAGAGAGCTGAGAGAAGAAA
GCCACATCTACGTTGATAATATTTTAAAAAGCTGTTTTTAATTCAGCAAAGCCTAAAATT
CATTTATAACGAGTCTTATAAATGTGTTTGATTCAAAAATTCAACAAAAATTGTGTAAAT
CTAAGATCATCTCACGGAATTAAAAGTTGCAAGAATCGACACTACAGTTCTACCTTTAAC



AACCGTAATAAACATCAGAAAACAAGGGACAAAATGTTAGTTGTTGTTTTGTTTTGTTCA
ATAACATTTCATTTTTTGGTCCTTTTATGTTTTAACTTTCATAAATATCTATGGACTATA
AGATTAAATAAAAGATGATGGTGATTCTTGTGTAGAACAACTGCAGATACNACCAAAAAA
ATC
>CL6732Contig1
AACACCAACAAGCAAACGTTCATGGAGACCTGGTCTCAGAGAGGTTGGACCTCCCCGGGT
GTTTCCGGCTGTCAGCAGCCGGAGCTAAAGCAGCTTTTGCCGGGAAACGGGAGGAGCTTC
ACATCTGGACGTCCCACGCTGGGACGTCGGGAATGCACCATATAAAACAGACTTCGTCGA
ATCTCCAGAGGTTTCCTTCCATCAATCAAATGTCTTTGCTCCAAGAAGCCTCAGTAAGAA
AGTGTCTCCAACGTCCCACAGAAAGGTTTTCTGGTAAAGTGCTTGCTTTGGGAGTAAGGC
CCACCTGTGTTACCTCAGCAGCTCGGTTAGGGACAGAACGCCGCTCGCTCTGCTCGCCGT
TTAGTTTGTACGCAGCAAACACACATGGGGTTATCGGGCTCTCGCAGGCTTGATTCGGGT
AGCGAGTCCGAGCGGATTTCAGATCTCCTGCGGTCCGTTCAGGGAACCCGTCAGCCCTGG
AGGTCAAAGTTCTGGAGGCAGCGGCTGGAGCAGCAGTAGGCCACAAAGCTCACGGTCGTC
CTGCGGTGCACGCCTGCCAGGGCGGTGTCCCGGAGGGGGAACCGCTTGGGGTAGATGATG
GTGAACATGGCTTGGCTGCAGCGATGGCAGTGACCCACCGGGAACTGCAGCAGGTCCAAC
AAGCTCTTTGGGAGGGCGATGGGCGGCAGCAAGCCCAGGCCATCCTCACCCGCAGGCCAG
TGGCGGTAGAAACGGTGCAGCGTCCTCATGGCCAGCTCCTCCAAAGAACCACGCCGTCCG
CCTTT
>CL6733Contig1
TCTGGTGAAATNAACAGGACTGAACCGGAAAAACCGGTACATCAGCTGAGACTGTCAGCA
GCACGTTTACTGCAGTTTGACATATGTTGGCACATTTGTTCATGGACAAAAACCGTGACA
CAAAAATTACCATATGTTTGAGTTTTCACATGCAACAGAAACATGAGAGAAACCAGAGGA
ATCCGTGTTTTGCTGCTACAAAACCCCTCTGTTATTGAACAAAAACAGGAGTAACAGCTA
AACAAGGAGAACATTTACTCAAACTCCAACAGGAATTAAACTTTTTTATACTTTTGTGCA
ATTTGTGCTGTCTTATTTTTTGCAAAGACGATATGTTGCATCATTTTTTTAGCACTCAGT
TTTTTTTGCATAAAAATGTTAGCAGCCTTTGAAACTGATATGTGTGGTTCAGATGCATTC
AGTCTGTTTTGTTGTTTGGCAAAGTAACTAAATTTGGCATCTTGACTGTCAAGTTTCCAA
TGTCATTGATACATATTTTCCATCAATAAGTTAAGGTTCTAACTACTACTTTCATGCTAA
AACCTAGGGGAGACAAGACCTGGAACAGCTTACTGAGCATGCTCAGATCGGATCAGTAGT
GGCCTTAAAGATGGCAGCTGCGTCCTCACGTTTCAGCTGATAAAACAGATTTGTTTCCTC
ACAGTATCATCAGACTGCTTTGTGCCTGAGTCAGGAAGAGGCGTGTGGAGTGTGAACAGC
GGCACTTCGGTGCAAAAGTCTGAAAACAAGTCTGATTAGACAGTGGTTCAAAGGTTCAAA
GCTTCAGTGAAAATGTTTTTTAAAAGAAAGTTTCAGGAAGCCTGAAGCTTTCCTGTTGGC
ATAGAAGAATGTTAAAATGACCCCCAACCTACAGATGTAAAGTCCCATCATGCATTTTCC
TTTACCACTTAATAAATTCTTTGAAAAATACAAAATCTTACAGTGGAGTTTTAGGCTGGT
CAACATTAGCATGCTCAGAATTAGCATTTACGTTTTCATGTCAGTTAGTGGTTTCAAAGC
CTCCCGGAGGAGGTTAGCGTTTGACACCATTTAAGGTGGAATTTATCAGCAGTATGTGGG
ATTCCGCTTGTNTTAACCGACTGGAAGCTCGCTGTGGCGCTACCAGCCGTCCACCTCCAC
GACGAAGGGCTCCTTGACGGGGATC
>CL6734Contig1
GGCTGCAGGNAATTCGGCACGAGGGCGCAGTCAGCTCGTCCCAGCGGTGGCAGAGCGCGC
GCGGTCACGCTGCGTCAGTGCGTGGCATCCTAACACCAGACTGAACGAGGAGAGGCTTCA
GCGCTACAGACAGAGCAGCTTCTGTGGAAGACGTCCTCCTCCTGTTTCGTTTTGTTCGTG
TTTTGGAGAAGGTGGACCTGCTGTTCACCTGAGTTCAGACTTGGTCAGCCTGGATTTTTG
ACCTGATCAGCCAATGGCGCTAACGGTGAACCTGATTGGCCCTTCACCATGGGGCTTTAG
GATATTTGGAGGAAGGGACTTCAAGAGGGCCATAACTATATCAAAGGTCAACGGAGGCAG
CAAGGCAGAGCAAGCTGACCTGCAACCTGGTGACATAATCTTGGAAATCAATGGTGAAAA
CACAGTGGACATGCTGAATGTGGAGGCCCAGAACAAGATTAAGAACTCCAAGACTCATCT
GCAGCTAGTGGTGGAGAGACCTGAGCCCTCCAGTCCTGGACAGACCAACGGCATGAACAC
CCCAGAACAGCTTACTGAACGCTTCCAGGATGTAGTTGTAATGAGGCAAGATGAGAACCA
GAACTACAGAGATTACTCAGTCTCAAGCCCTACATCACTGTTTTCACCAGAGTCT
>CL6735Contig1
TCCTATATTTTTCCCAAAAAGACAACATGATTGAATTAAAACGCTCAAATAAATCCTCTA
ACCGTATTTTAAAATAAATACAAATATTTGGTTTCAGACTCGTCCACAACATTCGTTACT
GATTTGGCTGACATGTTGCAAAACAGATTTCTAGTTTACTTAAAAATAAAAAAAATATAC
AAAAAAAGAAGGTGGAACAGCGAAACACATCCGGGTTCAGGATCTCATCATTCTTACATA
CAACCACACCTAAATGACTTGAACATCTCCACTTACAGTAGATTAAATATTGAGACACAA
AAACAGCATAGAAAATATGTTCAGTGTTATGTTACAATCAAAAACAGCAACAGCTTTTCC
CTACAACTGCTCTCACATGGACACATCGTTCCGTCCCGACCGACCGACCGCATCAGTCAT
CCTGAGATCAGCTACAAGCATAGAACATGACAGCAAACTTGCATAGATGTGAAGCACACA
AACGAGTGAGACGTCAAAAGGTGCAGCGTAAAAGCGCATCAACAAAGTCTGTGTCTTTAG
AGTTGGGAAAAAAAAAGACAAAAAAGGTAAAAAATTGAGACTAAAATCAATTGGAAAAGG
GGTGCAGAGCAGGAATGCATGTGACTCAGCAGGTCGGGTGAGTCTGGGCGGGCTGGGAGT



TCTTGATGTTCTTGATCTCTAGCTCCAGCTGTTTGATGCGCACGTCCCGCTGGCCCAGAA
GCTCCCGTAGCCGCCGGATCTCCTCCTGCTGCTTGTGGAACTTCTGACGCAGCTCGTTTT
CAGTCTTGGGAGGCGAGCAAAGTGTGAGGTCCTCCCCGTTGGTCAGCGAAATCCTGTCGT
CGTCTGCGCGTCCGGCAGCCTCTTTAGCGTCTTGTTCC
>CL6736Contig1
TGTTCCGTAAAGGTTTTTTTCCCCATTCCCTAAAAGCATTCAAAGGCTTAAAAAGAAAGA
GACAAGAAGTCCTACGGTCTTCCTGAAGCATCACCTGTATTTATCCTGTCAGAATGCTGA
TTCCTGTAACATTTTCAGGCCACGTCCTTCCTGAGCGTCTCATTTACCCCCCTCCTGTGG
CCTCTGTGTCTATGTGTACATACAGTGTTCTGCCTGCCTGTGTCTATGTGAGTTGGTTGT
ATCTGTGTCTAAAAACGTCGCCTTTGGAGGAGGGATGGCAGCCAGTACACTCCACGCAGC
AAAACTACAAAGACCCAACATTTGCAGCCAAATACTTGGTCAAATGGTTTTAACTTGACT
TCTGGTCAAAAACAGAAGAAAAAAAAGAAGAATAAAACCTGTAAGCTTTGTGGCGTTCTA
CCTGCATTTTTGAATAAAACCAAGATAGATTCAGTGGAAAAACCTCATGTTTTACTTGAC
AGGTCAGCTGAGTGGCTGTACTTTCTGGAAAACCTTCTACCAGCGAATAGTAGTTGAGGA
GAGTTTCCTGTGGCTCACCTGGTTTTCTCTAAGGCGGGTTGTGGGCGTGGCAGTCAGGGA
TGGACATTTCTCTCAAACACCAGTGAGCATTTGACAGGTGCATCCAAAAACACTGGGTAC
TTGTCTGAAAAACTTTATTTATGCATTTATTATTCTTCAGATCTTCTGCTCGCTCCTGAT
GTGAAACTTCCACTGACTTCTTTTCAAATGTGGGTTTGAATTGAAACGAGGGAAGAGCTG
AAAGACGACGGCTCGAAAATCCACCCCTGATAGTAACACGCAGTCGACTCTTCACTTGGT
CCTCCTTATGGTTAAGTAGTAGGCGTAGCAATATACAGTATACATATTCTATATTCTACA
GTAAATATCATTATTTTTGGTCAAAAAAATGACAACCTAAAGAAGATATGTTTGGGCTGT
ATGCGTT
>CL6737Contig1
TATTAGTTNAGAGATGATCGAGTGGATCTTTAAGGAGTTTCTGAAGATAAATGTCTTTAC
TTCATGTTTCATGGGCTTAATTCCTGTTTGAGTAAGTTTTTGCTTTACATCATTAAAGTA
TCATCTGGTTTTCGGTTTCAGAAAACATGTTAGGCTGAGGAGATTTTCACTTTCAGAATA
AAAGGCCTAGCAGATGTGGAACATGCACAATGCCCCTCCATGTCAACAAAGGTAACAAGA
AAGTCAATCTTCACACATTTCAGAGAAAGTCCTGCTCATCTCAATGGAAGGAATCCAATC
TTTCAATATATCGTAAAAAAAAAGTCATAGTTGAATATGTTAAGGACAAAAAGTTTAGAA
AGCGGGAAGCATTCAAACAAACTGGTTTATTTATTTTCCTGATGATCTGGTATAAAAGTC
TCTTCATGCTTCAACATGATACAAGTTCTCCACTGCACTCTTTAAATATGTAGGTTCCAG
TTGTGGCATGGAGTTGGAAAAAAAAGGAGAACATGAGGATAAAGGCTTCTGGGTTTCAAC
TGTGGTGATGAAAACTGTGGCACTTGGTGGCCCCCTGCTGGTTGGAGTAGCTAATTGCAT
CCTCTTGGTGGGGCCTGTGTCTTGAATGGGTGGCCTTTGGGTTCTAGGCAACGGCCACCG
CAAACACGCTGACCACGCAGTACATGGTGCGGTTTTCCCACCTTACGGTGGTGCTTCCGT
CCATGGCAGTGTCCCAGTAACAGGAGTTGGCTGTGTGAAGTCCGGCGCCGGTCTTCTGCA
TCACAGCGCACGTCACGATATACTTGTACGGCTTCCCCTGTTTGACCAGCTGGGTGAGGC
AGCGCTCCACGATGCCGGCCGTCCATTTGTTCACCAAATTGGCGCTGTAGTCGTCGCCTC
CCACCACGTTCTCGATGCACTCTTTGACGATTCCATCAGTTTCCTCGGAGTTAAAAGAGC
CCTCGTTTCCGTTATGAAAATCTTCCATTCTTGACTTCTGTCACAGCCTCTAGAAACTCT
GTTTTTAGGAGAGAGACCCCGGCCATAATGCCCGGGT
>CL6738Contig1
TTGATTTTCNTTTTCAGACGAGTATAGTTTTTTTAATTTGGCATTTGGACAAAAACTGTG
AAATAAAAATGTACAGTGCATAATACAACATACTTAATAAACAATAAATTATTAACAAAA
TACCCTACATTTTTAATAAACAACTCTATTCAGTTTTATGGCAAAATAAAAAAAAACACA
TTCTTGGCATAAAATGTCCATACAAAAGAATTGTACAAAATTCTGTACAACTGAACACAG
CTGTGCAAAACAGCAAAGGGTCTCTCAGGCATGTCCTGTGCACCATTGAAGCTGCAAATC
TGACTTTTTCTCCCCAGGACATTCATAGGCTCTTTTTTCAGAGGAGCAGGCTCCAACAAA
GTTCAGTCACAAAATTCTGGGTTTAAAAATAAGTTAGGAAACTGTTATTTCTTCGTCATC
CGACTCTGAAAAGTCCGAGTGCTTGCTGAACAGAGTGGCAGAGGGGATGCTGGGCCTTGA
AGCCCTCATTCTTTCTCCTCCCAACTCCTCCTCATCATCATCCTCGGCTGAAGACTTCTT
GCCTACGTCGCTGAGGTCCGGATGTGGGTTGGTTTTCGTGGGGAGGGTCTGCTCGCGGCA
CCCACCGGTTGACAGAAGCTCTCGTTCCTTTGAGTTCCTCCACTTCATCCGCCGGTTCTG
GAACCAGATCTTTACCTGCGAGTCTTTTAGTCCCAGTTTANANGCCAGCTTCTTTCTGTC
GGGGTTGCTGATGT
>CL6739Contig1
ATTTATGTTTTTGTTTCATAGCTGGTAGCAAACAATGGAAAGAAAAAACAAAAGTGAACT
GAAATTAAGTCATGCTATACAAAAAATGTGTGAAAAAACAGCATAAAAGGTTGACATTTT
GATATGGAAACATTTTAGAAACTTCCAAAGCATCAATTTAGCTGCAAAAAGGTTGAATGA
ATCACAAAAGGAAAAGAATTGGAGTAGACATTAAATAATAGAAAAAGCCACACTAAAAAA
AGGAGCAAAATATAACTATCTGGAATTTAATACATGTAAAAATAAAGACTTTCATGATTA
AAAACAGACTTAACTCCTGTTAAAAACTGCAAGATACAAACTAAAGTCAAGGAACTGCTT
TAAAATGAGATCAAATAACTCTGGTCTTCGACATCCAAACAGGAACTGACAGCTCAGTCC
TGGTTTTTTCAAATAAGGCAGAAAACACCAGCCTGGCTGTCCTTTTTAAACTTCCAGCTT



TCCTTTTTAAAGTGTTTCCCACCACATTTTATTTACAGCTTGAACAACTGTCAACTTTAA
AGCCAAAGTTAGGTTTTTTCTTCTTTTATTTTAACTTCAGATGGAAAAAACATATTTTCC
ATCTAAATGTTCACAAAATGCTCTTCTTTCTAACTTTGCTTGGATTTGATTTTGGCTAAA
GAGATACAAAATGAGGAGGATTTGATGGTTTTATCTCCNAGGATATAAGTGTGACAAATA
TGTGACAAGCCTGTAAAAAGGGTTTCTTAAGAATCATCTTTGTGACTCATCTAACTGCAG
TA
>CL6740Contig1
GGCACGAGGCAGGCCTGTAAAGCCTTACCTGATATGAAGGATTCATGTATAGCCATACAA
CCCACTCCAGATGTGTGATGTCCTCCGTGTGATGCAGCACTCCTGTGTATGATGTCCAGC
ACCATCCTTTGGAAGTTCTAGGAAAATGATGCCAACAAAGTTTCGGATGTCACTCATTTT
GTATAGTTTTGTTCAGTTTTGTCGCACTGAACACCAAAGACTTCCCACATCTGTTTGCGT
TTTAGGTCTTTCGTGTAAATATGAGGTTTAGTAAGATTATTGTCTAACCCTGCATATCTG
TTTGTGATGTCAGAACACTCCTCTGTAAATCGTAAGCCAGAAGTCTTCAAGTCTGCTGTT
TGGCTTTGGAAGGGAACATTTTCCGGTAACTTTTTTTTTGTTTTGTTTTTTTGTAGAACT
CCTTCATTCGTTTTCCTTTCCATTTTTCTCTCTCTTGACTGCTGTTGCTGTGCACTATTG
AAGAGCCACGAGTGCCTACACTTGAAGTGACATTGATCACAGTTTGCTGATGACTCCATA
TTTCTCTGTTGATCAGCTGTAGATGAGACCCAACTGTATCAACTCCTGGAAATCTGTCTT
TTTAATTTACTTGCGTGCTACTAATTTTAGGTTCAGCTCATGGATTAAAAAAAAAAAATA
ATTCTGTCAGGGTTTGGGCCTGACATCCTCTCAATAGTGGTAGAACAAAGATTTGAGAAC
TCCTCTGGCTACATACCTGATGATTACACATTTCTCGTCTTAAGAGGATCTATTGAAAAG
TAATTAAATATGTATTTTATTTTTTATTTTATTGTAAAGAATAACAGGGCTCTAGAAATA
AAGGTGGACATATATTTGATATTTTACCTGAAGGAACGGCAAAGACTCAAATCAGTCAAA
ACTACAAGACAAACAAACCTG
>CL6741Contig1
AATTCATATACATATTGACAGGTTTGTTATACAGCATGTTTTTGATAATGTAACTGTTTC
CTTTGACCTTTTTTTTTCTTTTATCTTTTGTACAAGAATAACAATAAAAAATGAGAAAGA
CGACACCATGTATGACTCACTTTGACATCAGATGGCAATGCTTGGTTTGAATGGATTCAG
CGTCTGTGTGACCAAACGTCCAAACTGTTCAAAAGTCCTTGGTTTGGCTCAGTTCACTCT
GGCCAGGAAGGCTGGCCCAGTCACAGGTGTGATGATGATGATGATGCATCCACGCCTCAG
GTGTGTTAGTCAAAAGAAAGCCACATACAAAGTTTCACCTAGAACAACGTTTTTCAATGT
CCTCCATCTTTTTTCTGTCCTCTTCATAAAGGTGGCAAACACTCGTCCACGGTTTTGCCT
TTTCCTGCTGCCAAGTGTCTCTCCATCTCTTGTAACGTTTTGTTTTTGAAAAATAAGACT
CTTCATCTAATTTTTCATGATTACTATCTGTACCGTAAAAACCCCCAGCGATGAAAAATA
AGAACACTTTTCAAAAGGACCAAAACGGAATCAAAGACTCACACATGTTTTTGTTTTTTT
TCCTCACACGCTCCTTGTTCACTCATACAGGATTTTTTTTTTAAAGGCAACAGATGTCCG
TTCTCCAAGGCAATAATGTCTTTGTGGTAAACTTGACCCTGACATTCCAAACATCATCAC
TTCTTCTTCTCTAGGAATGCAAAACAAAACCTTTGACTAAATACAATGCGAGATACATCC
GTTTCCTTTGATATGAGTAAATACTAGCAAGGATACAAAATGATAATAAGGGACTAAAGT
AATAACTGGACACCCAACTTTCTCCCAGTTCACTTATTCAAAGCAAACAAAAAAAAGAGA
AACGATATTGTAGATGATGTTAAACAAGAGGCAAAAACTCTAAAGGGCGTCTGAGAAATG
AAAATAAGCCTAGAGAGAAGGTCTGTTTCTTTTGTTCTTGGTATAAAAGTTCCTTTAATT
CCTTTGTTGGTCTTGATGTCTCATTTCATCCCACTTTGATCAAAGTCT
>CL6742Contig1
ACAGTTTTTGGCATCTAGTTTGGTTGCTACTGGGAAATTAAAGGCATTTTAACATAAACT
CTGTTGCTCATCCTAATGCAATTAAAATAACTCATCACTAGATGTAAATGAACTAGATGG
CTCGGTGCATCAGCACACGGCAAACATTCAGACATACGAGTCATAAATAAATCCAGTGGG
AGTTTAGCCACCAGAGAGCTCCACATCTTCCAAATGATAGATCACCAGTCCAGACTATTT
TACCCCCTAAGTGCAACACTACCATCATGAAATAACAGAGTTGGCAGGGAAACACTACAT
AGTATGTCTGCAGAAAGGCGGAGGCTGGCGTACAGTGTGCTGCTGGTTTACATCTCAGCC
GGACTTAAACAGCAGAATAGCCACTTGACCCAAGTAGAAGTAGATGAAATGCTTCGTCTC
GTGGGTCACATAGCTACCAAAGTTCCTCCCAACAATGCAGTGCCATGTCGGGTTGTATTT
CTTGTCAAATTCCTTCTTGACATATGCAGCAATATCTTTCTCGATATTGTACTTCTCCAT
GGCTTGCATGGCACAGTCCACTGCATCCTGCTGCATTTCATCAGACATGTCTGCATTTTT
GATCACCGCCTTCTTGTCTGACATGATGAGCTTTTGACTAAATCTCTACGAGCCTGCAGT
AATTTCAGATGAACGTTTCCCC
>CL6743Contig1
TCGGCACGAGGATTGAGCCTCACAGTGAGAACTTGGACTCCTGATGAATTTGAGGTTTCC
CAAGGGGACGCTACTGAGAAGCTGGCTCACCAAGTCGCGGCCCAGGTTGCTGCTGCTGAT
CGCGGGGTTGAAGAGGCCTCAGGTGACCCTCATGAGGAGGAAAAGGATGAAGCGCACAAA
AGTAGCAAAGGCCACGTAAGCGAACCTGCAGCCGAATGGCCCACTTCACTTGAGTCGATT
GCACAGACGACCTGCTCATTAGGAATGGAAGAGGACCTGTGTGCACCACCTCTGCTCCGA
CAAAGAACTACACTCCAACAAAAGAAAATGAAGCTGGAAAATGAACCACAGAGATTAAAA
CCTCCAGATTAACCCCGGATCGCATCCAGACCTGCACAACCAGATCCAGCCTTGCCTTCA
GCTCCATCTGTCATGACTGTGGCCTGTACATGATTCCTATCCAAAGACAAAGTGTTGAAA



ACGGCTCCCACTGTCTCCTTGTTCTCAGTTTGAGAATTTTCAGGTTTGAGGAGAGCTCAA
ACCAGCTGCTGATTAAACTCTCTGCATCTGCCGCCTGCTGCTGCTGGATTTTCTGCCACA
TCCAAGCTTCTGAAAGAGCACTTCCACCAAAACCAAAGCTTTACATGACACACGCAAAAT
GTAAACCAAAGCACATTAAAGACAACAAGAACTTGTAATGTCATGGTATGCATATAGACA
AAGAATAAAGT
>CL6744Contig1
CCTTGTTTAAATGAAAAAAATCTGAATTGAATCTGTTTTGTAGGATTTCAAATATTCTGA
TTGTCATAAAAAACATTAGGCAAGTACTTGGCCTCTGTTCATGTTCTGAAGTTGAAGTTG
CTTCGCATCAGGTTTTTTTCTGATCAAAGAGATACACAGCACAGCTGTTATTACAGTCTG
TTGGCAGGATTGATGTTTTAAGATGTTTCTGTTCAATCTGTGGCTGCTAATCTGTTTCTT
GAGCCGTTTCATTAGAAACTATAGAACTAGTGTATGGTTCACGTCCCAGCATTACCTTGT
GCTTTGTTGAACTGAACTGTCCAACACTAAAGAAAAACAGACCTGTAGTTTTTGAAGCTC
CTCAAATGTGGTTTTACTGTTACAGCCCACTTGAAAATCGAACAAAATGCACTTTGTAAT
TCAGTGTTGATAAATTCTGCAAAAACGACACACTGAGATTTGGTGGGTCTACAAACGGCT
AATGGCTTCCTTTTGGGAGAGGTGTATTAGCACTACAGGTGCTAACATTTTCATGCTGGT
GCTGGCACAGATCGTGTCTTCTGCTGTCTCTTTCACTTGTTCAGACTGATGCATTTCAGA
GAAGTCCACTCCCTGTTGGGTATTGATGCCATTTAGCACACCAAACCGCCTTGTGTGCTT
TTCGAAGTGTTAATACTGTGAGAAACCACCCAGATCCTTCAGTTCATCATCTTTGGTAAA
AACTGTGTATTTTGTGTTACAAAGTGACATTCCACAACATTTTTCATTTTAGTTTTCAGA
GCTAATATTTGGAAACAAATCTGTATGTATTGTAATGTATTAGCCTTTATTTAAACTTTT
ATTTAAAGTCTCAATCTTTAATAAATGACATCAAACTCTAAAAAGAACTAGCAATGTACC
TAAATTAGATCTGTTTTAGAAATACTACAAAAAACTATGATAAATGGAGGTATTTTTGAC
GAGGAACCTGTTGCCTTTCTCAAGCAAAGACCAAGTTGGCATTTGGCGACCACATCCATG
TATTTCACATCTTTGTCCCTTTCTCTCTATTATTTTCATTTATGCAGCCACTCCTGTCAT
TTTTTCCTTCCATTTTTTTGCTGTTAGACTTTTTGTAATATAATGTATTTCCTACGCGAT
CTTTGTAAATGTTTGTC
>CL6745Contig1
TTCTTTTGATCCTGTGTGTGTTCTGTTCCAACAGGACTCACTTCTTCAGTCAGAGTCTGA
GTACAGCTGCTATCTCGGGCTAAAAGGACGAAGGTGTCACCCAATAAACAATCGTCAGCT
CGAGGCAATAACTTCTTGTTGGCAAATGGATCCGGGTGGCAACACCAGTCGTCCACAATG
GCGTTCCAGCTGCCGTTAGGGAGAGGAAGAACCCGCTTGAACACTCTGTCCTCCAGCAGC
CGGGTCATGCAGCCCTGGCAGTAGAAGCAATACGTCTCTTTTGCTCGGAGACTCTCCGTC
ACACAGTCAGACGCCTCTTTATGAGAGCTCTGCTCAACAGTGATGCGGAGCCTGAAGTGC
AGCTCCTCTGCACTGGATTCTCCAGGTGTTGGGATGCAGGACCCCTCCGTGAAGCTGACT
CCAGCGGGCAATGCCAGCTCCAGCTGCCCTCTGGGAGTCCTGACCACAAGAGAGGACCCT
CCTCCGGTTACAAGCACATCATCAGCAGCTCCGGCCACCTCCTTCCTGACAATAAGAAGT
CCACTCAGGAGCCGTTTCCTCAGCTCCCAAAAGACTCCAACTCCACGTGTCTTGCATGAC
GTGAGTTCTGTCATGTTTAGCAGATCCTTGGCTTTGGGATCGACACAAAAAAAACAACCC
AAAGATGACCGGATATGTGAGTTATGATGGTAAAGTCCAATCTAAGGAATAGAGGATAGT
GATGGGCTAGTAGTAGGAAGAGTCCCGTGTTTGCACCATCTGAACAGAGCTTTGTGTCTT
GGTTTTCCTGTAGCCCCGGCCATA
>CL6746Contig1
GACTGACTGACTGACTGATATACCCCTTGTTCTCCTCCTCCTCCTCTTCGTCCTTGACAT
ACTGTCATCTNGTCTGCACAAGNGAACTGCTGGAATCCATTAGAGATTTCAAACCATGAC
TCAACAGGAGAGCGTCAAGCTTTCCTAACAAGCCAATGCGAGCAAGTCTCCCATTGTGGA
CGGTGATACAGAAAATAGATGCATACTATACTGTAAAATAAGAATATTTCAGGCTGCTTT
TGAGTGACACACACAAAAAATGGCTTTTTGTAATGACAGATTACTTTTTTTGTAAAAGAC
ACTATGTACAGCGAGAGAGAAATACGACTGTCTTATTCATTTGGGAATAAAGTGTAGTTG
TAAACAAAAGAGGAATAGAATTTGTTCCAGAACAAAATATGACTAAGAGTTGTTTTCCAA
AACTGCATAAAAGTTACCTTCTGTGCAATAGTTTGCTAATCATTACCACCCTTCCTCAGT
TTCAAGGTAAATCCGAACAGTTTGTGACAAAAAAACAACAGAAATCATTGAACTTGCGCA
TTAAAGCCATCCAGCTAATCTTCCCGGATCTCTACCTGCTTCCGCCTTATTTGTAAATAA
CGCATTCCTGCTTTATATCTTTTCGTTTTGAAGATTTTTGTTGGCTGAAAAAAAGGCGAC
TCACCCACTAGCAGATTCTCAGCGGCTGGAATTTTACTCAGAACCAACCGCTACTAGAAA
AGGCATTCATAATTCGCATTGGTTCTTGTGCAGCGTTGCAGCTTTAGGATGTATGCAACT
ATTTATGAAGACTTGTGTTGTAGCCGTATTCTTAAAAAAGGCATGTATGTACCTGGTACT
GCTTTAGATGTCTGTATTGTGTTGATTCCTATGGATTAAGTTCAGTATTAATATCAGTAA
AACCTG
>CL6747Contig1
CTCCTCCAGGATGGGGACGATCAGGTTGTCCTTGGACATCAGGTTGTACTTCATGACGAA
GCGCGTGAAGCGGTGACACAGGAACGTCTCGTTCTCATACTTGTCAAAGATCTGCCGGTG
ATGGAAGTACGCGTGAGAGAATATCCTGTAGATGCGGCGACACACCGAGCCCAGCTTGGC
CACCGACGACTCCTTGATGCTCACCCTGCTGGGGAAGTACTTGTTGCTGTTCAGTAAGCA
GGCCGCTCCGTCCAGCGTGTGTCTGGTGTAATCGATGGCAGGACACTCTTTGGGCGTCTT



GTGGGCGGCGCACAGGAAGATCCACTGCTCCGTGGCAGTCATCTGGGTGCAGGTGTCAGG
GTGGCACTCGCTCTGCAGCTTGACGGCCAGACCGTTGAGCTCCAGGCAGAACTGTCTGAG
GTGCTCGTACTTCCACACCCCCTCGTCCTGTCCCTCTGGAGGTTCCAGGATCTTGTCGAT
GTTGGAGCAGTCTGACCGAATGTTCTGCTGAATGTACTGCTGAACGGCCAGGGTGCTGTC
CATCTCCTCGAAGGACTCATCCGGCCAGTTGTAGAAATCCTTAGCCTTGGTTCCAGGCCG
ATTCCTCCTAAGAACTGCACCTCGTGCCG
>CL6748Contig1
TTTCTCTAACTATAGCACATCACTATTTCAATTTAGGCGGGGTTATCGGTCGCACATCAC
CTCATGAACAACAGAATATAAACAAATGCAGGAAAGAGTCTCTGTCTCCTTTCAGTGGCT
CCTGTGCGCCCCCCCCCTGTCTGTCTGTGGTGAGCCAATGGAAATATTGCTGGTCCTGGT
GGGGCGTGTGATTGGTGCGGCGTGAAGCCGCTGCCTCTGCTGGGGTCCAGCAGGAGAGTC
CTATAAGGCAGAGCAAACTGCCACTTGGTAGCTTCAGGGCCCCTCAGGCTGGTCCGTTTA
TTGCTGGCTCTGAGGGGACAGGACTGTCCTGTTTGTTGTCCTCTGCGGCGGACACTTCCT
TCAGTGGACCGTTGGGTAGCTCCGCTGTGGGCCGGCACTTCTCCCCGGATTTGAGACAGC
TGCTGACGTTGCTGGCGTCCTCACACTCCACCGCCAGGTACTTCTCTGAAGAGGAGAGCT
TCTCTTCATCACTCTTGAAGACGGCCGTCTCCGTCTTGGCGTCCACAGTGAGACTGACAG
TTTCTTTCATGGAGCCGTTGATGAGCGTCTCAGTGATGCTGCGCTGCCCACAGCTGGACG
TTTCCTCCTCTGCGTTGGAAAGAGCGCAGCCCTCAGCTTTGGGAGAGGAGGGAGGGGCCA
CAGAGGCGCCCAACCAGCAATCACACTCCTCAGGATGCATTGCTGCGTTCACCCCAAGAA
GGTCTACTGTCTCTATGCTGGTTTCCATAGCAACCGGAGAGTTGCACCTCAGAGGGTCTT
TGGGACTAACAGGGGTGAAGCTGGAGAAATCTGCCCAGCTGCTTTCAGGGTTGGGTCCCA
CAGAGTTCCACGCTGCTTCAGGAGGGGCTTTAGAGGAGGAGGGGGACACGGCAGTGCTGC
TGGGGCTCGGGGCTGGAGCTGTGGATGTTCCCGTGTCCATGGGGATGTCATCAAAGTTAG
CTGTCCACACTGGCCCTGTGTCGACTTCCATTCTGTCATCGGCGCTGGGATTGGAGGTTT
CCAGTA
>CL6749Contig1
TTTTTTTTTTCCAGTCTATTGATTTATTTACAAGGAATACACATTTACAGTCTCTTTTTC
CCCCCATACAGAATTATGAAAATAACCTAACAGAGCAACCAGAACTGCCATTTTTACCTA
AAATATGCTCACAATTAGACTTGAGTCAAAAGAGAAGAAGCACAACAGTGAGTTATGAAA
CCTGAAGCTAAAGTCTTGACCCGAAAAACAAAAAGAAAATCCAGAATGTCCAAGAAACGT
CATGATTCGCACTAAAAGTCAGAGTTCCAGCATGTTTTCCACCACTTCTAAAATAATGCT
CCAGTTTATGTTAATTCTTATTCTTTGTATTTTGCTATAAACTCTCTTTTTCTTGGTAAA
TGAAAGCCTTTGCCACCCACCTTCCCTCTCCCACATGCTGCAGTCAGCTGTGGCATCATC
AACAGGGCGCTCGTGTCGTTCCGCCTCCTCAGACGCTCGCCTACGGCTGCAGCTAATTTT
GTTTTCCTCCTCGGTCTCTGAAAGCGTGAGCTCCTGCCTCCACCTTCTCAGCGGCTGTGC
ATCCCAAATATCAGAAAGCTAAAGAACACAGTGACCCCCACCAGGGAGATGGTGGCGGGG
GCAGTGAAGAACTGCCTGTAGTTGATGCGAAAGTACCACACCACCGCCAGCACCACCACG
AACACGGGGACCACCAGGCTGCTGGTGCTCACCGCC
>CL6750Contig1
CTGGTTATCTAAAACAAAACCCAGCAGACTTTTCCGAACTGGTTTCTGATGAATGTTTAA
GCTACTGCTGGAGTTTATAAGAGGACGGCTCTGTTTTACACTATTACACATTTGCTGTCT
GCAGTTTTTGCTTGAATCTGTTTAACTTTGAGTCAATAATCATGGAGTGATGCAGACACA
GAAACCAACAGGAGGAAGAACCAACCAGCACACAAAGCTACTGGGCCAACAGTACGGTTA
GTGTCTCAGAATCTGGATTTCAATCTGCCTTCAAACAGAAAAGGCCTTTGTCCACGCCGT
CATTGCACTTTGCCAGTCCAGTTTGGTTGTCCACCATGACGTTGGTCTCTGCAGAACCAG
ATCTTCCTGAGAAACTGGGCTCAGTGTCCTGTTTTCCAAATCATCTATCCTCTACGGTTC
CCTCTCTGAAGAAACATCGCCCTCGGCGCCGCTGCTCGCGCTGAGGTCCTGTCTGGACCT
CTGGCTGCCCTTCTCCCTGCCCGACTCCGCCGGGCCTTTGGCGCGGGTCTTCTCTTTCCT
CTGCTGCTGCTTCTCCTGTTTCGCCATCTGTTTGAGGTCTGTGGGGGAACTCGGTGACGT
TAATTCTACGGTGACCGGTCCATCGTTCTGAATGTGGACCTGCATGAAGGCGCCAAACTT
TCCATCTTTGACGAGCTCCGGCTTGTAAGCGCTCCTCATGTCCTCCAGGATGCTGTTGTA
GAAGGGCTGGGCCAGCTCTGCGGGCATGGCGCAGTGGAAGTCCGGCTTGTTGCCCTTCAG
GACGCACTGCAGGGTGAACTGGCTGACGCACAGAACCTCCAGGTTCCCGTCCATGACGCT
GCGGCTCCACGAACGGCCGCTCTCATCCTCAAAGAGCCTCAGGTTGAGGATCTTCCGAAC
TATGTACTCAGCATCTCTCGGAGTGTCGTCCACAGAAATCCCCAGCAGCACGCAGAGCCC
CCGTCCGATGGAACTGACCTGCTCCTCTCCCACTGTCACGCTCGCCTTGGTCACCCTCTG
AATGATGGCTCTCATTGCTGCGCTGCCACAACATCCGGGTCCCTCCCCGGCCATAATGCC
CGGGTTTNAC
>CL6751Contig1
GGGCTCTACACTTTGTTGACTCTGCAGCTCCAGCGGCTGGGAGGCTGCCGGAAATCTTTG
TTCTGACCCCAAATCCAGCCAGCAACGTGTGTAACCATGAAAACTATCATTATTAACACG
GTTTTTGCGTGTGTCAAAATGGCAGAAAAACATAAAAAGGAAGTGAGTGAGGCTAAAGAT
ATTTAAAGGAGACGGGGGAAAAACCCAGAACAAACCTACAGTTTCACGGCTCACCTTTCT
AAAACAACAACCGTGTTCAACAAATGACATAACACAGCGCATTGAGTGTCAGGTTGCGAC



ACAGTCGAGATATGCGGACCGGCTGAAATCTCCAGCGATGCTTTCTGGGTAAAGTGCGCC
CTGGTATCCGCCCATATTCGCGTAACGCAGGCCAGAAGGAGCAGCTAGGCCGGGCGCTGG
ATCAGATGGAAAGTTTAATCGATTAATTTGGCAACTTCATGTTTTCGTCCGCTCCCCAAA
CCACGTCAGACCGACTTAAATGCCGGCATTTTGGTGAGAAGTAGGAAATGCGGAGATCGT
GCGAAACGAGAGGATTATTTGCTTGACAACTTAATCGGTCGCCACTTCAGACGCGGAACT
CCAGTCACTTAAAGGTGAATCATGACGGAATATAAGCTGGTTGTGGTTGGAGCTGGTGGT
GTTGGCAAGAGCGCGCTTACCATTCAGCTCATCCAAAACCATTTTGTGGATGAATATGAC
CCCACCATTGAGGACTCCTACAGAAAACAGGTAGTAATTGATGGAGAGACGTGTCTGCTG
GACATCCTGGACACTGCAGGTCAGGAGGAGTACAGCGCCATGAGGGATCAGTACATGAGG
ACAGGGGAAGGCTTCCTCTGTGTTTTTGCTATCAACAACACCAAGTCTTTTGAAGACATT
CACCACTATAGAGAACAGATTAAGCGGGTGAAGGACTCTGAGGACGTCCCCATGGTGTTG
GTGGGAAACAAGTGTGACCTCCCGACCCGGACGGTGGACACCAAGCAGGCTCAGGACTTG
GCACGCAGCTTTGGCATTC
>CL6752Contig1
CGTGTGTTTCCACGCTGGAGCATTCTCTGGTTTCATCACAGTTTGCATGTCGACTGTTGT
CCACAGCTGCTCCTGCACCCCGATTGTTCTCAAAGCTATCCCAGTCTGGCTCCTCCTGGC
TTTGGTCTGGGACCGGTCTGCCACTCATCCTGTTCTTCCTTGTATTTCCTGGCTGTCTTT
GGAGATTGGTGCTTTGTCTCACTCTTTTACCATCCAGCATCATTTCTTCCTCACTACTGA
GATCGCTCTGCTCCTCCCTTGCTTGCACTTGTCCCTGATATCCGCTTTGCTTCTGCCCGT
CGTGATCCTCGATCAGTCTGCTGCTCGTGTCAGTTAGTTTCAGGTTTTGTCCTGCTGGTC
TCCTCCATGGAACGGCCTGGTTTGCAGCACCTTCGAGAATCAGGATTTCATCACTCTCCT
TGAATTTCTCTTCTGAATCCTGCTCTTCAACTTGACTGCTGTGTAGGTTTCTGTAAGCAG
GGGGATTTGCTGTGGTGGTCTTCTCTGTGGTTGAGCCAAATGTCCCCTTTAAAAAATTGA
CCACATTGTTTCTTTGAGCTCTGACTGGAGCGTTTTCCACCACGGCTGCTAGAGGAAGCA
GCAGAAGACAAAAGATGACAGTCTTCATTGTTGACTTGTGCCCGCAGTCCTTTGCTTTGT
TTCCC
>CL6753Contig1
CAGAGTGGCTGAATAGCGCAGCGGAGGATCAACGGAGGGGCAGCAGCGCGGCGGCGCGGC
GAGACCTTCATCTGCACCGACTCCCAGAGCGAACAGACGCAAGCATCATGAGTGAGCGCT
TTGACTGCAGAAACTGCAAGGCGTCCTTGTACGGACAGCAATACATCAAGGTGGAGAATG
AGCCCCACTGCATCAACTGCTATGACCAGCTGCACGCCAACACCTGCCAGGAGTGTACAG
AAATCATTGGACACAATGACAAGGAGCTCACCTTCAAGGACAGATATTACCATGAGCACT
GCTTTCGCTGTTTCCGCTGCGATCGCTCCCTGTCCAACGCGTCTTTTACCAGCCATGAGG
ACGTGCTGCTTTGCAATGACTGCTACTGCAATGAGTTTTCCTCCAAGTGCGTGTCCTGCA
ACAAAATCGTCATGCCAGGATCCAAGATCCTGGAGTTTGATGGCTCCTCCTGGCACGAGG
ACTGTTTCGTGTGTCACAGCTGCGAGAAACCGATTGGAGGTGAATCCTTCGTCCCCAACG
AGAATCAGTACTACTGTGTGCCGTGCTATGAGGGCAGGTTCACGCCACGGTGCAGCCACT
GCAACAAGGCTCTGACCAAAGGCGGGGTGAGCTACCAGGGCGGGGTGTGGCACAGAGAGT
GCTTCCTGTGCACGGGCTGCAGCGCTCCGCTGGCCGGCCAGCCCTTCACGTCGCAGGGCG
AGACTCCGTACTGCGTTAAGTGCTTCAGCAACCTGTACGCCAAGAAGTGTGCCGGCTGCA
ACTCAGCCATCACAGGTTTTGGAGACGGGAAGTACATTTCCTTTGAGGACCGGGAGTGGC
ACCAGCCGTGCTTCAAGTGCTCACGCTGTTCCGTGTCACTGGTCGGCTCTGGCTTCTTTC
CGTACCGGGACCAGATTCTGTGCAGAGACTGCAACGACGATGACTGAGGGGCTCAAAGAG
GGAGACCGGAAGCGTCCGAACCTCATGTGGACACAGAAATGGATCACTGCTCCACTTTTG
TAAAACCTCCATAGCGCAACTTTCAATAATTTCTACCTTCAGACTCACTTAAATGTTCTT
T
>CL6754Contig1
ATGAGAAAATAAACCATCCAGATTTCAGCATTGCTACACAATATAAAGCATTTCTTTTTT
GAAGTCTTACTGCTTTAAGACATAAAAAAAGTGACTGCAGTTGTGCAAACAATCGACATG
TTACTTAACTGCAACCCGTTTGTTATGAGACACCAACACTCTGGAGATTATATTACCACC
AAAACATCTGCAAGGGTTTTTGTTGGTGTATAAAAAACCAAAACACATACATTTGAATAC
AAAAAGTGCATAAATGAGCAAACTTCCTCAATGTGAAATCAAACTGTTTACTTTCTTTGC
TCCAATAAAACAGCCAACAAATATTTTTGGATAAATGCTTTGTAAAAAGAAAAATTTGAT
ACACACATCTCTACACAATAGATACTTAAAGCCTTTAGCCCTGACAGAAAAGGAAAATAA
AAAGTTATCATATACCGAATCAAAAAAGCTCCATTGCTACGACTTAAACTGAATTAGTAG
TGTCATAAAAATTACACAATATATTACTTAACAGAAATGTTTCGTATTTGCATTATTTTC
TTTTCAAATCAAAATTTTATCCTTGAAATACTGACACCTACTGAAGGCTTTTTGGGCAAA
AAAAAAAAAGCCATAATCTCAAACNAAG
>CL6755Contig1
ATTTGTCCTTCCTGTGAGGAGAGGAAGTGTCACAGTCCTCAGTGGCTATGCGGCCGATGA
GATTACACATTGCATTCGACCCCAGGATATCAAACAGNAGACGTGCAGTAATCATCCTCA
GAAAGACCAGACCGGTACGCCCCTCGGGTAGACTCCGACAGCCCTTTAAACTCCCCGCTG
AAGGGAAGACCAACTCCACTAAAGGCCAAACGCGCTCATCGCAAAGCGGATCCTGATGCT
GCACACAGGCCAAGAGTCCTGGAGATGGACAAGGAGGAGAACAGACGTCCGTCCATTTCT



CGCCAGCATCGCCACAGCCTCAGTTCAGAGAACTACTGGAGGCGTGACCAGGACCACGAC
GAACACCGAGAGAGCTCAGGCCGTAAAGTCAAAATTAGCCGCCATTGAACACGTCTGTCA
TAAACACTCAAGACCTATTTTTCTGGTGTGACAATAATGTAACTCTCTTTGGTTAGTAAC
GGTTTTGTTTGGGACAAGAGCACAGCATTTTCTTTTATCTCATTGTGGACGAGGAGACAT
TGAAGGAAACATTTAAGTATTCATTTGTTGGCAGAAATAAACTGACATTTTTTTCCCGTA
TAAAACCAGAACTAGTTACTCACCCCAGTAAGTCCTCTTTGCTTACCTACAATACAACTT
TGCTTTATTCCTGTGCTCATAGATAATTTAATGACTTTTTTCTACTTCAAACTGTATAGA
CCTTGAGGAAGCTAAAAGGAAAATGTATGTATGGACATGTACAAAGGCAAACTTGAGTTG
TATCTAACATGATCTATTGTACAAAATACTGTATAGTCTTTAATCCGGGGCCGTCATGGA
GAAAGATTGTTTTCTTTTTGCTCTACACCTTTGTTTCATATCCTCCCTTTGCTTAGCAGT
GTTAGATCTTCCCTCTTCGTTCAGGCTTTTTGTCTCGGTTTGAGGAGCAGCTGCCGCACA
GACACACGGTTTGCTGTGTGTTGATTCGACCGGTTTTGGTGGAGCCTAAAATGTCATCGG
ATGCTTCACAGAGTGATGAGAAACTCAGGTCTTGTTCAACACTCTTGCTTTGAGTNCTAA
AGTTGCTTTATNCTTACATGATAGCAAAAGCTGTGT
>CL6756Contig1
TTTTTTTTTTCACTTAGTGATCTGTTTTTATTCAGTTAAAAATGAGATTTTACAGTAAAA
GCATGGGACTCCAGTCTGAGCTTCAAACTTTCATGATGATTAAAAAAAGAAATCACAAAC
ACTCAAAGTTTTGTCCCTGAGATGATCCGGGATCAAAGCTCCCAGAGTTGTCCAAGTGTT
TGAGGAACGCTGCCTCCTCCCCCTGGGCCCTCCCCCCGCCCCCTCCTCGGCAAAGGTAGG
ATATGAGCTGCGGGGCGTGGAGGAGGCTAGCAATAGGCTGTGAGGTCTGTGTTTTGGCTC
AGGGGGGTGCTGTACTCTGACTCCCAGTCCCTCTCGAACACAGCCTGCAGCTGGGATTGG
ACGGTCGGGTCCTCGGACTGGGACCCTGTCTGGTTGACCACCAAGGCGGAGCCTGCCGTG
TGAACAAAGTAGTCCCCCGACCAGTTGGACGTCCCGATGTACGCCACCTTGTCCGTCACC
ATGTACTTGTTGTGGTTCACTCGGGCGTATTTTATTTCTGGTCCGGGGTTTGGAGGCACC
ACAAACAGCCTCACCTGGACGTCCAGCTTGCTCTTGGGGTCGT
>CL6757Contig1
AGCAACGGCATCCGTTATATAGCTTGTATCCAGCCTGAGATCTACAAGGGGGAGTTCACT
TCAAGCATTTTGTGGAACATCATCACTAAAAATAACCGTTTCCACATAGAAGACATTTGA
ACACATCAGGACAATCTTGGACCACTGTTTGGATAAAAGGGACAGTCGTTATGCAGGGTT
AACAGTCACCCCACTGGTATTTACACTTAGTGGAGTGCAAAGAATAAACGAAAATAATAT
ATTCTTTGGCTCAAAAATCTGCAAATATATTGAAGCTGTGTGTCAAGACACTTTCACAGC
AAACTACTTCATAAAATCTTTGATAAATCTAATATTTCACCACTCTGAATAACTTTATTT
TGAAGACAGTGTGACATTATCATTTAGAGGATAGATTAAGGAGGCAAATACAGAATTCTT
TAGATCTTATTAATATTAGTCTCTTATTACACAATGAGTGAATCTCAGGAAACACAGCTC
AGATAAGCACAGCAATCTAACAGCTATTTAATCAAACAACTCACTGTATCTGCATAGTGC
CAATCATGCAAAACACAAAAAATAAATATCTATTTGACCAGGTATGAAAATAATCACATC
TATAGGTATACACACCCACGACACGGAAATAAAAAGCTCCCACAGTATAGTGGCACATAA
ATCTAGCAACATNCTAGGGGGTGCACATCAAACTGAAGAGACAGGGGGCAAAACAAAGAG
TCACAGCGGGGTCAGACAGTTAGCATAGAGCACCACCCAACTCGGTGTAGGCACAGTTCT
CTTTTAACGTCATCAACAACGGCCCCAGAGATAAACCACAGCAGCACAGACATACAGAAT
GTGACCCAAACAAGCACACTGATCAACAGCTCAGCAGGTAGACAGTACATTTGGACACTG
CATAGAGTTAAAACAACATCCAGGCCAGCTCCCAGCTGGGCCGAGCTTTTACCAGTAAGA
TGGGATTCAAACATCCACAAACACATCTGAGCTTGTGTTCAGCTAAGGTCCTCATTGTTA
TTTAGACACTGCAACACTTTTTCCTGGTTCGCTCAGTTGGCCTGGACTGATTTTGGCCCC
ACTGCAACGCCATTACAGTCCAGGATGTACTGCAGGCAACCTTGAGGGGGGCGGCCAACG
CCGTTCTTGATGCCGTCGGCTGTTATGTCCCCCTTTTGGCCCGCTCCCTGGGATGGTTGC
ACTGTGGTGGGTCTCTGTGGAGCGTTGGCCTCATTGCTCGCTATTTGGTTCATTTTTGCC
AGCACCAAGTCTGCAATGAGCTGCCGGTCTTCATTCTGATGTTCCCCTACCAGTGGCATG
GAAGAACCCACCACCTCTGTGATGTAATCTCTGCCATCTTTTCCATGTATAGCTTTAACA
GCACAAATCTCCAGACCACCAAAAATCTCTGAGCAGGTGTCGGCCCACACTTTGTACCGA
TCAGTCATGGCTACCTGTTCAAGCATGGCTGAGCCTGTGTTGGTCTTCCAGTTACCAG
>CL6758Contig1
GGTTGAAGCTGAGCTTTATTTGGAGTGTAGTCACTGGAACGCAACTTCAGCATTGTTCCA
GTAAACAAACAGAATTAAAGCATAGAAACAGATGACCAACAAAAGAACCTCAGGGAACCA
TAAGAATTATGCGACTTGGATTCAAAAGTTAGCTTATGTGTGTTTTGCTCACATGAAGAG
CCGAACCAAAACTATCCTGTGCCAGTTTTTCCAGTGCAAAAGAAAAAAAAAGTACCAACA
TAATGGACTCAACATATACTTGATTCCCCACCACATTTGTCACAATACAACTTGGAAACA
GAAGAAATGTATGAAGGTGGACAAAACACATGGGCTTTGAGGGTTTGGCAAGTCTACATT
CTCACTGAAACTTCTCTATAAACACTCTATAAACAAATAAGCATGAGACTAATTTAATTT
CCCCTGAAGCTGATCCCACACGTGTTTGTTTGGTTGTAAACAAACTCCCATGTCACCAAT
CATTGGCAGTCACAAACATACCCATCAGAACTGAATGAGCTAACGGTGCAATCAAAAGAA
GCTTCAGAGCGGTCTGTAACATTCAACGGCACTTGCTTTAAACACACATATTCTGATTGA
CAAATGCATCGTGGGACCTAAAAGCTGAATGAACTCAACAAGGAATTTAACCGCAAGAAT
ACCACCTCAAATGTACACCTGTCCTTGCCAAACGTGGAAAAGAAAGACATTCTGAGGAGT



GACAAAAGTGTGGCAAATACTGGAGTAACT
>CL6759Contig1
TTTTTTTTTTGAGAAAAACAAATCCTTTATTGAAAGAAAAAAAAAGTAACTTTACACCTA
GTAATCAAAACATGAAATTTTGCTTAAAAAATTAACAGACCTACAATCTGACATACAGTC
CAACACTGCATATTTTCAGTTACCCTTCTGTTTGCCAGTGATTAGGCCATGAGGTCTGTA
GTATGTCTCTGTTCTTGCCTCCACCATAAATCCAGTGAACAAGAGGTTCACTACTTTGAG
ATCAGATGGAGCTTCAGGTCCACACAACAGAGCAGATGCAGTTTGTCTTTGTGGAAATGC
ATCAAAGAGCAGCAACTGGATCTAAAAAAAAATGCCAAATAGGAGGCAAACGTCTCCTGA
GCTGCTGAGTCGCGGCCGTCTTCTTGTGGAAAGAGAGACCACTTCCTGTGTGTCTGCACT
CGTGTGTCTACGCTCTCGTTTCTGCGCAGTCGAGCTGCGCATTGCAGCACGTGCACCATG
CGCGTGGCTGTGTCTCACCC
>CL6760Contig1
GCACGATGCAGCTCAGTTCAGGGCGACTCGGTGCTGTTATGCTTTTTTAGAGGACGGTCT
GTAAGACAAATAGACCAACTGGGCAGGTGGGCTTACAAATATTGGAAACGCCTCATTGGC
ACTGCACTTATGAGAAGCCTTCGGTTCAGCCTTCATACAGACTTAATAGGCAACTATACA
TTTTTCAAAGACTTGTAACACTGTCTCGTGTTGATGGTGCGTTGAGAACAACAAGAACAT
CCATATTTTAAAATACTAAAAAAAAAAAGGTTTTCAAGGTCTGATTTAACTCAGACCAGT
CTGAAAGTCTTCCCAACAGAGATAATTACTGATACCGTGCCTTTTTGACATTCTACCCCT
GTTCAGGTATTCATTCTTACACCAACACTGGATTTGTGGTTTTGTTCATTTTGAAATGTT
AATGTTTTGATGCATATTTTTAGAGCATCTAGTTTTTTCATCTTCAGTTTGATTTGCTCT
TTCTTTTTCCTTGTTTCTATCAAATATAGATAAACTGCTGCCTTAAATAAAACCTTTAGA
CCAATGAAATGCTTATTTCATTTCATTTCTTATATGCCTTTTTTTAACCACTTACATGCT
TTCCTATTTTTAATCTGCTGTTTCCCTCTTACAATTAATTTACATTTAACTCATGAGCTT
CGCCAATGTATACTCTACTGGGAATATGTTTGGAAAAAAAGTGCAATTTTCTTCTGTGGC
CTAAATTATCCGTTTGAATAAAAACTAATAAAGTCATTTCTAAATTATTTTCATGTTATT
TCTCTTTGGGAGATGGAAATTCTTAATCTTTTCTAANATATATATATTTTTCCCNCCTTT
TTTGTTTGGAGTCTAACAA
>CL6761Contig1
TTCTTTGCGTTCCTTTAGTCAAAAAGTGATTCGTGGATGGCTGAACAGTGAGCTGCTACA
ACACATTTTATGATCAACTTATTTGTCGGTTTACAAGGAAAACCTTCCGCTTCTCAGAAA
GGATTGAAGATTAGATCATCTTTCCCATCATTGATCTGATTTCCAAACCTCAACAAAAAC
TGTCTGAAAATAGAAGATTTCGACTTTCATAGAAAGGTTAAAGCAGTCGCAGCAACTTTC
TTCAGGTGGACTTTTGACATCCTGCAGAAAAAAGAAGTCAGTAAAAAGCTTTTTTTGTCT
TGAAAAAAAAAGGAAAAAAGCTTTTTTTCTGTTTTTTTCTACACTACTTACAACATAAAA
CAACAGAAAAAAATAAAACCAATTAAAATATTTACACGTTATTGATAAAATAAAACATTT
AAATGAGTAGGAAAGCAGTAGAAAAAGGATTTTAGTCTTTAAAAAAGACACGGTTCTGTT
TTACAGTGAGAAGGCTTCAGTTGACAGCTTAGTGCCTTGAAGAGAAGAGATCCATTGTGT
TGCTGCTTTTCTCTGCTTGGTTTCAAATGTCTTTGATCCCTCTGGCTCTGGAGCTGCGTC
CACACCAGCCCCGGACCTCTTTGTAGACGAGTCGGGTCAAGAACAGACAGGCCAGGACGT
CGGCAGTGATGAGCATGTAGAAGACGTTTTTCCAGCCAGTGGGAGAGATCACACCGGCGA
GCAGAGGACCTAACGCAGCGCCTATNGATCCGGTCCCATCGATG
>CL6762Contig1
TTCCCCCTACCACTACGTCGCTGTAGGTCTCCAAACACTCTAATTTTTCTCCCTGGTTTC
TCAGCCTGTCTTCATTCTCCTGCAGCTGCGGGTGAAGAAGCACCGACGAAAGGCCGGGCC
GACAGACGTAGCAGCAGCCGGCGTACTTTTCCAGACACTGTGTGACCTGATTGGTCTGGT
GTGGGTCCTGCACCGCAAAGTCCGTGAGCACAACCTCTGGGGAGTGAGACAGCGGTTGCG
GGGTGGGGAAGGGCGAGCTCGGAGTCTGGCTACCGCTGCAAGCGGTCGGATGAGCGCGGA
TATTGGTCAGCAAAAAACGAACGTCCAGGTGGCCGCAGACGTCGGCCGCATTGCTGTACA
AGCGAGTAATGAACGTGGACAGATCCACCACAGGCGGGAGGTAAACTGGCCGAGGCGGGC
TCCCACTTCCCAGGTTCAACCCAGGGTGGAGGTGGATGTACAGGGTGCGGTCCACGAGCT
GGGCAGCAGAGCTGAGTACTGGAGCGATGCGTAGAGGGAGGACGTGCAGCGGAGACGTCA
GCACGAGGATGCCTGTGCTGAACATAGTCGTTACTCTCTGGTGGTGCAGGGACTCAAAGT
GAAGTCACTTTAAGAGGTAGACACACTCCGTCGAACGAATCTACAGAGAGGCTAAGAACA
GATTCATGGTGCGGAGTTTATGCAAGGTTGTTCCTAAATTCACTAGACAGGTCGTTCATC
TCAAACTCTGCAACTTGTGTTTTGCTTTTCAAGTTTACTCGTTTCCAAAGAGCAAAGAGG
AAGTCACCCTGGGTC
>CL6763Contig1
TTACTTAGANTGGGTACATTGGACAGACTGGATACAGAGTTTCACATTCCCTGTAAACTC
ATAAGGCACCAAACAGAGGCTGTACAAAACAACATGGAAGCTTTACATATTGGATTATAT
GACACACAAACACTACAGTTACTGCTCTTATAACGACTCATCTTCACATGAACGTGCACG
AACGCCTGCAGCAGGGAAGAAACCGGTTTAAGGAAGACATCTCCCAGACCACATGAATGC
ACCTCCCATTTTCCTATTTTATTTCCTAAAATAAAACCTTTCCTTTAATAAGTTGTCAAT
TTCGTAACTAAATATTTTAGTTGTTTAGAGATTTGGATAGAAATTCCTGTTTGATGCGGT
GGGTATTGTGAGTTTGTCCTTCCCACTTATGTGAATACTGACCGTGAAGCTTTGTGATGA



GTCGTACTTTAAAATAAATGAATTAAATCTGTACCTTTATTTAGACAAAGAAACATCTGA
TTGGAGGAAGAGAGTGGGTGGAGCCAGACATCAGCTATAATCCATAAAGTTTAAATGTAG
CAAAGTAATTTGGCTTCAGCCACAGACTCAACCAATCAAATGATCCTCCTGAGAAGCAGC
AGCAGCTCTTTAGGAGGGCGGAGCATTCTCCCATCGGACCGACAGGAAGTGGACAGACAG
TCAAACAGGACGGCAGACATTTCCACTGCGACTCCTCAATGTCCAGTGGGAGGAGCCAGC
TGTATTTCAGCACAGCTGCAGCAANCCCCCTGATGGGTCACAAACATATT
>CL6764Contig1
CGTTTATTTGGTTNGGTGTGGGGGGGTTAGGTTAGTCTTCGTCTCGTTCTCGTCATACTC
CTCGTCGTCGTCGTCGTCGCCCATGTAAGACACCGGGGTCTCCACACGGGAGCCGCTGTA
GTGAGAGTCGTTGGAGCTGGAGGCCATGGTGCCGTCGGTGCAGCCGTCACTGCTGGCAGG
GTAACGCGCTCCGTTGGCAGAGGACCCCCCAGTGATGTACACGTTACTGATGGGGCCTTT
GGCCATCTCTATAACATAAGGCTCAAGCGCTTTGGGCACCAGGCTACGAGCAACCTTCAG
GTCCTCTGGAGAACATTTTCCCACTTCCAAGCCGCAGGCCATGCCCATACGCTTCAGCAC
CTCGATATCATCATGGATCTCAAACATGCTGTCGAAATTGAACAAATACTCGAACTTGTC
ATTGGAGATGCTGCAGTCAATGACCGTCTTCTTGCTGGTGTTGACGATGATAAAAGGAAG
GTGGATGATTGAATTAGGGGGTGGGGGTCTGTTTGCTTGCTGCTCCGACTGTCTGTTCCT
CTGAACAAGGTTCTTAAAAGCTATTTGCTGCAGAATAAGCTCCTGAAGCTGTGACTGTTT
CTGCTTAATCCTCTCCAACCGCCTTTGTCTCTCCACCTCTAAATTTTGACACTCTTGCGC
TGAGTTGGTGGGCAAACCAATCCACTTGATTTCCTTCTTCTCTTTTGAGATGATGTTCAT
GGCCATGAGCACGTTCAGTGCATCATAAACACGCCGCCGAATATTCTTTTGGTCGTATAC
ATGCGAGTCATTGGGTGACATGTGGTTGTCTGCGGAGCTGAACTCAGCAACTAGTTCATC
TGCCACTTCATTGTAGGTAGTTACTCCTTTCTTCTGCACTTTCTCACACACTTTCATGGA
GAAATGCCTCAAGCCTTTTCCGTTTTTCTCTCCTTTCTTACCACGCTTTCCTGATGACCA
AGGAGAGGCATCTGCTGTTTGAGTCTGAGTGAGGAACTGGGAGCTGGGTGTGTGTGGACT
GTTCACCAAGATCGTGTTTGATACTGATGGTCTCTGGGGCGTTCCAATCACCATGTGTGG
CACGTGTTGCACATGTGCTGCAACATTCACATTTGAAGGCCCAAGTGTTTTGGGTAGTAG
CTGTTTGGCCACAGGCGCAGCTGCTGGCTGGACAGCAACCAAGGATAGGATGCCTTTACT
GGGGCTCAAATTCTGATCAATGAAAACCTTCAGTTCTCCATTTGTTTCAATCAGACCAGC
ATCTTTAGCCATGATCCAAAAGGACCGGGACAGGTATTGTTTCAAGTTAGCAAGACCTTC
CTCTGCCAGGCACTATTCAAACTCGAGTGCACTCTCTTTTCTCTTCGAGGATTGTTGTTA
TTGGCATTTTTCCCCGGCCAT
>CL6765Contig1
TAAAAAGAGGTGGGGTTTCTTCTGTGAAAATGCGCTCCACTTCACCCCAGAGGTGTGCCA
CTCTTCATCTTTATGAGCCAGAAAGAAGTCCTGCATCTGCTGTCGGCGAAAGTCAACTTT
GTACTCATTGTACCGCTTGACTGCCTCCGTTTCATCTACAGAGTCATCCAGGGACAGCAG
AAACTCCTTAAAGCTCTTCATTATTGGAGGGGGAGGACCCAAGTCCATCTCATGGATGCT
ACCAAGCCTTGCCTGAATTGGGATACCCTGATGCGGTTGCATGATGTGTAGGTCAGGATG
ACCCCAGGGCTGAGGTGGGCCATAACTGGGCCCTCCTCCACCATAACCTAAATCATAACC
TCCACGGTATGGATCTCCGCCGTGATCGTCCCAGTCTCTTCTCATGCGTTTCTGATGGGG
ACTTAAATCATGGCGAGGAGGAGTAAATCTCTCTCTCCGGCCTCTGTCATAATCCCGGTA
TTCACCACGGCTACGGCGTTCCCTACCCCTGTCCCATTCTCTCTCGTTCCAGTCATCTCT
GCGACGGTCTTCTCTTTCTCTGGAGCGGTCATAGTCACTTCTCTCACGTCTGAATTTATC
CCTCCTTCTGCGATCGTATTCGTCATCGCTGTCTCCCATCTCGAATGATATTCAGCGTCG
TCTCCCTCTTTTTCTTGGTGTTGGACAGCAGTGTTCGAGAA
>CL6766Contig1
TTCGGCACGAGGGTCTGATCTGCCTGCCGCTGAGGAGTGGCCAATTCTGCAACTCTCACA
GATGGTAACCCAGCACTTTGCATGAGTAGGTGTGTGCGTTTGAAAGTCTGCGTCTCCCAC
AGACAGACAGACAGACAGACAGACAGAACTCTCCATCAGCTTCCTGTTATGACTTCAGAC
ACACGTCTTGACCGAGCGCAGGCAAACAGAACGATGCACAGCCGGCATACTTTCACTCCA
TCCAAATAATTGGGGAAATAACCCAGCATGGAAGCTACGCTCTGCATTAGAAAGGAGACG
GTTTGAAAGAGACTACAAAAGAGCCAAACCTGTTAGGAAGATGTGACATCCTCTGCTTCA
AGCTCTTTTGTTGTCTTCTGTAAAGTTTTATTCTCCTTTCCAGTGGGTTTATTATGGGAT
TTTCTTGTGTGACACTGTTTTCTGCTGTCTTGCAAACACGGTAAAAGTTGCTGTCAAATA
GGATTTGAAGCTCTGAACCAATTTTCTTTCTTTCTTTTTCTTTTCTTAGTAGATTCTATG
TGTCACAGCAAAGTCGGGATTGCCTAAAGCTAAAAAAAAAAGATAACAATAATGAGAAAA
AGTATTGTTTAAAAAAAGAAAAGGTGGTTTTCTTTTATTAATCAATGATTTCTTTTGGGA
TGGTGTAAGAAAAGCTTTAAAATATCTGCAGATTTTATTGTACAGTGTATGACTTTTGGA
GCATGTGAATCGTTCCATACTATGCTAAAACACAGAAACGGCTTAAGCACACGGACAAAA
CTCAAAAGAAGAACATTTCCTCGACAAGGTGTGCTGCNCGACGGCGGANAAGCACA
>CL6767Contig1
CTTTTATAAATTCAGTGTTAACAGACAAGATAGAGTCCAAGTGGCAGCACTAGGGAGGAG
ATAATACAGAGAACGTCTTACTTTGCCCTTAAACCACACAACTCCTACCATAAGGCCGTG
ACACACAGCCACTATTTACGCTTATTGCATGGATAACCATTGGTCATACGTGATTAAAAA
ACGTGAAAAAAGTTCGTCTTTATGTGAAAATTTCACAGATGTATCGTGAATGAACCACCT



TAAAACCATGGAAGAAGTAGGAATAAACCAGAATAGAACACCTACATCAATGTAGAACAT
AAACTTTGTGTTATTCTTTCACTGTTTGTTTGCAATTCATCAGTGATTTGTGCGTTAATT
ACGCAGTTTGAACATATGTGTAAACAAGTTACACATTGGCGGTGCGTGAAAAGTCCGTTA
GACGCCACAAATTTGCAAATGCATTTAGCAAAAAATCAGGCACAATTGTGTAAGATTTAC
GTAATAATTGCGCCTAAACTACGTCAAAAATGAGTAAATATTCTAAACCCACCCAAAATT
TTGAACAGCTTAAAACCAAATTCGCGTAAAGACCCGTCGGCCAAAACCCTCGACGGACAT
CTGCGCACATCGACGGAAGACGAACGCAAGAAACACGTATGACTTACCTAGAACCCGCGT
GTATCACGGAAAACCGAAATTTCCTGCGTGGAAAATGAGCAAGGTGTACTTCTAGAGGCT
GTGTGACACGGCCTTCACCGTCTTCACATGGAGCGAGCGTTTTGGGCAAACGTCACGGTC
CAACTGAGCCTGGGTCACAGTTTTCCATCCATGAAGCGAACATCAATTCTTTAAAAAAAT
ACTGACATTTAGTTTTTTATTCTTAAATGAGCTTTAGCAGCGCTATATTTCTTAAACTGA
TCGCGAACTCCAAGAACACACCTCCTCCTTCAGA
>CL6768Contig1
AAGTTTTTGNCCCGAATTANGNTTTTTTTTTTTTCATTTTTATTATTCTGACATTGTTAG
AAATCCGTTTAACTAAAAACTACCTTTAGAGATGGATCGCCAACATGTTTGCTACCTGAG
TGTTTAGATTGATCTCAACACAGCTTTTTCTGAATATGAAAACTTTAACAAAAACAAACA
TCTGCAGCCTTTTGCTCGGTTAATGTAGTTGAAGTCTAGTTTTTAATTTTCCTCCTCACA
CTCACAGCTTCATATCCTTCATCTCTACTGCAAAATTCATATTGTGCTCAGTCATGCTCT
CTTAAAAAAGTGATACATTTGAAATAAAGAAAAATATAAATATGAGAAAAAAAGGAACAT
TAAGATTTTTGTGTGTGTGTGACTTATTGTGCAGTTTGAAGAGTCGCTGTGCAAAGAAAT
GACCTGAAACGATCATGTTGGTGCATTCAATCTGCTGTTTTAAACAAGCAAACACTACAT
AAGATTATAATCCCATGAAGGAAAAGACTCCTCTCACACAATCTTAATCCATCCTGTTTT
CTGTCCTTTAAATTAGGCAAGCTTTGGTTGGGTCTTCAACATTTAACTCAATCAGAGCAA
CATTAATGCATCTTTACAATAAAGTTTGTGAATTTTAACAGAAATGTTTTCTTCTAAAGA
TTGCTTAAAGAAAATACCATTTTCCTTACTGTGGAGGTTTTTTGTATTGAAACTTCACTG
TTGTTATTCCTTTAACTTCTTATAAATGTTTTTATTTTACATATTCTTCTGTCATACTGT
GTTGATCCTAAAATG
>CL6769Contig1
TTAGTTGAAAGATGTAGGTCTTTTATGGTGTAAAAACACACGATTATACAATCGTAACTT
TAAAAAAGGTCTTAAACGTCCCGTTTCCCTTTATTTTTTGTATTTTCCTTTCCATCTTTG
TAGCCTAGTTTCACCATGTTGTCCGAGCTTTTACAAGGCACCGATGTTGGAGGTTTCCTG
CTAATTCAAGATTCATGTAGTTACTCTGGACGACATCTCCTAAAGAGCTTCATTGATGCT
GCCTTGAACAGGGAAGAGGTGGTACACGTGCTTGGATTGGATGTGAGCGAAGAAGAACTG
AAAGAAGGACTGAAATCATTCGTTTTTCAGAGGCTGCACTTTCACGACGCTTATGCAGAT
CCTCTTGGGTGGACGGATAACTCGCCTTTCACAGTCCACCAGTTCAGCTCGTCCAGACTC
ACAGAGCTGTTAAAACAAACGGCACCATCCAAACCAGCTACATTAGTGATTGATTCTCTT
TCATGGGTTTTGAGGCATATTAGTCCAACTGCTGTCTGCCACACACTGCAACAACTCAAA
AAAGGGGGAGCTGTAAGAACTATTATAGGCTTGCTTCATGAAGACATGCATTCAAGGGGC
ATTGTGGGAAGTGTCTGCCGCTTGGCCACTTCAGTTATTACTGTGGAGCCTGGAACAAAG
GGGGAAGAAGCACTGGCAAAAATAACAAAACGCTCAAAATCGGGGAAGGTTACGCAAGAT
GAGCAGATATTCAGCATCAGAAAAGATCTGACAGTCACTGTCCTGAGCAAACCTACCAAT
CCTGGGCACAAACGAAGCACCACAGAAGAACAGGTGGATCCAACAGCTAACTTAACATTC
AATCTTCGACTGACTGATGCAGAGCGTGAAGCCAAGGAGAAGCTTGCACTACCTTTTGTC
TTCAGCAAAGAGAAGAAAACCGCTCTGCTTCACTCCGGCCCAGGGTCCGGAAAAATTCTG
TATGAGCCTGATGCAAGCGACGACTACGACCAGGAGGATCCCTGATGACCGATCT
>CL6770Contig1
GGCTGGTATTCAGCGTATCTTTGAAGAAGCACACGTACACTAAGCTGCAAACCGTATATC
TAGATGTCTTTACCTCATTTAAGACTGGTAAAACATACCAAATACATCATTTTAACCAAA
AGTAGATCTAAGTTTTTGATGTCTTTTCTTTAAAAAATTATTACTTTAAAAACGACTTTT
TATGTTGTGTTTTTTGTGATTTATAAAGTACCAACGCCTTTATATTCTTGTCTATTAAGA
CTATCTGTTAACACCATATTTGCTAAATAATACAGTATAGACGGGATGAAATGGATGATA
TGAATAAGTCCAGGTTTGCACAAATGACTGTGCTACTCAGAAAAGGATGGTGCAATAACT
ATCTTTGGGCCTAAAGATTGTTAACCCTCATTTATTTAAGTACTTCTGTGAACAGAAAGC
TGTCATGAGGGGTTTTAGTTGGTTTTTTCATCTGTGTCAGAGTTGCCTTTCTTCCTCCTT
TGCGTAGTGATGGGTAAGAACTCAGCAGCTGCAAGCAAGCAAATTCATAACCCTTTGTTT
AAGGTTTTGATTCCTTTTTCAGTTTATCCTCACATTGCATTTTTTCCAATCATTTCTGCT
CAAAGAAGGCTTCGCTTTTAACTAAGGTTGCACTTTATGTATGAAACATAATGCTCTGAT
GGCTGAATTGGAAGAAAATGTGTGCGTGATGGGTCATGTGTCTGAGTGCTGATGCATGAC
TTTTGTAAACACTGGTGGTTTGCAACACAACACAGAAATGGATTACCGTTAAAACCCAAA
ACAAATGTTGATCATCTGCAGACTCACTCTAGCACAACTTAAAGAAACTGGCTCAGATAT
TTCTCTCCGTCCAGCTTGGGTTTGTTGTGTCTCTTTAGGTGCCAATCATTTGTCATAAAA
TCTCTGGATCAACCAGTGTGATACACCACTATTGAGCACATTTGAAAAATAGTCAAACTA
CTGCAAAAAAAAAACAAAGAAAAAAGGTTTTAGGAGCTGAAAATCC
>CL6771Contig1



AAGTACAACATAAGTTGTATCAATGTGTAATAACTTGAAAGAAAGAAGAATACAAAAACA
CCTCCAGAACCAAGAGTGCTTTCTCCTATCCTTCAAATTATCAGCCAAATGTCCTTGTTT
TTCCTTCTTAGGTGTATCCGTTCTAAAAAGACACACATGTTTGTATAAGATACCAGCAGT
TATAAAACGAGAAAAAAAAAAAAAAAAATCAAAAATCCCATCTTTATCCCAGCAAAGGAG
TTTAAGTCAGAAACACTTGTTGCATCCCAGGCCTCCGTAGATTAACTTAATAATCATCTT
CATCATCTGAGTCCATCACTCTCCGTCTGTTGAACGTAACAGTTGTCTTTTTTTCAGTTT
GCTGACTGACTTTTTCAAGGATCTCAATCAAGCCTGATTCTGAAATCTTTCCTCCTAACT
TTCCAAATCGAGCCATTTGTATAAGATAGTTCTCCACTGCGTTTGCCTTGTCAGGCTTCA
CCAATGCCAGGTTGCTCAATCTTGCACGGGCAGACTGGTCTAAAACTTGTGCCAATATTG
AGTTCCTCATTTCGGTTTCTCTTTGTTTGGTCTCCTCTTGTTGATTATTTGAAGCATCCC
CGTGCTTTGCCTGAAGCTCTGCCATTCTCTGGCGCCGTATCGCTTCTAATTCGTCGTCAG
CCATGATTTACTGGAATAAGGTTGACGTTAAATTCCGCACTGGGCTGAATTCTCGTTCAG
CAGCAACACAATACTCATAGAAGAGGCGAGCCT
>CL6772Contig1
TTTTGCGTAGCTTGTGGACTGTCCAGTGAAGCTGTAGGTCGACAGTGTTTTATCTGTGAG
TAGGTCACCTCTGACGGATCCTTTTTTGATGCCGTACCTAGAAATGTTCCCATTCTGACC
ATTGCTTAAATCAGTGCAGCAGGAGTCTCTCGGCCTCGTGGGCCAGCACAGAGTCAGAGT
CCGACCTCCCACCTGCAGGAGCAGCATGTCCAGCAGTGGCTCCCACTTTACACAGAAGTC
CGTGTCCTGCTCCGTATCCAGGCCATATTGGTTGAGAGGAATGACGTCAGCGTTTGTACA
GTGGGCGGTGATCTGCCCGCTGATGGACATGGAGTTCTCATTGGCTGAGATTAGCATCTC
ATTACAGCCGGTGGAGATGTTGACGTTCAGGTTCAAGGCGGTGTTGCCATGGTGCCAGGT
ACCACAGAATGACAAGAAGAGGTCATTTTCACATAAGCCTTTGGAAAGAAGGACAATGAA
GACGAACACATTCTTCAGAGGATCTGTCAGACGCATTTCCTTCATAATTTCGGCATTATT
ACAAATTCTGGTGCTGCGTGGTTTTGCTGATGGTCTAGTACTGGTTGATATGGAGTCAAT
TCAGTCTAGGTTGATNCCGTGGTGAGTTTCAGCTTCATGCAGGCGTTGAGACTTTAAACG
TGATCGTAGGTTGGTCTGAATGTTCTGTAGATGTGAGAAAGACTGCTCACATGCAGACGT
GGAGCCAAACACACACACACCCACGCTGCAGTGAGTGACGGGTAGCGGGTACGTTATTAC
AATCCCTGCGCGATTCACCTGCTGCCTGTGCCCACAACTCCACCCCCACCCTCTGCTTTC
TTCCTCACACATCCCGTCCCCGCAACTGCGCGCTCTTTCTCAGAGACGTGAGCGCGCAGT
TTTAGGCACGTCAATTCACAGGTTTCCGGCCTGTACAAACTCTGTGAAATAATAGATAAC
AGTAAACTTATAGTTTTCTCTCCAAGCACCGCTACTACTGCGCGCCTCTGGCATCGCATC
GCGCCCGAGAAGGACTGGTCTAA
>CL6773Contig1
TACATCACCCACGAGAGCGACGACACACGCTGGGAGGAGTATGCACAAGAGCACAGTCTT
GTTTACCCCAAACATTTTATCATGGCTCCCAACCTGGATGACATGGAGGAGGACCCCTAG
GGGTGCAGGAGATTTCCTGTTGACATGTTGAAGTCAGGGACTTTTTGCAACAAGCTTTGG
GAGCGGCGGGTTTTCCCTCCATAGCTGCTTGTTGTGGCAACAAGGAGAAGCCTATTGGTT
GGAAGAAAAAGCTCTCCGGAGGGTTTGAAAGTGGAAAAGAAAATGACATTTTAGTAGCTG
GAGGCGCTGCTACAGTGAGCTGCTGAAAAAATGCATCAAAGGAAACCGCTTTGTGAGACT
GTCGGGAGAGAGGAGTGTCCTATCTTCCTTTTTTGTAAAATACAAAAACATTTCTTGGGT
TTTCATCTAACTTTGTTCATTTTCTGAGAGCAACAAGAAGCCAAAAGATGAGCACCGAAA
ACTAAAAATGAAGAAACTCTTTTGAACATTTTTTTATTGTAATGTTTTTGATGTCAAGAA
AGAGAGACCCGTGAAAATAGAGGCTTACCCCCCCAGGAGTAAAGGGCACTTTTCACAAGG
GATTTGCATTTGGAGAATTAAACACCAGATTGTTCTCATCTTTCTAACTGTGAGACTGTC
CTTTGGCATGAACTGGAACAATCACACCGATATGTATTTTATTTTTTAGTAATCTATTTA
GTTTCTGGTAGGTCTTGCACTATATAATTAACATTCATAACAACTGAATAAAAGCACTAT
TCAATGCTAAAGAGAAAGGAATTCTATTTTGAAGTTGTACGCAGTGAAATGAGGTAAATG
AGAAAGTTTTGTTGCTCACAATGTGTTGGCTGCAGACATTTTCAACCTTCAGCTACAAAA
AGCCAGTGATGGATTTTTGTCTGGAGAGTGAGATGAAAAAAAAACATGTGCAACTTTATT
CATTATTATGAATGAACACATCTTTAACATGCATAACAAGTTCTGGAAGAATTGAATATT
TCTAAATTTCCAGTTTGGAAAACTGGGATCTCCTAATATGTGCGTCTTGGGAGTATTTTT
GTGTTATTTTCCTGTCTTTGTTGCCACTGGATTGGCAGGTGTCAGTGTTTTGTATATTTC
AGCACATACCAATGGAGCAACAACTGAACAG
>CL6774Contig1
AAAACGTTTAATAGCCGAAAAAATACTTCTTAGGAAATCCAAAAAATTACATTTAAAGAG
GACCAAGTAAAAGACTGGACCTTTTAAAATATATAAATTCACTAAAACACAATCCACAGC
AAAGCAAAACATCAACTAAATTAGCAAACCTAATCTCAATTAAACATCTCATATTTTTTA
CAGGGTGATCAAGATATACATACAATAACTGAGCTCAAGAGAAAAAGCATGTCTTATTTG
CACCATGTCAAAGCCCATTCGTGAATTCCACTTCCTGTGGTTTCTGTGGTCTTATTTCAA
CTTTTAATGTTAACCAACATTTAATATCCTCCCAACTTTGAGGAAACAATTTGGAAATGT
TACTTTCCGTCCCAAAAGATCAATGCACCAGTGCACATAGGAACGTTTATAAGACATGGA
TGAGACAGTTTGGTGTGAAAGAACTGCAGAATTTTGACCATAGGGATTGATTAGAGCCTA
AGTATCTGACTTAACAAATAAAATAACCCACCCCTAATCCATGTGGACATTTGTTATAGA
ATAGATTAAGTTGTTCTGATTGCAAAAAAATAGAGTGACTAAATAAAAAGCAAAGTGGAT



GTCATTTGAGTTCATATAGATCTCGTAATTGTAACAGTCAATTTCTGTTGACTGTTGACA
GTATCCAGAGCACAAAACTGCTTCCGTGGGAATCCTTTATTGCTTTTAATAATGCAGTCA
TTTATTTTCACGTGATCCCCCCCCCTCCGGGTCTATCATGTAGAAACCTGACAGAAAACT
TAAATTGGAAGTTTCTCAAAGCTGTGACACAGACAAATCCCACTGAAAAACTAAATTAAA
TGAATGTAAGGGGTTAGGACAAAAATACTGACNTGAATTAAAACCC
>CL6775Contig1
GGGCTTCCTGAGCTGGTGCAAAAAGGGTTTGCTGACATTCCTCTGGGAGAGGCCAGTCCC
TTCATCATACGGAGAACCACAGCCAGGCGCTGCAGCCCTCGGCTGGCTGCCAGAAGCCCC
CTACCTGATGGAAAGACTTTAGGGACTGTTCCTGTCCAGAGTCCTTCTTGTAGTTTGTCA
CCTGACAACTCCAAAAGAAACCAGCAGCTTCCAAGAGAACCACAGCCGGGAGACAACTGT
CACGTTCAATAGACTCTACTTTATGCACATCACAAATGCACATGTTTTCCTCCATTCTTT
TCTCTCCCAAAAGTTCAACCTAAATATTTTAACACCTACTTTGTTTTTAGAGGTGGAGGC
CTTTTTTGGTGTTTTTATTCACTTCTTTCACAGCATAAAAGCTTTCTAATAACCTTTGGT
TGGTTAACATCATGCAAAGTCACACAAAGTAAAGTTTCCATAACATCTTCATGTCTAGAC
GTTCTCTATAGGAAGCTGCATTCTTAAATCACTCAATATCACAGCAACATTTATGGTGTA
AAGTCACTAGCTGAGTTGTGTTTGTTTCTTTCAGAGTTTTCATGTTTTGTTGGGTTCTTT
CTGTTTTGCCCTCAACTTTAGTCGTCCAGTGAGTCGCATTTGCTTTACTGTCTGTTTCCT
CTAATGTATCTTCTGGCAGCTAGCTTCTTTTTTTCTGCATTGGCTGCTTCCATTTTTTAC
TATAATTTTTTTAATCTAACTTTAATTTTGTATGCATAGATTGGAAGTAACAATTCTTGT
AAATAGTTTTTTTTATATTTTCTTTTAATAAACATTGATTTAGCT
>CL6776Contig1
CATTGTTCCAGGACCCTTGATCTTCTAGTCGGGCAATATGAACCAGAGCTCTGTTCTTGG
TGCTTTTCATCAGGGTATGAAGCCTCTCCTTGACATGTTCTGAGAATAGCCTCTATGCTG
GGTACCGGTCCGAGCTCTCTCAGGTTCTCGCAGTACCACGCACAGGCCTGCAAGCAGCCA
GACCACCACCCCAAGCAAAGCCCGACACAACCCAATGCATTCCTCTGCTTTGCCATGGCA
GCTTAGGCGACAGCAGAACATGTCTATTATGTCCAGCAATGACTTCACACAGAGGTCCCG
CGAGAAATCGTCAAACTTGCTGATGGCTGTGAGCACACTAGCATAGGACACCATCTGTGA
ACTTATAGCATATTTAAGGTAGGATAAGATGAGTGGGTTAGGGGATGGACCAATCATTGC
CTGCTCCATCAAAGCTTCTGCGAGGTTAAGGTAGTCCCATGTTGCTCCCTTTGGAAAGTT
TTTCTTGATGTTGACAGCCCATTGGTAGTCTGTCCACCTTTCTTTCCACGCCTGCAGGAT
AGCCTGCTTCAAATTAACCACCTTCATGCTGCTCTCGTTTTGTTAAAGCGCAAGATGTGG
TTGTTTTTTAGTTTCACAGCTCCACAATGCAGGATACCCCCATTGCTGTTGTAAAAACAC
CGCCGTTCATTGGCCCCCGGCCATAAGGNCCGGGTT
>CL6777Contig1
GTAAAAAAAAGCTTAATAAATACACAGATCTATGTACAAATACAAGTGAATTCATTCAAG
AAAGTTTAGATTTTTTGTTCAGAGCAGATGTGGGAGGACAGACTTCAACACTGTCCTGAG
AAGATCACAGCTGGATGTTGCTGCTGCTGAATCCAGAACTGAACTCCGTCTGAAGCCTGG
CTGGATTGCTGTGGCGAGGAGCGCTGCTCGTTCACGGTGCTGCAGCTCGTTTCCTGGGCG
CCGTAGCTCGCTCTCTGCTGACCTTGGAGGTGTCCGAGGGCTTGGGTTGGCTCCAGGGAT
CTCCTCTGCTCCAGCACTTCCTCGCTGAGGCCCAGCTTGGCTGACAGGTAGGAGATATAT
CGAATGGTGAGACGCAGCGTCTCGATCTTGGTCAGGGTTTGACCCGCAGGAGCGACGGAT
GGAGGCAGGTACGTTCTGAGGTGATGAAGAGCTTTGGTCAGATCCCTCATCCGCAGTTTC
TCCCGCTCGCTGGCAGTCTGGCGCTTCTTTCCCAGATACCTGGACCTAGATTTCTTTGCG
GTGGGGCTGCTGGCAGAGGATAAGCTGGAAGGTGGCCCAGTCTGGCAGGTGAGATGAAGC
TCTGCTGGGCTGCAGAAGAGAAAACTCTCCAGCACATCTTGTTCAGTCCCCACAGTCTGC
AGGGAGGCAGGGGAGAAGCAGCAGGAGTCGACAGAGGAGGTGGGAGACAGGCTGCTGGCG
GCACNTGTGGTAACCAGCATCGGAGGACGGATCCGGACCCAGAGGTTTTTCCTGCAGAGA
CTCCCAATCAAACTGCAAAGGGTTCTCCTGGAACTGAAGGGGGAAGCAGAAGGACATCTN
CCATGGCGGCTGAAGCTGCAGAGGTCTGACACC
>CL6778Contig1
AACTTTTGACACAAACACAAATGTAACAGTAAAAATACAGAAACATTTCCAGAAGATGTT
CATGTCAGCAGCAAATTCATGACAAATATTCTATGAATTGAAAAACATTTTCTAAAGGTT
TGAAAAAATAAAAACTTGAGCAAAGCAGTCAGCAGAGTTCTGCTGGACCAACGAACTATG
TTAACACGAGAAAACCGACCAACAGCAGCTTCCACACCGTTCCTCTTCTCATCCATACGT
TCTGAATGGAGACCCGTGTCCTGAACGTTTAAGGTGTGTCGAATAAAAAACTAGAATCTC
AGTTTGGAGGAAGGATCCATGAGGATTTATAGTGGTGTCAGTTATTAAAATAATCCTGCA
TTTGTGCTTTAGGCAGCAAACCCACCGTGGATTAAAGTAGATCCTCCCTCAGAAACACAC
CCCAGCCACAAAAAACTATTAAAACATTTTGCAGTTCTCCTGTGGCTAACGTGCTTCTCT
GAAAGAGGGGGTCCTCTCACATCCACGGCAAATTTGCTGCCTGAAGCACAAATGGAGGAT
TTGTCAGAAAAATCAACCTGAGCGGCTCTGATGGTGGCATGACACGGTTATCACCAGCAT
CAGAGAGAACGCCGACATCAACTACCACAAAAAAAATAAATACAGGTTACTTAAATCATC
TGTGCACGGCCTGAGGCTCAGACAAACACCTTATTTTTTATAATTGGACACCAGGTGATT
GACTGACAGGTCTCCGTTCTTCACCTGCGTCACAACCCCCGGCCATAAGGCCCGGGTTTA
ACGCGCGCT



>CL6779Contig1
AATGTTCAATCAAAAGCTAGTTTTTCATATAACTACACTACAGCAGATGTAGTTTTCATG
TCAGTGTCAGTACAGATTCAGCTTTGATGATCTATGACTAAGACTCCGAGGTTGTTGTTG
AAGATCACTCGGCCCTGGGACTCCACGCTGCAGTCTGGGTGCCTCAGCAGATCCAAAACT
CCGGCTTTCAGCTCAGCCGAGGCCGTTTTACTGAAGTCCAACACTTCTGTCAGAAAGTCA
AGAAGCAGCTCCCCCGTCTGGTCTCCCTCGGTGAAACACTCGGTGATGTCCAGTTGGGAC
GGCAGCTCGTAGCTCTGGTAGCTCACCCCTTTGGATTCCAGATAGCTCTTGATGTCTGCG
GTGGTCACACACTGACTAATTTCTGTGTTGCACAGCTGATGCCTGTAGGTTCGCCAGAGC
TTCCCCCAACCGCTCTGACCAGACACCAGAATGATGAGCAGCTTTCCCCTTTCAGAGAGC
AGATGCTGGAAGAAGCTGATGGTTGCTCCAGGATCCTTCACATAGTACAGCATCTGAACC
ATGTGGATGAAGTCTGCCTTCTTCATCATCTTCTTCAGCTTCCAGTGCTCCTCAAACTGA
GCCGCAGTCATCTGGTTCCAGTTGAATTTAATGAAGCCCAACTCTGGTTTCTGCCCCACT
AAAACTTTGAAGTTGTGAAGCTGTTGGCTGCTGGGCTCCACCACCTCGTTCTCCACGGTG
GCCGCGGGGTGCTTCTGGTGGAGTTCAGAGAGCATCTCCAGGTCAATCAGACCTGCGCCG
CTTCCAACCCCAATGACGTTCAGGTGGGGCTTTCCATCTCCGACGCTGGCGAGGATGTCT
GGCAGCTGCGTGTGGATGAAGTCCTGCATGCACTGGTGCTCAGAGGAGCGCTGCAGGAAC
AGCTCGAAGGCTTCCTGGTACCTGCCGTCATCACAGACCAGACTCTTCAGAGGAGATGCC
ATGATGGTCGGCGTTTTGCGCTCGTTTCGTGTGAGAAACCGGGAGGCGGAAGCGAGCTGT
GCGCGGACACGCCGCCGTTTTTACAGCTGCGAGCGCGCACAAGCACGACACACGCGCGCT
CCTCCCCGCCCATAAGGCCCGGGTTTA
>CL6780Contig1
GAGCTCCATCGTGCAGCGCATTGTGACCGGGATCTGGAACTACACTCTGAGAATGAACGC
CTACATAGACGGCAGCCACACCACCCTGGTGGAGCCCACCTCAGTGGTGGAGCTGAACCA
GAGGATCTGGATGGAGCTGTCCACCGAGGGGCTGGACGACCAGTCCATGGCCATGGTGAT
CAACTCCTGCTGGGCCACCAACCAGCCGTTGGGCAACGACACCATGAGATACGACCTCAT
CATCAATGGATGCCCCAATCCTCAAGACGGGACAGTGAGGATGGACAGCAACGGAGCGGG
AACGTCCAACTACTTCTCCTTCAACATGTTCGAGTTTTCCGGCAACAGTGGGGAAAACGA
GGAGATCTACCTGCACTGCAAACTGGAGATGTGCCTCAAACAAGGAGGCTCCTGCCTCCA
GAACTGCAGAGGCAGCAGGAGGCGCAGATCGCTGTTTGGAAGGACCAATCCAGCTTTCAT
CTCCATGATCTGGAAACGCTAAGAGATAAAGATGCTGAAGTCTTCTAAATGAGCGACTGT
CTGCACATCTTATTTTATTTTTAGGTTTTTAATAAAGAACTAGAAGAAACTTTGAAGTAA
AATAGAAGCACGACCTAAACACTGAAGAGGGGAATTCAAAGGGTCTGTTCTTATTGCACT
ACTGCCTAATGATTACTTTAGGTTTTTTTTGTTTTGTTTTTTTACATTTCTTTGGTGAGA
AATTCAAACTAATGGAGTTCTACAGTGAAATGTGCTGTCATCTGTCTGTTATCCTGACTA
A
>CL6781Contig1
CGAGGCTTTCAGGGTGACCAGCCACAGCGAGGGGTCCTGAAAGAGTGGACTGTCATGCTG
CACGGAACACAAAGTGCCCCTAATATAGACCAGATTGTGCGTGATTATCAGTCCAAACTT
GCCATGTCCAAGAAAGAGGAGCTAGAGGAGGAGCTGGATGAGGCTGTGGAGAGAAGCCTG
AAAAGTCTGCTGAGTAAAAACAACTAAAACTGCATCTGCATGTCTCCTCCCGTCTCTCCT
TTCTCTTGCCATTTTGCTCCATCTTTCTCTCCCTACTCCTCCTCTATTCCTCCTGGTGTC
TTTGTTCCCTTGTCTCCCTTTTCTTTCTCCTTTCTTTAATTATTTTGTTTTTGCAATCAA
GATCTTCAATTTAGCCCATTTGAAGAATTTTACTGGAAATAATCACTGTAAAAGTGTAAC
TCCCTATAATCTGTAATCCACAGGAAATAAACTGTTCTCACTAGAGTTTTTACAGTCCTC
AGAATTGTAGATAAGCCAAATATATAAGCAGCTGTGTCATATTCTTGCTCTATTGCCCTG
CGCCTCTTTTCTGCCAAATGTTGTACAGTTTGTGACTGTAAATTATTTTCTGTGCCATTC
TACTTAAAGATTGACATCTTGCAAACTGAGTACTTCTTTCTGTTTATATTTTTGTGACAT
GCAATGTTTATATAAACTAAGAAAAGATTGTGTAATTTATTTTGCGCCGTGTGATCGTCA
GTTCATATTTCGTAATGTATGGCGTACATTATAATAAA
>CL6782Contig1
GTTCGGAGGGCCAACGGACAGCTTCTGAAAGATGGAGCCGCTGTTCAGCCCTGCGCTACA
CATTCAAAGACACCAATTTGTTGTTGATTTTGTGAGGGGCAAAAAACCCAAGAAGGTGGT
AGATCTGGGTTGTGGAGAATGCAAGCTGCTCAAGAAGCTCAGGTTTCACCACGAAATCGA
GATGTTGGTAGGAGTGGACATCAACGAAGCCAAAATCAAGAGATACATGCATGGATTAGC
TCCCATATCGACTGACTACCTGCAGCCCAGCTTCGATTGGCTGAGCATAGAGGTATACAA
GGGTTCAGTCACTCAAAGAGACGCCCGCTTCAAAGGGTTTGATCTGGCAACTGCTATAGA
GATCATTGAACACCTCACTCCCGCGGATGTGGAGCACTTCTCTGCTGTAGTTTTTGGTTA
CATGAGGCCCGGGGCAGTTGTGATCAGCACCCCAAACTCAGACTTCAACCCCCTTCTGCC
TGGACTGTCAGGCTTCAGGGACAGAGATCACAAGTTTGAGTGGAGCAGAGCAGAGTTTAG
ATCCTGGGCTCTGAGGGTGTGTTCAGAGTACGGATATGAAGTGGAGTTCACTGGTGTTGG
TGAAGCTCTGCACGGCCACCATGACAGCGTTGGCTTCTGCTCTCAGATCGGTGTGTTTTA
CCGGCTCACGGCTAGCTATCCCCCCAACACGTTAGGTGATGACGAGGATGTTTTTTCATA
CACACTGCTGTACCACATTAACTACCCCAGCCTGCGTGATAACAACACCCTCCGGAGAGT
CCTTGTGAGTGAAGTGCTGTACCAGGCAGAACAGCTGAAGGTTAGATGGATAGAGGAGAA



CTCTGGGGGGAGATGTCTTTGTCTGACCTGTGGAAGAATGAAGGAATTGCAGATAGAACC
GCATACAGAGGTGGAAGAAAAGCAAGAAGGAGCAGGGGCAGAGGAGGACCAAGTTCTACA
AACAAGCAGGCCAAACCAACAGGATCCATTGAACAGATATGTGACTGTACCTTTGTCTGC
ACTGTGGCTCAACTGTCCCAAAATCAAAAAACTGAGTGGAAGTCTGGTTAATCTGAGACA
TCTTCTGATGGATGAGCCTGAAGTCAGACTGAGTGAAGATGGCAGAACCGTGCTTGTAAA
GTATCAGGAAGAAGATCAGGAAGGAGATTTAGATTTTCCTTCGGAGGACGACGGGTTCAC
AGAAGTCAGTTGTTGCTCTAACAGTTTTGAGCAAGAGGAGGATTGGGAGGCAAATGTTTA
ATCTGGAGCTTTGTTGACAGGATTTCTGTTGAAGTTGACACCAGTATCAGTTTGTCTTCA
ATTGTT
>CL6783Contig1
TTTTGAAGACGTCCCAAACATTGGTGATGGCATCTTTGCTGCTATAGTCTCTAAAATTGA
ATAACCAAAGTGCTAGAATAGTTACATTTCAATGGCTTCACTCTGTTAGTAAGAATTGTA
CATCAAAAAGTCTGCTCAGGTGAAAACACATATCAAACAAAGTTGACAGTTTCATTGATC
GTTCAACCATATTAAAGGATAATCTAACCCCTGATTGATGTAGTTGTGTAAGAGGGTGTA
GTTTAGCACCCTATGTGGCTTCCTTAACACCCCCTTAAAAAAGTGATTAAGTTTCCATGC
CCACAGCATTAGCATCAGCATATACTGAGGCATCAAATCAGTAGAACACCACACATGAAC
TACATGGCATCTAATGAAAATTAATACAAAGATAATCCCTAGAGTAAAGTAACTTTTTTT
TTTCCNGNGAACTAGNGAAAACAGTTCTATTANACNCNGCATATACNCTCTCANGTCTAA
AGAGATCACACAGTTTCANAGTAAATCACAATTTATTCGANGCTTAAATTATCGTTTTTG
ACCATCCAGNGTTTNGTCATACATTANGCTATTTAGAGCTACAATCAAATAATAGCCTTG
TGTCCTTAANGTGAATAGCTTTTAAATCANGGAAATACTTCACCAAAAATTCAAAGTGAA
ATGCCCCAGTTTTCCTTTATCACCACT
>CL6784Contig1
TCGGCACGAGGGATAGACTGATAAATCTATTATTTAAATATCTTTGATTGCAATTTTGCT
TTATAGAAAAAAAAAACTGTTTGATGTTTATTTAGTTCATTTCTTAAGTAAATAACTTCC
ACTTTAGTTTACTTAAAATCATATTGTGAAAACCTTTTCATGATCAAACAAAATTTGTTT
TAGAATAGATATTTTACTAATAATTGATATTATTATTAGAAGTTGAACCAAATTTTGAGC
ATGGTGAAACGATAAAATGAATTTGATTAGTTTGTCAGTGGTTTGCAGCTCTATCTGGCA
GTGGGACTGCTCTGAGTGGGAACTTTTCTAATCGAACCACATTCAGTGGAACTAGAGTTT
TAATTGTTTTAAATATACCTGGAGCACATTCAGTTGCTATGTCCATTTACAATTCCTGTT
TATCTGCTGGTGTGATCCTTTTCTTTTTCTTCAGCTGTGTTTGCAAAGAATAAAACACGC
TTTTTTATTTTTATTTTCATGAATATTTGGACCACAGTTGTTGCAGATCACTCTGTCAAT
GTGTTTTTTGATTAATGTCTATTCCAAGAAAACAGCTTTTCGAGATTACAAAGTGTGGGC
AGTAATTGCATAAAGTCATCATGCTGCATAAGTTTGGTCACAAGTGCCCTACCCGGTCCT
C
>CL6785Contig1
CAGATTTGCTGGCAGTTTAAGTAACATCACCGCTGTTCTGGTCAAGAAGGCCAAATAGCT
GAAGCATCATGTTGCGACTGCCGACTGTTGGCCGCGCTCTGACAGGAGCCACCAAGGCCA
GCCTGGCTGCTCCCAGTCCCGTGCGGACTCCTGTGCGCGCCGCCAGCAACATGGTGGAGG
TGTTTGTGGACGGGAAACCGGTGGAGGTGGAGCCTGGGACGACGGTGCTGCAGGCTTGTG
ATAAGGCAGGAATTCAGATCCCTCGCTTCTGCTACCACGAGCGCCTGTCGGTGGCGGGAA
ACTGCCGCATGTGTCTCGTGGAGATCGAAAAGGCTCCAAAGCCCGTCGCCGCCTGCGCCA
TGCCGGTCATGAAGGGCTGGAACATCCTCACCAACTCCGAGAAGACTCGCAAAGCCAGGG
AGGGAGTGATGGAGTTCCTGCTGGCCAATCACCCGCTGGACTGCCCCATCTGCGACCAGG
GGGGGGAGTGCGACCTGCAGGACCAGTCCATGCAGTTCGGCTCGGACCGCAGCCGCTTCA
CGGAGGGGAAGAGAGCGGTGGAGGACAAAAACATCGGGCCTCTCATCAAGACCATCATGA
CCCGCTGCATCCAGTGCACCCGCTGCGTCCG
>CL6786Contig1
GAGTTTAGGAAAGCTGCTTCTTTGTCCAGAGGTTGAGAAGATGAGGTCAGCTTTTGGAGG
ACTGCTGATCAGAGAAGGAAGGATGGAGCACCATTTCAGAATCTGCTGTTGCTTAGAGTG
ACTTTTTGATCTGAAGTCTTGATCTCATCGTCTACATGAAGGCTCTAAAGTTTCAAAATG
TCATCAAGGTAGATTCAAAGAACAGGTAAGGAAACAACAACACAATGATTTCCTGTGTTT
GCGATGAAACACGATAACGATAAAACCAGAAAAAGAGCATTTTTGTTAGATCTGACAGTG
ATGTCCAAGAGGTAAAAGTAAAATAAACCAGACGAACGGTGTTTACCAAGTCCTACAAAA
CAAGTACTTCAAGTCCAAGTCACCATCTCTAGTGTGGCTGAACCTGCCTCCTATTTTCCA
CCATACATTCTCTCAATATCCTCCTTATAATGTGTCTTCAGCTCCTTGCGTTTCAGCTTG
AAGGCGTCGGTCACTAATCCCGTCTCAGGGGTCCAGGGGTCTGAGCTCAGGCGGATCTTA
CGAGGGATTTCAAAGCGCTCCAGCTGGGCTGTCAGAGCTGCCTCAGTGATGGCCTTCAGA
ACCAGCTCCTCTATGGCCCTGCTGTTGCACAGCTCCTCCCGCGAGCCTCGGATACCATAC
TGACCCGCCAGAGCCAGTAGCTGCCTCTGATTGGGTACCATGAAGCCAATCACGTACGTC
TCATCGCTGCTGGCATAAACACAAATGTTGTCAACCAGAGGACAGTTCTTCAGCGCCGCC
TCCACCTTTCCCAGAGACACGTACTCCCCCGCCTGCACCTCGTG
>CL6787Contig1
GGAGATTTTTCCTCGTGCCAAGTTTTTGCTCATGATCCGCGACGGGCGAGCTTCTGTCCA



CTCCATGATCTCAAGGAAAGTGACCATTGCGGGGTTTGACCTGAACAGCTACCGGGACTG
CCTGACGAAATGGAATCGGGCCATCGAGACCATGTACACTCAGTGCCTGGATGCAGCAGA
CAAATGCCTCCCTGTGCACTATGAACCGTTGGTTCTCCATCCTGAAAAATGGATGAGGAC
ATTACTAAAATTCCTAGACATTCCTTGGAATGATGCTGTCCTCCACCATGAGGACCTCAT
TGGGAAAGCTGGGGGAGTTTCCCTTTCCAAGGTGGAGAGGTCCACAGACCAGGTCATCAA
GCCTGTCAACGTGGAGGCCTTATCCAAATGGGTGGGAAAGATCCCCCCTGACGTGGTGAG
GGACATGGCTGTCATCGCCCCCATGCTTTCCAGGCTGGGTTACGACCCGCACGCCAACCC
CCCCAACTACGGCCAGCCCGACCCCAAGGTTCTGGACAACACTCGGAGGATCCAGAAGTC
TGCAGAGAAGTCCAGCCCCAGTTAGGACCAGACGGGGCGCCACCGCCGCCATACCGAGGA
CTGAGTGGAACAGAGGATTCTGGGTCTCACGAGGCGGGATTGGCCCTCACCCTCCTCTTC
CTCCTCATCGCCTTTAGGAGAGCCGTCAGCCTTCAATGTTGTACCTTAAAGAGAACACGC
CTCTCAGCACCACTGAATGTCTGCCGATCATCACATCTGTGTCTCATCGCACCCATCGAT
TCGTAGGAATGACTTTTAGAGACAAATTGTTACTCTTGTAAGAAAGTACAGAATCTGAAA
TCAGCCCAAGTATTTATGAATGAGAAATTAGCCTTTGAACAGATGCAATATCCTATTTTA
ATGTTTGTTTTTTTCATGCCTTTTGTATTGTGCCAATGTC
>CL6788Contig1
CTGATGCTCCGTTTAATTAATGTAAACAAAGAAAACACGAAGCTACAGGAAAAACTGGGC
AGGTGGATCGACTATTTCCCCAAAGCTTAAGGAAAGCAGAAACGTATTAGCTTTTCGTGT
TTGTACGTTTAGCTAGCTCCCGTTTGTTTTGGTTATTGTTTAGCTAGCTCCTTTTTTTGT
TTTCCTTACTTTAGCTCTCTTATTTTCGTTTTTATAATTTCAGCTAGATCATTTTTTAAG
TCGGGATGTCGGATAAAAGTCTTGTGGATGAGTTGAGACGCTGGGCGACAGAAGAGTTTA
ATCTGCCTCCGGACAGTCTTCCTAACAACAACTATTTGAAAACACTGTGTGTTGGGAATG
GCAGGTCAATATGGAAGTACATGATCCAGCACGTTTACTCACAAAGGAATGTCAGAATCA
TGCGTGGCAACCTGCAATGGTATCAAGCACTTCAAGACAAAGAGTTGAAAAAGGCGGAAG
GCCAGAGCGAGGCTGCAAAGCGCAGAGAGCTTCAAACGAAGATTGAGCAACTCCGATCTG
AGATCATTGTTGTGGACTCTCAGATTAGAGGAACGGAGGAACAGCTGGCTGCACAAGAGC
GATCCATCAGTTGCATCAAAGGCCAAATAAAGGACAGTCAGTGCAGAGAGCTGATCCTGC
AGGCTTTTAGACAACGCTGCTCTTTGGGTCGTCAAATACTTTCTGATGACGTAAAAAAAA
TTGATGGCCATTGCCAAGGTCTGGAAGAAATTGCAAGGAAAGCAGAGATTGAGATGCTTT
ATGAAAGTGAACCTTCAGACATTATGGATGATAAAAGGGGGAACGTAAAGGGAGGAGCAG
AAGCACAAGTTCTACGTGAACTGAGAGCACTGTGTGACGACAGAGTCCAATTTTATCAGT
CATTACAAGAGAGCGAGCTCAAACTACCAAACTCTGCCAATAGACATATGACGCGTGAAC
A
>CL6789Contig1
TTTTTTTTTTGGATGATGGTGTGCCGCGGGATTTTTTTCAGGGTTAAAGTGTGCCGTGGC
TCAAAAAAGGTTGAAAAACACTGTCCTAAGGATCAATGGAACGAACGCACGCGGACACAT
TTATTCACAACAAAGTACATTATTTAAGCAAACACAAGTTTGCAAAAATGAAACTTGTGT
TTGCATAAATAATCTGGGTCTAAATTGAAAATACGCAGATCATGTGTGGATTTTTTTAAA
TTCTTGGTTAGTTGAGTGCATCGAATCAAAACCCATATCTCTGTATCAGTCCATATGTTT
TAATTTGATAAATAATTAATTTAGTTTATTTTGATGTATTAGCTTGACGCGTATTTGGTT
TTTATTTGATTATACTTTGTTATTTGTAACTGATATTTTTACTATTTGTTATATAAAGCA
CTTGAGGTGGATTTCATCAGGAAGTGCTATCAATAAAGTTGTGTTTGAATGCTGGTTGTG
ACCGGACCGCTTCACATTAATGCTCTAAACACGTCTCTGGACCGCTGAACGCAGTTTGTT
GGGATCTCAGAACCTTTGGTTCGGACCGGTCCGCTCTTACCCGCTTCTGCTGGGAATCGA
TCCAGAAGGTGAGCGGCGGTTTGTGCCGCAGCACGCCGCTCTTCATCACCACCAGGCGGT
CTCCGCTCCGCCGCAGCCCTGGTCCACACACCGCGCGCTCCGGCTTCGCGCTCTCCGACA
GAGAGATCGTTTCCTCTGCACCAAAGCAGAACTCGTCCCCCGGAACCAGAACCTGTCCAA
CTTTCTCCTTCAGAACGGCGAACATGCCTCCTGTCGTGCTCATGGTCG
>CL6790Contig1
TNNNTGACNACNGACGTCCACACANNAGGGGAATCTCTAANAAACNTTTGATTTTTTAGG
ATGTTTTTGTATTTTGACAAANGTACNAANGGATAANAGCAACANCAACTCANGAACGCG
TGAAAAGACAACATCAGAACTTCATCAACCATACNNAAATGCAAATCTTCTGTTAAAATC
TTAACAGCGNGAAAGTTTGTGAGNACCGTCTGACATTNTNACNTAGNNACCTCNCTNNAC
ATCNNTGTATAGGANAATACCTCCCTTTGGACGTGNAGGTTGAGTTCNNGTATCCATTGN
TTCNNAGGACANACATTCNNCGTTGTTNTTCCAGGAAAGATCTCTTTCTTCGGAAACATG
CCATGAGTTTAAATGAGGGTTCATGTGAGGTCACTCAAAAACCAATCACCAGTTCTCAGG
TGAAACTTAGTTTGTAAGTCAATCAGTTTGAAAAAAGTTAGAAAAATGTTTACATTCAAA
AAAACTGGAACGAGAACACTTTCAAGCATTGCCCGCGTCTGAGAACTGGACAGTGACCCC
TCCCCCGTGGCGTTCCAAACAGGAAGTACCTGCTGGCTTCAAGAAAAGGGAAAAGATCCC
ATCAACTTCTATAGAGATGAATGGTTATTTCATTTGTCAGAACAACCACTCTTGCTCTAA
AACCTTTTTTTTAACATGTTCTTGATAATCATCTGGTTCCAACAGGGTGTTCAGTTGGTG
AAAAAATGGCGACTAAATTGACTTGATTTGGTTGGACCCGGAAGTAAACTCTCCAGTCAA
TGGTTTTATCAGGTATTTACAGAGAAATTCCCCTGNTAACCACTGATGTGCCACGTATAT
CANCCTTTAANGGAGACATGGCCNATAGAACTGCTTCTTAAACTATATAAG



>CL6791Contig1
GGGCCTCGTCTTTGTGGGGAGGACAACAGCAACTGCACAAATTCCCAACTGGATTTCATG
CCGGATCATCTCTGAGGACCACAGCTGGGGTTTATCCAGCTCAGCAGCTGGAGTTGGTCA
AACTGTAGCTGCCTCCACCTCTAGCCCCCACCATGAATGAGGGCAGAGAGGCAGGCGGAC
CTCCGGGGGGAAACGACCCTCCGCTGGCTCCCAATGTCAAGCCCAAGCCCAACCAGAATG
TAAAGAACACCAAAGAGGAACACAGGAGTAAGAAAAAGACGGTAAAAGTGAAGAGATCGA
GGAGTACGGACTCCCAGAGGGGGGAGAGAGGGAGGAGGAGGGAGCGGGAAAGGGAGAGGG
GGTCGCGTGGAAGAAGTGAAGACACCCAGAGACGAGAGAGGAGGAGGAAGCCCCCAGAGA
ATGATGTGGAGGACACCGAGTGCAGCATCTGCTTCTGTTCCTACGATAATATCTTCAAAA
CCCCCAAGGTGCTGGCTTGTGGCCACACCTTCTGCCTGGAGTGCCTCGCTCGCATCAACG
TGACCTCCGCCGAGCTCAAGAACCTGCCCTGTCCCGTGTGCCGGGAAGTGACCGAGCTGC
GGCACGGCCGGGACTTGCCCCGCCTGGACNACAACCAGGAGATCATCC
>CL6792Contig1
CGGCACGAGGCGAAGATGTGTTAAACAAGCAGTACATTAATTCAATCATACATTTATGGA
CTTCGATTTTTTTAAATTAAGTTTTGAAACATATTTTAGTCAAACGAAGGCGTGTTTTGG
TGTACTTTTAAGAATAGTGTCACCTTGAATTCTACCGGCCAGGAATGAATGAACGTCATC
ACCAGAAGCTAAACGTTGACTGTAAAGTGGCGAGCTGTGTGCCGATTCATAAGTAATTAT
TGCAGTTTACTATTATATAGTTCTCGTAATTGTTTAGTGTCACATGTGGCGTTGAGACTT
TAGCTTTTATCCATGTGTCGAGACTGTTTCGAGCGCAACGTTATCTATTTACTCTTCATA
TTTTAAAATGGGAGTCGTGCTGCGGAATCTCCAGAAAATAGTTCCTATTCGCCGCGCGAG
ACTGCGCAGGGATGTTAATACCCTGAGACACATTCTCGGTATTCAGAAATTCGATTTAGG
TGTTATTTGCGTGGACAATCGCAGAATTCAGCAAATTAATCACATTTACAGAAAGAAGAA
CATGCCTACAGACGTCCTCTCATTTCCCTTCTACGAGGATCTGCGACCGGGGAAGCTTCC
TTGCACACTCCACAGAGATGAGCTGAACCTCGGAGACATCTTTCTTGGCGTTGAGTTTGT
GATGAAGAGATGTCAGGAGGAATCAGTGGATCTTCACGATGCTCTAACTATCGTCACTGC
ACATGGGATCTGTCACCTGTTGGGCTACAGACATGAGACAGAGGAAGAATGGACTGAGAT
GTTGCAGAAGGAAAGCTACATTTCAAGCGAGTACAGCAGACTCACAGGCCGCCAGCTGGA
ACCCCTGATGAGAAGACACGAAGACGGTTGACAGTGACCACAGTCCAACATCTTCACTAT
ATTTCTGCGTTTTATTGGTCTCTCAAATTTTGGATCATTGCCTTATTCCCACAGGATTAT
ATGTACTCTGAGGGCCTGGACTAACAGCATTCACACTGGACACAATCGTACAATGTAAAA
ATCAAACCAAAAATGTGTTTTGTCAATATTTTATTAAAAATCTGCT
>CL6793Contig1
GTTCACTTTTGCCGGTCTGGTGATGTGACTGAAGCCCGACGAGAGTAGTCAAAAACTGGA
AGCTACTAGTTCAGCAAGCACTCCTATAATGATGAGACATCATTGATTCATTCAGACATT
AATTCCAGTGTGAATCTCGTCAGACTCCTCGAGCTTGCAGGTGGATTTCCAACAGTGAAG
ATGGGAGGTGGAGGTCAGCAGACAGAGCCGGTCAGCGGCAAAGGGACTGGTTTTTTCACC
TGGGAAGAGGTGCAGAAGCACAGCAACAGGAACGATCAGTGGCTGGTGGTCAAACGAAAA
GTTTACAACGTCACAAATTGGGCCAAAAGACACCCAGGGGGGTTTCGAGTCATCAGCCAC
TATGCAGGAGAGGATGCCACGGAGGTGTTTGCTGCTTTTCATCCAGATCAGGACTTTGTT
CAAAAGTTTCTAAAGCCTCTGCACATTGGAGAGTTGGCAGCAACAGAGCCCAGCCAGGAC
AGAGAAAAGAATGATTCCATAATAAAAGATTTTGATTCCCTGCGAGTCCAGACAGAAAAA
GAAGGTTTGTTTAAGGCTAAGCCTTTGTTTTTCCTCCTTCATCTGGGTCACATCATACTG
CTGGAAGCACTCGCATGGCTCTCTGTTTGTTACTGGGGAACC
>CL6794Contig1
CGGCACGAGGAGATGTTGGGCCAGTTTATAGCCAGAGCCATAGCGGACCACGTCCTCCCA
ATGGACTTCCTGGACTGTCATAAAGGCAAAGTGGACTGCGAGCACGCCAGAGTGGCTTTG
GACCGTGCTGCAGTGCTGCTGTCCATGAAGAGGGAGATGGTTCGTCTGGATAATGTGTGG
GGTGTCGGTGGAGGCCTGAGACCCGTCAAACATCTTGTCAAAGAGATGAACCTTCTGCTC
AAAGAGTACCTGATATCAGGAGACGTGGCCGAGGCCGAGCACTGCCGGCGAGACCTGGAA
GTACCCCACTTCCACCACGAGCTGGTCTATGAGGCTGTAGTGATGGTGCTGGAGTCAAAC
GGAGACACTGCCGGTCACATGATGATGAAGCTCCTTCAGTCCCTCTGGAAAACCGGTCTC
ATCACTGTGGATCAGATGAACAGGGGTTTCGAGCGCGTCTACAACGAACTTCCTGAAATA
TGTCTGGATGTTCCACACGCCCACTCCATTATGGAAAACTTTGTGGATCTCTGCTACCAG
GAGTCTGTAATTACCAAACAGCTGAGGGACACCTGTCCTTCCAGAGGGCGGAAGCGTTTC
GTAAGTGAAGGAGATGGTGGGATGATCAAGAAC
>CL6795Contig1
TAACCCGGGCCTTATGGCCGGGGGGGAAACGCCGTTGTGTTGTTTTCCACCGCGGAGCAA
CCACCGGGCTAATCCTCAATTTAGGGGTTAGTGTTACTACCTGACAGATGTTCACCTGTC
CGTTTTTGTGTGCCGCTCTCTGACCGGAGAGAGTTTGTCCTCGAACGGGACCCCTTGGTT
TGGTTGTAGCCTGGACCGCATGACGAAACCCGGAGAAGCGGGTAATTGTAGGTCGGTCCC
CGCGCTGCTTAATGCTTGTAGCCTCCGAGAAGACGTTAGCTCCGAAACAAAGAAAGAGGT
CCGGTCCGATTCTGGTGGGAAATGGATACGTTTCAGAAAGTGGAAAAGATCGGAGAAGGG
ACGTATGGAGTGGTTTACAAAGCTAAAAACAAACTGACCGGAGAAACGGTTGCGCTGAAG
AAAATCCGACTGGATACAGAAACAGAGGGCGTACCAAGCACAGCGATTCGAGAAATTTCA



CTTCTTAAAGAACTCAGTCATCCAAATATTGTCAAGTTGCAGGATGTGATTCACACAGAA
AACAAACTCTATCTGGTTTTTGAGTTCCTCCATCAGGACCTCAAAAAATTCATGGACTCT
TCCTCTGTGACTGGCATCCCGCTGGCTTTGGTGAAGAGTTATCTCTTCCAGTTGCTGCAA
GGCCTGGCTTTCTGCCACTCTCACAGAGTTCTTCATCGGGACCTGAAGCCCCAAAACCTC
CTCATCAACGCCCAGGTTGAGATCAAACTGGCAGACTTCGGTCTGGCGAGAGCTTTTGGA
GTGCCGGTCCGCACCTAC
>CL6796Contig1
GGACTCTCACCTCAGCAGTTCTGTAGCTTCTCTTTAGCTGATGGATGATGTGTCATCTGA
ACCACCGAGCTAACCCGCATGGCCACGCCCCCTCAACATCTTCTGTGCTGTGAAATGAAA
CCAGAGGTCTGCATGCTGGCGGCCATTTTTAGGGGTTACTGGTGATGGTCGTGTCAGATA
ATGGAGTCATAACCCTGTGATTGACAGTTGTGTAGCTGCAGAGACCGGCTAAATGTTTTG
TGTAATTATACCCAACAATAGATGCACAAACTGAAAGATATAAATATTGGATTAATTCAC
CACGTTTAGTTTCTCATTTCTAAACTTTAACCTGACGCTCGTATCTAACTTTACTGGATT
ATCTGCTCAGAGATAATTATTACAGCCTTACCAGCAGTAAAGCTGGATTACAGGAAACAT
TTTTAATAATGGAAACACAATTCAACCCATTTTCCTCTAACCCGTTCTAGAATCATTCAT
AATTTCATTTAATTGTTAAATCTCAGTTTTTAACTGTAGGCAGTCATCTTCTCTAGGAGA
ATATTTTAACATTTTATCTGGAAAAACCCAGAGATCCATTTAAACATAATTAGGGGCAGT
TTGTAGAATTTAGACAAACTTGTCTTGGAGATATTTCTACCTGCTGTTTGTTGTCAAATG
ATTTAGTTTTGCCTTTGGAACCCCAGGACAATGTGAAACCACGACTTTTCTTTTGAGGCA
GCTTCTGACACGTTTTCTTTGTCACTTTTTGTATTCTCACTGGTTGTAATCCAAGAGGCA
GTGTTTTAGAGATTTATATATATGCTCATTTTTCAATAAAGGCATTTAAAA
>CL6797Contig1
GTAGTCTTTATTTGAAAGTTTTTACATGTGAATCCTCCATCCAACCCAAACCCAGCTTTA
GACTATAAATATATATATAAAAAAGAAGTGTAAAAGAATTTTGCAGTTCCTCCCAGAACA
AAGAAAGCATTTACAGTGGGATCTCACTCGGAGAAGGGCAGTCACCTCAGCTATGTTTAA
CAGAAATGATTGAACGGGGGATTTGTGGATCAACAACGTAAGTGTAGCGCGTCAGAATTT
AAAAACACCAGCGGCCGGGCAGAACCAAGGGTTCTGGATGAGAACGGCACGAATGAAACA
CATTGGAGCACGGCACAGTCCAGACAGGGGTCGGATCAGTATACACAAATATATGTACAT
ATACACACACACCGCTGGAAAAAAAACTATGTTTACTCAACTTTTCTTGTTTTTTATTTA
GTGGGGAAGGGGGGGGTTGCTACCAAGCTGAGCGTCAGAGCCAAACACTCCTGAAAAAAC
GCCTGTCAGAGCAGACTGAGGATCTGGAAGTGCCAGGACCAGGCCACTCAAAGTGCAACG
CTAGGGCGCCACCTGGTGACCGGAGCGGACCACTTGCAAATCCCTCCAAGGAGTTGCGTG
GTTTGGCGTGAAAACGTAAGGGGTGATGTTTGAGCTGGAAACGTTTGTGCTGACCGGGAG
AGCCGTCTGCTATCANCCGGATGTGATTCA
>CL6798Contig1
TGCACTCAGTTTATTGATCAGNGGATAAAAAGTCACCAAATCCCAAAGGCCCAGAGCCCG
TTTGAGATCCGCTTTGTGCAGTTTGATCAGAAAATAGTTTAAAAACATAAAACCAACAGT
TGAACCAAATTCCCCAGTCAAGTTTCTTTTGCAGTGGATTCAAACACACAACAATACCAT
GTACCATATAAAAAGAAGTAAATTTCTGCAACATTAAGAAGTGCATTTAAGAGGAGCGAC
TGTGATGAAGAGAGTTATCTTAGTGGTTAAAAGTCCTGATGCTGAATCGACACAAAAACG
CACACACAGTCGTTTTTGGCATCTATTTGGAAAACAATACAAAGCAGTGAAGGACAACAC
ATTGAGTAACATGGTTACTTTTGCATTGACTTTAATTTGTGCACCTCTTAAATCAAGATT
TGATCACTCTAATCAAATCGAACTTTTACCCAAACCGAGGTCTTGAACTTCCAGAGCTCG
AAAGTCAGACGGAAACTGAATAAGACATTCGACCGCTTCGGTCTTCGATTTGACGAATAA
AACAGAAGATGTACTAAGCTTGGCAAAAGAGGGTTAAAAATCTTTAACAGATTAATAAAC
CTGCTATACATATGTATTTACACATGAGCTGCCACAATGTATAAAAGTATCAATATTCAC
AAAAGATTTACAATAATCAGTAGGTCCATAAACGCTTCCTATAGTTTGCCCAAAAGTTTA
AAAAACTCACCCAGTGTTTTAAAAAAGATATAGAATATCTTATAATACATTTAAAAAGGT
TTGTAGTGCAACTACCTAAGAAGAATTTTTTTTTAAACAAGAAATTTAAAAAGTAAGATA
TCTTTCAGATATTAAAAAGCTGGTCAGATTACTGCCATGGGCGTCTATTCAAAAAGAGGA
AGGCACAGCGGCCGTTTGCACATTTTCCACAGGACTGAAGACAGAGTAAAGTTACAGGCC
TCCCAGGGTTTAATCTGAGGAGGGGTAGGCCATGCCAGGATTTCTGGGTAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAACAGTCGGCCCGCTCGGCCTCTAGAA
>CL6799Contig1
TTTTGTTTAAAGAATGTTGTTAAAGTTTGGACATCTTTGTCTAATTATTGCATTTGTAAG
TAGGGAAATGCATGTAATTGTTCTTTTTTTTTGAGGAAATGTTTGATTTTGATTGTTAAT
TGTGTTTGTTTGGTAAGGGGTGGAGCCAACCAACTATAAAAGAGGACCTCTTTTCAAGAT
GGAGGCCCCCTTTGGTGATGTCTGGCTTCCATGCTGCTGCACTGTAGGGACGCAGCGTCC
CTGCCACAGCATTTTCAATGGGTGCATTTTTCCCCACATTTTGCCTTAAAACGACATAAA
GATTGAGAGCTCCTTGACTTTTTGTGTGGACAGTAGTTTGTTATTCTGACAGGTGACTTT
GCTGCATTTCACAAATAAAGTACAACGTTACTGCAGTTGTTTATGAGCATTTTTATTCAC
TCATATATAAACAGGCATATGTGTCCCCAAGGTGGGAACAATTTGAAATGCAAAGACAGA
GAAAAAATATTTAAGGTGCAAAAACACACAGTCACTTCCTAATCTGTTCTCCCTATTCAT
TATCACATTTTAACTTCCTGGAATCGCTACATGGACAGAGAAATGTTGGGGATCTCAGTC



GGAGAAAAAGCTTTTTATGGCAGTATAGCACCTGGAGTTCATGGATGCTAAACACATAAT
CAAAAACATGATGCACCAAGATTTGGGATGCCTTTACTTTCATAGATCTGTAAGTAATCT
GTGTTCACTTCCTATTCTCACCTGGAAGAAGCCCTTCTGAGAGACTCTACCCTCAGAAGA
GAGACAATTGTTTAGATTATTTTACATATTTAGAAATACACTATTCAACTTGTGGATGTT
GGACTCACAACGGCAAAAAAGAAATGAACTGCTGCAGCACAGAGTAACTACCACGCATTG
TACCACACTAAAAGTGGTCATCACTGACACAATGAAGAAAAGCAGGTAGAGATAACATCA
CAAATATTGTATTATGAAAACAATATCAATAGAGTCATTAATGATAATGGAAGTCTGAAG
GGATTTTGAAAATTCCTCTGGAAA
>CL6800Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTCATTCTGAACAT
ACTTTTATTGAGCGCTTGAAAGGCACAGAAGGCTGCTTTGAGCGGAACGACTTCAAACAA
TCAACCATGTGAGGTTTAACAACTGAAACTTGGATCTCTACTAAAGAAGACGAATGCATA
AAGTCAAACTATTTTCATGCACGGACAGATAAGGTCAAAAGAAAAAAACACACAAGTGCT
TTTTGTTCGACTGGACTCGTTGATAAATGCTCTAAAATTCTTTCCTGTTGCTGTCGATTC
ATGACTAAATTTGCTGTCTTGCAGAGGTGCTAGCAGTAAAGAAAAATGAAACCTTTTAGA
CAACCTGCCTACAGGTGAACATGGGAAAGGACTTGGAACAATCACACCTATAGTCTTTGT
CAAGACAACTGCTATAAAAAATACTTTTTCTTCTACTTTCTTTTGCTAAAGTGAAACCTG
ATGAATATATCCGTGTTACATTCTGTGATATACAGTCAGTCTGGTTGATTTTTGGTAGAT
TTGAAGTGCTTACAAATAAAGTCGTCAGCATTTGTTGACTGGTTTGTGTTCATAACCACA
GCTTCTGCAGCATGCAAAAATGGAGAGTTTGGCAGAAGACATTAATTTCATTCATAATGT
CGATATCTAGAATGGGGGGGGTGAAGACAAAGATCTTTTAAATGGTGGTCGACCTCAAGG
ACTTCAGGACCTTCAGGACCACGTCTTTAGTCAGAAGCAGACAAAGCCACCAGATTCCTC
TGAGCTTTCATAGGTGATTCCTTCACACAGGGCTTCTTGGCTTTCCAGTCCTTCCGGCAT
CAGAGCCGATGGCGTGGGGGCCAGCGGTAGCCACGGCTGGTTGCCAGCGCTGTAGAGCCG
GGGGCGCTTGACCTGGTCGTGACTGGACAAGGGGGTGTAACTATTCCGCCGATGAATGAG
AGAGGAGTCC
>CL6801Contig1
TTCGGCACGAGGGGCAGTTCTTTTTGACCAGGTCAGAAGTTTAAAGTCTGAACACCAACA
GTGAAGATGGGAGATTGGGGATTTCTTTCAACCTTGCTGGAGAAGGTCCAGTCCCACTCC
ACTGTGATCGGGAAGATCTGGATGAGTGTCCTGTTCCTCTTCAGGATCATGGTTTTGGGA
GCAGGTGCTGAAAGTGTCTGGGGTGACGAACAGTCCGGTTTTGTCTGCAACACCCTCCAG
CCCGGTTGCGAGAACGTCTGCTACGACTGGACCTTCCCAATCTCGCACATTCGTTTCTGG
GTCCTCCAGATCATCTTTGTCTCCACTCCAACACTGCTGTACCTGGGCCACGCCATGCAC
ATCATCCAGAAGGAGAAAAAGCTCCGGCTGAAGATCTCAACACCTGGCGGGCCTCAACCA
AACAAGTCTCCCAAGTATACAGATGAGAGTGGCCATGTGACAATCAAAGGGAACTTGCTG
GGAAGCTACCTAACCCAACTCATTGTGAAGATCATCATCGAAGCCGCCTTCATCGTCGGA
CAGTACTACCTGTACGGCTTTATCATGGTGCCCATGTTCCCCTGCTCCAAGAAGCCCTGC
CCCTTCACCGTGGAGTGCTACATGTCCAGACCAACAGAGAAAACCATCTTCATCATCTTC
ATGCTGGTGGTGGCCTGCGTCTCCCTGCTCCTCAATGTCATCGAGACGTTCTACCTGATC
GGCACCAGAGTCAGATGTGGGTCCAAGCGTAAGGCTCACAGAGTCACCTCAGCAGAAAAC
CCAGCCAGCCTATCCGGTCCAAAATGGCCAAACACGGACGAGGCTCTCAGGCAGAACAAG
CTGAACATGGAGATGGAGAGCAACCACAGCGTTGGAGGAAGTCTGGATGGAGCCAAAGAG
GAGAAACGGCTACTGAGCGGTCACTGAAGACCTGAAATATTGTTTTTATTGCACCAGATT
ATGTTAGAAAATCCTCCATCGTTTAATAAAGAGGTGTATTTTTACCTTTGTTATTTAGAA
ACTAAGAGAAAATCTCCTTTGGAAAAATGTGCAATACTGTTGTATTTATGTTCTCAAGTC
TCAAGTCAGTGTGTTTGTTAAGTATTTCAGATCTTCATTAACCTGAAGGAATCTGCTGAT
TTAACAATCGCGATGACATTTTCTGCTGAAGATACAGAAACCTTTTGTATGCTT
>CL6802Contig1
GTCTATGTTTTCAATCATGCTTCAGGATTGCACACACACTTTATGGTAATTATGATGTCA
AAGGGCATCATGGAGTTAATGAGTTATTGATTGTTGACTCCCAGAGATCATCTGCTTTAA
CATTCTGTAACATCTGTACTAAAAACATGAGAGTGGTATTTACACAAAGCGGCGTGCACA
GCTCCTCCTCTGTCTTTGGGTGTAGGTAAGCTTTCTGTGTCACAATATTTCCATCTCTAG
AATCATGATTTGCATACTTTGATGTTTCCTCGCTTAAAATTCCGCTGAATTCTCGGAGGT
GCGAGAGATTTGATGTAACTGGTCTCCATCAAGGCTTCTGTGAGCGAGCAGGCTAATAAA
TTAAATGAGCTAAAAACAACATATTAATACAGAACTCAATAAACACAAACAGAATAAAAG
CAATAAACTAGGGCAAAACGAAGAACCGGGGAGAAGACACGAACCCACAGGAAACAAACT
TGGATGGCGAGCATCTCAGTCCAAAAGTGAGGCTACATAAATACAAACATGGGGAAGTTC
AGCACAGGTTCTGTTTCTTATCTAGTGCTGGCGAAGCACTCTGATGGAGGTGAGTGGACA
TCTTTTCTTGGAGCACATTTCTACCGAGTTGCAACGGGTGGTTATCTGGATAGGTCTGGA
ACAGTCAAGTGCAGCCACAAATGGCTGGTGAGGAGTTCGCGACCTTGGAACCCAGGGAAG
GAGGCAATCAGCAGAAAGAAAGTGAGTCTGCACGAGTCCTTTTTTTTTCNTCNTTT
>CL6803Contig1
CGAGGGAGACCGCGCGTCGTAGTGCGGAGGTCGCATCTGGGCGCAGAGGGAGATGCGGCT
CCAGCCGGGCTCGGAGAGCCGCGCAGTCCGCCTCCGTGGCTGCTGATGCCCGCCCCACGC



CAGCAGCCGCAGGAGGACGGAGGAGCCGGAGAGCCGACTAGGATGGTAGAGCGGCCGGGA
GCATGTCTGCGATCACCGGCACCGTCATGCTGAAGTGCGTGGTGGTGGGAGACGGCGCGG
TGGGGAAGACGTGTCTGCTGATGAGCTACGCCAACGACGCCTTCCCCGAGGAGTACGTGC
CCACGGTCTTTGACCACTATGCAGTGAGCGTCAACGTGGGAGGAAAGCAGTACCTGTTGG
GACTCTATGACACAGCTGGTCAGGAGGACTACGACCGGCTGAGGCCGCTGTCTTACCCGA
TGACCGATGTCTTCCTCATCTGCTTCTCCGTGGTCAACCCGGCCAGTTTCCAGAACGTGC
GTGAGGAGTGGGTGCCGGAGCTGCAGGAATATGCCCCCAGCGTCCCTTACCTGCTCATCG
GTACTCAGATCGATCTTCGCGATGATCCCAAAACCATCTCCAAGCTGAATGACATGAAGG
AGAAGCCTATCACCTCGGAGCAAGGACAGAAACTGGCAAAGGAGATCGGTGCTTGTTGCT
ATGTGGAGTGTTCGGCACTAACTCAAAAGGGCCTAAAGACGGTGTTTGACGAGGCCATCA
TTGCCATCCTGACTCCAAAGAGAAAGAGGGGATCTTTGAAGAGAAGACTGGCCCCGCGCT
GCATCAACTGCTGTCTGATCACGTGATCCGAAAACTCCAGATCGTTTACCAAACCAATCT
GCCAACAAACAGGAGGCAAGAGTTGCAGGAGGAAAAGGTCATGGA
>CL6804Contig1
AGAATTCTGCAGACACGAAAAGTGGCAAGCAGAGTCAAAAAGTGAAATACACACTGCGCA
GCAACAACAGCTTCAAAGGTCTAAAAGCTAATAAAGACATTTAATGTACAAATATTTACA
AAACTGCTCTGCAGTTTGTCCCTTTGTAAAAATACTTGATAATTAAATGTTAAAACCCTG
ATGGATGTTTGGCCAACATAGCACCTTTGTTCTTACACTTCACTTGATTGCTTAAAACTG
GACAATTCCCCCAAATTATTAAAATATTCCTTATAGTATAGGTTCTTGCCTAACTTAGTA
ATTTTAGATAAATGAGTTTATTGGAGGAAATCCTCTGATTTTCAAGTTCTGCGTACTTTA
TTAAAAAGCCAGTTCAGCAGGATAACTGCTTTCTCAGGATAACTGTGAAAGCTTTCAGGT
TGATGTTTAGTTCATCAGACACATTCTCATAGGAAATAGATAAAAATTGAAGTTTTGAGC
GTTGCTTTATTGAATTAAATTGCAGGATTTTATTCAAATCATTATCAGGTTGACTATCGG
TGTACTTGCAAACCCTACATATGCAAGCAAACTGACTTTAAATGCATTTTTCTTGGCTTA
CTAGTTTTTTCAATGTTTTTTAAAAATAACTAAATATTTTAAATGACTTGTGTGTAGATA
ATTTGCCACCAGACAGACAGATGTGCAAGCTGAATCCATATTTCCTGTTTCATGGGATCC
ACAAAGCTGCTTTTTTT
>CL6805Contig1
GCTGGACCTATCTTTCTGTGCTAGGACTCTGTCAGGGCAGGCAGCGGACCAGCATCCAGC
ATGAACGATATCTACAAGGCAGCGGTTGAACAGCTGACAGATGAACAGAAAAATGAATTC
AAGGCCGCCTTTGACATCTTTGTCCAAGATGCAGAGGACGGCTGCATCAGCACCAAGGAG
CTGGGGAAGGTGATGAGGATGCTTGGGCAGAACCCCACCCCGGAGGAGCTGCAGGAGATG
ATCGATGAAGTGGATGAAGATGGGAGCGGTACGGTAGACTTTGATGAGTTCTTGGTCATG
ATGGTGAGATGCATGAAGGATGACAGCAAAGGGAAGTCAGAGGAGGAGCTGGCAGAGCTG
TTTCGGATGTTCGACAAAAATGCTGATGGTTATATTGACCTGGAGGAGCTGAAAATGATG
CTGGAGTCTACAGGGGAAGCCATCACCGAAGACGACATCGAAGAACTCATGAAAGACGGC
GACAAGAACAATGATGGGAAAATTGACTACGATGAATTCTTGGAGTTCATGAAAGGAGTG
GAGTAATCGTGATCAACAGAGAATTGGGAGGGTTACGTCTGCACATGTCTGTAAATCCAT
GATTATCTCTGGAATGGGGGGTCTGAACAGGAAACGGCTTATGGAAACAATGGGGTCAAT
TTAGCAAGATTTAGTCCTAAACTCTCTGAATTTTTCTTTTTTTTTTTG
>CL6806Contig1
ATACTGCAGTATGGTTTTTTTCCATTTCTCAAAACGAGGAATGACTGGCCTTCACTGTAA
CAGTGTGTAGTGGATCAGAACAGGCACAGGTATACCTGAAGAAAATCTTGTACTTTCAGT
CAACCTGTGTAGTTTGTATAGATGGTGTTATTCATGTAATGCTATCACAAGGTTATGTTC
TTCTGGCCATCTGGACTTGAAAAGGTTGATCCGAGGAACTGAAAGTCTTCAGTTCAGTGA
AACTTGCTTCTGTAAGGAAAGGGATCCATTGTTGACTCTATATGAAGGCTTAAAAGATGG
CTTCCGTCCAGAGAAGGTTGTGTTTTCAGTCACTGCACAGTCGTATAGGATTATTCCCAA
TAATCCCCAGTTCATACAAAATTGATAATGTGGCAAAGAGGATGTAGCAGATCAGAGAAA
CCAGCCCCAACTTCCAGTCCAGTTTCCATCCGTTAATGTGCACTGCTACAAAAAGGAAGA
CGATGGAAAGGAGGAGTGTGCATGAAACAAAGACCAGTCCGGAGCTGTTGACCTCCACAG
GGTTGATGGTGTCGACAAAAACAGTCTTGATGAACCAAGGCAGGCCCAGGCAAAGCATAT
CAAACACATTAGAGCCTACAATGTTGGACATGGCCATGTCAGCTTTACCTTCTCTGGCCA
CCATCACACTTGCCACTGTGTCCGGTATACTGGTTCCAGCAGCAAGCAAAGTGAGTCCCA
TGACTGTGTCGGGGATGCCAAGTGTCTCCCCAACAACAGTCACCATCCAGACTAGTACGT
ATGTGAA
>CL6807Contig1
CGGCACGAGGGCAGCCTCCGACAGGGGTCCGAGTCCCCCATGATGCTCGGCGACTCANAG
AGCGATCTTGAGGATGTGGACCCCTAACGGGCAGGATCCCTCCAAAGGAGAGGCAGCGCG
GGCCCAGGCAGCCCGTGGAAGCAGGCTGCACTCCACCTCTGATTGGGCAGGACAATGAGC
AGGCCAATCAGAACTCTTTATCGCAGTCGCCATGGCAACCAAGGAGCTATGAATACACAT
GAACTACTTCCTTACAGAGCAGCCGAGGCGCTGATGGAGACGCATTATCATTAAGGGCAG
CGGAGTTGATTAAGGTGAAACATGCAGATGTCCTTCCACACAATCACGGATGACTTTGAG
TTTATCCTTTTAACGGTTCATTCACTGGGAATGACGGCNAGGTGGAGGACGGGTTCGGGT
TGTGTTTTAACAATTTTTTCTGCTCATATTTGCCAATGTTTTCGCGCAGACATTTTCACT



GTTGTATGATTTCCGGTGCGTCAGCTTACTGTCATGGCGGCTGTGCCCTGAGCTGCGCCG
GAAGAACTGACCTACAGCCTCTGTACGGAAACTCCTCCACACACGAGCACTTGACAGAGG
TGGGGTTAAGGATGCACTTTACAGTCCAGCTTAGTGTGAAGTACAGGAGCCTGGGTCAGT
TCCTCCAGAGCTCCGGTCCTCTTCGTCTTTTGCTTTTAACTCTTCGTCTTTGCAGTGCCA
CTCTGATAGCCAGCCACTTTTTCTGGGACTTAACCTTTGACCCGTGGTGTTGCCAAGGGG
ACACGACAGGATGTGTGTCTCAGAGCAGATCTGTGTCGGTCAGCAGATCCGGGGGGAGCG
GTGCCGCCCGCGCTCAGCACTCTCCGCATGTGCCGGGTTTATCCTCCTCATCCAATCCTC
GCTTTTCTTTGATGCTGGAGAGCCTCCTTAGGAACGTCAGCCTTATGCAAGAAGAAGCTG
ATCTTGAAGGTCGGTCGTAGCGGTCCGTCGGTGTCGCCGGGGGGCGGAGTTCAGGAGCGC
GCTTCCTTTTTTTTAGGTGCCAAGGTTACACACACACACAAAGAATGACACACTATGAAA
AAGTTAGAAAAAAAACAGACA
>CL6808Contig1
CGTGTTTAGGGTGGTCGGTAATGTTCTTCACCGAGGCCCGCCTCTAACCTGCCCGCCCAG
AAGACGTTCCCGCTGCCGGCGCCGCGTGCAGGAACTAAGAGCCGCGCGGACACACACGCA
CATACAGAGCCAGCAGCTGAGCAGGCAGCCTGTCCCCGGGAACATGATGGACCTGCACAT
TTTAGACCACCGGCTGCGGGTCACCAGCATATCCAAGAGCGGACTGGAGCATTTCACACA
CCCCCTCATCAAGCTGATATTTCTGCGGAACCGAACACGATGCAAGTTCTTCAGCCTGAC
GGAAACCCCAGAGAACTTCACGCTGGTGCTTGACGAGGAGGGCTTCAAAGAGCTGCAGCC
CTCAGAGCACCTCCAGGTTGAGAGCTCCACCTGGCTGCCACTCAACGTGGTCTCCAACGG
CAACGTCTCCAGCAGCTCCCAGGCGGTCGGCGTGACCAAGATTGCCAAGTCGGTCATCGC
TCCCCTGGCCCAACAGCACGTCTCGGTATTCATGCTGTCCACATATCAGACTGACTTCAT
CCTGGTGAGAGAGAAAGACCTGTCTGTGGTTGTCAGCACCTTGAAGGAAGAATTCAGCAT
TTACCAGGAGGTGGAGGGAGAGTCCGTCCCCGTGCGTTGCCAGGATGTGACACACAACCT
TCAGAAGAACGGCAAAGAAGCCATCCAACTGACAGTTCACCCGGTGCTGATCCCCCCGAA
CCAGTTCTGTGTCATGTCTCTGGACCCGGACACACTGCCGTCCATCGCCACCACGCTCAT
CGACGTCCTCTTTTACTCCAGCAGTCCGAAAGAAGAATCTCCAGACCAGGAGCTGGACTG
CATCAAGTTCTTCTCCTTCTCCCTCATCGATGGATACATCTCCCTGGTGATGGACTCTGA
GGCCCAGCGACAGTTTCCTTCTGATCTTCTGTTCACCAGCTCCTCCGGGGAGCTTTGGAG
AATGGTCCGGATCGGAGGACAGCCACTTGGTTTTGATGAATGCGGCATCGTCGCCCAGAT
ATCGCAGCCTCTTGCTGACGGCGACATCTCTGCCTATTACATCAGTACCTTCAGCTTCGA
CCACGCTTTGGTTCCTGAGGAAGACATAGTGAGTGTGATGGGCATGCTTCAGCATCACAG
GAAAGAAGCAGCCACCAGCTGACT
>CL6809Contig1
ACGAGGGTTCTAATCACGCATTAAAGGTTTTAACCCAAAAGTCATTTAAGCTAAGCTTGA
ATTCAAATGTGTATCATTAAATGAAACCTCATCATTTCACTGGTATCCTTAAACAATACA
AAAAGCCAAAATCAGACATGCACTGGAATCCACAGCCTTTCTGCTCCTCCCACAGATGCA
TCCCTCGCTTGCCTTTCTGCTGCACTGTCTTTGAGATACTGATCTGACGCCCACACTGTG
CCCTTCTATCTGCCTTTGCCATTTGTACCGGCGTCCCCCTGAATCATTCCTTTGCCTTCA
AAGTGGTTTTGCACTAAAATTTTGTTTGAATTTTGCCTTAAAGTGCCTGTAGTTTCCGTC
TCGCCTCCTGCTTTCTTCATTCATGTGAATCATGAATTTATTGAGGGAAACATTCCATTT
TATTTTATTTTTTTATATTATGTGAACGTTTTGAAAAGAAGGGAATCACTGTTGTTTCAA
GAAACGTAAATGAGCACTGCTGTTGTTGAATGTTAAGTGGATCTGCCTTTTGTTGTTGAC
AATCACCATCAAGTGGTCTTCTGTCCACGTTTTCTCTGATTATTTCATATTCCAAATACC
GGTATATATAGCCTTTCCTTATTGCACATGTTTTTTGTTGCACGTATATAGATCATATGC
GGAACTCTAAATCCTCAATATCTATACATGTTAAATGTCATATACTGTATATTTGTGAAA
GTGCTTGTTCTTTGCTGCCACTTTCTTCCTCAGGTTAAGTACTTTTTTGGTGCTGCAGAC
TTTTTCCTCTTTGCAGGGAGTAACATTTCTGGTTTCTAATTAGAAAATCTTTTTGGCTAA
GTGTTTACTCTTTCCCTGACTTGTGTCTTATTTTGCAAAACCAGCCTGCAAAGTTCACTT
ATCCTCAAAACAAAGAACACTTTGAATGTCAGGCTGGTGTTGTCTGGCCAAACTTGGTAA
AGACATGCTTATACAATAATTGTGCCTTTTGCCTGCTGGGAGTCCCTATGCAAATTTCTT
CACATTATTAAGCCATTTATCTCAGATGCTCCTTCCTTTGACCTATCTAAAGTCTCTCGA
TGCTGTTTTACTGTTTTTGAGAAGCTCATATTTGATTGTGAGCTTGAGATCTTTTTGCTT
TACTTTTGTGTGTGTTTGTGTTCAGGCTGTCCAGAAATGGTATATAAAATAAATT
>CL6810Contig1
TCACTGAAGTCGCTGGATTCAACCCCGATTGCACTGCTTCCAAAATATTTTCTGGTTTAG
TTGCTACTACATAGGAGTGAAACATGCCTCTGAGGCTGGACATTAAACGGAGGCTTACTG
CCAGATCAGACCGTGTGAAGAGTGTGGATCTTCATCCAACTGAGCCATGGATGCTAGCTA
GTCTGTACAACGGCAGCGTCTGTGTTTGGAATCACGAAACGCAGACTCTTGTCAAGACTT
TTGAAGTGTGTGACCTACCTGTCAGAGCTTCTAAGTTTGTGGCGCGGAAGAACTGGGTCA
TCACAGGAGCTGATGACATGCAGATTCGTGTGTTCAATTACAATACCTTGGAGCGGGTCC
ACATGTTTGAAGCCCACTCTGACTACATCCGCTGTATTGCTGTTCATCCAACCCAGCCAT
ACATTCTCACCAGCAGTGATGACATGCTGATCAAACTTTGGGACTGGGACAAGAAGTGGA
CATGCAGCCAGGTGTTTGAGGGTCATACTCATTATGTTATGCAGATCGTCATCAACCCCA
AGGATAACAATCAGTTTGCTAGCGCCTCCCTTGACAGAACAATTAAGGTTTGGCAGCTGG



GCTCTTCGTCCCCCAATTTCACCTTGGAAGGTCACGAGAAAGGTGTAAACTGCATTGATT
ACTACAGCGG
>CL6811Contig1
TGCAGGNAATTCGGCACGAGGCAAAGTTTCCGTGCCGTTCGGCCGCATGTGACTTGTTGT
TGTGGGTCCGTCCAGATCGACTGAAGGACTGTTTCTCCTCCTGCGCGCTGTGGGACTCTG
AGCTGAGAACGGACTGAGAGTTTTCCGATGCAACAGTACATGTATGAGAAAGCAATGGCC
CAAGAGACAAGGAACGGTGGAACCTCGACGTTAAACAGCAGCGGTGTTGGGAACAGTAAG
AAGAAGTTTCTGGTGGCGCTTGACATCTTCTGCCTCCTACTGGCCATGCTGCCGACCCTG
GTTTTGCATCACAGCTTTATTCATCCATACCAGAGGGGTCTTTACTGCAGTGACTCCAGT
CTGAAGTACCCCTACAAGAGCAGCACCATACCCTCCTCAGTGCTCCTTATAGTGGGGTTG
ACACTGCCCGTGGTGTCCATTATTATCGGAGAATGCTTCAGGATTCATCAACTTCACGAG
GGAACCAAATCATTTGTTGGCAATCCTTATGTTGCAGCTCTCTACAAACAGTTAGGTGTG
TTTCTCTTTGGCTGTGCCGTGAGCCAGTCATTCACAGACATCGCCAAAGTGTCAGTGGGT
CGGATGAGACCGCACTTCTTGGATGTGTGTAGGCCAGATTTCTCCACCATCAACTGTTCG
GTTGGATACATCACCAACTACACCTGCACTGGTAGAGACAGCGAAGTACAAGAGGCCAGG
AAATCCTTTTTCTCAGGACATGCGTCTTTTTCCCTGTATACCATGCTCTACCTTGCTTTC
TATATCCAGTCCAGGTTTACATGGAGAGGGGCTCGACTTCTGCGCCCGCTGCTGCAGTTC
ACTGTGTTGATGATGGCCTTCTACACCGGCTTGTCGCGCGTGTCCGACCACAAGCACCAC
CCCACGGATGTGCTGGCTGGCTTCGTGCAGGGAGCTCTGGTGGCCTACGGCATAGTTTAT
TACGTGTCAGACCTCTTCAAGCCCAGGGAGAAGGTGGTGACGCCCCCGCCCTCCCCCATC
AAGAAGGAGCTGCTCCCTTCATCCGACATCATCGAGAGGAACAACCACCACAACATGGTG
TAAGGGAAGGCCACGCCCTTCCTGTGTCTGAGGAGCCAATCACGGAGCTGCTCACCTCCC
ATCGGACAGTAGAATGTAGCAACAAGAGACTAGCTGCTTTTTAAACGTCACCCCCCCCTC
CCTCTGCACTGCCCAAGGAGGCAGACGGGGGTGTCAGATTTAAGAGATGAACAGCAAAAT
TCCAACCTGACTATCCAGGATTGATTTGTACTATTCTAAACCTGTGAGCCTTTCATCATC
TGCCCTTCTAAGCACAAAAAGAATCAAAAAGTGACGAATCGACGGGCATAGCTGGGGGGG
CCTGAGGAAGGATAAACCACACAGAGGGAAAACACTAACGAAAGAAAGGCCAAAAAA
>CL6812Contig1
TTTTTTTNTTCGAAGTTTCAGGTTTTATGTTCACTATGCTCTTGCTGAACCCTTCCTTGC
TGAGTGTGTCCACGTTCCACGGCATCTTCTTCTCCTCCCTGTAGTACTCATCCAGCTTTT
TCTCCCAGTCCCGCTCCTCTTTTTTCAGCTTCTTCTCATCGGCTTGGTATTTGGTGAGCT
CTGTTTTGACACCATCGGAAAGGTTCAGGTCCTGGATCTTTGTCTGTAACTCCGTGAGTT
TACGCCGACATTCGGCGAGTCCTTTTTTTAGGTCTTCGCCTTTCTTCTGGAATTCTTCCA
TTCGCTCCACGCGCGCCTGGTGTCTCCATCTGAAGAGACTGGGAGTGTCAATATTTGGGT
GGGTATCATCTTCATCATCCGATACCTCAATGTGATCCCACACGCTGTAATCTATCCTGG
ACATCCTGCAGCAAGAAGAAGCAGCGCTAGCTTCGACTAGAACTCGGTTAAGTTGGCGTC
TAAATCACGCTCGCTAAAATACCGACCTAAGAAATATTCACACTCGAACCCTTCAGAAAT
GTGTGTTGGTGCTCTGTGTTTCTGTACTCCAAATTTGGTCGTGCGAATTGATTTGTTACT
CCCAAGCAAGAGCTAACGGGAAGCTGCTACAGAGTTCTAGAAGAAATTCCC
>CL6813Contig1
TTCGGCACGAGGGTTTGGAGCTGGCACAGGCGGTGAAAGAGGCAGCCCGCCAACCCACAA
ACTTCCAGTTCCTGTACAAAACAGAGATGCCGATAGTGGAAAAGATCCGAACAATAGCCC
AGAAAGTGTATGGAGCAGATGACATCCAGGTGTCTCCGGAAGTTCAGAGGAAGATAGATT
ACTACAATCATCAGGGCTATGGTTCACTGCCCATCTGCATGGCCAAAACCCACCTGTCCC
TGTCCCACATGCCTGACAAAAAGGGGGCACCAACTGGATTTGTGTTGCCAATCAGAGATA
TCCGTGCCAGTATCGGGGCTGGATTCATCTACCCGCTTGTCGGAACGATGAGCACGATGC
CCGGCTTGCCCACCCGACCCTGTTTCTATGACATCGACATCGACCCGGTAACAGAAGATA
TCATCGGACTCTTCTGAGCATGCTCACTGTGTCAAATCTACTTCCTGTTACATTTCTGAG
CAAAAACAACCAACGGAAACCTTTACCAAATATATATATTTACATATATAGTTGTGTTTT
TCAGGTAAATGTATTAGTTTAGGTTTACTCTTCTTTTTAACTTTCTAACTTAATGTTACA
GAAATATTTCACAGGTAAAGTATTTGTACTCCAAAATGTGCATATTTATTACCTCAAGGA
TTGATTTATACACTGAAAGTCAGTTTGTTTTTGTTACTTCTTGTGTTGAAACATTTTCAA
AAACTACTGAATGTTGTAACTTTTAACTTCACTACATTTCAAACTATTTAGTTTTTAAAG
TTTATTTTAAATTGCTTTTGTTTGTAAAAGGAGCAGCAAAAAGTTTTTTTTTTTAACAAT
TTAAACAATGTTTGCTGCAAAAATTATCTGATTAAAAAGTCAATCATTCATTTTTTCTGT
CAAACTGAAAACCGGTACACATCGATGTTCTAAAAGTGCCTTCCAAAT
>CL6814Contig1
GTGCCTAATNAGNAAAATCTTTATTTAATNCTTAGGAAACATTACACCATGTAGAGACGT
CTGTGTAATCAGTATTATGTACAAGTTTGTATATTCTGTAGAACAAAAGAACTAGAACAT
TTAAAAAGAAGGGAAACTGCAGGAACAATGTACATGATGAAGACATTAACATGGTCCACT
TCTTCAGACAAGAGATAAAAACATACAAATTCAACCAGGATCGTTTAACACACCTGTACA
ACCAGGCTGAATCTCAGTCATCACATACTTTTTCCTCACAGCCTTAAGATCAAAGACAAC
TTTTCCAATTGCAAAAAAGTAGACAGAAAATATTTAAAAACGATGCTCAACTTTATGGTA
ACTTGTAAACAAAATAACTTTCAAGATTGCCCTTAGGACTGACGACTGTCCCGGTTCTGC



TATGCTGCAATGATCCAGCAGATGTCAGTAGAGGCACCAAGGGCTTTGTTAAAAGAGTCA
AACTTTTTATTAACACATTTTTAGAGGTTGACAATCCATATTCATAATAAAAAACGAAGT
CCGTGGTGAATTTCAAGGTCTTAAAATAAAGCTGTAAATAAAATGAACTGGTGCTGCTCT
GAGGGAGGCAGATTTGACCGATCATGCAGGGGACCTAATGAGCAGCGGGCCGTTGGTTTG
GTTTCTAGCAGCTTCTCCACCATGAGTTTGGCGTAACGCATGCGACTGGCTAGTTCTTTG
CTACAACCAAACTCCTCCAGCAGGGAGAGCTTGTAGGTGCGGAAGTCTCGCTTCTCGTTG
ATGTAGGTCACCCCGGCCATA
>CL6815Contig1
GTGAAGTTCCTGAGTTNAATGAAACGAAGTCTGACGTAAAATAGAATGTCTACATCTTTA
AAGGAATACTTTGACTTGTTGTTCTCCCTGAAAGTCGAGTGAAGGACATGAACGTAATGC
TTTTGCACTCACAGCTTCAGGCTCAGAGCCAGTCGCGCGCACTTGAGAGATGATGAACAA
TGTTTGCGGGAGCTGAACATGGGAAAACTCCTCCCCGCAAAGAGGATCTCCGGGCTGGCG
GACTCAGAGAGGGATCTGTGAGGCTGCGCTGACAAATCCCACGGAAAACTTCACGGAGGA
CGAAGTCCAGCCTGATCTGGAGGAAGTCGGGGTGTCGGTGATTGGGTGAGAGCGCGCTGG
GAACTTAATCACATGTGATTTTACAGAAATGCTGCAAAGATGGCGGTGGTAGCAACGGCC
GGAGTTGCGAGCGCCGGCTCTGGGGCGCAGAAAAGTGGATTCGCGGAGGTTCTGGTGCGG
GAGAGCTGGCACAAAGTTTTGGTCAACTTGAGCGTGGACGCGCTCACGCTGAGCTGCGAG
GACGACGGCGCACAGGACAACTTCAACGGCGTCACAAATGGATCTTACCTTGATAACAGG
AACGCCAACTCAAATAATGGCCCCCAGGCGGTGCGCACCGCGTTCACGGACCTCCCGGAG
CGAGTGCCAGAAGCGATCGCCAACAAGAAGCGGTGCGTCAAGGTGACCAAGCAGGAAGTC
GGGGGACTCGGGATCAGCATTAAAGGAGGGAAAGAGAACAAAATGCCTATTCTCATTAGT
AAGATCTTCAAGGGGCTTGCAGCAGACCAGACTCAGTCTCTGTATGTCGGGGACGCCATC
CTCACCGTGAACGGCATGAACCTGCGGGACGCGACCCACGACGAGGCTGTGCAGGCGCTA
AAACGAGCTGGGAAGGAGGTGACTCTGGAAGTGTGACGTGACACAGTGTTTTCTGTCACA
AAGACTCTACAGGCAGCTGTGAAGAGGCGAGGAAAGAGGACGGTTGGAGTTTTTTTTCTA
AAGGCTTGTAGATCAGCACCTTGGATGCCACCAAGAATGTA
>CL6816Contig1
GGTGCTGCTGTTTTGCTGTCGAGTCACCTCTGTTAGGGCAGTACAGGCAGAAAACGAACC
GTTATCATGCTGGTTAGCCAGAAATCCCGACGCCCTGTCATCACTAAGCAAGCTTATTAG
ACTGATTGCACCGTCCCACTCAAACATTTGTGTTGCTTTTTTGAACGTTTGGCCAAAATG
ATGGAAGAAATCGACAGGTTCCAAGTGCCTCCCGTCAACGGAGAGACGCAGCCTTTGGAC
CCAGCGGCGTCCTCCACTTCAGAGGCAGAGACGGACCCTAAAGGGGAGAGCGTGGCCCTG
AACTACAAACCCTCACCTCTGCAGGTCCAGATAGAGAAACAGAGGGATCTCGCCAGAAAG
GCATCGGTGAAGAATGGCACCGTTGGTAGTCCTGTCAATCAGCAACCTAAGAAGAACGCC
AGAACAAGGTTGGTAGTGCCAAACAAAGGCTACTCCTCGTTAGACCAGAGTCCAGATGAG
AAGCCCCTGGTTGCTCTGGACACAGACAGTGATGATGACTTCGACATGTCCAGATACTCT
TCGTCAGGATACTCCTCAGCCGAGCAAATCAACCAGGACCTGAACATCCAGCTCCTGAAA
GATGGGTACCGCCTGGATGAGATTCCAGACGACGAAGACTTGGATCTGATTCCCCCGAAA
GCAGTCAACCCCACCTGCATGTGCTGCCAGGCCGCGTCCTCTACAGCCTGCCAGATTCAG
TAGCATCAACCGTAAATCTCCTTCCTGTGGCTGTTGACTGCAGCACCCCCCCCACCCCCA
CCCCCAGAAAATAGTAAAGAACTACTTCCTTGCAGGGGCAAAAAAACAACAAAGGGAAAC
GGGAGTGTTTATGAATAAGGACCATTCTGAATATGTACAGAGGGTGTGCATGTTCCTCCT
ATGGCAGGATCTGTGCGCCTTACTTTTGCAATGTTGGTGCAGCAGGGATTGGACCGATGA
CAGAAAAATGACCTCGGTGGAAAAGAGGACGCTTCTCTTTTATTTGGGCCACGAACGTTT
GCGGAAGAAGAGACCAAAAACGTCGCCAGATGGGAGTTTCATCCAAGCTCTCCTCCCACC
GGTGTAGGAACGTTGATGTAAATGACGGACAAGTATGGTGGTGGCCATCTTTGTTTCCTC
TTTATTTGTTTTAGCCTGTCTGCTTTGTCTTCCCACGTATGGCTGACTTGTGAGTGGCAG
GCCGTGCACAGGAAAACCGGTGAGAAACCAACAAGCTGCTTAAAAATGCACTCCCTTGGT
ACTGTAGTGATCCAATCTGTCACTCCGAGAGCGTACTGCTAACTCCTGTTTTCCGAG
>CL6817Contig1
TGCAGGGAATTCGGCACGAGGCGGCTTCAGNAATCGTCTCTAGGACATGACTTTAGTGAC
CGAAGCTGTTTTTTGTGTGGCGTAACTAAAGGGTCACTCCATTCTAGCCATGCTGGCACG
TTTCTGTAGCAGCAGGACAGTCTCTACTCTCCATGCTCTTTGCGGCAACCAAGTTTCTCT
CTACGGGCAGCTGCAAAGATGTCTGTCAACGCAAACAGACGGAGAGGTCCGCATCGCCAA
CATACTGAGGGAGAAGTTTCCATCCGCATCATCGCTCAAAGTTACGGATATATCAGGTGG
TTGTGGGGCCATGTATGAAATCCACATAGAGTCCAGTGAATTTCAAGGAAAGAAAACTGT
TCAGCAGCATCAGCTGGTCAACCAGGCACTCAAGGAAGAGATCCAAGGAATGCACGGTCT
TCGAATATTCACTGGCGTTCCCGATCAATAGACAAAGTCCTTCAACTCTTGACGCACATT
TTGTTCATCTTTTGTTCACACAAATGCAAAGAAATATTTGTTGCTAAATGAGTTTTATCA
TCTTTGACAACTGTACAGTGTTGGTAAAAATGTAAAACAGAGGTAAGATTACACAGATGC
TGTTTTTTTTCTTCTGAAATAATATATTCAACTTGTAAAAGCTGCAACACGCACAAAAAA
AGGCTTGGTAAAATGTTTCCTCAACATCAAGTCGCGTTGGAACCGTCCCTTTCACAGGGT
TGGCAGTGATGCTCAGAGATCAAAAAGTATAAAGAAAAACTCTTCAGCAACCAAAGTAAA
CTGCCATTGTTACTAGTTAACAAATGTGGCTTTAAACTCGGGGGGGAGACATTATGAAAC



CATTTTTA
>CL6818Contig1
TTTTTTTTTTCGCTGTAAATTGTTTATTTCTATGAAAGAGCGCGTCACACAGCGGCGTGC
GGAAGGACAAACGTCCCGTTTAGTTTAACAGCACAAAACATGACTGCGACCTATATACAG
TTTGCGTGATTTCCTCTAGTCCCCGACAGTTCAACCTTCTGGACGTGCAGCGGCCACTTC
TAGCTCGTCTGGCCTGCTTTAACCGTTTTCTTTAAGTGGTGGTAGTTGGGTAAAATCTTC
ATCAGAAAATCCAGCTGAAGAGTCTGGGGCTGAGGTCGCTCCGTCTGAACCCGCCTCATG
CATCCAGAGCCGTAGATGACCGTGTTCTCAGGTATGACCTCACAAGTGTTGACCTGACAG
AAGGCTCCGATGATGCAGCCACTGGTGAGGATCACGTTCCTCCCGACGTCAGCTTTAGAT
TCGATCACGTTGTTGTCACCGATTTTTAAGGCTTGTGATACGCAGCCAACTTCAAACACA
TTGTTGATCCCGATGGTCATCGTCTTTGGTTCCATCTCAGAATCTGGCATGATGTTTTCT
GGGTAACTGTTAATGATCAGGGCTTGCTCTTCGATCAGGTTGCCCTCTCCGATCACTATG
GGTCCTGCCTCTGCGATGATTCGGGCTTTGGGATGGACAACAGTTCTGGGACCAATCGTC
ACATCTCCTCTGATTTCACTTTCAACACAAACTACAGCCCCAGCGGCTATTTTGACGCTT
TTCTGAGTATTTAATTTGTCTGCCATTGTAAGAGTGAGCCAGTAGGGCGTAGTAGATTTG
TATCGGTCCCC
>CL6819Contig1
CGTTTAACCCGGGCCTTATGGCCGGGGGAAGTCATTGGTTGTTTTGGGGTGGCAACAAAA
GTCTCCTCGGCGTCTCTTTCTCGTAATGTCGCCCTGCGGAAATTGTTTGATTTTTGTGTT
TTTTGTAATAAATATTTGCGCGTTTGTAAACTGTGACGAAGGGACGTCTTTAGATTCGGG
GGACCAGGTAAGACCTGACTCGCCGGGTTTACCCCGCGTCCCCAGCTCTCTTCTTGCGGA
CTCGTTTGTCCCCCTCAGTTTGATGTCTTCCTTCCCTGAGGACCTGGAGATCAGCAACTA
CTGCCTGGAGTTGCTAAGTATCTTCAGCCAGCGTTACTCTGACTATGTGAAGTGCTTGGT
TCCTGCTGCTAGACCCGTCAGGGTTTGCATGAAGTGCTACTCTGGTTATGGGAGTCTGCT
GAACGCCTACATGAACATCTCATCCGACCAGATGGGTCCTGGTAATGAGAGCTGCAGGGA
CAGCCTGATGCGCAGCGACCGGCTGATGCTGGTTTACGTGCTCTTCAGCAACATGCAGGA
TCTCTGGGAAAAATCCAACTGTGACTTTTGCATCACTGAGAAGTTCCAGGGGGTAAATAA
CGAGACAACGCATTTTATGAAGAACCTCAACCAAACGCTCAGCTGCTTTGAAAAGTACCA
GCAGGGGAACCACACGGAACTTTG
>CL6820Contig1
CCTCTCTGACTTCACCCGGAGGATCCAGAACGGGGAGAAGGAACCCAGAAGTAGGACAAA
AAGGCTTTTTAACCAGAGTTCCCCCCCTAACTCAACAGCATGGATGTGGTTGTATCCTTC
AACAGCTGGAGGACATAAATGCTCCTGTCCTCGTCTTCCTCCTGCAGTGTCCAACAAATG
GATCCATGAACGGGGACAGGAGTTCAGGAGGCGCTGCGGCCTTCAGCTGTCAGAATGACC
ACCGACACTCCGCCTTCGCTGGACAGTCTTCCTCCTCTGAATGTTTTCCTGTGTGTCTGC
ATCTCCACAGACGGTGTGAAGAGCAGGGATATAGTGACCAGGCTGCTGCTCCTCTTCTTT
CTGTTTGTCCACCAGAACCACATCTATTGATTTTATAAGTTAAACCGGGTTTGGGTCTTT
CCTGAGCTGAGTCAAACGTGTGATGAACCAGCACGTTTTTAGTCTAAAGGTCTTCACTAA
ACAAAAACAATTTTCATAACTTATTGTTAGTTACTGCAGAAATGCATCACCTTTAAATAC
ATACGTTTCCATGACAACCACAGCATCACTCGGGCTGCCTTTTTAGTCAGGCCCCGCCCA
CTGTTCAGCCAGGAGATAAATCGTTGAACCTGAAACATGTGAAGAATTAAATAAAAAGGA
TAAACACTGAAATGAAATGTATAAAATGTATAAACTGTACGTATTTAAAGGGAAAAACTC
ACGTCTAAAAAACTTTAACAAAAAAGGCTTTAAATGACAAATTTCTTAAGAGGAATTCTT
GGTTTTTGCACTTTATTGTCAATA
>CL6821Contig1
AANAAGAAGAGGAGGAGGAGGAAGAAGAGGATGACGACACGCTTTTTTCAAGCACGCTCG
CCATGAAGATTTACGGAGAGACTCTCTGGCCATCAAGCTGAGCAATCGTCCCTCCAAGAG
GGAGCTGGAGGAGAAGAACATCCTGCCCGTGCAGTCGGACCAGGAGCGGCTGGAGTCGCG
GCAGCAGACGGCCACCAAACTGACCAGGCGGCTGAGTCAGAGGCCGACAGCAGAGGAGCT
GGAACAGAGGAACATATTAAAGCCTCGCAATGATCAGGAGGAGCAGGAGGAGAAGAGGGA
GATCAAAAGACATTTATCTAAGAAGCTCAGCCAGAGGCCCACAGTGGAGGAGCTGAGGGA
GGCGAAAATCCTCATCCGCTTCAGCGACTACGTGGAGGTGGCCGAGGCCCAGGACTACGA
CAGGAGAGCGGACAAACCTTGGACACGGCTAACGGCCGCCGACAAGGCTGCCATAAGGAA
GGAGCTGAACGAGTTCAAAAGCACAGAGATGGAGGTGCACGAGTCCAGCCGCCATCTAAC
CAGGTTCCACCGGCCCTGACACCTTGCTGCCCGTTTTTTTTTGTTTTTTTTAACTGCTAA
CCAGCGCCACCTGCTGACTGATAAGCTGACCTCAGGAGTTTGAGCCGTCACAGGAGCAAA
AAGCCTGCAGACGGCTGAACTCTGGACTGCCATCTCCCTGCAGGGAGAACTAAAGGACTT
CTTGATATTCAAAAGCTATGAACTGTTTGGTTTTTATGTGCATTGAGGAGGTGGAGATGT
TTTACCTCGCAGATGAAGGTCAAACTGACTTCCTGTGCCAATCTGTGGTCGCGAGTGCTC
AGAGATGAAGGTGCATCTTTATTTTTTTACCCATTGGATTCTGGCCGTTTTATCCCACAG
AAGCCCAACATTGAATTCCACATCCGCTAGCCGAGCAATAACTTTCAATTCCGATCTGGA
GCAGCTCCTCAGATCCCTGATTTAAACCAAAGCGAGCTGGCCGCATCCTGCAGAGTCCAG
TCTTTGGATTCGACATTTTTGTTTACACCAATTTCAAATTTGCCAACTTCGTCATTTTCC
AAACTGGAGGCAACCTCAAAGTCCGGATTGGGGGCGCCACGCCGCACCACCTTACCGTGT



GTTGTTTACAGCTGAAGATGCCGTCGTGTTGGAGGACGCTTCGGTCAAGACAAACAAAAA
AATCTATGAGGATGTACAGAAAGGGGAGCTTTTTGGGTGTTTTTGTAAACAAACTGCATG
TTGTATTAATTTA
>CL6822Contig1
AGGGATATTTCATTATTTTTAAATAACTATACACTTTTACCCCCACAAATAATGTGTAAC
TCATATTTCACAAAGAACATAAAAAAAAATGTCTCTTTAAGACGTATAAACCCACACTTC
TGAAATGTTTATTAACAAATAAAAAAGAGCAGTGCAACAACATTTTCCTTTTTTTGTGAA
AGTTTTAAAAATGCGCTACCAACCAAGTTCTGAATACTTTTACTGGGGTGAAATTTCCTG
CATTCTTCTTCTGCAAACTGTCAAGTGTTGTGTCGCTTAAAAAATGTAAACCTGAATCCG
AAGAAATGGCTAGTAAACAAACAAAAACAAAACGTGTGTTTCCTTGGAAAAGCAACATTA
TCAGATGGATAAAAACAATCCCAGCAGGATGTCCGACTGGCTCCACTCAGAGAGTCCTGA
GGTGTCACCATGCGAGTGCAGCTTCAAGTACAGGTTGGGACCAAAAAAAGGCCATAATAA
TCTCACCTTGAGCAAACATCAAAATCTCTAGAAGTCCATAAAGGCCTGAAGCTTTAACCA
TCAGTAGCCAGGATCAGCAAAGCGCCCAAAATGCCCACGTTGTGACCAATCAGCTTCATC
TGGTTCCAGAACTCCACTTTGCTATTGTGGTGCCAGTACCCAATGTTCCCGTCGATGAAC
AGGATCACTAAAGGAAGGACGGTGGCGAGGATCTGAGCGGCCAGGCGGATGTACCAGCCC
GAGAGGAACGCCAAGGCGAGCACACCGAACAGCACCTCCAGCAGCATCAGAGTGATCTCT
CCTCCAACAATATGGCTCAGATAGGCTTGCCTGTCCTCTTTGCTGTGCTGCAGGGAGTAC
ACCATGCAGATTAGATAGATTCCAAGGAAAATCTGTCCAGTGGACTGCAGAGATCTGCTG
CGGGATTTTTGTCTGTATATCTCCCCCGCGCCGCTGGCCAGAATCAAAAAGCCTCCAATG
ATGGCCAGAGCTCTGGAGTACATTCGTACCTTAAGCCACTCGCCATAATAAACCTGCTCT
CCAACATAGGATGCGTAGGTGCTAACGGTTAGCTGCAGGGCAGAAGCTAAAGCAAACCAC
CTCCTCTTCACGCCAAATGACATGAAGCTGGCGCAGAGAACTGCCACCCCCATGTCCACA
TACAGGTACGGTACATGGATGTCTGGCTTTCTTTTTGAGTCCGCTCTTTCAGCAAACAGC
ATCAGCATACTAAAGCAGTTCCAAAACCCGAACCGGGTCAGAATGAACGCCCCTAACGGG
AAAGGAACCGCAACATCTGCTTCCTACTAGGGCCGGCCCCCGGCCATAATGCCCGGGTTA
ANCGGCAGTCCC
>CL6823Contig1
AATCACCAGCAAAAACAATTTTTTTCATAAACAATTGGCAGCAGCCCTTTCATCTGCCCC
TCGTGAACATGGCTTCTTCAACCATGGCGCTCTCCTCCCCATCCTTCGCCGGAAATGCGG
TGAAACTCTCCCCCACTGCCCCAGAGTTGATGGGCAATGGCAGAGTTTCCATGAGGAAAA
CAGCCGCCAAGACTGTTTCATCCGGCAGCCCATGGTACGGACCAGATCGTGTTAAATACT
TGGGTCCATTTTCTGGAGAGTCTCCGAGCTATCTAACGGGTGAATTTCCCGGTGACTACG
GTTGGGATACAGCCGGACTTTCAGCTGATCCCGAGACATTCGCTAAGAACCGTGAGCTTG
AGGTGATCCATTGTAGGTGGGCCATGCTCGGAGCTCTCGGATGCGTTTTCCCCGAGCTTT
TGGCTCGAAATGGAGTCAAATTCGGTGAAGCCGTGTGGTTCAAGGCCGGAGCTCAAATCT
TTAGCGAAGGCGGTCTCGACTACTTGGGCAACCCAAGCTTGGTCCATGCACAAAGCATCT
TGGCCATATGGGCTTGCCAAGTTATTCTAATGGGAGCCGTGGAGGGTTACCGTGTTGCCG
GCGGGCCTCTCGGTGAGGTTGTCGACCCATTGTACCCCGGGGGCAGTTTCGACCCGTTGG
GTCTTGCTGATGATCCAGAGGCTTTTGCTGAACTAAAAGTAAAAGAGATTAAGAATGGGC
GATTGGCCATGTTCTCGATGTTTGGATTTTTCGTTCAGGCCATTGTGACCGGAAAGGGGC
CATTGGAGAACCTTGCAGACCATCTTGCTGACCCAGTAAGCAACAATGCTTGGTCTTACG
CCACAAACTTCGTTCCTGGAAAATGAGTGTATTTTTTCGAGTCTTTTGTGCTGATGGCTC
TGAGTATGAATGTGTTGGTGTAAATTGGTTCAAACTGATC
>CL6824Contig1
CACAAACGAGGAAGGAACGCGCTAACACGTAAAGTGGACCTTAGAGAATGGGGAACCTTA
CCTCCAGTCATGGGGCTTTGTCCAGCACTGCATGTGTTCAGTTCGTGCAGGAGGTTGTGG
CACAAAACTGCGTTGTCATATTTTCCAAAACCAGCTGTCCGTATTGTAGAATGGCCAAAA
ATGTATTTAATGAAATCGGTGCGGCATACAAAGTGATTGAGCTGGATCAGCATGATGATG
GGAGGAGACTGCAAGAAGCATTAGCTCAGATGACTGGTGCCAGAACTGTGCCACGAGTGT
TCATCAATGGGAACTGCATCGGTGGAGGATCAGACACCAAGCAGCTTTACCAGCAGGGGA
AGCTGCTGCCTCTCATTGAGCAGTGCACTCCCTGCTGTGCAGCAGCGGGCTCTGAAGGCT
CAGGCAGCGGAGAGTTCAAGTCCGCCAAATGACTAACCGCTCTAGTAATTTTAGGATCCT
TTATATATTTATTATATACTTGATCTTATTTTAAATGTCATATGCTGCTGTGCAAAACAT
TTGTGTAATTGATGTGTATAATTTCTATTTTTTATTTAGATTTTTTTTAAATTGGCTTTT
ACATTGTTTTTTTAAACATTAGCATTTGAAACTTTTTTTAAGTCATACAAACAAAAGCAC
TAGATTTTCTTATTATTCATATTGGTTCTAAAACAAAAC
>CL6825Contig1
TTTTTTTTTTTTTTTTTTTTTTTTCATTTTTCAATGCAGTTTATTTACCAGCTTTCCATT
TTGTAAACAACAACATCCTAAACAATCCCAGATGGAGCCAACTGAGGAGAGAAGCAGGTT
TTGCCACAACTAAAATAAACTAATCCAGACATGAAAACTGATCCGACTCAATCAAAACAA
AATCAAACAAACTAACAAAGAAAAAAGAGGCAAAACAAACAGGCAGCAATTACAAAAATT
TAACTGTTCCAAAAAAGAAATATACATTTTTAAATCACTAAAGAAAAATGCATTGTGGAA
ACATTCATGACAGGCGGCTCATTTCCAGGAATCTTTCAGTCAAATTATTTAGAAAGATTA



AAAAAATTAATACAATCTTTGAGTTATGGTTTTTGTAAAAAGCAGGACTTATTAGAATGA
AACCAAAATGTGCTTTGATTGGTTTTAAAAATGTTCTTTTTGTCTCCAAACCAAACAAAA
TGCAGCTTTTGAAATTTAACAAGGACAAGTCAAAAACCAAATTGATTTCTCATGAAATAT
GCATTAGTTTCAATTGTTTATTTTTTTATAAAGCCTCTCCTCCAAACAATTCAAATACTG
TCATCTCAACATTCTGATTAATTCTTGTTTAATCATCAGGTTTAATGCGTTTTTTTCTCA
AACATTTATGTCTGATTTAGACATTTTAAAACAGAAATACTGAAAGTGCCCAGTTTATCT
GGATTATAGGATGATTTGATGCTCTTTTTGCTCACTAGATCATTCTATTTTTCTATTCAT
ACTGACCTTCAACCTCAGACAAACATTAGATTGCTCCTGGAAGTCGTTAACATCAGCAAA
GTCTGCAG
>CL6826Contig1
TTTTATGATAGACTCTAACATAGGAAATACAGCAAAACTTCACCATGTGTGATCTGTCAT
AGTAGTCAATATTAACTCCACTGAGTTGTCTTTTGGCTCCTACAATAACTGCAGTACAAA
AACATCAGCTTAAAACAACATTAAACGTACAACCTTTTTTTTGTTTTGTTTAAGGTGAGA
CCCAATTTTATCATCAACAGCTTCCATGATCAAGAAAAAAAAAATCAACAACTTTCTGCT
TTAGAACCTACTAAACAAATGTAACCGATACTTTACTTGCTTTACAACAATAAAGCCATG
ACTGTTGGACATCAAATTCACATCTGGTATAACACAAACACATTTCTAAAAAAAAAACAA
AACTGGATGTTTGTGTGATTTCAACCGTAAAACTTAATTTAAAAAATCAAAAATGCCGTT
TGGACAAACCGCAAACCCTCG
>CL6827Contig1
TTTTTTTTTTTTTTTACATCAATTATTAGCGTTGTGAACAAATTTCAATTAACAAATAAT
AGAAGAAAAGTGAAAAAGAATGCCGACCGAGATTAGAATCCCTCTCTTCATAAACAAAAG
TTAAGTGGGACATGGTCAGGAGTCAGGTTTCCTTGCATTCTCCTCTTTTTTTTTTCCTTC
CACTTTTTTCCTTTGCAGCTAGCCAGTGTGTCTGGCCTCCCTCACCCTCCTCTTCCAGAG
ATATTCTCCATTTTACTCTCCCCATTCTTCAGTTTCCACAGGAATCATTGTTGAAACTTA
TGGTGCTGATACCTAATCTTTAATGCTTTGCAAGCCGCAAGTTTTTTTTCTCTTCCATTT
CTGACGTCCTTGCTTTGATACTTTAATTCCATTCCATAAAGAAAACTTTCAATCGCACTC
AAGCATTCAACCTTTGGGAAATATCCTTACCTTCTAAGTAACAGCTGGAGGATGACGAAA
GGCCTTTCTTAGATTTACACCCCACCAATTTCAGGCATATTTCCAACATTTTCATTTGTT
TTCTTTCCTTTCCAGACGAAATCTTTGTCTCTTTTTCAACTGGGATGCCTCTTTGAAGTT
TATCATCTACATTTGTCCAAAAAAACGGAAAACTTGAACGAACTAAAAATACAGTTAATT
TTAAAACAAAGCAGGACAATGAGAAAAAACTAAGAGCTTAAAACTCTTTCCAGTTTTTCC
AGCTGCTGNGAATCCGCTCATGCCTCGACTTTTAAAAACATCAAAAACAAAACATTTGCA
CTTAAGGGAAATCTACCAACTCTTTGGTAT
>CL6828Contig1
GAGGAGAGGGAGCGCCTGGTGCGGCTGTANTTCGACAAATACGTGCTGGAGCCAGCCACA
GGAGGGCGCCAGCGGCTGAAGCTGGCCCAGTTTGACTACGGCAGGAAGTGCTCGGAGATC
GCCAAGCGCACGGAGGGCATGTCGGGTAGAGAGATCTCAAAGCTGGGTGTGGCGTGGCAG
GCGGCAGCCTATTCCTCAGAGGACGGCGTTCTGACAGAAGCCATGATCGACGCTCGGGTC
GACGACGCCATCAAGCAGCACCACCAGAAGATGGACTGGCTGCACGGAGAGGAGGAAGCA
AGGAGCCTGACGCCTGAACTGGCCGGGGCCACAGGAAGTGGAGGGAAGAGGGGTTTCACT
CTGCCCCTCCGCCAGGCGCCGCAGGCTCAGGAGGTGATCGCCTCAGCCGTCAGAGAAAGC
CACGGCGCGGCGGCATCCTCAGAACGGAGCCCGTCAGCGGATGGTTCAGCCGGACGGGAC
TGTGTGGACGCCTCCACGGCAGAGGAGGGGGGTTCAGAGCCCCCTGCTTCCTCACCTCCC
TCTGACAAGACTGGCCCCCCCCCTTCAAAGGATGGAACTCCAGTTTGAGGTTAAGTGGGA
CTGTGGATTAGAAATGTTAGCGTCCGGCCCTCCTAGCTAACCCGAACACGTCTGTGTGGG
TTCAGAGGGAGAGAGAAACCGTGAACATAACCGTGTCTAAAGCGTTGGGTCTAATGTATT
CATGTTATCAAGTCTGCTGTTTCACCATGAAACAGGTTCACTTTTTCATGAGAAGTAAAG
ACTGATGAATCAAAAAAAAAA
>CL6829Contig1
TGTTTTTCTACAATATAAATACACACAAAACTGGAATGTGACTACATTTTTAACTCCACT
CACAGTAAGGCAAGCGTTAGTCTAACATCAGATGATCTGCAGCTGCTATTTACAGTCATG
CTACATGGATCCCCCCTCACACCTAATTTGTTTGGTTCCTCACAGATCATTTGTGCATCC
CCCACGCTGTGGTACGACTGTTAGGGACAAGCAGAAAACACAACCTCTACAGTCAGAAAG
GAGGTGGAAAGCAGAAAGCCAACGCATCAAAGGTTTTGAGATTGAGTTCCGTCTTTAAGG
CTTCTGAAAAAAACACAAGGAGCCACGATGTTGGCGAGGAGTTCAGTCCGCTTCTGTTCA
GTGATCACAGAACCTCTCCTCTGGGCTTTAGGGACGGGCGCCAATTTTACACCAAGAAAA
CTTGTAAAAAATTTCTTATGCTTCTAAAGGGGGTAACACTCTTCCTGCTGGTTGCTGTGG
CAACAGGTAACCGCCTCCCATACCTCGCTGGGGACTGTGAGGTGGAGGCAGGATCACGGT
GGAGCAAACATCTGCAGCTTTTCCCTCATCTTTCCAGACAGACGTTCGGTGTTTCATATC
CTCATGATGAACAGTTATGGATGGCATGAACTACTGAACATCTACAAATGTAAAACCTCC
TGAGAGTGAGTTAAGGCCAGCTAGTGAAAGAGAAGCAGTCATTTCTCCTGTACACAAGAA
TCTCCAGGTGACGGGAATGAAGAGCGTCTGAAGGGACGTTGGTGCATCACACATTCACTT
CACAGCACTACACGCAAAACAGTGCAAACAGGAGACCTTTGTCAAAAGCATTGAATGTAT
TGAATGTAAACACTTCCATCAATACCATTCCCCCAAAGGAGAAACCATGACAACACACTC



G
>CL6830Contig1
GCAGAGTCAGATTTCAATTTTAAGAGACAAGCCAACAATGTATTTAAATGTGCTGCTGCT
GTTGAAGAATTGAGAAAACTTTTAAGATAAGAAAATGGAAAAAAATAACAAAAAATATCT
NAAAAATAAAAAAGAATAAAAAAAAGAGGAGAAGTAAAAGAGCAACATTTCTAGCTACAT
CCTATCAGCAGTTTTCCTGTCAAAAGGTTGTACATACATTCCCCAACATGTTTTTTTTTA
CTGTANATGAACCTCCATCCCTGGACCAGAGCACGGACATGTTTGTGAAATGCTCCGGAT
CAAACAGTTGGAAAATGAGTATGAGTTTGTGGCCACTCCCCATTACNATNAAGTTTGGAT
TGTAAAACCACTAGCAATCAAGCCCCTGGCCTTATATTTTCTCAGCTGTAACTTGAACTG
TTGTCAAGGAAAACTGCTCAAATATATATTTTGTTGTATTGCTAGTGTAAAATAAAAATC
CATGGCAAACCATAAATATAAAGAAACCTTTTAATTGCAAAATTTTAACATTTCAGAGCC
TATTGTGTAGAAGTTGCACATATGCTATACAGTGTGTTTATGATTCCAACACTTCATTCA
TGGTTGTACGTTTGAACATAAAGGCTTTTAAAAGAGAGGAGTCAGCCAACAACAAGGAAT
CATCTTCACATTTTCCACTTGTGAACAGTGTTTTTTGCTTCATGAGTTTGGTTGATATTG
CTCATTGTAATGTTTGTATTACTTTGCCAAAGTGGCATTACTTTAGTAGAGTGGGATTAA
AACAAAACCCAATTAAGATCATTTTATGCATTGCACAGTTTTTTTGTGTAATCCTAATCC
AAACAGATATTTTTAAAAGTCATACGTAGTGTTGGGCGAGAGTTTTGAGGATAAAGTTTT
TATCATAACTGTTGTTCTTCCGCTCGGGTTTGGATATTTTATTTATTAAAAATCTTTCCC
AGAAATCAATGGGAAATGTGTGAATATTTTCCAGCACTGGTAAACATGCTGTACTGTAGC
TCATGTTTTCTATGTAAACATAAGGGGCTCATCACTTAAGACTGATGTAAAGTTCAACAC
TTGTTTAACAAATACAATAA
>CL6831Contig1
CTGATGTGCCCAGAGTAAAAATTGGCTTCCAAATTCTGTTGGAGCAGCTTAATTCTGGAC
TGAGATCCTGGAACCCGCAGGATCCCTTCTGAATCAATTCCTCTCTTCTCAAGAAATGAC
AACAACCTCTCTAGGAACAGTGGAATTGTGGTGTTTGGTTTCAATTTCTGATCATGCTCC
AGCAGCGCAGCCAACGGCACTCCAAAAAGTGAGTTATCAGGGATTTTTCTCTTTGCTGTT
TTGTGCCTTTTCACCTCCAGCTCCAAAAGGTCACACAGTGCTGTCAAATCAATGAGCGCC
AACTGACGCACCTTCTTCATGTCAACAGGAGAGAGATCGTGAATACGAGTCACACCTAGA
CGGCACTTAGGGCAAATCACCATAGGAAGCGTGCCATCATCTTTCCTGCGTTGGCTGTTC
TGGCTGTTATTCTGTGGCAGTTTGGCTTGCTTTAGAAAGATGACGGCCTGTTCACAGTAA
GCCACGTCTGTGATTAAGAATTCTTCTTTGGGAGCAGTGCGATGATGTTCTGGTGTCACT
GACATTGCCGTTTTTGTAACTGAAGCCATTATTCCTTTTTCCAGCTCTTCACTATTTTTA
GACTCAGGCAGAAGGTTCTGAGCTATAGGAGTCCTGAAGATCTCACGAACGTCCCGGGGT
GGCGGTTTGTCCTTTTTGCGGAGGGTGTAGGAATCCAGCCGACGCTTCACAGCCTCAACC
TGTGTCCTGGTCAAAGTGGACAGCAGCACCGCGTTATCTACATCCTCACTGTCGTCCTGG
ATGAGGGTCGATAATCCAGCATCAGCCAGCCACTGCTCCTCTTGTTCTCCCTCCTCTGAC
TGTCTAGAGTCTCTCCTGGTGCAGTCGAGGTCTGTGTCGCCACTCCCCTGTCGGATGGTC
TCGACTTCACTCCAGAAAGAGTCCAGGCACAGTTTGTCGAGATGCTGCTCCTGGTCCTGG
GAGGGCTGTATGCTCTGTGCTTGCTCAGAAGTCGTTTGGTCCTGCGGGCAGGCCCAGGGC
TCCACGCTCATCTCGGTGGGGCTGGGATCTTTTTAGGTCACCACACAGAACAGCATTAAT
GCTCCATAAGGGTTCAAATTTTCAAAAAACAAGCTAGGCTCTGACCAAAAAAAAACAAAC
CAACATGGATTTAGTTTGGCTGACCAGCCTCCAGGCCTGTTTTAAACCTACCTCCATTGT
TTTCTGTAGTGCAATGATTTCCCGCGCTTGCCCCGTAATGGGCTACGGTTGGGACTGAGC
CTAAAAAGAGTAAAATTGTTGCCTAGTAACGTCTTGGTGGACCCTAGTCTCCCTATCACC
ACCTCCTCTCTGGCTCCCATATCCAGTCTGCTGTGTGAATCCAACAGATGTGACTGCACA
CCATGTGAGCCAGGTGAAAATCTCTAGATTGTTCCTTGAGCTCTGAAAGCCT
>CL6832Contig1
AAAATGATGATATCTGTTCATGGAAAGAAATAAGACAGAAAAAATATAATGGAAGACTTT
AGGGGGGTGAGGAGGAGGAACTAGAAGAAACTGAAAAAGAAGATATTGTAGCTCAGGGTC
ACTTTCAGGTTTCAGCAGCTGAGTCAGCGTTAAACTTAAAGCAAAGGAGAAAACCTCCAC
CTCTGTTAATACGGCTGTGTGTCTGAGCTCACTGCCTTTTCTGAGACCAAAGTTTGCTTT
GCTGGAAGAATGAAAATTTTGTTTCCACAACAAATTTTGAGTTAAAATAAAGAAGAATGG
CTTACGCTGAGCTGCAGGGTGAAGAATTATTTGCAGTGATTTATAAATGTATCTGAAAAC
AGATTTTAGAAGCTTTAACTGCAATTCTGCCGCTCAGTCTTTGTCTCTGGAAGCATGTGA
GGAAGCTCAGAGATCATTTGTCTTCCAAACTGCATTTCGGCAGAGCCGAAGCCTCACCCC
CCACCCCTCCATTCTTTACAAACAAGCTCAAATTTTTTTTCATGATTCGTGAATTTTAGC
ACAGAACGGTGTAAAGTTACAGCAATGTTAACAGATGGAACCCAGTTGCTCGGTGATGAA
GCCCAAGCCGAAACAACCGGTTGCATCAAAACATGCAGGAAACATCAAAATGAAGCTGTG
TAAAGAGAAGATGCCTGTCCAGAACCCTGCATCGCTGCACGGAAGCAGCGCTCTCTTTCC
CGCCCCGTCACAGCACCAGTGGAATGAAATGTTTCTGTGAGTTGGAATCCTGCTTTTGCT
AGTGTGAAGGTCATGATGTTTACTTTTTGTCATCTTCTCTCCTCTGCGTGTGCATTCATT
TTGGTGTCAGCTTTGAACAGCAGTCACACCTTCTTCTATATAAATCTGTTTTTTTTATTC
TAAATTTCTCCACAAATTTGGGAGATTGGACAACTTTTTCTTTTTTGCTTGCATTTTTAA
TGTTATATTTAATGAAGATGCTCGACACATCATCAGCTTTCCTGTTTTATATTTTGTGAC



TTTCTGAAGAAGATTGTTTCTTTTATTTTGTTTATGAAGCTCAACGGTTTCATCTTATTG
TATCCGACACATGTATATGTTTTCAATCTGATTTTGTTCTTAACTTAAAAAGCCAACAGA
TGATTTGTGTTTGTACGTTTATGACCACCATGTTTGTAAAATTTACAAGAAGCTNGA
>CL6833Contig1
CGTCTTTACGAAAGCCACTTGACCGGAAATATGCAGTAAAAGAACAAAAGTACGGTCGAT
GTGAGTCGTTGAACCATCCGTTCACCCGTTTCCTTCATGTTCCGACCCTCCTAACTGTCA
ATAGGCGTGAGGTAGAAAGGCTTTAGTGGCTCCGTTTCCATGACAACAGGTTTCATAACA
GCGTCTCAGACCTGATCTTCTCCAGCAAGCCTCGGTACGGTTCGCTTGGAACGGAGCCCC
AGAAAAACCATCCTTGGTCTTCCTGGTACAGATTTCCACTAGTGAAGAATCAAAGGGGAG
ACTTAAGAAAGTGATCTGAGCATGCTCAGAGTGTCCCGGCCTGCTATGATTAAGACAAAA
TGCAGAAAAACAAACCAATATTTTCTACCACTTTATCGTTACATTTAGCAAAAAATGATA
TGGGACTATTTAGGTTCTTCAGGCACTGGGAAAAGGCTTTAAAGTTTAGAATAAAGGTGT
GCAGCAAAAAACCACCAGTAGAGGGCGCTGTTGATTAAAGTGAAAACGAGTTTAAAAACA
TTTGCTTAAAGGATTTGGATGTTTTAGGTTAGAAACAGCGACGGTGAACAAACTTTTCAG
TCAACTCATCTGCTTCCACAACATTTGGGCCTTTTTCTACGGTTTGTATGCAGGACGAAG
TTCTTAACATTTTACAAAACTTCACCATTTGAAGCTTCACCTTTTAAACTTCAGCGTACG
TCTAAAATCGCAGTGTTTCTATGTGAAATGTTAAAAAAAAATGTTGTCGTGGAAATTGTG
TCGTAGCTTTAAGCCGAATGTGAAACTCGGAAGATGATAGGATTTTAAAATTCGTTTCTA
ACCGTTTATTTGGTTTGTATGTGACGCAATAACAAGGACACATGGGGGGGCGGGGTCACT
GAGACTTTTGATCTCTTTTTTTNTTTTTTGCACGAGNNCNCGTTTCTATGGT
>CL6834Contig1
CAAACATTAATGCTGCTTCATTCAGACAAGTCAGAGGAGAGCGGGCAGCCGTTCGGTTGT
GTGGTTTCACAAACAGTTGTGTAAACCTCCTGCTCCACGTTTGTACAAACATGTATTTTT
CTGTGGGGAACATCAAGGTCGAGCCTGCAGTGACCTTTAGGGCCAGACAGGTCAAATCAC
CAACGCTCCTGCCCTGAGACCACTGAGCAGATCAGGACGTCTAGCAGAGCTGCACCTGAC
GGCAAAGTCCAAACCCCGCCAGCGTCAGCATCCGCCTAAAGCAGCCCAGGAAAGAGGTGC
TGCAGGAGGAGGACGGCTGCCACCACCAGCAGCCCGCAGAGGAAGAGGAGCAGCCAGACG
GGGAAATCTCTGCGGCGGGCAACAGCGTGCACCTGACAGCGACTGTCTACAGCCACGCTC
AGCATGACGGCTTCGTTGGTGCCCTTGATGCTCCTGCCCTTCAGGGTGTCGGGCAGGAAG
ACCAGATCCGTCACCACGATGCCGTGGGATTCCTGGACATAATACAGCCTCTGTAGGGAG
AAGGCGATGTAGATCGCCACAGATCCTGTCACCGTCCCAAGACCCAGAAACGTCCCGGAG
TCGCTGACGGTCAGACAGGAGAAGACCTCCACGCCGCAGGCAGACGTCAGCATGGGCAGG
AAGCTTTTGCTGTCCCACTTGGTGAGGTAACAGGCTGCAGGTTTCCGGCTTCGTTTGTGA
GGGATCTGGACTGTGTAAAGCCTCAGAGCATCCTTCTGGTCCTCCACCCTCCCAAACCTG
CAAGCCAAATATCTGTGA
>CL6835Contig1
GCGACGAANGAGAGGACGATGAAGACGCCGCCCTGCAGTCCGGCAGCGAGGCAACCAGCT
CAGAACCTCGGGACGACCACACGGACGCCTCATCAGTGGAGATAAACAGCAGCCGTCCTC
GCCGCGCCGCCACTCTGCGCAGGGCCGTCAGCACCGGAAACTCCGCCTTCAGCCAGGAGG
CTGCGACCGGCCCCAGAAGATCCACTCGCTCGCTGTCGTCTTACAACCAGAACAACACCA
AATACGAGCTGACCAAAGAAGAAGATGTGCAGGCTGAGGAGGAGGAGGCCCAGCTGGTGC
TGGACAGGAACCCTCTGGACTGGAGCGTGGACGAAGTCGTCCAGTTCATCAGCTCCACGG
ACTGTGCGTCGTTGGCAAACATCTTCAGAGAGCAGGACATCGACGGCCAGGCGCTGCTGC
TGCTGACCCTCCCCACCGTCCAGGAGTGCATGGACCTGAAGCTCGGCCCCGCCATCAAGC
TGTGTCACCAGATCGAGCGCGTCAAGGTCGCCTTTTACCGACAGTACGCCAACTGAGCGG
GGAACGGCCTCCTGGACCGCCTCAGCTGCCTCTAGCCTTGGATTTTCCCAAACCCAGGAA
GGTCGGAAATGTTTTACACGAAAAGCACAAACTGAATCCTCATGGAGACGCTTTCCGCGT
GAAGATCCGAACCCAAACGCACAGATTCTGCATCACGACAGCGGATCTGTGCGTTTTAGT
CTGAACCTCCCCAACGACAAACACGGGGAGTTTTACCTGCTGCCTTCGACTTGATTGGTC
CAGAAAAATATATTCAAAAACTATTTTACCAAATAAGGCCTAATATATTTGGAATATTTA
TTGGTATCCTTATTTAAAAGGAGTAATATATGTGTTTGGATGTGGGGGAAGAAATCCGTT
TTAACTCCTTTTTTCTCAGAAATCAAAGAGGAACATTTTACCTTTGTTGTTTCTAACACC
ACCCCCCCCTATAAAAAAAATCGGAGATATTTTGAGTCCATCTATGCAATCATGTTGCAG
ATATTTTTGATAATAAAAATCA
>CL6836Contig1
AAACTTTATTGCATAAACTAAAAGCTAATAACATACAGATATATTTAATGCTATATCTGC
ACAACACTCATGACAAGTCGCACAACAACAGCTACCATCCAGATCTGACGGCCAAGATGG
TGAAAAGGCATCTTACAAAAACTGCCTATTAGAATAAGTAGTTAAAAGAAAAAAGGCAAA
CTTACAAGTATAAACTGTTTCAGGAAGAGAAAGTAAAAGCTTATGAGTGGGTTTTGGTCT
AGAGTTAAGGAACACATGTTGGAAGATCTATCAAACACGTGAAGTTAAAGTGCTTTCCAA
TCAATGGGAGACTTTCCAGATTTCTTTAGCAGCTCATTGGCCTTTGAAAAGTGTTTGCAA
CCAAAAAATCCTCGATGTGCTGACAGGGGAGAAGGATGCACCGCCTGCAGCACCGTGGTG
ATGTTTCCTATTGATGGCAGATCCTTTCTTCTGAGCATATGATCCCCAGAGGAGGAAGAC
TAGGCCTTGTAGGTTGTTGCTGAGCCACTGAACCACAGCATCAGTAAAGACCTCCCAACC



TTTGTCTTTGTGGGAGTTTTGCCTGGTGTGCTCGAACGGTCAGCACAGCGTTCAGCAAGA
GCACACCCTGTTGAGCCCATCCAGTGAGATCTCCATGACCAGGATGCTTAAAGCCTTCAA
TATCAGAAACCAGTTCTTTGTACATGTTCTCCAAGCTGGGTGGAGGAGAAATGGGTCGTT
TCACGCTGAAACACAATCCATGCGCTTGACCTGGACCGTGATACGGATCCTGTCCCAGAA
TCACCACCTTGACGTCTCTGATGTCACACATCTGGGTCCAGGTGAAGATCTGTTCGGCAG
GTGGGTACACAGTACCGCGCTTCCTCTCGTCAGAAACAAACTTTGTCAGATCTTTAAAAT
ATGGTTTGGAAAACTCAGACCAGAGTTCCCTGCGCCAGCTCTCGCTGAACCCCTGCGGAG
TCAGCCCGGAAGCGAGCTTCTCCAGCGCGGCTTTCTTGTTGCGGGCAATCTTGTCCAGTT
GCTCCGGAGACAGAGGAGAACTTTGCGGTTCTGGGTCCACTGCAGCGATCTTCGGTTTCT
TCGGCTCAATATCATCCTCCGTTGTTTTATTCGTCTCCTGAGACAACCTCTTTTTTGAAA
CCGGCGAGAAAAAGGAGTTAATAGTTTTCTGTCCAATCATTTTTCCAAAATACTGGAGAA
ATAAACTGTCCTATACTGTCTGGAAGGGCTAACTCTATCCGGCTAATTCATTCACAGCAG
ATAAATTGCAGTACTCCAGGTAAAACGACCTCGCGGACTATAGTTAAGACTTTTCGCCCC
CGGCCATA
>CL6837Contig1
GAACTAGTCTCGAGTTTTTTTTTTTTTTTTTTTTTAACTTTGAAAGTATTCCTATGTTTA
TTTACAAAAATAGCATCACAGATTGTAAACATAAAACAAATAATAAATCCCAAATATCAA
TAATTTGTTCACATTGATTCAGTTTGATGGAAAGTAATCAACGCTAAAGATTAGAATAGA
TTTCATTTTTCATTCCAATTTACTACTTTAGTTTTCCAAATGTTTCTCTTTCCTGCCTCA
TATTTCTGGACGATAAAAGGAGGTGCGGGTAAAACCCCGTTGGCGGTGTAGACGGGACAG
GCTTTCACGCCACAGGGCCAGTCCTTCCAAGCATAACGAAGGGCCGCCACCTCAGACGGC
TGACATGACGAGGCGTTTAACCGCACGGCGGACGCACTCCAGGCAACGACAGCAGCCGGA
ACCCAGCGGGACGAGGAACCGCACGGAGCCGTGACCACAGAACAGCAGACCTCAAAGACA
TCTTTGGAAGGTCTCACAGAGACTAACTGGTCATAGTTTATCTCAACAAATGTTTCAGAG
GCCCATATCAGTTGAGGAAAAGGTCCACGAAAGAGCAGGTCTGGTTCTCCATAGGCCACC
GCTCTGGCACCCAGAGTCAGCCTGTAGGCCACATCCTGTTTGTCCCTGGGATGGATCGTG
CCGTACGGCGACGCCTCATCTGGCAAATCAAGAGTCACAGCCATGAAGGTTTTCTTCATC
CTGTAGTTCGGAACGAAGCCCACGTCTGCGGTTTGGTGCCAGCGGATGTCAGGAAAGCCG
TCGTCTGTGGCGCCTTTGTTGTTTGTGCACAGTTGAACAAACCCAAAGGGGAAGTCATCC
GTTTCAGTTTAGCACGTGCGACTATGTACGTAAAATACTCTGTATCTGAATTTGTAATAT
CACTGCATTAAACTGCTCGACATGTCAAAACATCTGGGAAGGTTTGGCACGTGTCTCCTG
ATCACAAATGAAGCCGCACGCAATCACTTCCGGTTCAAGTACTTTCAAAATAATGCCC
>CL6838Contig1
GATGTCTCTGTGGATGAAGCCCAGCGTATGAATAGAGTCGATGGCCAGCACCGTCTCTGC
AATGTAGAACTGAGTGGCCTCTTCTGTTAGAGTGTCCTTCTTCATCAGCAGGGTCATCAT
GTCCCCTCCAGGAAGAAACTCCATGATGAGGTACAGGTTCATCTTGTCCTGGAAGCTGTA
GAACATCTTGACCACCCACAGGCTGTCTGCCTCCACCAAGATGTCCCTCTCAGCACGAAT
GTGACCGACCTGCTCCTTCTCCAGCATGTCAGCTTTGCGAAGGATTTTCATGGCGTAGAC
ATGGCCCGTGTCTTTCTTCTGTACCAGGCGGACCTCTCCAAATGCTCCTCGGCCAATCAC
CTTCAGGGACTCAAAGTCTTCCAGACCCAGTCGAGTTCGCTTCAGACGCAGAAAGTCGGT
CTCTTTCCTGGCATGTTCGGAGCGACGGATACGTTTCTCCTCGTCAGCCAGGCCCTCCTG
GTCCATCACCTTCTCCAGCTTCTGCTGCCTCATCTCCCTCTCCTCGTGCTGAGCGATGAG
GTTACTGTAGAAGTTCTCCAGGGTCACCTTGGCCATGGTGACCCGCTCCTTGGTGTGGTT
GCTCATGGAGGAAAACGAGCTCTGTCCGGTCATTGCCATGCTTTATCTTGATCGAAGGTG
CGGTTGGGCCTCG
>CL6839Contig1
TATGGCCGGGGAATGCCTTGCTTTTTTTTCTTGTTCTCGTTTCTGTCTCTCGCGAGTTTA
TCTCTTTTTACCACCGCCGTTGATCGACTGCTCAACATGGCTTCTGACGGACCGCCGGGC
ACGGACCCGAATGATTTAGGTAGTGTAATCGCAGCATTAAACACATGGAGCGTCCCAGAG
CTTCAGGGGAAGCTGGTGGAGCTAGGAGCTCCAACAATGGGCTCTAGAGAGGAACTCATT
GACAGACTGAAGGGCTACATGATGCAGGTGCCGAGCATTCCTCCCATGCCCCCGATGCCC
ATGCCACCTATGCCCCCAGGGATGGGAATGATCCCAGCAATGAACATGATACCCCCTGGA
GCTCCTCCCTCTGGCATGCACATGACAATGGATCATCCAAACATGCCACCTCCTGGTCTC
ACACAGGACGATCAGCTTAAAATGGTTCAGCAGAGAGCTGCCATTGTGTTACAACAGGAA
GAAAGGGCCAAGCATCAGGGGGACGAAAATGAACTTCTGGAGCAGCAGCAACGGGCTGCC
GTGCTGCTGGAACAAGAACGACATCATGAAATGGCAAAGATGCAGCCAGCTGTCTCTGCA
GTAAGAGTTTCAGTTTTGGATCCTCACGGGCCTTTACCTCCTGGTGTCACCTTGTTGCCA
TCTCATAAACAAAAGGTGCCACCCCCTCCAGGAGAAGATAACAGAGACATCTGGCAGAAT
GAAGAGATTAGTGTTGGCGGGCCCAAGATCCCACAGGCTCTGGAGAAGATCCTTCAGCTG
AAGGAGATCAGGCAGGAGCAGCTTGTCGATCCAGCAGATGATGTTGAAGATATGGATGCA
ACAAATTCTTCTGCAGCAGTAATGTCTGAAGACGACGAAGATGGCCA
>CL6840Contig1
TTTTTTTTTTATTTAACAAAACATTTATTTATTTTTGTATTTTTAATATAAACAACTAAT
CCAGCTGCATCACACCTGGTAGAGCTGCATCTGTCCTTGTTTTGGGTTTGGGAGCGTTTG



GGTTCTGCTGTTTGTAGAAAGTTTTCAGAATCTCCACAGCTTCATCTGCTCTGTGGCCTG
AAATACACTTAAATGTGGTCCCAGTCTGCAGCAGGTCGGCAGAGGAAATGTCCAGAACAG
AGCCACAGCCTCCAAACCGCTCATTCCAGCAGCCATACACGACCAAAGCCATGTTGAGCA
GGCGCAGGGCTGCAGCACACATGATGCATGGTTCCACCGTGACGTACAGGACTGTGTGCT
CACACACGCTTCTCAAATCCAGGTTGCTATTGCGACACCAGTCCAGAAGCTCATCCAGAG
CGACCAACTCAGCGTGACGAGTGGCATTCTTAGTCTTGTTAACTTCATTCCTTCCTTTCC
CAATTGCTTGATCTTTGTAGACCATCAGACATCCGACAGCCACTTCTCCATTCTGCAGAG
CTTCTCTGGCCATTTCAAACGCGCGAGACATCCATCTCTCGATCTCCTGATCGTTCGGAC
CGAACTTCTCCATCGAGCCGAACTTCTCCATCGAGCCGAACTTCTCCATCGAGCCGAACT
TCTCCATCGAGCCGTGCTGTTTCGGGTTGTTTTCCACTTTTTTGTCACACTATGG
>CL6841Contig1
TAACCCGGGCCTTATGGCCGGGGAATTTTTTCTGGGGAGGAGTGTGGAAGCTGCGGAGGC
GCGAGTGGATGAAGAAACATGTCTTCGGACGATTCCCTGAGAAAGAATATCGGCCGCATC
TTGACTCCAACCTTTGACGACATATCCTCGCTGTGTGGTGGAGCCTTCGCTAAATATGAG
GAGGAGCTGAAACGCCAACGCGCCCTGATGGACATCGCCCTAAAACCACAAGAAAACCAA
CCCAAAATACTTCTGCCTCAGTATCATCTGACGGAGCAGGACAGGAACCCCAATGTGACG
CTGGCCAAAGCAGAACCTCCAGAGCCAAAGTGAACTCGCAGGACGTCCACATCAACCTGC
TGTGCAAACCTCAGAATCGGTTTTTATGATTCAGGCAGCTGAATGTCACTTCATCCCTTC
TATGGTCAAATGTTGTTGTTTTTAAATTATTTTGTTGGTAATTTAACACATTTCTGACTG
AATCTTGTTGTGTTCTTTGCAAAAGCTACAATAAAAAAGGAAACCCANNNNNNNNNAAAA
AAAAAAAAAAAAAAAACAT
>CL6842Contig1
GGACCAAAAGCACCACCGCGATCAGGATGGCTATGAAGGGCTTCAGAGGCTCCCAGAAGG
TGATCACCTTCAGCTTTATGGGGTTCATTGTGGAACCGACGGGCGTACACGGCGGCGCAG
TAGTAAAAGCCGGCATCGGCGAAGGTCAGGTTGATCAACTTGAGTCTGCTGGTCAGGTTT
TGGCTGCGGATCTCGAAGCGCTCCCGGGTGAGCAGAAATTCGCTCCTTGTGGGTTTCATT
CCCCTTAAACCAGAGCCAGGTGAGGGATTCGTTCTCGCTACCTTCCATCTTGCATGGCAG
CACCACGAAATCGTGCACGTAGCTGACCACGGGCTTATCTCGTTTCTCGCGGAAGCGTGG
TGTGGCCAAAACAAAGTCTGCTCGGACTTTATTCTCAAACACACACGAGTACGTTCCCAT
CTTTTCCTCACTGGTGATATTGAACAGTCGTTGGATGCCGTACTGTTCCTTTTCGAGCGC
CACCGTCAGACGGCTGTCGGGAATTTCCTGTCCGTCTCGGCTCCAGAAAGCGGTCATGTT
TGGAAGTTTGTTTTGATCGGCAGTCAGGGAACACTCCAGGAATAATCTGACCAGCTGCCG
CAGCTCAATGTTTTCAGTGACATTCTCACTTTTAAGAACAACTTCCCTCTTTAGGTCTGC
CAGAGGAGGGACTGATGCCGGAGGCGTCTGGGTTGGATTCCAGTGTCTTTGTGTCGGTGC
GTNCCGCAGGAGGCGATGAGGAGGAGCGTCGGGAGCAGGAGCAGCTTCCAGGAGGCCGAC
ATGGTCTTCATCCTGCGTCCTC
>CL6843Contig1
TTTACAGAAACGCATGTACTTCCATTTACGGAACAGGCAGTCAGGGCTGATGATGTCCAT
CACTGGGGATTTTGATGACGTCAAAATGCTGCGAATACAAGAAACGGAGGAAACGGGCGG
CTTTGAGCAGATTTGGTTGTACCAGAATGGGCATCTGTACTGCAAGCTGTTTGAGGAGTA
CTGCCTAAGCCCGAGTGGAAGTGTCACGATCCCCGGGTGCAGAGTGGGTGTCTCGCCAAA
GTTTGATGATCAAATTCACCAGTGGAATATCACTCCTGAGGGTTTCGTTCGCTATACCCT
CACCCCTGACCTCGTCCTGGAAGTCAAAGGTGGTCATCAGTATGATAAAAAGCATGTGAT
TTTGAACACCATGGATCCACACAAACTACAACAGAGGTGGGACGTGGAAATTCTATAAGA
GAAACGGAGTTTTTACCACAAACAACCTCTGCAAGAACAAACACTCCTACAAGAGACAGA
TTAGGCCCTAAAGAGGTCAACCTTAAGGACTCTTTAATCACCTACAGATGATTTAGAGGC
CCATGAAGTTGTAAGATATGACAATAGAGTTGTAAAATGTTAAGATTGTTTGGTTTTTAT
TGAAAAAAAATGTCATTTCTGTTTGCAAACAGTGTTAGAAAATATTATATCTTTGTATTT
CCTCATATTCTAGCCACATGCAGAACAAAGAAACACTCGATTGTTTAATTTTTGTTTACT
CAGAATCTTTTGTGTTCTTTGGATATAAATATTTTTGACAATAAATTTCTCAACATGTAC
AANNNANAAAAAAANNAN
>CL6844Contig1
GTCTTATCTAAATCAGGTTCATTCATGCTAACAGGTTGTGTTTGCCATGGAGATGATGGG
GGGAAAAGCAGTTATTCTCACCCAAACACCATGACCCCAGGAGAAAAGAAGCTCAACGGA
GAAATGAACCCCTGTAGACAGATACTAAAAGTGAAGGCCGAGCTGTGTGTGGATCTAACA
TGGAGTCCGGCTCTGAAACACTCCAGAACCGTCTGTGGTTCTCAGAAATATCATGTGACT
GAATTGCCTCATGCCGTTGTTGCTTCTGACAAAGGTTCTGTTGCAAATCGACAGTTCTGA
TGGTCCCTGCTGTCGCCATCTGTGCCGTTTGAAAATGGAACCTGGAGCCCTCGGATCACA
GCCCGCTTTCAAAAGACTAAATGTTTGCCGTTTGTAGGTGAAAACTCGTCAGACATCTGC
TGTAACTAGGAATGGAAGTCCATGTGAACGACGGTAAAATAGTTTGATAAACTGTCAACG
TTTTTTTTTTCATTTAAAGCTAGACTCCAACATCTGAATTTGTCAAAGATGGACTTGTAT
AGAAGTGACTGAAATGCTGACTGTGGTGCTTCGGCAAACTAGTTTTATGTACAGCTTTTG
CAAAACTGTTCATCAACCAACTGGAGTCCACAAAGACTTTAAAAAATGCAATACTGAATA
AATTTTTATACAAATAAAACCTCGTGCCGAATTCGGCACGAGGCAGGTGAAGCGCTCTTC



TGTTTGCAGGAGGAAACAGCGCTGATGCAAAAACAACCAGTGTGTTACAGAAACGGTCCT
CCAGCAGAGAGGCCTTCAACTGTTTTATATCATTGTCTCCTAAAATTCAAGTTTTCTTCC
TCATTA
>CL6845Contig1
GAGGGAAGACTACATGGAGCTTGCTGCCCCCTGAATAAGGGTTTTCGAACCTTTTTTAGA
ACTCCCTGCACAGAGGAGCCCAGAATTCCCCTCAGCAAGGGAGAAACCATCCTAGCAACT
CGTGGAACCAAGTGGTGGATGTATGGAGATAAAATTGTTAGTGAGGAAGAAATGAGAGCT
GGAGTACGCGTCCGAGGTTGGTTTCCAAGGCGATGCGTGGAGAAGTGCCACTACGACACA
GCTGCCAATGAAAGCACCAGCGATAAGAAAGTAAATTAGTGCATGTGGATAGCTTTTCCT
TTGACTGATAGGAGGTTTAATTAAACACAAGATGTCTGTCTATGTTCATAAATTTAAGTT
TTAGTGACGATGTGCCGGATGCTGCAGTCTTATAATCTGTAATGTCATAATTTGATTAAA
TAATCCCATGCATTATAGTTCTAACTTAATTTTTTAGACTGGGTGAAAGGCTTATTTAGT
ATTTATCTGTCAAATATCTTAAAGGGACTGAGGGTTCTAGTTGGGTTCATCTTGCAGGAT
AAAATGCCTTAATTATCAACAATAGCCAACAAGCTTCAATGTACCTTCATAATTATCTGT
GACTTTTTACTCCAATCTGTTCTACTTTTGTTGCTCTGTGTTTTTTCTTTTTTACTCATG
TAATGCCGCTGCTCGGCTAACCCCAGGGCTTCATCATGCAACTCTCTGTACCGTATGGAG
ATAACACTCTTTGTTTATATTATTTTTGTAGGCACAAGCTGTTGGCCTCAACTTATAAAT
GAAAATAAAAAAA
>CL6846Contig1
CCTTTATTAGAAAGCATGAAAACGTTGAAAATTTACAGAGCTGGAATTAAAAGAAAACAT
GCAACCAATTCCACAAACCAGACACAAGTTAACAAGTTATGGCAAACAGAAGGAAAAGGA
TAAAAAAANTGTCTTAGTTTAACTTAAAATTTGATGAATCCTGTTTTGGTCAGTGGAAGG
TGTAGAGCAGAAGGATTATGGTGCAGATCCCAATTACCCCACCTAGAATTAAAGAGTCCC
GCCTCTTGCGCAAATTGATTTTATGGATGAGACTGTTGATGGCGGGGAAACGATTGGCCA
AAGTTGTGACCCTTGTCTGAATGGACTTCAACATCCCACGCTGAAATGTGATGTTCTCTT
TGGTAGCCATGGCGATACTTATTGCATTATCAATAAGACTATCTGAGTTTCTGAGATGTT
CATGTTCCTTCAGGAAGAGCTCTGTTCTTCTGTTGTTCACTCCTGTGCTGCTCTTGTAGG
ACTCAATGTCCCTGTGGACTGAGCCTAGAAGGTCTTCACGCTCTCGCAGGGTACAGAAGT
TGTTTTTGGTTTTGTAGAACTCGTGAGAGTAGTCCTTCAATATGTCCCTGTGTCTCTGTA
GAGTGTGCATTAGTGCTGCATTATGCGATGAGGCTCCAGGACTATTTATATATTCTGCCA
TTTTGTCATTAACCGCTGTCAGTTTAGTCAAAAGGTGCTCCAGTTCTGTAGTCATCGCCA
CAAGAACATTGTCTTGAGATTGACTAAAGGAGTTGGACCTTGACCGTTGGTCATGGTTAC
TGTAGCTGGTGCACAACTTGCTGAAGGAGACCAGCTTGAGATCCAGCTCATTCTCTAGCT
GTCTCGCCTGCTTCCGTAAATCTTCCCAGGAGTAATTGCAGGTTGCCATGTTTGTTGTTA
TACAGTCATTGGTTGTTAACATGTCATTCTCT
>CL6847Contig1
GGGGCTCGGGACGGAGGCTGAGGGAACAACGAATGGAACATGAAGAGAAGAAGAGGGACA
CGGCGGGAGGTCCAGGAGCGGCGATGGCGTTTGTGGTCCTGCAGGGATCTTCTGACTGGA
AGATGGGGCGGAGGCAGCCAGCCTCTGGGCCACGGACCCATTTCTGGACCGGATCCGCCT
GGAACATGGTCAGAACTGCACGGCCTCCCGGACTCCATGATGAGGAACTTTGTGGGATTC
TGGAGACCCGGAGTGTTTCCATCCCTGTAGCTGCTATGTTGTGTTTCTCTGGTAGTTTGG
TGAAGCCATCTGTTCTCCACACGCCACGATATCCATGTTTGTTTACCATCATGAAGCCGT
CCGGATTTGTTGTCTTTATTTTGGCGGGACTTTGGACGCAGCAGCGTGTTTCTCAGAGGG
CGCTTTCCTGTGGACGGACCGCCGTCGGTGCGTCGCTGCGGGACTGCTTCTGGTTCTGGA
CGCCGGTGTCAGTCTGACCCGGGACGGGCTGTGTCGTCCGTTCCTCGGTGACTCTTCTGT
GCGTTCTGATTGTACTTTGATGCATAGTGACCGTATTTAAAGGCAGTGACATGCATGCAG
GATGCCAGCGAGAGCTTTGTGTGTCTGGGATCCACAGAAGCAGAGGAAACAGGTGAGTTT
CCAAACAGCGCCGCCTGCTGGCCGTGCAGCCGACTGTTTCATTTTCCTTCAGTTGTGTTG
GACCGGCGAGCCAAACTTTGGCCCAGGAGTCGAACTATTGAATCTAACCCGACCAACTGG
AATCCATTGATAACC
>CL6848Contig1
CGGCACGAGGCCAACGCGGGGGGCGGAGCCGAGGAGAAGTACCGCACCAGCAGTCGGGAG
CTGCAGATCCTGGATCGTTTCCAGACCAGAACCTCCGGCAGAAGAGGCGTCCCGTTACAC
TCTGTGTCCTTCTGGCATCGGCTGATGGGCGCTGAAGGCGGTCTGGAGCAGAGCATCAAG
AGTCCGTACACGTCCCGCGTGCTGAAGCCGTACATCAGGAGGGACTATGAGAGCCGCCCT
CTGAAGCTGCGGTTGTTGGCTGAAATCAGAGCGTACCCCCACAGGAAGGACCCGGCCTGG
GTCCCTGAAGCCGACGCCCCCATCGACTACTGCTACGTCCGTCCCAACCACATCCCCTCC
GTCAACGCCATGTGTCACCACGGCTTCTGGCCAGGAGTGGACCTGTCCGAGTGCCTGCAG
TACCCGGACTTCAGCGTGGTGGTCCTCTACAAGAAGGTGGTGGTGGGCTTTGGGTTCATG
GTTCCGGACGTCAAGTACAATGAGGCCTACATCTCCTTCCTGCTGGTGCATCCTGAGTGG
AGGAGGGCCGGCATCGGGACCTTCATGATCTACCACCTCATCCAGACGTGCATGGGGAAG
GACGTGACGCTGCACGTGTCGGCCAGTAACCCCGCCATGCTGCTTTACCAGAAGTTCGGC
TTCAAGGCCGAGGAGTACATCCTGGACTTCTACGACAAGTTCTACCCCGTGGACAGCGCC
GAGTGCCGCCACGCCTTCTTCCTGCGCCTGCGGCGCTGACGCCCGGCTGCTGATCCAGTT



TGGTCCGTCACCTCCGACTTCCACGTGATCCTGTTTTCCAGATCCAAAAA
>CL6849Contig1
AAAAAGCAGCAGTGTGGCAAGAACATTGATTTTCAAAAACAGGAGCATTTTTCACTTCAG
GACAGGGACGTTTGTTTCTTTTAACAGTTTTAAGTAAAAGTAGGAGATCAATGTGACAAA
AAAATGTTTTCACACAAGACGTATTGGTTCATCGAGTGTAATCAGGTTTCATGTTAGACA
TTTAGCTGCCACAAAGTTCACTGGAATGTGACAGAAAATAAATAACATTGGAAAAAAATG
ACATAAAAAAAAACATATCGTCTCTCCCCACAAAAATAAAATCCCAGAGGAAAACCAACA
AAATAACAGCAAAAAACAGGATAATGTTAGCATTTTTTTCTAAGCACTTGTCTACAACAT
TTCTGAAGCAAACTGACGGGATGTGGTTGGGTCTCGATGCCTGGAAAGATCAGAGACACA
AAGAGGGCAAAGAAAGAGTCAAGCAAGGTTTCACCACAGCCCAAACAAATGCTGCCTTTC
TTATCTCCATGGCAACACGAGGTCTGATCTGGCCTTTAGGTCTCTCAAGTGCAATGATTA
TTGATGATATGCACCACTTTCTCTTTTCGAAAGGTTTAGTAAGAACAGTTCAGTGAATCC
TTTCAGTTGCAGTTTTTTTTTTCATTTTGGGTTTTCTTTTTTCTATTCTTGCNCCAGTTT
CT
>CL6850Contig1
CTCAGAGTTTTCTGGAGAAAGTCCAGAAGGAGGCGCAGAGAAACCAGATGGACCACACAG
ATGAGGGAGGGGCAACAGCGGCCAAACCTCCACCTGTAAACGAAGGCGGGGAGTCCAGAA
GCACTGAGATGAGGGGAGCCAGGAGAGAAAAGGAGGAGGGTGCTGAAAAAGACGGTTCCA
GTTCAGGATCCAGTTCAGAAGAATCCACATTAAAGCACGAGCAGCCCAGATTCCCCATCA
GCCTCAGCACCAAGGCAGCAGAGAGGGACATGGAGGAAGAGGAGGCGGAGCCTCCCCGAC
GACAGCTGGGGGATCTCCAGACACCACACTTTCTGCAGTCAGATGCTCCTGAAGATCTCA
AAGAGAAGGTGAAGAAACCGAAGAAGAGGAGTAAGCGCAGGAAGTGGCAGCAGATCCCAG
CAGAGGTGGAAGCAGACTCAGAACTGGCCAAGTACTGGGCCCAGCGGTACCGCCTGTTTT
CCCGCTTTGATGAAGGCATCAGGCTGGACCGAGAGGGCTGGTTCTCTGTGACTCCAGAGA
GGATTGCTGCGCACATCGCCCCTCCGGGTGAAAGCACAGCTTCCCCACCTCAGAGCTGGT
CATTGACGCCTTCTGTGGCGTGGGAGGAAACACCATCCAGTTCGCTCTCACTGGCAAAAG
AGTCCTGGCGGTCGAAATCGACGTGGTGAAGCTGGACTTGGCTCGACACAACGCAGAGGT
TTACGGCGTGGCACAGCGGATCGACTTCCTGCAGGGGGACTTCCTTCAGCTGGCCCCTCG
TCTCCGTGGTGACGTGGTCTTTCTGTCTCCACCATGGGGCGGTCCAAACTACCTTACAGC
GGAGGTTTTTGACATTCGCACCATGATGGAGCCTGATGGATTTGAAATTTTCAGCCGGGC
CAAGCAGATCTCAGATAACATCGTGTACTTCCTGCCTCGGAACGCCAACATGGACCAGGT
GGTCTCTCTGGCAGGTCCAGGAGGGATGGTCGAGGTGGAGCAGAACTTCCTGAACAACAA
GCTGAAGACTGTCACTGCTTACTTTGGCAACTTAATTAAATTAGACAGTGGGGATCCTAA
ATGAATGATTCATTGTCATCGTTCTCCACTAGATCAGTATGGACGGCTGATCTTTATTCG
TTATGATCCCAAAAACACGTTTCTGATTACTGAAGAGTCGATGTTGTGTGCACCTTTTTA
TATACTTGTATTTTTATACTGTTTTTCTGGACCCAATAAATAA
>CL6851Contig1
TTCCTTCCATATCCAGCTGCTTGACTATTTCTTCCGCCTCCAGCGCTTGATCAGGGGAGT
CGGAGCCTGAGGAGGCATTTTTAGCTGGGGAAAAGAAGTTGAAAACAGGGGAAAAGATGG
TGCCAAGCAGGGTTGTTCTTGGGGGGCTGGCAGCCACTTCAACAGCAGATGCTTCCTCCA
AACTACCATTGGGCTTCTTACTCCTGTCGTGGTTGGTTGCATATCCATTGACAGAGCCTT
TCTTTCCTACTCTGCTGACTGTCCTCCGGGGCGTGTTGGTGATCGAAGGGGAGGATGTGA
TGAGGTTGTTGTCCACATCACAGTGGAAGCGAGTTTTCTTGGCTGGGCATTCCTGCTGTA
TCTTGACAGTATTTCCTCTTATAAACTTCTTGATGGTGGAAAACAATCCACTTCGTTTTG
TGGTAGGTGGGTCATCTTCAACCTCTGAATGCCTCCTCTTGGTTCGGGACGAGCGGCTTG
CCAGAGTTGGGCTCGGCTGCTGAGACGCCTTACGCATTCTCAGCTTCATCGTTTCAGCAG
TCACATGAAAGGTTGAATGTGACCCGCGGCATGTAGTACAGATAACGATTCAAGGCAGAT
AAACCATCGCAACACAGGCACTAGTTGTTTTTTTCCTTTTTGCAATTAGCTTGTAGTTTG
TCCGCGTATCTACCGCTCAAGCACCGTCTTCGGATGACACACCGCTGTTACCAGGCGCCA
TTTCCCGCCTCTGCTCAGTCTCTCCGAAGCAGATAC
>CL6852Contig1
ATTTTCTTTATAAATATCTTGTACATTTTAGGGCATTAGTCAATTCAACATCACATTTGG
AACAGAACTCTTTAAGCCATCAGTTCATCTCTTCCAGCAGCTGAACAGTCTCCCTCAAGT
CCTCCACAACGGCATCCACCTCTGCTTTGGTGGTTCCTCTGCCCACGCTTACCCTCAGCG
CGTTCGCCGCCACCTCTGTGGGAACGCCACAGCTCAGGAGGATGTGGGAAGGCCTGTTTC
CACTTGCTGAGTGGCAGGCGGCACCAACGCTGGCCAGAAGTCTCCTGCAGGTGGACAGCA
CCCTCCAGCCTTGTAACGTTGGGCCCAAGATGGACATGTTAATGGTGTTGGGCAGGATGT
CAGAGCCAGGAAACCGGTTGTTGAAGCGAATCTTGTCTCTGAAGACGCTCTCCATTTGTT
CCTCCAAGTAAAGTTTTATACTTTGCATATGACTGGAGTATTCTGACAGATTCAGAGTCA
CAAGTTCAGAAGCCTTCCCCAGACCAGCAATCATCGGTGTGTTTTCAGTTCCTGGCCGGA
AGTTTCTTTCTTGTCCTCCTCCAAACAGCATTGGGTATAGTGGCGTTCTTGATCCAGGAC
CGTTCACAAACAAAGCTCCTATTCTGGGGGCATAAAACTTATGTCCTACTATAGTGAGAT
AATCCACGCCCAGTTCCTGGACATCCACTGGGATTTTGCCCAGGGCCTGGGCAGCATCCG
TGTGCC



>CL6853Contig1
TTCGGCACGAGGGTCTGCTGTTGTTGCAGCGCTGCACTTGTCTGAACCCACGGAGAACAA
TGTCGCATGGCAGAGATTCCTCCCAACAGGACCCATTGCGATGTTACCACTGTCAGACAC
TCACAGCTCTCTGGTGTGGTCGACTAGCCATCGGCTCGCCGAGGAGCTGCTGGAGCTGGA
TGAGGAGAGCTTTGTTGATGCAATTAACTCCGCCTTCTGGAGTAGCGAGAACCATTCAGA
GCTCATTGAGACAGCTGGCTCTCTTTTCCGGGGTGCTCTGTCAGCTATCATGCCGTCTGC
AGGTTCACCTCGACAGCTTCCACCGAGCGTGGCGGGGATCGGCCCAAAGAGCCGAGTCAT
GTTTCCGCTGGGTATGGGCCACGCATCGGAGTACGTCAGGCACAGAGTGGTTCTGATTGG
GGATGCAGCCCATCGGGTTCATCCTCTTGCAGGTCAAGGAGCCAACCTGGGTTTCGGGGA
TGTGGCTTGCCTTACGCAGCTTTTGAGCCAGGCGGCCTTTAACGGGAAGGACCTGGGAGC
AATACAGCACTTACTAGAATATGAAACTGAACGTCAGCGACACAATCTGCCCATGATGGC
CGCCATCGACCTCATGAAGCGCCTTTACTCCACCGATGTCGCTCCTGCGGTTCTCCTTCG
CACCTTCGGTCTGCAGGCCACCAACATGCTCCCGACTCTAAAAGAGCAGATCATGGCATT
TGCAAGCAAGTAATGCATCTACGGGGAAAGTGCTGGATTTACAGACTCTGAGCTTCAAAA
GCTGTAAAGACCGTCTGTGTAAGAAAGAA
>CL6854Contig1
GTTCTGTCCAGCTCTTCTACTCAGATCCAGGCTTTACCCACATTCCAGCAATTTGCTAAT
CCAGAGCTTCTCAACACCTCTGCAGTGCAGCCATGGCCACCACAGAAATCATGTTTCCAG
ACCAAAGCGATTTTGAATATGACTATGAAACCTTGCGGACAACAGGGGTGACCCTTGCAG
TTGTTTTGTTTGTCGCGGGCATTTTTATAGCTTTGAGTAAAAAAATTGCAAGATGTGTAA
AACCTTCCTCCAAATCCAATTCCAATGGTACCCAAATTCCAAAAACAGAAGTTCCCCCTC
CAGCTGTATGAAAATCACAACGCAAGCTTAAAGGAAGAAAGATGCATTCACAGGGTCTAC
ACCACCAACTATGCACCAGCTGCTCTGTGGCAATTCTTTCACAGGCTAATATTGGTCGGC
CGCCTGGATTATTTATCCCCAGAAACTTTTATCTTATCATAACCTCAGTATACTGAAAAA
AGAACTGCTCATCCACATGTGGAGAAAATGCATGAAAAACATATGCAGGCATGATTTCTA
TTCAACTTGTGCTATCGTAACAGCATGTTTTAGTGAAAGATCACAAATGTATGAAGCTTT
TTTATTTATCATTTTATTGTGTTCTCATAGCCATGATTTTTCTGTAAAATGAACAGAATA
AGAGTACAATAAATAAATCAAATGTTGATATAAAAACCCATTAAAAAGACAAAACAGTGT
AATGCATTTAAGGTTCCTTTGTCTTGTAAAAATTAAAGAAAAAAAGCACACACAAAAAAT
AATTGCATTTTTGCTTCAATAGAAGGATAACATAGAAAAGCCCTGAAATATTGTGTGAAG
ATTTAAATAGTTACTTCAAATTAAGATTAAGAAACAATGATTGCTTACATCATTTCTCCA
ACTATCATTTCGCCTGGAATCTAGATATAATATAATATAGATATATAATATAGATCATTT
AAAGAAAACATGGTTTACTACCACAGCTGACCCTGTGCTTTACAGGAATGGCAGCATGTA
AA
>CL6855Contig1
GGCGCGGNACTCTCACGCGGNACCTGCCGCTGGTTTCGGACCTTCGATCCCGTCAGCTCG
GGTCAGAACTTCTGGCCTTCCACAGCATCACTCGGACCGGAGGAGGAAGCCGCCGCTCTC
TTCAGGCAGGTTCTGCCTCTTCATCGCTCTTCTTCCTGTCTGTGAAGTCATGGCCACGTC
CCTCATCCGCCGCCAGCTCGCCGTGCCGCTGCAGAGGACCCTGTGCCTCCGAGCTCCAGG
ATGCAGATTTGTGAGCAAGACTGCAGCCAAAACACACGTGGAGTTTGACTACGATGGACC
GTCCATGAAGACCAGCGTCCCCGGACCGCGCTCCCAGGAGCTGCTGAAACAGCTCGGAGA
GATTCAGAACGTGGGCGCCGTCAATTTCTTCTGCAACTACGATGACAGCAGGGGAAACTA
CCTGGTGGACGTGGACGGCAACCGCATGCTGGACCTCTACACCCAGATCTCCTCCATCCC
CATTGGTCAGTATCAGGACGTCCCGCCACGGCATCACAGATCCCGCAGAAAGCCGGAATC
GCACAAGCGCTGCATTTACTCTAATTCAACTTTAAGTGGTGAAATTCAGCAAGTTTGGAA
TAAAAACAAAAGTTATATTTCAT
>CL6856Contig1
TTTATTCTGGGGGCAGGGGGCATCATGTCACAACAATTTGAAAAGCACGTAAACTTATGA
CACACCTTGAGAACAGCATAATTGAGTCATTTTCATGCATACGCTGCGTGGTTCCTGATG
AATCAGAACCCATCACATTTTAGTTTAAAGTCACAGCATCTGAAAGAAGGTCGGCTAGAA
CCCAAAAACAAGCCGGACCATTTGCAGCAAAACTCCAAAACCTGCCGCCATCCAAAGCTG
CGTTTTTTTGTTTATGTTTCTTTTTTTTTTTAAACNCGATCACAACAAACCANAATAGCT
AACACGNGATAAACNTTCANGCCANAACNAATCTGTCAAAANGAANCAGGCAGNCTAAAA
NCCAAGNCANAANAAGGTCNCANCAAAGGACNGCTTCGNCTTCATCAGGCTGNGTCGCCT
TTGGNGCCATCNCCATGAGAACCCNGCAGTTAAAGTCTTTGNGAAACATCTATACAACTA
TGGNCTTTGATGAACTTGCAAAAAACTTTGAGGTTTATGCAGGAACCCNTTCAGCTTCNG
ATACCAAACTTTCCCATAAGNGTTTAGGTTTGAANCNCANCAAAGGANGGAAAATACNCC
ATTTCNGCNCTTTGGANGCTTTTTTGTTANAAATACAANGTTAAAAATGAANACAAANCT
GCACAGAGAGAACANCCAAGNCAAAAGGCTAGGCTANCTCAAATNATCTCAATAGTTCTN
GTTAAGGNGCACCTTTGNGANCAAAGGAGGGCTGCAGTC
>CL6857Contig1
TTGAGGAGATAAAAGAACAATTTAAGAGAGAATACAACATTATCAGCCAAACACTACAGG
AAGAACGCTACCGGTACGAGCGCTTGGAAGACCAGCTGAATGACCTAACTGAGCTACATC
AGCATGAAATGACCAATCTGAAGCAGGAGCTGGCAAGCATAGAGGAGAGGGTGACCTATC



AGGCTCATGAAAGGGCCCGGGACATACAGGAAGCTCTGGAGACGTGTCAGACGCGTGTGT
CCAAGCTGGAGCTCCAGCAGCAGCACCAACAGCAGACGGTCCAGCTGGAGAGCCACGACG
CCCGGGTCTTGGTGGGGAAGAGCATCAACATCATGCTGGCCATCATCACCGTCATCCTGG
TTTGCGTCTCCACTGCTGCCAAATTCGCCGCCCCTCTGACGAGGAGCCGCTATCACGTGT
TGGGCACCATCCTGGCGGTGTGCTTTCTGACCGTCTTCTGGAAGAACTGGGACCGGTTAC
AGTACGCGTTGGAGAGGTTGCTGGTGCCTGCTTGAAAACACTGAACGAACAATTGACGCG
GAATCCGTCAGGTGTGAGAATCCTCTCGTCTTAAAGGATTGGTTGTACAATCTTTCAAAG
ACACAATAACACGTTGTTTTAAGAGGTCAAACTTTTTAAATACAGACTGAAACTCTTTTG
AATCTTAATTGCATTTTAACTAACAATTTCATAAAAAGGAAAATATATATATTTATGCAC
TAATTTTACTAGTTTTACACGAGGAATCGCAATGAGATCGTCATGGGTTGAGAAGGCTGA
CGAGAACTGCACACAGACAGGAAACCGGACATCACTAGTTGGCGGGAACTACAAAACTTT
TACTCGCCCCTTTAAAAAACAAACTGTACGTCTTG
>CL6858Contig1
GAGGCGGATTCCCAGGCACAAACTCTGGAAACACCAGCGACCTGTTTCCTATGATGTCAC
CTCGCACTCTTGATTCCCTGATGCACAATGAGCCAGAAGCTCACTCTGGACATTTGGATT
CCATCACTTTGGACATGGACGTCGCTTCCCCCATGTGAAATTACCCATCAGCCTCTTCTT
TTTCTGTGTTTTTGGGATCTTTCATCATTTAAGGACTTTTAAAAGATGCATCTTCAGCTA
GAGTGTACATCATCTGCCTGTACAGTTTATTTCTTCTTCCTATGTATAATTCATTTTCTT
AAATTACGGGGGAAAAGCATTTTAATGGACATATATTCAAGTCGACTGTTCGTCTGCAGT
TAAGTGTGTGAGACTGTGTTGAATGCAACATCCTGCTATCACGTTTACATTTTTACCTAC
TTTAAAACCATAGAGCATCAAAAACTGTATTTTTAAAGAACGATGTATTTGTTGGTTATG
AACTTTTTAAATGAATATAAATATTTTCTTTTCTTTAAAGAGGAAAATGGAATGAAATGA
GTTGTTATATAAGCTGTTTCTGTATAACTGTAGCAGTTTTCATACGTTTTACTGTATGAT
TTATAAAATCCCTGCCAAATGTTTGGTGTCTCCATCCTGTTTTGATCACATTTGAAAATG
ACCTGGTTCTTTATGGTTTTGTTAGCAGGAAATTGCTTTTTGAAGAGTCAAATGTTAAAA
AATTATTTTTTCTTTCTCAATGGGGGGCTCTTAGAACGTTTTTCCACCTTCTTGTTTTTG
TGTGAAATCTGAAATTGAGAGATGTGAATGTGGTGCAGGTTTTCTTCCATCATGTTGTGT
TTTTGGATCATAGATGTAGAATATCAGTTTTGTATTTGCAATTTAATATTTTTGGTTGCT
CCTGATTTAACTTTTTATGATTAAACATGAAATGTAAATGACCTGTATTAAGGTTTTAAT
AGACGGTAGATACGTTTCGGAATGCACATAGGAAAACTGCAGTATTTTTCTTTAAACTTT
CACACCAACAAGTAAA
>CL6859Contig1
AAGCGGGTTGTTTTCTATCCTATTCAGCATCGGAAGCAAACCTCTGCAAATCTGGGATGA
AAAAGTGAGAAATGGACACATCAAGAGGGTTCTGGACGACGACATCCGCTCACATGTGAT
GGAAATCGAGGGAGTAAACGTTTGCACTACATACATCACGTGTCCCGCGGACCCCAAGAA
GACTCTGGGCATCAAACTCCCGTTCCTGGTCATGATCATAAAGAACCAGAAGAAGTATTT
CTCCTTTGAAGTCCAGGTTTTAGATGATAAAAACGTTCGCCGGCGGTTCAGAGCAAGTAA
CTACCAGAGCACGACCAAGGTGAATTCCTTCAGCTGCACCATGCCCATGAGGCTGGACGA
CGGCTGGAACCAAATCCAGTTCAACCTGTCAGATTTCACCAGGAGAGCCTACGGAACCAA
TTATTCAGAGACGCTGCGAGTTCAGATTCATGCCAACTGTCGCATCCGGAGGGTTTACTT
CTCTGACAGACTGTATTCTGAAGACGAACTCCCAGCAGAGTTCAAACTGGTTCTGCCCAT
CCAGAAGGCCAAACAGTAGATCCGGATGACCTGCAGAACTTCAAAAGCAGTGCATCCGTA
CTACAAACCAGAAAGTGTTTATCAATTTGTGGTGTGGATTTATGGGATGGATTGGATGAA
GGCTTAAAAACAAAGCAAAAGTTTACATGTATTTAACAAAAAACCTACAAGATTTCAGTA
ATGGAACCTTACAAGGCCAGAAAAGATCAATAAAAACAAAAAGTCACTTCTGCACGGGTG
CTATGCAGAATGTAATGTGAATGTATTGAAAAAGACTGTAAATACGTCATCAGGTGTTGT
AAAAAGGGGTGAGATTTTTCTTCAATCCACTCCTTTTCTGTCTATTTTGAACTCTTATAT
>CL6860Contig1
CTTTGTTTTTTTTTTTCCATGAAAACTTTTCACATTTATCAAACTGGTCTTTTTTATATA
ATATATATATTTATATGTACACATATACATATAATATACATTTCTCCTAATTACAAATGT
ACAAAATTAGGCCACGAGAGTCCAGGTAAGAAGACAGAAATGGGGGTGAAAGCATCGCCC
TCGCTGTACTTCATCCTTCCTTCCTGTGCGGTGGAAAAACAAACTTGGCGACCATGTCTG
ATGCTGTGTCTCGGCTGTAAACTGGTGACCGTCACAAACATCTCAATGTTTTGACTGAAA
AAACCATAAAAAGTCCATTTGTATAAAACAAGGAGCAGCTTTGAGAAACGGTGAAGGTCT
CTGTGTTCTCACACACATCCCAGTGTTTGGCAGAAAAACATCTTCAATCAGCACTTCCAC
CTCTCCCCACCATCACCGACACGCCACGTCACAGTCACACAGACACAGGCTCCGCCCCCC
ACGCTGCCACCAGGAAACGTTTGGGAGGAGAGGCTCGTGGACACTTCTCAGCTGCAAATG
TCATAAATTATCTTCACAGAATATACACAGAAATGATGGACACAGCTTGGGATGACAGTG
CTTCATCCGCCAACAAACACTGCAAAAACGTTCAATTTTCACAAATATTTAGCTCATTTT
ACCAATTTGGTGCCATTTAACAGATAAAAATGGTTAAAGAAATAAAAAATTTAACTTAA
>CL6861Contig1
GGNTGATAACATTTATTACATNNGGAGTTGTACAAAAATGTAGAACAAAACGGGCAAAAG
TGTGTCTCCATCAGAGGGATTTGGAGTAACGCCGCCTCACAGAGTCTCTGTAGAACTGGA
AGATCCTCTCTGAGGCTCTCTGGCTGACCGCTACACACTGCTGCAGCTCATGAACGGAAA



AGGATCCTTTGGTGGATGACATCATTACTTTACGTTCTTTACTGTCGATGGCAAAAGTCA
TCAAAGCTCGACTCTCCTTTTCCTGAGCTGAGGTGGGGTCAGTGATGATCTGCCCGTATG
CGCTGATGGCGCAGGTCACGCCGCAGAAGAGGCAGCTCATCGGCAGACCTGCGTCCATGA
GGGCCATGCAGGCTGCATTCAGGCAGCAGGACAGGAGAGAGCCGTCGTCGTGCAGCACCT
GGAGGACCAGCGTGAGCGAAGATCGAGGGTGGAGGGTGAGCAGCAGCGCCTCCTCGCAGG
TTTCACGCACACACTGCTCCTGCGAGCGCTCCCTCACACTCGGCAGACCAACTTTGGGCT
GAACCAGCACCTCCAGAGTTGCTCGGTCGTAGATCTCCTTACTGACCTTTACTTCAGCAG
GTCCATAAACTCCAGCCATCACACTCGTGTCCCCTTGAACGAAAGACGCAGATCCATCCG
GCCGAGAAAGTAAACTCTGCTCGCAGCCAAACTCTCGGAGAGAAACATTTGAAGGAGCAG
AAACCTCCATCACGTTGCCAACACGGAACCCCGGCCATAATGCCCGGGT
>CL6862Contig1
CTTTTNTTGGTTCCTCTGGGCTGCCAGTATCTGACAGATAAATATCAGACTTGATCTATT
TACAGCTTTTTCAGAGACGACACAAACTGTCCCTCACAGACATATATATTTGTTATTTAG
TATATAACATATTTGGGGCTGCTTTCCTCATCTAAGTGTTAAAAGGTGTGAAGGGTTAGT
GCCAGTGAAAAAAAAGCCCTATTTAGTCATCAAAGCCCATAAAACCAGTTCAGCAGTCGC
TTGCAAAGATATATGTGTTCTGTGAATGTGCAAAGAGAACATTAGGAATGCACATGGTTT
ATATACAACAGGTAAAGTTCTGCTTTCAGCTGACTGTGGCATAAACAGAGCATTCTGCAG
GATCCATCTGAATGCCTCACAGTCGGAAGTCTTTCCTGGCGTGTGCAGGGGTACGTTGGT
ATATAGATTTTGATTAACTTTTGGACTTAGCCTCAAAACCTTCTGCTCTTGGGTTACAGT
GAAGTACAGCTGTGCACATACAGGCATGCTTGAGCTACTTGTTTCACTCACTCGAAAGCT
GCAAACAGAAGACACAACCACGTTCACATGTTCAAACATAACAACATAATAAGGACTCTA
TTGTTTCCATATCTGGGTTACTTGTGTCTTCGTTAGGCCAGGTGAACATCCATGTTCTGC
CATCAACTCCACATCCTGCTGCCCAGGATTCTGCATACCGATGTCCCAAAGTCCAGTGAA
GCT
>CL6863Contig1
TATGGCCGGGGGCACAGCAGAAAAAGGAGTCAGAGAGTCATACCAAAACAGCTGTCTGGC
AGACGGTGCAGTCGACAGAAGTGAAGCCCCAAAGGCAGGACAGAAGCCAGGCCAATGCCG
ACAGCATAGATGCCGAAGATCTGAGGCTTCAGGGCAGCAGAACCCTGGCAGAACACTGGC
AGAACACCAGCCACTCCTGAGCAGAACCTTTCAGATCATCTGAGGAAAGTGTCCTCTGAT
CTTTCTACATCCCCAAAATTCGCACCTTTACATGGAGAAGCTGCTCCTGATCAATGCTGT
CAATGTTTTTGGCGTTTTCTAAAAAGATCCTGCTTCTGAGAATGTAACTTCAGCTGTCCC
TGTGGGAGCGCGAACATCCACACACTTCAAATTTAACACCTCTACCTTGCAAATCTGAGA
GCTCTTCCAAAGACGCAGCGATGCCAGCTAAAGCCCCCATTTACCTGAAGCCCACCAACA
GCAAAAAAGGGAAAAAAGGTCGCCTGAGAGACATTTTGTCCCCAGACATGATCAGTCCTC
CCCTCGGGGACTTTCGTCACACCGTTCACATTGGCAAGGGTGGAGGGGGAGACGCTTTTG
GAGATATGTCCTTCCTTCAGGGAAAGTATGAGCTGATCCCAGGAAAGGGGGATCCTCAAC
ACAGCATCCAGAGCGAACTTATGCGAGCAAACAGCACCGGGAATGCTGGCTTTGCTGAGA
CCCCCTCTCCAGTCCTCAAGAATGCCATCTCACTCCCCACGAT
>CL6864Contig1
TTTTTTTCTCATCAAGGTTTTATTTAGGACTTTTATATAAAATTCACCAATTTACCATTG
GAAGTGTTTATAGATACAGCTATCATACAACAATGATGCCTTTACCAAATGTACAATGTC
CCTTTACTGCAATTCATAAAATACCATAATTGTCAAAGGTACCAATATAGGCTACTAGGT
CCTGCTGAAAAAAGCAGAATTAACAGCAACAGTGAGCAACACATAACTGTCTCTGTCAGA
CAACTGCTGGTTTTCTTAGGGTATTAACAGCGTGTGTTGCTGCTGTGTGTGTGTGTGTGT
TAGTGTGTGTTTGTGTCAAAAAGGGATTCATCGGTGTACCTTACTAAACTACATCTGCAT
TACAGTTTAAAAAACACTGAAACATTCATATCAAAAAGACCGCATGAGCCATTTAGTGAT
CTCATTTGACCCATTTTTTTGTACACTTTTCGAGCTCTCGTCGTCTTGTACCTCTACAAT
AGTTTTGATAGGTATATTTATTCTAGACAACAAAATCATTATTTGGTCAGCCAACATTTT
CTTTTTTCAATCACCAAAGTCTAACAAGGAAAAGAAGGTACCACATTTGCTGTACTTTAC
TGTGAGTTTTTGTTTTACTTCTAATTTCCATTCTACTCTCCCAGTAAACTGATTGACAAG
CGCACTATGGTACATGTGAAACCACGACTTGAGTTCTGTCATAGTTTTTAAATTGTGCCA
TGGAAATATAATGTTATTTACAATACATACATAACTGCGCTTGTAAAAGTACAGCTAACA
CCCCATCCTGGTGTAACAGTCTCTCTTGNTCTT
>CL6865Contig1
GAGGCTGCTTCAGCCAAACAAGAAGAACATGAAGAGGCTCAGAGAGGTGCTGTATGACCT
GTACAAACACTTGGACAGCAGCGCTGCAATCATTGATGCGGCCATGGACATCCCAGGTTT
GAACCTGAGCCAGCAGGAGTATTACCCCTACGTTTACTACAAAATTGACTGCAACTTGCT
GGACTTTAAAGTCTAAATACACTGCCATGATCATTGCGTTCTATGGTGTTCTTGTATGAC
GTGTTTACATGCACAAGCTTTAATTTATTCCTTTTTTTGCCTTGTTTGTTGTCTCTTATC
GCTTTGGAGCTTTTCGTGTCCTTTTCTTCCTGTTTGATGCATCTTCTAATACATTTCAGA
GGTCACTCTCCTCATTTTGTTCTGCTAAAACTACCGGTAAACTATAAGTGAGAAGCTTTT
TTCATTTTTTTCCCCTTTCAAAATGGTTCATATTTTCCACTCGTCCACAAAAAAAAAAAT
TCAGACTGCAGTTTTCGCTGCTTCAATGTTGGACTGGGAGAAAACAAACTGGGTCCTTGT
GGGAAAATAAAATAAATGTATGCTTTACCTATTCTAACAAGTGGACGTACTTAAGGTGAC



GTGTCCCAAATTCCAAGTAAAGAATGTTTGTTTACAAGTAAACATCAATGTTGACCACTG
CTCCACCTCTCAAGCTGTTGACTTGTGAAACATTGAAAGTGGTTATTTTACAGAGAAGCA
ACATGTGATGACTGGATGTTTGATGATTATGTGTAAATTATACATATATATTTCATTAGG
TTGAGAAACAATATAGACATTAAGTGCAAATACTGTACTGTTCTNATAGTTGAAAATTTA
AATACTTATTTAAAATAGATGTTAAAATAAA
>CL6866Contig1
TTTATTTATTTTTCCTTNAAAGGGCAGCAAAAATCCACATTCTCGGGTTAAGAGCCTGTG
AGGAATAAGGTGGGGTGTGGGACATGGTACGAGGGGAAAAGCACAAGCTCCATTAAATAG
AGCGGTTGGGGGGGTTATATTAGGATGATCACAAGCCAAAAAAAAAGAAAGAAAGAAATA
GAAAAGAAAAGAAAAATAAAAAGCGTTTTTCTACAGCGCCAGCAAAAAATTTAAAACATC
TGATTTTTTTTCAGTAGAGCTGGAATGAACCTATTGACAAGAAAAAAGAAAAAGTGGGTT
TCATCAATAGTTTTCTTTTAAGATTCCTCTGATTTTGGCCAGCAGCAAAAGTGTGGAAAA
TTGAAAAAAAAAGGATACAAGTAGTTAAACCATGGCACCCAAACAAAAAAAAGGAGAGGA
GACGCATTAAGGGAATAAAATGTAAATCAACTCTGGAGGAGGAGGCAGTAGAAGAGTACC
CATCTTGGAGAGGAAGCTGGGATCACGTTGTTGTTGTTTTGAGCTCAGGAGACATAACTC
GCAGGCCGAGCTCCGTATCTTCGCATTATCTGGTCTTGTGTGAATTTCACAAAAGATTCA
TATTGTTCTGCAAGTTTTGTGTTTAGGATTTGTTCGTATTCCTCCCGGATCTTCTCCTCG
TGGTCTTTGAGGAGGCGCTCGCACAGGAGGCTAACCTGCCTCAGGGTAAACGACGGCTGG
TCCTTCCTTGAGGCACCTGGTGGGGAGCTGGGAGCGGTGAGGGAGGAGCTGGGACTGGGG
GCGTCACTGGAGCTGCAGGCCTCAGCCTGGTTGAAGGCTCCTTCCAGCTGCCGCCGCCTC
TGGATTCGACTGTACTCCTGACGGAGGTTCTGGAAGATTTGCTCTGGAGTGAGCCTGTGT
TCCCCTCCAATGGGCTGGGGTGACATAGAATGTGTTGGGCTGTCGACTGGGGGTCGGAGA
TTGCATCTTTGCGGGGATGGAGTACTCGGAGTCCCCGGTAGTGGATTGCACCTTCTCCGC
TTAGGGGACTGAGGGCTGAGAAGGGCCTCAAACTCCATCGACCGCTTTAACGTAGCTCCA
CAAGCCATGCCCGGCCATAATGCCCGGGTTTAACGGCCGGTCCCAGA
>CL6867Contig1
AGGAATTCGGCACGAGGAGAAAAAGAGCTGTGGCTGTTTGAGTTTATGCTAGTATCTGGA
TGTATTTTATTATTATCGCCAATGTGGCTCTGGGTTAGTCATAACTTCCACAAAACTGGT
CTCAAACGCTTTAACCCAGCAGTTTAGATACGAAAACGACACAAATGTAAGGCTTTTTTT
TTTTTTAAAGTTATTTCGTNTNG
>CL6868Contig1
ATTCGGCACGAGGGGAAGTTTGAGCCGGCATCACTTTTAGGCAGGCCGCGTGACATCTGC
GTGAAAGGCAGAAGGTAACACGTACCGTTGGTTCGTTGTCAACATCCAGAAACACAATCA
AAGCAGCGCCATGCCCAGGAAATCTAAAGAAGAGGCGGAGTGGGTGGACGAAGACGCCGG
GCCGGCGGAAGAAAAAGTCCCCAAGAAAAAAAAGGACAAAAGTGGAAAGAAGAGCTTCTT
TGAGGAACTCTCCACAGACAGCAAACCTGAAAAGGCTGATGAAGCAGCTGTGAAAGAACC
TCAAGGAAAGCAGCCTCAGAAGAAAAAGAAAGACAGACGGAAAGGAAAAGGCGGCGATGT
GGATGAGAAGGATGATGAGAACATCAGGCTGACTCTGGAGAAGCTTTCAGTTCAAGCAAG
TGAAGAGGAAGATGAACCAGTAATCGCCCCCAGCAGAGGAAACAAGAAAAAGGGAGGAAA
CATTTTTGCTGCTCTTGGTCAAAGTCAGAGCGATGAAGAAGATGAGGTGGACTCTGATGC
AGCAGAGGAACTTGCAAAACAGGAGTTGGAGAAAAACAAGAACAAAAGCAAGTCCAAGAA
GGTTAAGGCAGAATCTTCGGAGGAAAAGCAGGCTGACAAGGATGAGAAAACATCTAAGAG
GTCCGGAAAGAGCGATGTCCAATCCAAGGAAAGAAAATCTCCTAGTGTGGAGGAGGATGA
TGATGAAGAGGAAGGTGTAATGAAGTGTGCGGAGGATGCCATTGCGGAGCAGGCCAAGCA
GACACTGGACGACCCTTAC
>CL6869Contig1
ATGCGCCTTCAGAGTCCTTTTAGCCAGATCGACTTTTGCGTACTCTTCAACAATGCGCTG
ATGCTCCTCGGGGTCATACCCGTTCCAGCGATCACGCTTTCCATCATAATCCAACTGCAG
CTGAACCTGACTGTGTTCATCTGGAGCAATGTCTGTTCCTGTGAACTTTGCACCAACTTT
CCTGGGTCGCTCCAAACAGTCTTTCTTCTTGTGCGTCATGGCACCACAGTTTTCACAAGC
ACCCTTTCGGAATTTGGTGACGACCACATTCTCCTGGACTCCTCTCTTGTACCACTCGCC
AATGGCCGAGAACTGTTTCTGGTTTTCATCCTGTGGCCTCTGATGTTTTAGTGTTGGTCT
TTTAGATGGATCGATGTACCATGGGACTGATGAAATATATTGCGGAATGTGAGGGTTTAT
GTCCTTTCCCTCCTCGTCCACCTCAGCTGGAGCATTTCCCAGCTTCCTCTGCTCCTCCAG
CTCCTTCTTCTTCCTCCAGTCCTCCCTGGTCATCTTCTTGGGTTCGTCGAGGTTCACGAC
GCCCTCGACTGGACTGGTATTCGCCTGCTCCGTCATGACTGAAACTTGTTACTGGAAGAA
GAAAAAATGAAGAATGTCGCTTATGTCTTTTTAAAAATAATTATTTTAATTATATGCTCG
AAAACTTTAGCCTTTTGAAGATCATGCGCTGTGTTTTGGTTAAAACGCAACCACCGCCAT
GTTACTCCAACTATCTTCCCCCGGCCATAAGGCCCGGGT
>CL6870Contig1
GGAGGACATCCATCAGGTNAGGGGCGGGGCGAGAAACACCAAAGGCACTTTCAGACGAGG
GCTGCGCAGCGGAGCGCAGCTGCTCCNGGATGCGTTTCTGCAGCCGGGCCAGCTTCCTGG
AGCGGTACTCCTGGGGAGTGAGGCGGGACAGGAGGCCCTGACTCTTCCACTCGCCGTCCC
ACTCCTGAGCGGCGCTCAGCTCTGCGGCGTGCTGCTCCAANAGCGACGCCACCATGGAGG



CGCTGCTGGAAAACTGAGCAGTCACTGGAGGAAGAACATCTCTGCGGTATTCTTTCACCT
CTTTGAGGTTCTCCTCTGAGCCTTTAGTGCAGTGTGGTGAGCTGAGGGGCTGAGTGTAGA
AGCTGTTCAACACCCCCCCACTCTGTGTTTCACAGTGCAGGGGCAAGCTGCAGTTTGGGG
GCACCCAGGCCAGGTCCAGCTGGGCTCTGATGGCAGCAGCAATGGCTCTCTGGAGGACCG
CAGACTTGCCTGAGGGCTGGGCCGAGGCCTCAGCGCTCTCTCTGGGCAGCTTCTCCACCA
GGAACATCAGCAGGGAGCGGATCTCTGGCTCACTGCTGTACAGAAAGGTCTGATAACCGA
TCTCGCCTTTGTAGCCGACGTCCTGACAGGCCTGTGCCAGGCTCATGCCCACTCTGAACC
GCGCAGACATGCCGGGAGGGAGGGAGGGGGCCAGGCCGCCGCCCAGGCCGGGGTCGATGA
CTCGAATACACCTGACCACGCCCTCCACCAGCAGCTCGCTGGTGAACTGTCTGATGCTGT
CGACGTCCTCGTCCACCTCTGTCCCGACCTGTCTCAGGGCGTGAATCAGAATCCTGTCAA
CTTCCTCCATCATGGACGTTTCCCTCCCTCAGAGACGCAGACTAACCGAAACTTAGCAGC
GCAGCGGCGGTTCCCGTGATACCGAGCATTAGTTAACTGCAGGGGTCAGCTCCACACCGA
TGGACGCGGGCTAAACACGTAGCTTCCATCTTCTACTGTGTTTACACTAAACTAAAGTAG
CACCCAGAGCCATCATGCTCCCCTTCACTTCCTCGATGAATACCCGTCCCCTCACGCAGA
ACAGCAGAAACCTTTGGCGACAGCAGAGCTTTCTGGGTAATCACCAACTTTTCTGATTCC
GTACGAAGCAAACAT
>CL6871Contig1
CTTCTTATACGATTGGTCTTGCAGGTGTAAAAGAGTAACTGAACGTTGCCAGCTTTGAGG
TAGCATACTAAATCAACAGCATGAACTACCCTAAAATAGATACAAATTGATTGTCTAATA
ATGCACACAATAGGAAGTATGAAACATCCATCACATTAAAAAAAACTGAAACTGCACTTG
CTTTTTACATCATAGAACAGATCATTCAGGATTGTGATGTCACATATTTAAATAATTCAC
ATTAAAAATAAATCAGTAGCTGCCTGAACCCCATGAGATGAGGAGACTCTCTTTATAATC
TGGATCAGAATAAAACTGAAATGGCGTTCATTCAGCACAGCGCTTTGGGTTTTGTCTCCN
GGGATTACAGATACAAAAAAGTGCGCTTTTCAAAGCTTTGTGTCTTTTTAGTGAATTCAC
AAGGTGCTTGACTGTGGAGGCAGTGCCAAGTTTGAGAGCATCCACTTTCATAACTCTNAG
GTAAGTCCAGCATTCCATTTTCTTCCAGGGCCAACTGTGTCCTGTCATAAACCTCTCCGA
TGGCCTTGACCACTCTGTTCAGCACCAAGCTCAGCCTCTCTTGGTTTTGAGCACAAACCA
ACCTAAAAAAGAAGCCCCGCTCTGGCATGGCAATGAAGGCCACCTCGGCAGCTCGGCGAA
CAAACCAAGTGTGGTGCATGGCGAGTGTGCCCTGGTAGGCCTCCCGACAGAGCTCAGAGG
GGCTCCTAAGCCGTCCACTCTCTGGTGTCTCTGCCAGCTTCTGCAGGAAGAGCTTCAGCC
AAAGCAGAGCTCGATGAAGGCGCAGAATAGTCCGGCATCCCGAGTCTGTCTGGTGGTGGA
AGTCAACCAAACCCTGGCTCATTTCCACAGAGATCATGGAACGCACAGAGTGGTATCCGT
CTGTGTGTGTTTTCACCGACTTAATCACGTCTACATTCGAGCTAAGTTCTGCTTCACGGC
TCTCCCAAGATAACAGGGCCAGCTGGCGGATTATAGTGGTCTTACTTTCTATTTCTTTAG
ATATGAGACCCACCATTGGACCCAAAGAATCCATGAACTTCACGAGCTCATCCCAACTGG
ACAGATAGGGTTGGAGTAACACATCAGAGTCCAGAACTGTGGCAGCCAATAGGTGGGAGA
GCAGCAACGACACCTGGAAGTTCTGACCGGGGCATCTCGTGAGGACAAACGCAGTCTCAT
CGTCTGCTTTACTGCTGTTGGATTTCTGAGGAAGCTTATTCCACTGGTTGTATCCTTTAA
AACAAGAGTCCCAGTGGTTACCTAAACTTCCATTCACGCAACCAGAGTGAGCCCAGAAGC
AGCAGCACGACTAAGATAGCAGCAGCAGCCCTCCTCTTCACACCCATGCTGAGCACCACG
TTGAGGCCTGAACGCATTTATTCCTTTTCTTTGTCGTTTCCTCCTCTGTGTCTCACATGA
GGGTTCGTCCCCCTGCACCGGCTGTCACCACAATCACTCTCTACTAGGCCCAAGCCTATA
ACCCCCTTGTTCTCCCAAATCCATCACACCCCTCCCCAAAACTTCAAATAAAACCCTATG
CCCGCCATTTTACCTCAAAGAGCCTTTCTACATTTGAACCTGAATGTTTTGAGGGGGTCC
TTTTGCTTTATACGCACACTGTCTTGAACGCACTGCCTGTTCCCACCCTGCTTTTTTCTC
CCCGGCCCTAATGCCCGGGTT
>CL6872Contig1
GGCGTACCCTCAGAGGCCCATGGTCAAAACCAAAACCATCGAGTTGATTGACTTTGAAAA
GCTGCCTGCAGGTCAAAATGCCACCGTGGCAGTGATGAGCTACAGCGGCTACGACATTGA
AGACGCTCTAGTCCTCAACAAAGCCTCGCTTGACAGAGGATTTGGTCGATGCCTTGTTTA
CAAAAATACCAAGTGCACACTGAGACGGTACACAAACCAGACTTTTGACAAGGTCATGGG
GCCCATGCTGGATGCTGCCACACGCAAACCCCTTTGGAGACACAACATCCTGGATGCTGA
TGGCATTTGCTGTCCTGGTGAAAGAGTGGAGAACAAACAAATTTTGGTGAATAAATCGAT
GCCAACTGTCACTCAGACGCCACTGGAGGGCAGTGCCCAGCCAGGCCAGCCCCAGTACAA
AGAAGTGCCCATCAGCTATAAAGGTTCCACAGACTCGTACATCGAGAAGGTCATGATCTC
CTCCAATGCTGAAGATGCCTTCCTCATCAAGATCCTGCTGAGGCAGACCAGGAGGCCGGA
GATTGGAGACAAGTTCAGCAGTCGACACGGGCAGAAAGGTGTTTGTGGGCTCATCGTGCC
GCAGGAGGACATGCCCTTCTGTGACTCGGGCGTCTGTCCAGATATTATCATGAACCCTCA
CGGATATCCCTCCAGAATGACGGTGGGGAAGCTGATTGAACTGCTGGCCGGGAAGCC
>CL6873Contig1
AACGGCGGGAACACACCTTGAGGGAACTGAAAACAGAAAGATGAGAAAGAGAGGCTCTGC
TGAGTTTTGTCTGAGTGTTAAAAACTGATAAAAAACCTGTCTGGTTGCCTACATGAACCT
GTGGTTTCTTTGTGTTTGTAGTGAGCTCCTCTGAGCTTTTGTCCCGATGAAAAAACTTAG
TCCTTGTCCTCGTCTGTCCTCCCAAAATCTGTTGTGTTTAAGGTTTGTGTAAAAGATGAG



AAAGTGTTGAGTGGTGATTTAGTTCTTGTTACCATATCCTGCTTTGGTTTCATTCCCTTC
CGAAGAGCGGTAGACGACTATTAGTTTTGACTTGGGTGAAAGTTCTGTTTTAGTAAATGC
AGCAACATTTCCCACAAATCATCGCATTCCCCCAGTTGGTATGTTTATTATGTGCAGCCT
TGTTGTGTCTGTAGTGCTCTATAGTTTTTTTTTTTNGGNCNCNCNGGANATAAACCNGGA
CNGACNCGTTNATNAAANGNCANAATTTCNCTATNAACGGNAAATTCCCTTTTCAGTTGN
CCCANCTGANCNAAATTCAACNGNCATTCNCNGTTNGTTNATTTTTNGGGNATNAAAANA
>CL6874Contig1
CGGCACGAGGGTCACTGCTCTCAGCATCTCAGAGCTGGAATCCACTTTCACCCCCTATGA
TCTCAAACGTCTGGAGTTGTACTCCAGGAGCATGGTGGACTACCACCTCATCATGGACCT
GATCCCAGCTCTGGCTCGCATGTTTTTCCTCAAACAGCTGGGTGATGTCTCCCTGTCTGC
GGCTCAGTGTGCATTACTGCTTGGAATTGGACTGCAGCACAAGACTGTGGAGCAACTAGA
AAAGGAAATTGAACTCCCGAGCTCGCAGCTTATGGGCCTCTTCAACCGCATCATCAGAAA
GTTTGTGCATGTGTTTAACAGCATCCAAGAGAAAGCAATTGAACAACAGATGGTTGCCAC
CAAAACTGTCAGCATGGAGCCAACTGTCAGAAGCCTCAGTGAAGATCTGAATGAAGCTGC
AAAGGAGTTTGAGGAGAAGCAAAAGGAGGCTCTGGAGAAAGTGAAAGACCTGGACCTGGA
AGAATACAGAATCCGAGGGAATGATGAGGAGTGGGACCAGGTGCTGAAGAAGGCAGGGGG
TACAGCTATGGTCAGCATCAAAAGTGACAAGAAGAGAAAATGGGAAGGAGGAAACTCAAC
TGGAAGCAATGGAGTCCCAGAGCAAGGAAAAACCCAAAAGAAGGAAATGAAACATGGAAA
GTTCAAGAAGAGCAAAATCAAACAAGGAAAATTTGGAAAGAGAGCATAACAGTACAAGAA
AAAAAAATTTTTTTTTCCTTTTAAATGTCAGAACTAGTTAGTGTGAGTTATGGATTTGGA
ATCTAACAGAACACACCACAGTGTCACACAATAAATG
>CL6875Contig1
AGACGCGCCGCAGGTCGCTCTGCCCCACGTTCTCCCATGTCTGCGGGATTATCCGCCGAG
AAGTGCGGGGAGGAGGTGTTCTTCACGCAGTTTCCCGTCCACCGCGCCTGCCGGGACGGG
GATGTGGGCGCCCTGGTGCCGCTGCTGCAGCAGCTGTCGCACCGGGCTCCGCTGACCGCG
GAGGACTCCTACTACGGATGGACTCCCATTCACTGGGCTGCTCACTACGGACGGCTGGAG
TGCGTGGTGCTCCTGGTGCAGATGGGCTGCGAGGTCAACACCACCACCAGCCGCTTTAAC
CAGACGCCGACGCACACGGCTGCGTTCGGAGGCCACCCCCACTGCCTGGTGTGGCTGACG
CAGGCCGGCGCTGACATCAACAAGCAGGACTGCGTGGGGGAAGCTCCCATCCACAAGGCG
GCTCGCTCCGGGAGCCTGGACTGTGTCCAGGTTCTGCTGATAGCCGGCGCGGAACCACAT
TTAAGGAACGCCAGCGGACAGACGGCGGCAGACCTGGCGCACGCCAACGGCTTCCACGAT
TGTTTCTGCTTCATCTCCAGAGCCCAGACCCGCCTGGGCCACCTCAGGGAACTCCACGCC
CACCTGGCGCAGGGCGAAGACCGAGGGCCCGCCAGTCAGGGGCCACCTGGCAGGAAGAGG
CAGCAGAACACCGTGGAAGGTCGTCACGTAAAGAAAGCAAGGCAGGCTGATGGTGTATCG
GAGCA
>CL6876Contig1
CTTAATGAAACCATACAACATGCTAAGCTAATTGGAGCTAACGCTAGGTTGCTAGCATTT
GTTGTCAAATGGACATTTTCGAATCAATATTTGCTTTTTAAATAAAGTTCCCCTTTAAAC
TTAGAATCAGCTCATCGACGTAAAAACTTCTCCAGAATGTGATGCAAAAGTACCAGTTTC
TCAGCAAAAAAACAAAACAAAACAAAAAATAAATTTGGTACAGTACAGACAACTAAAAAC
TAGTTTAAAAAAATTCCATTTAGTTTTGTGAAAATTGAAAAAACTTAGTAAAAGCATGCT
TCATTGTGGAGTAGAGCTGAATAAGGCACTTAGGAGTCATTAACAGAGGTTATGCTGGTT
GTAAGTACGTAAGCAGTGGGTTATGAGGCACAAGCTCCATTAATGTGTTATCATGAGTTT
TAGTGAAACACCCTGGTTTACACAATCATTTACATGGCAACAACAGAAATGTTCTATTTA
CACATATCACCTCTACATTAACATTATGGCATCCTCCTTGTTAGTAATCGTTTTGGCTGG
TGTTTGTACATGCTGCTTCCATTGTCGGGATTCTCAGTCTTTTCTTTTTTTGTTTATATT
CCTCAGCGGTTTGTGGTTCAAAATGCAACCAGGCCAGCAGGTAGCCATCACTGTAGCTTG
CAGCTGTGAGATGATGTTAGTGCCAGTCCGCTCCTTTCACTTTTTTCTGACTTTCATGAT
ACTTGTTTAAATGTTCAGTTAATTATGTCCATGGTGATTATCCTTACAAGCCCCAAAGCA
TAATGGCAAACATCTCAGAAACAGGCCTTCAGAGCCAAGAGTAAGTGGCACAGATGGCTT
AGAAAGCTTATTATGCCAAACCTGTG
>CL6877Contig1
GCCACTGATTTAACCTTTTTTTGGTTTATTTAATAAGCTTTGTCTATGTTTGATTCAGGT
ACACTGTCCATGTGAGACGGGGGTCCCAGCCACCCCGAAACCCCTTCATTCCTTTATCCT
GCACCCGTCCCAAAGAGAAAAAAAATCTATTTTGTTTGTTCTGAAAAGGAGATTTTATAT
TGATGCGTTTATTTCTACTCTTCAGTCTTATTTATTTTAGTGCATTTTATTTGGTATTTG
TAATTATTCACGAGTATTTATATCTTTTTTTTTGCCTTTTTGTTATTTTTTTAAATATTA
TTTTTAAGCATGTATAAAGTGTATATATGGATTTTGGCCCTGAGAAACTCTGCTTTTAAG
TTGCTCTGCCCTTATGGAGTTGTTTCTAGGTTTTGGTTTGTGACAAACCAAGAAAGATAA
AGAAAAAAAAAAGCACTGAGTGACCAAAAGTCATTAATGATTCTTTTTTTAGCCATTGTT
TCCTTCTGTTACATTGTTAGCCTTTATTTCCTCATGCGATACATCAGCTGCCGTTGGTCG
ATACAAAACTCCTCTTAGAGAATCCTCTGCAGGCTCAGAAAACATTTCCCATGCTTCCAT
GGGGCTGCAGATACAGATAGGCACAGGAAGGTGGCCGCTCACTGTGCCACCTCTCAAACG
GGTATTTCTACATGTACCTACCTCCGATATTTACATGTCTGCTGCCAGTAGTGTTGCTGT



GTCTGTTGGGAAACAAACAAGATTTGCTACTTTGACACCTTCTCAATATAGGCCAAGAAC
ACATGACCACAAAAAGCGGGCGCCGCAGTGAGCTGAGGCGGCTCTGCTACATGCTGCTGT
TGGGGGAGAGAATTGTTGTTTGTGTGAGTCGATTCCAAAGTGGCTAACAGCTCACTTGTG
TGTATGTACACTTTTGTAACTGAGATGTAATGTAAGAAATAAGTGATATATTAANAAAAC
AA
>CL6878Contig1
ATCTTTATTACTAAAGTTCAATCTTATTGCTTTTTTTTTCTTTTCCCTTGCGAGTTGGCA
CTTTCTGCACAGAATTCAACATAAATACAACTAATTACCATAATAAATGCAAGTTAAATG
TTTACAATTGTCATCAATTATATACATAGCTTAAGAGTGCTGATGTGAAATTAAAGTACT
GACACTTTAGTTTATGTACAATTGTTAATACAAAGATAAGGTATAAACGTTTGCCAATAC
TATATTGTTATTAGCAGCATTTACGATTTCGTTTCAATGACGTCATAATCTGAGTGTTTG
ATTGCACATTGACACAAACGTCTGGCGTCCGCTAGGAATGTTTGACGCTCTTGGAAGGAA
AAGTGCTGAGCCATTTCTGCGTCCGAGCCAGACACTGATCCCAGTCGTAGAGGGGCTTGT
ACTGGAAAAACCTCTCCGCCTTGTCCGTTTGAACCGTGAAGGTGGTGCTGGCCACGGCCA
GGGTGTAGCTGTTCAGTAAAGGGGTGAAGTTGTACAACGGACTCAGAATCCAGCGGAGGA
AATCGTTCAACATGGCCAGGAACCACAGCACGACCGCCGGCATGCGGCTCTTCCTGAAGC
TGAAGGCGGAGAGCAGCATCATGTTGAAATCCTCGTAGCTCTTGTACGGAGAGTCGTCGT
AGCANAANAACGCCTCC
>CL6879Contig1
AGTTTCCGTGCTGTGAGAGGCACAACATTTTTTTTAATTATTTTTAAATACTTCTTGCTA
CGATGATCATTATCTAGTTTTTTTTTTACACAGCAGCTTTCTGAATACATCTATATATTT
TTAGAGCAACAAAGTTTTCATTAATGAAGTTAAACTGTCAGGCACACAAATCGATGGTAC
ATTTATTAGCCTGGTAATAAAGCTGATTATTATGCTGCCTTTAGAACACGTCTATTATCA
CTATATTCTAGCTTAAGTTGCTAATCCGCTATGATCACCAGAGCTCATTTTGATAGGAAT
CATGCTACATAATATATCACGTCAGAAAAGTTTGCTCTACTGAGAAGCACCTACAGGAAT
ATATTGTGTTGTTTTTTGCTGATCAGAGTGTAGAAATATGAAGTAACTACATGTTTGGCC
TCAGTATGCTTGTTTCTTATGACATATCGAATATGTAGTTATTGAGTTTATCCGAGGGGC
TGGAACAGTGGATATTTTTCCATTTTAATTCATACTTTTAAGGTTTGTTTTATTTTTTGT
ACGAGTTTTTTTTATTTTGACCCCACTGTATTTATGTCATTATTAATTTCTGTATGTATG
TTTTGTGTATCCAAATAAGAAATAAAT
>CL6880Contig1
TATGGCCGGGGGATCACCGGAAGTTAAGCCTGCAGCTCTTTTCCCCTTAAAGCTTCGTCG
ATTTATTTCTCGCTCAATTCTTTGATTTTGGTTAATCCAAAAAAGTTACAATGTCCGAAA
GAAAAGTTCTGAATAAATACTACCCCCCGGATTTCGATCCAGCCAAAATACCCAAACTCA
AACTCCCTAAAGATCGTCAATATGTGGTCCGATTGATGGCTCCCTTCAACATGAGGTGCA
AGACATGTGGTGAATACATCTACAAGGGTAAGAAGTTTAATGCACGTAAAGAGACTGTGC
AAAATGAGCTGTACATGGGACCTGCCAATCTTCCGTTTCTACATCAAGTGCACTCGCTGT
CTTGCTGAAATCACATTTAAGACTGACCCTGAGAACACAGACTACGCCATGGAGCACGGT
GCCACACGAAACTTCCAAGCGGAAAAACTTATTGAAGAAGAAGAAAAAAGGATCCAACAG
GAGAGGGACGATGAGGAGCTGAACAATCCTATGAAGGTGTTGGAGAATCGGACCAAAGAT
TCCAAGATGGAGATGGAGGTCATGGAGAACCTGCAGGAGCTGAAAGACTTGAATCAAAGA
CAGGCCCAAGTGGACTTTGAGGGAATGATTGACAAATACAGAGAGATTGAAAAGAGAGAA
AA
>CL6881Contig1
AGAGGGCAATGGTAGGAGGGACTGACATAAAAACAGAAAACAAAACCAGATCATGACTGC
ACATGAATAATAGACATCTAATATCAATTAAATGAAAAACGCTTTCCAAAGCGCATTGTT
AGTCAAAGTTTTTAATCTAAATCTGAACACTCATTCATGAAAATAGTTAAAGATGACAAA
AGCAAAACAATTGGGTTTAAAGTGGAAATCGGCTATTTTAAAACATTGCTTTCAAATGTT
TAACCCAATAACAAGTAGGTACATGTTGGGAGATATATTATACCAACTCATCTATGTTGT
GGAGCAAACAAAGGTGTTGACATGATGTTCACTGATGGGTCTTATGTTGATGACGATGCT
GGATTTGTTTCCACTTTGCTGAGGTCCACAGTTTCTGCACAACCCACAAAGCGTGCTACA
TGTGACGTGCAGGATGTAGGTGTGCTCTGGTTTTCTCTGAGACATTTATCAAATTCCACA
AACTCCTTGGAACAGTCCCGCTTGATCTTCTGTATCACTGGGTGTGATGCTGTACAATGT
GCAACTTTCATCTTCAGTTCGTGGCATTTTTGTTGCCATGTGGACGGGTTGGAGGATACA
CAGGATCCATATGATTCCAGTTCTTTTTGGCAATACTTGGCCGATATATCCATAGCAGCT
TGCATTTTGAAAAATAGCTGGGCAACAGAGGTTACACCAAGAAGGACCCACGTCCAGCAA
CTCCTCGTGCCGAATTCGGCACGAGG
>CL6882Contig1
GTTCCTGAACGATCTGCATCATTACTCTCTGTCTGTCTGATTCTCCACCAGCCTCATCAG
CCTTGCTCAGGTAAAAATGAAGCCGGTCGCCGTGCTTCTCATTCAGGCTCTCCACAATGT
TAAGGGTGCGCTTGCACAAAGCCTGACCCATACGATCAAAGAAGACCAAGATCAGATCGC
AAAGATCACCTAGCCACAGGATGACATCATCCACATCAAACGGATACTTCATGTCTCCAT
CCACCAGCCCTGGTGAATCCACAAAGGTCACCAAGCTGAACTTCTTCTGCCGTGACGTGC
AGATTTCTGTGCTCAGATACTCTGAAACACCTTTAAAGTCTTGCAGAGTCTTGAAGTGTG



GATACAGATGAAGAGTGGCATTTCCTGTGAGGGATTCCCTCTTGCGTCCATTTGTGACAA
AGCTGAAGCCTTGTGTCTCTATAGCCACTCCAGTGCGCTGGATATGTTCCTCCACATACC
AGTTGATAAAGGAGCTTTTTCCAGCAGAGTGGTTACCTATCAGCATCACTGTAATTTTTT
TCCTGGGTGGGAGCAACTTGACACCAACAGATTCTGCCACAGTTATCAACCCGCTTTCTG
AGTCCGTGTAAAGTTGATGAATGTCCCGCAAAATGTGCTCATCACTAGAAACACTGCCAG
CTATCGAGTCTGCATTAGCAACACTTCTGCTCTTGATTTTCCCCGACATGGTTACACTAT
GGTGAGCTCGCAAGACAAACTTCTTCTGGAAGTAGCGATGCACAGCCGGTTTTCCAGTTT
GAATCAACCCGGTCCACTTGCCCCGGCCATAAGGCCCGGGTTAACG
>CL6883Contig1
TCGGCACGAGGGGAAGGTGCAGGAGGCGCGGCAGCACGCCGACCAACGAGCTCAGGCCGA
CAGGGCGGCGCTGATGGACAGGATCGCCTTTCTGGAGGACGAGCTGCGCACACTGAGGAC
CAACCGCCACGACGGCTGCTGAAGTCCTCAGAGCGGAAACATGCCGGCTCCTGACGGAAC
CAGCAGATCTACGGAGAATGTGAAGGTCCTGAAGTAAACAGCAGCTCTGAAGCTCGACGG
CACGCAGGAGTCTGAGGACCCTCTGCTGATGGCCGCTCCTCACTAAGGAGGAGCAGATAA
GTTCACAAAACTCTATAACAGGCTGGAAAAAGATTCTGCTTAATGCAGAGAAAAATACAA
CCAGATGAAGCCACTTCTGCTGTTTTCACAGTGATTATGCTAATCAAGCTGCTAGTTTGA
ACAGCTCACACAGACAAGAGACCTGGATCAGCTGATCTACAGCTGCCTCGATCCAATGGA
CAACCGCTGGCTGGATCCGAGAGAACAGCTGAGCCACAGTTCCATGGATCTGATGGAAAT
TCTAGACCAGCTGTTCTCTTTGAAGCTAAAATCTGTCTGACAGCACCACAGATAAGCTCC
ATTTTCAAAGCTGAGTTTGTTTCGTAAATCGAAATCATCAAATTTCGTTTTCCCTTTTGA
AGGAATTTTATTGTTTGGAATCTTTTTCATATCATTNTGAGTCAAACTACAGATTACAGG
GAAACGAAACTGTTTTGTCCAAGTTCTTCACCGACTCTCCTGCAGCAGAGAGAGCTGATG
ATCTGAGCTAAAGATGAACCTGAAGGAGCCTCTGCTGCATCCCATCGTAGAGCTGCAGCG
CTGAGCGGTTCTTCATCACAGACATGCATTACGATTTTAGAACCCGTTTGTTTTGGATCT
TGATGCACTCTTCCTCTCCCAGGAAGCAGGTTTTGTATAAAGAATCT
>CL6884Contig1
AGTTTATATTTCAGATAACCGATGCATCCTAAAGAAGCAATTAAGATACAGTTAAAAAAA
TACAACTTTATATGTACATACAAAAGGGTTGGCCTTGCTAAGTTTATAAAAAACATTCTT
GCTAAACAAAGAAGAGGAGGGTAAGGCAGGCAGCCAAAGAGGGAGGTGAAAACAACAACA
GTGATTGTTATGGGTTACATGCTCCAGACCATAAATGACAACAACAAAAAAGGCTAAACT
GGAAGAACAGAGCTTTCTTTCTGGAAAATTCAGTGATTTGGCTTCAGAAAACTACTGGAT
CCTACATCATCAAAGCATCAGTTGGTTTTTAAAAACCCACTCAAATGTCTTTTTTTCAAC
AGGTTCCGTTATTGCGGCTCTTTGAAACGCAAATATGTAGCGAACAGCAGGTGATGAATC
CCAGATAATTTGGCATTCGGATGGTTTTTGATGTGTGAAAGATAAATTCAGGGACAGTAA
TAAAGCTCAACTCACGGGCGAATCAAACTGATCAACAACACATTAAACAAACCACTATGG
AACGTGAGATAACTCACATTGCAAAATCACATTCCAACTGTTGCTTTCAAACGCAAAGAA
AGAAAATGTCTTTTAAAAATATTTCCCAGCCAATTACATCCTGAAAAATAAATATTTTTC
CCTAAAAGACACTTATTTTTGGAGTCTTTACTCAGAAATGATTCACCACTTTCACTCAAA
ACTGGTTGTGAATCGCTAATTAGGAGTATTTAACTAAGCAAATTAAAAGATGTTGAAAAT
ATAAAAATACCAAAAAATAATCTTTTTTTTCAAACCATCATGATAATGGACTAGTTTGGC
ATTTTCATGTTTAAAAATAGTTTTTTTATCTTTCATTATGAATTACCTCCCACCAGAATG
GATGGGGTTCAAACGTGTAACACAGACCATAGTCTTGATGCTAACAATAAAAAAAAATAG
ATATTTTCTGAGTTAAGGCAGTTTTTCATGTTTTCTGAAATTCC
>CL6885Contig1
AACTTTTATTGATTTGTCGAACGTTCTAGAAGAACCATCACCCCATGACCAATCAGGTAT
CCAGGTCCTGCAGTTCTGAGCGCCCATTATTTTAGTAGAACTTGTGAAAGGGGTGGAGTC
TCCAGCAGAGAAGCAGAGGTCAGAGGTTACAGAGGTTCAGGGGAAGATAGTTGTGGTCAC
TTTGAAACTTTTGACTCTAAAACTGGTTCCAGCGTTGTTTGACAGGACTTCTTCTCAGCT
GGACTACGCCTCGCTCATGACCATGGTTTGCTCAAGTTGATTGCAGAAACAAAATGGCCT
CGTGATGTAGCGTCCTGCCCTTCGTGTTGTTCCCCTCTGGCTTTTGAACTCTCTTTCCGT
AGGAAAATAACATGGATCCAGTCCCTGCATCACTGCCGCAGTGATGTCACTTCCTCCTCC
TGCAGCGGTAGCAACAGCCCCTTTTCTCCTCTTCCACACCTTCATCTTCCTTCACCATAT
ATGAATCCTTGTGGGCGGAGCTTGAAAATGTGTAAGATGTATCATTGCTGCTGAGAGCTG
TTGGATTTGCTATTACTGTACTGCCCCCATCAGAGGGGCGGAGCTTTGCCCTCGGGATAG
TCACCTGACCATATGGATTATCCAGAGAGACATTGATGTTTGATGACATTGTGGAGGCGG
AGCAGAGTCCAGTCAGTGAACCAACCACAGCAGGAAAGGCGGAAATAGGAAGCAGGACCG
TCAACCTGTCCACAGTCAGCTTCTCTTCCCGCCGAGAGTCCTCTTTGCTGTTTTCTCTTC
CTCTCTGTCCCCGGCCATA
>CL6886Contig1
CTTCTGATTTATCTATCATATCCAAATAGTGTGCCATCGTCTTTTTGTTCCAGTTTCTAT
TATTTTCATTAGTTAATGTAAAACATGATGTATCGTTTTCTAACCATTGTTGTATGACGG
TCCTGCCTATAGTACAGAGAAAACAAAAATCATAATAACATAAACTCAGGACTTCCCTTT
AATGCCACGTTCAAGGCCGTGACACACAGCCACTACGTACATTTTGCGTATATTGCATGG
ATGAAAATTGGTCACAAGTGAAAATATGTGGAAAAAGTGAAAAAGGTCGTGGTCTTAATG



TGAAATTTTCACTGATGAATCCCAAATGAACCATGTGAAAACCACGGAAGAAGTATGAAT
AAACCACGTAAAGAACACGTAAATCTACGTAGAACACGAACTGTGTGGGATTACTGCACT
TTTATATCCAATTTATTCGTGATTCGTGTATCAAGTACGTAATTTTAAAGTGATATGTGA
TATAAAATGATACATTAGTGTTACATGTGTGAAATGTCCGTTAGACATACGTGGAAATAT
GTGGAACGGTCGTGGAAAGCCACAAACTGGCGTTTGCATTTTGCAAAAATACATAATAAC
TGCATATAAACTACATAAAGTGAGCGTAAACTGCGTCATTTTCAACCGACCAAAAATGTT
TACCGGCTCAAAATTATCGGCCAAAACCCTCGATGGACATCTGCGCACATCTACGAATGA
CGAACGCAAGAAACACTTACGCATGAATAACGTATTTCACGCATGTATCACAAAAGAATA
AAAATGTCATAAGTGTGCATAGTGTCTTTGTGTTGTGGCCTGTGCGCTGGGTATGGGAAG
CATGTCAGTAACTCAGACAAAGAGATTTAAAAATAGATTCCTGCTGCAGAGCAACCTATT
AGCAAAAGGTTACGGTGTGGTCAAGCTCTTTATTAACCCTTCCCACAAGGTCAAATTTGA
CTGGTCCTTCGATTTATTTATTTTTTGTTTAAATTTTTTTTTTAT
>CL6887Contig1
GCATAAGAGCCAGGGNAGTTGAACAGCATAAACTGAAGCGGATCTCACTTTTAACCCTTT
AACACCCCAAGATGTTGTCGGTGACACCTAAATAATACAAACTCTTTACCCTACCATAAT
TCTGCTTTTCATATCAGCTTTGCACCGATAGGCCACACATTATCAATGTAAAGTGTTCCA
TAACACTGCAAACCCACTTTTCTTCACGACAGAATCAGCTGATTGACAATTGATTACTTA
AGCGCGTCACTACTGTGAAGTGTTGCATATCAGCCTGCTTTTCTCTGCTTCAGAATCCTC
TGGAATAACATTAATTATGTAATTGGTTGAAGAGTTACAGTAGTCCAAACCATGTTGACA
CTGGAGCTAAAGCTCCTGTGCCATAGGCTTAAACAAACTCAATTCTTCATCTAAAAAATA
ATTTCTGCTGCAAATAAGCAACCAGTATTTCTTACATTTCTTATTCGTTAGTGACCAAAA
ACCACCAGTTACTGATTATTTACTTCACATTTCTTAAAACATCTGTCATTAAATTTCAAG
AGTAAAAAAGCTTTCATAGCCGTTTTATGTTTGCTGCTGAACAACCTTTTAAGGTGTGTT
TGCATTTAACCGTTGATGAACTTTTGACTGGGTTAAGAGGGAAAAAAAAGTCTAAATTTT
AAAATGTTTTCCATTTTTTCAGAATTCTATTTTTTGTAAAAATCTCTTTAATAATCATTT
TAACTTGAAAGGGATTGACGAAACATTTTCAGTCTGTTTAATAAACTGCAAGCATGTGAA
TTCTATTGTGTCTTTTATAGAAGTTAGAAATAAAAAGATTACG
>CL6888Contig1
AGCTTTTTATTGAGTAAAAGACATNTAAGAAATCCTTCGGAAAAATCTGAGAACTTGTTT
AAAGGTTTTTAGCAAAGACATATAAGAACAGCTCACATTTCACTTAGAAACACCTTTGAT
TTTTTCATTTTAAAAACCTTTTAAAAAATGTAGAAAATGATCAATGGAATGTAAAATAAC
CAACAAATTACCTCTCATTTATTCTCTTATTGCTGTACTGATATGAACCTGTATTCTGGA
TAAATGCTCCTGATGCCAAGTTTAGAAGAATAAATGAAAAGATCTCTTTATAGAAAGATA
AAACTTTCAATTATTCTGAAATTAAAAAGCAGAACTGATGTCTGCCTACTGGAACAGGTC
ACACATGGCAAGCCGGGTTTTAGAAACAGAAAAGGCTGGGTACAGAGGGCTGGAAAAGCT
GTGCTTGAAGTAATGCAACAAAACAAGACTGCCCCCTGGTGACGCGTTGAAAAATGACAA
GCTGCCATCCTCGAAGTCTAGGAACACGCCGAGCGTTTGAAGGCCATCCGTCTTCACTGG
GATCGATTCTTTGTTGTGAAGCGCCTCCAGCTTCTTTTTGTCACATGCCAGGCACCAGGA
GCAACTGTTGAATCCCAGACGGGAGTTGTCCTTCTGGCCTTTCCTTTCCATCTGACTCTC
GCACAGCCCCACCTTCCAGCGGCCGTCGTCCACGGGCACGTTCACCTCCCAATACCAGCG
GCCCTTCTCCAGGATATTGGAGGCCAGGACTTGTGGGAAGGAGGTGAAGCGAGACTCGTG
CTCTGCGTAGGCCTGTTGGGTCTCGCTGTAGCTCACTTTCCTGTTGTTGTCAGACAGCTG
CAGTTTGGGATGAGCTGTGTCTTCATCCAGGACGGGGATTATTCCATACTGCAGTCTGTA
GAGGTCTCTGTCTTTGCCAGGCATGTTGATAATGACCGTGTCCAGACGTTTCTCCGTCCA
GGTCTTCAGGCAGTTCAAACGGGCGCAGTCAACTTCTTCTGGTGTTTCAAACAGCTCCAC
ACAGCTCCCAATGCCACTCACTCTACAAAGGAAGTGTGCAATCAAAACACACCCTAAAAG
AGAAAAAAAACC
>CL6889Contig1
GGAGATGAGCAGGGAGGAGTACGGAGCTTTGCCTGGATGGAAGCAGGTGAAGTTGAAGAA
AGCCAAAGGACTTTTCTGAACTTTTAAAGACCACAGCAGAATGTGGCTCTCACGCATGCA
GAGGCTCAGGGGTGGCCCCCTCTGAGTCGGAGCCTTCAGTGGACAAATGACCAGCAGTAT
CCATCAGAGCTGCAGATCATCCAATGACGTCTTCATCCCCTGTTTGCCAGAATGCTATTT
TTAAGGTCCTCTGCTGATGTCTGTACATATGTATCATAGATTTTCTCCACTTCGCACGCA
GCAGCAGGTTGGTCAGCCTGCTGGATGGTCAGCTGTCTCTGCTGCACATGTATGTTTATG
ACAAATAATGTGTATTTTTAAGAAAGCCACAGAGGAAAAGGAACACGTTTGTGTCCAAAG
GTTGGTTTCTGTTCAGAACTGGAAGTTGGTATATAAGCTAGAATGTACAGATTTGCCACC
AAAGCAGAAAACACACCTATGTGAGCGTAGCACCTTCAATGTATAGTGCCTTGTTCTGTG
TACAGTTTATATACAGATCCTAGTCTGCATTTTCAAGACTCTTTTTGTGATATAAAGAAA
CTTTAGAAAAATAAACTGCATATGTTTGAAAAAAAAAA
>CL6890Contig1
TGCTTTGTCTCTTAAATCTCACAGAAACAGCTGTCATCAGGGTTGCATAAATGGAAGGAC
ACTGACGTATCCTGCTACTGCTACAGACACGATGATCACTACAGATAACCAGGCTCAGCT
AGCTGCATGTGGACTCTAATAGGAGTGATGCAGAGAGATTACACAGGATGCTCGGTAAAC
ATGTTAGCAGGTCGTTAGGATGGATTCAAATGACATTTGTTGAGCTTGAGATCGTTGAGC



TTCACTCTCGCACGTAGACCCTCGTGCACACCACGTCATCTGCACCAAACGTCAGGGTGA
GCTCATCTCCGTTCAGCTCCCGGGTCCAGTAGGTCTTGGGGCCGTCGCCGTCCACCAGGG
TCTGCTGGCAGTGAATCTTGTTCTCTGACTCCCAGGTGGCGAGGCTCTTGCACTTCCGCC
CGTCCACCGTCTCCTCATCAAACTCCTCCCCAATGTGAAAGTTGATCTCGGTGGTGCGCA
CACTGGTGGACGTTTTGATGTAGAACTGATCTCCATCCTGACGGATCTCCACCTGAGGGT
TGGAGGCTGCAGCCACGGCGACCTTCCTTAGCATGGCGTTCACCCCGAGGGCTTTGAGTA
GTTCATCAAAATTCTCACTCTTCCGCATCTTCCAGTTGCCGGCAAAGTTAGGCATGTCTG
CTCAGGCTGGAGGGGCTGCAAAGGGGACCTGTTCCACGCTCTGATGTGCGTCTCTTCAAG
TCTTCCTCCTGCTTTTTCCTCTCTCCTCCTCCTCCTCTGCTCTGGGATCAGCCTCCCACT
AAGCAAGTCTTGAGGTTTTTTTTTCTTTTCTTTTACTTCACACAGATGGAGGCTCTCTTT
AACACAAACACTCACCGTGCCGCCCGCTCATCAGTACGTCTCAGTGAGCCGGCTGCAGTC
TCCAACTGGAGCTCCTTTATAGCTTTGACCCC
>CL6891Contig1
TTTTATTGACTTTTTCTCTTTAATCCACAGAAAGAAAGAAAAAATTTTCAAAACTAAGAA
GTTGTAAAGTCATAAACTATGATTAGGGAGAAGATATGAACGTGATTCCCGACGCTTTTG
CATCAAACCAAGCTCCTCAAACTTCCCTAAAACTCAGAGGTTTGGATTTCCGATGATGAA
AGCTACAGTTTGGTTTCATGTCTCCATGACTTTCTGAAAGCCGACGTGATGAAAAACAGA
ATCAGACGATCCACACGGATTCAGGTTGGAGATAAAAGACTATCTAGGACCAAAGGCCTT
TTCTGGATTTCCTTTTTGCAGGACGATTCTGTAAAAATCAGAACTTTGGTAAATAAATAG
AAAAGCGGACCTGAAGTTTTTCACAACAGTCATCAGCAAAAACCATCAAGAGTCCATCAT
CACAGCAGCCTGCTGGCCTTCAGCAGACGGAGGTTTCCCACTTTAAGAAGATGCTTTTGG
TTTTCAATTCAGACTTTGGTGACGTTTATTGTTTTATTCCCATAAAAGAAAAAAATCTTG
CAGAGGAAAACGCTGCAGCTTCCAGCTGAATAGTGGATCCGGCCTCTGGGGGGTACCAGA
ACCCAGAAACAAAACAAAAACAGACAGAACCTAAACGATGATCTCCTTTTGGAAAAGTCC
AGTTTTCCTTAAGTTGAGAAAGTGCAGGCAGTGTTTCTGCTGCTGCAGGCAAAGCTGTCA
ATAAAGTTTTTCTTCTGTTCGTTAGAAAAAACGCTGGAAAACGTCCGACCGTGCTTTTGC
TTTACAAAGTTAGAAAACTGTTGAGTGTTTTTGAACCAAAACTTCATGGAAATCTCAAAC
TTGAATCTATTTTTATTTTTAAAAAAGGGGAAACATTCAATCAGGAATAGTCAGGCGGGG
CGAGGCCCGTTCCTGACAGGAGCAGGAAGTTCTGAGAGGATGAAACCCAACGATGGATCT
TCATCGCCGGGTTTGATGATGAGGTGGAACCTAAAGCTAGCTGCAGTCGTCGCTGCCAAA
ACCATCGGCTGAAGCGTTTCCTGCACCTTCTGAAGGTGGAGAAGACGCTGAAACAACCGT
TACCTGAGCAGAAGGAT
>CL6892Contig1
TTATCTTTTTTATTTAGTCCCTCTTTTTCNTTCGGCACAAATGGTTGATGTGAACCTCTA
GTCTGATTCGAACCAAACACACCACTCGATCAGTTTTTGTGCATCTTTGTTGTTTCTGTG
CACATCAAGTTGGGTTTGTGTCCTTCTGCCTCCCACAGAGTGAATATAGGAGGAGGTTCG
CCTTGTTTACTGCTCCTTCTTGTCTCCTTGCTTCTGCATGTGCTTGTTGTACTGGCTGTC
GGTGTTCAACAGCTTATCCCACCAGGTGAAGGTGGAGGCGTAGTTCCCGACGAAGTTCAT
GTGGTGGAAGTCATGGAAACGGGCGCCAGCGTAGAATGGGATCAAGTGAAGCGGGTTCAG
GGGAATGTCGTAGCCACTGTGCACATCAATGGTCTCCAGCAGGCGGAATGTGACCCAAGC
CCACAGCAGGAACACGTGGTTACAGAAGATCATGATGCCAATGAAGAAACCAGCACCCAG
GATAATCGTCTCAGCAGGGTGTGCGTATTCCGCTTGCATACCAAATGGAGAAGTGAATTC
ATGGTGAACTTTGTGGATGTATTTGTAGATCCGTCTGTGATGCAGCAGGCGATGGAGGAA
ATAATGCCAAGTGTCCTCGACAACAGCACAGCCAAAACACTGGGCTAAAAGGTACGGCCA
GCGTGGCATCGAGTCCCAATCATAAGGAATGCTGAAGAATTCAGTGAAGTAATATGTTCC
ACAGATCAAAGGAAACTGGATACAAAAATGGTTAAAAAGAAGCATTTTGAAGCATCTCCA
CTGCTTCTCCATAGTCTCTGGTTTGTCCTGTTGGATCTTGTATTTTTGCATAAAGGGAAC
GAACTGGAATAAAAAGCCAGGCAAACATAAAACGAAGTAGACTAACTCATGGACTATAAG
TGATCCCCAGGTAGCGATCTGGAACTTGGTGTAGTTGTCCAGCATGTAGTTCCAGGCGTG
TTTCAGGGGAGGCTGGAAGGGGTTTTCTGGCAGGACAGCATCGACATACTCCACAGCCAG
ATAGGCTGAGCTCAGAATGTTAGCGGAGTCGTTCATCGCCATGATGGAGGAGGCAAGGTG
ACTGTAGCTCTTTCCGCAGTACGTCCCGTCTACCTTCCCGGCCATAATGCCCGGGTT
>CL6893Contig1
TTACTGCTCTAGTTTGGTAATCAGTCAAACAAAAAAACAATTTCCATTTTTAGGAAGAAT
ATAAATGATAATACACACCCAGACACTGTGTTCCCACATGCAAACACTGATAACAAATCC
ACGATTGGTGGAAATAAACCAACACATCAAATCACAAGAAAAGTGATGACCAAACTAATC
CAGTCGAAATTATCTGACATAAGTAAACACAAACATTATATGTCGTAAAAAGTAGCAAAA
ATCTTGTTTTAGGCTTTCTTTTTTTTCTAAAAGTCATTTTAAAACATGTCATTTCCTTTT
ATAGGTTGAAGAGTTTGTTAAAGAACAAAAATAAAAACATTTTACTCAACAAGAAAAGTA
AGACTATGCTAGAATAAGTTACAACTGATCATATTTAGATGTATTTTCCTTGTCTGCTTT
ATTAACATGTTTCAATAAGAAATAACAAGTGTTCAAAAAAATCAAGACAAAGTGGGATTT
TTGAAATATACAGTCAATTCCGTGAATTGAATTTGTATTTCTTTAAATATGTAAGAAACA
TCTGAATAATTTAAGGTGGAGAAAATTATTCGCTTGGTGCAATCTCTGGTGCTAAAGTGA
GTTTTTTAAATGAACAAGTCAACAGAAATCTGTGGCGGCACATTTAAGCTAGTGTTATTT



CATTTTATTTATTCAGACAGACACAGCTGGATGACAAAGGAAAGTTCTGACAGTTTCTTA
AAGTTTCTATCCAAGTTCTGTCTTCTGTTAGAAGACCTGCGCTTGTGTGTTTTGACGGCA
GCCTGGCTGTTGTGCTCAGCGGATGGGGGCCTTCAGAGCAGCATCCACCTCCTCTTCGGG
CAGGAGCGTGTGCCACTGGGCCACCGGACGCCTGGGGTTGGCCAACATGTCAGACCAATG
GCGCAGCCC
>CL6894Contig1
GGCAACATGAAAGATCAACACTTAGGAAACTCCAGCCTCACAGCATGTATGAGATCTGGG
AGGATGACATCGATGGAGAGCACATTGTCGCCTTCGCTGAGGAGGACGATCCAGATGGTT
TTGAATTTCTGGAAATCCTGAAGGAAGTGGCTCAAGACAACACTGACAACCCCAACCTCA
GCATTATCTGGATCGACCCTGATGATTTCCCACTGCTGGTTCCATACTGGGAGAAAACTT
TTGGCATCGACCTCTCCTCCCCTCAGATCGGTGTGGTGGATGTAGCAGATGCCGACAGCG
TGTGGATGGACATGGATGACCAGGACGACATGCCCACCTCTGATGAGCTGGAGCAGTGGA
TTGAAGACGTGCTGTCTGGGAAAATCGATCCAGATGACGATGATGAAGAAGATGAAGAGG
ACTATGACGATGATGATGATGACGAAGAAGACAATGAAGATGATGAAGAAGAAGAAGATG
ATGATGATGATGAGGATGATGATGGTGATGACGATGAAGATGATGAAGAAGACGATGATG
AAGAAGACAATGAAGATGATGAAGAAGACGATGATGAAAAAGATGAGGATGAAGATGAGT
AGATGTTTCAGCACTTACCGGAGCAGCCCAAAGTGGAGCCGTGTCTGTCCAACATGACGT
TTTTTGTGCAGATTTCTCTTTCAGGACAGGTTGAAGCTCCTCTGAAAGGCAGCTGTTCCC
TGGAACAGCCTCACACACAAACATCTGCATCATTGTTTCAAGCAGGAAAGGTTGAAACAA
TACAGAGACAAAGTGAGCATCTTTTCAGCCTTTGTAAATACTCTGGAATGCCAGAGTCAA
AGATTATTAAGACATATTCCAAC
>CL6895Contig1
ACGAGGGTCCCTTCAAGGGTTCTGCCCCCTCCCGTCAAGAGGGCAGGGTGGTAAGCTCTT
TCTGGAGCTGCTGAGGACCCTGTTGTTCTCCATCGTCTCCACGTTGCATAATGAAGGCCT
CTGGTTCTTTTGAAGAACACGACGGTTCTTCATCGGCATCAGAACTTTGCAGAGTTCTTC
CACATGGATTCTGCTGGAATCCTGGTCCTTCTGACGCGACTGTTAGACTGTTGGGGTGAA
GCCACGTTTGTTCATCCTGGGGGTGTGACCGAAGCACAGAGGCTTCACCTGGACCCCCGT
CTACGGACTTAAACCAGAACGAGTGCATTTCTTATCAGTGGTTGTATGTGGAAATGAAAA
AACAGCACTTTTTCCTCTGACCTGGCTCTTAGATGGGGGGAGGGGGGGCACGATAAATGA
TTGTGATGCTGTCTGTAGTTGAAAGGAAAAACTTCGCCATAACACCAGAGCTGCACAGAA
CCATGTCAGTATTTTGATGACAAACCAAAGTTCTTCATCTCCTCGTCATTTCTCCAGCTC
GGGTTGTTTTGACTCTTTCTCCAAAAGAACGTTCTGTGTTTTCTGTTGGATGAGCCTCGG
TTGTTTCACAGGAGTTTCCGGAGAACTCTATGTAACTTTGATGCTCCTGAGTTCATCTCA
GGAACTGACGGGATGTGAGAACCAACACCTGGTCCAGAACTTTTCTGACTGCAGTGTCGC
CCTTCTCCTTGGAAGCCCCTGAACGCTGCTGTGTTACATCTCTGATATGCTGAATAAACC
AATGTTTCAGTAAATACCCACCAGCACACAAGTGCCAGTGTGCAACCTGAATGTGCCAAA
ATGACCTGTTGTGTACTTTGTAGTTTTTCTTTAGTTTTGAATACAAACCTGCTGCTGCAG
AAACAAAGAGGGCTTTCAAAATCAGCTGTGAACGGTTGGGGCTACAATCCAAAGTAAGCT
TTTGTAAACCACAAGGGACTGAGATTCA
>CL6896Contig1
GTTTGTTCAGAGAAACGGGTGAGGAGATGACTGACCTGGAGACCTCGATGGCGACCATCA
TCGCTGTGTTTCAGAAGTACTCGGAGAGAGAAGGAGACAAGCACAAGTTGAAGAAGAGCG
AGCTGAGGGACCTGCTTCACGACGAGCTGCCGGAGCTGATGGCGCACGTCAAAGACCAGG
CCACGCTGGACAGCCTGATGGAGAGCCTGGACACGGACGGCGACGCCGAGTGCAACTTCC
AGGAGTTCATGACATTTGTCTCCCTGGTGACCGTCTGTTGCCATGAGTTCTTTGAGCATG
AGGACGACTGAGGGCACAAAGGGGTTGGCAGGGAACCTGAAGGAACTCTGTGATGCGGCT
GCTGGCACAAATCCACTCCATAGTTTCCACTAAGTGGTGATGAAGTTAGAAAAGTAGCCA
ATCGGAAGGTAGGCTAGTGAAACTACCGATTTTAGACAACCTATTTTTGTTTTTTCTTTC
TGTTAAAGTCAGTCAGACTGAAAGATTGGTCAAAAATGCTTTTCTTTGTAGTGATTTTGA
AAGCACTTTCTCTGTCTAAGTTTAGGGTGGAGCCTTTCTAATGATAAACTTTTGCTCTGA
ATTAAATAAAGAACATTTCAAAATAAAAAAAAAAAAAGGATCCGCCGCCGCCGAATTCGG
CGGCCGCGGATCCCAGACCGGCATCTCTGCTATCGATGGCATGAACAGCATTGCCAGAGG
ACAGAAGATTCCCATTTTCTCTGCTGCTGGACT
>CL6897Contig1
CTTAATGCCGTCTTTCCAAAGTTCTTCCCCCTTCCCCCTCGAGTGTGCTGAGCTTTGAAC
TGAAGACCTCAAACGGGAGGATGTGAGACACGGACTTCTGCTTTCGGTCGGAGGCCGACA
TAAAGCGTTGGACAGCTCTAACCAGTGGACACTATGCTGTGACTTTGGGTTACATGACCA
GAGACTGGAGATGTTCTGAGCACTGACGTAGCATTTTTCTGCTGTCATCAGGGATTTGAA
ACATAGCACCTCTTACCAAGAAAAGAAACGAATCAACACAAGCCTTAACTCCATTTCTGC
TCACCGACATCCCCCGATTCGACAAAGTTCTCTTCTTCCAAACTATTTATATCCGTTACT
GTCTTCATGTATGAACCTGCTTACAGCACCCAAACCACTTCCTGCTTTTTTTCTACGCTG
CTTTTGTCTGTTATTACCTACTTAGGCTTGTAAAGAAGTGTTTGTGTAGGATATAGCGGA
GCAGAGATTAGTCTAAAGGTTTGTAGTATACACCTGTAGCCTGCCTTGTGCATGCATTAA
CCCTGAATGGATACAGCGACAATGTTTGGGCCTACGTATCTGCTGCTCCAACAACCATCA



CCTAAACCCCTTTTATGCCTTTGATGTCATTGAAAGCCTGGATTTCTTGTAGCTCCTCGT
TTCTCCGCCATTACAACAAGATGGCGTTTTTGTTTTGTCCTCCGAGTACACCTCTGCTCT
GACTGTTTTTCCCACCGATTCACCCTGAAAAGTCCCGCCATGCAGCGATTTCTAAACTTC
AAAGTCATAAAGGGTCGGCTTTGTTTGCCTCCCTTCATGTTCTAAGCAGCTGCAACGTCT
GGATCTGTGCCTGTCATAGTTTACCAAACTGTTTACTGTAGTTGCACTTTAAGATACCAC
GGACCTCACCGAGTGTTGGCAGATGAGCCCAGGCGACTCATCGGCTGTACCACTGATGTA
GGGGTTTCATACAACAGACGAGGATGTGTTCATTTTTATTTTTCTACCCAATACTGAACC
TTT
>CL6898Contig1
CAATTTTACACTTTCCAAGGTATTTATGCACCATTCTCAAATGTTTTTTTTTTTTCATTT
ATNGAGAAAAAAACAACAAAATAAACTCATNGGAATTTATTAAGGGGTTCTTAANGTAAA
ANAAATAACAAACCAAAATAGGGACNTCACAGTCAGCAGTTAANACGGAGCGTACAGNAA
AAAAAAACNANCANCCNTTCTAGGGNAGGGGCGTTTTTGGCCTTTTAGNAGGCAGGAGGN
AGTTTTTNGGGGCGNATGCAAGNGCTTCNGNGGGNGCCCGGGNAACNGGGTTCACNCNGC
CTTCNCGAANCNACGNGGGCAAACNACGTCNCCCATTGNGAAAGNCANCGGGAAATTGTT
TCCGTTGACCNCCCGNACCAAACGGGNCNCTTTGCCGNCCCATTTCNGCACGTGAACCAN
CTNGCCATCTTCNAANGTCACAAGGGACTTAACCTTCCNGNCGNCNGCAGGGGNCNCGNC
AAACNCCNCCCCCAGCTTGAAAGNGANCNCNGNGTNCTTGANGGGGCTTNGGGNCTTCAC
AGNAACCCNGNCCCCGNCCANGGAAATNATGGNGGGGGGTTNGGNCAGGTTCCCNACTTT
ACNCGGGGCAAATCCCACCCCCAAAGCCTTCA
>CL6899Contig1
GATGTGCTGGCCACAACATCCATGCTGTATGGTGCCACAAATTGTCTGACATCAATGGGT
TCGTCCGAATTCATTCGTCCAAGTTTTTTAACAAGGTTCTCTGCGTAGCGTGCAACAAGG
GGATAAACCTGTTTCAGTCTTCCACTGGTAAAGCATGGAGTCAATGAGCTGCGGATCCTT
TTCCACTTTTCATCTTTAACAACTGCAACACCATCAGCTAATGGTCCATCTTCTGGAAAA
AAGTTCCTGCGGTTTGTAAACGCACTGTAACACTCCTTCACCATAACAGCTTTGACAAGC
TCGGGATTTGCAACCATCAACATTGGTTGCCTTCCCTCGAAAACTCCCCAAACATCTCCA
TACTTGTCCAGGCACTGACGATCGAAGCTCAAAATGTCCCTCCCCATTTGCAGAACATTT
CCAACAAACGGCAGGGGCATCGGTCCTGAAATGCCCAGCTTCCTGAAAACCCGATACGGC
CAGACCCCATATAGCAAGAGGACGGTGAAAAATAGGGCCAGCAAAGTCCATGTGGTTGCA
GAGAACATTGTGAGCGATCTGGATGATGGCTCTGTATTCAGCTTTTCACAACGCAATACT
TTTTAGCACGAAGAGAAATTTCAGCTATGGCCGGATTCGAAGGCTGCGTTCTTNCCTGGG
CTGCATTTGTAAGAGTATTTTTGGTGCCTCCT
>CL6900Contig1
GAGTCGATGCCTCTGACGTAATATCTGACACCCGGCCCGGAAACAGCTTCTCCTGGATAT
GAGGATCCACTCAAAGATCTTCCCGTTGATGCGACATGGCTTCAAGATGATGAATCCATG
GACGACAGGCAGAGCAAACCTGTGGAGCTCGGGCTGTCCAGCAAGTTCTCGAAGGAGATT
CCCGTTCCACACAAATCTCTGATCTGCCCTCTCCAGCAGACTCATCTCCTGGAAATCTGG
GCTGGTGTTGGCCAATCGCTGCAGCGTGTGCGTCAGGTCAAAGTCGGTGCAGAAGTAGAA
GCCGTCTGTAGTCAGAATGTTGTTGATCATGGCCAGAAAGGTCTTGTTCTCCTGAGACTG
CGTCTCTGAGAGGTGGAGCACGCTTTTCTTGTAGGAGATCACATCAAAGTCGACGACTTT
CCACACGGCGTGGCCCAGGATCTCACCCACTTTTTTCTTCCTGGTGATCACGATCAGGTA
CATCCCTGCGACCAGCCTGATGGTTCCCATGATGCCGAAGATGGGTCTGGTGACCCCCGT
TGGAGGGAGGTCCTTCTTACCTGTTAGTGTCATCTCGTTGGACACCCTATCGATGGCCAG
CACGGCATCCTCCCCTTCATCGCAGGCCTCGATGAAGAACTTCTCAGGAGTCGTGTGTAA
GTTGTATCTATCGAAGGCGGTCGCCATTTTTCCTCCTTGCGTTCGGCTGACCTCACTGAC
GTAAGCAC
>CL6901Contig1
GCCGAATTCGGCACGAGGTTGATTTTCAGTCATTTCGGCTTCCGTTGAAAGGCTTTGTGC
GATCCATAACATCTGCCTGTTCGTAATTTAGCCTCTTAACGTGGACCTTTCCGCTTATAA
GAGTTATAAGTGTGCAGTTACATTTAGTCAGCCATGTCATCTGACTCTATAAAGAAACGC
AAGTCGAAGGTTCTTCGTAACGAAGGGGGAACCACTGAGATGAAGCGAGGCCGAGGGGAG
GTCGAGCAGCAGGATGTTCGCGTGTATAATGAGGAGGTGGAGTTGGACGGCAGGGAGCCT
GAACACGACTACTTGCAGTTTAAAGAGTCCTGTGAGACTCTGGCTTCTCTCATGAGTGAA
ATCCAGGAGCTTAAAGCTAATGGAGCTAAAGAGGGGTGTGCCGAGGTTGAGCAGAAGCGC
ATGCAGAGCTGCATCCTCTTCATGACCTTGAAGAAGTTCAACCGCCTGGCCCACATGCGG
CTAAAGAGAGGACGAGACCAGACGCACGAGGCAAAACAGAAGGTGGATGTGCTGCACCTT
CAGCTGCAAAACCTGCTGTATGAAGTCATGCATCTTCAGAAGGAGATCAGCAAATGTCTG
GAGTTCAAGTCAAAGCATGAAGAAATAGACTTGGTCAGTGAGGAGGAGTTTTACCGGGAT
GCTCCTCAAGAGATCTCCAGGCCTCAGCTCACAAAAGACGATCCACACCAGCTCACACTG
GCCCGGCTGGACTGGGAGCTTGAACAGAGGAAGAGATTGGCAGAGAAATATAAGGAGTCT
CAGTCTACAAAGGAGAAAATCCAGAAGAGCATTGAGGTGAAGAAGGAGCATCTGAGAAGT
TTGCAGCCGGGACTTAATGCTATCATGCAGGCGTCTATCCCAGTGCAGGAGTATTTGTC
>CL6902Contig1



AACTGCAAAAGAGCTGTTTTTACAAAAAAAAATGGAAGAAAAATGGAGTTAACACAACAA
CAAAGTGTAACATCATCAGCATACCGTCGTACATTTTCAGAGATCTGTAAATGTCACAGG
AACGTGAAGCTGTGTTGTGAACGTTTATTGTCCTCAAACTTTGAGGACACGTCAGAGCGG
TGAGGGCATCTCGAGATGGGAAAAAACAGTCAGTGGTTTTTCTGGAGTCTCAGCGCGCTG
CCATCAGTTCTAGCTTATGTGCGATCAACAAAAACACTTCCAACACTATAAAAGGACTCG
ACGTCAGAGCACACCCTCATCAACAGCCACGGTAATAAATAGAATGTGACTGTACAAGCA
CATGACACCTCAAGAACAGACTTGTCTACTTCTAGAAACATTTGATGAATGTACACCATC
CAGCCTTACTTCAGAAAGTTGTCAGTTTGAGGAAATATAGCATATGATTTTATTTGTTTT
AGCTACAAACAGTTCAAAAGGAACAAAGTGAAGGCAGCACTAAAAATATTTATGTATAAA
CAACAAAAAATAAAAGCCCCTGAGGCCACACTCGTACATCTAACACTCGGAGGGACCGAC
AATTTCCAAACTAAAGATTCGATGGGAGAAAATCTGAACACAAATGTCTGCTGGGAGATC
AGAACTTCCACCACCAAATTACAATCAGAAGAAGACATTCAGTTTCTCCTCCAAACAATC
GAGAGGGATTTTCAAAGGACGTGGAACCGTCGGATCAGGAAAACCTACAAACGCTAAAAT
ACTCACGTGGACAAAGATGCTACTGTTAAAGTGCAAAACTACGAGAAATCCAAAATGAAA
ATAAAAAATGAAGCATGCAATCTACTTGGAGTCCTTTTTCTTTTGCTCTGGAAGCCTTAA
TTCTCCAAAACTTCTGCTGAGACGGACACAATGACGTGAAGGCTCTAGAGGCTCTGGCCT
CGTGCC
>CL6903Contig1
ATATCTACAAATTCTTTAGAAACATACGAGTTAGAAACCAGGGTTAGTCTGGGAGAAAAA
AACGAAACTTCCATGACAGGACATTTATAAGTAACAAGATTCAGATCATCACAGGAGTGT
TTTTTTATCTTAATATATTTCTCTGTTAGTAACAATTATTTTTATCCTTGGAGGAGGGAG
AGATTTCCTTGATTACGTATGAGAAGTAGTCCTTTTTCAGGCCAGCAGGGGGCAAACTGT
GCACATTTTATGGCACCGTGCTGTGATTCTACAGGCCTCCTTTCAGCAGCATTTTTGGAA
TAAAAAGAAATAACTCAGAGCTGCTAACCTGCTCCCAATGTCCAACCACATGAACCCCTC
ATATTTTACATGCATGAGGTACATTTACACAACAGATCTTCAATAAACAGTTTGACGGGT
TGCATTAATCCAAGCATTAATCTTTTTGTCTTCGTTCTCTGCACAGATTTATAACTTAAA
AGAGGAAGATAATTGTTTTTTAGCTTTAAACTTTTTTGTACATAAACTTAAAAATCTCAC
AAGAAGCTTTACCTGCACTGTTAGTTCATTTATAAGAACTTAAGCTTTTTTTTATTAACT
TTTTTGACAAACAAAATTAAGAATACATGTAACTACAGAATAAAATGTAACTGTGATTCA
AAGACAAAGCAGAATCATACTCCAAGACTAATGCCCTCACAGGGTAAAAAGAGAACAGAA
AAAGAAAACNCATGAACCTGAATCAAACTCAATTGAAATGTGGCAGGTCTGTTGTGAGTC
TTGTGTC
>CL6904Contig1
ATCACATGTTCTGCAGCTTCCTTTCACAAATACACGTCACACAGGGTAGCACTGCACTCT
GAAACGGTACAAGATGGAGAAAGAGAAGTACTGGTGAAAACAGCTGTGTGATGATGACCT
GACATCCCATTTAGGGCTAAAGGAAAAACTCTTATAGGCATTTTTTAAAAACATTGATTT
ATAGTTTAGTATTCAGTACAGACTTTTGGAGTTGACTGTCAGTAAAGTTCTTCCAGCATT
TGACCAAAGGAGCCTGATGGCAGCAAACATCCTTATTCAGGACTCATTAAAGTGGAAAAG
GCTTCATGGAAACGTCTGATCACAACTAAGGAACTGAAAACATGAATGAACTGTTAGCAA
TTACACAAAGACATATAGCAGATGAATACCATGTAACTACTACTGTACTGTTTAAGTATT
ATTACTCTGTTTACAGCCCATGCAAAGTACTGGCACACGGTAATCTACAGTTTTGCTCTT
TGAGGTGTGAAACATCTCAGTGTTCTGCTTTCAGTCAGTTACGAATTTCCATTTCTGTTC
ACAAATGTTCTTCTTGTCTTTTGTTTGCTGACCCCCCCCAAAAATACAGTTTTCACCATC
AACCATCTCTGCTCTTCATGTGTTTGCTTCCTCGTTGCATTCATGCCTGTTTGTCCTGGT
TTGTCTTTATGAACAGAGAAAAACACCTCAGTTACTAGTCATGATAATACGAATAACTGT
AGTCACTGACTTTTGTTGTATAGATCCTAAGTTTGTGGTCATGCTATGTGATTCTTAACT
GATGCTTGTGTTGAATGTTGAAATTAAACT
>CL6905Contig1
TCGGCACGAGGATTTGAAGGTGACAGTAGCATCGCGGCTTGCTGTTATCCAGCTGGAGAG
GGTCACCGGCGCTGGGGCTCGGTTGTGAAACGACACGGAGGGGCGAGAATGGATCCTGTG
AAAGCGCAGCAGCTGGCGGCGGAGCTGGAGGTGGAGATGATGGCGGACATGTACAACCGA
ATGACCAATGCTTGCCACCGGAAGTGTGTCCCGCCACACTACAAGGAAGCGGAGCTCACA
AAGGGCGAGGCGGTCTGTCTGGACCGCTGCGTGGCCAAATACCTGGACCTTCACGAAAGG
CTGGGACGGAAGTTGACGGAGCTCTCCGTCCAGGACGAGGAGACAATGAGGAAAGCGGCA
GTGGGTAGCGGGTAGAGCCGCGTGGGAGGAAACGGAGCGGCGCTGTCGGAGCTACCAGGA
GATTCTTTCAGTTAGAGAAATGTGTCTTGATGATGGGTAACGAACAAAAAAAAAGTGTTG
AAGGTTTACTGGGATGTTCTCCTGTTCTGTTCAAAAGAAGAGGATGACTTCTGTGAATGT
TTGCCTCCGTCCAGCGCAGCCTCAGAGGGAGTCAGCTGCTGAACACTGCCTGGAACATAG
ATGGTCCTCAAAAGTTCCTTTCATTTTGCAGCTTCAGTGCAGCAGCTAATGATGCCATTC
AG
>CL6906Contig1
GGTGAGCCATTTTNAAAGGTTTTCCTATTCCTGATTNGGGTTTACTTCACGTTTTACCAA
TCAAATGACTTTGTTCCTTCCACACCTTCAATGCAATGTTAAGANTGGTATAAAAGCNGG
ATTTTTTTCAGGATNTAGTGAGTATGTTTTGGTAGGTTTAGAATCAACCGTTTNTTCAAA



ATAATTGTTTTTGTTTAAAATTTGTATTTTTTTTTTTTCATTATCAAAGTGGAAATGTTC
AACACCTTTGATACAGCTGAGTAACTGATGCTTGAATGGCAACTCCCCTGAATGAAAGAC
GCATTTCTTTGATGGTTGCAGTAAATAAATACAGTACATCACTGGTGAAAGGCTGTCATG
ATCATCCATTTTAAGTGTTTCCAGAGGGGAGTGAAAGGATTCCCAACAAAGATTTAGTTG
TTTCTGGAAAAAAGGCAACCTTGAGTTGGAAGTGTTGACCAGCGAAGCGTGACCCACTAG
AGGATGCTGTTGTGTGTCTTTTCCATGCTTGTCTCCTGTGTGCCACAGCCTCCCCCGATG
ATTCAGTGTCACCACAACCATCTTTGTTTGTAACCTTCCTGTGTTTCCTTCACGTGTTTT
ATATGCTGCTCACACGTTGTGGTTGGATTGTTGCGCTGTATGAGAATGATTGAATTAAGA
AAACGGTGATTGGGTTCAAGTGTCATTAAAAGGTGATTAAAATTCACATGAGAGGCT
>CL6907Contig1
TTTATTTTCAGATTTCGCAGAGATGGAAAAACAGACCTGAAAACACACATTTTCACAATG
TTATTAATCTTCTCTGTACTTTTGTTCATACTGAACGTAACTTTCCAGACAAGCATCAGG
TCAACTGAATTAAATGTCTTCACCACTGAAGGTTTGTACTCAGCTAAGAGCTGCTATTTA
CTGGAAAAGCCATTGGCTACAGTTCTAAGGCATTGTTAACACTGTTCATTGACTATTCAT
CATGTTATCTGGTTTTAATACAAAATTTTAGAATATGCTATAGATGAGGTTCAGAGGGAA
ACTGATCTAAACGATTATGATACATTTTACAGGAACAGGCGCCGGATGGTGCCATCATGC
CTTTTTGGTCTTTGTCTGTTTAGATTTAGGTCCATCAGTCTTTTGGTGGCTACTCTGATC
CAGGGGATGTACTTGGACACCTGGGTGTAGATCCCGTATTTGCCTTTGCGCGCGCAGCCT
TCGCCCCAGCTCACTACGCCTGTTACAAAGTAGGTGTCATGGTAGCGCGTTACGTGCGGG
CCCCCACTGTCGCCCTGGCAGGCGTCCTTTGCCTCTTTATCGTAGCCAGCACAAAACATC
TGCGGCAGGATTTCCAGCGGTGTGGATTCCATGCAGACGTGCCGGTCAACATAAGGGACA
CTAAGGCGCTGCAAGATGGTGGATGGCGCCCGGCCTTCACCGAGACGTCCAAAACCGCTG
ACCAGCCCCTCTGGCTGGCGCATCAGTACCTTTTCGGCAAATTCTTGGTCAGGTAAGCAT
GCTGGCAGAATGTACTTGGTGAACTNGATTGGGTTTTGCAGTTTGATGANTGCANNGTCA
T
>CL6908Contig1
TTCGGCACGAGGGTTAGTGTGGCAGCTGAAGCAGGACTACGACAGCAGAGGAAAAACACC
AAACAGGACGGTTTTATCCAATCGAGACACCTGCTGGAGCCGGAACCTGACGGAGGGAGG
AGATGGACATCCTTGAGACACATGCTTACGACAGGAGGAAGAAGAGAAACATGTCCTGTG
CTCTCTTTGTCTCCCTCTTGCCTTTCTTTTTGTCCTCTGCTCTTTACTTCTATTTGTGGA
CTCCTGACTCCNAAGCCTCGCTCATGACAGCAGGTGTCAAATCAGCACCGGCGCTCTTGT
TAGCCGCAGCGGTGCTGAGCTGGAAGGGAGGTCAAAGTGTCATGGGTGTGGCCGGCGGAC
TGCTCTTCTCTGCTGTTGGCGACTGCTGCTTGGTGTGGCCTGAGCTTTTCCTGCACAGAA
TGGGAGCTTTTGCTGTGGCTCATCTACTCTACTCACTGTCCTTCCTGTCCAGTCGCTACA
CCGCATACACCTCCTCCTTTACGCGTTTTCTATACCTGATCCTGACCGTGTTCGGGGGAG
GTTTCTACATCTATCTATTTCCATTCCTGCAGAAGGCGCCAGACTCTCACCTCCTAACTC
CAGGGGTGGGGATCTACATCCTGTTACTCACACTGATGGCTGCTTTGGCTTTTCGGACTC
ATCATGTTGCAACTCTCCTAGGAAGTTTGTCCTTCATGGTGTCTGATGCCTCATTAGCTC
TGCAGGTTTTCAACGTGGTACAACCGTTTCAGTATGGACACATCGTTGTAATGGTGACCT
ATTATTTGGCCCAGTTATTGATTGCTGTGGGAGATGTGAAGGCAGAGGAGAATGGGGATG
ACTTTTCAAAGTGGAAGAGATCCTAGACAGTTACCACTCTGACAAGAAACAATATTTAAA
GCGCCGGATCTAAATATTTATTTTCTGTGATTTAATGTTATAAAGTGTTGTCGATTTTTT
AGAGCTAACTTGTAACGGTAAATTTGACAGAATGATGTAGCTGATACATAAA
>CL6909Contig1
AAAAGTGGCAAAAAAAACAAGTAGTTCCTTCGTTGGAAATGATTTGGCAGAAATTAAGGA
TGAAACAACGTGTGAAATGATTGAAAGAATGAATGAATAATCAAACTCACACCTAGTGTT
TTTGCACATTTGATATATCTTTGCATTGAATCTTCTACGAATGCTCCTCAAGACAGGTAA
ATAATTGGGGTGGTGTTGAATAGTCAGACTTTGCACCCCTGGTCCCAGCTATTTTTCTAT
AATGCCTTCTTAAATGTGCAAGACGCATCCATATTTGTAAAGCCATCCCAGTCTCTAGTT
CTAGATCGACAGATGCACCTGTTGTCCACAGTGTACGTTGTACCGCGTTTGAAGTATTTG
TACCTTTTCGCTGTCTTTAGGTGTTGGCAATGTCAAGTCAGTTATCCGATTTAAATAGTC
GTTCTTCACGCTGCATGTGGTCTTTGCATGAGCAAAAATGTAAACGGGAAGATGCATAGA
CGTTGCTCTTATTGTTTGTGTCACAAGACTCGCTGCATTGTATAACTGTCCCCAGCCATA
GTGCCTTACATATTTGAGGTTGTTAATGTTACTACTTATATATGACTATATACATGAATA
TTAACGTGCCGGACTGCAGCACTTGAAATTCCAATCAGTCGATGCATCCTATGTGTGAGT
ATAGGTATATGTTCATGCATAGCCTGCATGGATGTGATGTTATCGCGGAGAGCGGTGCTT
CTGTTTTGGAGTCGGTGTATATTTCGGCGTGTTGTGAGTTCCTCTTTCTGTTCTCTCCAG
AAGAACAGCATGCTTTGCTGTTGCAAATGTGTGCTGTTTTCCCCTAAAATCCTTTTTCTT
TTCATTCTCTGTTCCCGAATGAAACTTGTGTATAAAGTGCAAGTACTGAGTATTGCTTGA
TATTTGATAATCACTTTCTATTTAGTAAGACTCTTACTACTAACAGTATTTGTACTGTTT
AAAACTGCA
>CL6910Contig1
GCAGGCAATTCGGCACGAGTGGAAATATGACGCCGAGNATNGTGTCTTCACTTTGACCTC
AGTGGCAGCTGGGAATTTCTGCGCTGGGTCAGTCTGATTGGAAAGAAGTCCCAGCTGTTG



GCGTGTTTAAGGTTGATGTAAAGGCAGCTGCACAGAGTGGTTCTGTGTCCTTTGAGCTTT
TTCCCTGGGCAAGAAATGTCATAAACCCATCATTGAGTGAAATGATGGTTAACTCTGTCC
CTAGTGGGTGCAATTTTGAGATAAATCGAGCAGGTTTATCAATCACTTCACCTGTTTGTC
CTTTGAATATGTCCATTCCAGAAAAAAAGGTTGAAGTTAATCCCAGTTCACAGGTGTCTG
GAGGAAATCTAGAGGAGTTTCTAATCAGCAAGGAGAAAACTGAAGTTGTGAACCGTCTAA
TTGGTGTCCCTGAGTGAGGCGGTGAGGCGACGAGTTCATTCGTTGCCTTTTGTGGCAAAA
GATAATTTACCTCTTAGCAGTGGCCAGGCTAGCATTGCTATACTCTTTTCAGGAGGCATT
GATTCAATGATCCTCGCTGTCTTAGCAGACAAACATGTACCTGTTCATCAACCAATAGAC
CTTCTTTAATGTGGCCTTTAAACTAAAAGAGCCAAAAAAGCAGCCTGAAAAGAAACTCAA
AAAACAAAGAAATAAATCCAACAATTCAGAGACAGTTCAGGTCAGTTCTCTGTCGTCCAG
TCCATTTGATGTCCCGGACAGGATAACGGGGAAAGCTGGCCTCAAGGAATTACAAGACCT
GAATCCTGAGCGACAGTGGAATTTTGTTGAAATCAACATAACTCGAGAAGAGCTGCAACA
AATGCGACAGGAGCGGATTTGCCACTTAGTTCATCCACTGGATACAGTACTAGATGATAG
CATTGGCTGTGCTGTGTGGTTCGCAGCAAGAGGAAAAGGAGTCATTACAGAAGAGGAGGA
GCAGAAACCCTTCACATCATCTGCTAAGGTAATTCTGACAGGAATTGGTGCAGATGAGCA
GCTCGCAGGCTACTCCAGACACAGAGTACGATTCTCAATGTCTGGGCATGAAGGGCTGAT
TCAGGAACTTGCCATGGAGCTGGCAAGAATATCATCCAGAAACTTGGGCAGAGATGACAG
AGTGATAGGAGATCATGGGAAAGAAGCTAGGTTTCCATACTTGGATGAAGAAGTGGTGAA
CTACTTGAACTCCTTGCCTGTGTGGGAGAAGGCTGATCTGTCTCTCCCTCGGGGGGTCGG
GGAGAAGCTCCTCCTGAGACTGTCTGCTAAACAGCTGGGCCTCGGCCAATCAGCCGTCCT
CCCCAAGAGAGCCATGCAGTTTGGCTCTCGCATCGCAAAGATGGAAGACGGCCACGAAAA
GGCTTCTGACAAATGCACACGACTGCTTTACGACTAGATTGTGAACATTTTATTTTTTAT
TGAAAATATAT
>CL6911Contig1
TCGGCACGAGGAGCCATTCTGAGCCCCAAACCTCCTGGCACCTTTCTGCTGCGCTTCAGC
GAGAGCAGCAAAGAGGGTGGCATTACATTTACATGGGTAGAGAAAGACATAAGTGGAAAG
ACCCAAATCCAGTCTGTGGAACCGTACACCAAGCAGCAACTCAACAGCATGTCCTTCGCC
GACATCATCATGGGTTACAAGATTATGGATGCCACCAATATCCTGGTGTCGCCTCTTGTT
TACCTCTACCCTGACATCCCCAAAGAGGAAGCTTTCGGGAAGTACTGCAGACCGGAAGCA
GCTCATGAACCCGAGGCAGGAGGAGATTCAGCAAGCATCACCCAGCCATACTTGAAGACA
AAGTTCATCTGCGTGACCCCGTAAGTTTCCATCAATCCACTCCGACTCGCTGTCAAAATA
AAAGCATGCCGCTCGGTTAACTCCATCTGTCTTAGTCTTTCTGCTGCTGAAATGTCCTGG
GAGGACATTTTCTGTTTTTAGAGCTGCGTTCGTGAACCCAAAGAGTTTCCTTAATAGCAT
CAACTTTTTCACCGTCTGGGTAATTAAAAATATCGAATCTCGATGGTCAGTGTTCACATA
GAGGGCTGCAAGATGATTACGCCTTTTATTCAGAAGTAAAATGAAAAAAGAAATTAAATG
ATTTTCAGTCGTATTCCTAAGCTGAGGAAAAACAACAGTCATAAAAAGTATTGAATGTTA
ATAAGTATTACTAGTATTCAGGCGTGTTCATGTCGGTCAGGTTTGATAGTGTGCTGGTGG
GTTTCCAGGTTTGCCTAGTGAGATCCTGACCTGTCTCCGTAGGTGTCCCTCCGTGTTCAT
GGACTTGCCGGACAGTGAGCTGCTTGGGAACGGATTCCCAGGGTAGGCCGCTGGGGGGGA
GGTGGCATGTAGAGAGCATTGTGTGCATCTTGACACTTAGTATGTCTGGTGGACGGCTTT
CACCACTGTCAACGTAGCCAACGCCTCCACATTGTTTCTGTTGTGTCCAAACTCACAGCC
AAAGCACCTGGCTTCTCTCCTCTCCGTTCATCCGTTTTGGCTCGGTTCAGACCGCAATCC
TCCATCCATGACCACCCGCTTTTGGTTGGTTAAGGGAAAGATTTTGAAGTTGACCGTTAG
ACAATCTAGCATCAATTTCTGAGAGATAAAAAGTTATGCCTGTTAGTTGACAAGAAG
>CL6912Contig1
TTCGGCACGAGGATTAAAGATGGAGCTGCATTTGATTTCGCTTGCATTAGGCCTCCTGCT
CCTCGTGCCAGTCGCTCTGAAGATTCTTTTCCCGTATCTGTGGCTGGACGTCTTATTTTT
CGTGGACATTATGAGGATTTTCGTCGCTTTTGTCTCGCGGCGCAGAAAGAAACCAGCGTT
TTTCGCCTTGGACCGCTTCTTAGAGCAGGTCGCCGCCGTGCCAGATAAGTCCTTCATGGT
GTTCGGAGATGAGCGCTACACGTTCGCGCTCGTGGACGAGCAGAGCAACAGGATTGCGAA
CGCGCTGCGGGCGCACCCCGGGTACACGCCGGGGGACACCGTGGCGCTCTTCATGGGGAA
CGAACCCGCCTTCGTCACCACTTGGCTGGCTCTGGCGAAGCTGGGCTCTCCTGTTGCGCT
CCTCAACTCCAACATCCGCAGCAAATCTCTGCTGCACTGCTTCAACTGCTGCAGGGCTAC
AGTCCTGATAGCAGCCTCAGGTAGACTGACAACGTTTGCAGTTTCACAACAAAAACCAAA
AAGAACATATCTTATGAAAAATAAAGGATTCAATGTCGTGAGGTGCACTTTAGACCCTTC
TGATGAAAGCTGTGATGTTGGTGTTTTTAACATGTTCTTGCATTATTTTCCTCACATATC
TACAAAATAAAGCTTCAAATGTGTATTTTTAAAAAAAAAAAAAT
>CL6913Contig1
GGTTTTTATTTCTAATAAAAGGTAATATAAGTGTTNACAAAAGACATTTAAGATGTACTG
CATGTTTATTACATTCTTGCAAACTGCTTTACAGGAAAACTTGAAACTGCTTTGGATGCT
GTGGCCTAAGTTATCATGCAGCAAACTCTACATCCATCTGCCCCAATAGCATCAACGGGG
GAGTCTAAAGGGGGGCAAAGATGTTGAAACATGAAGAACTGCAAAAGCACATCATTGACA
CGATTGACAAAGAACACATACATTGTATGTGTTAAACAGTTTTGTTTGTCAGGGCACAAC
AAGCTAACTACACCATTCACAGATCAGCAGTTAGTTTAAATACCTTATTTCTACAAAGTG



AATTTACATCTTTTTAAAGTACAAAGTGCAAATACTATGGTTTCTGTTGTTGCCGATTGG
TGAGGGCAGATCTCCACTCAGGTGGGAAGTCTCGGTCGTTGGGCTTAGCCTTGCTTCTTC
GAGGGATTTAGTTTACTGGAGGGCAAACCCTCTCCTGGTTTGGACCCTTCCTCCTTGATG
ACACCCAGGCATCCCATCAGCTCCTGCAGAGACAGAGCCTTGTCGTTGCTGATGTCGCAG
TACTCCACAAACTTCTTGACACACTTCTTTGGTTTGGACTTCTTCCGCAGGAAACGTTTA
AAAGGCTTGATTTCCTTCTTTCCAATGTCTCCGCTGCCGTTTTTGTCGAGCTGGCTGAAG
TACCAGT
>CL6914Contig1
TAGTAGTGCTGGTATTCGGTGCTGTGGAGGTTCGCGTCATGTAAGGTACTGCGTTTGGTG
CGTTCACAGNAAATTGAAACTTTACATATACAGTTCACGAATTTCAATTCCCCCTTGTAA
AAGATAGAGAAAGTTTAAGGTCCCTGGTCTGCTAAATGCTAGCACCACAAACGCCATGGG
TTCCTGATCCCTGCACTAAATCATCGTCTAAACTTCCCATAGAAATAGTAAGCAAAACAT
ATTTTTATGAACATGGGTTTTACTTTTGCAATTAGTGAACGGTAAAATATTCTCCAATCA
TTTTCCTCCATTAGTTTGCAAAAGTGACTAAGGTGGTAGCCAGGGTGCAGCACCCCACTC
ATGTCTAAATCCATCCTCTTCATCCAACAGGTCTCATTCCTTTCAGAAACACAACAAGGA
TGCTCTGTGTAAGTGTTGCAGCCATCTCTGGTGTGCATTGGCTCCTCCTCAGTCTACAGT
AAATGGCGTAGACCAGAGTTTCAGGCTTCCGCGCCCAGAATGCCCGTGATTGCGTGTTGC
TACGCAGGTTTTTTAGTCCGGTCGCGAGCTCTACGTAAAAACAGGCATTCATTGATCGAG
GGTGGACAGTTCAACCGGTTGAACATTTTCACGCAGAATCGCAGTAACGTGACCAATCGG
GGACTCGGATTTAGTGCCGTGTGGGTGGCATCCGCTTCAAAACACGGAAGTGCCAGCCGT
TGTAAACATGATCACGAGGGAGACAATAATGATTGCGGTTTGTGTCCGGGCGGATTAATA
CGAAACCAAGATGGAAATTTATAGGAACAGAACTGTGAAAACAAAATGTCTGGAGCAACA
TTTCCAGGATTTGCATCACTTTGACTTTGCCTTCCGAGCCACTTCCTATTATTGGTGGCG
GACGAGTGCTAAGAAACCAGTAAATACACAAAAGA
>CL6915Contig1
CGGCGTCGACTGTTATCTGCGTCTCTGATTTGCCTTAAGAGCATCTGCCTGTCAGAGCGT
TTGCTGAAGACCTTGCTGATGCGTCCACCTCTCTACTGCTGGTCCACCGCGGCGAGCAGC
TTCTGTCACCTCAGCTCGGCGGAGTGACGGCAGAGCTCCTTCCGTCAGCAGAGGATGAAG
AGGCCGGGGCCGGGGGGACTGACCGGGGCATTAGAAGCCTCTGCACAGGCACTTTCAGGA
GTCTCTCTGATGCCCTCAGAGGGGCAGTTTTCTGGGATGCCAGTACGTCGTCTAACCCTC
ACCGCGTGCCACAGCAGACGTCTGTCAGAGAAACCTAAATGGATAATGAGCCACTCCCCC
AAGACTCCGCCTCCGCTCGTCCTTTTCCTTCAGTTAACACTTGCGTCGGTGGGCGGGGTT
TCGTTGTGATTTTGTGATCGTTGTGATTTGCTGGGAAAGTGTCTGCTGTGCTCAAAGCGA
CCGTCTAAAAGTCTGATCAAAGCCTTCACTCTAAAGCCTTACGTCTGTCGGCCTGGTGTT
AGAAATAACACGCTTAATCAAAGTATTTCTTTGTATTTTAATCTGTGGGATGGAGGTGAT
TCACATCCATGTTGTGCCATTTGTCTGTCTACATGTAAATACCAGAAGATGTCTCTTCAG
CGGCCCGTTTGCTGTGGTTCTGGTGTCGTTGCCTTCCCCAAAGGGTACCTTCGGGTCTGC
CAGACCCTGCCTTCTACTGAGTTTTTGTACGACCGTCTGCCTGCTTTTGCTGCTCTGCAA
TAAAGTGATGCCTTCAGCAGGACCGGCCACATCATCACTTCTGTCCAGCTTCATGGTTCC
TTTAGCGTCTGCTTCTCTACTCGTCTTTGTGATACCAACCTT
>CL6916Contig1
TTTGGCGGCACGGAACAGCCGACGGGCTGCCTACATGGCCTACAGAGAGCAGCATCAGAG
CCAGCTGCAGCAGGACAGCAGCGACAGCGCCAGTCTGCCGCGCCGCTCCCGCCACTCCGA
CAAAGGAAAAGCTGCGCTCGGTAACGGGACGCTGGTGACCGTGGAGCCCGAACGGTCGGC
TTCCGCCGGGCTGTCCAGCTCCGGTAAAGACTCCGGTCCGGTACGACGGACTGGCAGCAC
TGAGCTGCAAAGCCAAAACAAGTCATACGGCCTTAACCTGGTCACTCCAAACGGCGGTGC
GGTGAAAGCAAAGGAACAAGTGATGCTTTTGAGTAACGGAGACGGTCCAGGAAGTCAGAA
AAACTGCTTGTGGAAACATGAAACTACTGTGTAGCAACAGTTTCCATCCTCAGACTTTCA
CCTTTTACACTGTGAAACATTACAAGATTTTGTATTCTTCCATAAAGTCCTTTAAAGTTC
TAATAAGGATCTTTGCGAGTCACTGAACTGTCCTTGTAGATGGTTTTTTTATTTTATTTT
TATAACTTTTAATCCTGTATTCTTTTTTAAAAGGTCTGGGCATGAAATGCCCTCGTGCTT
TTCACCTTTTGTGGTCTGGGCAACAATAAAAAACACTTTTCATTGAC
>CL6917Contig1
ATGTCTGCTGATTTGTTTAGGGCCAAAAAGGCAAGAACCCGACTCATCTCCTCTCCTGTG
CTCCACTGCTTCAAAAGTTGCTTAATGAGGTGGCGGCACTGTTTGGGTAGACAAAGGTAA
TAAAGCACAAGCTGGTTAGCATGCTTCAGAACGGCTCCGACAACTGAGGCTTCTGTGAGA
CTTGATAACAGCTGGACAACTCCGCTGAGGTACATCTTGATATCGGTCAGATTCCTGTGC
CATTTTGAACTGGATGATGGGAACACCGGCTTGTTTTGGTCTTTGCTGGGCTTCAGATTG
AGCATCTTCTGCAGGATCATATAAAGGTCTTTGATGCAGAACAGGACCAGAGCGTTGAAC
ACTGAGCTGTCAGCCACTTTATAGCGACACTGACCCCCTCCTTCACCCATTGTTGTTGCA
ATAGCAGCCTTGAAGGCCTGGGTGACCTCTCTGAAGGTACGAGGTACTGGATGTGTCTTC
AGTGCAGTTTTCCATTCTTCAATCATTTTGATTGTGACTTTAATCGTCTCCACTGTCTTT
TTAGATTTCCTAGAACTCTTCTGACCCTCTTCATCGTCGTCATCAGAGCTAGCCTCCTCC
AGAACGGATGGCAATTTATGGTATGTTTTTTCATCTTCATCCTCAGAGCTGTCAGTATCA



TCAAAATTGAGCAGAGATTGGTCGTTATCCTGAAGGAATTTGTAAAATTCTGGATCTTTG
TTTTTTAATTTGGACAACTGGTGCTTGTGCTGAGATGCTCTACCCCTCTTATTTTCATTT
TTATTAGGACTAATGGCATCCTTTTTCTGAGGACTGGGTGTCTCTTCTTCTGAGCCATCC
TCGTCTGGAGAGTCGAAGCCTGACAGCAGGAACTCATCCATGCTGAGGTCCTCCAATTTT
CTCTTCTGTTTCGCTGCCATGCTGGATCCAAAACGTGACGCCAAACCTCAATACCCACAA
TCCCCCCCCGGCCATAAGGCCCGGGT
>CL6918Contig1
GAGTTCATGCAGAATTGGGCTGACAGGATCAAAACCCTCTCTCCACTATCAACAGCTGGG
CCTGGGTTTTTCCCTTCTTCTTGTCGCTGTCATCCAGCTCATAGTGCTTGGCCAATTTGT
TGTCCACCAGCTCGGCAAGAGTTTTGGCGTTCTCCATGTTGCTCTCTTTCTTGTATCGGA
CTCCTGGGTACTCGTCCAGAGTTGCACAGAGAGTAACGATTTGGTCTGCGAGTGTTTCCA
GAGTGCTCATCTTGTCCTGACTGTGAGGACTGTAGATGCTCCGGAAAGCTTCAGGATTGT
TACATGTGAACACTTGTGCCTCTTGTGGCAGGAATGACATATTAATTTCCTTGAAGACAC
GAATGAACTTTCCACAGCGGGACTTCATCTTGTTGAATAGGTCATCGGGGCAGTAGTCGG
TAAAATAAACATATGCAGCTTTGTACTTTGGCTTCTTTTCAAAGTCACCTAAAAAGGCTT
CCACACACTTGGCAGTTGGGGTCATAAAATAGATGGCTTTCATTTCAAGAACAGGCTCTC
TCTTTTTAAACAGGTCCTCCACAATTGTTATTTTCTCTGCCATCAGATCAGACATTTTGC
AACATGATGAGAGAAGCTTTGTGGTGAAAGGATCCAAAATCAAAATCTTCCATACTTCCG
ATTTCCGGCAGTCTGTGATTATTGTATNCTTTTATTCTTTTCCAAACAATTTTTTTCAGC
CCGTATC
>CL6919Contig1
TTTTTTTTTTATTATACATTGTTTGGCGTCTGCCACCTATACTCCGAACGACTTATAGTC
CAAAAATATTTCTGTATTGAAGTCGTGAATCAGGAGGAGACAAAAGAAATTTAGATTTGA
AAAAAGATCGAAGAAAAAAGATGAACTACTGCCACTCTGCAGAAAAAAAGACAAGGTTGT
TTGATTTTGACTAATAAAGGCATAATCATAATTAAAGAGCACTGGGAAAGCTTTGGGAAT
ACATCAAAGGACGATCGGAGTTGGTCTTCAAGTGTTTTCCGTCCAGAGAAGGAGGTGGCC
AACGGAACAAGGTCACACAAAAACGCAGACCGCCAGGGAGTGTGAAGACCAGCCGATACG
CAGCCTTGTTTATTGTCAGCCGCGTGATGAAAGCTGGCCGTTTTTTTTTCTAAAGATGCG
CCGCTTATCTGCAGGCCTGCAACAGAGTCCATCAGATATGCTGCCAGTCAGCTCTGCAAA
TCTGATTTAATCCTCTCTCTGTGGGCAGGTTTTTCAGGTTTGGCTGTGATAAAGCAGCAA
TCTGCAGAACGAGGTGGAAAATGATCACGTAGTCTGCTGCTGGGGGGAGATAACTCGTAT
TAAATCATCCAATAAATTAAGATGTGTGACTTTATTGGACAAGAAGGCTGCCTGGATGCA
TTTAAAAAAAAAAATTTACATCCAAATGAAATCGGCCAATTANAANCATGAAAAAGGAGC
AGGTCGACCTCGCTCAGCTGGGATGTCC
>CL6920Contig1
TGTGGACAGCATCAAGCCGTTGTAGCACTGGCACAGTTTATCAGACAGGACACACTGCAG
GAAACCCGTTCCGTCTCTCAGAACGATGAACATCAGGTTCTTCCCCTGCCTCCTGAGGCG
GTGCACCCATCCAAACACTTTGACCCGCTGCCCCCGCTTTTCCTCCAGGTGCCGAATTTT
AACCGTTTCAGGCGCAGGCAGGCTGGGGTCATTCTCTATGGTGATCTTCTTGGCCTCCTC
CATGTTCTTCTCTCTCCTCTCGATGTCCTCTGCCTCTTTTTTTTCTTTGGAATCACTCTT
TAGCTGCTCGCGGTTAAAGGCCTTCTTTGCGTTCTTCATCTGCGTTTTAGAGATCACTGC
CCAGCGCTCGCCGTCCTTTTGAGAGTCCACATAGACGGTGGGGAATGGCTCCTTGCCTGC
AAACAGCAGAGCCTTGAGGGGAGTTTTGAAGGGTTTCTGCTCCGAGCCGTCACCATCCTG
GTCGCTGCCACATTTGTCGGACACGTACAGCTCACCTGCAGTAATATCCGTCGACATGGT
GGCCGAAGTGCGACAGCAGTCTCCCGAACAAAACCCGGAACCGTTTTAGTTCACAGAAAT
GACGAACGCCACAGGCTGGGATGACGGTTCTGCTCCACAGTCCACCTGCTGCCGTTCTGT
GTCAGCTCTGTTGCGTTTTCCCCCGGCCAT
>CL6921Contig1
GCGGGCTCCTACACACGATTCAACGGATTCTCTGTCTACGTCTGTTCTTCTGTTTCTGCT
TCCACAGGTCTGACTGGGCTGGGAGTCCATCGCAATGGCAGATCAGACATCTTCAGACTA
CTTCAGCTGTTCGCTGTGCATGAACCTCCTGAAGGACCCTGTGGCGATCCCCTGTGGCCA
CAGTTACTGCATGGACTGCATCAGTGGCTACTGGAATGAGGCTGACTATACAGGGATTTA
CATTTGTCCCCAGTGTAAGATCACGTTCACTCAGCGGCCTGTGCTGCGACCCAACGCCAC
TCTCAGCATGGTGGCTGAGAAAATCAAGAAGAGCGGTCTGAACCTCAACCTCACGGCGAC
GCAGGGAAACGCCTACGCTGGACCAAGTGATGTTCCCTGTGACTTCTGCTCTGGGAAGAA
GTTCAAAGCTGTCAAGTCCTGCCTGAACTGTCTGGCATCTTATTGTGAGAAGCACTTGAG
ACCACATTACGAGTCGGCCACGTTCAAACGGCACAAGCTGGTGGATGAGTTGGGAAACCT
GGACAGGAAGATCTGCCCTCAGCACCAGAAGTCCCTGGAGCTCTTCTGTCGGACTGACCA
GATGTGTATCTGTGCCATCTGCACGGTCAGCGAACACAAGGGCCATGACATTGTGTCTGC
TGAGGCGGAGAGGGGCGAGAAACAGAAACTTCTGGGAGTCTCCCAAAGCGAGATTAAACA
AAAATGCCAGGAGAGAGTGAAGGAGCTGGAAGAGCTCAAGACAGCAGTGGATTCACTCAA
GAACTCGGCCCAAAGAGCCATGGTGGACAGCCAGAAAATGTTCGAGGACATGATTCGCTC
CATCGAGAGGATG
>CL6922Contig1



AAAAAAAACCCACCCCACTTCTCATTTTTAGTCTTTTACTCCTGTTTTTGAAGCTCCTTT
TTTCAGCCACAGCGAATCCAGACGATCAGCAGCCCCCCCACCCCCCCACAGGCACAACCG
CAAGTTTGAGACCAGGAGCTCCAAACCGGAGCCCGGGGAGGTGTCCCCCGTCCACTCATC
CACCTCCAGTAAGAAGGAGGGCAGCCTGAAGAGAGACAGGGAGAGCCAGGAGCTGAACGA
CTCCGAGGAGGATGCAGATCTGCTGGATGACGAAGACGAGGTGAAGAACAGACGCAGAGA
GGACGACGAGGAAGAGGAGCAGGAGGAAGGGGAGGATGACGGCAACAGTTCCAACGGAGA
CGAATCCTGAATGTGCCGCACTGATAAACCAGTATGTGACAGATCTGTTCTTTCATTTCT
GCTGGATGACCGGACATTTGTTTTTACATTCAGTTCACTGTAATTGTAAACACTTTTTTC
TTTACTTTTTCATGACTGTGGAAAAAAAAATATTTAGACTGCTCTCATGCTGCAGCCTGA
TATTTCTTCTTTTACCCCTGCTGTTAGCTGCATTCTGACCAGCAGATGGCAGCATTTTAC
TGCAAAGACTTGAAGGAGAGCTTCTGTTGCGCCTCCTGTCCACGGCGTCCCCTCTCCCAA
GGTGTTTCTATTCGTCCCCCCCCCATTTCCAGTCTGCATGTTTGCCCCTGTTGGTCGCTC
AGCTGCACAGAGGATTGCTGGTAAACGTGTCGCCACATTGAAACCTTTGCACACGTTCTC
CTCGCTGTTCCTCGAAGTCTGAGTGAAATATACGGAGGCTGGCTGAACAAGCCACTTCCA
TCCTTAAATTTTCATTACAAGTGGTCATGCAGATAATCCTTCACGTGCTCTACTGT
>CL6923Contig1
AGTTACTGCACAGCAGTAGCTGCAGGGAGCTATTCACAGCTATATTTTATCATTAATGTT
TGCTTTCATGGGAATCTGCAAATCTCACACGCTTGATTACCAGTAATCAGACCACCTATG
GGGTAATGTGTGGAGAATTTCAGCGGTATAGCCAGTCAAAATGGGTCTGCTGGATAAACT
ATCAGGCTGGCTCGGATTGAGGAAGAAAGAGGTCAACGTTTTACGTTTGGGACTGGACAA
CAGCGGCAAAAGTACCATCATCAACCAGCTGAAGCCGGCAAACCATCCAAATCACTTAGG
TCCGTTGTCGCCAGAGTGGAAACATGTTAGTCAGACACAGGCACAGGAGATTGTCCCAAC
AATTGGTTTTAGTATTGAAAAGTTCAAGAGTTCAAGCCTGTCATTTACAGTCTTTGATAT
GTCTGGACAAAGCAGATACAGAAGCTTATGGGAACATTATTATAAGGAAAGCCATGCTAT
AATATTTGTAATTGACAGCAGTGACAAGCTTAGGATGGTTGTTACTAAGGAGGAGCTGGA
CACTTTTCTTAACCATGAAGACATTCGGGGGAAAAGGATTCCTGTATTGTTCTTTGCCAA
CAAGATGGACCTGCAAGATGCCATGTCCTCGGTCAAAGTCTCGCAGATGTTGTGTTTGGA
GAACATCAAGGACAAACCCTGGCACATCTGTGCCAGTAACGCTGTCCGAGGAGAAGGCCT
GCAGGAAGGCTTGGACTGGCTGCAAGATCAAATTGCACAATCACATCAAGACGGNGAACA
GATGAATGACCCTGCCTGACGATGGATCGCCTNTCCTTGCTTCAAGAACTCCTCCCACAT
CCTGTNGTAGGCCTTAAAGCTTGATAGCTCCGCGTTTCCTGTTCCTGNTACACTTTGAAG
AAAATNTACTGGAGCTGTAATTTCTCCGAATGATCCTNTAATAGATGCTNTACTAATGTA
AAATGTNTAAACCATCCAGGTAGAACATACATGTGTACATTTGTGTACAGTAACACTCAC
TCATTTTGTATTTATGGCTTTTTTTTTTATTCCATGACATGTAACACCAGCTTTATTCAT
TTTGTCCCCAGAACATTTTGAAAATGCT
>CL6924Contig1
AAGACGCTACTGGTTTTGGGGCAGTATTTACATTTATTTATCTCTTCTCTGAAATTGCTT
TTTGTTTTGTTATTTTTGTTTTTTGCTCTGATGACGAGACAATCCCAAGATTTTCAAGGT
CAGGTTTAAGCACTTTTGAGTTTATTTGAATGAGTAAAAGCATCCTGCAAGCTAATATTG
ACAACAAACACTTTCTAAATGATTTGTTCCCTCAACAAGATCCTGGGTGGAAACCGCTGC
TTTTCATGCGACTTTGAAACTGAAACATGCAGCTGGTGGTTAGAATACCTGCTGTTTGAA
CGCGTGCCTCTATCTCTACTTTTAACGTCACTCTTCCACCTGTACGAAATGTAGTTTTGT
CTTTTAACTACCAGGTGTCGCTGAACATCTTATTTCCATTAGAAAAGTCTATTTTCCTGT
TGTTGTCTGCTTCTCTTTAGCCTTCTGAAAGGATGAATTGTCCATACGCGCATCCTCAGA
GAGAGTCTGCTTTCATGCTGTTCTCTTCTTTGCCCGTCTGTGTCTGTTTTATGCTCTGAA
GTCAGAAAAAAACTGTACATTTAAAGTGCAACAACCTTAAAAACGTAGAATAAAATCGCG
CTCAGAATAGGCTGCTTCTCACTTCTGTACCAAGGGACCAACATCCGTGCAGTCTTGTAG
TTTGAGCTACCTTCCACTTGCTACTGTGACCAGTTAATGAACATTTTACACGACTTGGAA
CAGATGGGAATCCTGGCTGGACTGCTGACATGGAAATTCCAATGGCTTCACTGTCGACTG
AATGCTTTTGTGTCCTTGTTTCTCCTGAGTCTCTCAGTGAGTCTGCTCAGATGTGTGTTC
CGTGTGCATTTCTGATCTCTTCACTGTGACCCGCTCCGTTGACGAGTGGGATCAAATGAA
TATTTGTGAGCGAGAGCGATCTAAAAGAAAACAAAAAGAGTCGGCTCATTTAAGATCTAA
TCATGGTCGTTTCTTCTCCTCTGCGCACTTGTACACACAAGTGGCAGGCATTCAGTATTA
TAATAAGGAACAATAAGGAAATTTCCCCATCGTGGGACTAATAAAGGAATATCTTATCTT
ATCTTAACAGTCTGGAGGCAAAACCAGGAGGGAAAATATTAAAAAAACAGTAACCTTAAA
GAAACAATGAACAGGTAATGTGACCTCTCGAACCCCTGAACCAATGGAATGACTGGGAGT
GAGTGATGTGGGCGTGTGCCATGTGTGTGACCAGGCGACCATGTGTGCCACCATGCTC
>CL6925Contig1
GAACGAGATATGGGTGTAGAAAAGGATGACAAAGATGAAGAGATAACTGCATCCCCAGTT
CTCTTTAACTGTGAAGATGAGGTGGCAGAGGAACCTCACAAAGTACCCCCACAAGAGATG
CCCAAGAAAAAGGAAATGGGAATGAAAAAGGGGCAGGGAAATACTCAGCTGCGTGATCCA
GCAGTGAGTCAAAGGTCTGCATCGGGTGTTTCTGTGAACACACAGCGAGCTGGTGAGATA
CCCTCACAGGTTGCGAGGGACAAGACTGCTTTTCTGGAAAAGTTTAAAGTCGATACACAG
TCAAGTAAAAAAAGTGTGAAAAAAGCTCAGGTGGTAGCTCCGCCTCCTCCTGATCCAGAG



GACGACTTTCTGATTCTGGAAGAGGATGCTCCTTGTTGGTTTTCCATCCCAAGTAGAAGT
GTCTCAAAAAGAAAACAAAGGCAAAGCTTGACGACCAGTTCTGCTAATTTAAGCTCAACA
GACAAGGGGACGGTGGAAATCCCATCAGAGATTCCACAAGAAAAACGGGAGCTGGAGAAG
AAGAGCGACCAAATGGAAAGCCTGGCTGTTGATCAAAAAAACAAGAAGAAGAAAGGAAAA
GAGAAGACACAGAAATTGACTAAGAACGGAAAAATAAACGATGATTTGGCCAATTATCAG
GATTTTCCTGCAGATGACTTGGAACAACAAGAAAAAGAGAAAAATCTGCAAAGAGTTGCA
TCAAAAAAGCGTCTCAACACTGAAGTTCAGTCTAAAGACAAAGCCAATGAGGAATCGGAC
AATGAAAAACCCTCAGAGAAAATGCAAACCACAGGAAAAAAGTCCTCTGACAAAAAGAGC
GCGAAAGATGGTAAAAAAACCACCAAAAAAAGCATTGAAAAAACGGCAAAGGAGGCCAGT
AAGCAAACCCAGGGAGGTTTGCTTGAGAAGGATGTAGCAGATGTTGGTTCCAGAACGAAT
AAAATGCAGAAGGAAAGCAGCAAGGAACCCACAGAAGACCTCAATTTACTTACAGATAAA
GAAATTGTAGAATCAAAGGAAAATAAGAAAAACAAAAAAATGCAGCTCCCAGTTGAGTCT
GGAGGAAGTTCATCTGAAGACACTCAGATGGACTGAAAGAAGGAAAAGAAAGCCGGTTGG
ACAGTGGTGGTTAGGATCAGAGAGATCCGAGGAAAACCCANACCAGCAGCCGAAACTGAA
AAAGTTAAAGGATATTAAAAAGCCAAGTACAGC
>CL6926Contig1
GTGGCGGCGGACGGTTGGAGCTGGTTTCCAGTCTTAGCGGCGGGAGTTTCTCTCTTCAAG
TGCCTCTTCATCAGCTCATATCGGTCCACAGACTTCGAGGTCCACAGGAACTGGCTGGCC
ATCACACACAATCTGCCCGTGTCCCGGTGGTACCATGAGAATTCCTCGGAGTGGACTCTG
GATTACCCGCCGCTCTTCGCCTGGTTCGAGTTCGGACTCTCCCACGTGGCGCGGCACTTT
GACGGAGACATGCTGCTGCTGCACAAGCAGAACTACGCCAGCCCGCCCACCGTGCTCTTC
CAGAGGCTGTCGGTCATCGTCACCGACGGGGTCTTTATCCTCGCCGCCAGAGAGTGCTGC
AGGTGTGTTCAGACACAGAGAGCCTCTCAGAAGGCTGTCCTGAGCCGGCCGTCCTTCATC
CTGGCTGTGCTGCTGCTGTGGAACTTTGGCCTCTTCATCGTGGACCACATCCATTTCCAG
TACAACGGCTTTCTGTTTGGTTTCCTGCTCCTGTCTGTGGCCAAGCATCTGCAGGCGCAG
CACCTGCAGGGGGCGCTGCTGTTCGCCATCCTTCTGAACCTGAAACACATCTACCTGTAT
GTTGCTCCGGCGTACGGCGTCTACCTGCTGAGGAGCTACTGCTTCACGGAGAGCTGCCAA
TCAAAGTGTGTCTGATGCTGATGTTCTCCCTGTTCTCCTTCTCCGCTCTCAGGAAGCTGC
ACAGTGCTGATGGATCCCTGCTGCACCCCTTGGAGGTCGTGTATCTGCTGGGCTTGGGAA
TGGTGGCACTGTTCTCCGAGGTGCTATTCCCTCTGTCACCATGGAAACAGAGACTGCCCT
TCTTGCCCCTGCTGGCCACTTCGGTGTACTGCTCAGTAGGCGTGTCCTACTCCTTCCTGC
GGCTGTATGCCACTTTGCTGCGCTCGGACAGCAAACCCAAACAGCATTAAGGCAGCACGC
GGTGTCCTGCACACTCGCATCATCGCGCCGCTCTACCTGCTACCGATGCACGAGGAAAAA
CGCCAAAGAGGGTCGGTGACGGAGGAGGACGTCCATCTGGCACTTTCTTGTTTTGCTTAA
AAGATTCGGTTTCTCAAACCTGCTGAAGCCCGATTATTTTCTGGAGAAATGGATGAAAGA
CTGTTTTGGAAATTAGGATCTAAGCAAACTAGAGGAAGAAAGGACTTGTCTCTAGAGAAT
ACACAGACCAAAGCACAACACAATAAGTCTACACTATAAGTCCTTTTTTCAACAGGAGGC
ATA
>CL6927Contig1
AAAAAAAGNAAAATAAGTTACCGTTTGGTGGAACAAATGCAGCAAAGTGTTAGAAACTGT
TGGGTTGCACCTTCTTGACATTAACCTCTGAACTTTCAGGACTCTTGGCTTGTTGGTCAA
GCGTCTGGAGAAGGGAGGGAAGGCGGAACAGCAGGGCCTGTTCCAAGAGAACGACTGCAT
CGTCCGTATCAATAACGGAGACCTGCGAAACATCAGATTCGAACAGTAAGAGCTCACAGG
AGCCGGTCGAGAGCTTCTTGTTGGCTTTCTCCTTCCTCTCAAATGTACTCCTTTCACTTC
TAACCTATCCCCTAATGCTGGTTTCTTTAACCCATCTGGCTCTGCATCTGTGCAGAGGTA
ACCTTTAGCTTTCCTGCAGTCTTCTCAGTCCTCCTCCCAGTGTTTAAGTAGCTACTTTCC
TGGACTCCTGTTCCAGCAGCTTCCTGTTTCTCCCTCTGTCATCTGCAAACCTCCTAACAA
TCAGTTTTGCTGGCGTCCCTCGCTTTTATTCTCCGTCTAATCCGCCCACACAGCTTCAAG
ACTCTGCCAGCTGCACGCCAGCCTTGATGCTGTTTAGTGCAGCAATGAGTTGAAACTGTG
TACCTGCATGTCCTCAAACAGCAAAAGATCCTGCAGTGATTGTGTGTGTTAGGATGATTT
AGAGCACCACCCTTTTGGCTGTTTCAAGAGCACAATAATGATGCATTTTTA
>CL6928Contig1
ACAGAACGGCAAATATAATGTCTTCAATGCCTGCATCAGTCTTTTCTGATCGACTAAAAT
GACCTCTGGGTGTGTGACACAGATTTACTCGGTTAAAGGAGTGCTTGTGACGTTACATCA
ACATGTCTTTGTGATGCCTTGCTATGTGCTGGCTTTTCTCTGAAGGCCTCCTGAAGCCCT
TGGTGCAGTAATCACAGCGGTGGGGATAGTCCTTGGTGTGAATTGAGATGACGTGGCGTT
TGAAGCCAGAAGCGTCCGTACTGTTATACTCGCAATACTGGCACTGATAAACCTTTCGAC
CACTGTGCGTCTTCATGTGCTTCTTCAGCTCCGCTGGTTGCCGGAAACCTCGCCGGCAGC
GCTTGCACTTAAAGGGCAGATCCTTTGTGTGCATGGACAGGATGTGGCGACTCAGGGTGA
ATGTGTCGGGAGCATTGAAGTTGCAGTGCCGGCACTGGTGCACTTTGTTGCCTTTGTGTG
TCTCTGCGTGTTTTTTCAACTCTGAAGGCCTGTGAAAGCCTTTTTCACACACGTCACACT
GGTGGGGGAAGTCCTTGGTGTGTACTGAAATGATGTGCCGTTTCAGGTCACTGGAGTTGG
TGCTCTTGTGTTCGCAGTGCGGACACTGGTGGGTCTTGTGGCCCTGCACAGTCTCCATGT
GACGCTGGAGTTCCCGTGCGTCGGCGTAAGCTTGGGGACAGTGGCTACACTTGAAAGGCA



GGTCGGCGCCATGCTTGCTCTTGATGTGAGTTTTTAGGTTTGACTGGTCTGCACAACGAA
ACTCGCAATGCGGACAGTGGTAGGGCTTCTCCCCTGTGTGGGTCCGCATGTGCTTTTTTA
GCTCCGACGGATGACGAAAGCCTTTGGCACACTCCACACACACGTGTGCAAAGTTCTTGC
TGTGCACTGCCAGCAGATGGCGATTGAGCAGACCCTGTTCAGCGGTCTCATAATCACAGT
ACTTGCAGTGATGCAGTTTGGGTTCCGGGTCCTTAACGATGAGCTTGTCGGAGCCCAAAG
GGCTGGACTCGTGATAGCGCCGCGTGTACTCGGTATATTCTGGAGATCGCTCACTGTTGT
GGCTCAAGAGCTTGTGACTCTCCAAATGATTGTGGAAACTGATCTTTTTGTTGGTGGTAA
AGTCGCAGTCGGTACACTGGTACTTCTTCTTGAGTAAATGGTCGGGGTGGTTCTTCATAT
GGCATTTGAGGAAGCCCCTCGAACGGAACTTCTTTCCGCAGATGTGGCAGGGATAAACCG
TCAAAGGCATCCCATCTGGCCCAATGATAACAGCAGTCTGACACTGCCTTGTATCTCCTT
TCCTCTTCCTCCTAACTTTGGATTTCAGAGCTCTGTTAGCGCCCAGCCCCTCACGGATTT
GTAAATAAGGTGCAG
>CL6929Contig1
GAGGCTGGAGGGAAACTCCAGTGAGGCGTCCAGGATCTTCAGAACGGACGAACTCTTCTC
TGCTTTCCATTACTCAGAGAAATGTGAATGCAAGGAGCAAGTGCTGACCAACAGCAAACT
TTTCTGCACCATGAACTATGCATACGTGCTGAAGGTGAGGGTCCTGACGGCCCACGACAA
AGGCACCCATGCTGAGGTGGAGGTCAAAGTTCAGAAGGTGCTCAGCCCGAGCAGCAAGAT
GAAGATACAGCGAGGTCGAGTTACTCTTTACCCCGAGTCCTGGACTGCACGGGGCTGCAC
CTGCCCCATCCTCAACCCAGGTGTGGAGTACCTGGTGGCGGGTTACTTGGACCGCAAACA
GGGCCATCTCCTGGTGAACATGAAAAGCTTCGTGAAGCCTTGGAAAGCCAGTTTGGGCCG
CAAAGTCCTCACAATGCTGAAGAAAGACTGCAACTGGTAGATGGACAAACGCTGCACCCG
AGGAAGGAGTTCCCTGACAGAAGAGACCGTTTCTGATTTTGAAAAGCCCAGCGACTTTTT
TTCTCTTCGTTTATTCTTCTTCCTGACTCAACAAGGATTTGAATAAATCCCAGTTTTGGA
GAACTGAACTGAGAGGACTGAACCCTCCATCTCTGTCAAGAGGGAGAACAGCAGCACAAA
GCACCAGCTGAAGTATGCACGTNNGGCTTTTGTTTATAAAAACNGACGTNTNGCATCTGA
TAAAACGTTTCTTNCAGTGTGGGATTCCAGAANGAAAATCNTCCACTGTTTCTGTTGCAG
ATATCCAACCACAGTGACTGAACAAGGATTGAATCCTTCATGTACTCTTTCTCCTTTGCA
GCACTTTAGC
>CL6930Contig1
CCGCTGTGTGGATGTTAGTCCGGCTGGATACGAGCGCGCGCTGGATGACGGCTTTTACGC
ACAGGTTCGGCTCTCGGTCCTAGGGGTTCGGCATCTCCGTGGAGACCGAATCGTGTTCTC
ATGGTGGGACAGTCTCTAGAGGAGTTCGCGGTGGTCCGTTAAATGTCACCCCCACTCACA
ATGGATTACACGGGGAGCATGGCGCCGCCGGTGCCGCCGCACAAACCCAAACCCGCCCGG
CCAGGACAGGGCCAGGAGCGGCTGCTGAAGTGCATCCTTCTGGGGGATGGAGCGGTTGGG
AAAACCAGCTTGGTTGTGAGCTACACAACAAACGGATATCCAACCAAATACATCCCGACG
GCCTTTGACGACTTTTCCGCTGTGGTCCAGGTGGACGGGAGCCCAGTGAGGCTACAGCTG
TGTGACACTGCAGGACAGGATGAGTTTGACAAACTCCGCCACTTCTGCTACAGCCGTACC
GACGCCCTGTTGCTCTGCTTCAGCGTGGTCAGCCCCGCATCCTTTCAAAATGTTTGGGAA
AAGTGGGTCCCCGAAATACGCCGCCGCTGCCCCCTCACTCCCATGCTCCTTGTAGGCACG
CAGTGTGACCTCCGGCAAGACGTTAAGGTGCTCATCGAGCTTTCGAGACGACGAGAGAGG
CCCGTGGCAGAGGAGGACGCCAGAGCGCTCGCAGAAAAAATTGGGGCCGTCATGTATGTG
GAGTGCTCGGCACTTACGCAAAAGAACCTGAAGGAGGTGTTTGACGCAGCCATTTCCGTG
GGGCTACGGCACTCTGACCACAGAGCACGGCGTGAGAGAAAGGTCCGCAGCACAGCCGAC
NAGATGAAGATGCTGTCCAAATCCTGGTGGAAGAAGTACGTATGTGTCCAGTAGGAATGG
AGGACTGATAAA
>CL6931Contig1
CTCAGTCAGGGCCTTAGTCATTCTATGAGTGCCATCTTGAGCGGCTGTTACGTTGCAGTC
AATCTGCAGGACGGTTCTGTAGTCGACGTAGGCGTTTCTGTATTGTTCAACAGCTTCATA
TGCAGCAGCGCGGCGAAGCAGAGACTTCACATTGAAGGGGGACAACTCCAGAGACATATC
GCAGTCCTTCACGCATGCAGTGCAGTTCCCATCCTTCAGGTAGCTCGCTGCACGGTTCGA
GTACACAATGGCCAAATCTGCAGAGTACTCTTCTCTGAACTTTTCCAGCACCTTGATGGC
CTGGCTGTAGAGATTGACAGCCTCTCCATACTGGCCGGTCTTGAAGCACTCGTTCCCCGC
TTGCTTCAGCTCAGTCCAGGACTTTGTCTTCCGTTGCTGAGGCATGACTTCCTGTCTTAA
AATCTGCNAAGTGGTTTTTCACGACCGAAGTTTTTGCCGAATAAATTTCGGTGAATACCG
CACGGTCAAAANAAAAATGGGATGGAAGTCAAACGACAAATATGTCGAGTAAGTTTTTAA
AAAATTTGCCCAACTTTAGACGACCTCTCGAGAAAGTTATGTTCGTTCGAACAGAGAGTG
GTTCTCAGCTCATG
>CL6932Contig1
TTATCAGTCTACTCCAATGTGATCATGTGTCTGCTATTTCTGTTTGCATGAGCAGAGGTA
CAACACTCAGGCAGGTGATAAGGGGACTCAGCTGTCTGGTGGTCAGAAGCAGCGAATAGC
CATAGCCCGAGCTATTCTTCGCAACCCCCAAGTTCTGCTGCTGGATGAAGCCACCTCTGC
ACTGGACACTGAGAGCGAGAAGGTTGTACAGGACGCTCTGGACCAGGCCAGTAAAGGCAG
GACATGCATCATCGTGGCCCACCGTCTGTCCACCATCCGCAATGCAGACCGCATAGCTGT
ATTCCAGGGGGGAGTGGTGGTGGAGCAAGGGACGCATCAGCAGCTGCTGGCAAAGAAGGG



AGTCTACCACATGCTGGTCACCACACAGCTCGGCCATGGGACGAATTGAGAACCCATTTC
TGGCCTCTGAGGGTCGGGCTGAGCACTTGTGCCTTTTCTGAGCTTCACATTTGTGCAGTT
ATATTCATCCTGAGCAGCTTCGTCAGATCAGCTAGGGGCTGAATACACGGACACTTCCTC
CTGTGAGTTTATAATCTGTTTAACAACTCTGCTGCTGTTGATTAGGAGTGTTGGCTGCGT
TTGAACTTGTGGGGCACACTGAAATGCGTCCTCTAGAACTTTAATTATTCTGGACTCTAA
ATACATTTCAAACCAATGAGAACTACTTTTATTTACCCTGAGAAAAGCTTACAGATGGAT
ATCATGCATCACGACATTTAAAATCTCCACATTGACCTTGGAAGAGGTGATCAATCTTAT
TAAATTATGGGGGAAATTTGTCATTGATGTCTGGAAAAAAGCAGAAACCAGTTTAGTTTT
TTGGGATGAAGCAAATGGAAGCATGCTTAATTTGAAATGCTTTTTGTTAGGTGCACTAAA
TATGTGATTCATGCACTTTATTAATGCTAGAAGTGCAATACTGTCCCACCAAGTATGACT
TTTATTACTGGAACCGTCGCTGCATATTAGGACAAATGTTTGGGTATTGGAAGCGTTATG
ATAGCTGTGGATGATTAGACCAAAATGCAGG
>CL6933Contig1
TCCGATTCCCCCCAGATATGAATAAATACACACCAATTTGATATTTTAAGAAATTAAAAA
CTTTTATGCTCTCACGGGCCACAGAAAATGACATGGAGGGCCACATTTGAGTTTGACACA
TGTGCCATAATGGATAAGATCTTGTTCGGTGACCTCCTCTCCATCACTGCTGAGTCCAAT
GACAGAACCCGCCTTCCTGATCAGCTTCCTCAGTCTGTTGGCGTCGCTGACGCTGCAATG
CTGCTTCCCCAGCAGACCACAGAGGAGAACAAGGTCGGCCACCACGGACTGCTGGAAGAT
CTCCAGCATCTTGCTGCACATGTTAAAGGACCTCAGCTTCCTTAGGAAGTAGAGTCTGCT
GCAGGCCTTTTTGTAAAACAGCAGTACTGTGGCTCCTCCAGCTCAGTTTGCTGTTGATAG
TCACTCCCAGGTATTTGTACGTACGAAATTAAATCAAAGGGACCAAATGATCTATTTTAA
GTTCAGCTATCTGACTTTATTTTTCTATTTCCAGCTTTTAAAAACTTCAAAGACTCAGAA
AATTGTATTTTCATGACAAATATTTAGGTAAGTTTAATGGTTTACCCACAATAATGTACT
TTTCTTTATGATTTTTCAACATCTTGTCTTTATTTTCATGAATTATTGATGGGATTTCTG
AACGACTTGTCTCTGGTTTCCTTTTTCATGTCTTGCTTGGCTTTTGGGCATTTGACAAAT
GCAAACAGCTTTGTGAGGAGAAAAAAGGGACGT
>CL6934Contig1
ATTCGGCACGAGGGTGGAAGCTGCCTCCTGTCTGCCGCGCTCCTCCCGCTCCGCCCCGTG
CGGCTCACCTCCTCCGCCATGGCCGGAGCCATCATAGAAAACATGAGCACCAGAAAGTTG
GTGATCGTGGGGGTGACCCTGCTGCTGTTCCAGGCGCTCGCCTTCATGGTGGGGGGGTTG
ATTGCTCCAAGTCCCACAACACCACTTAACTACTTGGCCACAAAGTGCGTGGACACGGGC
AAGAACCAGCAGGAGACAACGTGGTTCATGCCTTGGGGTCCAAACCAATGTGAAAAGCTG
CAGTCATTCGAGGACGCCATGGCCAAGAGGATTGAGGCCAACAACATAGTGTTTGCTGTC
CACATCCCCCCACCCAAGAAGGAGATGAGCCCCTGGTTCCAGTTCATGCTGGTCATCCTA
CAGTTCAACATTGCATTTAAGATGAACAACCAAATAGAGGAGGGAGCTGTGGCCAACATA
GAGGTGGGCCTGGCCTACAGAGACGACACTGTGAGCAAGTGGACCGAGATGGCTCGCTCC
TCTGAACAGAGGAGGCTGAACTGCAACTTCACCACTGCCAAGACTGTTGAGAACGAGGGG
CGCCATTACGAGTGTGACCTGCTGCCGTTCATGGAGTTGGGGAGTGTGGCGCCGAAGTAC
TATCTTCTCAACATCCCGCTGCCTGTCAATGAGCGCAAGAAGATCAACGTGGGGCTCGGA
GAAATCAAGGATATCCACTTCATCAGCATCCATCAGAACGGAGG
>CL6935Contig1
GGAGGAATCCCTCCCCTCTAGCTGCAATGATAACAGAAAAACTAATCTTTGAAACTCTGC
TGTGACCCTTTTGCAGCACTTTAAACCTAGACGAGCACTGGAGTGTCATCGATTCAGGTT
CAAGCTGCAGTCCTCCTTTTTTAACAACCAATTCTGTTTTGACCAAACCTGTCCTCATGT
TCACTCACCTGATTTGTTCAGAACTGGAACTGAACTAGTTGGTTAACTAGTCTTCAACCT
CCAGCTTCTTCTGTCATTCCAGTGGGAAGAGTCTACAGGAGAACAGGACCAAACTCCTGC
TTTCTTGGTTCTTCAGCAGAAACGGTTCTAGATCAACGTCCTGATCATGCAGAGCTGGAC
TCTGGGTGCAGTCTGACCTTGGACTCTGCAGATCTGCATTCTTTTCCAGCATCTGCTTAA
ATCCTCCTGCTCTGGTCATGCTGCCTTACTCTTTGTGTCCTGCAGGGGCAGTGTAATCCC
TGTCACTAATCTCTAATCCAGTAATTTCCACGGTAACTCCCAAATAGAATAAAAAATTGT
AAAACTCGAAGGTAGCTTTAAATGTGATATTTTGAATGTTTGTCATAACTTTATTTTATG
AGAAACTGGAGATTAAAGTGAAGTAAATCAGTTGATCTTTGTAATAAATCACTAATTGAA
AAAAAAAA
>CL6936Contig1
TTTTTTACTTCTTCACTTCATTTACTTAAATATATACTTTACAAGTACAAAATAAGAGGA
TCACCCGGTTCAACCTGATGAGCACAAATAATTTACAACAAATGGAAAAGAAAGAAAGTG
TAAACGGGTCAAACCGGGACGACACTTGTGTTCCGAAATGCCTTAAGTGTTTTCTGGTTG
AGGTTTCTCAGTCTTCTCCTGACGCAGAAGAAACCACGGAGGCTCAGTTCACGCCGCGCG
TGCACTGCGTGCGTGCAGACTGCGCGTCCCTTCAGTGCAGTTCATGTCCAGTGTTTCAAA
ACAAAACAAAAACCAAAAAAAGTGCAGCGTTTCTTCAGTAGGACTTGACTTTGGGCGCTA
ACAGGAGCTGGCAGCCGCTGCTGACGTGCGTCATGACTTTCTGTTTGAGCTGCGCCACCT
GCTCCCGCAGCAGGGAGGCCGTGCTCGACAGGCCCGCGTTGTCCGTTTTCAGCACCTTGA
CTTTGTCCTCCAGGCGCGCGATGCGCTCCAGTTTGCGCCTGCGGCACTTGGACGCGGCGA
GCCGGTTCCTCAGCCGCTTGCGCTCCGCCTTGATCCGCTCCTGGTTCTCCATGTCGATGG



GAGACATGGGGGGGGAGCCGTTGTCGCTGCTTTGCATGTCGGGGACCGTCTGGGGCTCCT
CCTTCAGGCCCCCGTAGCGCTGCGAGTGCACGGGGGCCCCAGACAGGGAGTGCTGGAAGT
GGTGGGAGCCGTGCGCAACGGCCCTGGGGGTGCTGGTGGAACTGGTGGTGGTGGTGGTG
>CL6937Contig1
GGCACGAGGCAACCAAGTTTCTTTTATTAACCAGAAAGTTAATAATTTAGTTTATGGAGT
GCCCAATTAACACATGTATGCTACAAAATGCTAAAGCAAAGAACTTAAAGTTTGTTTGAG
ACTTTGTCAAAGATGAAAATGTCACCTCAGGTACAGGTCGAACTGAGGAATGAACAAAGA
AAACCGTGCAGTACAGTTTATGAGCCCAGAATTCTGACATAAAAAGGGGGTGAAGCTAGT
GTTTTTCCCCTCTAAAAGCTGCAGTTGTATGCATTTGGAATGCTACTTTTCCTCACATCT
TTTATCTTTACTATTTCTGACTTTTTACATGTTGGAAAAAGTTTTTGTATATAACGTGGC
ATGTAAAATGTGGCAAAAATTCAGCATATTAATATGAATTAAAATATTAAAGCGGCCAAT
GACAAGTACAAGTACGTCGACTTTGGTTTTTGGTAAAATAATGCACTTTGGAAAATGTTG
CTCTTTTGTCACCATGTTTTCTGCACATAAAATCACAAAATCACAAAGCAAGACACACAT
TTTAGTTATTCTTTTCATTTATCTCCCAATACTGAACTTCACAGTTATGCTTACTTCACA
CAGTCTCACCTTTGTTTTGCTTTGTTTTTTCCTTTTTTAAAAACATTTTTTTTCCAATTC
TTTAGCACCAGCATTTATAACCCTAAAGAACGCACACCTAATGTGCCTTGCAAAAATGTG
CATGTCAGTAAATATTTTGTTGTTGTCAGTGTTCATCATGTACATGTACAAAACTATAAG
AAATATTAAGAATTTGTTTATTTTGGCTTTGATGCAGGTGAGTCAAAGTTGTCAGATATA
CTTTATAAGATGTAAAGTAGCCCCCCATGAAAACAAACCTATGGTATTATTGTAAATCAG
TTGATGACTGAAAGAGCTGAATGG
>CL6938Contig1
TTTTTTTTTTTTTTTTTTTTTTTGCAAATAGTTTCACATCTTTATTAGCCATTAGAAGGT
TTACATCTACTTGTGCATTCATCTACTATAGTTAATCATTTTCCACACCAAAAGCTGCAG
CTGGAGTGCTTAACGGACGGAGGAGCTTCAGACTTTAAATGGTGAAGTGGAGAAAAGAGG
GCGGAGTCAACAGGATCGCTCGTCACTAGCAGCAGTTAAAAGGTCAGTGAGGTTTTGCAA
ACTCAACAGGAACTACGGAGGAAGGTTGCACTACAAAAAAAAAGGAAGTGATGACATAAA
CGCACCGTTGTCGGCCGGGTGGAAGTACAAAGAAACCAGACCAGAGTGGACTTTGGTGGA
TGTACTTCGTCACATACTCAGTCGGGCTTGAGCCGTGCAGATACACCACAAAACTGCAGA
CATGACGGAGAGCTGGTGAGCACTGAGGTGTAGATGAGGTGACCGCCGTCAAACACCGAC
AGCGATGCGGCTGTGCGTCCACCTCAGCACGCTTGACACAATAATTGCACAAAGAGGAAA
AACACGTTTTTTCTGCAGATAAAGGCTTGATTTTCCACAGTGTAGGAAGACTTGGGATGC
CTTTCTCTGTTGGCTTCATAAATAATAAAGTCAAAGACCATAAAGAAATAAAGTCAAGAT
GGTTCACATAATTCAGCCTCGTGCCGA
>CL6939Contig1
CGGCACGAGGCTCCAGTTCCCAGGCCCATCAACACTTGTTAGCCTTTAATATGCGTCACG
TTTCTAGAGGGACATCAAACCACATGAACTACCCACTGAGCAGCGCTGCTGTCATGTCCC
GCCTCCTGTTCTTCCTCTGTCAGGGCTGCTCTCAGGCTAAAACGTTGCTCCACAGAAGAC
TCCAGTCAAGACTGTTTCCTGCTGGAGGAGGTTGCCTATCCACATGCTGCGTTTCTTTGT
AGGACATAACGGGAGGCCTCGTTCCTGCGATGTAGCATTACCAGCGTACCAAGCCCAGAT
TGGGTTCTTTCCATGTGTAAATATATTCGAAAAGGGGAGGAGTCAACAAAGGAGCTGTGT
AGTTTTGAATAAATAAAACCTTAGTTTGCAAACTGACCTGTTGCAGAGCTTTTTCTTAAC
ATTATTTATTTGCTTTTAGTTTGTTTTAAATGGTTGTATTTTTGTAAGCAGTTTTCTTCC
CCCTTTATACGAGCGATGATGATGGTGATGATCCAGTTAAATATGAAGGATTACTCCAAT
TTGTGGAACTAGTTTAAAGACTTTCACATTTGGCTGTTTTTGTAGTTTCACTCATTCCGT
TGAGTTAGATTTTTTTTTCATGATCTTTAGAAATATTTTTGTCAAGCTATCCTTGCATTT
ATTTTATTTTAGTTTAACTATGCGTTATATAAAATGTTGTCGTGCCATCAACTTCTTTAT
TTTCCCTCCTTTTGAATGATGTGACTGGTGCACCTGGTTATTTACGAGCTCCTTGCTGAA
CAGACTCCTCCTCCTCCCTCCCTCCCGAGTTGGACCTTCATCTGAAGCTGTGACCTCCAC
CTTCTCCCCCTTTGAACCGCGCTTCTCCCTAAAACCTGCCGTGGACATAGGAGGACACTA
CAGATGAGGGGTTCTGATCAACGTGTGGCTAGACTGACCCTGGTCAGAGGATGCTGGTTT
ACCAGACCAGCGCCCCCTGCTGGACTGAGGCGGCTTCAGCAGACGCTGCGGCTGGCTTTA
ACGCCTAATGTGAATGTGCCTACCTGTAAATACTGAAAGTGAGTGATTGTGACTTGAATC
TGAACTGTGGGCTCTTCTGCTGATG
>CL6940Contig1
AGTCGCGCAGGGACCAGGCAGTGTGTTTCACCATTTCCTTCTGTTTAGATTAAAGAATAT
CCAGAACAGTCTGTGTTCTGTTCTGTCTTTACGTGTTCCTGGATATTCTTAACCAGCCCT
GATGTAGAAGTCTGACTGACGATAACTTCTATCGTGAAGACAATGACAGGCTCTGAAGTT
GAAGACCTCTGTCTCAGTAAACGCTGGTTTTCGAGCCAAGGTCAGGCTTGTGGTCATCAC
AGAACCGTGGAACGTGTTTGTTACTGAGTTTAGGGAGGGCAACAGTTGTTTTCACGCAGA
CGGGTCTCTGGAAGGCCGCTGTTGTTGATGATGCTTTAAGTCATTATGATATTAACCAGT
GGGTTGGTCAATTCTGTGAAATTGTACAAAGAAAATGGTTTTGTCCTGTTAAAAAGTGAC
TTACTTTGAAGGACGGTTTTCCTCGCCGAGTCAGAGGGAGATTTGGTATCTTTGTGAACT
CATGGTGCCTTCAAGAAGCTGTTTTGTTTCTCTTCTTCACCGTGTCTTCTAGTTTCCAAT
CAGCAAGATGGAAAACTTGTAGGTAGCAGAGAGTTTGTGCTGGTAGATGCTCATTCATAT



GCAGTGGAGACTGTGGGGAATGAAAACGGCCTACCAAAGAGAGGCTCCTGTCCACTCTGA
ACAGTACTGTGCCTCCTTTTTACATCATAGGGATGAATGAAGACCCGGGATGGTAGTGAC
ACACGGCTGCACTCACCGTTCTTCACATTTGTTCTGAAATGCACACTGAGAAATGTGTTT
GTTGTTTGGCTAAAGGTGCTGATGAGCAGACTTGGAATCAGATTGAGCCTCTTTCAGTGT
TTCTTACAGCTGGTTTGGTTACTGCTCTGGAGTCCAGGCTTTCTCAGGTGAATCCGCACC
AGCAGAGGTTTCTGTGTCCCTGAAGGAAAACCTTGGTTCTGTGGAGAAGGCTGGCCTTGT
GCTGAAGGCAAACCGTCGATCTGTTCTTCCTCCTCTTCACCAAAACTCTTTCTTTGTTCT
GATTTCAACACTATTGCCGGATAGAACTTGTATTCTGTGCAACATAACAAGATATGTTTG
TTTGGTAATTGCTTTACTATATGCGTGTTATGCATATCAGAAATAAAAATCTATACAAAC
AAAANAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL6941Contig1
GCTGCACACGTATAACTCTGATTATCAAAGCATGCATCTGAGAGGGAGCAGTCCTGACTC
ATCTGCATGTTTATTCTTTTTCTGTACAATAGAAGCTGTGAAAAGCAGCTAAAACCAGAA
CCAGATCTTCAACCTCACAGACCAAAGGCCCTCTCTGTCGCCTCCTGGAGGCCGGAAGAA
GCAAAGCAGCCTTCCGTCCGTTCCTCCTGAAGCTGGTTTGAACTTGTCACCAAGAAGGCT
CGGTCGTGATACGACCCCAAAAATCGAGCGTGAGAACTCATGAGCAGGAGGGGGTGCAGG
CAAAGAAGGTGGAGCTAAAACTTCCACTTCCCTTTAGGGTTTCAACATTTCAAACACATT
TTAAGCTGTCATCTTAATGCTGTTGCTCCTGATTATTGAGAAATGTTGGCTTTGAAATAA
ACATCCAACTGCATCCCACTAGAGGAAGAGCTTCTCTTAAAAAAATATCCCAGCAATCAG
ACATTTCTATTGATAACAAAAACAATGTAATACCTGCAGAATCGTAGCAGTGGAAGTTCC
CTTTTGTGGTTTTAGGATTAACATGAAAGAAATGCTGAAAATTAAATGAGACAAAAGCTC
ATTTTGAGCATAAAGTCTTCAACTTTTTCCCTTAACACATTCGTAATGTTTTCTATACTC
TGTTTTAGTAAAATACTGGCTCGTATGATTAAGAAATGTACTGGTTTTCATTTTATTCAA
GTAAAATAAATTCTTAATTTTTCAGAATTCATCATGT
>CL6942Contig1
GTTTAGTATAAATAAAAAAGTGATTTAAGCTGTTCAGCCAAAGTAATAAATTTGGCTTTT
AGGATTAGATTCGCAGGTTTTTAGTGGATATTGTTCCGTGCAGGAAAACAGTCGCCAAAT
GAGTGGAGCAGCATTTCCCTCCCCAACAGCTGAGATGGCGCAGATCAACCGCATCCAGTA
CGAGCTGGAGTACACTGAGGGCATCAGCCAGAAGATGCGCATTCCCGAGATGCTGAAAGT
GGCTCCTCATGGCTCAGAAGACCCCACTCTGGGAAACCGAGAACTACTCCCTAGTGTCAT
TATGCAAGTTCCAGAAAGAATTGTGATTTCAGGTCATTCTGCAGAGTCCCAGTTCTCCAG
ACCCAGAGACCTAGACCTCATTCAGTCAACGCCTGTAGAAAGTCTGTCGCTCAAAACTCC
ACCCAGGGTCCTCACCCTCAATGAGCGGCCTCTGGACTTCATGGAGGAGGAGCAGCAGCG
TGCCGCTCCGGACAGTGACGAGCTGATCCGCCCCCAAGGGCGCCTGAGGAGGGAACGGTC
GGCTAGCGAGAACGCTGCCGCCGCACGCCATAACAGCCACCTGGCATCCAATGATTCAAT
CAAACCATCACTGAGGGGGGGGTCGGCTTCCAGCTCTAACCCTCTGAACGACCCCAGGCT
GGGGTTATCAACATATGAAGCTTCTCTGGAAGGGCAGAATGAAGACCTGACCGTCGTCGA
TGCTACAACAATTCCGCCGTCAGCTCATTAAGCTGAACCG
>CL6943Contig1
GCAGCATCCAGTTTGGGGGACAGCGCGACGCACAAAGCCGGCTGGCCATATTGTGCAGAA
GCTTACACGCATATCGGATGCGTTACACAAACCCCGCGCGCTCACCAACGTGAGGAGGAA
AGCTGTTTAAACCGAGACTCGGCCGAGCTGGGAAAATGGTCAAACTGGGGAATAATTTCA
CCGAGAAAAACAACGTGAAGGTGGTCTCGGAGGACGGATTTGACACCATTCCTCTAATCA
CACCGCTGGATGCCAGTCAGCTGCAGTTCCCTCCACCTGACAAGGTGGTGGTGAAGACAA
AGGCAGACTATGATGCTGAGAGCAAGAAGGGGAAGCTGCGGTCTCCTAAAATTGCAGAGT
TCTCCATCAGCATCATTGAAGGCGTTTCTGAGCGGCTGAAGGTGACCTTGCTGGTGATCT
GCGCTCTGGCTTTTCTGGTGTGCGTGGTGTTCCTGGTCGTCTACAAAGTCTATCAGTATG
AGCAGCCTTGTCCCGACAGCTATGTTTACATGCAGGGTCGCTGTATGCCGGCCGGCCTTT
ATGGCAGCTACCCCCCTCAGGGTCCCGGGGGCCGTGGGCGCCTCTTCACCCTCATCAACC
ACTACAACATCGCCAAGCAGACCATCACCCGATCGGTATCCCCATGGATGACCATCATGT
CAGAGGAGAAGGTGACCCAGCAAGAGACCGAGACCGCCCAGAAACTGGCTTAATCGGGCG
GGGTTTTGGAGGGGGGGCGGGGCGTCTGCTGCTGCAGGAAAATAAATAATATGGTTGTGC
CATTCAAGCAAACTTC
>CL6944Contig1
GGTGGATTTGATCTNGGCATAGCCCATATGCTGTTTGCCCATTAAATGGTCATCAACTCT
AGACTGAGCATCACCCACGATGAGAAAGGCTCCACACACCTCACACACCTCCATCTGTTT
CTCCTGAGCTGCAAAGCTTTCAATGGTTGAAGGGGTGGAGTTGAGCATCTCCCTCTCATC
CTTCAGCTGCTCCACCAGTTTCATCATTCCTTGAGCCTCCTCCACGCGACCCTCAGACCC
AAGTTCCTCGATCTGAACAACCAAGTCCTCAATCTTTTCCGTTAGAACCTGGATCTTCTC
TTCATTCTTCCCTGTCGGACCAGGTCCCCCAGAATTCTGCTGAGCTTGGGAAAGTGCGAG
GCGAGCGTGCCCTCTACGAATCCGCCGCTCCACTTCCGCCAAAAGGGACTGTAGATACCG
CAGAAAGTCTCTTTCGTAGCCCTCTTTCTGGAACCGAGAACTTTTCTCATACGTCTTTCT
AAGATTTTCATCATGGATCTTCTCACAGGGTCCCAAATCAGAACGAGTGTTCGTGAACAA
CTCAGCTGGACAGAAGCCGCACAGATAGTATCGGCAAACGCTCTCGTCGTCCCATCGCAC



GTTGGCCCGCTTCTCGTCAGGGGCCAAGTTTCTGTCTCGGCCCATTAACTCGTCGAGTAA
CTGGGCGGCTGACAGCATTTTCCTCAAATAATAGAAACTTTGTTCGGAACCTTGAGGTGA
ATAATAAGAATCACTTCCACGGCATATACTGCGCAAAGTACACCTGATCAAAATGGCAGA
CTCTTGACAATAATCAAAGCGCCCCCCGGCCATAAGGCCCGG
>CL6945Contig1
TTTTTTTTTAAAGTGCACCCTTCAAAACAAACTTTATTTTGTTAACATTTACAAGAACAT
CACTGACATTAATGTTCCATTCGTTACATATACATCTACACTGTACAGATGCAACAGAAC
AAAAACAGACACAAAGTCTCTTCTTCTCTGTGGTGTTGCAGGGAGCGGAGCTCCGGTCAG
CGGCGAGCTTCAGCAGCACTAGAAAAGTTCAAATTCCTGTCAGAAGCTCTGCAGCTGTGG
AGCAGAGCGCTCAGCCCAACCCTTCAGTCGTTTACAAATCGCCTTCACCGTTCTTCCTAA
GTCAAGGTTCCTCAAGTGTTTGCGTAGATAAATAAAATTTGAAAGCTAACAAGCTTTTCC
GATCAATTTCTTACTGTGGCAAACTGGAATAAAATGGAATCAAAATGTTCCGTTTTTATT
TCATTTTCATTTTTTTTTATAAAACTTCTTTAAATATGTATTTGTAAATATATATGCCCA
AAGGTCTCCCCCCCTTGTGCCTCTTCATTTGTCCTCAGTTGCTAACTGCTCATTGTGTCT
CCATGAACATTCAGTAGTTGTTGTAGGACAACCTAAAGTTTAATACTCACTTAAATATAC
AGTGAAGGACAAGATATACCCAAGCCTAGCAGTATCACTGACCCTGTTTTTGTCACGTAT
TGAACTATTATTTCAGAGAAATCGGTGACATGACGAGAGCGCAATAAATAATATTTGAAC
GCAACTGTTTTGCTGTCAGACGCCAAGCTGTAAAAACTGTCACGCTGTGATAAAAGGCAG
CGGANGGTCGATACTTGCTTCTGTTGGGAATCAG
>CL6946Contig1
TTGTTGTTAATAATTCACATCATTGTAATCCTACAGACAGGTTTGAAGCCTTTAGCCATA
GCTTATTCATGAAATGTACTTTCTCAAATACAAAATATGAAACGATTTCCTCTAATGAAT
ACAAAAATGTGCCATTTCTTGGGGGGAGTTAGGATTATGCTGCTAATCCAGCCAAAAGTT
AAGAGCTAAATTCCTTTTAGGTCAAACGCCTTAAAAAGCCTTCTATGAAGGTGAGAACAG
TGAAACCTTCCCACCATTACGTTTCACGCAAACAAAAGTCTTTTCCTTTTAGGATATAGA
AAGGACATGGCTAAAAACGTAAACACTACATTTGACTTTTCTTTTATAAAAACAGTATAA
AAAGGTGACAGAGTTTTTTACCCACATCGTTCCCTTCCGCTCATCCATCAGCATCTAGAA
AAACAACCTAAACTCCTCCTAAATATGCTGGTTCTGCCATCAGAGGCACCTTTTCAAAAG
AAGCACACAGTCAAAGTGGTTTTCTTTATATTCTTAGGTGGTCTCTGTGCCGAGCAGCTC
TGGTGGAGCGTCCAGCAGCTCGAACATGTCGTCAATGACCTGCCACAGGCAGTTCTCCAG
AGGGAAATCATTGTCCACAAGGTTGACCAGGAAATAGTTGTCATGAATGTACTTGATGAT
CATTCGAGAAGGAGACTCATCTTCATAGAGCTTGGCCCACTGCTCGATCCACAGGGCGAA
GGCCTCGTCCTTCCAGAACATGAAGCTCACTGGGTCCACCACCGTGGGCTGAACGAT
>CL6947Contig1
GTTTGTATGAATTTTATTTATNCTNGTAAAAAAAAGTCTGTTAATTAGCGAGAGTCCAAA
CTTAAAAACATGTTGTGTAGAACGTGGTCCATGTTTTCTGCCCTGAAAAAAACTAAAAAC
TGTCACCCAATAATTTATACGATCTATATCTCGTAAAAAAAAATGATGCAAATTTGTTTA
TGTAGATTTCATCAAAGGGTTTTAAAAATACAGCAACTCCAAAATGTTTAATTCTTCTGT
CAAATCTTTGATGTAATGGACTTTACCGGGTTATGGTCATTTTTTCCCACAATGCACTGC
CAGCATCTGGTATATATTTTTGATTTGAGGTAGTGTTTCGGTAAGTAACCAACCAGAGTG
TGAGTGAAGGAACAGATGAGTTTGTTCACCTCCTTTCCCTCATCGACCTTCTTTTTCAGA
TACTAACCAGAGAACGAACAGAATCAAGAGTCCTCTTGTGTTTTCCTCTTGAAACAGCTG
TGAAAGACAACAAGCTTCTAAGTGAAACCAGAAACTGGCCTCTGAATAGGAATGAAGCCG
AAATCTGACCACTTTTCTTTGTATAAAATTGATATTTTCAGCATAAAAGTTTGTTTTTCG
GTGAAAGTTTCCCAGATATATAAACAGCAGAACCACATCTCAACATTATCCTGTCTAAAA
ACTCTAGAGTCCAAATCTGTGAGGAGGAAATGAAGCGTTAACTGCGTTTAAAGCTAAGTT
TAGACACCAGAGGAGTTTCTGCAATAAGGTCCAGCTGTGGCAGAAATGGCTGCAGAGTCT
TCATCAATCCTCGATCATCAGCTTCTTCAGGGAGTTCAGGTATGCGGGGATGAGCGAGCT
GACCGACTCGCCTTCGTCGTTCAGCATCTTCTCTCCTCGGCCCTCTGAGCCCACAGAGCT
GGGGGAGCGCGCCAGGCCGGGGTACGGCGTGCTGTAACCAGAGGAGTGGCCTTTCCCGAA
GCTGCT
>CL6948Contig1
TTCGGCACGAGGGGATGGCAGAGCTAATAGGAGTATTTAACGGGACGTGCGAACGGACGG
ATTTCTTTTAACATTTCAAGTGTTGTTTGTGTCGGAGTGAGGCCTCGCCATGCCTCTGGT
TAAGAGGAACATCGAGCCGCGTCACCTCTGTCGAGGGCAGCTGCCCGAGGGCATCGGCAG
CGAGCTGGAGTGTGTGATGAACAACACGCTGTCTGCCATCATCCGCCAGCTCAGCAGCCT
CAGTAAACACGCAGAGGACATATTTGGCGAGCTCTTTAATGAAGCCAACACCTTCTATCT
GCGGGCGAACTCCCTCCAGGACCGCATCGACCGGCTGGCTGTCAAAGTCACACAGCTGGA
CTCGACTGTGGAGGAAGTTTCTTTGCAAGACATCAACATGAGGAAGGCCTTTAAGAGCTC
CACCACGCAAGACCAGCAGGTGGTGTCCAAGAGCAGTGTCCCCATTCCTGTCAAGGAGAT
GTACAACCTGAGCGACAAGCCTCCTCCTCTCACAATCCTCACACCTTATAGGGATGACCA
AAAGGAAGCTCTTAAGTTCTACACAGACCCCTCCTACTTCTTTGACCTGTGGAAAGAGAA
GATGCTCCAAGACACTGAAGACAAGAGGAAAGAGAAGAGGAAGCAGAAGGAGCAGAGGCG
CTGTGTGGACGGAACGTTGCAAAGGGAGGTCAAAAAGGTTCGCAAAGCGCGGAATCGTCG



GCAGGAGTGGAACATGATGGCTCTGGATAAGGAGCTGANG
>CL6949Contig1
TATTACAGAAATGAAAGAAAAAGTTTAAAGCCGCTTTTATTGNGGNGGGATTATTGGTTA
TTGTATAATATTTTANAGNGATATTATTGGNTTCCTACAAAAAAATCAAAATCCNAGNCC
NAGTTTTTATATNTCNGGCCAATGAAACCTTTTATATGCCAACTTTCNGGNTTNTATTGN
CCGTTTTGGTTCNCTTTAATTTTATGNTTGTAATACATAGCCCNTTGTTTTTGTCTTTTA
CNTTTTTTTTTTACCTTGACTCCAACATGTTTTTAAGTCTTTTCTTTTCATGTTTTTTTT
TTATTTTTATTTTAACTTGGGTGTCAGATTCTGTTTTTCTACTGACTGAACGCATGTGGG
ATACCAAATGCGAATTGCCAACTGAAAAATGTAAATCTGTATATAATCACTTTATCATAC
CATTGTTGCCAAGCCCAGGCAGCACTGCATTTGTCTAGTCTCCCAAGTTTACAAGTTTAC
GTTTGGACAAATGACAGGAAATGTATGGTTCTGGTTTAGTAGCCAAAGTGAAAATGCTTT
AAAGAAGAAAAGAAAAAAATAGATGGTGTGACAGGCAAATGATAAGATTGCATTTCTTTG
TAAATGTCAGTATTCTTTGGCACATTATTACCACTACAACACACATAACCTGTATTAAAA
TGTATAGATGGTGGATTTTAATGAATGTCAGCAATTGTGAATATACTACAGAAAAGATAG
TAAAGTACTAAAAGTGGATTTTAATTTTGTAAAAATGAATAAAAAAACCGATTGCATTTA
TTATATTGTTTTTATTGTATTTACCATTGTGTTGGGAGAGGGACTT
>CL6950Contig1
GAGGGCTCTCTTCACCGGCAACCTGAGTGGGTTGTGTACCATGAGCTGGTGCTGACCACC
AAAGAGTACATGCGAGAGGTGACCACCATCGACCCTCGCTGGCTGGTGGAGTTTGCACCC
GCCTTCTTCAAAGTGTCGGACCCTACGCGACTCAGCAAGCAGAAGAAACAGCAGCGCCTG
GAGCCGCTCTACAACCGCTACGAGGAGCCCAACGCCTGGAGGATCTCCCGCGCCTTCAGA
CGCCGCTGATAGACGCTTGGAGCGTCCAGACACTTCTCCTTCTTTCTTTATGTATAAAAA
TGACCCCTTTTTTTTCCACGTATTCGTAATTTGGAAGCATTTGTTTCCACTCTGACAGGA
ATTTAAATGTTTTGAAAAACCTGGAGTTGCTCACCTGTCAGAACTAAAAACATGGTTGTT
TTTCTGCTGTCTTTTGGGAGGAAACTGAGCGCATATGCGGACACCTGAGCCACCTGTAGG
TGGTCTTTTGGTTCAAACGGATGAAGCTTTGGGGGCAAAAGTCTGTTTGATGTATTTTGT
CCATGAAAAAAGTACTATAGGTGCTCAGTTTGTTTCCAGTAAATGGATCTTCAGTTCTTA
AATTGATTTCCAATTTTTTTCAAACAGTTTGATGAAATATTGTAAAANTAAAAAAA
>CL6951Contig1
AGAGAACTAGTCAGAAGGGAACCCATTTCAGTCAGTGCCCTATGCCCTCATTTCAGTAGT
GATGCACTCTGGGATGTCATCTGAGAGCGGCCACTACTACTCTTATGTTCATAACACAAA
TGGAGATGAAACGCAGTACCAAGCCAGTCCCTCTCCTGTCAAAGATTCTTCGGAAAGCGA
GGAGGCTGCTAGTAACCTCAGCATATGCACAGCCGTCCCAACTCCAACTAAGATGGACAG
CAGTGGACAGGAAGCCAAGAGTTGGCTGCTGTTTAATGACAGCAGGGTGACATTCACCTC
TTTCCAATCAGTGCAGAACATTACTAATCGCTTCCCTAAGGACACAGCTTACGTGCTAAT
GTACAGAAAACAAGAGCTAGCCGGGCCTAGTTTAAACGAGGGACAACAGGCAAACAGAAT
GAGAATAAGTGCTGAGCCTCCTCTGCATAAAGAATTACTGGATGCTATTATCAAAGACAA
CAAGTTATATTTGCAGGAGCAGGAACTCAGCGCCCGGACCCAGGCTCTTCAGGCTTCTTC
ATCCTCGTGCTCATTCAGGCCCAACGGTTCAGATGACAATAACCCACCAGGGAGCTGCGG
CCCATCTGGAGGAGGAGGAGGGGGCGGGGGCTTCAATACTGTTAGCAGACTGGTCTTCTG
AGGATTAAAAGGAAAAAAAATGAAAGAATGAACATCCAATTTAACTGATAAGTACACAAA
GCTGAATTGTCATCCTCTGTACAGACTACAACCTCAAAAAGTTGCACGGATGAAAATGAC
GAACAAGTGAAAACATGATCTGTCCTGACTCGGATTCCTGAATTTAACTTTGGAAAAAGT
TTAAAGATTTTTTTCTTCTTTTCAGCATCTGGTCATTATTTATTTAGTTTTGTGTGTGAT
TATTTGCATCATTTTTTTCAGTTTAGCAGCTTGGGGATTGACATGCATTGGTGCAAAGGG
AAATGCAAGTGAAAGAACAACTCAGCAAAACACGATTAATGTCCTTTGCTAAAAACATTT
TGATTTAAAAAAGAAAAAATGGTTTTGTTAAAACATGCCCAAATGTTTTGCTCATTTTCA
TGCATCTTAATATCATATGACCTTAACTTATGTTCATGTGTGCATTTTACCTTCAAGAAA
AAGAATTTATGGAATTTCCTTTGACACTTCTTTACACAGCCTTCAAACTGTTTTGACTTC
TGATTTGCATACAGCTTCTATTCATATGGTGTGAAAAAGGTTTTTCTAAATATTTGCATT
TCTTCTATGTATGCCTTTTGTTGTTTTATGAGGAAATTACATGCAATAAAAT
>CL6952Contig1
GATCGCCGATCGTCGGCAGTCATGACTAGCAGCTGACTGTCCGGGAGCAGCACCGCCGGT
CTGCCTTAACACCGCTACGGGAGCCCTGTAGTCCCGCAGCGGCAGCTCTGAACGCCATGG
CCGAGAGTTTGGACATGTTTCACAGGGCAAAGCAGCGGACCTTCAGCGGGCTGACCCGAG
ATGCAGAGCATCGGTGGACCGGACCCTTTTACTTCATTCAGGCTGCAGACCCTCAGCTTG
GGCTGATGAAGGCTTGGAAGGACGGCAACTGTGATGGTGGCGGTGATGAGTGGACGGAGG
AGGTGGAGCTCACAAAGCAGGCGGTGGAAGCCGTTAACCGGCTCCGACCCAGGCCGAGGT
TCATGGTGCTGTGTGGTGACCTTGTCCACTCGATGCCAGGGACGGAGTTCAAGGAAGGTC
AGGAGCGGGACCTGAAGGAGGCCTTGAAGGGGACAGACCCCTCCATCCCGCTCATCTTCG
TCAGCGGGAATCACGACATTGGGAACACCCCCACCCCGAGCAGCGTGGAGAATTTCTGCA
AGACTTGGGGTGACGATTATTTCAGCTTCTGGGTGGGTGGAGTTCTCTGCCTGGTTCTGA
ACTCCCAGCTGTTCTTCGACGCCTCGGCCTGCCCTCAGCTGAAGGAGGCCCAGGAGACGT
GGCTGGAGGACCAGCTGAGCACGGCCGCCTCCTCCTCTTCAGCGGGACCCAAACACATCC



TGGTGTTTCAACACATTCCTCTATACCTGCAGCGCCCTGATGAAGAAAATGACTACTTCA
ACCTGCAGAAAGAAGTTAGGCAAAAACTCCTGGACAGGTTCAGGAAGGCAGGTGTGAAGG
CGGTCTTCTCGGGCCATTACCATAGGAACGCCGGCGGCTACTTTGACGGCCTGGACATGG
TCGTGAGCTCGGCCATCGGCTGCCAACTCGGCGAAGACACCCATGGCGTCCGGGTGGTGG
TGGTGACGGCCGACGGGGTCGTCCATCGCTACCACAGCTTGGAGCAGCTGAGCACTGCCG
GCATGGACGAGGACCTCCGGGCGCTGCTGGAGGCCTGAGAGCGGGTGGAGCAAATCAACA
ATTTTAAGGAAATTAATTTAGAATTTGATTTGAGAGTTTGTGTTCTGAGGCAGAGCTGCA
CTCCTCTGCATCAAAGTTGATCGGTTTGAACCAAAAACCAGCCTGACATCCTGACTGTAC
TATTTGGATTTCCATTCGCACTACAGTTTATATCCAGCATAAACTGTACTCCTTCGGGG
>CL6953Contig1
CATAAAACTTCCTCTCCAGCCAAACTGGTCAAAGAACCAGGTGTTGAGAGGAGCCAAGGT
AGAGAGAAAGACAGGACTTCCAGCCATAGCAATCCCATTAGCAATAGGACGTCTTTTGTA
GAAGTACTTTCCAATCATAGTGAGGGCAGGGTTCAGGTTGAAAGCCAACCCCAAACCTCC
TACCACACCAATGCAGAAGTACAAGGCTGGAACAGAGTTGCAGAAAGAGGCAGCAACAAG
TCCCACTCCGGATAGTAATCCTCCAGCCATCATGACAGGGCGACTGCCATATTTGTTAAC
CAAGATGCTGCTTATAGGGCCTCCGCCATACATGACTGCTAGCATGATAGATGAGATCCA
TGACACCTGGCTGCTTGTCACGTCGAAGATCACCTCAATTTCTTTGAAGAAGACAGTGAT
GCACTTGGGAAAGGCATAAGAGAAGCCGATAGAAATGAAGGCCCCAGTCACCACCATCCA
TCCCCAGCCACCTTCTGGTGGAGTGTAGCCTTCGGGACCACCAACGGCACACGGCATTTT
CCCTCTCAGCAAAAGCTCTGGTACAAAGATGATGGAGCTGCTCTGTTTATCTGTGCGTCT
CTATCCAAGGTGTCAGTCCAAAAGTTGGATGGAGCTCCTGAGCTCTGTTTCCACTGAGTG
CAGTAAAGCTGAACAGTCGACTG
>CL6954Contig1
ACTCATCCGGAGTCCCATAACGACTGGAAGCAGCAAAGTAACTTGTAATTTGATATCCAA
AACAGGCGTAATACACATGCTCCATAATAGCCATAAGTTGAATACAGTTGTAACCCAAGT
CTTTTATTCGAGGCAGCACATTTGTTGTGAAGTTGGAATATGAGGCGACTTTTGGCTCTG
GTGAAGCAATGCCCACGTGAGCCTCGTATATTCTCAAACTTGTGGGTTTCTTTGGCCGAG
GGTGAATATGGATGTAAGGGTGAGGAGGATCCCAGTGAACCCAGTCGTAGATGACAGCTT
TCCCCTCCCTCGCCACATATTTTGCCCAAGGCGAGATCCGGTAGATGCGTTGGCCATCAT
TGGTGTGAACAACCACCTTGAGTTTGGAGTTATGATCCACAGCTGGGGACCCGTCATGCT
TTGGCGGAAGAATTAGTTCCCATTTACCAAATTCCTTCTTGGCGTAGGGGTGGGAGAATT
TATTCCAGTCATTGAAGTCCCCGGTGAGGAAGAGGGCCTCCGCCCCTGGCGCCCACTCTT
TGAAGAAGAGGCTGTTGTCGGGCTGCCGTTGCACTCCGAAGCTCCGGTAGCTGCGAGTGA
ACTGGTCGAAGCCCCCCTCTGTCTCTTCCAGCTGGAAAAGCAGCTTCTGCAGATGCTCGT
GCCTCCTCTTGAGGTCCTGCTCGAAAGGTTTCAGGTAAGGGTCCATTTGGAGAAGGGAGC
TAAAGTCAGGGACGGTGATGCTGCCCTCTTGGTCTGCCATGGTTCTTTCAGACGGAGCCA
ATCGAGCACCGAGCGCGAGTACAGAAGAAGAGGCCC
>CL6955Contig1
AGGCCTTGAGCGCCCGTTTAACCCGGGCCTTATGGCCGGGGGAGAGATGGTGCAATTCTC
CGTAGCCATGCAATGCTGCTTTATTCTGAAGGGCCAGAAAGCTGTAGCCGATGCTACACG
ACGTGGGCGTCATCCAGGGTTTTCAGAGGAGCCTCAGACTCTGCTGGAACAGATCTTTTC
AAAACTTGCAGATCCTCACACTCTTGTTAATATAAGGACTCACTTTCCTCTTTAAATTAA
CTTTGTTCAAAAGTGTTGCCTTGGTCACATCTGCCCAGCTGTGTGCCATAACAGGACCCT
TCATGCAACCCCGACCACACGTGTCCCTCAGGTAAACCTGAGAGGAGAGAATGTCTTGTT
TGGTATGATTTCAGTCAAGAAAACAAGTTTTTTTTTCTTTTTAAACAATCAATACAATTA
GGCTTTTGATTTAACCCAAGTCAAAAGATTTTAGTGCGTAAGCCAGAACTAAGAGAAGCA
CTTAACACCATGTAACACATGTACTGATCGAGCTAATAGCCATAAACTGCCTGTGCAGGT
CCGCATGATATGGCTCCATGTATCGAGACAGTTAATTCTGCTAAAATCTGATGTAACTGC
AATTTATCTTTTATTTTCTTCCTTTTTCTATTATCAGTTTTTGTTCTTGTTATTTTTGTT
GGATGTTTTGCAAATCAAGAATAAAGTTGTACATAGCAAAAAAAAAAAAAAAAAAAAAGG
AAAAAAAAAAAAAAAAAAAAAAAAA
>CL6956Contig1
GTNAAAAAAAAAAAAAGTCCTTTAAACTTTGAACTTGAGTTTGTAGTTGGTCCAAAAAAC
TGGATCTCCGTCCGTCCGAGACTGACAGACGGATGGAAACCCAGCGCTACACATGCAAAG
TTGAGAAACAACTCTGAATTCTGTCCACAAGTCCCGTTGGTTTAATTTCCTATCCTGGAA
CAGCGGTTATCATCGTTACCTCTACTGAACAAACCATTAAAACCAATCTGAGGAACGCCG
TTGCTTCTGCGGCGTCCCGCTCCGGAGGCCCAGCCCCCAGATGTGCTGCCTTCAGTTTCC
GTTGACCTCCACGGCTCCGCCTTTGGGAATGAGGAGGCTCATGCGGCCCGTGGTGCTGGC
TGCGCTCTTGATCACCTCCATCCATCTCTCAAAGGTGTACTCGCTCTCCGCTCTAAAGAA
GTAAACGTGCGACTTGAACTGCAGCTTGAAGACGTACTCCTTGTGAATGCCGTCAGACTC
CTCGGGGGTGCTGACCGTGTAGCCCAGCAGCGGGAGGCTGGCCAGCGGAAAATCGTCCTG
GTGAGTCTTGTAGAAGAAGAGGCAGAAGTTGGTAAAGACCACCCAGAGCTTCTGCCAGCC
GTTGCTGTTCTTGAATTTCCTCAGTAGATACCCCGACAGCTGGTTCTCCACAGCCAGGCT
GTGGTCGGACATTGACACACTGGTGTTGCGGTGCCAGCACACATGCATGGTTGTGTTGGC



ACGGTGGTGAGTCTGCTTGTCCAGAGAAGTGTGAGAGGAGCTCATGTCATCCTCCGACTC
CTGCTCCAGAGAGACCTCATCTGATGATCGATTGGAACGATCGCCAAAGCCGGCGTCCAG
GAAGAAGCTGGATTTCTCCTGAGACTTCTTAGCCAGGTCGATAGCCATGTTCAGGTCCTC
GATCCACTTCCCCATTTCCACCTTGGAGCTTGCAGCTACGACGATGGTCCTCTGAGCAGA
GTAGATGGTGAAACAGTGTGGAACCGACCACTCGTTTTCACTTTCCTCCACGATCATGCC
CTGGAGGGGCAGCTGTCCGTGCACTTTGAACTGGTTGGTTGCTGTCACGCCTTTGCTTGT
GTAGAGGAGCATGTCCGAGAACAGGAAAAAC
>CL6957Contig1
CCGCTGATGTTACTGACTTGATATGCTGTTAAAGTTCAGGTCAGAGTCCATGATTACCCC
TAGATTTCTGACTTGATTTGAGGTTTTAAGAGACAGAGAATGAAGGTAGCTGCTGACACT
TTCTCTTTGCTTCTGTTGGCCAAAAATAATAACTTCGGTCTTGTTTGAGTTTAGCTGGAG
AAAGTTGTTCTGCATCCACGCACTGATCTGTTGGAGGCAGTGGCTGAGTGAATCCACCGG
CCCATATTCACCTGTTGTCAGTGACACATAGATCTGAGTATCATCTGCATAGTTGTGATA
AGATATGTTATTACTGCGTATTAACTGCCCTAGTGGCAGCATGTAGAGGTTGAACAGAAG
GGGTCCCAGGATCGATCCCTGGGGCACACCACAAGTCAAGGCCATGTAGTCTGAGACACA
ACTCCCAATTTCAACAAAATATTTCCTGTCTTCCAGATAAGACTTGAGCCAACTTAGGGC
AGATCCAGAGATGCCAACCCAGTCTTGGAGTCTGTGCAAAAGGATCCCATGATCAACAGT
ATCAAAGGCAGCACTCAGGTCTAGCAGGATTAAGACAGAGACTTTGCCATCATCAGTGTT
CAGGCGGATGTCGTTGGTTACCTTGATAAGAGCAGTTTCTGTGCTATGATGGGGTCTAAA
ACCTGACTGGAAAACATCAAAATGAATTGTTTAATAAGAGAAAATCAGTGAGCTGTTGGT
AGACAACTTTTTCAAGGACTTTTCCTAAAAAATGGCAGATTAGAGATAGGTCTGTAATTA
TTCAGTACAGTGGGATCAAGACCGCTCTTTTTCAGGAGGGGTTTAATGACTGCAGTTTTT
AAGGCCTCCTGGAAATATTCCAGA
>CL6958Contig1
CCGANTCCCCGGNTTNANNTTTTTTTTAAAATTTAAANTTAAATTTANCCCCTNCCNTTT
TTTAAANGGGGGGGGGGGGGGGGTGTGCAGATGCACGTTTCCTGTTCTTTTTTATGGGAT
TTGTAAACTCCTGCATTCAGACTCACACCACCTGTCACACTTTCATGTTTTCTCTCATGG
GGGGGTAGGTATGATGTACTTTTGACTCTNAAAATCCCTGTTTTGTAATAAAATCTAAAA
GAAC
>CL6959Contig1
TCACAAAACTTTTTGTATGAATGTATATNATACATAAAGACAAAAGGAGCAAAAACATCA
CCAGATATTTACGCCAAAGTTAACCTTCTTGGTGTAAAAATGATTCTTTAGACTGGCATA
TAGGATGTGCAACATTATTTGATCTTGTACAGAGTCCATGGCAGTCATTTCGACGCATAA
TCTGCTAACTTTTAACGGAGATAAATGTTTAATCCTTTATTTATGGCAGTACTATTCATA
TGAAATAAGAAAACCTGTTCCATAAAGTTTTCCCCCACTTCTGGACAAAAATATACTCCG
ATTTCAACTCTATTCCAAGAAAATAGTGCACAGCAATGGATTACATAATATGTCAAAGAT
ACACCTCAGAATATATATATATATTTTTTTAATTGCTCATATTTATTGAAATATAATGAA
GATAACTGCAAACACAAATCTCTGAATCTCATTTACATCTTTTAAATAAGTGAAGAGGAT
TCTAACAGTCCTCAAATCTTTGAGTTTGAGCCGGTCAAGTCAAAGTTTAGTTCGGTTAGC
TGAGAAAGAGCATCTCTGATCACACCGTGACCCTCAGGTGTCATCAGCGCACACCTGTCA
GTGCCGTGTAGAGGTACAGGAAGTCATTTGGAGTGTAGAGGCAGTTGAACTGGAGGGTTT
TAGATTTGGCACTTGGAGGGAGGAGTCTGTGCGAGTCCCCAAGCTGTTTTTCCTTGAACC
CATTTGTTCCAAAGACAATTTAAGGATAATTCAAACACAGCCACATGCCCTTTGAATTGT
ATTTACATCCCGCTTACCTTTGGGTGGACATTGCTGGTGAAGAATCCAATTTGAATGTCT
TACAAAGTATTGATTTGTCACATCTGTTATTATAAATCTGAACATTTTTAAGAAAAGATG
GGAGAGAAGGGATATAAAAGTGTTCAAAGCGGTCTATTTTACAGCTGTAGTGCTTCATCC
AAGCACAATAATTGTTCCTAAGGGGTTTGACTGAAATCAAAGGCTCCTCGTGCCG
>CL6960Contig1
GGAAAAAGGGAAGTGGATTTGAAGAGTGGCCTTGAGGTAATAAAGGCGGGACTGAGCTCC
GGGCTGCTGGTTGATTGGCTCGAGCACCTTGACCCTGAGGTTACTTCCGTGTGCCCCGAC
CTTCAGCAGAAACTGCTGTTTGCTCTCAACAAGGCCCGAGGCTCTCCAGCCTACAGACCT
TATCTGCTAGCTCTGCTAACCCATCAGTCAAACTGGTCCACACTGCTGCAGTGCATCAGT
GCTCTTCTCAGCAAACACAGAGACCACAAGCTGGATCCGTCCTCAGCCCTGGATTTTCTG
TGGGCGTGCAGCCACATTCCACGCATCTGGCAAGGCCGTGACCAGAAGATCCCCCAGAAG
AAAACAGAAAAGTTTGTGCTTCAGCTCAGCTCAGAGGAGCTCATCAGCTTGGTGGACCTG
ATCTTGTCTGAGTCTGACCTCGACACCTGTGACGCCCCCCAGCACGGAAAAAGCCCTCTG
GACCTGACGTCCTGCTCCCTCATCCAGTCCAGACTGCCGCTCCTTCACTCCTACTGCAAC
GGAGCAATAGAAAACATCAAGAAAGTGTCCGAGTACCTCATCAGCTGCTGCAAGAAGCGG
GAGAAAAGCGCAATGAGTAAACGCTGCCAGAACCTGCTGCTGCAGATCTACCTGCACTTT
CCAGAGGTCATCCAGCATGTTTCCCTGCCCGAGGACACTTTCAGCAGTGGGGGGGCTGCA
GATGGCAGCAGCTGCAAGCTTGACGTCCTGGTCCACCGCCTGGTCTCACTGCTGGCAGAT
G
>CL6961Contig1
GCTCCAACACGTCTTCCCTGTGCAAGTCCATGCAAATGCTGGTTCTGAACAGGCGGAGAC



GTGTGGTTGTTGGCTGGGAGGAGCAGAACCTTGGTGCCGTACAGCTGCTCCACTGTATCC
ACAGAGTCACAGAAGACCTCACTCTCAGAGTCGCTGGTCAGTGTGAATCCCTCAGTCCCC
TTCACGTCGTTCGCCCTCGTGGCTGTGAGCTCCACAACTTCAGCAGGGCCATTCTCGCTG
GAGCCAGTCCCACTGGAAGCTTCCATCTCTGCTGGATCATCAGGACTGCCATCAGGACCT
CCCCTGAATGAAAACAGAGATCTTGGAGGCCTTGGCATGTCATCAATCACTTGGTAGAGA
GGCTTAAAGTAGTGGAAGAATGATGCTGCGGTCTCATTCATCGGCATTGTGTCAATGACC
TCCTGAGCTACTTTCTTCATCTCCTCCACATACGCCGACATGGCTGCATCTCGACTCATC
TCTCCCAGGCGGCTCCAGGCATCCCATTTGTATCGACCCACTGGATCCCAGAAGGAGGGA
CGGGGAACATGACATGGTCCAAACACTGCTTGCTTGTACAGACTGTAGAACCGAAGCATC
ACCTCGTAAGAGGGCCGATAGGAACCATTCTTGGGGAGGTTGTGAATGATGTCAACAGCA
GTCTGAAAGCGTTTGTGATGATCCACTGCAGGTTCCGCCATGGCCAGGACCGGCATGACA
CCTGAGTTTCGATGAGATAGGGCCGGCGGGGCTGACGGAGCACGTAAACTCACTGAGAGT
CCGTTCTTAGTTAAACCCTTACAGCGCGCCTAGTCTGACACGCGCGCCTCCCTGTAACAG
GTCAAAGGTCAGCCTCTGCAACCTCCACAAACCCGTCCATTGACCCCGAACAGAACCGAG
CGGAGCTAACCTACTGTGCGTCGTGCACAGCAGCCATTTCCGTGTTCAGGTCAC
>CL6962Contig1
TCGGCACGAGGGCGGCTCTGACCGGAGCTGATGGTTGGTAGCAGGTGGTGGCGCAGAGCT
GGAGCCTCCTGGAAGTGTTTGCACAGTCCTCGTGTGTTTACTGAGGGGAGTTTGAAGGTA
CACGAGCAAAGTTTAAAGGAAGGCACAGGCTTTTACTTTGGAATCATGCAGAGCGGGTGC
AATCCTTTCAAAATGAAAGCTCAACTTGGGGTTGGAATCTTCTCTATTTTGAAAATCATC
TTTCTCTGTGATATTTAGTTTTTCTGGTCAAAAATCACTGCTGAGGGTTGGAAGAAGGGA
TCAGGCAGGATGGGGGTTGGAGGTCGTCGTGTGTTTCTGAGCATCCTCGGTGGCAGCAGG
TCGACAAAGGGGGGGAGGGGGCCGCTTGGGAGGAATGCAGGGAGCCGGGCCCTCCTGGCC
CCTCGCGTTTTGCCTTCCCTTTCTCTTCCTCCTCTCGGCGTGCAGATTAGGTGTCAGCGC
TCCTGTGCTGTGCCTCGTGTTTGAACCCTCGAGTAACAGAGCGAAGGAGTTTGTTTGTTT
TGATGACTGTCAGCAGACCCCTCTTAGTGAAAATGTTTAACCACAGTCCATGTTGCTGTT
AGAAGCTGCCGCAGAAGGACACGCAGCTCGTTATTGGAAACAGACAGGAAGCACAGTTCA
GAGTAAAAAGCTTTCAGGTGGCTGCTGTGTCGAGGTCTGAAGAAGAAGAAGAAGAAGAAA
AAGAAGAAGAAGAAGAGGTGCAAGGAGACCTAAGTTGTGTGAAATTCTCCCCGACTGGAG
AGAACGTGACTTGTTTGGGCTTGCTTTGCAATGCTTGCTGGGAAATCCTGGAATGTGTGG
AATGGGGGACGGTGGTGCTTCTGCAGTTATCTGAGTGCTCGGAGCAGCACTGAAGCCCAA
CATGTCAGCGGTGCCTGGATGTGAATCGGAGTCAGACCGCAGAGAATAACAGCAGATCAA
AAAGGGGCATCTGCTCCTCATTTATCACAGAACACAAACGCAACTGGGTGTTGGGCCTTT
TGTGTCATCTGTTCATGGGTGTTGGTTGTACACATCTTAAAACATATTTTTGAACACCTT
AAAATCCCCATTTTAAAGATGTGAACTGTTTTGTTGCTTCATATTGACTTGTTTTTATAG
GAAGAACTCTAAATAAAGTTTTAATAAATCCTTA
>CL6963Contig1
GCGGCAGCAGCGGNACCGGGGNAGATGGCGGAGGTTCGGGTAAAGAAAGAGACGAACCTG
GCGGAACCTGCAGAGGTGGAGACCAGGATCAGAGAGCTGTGTCAGCAGTTCCCTCAGGGA
ATCACAGACCAGGTGATCCAGAACGACATGCCTCACCTGGAGCCGCAGCAGAGGGCCCTG
GCCATCAACAAGCTGCTGTCCCTGGGCCAGCTGGACTTGCTCAGGAACAGTTCTGGTCTT
CTGTACAGATTAAAAGATTCTCAGACAGCCAGGTGAGCAGCGTTCCATCTGCAGGTTCTG
GTTCTGTCCACCGTGAACCCCAATCCTCTGTTTCAGTAAGATGAAGGGCTCGGACAACCA
GGAGAAGCTGGTTTACCAGATCATCGAGGATGCCGGAAACAAAGGAATCTGGAGCAGAGA
CATCCGCTTCAAGAGCAACCTCCCTCTGACCGAGATCAACAAGATCCTGAAGAACCTGGA
GAGCAAGAAGCTCATCAAAGCCGTCAAATCTGTGGCCGCGTCCAAGAAGAAGGTCTACAT
GCTGTACAACGTGCAGCCGGACCGCTCCGTCACCGGAGGGGCCTGGTACAGCGACCAGGA
CTTTGAGTCCGAGTTCGTGGAGGTTCTGAACCAGCAGTGCTTCAAGTTCCTGCAGAGCAA
GGCGGAGGCGGCGCGGGGCGGCCAGCAGAGCCCCATGGTTCAGAGGAACAGCTCCTTCGC
CACGTCTCACGAAGTCTGGAAGTACATCAGCGAGTTGGGCATCAGCAAGGTGGACCTGTC
CATGGACGACATCGAGACCATCCTGAACACGCTGATCTACGACGGGAAGGTGGAGATGAC
CGTGATCGCCGCCAAGGAGGGGACGGTGGGCAGCGTGGACGGACAGATGAAGCTGTACCG
CGGCGTGAACGCCGTGCTGCCGCCGGCGGGCCTGGTGAAGACGCCCTGCGGCCTGTGCCC
GGTGTTTGACGACTGTCACGAAGGGGGGGAGATCTCGCCATCCACCTGCATCTACATGAC
AGAGTGGCTGGAGTTCTGACTCCGCCCATGGAACCCCGCCCCTTTCCTCCATGGAGCCAC
GCCCCTTTCCTCCATGGAACCCCGCCCCTTTCCTTGGTTACGTCNATTTAAGTTAANAAG
TTTT
>CL6964Contig1
CAAACTCATCAGTTCCACAATGAAAAATGTTCATGGGAAACTGCAGCTTCCTTAAGCCTT
GTGTCTTCTGGTAGTGTAAAATCTGCTGACTCTTACTGTCCACAGCTACAATGACATCAT
CTTCCTCACAGCGGGATCTGTGACCCGGAGACGACTCCTTAAACATCATGGTCATCACAG
AGATGTTCTTCTCCATCTTTCGCCGTTGCCTGTGCTCCTGCAGCGCCTGACTCATGTCGA
TGTTGGACACCACGTCTCCATAAACCAACACAAAGTCAGATCGCACCAGGGACTTGGCGT
CGACATCCCTGAGGACATCCCCAAGGGAGCGGTACAGTTCTGAGGTGATGATGTGGACTG



TGTTTGAGGAGGTGGGTCGACACCACTTTGATTTCAGTAAATGCTCCTTGATTTTGCTGG
CCATCCAGCAGCAGAACACAAAGGTCTCCTGGACTCCAGTGGAGGTCAGGAACTCCAGGG
TGTAGTCGATCATGGCAACATTACCGAGCGGCAGCAAAGCCCGCGGCTGGTCTTTGGTTA
CCGGGAAAAACCTCCGGTTGAAGCTGTCAGCCACTAAAACGGCTTGCAACGGTTGTTCCT
CGTCTTCCTGCTCACCTGCGCCTTTCCTACCCGACATACCCGAGCGGCTCTGTTTTCCTC
CTCTAGCAGCCATGTTTCACAACCTGTCGTCACAAACCACTACGGCGAGCACCAAGAGGC
AATTTTAGTCAGT
>CL6965Contig1
TNANGAAAAATGTAGGTCAAAAACGGCAGAAAACAGCTAACACCACAAGATGAGCAGATA
TTTAGTCAACTTTTTATTTTTTATTGAATAACACTGAAAAATTGATAAAAAGCTTCACCA
AACAAGCAAGGAGTTCTCCACCTATGAATCTAAAAAGCCTAAAAATTTTAAAAAAAGAAA
ATGTTTAGTAAATATAAATTTTCCAGTCTATGCTAACAGTTGTTGGCATCACTATACAAA
AATTGCTTACACAGGGACAAACACTGCTGGTGAAGTTCAACAAAAAGCAAATGTACTGGC
AATAGGCAATATATAAACTCAGCAGAAACAACATTTTAGGAACATTGTGGTGAAACGTCT
TGTTTTTTTATGTCATAATCAAGCAAACCAAGACAAATGTTTCAAGGACAAATGCAGTTA
GAAGCTAAAGTATTTAGAAATGCACAGGAAAATGAAATTTTAAGGAAAAAAATGCAAAAA
CAAAACAATTTCTTTCAAAGTAGATCAAATCTTTTGTTAAAAGACAGAAAAATTACAATT
AGGTGAGGTCTGTTTACATTGTAAAGCATTTTCTTTGGACCACAAAGCTAACTTTTTCCA
ATACCATTTAGTTGGTTTTGTTTGAAATTCATCAAGAATTCAAAATTAATGGATCATTTA
GAACCCCCAAATGCAAGAATGGAAAAGTCAAATGACACAAAAACTGATGACACTGCTACC
AAATAAGACACTGCCTCTCAGATCTGTCAATCCAGCAAAAGCGAGAGCTGGTCCGTTTCG
TCTGCAATCGCAGGGTTTGGTGCAACTCTGATTTAATGGAAAACTTACNATAGTGCAACT
TTGGACCGGGAATCCTGTCTAGACCCATGACGCT
>CL6966Contig1
CTTGCCGAGCAGCCCGTCGTCGGCCCTCAGCGGGAAGTACAGCGTCCGCGTTTTGTAGAA
CTCGGGATCTGTTTGAAGGTTCTGGACGACGTCTGAAAGAAGGTGGGCGCGCTCCACGCC
GCAGCCCGGCGCCTCGTAGCCCAGCCGCGTGAAGTGGACATGCAGGTGGTAGTAGGAAGG
CTGGTAGTGGAGGTAGACTCTCAGCTGGCTGGCTGGAAGGTTGTAGCGCTGCAGGATGGC
CTCCTTTCCCTTTTGGAAGAGGTTTTGTAGCAGAGGGAGATGCTCGGAGGTCAGGTCTCT
GAGACTCTGAATACCTCTCTGTCTTGCTATTGCAATGAGGTACAAATTATCCAGCTGTTT
TTGGTCCCACTTTAGATCAGGAAGTAGTACAAATCCAACATGTGGATCTGGGTCATCAAA
CACTATCCTGTCAGCCTCTGCCTTTTTCTCCAGGATGTTATAAACCCACTGCAGGCTGAA
ACTCTGCGTCTGAATGTAAGGCAGCGTGATGGACTGATAATCCTCGGCCGACTCTTCTAC
CAGGAAACTCTCCTGCCGCTGGTGTCTCTTTATGTGCTTCTCTGTTGCAGGAAACACCAC
CGTCATCTTAATCTCGTTAAGGTGAGGTGGAGCCTGCAGCCGATAGGAGCTGTAGATGTC
ATTTCTCATCTCGAGCTTGAGTGTGGAACCGCTGAGGAGCTCAGTGAGCGTTTCTTCTCT
GAATGGAGTCTTCTCCAGAATAACCACAGCATCCTGGTCATCAATCTTCCCGTGGATAAA
AGCGATTTTCTCCCGCGCAGAGTCATTTAAAACGCTGGACGTCTTGAAGCCCGACAGAAT
ATTTTCAGTGTCGGGTACTATCTCGTCCTTTCCTTCATTCTCGTCGTCAGTTCTCGCTCT
TTTTGCTTCCACCAATACATTTTTATTTTCAGCGGTAAGATTTTCACGCTTCGCCGCGGC
GTTCGCCATGTTCGAACGGCTTCCGTTAACCCCCGGCCATAAGGCCCG
>CL6967Contig1
GGTTTTCTATATACCAGTCCACATGGATTTTTGCTATGAATGTCCTCAGTCCACTGCTGG
CGTCCGACCGGGTCACCGGTTATGAAAAGCACCAACAGATCTGTTTACTGTAATTGTCTA
GAAGAGTCAGGTACACAGAGTTCTAGCTTGAAAGGTTAGCGCGGCCAGGAGTCTGTTTGT
TGCCTGTCAAGGAGCCTGACAGAAGTAGAACCTGCAACCATTTTTTAACAAAACGTACAA
ATTTCACTAGACATTTATTTAAGAAAATTGGGATAAAAAAAACATACAATATCTGTTGTC
CAACACATCTTATCACAATACACATGAACTTATCACATCATTTGCTGTACATTCATTCAC
ACATCTGACACAGTTTCTTCATTTCAACAACACTGTTCCTCTAAATCTAAATGAACAAAT
CTACTTGTTTACAGTCTAAAACATCTATTAAAAGAAACTTCTGACATTTTATTTATGAAA
ACAGAATATATATTAATAATAGAAATTGTACTAATATATGTCTGGACTGCAACTGTACAT
GGAGTATTTATTCTACATCATTGCACATACGGAAAAAGCATTTCTCAAACAACAGTTTTG
TGATGAGCAGCAACCACTGCGTCACAACGTCTATTGATTACAGTTCATTTGAGCATCTCC
TGGGATTTTACTCATAAGTATGAACAAAAGCCATCTTTAATAGAGTATGAAAAGGGTAAA
AAGGTCAAGTTTGAGCTATTGATGCCATTTGTGATTTTGTCCCCTGTGACATGTTAGATT
AAAAGTCTCCCATTTGTATTTTTAAATAAGCATCTAATTTCCAGATATTCTTCTCTAAGT
CATATAGTAAAATGCAGAATTTTGCTCAAATTTAATGAGAAATAATGGAGACAAATTTTA
GTAAAGATCATGTTTTCCTATTTTGCTGTCTCTTTTAATTATTTTCAAAATGATGCACTA
TAATAAAGTGAATGTATAAAGAAACTAATCTTGTGTAAATCCAGTGTTTTGTGTTCGTTG
GTCTAGCAATAATAGGAGAGCTAGATTTCAATGTGTTAACCAATTAGACTGAATACACTG
TTGGAAATACCTTTTTTTCATGTATCATAGTCTGTTACTCAAAAACTTCCACCAAAAAGA
AAAACTATTACCGTAAATAAAATCTAATGAGTTTAAAGATTCTGCTTTAATAGCTGGCTT
TGTCTTTGTGTGAAAT
>CL6968Contig1



ATTCGGCACGAGGCTGCGCAGTGCTGCTTTTTGTTCGTGATGGCGCTGAGTAAGACGTTT
GGTCAAAAACCGGTGAAATTTCAGCTGGAGGAGGATGGAGAATATTACATGATTGGATCG
GAGGTGGGAAACTACCTCCGGATGTTCAGAGGCTCGCTGTACAAAAGATACCCGTCACTA
TGGAGAAAACTGGCAACTGTAGAAGAACGCAAGAAAATAGTGGAATCGTCACACGACCAC
GGTTATACTCAGCTGGCCACCAGCGTGACGCTGCTGAAGGCCTCCGAGGTCGAGGAGATC
TTGGAAGGAAACGACGAGAAGTACAAAGCTGTCTCCATCAGCACCGAGCCCCCCGCCTAC
CTCAGGGAGCAGAAGGCAAAGAGGAACAGTCAGTGGGTTCCCACGCTGCCCAACAGCTCC
CATCATCTAGATGCAGTCCCTTGCTCCACCACCATCAACCGCAGTCGACTCGGTCGCGAT
AAGAAGAGGACGTTCCCCTTGTGCTTTGATGACCACGATCCAGCAGTTATCCATGAAAAT
GCCACTCAGACTGAAGTTCTGGTTCCAATCCGGCTAGACATGGAGATAGAGGGCCAGAAG
CTTAGGGATGCTTTTACCTGGAATATGAATGAAAAGCTCATGACCCCTGAG
>CL6969Contig1
AATTCGGCACGAGGTGACAACGCTAGCTAGCTTTACACTACAAAAGTAGTTTCATTTCAT
TTTAATGTTGACACAAAATGAGTTCCACTAACATATATAAACTGAGATGTTCCATCCCGG
GACACGAGATGGACGTAAGAGGAGTCGCACCAGCTGCTTTTCCGGATGGAGCCTTCGTGT
CTGTGTCCAGAGACCGAACCGGAAGAGTCTGGGTCCCGAACTCAAGCCCAGATAGAGGTT
TCTCTGAGATGCTATGTATGGCTGGCCATTCAAACTTTGTATCGTGCGTGTGCATCATTG
CCCCCAGTGAAACATATCCCCGTGGACTGATTGCCACTGGTGGAAACGATAATATCATTT
GTATTTTCTCACTGGACCGACCACAGCCTCTATATACTCTCCAGGGTCACAAAAATACAG
TTTGCACTCTGTCCTCTGGGAAGTTCGGGACACTTCTGAGTGGTTCATGGGACACCACGG
CTAAAGTGTGGCTTAATGAAAAGTGCATGATGACTTTGCAAGGACACACTGCAGCCGTGT
GGGCAGTGTTGATCTTACCCGAGCAAGGCCTCATGCTTTCTGGATCAGCAGATAAGACCA
TAAAGCTTTGGAAGGCTGGCAGATGTGAGCGGACATTTACAGGTCATGAGGACTGCGTTA
GGGGACTAGCAGTGATCAGCAGCACAGAGTTCTTCTTCCTGCAGCAACGACACAAGTATC
AGGAGGTGGCTGGTGACGGGCGAATGTGTGCAGGTCTACTACAGTCACACCAACTACATC
TACAGCTTAGCCGTCTTCCCTAATAGCCAAGATTTTATAAGCACAGGGGAAGACCGGACT
TTACGGATATGGAAGCAAGGAGAGTGCTGTCAGACTATTCGTCTGCCTGCGCAGTCTGTC
TGGTGCTGCTGCATTCTTCCTAATGGGGACATAGCAGTCGGTGCGAGCGACGGCATTATT
CGGGTTTTCACGCACGCTGAGGACCGCATGGCGAGCGCAGAGGACCTGCAGGCCTTTGAG
GACGAGCTCTCCAAAACCACTATTGACCCCAAAACAGGAGACCTTGGGGACATCAAAATG
GAGGACCTGCCTGGAAGGGAACACCTCAATGAGCGTGGGAATCGCGACGGACAGACGAGG
TTGATCAAAGACGGACAGAAGGTGGAAGCGTATCANTGGAGTGTCAGCGACGGCCGCTGG
ATGAAAATCGGAGACGTAGTCGGAG
>CL6970Contig1
TGGCCTCCTCACCTGAGGTTTTCATGCAACAGAAAAATGTTGAGGGAAGAAGAAGGAGAC
TTATTTTTCGAACACAAGATCAGTTCAGTTCATCAAGAGGCAGTGAGTAAGAATAGGTTT
GACAATAGGAGTAACAACTGTTGTTTTGGTTCCTACCAGCAGAAGGCAGTGACACTCCAG
AAAACCCAAAGCAGAGCTGCAGCTGCTTACCAAGGTCCAGCTCAAATGTTTGGTGTCGCT
TTATTTGAATGTGGCATGAATGCAGCGGCTCCAGGACAGCTCTAAAGTCAGCTGCTCACA
TACATGCAGATACTCTACTTTAAGAAATTACATGTTTTAGTCCCCGAGGTACAATATTTA
TACATAAAGAAACACATGGAGAATAAAAAGAGCAGAGGAGGGTCAGACTGGCAGAGCTGC
ATCCAGTGATTTGAAGGGGTTTTATTTCACCTTGAACACCTGCTGAGTGCATTTATTTCC
CATTAAAGATCATCTTGATTCCTTGACATTGGTGCTGCAGATAATGTCTGTACTGATTTC
TATCAATTCAACTTTTGCTTGTTTACCATGAAAATGATTGTTTTTAAAAAGATTTATCCA
TAAAAGCTTTGGAGGATTGAGAAAGCCCTTGGTGAGTTCTGTGTGTCAGAGGAAAAGCAC
AGAGGGACGGCATTGCTCCT
>CL6971Contig1
AAAAAAAAAAGAACAATTATCTGATTGCTTGGAAAAGTGTTTTTTATGCTCTATTAATCA
AGGACCCCATTTATTGTTTTCTTTTCTTTTTGTTGCTTTGTTAAAAACTGCATCTGTAAC
TTTTTAAAATAAATACATTTGTAGATTTGTTTTTGCTCTGCAGGAAAGCTTGGAGTGAAT
TCAATTGCAGGAATTTACTTCATGGCACTTGATCTTACCCTGTAATAACCCTTGTGCTAT
CTCGACCCCACTCCCTAACGTTGGGAGTGGGGTCATCTGGACCCCACAAGATAAAATCCC
ACTAGCTAAAATCTATGGAAGCCCATTTCTGCCACTTTTGACGGAAAATACCCAGTATTA
CCGTATTTTCTGCACATTAGAACGCACCATAAATGAATGGTCTATTTTCAAACTTTTGTC
ATATTTAAGGCACACCGAACCATAGGGCGTTATAAAAATCAGTAATAAATCTATCGGTGA
GCTAGACTTTAGTCACAATACACCAAAACAAACCTTCCTGTGTCTACATCAACTCCCAAC
CCCGTCAGTAAGACGAAAGACAAACACAGTCCGACACGGTTGGTCGCGTTAGCACATTCA
CAATAATGCCCAACTCGTGAAAAACGGACTTCTCAAAATCGCTTCCGACGTTAATAAGCG
CAACCAGAATTAATACAAATATAAAGCACTCCGGATTATAAAG
>CL6972Contig1
TCCAGGTTGGGTAGGGCTATCATCATGAAAGTGTTTCGTGGCCAGATGTGCAGATAATTA
GGCTTCATGGCAAACTCGCCATTAACGGGGGGCATGGTGAGCTCCATGTAGCCATGAGGG
ATGTACGTCTGACTGTAGTTAAAACGACTACGGCGAAGGAACTGCTTTCGAGTGGCGGAA
AACGCTCCATCACAACCGACAATCAGGTCTGCATGAATTTGATCCTTTGATCCATCAGAC



CTGCTAAAGGTCATCAGCCCCGTGTCAGCACTCCAGTCCTGCAGCTTGTGTTCAAAGTTC
AGCGTGGTGTTTGGATACGTCTCTGCCTCGCTCAGAAGCTCTTTGTTCAGGTTAGCCCGG
TCCACCGACAGGATGTACTGGCCTTTTCTGCCATAAGGGATTGGAGACTGTTTGCCACTG
AGTGAGTGGATCATTCTTGCATGCATGGGAATTCCCTTGGAGATGATCTTGTCCTCCATT
CCAACATGCTTCAATGCTTGCCGACCTCTGTGAGACAAGGCCAGGTTGATGCTCCTCCCC
TTCACGATTTTGGCTTTCCTGATATCTTCCCTGCTTTCAAAGACGTGAACGTTGAAGCCC
CTTTTGGCAAAGAAGCAGGCATTTAACGCTCCAACCAAACCACCGCCCACCACTGCCACT
ACTTTCTTTCTGGATTGTCTTCCTTCTAATTTCTCCATGTCAGTCAGACTTCTCTGCAGC
TCTGAAGCTCCCTCGTGCCGA
>CL6973Contig1
AAATAAAAAAAAAAAAGTCCCATCCCAATCAAGATATAGGACAGTCAGAAAAAGAAAATT
TCAAGGAGAAATTTAATACTTCTCAGTGCACAAAAGGCTATTCCTAGTGGTTAATTTAAT
AAAATAAAAAATACAGATATGGCATTTTCAGTAGATTAACACATTGATTTAATAAATGTT
TACTATTAAATCATTCAGTTCATCTATACAGTTGAATCTTGGCGGTGGGAGTGCTGATAT
CAACACAATGTACAAAGTGAATAGTAACATTCTAACAAAAGTACATTTCATGTATTTTAA
TTACAAATTCAATTTCCTGAAGATTAAATTGAAATATATTTTTTGATCAATAGCCAACAC
CTGCAAAAAGTATTTTGGTACAATCATCATCATTTTTTCCCCCCCTACCAACAGTCCTAA
AACTGTTTCAAGCCTAAAAAAACCAGTAAGGAGGCATCAAACGTGCAACCAGCCGCACTA
TGATGCAGTAAAATAGAAAACAGTGCTCCAAAAAATTAGCAAAGGCACAAACTGGGAGTG
TCCAAAAGCAAAAAAAACCAAAAAGCTCAGAAATGTGAAACAAACCATTGGCACACTTCT
TTATTTAAAAAGGAAAACCTCAAGTTGGGTTGATGCTTCTGAATTTTAGTCCGTTAATAA
GCTGGGGGCTGGTACTCTCCCGGCTGAGTCTGGCCCTGGGAGAAGGGCGACTGCTGGTAG
CCTGTGGGGCCGCTGCCGAACTGAGCAGGTGGGTACGGAGAGGTGTGGTCAACGGCCGGA
TCCCTGTAGTCTTGGGTAAAGTCGTCTACACCTTGGCGATACCTTCCAAATGCAAAGTAG
AACAGCAGACCCCAGGTGGCGGTTGAGAAGAAGGAGAAGGAGATGGCCGCCCGAGCAGCA
TCCGGAGCCGCAGTTCCTGCTGTGGTTTTGCCCCATTGGTTTGCCAGATAACAGAAGCAG
ATAAACCACAGGATAGTCCATACCCCTGAAAAGACTAAATCTGCAACAACGATGTATTTT
CTCTCATTGGCATTGCTGAGTTTTGGAAAGTAAGCATCAAGTATAAGAAATAAGACACAA
GCCAGGAAGGAAATGACGCCGATTCCCACTGCGTAGCTGCAAGCGCCGTCATTGCCATTG
AACATGCACTTGGTGTTTTCCTCTGTCATGGGGTTGACGTAACCCTCTGCAGTGATGGTG
GCGAAGACGACGATAGAAAATATCCAGCTCAGGAAGCGCAAAATAGTTTGAGGCTTTTTC
ACGAAGCTCTCCAAATCAAAGGTACCGCCAGCCAACGAGGCCCCATAAGCACCGTGCTCC
ATTT
>CL6974Contig1
ATATATGCGGTGGGAAAATCTGCCTGTGAGCATCAAAACCAGGACATGGAGAGGAATCAG
GTTGATCAGGAACACATAGCCACCCCAGGAGGAAACCATGTAGAAGTATGCCAGCCCACA
CATAGATGACCAGTACACTGATCCTGTCTTGACAGCTTTGATCCACATGTAGTAAGTCAA
CAACATGCAGAAAATGGCAATACCTTCATTATCATAGGAACCAGCAACAGAGCGGGAAAT
ATAGCCAGGCACCACAGCAATCATGGCAGCCGCCAAAAGACCTGCACCTGCATCCTTCAA
CTCTTTGGTAAGGTGATAAGTGACCACCACAGTAAAGGAGGAGAATAAGGGCGCCAGAAA
AACACAGACATTTCGAATGTTAATGGTGATGTGGAAAAAATGAAGGATGTGGTACAGCGC
AGCAGATGTAACCATGAGCCCTGGATAAATGGTGCCACCTATGATTCTTCCCAAAGGATA
CCATGCCCTGTCATCAAACCAGTTGTGAAATTTGTAAAATCCTTCCTCAGCCAGAAAGCG
GGTGGTTCTGTAGTTAAAATATGGGTCGAACTCATGGATGACACTTTCAAATCTCAGCAC
AGAAAAAAGTCGAGTGGAGAATGAGAGAACTGCAGCCATAGACAGGATGAGCAGCTTCAG
CAGGGTATCCTGCTTCTCATACGACAACCGTAGAAAACCCAGCTTGGTCATATTGCCGAC
TGTAGACACCTGACTGTACCAGCTCCGCTTCAGCTACCTGCACACTTCAGACATATGGGA
ACTACCCCCCGGCCATAAGGCCCGGGT
>CL6975Contig1
TGAAAGAACTTTGATTTTAGTCATAATTTGGGCAATTAAGGGGGAAAAAAGCAGCAGGTA
AACAAAACCCTGTGCTGCTTTTGGCTGCTTGTCACTGCAGAAAGCAGCAGCAGTTTTTAA
ATTGTTTTAATCATGTAAAAATGCTAGCTGTGATCAGACCTGCTCAAAAAGAAGACCTGC
ATAGAGACCTGTCAGAACTATCACAATCATGTGTAGCTACCATTGACGGTATTCATCACT
GGACGGAATGACTCCTCCCCCTGGCGTTCCAAACAGGAAGTACCAGCTGGCTCCAAAAAA
TCCAAATCCCATTGACCTCTATAGAGAAAAACAGCTGTTCCTCAGTGATTCTATTGGTCA
GACTCATAATTCTTGTTCTTAAACCTTTTTAACGTCTTGCTAATCCTAATTTTTTATCAT
TCAAGTTATCAACTGACACATCANATGCCTCAGTTAAAACATGTGGTGCCCGCTGGCCCC
CACCTTCATGTTTGATTGACAGATTGTCCCAAACGGCTTTTCAGGGGAAGGGGAGTGGAC
TTCAAACAAGCTTACTCCATATTGGTGACAGTAACTGCCTTACAAATGTTGACTTGGACC
GTCTCGGGGCCAATCCCTGTTGACTGACTCCAAATGGTGGCGCCCAAATGACAGAAAAAT
TGCGACTGAATTGGCTTCATTTCGCTGGAGCCGGAGGAAAAGCATTTTCCCTGAGTGATG
TCACACCTGCTCTGTCCAGCGATTTACCGTCCATGGTAGCTACACAGCCCTGCGTCAGAC
TGGCGACCTGTCCAGGGTGTCTTCTGCCTTCGCCAACGAGTGGGCGGGATAGGCTCCAGC
AGCCCCATGACCCCGAAAGGGACAAAAACGGGTTTTAGCCACACAAGTCCCTACAACCGT



TTGAGGTCTACGTATAAAACATGCTACAAGTTAAACTTTGACCAAACAGGGACTTGGAAA
CTGGCCAAACTCTGAGTAGCTGGTTTATCTGGAGAATTCAGACACAGCGATAAGCCTGAC
GAGGTTTTTTTGTTTTTGTTTTTCAAATAAAGATAAACCAAGGCCACTCCAAATCCATAT
CCGCCATTGCAAGGATGCTAGCAATAATCCCAACTGTTTCCAATGTGTGCTCAAATGATG
AGATTTTTACTGTCGACATTTCGTAACGAGCCTCTAGGGGGCAGACGTGTGCTAGTTAAC
AGGAATTCCTTCCCAGCTTGTCCAACGCTCTGACGCTTCAGGTTTACAGTTCCTTTATGT
TTACAAACGTNTGAGTTAAGGTGGACTCCAAAACCTGTTTAATGA
>CL6976Contig1
TGNTTTTTTTTTTTTTCTCCTGATCAAATAACCAGGTTCTGCACATTTTTCAGCTCCAGG
TGAGCTCTTCCTTTCTTTTCCCAATTTATCGGATCTTCATTTCTTTCCTCTTAAACGGAG
AGCCGATTCACAGCAAAAAGTGAATCGTTTGGTTTTCCTCTGTATCTAGAAAAGTTTCCG
TTTGTAGTTCCGTTTGGTACTTTAGGAGGTTTTTGTTCTTGACGGGTTTTACTTTATGTC
CAGATTAGAAGCTCCGATTGAAGCACACAGACGTTCACCGAAACCAAAATTAACAATGCG
GCGAGTCTGACGTCTCAAAAGATTTGTCGGTTAAAAATATGTTTCTGTTTATTGCCAACC
AGTCTGGGAGCAGAAGTGTGTCCTTTAGTAAAGAAAAAAACATCCCAAACTTCATGGCGA
CGAGTGAAGTTTGACATGGCGACTTCTTCACTCCCTTCGTTTTTTTTATCATAGGTGCTC
TTCCTTTCCCCACCAACTGTACCACAAATATTTCCAGGATATCCCGAGGCTGCAACCGTA
TCCATATGTCCCGTTTTGATGCGTCTGACTTTCGTGGTCTTTGTGTGACTGAAAGAGTGA
GCAAGATTCAGAACTCAATAAACTTCTATTTTCTTTTCAAAAAAAAAA
>CL6977Contig1
TCGGCACGAGGTTTTTTTTTAAGGAAGTATTCACAATATTTATTAAATTATCTGTGCAAA
AAGGGACAAACCAAATCAGAACCAATATGCCACACAAAATAAAACTGCAGTTTTTTGAGT
GTTAGGAATAATCTGAATGTATAAAAAATACATTATAAAAATACCAGGAGGTGTAACCAT
CATTCTCCATTTTTATCTTAAAATAATAGATTCACAGGGAAAAATCTTGTGCATTAAATG
CAATCTTTCATACTTTAGCATGACATTAATATGAGTTTCCTCTTATCAAATCGCCGTTTC
AGGAGGTTTGTATATATTTAAAGCACAGGATCACAGGTTTATGGAGAACTTTGACCAATC
GAGTCAAAGGAGTAGCATCTGTTCTCCGTTGAATTCACTTCTGAACCTTTGAAGTGGACT
CACACAGGTGATGAAGCAGCAGATGACAGACCACTGGCAGTAACAAAACAGTTTATTCTC
TTTAAGGACAGCTTTCTGTGCACCTAACGAAAACCGCCTTGAGGAACTGGGATGTTTTCA
TGTAGATATTTCATACTGCCTTGCTCAGAGAAGTCTGATACAGTCTGTCCCTCTCCCCGA
AGAACCCATTTGGTGGTGAGGAGACCCTCCAGACCCACGGGGCCTCTGGCGTGAATCCTT
GCTGTGCTTATGCCGACCTCGGCCCCCAGGCCAAAGCGGTACCCATCAGCAAAGCGAGAG
CTGGCGTTCCAAAAAACGCAGGCGCTGTCCACCTGCTGTAAGAACTGTTCAGCTGTTTCC
TCGTTCTCCGTGACGATGACGTCCGTGTGGGAGCTGCCGTATTTGTGGATGTGGTCCACG
GCGTCCTGCATGCCGTCCACCACCTCAATGCAGCAT
>CL6978Contig1
GGTTTCATTCGTGCAAACTCTGCCAGCTGTTTGGGATCTGACAGGTCAATGCCCGGGATT
CCTCCAGGGGGGAGCTTTTTTCCAGTCATGTATTCCGAATAATCTGGCGGGGAGTTTTCC
CCTGTGATCTGCTCCCCGTGATCCATATCCTTCTTGTCATCTGATGCCCACATAGTGACT
GAAAACTCTCCCTCTAGAGTCTTTATCTGGACCTGTTTCTGTTCCCACTTTCGGCCCATT
TCCCCGCCGGTTAGGTAGCTCTTTTTGCCTGCTTTCTTCCCGCTTGCACTCTTCTTCATG
CGGCCTGTTGAGCTTTTCCCTGCAATCGTAACCAGAGTCTGTTCGATGTAGTCCTCTTCC
ACGGCGGGGACTGGGATCAGAATTTGGTCCTCGAAACCGTCGTCCGCGGGCAATTCCGAG
TCCTCCTCGCCCACCACCTCTTCTCTCGTTTGCACCAAAATCACCTCCTGGTGCGAATGG
ATCGCGTTGGGATCGTCCGTGTCAAGCGGCTGCAGGGCGATCATCGGCTGGTGCTCACCG
TCGTCTCCGACAATAGTGGTTTCGATTGTCTCTACTTCAATTTCGTGCAGTTCAACTATT
TCGGCTGGCATCTCTGAGCCGTCCGTTTCTATGTACAGGGTATCCCCGGACGCCATGATT
AATTTTGTATTTGTACTTATTACTGTGCTGTCAGTTCCCCCACTCTTGCCCGTGTATGCT
CAGGCTTTCTCCTCCCTCCCCGAACAACTCTCCCCGGCCATAAGGCCCGGGTTA
>CL6979Contig1
GGNCTGCAGGNAATTCGGCACGAGGCGACACAGGNAGGAAGCTTTCCGCTGTCTCCCCTC
GACTTTTACTCAAGAAAACAGTAAAGTTTAGTTTTTATAAAGGCGTGAAGACACCGATGA
GCGCCATGTCCCAGAAGAGAGACCTTAGAGTCTCCCCTTCGGTTCCCAGAATCCGTGACG
ACTCCAGACTGATGCGCATGCACGAGTCCATGGTGGATTACCTGACCGGCCGCTCCACCT
GCGGTACCTTCATGCACATGCTCGCTCCCTCTTTTTTCGGTTTAAATGTTTTTGAGACGT
TTGGGGACGACCTGGTCTATTCAGAGGAGGAGGACGAGGGTCTGCACTCCCATCTCTTTA
ACTCTTTAGAGCCACACCCACAAATCCGGCAGCTGAATGACGAGGAGGAGGCTGCATTTA
CCAAAGAGGAGAGGGAGGAGGACGCTCGCCGCAGGGACCGAGCTGAGAAGAATAAGCGGA
AAAAAATGCGGAAAAAAGCAAAGAAACGTCTGGAAAAAGAAAACGCACTCAGAGACACTT
CACTTGTGGAAAATCATGACAATGACGAAGACTCAGAAAGTCCAGAGTCACCTTTTAACC
TTGATGAAAACTCTCAGCAGGACTGCTGAGGCAGCAGGAAGTGATGAAGCTGGCAAAGAA
GATGATGTGAGAGCGAAGAAGAACGGAAACCATCTGTTGAAGGACTTGCAGGATCTGGGC
TTTCAGAGTTCAGCCGCTCCATCAGCCCCTGGGGGAAAGGGGACCCCTCCCAGAAACAAA
GGCAGAGCGGGGGAGGAACGGCCAAAGGCTATGCACAACCATGAACAGTACCTAGATGNG



GAGGACTTGCGG
>CL6980Contig1
TTATGAAAACCCGAGCCTCACTGAGGACTTGAATGTTTTCAGGGACATTCCTCCCTTCAA
TCATTTCTCATTTTTGTCCAAAATGTTTGCAGACCCAATCATCTCTCCCACATTGAAACC
GTTTAGTCCTCAGAGAGCGACGGCTTCTTCTGCGACAGGACCAGCTCCTTCACACGGGGT
GTCATGGCGGCCAGCTGTGAGCGCACGCCGTGACCCTCCTCTTCCTCCTGTTGCTCCACG
CCTGGACTCTGACTCACCAGCTGCTTCACCACCAGACTCTGGTAGGAGGACAGCAGCTGC
TGCGTCTCCGCAGGTATCCGGCCGGTGAGCGTGCCGATGATGTGCGGCACACAGCGCCCT
GGGGCGTGCAGCATGCAGTGGGTGCTGGCCTGGAACAGCAGCACACTGGTCAGGTGAAGC
ACCAACGCCGGCTCATCCGCCTCCTTCAGCTGCTCAGTGAGGGCCTGACGGTGCAGGAAC
AGCGCCTGTCTACAGGACAGGAGTCGACATCCACCCAAACAGATTTCCAGATTTCATTGG
AACCCCATTTGTGTGAGGCTTACCTCTCCCTCTTTTTGTCCCCCTTTTTAAGCATAAATC
CACACACTTCAGCAGCAGCCTCCAGGTTGGTCAGGAAATCTTCAACACTTTTGCCATTCA
GAGTGTTGTGCAGCTTCATCAGAGGTCCTCTGGTCTCCTCAGACAGCTTCCCCAAAATCT
TCACTCTGACCTCACTGGTGATGGTGCTGGGATTCTCCACAGACATCATCAGGTCTGCAG
CCAGGAAGTTCACCAGGATGTTGGTGACATCAGAGCACAGGGTCTTCAGGACATGTTTGA
TGATGTGCACCTGAGTTTCATCAGAGAAGAACTTGGTGCCTTTTTCAAACAGCCGAATAT
TGTTGTGGAGGTTGCTGATCTCCTCCTGCANATCCTTCATGCTCTT
>CL6981Contig1
GGCCTTCTGTCCCCACCCCCTTGAGTCGCCACTGCCCGACGTGTCAGAAATCCCACCAAA
AAACTTCACGTTTTCATTTGGTCCTTCCCAAGTTGGCCCCACAGGGCTTGGCGTTGGCGT
CCTGAAACGTACCCACTGGGTTCCACTGTCTGGCAACCTGTTCAGTCTAGACAGAAGAAA
AAGTTACACACCAGTAGCTTTTGTGGTCACTCATGAAAAGAGCAGGACCAGGTACCTACT
CAGGGACTTGCTGCGTTTGAGTTTCTAAAGACTTTAAAGGATTTGTGGAGACATCCATCT
TGGAATTAAATTCTGGAATCAAGTGACTCTGCACAGGTTGAGGGGTAATGACTCTCTGGG
TCAGGTCTTCCCCTGCAGCCAGGTTGGGGTGGAGCTCGTCAAGGGGAGAGTTTGGAACAG
CCTTATGTGGACAGTGTTTGTTCCCAGGGTCTGTAAGAGTATGTAAAGTTTAAAACCTTA
AAGAAGGCAGTCAGTGTCATCACTGAACTGACCTTTGTGGCTCTGAAAGACTTTGATGGA
TCCAATTCCAGGAGCTGCTGAGAACCGGTCTATGGATAATCTATTGATGGCACCAAGGGG
ATAGAAGCACCTTACTGTCACTCTGTAAATAGAACTGTGATCAGTGCTCTATCCTGATAT
TTTTAGATCTAGTTACACCGACTTCTCACTTGAACTGGGGCTCCCTGGAGATGAAGTTCG
GGCCGTCTGCGATCAGTTGCCGATCGTGCAGGATCTCATTCTCATAAACCACGTACCAAT
CCCCAGCCTGTTGAACGGACTAGTCAACTCTGAAAAATCCCATCTTTTACCAATATCTGC
TGCTTCTATAAGTGAAGACTTTATACTCAAATTCTACTGAACCCAAACAACCCATTTACC
ATGATCTGAATATTTGAATAAAAGTCTTGTTTTGCATTTGTCCATTTTAGCAAACAGTCA
TCGTCAAAGAGGATTCATACCACAGCCCTGGTGCCACAGGAGTCCAGCTTAAACTCAAAC
AGAGCGCGGCTTGTGTCGGTCTGTTTAGGCCGGCAGTGGCGGTCTAGCAGAGCTGGTCCT
CTCAGGCTGTACTGAGGGCCAGGTGGAGGC
>CL6982Contig1
AGCCTCTTCTATGGCTCTCTGATCACAGAAATGAGCCAAAACAGTTGATGACATGAATGT
GCTGGGGGTGGGAGGGTAAAGTGAAACTGGACCTGAGGGATGTAGATTTCGCTAGGTAAG
ATGGCGGTATGATTTGTTTCAAATAGGGTATTTAGCCAGGACAAGGGCTTCCTAGAGATT
GCTTTCAAACACGCTTCCATAGCAACTAGACATAGTGTACGATAAGTAGTCTGCCTGCAC
ATGCAATGTGACTGCAAACATGCAACAAAAAAGGATAAGATGTTTTTCTTCCATTGTTTT
TTCTGTGTTTTACAGTACAGAGTTTTCAGGACGTTCTCAAAGTTTTGCCTTTCTGTATAT
CAGACGTTTTAGGATGGTTGGGGGTTTTGTGGAAGGTCATGCAGAAGTTGAGGGTTTGCA
GGCTTGTGCCATGTACAGCAACCTTCTTCATCTGGATAATGAACCGCTACCCCCAACTGT
GAGCTTTCCTTTCATGAGTCCCTGTCATTGAATGGTCAACACTAACAATGATTAGAGTGA
TCTGTGTTTCCCAAAAAACTCTGCTTGGTCAAATGGAGCCCAGTAATGGAGCCCTCTATC
AAGATAAAGTGTTTTTTTNTNAGATGTGCCACTACTCTACCAGAAGGTAAATCTTCCTTA
AAGAAAGACGTGTGTGTCATGTACAGTCTCACTTTTTTGTTGTTCTAACAAATTTGAATT
CTTCATATTTTCAAACAAGATAAAGTCTCAAAAATAAGTTTACAGTAAAAAAGAAGCTTT
TATCCACATTAGAAGGAAACAGCTGCTTCTCACAGCTTTATGTAAAAGGATCCTTTCTTT
ACACACAGTAATAATGACCCTGAGCCTGCGTTTGATGTATTGTAAAGCTCTTGATTCATG
TGGTGACCAGTAGGACCAGTGGCATAAAGTACAGTGTATACCATTGTATCATAATGTAAA
ATATGTACAGTGTTGATTTCCAATGGTAGAATGTTTGTAATGATAACAATGATGTACTTT
TATTGTGAGAAAGAGATTTCCGAGGTTCTTGTTCAGGGGCAGGAGTTGCAGGAGGAAAGT
AAAGATTTGCTAATCTGAAAAAGGAA
>CL6983Contig1
AACTTTCTCATTTACAAGAGTCATATCCCTTCCCTCCTGGATCAGAGCGGCCGGTCTCCG
TCACACGGGACAGTCGTAGATGTGGATGGCGCGATCGTCACCAGCCGAGATGATCTTTGA
GCCGGTGTTGTTGTACTTCACACTCCAAACCTGATCCTGGTGGTCGAAGAAGGTGTTGAT
GCAGGCTCTGGAGCTGGCGTCCCAAACCTTCACGCTCTTGTCAGACGAGCTGGAGACAAA
GTGGGTGTCATCAGGGGAGAAGGCCACGTTCAGCACCCAGGAACCGTGTCCGCTCAGCGT



GGCGGCCAGGTTAGCGTGTTGTACGTCGTAGATTTTGATGTAGCCGTCGTCTGAGGCCGT
GACCAACAGCTGGGAGTCCGGAGAAAAGGTCAGAGAGCGGATCGGCATGGCGTGACCTTC
CAGCGTGTGAAGCAGCTTTCCTGTGGCGATATCAAAGATGTTGATGATCCCGTCGATGGC
TCCACTAGCCAGATACTTTCCATCAGGGCTATAAGCTATACTCAAAATGAATTTTCCTCG
TGTGTCCAGAGAATATTCCTTCTTGCTGCTTTCCACACCAAAGATGTTGACTTTGCCATG
ATGGCTGCCGGTGGCGATGTATTTAGAGTCCGGAGAGAAGGCAACCGACCACGCATCCAC
TGGCCCTGCATCTATCGACTTAATTTGTTTTCCAGATTCCAGGTCCCACAGACGGATGTG
CGCGTCGAGGGAACTGGAGGCGGCAATGGCACCATTGTGGCTGATGTCCACCGAGACCAC
GCCCAGCTGGTGGCCCTCAAGGGTCCACTGCAGCTCCAGCTTCTCATCTGACCATTTCCA
GACTTTCACCATATCATCTAGTGAGCCTGTGACGATGGTTTCTGAGCCGTCTGCTGCACT
CCTGCCCCACGCTGCCGTCCAGATGGCGTCATCGTGAGCGTGCTCTTGTTTAAACAGAAT
GGTGTACTGAGTACTCATCGTTTTGGTGATTGGTCCACCCAAAAATGGAGCCACTTAGCG
TAGTTTGTTCGACCAGATTTAAGCGAATACTACTTTTATTATTTGAAAATTAAAGTTAAT
TGTTTGTAATAGCATGCATAAAGCTTATTTAAAATTCCAAATGCACGCTTATTTAAACTT
GGATTCTCGGTGCTTTACATGTGAAGCGCCATAACATTACGCGTCACTTCCGCTTTCCCC
>CL6984Contig1
CGGCACGAGGGCTGTTTCATCCTTTCTCACCAGAGCACTGGTCTAATTGACCTGGAGGTC
AAGCAATAGGAGGTCTAACAATTACCTGCAAAGAAAACCCCTCCTGTTTGAACTTAACAA
CTGCTTTATTAGGTGTGATCTTAAACTTCAACTCTGAATCAGGACTTTAAGGTCAGTTTT
GATTCAGAGATTTCGGTTCAGAACCGACTCAGAGGACTTTGCCTGGGATGTAAAGTCAGG
ATTCATTGAAACAGTTGACTGTCTTTATGTTTCTGTTTTAAAAGGTCATGAAAATCTGAG
TTTCACCACCTAACTCAAGATCCCTTCGACTCTGGACTTTGTTCTGGTGGTAGTGCTATA
GCCTGATTAAATAAATGTATGAATGTCATTGAAAGGACATGGTTCCACATTTAAAACTAA
AACCTGGGGGGAGGTCAATCAAAAGGACGACGATTTGGATTATATATCTCGATAATTATA
ACACTTTTTTTTGTAAAACTCATCTGTGCTCATTGTAACCCAAGAAAAACATCTGCATTT
GCATCATCTAAAATTTTATACTTTCACAAATATATAAAAGACATTTTGATCTGTCGGTTT
GATTTAAAAAGCAATCACATTTAAGTGGTGGATGTGTTGAATTTGAATCACTTCATAACA
TCTGAGTTTACTTTTATCCCAAAAGAAAAGCTTTGTTAAGTTAAGTTCAGATGAAGGCAC
TCATCTAGAATAACGAAACTAAAATTTTGTGTTCTGGATTTGTTCATAAAATTGTATAAG
TTAAATGTTATTTAAGTTTTTGTTTGAGGCACTTCGTTTGAATGACTACTTATTTGTTGG
AAGAA
>CL6985Contig1
ACACGAGCATCCTTCTACGAGAAGACCCAAAGGAGGAATTTTTATGTTTCGACGGATAGC
AGACTGAAGCTTTGGGGAACTGGGGAGTTTTTTTAACAGCTCGTATGAGTGTTTTTATTC
GCTTTCTGGACTGACATCCTTTACAGTTATTATCAAAGCACAAACTGCAAAGCGCGAGAC
CGCCGCGCGTTGAGCCAGTTTACTTCACTGCTCCTCCGACGCTGGTCGGCTCTCCGGTGC
CGCCGCCTGCCCCCGTCTCTGCGTCCTTTATGCACAGCACGCTGCTCCAATCGTCCACGA
TCAAACACACCTCCGTGTCCGAGCGCCATGGTCCGTTCCAGCTGCCTCCACTGAGAGACA
TGGAAGCTAAACAACACCCAATAAAAACCCTGAAAAGCTACCCGGAGACTGGGGGCCGGA
GCCTGGCAGCGGCCGCCGGAGGAGAAGGAGGAGGCTGCGGCGGCTATCGAGCTGGCTCCG
CTGAGATGGAGATGGAGGGAAAGATCCAAAAAGCCATCGACTTCAAGGCGGAGGGTCACC
GTTGTTACAAGGAGAAGAAATTTCGGGAGGCGATAGGCAAGTATCACCGGGCGCTGCTGC
AGCTCAAAGGGGTGCATGTGGTCGACGGGACTACTGGCTCCGAGGTCAACCTGCTCAGCC
AAGCCGCGGCCAAGCTGACCGAGGAGCAGCGGAGAGCCGTGGAGATCACCGAGATCGAGT
GCTACGACAGCCTGACAGCTTGTCTGTTGCAGTCGGAGTTGGTAAACTATGAGAGAGTGA
AGGAGTACTGTTTGAAGATTTTAAACCACCAGAGAGATCACTTCAAGGCCATGTACAGAG
CTGGCATCGCCTTCTATCACCTGGGTGATTATGAATGTGCCNTACGCTACTTGCGTGACG
CCAAGAACCGCGAACCAACAGACACCAACGTGCTGCGATACATCCAGCTGACAGAGATGA
AGATGAGCAAAAGTGGACAGCGAGACCGAGAGAGCTGCAAGGAGATGCAGAGCTAATCTG
TTACCTGTACAATCTCTTGACCTCTCCCACATTTGACCCCACAAGCAGCCCTCCTNTGAC
CCATCCTTCCTTTCTGTCTTTCTGTACTGACAGTTCTGACAGCAGCACACACAGAAGTCC
AATCACCTCATGTGGTGACTTACAAACGGGACACATATCAAGCGCTGTCTGCTACTCCTT
CCTCCTCTTCTTCTCCTC
>CL6986Contig1
GTGACCAGCATCATGAAGGATTCACAGGTGGGAACCCTGAACTACATGCCCCCTGAAGCC
ATCAAAGATACTTCCTCCCAGTCTGGCAAAGCTCGCTCAAAGATAAGCCCCAAAGGAGAC
GTGTGGTCGCTCGGCTGCATCCTTTATTGCATGACTTACGGGAAGACTCCATTTCAAAGC
ATCACAAACCAGATGGCCAAGCTGCACGCCATCATTGACCCCTCCCACAAGATTGAGTTT
CCTGATATTTCAGAGAGGGACTTGCTGGATGTTCTAAAGAGGTGCTTAGTAAGAAACCCT
AGAGAGAGGATCTCGATTGTAGAGCTGCTGGATCATCCCTATCTCCAGCTGAAGCCTCAG
GCCTCACCTGAACCAGCAGAGCATCCATCTAATGGGGACCTTCAGAGGATCCTGACGGAC
CTGGCCGCTCTGCAGTCTCCAAACAGCATCATCCGAGCTGCAAATAATTTGGCAAAAATG
TGCAGCAGTGGCAGGAGGCTGGATGTTGCAGAATGTGCAAAGTCATCCACTTAAAGATTC
TGGAAAGTGTGACGTGGACGTTTCTTCTTCTTCTTTTCTGACCTCCTAGTGACCACTAGG



TGTTCTGCTGAAAGAACCAACATGTTCATGTTTGTATATTAACATTTTTCTGAAGTTGTC
CTTCTGAGTGATGTTTACTTTTTTATTTTACTTTAGATGTTAAAAATTTTAAGCAAAACA
CAACATGGAGAAATAAACAAAC
>CL6987Contig1
TAAGGCGATTGTACGTAGCATAGAGTCAGTATGAAACAAAAAAAACATTCACATTTATAA
TAAAATTAAGGAAAAAATATTCAAAAAATGAAAATCCAACGACTNATATATGTGCTTCCC
AGTTTAAGCTCATTTTGAACACTATGGTCATTTTTAACCAAGATGTAACATCGTAAGGAA
GCTGTTATTTTTAATAAATTCAAATAAAACATAAATTATACTGACGATGCGTGAAGATAA
ATTGAAACCTTCAAAATTCAGGTATTTATTTCTTCTGGAAACGCACCAGAAAATGATCAG
ATCTGTGCCAACAACTCATAGTATCCATGAAATCAGTAAAAAATTTGATTAAGTCAACAA
AGGAAAAAAATGCAATCAGTTTTAGAAATATTTGTAGTACCTTCTACAGCTTTTCAACCC
TGTTGCACAAAAACAACATTACCTTTTAAACGACTGAAAGGATCGTCCTACTCTGAAAAG
AAAAACCTACACAGTTATGAAGGCACAACGCCCTCCTCCACTATTGGAGGCTGGTTGGTA
GATTTGTGAAATGGTGTTTCCTTGTAGATGAACCAGCAGTTGCCCCCCCACAGGATGAGG
TTAAGGAACCCAAACACCACTGAGGAATTTAGGCGGCCCATGAGGGGAAAGGCTCCTGCG
GTGCAGCTGTTGCCAGGGCTTAGACACACTTCAAGTAAAGTGATAATGAACGTCGGACTG
GTCGCCCTTTTCACGTCAGTCAGACCTTTTGCCCAAGCAGAGGACGATGTCAGCCACAAG
AAGGCGAACGCTGCCGTCACCAACAGGTCCACAGTGGGGCCACGGCTTGATTCTCTGTAC
AAGTGCTGGTAGCCCAAATAGAGGACTAGTGTGGCTGTGCAGTAGAGGAAAGCCAACACT
CCAACAGTGACATAAAACTCTGCAGAAGATGAATAGTTCCCGGTCAAGTAGTTCACAGTT
GTGGTTGTTTGATTGACTTTACAGTCAGGGACGTCAAACGAGTGATGCATCAGCCTAAAA
GGATAGCTGAACGTCGTTTGAATCTCTTGAAAGGCACGTCCACTGCATTGGAGATTGAAA
CTGGTGGAGCCACTGTAACCTCCAGTCGTAGCAAAGGCAAATATGGAGAACAGCCATTCT
AGCACACGGATAAACGCCAGAGGCTCCTTTAAGGGTCCCAAATCGAGATTTAATCCCGAA
GCCATCACTTTCTGGGCGACAGACTCCATTGTTTTCACCAAACTAAAAACGTCTGCAGCG
ACAGTCCACTCTTGCTAAGCTTGTGTAAACTTTTTGTAGC
>CL6988Contig1
CTGCAGGNAATTCGGCACGAGGGTTAGGCTCTGAGAAAGTACGTGTTTTCCTCCACATTA
TTCATGGTCATTTATTTTTTCTTAAAACTAATTCTTTTTCCAGTTGTCAACAAACAGACA
CTCCGCTGGATTGTTTAATTGGAGGAGAAGCTTTTTTCTCTTTTGCTGCACCTTTCTTTT
TTTTCCTTTTTTTAAAAATTCACATTACCTCCACGGCGCGGAAGGCTGGGAGACGGACCG
CTCGGACTGTCTGCGCCCTTCCCTTGGCTCGGATGTGCGTCGCTTCCTGAAGGCTGATGG
AAGAACGTGGATGAGGGCTGCACTGTAGAGGGGCAGAAGGCTTTGGGGCCTGCCTGTCAT
CGGCTGGCTGATTCATCCATTTCAGTGAGGCACCACTCTCACAGGGGGGCACAAAACGGA
CGTTCGTGGTTTGTACCTGCCCCCTTTCCACCTTTACCCCAAACCCAGGCACGTACGCTC
TGGACCATGTCTAGCGGGCTGTCGGAGGGGGGCCGGACAGAGGACCTGGAGCAGAGTAGC
TGCAAGCAGGAGTCTCCTATTACCGAGCGCAGGAATCGCAGCGGCATCATCAGCGAGCCC
CTCAGCAAGAGCCTTAAG
>CL6989Contig1
GTGTCCAGCATGGATGTGCCTCAGCAGCCTGTGACAGAGTGGACAACTCTGGGCGCAAAC
AGACAATTGTGCTGTTTCTGCGGGAAGCTGAGAAGAACAGAAGACTGATTGAAAAGTTGG
AGAACGAGAGCACACTGAAGTGCAAAAAGTATGGCTTGACAGAAGTATGTGGAAATCTTG
AGGAGTATGAGGACAGACTGGAGAAGGAGAGAAATGCTGAAAGGGCGAGTCTTCAAAAGC
AACTCGTGAAAATTCAGAAGGATGTGCAAAAGTTCCAGCATCATCTAATTGATGTGAAAC
CAACTCCAGAGTTGATTGAACGGCTTAAAGACATCATGTCGGATGTGGAAACCTCAATAA
ATCATCTAAAGGAGGAGCAGCGCTCATGTTTTGAGAAGTATTTGAAGGAGGAGATGATAG
TCCGACTGGAGATCTCTGCTTATGAAAAGAAAATTGAAAACTGGAGCCTTACTGTAAAGT
TGAACCCTAAATTACCATCAGCCCCCACTACTAAGATCAAACTCCACAACAGAGACCTCC
CAGCAGAGGTCAGAGCACCAGAGGATTTCCTGCAGAAGACTGGAGGTCCTTACGGAGGAT
GGGATCAATGTGACCACCAAGTCTTTTTAAGAATCTGGACGAAGCACCGTGGACAAACGT
CCTACAGGAACGAGGCCAAACTGCACCTACCAGACAAAACAGCGGAGGAGATAAAACGGC
ACGAGTGCTGGCATCTGGAGCTGCTCTCACTTCAGGAAAAGAAGAAAAAAGCAATCCAGC
TTTGGAAAGCCAGTAAACGACAAGAACATCAAATTAGGAAACACAGCCAAGAGGAAACTG
AACAAGCACAAAGAGCAGAGGAGGAGGCTCGGATCCTGGCTGACAGGCGCAGGACTACAG
AAGAAAGGAAGGAAGTAGCACGGCAACTGGAGAAGTGGAGGGAAGAGAAGAAAAGGCAAG
AGGAACAAGAAGAGGAACAGAGAGTTGCGAAGGAGATTCAAAGAAGAAAACTGGAGGAGG
AGAACTGTCGTCGGCAGAAGGAGGTGAAACTAGCCTTAGTAGAGCAGCTGAAAATAAGGA
GAGAGATGGAGGCTGTAGGAGCGAAGACAAGGAGAGAGGAGGAACGGAGAGAACCGGAGG
AGAGAGGAAGAGAGGCTGCAAAGGTCATCAAACAATTCCAGGAAAGGGATCTTCGCAA
>CL6990Contig1
CAAGCTGGCTTTGTTAAGATTGACAAATGCNGAAAATAATGAANATAATAATACTACTAA
TAATAATATCANTAATAATANCAATAAAATGAATANTACTACATTGATGTTTACATTGTT
TCAATCGCATATTGGTTAGCCTATAAGCAGGTTAAATTAAATGATTATTGCATACAGAGG
TTAGATGTTTGTGATAAGCGTACGCACAGGTTAAATCGAGTGATTATCGTAAGCAGAGTA



TACATGTTTGTGACTACCTGACACGACTATGAGATTATAGTACGAAGATATTACATGAAG
TTACTGTCTCATACAAGATACAAAACGGTACATATTGAGACGGATAATAGCAGGAGGAAA
CAAATCTCGAAGTCACAAGGCAAAACGTTGTTTGGTTTATTTGTTTTTTAGTATTTTTTT
CTTCTTTTTTTTTAAGGTACTCAATCCACAAAGCCGTCACGCGCCGGGTTGAGTACTAGC
AGCAATGGGTATGCCTAAAGTGCGAGTGGCATAGAAACCCTTCCGCTGGTAGAGCTCAGC
CAGTCCCCTTCGAGGAAGCCCAACGGTGGAGCGCTTTGACAATGTTGCCTGGTTCTGAGT
TAAGCCTGGACGCAGAATTGCGTATCTCATCCGTGCAAACGAGCCAGCCGTCTGGCCTCT
GTCTGCGCCAGGACGCGGTGGGCTGGCAGATGGGAACATGACGTTCAGGGACAGTGTTGA
GGTGTTCCCAAGCAAGACGTGGCCTCCAGGTACCCCTGCAACTGCGCTTCTGTATTCGGT
GACACTGCATCACTTGTGGCAAATTGGCTGGACCCTGTAGGATGTTGGTCACCGTCTTTT
CGGAACCGATCATCATTGGGTTTGCTTTGATGGCCCCGTCCTCCCGCTCGCCACCGTAGC
ACCAGCAGAGTAGAAAGAGAAACGAAAGTGTCCGAAGAACTATCATGCTGCCCACACTCA
GGAAAAGGAATGTGTTTGGAAAGTCTGTACAAATATGGGGAAGATGAGGATCTTGGGCGC
CACTTTAACGTATCCATAGTTGGCATGTGGAGTATGTGAGCGGACAATGGTGCAGTTCTG
GTAGTTGGCAAAATTCGCATTCTGCTGTTGGTAGTTGGGAATGCCAGCATTAGTAGATGT
TGATGACCCTTTTGATGTCTTGGAGTTGTTAGATCGCCGTAAGAAGCCAGTTCGACTGGA
CATGCCTGAACCGCTGCTACTGACACCACCAGGTAAAACACCACCACCACTCTGGGATTT
CTGGGACTGTTGTCCANAAGTCTGACGTG
>CL6991Contig1
ATCCTCACCCGTGAGCTCGGGCACTGAAGGGTGGTCGGCACACTGGCCAGTGATCTCTGG
GACCTTCCTGATCCCAGGCCAGCATGTCCATCAGCAGGTTGGGGTGGTTCAGGCAGGACT
CCCCCTCTGGGGTCTGGGGTTACACACTGGGAACAAAAGCTCTCGCTGAAAGGCGCAGCA
GAGCTCCGGCCTGCAGTCGTTCTGACCCTGACAGATGGTTCCCTCGGTTCCTCTGCTGAC
GTTGGCCGTGCACTGACCCCACACGCACATCTGAGTGGAGCAGCACTCCTCATCCTTCCT
GCAGGGCATATCTGATGCTGTGCAGGGGAGGCACCTGGAGCTCTGGATCTCATACAGGCA
GTACTTCAGGTCCCCACAGTCCTCATCCACCATGCACTCATGGTTCACCCCGTTCCAAGA
CAGCGCCTCATGGACGTGGGTCACAAGAGCTTCTCCTGTGCTGTCGTCAGTTCCCTGCTC
AGTCCTGTCCAGAGCACCAGTCACTCTGTCTCCGCTCTTCGTGATCTTTAGGGTTCTGTT
GTGGAGAAGATCTCTGGAGCCGGAAGAGAATTTCTCTCCCTCCGCGATTATCTGATCCAC
CGCCTCCCCGAGGATGTGCTGGGTGTCCTCCATCAGCTCCCCCAACTCTCGGAACATTTC
GTTCAGGCTGACTGGGCCTCGCTCCAAGGAGTCCTGCAGGATCAGCGAGCCGCCGCCGGC
CGCCCACAGGACGCACAGAACCGACAGCAGCGTGGCGTCGGACATCTTCCCCACTTCCAC
CACCAGCGCGGGCAGGAGCCGAGTGACG
>CL6992Contig1
TTTTAATAAAAAAAGGAAAAGATAACGCAAGAAAAAGAAAAAAAAACACACAAAAAAAAA
GCTGAGAAAATAGCCCCAGCCGAAAAGAAGAGGGGGCAGATGTTTAAAAAAAAAACATGA
GAGCGGTTTGGGAGCGGGAACAGGAAAAGAACAAAACCCTTCAGCATAGTTATTCACAAT
ATCATCATGTAATCTTCTTTCACCCTTTTTTAAATGAAAACATTTTGCAGATGGTTCCAC
TTTGAACCGGACATCCCGGACTGACCCCCGCGTTCTTGTAATGCTCTGAACTGACCCCCT
CCTCTTTACCGTTTTGCCTGATTCCCTGCATTAGAACCGTGTCCTCACTTTAGCCTGACT
CCGAACGATTAAATATAATATTATAACAATATCTATTTTTTATGATTTCCGAAACAAAAC
ACTGTTTTTTGGGGAGAGCACGTTTCTGGCTGCATCCGCTGCTTCGGGATGCCGCATGTG
CGCACATCGACGCTGTAAAAAGTCATGCTCCTTCCTTCTTTTATTTTATTTTTTTGAGTT
TGCCGCACTCCTTCCAGGTCTATAATGAAAAGCACAGTTCTCTCACACACACTCACAAAC
ACACACAAGATGTAGATTTGGAAATTTCGTATTTATTCATGCCTAATCTATGTTACCATC
CATCTATCTATCCGTGGATCTATATAGACCTCTGTTGATTTCTAGTTTTTAAAAAGAGAA
AAAGAGCCGTGTACAATTTGTCATTCTCTTCCTGTTTTCCTCACATTTTTTACCTCCTCT
CTGTTCTCTTCTTTACCCGGTGAATGCTTTTTTTCTGTGCAGCTTTTTTTCTCTCTCTTC
CCCCTCTCTACTCTTCTTTAGTGAATGGTTGTTATTTCATGTGGGATGTCCGTGCTGGAA
AACCAATCGAAT
>CL6993Contig1
ATTTGCACAATTAAATAGTCAATGGAAACGCAGCTAGTGTGAACTGACACCATGCCAGCT
GGACCTTTATTACACAGCCGCAGTGAAAGGGCCGCGAATCAAGCTGTGAAGAATGCGGTG
TCCGTCTGTTCACAACAATCTAAAACGACTGAAAAGAAACAAAGTGAGGTCAGAAGTATT
TGACATTTTCTACTCAAATATGCCAGTTTTCCAGTGATTTGTACTAAAAGGTTTCTCAAA
GAAATTTAGACTGGATATAAGAAAAAACAAACAAACAAACAAACAAACAAACAAACAAAG
AATCCCAAAGAAAAACTGCAGAGAACCTAAAGGAACATAGAAATAAAAAAAGTAGAACTG
GTTTACCAGATGGAGCGCACGAGAAACCAGTACTAAGTTTTTATTTGTTCTATGTCTCTA
CAAAAAGAGACTGGAGAACTATTTAGAGGTTAATGAGTCTGCTGCCAGCGTGAGGGCCAG
TCCTTTTCGATCCAGCTCTGCAGCAGTCGCAGCACGTCGATGCGCTGGTAAATGCGGCAC
AGTTCTGTGAGCTCGGTGACCGTCTTTTGGTTGTAGCGCAGCAGGAACTCCTGGGTGGGG
CTGTGTGAGAACGAGCCCTGGGTCCTGTGCTCCAGCAGGGTCAGTTCATCATAGCTCATC
CCCCAGCGACTCGCAAAGTTCTTCCAGTTTTTGATGGTGCAGTGGTTTGGGTCCAATTTC
AGTCGCAGTATGTCCAGCAGGTCTTTGTCGTTCATGAGGTCACTGATCTTGGGAGGGGGT



GCCGAGCAGCAGCATTTTTCACAGGGACTGCTAAACATCTGCAGCTCTTTGGGGCAGTCT
GGAGACGTAGATGTTGGGCAAGTGCAGTCTTCCAGATCTTCAACTGGCTGCCGTATCCTA
CTTTCTGGGGAGGGGTTCAGGTATCTGGAGGGCATGGAGCTCAGGTGCAGTGTTACAGCA
TCGTGAGGATCCGTGACTTGGACAGGGTAATTGGTCTCCAAGGAAATCTCTGCCACAAAG
CTGGTGGTGTCTGTGTCCTCCACAGGCTCCGAGCTGCTTCTGCCGCATCGTCCGGCTTTA
CACGCCATCAAGGTGCTCATGGTCGAGGCTCGTGCGCGTCGGGACGTAGGAAGAATTATT
AAAGTGCGTTGAAGGGAAGAAAAGAGCAACAACTATCAGACATCCCCCGCTGGGAACTCT
GCTCAGGGTTCGGCGCCTTCTCGCCCGCCGCGGAGTCCCCCGGCCATAAGGCCCGGGTTT
ACCGCG
>CL6994Contig1
GAAGGACAAGAGTGTGTAATCAAAGCTAAAGGTGGCTACTATGAAGAACCTACAATGTGA
CATATTCTCAGTTGTTTCACACTTTTTTGTTGTGTATATAATTCCACGTGTTCATTCATA
GTTTTAATGCCTTCAGTGTGAATNTATAATTTTCATAGTCGTGAAAATAAGGAAAACTCT
TTGAGTGAGAGGATGTGTCCACACCTTTGGTCTGAACTGTACGTNATGAAGTTCTGGAGA
GAGCAGGTCAGGTTGGGCCTGGTTCTGGAAGCGTCACTACAGTGGATCAGGTTCATTTCA
TTTTAATGTTTACAGATGGAAGCAGAAGGTCCGACCCGCGGGTCACAGTGGGCGGTGTCC
GGTTTCCAGCAGCAGAGCCTCTAGGGTGATTCTGCTCTGGGCGGGGATGCAGGGCTGGTG
GAGCCAGCAGGACAGGTAGACCATCGAGAGGTCAGAGGTGGCGGCGTGGGCCAGCTCCTG
CGAGATGACCCGCCTCAGCTTCAGCTCCTCCGAGAACGCGGCGAGCATGAGCCGCGATGC
ATCCTCAAACTGTTTGGTGGTCCAGCTGTGGAACAGGGGAGCCGCTCCTCCGGCAGAACC
AGAACGTAGCTCCTCCAGCTCCCGAAGCGCTTGCTGCGATGCCGCCAGGCGCTCCATCCT
GGCCACTATGGCAGTCATTTTCTCCACGATGTCCAGCAGTTTGAGGCACTGAGCCTGCAG
CTCTGCAGCTCCTGAGGGCTGCAGGGTCGCTGAGGAGGAAGACGATGATGAAGCTTCAGG
AACCAGCAGCTGCTCATGTTGAGACCTCTTGATGTTGACGATGTTGGTTGCGACGTCAAA
GCCGTCCTCGCTCAGTTTGTCCCACCTCAGCATCAAGTTGTGCCAGTCGGCAGCATTATC
TCTGACCTTTCGTGCACTTCCTGTGACTGCATGGCACTTCCTGTTTGATGATCTCCCTTC
CATATCGATCATCT
>CL6995Contig1
GGGTCTACAAATAGGAGTTCCTGTCATCGCTCAGTGGTTAACTAATCTGACTAGGAACCA
TGAGGTTTTGGGTTCGATCCCTGGCCTTGCTCAGTGAGTTAAGGATTCGGTGGTGTAGGT
CGCAGACGTGGCTCGGATCCCAAGTTGCTGTGGCTCTGGTGTAGGCCGGTAGCTACAGCT
CTGATTCAACCCCTAGCCTGGGAACCTCCATATGCTGAGGGAGTGGCCCAAGAAAATGGC
AAAAAGACCAAAAAAAAAA
>CL6996Contig1
GGCACGAGGGAGCGTTTGAGCCCGCTTGGTGGGTTGGGGGCCAGCAGTAGCAGCTTCTTG
AACCTGACGCCTGCCGCTGGAGGCCTGTACACCCCATCATCACACCCACACATGCTGAGC
CCCTACAGCTCCTACATGAGTGGGCCACAGGATTACAGCTCTGCGGCTCTCTACTCTGGC
GCTGGAGCATGGATTAACCCCTCCTACTCTCCCAAACTCCGCAACAAGATGAGGGCAACC
ACTCCNGAGGCCAGAGAGTGTGTGAACTGTGGAGCCACAGCTACACCCCTGTGGCGGCGC
GACGGAACAGGCCACTACCTGTGCAATGCCTGTGGACTGTACCACAAGATGAACGGCCAG
AACAGGCCTTTGATTCGACCCAAGAAGAGGCTGATTGTCAGCAAGCGTGCAGGAACCCAG
TGTGCCAACTGCCACACTAGTACTACNACGCTGTGGAGACGAAATGCAAACGGAGAGCCA
GTCTGCAACGCCTGCGGACTCTATTTCAAACTGCACAATGTGAACAGGCCTCTTACCATG
AAGAAAGAAGGCATTCAAACACGCAACAGAAAAGTCTCCAACAAAAATAAGAAGAGCAAG
AAGGCCGCTCTTCTGGACCCATACTCCGAGGCGGGTCAGGCAGCTTCTATGGACGAGGGC
AGCTTTTCCCTCGGTCCCGGGACTCTCCTCACATACGGCCACGCACCACACCTGATCCCA
ACGCCCTCCCCGCTGCACCCCTCCGGCAGCTTACCCTACCCGCACCACCTCAACACGGGC
ATGGTGCCCACGCTGGTGTGACAAGAAAAAAATCTGCTCTTCTGCTGTTTTTTGGAAATG
CTTTCTTGTTTATTAGTGTGTTTTTGTACATAATAATACCATGTGAATTGTTTAAATAAC
TGTATTTTATCAGAAAACACAAGTTTTTCTTTTTATTTCTGTGTGAAGTTTTAAAATTCT
TCCACCCAAGATGGCAGGTTTGACAAACGTGTGATGGAATTCTTTTAGCTGTAAAAGCAA
ACTCTAACGTGATCTGAAGGCTTCGTCTTTATAAGAATTCCTCTTCTATGAATTAGTCTG
TACGCTTGACAGGTCTCTGTTATGTATTTGCATAATTGATTCTGCCACACTGAAACCAGA
GAGTATAATAAAACGTTGA
>CL6997Contig1
AGGAACTTTGTGAAGACGGACGTGACGGCTTCACACAGTCCCATCAAAAACCAGGTGGGC
TGAAGTATTTTTAAAATAACTAAAACTGTGGCAAATGGAAAAAAAAAACTGTTGCTCCAT
CAGCATTTTAACTGCAAATTTGCCGATGAGCAAAAAACAGAATCTCAAAGGCAGTCGAGA
ACTTTAACTGATAATAATTAAATACTAACACTTATCCTGAAAATACAGCTTGTCTTGTGT
CAAAGAACACTCAAATTGAAAAAGCTCTAAGTAAAAACACTGAGAGGGTAAATAAATAAC
TTGTGAATTGCACAAAGTGAGAATATTGAAGGTCAGCACACGGAAATGTTGACAGACGTC
TATCAGCCAAATGAAGTCTTGGTTGTTTTTCCCGTTTACTGTCATGATTTGATCTTCCAG
AGCTTCAGATTAAATCCTAGGAGGTCAGAAATGACTCCTGACACCGCAGACAGGATGACC
ACCTGAGTGATGTTGTAGAGCAGGGGGTTCATGGTCAGTCCGTACAACCTGAAGGGCGTG



TCCAACTCCTTCAGCAGTTTGGTTGCCAGTTTTAAAACGTTGTTAACCAGCGTGAGCTCC
TCTTTCTTGTTTGGCTTCTTCTCCATTTTCAGGTACAGATTAATCTGTTCAGTGAGGAGT
ATGGAAGTGTTGCTGTACTTCTTGCTGGTCTCTGAGCCCAGAGTGACAAACCTGAGCAGG
AACAGAGACAGGCTGGAACACCAGATCACCAGCTCCCAGTTATAGTGATACTCCAGGAAA
GTCTCATGGACGTGGAGGAGCTGAGCCTCGTGCCGAAT
>CL6998Contig1
TCGGCACGAGGGAAAGATGACGTGTGGGGAGAACTGTCTGTGCGATCACCAAAAATGCCG
GAACATGGACACCCTGACTGAGGATCTGAGCCAGACAGAAAGTGTTTCCAGAGACTCTCC
GTCCCTGCCGGACCCCACGTCCAGCAGCCCTGAAAACAGCACCTTCTTCAAGCCTCCATC
CTGCACCCCCACCAAGAAGGTGCTGAAGGAGTTTGGGGACAGGGGCCTCAGCACTGCAGA
CCTGAAGCTGATCCGGAAACCCATCATGGCAGACGAGGAGGAGGAGGCGGAGGACAGCGT
GGCTGACGACGACGACAGAGACAGAACAACGGTCAGCTTCCTCAAGAAGAAGAAGAGGAT
CCTAACCAGCTTCCAAAACAGTTTTTCTCTGGCTGTACTCCGATTAAAGAGGAATCCTAA
TCGGGTCGTCTGGTTTTGGTTTGGCACGTTGTCTGTCCCCTTTTTTGTGTTCGTGGTCAC
ACACTGTAACATTCGGAAACACTCGTTTGTAGTGTAGTGACTAACAAATGAGCTGAACTA
TAGCGGTTTTTATGGAAGAGCCTGTACATAAATGTCCTTTTGAAAACGATCACTGTAAAC
GGATCAGCTGACAGTTATTGTTTGAAGAGCAGTTTTAAAATGTGATTTCGG
>CL6999Contig1
AAAAGCCTTTTGAAAAAGAGCGTATTTGTGATGTGGAAAATACACCGGGGTCAGGCCACA
ATCTCCCTGCTCTGCTCCATTCTGATGGATCCACTAGTGGACAAAGAGTTTGTCATCGTT
GCCCTCGCCTGAGCTGGCATAAGCTAGGGTGACGGGAAAGGGGGGTGGGGTTTCTCCACA
CCAACTCAGACAGCAACTTCGAATGAACTCCTGCCACCCTACAGAAACTATGTCCTAGAA
AATGACAATTATTTTTTTATTTTGGCTAAAAACTTCATAATAATTGAAAGACCACGGGGA
ACACTTTTGTAAGATCAAAAGATGATTGGAGTGGGCCTCCAATGTCTAATATTTTATGAT
GACTTTGCAGCAAAATGACAACTACAATACATAAAGGCCAAAAGAAATCTGTCGCTTGAA
TGAAGTAGGATTATTTGGAGTCAGAATATTGCACATCAACAAAATATTATTGTCTTTCAC
ATCTGGCTAAAGGAATTGTAAACTACAAAAAATAAAGAAAAAAACGCCCAACTTCCATAC
AAGCAGCCAGGACAGAATACTGTTCAGTTGTAGCGCGGAGTTCTGTTGGAGGGTTCATAT
TCAGGCTGATGAAAGAGAGAAGGGCAGTGATGATGAGGAGGGTTGGACTTCCTCTGAACC
CCCTTTAGTTCCCATCTGAGGACTGGGATTTGTGTCATCATGGCTTGAATCTGATCCTTG
CATCATGATGGAAACGGAATGCAGGAGGAGCGGGTGCTGCTTCTCCTGTGCAGCCGCTGG
TGCGCCTCCTCACAGCATGTAGATGATGTAGGAGAGGAAGACGAGGCCCATGATGGCGAA
GAACATCAGCAGCATGACGTCCACCATGGTGGAAACGCGGTCTGGAGCTGAGAAAAATGA
GCAAGAAGCGAAGAGAACGCGCAGTTCTGTCGTGGGGCCTGCGCGCGAGCTCGGAAAAAA
TCGGAACCCCCGGCCATAAGGCCCGGGTTTAACGGCGGTCCGAAC
>CL7000Contig1
AGCACTGGTTGGCCATGAGTTTGCAAGCTGGTGCATGCGGCTGATAAAAAACCTTTCCTT
ATTGTTGTTAATGTAACATTTGAAGATCTAAATCTAATGCGGTTAATTTTTGTCTGTCAA
CTGAGAACAAAATGAAAGAAGATGCGTAGCATGTTATTTCTGATTTCCCACAACGTCTAC
GTTTAGCTGTATAATAAGGCCTTTCAGAGCTGGGTTTGTTTTGATTTTAATGGACTGTAG
AGGAGGAAAAAGAGGAAGGGAAAAGGGACAAAGAAAGGACAGAGATGTCCATCTATCCAA
AGCCATGTCTTATGCTCTGCGTCATGGAGCTAAGCAGCTGGGTCTTCAAATGAGTACAGA
TGGTTTCCTCTTTGTGGAGGATCTCCTGGCTCATCCACAGTTCTGTTCGTACACAGTAGA
AGACGTAGAAAGAGTTGTGGCTACAAATGACAAGCAACGCTTTAAGCTCCGTTCCCATCC
AGAAAACGGCCGGTTGCAGATCAGAGCAAACCAGGGACATTCAATACAGGTTACTGATCT
TGAGTTGAGACCAGTACTGGCTGGTTCTGCAGACTGCCCAGCTGAAGCTGTTCACGGTAC
CTACCTCCGTAACTGGCCGTCCATCCAGCAGCATGCCCTGAGCCGAATGAATAGGACCCA
TATCCACCTGGCGCCAGGCTTGCCAGGAGAGGATGGCATCATCAGTGGCATGAGGAAGAA
CTGTGATCTTGCTGTGTTTATTGATGTCCCCATGGCCCTTGCTGATGGCATTGAGTTCTT
TCGGTCAGAGAATGGCGTGTATCTTACTGCAGGAAATGCTGAGGGCAAACTCCTGCCTAA
GTACTTCATCCGCACCCTCAGACTGAGACCTACAAGGAGTGTCCTGCCATTTCTGTAGCA
GAAAAGGAAATTCTGTGACATTTCACCTCATGAAACTCATAAAACTTTTACTTTATGGTT
CCAACAACCAGTTCAGGTGATTTGATTGGTCCTAAGACAT
>CL7001Contig1
TTCGGCACGAGGCGCCTGTCTGCTCTCAGACATGGAGTCCTTCAAGGCAGCGAACCCCGG
CTGCGTCCTGGAGGACTTTGTGCGCTGGTACTCACCCAGAGACTACGTCATGGAGGAGGT
GGTGGATGAGAAGGGCAACAAGGTCACCAGAGGAGAGCTTAGCACCAGGATGAAGATCGC
TGGCAACATGTGGGTGGAGGCGTGGGAGACTGCCAGAGTGACACCCGCTCGCCGCCAGAA
AAGACTGTTCGATGACACCAAGGAGGCAGAGAAGGTCCTGCACTATTTTGCAATGCAGAA
ACCAGGAGATGTGGCTTGTCATCTCTTCTCCTGTGTGATCCACGCTGCTCTGCTCAAACT
GAAGCAGGAGGAGGCAGCAGAGAATGTTCCAGCCGTGAGGAAAAGCATTCAACAAGCTGC
CAGTCAGGTCAACAAGCTGCTGCACTCCACCAACCTAGACTACAAGAGGTTTGAGGAGTT
TGTCAAGCAGCTGGCAGGAATGGAGACGGCCATCGCTCAGGCTCGATCGCTGAAGGCCAA
GTTCACCTTCAACAATGAAGACCAGAGCGAGGCCACCGAGCTCAAGAAGTTTGTGAGCTC



CCTGCTGGAGGAGCCTGAGGTGGAGGTGACCGGAGCTGGACAGGGACCAGCCGGCCGCAT
CATTCACAGGCTGTTTGTCAATGCACAGCAGGCAGCGCTCCTCCCTTTGCCAGACGAGGA
TGTGGGAGGCGACAAAAAGGATTTCCCACCCCCAGCGGGCCGAGAGATCCTTCTGCGCAC
GTGCGTCCCTCGGCCGGCGCCGTACTCCCGGTCGCTGCCTCAGAGGCTCTTCTGCGTGCT
GATGAGGGAGGAGTTCCGGCTGGCGGGGGCCTTCTCCTCAGACACATCCTTCTTCTGATG
CCTTGATGAGCCGCAGCACCCTCGGTCTGTCGGGGGGAACCCTGGCCGAACACATTCCTC
TAGAAAACTGCTCTTGAATAAAAGCT
>CL7002Contig1
AGGAATTCGGCACGAGGACCGAAGTGGTCCCGTCTTCGCGGCTGTCCCGTCTGAGCTGCA
CGGCTGCAAGAGGGGATGGGGGGCAACAGCCCGAGCCACCTCCCCGAAGAGAATAGAGGC
AGGGGGGTAACTTTTGTGAAGGGCATTCGGCTCTCGGACAACGTCATCAACCGGATGAAG
CTTTCCCCCAAAGGTTCCACTCCTCTGATCCTCTCTGAGCCTCAAACATCAGCTACCACT
CCAGGTCCTGCATCGCCCGTGCAAAGTTTGTCACCTCCTCTTCCTCAGGAAGCCTCACCA
CCCTCACAGCCTCTCCTTACCAAACTGGCCCCTCCTCCAGTGAAGTTTCACTCCCTTCCT
CCTTCTTCAGTGGAGCCTGTGGAGTCCACCTCACCTGCAGAGGCCCAAACTTGCCCTTTT
GTTTCTTCTGCACAGAGTAAAACACCAGCAGTGCCTGAATATCCGGTTTCTGTTGTGGAG
TCGGTGACACCAACTCATTCAAAGCTAGAGGCCCAAACTCCTGCCCCGGTGCTTGAGCAA
ACGGCTGAACTCCTTAACCGTTCTCCTGGTGAGGAAACCCCCCCTGCATTTGAGCCTTCG
TCCCAAACCCCTGCTGTGACAATCCAACCTGCTGCTGCTGCTGAGCCTCTGGAATCTGCT
GCCCCGTCACCCGCAGAACCAGCTTCTCTGTCTCCCACTCTTGAATCTGCACAAGTTGAA
TCCCTACTTCCCTCGGCTCC
>CL7003Contig1
CTGTTTTTTTTAATTNTTTTGCAGGTTTTTTCCTCCAAATGGACACATCATGAGTGTTCA
TTATCTTCTCATTTTCCACGTGGGATTTACAAGGATACCATCTGCTGGTCAGTGTGGTGC
GGTGCAGGGATCTGTTCACATTTTCCATTGAAAGGGAAACTAAACTTGGATCAAAGCACC
GCTGCATGAACATCAAACCAGTGCCGAGACATGAAGAATTGATTAAAGATCACTCCTCGG
CCACAGCTTGAGCCTCCTCCTGCTCCTTCTTCTCCACAGCTTCTGACTCCTCAGCTCCGG
TTTTCTGCTCGTCCTCCGTCTCCTCCTCTTTCTTCTTGTCCTCGGTCCTGATCACCACCG
TTTCGGTTTTGGTTACCGTGGTACTTTTAACCTCTGTTCCTTCCAAAGCAGAGACTGAAC
CAACACTGGACTTGATGCCTTCAAGAGAAGAGCTGACGCAAGAGGGAAGGCGAGAGCTCT
CCAGGTTGTAGGCGTTGTAGTTCAAAGACGTCTGCTTTGTCACGTGGGTCTTGATTCCTG
TGGCTAACCTGATCTCCTCTCCTTCCAGCAGTTTCTTATAAGTGGCGATTTCGATATCCA
AAGCCAGCTTCACATTCATGAGCTCCTGGTACTGACGGACCTGAAGGGCCATATCCTGCT
TGGCTCTCTGAAGAGCTTCCTCTAGGTCTCTGATGCGGAGCTTGGCGTCCTTCACTGNNC
AGTTCACCGCGCTCCTCAGCCTCCGTAATCTGGGTTTCTAGGCTGC
>CL7004Contig1
AAGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTCCAACAGTTTATTTAAATAATTTATAT
TTAAACTATGCAAACAGGTTCATGAAATATTGTATACACAATGCAGAATGCAATCAGTGT
TTCTGCACCTTTATCTTATTTTCTTTTCCAGAAAAATAACTCTTGTGTCTGTTTTTAACT
GGATCACACCTGTATTTGCAGAAATGTCCCAGCAGGGGGCAGTTGTTAAAAAACTTCAAT
TTTTTCCCCAGATGCTGTACATTTAAGAGATCAGTGTCTTTGTTCACTCCCACATGTTTA
GAGGTTTTACACAACACAAGCTGATGGACTACTCTGGGCACCTCAGAGGAGGCCTCTGTA
TGAGAAAATGGGTGCTGATGGGGCGTAACGAATGTGAGGCTGTGAGGTCGATGACCTCGT
GGTGCAGGTCATCGGCGGGTCTCCTTGTCTAAAAGGTCTTTGGCTTCGTTGATCTTGGCA
GCGAGATACGGTGAGCCACCTTTATCAGGATGGTTCAGAACCATGATCCTCCTATGTGCC
TCTCGGACTTTATTCTTTGTGCTTGTCGGGCTGATGCCGAGGATGAGGCTGGCTTCTCGT
CGGGACATTTTCTGCTCAAAACCTCCTTTGTAGTACGAGGAGAAAGCCGATGAGGGCATC
TTCCTCAGAGTTTCAGAGAAAACCTGTCCCAGAGGCTTCCACAGCTGGAACGCGTAACGA
CCTGCAAAACCTGCAGCAGCAGCACAGAGTCCAACTGCAATAAGAGTCCCTCCCAGCTTT
CTGTCTATTTGCCGCGTCGCTCCTTAGATTCGTTTTAGGAGAATATTCGGTGTATCTCAT
CAAATCATCTATGTTGGACCGTGCTGCTGTGTTCGCCATGTTTTTCTGTGAGATTGCCCC
CCGGCCATAATGNCCGGGTTAAACGGGCGCTCA
>CL7005Contig1
AAACTGTACATTCTAATATGATTTCATTGGCTTAGTAATAATTACAATTTCTTTACAAGC
AGCAAACTATAGACATCTTACTGGCATTGTCAAGGAAGGAATCAGACCAAACGTATGTTT
AACACTATAACCCCATTCTGGCTCTNAACAACAACAGGATTAGAAAAGTAAGCTTTCATA
GCCGGACTTTCAATGTGAACTAAAAAAGGTTTGGCAGATTTTAGAATTAAAGTGTGTGCA
GATTCTCACATAATTCAAATTCACAAGAACAACCTGACATGCTGCACTTACATTATGTAG
CTATGTAAGCACAAGGTTAGTATAGTGTTCTAGCTGCAATGTGAAGCAATAAACGTGTCA
AAAATTTGACTCAATGTCAGAAATGAAGTTGAACCCATTAAGACCTAATGCAAAATACAC
ATATTGCAGTTTCCATTATCTAAAGGGTACCTAGGAACTTACATTTCAAAAATTCATCAA
TTTAAAGACTTACTATAAAGATTTGGCCCAGCGTGGTATGCTGATTATGATTCAAGCAGT
TGGCACATTATTTACTGACAGATCCGATGGCACATGCTGATGATTTATTCTCGAGTCCAA
CAAAGAATGTAAACAAGATTTACAAAAATTAAAACCTTATTATTTTTGAACAAGTACTGT



AAAGAGTCTTTTTAGAAAATTACTTTTTGTAGAAGTTCTGCACTGATCTATTTTTAGTGT
CGTCTGCTTGCTTTCTCAACATTTGTGTAAAAAGTCCCGTCTTTCAACAGCCGTCAGTGA
GAACATTGGACCAGAAAAAGTGCTGACATAATGAAGTCGATGATATGTGTTTCTTATTAG
AGTTTCAAAGCCATTGCTGGTGAATCCACCTTCTAACATCCCCATATTATTCTGCCGGAT
GTCATCCTGATACAGTCTTGATTTAAGTCTGCTTCATTTTTAGATATTGTGCAAAACTGT
TGTAGTAATTAATGGAAGTATGTGGCAGTAAACAGTAAATTAAAAATATTGACGTGTCAC
ATGCAGGACTAAACAGGAGCTGACAGTTAAAATAAAATGAGCCTGGCGTTGGCAAAGAAC
CATACTTCATGGTTCTCATATTCAGTTTGTTATTACTGACATTAGTGCCTTACATCCACA
GGTTAAGGAGGAAACAGAAACATCTACAAATGTTGCTGCATTACATCAACTTATTGGCAT
TAAAAGTGTATTTGCAGCCTCTGGTATCTCCGCTGCAGAAGATCTGAGCTTTTTGGTATC
TAAATCACTGACAGAAGGACAAAGATCATTTCGATTTCTTACAGGAGAAAAAACAGGCAG
AAGTATGCAGCTGAAGTGCCAGATAAGGCACTCCTTCAAAAGGTCCAAAGGTGTGGTACA
CTAAAATTTAGAAATAGGAGACGTTTAAGAACATCTTTCTCTGGACGTATATG
>CL7006Contig1
TCGGCACGAGGATTTGTTTTCTCAAATTCTCTGTAAGATCCTTTTAGACCAATCTTTAAT
CTCTGAGCTGAGTTCCTCATTTATCACGTCCATATGTAGAAATATCTACAAGCATCTAAA
GTGGCTTTATTTGTTTATTTCTTTTTGAAGCCTTAATGAAACTTGCCTTGACAGCTGTGG
AACGCACACATGTTGAAAAGCTACACTCACTACACAGCCACCAACACTGGGCTACTTAAG
TGACAAAGCAGTGGCCAGTCTGAGCACGCTCAGTTGTGGTGAGCTGGAAGCAGAAATTGC
CACGGCAGATATACTTGAACAGCGTTTCACTTCATGGCATTGAGTCTATTTGCAGGCATA
CTGCTAAAAACCTCACTTGAAATAGGATCAGATTTTTGCAACTATAGCAGCTCAGAGAGC
AGTTCAATTCAGGAATCTCACATAAAACTATTCAAACTTCTATTTTGTAATGCAGATGAC
ATTTATGAGCCATTATACATACTTCAGTGTATAATTGGAAAGAAATATATATCTATAAAA
AGTGTGTTCTGTTGTAATTCTGTTTGTCATGCATTTTCTGTTTTTATATTTTTATATACC
TTGTGTTTAAGGCGCACCAGTTTGAGAATTTCTTTAAAGCTCTTGAAAATTTGTATCAGG
CATTTACTGCATGATGTTTGAATATCTAATACACTCCTTTAATCTTTATTTGTGATAAAG
TACTCGTGCACATACAGTATTATTGTAGATTGATGGGCAAGACCTCGAAATCACGAAGAA
ATCAAAATGATTGCTGGTAAATAATCTCACTCCTGTAGTTACTATGAACATGTGGATGTT
GTTGCATAGATATCAAAAAAAAAGAAGT
>CL7007Contig1
AAATGCCCCACAAGGACTCACACATGGAACAACAGAGAAGATCCATCAAATAAATCAACG
TCAGCTGCCCTAACGGGAGAGAAAGATTTAACATCCAAATTCAGCCATGGTGTCCATTGA
TCATGTCACCAGCAAAATACTCACTTACATGCCGTATATTCTGGTTTTGATTGATATGCG
ATATGAAGGAGTCAGATGTGGGAAGGATGGAAGTGTGGACAACCACATGGAGATGGGGAA
GAAACTACTCGCTGCTGGACAGTTGGCTGATGCTCTTTCTCACTTTCACGCCGCAGTGGA
TGGAGATCCGAAGAACTACATGGCATTCTACAGGAGAGCTACAGTGTTCCTAGCAATGGG
GAAGTCAAAGTCTGCTCTTCCAGATTTAAGCAGAGTCATTGAACTAAAGCCAGATTTCAC
ATCTGCGCGCCTTCAGAGAGGAAACCTTCTTCTGAAGCAGGGGAAGCTTGATGAAGCAGA
AAGTGACTTCAAGAAGGTGCTGAAGTCCAACCCCAGCGACAAGGAAGAGAGAGAAGCCAA
AAGCCAGCTGGCAAAGTCAGATGAGATTCAGCGTTTGGTGGCTCAGTCACGCAGCAGCTT
CAACGGGAAAGATTACATGACAGCCATAACTCTACTTGACACCATTATCGAGACGTGCGT
TTGGGACGCCAGCTCGCGTGAGATGAGAGCAGAGTGTTACATTCAAATGGGAGAG
>CL7008Contig1
ACAGCATGGTGCTTGCTAGAAAAGGACGGACAGCTGGAGAGTTTTGAGAACTTAACTAAA
CAATTTCACCTTGAAAAACAGGATTTTTTCAGATACTTACAAATGAGAAACTACCATAAG
AAAGCAATACAGAGCGACTCCTCTGGGGATGAAGGCGGGATAGTTCACACAATAACAAAG
ACATATAAAGACAACAATACTAAATGGATTAGTATGCTATATAAATCATTGATTGAATAT
GACGAAAACACAACTTTGAAAGTAAAAGATAACTGGGAAAGAGAATTAAACATAAGGATA
ACTGAACAGGACTGGTTAGATATGTGGAGACACCACCATACCACCACTGGATCTCGAACG
TGGAGAGAGTTTGCCTGGAAAAACCTTATTAGATTTTTCATAACACCTAAACTGAAGAAC
AAACATTTGAAAACAAATCAGAGCTGTTGGCGCGGATGTGGAGAAATAAATGTTGATCAT
TCTCATGTATTTTGGAAATGTCAGAATGTAACAGGTTTTTGGAAGATGGTGGGCGATCTC
ACATGCAAAGTGCTGGGATACAAAATTCCTTTGTTGCCAGAACTGTTTTATCTGTACATG
TTTTCAGGAAACCTAATCCACCAAAGTGACAAATATTTATTTAAAGTCATGTCACTAGCC
GCCAAAAAAACAATAACCAGAAACTGGGGCACTACGGAGATCCCTTCAAAGGAGCAATGG
ACTTCAACAATCAACAACATTTATTCAATGGAATTAATAACATACAGGCTGAAGCTGCAA
GAGGCACAATTACACCGAAAGTGGAAAAAATGGACACTGTACAACAGATAGACATGGGGA
ACACCTAGACTTGACCTTTTTCTTTTCTCTCTTGTTTTTTTGTGATGTTGTTTGAGATTT
GTGTTCATGTAACAAAAACTA
>CL7009Contig1
TTTTTATCTTTCATAAATCTTTACTGGTGCAGGTTTATTAACAATAAATTGTGTGTGATA
TAACACAATTGGTAATAAAAATGAGATACATTTGCACGTGAATATAAACTTTAAATACCC
TGTTTCAATGCATTACTTAATTATCTTTATCTAAGACATTGTATGAATTGTTTTAATCCC
AATCTATACCAAATACAATTTCATAAATGGAAACATAAAGCTATGTTTGGGTGTAGCGGA



TAATTTCACTCAGATCGTAGCCTGTCACTGCAAAGGCATATCCATCACCATCACAGAATT
TGGCCCCACAGATTTGTGTGTCCGTCACGCATTCATTATGTAAATGTGCAACCTCCACAG
AGCTGGTCTCTGGTGTCACAGACAGGTGCCACACCCTGACAAAAGAGTCCTCAGCAGCAG
AAAGGAGCAGTCCAGAAAAGGGAGCGATGTCCAAGGAGTATATCCAGCGGGCGTGAGCGT
TAATCTCAGACTGCAGAATTCCTGTCACTGCTTCATAGATACGGATCTGGCCCGAGCCAT
ATCCTGCCACTACTGTACCTTTCCACAACTTGACGGATGAGCAAGATATGTCCAAACCAG
CAATCTTATTAAGAAGTTGAAATTCCTCTTCAGACTTCCACACACACAGGCTGCCCCCAT
CATCAACAGTCACCAGGGTTTGCTACACACTCCTGGCTGCCAGAACACTCTGCTGCTATG
TCAGTGATGGATTCCTTGTGCTCCTCGAGGACTTCAGACAGCGTGATGTTACTTCCTTTA
CTGGGAATGTCAAAAACTAGAATAGCGCCTGATGAAACACCCACACAGACGTAATTTTCA
GAAACGGCTGCTATGCCTCGAGCAAACACTGCCTGTGCTGTGGGGGTTTCAGGTGTGTCA
AGTGCATGCCAGTACACCATTATGGAGCCATCAGATTCATACATCTGAATGCCTTTCTGA
GAGGTCACCACCAGCAGCTCACGAGAGGGCAGAACACAGAATGCAGCCTGCATTATGAGC
GACGTGCTTGTAGCAACGTTGGGCTCCTTGGACTGCAGCTGGCGGTGGGAGTAGTTTAGC
CCGTCCCAGGACGCGCTGACCATGTTGACCACGTTGGCATGGACCACTGTGAAATAGGTA
AGACGCCTCGGTGCGATTCGCAGCACGCTGAGATTATTGTAGAGCGCCGACGCGCTGTTT
TTAATCTGGATGCTTTTTTCTTTGTGAAACATGATGATGGAGCAAGCTTTGTCTAACAGG
ACCCAGACGAAGAGCGGGAGACTTGACCAATCTCTTTATCTCAAATTACACAAATTGGTG
CCTTTCTTCCATTAGTTCAGTTTTAACCCCTAAACATAGACGAGGACGGAGCACTTTCTG
CATTAGCAATAGGATTACCGATGCGTCCTCCGCAGCCATAGAGACAACGTACTCTTACGT
AATACCCCCGGCCATAATGCCCGGG
>CL7010Contig1
GTCTTACATTCAAAATGACAGTTTAGGCTACAAACAAAGAATAATTCAATCAAAAATATT
CATCAGTCACTTAATCTGTTTTAAAGTAATACAGTCCAAGCTCTCATACATATCCGGATA
CAACATTGTTGTGATTGATTTTCATAGTAATTAAAACTGCTGTGCAAGCAGCATACAGAT
AATCAGTCATGTAGTAAATTAAAGCATTAATATGAAGGCTAACAAGTTTCCATGGCTGAG
TGTTGATGTGAGTTTTGCTACTTCTAATCGTAAAGTGAAGCAGCTAAAGTTTGAAGGAGG
GGTGGGTCATGATCCTGGTTACAGCTGGAGGCTCAGCTCAGTCTCCAAAGTCTGGGATGT
CGTCGTAGGAGTATCCTCTGCAACCCTTCGCGGCGTAGCAGGCGATCCTCAGATGGTAAA
ACCCAGGAAGAAAGACGAGAACGCCAATGATGATGAGGGGAATGGTACGGTCGGGATGCT
CGACCTCAATGGTTCCTGTCAGGAGAAGAGTCCCAAAGATGATCAGGACAGAGCCAATGA
GAAACAAGAAAATTGCCAGCGCAATAGCATTGTATGGGATCTTTGGTGGACTTCTCTGGA
ACTGTAAATCAATATAACCATCATCACTGGCAGCCAGCCGTGAATACTTGGCCTTGTTGT
TGGATAATCCAGCAGCCAACATGGTACTTCTAGCTGCCTTCATTCTGGCATGAGGGCTGT
CTGTAGGAATAACCTGTCAGCAGCTGTAAAACTGCTTGGACCGCATTTATCGTTGCTCTT
TATCGACACCATAAATGTTTTATGGCTCTGCTGCGTGTCCACTCCGAGTTTGTTTTCATT
CATGTGAAATTCCGTCTCCCCGGCCATAATG
>CL7011Contig1
CTTCTTTCACCTCTATGATGTGATGGTAGCTCCCGCTCAGGCACCAACTCTGTTTACACT
GAGGGTGTCCTTCGTTGGGGTTTCTGAAACAACCCCACTGCCCATCTCGGCTCTCGTTTG
TTCAAGCTGCAATTCTTTTCCAGGACACACGTCCTCTTGACGCCTTCTGTTTGTGCTGGC
GGACTTGGATGTTATTCTCTCCCCTTCATTCTGAGGCGAGACTCTTCCTGTGACGGTGGA
GCTTTTGCGATCATCGCTTCTGCCAGAAGCCCCTCTGACCCCAGATCCAAGGCCCTGAGC
CTGACTCAGCTGAGCTCTGATCAGGTCGTTCTCTCTTTTCAGTTTGGTGATCTCATCCAG
CAGCGAGTCTGGAGAGAAGTGCGAGTGGCGAGAGTCAGAGGTAACTGACAGAGAGGGGCC
GGAGGAAAGTCCGGTCAGCCCTGAAGCAGAACCAGGAGGTGGATCAGGCTCACGGGAACG
CAGGAAATCTATCGAAGGAAGCTGCTGTGGATGAAGACCAGGACTTTGCTGGAGGATACT
TTCTTGTCGAGGTGGGGTGAGCAGGACAGCAGGAGAGACGAAACCCTGAGTTTGTGTAGG
AGCTCGCTCAGCATCTGGAGCACATTTACCTGGAACAAAAGTTTGGTACGGGCTGGAGGG
TTCCCCCAACAGTCCCAGTCCTCCCATCGCCAACACCACATTATCCAACTTCTGCTCCAG
CTCTGCGGTGCGCCGCTGCAGATCTGCCTGCACAGCAGCAGCCTCCTCTCTCAGAGCCAT
GGTTTCTGCGGTGAGAGCGTCGATGAGCCCTCGCTGCTCTTTCAGTTCTCCCTCAAGTCT
CCGTCTGCCCTCAGTCTCTTTCTGAGTATCCTCTCCCGCCTGTCTGAGGAGGTGAACTAA
TCTCCCAAGTGTTGAGACCAAGGCCACAGAGAATCCAGTGAGGCTTTGTGTTTTGTGCTG
TTTCAGACTCTGAGCTGACGCCATCTGAGGACAAAAAGCGTCCAAGTCTGCCTCCACCTG
CCCCAGCATGGCCTGCAACAGCCCCAGACCGGACTGCTCCCCACTTAGAGAGGCAGCAGT
GGAGCCGTCCAGCTCCGAGCCATGAGAAACACATTTCCTGACCTTCCTGGTGCAGCTGCC
ACTCCTTCCAGATCGACAGAGCAGCGGTTCAGGATTCAGGACCTGAGAA
>CL7012Contig1
GCCTGACTTACAAGTTGCACAGTTTAAGATAATGTCATGCTGTTTGGTTACCAAATGAAA
ATGTTTTACCTCTGATCATTAAGGCACATTGTTGTACTGATGCTGTCACAAGCCGCTTGC
TTTCTACATCCAAAACAAAAGTGTTCTTCTTATCCGATGCCTCTTCCATATAATAGATCT
TGCTGCACAGTTCCTGTTGTTTCCATGCAGAGCTTTTGTATATTTTGCCCCACCACACAT
CTACCTTTTAATGTGCTCTTCAAAATGCCTCACAAGTCTCAAGGGTCTTCCTTTAGTTTT



TTTTTTGCCCAACTGTAATCAAAGTTACAGTGTACCAATACCTGTATGGATGGTGTATAT
TATCTGTCTGCTCATTTTGTGAGTCCACCTCCTTTACCTCGGAGCTGAGGAAAAGGAGAG
GAAGACCCTGAACGATCTCCACACAAAGCCGTGGCCTTCTTCTCGCAACAGCACAGCCAA
TTCAGAGAGAGGAAGAAGTCCTGAGCTTCTTCTGCTTGTTTTAAGAATGTGGTCTCTTCC
CTATTTGAGAAAGCAAACACTGTTTCATGCAGTACTTTTAAGCCTCCTTTACGATCTAAC
AATAGCCTTTCTTTGTTTTTTTTGTTTTCCTTTTTTTGCATACTTGATATGAAAAAAAAT
CTGGTTTAGACTGAAGTGCCTCCTTGCTAGCATGATTTCCCAGACAGTTGCCCTCAAAGA
TATCAGCACTTTTTTCTTTTTCTTTTGTTACACTCTTTGCTTCGCTGGGGAACACAAATG
CACACAGCCTCACATGGTTTGTTGGAAGTTAAGGGATGAGCGAGGAAAACATGGAGTGCA
GGGATTCCATGAGGGAATTTTTCTTCTTAATGTGATGTACAGCAAAGTGCTGAGTGCATG
TGAAAGCCAAACCCACTGTGTCATTCAAATCCCAATAAACTCTG
>CL7013Contig1
CAGCAACCTGGGCAACATATGGCAGCAGGTTGTTGGGGATACCCTGAGGATCCTCTCCAA
TCAGACCAGAGGAATGAGCTCCGATGGGGTTGAAATAACGGAGCAGCACAGCATTCCAGT
CCTTCTCTACTTTGCATTGATCCTTTATAATTTCCTCGATGAAGAACTTGGTTTTGCCGT
AAGGGTTGGTGCAGCCTCCGGCGGGGTGCTGCTCATCTATGGGGAGGTGCTTGGGGTCTC
CGTATACTGTGGCTGAGCTGCTGAAGACCAAGTTGCGCACGTTGTTAGCCTGCATGACCT
CTATCAAGTTCATGGCAGCAGTGAGGTTGACTTTGTAGTAGCGTAACGGCTGCTCCACTG
ACTCCCCAACAGCCTTCAGGCCGGCAAAATGCATCACAGCGGCGAAAGTATGTTTTTTGA
AAAGGCTTTCCAGGCCGGGCCGGTCCAGGAGATCCAGCTGATGAAACTCAATGGTGGTGT
TCAGCAGCTTCTCTATCCTCCGTATGCTCTCTGCCACGGTCCCCTCTCCTTGTACTGCAT
TACTGAAATTATCAACAACAACTGGGTGGTATCCTGCTTCGATAAGCTCCAGCACACAGT
GACTCCCGATGTATCCTGCTCCCCCAGTGACAAGAATCTTCTCTCCCATTTTTGGGGCTT
TTTCCTCCTATTTGTTTTCTTTAGAGTATTTTGATGAATGTGTTCAGCAGCAGCAGAGTT
GGGGGTTTGTGTAGTTCATTCAGAGTAGACTTCGGTATAAACATATTTCACTTCCGTGTA
ACCCC
>CL7014Contig1
TTTTTTTTTTACCAAAGCACTTTTTATTGTTGGTGTATTTACCCAATCAGTGCATAAAGA
GTAGCAGTTCCACCAAAAGCTGCTCTGAGCACTGAGGAAAGCTGAACGGTGAGTTTACAT
CTTCTTTTGTGAAGTTTGTGAGTCGAGCCGTGAGCAGGGGGGGCTGAGATCTGACTGCAA
GGCTGGGACGCAGTGAATAGACCCTGAACAACGGCTTGATTTGTTTGTTTACCCTTCTGC
CCTGAGCGTGGCCTGTTGAGGGAAGAGCATTCATCATAACTCAAGAGAGAGGCAGACGGT
GAAAGCGCTCAGGCTGGAGGGGATGGATACGGCCCACCGCAACACACGCCGGCCGCGCTT
GGTGGGGTCTCCAGAGGCAAAGTCAAAAGTTTTTTTGTTTTTGCTTCTGTAAAATTGTAA
CATATTTTCCCAGTCAATCAAATCAACAGAAATTAAGCATTTGGGGATGACCCGGAAGAG
CTGTATTTGTATGTTGTGATGAGCCTTCAAGCCAAATCTGGAAGCGTCTTCATCCCCGCG
GTTCCTCCTTTCTCCACTCACACGTCGGGATTTTCCTTTGGCACGGTGGCGCTCAGCGCT
ACAACGTTCTGAGCCTGCTTCAGCGAGGGCATGTCAATCATGCTGCCACGGAAGGTGAAC
GCACCCTTTCCCTCCTTCTGGTGTTGGTCAAAAGCAGCGATGAGCTCTTTGGCCCACTGG
ATCCGCTCCTGACTTGGAGAAAATTCTTCCTGCACAGCTTGGACCTGTCCTGGGTGGATC
ACCTGCTTCC
>CL7015Contig1
AGCCCCTAACTTAAACTCTTTGCAGTCTATTATTTCTGTTAACCGGCCGAAGGAGAAGCA
GCCAGCAGAAACTGACTCTAACTCACAGGACTTGACCATCTCCACATTAAGCTCTGGCAG
CCCAGACGAAGCCGTCTGCACGCAGCACAGAGATGAAGAAAACACGCCCTATGCATCTGC
AGCTCTAGAGAGCGAAGCCGATTTGCCTCGTAGCAGCACAGAAGAGGCAGACTCAGAACC
TGCCGCAGCGGCAGAGAATTCAAACGACGAGGACGAAGCTCCTGCTGGTCCAGGAAAGAA
GAACGGCACAGGGAAAGCGAGAACGGCACCCAAACGCAGGTCAGGGAGAGCGACAAACAG
GCGCTGACTTTAAGAAGTAACGCAGACTGGAAACCACGTTGTTTTGTTACAACAGAGGAC
TGTAGAGAGGTGCTTTCATGGAACTGAGACAAATGAGTTTCCAGACCATTATCTCTATGC
TGGAAGGTCAGAGTTGTGAACACAACGAGGCAATACTGAAACTGATTGTGAAGTTAAATT
GGTTTCCCTGGTGGGAAGCTGACTGTTCTTATATAAAGACTGAAATTATCTACTGAGGAA
AAGTCTGTATTTTCAGCTCACAGTTGGAAAACTGTGTTGGCCAAACCTAAGTAATTAAAA
CTGGATCAATTTAAATTTATTTAAAAAGTCAACGTTTTTGGTCCTTGAAGTGAAATTTGA
TTGTTGCAGTTGTGTGCATCAATCAAATTTAAACTTGTTAGATTGCTGTAGAGACTCATT
ATGGGGTCGTAGTAACTGCCGACATAAGTGGACTTCTTCAAGTGCTCAGTGTTGCAGGAG
ATCCAATGAAGTCCCATTTAAGACACTTACTTCATTTGTATGTTGTGCAGAAGGTGTGCT
GTGTTGTTCATCATGTTGTGCGTTTTTATGAAACATTATTCTTTGCAAAAGCAGCTCCAG
AAAGTTCCATTCTCATCCCCAGCTCTGATGCTGCTGCCCTGACAGATGATTGCATTAAAA
AAACAAACATTCTCCCCCGCAGACCTGTAGAAGATTCAACATGTCATAAGGCAAACATAA
AGGAG
>CL7016Contig1
TCATGTGATCTCAGTTGGTGGTCTCCTGAGTTGATGTCACTGACGTACGACTCACATTTA
CTGGGGAATATCCGATATGTCTGCTTACATGGCACACGCAGATGCACGTATCCGATTCGT



TTCCGATTTATTTCCACATATGAGAGAGGCCTGTATCCGATCTGAGAAAAACAGAATCCA
TGCGCTTTTGTCCTGCTTACACATTCACCGATCATATCCGATCTGTGCCACGTGAGAGGA
AAAAATCGGAATTGGGTCACTTGAACCATGCAGTTTAAAGGCGGCCTAAGAGCTTTCAGA
CGAAGAAAGTCAAGGTTAGACTGTTTAAGTCAAAGAAACACAAAGATGTAGAAGACCTTA
AGATTCACTGCATGTCATTTAACCATCTTTGATTGATGACTGCCTTCGTCTCACAACTTT
CATGAGCATTTGAAGGAGGCTGTCATACAATTGGACCAAGGTGGTTCCTCTATCTGCATC
AGCAGACTCTTCTTTGCTCTTCATTGTCCTGAAGGATCTGGACCCAATCAAGTAGTTTCA
CTCACCCCAGGAGAGAAAGGTGGACGTTTGTACTCTTTCATTGGTTTACTATGATGAATA
ACAAAGAGTCTTGTGGGGTAATTAGACCCAGGCTAAATATAGACTGAACATATTTGCACC
CTTAGTGTTTTGGAAAGTCTTCTTTATCCACATTGGCACTGAACGGCACCAACAGGTCAC
TTGCACCCAAAGTAAGATCTGCAGAGATCTACTCATGTGAGCACAGTCTGTCCTGGTGTG
AATCATTTTGTTACATAACAAAAAGCCGATTGTGCCGCAGCTGTACATACTGTAAATAAT
ATGCGGCCTTTAAGTACATTGAGTCACAATAGGGGAGGTTTGTTGTTTTTGTTTTTTTAA
GAAACGTTCCTTTCCAAATATTTTTCAGCCACAAAATCCAGATGGTTGTTTTTTTTTTAA
TTATACAGTTCTGTAAAAGACATAAACTAAACTAAATTTTCCGGAGGATCTAAGTCAACG
GTCTTGACCTTTGTGTTTAGAAAGGAATATATGCTAGAGATCAATAACTAAAAACACACA
AGAAAGTGTCGCAGTCAAAGATGTGATTCAATAATGTTTTGGTTTTTTACTTTGTTTGGG
CCTGTCTTAGATTTTATTCTGTGCATTTCTTGTAACATGCAGTGACTATAAACACTGCAT
GAAAAACACAAATTCTAACGA
>CL7017Contig1
TGGTGTTACTATGTCATAAAGACTTTATTATCAACAAAGTAGTACATGTGTACTAATGTA
GTACATCAAAACAGCAAGTAAAAATTCTGAAAATTGGCAAACCTTTCCTGCCAAAAACCT
AGTGGAATGATAATGTACTACAGGGCAGAAAACCAAGTTATATATAACAGCTTTTGGGGA
AGGTTTGGATCATAATAATGAGATTGGGTTCCCAGAAATGCATATATCACATATGATATG
TCTATATAGGGTTTATCTTAAACCCAGAAGGATTCAAAAGCATTTGCCTCCACACATCCA
CACACAAAGCCAGCCAACCTGTACTAATTATTTTTAACTGTTTTCGGCCGTTGTCACGGA
AACATTTTAACTATTAACTTTCTCAGATGTTTATTAAGCTAAAATATTCAGACATCTGGC
AAAGAAACAATTACAAGTATTTCAGAGCAAAACACTTCAGTGTTCATCGTAGCCATAGAA
ATGAAAACATCATTTTCAATTAAAAAACTGCCTCAATGTTTTACACAATGCAGCCGGGGA
ATCGATCTGAAATTGAAAACCCACGAAGACTTCAGCTTCAGGAGGAAGCTAACACTCCTT
GAAGATAGTTTCCACACACCTGAGACACATTAAAAAACAACACGTGTCAGCGCGGTGAAA
CCTAAAAGCAGCTGCCTAAGTACATAACCACTGAGGGGCTTTCAAATGAGCGCCTGCAGC
TCACAGTGGGATGGGTTGTGACACCCATTCTAAGTGAGATGGATTACACAGAGCTAGTTT
GATTTGAGCAGCAAGTCATTTACAGGCTCAGATACAACACTAGAGAGGTGCCTATTTGTT
TCACAAAGACTCCAAAACTCTCATAAGTCCAGGTGTGAGAGTGAAACCATGCCCTGGTCT
CCATGTTGGCTGATGTATTCAGACTTTTGCTTAGTATCATGGACTGTAAAAAGAAAAAAG
GACGAATCAAGGTGTGACGTGAACCCATAAAAAATGCCTGAATTCCAGCTTTCACGTAAC
GAGGCAAAATCCCTCACCATTGCCTCCTGATATGGGCGCCACCATGCTGAAACCAGTCGT
CAGCGACCGGTCCGAG
>CL7018Contig1
GAAACTCATCCTGTTTGTAGGCATTGTCCAGGTACCGTGTCAGACCTTTCAGTTCTGTAG
GAATGTCAAAATTACGGTACTTTTTGCACACCACCTTTACAATGTTGAGTTTTGGAAGCA
GGTTACAGTCTGCCAGGGTGAAGGCGTTACCATCCAGATACAAGCGTGAAGACTCATTTG
CATCCGGATTACGCTCCAGCTCATGAGGAAGAGGCGTCTCAAGGTACATGTTCAGCTTCA
CCAGAGTTGAAAGAAACTGCTTCTCTAGCATGATATTTAGCCCAGGATTGGGATTCTTAA
TGTAGGCTGAAAATTTGCGGAATATGTCCTCTCCAGCCAAATTTGATTCTTTGTAGGTAC
AGCACAGTTTTGGATACCGTGGTGGGGCCAGTTTCTCCTCCAGGAATTCTTCGATCTTGT
TAGTGTCTGTTTTGACTTCACCATTGAAGATGAGGAAAGGAGGCTGGGATCCTGGAGCAA
GAGCTTTTAGCACTTCAGGAGCCCTCTTCATGTCTACAGTGGTGAGAACAAACTCTGCCC
TCTTCAACCACAAAATCATGAAGAGCCTCTGGCAGAAAGGACAGTTCCCCACACTTTCAG
CATCAAGACTTGCCTTAACAAAGAGCTCAATATTTGGTTCATCACCCATCCCTTTTTTCT
CCTCTCTGTTGTCTGCTGGGTGTTGCTTGCTCATTTCCAGGCTTTAGCCGTATCCCTAAA
TAATTGTACGTCGTTTCCTCTCTTTCTACTGCCTCTCTACACACC
>CL7019Contig1
GCACGAGGCTCATGCCAACATCTGCATATATTCTTCATTGGCTGAGGAGTTTTCCCAACA
GTTTCCTGGCAATAATTTGCCCTGCATGTTAGCCAAGTTCTCTCTGCCTGTCTCTTTGGC
CGAGTTCAGGAACCCACTCGAAACTCCTGCTCAGGAGGCCCAGTTAATTCAGATGGTGGT
GTGGATGCTCCAACACCGCTTACTCATCCAGCTGCACACATATGTCTGCCTGCTGGTACC
ACCCAGCGAGGACGAGCCTGGAATGAAGGATGAAGAACTTCCTCTGGCAGCCCGAGTAGG
GAGCCGGAGCCTCAGCACCCCGAGCGCCCTCAGTTTTGGTTCCCCCACCAGCAGCGATGA
CATGACTCTCACCAGTCCCAGCATGGACAACTCCAGCGCAGAGCTGCAGCCTGGTGGAGA
CTCGCCGCTCAACAAACGGATGACGGAAACTTTACTTACAAGCCTGTCGGAGTACGAGCG
GCAGGTTATTCTGAACATCCCTGCTGCTCAGAACCCAGAGGATCTGCGGATGTTTGCCAG
GCTGCTCCACTATTTCCGGGGACATCACCATCTGGAGGAAATCATGTACAACGAGAACAT



GAGGCGCTCGCAGCTCAAAACGCTGTTTGACAAGTTCCGCAGCGTCCTCGTGGTGACAAA
CCACGAGGATCCCATCATTTCCATCTTCCAGTCGCCCATGGAGTAGCGACACGGAGAAAA
GCGTGGGTGGGGTTGATTCCCGTCCTCCAAACGGAATTTTTGTTTTTTCCAACCAACATT
TTACATCAAACTCAAACGACGACTGCCTTAAAGTGTGCGAATTTACTCAAATCGAAAAAG
TATT
>CL7020Contig1
TATTGTTTCTTCCACAACATCATTGGCATTGCAGTAAAGTTTTCTGTAAAGAGCAAAACC
AGAGCCGAAAGTCAAATCATTTGTTTAAATGGAAAGACAGAAGAAAGATTTTAGTTTAAT
TCTTTGCCGTCTATACACCATAATACACAATCTGTTAAAAATATGTACTTGCCAACCTGA
GCTACAAGCAGATAGATTGAACAGCAATGACAAAGACTTCAGATTGATGCTGTTGGTGAT
GCATTCTGTCTTTTTTTGTTGTTTTGATGCACAGAGATGCCTGATCAGAGACAGAACACA
TACAGCGGTAATAGAAGCAGTACAAGCAATGTTACATAAAAGGCAAAAAAGAAAATCATT
GTTTCAGAGAAAGAACATTTTGCACAGTGAGCGCCGTGTCAACGTTTACTTAAGAGAGTA
CGAGGCAGTTCAATTCGACTTCAACGGGGGAGAGGACTTACAATCACTAGTGTTTGAAAA
GGGGAACCGATCGATCGATGAAGGAAGGTAACTTTCTGAAAACTGCAATTGAAGATGTTG
CCCAAAATCATCCAATCCCCCCCCCATGGCATAACATTTAAAGGCAAAAAGTGCACACAC
NAAANAAAAAACCAAGGGGGGAAAAAGTTCTTTATTTTANTTCAAAAATG
>CL7021Contig1
CTCCTGAGGGGGTAATGAGGGCAGCTGGGGGCTTTTCTGGACTCAGTTCTATCGACAAGT
CTGAGGACAAGGACTCGTCTTGTTCTGTTGCATCAGACATTGCCAGTTCAAAACGTGGTC
GTTCTCGTATGGATGACCAAACGCTGGTTTCCCCAGATAAATTCCCATTCGGATTTTTCC
GAGGTCTGCCACGTCGACGCTTGACTGGAGAACCGTTGGCCTGCATCTGTGCCTTGAGCT
GTCTTGGCTGAGAGGCATCAAACTTTCTTTTTCTCCTGTTAGACTTTGAGCAGGATGTTG
CAGAATCCATTTCTGACGTCGGTTTAATAGTGATGAGCTCAATACACGGAGGATCCTTTT
CTTGGTCTTCGAGAGGTGGGCTTGAAATGATAGGCAAAGTTTTTCTTGAGGAGTAGCGGA
CGGGTGTGGAAGTCAGGCTGGGACGTGGTGTCTTTGCTGTCTGCCTCTTGCATCTTTTTG
AAGTGCTTGTAGGGGAACTCAGAGAGGAGAGGCTTCTAGTCGGCAAATCGCTGCCTGCAA
CAGCATCCGACTCCTTCACAGCTGGAGCTGAGTGAGCTTCTGGAATAGCAGTGTCAGTGC
ATTTCTTTTTACTTTCCCTTTTTGTTGTTTTACGAACTCCACCGTTCATTGTTGTGCCAG
TTGCTTGAGTTCACTCATAGGAGCTTCTTCCATAAAGCTTCATCTGGCTGTAGACGTCTT
CTGTGTTGATGATTACGTTCCAAATAATTTTAAATGTCGCAGTACCGGTTCGTTGTTCCT
CCGTAGAGCTGCCGATTGCACACCAATTAGCTGACTCTATTGAATTCAGCAATCGGACAA
TAAATTTGACCAAATAACCTAAATATTTACATAGAAAAAAACAACACTCGAGGAGACGTG
TGTATTCCTGGTTTTCCCC
>CL7022Contig1
GAGATCAACAGCGCTACTGACAACCCTATGGTGTTTGCAGAAAGAGGGGAGACTATTTCA
GGGGGAAACTTTCATGGAGAATATCCGGCAAAGGCTCTGGACTTTTTGGCCATCGCTGTA
CACGAGCTGGCCTCCATCAGCGAAAGGAGGATAGAAAGGTTGTGTAACCCCTCTCTGAGT
GAACTACCTGCTTTCCTGGTCAACGAAGGGGGTCTGAACTCAGGCTTCATGATCGCCCAC
TGCACTGCTGCCTCTTTAGTTTCAGAAAACAAAGTTTTATGTCACCCGTCTTCTGTGGAC
TCTTTGTCCACAAGCGCGGCCACGGAGGACCACGTGTCTATGGGGGGGTGGGCTGCTAGG
AAAGCTTTGAGAGTTGTGGAGCACGTGGAGCAAGTTCTTGCTATAGAGCTGCTGGCAGCC
TGTCAGGGTATTGAGTTCCTCCGCCCCCTCTGCACCACCACCCCCCTGGAGAAGGTCTAC
GAACTCGTGCGCACTGTTGCAAAGCCGTGGATCAAAGACAGATTCATGTCTGCAGATATC
GAGGCCGTTCAGCGTCTCCTGCTCGACCAAAAGGTATGGGGTGTGGCCAAACCGTACATT
GACAAGTACAAGTCAGAGTACATCCCAGAGTCCCGCCCCAGTTCTCCCACCGCTTTCTCC
CTGGACCCTCCAAGCTCGCCAAGAAAGCGCTTCCGACTTGAGTGACATCCAATTTAGTTG
TTCCTAAAAAGTGTAACAATGTTCACTAAATGTCAAAGATTGTTGATTTTCATGAATTGC
TCTTTGAACGTTATAGATTTTGCATAAATGAGTAATGGTTACCTCTTGACTTTGAGGACA
TTTGGACCTACAGTAGACGGTTTTTACCTGCCCAGTTCCCTTTTTAGTTTAGTTTTTACA
CCCACGTCTCTACCTCAGCCTTTCAGTTATTGACACTTTACTGCTCTAAATGTTTTCTAA
TAAAAAGTTTTTTTCTTTACCCACATCCATAATCTTGAATTTTTGTGCGATTTGTTCCCA
CTTGTGAAACTTCGTTGTAATTGAGAAATGTTTTAAAAATGATAAGTACAGAGCTGAGAA
AAGCTCGTTTTTATTTTTATTATGTGTCTCGCT
>CL7023Contig1
GATCGGATGAAGGTGGGCCCGTCAGTCCTGACCTTTAGAGGTCGCTCTCGTGTTGACTGT
TACACAGCTCTGAATGTAACTGACAGCTCATGTCAGGAATGTCTGATCATTGCGTTTCTG
TGAGGTGATGTTCCTGTGCTTTCCTCAGAATCACTTGGACGGCTCCTCTTTTTCCATGAT
CCGTTTAAAAATGTTTTCGTGATGTGAAGTACGTAGGAACGATGAAAGGATCGATCATTG
TAGAACTTTCAAAATGGTGGAAACAGTGTGACTGAACACCAGAGCCAAGGATTACATTCA
TCGTTTGCATCATCAGTGTTTTAGTTTAGGTTGAGCCGTGGTCTGGATCAGAGAATTGGA
CTGAGCGAGTGTGACGTCACTTACTTCTGGCTCCAACCAACTGAAGTCAAATCAGTCGCC
ATTTTTTCATGATAAGGATACCGCCATGTTGGAGCCAGACGTCGTTAGTAAGCAGTGATC
AGTCTGAGTTAACGTTTCCTAAGCAACCACTCTAACCAATCGGGGGGAGCTTGTTGAAAG



GTTACACAAAATCTGTCAAACGTTTTACACATTGGATGGGGGGGCCACCAGGCTCCACCT
ACTTATAAGGCATCTGGTTGGTTGGATAGGACAGAAAAAATATTTTTTATCAGAGCAAGA
ATGGTTGTTCTGACCAATAGAATGAGTAATATCTCTGTTTCTGGATTTTGCCTTCTGGTT
CAGATACTTCCCATTTGGAACACCAAGGTGGAGGGGTGGAGCGGGTTACTCGGTCCAGTT
CTCATATACAGTCGATGGGTAGAACTAGAAGAAGTGCAGATGTGATGTCGACATGTCTCC
AACATCCATTGTTTCCATCCTAAATGCCTTGAACAAGTTCCTGTGTCCCTCATCCTTTAT
CAGAAAATTATAATTTCCAAAACTGAACTTTGTTTTAAAAAATTGTCTTATTTTCTGTCT
TGCAAGAAAAAGAATCATATCGAGAAAAATGTTCAAAAGCAAAATAATCAGATGTCTTAG
TGACTAGAATGTTTTTAAGATAATCTTTCCTACCTCATTGACTCATTTGTAATTCCAAAT
AATGAAAGTTTTTCCACTGGGTGGTGCTGTGCATCAAGAGAGAGAGAGAATAAGTAAGTA
GGTCCATTATATTTGCATAGCACCTTTCACAGACAGAAGTCANCAAGGGTGCTTCCCAGG
TAAAA
>CL7024Contig1
CGGCACGAGGGTTATCCTTAACATCATCGGCCTAGAAAACACTAAGGCTGAGAATTACAG
GGAAGCTTTCATGTGTTTTCAAGCTGCGGCCCAACAGGGCTACAGTAAAGCCCAGTTTAA
CACCGCCGTGTGCTATGAAAAAGGTCGAGGAGTCGACAAGGACATAGACAAGGCTCTGTA
TTTTTACAGACAGGCTGCAGCCAGAGGCCACAAACAAGCTCAGTATCGATATGCAAAGCT
TCTACTGACCAGCAGAGAGCAGCAGAGTGCAGAAGAGATGAACACTGTTGTCAACTTACT
TCAAGAAGCTGCTGCAGCTGGAATCACCAAGGACGACACGGCCCTGCTGTTTTTGGGTCA
GTGTTACGAGAGTGGCTTTGGCGTGCGGCAGAACCTCAACAAAGCTGCTCAGTTTTACAA
ACAAGCAGCTCAAGCAGGCAACAAACAAGCCAAGAGTTTACTCAGGCCCCACAGTGACCT
AAACACTAAAGCTGAAGATGTGGTGATGCGTTCCATCCAGTCAGCTCCATGCTTCCCTGT
GGCTGACAGTCGGCTCCTACCAACACCCTCCTTCCCCGACCACTTCCAGTCATCCGGCAA
CCGTTCCACTCCTCCCTCACTCCTGGAGTACGGGGAACCTTGGAGCTCCCCTGTCATTGT
CCTCCATGCCCCTTCACTTCCAGCCGTCCCCCACAGAGAAGGGGCGCTGTCAGTGGACTG
TAGGAGTAGGGTAGATAGACAAACATATGAGTAAAATTACAAGGAGATAAAGGTCCATCC
ATCCAGATTTTGTAAAGTCTGGATGGAAGTAAGGTGGTCAGTTAGTATTGATTACATTAT
CTTTTTGCTTTTAGTAACGTTATCAGAAAATAAGCTTTTTTGTTATAAAAAAAACATTTT
TACTATGTCAAGGTAAATGTAAAATAACTTGGTGCCTTTGATGTTTTTGCTTCCTTGCAA
GATGTCTTAAACATGTAAAACTATGTGTTTAACCATATTTGATGACATGTCTCTGTGGCT
TAATGGCTTGTTCTGTGTTTCTTGATGTGAAAGCACCACCATGCTGCCAAAGTCTGTTGA
TTGCACTGTTAAAACGCACCGTTTTAAATAAAT
>CL7025Contig1
TTCAAACATTCCAGTTTCTCTATAATTGCTTTAAGATTAGTCTTTTACAAAAGTCATTAT
AAAAATCCAATCAAGCATCACCAAAGACTCACCAAAGCAAGTACAGCCATGATGCGGTAT
GTGCTTGTCATCAAGGGGTCAGGCCCCATGACTATGCAAAAAAGAATAATCAGGTTTTTC
CTTTGGATCCCAAACTCCAGCCTCTCCTGGATACACAGTGTCGTTGTAAATGTTGTAAAT
GTGCCTTTGAGGTTTGGAGGAGTTTAGCCTGGTTTCCAATGTTCCTTTTGATAAACTGCT
CTTCATCAAAGATTCTCAGGTATTCAGACAAACAAAAGCGACTCTGCTTTTTTCTGCACT
TGGCTGAGCTGGGGTTCAGTTCCTTTCTAATGGTGGCCCCCCATATTTGCTGTTGGTGTT
TATAAATGTGGCCAAAATTCACAATAATGAAACAAATTCAAGTGCTTTATTTCCAATGGT
CCAGTTAAACACAAGATTTTCTCCAAAGCTTTTGAAAAAAGGCCCACAGGTTAGATTATT
ATTTTTTAAATAAATTCTTTTAAATATTTTTATTTTATTGTCAGTGCCAAATTTTTGCTT
TAGATGTCTAATTATATGAATGTTGTGTTTGTGTAATGTGTTAACAGCTGGCCAAAGACT
TGTGTTCTGTGATGGATTCTGAAAAACAATAAAGTTTAAAGTTAAAAAAAAAA
>CL7026Contig1
TGTGTGCTCTTCTCTATAAGCAACTTCTTGCTCATGGTGATGCACTTATTCAAACGTTCC
TTATACTTTTCAAGTAATTTTTGTTGCTCATCTATCTGCCTCCTGAGATCACAGTTTGCC
CTTAGTAAGTCATCTATTCTGCCCTCTTTTTTCTCAAGGTCTAGATTCTTAGTGCTTTCA
AGAGCAGCCAGTTTCAACATTGTAAGGTCCGTCTGGACAAATTTGGCTGCTAGATGCTTT
GGATGCATGATGTGGTCCCCAAACGACAGACAGGTGGGAGATGAACAATTTTGTCTAACA
GCGGTGCCCTGAGCAGAGAGGGAATGTGAGTTCTGGGGTGAGCGCAGCACTAAAGGGAGA
CCTCTCACTGGACTGGAGCCATTTCCCCCCTGGAAATCAAAATAATCGCTTATTTTGGGT
CCTCGGACACCTGACTTTCCTTGGCTGCTCTCTGACTGGATCTCAGGTTTCCTTTTTCTG
CCTCTGGCTCCTTCAGACTGTTTTTTCTCCGGAGTCTCTAACTCCTTATCACTGGAGGAT
CCTAGACTTCCAAAGCTCTGATTTGAACATTCATTATTGGTCAATCCTTTGGTACCTGCA
CTTGTGCTGCAGGTGCTGCCCCCAGTGCTGCCACCAACCCCACCCATAAAACGTGCTTCC
AGCAGCTCCTGTCTCCTGGGGTCCAGACTGTGAAGCTCCTCCATGGTGCCTTTCTAAAGC
TTCACCACCACCGCGGTATGCTGTCGGAAGATACAGTCCGTGTTGGGGACGTGGAGAGCA
GGGACCAAAGATGGCGTCCCCTCCAAACTTCCACTACTTTGGATACTCATCAAGCTACTT
TTTGTTTGTAGGTACGACCGCACGCGCCCCCCGGCCATAAGGCCCGGGTTAAACGGCGCG
CTGAAGGC
>CL7027Contig1
CAAATGTTTATTGGAGTCTNTTTCCTTTTTCTATAGTTACAACACGGTACACAGAAAACC



AAACTCTTCCGGACACAAAAGTCTTTTCTTTCACTTTTAACTCTTAGCTTTTATCCCTGT
ATGTAAGCCACATATTCACTCCTTTGTCTCAAAGTATCTAAAATATACATAAATACCCCC
CAAATAGGTGCTGGGGTTTCCTCCCATCAGTGCAAAAGACATTCAGAGGAATTCATTCAA
TACCACACATAAAACAGTGATGCTGTCTTACAGTACAGCAGAAACTTTGAATTTCATATT
TTAATATTTATTCCTATTCACCACCATTAAACTGCATTGAACAGTTTAATGGTGGTGAGT
GTGTGTATTTATACACATAAATCATAAGATACTTCGACTTCCACCAAACTTCTGGTAGAT
GCATGTATTTCAAGTACAATGTTTCACTTCAATGTGTTTCCTTCACAATAAAATAAAAAA
AGAACCAAAGTAACATTAAAACAACAAAATAAAATTTGCTACCAGTGTTTTCAACAGTAT
TGCACGCCTAATTAAAAATATCTTAAAGATTATTTTGCAGTCTTAACTCATCTTTCACCC
ATAATCAAGAGGAAAACAAGCAGCAGTAGTGATTGATTTCAAAGGGCCTCCTCTGTTGAC
CTTAGTGGTTTGTCTGGATGTGTAACAATGAGGTCGTGGAGGGAGAACGGGTCATCACAC
GGGCGGTCTGACCGACAGCTGAGGGTCGAAAACTGAAAGGGAAAATAAGAGGAATACAGA
CGGATCTAGTGACTTTAACGTCCTCGCTCTGCTTTCACTGCGAGGTGACAAACTCCTAAT
TAGACCCCGCATCGTTGCCGTGGCAGCTCAGAGCAGGTCAGGCAGGATGAGGCCGGGGGG
TT
>CL7028Contig1
TTCTTTTATTGGTGTCTAAACACAAAACATTCATAAAATCTCCCATGTACAGTAGCAGCA
TGAACTCATCAGTTATCACGGAAAAAAACATTACACACTTTAAAATTTCCAAATGTTTCA
TGTCACACAAGAAGCAACATGCAAAGTAAAATACAAATGATTAAACTTTCAATTTAACTC
ATTTTACAAGGGAATATACATTTTTACAAAGCTCAAAAGGAACCAGGATAGTTTTGTATT
CAAACGCCTAACAGGTGATGGTCAGTGCTTCTTATACTACCTGTTACTGCAAGTTAGGTG
TGCTTTCTGCCTAAACTACATTTTTATTGCTTAATCTGCCACACACGGATGCACCTCAAA
GATTCAAAGCGAGTATAGCCCTTCAAATATGAAACAGGAAAAAGTACAAAGAGAAGGACG
CAGACTAAATACTTGATCCCAGTTGTAACTTAGGAAAATATGCATGTCACATCTTAAGAA
AGAGCATAAAAGTTCATATTTAAGATGAACAAGGAAAAGGTATAAAAACACCAGAGGTCT
GACAAAAACTGTGTTTCTAGTAGTCATTTGTAAACATTCAAAATACAGATCTAAAGATTC
AGGTTATTAGGACCGCATAGTTGTGTGAATAGGTGAGGAGCATCTCCATAAACTGGCAGT
TATGTTCTATCCTACTATAGAAAAACACTAAATCATTACATCCAGATGACAAAAACAGGA
GTACATGGATAAAAGTCGGACACTGAAGGTGGAAAAATGGACTCCAGGCATCTCTAAAAA
TAAGCAGAATTAGATTAAATAAGAAGCAGACATGGCTTCCTAACACTACAGTTAAATATT
TGGTAATGTTTTGTGGTGGATGAAAAGATAAAATGGAACTTAGGATAGAAGGATTGAGCA
GATCAGCACTGCCCCTCGTGCCGA
>CL7029Contig1
CGGCACGAGGCCTCTCACCTGTGAACTTCATAGTGTTGTTGGGTTCCAAACATTTACCAG
TTTTTCCTGTCTGTGGTTAATGAATTTCTTCTTGAAATGTCTTTTATTTTTGCTGGAATT
ATTGAGCAATGCAAACCAAAGCCATACAGTACAATAGGGCAGCGTAAAAGGCGAGAAGTG
CTGTTTGTGCACCAGTAAAAACTATGCTACTTTAAATATGCAAAACATGACGGAGAGCTG
TGAGGATTTCCAGTTCCTACCTGAAAAAAAAACACTTGTTTTCCGTGCTCTGTGAATCTA
CCTCTGATAGTGTGCGAGCGATCCACAGTTACATTCATCATGTTTGTCTTGTATTACTTC
TCTTAATCCCGCATAACTATATGCATATAATCTATCAGAGCATGCTTTAAAAGAGCCGTT
TCATCATTGTTGTATTCTCCCGAAACATCACTTTGCGTAGTTTCTCTCAATCACGCTTTT
TGCACATGTTTTTTGTTTGGTTTACCTTAATTACCAAATGTGTTTTTTTATGAACTTTGA
GCAAAACAAATTGAGTGCTTCCAAAATCTTCCCCCAAAAAGGAACTGGTTAGATGTTATT
GTGAAGAGTTTCTCCTCTGTTGGTGTCAGTCATTGTGTTTTTGCATGTTTGAATTTTGTC
TGGCTGCATCTGAAAGCTGCTCCGCTGCAATACTGATCACTTATTTATATAGTAGGTACC
CAGCCTGTTAGAGTGAATGATGAAGGCAATCATGTTGTGTTTTTTCTTTTAAACAGAGTG
TAAAAAAAACAAAGGAGGAAGTCTTTTTATTTATTTTAATATATCTTAATGAATGCCGTA
CAGGACAGATCTGTTTGCTTTGGGGACAGATGTAAGTGTGTCTAAATGT
>CL7030Contig1
GTGCAACTCCTTCTGTGGTCGAACTGTTTTGACAGTAAGAGCACCCCAGGACACAACACT
TGATGTTCCCATTCCAAAAGCTGTCCCAAACTGTCCAGCAAAATACCAGATTTATCTAAA
AAGTCTCAAAGGACCAATTGATGTTATACTTTTTAACAAATGTTCTGCCAGCTCGGTTCC
TCTTGTTTTGCCAGTCCCACCATCTGAAGAAGTTCTACAATGTGCCAAGTCAGCTATGTC
ACCTCCTGATGAGAAAGAAAACATAATTGAACCCAAACAGCCGTCAGCTATTGTCCAGTA
TGGAGAAAAATGGGTGCCTCAATGCATGTTATCATTTTTTAATGCTGAAAGCAAAACAAG
CGATAGATCTCCATTTATAGATTTATCAAAGGAACAGCAGGACCTGATTAGGGCACCCAG
AGTTTTGTCACCCCTTGGCCATCTAGCTTGACCCCCACCTGAACACGACCATGTTTGTAA
CCAGGAGGACGTTACAGGGATTCTTCATGATACACTGTATCTGTTTCTTTAAATACTCTG
ATGTTTTTGCTGATGTGTTTTTTCATATTTTGTTATAAGTGGTTTAAAAAATAAAAAAAC
AAG
>CL7031Contig1
TGCTCTACTGCTTTATTAACAGAACAGACCAATGTACAGACTTAAGTGTATGAAGTATTA
TATTTGACACTATAATATTTGTTAATTAAATTCAAATGTCCATGTTCCAGTTTGACTTTT
GAATAACTCGATAGAGGTTTTGAGAAAGCTGAATACTTGTGAAAACAGGGAGGCGTGTTC



ACGAGCGTGGCCAAAAGGGTCAATGTGCCAAGCAACCCGGGGTCGACCACAAGCTCCAAA
CGTCTCGTTAAGGAACCTCAAACCCAGGGTCATCTGGTCAATGACGGCGCTGTAGTGGGT
GGCGGCCTCGTCACTCATGCACCAGCCACCGTTCACAAACTCCAGTCGGCCTTCATTGAC
CAGCTGTTTGACTGTCTGCTGCATGCTGGAGCTCTGCTGCTTCCACCAGCGGTAGAAGAA
AGCCGTCTCCACGTAGATGAACCTCCTGTCTGGATTCTTCAGGAGCTGGTCCACCACAGA
GTCCAGTATGTACTGAACACCAGCGTGCTGGATGTCATTTCGGTCTCCATAGAAGTACTG
GTCCACAGTCTTCAGCCAGCCCACATCGTCGTGTGTGTGGGGCACCAGGTGGACGTTCAG
CATGCCGGGCACGGTGGGGTGACATGACTGGTATCCGCAGGCAACGCTGTCCCTTTTCTC
CAAGCCGAGAGGAAAACTTAGAACCTCGCCTAGGGTTAATACCAGAGCAGCCACGATGAG
ATGATATATCAGCGTCATGTT
>CL7032Contig1
GTTGTGGTCGACAAGAGTGTACCGAGGTCTACATTCACATCCTTTGTAATGAAAATCCCT
TTCCCGTCATCCATCAGAGCTTGGTTGTTCTTTAACCACATGATTTCTGCAGCTGGGTTC
GCATTCTTTGCAGTACACACTCCCAGCTTAGTGAGTTTGCCAATCTCCAGCTCCTCTGCC
TTGTCAAATATCTCCAGGCCTTCAGGCGACTTTAGAACCTCCAGTTTAATTTGGTGTTCA
AAAATGTTAGCAGTGGTCACCACCATGCAGGTGAAAGTCCCTTGGTCGGTCAGCCTGGCG
CCAGACAGCAGCAGGCTGGAGTTGGCCACCATGCTCACACGATGCTTGAGTGCGTCGGGG
ACGGAGATTAGGGGGTCCTGGTCTTTGCTTTTGACTATCAGATCCTGTGGAGACCCGTCT
GTTTTTTGATATTTCCATTTGATCATCATGGTGTTTTCTGTTTGGATGAATGGGTCGCAG
GGAATCTCTATGGTTTCCCCGAACATGCCGCGAACACTCGGCATACATTTGACTTGGCAA
AAGAAGAGCGCCTGGATTAGCAGCGCACAAGCGCATCTGGCGGACAACAAGTGCATCCTC
GCGGGTCTGTCAGATCCTCCGTCAAATTTCAAGGTAAACAACCAAACAAACAAACAAAAA
CAAAAACACCGTGCTCTTTTATCAGATGTAAAGAATTATTTGTCCTCGCGCGCCTGGTAG
TAGTTTCAGTTTTCTTCCAGACTACGTGGCACGTGCTCGCAAACTCGCGCTCCCCCGGCC
ATAATGCCCGGGTTAANCGGCCGGA
>CL7033Contig1
GTCACCAATAAAGTTTTCATACTGTATATGAGAAAAAATCACATTGTTAGAAATTAGTCA
AATTGCATGTAAATTAAGTCGTTCAATGACGAGAAATGTCATAAAATTATGAGAAAGAAG
TCGTAAAACTATAACAAAGTCAACATTTTACGTGAATGAAGCTGTAAAATTAGGAGAAAA
AGTTGTAGAATTATGAGATAAGAATCATCTTAAGAAGTCAAAGTCACAATTTTACGTGAA
CATTAAACTATGAAAGAAAAGTTGTAAAATTAAGAGAAAGAAGTCAAAACATACGTTAAA
GTTTTACAGTTATGAGGAAAAAAAATCATAATATTAGGAGAAACAAATATAAAAATGTTA
CGTTAAAGTTCTACAAAAAACATATTTTCTGTTTCCTTATTAAAATTGGTTTCAAGGATG
TTAATAGTTTTCAATTTGGCACATATAAGAGACAGTAATAACAAAAAACCAGAAATGTTT
GAAAGAGTTTAGCTTATTAAAACTTATTAATTGAAGTTTTTTCCTCAAACTTTCCTCAAA
AACAACAAATCTGTGAATTTGTGAAAAGGTTTTATTTACATTAAAAAAGGAGAATTCCAC
ATGTCAAGTGTTCAGACTGCAGCTGTTTCCACATAAAGTTGAATATTTTGTCTAGAAAAT
GTTTGTTGGTGGGAAACGTCCCGCTCTGGGCCTGCAGGCTCTTCCCTCTTCATCCTCTAA
GTTTGGCACGAAGGTTCTTCAGAACCGTCCCGGCCGGCGCCGCTCCGGGCCCAGCAACTC
CCGGGATCACCTGATGGTGCGGTACATCATGGAAGTCCACCGTGGTGCATCGTGGGGAAC
TTGCCGATGGAGCTCTCCTCCACCGGCGTGTAGACCTTGATCTGCCGCATGTGTGTGTCC
CGGCCGTTCTGGTGGTTGGCCAGAACCGCGATCTGGATCATGAAGGTGCTGATGGGCTCG
TTGGTCCGNTGGTTGAGCAGAGAGATGTGGATCCAGCCGCTCGGTTCCACCATCTCCAGC
TGCCGGATCTCCTGCAGGTTGTGAAAGTTGTTGCCCACTCGGACGGAGATCTTACTGGGN
GTGTAGCTCTCGTCCGATTTGTAGTCGGCGTAGATGCAAAGCATCTTCACGGTGGTCCTC
CTCCTGAACTGTATGTTGACCANGTGAGGCTGTGAGNCGTCCGACTGCCAGTACGTCTCC
AGGTTGTCGTC
>CL7034Contig1
GAGAGCCAGCAGAGCCAGACATACTCTGGGAGCGAATGGTGGCCATCCAGCCATCGACGA
GAACGCTGGCCAGCTTTCTCAACTCGTCAGTGTCAGCACTTTTGCTCAGCTGCTTCACCA
GCTTGGCTGTGTTGTTCTGCTTGAGGTGGTCCACTTTGAGAGGCAGCTTCTGCAACGTGA
GCAGGATGAGCTGCAGCAGCGGGGTGTTGTTGGTGGTTTTAGAGTACGTGAGCCAGGAGT
TGAGCAGCCTGTAGCCACCGACTCTGATGAACCTGTTGAGAATGTCATGTGACTTTGTCT
GCAGCAGTATGTTGAGGTACATGCATCGACTGACCATCTTTGTGGAGGCTTTCATCAGGC
TGAACACTTTGGGGACCCCTTCCAGACTGCGAAGCTCCCCATCCTTTCCCATCAGAGACT
CGACTCCTTTCAGAATGTCCCTGGGGTCCACCGGTCCCCCCGCCATTTTATTGATTCTAA
AGGTCCTCGGCGTCTCGGGAAAACTATGGTGTGCTAATCAGGCACTTATAGTTCTTTTTT
CAATATAATGTAAAAGTTCATGGTTTTAATATCAACTTAAATACTTATGGGTGGGGCTTT
GATAGCTGCTAAATGCTAGCCTTTCCTTCGGAAAGAAGCTGGAGGCAAAAATAGTAATCA
AATGTCCATTACTTGAAGAAAAAACATCAAACTGAAGAGAGTTCTTCAAGGTCCTCGACG
GCTCAGTCTTCGTCAAAGCAAATTTATACCTTTGACCAAATCCAGGAATCCCCGGCCATA
AGGCCCGGGTTAA
>CL7035Contig1
AGGAGAAGTGTGAGGAGGAGAGGATCTCTAAGGTGGCTGCAGAGGAACAGAGGACAGAGG



AGGAGGAGGAGTTTGGGGTGTTTATGCAGGCGGAGGAGGCGCCAGCTTGGAGCGANGGGG
GTTAACATGTGTGCCTCGTCGCCTGGTGAGAGCGCAGAGAGCGGCTGCGGGTCGAGCCTC
TCCACACCGGTAGGAGAAGATCCCTCCTCTCAGCAGTCTGAGGCCTCCTGGGCAGCCTTC
CCTCTACAGAGATTGGACACAGGTGTTGGGGAGCGCCAATGGTGGCCCACCAGTGCTGTG
GAAACCAGGAAAGACAGGCTGTCAACCAATCACAATGTGGCATCTGTTTTTGCTGTAGCT
TTCCCCGCGCCGCCCAGGAGTGACCTCTGCGACCTCAGCACCATCCCCACCCTGACCCAG
CTCCTCAGAGGCAAAGCCAACCAAGATCAGAGTTTGCTGGAAAGCTTCCATGACTTGAAC
AAAATGATTGGCCAGAGATACAAGAGAGGCAGCAGTGTGTCTCGTCAGCTGCTGCTCAAG
ACTTTGCATCTCCAGGAGACGGACACTGTGAGTGGGGACGCCGACCCATGCACGCACACG
TGCACAGCCGCACAGGAAGTACAAACCGCCCCCTGGACTACTAATCGTCGCCTCTCCCCT
GGCCTCCCATCATCCAATCAGCATGCTCTGAGCGGCAAACGACGACTATCCTACGACTAC
AACAGAAACATGGCGGAGTAGCTCTGCTGCTTCTGCTCTGTCCCTGACTGCCTGAAGGAC
CGCAGGTTCATGCCGTGTGATTGATCCCCCCGTTTTTGCACTCTCCACGTGACGATCCGG
AGAGAGTGANCGGGGATTCCC
>CL7036Contig1
ACCTGCTTCAGTTCAGAGCCAGGATCTCATTAGCTTTCCNACACAATCTATGAGCGCCAT
TGCTTGTGTTGAGTAAACTCCTGCAGTCAGTGTTTATCTGCATTTCCTTCCACTCCAACA
GGGACAGGGAAACATGGCTGTGGCCAACTTCCAGTACATTACCAGGATGAGCAGTGGCTT
CAAGGTCTACATACTAGAAGGCCAGCCTGGTCTCCGAACCGAAGACCGGTACAGACACAT
AGGGAATGAACGGACACGAGCCCCAGCCCCATATCCNATGAAACGCANGTGCTCCCACGA
CAAAGGTCTAACCCTGGAAGAAAGGCGAGAGCGGGCCATAAGCAAAACCCTTGGCAAAAT
AAGCCAGAGAGCAGCACCAGCGTCCGCGGTGATCCAACAGAGTCCCACATCTCCAAGAAG
TCCGATACCCAGCCCACTGCCCACTCATGTCTACTACACACCAGTCATGGATGAACCACT
GGCCCTCATCAAGAAACCAAGAAAAGAAGTTGAAAACACAGAAGAAAAGACNAAGAGTTC
ATCTCCCAGTCAAACCCAGATGCGTCCCTCTGTCATCACTTGTGTGTCCTCATCCNGAAA
ACCGTCCTGCACATCTGTGGTCCACAGGAGCCGCTCACCAGTGGATTCCAGTCGCAACTA
TGACCATGTGCTGGAGGAGCATTTTCCAGAGGAGCCTGGGAAAGAACTACCAAAAATCGA
GCTCTCAGCAGCTCTCCATCAGCGTGTCTGTTGATGACCACTTCGCCAAGGCTTTGGGAG
ACAAGTGGCTGCAGATAAAATCCAAATCTTCCTCCTGTTCCTCCACGCCTCCAAGCAGTC
CAAGTGTCACCCACTCCCCCAACTCCAGCAACAGCCCCACTTTGTGCCACAAAGAAGCCA
TCAGCAGCTCGACTTCCAGCCACTGGTCTGCGAACTAAAGCAGAAGTGACCCCTGATCCA
GAAGGAAAACTGGACTTTGGGATGTTTTTGTGCTTCACATCAAGCAGCTCTGCTTGGCAA
AGGGAAAGCCGACGCAAGAAGCTGACAGATGCAGGAGTGTCATCTCCGCTGACTTGTGTG
CGTCCACACCTATTCAGCGTCGATGCAGACAAATGTAGCATTAAAGGGGATATCCTTGTT
TTGTTACAGCTCTCTCCTCCGCTTAACACCTGAACACCTGCAATAATTGTAGTATGATGA
GACAAGACGATGGAAAATCAGCTAATTATTCCTTTACATTTCTTTAACTCTGTGCCATTC
TTATGCTGCAGCCTGAATGCTACAATTTCACAGTACTGTATTTATATTCCTGATACTTTT
GGGTTTTCTCGTAGTGTACATGCTGTCTGCTTTGTTTTTTAATGCCAAAAGGCAGTAC
>CL7037Contig1
CAACCATTTTTTTTAATTAGGTAGGAGTCAAAATATGGACTTTCCAACAAACAAAAATAA
ATGGAAATAATAAACATGTAGTTATCAGTTAACTATGGCATTCTAGAAAACACATCACAC
AAAATAGAATTTTTCTGATCAAGTCAGTGAAAAAACTCCAATCTTTTTTGCAAACAAATC
AATTCATATTTATTTACAGATCCACAGCTCCATAGGAAAAGTAAGTAAATCCAGACACTA
AGCTTTTTCCAGGGTCTTCTGTGACTGACTGAACAGCACGCTCCCTCTACACATCTCTAT
CTGTCATTATGCTGCTGTAATTTCGTGCTAACAGGCATGCCGTATTGTGTAGAAAAACCT
AATAAATACCAGTTTTTTAGAAAGAAAAAAAGGCCTAAAACGTGTTGCATGGGTTTAAAT
ATACAAATAAAGTTGAAAAATATTTTTGAGTCTGCTGTAAGAGCAGGTTCCATAAATGCA
GGATTTCCTGGAAATGATATTCAAACTACATGTTAATGGATTACAGAGTGTAGGCTGAGA
ATAAAGGGATGGAAATATGAAGAACAGGAAGAGATAATCATCATACATATTTACTACAGT
AGAGTACACACTTATTGACACACAACCAACTACAAGGAGGTGCAAATGTCTGAAGAGAAG
TAAGGTTTTCCAACACAAATACCAACCACCATGATCATCCCTGAGAACATGTTTTGGCTC
AGAACTTGGTGTTTTCTGAAATGTATGCTAACAAATTCAACACATCCGGCGTAGTTGACA
AGATAAAAACTTTTGGGCTGATAATTTAACCCGAGTTGGTTTACTTGGGATTTCGAAATG
AACTGCCATCAAGAAAAGGCGACTGAAGTCCCTCCACTGCACACAAAAAGTGAATGACGG
TACAGCAGAAAAGAGAGTTCTGACAGGAAAGATCTCGCCGCCGTGGCTTCGTCATTAAAG
TTGACCCTGATTGAAAAAGAGTCT
>CL7038Contig1
TGTGTTNTTTCTTTGGTTAGTGTACAAAAAATTAAGACATCAATACCATTCTAATATTTA
AAAAAAAACACATTTGTTTTCTTGTATTCTGACTTATAATTCATAGTCAAACAGAAAAAT
GTTAATGTTTTTGAAAGGAAACTCAATTATCTTCTGTCTCATGAAAAACAGAGACAGTTC
AGCTCATTTGATCGTGAAACGAAATCAATCGAAAGGTTCAATATTCTGTCAGAAACCCCA
ACCTGGTTTATTGTTATTTTTTTAGTTGTATATGTGTATGTGCATTATTTCATCATTGAA
TCTGGATGTATGTAATCGTTTAAACTTACTGTGTATCTGAATGTGAATCAGAAATAAAGT
TAAAAAACAACAACAAGTTTTGCACGAATCTCTCTCTTCTTTTAAACCCTTTTGAGACTA



ACGCAGGGTCAATTCAGGTTTAGTCCAATCAAAGGACTAAAAATGCTGAAACTCTTCCCT
CGGATGTGGAGCCACTGTGTTCCGATAACACCCGAAAAGTGACGAGTCGCCATCCGCGCT
GGTGTCCCGAACCAGACCTTTCATTATCCCTGCTGCATCACCTCCTGTCTCTGTACCGGC
GATCCTCCCGGTCCCTGTCCCGATATCCTCTGTTTTCCCTGCTGCCCCGCCCCCGATCCA
CATCTCTAGTATGTCGGTTCCGGTCCTGCCATGCGCTGGATCCGGCTCTGCCCCAATCCT
GCAC
>CL7039Contig1
AATATTACAAGATCATTAGCGGTACGATGCCATGAAGTGTTTTTATGTACAGTTGTTTTT
GAAAAAGTGCATAGTGTTAACAGAAAAAACGGCACACTGAACATCTGAAGCCAATGGTAA
AAAAAAGGAAGCTTTCTGTAAAGTCTACAGGCAAAGAGGAGGTTGCATTTTTGCACAAAT
CAGAGTAAAAGAAACAGAGTAAAATAAATCAATGTACAGTATTTATTTGTATGATCATTT
TGGGATATTTTACAAGACCATCCATTATAGAGGACACTACAGTGCTCTCTATAGTTTTAT
CAAAATAATCACACAACTATATTAGGAGTTCTGTCCACCTCCTGCAGGACAAAAAGTGAT
GCTACCAACTGTAAGGGCTGTAGGCGGATGCTGACCTCAAAAAATAGAGCAATAGACAAG
AACCAGTGATGCAGTTTTACTTGGACGTGTGCAGGACGGTACCACAATCTGAAGAAAAAA
ACAAAAAAACAAAAATCAAGTGCAGGGATGAGTCAATCAGACGACCATTTTCCACAGATT
TCAGGCCATATGGCTGCTGTCCTTTAGTGTGAATGAGGCGAGACGGACTCTGGTCCTGAA
GGCAAAGACGTGCAGAATCTTGACACGAGGAATCACGTCTTCCAGCCGTGGTAGAAGGCC
AGGGGTCTTTTTCTGCTGTCCATTTACAAGCGGGGGCAAAATCAAGCACCTCTCCCTCGT
CCTTTATCTCCCCGAGCCCACATGTTCTCGTCCTCATTTCTTGACACAAGAGGGCCAGTT
GAGGCCTCCACAAGCCGCAGAGACGATGATGTAAAGGATCACAAAACACACCAGCACGAC
GAGGAGCGTCAGCTTGAGGTTCTTCATACACATGGCCCTGGTGAGGTTTCGACTCGTGGT
CTTGAATGTGACGGATGAATCCACCAGATTTTCCGTCTTGTCAATCAGCAGCTCTAGTTT
TTCTCCTCTTTGCGCAACCAAATCGATGTTGCGGACCATAATGCCCTTCAGGTCATCGAC
TTGCATCTGAGTCTCAGTGACACGATCCGACCCCCGAGGATCTGATTGGTGTTTCATCTG
AGCCGCCAGCGTTGAGGAGAATTCACTGTTCATGGCGTAGGGAAGGGCGGTTTGAGCTCT
GGAGCCATACGTCGTCTGGAAGCGCTTCTTGACTTCGCCAAGAAAGGTAAATGCACGAGA
TCTTTCAAAGTCATCATCAGTGATGCACAAGTATATGATTCTGTCATGGCAGATGTAATG
AAAGAGGTAACTGCCGTGGCTGTAGGTCAGTTTGTTATTCTCTGAGGGGATTTTGGCTAA
AATTTGTTCTGTGACTTCCAGGAAGTTGCCCCCGCACCAAGCATGTTTGGCCAAAATCGT
GGTTCCACGAGCCACCACAGCAAACAGGATTGCCATGGTAACACAGCTGGGTTCTCCGCT
ACGTTAGTTTTCTTAACGTGTCAGCGCCACTCAAACGAGCTAATTATTTTCCCACATTTA
TAATGTGTCAGCTGCTAGCAAGCTAGCTAATCCCTTTCGAGTGACTTCTCCC
>CL7040Contig1
TCCTTTTTTATGAGCTTAGAGCCTGGNTACAAAAAATACATGCACAAAATACTACAAAAA
TAAATGTAACAGAATGGTTGAAATGATTTTAAGTCAAGTGGCTAAAGTAAAAGGACTTTT
AAGCTCTTTCTGAAATACACTGATGGGCGAGTTTGTTTGAACAGGAAGACTGAATAATAT
GGAGTAGTTCTTCTAGAGTAAAAAAATAACTGGAAAAAAGACAATAACTTCAGTCATAAT
TAAAAGAGAGGAATCCTTCAAATTGTGCATCAACTGCACGCTCCACATATCCACCAGAGT
GCCTTTTTTTAATGCATTTAAAGTCTATAAAGTAAACAATCCATCGCGATTTTGATGGGG
CACTGGTGGCTTTTAGTAGATAAAAAGCATTTGCACCTTCTTCAAGAATCTCAGTCAAGT
CCGTTTTTTTCTTCTTCTCCAAGTCCAAGAGTTAAGATCACTGGAATGAGAGCAAAGCCC
TTATTCTCGCAGACTGTTGATAGAGGCACAGATTTTAAGAGCTGGACCCAGCTTGATATT
CATGGTGGAGATGAGATGATCCTCACGCAGCAGCAGGAGCGCCTGCCCATCGATTTCTTG
CGACAGGAAGTGGGGAGCCAGCTCTTCACAACCTTGAAGAGAGGAAATGAAGCGGCAGAC
TTCTTCCACGCTCCACTGGGCTGGAGTTGCAGATAGAAAACCAGCTCCCTCTAGAGCGAG
GCTTCCAGGAGCGGAGCAGTCGGACTGAGGAGCGCTGTGGTCGGCTCTGGAGCACGAGTG
GTAGGAGTTTGGGGAAAGCGAAGGAGAGTCTTCTTCGCCATCACTTGATACGTCCTCGGA
GTGACTGGATTCAGAGTGGCACTTGACAGAAAGATGCTTGTTTGATAATTTGCTGTAGCT
GTTATTGGAGCTGCTCCTGCGAACAGAGCCCCTGTGCCGCTCTGTGGGTGTGGGGGGCGG
GGCCGTCCTCCCCCTGCTGGACTTGAAATGTTGGCTGCAGCTCACGTTATACCTCTTGGC
ACAAGTATTGGAGCAGAACCTCTTGGATCCTCTGAACTGACTGGCTGGAGCGAGGCATCC
GCAGTATTCACACTTCAATAATGGGGGTCCGTTCTCCGTGCGGCCAGCCAAGGCAAAGTC
TCTGTCTTTGAGAAGTCCAGCAACAGGAAACGGCTCGGCTCCCTCCTTAATCACAAACCC
CTCAATCAGGTGAGTGAGAACTTGAGGTTTGACCACTGCTTGTGGAACGAGCGCCCGCTG
TTTGTCGCCAAGCCCGACTCTTGACAAGGGTGGGGGCAAGGACAGGATGGGGGGAGATGA
GAATGGAGCCTCTGTAGAAGGGGCTGAGTCTTTTGGGGGGGCAGGAGATAGAGGGGGAGC
AGAATCTTTCATGGCTGCACAATCGGAAGATTCTGTCCCATCATTCAAGGTCATAAAGTC
A
>CL7041Contig1
AGTAGATGCTCGTGAAACACCTGATAGATCGCAACAGCCTTTCTGAGTGTTCTAAAGATG
CAGAAGTGGGTTGTGATCTGCTGGGTCTCCCTGGCTCTGGTCGCTGCGGACATGTGTCCT
AACGGCGGGAAATGTGAAAAGGGTCAAACTTGCTGCCAAAGCCCATCAAAAGACTACGAC
TGCTGCCCGTTTGATGAGGCTGAATGCTGTGGGGATCATATACACTGCTGCCCTAAAGAT



ACACTCTGTGATATGACCACATCCAGCTGTGGAAACGCCACCCTGTCCATGCGCTGGGTG
GAAAGACTCCCTGCAAATCTGCAAATGGCCACCAAATCTTTCAGGATGATACGCTCATAC
ATGGGTGAGGATGAGGATAACATCTGCCCCGACCAGTCCAGATGCCCGGCTGAGTTCTCC
TGCCTTAAAGCTCTGACCCGCTATGGCTGCTGTCCTTTAGCCCAGGGAGTCTCCTGCCCT
GATGGCAAACACTGTTGTCCTGAAGGACACCAGTGCAGCCTGGACAGCCGCTCATGCGTC
AAAAAAGAGAGCATCAAAACGGTTCTGTGCAAAGACGGAGTGTCAGAGTGTCCAGATGAA
ACAACCTGCTGTGAAACCCAGGAGGGAAAGTGGGCATGCTGTCCCATGCCAA
>CL7042Contig1
TAATGAGTTTGTGTGACACTTNTGTGGAGTTTACTGAAACACCAACTGTTTATTGGTCAT
GAAGCACACAAAATATATTAATATTTAGTAATATATAGTACTATTATATAGCAATATAAA
TCTGAAACCCTTCATGTGCACTACAGTAAGGTTGAAGCAGGCGTTTGAGTCCCTGCAGTG
ACTGAGTCAAACGTCGCTGGCCTTTAAGCCGGCAGCTGAAGACCTGAAGCTCCTCTTCAT
CAAACTACTCTTTCACAGAAGGAACCAATGGGGATGAAAGCGAATAATTTAAAGCGAGAG
CTAAATGTTTAGGTGTTAACGTCGGGTTCAGGAATCAAACAAAGACCTCTGGAGCAGGAG
ATGCTTTCAAAGCAGCTTCTAAAGGAACTCTGGGTTTCTGGTAAAAGAACTGCAGAACAT
CAAAGACACCCGAACCCCCAAATCCAGGTTTCTGGTTGAGACGATCTTCTTCCACTTGGT
CTTTTGGACGTTCAGCTTTCAGAGAGCGCCTGCAGCAGAAGCTCTCAGGGGGGAGGTTAG
TGTGAATTACAGCACGGCGTTAACCGCTCAGATGAACTCCAGGCCCTCGTACTTCACGTC
TCCGATCTCTGTCTCTGGCAGCAGCACCTGCCCGTCCAGACTGAAGGCGGTGATGTAAGT
GGCGATCTTGCCAGCGTCTTC
>CL7043Contig1
ATCTGTGATGACAGGATGATTTAAACAGATGACAAAACAAGGGCTAGGAAGGACATTCTT
GACTCTAATCGGAAAACTTAACAAAAAATGTGAACAAAATGGTTCTGTCAGCACACTTCA
ATATTTATATTTACACTTCCTTTAATTCATTCACTCACTCAGACACACAGAAAGTTTCAC
TGAGGTATTAAAGTCGTCTCAATGCGCGCTTCTTATCGGCTTTCTTTTTCACTACATTAT
TGATGTTGCTGCTACTGTTGCTATTGCTGCTGGCTCCATTGGCACTGTTACCCAGACCTG
CTGGTACACTGGGTCCTGCTCTCTTTGTAGGGTCGCCCGCGTGCTTTTTTGGCTGAGGGC
CGTCATTCGGATCCTGAGGTGCCCCCGACGTACCGCCCATAGCGTGGATTTCTGTGAGGA
GGCGGGCTCGGGACTCGTACTCTGCATAGTCCTCCAACAACAAGCGCCCGGCCTCCTCGT
TCAGAGCCGACTCCGGGTTTGGATGGATTAGAAGACACTTGATGGTAAGTAAGATGTGTC
TGAGCCCGAGCTCTGCCTTCCAGTCCCTCTTCAGCACATTCACACAGATTTCTCCTTTGT
GGCCGACGTTGGGATGAAAAATCTTGGTCAAGAAATACCCCTTGGGTGGAACAGCAGGGA
AGTCCTTCCCGAGGACCAGACGCATTCGGAAAATGCCACCAGCAAATGGAGTTCCCTCTG
GTCCTTCAATGGACGTGTGGAGTTCAGTTATGTCTTCCTCACTAGGATAAATCTTTATAC
CTTCAGGTGGATCTGCTGCTAAAGCTGATACCTCTTTGTAGACCAAGCGCAGAACATGAG
GGGGCAAATTCTCAACATTTGAGTTCATCTTCGAAAAGGAGATCTTTTTGGTGAATGGTT
GTTTACTGGAATGGGATAAAACGAAGCTTTTTCTGCTACTATTTGAGAAAAAGTATTTTG
TAGAAACTTAATCACAAAAAAAACCCTGATTACTGTCCTTTTCGCTTTAACGTTGACACA
GGAACCCCCGGCCATA
>CL7044Contig1
TTGGAAAAGGGTGCCGACCCCAAAACCATTGCCAGGGAGCGAGAGAGCGCCCTGACATTG
GCCAGCTCTGGGGGTTACGTGGACATTGTTGAGTCACTTCTCAGACACGGAGTGGACATT
AACACCTACGACTGGAATGGTGGAACTCCTCTTCTTTACGCAGTACGAGGGAACCATGTC
AAATGTGTAGAAGCGCTACTAGCCAAAGGAGCAGACATGACGATTGAGTCGGACTCTGGC
TACAGTCCGATGGCCTTAGCGGTTGCTCTGGGACACAAAAAAATTCAGAAGGTTTTGGAG
GACCACATCCTGAAACTCTACAGGCCACCAACATGACACCAAGCTACAACCCATCCATTG
AAAAAAACCCAACGGATTTGATCACAGACCTACAAGCCATTCAGATCTGATGAGATGGAG
GGGGGGCCCCCAAAAATACGTTTAACGTTATCAGAAAGTCTGTAGACACGATGAAAGGTG
AACTCTGGAAGCTGAACGTGTTGATGTAAAAGCAGTTTATTCCATTTGAATACACTTGAT
TACATTATGTCAAATGTCTAGAGAAGAGGTATGACATGCTATTGCTGTGCAGTAGAAATA
TTTTGTCTTAAAAAAACTGCAATAAAGTTTTTAAAAATGCTCCTTTGCAGACATGTTGAT
GCCTTAATCCAGTCTCAGAAACAGATGCATTCAAAACCAAAGCATCCGATTGATTTGAGA
TGTGGGGGATTGGCAGTTCCGTCCATGAAGGCACTTATGCCAAAGAAAAGACAGATTTCC
TAGAGTTCTCAAGGCGGCAGCGTAAGACAAGAATTTCCGTAGGACCCGTTCTCCTTTACG
TCTCTCACCAGCATGGAGGAAAAGGTCATGAGGCCTTTTCCCCGAGGACATCCAGGGAAT
AAACAATAATTCTCCCAAAAAAGTCAACACTGTTCTCAAAAAATATTTTGACTTTGTTCA
CTGTAGTGGCCTCCTGTATGGGAAAGCTCTGAAGGGCGTTGTTGTCTTCTGGGTAAAACT
GGTCGAGCTCGGTGAAGTCGCCATTTTTCAAGCCCCCTTCTAATCTGCAGGTTTTGGCTG
AAAAGCCTCCCTGAAACTGGACTTTAACTTCTGACACCCGTACAGGCCCGGGAAACTCCA
GCGACACCCACTGGCACTCACCCTGGTCTGAGTTCCAGCAGGTTTCCTCACCACAGTCGA
ACATGTTCTTCTTTCCGTAGTTCTTTCCATCTCTGTTTAGCACCGAACTCACCCTAAAGC
AGAGGGAATCGGACACGTCACTGCGTCTGCAGAGCGTCCACAGACGCGCCTTCCCCCGGC
CATAAGGCCCGGGTTAAACGGCAGATCCC
>CL7045Contig1



GGTTTACCGAACCGGACTGCGTGAAGCTCTGTCACAGGCTGGTGGACGGGCTGTGCGGGA
GGGAGCCTCCCTGTCGGGGCGAGTATGGCGCCACCTGGAGTCTGCAGGAGTGGGCGGGGC
TGCGGGACTCCTTGACGGCCCTTTTCTGTCGGGCAGTGGGGAGCAACTCTGCAGACGAGG
AGGTTCTGGCTGAGCTGCAGAAGCTCTGCAGCAGACACGCCCACGCCGTGCTGAACGTGC
TGCGATCCCGCCGACGGGAGGTCCGGCTGGCTCTGCTCAGCAGAACCGACTGCATGTCGT
CTGCCGCGCTGCAGGACTTTGACTGGAGCCTGAAGTTAGCTTTATCCAGCGATAAGATCT
CGTCCCTCAACACTCCGCTGCTCAGCCTCAGTCTGGATGTGAGGGAGAACGGAGCGCTGC
GGCCAGTCGCCGTGGAGATGAGCAAGGAGGAGCTGAGCGCCCTCATTAGCTCGCTAGAAG
CTGCTAATAAGGTGATGCTGCAGATGAAGTGACGAAGATCCTCAGGATTGAGGCTCCTTT
CTGTGCTGGAGTCCCATCATCATCATCCAGCCTCCTTCACTTCCTCGCAGCATTCAGCGT
CACATGAGTGAGGACTGTGGGTGAAGGATTTACGACAGTAAAAGGAAACAGTGTCATGTG
ACTTTAGTTCAAACAACCAGATCAGCCTTATTCCAAACCCCCCCCCCCTACACCTGCNAA
TCAGAAACGNAGAAATAAATGTAGAAACCC
>CL7046Contig1
AATTTTATTCTTTTGATTTATTAACAAGCCACAGGAAGTGCACGGCCATCCAGCACAGCA
CTGAAACATCCCATCTTCAGTCCAGAGGCGTGCGGCTCCATGCAGAACCTGGAGGTCCTC
CTCCTCTTCCTCCTCGCTTCTTTAAAAAAAATGTAACCAATCGTGGTAGTACCGTACCAA
ACTGGGCCAGCGGAGCGCGGTGATCCTCGCCAAACACGGATGACGGCTGCAGGAGGCGAC
ATGAGCGCGGCGGAGGAAGCTTGGACTCAAACAGCAACAACAATTATAACTATGGAAAAC
CTCAAACTTTGTGCTGCAGAGTCGGAGCTGAACCCATTTGCTTTGAACTGCAACCGTTTA
CCCAGAATTCCTCTGTTCACTTCCTCCCCCAACAGTCCAGCCCCCCCTCTCCATCCTTTG
TGTTCTGCTGTAAATAAAACTAAAATAATATTATGAGGATAAAATCGTAGCAGCAAAGAA
GTAACAGATGAACAGCGGCTATAGCAGTAAGTGACCCTTGAGCAAATGAGGAAGGCGTGG
CTTAGATGTCCGTGGGTTTGGGCGGGGTCTTCAGCTGAGCTCATCTTCCATGGGTGGGCA
CCCTGCCGAGGGCCGCCATGACGCGTCTGAAGCGCTCGCA
>CL7047Contig1
AGCAGTCACTGTCACGCTAACAGTTTTTTTTTGCACATAAAGTACCAGGCATTAAGTTAG
GGAATCCAACTGTCCTTGCACCATTTCAAGCTGCTNGTAGAACTTAAGCAGCTCGTCGTG
GTTAAACTCAACAAAGACGTTCTCNTGAGCCACAGAGTCTTCGCTGCGGAGCCCCAGTTG
AAGGACAGCGCTGGGAGACTTGAGTCTGGCCTGGCTGGACTGGGCCATCTGTAGGTTCAA
CTGCCAGCCAACATAATCCAGCTTCTTAGGAGCAAAAATGTTACGTTTTAGCTTCTCCAG
GAGGTCAGGTCCAGCTGTGGCCCAAGCCTGCGCAAACACCTCAGCCTTTTCTGGGCTCAC
ATGAATCCCCTCCAGCTGCTGCTGCAGAGATGCTGGTTTTATGTTATGGTAAGCTGCCTG
CTCAAGTACAAAAGCAGTTGTCTCCAGGACTAAATTCAGACCCCGTTTGTCCAATGAGAG
AGCAACCTGGACTTTTTCTTCTTCTTCTTCACTGAATGGTTTTTCCCCCTTCAAATGAAG
CTTTTGAATGATCCGCGAGATGAGCTTGGAGAACTTATTCAAGTCAACCGTGTTGATGAA
GGTCACCGCCTCTTTAATGCTTTGTGTTTCTTTTAAGACAGAAGCCATTTCCCCCGTTTT
TTAATTCTGTATTTTGAGAAATAGTATCAAAAAAGCATCATCCTAACTGTTGACACTTTT
ACTTCCGGATGACGCTCACGTGACAGTCCCC
>CL7048Contig1
ATTCGGCACGAGGGCGTCTAGAGGCGCTCCCGGNACCGCATGCAGTGATTTTACCTGCAT
CCGCTCTTTATCTCTTCATCCACGCGGATGCGCAGCTACGCGGTGAGGATATGTACCAAG
GCATTATGACCACCAACCATGGACCCCCCTCCTACGAAACCGGATTCCTCCACAACGCCA
CGGCAGGCACCTCTCCGGTTTACGTGCCCACGACACGGGTCGTTACCCCCATGATCTCGG
CGCTGCCGTACCTGCAGACGCCCGGAGCGTCGCAGCAGGGCAGTCCGGTGTCAAGCCACT
CAGCCTGGGCACAGCCAGGCGCAGACTCGGTGCCTTCTTACAACCACACCCCCGTTTCGC
CTCGCTTCACCTTCTCCACCAGCCCGCCGCTGTCCTCCGGGATGGCGACGGCCCGCGAGA
CAGCAGTGTCCTACTCCAGTCCTCTGAACATCTCTGCAAACGGCAGGGAGCACTACAGCG
CCCGCAGCCTCAGCGGCTCCTACCACAGCCCCTACCCGGCCTACATGAGCCCAAATGTGG
GCGGCACGTGGCCGGCGTCCCCCTTCGACAGTCCGGTCCTGCACGGCCTTCAAGCCGGCG
CGTCTCCGAGCGCAACGCGGCACCCAAACATAGATTTGTTTGATGACTTCGCTGAAGGGC
GAGAATGCGTGAACTGCGGCGCGATGTCAACTCCTCTCTGGA
>CL7049Contig1
CATTTTGCTTTATTAATATTTGGTGCTACACTTGTGTTAAAAATGAAAATTATGAAAAAA
AGTATTAAAAAAACAAACAGAATTTAAAAAAAGAGTCTTTATACAGAAACATGATTTAAG
CTTATTATCCAGCAGCCGCCCAGCTATGTGTTTTCCCAGATTCTCCTATTAGGGCTGGAA
CCAGTACACAAGCTGTCAGCGCCTCCTGGTGGTCATCCAGAGTCACTGCTAGTCCTCTTA
GGCCCCCAGTTTAAACCATGGTGTGTTTTCGGGGGCGTGACAGCGAGTCTGTCACGTAGA
TCAGGTGTGGGAGCAGAGAAGCAGGTGCAGCAGAGGATCCTGAGGAGCAGACGCTGATCT
GACACCAGATCCTCTGAGGGCACCAAGCATGTCAAGACTGACACAAAAACAGCGGCATAC
ATCCATGTCACTGTCTGCAGTTAGCCAGGTTCCCTCACAGTCTGCTGGAGTTTCCTGGTT
CAGGCTCGGTGATCTGTGGGAAGTGGTGCCAGTTTTATGCCACTCTCCTCCAGAGCCATG
AAGCAGCTGCTCTGCTGTCCCGCCCCCACGCCACAGGTCATCACCATGATGGGACCTCTG
TCTGCCTTCAGGTGAACCTGGATACTGTCCTCTTTAGGTGGAGGAACCTCCAGCTTGGTT



TCTTCTGGAGCTTTGACCACCATGACGGTCTGCTCCTGGAAGACTTGAAGCCGGCTGATG
TCTTCATGGGTCACGAACGCCAACGCA
>CL7050Contig1
TTTTTATAACAAAAATATCATGCAGTCTTTAGTTCCAAAAACCCCTGATGGGATTTATTT
GTTTGTTAGTTTCAGGAGGAAAAAAAACAACCTCTAAGCCTTGAAATTCTTCACGCACAA
GTAAACATTCAAGTCATCCTAGTAATACTTTGTACAGCAGAAAGGTCCTTCGGATTTCAC
ATGTGTGTTTATATAAATATATTATATAGAAATATGCATATACATATTTTCAACTTGTAT
ATGTGTATACATATTTTGGAACTGTATCAAAGCCAATTTAATGTGCTCTCAAAATATGGC
CCATGATTCCTAGTGGGATGCACATCAATTCACATAGTACAACCAGTAGATTAGGTTGAA
AAATCCAAAGATGATGGGGAAAATGACCCGGGACCACTTGTCAATGGTGCTAACATCTGA
GAGGTTTGGGATTTTCAACTTGAGCTTTGAGGAGCGCCGTCTTAGCCGACAGTTGGCCCG
GCTCCTCATGGCACTCCGGTCCAGCGAGTGATGGCTGTAGCCATCTCGAGGCGCCATAGG
CTTCCTGAATTGGACTCCGGAGCTGTCGAAGGACATCACGGAATTCCGAGAGTCACTGAC
GCTGCTCCCCACGTCAGAAGGCATCACCTCGTTGTTCATGTCCAGTGTGGTGAGAAGGAT
GTTCCCGTAGGCATCCACCCCAACTTTTCTTTGTTCCTCGAGATACAGATTTCTTCGCTG
TGTAAATGA
>CL7051Contig1
GTACACTGGAGACAAAAATGAAAACATCAATAAAATAAGTACCTGAAATACATCAAATAA
ATATCTTAAATAAAGTAAAAGCTACAAAAAGAATGGTAACAAACAAAGAAGACAGTAAAA
TGAAAACAGCGCTGAGAAGAATCTAAATGGTGTTGAAATAAATAATAAATACATTTATAA
ATAATGCATTGCTTTCTTAAAATCAGGACATTGACAGTTGACCCCAGTGCACAGTTTCAA
TCAATTCACTTTTTGATCATTTTGATATGTAAACTTCCAAATGTTGTATCAAAGCTCTCA
TATTTGAACTCAAGCTGCTCCAAACAATTTATCCAACTAATTCTCAGTTCCACTCTTAAA
CAACAGAGGGAGCTACTTTAATTTTTTTTAAAAACAACATCCTAATATAATATCAATAAA
AAATAAGAATAAATAAGACCGTACATTTTAAGGGTGCATGTTTGCAGCAGGTAGTTTAAG
TTGAAATTATTCTGAGACTCTCTCGTTCTGAGCATTCTAAGCTCTCCCAGAGTTCCAAAC
AGCATGAATGCAAACTGTTTTCTCTATAAAAGAATCTTTTTACAGCAGTTATCAGCAATC
AGTTCTTCACCTCTCTTCTCTTCTCTTCTCTTCTGAAAGAGTCACTCACTGTTCCTGTCC
CATTCAGATGGTGCCCATCTGAGAAGTGACCAGGTGAGAGGGAGGAAAGGAGTCAAAGGT
CACGTCCAGAGGCAGCTCATATCGTGATGTCTGGAAGATTTGGTGGCCTTGAGGCCCTCC
TGGTAGGCTGCCAGTGCAGTTGGTATAATGGTGGGATGGGAGGAAGTGAGCATGCTGGCC
AGAGTGAGATGTGAAGTTCCTTTCGGATTCATGGGGAGAAGGCTCCTGCTTCAGGGCAAA
GTTACTGCTGATGCTGAGGGGGGGAGTGAGGGGCCCATCATAAGGAGGGGTGCCAGAGCT
GCACTCATTTGGTGAGGGGTTGTCGTAAACAGGGCCTTTGTATCCCTTCATATGGAGGAG
ATGGGATGCCTCCAGGGAGCCGTAAGGTGGACTGGGAAGGCCTGGGGAAGGGTAGCTAAG
TGGATGTCCAGCAACCACACCACCCATTCCTGGGCCTCCGCTCTTGTCCTCCAGCTTGTT
AAGGATCACTGGAGTGGGCCCCAGGTGCAGGCAACCAGCCACAAGATTACTGGTAGGCTG
TGAAAGACCTTTACAAAGCATCTCAACAAACCCAAGACTTTCTGGGGACTGACCACTCTC
AAGCACCTCAGACAGAGCCCAGATGTAGTTGCGGGCCAGCCGTAGAGTCTCAATCTTGGA
CAGTTTTTGTGTTTTGGAGTAGCAGGGCATGACTCTGCGCAGATTATCCAGAGCATCATT
CAGTCCGTGCATTCGAGAACGTTCTCTGGCATTGGCCTTGATCCTGCGGGCACGAAAGCG
CTCCTTTCTAGCTGTAGTCATCTTCTTTTTCTTCGGACCTCTCCTTTTGGGAGCATTTTC
ACCATTTGGTCCCACCTCTTCATCATCATCCTCTTCATCCATGTCCTCACTCCCCAGTTC
TGTGCAGGAGTGGACACGGCCCCCTACATTCAGGCCATGGCGCCCCCTCATCTCTGGACT
TTCATCTCCATCTTGCGAGCTGCCATCCTCCTCCAGCCATCCAAGGGAGCTAACAAGATC
GTTCATATCCCCACTTTTTCCAAAGGGTTTGGTCATCATTTTATCTGTTTTGGGGTACAG
TGGTCGATTTGCTCCAATTTGCCAACAAAATAAATGGTTTGATTTTAGAAAAGCCGCAAA
GTGAGTTGTAATCCCAAAGAAAATGGGTTGTATCAGCGCACATCCGCCTCTGTCCCGAAC
CGTTCTGCTCTGTCAGAAAGCCATGAGCGCGCAGAACTTTCATATCTGACTG
>CL7052Contig1
ATTTGGCTTCGGTGTCTCTAGTGGCTTTATTTAAAATAATTCTTCATGTATACGATACCT
TTATTCACTGCAGTTCTTTTTTTCACACAGAAATAAAAAAATAATATATGTAGAATCTGA
GAATCCAAGACTATGAGAAAAAAAAAGTCAGAAAAGGTTTTTCTCTGGGTATAAACTGTT
CATTATCAGAGTGCCAAGAAGAGAAAAAAATGCCACAATGGTCAAGATGGCACGCAGGGC
TTTGAACCAGCTGGGATACGTTGGAAGTAGAGCGAGATCATAATGCAGTGAGATTCCAAG
TCCCATGATGATCATGGTAACTGCAGAAACAATGTTGTCACTCATCAGCATAGTCACCCA
GGCAAGCAGGGAAGGGACCACACTGTTGGATAGATTTATCCAGTCAGGTTTGGCTGGGCT
GCTCTCAGGAAGTGCAAATCCCCAACGGGCACCACCCAAGAAGGAAACTATGGATGCAGC
ATAGGCTAGCTGTGCATAAGCCAGCTGGGGACAAAAGCTCTCAGTCACAGCCATGAACAG
AGTGGGTGATACAAATGGGATCAGCCCTGCGAACCCCAGGTAAAGGGCGGGTTTGGGACT
ATTCCACAATTGCTTCATGTCATAGCGCAGCAAGTCCAATTCTCGAGGTGGAGGTTCAGG
CTTTGCTCGCTTTTTCAGCCTCTGAGAGGAAGAATGGAAGCACTGGATCCTCGCCAGCAA
AAAATCATGAAAAGTGTTGTTCTTCTGAAAGAGCTGAGACATCCTTAAACCAGTGACTGG
AAGACGTTTCTGGACACGTCCGGATTGAATTTCTGTAAACGGACATGTGCTTAAAGAATG



GCAGCTGAAGGGAACAGATCTGTCAGAGGATACATTCAGACTTGGAAACCAGCATCGTTG
TAGGGAGGCTGTACACTGCAGCACCCGGTGGGCTGTGAAGGAGTTTCTTCCAAATATGAC
TGAGAGCATCTTTGTACAGTTGGAAATATTCTGACTTTACGATGGAATCTCTGCCCGTTG
CAGCAGGAAACACGTTGGTCCGCTGTTTTTCTCCCCGGCCATAATGCCCGGGTTAACG
>CL7053Contig1
GAGGGTTTTTCTGAAGCTGTAAATCTTGTTTTTATGAATCATAATCTTATATCTTCTGGA
GATTTAATATTCAGCTGTCACACATTTCATTTCTTTCTTTTTTTGTTGTCTTTTTAAAGA
AAAAAAAAGATCCATCTGGTGTGTTTTTTATTCCGATATTACAGATTTTGGGGGGCTTTT
TCGCCGTTGTACATTTAATTTAAGATGTTTCCTCTATTTATTGGGCATGGACGTTCACCC
TGTTGTACATTTTTGCTGGTTTTGTTCTCACCGTGACTGATTAGCTCTGAACGAACGGAA
CGGCGGCGCGCCGCCGTGTTCCTGGTGCTCGCCTCTCCACTCCTGCCTCTTTTTTTTAAA
TTTCCTCCTCATATGTAAAATCAAATCTTTATCTTGAAAATAACACACCTTTTCCTGTAG
ACGATAGACACACTACTCGCGTAGAGAAGATGACTAATGGAATGCTGTTTGTATGCTCAT
TAAGGAGAAAAAGTGTTTTTGTGTTCAGGAATTTTAGATGAGATTTTTTATATCTGTTGA
TCATGGGCTAGATGGTGCTAATTGTTCTCTTTGAACAAACCTTTTCGGGGTTATTTTTTA
TTTTTCTTTTGAAATGAGAATTCTATTTTTCCTGTTGCAATATTCCGAGTTTCCTTCTCT
TTGTGGTCGTTTATTTATAACTGCACTGTTTATAGAGTTCACACCGACATCCCTGCAGAC
ACACACCAAACTGAGCCAGACATGTCTTAAACACTTGTGAATTTCTGTGACATTACTATT
AATAAACGCTT
>CL7054Contig1
GGGACTTGTTGTACAACTACATCATTACGAAACAGTCCTTTTGTCAAACCCATGAAGGGA
CTCTGCTGAGGCTAACAGTTTTGATGCAAACGCAGTGAAAGGTTGGCCTTGGAAACCTGT
TATCATGCAGGTGGAGGCTCAGCTGCGTTTGTGTCAGAACTGTTTTTGGTGCTGCAAGAA
TGGCTGGCGAATGCTGTCCCAGAGCTATGCACACAGAAAACCTGTCAACTACTATGACCT
GCTGGGAGTCAAATCTGATGCTACCCTAGAGGAAATCAAAAATGCATTTTTTCACAAATC
TAAAAAGCTGCATCCTGACAGCGACCCGTCAAACCCAGAGCTGCACAGCCAGTTTGTGAA
GCTGAATGAAGCCTACCGCGTGCTGAGCAAAGAGCTGAGCAGGAAGGAGTATGACTTCAA
AATTCGACACCCATACAGCGGAGGTGAGGTCTTCGGATCTGCCTCTAGTTACGCCAGCAG
CAAAAGTGCACATGACAATACTCACTACTGGGAGCAGTTCCGACACTCCCAGCCTCCAGA
GATGACAGCTGAGGAGAGGGAACAAAGGAGGAAGAGGAACTACCGGCTGGTCGCCTACTG
TATTGTTACAATGATGCTCAGCATTGGAGCCCACGCGGTCTTCTTCAGGAAACTGGAAAA
AGTTCACAATAACTTCATGGATGAGAAAGACAGAGTCATCACAGAGATCTACAACGAATC
CAAAGAGAGAGCCAGGATCAACGGTTTTAAGAAACAGACCGAGATCCTGCGGCAGAAACA
CGCCGAGTTTCAAGAAAAATACAAAATGTGCAACAACGGGGA
>CL7055Contig1
ATGGCTTTATTTGGTAAATTTGATGGGATATACACTATAATACTTAGTTATTTACAAACA
TATATGGAGAAGAAGTATAAGATATAAACATTTAGAAGGAAACCCTGAGTTTGGATCCAT
CTGATGTGATCCTCAAACGTTTTGTCCCTGAGTTATGTGCACTTTGAGCTTGTTAATCTT
CAGTTGTCCTTTTCAGTGATGCTGGAATAAAAACAGTCTTTTCCTGTTTGTTCATCCACA
AAAATGCTGCTGTCCTCGTTTTCCTTCATTTCTTCAGATTGCACCTTGTTTTCATATTTT
CCCGTCACACTGAGTCGTTGAGTTTCTAACAGCGTTCCTTCATTGCTCCTCTTCTGTGTG
GGGACCCTGGTTTCAGCCGCTGTTTTAAGGGTGGTCTTCATGTGAGATGGACTGGTTCCC
CGGTGTCGGGGGTGGGCCACGGGCGGTATTGGAGGACAAAATAAAGGCCAGGATGATCAC
CAGCACGATCACCACTGTGATGGTGATGATGACGGCCACCACGGCGTAGAAGCACTGGTC
TGAGCGGAACACCCTGCGCAGGCGAACCGCCGTCCTGTTGGGGGGTCTGCCCACGTTCAG
CACCCCGGATGGCGCCGCTCCTTGCTCCGCCTCACTCAGCCCGTTGCTGGTGGGNGGGGG
GGTTTGGGATTCTTGGTGGGGGATGG
>CL7056Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTCAAAAAGACGGGAGCATTTATTTCACATGTTTACA
TGAACTTCAATAGCAATACAAGACAATCAGAACACTTGAGGTTGATATGTACAACGAGGT
TGCAGAAAAGTTCTGAGGTTTTATACGATCTCTGGCTCTGCAGTCAAGTCTTCAGTTGCT
TCGACAAACTCAACAAGTTCCACCGCCAAAAGTCACTGGCAGGTCAAGGGTCAAAAGTTT
TGGTTTGGTATGTCATGACGGGTCAAGAGTCAACGTCAGGACAGGAGGAAGTGTGAAAGA
ACTCCCCCAGCGGGTACTGATAAAATGCTTCAATGAGACACATTAATTATACAATACAAT
AATGAATTTACATAAGCACGCGTTCTCCCCCACACACATGCTAATAAAGCTAGACGCGCT
CGCTCACTCGCCAGCACGTCCTCTTATAGTTAGCAGCTCTGCAGAACCACTGGAAAGTCA
TGCACATGTTCTTTGAGAGGTTTCTTTTTTTTTTGGCAACACACAAGTGTTTCTTTGACA
CACTGTTTGGCTACAGGGAGGCGAGGGGGGGGGGTAACATCCAGCCAATGGACCAATAGA
AATGTCAGCAATGGACTTAAAGGGAGACACATCACAACAGGGTTTCAGGTCAGACCAAAG
AGGAGGAAGGAGAGGAGGAGGTAAACATGGAGGACTGTCATTCAAAAGTAAGAAAACTTT
GAGGGCGTGGGGTTGGGGGGGTGTCTCGTGGTGATCAGGGAATAGAAGCAGGGAGGAGCC
ATCATTAAAACTGTCGTCATGGTGACAAACTCGTCTCTTTCTCCTTTATGATGTCATCGG
TTCCAGCGTTTCATTGACGTTGTCCTCCTCCTCCCTGAGATCTATGCCCCAATCACCACC
GCCCTAGTCACAGGCTCGTCACCCGCTGCATCTGTCCGTCCTCTCCCTCTGAAGGGGGGT



CTGCGGGGTACCCCGTCTCCCTGCCGGGGCCCAGCGGTGGCGGCTGGTAGAAGGTCTGCA
GGTGATTGGGCCTCGGCCCCAGCGGCGGTCTCCCCAGGCCGTACGGCAGCTCCAGGGCGG
ACCTCTGTGGCTGCCCCCCTGTGGGG
>CL7057Contig1
AAAGTGAAGATGGACTGTCAGGAGTGTGCTGAGGGCTACAAAGTATTCTACACTCCCATG
GCTCCTGGGAACTACATGATTTCCATCAGATATGGGGGTCTCCAGCACATTGTTGGAAGT
CCCTTCAAAGCTAAAGTGTCAGGACCCCGTCTGTCTGGAGGACACAACTTGCACGAAACG
TCATCTGTTCACATGGAAACATTTAACAAGTCTTCAGCTATGGGCAAGAGTTTTGCCTCT
TTACCAAAATTTTCCTCAGATGCCACTAAAGTCATCTCCCATGGTGCCGGCCTGTCAAAA
GCTTTCATTGGTCAGAAAAATGCATTTACTGTAGACTGCAGCAAAGCAGGTATAAACATG
CTGATGGTTGGTGTCCATGGTCCCATAGCACCCTGTGAAGAGGTATACGTTAAACACATG
GGCAACAGGATGTACAACGTGACATACACCGTTAAAGAACAGGGCAGCTACATCCTCATT
GTGAAGTGGGGGGATGAAAGTGTCCCTGGCAGTCCTTTTCATGTCACCGTCCCTTAAAAC
TGAACTCCTACTCTTCTTTTCAACATGCAACCACACCCTCTGTAATGCACTGGATATTTT
TCTGTTCCTCTTCTTGGGGGCAACTTTGTTCTGGTGACAATATTCTTCTGCAAAGCAAAT
TGTTATTTTCAACATTTACAGTCCTGGATGGTCTTATTTCCAAGAAAGATATCCTTTGAG
AGGGGCATCAAGATGTCTTCAGTGCCCTCTGCTGCCTTGGTCCTGAACCAAAAGACTGTT
AAAAGCCAAGTTAAGGAGTTGTTCATTTTTCATGTGAAGGTCACAAACACACCAGGAAGC
TAGGTCTGAGGAAATAAATGTGTACAGTATATTGTCATAAGTAACCTCATCACATACAAA
TGTAAAATTTATATCAATTTAATGTCCATATAAGCTCTGGATTTAAGGTCTGAAAATTAC
TTGAGTATGTTTTTAGCAATTTAAATATCTGAAGAAATTAAAAAGATTTTTTTTCCTGAA
AAAAAAAA
>CL7058Contig1
GGTATACATGCATACATATTTTTTCTTAAATGTGACGCTCCTTTTGAGGGTAGAAGTAGA
AACACTAATAGATAGGCAAAGCAAATCAAATGAAAAGCGGCTTTTGCTGATGGACACACA
TGAATTATAGGAGAAATGCCAGTGTCCCGCTGCGTGAGAACAGATGACACAGCTGGTCCA
CTGAGGCATTCCAGAAAATTCAGAAGGCACGGGGAACAATAACATCATCCATATCAGCAA
TCACCTGCTGTTACAGCATGAGGCAGGCAATAACAAGTCAAATTTAAATCACGCTTTGAG
ATGTTCCAGAACTGGCAGTCACATCCAGAGCCGCGAATTGAGCCGTCAAAACAGAGGACT
ACCACCTCCCCGCACACACTCGGAACGCCTTTTTTGTCATTCATAGAGCCCAGTATTAGT
ATTCTACCAAGGACTTGTGCCTTAGCATTACTTAGCCTACAATAATCAGAATGGATTGCT
CAGGTCTTCTGACCTCCACCTGTCCAAGCATGGATTTGAAGTGGTCGTAGCCACATGTGC
ACCTTAAAATAGCATGAAATTTTTCCCTGCAAAAAGTCAGGGTCATTCTTTTTCTTTTGG
TTTGTTAAATTAGCCTTAACCTCTACAAATCCTGGGAGAGAAACTTTTGCTCTATGATGT
ATTAGCAGGGCTTAAATCTTTGACCTATGCACCTCATGCTTTTTAAGATCTAAGTGTCCT
CATTTTTTCTTGCCTTCCGGTTTCACATTAAAGAACCACTCTGATCGTTATTTGATCTAA
TTTCAAAGCGTTCTCAGTGGTCTTTTTATGATGATTATGCAGTTTTTAGCCAAAATCAAA
TGTCATTTTCCAGGAAATAGTTTGTGCAAAGACAATATTGGAGCTACTCAGCTGTACAGC
TTTGAGCCAGCAGCCAGCTCAGATGAGTACAACACAGATGTTAATGGATCTATTCGTGTA
CAAGTGGATGCATCATAGTGCAGTGGAATAGGGAGATTGTAGCTTGTAATTAACGACTAC
AATCTTTTTCAAACTGCAT
>CL7059Contig1
TTNTTTATTTACATATACAGGGAAATGCATAACATAGATAATTAATTAATATCCAAAGCT
AAAACAAATTTCAAATACACACCTGGCCTGAAATACCCTTTAGCAGTCACGACCCTGTGA
TTTATAAGTAACTGTTGAGCATCAAAATTCAAATGGTATTGAACCACCGCTGTGGAGAAA
AACCAAACCCCAAGCCAAAAGAAACATGTAGCAAAAGACCCGTCAGGAAAACTGATGACT
CTCTTTTAACCTTCAAAATATTTGGAAAAGCAGCAGCGCAGAGCCTCAGCAGGAGCAGGC
GGCCAACGCAGTGTTGCATAACGCAAAAAAGACTAATAACTCACTTCCATAAGGCTTCTG
CAAGTGACAAAACACTGCACCAATCCAAGATTCATTTCTGACAACTCAAACGGTTTGTCT
TTCTGTGAACAGCTTTAACATAGAAACATATCAGTGACTCATCAACTTACAAGCATTTGT
GCGTGTTTATGTCAAAATAAATATTTGTAACCTCAAAAATGATGTGGTTTAACTTTTTTT
TGTAACAAAACCAGATCTCTTGTGAACATGGATCTAATTCATTCTACAACTCGCAAACTG
ACATTTCCTCTCAGCGTTAAAGAGGAAATATTTATTAACGAGCATGCAGAAATGTAGCAG
TTTGCACAGAAATCCCCAAGGACAAAGACCTGTAAAAATCTGTGGTGACTCCTTTTCTTA
CTTGGAAGGGATTTTTGTAACTTCAATCCAGCTGAATCTTTAAAAAAACACAAGGTTTTT
GCTTTGAAACACAAATATCTGTAATAATGATATTTCAGCAACATTGCAAAGTGTGTGAGA
TAAAAGTTGCCAGGCAAGACTAGCAGCATAAATAACCTTTAGTTTTTTTTTAGATCTAGT
TTTTAACAGATCTCTTAATTTAAAAAAACTTCTTTAGGA
>CL7060Contig1
TAGCAGTAGAACAAGATGGNGANTGNGTTGGAGCGAGTGGACGGATGTGTCGCTCCAGCG
GACTCGGAGCCATTGACGCCGCGTCAGAACAGTCCCCTACCTGAGCAGCATCAGAACAAC
CCCCTGCTCGGACTGCCTATTGTTGCGATCGAAGCCATCCTCAACTTCCTGTCCTATGAC
GAGATTAGCCTTCTGCGTGCGGTGTGCAAGCGTATGGACACGATCTGCCAGCGTGTCCTG
AACCAAGGCTTTTTGAAAGTGGAGAGGTACCATAGTCTGTGTCAGAGACAAGTAAAAGCC



CAGTTGCCCAGGCGGGAGTCTGAGAGAAGGAACCACTCCCTTGCTCGACACGCAGACATC
CTGGCAGCCGTGGAGACACGCCTCTCCCTGCTCAACATGACCTTCATGAAGTATGTGGAC
TCCAACCTCTGCTGTTTCATTCCTGGGAAGGTCATCGATGAGATTTACCGTGTGCTGCGC
TATGTGAATTGTACCCGAGCCCCCCAGAGAGCTCACGAAGTTCTTCAGGAGCTGAGGGAC
ATCTCCTCCATGGCCATGGAGTACTTTGATGAGAAAATTGTCCCTATTCTAAAGAAAAAA
CTACCAGGAACTGATCTGTCCGGCCGCCTCATCGGCTCTACTCCAGTGGCTGGACCATCC
ACATCGCTGACCACCATGTCCCTACTGGCCAAGAACACACCGTCTCGCTCGGAGATGACG
AAGGTACAGCAGCAAGTGAAGGTGAACGGCGCTTCCATGACGGCTCT
>CL7061Contig1
TAAGACACATTCATTTTGTGCTCTGAAAACTGTACATTAACAAAAAGGCAACCCCTGTAA
CATAGAAAAAGGGAGGGCGGGGTGGGGGGCTGTGTATGTAAAGGCTGGGTATAAACCAGT
GGTGGAGGGAAGCTGGGGGCCGGGTCAGCAGCCATGGTTTGGACAAAAACACATCAAAAG
AAGGGACGGGTGATATCAAAACACACACTGTTACATGGTTTTACACGACACTTGTCTTGT
CCTGAACCTTGAAAGACAAAGGGAGGATTGGTAGCAGAATAATAATGGTCATATTCATTT
TAATGATAACAGCTATCTCCAAGCACAGGTAAGAAAGATACTCATAGGCTAAAATCAATT
CTGTAGATCTCTGTTGAAATAATTACAATGCTGTACATCAGGACTCCATGTGAGCCTTGT
GCTTTCCAGTGTGCGACCACCTGCATGCCGGCTTTGTCTTGAAAATACTGAACCCTCATT
CCCCATGACACACCCTGATGTTTACTCTGCTTGTGTTGTTCAGTATTAGAAACTTGAACA
CGTTAGAAAGACGGCCACTTCAGTTTCGGTTAGGATCTGACACAGACCGCATGCGTCTGC
GGACTGTGGCTCCTCTTTGTCGTCCACGTTCCTTCTGCGGGATGACCGTGGAGATGAGAG
ACAAGTGGAGGGCATTCTCCTCTCACTACAGCATCTGAGCTGTCCTTAAATGACAAGGAA
GCCTAGTTTATCCGTGCCATTATGACTTTCCCCAGTCTCCATGATCTTTTGTTGATCACT
GCAGGGCTGGCCTTGTCCCACAACTGAGACAGAGCAGTGGCGTGTATTTGGTGGTCTGTG
AGCTCAAAGCTGAGCTCGTCTTCACTGATGCTGCAAACGATGAAGGTCTGANGCTATCTG
AGCTGCGTTCAGTGTTTCTCAGCAGTAATACAGCAATGCCCTCATGGGA
>CL7062Contig1
TATACACATTTTTATTTGGAAACATTTACACATTCAGCATTTGAAAAATGGCACTGCTGA
CAACACAATGTACTTCAGTCTAAATCAAATGGCACAGATTTCTAGTGATGGCCTTACAAA
TATTTATTTTAATAGATTGGAAAAAAAGAAACTTGTGGCTGCTCTTGAACACCATCTGAA
AAGCATCAGAGTTAACTTGTAACATTAAAAATTCTTTCCATACAAATTTTTATTTCAGTA
TAAAACAGTCTGCTGACATTTCATTTGAAAACATGATAAATCTGTAAAACATTGAAGGGA
GTGTATAATCATTTAAATGTATTAAATTGCACATAATTATCATAAATAGGAACTATGCAT
TTCACCTAACTTAACTATGAATAATATTGATATTTAGCCTGTTTTCATATAAAGGCACAG
TGTTAATTAAATATAGTAGGTACAATTACATTATGATTTAAAAGAAAGCAAATCAAAAAT
GCGTCCCAAACCTCTAGTGGACTATTATAATATTAAATACATATACATTTGGAATTTAGC
ACATACATTAATTTTTTCAGTTCTTGCTACATTTTTTACTTGAATTTCAGAAAACTGCAG
AACAATTGTTGATTTCATAAAGCATTTACAAAAGGAAAAAGGGCTGCAGTACAACGAGGT
GAAAACTATGAAGCGCATGTTCACTGGGGGAGGCATCGATAAAACCACAGCATCCAGGAA
AACATTTAGCAAAGCTTTAGTGGAACAATCGCTGAATCTGTTAGTTGTCTGGTTGCAGAT
AAATGTTATCACTCAGCCTCG
>CL7063Contig1
CGGCACGAGGTTTATTTTTTCCTGTTTGCTTTGCTTTTGTTTTGTAAAACATAGTGGGTT
TTTTAAATTGTTTTTTTTTTCATGCTGCGTTTGTTTGTTTGTGTCTATCTAAAAGTATCG
ACCATAAAGCTTTTCTGTGATTTTTGGCACCTTGAACCTCTGTGGGTCCAGTCCTGCTGC
TCCAACCTGCAGGAGCTCCTCGCTGTCTTTTTTGAAAAGCGCTTTTTTATTTTGTTTTAC
ATCACAGCAAAACTTTAAATATTTGATCATATCAGACTGAATTCAGGGACCTGCTGGCAG
TTCTCCAACTGCAGTTCTCCTGTCGTCCACTAGGACGTTCTTCCAAATCTTCAATTTCCT
GAAATGTTAGATTAATTTAGATTAAGAAAGAATTTGCATGAAATAATTTTAAAAAGGTTT
CAACTGTTTCAATGACATTCTGATATCAGATTTGAGGAATCCAGTGAGAAACCTTGCAGC
TAAAGGCCCTGTAGGTGAAAAATAAACACTAAAGACTCATATTTTGTAGCAGTTTAAAGG
CTTTTATTGGATATTTATTAAAATGTAAGAGCAAAACTGGAAAAATAAGCTTTTGAATCA
AGATAATGTATTTTTTTCCTTTAATTTGATTGTGTTGAAACAAGGGTTTACACCGTTTCT
CCAACATGAACTTTCAAAGTTTTCCCGGCTTCTCACTAACATTAGTTGTCGTCAAAGTGT
GAATACTGACTGATATTTTTGTGTTTGAGGATGTCAGGCATTGTGATGTAACCGCTTCCC
CCTCAGCAGAAGCAGAAACACACAGACTCGGACTGTTTTCCTCTTCGTTGTGTAAAGAGT
GTCTCATGATGGATGAATAAATCTGCTGTTTCTCTACCACAACAAG
>CL7064Contig1
TTATTTATATAATTCAGAATCTGCTAGCAGTTGTCAACATAAGCAGGGTCCTGTCAATGA
GCCAGGTCAGGCGGATTTCTAGTCAACACAAACTCTCCAGGAATCCTCTGTACAACAATT
GATTCCTTCAGTCTACAATTAAAAACCCATCAACAATTTAAGAGGGAGGGGGCTAGACAA
GTCACATGACATTGCAAAGTTAAGCTACTAAAAGTTCCCATACAGGCTGGATGCACGCTA
CCGACTGGACTTAAATATATAACATTGCGTAAAAACAAACCTATACTTCACCTTAATCCA
AACATGGTACATTCGACTCGTGTTGCAAAGTAACAATAGAAGCTTAAAACACAAGGATAA
TAATGTGCAATGTTAAGATTTTAAATTTAGATATTTAGAAATCAGTGTTTCTATTGCAGA



ATTGGAATTTTAATTGCCGGGTTAGGTCAAACACAAATGCTTCTGTTTTATGGATCAAAA
CGATGAAAACAATGTAAACACGATCTGCATTAGGCAGTTTTGCTTAAAATAAATTAATAC
TTTAGTGTTTTCTTCAGTAAACATGAACACAAAAAAAGCCTTCAAGTCATTTCGGTTTGT
TCAATTGCTGCATAAAGATGCATGTTGAGGCTGTAAACGTAAAAGTTTGGAGCAGATGCA
AGCCTCGTGC
>CL7065Contig1
CGGCACGAGGCCGTCTTGGTGTTAACAGTAAACGCACACATCTGAGGTCACATCTAAACG
GGCTGTCTGTGCATCGCTTTGATGAGAGTTCATGTATTCTTGCTTTTGTACGTGTGACTG
ACAGGCTCATAAAAGCTGCATGCAGCTTGTGTGTATAGTGAAGTGCCCAGCAGAGTGTGG
ATCATACCTCAGATGAGATGAGAACCATCAAAAGAGTCTGGAAAACACCTGGAAGACACT
TTTAATTTATTTCATTTTGTTAAGACTTTGAAGATATTTTGAAAATGTCCTTCAATTTGT
TCTGAGAACTTTGAACTCCATGTGTGTTTGTAACTTAATTTAGTTTGTATATTACGGCAA
TTTCCATCTTTTCAGAATGAACAGTCGGTTGGCTGTAGTGTGATTATTTATCACATACAT
TTTGTCGTTTTTGTCAAGGCCTTTCTTGTGACACAAATGCAAAAGGTGTGTTTTTGGTGA
GGAGTTTTAAATGAAACGACTTGTATGAGCAGAAAAACAGTCAGCCTTGTCTCATCAACT
TGAGCAAGTTAAGCAGAAATCAGTTTGCAAGTCAAATGCTCAAAATGTCACCTTAACATA
TTTACTGTTTTTACTGGTAGATTAACTTCAAAATTGTGCACAATTTAAAAAAAGTCAACC
CTTAACAGCACTTGTGTTGGATCACAGTCTCCTCATCACTGTCGTTACTTTTTATCTCCA
ATTTTCACTTTATTGTTTTATTTATTTTTTAATCATGCATTTCTGTGGTCTCAGTTGACA
CTGTACAGATATATTTTTGGCATATAGAAGTATTTTTTTGCAAACAACATTAAAAAGTTG
GAAGTGTATAAAAGCAGCTGAAGGAAATGTGTCAAATTCAGAGTAATGTAAGAAGGTGTG
TGGTGTCTGTGAGGTCTCAAAAAAATGCTTTATGGTGTTTGCATTAAGAGAGAAAATACC
ACGATTTTTTATTTCCACATAATTTTTTGTTCTTTTTTTTAAGATTCAGAATATTTTAGA
ACAAAATGTTTGTTCAGTTTTTCGTGATTTCTTTTCTTTCCAGT
>CL7066Contig1
GTGATTCAAGGCTACCACAAGAGGAGGGAGTACATCGCCGCCTTTCTCAGCCACTTTGGG
ATGGGCGTGGTGGAGTACGATGCTGAGGGATTCACTAAGCTCACCCTTCTCCTCATGTGG
AAAGATTTCTGCTTTCTGGTGCACGTGGATCTGCCGCTGTACTTCCCCAGGGACCAGCCC
ACCCTCACCTTCCAGTCTGTCTACCACTTCACCAGCAGCGGTCAGCTGTACTCCCAGGTG
CAGACGTCGTACCCCTACAGCCCGCGGTGGGACGGCAACGAGATGGCCAAGAGGGCAAAG
GTCCACTTCAAGAACTTCATTCCCCAGTTCCAGGAGGGAGCCTTTGCTAACGGGAAGCTG
TAGTTCCCTGTGGCTGGGCGCCTGGAGGCCGGCCACAGGGTTTGTGCACGGCCCACTCTG
GCTTTATCTGAGAGACTTGGTCAGAAAAACAGGCAATAACCTGCCTCCACTTTAGCAAAG
ATGCCCACAAATGCAGACTTTTCTTTTTTCCTCACTGGATTTTTAATGTTTTTTCTTTTT
TGCATCCTTTCTTTTCTTGAACTGTCTGCAGACGTGTTACTGTACAAACAGACGGGTTTA
GTCACAAAGGGTTTCTAGCTCAACATATTTCCTGTATTCTTGTTTTTCCTTAATGTGAAA
AAGTCTTTTGGAGAAGCTCTGTGAAGAAAAGCCGACTAGTGTGGCTGTTCCACTTTAAGA
TCTGCAGTCATTTGTGGGTTTGCATAACAAATCAATATTCATATGGTTGTTTTTGTTTGA
TTCATATTTAAGAAACATTGTTGCTATAAAAATATTAGTAGGTTTATTTAAAGGGGTGGA
GCAGATTAAAAAAGGGGGTGTGGCACAAACCTCCCAGTTCTAACACAGCAGACATGGACG
CAACATACAGATGTGAAGCAGCAGCAGACCGCCATGTCAAGTGTTCATCACTGAATCACA
GGAAACCATGTTCAGCAGAATTTAGTTCAAAATGACATTATTGC
>CL7067Contig1
TTTCTAGAAAAATAAAAACAAAACTCAATTTTCTTCATTTTAATACTCAAACAGTGATCA
CTCTATCAGGGTGCAAGATCATATTTCATTATACAGCACTATGTAGTCCTTAATGTACAA
AGGATGGAGGTAAACCACACAAACTTTCTTCACTGTTTGTCCACCTCCTCTAGTTGCTTA
CAGAGTTTTTTTGGTTAAAAAAAAAAAATAGTGCTTGTAAACCATATTTTATGAACAAAA
TTGTCCTGATTTCCTTCATCCAACACTCTGAACTGCTGCAAAGGGCTGTGCAAACTCCTG
CCACACCGCCCTGCAGTAAGTGCTTCAAGCCTGGATTGTGTCCCAGCAAAACTGCATTTC
ATCTCATATCCAAGGAATGCTGGACTGAAAACGTTCACATTTCTATTGCAATCTCCCGAA
AGGCCAAAGTTTACAAAAGTCAGGATTTCCACTGTCTTCAGGCTCAAACTTTATGGCAAT
TCACAGGGTTTTGTTGTAGCGAAAGGGAGGATGTAAAAATAATGTGAATTTTTTTAAAGA
AAAGATATAAATATGAGCATATCATCCTGTCAAAACTCCTAAAGAGGTTGCAGTTTGTTT
TGTCCCATCGTTGCTGCATTCCTGTGGGGGGCTCATGTGTACTCTGATTTGCGGATGTAG
TTGGAAGGCACGTATCCCTGCTGGCCTCCCGCCTCCCCGAGCCACCATTCCGCGTTGCCG
TTCAAGTCCTGAAACGCCAGAATCCGCAGACGCTGATTGGCTGATATGCTCAGCTCGTTG
GGGCAGCGAGCGCCTCGTGCNGAAT
>CL7068Contig1
GAGGGGACACAACCGCAGTGCCTCCGCCCCCCCTCCACCCCTGACCCTGTGAGGATGGAC
GGATGCTTCCGTTAAACCCTCCAAACTTTCAAAGTGTGTGTCTGTGTGTTTGGGGAGTGA
ATCACGTCTGCATGAAGGTTTGTCGTCTGTCGCTTCGCTGATCCACAACAATCCACGAGC
AGAAGATCCCGTTTTATAGCCNAGGACCACAAACGGATGAGATTGTGCCAGTGTGAACTT
TTCTATGTTTTTCTAATGTGGCTTTTCTATTTTGGAGGCGCTTTCTCGCCTCTGTTGACG
TGCAAACACCACCATGCGGACGCCACGGCGATTCCGCCTGTCGCCAGATTTCACCCCGCG



ACTCAAGGGTCCAAACGAAACTCCGAGGTCCAAAAATGTGTGGCTACCACGTGGCCCGGC
CCGGCACGGCCCGGCCCGGCCAAGTGTTTTTGATGCAGAAGCGGTGCACTAACTTCAGGT
CACGCTCCTTCTGCTTCCCGCTGTGCAGACGGAGACGCAGGCCTCCTGCTTATTTATGAT
GACGGTCCTGTTTCTGCAGACGGACTGTGAGCTCCTTCTCTGTTCATTCCACAGTCTGAA
GGCGCCGACAACAGAAGCCAACAAATGCGGGTCACCAGAACTCCTTTAAGTGCCTGGAAA
ATGAAGGATTATCTTAACCAGTCCCCCCCTTTTTTTTGGGATATCTAATCAAATGCAAGT
CCTTTTTTATCAACTTGTTTTTTATATATATATATGTGGATTTTAGTGTATTGTTTTTAA
ATGAATGCTAGGAACTCACTCCTAGACTTTGTTTTAATACGCTTCAGCAAAGGTTCACAA
TAATCCGATATATTCCAGACTATACAAGCTGCGTCAA
>CL7069Contig1
TTCGGCACGAGGGAAATCCCTGCCAAATGACCAGACAGAGGTGATCGTTTATGTTGTGGA
ACGTTCTCTGAGTGGCACCTCGAAGCGCATCGCAGCGTCTACGCTTTTCAACTTTCTGGA
GCAAGCCAACATCAAGGCCCAGCTGATGCAGATTGGGGTAGCCATGTCTGTCACGCGCAC
CGAGCTGTCCCCAGCCCAGCTCAAACAGCTGCTACAAAATGCCCCCGCAGGTGTGGATCC
CATCATTTGGGAACAGGCGAAGGTGGACAATCCTGACCCAGAGAAGTTATTCCCAGTGCC
CATGGTTGGATTTAAAGAGCTGCTGCGCAGGTTGCAGATCCNGGAACAGATGACCAAACA
GCACCAGACCAGAGTGGATATTATATCGAATGACATCAGTGAACTGCAGAAGAACCAGGC
TACAACCGTGGCCAAAATCGCTCAATACAAGAGGAAACTGATGGATCTGTCTCACAGGGT
GCTGCAGGTTTTGATCAAACAGGAGATTCAAAGGAAAAGTGGCTACGCAATCCAAGTGGA
CGAGGAGCATCTCCGAGTGCAGCTGGACACCATTCAGTCCGAACTCAATGCCCCCACACA
GTTCAAGGGTCGGCTGAATGAATTAATGTCCCAAATCCGAATGCAGAACCACTTGGGAGC
TGTGAGGTCAGAAGAGCGCTACAGTGTGGATGCAGACCTGCTCCGAGAAATCAAACAACA
CTTGAAGCAGCAGCAGGAAGGTCTGAGTCATCTGATCAGCGTCATTAAAGATGACCTGGA
AGACATCAAATTAATAGAGCATGGGCTGAGCGACAGTGGACACATGAGAGGGGGCATCCT
GAGCTGATTCCAACCTCTCAAAGCCTCTTCACACACTCTGACCCTTTATTTTGAAAAGCA
GAACATCTTTCTTCCAGACCATTCTATTTTGCGATCTTCAGATTTGCTCGTTGCAGAAAA
AAAATCCCGGGCTTTCCAATCAGTACAGCAAAACGACTGCGTAATCTGGATTGATACAGA
CAGCTCAATGGAATGATCAGTGTCTAATAATAGCCACGTCAATCAGATTATGCACATGTG
ACTGCCAGTGCTTTGTAAACAAAGAGGTGTTAAGTGTGTCAAGATGTAAATACATCTTTG
TATTTTTTTTAACTATTAGAATACTAATAAAT
>CL7070Contig1
GGGCGCACAGNAAGCGAAAGTGACAGGGNACAAAGTCAAACAGACGACAGAAGAAAACGG
AAATAAAGTAATAATAAAAAAAAACACTGGGCGTACCTTGATTTTCAAGGCTCGCTGAAG
CCGCAGAGCGAGTGTATTTAGTTTCCTGTTTTTTAAAGTTGACTTCAGTCGAACACTTTT
AAATGCTGTCGATCTAGTGACAGTTGGGAGACACGACAGAGACGCGACAGACAGACATGG
AGAATGGTAAGAACCAGCTGCAGCAGATGCAGGACGATGTGGAGGAGGTGAAGGTGATTA
TGCTGGACAACCTGCAGAAGGCAGATGAAAGAAAGGAAAAGATGGGCAACCTGGAAGATC
GGGCTGAGGAGCTGTTAGAACAGAGTAAAAAATTTGAAAAGCGAACCAACACACTGAGAC
AACAGAAATGGTGGGAAAACAAGAAGACAAAAATCTTTCTTGCCATCGGAGTGGTTGCAG
GACTCATTATCGTGGGACTCATAATCTTTGCATTCGTTGGATAGAACACAAGGACAATTT
GATGCCAGGAAAGGACGGGAAATAAACTAAAAGCCAGGAAAAGAAAAGCTGGATCTGTTT
GACTTTGATGCATTCTGATTCTCTTCTGTCTGCATTTTTTGAATATTTAAGGTTATTTTA
TTCTTGCTCTTTGTGTTAGTGTTAAGTTGATATGGTACAACACTTTCTCTGCTGCTTTCT
CTCTTGTTTTCTTTGAAATGCCTCTGGACAGTTTGCATTTAAAGTCTTAAAGATGGACAT
AAACAGAGGAAAAACTGTTCGCCCTGTCAACATCATGAAGNCTTGTACAGGNATTGTAAT
CTTTATAAAAATATTTTCTTTTCNNANAAAAAAANAAAAAAAA
>CL7071Contig1
CTCCTCTCACTTTACTCAGAAGAAGTCTAATAACTCTAGAAAATGTCACCATCTTTTGCA
GAATTATTCTTCACAGGTTTGTGTGGAGGACGTTTTTGAAGCTTCCCAGTGTTTCCCAGA
ATCAACGACGAAAGCAAGTCCGACTCGACTTAAACAAGAAGCAGTCCAGACCACAGAGCG
GGCTCTGCTTTCATCACTCGTTATGCTACGTAAGTGTACACTTTGCGGTCCTCTGGTGTT
CTCGCCAAGTATTCCCTCTCAATGAGTCCTTCAATGCGCTTCTTGATGACAACAGGACTA
GGAAGAAACCGCGCTCGCAGCTGCTGTGTGACCTCTGCTACAAGCACATTGTGCTGCATC
TTCTTTCTGGACTTCATGATGCGAACAATGGCGGCTTCAATCTCATGCTTTCTGTCATCG
TCCACTTTCTGCCGGGTCTCCTTCCTTTCCGGGTCCGACTCTCCCTGTTTAGCAACCACT
GTCTGGATTTTTACGCGGTGAAGTTTAGATGTAAACTGGTCATTGACGGTAAAAACGTGT
CCGTTTTCAATTTCCTTGGATTTGGGCTCCTTGGTGAGGACTCTCTGGGTGGGTTTTCCA
CAGGCCAGAGACTGCAGCGCTCGCACCAGCTCCCTCTCTGGGATGTCCGTCTCCTGCTGG
ATCTCCTCAAAGGTGGACTTCTCCCTGTTGTTGAACAGCATGAGGATGGTCATCTGAAAG
GTTGACACCTGCAGGATGTGCTTTCTGGTGTTAGAGCCCGTCACCTGGGCTCCCCCAACT
ACAACTTCCGACCCGTCCTCCTTCTTGATAGGACCATAGAAGGTGGCATTTAAATCTGCT
GAACCCATGTGATGCTGCAGGGTGAGTTGTCTCCCACTGTGCTTACCAAGGTAAAACCTT
CTAAAGACTTCGAATGCATGCCGTGGCGATGGGGGAATATTGCACTTGGGTGTTGCTGAT
TGTGTTGGCCAGTAGCCTGTGGTCAAGACTCTCACAGTGAGATCAACTCCTCCAAGAGAC



ACCCCTGTTGTCTGTAGATGTTGTCTAAATTCATCCATGGTGGTGTTGGAGATGCTCATG
TCCCGGAACATTCCTTCCAGTTTAGAGGTGAACTGACAGCCACACTCAGTCTTTAACTTT
GAGATCATGTTTTTTTCGGAATCATCAGAGACGCTTTTGTTGGTGAGCAACCGTCGTGCC
AGATGCTGCTTGTAGTACCTTTCAAACACGTCCTTCTCCTGCATGAAGCGGAAGAGCACC
ATCGCCTTGTCCAGTATGGACTCCACCTCCTGCTCTGTAAGCCCTTTCACACCCTTCTTG
AGTTTGTCGTCGATGAAGAGTGAGAGGTACTCCGGGGATCGAGAGTTAAGGTTAAGGAAG
TACTCAAAATCTCCTGCAATTGTTTGTTGAAGAGTC
>CL7072Contig1
CAAAAGTCTATTGGTTCAAAGCCTTGTGTTCTCAGGGAAAAAAAAGAAAAGTATGTGTAA
CAAATGTTCAACTTTAAAGTCTTATTTTCTTCTGCTTTCCACTGATTTCACTTGTCCTCG
AAGCTCCGTATCTTCTCTCGACCTCGTTAGCTGAAAGTGACAAAAGTCCTGCTTTTCTTT
GCTGTCTCTCCTTACATAAGTAGGTACGACATTTAGATAAAAGCCTCAAAAAAATTCCAC
AAAAACTGCAAGATCTCCAAATCATTCCTCAATTTCATGCTAACTTGATTTTCCTCCACA
AACCGGGCATTGATTCCTGTGGCAAAGTGAGTCTTGCTTGCCCCTCACGGCGTCTGGCTG
AGCACAGTGCTGAAAATGCTTATGAGGTTGTCCAGTCCCCACAGGTAGCCATCTTCCCTG
TTCCCCTCCGACCAGGGCGTTCTGTGGTCGAGCGTCTGAGAGTCAGGCAGGGGAACGGTC
TTCCCAAAGTCAATCATCCACACTTTGGCCTTGCCTGAGGCGTCATGCACAAACAGCAGA
GAGCTGCCGACAACCTCGTGTGCTTTGAAAAACTGAGATTGCTCAAGGGCTGAGCGTAGT
TCCTCCAACCTCTGCAGGTACAATTTCAGAATCTGAACATTCCCATCAACAAAGTCCTCC
AGGGCCTGCATCA
>CL7073Contig1
TTTAACCCGGGCCTTATGGCCGGGGACAACTACAACACTGGAACAAATAGTGAATGGTAG
TGTCTAGAAAGGGTATGTCCCTTCAGGAGAGAGGTGCCAATGTCCAACCGGCCTAATTCC
AATCCAGGGGGGTCACTGCGCCGTTCACAGAGGAACACTGCTGCGGCCCAGCCACAAGAC
CACACAGTAGCTGGAAGGTTGCAGACAGAGCAGACAAAACACAAAACAAATTCCCCACCT
GAAAGTAGAAGACACAATTCTAAAGCTCCCAAAGCCACAGCCAGCTCCGCTACCGGCCAG
TCCAGAGGGCACAGCTCAAGAAGAAGCGGCCTTACTCTGTCCGTGGCTTCATTTGTTTTG
CAAGACGACCCTGAGACTGCAGGAACGTCTGAACAAGAGCGATCGGGCCATTTTTCAAAA
AGTGAGGGCACCCGCGGACTCAAACGAAGCGAAGCTCCCGACCAAATCAGCGTCCTTGGA
CCGACCCCTTCCAAGAAGTCCAAACCCATCCACCAACCCCGAGACAATACCTCAGAGACC
AAGAAAGGCCCAGCTAAGTCCAAGAAGAGACCTGTGGCCTCAGACTCCTCTGCGTCATCA
GGTCGAGGTCAGAGCAAAAAGAGTGTGGTTGCTGGGGGCTCCCCAAGTCAGAAAAGGAAA
AAATCAGACACTCTCCCCGGCCATAAGGCCCGGGTTTNACGGCCGT
>CL7074Contig1
GCGATGATGGCGCCAAGGCAGCAAAACAATCGTTGGTAAAGTCTCGAAAGACCGTCTCGG
TTCGGTCTGTGGAGGCCGCCGCGCGTTCTCCTGCTCCGTCTGGACCCCGCCGCGGCTGAC
GGCCGTTCCTCTGGGGTTTCGGAACCGGATTTTTCCCCGCGCAGGAGCCCCATAGTCAGA
TCCCAGCAGAACCTGCAGCTTCGGCCACAACTGCAGCGGCGATGAACAGGAAGAAGGACA
AAGGATTCGAGAGCCCGCGGCCCTTTAAATTGACTCACCAGGTGGTGTGCATCAACAACA
TCAACTTCCAGAGGAAGTCCGTCATTGGCTTTGTGGAGCTGACCATTTTCCCCACGGTGG
TCAACCTCAACAGGATCAAGCTGAACAGCAAGCAGTGTCGCATCTACAGAGTCCGAGTCA
ATGACCTGGAAGCTCCGTTCATCTACAACGACCCCACGCTGGAGGTGTGCCACAGCGAGT
CCAAGCAGAGGAACCTCAACTATTTCTCCAGTGCCTACACGGCTGCAGTGAGTGCCGTGG
ACCCCGATGCTGGAAATGGAGAGCTGGTCATCAAAGTTCCCTCTGAACTCTGGAAACAGG
GAGATGAGCTGAATGTGTTGAAGGTGTACATAGACTTCTCCCTGGA
>CL7075Contig1
GCTTCACAGCGTGGACATGAGTCTGTGCGTGGTGCTCTACGTCTGCTCCTGCCTCTTCCT
CATGCTGCTCTTCTTCTTCTTCAAGGTTCGTTCCAGGAGGTGGAAGCTCCGACATTCCCG
CTTCCATGTGTGACCCAGTCCAGATCGTTTGCCTGACCCGGTTCTGAACGAAGCTAGCAG
AGCCACCATGGATGCTCAGCGTTCAAAAGCAAAGGAATCTCAGTGCTTTTTCACAAAAGT
CAAAAATCTGGACCAGACTGCACTCTGAATCAGAACCAGGACTTTTTTCATTTTTTAGAT
TCAAACGGGACGCTCTGATCCGGCCTAGGAAGAGTCACGAGTTGAACTCTTTAAACTGGA
CTGCATATCCCAGAATCCCTCTGGAGGGACGTGAAGGGGTAACTGGCAGGAAAATAAACT
GGATCCGAGAGCCCGAGGTCACTTTGTGCCAAACCTGCTGACACACCTGTCGTCTCATGC
CCCGCCCCCTTCTGCACAAAAACAGTGTTTGTGTTTACAACTGTGTGAGGAACCACATTG
AGCAAATTAAGAAACTCAGATCAGGAAAGATTATTTTTAATCCAGGCTCGGATGAAAAGA
TGGGTTACTCTAGATTAAAAGTAAAGTTGAAGTCATAGGTTAATTGTGTTGGGCTGGTGG
TGATTATAGATGAATCCATCCCAGCGTCTGAAAAGGACGAGGGGGAGGATACCCCTCCTC
TTCTTTTCAGAAAAAAGATGAAGTACAAATATTTTTCTATCAGGTACAGTTGCAGGATTT
AAGAGAGACAACAGCAGGAGTGAGTTCAAAAATACAAGGAAAATAGGCTAAAACAATGTG
AAAGTAATTACTATTTTTTATCTTTGAAATTTATTTATTAAATAAAAATGCGACCAAGAT
GTGCCGGTAGTTTTGATATTTATTTTTTACCTTAGCTTTAGTTCTTTGTGGATTTCCCAC
CTGGGTCAAACTGTTTTATTTTCCCTTTTATCAATCACTCAATAGGACTCTTCCTGTACT
TTTGTGTTTCATTAATGCTGTTCTGTTGGAGGAACGGT



>CL7076Contig1
TTCTGTCTTTGAAAATCATTCCATACAGAAACGTTAAGGACACCCATATTATACAAATTG
TACTTTCGTTCATAAGTTTACACAAAAATTGCACAATATTGTCAGTATAATCAAGATACC
ACCAAATAGTAGCAGACGGGACAGCAGATGGTCAAATTCAGTTAAAAAAAAAGTCCAGAG
AGATGCATATTTTTATTAACGACTTAGGGACTTTTTTTTACCAAAAGTGAAGATATTAAC
AGTCATATAAAAGAAGCATGAATCCAACAGAATAAATATTTCAAGTCACTATGAATTAAA
TACATGTTGATCAATCCCTAACAACAGATCAATGCTCAAAGTAAAAATTACCCCCCCCCC
CAAAAAAAATCAAAGCTTTAAAAATGTTCTTACCAAACTCNTCTACNCCAACCCAANGCC
NTAGAAGNCCNCCGTACTTATNCNCNGAAGGGCATAAATCNGCATATCTTTCCGGTTTAA
GGGGGGGGTNGAGAAAANGCCCGCCTTAANCCCTNTTAAATAANCA
>CL7077Contig1
CCCGGGCATTATGGCCGGGGTTTTCTTTGGTCTGTTGTTAAATGTGTAGCGGGAAATTCT
CTGGATTAGCGTGAACTTTTCTGTGTCACATTTTCGCGAATGTTCTAGTCAAAGTCCGCA
TTTGTTTTAACGAATGCTGTTTAAACATTTTCCCAGCGCAAAATGTCCCTGACTGCCGAG
GAGAGTCAGCAGAGGTTAAAGGCGGCTGTACACTTCACAACGGGTCGGATCTGTCAGAAG
ATGGGTGAGGACCACCGGAAGGAGTTCAGCCGGCAAACTGTAGCCGCGATAGCTGAGACG
GCGTTCAGACAATGTGATATATTTGCCAAAGACTTGGAGGCCTTTGCCAGACACGCAAAA
AGAAGCATGGTGTCTGCAGAAGATGTCAAACTTGTTGCCCGGCGCAGTAATGCATTGTCT
GTCTACATACAAAACAAAAGTGAGGAACTGGCCCAGGAACAGAAAAAGAAAAATGCTGCA
AAGAAGAAGAGCAAAGACGCTGAGGAGAGCAGGGAATAGAGGGCACCAGCCAGTCTGATT
CACCATTCAACATGCAAATAAAGAATCTGCCACACGGAAAAAAAAAAAAAAAAAAAAAAA
AAAAA
>CL7078Contig1
CAGGAGCAGCACCACGTGCACGGTGAGCAGATAGATGCCGAGCAGCAGTGGAGTACGGTG
GCGCGAGCAGAATGTCGCCCGGAACATCCGCTTTAAACCAGGACCTCCTCGCCGGATCCG
AGTGACGGCTCCTTCCGGAGGCTCGATGAAAACGGCCGTCTCTGAGAGATCCCCCTCCTG
AGCAGAATGCCACGCCGCCTGACTGTGACGCTTTAGTTGATCCTGGGTTACCATCAGCTG
CTCCTCAACCACAATCCTCTGCTGAGTCTCTTCCTCTAGGCGTCGCTGTAGCTCTTTGAC
CTCAGCCATGTAGCCGTCCTGCAGGCTGCTGCGCTGCTGGGGGGCGCCGGGAGCGCTGTC
CACTTCCTCCGTGCCCTGTCTCTGGTACGATTCCTGCTGGAGCTTCGGCCTTTGGGCCTG
AGCGTCTTCCAGCATGGCAGTGAGCTGGCGCAGCTGCTGGTCTCTCTCTGACAGAGTGGT
GACCGTCTGCTGCTTCAGCTGCTCTGCTTGAGCCAGCAGGTCGTCGCGCTCCAGCCTGAG
TGTCTCCACTTCCTGTTTGTTCGTGTCCATCACGTTCTCCAGCTGTGCTAGGACTTCCAG
CATCTGCTGGTTCTTCTTCTTCTCCTCAAAAAGCTCTTGACCCACTTTTATCAGCTCTNC
TGCTNCCAGTCGAGACAGCTCAGCCTTCTGCTTCTTCA
>CL7079Contig1
CTTTATTAGAGTTTAAAACGATATGTCATTTTTTTGGTAATAAATTGGTGCCTCAAAGCA
TCCGTTTTATAAGATCATTTAACAAATGACTGACAAGTCAAACACAAACACAAGGAGAGA
GGTTACCTGACCCCCCCAAAGCAATCCAACAAGTGCTGGTGAATCATCACTTCCGTTTCA
CTCATTCAAATGGAATCCAGAGTGTACAATCATGACTCAAGACCCACAGTAAAGTCTAAG
GGGACCATACTTTGCTCTTGGTCCGTAGAGATAAAGTAGAAAAAACAATTGATACAAAAA
AGGTCACTTAAATGAGAGGAAATGGAAGTGTGCAATGAGTTTCATAAAGCAAGTGGTCAA
GCTTATGTGAGGTGACTCTTTCCTGCTGTGTTTGTCTTGGCTGCTGACTGAAGGAAACAG
GGGAGGCGCGGAGATTGTATTCGCTTTAACGCATCGTCACAAACTCCTCGGATGAGGTGG
GGGTGGATGGCGACCGTCTTGTCAAAGTCTTCCTTAGTGGCGCCCATTTTGATGGCAACG
GCAAACCCCTGCAGCATCTCATCACAGCCCAGGCCCTGCATGTGCAGGCCCACCACCTTC
TCCTCCTTGCCCACACACACCAGCTTCATGATACATTGACTCTTCCTGCGTGTGATGGCA
TGATACATCGGAGTAAAAGAGGTCTTGTAGACCTTTACATTCTCCTTCCCTTTGGTTTTG
ACGGCATCCTCCTCTGTGA
>CL7080Contig1
TATTTTTTCGAATAGTCTCTGGGATCCAAATTGGTGCAAAAACAAAAGTCTATACGTTTT
GTAATAGCTTATAAGATCCATCACTAACCATTTTATTAAAATTAGACATCTAGTGTCATA
TTTTAGACATATAGTTTAAGTCGTATTGCAGTCTTTTTTATGCAATTTGAAAAGAATCAA
AACGTTGAATAGTTATTGTAATATTTCCTGTAAACAGTTTATTTCCAGCTGCTCTGTTTT
CATAAAAATGTCCTCCAAAAATATCCAAACTGAACTGATGTGAACAGCATGCGACTGCGC
TCAAAGGATTCAGTCTATATATTAAAGTAATACGCTTTTGTCATTTCCAGGAGGTTAAAT
TAAAGAGTTGACGACCTTTAAATTGGTCTCCTTGGAAAGGTCAGTGTACTGTCCTCGCTG
GAATGTGTTTCGTCATCTGTGGTGCAACACTTGTAAAAAATGATCAAGAAATCCTTCAAA
CCTTTTATATAAACCAGTGATATGTAGCATACTGGCCTGTGTATGTCCTGAGCGGTTCAG
TTATGTACAAAGATGCAAAGTAAGAAATGAAGTTTGGCGGGAAAGCTGCTTTCTGACATC
AGTGTACTGAAAGCCACTGCGGCCGAGGCATTTCCTCTGCCAACTCTTCTTCACGTGTTC
CATTCAAATCTCCATCATTTTTTGTTTCTTTTTTAGTTTCTCAAACGAGAGCGACAAACT
GGTAGCAGGATTTCAAATCTAGATCAGATGGCAGTTCTTTTCTCTCCATGTTGTCTTGCA
CATTTTTTACTTTAAATGTGGACACNAT



>CL7081Contig1
GCTTTATTAAGAGTTTATTTCAATCGAATTTGAGAGCAGGTAAAATGAAGAATTTCTAAA
ACAAAACTGCACGTATATGATGTACATATGGCTTTTATAGATGCTTAATTACGGTAAGTG
GATGGAAGTTGTATAGGTTTGTTGGGACAGAGTGGAAACAAAAAAGTATTTATTATGTTT
TCCTGAGACAGCTGATCACGCCACCTGAAAAGAGCTGGTGGGAGGAGGTTGGACGGGTAA
TTTTATTCTCTTTGACTCCATTTCTTTAAGATATCCTCTGCTGCTTTTAGTGTAGAGTCC
TCCTTTACAAAACAGAAACGGATATATTTGTCAAATTCCTTCCCATGCTCCGGACTGTAA
AAAGCAGAGACGGGGATTGTCGCCAGGCCCTTTTCTTTAATTAACCATTTGACAAATCTA
AAGTCGCGTGATTCATCCTTATTACTCTCATCATTCAGATCCACTTTGACAGAGGAAATA
TCTGCAATCATAAAATATCCTCCCTCTGGCATGATTGGGTTCAGACCGACGCTCTGCAGA
CACGTGGCCAGCTTCTGTCTCTTGTTGTGCAGCATGGCAGGCAGCTGCTGGAAGTAGCTG
TCTGGAGCACCAAATACCTCGTACTCTCTCTCAAACCCACGAGCCACGGCTTCCTGAGCC
GCTGTTGCACAGTGGTAAATAGAGTTTTGATGAATAATTTTTAAGTGTTTGATGACATCT
CTTGAGCCGATGGCCCAGCCGACCTAAACAGAAAAATGAAGAACGTAAAAGAATGTAATA
ACATGAAACAAGGCAGATTGACCATTGTATATGTCATTCTCTGAG
>CL7082Contig1
TTTTATTAGACTTCACCTAAAAATGTAACATAATTAAAAAGATTTTATCTTTTAATTTAG
AAAACTCTTCCCCCCAAAGGTTGAATCATTAGAAAAAAATGTTTTTAAATAATAAAAAAT
GAAAACTTAACTTTTTTGAATAATTTTTTACCTGTAAGTTTAATCCAGTTTAAAGCTGTC
TCAGTTCGCTCACATTTACCTGGAACCCTAAAACACTAGAGATTTTACTGCGTTTCCACG
GAAACTGTTGTTGATCTTTTAAACACCAAATGTGACGCCAACCATTTCCCAAAGTAAAAC
CTCAAATAGAAACATTTTATTTATGACTCCACTGTGTTCTGATGAGGAAAACTTGGCTGA
ATTATAAAAAATACTTTTTTTAAATATCAAAGGTCCAGACACAATGCATTGTGGTCCATA
TCTGCTAATCTAATGCTGATCATTCGCTCTCCGCTCCTCTCTGAACTGTCACAGATCGGC
ACGGATGCTGACTGGTTTTTGCAGAGACTTATGGGAAATTTCCTGGGCTTTGGATTTTAG
AATAGTGGTTTTTGACCTTTGACCGAATGAGAACTGCTCTACATACAGTTGTGGAAACCA
GCAGAGAACGGTGAAGGCCCTAAAGGCAAAGCGGAGCTCTGAGTAGTGAGGGATTCCGGA
CGCAGTCCAAATTTTGGGGAAGTTTGTTGATTTAAAAATGTTTAAATGTTTTAGGTTGTT
TAGTTTTGACCTTACAGGTCTGTGAAAAATAATGAAAGTTATTTTCTTCCTTTTTTTCTT
TCTTGTATATTTTTTATGATGAATTAAATCAATAAAATCAAT
>CL7083Contig1
TCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGATTGGAAACACGTTAGTGAATTCG
CCCAGTTTGTTAGGCTAAATTATTAGTGTTTTACTTTAGTAAACATGCATTTTAAAATAC
GTCCTGCTAAAAAAGAAGACTGCAAAGAAATATCCAGGCTGATTATGGAGCTGGCGGTTT
ATGAAAAGATGCCCGACCAAGTGAAGATAGCCCATGAAGAGCTGGAGCGTGATGGTTTCT
GCGAGAACCCCTTTTTCCAGTGTCTTGTTGCCGAAGTTCCCGAGGAGCACAAATCAAAAG
AAGGGTTTACAGTTGTGGGATATGCTCTCTACTTCTACACCTACAGTACTTGGAAAGGTC
GGTCAATATTTTTAGAGGATCTCTACGTGATGCCAGAATTTCGAGGAAACGGCATTGGCA
AAGGGTTACTTTGCAAAGTTGCTGAGGTGGGGAAAAAGAAGGAGTGTGTGCGGCTGCAGC
TGTCTGTGCTGGACTGGAATACCCCCTCCCGAGATTTTTATGCGGCTAAAGGAGCTCAGG
ATCTCACTGTAAGCGAAGGCTGGCACGCCATACGCTTCGATGGACCAAGCCTGGACAATT
TAGCAAACGAAGCTGCTAAAATCTAAACAGTTTATGGCAACAGTTTGCTGTAATCCTTCC
TAATACTG
>CL7084Contig1
TCATGAATGACTAAAACAAAATAAAAACAGACCTTTTGGCATGCATCAATTCTCTAGAAT
ATTGTTCATTTTGTGAAAATACATTTATGCATACATATCGGGATAGACATATAAAAGGGC
ATGTTAAAGGACTGGTCAAAAGTCGCCTCTAGTTTCGTTTCTTCTGTCGGACGGTCTCTT
CCTCCTGAGTCTCTGTAAAACACTGGAATCCAATGAGCATCCCAATGATGGAAAAACTTG
CAACAATAAGTGGAGCCATGACTCCGATAGTGAGTGGTGCAGTTTTGTAGATGAAGGCTT
CTGATAGAAAATGGCCTAACGCCAGCACAAAGGTCCATAAAGTGATGTGATACAGCGTTC
TGTTCTGAATGTCAATGGCACAAGCACAGCGGATGATGGAAGACAACAAAGTCCATATTC
CAAAAGTGCGAGCCTGAAGGCCATTCACAAACTCTGGAGTACCCGTGTAGAGTTTTTCTG
ATAAGAAGCTGTGGTCTCGGAAACTTTGCACCGTGTTTCCCATCGCGATGACGGACACCA
TCACCAACCAGCTCCGCAGGACGTTGAGGAAGCGGCTCATCTCTCCTGTCTGTCTGCCCC
ACGCACGTGCCGCAAAGCCCGGACAGACCCCAGCAGGACACACAACGTCACAGCTAAAGG
TCAGTCAAGTCCTTCAAATGTTAATAAATTATACTGTCATAATATCCTTAAAAATAAAAT
AAAAATGATAAAATACGCAATTGTCCCATCCGAGTGTTTGACTCTCCTTGCAGTGTCAAG
TCAGTCAATCTTAAG
>CL7085Contig1
GGACTTGTCAGGAAGCATCTGCTGGATCCGGTGGAAGCTCTTCCCGTGGAAGCTGAAGGC
TTGTTCGAACAAGACCCGGTCCTCCACGGTCCACTCGTCTGGAAAACGGCGTGAAGTTGG
GAAGGTCGGCCAACGACTTCTCGATGTTGTGTTTGTGCCAGAAGAGCATCCCCAGGGCCT
GCTCCATGTTGTATCCGTGCTTCTCCTTGGCGATGGCGATGTACTCGTCCAACTGAGTCT
GGTTCAGGACGCTGCTCGGGATCCAAACCAGCATCCCCAGGTTTTCTCGGACCTGAGCCG



CCTTCGCCACCTCCGGGTCAAAGTCCGGAACCACCGCCTGGTACTGCGGTCCGACCCGCA
TCCCTCCTCCACCATGCTCCTCGTCGCTGCTGGAGCCCGAACTTCCTTCTTCCCAGCAGC
TGTTAGTGCTGGTTCCATTACCGGACAGGCTCTTTCCGCCTGCGCTCGCGGCTGGTCCGT
GACCGCCTCCGCCGCTGCTGGCCGCCGGGGTTCGGCCCCTCCTCTTCCCCGGATTCTCCA
AGTTTCTTTCCAGCATTACCGGAACCAGCAGGACCGGGAGAGTTCGAGTGGACCGCCGAC
TCCTCCCGCTGGTAGCCTACTACTAGCTAAGCTGCTTCCCGCTGCCAAAACTCAACCGGC
GAACCGGACCGGACCTGCGAAACGGGTCTGAAACGGAAAGAACCGATTCACCTGGATGTG
ACCCCGCAGTGAAGCTCCGGGTCAAAGGTTCCGACTCAGGAGGATCATCAATGCCCCCGC
AAGTCGAGGATGCTAACGACGGCTAACTTCAAACCCACCCAGGTGAGCCCGAAAGTTCTG
GAACAAACATCCGAACCAAGAACGATCAGACATAAAGAACCGACCACGATACCGGGTCGA
TATACAAGCACAGGACCCCGAACCCGGCCAATACCAGCGATCAGACAGCCAAGCGCGTGA
GGCTCATTNATCC
>CL7086Contig1
ATTCGGCACGAGGTGAGAATCCACACAGGAGAAAATCTTTTTTCGTGTAAAGAATGTGGT
AGATGTTTTACACGTTCAGACAGTTTATCTGTTCACATGAAAATCCACACAGGAGAAAAG
CCTTTTTCTTGTAAAGAATGTGATACAAGTTTTCGTCATGCAGCAAGTCTTAAAAAACAC
ATGAGAATTCATACAGGAGAAAAGCCTTTTTCTTGTCAAGAATGTGATTCAAGTTTTAGT
TGCAGATCTAGTCTTCAGACACACATGAGAACTCACAAGACTTTCTCTTCACAAACAGTG
TAAAAAAGGAGTTATTGTAAACTGTAAATTATAAACTTTTCTGATAAGAGGTCGACCTCT
CAACCTTTGCACCACAGTCAAAGACTTTATTTACAGGAGGGAAAAATCTGATGGCCTCCA
TACCATATTGATGAAGTAACTTCATTAGAGGGAGTTACTTCGTGCTTTTCTAGGAAATCT
TTTTAGGTTTTCATCTTTACATAAAAAGCAAAAAAAGTAATTGATCAATACATTTGAATC
TTTGTGTAATGATATTAGACAAAGAGTTTTACTGCTGACAAAATATGTTCAACTTTTTCA
CAAAATGAATTGTTTTAGATGTACCTGCAAATAGAAATGAGTTGTTTGTTTTGAGTCATT
AGAGCTAATTCTTGAATGTCTTCATTATGGTTAAAATGTTTTTGTTATACTTTTTTAATT
CTAACATTTAATGTGCTCAGTGAAC
>CL7087Contig1
CAAGTCTTTTTTCTTTTTCTTTTTCTCTACTTGTTTTTAATCCCCCCCTCTCCACCACAT
TAACCGCCTTTTATGAAAAAAGGCCAGCCTGACAGTACATCTACTGTCACCAGGCGTACA
CAGAGGACCTGAGGCTCTTTACAAACGGCACCTTTTGAATCCACAACGCTCGGATTCTGT
CTAATATATTGACTCAAGTTGTTTTCAGGTGTGTTTTTGTGTGTAGTGGTGAGAAAGAGA
TTCAGTATGACCTAAAATCCATCTTATAATCTGTGTGGACGTTCTTTGAAGGGGGGGTGG
GGAGTAGGACATGCTTGTTTACTCGCAGAACTTTTGATATATCTGTCATGCATAGAAANG
TATGNAGTCATTGCGGTGATGCATCAGTTACTTTGCATTTTACTTGTAAATTGTTTTGCC
ATCCAATAGTTTTCAAGCCTGCTTTGTTTTTGTTTTTTCACATAAAAGAAAAGAAAAAAA
TCAAAAGAAACAAAGAGACTTCAAATCTTTAGTTTTTACTTTAATGAGAACTTTTTTTTT
TTCCTGTTCCAGTGATGCAAATTCACTTCAAGTTGTGTTAGTGCACTACAGAATTTTTCA
CACCTTTTTTGGGAGCGCCCGCCAGTTTGGGATTTGACTCTGCTTTTTGTGCGCCAATGT
TTTTGGGTTTTTTTTGCTTGCCCACTAGCTTTTTGTGAAATTATTAGAAATATTACATTC
CTTTTACTAACTTTTCTTCAAAAAAAATTAAGTTATTGTCAAATGTAAATCAGATTAGTT
TTTCTTTTTTTTTCTTTTTTACAGAAGGAATCACTCCTCTGCCCCTCTAGTATTTCTGCA
GCTGACTTCAGCCACATTTGGTTGTCAACTTTTCCCCCAGAATCCAGTTTAACTACAGTN
GTACACTCCAGCTTATATCAGATTTTTTGTCTCTTCTTTTTGAACCTTTGAATAGTTTCC
ATCAGATCAGAAGTGCACTCTTCCTTTAGGGAAGGGAGGGGAGAGGGATCAGGGTTTGGA
GGCTTTGTATTCCATAAAATATGTGAATAAATGCTATAACACAAAAAAAAAAAAAAAAAA
>CL7088Contig1
TGGGTCGTTTCGTGCTCCCTCCGTTGCGGCGCTTTCTTGTCCCGTACAAGAATACAAAGA
GAGTCCTGACCAGTATGAACTAGAGACGGAGGATGAGAGCGGCGGGGGGAGCAGCGGGAC
ACGAGCTACCGAAGTGGACGAACCTGTAGCCCCCAACGGACTAAAAGACTGGAAACGAAG
CTTCGCCGATGTACACACTGGATTCTACCCACCAAAGAGTGTCGAAATCTGTCGAAGAGG
GGTGGCTTTTCTCGCTCAGGATTGCGGGGCTTTAAAGGGGAGATCATGGATAAAACTTTG
CACATACTCCAGAAATCCGCAGACAGTGTTACAACTGGGATCTCCCTGGATATGAGTTTA
AACGTGGACGAAGGGGAAGATTTCCCGGAACAGCCGATCATGGGGTTACGAGACAAAATA
CCTCTGGTGAAACCTTATTTCAAGAAGAAACAGAGGAAATTGGATGCCAAATGCCTGCAT
CATGCTCTGGAGGATCCTATACTGTCCAGTTTGCTGAGCACGGACACGCTGGTCCCCGGA
GACATGGTATTTGTTCCCCGGAGCCAGCCAGGCCGGACGCCTGGAAATCTGTGTGCGGCC
GCTGTGGTGAAGCAGAGCTGTGTGGGGCAGGTGTGCCTGAAAGACCCAGGAGCTACTGAA
GACGCCACAGCTGCAGCAGCAGTGACCGGCTTAATGAGTCAGGATGTTGATGTGGAAA
>CL7089Contig1
GGGAAAACACTCTTTATTTTATGAAAAATAAATAAAACACTCACACAAACAGTTCAAAAG
TCAAGATCGACTTAAATCTTGATCTTTACAGAAAGTCAGTCCAGTTTTTACTGTTGGAAA
GTCTTCTCATGTCCAGCGGGATTCAGACTCACGGGCTCTGAGGGGGCGTCCACTGGCTCT
GTGGAGAAACGTCTGGGTCCAGCTCAGAAGGCGTTCCGGGCTCCTCCTCAGGAGTCTGCG
GTCATGATGGCGAGGAACTCCTCCTGGTTTATCTCTCCGTCTCTGTCGGTGTCGAACTCG



TCGATCATGCTGCGCAGCTCTTCGTCGTTGATGTCCTCGCCGAGCTCTCGGGCGACCCTC
CTCAGGTTCCTCAGGCTGATCCTCCCGGACTCGTCGTCGTCGAACAGCTTGAAGGCCTTC
AGGACCTCCTCCTTCGGGTCCCGCTCCAGGATGCGGTCCGTCACTACTTCACTGAAGTCC
TCAAAGGTGATCTTCCTGTTCCCGTCTCTGTCGTAGTCCTTCAGGATCTTCAGGACGTCC
ATCTTCTTCACTTCAAAGCCCAGGGCGCGCATCGCCACCTTCAGCTCGTGATAATCGATC
TGTCGGTCCTTGTCCGTGTCAAACAGGTCGAAGGCCTCCTTGACCTCGTGCTTCTGCTCC
TCGGTGAGCTCCCTCCTCTTATTAGGCTTGTTTTTGTCGGCCGGGTCGGTTCTCAGAGAC
AGACTCATTGCGATCGAATTGCAGATCCAAACGCGAAGATTTCACTTCCAAGGAACGGCT
ACTGTCGCTCAACGAGCAAAAACAAACCCCCCCCGGCCATAATGCCCGGGTTTNNCGGCT
TATGC
>CL7090Contig1
GCTTAACTTCAAGGATGCATGTTTGTCAGATGGCTGCCATGGTAACAAGCGGTGAGCGGT
CTGATGTGAAGCACACTCTTAAACCAATCGCTCCAACATCCTCGGCTTCAATGAAAACAC
ATGAAAAACTAACAGAAGTAATGATAGCAGCTAAAATGTTTCACCCGGTTTACAGTCAAA
CATTAGTAGTATTGTTATTTGTTTTTAATTCCTTTCTAAAATTAGGAGCCAAACATTGTA
AAATCCTTTCTACACAAACATCTCTGACTTGGCCGTTAAGAAAATTCAGTAAAAACAAAA
GAGAAAATAAAACGTCTTCAAACAAAATCTACAAAATATAAAATTACATCTTCCTGTGTC
TCCTCTGGCAGGAGCCACTCACTGCATGTTGGCATTTTAGAATCTGTTCAGTCGCTTTTC
GCTACATTTAGTGCAAACCATCAATCCCCCCAAATCCAAACGAAGCTTTTTCTGTTTGTT
CATCAGAAGCAGATTAAAAAGATTAATAAATAAAAAGATAAATACACCATGCTTTCTTCT
AAACAGGCTGTGAAAAAGTGATGAGAACATGTCGGGGCCTCACAATGACTTCCTGGGAGT
GTTTGGACCGCTTCAGTCTGATATGTCTGGTCGTTTGGGTTCCTAACAGACACGTGAACA
GGCATCCCAGTGCGTGGATCCAGAGAGGGTCTCTCTGCTGGCCTCGGAGCTGCACCTTCT
GATCATCCAGCGGGAGGCGGCTGTCCCACTGCTTTCTGGGTAGGATTAGACTGATGGGCC
GAGCTGCGCGGCTGAGCGTTAGTCCAGACCGCGATTAGTGTCTTTGCCGGTGGAAAAAAA
AAAAGGGGGGAAAGTAACTGAAGGGGGCGGGGACAAAAGGTCAAAAATGAGAGATAAAAG
GATGAGTGACAGAAGTGTGAGTGATGACGAAGAGAGGAGCTTTAAAACTCCTCCTGGTCT
CCTCGTGGTCCTTCGTCGAGGTCTTCATCTTCTGGCGGAGCAAACCCCTCCTCTGTAGCG
TAGAGTATGTCTATGATTTTGCTGAGGACGGGGTTGTTCTCGTTCTCCTGGCAGATCAGT
TCGATGTCTCGGAGCTTTCCGAAGTAGAAGTCCCGCTCCTTCTCCAGACCGTCCACAGTT
AGCTTCAGGTCCATGATCTGCTGGTTCAGCTCCATCAGCTCACCGTCTCCTCCATTCCTC
ATGGGACCTGCGATTGGCGGCGGCGGCGGCGTTCCCTCCTGGCCCTGCCTCATCAGTATA
GGGTCGTACTCTTTCCCGTCATAGTTGGCATCGAAAAACCTCTTGAACCACTGAAGGAAC
TCGAAGTTGTCCTGAAACTTCCCCTTCACCAGTCTCTCCACAGGGATGATCTTGTCCACG
TTCATCCTCTTGAACGCAGCCTGTAGGACTTTGAAGTTGTGGATGTATTCGTGCTCCAGT
TTAGCGTTAAACTTGACTTTCTTCAACAGTATGCAGCCTGGAAACAGCATGTCCATGAAC
TGGCAGTACGCTCCGCCTGAACAGAGCTGCTCGATCTTTGTGTAGTTGAGGTGTAGCGAG
TCGTTAACCCACGCCAGCATGTCGTGGCGGCTCAGCTTATCGGCATTCATCGATGTGGAG
TAGACATTCACCGCCATCCTCCTTTGTTGAGTTTGTGTTGTGTTTGCACTTTAGAAAAAG
GGAGTGTGAGTAACCACTAAGGAGAAAGACTCAGGTGAACCCGGTTCCTTTCACCGACGT
CCCGTTGTTTCCGTTGCTGGGCTCTCCGTTGCTCCCCGGCCATA
>CL7091Contig1
ACTAACAAAACAGAGGAAGTAATTAATGAAGACCCATAATCTCCTGTTAATACTCTCANT
AATCTGCACATAGCATTANAGGATATTATNGTATAAATACCACTTTACTTCTGGTCCCCT
GTANCACAAATCTCCTCCTTTGCCCACANAAAAGGACCTATTGGCTATGACTGGACNCAA
TTACNTTAAAACATAATACATGATATTTATTTCGTTAAGGTATAGAAGTGTTTAAACTGT
TAGGGATACTAATGTTAATATCAGACAGTATTTGACAGCTTGTGATGATGTCGATCTTCT
CGGACACGGCTCTGAGGTCATCCAGGATTAACCTGATGCTGTGGGACGCGTTGATGATGG
CGCTCTGGGAGGCATTCAGCTGAGATGTTGCACCTCGCACCTCCTTGTTAGCGCTGCTGT
AAACATGACAGACCATTTGCCCCACGTCAGAATACAGCCGGCTGTTGGACTCCTGCAGCT
TTTGCTGTAAAAGACTGTCGCCATGTGACCTGGACGACGGGCTCGGCCTGTCTTCCACTA
CAGACTGAATATCTAGATGGTCCCTGACCACAACCAGAGGAGGCAGGGCCTTCTTGAAGA
TCTGGCCGCCTTCCTGTCCGGCTGCAGGGTCTCGGGCGGCCGGCGGCTGCGGTTCGCCCT
CGCTGTCCGTTTCAGATGCCTCTCCTGGAACCTTTGCTCTGGCCGTCGGTCCAGACGGCA
GTGAGGTGATGTAAACTTCATCGTCAGAGTCGGTTTCAGAAGCTTCCCCCTCCACCACAA
TGCGATACCTGCTCGACATGCCCTCGGCGTAACGTCAAAATAGCAAGTCACATGAGCAAA
CCCGGAAGTCCCCGGCCATAATGCCCGGGTTTAACNGCC
>CL7092Contig1
GCGTTCAGGTACAGGCGGATACAGGCAACATCGGCGGTACCCTTTCCCATGAGTTTCAGT
TACCAACAGACGTAGGAGAGGACCGACTTTTACTCTGTGGGAACTGCTCCTTTTTCAGCT
AATGTGGAGACTTTGTCATCAGGCACAACCCACTGTCCACAGTGCAAAACTGGAGCTCTG
GTAGAGTCAAAGGGAATAGAAGTTGGGCACACGTTTTATCTGGGAAAGAAGTACTCCAGT
GTATTCAAAGCCACCTTTAGCAACCCCCAAAACAAACCCTCCGTCACTGAAATGGGTTGC
TATGGCCTTGGAGTGAGCCGCATTCTCGCTGCAGCCATTGAAGTGTTGTCCACAGACGAG



GGAATCCGCTGGCCCGGTCTCATTGCTCCTTACCAGATCTGCGTTTTACCCCCCAAGAAA
GGCAGTAAGGTCGAAGGGGCAGCAGTCTTAGCAGAGGAACTGGTGGACAGTTTGGGTGAA
GACTTTCCTCACCTGAGGGGTGAGATTGTTCTTGATGACCGCACACAGATGACCATTGGA
AAGAGGCTGAAGGACGCCAGCAGACTGGGCTACCCATATGTGATTGTGGTGGGGGAAGCA
GCTCTACAGAATCCCCCCACCTTTGAGGTGATCTGTCAGCAGACTGCTGAGACGCTATTT
CTGAGTAAAGACGGACTCCTGGATCTGCTCGGAAAAGTAGAAACTGTATAATAAACAGCT
TTTGTTGTAAGAGTGTATAAATGTTTGACATGTGAGGTGATGGAATAAAAAACT
>CL7093Contig1
TTTTTTTTTTTTTAACTGTAAAAATGTCTTTTAATCATCCAAAAAGTGTAAATAATATTT
AAAAGTGAGTCACAATCCTTTATATTTGAAGGTCTCAAGCCAACATTTACTTTATGACAT
CACTTTACGCATACCGTCGACAGTTATTATCCATCTTTGCATGTACATTGTGGAAACTTC
CAGAAAACATCCCCACATGCGAAAAAGTAGGTCGTCTTCCGGTTATAAAACTGTATTGAA
AAGTACCCAAAAAGCAGCTGAAGTAATGGGAAATGGTACCACATATTTCCAATAAAGTAC
AGTTACAAGAAAATGCGTCAATGGAGTTGGTAGATTTTCCAAACTTTGGGTTTTCGCCGG
CAGCCGGGCAAAAAGTTTACACAGTCAATATGTTGTTTCTATGTTTCTAGGAAACAAGTT
ATTAAAGCAAAATAAACTTCTCTAAAGGCTCCAACAAGATGTAAATCATAAAAAGTTTGA
CATTTCCATGGAAATATATAGCAATTTTCATGTGTTTTTTTAATTAATATCCAAAGAAAC
AAACTGTATCCACCATTCCTTTGGTGAATTTGAGGTAAACTACGTGAGTTGCAACATAAA
AACCTATACAAAAATACCTCAATTTATCTGCTGTTTCCATTCAGTAGACCACAGAAATAT
AAAAAAGTGTTACAGTAAACATGGAGGCAGGGTTTGCAGGTGCATTAAAACCTTCTAAAC
CGCCATGAACATACAATACATGACACAACAATCAGTGGTCATTTCCTACTGACTGAACCC
CGTTAGCAGCTGATAATGTTCCATCTTTGCTCACCTCTCATCTCCTCGTCCCTAAAGTTC
AG
>CL7094Contig1
TTCGGCACGAGGGCACGGTGGCTTTCACAGATGAAATCACGCCTACAAAATCTAAGAAGA
AGAAAAAAAACGGACAGTGAGCAGTTTGCCTGAAGTAAGACTTTTCTGTGGGGAATTCAG
ATATATTATTAAAAAGATCAAAGTGATCATGATTTTTTTGTGCCTTAAAGATTTGACAGT
TAAGAGAAGACTTCTGCTTGACGTGCTTCTTTTTGAGCTTCTGAGCTGAAGATCAAAAAA
CAGGAGTCGGGACAGATAAGATGCTGTCCTTCGAGTCAAATCGTGTGATTCCAAAGTCTA
CGAGACGATTGAGTCCACCTTATTGCAAATGTACCAACCGTCAATATAATGTAAAGTCAC
CAGCAGAGGGAGCCAAAGCATCCAGACTCAAGACTTCCCACATTTTTGTTCAGTTTTTTT
AAATGAAATTATCTGTAATTTTTGAGATAATATGGTCCGTGTCAACAGATATGACCAATT
TTTTGGGTAACTTAAGGATTTCTATTAATTTCCTGCCCCAATCAAACATTTTATGTACAT
GTATGAATATACCTTGCATCAAAAAAATCTTTAGAACTCTTTTTATTCCCCCAAAAATAA
AACTTTCTCAATTATTTTCTCGTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL7095Contig1
TGGTGGCACAGCATCTTTACAAGAGCTTCTTTCTGATTCGGTGACCAGAGGGTGACTGTG
CCGTTAGGGTGACCGAGGTGGATTATGGCGTTCTGGGGGTTCTGACACATCACATCAAGT
CGTCCAGTTTTGGTGTTGATGGCCACCACCTCCTTTCCCACCGACACATCCAAGTACTGC
AAGAAACTCGTAGAACTCTGTTGACAACACAGAGACCAGGTCACTGCCAGGGAAATCAAT
TTGGGTTGCTTTTATACTTTCACAACTTTTCTTTTACACAAATATAAGAATTTAATAACC
CTGCAGAGGCTTTTTAAATTTTTTTATATTGAGCAGTATCTCTTGTATCAGATGTATATG
TGTGTAACTGCTATTTTTTAAAGTATAGTGCGGAACTTTTTAAAGCGCTGTGCTTTCAAA
AGATTCACTGAAAGCTATTTTTATCTTCAATTTCAAACATCATTAATATTTGTGATATAA
AACCCACCGCCGTGGCAAGCAAAAAATGATATGGGAGAAACTGCATCCTAAGGACATCAT
TGAACTTGCGAATGCAGTGAAGTTCAATTCCATTGGAGTCGTAAACGTAGAGCCACTTCT
TCTGGGCCACGGCATACATGCTCTCGCTGTGCAGCCACTTGACATCATTGACAGACTCCA
TGACATTTATCTCACACATTAGATGTTTGGACTGCCAATCTATACAAGCCACATGGCCTT
TTCTCCCTCCTATAAGCAAATGTCGTCCAGTCTTGCTGTAGTCTATTCTATACGGTCCAA
ACTGAGACAACTTGAGATGAAAATGCTTGGCTCCAGATGTTATATCCACTGCATTTGCAA
TATCCTCCTGTGAGACCAAACATGTGTCCTCACCTTCATCACCTTCTAGAAAACCAGCTT
CTTCTGGGAGCAGGAGGTCAAAACGAGCCGCTTGCTTCTGGGCCATTTCTGAAGCTTCTT
CAGAGCGAGCTATCATTGTTCTGAGTTTGTAATGCTGATGTGGCGGCTTTTTAATTTTTT
CTTTCCTTTTGAATTTTTGCAACCTATCTTCTGGGATACGTGCTTTCCCAGGAAAGGGGT
CAGATTTCCCTGATATACATTTCTTGTCCTGATTTTGATCCCGTTTTTCTTTAAATTTTC
TCTTCTTCTGTTTCGGTGTGTTTGATTCTTCTGCCTCCTCCGTGGTCGGCTCCTTGTTTC
CTTCGCCAGCCCCGGCATCTTTCGCCTCATCTTTCTCTTTCTGCAGCTCCTGCCAGTAAC
GGGAGGGCGCCTTTTTCTTCTTCCCCACGTGTGAAACACTCACTGTACTTTCGTCGGGAG
ACGCCATCTTTGTTGTGTACGTTTGATGGTGCTTGTGTCGTGATGACATCACTTCCGTTT
CCTCGGCCATA
>CL7096Contig1
TTATTGTGGTCCGTTTTTGAAGAGGACTTAGCGGAAAGTACTTCCGGGGTGACTACCGGA
AAATACGTTGTTTAAAGACATCAGTTTTGGATTCCAGAGCGTTGTGTAGGCTCTCACCTC
TGCTCCATAAGGGCCTGGTACTCCCTCTGGTGGGAGACCAGACGCAGAAACACTTTGTAC



TTTCGTTCGTAGAAACTCTGAAGCTCCCGCTCAGGTTGAACCACTTTTCCTACTTTAGCC
ATTTTCTCCATGGCCTCCTGTAGGGTGCTGTAGTCACGTGACGCACATGCTCCCAAGACT
GCTGCTCCCACCAGAACCGCCTCGGTCTGGTCTGGCAACACCACAGGCAGCCCTGTGGCA
TTGGCGTGTGTCTGCACAAACAGGACGTTTTTACTCAAGCCCCCGCAAAGGAAGAGGGCG
CTGATGTCATGTCCTGCTTTCTTCATGGCGTCTAGAATGTGAAGCGTGCCAAGAGCGAGG
GCTTGAATGGTGGCTAAGTAAAGCAGCGCCAGGTCATCCAAGGTTTGGGAGAGGGACAGT
CCTGTCACCATGCCTTTCAAGGTTGGGTCAGCGAGCGGCGACCTGTTGCCATGAAAATCT
GGCCACACGTGAAGACTAGAGGTCAGCAGATCCACCGGCGACCCAGACTTGGTCATCTGA
CCCAAGTGGCTGTTCAGGTACGAGTAGATGTTCCCTCCAGTGAAAGGGAACGCTTTGCTG
AACCTGCGCCTCCAGCTGTGTGAACCCAGCGTGACCCTTCACCACGTGGTCGATCAGCCT
TCCAGTGGCGCTCTGCCCCCCTTCGTTGAGCCACAGACCTGGCACCATGGCAGACAGGTA
GGGTCCCCACACTCCTGGCACAAACCGCGGCGTCTCGCTGATCGCCATGTGACAAGTCGA
CGTCCCACAGATCATTGCCATGCGTGAGGAGATTGAGCGATGCTCGCAGGGCAAACTGAA
CCCCTTCACGTCCGCACCAATCACACCTAGGCCTCCGGCGTGCGCATCAATGAGAGAAGC
ACCGACTGCAGTTCCAGGGTTCAAACCCAAATCCCCTGCAGCTTCCATTGTCAGGCCTTT
GCCCAGTGAACTTCCAGGAGGACTTGTTTCACTACCTATTTTGGAGAAGTTGTTTTCCAA
AAGTTCCTCCAGGCCGATACTAGTCCAAAAAGTGGCATCCCATCCGTCTGGAGGACAGTA
CGTCCACTTGCACACAAGGGTGCATAAACATTCCAGT
>CL7097Contig1
GGGTTGGATTGTTTTTATTGTTGAAATCTTCGTCCTCTGAATACGAACGTAGCAGAAGTC
ACAATTATAGCCGTACATCTCATCAAAGAAAAGACTTTATGTCACACACTTGTGCGTATT
TACAGAGAAACATAGCCTCTGGGTCAAAGGTCACCGCCGTACCACCCGGCTGGACGAAGG
AGACGGCAGCAGAAGAGAATAAATTACAAACATCCATGAATTTCTATATTATAAAAAAAA
AGAATCACTCTAACGGTTGACCTTGTGTAAAAATATAAAGTACATCTTTTACATTCCAGC
AGTCGGGGCTGAATTCCAGAGGTTCCTACGGCGGCGTCTTTACTGCGGCGTTTCGTCTGG
AAGCTGGAATCTTTCAAAAATGTAGAGACGGCACGATTTCTACTGATGGCAGCAAGACAG
GAAAAGGAACGGATTGAGCGGGAAAACAAATCGGTACGAGGGTCAAATCAGGACCGGATG
AAGAAAAACCGACAAAAAGACAGACGGAAAGTTTTTTAAGAAAATAGTTTGTAAACTTAT
AAGAAATATTGAAAAATGTAAAACACACAATTTTGTGAACTCAAAGTAAAAATGTAAAAT
TTGAAAAAACACTTCAAATTTCTGAGAAATATTTTAACTTAAATGTGTACATTTAAAAAT
ATTCAACTTGATTTAACAAAATACATTTTGTAGTGTCAGAATGAGACGCAGCTGCTGTGT
TGTTTAAATATGTCCCTCTTCACTTGATTGACGGCTCTTATTTCAGACATTTTGGAGTTG
ACCTGAATGCGACACGATGACGTCACCATGTCCCCTGTTGTCACTCATGACCATCGGGCT
TCATAGTTTCAACTCCAAAAAGAAAATCTCTGAATTAAAACTGTAAATTGAAAACTGAAC
GTGAAGGAAAGAAAAGCTGAAAAAACATGATATTTTTATTTGATTTAAACATTTCTTATA
AGTTTCCAAAGCGTCCTTAGGAGTTTAAAACGTTGACTTTAAGCCGATCCTGATTTGAGC
CCACGGTTCGGTTCCCTCGTGCCGA
>CL7098Contig1
GGGACAAAAAGCATTTCCTTTCCTGTGCAGTAACCTGCGGTTCTTGTGTGTTCGTTGTTT
ATTTATATATTTAATCTTACTCATGGTGTGGAGGTTACGTTTTTATTTTTAGTGAATAAA
TCCTCGAGGAGCGGCTGAGAATGAACCCCGTCCTCCGGAAGATACAGGTGTGTGTCCTGA
GCCAGGCGCTCACATCCTGCAGGCCGTCTCCGCCCGTCCATCATGCTGGGAGGCCCAATG
AGCGGCTGCACAGAAGCATGCCGACCCACAGCATCGGCAGGTGGAGGAACCTTTTACCCA
AACAAGCACCTAAGAAGAAGAAGGAGAAGCAGCAGATGAAGCAGATCCTGGCAAACACCA
GCACGGCGCACGGCACTCTCAACGTCAACGTGTCCGGCCATGACATGACCCTGGTGGAAC
ATTACTCACAGTACGTGCACAACCTCTGCAACCGGCTGGGCATCAAGGTGGCAGACAGCT
ACGCTTTGCCAACAAAGAGTATGGAGGTGATGCTGATGCAGGAGCAGGGAACCAAGACGT
ACGTGGACGCCGTCCTGAAGACTCACCAGCGGGTGGTCCAGCTGACCAGCCTGAACGCGG
CGCTGAGTCCCATCTTCATGGATGTTCTTCTGAGGAATCAGCCAGAAGGAGTTCAGCTCT
GCGTGAAGGAGCACACAGAGGCAGATTTCCAGGCTCGTTTTAAGGCACGGCCGGAACTGG
AGGGGCTCATGTCTCAGATGAACCATTAGGACCAGCACCCCACCGACCTGCAGATTCCAC
GTCAGAAGATAAATGTCTGAGCTTGTTATCCTCCTGTTTTCACCTCCATGTCCCATA
>CL7099Contig1
AATAAAACAATAGTGTTCTTTATTTCAAAATGATTAAGTAATTACATAATTGTTTTATTG
AGGTACAATATACCTAATATACATAAAAACACATGGCTATCACTCAAAACTTTGACAAAA
ATGTTTTATATACAAAGTATGCCAGATGCCGAATTACACGAGATTGGCCCAACAGATAAA
TATATATGTTTTTTTCCTGTTATCGTGTTCTTTAAATGTATTAAAATTAGTAACCAGTAT
CATATTCGGTATATATTACAACAGAGAGGTAGGAGGATGAAAGTCTTTCTGCCTCCCATC
TTTTGCCTCCCCTGGAAAATTGCCTCTCTCCAAAAATAACCTGCCCTGCAGACCTTTGAA
CATTTTACAAGGCTACCCATTTGAGGCCTGTAGCTGTGACGGAAATGGAATGACATTTTT
CATGAACTCCATAATTACCATGCTAGTCAAGACAGAGCAGCACTGGAAGTTTGGGGTATA
CAATCTGATTTAGGAGACTCGCATCTAATTAAACACTGAAAAAGAAAAAAAAGAGCTACC
TACTACTTATCAAGAGGGCAGGAGACCTCACCCATGTTTTAAATTCTCTCCATCAGAACT
GCATACCCACACTCAGTCTGACATCAGGAAAATTCTGTCCAAAGAGCCTTTTCCAAATTC



ATGGATGTAGATTACTGTAAATAAATGATCTGATTTTTGTTTGATCTGAAGATAAATGAC
TAAAACACATTCCCATTTTTTGTCAACTAAGATCTGAGAGACTCAGATTAAGTTAGGGAG
GGATTCTATATCTGATAAAGCACTAAATCTGAGCTGTGGCATCTTTCTGACTGATTTAGG
AGGACTCAGAGGTAGA
>CL7100Contig1
CGGCACGAGGGTCTCATCCAATCTGTGTGTGCGTAATTTTTTATTTGTAACGCGTTTCTG
GCATGTGTGTGTCACTTTGACTAGGTGTGTGCGTAATTCTTGATTTGTTACTGAAGCTGT
ACATTTTGTGCATGACTGTGTGCACTTGTAATTGTGTGTTCACATGCACTTTTTTTTTAA
TATAAATTATCGGGCATTTCTGTTGAAGAAAGTGGGGAAAATGTCAGATAATATCCACAA
TCTGAGTTCCAAGATAAGAAAACTCTGATGACCCAGCATTCTAGCTGCATTTAAACGCAT
CATTTGCACACAAAACCTGGAGACGTGAAAAGAGTCTCATAGCTGATTTGTGGGTAAACG
CGGTTTTGTGCGTATCAGATGATTTGTGCGTACTTGTTAAAGGCTTGTATGCATAGTTAC
TTTGAATTTGTGGATGTGTAAATTGTTTTTTTGTCATTTTTGTGCACACAGTGACACGCA
AAATGTACTGCATGAGTCCAGAAATATGCACGCACAACTCGGATGAGGCTATTTTCTTTC
TCTATGTAACGACACGAGTCCTGCAACTTCTTCCTCTGAAGAAGGTTTCACAGTCGCTGG
AGAGGCTTCAGGCAGGACGGTAAAAACTCAGCAGGACTCTGCTGAAACGAGTCTGTGCTG
CAGTTTGTCACAGACGGCTCATCCAACCAGGCGCTGAAGACACAACCCTCACATGGACAT
CCAGGCGGCTTTGATTGCATGTTGACCATTAAAAAAAAAAAATTTGATTT
>CL7101Contig1
GAGACGCTGCTGTTCATAGAAAGGGTCGTGGGTGGCCAGCAGCCCTGTGCTGTAGTACTG
ATACTGGTAAAGCTCTCGCTCAGAGTAGAACTTGCTCTGATGCTGCCTCATGAACCGGTG
CAGCCTCAGCATGTCGTGCAGCTCCTCCCGGGACAGGATGAACCCGGCATCGTCGGAGTC
TGTGTCCGAGTCTGTGGTGTCGTCCGTCAGCAGGATGCTCTTCAGCCATTTCCTGTTCTT
CTTCATTTTGGAAAAGTTGTAAAGGTTTGTCCTTTCTGCCCTTTGGCCTGGCAGTACTCC
ATTGAGGAGCTTACAGTCCGTCTGTCTGTCCTCACACGCCTCGCTCTTGCCCGACACCAC
TGCACACTGAAACGTGGAATCGGGGGGCATCGCTGTCCCCAGCCCCCCGTCACTGTCATC
ACTCTCATCACTGGTGATGTCTGTCTTGAAGATAGCAGAGGTTTGATTCAGAAAACTATC
CAACTTCAGGGATCTCTCTAAGCGCTGCAGGTAAAGAGGTTTGGCCAGACCAGAGGCTGC
TGATGCTGCTGCATCCAGCTGGCTGCCCTGCCTGGAAGCCATGCAGCACCACCTCCTCCA
CCCGAAAGGCAGGAAAGGTCACTGGTCAATACCAGATGGCATGGCTGTTTCCACGGTTAC
GGACTGGCCCGATGGGAAAGAGCCTCGGCCCCGTGACTCCTTCGGCTCTCTGTCGTCGCT
GCAGCCGACTCTCGGTTCTCTCACTCCAAAATGGCGGTTTGAGGCGCCGAGTGAGTCTGT
GAGCTTTGAGCCGGCAGCAGCGGCGAAGAGGCGGCCACTTTCTGTCCCC
>CL7102Contig1
TGACAGAAGCTCTCCTTCATGCTTGCTGGTTCTCCAGAGGAGAAACGGGAGTGAACATGA
TGATGATGATGAGGGAAACCTGTGAATGTAGAACTTCTTCACTAAAACCATCAGACCACG
TCTGATCTCTGTGGATGAAGGAGCGAGGAGCATCTGCTGAACTCCATCAGGAGGTGCCCT
TCACCTTCTGCTCCCACGTTCAGCTCCGGATCAGAGTCATCTTCGTCGTGGCTTCTCTTC
ACGCTCTGATGTTTCCAGGAAGTCTGTGGACTGAAAGCAGATGAAGAACCCGGAGATGCA
TTCCTGCAGCAGGAGGAAGACTCTGAAGAAGACGAGAGCTTCCAGGAGAAGATCTCCAAC
TTTTGAGTCTTAAGTTCCAGACGCAGCAGAGTCTGAAGAACAGGAACGTTCCAGGAGACT
TTTCCTTAGCGGGATTCAAACCCATCCCTCTGCTGGATCCACCAGGAGATCCCAACCGGA
GAACCGGATTCAGTTTTCATTCCTGTGAATCTGAAGAATGAAATGTCAACCTGAAAGAGA
AACGTGTGACGCTGATTGGATTCCTCTGTGTGTGTGTGTGTGTCTGTCTCTGTGTGTGTC
TGTCTCTGTGTGGTTCCTCAGAGTTGGGCGTTGTGCAATCCTAAACTGTAATTGACTGAA
CATTTGATTTTTATGTTTTTAATGGATGAATCAGTCATTTCTAAACAAACTGAAATCATT
TTAATAAAATGTT
>CL7103Contig1
GGTAATGTGGACGAAAAATACCGCTAGCGCACGAAGACTCGGCAAATGGGTTTCCTCTGA
ACCACCGGTGGACGACAGTTGGGCTGTACCGGTCATCTTTAACGTAAAGCCTTACACATA
TTTGTTGAAGCTTGAGGAACATCATGGGGACACAAGGCCCTGGGAGGAAACGCGCCCCTC
TGAAAGACCGCTTCTCAGCAGAGGAAGAAGCTCTGAGTAGTATCGCTCGAGAGGCGGAGG
CGAGGCTGGCTGCGAAGAGGGCGGCGCGAGCGGAGGCCAGAGATATTCGGATGAGGGAAC
TGGAGCGACAGCAGAAAGAGCTGGATGAAAAATGCGACAAACAATTCTCCGACTTCAGCC
GGCCGTCGTCTCGCTGCACCACCCCAGGCCTGTCTCCAGCCACCCTGGCCTCACTGGGCG
GGACCTCGTCCAGAAGAGGGAGCGCCGACGCCGGCAGCACGTACGACCCCGACACCAGTC
TGAGCGAGCTGAGGGATATCTATGAACTAAAGGACCAGATTCAGGATGTAGAGGGGCGGT
ACATGCAAGGGCTTAAAGAGCTGAAGGAGTCCCTCACAGAAGTGGAGGAGAAGTACAAGA
AAGCCATGGTCTCCAACGCACAGCTGGACAATGACAAAGGCAACCTCATTTACCAAGTGG
ACACGCTCAAGGACGTCATCGAGGAGATGGAGGAGTCCATGTCAGAGATGAAGAGGGAGC
TGGAGGAGAAGACGAAGGAGCTGGAAAGACAGAAACACACCTGCTCGGTTCTGCAGCACA
AGCAAGAAGAACTGAAAGAGGGGATCCGGCAGAGAGACGAGCTCATAGAGAAACACGGGC
TGGTGGTGGTTCCAGGCAGCATACCAAACGGAGAGGTGGAGGAGGAGCCTCTGTCCTCAG
GGATCACGCTGGTCTCCCAGGAGGCGGCTCAGGTTCTGGAGTCTGCAGGGGAAGGTCCGC



TGGATGTGAGGCTACGGAAGCTGGCCGAGGAAAAAGAGGAGCTGCTGTTTCAGATCCGGA
AGCTGAAGCATCAGCTGGAGGAGGAGCGGCAGAAACACGCCAAGGTGGACGGCGTTTTCA
CCGAAGGGGAGAAGATGGAGAACGGTACGGACTTGAGCTTCATCGAGATGCAGAGAGACG
CCAACAGACAGATTAGTGAATACAAGTTCAAGCTTTCTAAGGCCGAACAAGAAATAACCA
CCATGGAGCTAAATATCACCAGACTGGAAGCACAGATGGCTCGGTACAAAGTGGCAGCGG
ATAACTCTGAGAAG
>CL7104Contig1
ACTGACATGATTTAAACAGATGTGACACATCTGGCTGTGAATGCTTAACGGGTAGAGGTT
CGCAATGGATTTCATGATTTCTCTAAAAGTCCAACCCATTTTTCAACTTTAGGAGAAAAA
TTGAAATATTAATTTTCAATTTCAAAATCTTGTCATTCATATCATGACCTAAAGTCAAAA
CAAAACAAAAAAAGAAAATTACTGCATAGGAATTACTAAAAGTTAAAAGAAGCAGAAAGA
CCATAAATGCCCCTTTTTCTTTCCTTTTTCTTCATCTAGTTATTTCTTGTAGTTTTTTCC
CCAGAAGAAAACCACATCAGCTCAGAGTTAATGGAAGTCGCTGAGCAGAGCAGAGACTGG
ACATGTGGGGAAAGCAAAGAAGAAAATGCAAATTTAGTCTGAAAGTTAATTACGTTTTGG
CTACAGTCCTCTGTGAAACGACCCCTTGGTTACAACGCTTAAATTATTAGCATTATTAAG
CAGTTGGAGTGTCAAATAACACCCTCGTCTTCTTATGTTCTTTTTATTTTTGCGAGTCCA
AGATTAAACAAAATGATCTAATTTCCTCATCTACAAACAATAACCCCTCCCAAAAATATA
TTCGATTAAGTACAAGTTTGGTGTTTGGAGATTAGAAGCTGTTTTTTGGATTTTATTAAA
TGCTATTAACACCATCTCTGCGTGAAATTCGATTTGCTTTAATGAATGTGTTAATCTGCT
GTTTGTCATCAACAGCTTTCTTTTACATTTTAGTGATTAGCTGTGACTCTGGAGATAGAA
AGGAATGGTGGTGTGTCTGTCACTTTCATGGAGCTTTAATTAGCTTTTGGCTTCATCTGA
AGCTGAAATATACCATTAAAATGT
>CL7105Contig1
GGGGATGTGTTTTGGGTCATGTCCTCTAAGAGCCAGAAAAAGCTGTTCTAAATTTATACT
CTGTTGCCTGCTGTGCTGCAGCTGCTAACTTGTTTTCAGTCCTCAATTTTTAGCGGTTAT
TCCTCCAGTTCGCAAAAAATGTCAACAATTGGAGAGGTCATCGAGTGCAAAGCAGCAGTG
GCCTGGGAGCCCAACAAGGCTGTGGAGATTGAGGTAGCACCCCCACAGGAAAATGAAGTC
CGCATCAAGATTGTGGCGACGTCTGTCTGTCACTCAGACCTGTACCACCTTTTTGAGTAC
ATGCACCCAGAAGGCTTTCCAACTGTCCTCGGCCACGAGGCTGCTGGGAACGTGGAGAGT
GTCGGACCTGGAGTCACTGAGTTTCAGCCAGGAGACAAAGTGATCCCTATTTTCCTCTGT
CAGTGCAGAGAATGTCGCTTTTGTAAAAGTCCCAAGACGAACCAATGTGAACTTGCATGG
ACCCGAGTTTGTCAGAAAATAATGGCCTCTGTAGAATCCAGGTTTACCTGCAGAGGTAAG
AGGGTGCTGCAGTTTATGGGAACCAGTACCTTCTCGGAGTACACTGTGGTTCATCAGAGT
GCAGTGGCCAAGATCGACCCTGCTGCTCCTCTGGACAAAGTCTGCCTCCTTGGATGTGGG
ATCTGCACTGGTTACGGAGCAGCGGTGAACACTGCAAAGGTTGAGCCGGGCTCCACATGT
GCAGTCTTTGGTCTGGGAGCAGTGGGTTTGGCTGCAGTCATGGGCTGCAAAGATGCAGGA
GCCAAAAGGGTCATCGCTGTGGACATCAACTCTCAGAAAGCTGAGAAGGCCAAAGCATTT
GGTGCAACTGACTTTGTGAACCCCAAAGATCACAACATACCCATCAATCAAGTCCTGGCA
GAGATGACCAACGGAGGAGTGGACTACTCCTTGGAATGTGTTGGAAAAGTGGAAGTCATG
CGTTCTGCATTAGAGTCCTGCATAAAAGGCTGGGGCGTCTCTGTGATTGTTGGCTGGACG
GATGTTTATAGCATCACAGTCAAACCACTGAACCTCCTTTGTGGACGTACTTGGAAAGGT
TGCATGTTTGG
>CL7106Contig1
GCACAGAGTTTGTCTATTTTGCGTGTGTACTCCGGACTGGAGACTGGAGCGCCTGCATAA
ACGTGAGACCAGAGTCTCGCCGTCTGTTTAAACATCTCTGGATTCTGCTTGTACTGATTG
GCTACCACTGCATCCTGCGGATCATCTGGCTCTGCAGCCGCCAGCAAAGCTTGCAAAGAC
AAGAGGACCGTCCTCAATGTCATAGCAGCTGCCCACTGGTCTTTAAGAATGTCCAAACAT
ATTGCACCTGTTACTGAGCTGATATTGGGATGCCAGATCTTTGTGATAAACCGCACCTTG
GGTGGATTAAATGGATATGTCTCTGGAATTTTTATTTCAAGTTGATATCTACCTCCTTCA
TACGGTGTATCAGGGGGGCCTGCTATTTCCCCCTTAAGTTCTGTGAAGTTTTCATCCACC
AGATCGACCTTTATCTGGTTTTTGCTGGTCTCTTCGCTTTTAAGCACCTCCTTGAACTCC
CGTTTTATCCTTTGGACTGCTATGTTGGCCATGGCTTCACCGAGTTCTGGTCCAGATGAG
GCCTCGCGGCTGTCCCGACTTGTTAGCAAGGGCTAGCTTGTTCTGCTCCACAGCAGCTCC
TCACTTTTTCAAATACAAATTCAAAAAAACCCGAACCAAAACACTGTCACAACCGCTACT
TGGATCGTCAGTCCCACGGATCGACAACAATTTTAATTTGTTGAAGTAGTAAAACATGGA
TCTTTCCTAATAACTGTAGAACAAGACAATGGTTGGTGGTACTGAAAACATTATAATACC
AAAGTGCCCC
>CL7107Contig1
TCGGTAGTTGATTTTATTTTTGACATTTCCACATGACAGATCTTTTGGCAAATGAATACA
GCAGAACTGTGAGGAATGTAAAGTGGAGATTCTTCCATGCCCAGAATTGAGCTAATTTTA
AGACTGGAGGAATTTTTGATTTTAGTCATTAATGTCATCCAAAACAACCTTTTTTTTGAC
AGAAACTGCTTCAAGTATGACCCAACTGCAGTTGAACTAAATCCGTTTGTATGTCGTCTT
GTAAACAATGTCGCCAAGAGTCATTGTCGTCACTAAAGTGTTTCCATCCACCAGCTCTGT
GACAATGTCCGCTCTTTTCAGACTCATCATAAGCTTTGTGCCCTCCTTCTTCACCACTGT



CTTGATTTTCTCTCCAGTGACAGACAGCATCTCAGTTTCTTGCCCAATGGTGAAGCTGTT
GATTATGACATGTGATCCGGTGGTGACCGTCACTCTGAAGTTGTCGCCATTTTCCTCCAT
CTCAGTGATGCTTTTTAAGCCTTTAGTTAGCTGGATGTTCTCATCAGAAATCCCAACAGC
TTTCATGAAAGCTTCATAGTTCTCCGAAGATTCGAGCTGGTACTTTCCAGTGAAAGACAT
AATGGCC
>CL7108Contig1
TTAGTGAATCAGGAGCAGATAAAAAATGTAAAATGCTAGTTTTTGTTACATTAAATCTAA
AATCGGTGAGCCACAAGTTGTCTGCTCTGCTCCATTCTGATGCAGAATAGATCCATGTAG
GTCTTCGTTTTCCAGAGCTGGAATTAAAACTGTATGGCAGGATAGCTCAGAATTGTTCAT
CCTTTTTACTGCACTACTAATGTTAAAGGTTGAAGTTGTGAGGGGCTATAACCTAATGGA
AGAGAGTGTAAACGAACAGATGATGGGGAATGCGGGCGGGGTCACTTCAAGCCAACAGTT
CTACTGCAAATACTGCAGCAACAAGAGGCGAATTTCTAATGAACCACTGCTGCTTTGCAG
AAGATATCTCCGAAAAAACAACCTTTTTTAAAATTTATTTTAAAGACAGCATAATCATAA
CAAAAATCCCTGGGAACACTTTTGGATTAGATCAAAAGATGATTGGAGNCGGATTTTAAG
TTTTCAAATCGAACCCCCGTTTAAGAATAAAAAACATGATTTCAACACAAAATTAGTTTT
TTTATGGCATTATTTATTAATCAATTAAATGTTAATAATTCTTCTCTTTAGGTTGTTTTG
TCATTTCCCCCCAAAAAAATGGCTTTCTGGTTTAAACTGTTTACCTGGTTTATAACAGTA
ACTACATAAGAAAAGATGCAATGAACAGTAACAACCCATAATGTCTTAGGGTAAGAATTC
CAAAGAACTGAGGGTTTTTCCATGTGGTCTTCCTGCCAGATCTCAGCTGATTATCAGGGG
CTGCTATCCACCTCTTCAATATTGACAGGGAAACAAGAATTAAATGAATGATTCAACTAG
GTACTTAGTTTTTGAAAATTTCGTTTTTTTCCCATTGTGTTCAATTATACTTCACATGGT
GCAACTCCATAGATTAGTAGTTTGAACACAAAAAATTCAAATTGTTTCTGCAAACAGATG
TCCTCTTCATTTTCCACCATGCACTACAGGTCTCCACCCTTCCCCTGTCAACTCTTCTTC
CAGGCCAAAAACTGGTTTTTCCGGGGCGGGGGGGGGGGGGGGGGANNAAAACCCCCNNGC
NCCNNTTTTTTTCCCC
>CL7109Contig1
TTGTTGTTATAGATTCTATAGATTTTTATTTAGTAAAAATTAGACATCATTTACAGACTC
TTGTAAAAGTGTTTATCACAGTGGATAAGGTCAAAAACAGCTCATTATTACAAATCAGAG
GCACATCGTTCTTATAGCTACATGATTATATTAACATGTTGTATAATTTCTCCTTCAAAT
AAAAATAATAATAAATCACAGAATGTTTGTGTAAAATTACAAAGAAAAAAGATGCAAAAT
TTAACCGATGTAGTAAATCGATAATGGAAGGAAAATCAAGGGGACTTTGTAAGCGTTTGA
TGAGATCATTCATACTAACAGTAAAACAATGAGTTTGTCTCAAAGGTTTAAGCTTTTAAA
GCCTTGCTTTGCCTGGAGAAACCTGCAGGTTCTGCAGCTTCATGGCCATTCCCAGGTTTC
CTGAGACCTTCAGCTTTCCTTTGACGAACGCCGTTTGTGGGTTTAACTTTCCGCTCATCA
AGTCCAGTAGATCATGGTCGCTGATGGTCAGCATGCAGTCTGCCTTTTCCCCAGACTCAT
TCAGCACAGATCCTCTGCCGTTCTTCACATCCACCACCCACGTTGCCTCTTTACCGCCGG
GGCCGTCCTTCACTCGAAAAGCAAAGACGCCACCGACCCTCTTCACCAGCTGCTCGCCTT
TCTGCCGAAGCTGGTTTTCAATCTCTTTGAAGACGGAGTGCGATTTGAAACCTTCCAGAT
TGCCGTCCTTTGAGCTGCCTGATGAANCTC
>CL7110Contig1
ATTCGGCACGAGGCCCATCTGTGCTGTTTGATGGCCCGAGGAAGAAGCGACTGAGATCCA
GGCGTGAAGGCACAAACCGGGCCGTCATCGGTTGGAAAGACGACAACGGGTACTTGCTGG
AAGCTGGAATTCGCGCGGAGAACCGGGGAAGCTTCGTCGGGACTCTCGATCCGTCTGCCT
GGCTGAACACCGCCGGTCTGTGCGCCCGTGTGCCCCCCCCCCCCCCCTNGGGGGTTTTT
>CL7111Contig1
AGAAAAGCAATGAACTGTACATGAACTGTACACTGTACACAGAGGCCAGTTTACACTTTT
CGCGGTTTCTTTGAAACTGGTGCTCTTCTTTTAGACTGGCTGAGGATTTTCCTCTTTATC
TGTTTGGCCTTCTGGTGGACATCGTTCACTTGTTTTTTTTGTGTGGATTTACTAGACTCC
ACCCCCATTGCTCTTCTCCTTTCTTCTTGCTCTTCTTGTCTCTTTACCATTTTTCTCTTG
TATCGTCCGTGAGCTGTCTGAAGGTAGTGGCACTGGATTCTGTCCACAGGGGACTTCCGA
TTGTCCTGCCGATGGTACACATCCNGCGCCGACGCATTCTTTGACTTTAAACTGTACCTC
ACCTGCATATATGCATGATAGGTCTCAACATGTAATCTGTTTGACTTTTTGTCGACAATG
TCATTGAGACCACTGAATGAGGACTCAATTTTGGGTCCTGTGAAAATGCTAAGAGCAGCC
TTAACAACTTTGGAGAGATATGGATACTGCCCTTTCTTCATCACCTGCCACCACCAGTGA
TCTAAACGAAATGTGTCTCCCACTGGGGGCAGGTCGTTAGCCACATTGATCCTTGAACAT
TCCAAATCATACGGATTGTAATCCTCTTCTTTTATCACTGTAGGAAAGTTCAACTTAAGT
CGCTGCATTGCTTTGCAAGCACTGTCATTCCCCAGAACACGGGGATCCAGAGCTGAGAGC
CTGCGCAGTAAACTGTTGGCAATCGGAAATTTACTGAGGAGCATCTTTCCTGCAGACTGG
TAAGCCTCTAATGCTTTATTCCTGAACTGTTCAGGAAAAGTAACTCTAGAAGATCCTGGA
ACACTGACAGGAAGTGTCGACAACATTTCCATGGCTGGACCAACTTTTTCCTCAATTTTG
TTCAGAAGCTTTTCAGTTTCAGATCCTACATAAATGTCTTTTGTAGGTCTCATAATGGAG
GTGTCATGCAGATCAAGCTTCTTCAGATCTGAGCTTTTCATTTTCTTCACTTTGTCTCGC
TTTACAAAGCAAGCCAAGAAGGTGTCTGTGAGATTCCTCAGCTCATCGTGGAGAGTATGC
ACCATTGGCTCTGCTTTTTGAAAGATGAGGACAAAAGACTTAAAGATGGGAAGACATTCC



ATGTAGAATGATAGATGAACGTCAGTCTTATCACGCTGGTAGAACAAACGTTCTACAATC
CTTTCCTTTCGGTCCTTTCCTTCAGATGTTGATCCTTTTAGCTTAAACTGCCGTTGTATT
TCCTTAATGGTTTTCTTGGATCGGTCTGTGCATTTCCC
>CL7112Contig1
ATCCAGGACGTCTTGAACATCCGTTACACCTTGTTGCCCTATCTGTACACATTAATGTTT
GAGGCACATACCCNAGGAAGCACCGTTGTCAGACCAGTGTTACATGAGTTTACAAATGAC
AAAACTACATGGGACATCCATAGACAGTTCCTCTGGGGACCTGCCCTACTTATCAGTCCA
GCTCTAGATGCGGGACAAACGGTGGTCAATGGCTACCTTCCTGTTGCACGCTGGTATGAC
TACCACTCTGCTCAAGATGTCGGGGTCCGTGGCAAGTGGTTAACCATGCAGACACCCCTT
GAACGTATCAACCTTCATGTCAGAGGGGGCTACATTTTGCCCTGGCAGAAACCAGAGAGC
AATACAAAATTGAGCCGAAAGAATCCTCTAGGACTGATCGTTGCCTTGAGTGACAGTGGG
ACTGCTGAAGGATCATTCTTCTGGGATGACGGAGAAGGCATAGACACGGTGGAGCAGAAG
AAGTATCTCCATGCAACCTTTTCCACGGCATCGAACACTTTGACCAACAAAGTTGTCCAC
AATGGTCTGAATCCTGAAGATCGCCTGACTCTGGGTTCGGTGAAGGTNTGGGGCACAGGC
ACTGAAAAGATCACTGAAGTCACTNTGACAGACTCCACTGGGAAGATTCATCAAGTGATT
CCACAGCAGAACATNTACACTCAGGAGCTGATCATTGATGTCACAGTGCTGGCTGTTTAT
TTGGATCTTCCTTTTACCATCGAGTGGAAGTCTGTTGTCTGAATTTATTTAAAGTGTAAA
ATAATTTATCCATGCATCATGGTCCATCAAGATCAATCTTTATGGAAAAAAAAACACAAT
CAATGTAACATATGGAAACATGTTGTTTTATTTTTATTAATTACTGTGTTTTCAAATGAA
ACTCAAATAAAA
>CL7113Contig1
TTTATGCATAATTTAAATGACGTTCAAGGACTCAAAAACAATGGAATTGAGAGAGGATGA
ATCTTTTTCACACAAGACTGGATGCGACAATGGCTGTGAAAAGCGATTCTCGTTGCTTTT
TTTTAGCATAGCTTGCTTGGATCTTTCTCTAATGGTGGAAGTCCTTTTTACTGTGTGGAC
GGTTGCCCAGTAAATGATCCACTTCAGAGGCAATGCCTGTTGTAATCTTTGGAATTACCT
GAATGGCTCCCAAGTTTTCTGTTAGTTGGACCGGATTGGAGGAACCGATGAGCACCGAAC
TTACCCCCTCGTTCCTCAGACACCAAGCTATGGCAAGCTGGGGTAAAGTACACCCAAGCT
TCTCTGCAATGTGAGTCAGTTCTTTTAGCTTTGCCTGCTGTTTCCTCCCATCTTCACTCA
TTATCTTCTCCCTTAACCACTGGTATGGCTTCATTGCAGCTCTGGAGGACTCTGGGATGC
CGTTTTCATACTTTCCAGTGATAATTCCACAGGCCAAAGGGGACCAAGAGACAACACCCA
CACCTATTTTGTGATAGAGCTCTGGAAGCTGAGTTTCCACTTTCTCCCTCTGGAAGAAAT
TATACTCAGCCTGCTCGCACACAGGTGGAATCAGATTAAACTGTCGGGCCACTGAATATG
CTTCCATGATCTCCATGGCAGACCAGCGAGACGTTCCCCAGTACATGGCCATCCCCTGAT
TGATCACATGCGTCATTGCTCTCACTATCTCTGCAAAAGGGAAACAAGAACAAATGAGAG
CACAGTCATTAACTGAACAGTGGGTGGTGCCAAG
>CL7114Contig1
CAATGGTACTGGGTCAATTACCATATCAATGGCAGGCAATGAACATCACCCAGTGAGGGT
CCTTAGGCAAGACCCTTAACGCTACTGCCTCCCGTTAGTCTGCAGCTCACCGCTCCCCCC
CAGGGGATGGGTCAAAATGCAGAGAAGAATTTCCCCATTGTGGGATCAATAAAGTATCAA
TTATTATTATTATAGCCAGCCTATTTTTATTTCTGGGGGTTTATTTTTGCTCTCATTTCA
TTTTACAGTAATAAAATATTTGGACGTGATTTTAAGTTGCCGTCCCTGAAGGCAGCATGA
ATGACAGCAGGCCTTTAACTTGCCTTCCTCGTTACGCCACGCCGTTCACCGTGTGCTCTG
TCCGTAGATATGGGAGATACGTGGAGGGAANCAGGCTCAGTGCTGCAGGGCTGCATGGAC
ACTGAGGTCCAGAGTGTTTTCACAGACCTGGAGCTGCTCTCTGAGGAAGATCGACTCCAG
CGGCTGATGAGTCTCCGACTCCGTTATTTCACTCCCAGAGAAGTGGCCAACCTCATGTGC
TTTCCTCCCTGCTTCTCATTTCCAGAGCACATCTCCACCATCCAGCGGTACCGCGTGTTG
GGAAACAGTCTCAACGTTCTACTGGTGGCCAAGCTGGTGCAGTTGCTGTTTTCCATACAG
CCAACTCACAGCTGTGAGAACTCAAGCAGTGCTGCTCCACAACCCCCAGAACCAAGGCCA
GGCTCAGCTGTGGACACTTAAATGAATCAAAAGGACATCTTGTAGTGGTCCTCCTGTGAG
CCTCATCCTGGCACAGTCCAGTGTGATACCATTGTTACAGGCCCTGCTGGCTCTATTGTT
TGATGAACGATGAGGCTTCATAGTAGGACTCCAGCAATCCATCTTCATCATAAAGGATCT
CATCATCACAGTCCTGGTACTCCTCACCTTCGTTTAGTCAATGAAAGCTTCAACTTGTGA
AGGAATTTAAAAAGCCTTCCCGTCCCAGCGGGGCTCTGTTTCTCGTAAGCTGCTGTTTTG
ACTCCTCAAAGCCAAATGCTGCAATGTAAGTTGATGGGGAACATGAATGGAATGAATAGA
AGAAATGAATTGATTTAATCCACCATGTAGTGATCTTTGATTTCTTTGGTATGGGCATCC
AGTGTTCATGGAGAAAAACATGGTCCATACACAGAAGAAGACACTTTTGTTAAGTTTATC
TCTTTTCTCCCTGACATTTAATTTCAAACTCGATTTGTACTTTGAAAACCACA
>CL7115Contig1
GGATCTGATACGGGACACAGACACCCTCTCTGAGGCCCAGCTGCAGTTCCACCTCANAAT
GGAGCCCAAGACTCTGGGGGCCATCCAAATTGTTATTGGGGCCTTAATCCTTTGCCTGAG
TATCTCTGTGCTCCACATTCACGAGGTCCACTACAAGAGAGACGTGGCCCTCGTTTTGGT
CGTCGTCATTCAGGTGACCTCGTCTGGGTCGGTGTTGATCCACAGCAGCAGGAATCCGTC
TCTGTTTTGGGTGAAATGTGTTCTGGTGCTCCATCTAATCAGTGCTGCATTGGCCACTGC
TGCTCTGGGTCTCATGTCCACCCACCTGCCGTACCGACAGGACTCGTACCACTGTGAACA



CTGCCGCAGACTGGAGCTGCACGCTGTGCAACATTGTTTCAGAAAATGCACCGGGCTGAT
CGAGCAAAAATGTAAACTTNTGATTGACGGCATACTGGGAACGTTGGTGATCTTTCTGGT
GCTGGAACTGCTGATCTGCATTACCACTATGCTGTTTGAACTCAGTGTCTTAGCTGCAGG
TGGCAAACAGCGGACTTCAAGCCATAGACCCACCTACCCACAGACTCGACCCCCAGCAGC
TCCAGTCGTGCCAGTTGTTCAGACCATGGTGGCAGAAGCTGAGCCATCCCAGGTGGCTGT
CGTGGTGACTGAGGTTGATCCAGAGCAAATAGAGGACATCTCCACGCCACTAACTGAACC
CCAAGTGGAGCCGATAGAAACTGTCATCAGAGAGTAAAAGTGGATGTAATCAGGGGGGAC
AAAAAAAATCACTGAATTTTTCTAATAGCTTAAATTGGACTCTTGTTTGTGAAAGGAAGC
AACTATAGGAAGCAACATTCTGAGGCATTTTTCACACATTGAGTCTGTTCACTGTTGTGG
TGATTCACAGACCTCTCCTTAAAGAAAAAGAAGCAGAAGTGGGGAAGTTTGTTGTATACA
CTTATGTGAATATTGACTGTTTCAGTCATATCTCTGTTTATGGCAATAAAAATGACTGTA
ATAGGAGTAAGTATTATGCAAAAAAAAAAC
>CL7116Contig1
GTTTAATATTTTTATCATTTGAATAATGGATAGAATACTCCACCAGTATATCAATACCAG
TGTGTTTCCTTTTATGTACATTCAAAGATATAAATTAGTAAAAGTACTCCTGATAACAAG
ATTGTGTAACTTTTTTTTCAAATGCAAATAAAAACTGTCTGTAATATATATGTCAGATAT
TTACAAAACAAACAGAAAATGTCAGTTTTACTTTTTTTCTTCCTTTTTTTTGCAATACAA
CTTGCATAAATTATAGGCATCCTTCAGCCGTCGTTTAAAAAAATAAATATCAAATGTAGG
CTATTCCACTTCGAAGTCCTCAAGTTCACTCCACTTCAGCTTGCTCCATGCGCGTCCCAG
AAAAAAAGTCTTTTTTTTAAAGAGGCCAGATGTTTTCCACACCAAGATGTTTTGCAAAAG
ATTACACCGTGGCAAATAAGCAAACAACCTGAGAAATAACATGTACATCACATATCATGG
GAGTCCTAAAAATCAGCTCATAAAATCATCATAAATTAGGGGAAACAGCGGAGAGAAGAC
ACACAAGTTAGACTAACTCGGTGTGTTGAGGAGGTGGTGTAGCAGCTTTATTCCCGGCAA
TATGGTGGCACTGGATGCGGTTTGGAGTAAAGGTTATAAGGGTTAAAACGTGAGGCTAAA
AGGTTGAGTCCTTCCTCGTTTTGTAGTCAAAGCAATTGTGACACCTACCTGCAGAGCGGG
GGAAAAAAATCCATACGCACCATGATGAATTCCATCCCCAACCCCGCAAACCACAGAAGG
TTGTCAGACCGGCTCCAACTAACTAAACTGCAAGTGCTCATTAAAATCCCTGCTGCTTAA
CTGCAGCTGAAAACGTCTCCAGGCCATCTAGCGCGCAGGGAAAGATTTTAATGCGCCACC
TAGAAGTGACATTTCAAGATGTGGAGTTGCAAGATTGCGCACAGCAAACTAATTTGTTTG
CTTTTGGCTGACCCCGTGTAATTATAATTATCCTAAGCTGGAAGATAAGGTCTGGTGCCC
ACTGTGCGCGCTCGCTTACGCACGCACTTAACACAAAAGGGGGACATGAAAGACCGGAAT
CCTGCTCAAAGCTATGGCAACATTTCTCTGGATTCTCAAGNCTGTCACCTTGCGCGTGCG
TTAGTAAGCTCCAGTTCTTGCCTTCATAGTTTTCTATACATGAAATGTACGTGCAACCTT
TTTTTTTCTTATATATCCCGCAACTCCACAGACATATTTCTTATGAAAGAATACATTACT
GCACTTGAAAAATTTGTGTTTGCATTTGTCAGGAA
>CL7117Contig1
AAAAAGAGCAACTGTCTCCATGGATCCCTAACGTAACCTTAGCTGAAATCAACCAGCTTC
AAGTCAGCAACATCAGGAGGTAAACTGGAGTCCGGTTCAGCGTCCAGAGCAAAGATGGAG
CTAGCATCGGCTCACCCGGCCCTCAAAGCCTTCATGTGCGGCTCTCTGAGCGGCACCTGC
TCCACGCTGCTCTTCCAGCCTTTGGATCTGGTCAAGACGCGGCTGCAGACCCTGAAGAAC
AACGCCAAACCGGGAGCACCAAACGTGGGAATGTTCCGAGTTTTCATCACTGTCATAAAA
ACAGAGAATTTCTTCAGTCTGTGGAAAGGAGTTTCACCGTCGTTCGTGCGCTGCATCCCC
GGCGTGGGAATCTACTTCAGCACCTTCTACTCGCTGAAGCAGCACTACTTCCTGGACCGA
GCGCCCAACGCAGGCGAGGCGGTTCTGCTGGGGGCGGGCGCCAGAGCGGTGGCGGGAGTC
TGCATGCTGCCCTTCACCGTCATCAAGACGCGTTTCGAGAGTGGCCGCTACAACTACGTG
AGCGTGGCGGGGGCTCTCAGGAGCATGTACGAGACGGAGGGCGTCCGGGCTCTGTTCTCC
GGGTTGACCGCCACGTTGCTTCGAGACGCCCCCTTCTCCGGCATCTACGTGATGTTTTAC
AGCCAGGCTAAGAAGGCGCTGCCTCCAGAGGTGACGGCAGCGCCCTACGCCCCGCTGGCA
AACTTCGGCTGTGGGGTGGTGGCGGGCGTCATGGCGTCTCTGGTCACGCAGCCGGCAGAC
GTGGTCAAGACCCACATTCAAGTCAACCCCTCCCACTGGAGCACAGCAGATGCAGTTCGC
TATGTATTTAAGGAAAACGGCGTGGCGGGGTTCTTCCGCGGGGCCGTGCCCAGGTCCCTC
CGCCGCACGCTGATGGCGGCGATGGCCTGGACCGTCTACGAGCAGCTGATGGCCCGGATG
GAC
>CL7118Contig1
CATATATTATATACATATATTCTTCACTGATATTGAGCTGCTTTTTTTTGAGGTGACCAG
TATGCAGCACTTGGTGAAAATGAAAAAGCCTCTGAGGGAATCAAACAGGTTGTTCCTTAG
TTGGCTGTGGGTTAGAGCAGGTTTTGTAGGATGTGCTCAACGGCGTCTGGGAAGCTGTCA
CACGTCAGGTGAGGGGGTGGACTGATTTTGTTTTCATCTCCTTCTCTATATTTGCCAGAT
CGGACGAGAATTCCTAACATTCCTGCATTCTGAGCCCCACCTATATCATCTCTAGCATCA
TCTCCTATCATGACAGCTTCACTGGGGCTACATCCTAAATCAGACAACGCCTGCATAAAA
AACGTCTTTTCAGGCTTTCCCACTACACTGGCTTTCCGGTCTGTGGCATACTCCAGCCCT
GTCACAAAGGGCCCAGGGCCAAGGGCCAAGCCGTCCTTCCGTTTGTAGTAGCGAGCCTTA
TGAATGGCGATGAGGGGAGCTCCGTCCAGAATCATTCTGAAGGCCTTATTTAGAGTTTGG
TAGTTAAAATGTTCTGGGGCGAGTCCAATGACAACAGCATTTGGCTCTGATGTGTCAATG



CCATTAAAATCTTCCAGTGCGCTGTCCTCCACCAGCAGCAGAGGTCTGTGATTTTTCTGC
TCTATCAAGCTCCTTGCTGCACTCAGAGATGTGAAGACTTCATTCTCCTGGACATCAAAG
TTGAGACGGTGAAGGCGTTCCAGCAAGTTTCTCTTGCTCTCTTTGGTTGTGTTGGTCACA
AACTTTACAGTTACAGATGCGTTCCGTAACTTCTTAAGAGCTTCCTGTGCTCCTGGTACA
GCTGTGTCATCTATATGAAGAGTTCCACTCAGGTCAATGAGCACCGCCTTCAGAGCCCGC
TTGTCTGGTCTGGCCACCATGTTGGAAGCCTTTCTACAGGCTGAGAGCATAAATCCCCAC
CCTAAGGAAACCATTATTAGGCTGATCTTCAGGCTTCCGGTTGA
>CL7119Contig1
TCTTATGGCAGGTTGACATCTTGATCAAAGATGCGATCGGCCGGCAGCACCAGTGTGCCA
CGATCCAGCTGGACTTCCAGCTGCCGAGCAGGTTCGACCTGCAGTATGTGGGACAAGATG
GACAATTACACAGACCGGTGATGATCCACAGAGCAGTTTTGGGGTCTCTGGAGCGGATGA
TGGCTATTTTGGCTGAAAACTTTGGAGGGAAATGGCCCCTCTGGTTGTCTCCAGCTCAGA
TCATGGTTCTCCCTGCAGGGGGCAACAGTGAGCCATATGCCAGACAGGTGGTTCAGCAGT
TCAATGAAGCTGGCTTCATGGTTGATTTGAATGCTGACCAGGGCACTACCTTTAATAAGA
AGATTCGCTCTGCTCAGCTTGCCCAGTACAACTATATATTTGTGGTGGGTGATAAGGAGA
ATGAGAGTGGAACAGTAAACATTCGGAGCAGAGGAGGTAAACAGCTTGGCAGGAGGCCGG
TGGTGGAAGTGCTGACATCCCTCTCCCAGCTGCGAGACTCCAGGAGCAATCTGGACGAGT
TTTGATTAGCGTGTCCCGGAAAAATCACTGCATCTTCTGTTTATGAAAAAGTTGTTTCTT
CATGTTTAAGGTGTTGCACTTCAGTTTTTAATCAAGATGTGGCTGCAATCATTTGTATTG
AAGGTTTGTAAAGCCTTCTACTTGATGTACTTTGTTGTATTTTTTCAAGTTTCTGTCTTT
TTTAATGCTGAAAAGTG
>CL7120Contig1
TTTTTTGGGGAAAAGCATAGCCTTTGCACAAAACACAAGCTCTCACAGTACAGTTTTGCA
ACCAACCATGAATCCACAGTTAGCAAGTATGTCAATAGGTCGCAATAAGTTTGAAACTGT
CTACAAAAGTTTACATATTCTGATGAGATATAAACATTTAAGGTAGCATCAACACACAAA
AGGGGCATGTCAAGATCCAGGTAAAAAAGCAAAGCTTTTACAAAATTAACAGAACAAATT
ATCTAACGGAGCAACAAAGCGCATTTAAGAACAAACTACAGCAAAAACCAAAAGCTCCTA
AAAAAGCACCGGAAGCTATAAAACAAGCCAAAGTAAACAGGAAGTCGTTTTATCGGGTAA
TGAAAATTTAAAGTCACAAATGAACACAGCAATACACACAAATTCCAAACTATTCATTTT
TATCATGACTGCCTGTTGCTTTTAGTTGTCATAGTATTTGCATCGTAATAACTTTATCTC
TCAGACTTTTTTCTCAATTAATCCAACCCCTTTCTTTTTCCTTATGCTGTTGTCATGCGG
CCTCTCAGATTTAGTTGTCCATAAGTAAATGTAGTCAAAAATCCCAGCTTTTTCTTGTCT
TCTTCAGCTGTTTTCCAGATTTCTTCATTAACAACATAGTTTACTCTGTCACTTTGTTTA
GCACTTGGTGAGCTAATTACATCACCCAGATAGGACTAAAACTATTTTACCTTTTTCTCT
TTTT
>CL7121Contig1
ATAATTTTGACATTTGACACATCCTCAACTGAAATTCAAATTTTCCTCAAGTTGCGAATC
AATTGCAGCCAGTTCTCTTTTTGCTTCTTCTATTTTCACTTGTGCCAGAGACGGGCTTGG
GCTGAGGTCCAGGTATGACTCCAGTTTTTTTCTCAAGGGGATTATTTCTGTATTCAGGGT
ACCGACTTCCTCGGCCAGCTGTACAATGGCCTGGTGGGTGATAGACTTATCCATGTTCCT
GGATGTGAGCTCAGCCTCAGATCTCTTCAATTTGATAGTAAGCTCTGCGGTCTTTGCCGC
CACAAAGTCCATGGTGAGCAGCCTTTCTTCTGCTTTAGAGCCCTCCACTGCTTGTGATTT
AGCAGTGCTGTCAATATCCTCTTGCAAGTCCGCCCGTAGCACCAGAGTGGAACCAAGTGT
CTTTCTGAGAGCTCCGAGTTCCCTCTCGAGTCTTATATTAGACTTCTCTGCTTCCAGCAG
TTCATTGGTGAGGCTGTTGATTGCTGGCATAAAACTTCCCAGTGATGTGTCTCTTACTCC
CAGCACCATGGCACTGTCCACTAAAGCAGACACGTAGTCGGCAGCTGGTTTTGACAAGCT
TGTGGGAGAGAGACCAACCCCTTCTAGGAGAACATCCTGCAGGTAAATAGCCTCAGTCTG
ATACTCTGAAGTTTTCTGTTTGAGATCTTCTATAAGCAAAGCGGTGTCACTGCATCGAGC
TTCGCTGGTCTCTGTAAGTTGGTACAATATGTCCATTACTCTTGAATTGACCTCAAACTG
TGGCACCGGCTGATCACCAAACACTGAGGCGAGCCAGTTGTTAACCTTTTTTATCTTTTC
ACACATATTGAAGAAGATACAAAAAACTTTTTAGATTAACTTAAAAGAATTGCAGTTTTG
ACCAACTCAAAGACCGCCGTTTCGCCCACCGGGTGAAAACTTCCTGGTTTTCAACCAATG
AGAGGGCGGATAAATATCGACGCAAACGCTTTGTATATTTGCCCATGACATTTTGTAAAG
AAATGTGTTCAGAATTCAAATAAATTATTTATATTTGTTGAATAAACACCAGAAAAAAAT
GTAGAAAAAAAATACCCCCGGCCATA
>CL7122Contig1
ATTTGAAACTTATATTAGATTACAGAAAAGGTATTTGGAAGAGTCAGTACATGTGTTGCT
CAGTTTTAAAAGGGAGATCTTTGAAGTGAATACACAAAGATCTATACAACCACTCATTTT
TGTTACATCAATAATTTTCAAGGTCTATCTTTACCACTGGCCTCTAATACTATAAGCTAC
AATCGTCATAGGATTTATATACGCAATTAAGAAAACAAAGCTTATTTACCTATCAGGAGC
CTGGGTCATGACAGACGATAACTTGCTGTTGCCTTTTTTTGTAAACACTACAGAGACGAT
AACAACAGGGCGGTGATAAAGAATTCCTCAACTCCAGAATACAAAACAAAAAAACCTAGC
AAAATAAAATAAAAAGAAAATGGGGAAGCAGCTGCCTACAGAACCGAAGGAAGCCAACCC
AGAATAATGGGGATCAAAAACAAACAAACAAAAAAGAACTATTTGAAATCATTGCCCAGA



ACACAAAAACAAAAAAGTATCTACACATGTGATGGAGCCCCATCAATGGACGCCATGGAA
ACAGCCTCCGGCCATTCAGAATCCATGGTATGGCAAGAACAGAAGACGCAGAGGAACACT
GATTATAATGTCTGTCTGCCAAAGTAAATGCAAAATAATAATTCAGTTCACACATTTTAC
ATTCTCCAACAGCAGGATGATGTACAGAGGCGTTCAGGAGGGATGGCTTATTGAAAAGTG
GGTTAGACATACAGAACAATGGAAACAACAGCAACGGGTGTAAAAAGCACCTCTGTTCTT
TCAATTTTCATCTACACCCCTGAGAGAGCCAAGCAGAAACACAGGCAGGGTCACGGGGAG
GGGGGTGTTCGAGAAGCACACAGGAAGGAGACCCCCGGCCATAA
>CL7123Contig1
AAGTTTAGTATTTTAAAAATGTAAAGGCGTCATATATTCTCATTAATTCAAACATTAACT
TTTTACAGCATCTCTCACGTCAAGGTAAAGAGCAGATATGCAGAGAGGAGGAAGCAAACA
AACACTTATAGCCCTAATTTATGAGCAGGACGGGGAAAAAACTGGTTTAGTTGAACTGCT
GAAGAAAACAGAAGCTCAGGTGAAATAAACCCAGTCAGGTGGATCTTGGGACAGGCCAAG
CAGTAAAAGGAAACCGTCTCTCGGGGGGTAAGGAGAGTATTTACACATTACAGACATTTC
CCACAAGCTGCAGCCAACATCCACTTCCACACACGATCGGTAGAGGCTCTTCCCTCTCAA
AGCATTTCATATTATTGCAGTTAACGGCATCAAGATGACCATCAATGGTTAAAAACCAAC
ACTTTCATCAATGAAAACGTTTTTGTTTTTCTTTCCCCAAAAATACAGACCATCTTTTGT
CCTTTAACTATAAACGCTCTGCTCGTTTCTGCCCCCTAGAGGAACTCTAATGTAAGTAAA
TTCACCGCGCTTTACAAACTGTGCATTTCTACGTGGTGCTGGCGAAGGCTAAAATGGCAT
TTATTGACACATGGCTCTTAAAATGGCTTCGTCTTCACTCTTAAAAAAACAAACTTGGAA
AAGCTTTTCGAGCTCACCGTTTTATTCACCACGATCTGGTCTCCAAAACCTTTCGGAGTG
AACCAGAACTAAGCGTTTGCTCTGGAATCTCCCTCAAACAAACAAACAAACAAAAGAAAT
GGAGACGATGGCGGCGGCTCTGTGACCCCCCGGCCATAAGGCCCGGGTTTANCGCGCGTC
CCAC
>CL7124Contig1
AACTTGTTTAAAAGCTGCCAAATAATTTAACTATGCATGCTAGTTGTTTTCCTTACACTC
TTTTGGACTGCTACACATAGAGCAGAACAACTTTTGATGTTGTAATGTAATTTTTACACA
CCAATTCCATCAATTCATTGATCTAGGAAAACTGCCCTGAAACTTTCCACGTTCAGTGTC
CTCTGCAGCTTTCTCTCTGTTCAACAACATCCATGATGTCCGTCCTTCTGCTGCCTGCAT
TTGCAGCCTGTTGTCGCTCTTACAACGTGCAGTTTAGATCACCTCGATTTCATTCGCCAT
GCCCAACACAGGCCTCATCTCAGGTGTTAATCCTTTGTCTCCCTTCTCCACGTAGCGCTG
CAGGATGCTGTAACACTCTTCTTTCTTGGAAAAATTGTAGTATGCGGAGATCTCCTCCCA
TGCCGTATGATCTGGAAGAGCCATGGCATCTGGCTTTTTCCGCTCAAAGAAGCTCTGCAG
GTTTCTTTTCGCCAGCTTGTTGGCATACTCTGCAGTGAACTCATCAAAGTGCTGCCTCTC
TTTGTCCAGGTAGCGCCTCCAGAATGTGAGCTGCAGGTAACTGACTTCAGAGCGACAGTT
TTTGTAGCAGGTACCAACCAGAGAGACAAAGGCAGCTATTATGATGATACTCCATCCCAG
AATCTGAGACTGAGCCCTGAACATTAGCAGCAGCTCCACCTGCTCATCGCTGGGCAGTTT
GGACCGACTGCAGGGCACTCGTGCAAGCTCCTTCTGGCATGCCAAGGTCTTGTTTTTGCA
AAAGAGATCCACCACCAGCTTGTCATTCATGCCACTAATGGCACACTCATAGAAAGTGCC
ATTGAGCAAGGCAACAGACAGCCACATAACAGGAGCTACACAGGCATCTGAGAAAATCCC
TAATAAAACTCTAAAACAGCCAAAGCAGTTTCCTCGAGGACAAAGCTTCCTGGGCTTCAG
GCAGCAGCCCGTGTAGAGCCTCCAGAGCTTCATGTTGGCCAAAAAACCAAGGACCAGCAA
GACTGCTGCTGGGCCCAGCAGAAAAGTGAGTCCATAAGCCAAGTTCTGCTCATAATTGCA
AGGGCACTGAAACGAAACCATGGAAAAAATTCGCTCTCCACCCACAGTCAGAAGGGCCAT
CACGCCATAGCCGATGGTTGCTTCTTTGTCCATGAGGAATTGCTGAACAATTTTGAAGTT
ATCCATGGTGGCTCGCAAAGTTCTTGTAACGAAAAAGAGCAGAAAACAACAACAAAGAAA
AGCTCTGGCTCTGCTTCCGCTTTGAAACTGCCCCCGGCCATAATGCCCGGGTTTANCGGC
CGGTCCCA
>CL7125Contig1
AACAGCATGGAGGTNCTTCAGTACACAACCCTCTGACTCAAGGTTTCACCCTAAAGCTCC
CCACTTCCCATGAGCCCTTGGGGCTGAAGGCAGCGCTAACCCCCGGGTCGCCACACTGCC
CTCACCTAAGAGGGTTATGTGTCCCCACAACCCTCACATAACTGCATTACTGAATAACAC
CACACAATTAGCAAAACACAGGAACACACTGGCTGAAGACTCCGTCGCACAATCCTGGGT
TTCGACCGCCACCGTGTACAGTCCTCCTCTTAACTGGCTGGGTTAGCACATCTGCAACTG
ACACAGTTCCATGCCAGTATGTGCCCAGCCAGGAGAACCAGTCCCCGCCTCCGTGGAAGC
ACCGCCATCAGGGTGCACGTCACCATGGGGGAGCAGACTCTCTCCAAGTGAAGAACTGCA
CACCAGCAGTAGAAGGTCCCCCAGGCATCCCAGGCAATCGTCGTCGTCACTATGGCGGCG
AGACTCCGGCTGCTGAAGGGTCTGTTTCATCAAACCCTCCTCCCCAAAGCGAAGCTCTGC
TGTCCGCGCTGACAGGTCTCGCAGCTCCGCAGGTGGGAGGTCCAGCAGTGCAGCGCCCTC
TAACGCCAGGCCTGGGTGTGTGAGAAGTCCCCTTCGGCGTCTAGCCCTCATGGCCGGTCG
CCAGGTTGACCTGAGCCAGGTGTGGTTCCAGCGGTGTTGAACCATTACGTCGTGAAGGTT
CAGCTGGGCTGCGCACCGTCATCACAGTCTGGTCCGGATGTTCTAACGTTGGTGCCGGGC
AGGGCCAGGCTGCGGATGACGGTGGGTGCTCAATCCATCAGGGTGGTGTTATCGCCCTTA
CTCCTCCCTTGCCCCAGACTGCCACCAGGATCAGCTGCTCCGTCTCATCCTCCATGGCGA
TGCTCTCCATGGTGTAGCAGCGGCTAAGCATCCCACTCTGACACCAATGTAACGATCAAG



CCGGACCGTCACTTTCGTGGGGTAGCTAAAGCCAACTGCTAATTTAGATGGCTTCGTTGG
AGAGCTGACCGTGCCCCATACACCGCACGACCCCGATCAGTTTCAAGCAGAAATAAACAG
GAAGAGAGGCAAAGTCTCCTTTTGAGCATCTAGCCCATTTATTCTCGCACTCCCCGGCCA
TAAGGCCGGGTTTAANCGG
>CL7126Contig1
GTGAGCAGGCCAGCAACTGGTTCACCTCACTGAAGGACAACATAAAGAGTCAGATCCTCA
GCCACTTTGGACATCTGCCCAGCAAAGACCCAGACCCACAGGCCAGCCCCAGCGGTCCCG
CCTGGTGCTGGTGGCTGCTGGCCGTCCTGCCGCTGGAGAGCAGAGCCCAGCTCACCATCC
TAGCCATGACGTCATTCAAAGACCGCCTCATCGCAATCCGGCGGGTCCTCATCTTCGTCA
CTCGCAAGAGGCCACGGTGATCCGGCATCTACCCTGGGCAGGGAGGGAGGGGAGGGGAGG
GTGCTGCTGGGGCATCTATGCATTTCAGAAATGTATGGTTTCCTTCTTTCCCTGTCGTAC
CCATAGGCACTAACTGATGCTGCTGTGTTGGCGTCGTTTCCCCTCCTGTGCTCCAGCGTC
TCTCACATGTTTTTGTGATATGTAGCCTTCTTTGGGACGTTTCTGTTGACGGCGCTCAGG
CCTGAGGACATTCCTGTCGCCTCCAAAGCCCAACCGCTTTCAGTCAACGCTCCTCGTCTT
TGGTTTGGAGGCGAGTCAAAGCGAGGGCGCTTCACCTCAGAACACTTTAGGGTGGTTTTT
ACTGAAGGAAATGGGCACTTTCTCACAATAAACTAACTCATTTATGGAAAATTACACAAG
TGAATGTACCGATGCGGCTGTAGCATGTGGATTTACTCCCACCCCCCGCCCCCTTCCTGC
CTTACTACATTTACAGAAACAGTTTTGGAGCATCCGATCCGATCCTGCACCAGCAACCGT
CCCCCTCGCTCCCCCAGCTAGAAAAATACCTCAGACTTTTCTGTGAGGAGGCACAGAGAG
TCCCAGCCATCACCGTGTCCCAGCAGAGGGGATTTCTCCACTGTTGAAACCACGAGCGTC
TGAGAGAAGATCAAAGAAAGACGGTGCACAGTGTCACTTCTGTTGGAACATGCAGACAGA
AATGCATCTCTCTCCCTACTGCTGATCTGGAACTCTGGATTGTAGCACATCTTTATAAGA
AAACAGCTGTAGTGTTAGGAGTGTGTATATTTCTCNGTTTGTTTTTCTCTGCTTTNCCAT
AATCTGTACCAGTAAACCTCCGTNTGACTCATT
>CL7127Contig1
AGTGACACAACCTGGGAAACCATCATTGCCATTGTCTTTCCTCCACATTGAATCCAGCCC
AGCTGCATTTTGGTATCCATATTGACTGCTCTTGCCCTTTTTGAGCTTGTCTCTCCAAGT
GCCTTTTTCCTTAGCAGGAGCTGCGCTGGAAGGTGGAGAAGCAGAACCTGCTGGTTTGTT
TATGAAGATCTGGCTTTGGTTGGTTACGGGTGGGGCGGCTGCAGGGAGAGGGAAGTTCGG
CGGCCGCTGGATGGGTGCTTTATTGGTTCTTCTTAGGATTCCGAGGCGGGAGGACTTCTT
CTGGGCCTGCTCAGCCTGGTGCTGAGCCTGCACCTGCTGCTGAAGGATCTGCTGAAAGTC
CTCCTTCCAGGCCTCCAGCTCCAGCGAAAGCTCCAGACGTTTCTGTGCAGCTTCCAGAAG
GTGGTTGTTCAGCATCATCATCTCTGTCTTACTGCGCAACACCTCAGCCTCCATCGCCTT
TTTCTTCTCAATGGCCTCATCTCTGTCCCTCAGCGCCTGCTGCAGAATGGCTCTTTCATC
AGTGCCATCACTTCCAGATCTGTGCTCCTGTTTTGTGTAGCTGATTGCCAGTTTGCGAGC
CACATTTTTGAGCTGTGCAAGGGCAGCATTCAGTTGGTTTTCATTGTCGCTGGGCTCCGG
CTCCTTGAACTCTGGATCTGTCAGTGGGTGCAGCAGCCGCAGAATTGACAAGACTTCATC
TGTAACCGCATCTCTGTTCTGAGTCCAACCGTGCCCATCTCTCCTTTCCTGCAGTTTGTC
CACTTGAGCCTTCAGCCTGATACTTCGTTTGCGAGACAGCTCCACTTCTCGGCGTACTTC
TTTGAGCGTGTCCATGGCGTGTCCCACTGTCCTGCGTCTCCCAAGTGGCCTGCCACTTTT
AATCAGGTCAGGCAAGGACCCATCAATGTAGCACCCCTCCAGAGAGCTTCCTTCACCGTC
TTTCCCTCCTTCTGGGTTTGAGGATCCTTTAGTCTCTTTTGTAAGCAGGTGCTCTGGATC
TTCCTTCTCGTCAGACTGTGTGGCACTGGAGTCATCGTCAACTTGTTCATCTGTGTCCAC
GTTTGTCAAACTTGGATTATTCAAAAGGCGTGGGTCAACAAAATGTATCAAGTCCTCATG
GGTTTCCTCTTCTTCTTCTATGTCTTCTTCTTGACCACTGGAGACAAAATCCTCCTGCTC
CTTCGGGTTTTCTGGTTCTGGGATGGACTGTTTTGGTTCCTCGTCTGCTGTCAGGATAGT
CGACCGCGAGGATTTAGACTTTCTCTGGAGTGAGTTCATCCTTCTGTCCTCCAGTCTGTT
CAGAGAAGAGTAGAGCTGCTCGCTGAGGGGGAAATTGGGTCTCAGTTTTTCATTGAGGAC
CGAGAAAGACTGAGAGTAATCCATGATCAGCTGGTCTGTAGAAGTTTCCTCTGTGCCATC
TGCAGGACAATGAAGAGGACAAAGAACAGGCCCCCGGCCATAATGCCCGGGTTTA
>CL7128Contig1
CCACATTCTGCAACTGAGGAGAGGATTTTTCTGCAGAAAAAAACCCCCATTTCGTCTTAT
TTTTCCCTTAATTCAGCCAGACTGAGTGGTAGCAGACTGACCTTATTTCTTCTTCCGTGC
TTGCACTGTTTCTGAGAGTGTGAAAATGTGCCCACCTGTGCCTGCTTGTGGCTGTTATAC
GCGCCGTCCATGATCAATCCAGGGGCAGCTGCCCCTCATGCTCTGTGCCTGGTTTGGGTG
AGATGTTCTGATTCAGCTTGAGGCTGCATTCATTTAGCCTTAAGTCAGATACAACTGTCA
ATATGTTGATTTTTTTTTCTTAAAGCCAAGCAGAAAAGGAAACAGCTAAACGTACGGACA
CAGGCAGGTATTAATTGGATCCATGGTCGGTATTAGATGTCCCTAAAACCCTTAAATATA
AGGCCAAGGCTTTTGGGTGTTAGTTGTTAAAAATAGTAGGTAGGAAGGGAGTAAGTATTG
GCCTATCCACAGCACCGTCTCTGTGATTTTTCTTTAACATTGCTAACTTATCAACAACTG
CTGAAACATCTGTAAACTGCTTTGATTCTGTTCTCGTTTTCTTATGGGAATGACATTTCT
TTGGCTTTTTTTTTTTTTTTTCACTCTCACCGTCATTGCTTTGACAGCTGTCTGGGCCAA
AGGGGATGATTTTCCGTGAGTGTTTCCATCATTGCAGGTCAAACTGACCTTGTATCAGCA
CATATTAATAAAAAAATATCTGTTGATTAAAAAAAAAAAAAAAAAAA



>CL7129Contig1
GGCCAGCTCTCCTTCAGAGAAGCTCTCAGGGTTGAGCAGGAAGTTGGACTGCCGCTCCTC
TACAGATGTTATCAGACTGTTGAGGCTTCCCAGGAGCTCAACGGCAGCCGGCAGAGGCTC
AGAAGAACAATCTGACGACTTAGATTGTGTCTTCTCACTTTCAACTGCCCCTTCCTTTGG
ATTCTCCTGACATTTGGACAGATCATAGAGCGTCTTTATACCTTCTCTGAAGCCCGGGCA
ATAATGGAGAACCTGTAACACACTGTTCAAATAGCAAGTGTTGCCGAGGTTATTGAGCCC
AACAAAGGGCAACAAGTTCTCCTTCTTCTCACGTGGCAATGGGTTGCTGGGTGAAGCCGG
AAGTGGACCATACACCACTTGTTCACTGCTTCCCTCAGGTTCTTCTGATTCTGTCGTTTT
GGGCTCTTCTGTCTGAGCTTCAGAGAAGTCCAGAGCCCGTTTGGTTTCTTTCTTCTGAAA
AAACTTCAGGGAAAGTTTACTCCTCTTTACGGGGCTCCCCTGCGTGGCCACATTATCTCC
CTGCAGGCCTGGCATCTTCACAGCCGGATTCCCAGTGATCGTTTTCTACTCAGCTGCAAC
AGCGACCCCCACTAAGCGAGCCATTCCAGCTTTATGTATAATATAGCACCCCAGTTGAAC
ACATTTGTTCTCTTTTTCGCTTAACATGGGTGTTTGACTACTCTGACGGCGCAACACCCC
CGGCCATAAGGCCCGGG
>CL7130Contig1
TTTACAGAACTTNGGCNGNTTATTTATTGATTTTGTGTTTGTGGTGTCTTGTTATTTTCC
AGATGCNGTATTTTAACAAACTAAATTCTACTACATACTAAATTAATGTGAAACATTGGG
TACAAATCATGTTTTTAAGTTCCTGCTAGAGCAAATAGAAAAAAACATGGAATCTTTTAC
AGGTTATGCACTTTGATATTCCTTCATTTAAATTGATATACCACTTTGACATCTTACTGT
TTTTTGAAAAATAAAGATTGTAAAACAAGAATACCAAAACTAATTAAAAAAATGTCCAGC
TGGAGTTTTAGCTGAAACTCAACAGAAATGTCACCAAACTCCTGCTTACATTTAGAAAAA
AAAAGTCATCTAAAATCCAAAAAGGCACAATTATGTATCTATTTTTTAACAGCATAAAAA
GTCAAATTTTTCTTTTCGTGCACTTCCTCACCTTCAGCTAATGGGATTCTGACCTTGCAC
ACAGTTTCTGATTAAAATAAACTTAACTCATAACATTTCTTGAGGTTATGTGAAATCATA
TTTGTTATTTTAAAATTCCAGCGTTCCTCAGAAAGAGGGCCTGCAAACAACAATATATCA
TTAGCAGACAGAGCCCAGTAAACAGAAGTTTAGTCTCACTAAATGGCATTTAAAGGCATT
TTTCTTCAAATGTCAGACACACAAACATGTACAACTATCTGGCAAAGCATCAGTGGGGAG
AAGCAATGCAGTAATTCAGACCTTAAATGGAGATTTGGNCTTATCCGACAAAATCTAATC
ANGCTAATAGACCNGAATTGTCTGTCCA
>CL7131Contig1
AGGCCTGAGTACTGTGACGGCAAAACCTGCCAGAAAAGACGACTACAACAGCCACGATGG
GACCATCGGCAGTCGTTGTGCTTTTGCTCGCCTTCCAGGCAGTTTCTGCAGCACCCGTGA
ATGAAAATGGCATTCCAGCCCAGACGGACATTACAAGTTCTGCGGTCAGCGTAGGCTCAA
TCGTCGCTCTCATCAGCGGCATTGCCATCTTCACTGTGACTGTCTTTCTCCTAATTGGAG
TTACACAAAATGCAAAGAAAAAACAAAAAAGAGCAAATCGTTGCTTGGACTGTTGTTGCT
GGTTCTTTGAAAATTGTGTTGAAGGATCAGAAGAATCGGGAGGTGATGAATAAAACATGC
ACAGAACATCAACGGTGAAACCGTGACACGTGATCTCATTTTAGTTTGAAAAATAGTATA
CTTTTTCTCTTCTTTGTCTTGCTTTACAATAAAACAGAAATCTACATAATTTTTTGCGAG
ATTTAATTTTTTTTTAACTCTTTCCTAATGTTTCTTGTATGTATTTCCCTCTTTATGCAG
AGAAGACTTTAAGCAGTCTGCATTTTTTTGATGTCTTTGTTATTGTTGCCCCCTATGGTG
TTTTTGGTTATGTTTTTTGGCAGGTTAGCTGTGGTCTATCCCTGATTGATCAAAGCTGCC
TGCAATTATCTTGCTTCCTATTTAAGTTCTGTTCTTTCTGTCTTTTTTTGTTGAAGTGTC
TTCTATGCTGGATCATTTGTTTGGACTCTCGAG
>CL7132Contig1
GAGGCTGGTTTGGTGAAACTGTGAAGCAGACGAGCAGAACTTAGCAGGTGGTCGCTAAAG
TAGCTGCAGGACAGGATGGGAATTTGGTGGGAGGCTTTAGCGTAACTTGAAGCTAAAGTT
TCCGCTGCCTGATGATTATTTCTGAACACGCGTTCCAGAAATATTCCGCCCTCGGAGCAT
TTTTACTTTAAAACCAGCCAATGGATTCAATATTGGACCTCTTTTCTTCTTGGATTTTAG
ATGGAAAAAAAAGCGTGTAGATTTAACCAAAACTTCATCTGCAAATCGGCTGTTTTTACT
GTTTTGAGTCGACCGAACGATGTTTTTTTTCCTGATGTGGAGCTCATCTCTGCTCCCTTG
GGATGAGCGACGCTTGGAATCTTTTCTCTCGTGGTGCGTTCACTGTCTGAGGGAGGACCT
GCACAGTTTCCTGTGCAGTGTATTTTGTCTGCACAGAGTCCCAGCAAACGGTTAATCTGT
GAATCACCGCGACGGCGTTCCACTTGCAGTGTTACAGAACCACTGGTTTGAAGTAAAGTA
GCCTGTTTTAAACTGAGTTTTTACCGTGTACTCCTTCTCAAGTATGAGGCTGCAGTTTTT
TAACCGTAGTGCACACCTTATGTTGAAAATGTTTACAAACCATTTGTTTTGTCAAACCAA
TATACGCCCATATATGGATATTTATGTTGCTGTTTTTTTAGGGCAGTTTTTTCCCCCCAG
TTTTGTATTTTTTACCTTTTTTGTACCATAATTTAGACGTTTGTGTTTCTCCATATTTTA
GAGTGTCGTTTCACTGATTCTTCTATATCGTTCCGCACAGTGTGCCGCTGGTGGCGTTGG
ATTAAACGCTCCCCGCCGCCCCAGTTGAAGCGCACCCCCTCAAACGTCTTTGCCATGCCT
CTAATTTATGTCTTCTCTGTGTGTACTATGGGAATTGCTGTATATTCCTGAAGGTTTTTC
CCCCTG
>CL7133Contig1
TTCTTATTTATTCACTAGTGGATTATTTCACATAAAGTTTGTGTGTTAAATGTATTGCTG
TGGCGTGTTTTTATTTTTATTTTTACTAAAGACAAGGCTCATCATGATACAAAAAGCAAC



AAATAACACAGATACATATAACAAATGTTCTCTTTAACTTGGACAGCCAGAAATAATAAT
AATAAAGGTACAATTTTCTAATAGTCATTGATGTGACAAAGCTGTAGTTTACACAAGATT
TCAAGCAAAGTCCATTTAACGTGTGCGTTCCCAGTGAGGCCTCAGTCCTGTAGAAACACG
GAAATTCCAGAATAAACAAACCACAAAACAATTAAAAAGACTGTTTCTGCTTAGCTGTAT
GCCATTAAGTTACATATAAATACATAAAGGTGAGTCTGTCTGTCACTTTATCTGCACTTT
CAAGCTGAGTCACAAAAAAGTTCCCATATAAACATGACAAAAGTAAATGAATGAAGTAAA
AACTTAAACATTCCAAACTTGTCGCTGTTTAAAAGAAATGACAAGAAGTTTGTCTGACCG
TCATTTCTGAAGGTTTGCGCTGTATAAGTTGTCCTCTGACTGAAAGCAGTGAATCTATCT
GGTGTAGGGAGGAAACCTTTAGGTTCAACTGGAAATCAATTCTGAAATTTTTGTCATCAG
TGTAGAAACCTGTGCGATGTTAAAGAAAAGGTTATCTATTATACCTTTGAGTCAGAATTT
GCAGCCCTAGATCTAATACGGTGTCCTGATGCCAGCCAGTCTGGTCCTCAGCATGAGCAG
GATCTGAGCTCCTGACGATGTCCCTGACTCCTCCAGGAGACTAAATGGGGCTCAGAGGGG
GGTTATTCCTCCGGACGCGGGCTCTCCTGCTCTCCTGTTTCAGTTTAAGAGTGCGCATTT
TCTGCTGCCTGCGTTTCTCACGGTACCACAGCTGCTCGCAGTACTCGTCCACACTCAAGC
CGTTGCCCCCCACCAGCTGCAGGTCTTTGTAGCTCTTCGGAGGAAGACGCTGGGGCTGCC
ATTGGTTCCTGTGTCCCAGCAGCAGAGACCCTGGATGAGCAGCTCCGCCCCCAGCTGAGC
TGGTCTTTCCTAGAACTAANCAGGTCCTGGTGGT
>CL7134Contig1
AGTTTAGTAGAAAAAGTAATGGCAGAGTACAGCCTTATTAGTTACAGACTTCATCCCCTG
ACCTCCAGATCAAACAGTCTCCGTGATGGACGGCCGTGACCACCACTCAAGCCTTTCTCT
AATCTGAAGATTTGGAAGAAGAGGGAGGAGTTTATGATTATTGTAACTGCTTGGTAAAAA
TAAAAACATTAACAAATGCAAAAGCAATACTTCAAAAGGATTGAATAAAACTGTTTTTAC
CAAAAGAATGTGAAAATCTGTGTGAACAGATTAGATTAAACAGAACACCGCCCCTCAAGG
TCTGGCAGCACTAGCACCATGCTGCGTTCACGTCCCTCAGGAAAGCATAAAACAGTCTTC
CTCCAACCTGCATAAGACTGACAACCTCTTCAGGGAGTACCCCACCCTCAATCCAAACCT
GGGACAGGCTCCAGCAACCCTGTGACCTCTAAGGGGGAATAAATGTCTTAAAGTTTCTTT
TGGTTTGCAGAAATGTTGATTCCTTTTCCAGAACAGCTGGAATGTTTAACAAAGGTCTTC
ACCGTAAAAAACTGGATCAGTGATTTTTATGTTCAGTTTTCCGTTTCTGAGTCTTTGTTT
CTGGATTTATTGGACTTGGAATTTGTTTTTCTGCGTGTCAAAGCCCTCATTTCTCCTCAC
GTAATCACATTTCTGCAATTATTTCCAAACCTAAATATTCTTAAGTTCAATATGTAGGCT
CGAGGAGTCCAGAAAAATCTGTTTAGCCATTTTTTTAATCTTTGAAGGTTTTTCTTTGTC
TTATGATCTTGAAGGATTTTACATCTTGGAAACAAGCTTTATTGAAACTATGTACATTTT
GTGATCAGATTTAGTTTAAATATATTAAAAACAAAACACTTTTGCTCATTTTTAATTGTG
TAATTTGATTTATTGAAACACCCGTTTCAAAATAAATATTTTTTCATTTAAGGCTTTCTG
CTCCTGCGGCTTTATTCGAATTGAAGCCCCCATGCTCTGCTCTCGTGTTGTACTGTAGCC
TGTAATGGACCTGTGTTAAAAAAACATTTTTTTTTTAAAATGTGACTTCTTTTGAAGGTT
TGTCCTGTGATTAGATGGAACAAATTATCCACCAGGAAAAGTCTGGAGTGAAAGAAATCC
AACCATCAACTGCTTTCTCAAAGGCGCCTCCTGCAGGACGTTTTCTGAAGAGCTCTTCCG
ATTGGTTGCTTCCTGAAGGGTTGTTCTTTCTGAACGGCAGTCTCTGAAGGGCTCATCTGA
CGGGGCAAATCCTCGAGGGCACAGTCAGTGGGCTGGCTGCTGTTTATCCTCATCATTTCT
TCCTCCTGACGACGGTCCAACCATCTTCCTCTTGAGGAGGAGGAGGAGGAGGATATCTGT
CGGATTGCTGGGACTCCCCAAACTCCATTTCCTGTGTTTCAGTGCCACTGTCCTCGTCTG
ACGATGTGGGAGGAGCCTGTACCTTAGCCCGCTGTGTCTTCTTCAGGCTCAGAGACTGGA
TGGAGTTTTTCAGTAACTCCAGCGCCCCCTGCTGCCAGTGAGCGTACATCTGCAGCAGGC
TGAGTGATACCTGAGGCAAGCTCCCGTCATCCACGACAGTATCAAACTCTTGATCAAGGA
GCACAGCCAGGTAGTCCTCCACCTCATACTGCTGCAGGTCAGCGTTGTCATGGAAATACT
GCTGCACCACGTCCACCATCCAGTCCGCCTTCTGTGGGCCGAACGCGCCCCCGAACCCGT
TCTCCACCGCAATCCGGTTCGAAGCTCACCTGTAGTACCGGCCAGCTGTGAAGAACCGCC
CGAACCGCGTCTGTGAAAAGCTCACGTGAAGCCACCGAGGCCGCCATANATAGTCTCCCC
GGCC
>CL7135Contig1
CAGGGGGCTGAAGGTGGGCTGTGGAGGAGTNGGCGCTGTGGTTATGGTCTCTGCTGTGCT
TTGCTGAAGAGTCCTGGAGACCGGCTGCAGCGCTGCAGCGGAGGTGCGTGCGGCGGCCGT
GCTGGCGTTTGGTCGGGTGGGAGCCACGGGGACAGGAGGCCGTGGAGCCGTGTACGCATC
GTTTTTAAACACCTTGGTGATCGGGGCCGACATGGAGAATGTGGAGCCCACAGAACCAGA
CCGTGATTGCAGCATATTGTTGGCAGTTGTGAACTTTATTTGTTTGCTGGAGGTCCCATC
AATGTCATTCAGGTCAGGCTGTGCAGCTGCACGTATTCCACTTGCCATCCCTAGAGGTCG
TTGCTGTATGGTCTTGGTAATTTTAAGAGGTGGAGCCATGGCTGATTGTGTCGGCGTTCC
TCCAAGGCTCCTCTTGAGGCTCAGCCTGTCGCGAGCATCCATCACTCTCCCATTGTTGCT
CAGCTGCGGTGCAGTGATGCCTCTTGCACTCAGTCCTTGTACAGCAGAGCTAAACTGCCG
CGCATTGATGCCAGGAAAATGACTGACGGTTTGAATCTGTATGGGAGGAACCAGAGTTTT
GCTCTGCAGCTGCTGTGAAATCACTGCTTTTAGCGTGGTTTGTGCAGGGATGCTGGAGAG
CGTCTGCCCCTGCTTTCTGGATGTGATCATCTGCCGGGCGTCCTGCACAGCTGATGCACC
TCCCCTGCCCTGAATTTTAAAACGGGCGTCTTTTTGGACAAGTTTTTCTCTGGCATCTTT



TACTTGAAAACCCTTTGTTGTTCCCACTCCAAGCCGCTGTCTCACATCACTTGTTCCAAT
GATTTGTCTGGCATCAAAATTTTTCCCATCCCCTCCTAAACCCCGTCCAAATGGAGGCCG
TTTAACAGGAACTTTGAGGTTAATACCGCGCCGACGTATGACTTCATCCAAAGAAACGTC
TGCCATCTTCTTCTTCTTGCTTGACTATCCCCGG
>CL7136Contig1
GAGTACACACGTGCAGTCCTCTGAAATACCAGAAGGTGGCAGTATGAGCTGCTGTGTGGT
TAGGGACAGACAGGCTTCTTCATCTTCTTTCCTGGGGAACATCATCAGTTCCTTCACCTG
TGCTCACCCCATCTCCATTTGATTGCTAACATGCTGAGCAGAGCTGCTCCTCAGAGCTGC
CCGCCATTCGAGGGCGGTTCTCTGCTCCATCGCAGGAAGGCTCCTTTTCCTGACGTCACA
GGAACTTTCCTCAGCACCTGAGGAGGCGAGGGCCGACCCTCCTGCTTCCTCAGATATAGA
AAAACACACACTTTTTGGTCTGTGAGCTTCGGTGTGTGAACAAAACACACACTTTCTTCA
TCTGTGAGCTTCAGTGTGTGAACGTGCAGTCTGTAAACCACAGTCTGTTAAAAATGTCAA
GTCTTCTGGAAACTGTACTGAGCTGAAGCTGCAGCAGACTGTTTACTGTGACTGTCCGTT
TGTGTATGTGCAGATGTGTGAGCCATAGTGCACGTGTGTGTCTGCAATTGTACAAGTGTG
TGTGTGTCTGCAGTTGTGCATGGTTGTCTGCAATTGTGCATGTGTGTCTGCGATTGTGCA
TGTGTGTCTGCAGTTGTGCATGTGTGTGATTTGATTGTGCATGTGTGTCTGCAGTTGTGC
ATGTGTGTGATTTGATTGTGCATGTGTGTGTGCACACGTGTCTGTCTGATCTCGTGTGTG
ATCGTACATGTTTGCGTGTGTCATCTGTTGTGTATGTCTGCAATTGTTGTGGATGTGTGA
TTGTGCACGGGTGTTAATGTTGTCATATCTGCTCAGTTCCTTGTGTTGATTTTCAAAATT
GTTTTGTTTTTGTTGCTGCTCATCATTTTTTGTTTCTCAC
>CL7137Contig1
GGGAAGATCCCATTACGGTTTAAAATGGTAGAAAGAAAAGCGTAGGAAGCGATAGGCCTG
CGCCCCCCTCCCTCAAAGACCGATTCTGTCGTAGACTAGCCCGCCTTTCACTTAGAGCAG
ACTCAAAGGCTGCTCGCCGGGAAATGGAGAAGAAAAGGTGGGATTGCAGTGCTCTCCCAA
AAGGCTGGAAAATGGAAGAAGTGACCAGAAAGTCGGGTTTGTCAGCCGGGAAAAGCGATG
TCTATTACTTTAGTCCATCTGGAAAGAAGTTTCGAAGTAAGCCTCAGCTGGCCCGTTACC
TTGGTAACCAGATGGACCTCAGCTCCTTTGATTTCCGCACGGGGAAGATGCTGATGAGCA
AGCTGAACAAAAACCGGCAGCGACTGCGATACGACAACAACAACCAGAACAAGGGCAAAC
CGGACCTCAACACCTCCCTCCCAGTCAGACAGACAGCCTCCATCTTCAAGCAGCCCGTTA
CCAAGGTTACCAACCACCCCAGCAACAAAGTGAAGACGGATCCTCAGAAAGCCGTGGACC
AGCCTCGACAGCTGTTCTGGGAGAAGAAGCTCAGCGGCCTGAATGCGTACGACATCGCCG
AGGAGCTGGTGCGGACGATGGAGCTGCCC
>CL7138Contig1
TTTCCTAAAAACAATGTTTCCCGCCTTGTCAGCTTTCCATGCCTTGATCAGCGCGAAGTC
TCCAGTGATAGCCTTTTCCATGACGTAGTGTCGGCCATTGAACTCCTGCACCTCTCGTTT
CTCACTAGCAATAGCAATGCTGCCGTCTCTATTGTACTTAATGGGAGAGCCTCCCTCTTG
GATCAGGGTTCCGTAACCTGTGGCTGTGAAGAAAGCTGGAATCCCTGCACCTCCTGCTCT
GATCCTTTCTGCAAGAGTACCCTGTGGCGTTAGTTCCACCTCCAGCTCTCCTGCCAAATA
CTGCCGCTCAAACTCTGCATTCTCTCCCACATATGAGGAGATCATCCTCTTGATCTGTTT
ACTCTGCAGCAGGAGGCCCAGGCCAAAGTTATCCACTCCTGCATTGTTACTGACTGCAGT
GAGGCCTGTAACGCCACTCTTCAACAAACTGTTGATGAGGTTCTCCGGTATACCGCACAA
TCCAAAACCTCCAACTAGAATGACAGCTCCATCGGGGATGTCCTTCACCGCCTCAGAGGG
ATCGGAGTAGAACTGGGAACTTCTCAGGCTGGAGGTGGAAAAGGAACATCCAGAAGTCTT
TTTCAACTGGTTGCAAGCGAAGTTTAATTTGGACCTGCGGGGGCCGGAGATGTTTTTGAA
GAGAACATTCTCCACTCTGCAAAGGGCTTTGAGGGCCGCCATGTTTTGGAGAAACACGAG
ATGTGTGTGCAGCAGTCAGTGGTAAAGAGAAAGCCTCCCCCGGCCATA
>CL7139Contig1
ACCTGTCCACAGCAATCAGTCCATCAGTCAGTACTCCAAACTCTCCAACTAAAGAGCTTT
CAGTGGATTTAAGGGAGAAGACCCGCACAAGACTGGAATGGACTACAAAACCATCAGCAA
GAAGCTAGGGGTTATTGTCACAACTCTTGGTGCCACTGGGCCAGAATACAAGAACATGAC
CCTCAATCCACCTTTAGGTCTGGGGCTCCAAACCAGATCTGACCTTGTGGGGTTTCCATG
ATCATGGGAACAGAGAGAAATTGTCCTAAAACAATACGGCAGGAGTTAGTTGATTATCTC
AAAAAAGCTGGGGCCACAGTCAACAAGAAAAGCATTGGTAAGACTTAACACCGCAATAGT
TTAACATCTTTCAGAGCTGGCAAAGTCCCTCTGCTTTAGAAGGCACATGTGCAGACCCGC
CCGAAGTTTGGACACTATGATTTAGAGAGGGATTGAGAGAAGGTGCTTTGGTCAGATCAG
AAATGCTGCCAATGACCCCAGGGCAGCAGTTTAGCAACCGAAGGGTTGGCGGATCGATCC
CCGCCCTCCCCAGCCAGCTGTCGCCCCCCCGAGCATGGCCAGCCTGTAGCCCACCGCTCC
CCCCAGGGGAGGGGCCAAAATGCAGAGAAGAATTTCCCCATTGTGGGATAAATAAAGTAT
CAATTATTATTATTATTAATTGTTTGAGCTGGCGTTGATAACTATGACCCTGCAGACCAT
GGACTTCCCGCTGCCGTGTCCCCTGGAGATTTTTGAGATGCTGGTGGTCCCGGAGCAGAC
CTACCCCCTGATCTGCGTGGCGGTCAGCAAAGGAAACGAGCTGAATCAGGTGGTCCGGTT
TGGCACCGTAAACCCAAACGCTACCTCCTCCTGGTTCCCAGAATCAGATACGCTGCAGAC
CTGTGTGATCCACGTCACGCAGCTGGAGAGAGACACCATCCTGGTCTGCCTGGACAGATG
TATAAAGATAGTGAACCTTCAGGGCCGGTTGAAATCCAGCCGGAAGTTATCAGCTGAGCT



CACCTTTAACTTCCAGATTGAATCCATAGTTTGCCTGCAAGACAGTGTCCTGGCCTTCTG
GAGACACGGCATGCAGGGGCGGAGCTTCAAGACCAATGAGATCACTCAGGAGATCTCTGA
CAGTACCCGCATCTTCAGACTACTGGGATCAGACAGGGTGGTGGTGCTGG
>CL7140Contig1
TACCTTTCTCAGCAGGACTGAGAACCTAAGAGGAATGAACGATGAACACGGAGCTCCTCT
TCATTCTGCGTGTGCCTGTTTACAGCGCCGTCTCCGCGAAATCGGAGAGCCGCGCGGCCG
AAAGCGGCGCCGGACTGTACAGCAGAACCTGTGTGCATTTCAAATGCAATACTACTGTTC
CAGATTTTTCTATTCTGTTTTTGTGGTCAGATGTCGAGTGTGCAGGATGTGCTTTTTTGT
TTCGATTGAAGATGATTTGGTTTCGTTTTGTTCCGGGATTCTTCGCGCTTGGCTCTTTCA
CTCCACTGAGAATCTGGACACTTTTCTGATTTTCAGCCGTCGGATAGTTTCTTTCATGTG
TAAGAAGTGTTTACTGTACTCTTTTAAAAAGTTTGAGCTGAATAGACAACTCTATATAAA
TCTATCTATATCTACTTGTTCTGAAGGTGTACTATTCGTTGCTGGGTTTCCCGTTCTTAC
TCAGAGGTTTGACTCTGCTTTAAGTGCCGTGAAGAAGGCCGGCAGGAGGCAGAGCGGCCT
TCACAGGTGTAAAACTTCACTTCTCATGGTTTGGCATCATTTTACTTCATGTTTTCTACC
TTTAGACATTGATAAATATGTCCATCAGTAAAGCTGAGGTAATAATTTAGATGGAACGTC
ATGGTAATTGTGTGTCATGGTAACGACTTTAGAGAGAAACAAAGCAGTGCTGTACACAGT
TGGAATCCAGTATATTTGCTTCTC
>CL7141Contig1
GGCATTTAAGCCAGATCTGATTCACACTGCCCATCAGTGTGAGCGGCACAGAGAGTCCCT
GATGTGAAAGGACTTTATCCTACTGATCACTCTTTCCACCATAATTCTGAGGCGGGTAAT
GGCTTGGATTTGTTCAATTTCCTCCTTGCTGAATGGAGCTGAAAGCTTAAAAGGTGGAAT
CATGATCTCAGATCCAATGTCAGTAAGGAGGTCTTCAACGAGGAACTTTTGTCCGCCATG
ACATCGTCTCCTGGCTCCAGCAAAGGAACTTGGCTTCTAAGTCATGGATGTAATCCAAAG
CCTCATCCAGAGCACCTGCAGGTGGGTGTGTCACGTAGTCCTGATCCATCTTTACTGCCT
TAGCTTAGCCACCGTGTCGCTAGTATCTTCACAGCATAGCTGCATAGACTGACGTTTGAG
GTTCTGTCATATACTGACTCCCTTCTCAAAGGAGCAGTAAAGTTTTTCCAAGGGAAAATA
CTCGGGACGACACCACTCTTCAGGCGACGAACGACGCAGCCGCACCACAAACCCGGAGCG
AAGTTAGTAAGTGCCGGCAGCAGAGGGTGCTACCTGTGTTTACATTAAAACTATGCCCTT
CATCTCTTCGGATCGCCTATATCCATTTGGGTTTCAGGTTTGGATCCACAGGAAAATAAT
GAAATGAAAGGTAAGGCTGTTTTTGGTTGGAAGACGAACAGCCTGGAACGCAACAGAGAC
TGCAACTCTTCGACTCTGCCATTCTTCATATCTGCTGCCCCCGGCCATAATGCCCGGGTT
AAACGC
>CL7142Contig1
AAGGAGCTTCACTGTGCTTCATATTCAGACACCAGTTTAGAATTTTCACCAGTTTTGTAC
AATTTAATGAGGGGTGGAGCTATAGGCAGCCAAGGAGTATTCCCATTTCAAGGCTCTTGT
AAGTGCATGCATTTATGCTCCAAGTTTAGCGTGAGTGTTCCATTATAAATATGGCATAAA
TGGGAACTGTGTGGCCCTTATGGTTCTTTTGGAATCAGCTTTTGCTACAGAATCTCACGA
TTTTTTTCATGGCCCTTGTAATTATAGTCCCAATTCCCTTTGTTGGCTCGGTGTATAAGC
ACAGTTAAAGCTCGCTGCGCTCTTCGTTCCCTTTATGCTGGCGAATCTTCTCTGGTAGGA
CCTCTGTGGCAAAAAGAAAGCGCTCTTTCTTCAGAGACTGATCAACCGTCTGCTTATTCA
AAGCAATGATCAGGTACTCCTCATCTGCTCCATACTTCGGCCAGTGGGCAAGATTTTTGG
CATTAGGAGACCCTGTACGTGCAAAGTTGCCCCAGTAGTTCATCATGAGTTTGCTCAGCT
CTTCTTCCTCTGAGGTGCATTTTGCATTTATCTTGACATCAGTGGTTGTGAAGCAAAATC
CCAGGACTGTGAAGAGCTCGTCTCCATGGTCACACTTGACAAAGCTAGGCCTGGTCTTCT
GCAGGAAGGAGGGAGGGTACTGGTACTCGTACAGATACACAGGCACGCCTGAATCTCTGT
GTGCTTTTGCAGATTTAATGGCAGGAATGGTGAAAAACAAATCTCCAGCATTTCTGTGAA
TC
>CL7143Contig1
ACGAGGGTCCGACCTGCTTTGTAACAAAACAAATAAAGTGGATTGTTTTAAAACGTTTTT
TGACGATAAATAAAGTAGAAAAAAGATTTTGAAGAATGGAGTCTCGATTTGCAAGCCTGC
GCCAGCGAGACACCAGCGTGTCCATGCTGCGGGTCAAAATGTCCAGAAGGAGGTCTCAGA
CCCAGAAAGAGAACCGGCAGCGGGCCATGAATACGCGCCGGCAGCTCGACAAGCTTCCAG
AGCTGGAAATGTCTTCTCTGGATGCATCTATGGCCAGGAGCAACGTGTCAGCCCTGCAGG
AGAGGGAGACCAACGCCAAACCAGAGAAAATAAAAGCACAAGAAGAGAGGCTGAAGCAGC
TGGAGCGCTGGAAAGAACGGAAAGCTCTTGAAAGGGAAAAGGAAAAGAGAGAAAAGCAGC
AAAAAGGCGTCTTTAAAACGGGTCTTTATCATCCAAAGGACATCTGCACAGGACCTGCTG
TCCCTCCTGTTTCAGCCAAGCATAAGGAGAAAAAGGTGACTGTGGCTCCATCCCAGAGCA
CCAGAGTCACCCGTTCAATGAAGCAGCAGCAGGAAACCCAGGAGCCTCTGAAGATGCAGA
ATCCAATCACTGCACAAAGCAAGGTAAAACCGGATTTTGGAGCCAGATCGAACCGGCTCC
GCGTAGCCCCGGTGAAAGCGGCACCTTCGGCCACCAAGTCCAACTCTTGTAATGCTGGAC
CTGCAGTCCAACCCTTATCCAGCAGATCAGCCAAGAGGCCTCCTGTTCCAAAAACCTCGG
CGGTGAAAGATAAGCCAAAGGAAAAGGTGGCAGATGTGAGAACAACGAGAGCCAAAGCGG
CTCTGAGCTCAGTGGCTCCCTCATCTGGCCACACAAAGAGCAGTAATGGTCAAATCACAG
GAGCAGCCCACTTAGTGATTAACCCAATCCACCCCACCCAGGATGAAAAACTGAATGAGG



AAAACATGGAGGAGGCAGAAAACATGGCATCTCCTCCCAGGCAAGCAGGATCTGCGGATG
AAGACGACATGCAGGTGGACCGACCGCCCGAGGAATCTGTTCCTGCTGTGGAGGCTGCTC
CTCCATCGTTTGCTCCCAGGGATTTTATCTTCCAGGCTCCGAC
>CL7144Contig1
TTTATTTTCGCTGGCTACTNACAATAACACACCAACCTCAGTAAAAGCAGAGCTCCCAGC
ACAACAGCGACAAAACGTGTCTGCTTTCCTCTGACAAGAACCATAGAGCAAACCACCAGC
AGGAGTGCACAAATCCACACCTTCACAGTGCTGTGTCCGAGCCAGAATGTTCTGGCAGCT
GCTAAAAATGTTTCACTTCGCTCTTCTCCAAGTTTGCAGTTCTGGTCGGCTCTTGGTACT
CTGGTGCTTTCCAGCTTGTAGACCACGCTGCACCAGGGCTCACGCTTGGAAACTTTAGTG
ATTTTGAAGACCTCATAGGTGGGGACGAGCACCTGCCCCTGCTGCTTGATGCCGGAGTAA
TACGTGATGTCAGCTCCGTAGCACGTGTAGATCTCAAAGCAGGACACGTTGCCATGAAGT
TCAAATGACAGACTGCTGGATGCTGCCCAGACAAAATGACCAAAACGCACCTGTGTGTGG
ACCACATTTTGGTCAAAGTGTTTCCACGTCCTGAGGTAGGTGGTTCTGCACGACGTCTGA
TTGTGACGCAGGCTCTGAATAGCGTCAGTCAGGAAAAAGTACAAGTAGTGGAATCTAAAC
CTGTGCGTGTTGTACATGTGCTTCCCTGTCTTCACGGCTTTGTTGAAAACCTCCCGGATG
TGTGACAGTTTCGTGTACATATACATCGCAATAGCGTGGTCTTCTTTTAAGCGCTCGTGC
ACAGGCCTATTTGCATATTTCTCAGCGAAAGCCCAGGCCTGGCTGAAGTTTCCATTGTAA
TTCCACTCAAACACACCAAACAGGTCAATCACTGCGGCGGTTTCAGGTCTGCAGCCTGCA
TACATGTCGTCGATGGAGTCTGTAGCCATATCCAGAGGTGAAACCACCACTTCTGTTTTC
TCGAGAGGTCTCTGAGGCCACCAGAGTATCAGAAATGGGTCGTTCAATAACAAAAGCAAC
ACCAGTGCTGCCATGGAAAAAACTGCCCATTTTCTCAGGATGCCTATCCCAGACACAGCT
CCTTTCACAAGCTTCATATCTTTTTTAGGTATTTAGAGCAACATGTCGCTTCTTCAAAGA
GGAAAAGTCAGCGGGTACTGCTGCATGGTTGTTTGCAAGACAGGAAGTTCTGCATACAGG
ACTTACAGGTATGGCAGAGCAGATCTCTTTTCACCCTCGTGTTATGTTTGCGAAATCTCT
GCAATTATCTACAGAGCATTTAAAAACTACTGCGGAGTATTTCTACAAGCTCATTCCTCC
TACCAATCCCGTAAATTTGTATCTTACTTCAGCTTAAACACGTCTGCATCTCTCTGTTGG
TAGATAAAT
>CL7145Contig1
CCAGAGTCTAATTTCACCGTAATCCATTCGCCCCGATCTATCTGGGATTCTTTGTCCATT
AGCGTCTCCCATCCGTCACCTTCAACAATACCGAAGAGCACCTGTTTTTTTTTTTTTTTT
AACAGAACTGTGTGGAACAGAGCGTGATTTGGCACAAAAAAGGGAATACATGCAAGACGA
CGCCTTCTTTCGTTTCAAACACTGAGGAGGAGGAGGGTAACTGTCAGCTCAGTGTATAGA
AACACAAAGCAGCCATATTCAGAAGTCAAGCACAGATGTGAGACTCAATTCTATGTCGTG
GTGGCTTCACTACTGCCTGTTTGTAGCAAGAGCAGGACTATAAAGAGCCTTAAAGACTGG
ACCAACTTCACTAAAAAGTACTGGGGTGTGTGCATTCATTTTGGACTGTAAAAACCCTTC
CTATCCTGCATTGATTAGTCAGTATTTCAATGTGTTGCTTGGTTGCTCTGTACATATCTG
TGTAGTACTTCTGTTGATGTCCCTGTGCTAGTATAGAAAGGGGTTGTTACTGGGCGGCCT
CTGCAGACATCCCACCTGTCCTCATCCCATTACCTCCAAAACTTCAAACATTCCATCCCA
GCATCTATCAAGCGACAGTTGATAGATAATCAGCAAAGCAGGCATACAATAACAGCCATG
GCACTGACCCAAAAGTCTTGGTCAAGTCCCATTTGAGAGCTGTAAACCATCAACAAAAAC
CCCAAACATGACCCTGTGCTCCTCCAAACCCAACTGCACTCTGGTCTCACCTGCTTCTGA
AAGATGAGTACCTGCTTTGAGGTGCTGTTGACAGGGGGGGGGGTTGAAGCAGAGAAGGTG
TGAGAGCCCTTCATGACGCCAAGGAGCATGTCCCCATGGTCGTAGCCCAGATCAGGAGGC
GAGGATGTCTCAGAGTCGCGCTCAGTAGCACTTTGGTTTTGCGTTCCATGTTTATTTTCG
CCTCTCCTGTTTTTTGGCCGAGCGGACTGTGATCTTACATGTGGATTTTCTTGTTCTCCT
CCACTCATCTGTATTATGAAGTGTGTTGGGTGGACGGAGCCTTGGAGCTGAGCTCTAATT
TTGTTCTGTATAAAGAA
>CL7146Contig1
GGGTCAGTCACGTGATGACGCTCCTGTGACGCGGCGGTGGTTGGAGTTCGGGTGGAGCAG
TTATAGTCCCTCTACATCAGGGCATTAGATATTTTTCCAGGTTTCCTCCTCAAACTAATC
GGAGATTCGGCGTCATCGTCAGAGCAGCCAGTGTTTCCCCCCGCAGACAGACAGACAGAC
ATACAGACAGACAGACAGGATGACGGCGGCGGTGTTCTTCGGCTGCACCTTCATCGCTTT
TGGCCCGGCCATCTCTCTGTTCCTGTTCACCATCGCCAGAGAGCCGCTCAGGGTCATTTT
CCTCATCGCAGGGGCCTTCTTCTGGTTGGTGTCGCTGCTGCTGTCCTCGCTGGTCTGGTT
CATCTCGGTCCAGATCAGTAACAAAGAGAGTGCGGCGCAGCAGAAAGGCCTGCTCATCTT
CGGCGTGGTTCTGTCGGTTCTGCTCCAGGAAACTTTCCGCTTCGGTTACTACAAGTTACT
GAAGAAAGCCAACGAAGGCCTCCTCACTCTCAGTCAGGAGGAAACCATGCCCATCTCCAT
TCGACAGCTGGCCTACGTTTCTGGCCTGGGCTTTGGCTTCATGAGTGGGGCTTTCTCTGT
CGTCAACATCCTGGCTGATTCTGCCGGGCCCGGGACCATCGGGATCCACGGAGACTCGCA
ACACTACTTCCTGTCTTCAGCTTTCATGACGATGGCCATCATCCTGCTCCACATGTTCT
>CL7147Contig1
TTTTTTTTTTGGTAGAACAATCGTTAGTTTAATCATTATACAATCCTAAAAACAACTCAC
ATATTTTGCTTATTTCTATTTAAAGTAAGTATGGGTGTTCAAACTTTACTCTTTAATGTT
AAGCCTGTCTAACAAAAAATATAAAATAAATTCACACTTAAGGGAATTTGAAACATTTTC



TTTAAAAATGGTCTAAATGAGCTCCACTTATTTTGAAAGTAGACATTTGCAGACCCACGG
CTGCCACAACAACTTTAAAAAGTAGATAAACCCCGTTTCCTACCTATATGTATTAATGAA
TATCTCCAATAACAGGTTCTCCCCAAAAATACAAGAATTTAATTTTTAAGAAACTAAACT
ATTGTTGCTCAACAAACCTCTGCAGATCTCTGACCATGTTTAGCTACTGCACCTTTTTAG
ATTTAAAAAACATGCTGAGATCTACAAATTTATACAGCAATTAAAAACAACAAGTTAGAC
TTTATGTGAGGGATTGATGCAGACTGAGGTTCATCTGTCAACCAAGAAAAATGCAACAAA
ACTCAAAAGAAGAGTAGACTTTTTGTAGGTTCACTTGGTATAAAGGGGATTTAAAGATGG
AGTCTTTAAATGTCGTTGGGTTAAAGTCCATGACAGCCCTTTAATTCTGGACAGTTGACA
TTGTTCTTGTTAAAAAAAAAAAAAAATNAA
>CL7148Contig1
GGTTCTGATCCTTCATCACAGGTCACGATCTGTGCCCGTCCACATCTCTCATTGTCCCGG
ATGTCCCTGGACACCAAGTTGGCCTTGAGTTTCTCAAACCGGTTGCTCTTGCCACCAGAC
CACTGGATGATCTCCTCTCCCAGGTCCAGAATGAAGGTGTCTCCCTGATTAAAGCTGTCC
CAACTGACAGGAACCTCTGTTGCTCTGACCACACGTCGACCTTTGACCTGAAGCAGTCGC
TTAACCTCCACATCATTGGTCGCCACATGTTTGAATCCGGAGGCCACTCCCCCTTGCATG
TATGTGAGGCCTGTTTTGAAGTACCCACTAAAGGTGGTGGACTCGTGACCCTGGACCTCG
CGGTACTGGATCGGTGCTCCGTCCAGGAAGTCGTCCATCTGGACAGAAAAGATGGCTGCT
GCTCCACTTTCGTCCTGAGAGCACTCTGAACCCTGCCAGTAATGGAGGTCATACTGCAGC
TTCCCTCCACGGTTGCTGGTGCTCTTCAGGACCAGGTAGGCATCTCCTGTATAGAACCGT
CCAAACAGGTTCTCAGGAACCGGAGCGAGATCCATGTTCTCCACTCGCCACACCTGAAGC
CCAGCCTCCTTGCCCGCACGTTTGAACTGTGGATGGTGGACCATGATGCTACCCTCAGCG
TCTGTCGTGTGTTGTCCTCGGAGAGAAGCTTTCCCTCG
>CL7149Contig1
TTTTTTTTTTATTTCTACTCAACTTTATTAAAAATATGAACAAATCATCAGAAACCGCAC
AGTAACACACACATGCACACAAACACACAGCCTGGAGTCTGGAAGGAGGAGCGATGCCAA
GTGCAGCCGCTGCGCCCCCTCATGGAGGTCAGATAAAACAGAAATCTGGGAGCAAACCAA
CATCTTGATTTGATGAAAAAAACATTTCTGTAAAAATGATTTTCTTTCAGAAAACAGGAG
ACGTACAAAAATAGGCCTCTGCTTGTTTTCCAGACTCCGGAGGGACTCAGAACTTCCCGT
CTGCCGGCGGCTCTGAGTGAACCCTGCAGAATGTTTATTGTTCTGGAAAAACTCCAGCAG
AGCAAAGACTTCTGTTGACCCTGTAGGTTCTGATCCGAACACCTATCAACCCTGCAGGGG
TTTGAAACGTCTCATCTATTCTTTTTGGTCATGATGCTGGTGAAGGCGGAGCACCGAGAA
GCAGCCGCAGTGCTGCTGTTTTCCTGCGCCCTCATTGGCCGACGATCAGCTGCTGCAGGT
ACGACTGTGTGAGGCCCCGCAGCTCCTCCAGCGTGTAGTCCTCCGGCATCGGCAGACGCC
CGATGTGCGGCGCCAGCTGGGCGAGCGGGATGCCAGGGAGCTGGGCCCCGGCGTCCCCCT
GCTGCAGGCTCAGCACGGCGCGGAAGGATGTTGGCCACACGCTTCGCCATCTCTGATGGG
GCGAGGCGGTCCTTGGCGCT
>CL7150Contig1
CAAGGACCCAACGCTTACGGGAACCTGTCTCTTGTGCAGATTGGAAACATATCTGGATTT
ATCGACACACCCGACCCTCCGAATATAATCAGCTACCTGCCAAGTTTGCTGTACAAGTTT
AGCTGCAGTTACCCTCTGGAATACCTGGTCAACAACACGCAGCTCGCCTCGTCGGCAGCT
GCAATCTCAGTAAAGGAAAGCAACGGTACTTTCATCAGCACGCTGAACCTGCTGCTTTAC
AACGACTCATCGTATGTCCAGCAGCTGTCCATCCCAATGGCAGGGCTGACCCTGAAGACA
AGGGTGTTTGCAGCTGTGAAAGCCACTAATTTGGACAGGAGATGGAACGTTCTAATGGAT
TACTGCTACACAACACCTTCTGGAAACCCCAACGATGAGCTCCGCTATGACCTCTTTTTT
AGCTGTGAAAAAGACCCCCAGACCACAGTCTTTGAGAATGGGAAAAGTCAAATGGGCCGG
TTTGCCTTCGAAGTATTTCGTTTTATAAAGCACAAGAACCAAAGGATGTCCACCGTCTTC
CTGCACTGTGTTACCAAGCTGTGTCGGGCAGATGACTGTCCGATGCTCATTCCAGTGAGA
CCAGACTTCTGCATTCACACAAGTCAAACCCACCTCAACAGAAAGATAAAACATTTGCCC
AAAGCTTTAAAAAAAAAGATCAGTTTTGGTTTGATTACAATAATCAAAAGCAAAAGTTAA
TATTTAATGACAGTACAAAAGTATCTTGTTAAACTCTCGAATGGATACCCTTTTTGTTTA
AAGACCCATTCCAATCATCCTTTGAAGTATTTAAAAG
>CL7151Contig1
ATTTGCTTTTATTTACATCTTTTGTTATTGAGCTTCCAGTTGCTGTTCATTTTTGAGGGG
ACCAAAATAGATCTCACAGTGACAGTCGACACACATTCCACTAAAGGTGATTGTCTCACT
TCTACTTATACTCTTAAAAAGACACAAGACAAGCAAGACTCTTTGTGTGAAACATTTAAG
CCCTGTTTTCCTTAACCAGCCATTTCTGTCTGTGTAGATCTCTTGTAAAAAGTTGACTTG
ACAATAAGACAGATTTTGGAGAATAGACTTGAACTAACAATCTGCTGTTCTGAACTCAGT
GAGCTCACCGCTGCACACTGCACAGCCAACGGGCACCATCTCTTCCATATTTACATCTGC
AAATGAGATCTTATCGTACAAAATTCATTCTATATGAATATTTTAAACTAAACACATAAN
ACAAGAGACATTAAGTAAAAAAATGTACAAAAAACTGTATCAACATAGGTGCGTACACCT
TAAGACTTTCCCTCATAGAGGTTCTTGGTGTGGTAAAGTTATGGAAACGTATTCAATCCT
GAATTCATGCTTTTTCTGACCCCGAATGAAGCGGAGCGAAGCCGACGCCTCACCCATCAT
CAACCCTGAGAGTGCAAGCGAGCCAGGAGCAGAAGTTTCAATTTTCACTTGGAGAAGCAG
AACATCCTCACCTCATCTTTGTGTCAATGGATTCACAGTCTGCAGGGAGTCTTACTACGA



CCAACAGTGAGCTACGATGGACGGAGGACACGCAAAGATGTTCCAGAGGTACCAGCAGTT
CTAACCTCTATTTCATATTTTTCACCGGACTGACCAAAACCGAGTTTGTGAGGACCTGAG
AGACCGAGTTGGAAATTGACTCTGGATCTTTGTCTTTAAGCGTAACATCTGCGTCCTTGT
CTTTGTCCCGGCTGTTCTGACTGTTCTGACGGCTTTTCCGTGAGGAGTCCAAACCAGTTC
CCTCGAACAGGCGAGCCATGAAAGCCAGCCCCTCCCGCCGGATGTATGACTTCCCTGCAA
AGAAGTAAAGGATGGGGTTGACAGAGCTGCTGATGAAGGCGATCGAAGAGGTGACAGCGC
GGCTGTTTTGCCCGATCGTGTCCAGTTTGGTCTTTGTCTTTCCCTCGTTACACAAGCCGA
GNNGCAACCCC
>CL7152Contig1
GTTCAGGTTTCTAATGTTCTTTATTTCTATTTTAAAATATTCTATAGCCACTGAGTTGTA
AAAAAAAATGAGGGACATTAACTACCCCAGACATTTGTCCTACTATGTCCAGACGTCCGG
ACATCAAATAGAATGACACAACTGGATTCTGTATTAGAAAAAGACAAATGGGGTTGATGG
CCGTGTGCAGTCTACCTCCAGCAGGCCGGTCTTAGTGGTGACGACAAGTATGTCTGAGTT
GCTGTCATCCTCGGTGACCGTGAGCAGCTCTTCGGTGGGCGTGGCTGGCCTAAACTGGAA
GGGCGTGCTGGCTCCCCGGATATCCCCAGTGTGAGTGACGTAGCAGAACTGGTAAAACTC
CCCGTCCGATTTCGGGACGTAGTAACCTTGAAACACCACGGTCCTGTGCACGGGGCTTCC
TGGTTCGTAGCTTTCCGGCATTGGAGACCAGAGGAAGGTGTAGTAATCCCTGGCTGTGCT
CCAACCCACCTTGAAAATGCCCACCCAGTCTTTAGGGTGAGGGGTGATGTAAGGGGTCAG
AGTGTAACGGCACTCCAAGGGTGCCTGCGGTAGGAAACTCTTCCCCACGTTCTGGAAGAT
GACATGGGCAAAGTTGGAGGTTTCCATGATGCTGACGCTGCTGCCCGGCGACGAGTCCAC
CACCTGGAAGGATGACATCGTGGCGTGCGGGTCACTTCATCTGTCCTTCATACAAAAACT
GTAGTGTAGAGCTCAGTCAAGGTTGAGATGTTGACATGGTTACAAGCAGACGTCTTCCTT
CACCAAACCATGCACACACAGCGTTTGCGAGGTTGACACTAGTGAAAATGAATGCTTTCA
GTCGCGTTTATGTCATTGCTGCTTCTGTTGTCAAAGCTCTGACGATGG
>CL7153Contig1
GCAGCTTTACTCGTGTCTCCATGCTCCCCTTTATCCTGTAGCGCTGTTCGTATCCTCTTA
CAGCATCTGTCTTTTAGCTACATGCAAATCTGCACCACAATCCGTTCCATTCTGGCTCCT
CAGGTCGATACCAGCAGAGCAGTGTCTCTTTATGTTCTGTTATCAGTCCTGTTGTTGTCA
TGTGTTATTTTTTCTGGCAGTGTCGGTCAAACCAAACCAGAACTAAAGCTGAGGATTCCA
ATGGATTCTTTGTGCTGAACCTGTAACTTACAATGTCTGTTTCATTTCTACAGGGGGAAA
ATTTGGGAAGGCTGGGTTGGTTAAGCATCTGAATCACAGGACCAACCACAACATCCTCTT
TTAGCAGAAGAATAAGGATCCAGGACCTCAATTTTATCTGAGTGGACCAGAAACTGGACC
ATTAAGCTTCTGTTTGTTGGGTTTTGATGCAGATAAAAAGGCTCTTTGGGAAGTGCATCC
AAATGGAGGAAATACGAAAGACTCTTTAATCATGTATTTTGGAAAACATCTCATGACCAC
TGACGTCTGTCAAGTTTGTCAATCATACATAGATTGGGGCACCTTCATGCAGTCTTGCAG
CAAAGCTTGTACATAATATCCAGACTATCGCTTTCAAATGGGGCTCTATTGTATGATGAA
CTATATGTCAACCTACGCCATCGTCATTACAATTTCCTCAACAAGTTTCAACTCGTTTGG
ACTCCATAATGATGAAATGCATCAGATTTTGTCATAAACTTTTGTGAAACAGGCAAAATT
AATACTGATGAATGTCTTCTTTATTAAGGTTCTTCCTTCATAGCTGTGAGATGTAGTGTG
ACAGCATTTGCCTGTAATGATCCACACACATTTACAGACTTCTGTGTAGGTCTATTTATA
ACTTTTAGCAGATCCACAATGTCCACCATTACACAATCATACAGTTCCCCAAAATATGTG
ATCATTGATCAAATGGAATGAATACCATTGTATTCCTTTGTGTCATCAGTACCACATTGT
AGAGTTTGTTCCGCTTGCTACTTGGTGCTACAGGATAACAGCACAAAAAAACTCAAGTCT
TACTGTACAATATAGTATGTATCTGAATGTACGTTGTGCAATTAATATAAATGTTTACAA
TATTTTTTATAATACTGAAGAGGCGCCTCATACATTTTGAGATGACAAAATGAACCTATG
AGGAAATGTAGCTTGAAAAACCTCATTGTCCAAGATCTATGTTTGTCAGTTTCTTATTTA
CCATAAAAGCACTTAAAAGGGTTCACTGTGATTAGAAGTACATAAAAAATACAACTACTT
TATTCCTGAGAAAAGGCACGACTTGTTAATGTGGACTTTAGGTAACTGCCTTTGTTAAAA
TCGTTTCTTCTTGCAAACACTTTCATAGATCTGC
>CL7154Contig1
GATTAGTTAGACAGNTCTGCCCAAATGTATACAGTGCTTATAGGACATTTGACAGGTTAA
GTCACAAGTTTGCCTTTTAAAACATCTTTAGGTTTAGTCAAATGCATTTAGGTGTTGGTC
AGTCAGCATCCAATGAACACTGAGAACAGACTTGATGGGAGGAGTTAGTCTTCTGTTCCA
CACAGCAGCATCAAGGCCTCTCCGTAATTTCCCGACACCTCAGACTTTAACTCTGAGTGA
AGGCTAACACCAAACAGCTTCTTGTACTCTGCTTTGATGTCCAACAAATCGATTTCAGAA
CGACCAACGATGATTCTAGTAAGTGTGGATTCATCGGTTCCTGCACCCCTCATGCTCTTG
AAGAGCCTCTCANCAAAGTATGCAGGAACGTTCTTCACGCATTTAACAATCGCCACAAGT
AGTTTTTCCACTTCTCCAGACATTTCACTTTCAATGCTCTCCTGCAGAGTCTTCTTGCTA
ATGTTCTTGTACTCCACCAGAGTTTGTCGAAGCTGAGGAACACTCCCGTGGCACAAGATG
TCAATAAACTTGTCCTCATCAGTCCCCCACTTCTTCTCTCCTGCTTCATACAATGTCTTA
GCATCTTCTTTGGCTTTAGCAGCGTCCACACTGGTGCTCTCGTCCCTTTTCCCCTCAGCC
AAGATGAGCAGCGCTTTGGCGTAATCTCCTGACACCTCTGACTTCAGGTCATGAATCATC
AATCTTCCAGTTTCTTTTAGGTAAGTGTCAGCCATGTCTCTGATCTGTTTGTTTGATCTA
GAAGCAAATATTTCTGTCAGGATACACTCGGTGGTCCCTGAACCCTTTATAGCTCTGATC



ACTTCATTACAGTCAAAGAGAGCAGGAGGTGTTACCAAGGCAACTAACAGGTTCTCAAAG
TCACCATGGGTGTCGCCCTCCAGGTCAGCTACTAATTTCCTTCCTGTGGCTTTCTCATAG
GCGCTAGCGACAAGCTGACGCTGAGCATTACTTCTTTGAGTCAGCACATCAATAAGTGTC
TTTTCTGTTGTACCGAGACCCTCAATAGCTTTCCGGAGTGCAGTCACATCCTCATCCACT
TTAAAATCGGCCTTGTCCTTCACTGTTCCTCTTTCCTTGGATGTTGTGGCCAGTGAGGAG
GAGGAGGAGGAGGGGGAGTCCAAGAGGAGATCCAGATCGTCCCAAACAGACATTTTTGCG
CTTGTAAAGAAACGAGGAGCCAAAAGGTAGAATTAAGGGGAAATTGGGAAATATCTGGGA
TCAGTCAATCTCCGTGATCTGCCACACCTTTCAGTCCCCGGCCATAAGGCCCGGGTTAAA
CGGGGC
>CL7155Contig1
GCAAATCAACACATTTTCTGTTTTATTGAAGCAAGCTTAGAATCATGGCATTCATGAACA
TGAAAGACAGCCATCAGCCCAAAAGAGGCTTTTTAATAAAAGGAAACACTGCACCAAATT
GATTATTGGACGTTACCTGACAAGTAACTTATCAAATAATTAAAATTACATGCAACATGT
TAAATTCTTAAGTTGTAATTGTGTAAACCTTTATTTAAAAAAAGTGATTTGTTTCTTAGG
TTTCACATGTGAATTGATGTAACAGATGAGTAGTGGCACAAAACGCAGGAGCACTAAAGC
TCCTTGAAATATTTCACAAATTGGCATAATATCACTGTGGCTCTAAAAGCTGCTTCATTC
ATTCAGTCTGTGATTCAAAGCCACTGCTGCAGCCTGAACATGAAGGACCGCGCCCAAAGT
AGTAATCATGTAAAAACAAAAATGGTTATTTGAAATCCTATAGCTGATGTCATTACAATA
CCCCTGTATTGTGAGCAATGACGGGCAGGATGATGAATGGCTCCAGCAACAGTCTTGGGG
TTGGTGGGGCTCAGTAACTTGGAGCGTGTCAGTCAAGCTCGAGGCAGATCCTGATCGCGG
CTTTCGCAGCACGGCTGCTGCATCTGTACCACCACAGTCTCTAAGGTGACCTCCTCGCTG
TCGCTGCTGTCCAGTTCCTCGTCCTCATACTCGGAGGAGTCCTGCTCCGAGCGAGACGCG
CTTGACATGGTGCCGAAGGAGTGAGCGCCGGTTGAGGCCAAGGATCGCAGGAGCGGCGTG
CTCTCCGAAACCTCTTCATTGTCCTCGGGGCTGCTCTCCTCTGAATCAGAGTCGCCCTGG
GAAGGGGACCACCTTCTGCTTGCACACTGGNACACGTCTTCTTGGTTTTTGGGTCAGCCA
GGGGTCAACACACTTGCTGTGATAAGCGTGTGAACA
>CL7156Contig1
AACATCATCAAGCAGAGTCAAGTCCAGCTGGGTCAGGAACAGATCAATCAGTTCAAGAAG
CTGGAGCAGGAGGTCATCAAGCCGGTAGAGAACGATGTGCCTCAGTGGATATCTGCCTCT
CCCTCTGACTCCTCCTCCGCCCTTGTCTGTACTCGGGACCGCCAGCTGCTGGCCTTCTAC
GCCGAGCAGTGCAAGCAGCACTTTGTCACGCTCCTCAGCGCCGTCGACGCCTTCTTCGGC
TGCGTCGGCGCCGGCCAGCCCCCTCGCATCTTTGTAGCTCACAGCAAGTTTGTCATCCTC
AGCGCCCATAAGCTGGTCTTCATCGGGGACACCCTGTCCCGACAAGCCTCGTCCCCCGAG
GTGGCCAACAGGGTGATAAACGCCAGTAATGTGCTGTGTGACCTGCTGAAAACGGTGGTG
GGAGCAACCAAAACGGCCGCTCTGAACTACCCCAACACCGCCGCCGTCCAGGACATGGTG
GACCGTGTCACCGACCTGTCTCACCACGCACAGCAGTTTAAGGAGCAGCTGCTGCACATG
GCCAAGCCCTAACCATCCATCATCTCATTTCCTGTACAGCTGTCTGCTGGGTTATATATA
TTTGCTTTTTTCCTGTACATAGTCTCTTCTGTAAAAACCCGCTCTATTTTTGTGTAGATG
GTTTTATACTCTGAACTTGTGTTGCTGCAGGATGCGCCGGACATTTTTTTTCATGACATT
CCTGTATTTGTAAAGCACCTTATGAGCTGTGGTCCATTGTGGAGCGAGGCTGGTGTGTCA
TAGTGTGACGTGTGACCGTAAATTTGCCTGTAACTCGTGTCTGTGTTTGTGGCGCTTGCC
AAAAAGTAAAAGACTGAAACGTGAAAAAAAAAA
>CL7157Contig1
ATTCTAAACTTTTATTTTGCCTAACAAGAGTGAAAAGAAATGAAAGGCAACATCAAAAAA
TGAAAGTTTATACAGAAACTCACGACAACTGTGTGTCTGTAGTATCAACAATAATAATAA
TAATATAATCCTTTAAACCAGTAAACAAAAAGAATTGAAAGTGAGTTACAGTGAAGATAC
TTTAATATGCAAAGAGGAATGAGAGGAGTCAAAAGGAGAGAAATGAGGCCGAGAAATCCA
GATGATTTTTGGGAAAGTAGCACCAAAAACATCAAATCGGTGAGACATGTTTTTCTTTAA
CACTTCCCAAACTTTAAGGGGTTTTTTACTGAAAATGCATGTCCTCTCGAAAACAGCTCT
AAACACAATTTAATACAAAAAAACAAAAGTGTAACCATGTTGTCTCAGGGCAGAGTCCTC
ATCCTCCTTTAGGTTGCTCTGTGTGACAATTCAAGTCCACAAACGTGTCTAAAGAAACCC
ATAGCTTATAAGAGTTGAGATGAAGTGAAGCTGCGGCCAACGGTCCACACACAGGCTTCA
GGTCAACTAGCATTTAAACACAGCTGGGAATACGCATGAGCCACCAGAGACGACTAACAA
ACACATCCTCGTCAGTCCAACAGTCTTCTTGAAAGGATCCGTGGGAAGAGGAGGAGGAGA
AAGAGGTTTGGCTA
>CL7158Contig1
TTTTTTTTTTCCTCTTTACAATCTATAATGTTTATTCTCATCCACAGTACAAAAAATGCT
TCAACATTCAAATCAAATGTTTAAAATACAAAAAATACTTAAGGTAAATACATATTAAAA
GCCCTCATAAAGGGCAGAATGTCAGAGTCAATGTGACTGAAAATGTCCACTGAGACATGA
AGTTCTCATATGCATTGCTTCGAGGGCTTGGTCAGTGCATCAGTCAGTAATGTGCGAGTT
CCAGCTCCTGCGTTAAATCCTTCAGTAGTTCAGCATCCGAAGTGAAAAAGCATCACTTCC
TTCAGTCTGATGTGTTTTCAGTCCATGAGGAGTGGCTCTGTCTCTGTGAGCTGATCGAGA
GCGCCTCCTGCCTTTTGGTGTGTCTGCGGAGCATCCCAGGCCTCAATGCTGCAGCATCTG
CTTCAGCTCTGTTGTGCTGTGCCTCCCCACTTAGGACCATTTCTTCATCTCTCCGTCTGT



GAGACTTCAT
>CL7159Contig1
GTACAGCATGATGAACGGGCTGGGATTCAACCACATCCCCGAGTCTTACAACTTCCAGGG
GAGCGGTGGGGGCCTGTCCTGTCCACCCAACAGTTTGTCTCTGGACAGCGGGATCGGGAT
GATGAATGGACACCTGGCAGGTAACATGGACGGAATGGGTCTGTCCGGTCACTCCATGTC
GCACTTGTCAACCAACAGCGGACATTCCTACATGGGGAACTGTACCGGATCCACCGGCAG
TGACTATCCTCACCACGACAATTCCGCCTCCCCTCTGCTCACCAGCGGGGGAGTCATGGA
GCCTCACCCGGTCTACTCCAGCTCGGCGTCTGCGTGGGCTCCGGCCCCCACGAGCTCACT
GAACAACGGGGCTTCCTACATTAAACAGCAGCCGCTGTCCCCCTGCAATCCGGGCACGAA
CACGCTGCAGCCCAGTCTGCCCACACACTCACTGGAACAGCCCTACCTACACCAGAACTG
CCACAGCACCACAGATCTACAAGGCATTCCTCGGTACCATTCCCAGTCTCCCAGCATGTG
CGACCGAAAGGAGTTCGTGTTCTCGTTCAACGCCATGACGTCCTCGGCCATGCACTCGCC
GAGCAGCAGCTCGTACTACCACCACCAACAGGTCTCCTACCAGGACATCAAGCCGTGCGT
AATGTGAGCGCCGGCGGCCGCGAAAAGATCTGCAGAGAGCGCGGCGGCGGCGGCAGCGGC
AGCCGCGCGCAGACTTGAGCCATGACGCAGAATGAAGTGAGATGAAGGATGAAGGTGCAG
GGCGCTCACTGCTTCAAGCTGAGCCCGACTGCTTCCCCTCTGTTCCTTTACGCATCAAAG
ACACGAACAAATAGACAAAACAAACATAATAATAATATATAGTAATTGTAATAATAATGA
AGACTTTTTTTTGCCATCACCATCGACCAGCGGGGTAAAAAGTGGCAGAAGGAACCACGC
CGCTGTTT
>CL7160Contig1
AGGAGAGACGCAGCCGCAGAGTCAACTCTTAAAGCTGCGCCGGTGACTAAACTCCTTCAG
TGCGCGTCCACTCCGAGCGTCACAGAAAGCAGCCCCGATAATGATGCAGCCAAGACCAGC
AGCTTCGGTCCTCAGAGACACAGGCGCGTCGCGGCAAACGCGCGGGAGAGGAGGAGGATG
CACGGCCTGAATAAAGCCTTCGACGAGCTGAGGAGCGTCATTCCATCGCTGGAAAACGAG
AAAAAGTTGTCCAAGTATGACACCCTGCAGATGGCCCAGATTTACATCACGGAGCTGTCT
GAGCTGCTGTCCGGCGTGGTGCACGAAGAGTGCATGAGTCCGCGCTCAGGCGCGGCGGAG
AAGACCTCCAGGAGGAGCTTTTCGCGCTCCATAAGGCCAGCAGGAGAGGAGGGAGACCCA
TCCGCTCCTTTTAACCAGCTCCTCATCCTCGGACCAACGGCGGACTTTGGGCCAGATGTT
TCAGGACTTTCTTCCAATAGCAGCGATGGGGAATCCTCGCATCTCAGTGACATGGAGGAG
GCTCAGGGCGGGAGGCACTGACAGAAACTCATCACATGCTCTCAAAAGTGTCTGCAGACA
GAGGAGAACCTCATCCACCCAACCTCACCTGCCATTTACAATAGATTAGATGTAGTGTTT
AATTCTAAAATACTGCAGGTAACTCAACTCAGAACGGTGTACTTCACAATTACCTTTTTG
AATGCACTTTAACAGTAGCTGCTGGCAAAATCCAGTCATTTGATAGATTATACCCTTGAT
TCAAAAACAAGTATTTTTCTATTTATGTTTATCCAATT
>CL7161Contig1
CAGTGGGAGCGAGGCATCGGCGTGCCAGTGACTGCTAAAGCTTGCAGCGGTTTGGCATTG
AGCGCCACAGCATGGCGTGCGAGCACGTTTGAGGTCACAGATAATAATCTGCTGCTCATT
CAGGGAACAGATGCTCGTGTTGAAGGCGTTTTGAGAAGAGCCGTTGCACCTTCATCTTTA
TTTATGTCTGCTTTCTTTTTGTCAAAGTGTTTCTGCCTTTTCAGAAAGCTGCTATTCGTT
TGAGAGGAGCTCACAGTGCAGCTTCACATCTGCACGCTTTCATCAGCAAACGTAGATTTG
AGCTCCGCTATGAAGCATCAGGTCGTCTACAGTTTTGTCTTCTGCTGAGCTTCAGGTAAA
AGTCCCCTGATCCTCAAAAGAAGAAACAGAGGAGCCTTAATGTTTACAACATGTAGAAGC
CTAAAAGGAAAAGGGTCAACTGGAGCAAATCTCTTGTGCATTTGTGGCTCTACAGAAGGA
CCAAAGTGATGCTCAGTGGTGCCTTGTGTGCTCTGAGAAAGGTGTCTCTTGTATTTTTTG
TTGTTTCTGAAAAAAAGACGTAAAGTAGAACCTCAATGTGAACTTTTTTTTTTCTGTCCT
GCTTTGATTTGAGCAGGAAGGTCATCTTCCATTTCCCTCTGAGGCTCAGCAGCCCAGGCG
ACCAGTTTACACACATATTAAAATGGTGTTCTATTGAAAAAAAATTTANNAAAAAAAAAA
AAAAAAAAAAAAAAAAAAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL7162Contig1
CCTGCATCACATCGTCAAAGTGAAACATTCCTGGCTGCCGACTGTCTGTGACGATCACAG
TGCGCAGTTCCGGTAATCTGGCACTTTGGATGTCTCCTGGAATGGACGAGTCAATTTCTG
GACAGATCTTCCTCAACATGTCACAGTATTGTTGAGTTTTGAACTGCGTGGGGCACACCA
CTGCTTTACAGCCCACTTTACGCAACGCAAACTCCACCTCCTGAAGCTGATAGGCTGGGT
TCACAGACACCATAATAATGCCAGCTTTGGCTGTTGCAAACTGGAACAGGATCCATTCAT
AAATGTTGGGCCCCCACATACCAAGGCGGTCTCCTTTCTTTAGTCCAAGTGCCAGCAGCC
CGGCAGCAGCCTGGTCCACCTCCTGCTGAAACTGTGCAAAAGTCTTGCGGACTCCATCTT
GCACAAAGACGACGGCCTCTTTGTCGGGATGCCGCTCCGTGCTCTTCTGCAGCATACCTC
CGACTGTGTCGTGCAGCAGCGGTGTGGAGGATGTGCCGTGCGCATAGCTGGTCGTGAGCG
TGGGAACAACTGGCGGTCCGTCCACATGAATGAAACGAGCAGCTGCGGGGAGTCCCGCGC
GACTTGTCCACGGTGTCCGCAAACACTTTAAAGCTGCGGGAAAGCAGCGGGCCGTGAACG
CAACGCCAGGGACCATGATGTGCAGCTCTCTGCCGACTGCCCCGGCCATAATGN
>CL7163Contig1
TAACTGGACCAGTGCTACCATTCCCTCAACTTTCAAACTTCCATGTAAAAGAACACAGAA
GTTGGGGCTTTTGCCGGCCATTTGGGTTGCTGAAGGCTCATCCTCAAGCTCGTCTGTGGC



TGCTGCACCGACTTCATCCACATCTTTATTTACAGCAATAGGAAGCACAAGGTGCCTTGA
TATAACAGGAGGGCTGGAAATGTCAGCGATTTCAATGAAACCCACAATCTCCAGATCTGT
GCTGACCGCCCGGGGCATGGGCTCCACTTCTTCATCCACCACCATCGGCTCAGGACGAGG
GAACACCTGAACATCTGAGGACAGGTTCCCACAGTGCAGAACCGCGTGGAAAGGGGAGTA
TGCGTGATCAATCAACCTCCCAAACATAGTTTGTACGCTCTTCATGCAAAGTGGACCTTC
CATGGTGAAGATCTGACCATCTCCTCCACTGAGGCAAAGGAGATGCTCCAAATTATCCAT
GGCATCTGTCATCTGTAACTCTTCTGAATNTGCTATGCACAGGATGTAGAGTTTTGTAGG
GAAAGGGAAAGGAAGTGGGAACTTCTTGTCTTCTCCACGATGCTTTAAGGTTTGGAGAGA
GTGGCGCAGAGAGCCCTTTCCAATCCCAAGTGATCCATCAGTAACAAGCACCACCTGACA
GGGACACCCACTGCCCCACTCCTGCTGAACAACATTATTGACTCCATTGAGAGCTGCTTC
GATACACGTTTTATCATAGTCTTCAAGGCTGCTAAGTGCCTCCTGCAGAGCATTGTAATC
CCTCGTGAAAGGCACCAACAGCTCCCAGAGAGACGAAAAGGCCATCAATGCTGTGAATTC
AAGTCGGTAGTTCGAGGCCATGTGTTCAAACAGCATGTTAAGTCCGTGGACGGCCAGGTT
CTTTCTCTGAAACTCCTCGCTGCCATCGAGCGACACGGGCCGGGTCATGGACAGAGACAC
GTCCATCAACACAACAGTAGGCATGGCTCAATCCCAGTCCAGACCCCCTTTACAAACTCT
GCAATATGCGTCAACCTGAGCCAGAACGAGGATGTGGCTTGCAATGAATGAGACTCAGTT
AGCGAGGTCCATTCCCGGCTCAAGCTACAGGACGGCTAGTTAGTCTCTAAGCTAGTCAGT
CAAATGAACATTCAGTTCGACTTTGAAAAAAAAAAAAAAAAAACTAGATTTTTCAAAATA
ATACATATTAATCATTATAGTATTTTAGACGACTACTAAAGTTAAAGACGAATATAAACA
AACCATAATTCAAATGCGAGAACAGTGGTTTGTATGGTATGGGCGATGTTGTTTTAGAAT
GTGCATCGAAGTTATCCTCCCCGGC
>CL7164Contig1
TGTGCGAGCGCCCGTTAACCCGGGCCTTATGGCCGGGGCTTTTTTTTCTGGATTAGCTAG
TGAGCGGATAGTGTGGTGTGAAAAGATTGAGTCTTAGGTAACACGTGTTCCACAACTAAA
GCGGGTTACGGAGTGAGGCCTATCCAGTTTTGTGAGATTTAAATTAAGTGCGTCTTCCGG
GTCCCATAGTCGTTGTGAGCCACACGTGCAGGGGCCTTAGGCTAGCAGCACGTGGCGAAG
GGATGAAGCAGCCAAATGAGACCGGGCCTTGGAGCGCCAACAAGCGGAAGGACATAACCC
AACAAGGAGCAGAAATGAGGTTCCGGACTCTAAGGGTATACATTGGGAAGGACATCTCAA
TCCCCTCAAGTGAACAAGGTGTCGTCTCCTAATAAGTGCTAAAGATGGTGTGAAAGGCTG
TTGCCAGCCCTAGATGATCTGCTCAGACTTTCCCCTTGTTCTGGGGTTGTCTCGTGGTCA
TAGGACAATGGGAGGAGGCGTGTCCTGTTGCGATCTGGCCAATCATGGCTACTTATGAGG
AGACTTGTGGTCCACCCCTGTCCATGTTGGAAGCACACCCAACATGATACCTGGTGTTTC
CATGAACACATTGTCATTGGATTGAGGATCACAGCTTCTTGAATGATTCTTTTGGTGTGA
AGGGGGTCTTCTGCACATGCTCAGATCTTGCTGTGACCCTAGCCCTTCCTGAAAGCTCTT
GATTCATCTTAGTGATTTCAACTCTGTAAAACCTACACATCTGTTATGAGTCTTTGTTAC
ATGTGGTATAAAA
>CL7165Contig1
CTAAGTTAAGTTTCTTTTAACATGCCAAAAATATGAAAAATGCTTTTTCTTTTCTTTGAG
AGGTGGTGTTCCCATTTGTTTGCGTTAAACAGATTCAGCCTCTCCAGTCTGGTCCACGCG
AAGGCATTTGGGAGGCGTATGATGAGAAGCAGCACATGTGCCCTGATGTGGTTTTCTCGG
TTGGCCCTTCTAAGCGTTTGCTGGAATCTGCGTGGATGTGCTCCTGATCAGACTCTCCTG
GGTCGGTGCTTGTCTAAAAAGACTCAGCTGAAATTTCTTTTTTATAGCGAGCTCCTTTGA
AATCTCCTCCAGCGTGCGACCCTTTGTCTCCGGTACACAGAGGATGACGAACACCAGCAG
AACGAAGCTCATGGCGGCGTACAGGAACATCACACTGGGTACACCAATTTTTTCTGTGAG
GGTGAGGAAAGTCATGGAGATGAGCAGGTTTGTGGCCCAGTTGACAGCAGACACCACAGA
CACAGCTCTGCCTCGGACTCCCATGGGAAAGATCTCACTGAGGACCACATACACCATTGG
CCCAAGGCCTATGGAGAAGGCAGCCACATATACTAAAAGGCTAATTAGTGAAGCCCATTG
TAGTGAAGAAGACACCCCTTGGCTTTTCTCTCCCTCAGAGTCCTTTATCCCACCCCCCTC
AGTGTCAGTCCTCTGTATTTCCTCAGCGATCCAGTGGCTGGGAAGGTCCGTAGAAAAGAG
GCCACCCTCCTCAAAGTCCTGGAAGGTTCTGTTCAAGTTCCACAGCACCTCAGTGCTGTT
GTCTAATGTCTGACTGGTGCACAGGCTTGTGAGGTGAGTGCGGCTTTGCAGCGTCAGTGT
GCCGAGTGCGGCCAGAGAAAGCCCCATGGAGACTGCTCCCACGCACAAAAAGCTCTTAGG
TCCCCTCGTGC
>CL7166Contig1
CGTTTATTTCCAAAAAGATCATGTGTGAGGAAATATATTTACAAAATTCTTCATCTGATA
ACAAGGTTGAGTCAAGTCTCCACACCCGTTGTTGCGGGGCATGAGCCGTGGGAAATGAAA
GGTCCAATTGCACAGGAGCATGGTCCGAAATAACAATAGCATGGTATTTACAATTAATGA
TCCGAGAAGTAAAAATATTATCCACCAAAAAGTAATCGATCCTTGAGTATGAATGATGTA
CCGGAGAAAAGAAAGAGTAATGTTTTGCTGATGGCTCAGTACTACGCAGCGGGTCAGAGA
CACCATAATTTTGAATGAATGTGTTGAGAACAGAAACTGATTTAGGTGTCGCTGCTGACT
GACGTGTGCTTGATCTGTCAAGAATCGGATCAAGAACTAAGTTTAGATCCCCACCCATGA
TGAGGTGATGAGTGTCTAAACCCGTTAACTTTGCAATCAAGCTTGTGAAAAATTGTGGGT
TATCCCAATTAGGGGCATAGACATTAACCAAAAGAACTGGGGTGTTATACAATTTACCAG
CAACAAGAACAAAACGACCATTAGCATCCTGAATCACATTTGTACAGACAAAGGAAAGGT



TTTTTTTAATAAGTATGGCAACCCCTCTTGCCTTTGTGTCAAAAGCAGAGTGGTATGTCT
GTGAAAAAGAGCTATGAGATAGCTTATGAGCATNAGCGGCNCGNAGATGTGTTTCCTGGA
GAAAGACTANATTTGGTTGGAAATTCAGCAAATGTGTAAAGACTTTCCTCCGTTTGACCA
GATTATTAAGACCCTTAACGTTCCATGTNAGAAANGTCACTGAGTTGGGCCCCNCTGTTT
GTTTTAGATTAATACGGGCAGCCAAGTTTACTTAGGTTTCATNTTNTNATAAGGGTGCAC
NCCCNCNCAAGGATGAGGTATATATATTTGGAGCTGCAACAAGAAAACAAAAACAAAAAA
ACAAACAAAAAAAAAACAACAACAACCTACAAACCAAAAAAAATAACACAGAGACTAAAC
ACATTAAACCCGAATCTCCCCC
>CL7167Contig1
AGGAATTCGGCACGAGGTTTTGGAAGAATGTAAAAAGGCAGTGGAGTTGTCTGAAAACAG
CTCTGAGAAGCTCAGGCTGTTAGAGATAGTAAGCTATAAAATCATTGGGGTTCACCAGGA
GGACGAGCTGCTAGAATGTTTATCTCCTGCTGCAAGCCGCACCTTCAGAATAGAGGAGAT
TCCCTTGGACCAGGTAGATTTGGACAAAGACACGGAAATTCTAATCCCTGTTGCCCACTT
CCACAAGGAAGTCTTCGGCACATTTGGAATTCCCTTCTTGCTCAAGATCAGACAGGGTGA
GCCATTTCGGGAGGTGATGAGGAGGATCCAGACCATGCTGGACATCCAGGAGAAAGAGTT
TGAAAAGTTCAAATTTGCCATTGTGATGATGGGCCGGCATCAGTACATCAATGAAGATGA
GTATGAGGTCAACCTGAAGGACTTTGAACCGCAGCCAGGTAACATGTCCCACCCGCGCCC
CTGGTTAGGGTTGGATCATTTCAACAAAGCTCCAAAAAGAGGCCGCTACACCTACCTGGA
GAAAGCAATCAAGATTCACAACTAAAGCAGCCTGTCTTACCTTCTACAGCCTCCTTCCTG
CTTCCTTTCCTGCATAATCCAACCCCCCTAACCACAGACTGTAACCAACCGCGCACAATT
GTGTGCGTGTGTGTGTGCGCGTGTGTGGTGCGTGCCAGAGATGATTTTTGGGTGTGCTTG
CATACGGGTGGATTCATCACTTTCACACTCTGCCCTGGACACGTCGACGGCTCCACACCT
GCACTGTCTTCAGTGATACATGGTCTCGCTGCAGCTGACGGATTATACTTCAACCACAAA
ATAAACGGCACCAACCACCTCCTGACTGTTCATTTTTGTTGTATATTTTTTTAAGGCCCC
TCTCTTTCCCTCTCTGCCTTCCTGATTATGTTGGCTGCCTGCTTTTTTTGTTTCGTTTCT
CCGTCTGTCCTGAAGTGGGAGAACACGGATTTTATGATAAACGAACTTAGAGGGAAATGG
AACTGAGATGGAAGTTTTTGTTTTCTCACCTCACTCACCAGTTTATGTCCCCCTCTCAAC
TTTCACGTTA
>CL7168Contig1
ATTCGGCACGAGGCTTCTCTTGAGGCTTGGAAACAAGACTCGACAGTCACATTTCATGCT
GGATAGCGTGACGTATCTTCATTGTCATTGTGAGGTACGGATCAGTGATGCAAGTGTTGG
TGAGGCTCAGATGTGCTGAGCTTGTCTCAGCTTTCATCTCTCTCAGGATGTGTCTCTGTA
AACGATGCACGCAGAGCGNTTTCCGCCTGCCGTCTTTCCCTTTGTTGTCTTTTTAAATGA
GGACTTCTCCCAACATCTCTACACTCGTTCAGAAGGTGGAGATTCTTACCCGGTTGCTAA
AGTTTCTATCATTTTGCCTCCTGCTGTTTCCATGCACTAATAACCATGAGTGTCCATCCA
ATCAAAACTCTTCCAAGAAGACTGAATCGACTCATTACAGACCGAAAACAATTAAAAATG
TATAACTCATGAACAGGACAAGTGTGCTTCAGTTGACAGACATAAAGGACTGTCGATGTA
CAGTTGCTCCTCTCCTCCCAGAATGCATCAGCCAGCACACTCTGAAACCACTCATCTCAA
ACCAGCACTCTGCCAAGTTGAGCGCTCACCGCGGGGACGGACTCCGAAGACATCTGACAA
ACGGCTTTCACTATCTTTGTGCAGCAGATCAGCACTTATTGTGCCTCAGACACTGAAACT
GTTGAGCCAGCTACTTAAAAAAATGTCTTTGTTCACTGTTTGCAGCTACAGTTTGGTTCA
ATGACTGTGTGGGGAAACACATATCCTTAATTACAAGATGAAAGAGCAAATAGGCCTGAT
TACAGTAAATGAGGTTACTGCTTGTCTTGATGATTTTTCTGAAATTGATTTTATTGTTAC
GCATTTTTCCTTAAAACTTGATGCAAATTTTTGTTAACATTCCAATAAATTTTGGGATTG
GTTTTAGTGTTTCTTATTCTGTAGGAAATGTAAGATTTTATACATTTGTTGTGTGTTCAC
CTCTAGTTGAGTGTGTTAACAAGCCATGCTGGACATGTACACATA
>CL7169Contig1
GAAAGCCTTGAGCGCGCCGTTAACCCGGGCCTTATGGCCGGGGGCTTGTCTTTTCTTCCC
GCTCCACGGCTGTTCTCGCTATCTTAGACTTTTAATTTAGCTTCTCCGAAATGGCAAAAG
CAGTCAAACTAAATACTGGTGTGGAAATGCCCATTGTGGGTCTGGGCACGTGGAAGTCTC
CGGCGGGTAAGGTGGCAGAGGCCGTGAAAGCAGCTATCGCAGCCGGATACCGGCACATCG
ATGGAGCCTATGTCTACCAGAACGAGGCGGAGGTGGGTGAGGGGGTGCACGCCATGATCA
AGGAGGGAGTGGTCAAAAGAGAAGACCTGTTCATCGTCAGCAAGCTGTGGTGCACCTTCC
ATGAGAAACCCTTAGTGAGACAAGCCTGTGAGAAAACCCTCAGTGATCTCAAACTGGACT
ACTTAGACCTCTACCTCGTGCACTGGCCAATGGGGTTCAAGTCTGGGGGGGAGCTTTTCC
CTCTGAACAGCGACGGAGAGACGATAAGCGACAACACGCACTTCCTCGAGACATGGGAGG
GGATGGAGGAGCTGGTGGACGCCGGTTTGGTGAAAGCCATCGGTATCTCCAACTTCAACA
AGGAGCAAATCGAAGCCATTCTTAACAAGCCCGGCCTTAAATACAAACCTGCTAACAACC
AGGTGGAGTGTCATCCATATCTCACTCAGGAGAAGCTTATCAACTACTGCCAGTCTCAGG
GCATTTCAGTCACTGCCTACAGC
>CL7170Contig1
AGGGGGGGAGCCCCTTTTCTCAGGCCGATCCTGTCAGAGACGGATTTAAGTGGAATTCTA
TAATGAGGCTTTCTGAGAGCCGGTTATGCCTGCTCATCCATCCCAGCGGGAGTGACAGTC
CTGGATCGTTAGCTCTGCACAACTACACAACGCCCCCTAGGGGGGAGAGACACAGAGCAT



GTGCGTGTGTGTGGTTGGGGGTTGTTGCAAAAAAGGATACAAGGTAGAGATCTCCAGAGA
CTGGAGCATCCATAAAAACAGCACCCATCTTCTCTGCAGCTTTGGCCATTTCTCTAGATA
CAGCAGGATCAATGGTGGAGGAGTCGATCAACAGCGTCCCCTTCTTTACTTTCTTCAGAA
TGCCATTCGGGCCTGTGTAGACTTCTATGACATTAGGACTAGATGGCAGCATTGTGATGA
TGCGATCTGCTCTGTCTGCCACATCTGCAGGTGAGTCCACAACCTGTGCACCGATGTCCT
GCAGCTCTTTACAAGATTCTGGGAAGACATCGGTGGCAATTACAGGATAGCCGTTCTTTA
GCAGGTTTGTGGCCATGGGGCTGCCCATGTTTCCCAAGCCTATAAACCCCACTGGTGTCT
TTGAGGCCATTGATCGCAGTGACACAAAACTAAAGTCAGCATGCTTATTCCACCTTAGCC
ATATATGTCGAGACCCTCTAAACAAC
>CL7171Contig1
CGTTTATTTACAAATATTTGAAGTTTGTGTTTTCAGGGATTAGAACTTCCTCTCACCTGT
TAATCCAGAAATTGTTGTCGACAAAAGAATAATCCTGCATCTTTTTAAAGATTTTCTAAA
CTTTTGAAACAATGAGAGACCTGACAGAGGAAGGAGATAAACAGAGGACTGGTGTCCTAC
GGTCTAGCCTCTCTCCCTTGGTTAGCCAACAGCCTCCTGTAGCCTCCTAAGCACCTCGTC
CTGACTGAGAGAGGAGTCCACTCTGATGAGTTTGTCTCTGGATCTGGAGCCCTTGCTGAG
CGATATCTGGCTCTTCTTGAGGTCCAGAACGTCTGCCAGGTACCGGATGAGCTCTGTGTT
TGCTTCTCCGTCTGTAGGTGGAGCTCCAACGGAGACTCCCACGGCCTCTGTGATGGCGCT
CTGCTTGGAGCCGGGCTTCACGTGCACGCTCACGGTGACAGCTCCACTTTTGTCCGCAGT
AACTGGACCTGCAGCTCGTGTCTGAGCTGCGGCGCTTCCAGCCGCCGCCACCGGCTTTCC
TTTCATCTCCTTTCTTGGCATTTGTCTGCCTCCGGAGAAGCACCTTCTCTCCCAGGTGGT
TGTTCCGAGCAGACGAGTCCGCGTGAACCGGCTTTGAGCCTCTGACCGCCGGATGAGACT
CGAGACAAACCCCCCCACAGTTAAAAGATTGAACGCAGTAATTTCAACCCGGATAATACC
TGTAAGAGCCGCATTGGACCAGGAAAGCATAGCTCACCTCTCTGTTAGCATGCTGGCTGT
TAGCTCGTTTGTAAACATTACGACTTCCGTTTCCCCG
>CL7172Contig1
AAAAGACACAGCTGCAACATAATATATTATCTGAGAGTGGCATTTATCACCCTCTCTGGT
CAGAGTTGGAGGTCCACTTTTCCACTCTGGGGGGTGAGGAGGGGGGGGTCTAACAGAGCC
TTTGACAAACAGGAGTTCAACAATAATTAAAGATAATATGGCAAAAAACTGATTGGGTTC
CAGGTGAGCAGAGAGGATTCCAGTACAAATAGAGGGATCTCTGCTGTTGACTTCAAGGAA
GAGATCGGCAATCTGACACTCTCCTGGGGGGCTGGGGGGGGGCATTGGTCTGCATCTTCT
ACCATGCTGGTGCTGTGTTGGCCAATCGTCTCATTCGCCTTGTATTTCTGTCCTGGTCTC
TGATCTTCTTCTCCATTTCTGCATCCGTCAGGGTCTCCAGCAGGGGGCACCACTGGTCAG
CATCACCGGTGTTTCTGATGGCGATCTCCACTGTTGGCAGAGGGTTCTCACTGAAGGCAT
AGGTCCTCTGGTGCCAGCTCAGCTGACCTCGGATGCTATAGGCAATGGTGGTGACAAATT
CTCCGCCCAGACCCAGTTCAGAGCAAAGCTTCAGGGCAAACTTCTCTGGGGAGTTCTCCC
TCTCAGACATGTCCCACTCAAACTGGTCCACCAGGGAAATGTTGCCAACATGGATGTTGA
GCTTGATGATCACCCTCTGGTCTGTCTGGTCTTCCAGGAGGCT
>CL7173Contig1
TATGGCCGGGATTTCTAGAGCCGAGGCGGCCGACATGTTTTTTTTTTTTTTTTTTTTTTT
TTTATTATGAAAGATATATGCAAAAACAACAGACCCATCTCTGTTTCACTACACTCTGGA
CTAGAACCATGTTTTTATGTCAGAGCTATTCTCTAACTGCTCTCACAACACACGAGGACC
TTTCTTGTTTTTTTTTCTGGGGTGGGGGGCAGGCAGCATTACTCAGCACCAGGACAACTA
CCCAAAAAAAGGTGTCCACCCCCCCCTGTTTTGATTTTTTTTTTTTATCCTGCATTGGCA
GGACTGGTGATTGTGTGGGAAGTTTCTTTGTTTGGGAGAAATGCACGCACTCCCCCATTG
CAGTGTCCTGCTGGGAGTGAACGTTGGGAGGCTGAGGCTCGTGCGTCATGTGACGTGAGG
ATCTCGGCTCGCTGTGGTGAAATTCATTCACCAAGGACTCGCTGAAGAAGCTGCTCCACG
CTGCTGCAGACATGGAACCATGACTTTGAAGTATTCAGGAGCAAATCAAGGGGTCTGACT
GAAGTTGGATCATCATTTTAGCACTTTGGTATTTGGAAGCCCCCCCATGACCAGTTATCA
ATATCCCACTAAAGTAATATGAATGTTTGGAGTCGGTGCTCCGTTTGTTGGTTTGCTCCT
GCTCTCTATTTTCATTTAGCACCGCCCCCTCCAGCAGTACTGACAGATCTGGTTCCCGGT
TGTGTTTGATGCAGCTGCTTATTTTCCTTTTCAGAAAGACACCGATCTTCTTATCTATAA
GCCATATTCTAAAGTTCACCAAGTTAGTCTCATCGTCCTGCTGCATGACCGGATCTTTAA
CTCTACTTTAGGGAGACGAACCTCCGGATGATGGAAACCTTCCTCCTCTCTGCTGTCCAT
CGTCTTTGAACTGCCAACACATCTTCCTGGCTTGATTGGTTCAGCTTGCATGATGTGGAT
TTTAATTTGAAATCCTTCCCTACATGTTGGGAAGTCTGCACAGCATAGCACAAATAAATC
TTCAGACTTAACAGATTTCCTCCTAGAATTGACATGGACTAAGATGACCCTGATTGAACT
GT
>CL7174Contig1
AAGGATTTAATGTTTTATTAGAATCTTCTCATTCGCTTACATGGCGCAAAGAAAGTCATA
AATATGCTAATGTGTAAATGCAGTCACCTGACAGGAAAGAGCTTCTCTTACTAGGAGATG
ATATGAAGGAAGACTCAATGAATAAACTACTGGCTGCTCAGGTGGAACATAATCCGAAGC
GTTTGCTATGATCAAGCTCTATATGAATGTGACAAAAGTGAGGAACAAAGATCTGGACAA
AAAAGGCTAAAGAGCACTGGATCTGGAGATGTTGAAAGAAGCTTAGAATGCACTGAACTG
CTCCCGCTAAAGGAGTGTGCTTGTTTGCATTCTAGTAAAGCTACAGTACTTAGTTGGCAG



AAAAAGGTCCATGGCTTTTAAATCTGAATGAATCGCCATTTCACTGGAAACAAACAGGGA
AAATGTGGATCCATTTGCACCAGTGAAAAAAGTCATCAGCTCTCCGGTGGGTTTTGGTTG
TGGAGCATGATAAACTGGTGGAGGCCTGTTGACGTGCGACATTGACAACTTGGCTGCTGT
TAGAAATAAGAAGATGACAGACAGTGAAGCAGTGAAAACACTGCCGCCACACCTGATCTT
GTGAATCTTGCTGTATTTCATGCTCCATTAGTGAAGTCCTGTAAATGTGAGCCATCCCAC
TTGTTCTGTGATTGGCTTAAAAACATTATTCATGAAGAAAGGAGGTGCGCTCAGCGAGAG
GCAGCCTCGTGCCGAAT
>CL7175Contig1
TCGGCACGAGGCCGCTTTGCCGTCAGTGCTGTCGGGGCGCTACCGGGTGCCGTCGTGGAC
TTATTTTCTTTGTAATAGGAATTACGCACCAACGCGCGCACCAACGGTTAAGAAAATGCT
TTTCTGTCTCCTACCTGTCGTGGCTGTCTTGCTGGGAAGAGAAACAGCAGTCTCCGGTAT
CAGTAACGACAAATGGTTGGGCACCGGGGCTCAGTACAACAAGGACAGATCCTGGAACAG
ATTCAGAGATGAAGCAGAGGATGACTACTTCAAAAGTTGGGTTCCTGCCAAATCTCTCGA
CCATGGGCCAGATACCACCAAGGACCCATGCCTGAGGCTTCACTGTCCTCCTCACAAGGT
GTGCGTGAGCCATGACTTTCAGACTGCCATCTGCATCAATCAAAAGCAACCTGGCCACAG
TGTGAAAGCCAGAAAAGGCAGCGTAAATCCCAAACATCGATCCGAAGCCGGGGCTCATGG
GAAATGCAGGCTTTGTTCAGCCTTGAAGACATCGCCTGTTTGTGGCTCCGATGGACACAG
TTACTCCTCAAAGTGTAAGCTGGACTTTCATGGCTGCATGCCAGGGAAAGCAGTTTCAGT
GAAATGTAAGGGACTGTGCCCCTGCTTGCCTCATTACGAGAACATCAAATCCCCTCATGA
TACCGAGAAGACAAGTTGCACAGATGCTGAGCTGCACAGTCTGG
>CL7176Contig1
CTTGTATGTGCATTTGGATGCTCTAATGAGACATTGTGTTCGGAAAGAGTCCCCGTTTTA
TCCTCCACCTGCATCCTGCAGTCTACTGCAGGCAGGTTGACAAGCATCCATCCCTCCTCA
TCCGCCTCTGTCAGACATGGGTTGGGACCCTTCAACTCTGCTGCCACCTCTTCTACTTCC
CCAAACAACAGGTTGCTAAGACGCTGAAACATTGCTTCTCCTGATGTTGAGTGTTTACTG
CAGACGTGCCTCTTCTTCCACCAAAGTTGAATGGTTTTAGCTGCCTTTTTTTTTGTTACA
ATTTACTGTAAGTGGATGTTTTCTGAAGGTATTTGTTTGGTTTTTGTGAGTTCCTTTTAT
TTTTAAACCTCTTGTCTGGTCTTGTATGATTGACAAAAGGGGACTCGAGAGGCTTTCGTA
GTGCAAAAGATTCACTTGGTTTGTAACAAAGGCCTGCCTTTGAAGTCTTATTTAAGATGT
AAACGACACTTTAGACACAGCTCTTAAAGCATAGCTTTAGATAGCCTTTACATGAGGTAG
TTAAAACACCACTATACAAAAATAAAAGGCTTTCTTCTCAGAAGAAGGGCTTCGTGTAAA
AAATTTACACGGATGTCTTTATATCATAACATCTGCGGCTCTTTTTCTCCCTTCCTCTGC
TNCTATGTTGCCCTGCCGCAGATTTTCCTTGTTTATTGCTGCCTCCAGCTGATCCTTGGA
TCAGAAT
>CL7177Contig1
TGTATGAACGTGAGAGATTGGACGCGGGAGCCGGGAAACTGGCGCATGCACGTGGTTTAC
ATGGACTTTTCATTGGAAGCAGTTTCTCAAACGTGTGTTTCCGAGCCCGGTGTGAATGTT
GCAATACACACAACAGAAACATGAGCGCTTAGTTTGAAACTTTAAAGCAGGCCTAAACAT
TTACATGTTTTGGGCCTTTGCCAACATTTGTCATTAAATGTTTTTAGAGTCTCACTAGTG
AAGACTCTGTCATCTCAGGACTTGCATGGAAATCCATTAATCAAGATCTCAGATTTTCTA
AGATTGGTTTGTTGACCCTTGTTGAGGTTTCGCTGCATGAAGCAGAAGATAAACAGAAGC
TTTATCTGCAGCTTTGTTGTGCACGCTCAGCTGTCTTCTATACCAGGAGAAGATGGAGCT
GCGTGAAGAGCATGTCCACATGTGTGTTGAGGCAGACGGCTGCAGTTCCTCTGGTATGAG
TGAAACAAGGACTTAAGAAAACATCCCAACTTTTCTGAGACTGTCTGCAGGACCACCGGT
CTGTTCTAAACAAACAGCAGCTCTGCAGCACACAGCAGACACTGAGACACAGAACCATTC
TCCTCTTCATCACTTGAACTTCATAAAATCTGATGAGCAGAGTCTGTTTCCACCCTCAGC
TGAAGGTCAGCAGATGAACTGTCATGCTCTCTCCTTTATGATGTAGCACATTTTTCTCAT
TTCTATGATCCACACTGGAACCTGAGCTTTCTGTGACTAATATGCAAAGAATTACTGATC
TTTTTTTGGGGAGGTGGGGTG
>CL7178Contig1
AGCCCGGCCTGCTGCTGCTGCTGCTTTCCTTTTACGCGGTCTTTGATCCTCTTGAATAAG
ACGTAGAAAAGCTCGATGACGTTGAGCATCAGAGAGACCAGAGAGACCTCCAGCATGAAT
ATGATGAAGACGGTCTTCTCTGTGGGCCGCGACAGGAAACAGTCCACCCTGTGAGGACAC
GGGTCCCTCTCGCAAGTGTAGACGGCGTTCAGACTGAAGCAGTATATGTACCACTGGATC
AACAGGAAGCCCACCTCGAACAGAGACTTGAAGAAGATGCTCACAATGTAGGTTCTGAGG
AGGCCTCCCTTCATTTTCACTTTTCCGTGCTCCTCAATGCCGTACTTCATTTTCTTTAGC
TCAATTTGCCTAAGCGGGATGTCAACATCACCCCCATCATTCTGAACGGCTTTAAGCTCC
TCCTCCTTTCTGTTGAGTTTCTGTTCCTTCCTGTGCAGATAGAAAACGTGAGCCAGGTAG
AGCAGCGTGGGCGTTGATACAAAGATGATCTGCAGCACCCAGAAGCGAACATGGGAGATG
GGGAACGATTTGTCGTAGCAGACGTTTTCACAACCAGGCTGCTGGGTGTTACACTTAAAA
GCCGACTGCTCGTCACCCCAGGCCGACTCCACTGCGGTACCCAGAACCAGGATTCTAAAG
ATGAAGAGCACGGACAGCCAGACCTTCCCACCCGCAGTAGAATAGGCCTGGACTTTGTCC
AGCAGACGACCCAGAGCACTCCAATCACCCATCGTTGGGGAGTGTTAGCTGGAGGTTCGG
AGAGACCGTGTCCACCGTGTCTCAGTNCCTGTGGGGAGGGGTTGGACTCGCGCACCGGCC



TCGTGCCGAATTNCCTGCAGCC
>CL7179Contig1
GAGGATGGAGTTCCACTCAAACTGCAGCTAAATGTCTACATGCTCCCTGCTGAGTATCTT
TATAGCAGAGTGTCAATTCATGTGGGTCACATGAATAAATATGCACAGAAAACCCTAAAC
AGGAAAAGTTCACTTTTAGTTACTAATATTTCACCTCCAAATCAAAGTTTATTTTGAAAA
TAAACAGGCTATTTTTTTCTTCTTCTCTAGAGGCGACACGTATAACCACCACCGGCTTTG
ACCATTTTCTAAGTACACTTTGATATGGAATTTTTTCGATTTCGTATTTTCTCAGTACAG
TTGGGATCAAAAGTTTCTTCCTGCCTGAGAGTTACCGCTAAAAGGCGTGGTGGCCAAAGT
TTAGTTTTATGATGTCCCACCGCCAGATAATGTGCTGATTAGGATTCTTTGACTAATACA
TTGTTCACAAAATGAAACGTAACCCAGAGTAACTGATCTAAGCCCACTTTGGCTCCACTA
ATGTGCGTGACCAGTACTGTCAAAATGAATGTGAGGTTTCAGTATCTTAACAGCCAGCTA
TGGAATGATTAATGACCACTTGCAGTTACGCTTGTTTTTCTGCTTAATTCTTAGATCAGT
TGTTATTGACAAGCTAATGACTTAAATAGCCAACACTGCATCCTTGTCTTTAGAGCGCAT
ACCGGAGCATTTGTCAGTAAAGGACTACTATCAACTTTATGTGGAGTTACCATGTTTCAA
ACCTATCCCCTTTGTCATCCAAATGTCTCCATTAAAGGCTTCATTTCATTTGATTAAAAA
AAATCTCTTTCTAACCAAAGGATGAAGGATTAGTTTGTCATCGACTCCACCTTCTGGCCA
AAGTATTACCATCACTCGGAAAATGAAGTTTGTAATTCTTTCATCAGCTGTATGGCTGCA
AATCAATATGAAGACCAGATAATCCAGCTGCAAAGTTGACCTCAGCCTTGAAGTAATAGA
ACTTGTATTCTCCGTGGATTTTGTAACTAGAATATTATTTTCCTTTCTTGGGACTGTAAT
AAAACCAGTGCAAGAAGACTGAAGATT
>CL7180Contig1
ATTTTTGAGGACAGCGATGTGGAGAATGCCGTGAAGGGGGCCCTTATGGCCAACTTCCTC
TCTCAAGGCCAGGTCTGCAGCAACGGTACGCGGGTTTTCGTGCAGAAGGACATCCTGCCT
GAGTTTGTGGACGTGGTGGTGAAAAGAACAAAAGCCATTTCCATAGGAGACCCTTTGTTA
GAGAGCACCAGAATGGGAGCGCTGGTCAGCAGACCCCACCTGGACAAAGTCTTATCGTAT
GTTCAGCAGGCAAAAGCAGAGGGAGCCACAGTGTTGTGTGGAGGAGAACCTTTTGTCCCA
TCAGATCCCAAACTCAGAGGTGGATACTACATGAGTCCGTGTGTTCTTGGGGACTGCACG
GATGACATGACCTGTGTGAAGGAGGAAATCTTTGGTCCAGTCATGTCTGTGCTGTCCTTC
GAAACAGAAGAGGAGGCGTTGCAGAGAGCCAACGACACGACACTGGGACTGGCTGCTGGC
ATCTTCACCAGGGATGTGAAGCGAGCCCACAGAGTGGTTGAGCACCTAAAGGCCGGCTCC
TGTTTCATCAACAACTACAACGTCACTCCTGTGGAGGTGCCGTTTGGAGGCTTCAAAATG
TCAGGTATAGGACGGGAGAACGGCCAGGTGACGATTGAGTTCTACTCCCAGATGAAGACG
GTGTTTGTGGAGATGGGAGATGTGGACAGCCTGTTCTAGAGCTGCAGCTTTGAGTCACAA
ATGAAGTGAATTCAAAAATGGAAAGTTTTATGGATGTTTTTATACTAGAGGACAGACTGA
TTCTTGTTTCAACTGAAGGATTTCTGAGTTCTAGATCATTTATTATAAACGGGACTCGCG
TGGAACGTCAACTTTTGCAAAAATCTTTATTTCTTTTACCTCCGAACAAGTTTATAACCA
TGAAGCAACAAATTCACTTGTTTGTCCAAAAT
>CL7181Contig1
ATCGTTGCGCTCATCGTCGTTGTTGTCGTCATCAACGTGGCACAGTCCCGACGGCCGCAC
TTCCTGCCCAGGTTCCTCCGCAACTGGGACTTTTTGCCTCAGCCTCTCCACTCCATGAAA
CCTTGGGATGCTGCTGTGGCTAAATCCACCCTGTTCTGTGGAAGATACTGCTGCGGCTGC
TGCAAGTGCAGCAGCTGCTGCAGGAAGGACGAGGAGGAGGGGGAAGTCTCCGGGAGGAGC
AGCAAGAGTCTGGAGGGCCACGATAATCCCGCTCTGTCCACCGATGAAGACAAAAAAGAA
GAGCGCACGGATTTCTAACGTCTCTGAGTTAACTTGGTGTGCCGACGCAAAGTAGAGCGA
TCTGTAACATAACTGTAATTATGGGTTTTGTGGTTGATTCCACGCTGACGGTCTCAGCTG
GAAGGTGTGAACACGAGGTGCACATTCTGTCTGCTGCTGCACATTTTGGGGACTGCTAAC
GTGCATTTTTATATAGGAAATCATGTGTGGAAGGCACTTTTGGTTTTATTTCCAATTCTA
AACATTTCCACTGATGTAGCATGTACAATTTAAAGTTATTTACATATGGTATTACTCTGT
ATTTAAGTTCATTTAATGTTTGTAAATAAATTTTTTAATTTGCTATTTTTAAAAAAAAAA
>CL7182Contig1
CGGCACGAGGCCGGTTTGAATGTTGGTACCGATGCTTTCAAAGTTTCTTTTACGCCAGTC
AAAAGGTGGTGCCAGTCGTTAAAGGGCTACATTTAATTTCTGTGTGTGTGTGTGTTGGTG
CAAATATGTGTGAGTTGTACTAAATATATTTTAATTTTACGCAGCTATTCATAGGAAGTG
TTTTGCCACAAAGACGTTTTTATACCGTCACTGATTGACATATGTTGAAGTGTCAAAACA
AAATTGCTTGTGCGTTTAAAAAAAATAGCATTTTGTTTTTTGATTGTTGTTGCTTTGTCA
TTTTCGACATGTGGAACTCAGGAAAATCAACAATTCAGTTTGTTAGGAAGCAGGAAAATA
TTATATTTATTTTCATGACAAAAAAAAGATTTTTGTTGTAGCATTTGTACATTTTGAAAA
TCTGTTCACTGAATCCGTCCTGGTAAATCGTGAAAAGTTGAAACTGAGTAAAATGTTTCT
CCTCTGGGCATTTCTACCCTTATAGTGACAAAAACCTTGATTTTTGAGCCCCAAACAGTG
CAGCTCCTGTAAGAATAATTATTGTGACATGGCTAAAGAATGTGAACCGTCACTTTGGTT
TGTGGTTTCTACAATGAAAAAGCTCTCAAATGTACCCTGCTCTTATTTCTCAGAATGTGA
AGTTTTCTTCCTGTGGTTTCCAAAAAGAAGAAAAGACTGGGATATCAAAGTGTGATTCTT
TTAATATGTGAAGATAATGATCATATTCATATTTTTGTTGCCGTTTCATCAAAGCAGCTT
TCAGCACATAAATACTGTTGCCTGAGTGAATTTGTTTGCCTTTGTTAAATAAAGTT



>CL7183Contig1
TATGGCCGGGGATGCCTGAATGTGACAGGGCAGTGGGGGACCATTTAGGACACGCAGCGT
GCAGAACAGGTAGGTTAGGAAAACGGGCAGCTGACCAAACTCTCCTAATGTTTGGGTTAA
TGTTTAGCCTCCGGACGGGCAGCTCTTGGCCCTGCAACCGCCTCCGTGGACTGAACGGCC
TGAAGGAGCTTCCGTTCCTCAGGAACAACTCGTCAAAAATGTCGTCGGATTCCCACTGGC
TCCCCCCTGCAGACCGGGATCAGCTGATGATGGAGCTCAGGGCTACAGGATGGATGGAGG
TGGAGGATCGAGATGCCATATTTAAAGAGTTTCACTTTAAAACCTTTAATCAGGCATTTG
GCTTTATGTCTCGAGTGGCTCTGCAGGCAGAGAAGATGAACCATCACCCGGAGTGGTTCA
ATGTTTATAATAAGGTCCAGATTACATTGACGACACATGATTGTGGAGGACTCTCCAAAC
GGGACATCAAACTGGCCAAGTTCATTGATAAAGTCGCTGTTTCCCTGTAAACTTCCAAAG
GTTTTAGCAGTCAAGCTGTTTCTAGGTTCCTTGCTTTTGTATTCAGATCTTCTATAATTG
GAAATTTTGCTAAATATCCGTCTGCTCATCTCTAAAAATTAAAAACTCGTTCAAAAGTAG
TTTTTTTTTTTTACCTTACTTGTGTATTTGTATATTAGCAGTTTTCTATTATAGACTTTG
TGTTTAGTTTAAGAAATATCAGAAAAACAAAAGCTGCCTTCACCTCACATTGAGCTTCTC
GTTTCCAAGTTTCCACAC
>CL7184Contig1
GCAGTCCTGTCAAAAGATCAGCAGCAGAATCATGGCAGTTGACAAAGCAAAGCTCCAAGA
AGTTGCCATCAAGGGCTTGAAAGTTCTACGGTCCATTGCTCAGTCTGCATCAAAAGCTTG
CCCAGCNTTTAAGTATTGCCAGTTCCTTGATTGGGGTGATTTTGAATTTTGTCGACCACG
ACGACAGCTTGGAGAAGCTTCAAAAGAACTTCCAGGAGATTCACAATGGCCTTAATGACC
TCTCAGAGCAGGCCGACCAGGTGATAAGAAACATCAAGAAGGAGAAAAGTGACGAACAAT
TCGGCGAAGTGGTGGACGTTATCAAGCAGCAGTACGAAAAATACGAAGAGATGATCAACG
CCCCACCAGAAGAGATGAAGAGCAAAGCTGAGGAGTTTAAGGATGTATGCAATAAAACGC
TGGGCGACCAGCGTCTGAACACATTGTATGAGAGCGTGATGGGAAAAAATAAGATGGCTT
CTGACCCCATCCTGAAGGTGTACAAAGAGTACTCAGGCAACGAACGTGACACCATGTTCC
AGCTCTGCGACGAACTGCTCTACCTGCTCTGCATCGGCTGTGTCTCCGTGATAGCCAAAG
CTAACCTTGATGGCGGAAACGAGGAGAGAAAGTGGGAGGAAAACTTACATCTTGCATGCA
AAGAGATAGAGAAAGCTCTGGAAGGTTGCAAATAGGGAGCTTTCTTCATCTTGATAGGTC
TGTGCGCATTTACCAGAAACACCTGTTAGTTATTTGTTAGCTATAAAACTCCAAACTGCA
TTCTTGCTTGTTTTGTGACAAATCCTGTTCTGCCATGTTCTAATTGGCCAGATACACCTG
ATCCAGTTATTCAGACATGAGTAGAGCAAAGGTATCTGGGAACAAAGTGTGGATGCACTG
GCCCCTGAGGCCCCTTTGAAATGGGCTCTGGCTCCACAGGGCTTCACTAAATGATGAATC
AAAGGCTTTCTGACACAAATCTAAAAAACTTGCTGACTTTTTTTTCCAGACTCCAACTCT
CTTTGGTGGAACTTTACTGTCAACTT
>CL7185Contig1
TCTGATCCGTAAAGGTCAGACACGCCTCTTTATAAGCTATTTAACCCAGTTTCCCTCAAA
TTAAGCGGAGTGTTGCTTCAATGACTCAGCACTTTGATCCAGAAACATGACGCTGCGCCT
CTATGGTGAAAGCATCAAAGCTGACTCGGCTTTAACCTTCATTTACTGTAGGGAACGGTC
GACAAATACAGTTCAACGTCCAGAGAGTTCATTTTTTTGACGTTTACTTTGTATTTGGAC
ACTTTTCAGGAAACGAAGCAGGTAGTCGTGTTAAATACGGTTCAGAAATGAGCATTTTTT
TCCTTCAAAAATGACTTTATTTTTCAAAAAACCTAAACGCTAAACAGACATCAAACGTTT
TTGTTTGATTCTGGGGCCGACCCGAAAGTATTTGAGAGTGAAAAGTGCCTCGTGGATGTC
TAAAGCTGCTGTAGAAACACTCCAGTGTGGATTTGCTTTGCAAACGCTGACAGAAAGAAA
AAGAGGAATTCAGCAGCATTTGTGAGCATCTTTATTTTTCCGCACACATTTGATCAGTAA
GATTCTGGACTTGAAGGCGTCTTTGTAAGCCTCTTAATCTGAAGTTTTCTTGTGTACGGC
ACTCCTACGGAGATCCGTCTTTAACGCCGCCCGATCCCTACTGTTCAAACTGCCAACGCC
CGCGCGGACTCGCCTCTCCACTTCATGCCAAAAGGTTCCCAGTATTCAGCGTTTCTGTGG
AGGAAAGCCTTAAGATGAACTCTGTTCATTGTTTTGTTGCACAGATGATTAAAGGATTTT
TTGGAAAAAGA
>CL7186Contig1
TTTTTTTTTTATCATAAAAAAAGACTTTATTTATAACAATAAAACAGATGATCTCTGATC
AAAATCAACACTTGGAATACTTACAACAAAAGTTCAGTTTGTTAAAAAAATGTGTTTAAA
CAAAGTTATGTCTCCCCCTACTGGCTCATGCTTGCAAAGCAGGTTTTAAAATGACTGCAT
TTGCTGCTTCTGTTTGGTATCATCGAAGCTCTGAAGTTCAGCTGAAAGTCCAGGTTTGTT
TAGTCGGTAATGATGAGCTCATCACAGCCCCAGTCCTCGTAGCTGCCGTCGGGGAGGTAC
CTGCGGATGATGATGGGGATCTTTCTGCTCTTTAGTTCCTTCATGGCGATCTGCAAGGGG
TCTGTTTCTCCCTCCAACTCGACCATCACAGGAGCGCACATGGCTATTTGGAGGGCTCGT
GTTCCCAGCACTCTCGCTCTCTCATATTTGGTCATGTGCGGTGTTGTAATCCTTTTCTGG
TTAGCCTGCTGCCCCTCTCCTGCGGGGAGGATCTGTACGTTCTCCTGGTCCTCATCTTCC
ACGTTTTCCAGATCGTCTAATCCTTCGTCCTCATCGGCGTCCTCAAAGTCTCCATCATCA
AAGTTGTCTTCGTTATCAGACATGTTTTAACTTATATTTTTTCCAATATAGATACTAATA
GAGTTTATTAGCAGCAAATTTAATTTAGAGGCTAAACCACATTGAGCGTTGTGGTCTCTA
AACTTCCG
>CL7187Contig1



TTTCTCTTTACTCTGAAAGTCTATAGCTCAGTACTTGGGACATTCCAGTTCGTCTTGACT
GTAGCGTTACGTCGACAAGGCCTAACAATCCTGTGTGAGTATTTGTCTCTTTTCACAAAA
ACACGGCAAACCACAAAAGGTTTTCAAAGGGCGGGGGAGGGGACAACACGTCGACATCCT
GCAGTGTCCTGGCCACGCGTCGTTACATATTAGCCCCCTGCTTTGTGGCGGTTACGATCC
GGTTTCTGGTCCGTACCGGCGCAGAGTCCGGCTGTCTGCTTTGCCTCAGCCTTCAGGACG
CGATAACAAAGACTCTACCACTGCCGACGACAGACGATGTGAGGGAACACCAGGAGGAAC
GGGACTGACGGGAAACGGATGCGTCACCGGGAACGGTCAGGATCTTGTGGGGCCTATAGG
CTCGTGACTAGCTGCGACGGTTCCGGGTGGGCTCCGTCGGGGGATTGATCTTCTCTGTTC
GGCGAAACGATGAAGCCGTCGCTGCTCCCTCGTCCCAGCTGGTAGTAGGAGTACAGCTGA
TGGAGGTGGTTGCGCGAGCCCAGGTTGGGCATGCTCTTGTAGTAGACGTCGTCTGAGCTG
GCCTCCAGACTCTTGCTGTCCCCGCCCTCTTTGGAGCCCTCGGCCGGTTCTGCGGACGCC
ACGGCGAGGCCGGGCAGCATGGGCATGCTGGTGTAGAGGGAGTCTCTCTGGTGGTTGTGG
CTGGGCGAGTTGCCCTCTTCCTCCGTGTGCTCGTTGTTCAATAAAGGAAAGAAACTATCG
CTGTTCTCCTGG
>CL7188Contig1
GGAAAAAAATGAGAAGGGGAAAAAAAAATCTTGGATTAAGCTCTCCAAACACGGAATGTA
GTCTAGATCGATTTCTTCCCGACCCGCAGCCCGCAGCTTTTCTCCTCGTTGAAATTTGGA
GATCGGAGCATCCTTATGAAAGACAAAACGACCGCTTTGACGTCTTTTATGAAACAAAGG
AGGATGGGTTTGAATGACTTCATTCAGAGGCTCGCCACAAACTCCTACGCCTGCAAACAT
CCGGAAGTTCAGTCCATTCTGAACTTGAGTCCCCCGCAGGATGCTGAGCTGATGAACGTG
AACCCTTCACCTCCGTCCAGCCCATCCCAGCAGATCAACCTCGGCCCATCTTCTAATCCT
TCAGCCAAACCCAGCGACTTCCACTTCCTTAAAGTGATCGGCAAAGGCAGCTTCGGGAAG
GTGCTGCTGGCACGCCACCGCACAGACGACCAGTTTTACGCAGTCAAAGTGTTACAGAAG
AAGGCCATTCTCAAGAAGAAAGAGGAGAAGCACATCATGTCAGAGAGGAATGTGCTGCTA
AAGAATGTCAAGCATCCATTCTTGGTTGGCCTGCATTATTCTTTCCAAACAGCAGACAAA
CTGTATTTTGTCTTGGACTACATTAACGGAGGAGAGCTGTTCTACCACCTGCAGAGAGAA
CGCTGCTTCCTGGAGCCCAGAGCCAGGTTCTACGCAGCAGAGATAGCCAGTGCACTAGGA
TACCTTCACTCCCTAAACATCGTCTACAGAGACCTAAAGCCTGAAAATATCCTGCTTGAC
TCACAAGGACACATCATTCTAACAGATTTTGGGCTCTGCAAGGAAAACATCGAGCCTAAT
GGGACCACATCGACCTTCTGCGGTACGCCAGAGTATCTGGCTCCTGAGGTGTTACACAAG
CAGCCGTACGACAGGACAGTAGACTGGTGGTGTTTAGGAGCTGTTCTCTATGAGATGCTG
TATGGCCTGCCTCCGTTCTACAGCCGTAACACAGCAGAGATGTACGACAACATCCTGAAC
AAGCCCCTGCAGCTGAAACCCAACATCTCCAACTCAGCCAGGAACCTGCTGGAAGGTCTG
CTGCAAAAAGATCGCACCAAGAGACTGGGCTGCACAAACGACTTTATTGAAATCAAGAAC
CACGTATTCTTTTCACCAATCAACTGGGATGAGCTTAATGCCAAGAAAATCACCCCCCCT
TTCAACCCTAATGTGACTGGACCCAATGACCTGCGGCACTTTGATCCAGAGTTCACGGAT
GA
>CL7189Contig1
CGAGCAAGCGGTTGAAATAGACGGGCAGCTGTACGTCCCGCTGTGCGTCAGGTACTTGAA
AAAAGATTACATCCAGTGTGAGGAAACTCTGGCTTTCATCCCCTTCACTGACGACTCGCT
GGTCCTTTGTGAGGCCATTGAAATTGCACTGTCTGAGAAGTGGGGGCTCAACATGGAGTA
CTGCAGGGGTCAGGCCTCCCTGAGCGTTGGGGAAGTAGGAGCCCAAATGAGGGCCGTGAG
CTCGGCTATCGCCGAGAAGTACCCACACATTGTCCGAACGGTTAGCTCTGCTCTGTCGCT
GAACGGCTGGCTGGCCAAGTCTTCTCCTGTGGAGCAGGCGGCCGGCGGAGCGGCGCTCAT
AACCAGGCTGCTGCACTGGCTCACCGAGGACGCACAGCGCCAGATCAAACTGGAAGACAC
GATCCTGTACGTGTTCCAGCAGGATGAGGGGCGGGGCAACGAGCTGAGGGACAAGCTGGT
GAAGAACTGGGAGAAAAGTCACGACATGCATGAAGTTATGGTGGAGATCTTGGAAGCAGT
CATGCTGTGTTTGAATGAGCTGAAGGTGGAGGGAAGCACGTCGGAGCAGCAGCAGGCGGC
CTCCTTCTTTGAGGCTGTCTGCAACTTTGAGTTCATCTTTTCCACGGTGGTGCAGAAGAA
CGTCCTGAGCGCCACGCAGAAGCTCAGCGCCGCTCTTCAGGGCAAACCGTTGGACGTGTT
GATTGCTGTGAACAACTTGCCCGACGTGAAAGCGGCCCTCTACAAACTGGAGAGCGACAG
CGACGTCCATCACAAAAGCTGGTTTGAGGAGGCCGTGTCCCTGGGCCTCCAAACTCAACG
TGACCATGTTGCATCCCGTGCTCCTCGAGCCCCTGAGCGACTTCTACAAAGAGTCTGTGA
GCGTGAAAGTTGTTCACCACTCGAAGGTAGAAATCGGCGAACTTTTCACCGAAAAGGTGT
TGGATACGTTGAGATGTTTGGAGATTGTGCCTTATGCAATGTCCAAAGTGGAAACCAGCG
TCCTCAGCGGTCTGGTGTTCCGCCTGTACAAGGAGGACCTGCCCGACCAGGTGTCTCTTA
GCTTTGAGATGAAGACGTGGAAGGAAAAGTGGCTGGACCCTCTGTCCGGCTACCTTCCAT
CCACTGTGCTCGACACGCTCAAGACGTCCCAGATCCGCAGTTTCAGCAACATCGAAACTC
TCCTCAGGCTGCAAGTCATCCTTCCTTTTTCCAGGCGGGAGAGCAACTTCAGACAGGGCC
GGCGCAGCCTGCAGGACTTCATGCAGCAGCAGAGGAGACTGCTGTCGGAGCTCCATCCTC
TGTAGATTCAAGTCCCAGCGGCAGCTTCAGCCACGCCTCTGCAAGTCGCTCAACGTCTCC
CTGAAAGACAAAGGCTCTCCTGGAATCTCTGAAGACTGGATTCCCATGTACACTGATGAA
TTTTATCCTGCAAAGCCCCTTCCTGTGCTCCCCTTTTCTATGAATTTGTAGTTTGTACAG
TCGTTCTGCCCCACGGGACCAACAAACCAACAAATGGAGAAACAACAACTCATCGCTGAT



GCTTTTCAATGCTTGTGTGCCTTGATGAGACACTAATATTTCACCTCGTGTTCCATATTA
ATGGAGAGTCTAATGATGTTCTGTCTGCTTTTAGATGGTGGGGGAGGGATTCAGAATGAT
GACATTGGCCCGTCTCACATGGGGGGCACAACCAGAAATAGTTGGTTCTTGTGTCTCCTG
AAAATCTCCTGTTTTTGTCTCCTTTCAGAAATTTGCTGTTTCTTTAAGAAGGATCTTTCC
TCAATAGTAAAACTCCATA
>CL7190Contig1
TTGATGTACACAGATTGAGAAACTGCAAACTGTGCTGTGTTACTGGCCAAACATTGAGCT
GATAAAGTATTAAAATAAACTGCAACTGTATGAAAATCTGAATTTATGCAACAGCTTCCA
CCTGAAATGTGATTTTTAATCTCATGTTCGCCACAGAAACCCATGTGATCTTAACGCTGC
TACGTCAAAGCTGTAGTAGCCCTAGACGTGAGGAAAGTGAGGCCTCACGCACCAGAGCCT
CGGAAAGCTGAACGTGAACCACAGTGCAACGTTTTCCTAGAAAAATATGGGTTCAGACAT
CTTTGAAGTACTAGTGCGGGTAGCAGCATCTGAGCATTTCTGCAACATCACCAAAAATAA
ACAGGGAACGGATTTTTAATACGTGGTTTGATTTCTATCCAGATTAAGACCTTAAAGTAA
AAGTGTTTACATAAAGTAACATCAGTTCATGATATATCTGTTACAAAAATAAAGCTATGG
CTTGTGTAACCAGCGTAACAAGAGAAACTTTGCCAAGTTCCTTCAGTCTCTTTGAGAGAC
GTGAGTAAAAAACAGAGCGGCTGTTTTATTCTCTAATCACAGCCTGAGGACCAACGTTTG
TGTACTTCTACACCCTTCAGCAGTGAGGTTGGGATACAAAAGAAATGTAATTTGTTGCCA
GAGCCAACATGACCATTACTACTTCACAGAAGTACACACACACACACACACACACACACA
CNA
>CL7191Contig1
GGGCTTGTGTCGCTCTTCCTGATTGGTTGAAGGAAGGAGAGTTTGTGACTGTTGGGACCA
ATAAGAGCGGGACTGTGCGATACGTCGGACCCACAGATTTTGCCAAGGGGACCTGGATCG
GAGTTGAACTTGAGGTACCAGCAGGGAAGAACGACGGCTCTGTGGGTGGGAAGCAGTACT
TCCGCTGCAACCCAGGTTACGGCGTGCTGGTAAGGCCTGACAGGGTAACCCGGGGCAGAG
CCAAGCCCCGTCGCCAGCAGCAGAAACGCAGCAGCACCGGCCTCTCGGGGTCCAACCCCA
ACCTGACTGCCCTTACGGTGCTGGCTAAAGGTGAGGCTGTGGCGCCGGGACGCAAGAAGG
GGGAGAATCGCAAATCATGGAACACTTGACAGGCGTCGTTCGGTTCTGGACTCAAAGACT
TCTTTATTTAAAAGCATCTTTTCCACATTGAAAGCTTCAGAAAACGTTTTTAATGGACGT
GGGAGAAAACATTTCCTTACTTTTAACTTAAAAATCAGATTGTATTTATTCCAGTCATTG
AAAGACGAAGCTTCAAACTACAGATGGAGGTTTTTTTTTTATGGCCTAAACATTAAGTAT
TTCTTTCACTAATGCAAAGCTTTTTTTGGCTTACAGATATTTTAAAACCACTTTTAATCT
GAATCGTCTGCTGGAATGTTTTTTTTTATAAGAATGTGCCTTAAAGTGTTGCTTTAAAGA
ATCAGATGTTGGTTTGAATCCACTATCAATT
>CL7192Contig1
TTTTTTTTTTGGATTGATTTTATTTGTTTAATATATATAAATCAGGCACAATGATACAAG
GTGTGTACTAAGAAGTGAGCAGTAAATAAAAATACTATTCCACTCCAAATTGAAATCCAA
AAACAGCAAAAGGGGTGCAAATGGAGGAAAACATTCTGCCTGGCTTCAACTATGAAGGAG
GAAACAAAAAGAAGCACCTGTCAAAGAAAACCAGACATGCCCATCCAGCTGGAGTTTAGA
GATGTTTGACAAAAAGTTTCTGAGCAGCGGGAGCTCCACACCAATGTCCCAGCATGCAAC
TCTGCTGCACAACAACTCCACTGAACGACTGCTGTGACTCAAAGTTAAAACAAAATAAAG
GTTCTTTAAAGCTCCAAAATCTATCAAGGTTTCTTTATAAAACACTCATGGAACTTAAAA
TCATGATTAGTGTTCAAAAACTCAAGGACAAAACAAGTTGGTACACAGAAACGAAAGAGA
CAGATTGCACTGATGAACTAAACTAAAAGACAAAAATGTTGATTGGACATAAAACAAAAG
TCCTCGGTCTGGATGTGAGCAGAGTTTGTTGGATTTGGAAATCATTGATTGGATTCATTT
CTGTGGATCCCAAACCGGTTTGCTTTTAAATGTGGTTATCTAACTGGACCGGTTCTGGAC
CAAAACCTGCCTCCTTTGGCTTAAAGACAAAATCCGATTCAGGTGGTTAATTTAGAATTA
AAATAGACGTAAAAAC
>CL7193Contig1
TTTTTTTNTTCATTATACTTAATCATTTTATTTCGGGTGAATACAAAAAAATAGTTTAAT
CAAGGCCAGATAAACATCTTTTATAATGCAACTTGTCAATCATTTTTGGCGTACCAGCTT
CCAAATCGAATTCTGTAAAGGGAGCATGGATTCTTAGTAACACCTCAAATATCCCACAGC
ACTGAAATGCATCACATCTTCATGGTATACATTGAAATATTCCAACCTCATTTATCTTTC
ATATGGCATAAATGCACCAAAAAAAAGCCCAACCATAACACTTTTGAGACTTCATAACAC
ACGTTAAAGCAGCTAACTGGCTTATGTCTGCAGTCTGTGAAGTTTAGAAGCACTGTGGTG
CTGTACAAGCCCATGGAATGCAGTACAAAAATGTGTCCATGAGTAGAATACATATACAGT
ATTGATACTGATAGAACATTTAAAACTGCAAGTTTTTTTTTAACCTTTAAACACTGGCTC
CTCCAGGACCCTCAACTAACCAACCACTAATGTGAAGCTTCCACTCAAACGGTGCTGACA
ATGTATGGGCTAAGGACTAAGGCACTAATAATGACACAACAAACATTCAAACCAATATAA
GCAGTGGACATTCCCTTTCTTTCTCCCTTTATTTAATGCTCAGATAGAAAATGCCTCAGC
ACAGCAACCTCTGTAAAACAGCTGTCTGCCTCCAGCTGTATGGTGTGGGGGTGTGCGGCC
CTTATGTGAAAGTCTACATTATTCTGCATTTGAAGAGCAAACACATGCATTTGCACAGC
>CL7194Contig1
TGGTTGCTAGCAGTTCCCGGTGACAAACGAAAAGCGTAACTTGTTGACTTATTGGTGAGT
TTTTTAGTTTAAAAAACGTCCCTAAGCATGTTTTTTGTATTTTTAAACTAAAAAGCCATG



GCTGTTCCATAAAAGTCGTTTTGAGCAGCATGATTTAGCTCAACTCCGCTGAAGATGAAT
GCTCTGGTAGCTCTGTGTCACTTCTGTGAGCTCCATGGCCCCCGGACTCTCTTCTGCACA
GAAGCACTGCATCCCCCATCCCCAGACCCGTCCTCCCAGACTGGTACCCCGGTGCCAGGA
GACAGAGATAGAGATGGGGACCGTGAGGCTGAAGGTCTCACCATGAGGGCCAACAGCTCT
ACTACACCTAGAGGAGAGATGTGTGAAGGATGCAGATCTCTGCCTGCATCTCACCCTGGC
TTTGTGAGCTTCGATGATGAAACAGGAATTCGATTTCTGAGCCATCAGCATCCCAGGCAG
CCGCAGCTTTTTAGCATGGTCCGCCAAGCCTGTGTACGCAGCCTCAGCTGTGAGGTGTGT
CCTGGACGTGAAGGGCCGATATTTTTTGGAGACGAGCAACAGGGGTTTGTGTTTTCACAC
ACCTTTTTTATTAAAGACAGCCTGGCCAGAGGATTCCAGCGTTGGTACAGCATCGTTATT
GTAGCCATGGACAGGATCTACCTCATCAATTCTTGGCCTTTCCTGTTACGTCACCTAAAG
CTCACCATACACAGCCTGCAGAGCACAGCTCTAAAAGTATTTGACAGTGAACAGGGGGTT
TGCCCTCATCGAGCCATGCGGATCAACAATGCATTTTCCCCCGCAGTCTTTCCACACCAA
AGAAGTGGGAACGCCGCCCGATCACTGACCTCTCTCACACAGCATCCCAATCTCTGGGCC
AGCCTGCACTCTTCTTTTAGCTGGTTGCTAAAAGCCTGTGGGAGCCGACTGACGGAGAAG
CTTCTTGAAGGTGCCCCCACAGAGGACACACTGGTGCTTATAGAAAGACGAACAGAGCAA
GAAGAAATGAGCTGCTGGGAGGGAGCAGAAGGAGGTGGATCCGAGTCGCAGCTTTACCAC
TCGGCAAGCCAGCTGGGCCTCGACTTCCTGTGTGACGATTCAAAGCTAGAGCAGCTACCT
GGTCCAAAGTTTAGGTCACTTAGGCATTTAAGACAGGTTTTAGGGGCGGCTGACTTTCGA
CAGCTAGCGTGGCATGTGCTCATGGGAAATCAGGTCATTTGGAGAGGAGCAGACCCTGTG
CTCATCCAGTCAGCCTTTACTGTCCTAAAGACGTTGCTGCCAGTCGGCTGTGTGCGCTCG
GTGGCGTACAGCGATCGGTATGAGGAGGCCTACAAATGCAACTTCCTGGGTCTCAGCCCC
GATGTTCCCATTCCAGCACACGTCAGCTCCTCANAGTTTTCTGTGCTGGTGGACGTGACC
TCAGAGAGGAGCCATGCCACGTCTGCTGCANGC
>CL7195Contig1
ACTCTGCTTACGCAATCAAACAGAAGAGCGCCTTCGCCCCCGTCGTGCGGCCACAGACCT
CCCCGGCCCCCCACCTGCACCACCAACAATGGCAGCAACCTCCAGGCCATGGCCGGACTC
ATTGTGCCCCCCCTTACACTGACGTGTTCTCCCTACAGGGTTACAGTGCCCAGGATAGCA
CAAGGGCTACGTTTCATTCCAAACATCAGAAACTTGAAGGAATTATGCTCCACTTTGCTC
CTGTAAATATGATTGTTCTTCATGGATCCAAATGGAAGAAATAAAAATGAATCAAATCTA
AATCTATCCACACGCTAATCAATTGAACATCAGAGTTTCAATATATTTTTCAAATTCTTC
TTTTCACATTTTTTTTAGATCTTTCTTTCTGTTGAGTAAATCACGAAGCAAAAACTGCAC
ATTTCTGGGTTAAATCTTTCAAAAGTTTGACTTAATATGTACATTTTTCAACCTCAGCAA
AAACGCATCAGAAATTGAAAGCCTTACACGTTAAAAACAAACTAAACACCTTCAGCCAAA
TTCTAGAGCAACATCTGGAAATAACGTTCTCTTACTGCATCCTCTCAACCCGCTTCTCAA
TTTGTCTTTTTCTGTCTCCAGTTGTAAAAATTCTCATCTTCATGTTTAAAATGAAAATGT
TCTTTTTAATGTTTTCCTTTAACATGAAGCAGGGGCTTTGTGAAACCTAAACTATATCCT
CCAAGTCTATGAAAGCACAATTCATGTCTCTAGCATAAAAATGAGATGTCCAGATTTGTC
CTTTCCCGTCTCTAGCCACGCTGTAAATAGATGCATGTCTTCAGTTTTCTTCTTTTCTTG
TGATTCAGTGATTTTGACAGAAA
>CL7196Contig1
CGGCNGTTAAACCCGGGCATTATGGCCGGGGACATGATTTCCTTGGGTTTTGATAGAAAT
GAGGATCGAGTTTCTTTTTGTTTTCTCTTCTTTTTTCCGTTGAACTCATGAGAACACAAC
CAGTGACCTTTACTTCTCTATATTATCGCAATGTTTACTGTATTTAGCACAGTAACTTTA
CGAGAGGAGGGAAGGTGATCAGCTTCAAGTATCTTGTCATTACGTTTTTCGTATAATTTA
TAAAGTTAGCAGACTGTGGCAACTTGGTTCTGTAAGTGTAATCAAAACGATCCAAAAGTA
AATTTGATTAGTAAGCCTTTACATGCATCGATTAAACCTCACAAGAAGGAGGATACTAAC
ATGGGTTCAACTTTTACATTAAAGGCCAAAACAAGTTTGCGCACAAGTTTCTTGACTTTA
TGGAAATCAGCAGAGTCGCTGTCCTCTGCACGCTCTCTGTGTATAAGGGACACCAAGTCG
ATCCTAAATGGTAAACAAACAGACAAAAGGGAGAGTCGAAACACAGAGGGACAAACTGCA
ACAAAAAACAGCAGACAAGGAAGAGCTGATCTATGCAATGATGATGTGGATAAAAATGGT
ACGAGGTCCACCCTTTGGCAGAGATCTCACCTTCCCAAGTCTGTATTTGCTGCGGGGACA
GCCAAGAGGATGGCAGGATTGTTAAAGAAGAAGGCATCTCCAGATTATAACGAAAAAGAA
CCTCAAGACATGAAGGGCAAAGGAAAGATGGAGCCCCCTGACCGGCCGCTTCCTCCAGAC
GAATGGAGGAAACTGAAAGAGTCTTTTGGAAAACCACAGCGCTTTGATGT
>CL7197Contig1
GAGCAATTGAAATATAAATGAGGTATTAGATCCGTTTCTAACACAAACAAATCAACTTAT
AAGAAACTGCATTTTCCTGCAAGCAACACAAACTCTTCTCATGGTGAGGACGGAAGCTGA
AACCTGTGCGTGTGTTCGGCATCGAACCAGCTCCTCTCAAAACGGAGTTTAGAGTCAGGT
TGTCATTATCACACACACAGTTCACACACTTCTGCCTCTCACCCCTGAGGTGATTCAGCT
GCCCGCAAAGCAAATGAAGCATTTGCAACCTGCCAAAAACTGTCACTAACAAACAATCAG
AATAAGTCCTTTTTTCAAGTAAATCGTTTTTGAACATGACATTTCAATTAGCGTTAGGAC
TACCATACCTGATTGAAAATGCTGCATTTAAACCCCTTAATGCCCCAAATCATATCTAGC
TTTTTTCAGGGACGTGTAACGCCATCCTGCGGTTTATACCCCAGATTTTAAACGCAACAA
CAAGACATTTAGCTGATTAAATGTGACATTAGACATTTGTTTATAAAAAGCTAAGCATGC



CAACAAAAAAGAATTCTGAATAATCTTTCAAACTATTTCAGTGTTTCTCTATTGCTCACA
AAACTTATTTTGCTGGGACAATTTTCTGTATAGCCTTCAGAACATCTGCTGTGTCCACTT
TATCTCCAAACTGCTTTTCACGGTGCTCCAGGATGATTCCCTGCTCTCCTGCTCCGATGA
CATACACGCCTCCGAGGATGAAGCCCTCTCCGTTCATGTTTCCCTGATAACCAGATTTCC
ACGCCCTGATGAAATTCTGCCACACTCCAATTCTTATGAATCCGAGACCTCCCATCCTCC
TCTGCAGCGGACCGTAGAAGCGTTTCTCTTCATCTATGTAGATGTCCCCAGCGAAGTGCG
GTCGGAAGTCCTGGATCTCTGAGCCGAGGTTCTCCTTCACCACAGCGACCAGAGGGACCC
CGAGCTCTTCCAGCTGGGGCTTCAGAGAGGAGAGCTCAGAGGCCTCCTCTCTGCACAAAA
ATCATCCAGGTCGCCGTACAGCCATGACCACAGCTCCATTCTTATCCCACAGGCTCTTTG
CTTTGATGACCTTGGTGTGGTCGAGGGTGCATCGCAGGTCAGCCTCTTCAAGAAACTCCA
GGGAGGCATTAGCAGCTTTAGGAAGACAAAGATCTGTGTTGGCCAAGAAGATTCCAGCCA
GGGCAGCTCCCACAGCCCCCAGCCCCAGAGACCACATCCCCATTGCAGAGAGATCGCCCT
CCAACCCGGACACCAGCGACGACACAGAATAATTTTGTAATCCCTCAGGTGTAGCGAAAG
CGATTTCCCCCCGGCCATAATGCCCGGG
>CL7198Contig1
AAGCGGCGTGCAGTCACGCTCAGACACTCGGACTGCCCCGCAGCCTCACCAACGGACTGT
CTGGTCAGCAGAAAAAGGTCGGGGAGAGGGAAAACAGAAGAGCGGGCCCTCACCTTTTGT
CACAAAATCTTTCAGACATCAATCTCCCTTCTTTCAAAAGAGAAAAAAAAATTATGCACT
CAAGTCTTCATAAACCTTTTGTTTTTTAGTGACCACATTTGTTTTGTTTCTATTAATTTT
TTCTTGTTTCTTTCAACAACAGAAAAAGTTTACTTTTGTATGAATATATTTTTTACTCTA
GATTTTTTTCTAGGCAAACCAAGGCTTGTTATTTAGGGAATGTTTTTCTTCCTCTGATGC
GTTAAACTGAAATTATTCCGACGGGATTTATTTGCCTCCATGGTGTCTGGACCTTTTCAC
CTCTCACATGACATGTAATTCACAAAACTGTCTTTAAAAATACACCAGTAATGGGGAAAA
AAATGACTTTTTCTGTTCGGTTTGCGCAAATGAACAACTCTAGATCAAACCTTCGACCTG
CATACGTTTTTGGGATCATTACACGAATCTGCTCCCCTTTATTTTCCAGCCTTCGACTCT
TCATCATTGATTAAGTTTTCTTTAGTTTAATCTTCTTCCATGACTCATTTTAAGTAATTC
TCCTCCCAGAAAGCAAAAAGCACTAGAATATTTATAAATGGAAAAATAACCACCGGAATG
AGCTTCTGCTGACCTGAGTGACTGATTAAGAATATTTGTGAAAGACTAGTGCAATTTGTG
AAATGTTCCATGTAATATTGCGTATATAAAATTTCTACATGAATGTACATTTAAAAATAA
AAAATCTGTCACACTTGTACATAAAATTTAAGAAAAAAGGAA
>CL7199Contig1
CTCCAAATACAACAACTGACCAGACGAGTTAAATCCAAAGACTGTTTCAGGCTCTTGGTG
CTGGGACTCCTGAAAAAGCACAAGAGGATCACAAACCTGCAGCTTTGTATCTAAAAAAAT
CCACAAGTGTTGGTGTCATTTGCAGTCCATGGCTGTGTTTTATTCTTACATTTCATCAGT
AACACTTGCTATCCAGATAACATGACTTGTGTAAAACTACACAGACGATGGCCGTACACT
GCTGGGTGAAACTATTTACATCCATGCAAGATTATCAATAGCTTCCATATTTATGAATGC
TTTTAAAATGAAGCATAAATATATATATATATTAAAGTATATACAGGCAAGGGTGGTTCT
CTCCCCCAACACCTTTAAAAACCCTTTAAAAATATGAGACATTTGTCCTGAAAATGCACT
TACTCAAACACTTTAGGGTCCAATCAAATGTTGGATCATGAAACTAGTAAAAGCCACGGC
GACCGCATGGCCAGATGCTTAGATCAACAACTCGGCACCCTGTATTTCCCTCAGGGGGGG
GCCATAAAGCGCTCCCATTCAAAGTAAAGTTTAAAAAAAGCACAAGAATACGTCAGCAGG
TATTTACAATAGCTGCTTCCCTCTAATGTATGGCAACCACTGCAGATTACAAGTACTTTA
TGACAATAGTTAGATTATCAGAAGTAGTAAGACATTACTGGACGAGTTAGAGCAGAACCG
GGTTTGACATTTCTGCTGCAGTTATTATAGGCAGACATCCACCTCTACTATGTTTCCAGA
TACTGAACGCTGAAGGTGCCATTAGTCCTGTGTCACAGCAGTGTTTCTAATTACCCATAG
GGCCACCCGTTACTTAAGTCTTCTTCATTGACCTGCTTCCGTTCCGTCTGCACTAAAGTT
AATAGCTAAATGGATTCCACATTTGGATTTTTCC
>CL7200Contig1
ACAGGTAACCAGTCTCTCCTACAGTCCCGGGCGGCTTCAGCATGTTTTCGTGGAGGATCT
ACCAGTTGCTGTGTGTGCTGGCCAGGTTCATGAGCCCAACTCTTGCCTTTGAAGATGATA
TTGAAGTTAACTACTCTTACTTCAATGAAATCACAGATGGAGAAACACCAGAACCGACCA
TGAGTTCCGTCCCCTGCAGTTCTCAAGACCTGACTAAATGGGATAAAGTCTTTACCATGC
TGGAGGACAGTCAGATGAGGGAGAACATGCTCCTTCAATATGCCGACGACATGGTCAAGG
GGAAGATGGATTCACTGCTAAGTGAACTTATGAGGTTTGTGGCCCAGAACGCTGGGTCCT
GTGGGGCGGAAGTGGAGACAGCAGTAAGACGGACAGCCCTGGAGCTGGAGGGCCGTCTGA
AGGAAACCCTGGAGAGTTTCAGAGACTTGGCCTCTGCTGCTGACCATTCCAACTACGTGG
ACACAATGCTGCAGCAGCTTCTTTCTACAGCGCAAACCCAAACGTCCCGGCCTCAGCAAG
CTGGAGAGCAGCCTGCTTCGGCGGCCCAGGAAGTGGCACGGGGATCAACACCAAGGCTGG
GTTTCAGCTCCCAGGAGGAGGAAGTGGACACAGAGATCAAGAAGTCACCTCACAGTGTGC
TTTAGATGTTGTGGAGACTCAGCTGCAGGAGCTTCGAGCGAAGCTGGAGGATGTGCAAAA
CTGGTCAAGGCAAAGATACCTACCAGCAGGCTGTGAGATGGCCCTCCTGTTCCCTATGCG
CTCTCGCCGGATCTACGTTATGGTGGTTCCAGATGCTCCTCTCTCCCTGTCCTCCTTCAC
CGTCTGCATGTGGGTGAAGCTGACAGCCACGTCCAACAAAACCGTGCTGTTCTCCTACGG
AAGCCGTCAGAACCCGTATGAGAGGTAACATGGTGGCCTGGGGCGTTAGTGAAATGGTGC



CCCACGGAGGTGCACAGTTTGTCTACTGAAT
>CL7201Contig1
AACGAGGTTTGGGGTCTCCCAGACTTTGGAGGGAAGCTCGAGAAGCAGCATGGAAAACGG
CGACCGGCAGCAGGACCACGGGTCTGGGTCGGACGATGGGGACGACTCTGAGCATAAGTC
AGCAAATCCAGATCCTGGCTGGACGGCAGATTTCAGGGATTCTGGAGGGACTGGGGCGTC
CCAGAGTGCATCCGGGTGGGAGGGCCCAGCTGACACCGTGGAGGAGGCGGCGAAGAATGG
AGATGCCCAGGGAACGGGCTGGGCCAACTTCACGGAGTTCCAGCCTTTCGATGGGACAGA
AGCTGATCCTGAAGACAAACAAGCCAAACAAAACCACAGCAAGACTGCAGTGAGCACCTC
TTGTGGCTCTCCGTCAGCAGCAGAAGGAGGGAAAGCTCCGCTCATAGCTTCAGACAGCAG
CTCCTCCGGAGGATCCGACAGCGAGGACGAAGACAAGAGGGCACCTCCTGCTAAGGCTGC
TGCAGAGATTGCCACGGAAGCCACCTCCGAAAACAAGACACCTGACCTCAAAAGTGAGGA
GAGCCTGGCCTCCCTGGAGAAACTGTCTCTGTCAGATCCTCCTGCGAGCTCCGAGCCGCC
CGCAGATGAGCCACCTGCAAACACACCTGCCGACAGGAAAGAGACAGTGGCGCCAGCACA
GGAAGTGTCTGTCAACGGGCCGGTTTGAGCAAGTTTGGGCGGGGCGTTCGCCAGCCTCCT
CCAGAGCGACTCCCTGGTCTCCGGTGTTTTCACTCTGCCATGCTATCGGACATGGACACT
GCCAACCAACGACGAGGTGGACCGCCAGAAGCAAAACGCCACAGAGGAGAGGAATCATGT
CAAAGCCTTTTTTTCCTGATGTTGCACATAAAGCTGTGCTCTTTTAATGTAGCAGAGTTC
TTTAAAAACCACAGAATTGGAGGGAACGCCGGCCTGCGTATTTTTTTAAGTCCTCAAAGA
TTTCTCCGGTCTCCCTGGTGGGTTGGATTTTACCCGGTCGCCCCTGAACGGAAAGCACAG
GCTGACTTTTAATGATGCCTCAACAATAAATACTTGTTTTT
>CL7202Contig1
TATCTACCCTTTGTTTGGTGTGCAGCTCCATCAAACAGCAGCAAGGACGCAACCTGGTCC
ATCCAGCTCCCACTGAACCATGGCCCCCAAGAAGGCAAAGAAGAGATCTGAAGGAGCCAG
CTCCAATGTGTTCTCCATGTTTGAACAGACCCAGATCCAGGAGTTCAAGGAGGCTTTCAC
CATCATGGATCAAAACAGAGACGGCTTCATCGACAAGAACGACCTGAGAGACACTTTTGC
CGCTTTGGGCCGTTTGAATGTCAAGCAGGAGGAGATTGATGACATGCTGAAGGAGGCACC
AGGACCAATCAATTTTACAGTCTTCCTCACCATGTTTGGTGAGAAACTAAAAGGTGCTGA
CCCAGAAGAGACAATCCTCAATGCCTTCAAAGTCTTTGACCCGGAAGGAACAGGAACCTT
AAAGAAAGATTTTGTGACGGAGATGCTGACAACACAGGCTGACAGGTTCTCCGCAGAAGA
GATGGAGCAGATGTTTGTGGCGTTTCCTCCAGATGTGGCGGGAAATCTAGACTACAAGAA
CCTGGTCCACATCATAACACACGGGGAAGAGAAAGACCAAGAATAGATGACCTCGCTGTG
AAATTTCAGTCTGGATGACAAGCGGAGCACGTTTGTGCCCAGAAATGTGCTCTATTTCAC
AAACTGCTGCAACAAATAAAACAATTCACATTATAACCTTAAAAAAGGGT
>CL7203Contig1
CTTTTTAAATGGAACTGAAGTTTTTAACAGCCGGATTGACTGAACATTTTTTATTTCAGA
CATTTGTTTTGGAGCAAGGTCCGTTTTTGTTTCTGTGTGTACATTAAAAAATTATATTTA
TATTTTTAATTTATTTATTTAAGCTAACTGTATTTATGGTGAAATTTTTTTAACCACCTT
TAGCTGTTTTTCAATTGTTACTGTTACGTTTCATTTTATATTTCTTATTGGACGATATTT
ATTTAGGAGAAAAAGGAGAAATGCCACCTTGAACTACTCTGTAGTCTAATTTATGCAATC
TGTAAATTTGTCAAAAAGCCTGTTATCAGAAAGCGCTGGGATGAAAAACAATATTTAAAT
TATAAGAAATTGGTTTTTCAAGAAGTTGTCATTCTAATCTGTAAAAAATTGGGAAAAATG
CCAGAAAGCCAACCAGATAGACTCGGTTGTGCTTGGCAACCAGTACAATCACTAGTTTTG
TGTTCAAGTTAAAATTTGGGTTGTACACGAGAGAGGGCTGAGCCCTGCTACATCGCTTTC
ACTCCTTCTTCCTGAAGGCTCTATGTGCTCAAAGGCGCTAAACTGATCATCATACTATCC
TGCAACGAAGAGCTTGGTGCTGATAGTAGGAAATGCAAAGACTCAAACTCATCTCTGTTT
CTGTGCATCTTTTTTTAAAAAAAGTAAAGTTTTACATTTTCTAGCAAGAACTGAAAGCAT
ACATGTTGAATTGCCATGTCTTACATAATGAGAAATGTTGAGCTGTCTTGAACGAAAATG
TGAAATTAAGTTTGTGCTTCAGATCTGCTGTTTTGGAGTGATCCTTTTGGTGATTTTTTT
TTCCCCAAAGCAAAAAATAAATAGAGATGATCTATAAAAAAAAAA
>CL7204Contig1
GGGTTATATCGTGATTGTAACAAGTGTATAGAGCTCATATACACAATCTATAAATATATA
TATATAAAATATATAAATGAACCAACCAGAATGATCAGTGTTTGTCAGTGGTGGTCCTGT
ACATAGATTTCTTTGACATTCTGTTGTGGTTTGTGGGGGAGGGACGGTCAATTCTGGCCG
TTGAAGGTGGAAAGTGCATGTCGGTGGAACAGCCGGAGCTGAGGACTGTCGGTCGCCGGT
TGGTGGTGTTTGAACTCACCACCAGCCGCTCGACTCGTCTCTTCACACAAGTCTTTTTCC
ATCCACTCTGCACTAGTGTTTACTCCTGCAAACCGTTTCATTCTAAATATTGTTTGCAGA
CGTGGAAAATACTGTAAGAAAATCTTTTGGTTGTCACTTGGACATATGGTGTGGTTTCCT
ACATGTTGGTACCTAGATGTTAATGCTTTTATTGATTATTTAGGCCTAAATATTTGTGTT
TATTTTTATTTTTTTGGTCTGTTGCAAAGTGCCTTCCAAATACTGATTGTGCACAGCAGT
GGATGAAAAAAGGTCCTCTTTTTCTAAAGAGTAAGAATTAGTGACTTGCATTGACACTTT
TGTATTAAAAAAGCAAAATGATGTTATCTTGGTTGTTTTTTTCTTTCATTTTACTCAAGA
TTGCTCTTAAACANAANCTACNTGCTTTGTTATGATGTCTTTGGACATATTTCAATATAA
ACATACTTTTTTCTACAAA
>CL7205Contig1



AGTTTGGTGTTTCTCCAGTACAAAAGTCAAACAGGAACAAGTAGAAGGTGTTCTCAGCCA
GGAACTGTGTGCAGCGTAGATGCAGGCTGCTCACTTGTTGATGCAGTAACTCCTGGAGTG
TTGTGTCTGGCTCCCCCCACAGGCCGCTGGCTTTGGGCCCTTATACAAGCTGCAAACCAG
ACTGAAAAGTGACGTTGAGGCCTTTTGCTGCAGGTCGTCTGAGTGTTCCCCATTGATGGT
CACCCAGGGCACATACTGGTGTGGCGGCTTCAGGCCCGCGGTCTGAAGGGCATTCTGATG
CATCAGCTGGTTTCCCAGGTCTCCCTTCACGCAGCCGTTGAGTTTGTCCATGCTGAGCTG
AGGCTCGTACACCTTCAGACAGCTCTCAACTGAGCCCAGAACGTCGGTGGACGACTCCAT
ACAAAAGATGATTGGGAAGGCCATGTTCGTCATGTTCAGTAAACAAGTCTCGATCAGGTT
GCCCTGGCACTCGTCTTCCCCATGCTGGCACTCAAAAACATACTTCTGTCCCTCTGTCTT
TTCCTGTGCATTGCCAAAGGGCACCAGGTGGACAGTCATGATGTCATTCAGCAGGATCCA
GGTGGGCATGATCATTTCCACCAGAAATTCCCTGCAGCCTGGACACAAGCTCTCATAGTA
AAGCCCCACCTGGACAGGCTCAGCTGCCAGACCAGAGCGGCTGGCATTCTTCTCCAGGCA
CTGCTTCAGGACCCCGCACTCGGTGGCCGCGGTCACGGACGAGCACCACTCTTCCGGCGG
GTACGGGCAGAGGCAGCTCCCGAGAGGCGCGTGAAAAGCCGCGAGGATGAGTATCANGAA
CGCTCTTCATCTTCA
>CL7206Contig1
CTTTGGCTTTTTTGCTCGCACTTTGCATTCTGGAGAGATTTTTTTTCCGGAGGTTTGTAC
ACAAACACTTCACGGCCAAACTGAAACTCCTCCGCCCGCTTTGTTTCAGCTACGCAAGAG
TGCCCCCCCACACACATTCACCCATGTACAGCAGGTCTGCATTGGTGTAACAACTCGGCC
TTCAGTTGGTTTTAATGTGGGTTACAGCTCTGAACAGATGGGGGGGGGGGGAGGACTGAT
AACAAAAGAAAGAAAAAAAAGTGGTGCAAAATAATGCAATGCTTTCACTGGGTGGAGATA
AACTGATGCTTGAACTGAACATGTTTAATCAGTTCACTGGTTACAAGTGAAAAAAAAAAT
ACNCCTTTGAAATTGGCAATTCAAAAAAAACCCAGNATTTTTGTTTACATATNTCCTTTA
ATTACAGCAGTACAAACGTCTCCTTGCTTTGCTGATCCACTCTNACGTAAACAATTCAGT
AAAAGGATTTTATTTTCCTGCCCTATAAACAAAGTTCAATAAAGTTCNATCAAAAATGGG
GAATTGTGGCGCCNAAGGTGCTAAGCAAACTACAAACTGAGGACTAGGTCATTCCTGCAG
CATCTGAATGCCTGTCAAACATCGCAATCATCCNCTTC
>CL7207Contig1
TTCGGCACGAGGCTCCATGTTGATGCCAAAGCTTGGAGCTCTGAGCATCAACCACAGGGT
TGATGGGTAACTGGAGAACAGGAGCGCGTTGAGTGCTTTTCAGCCGGAAGGCGGAGTCCA
GCGTGACGTCGCCGCCCGTGTCCGGGTTTGATGGTACTCCCTAAAAAGTGTTACACTTTG
GCAATAGGAAAGCCTTTGGAAAAAAGGGCCTTGTTTATGAGTTTTTCTTTTTTATATAAA
TCTATAAAGTGAAGAGCTTTGATAGGCTGGCTTTTTTATGACTGTGTATAAATGTAAACT
ATATATGACTAATATGGATTGAAAAGTTTCCCCTTTGACTCAATTGAAAGCACAAATAGT
GCACCTTTATTCCTCTGTGTAAATGCCAAATATATCGACAGAACTGACTAGAAAGTTAGC
GATAAAGCGCGATTTTTGTCTTTTACTTTGTCAAGCACTTTGATTTTCTACGTCCCTCAG
ACGGAGACGCACTCGTTTCCGGGAAACCACTTTTTATTTCAGACCGGCGTTTGAAATCCG
TCACGGCGGACGAAGGTTTTGCCACTTGTTACCGATGCGTTTGGGTTCTGGTCCGCTCTT
CATCGGCGTGTCTGTCGTCCCACAACATACATGTTTGAGGGAACTCCTCATGCAGCTTTT
TCCTCCAGAACGACCTCGTTCTTTCTGTTCCCGCTCCTCCTTCCGGATCGTTTTGCAGGC
CAGGATCCACGTTTCCTCCTGGAAGTGTGGATGTGGTCATTGCGGCTCAAACTAGCTACT
TCTTGCGGTCTCATTGTTCCCGTTACTTGATGAAGCACCTAGTGTCTTTGCACAAACCTT
ATTTTGAAAATCCATGACAGTATTTTCATGTCACCACTAAAAAGAAAAGAATATATGGGT
TATTCTGCATGTTTTGCTATAGATGTAAATATGTTTTTGGATTTTTATATTTTTTTTCTT
TTATTGCGCTGACAGGCGTTTGTGTTAAATAAAATT
>CL7208Contig1
TTGTGTTTTTTTTATTGTATGGGAGACAGCCAAGCTTTAGAAATCACGGGAAGAAACAAA
AACTTAATGGAAAAAGTAACAAGCAACAGCAAACGTTGGCCAAGACAGCAAATATCACTA
CAGCAATGTACAGCATTGAAGTACCAATAAATACATCCCATTTTATTCTGAACTCAAGTA
TTTCCTGAGTCCCAGTTAACAAATGTTCCTTCCTTTTCAGCCCAATTACACCTGTCTGTT
TCACTTTTGTCCCTTGACACGGCGAGCAAACCGTGGCCGTCGACCCGTGTGACAGCAACT
AGAACACACTTGTTATGAGACTGAGGAGATGGGGTTGTGAGGAGAACCCATCTGGGTGAG
AACCTTATCCAGCCATTGCAACGGCCCATGCAGGTGCACTTCAATCCAGCAGGGGGTGCT
GGTCACATCCTGACGGTGGTATTCAGCCCCCCATCCCTTGACGAAGCTCATGCGGATGGT
GCACATCTTGGTGAGTTCGTACACCACCTCGAAGCCGTGGTTGACCGACTGGGCGAGGAG
CTGGGCGAACAGCTGGTTGTTGAAGATCTTGAGGCTGCATCCGCTGGGGATCTTGCACAC
TGTGGTGGGGTGGAAGCCATGCTGGAAATTGCAGTTGCGGCTTTGGACAAAGATGCTGCT
GTCGCTCAGACACTCTGCGTACACCTCCCCGCCCACGTAGTACAGGTGTAACCCTTTGCC
TATGTGCCTGCGCGTGTGCTCGATG
>CL7209Contig1
ATCCACCTTCTCCATGCTCATCTTCTCCGGCATGACTATGATGCAGCGGTATCCCTTAAC
GGCAGCAGCCAGAGCCAGCCCGATCCCGGTGTTTCCGGACGTGGGCTCGATGATGGTGTC
TCCGGGTTTGAGAATCCCGGCCCGCTCGGCGTCCTCCACCATACGCAGACTGATCCTGTC
CTTCACGCTGCCGCCGGCGTTGAAGAACTCACACTTGGCCAATAGTTCACACTTGAGTCC



AAAGGCTTTGGGGATCTTGTTGATGCGCACCATGGGGGTGTCACCAATCCTGTGCAGGAT
GTTGGGAAGGACGGTTGGAGTGGGGGCCCTCGGAATTTGCAGATGAGGAGAGTCGGCCTG
TGAGGCCCCCAGGCTCCATTTGCAGCGGCTGGGGAGGTCGGGCCGGATCCATTTCCTCTC
GGGGACGCTGTTCTTTGTGTTGATCTGAATGGTCCTGCCGGACTCCTCCGGGTCGCTCAG
CTTCTCGGCAACATTCAGCTGAAAGGAGGCGTCGCGGAGCTTGGCCTCCCCATTGGCGTG
GCCCAGCAGCTTGCCAGCGTGCGGGCACACGGGGGTCTTTTCTTTGGTGGAGGGAACTGA
CGGCATGGTTCAGCCTGTAGATCCTAAAATACCCAGAAACCTTCACGGAGTTTTCGGTCG
GGGGTCGCGGAGGCCTCGTGCCGAAT
>CL7210Contig1
TTTTTNTTTNGTAAAGAAACCTTTTTTGAGTGTTTATTACCTCCAAATACTGAGAAAAGA
GTCGTGTGTGACTCTACAAGTGTCCAAAAGGAACATGCGGAGAAAGCTGGTGTCCAAGGC
TAAGAATAGATTTATAAAACGTCAGAATCCAAACCGTTTCTATCTATGAGCAGAAGGTTG
TGAGGATAACTGAACCGCAGAGGAGCTTTGGTTTTCATACAAAAATAAAATGAAAAGACT
GAAAACGTTCTAAAGGGAAACCTCCACGGGCATTTAAGATCTCAGATGTTCTGGATTCAA
ACCAGTCAAGGAAGCAGAAACGTTGCTCTTCATCACCACCTCTCCCCCAGGTCAACCTGC
TTCATCCCTCGTCGTCTCCTCCTCTTTACTAACATCTGTCCCTCAGAAAAGCCTCCTAAC
CTGAGCTGGAACTGTCCTGTTGGTGGGGGGGCTTGGTTTGGTGGAGGTGCAGTCGGTAGG
GTGGGGGGAGGAAACTCTTCAGCATGCAGAGGGGGGATGTCGGGCACTGTATCAGCATGG
AGGGGTCCTGGAGTCTTCTCTCATCCTCATCTGTGATGTTTGTAATGGCGCCCTCTCCCT
TTGCGTCTGGGTGCCCCGCCCCCTTTCAGAGTCCCAGACCGTGGGTTCTACAGATCCTCG
CTCTCCACCAGGGCCCCCGGCGGGAGGGGGCTGGAGTCGGGGAAGAAGGCGGCCTTCACG
TCCAGACCTCGCTCCGTCAGGGCAGCGTAGC
>CL7211Contig1
GACGGCATCTCAGAGGGGATGTAGCTCATATTTTTGTTGCTGCAATCCATCCGAGGCTGC
GGAAAGTACTGCACTTTGCATAAAGACATGGCCTCCGGGTTCTTTTTTATTGATGGGAGC
ATCGCAGGTGGATCCTCTTCATCCACAGCTTTAGTGCCCTCATCACACAGCACATCTGCC
TTTAGTGTTTTCAACTTCTCTCCTTTCAGAGAAGCCGGCTCTGCACACTTGGCGTAGTTT
CCCAGATTGCGGTTGCTAGGCACCTGCAGGAACCTGACCAGACCGTCCAGAGGACACTGG
CAGCTCCAGGGGTTGTCATAGATACGGAGGTAGATGAGGCGTGGCATGGGGACCAGGACC
TCCTCAGAGACAGATTTCAGATTGTTATGCTGGAGGAGCAGGGTTGTGAGCTTGGAGAGG
CCGCTGAAGGCGTGATCCTCGACCATAAAGATGGCGTTTTGCTGGAGATCCAAGCTCTTC
AGCTTCTTGAACTGGGCAAACATGTTGTCCCTCAAAACCTTAAACTTGTTTCTAGAGAGG
ATGAGGTGTTGAATATCTCTGGGCCAATTCTGCATCACAGAGGTCAGCTGCCTGCCCTGG
CAGTCCAGGTACTTCTCTCCGGCCTCCGTGTATTCCGTACACTCCTGAGTTTGACGCCTC
ATGACACCGGCTCTGCCCCTGCCACGCACTATCCCCTTCAGTTTGCCCGCTGGGCCCCTC
TCCCCATCCTTGGACCGGGGGCCTTTCCGGGCTTCAGCAGAGCAGACGAGCAGCAGGAGC
AGGAGGGAGATGATGAAGCGCATGATGAGGGCTAGAGGAAGAGGCAGCCAGAGGGTTGGA
GAGAAGGGACACAGGAGGCTGGTCAAACCCGTAAAGGGTGATAATCTGTCTGGGGTTCTT
CCAGTAGAACCTGCAGATCTCCAGTTGGTCCTGTGTCCCAGGCTCCTAATCCTGTCATGA
GCGCTGCATCCACGCCAAGAATATCGGCCTGGCTGCCTTTAGAGCTTGGACTGGCGCTCT
GAAG
>CL7212Contig1
TGAGAAGAGGGGAATACCGACAGACAGGTGCAGCAGTGAAAAGAGGAGAGAGCATCTTCT
GTCTTCTATCTTCAGCCACAGCCAGACAGCCACGGATCATGGCGAACGCCACAGCTACCG
TACCCCCCTCCCTCCCCGAGGCCATCCCCATGTCCCACGTTTCCCTGCAGGTACAGGAAG
TCTACCCCTTCCACGACGGTTGGAACGTCGCCTGCTTCGTCATCCTCCTGCTCTTCATCC
TCACCGTTCTGTCCCTGGCCGCTCTGGCCGTTCTCTACGAGTTACTGGACTGCGGCTGCT
GCGCCAAAGGGAAAACGCGCCACCAGTTGCAGCAAGAAAGGTCGGGAAGCTGCAGCAATC
TCATGACGAGAACATGCAAGGAGCTGGAGAGCCACACGGAGGTGGTATAGCAGCAGCACA
GACAAAGGAAAATGGAAGAGTTTGGGGTTGGGATGCCCAATTTATTGCCAAAACAAGCAC
CCCTGATACCATAGACTGTCTATTTGCATGCATCCAATTCAGAGGCAAAGAAAAAAATGA
ATCAATGTTCCAGAGTATTCTGTACACAGAAACGTTTGCCGAGTTAGGGCTTTAAAGACT
CATGTCATCTTTGTTTAGTTTTGTGTTTTTTTGCCGTTCTTCTATGGTAAACACACAGTC
GTGAATTTGTAGACACAATAAAGGTTTTCGTTTGGCTTCCCACAAACCCGATAAAAGTTG
ATGGAAATCTTTTCTTTTGGGTTAAAAACATTGTGGTATGATAAAAAAGAATTGTTATAA
ATAAACATGATTCATTTAAATGGATGTTAAGGCGAGCCGAAAGTTGTAATTGTTTGTAGT
GGATGTATAGAAATCAGCTGCCACTCTCATGTTACCAGGTGGAAAATCTGACATTTCTGA
AACTTTTTTAACAGATGAAGACGTTTATTTTCCAAAAGCAACTAAATGAAGTGATAAAAT
CTAGCGTTGGACGGCTGTTGGTCAATGTGGTATGTTGGCATTTTCATGAAGACAAACAT
>CL7213Contig1
CCANTACTCCNGTCGCCATTAGCAACCACACAACCTCCTGGTAGCAGCCAAGTCATCCAC
AACAGGAAACACTGGACTTACCTCAATCCTGCGTCCACACCCCTTCCTCCACCCGTCGCG
CTTCTTCCGTTCCACGCCGGCATCCGCCGAAACGCACCGAACAATGCAAACGTCGGCATA
CCGGCGCGCCTTTGCTCCATCCTCCGCTTCAACTCTAGTGGGAAGAAAAAAACTGTAAAT



GAGAAAGATATTTATTATCAATGCTGTGACTCATCTTCCATCTTAAAGGATTTTTGTTTA
ATTTTTTTTTGGGTCGCAGTGTTTATTTATTTATTTATGAAAGCATTTTTGGCTGTGCGT
CCCACAGCCAGCGAAGGGCCCACGATTTATTTAAGAGGAAATGCAAGTTTGATTATATTC
TTTCTTTTCATATTTATGGATGGAAAATTTCACAAGAGCAGGCGTACGTTGGTCTATGCC
GTGTAAATAAAGTGTAAATAATTCACAGAAACACTTCCATTTTCATGTACATAAACATCT
ACTGATGGTGGCTGGTGTTACGCCGTTGTGTGAATGTTGTTTTTTTCCACTCACTCAAAT
TAGAATTGTAAATTATGTTAGAAAGTTATTTTTATACGATTCCAATAAATATTTTTCTTT
AACGATGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>CL7214Contig1
CGCCGTTTAACCCGGGCCTTATGGCCGGGGGATACAAAACATGGCAGCGTCCTCGGGTGA
AATACAGGTTGCCCCTGTTAAAAAGACATCAGCCAGAGGCCCTCGACGGGTAGCAAATCA
AATCCCTAATGACATCCTCCAAGATCCTGAGCTACAAGACGCTATGAAAGCCCTGCCTTC
AAATTATAACTTTGAGATCCACAAGACAGTTTGGCGCGTGAGACAGGCAAACGCTAAAAG
AGTTGCTTTGCAGCTTCCAGAAGGTCTACAGATGTTTGCCTGCACCATTGCTGACATCAT
TGAAAGGTTCACCGAGGCAGACACCATAGTGATGGGGGACGTGACATACGGAGCGTGCTG
CGTCGACGACTTCACCGCCCGAGCCTTGGGAGCTGATTTCATGGTTCACTATGGACACAG
CTGTCTCATCCCCATAGATTCCATGGCAGGCATTAAGATGCTGTATGTGTTTGTGGATAT
CCAGATGGACAACGTGCACTTCCTGGACACAGTCAAGTTCAACTTTTCTCCTGGACAATC
TTTGGCCCTCGTCAGCACTATTCAGTTTGTGGCAGCACTGCAGGCTGTGAGTTCAGCCCT
CAAACCTCAGTACGACGTGATAGTCCCTCAGTGTCGCCCCCTGTCGCCAGGTGAAATTTT
GGGCTGTACCTCCCCCCGCTTGGATCGCCATGTCGATGCCTTAATTTATCTCGGAGATGG
AAGATTTCACTTGGAGTCCATCATGATTGCAAACCCTGATATTCCTGCCTATAGATATGA
CCCCTACAGCAAAGTGTTCTCCAGGGAGTATTACGACCACGAGGCCATGCGCGCATTAAG
GCTGCAGGCCATCGCAGAGGCTCGACTGGCTCAAAGATGGGGCCTGATCTTGGGCACACT
TGGCCGACAGGGCAGTC
>CL7215Contig1
AAAGAGACCTAAATCGCTCCGACTCCGATTCCTCACTTTCCCTCTCCCATTTTGGTGAAC
GGTTGTCCTCCGCCAGTTCCAGAGGCCACCACGTCAAACCCGTTTCTTTCATGCACGGCC
ATGCAGTACGACACTGTGTCACTGCACTCCTTGAGTCACAACGGAGGAAACCGCATTCTG
GAGGAAGCCGTCAAAGAGACACTCTGCGACAGTCCAATTCTCATGAAGAAATTTTACGAC
ATGGAGGAGTCGCCCAGCCTGGGGGACATTCACAGCTTTTCAGAGTCGTCCCGCTCTTTC
AGTCCTAACTCTACCGATCCTGATACACCATCGCCATCAGGAGGGCAGATCGGGATCATA
GGGGCCAAAGGCAGCACCCGCATCCCACAGTTATCCTCCAAGAAGAGTCCTCTGGAGGAG
GACAGCGCCTCAACGGGAGATGACACAGATTCCAATGCTAGTCGCAAGAAACTCCCCTTC
AAGATCTTTAAGAAACCAAGAAATAAGAACTAAACTCTATGAACTAAGGGATGTCAGAGC
TGCTTGACTGTATTTCCTGTCTAGTCTGTTGGTGTCTTGAAGTCTCGGACGTCAGTTTTG
GTCAAATGGTGGCACACATTGTTACCATTGCGTTCAGTTGTAGGTTACACCTGCTTTGTG
GGAGCAACCAGCTGTTCTTCTCGAGCTGCTTATGGGGGTTATTGTTGAGTTTGAGGACAG
GGAGCAGAACTGTACATTTGAATGAATGTAAAGTATTATTTATTCCTGCAGGTTCCAGTC
TAAACAGTTTTCCCTCCGTTTTTTCTTTCTCATTCTGAAAGCTATAGCAATTTTTTGCAT
GTCTTTCACTTTGGTTTGACTG
>CL7216Contig1
CTCGCCGCAGAGCCGAGTACGAAACTGTCTTTTCGTACTTCCTTCCTGTCGGCGAACCGT
TGACACGAACGCACGCGCTCCTCAAACTGTGGAGTTTTAAACAGAAGCAAAAATGTCGGG
AAACAAGGAGAGCAGCGACGGCGGGTGGAGGAAATTTATGTGGAATTCGGAAAAGGGAGA
GTTTCTGGGAAGGACGGGATGCAGTTGGTTTAAAATCTTCATGTTCTACCTGATATTTTA
CGGATGCTTGGCTGGAATTTTCATTGGGACCATTCAGGCTCTGCTGCTAACCCTGAGCAA
CTACAAGCCCACCTATCAGGACAGAGTCGCCCCCCCAGGCCTGTCGCACACCCCCCGCTC
AGACAAATCGGAGATTTCATTCAAAATGTCTGATAACAGTACATTTAAGAAGTACGTGGA
CAGCATGAACGAACTTCTTCTAAAATATGACGAGGATCGTCAGACAGCGCAGGGGAAGTA
TGAAAGCTGTGGAGAAAATCCAGACACATACAAGGAGCAAGGCGGGCTGGAAGAGGGCAG
CGGACAGAGGACATCTTGCCGCTTTCTTAGAAAATGGCTTGGAGACTGTTCTGGTCTGAC
TGACAACACCTACGGCTTCAAAGAGGGCAAACCGTGCCTTATTGTCAAACTCAACAGGAT
TGTCTTCTTTAGACCCAAGGGTCCCTCTAACAACTCAACGCTTCCAGAGGCTCTGCAGGG
CAAATCATACAACAACCTGATCCCCGTCTACTGCAAAAACAAGAGACCTGAGGATGCATC
CNAGATTGGAGAAATCAAGTACTTTGGCTTCGGCGGAGGCTTTCCTCTGCAGTACTACCC
ATACTACGGCAAGCAGCTGCATCCCAACTATCTGCAGCCCCCTGGTGGCCATCCAGTTCA
CCAACCTCACCATCGGCGAAGGACCTGCGCATCGACTGCAGGGTATTC
>CL7217Contig1
AGTGGTCAAACTCAGACCTGGAAGAGGGCGTAGAGGATTTTGAAGATCTGTTTCTGAATG
AGGACAGAGTCGCTGGAGTGGTCTGGAAGAAGCTGGATGAAGCGATCCTTTAGCATGGGC
ATGAAGATGTGCATGGCGGCCACGAGAGGCTGACGTTCTTCTGGTTTCTTGTATTCATAG
TTTTTGACAAGCTGGTAAAGGCAGAGCAAGATACCCAACCACCCTGCACTGTTGTCTGAC
TGTAGGTAGAAGCCGATTTTGTCCACGATGGCCGTCCATTTGCCGGGATAGTCATGCTTG



ATCATGTGGTGGATACACGTCGTCAACTGGACTCTGATGCGCTCTGGGGAATGGATGATG
GCCTCCACTATGTTGTCTCGAATAAATATCCTGTCCTCTTCAGGGATGTTATTAACAGAA
GTCTCTGTGCATGAACCATCCCCATCACTCCAATGCTGGGTTATCATGTTCTTAAGGTAA
ATCACACCTGCTTGCCGGACAGGCAAATCCAGTTGTTCAGACATGGTGACACGCAGCAGA
ATGGACAGAAAGTTTACCTGAGAGTGACCCTCGTTCAGCTGTCGCTCTGCGGCCTCTCGC
AAATTGGGGTCCATTGTTCCCCGCAGGGCCTCGATCAAAGACTCGGGATCCATCACTAAA
CTTTTTTTTGCGGCTCAGAGTTCAATGTCTTAAAGGTCTATCAATTCCCAGTCACTGCGC
ACATGGACGCACGGCTCTCCGGTTACCCGGCGCGAAAGGCCCC
>CL7218Contig1
GGAAAATCTTTAGNATTCCTCCTTCAGTGTCGATTCGTGCCAAGTTGCTATTTCTGTATG
TGTTCCAGAAGCACACTGATGTCCTCTCATCTCACCGTGTCGTCGCAGATGGAAAAAAGC
TGGAGAAATAAGGAGTGATATTTTTGCCCCCATGTTGCACACAAAACTTTCTAAGTTGCA
AGTGAAAATATTAAATATTTGCTTTTTGATCATTTTTATTCTGCTTTACTTTTTTTTTGC
TTTCAAAAACATTTTTATTTTGCGTTTGCAAAATGCATGTTTTTGGATGTGTTGTGTCAA
ATCTCACTTTTGTCCTATCTTTGATTTTGCTGAGTTAAGTTTCATTTTAGTATTCAGTTT
TTCAGATTAGTTTGTCAACATATCCAGGATATCCAGAGATCTTTTAGCGGTTACGATGTC
CCCAGCAGTAGAAAAAAAACTCTCTCACTCGGGACAGAGGTTGCAGAAATGGAGATACCT
CTTTGCCAATTTTGCAATATGCTTCTAGCTGATCTCGTTGGTTCTTCCCAATTCAAGAGG
GTTAGCATCAAGAGGGATGCATCCTGTTGCTCTGTATTTGGTAAACTTTACTTTCATCTC
CTCCAAAATAGCAGACTTATTTTCCACTAGCATCTGAAAGACT
>CL7219Contig1
CCCGTTTTCTGCCTTTATTGATAACTTTAAAAGAAGGTACACACAGNATAGTACATAGTG
AAAACGTTTAACTGAAATCCGACCTGATGACCTGTTTACTGGATAAACTAGACACACGTG
TTTATGTTGCCATTTCTGCTAAAGTGGATTTTAAAATAAAAGCAGTTAAAACAGTTTGCT
TTAAAGCAACGACATATTTTAAAAATGACAGAAAGAAAATCTTGATTTCTGCTGGTTTGG
TGTCGACAAACCCTCAGATGGGCATTTTGAGGAGGGCGCACTCCGTCAGCAGAGTCAGGG
TGGCGATCACGTGTCGACTGTTGGACATCTTGATCCTGCCGGAGCTCTTGGCCGAGCCCA
CAGCCGTGGAGACCTGCTGGAGGGTCCCGGCCGACAGGTCCAGCCGGAAGTGGCGGTAAA
AGTGGCTCTTCAGCGCCTGCAGGAACCCGGTCACCTCCTCCAGGTCGATGGAAGCCGCAT
CCTCCGCTACCGCAGCCGTAGGCCCCTTCCTCACGCTGTTCCACAGGTCCCACGCGTCCT
GATGGTCCACCGTGTACGTTATCTGCAGCGGCGGCGCCGCGGGAATCGTCCACAGCATCC
TGAGGTGCTGGATGTGGGACTGGGAGTGGCAGTCGGTCCATAACGCCGCGAACCACTGCA
AGCTGGTGTGGTTGATCTCTAGAGAGCCGAAGCAGCAGTCAAAGGTCTTTTGGAACCAGG
ATTTGACCACACGGGACAGATATTCAGGCCCCCTGCTGCCAAAAAGAGGCAGACAGGTGA
AGTCTTGGGAAGGGAGCGCCTC
>CL7220Contig1
TCGGCACGAGGCTGGTGATCTACAGCCACTGGAACGAGAGCCGACGCAAGCGTTTCTACT
GACGGACGAAAGAAAAGCGGCGGCGATCACGGTGACTGCTTTGGACACCGCAGCAGACGG
GGAGCGTTACTCGACAGGAAAGAGGTGCACGCGTCCGTACAGCTGCTCCTGGTTCCACAT
CTGGTTCTCAGACTCTGCCTATCTCACCAGCTCAGCCTTACCATCTCCACTTCTGGACCC
GTCACACTGCACAGATGCAGCATCCTGCTCCACTTCTTATCTTTGTCTTGAGGTTCACTG
CATTTGATTTGTGTGGAGGTTTCCCTTTGTTTTCTGGACTGTAGATTCATTTTAATGACT
TTGTTGAATGTGTGTTGTGATTTATTTATTGTCCTTTATTTTATTGCCCCTCTGCCCAGC
CTGCTGTGGGAAGTGCTAAACAAACAAAACTGCCATTTCTAAAATGCGGAGAATGTTGAA
TGGAAGAGTGGATCCACACACTGTCAGTTCAACAAGTGGCTCCTGCATGGGGGGACTTTT
TTCTAATCAACTCAGTTAGGTGGATGTGTTTATTTTGTCATTTTCATTTAAAATATGTAT
TTTTTATTTTATTTGTCATTAGGGCTGCACGATATGAGGAAAACTTGCGATATGCGATAT
TAGTGATCAATATTGC
>CL7221Contig1
TTCATTGTCCACTGCATCAAAGAAGTCCTTGTACTTGAGATCTCTGGAACTCTTTCCTGT
CTTTTTCTTTTTGGAAGACATGACTTCATCCAAGTTGATTTCATCGTCTTCATCGGAAGG
CAGGTCCCGAAAGTAGTCTAATTCATCTTCGTTGTCGTCTTCTTTGACCTCTCGCTTCTC
TATATCATCAAGAAACGTCTCCATTTCTGACAGTTTGAAGAACTTGTCATCAACTTCAGA
GGGAACCACTTTTTTCTTGGAGCCCGTCTTTCCTTTGTCCTTTCTCTGTTTCTCCAAAGC
GTTCACGTCAAAGTCGATATCCGAGTCATCCTCCGAGTAATTGTCTGAGCCTTCTTCAGC
TTCCACTGAGGATTTTTTAGACAGTCGAGGAAGCTGTTCGCTAACATTTTCATCATCTGT
TGCTCCTTCTTCTTCTTCTTCTACTCCACTCTGGTCTTCCTTGTCTGCATCCATTTCTTC
ATCTGACAGTAACGTGAGGTTTCCATTTGACAAAGCCCCATCTATGGCATTCTTAAAGTG
TGTCAGGACAGCATCGTTCTGCAGCTCCAACTCCTGCCAAATCTGCTCTTCATCAAAGTT
TTCCACCACAAGCTGAGCCAGCGGGCTGCCTCCATAACCTGCAGGCTCCTGGGCTTTGCG
GAGATCATACAAGGTTTTGGTGAGAGACGTGAACTCTGCTGCCACTTCGTCCTGCGGGCT
TAGAAAAATGTCTGGTTGTGCCGTATTCTCCTGTACTTTTTGGACACAATCTTCCAACAA
TCTAAACACATCTTCACTCGCCATTTTCCCGTCACATGTGCCCCGGCCATAAGGCCCGGG
TTA



>CL7222Contig1
CCCGGGCATTATGGCCGGGGAAGAGTCTGAGTTGCAGGATGTGGGGGCTCCTGGGTCTAT
GCTGTGCTATGATGGCTGCAGGTGCAGCAGGTGCTCCAGTTCCCTCCACGCAGGAGGCTT
TCAAGTCTGTCCCAGGTGTGAATTCTACTGCAACCAACCAGAGTGCAGTGGCCTCAGCGC
TTCAGCTCGCCAATACCAGTGCAGAAACATTACCAGAGCTGCAGAACGACCTCTCTGTGG
CTGAAGGAGACATCTTGCTGTCGGACGACAGGAATGCTGTGAACATGCTGTGGGCCCAGG
GTGTCATCCCATACACCATCAGCATGGAGCTAGCTCACAGACAGTCAGAGATCAAAGAGG
CCTTCTCGATGATCACCAGCGCCACGTGCATCCGCTTCCAGGAACGAACCTATGAGGCCA
ACTATCTGGACATCAAGGATGGAGACGGTTGCGCCTCCTACGTCGGCTGCAGTGGAGGAG
CCCAATCGGTCTACTTCGGATCCACGTGTTCGGTGGGGAACCTCTGCCATGAGCTGGTGC
ACGCCGTGGGCATGTATCATGAGCACACCCGGTACGACCGGGACCAGTTCATCTCTGTGA
TCTGGGATAACATCAAACCAGGCAAACAAGGAAACTTTGATGTGAAAATGGGAGACACCC
TAAACCTGCCGTATGACTTTGGATCCATCATGCACTACGGAACGTCTTACTTTAGCAAAG
ACGGAAGTCCAACCATCCAGCCCAATGAAGGAGTGAACATTGGTCA
>CL7223Contig1
CCATAATGTGGGTCAAACGGACCCGGTNTNTGACACTTGAATGGCTTTTGTCACACTTTA
GAGTTTCCATTCAACACACATGTTTATTTTAAGCAAAACAAATAAATAAAAATAAGTAAC
CAAGTTGTAAAATTTCCATTAAACCACCTCTGTAGTTAAAGGTTTGACTTTATTTTGTAT
TTGCAGTAAGTTATTTGTTTTATGACTGAGGTGAAAATTCCCTCAGTTTGGTTTCCACTG
ATGAAGAGTTTATTCTAGCTTCGTCTTTTTTTTTCTCCTCCTGTTTAACAGCATGATTAT
CTTTCTGCCCGTTTTGCACCTTAGGTGAAGAAGCGCGGTGTCATTGGTCATCTGTAATTA
TTACCATATGTAATTTGCTTATTTTATATTGATGTCAACTTTGTACGATTATTTTTGAGT
GTTACATCACTGAGAAATGCAAAACTCTGAAGGAGCTGATTTTTGCCACACTCAAATCAG
AGACCTTGCCTTTGACATTGATCTACAGTCCCTGACGTGGGACATATGCAGTCCTCCTGA
GTTACTTCCTGAAGGAATTCCCACCTGCCGAGATTTTGGATTACACACAAAACCATTTTG
AATTCTTAACCATGTTGCTTTTTTTTTCCTGCTTTCCAATATTCTTACTTGCATCATTCA
GACTTATGTTGACATTTATTTGGTTTATTTTTTCTTAGCTCCTAAAGAAATAAAAAAATT
ATAAATTTTACACAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>CL7224Contig1
GTAAACACATCTGTTCCTCCCTCTTCTTTGGAGTAAATGGATGATCTACTTTGTTGGGTC
TAGTGTCTCTTCTTGATATTGAGGCCACTTTAATTGGTTATGGCGATATTTTAGTCTGTC
GAATCTTTCGTGCTGCGTTTCACATCAGACGCTGAATTTCAAGTTACCACCGGAGAAATT
GAAGAGAGGCACGTGACTCACTCAGCAGCCACGCGCGGAGAAATGCGGCGTCTGTTTGTG
GGCGGCCTGAGTCACACCGTCACCCAGAAGGAGCTGAAGGATCGCTTCGGGAAGTTTGGA
GACGTGGTGGACGTGGAGGTGCGGACCAGGAGAGACGAGGAAGGAGTTCCTTACAAAACA
TTCGGCTACATCAACATCAGCATTTCAGATGCAGACTTGAAAAGATGCTTGACGGTGCTA
AACAAGTCCAAATGGAAAGGAGGAACTCTGCAGATTGAAACAGCCAAGGAGAGTTTCCTG
CACAGACTGGCTCAGGAGCAGCAGGCGGTGGCAAACCAGGATCTCCAGCAGGCTGCAGCA
GATGACGGAAGGCAAAACCTGCTGGACTCTCTTAGCAAAGCTGGCATCGACAACTTTACT
ATGAAGGCTGCAGTGCCAGGGACCGAAGTCCCAGGACATAAGGACTGGGTGGTCAGTAAA
TTTGGTCGCGTCCTCCCCGTCCTGCAGCTCAGGTGTCAGAAAGGCAACAAAGCTCGAGTA
ATGAAGTATGACCCTTCAAAATACAGCCATAACATCCGCAAGCTGGACCGGTGCGCAGAC
GATCAGTCCACACCTGTCAGCCAGCTCACCTGGGAGCTAGATGGAGGGGATGATGACATC
AGCAGGAAGAGGCGGGGGGAGTTCCCTTCCTACAAGCCAAGAAGGGCCAAGAAGAGTCGA
CCACATGGCATCAACATCTGTAAAGCTCTGGACAGAAAGAGATTGGAGCAGAACAATTCC
TCTGAGGATGACATGGAATCCAAGCAGTTCTCCGTTGGACCAACCAGGACCAAGGCACAG
CTTTCCCCTGACAGTGATGTGGACTCGGATGAGGACATTTGCCGGCTGATGGCAGCTCAG
GATAGTTCCCATAATGCACTGCACCAGGAGGCCGGGGAGAGTCAACTTGAGGTGGTGGGA
CTCGAATACTCGGTGAAATCTGGGCGGAAAGATTGTGAGGATGAGTATGACTCTGCTGAC
ACAGATGAACTCTTTGCATCTAGAAGAAATGTCTCTACACTTATCAACAACGCGAATGAG
AAGGCAAAGAGGAGGAGTGGACCCCTAGAGAAAGAGGAGAAAGTAAAGGCCCCCCTTCCT
CTTCAGACTTTTTCATTCAAAGAGGATTTTGATTTGGGGGAGAAAAGAAACAAATCGAGA
GTCCTGCCTGTGCTTCAATCCTCCTCTGTGTCGCATAGTGATGACAAGGAGGAGGAGGAG
GAGGAGTCTGAAGGATCCTGCTCAGATTCTGAATATGAAGCCATGTTCTCACACGGCACT
TGTCTGGAGATGTCGTTCGC
>CL7225Contig1
TTTTTTTTTTGTAAACATTAAACTTTTATTGTTTCAAATACAACAATATTAAAAAGAAAT
ATTTTGTAGACTTTTTAATTTTAAAGAAACAAGACTCTTTATAAATCCTTTCTCTGAATC
CTCTGTGTGAGGATGAATAAATAAATTAATCTATTCTCCCTGAAATGCCCTGTGTAGAGA
TACCATCTATAAAACATTTAAAAACACCTCATTTTACCATGTAAAAAAAACAGGTAGGGA
AGAGGGTTTACGTGTTTTCAGATTTTCTGGTTTACAAAGTCATTGTCCTTCACTCCTGTT
TGCGTTTTCTGCTGAGGTTGGAGCCCAAAAGAGGACGGCGGTTGATGCAACAGCATCTGC
AGATCAACCTGTTTTTCAGGATGAAATCCTGGAGCGGGATGCTGGTAACCTGCAGAGGAC
TCCGTTCTCCCCGGAAGCTGCAAGGACTCTCTCAATAGCAGACATCTGAAACCCCACCTC



CACCACAAAAAAAGAAAACTGACCCCTCCCCACAGCCATCACCAGCAGTTCACAGGAGGA
AGCAGATCTCAGTGTTTTACCAAGATCCTTTCCCTTTTCAGTCAGATGCTGCTCCAGAGT
TTGTCTGCTTCTGCTCTGCAGGTTTCACTCCAGGGTTTTGGGGAAGCAGCCCTGCAGGTC
GATCAGCTCTGGCCAGTTGTCATATTTATTATTTGGTTTGTCATTCTTTATATACTTCTC
AAAGCTGCTCTTCACCAAGCCTCCTTTCGCACCGACAAAAACCCAGTTATCTCGATATCC
CAGTTTCTGGATTGACGAGCTTCCCAGTTCAGCAATTAAATTCCGGGCTTCGTCATTTAA
CTTTGAGGACGGTTCATCAAAGGATGCCATCAGAATCACAGAACCCGGTTTCATTTCCTT
CAAGAAGTCGATGATATATTTCACATCACCACTGTAAGTATCAAAGTATGTTGTCTTCAG
AACTTTTCCTGTTTTACCATCCACCAACACGGTGTTTATTCCAATTCCCACATTGTTCAG
CACAGTTCCTAGAACCAGGTCGTTTTCAATGCAGATTTTTGGGGCCACCACGTTGGCAGC
TCCGCTCTGGACAATGAAGCTGAAATGATCTTCTGGACACTCTTTCCTTGGAGAACATGG
TCCAGCGGACTTCTTGACGTGTTTATTGGTGGGTTCACCGGCAAACTCCAAGTCTACACT
GCTGAGACCTTTGAGTGGGTTGGTGTTCAGCTGCAGGAGGACAATAACTATAATCAGTAC
TGGCAACAACACCATTGATGCCCTCAGGATCCATCTTCCATAGTTGGAGTTTTTCCGTCC
CATTTTGTTTCCGACTTTGATGGAAAGCATGTCCCTGTCATCCAACTCCCCGGCCATAAT
GCCCGGG
>CL7226Contig1
CGGCACGAGGGTTCGCAGGTCCTCCGGGATGTCCCAGACCTCGGCTCAGGAGACCAGAGG
GGCTGTTACGGACTCTCCCAAGAAGGAGGTTGTTGGTTCCACCTCTACTCCTGATGCTAC
TCATTCTAGAGATCCACCAACCCAGCAAGGAGCGTCCAGTGGAGGAGAGAGTTTGTGGAG
CAAAGACAAATATTTACAGAAGCTGCACATGCAGGAGAGAGCCGTAGAAGAAGTCAAGCT
GGCCATGAAGCCTTTCTACCAGAGGAGGGACGTCAACAAAGACGAGTACAAGGAGATTCT
GCGGAAAGCCGTCCAGAAGGTGTGTCACAGCAAGAGTGGGGAGATCAACCCGGTCAAAGT
GGGAAACCTGGTCAAAGCTTATGTGGACAAATACAAACACGCACGGAAACGTCAAAAAGA
GGCGGTGCTTGGGGAACAGACTGAGCCAATCAGAGCACCAGACAGTCCATGACGCTAGCT
GCCTTCTGCACCGACACGGAGCTGCTCCACAGGGAGGTTTACCAAGACCTGGAAGAGCAG
ATCCTCTCCTGGGACAGCCCCTCTGGGACGGGGGGTGAAATGACCCACAGTCTTCATAGG
TGGCAGAAATACGCAGGTGGTGCTGTTAAACAAAGTGACATTTATTAAAGATAACATTGT
AGCTGTGAACAACTCAGAGTGGATGTCATCACCTGTTCCTCCATTTTTGCCTTTTATGAA
TAATCTGTGTAAAATGTTTGAAACATTTCAGTGCTTTTTTCAACCTCTGATAAAAAACAA
AC
>CL7227Contig1
CGAAGAGGAGGGCGATGATGAGGATGAGCAGAAAAGTCGCTCCGAAGCATCTAAAAAGAA
AGTGACCTTTGATCTGTCAGAAGATGAAGACAGCGAAGGCGAGGACTTAGAGGAGGTTTT
AAAAACACCAAGCCCTGAAAAGGCTGAACTAAAGTCTTCATTTGAGAAACGACAAGAAAA
GATGTCCCAGAAGATTGAAGAACTGGAGAACGCGGCTCTGGCAGAGAAGCCGTGACAGCT
GCTGGGAGAGGTGACGGCACAGACCCGCCCCGAAAACAGCATGTTGGAGGAAGATGTGGA
GTTTGAACAGGCGTCAAGGGCAGCACCAGCCATTACAGAAGAAACCACACTGCAGCTGGA
GGACATCATTAAACAGAGAATCAAAGATCAGGCGTTTGACGATGTGGTCCGTAAAGAGAA
ACCGAAAGAGGAGGTGTTTGAGTACAAGAAGAGGTTAACTTTGGACCATGAGAAGAGCAA
GCAGAGTCTAGCAGAAATCTACGAGCAGGAATACATCAAACAGACTCAGAAAAACACTGA
AAAGGAGGAGAACCCAGCTCATGTAGAAATTCAAAAGCTCATGGACACACTATTCTTGAA
GTTAGATGCTCTCTCCAACTTCCATTTCACACCCAAGCCTCCCGTTCCTGAGGTTAAAGT
GGTGTCCAACTTACCATCCATTACCATGGAGGAGGTGGCTCCAGTCAGCACTAGCGATGC
TACACTGCTCGCACCAGAAGAGATCAAGGATAAGAACAAAGCAGGAGATATACTTGGTGA
TATTGAGAGGACGAAAACAGACAAGAAGCGCGAGAGACGGCATATAAAGAAGGTGAAACG
ACTGAAGATTAAGGAAAAGGAAAAGAGGCAGAAAGTCAAAGAAGCCAACAAAACTGGAGA
AAGCAAGAAGATTTCTAAAACTGAAGTTGCTGAAAACTTGAGAAAAGTCACAAAAGGAGG
AAAGGCGACCATACTTAAGGATGAGGGGAAGGACAAGGCTCTGCGATCATCTCAAGCCTT
CTTCTCTCAGCTGCAAGACCAAGTCAAAAGTCAGATCAAAAGTACAAAAGAGCGCTCAGA
GAAGAAGAAAAAACACATAGAAGTGTCTGTTAGCAAACTCAAGCTGTAGTCAATGTTTTT
GGTATTGATGATCGACTTTATGCGTATATTTTTTATTGTAAAGTTGCAGTATAATAAACT
TGATCTAAAAAAAATTNANNAAAAAAAAAAAAAAAAAAAAAANCCCT
>CL7228Contig1
TAGCATTTTTGCAGGTATACCTCTCCTCCTCCCTCACGCACGTTTGACACTCCACATGGC
AGCACCAGCGCACCTGGCAGTGGCAGGACAGGCTGGTGAGGTGCATTGCCGTGTTGTAGC
CACGTCCGCAGCATAAACTCTGGCAGCTTGTGTCTTTGGCGCACGACCTCCCACCTGTGC
CCGGTGAATACCTGGAGGGCCTGCAGAAGCTGGGGGAGTCTTCCAGGTAGACCAGGTCAG
TTGTGCGAGGACTCTGGCTGTGGCGGCGAGGGCCCGCCAGCTCTGTTTCCCCTGTGGCTG
CATTGGTGACACTCAGTACTTTGACCGCGGTGTCGTATCTGTACTTCAGCAGCCGCCCAG
TGTCATGAAAAGGAGACAGCTGCTTCCAGCAAGTCCGTACGGCGCAAGAGCCGGAGACGC
CGTGACACTTGCAAGTCGTCTTCAGACCACTCTTCACTGCCCGTGTGCCAACGTTGATGT
TGTGGGCTTCCATTTGAGCCCGCAGGTCCTTGCTGACTCGTTTTTGTCCGAGGAACTTCT
TCAGAAACTTGGTGCTGTATTTGAGGTTGTCGCCACAAACCCCCCACTGCCACGCCTCCC



GATGCTGGATGCCGGGGGAATCGTCACACGTGCACCTCTCCATGCGTCCTGAGCTGCACG
CCTTGGCGAGGGCATGGGTTAGCGCTGCAGAGGACACAGCCAGCAGGAAGGCAGTCTCCT
TGAAAGCTTTTTTCAGGAGGCTCCCTCGGCCATCCAGGCTGCAGTTCCAGCGCTCGTTTC
TGAACTGATAGCGGCACTCCAGAAGGCTTAAGCGCACAGACTCCCGGAGCGTCTCTGCCA
AACCAGGCTCCCTGCGACACAGTCTCTTCTGCCGCCTGGTCAGAGTCATCTGCTCGCACT
GCTTCAGGTGGGCCTTTCCTGTTGGAGCGTCATTGGAAAAAGGACCTGGTAAAAACACCA
AAGGTTCCCGGCCTGTCAGTCCAAAATAAGCTGCGGCGTGCGAGAGAAGGATGCAAAGTG
CAATGATTCGCAGTATGCAGGCGGTCCTTGGGAGCCTGGAGCGCATGGTGCCGGGTTGGC
GCTGTTCCTCATTTCGCTGATTCTTCAAGTGGGAAAGTCTGAGCCGTCTGCTCGGCGCTT
CTCTTTAAGGGGCCCCACACGCACAC
>CL7229Contig1
TTTTTTTTTTGATAAAAACTGTATAGTCCTTAATTAGAAGACCACTGTAAACACTTTTAT
AATAGCCCAAAAGATGATCGGAGTGGGTCTTTAATTCCATCCTATCGTATCCATGGTGTG
GAATCAATATAACATCATTGCAGGTTTTTCCTTCGTTATAGTTGTAGTGTCACTACTGTC
GGTTGTCTGCCAATCTCTTTGCCTTGGCTTGGAGGTAGCGTGCATTGCCTTCTTCGAATC
GCCTCTGCTCTTCCTCTCCTTTGATCTTTAAAGGAGGAACAGGCAATGGCTTATTGTCCT
TATCCAAAGAGATAAAGGTGAAGAACGCCGAGACAGCACGGTACTTCTTCATCTCCTTCT
CCACTAGAGAAGCTGCATCCACCAACACTTCAAGTTCCATGGACCTGTTACTGACAAAGG
TGAGCCGTCCTGTCACAGTCACCACACAACCTTTTTTGATCTTGCGATGGAAGTTAATGG
CATCCACCGAAGCAGTGACAATGTTAGTGTTGCAGTGCCGTGCGGCCACAATCCCAGCGA
CCTCATCCATCANCTTCATGGTCACACCTCCNTGAACATAGTCATGAAGTATGCAGTCCA
AAGGGCCCACCAAATGGATCANACTGGACTGGCTGAAGCCAACTGTATGGGGTTCTTTAG
TTGCATCCTCTGAATTTGGAAGAGGAGGCATCACTTCTTCGACTCTTGCTTTGGTCTCCA
TCCTCTCAATTTTCTGGGCTTCGTAGCGCTTCCTGCCCTCCTCCTTCTGCTCTGCACTCA
CGTACTGTATAG
>CL7230Contig1
TGTTTTATTATTATTATTATTTTCNTACTGCAATAAAAAAGTATGACTCCGCAGATCATT
TTCTATATTATAATACAGATGCAGAATTGAAAGTTTAGTCTTTAAACAGCCTAGTATTTT
ACAAGAAATAGATAACTAGTTGGAACTCTTGAACATGTCCTTAAAACAGGACATACGTGG
GCATGACTCCTTGGGCTTTTTTTTTCTGTTGTTGCCTCGATTATCCATGAACAAACAGCT
GAAGAAGAAAGGAAGGGGTGGGACTTCAAAGTGGGAAAAGGATTTTCAATAAATAAAACT
AAATATTGGATATAATCTCTAGCTTTTACCATGTTGTCCTAATATATCCAGATTTAAAAA
TGACACTTGAGGTCAATTTTAGATAATACTCTGTCAAATCTACTAAGACTCTCCAGAAAG
ATTAAGAGTTTTTGGCTCATTTAGCTGGTTGGATGTCTCCTTCACCTACTGCCTTCTCCT
AGAGTTAGGAAGGCCACAGGGTCGGCCAAACTTTGACAGTGATTGATGGAGACCTGAAGA
GGGAAATGTGGGAAAGTGGGAGGGAGGGTTTGGGTAAAACAGCTGCTGTTCAAACTGGAT
ACAGTCAGTGGAATTGTTATTTGGCTGCAGTCCCTTAAAAGTCCTCTAAAGTCTCAATTT
CTCCCATGTTCAACCTCTCGGATGATGCGTTCACAGAAAAACCTAAAATGCTGGGATCTG
CTCGGACCA
>CL7231Contig1
AGACCTCGCTCTCAGTGTCAAGAATGGCTGCCTGCCGGGCGCCTACTGTTTCCTCTTTCA
TCCTGTCAATCAACCCGGCGGCCAACGCTCCTGCCCAACTGACCCTCCCCCGGGATCCAC
CCGCAGGAAGCCGTCCCACAGCTAACCTCACAAGAAATACGGAGCCAGAAGTAGAAGAGA
CTCTGATTAACCTCTAACTGCTTGGCACCATGGTGGCAGCACGTTAGGAAGGGATGCTGC
TGCTCCTTCACAAGGAAAACCAAAGATATAAAAGCTTCCAATTTAGTTCTCCCTGGAACT
GATAACCCATGTCAGATTGGAATCAGAAAGCATAACAGACAGGGATTAAAGCCTGCAAAG
AGACAGATAATCTGATCCCATTTTACTTGAAAGATCAGCAAGATTTTATCACATAAAAGT
GACGTGTAGCATGCACATTTATTATATCTATATCAGTGTTTTTACTCCACAGTAAAATAT
TCTGGGGTTTTCCTTCCAGCAGGAGTAGAGGTACTTGATAGTTCCAGACAGTATTTTTAT
CAATGTTGTTGATTTGTTTAACCTGATTTTCAGAGGCACCATTGTATAGCTGCCAAAACA
CAACACAGCTTTGTTGGATGTTTGTCCAACTTGTGTAAATTCTCAACACGTTCTTTTTTT
TTAAGTGAGTAAAAACAGAT
>CL7232Contig1
AATTTAAAATAAATAAGAAATCTTGGCAGCATCTATTCAAAGAAATATTGATTGAATCAG
CTGGGCTCCCACTCTGCTACAGAAACAGTAAAAATGTGAAAAATGCAGTCAGTCAATCTC
AGCCCTGGTCTGGTGAAAACTCTGGTAACAAAAGGAGGTTCCTTGGTTTTTGAGTAGATC
CTGGTTCTTGTATGGGGAGGTTTCTCTGTGAATGACTGAGCGTGTCATAAAACCAAACCC
TAAGCACAGAAAAACGGGACATGAACACGGCCCTCACCAGACCGTCCCAGACGCTACAAA
TAAACTAGGGTTACCAGGGAAACGGTGCTCGTCCTGAAGTCAAACACAGTCTGTGGAAGT
GCAGTGAACATCATGCAAGTGTGAGGCTGCCACATGTCATGCATAGATCCCTCTGGACAG
ACTGGTAGGAAGACGTGAGGCGTCCACAGCGGCCAGCAGCTTCACTCTCCAAAACATTCT
TCATCGTTGTCTTCCTGGTAAGCACCGTCTGCCATCACTAGGTGGAGGATGTTGGGGTAC
AGATGCTGGTGCTTTGTTCCAAGTATGCTCAAAACCAGACTGGAGCCCAGCTCTATATTT
TCATCTTCATCCTCATGAATAGCCTTGATCTTATTGTAGGCTTCAATGAACTTCTCAAAA



CCCATCTGCTGCTCCAGGTCGAAGCGCAGCTCTTCCAGCCGACTGAAGATGCTGTCGTGA
TGCTCAGACGCCCCCCCCTGTCCTCCTCACCCGGCCATAATGCCCGGGTTTAACGGCCGC
TCAAG
>CL7233Contig1
GGCCTACTTTGAAAACTTTGGGGCTCATCTCCACAGCCAGGCCCAGCTTCATGGAGATGC
CTCGGTCTCACTTCATCTCAGCGCTGACGGTGGTTTTCATCAACTCCAAATCCCTGTCGT
CTTTGAGGATCGATGACACGCCTGTAGATGACCCCTCTCTCAAAGTCCTGGTGGCCAACA
ACAGTGACACACTGAAGCTGCTGAAGATGAGCAGCTGCCCTCACGTGTCACCTGCAGGGA
TCCTGTGTGTGGCCGACCAGTGCCATGGCCTGAGGGAGCTGGCCCTCAATTACCACTTGC
TAAGCGACGAACTTCTCATCGCGCTGTCCTCCGAGAAGCACGTTCACCTTGAGCACCTTC
GCATTGATGTGGTCAGCGAGAATCCAGGACAGCAGTTTCACACCATCAAGAGAAGCAGCT
GGGACGCCATGGTACTCCACTCTCCCAAGTTTAATCTAGTCATGTACTTTTTCCTTTACG
AGGAAGAGTTCAGCCCTTTCTTCCAAGATGAGATCCCGGTCACGCATTTGTACTTTGGCC
GCTCGGTCAGCAAAGACGTGCTGGGACGGGTTGGCCTCACCTGCCCGCGTCTGGTTGAGC
TGGTGGTTTGTGCAAATGGGCTGCGGCCGCTGGATGAGGAGCTCATCCGCATCGCCCAGC
GATGCACGCAGCTGTCCGCCATTGGTCTGGGGGAGTGCGAGGTTTCTTGCAGCGCCTTTG
TGGAATTTGTCAAGATGTGTGGCGACAGACTTAAACAGCTGTCAATCATGGAGGAAGTGC
TGGTTCCAGACAGCAGATATGAGCTGGATGACATCCACTGGGAGGTGTCTAAACATTTGG
GCCGTGTCTGGTTTCCAGACATGATGCCAACCTGGTAGAGCTCTAAAAAATGTTAGTTAG
GGGTGCATCGGTCAGTCGACCAATGAATCAGGCCAGATTTCCTTCATTTTGGGTGACTGA
CAATCAGCTGATACTTGGATGTGAAATCAGTCTTCTCCATCTCAGCCTCCACAAAGGCTT
GAAAGTCCTTCCTGCTAAAATATAAGGGAAGGCAGACTGACGGCTGACAGAACCGCCCAC
TAGGTTATACGCTTGCATGTGTGTGTGCGTGCTTCTGCAGTTTCAATCGGTGATTCAACC
AGTTTGGCAGTTTTGAATCCTGACTG
>CL7234Contig1
GACGGCAGACTCTAGCTACGCCCCCCATGGGGGACATCCAGATTGGGATGGTTTACAGGA
AGGAGCGTCTGGATGTAGAAGTGATTCGTGCCCGGGGGCTTGTGGGTAAACAAGGCAACA
AAAACACTCCAGCTCCTTATGTGAAGGTTTATATAATGGACAACGGAAAGTGTGTGTTGA
AGAGGAGGACTCGCCTGGCGAGGAAAACCCTTGATCCTCTTTATCAGCAGCAACTGCAGT
TTGAGGAGAATCCTGAAGGAAAAGTGCTGCAGATCATCGTCTGGGGCGACTACGGCCGCA
TGGACCACAAATCCTTCATGGGCGCGGCTCAGATCCTACTGGATGACTTGGACCTGTCCA
ACATGGTTATTGGCTGGTTTAAACTCTTTCCTGCCACCTCATTGGTGGACCCCGCCTTGG
CCCCACTGACCAATAAGGAGACAGAGGGCGGCAAGTCGTAGCGTCTGGAGAAGGGACGGA
CTGCGTCGTCTCGGTTGAAAACGCCCAGGAGCAGGAAGGAGGGGACGTTGCTGAGCAGAG
CCTCTGGTGGTCCTCCTGCGCTGCTGCATGCTGCATGATGATGATGATGATGATGTCATG
TTGATGACGTAACAGTGCCATGATGAGGACGTCACCGGGAGCTGGAAGGGCGGAGGCGGG
TCCATCTTTTGACCCAGTGCAGGCTGGGCCACGCAGCGAAAGATGCTTGGAAAAAGAAAG
GCGGCGCCGAATGACCTCCAGGTGTCACCCAATCACAGCAGCTCCTCGGGAGTCACATGA
CTGTAAGAGGCATGTCCAAGACAAAAAAAAAAAAAAAAA
>CL7235Contig1
CTTTTATATACAACAACGCTGCAAGGCACACCTTTGTTTAAATAAGAATATACACGTTTT
CCTAGAGAAAGTTTAGGAGCGAGGGAGAAACAAAGAGAAAAAAAGAAGAAAAAGGCCTCA
AATTACTAAATAGATGACAACAGATGATCACATCATTCATGTAAACGACACATTTTGTTA
CGCTGAAAGTCATAGAAAGTCTCTGCTAAGGAGCTGACGTAGTTTTTTTGCTGTTTACCG
ACGTAAAGGTCGTGCCACACAGCCAATACACACATTTTGCACAATTCTTCACATATGAAA
AGTCTGTCTTTTGTGCTACATGCGTGACATACGTCATTCATAAGTGTTTCTAGCGTTGGT
CATTCGTGGATGTGCGCAGATGTCCGTTGAGGGTTTCGTCAGACGGGGGTTTTGTCTTTA
CGTGAATTTGGTTTTGATAAATTTTTAGGTCGGTTGAGAATTACGCAGTTTATATGCAAT
TATTACCCAATATTGTTTGATTTTTGCAGACTGTTCACGTGTGTACCACCGATGTATAAC
TTTTATTTCGCATACACGGCGCGCAATTCACGTTTAAATGAGGAAATTGACGCACAAATC
GCTAATGAATTGCATATAAACAGTGCAATAATCATGCACGATTGGCGTATTGCATGAGGG
GTACATAAATGGGTCGATCTTTCCCCCCTTCGGCAGTAAATCCCGAGATGCCTATGAGCG
TACGTCTCTGTACACAAGGTCATCACCGTGAACCCCCAAAGGTGAGAAGGGCTTTTGCTT
ATTCTTCAGCGGCATAACAACCAGCTGGTGCAGCTCCAGCAGAAG
>CL7236Contig1
TTTAATTGCAAAAAAGGGTCTTTTAAAAATATTTCTACAAGAATGCATCATCATTTTTTT
TAGTAATTTGTTGTGTTTGTCTGCACCATTAAATACATCTCAATGCTTTTCAAAGAGGAC
AATTGCATTTCTGTATTCAACCCCACCCTCTTCTCCCGTGTTGTTACACGTGCAGTACTC
TCTAAAACACGTTGCTTACTTTTATTTAAAAAAGAAAAGAAACATTTTTTTAAAAGTGAC
ATAAAATATGTATCTGAAGTGAGCTTGTTAGAGGACAGAGAAAAAAAAACAGTAGTGTAT
ATACTTATTCAAAAATAGAGACCAAAAACGAAATAGACAGAGAGCTGTATGTGATTTGTG
TGATAAGGGAGCTCTGTGATGGTGTATGTTGACTTATTCTGCAATGATACAAAGAAAGAA
GGGGAAAAAAAAGGTGTCAAGGATGTTATGGTTTGAATCCTGTTGGCACACAGAGAGATA
CAACAGACAGAAAAGACTCTTAATCAACCCCTTTCCGTATAAAATGACATTTCATTCACA



ACACACACATATCCACACACACATTGGTAAAAGTCTATCTTAGCATCGGCCAATGATAAA
AGAAAAAAAAGTGAAGACAATGCTAGAGCATGAATGCGCTGCAGCTGTGTTGGGAGCGGG
TTCATATTTTTAATGTGTGCAGCTCTACCAGGCAAGCTCATCACTCATGGCCCATTGACT
TTGGTGAACACAAGTTCAGACCCCAAGAAAAGCATGTGCACTCCATCAATAGTTCATTAT
AGTTCCAAGCAGCCCCACTTCATGAGTTGGCATGTTTGCCATCTGATT
>CL7237Contig1
TCGGCACGAGGGTTCCAGGTCACAGGCTGCACGGACAATGACAAAGCCGTCTCGGCTCAC
AGATGTGGGTGGCCGGAGCTGCTCCGTGCTGGATTCCGTTCGTCGAGCTCGCCTAAAGCA
GCTTCGGGGGCCTCGCAGTCAAGCCCCCAAAGCTCCAAAGACGGCCCACGCCTGTCTGCA
GTGCTCGGCTGACTACAAAGACTGTGTGGCTCTAATTATGCATCGCCTCAGGCACATCGA
AGGGAAGCACTGGCCGTGTCCGCTCTGCAGCAAGACGTTCTTCCGACTGAGAAACGTCCG
TAATCACATCCGCACCCACAAACCCAAGCTGTATAAATGCCGCAGCTGCATCGCTGCCGG
TTCTTGAGGCGGCTGCCGGAGGACGGATGCAGAGGATGAAGGCCGCTGGCGTCTCGCCGC
CAGAGAAAAGCCTGAAGGACCAGGACGGATCTGCAGCTTCTCCGAATCCTCCCACGCGAA
GCACAGCGGTCTGTGGGGAGGCGGCTCTCCTCTCCGTCCCGATNAATGAAACGTCTGGGG
TTTCATTTGATTTTCTAAGTTAAATACCGAACCAAAATTGCTGTCCCTGTTTGCTTTTCA
ATAAATAACAACAGGTGAAACTTGAACATTTACACTCAGGGGCGGGGAATGCGACGCCAC
AGCATAGAAAGATTTNAACGTCACACTTGTGTACAAAATAAAGNGTAAAGCGATTGTTAC
AGCTGTCCCCGCTATCCATGGTTACCTTTATTNTTCTATGTATAGACGATTGTCGAGTGC
ACTTATTGTAGCTTGGTGTAAACCTAAGANGCGGNGATGAAACTGAAGGTTTTGGGGAGG
GGGTCGGACGGTGAAATACTTGAAGTGATGCAAGCGCTGGAGCCTTTCCTCTGAGTGTNT
CAGTCAGTCTTTGTCCTTCGGNGTGTTAACCTCTAAGCAACTCGTCCTTTCGTATTGGTC
TTACTACTCTCAGCCAGTCCAGGAGTCGGGGTTTAAACGTCACGGGGAGGGGGGCAGGAT
GGCGACACCACTGCATGCACATTTTACAGATCATTTCTAGGCCACTGATTTTCTAAGGCT
GGCTGTTTTAAAAAGGGAAACGTTTGGTTTTAATGTGAATTTCTTAAAGTTATTGACTGC
ACGATGTTTTCCTTAACACCTTTGCTCTACTTAAAAAGTTCTACTGAGTAAATGCAATGT
GCACATACAGAGATGTTTATGTATCATGAATTGATTTTAGAAATAAATGAGCTGTCTCTT
GCTATCTGTTTAAAAGAAATAAATACGTTTTGCCTTTTAAAAAAAAAAAAACCAAAACAA
AAAAAAAACAT
>CL7238Contig1
TTTTNTTNTGGTTTTATTTCTCCGTGGAAGCGGTTACACATCTCAAACAAATCGTATACA
TAACACCTCCACCTCCTTTCTGACCCCTCCCGAATGCAGGTGGTTCAGTTAAACTTCTAA
AGGGTAAGACATTGTTTTATTTCCCTCTACCTCCACCTGCCTACACCCAAACATGCCCGT
TCCTTCCAGTTACACCTACAAAATAAAAATTTGTCTTAAGATCTATGGAATAGTCAGACA
TTTCAATATAAAACATGTTCAAAAAAAGTACATTAGCTGGCTCGAGAGGAAAGTTTCTAA
TATTTCTAACACTCTTGAGCTCTGACAATACAATGAGGACTTTTACGCGGTGTTGCTAGT
GTTATTAGAGGAGGAAAACATCCACTGAGGTGTATTCACAAGGCTTCTGAGTATAATCTT
GGACTTTTGTGTAAAATACTTCACATAGTGGTCAGTATTACTGAATATTACTAATCTGTA
CATACTTTATGTGTCCTGAACACAACCTCAAGTTTTGGACAATTCAGTGTATTTTAATCT
TCATTGTGTGTTCATGTGTGTGTCATCAGCAAGTCTGAATGTGGCGGTGAGATTCCCTCC
AGGTGAGTGTCAGGTTGATTGACAGCAAATCCTACTGAGTGTGTCCATGGTTACTCTACT
TAATTAGTGCGCGCGTGTTAATCCGACCAATCGTTCTCCTCTAACTCGGAGTCATCCTCG
GAGTCGGAGTATTCCACAGCGATGCGTCGTGACAGGATGGTGGCCACGTCGTTTCCGACC
GGCTCCCTCTNGGCCTGCTGCTCCTGCTGCTCCTGCACCTT
>CL7239Contig1
TTTTTACAGCAGTTATGTTACTGTAATCATGTTTGTTAGTTAAAGTAGAGAAAAATGATT
TGGTACCAACTGAGCTAAATCTTTTCTTTAAGCTTTTCTGTGAAGAGTGAAAATGTAAGT
GTGACAAAGGTAAGAATGAGTTGTTTTACTACGATTCAGATGCAGTAAACTGTGTGTTTG
ATGTACACTTGACAAAGCACAGTTGTTGTACTGAAAGCTTTAGTGCATGAAGAAGTTTAG
TAGAAAACTTTAAGATGTTTACATGATGCCAAATATAAATGCACTGCTTAACAGTCATAC
TGGAAAACAAACAAACAAAAAATAGCAGTATCTTTGAATGATAGCATTTGTTACTTAGAG
TTAGATTTTTACATCATTTACAAAACTGTGACATCTCATGCTTCATTAACTTGAGCCTGT
TTTCCGTCTTTGGTTAAGCTTCCCTGTTGTGTCCTGACGATGAGTTTTGTTTCAGCTTGG
GAAGAAAACAGACTTCTTGGTAACCTATCTGCAGAATTCTTCCAGAGATCTTGAGTAACA
AGTTTGATTAAAAAACTTTTTATTTTGAATTGTTTTTTAGATTTACCTTTTTTTATAGAT
AATGACAAAGAAAACACCGGAGATGTGTTTGGCCTGTTTTTGATCTTTGCAAAAGTTGAA
AAGAAAACGCTGTTATTGTCATTTGTACCTTGCAAAAATGATGTATGTACTCTGAACATC
TAGAGTTGCTGTTCTATTATGAAGTGGACACTAAGAAAAAAATCTACTCTAATAAACATA
CA
>CL7240Contig1
TTCTGAGAAAAAAAGTCGCAACATTCAGTTCATTAAAAATTATTTTTTAGTCTGTCCACC
TTAGTGAAACACTCGTTTCCAAACCGCTGTTGAGCCTCTCGTCTGCTGTGTTTTAGTGAA
AACGTCCAGAACAAGGCAGACGGGTATTGCTGATGTTTTAGGTTAGCATCCCGGCCCCCC
ATGCAGGGATGAGCTCATTACATTCTCCTGAAAAGCTGATAGGAACTTGTCTAAATAAAA



GTTATGCTTCATTTCTGTTTTAGCGTTTAGCAGTTTGACGTTAATTTTCTCCTCTGCTGC
ATCATTAAACTAGATGGAGTTGCTCGTGCCAGTATTTTCAGTCTTCTTCAGACGCTTGCT
TCGCTTTATTAAAAAGAGGAGAAAATCTGTCTTGGTTTTAAAAATCCTGCTAAATACCAT
GATGTTGAAATGTCTTCAGAAATGATGATGGAAAACTTTCTCGTGTTGTCCGCCTGCTGA
CGCCAGCATCAGTCTTACTTTTTTCCTTCATCTTTTGTCAGCAGGTTTGTGGAGAGTTTG
GAATCCGAGACATGATAAAGCAGAGACAGTATTAAAGTGTGTGGAGCACTTAAAGCTTAT
TTTTATAGCAGAAAAAGCGAATATCCAGAAACTCTGTGGAGTGTTTTGCGTTGACTTTAA
CCAGTGTAATTAACAGAAAATGAAACAAATCTACGATTGGGTAAATGTGAGAAGATAAGT
GGATTTCCTGTGATTTAAGGAATCTGCTATGAGAATCTGTCAATTTTGATGAAATT
>CL7241Contig1
GATGCAGAAGTGTCAAAGCTCCAACCTGGCAACCTGACAGTTTCTTCTGGAGCTGACAGG
GTACGCGGGTAAACCAACACATTTGCTTTTGGTTCTGTGGCTGTTTGGATCCAGAATACA
CAATGAAGACGGTGTTGCTTGTAGTTGCCGCCATTCTGTGCTGTTCTGCAGTTATGGGAG
CCGATGAAAGTAACAGAACTGATGACACTGGGATAAAAACTCCAATTGCACTAAACGAAA
CCAATAAAACTGTGGTGGAGGTCTCTTCAGTGCTAACAAACCAGAGTGTAATAGAAATAA
CTAATGGAGCAAAGAATGAGACAACTACAGCGGGCCCACAGCAAAAAACAAAGGACGAGG
AGTCCAAAAACAAAGACCAGGTAACTGAGGAAAACGAGGGCGTCACCCCAAATGAAGAGG
AGGAAAACAAAGACGAGGTAACCGAGGAAATGGAGGGCGCCACACCGAATGAGGAGGAGA
AAAACGACGGCGTTGCAGCAAACAAGGGGGAGACAAAAAAAACACCCATTGAAAGTATCA
AGGAAAGCGGATTTGAAGAACCGGAAAGCAGCCATTTCTTTGCATACCTTGTTTCTGCTG
GTGTGTTGGTTGCAGTGCTCTACGTCACTTATCACAACAAGCGCAAGATAATCGCCTTTT
TTTTGGAAGGAAAGAGATCCAGATCGACA
>CL7242Contig1
TTCGGCACGAGGGCTAAATGAAGTTGTGGTCAAGAACTCCCACAATTCAGAACTGGTCTT
GCTCAACATGCCGGGCCCACCCNAGAATAAGAAAGGAGATGAAAACTATATGGAGTTCCT
GGACGTTCTAACGGATGGCCTAGAACGCGTCTTATTGGTTCGTGGAGGAGGTCGAGAGGT
CATTACCATCTACTCTTAGCGCCGAAAGAACATATTTTATTATTTTGATTTAAAGCTAGA
AGAACACAGCTGGGCTGAAGAAAATCGAGGGGTTTGAAACCATGAGGAAAGACAGAGAAC
ACAGATTCTNCACTGCCAACGAACGAACAGACTGATAGAAGACAATTTGCCACTTAATAT
TTTGGAGCAAAGTGATCATTCAGGACGAAAAAACTGAGTTCACACACCCTGATTTCAGTG
CTCTTTCATCAAAACCAGAGGGCTCAGTGGTGGTGGAAGAACCAACATCTGCACGGCTGC
CTTCATTTCCTTGTTTTCCAAAACAATGTGTCAGTGTTCCTCACTGGAGTATGTCCTTCT
GTCTTCGCTCCCTTGTTAAAAGTGTATTTTTGTGCAAAAGCTGCCATGGAAACAGTCGGT
TTCACTGCCAACTGCAGACCAAATGTAAAGGAACATTGTTAAATTGCAATACTGCAAGTA
ACATTTGATCTGCATGCTGTAGAAAAATATTGTGCAATCTAATGATAGTGTGACCTACCC
TAATTGTATAGATTATATATTTTATGTATATTTTTTGGAATAAGTTTTCATCATTTTTGA
CTTAAACACAACTGTATCAAGTATGCGTAAAAAGAGGTTTATTTTTACGGCATTTAAACT
ATTGAAATTGATTTTTTTATAACAGCAAATTTTTAACAAAAGTGTCAATTCGTTTCAAGA
ATTGCATTGAAACTGTTTATTATTGTTGTTTTTTTTATTCTTTTTTAATCTAGCAACAAT
ACAAAAAATGAAAGCATATGACACATGTGTATATAATAAAAATGTGAAGGAAAGAAAAGT
AT
>CL7243Contig1
GCCTGTGCAGGGNAGCGTATATCCCACAGTACACACACATGCAGACGGCAGCTGTTTCTC
TAGAGGAAAGTATCGGACAGTCACAAGTGGATTCCTCTAGTAATCATTCCTCTTACTCCT
ACCAACAAACCAAATAGGGCTGAGATTACTTTGAACACTTGAACAATTGCAAGAAAAGTT
CTTATCTACAAATCCAGCGGACACAAAAGACCATTTTCTAGGATTGGAAAACATTTGAGG
AGGACTTTTTATTTTTGCTCTCATTTTCAAATGATCCAAAATTCATCAAATGAATCATAT
TCTATTTAAAGAAGTTTTATTTTCATACTAGAAAAATGTTTATTTTTACTAGGGGTTGCC
AAAAAAAAAA
>CL7244Contig1
AGCGTCTTCAGCATGGCGGGGTTTAAGGGTAGAACAGAGACATCCTATTGGCCATCTCAT
TGTNGACTTCGTTCTCAAATGTCCAAATTCATGTTGTTTATCCGGTTCCGGGCTGATGGT
GCGTCTGTAGTAACTGAAGTCATTCTGGATGGCGGGGATCCTCATCTTAAGCTCGTCGAA
GCGCAGCGTAAAGTGCAGGATTTCTGCGAATTGTTTGGCCAGCGCCTGCTCCCGCTCCAG
ATGCTGAGTGGGGGTCAGGGGGGGGCACGTCAGGGACGTCAGCAGACTCCTCAGAGCTTC
CTCTAATCTCAGGGAGAAGCTGTAGAACTTCTTGAGTTTAATGACGAGCGGGCAGACGGA
GTTCCAGGCTCGCTCCTGCAGAGTCATGTCGTTTGGGTTTTGAATTGCATCTCTGATCTC
CTGGCCCGCTCCTTTGTACGCCTGCAGGCCGGTCAGGATGTTCTCAGAGTCCTGGAGGAC
GGCGTTCACCTGATCCCACACTTCACGCTCGCCTTCTGTCGCCTGTGCATTTTCAAAGTC
CAGGAAAAAGGATGGATAGTTCTCTATTTCCCTCGTTAGGACTTTTAGCAGGTTACCCAT
TCCAGCAAACCTTCTCCTGTGGAGGACTTCAGCCTGTTGTCTATATCATCCGCTTTCCTG
TCGTCTGGGTTTTTTGTTGTACTAGTGGATCCTTAGAGGTAGACGTGCAGCAAAATGTAG
TCAGTACAGTACTTTCGCCGTCCTTGGCAGCTTTGTCTATCCCCGGCAGCTACAAACAAC
TACACTACCTGCCCCTCCCGCTGCTCCCCC



>CL7245Contig1
CCGCCCGCTTAACCCGGGCATTATGGCCGGGGGTAAACAGGAAGTAACCGTCGAGGGAAG
GGAACCTGTTTTTGCTGCTAATGATATTGTAAAAACGGAGGCTTTTTATAATTGGCGAAC
GTGCGGTAATGTTTCGTTTATACATATTTTTTTCTTTTAACGCCCAGGACCAATCAATAG
ATAAGAATAAAGCAGTGTTGTCCTGTATTTATTCAGAGGCTAATGCTAAGCTAATTGTTC
TTGAACGAAACCACACAGACAGACATGTTAGCATTGTTTCTTGTTACCATTGATTTAATC
CTACGTCTTTTTTGTCATCATACTGTCTTAATGTTACCTTTTTGAATAGTTTGGTGTCTC
TTTTCGCGTTTATGTGCCATATTTTATGTTTCATAGTACGGCTTAACATCGGTTTGGTCC
AGACTCTGTTGATGATTTCTTGCTCGTCTTGTATGTATGTTCTTTATGCAACAGCATAAA
TACTGGGGGTTTGACGATTCGTTTACATTCGATGTGTGGTTCAGTAGTCGATATTGGTTA
ATTTTGAACGATCCGATTCCCTGACGTAATCGATCCAGGACATCTTTAGCCAAAACCTCA
ACCAGTGTGCCTCAAAGAGAAATACCTGGGTACTGATCAGTACAGGAGCGTGAAGACTTG
TCATGGGGAAAAGCTGTAAAGTTGTGGTGTGTGGTCAAGCTGCAGTTGGAAAAACTGCCA
TACTAGAACAGCTGTTGTATGCCAACCATGTTGCAGGTTCGGAGCCAATGGAGACCCTGG
A
>CL7246Contig1
GAGAACTCACACGGGAGAGAAGCCTTTTTTGTGTAAAGAATGTGATAGAAGTTTTAGATC
TGGATATGGTCTCAAAAGACACATGAGAATTCATGCAGGAGAGGAGTCCTTTTCATGTTA
AATAAGTGACAGGTTTTAGTGATGTATCTTTTTTCAAACCAGATGTGAGAACTTGTACAG
GAGGATAACTTTTCTCTAGACAAATATTGTAATTCTGAATTAGGTTAAAAAAAAGTGCAA
CTTAAATAAAAAAAATTTGCTGAGGACTCATGAGGAAAGGATAGTAAAGCTTTTAATAGG
AAAGATGAAATACTTTAATGAAATATTTTTCTTCTCAATTTTAAAGAAAGGCTGCAATTT
TACACTAAAATTGCAGCTGTCCGCTGGTTTTTGATCTTTTTAACATTTTTTGTAGCATTT
TTCTCTCGATGGAGAACATATATAAAATAATTTGAGATTAAAACTGTGTTTGTGAGTAAA
TATTGATTCAAATTGTGATGGATCAGGAGCAATTGCATACCTGAATAATTGTGACGCAAC
AACTGCCATGGGGCAAGGTCTCCCATCTCCACTCCCATTCTGAAGCACATACTTGCAGAC
GAATAGATCCATTGATAAGTGCTGTCATGCGATTATTTTTTGTGCTTAATTGATCATGGC
CTTTAATTAATCTATATTAATCGCTCATATTTTTAACCTTATATTGCTGTAAAAAGTGTT
ATCTTTAGGTATTTTCTTTTAAGTTTGTGACATTGTGGTGCTGAAATTTATCAGAATACA
ACCAAAAAATCTGTTTAAAAAAACATAAAAAAAATTCTTCAGGTCCAAAGTGCTGTAATT
TACCACATCAAAAAAACAGTAACACTTCTGAGCAATCCAAAAAATATTGACAGTGAATTT
CTTAATATCTTAAAACATCTAAATAAAACATAGTAAGCTGTGTAGGGCTATAAAGTCATT
TTTATTCCATTCTGTCTGTAGCTAAAAGAAACTTGTAACCATTTCTAAATATATTTTAAT
TCCAAGCATAATTGTTGTCAAAGACTTTCAGAATGAGCGGTCATTGTTTAACTAGTGCGC
CATGCAGGCTTATGTTATATAACTGTTTAGGATATTTACTGTAATCTAATCTGTGTAATG
TATTTGAAGATGAATCTGTTGCATGTTCAGGCCTATGTAATGTAATCAATACAGATGTAT
TTTCTCTTTTTTTCTTTCTGGAAATAATATTCCAAATG
>CL7247Contig1
CTCGTGAGTGGGACCCAGGCAATAGTCTGCACCATGCCGGTCTTTTAGACGGAACAGCTC
CTTTCCCATCAAATCCCATCGTTCACTAGTTCTCCAGAGATCTGCTGAGCACAGACTGGG
CATGTCCAGCTTCTGCCCTCCAATCCCCTGCATCTCCTGGTCTATTACTCTCATCAGCTT
CTCCATTGATCTGACAGTGGCAGGAAGGTAGACGTAACACCCCGGACTGAATGGATGAAT
GAGGCCGGCCTGATGCATGAGCCTCTGGCTCTTGCATGTCATTTCTCCCGACAGCCGGCT
GTCTTGGCCAACATCCCGAAGGTTCGAAGGCTGGTAAAGACGAGAAACCAGGAGCCTCGG
CTTCCTGGATGTTGTCTTTGTAGAAGTACAGGTGGGTGTGTGCTCAGCATAACCTGATTG
ATGCCTCTTTGAAATAAGAAGGGCTCTGTGGAGACGATGAAACACTCTCTTCCAAACTGG
ATGCATCGTAGACTGTCACACTTCAAATTAATGCCCCTTCAGACAGTTCCGTTGAGACGA
TTTTATTGGTACATTTGCGCCAAAAAGACTGAGAGCAGTTTGAAAATAAATGAATACACA
AGGCAAGCATTGCTACCACCACTCCTCCACTNTAGGTCACTTTCTTTCTGTC
>CL7248Contig1
TTTCANTAATGGCTGCAATGTCATTTTTCTGAGCTTTCTATGTCAAAATATTTAATTTTG
AGAAGCAAAAACGCCACTTTGTACCAATACCAGTATTTAACTAAATTAACTTAAAGGGTG
AACTGGTGCACTTTGTTAGAACAATCCGATTTGTTTTCTAATATCATCCGCAAAAAGAAG
TTTCAGCCGACAGCTTGTGTTTTTTTCTGTCCTCTACCTAACAAACAAACAAACAAGCAA
GTGCATGATTTGAATTCATAATTAACTGATAACAAAAAATTACATCTAGAGGCACAAACG
TTGTGTTGGTTGGAGCACAAACAGTCTGGATTGATGCACAACACACATTTCCTGCCCAGG
TGACTTCAAAAAGCCCCAAAGAAGAGTTTTTAATTGCCTCTTCATCAGACTTTCTTCTGG
CTGCCTGATGGATTTCAGTCCTTGTGCAGGCCTTTAGTCCACTGATAGAGCGTTGTGCAG
CTGTGTTCAGTCACTTCCTTGCAGTTTCTTCTTCTCAGACAGCTCCTCTTTCTGTCTCTG
CCGCCTCTCCATGACCTCTCCCCTCTTGGCGTCATTGCGAGCGCGCTCCTGGGCCCGAAG
TTCATCCACATCTTCAAAGAACCTGTGTCTGTTTATGTAAACAGTGGCAAGTCCAACAAT
GATGCTCCCGAACAGAATAGGTTTCGTGAGCCTTTTAGCTGCAGAGAGCTTGTGAGGCTT
CATTGCTGCAGAACTTTAAATCAGAAGGTTCACGGCATAGAATCCAAACAGCAACAGAAA
CGTGAGTTTGTTTTCAGCTGACCTTCCTGCGCGTGAGTTAGTTAGCTGAAGGCCCCGGCC



ATAATGCCCGGGTTTANCGGGCGTCCATA
>CL7249Contig1
TTTTTTTTTTACCGTATTTAGTGGTTTAATCACACAACAACACAACATAGGATGTCTATA
AAAACTCAGCAAAACCCAAAGAGTTTTAAACTATATACATACCTAAACAGAGGGAAAGTG
TTGGAAATATTTTCATGATCATGACCTAACATTGTAAAACCACTGACTGTCATGAGGGGG
GAATTGCAAACAATTATACATTTTCATTATACTAAGTGATGCATGGCTGATGGAGAAAGG
TAGAGATGATTCAAACTTGATTCAACTTACTAGTGCATGATGTTAAACACTGATGGTAGA
AATGAAACAACGTATGGATGTACGTGAATTAAAATGAGTTAAGTCACATATCCCGGTAGG
TTTTTGCTTTTTCAATAGAGGTGAAACTATCACCTTTAACTTTGTCCATGTGGCTTTCTG
TCACAATCAGTTTTACTGCTGGGTCTCCAGGACCTCTTCCTAAACTGGACTGTGGATGTG
AATACAATTAAAGATTCACAAATGGAACAGAAGTCCTCAAAGCCTGACAGGACAGGCGTA
GAAACCGCTGGTGGCAGCGAAACGTTAGGTTTACAAGTAAAAACAGAAAGACGTCGGCTT
CAGTGGAAGTAGAGAGTCCTGGTGGGGCTGTGCACAGGACGTTATTGGGGGCCTGTGCAC
ACAGGTGCTTGCAGGTGGGCGTCTAATGGTCCACAGCAGCAGTCAGAGCCTCGTGCCGAA
TTCGGCACGAGGGTCTGTTCTCAGTGCTGCTGTCGCTGTTGCTACTGCAGGGATCGGCCT
TCGTGGAGGAGCTTGATGACTCCNTCATG
>CL7250Contig1
GTACCAGAAGCAAACGTTTGCATATTCAGGTTCCATTAACAAATGAAATCCCTCTCTTTT
CTTGACTGTTTGAGCAAGATATCTTGCCATAGCCAGAGCTCTGTCAACCCTCCGCTCAAG
CTCTGAGGATCCCAAAGCCTTCCACATGAGCCAGAACTTAAAAGCATCGGGCTTCCTGCT
GCACTGGACCGACTTATCCCCCTGTGTCATAGCTCACGTCGTAGAATTTGTCCTGCTGAA
AGAGGTAGGAGGCCTTTGCAGAGTGGCAGCGTTGGAGGAGACTCGTTTTATCTTTAACCA
GGAATGCTGAACACTGCAGACAAGCCATCAACATTTTGTGTGGGTTCCAAGCCACAGAAT
CCACTCTGTGAATGCCTTTTAGCAGGTGTTTATGTTGGTTGGAAACCAGAGCTGCTCCCC
CCCAACATGCATCCACATGCAGCCACAGACTGTGCCTCTCACAGATGTCTGCGATCTCGT
CCACAGGATCGAAGGCTCCAAACACCGTGGTTCCTGCGGTGGCGTTCACAAAGAAGGGGA
CGGCGCCTTCACTGCGTGCCAACTCTATTTTCTCTTCCAGGGCTGAAGGAATCATCTTTC
CTCTGTCATCGGATGGAACCGCATAAACATTTTTAGTGCCAAGTCCCAGCAAAGCTGCAG
CTTTAGAAATGGAGTAATGTCCTTCCTGTGATGTAAACATGACCAGTCGTGGAGCATTAT
AAAGCCCAACCTCCTTAATGTCTGGGCAGAACCGGTACCTGGCCAGATTCACAGCATACA
TGTTGGACATTGAACCACCTGGATTAAAGATTCCATCTCCTCCCTCATCCCAGCCGATCA
ACTCCATCATCTTTTTCAGCACAGCATCCTCCATCAAAGTAAAGACTGGTGCCACCTCAT
ATGTGTACAGACTGGTTTTGACGGCTTCGGTGATGAAGCTCGCCACCATAGAGTAAGGCT
CCAACCCTGCGAACAGCTGGTTAAAAAAACGAGGATGACTGGTCTTGACGCTGTATCTGA
TGGCATTTTTGCAGTGCTGCAGAATTTTGGAGTCAGACTCCCCTCCATCTTTCAGCTCCA
GGTCCAGCAGCTCTCTCAGCTTTTCAGGGGACTGCCACTCACAAACCTTTTCTTGGACAT
CAGTGGCCTTTTTCACTGCTTCATCAATGATCACTTCCATGGCTTCATGGATGAAGCGCT
CCGCTGCACTCATCTCTACAGGTGGTTCCTTCAGGGCAGGACCATCTCTAACAGCTGGAC
AGCATTTGCTAAGATGCCTGAAGCCAGCCTCAGGGCCCTGGCCATTCATGTGTTGCTCCA
TGCTCAAAGCCACTTCTCAGATGAGATGTTGAAGAATTTTGCTCCACGTGCCTGATTCCC
CGGCCATAAGGCCCGGGT
>CL7251Contig1
TTCGGCACGAGGACAGAAACAAAAAGTGCCAGAAACTTGAGGAATTCCCATTCGGAGGGG
CTCCAGGAGGGGACATCTCACAAATCAAATCGGCCCCTGAGCAGGTGAAACGTGGATTTA
GACGGTGGGACTGTCCTGGCCTTGTTTTGCACTGAGGGGAGGACAAGACAAACTAAGCAG
CGGCGGTTCTTTTTTCCTGCAACCTTTTCCTCTGATGAACAGATTTCACTCCAAGCTGTG
GAGATCGAACTCCAACAGCTGCAAAGCAAACCGTAGATGTCGTGTTTTGCACATCCAAGT
GATTCAGCGGGAAATTCTTCGAGCTTTGTCAAGAATTTTGAATCACTTCATTCAATCTCA
CCTTTTCCTATTAAAAACATTTGGTAGTTGTTTTTGTTTGATTCCAAACTTGTTTCCCAC
AGCAGTTCCTGCTTCAATGAGCACAGCTTCACTCCTACCTTTTATACGACAAAGGGGACT
CATTTTTAAGGTCATGTTAATGGTTTGTGAACTGTCTTGGACTTTAACGCTTCATGTTGG
TGTTATATTATGTTTTATTTTTGTTTTGGATGTCATTTATTGTAAGATTTATCGTGTGAG
TGATGCACGCAGGCAGCTGTTAGGTCTGTTTTGTGACATCAGTTGAATGGAAAATTGTAC
GAACATAACAGACGCTTTACGTTTTATTGCAGTGTTTCACAATCGTTTTCTTTAAAAAGC
ATCATTTTGGAAGAAAAAAAGCTTCACACAGAATTTCATATTAAATAAGAAAAAA
>CL7252Contig1
GGTCGCTGACAGCTCGTTGCTTCGCCGCTGGAAGACGAGACTCCGTTTCTGCTTCACCAT
GAAGCTGCAGTGGTTCGCCGCGGTTCTGTGTCTCGGGGCGCGTGCCATGGCGGGAAAGTA
TTCCCGGGAGGTGAACGAGCCCAGGCCGGGCGGTGCGGATGATGAGCAGACGGTGGAGTT
CAGGATAGCGAAGCTGAACCAGGTGTGGGAGAAGGCGAAGCGGATGCAGATGCCGCCGGT
CCGGCAGGCCGAGCTGCACAGCGACCTGAAGATCCAGGAGAAGGACGAGCTTCAGTGGAA
GAAGCTGAAGGTGGAAGGGCTGGATGAAAGCGGGGAGAAGGAGGCTCAGCTCAGGCGCAA
CTTCCACGTGATCCTCGCCAAGTACGGCATGGATGGGAAGAGGGACACGCGGCCGCTGGA
GAGCAACTCTCTGAAGGACCACGAGCCCAAAGACGGAGACACTTTTGAGGATCCGCGCCT



GGACAAACTCTGGAACAAGGCCAGGAACTCTGCAAAATTTTCTGACGAGGAGCTGGCGAA
CCTGAGGAGAGAGTTCCAGCACCACAGGGAGAAGATCCAGGAGTACAACCTCCTGATGGA
CACGGTCAGCAGGACTGAGGAAACGCACAAGAACGTGATCGCCCCCCTGGAGGGCGACGC
CAAGGAGCACGTGCTGCAGCAGAAGCACACGGAGCTGAAGCAGAAGATGAGGGACCTGAA
>CL7253Contig1
ATATTTTATTGATTGAAATNTGTNCCTACAGTGAAGATGAAGGGGGGCTAACCTAAAGTT
AGCGGGACATTTACATCTACCTGGATATGTTTCAAAGCTAAAAGGAAAGACGTAGAAACG
AAGGACACCAGCTGAACCTTGGTTGTAGTGTCATCCATGTGAAGAACAATAAGGCAAACG
AGGAAACAAAAATAATCATGTCAAACTGATCCCAGAGGCAAGAAGTCTAAGGCAGATCTG
AACAGGCAAGAAACACGAACGCAACGCAATCAACCAGATCATATATGTTTAACATTCAGG
AGTTAGAGGAACATAAAGCACTAAATATAAGTTCTGCATGTGCAACTGTAACAGCTATGT
TGAGACTACAAGTGTGTAACTTCTTTAAACTAACAAATAAAAGGAAACAACAAGCTCAGC
TTGTGGTACTTAATACAGCAGTCAGACATTTTTCATTCTGCATTCTGGACATCCATGCTC
TCTGGTTGTTTTAGTGTCTGTGCGTTTCCCACCAGCTCAGTCAGCAGTTCAGTGTGGTCA
CTGAGGATCTCCATGGAGAGGTTGTTATTCTGCTGCTCCTCCACGATTCGCTTCTGAAGC
TCCTCCTCGGTCATGACCGTCAGCTGCAGCGGCAGATCATCCACCTTGACAAAGTCCTCC
TCATCAGACTTGTGGCTCGTGTTGCCAGATCCTGCTTCATCTACATTGATAAGGACGGGG
GAGTCTGTGTCGGGGCTACTGGTGCTTGTTGAC
>CL7254Contig1
CGCGTTTATGCAGAGCGCCACCGCGACCGGGCGAGCAGAGAGAAGGAGGACAGACACCGA
GAGAGACGGCACAGAGAGAAGGACGAGGGGCGCCACAAATTTGCTNGCAGCAGCAGCAGC
CGTAGGAGGCATGACAGCGAGGAGGGAGACAGCCNCCGGAGGCNCAAACNCAAAAAGAGC
AAGAGGAGCAAGGAGGGGAAGGAGGCCAGCGAGGACATTGGCGCCGACCNGGAGAACCAG
GAGGCCATGGAGTAGAGATGAGCGCCCCCCTTCTGCTTTGTCTTTCCGATGTCCATTTGT
CCTCACACTTCACAGAGGCGGCGAACATGAACAAGAGACAACAGGTGGAGGTGTCGATTT
CACCTCTTTTTTTTTTTCTGTTAGCCCGTATTCTCCTCCACCCTGCTGTCATCCATCCTC
ACTTCAGAGTGGATGAAGAGAGACGAAGGAGCGAGGAGCTCCCCGTCGACTTGATCCATC
AATGTCGTCCTTTGGATAAAGTCATCTTGATTTTCAGCGTTCGCTCAGAACCATTTTCGG
CATCATTTCTGTTCGTTTGTAGTTCCTGTCACTGATGAAGACCTCTAGAGAGAAAACCNG
TTGAGTTGGATTAAAACACANTTTTGATAAAAAAAAAAACCAAAAAAAAAA
>CL7255Contig1
ACAAAAAAAGAACTNTAAATGACGGTGAACTGAACCCAGCCTTGGTCTTAGACTACATCT
AGTGTAGAGATGTACTGGTGAGTGGGAGAAGTGTTCACTCTCAGGCTGGCTCGAAACCAA
ACTCCACCCTTCGTTTTGACACATTTCAGCTAACGAGGATCATGGACAGAAGGAAGGAAA
AGGAGGAACTCTTTCAGTGCACCGCCACCACAGCCCCTGCTCACCCTGCATGACCGGACA
AGACACATCCGCCGACTCTTCCTCCACACCCCCCCTCCATTTCCCTTCTCCTTCTCCACC
CATCCTTCTCTGTCTGTTGCCAGCCTGACAGTGGAAGGAGGACCCGATATGTGTAAGACC
TTGTTCTCCACGTGTCTTTACTTACCGTAACTAAAGAAAAAGAAAAACTTTCCAAAAGCT
CTTTTACTTTGTTTTATTTGACATGAAGAGTATGTGACGCTTCCATGCAAAGAAAAGAAA
TAAAGTGGCTACGCAATTCACGAAAAGAAAAACACAAACATTACATCCTACATTTTTTTA
TTTTGCTTTTTTCTCCTCATTGTATTATGTACATTCAGTTTAGAAAAGTTTTTATTGGGG
TTATGTTTGATGTTTTTCCTCTCCTGTCTTCTGTGTTTTTCATTCTCTTCATGGTTAGTA
TGTAAGTGTTGCTTTTTCCGATTAAAGACTAGATGGTGTTGTAATAAAAATGTTTACTGA
GAANAAAAAAA
>CL7256Contig1
ATACTGAATAAATGATATTCCTTGNNCCAAAAAAAAACAAAAAAAGGAAAAGGGAGAAAT
GTACATGTCATCTTAGCTACATAGTCTGAAATACAAATATGCAGAATCCATGAGTGGAGA
AAATTTGTCAAGTGTGTACTTCATCTCGCTTTTTTTTCTTTGTATACCAGGAAAACGGGT
TAGAGCTGTGTCTGCCGTGACTACAGAGCTGTGGAGAGACCAGAGGAGTGGGTCCAACTG
GTGGGGAGTGGAAGTCAAACTCACATCAACCACCAACCCCACACCCAGAAGTGTGAGAAC
ATGACACAGACAAGAGACGCACAGAAAGGAAGGATAATGTACAGCATTATATATACACCA
CAGCAAAGCTGTATTTGAAGTTAAAACCAATCCTAAGAGGTGATTTTCTTTTCATAATGG
GGAGGGGGCAGGTGTTCATACAATCAGGGGATAGGAGGAGGTAAGGGTGTTGTAGGTTCT
TGATACTTTGGGGAAGAAAGCCATTTCTGTCCAACACCATACTAAAAATGACCATCCGCT
TCTGTGTGAACGATGCGGTACAGAATGCTTACACTCAAGAGCAGTACGGTACAGAAAATG
TCCTACAATCTACTGCACACTGCACAGGCCTCCCCGGTGAAGGTGTTTATTGACAGAAAA
CTGTCGGGCCTACTGGTGAGGCTCCAGCTGTAACAACTAGAAACCAGCGGGCAGCGCTTT
TTCCACCCGTCTCACCTCTGAACGTCAAGTTACAGACTCACTGTGCCCTCGAGGGGGCCT
AGGGCACGTTGTGTCTCCCAAACTCACTGTAAACGAGACAGCAACTTTGGTTACAGTTTT
TGTTTTTCANCTATTTATTTATC
>CL7257Contig1
AATGGCTCGTGTGCTAACGAACAATCGAGCAGGTGTTTTCTGCGTCTGGTTATTTGTATC
CATCAACTTAGTAAACTCCAATAACGGTCGAAGGGCTAGTGATGGTTTGGAAGCCGAGTT
CAATGGTTTATCTGTGCCACTTGAACACTCGTTTGAACTTGATGATGTAGCAAAATTTCA



GCTACGTGGATCACTTATGTTGAAAACTGGTCGGGAGCCAAGTGTCTCTTTAAATCAGAA
CCAGCTCTCAGAGGAGGACAGAACCAAACTGAAGGAAGTGGCTGCAGTCGACGGCCTCTA
CAGAATCCGAGTTCCCCGTGTGTTTCTGCAGGCAGACAAACAGACCGAGTGGCAGAGTGA
AGGTCACCTCACAGCATTTGTCAGAGCATGTGCCATGGTTGAGTCCCACCTGAGTGACGT
GATCACGCTCCACACCGACGTCTCCGGATACCTCATCGGCGTTTCCATAGTGACTTTACC
TGGAGCCTGCAGGGGAATCGAGGTGGAAGACGAAGTTGATCTTGAGGTTTTCAACACCAC
GCTCAGCATCATGGCTCCAGTCAACGCACCAGGACCTGAGACGGCGCTCTTCATCCAGCG
AATGGAGCAGGAGTTTGAGAAGAAAGGCAAAAATCCACAGGAGCAGAAGTCGTTCTTCGC
TAAATATTGGATGTACATCGTCCCTCTGGTTCTCTTCCTGATGATGTCTGGCGCTCAGGA
TCAATCTGGAGGTGGAGGCGGTGGCGGGGGTAACGGCGGCGGGCGATGATCAGGATCAGG
CCCATTTCTTTTTTTTCTTAAACATATAATGAACGGCAAAGCGCTTTGATTTCTGTACGT
GAGGTTATTTAAGGACGATAAGTGTCTGTAACACGACTTAAACCTGATTCATCAAGGACT
GCATTCATT
>CL7258Contig1
CTGGTTTTTTGATCGGGACGACCTGCCGCAGGAAAGGTGCCGGCTTCTTGGCCGAGATCT
CCATGGGCCTGTTCTTGTTCAGACGCTTCTTCTTGCTGCTCTTCTGACTCTTGCCGCCGC
CGCCATCGTAGGCGACCTCGTTGTAAACTTTGGTTCCCACCTTGTTCTGAAGCTTCAGGA
TTTCCTCAAAAGACATGGTGGACAGTTCCTTTCTGACGTCTTCTTTTGTCCGGATCTCAC
TGCTGCCACCCCCATCACGATCGTCATCATCATCTTCATCATCATCATCATCACTGCCAT
CTGGACTGTCATCGTCGTCACTCAGGTCCTCCTCAAAGGATTTACCGATTCTACTTTTGT
CGACTCCATCGTCCTCCTCTTCTTCACTTTCTGATTCCTTCGCGTCTCCAACTTCTTCTG
CACCGTCTTCCTCCTCTTCCTCGGCACGATGGTCACCCTCCTCAATCCCTCCTTGCCCTC
CTTGTCTGCGTGTCAGGAGGGCAAAGTTCTTCTCCACGTCAGAGTCTTCATCCTCGCTGC
TCGCCACAATCGTCTTCTTTTTCACTTTGTCTCCCATTTTCTGTTAAGTCGTTTTAAAGA
ATCCTGACAAAACTGACGTGGAACAGTGCTTAAAGTCGAAGTCGGAGCTTCATTTTCCAC
GTGTGTTTATTTCGCCCCTCAGCGTCACTTTCAGAAAGTCAAACATAGTC
>CL7259Contig1
CTTTTCTGGACTTCTGTGTCTTAAATGTGGGCTTCACCCCTGTTTGCAGTCAACTGAGGA
GGAGGAGAATCAGCTGACTCCTTTTTTTTGAGGGGGGGGGTTACACTTTTGACTTGTAAG
CCTCCAGAGGAGAGGTGCGGGGGAGGAAGAAACAGTGCTGGACCATGCCCCCCTCTGCTC
GTGGTTCATCATCATGAAAGGGGGCCACCATCACCATCGCCACCACCGAGGCTGTGGCTG
CCAGCACTTGTTCCGTAAAGTCCTGGTCAAGTGTGGCTGCTGTTATGCCAGAGTCAGAGA
CTCATACTCGGCAGCAGGCAGCGAGGGCAGCATCTCCACCTCTGTGGTGTCACTGCCCCC
TCAGCCGTCGGGCAGCTCAGCCCCCAGCTCCCCGAGCTCCAGGCGCTCCGTTAGTACCCT
GAAAAAGTGGCTGACAAACCCAGTTAGAAAACTCAGCGTTGGATCTGCTGGCAAAGCGGA
ACGCCAGGTTCGAAAACTTGAAGGAAAACCTCCACCTCTTCCATCCCTGAGTCAGAGTCT
GGATCTCAACAGTCCCCCCAAGGCTTGATGAAACGCTAACCGTTTTACCTGTCACCCACA
GAGAACTGGAGTGGAAAGATGGCCTTGCGAGCCCCTGAGGACCTATCCCCAGGGTCACTT
CAACCACCCACCTGTATGAATGAGTCACTGACTGGCTGCATGTCACTACCCAATGCCCAG
GACACTCAGTCCACTGGTGGTTTTTCCAGATGACAGCGTGTCC
>CL7260Contig1
AGGAGAAAAGATAGTGGAGCAGAAGCAGCAGCAGCCTTCAACTCAATTTATTTGCTGCAA
CTTGAATTTAGAGCCTGCAATTTAAACTTATGAAAACATCTCTATCCACAGCTGCCTCTA
AGCTCAGCGGAGCTCACCCCAAAAGTTTGACCCCGCGGTTCTATTTGCCACGCTTCCCCT
TTGTTGACTGTCGGGCTGAATTGCTTCCAGGGAAACTTAACAGCATCAGAGCGTTCATCA
AGTGGTGGAGCAGTCAGAGGTAGCCAGAGCCGTCATGGCCGTGTCCCAGGAGCAGAGTGT
GTGTTTGGGGCTGTGGATGGTCCTTTTGCTTGGTGCGGGCATGGAGGAAGCTGTAAAGGG
ATGCAGCTGCCACCCATCACACCCACAGCAGCTCTTATGCAGCGCTGAGATTGTGATAAG
GGCAAAGATCTCCGGTGAGAAGATTGTGTCACCTACCAACAGCTCCTCACCTTACATGAA
GATGATCCACTACGAGATCAAAATGATCAAGATGTTTAAAGGTTTTGACAGGGCCAAGGA
TATCCAGTATGTGTACACACCTGTCTTCTCCTCACTGTGTGGAGTCAAGCTGGACTCCAA
CAACAAAGCAGGGTATCTGCTCTCAGGGAGTATGTGGAATGATGGCCGGGTTTCTATTGG
CCAGTGTGACCTGGTGGAATCATGGGACAACTTGTCCCTTTCGCAAAAGAAGAACCTTAA
CTACAGATACCAGCTGGGCTGCGAATGCCGAATCAACACGTGTTACACGGTGCCATGTGC
GTCTACAGGGGAGAACGAATGCTTGTGGACGGACTGGCTGCTGGATAACAGTCTAAACGG
GGAACAGGCACGGCAGTACGCCTGCGTGCGCCGCTCGGACATGAGCTGCAGCTGGTACCG
GGGCGGACCTCAACCAGATAAAGACTTCTTGGATATGACCGACCCCTGATCAACAATGCT
CCTCGTCTGTATTCCTGCAAAAAATGCTTCAA
>CL7261Contig1
CGATGTATGCCTTCACATACCTCCTGAGCAGATCTCCAGCACTCTGGGCCATGGCCTCCA
CCCCATCCTCAGGGATCTTAGTGAAATTGGTGAGGTCATTCCCACTGCAGTAGAAATCCC
CAGCACCGGTAAAGACGGTGATGACGCAGTCGTCTTTAGCTGCCTGGTCCAGAGCTGCAA
TGATCTCGTTGTACATCTCGGTGGTGATGGCGTTCTTTTTGGCCGGACGGTTCAGCTTGA
TCGTGGTGATGCCATCCTCCGTTGTGACCAAAAGCGTCTCATATGCTGCTCCGCCTCCCG



TAGGCTTTGCAGCTACCTGGGCGGAGCTTTGACCCTCAGCTGTCAGCAGGGAGCCAATCA
GGTCACAGTACTGCTCCCTGGCTTCGTCCTGCGATATGGAACCCAGAGACTTCCAGGCGT
CCCACTTGGCCTTGTTGACAAAGTCCAGCATCCCTGGTTTGGGGGCGTTACAAGGACCCT
GAGTGGCTTGTTTAAAGAGAGCGTAGATCTTCAGCTTGACCTCGTTGCCCGGATCTTTCT
TCAAGGTGGACAGCCTGCTCTTTGCCTCCTCAAACTGCTCCACTGTCGCACCCATCAGAG
GAGACGCTGCGGTGTGGAGCCCCAGAATGGAAACACTGGTCCTGAGTAAACTGCTCAGCC
GGACAGAACGCCACGCAGCGGAGCTCCTCAGGGCGAAGCCGGCCATTTCAGTCCCAACTG
AAAGGTCCAAAGTTCAGGAGGACAACCGGAAGAGCTAACAGGCAACGTTTTAGCTAACAG
CACTGAATGCCCCGGCCATAAGGCCCGGG
>CL7262Contig1
AGGAATTCGGCACGAGGAGAGAGAGAAACGTAGTCGTTGTCCGGAACAGTTTTCTTCCTT
TTGTGTCTTTTTTAGCGCCACAAGGTTGAGCTAGCAGACTGAGAGCGCAGGCAGGAGAGC
CTTTGGTCATGTCCGGGCAGAAGAAAGGCGTTGTGACGCGGCAACAGAAGTGTGCCTTCT
GCAGAGCCAACCGGGACAAGGAGTGCGGCCAGCTCCTGGTGTCCGACAGCCAGAAGGTGG
CAGCCCACCACAAGTGCATGCTTTTTTCATCAGCTCTGGTCACGTCGCACGCAGACGGCG
ACACCATCGGAGGCTTTTCCATCGAGGACGTAAAAAAAGAGATCAAAAGGGGAAATAAAT
TGATGTGTTCTTCGTGTCACCGACCGGGCGCGACCATCGGCTGCGACGTCAAAACGTGCA
GAAGGACGTATCACTACTATTGCGCCGTGAAGGACAAAGCCCAGGTCAAGGAGAATCCCT
CCCAGGGGATTTACCTTGTTTACTGTCGCAAACATCGCGATGCTGCTCTGGACGACGTTG
AAGACGAAGAAGAAGGAGACGTGGCCAACGACTCGGACTCCTCGCCTCCACAAAGCCGAG
GCAGAGGGAGGTTGGAGAAGGCCCGGGCCAAGGTCGGATCTCGTGGCCAGTCGGAAGAAA
GTCGCTCCGCCTCCTCGCAGGCTGCAGATGAGGACGGCTCCTCGCATCGGGACAGGTCCC
CTCTCCGAAGCAGCCCGGCGGACAGCGGCCAGCGCTGCGGGT
>CL7263Contig1
AGACCATTACGGGAAAACGCAAAATGAGGTGCTTCTATCACCTCAACATCTTGAAAATGT
GTGAAGTAAGACAAACACTGTGTGTGTGATATCCACTAAGTTTTTAATATGTCCCTAACT
TATTCTGAGTAGTGTAATTCATCGATCCAACTTTCTTCTTCTAACACAATGTAACAACCT
GCCATTGTTTTTCCACAGGATGAAATCAAAAATGCACTGGAGAGGCTTCGTTCAGAAAAA
GATGCGTCTGTGTCAGGTTTGAATGCAGAAGCGTTTCCACCTTTTCTTACGCCTTATAGT
TCGAGATTGAAGAAATGTACGGATATGAAAACGCTAGAGAAGAAAGATCTTCAGCAGGAC
AGTGAGAAATTGAAACAGTCAGATGAGCCAAAGGCTAAAAAGATCAAAGCTGATCCTCTT
GAGAGCAACAGTCCTGTAAAGACAAAGCAAACCAACAATCTGATTGTGAAAGAAGAAAGT
CACACGGATGAGACTTTAGAACAGTTTGATGAGCCAAAGGCTAACCTTGTCAAAATTGAA
TGCAATCCTCCTGAGTGCAGCTACGCTACTAAAGAAAACAATGGAAGGAGCGATCAGGAA
CTGCTTTCCTACCCTCCGCTTCCTCCAGTTCCCTTTCCGCTGTTTCTAAACATTAAAGCG
GCTTCATACAGCATCCCTCAGAAACTAGCGGTCGACGTGGCCCTCATCAGAAACCCCACT
GGACTCTCAGTGAGCTGGGACGTGATGGACGAAGATCCCTGTGCACCGCCAATGGAAAGT
TACACCATCTTCCTGACGATGGAAAAAGTAAAAGGTAGCGGCATCTTCCCAGACTGGCAG
ACCTACAATAAAATGGAGGCCAAGACCCTTCCCATGTGCGCCCTCATCAAGAACTACATA
CCAGGCCACAGAGTGTGCCTTGCTGTCATGGGCAAAGACAAATTCGGCCGATATGGACCC
TACAGTGAAGTTGTTACCTCCATCATACCNGAATAAGAGCAAAGAGGAACCGGAAAACCT
TTATTCCATGTTTTTTCATGTAAACAAAGATGTTAGTCTGTGCTTTTTTTTACTTTTTTT
TTGCCTAGTATCATTTCATTGTAAATGTTTTGAAAAAGCAGTGACTGCTATTTTGAATAT
CTTTCATGTTATACTTTAATGAGAGATTCACACAAACTTGCTGCTTAACATTGTAATAAA
TCATTTGTTTTATTCTGTCAACTAAATAGATTAAAGAAAGTTTAGGAAGTTTTTTTTAAA
GCATTTCACTCTGAATCAAAAAGTATTATTATAACTAAGTTAAAATTACGTGTAGTGTTC
TTTTTTTAGAAGTTTCAACATTTTTGTAAAGTACAAAGTTTGCGTTTGTTAATTTTCTGT
ATTCGTGGTGAATGTGCATTCCCATAGATCAAAGTATTTTCAGCTGTACTGGTGCTAGTG
CAGAGAACATCTTAGGTTAAGT
>CL7264Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTCAGACAAACTTAAAGTCTTCTTTAATGTCGAC
ATTCAAACAAATCAGTACATTCAAAAAATACATGATATCTAGTGGATGAAAAGTTGGGGA
AACATAAATCGTGATCCCCTAAATGACCCCAAACTGGGATCAAACAGTAAAATAAAATCT
GGAATCATGAGAAGATCATCCGCAAACTCATTCAACATCATCTTCTGATAAAGACTGAGA
GCTGACGATTCGCTGGCTGATGGTGGGCAATTTTGTGAGCAGCATCTGAAAGACGGGAGG
AGGCAGAGTCTGCTGGAGAACCTGGAGCAGCTGCTGAGGTTGGCCACATACCGCGATGGC
GTTGGTGAGGTGGTCGACGCCTTTCTCAAATTCACCTTGTGACAGCAGCTCCTCTCCCAG
CTCGATCTCCTTTAAAAAGAATTTCTGCACCGCTTCAGCGTCCTTCAAATCTGGAAACTT
TGATTCCCCAGAATTTATGTTTGAAGAATTCAGCTTTCTTCTACGCTCTCGAAGCTTTTG
TTTGAACTGAGGGTCACTCCGCCGCTTCCTGTCGAAATAGAAGCAGTAAGCAACGAACAC
AGCTCCGCACACGCCGGCCACCACCGCGCTTTTCCCCCCACTAATCATTTTTAAACACTG
AACAGAGAGGAAGGACTAGCCGGCCAGCAGCTAGCACACAGCTGCGGAAATGCCCC
>CL7265Contig1
ACAGTTGAAGAAACCTTTTATTTATGAATGACTGCCATGTTCAGATGGTAAACACAAAAA



AGGCACACATGCACACACAACTCAAGAAGTGGTTTGATCTTTGCTAAATTTAAAAGAAAA
GCTGTCACAGCAGAAGGAAATGTTATAGACAATCTTTGCTTTTTACATAAACAGTTACAC
CCTTTTATTGTTAGAACATACTTAATGAAGGTTAGTCTTGTAATACACGCAAAATCTTTA
TTTACATTGCCAAAGCCTAAGATGTGATTAAAAAAATCTGTTTACATTCTCGCANGTGCT
CAAGTAGTCAAACAAGCCTCAACTGTGACTACATGGGTTCAGTCAAAAATTTAACCACAG
ATCACGTACAGTCATTATATCCAAAACCCGTTTTTTTTTTACATAAAACCTGAGGCAAAA
AAAATCAAGATGGANATTAAAAACAATTTCAATTAAAATATATNGTACACAACANAAAAA
CAGTATTATTGGTTAACTGACTTGACACANACTTCTTTAACATGAAATATAATTAAAGTC
AACACTCCCATCTAACTTCTATGGTTGTCTATATCTAAATTTGAGAAATATACCTATATN
TTTTATGAGTTGTGATGTTTCAGAAACAACAGTCATTAAAAATAGTTTGGGGCTCATATT
CATATCTTCAATTGTTAACATAGACTTTGTACTTTTTAGGTCTTGCATTATGAAAAATAA
AAAAATGATCAGCAAAACAGCACAAGCAAGCTTATTAATAAGATCATTACAAGAGCGGAT
CTTTTATATACAGTCGATTCTCTGTACATACAAAAAGAAGTGTATTTTATCCCAAAAGTG
AATGGAATCAAAATGCTGGTTGTCAAAGTCCTACAATAGAAATTAAGATTTTTACCGAAA
TGAATTTTTCAAAATCCAATTACTTAATTTAAATTTTGTAATACCTATTCAGCTAGAAAC
GCAGGGTTAACATGCACTGTATGAAAAGAGATCCATTAAGGTGCACCAACTGGAAGCAGT
CACTGTGAATTTAACTAACAAAACAGAGAAACCTAAGGTAAAACATCTTGTCTCACACCA
AGAAAACTGGAGAGAATATTGAAAGTTCAAGTTTTTTTTTCATCCTTTTGTTTTAGAAGG
TGAAATTTTCCACCCTGGCAATTTCCAGTGAAGCTATAACAAAGACAGTGTTTACGTATG
ATTGTAAATGTGTAGCGGCTGTGCGTGTTGACAGCGTTTACACCACCCCTTCAATAAAAC
TGGTGTCTAAGTGAACGATGAGCATTCTCACCTCGTGCCG
>CL7266Contig1
GGCTGACCAAAGCACCTGGAGAGCGGCCTTGTAGCTGGCCTTGCTGACCAGCAGGGCCGC
TGTGCTCTTCTTGCCCATCCTGCAGCCAGCCGCCTGCTTGTCCTTGGTCTTCTTGGGCGT
GGGCGGCTTCAGCCACAGGCTGCGCTTCCCGCTCTGTTTCCGCCTCCCCTTGGTGCGGAT
CACCTGCGCGCACCTTTCGCACAGGAAGGACTTCTCCGTGACCGTGGACTCGGGGAACAC
CCACCGCACGGTGTCCGGGGTGGTGAAGGTGTACACCGCCCTGCGGTTGAAGGAGCGTCC
GTGGCGCTCGAACAGCAGCTGGCAGCACGAGCAGTTCCTGTCCTCCGGCCGCGCGGGGTG
TCGCGGCGTCACCCGGGAGTCCGGGTCCGTTCCGGGACAGCCTTCCTCCACCGGAACCCT
GTACTCCATCCCGGCGGCCACAAACGCAGCCGCCGGCGGGCTGCCACGGTCACCGTCCGC
CGTGTTCGCGTAGTCGTGCTCCGCGGCGGGTCGGTGCTGCTCCTCGCTGGCCATCAAAAC
CCGACCTCCTAATACCTCCTAAAGACCAGGAGCGCAGACGGACTGGAGGGTCATCCACCT
AAAGCTAGCCAGGAAGAAGAACCGCCCGGTGGGGGCGACAGCAGCAGCGGGTGAACCGAC
GGACCTTTGTTTATGGAAACCGGTGACTTCCGGAGTGGTCACGTGCAGCTCAACTCTGAC
TGAGGCGACGATAAAAGACTGAAAGCAAGAATAACCGACACATGAAGCGTGCCATAAGCT
GGCGGAAGGCTCCACAGGACCAGT
>CL7267Contig1
ATGGCAAGAGTCAAGCAAAATCAGAACCAGGAAAGAAGCAGGATGTGATGACTCTCTCAG
ACAGTGATGATGTCCAAACCATCAGCTCTGGATCAGAAGACAACAAAGAGAAGGAGAAAG
TTCCTACAGGTGTGCCAAAGAAGCAGGTGGCAGTAAAGTCCACTCGAGGCATCGCCTTGA
AAAACAGCCACAGTATGATGGTAAAAACCGGTTCAGGCGGAGGAGGAGGAGGAGGAGGAG
CAGGAGGCCAGGGGGGGAAAGCTGGGACGTCAGGACAAACCACAGGAGGCGGAGAAAATG
CTCCCAAAAACACTCGGCTGTTCTTCGATGGCGAAGAGTCCTGCTACATCATTGATGCCA
AGTTAGAAGGAAATCTCGGACGTTATCTGAACCATAGCTGCAGTCCAAACCTATTTGTCC
AGAATGTGTTTGTGGACACTCATGACTTGCGGTTCCCCTGGGTGGCTTTCTTTGCCAGCA
AACGAATCCGGGCCGGTACCGAGCTGACATGGGACTACAACTATGAAGTGGGCAGCGTGG
AGGGAAAAGAGCTGCTCTGCTGCTGCGGCTCCACAGAATGCAGAGGAAGATTGCTGTGAT
CCATTAGAAATCATCCCCCCAAAATATACTTAGGTTCTGTAAATATTTTAATGATTGATT
TTGTTTGGTTTTTTAACTATGACATGTTGTCTTCATAAATTGCTATTAAATGTCTCATT
>CL7268Contig1
CCCATGATGCCCAAGACGGTGCGGGAGCCAGATGCCACCTGGGTGTGACCTGCATCTTGG
ACTAGGTGCGTGGGCAGGCCGAGGCTGCTGGCCAGGGCCTGCAGCTCCAGCAGGTGAGCT
GCATTTGTGCCTTGGAGCACCACCTTCTTTGCTCCACTGTGGTCCCACTTCCAAGCCATC
TCCCTCCAGCTGTCCTTCTCCTGCAGAGTTTGATACAAACCCACGGCAGCATGACCCACC
TGAGCGGCCACCTTTCCAATTCCCATACCCAGGTCCATGTTGACAACAAACACCATCTTG
AACTGCACGTCATCCCCAACTTCCTCCTCATTCTCCAGCTTGTTGAAGTAGTACATGGCG
GCCTCCTCAGCAGAGACGTTCCCCGTCTGCAGGAGTGCCTGCTTGGCTGCTTCTTCAGGG
ATGTCCAGCTCCCTGAGCTGCTGCAGAAACACCGGGTTCACGTCTGCAGGACCCAGCTCT
GGTCCTGGCTCCTCTGATGGCTCCATGTTTTCTGGACTGAACGTTTGTGGTTCCGGACAG
CGATGAAGACCGAAATTTCCTCTCCCGTTTCGCTGAAGTCCAACTCTCACGCAGGGCGAG
ATAATTTCAAACTTAAAGCGTGGTGTCTTTCTGTGTGCTCGCCTGTGCTGCTGCGGTCAA
GCGGGCTTCCTTTGAAGAAGAGAGGGGCGGAAAGCGACAGTCAAGCTAGCCGCCCTTCGT
TAGCCTGCACGCGCGGTCAAATCTCCAATGCGCGTCTTGGCCAAC
>CL7269Contig1



ACCTTTATTTTACAATTACATAATGCCAGTCAGTGGACCAATAAAGTTTTTTTTAACAGA
TTCAAAAAACCCTTTTATAGACCTCTNAGAAAAAGAAAAAGTAAAAAATACCAGCATGCA
CACCATCCCACTTGTATCAAGGAGGAGTCCACTAAGGGCATGATGGGAACTGCTGCTGCA
AAGTCCAAAGCTCTGTTCAGTCCAGAACAGTTTTATAAATTACAAATAAATTAAGACAAT
CAGCAGAAAATTTAATGCAGACACCGCAGGCTCTCTGTTTGGTCAGTGGTGTGTTTCCAG
TTCCACAATGGTCCACTCCCCTTGTGGAGAGGCAGCATCTTCTGGGGAGAAGCTGGTAAC
AGTGATGCTGGTGGAAGAGTCCTCCATAGGTGAGATGAGCTCTGCCCAGCGCTTGAAGGT
CTCTTTTTCAGGGGACAGGATGGCCTGCGAGTCCAGGCAGTCACGGGACAAAGACAGCGT
CTGCTTGATAAGGTACTGAGCCAAGTTAAGCTCCTCAGGCACAGGGTTGATGACGCCCAG
ACTGGACTCGTGGTCTGAGAGAAGCTGCCTGAGCAGGCCCCAGTCCTGCTCTGCAAACTC
GCTGCTTTTGTCGCCATCTTCTCTGCGTTTGTCTTCTTCCACCTGTCGTTCACCATCCCT
GGCCTTATCCCAGCAGTGCTCAAACCTG
>CL7270Contig1
AAAATAAGAGAAAAGAGGGAAGATAAAAGGAGAAAAGGATTTTTTTGTTTCTTTTTTTGT
TTTACCCAAAACAGGAGTAGAGAACAATTTATTTAAAATTAGAACCTTTCTTTTTCAAAT
GCCACAGGCATAAAGAACGTAGCAAATGTCTTTTTTTTCTCATTTCTATTCATTTCTTCT
GAGGTCTGCATTGTTACCAAGTAGTGATATGGTTTTTGCAGCTGTATGAGCTTTGACTTT
GGGTTTTTATTTTTCTTGATTTCCTGTTCTCTTGTGCCCATTTGGTTTTGACTAGACCAG
TCTCAGCGCCGCGACTGATGCTCTTATCGTGCTGTAAGAGGTAGAGTGAGACTTGTTTGC
CACAGAGGAGTTTGTGGCAAAACACACATAGAAGAGGGAAGAAAAAACACACAAAGTAGC
TGAAATATAACCTTTTGTTGTCTTTTACTCAGATTTTGCCCTGATAATAAATAACAAAGA
TGTTATTTATTGTGAATTTTAAACCTTGTTGGTGTTAACTTCTGAGAAGTCACATCTTAA
GGTGTCAGACACCTTTTGTTTAGTTTTTTTTTTAACTGTTT
>CL7271Contig1
AAGGATTTAAAAAAATGTATGTTTTATTCAAAGAACGGGCTTTTCCCCAAACTTTCTTTT
CAACGCAAAACAATACAGAATATAAAACACAGCTTTGGTTTAACAGTCAATACCACCTCT
GTACAAAACTAAACCTTTTCATAAAAGTACTTCATAAGAAAAGTTTCCTGCTGATCTTTA
ATCTACATCTTTACCACCGACCCCCAAATGTTGGAGATAAAGGCGAAAGTCTGTTCCATA
CAACGAAACATGGACAACTGCTGCTGGAGAAGTTGCGGGTTCTTCCCCCCCGCAACGGCT
GAACGCATCGGTCCCAAACGTGGACACCTTACGCACAGATTCCTCTGAGTCTCTTTCTGC
TACCAGGGCCGCCACACCGGCTCGCTGCTCTCTGAGCCGGTGCTCACCCCCACCGGGCTG
ACCGCCTGTGACCCCCCGGAGAAGGAGGTCATGCCGTGGACCGGGGACGTGGCGGTGGGC
GCTGAGCTGCCGTGCACCGGGCTTGCGTTGACAGCGACAGGCACCCCCGCGTTTGTGTAA
AGGGGAATGACCGGGGCCGTGGCGGAGCCGAAGGCGGGGTTAGGGATCAAAAAGGCGAAC
TGTCCATCGGGAGCAGGGACGAGCTGGAAGCCGCCGAAGACTTTGGGGGACACGGCTTCG
GCGGGGCTGAGCTTGGAGGCCATGGCCG
>CL7272Contig1
TCTTCACTGGAGCACGTGCAACTGCGTCTGTCCCCACAGCAGCTTAACCAATCAGGTAGG
CCCGGCTGAGGCGTAAGGTTTGCTGACGGGGCATGTTTCTGCACTTCCCTTTGAAAATCA
CCCAAAAATCTTCAGGAGATCCAGTTTAAGGAGATGTTTGTTAGTCATGAAAGTCTGCAG
CAGACCGTTTAGAAATGGTTTGCAGAGTCGGGTTCTGATTTTCTAAAATCGCGCTTTCGT
TAGATCGATTCACAAGTGAATTGGATTCCATTCAATATTAATTCCTTTTTTCGGATTTCC
ATTCCTAAACCGACGTTGCTTGATTCTATTTTCTGAACTTGTGCTTTAAACTTGACGTTG
CATTTTTGCACGGTTTCTACAAGGGCCCATCGACATTAAAGCTAGCCATGCGGCATCTCA
CGCACCGAGATAAGACCCTCCATCAGGCTCCCGAGCACCGATGCTCCTGTCAGGCTCTAA
TGTAGCACAACTTAAACCAAAATGTTCTTTCCAAAAGTAGAAGTGAGCGCCTGTAACCTG
CGGGCGAAGGGGGCAGTGAGTATCTGGACCGGGGAGGCTCTGCTAGGGCCAGAAACCAAC
CAGAGGGTCCCTGCCAGCCCTGTCCAGACTTTTCTCACACTTCTCTCCACGGAGCCCATT
TTCTTACGCTGGGGAGGGAAGCGGCACGCTCCTTAAGACATAGACGACTCCTCGTTGCTC
TGAACGGACCCATAGGGGGCGCTGTCGGAGCAGGAACCCGTCCACGGATGGGAGAACCGA
GCCAGACTTCCTCAGCCGGAATGAAGGGAATCTTTCATGTTCTACCTGCATTATTTTTGT
AATTCATGATGAAATATATGTTTTGATGGAATATCAAAAT
>CL7273Contig1
CTCTGCAGGCAGTGAACCATGTGGGCGTTGCCATAGTGTCCAGCGCCGTCACTACAGCAA
TCTCCACAGTCCCTCTGTTCTTCTGTATCATTGTGCCTTTTGCCAAGTTCGGTCAGATTG
TGGCCATCAACACAGCCATCTCTATTTTCTTCACCCTGACCATAACCGTTGCCATGCTGG
CCAGTGTGGCCCCTCCCCACTTCAGCAGACACCGGCGTGCTGTGCTTAAGGCCACCCTGG
CTGTGATGGCAGCTGCAGCCCTGGGAGCTCTTATATGCTGGGTGGGAAGACAGCAGGGCG
TATTGGCCTGGCTGTCGATCAGGACATAAACTCTGCAGTCCATCCAGCGGGGCGACTCCT
CCTTGATACTGACCTTCGTTCCGAGTCAGCAGGAATATCAGACCAAGAAGTGATCTTGTA
CTTGATAGCACAAAGATGTCAGAACCACTTTAGGGATTATCAACTTTTTATCCAACCAAG
ATTTTTTTTTAACCTATTTTAATGAGTATTATAGGAGCAATTCCTGCCTGCTCAATGTTT
CTGGAGTGTTCCTAAATGACACTATGATGGCTGACCTTTCTGGATTCATATGATGAAACG
GTTTCATCTTGAATCGAGTCTTCTTCACATTTGTATCAACTTTTTAACATGAAAGAGCAG



CTGCCTGTTCTGACAGAACGCAGTGCTCTGACGTCTACCATGATTCTGTGTTGCTGGTTC
ACACAACATCACCTTGTCTTGACTTCAATGTGCCAAATAGTGGGATCAGACTATATTTTA
CTGTAACTGTAGCCAATTTAAACAGTTTCATGCAAAATGTGTGAACGTTTTGTTTTGCTA
ACTAAACTCGCCGATACTGCCAGCGCCTCACACAAATTTTGCCCCTTTGTTTGCGTTCAT
TTATCATTCGCTGTTCCTGAGACCTCTCTTCTCCCCCTCAGGTGTGCCCCCACCGCTCGA
CTCTTAAATGCGGTCATGGTAAATCACTTTGTTCAGTTTAGAGCTTCACTCAAACAGCCA
TTAGTAGTGTTTCCTGTCAGTGAAGGTGAGGGCCGTCTGTCAGATCACAACACAATTATG
GTCGGAGGACTGACTCTGGTCTTTTTTTTCTGTAC
>CL7274Contig1
TTTGGAGAAAATAAATGACAAAGAAGACTTCAGAACAAACATTCTTCTTTTACCAAAATA
CATGTTCCAATAAAAAAATTATTTCTACTCAATCCCATAAAACTTTTTCCACACTTTAGC
TTATCCCTCATCGCTCAGCACTAAAATGCGTAAAAACAGAACAATATTTGAAACTTTCAC
ATTTTTTGTCGACTAGATTCCAGTCTTCCTTTCCCAGAGAAAAATGTTGTCTCTGATCTC
GGACTCCGACGGACCACCTGCCACCATGTTTCCATTTCGTGTTCCAAAGGACCTCACAGA
CTCGGATTTGTCACTCAAAATGTCACAGACGCTTTCGGATGACCCAACATGGGACACGCT
GCTCTGTCTCGAGGCATGTCTGTGCTCAAAGCTGCTGTTGGGGCTGTATCCATGGGAACC
GCTGCGAGTGCTCTCATGTGGGTTTGGGTGAGTCTGGAAGGTTTTGCTAAAGTAATTACT
ACCAAAGGATTTCTGGCTGCTGTAACTGCGCTCACACACAGACTCAGGCTCGAAATCAGG
CTTTAAATACTGATGAGGTTCTTTTTCTACGCTCACTGCAGAGTCTCTTGTCAGGGCAAC
GGCTCGACTGCATGGAAGAAGCCCGCTGTCGGTGTTCAAAGATGGCCGTACGGGAGATGG
GGATCTGCAGGGTGTTGTGTCAGCAGGGACAGAAGAAATCCCATTGGAACCCAAAAGGTC
AGCATCTTTGTTTGTGTGGACATCTCTGGGCCCGATGGTGGAGAGGGAGGCAGTGCCTTC
GAAATGTGGTCCAACTGTTGAGGAGAGCTGAGGTCGCCCAAAAGGCTGGAAATCGGACCC
GTCAATGCCGGCCATTGACGCTATCTGACCAAGTCCAGCATCTTTAAGGAGATCCAGGAA
AGCATGGAACTTAGTGAACGAGTTCTCAATGCTTTGAAGGACCGCCTCATCTTCAAAAGC
GCTGAAAGCAGACGGTGCTGATGCTGAGCGAGCGGCTGTAAGGGCTTCTGTCAGGGAGCG
GTTGGCATCACGAAGGCGAGCACTCTCCAACTCAAACTTCCGAA
>CL7275Contig1
CCTTCTTTACATTTTATAGAAACTGTGCGTTGGCATCGTCCTCATCAATCCTGATACTGT
TGGACCCTCCTCAGAAAGCCTGAGCCATCTGCTCTTTGGTGTTCGTGAAGACTTTACCTT
CTTCAGATACATTCCTTTAAATCCAGCAAAGTCCTGCCCACGCATCACTGTTGATGTAGC
TCTGCAGAAGCGAAGCTCACACCTTTGACTGTTACCAGGCTGTCAGCTTGGCTGCAACGG
TTTACAGGTCACAACGTTTCCGATCAAATTCTCTGTAGAATTATCCTGCAGTAAATGAAG
CGACCGTTCGATTCCTCCGGGACGCAGCGTGCAGTCCGTTTCCTTCATGATCACAGCTCT
CGCTGGTACATCTCTGTTTCTGCCAGAGGGAACTGAGATCGATTTAGCCAGTGCAACGGG
CTCGTCTGCAGCTCTGTGGAGGATTTTAAAAGAATTTTAGGGTTTCTTACTCATCACAGG
TTACAAAGCCATAGAATAAAAGACACATTCCAAATATAAAAGAGCACAATGTGAGGAAGT
TCTGCAGAACTTCACCAATTAATGTTTAAGACATTTTTGCATTTAAACTGAAACTAAACA
GCTTTAAAGGAAATTCTGTGTTTAATGCAACAAAAAAAGGCAATGAAAAATCTGATTTAT
CCAAACGTTCAGCAGGGATTTCCATTGAGTCGCTCTAGTCCTGTGTCATACTGGTGCTCC
TGGACTGGATCAGAACCACTTCAACACGCAGAAATCTTCCTTCGGCATGCTCACTCTCAA
CTATGTGTCTGCAGCAGACTCAGTTAAAACGGCCTCTTTACTTCATGTCCTGACCAACAG
CAGCTCCTTAGAGCTCAAGGTCTCCATCATTGGTCTGGCTGAAAGGAGAAGATCTGAATG
TTGATGTTTCAGCAAAGTGGGAGGAGCAAAGCGACACATGGCCAATATTTATAAAAGAAA
GATGACCTTGTTAGATTTTAGGAAATCCTGGCTTCCACAGTCACATCTAAGCAGATGTGA
ACCCAGGAATGACGCACACACAACCTACCACTTGGTGACACCATCAGAGAATCTGTGGTT
GCAGGTTCACAAACATACGTGACGGCCCTTCGTTAAAGTCCCTGTACATT
>CL7276Contig1
CGGCTCTGTGCGCAGAAGTTACTGATGGGCTAGCAATGTCTGCACTACGGTTAGATTCGT
GAGTGTAGAAACAGCCGAACGTTAAGTCTCGGGAATAGGAATTAACACAACAGCGCTGTT
GTTTCTGTATCAGTGACAGCTAGATAATGTTTTCCTTGACTATGTCGGTGCAGCCACAGG
TGACTCTGCCTCTCAGCCACCTCATCAACATCCTCCACCCCCTGAAGAGCTCGTTTGGAA
GCAGCAGCAGCGCCACTAGCAAGTCGAGAAAACGAAAAGAGCAAGACTCGGACCAGCATT
GTCCAGAGACTACATGGACCATACGGGAGCTCGGCTTTCCCGACCTCGGTAAACAGCAAC
TGGAAGAGATGGTGAAAAGTGTTTTACCACTCATAAGCCCAGATGTTGTGTCCCCTCAAC
TTGATCGTCAGACATTTTGGAAGACTTCGTACGTCTCCTCACACTCCTTTTCCCACAATA
AGTATGGCTTCTCATGGAGTGCCATTCCCAATTCAGCATCTCCCCTCTCAAGTAGGCACC
TTTCACCTCTCCAGACTGTTTGCACAGAGCTGAAGTACTGGCCAGTGTTTGCTCAGACGA
GAGGCTTTAAGACTCTAAAGAGTAAAACCAGACGTGTGCAGTCAGCGCTTGAACGCCCCG
TGGGCCCTGAAGCATTCACACCATCTTTTATGAAGGGTTTTCTTACGCGCGACAAAGGGA
TTGAAGTTGAAAGTCTTGACGGCTTGTTAAAGAACAAGAACGTACCGGACGGACAGCAGG
ATGCTTTTAAGAGAGGCTTCGCTGAGGGGTTCCTGAAAGCTCAGGCTCTGACGCAGCGCA
CTCAAGACTCTTTAAGGAGAACCCGCATAATCCTGCTCATACTGCTTCTGGTTGGACTCT
ACGGCATCTTCCAGAACTCCTTT



>CL7277Contig1
TTTTTCTAAAAAAGGGGACATTTGTGACCAACATTAGCGGTACAACAAATGGCATAAAAA
TGAAATATAACACGGATACATTTTGACTTTGAAATGATGCACTGCTTTAAAAATGAGCTG
AAATCCTGGTTGTTTTCCACACACGTGCACATGCATGCTATGGAGGTCTTCTGGCTGGCC
TCGGGGTTTCTGGGGTACCCACAGGAAATGTCCAAAGCTTTGGGCTAAATGGCCAATACT
AATTCATATGTGGTTTAATCGGTGGAAATGTCTGACTTTACACGTTTCTGAATGCAACCT
GGCTATTGGGCAGTTTTAGTCATGAAACAAACAGGAGGTTTCTCTTGGTATAGTAAAAAA
ACAAGAATGTGGGCATAAAAAATGCACAAATAGATTTGTTGGAGAAATGACGAGTACATT
AAAAGCAGCAAGAATTATATTCTAAAAAAAAAACTGCTTGCTCTAAAAATGTTGAAATTC
ATTCTAATTTGTAGAAAAAGAGATATGCTAGATCATAAAACACTGTCATATTAAAATCTA
TTTACGATATTTACAGTCTTGTCATAATTGCTTGTAATAAAATATTAAAATTCGAACAAC
AAAACAACTGGGCTTAATTAGATGTCAAATATTAACATGTTTTTCTAAATTCTTAAAATT
CAAAGATATCTGTTCGGCCCAGTTCCCTTCCTGGTTTTGGCAGAGTCCACAGCTTTGATA
GTCCCTGAGAGGGCAGTGCTTCTGCTGATGATCATGACAGGCAGCTGTGTGCTTGATCCT
TCAGAAGAATTGGGTTTATACTTCAACGAGGGTGACTTGGAACTGACCGCTGACCTCAGA
GATCTCGATTTGAAAAGCCAGCTGGTTGGTGTAGTGTTCAATGATGTTGTTGTCCATGTT
TACAAAGATCCCTCTCTTGCATTTTTTGTAGATTTTCCCCCGGCCATAAGGCCCGGGTTA
AACGGCGCGCTCAAGCC
>CL7278Contig1
TTTTTTTTTTAAACAAAAGAACCAAATATTTTTATTGGGGGAAAAAAGTCATTTTACAAA
TATTCATAAGTGATGAAGATGAAGGAGCAGCGTCACACCTGGCTGGCTTTCTCCACGCTC
TTGGCAGCATCCTTCAGCTTTCCAACTAAATCCTGCAGCTGCTCTGCTGTGCAGCTAAAA
TCGACATCTTCAGAAGCTCCTCCAGTCTCAGTGCTCAATGATATCAAGTAGAAGGGCTCG
TTGACCTTGTCCAGCTGTCCGTTCTTCATCTGATACTGCAGGCGCCATGAGACGTCTTTA
ATGTGAGCTGGACCTCTGCCTATGCTGGATAAAATAAGCTCCAAGTCCTTCTTGTGTTTC
TGAAACGTGGTATAGAATGTTTCTACTCTTTCTGTGTTGAATGTGAGCTCCTCCAGGCTG
AAGCTTATGGTGGATTTGTCCGCGTTGTGTTTGACTGCTTCCAGGATGAAGGTGGTGGCG
GCGGCGTGGATCTGCTTCAACAGGATTTTGTCCAGGTGCTTCAGTTCAGGCAGATCGAGC
ACCGCGGGATCTCCGCGCGAGAACAGCAGACTCCTAAAACACGCGTCCACCACAACCGGG
AAGCTGCACCGGTCCAGAACCGTCTGGTCGCCCAGAGACTGCAGTCCTCTCTGCACAGAC
TCAGACAACTCCATTTTGCAGAGAGCGAACCACGTGACGCATCAGCTGATCAGGCGCGTG
CAGCAAAATGAGAAGCAAGGAGAGAGAGAGCTGCAGCTGCAGAACTCCGCAGAAGCTCCT
GGCTGAAGGCGTCGGTTTGAGCTCCGACTCTGACTCCTCGCTCTGTCCAAAGTCCGGTCT
GGCTCCGGGTTGGGAAACAGATTATAAATAATGTCGGTCCGGGCTGTTGGGTTATTTAAT
TTTTTAATTTCAGTATCACATCTGGAGTTGCGCGTTTTAAATGTTAAGATGGAGAAGCCC
CGAAAGAAAGGACTGGGGGCTTCGAAGTCTGTTCATCTAAAAACTCAAATGTCAGGTATT
TATTTATTAACTATGTCATTATGTTACCCCCCGGCCATA
>CL7279Contig1
AAAATCACAGCAATTATTTTGTAAAATNCACTAAACAGAATCTGTGCCTGAAAACGCACA
GATCCTCCTGCAGCAGCTGCAGCTGCAGCTGCAGCAGCAGCAGCGCTGAATAAAGATAAT
TCAATTTTTTTCCTGTAAATTATTGTCCAATAAAGCAAAGAAAAGAGTGAATAATATTTA
ATGGAGGGATTCCAGATATTTCTCTGACGTGGATGCATTCCTCATCTGTCCATAGAAGAA
CCCCCCCTGCAGGTCTGGCTTAACATGGCAGCACCATCAGTCCCAGCACCACCTTTTTTT
GAAAAGAAACAGATCTCTGCAGCTTCCTGGGAAACTGAACGGCCCCCTGGGTCTCACTGT
TCTTTCGTCCATCTGTGTGGATTCCTTTTTCTCAGCTCATCATCTGGACTTGGTTGTCCA
GATGATAATTTTTAAACCTGCTCTGCGATTTCTCATTTTTGGAATTATGATTGTTTTTGT
GTTCTCCCCAAAAATGAGATCATTCAAGAACTCGGATACTAACGCGAGGTTTGGTTTCTG
TTACAGCGGACTTGGCCCTTTGCAATAACTAGATTTAATCCCAGCATGCACAAGTGCTGG
TTCACCATCACACAACAGAACCGGGTCGAACACAGCAACTGCCTGAGCTCCTAGGGACTG
AAAGAACTTGGTTCTGTTTAGCAAGGCAGAGTGGACCTCTGCACAGAACCCGGACCACAG
ACTTTTGTGCACAGCAGTCCCAGGTTCCTGCTACGCGGCCCCCCTCTGTTCCTCGTGAGA
GCGCTGGTGAAAGACAAAAGACACGGCGGCGTCCCAGGAAGCCTTCAGAACCGGGTCCAG
CAGGCCCCTCTTGTCGAAGCAGTGGTTCCACTGGGACAGGTCGCTGGTGCAGTCCGCCCC
CTCCCC
>CL7280Contig1
GGATTGAGAAAGCACTTTCTACTAAAAGTTAAGTGCCGCCATTTTTATTGTGCAAACTTC
TTCCATGATCCCAATCCGTCAGAAAAAGAACTCATTGAAGACGCCACCTGTCAGTCATCC
AGACTCTTCCCAGGCTGCCGCGCCTGCTTGACAAGGGGTCTCAGTAGCGTGCCCTCGTTT
CTCCTCTCGCTGTCCTCTGTGTACAGATTGTGCTGGTGAATATAGTCTATCACAGAGTCC
GGGACGAGGTATTTCACACTCAGACCCCGCCTCAGTGCACGTCGGACCTCTGTGGCACTT
GTCTCATTCCTCACCCACTCCGTCACAAGGAAAATGTTATGTCTGTGGCGGTGCAGCAGG
TCGGACTCGTGTACAGCGCGCTCGGACTGCAAGCTTCCTCTGCTGACGCAGACGAGGCCG
AAGCGCCCGACCAGCTCCTCCACGTGCTTGTCCAGCCAGAGGCCTGGAACCTTAAAGCTG
TTCAGGAAATCGGCTCCGCACAGGAGCTTTAGCTGTGGGGAAACACCTCATGGTTTCCAC



AGTCTCTGTCCAGTCCGGCTGCTGGCTCTCCCACTCATCAACGGTGACCCAGCTGGAGGT
CCCAAGTGCCAGTTTTGCCATCGCATTGCGATGCTTAGCCAGCGCCAGGCCTTGCTTTCC
ATAGCCGTCACTAACCGGAGACACGATGCCACCCATCACTTGGTACTGGCCTGTGGCGTG
CAGATGGTCTCTGGCCAGCTCAAACAGCCTCATATGCTGGTTAGTGATTGGATTAAAAGA
GCCGCAGGCTAACAAAACCAGAGGAACACGGCGGGTGACCATCATGACTAACCCTCCCAC
TCCTTGGTTAATAAACCTTCTTGGTGCATTTGGTTAGTGCGTCACATGCATATGCCTCCC
CGAGTTCCCCCGGCCATAAGGCCCGGGTTAAAGGCGCGCTG
>CL7281Contig1
ATTTTTTATTAAACAGCTTTAACATTTTGAAACATTTGTATACAAATGAAAATATGAAAT
AATATGCAAACACATAATTAAAAACAAACACTTTTAAAACCAACATTCAACATGTGAGTC
TTGCACTTAAAAAGTGCTAAATTGGGCCACATTTTTAAGTTTTCTGGTAATTCAGCTCCA
GTTGTGAAAATCCATATTTTGCACATTTTTACAGCTGAGATCTTTGGTTAAAGACATTAA
ATCCTAGCGTGACGACTTTGTTGCAGACCACGAGCCAACAGGTGATTCCCACTCCACCTG
GAACTCCTGTTGGGAAAGCCACAAGTCGTTCCACCGGTGCGATCCATCGACTCGGGACCA
CAGTCACTGGATCGGAGTAATACTTCCAAATCAACGACACCATCAGAGCGGCCTGTGCTA
TGTAGAAAACAATGTTCACGACCCATTTCACCTTTGCCTGTTGAGCAGTTCTCGATTTCA
CGTGTGTTTTTAGCTTGTCTGTTGTTTTGTTGATTTTGCGCTCCAGTCTGGCGTATTTAG
CAAACTCGTCCATCATACTGATGGAAGACTGCTCCATCTTCATTCCCTGGATTTCAGTCC
TCATCTCACTCTCCTGCTCAGCATCTTTTTGGATCATTTTAGAGAGGAGAGACGACAGTG
TAGACAAGAAGGTTTTCATGAGGTTGCAAAGAAAAACTGAGCCGAGCACCAGAAACCAGG
CGTAGCCGGCCGCCATCTTTCCTCCTTCTTGCTGCAGCTAGGAAGCTCCCCCGGCAATAA
TGTAGAGGTT
>CL7282Contig1
TTTGTATTTAAGAACTNAAGNCTGGCTGAGGGGGTGATGCCTACCCAGNAATGAAATAGT
TATTTTTAAACGATGGTGCAGGAAGGGGTTAAAAACTAACATCAAATCAATTCCTCACTG
TAGAAACCTGGACATTAATAGTTGATGTTATTAAAAAACATCAGAGATCTCTTAATATGT
ATTAAGACTTTTTCTGTTTTTTTATTGAGAACCACTGCAGGGCAACAAACAAGTCAAGCA
GATTAAAATAGTTTTATTTGTAAGGCAGCATTTTATTTAGGGGATTATACAGTTTGAAAT
TTGGGACTAAATATGTTGAAACCTAATCTTTTTTACCATGCCAATATAAGATAACGGTAA
GATTGTTAACAGCATAAAATGATTTCAGAAGGAAATAAACTTCTTTTGGTGATAATCAAA
TGCACCAGAAGGGCAGGCCTTAGAGCAAAAGTTACACAATATTCAAGGGGAAAGGGAAAA
AAAAATCAGATATGAAGCCAAGAACAACACTGCTGTCATGCCTCAGTTATGTTGTGGGGT
TTCCCCTGGCCTTTTCCAGGGCTGACGTGCTGATTGAGCTAAACTAGAGTAATAATTATC
CCATAAAATCTTTGCCTTTTTTTTTAATTTTTATTTTATTTTGAAGGCCTTGATCCTCCT
TGTGGAATCAGGATCACATGTTCTGCAGTGCAACATCAGTCCAGAAGAGGTGAGCAAAGA
AGGACAAGCACCTCGTGCCG
>CL7283Contig1
CGGCACGAGGGTTTCTCTTTCTTTGAATAACACACCTTTCAGAACTTTGAATATTCAGAA
ATGTTTCACTGCGATTTTGTGAGCTGACGTTTGCTTTTGGGATTGTTGTCGTTAAAAGCC
TGCTTTCTGCTCGTATAATCCAATCTGTGGTGGTGCAGGCTGTGAGAAGTGACTGATGTG
GGAGTGGGTGGAAGTCTGTGGCAGTTCCAGCATTGCTTTGTGATTGTAACGCCACCTGGT
GTACGAATATGTCACTACAGCGCAGGCTAACGTGCGTCCCATGTTGTATATTTCCAGATA
GGTCACGACATTGCCAGTATTAAATGTGTAATTTACTGTTATGAAGTAACAGTTGCGCAC
ACACCAGCTCTGACTCTGGTTTGTGGTTCAGCTTCAGTCTTCTACACATAAGTTGAAATG
TAATGGATTAAAAACAAAAGTTGCCTCTTTTCTTTTTTGCTTTAGTTGTATTTTTATTTT
CTTCATTCATATTGTTTATCTTCAGTTTTTCTTAATTTATTTCTTTGATGGTAAGAAAAC
AAAAGTGTTACCAAAAGCCGTTTTGCAATTTATACAAGTTTGTTTCAAAGTCTATACATT
CAATAAAATGGATGGAATC
>CL7284Contig1
TCCCTTTTTTAACATCACCCATTACAAAAAAACTCTTCAGTGTTAATGAACTTAACAATT
TAGCAGATTTGATTACATATGATATGGGATGCTTATTTCTAGAGTAGTTACAGTAGGATT
AAAAACCTTTAAACCACTTCCTTTCACATCCGAGGTCACAGACTCCCTTCTCTTAACAGC
TGCAGTACAGACGTGACTACAAGTTGTTCATGCATCACCAAACTTAGTCACGCAGTGACC
TGTCTGACATGCTGAGACCTCTTTCGGGTCTTCCGTCTCCCAAATACTGAACCAAGGTAC
ACAAGGAGCAATGGGTGGAGGATGTACAGTTTAGTTCTGGAGTCAGAAGGCAAATCATCA
GATCAGAAACAATAGTGTATTTCAGCAGGTCCTAACTGGTACATTTAAACAATACATGTC
CTTAAGTTAAGAAAAAAAAGACTGGAAAAAAAAACAGGTTGTTCAATAAACTGGAAACCT
GTACCTCTCTGGCCTAGACAAATAAAACAGACTGTAGTATTCAAAAGGGTTTCACTTGAA
CAACACAGGTGCTTTAAAACACAGGAACAGTTTCCAAACAGTTTAACTTATGCTTGAGGT
CATTTTAGAGACAGAAATAAAAATGATGGTGCAAAACAGAAAATCATTAAAAAAAAAACA
CTAAGGAATGTGGCTGGAGT
>CL7285Contig1
CNTCGTATTTATTTAGTAAAAACAGATGGACAAATAATAAAGGTGCTCCACTGATGTCAA
ACTAACCCTTGGTGGATTGTGCATGTCAAATNAAAGGCATAAAACAATGAAAACACTGAA



ATATTTCAGCAGATTAAACACATTTAAATATCAAAGATGAACATGTTCCTGTGCTAAAAC
TATGTTTCGGCACATGAACACATCTACCGCTTCAAACACCGGCATGAAGGCATGAAGGCA
TCAGTGTGAAGTTGACAGATACGAAACTAGTTATCAAAAAATAGTTCATATGTAGCAAAA
TGACATTTTATACACCATATGTGTTCATCAACAGGCCTTTCAGGATCCCACACCTTAGTC
AAATCCCACATTGACAACTTGCAGAAATCACAGCAGCTGTTTCCTCAGGGATGACCTGGA
ATCGTCCCGTTTTGATTGGAGGGATGAAAACTACTGCTTTTTACTTCTCTGATCAGAAGA
TTCACAGCGGATTGCTGGAACTCGCTGTTTGCATAAAAAACAAGTGCAAATCTCTCTTTG
CAGGTGTTTCGTTTCATCTTACTGCGTGATTCAGACTTTCACTCAACTTGAAGCAGCGAT
TTTGGAGCAGGACAACGCAGCACTGTGCCTTAAAAATAGGGAAGAAAACAAACACTTGTG
TCGCTCACTCAGTGAGCTGCTCTACATACATTCATGTCAGGATCCCACTGCTGTTCAGTC
ACATCATGTTAGATACTGAAACACTATCAATAAAAAGGAGAAATTACAGTAGACGTACAC
GGATGAGACTGCCAACAGCAGTGAGGGCTCCAGCTGCTCTCAATGCAAACACTCCTCACC
AGGTGTGAGAGGCTTGGATGAAGAGGATGCTGATGCAAACAGAGTCCTAAAAGTGAGGAG
AGAGACCGTTTGATCCGACAGGGTTCCTCCTCTCTNTGCTAGATGTCAGCAGGAGGAGCA
GCTTTGACTACTTTGAATGACAGCAAGGAGGAGGAGGAGTTCAGCCGATGTTCAACTTTC
TCTTCCCGATGAATGCTGGAGTGTTGACGAAGATCAGACAGAGCTGAGACCGTCTCTGCC
CGACCGGAGCTCGAGGCTGGCTAAGCAGCCACCGTGCTCACCACCTCCTTCTGCACGACG
CCGTGTTTCCTCTTTCGACAAAAGGCATAGAGAGCCGCCAGAGGAATACAGCTCACCGAA
GACACGAGCAGCAGCCCGATGAAGACCTGGCCGAACACCGGATACTCCATCTGTACCGAC
TTCCCCACATCTTTGTCCCATGCCTGATAGGTGGGGGTCCCTCCCTGGATGTAGGTGACG
ATATAAAACACAAAAAGGCTTATGAGGAGGAGGGGGCTCACCACCACCCACATGA
>CL7286Contig1
ACCTTTATTTACTTTCTACTGACATGCAGGTTTGCGTTGGTTTAACCCGTTCGTACACCC
TCTTTCCTTCACAAATGCCATTTTTCTATTGTCAGATTCTCAAGATAGTCAATATTGCTG
AATTAGCTGATCACACCGTTTTTAAATGTTAGTCAAACATAAAGCTCTTCATATTTTTGT
TTGAACAAAGTCTTTGTCTAAAGCTGAACATTTTAACAGCAAATGTTGTGAGAGCTAAAG
TATGAAGAAGTTCAAACGACCAAAACACAGAAAAGTCAGAACAGGAAGGAATTCACTATT
TGGCTTCTCTTAAAACTAAAGGAGGCGAGATTTTCTGTTCGGTTCTGAACCTTTACAGCA
CAAAAAATTCCAGATCCATCCTCACTTCAGACATGACCAGACTGCCTTTATCGTTGCTGT
CCGCTGATCCCCAGGAGATCCGCTGATCATGCTCATCTGACTGACAGCTGAAGCAACAAG
TCAAATCATATTTATGTCAACATATTTACAATTTAAAGTTTTGTCATTCCTCTAACTACA
TTTGTCCCCACCAAGCTCTTATCACTTCAAAAAAACAAGTTGAAATCTTCACTAACAGTA
GAAAAGTTGTTGTTTGGGATCCGGAGCAGACATTGAAGTCTTTAACGTGAATCCAGCAGG
TTGTTGAAGAAAACAATAGAAAGCCGTTTCAGGGGAAGTAAACATTTGCTGTGAGGAA
>CL7287Contig1
AAACGTTTGTAGCCACAAAATAAAAAACCTCCTAGTTAATATGATAATAATTTTATTTAG
TAGGAACCAAAAGTGTGAAACTGTGAATCCACAAACTAGAGCTTCGTCTCCAAAGTGTTC
AAACTTTCCGTTGATTCGTCGTTGGGAGGTTCAGTTTTCACGTCTGCTGTAATAAGTGAC
GAAAAGGTACCGCAGTCCCTTCCTGACAATCATTTTTTGTGATCAGCAGCTGAATCCGCT
CGACCGTTTCCCAGCATTCCTCTGCTGCGAGGCTTTACCCCCCCCCCCAATCCCTCCCCC
CACACACACATGCATTCCATTGGCTGCTCGGCAGCACACGCGTCCAGCTGGAGCACACGT
ATGTGTGCGTGCCACTTCATTAACCTGTCACTATGTGACGTCCGTGTCCTCGCTCGCTCG
CTCGAGTGAAACGGCGCGGCCTTTGTGTTGTTTTGCTCTTCAAAGTCGTGACGTGGAAAG
CGTTTCTTTTAAGCCGTATTGGGATGATGAAGGGAAATGACCTGGGGTATAGTGGGTTTG
GTATTTTTGGCATCATTATGTCATCTGTTGGCGCCAAAAGAAGCCTCGGTGGCGTCTTCT
CCGCCCCCATTTGAACAACGCTAAACGTTAGCCGTTCTCTTTATCAAAAATGGGTTTTGT
CTGAAGGATTGGACACTATACCCCAAAGACAAAGCTTCCTGCTGCTTATTTATCACAGAA
AAGCCAACAATCTGGTTTTTTTGGTTTGGTTTTTGGCGGTTGGTAAATGTAAAGTGTGAC
ATTCTGGCTGGTTTGCTTGGCTGTGCATTCTTTTCATCGCAGAAGGAAAATAAACAGAAA
AGATTGAGCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL7288Contig1
TAAAGCACAATGTACAGCCCATCAGGAGGTGCCTTTTTAGTCAGTTTACTGCCATTTTTT
CTGCTATAATAATCTTTTTTTACCCATTCAATCTNAGATAAGTTAAACTGGGAGAGTTTC
ACCATGAAAACCTTCAGGCTTCAGGCATCCAATGGGATCCACTGAAGCCCTAACATGAAT
CTCAGGCAGATTTCTCTGTGCCTTTTCAAATCTGTCACAGGGCATTGTGCTTTTTATTTT
ATTTTTATTAAAATTTACTAACAGGCTTTTCTCGATCTTTAATTTCCTGTTTAACAAACA
TTCCTCCAATGAGTTAAACAGCATGTTAAGCAGTCAGTGTTTTCCTCAGCGATGTATACT
CAGGTGGTTAATCAGTAAAAACTACCTAAACAAAACGGGTAAACTTTTTCTTTAAGTCCC
ACTGGAGTTTTTGTGTCCTCTTCATGCGTTTTCTTCTCCCTAAAATTATACTCGTATGGA
TATATACTGTAAGTTCCTCATTCATTTAGTGGTGCACTAATACCTGTGAGATTTTCTCAG
TTTTTTTTGTTGAATTGTTATTTTACATGTGAAGTAGATTTTTGTGTGTTTTATTGTTTT
GATGGAAGGAAACACTTTTTGAGAAGAGTGTAATGCCAGTTTTTGTTGCTCACACCAAAA
GGAAACAAAAAGAACCAGACAAATGTCAAGTG
>CL7289Contig1



TGATGTGTGGCGTCTGCATGGAGGTGGTGTTCGAGAAAACCAACCCCAGCGAGCGCCGCT
TTGGGATCCTCTCCAACTGTAGCCACTGTTACTGTCTCAAGTGCATTCGCAAGTGGAGGA
GTGCTAAGCAGTTTGAGAGCAAAATTATCAAGTCCTGTCCTGAGTGTCGCATCACCTCCA
ACTTTGTGATCCCAAGCGAGTACTGGGTGGAGGACAAGGAGGACAAGCAGAAGCTGATTC
AGAAATACAAAGATGGCATGAGGAACAAACCGTGTCGGTACTTTGACGAGGGCCGTGGGA
CCTGCCCCTTCGGCTCCAACTGCTTCTACAAGCACGCCTTTCCTGATGGGCGTCTGGAGG
AGGCTCAACCACAGCGCAGACAGACCGGCTCCAGCAGCAGAAACCGGAGCTCGCGGAGAA
CCCCACTGTGGGACATTCTGGACGAGCGGGAAAGCCCGGACTCGCTTGACAACGAGGACG
AGGACCTGGTGACGCTGGAGCTGAGCGAGATGCTCCTCATGCTGCTCACCGCAGGAACGG
ACGACGAGGTGACGGACTCGGAGGACGAGTGGGATTTGTTTCACGAGGAGCTGGACGATT
TCTACGAGATTTACCTATAGCAGTCCCCCCCCCGACCCCCGACCCCCCTCCATTTATGCT
AGACACTAGAATGGACTGTCTTGTGCAAGTTATGGACAGTAGCTCCCTCTGTGTTGTGGC
AGTGCCTTGAAGCAGGCCGTTCATAACTGAACTTCTAAAACGCTAAAAAAAAAA
>CL7290Contig1
ATGATCTGATTCCCCTGTTAAGGAGCTCTCATCAATCTTGAGATCATTGCCTTGGATGAG
AACGCCATCAGCTGGTAAGAGATCACCATATTTTATTTGTGCAACATCCCCAACCACAAT
TTCAGCCACAGGAATTTGGATAACTTGTCCTCCACGCACAACAGTAAACTTCTGTTCCTG
CTCGATGCGACTCTGGAGCCCCCTAAACTGTTTCTCTTTGCTCCAGTCATTGAAAGCTGT
CACCAGCACTACACAGATAACTGACAGAAGAATTGCAGCACCCTCAATCCAGCCTGCTTC
AGATTCGTGCTCATCCTCCACCCCACCAGCCGCTTTTCCACAGTTCTCTCTTTCAGCTTC
TGGTGGTCTATAAAAAGAAAGACCTAGTGAAACTATAGCTGCCACTTCTAAGATGATTAG
CGTGACATCCTGTAGTGCCTCCCATACTAATTGTAAGAAAGTTTTAGGCTTTTTGGGAGG
TATTAAATTTTCCCCAAACGTTGTTTTCCTCTTCTCAAGATCAGCAGGTTGTCCACTGAG
ACCATCGGCAGGTGATGTTTTTAAACGATTGCAAAGTCCTTGAGTATCCCCATAAGATTC
TCCAAGTTTGCTAATTGCTTCAGCGCCTCTCAGCTCCATTAAGGAGCGCAGTTCTTTAAG
GGTGCAGCCAAATTCTGCATCGTGGTTGGCCTCCACCAAGGAGTTCTTTACCCCACTGTA
CGAGTTGTTTGCCATGGTCTTATTGGTGCCCAGTCCTATACAAAGCACTGCTGCTTTGAC
TCGCCAGTGGGGTCAAATAGAAAAGTGTAGTCTTGGGGGGGAGGGGGGGAGTTAAATCCT
TTGGAGAACAAACACACTTATAGTTCCCATAAACAAGTGACAGGCTCTTCACAGGCAGCT
GGAGTCATATAGCAGGTGGTAGAGTAGGAATATTACAAAACAAGCCATTTCCCTTGGAGA
ACTGAGTCCCATAGAACCAGAGGTCACCATGTATGCAGATTCCACTCCGAAGAGCAACCC
AGGTCCCTCTCTCATTCCCCGGCCATAAGGCCCGGGTTAACGCGCGCTCCAGAGAC
>CL7291Contig1
CGGCACGAGGGAAGTTTTGTCTTTATTGAAACAAATGTAAAAGCATTCAAGAAAATGAAC
AAATGAAGATGGGTGGTCTTAAAGCAGATAATGTCCCCATTTGTTGTTTGTCCTTTAATC
CAAAACTGGAGTTCGATGGAGTTTGGGAGCAGCTGGTCTTTTTAAATAAAAAAGTGGGTT
TAAATGCTCCTGATGTTCCTCAGTTGTGCGATTAAAGTTCCCCGTGTGAATTCTCTGCTG
CGTCAGGACTTCCTGGTTCTTCTGTCTGATCTTGATCTTGCGTTTGAACACATTCTCCAT
CTTGGTCCTGGAAGCCTGCCGAGCAGAGGCACCTGTAGCTGCCGTGGGTGTTCAGACACT
CCTGATGCTCTTGGGTGCACACCGCCTCAGGCTCCGAACACTCGTCAATGTCTTTGCAGG
ACCCCTCCACATGTCGGTACCCGTTGGCACAAGCCTGGCATTCATCGGAGCCGGCTCCAG
AGCAGCCAGAGCACGCCTCGTCACAGGCTTTGCAGGAATAAGAGCCTTCGGAGTTGAGGC
AGTATTCCTCCTCTTTGCACGGAGAAGGGTCTCTTGCACACTCGTTCACATCAACACAAG
CCTCTTGATCATCTTCCTCCCAGCCCTCCTTGCACTCATCACAATCCTGACTGCTCGCTC
CGTCACAGGTCTTGCAGGCAGCGTGGCATTCTGCGCACAAAGAGAAGGTGTCGTTCCGCT
CTGCGTTGAAGAACCCGTCCGTGCAGTCTAAGCAGTGGTCTCCCTNGTAACCGTGGTCGC
AGCTGCACTTCCCGTTCCCTCCGCGAGTCCCGTCGCCGTCGCACGCTCCCCTTCCATGGC
AGGGCTTCTCAGATCCCCCGACACAGGCGGTACAATCAGGCCCAAAGGTTCCTTTAGGAC
AGCACACTTTAAGAGTTTCAACGCAGAACCACTTGTGCAGATCAGGGTTTTTGGTTTTCC
CCTCGTGCCGAA
>CL7292Contig1
GTTTTCGGACATGTTTACGGTTTAAGCTTTGTTTTGGAGCTATTATGCATTACAGTATTA
GATAGCTGTAGAGGTTGCACACTTACAATTTATTGTTGTAGTTAGTTTAACGCCAGTAGA
TTCGACCAAAATGAGTGACTTGGCAGATTCACTGATCAAAGAGGGCTGGTACCTCACAGA
TGAAGGCATCGCAGAGCTGAAGGGATCTGCTGAGAAACTGACCCACAGTGACATCATTCA
CGTTGCACTGGATACGGATCTTAGGCCTATCGGAAGCAAGATTTTACCATCTGATATCAA
CAGTGGAAAAACAGAAAAGCTGGAGGGCCCATGTGTTCTCCAGGTACAAAAGGTGAGAAA
CATCTCAGCCCCCAAAGACAACGAGGAGTCCCAGGGTGCACCGCGGATGCTGCGCCTACA
GATGACAGATGGGCACACCACCTGTGTCGGATTGGAGTTTAAACATCTGTCCAAGATTAG
TCTGAATACACCCCCCGGAACAAAGGTGAAGCTTCTTGGTACAGTCCAGGTTAAAAATGG
ATGTTTGCTTCTTGAAGATTCAAACATCTTAGTCCTTGGAGGAGAAGTTGAGCACATGGT
GGAGAAATGGGAGCTCCAAAGGAGTTTGGCAAAACACAGCAGGAGCAACATCGGAGCAGA
AGGGGGCCCACCTCCCTTTGTACCATTTGGTCAGAAGTGTGC
>CL7293Contig1



CATGCATGACATATTTATTAATGCTTTGCAAGCGTGATTTCACATGCCGTGTCTTTATTT
AAGAGCACTATTCTTGCATTCTTCCCCCTTCAGCTGTCAGATTGGGTCCTTCTCTAGATG
CTCATCACTGCAGTAGTTAGCTTTTACAGGAAGGATGTTAGCAGAGGTGTTGCATGGCAG
ATGTTTTTTCGTTTTATCTTTATGGTGGTTGATTACAACTTTTTCATCTGAGCCATGAGG
TCCTCAAGGCTCTGCTCTGTCTCCTCCACCACCTCTCCACCTGCTGACTCCTCAGCTGGA
ATGGTATAAGCCACAGTGATGCCTTCTGGGAGGTCAGGTACGGTCCCCGATGCAGGTTGC
AACTCTTCATCAGTCACTTCTGACACTAGTTCAATTCCCCAGTCATTTTCTTCATGTACG
ATCTCCTCCTCCTCCTCCTGCACAAACACCTCCTTGGGTCGCTCCATTTCTTTCTTCGTG
TACTCCTCCTGTTGTCTCCTGCAGTGACGGTCGTGACACTGAGGGTTGGCCTTCATGGCC
ATGGAGGGGAAGAAATCCTGCATTGCATTGTAGCCCAGATAGTAACTGACCTTTCCAAAC
TTCAGCAGGTATTTGAGGACGTTTTGCACCAAGAGGCCTGCAACCACGCCCATCGTCGTT
GGTAAACTCGCAGCACAAACACCTTCCCGTTTCAGCGTCTTCTCGTCGATGTTGGCTGCC
ACCACCAGCGGAAGGAGCACAAGCAAAGCA
>CL7294Contig1
GAAATAAACAATAATTCACTTAATGGATCTTCTTACTCAAATTCCACTGAGGTTTTGAAG
CAGTTACACTGTAATTGTCATGGAAAGACTACTGTTACACAAAGTTTGCAGATGAACATT
CATGTTGGTTATTTGACCTTTTTTGTTACTTCAAGTCATTTGCTTCAAGTTTCTTTGACA
ATGATTTTGCTTGGTGGTAACTTGGAAGGATATTCACAAACATAAGACAACTCCAGGTAT
TTAAATGTTCCATAACAGGGATCTCCAAACACAGAGTTGCTTGCTTTGATGGTGCAGCTG
TTTTTCCCATTACAACTTTGAGCAACTTGGGTGGGGTTGGAGCAGTAGACATTTTCAACC
TGAGAGGGAGGTCGGCTAGCAAAGCAGACGGCCTTATTATCACGTCCATAGTGGGCACCA
ATGACAGATATGACCTGTCCTTGATCGCAGTTCAGATGTGCATAAGAGTGCTCGCATGCA
ATGAGGTGAATTGCAGGCACACAGGTGAAGTTAGTCTGTAGATATTTGTAAGTTCCAAAG
CAGGGATCAGGAGAGATCACATCGTTTGTGCTGATCTCACACACCTTCTTTCCGTTGCAT
CTGTTTTTGACAAAATTCCCAGTTCCACTTTGAGAGCATCCTGTGTTGTTGAATTCCTGT
GGAGGCCTGCCTTCACTGCAGATGACGTTGTTTGTACGTCCATACAGGGCAGACTGCACG
CTAATCACTCCATTCTCGCATTCCAGATGATGGGGATTGTCGGCGTCAACACAGGTTGTG
ACTGTTTCTGTGGAAACCCCTGATGCCACGAACAGGCAAACTGCTGCAAGCAACATTGTC
GTTCTGAGTCTGAAGAGCAGCATGGCTTCTGAAGATCCAGATTG
>CL7295Contig1
ATCTTTGTTTTGGGCGCTTGCTTCTGTCAACACTAAACGGAACCTGTGCGGTTCTGGCTC
GGAGACGCGCGTGCCGACGCAGATTAGGATGCTAGCACTAGCATGGCGGCGGTTCACGCG
TAAACACGGACCCGTGGAGCGTACTCGTCTGTCCGCCTGTTGGGGTTCAGGCAGGTCGCA
GCACAGGTGGAGCTCCAGGTGCTTCGCTGGGAGGCTCCGCCCACCTGGCGACAGGTCGCT
CCCGCTGCCGCCGGCTCTCCGCCTCAGCCCGTCTGTCCTCTGGAGGATGGCGTCAGGCGG
CGGCTCCTCATCGCCTCACAAACACTCCAACAGGCTGGCCAGAGAGAAGTCCCCGTATCT
TCTCCAACACGCCCACAACCCCGTTGACTGGTATCCATGGGGACATGAAGCTTTTGAGAA
GGCCAAGACGGAGGACAAACCCATTTTTTTGTCAGTGGGGTATTCAACATGCCACTGGTG
CCACGTGATGGAGAGGGAGTCCTTTCAGGATGAAGACGTGGGGAAGATCCTCAACCAACA
CTTCGTCTGCATCAAGCTGGACCGGGAGGAGCGACCTGATGTGGACAAGGTCTACATGAC
CTTTGTCCAGGCTACAAGCGGCGGTGGCGGCTGGCCCATGAGCGTCTGGTTGACCCCCGA
CCTCAGACCTTTCATTGGAGGAACATACTTTCCACCCAGAGACCAGGGAAGAAGACCCGG
ATTCATCACGGTGCTCACCAGAATCATCGATCAGTGGCAGAACAACCGTCCATCTTTGGA
GTCCGGTGGAGAGAAGATCCTCTCTGCCCTGAAGAAGGGCACGTCCATCACTGCCAACGG
GGGAGAAGGCCCCCCGTTAGCTCCAGACGTGGCCGACCGCTGCTTCCAGCAGCTGGCTCA
TTCCTATGAGGAAGAGTACGGAGGCTTTCGAGAAGCGCCCAAGTTCCCGTCACCAGTGAA
CCTGATGTTCCTCATGACGTTCTGGTGGACGAACCGCTCCACCTCAGAGGGGCTGGAGGC
TCTTCAGATGGCCACGCACACGCTGCGAATGATGGCGCTGGGAGGCATCCATGACCACGT
GGCTCAGGTCCATACAAAGATCTGGTTCTGGTCTTTTGGTAGAGGTTAGAGTTCGGGTCG
TTGAAGCTTTCAAAGACGGTTGGGTGTCTTCCTGTTTGTGTGAAGTGAGTGTTAATTTAA
AACACAGGTGTTGAAGTCATAACGAGCCTTCTGCCTCGTCAGTGAAGACCGTCCACAGTT
CTGTAATGTTTGTAAAAGGCAAACGTGGCTTTAGAAACATCTCTGCT
>CL7296Contig1
TAAAACGGAACGTTTGTCTGATGGCATTGTTGTTTTTTTGTTACACGCAAAAACAGTACG
AAAAACCAGTCCTATAAAAATAAAACAAGGCAAATGTTGGTGGTGAAAGCGGCAACACAG
CGACATTGTCATCAGAGTTTGTGTTTAGACAGAAGAGTTCCTCGTTTTTAAGCTTTAATC
AGGTCAAGTCCTCCAGTCTGTTGTCCTCTGCTTCCCCGACTCCCATCAATCGGGAGTCCA
GCGTGTCCAGCAGAGCGGAAAACATCTGCAGCTGCAGGCCTTCAGCAGACCTTCAGTCCG
TCCGCCTTTGTCCTCCTCAGTAGGTGGCGTCCACGGCGTTGATGTTGCTGTCCAGCTGGT
GCCTGAAAGACAGCCTGGCCTTTGTAGAGAAGTAGACCTGCGAGGCGTGGCCGAGGCTTC
CCGCTCCTTCGCTTTCGCTGCCCCAGGACGTGGTGGAGGACAGTCGTGGTTTTGTCTCCT
CAGTGGGAACTGGAGGCGGCGTACACTGTCTGCTCTTGCAGCGATCCTTGCAGCGTCTGT
AGAAAGGAAAGCACTGCAGCATCTTCACCCCCATGACAGGACAGCTGTTGTATGAAACGT
GCAGTAGAGGTGGAGAATGTCCAGCCACTGTTCCCTCTCCTCCTGCCCTTATTTAGAAGT



CTCCCTCAGTCCCTGAAGTGAGCCTCAGCGCGTGCAGCCTCGTCCTGCACGTAGCACACT
GCCCCGGCCATAAGGCCGGGTT
>CL7297Contig1
CTGAAAGTAAATCTTTTTTTCTCTGTTGTTTTGATTTCATTACATATCAAATCTGTCATC
ATGGTTAGGGGCATCTTTTTTTTTCTTTTTTCCTTGGCAAACGTGTGGACCCATGGCTGG
ACTAAACAAAGTTCTGACCTTCCTAAGGAATGTTGATGATTTAGTAGACTAGTTAGAAAG
TATTCTAAAGCAAGTTCTTGAAATTTTCTTAATTTACCCATGTGAACTTTTCATTTAAAT
TATTTTGAATAAATCTCAAATTTCTGAAGTGTTTGCCTCGTGTTTGGACTTTAAATTAGT
CACTGTTGTTTAAAATATTGATTGACTGAAAACGTCTTGTGCAAATGAGTATTTTTGTTT
CAAGTGAGAAGACAAGATGGAACATTGACAACGGTTAAGTTCCTTTTTTAGAAAAGGGGA
GATTTGTCTTGGGCCGTACCAAGAACAAAAGATGACGAAAGAAGGTCTTGTACAAATACT
TGCACTACTTCTCTAATTCCTTCAGTTTGCCCTGACTTCAGTTTTGAAGAACTGTCACAG
AGACATAAAAGATATGACTGGAAACACTTATCCTGTTTAAAGTTTTTTTTTATTAAGTTT
TAATGACACATTTTTGCTCCAAATGCAGAAATACATTCAGATCACTTATTGGATTGAAAA
CTAAAGGCTTTTGTAATTAAAGGTAAGAGTTTTGATCAATTACTTTTAAGCTGTTTAAGG
CATTCTGAAAAATATTGTAACTGTTGACCATTTTGTATTTATAGTGTTACTTAGGTTTTT
AATGTTTTATGCCTTTCCTTTAATGATGCTTTCAGTTTGGTCAAAAGTTTAATGTGATGA
ACATTAATTTATTACTGTAAGTTGTGCAAACAGTCCAAAAGAAGAGAGTAAACACAGCAA
CAATACATAGTCTTAATTCCATCACATATTTAAAGTTTT
>CL7298Contig1
TTCCTTAAAGAAACAAAATTTTACCAAACTCTTAAACTGATGTAAGGACAGTTATGGGCA
CAAACCGGTTCATATTGTTCCTGGCGTTCTCTAGGGAGGCACAGAGTTTTGAAACCCTCT
CCGTGTTACAACAAGAAGTTTGATTTACTGGAAGATCTATAATCATAAAGAAATGTGAGA
AGAATGATCAACTTTCCTAGCATGAATCAGTGCATTTCTACAGTAACAGGAAGCCCAATT
TCAATGTCCCTGGACTCTGAGTTTTGTAACTCCCTACGAATTTCTGCAGAAATGGGAGGG
TGTGTTTGAAGCTTGAGTAGCTCCAGCAGAGCCGTTTTCTGTTCAGAGGCCAGGTCAGCC
TTGTAGCGCTGTGCCAGGGTGAGCAGACTCTGATGCCACAGCACAGGAAGAACACGTTTT
TCACTACGGAAAGACAGGAAGTGGGCCACCAAGGCATCCAGGACACGGAAAGGCAGGGCG
TACTTCTTGTCGAGCAGCAGACGCAGGAAAATGCTGTTGGCGCCGTTATACTCCATCTCT
GCCAACTTCAGCATTGCAGCGCTGGAATGCAGCACAGGGATCGAACACTTTGTGAGAATG
CTGCCAATGATGATGGCTTCTCTGAGAGTGCATGTCCCAGATTCACACAGAGGAATCAGT
ATACCTTTAAACCATGCTCCCGGTTTGAAGAGGGCCTTCTTCAGAGCGCTGTAGAGATGG
AAGTTCAGCCGCTTGTACTCTGCAATGTCATCCCTGACCCGCGGCAGCAGCACCAGGTTG
TAAATCGCTGAGC
>CL7299Contig1
CGGCACGAGGCCCATTTGCAGATTTTTTCACCAAAGATGCACCACTTCAGTTTGGTGTGC
CGCAAACAAAACTGGAGAAGACGCAGGACCCCCCAATAGAGAGAGAGCTTTATTTGACTC
TTGAGGATCTCTTCTTGGGATGCACCAAAAAAATCAAGATATCACGCAGGGTTCTGAATG
ATGATGGACACACATCCTGTATCAAAGATAAGATTCTGACTGTAGATGTGAAGCCAGGAT
GGCGCGAAGGCACAAGAGTCNGTTTTCCCAAAAGAGGGAGATCAAGGACCAGACAGGACT
CCAGCAGATGTAGTGCTAATAGTGCGACATAAAAGTCACCCTCTGTTTATCAGACAACAC
AACGACCTTATTTACAAGCTCAAGATCTCTCTGATGAATGCACTGACCGACTTCTCTGTG
GACATCCCAACACTAGATGGCAGGCTACTCAGCATTCCTATCAATGACATTGTGCATCCA
GCGTACAACAAGGTGGTGACAGGAGAAGGAATGCCCCTATCCCAGGATTCTTCCCAGAGA
GGAGACCTCATCATCACCTTTGAGATCCAGTTTCCAGAAAAGCTTTCCTCTGACAGCAAG
GGCCTGATCAAGCAGGCTCTGAGCTCTGGCTATGAAGATTAGATTCATCTGTTATTCTTC
CATGATATGCAGATTAATACTGTAAGATTCTTGAAATTATTGCTGATAGACATGTGAATG
ATCCTTATGTAAACTGCAATAATCACACTGAAGTCGAGCTGTTGGGATTGGCAGCCATCA
TAGCTCGTTTCAGCTGCTCGTACGTCACAAACATCACCACGTTCCAGGAGCCCAGGCGGA
GGAACGATGGCATGAACCTTTTAAGTGAGAACACGAGAGCAACATGATTGTCTTCTTGTA
TTC
>CL7300Contig1
GATTTATTAATTTATAATACAAGCATTTATGTAGACCACATTGCATTAAGTTTTTACATT
AATAATGAGCTAAACATCTGTAGCAGTGACACTTATTGACGAAGAACACAAACCAAAGGA
CACTAATGGAAGGAATCGAAAGGTTATTCCACTGTTTCTGAAGATCCCCAGCCCATCAAC
GCTCCCAGAGCACTTTTTCACTTAAAAACATCACATGCCCTTACTAGTCCTCATCCGCTG
CATCATACACCTTCAGACACACTCACACACACAAACTCACCCTCACTAAAATTCAATATC
TATACACAAGATAAAAATTGATATATTTCAATTTCAATATTAATGATATTACTGAGTTCC
ACGATAAAAGGCAAACGAGAAGAAACAACAGCATCCAAATGACGTGGAGGTGAAACACCG
CCTAGATTTCCTTTTTTTTTTTNGGTTTTNTCCAACAAAAAAANTATTTTNAGGGTATAN
TTGNGGGGNGGGGGGGGCANAAACCCCNCCCTTCCNCC
>CL7301Contig1
TGGTTTGGCCAGCATGATAAGTTGAGTGGTCCCTTGCTCATTGCCGCTGGGGTACGTTGC
ATATTCACAGATATATTTCCCCTCATCAGACATCCTTAGATCAGCTATCTGGATGGAAGG



GCGGGTCATTTCTGGCTGTGCAGATTGGAAACTGACTCTGCCCTTTAACGATGAGTCTGG
GTAATTGGGCTCATATGAAGGATGCAGAACAGCTATGTTGTTCCTCAATCCATCCTTTGA
CTCGTAGATCCATGTGACCATTGTAAGCTGGACTCCAGTCGGATCGGAAAAGGAACAACG
CAGGTTGACAGACTGGCCAGGATATGACGTCACCTCTGGGTCCACTTTTACTCTCTGACC
CAAGATCCCGTGCTGGGTGAGTATCGACGCAACAAAGCAGAGGAGTCCGATCATTTTTGT
GCTTTCAGGCCAATTTTGAGCGTCATGATGTCTCGCCATTATGTTCCAGGCGCGCAGTCT
CCCCCGATATGAGGTGAAAAAGAGCCAAAGCCTTCAGGTGAAACTCAGTGTAGAGACGTA
CTCTAATGAAGAAGAGGAGATGGAAAAAAACTTGTTTGACAACTGGATGATGGTCGAGGA
AATCCAGCTGATCTTGTTGTTTGAAGAGTCCCTTTCTGCGCCCTTAAGGCGGAATTAGAC
AAATGCAAACGCTCCTGAATGCGTCCTGGCGGCGCACAGGTGAATATTCCCACAGTCGGT
GCTCAGGATGGACAGAGCGGCTGCCGTGGTCTGTTCTCCAACAACTAGTTGTGTGCCCCG
GCCATA
>CL7302Contig1
GAAGTGTTGTTCTTGGTGCTTCTTACTGCCACAAATTCAGAATGTACGTTCAGAAAAGTG
AAAGTCTTGAAAAGTTTTCTGCAGGTTCTTTTTGGAAAGCAAACTAAAGATTTAACTATT
TATATATCAAAATATTTAAGGTTTTGGAAATCTAATGAAATCCTCAACTTACAAACCTGT
AAATATTGTTTGTGCTGGGAAAGTGTGTTTGTATCCGGAGCGTCTTTCCTGACGCTCTGA
TCTCCTGCATTCCTGTCTCACTGCTGCAGGTCAAACAGCTGACTTCATTCATCTGCTTTA
AAGCACAATTAACTACGTCTGGGATTTCTGTGCCTTTTGGGTTGTTTTTATCTAACGGTG
TATGTAAAATATTCAGTGTTGCTTATGTACTGTACATGATGAGACCTCTTCACAGTGCCC
TAGTAAACTTCAGTGCCACAGGCTGGGGAACTACGTTCCCTCACTGCCATTTGGATATTG
CACATTTGGTTGGAAGAAATAAGTAATTCTGAGAAAATTGTGTTTGTTTGGAATGAATTC
ATTGTGGGTCATCTCATCTGTGGTGAGTTAAAATGTTCTGAGTGGGGATTTCTGCTGCAC
TTTGCCATTATAGGACACGTTTCCATGGAGATTCAAGGATTTTTACCCTTTTTTTTGAAA
AAGTGCAGTTTAGTGTAAAGCATAGGATCTGCATTTGTCCATTAATATGAATAAAGCCAT
TTCAAACTTCCAAAAAAAAAA
>CL7303Contig1
GAGGGCTTTGATGGACAAATTCGGTAAAGCGGTGAACTACGCAGATGGTGCCCTCTCCTT
CATCGAGTGTGGAAACGCCATGGAGCGAGATCCACTCGAGGCCAAATCACCATACACCAT
GTACTCCGAGACTGTGGAGCTAATCAGGTACGCCATGAGGCTGAAGAACTTCACCAGCCA
TTCAGCAACCGTCTTGGAGAAGAGACTAGCTGTGCTGTGTAACCGCTGTCAGTCTCTGCT
GTATCTGAGGATGTTCCATCTGAAGAAAGACCACGCTGTCAAGTACTCACGGTCGCTCAT
GGAGTACTTTAAGAATTCAGCCAAGAGTTCCCACCAAGCGCCCTCTCCCTGGAGGACCAA
TGGAAAGGTCAACGGGACCCCATCGCCTCTTTCTCTCAGCCCGTCTTCAGTCAGCAGTGG
AGGAGCAGCAGGAGGAGGAGGAGGAGCATCGGGGTCATCAGGAAGTGTGGCAATCCCCCA
GCGGATCCACCACATGGCTGCCAGTCATGTCAACATCACCAACAACATCCTGAGGAGCTA
TGAACATTGGGAGACGGCGGACAGACTGGCCGCCGAAAGCCACAACTTCTTCCAGGAGCT
GGACGCAGTCATGGAGCCTTTGAGTCAGCAGAGCAGCATGACGGAGCTGGTTCGTTACAT
CAGGCAGGGACTGCACTGGCTCCGCATCGAGGCTCACCTGTTGTAAAGACTGGACTTGAA
TCAAAATACAATAACCCTGACATGACGCTTCACTTCCCCTCTGAGGTCCTTCAAACGTGG
TAAAGTACTGGCATCACCCTAAACGGAGCTCAAACCAAATTAGTTTGAGCAATAAGTGAA
TGTTGACACATCGTTTAGTCACAAAATACAAACTAGTTGGTTGCAGATTCGGATTTTCTA
GCAAAGAAAAAGCAGTTTAATCACAGCTCAAATGCATTAAAGCAGGTAAATATTTTAAAA
AGATAAGTAAAGACTGATGAGACTAAAGGAGCCTATTGTGGACAAGGAGCTCAACGAAGG
CTCATCTCCTTCAGCAGAAGACCAGAAATATGTCAGTGATTGGAACTCAGAGTTAAGGGC
CTCGGGCAGATATTGATCCAAATGGAAAAGAAGCAGTCCAATCCATCAGATAAGGACCAC
A
>CL7304Contig1
ATTCAAGAGAAAATCCAGAAAGATTATCGCAATCAATAAAAAACACAAGTTAAAGACATT
TTAGCAACTCTGGCACAGGAAGACAAAAGTTGCCAAGTGGCATTTACAAAAAGAAAAAAA
ATAATAAACAAATATTAAAACCTTTTTCCTTTAACAAAACTGTACAAAATTGAGTTCTTG
TATAAATAAGATAAATGTTCACAAGCAGGGAGTCAGTTGAGTTCAACAGATTTTCAAAAT
GTTCAAATGCAGCCTGGCAGGCGTGCAGCCTTTAAAAAAAAGACTGCACACCTGTTTCTA
TGGTAGCTTAGAGTGGACAAAATACAAACTTTGGTGTTCAAATGTGCTCGACCACATTTG
AAGTGATGGGTTGCAGGTTTTAGCTTCAGGTGTTAGAGGTCAGCACATCTGAATGAAGAT
AAACAGGAAATGATCCTTTTAAGTGAGAAAGATGGCAGCATTTGAACACAAAATAAGCAA
ACATTTTGAAAATCCTGGTTGAAAAACATCCAACACCCTGTTTGGAAATCCTGTTTTAGC
AGCAAAATCATTTGAAACTATGAAACAAGGCATCAAATTGCTAAAGATGGACGCAAAAGG
AGCAATTTTTTAAATTTATAAAGTGTGATATTAGTAAGTGCAAGAATCTTTCTTTGAAAT
TTCAAACATTGTGCACGACAGTATTTACAGAGAACGCTCTAGTTGAGTATTTTTCAACTT
AAATGTAACTAAAACCCTGTCAAAGTTTGTGTGGAAGCATTGCGGTTCCCTGTAACAGTA
TCTCTGCCGTCTAAAGAATAAATAAATAAACACTGTACTGTAACACATTGTTGTTTCATA
GTTTCAAACTCTTTTTTGTATTACAAGTAATGGCTATTACATGGAATTTCACTCCTCTGG
ACATTTCCTTCATGGTGCACTGAATCTAAAAAGTTGACAGCCACTGTGTTTTCTGGACAG



GTCATAAATCATACAATAAAAAATAAAACATAAAACACACAACAAACAGAAAGTGTGATG
AAAAAGGGGGAAAAAGTGTTCTATTTACAAAGTTTCGTCTCATGTCTGACAACTCTCAGG
TTTGACACAACACCCTGACAAAAGCTGCACTTACTGTTCCTAAAGGTCTGCAAGCTGCAC
TCCAATGTACACTGCTGGGGACTTCAACAAAAAAAAACTAGCTTCCAGAAGGTTTTATTT
CAATCTACTAAAGAAGCCCATTTAAAGCCTCTAAAACGACTGGAAAATCCCCGGCCATAA
TGCCCGGGTTT
>CL7305Contig1
CGTTGCTCTGCTGGCACGTTGCACAACCTTTCCCACCATCGTGAAGGGCTGCTCGCAATC
TTCAAGTCTGGTGGCATCCCTGCTCTGGTGAAGATGCTAGGCTCGCCAGTGGACAGTGTG
CTGTTCTATGCCATCACCACTCTCCACAACCTGCTGCTGCACCAAGAAGGGGCAAAGATG
GCGGTTCGTCTAGCTGGAGGACTGCAAAAGATGGTGGCCCTCCTGTCAAACACTAATGTC
AAGTTTCTGGCAATCACTACTGACTGCCTGCAGATTTTGGCTTATGGCAATCAAGAAAGC
AAGCTGATCATTCTGGCCAGTGGTGGCCCTCAGGCCCTGGTTAACATCATGAGGACTTTC
ACCTATGAGAAGCTTCTGTGGACTACAAGCAGGGTGCTGAAGGTGCTTTCCGTTTGCTCA
AGTAACAAGCCGGCGATTGTTGAAGCTGGAGGCATGCAGGCCTTAGGGCTTCATCTGACA
GACCCGAGCCAGCGTCTGGTCCAGAACTGCCTCTGGACTCTGAGAAATCTTTCAGATGCT
GCCACTAAGCAGGAGGGGATGGAGGGTCTCCTCGGGACTTTGGTTCAGCTCCTCGGCAGT
GATGACATCAATGTGGTGACCTGTGCAGCTGGCATTCTCTCCAACTTGACCTGCAACAAC
TACAGTAACAAGCTCATGGTTTGCCAGGTGGGTGGCATTGAAGCTCTGGTGCGGACGGTG
CTTCGTGCCGGTGATAGAGAGGACATCACTGAGCCGGCTGTCTGTGCCCTGCGGCACCTG
ACCTCCCGCCACCAGGATGCTGAGATGGCTCAGAATGCTGTTCGCCTCCACTATGGTCTG
CCTGTGGTGGTCAAACTACTCCACCCTCCATCCCACTGGCCACTAATTAAAGCAACAGTT
GGTTTAATTCGCAACCTGGCTCTCTGCCCTGCGAATCACAGCG
>CL7306Contig1
GGAACCCATAAAACCAGGTGACTGGTTTGTGTAGTGCCTGAAGAGCGGCAGCCATAACCA
GGATGTAAACATCTGAACTGTGCAAACTGTCCATGCCTAAAACCTTCAGACATCTGTGAC
AAGAGGCTGAACGGACAAACTCATCTTTGTGGAGTTTGACCCAAACCAACCAACTGCCAG
TGGATGACTTTTTCTCTTTTCCCATCATGGATCATTTTCACAGACCTTCTGTCTTCAGAC
TCACAGTGGCAGAACATTCGAACTTGCATGAAGTGCTTGCAAAAATGTTCCACAGGGTGT
CTTTAAGTGGCGACTGACTCATTGGTCCATACTTGATTTTGACATCTTTGTTTCTGCCAT
ACTCAAGGAAGCACCCAGGCAATGGGAAATGTGAAAACTAATTTTCCAGCCTGATGAGGA
GTGGGGGACAAAGATCACAGACAGAAACTGTGTTTTAGTCAAAGAGCAATAGCTTATACA
GTGGATGAAAAAGTGAAGATCAGTGTTGCTGTTTTGACACTATATTCCTTCAAAACGCTT
AATTCCCCTCGTCGAATGACTGTCGCCGTCTCCTCTGAAGGAAGCTGTCTCCCCTGTTCT
TCCCTCCTCTTTCTATGTGCTTGCTGATGTCTGACTAATGTGTATTGTTTTAAAACAATG
CTAGATACTTGAAATGCTGGCTGGACGGTTTCTGTGCCTCTGAACTGGAATGATTTGAGT
TTCTCCTGCTTTACTGTTTGCACATTCACCTTATGTCTACACACCCAGAATATGCTGGTC
TTCTATTTCACACACAAACAC
>CL7307Contig1
TTTTTTTTACTGCAGATTGAAAGTATACAACTGAACATCATGATTTGATTTTTATTATGA
GACCCCATAAATAAAAATACACAGAAAAAAATTCACTACAAAAAACATCTACTGTTAGTA
GGATTTGAAAACCAAAGAAATATTCTTTATATTTTCACTATAAAAGGCACAACATTGACT
TTATTGACAACATAAAGACAACCTGCAGCATTAAATCTTTTATTTTCCTTTTTATTTTTT
TTCACACTCCATCAGAGAACACTGAAATGTTACAAAGAGATGTGTTTGATTCTACGTGGG
AAAGAAATAAAAACAGAACAGCCTCTATATCAGACTGTGGCTATAGATTGATGGCTTGGC
TCAACAGGAGCCCCTACCAAGGAAAAAAAAGCAAAAAAAAAAGTAGCACATTGTTGCCGG
AAAAGACAAAGGACCTTTGCAAAGCTCT
>CL7308Contig1
TCGGCACGAGGGTCTGAGCAGCCCATCTGCGGCAATGACAACATCACCTACCCCAGCGCC
TGCCACCTCCGCAGAGCCACCTGCTTCCTGGGCCGCTCCATCGGGGTCCGCCACTACGGC
CACTGCAACAGTCCTCCTCGGAAATCCCACATGTCTGAGGGCAGCGAAGAGAACTCTTTG
TAGGTGGACTCAGTCAGAACGAAACAACCCACTGACGTTTGACTCCCAGAGCTTCCAGTG
ACCTCTGCAGCCCCCCAATGCTCAACATCTGTTTGAAAGACCTGCCTCAGAAAATGAACG
ATGCGAGTCAAGCTTCAGCCTGTGGGAATGAGGCAGAGGTGTGTGCACTTTGTAAATACA
ACACCTGTACTATTTATTATTGGAGAAGGTATCAAAACCTATTTATGGTTTTAATTCTCA
TCCCAGTAACAAAGTCATAGATTCTTAGGAAAACAGACGTGAAAAACTTTATTTATTTTG
TGTTGTGTGTGGCAAAAACAGCAGCATCAGCTTTTTGCGTTTTTACGGCGTCCGGGGCCC
ACAAACAAATAGCTTTCCCCCCAAATGAGGGAAAACAATGGTAATTGTTGTGGAGAGCTG
ATACCACTTCACAATCCACCCATTGGTTTGTGGTTTCCACAAACTGGAACAAAACAACTT
TTGTTTTTTCTTCGGAGCGCTGAGTGGAGCAGATTCATCCCAAAAACACTTGTGCAGTCT
TCTCCATCTGCATCTTTCCATCTGGATCTTGCCCCAAAGCCTCAGCCACCGCTGGTGTGC
AAAGTTCCTGCTTTGTTGTGTTTGTGGGAAGACCAGAAAACTGTTAGTAGAACCCTCAAC
AGACGTTCCTCTGTTCCATGCTGGCTGGATTTTTGTAGGTCATGCAAGTCCTGATGCTGC
TTTGCTGCTTCGGTTTGAATGGATTTTTTTTTTAGACAAATAGTCCGAGCACCACCTGAC



CTGACAGAAAATCGGATTTGTCTGGGCGTCTGCCATTCGGATCAGCTGAACGCGCCTGAC
TGTGGCGTGTTCTGTTGTTGGCTCTGCAGACCCAGAGCACAGATATAGTTCAACTGTCTA
AACTCAAGCAGATGTCTGAGCTTTAAACGGCTTATAGTGCATTATATAAAAGTTAGGTCT
TCTGTAAATAAAGGTTACCTGTGTATCTCCCTTTGTATCTACTGTGAAATTTGATGGTTC
ACTGTATCAACATTTGTGTATTTTTGTACTGCCTTTCTAAATCAACATAAAGGATTA
>CL7309Contig1
GGGAGGGCGTGAGATATCATGGAGGATCAGTAGGCAAACTGTGGCCATCAGTGGAGGGTA
ACCATAGCCCCAACTCCGGGAGTTTTTGCAACTGGTCATCCTTTGAATCTTTGGTTTCAC
ACCGTATATTTCAACATGGACATGAAAAAGAGGATCACACTAGAGCTGCGGAACCGAAGC
CCAGCGGAGATCGTGGAGCTGGTGTTGGACAACAGTCGCTCGGCTGACGGGGAGGTGGAG
GGACTGACGGATGAGTTCACAGAGCTGGAGTTTCTCAGTATGGTCAATGTGGGTCTGAGC
TCACTGACCAAGCTGCCCCCCCTGCCCAAACTGCGTAAGTTGGAGCTGAGCGACAACAAC
CTATCGGGCTCTCTGGAGACTCTAGCAGAGAAGTGCCCCAACCTGACTTACCTCAACCTG
AGCGGGAACAAGATCAAGGAGCTGAGTACCCTGGAGGCGCTGCAAAACCTGAAGAGTCTG
CAGAGTCTGGACCTGTTCAACTGCGAGATCACGTCCCTGGAGGACTACAGGGAGAGCGTG
TTCGAGCTGCTGCCTCAGGTCACCTACCTGGACGGCTTCGACCAGGAGGACAACGAGGCC
CCGGACTCTGAGGCCGACGATGAGGACGATGAAGGCGAGGAGGGGGCGGGGCCGACTGGC
GAGTACGACGACGAGGAGGATGAAGAGGACGATGAGGATGGATCAGAGGGAGGAGAGGAG
GAGTACAACGAGGAGGATGACGATGCCGAGGAAGAAGACGATCAGGCTGGCGCTCCGGGA
CA
>CL7310Contig1
TTTACATGATCAGCTGTGTAATATTCACATCACTATATTTGCTGTGTTGTTGTTTTTTTT
AAATCAAAGCACAGTCATTCACATGAGAGCTCATGATGAAATCTGGTTTATTCTTTAAAG
GCACAGTGTTACAGTTTGAAAAACTGCTCTGAAAATAAAGTTCCTCTGTGCTCTGAACTG
TGGCCAAGAATCAACTCATTTTCCCACAATGCCTTTGGGCTTATTCACCAACATAACTAC
ATTGTGTTGCCATGTGCGATACAAGTAAACACATGCAAAGGCTTTGATGAAAAAACAGTT
TTAACACAAAAATAAAAAAAACAAGAATTGTAAACTGTGTGTTTGTGCCGTAGGCGTGTG
ACGCCGACGGCTGAAGCGGTCATACAGGTACAGTCNTGCAGGGGGGTGATGGCTCTTCAC
AGCGTTTATGCGTGTTTGGGTTAGCAGGCAGAGGTCTCAGGACTCTCAGGAGTTGAGATG
GAAAATCCACATCAGGTCAAAGTGATCCTGCAGAATCTGTCAGGACGCCTTTTGTTAGGA
GAGGATGAGATTGACAGCCAATGGAGAGCCTGTTGAGTTTGCAACCTCCTGTGTGACGTC
CTGAAAGAACGACTGGAGTCGCTCTTCGCTTACAGCCAAGTTTTCAAACATCCACCTAAA
AGCCCACATGTTGTCCTTAAACGTGTTGATCACGGGTAGAGCGGGACACAGGGCGCCATT
TAGGATTCTGAAACTCAGAGCTCCCGTCACCAACAGCAGCAAGGCCTGATGTGGGTACAC
CTCGTGAAAAGATCGAGGGATGGTCACGTTGGAATTCTGATGGCTGAGCAGTATGGATTT
CACAACATGCCGCGACTCGCAGAGAAACTCTGGGCTGGGTTGGGGGAAAGCGGTGGACGA
GTTGACAATTGTGAGTAAACTGGTCCAACACTGAGAATCCTTGTAGACGGCAGCAGAACA
CCTCTGAGCCTTGAGAGCAAACTTCACCAGGTCCACACACCTCAGAGGAACAGCATCTTT
AATGGGCTCCCAGACAGCATTGGGGCAGTAGAGCTGCTCTGGCTGGCACACTATCAGCTT
TGGCGCTTTGGCCGTTTGGAAAATGCGAAGATACGTAAGAAAGAGCTGAGGAGAGAAGCG
GCAGGCGGGGGCATTGACTGATGGGAACAAGCTCGTCATAGCCTCGTGCCG
>CL7311Contig1
TTTCATTTCAAATGAATTTATTGAACAACAACATAAAGTCTTGATTTTTGTATCTATTCT
CTGTAAATGAGCAGCAGTTCTGCTGGTTTGGAACGGAGCAGAACAACAGAACCCAACGAC
ATGATGCGGTCAGCTGTGCTTCAGCAGGTGATTGAGGACGCTGCTCTGTTTTAGTGCTCT
GAGGTCAGAAATGTCTTCTGCAATCACTGGGACGTCTTCACCGCAGTCTGTCTGCTCCCC
CCTCTCATCTTCGTCACTTTCAGACAGTGTGCACAGCAGAGCATCGTTCTCATAGGTGGG
GAAGTAGTACTGTGGCTGGTCCCAGGCGGACGTGTCGGGCAGCTTCATGACGTGGGCCTC
CCTGTCAAGGTGCTGCATCAGATCTGCTTTGGAGTCAAACTTCTGCTGGCAGCTGTAGCA
GCGGCTTTGGTGGATCTGCCGCCGGATGAAGTTCACCAGCTTGACCTGCTGATAGAACCT
GAGGTCCAGTTCTGTCTTGAGTTGATGGAGGTCAAAGGTGTGTGCGTCCTTCATATGCGA
GTAGAGCTCATCCATGGTCTCCGACTGATGATCACAGAACAGACAGACAGCAGAGACTGG
GTTCGCCTGCCAGTCCGACCAGACATCCTCCTCATCATCTTCCACCAGCTCCCGGTCATC
CTCACTCTGAACCTCCTCCCAGGTTTTTCCCAGTTCCAGGTAGTTGATGACATAGAAGCG
GTCGTACTGGTGGTTGTTGGCGTTGATGCGGCGATGGGCTTTTTCCTCATGTGATCCTTC
AGCGTAGTTTTATCCCGAAATTCTTTCTCACAGTATAAA
>CL7312Contig1
ACAAGGGACTCATTCTCCTGATCCAGCTGTAGTCCTGGAGGTGGCCCGGCCCTGCTGCTA
CCTGCGCAGATCTCTCTTTTGGCACGCCTACGGGGTGGTTTTTTCCTCGCAAATTGCTCG
CCTTTGGATCGCTGCGGGAAATGAGAAATGACGCTTTTTGGGAGTTCCCCTTCAGACAGT
GAAATGTGAAGAGCCGCACGTCTTCGTTACAGACCCCCCACCACCCTTCTGTCCCGGTTA
AAGCGCCCCCCTCCTCCTCGTCCTCTCTGGAACACGCCGGAACGGTGAAGACCCAATGCG
CGCTGTCAGATGTGTTGGGAACGCGCGTTCTGAGGATCGGACTCTCCACGTCCCGCAGCC
ACTTTTCCGCGCGAGACTTATTTCACGCTCCAGCGGCGTGAAGAGAATGAGGCTTGCGCA



GGTCGGCCGAACCGACTCGACCTGTTCTACCTGGAGTCGTGCGGCGGTTGTGTTTGCGCC
TCTGAGAACTCCGAAGAGCCGCGGATCACGCAGGACCACGGCTGAACGCTGACTCCTTTA
CGCAAGACGGCCAGCGAAGATGTCTCCTACGTGTTCAACGTATATCTCATTAGATTGGCG
TCCAGTCTGATCAACATCATCAGCGATGTAGTCAGTCTGGTCATCTGCGTGCTGATCATT
TGCAGTAAATACTCCAACCTGCTCAAACGGGAGACCATGAAAATGATCCTCCTGCGCAAA
TTCCGCGTCCTGATCCTCATGGTGTTCCTGGTCGCGTGCTCCATGCACATCATGATAGAC
TTGTTACCCAAACTGGAGCGGCAGGGCAGCGGCGGCTGCTCCTGTGCGCACACGCCGAGC
GAGGAGCCTCAGAACTGGGGGAAGCAGGGCTGGCCTAACAAGCACACTCTGCGTATCCTG
CAGGACTTTAGCAACGAGCCCAGCTCCAACGTGTCCTCCCACTCCCTGGAGAGGGTCCCG
CTGGCTGTAGACAAAGCTCTGGAGAGGCTGGAGCATCCACGCGCGGACAGAAAGAGCGGG
TTCAAGCAGAAGGCAGCAGTGGCCAAAAACGCACTG
>CL7313Contig1
CTCCAGCAGCTTCAGAATGATGGCCTCCACCTCGCCATCAAAGTGACATCTGACATGAAG
AAGGGCTGTGACTTTGACGTGTTTGCTGTCGTTACTAACAACACACAAAGTGAGAAGATG
TGTCGCCTGGTGTTTGGATCCTGTGCTGAGTCCTATAATGGCACTCTGGGGGAGAACTGT
GGATTTAAGGACCTGCTCAATGTGGGCCTCTCACCAGGTGCAGAAAGACGAATTCCACTG
AGGCTGAACTATTCCAAGTACGGCAGCCATCTCACAGAGGACAACCTGATTCGTCTGGCA
GCTCTGGTGGTGGACTACTCCACAAAGGAGGCCATACTGGCAGTGAGACATATTGTGCTG
GAGAATCCAGAAATCAAAGTCAGAATCCTGGGAGAGCCAAAGGAGAACAGGAAGCTTGCT
GCGGAGATCACCTTGCAGAACCCGCTACCAGAACCGCTGGAGAACTGCTGCTTCAGCATC
GAGGGAGCCAACCTGACCGGCGGACACGTCCTTTCTGAAAGGCTGAGCTCCACTGTGGGA
CCCGGTGAAGACGCCAAAGTGAAAATCTACTTCACTCCCAGCCACTCGGGGCTGAGGAAG
CTCGTGGTCGACTTTGACAGTAACAAACTGTGTCACGTCAAAGGCTACAGAAACGTCATC
ATTGGAAAGTAAAGCCTCGATAATTGTCATTAAAATGTTTGCAGTATAGCAATAAACAAA
T
>CL7314Contig1
CCTACTGGCTTTTCGGAGGGAGACCATTCACCCTACGAGACTCACTATGTTTTCAGCACT
GCAACGCGTCCCAAGGATGCATTTGTTTCTTTATTTTTCGTTACTGTTCGCGGGTGTGCT
TTGCGATACCGACGCAGAAGAAGAGGAGCATGCTAAGCACACGTACACGGTGGAGATGTT
TAACGAGGCGGTGCCCACTGCACCCCACTTTGTCATGTTTTACGCTCCCTGGTGCGGCCA
TTGCCAGAGGTTACAGCCGACATGGAATGAACTGGCTGAGAAATACAACAGTATGGACGA
GCCACCGGTGTATGTGGTAAAAGTAGATTGTGTTCAGGACACCAAGTTCTGCTCCAACGT
CCACGGCGTGAGAGGCTATCCCACGCTTTTGTTGTTTAAGCCAGATCAGGAAGCAGTGAA
ATACCAGGGTCCCAGAGACCTGCAGTCGTTGGAAACATGGATGCTCAAGACGCTCCAAGC
GGAACCTTCAGAACCAGAAAGTGAACTGGAGCCACCGAAAGCCCCGGAGCCCAAACAGGG
CATGTATGAGCTCACTGCTCTCAACTTTAAGGAGCACATATCCAAAGGGGCTCATTTTGT
GAAGTTCTTTGCACCCTGGTGTGGCCACTGCAAAGCCATGGCCCCAACATGGGAACAGCT
GGCCACCACCCTGGAGCACTCTGAAGATGTAAAGATCGGAAAGGTGGACTGTACTCAGCA
CTACGAGGTGTGCTC
>CL7315Contig1
TCTGCAGCGCCTCTTTGATCATCTGCAGCTCTGTGTACATTTGGGCCATGAAGAAGTCTT
TAACCCAGCAGTCGGGCAGAGACAGAGACTTCAGCATGTCAATATTGGTGACGAGGTTAC
TGAGCTCTAGCCATGCGCCCCAGTGAAGAGGAAGAGCATGAAGTGCCTCCACTAAGACGT
CCACCGCCTCCTTAAGGAGATCAAGTTTTCGTAGAACAACTCCATACAGATAGAGGGCAA
AGCCATCCAGCTCTCCTGCTGAGTGCCTCTTGCTGAGCTCAACTCTCAGTTCTCGCAGAG
CTTCATTGCGCACCTGACCCTTCTCCAAAGGACCCAGGCTATCCACGGTCTCATCATCTT
TCTTTTTCTCACCTGACAAATAACGAGAATACATGTAGAGGAAGTAAGCTTTCTGACTAC
AGCAGGCTCTCAGAAAGTAAGCAGCACGGTCGTACTCTTTCAGGTCAAAGTAGGACTTGG
CCAAAGTGACTGCATCCAGGTCTTGAGCATCCTCCTCTGTGAATGGAGGTGGTGAGGGCA
GCTCATCTTTGGGAAGAGGGTCCAAAGCAAACGCCAGTTCAGAAGCCCACTTGGCGCTGT
GCAAAAGTCCCCTGTCTTTGCAAAGAGAAATTACAGATATGAGCTGCTTTTTTATCTGAA
CCAGGTCCCCAAACTCTGCACACAGAGCCGCCATTTTCCCCCGGCCATAATGNCCGGGTT
TAA
>CL7316Contig1
CTATGGACCAGCTTTGTAACAACCTCCCATGGAAGACGATCAGCCAGAAGGTTGAGACCA
GACACTGGAACCAGTGTCGTCTGAAGTGGTTTAGCCTTTTGGAGAAAATGACAAATGGTG
GATTCCCCAGAGGACCTGAGGGTTATCAAACCAAAATCCTCATTATAAACACATTGTTCT
CCATGTCTGTGGACGACCAAGCAGACATCGAGTGGGACGAAGTGGCTCATGCTGTTGGCA
ATGTAACCCCCATGGGCGTGCAGAGGATTTTCCACAGACTGAAGGTTACCAAAGTCCCAA
ACTGGAGCAGAATGTCGTATGGAGACATCATCGCCTTCCTGCATTACCACACGGTCCCGG
CTCTGCAGAAGAGGCTGAGCTCCTGCAGGACGGCGCCAGACTCCCAGGGTCTGCAGGCAG
AGGTCACGTACGGGCTGTCCGACATCCTAAGCATGGACGAGGATTTCGAGGTGGATAACA
GCTAACCCCCAGCCGATCAGGACTTGTGCAGTTCTTTGCGAGATAACTGAACCTTTTTTT
CAGACATTGTCCTCACATTTTTACTTATCAGTAGTATTTTTACTATGATCAACTACAGTA



AAACTGCTAATCAGTTTGAGGTGCTTGGAAGTCAAAGGACCCGGAGCCACGGTCATAAAA
TGTATCGTCTCTGATGTCAATCATCCATGAGGCTCTCCTGTCAAATAAAGACCACCTGAA
AGATCCTCAGGCGGGGTTACGGAAAAGGGGATGCTGGGTACTGTAGTTCACTTGTGGGTG
ATGGCCTGCAGGCTGCTTGTCCTCTTCATGATGTTTGGGACA
>CL7317Contig1
AAGGCGACCCTAACGGCTNGCTTGCATTCACTTGCAGCTCCGGTTTGTGGCTGACCAGCT
TGGAATCGTTCACTTCCAGCTCTTCCGAGAGGGCAGCTGCTGCAGCCGCATTAGCAGCGG
CCTTTGCAGCTTTTTTCTCCTTCTTCTTTCGCTCCCTCAAACTGACGGGAGCCGGCGGAG
ACAAGGAAACGGGCTCGTAGGCCACAGGTGCCGGGGTAATCACGGGTGCAGGTTCCTCCT
CCAGACTGGAGCTCTCTGCGCCATCAGCCACATTAAAATCCTTCAGATCCTCCTCTGACT
CTCCTCCGCCTCCTCCAGCTGTTCCTCCGCTGGCGCTCTCCTTCTTTTTGCTCTTTTTCT
TTTCGTTCTTCTTACGGAGGTCTGGCTTGGTGGGTGGCAGCTTTAGGTTGCGTTTCTGCC
GAGCCAGCACCTCGTCATAGGAGGTTTCCTTCATGAAGAGCCAGAAGAAGAGGAACATGA
GGGCAATAACCAGGGAGGGGGCCAGGATGAGAAGGTACTGAGTGTCGTAGATGTCCAGTG
CCATTCTGTAGCTCCTGTTGTTGGTTTCCTTAGCTAGTGTAGAAAGGCGTTGTTCTTGCG
TTGACTCTGGCAGGCCCCTTATTCCCAGCGCGGCTCCAGCCTGGCTTT
>CL7318Contig1
ATTTTGCCACAATGCACAGAAAATCCGTCAGGAACTTTATGAAACTAAAGTCTGACACAG
GTTAAGGTTTGGTAAAAAAGCTGAATCTTCAGCTGCTAGGACCCGGCAGCTTCGTCATCA
TCTTCCCTCTGCATCTGTTCGATGAGTTTCTGGCGCTCTGCAGCCTGCCTCATCCTCATC
ATCACTATGCTCTCATAGTCGCGCTCATTTGAAAGCGAGCCCTGTGAGGACAGAAACTGG
CCCGATTGAGACGCCTCAGCAACTGGCTCGGGTTTCCCTTCCAGCCATGAAATCTTTATG
GGGTTCCCACTTAAGCCACTTTCATTGCTTAAAGCCAGCTCAGCTGCTCTTACGGATGCA
AACTCCACCACAGCGCTCCCTTTTTTCTTACTTGACACAATTAGATTCAAAACATCCCCG
TACTTTTGTAGTAGTTTAAAAAGAATGTCGTGAGAGTAGCCTCCGTTCATCTCGTCATCT
TTTTTACACTTCCACTTCAACTTCAGTTTGGGGGTTGCGCCACTCTTTCCTCCCGATTCT
CCAGGTTTGTCGTTGTTCTTCTAGCTCCCTCTGAATCTGCTCCCTGATGAGCCGCTGTTC
CTCTGCCAGCTGTCGGGATCCCTCCTCTCTTAAGCGGGCAATCTCTTCTTCAAGGGTTCT
GGTGATCTGCACGTCCTCCTGACTCTGGGCTTCTGCTCGTCTTTCTCTGGCCTCCAAGTC
AAGTTTAATTTTCTTCCTCTTATCATCAAGTTTCCTGTTTCTTTCTTCTGCTTGTTTCTT
GGCAGCACAGACTTTGTCATAAGCAGCCCTTGCCGCAGCATCGGCTAAAACTTCAAGAGC
CTGGGATAACTGGTGGAATAATTCAGCTGCTTTTGGGTTGTCTGGATTTTTATCTGGATG
ACAAGTCAAGGCCTTCTTTCTGTAAGCTTTTTTAATCTCTTTGGTTGTGGCAGAACTCTT
AATACCGAGTAAGCCATACAGATCCATCTGTAGGATATCCTTGGCCTTTCCAGACATCTT
TTCCAAATGACAAGTGAAAAGACAAAAAATATATACAATAATATTTAAAGTTAAAAATAA
TTGTAAGGGTTTGTCTAATTTATTTAGGCTATTTGTTGTGGTAGTTGTTTCATGATACCG
GAATGACTCGGGTCGCATGAATATCCCCGGCCATAATGN
>CL7319Contig1
TCGTTGGAACATGATGCTGGTGCTTTATTTAAAGTAGATNAGACGTTTTAGATATGAAAG
TTAAAGGCAGAAATGAGGCGTCAATCATTGTTGACCAAGAGGCTGCAGTGTAAATGCAAT
AACTTAAGTTTACTTTGATTTTTTTTTTGTGTGTGTGTTGAAAAAATAAAATAAAACGCA
AGAGTCTACATCACAAGCACAGAAAAGCTGGATCAAAGTTATAGTGTTACATTTTTTCTC
CGTAAATATCTCACTCTGCAAATGTCAAAGGTTCAAGGTAAACAAGCGTGTGATCCGACA
AAGCCACAGCATGCCACAGCTATCAGGAAAGTATTCAACCACAAACGATTCGACCTGATA
TCCCTTCTGACAAACATCCAGAGAACTACCACAGCACAGAAACCCACTCGCACAGAAAAC
ACGACTCGTACCGTCACAGCACGTGGAGGAAGCCGAGAGGTAACGTGAGCGGACCTGAAA
ACACGGGAGGCCGCCCTAAGCGCTCGCATCAAAACGGAGGGCTTTGGATGCTAAACCCTC
CCTGCTGGTTAGAAACATTCTTTAGGTTCTGGAAATATATTGCTACACAGTGTTACTCCT
TCTTAGTTCATATACATCTGCAGTCTAAGGTTACAGCTAAATCTGGGATGTCAAATAAAG
ATGCAACATCAATTATTTACATGAGTGTGTCAGTGCAGATTCAGGAACAGGGATTCAGTC
CTTGCAATTCAGGAGGAGGGTGGGCGTGGCTATAAGGTGGATGAGGTCTGTCATTTGACA
ACTTTCACAGTANAGAANAGCATCGCTCAGCAAAAAATCCCCTGCTGACGCTCATTTATT
CATCCANAAAACGGCGGTCTTTCANGTTTTCTTTCATCG
>CL7320Contig1
GGCCATGTTGCGTTCGCTTACAGGGACACGATCCTCGCAGACTTTCCCGCTACAGATGGG
TTTTTCTTTGGCAGCTGCAGCTAATGACAGCTTCATTCTAAAGCCATGTGCTGAATGAAA
CTTGAATCCTTTTGCTCTGTCAGAAGCTCCATCATGTAACCAAGTGATAGTTTGTGCAGG
CTTCTGGTTTTTGGACGTCTCTGCTCCCATCGCGCTTCTGTTCTGTTGTCTGTATCAGGG
GCTGATCGGAAAATCCTTTTTTGTCAGCTCAGAGCAGGGCTCTCTGGTCTTATTCCTCGG
AGTGCTCTCTGTTATCGTGAAGTGAAAGAGCAGCGAGGGGCGGATTTACTGCTGGAACAA
CCTCCACCTTCCTCAGAGGTCCCCGCTCTGCTCTGCAGTCTTTCTACAAGTGCTGATGTG
TTCAACGCCTCCACCCCGACATGTATGAAAGTTGGATTTGTCCTCATCTTAACTTAAAAA
CGCAGCTTGACAGACAGTGAAAAACTGTTTGGTTTTCAGTATTTATGCCTCTCTTGTTAC
CTTAACCATAAGGAAATGTTTTAAACCAACAGTTGCAGTGGTAAAGCTTTAATTTCTGGT



GAGCAAAAGTTTTATTGAATGCAGGACGGAGGCAGAGATGGCAGCTGACGGTGTGTTGGA
AGCCTGCAGAGGGGAAGTCTGCCTCTGCTTGACTTCCTCCCACACAGCAGGTAGCAGCCC
CACTCTGGCATAATCGCAACCAGATCTGATGATGGGTTGTGTTTTTCTAAAAAATTGGCC
TGACTTCCCTCCA
>CL7321Contig1
AATGACACCTCCTCTCAACAATCCCACACACAAATGACACATTTATGTTCAGAAAACTGC
AGCGAAAATATTCACACATTCACAAATAAAGACTTGATTGGAGTCAACAAACCAAAAGAT
GTTCAAAGAAAGTGAAATACTAGGAAAAAGTAAATGTTTTTTACATTTAACAAAGGAAAA
AAAAGAAATACAATTCTTAAAAATATTTTAATGTAGTTAGACACGTTCAGAAATACTTAT
TGCTGCTTTACAACCAAGCTGTATAACATTTTTAAGAAGCCAAAAACCAGGCACCGATTC
AGCATCATGCTCCAGTCCTGTATCATGGTGCTCCATCTCATCGTCCCGAAATTCCTTGAT
AACCTGCAGCAGCTCAGTGTACCGCTCTGGGTCCTTCTCCATGAGAACTCTTATCTGGCT
GTTGTAGTGTTCAGAAATACTCTCCTCCACGGCCACAGTGCAGGCCATAGCTCCTTCCTT
TCCCAACAGCGCAGTAGAGGCCCCTAATACAAACCCCGCAATGTTCCAGAAAGGCAGCAG
TGCTGTGGGACGAACTCTGTTCTCTGAAAGAATTTCATTGAATTTTGCCAAGTGCTTCTT
TTCTTGATCCCACATTTGCTGGATGAGAGGTCCGATCTTTGAACGGCCCAACACTGCCAT
CTGGCCCGCGTAAATGCGGTTCGCACCAAATTCCCCAGCATGGTCCACGCGCAAGATGCG
GTGGACCATTTCCTTCTCCTCCTTGTCGCGAGGCGTTGGAACAACGCTATAGGCGCGCGC
GCCGAACTGCAGGGACGCTCCACATTTCTGCTGAAACGTTGCGGGACAGAGAAGCTGGCG
GGAGCAGTTTGAAAGTGTCCTCTGCGTAATCTTCTGCATGGTAGTTTTTAAATGTTTCAA
CTACCTGCGCTATAAGTTAAAGAAAAGAAAAGAAAAAACTTACGAAATTAAGCGTGTAGG
ATGACATTGAGCGTCGCCCCCGGCCATAATGCCCGGGTT
>CL7322Contig1
GTCAAATTAGCCTTATGTAATCTGCAATACACATCTTAATAAAATGTAACTTGTGTTTAA
ATGTGTCTATTGCCCAAAACTATTTTTCATACATGCTGTTCATCCTGGCTTTGCTATTCC
CTCTTGTGCATTAATCAAGTTATCTTGGCTTGAAAAGCAAAAATTAGATTCTCGTTTTTT
TCCCCGTTGCTTAAAGCTTTCATTTCTTAACGGTCACTGTGAATATGGTGCTCTTGAAAG
TTTTAAATGAACAGAAAAAAAGTTTCCAGGATTTGAAGTAGCGCATTTCCAAACATTTCT
GTATACGATTGTGCCTTTTTCACATTTGTAAATGGACATTTTAGAAATCGAGGTAGAGCT
CATGTTTAGATTCAGATTCTAATTCCAAAAGCTTGTTTTACAGACTCAAATGTTTCTGGT
CATAATAGAATAACCCTATTATCATTGGTCCTGACTGCTTTTCAACTTTTAAATGGTGCC
AAATAGTTTTATACAAGGGAAAAAAGAAAAACATAGGAGTTAGATGGGATGTGGTCAGAT
AGTTTGATGCACACAGCTCAACCTGCACTTCATGTCCGCGGTCCTGCCTTCCAAACCACC
TTTTTGCATGATGTCATTTCCTGCTTTTTAAATCTTCATTGAAGGATTTGGTTTCACAAC
TTGCAAAATGTTGTATAGTGTGCTTGTATGAATGTTGTGTTACCAGTTCTGTCAATAAAA
GCGTTGTTTAATTAAAAAAAAAA
>CL7323Contig1
TCGGCACGAGGCCGATGTCACCGATGACCTTGCTTTTGTTTTAATAGCCACACCCCGGTT
TTTGTACCGTTTGTAACACTTGGTTTTAGGATTTCAGTAAGGCCCGTGCTAAGATCGCCT
TAAAGATGTGTATGTGGAGGACACAGGGNAAACTTTCTGCATTTTATGTGTTGTAAAAGA
GTCAACATGTTAAATTCCTTGTTGTTGTGTGACCTTCCCTAACAAATTAGGACTGCATTG
CACCATTTTAAGAAGGTTGTTGTACCGTTTTATGTTTTAAATGTCAGAGAAATGACTGAT
AATTGTGGACACCAATCGCTTTGCTGCGGCAATTTGTCTTATTTATTGCATGATTTTTAT
TGACAAATGACCCTTTAGTTTTTTAATTGGCTTCTTTTTTACGTTTATTTTGAAGTGTTG
CATAATATTATACTAACAGGGATGTTGTTTTGTGTGTGTGTGTTTTTTTAGCAGTTAATC
TTAACCACTATTCAATCTTATATTATTTATTTTATTTATATTTTTGGGGCTGTCTTGAAG
CTTGCAGTTCTTTACTACAATAAATAAAGGGAAATTTGTTCATGTGTTTAAACATTTTCA
GCCTTTTTTTTAAACCTTAAATTGCCATTTATAAGCAGATTTAGGTTTATCTTTGGAGTG
GAGAGTTTTACCCTTGAATTATTATTTTTTTAATTTAACCTTTGTCTTCTTTTCCTTTAG
TTGGACTTGATGATTTCTCTCACTTGTAAAAAAAAAATCATTGAATTCTTCAAATAAAAT
GTACTTTTATCTTACAAGTTTGTGATATTTTGTTTCAGTTTGTATTGAATCTTTAAAGAT
AAATGTATTCTCAGAACAGTAGTGTATATTTTTGTAGACATTTATCCATTTTTTTTCCCC
CTCCAATTTTGAAAATTATTATTGGTCCTACTTTACAAATTTACTCTTCATGCTGACATT
GTTTTAGGTTTCCTATTTTTGTGAATTTCTTATTCACTGGCTAAACTCTCATCAAATTAA
ATAAAACCAATAAAAGCA
>CL7324Contig1
TTTTATGCTGGGCAGCATGATTATATGTAATACATAAATAGCAACACAGTTTGTTGTTTT
TTTCTTTTTTTGTACAAATTTGCATATTACTAGTCAAAAAAAAAAANCANCNCAAACGTA
TNCNTNCGGTTANCTTTTAAAANGAAAAACATTCNCNCNGGGNAAAAATAANGCAGGACN
CAAACATACNNGNGGTTAGGCANCCATAAAACNCNCTTTNGCNCGGGGGNGNGCNCANGC
NCNCCCACAATTACNCTCACACACACGCTTCTCTACGGGGTTCTATAGCAAATAANCANA
CGGATANCAGTTAANCNGANGGANGGTTNCANCTAATTTNGATTNCNATNATTTTNCATT
AAANCNA
>CL7325Contig1



TTTTTTATTTAAAGAATATCATCCAATAAATTGATGGTCAGAAACAAACCCAAGATTTCT
ACATCCAAAGAAATCACCATACATCATGGAAGCTTACATCACAGAGTTGAAACCAGTGAG
AAGATCCACCAGTATCTGTCCATCCCTGATGGTTCAATGATTGAGTGATGATGGAGGAGA
AAGCTGCATGATGGAAGGCTGGATGATGGTTGGATGATGGTTGAGGTTTGGATGATGGTT
GGAGGTTTTACCCCAGAAGAGGAGCCTTCCACTTACAAAACAAGAAAGCTACATTTAATA
GACAGTAAAGCGAGAGGATGATGAGACCTGTGCGATGTCAAAATAAAAGCACAGGGTTCG
TCTTGTCACGTATTTGATCCTCCATCATTCTAGTATTGCTACAATAATCATCCGCCTAAA
TTTGAAAGAGCGGTCCGTGAAAGTTTGTGTGACGTCATACCGGTCCGTGGCATGAAAAAG
GTGGGGGGCCACTGGTTTAAGGCACCATGGTTGGATGAAGGTTGGATGCTGAACAGCAAT
AGAGGCTGAGGATCTGAGAAATCATGACAGCTTACAGTCAACATCTTCTTATCTCCTATG
GTCCAGTGGTCCTCCTTCCTGATCCATTTCTGCATTTGTGCTGCTCGCCGGTTGAACCTC
CTTCTGACTGTTCGTCGTTCCTCTGATCCCANACTATTCTCCGGGGGGAGGATCCTGCTC
CTCATCANCCTCCTCACAGCTGTCCATGTCTCCNGACGGCTGCTCTTGGGT
>CL7326Contig1
GCACACTGGATTCATAAATATGAAGAATTGTACATGTTAGTTGGTGTATATTGTCCATCA
TTCCCCTATTAAAAAAAAGACAGTTTGGATTCAGAATGATCTCTTTAAATGCATATCTGC
TTATGTTACAGGGTTTCTTGCAAGAAAAGCAATAAGGGTCGTCATATTTGTCTTTTTTGA
GAACGCTGGCGGCTGGAGCTCGTTTTGTTCCGTTGTCAGTTCACCATGACTCCACAGCCA
ACATTTGCGTGCAACTCTGATGACACCCTGATCCTGAAATGAAACTGCATCGACGTCAAA
AGAAAAAATAAAAAAAATAAAAAAATAACAACTTTGTCACTGTACTGTGCCGTAGAAACT
CTAGTTGATTGTTTGTAAGTATAGAAACCGTGGAATCATATTCAAAAAAAGCTACAACTA
GATGTGTAAATGAACAATGCTGTATGTTGTCTTTGATTTTTGTTTGTTTTGTAAATGAGA
ATAAACTTTAGGCAAAAAAAAGACCTTAATGTTAACAAAAAGGGTTATGAATCATAGTTA
GCCTCAATGTGAACACACGGGTTCTGTTCAAAGCTGTGTAGGATGTTTCTTTTGACGGGG
TTCTGTGACCCTTTGGAATCTCAATGCATCAACGAACCATGNNNAA
>CL7327Contig1
TGAAGCTGAGGAGGATCATCCCATCCCCGAGCTACCAGATTTCCTCAGTGGAAAGCACTT
TTTCCTGTATGGAAAATTCCCCAACGATGAGAGACGACTGCTGTTGCGATACATCGTCGC
CTTTAATGGGGTGATTGAGGACTACATGACGGATAAAGTGCAGTTTGTGGTGACCAGTGA
AGGGTGGCACGAGTCCTTTGAAGATGCCCTGATGGAAAACAGCAATCTGAACTTTGTGAA
GCCTGCATGGATTTATGCCATCAACGAGCGACAGAAGCTCCTGCCCTACCAGCCTTACAC
CGTCGTCCCCTGAGCCTCACCCTTCCCTGAACATCCTCAGAAACTTGAGGTTTGCAAAGC
CATGTTTCACCTCAAAAGGGCAATAAATCAGGTTCAGCTCTTCCTGTCTTTACACTGACT
TCACACCTTTAGGTTTAATCTTTTCTAAAGAGATCAGAAAAATGGGTTTTGTCCCTCAAG
GATTCATTAAATAGATTGATTTACAGCTTCCCCATTAAAGGCTAAAGCAAACAGTAGAAT
GAACGTTTTCTTGTGCCACGTATCACTTGGACACCATGGAAAAAGCCAGGTCTCTGTTTT
TTGTGTGTGTGTTCAAGTGTGCTGCTCCTCCTCGGCCCCCTCAGGCTTCGCGGGGAAAGA
GTAATCGCCCTGTCCTGACTGCCACTCGCAGTGATAAGACTCAGAATACAGTTGAATTAA
TGAGACGAAACCCAAAAGTCACAGGAACGATGTTGCTAGTTTTTCTACACAACAATGAAA
GACAAAAAAAACAACCTTAAAGACAAAAGCAATTGCAAATGAATTTAAGTAGTAGAGATT
TCTTCTTTTTTTTAGAACATTTCTTCTTTGTGTGTTAGAGTTCAATCTATTGCGTTATTA
ATATTTGTGTTATAAATCTACCAGAGATGGCAATAAGAACATAATTCATGTGGATACGTT
TGAAATAGTGTTTGCTTTGGGTTCTTACAAAGTAGTTTTTTAACTCAAGCTTTTTTTTAT
CATTATTATTATTATTATTATTATTCTATTGTGC
>CL7328Contig1
TTGTGATTTATAAATTATACATCCATTTTTAAAATGTACAATGGTCATTGCATTTATCCA
CGTGTGTTTGATTTTAAGCCAGTTTGTGTTCAAAGTATTTACACATGTACAATTATCAGG
CAGCATGAATAACAGAAAAAATACTGGGCTTCAAATGAAACAGTTCAACCTTCCTGCTCA
CACTCCTTGAAATATTTACTCTGGTCCATGATCAGGACCATAACACTCACGATCCTTGCA
GATTTGTATAGAAAGACACAGATCGTCGGACGTGATCCATGGGAGAATCAGAAGGGATTA
CCGTCTGACTGACGTCAAAATCAAAAGACAGGAAAGACACAACAGGAAAAAAAAGTGGAA
ACGCAGGACACAGAAGTTTATTCTGGAACAGGGTTGGAGGGTGGGGCCGATGGTGCTCTG
CCAGATTTCCGTTCGTAGTTGACAAGCCGTTGACCAACCAGATACTTGTCATTCTTGATG
TGTTCATAAAGACGCTTAAACTGTCTAATCTGGAAGGAGAGGATGCCGACGAGCGACACC
ACCATCAACAAGAATGGATAGATTCTTCTCTGCATGAGGATCTCCATCTCAGGGGCAACT
CCTACAGCAGGAACCACCCCAGCAGCAATCACATACGGCACACACAGGGACAACAGAAGC
ACTGAGATGACGGGAGCTGCCAGTTTTCGGATGATGAAGTGGAGATCAATGTTGCGAATT
CCATTTGCATAAACCTGCTCGATAACAGTCTTCAGCCACCACTGAGGACCCATGAGAGTG
ATGGCAGCTATGATTTTAGCATGAAGCACTCCAAGAGCCCAGTCCTGCCAGGGATAAAAC
AAGGGGGTTTGGTCCAGAGGTACTCTGAGAGGAGCCACAATCACCAGCTCAAACAGCAGG
CCAAGTAACAGGGGAATGACTCCAGCAACCAGGAGAGCCACAACAACGGTCTTCAGGATC
ATCATTGTCCACTCTTGGACTTTGCGCATAATCACTGTGCGTCCCTGTGGCATCCAGGCA
AGCAGAACAGTGGCCCCACGGATAGAAAGCCAGCACACATACAGACCACATGCTGCCGTG
TACAGCTCGTGGATTTTAGAATTTCCCATCCAGAAGGACATGAGCCAACGACCTGTAAAG



ACTGGGAGGGTTAAACACACCAGACTGGCCACGAGTAGAGTGATGCACATGAATGCAATC
AGCAGCACAATCCTGAAAGGGAAGCGGACTGGTCGGTGGTATGGCTGGAAGCCCACTGGC
CCCCCCTGTTGGAGGATGGCCTGATGGGC
>CL7329Contig1
ACCGACGGTTGCCAGGGCGATGAAGCGGCTGACGTGTTGAGCGTTTTCCTGCAGGACAAC
GTGATTCCTGTACGGCAGCCTTTCATAGTGGGCGCCCTCTAGTGCTGCGAAGTGATATCG
CGGTTTGAGTTTGTCAGCGAGGACGGCGATGGAGCTGCTTCCACACAACTTTGTGTTCAC
ATCCGGGCTGTTGCCGTAGTGCCAGACCCCTCGCGGCCACTGCGACGTCAGCAGGATGTC
GAGCCCTCGGAACTTGGAGCTGCTGGTCAGCGGGGTAACGAGGGCCGACAGGTCTTTGGA
GGTGAAGCAGTGAGCCGGCGCCGGCTCCTGCAGGGCTTCCTGACCGCTGACGTACGCGAT
CTGCAGCCCAGAGACGCCCGTGAACACCCCCCGCCGCCCGAGATACGTGATGTTTTCCGC
CAGCTCACAGCCGTCGGCGTTTGGGAAGTTCTTCACCGTCTCCTGGCTCGCTGCTCCCAG
GATGTAGGTGTGGATGGGGGCTTTCTTGGCTCCGGTTTTGTACTCCTGCCACTCTGCTTC
AGCTGCAGGTGAAGTCCCAAAGAACTCCCCGACGCAGAGCAGCAGGTCAAACTGCCCCGT
CTTCTTCTGGACGGCCTGGACTCGGCTGAAGAGGGAGCTCAGTCTGCCTTCCACGTCACC
GCACGCCAACACTCTGACCGGCGGACCATCCATGGTTCGGTTCTGAAACAAATTCTGTAG
TCCGGACCTGTGCAGCTTCGAGGTGTCCGTCCCTATAAACGG
>CL7330Contig1
AGACCAAGAACTAATAACTTGCACAACCTTATATGACACAATCATAGCAGACTGTTTATC
TCATAATTTCACAGTAATTCTTTCTCAAACTTATTTATTTATTCCTTTCATGAAGCATCA
TTGGCCAACTAATACTCTGTTTTCATCCTGTATTTGTAGAAACAGTTGTCATTTTTATTG
CATTTCTGAATCTATGAAATCATTGGAAAATAGAATATTATGTTGTTAGCCTTCAAGATC
TTACTTTAAAAAAAGTTTGCTGATTCTCTGAGTCACTTAACATACTCTTAACACTTAACA
TACCTCATACATCAAATTGACCCAGGAACATCATCTCTGTTCCTCACAAATGAACATAAC
AGGAGGGTTGACAATGTATTTAATATAAGTCACTGCGGAGTATAAGTCGCACCCCTTGCT
AAACTATGAAAAAAAGGGCGACTTATAGTCCGGAAAATAATTGTAATTGTAACCTAAATG
AGCTTTTTTTAGACTTAAGCTACTGCTTAAATCCTTAAAGCTAGTCTTTTGTATTGATTA
CCTAAAACACAGATTCATATTTATACACCATCTTTAGCTCTGTCTAGGAAAAAGCAAGCA
TCGATGGATGCACAGATAGATTGAAGGCCGTCTGACTAATGACCAGAGACTCCTTCGCTC
TTTTTACTCACCTGTTGGTAAGCCATGTTGGAGAGTTTGTAGCGGGCGGACTTTCTCAGA
GGAAGACTGAGACTGTAAACGGCGTGCGTGACGGCACACAGGAAACTACACAAGCCAAAC
TGCTTCCTCGCGGTGAGCCATCGGTCCAGCCAGTCGGGGAAGCGTTTGTACTTGGTGCCC
CACTGAAGCTGGATGAAGGCGGCAAACAAGCCTGGAAGGTAAACCAGGGCCAGCATCACC
AGCGCCACCGATGGAAGAGACGCATTGACAACTTCGATGGGCATTTTGTAGAAGGCGCCC
TTTCCCGTCTTGACTAAGGGGTGAATGACTTCCTGAATGAAGTTGTACAGGTAGAAGAAG
ATGAAAAGGCACAGCATGCAGAGGACAGGGATCCGCCATGAAGGGAACAGATGGTGTGGG
AGGTTTTCCACCTCCAGGGAAGATGACAGGAAGCCCATATCCACAGGGATGAAGCCCATC
CTGTGACAGATGTGCTTCACCAAGTCTTTGGCCTTACTACTGTTGCCACACAGGGGAACC
TGCCTGATTCCATCGCGNGTNCGGAGAC
>CL7331Contig1
GGTGGAGCCCTCGGGGCTTTGGCCAGTCCAGCTGGCTCAACAGCAGGGACCAGCGCTGCC
ATGAACACTCTGGCATCTCTCGGTACACTACAGGGTCTAACTGGGAACTCTGTGGGCCTC
AACAACCTTAATGCTCTAACCAGCAGCGTCAGTGGTATGGGGGCTATGAATGGTGGCTTG
GGAGCCTCAATGGCTAACGGGTCAGCTGCCAGCTCCATGGACGCTCTGACGCAGGCCTAC
TCAGGGATGCAGCAGTACACAGCCTCTGCCCTGCCCTCACTTTACAGCCAGACTCTCATA
CAGCAGAGCATAGCTGGCAGCCAGAAAGAAGTAGGGCCAGAGGGCGCCAATCTTTTCATC
TACCACCTGCCGCAGGAGTTCGGGGACCAAGACCTTCTGCAGATGTTCATGCCTTTTGGA
AATGTGGTCTCTGCCAAAGTCTTCATTGACAAACAGACCAATCTGAGCAAGTGCTTTGGG
TTCGTCAGCTACGACAATCCTGTGTCTGCGCAGGCTGCCATCCAGGCCATGAATGGTTTC
CAGATCGGCATGAAGAGGTTGAAGGTTCAGCTGAAACGCTCCAAGAACGACAGCAAACCC
TACTGATCCTCACCAGGGGTCTCCCCCTTCCCAGCTCTAATGCTAGCACTGCTAGGGTAA
GTTCACCCTCCAGCCAAGGTCACCACAGCAGAGACTAAGCGGGGTAAAGGAAAACAGCAC
ACCCCAGGAGGGACACTTACCCTTTTCCACACACACAAAAAAAATGAATTAAATTAAAAA
AAGAGGTGAAAAAAGTTTGCAATGATCCTTCTGCATTTTGCTGTATTTCATTCCTGCAGT
TTTGTCATGTACTTTGAGTCTGAGAAAATATTTTAATGTATATGATTATTTATGACTATC
ACTGGAGTCAGTGTTCGCTGAAGGTATTGGTGTCTTGTATTTAGTAGAGAACATCCGGTT
TGCCGCCTCATTGCCTTCAGGTCAAACGAGACAGGTTGATTTAGCATCAGTTGTATTTAA
AGGTCTAAAGCGGCGTTGACCCCGAAGCCCAGAGCTTCAACCTGCATTTGGCTTTTTACG
TTGTCCGTCATTTGTTGATCGTTAATGTGAAAATGCTGCAGTCTTGGTGTGTTCAGTCTT
TCATCGCCT
>CL7332Contig1
GAGCTGCTGCTGCAGCTTCATGAACTTTTAAACTGCTCATCTGCTTCTTCAGTTAAGCAA
AGTGCACGACCTCTGCTGCCAGCATGAAGAAGAAGATGCCACCATGTATAATTGTACTTC
AGATTCTTGCTGTGTTCTTCCTGCCGGGAGCGTGGGCTCAGAGCGGCAGCAGCAGCAGCA



GCAGCAGCAGCAGCAGGCTTGGTGTTGTGGTGGAGGCCAAGAACATCACTCTCCCAGCCG
GGTCTAAGGCTGTCCTTCCCTGCCACAGCACACGCATGATATGGACACACGACAGGCTCA
AGGACCGTCAGAGGGTTGTGCACTGGGACTTGTTTCGAAGCACCCCAGAATATTCTGTGG
AGCGAATCCTGGACATGTCACCAGGAGCTCGCTTGAGGGTCTACAACAGCTTCAACAAGG
GCCGCGTTTCTATCCCAGACTCTGCCTTCAGTGATGGAAATTTCTCACTTGTCATTAACA
ATGTGATATCATCCGACAAAGGAGTTTACACTTGCAATTTGCATCACCATTACTGCCAAA
TTCAGCAGTCCATTCAAATCCAGCTCAACGTCACCAAGTCCGCTCGGAAGGAGAAGCGTT
ACTGGGATGGAGAGAGGACGGTATTTGTGGTCTTGTTGGGCAGCTCTGTAGTCCTTCCTT
GTGTAAACCGCCGCCCGCTGTGGAGGGAGGGCCTGCTGGAGGA
>CL7333Contig1
TTTTTTTTTTGATGTTCAGCTTTTTATTACAAAACAGAAATACATTGATGTTGAAATCCA
TGTAGAAACTGAGGTGATGATGGCTTTGAGTCGGCAAAAGGTCCATGTACCAACATGACT
AACGTTTGCTCATCAACATATAGCTTCCTGCATCATTACAATCCCTCACTTGTGATAGAT
GATCTATCAGACGGAGAACTGTTGCCACGTGAACCGGGAATATCCAGACTTTGATGTCCT
TTGGCGCCTTTGGATTCATGGAGGTTTTGGTTCTCGGTAACCTAGAGAGAGGAAAAAATG
CTGGGGGGAAAAAGTGCGCTTTTCTTTTGGAGATCCATTGTGAGATGTGAATGAGATATC
CCACCATGACATTTAAGGACAAATATGGCTTTTTCATGTCTGCAGGGGGACATTCCATCA
GCTTCCAGTCCAGCTCGTTTTTACTTTTTTACCGGATGTCTTACACGTCTGCTCAGCTGC
AGCTCTCATCCTGAGGCTCATCCACATGTTTCCTCGTACACAGAAGCTCCCCCGTGCTTA
GGGTAATTCCTTGGAGCTTCAACTCAAAGGGATCACTTTTCGTCCCGGTGGCGTTCAGTT
TATTTGGCTTCATCAAGAAGTTTGAGTCTTTGTCTCATATTGAACTTTCTTCACACGGAG
CCAGCGGTGCGCTTGATCTAAACATGGGAAAACTGGCGAGCTCTTCTTCTAGTCCTTTAA
GTCCTTCGTTTGAGCCGTCC
>CL7334Contig1
GTGTGTGTTGATGTTTCCTTTATGACCTGTCATAGTATTTATGGAGAACTAATATTTATT
GTGACTGTGTTGAACATATTTCAGTATTTTCTTGTGACAGTTTGAAACCCGAGGTGAGCT
TTTTATGATGAAAGCTGGAGTTTAGTTTCTCAAAGAGTGGAGAGGAAATGTAAATATTGC
CGTCACTTTGACGTCGTTTCGTGCCATTAGAACATGTAGAAATGATTCCTCTGAGCTGGA
GATGCTCCGTCATGTTCTGTGTGGGATCACAGCTGAGCTTCCTGTTCCCACATCCATCCA
TGACAGGACGGCCCGCCGGCTGGCAGGAACACCGGGGTTTGGGTACAGTTCCTATTCTGC
CGTCCATGCAGAGGCTGAACGTGAATCGTTGCATTTCTAAAACCGTTCAGCAACGATTCC
AGAGTTTCTTACTGTAAATCAAACGTTGTCATCCAGTGCAGAAGGTCAGGCTGTTCATGA
ATTTATTGAAAACTGTCAAAGTAAAACCAATAAGAGTCAGAACATCTCAAAGACACAAGC
TCTTCAAGACTCAGAGGTTTGAACAGTGCTGACCGTTACACAGCTCTGTTCAGGGAAGCT
CTTAGAATCTCTTTTTCCATTTTTGGATCAAAAAAGTCCTTTTTAAACCTCTCTGATGGG
GAAACAAAAGCAGACGTTTGAGGGCCGATCCTGGACTTCCTGACTGTTATTTCAACGCCG
CTCAATGTAAAGAAACGAAAAGGATCTGGAGAAAAGGAAGGAGCGCTGGGGGTGTTTGGG
GGTCCAGTTTCAGCTTTATCCTCCTTATTCTTCAGATGTCTGTGTTTATAATTAAACATA
AATGTTTTTGTGAAAAATGTTCATCTTCATAGATTTGGTTTCATTCAATCTTTGTCAGAT
TATGAATTTCCTGCTTCAGGCCTTGGTTTACAGAAAGAATTTGTTTCTTTGTTTTACTAA
AGAAAATCTCCCAGAAATGGACAAAATGGAGACAGGAGTCTCTGACCGGACGTGTGTTGG
TCTGAATCCCAGTCAGATTCCGGTCTAAAAGCTGTAACATTTGTATTTTGCTGC
>CL7335Contig1
TAAATGTGATTTGTCCCATAGGGCATGCTTACAATGTGTGTATTATTTAAGAAGTCAAAT
GCCAAAACATATTTTAATTGACAATAAAAAATGGTGCAAGATTAAATTCATTATATTTCT
TTGATGAAGTATGCATGTAAACCACACAAGAACCAGAAAAGGAGGAAGGAAAAGAACCAT
AAGCTAAATTGTAACAATAATAATATCAGCAGTAAATATAACCAGAATACAATATTTCCT
GTTAAATGTAAGCGTGACACCTGATTTTCCTTGTGTCCAGATCATTTACATTTAAAAACC
ATGCTATCATGCTTTGGCAGCCTGGAAAGTTGCTTTTCACTGAGATTATATTCATTCACA
CTACTGAACATTTTCTGTACATCAGTACAAAAATAAAATAAAGTAACACAAGGCTTCACA
CTGTAAAAGGGCTTTTCTGCATACAATAATTCAAAAATATAAAATGAAAAGCAGTTGCTA
TAAATAATGAATTGAAAAAAAAGGTCAAAACAATCAAAGGAAGCCTACTTATAAAAAAAT
ATAAAACAAGGCAAAACTACAAATATAGCTCAAAACAAAAAAGAATTCAAGTTTACTATT
TAAAACACAACTATCACGATTATAATCTCACGTAACAATTAGGAACTTAATTGCATGCAT
TGATGCGTTCCATACCATAGATGCTGTGTTAAAAGTCACTTTTATGTACCCCCTCAGTTC
ACATACTTTGATCAATTGATACAAAGATAAAATACAAACTTGTAAAATAAAAATCTGATG
AATGACAGAAAACTTGATTAATTTCTTTATGCAACCGGAGCTTTCAAAGATTTTAAAAAG
TTTTTCTTTTACCAACCAGAATGTTTGATGCTTAAATATTCTCTTGTTTGAATCTGGATT
CTAAGGTGGTCACAGCAAATATCTCANGTCTGTATTCCCCTTCCAGGTATAATCTGATAA
AATAAAGT
>CL7336Contig1
TTGCTTCTTTTTGTTAAAATNGAAACAACTGTCAAGTTATACATAAAAAATATTTGAATT
TGCATTTGCCAGACATGTTACTTTAAAAAAAAACACACATTGTAAATCATTTGTTACTCA
AAATGACCTCTTTTACACATATTGCTTTACTATTCTGACTCGTGTTAATACAGTAGAGTT



CCTCTGCTTCAGCCTGCAGGGTCAAAGGCAGAGGACTCATCATGCCTAGACAGAAATGAA
AAATTAGCATATTTACAGCTCCAAGAAATAGACCTCCATAACACACAGAACTCCAGCATT
TCAGCAGAGGGGTGGGAAGAAGGAGGGATATAAGTCTCTTTAAGGAGTTTAAGTTTCCTG
CCAGTTCCCCTGTCTTCAGTTTAAGTTGAGGACAGCTGCAGGTGGTGTCTAGAAAGATGG
AGACGTATGCTGGGTTTTCTGCTCTTTCCTGTTTGTAGATGAAGCTCTCTGAATCTCCGT
CATTTCCCTCTTGTTGCTGTGCAACTCCTCATCATCAGATCCGGCCAGCGGTGTGTCTGC
CCCATTCACGTTGAGATTCTGACTGTCAGAGGAGGAATCTGAGGAGGTGGACACTATGCG
AGGCTTCCTGTCCAGACCCTCCAGGACATTCAGAAAGCGTCCTTTACCAAGAGCCTCCTC
ATTGATGCTGCTGCTACCTTGCATTGCAGGAAGTGGGGAGGTTAGGACTCCATCATCTCC
CACCGAGCTGAAGAAAACGTCCAAGCCCTCCTGATCTGATATGTCAATCGGCTCCATCTG
GTCCAGCATGTCCACATTCACCTCCATGGACGAGATGCTGCCGATGGGAGTTCTCTTGTA
GTCCCTGATGGAAAGATGCGCAGAGGACAGGAAGACATCCACATCGTGCTGGAAAACCTC
CTCAAAGAAGCGCTGTCTCTCCCTCAGCTTCAGCTGCTGTGCTGCGTCCACATCTGGAAG
CATCTGCCCTCGCTCCGTTTCAGAGGGCAGGCGCTTGCTGTGGAGGCTGGCTGAAGAGGA
GCTCATGTTGTTGGTAAGTTGCTGTGAGGAGACACAGTCAGTGAAGAGGAGACCCGGAAG
AGAGTTTAGCAGAAAGTCTGATGAGCATCTCCACCTCCTCTGCTCACTCCAGCAATGGAT
CCTGACTGCCACCCTGGTCGCACTTCCTTCTCCCCGGCCATAA
>CL7337Contig1
AAAAGACAAAGTAACTGTTTTCTATATTACCTGCAGCAGCGGATTACAATCCATTCCCTC
ATACAGGCCTATAGCACTGAATGTCAGCCTGACAATAAAACGATGTACTGGATTTTAAAA
ATCCAACGTTATCTTAAAGACCTGATAAGTTGCTAATAATTTATTCAGGGAATTTGTCCT
TTTTAAGAAAATAAAATGGCAATTTATGAAATAATTTCAAAATGCAGTTACTGTATTGCC
GTCCTTTCTTCGGCGAGGACATAAATAAAGGTTGCACTTAGTGGATTTACCCTTAACTGA
TGCTTGGTACATTCCTGATGTAGGACTAAACCACCATATTTAATGTATTGACTAAGTTGA
GACTACTCGTGATTAATGTGAGAAGGAGAACATTCCTGTTTATGGTTTGTAAATATGTTC
TTTTTTATATGTTTAAGTAGCCCTGACTGTACATGATAGACGGCCTAAATGTAAACAATC
AGAGGACCAGCTGCTTGCATCATCCACAGTATATGCTACATGTGACTACCAGACATTATT
TCTTTATCAGGCACATTTGATTACCTCCAAACCCATCCCATGTGTTCCTAACAAAAAAAA
AGAAAAAAAAAGAAAAAAGAGCTACTTCAACACTTTCTGAATCCTTGTGTCTAACTCTTT
GGGGTCGAATTTCTGCATCTCCCAAAGAGCGAAAAACTGGTTTTAGCAGCGTCTTCTCAA
AAGGAAAACCTATTCATTTGCCAAACGGCGACNAAGGTACAACTCCCAGTAGCAAATTTA
GAGACCGTATGTGTCCTTTGGGGATTTTATTTTCCACACATTGAAATGAAAATGGTGCAA
AAAAAAAA
>CL7338Contig1
ATTTCCGGGTGGTGGAGCATGAACATAAGACCCCAGCGCAATGTGGTGGCAGTTGTTTCA
GTTCCTGCTTCTATCAGGTCAAGAGTGCTGACCACCAGTGTTTCAATGTTGAAGCCAGCC
TGGGGGTCTTGTTTTGTCTTTTCCATCTCAGACAGGTAAACATCGATGTAATCACGAGGG
TCCTCCGGGTTCCATTCCTCCTGATGCTTTTCTATTTCCTTTCTGAGGAAGCAGACGATT
TCCCTGTAGTTGGCGTGGACGGTCTGGTGAGGTCCTGGTAAGTAATTCAGCAAACTAGGG
AAGGCATCATACAGTTGAGTTCGAGCTGAGCCAGAAAGCACCACTGCTTCATTGTCCAAC
TCCAAAACTTTGCGAAAGCTTGGATCAGAGTATTCAAAGCGATGCCCAAAGACCACAGAG
GAGATAATGTTTCCCACTGCGTTTGTTATGAGGTAATGAGGATTGAATGGCCTCCCTTGT
TCCTCTTTGAATGCATCACAGAGAAAGTTGCTCTCTATTTCAATGTATCTTTCGAGGGAT
TTCTGGCCCTCTCCGAAGTAACGCAGATGTGCGTTGGCAAATTTCCTCTGCTTTTTCCAA
AGGTAGCCATTACTGAGAGCAATGCCGAGGCCCTTAAACACAACATGGAAAAGAGGGACA
ATTGGTCGGTCCACAAAGCTGTCCAGCTGGGTGACAAGAGCCTCTTTGACCATCTTATAG
CCTGAAATAAACACCATCCTTTCACTGCCTCTCCTCAAGCTGAACACTGGGCCAAAATCC
TGAGAAAGCTTCTCCATTGTTTTGAAGTCCACCCCGGTGAAGACGTTTCCTAGAAAAGGC
ACAGACAGAGGTCCAGGGGGAAACTTGGGAGGCTTCCAGGTTTTAACAATATCAATTAGA
AGCAGTAAAACAAAACCAAACACCAGCCAACTATTAAAGTCCACGCGATCGAAAAGAGCC
TGAAAAATCATGATGGATGGTGGTTCAAAAATTCAGCTATTTTCGAAAAGTTGGATTCCA
ACTTCAAAGCTGCAGAG
>CL7339Contig1
GGGAAGATGGCGACCGCCGAACCGGAAAACAGCCCAAGTTCCCCCCCTCCTGAAGAAGAT
GGATCTGAGGAGGTGGGGCAGGAGCTGGTGAGCCCCGAGGCGTATATCAAACACCCCCTC
CAAAACAGATGGTCTCTCTGGTTCTACAAGAACGATAAGAGCAAAACATGGCAGGCCAAT
CTGCGGCTCATCTCCAAGTTTGACACGGTTGAAGATTTCTGGGCCCTTTACAACCATATC
CAGGTGTCAAGCAACCTGATATCAGGTTGTGATTACTCCCTTTTTAAGGACGGCATTGAA
CCGATGTGGGAGGATGAGAGGAACAAGCGTGGCGGCCGCTGGCTGATCACACTCAACAAG
CAGCTGAGAAGATCAGACCTGGATCGCTTCTGGCTGGAAACTCTCCTGTGCTTAGTTGGC
GAAGCGTTCGATGACTACAGCGACGATGTTTGTGGAGCCGCGGTCAACGTTCGCAACAAA
GGAGATAAAATAGCTGTCTGGACATCAAACTACGAGAACAGGGAGGCTGTAACTCATATA
GGGAGGGTTTACAAGGAGCGCCTGGGACTTCCCATGAACATGACGATCGGCTACCAGTCT
CACGCAGACACCGCCACCAAAAGCGGCTCAACCACAAAGAACAAATTTGTTGTTTGAGAC



ATGCTCTTTGTGCCTCGTTTCATTTTCTTGTCTTATTTGTTGTTGGCGCATACATTTCCT
TTGCTGCAGAGTTGGCTGGATGCAATCTGGAGGAAAGAGAATAGATAAAAGATTAAATGT
CACTATTTCCTACACCAAACCTGTATAAACAA
>CL7340Contig1
GGAGCAGCTGGTGAACCCGGACCTGCATTCCCGTTCCATGGCAAGACATGCACACCTGTG
CCGCTCCTTTACGACTTCCACGACCCTCACACCTCTCACATATACAGTTCTTCTGCACGG
CTAGTTTTCTCGTTGCTCCGTTATAAAGTTCCTCTAAAGATACAGTGATCTGGTGCACCA
TATTCTTTCCTTTTCGCTCTCTTTGCATCCGACTACCTCCACCAAAGAAAAAGTCAAAGA
TGTCCATGGGTGATGCAAAGCCACCGCCACCGCCGCCGCCACCAGTTCCCCCTTCCTTTA
ATGCCTTTTCGCCTCCCCTGTCATAGATTTCTCTCTTCTGGGGGTCTGACAGCACTTCAT
ACGCCTGTGAGATCTGCTTGAACTTCTCTCCTTCTGTAGGATTTTTGTCAGGGTGATATT
TCAGGGCGAGCTTGCGATAGGCCTTTTTCAGCTCGTCAAGTGTTGCGTTAGCCTGAACGC
CCAAAGTGTCATAAAATCCCATTTCCTTGACCATGATAGGTTTTTATAGGCCAGTCCTTA
AACGAAGACCACGCTTAGCACCCTCACAAGACTGCAGCTCACAACGGCTCTTCCAGAATC
TTCCTGCAGCCCTCTTTCCCTCGTGCCGAAT
>CL7341Contig1
ATCACACGTTTGCCATGAACACCAGAAGCGCTTTTTCTTAACATGACTCCCTTACAGGTT
GTGTGTATGAGGCACCTTGTCTGAGTTATTCTAGGAGGGGGGCATCAAAGCTGCACACAC
GCATGACGGTGAATAGTTGGTCCCAGAGTAGGAATAGCGACATGATGGGTGGACTGTTCC
TGCACAAACTTTGTGACATCTCACATGACCTCTTCATGTGGTTATCCTATAATTAAAACG
TGAAAAGTTCGTACTTGTAAAATGTGACAGGGCGAGCCGTTCAGCATTTCAGAGACATGT
GATCTGGTTCTTTTTTGGACTAAAATAAGGCCGACACTCGAGGGAAGAGTTTGTGAACAG
CTTTGATGCAGCTTATTTTGTTTATTTCAGAAAATAAAATGAGGAAGTTAGAATTACAAG
AAATACTTCCTCATTCAAGGCGATCTCGGATCATATGTACTGTTCCAGTGTTTTGGTTTT
GTGCTGCATTTCAATTTCAATTTCAACTCCTGAATAACTAACACCAATGGTTTTTTTTTT
AGGTATTCCTTATATTTTGGTAACTTCCTGAGAAATAATGAGCAGAAAAAGTTCGAGTGA
CTTTACTTTTTATTAGAAATATTGTTCAGTTATGTTGAGGTCAAAGGAAAATGGCAGCAA
AAGTTACTTTCTTTTAGAGAAATTGTATGATCTTCCAGATTCAGTATATTGTTAAACAGT
CGCAGCAGGTCTTGTATTTTGTAAGCCAGAGACACTTATGGGACAATAGTTTTCATACTA
CAGACGTTTTTGGTTCTGAATGTGCATATAAAACATGATTTCAGAGGTCAGACTTTTTTT
AACAGTTATTAACACTATGTCTTAGTTTTTGTTGTTGTTATTTGCACAGAAATTGAACTT
GGATTTCTTTAAGACGGCTACATTTTATACAACTCAAAGTTTTCTGTAAACATTACTATT
CTCTGTGCTGCTTTATTCAATAAACAACAAAAC
>CL7342Contig1
GCCCTAAAAAATATGTGATTTTCCCAAAATTTAAAAACTAATAACAATGCGTTTGGCTTT
AAAAAAAAAAGTGAAATATATCCGTAAGGTCTCCCTGAGGAATCTCCTGTTGCATTTTCG
GTACCTACAACCACTCTGTGTTTTTGTTCTTTTCTACTTGTTAAATTGGTTGATAAGCAA
TAAGTTATGACCAGCAAAGAGGAGGACTTGGTGGGTGGATTCATTTATGCAGGTGAAGGG
CTCAGAACACGAGCTTTTTAGGCACCTCCCAAGAAAACTCTGACCGTCCAAAGTGGCCAT
AAGCGGCCGTCTGCTGGTAGATCGGCCTCTTCAGCTGCAGATCCCTGACAATGACTCCTG
GTCGTAGATCAAAGTTCTTGTTGACAATCTTAAGCAGTTCGGACTCTGTTTTCTTGGAAG
ATCCATATGTGAACAAGGAAATGGACAGAGGCTGAGCCACTCCAATAGCATAAGACACCT
GGACCAGAACTCTTCTGCACAGTTTGGCTTTGACCAGAGACTTGGCCACCCAGCGAGCAG
CGTACGCTGCAGACCGGTCCACCTTCGAGAAGTCTTTACCAGAGAAAGCTCCTCCACCAT
GAGCGCCCCAGCCTCCGTATGTGTCCACGATGATCTTCCTGCCCGTTACACCAGCGTCAC
CCTGGGGACCTCCGATGACAAACCGACCGCTTGGCTGGAGGTGGCAGATGGTTTTGTCAT
CCAGGTATTTTGCAGGAACCACAGCTTTGATCACCTTTTCTTTCAGGGCTTTCTGCTGTT
CCTCCAGGGTGACCCCGTCATCGTGCTGCACGGAGATCACAATCGTGTGAACTCTCTTAG
GAATCACAGCTCCATCCTTCTGCTCATAATGTACCGTCACCTGTGTTTTAGAGTCAGGGC
GGAGCCAGGGCACCGTGCCATTGCGCCTCAGCTCAGCCATCTTTGCGTTAAGCTTGTGAG
CTAAGACGATGGTCAGGGGCATGCACTCCTCTGTTTCATCTGTGGCATAGCCAAACATCA
GACCCTGATCTCCTGCTCCAATGTCCTCCTCTTGTCTGTCAACATGGACACCCTGAGCAA
TGTCCGGACTCTGCTGCTCCAGAGCCACCAGCACGTTGCATGTCTTGTAGTCAAATCCTT
TATCAGAGTTGTCATATCCGATGTGTTTGATGGTGTCCCTCACAACCTTCTGATAGTCCA
CGTTGGCCCGGGATGTGATCTCACCGCAGAGCAAC
>CL7343Contig1
GGAAGAACCGCCGCACTGGAAGCGTTTGGCTGAAGACTGTGAGAAGGGACAGGTTGATGC
TCTGGTGTGACACCAGCTAGCATTTCCTGTGACATCACCGTTTCTAGAAAGAGACGTCAA
ACCAAGCGCATCCAAACCGCATTTCCATATCCCAACCCGACTTTTACATTGGTGTTTCAG
ATGACCAGGTATTCTCTGAAAATGATGGCTGATGGAATCAGGCAGGAGGACAGCTGAAGA
CTGTTTCCAGGAATGACAGAAACCTCACAAGCTTTTTGGGTCCTTCCCAGCTTTATTTTA
CCATTCAGCAATTTTTACTGCTAATAGAAAACTCCAAACCCCAAAGCCAGTAGAAGGCTT
CAGGAGAACAGGAGGGACTTTTGTACCAAACAGGTTTTTAAAGCTGCCTTCTGCTGCCAC
CGTTTGTTTGGACACTGTAGAGACTAGATGAAGCACGACGCTATATTTTCTACCTTAGCT



TTCCTTTTTGCACAACGTGCTTTTTTGACGCCTCACGTCCACAGTCTGTCACACTGGTGG
GTGATTTGATATTTCAGAATGACCTGATAAGTTTGTATTTGTTCACAGCAAACACGAAAA
CGTTTAGTCTTTTATACAGTTTTCACAATGTCTAAACTATTGCATATTTATTTTGTATTT
ATTAGAGTTTCTATATTGTACGGTTGGTTGAGAGCACATGGTTCTTAGAGGTGACGTTTG
ATACAAACAATATCTATTTTTTCCTCAGGTGATTCTTCAGAACCAGTCTGAAGAATTTGC
TGATGAAAATGGTTCTGAATCTTTCCAGCGTNCTTGTATAAAAGAACCATCTCAATATAT
TAAAATAACTAAAAACA
>CL7344Contig1
CACGCCCGAGGACTGCCGGACGCCGGCGACCCCGGACGACTACAGCAGAGTGAAAGGCGT
GCACGGCGAGGATGTCCTCCTGGAAGAAGAGAGGGTCCCGCCGTGCCCGGACGCTCAGAT
CCAGCTGGCCAACGTGGCGAGCGACTACAGCAGGGTGGCAGAGGTGAACAGTGACGCCAC
AGTGCTCCTGCAGAACCTCCCCGTCTGCAAGGAGAGGCAGCATCATGATGCGGGATGGAC
TGTTGGCAAAAAACCAGAGCCTCCTGGGACTGAGGTCAGCACAGGATCGTCCACACAGCT
GGTCGGCAGCGGATACGTGGACTCTGTGCCAAATTTCTGTTAAGTGATCCGTCGTCATGA
CGACAAATGCCACACGTGGATTTTCTTTATTAGCTTTTGATCAGCGATGGACTTGGTTGG
ATAAAGACGTTCATGGATGACGCTCAGAGTGGAATTCATCATTTATGTTGCATCAATACG
AATAGAAGTGACGGAGGATCCTCCGGCTCCTCCCTCCGTCACGCCGAAGAAGCCGGACGG
CTCACCAGCTGATCTAGCCGTCTGATTGGTTTCGATGTTTTTGTGTTGCTCATAATCACC
AGATTGTCGTGGCGTTTTCAGCGTTTGCTTTAAAGTTAAGCTGCAGAGGCGGGAGCTGGT
GGTGGAACGTCCAACTGCTGGCACGTTCGTACGACGCCACAGCCGCTCCTCTTCACTCCT
GACCGTGGTAAGCTCGTGATGTTACTTCTACAGGTATGCCGGGCTTTTGCCTTGGGTTGG
AAGGCCCTGCTTTTCCCTT
>CL7345Contig1
TTTTTTTTTTAAATATCTGTCCTCCATCGTCAGGAAAAACCCCTTTTTCATTGGAGCGGG
TCTTTAAAAGCATCCAGCGCAGATGGAAACCTTGACTCCTGGAACGGATTCATCCAAACT
CCACCGGGAAAGACGGGAGGTTTTTCCCCCAAACCGGATGTGGATGTGAACATTTTTAAA
GATGGATTGAACATCATCAGGAGATACCTCTAAACTGTAGTTTGTTAGCTTTAAATCTCC
ACCGTTTTCTGCCCCAACACCTGTCAACAGGTATCTACTGGTATCTACTGGTATCTACTG
GTGTCTACAGGTGTGCCAACACCCCAGCAGCTGAATTTTTAGATGAATGGACTGAGGTGA
GGAACTTCATCCAAATTTCAAACCGTCCGATCAGGAGTTAGTCCTTAACCCTGTTCTGCT
TTAAAACATTTCCG
>CL7346Contig1
GGGTCGTTTTCATTTAGATAGTTTTTTATGTTTTTGTAATCCCTTTTTTTTTGCTTACAA
ACCAACCAACCACAGAAGTCATACNACCGTGTGATACACGTGAAGGAAGAAGTGATTAAA
ACTAAATCTAATGCACAACAGGATGGTTTCGACGTCACTTCCTTGGTAGGTGACGTTATT
TCATCATGGCGGCAGCATGTCTGACACGACGCGTTTGTTTACTGTCAGATAAAATGACTG
TTGTTAGAGCCAACGGTTTAACATTAATGCAAATAAACGCCTTTTCTGTCACCAAATGGG
CACACGCCTCCGAGGTCAGTAGAATAAAAAAAAGTCATTTATTTTCCAGCTAAAAGTCCT
TCATCTCATGATGCAAATAAACTAAAAGCAGAACTAAAAGCTCTTGGTTGTGATTTTACA
GGACACTAAAGTGCACATTCCAGCAGAGCGGCTGACAGTCACATACAGCAGGAGCAGTGG
TCCAGGAGGACAGCACGTCAATAAAGTGAACACAAAGGCAGAGGTCCGCTTCCACGTGCA
CACAGCAGACTGGATACCTGAGGACATTCGACTAAAAGTCATAGAAAAGAACAGAAGCCG
CATGAATAAAGCCGGGGAGCTGCTGGTGAGCTCAGAGGTGAGCAGAAGTCAGCACAGGAA
TCTCTCCGACTGCCTGCAGAAGATCTCCACCATCCTGGCAGAAGCCAGTGAGAAACCTCA
TGAACCTACAGCGGAGGACGTGGCTCTGCGAGCAGCCAGGTTGAAAAAGAGGAAAGAAGA
ACGCCTCAAACAGAAAAAGATCCATTCAGGAACCAAACAAAGCAGAAGAGTGGACTTTGA
TTGACAGATTATTCCTGTTTTTGTGAATATATTTTCCATAAAGATGTACAATATTGTATT
CATTTCCGCTA
>CL7347Contig1
TTTTTTTNTTCAGCACAAACATCAACTTTTATTCAGGTCACAGACGGTACAGTCTGCATA
AAAAACATGAATCCATCTCATCTTAAAGTCATCACTGCATCCAAGAATCTCAACGTAGAA
ACAAGAAAAATCCCTTTGAAGGTTGCTCCTAAACTCATCTTTAGTTTTATTCACACCTGA
ATAAGACGCGTTATCACAAAGATATTAATAAAATCCAGTCAGTGTGTGTTCATTTGCTGT
TCAGCTGAGGAACACGTCCTGTACTTAGATCCTGTGCTTTAACCCAAACAGCATCACTCA
GACCAGCTCAGTAAAGATTTTTTTATTCCTTAAAATGAGAAGTGTTTAGGACACAAAACA
CCGATTGGTTCTTCCGTTTTCAAGACAACTTCCTGCAGGCATTGAGGAACTCGACAGTCG
GTTTTTGCTGACCTCGACACTTTTGCTAAAATTATTTCTTTTCCAAAGTGGACAAAGCTG
CTGGCGGTTCACCGAATTCAACCAATCACCATTTGGAGCATCAATGGGGCTGATACCTGT
GCAGCAATCATATCATTACTGGCTTGTTTTACGCTGACAGATCACACTAAAGCACAGCAG
GCTGCTGCTTAACCCTGGTGCTATCCTATGGGGTCAAGATGACCCTACCCTTACCCTGAT
GTGTTATCCCCATGATAAATGTGGATGAAGGTGGAAAGATTTCATGCAATCCACGGACAC
CAGTGAAGATCACAAACCACTGAAGAAAAAAGGCCCAGAGCACCGTCTAGTGGGTCCAGA
TGACCCAACTCCCAACGGCAAAGTGCCCAGGACAGGACAAGGGCCACATAAAGCATCTGT
GAGCTGTTGGGGGGTCTTTTCTAGAAGTGAAACTTCTTTTCTCATGACTTCAAGGGAGGA



AAATACTGAGTCGTGAGGTGTAACCCCCCGGCCATAATGNCGGGTTTAANCGGCCGG
>CL7348Contig1
TCCTGCTTTTATACAAATTCCAAGGTACAATATCTACATCTATGGTCTGAAAGGAAAGAA
CAAGTACATAAGTGAGGGGGATGGCATCATCAGAGCTGGCCCTCAACACATTTCATAGTA
GGTTACGAGTGTGCTTGTTATATTTCTCTTGACACAATAATCATTAGAAAACAAAGGAAT
AACATATTTCATATATGTCAAACATCGTCAAGACTTCTGGACCACACATAGAGTTCATAA
GAGAATAATTTCAAATTCAAACGATATCTTTCTCAGGGTGTGCAACGTGTGTAGCTAGGC
AACTCTCACCTAATTTGGTCAAAAATACACTTGCTACCATGTGCCTTTAAGCAAACTAAA
CATCCACGGTTTGTCAGAAGTTTTCCACTGATAAGCCGGCGCTATATATCTATAACATCT
CTGATGCTTTTTAAACTTTTCCCCCTGGGACCATGCCTCTGCTTCCATGATCCCCTTGCT
GTGTGTCATGTAGATTGAGGGTATCAAAAGGGGCTCACTGATAACTTAAACTGCCTCTAA
TGTACATCTCTAGCTAACTAATCAGACATCAGTAATCAGTATCAAATAGCACCCTGCACA
GAGGGTATACTTCATCAGAACAAAGCAAATAATAAAAAAAAGCACCAAAACGGACCATTA
TAAAAGAAACTGTGACAATATTGTCCTTCAACGTTGGCTCATCAAAGAAAAACGGTACAA
TATTGTATTGGTCATGACTATNGGACATCCCAAATAAATGTAAAAAAATANC
>CL7349Contig1
CCCGGTGTTTTATTCAACAGCCTCACTTTTTAAAGCAGTGCAACATAGGAGGTATTTTTG
TAAAATACCCAAACAAAGAAACTAATTGTTCTTGTTACGAGTTAACATGTGCAACAAGTT
CTGGTTTAACAGAACCCATCAGGCCCGACAGTTTCTTTCCTCTTCTTCATTCTCCAGAAG
GTACGCCGGCTTGTAGCGCGTCACGCCCTTCTCGTCCACCATCCGAAGGGCCGTGTTCCT
GTGGGTGTTATCCATACTGCCCAGAGAAGTGTACCCTTTGTCGTAGAGGATACAGTAGGG
CACGTATAATGTCCTCAAGAATGACCAGATGTCATGATATGTCCAGTCGAGTAGCGGGTT
GACTCTCATGTAGTCTGGCCAGCCAGGATCGGTCGGACACATGGGGGCGAGCGTCTGTGA
ATAGGGGTCGCTCCTCCTGGTTCCCATCAGGACAGCTTTCAGCTCCGGCCTCCTTTCTTG
GACCTCATTCAGTGCTTGTCGAATACTGCCCTCCACCGAGATCAGCTCCAAGTTATACCT
TTTTGTCGTGTCTTGGAGGAATCTCTCCATTTCTGGAAATGGAGAGACGATGCGGATATA
CAGAGCTTTGACCTTGTCTTTCCCATCTGGGTTCCGCCTTCTGAGCGCAGCGTAGTAAAG
GTGAAGCAGCGCCGTACAGTCTTTGCCTCCATTGAAGGCCACGCAGATTTGATCGGATGA
ATACTGGTCCAGAGCAGCTTCTATGGTCTTCAGTGCTGACTTGACTTTCACTCCCAACAT
AGTAGCTTTAGAATCTCATCTCCAATGATAAGAATGGCTGCAGTGGGAGCCGCAGTGGAG
CTCTGCCTCTCGGCGGACATGGCTGCTCTTNTGAGTTGTGCCGTCAGCCTCCTCACACGC
ACCCCCGCTCTACTTAAACTGGGCAAGGAAAAGATAAACATGGATCCACACGGACCACCC
AAAAAAAGATCTACAGCAGTTCAGACCCTCTTTCCCTTCATGATTCCTATTCAATTAGGG
GGTGTTGTTACTCTGAAGCCGCATATGTCCTCGTTATGAATCCCCACAGCTGTCCACC
>CL7350Contig1
CGATGAGGATGATGATCTCTGCCAGAACTCCCAAAAGGGGCCATAAGGGGGCCAGGTGGC
TGCGAACCCTCAACACAGACGTTTCCTTATTGCTGCCGATCACATTTGTGGCGTTGCAAG
CGTACACGCCTGGATCGGCGTTGATGTCCAGGTTGACGATGTGGAGCTCGGTGTAGTTGT
CCCGACTGTTGATGAAGAAGCGCCCGGTTGAGTTGTCAATATCCTTAAAACCGCCGTTGT
CCACTTTGTGCCAAGTCCAAATGGGGTGAGGATAGCCCAGAGACTTACAGTGGAGAACAG
CACGCTGGCCCTCATTTTTATTCTCACTGCGTTTGTGGCCTGTGATCACAGGAACAGATT
TGATTTCGATGGTGGCGTTGGCTGGGGGGGCGTTGTCAAAGGTGTAGACGCACACATAGA
CTCCAGCAGCATCTGCTCTTGGTCTATCCAGCTTGAGCTCCATGTTCTTGTTGTCCTGGC
GGGTCTCTGGGATCTCCTCCCCGTTCTTCATCCAGAAGTTCTCCTTGTGGGCGCTGTAGG
AGCTGGTCAGATTGCACTGCAGCACAATGCCTGGACTGCTGCCTTCCTCAAATGTTAGGA
GGACATTCTCAGAGGCAGCAATGGACGGCTCATTCTGGGAGCGGACGGGCTGCATCAGCA
TCGCTCCGACTATCGCCGCAGAGAGGAGCATGACCGCAGCTCTTCGCTTGCCAGGTATCA
TCTTCGGAGGCGGCGTTTGACAGCAATCCGCTGACCTGAACGGGCTATGGTGGTGATGCG
GGACGGATTCTCCGAGGCTCCGGGTACTTCTCCCCCCACCCCAGAGACGGGAGGTGTCGC
TGGGTAGATTAGCGGGAGTTGCCGCTGACTACCTGTGCTGCTCTGCTGCCAGCCCCCGGC
CATAAGGCCCGGGTTAAACGGCGCGCTGAAGG
>CL7351Contig1
GTCTCAAAGTGTTTGAGGTNAGCTGGAGAGTTCATGTCTGTTTTTCACGGCGACATTCAT
CACTCATAACTGACTTGATGGAAAACATGGATAAGAGGTCAGCTTGGGACCGCTTCTACA
CGGAGAGCAGCAGCACGACTTCCTCCTTCAAAAACTTTGAGTGGTTCTTCGGTTTTGACT
CTGTTCGGGACTTCCTCATGCCTCTGTTGCGGTCCAGTTCCCATCCGGACTCTCCGGTCC
AGGTCTTGGATATGGGTTGTGGCACGTCTGCATTGGGGCCCTCCATCTACAGACACTCTC
CCGTCTCCGTCCACGTCACCTGTGCGGACATCTCACCTGTGGCTGTGCAGCTGATGCAGG
AAAAGACTCGACTAGAAGCGGTCCGGCCCAGCAACCCCTCTTCCCGGCTCCAGTTCGTAG
AGCTGGACTGCACGCAGCTGGACAGGCGTTACAGTCCCAACAGTCTGGACCTGATCGTGG
ACAAAGGCACCACCGATGCTCTGTTGAGGTCCAAAGAGGGGAAGGGGAAGGCGGTCCTGG
TGCTCCAGCAGTGCTTCAGGGCGCTGCAGGGTTCGGGGTCTCTGCTGCAGTTCTCAGACG
AGGATCCAGACGCCAGACTGTTGTGGCTGGAGTCAGCAGCCCTGCATCACGATGTTGGGG
TTCAGGAGGTCGGGCAGCTCAGGGGAGTGTGCTACTTCTGCTACCAAGTCACGCCCCGCA



CTCCTGCAAAGTGTTAACTTGTAGTACAGATAAATAAAACTCAAACT
>CL7352Contig1
AGACATCATCTTATTCATCAACTTTATCGCTAAAACATCCCTCAGTCCTTCTTCTCTCTG
CGTTCTCGCCGTCTGCATCGCTGAAGGATGTGGAGAAGCCCCGCCCAACTGACGGCCCCC
AGGGTCAGCAGGCCAAGCAGCAGCGTTGCCCCCGTGTCCAGGCTGTAGTACTGGATCCAG
GTCAGGTCATGTGACGCCAGCCGCAGGTGTTTGGCTCCGCCGTGTCTCATCACAAACTCC
ACCCAGAAGACGGCGGTGCTCAGCGGCGCCACCGGCTGGTTGCGTTGAATAGCCGACAGG
CGCTGCATGCTGGTCCTGAAGCTGGGCTGGTTGATAACGGCCTGCAGCGCCTCCGTCAGG
TCATCGGCTGTCATGCTGTTGAAGTTGAGGACCAGAGCAGCACCATGTCGACTGATTCGG
GCGAGGTTGTCTGGCTGATCTCCAAAAAGTGGCACGCCTACCACCGGCACGCCGTGAAAC
AGGGCCTCATACAGACCGTTAGTGCCGCCATGAGTCACAAATGCTCGCGTCCGTGAATGA
CCCAGAAGGTCGTTCTGTGGGATCCAGTCATAAAGCTTCGTGTTGGGCGCCAGCGTTGCA
GGTCGATGTCCACAGTAACGCCAAATGACCTTTTGAGGTATCCGACCAAGTGCAGATGCG
ATGACTTCGGCTCGCTCTGCTGTTAGGTTGGTCACCATGGAGCCAAAGGTGACCACCACC
ACACCAGCGTTACCAGAGCTCTGCACAAATGCCTCCATTTCTTCTGGCAGCTGATTGGCT
GGCTTGCAGTGCAGACCACCCACAAATTTGAAGTTGGGTGGGGAGGGCCGTGGCGTCTCA
AGGTCCCAGAAAGTCCTGATCAGCCAGA
>CL7353Contig1
CGGCACGAGGGGCAGTGGTGCTCCTACTCCATGATATATGACACATATGTGTCTGTGTGC
ACTTTTATTTATTTGTTGTTATGCTGTCAGCTTCTGCTTGTTTGCTTCGCGCTAACTGGT
GCCTCTGCTCCAAACCCAAGTGATCTTTTCAACAACCTCGCTGTTCACTTTGACAAGCTG
TTTGGCAAAACAAAACCAGCAGAGGTGTTGAATAATTTTTGTAAAGCGTCATCCTTTTTG
CCGGCTGGTTGCTGCTGCCGGCAATCCTCCTTTTTTCCCCTCNCTAGNGNTTGTACNCAT
GTAAATATTACCTGATAGGNTTATGGGNGAAGGNGCTGCTCCCCTCTAANGNTCTTGNAC
NGTTTTCTTTTTTTTTTTCGGGTCTTCCCTACTGAATAGCTGGTGCCTTAATGGGCTGAG
CAGTGCACAGACTCTAAACCTGATAGTACAGAAGCATTAATGTAATGGATGATCATTACA
AAGAAAGGGACAGGTTGTGTCCCTGGAATACGTACATCTTCCTTATTTAAGATTTGTTGT
TGTGAAAGCATCAAAACAGACAAAAGGTTGATTATCAAGCTTTATACATTTTGAAAGGAC
ACATGTAACAACTTGGTTACTGAGAACATTACTGTTAAACAAAGTTTTTTTCGTCAATTT
GTCAAGCCAGATTCAAAGAAAATATTGTTTTCCTGTAAATATTCTGGCTTTTTTTATTAT
TATTATAATGCATAGTAATTTTCTTTGTATTTTTTGTGTTTTTTCATGGAATATTAGTTA
AAAACATTCAAGCAGCTCTTGTCTCACGAAGACGACTGTTCTGGTTTTCATTGCAGTTAA
TGTTTGTTATTGTCAGTTTGTGACCAATGATTTTTTTTATGTTGTTTCCCTGAATGATTG
ATGTCACACAGAATCAGATGAATGGGTGGTAGACTTTGGTTTTTGCTGTTTTTCTTTCTT
GAAATAA
>CL7354Contig1
TCGGCACGAGGCCAGAGTAAGCAAGTTCAGGCGGATTTCAGCCAGAGTTCAGGATTAAAG
TCAGGGTAGTTTTAATATGCTCCCTGGAATACCCCCCTGGTTATCCATGTCTGGGCGTCC
TATTTTTATTTGGTGCACAGGTCGAGACGCCAAGATGGCAGCACGCACTCTGTCTGTCTG
TTAGCGTCCTGTGAATGAATGAGTTTATTTTTATTTTTTCTTAACGACTTTTAAGCTATT
TTAGATTATAATTTATAGTTGTTTCTGGCCTTTCTGAGAATGGTATTTTGTTTATCAATT
ACCGTGCTTGTTTTTAGAAAGGCTAGCTCCGAAACTCTGTGAGTCAAAGCCTACTCGATT
CATTAAGACCCAAAACCAGGGTTGGTTCACTGATATTCGAAGGAACGCTCCATTTTTTAT
TTTTATTTTTTTTATTTTTATTTTTTATTTTTTCGACGATCATGAACTGTATGCGGTCAT
CATGAAGATTATCACCGGGTGATCGTCGCTGGATTCCTGGCGTGACTAACCTTGACGGGC
CTTATACTTCATCAATTAAGGGAAGTCCCAATTTACCTTCTATCGAAGCTGGCGCACTAT
TGTATATATTTTTGCCAAAGTTGAGATGCTGATGCCGTCCTGCCTTCCTAGCACCTGTGT
GATATGCCCTATCCGAAGCAGATCCAGGAGCGCTTGGCTGGTTGATGAGCTTGCTATCTT
TGTGTGAAGGAAAGTGCTTGATTCAACCCTCGGATCGTGTGATCTATACCCATTTAAAGT
TGAACTAAGCTTGGGCAGTAATTTCGCTCTTTTTGCCCGCAGCTTTCAAGCTCCGTGTTC
CTTGCTGTTTGTGTGGCACGTCCACGGGAGGACGTCGACAAAAAAC
>CL7355Contig1
TCGATAATAAAATAAGGCTTCCCCCAGCATAACTGCTATTGACTCTGGAGAATCTGAGGG
TCCAGACGGGGAAGTGAACCCTGAAGGAGGATCCGCCTTCGGCCCTGGGAAGGTCTCCCC
CGCGCTTCTGACCACAGTCGGAAAGGATAAAAAGTCATGGCGGGAAAGGTTCAACACCAC
GCTCGGCCATTTCGTGTTGCGGTTTCAGTTTCTTTGCCTTTGTATTTTGATTCTCTTTTT
GTTCTGGCATGTTTTCAGATCATTTCCTATTTTATTTTGAAAGGTTCCTGTTTTGTACTT
TGGTTTTGAGTTTTGAGTTTTACTTCGGGCCCCATCTGTCCTGATTGTGTTCACCTGTGT
CTCGTCAGTCCTTTATGTACTTAAGTCTTGTCGTTCCAACCTCCTGTGCTGGTCCATATT
ATGTTCTTCCCCTGTTTAGTGCATTTCAACTTTTCGAGTTTGGAGTTTTGTTTTGCCTGC
TTAAGCAGTGGTTTTTGTTTTGTCGATGTCATTAAATATCCTGTTGCCTGGAACCTCCTG
CCTCCTCCTCCTCACTGCACCTGGGTACGTCCTCAACCTTCACCCGTAACATTTTGCTGG
CGA
>CL7356Contig1



CCATCCGTGTGTTGTCCTGTGCCGTCTTTGTCCGTCTCAGTCCCCCTTCGGACCCCAAAC
CTCCACCCGACAGCCGCCACCGCGGCGCTGCGTCCCGCTGTAGTCGGTCTTCTGTTTGAA
ATAGAATCACTCGTTTATTTTTAGATAATATATAAGATTTACAGAGAAAAGATTTTATCT
GAACTTGAAACCTGTTGGATCCAGCCGAAGAATCCACGCTCTTTTTCCCTTTAAGCTCGA
TGCAGGATCCCGTTTTCTGTCCGTCCAGTGAGTCTCCGCCCTCCGACCTCCTCCGCCGCT
CCTTCACGCCTGTCGCTGGACGGCAGAAGTTTGCGTCGTCCTCCGGCTGCCGCAGACCTC
CAAGCGCAGAAAACCTTCCACCAAAGAGTGAGTTCCCTCCACGACTCTTCTCCTCACCTT
CCTGAAGGGGTTCCCTCCAAATGTCGCTGGCCCAGAAAGGGGTCGCAGCTCTGCAGAGCC
TGTCGGAATCGTCGGTCAGATCCGGTTTGAACGTCACGTCTGCAGGAACCTCCTCTGCTG
TAGACCAGTGGTTTCCATCCTCTGTGCTGCGGACCGGAACCGGCCTGTGGGACAGTCGGT
ACCGGGTCGCTTAATTTCTAATCTGATTCTGAAGGAAGTTTTATTTTGAAAAACTACTGG
ATTCCTGTTATATGATGTTGCTCGTGTCGAAAATCTGCTACATTCTTATAG
>CL7357Contig1
TCGGCACGAGGTCTAAAGTTGCCTGGCAGACTTAGTGAAGGAGAAATTAATTTGTCAGAG
TATTGTCAATCCAAAGGTCCCTACTAAGTTTTTCTTTGCACTTAATAGACACCATAACAC
TGTTTTTATCACTCTGATCATTCAAAAAAACAAACAAAAATAAGACTACTAATGATCTTC
TATTCAGCTTCAGCATCCAAACTGAGGATTTTATTTTGTTTTTAGAAGAGTCTCAAACCA
AAGGATAAACATGATGAATGAACCTCCCCCACGAGAGAGTGGCCAGAAAGAGACAAAGAG
AGGGATGAACGGTCAGACTGACCTCAACAGCAAATGATTCGTGCCTTGTTTTCATAGAAA
AAACCCAGCTCCCCCTCAGTGAGAAACATGTTTATTCATGTCACATGATACAAACCACTA
CTACTACCTGTGGAAGAGGGTCTTTCATGTTTTGGGTCTTTGCACCGTAGAGCCAAACGA
CATTCACAGGAAATAACTCATTCATGTTTGTCAAGATGTGTTTATTTTCTGATTTTAGAT
CATGAATAGTGTTTAAACATTCTAATGCAATTAATTGAATTCAATTTAATACATTTATAA
TGAACCTAATAAAGGCTGCTGTTAAAAGCTTGAACTTGGTTTGATAGGAGGACAAACACA
AAACTTGAGAACAGAAGATAAAAAAAACCCTAAGAAAACTGAAAAATCAAACTGAAAGGC
ATTTTTTTTACTAGATCAAGCCATCATTCCAGTCCAATGTGTGGAAACACTTTGAATTTA
GCAAAGATGTGACCGTACAGTTTGCCAGAATGTGCAATTTATTCTATTTTGATGCGGAAA
AACAACAGTGGGCTGAACTTTATGAAACTAAAATGTGAATGGATTTGACATTAAATATTG
TTTACTTGTGTTTGTACACATATTTAATTTACCCCTGATTATCTTGCAAGAAATACCAAG
GAATCTGGAAAATGTGAATGTTTATAAAATGCATCTAAAAAAACAAGAAATAAAAT
>CL7358Contig1
TTTTTTTTTTGCATTTAAGAGAATCGTTTAATCTGTGGACATTTACAGCAATATGAACAG
GCGAAAACAGTGGGAAAGACATTTTTACAGCATCTGCAGCTTAGTCAGCCTTCAGTCTGA
CGGTGGTGTTCCTCCATGACTCCACCTGCAGCTCCACCATTTTGAATGTTATTTGTCGTC
CTTGAATTTTCCATTAATGTATGGAACGTAGTCGAGAACTAATCGCCAGTCCGTGAAGTA
GACGAGGGCCACGCCGCCGACTGTTCCCCATGTAACCATGTTTGGTACCCACGTCCTCAG
AACGGAGATGTACTTTGCTCCAACAACTTTATTTAGTATTTTCTGGACCATTCTGACCTT
TCCTCACCGTTTCCCTGGCAATAGGTCTTCAGGACCTGAGCTGGTCTGCCCCNGGCCA
>CL7359Contig1
TTTTTTTTTTAACTTTTTAAATACTTTTATTAGCATGGATGACAGGTTACATTGACAGCT
CATTTATGAGCAGACAGTTTCAAACTTTGACATATTTAACAGCACAGTTGATTTAGCATG
GACTGATGGACGAACGTCAAGGCTGATGCCATTCAGGAAAATCATTTATGTTGCCTTCTC
GTATGTCCTCACAGCAACAACACCATCCATGATGCATTTAGCTATTAGTTTCCCCTCTTG
AATCTCTCGCTCCAGAGTTGAGGTCTTGCCATCCCAGTTTTGTTTCTGCACAAGTTTTCC
ATTATCTAGGGTGAACGTGGACTTTACATTTCTGCCATCCACCGTTGTCTCATCAAATTC
TTCACCCAGCCTGAACTTGATCTCCGTGGTCTTGAAGGTGCTCTCAGCTTTCATAGAGAT
GAGCCCATCAGCACCCACCTGGATCACCAGGTTAGGCTTCGTTATGTTACCCATTTGCCG
TGTGGCAAACCCCATCCCTACAGCCTTCATGTACTCATCAAAGTTCTCGCTGGAAGCTAA
AGTCCAGGTTCCTGCAAACTGTTCAACCATGATGGGGGGGGAAGAAGAAAAGAGAGGAAG
AGAAAAAAAAACCCCAAACGCTTCTGCTCAGTCAGAGAGCCGTTTTGGTCTGCAGGGTAA
CCTCCACACCCCCCGGCCATAATGCCCGGG
>CL7360Contig1
GCTCTTTCAGGCCTTTGATGGAGCGATCCAGCTGGTTGGACCTGATCTGGAAGTAGACGT
TCATAAAATCCTGGTTACGTCCAAACTCCACCAGCCACCCGGTGATGCAGATGATGTCCT
GGAGCACCGCCTCAGGGAGGTGTTCCAGCACCACCTCCTCCTGCACCTCCAGCTCTTCGT
CCACGCTGATGGTGTCCAGGATGAGGATGGGGGGAACGGGCTTACTGTAGCGCGTCAGGA
GGCCGCGGAACTCCGCCTCCAGCAGCTCTTTGCCCTTTTCAAAGCGCGCTTTCACTGTGT
TAAGTTCAGGGCTGTCGGGGTTGTTGTCCTGAAAGTACTCCACTGCTTTCTGAATCTTTG
CGATGCAGGCGAGGTACTCGTCCAGTCTGCCTGCAGGTCCCTCACGGATGATCCTGTCGG
TGTCTTTAGCCACGTGGTAGTAACTGATGACATGGTCCATGCAGGACAGAGTCTTGTCCA
CGTTCTCCTGCAGCCGCTGCAGATTCTCCGTCTGTTTGTGCACCGGGATGATGGAGTTCT
CCAGCTGCATCAAGCGGCTCTCGAACGAAGACAGGATGGAGACCATCCCTTTGGTCAGCT
GGTCGCTCTTCTCCAGGTTTTCTCGGATGAACGACAGCGTTTCTTGTTCCTGCTTCAGTT
TTTCCTCGATCTCCCGCTTCCTGGCGGACGCATCCTCGATGGGAATCATCCTGGAGCTGA



TTCCCGTCAGAGCTCAGGCCTCCAGCGGACTTACTGCAGTTAACCGTCCCGTTTAACTCG
GAATATAAACCACCACCATTGAACTCCTCTATGTTTTCAGCTGGAGGCCCCCGGCC
>CL7361Contig1
CGGCACGAGGAAAGAAATCTGCCTACGCGGTGACACTGAAGAGCAGGGATGCAGAGGAGA
CGAAGATGAGCACAGGAAACCCGGAGATGGCCGACGACTCTTCCTCTGGTCGTGTGGACG
GCACAGACAGCCGCGCCCAGTCCAAGATGATGAACAGTACCCTGGGACACTTCTTTAAGC
AGAGGAGTGCTGTCAACAAGATGATGGGAAACTGGAGGAAAATGATCTCTAGTGTGCCAT
CCAGGCAGATCCGCAGGCTCCACCGGCAGAAAGTGGTCTTCTCCCCGGAGCAGTTCTTAC
CTCGTCTGGAAGGCGTGCCTGTGGACTACGACAGCCTGACTCTGGATCTTTTCATGCTTG
GCTACTTCCACATCCTGGAGTTGGACCTGCCGGTAGATGAGCGCAAAATGAGGCACCTGC
TGTGTTTTGAAGTTTTCGATCGGGTGGGCAAGTTTCCCTGGGAGACAGTGAGGGACTTCC
ATAAGGGCTGTCATTCAGGACATCGAGGCAGCGAACCGCGAGTGGAAGGATGGCTTTGAG
GACATTAAAGCAAAGTTCTTTGAAAACTCTGCGGGTCAATCTAAATGCAGCGAAGAACCG
GCCAAGCAAAGCCTCCCGGAGGTCCGACGGGTTCCTAAAGTCATCGTTCAGACACCTACG
CCTGACGAGAACGCGCTCCATGGTGGAACTGACCTTTCCAGTTTCAGCAACGATGAAATT
TGTCAATATATTGATCGGAGCTTTGCTTTTTGGAAAGAGAAAGAGGCAGAAATTTTCGAT
TTTGAATAGTCACCTTTTTTGTGTACATGAAAGTTGTGGGGATTTTGGACTTGATATCAA
TCTTCGGTACTTTTTAGAGCTTAATTTGAGTTGTGCCCACTTCAACAGCTGTGCTGTGTG
TTGGCATCAAAGGTTGACCACATGCGTCACCTGGTTTACTTTGCTTTTCTCATATTTTCT
GATTTTTTTTTATTTTAATAAATACAATTTTGTATAATTGAATTCGATCTGTTTATACAT
TAAAAGAAC
>CL7362Contig1
TCCCAGAAGACACCAGCAGCATCCTGCGCTCTCCGATGCCGGGCACGGATGGTGGCTGTG
TCTGTGCACCCCGGAGACACGGTTGCAGAAGGTCAGGAGATTTGTGTGATTGAGGCCATG
AAGATGCAGAACAGCCTGACTGCAGTCAAACAAGCAAAGGTGAAGAGTGTCCACTGTAAG
CCTGGGGAGACGGTGGGCGAGGGGGACCTGCTGGTGGAGCTTGAATGAAGCTGCTGTGAC
CACGGATCACTCAGCAGCGCTGGACCCTCTTCCACCATCAGAGGCCTTCATGATTCTGTT
TTTGTTCTACTTGTAGTTCCATTAAATAATCTAGTCTTGGGTTGTTCTGGTGGTTAATTT
AGTTGTTGGGTAGAAGGTTTCTGAAGCCACAAGGCACCACAAGCGTGACTCTTGTGTAGG
ACCATCAGAAACATGTGGACTCAGAAGCCCCAAAATGTTCTGACCTTACCCCCTTTCTGA
CCTTTTGATTAGAGCTCAGAGTCTTTGAGTTCCTGAAGACTCATTTTCAATATGTTTTGA
CAGACTTCATCATGTGAGAGTGCACATGTGGCAGAAAACAGCTTTACTTTGAGAAGTATG
AAGCTACAGTTGTCAGCATAAATGAGTACACCCCCTTTAGAAAGTACTAATAAACCAGAA
GCTCAATCAACAAAAGAAACATTTCCAAACTTTCCACAAAGTTGAGGTTTATTGAACACT
TTAGCACCATACATGAAACAAAGGTTAATGATCTAACTTGGATCACATCATCTCCAGTTT
TACTTCAGTTGGCTGAAGCAAAAATGAAATCAAAAACGACCACATCTAGTATTTCTTTAA
GCACAGCACCAAGTCTTCTAGGCATGGAATGAACAAGTTTTGATCTTGTGGCAACATCTG
TCTTTGTCCATTCTTCAAGAAGAACCTCTTTGAGAGCCTGGACAGAGAGTGATGGTCCAC
TTGTTCTCCAGAATCCCCCACAGGTGTTGGATTGGGTTCAGATCAGGAGACCTGCTTGGC
TGTTCAGTCACCTTCACCCTGTTCTTCAGAAATGCAGCAGCAGCTTTAGAAGTGGCTTTT
GGATAAATGAAGTGACGGCAGCATCTTCTGCTTCAGTATAGAGCAGCACATTGTTGAGTT
CATGCTACCATCAATGAAGTACAGCTCCCCCACACCAGCAGCACTCATGCAGCCCCACAT
TAGGACACTCCCACCACCATGTTTCATTGTAGGCACTGTCCATTTTTCTTTGAAATCCTC
ACCTTTGCAACACCATCCAGTTTCAGAACCATTAGGTCCACAAACGGTGATCTTTGTCTC
ATCACTCCAGAGTATTGAGTCCCAGTAGTCTTCATCTTCATCAACATGGGCCCTAGCAGA
TTGTAGGCGTGCTCTTTGTGCATGGGCTTCAGGAGAGGCTTCCTTTGTGGACGATAACCA
CACATGTCGTTCCTCTGCAGTGTGCGCTGTATTGAGTTATGGGAGACAGTTGGGTGTTCT
GCTGCTTTAGCTAACTGCAGGGAACCTGCACGGCCATTTTCTTCAACCCTTCTCATCAGA
AGACGCTCCTGTCCAGATGTTAGCTTCCGTGGACGGCCTGGACATCTCTGTTAGATGGTT
TTACTTCCGTCTTTCTTAAATCTTTGGATCACTTTTGCTTTAGTATTTTGAGCTAATATG
TAAAGTTTTGCTGATCTTCTTGTAGTCCTCA
>CL7363Contig1
ACCCGGGCATTATGGCCGGGGGAAGAATTTCACTGCTGCCTTGAATGTCAGCAGAGGGAT
GTGGTGAAACTTACTTTTGTTGGGTTGAGTTGTGTGGGTTTTTTTGTAGAGTGAAAGGAT
GGCAAGCATAGAGGTGTTGACAGAGAGATTCTCCACACATGAGAAAATGTACTGTCAGGA
CTTGAGGGAACAAAGCTTTGCTGATTGGCCTTTCAGAGAAGAATGCAACTGCACACCTGA
AAAGATGGCTAAAGCTGGGTTTGTCCACTGCCCCAGTCAGAATGAACCTGATGTTGCCTG
CTGCTTCTTCTGCCTGATCGAGCTGGAGGGCTGGGAACCAGATGACGATCCATGGACTGA
GCATGCAAAACGCTCCCCAAACTGTGGATTCTTATCCATGAAGAAAATCTTCAATGAGCT
GACAGTGTCTGAATTTTTTATCCTGGAAAAAGAAAGGCTCAAAGTCTTTATTAGGAAAGT
CTGTCACAAGAAGATGGCACAACTGCGTGATGACATGAATCATGTTCTTGAAGGGCTGAA
ATCTCAGCTAGAAACCCTATGATTTTTACTATTTCTTTTTTTTTTTCTTCTTCACGAAAC
TCCTGATCCTGCAGGAATTTATTTTGAGCGAAAAAGAGCATTGCTTCATTTTTTGTCGTA
CCACCTGTAACCACAAGATGGTGCTTTAGATCTTGAACTGTAATCTGGTCACGTTAAAAG



GGCTTTGGTGTCCTCAGTTTCACTTAAAATTGTAATTAATTCCAACTAAAACGAAAATTC
ACATTGGGAGGGATTACACTGAAGGGTATATTCCTCCTTTTTCCCAACCAAAGACTCACC
ATTTTCATGAATGTACCACCATCTCAACAATGTCTTTTCAAACCTTGACCCTGGACAGAT
GGCCTGGAGCCCCTCCTTTTGAATACCAACTGTTGCCCCAGTAACATCTGTTACATATAG
AGGACAGTGTGGACCAAGAGCTTGCCCGGACACTTCATAAACACCTAAGAATAAAATAAA
AATAAACGTTGGAAGTGATTGGGCAGCTGACAATGCAACAAATATTCATGCTGCTACACT
TGTTTTTGAATTTTTAACATTAAATTTTTTTTCCCAAAGCTATGGAAGAATGTATTTTGA
ATGCAGCAGAAACCCCATTTTGGCTTCAGGTCATGTATGAGTTAAATGAATAAAGTACTT
GATTAAAGATGCTGTTCCTTCTCCAATGTTCCTCTATTCTGGATTAACGTCTAATGTAAC
ACTCTGGCCACTGAGCCTAGATCAGCTGCTTAATTCTCCTTTATCCGCTCAATGCAA
>CL7364Contig1
CGAATTGATAAATACACATAAAAAAACAAGAACAAAACTCATGAGGTTTAAAAACCGTGC
AGGCATCCGGATCATTTTTTAAATGTACAGAACTTCAAATATCCCTCTAACATTGTCCGA
CTGATTCATCCACCACGTCCTCGGATCTTCACAAAGTGTTCAAGAACTCCTTCACCTTCT
CGATCATGTCGGCGCTCTTGTTCTCGCTTTCTTTAAAGTCTTCGTTCACGTCGATGGTCA
GGACCGGAACGTCCTTCAGATACTCAAAATCCATGTTCATGGTTTTGTGCTGCAGCCAGC
TCTCGTGTTTGAAGTGGAGCTTCTCCAGGTACTCCAGGGGGATGTCCTGCTCCTCCTGCC
TGCCTCTCAGGTGCAATCTCTCCAAACATTTCTCCGGTGAAGCTCTGAGGTAGATGATGC
CATCCAGCTCGATGTGCTTCCCGAACTGTTTGTGCAGCCAGCCGTGCCAGTCCTGGTACA
CAGACCACTCCGTCTCATTCAGGCATGAACTCTCATACAGGTTGGCTGCAAAAATGTATC
GGTCGCTGTAGATGGATCGCTCGAAAAACTGCACGGGGTTTTCAGCGTCCCGAAGCTTCC
CGTTGGCGGATTTAATCTGCGCTCGGACCCGGCTGATGCAGGCGTAGCTCTGGAAGGTGT
AGGCCCACCTCTCTGGCTTCTCGTACATCATCTGCAGGACATTTCCTCCACTTCTTTGAG
ATGCAGTCAGCTCCTCAAAGTCGTTCCCTGATGTTTGGACGTTGCACCACCTAGCGATGG
GCTCCGGTACTACCTCCCAGTCCGCGCTCTCCTGCTCCAAAAGGCGCACAAACGTCGACT
TTCCAGCCGCGATGTTGCCCTCGATGGAAATGCGCTTTATCCTTTTCTCCATCGAGTCGT
TCATGGAGTCGTTCATTGGTTCGGGGCACGGTCTTTTCGGATTAAAAGGCATCTCTAGAA
ATTAAGTACAGTTTCTCCTTTTAATCTGAACGGGAGCTGCAGCTGCGGCGGTAAATGCTA
AATTAAAAGTTGGCGGCTAAACCATAAGACAGGAAGCGGAACATAACTCAGGCTCCGCCC
CCCCCGGCCATAAGGCCCGGGTTAAACGGCG
>CL7365Contig1
CCTTTGAAGCGAAACATGGTAGCCAGGCCAAAGTCGGGTCAGCTTCAGATTGTCTTTGTC
ATCCAGAAGAATGTTCTCAGGTTTTATGTCTCTGTGGGTGATGCCGAGTTTGTGGAGGTA
TTCCACAGCGGCGATGAGCTGCTGGAAAAACCGATGAGCATCTCTCTCTGGCATCCCCAC
ATCAGGTTCAATGCGGTCAAACAGCTCCCCTCCAGTGCAGTATTCTAGGAAGAGATAGAC
GGTTGTTCCTTCTCTCCGATGACCGAAAAACCTTACAATGTTGCAGTGGTTGAGAATCTT
ATGGATGCAGATCTCTTTCTTGACATTTTCTGCACACTCCTCTGCTTGTGACGTGTCGAT
CACCTTTACCGCCACCGCCTCCTCCGTCTGCCTGTTCACCAGCAGCCTCACTTCTCCATA
AGCTCCTTCTCCCAGCGTCTGGACCACGTCCCAGTCCTGCACGAAAGGCACCGCCATGAT
GATGATGAGGATGGAGAACAGAGAGAGAGAGCCGGTCAGAACAGAACCAGTCCTGAAAGT
GGACAACAGCTGCTGCTCGGCTCAGAGAGCCTGGTTTGGTCAGACTGAAAAGTCCAATCT
ACACGGCTGCTGTCTCCTCTTGTTCCTTTTCACAGATATCCATCGAGCCAGTTCGGTTCA
GAACCAGCAAAGCTTCACCCTGTCCGAATTCCT
>CL7366Contig1
CGGTGTAACACTATACGAGATCTTGACCCGCTGTGACAACCGGCAGAGCCCACCAACAAA
ATTCTATGAAATGATGGGTGAAGCCCAAGGACAGATTACAACAATGATAATCATCGATCT
GCTGATGAAGAACATGAGACTGCCTTGCCCCAGAGACTGCCCTCACGAGGTACGGCTGTT
GATGGAGCAGTGTTGGCATAAAGATCAAGCACAACGGCCCTCATTTGAAAACCTGATCGT
AAGGTTTGAAGCCATCCGCAGAACCTACGACTGGCAGTTTAACTCCAACTTCACCATGTC
TGAGATTTGCTGAGTAAACTTCTGCACCATTTACAAGAAAAAGCCAACAACCTCTTTGCT
ACAGTACACTTTCTGCTACATTTATACACAGAGATGGATTTGTGGAAGATGAGTCATAGA
AGCACACACTTAAATCTTGTATATTGTAGTCTTCTGAGTTAAAATGAAAACCCATAATCT
TTGTATTCTAAGCTTTGTTGCAGTTACTTTTTCTATATAGTCTTTGCTGAGGTTAACTTT
CAGGGAAAAGCCAAAGTTCGAAAGAATTGGTAAGCATTAGGGTATATTTTATTAAAAATA
TATATATAGATTTCCATATATTACAAATGTATGCATACACATTTTAGAAATTCGGGGAGC
TGTCTTTTAAATGTTGCATGTTTTATGTTTTGTAAATATGTGAATTAATAAATACGTGTC
CAACTCCCAAAAAAAAAA
>CL7367Contig1
ACCTCTTTGAATGTTACGATACCAGGACAGAGTCATGGCAGGTCAAAACCAGCATGCTGA
TGGCCCGCTGCAGTCACGGCTCAGTGGAGGCCAACGGACTTGTTTATGTTTGCGGAGGAA
CGGTGGGAAACAACGTCTCTGGAAGAATTCTAAACAACTGTGAGGTGTATGACCCCAACA
CACAAAAATGGAGGGAGCTGTGTGGGATGAAAGAAGCCAGAAAGAACCATGGATTAGTGG
TTGTCAACAATAGGATCTATGCTGTTGGAGGCCAGGGGCCATTAGGTGGACTGGATTCAG
TGGAATATTACGACATCGCCACCAATGAGTGGCGCTCTGCAGCTCCGATGCCATGGAGAG



GCGTGACAGTCAAGTGTGCTGCTGTGGGTGAAGTCATCTATGTCCTGGCGGGGTTCCAGG
GAGTGGGGCGGCTTGGTCACGCCTTGGAGTACCACACAGAAACTGATAGATGGGTGACAT
ACAGCAAAGTGCGAGCATTTCCAGTCACCAACTGCCTGATCTGCGTCGTTGACACATGTG
GGGTCAACGAAGATGAAGACGTTGATCTGATAGATTCACAGCCAACTACATCCGCCGCAT
CCTCCACCTCATCTGCCTCGACTGCCTCAACCTCACAGAAATAAAGGAAGATTTTTAGTG
GCCTGGCTTTATATTTTAGTATCGTCTTCATGTCATTTTTGTTTTATTGTAAAAAAGTTT
ACCTGTACAGTAGTATTTTTATTTCTTAAGTTACATTTTCCAGATTTGTTTAGATCTTGT
GGTTGAAGTAANCAGTGGGAAAACATTTTAATTGATTTATTGAAAAAGTGAATAAACACT
AATAAAATAATGAAAAAAAAAAAA
>CL7368Contig1
TTTGCACCCTTCAGGAGGGGAGGCGGCTCAACGACCAGCGCTGCTCCTTCAGCATGGAGA
AGGGCATCGGGAGGAGGAGGTGCCACTCTGAGCCCAACGCCTCCAGGCCAGCACCCAGAG
TCACTTTTTCCTCGATGACCTCACTGCAGAAGGAGGAGTTTTTTGATCTGGTCGCCACCA
CTCAAGCCCGCCGGCTAAACGACCAGCGAGCCCAGCTGCAGAGCTCCCTCCCGTCAAAAC
AAAAGTCCCGGAGCTTCAGAGGCAGCTTGAGGCAGCTATCTTTGAAGAGACCCGCCCCGG
TCGTTGCCCCCGCCCCAGCCGCTGCTCCTAAAGACGATCTGTACGACATGATTCTGACCC
GACAGGCTCAGGGCAGGCTGGAGGACCAGCGCAGCAGAGCTCCAGGCCCCATGGACGACG
AGGACTTCTTCTCGCTGCTCCTGAGGGTTCAGGGGGGGCGCATGGACGAGCAGAGGACTG
TACTTCCACTCTTGTTGAAAACCTGAGACAAAAACAGAAACGTCGCAGCGACTGATTGTT
GTGGCTTTGATTTCCTGTTTAGAATTTCCTTTTTTAACCCTGATGATGCTTTCTGCTGGA
GATGCCTCGAATGTTAATCAGTGTTATTGTAAAAACGCTAAAGTTTAGAGCTTAAAATGT
GACCCGCTCCTGATAAAAAGTTGACTTTGAGTTTGTTTTTTTGTCTTTGCCGGTGAGCGG
CAGATGTGCTTGGCTGGTTTTTGTTGGAACCAGCGAGCTGTGGAGCGGCTGCTGCCATGC
AGACCGTGGAACTGATCTCCTCTGTTATTTGTGCAGCCAAAGCACTGATCAGACACACTG
GACTGGTGATCAGAGATTACAACAGGAGTCAGATCACGCAGAGNCTTGTACTGTACACAA
CAGT
>CL7369Contig1
ACTGGGAGAGTGCGTGGTCGCTCAAGAGTGCAGGCTGCTGGTTCCATCCGAGCAAATTTC
CTCAGCTCATTATCAGCAAATAAATGTCCTTTGGCTGAGTTTGTGGCTTGCAGCGGAAGT
TTAAAAAGGAACATGGCTCCAAAAAAGGCAAAGGGGGATGCACTGAAACCGCCACCGCTG
ATCGGAAGGTTCGGCACCTCACTGAAGATTGGAATCGTCGGCCTGCCTAATGTTGGGAAG
TCAACCTTTTTCAATGTGCTGACAAAGAGTGAGGCTGCTGCTGAAAATTTCCCCTTCTGC
ACCATTGACCCAAATGAAAGCAGAGTGCCCATTCCAGATGAACGCTATGATTTCCTCTGC
CAATTCCACAAACCTGCCAGCAAGGTACCAGCATTCCTCAATGTGGTTGACATTGCTGGC
CTGGTGAAAGGAGCCCACGTGGGCCAAGGCCTTGGAAATGCCTTCCTGTCCCACATCAGT
GCCTGTGACGGCATCTTCCACATGACACGTGCTTTCGAGGATGAGGATATCATCCACGTT
GAGGGGACAGTGGACCCGGTGAGAGACATGGAGATCATCCACGAGGAGCTTCGGATGAAG
GATGAGGAGATGATCAGCCCCATTATTGACAAGCTGGAGAAGACAGCCATTAGAGGCGGT
GACAAGAA
>CL7370Contig1
TATGATGTACATCAAAAGGAGCAAGAATGTCTTTGTCAACCTAAAAAATAAAAAAAGGAC
ATAAAAAAATAGATATTCTTTGTATCAAAACAACAATAAACAGAAATACTTCATGGTATT
TTGTTAGTGTAAGTATAACATGCATGTTTGGTTAATACTGTAACAAAGTTTGAGTAAGAC
GCTCAAAAAGTGAGTGAAACTTTTACAGAGGTAAAAACTTGTCAAGTATAGCCCAAAGAT
TTGACGAATGACATTCAAATGAAGAAAACACAGTTCTGCAAAATGAAGGTCGTCTTAGGA
TTTATTTGTTGGTCAAAGTCTGGTTCTTCTCCTGATATTTCTTCTGATACTCTTCAAAGA
GGTTGGAGTTCTTGAGAATCTTCAGAGGCTCAGAATGCTGATCGGGAGGATGACACCAGC
GGTCTTTGTTGGACTTGATGGTTTTGACTACATCTCCTGGGCTCCGGTTGTTAATCACAG
TTTCTGTCTGACCTGAAACTCCATTGCTGCTTTCCGTCCCGACGTTGACCCCTTCCTTGA
AGCTGAAGGTACTGGGCAACATGCTGAACTTCAAGATGATGTTGTCCTGGAGTGGCACTT
CATGATCTGTGTTCCTTTGATCCATAGGAGCAGTTTGTTCAAGAGAGACGCTGTATTTTC
TCCTCTTAGCCTCTTTAACCCCAACGGCGCTGGGGAGGGATTTTGTCCTTTTCCGTCTCA
GAGAGACCATTTTCTTTCCATCAGAGTCTGTCATTTCAGAGCAATTCTGCTGTTTCTTCT
TCTTCTTCTTCTTTGTTTTGTTTCTGTAACAACTTGGAAAGCTTTTACTCCATTTTTCAT
AAATTAATTGCTTGACTGAGGGCTTCCTGCTGTAGGCTGCTTCCTCAGGGTTCTTCCTGG
AAGATTTAACATTTACAGAAACAACTTGTGGAGGTTGCTGTGCTCCAGCAGACCCCAGTG
TTGGTGAGGAAAGATGGCTCATTTTAAATGCAGGTGAACCACATTTCTCCTGGTTAGTAG
AGCCAAATAATACTAGTTTCCCCGGCCATAATGNCCGGGTTAAA
>CL7371Contig1
AAAGTGACGTTTACAGAAGCCAAAGCGTCCACAGCCCAGCCGGGGTAATCATCCCGAGAA
GGAAACATCCGCTTCATGAAGGTCCTTATAAACTCAGGAAAACGGCCTTCTACAATACTC
TGTCTTACAGAGCGCATCAGGGAGAGCTGGTAGGCGATGTTGTGGACGGTGACGTGATGC
ATGGCTGCAGTGTCACTCTTAAATAAAGCATGCAGGTAAGCCCGGCTATGCCTCTTGCAT
GTGGGACAGTGGCAGTCTGGGTCTATAGGCAGGAAGTCTTTAGCATACTGCTTTTGTTTC



ACTTGAAGAGATCCCCATGGCACTAAAGCAGAGCCAAACCTTGCAGTGCGGGTCGGAAAC
ACGCAGTCAAACATATCACACCCCAAAGCCACACATACAACCAGGTCTACAGCATACCCA
ACGCCCATGAGGTAGCGAGGCTTCTCTTGTGGGAGGTGGTCAGTGCTCAGAGTAACCATT
CGCCAGAAGTCGTTCTTCTCCTCTCCTCCACTTAAACCTCCAATAGCAAAACCCGAAACG
TCCCGCTGAGTCATTTCTTTTAGACAGGCTTTCCGCAGCTCTGCATCCAGTCCGCCCTGG
ATGATTGCAAAGAGGTTTTGTTTGTCAGGGTTTTTGTTGGCTGCAATGCAGCGATCCAGC
CATCGTATGGATCTGTGCATGGCCTCTTCCACCCGGGGCCCCTTCACGGTACTGCTGACC
ACGTCATCCAGCTGCATCATGATGTCAGAGCCTAGACTGTTCTGTATGCTGATGGATTTT
TCAGGACTTAGTAAAATTTCTTTGCCATCATAAGGAGATTTAAAATTGACCCCCTCCTCT
GTGACTTCAGAGAGCTCAACAAGAGATACCATCTGAAACCCTCCACTATCGGTTAAAAGA
TTCCTCTTCCAGTTCATAAAACCATGCAAACCCTTGGCTTTTACGATCAAATCAGGCCCA
GGTCGCATACCAAGGTGGTATGTGTTTCCCAGACAAATCTGACATCCAAGGCTCTCCAGC
TGATCCACAGTGATCCCCTTCAGGGTCCCCTGTGTTCCGACCGGCATGAAAACCGGAGTA
TTGACGGTGCAGTGCGGCAGGGTCAGATCACAAGCTCTGGCTTTAGTCACCGGACATTCC
GCGACAATTCGCAGAGTGAGGGGAGAAGCTGCAGACAGCGCTTTCTGCAAAGACATGCTG
TTTTCTGGATTGCTTGAAACTATTACACGTTCCCCC
>CL7372Contig1
AGGACACCTGGTGCTCCCTGTGGCGCCCCACCAACTTGCAGAGGGAACATATGAGCTGGT
CGTCCACCAAGCAGTACATGTTGACCTTCTCGTTCTCGTGCTCCAGGCAGGTCAGGCCGC
GGAGGTGGGTGTCGGGCACTGGCTCCACCAGGCGGTGGCTGGTGAAGGGTTTCTTGTTGG
GGTGTGTTGCGCGCAGACAGCGGTCACAGTACGACACCTCACATGTAACGCACGTCTTGA
CGGCCTCGCGCGGCGGATCCTGCTCACAGAACTGGCAGCTGATCCGTGGCTCCATCTTCA
CAACAATGGCCGGGCTGTGGTTTGCGTTGTTGTGGTTGATGTGATTGGTGTGGTTGGCGT
GCGGGTGCGAATGGCTGGAGGTGGCTGGGCTGCTGCGGGCACTTCCTCCGCCTGTGCCAC
CACCTCCGCCGATCGTCCCGGCTATTGTACCGCTAATGGTGGCGGTGTAGGGCCGCTGCG
GCTGCAGGCGCCGGCTCTCTGTGGGGGAGTTGGGTCCACTCAGGGAGGCCTTTTGGAAGC
GGTCAATGATGTTCTGCAGCGTCACATTGCGCTTCAGGCCTTCTAAGCCACGGTGATTCA
GTGTGATGACGTAGCGACAGGTGGGGCACTGAAAGGCCGAGATGGATTCCAAGGGTTTGG
TGGTGGAGCAGTGAGACACCAGGATGCGGTGAGCGCAGTTGAAGCACAGGCTGTGGGCAC
AAGGCAAGAGCAAAGGATCTTCAAATAACTCCAGGCAGATCGGGCAAGTCAGCTCAGACT
CCAGTGTTTCCATCTTCAATTAAACCAATCTAAAGAAGACATCAAATCCCACGGAAGCTG
GCCAAGTACCAGCTTTTCATGCCCACAGCTCTGTTCCTCTGACATCTTGGAAGTATCCCG
AAAGGTAGCGACACGACAGATTTAGAAAGAGAAGGCTGAATCATTAAAAAAAAAATCTCT
AACGGATTCAGAGGTGATTCGGCTTTCCCCTCCTTTGTCTGCTGCGCGAGACGCAGCCTC
CCCTCGTGGAAAAAAACAAGCCCTCGTCCTGGTGCGTTCTGGTNCTGGAGGCGCAATGAG
CTGCGCTGCTC
>CL7373Contig1
TTTTTTTNTTCNATAGAGATTGTATTATATTTCCAAAAANATATGTACAGTCTATTACAA
AGGTTACAAAGCAAAAAGAATTGTCTATGGAACAGGAAAAAGTCTAATTAAAGGATCTGA
AAGTTCAGCTGTTGGGGAAAATACTTCTGAACAGAGAATCTTCTCAAAACTTCAAAAATC
ACAGAAAATAAATAATAAATCAAGATTTTTGTATCACTGTACAACCTAGAGGTAAGAAAA
AAAAAGTCAAGATGGAAATCTTATCAACTGTCTTTGGTCCTAAATGAAAAAAATATGTAC
AACAGAAATCTTGTGGGTGATAATAATCATTCTGTGAGATAGAAAAATATAGTGCATTTT
CAATGTATTCAGAGCTCTCTACTGAGTAATAGGTGTAAAAAACAATATAAATAAAATGTA
CAAGTTATACAGTTTAAACATCCACAAAGATCCTGTCACATCTGGGCTCTCTGACACATG
GACAGTGCTGCTGTCAAGTACAAACACGCCATGTTCTGCCTGCCAATCCTGGACCATCCC
TTCTTCCATGTCTGTAAAGGCTCACATTGCTTTTTTTCCGTTTTTGAAAGAGCC
>CL7374Contig1
ATTCGGCACGAGGCGCGATCCCCCGTCCAACCTGCCGGGGCGTCTCGGGTTCCCCTCTGG
CTCCTCTTTCATGTCTGTTCTCCGGGAGCTCCAGGCCTGACCCCTCATGTTCCAGCAGAA
TCACCGCTGACCTCCGCGTGTCAAACTTTCCCCTGAACCGGTGGAGCTGCTGTCAGCCGT
CTGCTGGAGACGAATGACCAGAAAGCCCAGTCTGTATTAAAACCATAAGAAACGTCAGAA
AGACAAACTGAAGCAGAGAATAAATCGTCATCCACTGTAAAGGGGGAGCCCGGTGTGCTG
TTTCCCCACCAAACACAAATGAAACACAAATGTTGCCACTTTACATGAAAAAGGCAGAAT
AATGAGCTGTGGGTTCACATCTGTCCAACATCCCGCCTCCACAACAGCATTCCAGGCTGC
AGCTCTGTTCCTGGCAGCCTGTTTGGCGTTTATGATGGACGTTCTCACACAGGTAGATTC
AGACTAATGACTGCCGTTCCTTTGGTTTGGGCTTTATTGTCATCTATAAGGAATTCCTTT
GTTACGGTTCCAGAACAGAAAACTGATCTGATCTGTTAAAAACACGAAATGCAGTTTAGT
TTAGGCTCAAATGGAGGCTGAAGGAAACCGGCTCAGACGTCACGTTCAGCTCTTCACCTT
TGATCACAGCCAGCAGAAACTCACAAATACAGGATTTGGAATAAACGTTTTGGTGCTAAC
CTCTGGAAAAAAAAGCAGACAGGAGTCCTAGAATAGAGCCGTGTGGAACACCACAAGCTT
ATCAAAATGTTTGTTTTGTGGGGAATATGTAGGGAATTCTTTTTAATGAATACTTGCCAA
ATATTTTTATTTTTTAAACAGCGATTGTGAAAACGTACAACTTCAAGCTAATTTTTTTAA
TCATCAAATTGTTTTTAATTCTTTTCACTTTCAGATAAATATTTGTAAACAGTTTTTACG



TGAAAACATCAATCAAAACGTTTACAAATCATTTATAATTTCAAATAAAAACATCATGAC
AAAAGTAAATCACTAGATTATATTTTTAAATACTAATGAAAACTAGTCATGGAACAGAAT
ATATTTACTTTTTACTCAAACTTTCTTTCATAACAAAATGATGTTTTT
>CL7375Contig1
ACCTGCTGGCGGCGCTGTTTGGCNACCTGNACCTTCAACATCCACGTGGNAGCCGGAGCT
GCTGCACACCTACTCCAAGTACTACAAGTCCGACGTCCTGCTGCTGATCGTGCGCCTGGC
CGTGCTCGCCGCCGTCACCCTCACCGTCCCCGTGGTCCTCTTCCCGATCCGTACGTCGGT
CAACCACCTGCTGTGCGCCCAGAAGGGAGTTCAGCTGGATCCGCCACGCCATCATCACCG
TGGTCCTGCTGGCCGGAACCAACATCCTGGTCATCTTCGTCCCCAGCATACGCGACATCT
TCGGCTTCATCGGTGCCTCCGCCGCCGCCATGCTCATCTTCATCCTGCCCTCGGCCTTCT
ACATCAAGCTGGTGAAGAAGGAGCCCCTGAAGTCCATGCAGAAGATGGGGGCGGTGGCGT
TCCTGGTGTGCGGGATCTTCGTCATGTGCGGCAGCATGACCCTCATCATCGTGGACTGGG
CCCACAACGCCTTTCAGAAGAACGGACACTAAGGGGCGGAGCCTGATCCGACCTGTGGAA
GCACATTCCCAGAGAATGTTTCAGAACTCTGTACAGTTTTAAACCACCGACAGACCCCCC
CCCCCNCTTTTTTTAAGGNGCTTTTATTTTGAAATAGTTTTTTTTTTTATA
>CL7376Contig1
CTTTTTTATTGATTTACCTGCNAAGGTTTTTAAAACTTTCTCTGCAGAATCTGTTTGGCT
TTCATGCATATTTTAGTAAATTCTCAGAGAATTCTTTGGTTTCTTTGTAGAAGTCTGTCC
TGAAAGTTCCCTCGTTCTCTGTAAAACAGTGTGTGGGTTCTATGAGGCGGCAGTAGCGTC
AACACAGGATAATAAATATGAAAGAAACAAACATCAAAGACATATTTCAACATCTGTGAC
TCACAGTTCAGATTCTTGTTAATAATAATTCCTAAAAAGTCTTTTATTATAATTTTTGTT
TAGATATTTGTGGTCCTTCGTCACTACACGTTGAAGAATTGATCAGCTTTGTCTTGTCTT
TGTCTCGTTCCAAACATTCAAACTGAACACAGTGATGTCATCAGCAAACAGGAGAACAGT
GAACCGTTCCCTTTGGTACCCGTGTCTCCCAAAGTCCAGTGTGGATCTAAGCTTCTGCTG
TCAGACCTGTGGTCAGTCCGTCTGTGACCCCTGATGTCTTCAAACCCAGGAGGGGGGCTC
ATGCGTTTCCTGGTTCCTGAGGGGGGGGGTCGGCCTTCTATGGTTCCTTCAAGCAGACCC
GGCAGCGGCTGATCATCTCCTGGGTCTGGCCTCCTGAGTCGTTCCAGGGGCTGGGTTTGC
TC
>CL7377Contig1
AAAGTTGCGCAGATCGACTAAAAGCTCATCGTGCTCTGTGGGTGGAGCAGGAGGAGAACT
GGTTCCTGGAGCTTCAGAGTTGTCCTCGTCCTCTTCTTCGGCATCTCCGCGACTGGAGAG
GTTGCTGATGTGATTTCGAGCTCTCATTTTGGCCAGAAGGGAAGCTGATGATAGCGGGGC
AGAGTTTGAGTCACTCTCTGCTCCTTCCCCACTGAAATGAGCTCCTGCACCAGGTTTCTT
CAACGCTGACTTTTTTACAATAGAACTATCCTTGCATTTGATGGAGGTGGTGGTGGACTG
AACAGAACGTCCGACTAAGATGGAATTCCTCTTTTGGCCAAAACGCTTCCTTGCAGGTGG
AGGAGGGGGTCTGTTAAAGGGCAATCTGCACTGCTGCCGGGAACTCTTTAGTGCTTTGAG
GGCATCTTTTGCCACTCTGTTGGCTTCTGCTTCCACAAGAACATAATCCGGGTTGGAGGA
TTCCATGATGGAGTCGTGCTGCATCACACTGTGGATCCCAGATTTCTTAAGGAGCTTTGA
CAGGACGTAATCATCCGATTTCTTCTGCTCCTCTGCTGTGTTTTCTTCAGCCTTCTCCTT
CAGAAGAGTCCTTTTCTTCACCAGGTGAGAGATGCGGTGGCCTTCGAATCGAGCCTCTCG
TGAGCGTTTGACCTTTTTATTCTTACGTTTATCAGCAGAGTCACAGTGTTTTCTCTTTTC
CCGGTGTTTCTGAGGACTGCTTAAAGAAAAGTCTTTGTGCTGGTGATGATTCAGTAAGAC
TGAACCATGAGGTTCTTTGTTGTTGTTTTTTTCTGGAATAGTTGTCTCTTCAACTGAACC
ATTTTGGTCGATATTTTTGCAGTCGGTAAATGTACTAAATTTTCCCTGAGTAGGTAAGGA
TGTACCACTTTTGAAGAGTGCAGTGTCTTCTGAGGAGGAGCGTTTCCTGGTTGGAGCAGC
TTCTCTTTGGTTTGCTGAGGAGTGTGAATGGTTGTTCGTGAGCTTCGGCCTCGCTG
>CL7378Contig1
GCTCGTTCAAACCAAACAGGAGCTGAAGCAGTTCTGTCATGTTCCTCTGATGCTTTGATT
GTCCATCTGTCCCCACATTGGTACTGACACTGCGTTCAGTTGGAATCAGATTATTGGTGC
TGGTTCTCCGCTCTGGAACCAGATCCAGCAGGGGAAAAGAACCTGCTGGAGTGTAACAGA
TCGGAATCCTAAACTGATTCACATCAGGAGTCTGTTGATTGACAATCCAGTTTCTCTCCA
TCTTCCAGATGATGAAAGGTTTGATGGGAAAAAGCCGGCATGTCCCTGTCTGCTGTGCCT
CGTCTCATGAACAATCACCGTGTCACCTGGACTCCACCCCCCCTCGGTGCTTAGACCAGC
TCACTGCCTCTTCAAGATGTCAGCCGGGGGCTTCAGAGCATTCCTCTTCTCTGCTCTCTG
GTGCTTGTAGACCCTCTGAACCCTGACCTCTCAGCAGCACCAGCTTCATTCTCCTGCTGA
GAAACGTCTTTCTTCTTCTGCACCTGTAATTTATGGACTCGGTGGTGGGAGACTTCAGGG
CTTCACGTGGTGCTTCTTCACCGGCAGGATTTCTGTGTTCCTCCTTTTCCTGTCCGGTTG
GTTCTCCGTGATCGTTCTTCAGATTGGTTGTCCGGTCACATAGGTGCTGATTACTGTTTA
CAGGGATTTGTTGTTCAAAGTGAGCAGAA
>CL7379Contig1
TNAGAAAAACATGAGCACAGACAATCTTGGTCAAAAAACAAACCAAAAAACAAAAGTTCA
GTTTAGACCTTGAGATCCTTTCGTTTGTAGCTCAGTCCTCTGACAGTCTGAAGACTAAGA
AATGCACATTGTTTAAAATAAAATCAGCACTTTCTTCTGTGATTCCATGTGTTGCAACAT
CCAAAGAAAGTCCAAGGCAACAGAAAGGAATATTTAAGTCATGATCAAGCTTTGAAAAAA



GGTAAACACTTCAACAGGGTATTAAAACTGTCCATCTTTAACCTTTCTTAATCAATTTAA
ATATTATACAAATACCTTTTTTTCTGCTTTTCCTCTTGATAGAATTTAAATACAGTTTGG
CACAGTATAAGATGGGTTAGATAACAGCACTTCTTAAATCTTTTAAGGTGTACAGAAGCC
AAGTATCATCCAGGTGCTTTGGAGTTTATTACACTTACAAAAAAAAAGGGAAATCCATAT
TTCTCAAACGTGGAACACACTTTCTTTACATTTGACGAGTACAAAGCAGTAAAATTTCAA
GCTAAAGTCAAAAATGACCTTTCTGAATGTGTAGTTTGGCGGCCTGAGCCTAAATGCTTC
CTGGGTCGGGTCACTCTGTTCAAAAGGATCTGGCGATGT
>CL7380Contig1
GAGGGTCGGCAAGTCAATTCCTCATCCCAGAGGCCACGCCCACCTTGCGGCCCTTGTCAG
CCATGACTCTTATAACTTCTCTCACCGGATCGACCACTTGTCCTTTGGAGAAGCAATTCC
CGGACTCATCAGTCCTCTGGATGGGACGGAGAAAATCGCTGCAGACTATAACCACATGTT
CCAGTACTTTATCACCATAGTGCCAACCAAGCTCAACACGTACAAAGTCTCTGCAGAGAC
GCATCAGTATTCAGTCACAGAGAGGGAACGTGTAATAAACCATGCTGCAGGCAGCCATGG
AGTCTCTGGAATCTTTATGAAATATGATATCAGCTCACTTATGGTCAAAGTCACTGAACA
ACACATGCCTTTCTGGAAATTTCTGGTCAGGCTCTGCGGCATCGTTGGAGGCATTTTCTC
CACCACAGGAATGATCCACGGTTTGGTGGGATTCTTGGTAGACGTAGCATGTTGTCGTTT
TAAAATGGGAGCATACCGACGTCCGGATGCTCCTTTGAACCCACAGGGTGAAGTTCAAAA
TGGATTTCCTGCAGAAAATTACATCCAATAACAAGAAAACCAAGATGCTAGACATTCACC
TGCAGAGAGCTATGAATTTTTTAGGAAAATGTTTACGAGTGGTTTTTAAAAAAGGTGTCA
CTACTATTCTTATAGTCAAAAAAGACACTTTTTTTATTTTGTGGAGAAAAATTGTGAAGA
TTTGTAATTGATTCTGCCACCAAACTGACATAAAAAGT
>CL7381Contig1
GAGGGTTTCAACTCCGTTGGTGTACCTTTTAAAAAAACGCCACCTAGTTTGTTTTTGCCT
TCAAACCTAAAAATGTTATTTAAAAGTTATGATTTCTATGTACCATGCAGAACCGTGGCA
GCGGGATTCAAGAAGCTTGGGCTCTGTGCTGAAACATGTTCACTATTACAATAACATGAC
TGGAGGAGGAAGGGAAGAGTGGAAGCTAAATCCCATCTAACTGTGATATTAGAGTTGCTA
TAGGATTAAAATAAAAAGACATTTCACAGGAAAAGAAGGATGCATGGGGGGGAAGAATAT
CTAAAGCGGTGTTGCTCTACTTTGCTTCTGTCCACAGCTTTCTTCAACAAGGCATTTTCA
CCAACTGTACTTGTAATTTGGTGTAAATATCCCAAATATGTATTTTATTTGTACAGTAAT
TCTGCTGCCATTGAGAGGGTCAGGGGAGAGAAGCATGCAAGAATGAGAAGTCACAATACA
AATCACATCGCACGGCTAGACAGAATGATGTTTAATCCTGTTCTCCTTCTCTGTCTGTTT
CAGTCCCTTTCTTAAGGGTTTCATTTCAAATTGTATATTGTTTAAAAAAAATAATAATAA
ACAACATGACACCTTACTAACTATCCAGGGGGAAATTGTGATTCATGAAAGCTTAGTCAC
TCTCTAATGTTTGCATTATGGTGTTAAAAGAGTTGACTTATTTAGTTTTTCACTGTCATG
ATGTCTGTTTTCTACACAGGAAAACAAAAAAAAGCAGACATACAGACCAGCATGTTTGCC
TTTCTGAACTTTATTTATCCAGAGGATAATATGATTAGCAATTCATTAAAA
>CL7382Contig1
GTTTTTTTTAGAGAAATGTTAATATGTCATCCAGAAAAGAAAAAAAAGGCCAGCATCCCC
TTCACATCCTCTTTTAACTCTAAGCTCCTCCAGAACAGATCTGTTTTGGAAGTTGACTTC
CAAAGAAGGCAACTGGAAGACTGCGTTGTTGTTACATTTTTCTTTTTCTTTTTATGGTTT
ATAGCAATCCTCCAACATTTGGAACCAGATCTTTAATTGAACTGCCTCCCAAATATTCAG
TAAAGTAGAAGGCAATATTTCTTCAGGATGATTGAAAAATCTAAATTATGGTGAAGCAAA
TTTCCTCTTAAAATAAAAAACTCTTGGGTGGAAGGAGTGTATGGATGTGAAGTGTTAGTG
CATGAGGGAGGGCATGTGTGCTTCGTTCCAAATAATAAATCTATTTAGACAAATCCTGTG
ACGGTGCTGCTGTCACGCCTGACCTCTCCAACAGTCACAAGTTAGATGTACAGAAGTCAT
TTTATTTTTCTATTTGGTGACAGTAAACATGTCATTAACCCTGTAATATTTACAGTAGAA
CGTTCTTTGAAGTGGACACTGATGAAGCAGTTTCTTGCGTCTTTGCTTTCCAAGAACAAT
TCAACAATGTAGGAAAATATAGGTGCTGATGTTTTTCTGCTGACATGAAGCTGACCACTC
CTCTAATGCAGATGAGATTTCCGTTTGATGCACTTTTCTTTTTCGCAGCATTTTAAAGCT
CCTTTGACACCCTAGTAGTGTACGAGATACTTTAAAAAAAGTTTTGAAAAACACAAAGGC
ACCCTTTTTTTGCCTTTTGTCACAAGCTAAATTTTATTATTGTTTTCAGATTTAAAGTGT
TTTCTTCATATTTCCAGTCTGTGACCGCTGTTTATTTTCTGTGTAAGGAGAGTGTTTATG
CAAACGTAATCTAGCTTGAAAGATGTCTGTTGCACTGACTACAGAAGGTGTTTATCAGGA
AATTCTTTGTTACATGATTTCTTTGAGAGGTTAACTCCATGCTTTTTATTTAATTGTAAC
TTATTGGGGCAGTATTGGTATGTCTGCATCTCTGGGTGTGCACTGATTAATAAAAT
>CL7383Contig1
CGGTAAACCCGGGCCTTATGGCCGGGGGAAGGCAGATCATGGCATCAAGTTACAACATGC
CATCCCTTCGAAGTCTGAGGACTCTGGAGTGTTCTCTGCTGCTTTTGACAATATTGACTG
CCAAAGCCAGCGGTATTCAAGAGATTTCAGAGCCGGTCAATGGGAGTGCGACTTTCAAAT
GCCCTGTTAATGAGAATAGGGAAATAGAATTTGTCTATTTACAAAAGGACAACCTTTTTG
TCAACGGACATCACTCTGAAAACAGTATAGCAGGAAAATGGAACAACACAAAAATGGATA
AGAACTTCACATTTTACATGTATAACCTGGAGCGCTCTCTAAGTGGACATTACAAGTGTT
TCATCATGTATAAGAAAGCTGAGAATCCTGAAACGCGTGAGTACAACCTCACGGTCACAG
TCCCCTACAGCAAGCCATCATTCACAAAGGAGTGCAACAACAGGAATGACATCAGAAGTT



GCCAGGTGACATGTATGGCACAGGATGGCTACCCGAGTCAAAAGATCTGGATCGTTTTAG
TCCAGAGTGGGAACGACACCAACGGAATGGTTACGAGTCGCAATGACTCAGTGTTCAACC
TCACCACGAAGCTGTTCAGCAGCACTGTCACCGCAGAGTTCAACTGTTCCAACACCGAGG
TGGAGTTCGTCTGCTCGGTGGGGGGCGTTGTCTCAGAAACCATCTCAATCTGTG
>CL7384Contig1
AACACAAGAGCGTCCAGCCTTTCATTCCTCTGTCCATTTTACAAACCGCTCACGATGAAG
AGGCGATTCTGGACCCAAGTGCTTAAAGTGGGCAGCAGGTGGGAGAAACAATGTGGTTAC
AGGTGATTAAACCACAACCTGGTAGGTTTCTACCTCGTCACCGCCATGCAACACTCAGCT
GCAACACCAGGGGCGCGTGCTACACAAACCTGAACAATAAATACCAACATTTCTGATTTT
TTTAAGCACCATATCAAACAGGAAGCGGTGCATTCAGGATGTGGCCGGGTGATCCTCACG
CCTTTCTTCCATTTCCAGTTTTTGATTAATCAATGAAAATAAATAATCTATAAAAAGAAA
ACCACTCCCTTCCAGCAAACGCAGGGCTCTAAAAATATACAAAGCATTTGAAAAGAAGGT
AAATGTCACTGAAAACTAAACTCTCTATGTATTTACAGATAGAATCATATCAAACTGCAA
AAGAGTTTAACATTAGCAGAAATCCTTTCAGGCTTGAGAGGGCCTCCGCGTCAGCTGGAT
CACATCCTTTGAAGAGCAGTCACACACAAAGACTGAGTTTGGATTAACAGCCAGTTCGGT
TTAATGTCTGAACTCTTTGGTTACCCACATGAAAAGAAAAGACCTGGACAGTAAAACGAG
GCTTTTACATTTATAATTTTATACTTAAATCTCAAACACATAACTCATTCATTAAAACAT
GTTATAAAACATACTTTTAAAGTCACGAAAAGAACTATGCACAGTGCAAAATCTACAAAC
TAAAAGAAAAAATAACGTTTTGTTTTTTTGGAGTAATGGTGCTGCTTTGGTTGTTTTCTC
TTCCATCATCAGTAGGTGGCAGCACTGAGCCCTCTGCGCTGGCTATGAATCACTCTTGAA
A
>CL7385Contig1
CTTGACTTTATTCTTTGGTTTTTACNTATAGTACATATAGTACCGACTTTTGTTTGGACC
TGGACAACAGCAGTGATGCTGCTCACAAACTTGGACAGCATTTGGACACAAAAACAAAAA
AGTGTGAGTAAGAAAAAAAAACAGATGCTGTTACACAAGCACAAGAAAACATAAAATACA
AAAACATGAAATAATTACCCCTGAAGTTACAACTGTGAGCACACCTGCAGCAGTTAGATA
CATAACATAAAAAAGTATCTTCAAAATCTATAAAATGTATTTTTTTTTGTTGGAATTTTA
TGTTGGATTATGTCTTTCATTTGACAATGACTGTTTTGGTTGCAGTAAATGTCACTAATT
ACGCATGCATTTGCGCACAATGAACTTTGCGCCTGGTTTTGTCGCTTNTCCACCGCCTGG
AAGAAGGAAGAGAAGACAGCAGACACAACTGTTGAGTGAAGTTACAGTGAAATTAGGAAT
TCCTCATTTTGCAGTGGTCTCAAAAGCCACTTTACCCCCCTCCCTCCTTCAAAGGAGCGT
CTGATCTCCACGACACTTTCTGCAGCCCCCATGAATAACCGATAGGAGATAAGCGCAGCA
GCTCAAACAAGCGAACACGGCGGCTGTCAGGTAGATCTTATACAGACAGAGGTGCTTGTA
CTGATCCAGGTTGCAGAACGAGTTGCGCTCCGTCTTGTAGATCATGACTCCAATCGCAGG
AAGATAGAGCAAAGCGGCGGCCACGTCGTGCGCCAAGTTGGTGGACAACCAGCGCTCCCC
TCCGAGCAGAGGCACCAGGTCCTGCTTGTTCAGGAGGGTGATGAAGAAAAGGGCGAGGGT
GAGGAGCCAGAAGAGGACCGCCACGAACAGGACAAAGTGGATGGAGCCCTCGTATTTGTT
GGCAGCGATGGTGACCCACAGCCCGGCTCCGAACACGATCTGCAGGATCCGGGTGATTCC
CCAAAAGCTCCCGATGGTCTTCAGCATGTTCTCCCTCATCTGGGACTGGGGAGGCTGGGA
GGACATCTCTCCAGCTAGATCAATCAATCAACGTCCCCTTTGTCCCCCAAGTAGGGCGGA
TGGTGTTAGCCAGTTGCAAACAGTTGTGATCAAACTGCCAAAAAGTGGATGCAGGAAGCT
GGAGGAAAACTTTAAAAACGGAAAAAAATGTTTTAGTAAACAAAAATAAAAATGGAATTC
TTTGCACAGTTGCGGAGTTTTGACCCTGCTATGTTTCCCCCGGCCATAATGCCCGGGTTT
NACGGCG
>CL7386Contig1
TAACCCGGGCCTTATGGCCGGGGGAGATGATCCGGGGCTGATGGATGAACGCAGCGTCGG
TGGAGACATGGGAGGAAAAGAGGACGCGAAGATGCTAGAAAACACAGTTAAACAATTCAT
CGAGTATGTCCGCAAACAGGTTGAAGAGCAAGACCCAGTTTTTCTGATCAGCGTCGTCGT
GGCCTTAGCGGCGATCATCATCACCTGCGTTTTTCTGAAGTACTTCCTCACCAGCAAAAC
CGTCCGGAGCGCCGTGCTGCTGGTCGGACTGTGTGACTCCGGGAAGACCCTCCTGTTCAG
TCGGCTAGTATCAGGGAAGTTCAAGCGAACACAGACCTCCATCACTGACAGCAGTGCCCC
TTATAAAGCCAAAAGTGATAAGGGCACAACTTGGACTCTGATAGACCTGCCAGGTCATGA
CAGTCTCCGGGCTCAGTACCTGGAGAAGTTCAAGTCAGCAGCCAGAGCTATCGTGTTTGT
GGTGGACAGCGCCATTTTCCAGAAAGAAGTCAGAGACGTAGCCCGAGTTTCTGTACGTCC
TGCTGACCGATAGCGTGATCTGCCGAAACACCCCAACTCTCCTGGTGGCGTGCAACAAAC
AAGACATCACCATGGCAAAATCTGCCAAACTGATCCAACAGCAGCTGGAAAAAGAATTGA
ATACCCTGAGAGTGACCCGCTCAGCTGCTCTCGGCTCCCAGGACGGCTCCGTTGGCGGTA
GCGTGTTTCTGGGCAGAAAAGGCAAGGACTTTGAGTTCAGCCAGCTGCCTATGAGGGTGG
>CL7387Contig1
GCTGTGGAGAATTGATTTGTCCCCCCCATTTCAAGTGTTCTTACTGTAAGCTGGTGGGTC
ACATGACCCGGCTGTCACCGCCTTTTATTGGTGGATTTGTTGGCTCATTCTTCTTTTGTT
TTCTTTGTTCTATTTATTTCTGCTTTGATGCAAATGTCGGATATTAGTCCTGGTTTTGCT
TTTGTTTCTGCTCCACAGCCGCTCACTCCGACAAACTCCATCCAGCTTCCGGCTGCATAG
CTGCAGGCGGGGGGAGGGGGGGCGTGAGACACGATGGACTCAAACGAGGCTCTTCAGCCC



CCCCATCACCCGAATTAACATTTAATACTCCCAGCGTTCATCTGTATTTGCACACATTTC
CACTCATTCATGGTTTAGATGAACAAAAATAACGATTTTGACATTTCAAAGTTGAAGCTA
TGCAGCATTTATCTCCAGTACTGTTAGCATTTTGGACTCTTTGTGAGGATAAATGCTGAA
GGCCGTTTTAAAAGTCCACTCGAGTGCTGAGCAGGAACAAAATGGAAATAAACGTTTGAA
ATCTTTGTTCCAGCATGGAAACGCTGTCGGCTTCCTGCCTCTTCTGGCGGCAGTGAGGAC
GTCAGAGACGCTGTATCATCATGAATAAAGCTGCTTGGTTTTTCTTTTCTGCTCATGACC
CATGCTGTGCTCTAAGAGTGTTACCCATGTTTGTCGAAATAAAAAA
>CL7388Contig1
ATTCCTGGAAGTGAGGCCAGTCGGTGGGCATGCCAGGCCCATAGGTGTTTTTCCACCAGC
GAAGGTCCTCCTGCTCGTCGATGGCCATCAGCGTGTTGTGCAGGTCACTGTACACAGCTC
TCACACTTTCATTGTTTGTAACGTCCAGGTGTTTGTGAATGGAGAGGAAGGTCTGCTTGA
GAAACACAATCCTCTTGCGTTCTTCATCCTGGGATTGGTCAAAGATGGTCTCCATCTCCT
CCATGTAGCGGGGGACATAGCGGTTGACCTCATCCAAAAATTTTTCGTATCGGGCTCGAA
CCTTCTCAGCCTCCTGCTGAACCTGCTCCCTCTCCTCTTGGATCTTCTTCTGTTTGTCGA
GGGCGACGTCCGGGTTTCCCTGAGCGTGTGCTTCTCGTTCCCTGGCTGCGTGCTCCTTTC
GGCTCACCTTGTGGTACGCCCGCCTGGCTTTGTCTAGCTTTTTAAGCCGCTTGGCCCATG
GTTTCTGGGTGCGTGCAAACCCACTCTCGATGTCTTGTGACTCCTTGAATCCTCCAAATA
ATTTTTTGTGGAAAGTGTCCTTCTGCCAGGTCCTGACCTGGTCTCCGTCTTCCAACACCA
AGGAGCGACAGATGGAGGCGTGTAAGGAGGCCAGCCGGTCAGCGGAGGACATGAAACACT
GCCAGCCCTTCAGAAGAGACCCGTAGAGTGGACTGGAGTCCACCACTGGTTTCCACTTGT
TGCTCCATTCACTGAGCTGCTGAGCGTACTGCCTCTCCAGCCGAGCGCGCTCTTGGAAGC
ACGCCACCATGTCATTACAGGCATGGAAAGCGTCTTCTGTGCGCTTCACTGTGCGCTGAT
AGTTCCCAGGCATCCAGAAGCTGCGGCTGTAGACATCCTCAGAGCTGGTTTCAGAGGACG
CCGTCAACATCTTGTTCCCTTTTGGTCCCTCCTGAGTTTTTCTTCTCTTCAGTTGTGCAA
AAGTTCTTTGGTAGTCCTTCTCTCTGCTCCTCCAGCTTTGATTTTCCGCTCATTCAGGAC
ACTGCCGCTCCTTCTCTTCCCCTTTCTTTGGCCCACAGC
>CL7389Contig1
GGTGTTCCTTCGCACTTAACTGATGGTAGCTCAGCGCCGTTCGTTTTTGAGCCATCGTTC
TCGCCCTCAGTGTCCTTGTAAATTTGACTGCGACCATCAGTGAGGCGTTGACGGCAACCG
CTAAGCAAATTTGAGTTTGAAATGAGGCCTTTATTACAGCATCAAAGAGAAATCCCAGTA
TTTTCCTAACAGAGTCTATGTGTCGTTGCCTTTAGTCTGACAGGAAACGGTGTGACGCGT
CTTCTGGTGGAGTCAGCACACGGGTCGGTGTTTGAGGGCTCATGATGGAGCCGCTCTGTC
ACAGAACACAGTCACATCTTTACTACATGCTGCTTCTTGTGTGCACTGCCTTTGGAGTTG
TGTTTGCACTTTGTTGTCACTGAAACGTGTTGAGAATCAGCAACGCGTCTTTGAAGGATG
ATCATTTGAGTGAGTTTGGATCAGTCGGTTGACTTCAGTCCCACATGAATCTTTCTATCA
GTATATACAGTATTTTGCTACACTTCTGAATGTTTATTGACCCACGGGGTGAAATGTGTC
GTCTGTTTGAGACGGGAGACAATCAGCGTCGGCTGCTAACCAAACCGGCGTGTTACGGCG
TCAGAATGTCTGTAGATCACCAAAGGTCTGTCGGAGTGAAACCGTGACGGCTTCAACACG
ACCAAACATTTGAGCACGTCAGCGTTACTTTTATGATGCCCCCCCTCTTCTGGTCCTGGA
CTAATAATCAGATTCTACAGGATTAGAGATTGTGGCTGATTGACTTTAGGATTTGATAGC
CGTTGGCAGAAATCGAGTCACACTGGCTTTTCTGAAAATAAATGTTTCAAACACTTTGTT
CCTACAGATTCTGCAAATTTGTTTTTTACTATATATTTTAATGTTTTGGTAATTTTGTGT
GAAAACAACTCAAATAAAGAGAGAAGC
>CL7390Contig1
ACACCAGGGAGCATAAAACATCATGAGCACTGGCTTCTCCTCTTTCTTCAACAACTTCCT
GAAGTCTTTTTCTGTTTCAATGTGGACGACGTCTTTTGCCTCTGGGTTTTCTTCCCAAAG
TGGGGGGCCCGATGGGTCTTTCAGGAATGCTACCATAGACTTTATTGTGGTAGGTCTGTT
GTATTCTGTATGAAAAGTTCCATCTTTGTAATGCAGCAGCTCTATTCCTCCTTGTTTGGA
ACTTGGATCCACTTTTACTTTCTTGCAGAGTTTACGGCCTTCCGAATCTCCACAATTGAC
CCAGGCAATGGTCCCTTGGCCTTTAACTGTTTGTGCGACATCAGATAGCAGCTTCAAATG
GGAGTCCCCCGATGTTGCTGTTTTTGTGTAGAGCACTAGAACGTTGGTTCTGGTCCTGAG
GAGCTTCTTGAAGTCTTTATGGTCACCAACTTTATCTATTAGAGGAGACACCTTTACAGC
GTCCAACGCAGACAGCAGCCACACCAGCAGCACCAGCGTGGACATTTTCGCCTCTCTCAT
CCTATTCCCGTTGCGGTTCCAAGAGGCCATGATGCCGCTGCCACGTCTGGATACGCAAGC
GCACTCCGATTTTCCCGGATTGTCGAGCGGGGCGCCCC
>CL7391Contig1
TGAAGACTTAAACGAAATTCCCAAGATTTGATCTTTTGATTTTGTTCAGAACTGTTCAGA
CCTTGACCTCTTTGACCCCGGCCTGCTGTAATAAAGAGCAGCGCTCCCTGCAGGACAAAC
ACTGAAGCTGAGGAAGGCATTGATTTGCGTAAATCTGCCCCGACTCCTCAGCTTCACATG
TTTGTTTTTCTGCTGGTGATCGTCCGTTCGCATCAGTTGAACCTGGAGTCTCTACAGTGA
AAATGTGATGCTTTAAGCTCCTTTTTGACTGCAAACTGAGTGCGAGTGATGAGAGTAAAC
GTTTCCCACCACCACTGTTTCCCAGCATCACTCTACACCTGAAGATCTCCTGCCCCCCCT
CACCTGATCACTCCCAGAAGGGCCTCGTCCCCCCGGAGCCCCAGCGGCCGCCTCACCAGC
CCGTCCCTCAGGTCAGCATCCGGGTGGAGTCAGACAGCGAGGAGTCTGCCGTTTACTCCA



GAGAGTGCCGATACAACCTGTTTGCCCCCACTGACCCCCCAGCACCACCACTACCCGACA
GGGTCTGCCCCAGACCCGTGCACCTCAGGGACTCCTGTGCAGAAACAATTCTGTGAACTG
AATCGTTGGAGTAGGGTGCAGCAGCCCGACCCGAAACCTTCAGCATCTTTGGAACCACAT
CGCCCTCTAGTGGTGGTTTCTATCAGGACAGGCTCCATCTCCTTTAAGTGTAAATGTGGC
TGTGCTTTTATTTTGAAAGTCACGTAGACTGAAGTTTAATATAATTTAGATTAAATGGAA
ATTAATT
>CL7392Contig1
ATTCGGCACGAGGCTCAGATCCCCCCCGACGAGGCCGAGCAGAAAGCTGTCCACCTTCTG
GCCTGCTCCTCCAGCAGTCCGTCAGCTCCACTCCCTCCAATCAGCATGTTTGACCTCCTT
CAAGCTTTGCAGGTGCATCGCAGCGTGATGCCCTCCCACACCATGTACGCCCTGAACGTG
GAGCGCATCCTGGCTCACCTCTGGCACCCCAGTCACGAAGAACTGGAGCAGGACCGCGTG
CATCGGCAGCGGCTCGCGGTTAAAGAGGGCGTGGCGGTTAGCTGAATGCCGCTGACACCG
GACCGCAAAGGGGAATCGGAGCAGAGTCGGTGGCGGTAGATGCGAGGCTTTGCTGGGAAA
AGCACTGCAGTTCACGGAAATATAAATATGACGGAACAAATGTGCTGAGAAACCTAAAAG
GAGTCTTGTTTAGGTTTTAAATGCATTCAGACCATCGTTGTTTCATGGCTTTTCTATTGA
ACTTGATGTAAATTTATCGTTTGTTTTTTAGTTTTATCTAATTTACAGCAGTTCAAGTTG
GATTTTTCACTCACAGCCTTTGACCACAAACCCCTGCAACAAAAACACAAAAGGGGCACT
TGACTTTAAAAATGTTGCTTAACAGATGTGAAGGAGCCACACTGTGGAAAAGTACATTCT
TTCATCTCGCAGCAGGTCGGGTCAGCTGACTCCATGAATGCACTGACGAAGCAGGTTTTT
CTGGTCACCAAGTCAAACCTTCACGAGTCGAGGATATTCCACTGCGACGTAAGCAGAGCT
CACATTCTGAAGGTGAAACTGATGGTAGGACGCACACAGATCTAAACATCGTCGGTCTCC
AGTACGTGCTGGCAGTGCAACTCATTTAAATCAAAGCAACGTCTTGAGTGTAAGGCCGGA
TGGAGACCAAAAGTTGTGAAATGTGCAGCAGCTTCTAAAACCAGCTCCGCATGTCTCTAT
TTAGCCCTGAACTGCAGGCTATTTTCTGGTGACACCATCTGTACAAAAGATTTTTTTTTA
TGCTTATATGTAAATAAAGCACATTTATACTGTTTTGTTACAAATTTAAAATAAAAAA
>CL7393Contig1
GAGGCTTCCCCGGGCTGCTGAGGCCGCAGAAGCGCGGCGGAGAGGCGAACACCGCGTCCT
GCGGGGCTGCAGTGCGGAGCGGGAGCTGGATGTGGGCGCGGCGGAGGAGCGGAACAGGGA
TGGCAGCTTCCGCTTTGGCCCTTCAAAATAAAGTCACCTGAGCTCAGAGCCACGGTAGAG
AGAAGGAATAGTCCAGTGTTACCTTTGCAGGGTCAAAACGGGGTCTTCTCATCCAAACGG
ATGACAACCAACAGTTCAGAAGCTCAAATAGCGTTTAGCTGATCAGGAAGGATCTGCTGC
CAGCTACAGGCTGGACGTTTGTGAAGCAGCGATGGAGAGGAAGACTATGGACTCCTGAGC
ATCCTCTTCATCAGGGCTGGACGGACAGAGGCTGAGGCCTGCAGGAGATCCCATCTTTGG
ATTCCAGCCAGAGATCTGCTGCTTCTGCTCAGATTGGTGCTGTTTAGATTTGTTTACAGT
GCCATTATTTGCCATTATTTGGTCATGTTAACATTCAGATCAGTCTGATTTTTGTTATTC
ACGGTTTTTTCTGCAGGCTGGGATCAACAAAAGGAGCACAGACCAAACAGCTGATCTGAC
TTTTTTTTCTTCAAAAATTTCTTTAAATGTTCCTGTTGTTGGTTNGTCTGGTCTGAAGCT
CGTTTCAGTTATGATTCGTCTGGAATAATTGTGATTCCTGGTAATATAAATGTGTTTTTT
AGCTGAACATTTTTGCAGATTGTATAAACTAACACACACTAAAACACACTTACACACGCG
AACCCCGCACCGGGACAACAGCAGCCAACAGCGCCCCCTACAGATCAACAGAACTTTTAA
TTTGAAGGAAATGACACGAATGCGTGTGCGTGTTTTGTCAAGCTTCCCGCCGTCAGATCG
AATGCAGGAGGAAGTGGGAGTTGTAGTTCAGTCTACCAAAGCCGGAGGCCGAATGAACCC
CAGACGACCTGCTTCTGGGAGATTTCATGATAAACTTTAGTTGGTTCAGAATATTTCCCC
AAAACCTCCAGTTAGTGGACTACAACCTGAAGACTATTTTGTTCAAATTCAAACAGTTCA
AAAATGAAATGCTGTCCGCTGATCACAACAAATCCTACTAAGAAACAATTTGTAAAATGA
ACATCTGGAAAGGTCAAATCTGAGACGATGGTCTGTCTGCCAAATATATAAAGATATTTA
TCATATTTGATATCTGAATAAAGGGATTTTCTACAAGCAGTGAGGAGCGGTGTTTACCCT
CCTGTTATGTTCATTTGTGAGGAACAGAGGTGATGTTCCTGGGTCAATTTGACCCGGTGC
A
>CL7394Contig1
TCTTTATTAAAAATAAAACGTATTTTGGGTTGAATGATGTCATCTGGTCTTCTCTTTCTT
GACGACACCAGCCAGCTCCTGCAGAGTTCCTTCGTAGCGCTCCTCCATGCTCTTCAGACT
CTCCGGCTTCACTATCTGCTTCTGCAGTCCAGGACTTCCAGCCTCCTGCACCATCTGGAG
AAACCTCTTCTCCTGCACTCTCAGCAGGAAAGTGAAGGCCAGGCCAGATTTCCCGGCTCT
TGCTGTTCTTCCAACCCTGTGAATGTACATCCTGATGAACTGTGGAGCGTCATAGTTCAC
CACACACTTGACCCCTGGGATGTCGATTCCTCTAGCAGCTGCATCTGTGCTGATGAGGAG
CTGGATCTTTCCCTGATCAAATTCCTTCAGCGTCCTCTTCCTCTCATTTGGGGAGAGCCG
GGAGGAGAACTCAGCTGCCTGAACTCCACCGAAGAGCTGCACCAACAGATAAAGCCTGTG
GGCGGTCTCTCTAGAGTTGGTGAAGCACAGGATGGGATGAAGCTTCATTCGCAGGATGAA
GTGGAGGATGAGAAGTGGCTTCTTGCTGAGGGTGCATGGCACATAGTACTCCGTGAGCCC
CTGAGGGAAGTCGAAGCGCTCCGGTTTGAGGGCGGTGGCGTCTGCCGGAGGGTCATTGCT
GTGGG
>CL7395Contig1
TTTGACACATCAGCGTATACNATGAAATTATCATCAAATATAAGCAATCTACTGCAGGCG



GAGAAAAAAAAGGCGCCGACATCCGGCCGTCAGAGGAGATAGAAGTGAAAACTCCTCCTC
CTGCGGATGAACGGGGGCGTCTTTTATCTCCGTATGGCGAAGACGGAAAGGGTCAAAGTG
CTCGATTTGGGCTCGTCCGAACAATCTCGCAGTGGGACAATCTTCAGCGATGCACAAGTG
CTTTCTGGGTAAATCTTCAGGGTTACATCGACGCATCAAACCTGCGATCAAAGGCACAAA
TCCGAGAACATCGAGTGTAAATACTTTGTGAATATTTTTATGAAAGGACAGGAAGGGCCT
GGAGGGGCTTTAAATAGATTATCAGAGGTTCGGTGGGCGTGGCTAACCCTGCAATAGGCT
GTGTACAATCCACGGCTGTTGTGATGAGTGAGGAAGGACGACTATACTGCTGTTAACTCT
CCGGTCCAGAGGAAGGGCTTATTTAAGAGGAGCAAACTACTTTTGGTCCATAAAGGACAG
GGTTTCAATGCCCAGATCTCTGCTTTAGGATGTGAAGGTTATCTTTTAGTCCGTAAACAA
ACAAAAAGGCTAGTTTTTATCCAATCGCTGCAGCTGGATTTGACGTTTGTGTGTTTTTCT
GAGGAAACCGAGATCTTTAAACCTTTTAAAAACGGTTTCTCGTTTATTCTGCTCGCCGTC
TTCCTCAAAGTCGGGAAGGTCGCAGACATCTTTGCCAACGTTCCATCACTCGGGTTAGCT
CTTTGTAGAGCTTTTTTCTTTTTTCCCCTAAATAAACTCCAGACAATNTAAAACGGTGCT
GCATTTTTNTAAAAATGTTCCCAGCTGTTGTGATGTGTTCAATGCCACTACGTTTNTTCT
ACGTTTATTCTCTGTTTTACGAATATTTCCTAATCACCTCCTTAAAAGGAAAATATTTGT
ACACNTGAGCTGGTAGAGATTNTTCGTGGCTNTCGGGTGAAGCGTTTATTCTCGGGAGGT
GAAATGTCGCGTCAGATGAAGCGCCTTTTTGAACTTCACAGCCTTAAATCTTTATAGGGA
CACTGAAGCGGGAAAGCACAAACTNTNAGAGGTGCGTTCACTGCCACAACGGCGAGGGAA
ACACTTTTGATCGGCTCTNTAGCGGGCGGCGAAGCCCGAACCTGCGCTGGCGGGCGCCTG
GAGTTTCCGAAACCATCCTTAGTATTACTTGAATTTTTGAGTGTGTNTAAGAAGGGAAGA
AATGCAATTTTAATACATTAAGTGGTTTGTTTTTTGGAATAATTTTTGTTTTTTTTTTAT
GTATTTTCTCTACAGCTGTCCAGCCT
>CL7396Contig1
TTATAACGGACAGCTTCGGTCGCTGCAAACGCACCGCCAGCTCCGCCTCTGATTCCACCA
CCAACGGGAACGGCGCGGCAGGAGGAACCGGCGGCAGCGCGTCCTCGGGGGAGGAGCAGG
AGGCCTCCGAGGGCGACGAGTGGGACCGCATGATCACCAACATCAGCAACGACATTGAGG
CCCTCGGCTGTAGCATGGACCAGGAGGCATTAGCGCCCTGATGGGGAGCAAAAGCGGGTC
ATTTTGCGTGGAGGCGTGGCCATTCCTGTAGGCATGAGAAAACCGGATCAGATGAAGGTG
GTCCTTAGCACTGACCTCAAATTAGCTTAAACGTATATTCCTCTGTTTATCAAGAGGGCG
TTCAAACTCCCCACAAACTCAAGGAAAACCTCAACTTGTTGCCATAGGTCAACAAACGCA
CTTATGCAGTCTGCGAGAAGCAGGAAGTTGACTCGTTCCGCATTTCAGGTGGATTCCTAA
AGGATTTTCTTTTGGTTTTGTACTTCTTATTGGCAGCATCTGCCACCGCTTTTAGTAATG
TAGCTGCAGCCAGTACAGCCCAGACTCCAGAGGATCCATCAGTGCACATATTTCAGAAGG
TTATTACTGAAGTTTGTGATTCTGTTTTTTTATTTTATACTGCAATATATCAACCCGCTT
CATCCATGTACTTCACTTTTGCGTTGTGAGTGTGTAACATGCTTTTTGTTTTTGTGTACT
GCTCTGCTTTACACTAGCATTTGTTTATCAGTGTTTACTCCTCATTATACAAACTGACCA
AGAAAATGCTGTAAAGACAAAAGCGTCACCAGTTATTTTTGACAAAGCCACTAATGACTG
GCTGATGTTCAATCACGATTTGCTGGGTTTTGTCATGCAGACCGTTTGTTGTGCATCTAT
TGTGCCTTTTACACTGCAGCACTACTGCCAGCTGTCTGACAGACAGGGAATTAGAAACTG
TAACTACAGTTGCTCCTCTTGTTACGGTTATTAAATAACAGATCGTTCACTGATTGTATT
TTAGTATTGCAAATCTGCATTTATCTTAAAGTTGCATAAAACAAACGTTGCAGTCTCTTN
NNNNNNNNNNNNNNNNNNNNNAAAAAAAAAAAAAAAAGGAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAACGGGGGGGCCGCCTCGGCCCTAAA
>CL7397Contig1
TATGGCCGGGTCGTGTTCCCAGATGTGCTTTCAATTTTAAGCATCTCATTAGATTTGAAA
TTGTTTATTTCTAATTTTTTTTATGCTAGCAATCTGGCAAAGGGGGAGTGGGCTATTTAT
TTGTGAAAGAACTGAATGAACATGAGAAACTTCCTGCAATATATTGTTAGTTTTCTTCTT
CTTTTGGGACATAAATCTACATGATTCAAAGAATTATAAGCTTTTCATAACCAACTATTC
ATAATGTCAATTTCATGGCGTTCTGTGGCTTCTTTGACTGTGATAAGTATTAAAAAATCT
GGGGTGTGCAGTTCTCAGCTCTCATCTTCCTCAATTTGTGTTACTTAACAGAAAATGCTA
CCTGTCCTGCAGGTCAACGTAAACAGGAATCAAACCATGCCAGCCAATCTCCTTCATGAC
CTCCATATGATTTTATCATAAATAGCTTAGTAATTACCTCACATTATAAATCTTCCATTG
CGTAACCATTTTTCTTACTTAGGCGCTCTGGTTAGCTGCCGGCGGCCACACCAGATTCTG
AGCTTGCCAATGATGACGACTGTATTTCTCAGATTTGTGACTGTTTTGAAAAAGAAAAAG
AAAAAAGACCTTGAAAATGTTTTATATCAGAATTTTAAAATGCTTTAATAAATTATTCTA
AATGAAAAAAAAAAAAAAAAAAAAAAAAA
>CL7398Contig1
GCCGGNGNAAGAGCGGCGTCGAGNACGTACTAGAAAGATTTGGGCATCTCCCTCCTCAAA
AACCTTTACCATAAAATGAAACAATTAATCCACTCTGCCAATCTTAAAATCCACTCCATT
ACGACTATCTTGCTGGTAATGGGCCTCTCTTCTCCTGGACAAGCAGAAATCGTCAGTTTG
GAATCTTCAAACATTGATGACGTCCTAAATGAAGCTGGGGTGGCGTTGGTTAATTTTTAT
GCTGACTGGTGTAGGTTCAGCCAGATGCTGCATCCAATCTTTGAGGAGGCGTCAAACATC
GTGAGAGAGGAGTTCCCCGATACTAAACAGGTGGTGTTTGCTCGTGTTGACTGCGACCAG
CATTCGGACATTGCTCAGCGTTACCGGATCACCAAGTATCCAACTCTAAAGTTGTTCCGC



AACGGGATGATGATGAAGAGGGAATACAGGGGTCAGAGGTCAGTGACGGCAATTGCTGAC
TTCATCCGCCAGCAGCAGGTCGATCCAGTAAAAGAAGTACACTCGCTGGAGGAAGTTATT
TCAGTAGATAGAAGCAGGAGAAACATAATTGGTTTCTTTGAAAAAAAGGACTCCAATAAC
TATCACACTTTTGAAAAAGTTGCGAACATCCTTCGAGATGACTGCACATTTTTAGCTGCT
ATCGGTGAAGTATCAGCGTCTGAGCGTTTCAGTGGAGACAACGTCATCTACAAGCCTGTG
GGTGAGAGCG
>CL7399Contig1
ACACAGCCAAGCAATTTACATAATCTGTTGGAAAACAATTCTAGAGAGCTGTATGCTTAC
ATAAAGTAGGTGATCTTAAAAAATCTAAAATGTATAAAAAGATAGATACATAGATACTTA
AATAAAAAATCTCTAAGCTTATACAAAAATTCATCACCAAAAATCGAGTATGAAAGTTGA
GACCAAAAATATTTAAAAAGTAATAAAAATTTGACATCAATACCGTATCCTTTTTTGTTC
AAAACCGTCAGATTTTGGTGCAGAGTTTTTCTTTTCAGATATATATTATTTTGATATTAA
TATATATTACATGGAACATGCTTTAAAAACCAAGGTCATATCTCTGACAAATCTTCATCT
TTCCTTGTTTTCCTGCCTCAAATAAATTCACCGTTGTGTCCAAAATCCAAGCATTTCCGT
ACCCTAACCTTCAGAGAAAAACTGCTTTTTTTCTCTCACTGATGCTGAACTTTAGGAAAA
GATGTTTTAAAATTGTTTTTTGTTAGAAAACAATACCAAAAAGTTCCTTCTGGAGTAAAA
ACTCTGCCTCTTCATGAACATAAAACCATGATACTCAGAGGTCAGATTAACAAAACTAAT
ATAAAAATACTCTGCTGTAAATAAATCAGGTGCATCAACATTAATATACTGTTGAGGTGG
GTTATTATTTAGTAGCACCAATGATGTTTGATGCAAGGACACTTTTTCTACAAGAGGGGT
GGCTTTTGTTATTCCAAGTAATCGCATCAAATGA
>CL7400Contig1
GGGTCGGCGGTCCGTTGGCTCGTGGAGCTCCACGCCAAAGGACTGTTCCCCTACGATGGA
GCTAACGTCCACAGAGACGGTAAAGAGGTGTTCATCTCCTACGCTCAGTGGAACCAGCAG
CTCCAGCAGTCCTTTGAAGCGGAGTTCTGGGTGCCTGAGGATCCCGCGGACCCAAATGAA
AAGCACCCTGAGCTGGTGCATAAGAGAGGCATTTATAAGGACAGCTACGGAGCTTCCAGC
CCCTGGTGTGACTACCAGCTGAGACCCAATTTCCCCATCGCCATGGTGGTGGCTCCAGAG
ATGTTCACACCGGAGAGGGCCTGGAAGGCTCTGGAGGTCGCCGAGAAGAAACTGCTGGGA
CCACTGGGAATGAAAACTCTGGACCCTGATGATATGGTGTACTGCGGTGTTTACGACAAC
GCTCTGGACAACGACAACTACAACCTGGCCAAAGGCTTCAACTACCATCAGGGACCGGAG
TGGCTGTGGCCAGTCGGCTACTTCCTGCGGGCTAAACTTTACTTCGCCAAGAAGCTTGGA
GAGGACACCTACAGCAAGACGATGACGCTGGTGAAAAATGTCTTATCCCAGCACTACACT
CACCTGGAGAGGTNTCCATGGAAGGGCCTGCCAGAGCTGACCAATGAGAACGGCCAGCAC
TGTCCATTTAGCTGTGAGACGCAGGCCTGGTCCATCGCCACGGTGCTGGAGGTCCTCTTT
GATCTGTAGGGCGAGACGTGGGACGGCCGAGGCTTGAACTCCACGCCGCCTCAACGCAAT
TTTACATTAGAGTTTCCCTTNTTCTGTCCTGTGCCCTGAGGGGAGGGGGGGGGGCTATGA
GAGGAATAA
>CL7401Contig1
GAGGGGTTTTGAGCCAGATGCCAGAAAACAAAGGCGAACACGGATCTATTTGTCTGCGAG
TGGCTGCATCAGAATGGAGCGGAGCATGGAGCTTTGTGCACCTGCTCCTGATTCACAGGT
ATTTGAATAAAGATATACTCTGGAATACAATTTTAGGCTTAATTTTATTTATTTATGCCC
GCCATCATCAGAAAAATGCTACAAGAACATGTTAAAAACACCAAAAACAAAATTTTCATG
GGAGTGGCTCGTTAAAAGCATGTTACACTATTAAATAAATAGAACAAGTCTGTTTGAAGT
TAAGCAAATGGTAAGTCAGAAATCTTTTGGAAGTTTGTCTCTCTCTGGAGGTAGCATGCT
CCCGCCTCAAAGGTGTACACTGTTCTGAACTTGTGATTGAAGACTTACAGTAGAAATCAG
AATTTTTTGGGGGAAAATCAGAACACTACTAGAAAACTGTGCGCGCCCAACATGGTTTGC
TGTCACAGTGTTTGCTTTAAGGGTTCAACTTTGCTCTTACTAAAGAGTTCGTTTATGACA
CTGACTATTTTTGGAACATCAGCTTAGGGACTCTGAGTGCTCACTGGTGTTTGTTGTGTG
GTGTGGATGTTACGCAGTTGAACATTTTCTCTGCTGGTTTCTATCATTTACATTTGACAC
GTTTGCTTTTAAAAACAATGTTGTTAAATGTAAAAATGTATAGATAGACACGTTTATTTA
GGATTGTCTTGAAGTTCTTTAACTGCATTTAAAGAAAAACAGGCTTACTCACAACAATGA
TCTTCAATTATCTCTATTAATGTAATGACACCATGTGCCATCCCCCAAGTTTAACAGAAG
TTTTCACTTAGAATATGCATGCATGATGGATTTTTTCATTAAAACTGAATTGATATTTTT
CCTGTTTAATTATTACATTTCTGCAGAAAAAACATTTTGCTTTGATTTATGTTTTGTTTC
CAAATCTTGGTGAAAACAAAAATCTCTAAACGATA
>CL7402Contig1
CAGTCCAAAAATTAAAAATTATCTATTGATGGGTTCTTAAATTTGCAGATTTTCATTAAT
TTTTTTTTCCTTTGCTCACACCAGCCAGTATTAACAGTTTCTTAAAGAAAAAAACAAATC
TGGAATCCTCCATATTGACTGTCGACCAGATCGTGTCGTCATGGACACAATGCATGCAGG
AAGAAAAATGTCCTCTGATGTAGGCATAAAAAATAAAAAAATAAAAAAAGATTCTACCCA
CACAGTACAAAGCAATGACAAATTTATTAATAGCTAACATAATAGCTAAGGTGTTAAACA
CTTGGAAAAGAGTAGGAGTTTGCATGCATAATTATCAGTGACAAAACTAAGTCCTATTTA
AAGGCGAGGGAGATGGACATGGTGGCAGAATGTTTTGGACCTCATCCTGTGGGGCGATGA
CCCTTTTTCAGTTTTGTCTAGGGTTCATTCTTTGGCATCCTCTGCTTAAAAAGAGCTGCA
GCTTTTCCAGCAAAGGGGAGTTAATGCTGATAACAGTGTTGTCAGGTGTGATGGATGACA



TCAGTTCCATGATTAGGAAAAAAATAAAATAAAAAAATACACCGTCACCTCAAAGAAATC
AAGTTCAAACTGTTGGGCGAACCCATCTCAGCAACTGGCACTAAACTGAGAGCTTACTGG
TTTTCCAGAAAAAAGAGAACAGGAAAATTTAGGTCGGGTTTAGTATTTAATGAAATGGAG
GCTAATAATTTAGTGTAATGTACAAAAATGTATTACTTAAACTGCTTATTATTAAGTTGT
TTTTTTTTCTGTTTTGAAAAGGGGCATTTATTCACATGAGTATACACTTTGTNCTTGGAC
TTCTTTTTCTTNCTTTTTGCCCTNCCTTGCTCATNCTTNCTNCCTTATGCTNCCG
>CL7403Contig1
TGTTTGATTTTTTTTATTTGCGTTTGGATCCAAACGGTCCGATAAAAGTCAGACAAATAT
GGAAATGAGAACAAATGTTATGAAATAAAAAACCCAAACAGTAGATAAAAACATAAGTTA
ACATTTTCAAAATTCTTCATAAAAAGAACAAAAAGATGCTATTTACACGTCCTGTACAGA
AGAAGGTCACATTCTTCCTGCTATAAACGATTCAGCAGGTTGTTCTGAATATCTTGGTAG
ACCTGGTTGTAGAGGTCCTCTTTGGATTTCACACCATCCAGATACTCGATGTTTAAGCCG
CTGTCCTCCATCTGCCGTCTGTGTTTCTGGTACATGGGCCACACGTGACCATCAAACAGG
CCGGGGGGGTCTGGGACGGTGTACTGCCTCGTACTTCTCCTCCTCTTGCAGTCCTCGTAG
GGGATGCTGATGTAGTAGCACTTGTCAAAGGCCTCCAGCAGGGGCGCGTAGTTGTACAGC
AGAAAGCCCTCCACAATCAGGATGTGAACCTGCTCCTCGCTGCTCGCCACGGCCGGCACC
GGGGACAGGGCGACCCCATGCGAGCGCGCAAACTTCACCGGGTTCTCCATCCAGCCCTTT
ATGGTGTTGGTCATGGCTTCCATATCCAACGCTGTGATCACGTCCCATTGTTTAAATCCA
TCCTCCCCGACTTGTATGTGATCGGGTTTCTTGAAAAGGTCATCCTGGTGAACAACACAG
CAGTTTGGCAAAGTCTTGATCAGTTTGTTGGTCAAAGTGGTTTTACCACCATTTGTGACA
CCGCCAATTCCTATAATGTACTTCATCGCTTCTTTTTCTGTTCCTTTCACCGAGAAAACA
AAAACTATCGAAGAAAAAAAACCAAAACTTTAAAGTCCTCCGAGACCT
>CL7404Contig1
ACTTTATAAATCACATTAAAATAAAGACTCACTGTACATTAAAAGAGAAATAAGACCTGA
AAAGGTACCCCATTGCAGAGCAAAAAGAAAGAAAGAAAGAAAAGATCAAAGTTGACCATA
AATAACGTGAAAACAGCACAATAAGAAAAAATATATTTTAATGAAAAATGCCGGCGCTGG
GTCTCGAACCAGGGACCTTCTGCACCAAGGATCCCCCATGTATTTCAATTTGATTTTTTG
TCTTTAATGTAACTTTAGGGTCTATGTATAATTTGTGCTTTTCCCATTGTTCAAAATACT
TACACATTGATACAAAAAAATAACACTTTAGATCACGTGAATTGTAAGAAATATATTGAT
ACAACTTCAAAACCGCTTTGTTCAAGAATTTGTCAATAAAGTTTGTCAATAAAGAAAGAA
AAATAAAGAATAAAGAAAAAAATCTTTATTAATATTGACATTCTAAAAGGCAGTTTCCCT
TTATTTGAATAAAACACTGTGATAACATATTTTAAATCTGAAAAAAATGTCTTTTCATTC
AAAAAAAAAGTATTTGATTTATATATTTTTTCATCTATGCCGTTAAGACATCTCCTCACT
GGCGCCTGACAGCGCAGAGCCCTTGAGGCTGAGGTGACAGAGTGAAGCCCACCACTGGTG
TCAAATCCAGCTCATCCTCTGAAACTCCTGGAGGGGGAGTGAAACTAAAGTGCTGAAGCA
GGGAGGTGAAGAACAGAAAGATGTCCATTCTGGCCAAACTTTCTCCGAGACACACCCTCC
GCCCTGCAGAGAAAGGCATGAAGGCGCCTCTTTTGAGGAATTTGCCCTCTTTGTCCAGAA
AATGAGAGGGGTTAAAGGTGCGAGGACTCTCCCATTCACTCTCATCATACAAGACGGAAG
TGAGAAGAGGCAAGACAGTGGTTCCCTTTTTGATAAAATAGCCCTGAAAGGTGACATCTT
TGCTTGTTGTGTGTGGAATGGCCATTGGAGCAATGTTTGCGAGTCTCTGCGATTCATGGA
TGACGGCATCAGTGAACGGCAGGTTCTTCCTGTCCTCTATGCGCACCTGGCGACTTCCTA
CCACCCAGTTCAGCTCTTCCTGGACCCGTTCTTGAATATGTGGATATTTTGCCATAAATA
GCAGGCACCACTCTATTGTCGTTGCCGTGGTGTCGGTTCCAGCTGCAAACAAATTCATCA
CTGTGTAAAGCAGATTATCGTCGTGTAGTGGGAGCCGTGACCGACGCGTGGTCGAC
>CL7405Contig1
AGGCAAAAGGCATGCTCTTTCGTGGAAAGTAAGTTTTCCTCCCTCTTCCTTGATGAAAGT
GGTTGGTGGGAGTGGCCTATAAAATCCCTCCACCGTCGCTGATCGGTTGTGAAGTACTCT
GTTGTCATGTACAGCCAAATCACATGACGCACAATAAAGTGGTCTTGGCAAACAGTCGTG
ACACACTATTACTGCAACCTGAGAGCGACAGTGATGGCATTGTCCCCCTTTTGGCTTCCC
AGATTGCAACATCTGATCGACCATAAAAGGTCTCAACACTGTCCACTTTTCCAAGGACGA
AGCTTTCCTAGCCGTCCAGTGTGATGGAGTTGGGTCTTCAGCGGGGCCCAGAAGGTCTTG
AACCTCTTTGATGAGGGACCCTATATCGTGAGAAGGTTCTGTCACACTCTGCTGTCCACT
AGTAGATGGCATGCACAATTGGTCTACAGTTGGACTTTGAGCCATTGTTGGAGTTCTTTT
GGATGAAACAGGTTTCCGCCGCTCTCCTGTTCTACGACGTTTAGGCAAAGGATTTCCATA
CTCGTCCTCCTCGTGCCTAACAAAGGTCACTGGGCCTGTTCCCGACGGTTGTACAGCTGC
AGGCTGTTTACGCTTGAATTCTTCTATAAGCGCGTCTGCGAGAAATAAAGCGTCATCGAC
TTTGTCCCCTACCGGCTCCATCGCGATCCACCCC
>CL7406Contig1
GAGTCTCTGGTNCATATGCTCAACGATGCCCCATTATGATGGAGCTCGCTGCTAAACCCA
TGGCCCCTTCCATGGCACGGGCCCTCTGCTCCTCATCGTCTCATCAGCAGAGTGGTTCAA
ATAACGTTGAAGGTGAAGAAGAAAGAAGGATCCAAATAAAATATTCTCCCTATCATGCTG
GAACACTGCAAATAAACTGGAAATCTTTCCCTCTTGCAGCTCCTAAACAAGAAGAGGAGT
CAAAACTGCCTTCTGGCCATCCCATGCCATCTCAAGGCCAAAACGTGGCCTCAAAATGCC
CCTTTCTGGCTGCTGAAATGAAGCAGAAGAACAGCGCTGTGTTCCGTCAGGTTGCCATGG



AGTTCCAGGAGGATGTACAGGAAGTGCGCACCGTCCAGAAAGCTAAAGTTTCATCCACCC
AGTTGAAGGAGACATCCTTGGCCAGTACCAAAAAAGCAGAGGAGCAGTCAAACCTAATGA
AGACCCTCCTGAAGCAGCGCCCTAAGAGAGTCAGCCACTTGCTTCAGGACAACATGCCTG
GAAGAATGTCCCGTTTCCAGTACGATGACTTTTTTGAGAAGAAGATTGAGGAGAAGAAGA
GCGATCACACGTACCGCGTGTTTAAGACGGTGAATCGTCTGGCCACGGCAGTTTCCGATG
GCTGACGACTTCACTGGCTCTTTGGAGGACAAGAGGGAGGTGTCCGTCTGGTGCAGCAAT
GACTACCTGGGCATGAGTCGACACCCTCAAGTTGTGCAATCCATAATGGATACTTTACAA
AAGCATGGCTCAGGGGCAGGGGGTACCAGGAATATCTCTGGAACCAGTAAATTCCATGTG
GAGCTGGAGCAGGAGCTGGCTGACCTGCACAAGAAGGATGCTGCGCTGCTTTTTACTTCC
TGTTTCGTCGCCAACGACTCTACCCTTTTTACTCTCGCAAAGATGCTGCCCGGTTGCGAG
ATCTACTCTGATGGGGGAAACCATGCCTCAATGATCCAAGGCATCAGGAACAGCGGAGCC
AAGAAATTTGTATTCCGCCACAATGATGTTGCTCACCTCCGAGAGTTGCTGCAAAAGGGA
GACCCC
>CL7407Contig1
TTATGTGTTTTATTTTTTGTTAGTCTAACGTCAAATATTTCAAACAATGTTGACAAAGTC
TCTGTTGTAACAACATAAATAAACAGATTTAATAAGAATTACAGTTGAAATTATATCAAT
GTTTCTAAAATGTCACTGTTTGAGTAAACCTGAACTCTTTTACTGACTAAATGAGTTACT
TCACTGAACAAATATTTAAATTTAAAATAAATAACATCCCATTGAAGAGCCTCGTTGTCA
AGTTATGATTATGTACCATAAAGTACATATTCCTTGAGTGGTTTTTCTTTGCAACTTGAC
TATTTGGTGAACACACTAGCTGCAGGGTCTTTGGCATCAGCAGGCTTGGAAAGGACCGTC
TCCCCTCCTGTCCTCACACCGCTGAACACAGATGGAGCCACTTTCCCCATTCGCTCACAC
TCCACCATGACCTCATAGGTCTTACTCTTGACTTCACCCTTTAGGCCAAGTTTGCTGCGA
GCTCCTTTCAGGTCTTCCTCTTTCACCGGAGGGCGCTTCTTCTTTTTAATTTCACCTGGC
TGTGACATATTGCTAACTTGCAGATTTCTTCCACAGACTCTGCTTCTATGTTGCTATTTT
CTTGTGTCTTTGTTTCAATCAAGCCTGGGATAATATATAGTCGAGAACCCCTACCATCTG
TTTCACTGAGGCCTGTTGTCAGAATGTATTCTTAGAACGGACGTGACC
>CL7408Contig1
CGTGGTGATTTCATAATTCTTTTCCTTGACAATATTAAAAATACCCTCATTTGTTTTTGG
GTCAGTTTCCACTTTGAAAATTCCTTCCTCATTTCCGCTGATGAAGAAGAACTTGGCATG
CCAGCCATCAGTGTTGGGAGTGTCTTTGTCCTCTACTGGAAATCTGAAGACATCCCTGTA
GAGTTTCATTTCATGTACTTCAGTCTGGAACTCTTTCTTCTTGAACTCTGGCATATGTGT
GTTTGTGTCTCTAACATTCAGCGTTATAACTGCCGTGCTTGACAGTGGAGGCGTTCCATG
ATCCTTTGCTTCAAGAGTAATTTTGTACTCCTTTGCTTTTTCATAATCAAAACATCCAGT
GAAGTTAAGATGAACAGTTCTTTCATCAATCCATTTTGCCTGGATATTGGGCTCTAGTGG
AGTCTGTTGAACCACAGTGATGTTGAACGTAGAATTTTTTGTATTCTTCTCATCTATGTC
TTGAGCAATCACTTCCACACCCAGAGATCCTTCCGCTTGGCTTTCATTTACTGTGAATGT
TTTGGGAAATTTGGTAAACCTTGGTGGATTGTCGTTAATGTCTTTTACTTCCACATCAAA
TGCCAGCTCCTTGTCTATTTTTTGATTGGTGTCTGTGTCATACACATTAAAAATGACATG
GAAGCAGGGGTACTTCTCTCTGTCAATAGATTTGAGCACGAAGACTTCTCCAGTATTTTC
ATTAATGGTTAAATACCCTTCAGTCACAGCCTCTCCGGTTATTTCAAACCTAAAGTCTTT
TCCCTGTATCTTGTCATTATACATCTTTGATATAAAATACGGGTAGTTCACTATCATTTC
CTCCTCAAGTTCAATAGTAGATAAGACCCATCTTCTTTTAGTTCGAACCAAGAGATCCCG
CTTTTTTCGAGCTTCCTCGCAAGCACTGCCGAAATCCAAGGCTGGAAATGCAACCAAGAG
AAACAGAAAAACAGTCCTCATCTGGTTTCCACCTCGTGCCGAATTCC
>CL7409Contig1
ACAGTTAAACGGCAGCTTTCAGAGGATTGCAGAAAAATGTAGATCATGCTTTCTATGACA
ATGCAAACACTTTCCAGCCATAACCAGCATGTCACACATTCGATTTATCCTATTTTGTTT
CCAGGTGCTACAATAGTTAACAAAGGTTTAAGAAGAAGACACCAAAAGGCAGGTTTTAAA
GTTCAACACGGTCAAAAAGTAATCCCCACATAAAATAAGACTGATATGCAATCGTGTGTG
CACAGTCTCAACATTCAATTTTCTGTTCCCATCTGGAACTCAACTGTTATTGACAAAGGC
AAAATGCAGAGTTTGGATGGTTGCAAGTTATTAAGACATGCAGCTTACACGATCAAATGA
GAGCAACAGTGGCACTGCATTGCATTGTAGGTTTGTCCAATATAAAATCCATCTGATAGC
CACAAACTAATATATATACCACAATCCCAGTGTGTGGGAGAATTCAGAGCAGTCGCTTTT
GAAGACACCGGTAAATAAGCTCAATAAAGCAGAATAGAGCAAAACAATGACTGTACAGCA
GCATTGTTGTGATGAAGTTGCAACTTTACATATCTAGAAAGCAAAAGAAGTAGAGCAAAA
TGAGCCGGAGAGGAAGCAAAAAGTGTGGAACATTGGTTACACAACCTTTAGTGTGTTTTC
TTTTGACTGCTTTTAAGGCAAAATAACCCAAATCTAATTTTACCTGTTCAAAACCAACTT
CTAAAAAGAAAATATTGAAAAAAAAAAATCAGAAAATCTTGTTTTTGCATTAGTGCTGGC
TACAACACAGTTATAAATGACNCT
>CL7410Contig1
GCGGGTCTGTGCGGCGATCCCAGTGATCCCAGTCAAACCATCACCCTGAGCGAGGCCAAG
TCAGCGACCTACAGCGAGCTCGGATGTGAGGTTCAGCCGGCAGACCACGTGAACAAGACG
ATGGACTGCAACAGCACAGCGGAGCACTGTAAGGTCGTTGAGCACTCGGCCTTCGCCTCC
TGCCGGCCCCACGCCGACCCACAACCCTACCTAAGTGCCTGCACAGACACTTTGTGCAAC



TACCCGCTGGCGGACGGGCTGAGGTGCCAGTTCCTCAAGGCGTACGCCACGACTTGCAAC
CTCCGGACAGGAAACAAGCTCCAATGGAGAGAGACAGTCGGCTGCACTGTGGATGTCTCC
GCCTCCTGCCTGGATCAGTACTGCAGCCCACACGAGTTCTGCGGGGAAAGAAATGGCGAT
ATCAGCTGCATTTGCCGAGCTAACTTCGCCTACAAGCACAGATCAGAAAACACTTTAGGT
GACCCGGCGGTGTGCACCCAGAGCTCCGCCTCCTTGTCTCTGGCTATCTGCCTGCTGGAG
GACAAAGGACTCGACCACACCTCCCTGCACCTGATGGACCAGAGGTGCCGAGGCCGTGTG
AACAGCCAGAGCCACATGGTGACCTTTGGCTTCTCACTCAATAGCACCTGCGGGACACAA
GCCACGATGAATGGCAGTCAAGTCCTCTACACGAACACCGTCATGACAAGCAACAGGT
>CL7411Contig1
AGCGCCTGTCCTCGCTGCACCCGGGACGACTACCACCGCATAGAGGGGGCCTGCAAGGGG
GGCATACAGGAAACTCTGTTCATGTGGAACGAACCAAAACTGTGCATCAAGGGCGTGTCG
CTGCCTCCTCCTAGCTCCTCCCCCTGTGAGGTCATCGCTCTGTGGCTGAAAATGGGGCTT
GGAGGCGGGGCCTTTGTGGCAGTGCTGCTGGTGTCCCTCACCTTCTATTTCGGGAAGAAA
AACAAGAGGTTGGAGTACAAGTACTCTCGTCTGGTGATGTCCGCCAACAAGGAGTGCGAG
CTACCTGCTGCCGACAGCTGCGGCCTGACGGAAGGGGAGGAGCCGGACGACGACGTGGTC
TACGCCCAGAAACCCTCCCTGCTGGGGAAACTGCGGGCCATCGCCAACAAGCATGAGGAC
AGAGAGAGCAGCGAGTCGGTGCAGCTGAACTCTCAGTCCGATCGCTGGGCCCTGGGATGA
ACAGCTCCGCCTCCACGCCGCTCCTTCCATCCCTTTTCTATCTGGAAGACGAGTGCGAAT
CCCGGCTGGAGGACAGTCTGGACCCTCAGAAATAAAGACGTTTGTGTATNTTCTGGATTC
CCAACAAAACAAGGAATGCTTTTAATGTTNGGTAATTTTCTNTAGTATATTTAGTTCAGA
GTTCATGTATTTATA
>CL7412Contig1
AGGGGAAAAGCAAAGCATTAGTTCTTGTTACACTAAGTGTCCTGCCATGCAGGGGAATGT
TAGGCCTGCGGTGCAACAGAAACCCAATCTGCCACCTGACAGCACGGTTACCACCACAGT
TATAACTCCTGCAAACAGGTCCCACTTCTTGTTGAAGCTAAAGGCTTCTTTTTTTAATGA
CATTTATGTTATTGGGGTTAAGTGATGAGGAGGAGGAGTACACAAGAGAAGGTTAGTATT
TGTTTTTTCCAGTAAGGCCATTGGGATGAGTGAGGTTTGTCCAAAGTGTTTAAGAGAAAA
TATAGAGCAGAGATGCTATTTTTTTCTCCTGCAAGGAATGCAGGAGTCGTGAAGATCCAA
TAACCTCACCATCTGAGGAGGCTTGTGTTTATGTGCCTAGGAGCACACAATGTCAATCCC
CGCTAGCCAACTTCATCACATCAGAGTCGCACCTTTCGCTTTAAAAGAAACTTTTATAGC
AGGCTCACGTTGTCTCGCTGTGGTCCAGGTGATCAGAATCTTTTGTTCTAAACAACGCAA
ATGCCTAAATACTTAAAGTAAACCCCTCTCTTTTTCCATCAGATCCAGTCTCAAGGAAAT
GCCTCGTCCAACGCTCCAGCAAAACCTGCAAACAAGCTGGACAACATGCTGGGAAGCCTG
CAGTCGGACCTCAACAGACTGGGAGTCCAGACGGTGGCTAAAGGTGTCTGTGGTGCCTGC
AAGAAACCCATTGCTGGACAGGTAACAATGAAGAAGCCTGCAGTTTGTGACCAAGAATCC
TTTGAGTCTGAAAAAAAAATGTAGCCCTGCATTCCAATACAAGAACCCACCTCAAAACTG
ATCAGAACAAGACAAGTTGCAAGCTGCTTTGTGGATTGGTTTGTGT
>CL7413Contig1
TCGGCACGAGGCAAGAACCTTCCTCGTGCCGACNAGAAGGCCGTGATTCAGCGTTTCCAG
GAGACGGTGGAGGCCCTGGAGCAGGAGGCCGCCAGCGAGCGGCAGCAGCTAGTGGAGACG
CACATGGCGCGGGTGGAGGCGCTGCTGAACGACCGCCGTCGCCTGGCGCTGGAGAGCTAC
CTGACTGCGCTGCAGGAGGACCCTCCCAGGCCTCGACACGTCTTCAGCCTGCTGAAGAAG
TACGTGCGCGCCGAGCAGAAGGACCGGCAGCACACCCTCAAACACTTCGAGCACGTCCGC
ATGGTGGACCCCAAGAAGGCGGCGCAGATCCGACCTCAGGTGCTGACCCATCTGCGAGTC
ATCGAGGAGCGCATGAACCAGTCTCTGGGCTTGCTCTACAAAGTGCCCGGCGTGGCTGAC
GATATCCAGGACCAAGTCGGTGAGTTTTGGTTTCATTCAGGAACTGAGGGCGGAGAACCG
TCAACCAAACTGAGGATGCAATCCCCTCTTTGCATTTTCGCTGTAATGATGTCACAGAAT
GTGTGTGGTGTTGAAGGAAAAACCATTTTGAAGGATTGATTTGTAATTTTATTTTTGGGT
CATTTGATGCAGTTACATTGTGAAAATAAAAGTTATTTCAATTAATCCATTTTAATTGTC
AAATTACAAATTTCTAATTGAATTTTGCCACACATATTACTAAAGGATTTTTTGAGAATA
AAATGTCAAATACCATTTTCTTTATCATTTTAATTAAGTGACAGAATGAGCAGTGTTGAA
GAAGAAAAAGGAAAAAGCGGATTGCTTTTTCTTTTTAATTNGAGTCAACAAATA
>CL7414Contig1
GGTCTCTGGCAGGATTGACTGCGTAGCCAGAGTTAAAGCCCATAGACAACCCAATCACCA
AAACCACAAATCCCACAGTGAAGGCCTCAAGCCCTTGAGGGATGGGATTATTGTAGGGAT
CCACAATAGCCAGAATGCAAACAATCAGTGCTGATGTGCCAATAAACTGATCAAAGAAGC
CATTAAGCAGGGTCAGATGTTTTGCTGGGTAAGTGGAAAAGATGCCCGCAGTGGGACTGG
TCACATTCATGTTAAAACTCTCAGGAAAGTCCCACAATGCATCATAATACATGCCAAAAA
TGATGGCAGCCCCAAAGAAAGCTCCAATTGTTTGAAAGAGGAAATACATGGGGAACTTTC
TCCAGAGCTCTCTCCCAAGCAAGCAGAGGGCAAAGGTCACTGCAGGATTCAGATGGCCGC
CTCACACCTGGCCACACACCAGGATGCCTAAGGTGGCCCCAAAGCCGAACGCAAAGTTAA
CCGTCATGAAACGGCCATGGCTGCCTTCACTTAGCACATGCTGTGCACAGACACCGCAGC
CAAACATCACAAGGATGAGGGTCCCGAGGCATTCTGCAAGAGACTGACGAAGCAACTTGT
TGCGGACCTGAAAGGTCCGCGCTAGTTTGTCCAATATGATCTTTTGACGACTCATGTTTG



TAGTTGCTGAGAGGAGACACACAGATCAGGTATCAGCGCTCCTAAGATACTGCCCCGGCC
ATAAGGCCCGGGTTTAACG
>CL7415Contig1
CTGTTTTTTTACTTTCTTTAGAGGGCAATAAAATATATTAAAACTTATTTACAGTGTGGG
TTTTTTTTGGGACAGAACACAAAGCAGAAAAAAAGCACTATGATAAACCATAATCCTGTT
CTCCAGGAGTTTAAAAGTTAATGTGCCCCTGTTTCCTGCCATCATAACTTAATCAAGTAC
AGTAAAAAAAACACAATTTTCAACAGCGGCGGCCAACGAAAAGCTATTAAAGGCACTGTC
AGAACCATATGTTGCCATGACTGGGACCCTCACTTTAGAGTGAAAGGGGTCAAAGGGGGA
AGGGTACATGTTTAGGGAATAAGGTTAAGGGCACACTCTTTATGCCACACCATGGGGCAA
ATCTACAGTTTTGCCGAATATGGTTCATTAAAGATTTCGATACGTCTCTTTGAAAACTTC
AAAAGAAACAACAGCTTTCATGAACTGATGCTAAAAAAAACTCCTCACTCTCCCAGAAAA
TGATAAATACTTTTGACATTATTAATAAATTGGTCTCAACACCAGCATTCGATTGTAAAA
ATGAATGAAAATTAATAATACAAAATTAAAATATCATCTTTACATATTTTTTTTTCCTGT
ACGTCTTTTGTACACAGTGTCCCCTATTGGTAGGTTGTTTTACTGCAGCTCCTGANAAAA
GCGTGGATCAGTCCAAACCTCCCACTGATACCTGAACCGGGCCCTCATCCTGTCAGTTGA
GGGCGTTGGCAGTTCCATT
>CL7416Contig1
GCACGATGCAGTCTGAGCGCCTCCTTCGTCTGGACTGAAAACAGATGAAGGGTCGCTTTA
AAATGGATTCTCCAGAAAGGTGTGCTTCTAGGCTGAAGAGCAGAGCAGCCGCTGAGGTGG
AGATGGGCTGCACCTCTGCCAAGCAGATGTCCGCCGTGTCCAACGGCGAAGAGGGCAAGA
ATAAAGCCTACAGCAACGGGGACGTGCTCTCTGATGAGTACAAGATGAAAGGAGCGGAGG
AGGTCAAGTGCACGGCTGAGGAGCAGGAGGAGGCGGTGGCGGACGGCCATGGCGGCACGG
AGAAAAGCGCTCTTCTGGATAAAGGACAATGCACAGAAGAATCAGGCTCGAATGGCAAAG
TCCTGAGCATCCATTCCTCTGAGAGTCAGCAGGAGTTCTTCCGGATGCTGGACGAGAAGA
TTGAAAAGGGGCGTGACTACTGCTCAGAGGGGGAGGAGGATGTGACATAGCCCGCCCCGG
TTGTCATGGAAACAACACTTGAGTATCCCGGCAAAGCCGGGAGGAGCGTGGAGTGCAGCT
CCGCACTCGGGGAGACTCTCCAACCCTTTTTTTTTTTTTTTNGNCCCCCCNNAAACCCC
>CL7418Contig1
TATGGCCGGGGGTTTTTTGATATTGTGGAGCGAAAACTACCGGTGGCTCCAGGACCAGCC
GTCGCTGAAGGAAGCAGGTTTGTGGCGGTCAGCGGAATGGAGGCCAAACCGTCCGACCTC
CTGACCGCCGCTCCTCCGTACGGACACGTCCTTTGCAGCGGGAAATGGAAGGACTCCGCT
CTGGTTCGAGCCTTAAGAGGTGCAGGTCTGAAAATTCTCTTTGAAAATGAGCTCCATGTG
GCAGACTTCCTCCTCCCCAACAAGAGCAGCATCCTTTATGTTTCTGAGAGCGACATCATA
GCAGGAAGCAGCTACAGGAGGAAGTTGGTTCGCTATCGCAATGCCAGTAACAGGTTCCAG
GAGCTGGTTCTGGTGGAGCGGACTGGGCTCAGTGAGCAGTACTTCGGTTCTCTTCAGAGG
TTTGTGGTGCTTGAACTGGGTCTGCCTCTGCTGCCCGTGGGAGGACAAACCGAAGCCTCG
CAGCTCATTGCTCAGATGGTTCAGGCCGATGGCCGGGAGAACATCTTCAGGAGAAGTTCT
TGTCGGCTGCTGGACCCCCTGGTTCTGGCTCTTGTTCAGCAGATCCCTGGTGTGGGCCGG
GTCAAAGCTCTGGCCTTGCTGCAGCATTTCTCCAGCATCCAGCAGCTCTGCAGTGCAGCG
CCTGAACAGCTGGAGCCCGTAGTGGGCCAGGCGGTGGCTCAGCAGATCCACAGCTTCTTC
CACTGACGAGCTGCTGTTGGAGACTGAA
>CL7419Contig1
AGGGGCGTGTCTGCATCATGTCCACATACAGCACTACTCATGACTGATCACCTGACTCAG
GCGTGTCCAGCCAAGTAGAACATGCCTGAGCGGGGATAGTTGCCCATCTCTGCACCAGAT
TATAGGGCGAATTGTTGACTTTTTTTTTTGAGAGAGTCAAAGGACTTTGGGTTCACCTTA
TGGTCTGAAAAACACGATTCCTTTTAAATAAATAAATTCATCCTAACAACTCATCAATTA
ATGATTCTACCCAGCAGCACTATGGTTGGTAATTGAGTCACAAAATTTAGATCTCTGAGG
GAATTTCCAACATTAAAAGGGCTTTTTCAATACCAAGAAGTACATTTCGCCATCAAAGTG
TTGAACATTTCTTCTCAATTTACCAACAATGCACTTTGTTTTCTCCTCCATCTTTTACTC
AGGTATATCCAATTTATAATCATTGTTATTTTATTGTTATAATCATTGTTATAAACTAAA
TTTCCCTTCCGGGATTAATAAAGTTGCTCTTGAATCTTGAATTTAGGGCAAACTTTTTGC
TGGTTTTACTTGCTGTTGAGCATTAAAGCAGTCTGCATTTTGATATTTGCACTTTGTCTT
TGAAAACTTGCTTCTTTGTACCACAAGCTTTTTGCTTTGTATGCAAATCTTTTTCAAATC
ATATACAATCTTTTCCCAAATATTTTTATTGTGATAAAAACCACTTAGTCAGAACAAGAC
ATCTGAGATTTGCACAAATTGTAATGCTGCATCCCTGAATAA
>CL7420Contig1
CAGTACTTAATGACTTTATTAATAATATGATTTGAAAATAAAAAATAACATTAAAATAAC
AGGTTTTGTCCTTGTTAACAACTTGCATCATATGGCCACATGGTGGCATCACAATGCCAA
GTTCTTCTTTTTAAAAACACCAAACTGTTCTTTTTGCCTTCCAGTTCATTTGTTCTTCCC
ATTGTTGCTTTCAACGCAGGCATGGATCACCCCCCCACCCCCTTTTATGTTTTAGCCCTC
ACAGGAAAAAAAAAAAGTTTAACCTTTATAAATACAAGCAATCTTGCCCCATTGTCACAN
ANACNTGACNGCACTGGCAANAAAACACAAGGCCCCTCCCACCCCGGTCCAGTCGTTTGC
AAGGAACCGTTNGCTCTTCGNANNCCNATAAGGTTGCACACAACAAATAANCCACCTGTA
CGGTGAAATTATAGTCNCANCTNAAATGTTTCANTGCCACGGCCCTGCAAAGTCAAAAAG



TGAAGGAGCTTCTGGCTTTTTTCCAATCAATTCCATGTTTGTATACCTCTCATTTACNAC
GGTACCCATGATCCTTTGCTTGGTCAAAGTAACCCGTGATATGGATTTAAAAAGAAAAAA
AAAAAAAANCAG
>CL7421Contig1
TTTTTTTTTTAAAAAGTAGGATTAGATTTATTCTTTGCATTCAAAACTGTAAATTGACAT
CTTCATCAATCTGTACAAAGGTTAGTCCCACTTGATATTTCTGTTTTGCTTAAAAGAATC
AATACCTAAATAAACAAAGATCCAGGTTTCAGACTGGATCCTTTAAAAACATAAAATTAT
AAACCATTATAACATTTAAAAAATACAGGTTGACCTATTTGAAACACTTCTTCAGCCACA
GTACAATGTTCAATGTCATATCATTGTTTGACCCCAACATTAATTCCATTAATGGCTAAA
AAACAAAACAATTATTTGGGTCATAAATCCAGTCATTTCTTCATATTTTGTTTTGATTAT
TTAACAAATACAAAAAAGCAAAGTGCATTTATCAGTTATTCCCTTGGCAGATCTTTGTTT
TCATCAAAGGCACTTGTCAGAAATGTAAACTGGATGCCTTAGTAGAACAGAACAAGCTGT
GCTTGAGCAGTTC
>CL7422Contig1
GGTCTGAATCAAAGTTGAGGTAGTCATCAGAAGCAGATTTCTTCTTCTTCTTGGACTTTG
CTGGCCCCCTCTCAGGATCAGCTGCCCCCTGAACTGCATCATTAGCCCAGGTTGGTGCTT
GGCTGCGATTCTGATGCACTGACAGGAACTCCTTAAATTCTTGGTCCTCCTCAAGATTTC
CAAGTCCAATTGCTGTGTCCTTTTTCTGGTTCCTTTTCTTTTTTCCTTCAGTGGGAGCAG
GACCACTGGGCTTCTCCTGTCCTGCGCTTTGAGTGTGTTTACTCCAGGCTTTCCCTTTGG
TGGGGTCTCCAAATGCTTTGCAAATCTCCACTGTCACTCTGGACGTGTCCACGAAGCTCC
TATTGAAGTGTTTCAGGGCTCGGCTCGCATCCTCCTCCGATTTGAAGCCCACAAAGCCAA
ACTTGCGGAACTTTCCGTCTTTGGTAAACTTCAGAGAGCAGTCTGTCACTGTGCCAAAGG
CCGCGAACATGGAACTGAACCTCTCCTCCTTCATCCCGTTAGGGAGGTTTTTAACGATGA
GCCTCGACATGGTTGAGATGGCTGTAGATCTATGGAAACAGCGTTTTTACGATTTTAAAG
TACATGTCAACAAACAAGCATGCACGGTTCCCTACACCGCCATTTTGAGTGCCCCGGCCA
TAATGCCCGGGTT
>CL7423Contig1
GGGTTTACAATCATGTAAAGGTCATGAAATTTCATTCATTCTTTCTAATTGTGATGGAAA
TGTTGCATTGGAACATCCTCTTTCCTCTTCACTTGAGCTGATTTGTTGGATGTGATGGTT
TTGACATGAATGTTGAAGCGATAAAGTCATTTCCTGTCACCGATCAATTCATGGAGTTTC
AAGCTTCTTCAGTGCATCTTTCTCTGACCAGAGCAAACTAGTGAAGACTGTAAAGTTCAG
TAAGATGAGCCACCATTGTTGGTAAAATAACCTGATTTATATTGTTTATTAACACTTATT
TTGTCTGTTTCAAATTCCATCTGCTTCATTTCATTGTGTTGAACATGGTTCAAAAGAAGA
CTGTTTTTTTAAAAACATAATAAATGTTTTTTTTATTTTAAAAAACNAAAAAAAAA
>CL7424Contig1
GTAGCTGCACTGTTAGCTGTTCCCTCTGACTCTCCGGCAGAGTGGGAATCAGCTTCTCTT
TCTCCTCGCACCTCCTCCTTAGCTCTTTCACCCTGCTCCTCTCCTCCTCCAAACTCTCTC
GCTCCTTGAGTCTGCCTGAGTGTTTTCTCCTGTCTTGTTGTCTGGCCACCATTTTTAGAG
TCTCCAGCTTCTGCATGTGTCTGTGCAGCTGCTCCTTCTCAGTCTGCAGCTCACCCTGCA
GCAGAGCGATCTCCAGCTGCAGCTCAATCTTCAGTTCTTCTCTTTGTTGATCGAGCTCCG
TGATGCGGCGTTGGAGATTTGTGGGCGATGCCAGGACCCTCAGTGAGTTTCCCTCCAGTT
TCTTAAGGCAGGACTTTTCTCTTTCTGTGCCGCTGCTCTCCGTGTCTGAGTCTGCCCCTG
AGGAGGCGGGGCTTTGACCTTCAGCCGCTCTGCTGATCCACGCCGACCGCGGACCCTGCT
GCCACTGGACCCTGGAGCTGTCCATGTTGTGCTGGGGCATTTCTAAATACTTAAACAAAG
GTGCTGGAGCTCAACACAAGATGCGTCCCGGAGCTCATAACTGTCAGGCAGAAAGCAGCA
TTGGAGCGAACTGTGACCACACTGTTTCACTTTCGGAGCTGCGCTCTTCCTCCTGTTNCT
GGAGATTCCTGCCGCTCGGCCGGCCCTCGTGCCGAA
>CL7425Contig1
CTTTCTTAAATGAACAATATACTTATGCTCCTTACATGATGATNAACAATATATTCTAAT
GTTCCTTACTTTCAGTAACACTGAGGACATGGGTTGAACAAAAGTATAAATATCATCAGA
CAGGTTGATTTTTTTTTGTTTTTTTTTCTTAAGGCGTATACTTTGTCCTCTTGTTGCCTT
CTTTAGTGTCCTGACTCCAGAACTAGCCGCCTCTCGTTGCCAGAACTTACAGATATGTAC
CATGCAATTGCAAAAGTTTGCCTTTTATCGTCTCCAAAGCTCCTCTGAGATGCTGCTAAA
TCCTCACTTCAGCTGAAACCAACAAAATCCTCGAGGGGTATAAAGAGTAAAAAACAAAAC
TTCTCCCCAATCTGCTTTTTTTTTTAAAAAGGATGGAAAGAACAAACTTACATTAAACTG
ACATCCAACTCANATTATTCAGACAAACAAATAGCACAAACCAGCATCCACTATCTTGAT
TAAAGCCTTTCCTTAAGTGAAATGNGTTGATCAAAGCGGCCCGCTGTGACTTAAAAAACA
AAAACATGGGGTTTAACATGCTTTCAATGATGAGCTCACGACTCCATGACTGAACACCCA
TCGAACAATTAAACCAACAGCATAATCATCCACGATACTGAGGCGTCCNGTTAAAGATCT
TAGCATTTACNGTACACAAAAACAATCATCTTTTGCATTTATAAACNGAGCATTTTATAT
TATTCTTCATATAGTTCATCTTTGTAAACNGTCCCGTTAGATACAGTATGTACAGTAAAA
ACTGCATCAGTTCAGTCGGTGCTGGTGTCGTAAGCACTCTGAAGTGAGAGTAAGGTGTGG
GACGTTTGCGCTGTCGCTCGCAGCCTCGGTTAG
>CL7426Contig1



GACGGATCATCAGAGTCTCTCCATCAGGACGACAAACCAAAGACGGCTGCTGTTTATGGA
CATGGAGGGCGCTCGGCCGCACCGGCTCTGGGCTGCGAGCCACTTCTGAGAAAAGTCTGG
GCGACGTACCGAAGAAGCCCCCCGTGTTGGAAAATGATGACATCTATCTGAGAGTCGAAG
AGTGCGGTGACGGAGAAGGACGTTCCTTTGCTGGTCTTAACGGTGAGCTGCTGCCTGGGA
CTCAGGCTCTCTGGCAGGACGATGCTGAAGCGCTCCTTCCCGCTGAGCTCCAGCGAGTCG
GCGCTCTGGCCGGGCAGGAACTGAAGCGGCATGATGCCCATCCCCACCAGCTGGGACTTG
TGGAGCTTCTCGAAGCTTTCGGCGATGACCGCTCGCACGCCAAGCAAATAGGGCCCTTTG
GCAACCCAGTCCCTGGAATTCCCAGAGCCGTACTCCTTTCCTGCCAGGATAACCAGGGGA
ACGCCATCTCTCTGGTAGCGGTCCGCTGCTTCAAAGACATCCAGCGTCTGGCCTGAAGGA
ATGTGCAAAGTCTTCGGGCTTGGCTTCCCGATGAACCGATTCAGGAGCTTGATGCTGGCA
AACGTGCCTCTGGTCATCACCGCATCGTTTCCTCTGCGAGCGCCGTACGAATTGAACTCC
CGCGGGGTCAGCCGTCTGCTCTGCAGGTATTTGGCGGCGGTGCTGGCCCTGGCGATGCTG
CCCGCTGGCGAGATGTGGTCGGTGCTCACTTTGTCCCCGAGGAAGAGTAAGGCGTGAGCG
TTCTCTATGGACTGAGGAGCGGGGAGCTCTTTGCTCTGAGACAGGGGAGAGGAGGATGAA
AGGCGAAGTCAGGG
>CL7427Contig1
CTTTTCCTGAGGACCTTTTTAGCCAAAACTTCAATTGGTGGGACCCCGATTAATGCCTGC
AGGTACTGAACTGCGCAGGTGAATTTTTCCAGATTTTTTTTTAAGATAATCTAATGTAAA
TGAAATAATTTTAAACAGGAATGAATGTCATATCCATTCACATTTTAGTTTCCTAAAGTT
TAGCCCATTGTTTTTTTTCCACATCCAAATAATCCAAAGGGAACATTATTAGAACATTCT
AGCAAACTGTATGGACATGTCTCTTTGCTAAATTCAAAGTGTTTCCACACATTGGACTGT
AATGATGTTGACATCATGTGTTGTCCGCTTTGATGTGTGTGGTCCTTCTTTCGTTAGTAA
AATAAACCTAGCGCCTCAATCAAAATGATATTTTCCATGATTATCGTTTTATCCCATTTT
TTTATCCCAACTTTCTAAAACATTTCTTTTGAAACCTCAGTTCACTACAAAGCTAATGCT
AGATATCGCAAGGTTAGCTTAACACCAATATCTGAAAACATTTTATTTACATTTAAAAAG
GAGCACAAAAACTCATTCTGTTTTGTTAAGAAGATTCTAATATTTTCTTTAGAGTTTTTA
GATAAAATGTTTATCATACTGCCAGCTTTTATGTTGTTATTTGTACTTACTATTTATGCT
AACTTTAGCTAAGCAGCTGCGAATATTTGCAGTTTAAGGGTAAAAGGCATATTCTTCTTA
AGTTATTTTGAAAATTTGTTAAAAATAAACCCAAATACTAACTAAATCCTCAAAATGCAA
GCACTAGTAAGGCTTGTGAACATAAAAAAAAAAAAAAAAAAA
>CL7428Contig1
GATCTCATCTCAATATACACATGAGAACTCACACAGGAGAAAAAGCCTTTTCCTTGTAAA
GAATGTGATAAAAGTTTTAGTCATACATCTAGTCTCAAAACACACAAGAGAACTCACACA
GGAGAAAAGCCTTTTTCTTGTAAAGAATGTGATAGAAGTTTTAGTGATGGATCTCATTTC
AAAAAACACATGAGAACTCACACAGGAGAAAAGCCTTTTTCTTGTAAAGAATGTGATACA
AGTTTTAGTCAAACATCTAATCTCAAAACACACATGAGAACTCACACAGGAGAAAAGCCT
TTTTCTTGTAAAGAATGTGATAAAAGTTTTAGTCAAATATCTCATCTCAAAACACACATG
AGAATTCACACAGGAGAAAAGCCTTTTTCTTGTCAAGAATGTGATAAAAGTTTTAGTCAA
ATAACTCATCTCAAAACACACATGAGAACTCACACAGGAGAAAAGCCTTTTTCTTGTAAA
GAATGTAAAAAAAGTTTTCATGATTTATCTAATCTCAAATTACACATGAGAACTCACACA
GGAGAAAAGCCTTTTCCTTGTCAAGAATGTGATAAAAGTTTTAGTCAAATATCTCATCTC
AAAAAACACATGAGAACTCATACAGGATGTGCGAGGGGGGTCGAGCCTCGCTTAAAGATT
TGTGGTTGAGGAGGCAGATCATGGAACAACATTCCGGTCAGAGAATCATGGCACTTGGAG
AAGAGACTGAAGTTTCTTCTTTTATTGAACAACGTTGGAAGATGATGAACTACAGCAGCT
GTTGCCTTCATCCATGTGTGTAGGATGATGTAGAAGTAGAACTAAAGACAGATATTCAAA
TAACTCAAACTTCCACAACATGTTATAATATGAAATAAATATCTTATAATATAAAATAAA
TCACAAAATTATTGATAAATGAGAAGCAGGAACGACTTACATTTCCTCAAGAATGCACAC
AAAGAGAAGGGGAAACACACAGGGAATCCTTACAGCTTCACACCTCTGGCAACTGCTTCT
CTGCTGATTGTGAGTGTAAGGGGCATGTCCGGACAAGTTCAAAAGATGGCGCTTCTCTTC
TGTACACCAGTAAATAGTGCTCTTCTGCCTTGACCACTAGGGCTTTCTTTCTTGTAAAGA
ATGTAAAAAAAGTTTTTGTGATGTATCTCATCTCAAACAACACATTAGAACTTGTAAGAC
TTTTTGACATTGTAAGGATTTAGGGCTGCACGGTGGCGCAGTGGTTAGCACTCTTGCCTC
ACAGCAAGAAGGCCCCCGGTTCAAGTCCCAGCTGGGGGACATGAAAAACACAACATCAAT
GGGGGACCTTTCTGTGTGGAGTTTGCATGTTCTCCCCGTGCATGCGTGGGTTTTCTCCGG
GATCTCCAGCTTCCTCCCACCGTCCAAAAACATGCTTCATAGGTTAATTGGCAACTCTAA
ATTGTCCATAGGTGTGAGAGTGAATGGATGTGTGATTGAGGATATTCTACCCTGCGACAG
ACTGGCGACCAGTCCAGGGTATCCCTTGCCTAAAATNGAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAACAT
>CL7429Contig1
CTCTCACTAAGCCTAGCTTTCCTTGTAGCTAGGGATTCTAGGCAGTGCTTTTGACTTTTC
TATTGTTGCCCTTTCCTGAATAAAGACCGTTTCTATTAACTTGATCTATTATTCCTGCAT
CAAATCTATATTTAACAGGGTTTTTTTTTAAATAATAAAACCCCAACATGAACAACAGAT
TTTTTCAAGATATCCTCTGATCTCAAATGCTTTAAAAATGAGATTTATTTCAGTTGTTGA
GATATCTTCTTTTCTAACTAATGTTCTTCTTTCTCTTCACTCACATGCTTCTAAAAGGAT



CTTGGTTTGGCCCAAAACACTGCCACCAACACAAAGACTCCCATCCCTCTGGGGTCCCTG
GCCCACCAGATCTACAGAGTCATGTCCTCTCGACCTGCAGGCATGCAAGCTTGGCACTGG
CCGTCGTT
>CL7430Contig1
AGAAGTAAGAAAGCTGAAATAAAATCTCCAAACTTAAGCCGCAGATGTTACTGAGACAGT
GGTTCAGGTAATCAACGCGTACATGAATATTTGATTGAAATTCAGGTCAAAGGTCTTCTA
GACTGAGACTCATCTATTGGTAATTTAACAAGGCAATTTGGTTTTTCAATATTCCAAGAC
GGAGGTCCGGAACCAGCAGCCACAGCCTCTTTTTTTTTCTCTCCGCAAACACTTAATCCT
ACATAATCCTACATAATCCAAGACAAACTTGTTTTCTTGAACCAAAATCCTTTATTGAAA
CAACCCATTGATGGTCATCTGTAACCAGAATGTGATTCTAGTATTTTAGCACCCTGTTCT
TTGTTTTTTTTGTACTGGAAATGGTGGATCGTATCCGAGACATTGTTCCCCGGCTGGCAG
GCTCTGAGTTTTTCTTTTGCTCCATCCATGCTGGGATGTCATTACTGTTTCTGAGCCCAA
ACTGTGCGGCTGTCCACCTCTAAAGTGTTGCAGCTGAAGGACACTGACAGGAATACTGTT
GATCACTTCCATGTAAGTAAAAACATTGATAAGGAGCAGAACAATGCTGTACATAAATGT
GTTTTTCAATGATGTAACAGTGCAGTTTCACAAAGCATTTTGGTGCCTTCACTTGGATTG
TCTGGTGACCACATTTGCACTTTTGACTTTAATCTCTGTGATATGCTGTTGAACGTGTTT
CTACATGCTTTACCTGAGCAGAAGTGTGCATGTGACGTTTGCAGCGTCCGTGTTGTGATG
TGTTGTGTTTGCTGTTCAGTGGGCTGCTTTCGCTGTGTTCCTCTCAGACTGTGAGGCCTT
GCTGTGGATAAAATGCTGTAGGTTTGTTTGTTTTTCTGTGGATGCTCCATGTCATCTGAT
CAGACTGAACAGCTCTTCTAACTGGTTCTCAGGTGATTTTTTTCCAAGTTCTCAGTGACT
AATGTTCAGAAATGTGAAGCTCTCTATTTCTCATGCAATGTT
>CL7431Contig1
ACCCGGGCCTTATGGCCGGGGGCTGCGTCCACAGTCATCCGGCAAGATGGTCCCTTTGCT
TTGTCTCTCTTGGCCGGAGTTTTTTCGGTTTTAAGCCCAAAATCTTGCTCCGCAACACAG
AAAATTTCCATTTCTGTTAGAACTAGGCCGGGTATAGTTAGAACAAAACTCATCTTTGTC
CGTCAGGAAATGACGACGGTGGGAAGCAGGTAAAATGAGTTTAGAGTCCACTGAATCACT
CCAAGAGCAAATGGCTGGGAAAGAGGAAGAGCCTGGAAGCTCAGCGGACAGTACAAAGCC
TTCCTCTTCACGCAACAAGAGGAAGCCCACCACCGTAGTGAAGCACACTGGAGAGAATGA
ATCTGACCCCTCAGTTGACAGTAACAATGAAGGTGCCACTTCTGACAATCCATCTGAAGG
TAACACCAGCAGCAGATCTAAAGGTACTCTGGTCATGAGGCCCAGTGGAAATGAAAATAA
AGGTGCCATGAAGCTTCGAGTCGATTTCAAACAAAAACTTCCAGACGACACCCTCCAAAA
GAAGGTCAGCTGCACTGCCTGTGGAAAGCAGGTAAACCAGTTCCAGCGCAACTCTGTGTG
TGAGCATCCTGCGCTTAAAGTCTTAATTTGCAAGTCATGCTACAACTACTACACAAGTGA
TGACATCAGCAAAGATTCTGATGGGATGGATGAGCAATGCAGGTGGTGTGCTGAAGGTGG
AAAGCTCATATGTTGTGACTACTGCAACAACGCTTTCTGCAAGAAGTGCATTCTGCGTAA
CCTGGGCAGGAAGGAGCTGTCAAACATCACCGACGAGAACTCAAAGTGGCACTGCTACGT
ATG
>CL7432Contig1
TAAACAACAGCACAGAGTGTTTACACGTCTCTCTGAAGACACAATCAAGCACCAATTAGT
TAAGCATTCACCTCAGTCATTCTGAACTAAGTTATTTTACAGGGTTAGGGGGTGGAGTTT
AAAGCACTACTATAATGGGTCCTCCATCAGGCCAGACGCAAGAAAGCACAGAAAAGTTCA
GAAATAAATAGTTGTCCACTACAGAATGTTTTGAAGAATCTGTGGATAGAAATGAGATTA
TGTTTTGTCACGCATTTCTGACAATCACAGTGGACCTTTGTTAAAGGATAATGGAAGGTT
TTAGTTTTACCTCTGTGCCTCCAATAGAAGGATGCTTAAAATAGGCATTTTATTTTGTTA
ACCTTGTTATTTAGTTAGTTGAGCTGTTAAAGCTACAGGAAATAATTCCAGAATAGATTG
GGAAGGTTGATGTTTTTCCTCTAGTTTTTCTTTTCTCCATGAGTTGTCCTTTGGCTCAGA
TTATTTTCTTACACTGACTCAGAAGAAGCTGATGTTTGTTACTGTGTATGATGTGTGAAA
ACTTGAGCATTACTGTACCTTAATGATTGGTGTTCCCATCAAAGGTATTTTCTTATTTTT
TTTATTTATTATTGAACCATGAAGAAGTCAGAACAGTTGTGGAATGGAGCTTTGCTAAGA
TTAGCATTTTTATGAGGATGTTGTACAGTTGACTTTTCTTTTTTATGAAATAAACCTGAC
AAGTTTAACTTGTTGTGGAANAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACA
TGTGGGGC
>CL7433Contig1
TTTTTTTTTTGTTTTCTAAATGTTTATTCAGCAGATGGCGAAGGTTTATCAGTGCTGGTC
AAACAATAGTTTTACATGTAGATTCTTTCAACAAAACACAAGATAATAATAAAAAGTGAT
GTGACCAAACAGCTGCTTTAATGATCAAAGTTTTTCTAATCATTTCAAATAAACTTGAAG
GAGATGCGCTTCTGAGCAGAGTTTGGTGCTCAGTTACACTTAAAAAAAAAGAAAACCAAT
CTAAACATGAGTTTGCTGAAAGCAGGGCTCTCTGCTGAACTAAACTGTTCTTGACAAACG
CTGTACTTACAGTTGAAACTTTGCACAGAAAATATTAAAAAACACACTTGTTCACAGATC
CTGTGGAATATCATGGAGTCGAATCCTGGCGAGTCTCAGAGAAGTCCTTCCATCTCTC
>CL7434Contig1
GAGGCTGTTTTCTATTACACTTTTAAGTGTTTACATTAACTGTTGCTGAACATAATGTTA
TGCTAGTATTGTTCAAAAGTTGCCTGCCGGATTCTGTTTTCAAGTTTTTTTTGGTTTTGT
AAAATCTTTCTCATTGTCACGTGTCTTCTAGCATAGCGGTGCGTTTCTGTTCATATTCCA



CTCGTGTTGATCCAAAGTCTGCAAGAGTGGCGGTCCATGCAGAGCCCAAACCCTCCGTTT
TTAAATTTGAAGATGACTGGGGGTTTTAAAAAATAAAATAAAAACTGCAATATTATTATT
TCTTTTTTAATTTCCTGGTGGGTTTGGAGCAACACTCCCCTGTTCTCTCACCAGCCACTT
TCCACATTTCACTTGCAGTTACCTTTGGCACATTTTGGCTTCTAACCGCTTCAACCGGTG
CAGCTGTTAAACAGGAGGAACATGGACATTTTTCACACAGACGTCTGCTGATTCCTGTGT
TTGCCCAAGGTGTGTTTCATAAATGTCGGCAAAGTTTATTTGGCCTCTTCTAAGAATGTT
CTTATGTTAGTAAATACATTTTTGCCATGACTATTACCTGCTATTATCTTGATAAGTATT
TAATATAACATTTAATAAAGTGACCAAAAGAATAAAGCATCTGTTTCAGTTGCAACATTT
GAAATTGTTTATAATTTCTTGCTCTGTAATAATTGGGTTTATGAAAGGAAATCAATTAAC
AAATTAAACCATTTTTAAGTAGGGCGGGTTAGATGGGAGTGAATGGTTAAATGCAGTAAC
CTTTTTTGTTTTTTTCGTGCACCTTCCTGTATTTAACCACTACATCACTTTGTAGATTTT
AAGTTATGCTCAATTGGTAAACAAATAAAAAAAAACAGCTTGTATATGCAATTTCTGTCT
TTACCGGTGTTACAATACTTTTTGTTTGCCAAAATAAACACAAAAAAT
>CL7435Contig1
GTTTTGACCTTTTCGTTGTACAAACTGCAAGAGTAACTTTCAGCACTAATGTCATGATTT
ACAAATGAAAAAAATGACTTCTATTGTATCTGAATGCAGTCGCTGCCTCCTTCAGCAAAG
TGGAAAAACATACAAAAACTGAACAGACACTTACTTCATATCACAAAGTCCACGTAAATG
TAATAACACGGATAAAAGAAGTTCATTTCTGCTCACAGCTGCTGTGAGGACTGCAATACT
GTCTTAACGAACATTAACGGCAACGTTTCACCGTCTGGTGAACCGTTTATGACACTGATG
TGGCAAGCTGTGCGCTTGCTTATTTTTTTTAATTCTTCAAACATGGCAAACACACGACTC
ATGGCACTTAAATGAAAACCGATCGTTAGCATGTTTCAGTTTATGGCATGCGTTCACGTG
CACACATGATCACAGTCACGCCCCTGATAGCAGAACCATCTAGATCACACACATCTTGAT
AGGGTAAATACAGGCTAGAAAGGTCATATTCTACAATTACATTGTTGACATATCAAAGAA
AAAAAAAATGGAAAAGCAATAAAAAAATATATAAAAAAAAATGACNTAAGGATAAAAGGT
GAGAATATAGTTGCAGGGATTAAGGACACAATTCTTCATTGTCAGCTGTATTTTAAGGNG
CTCCCTTTTTTGACAGCATCAACGTTTCTTCCAATAAAAAACGAAACACAAACTCCTACN
CCGTCCANGCATTTATGATGGAACTGTCT
>CL7436Contig1
CACATGGCTTGCATTGAATATATGACACCATCTTTCCTCTAAAGAGTTTGGGGATCGTTC
CCTCAACACATGTTCCTTTCATCTTATTCTCCACATTGTCCAGAAGCACTCTGCAAAGCT
CCTGAACGTCATGTTGCATGAAACTGTCAAGTGTTTCCCACCCAAAAGACTTTGTGAGCT
TCTTGGTTCCGACTGGCTTGTCGCTATGTTGCAGTTCGTAGAAAACCCTCTGCAGCGCCA
GAGGAACACTCTTTGACGAGTCATCTCCTTCTGTGGGCATCATGTACACCGCCCGCCGTA
GCTGGTTAGTGAAGAAAAGTGTTTGAAGGAGACTGTTCATATAGCAAGTCGCTCCCTGGT
TCTTTAGTCCAACGTAGCCAGTGTGTTTCTTAGAGTCCCAGGCCACTCCGTGTGGGGCAT
CGGCCTGGACATAAACTTCAAACGTGACTTTATCATCTTCAATGAAGCCCCTTTCTGGAT
CAGTCACATCACTCCAGGACATGAAGTTGGAGAAACCCCAGTCGTTCTCTTTGTGGAAGA
AAAGGTGACTAATTCTGCGACTGAACGACTTCTCATCGTCTTTGTAGTTGATGATTTTCA
GCATGGCCTGAGCGTGGCAAGACCATGATGTAGAGTCAGACTCTGCGCTGCACTGCAGAA
AGAAGCCCACGCTCTTCTGGTGGGGTCGGTCGGGGTAGAACCGCGGCATCACCATTATTT
TCCAGGGAAGGTTCCGTACAAAGCAGGACGGGCTGAGCACTGACTCACTCAGGCGGTTAA
AGCGCTCCACCACAAACCGGAAAGTCGCTTCCGACCTCCAGCTGGTGTCATCTTCCATAT
CCTCTTCTGTATTGTTGTGTCCATCTGCCATAGCCACATTACCATTGATCACTGGGTTGG
CTGGGATTCTTGGAGGGTCGTCTGTTTCCCCAGACTCAAGCATTAGCCAAGCGATTCCAA
ATACAAGCCACCATTTTGGAACGCCACACACACCCCCCCCCGGCCATAAGGCCGGGTTTA
ACGGCCGCTCCACAG
>CL7437Contig1
TTTAACCCGGGCCTTATGGCCGGGGACAGGAAAAATGTCTCTGTCAAATGAGTTTTTGTT
GGAGTATGAAGGGATTCTGATTCCCAGAGAGACTCACTCGTTGGAGAGTCTAAAGTTTGC
GCAGGATTTCAAGCTTAAAGACGATGATGTCGTTGCAGTCACATACCCGAAGTCTGGCAC
CACCTGGATGCAGGAGATCCTGCCTCTGGTGCTGAGTGGAGGAGATCTGACACCAATCCA
GTCCACTGTCAACTGGGACCGGGTGCCTTGGTTGGAGGAGACCAGATTGGCAAATGTTGT
GGATAAGATGACATCTCCACGTGCCATGGTTTCTCATTTTCCCTACAACCTCATGCCTTC
TTCCTTCCACAGCTCTAAAGCAAAGGTGATCTATGTCATGAGAAACCCCAAAGACGTTGC
AGTGTCTTCATTCTACTTCCATCAAATGGCTTCTTTCCTCGAGGATCCAGGGACTTTTGA
TGAGTTCCTGGATAAGTTCCTGGAAGGAAGAGTGCTTTTTGGGAAATGGACAGACCATGT
GAGCAGCTGGAAACTTGCAAAGTTGGGAGAC
>CL7438Contig1
ACTGTGTGCTGACCCGGGAGGACGAGCTGGACCCCGGACTCATCAGCTGCATGCTGGTCG
GGGACGGAGCCGTGGGGAAGACCAGCATGATCATCAGCTACATCTCCAACGGATACCCGG
TGGAGTACCAGCAGACCGGCTTCGACGTCTTCTCTGGTCAGGTCCAGGTGGATGGTTCTG
CGGTTAAAGTTCAGCTTCTGGACACTGCTGGACAGGAAGAGTTTGATGAATTCCGAGCTC
TCTCCTACGCCCACACAGACGTCTTCCTCCTGTGCTTCAGCATGGTCAACCCTACCTCAT
TTCACAACATCACCAAGAAGTGGGTGCCGGAGATCCGAGCCCACAACCCATCCTCTCCCA



TCATTCTCGTTGGGACTCAGATGGACATGATGCTTGACGTGAACGTCCTCATCAACTTGG
ACCAATGCCACGTGAAGCCAGTCCCGAGCACTCGGGCGCGGAGCATGGCTGATAAAATAC
GGGCCCACAGACTATATAGAGTGCTCATCCCTCACACAAAAGAATTTGAAGGAGGCGTTT
GATGCGGCAATCTTTGCTGCAATTAAGAATAAAGCTCGCAAGAATAAGAAGAGGAGGCTC
TCTGACAGGAAAACCAAAGCCTTTTCCAGATGCAGCTGGAAGAAGGTCTTCTGCTTTGTC
TGAATTCTCTCTGCCTGGGTTGTAAACTCATCTTTAATTTATTGAAGTGTGTCACGTTTA
CTGTCACCCCCTTATCTGTAGCATTCGGTTCTTCTTGTGATGCTTGAAGGGGATGCTCGG
ATGGGATGTGTGCGACTCTTCTCCGAGGCAAAGCCATCACTGTCACTGGGATGAACAGCC
ACCGTCTTGTTGAGAGGCAGACAGGAGTCCAGGTTCACGGCAGTTTGTCCCTGCACCTAA
AACAGCAACTGGGACCCTAAAAAGCTGGATGTGGAGCAGGAGGCGGCTGCACGCTGGTTT
CCCTCACAGCAGTTGCTGGTGGTTAAAGAGCAGAAAGATATGTGAGGACTGTGCCCCATG
AAGGTGCAGCAGCTGGAAGTGCAGGTTGCTGTGAAAGGTTGCACTTCTACATGCTTGTCT
GAGCTTCCTGGTCTGGTTTGGTTCGGGGATTTCTCTTGCAGTCACCTGCCTGTCGCATTG
GGACTATTAATACTTTTGAAGACGGATGCTGTGACTCACAACATTACAACATAACTCTAA
GGTTTCACGAACATAAAATTATATTCATGATAAAACAAACTTTCTGGCTTTTCTGCTTCA
ATTTGAGACGTGAACTTTTTGTCATCTTCTTAAGTTGGAAAGTCACAGCAAACTTGGTGA
ATGTGTTGCTTCTTGTAGAAGTCGTGATTACGGTTCTGTTGTCAAAC
>CL7439Contig1
CACGAGGCTAAAATGCTACCTAGATCTACATGATGCCTTTAACGACATGCATGTTTGTCT
CTTATATGTTTTTTCCAGGTCGGATTTTCTGACAGCACGACAGAGAAAGCCGTGCTGTTA
GGCAACAATTGCTTAATGTTGGATATGTTAGCTTCCCGTCTTCACCTATTAGCAACCCCC
CCTCCCCGTAGGCTGTGTTTAAGTTTTATTGTGGTCAGATAAATGGTCAGCAGTATGTGT
TGTGTGCGGCGCTGAACTAAAGACCTGTCTAGACTTTCGGAGTCACAAAGGATGATTTTC
AGAGACAAAAATCCTTTCTGATAGCTGTATTCCAGTGGGAAGGTCAAGTTTCCCCCTTGC
TGTTGTACTGTAATACATCTTCTACAATAAATTAGAACTGAACTTTTACAGCTAGCATCT
GTGGAAATGATGGTCACATCCTCTGTAATTCACCATGAAGCTCAGAATCGGACAAATATC
CNGGAGCCGAACTTTTATTGAATCTTTTTACTGTTATTTATTTTTCATTGACTTCTTTGA
AAAAAATGTAGATAGTTTTTTTGGTGGTTACTAATGTGTACAGACTTTGATCAAAACCTT
ATATAGTAATGAGATCATAGCTTTTTGTCTTTGTGAAGCAGTGATATTGTAAAAAATATT
AAGGTCTGAGGATTAACTGATTTTTTAACTTTTATTAGTTGAACTGATAAACAGTATATC
ATTTTAGCTGATATGCAAAACTGTGTATTGTGGTTCTTTAAGTGTAGTTAAGGGAATAAT
TAGGGCAAAGTGAAAGTCCATGTAGTTCTTTTATTTACTNGGAGGCAAAAAGCATTTAGG
ACAAACTCCCTGTTTTCCAATGAAAGAGCCATGCTGCTTCTGTTTTTTCTGTCAATAATA
CTTGTTTTTTTAAAATAAA
>CL7440Contig1
CGAGGGGAACCAGCCCCCGTGATTGAACCCGAGTACCTGCTGTGTGACGACTGTCAGAAG
CCTTTCATGGACTCGGTCCTCAGCAACAGCTTTGACTTGTCTGTGTGCGACAAGTGCAGA
GACACGGAGGGAAAGCATAAGCTGATCTCCAGAACTGAAGCTAAGCAGCGTTACCTCCTG
AAGGACTGTGACCTCGACAAGAGAGAGCCGCCGCTCCGGTTCATCCTGAAGAAGAACCCT
CACAACCCACGCTGGGGCGATATGAAGCTCTACCTGCAGTTACAGGCAGAGAAAAGGGCT
CTGGAGGTCTGGGGTTCTGAGGAGGCAGTGGAGGAAGCCAGGGAGGCCAGGGAGGAGAAC
CGGGAGGTGCAGAAACAGAAACGCTTCAACAAGAAGGTCAAAGAGCTGCGCAGGGCCGTG
AGGAGCAGCGTGTGGACCAAGAACACCAGCGGCCACCAGCATGAGTACGGCCCTGAGGTG
GTGCTGGACCCTGAGGACGACCTTTACAGAAAGACCTGCACCAGCTGTGGACATGAAGTG
ACTTTTGAGAAGATGTAGCCTCACAGAGTCGGCGTTCCCACTGCAGGAACCTCACAGGTG
ATGGGAACAGAAAGACCTGAGAACAATATTGTGAATTGATTCAGGGATGGACGTTCATTC
TTTGGAGCTTTTTGGCTTAGTGAAGCATTCATGATTAACCCTCGTATTATGTTGAAAAAA
AAATTACCTTGATTATGTTGCGGGTCACTTTGACCCGTACTGTGTAAATCCACTCAAAAC
AA
>CL7441Contig1
GCGGAAATTCTGCACCCTCCCTTTTCCTGAANAGCAACTTTGAGTACCTGAGAGGAAACT
ACCGCAAAGCTGTGAAGCTGCTGAACAGCTGCAACATCGCCGAGCATCCAGGACCCATGA
AGACAGGTGAATGTGTTCGCTGTATGTTCTGGAATAACCTGGGCTGCATTCACTTTGCCA
TGGGGAAGCACAACCTGGGCATTTTTTACTTCAAGAAGGCTCTGCAGGAGAACGATCACA
CGTGCGCTCAGCTGGGAGACGGCAGCAGCAGCCAGGCAAAGAGCTTCACAGGAATGCCCA
TGTGCGCCCTGCTGGCCAACAAGCGCTACGAGCTGCTGTACAACTGTGGCATCCAGCTGC
TGCACATCGGCCGGCCGCTGGCAGCCTTCGAGTGTCTGATGGAGGCCGTGCAGGTGTACC
ACTCCAACCCCCGGCTGTGGCTGCGCCTCGCTGAGTGCTGCATCTCTGCCAACAAAGGGG
GCTCTGAGCAGGAAAGCAAAGGCTTACCGTGTAAGAAAGGAATAGTGCAGTCTGTGATCG
GGCAGGGATACCACCGCAAGATAGTGCTTGGCGTCGCAGTCCGCACAGAACACCGCTTAC
AGTGAGGGTCAGTCAGCGGCCATCCCAGTGGCCAGTATGGAGTTTGCTGCCATCTGTCTG
AGGAACGCTCTGCTGCTGCTTCCTGAACAGCACCAACAGGACGCCATGACGGAGAGCAGC
TCCNGGAGCTCCAGCCAATCCGGAGGAGCCGAGAGCAGCTGTGAAAACAGCGACACCTGC
AGCATTAAGGGTCAGGAGACGGACAAGTTCATGTCTGCTACTCCATCATCTCCTCTCAG



>CL7442Contig1
GTCGACCTCCGGTTAGAAGACTGCAGGTTCAATTTCCACGGAGCCCACCCATATGCCCAA
GTGACATAAGGGTGGGCAGCGTGCCTCTGGTGGAAAAGTGGTGCCAGAGTTTGGCAGCGG
GGGGGCCATCAACGTGTGAATGTGTCTATGAAGACTCTCATTCATCCAGGTTAATTCCAT
CATAGTAGTAGGTTTAGGGGCTGTCATCTGGACTTGATTTTAAAGTTGGGGACGTTTCNC
CTCTTGTCCCGGGGGCTTTGTCCGTTCTGAAGTANCTGGTGGGAGAGCTGGTATATATGC
GCTCATGGGGGAGGAGTCAGACCTGAAACTGGATGGTGTTGTCAACTACATGGTTTCAGG
TCGTTAAGAGTCCTTTGNTCCTCAGATGGGGGCCGGGGAGCCAGTGACTCCCTCCAGCTC
TGTTGCCGGCTATTTCGGAGTGGACGGGGCCTCTGGGATGAGAGGTGAAACGTCTTCAAC
TTGTGTGTGTGAATGTGTAAATGTGTGTTACTGTGTGTGTGTGTGTTACTGTGTGTGTGT
GTGGGTGTGTGTGTGTTACGGTGTGTGTGAGTG
>CL7443Contig1
TCCCCATGCATAAAACATAGAAAATACTTCACAGCAATGACAATGATAAAAAATACAGAT
TTCATTATGCTAAAAAAAAAAAGAAACAGATCACTGGAGGCTCACAAATTGTTAATCGGA
TGCAGGTACGTGGAAAAACGATCTTCATGGAACTAAAAAAAAGTTTAAAAAAACGAATTT
TAATGCCATTCCGTTTAATCTAAATCCAACTCTGCATTTAAAGCCAAACTGAAAGCAACG
CCCCGACAAAAATGGGGTAAAGGACGGGGTTCAAAGTGCTGANATACATCCTTCTTTACC
AAATAATTACCCGCAATAAAGAAAAAAAATTTTAGTCCTTCATGTTAATCGTCCAACACT
TATCCCGGAGCAGGAACCTTCAAGTAGCGATTACTTCTACAAACCAAGCAAATTTGCTTT
AAAGCAGCTAAAATAGTCAAACGAAGCCGGTCACATGTTCACCTGCTGCTTGTGGACACG
AGCGAATGACAACACATCGTGTGGACTGGCACTACTTTTTTTACATTCCCCTGACGCGGC
TGTCGTCTGCGACTTCATCCTCAGGCGGGTGGAGGANA
>CL7444Contig1
TNAAAAAAAAAAAAAAAAACTTTCAGATTATAAGTCAGTAATAAAATTTAAATATCAAAA
ATACAGTTTGAAGAATCTTAGGGTTTTGAAATTAAGAACTAGCACACATCAAATATAAAA
ATTGAGATAATATACGGTATATGAAAATATGTAAAACAACTTAAGCCTCCACTCGCTCAG
AGGGAAACGAAAAGAATAAAAAACAACCAGCTGTTTGGGAACAAAAGGTTGACGCTGCAA
CGGAATCCCCAAAAACAGGAAGGCCAACAGTTTCAAGTGCAAACAATGGCCTCGGCCAAG
TCAACTCAATCACTAAATTGTACATGTGCAACTGTGCTGTCGAGATGGTACAGTCATCAA
ATGA
>CL7445Contig1
ATCGCCAACCAGCACCGTAAGCCGCTGGTGATCGTGGCGGAGGACGTGGACGGGGAGGCG
CTGAGCACCCTGGTCCTAAACAGGCTAAAGGTGGGGCTTCAGGTGGTTGCGGTCAAAGCT
CCAGGCTTCGGGGACAACAGGAAAAACCAGCTGAAGGACATGGCTGTGGCCACCGGGGGC
ACTGTGTTTGGGGACGAGGCCCTGGGTCTAGCCCTGGAGGACATCCAGGCTCATGACTTT
GGGAAGGTGGGGGAAGTCCAGATCACCAAAGACGACACCCTGCTGCTGAGGGGCGGGGGC
AACCCGGCTGATGTGGAGAAGCGGGCGGCGGAGATCGCCGAGCAGCTGGAGAGCACCACC
AGCGACTACGAGAAGGAAAAGCTGAACGAGAGGCTGGCCAAGCTGTCGGACGGCGTGGCC
GTGCTGAAGGTGGGGGGTGGGGGGGTGTTTGTTGTAGGTTTCCGTCTTTAATGATTTAAG
TAAAGCTTTTTTTTACCAAGCATTTCCTGTCATTTCTGATCTGTGATGTTCAGCAGAAGC
TTGAATGTTTGAATACTCATCAGTATATGTACTAATAAAGCGAGCAGCCACCAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAACTT
>CL7446Contig1
TGTGATAACATGACCGGTATGAATGACACCCTTCAGTCTGTGGGCCATGTGAAGTGCCAC
ATGGTTCCAACCTTGGACCTCTGTTGTTCAACATGTTTCCACTGATCAGATCATTCACTT
AAATCATGTTACATACTGAATGTATCCCAATGACTNTGAGCTTTATGTAGCTTTGTCACA
AAACCATCATCAGACTCTCTGCTGATGCAGATAAACTCCTGGANGTAGTCAAACTTGCTC
CAGCTGAAAAACTAAAAGACTGAATGAAAGAAGGAATAAAACTGAACAGCTGATTTCCAG
AGGTTTGAAGACCAATATTCAGAAATTTTGTAGTCATGATAGACTCAGATCTGAGCTTCA
GCCACACATGGAGACCACTGAGAAAATCGATTTTTACCATCTACAGTACAGACAATTCAA
ATGAATGGGAGGGTGTGTCCATACTTTTGGTATGTACTGTAGGTCAAACAGAGATTGAAG
CTAAAGTATTCTTCTCCTGCTGGCTGGACTACTGTGACAGTATTCCATCTGGAGCTCCAT
CAGTTTTTTGTTCTGTTTTATTTAGTTATGCTTTTGTCGTGTAATTGTGCTGCATCCTGT
ATTATTGTACTTGCGGTACAAGTAAAACTATGCTGCCTTTACTATAGAAGCTTTAATAAA
ACATATGTCCTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL7447Contig1
TTCGGCACGAGGGTGAGGTTCACCTGTACCGGGACAAGAACCTGCTGAGCACCATCAAGA
CCCCGGATGTGGTCACCAGCATCTGCTTCGGCCGGTACGGGCGAGAGGACGGGACTCTCA
TCATGACCACCAAGGGAGGGGGCTTGATGGTGAAGATCCTGAAGAGGACGGTGGTGTTCG
ATGACCGCGACAGCGCCCCCGGACCTCCACTGGCCCAGAGCATCCGGCTCAACGTGCCCA
AGAAGACCAAGCTGTACGTGGACCAGACCCTGAGGGAGCGGGAGAGCGGCGTGGCCATGC
ACCGCGCCTTCCCAGATGGACCTGAGCCGCGTGCGTCTGGCTGCCGCCAAGGCCTACGTG
AAAGCGCTGGAGTCCAGCCTGACGCCGATGTCCGCCAGCCTGTCCGAGCCTCTCAAGATG
AACGCCGTGGTCCAGGGTCTGGGTCCGTCCTTCAAACTGACGCTGCACGTCCAGAACACG



GCGGCGTGCCGGCCCGTCATGAATCTGGCCATCAGCTTCCTGTACGACGAGAACCTGTAC
CGCATCAGGGACCCGTACATGCGGATCCCCCTGCTGGTGCCCGGACTCATCTACCCGGTC
GGGACCTTCGTGGACTGCACCAACGACAAGGGCATCACTGACATCATCAAGGTGTTCGTG
CTGCACGAGGGGAGGAGCTCGCCATTGCTGACCGCCCACATCAACATGCCGGTCAGCGAG
GGACTGGCGCTCAGCTGAATCCACCCCCCCCAGATGGATCAGTTGAAGCCCACCAGCTCT
GCTGGTTTGGGGATTTCCATCTGTGATCTGCAGGTCTCCTTAGACGTTTACTGACACCTC
TGACACTTTATAAACTCTGTTAACACAGACATGTTATTTAAAGCGGCTGTCGCAGCCTGT
GAGTAAAACACGCTCACT
>CL7448Contig1
ACTGGTGGAAACCAGCGAAGTTGTGGAAAAGCAGAAGCCCAAGTCCAGCAACTTCAAAAT
GAGAAGGCCACACTGCAGAAGACAATCAGCCACCTCCAAAGCACCAGTGACCGTCATCAG
GAGGAAGTGGAGGCGCTGAGGTCAGAGAATGCTCAACTGACGAAGAAACTAGATTTAGTG
GAGAAGAAATGTGTGTGTGTGTGTGGGAATGAGTGTGTCACAAAACCATGGTTCTGCAAT
CTGTTTTTTGTGTGTCCATACATTGATTCCCAGATATCCATGTTGTGGTTACAGATGACT
AACTGCAGCTTCCATCATTTTTTCTTTTTTTTCAACTTTGAGCAGAAGTAGGAAATTTAA
TTTAGGCCATATTCCAAACAGAAAAATAAACAAAAGACTGTATTTTTAATTCATGTTACA
AATCTGTGTTTCATTCTACCATGACTCATTTTGTCCAGTCATGGGGAGACACTTGTAAAT
GTTCAGCTTTAATGGGGACTGGACATGAACACAGACTACTTTTCACATTCCCACCTGAGG
AGACACTATTTCCACACCCAACTGCCATCACTGGCTCAAATAAAGGGCAGATCCACATGT
TTTCACCTCATGATTTACAGGAAGAGCTGCTGTAGTCGAGCTTCCTGTGACCATAAATGA
TTNTGCAAAAGACAGACGTCCGTCCGTCAACATTCAAATAACATGAAAGTAAGAATATTA
AAGGGGGGGTGTTGATTGATACGGTCTAACTGCAGGAACTTTGAAAGCTGTTTCGATTCA
TAACATCTGGTAGAGTAAAAGCACCAAAACCTAAACTGTTGGCTCATGGGAGCTGATTAA
GACTCATTGACTGGATTAAATAGATTTGTACTATAGAACTTTAAAATGTGTCCTTTTTTT
TTTAGTAACTACATAAATCTGACATTCAAATAAAGCAGTTGTGTAAATATCTTAAAAACA
ATTAAAAATAATATTAAG
>CL7449Contig1
AAAATATATTTATTTTATAATAAATAATAATAAAATAAAAAAGACGTGTCTTTAATTCAC
ATTAAAAAATCTGCACAGAAGCAGAAACTCTCAGATCTTCAGGTAAGTCCTTTAACAGGT
GAGGACCGCGGTGCTGAGGGTAGGCCCCGCCCCGAGTCCCGGTTCTCTGTGGGTCAGAAC
CTGAGGATCTGAGAGTTCTGGAAGGTTTGGAAAGACTGAGGCGGTGTGAGATCTGCTGAA
TGTGGAACCGAACGTTGAAGGTGTGAACCGGAACCGTCTGGATTCCGTCGGCGGGCGGTG
AGCTCTGCGGCGAGCTCAGCACAATGTTCTGTTGTGACTGTGAAGTTCTAGTTCTGCGTC
CGTTCATGACCTTCTCCTTTCCTGTCCACTCACTCCTCCCTCTGCAGTTCTGTGTAAGTA
CCTCCACCTGCGTGGCTTCTGTAGGTGACCCCGCCCTGCTAACTCCGCCCCCTAGCGCTG
GATGTGTGATTAACGGCATTGCCTGTTGTGGTTCCTGAAAGCTGCTGCTGTTCAGATTTA
ACCCCACGGTTCTCTGAAGGCTTTGATGTTCTGGACCATCCTTGGTTCTGGTGGCGTGTG
GAGTTCCTGCCTCCCGTGTGGGTGTGGGGGGTTTGAGCGGGCGGGTGGGCGGAGTCTGGT
CTGCGTGTGCATCGCCGTAGAGCAGCTGCACTGACGGCGGAGCAGGAAGCGGTTCTGACC
GTCTCTGTTCTTCGTCAGTTTGACATGCTGGAAATGGACCGTCTGGAGCGGCAGCTGGTC
AACCTGCCGCTGCTGCAGGACCCCTCCTCCTACATCCCGGACACCATGGACCTCACGGAG
GACGCTCCGGCCCGGGAGTACTGGCTCTACTGCTTTGAAGAGGCCTTGGACGGCGTACGT
TCTGCAGAACAGGAACCGACGTGTGTGTGAGACCTTCGTGATAGGAACGGGTCTCTGTCC
TGAACCAGTGGTGAAGAGAGCCGTGGCGAGTCAACCCGACCCACAGGAACAGCCGCCGGG
CCAGAAGTCTGCCAAAGTCCGACCAAGCTGAAACCTTCGGACCAGCCT
>CL7450Contig1
TCGGCACGAGGCAACTGTCGTATTTTAATAAAATCTGAGTTTTAACAGTATCTTCCACTC
TACTGGTGACCTCAATTCTGGATTTTTAAACTTGAGTGGATCTTTGTGTAGTAGACTGAT
CAGTGCTGCACAGTAATTTATTTTTTTTTTAATTTTTTTTTCTACTTAAATCTTTGGGTT
AGTTTTTAGGGAGCAGCTGAATAACCAGGAAACTCCACAGGTACTGATTATGTCCAGTGT
CAAAATGACACCATCCCTGTAACATGGTCCAGACAATCTGTCAAAATCCAGCTGCTGGAA
ATCTATCAACACGAACTCACAACATCGCCATGTTCTGCAAAAATGGGGGGGGGAATAAGG
TTTGAGCCCAAATTCCTTGTTGCAAAGTTTCAAAATTCCTGCGTAAATTAATATTCTGGT
GCAGTTTTTGCAAACTGGCAGTTTATTTAAACATTTGCCTGAGTTGAAATCAGCCCTAAC
GGAGCTCTATTTACATGCTGCTACATGCTTTAGGCTCTGGCTGAGTCTGAAGCAGGGCGG
GGGGGGACGTCTGAGGACTGTGGTCCATGTGAAGGCAAGTCCTTCAGCTCTGCAGTTGTC
ATGGCTGGATATCCCACCCCCCAAGTCTTTCAAAAGACCTGGGGGGGCATTCTTCAAAAT
TAACGGTTGTCAATCAAAAGGCCACAACCCCCTTGAAGGAGTTGTGTTCTGTAAATGATG
CAGCTAATGAACCCCAAAGTGGAGCTGTCATGCAGAAAACGGACTGCAAAAGTTCATGTT
TGCTTGTTTCTGTTGGAAGTTAAAATTTTGTTCATTTTATTTGCTCTGCTGAGGAATGTG
TGTTCAGACCAGGA
>CL7451Contig1
AGATTCCCATCTTGGCCACTTCGCCACAGCTTCAAACCCTGCAGACGGCCGCTCCGAGCC
CACCTCTGCTCTTAGCCTCCCAGCCTCAGTCCCAGAGCCAGACGTCCACAAGCGCAGAGG



GCTTCATCCTGGACAATTCGGTGCTGCCCCCCGGCTCTCCGGCATGCACCTCCCACCAGC
CGACAGACATTGTGGGAGAGAACAGCGTGGTTTGGGAGCAGACGGCTGAGGATGAAGTTC
TGACAGACGGGACAGAAAGACACGTACAGCAGGCCCTCATTTAAAGACGGGGGCTGTACT
ATAATGCCACCTTTAAGGTAACTGTAGGCTCACCAATATATAATGTACTGTTCACACTGG
TAGCATTTTAGAATATCTGTATCAGGGAAAGATCTGTTTGTGTATGCCTTTGTAAATAAC
AGTCCTGCGACTAGCTGTTAATGTCTGTATATTGATTTCATGTTGCAGTGATGCAATAAG
ATTCCCCATCTCTAATGAATTAAGCATGGAACGTCAAAACTCGGCATCAAAGTGGAAAAA
GGTGATTTTTTTTGTATTTATTAAAAAAAAACACGGAGGCAGCTTTTTCTTCACCGATGA
AGAGGAGATGGAACAGAAAATACAGCGAAATGGAAAATGCCTGTAAGACGAACCGCTAGT
GAAACCGTGTTGACGTGTTTTTATGTGCAGCTGTTTGTCAGACTTGTCGTTTGTAGACTA
AAGGGAGGATAAGCTTTTCAAGACAAATGATTTCTTAAGCCGTCTCTGACTATTAAGTAC
ACCAAGGCTCAACTATAACTAATAATGGACAAACATGTTCAATATCAGCAAGCCACTTTC
ACAGATTTATCAATAATTTATTAACTGTAATGTCATTTAACTGTAATCTCTGATCTAATG
TTAGTTTCATTCAAGCCCAAAACAAGACACT
>CL7452Contig1
AGCGGTTTCTATACGGTGAAATTCGACTCGCTGCTGCTGAAAGACACGGTGGTCGAGGCC
GACTGCATCATCCCACCGCTGAGGGAAGATGATCCGCTGTCTTCTGACTCGGATATGGAC
GATTCAGGGGATGGAGACACCGACGTTTATGCAAAAGTTTTAGAATCCGCTGCTGAGCCT
GCAGGAACGTCCAGCAGCGGTCATTTTGGCGGCTGGGAGGCTCACACCAGAGGAATCGGG
TCCAAACTTATGCTTAAAATGGGGTACGAGTACGGAAAAGGTTTAGGGAAAACCCAGGAG
GGTCGGGTGGAGCCGGTGATGGCGGTCCTCCTGCCCAAAGGAAAGTCCTTGGACGAGTGT
GCCGAGCTCACGCAGAGGCGCACCCGCAGCCAGACGGCTAAGAACGGCCCTCAAAGCTCC
CGCCCCAAGCGGCGCAGGGAAGCCTCGGGCCCCCGCCGAGGGGCGCCGCACCGTCTTTGA
CTTTCTGAACCGCAAGCTCGGAGGCAGGGACTCTGAGCGGGCAGACGGGGGCGCTGCTGC
GCCATCGGCGCCGGCGGGGCTGGAGGCTTACAGAAGGAGGGAGGGGCACCAAGAGGAGTC
TGAACGTGAGGCTGTTCCAGGCTGCTGAGAGGGTCTCCCAGACCGAGAGGGAGATCCAGA
AACTGAGCGAGAGCCTCAGCAGACACACGGGCCGGGATGCATCCAGAGTGAAACAGCTGG
AGGAGAAACTGTCGGCGGCTCGCAGTCTGCTGGTCCAGCAGAAAGCTCAGGAGCTGTCCG
TCCAGAGAGAGCAAAGGAAGGCGGACACGCACAAGAAGATGACCGAGTTCTGAGCCCGCT
TTCATGAAAGACGGCGGCCTCTACTTTCTTTTCAGTTTTTGGAAGATTTTTTAACCCTAA
CCCTGGACAGTGTGGTTCACTTCCTGCTGGTTTGATTTGCTTGTTTTTATATTTTATTTT
ACTGCAGGATTAATAGTCAATCCAAATGAGATGTTGGTTTTTGTCATAAACCTTTGCTCT
GTCTTTGAATGCTGGGTTTCATTTTGTTTATCTGCACACCAGTAAACTCCAGA
>CL7453Contig1
GNCATTATGGCCGGGGACANATAATATTTAACGCCTCATCATGAATTTCTTTCTGGAGAC
AATCCAAGTGGTTCTGCTGTCCATCTGGTTCAATGTGGAGTCCTTCATCCACCTCTTCGT
GCCAAGGAAGAGGAAGAACATATCCGGAGAGGTGGTGCCTGATCACGGGGGGCCGGGCAG
CGGCATCGGCCGCCTCATGGCTCAGGAGTTTGCGGCTCTCGGCACGGTGCTGGTCTTGTG
GGATATCAACAAGGACGGGGTTAAGGAGACGGCCAGACTTGCTCAGAGCAATGGAGCCAT
CAAAGTCCACCATTATCTCTGCGACTGCAGCGACAAGAACGAGGTTTACCGGGTGGCTGA
CCAGGTGAAGCGTGAAGTGGGCGACGTCAGCATTCTGGTGAACAACGCTGGAATTGTAAC
AGGAAAGAAGTTCATCGACGCCCCAGACTCTCTGATCGAGAAGACCATGGAGGTCAACAC
CATGGCTCACTTCTGGACCTACAAGGCCTTTCTTCCCGCCATGATTGCCAATAATCACGG
TCACCTGGTCAGCATCGCCAGCTCTGCTGGGCTCATAGGAGTCAATGGATTGGCAGACTA
TTGTGCCAGTAAGTTTGCAGCGGTGGGCTTTGCGGAATCGGTGGGACTGGAGCTGCTCGC
CACCGTGAAGGATGGGGTCAAGACCACCATCGTGTGCCCATATTTCATCAACACTGGGAT
GTTTGATGGATGTCAAACCAAGTGGCCGACCGTGCTGCCAATCCTGGATCCACACTATGT
GGTCAAGCAGATCC
>CL7454Contig1
TTTCCTTACCCCACCTGACCCGTAGGCTGGACATTGCAGGGCGTGACATCACACGCTATC
TTATCAAGCTGCTGCTTCTCCGCGGCTACGCCTTCAATCACTCAGCCGACTTTGAGACTG
TGAGGATGATGAAGGAGAAGCTCTGTTATGTGGGATACAACATTGAACAGGAGCAGCGAC
TGGCTACAGAGACCACCTTCCTGACGGAGTCCTACACACTTCCCGATGGTCGTCAGGTGA
ATGTAGGAGGAGAAAGATTTGGAGCCCCTGAAGCTCTTTTCCAGCCTCACCTCATCAACG
TGGAAGGAGCAGGAGTGGCTGAGCTGGTTTTCAACACCATCCAGGCTGCAGACATTGATC
TCAGGGCTGACTTCTACAAGCACATTGTTCTGTCTGGAGGGACCACCATGTACCCCGGCC
TTCCTTCCAGGCTAGAAAGAGAGATCAAGCAGCTCTATCTGGAGAGGGTTCTTAATGGAG
ACACTGCCAAACTATCTAGGTTTAAGATCCGCATCGAGGACCCTCCCCGACGTAAGCACA
TGGTGTTTCTTGGTGGCGCTGTGCTGGCAAACATAATGAAAGACAAAGACACTTTCTGGT
TGAGCAGAGAGGAGTACCAGGAGAAAGGCCNGGGGGTGCTGAAGAAGCTGGGAGGGGGAA
TCAGATGAATTTAAAAAAAACAACCTACAATAACAAAACGACAAATTTTTGAACAAAATG
TNATAAATGCCTCTAACTTAGTCTTTGCTCTGCACCTCGNNTTAGCTTATTAGTGATTA
>CL7455Contig1
TGAGGCAGGGAGGACTGAAGGTGCTGCTGCCTGCACAGAGACGAGCTGAGGACAGAGTCT



GGACGATCCATAGTCTGACTCCTCTCCGGCTTGGGGGGCCACAGATGGGTGGAGCAGGGA
GGAGCTGGTCACTTCACAGTCGCCTCCAGCAAGACCAACGAGCCACAGACGCTCCTCTGG
CAGCCGGACCACAGCTGGAGCTGCACCACAACAAGACAGTCAGCAGCTCGTGTCCTGAGG
GGTGGACGCTCTACAGGGGGCGCTGTTATACAGTGAGCTCGTCTGTGGCCAGCTGGGCCA
GTGCAGACAGAACCTGCTCATTGCTCTTCAACAGCAGCCTGAGCAGCGCTGCCTCCAGGA
GAGACATGGCCTGGCTGTGGAGGTTCGTGGGAAGGAGGCCGTTCTGGATGGGTTCAACTG
AAGATCCAGCCCAAAGGAACCCGGCTGACAGTCAGCCCTCCCTCAGGCTGACGGGGGCTC
TGCTGGGTCACTCTGCGGGTGGTGTTGGTCCTACCTGCATGCTGGTTCAAAACCCCAGAA
GTTGGGTTTCCACAAGCTGCTCTGCTGACATTCAGCATCGGTTCATCTGTTCATCGCCAG
CTCCATCAAACTGAAACCCACCAGCTCTAGGACCTGTGACCCCCCCTACCCCCCACCCCA
TCACACGGTTGTGGTTCCATCTNTTATAACTTCATAATAAAGAGC
>CL7456Contig1
ATTCGGCACGAGGGGAAAACAGGACTTCAAAAACACACACACACACACACATACNAGCCT
TCAAAGGTGTGTGAACAGTCCTGCAGGTCCACCTCCTGCATCCCACACAGCATCACCTGC
AGCGAGCAAACACATCCGGGAGGAGAGGAAACGTCTTTGATGATCCTCCACAGTTTATGG
CAAATAGAATTACTGGAGCCACTGAAGTGGAACCACCTCGTTAAAGCCGTCCAGGAAGGC
TTTGGTCTGACCTTCAACCCCGCGGGAGAACCTCCACTCTGCCATTTGACTGCAGAGACA
CACCAAACCACATTCAGACTCCAAACTCATCTTCAGCTGTTAGGTCTTGGACCATGAACC
AAACCTGATGTACTCCTCCTTGTTCTCCTCAGTCACTTGGATGTTGGCGCCGTCAGGTTT
GAGGTCGTGAGACGTGATCTTCCCCAAGATCTCCATGTCGACNGAGAAAAACATCTCCNG
CCCACATTCCTCANTGTTGTTGTCCCTGAAAGACGATGACATTTCGTTTCTTATACGCAC
TGGTGAACAGAAATCAGTAGATCCTCTGCATCCGGGTTTAATAGCACTTTTCCTGTTTCC
NACATGTGGTATTCCTATNGATCTTTAATGGAGAACGTGCTGTGCAGAGTGAACTAACAC
TGTTGTGAGCAAAAACATTCCAAATCCCCCAACGTATCAGAACTGATACCATCTTTATTT
CGTTAAAAAATTAGATTGCAATATTTNATATGGATTTCATCAAAGAGTTTCAAAAACATC
TCAACTACTAAACACCTGAATTTTCTGTCAATTCTTTGATGTAGTAAATTAAAATGATAA
ACTGGTGAGACGTTTAGATTTTACTGTAGTCTTATGAATTACTGTGGAATGATTAGCACG
TCAACACAAACTCAGACCACTTTGACAAAGTGCTGATGAGCAAACATGAAAAAAACTCAA
CATGTCAGATAAAAATTCAAAGTTTTAGGATCATGAAAATGTTCCCAAACATACAGTATT
TTCATTTTGTATTTTCTTCNAGAGCCGTGTTTTTCAACCTCTTNTGAGCCAAGGCACTCT
TTATCCTGCGGCACACCAGCATCCAAAGATTGAATAAAAGAGAAACTCATAGTCTGGTTT
GATGTACAGCCCCTTCACAATGTTTTTTCTAAAAGATGTAATAAAAGTTAAGTTAGTTTT
CCATAACAATTTTCAACTAAATTATTTGAAATTTTACCCTGTTAGTTGTTTTTCCCCTTC
AGTTTATTAACATGCAATTTTTTGTAACATCACAAAAAAACAAA
>CL7457Contig1
TATGTGTTTATTTTTGGTTAAGAATACAATGATAGCAGAAATGTAATTTGTTTAAAAAAA
ATTAATGAAAATTAAAGCTGAACGTATAAAAGCAGGTCAGGTATGTTAGTTAAAAAATGA
ACAGAATCCTGAAAATGCAGGCACCATATAAATACAGGCAGGAGAGGCTGTTCTTTACCG
GAAACCGGTTAGTAGAAAGTCCTGACACATAAATGGACACGTCTTTTTGCTTTTAAATCT
ACAAACACTTGCTCAATTGGTGTGTGGAATGAAAAATCCATGCATGTCTCGGTGAAGCTC
AGTGTTCACATTTGCTCGAGCTACTTCTTTAAAATTTCTGCCATCGAGGATCAGGATGAA
ACTCGACTGACCCGGTATACAGTTGATGACGGAGACCAGGACGACTCCATCATCCTCTGA
CTCGCCGTTTGGTCTGGGGACAAACACCGGCTCTGAGGGCCAGCAGTTTTCTTCACTCCA
GTGAACCATTTTTTTGGTTTCTGTGTCAAACTTTGCAACCTGAGTTGACAGTACTGATTC
TTCCACGATGTTTCCATAGACAAACTGGTGCTTCTTGCCATTGAAGTCATAATTGATGCG
AGGCAATTCAAAACCTTCACACAGGACTTCGGCCTGGCATGTCAATTTGCCTTCTTTCTG
CTTCACAGCGGTGGCAGTTGTGTATCTGAGTTTCACCATGTTCTCCCCCACTGCAATGCC
CTTGTCAGACCTGATAGGAAGTACAAATCTTCTGTAGTTTGGTTTGGTGTAGCCGTTGCT
TTGGAAACTAATATCTTTCTTCAGGCGGCTCA
>CL7458Contig1
TTCGGCACGAGGCGTGAGTGTGTTTGTACAGACTGACAGACAGCGCCCCCTCTGGCCGGC
CGTGGTCTCTGATCCAGAACCTTCATCTTCTTTTTCGACTCCGTTCAATGAAGAAAAACG
GCGTCAAGAAAAAACCCCTGAAGAGTTGGAGATTCTGACTCTTCTGTGGAGATCAGTATT
TTCTTAGAGCATCAATAAAATATTTTTAATTATTTAAAATCTATAAAAAAAGACCAAGTA
ACTTTAAAGTCATAAACACAAATGAAAAAATCAGAAATATTTGGCTTCAATTTCATGCAA
AAATATTTAGTTTGAAAGCAAAAAGATTACATAAAAGCATGAAATTGTAATAAAATTACT
ATGAAAGTTGTGGAATTAATACGTTTTAATTTAAACATTGTAATTACATTTAAGATCTAA
ATATTGATCCCACCACGTAAATTCAGTCAAGTTTTTATTATTTTATTGTTTTTAATGTCA
TTGACAAGTAAAATTCTAAATAATTTTTCTAATTTTTTAGTTTGTTAAAATTCACCTTTA
ATTTAAAATGGTTTTGTGTTGAAAACTTTCATTTTTTTGGTCAAATTTTAGTCATTTTCC
ACAAAATTTAGCAAAAAAAATCCCACAAAATGCTGCAGAAACAATCAATTTGTGTACAAA
TGTTTAACATGGAAACTGGAGTTCCACCAAACGGCACTGAAACATCAGAAAATGTCACAA
TTTTTGCATTTTTTAACTATTTGAAAAAGTCACAGGCTTGATTTTATTGTTTTTCTTGAA
AGGCGTTTCTCCTAGGAAGTCTGCTGGAGTTTAGTTTTCCGTGGAACGCCGTTTTGCTTC



CGGGTTGCTTATGATCTCTGCAGAGCGGATGACGCTCTGCTCCTGAGGCCGCTGGGAACT
GACGGCTCTGCAGAGACGCCGCATGCCGACGGCTTTCCTAGTTGGTGGTGTGAATGTGAA
GCCCCGCCCCCTTTCCGGTTTGGTTCAGTGCCTTTTCTCTCAGACACTCGAAATAAAAAC
AGGAA
>CL7459Contig1
GACCTCCNAACAAATGCACAGCAGTCACGATCCCTACAGTCAGCCGCCTCCACCGACCCC
CCATGACGGGCCTCCCCCAACTCCATCTCTGGGACCAGAGACGTTTCGCATTGCCACTGT
AACAACTCGTAAACACAGCAATCTCATCACAGTGCCCATTCAAGATGACTCGTCTTCATC
ACGGGATTCCCATCCTGGTGGGCCATGCCCCAGCCAGCCCCCGCATCACCACCCTGGAGA
CTATCCTGGGCAGCCGCCTGTGGTGTCACACTCTCACCACATGATGGCGCCACCTCAACA
GCACTTTGGTCCACCTCCTCCTATTAGTCACCCAATGCAGCACCCCCCCCAGGGCTCTGG
GACACCACACATGGTCTACAACCAGGCTCCTCCCCCCATGTCTACAGCCCCGCCTCCCCC
ACCAGGGCACATCATGCCCCCCTATATAAATCACCCACCTCCAGGACCTCCCCCACAGCA
CACCGGACCTCCTGTGAAATGCCCCCCCACCTCACCACTACAACCCCAACTCCATGCAGC
CGTTCCCTGAAGACCAGGGCACCCTCAGCCCTCCGTTTAACCAGCCAGGAGGACTCAGTC
CTGGGATGTGGCCTGCTCCCAGGGGGCCCCCGCCTCCTCGAATGCAGGGTCCACCTCCCC
AGGGACAGATGCCAGGCCCCCATCACCCAGATCAGGGCCGCTATCGACCTTATTACCAGT
AAACTGAAAGCTGGTTGAGTGGGAAGTCGTCGGTGTTGTTCTTTTCCATACCGCTTGTCT
AAGTAATGTGATAGTGAACCTCAGGATTTCAGGATGTAGAACTTTGATTTGGATAAAACT
GCCCACATTCAAATGTGTGTATGGTGCACATTTTAGTTACCTGTGCTCCACTTCCCCATG
AGCGCACTAATAATTTGGAGAAGAGCAGGAATGTCCCTTTTTTAATAGCTTATTGGAAAG
GATCTCTGTATATACGTCTGCTGAGTCAATGCTGAAGGAAAGACGT
>CL7460Contig1
TTTTTTTTCGTTTTTACAATCAAGTTTGGTTTGTCAAGAGAGGAGGAGCGTTGAGGAGGA
GAGGAGAACACAGAGGTGGTGCTGCCAGCTCCTGCAGATGCAGGGTGGACTCACATTATA
CCAGGGAGAGAAACACCTCCATAAAGGCTGGGTAATTCAATTTGCTGCTTGAGTCATTAG
GTGTAAATAAAGGTGTAGATACGCATTTGCAGACTATTTTCAGTTGTCTTCGACTTACAA
AACTGATGTAAAATGATTGAAATATGAGTAAAATGGCCGCTTTGTTGGTTCAGATTTTCT
CCCCGCAGCCTTTGCAGGTTGATTCTCCAGTGTGGTCAGTCTGTGACCTCGCTCCCTCTC
AGGGTAAAGCACAGGAAGGTTCGATGTACAGTAGAAACCTTTAGTTGGAGGTCAGGTTGG
GTGTTAGCCCTGACCCTGACCTCTTGTTATTTTACGAACAAAAGCAAGAAAAATAATATG
TTTTACCCAGGGGTAACACCTTTACGTTTAAAGAAAAACGATCNGAAAATGTACAGTNTG
AACTTATCCTGTAAGTAATTCTTAAACAAAATATTTTAAACATACAGAGTTCACATACAA
GTTG
>CL7461Contig1
CACGAGGGTCACCTGTCAGCAGTTGGCCCACCAGGACTTCCTCAAGGTGAACCCTGACAG
TCCACAGTATAAAGATGTTGAATACGTTCTTCTGGATCCCTCCTGCAGCGGATCAGGTAT
GGTGTGCCTGCAGGACAGATCCTCCGCTGACCAGACCCGTTTGGCCTCACTGGCAGCTTT
CCAACTGCGATGCTTTGAACCACGCAGTCAGATTTCCTCGCTTGAAGCGCTTGGTTTACT
CCACCTGCTCCATCCACAGTCAGGAGAATGAAGAAGTCATAACTGCCTTTCTTCAACAGA
ACTCTTCCTTCAGGTTGGTGCCCCTCTTGCCTCAGTGGCCCGAGCGTGGCCTGGCGCCGC
TCTCGCAGTGTTTGCGTGCGAGCACATCAAAGACCCGCACACACGGCTTTTTTGTAGCAC
TGCTGGAAAAACACAGCGAGGCTCTGAGTTCAACACTGCAGCTCGCCGATCAGATAAGAA
CTGTGGAAGAGAAGAAAACTGTCGCTTTGGAAGCTTCAGACCCAGAAGACCCACAAACAC
CAAACACTGAAGATGCACCCAGCGGCAAGAGGAAAAGGCCAAAGAGAAAGAAGAAGAAGA
TGGAGTGAAATGAGCATTAAACATCTGCAGCATGTTGCATTCTCAGACAAGGGGATGATT
GTAAAGATTAGTTATTTTACTATCGCCTGCTCGTCTCAGTATTGTGACTTATAACAGACT
TTAATGCTTTAAATGTTCTCTTTTTATCTGTAGATAGATCAATCTCTTCATAAATTCTGT
ATAGAGGGTTTATATGAAAGCTTGTCACAACTACCACCATCCTGATAATAAAAACC
>CL7462Contig1
ATTTGAGCGGAAATAAGTGTATATTTTCTTATGTTTAAGGCTTTCTCTGTCTTTGAAATC
ACAGGTAATCAAGCAACTGATGAAGAAAGAATTTACTTTGGAATTTTCCAGAGACAGGAA
GTCTATGTCCGTTTACTGCACTCACAATAAAGCCCGCTCCTCTTTGGGCAAGATGTTTGT
TAAGGTAAAAAAACGGCATCAAAGATCTGACAAATTCAACTATTTAACAACAATGTTGCT
GTTACAGTTTGTTTATGAATCCTATTTTGTTCCCAGGGTGCCCCAGAGGGAGTGATTGAC
AGGTGCACACACATCCGCGTGGGCAGCACCAAGATGCCAATGACTCCTGCCATCAAGGAC
AAGATCATGTCCGTGATCCGAGAGTACGGCACCGGCAGAGACACGCTGCGCTGTCTGGCT
CTGGCCACTCGA
>CL7463Contig1
TTCGGCACGAGGATTTAGACCAATAGTAATGAAGAAAACGCAGCTTATCCTGCCTCTGGT
GTGAGAGTCTTTAAAAATACAAGTCCTTTCAGGAAACACAGACAGACTTAAAGCAGCTAA
AAGAAAAGTGCTTTAAATTTAACATTTCAAGATTTTTTTTAAATATAAGAATAGATTCCG
TCTGTCCCCTGCTGGGATATGCAGTATTATCGACACTACAAAGGCTCTTAAAAGATGCTC
CGGCCTTGAGTCTGGGGAGGTGAGGGGTTGGCGAGGGGTAGCACACGCTGATGCCTCGTA



AAGAGCCAAATCCAAAGACAAAGCTCTCCTCTGTGCTAGTTTTTAATTTTAGTTTTTGGC
TTTTCGGAGATGCTGGTGTCACCAGCAGTGGCTGGACTTTTCTCTGAGGGTCCCTCAGTG
ACCAGGAAACAGAGAATGATGGGATCCACCCCCTCAACACCAAACCAAATGCAAAAAAGC
AGGATCTGATTTATGGCGTAAAGCCCTGCTTTTCAAAATAAGAGTTTAGACGCAATACTA
GAGCAGTGCATTTTGTTTTAATTTATTTTTTTCTGGAATTTTGTTGTTTTTTTGTTGTAC
TTCTGTACATTATGCAAGTATGAATATTATTACGCTCCCTGCANAAAAAAAA
>CL7464Contig1
TTATCGCGCTGGCCAAACGGCCGTCAGTGAACAACAGGAACATCGGTGGAAAGATGTCAC
TCTGGTTTATCATGACAGCAAGACGGTAGAAAAGAGCAGCGTCCTTCAAATGTCTCTATG
ATGGACATGACAGGATCTCTGTCAGTCACATTTGACCATCAACACCAATGTTGACTTTTT
TCTATCTTGTTTCCCTTATTTAGCTTGATACAGAGTCAATAAGTGTTTGTATTATCAGTT
AATGAAAGACATTTTTGATCCACATGTAAGTATCAGAGGTAATGGTGTGTAGTTGTGGAC
TTTGATTCTTTGAAACAAACTTTTTCTTCATCATTTGGACAAAGTCAAGCAGTCAGAGGA
AGACTTTCCTTCTGAAATTGTCCTTTTGACCATATAAACCACTTTCCTCCTCATCCTTCA
GCCGCAGCCGAGCACGCCTGTAGTTACTATGACAACGCGTCACACCGCGCACCAAATAGT
CGACGACTTGTGAGGAAACGATGTGACCGTTAAAAACAACAAACTTCTGATTGATTTAAT
GTTTATGTCTTCTGGGAGCGGGTAAAAGCGGGACGCCGAAAACTTCCGTCGGCTCAGATC
TGCATCAGAAACCGGAATCTGCTTCCCTGAATTCTGCAATTGCAGGCGGCACATTGAAAA
TTCCCTTTGTGGTGATGAAGCTTCGCCTCCCAACCGCCAGGATTTTCATCCTGTCTGTGT
CTGGGA
>CL7465Contig1
GGGATTTTCTCGGGTGTCCATCCTCCGGCGTGACCCCTCCAGCGCTTCGTTGCGCACAAA
AGCCGTCTGAATTGCACTTTGATTTAATTTTTATTTATTAATTTATTTTTGCGGACGTGC
GCTTTTTGGGGAAAAAATGGCCAACTCGGGCATCCAGCTGCTGGGCTTCTTCCTGTCCCT
GCTTGGCATCGTGGGGCTGATCGTCGGCACCATCCTGCCGCAGTGGAAGATGTCCGCGTA
CATCGGGGACAACATCATCACCGCAGTGGCCATGTACCAGGGGCTGTGGATGTCCTGCGC
TTTCCAGAGCACCGGGCAGGTGCAGTGCAAAATCTACGACTCCATCCTGCAGCTGGACAG
TGCACTGCAGGCCACCCGAGCCTTGATGATAGTCGGCATCATCGTCTCCATCGCAGGTCT
GGGCGTGGCCTGCATGGGAATGAAGTGCACCACCTGTGGAGGAAGCGAGAAGCTGCGCAA
GTCCCGGGTTGCCATGACAGGAGGAATCATCCTGCTAGTAGGAGGACTGTGTGCCATTGT
GGCGTGCTCCTGGTTTGCTCACAATATCATCAGAGCTTTCTATAATCCTTACACTCCCGT
CAACACCAAGTTTGAGTTTGGAGCTGCTATCTTCATCGCATGG
>CL7466Contig1
CGGCACGAGGCTTAGGTCAAAGTGTAACCTTAATGCTGCTGAACTCCTCTGTACACAGCG
TGTCCGTGCTCAACCCAAATGCCTGCATAAATACGCCACTTGGCAGTTATCAGGTTAGGA
TTTCGGGTATCTTGACTCTGCTTTTGTAACAAAAAACAGAACAAAACTGTTTGTTCTTTC
GCCTAAAGAATGTTTGTTGAAGTAAAAGGACTTCTTAAACCTCCAGATGAATGTTAACCA
TTTGTAAACTGAGATGGAAGCTACAGCTCCATCCATCCATCCTTCCTCCCACTTTGGCAG
ATCGATCTTGACTGTAGAATGTGTATGACTTCGCTATTATGCCTGTATAGAGTTTTTGTT
TGTTTGTTCGCTACATTGTATGGCTTTTACTTTTTCCAATGAATAAAAGCTACGTAAAAT
CTAANAAAAAAA
>CL7467Contig1
NAGCCAAGCATGGCTTTAGATTTTCAAAAGGACACCAACAGNAGTGGAGGACGGAAGACA
ATGAGATCATTTTGAGATTTGTGTTCGCTCCCCTTCAGGGGTCCTTGCCGCTGGACTGGA
ACGGCCCGGTTCCTCACAGAACCGCTCTGAACCTGATCGGGAGAAGCAGGGAAGGCTTCC
TCACCTCCAATTCTTTAGTCGAGTCCTGAAGAGGATTTTCTCCACTTCCCAGAAGTGATT
ACAATTATGTGTGAATTCTTGTCAATGTATCAGAACATACATATAGCGACCAAGATAATG
CTTTTTAATGTAAATCACTGCATCCTTTCCCAGATTTGAACTTTGAAAATGTCTAGAGCG
GAGGACCGATAACCTGATTGGAGAAAGATTCTTACAGATCATTCAGCACATTTTCAAACT
TGAATCTGAGACAAAGCTGTTCTCTGAAGGAAGGGGCGGGGCTATGCAAATGAGGCTCCG
TAGAGCAGCTGAAGGGGGCTAACAGGGTTGAACACGACCCCAACAAACCCCCCCCATAAC
AAAAAAAGCACACTTTGATGCCAAACCTTTGCAGTCC
>CL7468Contig1
GGGATTCCGTTTAATATGGATGAGGTAAATTGAGGCCAAGATAAAGAGCAAAAGGCTGAT
TTGAGAAGGCGGCTCTGTGACGGATCCACTGTGACGCCTGATCTGTGTTTTGCCAGTCCT
TCTTCATCACCTTTATGGTGGACGTGTTCCCCACGAGCTGAGAAACAGGCCGACCCTCCT
GGGTCAACAGGAACGGGACATCTCGTGTCCACGCCTCAACCCGGTTACTGACAGAGTGAC
TCCCTGATGTAAAGTCCAACTTTCCCATCATTTTAGTGAGGTATCCATTCTCTTCCAGCA
AATCCATCCATGTGGTGGCGTTAGCCTCCAAACACTTGTAGTTGTTCCATGACTGTGTGA
GGTGAACAAACTGACCGCTCCACATGGCTGCTCTGGAGGGGCAGCAGATGGGGGAGTTGG
TGTAAGCATTCAGAAAGGTGGAGCCCAGCTGTCTGAGGTAGTTGATGTAAGGCAGCTGCA
CGACTTTGCTTCCAGGATCAAAAGACAATCGCCCATCAAAAGCATCACTCATTACCATGA
CGATGTTGGGTCTGGAAACATTTAGGCAAATGCTTTGACCAAAATATGAGAAGAAAAAAG
TGAAAGTCACCAAAAACATTTTCTCCATTCACCTCCTAAAACAAACCGGTCCGAAACATG



TGTTAAATTTAAAGGAAGTAATAAAAGCAACACTGTGCAATATCTATTTGGTACTGTTGC
GCTGTGTTTCCGCTTTTAGGCTTCCCCCGGCCATAAGGCCCGGGTTAAACGGCGCGCTGA
AGGA
>CL7469Contig1
ACGCATTTAGTCTTTAAGATAACTGCAGTTCGGATTAACGCGAGGACGATGGGCACCAGG
GATGACGAATACGACTATTTATTCAAAGTGGTCCTGATTGGTGACTCCGGCGTAGGAAAG
AGTAACCTGTTGTCCCGCTTTACCCGCAACGAGTTCAACTTGGAGAGTAAGAGCACCATT
GGGGTGGAGTTTGCCACGCGCAGCATCCAGGTGGATGGCAAGACGGTGAAGGCCCAGATC
TGGGACACTGCCGGTCAGGAGCGTTACCGCGCCATCACGTCAGCGTACTACCGCGGAGCA
GTGGGGGCTCTTCTGGTCTATGACATCGCCAAGCATCTAACCTACGAGAACGTGGAGCGC
TGGCTGAAGGAGCTGAGGGACCACGCCGACAGCAACATTGTCATCATGCTGGTGGGCAAC
AAGAGCGACCTGCGCCACCTGAGGGCCGTTCCTACAGACGAGGCGCGGGCGTTTGCTGAG
AAAAATGGTTTGTCTTTTCTGGAGACCTCCGCTCTGGACTCCACCAACGTGGAGACGGCC
TTCCAGACCATCCTGACAGAGATTTACCGCATCGTCTCCCAGAAGCAGATGTCGGAGCGC
CAGGAGAGCGACATGTCGCCTAGCAACAATGTAGTGAACATCCAGGTGCCGNCCACCGAG
AACAAACCAAAGATGCAGTGCTGTCAGAACATCTAACCGGGCCTGGAACCG
>CL7470Contig1
GAGGCTTTTGTCCTTCTTAAACATGCCTAAACCTTTTCGTATATTTGATATTTTCCTTAA
AGAAACGCACCCNAAATTTACAAAATGTATTTTCTATTCGTTTGAAAAAGAATTGCTGTT
TTTTTTTTAAATACTAAAAATAAGTTATAAAAGCGATACATAGAAAACTGCCTTCGTTCT
AATGGTGCCTCACTAAAATATTATAGAAGAAACCCCGTTTCCCTTTAATGTCTAAATTAA
GATTTTACAGACAAATTAATAATTTTAAAGCATAAAAATTAAAGATTAGACACTGAAAAG
AATATAAAAAGTGATCAAATCCAGAAGCTAACTCCACTTTCCTTTATCCTTTATGTAAAA
TACCACTCTAAAAATGACTTTTATGACTTTAAATGTATTTTTTCTACATCTTTAAAAATA
ATCTGTACATAATGGCATGTGACACTGTTTTATATATGTCTTTTCTTGACTTGGTACTCT
TTAACTACCGCAAAATGTTAAACTATGCATGCTTTTTTTATTTTTAAATATTCCCATGTA
TATNTTTCAGTATGTTTGCTGATACTTAGACGGTGCTTTTTTTGGACATACAAGTGTTTT
GTTGCACTTCTCTGTTTGACAGTATTTTCCTCACAAGGCATTCCTCTTGCTTTTTTTATA
TTTATTTAGCTCTTCAGTTTTTCTTTGTTTCTGGCCA
>CL7471Contig1
CAGCAGTTCGAGTATGGCGAGGACCTCGGGGTGACCGCTGTGGCGCTGTACGACTACCAA
GCAGCTGGTGACGACGAGATCTCCTTCGACCCCGATGACATCATCACGAACATTGAGATG
ATCGATGAAGGCTGGTGGCGTGGCGTGTGCCGAGGAGCCTACGGCCTCTTCCCCGCCAAT
TACGTGGAGGTTCGGCAGTAAGGAGCGGCGGAGGGCCAGCCCCTCCCCCGGAGGCGGAGC
CTCTGCCGCGGTCTTCCCTCCCTTCAACTCATGTTCGTGATTGGACACAGAGAGACGTCG
TCGCTCCTTTTCCCGCCTCAGACCGGCTTTCAGGTCAGGCGGCCTCCGATCTGTCATTCA
AGTCATTCCACAGGTTTAGCCCCCCCTGCATCANCNCGCGTTTATTACCCCCCCCCCCCC
CCC
>CL7472Contig1
ATTCTCCGCATAGTGTCTTGGCTCTTCTCCATCGTGATTTTCGGCTGCATCGCTAATGAA
GGCTACATCAACCGGCAAAATGAAATGGAACAGTACTGCATCTTCAACCGCAACCAGAAT
GCCTGTAATTACGGTGTCTTTATGGGCTCCATGGCCTTCCTCTGCTGTATTGCCTTTTTG
GCTCTGGACATCTACTTCCCTCAGATCAGCAGTGTCAAAGACCGCAAAAAGGCTGTACTG
GCTGATATTGGAGTGTCAGCATTCTGGTCCTTCATGTGGTTTGTGGGTTTCTGCTTCTTG
GCCAACCAGTGGCAGGTCTCCAAGGAGGAAGACAATCCCCTCAGGGAAGGAGGGGATGCA
GCTCGGGCAGCCATAACCTTTTCCTTCTTCTCCATCTTCACATGGGTCGCTCAGACTATC
TTCTCCATAGAGAAGTTTAAGAATGTGTCATTTGAAGAGGAATACACCAAGCTGTTCCCC
CCTCAGCCTCACCAACCTTTAGTATAAGTGTTCTGTCTAACTCTGCCTTCATCCTGCTGC
TACAATAACCCTCTGCAAATGAACATGCTCCCACAGTGGCTACTCTTGGTTAAAGGGCTA
CTGACAACACCAAGAAACTGCTGTTAGCAAGTGGAACTAAAACCCAGCTGTAAGAACAAC
TGCAGATNTGAAGCGATTGCGTTTTCTGACAGCCAACAGGGTTGATTTAGCCCCAAATGA
GTATACATCTTGATCATTTTTCTTTACAAAATGCACGATTTCGGATATAAATGCTAAAAG
TCTTTTCTTAAACGTGTACATGGCTCCTCAAG
>CL7473Contig1
TTTTACATAGTCCAATATATCCATTTACTCTACAAGATCTTCTGCTTCAGGAGTTCCCAT
CGTGGCACAGTGGTTAAAGTATCCGACTAAGAACCATGAGGTTGCGGGTTCGATCCCTGG
CCTTGTTCAGTGGGTTAAGGATCCAGTGTTGCCGTGAGCTGTGGTGTAGATCGCAGACTC
AGCTGGCCTTGCTCAGTGGCTTGGATCCTGCATTGCTGTGGCTCTGGCGTAGGCCGGCAG
CAACAGCTCCGATTAGACCCCCAGCCTGGGAACCTCCATATGCCTCGGGAATGGCCCTAG
AAAAGGCAAAAAGACAAAAAAAAAA
>CL7474Contig1
AGGAATTCGGCACGAGGTGGAACTTCAGACCTCCTTTGTCCACATAAAGTCTCCTCCATA
TATTTATTTTTTTGGAGCAGATTTTTGCAACTAAAGTCTAAAAATGGATTCCGATGCTGG
TTCCACATGCAGCCGCTCTTCCTCTCCAGACCTGGTGGTGGACGACTCTCCTGGAAGCTT



CTTCTCCAACAAGATGTTCCAGAAATACTGCCATGATGACACAACAGACAGCAGAGCGGG
TCAAAGCAGAATGGAGCACTGCAGCGGGGCTGGGAAGAACAAGAACAGGTCTGAGCTAAG
CAAGGAAGAGGTGCAAGACCTGAGGCTGAAGGTCAACAGCCGGGAAAGGAAAAGGATGCA
CGACTTGAACCAGGCCATGGACGGCCTGCGGGAGGTTATGCCATACGCTCACGGACCTTC
GGTCCGCAAGCTGTCGAAGATCTCCACTTTGCTGTTGGCGCGCAACTACATCCTCATGCT
GTCCAGCTCCTTGGAAGAAATGAGGAAACTGGTCGGGGATGTTTATGGAGGCAGTGCAGC
TGCCCAGAACCGCTCCACTCCCCACGCCACAATTACCCCTGCAGCCACGTCTGCTCAACT
CTCTCTGCACCCTCTGGCCCAGTCCCTGCATCCACTGGTGGGCAGCACACCTGCTGCCCT
GCAGCACCACTCACCTTCTGCCTCTTTAGCTGCAGCTCCACACTCCCCTCCATCAGCCAG
CTTTCTTGGGTTTCACGCTCCACTGCAGGGCCTTCTGAAGGAGCCGCTCCACCTGAGCAG
CTCCTACAGGCACTTCCCTGGGATGCCTTGTCCGTGCACACTCTGCCAGCCTCTGCCCAC
CACTACCTCCACATTGCACAGCTTGTCTATTAACAAGTGACCAGGACACCTCAATAAACT
GACACCAACTGTTTGGATTAAATGAACAAAATGGACTTTGAACAAAAAACTGATATAAAG
TGTAAATGCTGTACATACAAACTGCTGCTACTCGTTTTATATTATTTTTTGAGTTATGTT
TGTATAACAGTATTTTAAATGTCATAAGGATTTTTACCAAAGTAGTAAACTGTGTAACTT
ATCTGATATATGTGCCGATAAAAATGTGAAACATGGGAACAAATGGATTGCAATGTGCAG
G
>CL7475Contig1
CCGACAAAGGCACATAATACACTAAAAAACATGTATAGATTGATCTCATAGTGCACCAAA
GGTGCAAACAGCGTCAGTGTAAACAGTGTCATAACTGTAAATCTTCACTGAATATACAAA
ATAAGGAATGAGGGGGGAAAAAAACAAAAAAAAAACAAGATGGTCTGTAAAAGATGACAA
ACATCAACACAAACATGTTATGGCAAAAGATCATCAGTGGTCCACAGAAATTCTCTAAAG
AAATAGTGAAATAATTATCCAAAGAATCAGCTCACAGCTACATAATGAAATTTTTTGCGT
GTTATTCCAGGATTATAGAGGAATGACCCTTGCATCACAGTATAACCCGCTCCATCTCCT
TCCCATTGTTCCTTAACAATGAAACAGAGCTAAATCCCAAACAGTTATGCAAAGAAAACC
AAGCGACCAGCTCTGCTTGTGTTTCCTCTCCGTATGTTAGTATCTGCACTAGAGCGCTGC
AGTGAGGTGCTATAATGCTCACAGGGTAATGCAGGGAGATTGATTTTTTTGGCCTTTAAG
AGAGAAAGGAGGAGAAAAAAAGCTGGTGTTAACAGAAAAGGCCTCTGTGTATCTCCTATA
AGCATTAATGACACTTCCTCACACTTTGCTGCATCACCAGAACCCTGTCATTCCTGTAAA
AGACTCTAGTAAAAAAAGAAAAAAGAAACAGTCAGTTCTT
>CL7476Contig1
TNTTTNTTTTAACGGAAGAAAACATTTAATGGCATTTCCATTTTCTGAAGAAAACATGTT
TCCTTTTTCTGTCTGTTTTCATCCGTTTTCCTCCTAAAACGTCTTCCTTGTTGCTTCACA
GTCTTTCCATGTTAGCTTTGTAGAAGTATTCAACCACAAACATCTCACCAATCCCCCCCT
CTGTCAGCTCAGATCAGGAAGCTCATCATAATAAAAGAGGATTTATTCCGCTGTGCTGCT
GGTTTCTTCACACACAGGTAAAACTGTGTTTTCAGCTTTGGTAAACATGTTCAGACACAA
ACTTATCCCATCTTCTCTGCCACAGAACCAGAGCCTCAGTCTTCTGCCTTTGGCTTAAAG
AACTGTACCTTAAAGAATTCATTGCCAACTGTTTGAGGGACGCGATGTTGGACTTGATC
>CL7477Contig1
GGTTGGAGCCCAGGTGTCTCTTTTGGATCAGTCTGGACTCCGTGCTGGTTCTGGTCTGTC
ACCAGCCCTCCTAACGCAGTGTTCTCTCTGTCTGGATGTGGATCTGGAAGCGGTTTTTCC
GCCCTTGGGTCAGTTCTAGGGACCTGAGGAACCGGTCGGGAGTCTGAACTGGGTCGGTGG
CGGGAAGATGTAGCAAAATGTTGAATCCGAGTTTTTATTTTTTAGAAGTGCGGCTGATCC
GCGTTTGTGGTTCTGTTTGATCTGCTGAGTGGTCCCGTGTTCCTGATGATGTGATGGTTC
CGAGTGACTCCAATAAAGTCTTCCTCTATCGTAAAAAAAAAA
>CL7478Contig1
TTCGGCACGAGGGGGATGCAGTGACTCACTCTGAACATCGACGGAGTCAGTTTTGAACGC
TGCCATCGACAAGACTTTAATACGAGAAAAATATTCATTTGGACAAAAATTCTACCCAAA
GGATTTCTTTGCTTTTTCACAAACATTGGAATTTCGCAGTTTTTACGACAGTTTAATCAA
GTTTTCTTCTTGTGAATAACGGCAGCCACAATGCCACCTGTGTTATCCATGTCAGGGTCC
AACTATGATTACGACTATGACACAATTCAGCCTTACTTCATGGATGAGGAAACCTTCTAC
CCTCCTTCACTCTGCCAGCTCCTCCCGGGGCCAGGTGAGGACATCTGGAAGAAGTTTGAG
CTCCTACCTACACCTCCTTTGTCCCCAAGCCGGGCACCGTCACCGTCCAACACCTCGCTG
TCTGCTGCAGACCACCTGGAGGAAGTTTCTAACCTGCTAGACAAAGATTTCACCGCTTCC
GAAACTTTCCTCCAGTCCTTCATCATCCAGGACTGCATGTGGAGCAGCAGCTTCCCAGCA
GCTGAGAAGTTGGAGAAGGTGCTGTCAGAGAAGCTGGTTTCACTAAAGGCCTCCTCCACC
TGCAGCACCTCTGCTGTTTCCAGCCTCACAGGTGGAGCAGCTGTTCTGAGTCAGACTGAG
GTGAATCCCGAGTACCTACGGGACCTTCAGGCTGCGGCCGCACACTGTATCGACCCCTCG
GTGGTGTTCCCGTGCTCCACAGTGAGCGAGAAGCAGAGCATATGTGAAGAACAGATGGAA
GTGGGACCAGAGCTGTGTCTGGACTCACCCCCACTCAGCAGCAGTGACAATGAATCAGAA
GACGAAGAGGAGGAAAACTGTGAGGAGGAGATTGATGTGGTGACGGTGGAGAGGCAGAAG
>CL7479Contig1
GGTATAAAACGGTTCAGGTGGAGGTGGAAGGACTCCAAGGAGGTCGACCCACGGGCACAC
CTGTAGCAAGACAGCTCCACGCCGCCTTTCTTTAGTGTGCCCGTCTTCATGTACAGTGGG



AAGTTCTCGGGGTCTTGGATGCACAGCAGATGCTTTTGCTGTTCCTTCCAAATCTGTTGG
ATGCGTTCGTGGTCCAACAGTGGAACTCCAAGGGTGTCCTTCCCATCTGCACTGTCAAAC
TGATGGATGAGTGCTCCTAATAATGCTGCAGTCTCCTCCACTCCCCTGGTCCTCCTCCGA
CAGTGGAGCGCCAACTCCCTGCGACTAATCTGAGCACTGACCGTCCTTCTGGAAACATGG
CCACTTTTCTTTGCTGCCAGCTCAGCCTCCTTGGCGCAGCGAAGAGCAGCCACATCCTCT
GGATCCCACTCAAAAATGCACGCAGACAGACGTGCCATGAAGACCCCGTAGAGCGGATGA
GCATAAGTTGTGACACCTGCAGCGAATCGCCGCATGAAATGCCAGATGTCCAGGCGCACC
TCAAGCTCATCCCACTCTGAAAACAGGGTCTTCACCAGAGACCGGCCGTGTCTGCTGCAG
CAGTCTCTGTCCACGTACATCACTTTTGGGGGTGCCTCTCCTGCCTCTCTGTAGCGCCTC
ATCAGGCCAGCCGCCATGGCGTCCAGTCCATGTCCTTCAGCGGCTGTCAGAACAGAGCCC
CGACCCTCGCCATGTTCATTATCGACATTTGTGCACCAGGCAGCTGTTCCTGAAGCAGCC
CCCGCAAGCTTCTTTGTGACCTTTTTTGTGGAGTCCATCTTCAAAACCCCGGCCATAATG
CCCGGGTTTAACGGCCGCTCCCAGT
>CL7480Contig1
TCTTTTTTTTTAATAGTAACAGTACTTCCCAAACATGTAATNCCTTCACTGCCTCTGAGT
TTATTCTACAAATAAAAACTGAGATCTGAGTCCTCTACCGAGATACTTCACCACATCTGA
ACCGTCAAAAAGTCAAAGATGTGCAGCCAAATGTGAGGAAACGCGCAGGGCTCCTCCACA
GTTCTCACGTCTTGTGTCACTGTCAGGACGATGCCGTGCCCCCTCTCATGATCCTGAAGA
GCGCGTTGACGTTGTTGCTCTTGATGGCGTCTCGACAGGCAGAGATGACGTGGTTCTTGG
GTTTACCCACTCTGAGTCTCCCCGCCCGCTGAATGGCCTGGTTCACAGACTTTAGACAGG
CTACCAGTGCATTGTGGTTGTTGGATCGGATCTTGTATTCGTTGATGAGGTCTCTGTTCA
GGTCGTACAGCTGCCTGTGACGCTTCTTCATGGCCGTCATGTCGCCCATCAGGCGAGCGT
CCTCTGCTTGCACCAGCACGCTCCTGATGTAGTTGGAGTGTTCGGCCATGTCTGCCGTTA
ATTTCTGATGGACGGCGTGAAACTCGTCAACCTCAGTAAGAGTCGTGCGAAGCTCCTCGA
AGTATGTGGGAAAGTCTGCTTCAG
>CL7481Contig1
TATGGCCGGGGACAGACTGGAGAGAATGGCTGCCAGTGGAGAGGTAGGGAAGCTGTTACA
AGTACAAAATGGGACACCTCCTACCACCAACTTCAACGGGGTAGATGCTGTGCACGCCTG
CAACATTCTTCAGCAGCTCAAAGCCTTGTATGATGAAGCACAGCTCACAGATATTGTTGT
GGAAGTGGACCATGGCAAGACTTTCTCGTGCCACCGGAATGTTCTTGCTGCAATCAGCCC
ATATTTTAGGTCCATGTTCACCAGTGGCCTTACAGAGAGCAGTCGGCGTGAAGTCAGAAT
TGTTGGGGTGGAATCGGAATCCATGCACCTTGTTCTAGACTATGCCTACACATCCAGAGT
CACGCTCTCTGAGTCCAACGTCCAAGCCCTGTTCACTGCAGCCAGCATTTTCCAGATCCC
CGCTTTGCAGGATCAATGTGCCCAGTTCATGGTCAGCCGGCTCGACCCTCAGAACTGCAT
AGGAGTCTTCATGTTTGCCGATGCGTACGGGCATCAGGAACTGAGGGAACGCTCGCAAGA
TTACATTCGCAAAAAGTTTCTGTGTGTAGCGAGGGAGCAAGAATTCCTCCAGATGACCAC
AGAGCAGCTGGTCAGCATCTTGAACAGCGATGACCTAAATGTAGAGAAAGAAGAGCATGT
TTTTGAGAGCATCGTCCGCTGGCTGGAACACGATCGATCGGGACGCGAAGTCTACCTTAC
TGAGGTTTTCTCTCAGTGCATCCGTCTGCCCTTGCTGGATGAGGCCTTCCTCAGTCGGAT
TCCCGCCACATTTGCTTGT
>CL7482Contig1
ACCGAGNACGTTCGAGGGCATTTTCTCCAGNAGCATTGAGNAGCATTGTGGATGGAACGA
GNAAGCGTTGGATGTCACCTGGTGTTTGTGCCATCCCAGAGAGACGTCCACCACCCTCTC
ATCTACCCTCAGCCGCCATTCACTCTGCCACACCTCAGCAAGAACCAGAGCCAGCGCATC
ACCCTGGTGCCCGACCCGTGCACCCTCCTGATCGATGGCGTGACCTTCGGCCTGACCTCC
ACTGACATCCTCTTCCACATGGGAGCCGAGGAAATCAGCAACGGCAGCGGCTCAGACAGA
TTCTCGCGCATTTTGAAGCACATGCTGGTCCAGAGGAGTTATTACCCGCTGTACCCTCCG
GCGGAGGAGGTCAACATGGATTATGAGAAGTTCCAGAGCTTCGCTCAGATTCCTCTCATT
CCAGACGTCCTCATCGTTCCGTCTGAGCTAAGATATTTCATCAAGGATGTCCTTGGCTGC
GTGTGTTTGAACCCGGGACGGCTCACCAAAGGTCAGGTGGGAGGAACTTATGGGAGGCTG
CTCCTTCAGCGCAGCGCTGCACCAGAGGGAGGACAGAGGAGGAGCCCCTGTTTGGCTGCA
CAGGTGGTGAAAATCTGAAATCAGCTGGTCGCCTCCGTCCTCTCTGACAGTCAAAAAAAA
AACTTCAAAAGAAATCTCCTGTACTATTAAAAACAAGTTCTATCATTTATTTTTATATTT
CAAGAGCCCTGTNGGCCTTAAATGTGTGTTTAAATACAGCAGCCACAATAAATGTGTTTT
CAAA
>CL7483Contig1
GTCACCGGAACTCGTAGATGGCTGCACTGTGCTCGGAACGTGGGTGAGGTTTAGAGACTG
ATACCATTCGGAGCTCCTGTGGTAGTAGTAGCCCTCGATTGTTGCCGTAGATTTCTGAAA
GCAGATGTAGTAGAATCCTGCAAAGGAGGCGCCGCTGATGTCTTTGATGGTGTGGTCAGG
AACTAGGAACTGCTCCTTCCACCTCATAAAAATATAGTCCGAGTTCTTTAGATCCTCGTA
GTCGAACTCGTCAGAGTTAAAAGTCTTCGCATACCGGTAGAAAGCCTGGAACTTGCCCCA
GTGCTTACGATCCACGTCCTCGTCTGCATCCCACTTTCGGGTGAGGAACGGCCTCTTCCT
GCTGATGATCTCCCCGGCGAAAAAAGTGGTCAGGGTCGGATATTCCTCTGTGAGTCCTTT
TATTTTCAAATAGCCACACAAGTAGGAATCCTCCATTGTAACATGCTGTAAGACCACCTC



AACGTCGTAGGAGTTCCCTTTGCTTTTCTGGTGGCCTCTGAACTTGGAGCCGCTGTACAG
CAGCGACGTGACAACACCGGGCTGATGAGTGTTTATCGGCGGCAGCGGGATAAGCGAGGC
CGAGGATGCAAAGGCCGCGGCCGGGAACTCGCTGAGATATCCAGCGGGGACAGGCATAGC
TCCAGCTTCGCAGGCTGAACTCCAACCGCGGTCAACGGCCGTGCGGCAGCGGGACTCGGT
CAACCTGTACGACCAGCCAGAAAGAAAGTCCCGAGGAGGTCCTCAAACATTCAAATTGCT
CTTAATTGCGCCACAGTTCAGTTTGCGAAGCATCAAGCTCCCCAGAACTCCCC
>CL7484Contig1
ATTCGGCACGAGGCAGGAGCCACTGTGTGGAGGTCAGGTTCGCATAGCATTGATGTAGAT
GGTTGGGTTTTACAGGGACATTTCACCTTTTCTATTTGGGTTTTTAGAGAAAGTCACCTG
AACAAGGGAGTAAAAAATTTATATTTTTAGCTTAGCAGCGTATCTGCAGCCGCAGCTGTC
TTAATTAGGTAAAAACTGTTCTAATTCACACATTTACACTAAAAATGTAACTAGGAGGTT
TTGTTTGTGAATTGTCGTCTTTAAGTCATGACTTGATTCAACCATAATTAGGTGCTTTGC
GAACCCTTCCTCTCAAAATAAGAAAACAAAAAGACATATCTGATGACTTGGGCTACAAAA
CAATTCCAGGCCAATTGTTTTTAATACTACTTCTTTCTAAATTGAGTTGATTGTGCTTCT
TTGTGGATATATATTCTTAGTAATGCGCTACATTCATCCCCGTTATATCTCATCGTTATA
GCTCAGTAACTTAGAGAAAATGTCTGGTATTGAGATTTACAAAGCCTTAACACTTCTGGA
ACATAAACTCCTAAGCACAATTTTGCAGTTGAAGCAGACTACTGCAGACGGGGCTGGACT
TGGAGCTGTGAGATTAATGCAGCTGAGTCCAGCAACATGGCTGGGAGGAAGTGTCAGCTA
ATTGACAGGCTGATGAACATCACTGTGTCCCATCACCTCTTTTCAAGAATAAGCAGTTTC
TTGCCTATTTTTTAGCAGATTGAATTGGGATTTTTGCTGCTGTTTTCAGTTTTTCTTTTG
ACGTGCCATCATCCCTCCTTTTCCAGAGCACGTACCAGACCCTCTGAGAATCTTAGTCCA
GATTACGCTTTGAACTGTTCTCTTTTTGTTTAGGTGGGCTGGTGGCATGTGTTACATGAT
ACAAAGGAAACTCTGCTTTTTTGAGCCAGAAATCACAAACAAGGTGCTGTGCTCTAATGA
AAGAATAATCACAGTACCACCGGGCTACATGAAACCACATTTTGTAGTTTTCCCTGGCAA
AGAAATATATTATNAGATAGCTGGAGTATGTTGTGGATGTTGTTGCTCTGCAGGTGCTGA
CTTCTGTCGTTGCGTCCGCATTTGTGATCATTTGTCTTGATGGGTTATGACATTGATTTG
CCATAGTTTGAATGTATTGTGTATTTTTGCCTGTTTTGACTTTCCTGGGCTACATCAGCA
TGAACAGACAACTGCTGCATTTTCTACCCCTT
>CL7485Contig1
TCGGCACGAGGCTCTGATGACATCATAGTGGTGCTGAACAATTTCAAGAGTAGAATCATT
AAAGTAAAGGTCCAAAAGAAGCCGGACAAGTTCAACGAGGAGCTTCTGAGTGATGGAACA
GATGAAGATGACACGGGCTTCTGGAAGTCTTTAGCCAGAGGTTTTACAGGTGGAGGAAAG
GCAGAGGAGCCAAAGCAGGAGAAGGATGACGTGATCAACATTTTCTCTGTAGCTTCAGGG
CATCTGTATGAGAGATTCCTCAGGATTATGATGCTGTCTGTTCTAAAAAAACACCAAAAC
GCCTGTCAAGTTCTGGTTCCTAAAGAACTATCTGTCCCCAACTTTCAAGGATTTCATCCC
ACACATGGCAAAGCAGTATGGTTTCCAGTACGAGCTGGTCCAGTACAACTGGCCGCGCTG
GCTGCACCAACAGACGGAGAAGCAGAGAATCATTTGGGGCTACAAGATCCTCTTCCTGGA
CGTGCTGTTCCCGCTGGCTGTCGATAAGATCCTCTTCGTGGATGCTGATCAGATTGTGCG
CACAGACCTGAAGGAGCTGCGTGACTTTGACCTGGAGGGAGCTCCATACGGCTACACTCC
GTTCTGCGAGAGCCGCAGGGAGATGGACGGATATCGCCTTCTGGAAGTCTGGCTACTGGG
CGA
>CL7486Contig1
ATGCGTCACTTACACAATACTCCATGGGGAGGGAAGAAGAGTCCGCCTCCTTCAAGAAGC
ACGCCGAAAACTAACCGTCTGCACATCCACACGTTTACTTTTTGTAACCATCTTCAACAT
TTGGCAAACTGCTTTTTCTAATTATTTTGTACAGAATTTTCAGGAAAAATTCATCTGATG
CTCATTTAGAAAAGACAAATACAAAACATCAACTCCACCACTGCCGTGTGCATATTTACA
TACAGATCACAGCCGATCGCTGGAATGCAATTCGGATTTCCGTTTGCCGGACTCAGACAA
ACAGGTGATAAGAATAGCGATGATAACTAACGAGAAGAAGAATAACTCCGCCTCAGGGGG
CGGATGTCTACACCACGTCACACTCTGACAGGCACAGAGGGGGGCGGCATCCATCCATCC
ATCCATCCATTTTGTGGTTCAAAGTTGTCGACCGGACTCAAGCTTCATTCTCTATGGTCA
TTCCAGGGTTGTTGGCGCCTTTCCTTTCCTTGTCTGCTGCACTTTCATTTTCTGCCCAGG
AGGGGGTGCTGGTGAGCAGCCTGCTCTGGCTCTCTCTCAGCGGTTTGGACGGGAACTGAT
GGCGGCCCTCTGCTGAACTCTTGCTGGCAGAGTTGGAGCTCGTGGGTGACTCGGGGTCCA
TATTTACCAGGCAGGTTGGGAATGAGCAGCCATCGCCCAAACTGGAGAAGACAGGAACAG
GCCAGTACTTCGCTTCATCTCCAAAGACTTGGCGGAAATTCTTACTGACCCCCAAACTGA
ATCCGTTCTTGTCCGTGCCGTGACGAAACACAGGAGCTCGCACTGCCTCGAGCGTGGATC
TGTTCTTGCAGACGAGCCAGCAGTGATAGATGAAGAGCGAAGCCAGGCTGACGGAAAACA
TGGACGCCGAGAAGAAGAGGAAGAGGATGTGGAACTTCGCCTGGGTGTCCGGGAGGCCTT
TCTGCCACTGACCTGTCTTTACTCTGGGTTCCAGCATCTGGGTTCGCTTAGCCTGAAGAA
TCATGACAGAACGATCTGGCCAGACTCCGGACCCAGCTGACCCAGAAGGACTCCGTGTCG
CCGTGAATCTGCAAGGCATCGCTCTGGGTCGTCAAGCCGACGCGTTGTCCCAAATTGCAT
CCGCCCAACAAGAGCTGTTTCGACGTCTAGACGGTTTGACACAAACTTTAACGGATCTAA
CTGGTCAAATGTCTACACCTTCCCC
>CL7487Contig1



CCGCCGCGTGGTGGTGTTCGGCCGGCGGCCTCCGGAGGAATGGAGAGCGACGAAGAGAAT
GAAGAGGAGGTGGTGGTAGGACCACTGGATGACGACGGTCTGCCTCACGGATTCTGCACC
GTAACGTACTCATCCAGCGATCGCTTTGAGGGACACTTCACCCACGGAGAGAAGAATGGC
AAGGGCAAGTTCTTCTTCTTTGACGGAAGTACCTTGGAAGGCTACTATGTGGATGACGCC
CTGCAGGGTCAGGGGGTGTACACCTATGAAGACGGAGGGGTCCTCAATGGAATGTACGTT
GACGGCGAGCTCAACGGACCTGCTCAGGAGTTTGACAGTGAGGGTCATCTGTCGTTTAAC
GGCCAGTACAAAGACGACGCCCGCTGTGGAGAGTGTTGGATCTACTACCCCGACGGAGGC
TGTGTGTTTGGGGAGGTGAACGAGGAAGGGGAGATGACCGGAAAGTCCATGGCGTACATC
TACCCTGATGGATGCACCGCTCTTTATGGAAGCTTTGTGGATGGGGAGATCATCGAAGCC
CGATCCGCCACAATGATCTCCAAAGACCACGGAAGGCCTCGCTTTGAAGTTGCCCCCAAC
AGTCCCGTGTACTCGTATGATAAGTCTACGTCTACCTGCATTGCCACCCACACTCTCCTC
CCAGACCCATACGAGAGCCAAAGGGTGTTTGTGGCCG
>CL7488Contig1
CGTGTGATTTCCCAAAGCACTTTATCTACGATGGTGGCAGCGCTGGAGGCGCTGACGGTC
ATGGAAACAATCGCACGGGTGATTCCAACTGCTGCAACGACAAAAACCAGCAGGTAAAAA
GTGACAAAAATGGGGCTGGAGGTGAGTCGGATCTTCGCCCTGGCTGATGGCAGCTTCCAC
ATCAAGAACACAAAGAAAGCCACGTTTGGCACCAGCAGTAAAATGTCCCAGAACCGGACC
CTGGAGTCTCCGATGTCCTCATACAGAACCTGCAGGCATCTGTGGGGCTTGCTGATGTTG
GAATCAGGAGGCCAGGTGGGATGCGTTGAGGTGTTCTCCAAAGATGTAGGAGAAACTGAG
ACATTGTCTTGACTAATGACCACAGCAGTCACTGTGGCGAGCATGGCGTCCAAACCGCTT
CACGAGGCTCGTAAATGATTGATATCCGATTAAAAAATAACGATGAAGTAAGGAATACAA
GTTCCCCACAAGCTTACACGCGTGTTTTTATTTTAATTAGACGTAAATACGGATCACTAC
ACCGAGACATGGCTGTGTCGTCTGAGACTTTCACAGAATTCACCTTAGACG
>CL7489Contig1
GGATTGTGATTGTTTTTTTTCTCTTGGCGATATCCGAAAACACAAGACGTGAGCGAGTTT
CTTTCCGTTGTTCGCGATTGTATGAGGTTGAAGAGGAGTCAAAATGGTGATACTACGCAG
CAGCGGCTGTGTCGGAGCGGAGTCNGTGGCAACCACTCCGAAGAGGAGGACCCTCGAGTT
GGATACAAGCTCCGAGTTCCTGTCGCTGATTCCCGGGTCACAGAAAAAGTCTACCCGCCT
CACCCGCTCCTTTCGGTCTTTGAATGACAGCTTTAGCAGCCCTGAAAACCCATTGGCTAA
TGGCCACACAAAACAAGAGGAGGGAGCTGATCTCCATCACTCTATTAAGAACCAGAGGGA
CGGCGAGTGAAACATGAAGTTTCTTACACTAACATGGGACCAAAGACCAGCTCTCCTACA
AATGAAGACAAAGCTGAAGGCTACTGTACCAGAAAATCTTCTAGACTGCAGAGAGAAGGT
AAAGCCCTCCAGTGGACAGCAGCAAGCAGAAGTTCCAGATGAAGTTCCAGTTGAGGAATC
TTCCACTCCCAAGAGGAGTCGCTTTAACCTACAGAGCAGAGATGGGAGGACGGAGGAGGA
AGAGGAAGAAGAGGAAGAGGGCTCTGTGCGTCGAAGCTCCCGCATCACCAGATACAAACT
CCATTCCCATAACCAGTCAGTGCTCTATGACCGTCTCATTACAAACACGGCTGAAGCTGT
TCTGCAGAAAATGGATGACATGCAAAAGATGAGACGTCGACTGAGAAGCAGAGACACTAA
AGAAGAGAAGCTGAGTGCGTACGGCAGTGGCAGAATGAGACGGTCTCTTCGGTCAAATAC
TGAGAGTAAAAAATCTGAGGAGAAAGACCAAGGAGAAGAGGAGGAGGAGGAAGATGGAGA
AGGGGATGATGAAG
>CL7490Contig1
CGTCTATAAAAGATGTTGTATAAAAAGTATGTTTTCATTCTTTGTTGTCCCCGCCCCTTT
CAAGAGGAACACACGCTCAACGCCCCCCCCCCCTTTTTTTTTATATCCAAGGGGATNGTT
ATTATTTTGAGGACGGGCCCTCGATCTGCCAGNGAAGNGAAAAANACNGAAGTCCAAAGA
CNATTTTTCNGCTGCATCCNGGCTACGGGGAATTTTAGGAAGNGTAAACNCCACTTTAAG
GCCAATTCTATGGGTTTCCTTCATCGNATTTGGGGTAAAAAAGAAANGGACNGAAGGANA
TACTTGGGTCAAACACNGCTAATTGGGCTTTTTGTAAATCTTTTTACNCTGTTTTTAAAA
AAAAAACCCCNCAAAAGTTACNTTTTTTTTCAAANAAACNGAAANAAATGGTTTTTCTAA
CNCNCCNCTTAACCATACCNCTAANTTAGGCCTNGCTTTNGATNCAAAGCCTTTATNGAA
AGCNGGGCATCNCCCCTTCATCA
>CL7491Contig1
AAACATACAATATATAAAACTAACAGGAGTTACAACAATTCAGATGTTTGTACATCCATC
TCATAAACTTGCAACTGGGATTTTTCTTGACCTACAATTAGCATATTGTTATGAAGTTAG
TGTGAAACAGCATTAAACGGTTCAAAAGTAGCACTAAAAAAAAAAAACAANGGAAATNGG
NTCAAAGGGGATTNCTTCAAGNGACTTTNTGTTCCACATTTGAGAGAAATTNTGCAGGAA
GTNTTGNGGAAAGTAGTCGNGGNCTTATGCAGTCAACAGAATCATCCNTAAAAAAACATT
AAACAAAGTTAAAACATGTTTGCTGTAGTTTNTATCCAAAAAAAANANACATNTTNTACA
TTTNAAGTNTTCAAATGAANAAAAAAGGCCCAAATAAAGCAAGAGGTNTTACNTTTTCNC
CANAAATTGNNTAAANAAAATTAAAATCTG
>CL7492Contig1
TTTATTAAGATCTTCAATTTCAATTGTCAGAGGAAAGAAAATGAAAGAAAAACAACAACA
AAAAGAAAAGCTCGGCAGGGGACAGTCCAAATGTTGAAAGTGTGTGAGCTCACAAAGAGC
CGCTTTCACAACATCAACCCTTTCCTTAAATCATCACAACAAAAGATAGCAATAAAAATA
ATATACAAGGGGAACAAGACATCGAAACAGAAAAATATAGCTTCTTTTTTCTGAAAATAA



GTCTTAATGCTGCAGAATTCTCCACGTATCGTCTGCTCTTACCAATAATAGTACAATTTT
CATTTGTAAGGTAAAAAATAACTTATTGCTTTATTGTAAGTTAAAAAGTTACAGTGTCGG
TGTCCAGCAGTAGTTTTTTTTTTTTTTTNGGNCC
>CL7493Contig1
GGCACGAGGAGTTTCTTTTATTTTTGAGTATAAACTGGCCAAAATGTAAATTACACGTGT
CAAGGTTTTTCAAGCAGAGAGTCAAGTTTGGGGGGTACTTAAAAAGCTGAAATTGTACAA
AGAGCTTTGACTTTTCATGTTTCATTTCAGGACTGAAGAAAAGTCTGCGAAACCATCGAA
TCATGCCAGACCTTGTCGAGTTTGTTTGGGACAGAGGCTGCCAACTTGTTCTTTTTTTTT
AAATTAGTATATATCTCAAATTAAATGATTGCAGGGAGTACTGCCAGTCATCAAACCCTA
ACAGGCAGACAAATGTTGCACATATATACTAAAGCCTGTCTTCACAAAATTTGAAATGCA
AGAACTTGTTTTTTTTTTTGTTGTTTTTTTTTGCATTCCACTTTATTTGTGATTTTATTC
GGGAGCCAGGCTTATGTAAATAACACAAGCGGTCTGTCACAATGTACTAAATCTGTATAA
AGACATGTTCACAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL7494Contig1
GTGTCGGTTGCTTTTGGTTCAGTTCTCTGGTCCCAGAAGAAAACCCAACCAGATGCTTCC
AATTCCCCCTCTGCGGGTCATCCATACGAGCTCAGGCTGGTCCAGGTGGTGTTCCGGCAC
GGGGCTCGAACGCCACTCAAGACAATCCCGGACGTGATGGAGGCCCAGTGGGTTCCAGCG
CTCTTGGATCCTCCACCACACACCCACATCGACTACGTGGTGACGGATCTTCAGGGTGGA
CCCAGACCTCCAGCTCCAATAGAAGACAACTACAGAAAAAACATTCTCACTGTGAGTAGA
CGCAGGCCAAAGTCCAGCCTGATTGGCGATATGCAGCCAGCAAGCAAGAATGTGTGCCCC
CCCAGCATTTTCTAAAAAACTGGTACAATTTCTTAATTGTGATCGGCTAAATGCTGTTAT
AAACCGTTGTAAACATGAGACAACACTGTTGCTTCATTCTTCTGTGAAACTTTCAGGCTT
TTTTCTAAAATGTCGACTGTAAATGAGAAAAAGGAAAAGAGCTGCCGGGACACGTGGAAA
TTTGAGTTTTCTTTTTACAAAACAATCATGTCTGTGGTTTGTACTTATGAGTAAGAAAAC
TGTTTATTTCTTCTTCAGATGATTTCAATTTAGAAGTTTACAGTGAGCTTTTAATAGTGA
ATAATATGCAACATTTCACCTGAACTCAGATTTAATGGCGACAAAAGTTTTTCAGCTTCT
TTTTGTTTGTTTCTGGTCTTCAAATACAAAATTCCCAGTAATTTGAGGAAAATATATTGA
GATATAATTGCGTTCTATGGGTTCATTTGCATTGAATGTTACTATAAGGGTTCAGAGGAT
GCAGGCTGAATGGTTGGCCGCACACGTTTACCCGGCACCAAATCTGGCCCACTTTCCAAA
AAGTTTGGGGTCTGAGTCATCTTAAGGTGGACTGCTGGACAAATGTCAGTGTTTCAATCA
GAT
>CL7495Contig1
GAATCAGGCTGTGAAAGGGATATTTTTGTGTATTTGGCAATACCACCAGCCTACAGAATT
CTTTAGAGGAAGGCTGATTATTTGTTGGTCCAGGTTTGTATCAAACTGCAAAGGCAGGGG
TTTGGATCTGCAGGTAACCAAGCAGAGTTCAGTCTAGATCTGAGAACGAGGAGCGCCTGG
TCTCAGCAATCCATGAGGCGAAAGCAGACACTCGAGCATAAGCTCCTGGTCTCTCAGGAC
GCCCACAGCCAACGCCAAATGATGTCACACCAATCAGAGTCCACCGTGCATCTTCTAAGC
ACATCAGAGGTCCTCCAGAGTCACCCTGACAGGAGTCAACTCCACCTTCAGGATATCCAG
CACATAGCATGCTGGAGGTGAAGGTGTACTCGGGTAAGAGACGCTGGCACTCATCCTGGT
CCACCAGGGGAACCTCAGCCTCCTGTAGAATGTCAGGTAGAGATCCTCCTTCAGCGTCTC
GACCCCACCCTGCAATGAAACACCTTCTTCCAGCTGGAAAATGTTGACCTTCTGATGCCA
AACACACAGGCAGAACCCACTCAGTGAAGTTGACTGGCTGCTG
>CL7496Contig1
GAGGGGGAAGGATGGTACCGCTGGGGTCACTCAGGGCCCTGGGAGGCACAACAATTACCA
ACAGCAACTACCAGCACACCCCCNAGCAGTCATTCATCTTCGTCAGAGCTGGGGAGAAGG
CACAACAGGAGGGCTTCTCAAGACTGCAGAAGATTGGAAAAGTCGACCTGGGAAGATAAC
TCAAGTTCTCAGAACACATATCAGCCACTTCACTCTGCCTAGACATGGTGTTAACATCAG
TCATCAAAACAATTGGTCCTGGTTGAACTTACTGTNCCCCTGGGAAGACAGAATGGAGGA
GGCAAATTAACGCAGCGGGCCAAATTTGCCAAGCTTCTTGAGTCTGAATGCTGGAGCAAA
GGCTGGAAAGCCCGCTGCGAACCCAGTCGGGGTGAGGAGCCGGGTTTTGCTGGCCAGTTA
CTACCATGCAGCCTCAAACTCCTTGGGATAAAAACCATCAACGAGGCTATGGAGAAATCC
TCAAGATGGCTTAGGACCCAGAAGGGGGGCGGGGGGTCCGTGGAGTAGTGGGCCACTTGA
ACAGAAGTTGGAGGCTGATCTTCCACAGCTGGGTGGCGCAAGTAAGGGTGCTTGACGAAA
GACCTAAAACACCCCATGATCTCTGGTTCAGCACTGACGATGTGTCCAAGTAGCACCTAG
TGGTGTTTTTAAGAACTGATTCATTGTGCATTTCTTTTTAACACCAAGAAACATTACTGT
GCTAAAATGTCTTAAAAGATGGCTGCCTAATTCAGCCTTTCTGTAGTAAAATTCCCGTAT
GTCCCTTTTACAAGTTTACACAAATCATAAACATTTTACACAAATCAGCCACTTTATTTC
AACGAATCTTCAATCTCTGTAAAATGTTTGCGGCTGGTGAAAACTTAGACTTTGTGATGA
AAATGTTCTATTTAACTTCAAAATGGATGCTAATAGCCGGACGCTAACTTTAGCCCTGTT
TGACTTTCAAGGTGTGATTGTGGGAACAACTGTCTCAATA
>CL7497Contig1
TTATTACACAGATATGGGGCCAGGCAGTGCTTACAAGTTACACCAAGCAGCCAAAGTACA
GCATTTCAAAAATCACAATTGTATTACATTGAAACAAATCAAAAACAGTACTTGAAGTTC
ACCCCCCCCTCCCCCCTCCCCCACTACCTCTTCTCCCAGTGCTCACACAGTAGTGACCTG



TTGACACCCAGACAACAAAGGCTTTTAAAGCCACTGAAAAAGCTGTTGGCTGATAAATAG
CGTCATACTCCATACAAATATGGCAAAGCCACTGAAACGTAAGGGGAAGGAAGGTTCCTG
CTGGTGTTGTCTGACAGAGATGAGCTCCTGTGGCCTTGATGGGAGAACACTGTGAAGATG
AGGTCATCAGCCTCAGCTGGTGAGTTAAAATGATGGTCAGGAGCAAAGAGATGGAACACT
GACTGCACTTTGACCATAAACTGTTAACCTGCTTCTCAATGGGTCATACAGTGACATAAA
ACTCAGATTTGTATGCCGG
>CL7498Contig1
AGGAATTCGGACGAGGCGAGATCTGTTACTTGTAGTTGAGGAGGTTCGAAAGTATAATTT
TTACATTCGGCATTCCTATATTTGGGAACAGTTTACAGTCGGGTACTTGTCGTAATTTAT
TCCACACGATTCTGTCTACTTTGATAGGTCCTTCAGAAGCACTTAATATTGTTTACCAAA
GAAATGGTGATGGAGAAGCCAAGTCCCCTGCTTGTAGGGCGGGAGTTTGTGAGGCAGTAC
TATACACTTCTAAACAAGGCACCGGATTTTCTGCACAGGTTCTACGGGAGAAACTCTTCC
TATGTTCATGGAGGACTTGATCCAAGTGGAAAGCTGGCAGAAGCAGTGTACGGTCAGGCT
GAAATCCACAAAAAAGTCATGTCCCTGCAGTTCAGTGAATGCCACACAAAGATCCGGCAT
GTGGACGCTCATGCTACACTGAGTGATGGCGTGGTCGTGCAGGTCCTCGGGGAATTGTCA
AATAACGGCCAACCTATGAGGAAATTTATGCAGACATTTGTGCTCGCTCCAGAGGGGTCT
GTCGCAAACAAGTTCTACGTCCACAACGACATCTTCCGCTATGAGGACGAGGTCTTTGGA
GACTCTGAGGCTGAGCTTGATGAAGAATCAGAGGAGGAAGTTGAGGAGGAGCCAGAGGAG
AGGCCACCGTCTCCTGAGCCACTTCAGGAAAGTCCCAACAGCTCGACCTACTATGAGTCT
CACCCTGTCAGTAATGGAGTAGAGGAGCCGATGGATGAGCCTTCTCCAGAACCAGAACCA
GAGTCTGAACCCGAGCCAAAGGCAGAGGAGATGAAACCTGAGGTA
>CL7499Contig1
TATAGAATTTCACACCCAAAACTTGCATTGGAAAATTAACTAAGTACATCCAGAGATTTA
TCCGAAAGATGGAGTGATAAGATGAAAGTGAAAAAGTAGAGAGAACCCCGTGTCCTTCTG
TTACAAGATTTGTCCTTCTTACAGCAAATCAAGACCCCAGAACATCCTTGTTCTGTAATC
TGTAACATTTCAGTAACAAAGTCCTATGTTGTTGTTTCTCTGCAGATAGTCCATTTTTGT
GTTGAGATAGAGAATGCATGAGGCTTTGATTCCTCGCCTTGTCCTGCTCCTCTGTGCACC
CCATCCCTGGAGGTATGCATCTAAGTGCTCATTTCTCTTTTTTTGTAAACTAACCACAGG
CCGATAAAAAAAAAAAAACCTGCCANATTCTACTCTTTGNTTGGAAAAAAAGGCAAAAAA
AAGTACTGGTAGNGGAAANCCAAANCAAAAAAATTNTGTCNGGAAAATCANTTTGAAATN
TAAAGCCGGGGTTCNCCTCGTTNTAATCANC
>CL7500Contig1
TTTTTTTTTTGCTTGTTCACTTTTTTATTCGTCTTCCAACCTTAATTATAAATCATTTGA
AAGGGAACATCTGGTCTTTACATCTTTGGCAGTAAGAAAGCTGAACCTCTCTCCTCCACA
GCCGGTTCTGACTCTGCAGAACAGCCTTTTGACCCGCTTCCCCAACACCGGAGAAGTTTC
AGTGACCGTCCAGGCTTCCAACGGCAGATCCATGGTTAAAGACACACGCATTGTCAGAGT
CTATGGTAATTGTACCAGAAACCATCTTTATTCAGGGGGAACAAGCATCTCCATTTGAGT
GTGACGTGATGAAGAACTTGTTTCCGTCTTCGACTTCGGGTTTGTTTTATTGCTCCAGAT
AAATTCCACGTCCTCCCTGTGAGCTTCAGCAGAAACCTGGACCGCTACAACCCCAACATC
CCAGAGTGGAGGGACGACATCGGCCAGGTGGTCTCAAAGATTGTGTCCAAGGTAAAAACT
TTCGTTTGATCCAGTTCAGCTGCGCAGAATCTGACCTCTGACCCCTGACCTCAGTCCACA
GGCATACCTCAGGAGTCTCTGGTGACAGTGGTGAAAGCTGGCCTCCCCACCACTGCTGAC
CTCTACATCCTCTCAGGAGACAGCACAGCAGGCCAGAACCGCATGGCTGTCGATAAGGTA
CACACTCACACACACAGACACACACACACACACACACACAAACTGAACTCCACAGAAACT
TTTTCACGTCACGTTCT
>CL7501Contig1
TTGGAGTTTAGTTAGAGATACTTTACAACATTCATGTCCTGAATAATCTGGACAGATTTC
TCCAGAGTACTCTAAATGTTTAAACGTCACAGTTTGGATGGCTGCAGAGCAGACTCCAGT
TCAGTGCTTTGCCAGCTCAGGAATGTGTGATCCTGGTTCAGGTAGGATGTGAGGAACTCC
GGAAAGTTTCTTTGAAGAACCACCTCCAGGAACATGTCTGCTGCCGTGTTCAGCCTTTGC
TTAGACCTGACGGAGTGGCATACAGCACTAAGCTCCACCAGCAGCTCCTGGATGAGCTCT
TTCACCAGACGCCTGTTCACGACCCTGCTGCCATCCTCCAGCCAGGTCTGATGGCGGATC
CACTGCCACACCTGTGACCTGGAGATCTCAGCTGTGGCAGAGTCTTCCACCTGACCTCTG
TAGAAGAAGTGCCCTTTACCTGATAACCAGGCATTGATGAAGAGGATCCCAACTGAGATG
TTGTGCTTCAGACCATAAAGGGTGACCCCTCCCGCAGGCATGCACAGGAGGTCCTCTGCA
GTCACACAAACGTCCTCCCGCAACACATGCAGCTGGTTCTTCCCCTCAGTGTGGATCTGG
AAGAGCTCCTGCATGGGTCCAACCAGGTTCAGATCATACACCATGAAACCATCCACACCG
GCATGGATCTCCAGCAGCTTCAACCTCCTTACTGCAGCCAGCACATCCCTATGGGGGCCG
GAGAGGAGGTCCTGTGGCAGCAGAGCAGCAGCCAT
>CL7502Contig1
TTGTACTGACACAAAAACAGGAATATAGAAGTTCCCGTCATGGCTCAGTGGTTAATGAAT
CTGACTAGGAACCATGAGGTTGCGGGTTCGATCCCTGGCCTTGCTCAGTGGGTTAAGGAT
CCGGCATCACTGTGAGCTGTGGTGCAAGTCGCAGATGCGGCTCGGATCTGGCATTGCTGT
GGCTGTGGTGTAGGCTGACAGCAGCAGCTCCGATTTGACCCCTAGCCTGGCAACCTCCAT



ATGCCGCAGGAGTGGCCCTAGAAAAGGCAAAAAAAAAA
>CL7503Contig1
GGGGGCAGAAGTTACAGGACCGGGCGGGTTTGTCGAGTGAATTCGGACCTGTGGTGCCGG
TTCTCGGCTCGGTTCGGTCATGTCCGGCGCGCTCGCGCGCCTGTTCTTCTATCCAACTTT
GAGTTACAATGTGATTATGGAGAAGTTGTCCTCGCGCCGCTGGTTCGACCGCGTGGACGA
GACCGTGATCCTGGGGGCTCTGCCGTTCAGGTCCATGACCGCACAGCTGCACTGCTGGAC
TCCAGAGGAGGCGTGTCACAAACTGAGATCCGTGCGCCCTCACATCCTAGTGCGCCCAGC
TCAGCTGGATGTCCTTAGAAAATACTATTCCCAGGTGTGCAGACAGGTGGACTGAAGGAG
AAAGGAAGCTCTGGCCTGGACTGGTTCCTTCATGTGGACATGACACATGTGGACACGTGG
AGCCCGCTGCCCCAGTGGGGGGAAGTTCCTTAGGAGCCCTCACAAGGCCTTGGGTCTATC
TCTGCAGAGGTTAGGAGCTGCCCCCACACAGTAACCTGCAGACGTCTGACCTCTGCTGGT
CTGTTGTGGAGAATCCATCTAATAAAGACCTTTGACATGAAGGATCTGCATTTATTTGAC
TTTAGCTGAACACTGATGTTTGTGTACATATTTAAAGACC
>CL7504Contig1
TAGATTTTACAGCCCAACCTATGTAAAGGACTTAAACAGACAATCAGCCTCAATGAATCC
GTCGAACAGAAGAGGCTATGAGGATTGATGATCTGAGAATCCCAACACATCACTCTGGAG
CAATAATCTGTTAATTATCCTAGACCAGTCATTTCTTTTTTTACTTTTAGTAATTCCACC
AAATTGACTCATTCTTGCAGTTTTGTCTTTTATTCCTTGAAATAGAATCTAACAGGTTCG
TTGATGGAGTTTCCTCGAAGCATGATGGGATTGTTGATTTGTCTTCTCATCCGTGTCCAC
TCACTGCAGAATAGGACATACTGTCTTCTCGTGCGGAGGGCCACCCCTTTCGTAAGCTTG
AATTGAATCACATTTGATTGCACCAGATGTTTTGTGCTGCCTGCAGGTCACAACCGTCCA
ACAAACAGGTTTCAACCAAACTACGAAGCTTTTCTCAGTCTCTGTCATGAAAAGTTCTCA
AAAGGTTGGGGAAAATATGAGTGAGGTGAAAAATGCTAAAATGTAGATTTACCAGCTGAA
CAGTAGACATATCTGACATGTCAAATGTGGCTCTGCAGGTAAAGGATAGTTTTCTGTTGC
TATCGTACGCAGCAATTTTCTCACCTGCAAAATGATCTCAATAAATTCCAGTAACAAAAT
TGATCACAGTTACTCATTGTCCAAAACCCTGTTGTTGCATGTGTAAATGTGTTTTGATTT
TAATGATTATTAAGAATTTTTATAAT
>CL7505Contig1
CTGGTCTGAAAAGCCATCTTTGCATTGTTCCCGTGCCCGGCTCTCCGCTCGCCGCAGCCG
CCTCCGCCGCGCGCCTCTTCTGCCGCCGCGGACTCCGGCAGCTTTGTCGCCAGAGTCCTT
GGACTCCCGCTTCCTTTTTTATCCGCTGCATCGGATCACCGGAGTGCCCCATCATGTCAG
ACGCGGCCGTGGACACCAGCTCCGAGATCACCACCAAGGACTTAAAAGAGAAGAAGGAAG
TCGTGGAGGAGGCGGAGAATGGGAGAGAGGCCCCTGCTAATGGCAATGCTAATGAGGAAA
ATGGGGAGCAGGAGGCTGACAATGAGGTAGATGAAGAAGAGGAAGAAGGTGGGGAGGAAG
AGGAGGAGGAGGAGGAAGGTGATGGTGAGGAANANGATGGANATGAANATGANGANGCTG
ANGCANCTACAGGCAAACGGGCANCTGAANATGATGANGACNACNATNTGNACACCAANA
ANCANAANACCNATNANGATGACTANACNNCANAAAANGAAAANCTAANACTTANCANAN
NA
>CL7506Contig1
GGACGCGTGGGACTCTCACTGCATCACCATAAGAAATGCCTTCCTTAATGATGTGTTGAA
GTGATGCAAGTTTATTTTTCACTAGAACATAAAGAAAGTGTGTGATTTCAGGTGAAAAAA
CGGCGTGTAAAGTGAATTTGTAATCCGTCAAGGCCGTGCGTAAAAATCGAGGAAGGATCG
TGGATGATGATGTGGCGCTCGTGCGTTTTGGTGTTCGCGAGCGCCTTGGCGGTGAGCGCT
CAGTTCCCTAGGGAGTGCGTGACGGTGGAGGGACTCAGGAGCGGGCAGTGCTGCCCCTCA
CCGCCGGGATTCGTTGACGACCCGTGCGGGTTCAGCGCGGGGCGCGGCCAGCTGCGTTTC
CCTCACGGCTAGACGCGCGCCCCCACGGGCCGCAGTACCCACACGACGGGCGGGACGACC
GGGAGCGGTGGCCCGTCCGCTTCTTCAACCGAACCTGCCAGTGCAACGGAAACTTCAGCG
GGTTTAACTGCGGCCGCTGCAGACACGGACTGACGGGGCCCAACTGTGACCAGCGCGTCT
CCGTGGTGAGGAGAGACGTAATGCGCCTCAGCGCAGACGAGAAGCGCGCCTTCGTGAGCG
CTCTGGACCAGGCCAAGCGCACGGTGCACCCCGATCTGGTGATTGCCACTCGGCACTACT
CGGACGTCTTCGGGCCCGGCGGCGACAGCCCGCAGTTCGAAAACGTCACCATTTACAACT
ACTTCGTTTGGACTCACTACTACTCCGTCAGCAAGACCTTCCTGGGAGCGGGACAAGCCA
GCTTTGGAGGCGTGGACTTCTCGCACGAAGGCCCGGGCTTTGTGACGTGGCACAGGTACC
ACCTGCTGCAGTTGGAGCGCGACATGCAGGACATGTTACAAGACCCCTCCTTCGCCCTGC
CCTACTGGAACTTCGCCATCGGTGGAAACACGTGCGACATCTGCACAGATGACCTCATGG
GGGCCAGGAGCACTTTTGACTCCAACTCCCTGAGTTCCAACTCCATCTTTTCCCAGTGGA
GGGTCGTCTGCGAGA
>CL7507Contig1
AAAAGCAGCACTCACCGCAGGTGGCAGACCCTCCACAGTGTTCTTCCCAGAAGGAACATC
AGACACGGGCCTCTTCTTCAGCTCTTTCTTTGGCTTCATCTTGGCCTGGTCGCTCAGGTT
TCCCTCCGACACCGAGGGCATAATCCTGGGCTGCCTCAGGTCTTGCAGGAGAAACACGTT
CAGCTGCGAGCCCTGGGAGGGACCACCATGTGGCGCTGGAGGGGGAGTGTTCGTTTCTGC
TGCTGAGGAGGGTAACGTCCGCTCTTGGAACCTCACCCCCTCGAGGCTCTGTGCCAAACC
AGCGATCTCAATGGAGTTGCGCTTGTGACTGTGGTACGGCTGCCTGGGGGGAGGTCCGCT



GTACAGAGGCTCGGAGACCTCCTGCAGAGAATGAGCAATGGGCAGGCTGTCCTCTTGGAA
AGTCTGGACTGAGTGGTGCACGCGCCTGGTGATGATCAGATCAGGGTTGCTGCTGCTGAC
GTACAGATGGCGAGACAGATCTGGCGTGCTGTTAGCAGGACGAGGGTAAGCATACGGGTA
AGGAGGCGGTGGTCGGTACACTTGTGTCCTCATGATGTTCGGAGCGGGATACTCTTGCGC
CTGCTGCAGCTGGACATTTGTGAGCTCTGGGACGCTGACTGCCCCCACAACGGGCCTACG
CTCTGGAGGGTAGGGGTAAGGTGAGGGGCTATGGAAACTAGAGCCGAGGTGAAAAGGGTA
GTGGTGCGACTGGGACATCTCTCCGTGCTCGCCCCTTATCTCTGGTTGGCTGTAAACTAG
AGGGTCTGGTCTGCTGTAAGCATAAGAGTTCCCAATGTTCAAGTTCCTCATGGAGTGGCT
CTGCCGATGCTCTTGAGACAGAAGCATTCCTCCCCCTGTGCCCCGGGTCTTCTGACGCAT
CACGGTCTCATAGTCAGGAGTGGCGCGATACGAGGGAGGGATGAGAGCGCTGTGGCGATG
GGACGGAACGTAGTCGGGTCTGGTGATGTCACTGGTGATGGAGGGGTGGAGGACATC
>CL7508Contig1
CAAAGAGTGTGGCAGCAAAGGCGGGAACACTGAAGGGCATGAGGGGCTGAAACTGGCGAA
CAGCGCTCATGTCAATCTTTACAGTACTCCACCCAAATGAAATCCTCTCATAGAGCTGCG
TGTACATGGTCATAACAAAGATGAAGGCAGCGTGGGAGCATCCCAACGGCGCCAGCAGCA
GGAAGCTGGTGAAATAGGCATGGTTCAAATGGCCACAGCAGTTGTTGATCCATGGGCAGT
GATGGTCCATTTTCATAACACACCTGCTACACTTGCGACAGTGGTGGGATCTGGGTGCCT
TGTATCCTTGGCAAATCCTGCAGTATTGTAGGAATTGGGTATCTTTTGGGTTTTCTGGTT
TCCAGCCAAGAGGAATATATCCAGGCCCAACAAACATGGCGTTGAAGTAGTTGTAAAGGA
TAAGAACAGTCCAGTTTAAGAGCATGAGGAAGTTAATGCTGCCTGCAGTGGTGTCTAGAG
GCCAGTACCAGATGACTGAGTCTATGATTGCCATGGTTGAACATATAGCAATGACAGAGA
GGGCTATGATTGGGCCCCAGTGGCACAATCTTCGAACCTCATGGAGGTTNCTCGAATCGA
ACTAACGCTGAAAGGAAATTCATATTCGTCCCACTGGAAGCTTAAGAAAATGTTCTTTTT
TTTTTTTTTTTGTTGGGGACCTGAAATGTTTGGACTCTGCCTGAGTGTGCTACTTGTTTC
TTATATCTTGCAAAGTCAGCAGTGCACACATTTTTATTTTCATCTTTCAAGAATCCAACT
ACATCCCTGGTCTGTGGTCACCCGGCCATA
>CL7509Contig1
ATTCGGCACGAGGCGCAACCCATCTCCACACTTGACCTGGTCTCCTAGGATGCGTGATTA
TTTTTATCAGTCTGGCCACTCAATACAGATCTGCATAGAATGTGACATTTTATTCTACCC
TTCTGCAGTCTGTGCCCCTATCTGAACCCCCCAAAAATCAGAACAGAATAGTGTTCAATT
TCTACATCTTAGTCCATCGTTCACGGTCTCACTGCCTCTTGAGTGCGATCATGCCTACTA
CTTTTTTTTTTAACTGCGCACTGTGATCTGTGTCCTGATTGGCTGGAGACCTTCTCAATC
AATCTCCTCCGTGCTGAGTTTCCAGACATGTCGCTCTCTAGTCTCCAGGTCTAAATAAAT
CTTTGATTGCAAGCAGATCTTTGTTTACATTCTATAATCCTGTACTGATTTTTGCATGAA
GGTTGGAACTTTGACAATTTAAACTAGAGAAATTGTGAAAATGTTCATGCCTGTCTGAGA
AAAATATCTAGTGAGGCCTTTTATAGCCTTAAAAATCTGTAACCCTATTTCCCGGATTTT
ACATATTGCTGGTTATTGTTATAATTGAACTCCCGTGAGAAACGAAGGAAGACTGTTCTC
GCAAAAAAGGTAATGCTGCAACAGAAGACAAAGCAATNTGACTTGTTTTCATTAAGACTG
GATGAGAGCATAGGCCTGCAGGACACAACGCTGCTGCTCATTTCTAGGGACTNTGATAGG
AGAGCACAGCCTATTTATTGGTTGTATTTTGTTTTTTATGGATGTCTTAGGCTTTTTTTT
TTAATTGATTTTGTATGTTCATGAGTATTTTGTCAGCTTCTT
>CL7510Contig1
AGGGTAGGGCTTATGGAATGAATTGCAGCTGACTTCCATACCTCACACAGCGTTGGTGTT
GTGAGCGAGACCACATGAGAAAAGGGCAAATTAAAAATCATGGATACTCTGACTGTCAAA
CTGTGCAGGTACTCACCCCAGGTACTCCTTTCTCTACCCACATCCATTTCTGAATGCTGT
TGCTTGTCAGAGAACACATGCTCTAGAACTTGGATATATCTGGATTGTTTAATTGTCTTG
CTGCGGTTTTTTTTTCAGTATTGTGTATTTCTTTGGGGCGGAGGTTGTTAGATTTAATTA
TTAAAGACTTCCCACCTGATATACTCCTGCCAACAGCTGAAACTGTTACTGACCTGCTGT
TTTCTTAGCCTTATTAGTTTTTTTATGTATCTGATGTAAATTCCTCTTGAAGCTATGATC
TTAAAATCTTTATTAATCCACTTAAAGGTAAATGAAAAAGTAAATATTCCAGTTTCAACT
GTAAGAAAGCCTGGTGTGTAAATGAGAAATTGGTTAGCACACAGTACACTTTCACTTTGG
CAAAGGGAATATCAATTAGTTTGGCCCACTAATTCAAATATTTTGATCAAGATATTAGGT
CACAAGCTTTAAACTTAAAAAAAAAA
>CL7511Contig1
CTACACAGCGAGGCTCTCCCCCGTTTTTCAGGGTGAAACAGACGTCAGGGCCGCGGTGTT
TCTGTAATTGAAAAGGCAGACAAGGACTCTCGGACTGTAAATAATCGACTCCACCATTTC
CACCCCGAAATTTTCCGATTCAAAAAAAAAAATCCTTTTTTACGGAGGGCTGCTTCAGGT
ATCTCTGGCGAACGCTAAAAAGTTGAAACTGCCGTCCAGCTCACCTGCACCGTTTGGGCG
CTAAACGAGTCCAGTACGCTAAAGCTACGAGCTAGCCGCTGTCGCCGGGTCTGTCGAGGT
TCGGAGGCTAAATTAATCCGGTCGCTCGGAGCAGCACAAGTCCGTGAACTGTTGCATTTC
CGACGAGAACGGTCCGTCTGACCTAGCCGATACTCCTGAAAGTGTGTGTTATTATTATTT
TTAATCAAATATCAGTCAAAACGTTAAAAGATGTCCGATAACCAGAGCTGGAACTCCTCC
GGGTCTGAGGAGGACCTGGAGCCCAAGGAGGAGTACGGACAGGCGGCTGGGGTCGCGGAG
TTCAGCGGAGTCCTGAGCAAATGGACAAACTACATCCACGGCTGGCAGGACCGCTGGGTT



GTGCTGAAAAACAACACGCTGAGCTACTACAAGTCCCAGGATGAGACGGAGTACGGCTGC
CGGGGTT
>CL7512Contig1
CCGGGCATTATGGCCGGGGGGTTTTCTCAGTGAGGGGAAAAAAAATTTGCAGCTTCAAGG
AGACATTTTCTAGCGAGGTTTCTGCATTTAATACAGAAGCTAAGGATTTTTGCAAGCAAA
GTGCAGTTTTGATTATTGAGGAGCAGTTTTAGATACTTCATAATGAGTCCAGTCATTGAC
CTGACCAGAGAGAAGAGTGGGTGCATGCAGCCCGTTGACATGGATCTGGAGTGTAACGCT
TCTTCTGGCAGCATTTTGTTGCAGCAGTCGGGATTGTCTGGTGGTCCTGAGCAGCAGCAG
CTGATGAGAGTTTACCTCAGAGTCCGACCTTTTTTCAAGGAGGAGCTTTCTGATGAGGAG
GATCAGGACTGTGTCGTGATTGAGAACAGACAGTTGGTGACACTATACGCACCGAAAGGT
TCAGCCACCATGAAGAGCAGCGAGAAAGGAGTTGGAATGTCCATCTTTAAGTTTTCCTTT
TCTCAGATCTTTGGACCAGAAACGACACAAGCTGAGCTGTTCGAGGACACGGTCAGAAGT
CAGTTGGTTGATTTCTTGGATGTAAAGAACGCTCTGATATTTAGTTACGGTGTCACAAAT
GCTGGAAAAACCTTCACAATCCAAGGCACAACATAGGAACCCGGAATTCTTCCTAGAGTG
ATGGAGGCCACTTTCCATCACATCCAAGGGCATCTGCATGATGGGATGGATCTGAAACC
>CL7513Contig1
CAAAGGCCCTACTTGCTGACCAGCGTTGCTCCCAGGTGTCAGGGCTCTGTGGGCGCCATT
GTGGGCGCCGTCCCTGGAGTCATCTCTCTTTCGCCAGGGGAGTCGGTGGCTGCCGCCCAT
CAAGGCCGCCACTCCAAGGCAGCTCAGTACCGGCGCATGAAGGCCGAGTGGAAGAGCAAC
GTGTACCTGGCCCGCTCTCGCATCCAGGGTCTAGGGCTGTACGCCGCCAGAGACATCGAG
AAATGCACAATGGTCATCGAGTACATCGGCGCCATCATCAGGAGTGAGGTGGCAAACCGT
AAAGAGAGACTTTATGAGTCTCAGAACCGAGGCGTCTACATGTTCCGGATCGACAATGAC
TACGTAATCGACGCCACCATCACTGGTGGACCCGCCAGGTACATCAACCACTCGTGCGCT
CCCAACTGCATCACAGAGGTGGTGAATGTGGAGAAGGAGAACAAGATCATCATCAGCTCC
TGCAGGCGCATCCAGAGAGGAGAGGAGCTTTCCTACGACTACAAGTTTGATCTGGAGGAC
GACCAGCACAAGATCCCATGTCACTGTGGAGCAGTGAACTGCCGCAAGTGGATGAACTGA
ACACACACAATCACACACACAATCGCACACACAGGCAGCTCTCTCAGCTCTCTCCTTGGT
GGGCGGAGCTTTTCTCTGATTATCAATCAATAATAATACTATAGCTGGTCTGTTTGATCA
GAGATGTTAATAATATTAATCATGGTGGGTTCAGTGACAGATGAGGGATGGATTATATGT
ATTGTGGGTGGGGCATGGACAAAAGGGGCGGTGCTCAAGAAGAGGCTGGTCCTCTGTGTA
AATGGTGTAAATGTGAGTCTGAACTCTGAAACAGAATGTCGTCCTTTAACTTGCACTAAA
ACAAAACGACAAACACAAACATACTTGATTCCACAAGTCGCTCCTCCTCCTCTTCCTCCT
CCTCTTCCGTGCGTTTAATTTCCTGTAAAATAAGAGATTTTGTCTTTTGTATTTATTACT
GAATGAAGCTATTTTCTAATCCTGAGGTGTGTTTAAGGCCCAGAGTGGCAGCATGTAAAT
ATCTGTACTATAAAGTTTAGACTTCACTCTGCTAAAAGCCACGCCTTCATCCTCACCTCA
ACCCAGGTTGCGCTGTGATTGGACAGTTGTGACCACGCCCCTCATCTGCCTTTGATGGTT
TTTTTCTGTGTTGGGGCTGCAGGCGGCGCAGAGGCCTCCTGCCATGTACATACGAGGGTT
TAACGTGTACAGACACAATATGAAGCCTTGTTTTTGTTTTTTAATTAATGGATGTAAACA
AAGTGATGTTTTTCTTTTGTTTTGGGGAAATATGGTGAATCT
>CL7514Contig1
AAGGACAAACCGTACTGAACGGAACAAGCAGCGATGGTTCTCATCAAGGAGTACCGTGTC
GTTTTGCCCTGTAGTGTGGAGGAGTATCAGGTTGGGCAGCTCTTCTCTGTGGCAGAAGCT
AGTAAAAATGAGACGGGTGGAGGTGAGGGAATCGAGGTACTCAAAAATGAGCCGTATGAA
AAAGATGGAGAAAAAGGACAGTATACACACAAAATCTACCACATACAGAGTAAAGTCCCA
GCATTTGTCCGGCTTTTTGCCCCAGAAGGCTCCCTGGTATTTCATGAAAAAGCATGGAAT
GCATACCCTTACTGCAGAACTATTGTCACGAATGAATACATGAAAGACAACTTCTTCATA
AAAATTGAGACATGGCATAAACCAGACATGGCAACTCAAGAAAATGTTCACAACCTGGAC
GCTTCCACATGGAAGAATGTAACAGTGGTGCCAATCGACATTGCAGATAGAAGTCAGGTG
TCCAATGCTGACTATAAACCAGACGAGGATCCTGCTAAGTTCAAGTCGGCTAAAACTGGC
AGAGGTCCTCTGGGACCTGATTGGAAGAAGGAGCTGGTGAGCAATGCTGAATGCCCAAGG
ATGTGTGCCTACAAACTAGTTACAGTCAAGTTTAAGTGGTGGGGTCTGCAGA
>CL7515Contig1
TTTTTTTTTTGGATTAAAAAGCTTTATTCAAACTAGCCATCTAGCATGATCAGGCAGTAC
ATTTAAGCCAAATAAGCAACATCAAAATCTGTCAATTAACTAGACTTGAAAATAAAGCCA
GACCGTTCCCAGCCGCACATTAATGTCGTGAGTGGAAGTGGAGAACACTTTGATGAAACT
CTCAAAGCGTGCACTACAGTCTGGCAGAGTATTTGTGGAAAAACGAAAAAACCTGACACA
AATGAGAAACAACTCACTTTGACTAAACCGAAAGCAGCACCGCCTGTGCCACTCCCATCA
CAGTGAATACAGAAGATATCAAAAAGGTCTACCGTATAAAAACACAAAATAGAAAGCAGT
TTCGATTTACAACGAATGCCTCTCTTGGTTTTTTTAGCCGAACACAATCTGTTCCGACTC
CAAAAAGGCCCCTCGCAATAAGCAGTTCTAGAAACTACATCATCGGGG
>CL7516Contig1
TACTGACCGATGAGCGGCAGCTGAGAGAAACCCGGCCAGATGTTCTCATTGGGAGTTCCC
AGCAGCTGAACGATCAGGTCCACCTGCTGGATCTCAGAGGTTCCAGGAAGCAGAGGCTTG
TGGGCCAGCAGCTCCGCCAGGATACAGCCCACTGCCCACATGTCCAGAGCCGTCGTCTGG



ATCTTGGTTCCCAGCAGGACCTCTGGAGCTCGGTACCACAGCGTGACCACTCTGGGAGTC
ATGAGCGGCTGGGGGATCCCGTACATCCTGGCTAACCCGAAATCCGCAATCTTAACGTAG
CCTTTGTCTGTCATCAGCAGATTAGACACCTTCAGGTCCCTGTGTATGATGAAGTTGTGG
TGGAGATATTCCAATCCTTTGAGCAGCTGAAGAACAATACACTTGACCTGGGTTTCAGAA
AAGGGCGTCTGCATGTTCTCCAGCAGACTGGCCAGGTCCTGCTCACAGTAACTCATCACC
AGAAACAAGCTCTCAAGGTGGCTGCCCACAACCACTTCTTTAAGCTCCACTATGTTGGGG
TGTCTGAGCCTCAGCAGCAGCGTGATCTCTCTGAGGCTGCTGATGGGAATCCCGTCTCTC
TCTTTGTCCATTCTGACCTTTTTCAGAGCCACAATTTCATTGGACCTGGTGTCGCGGGCT
CGGTACACAATGCCATAGGTTCCTTCACCTATCCGATTGAGTTTCTCAAACTCTCTGACA
CTTCTGCAGCTCCCAAATCTGTCATTCTGAGGCACTGTAAACGTTTTATAGTCTTTAACT
GATTTCAGTCGGATCGTGTCTGCATCTTCCTCTCCAGTGGCGTCCATCCTTTAATCGAAG
GTAAAGATTTCAGGTTGAAAATCAAAAGAAAAAAATGAGTTGGTCAAGATTTTGCCCTGC
AAAGCGCCATGTTTGTTTATCGAAACGGAGGTCCCCGGCCATAAGGCCCGGGTTAAACGC
GGCTG
>CL7517Contig1
GACAGCCGCTTCAGACGGACCTCTGTGGTGTTTCTGGGAATGGTCGTCCACTTCATCGCT
TCCTATTTGATTTTCCTTAACATCCCGGCTGATGCACCCATCGTCCTGGAAACCACCACG
CAGCTGAGCCCGTATCTGAACCCAAGCGTGTCCATCGCTCTGCTGTGCAGCTTCCTACTC
GGACTTGGAGACAGTTGCTTCAACACGCAGCTCTACAGTATTCTAGGCCACGTCTATGCC
GAAGAAAGCATGCCGGCTTTCGCCATCTTCAAATTCATCCAGTCTGTTAGTGCGGCAGTG
GCTTTCTTCTACAGCGGTTACCTCATGCTGATGTGGCAGCTCCTGCTGATGGTCATCCTG
GGATTCACTGGAACCCTCTGCTTCTTCGTGGTGGAAAGGATGCAGGACGTATTTGTGGAT
CCACAAGAATATTAAGATCTTCCAGCTACTTTTTTTTTTCCTTTTCTGGGAAACCTTTTC
TACTTTTTTTAGCCAGAAAACCTAGATGGTTTATTTTTGTGTCATTGCTTTAAGTTTAGA
CAGAAGGCTGCAAAGAAGTCTAAAGTATCCCATGGTTATGAAGATGTGCACATCCTCCTT
TTGCAGATTTTCCTTATCGCTCAGCTGTACATGGAGGTTATTTATGTTTGATCTCATCAG
CTGAGCTGCACTTGACTCGTAGGCTTTGATAATCCCTTTATCTTGCTTTGTGCTGCCCCT
CCAGCTCAGGTTTGTGGAAAAAATAGTACAAGGTAAAGTCCTTAAATAAAAAAATCGCTT
TAGTGTTCGTTTATAATAGTTAAAAGCTAAAACTTAAATGTCTATTAATGCTTGACAATC
ACTGCCTTTTGATGTTTTTATACACTTTTGATATTTGTATTGCTTCT
>CL7518Contig1
CCCCCCCCCCCCCCCCCCTTAGAAATGCTATGCCTTAATGATTTGAACGCTGCTGAAAAA
GTTCAGATACGACATATGTTGTTGTTTTATTACTAAAAAATATGTATAATTTCTGATTTT
AAAATACAAACTATCCACAGAAAAATCCAGAGTTTTAATCCTAGTTTATTTTACAAGAAG
AGTTCTAACTCACCAACTTTGAAAACCTCTTTTGTATTAAGTTTTTCTTTGTAAAGACAG
TTGGAAACAGCATAAGATATGTAGTGTTAGTCTTTTTTTGTCCCTTCACGTACTTTGCCG
TTTGTCTATGTTAAACTTTAGCATCCTCCTCTTCATGTCATTGTAAAGAAATAAGCCAAA
AATAACAACTAACTACCTACCTACATCTCTGAAATGCTTCAAACAAGCTCTGGCTGCAAC
CAAACATATAAAATCCGTTTCTCTCTTGTACATTGAACAAATCCATGTAATGTTTCACAT
CTAACTGCTTTAATCTCTACAAGGATACCAGTATCTAAAGTTTAAATGTTGATGAACAAG
ATCGAACCTTATATTAATAATGTACAGTATATTAATGTAAACCTTTTTTTATTTGTCATA
CATATTTACTGTAGCTTGTAAAGTGTAAATATTTGGGACAGTTTTAGTTTGGTAAATAAA
ATAATTGTAGATGGCA
>CL7519Contig1
TTTTATTGATGGGAACAGAAACTGTTATTTCTCTTGGCTTACTTGTTGAATATCAGTGAG
ATTAAACAACATAACCTTAATTATTTATACCAATGGGAACCATCTGAAAACAAGTACTCT
CAGCAGAAATGCTTTATTTAAATTAAGCCAAAGTGCCTGAAGAAAATCCAAACATGCATA
AGGAAAACATACAAACTAGTTTGTAACCTCCCAAAACCCAAAATAGGGAATATTAAAAAT
AAAAAAATGAATTAACCTGTTCAGGTGTGTGTGGAGTAAGGTTTCTCTTACTTCTTGTTT
TTTTTAGAAGACCCTTTGAAGACACAAATTTGATTCAAAAAAAGGCAACAGTTAATTTAT
CTGTTACATAGTTTTCATTTCCACAGTGGCCGGAAGGCTGAGTTGGCTGGTTGTAGGAAT
GGCATGAAGGTAACCTGGGTTCACTTCCCAATGAGCTTAATCCAGTGTGGGTCCTTAGGC
TGCTGCCTTTCTGAGTCTCTCTGTGCCTTGAAAATACAGGGTTGTCTCAGAGAGGGCATC
TGGTGAATAAACTCTCTGCAAAGCCACCTGGTCAGATTGACCCATTATGCGACACGGTGA
ACATAGGTTTCATTTTCATTTGTTTGATAGAGTGTTGTCATCTTTAAAGC
>CL7520Contig1
TTTTTTCAGAGTTTTTTGGAGGGTTTAAAGAGAAATCCGGTAACAGAACAGCAAATGCGT
GAGAGAAACAGGGCCGGTCCAAATGAGAGCGCGTCGGTTCCCCGTGGCGGAAGCAGGAAG
AAAACCGCGACGGAGCAGCAGAGTCTTTAGCGAGAACCAGAGCAGTTTCCATCCCCACTA
TTCGTTTTTGACGGGGGATTTTTCCCAAATGAAGCTTGGTTCCGAGGAAAACCTCCTGCA
AAGACTGCCGCTTGAGGTTCTCCTGAAGATTCTGTCGTACCTGGATGCTTCCTCGTTGAT
CTGCGTCAGCCATGTCAGCAAACTTTTCCACAGACTCGCCAACGACGACTTCTTGTGGCG
GAAAATTTACGCTTCAGAGTTTGGAAGTCCAGAGTGGAAACCAAAGTTAGCCCCTCCCCC
TTCGCCAGCCACAGCCGCGAAGGAGGAGCCTTGCTCGGCGGGAGGCTTGGAAAAAAAAAT



TCTTCA
>CL7521Contig1
AGCAGGCTCTTTTGTTTTTAGCCATATCAGGTACCTCTGTCAGGAACCGGCTCTGCTCTG
CGAGTCCAGTGTTAAAAACAAACTTTTGTTTGGTTTTTCTTTGGTTTTCTATGGGTGTCT
GTAATGACCATGTCTAGCCTCTAGCCATCCCAAAACCTTAAGTTCAAAAGGCATTCAGAC
GGGACTCACTTGTATTTTTTGAGTGAGGTTCTGTTAAACGGGACAGCCTGGAGAACGGGC
GAGCCATCGAGGGAGGGGGAGAGGGGGCGCGAGAGATCATTTGGAAAAGAAGAGAGGAAG
TGGTGGCGCAAGAGAGGGCCGGAGGCGCTGGAGAGACAGAGGCTGGCAGAGTACATTGTG
TGGAGGAGGAGAGAGGACTTCCAGGACAAGAAAGGAGACGGAGAGAAGGGGGGAAAGAGC
ACCGAAAAAGGAAAAGAGGCTTCGCCAGAGGTGATGTGGAAGAGGAGAGAAGACGA
>CL7522Contig1
TTTTTTTTTTAATGGCGGCCTCTTATNGGCTGTGGAAGTACTGAGGCCCACGATGACCCA
TGCAGACACAAAGCAGGGGTTTCATACTACATGTTTTAGTGGGTTTAGCAAAGGGCATCA
GTCTGAGTCTGAGCTGGAGCCAGAACTGGACCGGCTCTTCTTATCGCATTTTCTTTTTGC
CTTTAGTACTGTCTGGTCTTGCTGGGCTCCTTTCTCTGGAAGTACTCTTTGAACTTCTCT
TGGCTCTGGGGCTGCTTTGACTCTTCTTTTTCTCTGCTCTGTCACTATCAGAGCTGCTGC
TGCTGCTGCTTCGTCTCTTTCGGCGCTCTCTTCGGTGGGAGGAGCGCTCTTTGCTGTGGT
CTCTCCCACGGCTCCTGCTTCTGGAGCGCCTGCTTCTTTTGGGGTCTCGCGTTCTGCTTC
TGTCTGGACTTCTTGATTGCTGATCTTTATCTCTAGATGAACGCCTCCTGCTCTCCTTTT
CACCGTGTCGTCTGTCCTTGCTCCTGCTGCGGTCTCTGCCCCTCTCTTTGTCCTTGTCCC
TTTTCTCCTCCTTATCTCTGGACCTTGAGCGCCCGCCTCTGTCCCTGCTTCTGCTGCTGG
ATCTACGCTCGGCTTTGGCTGACGTTCTGTCTTTGCTACGAGACTTTGTTCTAGTTCTCT
CATCATTCTTGCCTTTGCCGTCGTCTTTGNGCTTTTTGCTGNACTCCTGACTCTTGTTTT
AATCTTTACTTTGATCAGACTCCNTTTCGTTTTTTTTGTCATTGCTCCTTGATNTAGCTT
TCNTGTCATCACTTCTGNGNCTTTTGCTCCTCTCTCNGCTTTTCGAACGTCTGCNCTT
>CL7523Contig1
GGATATTTTTTAGACTTTTGTGGCTCAAACAGCTGATTTGAATTTAAGAAGGGACTACAA
ACACAAAGGACTTGATCAGCTTAAAACACTAGTTGACTGTTGACTTGTACAAATCATTTC
TTGCAGTCCAAAAACATCACCAAAAGTTGGGTTTCTGAGCTGGGATTATCTCAATGAAAA
GCCAAATAATTATAGACGTTAGCATGCTTCCCTGCCTCAGGCTACTTTAGCTCCACCAGC
TACACTGGAGGAACTCACTCTACCATCTAATGTTTGGCGGCGTGCGCATATTCCATCGCA
AAAGTAGGAATGTCCACACCACCAGGTCCCGCCCTCCAGAGCCTTGTACAATCAAAACCT
TGGCTTCAAGTTTCTGGAGAATTGGTTCATTTCAGAACGAGCCGTTGTCTGATTTGACCC
AGAAACACACAGACATTCTTCGCCTGTCCCCTCCCCGTCCAGGTTTTCAGTTTCTAGTAT
GACCTTCAATGATCCACCTCACAGCCATCAAAGACATTTACCAAACACTGAAATAAGACG
TTAGACTCACTCATGGTGAGTTTTACCAAATGCTTTATTTGATGTAAAATCATGATTTTC
ATTTTTTGTAAACTTTAGAGTCTGTGTGAATAAAGTAGACCTGTGGATGAAGCTGCTCCT
CTCTGGTCGAGCATTTAGATCAGCCACTTACTAAAACTGACGTTTGTATGGAAATCCACA
ATGGGGAAAAGTTTCAACATCCGTTTTCGGTGGAGTAGTGCGTTAGCTCTGAACACACGT
ACAGATGTTGGATCAGCTGTAGAACCAGGTGTGAGTGCACCTGCTCTCTCTGCCACGTTT
GCAGCTGTTTACGGGAACGGACGTCTCTGCACCTGAGTAATCTGTAACTAACAACAATCC
TGACAGCATTATAGTGTGTTGTAGCTACTCAACATGACACACATTAGTCCTGCAGTTCAC
CTGCTAATGCTTCTGCAGGAATTCTGCTTTGATGTTGGCCTTCTCTCCTTGACCTGTGAA
TATTTTCTGCCTTTCATTGTTATTTAAGAAGACACCTTGTAACGTCACTACCAGGCTATC
CTCTGAAA
>CL7524Contig1
AATCTTGCATTTTTATTTGCATATAAAGGCAGCTAAATATATCACAACGAACTGAAAAAG
AGAACTAACATTTCCACTGAAGAAGGATACAATCAGAGAAAGCGCGAGAGGAACAGAGCA
CGAAAAGAGCATTTACAGCTGTTCAAACAACTAGTTGGCAACCATTTTTTTGTGCTAGCA
AGATTGCATTTACACAGTGCAAAATTAGAAAAAAAAGCAAGAAACACAAAAACTACCAGA
TTTACACTTGAAAAGACAACTGAACCATGTTTATTTAGGCAGGTGAGTTGTTGGGAACAA
TTACCACCTGTTGGATTGTGAACAACATATTTTCCCTCTCCTTCAAAAATGTCCACCTGT
TGGCATTTGATTAAAAATACTAAAGAAAATTATGAAAAGTGTTTCATGGGAGCATAAAAA
ACATGGCAATCTTACAGGTACAAACAAAAAAAATGCACCTGATGATTTTTTTTTTTTTGN
CAAACNCANCCTTTAGNACAAATGTTTTACAACNTTAANATTTAAAATATTTTTTTATNC
>CL7525Contig1
GAGGCTGCTTCACGCCTTTAAGACCTGAACGTTAGCCTGGCCGCTCTGGCCGTGTCCATG
CGCAAAGATGACCGGCCCTTTCCTGTCAACGGCGTCACCTCCCACAGTACGTACGAACTG
GTGCACGAAGAGAGCACCGAGGACATGGAGGAGAGAGAAATGGGTCCGCCTTTTGATACC
ATTTCTAGAAGGAACGGCTCAATGGCCTCTTAGTTGGATCTTCGAGGAAGTTTTCTGATC
TAACCTTGCTTCTAGACGTGGAACTCCTGTATGAGACAATCAACTGTGAGCGGAGGGGGA
CCCCTGATGGACCAGTGGATTGTATTTGCTTTCATTTGCCTTACTTTTCTCAGAATATGA
CAGGTGTCGTATTCAGTTGCAGAACCTAATTTTTTTCCCTCTGTAAAAAGTTCCAAGAAA
TAATTTGTCTATAAGTTTTCATACTCCGCCTTCCTTACTGTGAGTCAAAGTTTTAATATA



TTCTGTATGAAGTCCTGCTGACATAGACTTTAAGTGTGAAACATTGATTTGACTTTAATG
CCTTAGAGGAAGGGGATCGTTTTTTCAATTAAAACTCCTCAGACAAACCAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAACCTTG
>CL7526Contig1
GTTCCTTCGTTCGACACCGACCTGTCCGCTCCAGGCCGACCGGCGCTGCTCCTCCTCGTG
GGGATGTCCTGGGCCGCTGCGTCCTTCGCCTGCAGCCTTCAGATCCCTCCGCACCAGGAG
GTAGCCCGGGTGGCCCGCTTCATTGCCCACCAGTGCGACTGGGCGTCCATGGCCACCATC
TCCACTCACAAGCCGGTGATGGGACAGCCGTTCTCCAACGTGTTCTCCGTGAGCGACGGA
CCCCGTGGCAGCAGCACCGGGGTGCCTTACCTGTACCTGACCAGCATGGAGGTCTCCGTG
CAGGACCTGCAGGTGAACCCGCAGGCGTCCCTGTCCATGTCCCTGGCTCAGACTGATTAC
TGCAAGCAGCTGGGCTTCGACCCTCAGAGTCCTCTCTGCGCTCACATCATCCTGTCTGGG
TCAGTCATCCAGGTAAACGGGACCGAGGCAGACTATGCCCAGAAGGCTCTGTTCAGTCGA
CCCCCCGAGATGATGGAGTGGCCAAAGGACCACGACTGGTTTTTCGCCAAGTTCAACATC
ACACAGGTCTGGGTGCTGGATTACTTTGGTGGAATAAAGATGGTCTCTCCAGAGGAGTAT
TTCCAGGCGGCGCCTCACAAGAAGCAAAACTGACAGTGAGAGTTGTAGGTTCTTGTAGTC
CACACTTCTTGGTTTTCTCCATGGTGCCAAGATACCAACTTACCGAAATGTGTGTTCTGC
TCGGATTAACTTTATAGTCATAACAAGTACGAGTACAAAGAAATAGAAGAAACTTGCATC
TTATTTTTAAGGAGTAGAGTATAGGTGCAGGAACAAAAAGATCCCACTTGTATAAAGACG
CACAGTACAAAACTAGGATGTGAGATATTGATGGGGAGCGTGGTATCGGTGCCCCAGTAC
ATCACTTCAGGACACCTCAAAGCGCCGTCAGCTCTGGAATTGTACGAAGAGTATGAATGC
TGGAGAGAAGGACACCGCCTTCACACACTAACCACACCTCCCTCTGTCGTCTGGACATTT
TGGCCAGTAAAGGACTCCGCTCAAGGATTGTTCGATTTGATCAGAAGTCTTGACTGAGTC
TTTGAGACACTTTTTGGTCCAAATCCTGAACAACTTGATTCAGTTTTCCTCCCAGCTGCG
TAGAAAGTTTCTCCAAGTTGTCATCCATTTGTGGCATCAGTTCCAAGACTGCAAGCGCCC
TGCCCGGCTGGGCAATCAGGACGATAGCATTTCGGTCCGACTGTGACAGTCTCTCAATCT
GAGCCTGAACCCTTTAACACTTCAGCTCCAGTGTTGCCGATCTTNAACTACCGTAACCCT
TCACCCGTTCACCCAAT
>CL7527Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTNTGTTAAATATTTGTGCTCTAGAATATTCAAAC
CATTTTCCTTCTAAAGCCCCGAACGTCCCAGAGGCAGGAATGAAGTTTGCGGTGAACATT
CGTCACGTAAAGCCATCAATATTTGGAGCACAGGAGTTTTTCCTCCTTTACAGTCTTACT
GTAAGTCCTCTGATTCTTCTCTTGACTGATCACATTGGCACTGATCTGGTTTGGGATCCA
AAGCCTCCTCTGTGACCGACAAGAGCTCGACAGGAATGTGGTGCAGGATTTCCTCTCAGA
AATTCTTCAGGAACTCCTCGGCGACGATGCGGGCCCTCGCATTGACGGACAGCTTCATTT
CACTGATCTCTTTGTCAATTTCTTCCATGAAATGAATGACGAAATCCACCAGTTTGTGCT
TGTACATCTGCTCTGTGTGGAAGTTGGTGATGAGAAAACTGATGTCGTAACCCTCCACTG
CTTTCCTCCTCAGGATGAAGAAGTTCTCCGCTCTCATCATCATAAATCGCATGAACTTGT
GGCACAGAATCTTCTCGATCTCATCCGCCTGCTTGACAGCGATGCTGACCCTAACAGAGT
TGATGGAGCCTTCAATTAAAACCTTCTCCTTGTCATTACGGCTGATGACGACAGGTTGAA
GGAGCAACTCTTTGCTGCTCCTGACTTCCACCTCTGGCTTGTTGTGTCTTTCCACGACCT
GCGAGGAGAAATTCTCCAGGCAGAGCGCCGCCTGCAGCGTGGCACGCACAGCATTCAGAT
AAGGACGCAAAGTGGCCGTCATTTTGAAGTCTCTGGAGAAGCGACTGAAGGCGGAAGTAG
CAGCTGCGGCGGCCCCCGGCCATAATGCCCGGGTT
>CL7528Contig1
CACGAGGCAATAGTTAAAGTACATATTAAAAAACATAATTTTATTTTGAATTTAAAACTA
AATTTCTCACACATTCATAAACTCTTTACCCAGAGAGTCTATGGAAGTGTTTTTGTCTGT
GACAGAGCAGAAAAGTCCAAATGAGAAAGAAGACTGGATTAGGTTGTGACCTAAGCTTAC
TGATGAATAAAAATAATTTCATAACTTTCATAACAGCAGTCAATTATGAAGGCTGTTCAG
TAATTAAATAGGAAGGAAAAAGATTACCTTTAAAATAAAACAAATGAAGAGGGTTCAATT
CACTATTGTGCATGGGGTTTACTTTAAAATAAAGAAACTCAGATTTTTAGAGGAATGAAA
AGATTTTTTCTTAACCATGTTGTATTAACCACCTTAATTTGTAAGGGGGTGTACACAAGC
AGAGGTCTGAAACCTTAAACAGCAAAAGAGCCAAAAATACTTTTTATTTATACTTTTGTT
CCCATTGAGTTATCCATTTATAAAATGTAGCTTATAAATATTTATAGTAAATACATTATA
AATGTTTTATTATATTATTTTTGACAGCAGCACAAAGAAGTTCCTTTCAAAATAAATCCT
TAACAGTGGTCAATAAATCTTACTGGTGTAAGATCACCTATGTTCAAAAAACTAAATAAA
TGGCAAAACTACTAATCCTATTGTTTATCAAAAATAAAGAGAAG
>CL7529Contig1
AGAAGAAGCCTTTTACTTCATTGATCGAGATATTTCACACACTTCAGATTTACAATGACT
TTTTGATTTAATCTCCAGTCTATAATTATAGAAGAAAAGTATTTTCCTTCCTTAATCACA
CAAACTCAAATGATTTACAGTCAGCACAATGATTTTTATTGAGTCACCAAACCTTTTGAG
ACACATTTGTGGAGCTTTCCGACATCGCCTTGTAAAAGAAAAATGTAAGAAAATAAAGGA
AAGAGTCTGTCCAGAAGAAAAGAAGTGACAGTGACCTCTTCAGTTTTTTTAAATACCTGT
CCTAGTATCATTTATTTTAGAAAGGAAAAGGTGTCACGATAGTGGTTTTAGACAGGGCCA



ACCACTTCATGTACTCCTCCCCTGCCATCTCCTCAGTCCTCTTCCCCATGGTCAGGATTC
CTGCTGCTTGGTTCCTGGAGCTGTGAAGAAGTTGCTGGAGTCGACTTTCCAGGCGATGCT
CCTCCTCGTTCCGCTTTCCCAGAGTGAGGATCCCAGCAGCAGCATCTCCTGCACGGGCTC
CACCAAAACTCTTATTGCCAGAGCCACAGAACAGCGCGTAAAGGGGACAGGACCGAGACG
GTTTTCTGCAGCACTCGGCCACACTGTGAGGGTCACAGTCCGCTTGAGACAGGAGCAGCA
TCAACACGAGGGCCAGGGATTTCCTGTTGGACGTCTCCATTCCAGCTGCTCTGTAGACGT
TTGAGGGGTCCCACATCTTCTGTCTGGTGTTAAAG
>CL7530Contig1
TATTTTCTGTCTTTATCTGCTTCCTAGAAACTCTTAAACCCTCAACTTGAAAACAAAAAT
GCAATATGTTCCCTCTCAACCACAATCCTTGTATTTCGGTCAGTGTTTGTCTGCATGGTT
CGGCAGAACATTTGGAAGAATCTGGACCTACTGGAGTCTTTTGACACATTTAAGAAGTTA
AACTTCTACAATCAGAAGTGTTTCTGACCATAAAACCTCGTTGCTCTGCTGACCCCCCCC
TCGCCAGCCACCATATGCCTCAGTTTGACGATTACGGGCACCACGCTGACAGCTTCAAGA
AAACTTGGTGAAAACATTAAAAATTAAAGCACTTATTTATTTATAGACACTTGACAAATT
CAAGCTTTTGTGTAAAACATCATCGGTCATGGCTGCAGCGTTCCTCAGTGTCCCAGAAGC
CCCGTTCCTTTGAACCCCTCCTCCGGTAGCCTCACTTGATAGGCGTCATCCATGGCGGCG
TAATCTGCGATGGGTTCGTCGGCCTTTAAGCATATGATGCTCTCTGGGACGACGCCCAGG
CTGCCCAGCGTGGCCGAGTCATCCGTCAGGCTCTTTCCATCAATGGAGAGGTTTTGGTCA
AATGGCGCCACAGAAAAGGCGTGCATGATCTGTATCTTCAGCTCCTTTAGCGTCTGATTG
GCTGAGACAATGAGGGCTTTCTCCCCCCGCAGTTTCCGATGTCGAGTACTCCTCCTGATC
CCGCCCACTTTGGCTGAGGTGGTCACAGGAAGAGCTGCAGGAGCGACAGTGCCATCGGCC
AGTCTCAGCCGCTTCGCCCCATCCTGAGACTGCAGCAGGGCCGACTGACTAAAATCTGGG
TCTTCGCCTCCTTCCAACTTCAGATGCTCCTCTCGCTCCTCCTCAGCCTCGGAGCTGCTG
GCGTTCATCTCTGGAGTCACATCCTTCACCATCCTGGCGTCTTCCAGGACTTTGCGGATG
TAGATGGTTGCTTGGTTGTACTCTCTGAGGTCCTTCTGCTGCTGGAACAGGAAGCTCTCC
CTGCAGTCCCAGCACAGCTCAAGGCTGGGTGGTG
>CL7531Contig1
GCGACTTGTTTTATAATTCTCACTGTTTTACAGCTCCAGACTCCAGCCCGCCTCCTCCTT
TGGCACAAAATATTACAGAAACTCACGAGTTCTGCGACCGCAACGCCTTTCTCTGTGTGG
CACGTTTCATCAAAGGGAAGTCGTACTGACACAAGCCTGCCGCAATCACTGCAATACACT
TAAAGCAACGTATGTATGCACCCAGTGAGGAGCATGAAACACAGCATCTATACACATTGC
TGCTCACTGGAGGACAGGGCTCCACATTCAGGGGTTCTGGGTGCTTTCGCAGCCTAATAC
CTGTAATAGTTGGGTTTGAATGGGCCGTTCTTATTCAGTCCCAGGTACTTGGCCTGATCA
TCCGTGAGTTCTGTCAGGTGGGCGTCGAAGGTGGTCAGATGCAAGCTGGCGACATACTCA
TCCATCTTCTTGGGAAGCAAGTAAACATCCTGTTTGTATCGTCCCTCGGGAGCGTTGTAC
AGCTCTATCAGAGCCAGAGCCTGAGTGGTGGCTGTAATGGACAAAACAAAAGTAGGAACA
GTGGAGCAGCTGAGGTTCAGGAGGCGGCCCTCGGCCAGGAGAATCACTCTTTTGCCGTCA
GGCCAGATGACATGATCCACCTGGGAGCGGACTCTCTCCCAGGTCCAGCTCGGGTGTCCG
AAGACTTGCCACGTCGATCTCCGTGTTGGAGTGTCCCATGTTGCAGACGATAGACCCGTT
CTTCATGCGGTCCAGCTGATCCCTGGTTACCACGTTTTTGTTCCCAGTGCACGTTATGAT
GATGTCGACCTGCCGAATGACCTCGTTCAGTTTGACCACCCTGAATCCATCCATGCAAGC
CTGCAGGGCGCAGATGGGATCGATTTCTGTCACGTAGACTATGGCTCCCAAAGCTTTCAG
AGCAGCACAGCAGCCTTTTCCAACCTCTCCGTACCCACAGATCACCACCTGTTTGCCTCC
AAACATGACGTCTGTGGTTCTCTTCAGGCCATCCAGGATGGACTCCCTGCAGCAGTACAG
GTTATCAAACTTTTGCTTGGTCACAGAGTCGTTCACATTCATCGCTGGACACCGAAATAA
ACCGTGGTTTGTGGCTGAGGAAAGCAGTTCTGTGCTCCGTTTTTCCGCTGAGGCTCCAGT
CGTGTTGTTCCCCCGCTGTCGTCCCCCGGCCATAATGGCCGG
>CL7532Contig1
CTACTGGATAAATTAAGCACCGTAACTCTTTCAGACACACGGGCTGAATCGCGGGCTGCA
CAGGAGGTGCAGGTTTTTATTGTGGTACGAGTGTCTCCATCAGGGTCAGCATGTGAGGGT
CAAGTTACCTTGCAGGAGCGTTGGAAACTGTAGCCACTTCATGAGAAATGTATATCCTTC
CATTGGTCATTTTTTAGCCCCCCTCCTCTGCCAATGTTTCCGTCTGTTCGTTATACTCCC
ACACAAAGAGGCTGTTGAACTTCTGCATAAAGATTGAAGTCACCCGTGCGGCGCTGTAGT
GAACACAGCAGCCTGTTTTTATGCACCCTACCCACCTCATATTACAAAGAGTCAGCTTAC
ATACAGTATGAAAGGCCGTTCCCCTTTTGTGATTATGTCGGTTTCACTTCTTGAAGCGGT
CTTAACAACTCCGGATCAGTATTCATGCATGACTTTCGGGTTGCAAAGGAGGGCAGGCAG
CGGTCTAATGAGGAGACGGGATGAACAAACAGGTCTTATCCAAATTAAATGGGTTTTTTC
TTTCGCCCAGAGAGAGTTTTGATTCTTTGATGCTCGCATCATTTTGATGCTCGCATCACT
CTCATCACTCAGCGGTTTGTTCCTTTTCCTTGTTTTGTGACTTTGCTGTGCATTTCAGGG
CTCTGCGGACTCCTACACCAGCCGGCCGTCAGACTCGGACGTGTCGCTGGAGGAGGATCC
CGAAGCTCTGAGGAAGGAGGCTGACAGGCAGGCTCTTGCCACACTTGAGAAAGCAAAGAC
CAAACCAGTGGCATTTGCCGTGCGCACAAATGTCGGCTACAACCCAGGCCCCAACGACGA
TGTTCCTGTGCAGGGCATGGCCATTTCTTTTGAAGCCAAAGACTTCTTGCATATTAAAGA
GGTTAGAATGACCCATCGTGTTTTTGTTCGTTTATGTAAAATCAAAGAATTCTTTCTAAA



TTTCATAACAAGGAGAACACACAGATTAGCCCTTCACGTTGACTGAAAAAGATGGTTGCA
ACGAAAACAAGGGTTCGTGTTTTGCAACATTTTCCACCTCATCAAAACTCAAAAACCAGG
CCCATC
>CL7533Contig1
GCAAAGGTGCAGAAAGAGCCTAACCCTGAANATGGAGATCCCAGGCCCCATGCCTCCCCT
GATCAGGGAGATGCTGGAGAACCCAGACGTCTTTGAGGACAGCAGCGACTCCTGCGACAG
CGCCGCAGCTCCTCCGCCCGCCGTTCCAGCCATCAAGCAGGAGGAGAAGCCCACCTATGA
GTCTGCATTCGAGGAGGAGGAGGAAGATGACGACTATTGGGATGAGGAGCGAGAACGCGG
GGCAGACAGTGATGGAGAGCAGTGGGGGGTTGCGGCGGCGGCGGCCGTGCAGAAGAAGGC
GGCGACAGGGAAAACGCAGTGAGACACCAGTAGGAGCTTCTTCCTCTGACAAAGCTCAGA
CTCAACATCATCTCCTGAAAAAATGACAGATTTAGGTTTAAGACAACCTAAGCAATGCTT
GTTTGTTTTTTTATTGACCTGTACAGAGACTTGAATTCAGCGTAGAAAAAAAGATTCAAA
ATAAAATCCCTGCATTTTCAGTGGATGGATAAGGGCAGCCTTAAAGCAAACGTTGAGCCC
GTAACTGTTTTTATACCATTTCTTTTCTGTGTTTTTTTTTCCTTCAGAGACAAATAAAAG
ATGCACTGCTTTGCTTTATATCANGGGCTATGCTTTGTATAAAATTGATGGTATGAATGC
ATGTTAACTCTTTCATGTCCATGTGATGTGCCATAAACATTCTCACAAATGTACTTTTTT
TTTTTTGT
>CL7534Contig1
GAGGCTGGAGCGCCTAGGCTCACGGCGCGCGCGTCTGTTGACTAAATCCAAAACTTCAGG
AGAAGTCCAGCGGAGCTTGCAGGGAAACCATCAGAGGTCCGCGGGTTTGAATCCCGGAGT
TGGTGTTCTGTGGGAGAAGAGTTCGGGAGGTGAGCAGGATGCCGTCGCGCCTGCGCCTGG
ATTGGCTTGGGCGCTTGTGTGTGTGCCCATCTGTGTCCGTGTGCGCGCAGGACGACCCCG
AGGACGACGGTCTGATCCCCGAGGACGGGACGCAGCCGGAACGTGGAGGAGCCGGGGCCG
CCGCCGCCGCCGAGTTCCTCAAGAGCAACAAGGCGGCGTGGCGCATGCCTG
>CL7535Contig1
GACGGTTCAACAGGCATCACTGAGGTCTTACACTGTGTGTGAATATGACTGGCTATTTCA
AATAAAACAAAGCAAACTAAAACTACACGTTTCTGTAATGAAGATGCCAGGGCTCAGAGA
AACCCTCTTCCTCCTGAAATACTGTAGCCCCAGAAATCACTTCAAGTCCTCCAAGTGTGT
CGGAGCCTCGTGACCGGTCACTGTAGAGCAGTAGTATGAAATGTCCCTGCAGTGACCTGT
CCTGGTCCTCCGTGATCCCACAGCGGATCACAGTGTGCCTGAGAGAGGGCCTCTTAGATT
CATCAGTCTCGAGCAGCTGTGGAACGTCTGCACATCATCTTGTGGGACTGTAATCCTCTG
GAAGTCCACTGAAGTTTCTGCTCCTCAGGGCCTGATCAACAGTGTGAATAAAGGAGTCAA
TCATCTGTTTCATGTCAGGGGTGAACGGGTCAAAGGTCGGCTGTGGACCCCCTGAGCGTT
TGAAGTGTCCGTCTTGGTTGCACTGTGCACACAGCAGCCTCTCCTCTGTGACGCTAACAT
TCAGGAAGGCTGTGATGAGACGAAGCTGCGGCAGAAGAGCTTTCTGCAGCTCCTCGTAAT
GAACCACGAGGAGGCGACGCCCAAACTTCAGCCAGCTCAGAGCGTGAGATGCCCACCAGG
GGGCGTAGCTTGAGACAAATGCTGGCCACTCTTTGCTGCTCCACTGAGCGTCTGANGCGT
GTCCCAGGTGTCCTGCACACTTGCGGTTGAATTCTGCCATTA
>CL7536Contig1
TTTTTTTTTTGTCTGAGGACTTGTCATGGTCATCCTCTTCATCTGACCCCACATCCTCAA
TCTCAGGTTTGTCCTCATCCTTCTCTTCCTCGTTCTTCTCCTTGGTCTTTCTCCTTCTCC
TCTTCCTCAGCCTCGTCGTCACTCACCTCCTTGTCCCGCTCCTTCTCCACAAAGAGTGTG
ATGGGGTAGCCGATAAACTGAGAGTGTTTCTTCACAATCTCCTTGATCCTCCTCTCCTCC
AGGTATT
>CL7537Contig1
TAGTGTGCCGCAGCGAGAAGGCGAAGCTGTTCCGACTGCAGAGACACCATCATGTTGAAA
GCAAGGAAACGCAGTGCTGAGAGGTGCAGGTAGGTGGCGCTGCACCACCAGCTCCAGGCA
GCAGCTGCTGCTTTCTGGAGAAAACCACATCCTGTTACCGGTGCTCTGTGAGAGCCGCAA
ACTACAGCAACATGCTTCACCATGAGGCAGTTTGACGCAGACAAATGAAAGAAGAAGGAG
TGGATGCTTTTAGCTGGGCAGTCTGCTGTCGGGGGGGGCTTCCCTAAAGGTTATCTTTAG
ACTGTGAGGAGGTCACACACCACCAAACACTGTTTGATCCCACATATGGAGTTTGAGCCT
GCTTTAAATGATTTCTTTTTTCTCTTTCTGACCCACTTTTGTATAAAGTGTCCCTCCTCC
CCCCAGCTTGTCTAGCTCACCTCGGTCAGTATTTTGTGTTTATGGAGTTTGTCTTTGAGG
GGAGGAAACCCTTTTTTGTTTGAAAGACGATGTTACATTGTGCTTTTTAATCTTCTGAGG
TTTGTTGGTGGTAGGCATTTTTAAAATATAAAAATGTTTTTACTGTAAAAACAAACTCAT
TTTATTGTCTGTCATTGGAGCAAATGTATGAATGTACAACATAAACTCCAAATGAGCTTT
TATTTGTTGAAAATATTTTACACCTGGTAAAAATGCATTACATAGTTTGTCATATAGTAA
AATGTGTTTTTCTTGTGGTGTTGCCAGGTGGTGTAGTGGTCAGCACTCACTGCGTTCTTG
AACCGCGTTACATACCCGGTGTGTTCGTAGCTTCCCAGCCAGTCAGCACATCATTCAGTA
TTTGTACACAATAAAAAGTAAAAAATGTAA
>CL7538Contig1
GCCGATAAGGGCCGGTGTGGCCAAGATCTCCGATCTCTTTCTTCACACTCTCCATTCCCT
GAGATATTGCTTTGAATGCACCCGTCTTTCCCAGCATTTCTCCGCTCTTACTGACACTTT
CTGCTGATGTCTTTGCTGTTTTGGCTGCTTCTTCCATTCCTTCTTTGATTTTCTTTCCAA



TTTCTGTCCGACTGACCTCTTCCAGGCCCTCTTTTACTGTATCTGAAATGTTTTCAAGCT
TCTTCTTGAAAACTTCCGAGGTCTTCACTGTTTCTGATTCTATAGTTTTATATTTCTTCC
GAGCTTGTTTCAATGCATCAGACTCTTCGAGTTTTTTGGCTTCTTCCCGAAATTTCTTTA
TATTTTCTTTCATTTCTTTGTTCTTGTTTAACTCCTGCTTAAGGTTGTCCAAAAACTCCC
CGAGAAAGCCTCTTCTGCCACCGCCCTTCTCTCCGGACAAATACCTCACCTGTGCGGCGG
TTGTGAGGAGTCCAGGTATCCTGTAAACACTGGTTCTGTTGGTGAGCAGGAGGTAAGTGG
AAGGACAGACCATCACGCCTCTTCTGACACACATCTGATAACATCGACATAAGAGGGCCG
CCATCTTCAATTCCCCCGGCCATAAGGCCCGGG
>CL7539Contig1
TGATCATCAGAGAATCCAAAGGCGATGTATCCGCTGGAGGGACCGGACATCTCGTAGCTC
ACTCTGCCGGGAGCCAGTGCCGTGGCTGACATGAAAAAACAGCTGCTGCTGACAGAAGGG
TCACAGTCCGAGGGCCGGCTGAGGCAGATCTTTGAGGTTCCACAGCCGCTCTTGGAGATG
ATATCAAGGGCAGACGTGCTGGATCCATTTGAAGATCTACTCAGGGACAGGCTCTTCACG
TCCACCCAGTAGACTTTTTTTGCTTTGTACAAAAGTTGCGTGGAACTCAATGTCTTTCAC
TTGGGATGAGCTGGGTTGCCACGTCACTTGGATTTCAGTCTTTGTAGAGGCGGAAGTTTG
GGAGACAGCTGTGTTCGGCTGGTTGCTGCAGGTGAGGAGCTGAGCATTAGATGATGAGAT
GGAGAAGGAGCCCACAGGAGTTTGACTCCCGACTTCTCTGGCCTGCAGCAGGAATCCCAT
AAACGACTTTCCAATTGGAGCTTGGAGGACAACTGTCACTGACTGTCCCACTGTGTAGCT
CCTGGATGATGCAGCCACGGTGTACGGTGATGCTGCTGTCTGTGAGCTTGTCCCGTGCTG
AGGTGTCAGGTCATCACAGCTGGAGGTGACTTTTCCGTTCGGGTAGCTCCAAACCACTGG
AACCATGGTGAGAAAAAGGAAGAGCTTCATCCTGACCGGATCCAAGCTGTAGGCC
>CL7540Contig1
ACGCTAAACATGATGAACGGGCAGATGAACGGTTTTCACAACTCTCTCATTGAGGAAGAC
TGCTTTTTGTTCACCTCTGAGTCTGTAGGAGAAGGACATCCCGATAAAATCTGCGATCAG
ATCAGCGATGCTGTCCTCGATGCCCATCTCAAACAGGACCCTGATGCCAAAGTTGCGTGC
GAGACTGTTGCCAAGACCGGTATGATTCTTTTGGCGGGTGAAGTGACGTCACGTGCAACG
GTGGACTACCAGAAGGTCGTGAGGGACACCATTCGACAAATTGGATATGATGACTCCTCT
AAAGGCTTTGACTATAAGACTTGCAATGTTCTGGTGGCCTTGGAGCAGCAGTCTCCTGAC
ATCGCTCAGGGTGTTCACATTGACCGTAGTGAGGAAGAAATCGGAGCAGGGGACCAGGGA
TTGATGTTTGGATATGCAACGGATGAGACTGAGGAGTGCATGCCTCTCACTATTGTCCTT
GCCCACAAGCTGAATGCTAAAATGGCAG
>CL7541Contig1
TGAGCAGCGAGTCGGTACAGCGAGGAGTCCAGCAGCTCCGAAGCGCAGACGCGCCTTCTC
CGTGGAGATTTGTTCTCTGTGACCTGCTGGGAGGAAGACGCTTTTCCACTCACTTTCGTT
TTTTTTCTCCCCACCTCATCAACCACGTAAGGTAATGCCATCGATAAATATGAAACTGGA
GATGGTGACCATCATCGCCTGCGAAGTAGACACCGAAGTGTTTACGTCAGACAAAATGCA
GGAGAGGTTTGAAGCCGTGTTCAGGATTTATGATGAACACACAACCTTCCAGATGTTCAA
AAGCTTCAGAAGAGTGCGGATCAACTTCAGCACCCCAGAGGCAGCCGCCCGCGCTCGCAT
CGAGTTGCACGAATCGGAGTTCAACGGCAAGAAGCTCAAACTCTACTTTGCTCAAATCCA
GAATGGTGACGAGGACATAGACAAGTCTTACCTGGCCCCTCCACAACCCGTGAAACAGTT
TCTGATCTCTCCTCCTGCCTCGCCGCCTGTGGGATGGAGCCAGAGTGAAGACGCCACACC
CGTCATCAACTACGACCTGCTATGTGCTGTTGCCAAGCTCGGACCTGGTGAAAAGTATGA
ACTCCACGCCGGAACAGAGTCCACTCCAAGTGTTGTCGTCCACGTGTGCGAGAGCGAGGC
AGAGGAGGACGAAGCGGTGCGGCCAAAGCAGCAGATCGTCCAGACCAGGCGTCCCGATGG
TCCCCCAACGGTCTCCAACTAGAAAAGCCCCGCCACCGGGGCCGGCACCGTACCGCCCTT
TAAACCTGCGACACACCCGCCCTCTCTATCTCTCGTCTCTGCACTCACAGAGAGCGTCGA
CGCCCCTCATTTCAGTTCAACTACAAGCAAAAACAAACATTGCTCGGTGTTTGTTGCGAG
CGTGGCGATGGAATGAGGCGGCTTGAAAGGAACGGATGAGAACCACATGCACGCACACAC
TCATC
>CL7542Contig1
ATGGCAGCGTGGGGTCATCGAGGAGAGGTTAGAGGATTGTGTGCTCCAGTGGGTTTTTTG
GAAAGTGTGGATACATCATGTTCTTACGTACAATCTGGAATTTGAGACATTCCTAATAAT
ATTGACACAAGGATCAGAAGTCAGAGTCTTAATTACAGTATAACAATAACAGGAGTTGAT
ACAGTCTAAAACCTGGAGTCAAGTCCTCTTCTCACCTTAAAAACCAGGAACAAAAACATC
TAGTTATATTTACCGTCAGCTGTTTGTCTCAGGCAACATTTACAATGATTACTATACAAC
CTTTAGCCCCGCCCACTGAAGATTAACTGTTCCGTTAGGGGGGCCAGAGTGACAAACAGT
CAGGGGAGGGGGGATTACCCCAGTGATGGATGAATGACAAGGGCAGCCTTTTTCCCACAA
AGGGTCCCAGACCTGCAGGGTTAAAGGTCACATGAAGGGTGGGGGCCCCACAGCTTTACT
GCCCCCCCAGAAGAGGAGAGTGCAAGGTCTCCTGCTGCTCATCATCAACACTCCATGCCA
CTGACCTCAAGAAGGAAGCTGACCGGGTTGTGGGGCTGCAGCGCCCCCACCCGGGTCTTT
>CL7543Contig1
GGGGAGGAGGAGGAAGAGGAGGAGGATGACACAGGAGGAGAGGGTGAAGCCACTCCTCAC
TCTCAAACTCATTCTCGCTCCCTCACTCCTGAAGAGAGCTACATCCCAGAGTCGCCCCCA
GTTTCCCCCGTGGAGCTCAAGAAGGAGCTGCCCAAATATCTGCCTGCTGTACAGGGCTGC



CGCAGCGTGGAGGAGTTCCAGTGTTTGAACAGAATCGAGGAGGGAACCTACGGCGTCGTC
TACAGAGCCAAGGACAAGAAGACCGATGAGATTGTTGCTCTGAAAAGGCTAAAGATGGAG
AAGGAGAAGGAAGGTTTTCCCATCACATCTTTGAGAGAAATCAACACAATTCTGAAAGCT
CAGCATCCGAACATTGTGACTGTGAGGGAAATAGTGGTTGGAAGCAACATGGACAAAATC
TACATAGTGATGAATTATGTAGAGCATGACCTGAAGAGTCTGATGGAAACCATGAAGCAG
CCCTTCCTGCCAGGAGAAGTTAAGACTCTGATGATCCAGCTGCTCAGAGGCGTCCGACAC
CTTCATGACAACTGGATCCTTCACCGAGATCTGAAGACGTCCAATCTGCTGCTGAGCCAT
AAAGGGATCCTGAAGATTGGAGACTTNTGGTTTGGCCGAGAGTACGGCTCCCCACTGAAG
CCGTACACTCCGATTGTGGTGAACCTGTGGTACCGATCACCTGAACTGCTGCTTGGAGAC
CAAGGAGTACTCCACAGCGTGGACATGTGGTCAGTGGGCTGCATATTTGGCCGAGCTCCT
TACCCAGAAGCCTCTGTTCCCTGGAAAATCTGAAATCGATCAGATCAACAAGATTTNACA
AGGATCTGGGATN
>CL7544Contig1
CTTCTTTCCTTTGTTTGCGGGATGGAGGGGGTGGGTTGATTTCAGGGGTTTTTGATTGAT
AGATGCATCATCAACCAAGATCTTGGACAAAGTGAACCCTTTATTTTTGCTCTGTTTCTG
ACAGTGGATGTTAAAGCATATTTTCATGTTTATAATGACAGCATACAGACACTCATCCAG
TATCAGTCGGTCCTTTTCCTCTGTCCCCTCTTGTGTTTCGGTGCCGTGTAATGAATGTCA
GTTTCCAGGTGCTGTGCCCAGTCGAGTATGAATCCACTGATTGCTCTTTATTTAAACGTC
TCCATGTTAGCTTCAGCCTTGTCAGTTGCACCTATACTTTTTTATTTTTTATTTGCCTGC
ATGGTAACAGAATCTTGTTAGAGAACAATCACACAGAATCACGCCACCTCTAAATCTGCT
TACTGTTCATGAGCAAACCTGCGTACCGCTAACTGCAAAACGAAACCTTCTTTTACTGCC
AACTTTTGGAACTTTTCTGATATCTGTGTTCAGTTTCTACTCCCGTTGTGACTCCCTGAA
CAGCAGAAGAGGCCCCTCTAAATATTTCAAAAACTCAGTATTTCCTGGTTTGCCTGGCAT
GCTAAGGCATTATAGTACTCCTTCATTAGAAATGCATGAGTGCTGTTTGTGGATTTTTTA
TCATCTTCTTCACATTGGGA
>CL7545Contig1
CTGTCAGGTCTGATATTGTACAGAGGCTGTGTCTGATGGACCACAATGGTGCACGTGGGG
CACCGGTTGCTGTGGAAGAAATGCCTCACGATGCAACTTTTGCAAAATGTGTGCAGGCAC
TCTGTGATGGTGGTGGCATCGATGAGGAATCCACAGCAGAGGCCACAACGGATGTACGGA
TAGAACTGATTGAGGGGGAGCTTAGTCTCGTCCTCTGAGTCGCTCTCAGATACATTTGTG
GACACTTCTTTATTATTCCAACGACCAGCTGGACCAAACATTCCCACCTGACTCCTGCAA
CTAGTTAAACTAAAGAAGGGGGAAATAAAAATATACAAATAATAATAATAAGGGGGGAAA
ATTACCCCAACTTAAAGATAAATTATACTTGTGATTTTTTTCAAGAGTTTTCCCTTAAAA
AACGTTCAGACATTTAGCAAAGCGGGTCAGGTCAGCTAACCGTTAGCCTCGTTAAGGCTT
AACGAGTAGAGAAAAACAGCTCGTTTCGACTCCCGCTTCTCCTCTTGAATCTGTTAAGTC
GAACCGTCCTTCTCTTCAATTCTTTTCACCTTAAATCTTTTGACAATACATTACAAAAAA
CGCTTTAAAAGTTTCTGTTTTAAATCATTTGGTGATATACCTCCTGTAACTTTATCTAGC
TCGCGCGTAGTTTCGCGTGCGTAAAAAAAGCCCCC
>CL7546Contig1
GCAAAACACCCAGGGNCAGCTGTGTTGTGGGTTAATTTCTCATACTGGTTTAATTGTATT
CACGGTACAAATAACTGAGTAGTTCATAGCACATATTTCTGCGGAGGAAGGAAAATCTGT
CATGCTAACAAGTTACTTTGCAGCTAGCTAGCTAGTCGTCGTAGCTAATGTTTTAAGTGC
ATTTCTCAATTTCTGTTCTCATTCAAAGACAGACATGTCAGGAATGAAACGAAAAATAGA
AGGAACCGACCCAGACTATGAAGACATTTCACAGGTCCGAAATAACAAAAGAAATAAAAC
TGCTGAGCACGATGGTAAGCAAATCCAACTCCTTATGTCTGCTTTGCATGTTTTGCTCAT
AACCACCTATCTCTCTGGATTTAATTTCAACCG
>CL7547Contig1
CGTGGACCGTGAGAGAATCTTCCTAGAGGTTAAATACGACTTACCTCTACCACTGTCNAG
TGTCCAAGGATCACGGAAAGGTTTATCTACAGCTTACCAAAAAGGCAGAAAACACAACAA
GTGGAGTGGCCATTCCCGGCCCCTCCCACCNAAAAGCCCATGGTCCACGTGAAGAGTGAG
AGTCTGGCCATCAAGATCTCTCAAGAAGTAAACTATGCCAAGAGTCTGTACTATGAGCAG
CAGCTCATGCTGCCTGCCAGCAAGAACGAAGACTGCTTACTGCTTGAATCCTGAGCAGGT
TTTTTATACTAAAGTTTGCCACAGACTGTGTGTGTGACTTTTATTCTGCACTGAACCTGA
TTCTGCTTTTGTAACAGGACAGACCACTAACTGCAGGAAATCCTCTGCTGCAGTTGTTGC
AGTCTTCCTACTGTACATATAGTTACGTAGATAATCCACTGTAAATAGTGTGTTCATATT
GTAATCAAACAATAGAAGGGGATAATGTCACCAACTTCCTTTATTAAATTTCTATTTTGT
GTACCAGATGTTTATTAGAAGAAAGGATAAGAAATTGCACTAATACATCGCCTAAGAAAA
CACTATTTACTTTACAAATTCAAACACTTTTTGTGTTTCTACTGGTCTTTAAAGTTTTTA
TNGGAGCCAAGTTTTCATTTGTCTGTAAGCTCTTGTCCTTCACCATCAGGGTAACCAGCA
GTTCTGGTTCAGGATCTGCTCTACACTGTATGAAAAAGAAAAAGAC
>CL7548Contig1
AGGAATTCGGNCGAGGGCTNACATAGTTGTCCTCCCCAGCATTGGATGAATGAAGAGAAG
GATCTCTGCAACCACCAAAGGAACTCTCAGCATTTTCCAAGTGTCGTAAATGAGTGAAGA
AGTGTTGAACGGAAAGACAACGTGGATTGCTGTGATTGTGAGACTAGCAGATGATCGATC



GGAGCTGCAGTGAAGAGGACGGCGGTGTTTGTGGGAGTTGGAGCTGAAGATCGGAGCAGG
AACCATGTCTTCAGAACCTCAGGAAGGTTCTGTCAGAGAACAACTTTCTGCTGCTGAAGG
AACCATCGTCCAGAACGAGGAGGAGCTCTGTCGTCAGCGCAGACTGCTGGATAGCAGCTG
GAACCCGCAGCTGCAGCTCAACATAGTTGTCCTCCCACAGCATTGGATGAATGAAGAGAA
CTCATACAGGAGAGAAGCCATTTCCTTGTATAGATTGTGATAAAAGTTTTCGTCATGAAT
CTAGCCTCCAAGCACACATGAGAACTCATACAGGAGATAAGCCTTTTGCCTGTAAAGAAT
GTAAAAAAACAAAGACAAACACTGACATCCCTGGACTATCATAAACAGGAGAAAAGGAGT
ACCAAGAGTAGTAGGAAAATGGCAGTTCACCCCTACAGCTTAGCTTAAAATACAACTACA
AACCAAAAGACTAAACAGAGTGGACCTGAACACAAAACTAACAAGGATGACTAAGTGCAG
CTCCACAAAACAAGTGGAGAAGAGCGCCAAGCTGCAGTGGAGACATGTTGCAGCCAAGCT
CCCTTCTCATAGGCCAAAGTCCAAATGGTGGATTTAAAGGCTGTCTCCACCAGCTTGGTT
CCAAATGGTAGCCACACCTTCATACACCAAACCTGAAAATAATCAGACAGTCACACAAAG
ATCCAAAAGCATAACAAATTCCCACTCTGATACTGAAACAAGATACACGCAACAAAACAA
TGAAGTCCCACTTTGATAGAAAATAATACACAATACTCAGAACAAACAAAACCAGATACG
GCCACGGCCATAACATCTGAGGCCGACCTCTTTGCACCACAGCTGAAGATTTCATTTACG
GGGAGGAAGTTCTAT
>CL7549Contig1
CCGGTGCTGCAGAAGAAGAACAGCGCGAAGCAGGCGATGCAGGTGATGACCAGCGACATG
GACATGCAGATGAAGAAGGAGGCGGCTTTGAACGCTCCGGAGGGGATGCTGCTGAACTCC
GTGAAGCTTCCCTGACAGGTCAGGTCCCGGGACAGTCCGTTCCCGATGCAGTAGTGGAAC
AGACCAAAGTAGCCCGCCTGAGGCGTGTCTGCGCCGTCCCCGATCCAGTACGGCTGGATG
AAGCACACCACGTTGACGATGGCGAAGAGGATGGTGAATATCGCCCAGAGGACGCCGATG
GCCCGGGAATTACGCACGTAGTTGGTTTGGTAGATCTTGGCAGCCTCCGAGGCGGGAAGC
ATGGTGGTGGTCGCGCTGGGGGCCCCGGGGACCATCCTCCGGTGTATGTGAGGTAAGAGA
CTTAAGATTTGCACTCAGTAAACAAACCTCTTCCTCGTCAGGTAGTAATCTTCATCAGAA
CTAGCTAATTTTCCTGTTTTACGTGGATGCTTTACGCGTCTTCAATGCGCGCTCGCATCC
TTGACTTGAGCCCTCTTTGCGCTTTCCTCCTTCATCAATCTACGGGAGAAAAAGAAAGAC
AATCTATTGAAATGCTTGAGAAATCCTCTCTGCAGAAGGCTTCCTCTGCCCGCTCCCCTG
ATGTCTCCTCCTGGTGTTTCTGCCTGAGACGATAACACCGCTCCAGCTGCCACGAAGTGG
CTGAGATGTGGCTGAAATGTAGGC
>CL7550Contig1
TTTATTTTNCTTAAAAGAATTTTTTTTTTGTTACGCAATGTTGACATAAACATCAGCGGT
CCCTGCAGGAAAACAGACAGGCATGTTGACTTGCCTTTAAAATGTGCCTTCACAATAGGT
ACAAAAAAAGAAGTTTCAATTGCACTGAAAACACTATATTAAAAAAAAACAATACATCAC
ATTTGGGAATAAAACAAAGTGCAAATGTGGAAGCTAATACAAGTATGCACATAACACACN
CCAATGAATGAGGTATGANANAANACTGGGCTCATATGAACTCATGCACCAGGCTAAAGG
GAAGCANAGCTGATACTGGGAGCANAATTCAAAGAAATAAAGAAATCTTTTTGTTTTTGC
ANATGTCTAATTCCTGGGAGCTAANAGGTTAAAACCAGGTTCTCAGTTTTCCACATANAT
TTTTTATANAGGGATTAACATGCCTTTAAAGCCANAATAAATGANCCGCTCTGGTTGCCG
TTTNTNTTTAGCCTCGACACACGTNTGCCTGTCACACCAGTAGTCATGTTTGTTAATACT
TTAATCAATCCGAGTCATGCAAANAATGGCTGAATAGGACACGTAAAAAAGGAATGCACT
TCTTAACTTTGCATAAAAAACATCAAAAGCTAAATGAATGAATGCTTGAACGACAACCTG
CATAAGCATCATTCATGGAGGGGGGAGGGGGGGTGATGGCAAAC
>CL7551Contig1
GGCTTTGGCGTGTAGGATGTAGAAGGCCTTCTCCTCCCTGTCCAGCCTCTTGGTGGCGTG
GATGTCCCCCGAATTTTCATCAATCTTAAAGAGGGTCCCGGCCCCCTCCCCGGTGAGGAC
GTACTTGACGCTGCCGTCTCCCCGGTCTGAGTCAGAGTGAAGCTTTCCAACGTACTGCAT
GTCCGTCCCCGTGTACTCTTCCAGCAAAAAGAACTGGTTCCACATCCATCCTCTCTTGGA
GCGTCTGAGCGGCACTCCGTTGGCGTCGTGTCCCGTCAGTCCCGGAGACCCCTTCCGCCC
CCCTGTAGTCCTTCGCAGGGATCTGGACCCATCCGCCGGAGAACCCAGGTGGGCCATGGC
CCACAGCACCATCAGTGCACAAACGCCCCTTCTATCCATGGCCACACCCCCACACCGCGC
TCTCTTACGCCGTCCTCAGTGGTCTGGATGGAGAACCGGGTTCATGCTGTGTTCTAGCAA
AGCTGGAGGGGGGGTCCCCGTCTCACTTGAGGCAGCAGTCAGTACCTGCTTCCCGAGGAT
CACCGTCACCGTGGGAAAGACGCTCCCGGGGCGCCGCGGCAGCTGCCGGACCGTATCCGC
TCTCCGCAGCCTCCGGTGCCCC
>CL7552Contig1
GGACCGGGGCGCAGTCATGGCAGCGAACATGTACCGGGTTGGAGATTATGTTTATTTTGA
GAACTCGTCCAGTAACCCACTGCTGATCAGGAGGATAGAGGAGCTGAACAAGACAGCCAA
TGGGAACGTGGAGGCCATAAGTGGTGTGTTTTTACCGACGCAGGGACATCTCCAGCACAC
TCATCGCTCTGGCAGACAAACATGCGAGGGAGCTGGAGGAGGAAATGGAGAATCCAGAGA
TGGCCGATCTCCCTGAGAAACAAAAGCACCAACTCCGACACAGAGAGCTGTTTCTGTCCC
GCCAGCTGGAGTCCTTACCCGCCACACACATCCGGGGAAAATGCTGCGTGACTTTGCTGA
ACGAGACCGAAGCCCTGAAGTCGTACTTGGAAAGAGAGGATGCTTTCTTCTACTCACTGG
TGTATGACCCTCAGCAGAAGACTCTGTTGGCTGATAAGGGGGAGATTCGAGTCGGGAACA



AATACCAGGCGGACATCACCGATCTCCTCAAAGAAGATGAAGATGATGACAGGGACCTGA
CCAAGATGGAGGAGAAGGTGTGGGAACCCAACAGCTCTCTA
>CL7553Contig1
GAGGGGCGGCGTCTCCTCTTGCATTTTTCAGGTTTCTGTGGTGGGTTGCTGCAGGCCGGG
CCTCGTCACTCAGGAAGCTGGAAGTCTGCAGAAACTTTTAGATTTTTTTTTGTTGTTGAG
TAAATTATGTTTAAAAACTAACCTGATCTGTGTAAAAGCAGGCGCATATGCAAGTGGTTA
TCGAATACCTCATTTATCAAGTTTATGTTGTTTGGCTTGTACAATGCTCCGTATATTAAT
TCAGCTGTGGGGTTTGTGCATATTTTTGTATTGTTATTATGGACATGATAATAATGATAT
TACTGATATTCTAGTTTTCTCTTTGATTAAAACAAACAAAAAAAAAAGGGGACAAAACAC
ACGAATGCTTGTAAAAAACTGGTTTGTGCTGATTGTATTTAAAAGGAGCACTTTTCCAAA
GTGGTTTTTCACACATTCAGTTTTGTTCTTCTTAGTTAATATAAAAGACATGGTTCTCAG
GGCTTTAAACTTGTATGTCATGATAAAGT
>CL7554Contig1
TTTTTTGTTTATAAATACAATAGAAAAATATTTAAACTCTCCATTCACACTGCAAATCCA
CAATTGAGCAAAAACAACTCCCTTCAGAACCACAACTGAAAATGTGCAAAGTTAAACATG
TCGGAGAGATTGACGTCAGTTAATGCTCCAATATAGAATAAAATTCCTGTTTCACATCAG
CAATATTTGACCTGAGGAGCAGCATCTGAAGAATTTAGGTGTAAATGACTGGTGAGAAGT
TTAAAGTAATCCCTAAAATGTTCCCTTTGAACCATGAAAAGGCTGATGGTCAGTAAATCT
AAGGGTTAATGAAGTACATACATGTGTGCATGCACACTTATTCACACGCCTCTCAGGTTG
TTTATTTGTCTCATTCAACTCTCCAACAAAAGTGTGCTTTTCACTCATGAACACAAATTC
AGACAAATTGACACACACTTGCACAATCTCACACACGCAGTGCTGGGATCGGTATGATCA
GATGCATTGACACTACAGGTCCCAGCATGCAGCGAGGCTGATGAAGAACAAGCTCTCTTC
TTACCAATACATAACCATCACTTCAGAAGGCGGAAAATGACCTTTTTTCCAGCATGTCCC
GGCCCTCCCTCTGACGCTCCCTGCAGCTGTTCACCTCACCCATAAGAGAATGAAGCTAAA
GACAAAGCTCAACATTTTTGTTAAGCAAACCTGAATGATTTCTGTATTTTTCCACCTGTG
AGAAAAATGAGTGCAGTTTTGAACTTTAACAGTGAATGCACATGAGTGTCACACAGATAA
AGGAGTCAAAACCTGGGGAGAGAAAAGTTTGATTGTCATGACAAGGCCAGTTGGGTCTTT
TCGATCCTTCATAAAACCGGTGCTTTGATATTTAGAAACAGTTTTGTCTAGTTAAACAAT
GATGTTTAGCCACAGTACCAAAAATACATTTTATCAGCAATGAAAATACAGTGTAAAGTT
AAAGTGTTTGAGCAGAAATGCTTTCCATCCTTCTCTGTCGTTTGTGAACAGTCTTGATTT
TCTTTAGTGTCAGGATGTGACGTTCATGCGTGCTGCTCATGCAGCAATTCAGCATAGTCA
GAGATGGCCAGCAGGCT
>CL7555Contig1
CGCGCCGTTTAACCCGGGCCTTATGGCCGGGGCCAGCATGCGTCGGCTCGCTTCTGTTAT
GTGTGCCATGGTCTCGACCCAGCCGTGTTGACAAAAGGCTGAGGAGAAACAGCTCCAAAT
CTAAAACCAACAACGGAAAACGCGGAATTTGAAGGGTCCTGAAAGAGGAGCAGCCGAATC
AGTGACGGGAATGTAAACTGCGTTAAGCTAATCGTTTTATAAAAGCTGTATTTTTTGTTC
TTAATGTGATTTCGCGGAAAGGAAAGGTGCTCGTGAGTTTGGCTGTTTCAGGCCGAGATT
TAGCTGTTTGGGAGAGGCTGTTCGCACCGAGCCGGAGGCAGCCAAACGCCTAGCCCGATA
AGTAACCAAACATTAGCGAGCACTCTAGTCTCCGTCGCCGTTGTGAATTGCTGAGGATCA
AGGTAAAGTACCGTGACGGGAGAGTTTACAGCCACCCAGTCGGCAGCATCTTGTTTGACT
TAAGTCGGGACTTGGGTCAGGACTCGGGACGCACCTCGGGACGGTTGTCTTGCAGCCCAG
TCGGTCCCTGCCTGTCAGTCTTTGAGCGCTAGCTACCAGTAGCGGCATTAGCACTGCCCC
TGTATTTACATCTGGGATGATGGGTGATCGCCCAAGCCCGCCCAGGGCTATGTCCTCGGC
ACCCACCACATCTCCATCCGTGGACAAAGTGGACGGATTTTCACGAAAGTCTGTCAGAAA
GGCCAAGCAGAAGCGCTCACAGAGTTCGTCCCAGTTCCGCTCTCAGGGCAAACCCATCGA
GCTCACGCCCTTGCCGCTACTCAAGGACGTGCCGGGGGTGGAGCAGCCGGAGCTGTTCCT
GAAGAAGCTGCAGCAGTGCTGTACTGTCTTTGACTTCATGGACACACTGTCAGACCTCAA
GATGAAGGAG
>CL7556Contig1
CGGCACGAGGCTGACTAGAAAATGAATGTACTCAAAGAGAAACACTTTCAAAGACAATCT
CTTCGGTGCCTGATTCCACAGCGTGAGAACAGAAAGATGAGGCGCCCCTCGCGTTTAAAA
GAGGGCAGCAAAGTCGCAAAATGACCTCAATCGTTGATGAGACTTTATTAATATTATTAT
TATTGTTATTTTGTTGCAGACTGACACAACATAATTGTGGTGTGCCATTCGAACTCAGAT
AAAATGATTTATTGTGTTTTTATTTCAGCAAGCTGCGTGTCCTTTTATCATTCTTTAAAT
TCTTTTGAATGTAGTGTGGCGGTTACGGAGTAAAATAGAAGTTTTAAGTTCAAATGCAAT
GGGATAAATAAAAAAAGTGATTTTAGGATGTAAGGAGTTCGATTTCACTGTATATAAGTC
AAATGTTGCTGAGATTAAACAATTTGCACTTTTAAAAAAAAAA
>CL7557Contig1
GAGGGGAATTTTAATCTCTTGATAAATTCAAGAGCTCGTCATCATCACGCTCTTGGGAAG
AAGAGCAACCCAACCTGTGAGAGACAGAAACCAGTACAGTTTTTGATGGTTCAAACTGAA
GTGATGTCGACTGGATTATTTAAAAAAAAAATGGTGAAACTGTAATTTCTTGCAAACTTT
TCACACACCGACATGCGGTACACCGTAGCTTTAGCCTCATAGGAAGATGTGTGCGGGCTC
TGTGATCAAACTTCCTGCTGCTCCATTTACCGTGTTTTTGTCCTTGGTGGACCAACTCAG



CCTTGTGGTGATGAAATCCAAATGCTTCAAACACCGTCGGATCTTGTAGAACACACCGCT
AATCCTCACACTTTCACTGGAATCCAAAATAAACAAGTGCACTGCAAATTTTTTGGGCTG
GTTATTGTTTCAGAATAGATAAATGCTAATACCCGTCAACAAATTTCAGCGTTTACTTCT
GGAAGGTAAAGTGGGGATGAAAAAAGGATCTATGTACTGAGAGGTAGCATAGCACCCCCA
ACACATCTGACATATTTTGGAAATTCTAAAAAAAATGTTTAAAAGATGTGGGAAACTGAT
TACCATCAAGTTGTACGTGAAAGATGTTTATAGACTGTACTCTAAGGACTTTATCAGACC
AGGATAAGACTGGGAAATTCCTCCAGTTCAATCCC
>CL7558Contig1
AGTCAGTGCAGGGTGAGAATCCATTCAGAACAGTTCTTCTTTCATGTTTACACTTTGTCA
TTTGTTTTTGACGAGGACCACTAAAATAAACGCAGGACCTTGTGATGGTTTAGACCAGCT
CGTTTGATTTTTGTAAATAGCTGCTGAGCAATATTTCAGGCTAGAATGTGATGAGTGTTG
TCACAAAAATGAAAGAAGGCATAAAAGCAAAAGAAGACGACAGTAGATCAGGAGGAAAAG
GTGCTCACAGTGTGGTGGGTGTGCGGCGGCGGCGGCGGGGGAATCCTGGTTCCTTTGGGT
CCAGTCAGGCATGCAGTTGCTTTGTTGGACGTCACATTTCATCTGAAGCATCTTAGTTTT
ATTTGGGTGATCGAAAAGCATTCCTAACCACCACAGAGGTGGGATCCATGAGACTTACGT
GCCTAAAAGAGTGTTCACATTTTTGTTTCAGTGTTTTTTTTTGGGGGGGTGGAGTAGAGC
AAAGGTCAACACTAGTTTTCCTTGGTCGCTCTGTTGTCACTGGCCCGTGGTTTTCTGTTG
GCTTTTGTGAGTGAAGATAGCAGTGATGAGTTTCACTTGTTAGCTCCATGAGGTAGCAAA
GGCTGCTACACTGTGATGGTGCGCTCAGAGGCGGAGCGGCTGGTGGCAGATGGGTCCAGA
ACCTTTGCAGTTGCACTAGTGCTCATCTGGCTTTTTCATATGTTTGATGTCAATCTAACA
ATAGCAGTTTTCAAACCGTGTAACAAGTCAAATTGCAAGATGGAAAAAAAC
>CL7559Contig1
GCTGACTCTTAGGACGTGTTTCCGGAATCAGATTTGAGTTGTTTCCCTGATGTCCAAAGC
ATCCTCTGATAAGCAACACTGTTGCTATGGTAATGAATCTTAAATTGCCATAGCTGATGC
TTAGCAATGAAGAAAAAAAACCTGTTTTGTCAACTTTATGGGAAAAATAAAAGATAACAC
TATATCANAAAGAATCTATTCTCACTAGATTGATAAAGTTTTATTATATAATGTTTTTTT
ACTATTGAATATTTTGGTTATCATCAATTTTGCAACTTTTAGGATCATAACTTTGATTTT
ACATTGTTTTCTCCTTACTTAGCAGGAAGATTAGGTTTACCTAGAAGTTTGATAGTCAAC
CATGAATTTAAAAAAGAAATAACCCTAAAAATCAGTTTCCAGCATTTATAAACACCGTCT
GTGAAATCGGGTTTAGATGTGTGCGTGCATGAGTATGTTTGGTTCCAAACCTCGTCAGAT
CAGAAAGAAGGAGAGCAGATGTTCTACCAAGCATGAGACTGAAGAAAAAGGGGAAATCGA
CGATCTCGTATTTTAAAGAGTATTGTACAATTAAACCTGTTACAAAGAATAAAGATCACC
TATACTCCTTTAGAATGGATACATGACAATGTAAACGCAATATCATATTACTCTATCCTA
AGGAATGCAACTGCGCACATGCACAAAAAATGTTTTTATTAAAAAAATATGTATAATATG
ACAAAATATATTTATTTAGAATGCTATGCACCCTCATAGAGTCGTTATGGATGTTCTTAA
ATGATTATCTAGCATAGGCTGACGCCCACATCATGGGGAATGTAGAGGCTTTGTATCTAT
GACCATTTGTTTTTCTTTTCCTTTGTATTGTCCTGGAAAGAGGATAAACAAACGTGAAAA
TGTATATGAGCCTTTTAAACAGAATTGTTCTGAAATGAAGATATGTATAGATCATCATAC
CCTGTACACCAGCTCTAACCATTTACAAGACTTAATAAACAAAGA
>CL7560Contig1
TTTTTTTTTTAGTGTTTTAAACTTTAATCAACTTAAATTAAACCAAACTGTTTGACATTT
CCACTGAGTAGAAAAGTTTAACATCATCTGCATAGAAGATGATCCCACAACAGAAATGTG
TTTAAAATCATAGTGGACAGATGGAGAGAAACCATAAAAATACATTAAAATGTTTCAATA
AGTTAGACTCGGCTTCAATGGAGTCCAACACGCCTACAGTTGCC
>CL7561Contig1
GGAGAATATTTGCCTGCGGNGNACCCCAAAATGGGCTTTTTGTCCGTGTTGGTGTTCGCT
TGTTGCTGCCGTTGGTCTTCCGGAGGGAGGGGAGAGGATCAGCCCGTCCAAACCTTCGTG
ATTCCTCACAGTCACATGGATGTAGGCTGGGTCTACACCATCCAGGAGAGCATGCACGCG
TATGCAGCCAACGTGTACAGCAGTGTGACCGAGGAGCTGTCAAAGGTCAAAGAGCGCAGG
TTCATCGCCGTGGAGCAGGAGTTCTTCCGACTGTGGTGGGACACCGTGGCTTCAGATTTA
CAAAAGAAGCAGGTGCGACAGCTTGTGAAAGACGGTCGGCTTGAGTTCATCATCGGGGGC
CAGGTGATGCACGATGAGGCTGTGACGGACCTGGACGACCAGATCCTACAGATGACAGAG
GGCCACGGCTTCCTGTACCAGACGTTTGGGGTGCGGCCTCAGTTCTCATGGCATGTGGAT
CCGTTCGGAGCCTCCGCCACCACCCCAGTCCTGTTCGCCCTGGCCGGGTTCAACGCCCAC
CTGATCTCTCGCATCGACTACGACCTCAAAGACGCCATGCATAAAACGAAGAAGCTGCAG
TTTGTGTGGAGAGGTTCTCCGTCTCTGGCTGCCCAGCAGGAAATCTTCACCC
>CL7562Contig1
TTTTTGACAGCAATTTATTGCAAATATTTGAAATCTGCATCTGCACAGTTATTTGTTTCC
TGGAACAGCTTCCTTAGTAACCAGCTCAAAGTTTCACANTGTGTTTAATCACACTCACGC
ATTTAATTAACTTTTATGAAAGATTTACAAATAAAACCTCAAACTCTGATTTTTTTTTTA
GACAGACTTTACTTTAAAAAAGAAAACAAAAAGAAAAAAAATCCAATGCAACAGATCTGT
TATCACAGTACAACACAAAGGCAACAAGTTGAGTAGGCAACATGGTAACAGGGCTGAAGT
GTGTCCACTTCGGATGTGTCCCCCAAAAGCGGATCCACAAGCCTTTACAGGGCTACTCAC
CTTAAGAGACCGCAAATAACTCTAAGAACTGACAAGGAGCAAACTTTACTGAAAAATGCG



TACTTTTTAAAGCTTAGGACTTATCATCAAAACATTAATTAAAAAAAAAAAACAGAAGAG
GGTTTTTAGATTAGGATTACTTGTCCAACCAGATTAGACTCTGTTTGACTGGAACACACT
GGCAGTGTTAAAGAGCTCGGTGGCAGTTTACAATACAAAGACACAGGTGGTTAAACTAGG
ACTGATTTCATCCGAAGACTCATCCACAGCATTCAGACACGTGGCCACAGAACACTCTCT
TTCACAAACATGCATGTGTGCATGCACTCGTTCGCACTCACTGGGAAAACGGCTGGAAAA
TGCTGCTCAACTGATAAGGCTTAATGAAAAGTGGTACAGCAGCACAGCTTCCATCATTTT
TAGGGGGTAAGCAAAGCAAATTTGGCAAAGAGCATAAAAAAAACACAAAACTACATCAGT
ACAACTGGGTTCTTTTTGTTGTGTTCCCTTTGCAACATAGTACAAAACGCCATTTTACAG
TGAATAAAAACATGCAGGGCTTCGGCAGGGAGGACATCAGAGGGAGTAAAAAGTAAAAAG
ACTACAAAAGTTCAAATAAATAAATAAATCTGTGGATAAGGTGGTTGTGAAAAACACTTT
CGATTAGTGACCTGTCACTTTGCCTGTACAACACACAAAAAAGAAAACACTTGAAAAGCC
AATCAGGTGTCATATTTTCACGTTGGAATGTTTCACGGCGGCATTACAGATTATTTTGTA
GCTTTTTTCGCTCAAGAAAACATCGTATC
>CL7563Contig1
GGTGGCACTCAAGATGGTTCTCCGGTTTTGGAGTAAATTACAGCCCGAAAGAGGTCATTA
AGCAAACATCAAAAAGATCCTCGGAAAGCTACTGCTCAGCTCCTCCAATCAAATCTCCCC
GCGCCGACTCCCCATCACTTACAACGCAAACGACAGATGCCGGAGAGGAACAGTCAGAGA
GGAACAAACAAGATGTCCACACAGAAAATGATGGAGAACCATCAGTTCCTAGCCAGAGGA
AATCCTGGAGGAGAGCCACCATAAGTCGACGTTCTCTGCCTGCCCCTCCAAACCCACTCC
AGGCGTTGAGCAAAAGCATCAGTACATCCCTGTCCCAAGAAGAGAGGCTTGAGAAACTGT
TGGAGGCTGCAGTGAAGTGGGCATTAGACAGAACTCAGAATTCCCTCCAGACAGTACCAA
ATAGCTCCATTGAAACTTTTCAAAAACAAGTTGAGCACATCCAGAAAGAGTGGAGTGGCT
TGGCTAAAAGCGTTTATGATGAATCGCATAGAGTTCCTTCAAGTTCAACAAGTGAGACTG
ACGTGAAAAGACTTATAGAAGATGTCCAGAAAGCCACAAACAGGCTCAACGAGGAAAATC
AGTCTTGGGAGGCATTATTAAGCAAACACCGCA
>CL7564Contig1
TCTTGACTGACCACCATCTGGAAAATGNTGACCAACACCTCCTCTGGCAGATTCTGGCCC
CAACGCTGGTCATTTGTTCCCTGAGGGAAAGCAAACATTGAGGGCTCCTCTTCTTCCACA
GCAGTTTTAGTTTCCACTTTCCCCTTGACATGGACTGTCCTGTTCGTCTTAGTCCGAATG
GCTTTTGTGTTTTCTCTGACAAGTTTCCTCTTTTTGCTTCCCTTTCTTTTGGGAGCCCAA
GCTGAATCATCATATTGAGAAGAAGCGTTGGATATAACAAGAAGCATATCTTCTCCTTGG
TGGACTGTGTAGTTGACCCGGGCAGACCTGGAAACAGTAGCTTTTTTGGGTTTTTTCTTT
TTAGTACTCGCATTCTTCAAATGAGCCTTCTTTAACTTTGAGCCACCTTCTCCTTGACCT
TTTGGTGCACTCTCCTCTTTTCTTTGGCTTTGGGATGAAGCCTCTGGGCCTGAGGGCTCC
ATAGTTGCAGCTATCTTGTTTTATATAAACATTGGATCCAGCAGGTGTCAGCATGGCACC
AGGGGTTGTATCAGCATCTTGCAAGCTAGCAAACCATTGTGGAGGTCTATCCAAATTGTC
GTTTTTTTCTGAAAAAAAGGAGCCTATTCACTTAGTAAACCGACTTTGAAATGGACGTTC
GCCTTTAGCAATTTAACATGAAAATAGGCTTCGATGTTTTATTTTACTATCACACAGACG
AAAAGCACCAGAGCCTATTTTCTAAAAAGAAGGAAAAAGCAATCCCACAATCTTTGCGGT
CCCCCGGCCATA
>CL7565Contig1
GAGGAATTCGGCACGAGGGTGACGTGGACTTTATTGAGAGGCAGTTTGTGCGGACACTAA
CAGCGTTTCTGAGATTCTTCTGTCAAGGTTTCCTCAGATATATCAGTCAGGCCTTCAGTG
CTAACCTTTCGACAGACCTACGTAAAGAGCGGCTTTGTTAAACATTCCGTATCAGGCTTC
AGGATGAGCAAAACTAGCAAAGCGTTGAATCTGAAGGATAAACTGAGTGGAAATGAAATG
GACTTGAGCCTGTGTAACCTCTCTGAGGTTCCGGTCAAAGAGCTTGCCCAGCTTCCTAAA
GCAACAGTGATGGATTTGTCCTGCAATAACATCATCTGCCTTTCTCCAGAATTCTGCTCG
TTGACCCACCTGGTGAAACTAGATCTAAGCAAAAACCAGCTAACCTGTCTGCCAGATGAC
TTTGGGAACCTGGTCAACCTTCAGCACCTGGACCTGTTCAACAACAAGCTGATGACCCTG
CCCGTCAGTTTTTCTCAGCTCAGGAGTCTAAAGTGGTTGGATCTAAAGGATAACCCTCTG
GAGCCCACTTTGGCAAAGGCAGCAGGAGACTGTCTGGATGAGAAGCAGTGCAAACTGTGT
GCCTCCAAGGTTCTGCAGCACATGAGAGAAATTCAGGAGGAGGTGGACCACGCCAGAGAG
AAGCGCCTTTTAAGAGAAAAAGAGCTGGAAAAGAAAAAAGAGGCAAAGCAGAGGGAACGG
GAAGCCAGAGAGAGGGAGGCTCG
>CL7566Contig1
CAGTTTCCCTGTCTGTGCATCATGGATGCCACTGTAGAGCGGTGGCAGACCCATGGGTGT
TTGAGGGCTTGTTCAGCAGTAATTCTCTTTGCTGGATTAATGGTCAACATTTGATTGATC
AGATTCTTTGCTTCTGGAGTCACCGTGTCCCACTCTGGGGATGGAAAATCGTATGCCCCT
GCTTTGATCTGCTGATAGAGTTTGTGTTGATCTTCATCCCAGAATGGAGGATATCCAACT
AACAAGATATAGAGAATAACACCGCATGCCCAAATATCCACAGGCTTTCCATAGGGATCC
TTCCGCAGGACCTCAGGAGAGAGATAGCCGGGGGTGCCGGCAAACCCAAACCAAGCCTGC
TGGTCTCCTTGCACCTCAATAGCAAGGCCAAAGTCTGCCAGCTTCACTGCAGCGCCCTTC
ATTTTACTGGCCAACAACAGGTTCTCAGGCTTGAGGTCTCTGTGCACAATATCGTGCTGG
TGGATATGATTGACACTCTCCAAGATCTGACTAATGCAGTGACTTGCATCAGCCTCACTG



TAGTACTCCCTGGCTACAATGTCTTCAAAAAGCTCCCCTCCTGTCACAAGGTCAAAGACT
AGGTAATGAAAGCCTTCCTCTGAAATGCTGTCATGGAGCCTCACAATGTTGGGGTGCTTC
AGAAGACGGCAAATCCGGGCCTCCCTCTCGAGTTTCTGATGGTCTCTTGCAGACAGCTTC
TTAGTGTTTATGATTTTTGCAGCATATTCTTGTCCTGATGACTTCTTTACACACCTACGC
ACCACTGAAAAAGCTCCCTTCCCGAGCTCCTCGTACAGCTGATACTCGTCGGTAAACCGG
GTGGACGTAGCGGTGGTTGCCATTGTTGGACCGTGTAAAGGGAGGGGGGAGCCCGAGCCT
TGGGGCACGACGGCGGCTGGCTGTCGTACTGTGTCCGAGAGGAGGGTAGCCTAGCCTCCA
ACACCAGGGTATCTTACTGACAGGCCCCCGGCCATAATGCCCGGGTTTAACGGCCGTCCC
CAGA
>CL7567Contig1
CCGGGCCTTATGGCCGGGGGGAAAAAGAAAGAAGTGAAGCAAGAGGCAGGTGACCTCCTC
AGGCTTTGTCACACAGTTCCTTTGGAAGTCATCAGTCTAGGTGGGAAGGGCTATGACCCT
GAGAAATCAGACTACTCAGCCTTTCAGGCATGGCTGCAGTGTTATTACGTTGATGGAATG
AAATCTATTCGGGACCACAACGGCAGAACCATGTGGTTTAAAGGAGATCCTGGTCCCATG
GCACCCAAAAATTCAAAATCACCAAAGGCTAAAAAGAGAATTAAGAACGAGGACGACCAT
GATTACACGAACAAGAAAAAGAAGATCAGAAGTCAGTATAAAAGTGCAACAAAGAAAAAG
GTGGTCAAAGAGGAAGGGGAGACCGAAACATCGAAGGTAAATGAAGCAAAGACAAAGGAA
GCTATTGTTGCCAGAGCAAAGACAGGAAAGACCCAGGAAACATCAAAACCACAGATCGGA
ACAAGATCGAGTGCACGTCAGAGGAAGGCCAACACAACAGAAGGAGCGGGAGACCAAAAG
AAACTAAATGGAAAAGGATCAAGGAAGAGCAGAAAACAGGAAAACTAAGGGAGCATTTGA
TACTTTTAAATATTTTTTTAATAAATCATTTTTTAGCANANAAAAAAANN
>CL7568Contig1
TTTTTTTTTTAATCTTACATCATAATAATTTAATCCATGATTGAATCAGTATACACGGTT
TTTACGTATTTGAAGTCACAATCAAACATCGGAAGGCAGAGCAATAATCAGCAGGAGACA
TTTAAAGAAATACTTCCAGTACAACAAACTTCTGCAGCAAATTACAGTTCCTCGACATTT
GACGTGTAAACAGCTCCACGTCAGAGCAGTACAGAAGGCATACTGGTCACGTGTGATAAC
TTAAATCAATGCCGTTCTTTCACACGTGGTTGTTGGCTTATTTGGAAAACCTGTAATCCC
CAGTTTAAAGGTCAGAAAAGAGAAAAAGACAAAGAAAGACCTCCTATAAATCAAAAGTGC
TAAAATAATGTTTTCTTCCCTTTATAACTGCTGCATTTAAAAAGGGAAGAAAAAAAACCC
AGAACAAAGGTTTC
>CL7569Contig1
TTTTTTTTTGCAGTTTCTTTATNTGAGTTACAAAATATGAAGTGCCATCAGCAGACTCCT
TGAGTTACAAGTATTTACACCCAAAAATTAAAGGATCCATCTAAATTCCCACTCTGCATT
CTTACATCCCACAGTTAAAGTCTCTGTTAAGTTGTACAAGTTCCACTGATGTTTAAATAT
TTAAAATATTTACAAAGTCCCGTATTCAAAATCTCCCAAATGGTACTGTGGCTTGTTGAA
GGCGGATGATGACGGTGGCAGCGGCAGTAGTGCGAGGAAAGGGGGTGGAGCTGGGGGGCT
GTCACGTGACGGGCACTCATGATTTACACGTCCGACTGAGAAAAAGCCACAGGGAGGAAG
TCTGTATAGAACTATTTAAAAATCACAAAGTGAAATGTCTGGAGCCGTCGCAAAACGACA
GCTCCTTCCAATTAACATGACGATCACAAAAAACAAAAAAAAAAANCNAAAGGGGCCACA
ANGTTTNGCTCAAACTTCTNGATTTTGNCTNCAAANCATTNCCTTACCCAAAAATAAANC
TNCATTAANTAAAAAATACGGCAAAAAANGGNCAAGTAAAACCCATNCTGGTTTGTNCCA
TCCCTNANTTTTTTCTTTTTTTTTTNGAAA
>CL7570Contig1
GTCATGATGCCTTTGTGCCGGNAACTTCCTGCCGCACACCGGGCACGCCACCTTCACACA
GGNAGCGGGAGCGCCCATTGACAGACTGTAGGGTTCCCGGCACGCCTTTCCTGAGCCTCA
GATCTTCACACTCGGCCTGGTTTTGTTTGTGGTGGGAGTAGGCCCCCAGGGACCAAAAGC
CCTTTCCGCACTGCTCGCAGTGATAGATCTTTGGGCCCAGTAGAGTTTTCTTGGGGTTGT
ATTCTTTCTTACGGGCTGAAACGGCGTCCGTCTGCCGAGCCGTGCAGCTTTTCTTGTGAT
TAAACAAGCTTGCAGCATGCACAAAAGACATCATGCAGTCTGAGCACTGGAATGGTTTTC
TTTTGGGGTGACGCAGCTGATGAGAGGCCAACGCAGACAGACGGGAGAAAGCTTTTCCAC
ACTCGTTGCACGTGAACGTTTTCTTCTCTGCGCTCTCAGCACGGCTCCACTCATCGTTGC
TGCGGCTCTGATTGTGGCTCTGCAGGTGATGGTGGTATGTTTCGTAGCTAGTAGCTTCAA
AGCTGCATGCGTCACATGCGTAAGCCGTCGCTGACTGACCTTCAGCTCGCCTTTTACTCT
CCCCGTGCCACGCTGTGCGAGCGTGCAGCGATGCAGCGGAAAAGCCTGGACAATGCCCCA
CAGAATCAAACCCTTCAGTTT
>CL7571Contig1
GCAAGGAGGCTTTGGATCGAAATGTCAGTCCACTGGGGCTTGTTATGTAGACATCCAGTT
TCCCTGCAGTCTTGCCTGTTTTCCTCTGTTTGACCACTTTAATCCAGCCTGGAGGCATCA
AGGAGGAGCAGCAGGGTTCATCTTTGTGATTTTTCATTTCTCCATTGATCCAAAGTGCTT
GAGTCAGTTCTTTAAAGCAGGCGATTTCCACATAACATACACGATATTTCGTTTTTGCAA
TGCCAGCTAAGTTGTTTTTTACTATTCCAATAGCATCTAATGCTATATTAGCGCAGAAGC
ACTAAAATCAAACACATCCGAGTAAAACTGTCCAATGCGAATAATGTTAGAAAGACTTAA
ACTCTGTCCGATGAGACCCTCTGCCGTTTTTTCATGTAAACCCTCGTGCCGA
>CL7572Contig1



GCGGCCGTTAAACCCGGGCCTTATGGCCGGGGGCTCTCAGTCAGCAGACCAGTGCCGCTG
GTGAGCTCTGTCGATGGTTGCGGGCTCCAGCCAGAAACACCGCGATTCCTAACGTTTTGT
TTTTTTATTTTTCTCTTTTTACTTTATTGATTTCTCACGATGTCATACCGGGCAGGATGT
GACTTGCTGACCTAACCTCGGCTATCTGCATGTTTTCGAGACGAGCGGGTGCGCAGAGTG
GCCGAGCTGTTCGGGCGAATGGAAGTTATTGTTGTGCATTTGTTTTGACTATGTTACCCC
CAAGTAAGTTTGGGTCCAGTCCGTCTCTGTCCGTCGTCGACTCTTGAATCGTGGGGATTT
AGCTCCGACTTCTCCGAGGAGAGAACACCGCCAGAGGATTCCTGCAAACGGCCAGCGAGC
TTTTCCGACCGAGCCGGGGATTTAAATCGTCATTTGGCGGAGAGCTCCGGGAGAGGCGAG
AGTCAAAAGAAAGAAGAAATTCATGTGGCCATTCTCTCTATAGCCAAACATTTTTTTTGG
TTGGGATTGCATAATGATCAAGGAAAGACCTAAGAGGAATATCATTCACAAGAAATATGT
AAGTAAACCCTCTTTTTTTCCTCTAAATGCAGCTACTGTATTCAAGTTCGCTCGGCTCGC
CTCG
>CL7573Contig1
AGGAGATTCTGCACAGACAGGCTTTGAGTTGAGCCTCCAGCTTGTCCAGGCTCAGAGTCT
CCTTCCTGTCGGTGCAGTAGGAAGCTGTGATCTGGTGGTACAGGTGCAGAAAAGTTAAGG
CGGTGACGGCTTTGGACTTGAAGTTGAGCTTCTCCGCCACGATCTTCTCCATCCGGCACA
GGTCGGAAACTGTGAACCTGCACTGGCCGATGCGGATGAGCTCGTCGGTGGGCGTCAGGT
TGCACTCTTCCTCCGTCACCTTGGCGGCCATGTGAAGGCAGCTGAGGCTGATGCAGGACA
GGTGCTTCGGCTGAATCCTCATCATAGCCAGGAATCTGTCCAGCAGGTTAACAGCCAGAA
CAAAGGTCTGTGTGGTGTAGTCAAAGAAGCTCGTCAGACTCCAGAGATCCTCCACTTTGG
CGTCTCTACACTTGGCGGAGATCCTGCTGTCCCCCTGCACCGTGGATTCGATGAGACTCA
GTCCGGTCTCTTTTGGAAGATAGGAAGCCTCCTGCTCATAGTTCACCCTCAGCTCTTTCA
TCAGCTTGACGGCGTCCATCTCTCTGCTGGAACTTGAAGATTCGGGTTTTCCCCTCAGTG
AAGCTGTTGGTGAGAATTATATCCACATATTCGGACTCTGGTCCCAGATTAATCGTTTAT
TTCGTCTGGACTGCTCTCGACATTCTCTGTCCTCTTTTTCCTTCTTTTGTTGATGTTCGA
AGGTTCACGCCCACACGATGACGTCGCAGTGCATCAACCAATCCCAGGCTCGAAACTGAC
ACAAGCGATCGCCCCCGGCCATAAGGCCCGGGT
>CL7574Contig1
CGGCACGAGGGTCAGTTTATAACTTGAGTAACTTCAACTACAGAAAAAATCATCATGAAA
AAAAAGGTATCAGATCAAGAATGTTTATTCTGACCAATGCAATGAATAGCTTGTCTAGGG
GATTTTGGGTTCTTGGAGCCACTTCCTGTTTGGAATGCGAGGGGGGGCGGGGTCACTCAG
TCCACTTCTCATTTACTGTCATTGGATCAAAAAGTCGTAATTCAAACTGAAACACACGAC
AACAGCTGTTACACATAATTGTTTTTACTTCCTTTGGTTACAGTTTAAGGTTGTTGTTGT
TGTTTAACCCAAATTGTGATATTTCTTTTAAAGTTTAAAAAGTGTTTAAAATAGTTATTT
TAATATTTCGTTAAACTTACAGTCTGTGTTTTCAGTCACTTTAAGCTGACCCTGATCCTG
CAGATCTCCTCCTCGTTCCTCCTTCACCAGCTCCTCCATCCACCCGTTCACACAGAGGAC
TCCGACAGGTGGAGGCGAGTCGTCTCCCTGACCCTCCTCATCCTCACGTCTGCAGCCTTT
TGCTGTCAGTCTTAGAGACATTTCCTGCGATGAAGGTGTCCTCCTCTTCTCCTCAGTCTT
AAGTGTTCCGGTCTTGACCCTGGTTGACGTAGGTTAGACTTTTTTTACGGAGCAAACAGC
AATACTTTGTGAACAAATGACCTTCATTCCTTGATCCGATGAGGATTTTTCTTCCACTTG
AAACGCTCGGCATGATTTAATAACACTTTGTATTTATTGTGTGGATGAGTTGTGATGCTA
CTGGAACTGCTCTTTTGGACCCGAACGCACATTTTGATAACCTCGGTTTGACACTTTTGG
AGCCTGTTGTTGAGTCAGGAAACTTTGATCACACTGCAACTCAAAGATTAGTTTGTTTTT
CTGTCACT
>CL7575Contig1
CGAGGCACACTTTCCCTCTTTCTGTCTTTCTATCCGTTCACACACACTTACACATGCTCA
TGCACGGCAACTTTCCTCTACCGGACTGACACAGCACACACGTTGGGGGCAGACACACTC
CTAATCTACAGCTGAGAAGAGGATAAGGAGTGACAGATCCGAAAAAAAAAGAAAAACAGA
AAAAGACATTCCCAGTTGAAGAGGACGGCTGTGCTGACATTCCTCCCATCCCAAGATGGC
AAACCTTGTGACATCGCTGTGCTGTGTAGTTCTGGCTGCAGTGGTGGTAGTCTACGCTCA
GAAACGCACTCAGCTCGCTGGAAGGGAGCAGTACCAGGAGATAGGTAGAGATGTCACCAT
GCAGTGTGGCAAACTGGAAAATAACACAACGGTGTCATGGAAAGTGAACGGGACAGATGT
GATGGCACAGCACCGTTTGGAAGGTCCAAGACTTATCCTGAGCAAAGTGAACTTGCACCA
CAATGGACGCTACAGCTGCTTTGAAGAACCAGCAGGAGAAAAACGTGACTACATCTCACT
GTACGTCGGCTTACCACCTAGTAAACCAATAGTCAACTGCCGTTCCAACAACTACCCTAA
AAGCTTCTACTGCAGCTGGCATGTGCTTGAAACACATATCCCCACTTTTTTTGAAGTAGA
TGTACAGCACAACCAGCAGACACTGGACGTGAACCGAGATCCTGTCCATAAGAATCGCTG
TCGTGTTGAGTTTCCAGAGGTCTTCTCAACCTCACCTTACNAAGTGAACGTGACAGCATT
CAACGCTCTTGGAAAAGCTTTCACTACGCACTCCTTTGAAGAGTTCAGCATAGT
>CL7576Contig1
ATCTGACTTTGGAGGATGCTGCTCTTACCTTTTTGCCCACTGAATTCAGATTAAATAGTC
CTTATGTCACAATCAGAAGGTGGATATCAAGAACATCTGGACCAACATATCCTTTCAGTA
ACATTTTCTGGAGTTGTTTTATCCCAAGCAGACCAAACATTTGCTGCTCTTTAAAGGAAC
CTCTCATGCTGCCAATTAAGTGCAACTGCAGCATTCTGTCCACCTGTCCTCAATGAGCAG



CACCAGAGTGACACAAAGTTACACTTGAAGTATTATTTTGGCACAATCAAAACAACTGAG
ATGGATGGAGGGAAAGCAACCAACCTTAACGGGGGAGCTCCTGGTGGCAACCGGCAGCTC
TCTGACTGCAGTGCCCGGAGGGGACGCGGATATCCCCGCTGCGTACCCCTGCAGGGAACC
ACCGGGTAGGGACTGCCTGCCAGTGCCACCAGCCCCAGCACCTCCTCCGCCTCCGCTTCC
TCCTCGCTGCGGCCGCTGCTTGATCCCATCCAGCANGCGAACCANGAGGATGTTGGCTGG
CAGGTCGTCCACACCGCAGTCCACCAAGATGCGGCACTCGGGGCAGCGTAGCTCGCTCCT
GGAGCTGACAATGTTCTCCAGGCAGCGGCGGCAGAAGGTGTGCTGGCACGGCAGCNCCTT
GGCCGTGGTGTCCAGGCGNTCCAGGCACACCGAGCACTCCAACAGATNCAAGAGCGACGA
AGAGTCGTCCATGTCGGTGGAGAGGGTAAGCATCTGGGCTGGAGTGTCGGAGCAGATGCC
GCGGCGACTTTTTCTCCCCCACTCAGAAATCGTGGAAGTCACCCGGGGACGCAGAACATT
CTGGAGGTGAACCCGGTGGGAAGAAGCCCACAGACGCACCGCGACCACCTCCACCCGTCT
GCGCGCTTCTCTCTCTTCGTCTCTCTTTTGCGTCTTCTTCAACGTGTTTGTGGTTCTCGC
TGGTTCCGACTTTTGGGTCTCCCCCCACCACCACTCACCAGCAGCTGTGCAGAAAGCGGT
GAGGTCACGCTCTCATCATCATCACCATCATCATCATCTCCCGCGCGCCCATCTCAACTG
CGGTGCGCGCTCACAAACCACAGAAAGAGAAAAATGAGCAGCGCGGCCTCTCACTTGTGA
ACATTTCCCCCTCACACCTCCACACAGAGTGAACAATCATTCTAACATGACTGTTCCTCT
CACCTCCAGGAACATCCGCTGCTATTTCCAATTCCTCACAAATTCAATTTGGATCTTAAA
AGTTTCATCATTCGAGTTNGTCGGAATCT
>CL7577Contig1
GCACGAGGCAGCTCTTGACTTAGTTAGGTTCATGAGATAATTAGCCGGGTAAAACTCAGA
CTTCAGCTGCTGTTAGCTAAATATGCTTCTCTCTTTTATGCCACAAAGTTTGGAGGAATT
TCTCGGCAAAATGATACAGATTGAAAGTGTTCAAGTTTGCTATATTTAGTCCAACTCATT
TCTCCCTGCCCCTGTCTTCATGTAGCTACACCCAGAATACGCTCATAACGCACTCAGAAC
CAGCAATTAATCACAAGCATTTATGATGAGGTCCTGCTTGACCAAGCATGACCTCCGCAG
AGGCCCAGGCTCTAGTTAACAGGCTGACTAGCGGGACCAGGTCCACGGTGGAAATAATAA
GGTAAAACAGTGGAATTAATTGGGTTTGATGAAGAACACTTTTCAAAGGGACACTATTTT
CTCCTCCTGACATAAATGCGGCTCGCTCAGAGGGTGCCGGGGGGTTTGAAGGCTGGCGCC
AGTTGCTCTTCTTTGCCCCAGTGGTCGCTTTGTAGGAAAAGACCTGTCACTCAAAAAAAA
AAACCTGCCGCTTCACACTCAACGGCACTAATGCCAACGGCGTCCATGTGGACGCAATGC
AATGAACCCATGTTGACTAAAGAACTGTGTGTGTTTCTAAAGATGTTTTACTGCTGCAGT
TTCTGTCACAAAAACAAGAAACTTTCTTCACCTTTGGACTAAAGTCTGCAGCATTCCTTC
TTTTGAAACTCTTTGTAAAGGATGCTCCAGTTCAAGATCCTGATTAAAAACATGCATGTT
CCAAAAATACTATCAGTCTCTCAATGTTAGAAAACTCCAGAAGAATTCATTTAAGCCCTG
AAAGAGTAATAAAGCAAAAGAAACACTTCCTGAACACTTTTCCTAAACCTGGACAGAAAA
AAACAAGTCAGGATTCATGAACAGTGTGAGCTGTTATTGTTAAAAGGGAATAAAA
>CL7578Contig1
CTTGATGCAGCCAACAGTTAAATGTTTGCAGCGAAACTGCATGGACAAAATGTTTTGATG
TGACTAGTGTAACAGTCCCTTCAGAGTATCATGTGTTTCTGAAATTTCCCGGCTTCCTGC
AGCCGTTTAAAGTGCAGACAGCTGTGATCATTTTGTGTGAAAAACAACCACAGGCTCTCA
AACATTTAATTACTTCTCTGTCTTTATTCAGAAGGTTAATTGGAAACCTTGAAAAATAAA
TGTAAACTTCGTATTGTTGCCATGTTAATTTTAAATAAAGGTTTAAGAGGACATATATAT
ACACATTAATTTAGACCTTTTGTTGAACAAAAAAGTTTTTTTTTTATGTCGCAGTTTATC
TATTTTCAAAGTTTAAAAAAAAAAGCNCATATGCANAANCAAACAAGNGCTTTTTTNGTT
NCTAAAACTTTGACNAACANGAGGCTGACAANGACAATTAGAATATGAACNGAANCNGCC
CGGAGTNCTNCTTTTNCTTTTAGGGATTTAACTTTNCNCNCTGANATGAC
>CL7579Contig1
CAACTTTCCTTCTGAGGAAGAGAAGATATTGGAGTTTTGGCAGAAAAAGGACTGTTTCCA
GGAATGCCTTAAACAGTCTAAGAACAGACCCAGGTACACCTTCTATGATGGCCCACCCTT
TGCCACGGGTTTACCCCACTATGGTCACATTCTGGCTGGAACTATCAAAGACATAGTTAC
TCGGTTTGCTCATCAAAGTGGCTTCTATGTGGAGAGGCGCTTCGGCTGGGACTGTCATGG
CCTACCTGTGGAGTATGAGATCGATAAAACTCTGGGCATCAAAGGGCCAGAAGATGTGGC
AAAGATGGGGATCGCTGAGTACAACAAGCAATGCCGAAACATTGTTATGAGATACTCGCA
TGAATGGGAGACTTCAGTAAAGCGAATGGGGAGATGGATTGACTTTCAAAAATGACTACA
AAACTCTTTACCCATGGTTCATGGAGACCGTCTGGTGGGTGTTCAAGCAGCTCTATGATA
AGGGCATGGTGTACCGTGGAGTCAAAGTGATGCCTTTCTCCACTGCCTGCAACACCCCCC
TGTCAAACTTTGAGTCCCATCAGAACTACAAGGACGTTCAGGATCCTTCTGTGATTGTCA
ACTTCCCCTTGGTTGAGGAT
>CL7580Contig1
GTTTGAAATGGTTTATTATAAGCAAACAAGTAAGAATAATACACAAAAACAATACAATCA
GCAGTTACACATTTATACAAAGACGTATCAAACTTAAGATAATTAGACATAAAATTAAAG
ATTGCTTGAAAAGGAGTGGAAGGAAGCAAACTTATATAATGCCACCCCTGTTCTACCGAA
ACCATTTTTATTATATGATTTATCATTATCCGGTTCATAACTTTTATCAGACAGAAATAA
GAATCCTTAGGTATCAATAAAGCACATAACAAAGATGAATTACTTAATTATTGTGTAAAA
TAGACATAACTATTTTAGAAATCAACATAGCAAATGCAGATCAGTTATCTAAAATATCAT



TATTCAATCCAAAAAACAAATCCTGATTTATAAAATCAATTTATAAGGAATTAAACAAAA
ACCAAAAAACCGCGAGATGCACTGATTATGAAGTTTAACAGATCTTTTAGGCACAGATGC
CATAATGTTTGCTATAGGTACAAATACAACAGGGTTATTTTGCTAGATGCATTTAAAGTA
ATTTTAAGAAGCTAGACACAAAAAAGGAAAAAGAACAGCAAAAGGATTTAGCTGTTGGCG
TTAGTTACGGAGTTACACAGAGTTCTAAGTTTTTCTATGTTAATGATTTTTGTCTTTTAA
CTTAAAATATGCTTGAAAAGACTGTCAGGAAAGGCTTTTTTGTTGTCGTGTCTATCGATT
GATGCAATGAAAATGAAAAACCAATCTTCCCTGTAACCAAATTCAATTTTTTTTTAACAT
TTCAAAATACCTCTTTGCTAGGCTCCAAAACAATGATAATGCATATGGATCCTCATGTAA
TTCCCATCATTCAGCTTCAGTCTTAAAAGGTTTTTCATTTCTGCTGCCACCTGGTGCTTT
TTTCTGTAACAGTACCACCTTTCATTGTAGAAAAAACCTAAAGGGAAAAGCTGAACTGTT
GAAAATTGAGACAAATAGCAAACTCAGTTCAATAAGCTGACAAAATACAATGTTCTGGTT
CACCTTTCAGATAAAAAGATTATTTTATAACTGACTCACATTTGATTTGAAGTCAGACAA
TTTAGGTTTCACTTTGTTTGGGTGTTGAGTTAAATTTACTTCATTTACAGTATTAACCAA
ATTCATCTGATGGAAAAGTCTGATGGAAACTCTTGACTGAAAATTAAATTAGGTCCAGAG
CATTAAAAGCTCAAAAATGTAGACATATACGTGTCTTTTAAATAACAGTAAGGAAATATT
GATCTAAAAATGCATTTAATTTTACAAGCAAAACAAATGGCTCTAAACCCAACACTGTAA
TTGCATTTTCCCGTGATGCAACTGTATTTCCAGGATTCTGCAACAACAAGCTGTTACTCC
ACAGAGTTTGTCACCAATGCATTTTTCTTTTTATAAGTGAGATC
>CL7581Contig1
GCAGAAGCCTGCAATCGAACAAAATGAGTGAGGGAACAAAGAATGAAAGTGGATCAAAAC
ACAGAAGTGAATCAGATCCGAGCTGCAGCAGCATCCAGCCAAAACACGAGAGGAAAAGGA
CCAAGCCTTACGTCATGAAACCGAATCCCCGTGATGATGGAAAACAAAAATATAACTCCT
GTAAACAACATTTATCCAACTGAATCTGTGAGATGCATTAAATGTGATTGAATGAGCCAC
TTTTACCTGATAATCAATGTCCAAATCCTGGATAAATTCACAAGTGAACAGATCGGATGT
GCAAAGGCTCCTAAAACTCTTTCTTTCCTTCACTGAGACAAAAATGATCAAAGAGTTTTA
AAACACAACCATAGCATCAGACAGCAGCACCAGCACAGGTCAAAGGTCAAATCTGGAGGT
CAGCGATGGTTGTGGTTCCATCAAACCATCATGGTCTTCATTTGGAGTGACTCCGGCGCC
GCTGTGGGAAACGGTTTCAGCACATTCCGTCGCTCATTTCACGTACTTTTCCAGTTCCAT
CCCTTTTGCTTTCNGTCGGTTTTTCAGGGTTTTGCATTTGTTGTCACACAAAAAGTTTTT
TTTTGTTTTGTTTTTACATTTGGTTTCAAACTGAAAAGAGAAGTGACTTCTAACGTGTTG
TGTGGACTGAAACGATGATCAAACATGAAGGAGATCTTTGGGAAATTAATGTTGTTCCAC
TCTATGTATAAAATAAGGAAAAAAATCAATAAAGAAAT
>CL7582Contig1
CTGGGGGTCTTTTTGAAGAGGTCTCTGGGCGGAGCCAGCATCAGCTGGGACAGGAAGAAC
TTCTCCGGCTGCGTGATGGGAGGAAGGAAGCCGGACAGGGCTTTCTCCTGCTCATCCCCG
GAAGGTGCTGGGTTTAGCAGGTGCGCGAACACGGCGGCGAACGGGTTCGCGGCCAACGGC
TCGGTTCGGTACATCTCCCAGAGCAGATAGAGGGCTGTGAGCCGCTGCGGAGAGCTGGGC
AGCAGGTCCGGCTGCTGCAGCAGCATGACCAGAACCGAACCCACCTTGAAGTGGTCCGCC
TTCCCAAAGTAATGATGGAAATGAGTGGAGAGGGTCTCGAAGCTGTTGTTGCAGGCCTCA
TCCGAGATTATGCTCAGCAGGTTGGACAGTTCCTTTGGAGCCAGAGTCATCGTTTCCCCG
CCACAGTTCGATCGGATGCAGAGATTGACCGGGGTCCCTGATAAACAAGTCTTTCTGTAT
AACTATAGCGGCGCTCTTACCCGCTTATTCATCTTTGAAGACGCAGAGTGGAGGACGGTG
GCCCAGAAGTCATCTCGATTGAGATCCTATAACGCGGTTAGCATCAAGTTAGCCTAGCTT
AAAAATAAGCTACAAAACCGGGAAACTCGTCAAAACATCAATCATCTTTTTAAAAATAAT
TATCCAAATAGATTAAATGAACGTATAACTTATCAATCGAACCAAAGAGTTACAAAAGAT
AATATTTCCAGGACTGAGAAAGAAATAAGACCCTGAATGGGATAGTGCTGCGAGCCATTA
GCTTGAAGTATTTTTTAGTCGTATTTTCCGGTGAACTGCCCCCGGCCATAAGGCCCGGGT
TAAACGGCGCGCTGAAGGC
>CL7583Contig1
AAATATNCCTTTTATTTTTTTATTTTTTGGTCCTTAACATTTNGTTCACTTATGGAAATG
TTCATTTATTTTTTGTAGCGTTTTCTTCATTTAAACCACAGAAAAACCAGACACATCCTT
TATTTCAAACTATTAAAAGTTTTTTTTTAAACAAAAACATCAAATATTTTACTCTTGTTA
CAAACAAATACTCCATTTGAAAAGATAATTTGATTTTGTTTTTTATAGATTATAAAAATT
GAATTTCACTTTAAACCATAAGTGTTCTTTATCATATAATTTGCACTGTATATTACATAT
ATTTTCTGAAATTCAAGAAATATTTGTTTTTCTCCTTCTTAAAATAATAACAATCAGAGA
GACCCGGAAGTCCTTCACAAGACAAACCAAACCGTTTAAATGTTCAGGTTTGTGATTCTC
AGAATGCAGAACACGAGTCTCTGGACCACAGAAGTCTGAAAAGATCTGAAAAAGGAGCAA
ATCTCGACCCTCAGCAGCATAAAACCTCCCATCATCCTTCAAAGATTCAGTATTTTGCTC
CAGTTCCTCCNGTGATGCATCAATGGAAACATTAAATAGAAGCTTTTCACTGTTTATCTG
ATCAGTAAATCCAGAACTTTCCATCANACATTGTGTGGTGGATGAACGAGCGAGAGGAGA
ACGAGGAGGGAGCCCATAACTAACCGCGACTCTTCCTCCCGTTAGAAG
>CL7584Contig1
ACGTCTCTCTCCGGCTGCGGGACTTGGTTCCTCTTGGGCCTCGCCTCTTTCTCGCTGCTG
TCCTCCTCAGCCTCCATTCGGGAGCCATCCTTTGGTCTGGACAGGAACGCCTCCCCTCTC



TCAGAAGCGTCCCAGGCGCCGCCGTCTTCCACTGAGAAGAAAGCAAAGGTTTTCCTGGTG
GTTGGAAGAACCGAGGGGAGGAGATCAAACGTGCAGCTTCCTCCTTTCGGCACCTACGTT
CTTTCTGACCAAGCGGAGATGCATCGGCGCTCTGGCGGATGTCACTGCGTCTGTCCACGG
GGGGCGACGGGTCCGTTTTACTGCTGAGGCGCTGCAGTTTCTCCGCTTCACGCTCCTCTT
TGCTGTCAAGCCTAAAAGAAGGGAGAGATGGATGACATCTCTGCATAGGAGAAGTTTGAA
TCATTTATTATTGTGACAAAGTTGCATTTCAGTACCAACATCAGAGGACAGGATAAAGCA
ATTAGGATTGCATCTTTATTTACAACAAGCACCTATTTCGTTTAAAGGGACTATTTTATA
TCCTTTAAAGAAAACACAGGTCATACGACAGATTTTCTTTGCACAATGTGCTTTTTTTTC
CTCATTTTTGTTCAAAATCTTTAAATTCTGGAATCTCCCAAATCATTCCTTTGTCCCTTT
CACTTCTGGTGGTTATATTTGTATAAGGACATTATATTAAAGACTCACTTTGATGAAAAT
GGTGTTTTTAACCATGTTCTTGCTGCCTTTTTGGATGATAAAG
>CL7585Contig1
CGGCACGAGGCCACCTCAGCCGGAGGCGGCGTGCATCCTTCGACCCCCCCGCCCGCCCTC
GTCCCCAGTCCTGCCAGCGGGCGCCCCTCTTTGTTGACTTTGATGAGATCGGCTGGTCGG
GCTGGATCATCTCGCCCCGCGGGTACAACGCCTACCACTGCAGAGGCTCCTGCCCCTTCC
CTCTGGGGGTGGGCCTGAGAGCCACCAACCACGCCACGGTGCGCTCCATCATGCACGCGC
TCAGGATCCCCGGCAGCGAGGTGGGGGCGCCGTGCTGCGTCCCTGACAGACTCCAGTCCA
TCAGCTTGTTGTACTTTGACGACGAGGAGAACGTGGTTTTGAAGCAGTACGACGACATGG
TGGCGCTGAGCTGCGGCTGTCACTGACTGCTGGGGGGTCAGGGGTCGAACTCTGTGTTTG
TGTGCAAACCTTTAAATATTGTATTATTTTATCCAATTAAAAGACATTCCTTTAACAAAA
AAAAAA
>CL7586Contig1
TTTTCCGACAAATAAATAACTGCCTTTCTGAGTTCTAGAGTGCTGCTTGACAGCTGTGGT
TTGATGGTCTTAACAGACAAAATCCTCTGTGAAAACAATTCCATGAAAGCAGCTCAGTTT
TTAAAAAAGATGAACTCCAGTGCTGAGGATGAGAAAATACAGCACATTGGTCCAAACGAC
TGTGCCAGAAAATGAATCACAGACTCCTTATGAGCAGGGACACAATGCCACAGTGTTCCT
TCTGCTACAGAGGCCTTCAGGTTTAGATCATGGAGGAATATTGAGGTTTAGCCAGCCAGC
TCTTAGACAGTGGGAGCTGCGGGCACACCGATGTTTGCAGCCTTGCCTCAGGCATCCCAG
ACACAGCTTCACAAGTCAGAGTTTACTTTGGCTATGTGATTCTTTTAAGGTTCATCCAAA
TGAAACCTGAAGTTTGCACCAAAATGTAATTTTTGGTGACCAAACTGCCGACCTACTTTC
CTGTCTGCCTCCTCGGGCAGTTACCAAGAACTAGGAAGGTAGAAGTTCATTATTTAGCTT
GGTTTTTTGGCTACTCTCCACTCTACTGCAGTACCTTCAAGCAAAATCCATTCCTCATTT
TCAAGGGTGTTCCTGTGTCTTNATAGGTATTTACCTTTAGGGAGTATGTACTAATTGCAT
GATGAAATACCAGACGTACTGTATAAAATTTTTGGCATGTGAGCACCGTTGCAAGGTG
>CL7587Contig1
CAGACAGACAAGATGATTGTAGTTGCTGATTGTGTGCTGACATGTCAGCGCTGAGCCAGA
GGTGTACGACCTGCAGCGCACCTGCCCTGACTGGAGCTTCAGAAGACGTGAAGAAAAGTC
ACTAAACGTTACTTTTAGTCAACCTCTGGCATTGTGAAGTACTGACTGTGTTACGCAGAT
CCGACTGACTTGATGCATTTGCTACAAATGTCCTCATCTCTGCAAGTATCTACAATCTAA
TGGTGAAAATAGCAAAAAAAAATTGTTTTAATTGAGAATTTTATCTCACAGCTGAAACTG
AATCCAATCTGTTTAGAGCATTTGCTGCTACACATCACAAGAACCCCTGCTCTGGTGGTT
CATGTGGCGTTTTGTTGACCAGCTTTAAAGCAAAATTTGATTCTAATCACTTCCCTTTAT
TTATTTTTTGTTTGCAGACTGTGCTCAGACAGCAATAGCTGATTTCCAGCGTGGGTCTTC
CAGTTCTGGTAGAACGGATGCGCGGCAGTGTTTGTGACATTCTCAATTTCTCTACAAAGA
TGAGATTCCCCGTCCACGGTGGGTGTGTGGCGCTGCTTTCTCAAACAGACGACTGATCCC
AAACCTTGTTAACAGGGTTTATGGGTGTGCGCCCAGAACCAGTATGAAGTCTTTGACGCT
CCTCAAACCGGCCAGGAGACCGCTCCCTCCGAACATCCATCATGCGGCCGGGGGATCGGT
CCATGCGGGGGTCTCCCATTGCTCTGCCTGGGGAGCGCTCTAGCCGGGGATCCGCCATGG
CCCTGCCGGGAGAACTGACGATGCGGCTCTCAAGCATCCTGCCCGGAGACTTCTCCCTTT
CCAGGGGACGGCTGGGGGACTTGTCCCGCCGAAACTCCGTGCGGGCCTCTCTGTAACGGT
GGGGCGTGCCGGGATCGCCGTGGACCAGAGGATTGGCTGCAAGCCTTTTGGAGATGTGCT
CATTGTAGGAGGGAGGCCCCCGCTTGTTGGGACTGCGTCCAGATCCGTTCCGCTGCAGAT
CTCCTCCATCTTGGTTCTGGATCAGGTTGCCTTTGCAGCAAATGACTCGTAGTTTATTCT
GGTAGGAAGAGGCCAGGTAGATCGCCCCAGAGGAGATGGCTGGGCCAAGATAGCGAGGGT
TTGGGATGTCCAAATGTGCGTAAGAGTGCGGCCCAAGGGCTAT
>CL7588Contig1
AAAACGTCACAGAGGATCCTCCAATGGCTCAACACTGTGCTGGGAGCGGCACATATAACC
AGAGCTGTCATCGTCCTCCTCTTCCACCACTTCCCGTTGGGGGGGCTGTGATGCTGCTGT
GACACCCCCTGCCAGGTCTTCCTCTGGCCCCGCCCCCTCCTCTGAAGGTCCGCTGCAGCA
CAGGGAGAGGAGATGATCCTCCTGCTGCTCCTCCAGCTCCCGGCTGAAGGTCACTGTGAG
GAGGTTCACCTCCTGAGCCCCCGCCTCTCCTCCCAGCAGCTTTTGTTCATCAGTTCCCAC
CCCAGCCGTGCTCCCCGACAGTTCGGTTCTGCTTCGAGGGTCCTGAGCCTTCTTTTGGCA
GGGGGGGTCTGGGCAGGAAGTGGGAGGTGGCCTGAGTCCAGACGATGAAGGAAGGGAGCT
GGAGTCCCCCCGCCCTTTGTAACCCTCCTGACTGCTCGCCCCGCTGCTGTCTGTGATGCT



CTCCTCTTCCTCCTCCTCCTCATCCTCGCTGTCCTCTGATGAAGACAGAGCCAGGGCCTT
CGGCCCCCCAGTGTTGGAGAGAGAGGACACAGACTCCGGGAGGGACTGGACCAGAACCTC
CTCCAGGTGACGGATGGTAGTCAGGACTGATGGGAGCTTGCTGAATAGCAGGCAGGTGGT
TCTGGTCCACAAGAACAGTCCCATGGAGACGGTCACAGCCGTCAACAGCAGGCAGANCAG
AACGGTGATGAGTGGCTCTGCTGCAG
>CL7589Contig1
TGATCTTGGCATTCTCCCTCTCTTTTTTTCGGGTCCCTTTTAGGGCTTTTAGAAGGAGGT
GCTTCCTCCTTCCCCTCCTCGTCATCACTTTCCCTGGTTTTTAACTCCTGCACGTCTGTC
AGCTCAAATCCACTTGTCTCCCCACAGCTGTCAGAGCCTGCAGACTCTCCCTCTGGGTGT
TTCCACCGAACATCGGCCGTGTCCTGGGGGGACGCGGGCTCGAAATAGCCATTTACTCCT
TCAGGCTGTTTAGCTGCAGAATGCTGAAACCCGTCCATGGTTCCTGTTGAAGCTGACTCA
GCTCCTGTCATGTAGCCATCATAGCGTCACCTTCTTCCCTGCCGCGAGCTCACACAAGTT
TACGTTACGAGGACATAGAATTAAGAGGTGGCAAAAAAAAAGAGAGAGAGTCCAGTCCGG
GTTTATTCTGCTGTTGACAAACTAAAACACCAGCGGGGGAGGCGAGAAAACGAGGGCTAA
CGACGTCAGAATGCTAAGTAACCAAAACTTCAACATTTAGGCCTTCACGCGGGCTTTTAA
ACAGCCCATCTTTAGTGGTGAGGAAAAAAAAGCTGGTTTGTTTTTTTATATTATCACACA
CGAAAAACGCAAAGTCGAGCTCCCTGTCTCTGCCACAGTCCCTGGCTTAGCTTTAACTTT
GCCTCCCC
>CL7590Contig1
TTTTTTTTTAGTGCACCAAGTGGGCCTTCCTTCTTCTGAGACTGCAGCATGTTGCTACTG
CATCTTCAAAATTTAGCTTGCTTTATATAAATCTATGTGTTGACTTCTCACAAAAGAGCT
CTATACTCCATGTTCAAAAACCACTACACCACTGATTATACATGAAAGAACCCTGACCTA
ATCACGGTTCTTTATTAAATTATAAAGAGGTCTGCATTGTGAGGAAGAGGCTTTTGCAAA
AGTGCATGTTTATCAAAAAGGCCATAAGGTTGAATGAACTGTCTACAAATGCATTAAATA
CAGGTTTTATTTTATCCTTTCTTGCCTCCACAACATGTTAATACCTGATGTGAATGTGAT
GTCACTTTCATTAAGGCCATAGAATAAATGCTAAAGAAAAAAACAAAAAGAGGAACAAAA
ACTTTTCCTCTATATCCTTTATTTGTCGCTTTTGCAAGTCAATCCTGTCTTCCAACTCTC
TAATTCTCTGCTGAGACTGCTGTAGGAGCTCCATGCGCTCCTGTAAGATC
>CL7591Contig1
CCCTGGTTGATCATAAAAGGTGCAAAACTTACACGATGAAAACATTTATGAGTCAAATTT
TTTCCCCCCATGCAAATAAATGACAAGAAGGTATTAAAAGTAATAAAACTGTAAAACACT
GGCAGTTAAACTATTCACATATCTATACACTGTAAATGTTTATTTTTCTCCTTTGTTTAT
TCCCTTTAGGGATTGGTTGACTTGCCTTTAGTTTTATGGCAGATGCCTCAGCATTCACCC
AGACTTTGGACCGGCACATGAAAACACTCATGTGGTTGCAGTGACTTCCAGCACCTGCTT
GTCCCAGAACACTAAGCAGCCCCAAACCTGCTTAGTTCGTGAGATGAAATGACATCTGGA
CTGTCCAAGGCTACTGTGCGGAGGGTGAATGTGCTTTGCTTTCTTTAAATAATTATTTAC
TTTAACTAAGGACAAACCGTATTAACTGGATGACAAGATTTCAGGAACCGACTAGACATG
CTTCATGTGATCAGCAGTAAGAAGGGATAACTGGATAACTAACAGCATGTTAGACCTCAA
GGTCTCAAGGGTAGCCCCTATTTAGCCAGAATGTTTCTATACACAGAGTAATATTCATTA
TTTCCACAGGTTCTTTGGTTATAGCAAACATTATGTGCATTGATTAAAAAACAAAAACAT
GCTGCAACAAACTGGTGTGTTCATTCATTCAGCGAATATGATGCCCAAAAAGGTTAACCA
ATCAGGAGAGACCCTGTGGCAG
>CL7592Contig1
TGGCTGAACATCTGAAAGGCTGGTTCCAAAGAAATACCACGCAGAGACAAGGAACACACA
ACTATGACTATGATGGAGTCTACAAGCAAATGCNGGAAGTCTCAAAACTCAGCTGTGTTC
TACACCTACAACAACAAAAACATTCCCTCCTCAACAGCAGTGTCCTTCGCTTCCTCAAAT
GAAAATTGGAACACCTACAGGAGTGATGGTCCTTCATTAGATGAGCCAGATTCATACCTT
TATAGTGCAGCCTCCAACAGCCTCTCCAACCACAGCAGATCCTACATAGATGCATCCCAC
AGCAGCCACATGCACAATACCACAACTCAAGGTGACCAGATATGCTGGCATGAAGATTCA
AAAACCAGGAACTATAGTTTAACTGCCTGTCAGAGTGCTGGTAAATTCTTCTTAAGAGTT
TGTCATTGAGCCTTAAACTGAATTGATCTGCTGTTTGAAGAGTATGGTTGCCAAATGAAT
GCAAACATCAAAGAATATCGGGATTGTGAGAAGTTATGACGGGCGTAAAACCCTNTGAAG
AAGACGGCAGGCAAGCCATTGAAACGTGTCAACTACCTCTCTGTCCTTCCGTTGTCTGAT
AGAAAAACCTCATCGACATGGAAGATGAAAAGAACTGGATTTCTCTCAAATGAACAGAAA
GGAAATCCGTTGCCATCTTTGACTTGTGCTTATTTTGGAAACATTGATTTTTTTTTGGTT
TAATTTTGGGTCATTTTATGAAGAAGTGTTCTTTGACTGATGCTGCATTGAAGAAGCAGC
AGCAGTCAAACGTGTCAAAGGTCAGTAAACGTCTCTTAGTCTTGAAGTTGAGAGACGTCA
TCTGGACTTGTGTAGCTTCATCAGTGTGCTGACTGATATGTAAATAGTAACTAACCAACT
TGTTAGTGTTCTAAATATCGGGGTTGTGGTATTTGATAGAACATTTTTTGTAAAACAGAA
AAAAATAATATATTGGTCACAATTGTT
>CL7593Contig1
AAAGTGGGCAAAGCTGGTACATAACNTTGGTGGAGCAGCGCCAGATACTCGCAGGTTAAG
TTTCTGCCTTAATTCAACCACTTGACTTCCAGTGAGGCTACTGAGCTCCTCGTGCTCATT
GTAAAAGTTTTTCTCAAATGGAGGGTAATCTATCTCTGAGTGGTCGATAGGAGGAAGCGG



CAGGATGATTTTTTTAGTAGTGGAGGGAATTGGGTTTCCATCACTGTCATAGTCGATATT
TTCCTCTTCTTCTTCTTGGGTTAGCCCTGCTGTGGGATTCTCTGCCATGTAGCGGAAGTA
GGCTTCTTGCTCATCTTCTTCCTCAATGTCATCACGTATACCCTTGTTTGCCTTCTTCTC
TTTCTCCTTCTCCTCCAGTTTCTGCATGTCTTGAGCTGCTTGGCTCTCAACCTCTGCCAT
AAAGGCATCCAACGGGTCATCTTCACTGTCCGAGCCTCCGCCTGCCTTCATCCGCTGCCG
TGTTGGGGAATTTTCGGCTGGAATGTAAGGCAGATCCACATTGCTACTGGACTCTTCTTC
GTCATCTTCAAAATACGCATTTTCCTCGTCAAAATTGGCTCGTTTAGTCCCTATTTTGTA
GAATGACGGAAGCTGCTGGCCTTTCCCATATCCCCCAGTCGATCCAGCGCCCCCAAATGT
TGTGTGAGATTTGTGAGGAAGGCTGGACTCCTCTTTCTTCCCTGCCAGGGAAAAGCCTCC
AAAACCAAACCCCCGCTTCACACCCGAACCACCTTTATTCCAGTTCATAGCTTTCCTGTT
TAAGTGACAAAAAAAGCTTCCACTAGAATCAGGGATGCTTGCGTCATCCCCCGGCCATA
>CL7594Contig1
GACGGAGAGTGGACGTGTAGCTTCTGGAGAAGAGGAAGAGGCTCTTATCGATCATCAACC
CCCCCACTCAACAAGTCGAGCTTGTAGCCGCTTTGCGTCTCTCCTCCGAACAGGACCAAT
ACTCTGAATTTGCATTAAATATGCCTAACATCATCTGTTGTCAAACGCCTCAGGTTATAA
TGTACGACAAACAAAGAATAAGTACTACTCTATAGCCAACGGGATCCCGAGGACTTGATT
ACAGTCGCTTCAAGCCTGGTAGTTTGTCCGTGCGGCTGCCCCCATTCCCCCTTCTGCTCA
CCAGTGCAGTCGGCTGGCATTTCTTCTGACAACTTTCCATCCCTCTCCTTGGGTGAAGAA
GACACGGTTCCACTGTGATCCTTGTTTGCTTCCCCGATTTTCAACATTTGGCTCCTGTTC
TACCTTGGATTGGCACTATTCCTTTAGAGGCAATACAAACTAACCAACATGACTCCAAAC
GGCTTTTTGATCTTTGAGGATGAGAATTTCATGGATTCCACTGTGGCCAAAATGAATGCT
CTGAGAAAGAGTGGTCAGTTCTGTGATGTTAGACTGCAGGTGTGTGGCCATGAACTGATG
GCTCACCGTGC
>CL7595Contig1
CATTTAAAAATATACTTTTATTTNNAAAATAGGATACAGCAGTAAATTTAATGGCACAAT
AATTCAGCATTTATCATTTCAGTGTCGACAGGCTGATTAAAGTGCATTTCGCAATTGGCA
AATTATTCAAACGGTCATAATTTAGTACGGAAAAACATCTTATACAGGAGTGCAGTTTAA
CAGTCTAGTAAAAGCATTTTACATTATGAATCATTTTGCTTAGCTGTCATGTACATAGCA
GTAAGAAAATTATATAGTCACATGAAGGCATTTCAGTTTGTTATACTATTAGATACCTCA
GCTTAAACAACCAGATCAGGAAATTAATTCGTTTCAATTTACCCATTTTCCTCTCTTGAA
ATATCAACCTTGATATAAAGCAAAGACAGATCAAGTACCAAAGTCATCTTAATATACCCA
AAATTCTTTAAGAAGTATAGTTGTAGAACAAGAGGAAATAAACTCACACAAAAAAAAACA
CGTACAGCAAGAATAAAGTAATCTTAGGCAACTTTCTTGGGAGCTGCAGACAAGGACATC
AGGATACTTGGCTGCTCCTCAATGACACGCACCAGTAAGTTGTCGATATACTGTTCCAGC
TCTGATATCTTCCTCTGTTTCTCCAATAGATGGGTCTCCTGTTTCAACACCAGACAGACG
AGTTCCTCTCTTGTCAGTTGGGAGAACGGCCCTGTCATCACAGTATCAGGAACCTTATTT
TTAGTCTGA
>CL7596Contig1
TCTGATTGAAAAAAACTTTTTTGCCAAATAAAATGTCAACTTTTACAGAAGACAATGACT
AAATGAAATAAACTGTCTTAATGTTTTTATTCTGTCTATTGCTTCTACGGTCACAGTTTA
AGGCTCTGTCTGCTTTGCTGCTAAAAGAAAAAAACACAGGAAGTCAGAAAAATTTTACAT
TGAAATACGACAATGTGCTTCAGGCAACACACCATGTACAAAAGTTGGTCACATGTGTGA
CTCAACCTTGACCACACATCAAAGACGTTAGTTTTTTTGTTTCAAATACTTTCTTACAAT
AATCTTTGAATATAAACAATTTACAATTTAAAAAAAAGAAATCACTGAAAATGCCAACCC
TGTTACTTTATAATGTTTTTTTTTTCTTAACAANGCNCAAAACTAAATACTANCNCAAAT
CANATTTCCCAAATAAAAACATTCAGGCATTTGNCANGAAAAANGNCANCTGNGTAGTTT
TGGGATGAAAGNCACAGGTTNCCTTGAANGGAANCAAAGAAANCTTACNCAAATTTGTCA
TANCNGNGAGAATAATAAAAAAAAAAAAGGGAANGGGGTCCCTTTTT
>CL7597Contig1
TTTTTTTTTTCCATGATCATGAATATCTATAATTATATGTGAGCAGATCACTTTCACTCA
GATGGATGTTAACATTTATCCTCTTAATTAGGAGTGTAACTATAATAATTGACTTAATTA
ATACAATCCTAAGATCCAATCAGATCGATCCATTTGAGGCAAGTAGTTAATCCAATCGAC
TAAAACTAATATCAACTATGAATCTGATCATCAACCACAAGTCGAATCGTTCAAACGAAT
CGTTACTCCCCAACTTTTAAGATTATTACCACAGTTGTTATTTCTGCTTAGCTGGGGCTC
TTCGATTCTGTGTGTAGAGCTCATAGATTAGCTCAGGTCTTTGTAGGTCAAAATGATCAT
GTACTCGTTGCTAGTTGAAAAACGTCAGTCTGTCTTCCAGCTTGACACAGAAGCTCAGAG
TGAGACGTTGCTCAGTTCACACGATCTTCGCAGAAAAACAAGCGCAGGCTGCAAAGGAAG
AGAGAGAGAG
>CL7598Contig1
GGATAAGAGCAGGCGCTCTGAATGTTTAAATGAATAAAGCCTTGTCCAGAACTTCATGGA
ATTAATATCACAACAATGGCCAGCTTAGAGAGTCCGCTGACCACTCATGTGCTGAATGTC
GCAATGGGAGTCCCGGCATCAAATGTGACTCTCAGACTTTATCGACAAGATCCTTCCTCA
AAAACCTGGCAGCTATTAAATACTGGGATCACTAATGCTGACGGGAGATATCCTGGTCTC
ATCACCAAAGAGCTATTCACAGCTGGTGTGTACAAACTGCATTTTGAGACTGCTCAGTAC



TGGGCAAGTCTGGGAGACACTTCATTTTACCCTTATGTCGAGATTGTCTTCACCATAAAT
GACCCAGGACAAAAGTACCATGTCCCGCTGCTTCTGAGTCGTTTCTCGTACAGCACCTAC
AGGGGGAGCTAGAGATCAACGCTGTGTGACATCAGGATCACCGGAGTGGGCATCTCTGGA
AATTCATGGAAGTGCCAACCATTGAAAGAACTTCACCGACTTTTTGTCAATGAAGTTATG
CAGCATTTTGAATGATTCAAGATAGAATATCCAATAATTTTCAATAAAACAGAGTTTTAA
ACTGTTAAAAAAAAAA
>CL7599Contig1
GGAGCCATCAAGGAGGGAAAAGCAATGNAAAACATCATCATGGGCCTGAAGAAGGAGAAG
GTGAAGAACATTTGAGCGTGGTGGACGAACGGGTCGTCGGGTTTGTTCTGAGAGTCCACC
TGGGTGGCGAAGGCCACGCTGGCAATGACGTCCATGGTGAAGAAGCCAAAACACCTGTGG
ATGTCGAAAGCCTGGCCGGACTCGGCATGGGTGGTCAGGTTCTTCATCAGAACTTCCGTT
ACCGTGTTGATGAGCGGAACCATTTCTTTCATCTTGGCAGCACTGAAGGACGGAGTCAGG
ATGCTCCTCACTCTCCTCCACCGCTCGTCCTTCAGGGCCAGCAAACAGTCCACCATGGGT
TTGGTGGCGAAGCGCAGAGTCATTCTGTTAGGGAAGCTGCTGAAGTCCTTCACCATCACT
TGCCGGAGCAGATCGGGGTCTGCGATCACCACCACCGGTTTACGGCCCAAATAATACCCG
CACACTCTGCCGTGGGTTTTTATAAGATCGTTGAGAGGTTTAAAGAAACCCTCCCGGAAC
AAAAACAAATTCCCAAAAAACGGCACCGGCTTCGGATGTTTGATGCCGTACCGAGAGAGG
ACCGAGAAAGGATAAACGGAATACCAGTAGAGAAGACCCAGGAAGACGAGGAGGAGGCTG
AGCGTCACGGAGCCGCTGCTCGCTTTGACGTTGAACATCGTGAAGAGGTCAAAAAGCGTC
TCCATGATGGAAGAAGACGAGTTAAATCTCTGCCACAAACATCACATGAAGGTTTCTGAC
GCCGTCCTCCTGTCAGATCCTGCGTATGTAAACATTACCAAACAGCTGTCCCCGGCCATA
AGGCCCGGGT
>CL7600Contig1
GTGATTAAATAGGTTTATTTGAATTGCAAACATTTACATTTTCTTTTAGCAGTTACCCCC
TATCCCCAACAGGAGCATCACAGTTCAGTTGTTCATGAATATCCTTAAATTTTTCTGATG
CTTCTCTAAACTGACTTGGTCTACTAATAAAAATAAGCTCTGTTTTCTGCTCAACATCAG
AAATAGGCTTCTTTGTACAGGATTCTTGTATGACAAGAAGTTTTGCTTCAGTGATTCTCA
ACACAGAAGAGCTCTACACAACAAGCTAAAGGACTGGTGCTAAAATCTACTTAAATTTGT
AAAGGTGAAACTCTGCTCATGACCCATCTGACCAGAGCCAACTTCCTGTCTGACGGCAGC
GTGTCGGCACTCGCTGTGAGTCGTCACAGATGAGGCTGTGAAGCTGATTCCAGGCTGTGG
TTCAAATAAATCCCTGAACAATATGTGTGCAAAATGGTTTGATCACTTGTTTCTAACCAA
AATAAAAACATAAAAAAAAAGCATGAAAGCAAGGGTGTTTCGTCCTTACAATGACACCAG
GAACTCATCACATTTCTTTTGTGTGTCTCCTCGCTCATGATCACAGTAAACAGGAAGGAT
GTTAGTGATGCATTAAAAGGTACTATGTTGTTTCATTGTGACACGAAAAATAAAAAGAAC
ATTTCAAAACTTAATGACACAATAATATGTAAAGTTTTCCAAACCTTAAACTTCCCCTTA
TAG
>CL7601Contig1
GAGGAATTCGGACGAGGGTCCTGAGCTCTTCTGAGAACAGCAGAAGAAACACCTCAACGA
ATGAGGCCAAGCTAAAAGCTCTTTTCTCAGAGCAAACTCCAGAAGGTCTCTTCGATTTTC
TCTTTCTATCTGTTGACCCGCCGTCTCTCCAGAACCCCTCACCATGCCTCCTCAGATCCA
GTCCCAGAATCANGTGCGGGATCANGAGTCCTGCAGGGAGACCTCAGCTCCCTCAGCCCA
GCTGTCCGGGAGTTTGTGGAAGCCAATGTGGTCCTGTGCCAGCCCGAGTCCCTGCACATC
TGTGATGGCTCAGATGAGGAGAACCGTGCCATCTTGATCCAGCTGCAAGAGCAGGGGATG
ATCAAAAAACTCAGCAAATATGAGAACTGCTGGTTGGCCAGAACTGACCCAAGGGATGTG
GCCCGGGTAGAGAGTAAGACAGTGATTGTCACCCAGAACCAGAGGGATACTGTACCCACA
CCTCTGGATGGTGGAGTGAGCCAGCTGGGCCGCTGGATGTCCCCGGAAGAATTTGACAAA
GCCATGGGTTCACGTTTTCCAGGCTGCATGAAAGGCCGCACCATGTACGTGATCCCCTTC
AGCATGGGTCCAGTTGGTTCTCCTCTCTCCAAGATCGGGGTGGAGCTGACTGACTCTNC
>CL7602Contig1
GAGGGCCCACTGAGCCCTCTGACTGGCTTCAAGAGCTCATTGATCAACTTGGAACATCTC
TGACTACAACCACACCGATNCCAACCACGACCAGACCGTCCAGAAGCACGAAGAGGAAAG
GCAAGCGTAAGAAGGGAAAACACAGAACAGCGGCGGTTCCTGAGCTTCACAACGGAGCGG
TGAGGTTGGTCAATGACGATCAAGAAGGCAAGGATCGTGGACGAGTAGAGATCTACATTA
ATGGGGAGTGGGGGACGGTCTGCGATGACTTGTGGACTATTAAAAATGCTGAGGTGGTTT
GTCGACAGCTAGGATTTCGGTACGCTTTAAGAGCATCCAGGAATTCAGAGTTTGGTGAAG
GGAGGGGTCTGCGGATTCTTCTGGACGATGTTCAGTGTGTAGGGACAGAGTCCAGTCTGC
TGACCTGCACACATGCCGGCGTGGGAATGCACAACTGCGCCCACTATGAAGACGCGGGAG
TCATCTGCGCCAACTCAGAGCACGTTGTTGAAGCCTAAAGGCCTGACTGTGGCATGGTCA
CCAGGAACTAAGTGGTTGTTAAATCTAACAGAATTTCCCTAAATCTGCATGTTTTTATGA
ATATGAGCTAAAACTGCTGTGTTGTTGTACAGTTATGACAAAAATCTTTCAGTGATTGTA
AGGAGACAGTTAAAAGCTTAAGGACACACTTTCAGGATCTTAATGACCTAGCTAATGTCA
GCGGTGATGAAGATGAAGATCTATTTAAACTTTAAATAAAACTTTTGATTTGTTCCCAAG
ATGCTGGAATAATCTGAGTCTAGATTATTTGCTGTTTGTACAATTTGCTGAAGATGTAAA
TAA



>CL7603Contig1
ACATCCTTCTCCCGCCCCTGAACAGTGACCTGGAGAGAGTGTTTGTTTGGGATCTGGACG
AGACCATCATTGTCTTCCATTCTCTGCTCACAGGTTCTTATGCACAGAAATATGGGAAGG
ACCCTCCCATGGCGGTGACTCTCGGCTTAAGGATGGAAGAGATGATCTTCAGCTTGGCCG
ACACACACTTGTTCTTTAATGATCTGGAGGAATGTGATCAGGTACATATCGATGACGTAT
CATCAGACGACAATGGCCAGGATTTAAGCTGCAACCAGCGCCAACCTGTGCCTGGCTACG
GGTGTCCGCGGGGGGGTCGACTGGATGAGGAAACTTGCCTTCCGCTACCGACGAGTCAAA
GAGTTGTATAGCACATACAAAAACAATGTGGGGGGTCTGCTTGGTCCTGCTAAAAGAGAC
GCCTGGCTGCAGCTCAGAGCTGAGGTGGAGGCTCTCACGGACTCCTGGCTCACTCACGCC
CTCAAATCCCTGTCCATCATCAGCTCCAGGAGTAACTGTGTAAACGTGTTGGTGACCACA
ACGCAGCTCATACCAGCACTCGCTAAAGTTCTCCTGTACAGTCTTGGATCCGTTTTCCCA
ATCGAGAACATTTACAGCGCAACGAAAATAGGAAAAGAGAGTTGCTTTGAACGCATAATG
CAAAGGTTTGGCAGAAAAGTTGTGTATGTTGTTATTGGGGACGGTGTGGAAG
>CL7604Contig1
AAAACACAAGTTAGCATCTTTATTTTGTTATAGCTAAATCCATATCTCACAACCTTTTAT
GTCAATATCAAAAGGAAAAATGATCAATCTGTTCCCCAACTGTTCATTCACACTGTAGAA
AAATCCAGCATTATAAAGTATTGACATTGTCTGGTAAAAGTTCAGATTTCCTTGTCATAA
TGGCTTGTTGTCTTGATTGAGTTTGAATGATTGGTGAGATAATTTCCAGTCTATTTACAA
AAGCAATTCATCTCTAAGAAAATGTAGTTACATAATCACACACCTCACAGATTTTAAAGC
AGTGTGACTCATTTGAAAACATCGTCCAAAATCAAAACACAGATGGTATTATGTAGTCTA
TTCATTTGATTTATTATTTTTACTGCATCCGGCAACTAGTAGAGAATTATCATCACAGTT
TAAAATCAAGTTTGAGTCAGGAAATAGATTGTATTGATTGTCAGAGTTCTGTGTTCATCT
ACAGTTTCAGTAACTGTTGGTCTTCATTGCTTTGTGTTTTTATTAACCACCTGGAGAGGT
CAGAGCCTTAAAGATGAAAAAAACAAAAAGAAAAGTCAAATCAAGCTTTAATCTGGACAC
GGTTGCAGATTGGCCCTTGTCTAAAAGGTCTCCTGTCTCGTGTCCTGTCCCTAACATCTG
TCGACCTCCTTCTGTGTCACTGAGAGGGTCGCAGCC
>CL7605Contig1
GCGTGTTGATAGATTTATAGAAAAAAATCCACTTTGTCTGCAAGAATTCAACCCAACCGT
TAGTCATTCACAGGGAGCAGAAACTTTAAAGTCTCCTGGTAAGATGCAGAAGATACGTCA
TTCATTTACTTTGGTCTAAAACAAGTTGATGTGAAGAAGTTTCAGTTTCATTCTTCAGAC
ATCAAAGGACCTCAGAGGTAGAAAACAGCAACAGTGATGAAACAATAAAAGCTCATAAAC
TGGATTTAAATCACAATCCTCAGAACAAAAGCCGATTCCAATCAACGAGTTGCTGAGCAG
CAGTGCTTCATTCTTCAAGGCAAACCTGTTCTCCCTTTAGACAAAGACTACGACTGTCTC
CTCCAAATCAATGCCAATAACCTGAGTTTTGAGCCGCCATCTTTGCAGGCGTTTGAACGC
TCATGAGACACCATCCAGCCTAAGAGTCCAAGCGCCACCTGGAACGCAGGGGAGCTCCGG
GAGGAGGACAGCCAGGCCGGCGTTGGGGTAAAGAGGGGCCCAGGGTAACGATGAAGGACT
CCCCAGCAGGATCACTTCAGTGGCTGCTGAGGTTTTAGGCGTCAAAAGATTCAGTGTCGT
GGTAGGCGGGGCTGCAGTCACAATGGCGTAGATGGAGGATCCTTTAGAGGTGTACCAGAC
TGGGACAGTGGTGTTCTCCATCTGGACCCTCCAGGGTTTTGGAGGCGTAGATGGCCTCTC
CGTTGACCTGGAGCCAGGCTCCAACGCCC
>CL7606Contig1
TCGGCACGAGGTAGAAACAGTTTTCATTTTTATTGAATTTCTGAATCTATGAAATCATTG
GAAAATAGAATATTATGTTTAGGCCTTCAAGATCTTACTGTAAAAAAAAGTTTGCTGATT
CTCTGAGTCACTTAACATCCTCTTAACACTTAACATACCTCATACATCAAATTGACCCAG
GAACATCATCTCTGTTCCTCACAAATGAACATAACAGGAGGGTTAACAATGTATTTATTT
CAATTTATTTCGAATATAAGTCGCTGCGGAGTATAAGTCGCACCCCTTGCCAAACTATGA
AAAAAAGTGCGACTTATAGTCCGGAAAATACGGTACCTTTTTATTTCATTCATTTTGCCA
AATTCTGTTCTTTTAGAGAAGAACATAGTTAAAAATTCAGAATTTGCTCTTTAAAAGATG
ATTTACTTTCTGGTCTGTTACTAGATTTTTTTAAAGCTAAAAATGTAAAAGTGGTTCCAA
AGTTGAGGTTTTTTTGTACATTATTTTGACAGGTCCTTGTTTTTGTCAGGATTTTTTCTC
CTTCCTTACTACAGGTGTTTGTACTTTTGTCGTTCCTTGTTTTTTATTATCAATCTTTAA
AAATGATGGAATTATTCTCGCTGAGACAATAAACTGTCCTTGTGACTGAGGCGCCTCACG
CTGTGTTTTCAGGTACGTTCTGAGTCCCTCAGCTAGTTTTCTCCGTCCAGCTGATTATTA
AACCTTTAAAGTTCTGCTGCCCTGAACATCAATGATCGTGTTTCCTGTTCCTCTTTACTA
AAGTAAAATTTGAAGGAGTTAGTCTGCAGACGACACACCACTATGCGCTTTAGGCTTTGG
TGGGCTTAAAGACCCACTCTGATGAAAAATAGTGTTTTTTTTAAT
>CL7607Contig1
GAGGCTGAAACAAACACGTGGATGTACATAACGGACATGCCAGAGGGACGCAGCGGCATG
GGTGTTACCGTCACCATGGAGCCCTGCCCAGGGAGACTTCTGGAGCTGGAGGAGGAAGAG
GACGCCGAGGTCATGTAGGATGGAGAAACGTGTGGAGTTTAAGTTTTTCTGAGTGAAAAG
ACTTTTTGGAGGGAAATAAAAACTTCATAAATGTATAAACTCAACATCTCTCATGTAAAA
TAAACAAAAATTATTCCTTTTTTGAGAAAAAGAATGATAGTGTCTGCTTTGAGTTTGTCC
ACACTTGTCTGACAAACCAATGAGACTGAATTTAATGAAGACTTCCCTACTTGTGAGAGA
CGATGTTACCTTTAGGTTAAATTAAGTTATACCTCAGCTGATTTCCATTCTTTAGGAGAA



CAACTCTAAAAAATGTAAATACCAGACTGTAACAGAGCTACCGAGTCCTCCTTTCTCTTG
TCTCTTTAAAATGAAATCTATATGCAAGCACTTTTCATTATACTGTTTTTACGTGTGTAA
AATCAATTTTGTTTTGTTTCTTAAATAAATGAAATTTGAATTTTTTTTTAAAAAAAAAA
>CL7608Contig1
TTTTTTTTTTAAATCAAATAGGAAGCATACATACCAAGATATCAGTGCAAGTAAGTGCGT
ATTAGTGTGGGGAATGTTGGAAGTGTATCATAAGGTGGAGAACACCCCCCTGGGTGCTCC
TGCACAGTACCAAGAAAAGTGATACATTCACAGACTCAAACCC
>CL7609Contig1
AGCTTTATGCAATCATCGTGCGCAACTAGAGTAGAGCTGCTTTTTTTCCCGTCACTGTGG
TGTTTTGCAGAGCTGGGACTATATGGACCGCAGGGATTCAACTGCAATAATCATCCGTGA
GTGACCAAAGTGTGTTAAAAAAATCATCCGCACTTTCTTGGTTCCTTTGTTTCGGAGGAA
AGACAACACTGGCGAGAGCCAAACTTCCACTGGTGCAGTTATCCTCCTCCTGACGCCTGT
AGACAGAGAGCAGCACCGTTGGGGAGCTTCAGATTCATACTCCTGCGGGGTAACTGTCGC
AGCCAACACTCGCTGGTCTTTCGCAGATCCCCCTGAGAGTGACTGGGGGCTTCATCCTGA
TGCTGATCGAGTCCTTCTCAGACTTGTGTGAAAAAAGAAAACAGGGGAAGATGTTGCGCC
AAGTACAATGAGTACAGAGTTATCGCAGGTACTCGATTCCACATCTGCTCCAAAGAATTC
AGCTTTGAGCATCTCTTACTGGTCTGTGGAATTTTTTAAAAAGTGGATCCTTTGACTTTT
CAACCATGCAAAATACTCCGCTTTCTCTCCGGAGTGCGATTTCGGAATATTGGACATCGC
TGATTGCATGCCTCTTTTGGATTCAGTACTCTTATGGGATGCCTCATGTTATACGAATAG
GTAAGTTACGCGCATTTTCAACCCTCACTCGTGCATTTGACTTTCAAGCAAAAAAAGTTA
TTCCCTGTTGAATCTCACTGCGAGCCTTTGTCCGTCGCGCTCACTTAGTTTTAAAAGCGT
CTTTCTCTTTTGACCGTGCGTCTTGGTCGGTTTTGGTTGGACATTTTCATAAACAAGAAG
CGATCAGAGAGGAGATGAGCGCATTACAGCACATGAGGTACTGGGAAATTGTGCATGCTT
TCTGCACTTATGGTGTCGCGCGCGCAAGGAAAAAAAACAGTGGATTACTGTGACCTTTAC
GCACGCTGTTTTATGTGTGCCATGAAATACGGCCAGCGCTGTTGAGTCACCAGCTCTGTT
CAGCATCACATCCTGCAAGTCCGCTTTTGACAAGTCTGCGCATC
>CL7610Contig1
TGTTTATTTTGTTGTGGCTTCAGAGAAGCTGGCATCAGGGAATGCTGACAGAGGAGCTCA
TTCATTATTAATACATTAGATTTCTATCTGAGGTAGAATGTAGGGTTGTAACCAACTCGG
GTCAGCTGAGAATGCTGTTGGAAATTCTCAGTCTAAAAATTGAAACACAAACATTTCTGC
AAAAACAGGGAATAACTGCACAGTATAAAATGTTAGTAAGGTTTTCAATACAAAAGAAAA
GGAGTAAAAATGCTCCAAGATCCTAATGTCAGAGCGGCTCATTGTAAATAGACTTAAGCC
ATAACATTTAAACAGACATGTTTCATACTGCATTTAATGTACTTAAGCAACTCTTTCATG
CATTGCAATGTACTATAAAAACAATAACAATGATCCTTATAAGGGCTGACGGACTGTAAA
AACCCTGCTTAAAAACATGCACTCCGTTCAACAAAGTTACACAAACAAATGTCATTCCAC
AATAGTGCTTTAACAAACGTTCTGTTAAGGTTTTAAACCCTAATAATACAACTCACATTA
ATTTCACTAAACAAGATTCTGGTTTACTTATGTACATCCATTTAAGATGTTTCTTTTTTT
GTTGTTTTTTGCAATGACTTCTTAATCATTCCTCCTGAGGAAAAGCCGATGCATATCTCT
ATACTGTCTTCAAGACATCAATACAGTCAAGGCTGGCTTTCCCCAAAGCCTTACTTCTCC
TCTTTTCTTTAAACTAATAACCCGGGAATCCTGCCCTAAAGTACTTTAAGTACACTTTGT
ATGCAAAAGCTAATGAC
>CL7611Contig1
GGGCTGGACGTGGCACCAGTGTCACAGACACTACCACAGTATTGAGGTGTTCACCCACTA
TGATCTGCTCACCCTGAATGGGACGAAGGTGGCTGAGGGCCACAAAGCCAGTTTCTGCCT
GGAGGACACATACTGCCCTGAAGGTCTCCACAAACGATTCTCGTGCTACAATATGGGAGA
GCAGGGCATTTCCGTGGGCTGCTGGGATACGTACCGCCACGACATTGACTGTCAGTGGAT
CGACATCACAGACGTGCGGCCGGGAGAGTACATTTTTCAGGTGGAAGTCAATCCAACTTT
AGACATGGCTGAGTCCGATTTCCAAAACAACGCCATGCGCTGTCGCTGCAAGTATGATGG
AGCGCGTGTTTACGTGTACGGCTGCCATTCAGGTGACGCTTACAGCGCTGAGGTGGAGGA
CCTGTTTGACCACCAGCGGCAGATCTCCAGCAACTTCCTGTGAGGAGCCAGCACCACAAT
CCGGGAGCAGCAGGATGAAGCTCCTCACCATGCCTGAAACGTCACGGCGGGGGGAGGGAG
GGACATAGCAGCATGCCAGTTAACAGGGAGGGTTGGGGGAAGACTTGAACCATTAGAACC
TGAGACGTTCCTGTCAGCCTCCGTTCAGGTGTCGTAGAAGAAACCCAGTCAGAGCGGGCG
GGAGTCTTCATTCAGAGTTGTTCCCAGAGCTGCAAACTAATGGTTAGAATGAACACCATC
AAACCCAGAATCCCGCCTAAGGTTCTGATTTGTCTTCTTTGGTGCTACTTTGCCTTCTTG
GAATAAATCTGCAATGTTTTGCTAATGTCATGTATAGTTTCATATTACCTCTGGATATTG
TTCTTCAGGGCGATAATTTATGCAGAATATAATGTACTTTTCAGGTGAAACTTGTTTGTA
CTGTTTATAACTACTTCCACATTGTTGTTCTATGTGAGGGCGGGGGTAGAGGAGGGCTGG
CGTAACAGAACTTG
>CL7612Contig1
GACACGTGGAATATTTTTGATTTTATTACCGTTCTTGGAAGCATCACGGAAATAGTGGTG
GATCTGCAGTCGGTGAACACCATCAATATGAGTTTCCTGAAGCTTTTCAGAGCAGCTCGG
TTGATCAAGCTGCTGAGGCAGGGCTACACCATCCGCATTCTCCTGTGGACCTTCGTGCAA
TCCTTCAAGGCTCTTCCTTATGTCTGCCTGCTAATCGCCATGCTTTTCTTCATATACGCC



ATCATTGGAATGCAGGTGTTCGGAAACATCAAGTTGAATGATGAGAGCCACATTAATCAG
CATAACAATTTCAAAACCTTTTTCAGCGCACTGATGCTTTTGTTCAGGAGTGCAACCGGG
GAGTCCTGGCAGGAGATCATGCTCTCCTGTCTCTCTGGACAGGAGTGTGAACCAGATCCC
TCCATCGCTCCGCTCACCATGTCTCCAGACCACGAGGGCGGCTGTGGGACTGACTTTGCT
TACTGTTACTTCGTCTCCTTCATCTTCTTCAGCTCGTTCCTGATGCTGAACCTCTTTGTG
GCTGTGATTATGGATAATTTTGAGTACCTGACTCGGGACTCATCGATCCTGGGCCCCCAT
CACCTAGATGAGTTTGTCCGAATCTGGGGGGAGTATGACAGACTGGCCTGTGGGCGCATT
CACTACACGGCCATGTATGAGATGCTGACGCACATGTCACCTCCTCTGGGTCTGGGTAAA
AAGTGTCCAGCTAAGATAGCTTACAAGCGGCTGGTGTTGATGAACATGCCTGTGGACGAG
GACATGAGCGTTCACTTCACCTCCACTCTGATGTCGCTCATCCGCACGGCTCTGGACATC
AAAATAGCTCGAG
>CL7613Contig1
CGGCACGAGGGTCAAAGCCCGTGACCAGCCATCAGCATTCACTCACACTAGCCTTTCGTT
TACGCTGCGTGTTTGCCCACCGTGCCAGCCTCCGACGCGTTTAAAACAGTACAGGCGCAC
AGTAACAGGAGCTGAGTGAGGTGCAGCCACCATCTACTTCCACCGCATTTACACAGGAGC
AGCTCGTCGTTGTGGAGCTGTCTGGGATAATCGACAATGAACTTCTAACAAAGAATCGTG
GCACCTGCAAAATACTGGATATAGATAGTGAGAAGCCTATGATGCAGATTGGACACTATG
TGTTTGCTGGGAAATATGAAGATGCTTTGGGGACATGTGTGCTTTTTGAGGAAGTACCAC
AAAAAGAAAATTCCAGCAAAGCTCCTGACCTAAAATACATGTGCCAAACTGTGAAGAAAC
TAACCATGGAGCGTATTTTTCTCATGGAAAAGAAAGAGGGGGAAACTAACACAGGAAGTG
ATGCTGATGGTGAACAGAAAGACACAAACTGTCAGTCTATTCAAGAGCAAGATAAAAACC
TGCAAAAATTGACACAAGACAACATGGACACTGCTTAAAAATGAAAGCACCTTATATATG
CACCATAAATTCTATGTATGAAAACAGTGGTTGGTTTTGTTTACATCGGTCCCAAGAAAC
TGACAACCCATAATGAGAACATTATATGCAAGTCGGCAACAGGAAAAGCTGTCTTTGGCT
CTGTTACTTTATTTTTTATAATATTATTTTTGTTTTAGCTCGCACATTTTTCATAGAATG
CAATCTATTGTGTAATTTTTTCCCCCAACCTCAGAAAAAAATTGTTTTATTCAATAAACT
>CL7614Contig1
CGGCACGAGGCAGGATCCGACTTGATGAAAACTCTTGTGTTTACTATCAATCATCTTTTG
CAGCAGGAGAAATACAAAGTAGCTTTGGCGGTTTTAAAGGGATTCAGAAATGGTGCCGTG
TGAGTCTGTTCTCCTCTAAAAATCACATTTTAATCAAAAACGTAAGCGCTTTTAGCTCCT
TTTTTTTTAGCTAACCCATGAAATTATAACCAATTGTTTTGTCAGTGGCATACTGTACTC
AGAGAAGTTTTTTTAATGCCCTTTCTTGTTTCGTTTAAGGAAACTGACTTTAATCTATGT
TTATCTCTCAGATATGGAGCAAAGATCAGAGCACCACATGCCCTGGTCATGACATTTCTG
TTTCGAAGTGGCAGTTTAAAAGAGAAGCTCAAAGCCATTTTGAAGGCCACATACACCCAC
TCCCGGAATCTGGCCTGCTTTGTTTTCACCTATAAAGGACTTCAGGGTTTACAGGAGAAA
ATCCAGGGCAAAAGTTTACAGTCTCATGCCTTCCTGGCTGCCTGTATTGGTGGGTGGTTG
GTATTTGGAGAAAACAACAACATTAATAGTCAGATCAACATGTACCTACTGTCCAGAATC
CTGTTCGCCTTGTCTCGGCTGGCTGTAGAGAAAGGAGTCATCCCAGCACCAAAACAAGAC
CCATTCCCGCTCTTTGCCACACTGGTTTGGGGCATCGTCTTGTGGTTGTTTGAGTATTAC
CCTCACACTCTTCAGCCCTCGCTGCAGTCCTCCATGACTTACCTCTATCACGACAGTAAT
GTGTGGCATGACATCTCAGACTTCCTTGTTTATAATAAGCCAAAGAGTGTCGCTCAGAAA
TAAAGCTATTCTCAGAGCGACATTATAAGT
>CL7615Contig1
CCATCTTGAAGTTGCGGTAAGTTGAGTCAATTGTGTTTGTTTTGTTGACCACACAGGTGA
TACNAGGGGTTTTGTCCATAATCACCTGACCGATGAGGTTCTTGTACAGCAGCTGGTGGT
CTCTCAGGTTCATGTGTGCGATGTGTCCCACTCGGCTGAACCCCGACGTCACGTCCTGAC
CCTCAGGGAGCACCGCCTCCAGCACTTCATTCAGTCTTAAGGTTGTCATAGGTTAGCTTC
AGCTCAAAGTTGTGCAGCTCATCAGAGACACTAAAGGATCTGAGGGCCTCAGCTTCTGCA
TCACTAAAGCAGCTTGATGAGGCCATTCTGTTAGGGTCCAGCAGGATTAATCGGAAGTCA
CTATTTCCTTCTTTATCCTGAACCACTCTGGACACACCGGGGCGCTGGATAGTGGCCTTT
TTCAGGCTCTTCATAACTTTGTTTATAACCACAGTCGGAACCCGTAAAGCTGGAACTGTG
ATAGTCTGTGTGAAAGCATCTTTATCTAAAGAGGTCATGCCCCGGACCTCTGGAGGAGGC
CTGTACAGTTTGTGCTCCATTACTGATTTCACGGTTAAGCCAGAACAAGCAGAGGCAGAA
TGGAAATGGCTCGGCTGCACAATGCCAGGAATCTTGCAATGAATTTGAGCAGATGCAAAG
ATTCTGCAGAGGATCCTCATCCTC
>CL7616Contig1
CCGCGGACCGTTTTTTTTTTTTTTTTTTGTGTTTCAATAAAGTTTATTTGAATAATTTTC
CAGAGTAACCCTTGTACTATCCTAGACACTTTAATGTTGGGAGTTGGGTCATCTAGACCC
ACTAGACAGAGCTCTGAACCTTTTTTCTTCAATGATTTGTGATCTTCACTGGTGTCCATG
GATTACATGAAATCTTTCCACCTTTATCCACCTTTGTCATGGTAGGGAGAACACCTCAAT
GGAAGGGGGGGGGGTCATAGGATACGACAAGGGTTACATATGAAGAACAGCAGAGAATCA
TCCAGACCACAACACCTGATTAAAGAACATAATGACAGACTGGATCCAGAACCACAGGCC
TCACAGAACCCAGAAAGAAGTGAGAGGTTCTGGATCAGGTTCTACTGGGTCCACTTGTGG
ATCCGGTTCAGACAGAACGTCTGTCTGTAGGAACAGAAGAACCTCAGCTGCTGGGAACCA



GAATACGA
>CL7617Contig1
GGTACGGCCGNTAAACCCGGGCATTATGGCCGGGGGGGATAACCTGCACACCTCTTCTAA
ACAGCACCAGAACCCAAAGCTAAAAGACTTATTAACTGAGCCAAGATGGCAACTGCACCA
TACAACTACTCCTACATTTTCAAGTACATCATTATTGGGGACATGGGAGTTGGAAAGTCA
TGTTTGCTTCACCAGTTCACAGAAAAGAAATTCATGGCAGATTGCCCTCATACAATTGGT
GTGGAGTTTGGTACGAGGATAATTGAGGTGAGCGGACAGAAGATCAAGCTGCAGATTTGG
GACACAGCTGGACAGGAGCGTTTCCGGGCTGTCACCCGCTCTTACTACCGTGGAGCTGCA
GGAGCACTTATGGTGTATGACATTACCAGGAGAAGCACTTATAACCACCTTAGCAGCTGG
CTGACTGATGCAAGGAATCTGACTAACCCCAATACTGTGATCATTCTCATAGGAAACAAG
GCAGACTTGGAGGCCCAGAGGGATGTTACGTATGAAGAAGCTAAGCAGTTTGCAGAGGAA
AACGGTTTGTTGTTTCTGGAAGCCAGTGCAAAAACAGGTGAAAATGTCGAGGACGCCTTC
CTGGAAGCGGCTAAGAAAATCTACCAGAACATCCAAGATGGCAGTCTGGATCTAAACGCC
GCAGAGTCAGGGGTTCAGCATAAGCCATCAGCCCCCCAGGGAGGTCGGCTAACCAGCGAA
>CL7618Contig1
CTCCATGGTCAGTAGATCTGCGCCGATGCTGAACTCCCACAGGTAGTCAGAGGGCTGATG
GACCAGCATGAAGTTGATACCTGCTGCTGTGCAGTTGGCTTCAAACACTGGGGGTGAGAC
ATCCAGAAGTGCTGTGACTGAAGTTGTGTAGTGGTAAGGCTCACTCCCTGACACTGTCAG
AGTGTAGTTGATATTCAGTTGGTGCAACATGGCTGCATGTTCCTTGGAGAACTCCTGGAC
AACCAGTGGGTCACTGAAGAGCATCTTCAGGGTGTAGCTAAAGGTGTTGTCAGGTTGGGC
TTCTGCTGTAATCATAAATGTGCTCTCACTAGGTAAGGGCAGCATAAACTGCTCCCCATT
CAGCTGGATAGATGTCAAGTCCACATCGTCAGGGACATTGCCAAGAAATACGGTGAACAT
TCCTTCTTGCAGGACAGTCTTGTCCTCTACAACCAGTGGATGAGGCAGGAGTGGGGTGTC
CAAAGATCTGTAAGACCTGACCACAGTCTCACCATCCATTGAGACTTGTTTCACGTAGAG
ATTGAAGATGTAGAACACAAAAATGCCACCACTGACATGGCTCTTCCTGTACCCTCCTTT
AGCTTTATAAGGGATGCCGATTGCAAGAGTAGAATTGTCCTCATCTACAATGAAGCCCCT
CTGCTCCCGGCCATAAGGCCCGGGTTAAAGGC
>CL7619Contig1
GACTCATTTTTCCNGAAGCACAANGCANCTATGGAAAAACTTAACAAATTTAACANGTCT
ACAATATTCCCNGATCAAAAACTACCAGTTAAANGAGGAANGAAATATAANCAAACTAAN
GAATTCNGGTATCACTTTTAATAGCTCTCATTTGGGGCNCCAAAACTAAAAAGGNGGGTT
TGCTATTTATACTTTACCTCACTCATNGGACAGACTCATCAAAAACCATTTTTGCCACAA
TCTAATTTTTAATAAAGATGAGGAACTTTTTCTACCAAACNCAAACATAAAAGGAAANGT
CAAANGAAAAANGAANGGAAAAAATACTCACTTCGGCTTCATTGTNGTTCCTTATTATCT
AAACNCNGTANGCCTAAGGNGACTAAGATAAAAAAAAATATNGGAAATTTNCGGCNCAAA
TTAANGAANCAAAACAAAACAAAAAAACTCTNGTCANATGAGGATTTTAGGAGTAGNGTA
CATTTGTACATTTTCTATACCAAAGCTNGNGCACTTTTACAACCATCANAGCTGCAGTGC
AAATTTGCACATCAGCTAATACNTTCAATACAGCACCTCTGGTCAAATGTTCACACTTCT
TCACATGACCCGTCATCATCCTCACATTTCATAAATCACCAAAAGAAATCTACAACAGTA
ANGTTACNCTTGTCGCATACAACTTTGGCATTTACNTC
>CL7620Contig1
GTTTGAGTTCAGCGGGGAAGTCAGAAAATCGAAATTAGGACCAAATCGCAGAAAGGAATT
CCTCATATGTTTGAGTGACCCAGGGGAAGAAGGAGAACCGGACGGTTAGAGCTTTATGCT
GCGGGACGTCAAAGGTGTTTTTTTATTTTATTTTTTTGAGAAAGGCAGCTGGAAATGTGG
CCCCCACTCCCTCCCATAGCAGAATGGGTTGCACTACTCTGTTGATAAGGATTCTGTAGC
AGTGGCTGCCCCGTGAGGCCGAAGCTGCTGTCGCCATGGCGCACTTTGACACGGAGTACC
AGCGTCTGGAAGCGTCCTACAGCGACTCTCCTCCTGGAGAGGAGAACCTGCTAATGCATG
TCGCAGAAGGAGCCAAATCCCACTGGCACCACATAGAGAACCTGGATCTGTTTTTCCAAA
GAGTCTATAACCTCCATCAGAAAAATGGATTCACCTGCATGCTGTTGGGAGAGCTCTTTG
AGTTGGTTCAGTTGCTGTTTGTGGTTTGCTTCACTGTGTTCCTTGCCAACTGTGTGGATT
ATGACGTCCTCTTTGCCAACAAGTTTGTAAACCACACAGATTCTTCTAAAGTCACTTTGC
CAGATGCGTTGATTCCTATGGATGTTTGCAGCGCTCGTATTCGAGATAATGGATTTGTGA
TCTTTGTCCTGATCATCTCCGGGGTATTTTGGCTCCATCGCCTGGTCAAATT
>CL7621Contig1
TGGTGGAACATGTGTGAAAAGTCTGTTAGACATACGTGGAACGGTCGTGGGAAGACAAAC
ATTTGCATATGCAAAAATTACAAAGAACTGTGTAAGATTTTTGTAATGATAAGGTATAAA
CTACAAAAGCTGTGATTAAACTCCTTATTTCTTAACCGACTAAAAAGTTTGAACAGCTCA
AAACCAAACTCGTGTAAATTCCTGTGGGCTGAAACCCTCAACGGACATCGGCACACATCA
ACGAATGATTAACGCAAGAAACACTTCTGGATTATCAGGCATGGATCATGTGTGTAAAAT
GTGCAAAATGTACGTGTGACACGGCCTTAAGTGAACGGGCATTTTGCACTAATTTAAATG
TAATAAATTCTTTTTCATATGGATGCACAATAATATTCACACTATTGTTATTGGCAGATA
ACTGGCAGGAAATAAAAGTATACGCATTGTAGAATTTGAACGTATCTTTCAACGCAGTGT
AATGATTGTAAACTACCAGTATGTTTTTGACTAAAACTTTTTTAATATTGTGCATCTTTA
CCTTTTATTTTCATCCAGTCTGTTTTGTGTTTGTGAGTTTTTCTTCCTCTGAGAAAAACA



GACGGACACCATGGACGGGAAGTTTCTGATCATTTTTCTGTGTAGAACCACTGTCATTTA
CAGTTGTATTGTTTGTGCAGAAACGCAAATGTTTTATTTTGATTTTAGTTTATTTGCTTT
AATTTTTTAAGAGAATATTTTTGTATCCAAATTTCCTGTTTTATTCATCTGTATTGTTCA
ATGGTTGGGTTTGTTGGTTTTGAAGCGGCAGATTCTAGGATTTAAACATGTTTTCTATGT
TTGCTCATTTTAAATAAATATCAAATAGGAAGCAGATTATTTAATGGACAGTCTAACAGA
CTGATTACTCAGCAGTATTCGGTCCTGATGCGTTTGGGAAAAAGAACTTCACGATGACTC
AGAAAAACGGGAACATCTGGAATGAGACAAGTAGACTTTTTGTTTGTGCCTTCTA
>CL7622Contig1
TTTATTGGTCAAAGACAGCATTAAAGGGAAGACCTCAGAAAGACTGCATTAACCACAACA
GGAGGTTGCAAGCTACAACGATGAAGATTTTATGTACTGCTGTTGTTGCACCTGAGTCTT
GTGTCAGTGTGTCAGCCTGCATCGCTGGCATGTAACAACCTGCTGACACCCGTAGAAAAG
AATCCAGAACTGCTGGGGAGATGGCACTTGATTGCTTGGGCCTCAGAATCCTGTTTGGTT
ACTACTTTATTTAACACTTTAGTTTGGCCAAGCCTTGCAATGGATGTTACTTCTACAGCT
AAACTAAACACTTATGATTACAATATAAAAGTCAAAATGTATGGATACTGCTACAATGAA
ACTCAAACCTTTTTCTACGAAAACAGCAAAATGTTGGAGGTCGACAGCAACAATTCCCCA
ACTGGTGATCCAGATGTTCTCCTGCAAACAAGTTGTTCTGACTGCATCATTGTAAAGTCC
AAAGATACTATTGACACTCTCCTACTTTTAAGCAGGAGAAAGAGCATCTCTGAAACTGAG
CTGAAGGAGTTTGAGATTCAAACCCAGTGTCTTGGCTGGTCCACAATGAAGATGTTGAAC
ACAGAATTTGACTTTGACAACTGCAAGATCATCCATGAAGATTTGTCTGACGAAGAAGCC
GAAACTATGGGGTTAAACATCTTATCAAACATGTCTGAAAGGATTTCAAACATGTATTAT
GATATATATTATTGCATCAAAAACAAGTTGCAGTCCTACTTTCTCTAAAG
>CL7623Contig1
TAGTAAAATGACTTCTCTACCGCCTGGGGGCAGAACCCATCCTCCCACGGGACCCCACCC
CTCCATGTAGCATGAAGCCTCTGTGAAGGCACAAGTGCAGCGAGGAACCCTCCTTTACTC
GTGCTCAGGTGAGGCAACTCTGAGTCAGAATCCCCAGATGAGCCTCAAGGGCGCCAGCGT
CTCTGCTGATGGGGAGAGTCAAAGAACCTTCGGAGAAAAACAACAAAGATACCGGGACAA
AAATGCAAACATCACACATTTTTGGGTCGGTTTCTAATTGTTTCAGATTTTTGTTTGAAT
TTTTTTTCCTTATTTAAAGCGTCCCACCTTACCCTACAAGTTTTCATACGATTTTTTTCA
ATAAAAGAATTTTTTGAGCAGAAGTGTGATAATAAAGTGTTTCCCTGTTTGTTTCTGCAG
AAGCAGTGGAGTCCCTGTAGGTCAGGACGCCTCATGTATGCTTCTGTGCTTCACAAACCC
CCAGAACGGTGCGACTAAAAGCTTTTCTCCTTCCGGCCGAAGTTCTTCAAAAGGCTTTCA
GCGGCGTCGGTTCTCNGGAGACGCGGCGCTCCTCTGGATGTGGGAGATCTCCAGGATCGG
CATGAGAAGCTGGAAAGCGTCCTGGATGTAGGACGCGCTGTTGGACGCCTCAAGAAAGAC
TCCTGTAATCAGGGGGTTCAGCACGTCTCCTTTGTCCTGAGACTGAAAAACAGGGCAAAG
CGTTAGCCTGCAGAAAGAGAACGTCTGTGGAACAGGTACCGG
>CL7624Contig1
TTGATCTCCTCTGAAAAACATTGTTGTGCTTTTGTCTCTCAGAAACAGCAGAGTGGGTTT
CAGTTATTGCCTGTTCGATGAACGAGTCTCTGCATCTGAGATCTTTTTCGGGACTTAACA
GGAGACACTCTCATGACCTTCATACTAGGTTGTTTTTTTCCTGAAGTCCTGGCAGCTTCT
GCTGGGAAACCCAGGAAGCTAACTGTGCTTCTCTTGTAGTACACACACAACAAACAGCAC
AACACATGGCGGAAAGCCGAACGTTACAGATTCCTTTACAGCACGGGGAGGAAATAGTTG
AGGAGGAAACTTGTTAAGACAAAGGTGCAAACAGCTGGAGTCAGACCAAAGGTTTTGTCA
TCTGAGCTGCTTCCTGACAAAACCTGAAAGGCAAAACCACAAAGTGAGAGACAACCAGCT
GCTGTGATTCCTGGTACGCTGGCGGTGAAGAACTTTATGGTTTAAATCCGATTTTGGGGA
AATGGCTGTCAGAGTCGAATGAGTCACTAGAAAACAGCCGCAGGCAGCTGACCAACGGAA
AACTAGACGTTGGGAGTTGTGGGCGACTCTGGACTGTACGGCGAGGAAAAAATTGTTTCC
ATTTGTTGATAACTGAACATGATAAAATATGCACAGCTCAAGCTTAAAGTTATGATAATA
AGGTGCTCTGATTATATTTCTTTGCTTACAGCATGGCTCTTTGGGATGACA
>CL7625Contig1
GTTTAATTTGACTTTTTTTTTTGTATCAAAATATATCATTCTCCAACGTTCTGATGTTAC
ACGGTTAAACGGAAAGTAATGAGTCTACNTGAAAAGCTCGTCCTCCCGCCGTTTANCCTC
TTATANAANTAAAAACAAACAAACCAAATGGATTACTCTNATTCATTCAACATTAAATAA
CATTCAACCGCTCATGTCANCTTTTAGGTAAACAGTTTATTCTGTTTTACATCTNCTTCA
GTGCATCCNCCACATCTAAANAAAAACAAAATGATNCTGGAACTGTAAAAAATAAGTTAT
AGGAATGCAAATAANTCAAAGGCCATANAGGATATGCATTTCANCTTCTTTTAGGGGANA
TTGTAAACAATAAATAANTAANTAACCNCAANAGTGTGGAATGTCTACTTGTGTACAAAT
AANTTAAATGCAAATGGAANAAAAAGAAGAAAAAANCAAAANCACNCAANTAAAAAAAAA
AAACCTGTACTTTTGCNGGGGGAAAAANAAAAATAATAAAANTGAATGAATNTTGCATTG
TTTGTGCNTTTCACACCCCCCACTCTAATAAAAGGTCAGGANTGAAAAGGNAGGGGGCAG
GGGGGCATGTCAAG
>CL7626Contig1
GGAAATTTCTCCCACGTCAAACTAGGAATTCACAGCTCTCACTAAAGATAAAGTGGCCAT
TAAGATCTTAGACAAAACTAAGCTTGGATCAAAAGACTCAGAGGCTTCTGTCCAGAGAGA
TCTCCAGCATGGAGAAACTACACCACCCCAACATCATACGCCTCTACGAGGTGGTGGAGA



CTCTGTCACGGTTACACTTAGTGATGGAGTACCGCAGGTGGAGGAGAGCTCTACACTAAA
ATTACTACAGAAGGAAAACTTTCCGACCTTGACTGCAAGATTGTCTTTGCTCAGATCATC
TCTGCTGTTAAACACATGCATGAAAACAACATCATCCATCGAGACTTGAAGGCAGAAAAT
ATCTTCTACACCAGCACCTCTTGTGTCAAGGTCGGGGATTTTGGATTTAGCACTCTGAGC
CACCGTGATGAGACTCTCAATACATTCTGTGGCTCTCCGCCTTATGCTGCTCCAGAACTC
TTTCGGGACGAGCATTACATTGGGGCCTTCGTAGACATCTGGGCTCTCGGGGTGTTGCTG
TTCTTTATGGTGACGGGTACCATGCCATTCAGGGCAGAAACTGTGGTCAAACTGAAGAGG
TGCATCATGGATGGGGCTTACATTATGCCCACTTGGGTACCGGAGGCGTGCCAGAGGTTG
ATCAGGGGAATCCTTCAGCCCGTTCCATCTGACCGCTGTACTGTGGAACAGATGATGAGC
AGTGAGTGGCTGCTCCCTGTCGACTTTCCACGTTCCTTAGATCCATTCAGCCTAGACCCA
ACCCATCTAGCAGAGAGTGATCCGTCTGAATTGCGGGAGGAGGAGCTGGAGATAAAGACA
GCACTGGAAGCATTGGGAATCACGTCGGAGCACATCCTGAACAACCAGGGGAAAGACTGT
CGAAGTTCCATCACTGGGGTCTACAGGATCCTGCTTCACCGCGTTCACAGGAG
>CL7627Contig1
GTCTTGATTCCATGGGCGTGGATGGAATAAGGTCTGGATGCCATATTCTTAAAAACTATT
TTCACTTTGTCCCCAATATTAGCATGAATCATCGGACCCATGATGCCGAGGTGCTCCATA
TCAGGTGTTCTTTCCACTGGTTTTGTGAACTTCTCGTTGGTGTACTGTCGGTATACAACC
TTTTTGTAACGGGAACCTATGAGTCCTCCTTGTGGATCAACGAAAGCGGGGGCGGGATTC
ATTCCTTGATCCCTGAACATCTCTGCCTCCCAGGTGCGGTTTGGAGAGTAGTCCCAGTCG
ATCTCCACAGCAGCGATGTAGTACGTTTTTGAATGGAGCATCACCTCACTCTGGCGCTGA
AACAGACTACATTTCTCCACAGTGTAGTTGGCTCGCATACCATTCCGATAATGGTCCAGT
GTGGCGGACACCACTTCAAACTGACCCATGCTGTCTGGCTCCATAGTGACGGTGTGTGAG
ATGTGAGGGAAAACGCTGATGGTGTCTCGTCTGTTCTGCCGGTAGATGAAACGGTTGCCC
TGGAAATAAAGGCTGATGATGTCCGTCTCTGATCCCAGCGCCGACAGGTGCCAAGAGACT
TTGTCCCCTTTACACATTGTCAGGCCAGGTAAGTTTTTAAACACAAACCCATTGATTGCG
TGCATCTTATTGCTCTCCATGAAGCCATCATCCTCTTTTTTGACAGTCTTGGGAGCAGTG
GTAAAAGTCTGAATGTTGTCATCAAGATACCAGCTGAGGTTCTCATCAAACACTGTGGCC
ATGAGGTGAAACTCTTTGTTGAAGTTTTTCTGTATTCCTTTCTTCAGAGATTTGGTCGAC
AGATGAGAAGAGGTCCCACCAGACCCGGAGCTGGTGTCTTTGACCGGGTCGACAGCANAG
TA
>CL7628Contig1
TCAGACTGGAGCTGCATGGTTTGTTTCTTACGCTGCTGCTCTGTGTTATCCCCATGCACA
CACAAAACATACACACATGCATTCTATACATTTAATATATCTTTTTTATTTTTAAATGTA
CACTAAATTAAACTAAATGCTGAACTTCAGTGAGTCAGGGAAAGAAGTGTTGCCATGGAA
ATTTAAACCAAAGTAAAGAGAATTTTTACCCACTAAGGTTTCTTCGTGAGTTTGTCTTAT
TTCTGTTTCACTGACTTTATTTGGAACTATTTTTATGATTGTAATTCTTAATTTGATTTT
GCAGTTGTTTTATTTATCTATTTTTATTGCATGAATTTAAAATTTGTTTTAAGTTAATTA
AAGTCTCAATGTTTTTTTTTGTATTTTTATTTTTACAACAATCTGCAGAAATAAGTCCTT
ATTATTAGCCATCAACGACTGTAACCATCTTTGTCAGTAGGGGGTGCTGCAGTTTAGTAA
ATCAAACTCAGTTTGTAATAAAATATTTACAAACTAAATAAAAAGTAAATTCCAGTTTGA
TTCCAGAAAAGGATCTAAGCCATAATGATTCAAGTTAAATTTCAGAATAAAAGGTCCATC
GTTGAATTGAAACCACGGATTGATGAAAATCTGAATGGCGGCACACGCCTTCCCCGGTTC
TGTTAGCTCAGATTAATCACAACGTTCTGACAAATATGTCAAAAATGGCAAAGAAGAAAT
TCTGATTGACAAGCTCAGCTAAAGAGAAAATGGAATTAAACCCTTTGTGCAGAAATCAGA
GGATAAAGTTTGGTTGATGTCCTGCAGGAATCATTTTCAGACACTAAACAACTAATTTAT
ACTTTTTTATCCTTTTTTAAATCAATTTTTTTTACCTTTAACGTGTCTTCTTCCTCCGTT
TCTTCCTGTATGTTTGAAGCTGTTGTTGATGTTGTGATGGACTGCATGTCTGAGCAGACG
TCTGTGTTTACCTGCATGACTGAACATAAACTCAATGCTGAATGTGAGCTGCAGGCGCAT
CAAATCGATGTTATTGAGCTGAAATGTTCAATGCTTAGTCTATG
>CL7629Contig1
AGCTACATGTCAGATGATAGCAAAGGGGCTGGGGGGGGGGGNGCACNTGAAATATNAACA
GCGCAAATACNCTTCAAGCAGGAAAATTGNAAAAACCTTCACANAGNGGNTCTCTCGTCT
CAAAAAGGTGAGCACAAAAAAACAAAATACTGGNTGAACNAAAAATAAATCCNTCTTTGN
ATACGTAAAAAACCCCGNACACCCCCCTCCCCCCATCCGCAGCCTTCANTTTTCTNAGGN
GCCCTCTTCCAAGTTGGNATCTTTGGTCTCCTTGTTCTTTCNCACCTCTCCCAANTTCTT
GTCCTTCTCCTTGAACTTCTCGTTCATGGCTGCCATGATGGCGGTGCGGTTCTCCTTGTT
GGCCTCCATCTTCNGGTTGAGCTTCTCCTCACCCATCTGGCTAAAGTTGTTGTTCTCCTC
CNTTGCTTTCTGNANCACCTCCTTTTTCGNGCTCTCGCTTCTCANCTAGGTGCTTCAAAA
CCTCGGCTTCANGGTTCTTGCGTCTCTCCTCTGCGGCATCCAGNTTTCTNTNAATCTCC
>CL7630Contig1
ATACGGCCTGGGACGTTAGTACTGCTTTGACTCTGCGCCTGCTCATGCAGGGAGCTGTCG
TCTGCTTGATCCCTCAGCCCAACTGAACTTTATAGGGATGATAGTTTCAGCGGAGCATCA
CCGCGCCGAACGCACAGATAGAGCAGGAACAGCAGAGAAATAAGAACCGCTTGTTTTCAT
CTTTTTTTTTTTGCAGAACTTTTGTTTTATTTTATTTTGTTCGGGTCGACTCTCAAAGCA



GGAGGAGAGGGAGAGACTGTGCGTGCGTGTGCAGGAGAGAGAGAAAAATCGCGCAGGTTT
TTTGGAGCTACGCTTTCATGCCGTCAGTCTCACGGACTCTGAGATGGACGTCAGGTTTTA
TCCAGCTCCCCCAGCAAGCGTGGGTTCATGTACGTTACCGACTGACTCCAGCTTGGACTA
TTACCACTCCAACAAGGCCAGATACGGCACTGCGGATCGAGGGGTAAGGCTCTACAGCTC
CCTGCCTATGCGCCCAAACCCCGACGGCAAGAGACTGCCCTCTACTGGATTTGATGGTGA
CAACATGTACATGAATGAAAACAACCAAGAGTTTCTCCCGCCAAACCAAAGCTACACGGG
TCAGACGGGTGGCGGTGGAGGAGGCGGTGCCTCCAGTGGAAGTGGAGCCGGGGATGAAGA
CTATGAGATACCACCCATCACTCCCCCCAACCACCCCGAACCTCCTCTTCTGCACCTGAT
GGAGCACGACTCCGCAGGCTACCTCTGCCATTCGCTGCAGCACAACGGGCTCATAAACCC
TTATTCCTACCCAGAGCTGCCCACACTCATGATGTCCAACATGCTGGCGCAGGACAACCA
CCTTGTCACCAGCCAAATGCCCTCGATC
>CL7631Contig1
TTTTNTTTTATTANTACATTNTTTATTATGCTACTGGCTGCTGTAATGAGTGGTTCCTCC
TGATTCTGTCGTGGTCAAAGAGGAGGAGTGATGTGGTGAGGAGTCACTGCTGTCCCAAAG
AAAACGAGGATGATCCAGGAGGGAATCTATGGAAGTTAGCTGACAGACTTGTAGGAAAAG
GCTGGAAACGCTGGTCTTAAATCCAGACTGGATGAGTGGAGAGGAGCTGCAGGTGCATCA
GGAGTTCCCGTCAGTGATACCGTGCAGCATCATCAAGATGTCCGTTGATTCCTGTTCATC
TCTGGACTGTGATCGGACGTTTCACTCTCAAGCTTGGGGTTTTCAAAATATCTCAGGAAG
AAGAAAAAAAAACAAAAGGTACAATTATAAACTCAATCAGTTTTATTATTTTAAAATGCA
AGATGTTTTCAAAAGACTGTCTTAATTTATCTGATCTGTGTAAATCTTTGCAGTTCTGAA
ATTCCTATTTTTGTTAAATTGTAATAGTAAAAGTTAGCAGTCGGACACACTAACCAATCA
CACCAGACACAACTTGGCTTCATTCTGAAATATCTGTAAGACTTCATAATTAATTCCATA
ACAATTTATCTGATCATATTGTAAAATAAATATTTGACTATTTGAGATTGTTTTTAGGTA
TGAGAAAAAGAGATGCTTG
>CL7632Contig1
AGGGAGAGGTTCTCCTCTCTACAGCTCTGCTCTCTACACCAGTATATATGTGTACACGCC
ATATATACACAAGTACAGTGCGTTGTATCACCTCTTCAGACTTCTTGAATCGTAACCTCT
GAAACTTTTTTGTTTGTGTGTGTGTGTGTGTGTGTGTTGGAAAGGTCCTGAATTACGACA
GCTGAAAAAGAGCAATATGTATTTTCTCTGCAAATAAGTGGCACAGAGAAAACAAATTTG
GGTTGGGTGCAAACTTGATACTTATTGGAGTGAAAGCTACGACTTTCTTACCTGTTGCTT
ATGCACGTTTGGAGGACGTACGGCAAGGGTCGTCTGTCTTAAAGCCCAACCGGCTTTGAT
GCAAATTGTACCCAGTTGAAACAAATCACAGACATATCAAAACATAGCATGTGTGTAGTA
TATATATATATACACTTGAATCATTGAGCGCCAATTACAAAATGTGAAGTCAGTAATTGT
TTATGTTCTGTGCATCTGACAGGTACATTTTTAGAGAATATCAGACATGTACTGGGTTAA
ATCACAACCATAGAGATGTTTTTAAAAGACGTNAGATGTGCGCTTGTAAGTTAGATGCTT
GTATGACTGTGTGCTTGGGAAACTGTACAGGACACTCAGCCTGCTGTTTTGTTCCACCCG
CTGTGTTTCATTTGTGCGTTTTATTTTTGTGTGTGGTCATAATCTCTTCAGATAGACGTT
CTCTTCTAATGTTGCACTGAGTGTCTTCTGCCCCTGACTCAGCTAATCCTAGGCAAACGA
GACAAGGGGGGGGCCACATAGACAATTCATGTGTACATGTTTACTCAAGGACTCCCCCGC
CCCCCTTCCCGTCATTCTGTCTGTAAAAAGTTTATCTACCTTATAGTGGCTTTTATTGTG
AAATAATCCAAGGATTATTGATAAGTATTGCACCATTTTA
>CL7633Contig1
AAGAGACAAAGTGCAGCTGATGGCGGCGGAGCGCAAATCTNAAGCAGAGGTGGAAGACTT
CAGGATGCGAGTGCGAGAGCTGGAGGAGAGGGAGAGGAAAGAAAGCAAGAAGCTGGCTGA
TGAAGATGCCCTCAGGAAGATCCGCGTGGCTGAAGAAACTATTGAGCATCTACAGAAGAA
ACTTGCTGCAACTAANCAGGAGGAGGAGGCTTTGCTCAGTGAGATGGATGTAACTGGACA
GGCCTTTGAGGACATGCAGGAGCAGAACAGCCGGCTGCTGCAGCAGCTACGGGAGAAGGA
CGATGCCAACTTCAAGCTGATGAGTGAGCGGATCAAATCCAATCAGATCTACAAACTGCT
GAAGGAGGAGAAGGAGGAACTGGCTGACCAAGTTCTCACCTTCAAAACCCAGGTGGACGC
CCAGCTGCTGGTTGTGCAGAAGCTGGAAGAAAAAGAGGGAGTCCTGCAGAGCACACTGGC
TGCTTTGGAGAAGGAGCTTGGTGTCAGAACACAAGCGCTTGAGCTCAACAAGAGGAAGGC
GGTGGAGGCCGCTCAGCTGGCAGAAGATTTGAAAGTGCAGCTGGAGCACACTCAGGCCAA
GCTGAAGGAGATTCAGGTCTCTGTGGCGGAGAACCGCACCGCCCGCGAAAGAGAGAGCAG
CAACCTTAAGCGGGCGCAGGAAGATCTATCCAGACTAAGACGGAAGCTTGAGAAGCAGAA
GAAGGTGGAGGTATACTCTGATGCAGATGAGATCCTACAGGAGGAGATCAATCAGTACAA
GGCGAAGCTGCGCTGCCCCTGCTGCAACACGCGAGACAAGGAGACGGTCCTCACCAAGTG
TTTCCACGTTTTCTGTTACGAATGTCTGAAGATGCGTTACGACACCCGACAGAGGAAGTG
CCCCAAGTGCAACTGTGCCTTCGGAGCCAATGACTTTCACCGCATTTACATCACCTAAAG
TCCTGTAGAAAACAAAGACACAGAGAAAAAGGAGAGACGGAACCAAAGGAGTGATTAGAG
TACAAACAAAAAGGAACTGAAGATTTACTCAAAGCCAGATGTGTTGAGGAAATCAAACGA
GTGTTTCTCCGTGTTTTAATTTTTT
>CL7634Contig1
GGNTCCGCGGCCGCCGAATTCGGCGGGGCGGATCCGCAAAGAGGGAAAAAAATAGACTTA
TTTGAAAATAAGTACTTGCGACTTAGAATATTATTGTATATTGAATATGTGTGAATCTGG



AGGCCCACATTAATTCTGTAGAGTTATGCTTTTAGGATAAAAAATACATTGACTAAACTC
AAATTATTGTACAAAAACAATATCCATGAATATATTTTATTTTAAATGAATTCAATACAC
TAAACTGTATGAAATTCAGTGAATGAAGAGAAAGCAATATGTGATTTTATAGCTGAGGTT
GAAACATGATCAACTTCAAGCATTGACACTATGAGCATGTATATAAAACAAAAGGTTAAA
TCTGCCTGTGTGAATAAAGGAATTCTTCACAATTTCCCTACACTATCACATCCTGTCAGA
ATCCTGCAACATTCCTAAGGCTCTTAGGCAATTTTAGAAAAGCACAACTTTGAATTTTGA
AAGATCCAACTTTTTTTAGGCATGACTGAAACCTGTGATGAGCAAAAACATCTTATATAG
GACACATAGCAAGAGACTGTTATAACTGTTCCTTTGTTTTCTAAAGAACAATAACTTTGT
ATGTTGCCTAACTCGTTTTTTTAGAATGATTGGTAGATGATTTTCTATATGTGAAAGTAA
GAAGGACCAAAATGACACTCTTCTTTCAACAGTTAGTGTAATCGTCTGTTAACCACATGT
GAGTTTATTAAGAAACACCAGAGCAATATCATAGAAGAAGCAGCATCTGTC
>CL7635Contig1
TCGGCACGAGGTTATCAACCACACTGTGTCACTGCCTGTATAGTCTGCTAGCATGTGAAT
ATTGTCTCTTCTGGGGGATTAACTGTTTGTCCTTGTTGTCTGTTGGAGCGTAACCCAGTC
CCATTATAATCTGAGTTGATGTTTTTTGACTTTTTTTCAAATTTCTGTCTGGTGCTCAGT
ATTTTTTTATTTATTGACTTGTTCCCTGTAGATGACATTGATGGCAAGTATCTATACCGC
ATCTCTGTGTTTACCACATTCACGATGTGTTGTATGTGTTGATTTTGGCATAAAATATAA
TAATAGCACCTGTAAAGCTCTTTATGTTTCAGGGGTCAGATCTTTATTTTGTGCGGTACA
GTTTGTTATGCAAAAATGACAAACTGATGTATATTTATTTGCTTTGAAAGAGGCTAAATA
TCTCCATTTACAACTACTGATAGTGTAAATATAGTTAGTAATATAGTGTATAATGTAAAG
ACCTTTTATTTTAAATATGACTGACATCTGAAAATGACTGCCATTATTTCTTGTACTCTT
AATATTACATATTATTTTATTTGAAGATCCATTTTTGGAAGATGTCCAGACTATTCTGCG
AACGGAAAGCTATTGCAGGATAGTCCATCCAGCTGATGGTTTCAGTTGCCTTATGTCACA
CACTGATGGTGTATGTGAAGCTGAAAAAGCAAATAGTTCATTCTCAGCAGGATCTACAAT
GAAATGAATGTTTGACTTGTTTGTTTTTATTGTAAATAAAGAAC
>CL7636Contig1
TGGTGAAAGAGGAGTTCCCGTTGTGGCTCCGTGGGTTAAGAACCTGATGCAGTGTCGGCG
AGGATGCGGGTTTGATCCCTGGCCTCGCTCACTGAGTTAAGGATCCGGCACTGCCGTGGC
TATAGCACAGGCCTCCGCTGTAGCTCCAATTCAGTCTCTGGCCCAGGAACTTCATATGCC
GCAGGTGCAGCTGTAAAAAGAAAAAAAAAA
>CL7637Contig1
GGTCAACCAGGAAGTGGACTCCGGGACAGACTCACGTCAGGATTCAAGACCGCCTCTGTC
CCGCCACATACCCGAGGTCCTCTGGGACAAGCTGAAGCAATGTCTGGATAACCATCAGTC
TGATCCGCGAGCTTCATCCAGAACGTCCAACATGGCGCCGGTTCCTCCAGGGGTTCGACT
GCTGGCTTCCTTTAACAAGGACCAATGGTACCGAGCTTTGACCTTCTTTCTCACATTCCT
GCTCTACACCAGCTTTCCACCTCTCCAGGAAACCCATCAGCATTGTGAAGAGCGAGCTTC
ATAAGAACTGCTCAGCGTCTGGAGGCCAGGAACCTTCCTCACTGCTGCTCCGGCCTGACA
TGGACTGCAGCTGGAAACCTTTTGACAAGAAGAACTACAAGGAGCTGCTGGGAACGATGG
ACTACTCCTTCCTGTGCGCCTACGCCGTCGGCATGTACCTCAGCGGCATCATCGGGGAGC
GCCTGCCCATCCGGCTGTACCTCACCGTGGGGATGCTGAGCAGCGGCTTCTTCACCTGCC
TTTTCGGTATGGGTTACATATACAACATCCACAGCCTGAGCTTCTACATCTTTGTGCAGG
TGGCCAACGGCTTGGTCCAAACCACCGGCTGGCCCAGTGTGGTGACCTGCATCGGGAACT
GGTTTGGAAAGGGAAGGCGAGGACTCATCATGGGGCTGTGGAACTCCCACACCTC
>CL7638Contig1
ATTTCTGTCCATTTTGTTTTACATATAGAAGTTTCTTTACATTTCTTTTCAAGTCCTACA
GTTCACTTTTGGGCTCATGTCCAGCCTGCTTCACATTCTTTAAGTCGCCTCGTAGAAATG
ATTGACAGAACTCCCGCACACGCTCTGTGGAAATCTCTCCCTCAGGAAGGAGCCACTTCA
TGTCCGAGTCACCATCATAGATGCCAACACGTGGGAGGTCTTTTGTTGTCAAGCCAAAGT
AGTTGATTGCTTTAAAGTTGGACTTCAAAGCTCCATTAATTAGCACAAATAAAAACTTCC
CTGTGAACTCGGGAGCCAGAGTTGCCAGTTTCTCCTTAAGCTGGGGATATTCTTCACTGC
CTCTGTTAGCAAAGATCACCAGGTGTGTCCTCACTTCTGCATTAAACAGACCCACCGCTG
TCACTTGATTATACTCTGTGACGTATCGAATCTCATTGGTGGCTATGAAGTTCACCAGGC
CATCGACATCTAACTTCTGGAGCTCAGAAAGAACGAGGTTCTTCTTCTGGTCATCAGCTT
TTCTGAAGAGCGTGATGGTGTCTGAAGAGACGCTGTATGCAGCCCACACTTCCTTCTCGG
TGCAAACTGCTGCCGGAACCGAGTCGACTTTCTTTGAAAGCTGCCACGAGTTCTTTATAC
CCGTGACTCTCCTCTCCCTCAAGGAAGCCGATGATCACCACTTCAGCGGAGTCCACAAAG
GCTTCAACAGCTTTTGTGTCATTGAGCTTGAGAATTGAATTATCTTCCCCTCTGGCAATG
GCAAAAGTCATCAAGAAGGCCTGAAAGATTGAAAACAGCATTTTTTTACTAATATAAATA
CACAAAAACCCAAAAAGACTGTGAC
>CL7639Contig1
TGGTCCTCCTCGGACTGGAACAGCAGCTCCTTCAGGCGGCGCTCGTTTTTCCGCAGCGTC
TTCACCGTGTCAGCGTGCCGTTTCTGCTCCGAGTCCAACTCCTGCTCCAAGTCCTTCACC
TTCGCCTCCAGCTTCTGGATGATCTTCTTCCCTCCCTTCAGAGCGATCTGCTCGGCCTCC
TCCAGCCTCCCGCTCATGTCTTTGATCTGGCCTTCCAGACCTTTCTTGGCCCTCTCCAGA



AGGAGCGCATGCTCCTGTTCCAGACGAAGCTCCTCTCCTACTCGTGCCAGCTCAACGCCG
GCCTTCTTCGCCTTGTCCACGCTTCCTCTCAGCTCCGCCTGCAGCTCCTCGTGCTCCTGC
TGCAGAGTCTGGAGGTCCACCTCCAAGCTTCCTCCTCCCACTCAGAGCCAACTGGAGCTG
GTTGTTCAGATCACTGGACTTCTCGCCGGCCTCCTGCAGCTCCACCTCCAGGGCCTTGCG
GGCCCTCTCTGAGTTCTCCAGGGCGGTGCGGGAGCCCTCTCCATCACCAAGCAGCACAGC
ACAGCGCCGCTCCAGAGCTGCCTGCTCCTCCCTGCTCACCTCGTGGCTGTGCACCTCCTC
CTCCAGCTGAGCCTGAAGCTCCTTCATCTGCTGCTGCAGCTTCTTCTGGCTTTTGCTGAG
CTCGGCGTTGCTTTTGGTGAGCAGGTCCACCTGCAGCTCCAGCTCCACCAGGTCAGCCTC
CAGCTTCTTCTTCAGCTTCAGGCCCTCCGCCCGTCCCTTCACCTCCACATCCAGAGTGGC
CTGTAGGGACTCCAGCACCCT
>CL7640Contig1
CTTTGGAGTCTCTGTTGTCCAACAGGAGCGTCCCCGCCTCCTGTCTCACCAGCGTCATGG
GTGCCCTAAAGGAGGCGCTGCAGCAGCAGGCGCCTGAGGACGTGGACATGTCTCTGCTGC
AGCTGTGCTCTTCGCAGCTGAAGCTGCTCCAGCTCTACACCAACATCCAGCAGCTGCAGG
CTGCGGCTCGCTCTGAGCCCGCTTTGGGACATGACGGCCTGGAGGACCTGGACGATGAGC
TGCTCCGGGTTCTGCCCGTGCTGCAGCAATATGCCGAGTTTGCTGCAAAGCCCGGCGTCT
CCTTCGCTCAGGACCTGCCCAGCTCCCCCCTCCCTGTCCAGGCTTTTCTGTCCCACATGG
AGTGCTCCGAGGACGGGGAGGTGCAAGTGATTGGCAGGTCTGAAACGGAGTGGAACCAGC
TTGGACTACTTCCTGTTCTGGGACAGTCTTAGTGGTAGGAGTCCAAACCGTCAGGTGTGT
GAGGCGCTGCACCAGGCTGGCATCCGTCCGCAGCACTTACTGTCTTTGCTGCTGTCCGTG
TGGCTGCAAATGGAGAAAGAAGTGCTTCAGAAACCAGTGGAAACCGTTTCAAAACCTGCA
CACGCAACTCGTGGCTCTCAGTAACATGAAAGGTACAGTTGAGGACTCCTGGGACCCACA
GTCTATCTCCCCCTGGTGG
>CL7641Contig1
ATACGGCGGAGTCGGGTGCCGTGACCGCTTCCTCCGCGCGCCACCTCCGCTGAGCGATGC
GCAGCCGCCTGAGCGCCGCTGGAATGAACCGCCGGACGGGACTCACCTGTGGAACCGCAC
CGTCAGGATGCCTTATCTGAGCGGTGCTGCCGTTCTCCTTTTGTGCATGTTTGTCTCCGG
GGAGTGCTGGAAGCACGGATACCGGGTGCGGAGATGGACAGGCACGGCGGATACGCAGAA
GCACAGCACATCTGTGGTGAAGAAGCCTCCAGACGTGACCAAGTCCCGCAAAACCAAGAC
GGATCAGCTACTCAAAGTAGATGATCATGACTTCACCATGAGGCCAGCATTTGGAGGTCC
TGCAATCCCTGTGGGGGTGGATGTTCAAGTGGAGAGCTTGGACAGCATCTCTGAGGTGGA
CATGGACTTCACCATGACGTTGTACCTCAGGCACTACTGGAAGGATGAGCGGCTTTCATT
CAGCAGTAGCACCAACAAGAGCATGACATTTGATGGCCGTCTGGTGAAGAAGATCTGGGT
CCCTGATGTCTTCTTTGTCCACTCCAAGAGGTCCTTCATTCATGACACAACCACAGACAA
CATCATGCTGCGAGTCTTTCCTGATGGTCACGTGCTCTACAGCTTGAGAGTGACGGTGAC
AGCTGCCTGCAACATGGACTTCAGCCGCTTCCCTCTGGACTCGCAGACCTGCTCTCTGGA
GCTGGAGAGCTGTAAGTAAATGCTG
>CL7642Contig1
CGATGCCACCCCGCCGCTCTCCTCCCATGAGGAACCACGTGATGTCTCCTCTAGTGATAT
AACTCATTTGAAGGACCCTGAAGGACCCCGAGAACATCCGGCAACCCGAGAACATCCGGT
ACCCACACCGCCACGCTGCGAGTCGACACCATAAGCCGCGGTTACATGTACAAAATATCT
TGACCGGATCATGGTCGGATTAGAATCCAACCGTGTACGTGGTTCCAGAAAAATGTTTTC
AGAATATAAAAAACGTTCACATGGCTCACACTTTCGGTCGAAATAAATCATTCGCACATG
CGCAGTAGGGTTTGAAAAACCGGAAGCGGATATCAGTTCCGCCGAGCGGCTATTTTTTTC
TCAAACTTTATTGAATGTAACAATTCAATACAAAACAATGTTGCCGAGCGGCTATATACA
TTGATATGTCAGCTCGGTAACATACAAGACGATCTTCTAAACGTGCTTTTAATAATGTTA
CGATTATTATGAAACGCCTGTTCGCTCATCGTTTTATTTTTAATCCGTGCGGTCAGTGCT
TTTTCTGTTGAAAAACGGAGCCGGAAAGAAGCCAGAATTAGCAGTATGCTAACACGGGCT
AACAACATTAGCTTTGGGTGGTGCTGCAATCTGCATCTTGGCTGCATTTAAACATGTGGG
AATAACATCAGCCTTTATTTAGTCGGGACACGACTCGAAACACAAATCCACGTGATTGTT
TGAACGATTTCTAAGGACTGAGCGGCCTTTCTGCTTTGAAGCTCACACCGCCCCAAAGCG
CTGTGTGTGCTCAAGATCCTCTGCTCAGACACACACTATTAGACCCGGTTCTGAGTTCGG
TAGCCCGTTCCCCNAGAGCTGCGGAACGGATCGCAGTTCTAAATCTCCCACATACCGCCC
TC
>CL7643Contig1
TTTTTTTTTTGGTTTTACGGCACACAGAGAGAAGCATCGCTCTAGGGTTTGTCATGTCGG
GCTCCGTGCATGAAAGTCTCTGAGTGCGTCTTGTGGTGTGTGTTTGACGTCACTCCCAAG
TCTCTCTGTGTGGTGTGTGGGTGTGTGTGTCTATGAGGAGCAGGGATGAACTTTGACGCC
GCGGGCGGCGTGTGCCTGCAGGTCGACGGCCTGCGCTGGCTGCTGGCCTGGCCGAGCGTT
CATCAGTGTCAGGTTTCTCACACAGCCCGTCAGTCCCGAGGAAAACTTCCCTCCTGTCAT
CGCGGACATGTTTGGAGCGCCGCCGAGATATATGCTTCCTTTGGTGTTGACCATGACGCT
TTTGCCTTTAGATTGTCCGTGCACCAGCTCTTCTCCATCAATCTGGATGTATCCATCTTT
TCCAGTCCTCACGGCTGTGATCT
>CL7644Contig1



TTCGGCACGAGGGGACGGAGAGGTCAACGGAGATGTGGACAGCGAGGACGAAGACGAGGA
TGAGGAGGACGAGGATGAGGATGATGAAGACTCGTCTCCCGTCAAAGGAGAGAAGAGAAA
GAGAGACCCTGAAGACGAGGATGAAGAGGAGGACTGAGCTCCACTGGACGCCCACCTGAC
CTCTGACCCCACCCCCCTCTGGGCTGCATCCCGTCCCCCAGCGCCCCCCCTCACACCTGA
ACCGAAAAACATTTCAATCTTTTTTTTTTTACAAACATTTAACTAAAAAGAACAAAAAAT
TAAGACCAAAACGNGACTTTTTTTGTTTGGTAACTATAGAAATTCCCAATTTTTTTTTTT
TTTCCNNC
>CL7645Contig1
CCGTTCCCACACCTCTGTTCTCGAAGGGTCAAATGCTTAAACTCTGCAGACAGGCTGCCA
TTGTTAGATTCCTCCATGTTCATGACTTTTGTGTTGGTACCGAGGATGTTAAACTTCCGT
GACCTAAAATAAAAATGTTTGCACGACACATAGTAAGACTCTCTTCACCACAACGCCTAA
AAAAAAACACATTTTCCTTTGAAATGTTGTGCCTGAAGGCCTACCCTCGAATGGCAGCCA
CATCTCCAGACTCCTTGTCAATGCAGACTTTAATTTTCAGTTGGTAGTTGAGTTTCAGGA
AACTTTACCAGCAACCTGACTTTGTTTGTGAACTGCACTCCTGTTTTTATGACCAAAGGT
CTGTCTGGATGCATGGGCATACACGGCTGTCTCTCAACCACAAAGGCGCTTTTCATGAGG
TTTCTGAACAGATCCACTATCTTCTCTTCTAGGGCGGGCCGGTGCTGAATGATTGGATCT
CCTTTGTAGGACACCTTCTGCTGAAGCTCCTCCAGCTTCTTGATCTGCTGACGAATCTGG
AGCTGGGATTCAGCCAAGGATGTGATCCATGTTTCAAGGCGATCAAGGCAGATGTTTGGT
GGCCCTCCGATGCAGGCGATTTGCTGTCTTCTCTTCCAATCTGCCAGTTCTTCATCCGTT
AGATTCTTTTGTACGTAGTCCATGGCAGTCAGCAGGCCTCCCATTTCTGTCACAATTTGC
CGCCTGAGCTGATCTAAAGCGCTCAACATCTGCTCAAGTTGAGCCATCTTCTGTCGAGTG
GCAGCAACCTGGCTGT
>CL7646Contig1
ACGAGGAGCCCGCTCCACCTCAGCGACCCCGCCGGCTGACGGGATGCCAAGAAATTCCTT
TTTGTACTTCAGGTCCAAACTCCAAACACACTTCCTGATCTGTGCGTCATTCCAGCTGTT
TTGATAACCTGATTCTTTGCTTTTTGTTCATGAAAAGAACTTTTTGTGATCCATTTGTTT
TATTTTTTTTGTGTCAACCTTGATGTTTGTGGGGGAAAATAATCAACACTACGAATTTCC
AGCAGACTAACTCGGTCCGGTCTTTCTCCAGACGTTCTGGTGGTTTTGGTTGATCCGGTC
TGGTTGCCGACCGTCAGGGAAGCTGCAGCCGACTCGCTGGTTTTGTTTTTTTCTTTTTCT
TCTGTGTGCCAAACGCAGCGGAGTCCCGTGAACGGTGACGACGGCTTCGTGTTCCTGATT
TTTGAGTTTCTCTCGATGGTGGACGAAGCGTTGAGTTGGGAAGTGTTTTTTTTTATTTTA
CATTTGGAGAGGGAACGTTTCCTGTTAACTGACATTTGTTGAACTGCTAAAGCAACACTG
TGCTGAATCCAGACTTGATTCACTTTGATGTAAGACCGAGAACTGATTTAAAAAAAGCAA
AGAATGTTCTCCGTTTCTGCAGAGCTGCAGCTGATGAGTCTGTGATTCAGCTGCAGATCT
TCAGAGAACTTCACTACATTCGCAGACGCCTTGAGGAAGCCGAGTGCTGCTGGAGGAAGA
TTCAGGAGGATGATAGATTGCTATGCAAAGGATGAGTTTGTGTTGATTGTAGAGAAAACA
GGTTAAAAAAAACACTTAAGTGCCACAGAAACTGGTAAGGAATAGATGGATGTTTATTTT
TCAGAAGCCACACTATGACACTAATCATATCCACTCTGAAAGATGCTGTTTGGGGTCAGT
TTGCTTCTTCTCAGTGACGCAGCGCCTCCTGCTGGTCGATGCCTTACATCGCTCTGTCGT
CTCTCGGTGGTACCAGTGCTTTTATATATTTTTGTTTTTTTCAGGGGGAATATGGTGACA
AAGTAAATAAGAAATGA
>CL7647Contig1
TCGGCACGAGGAGATGAGTGAATGAATGAACAAACAAATTCTTTGTCACGTTGTTTATAT
GATCCAAACTGCATGTCCTACCCATGACATCCAAATGTTATAATTTCATAGCTCACTGTT
GTGTAAGTTCTTTTGGTTCATGCTCTTCAATCACAGGATTTTTAAATACATTTGTTAAAC
AACCTTTTTTTTTATTATTCTTTGTCCAAAGGGCTTTAGAGTTTCAAGAATAAAGATCTG
GTGTTTTAGGTTTTCAGTATTTACTGTAGCTTTGACACTTTCTGGGGATTAAACAGAAGT
TTGCTGTTTCTAAAAGCTGTTTCATCTAATTCTAGCAAAAGCAAAAAAAAAA
>CL7648Contig1
ANAAAAAAAAAAAAAACGATGAAGCCCAACAGCGCATCAGTCCCAGTGCTGCAGAAACCT
GTTGCTCTGTGCTGGAGGAGCTTCCAGGGAAGTTCTTCACACAGCTGAAGAATTCACACC
AGCGTTCCAGGCTGAGTGACGACTGTGGGCTTCCTGGTGGACTGATGGGAGATGTTTGTG
GTCCAGCACTCAGATCCAGTCCATCAAAACCACGAGAGCCAAACCCCGCTCAGTTGATGA
GGATGTCGGGTGAGCGTCCCTCTTCGTCTTTCATGTTCCTCAGGTTGTTTTCCTCCTCCT
CCACCGTGGTGAGGAAGTCCCTGACGTCCTCCACCGTCAGCTCTCCAGTCGAGTCTAAGG
TGAGGTCAGCACAGCTGAGGGGGGAGTCCAGTGGGGTGTCCAGGAGGGGGGAGGACAGCG
TGCTCCGAGGGACGTCCGCTTCAGCCTGACCCATCAGGCTTTTGTGGGTTCCATTGGCCT
GCGTCTGCGGCGGCGTTCCGTCACAGGTGAACATGTGCCCCAGGTGTCTGTGCAGCGGAA
CAGAACACTGCGGTTTGATGAGAACCTTTGCAGACAAGGAGAACCTTTCATACTCTGAAG
GAGAGATCAGGTAGAACCCCTGTCCGTTCTTGGTGAAGACACACGACGCAATGCCACTGA
TGTCTTCTTTACGAATACAGTCAAAACGCACCTGAGGTCGGAGGCCAGGCATGTTGAAGA
GGTGCATGTCTCCCATGTTGGTGAGGCAGACCAGCGTGTGTTCGCTGTATTCCTCCTGAA
CGGCAGAGCTGAAGAGCACCAGAGCCACCTTCCTCACTCGACAGCCTTCATGAGCCGTCA
GCTTAAACTTGGTCTTCGCACTCACTTTAGGAAGAGAAAACACCTTGAGCTGCTCCTCTG



AGGCGATGAGAACTGAGTGAGCGTTGGTCATGTCAGGTGCGATGGACAAGTCCTGGGACG
CTTCGTACGGGTCGGGCAGCGGTTTTCCTCGCCCATCCAGCACACAAATGGACACCACAG
GAGCCCTGTGCATCAGCTGGATCTCTTTACCCAGCACCGCCTCCACGCACATGCTGCTCT
CGCTGGCTCCGCCCCGCTCACACGTGCGGCCCGAATCCACGCCGGGCACCTCCAGGGCAT
AAGCGTACACGCTGCCCGAGTTG
>CL7649Contig1
TTATTTGCCCTTAGGGAAAGCTCTGTATCATTTCTAGAGAGCTCCAAAATGCAGTTATCT
TATGTTTTATCCAGGTGGTAGGTGTTTTTTGTGAAAGTAGGAGAGTTGTTCAGAATCTGT
AGCCCCTACTACCAGGAAACAGTAGATCTGGTCACATTTTATAGATCAAAAATAGATTCA
GGAGTTCCCTTGAGTGGCGCAGCGGAAACAAATCTGACTAGGAACCATGAGGTTGTGGTT
TGATTCCCGGCCTTGTTCAGTGGGTTAAGGATCCAGCATTGCTGTGAGCTGTGATATAGG
TCGCAGACGCGGCTCACATCCCGTGTGGCTGTGGCTGTGGCATAGGCCGGCAGCTACAGC
TCTGATTCAACCTCTAGCCTGGGAATCTCCATATGCTGTGGGTGTGGCCCTAAAAAAGCA
AAAAAAAAA
>CL7650Contig1
CGGCACGAGGCACAGACCCAGAAAGAAAGGTGCAGCTCCAGAACCCTAACCCTGGAGAAG
AGGCATCTGCTCTGGTGGAACACCTCGCCCAGCTGGATCACCGCCTGCCCGAGGAACACG
TCCTGGACCACCAGCCCCCGGTGCATCACAGTCAGCACCAGCCGCCCGCTCTCCAGCGCG
TCGGGCTGCAGCTCGAAGGTGCACTCCTCTCCCCACTCCGGCTCGGTGGTCTTCTCCGCC
ACGCCGGTGGAGTACTTCTCCTTCCCCAGCTGGATGATGGCGTAGGCGTCGCTGGTGCCG
TGCTTGCTCTTGCCCAGCAAGCCTCTGCCCCTCAGCACCGTCACCAGGACGTGTGTCGGT
ACCCACTGCTGCTCCCCCTCCACCATTAGCGAGGACATGTCCCCCCCCGCGCCCCACCTC
CAGACGTCGGGATGGTGATGGCGCCGCTGCCTGCTGCTCACATCAGCTCCGAGCGCTGCC
GCATAACGGCCGGGCCCGGATGTGTCCGGCGCTCGCTTCCTGTCAGCAGGGACGGCTCTG
CGGCAGCGTCTGGGCCCGGCTCGAGGTAGGACGTCACGGGAACCCCCCCCTCCCACCCCC
GCCCGCCGCAGAACGAGGAAGTGGTACCGCCTGAACAAATGGATGCGCGCGCACGCAGCT
GTTCCCGCTCATTAAGCACGAGCTCCTCCCCTCCTGAAAAAATCAGGTTTGTGAAAGGAA
AACGCCTACAAACGCAAGTTACAGCCAAAAGAGACCTTTATTTAGAGAAAATGTATCAGT
TCATCAATAAAAAATCAACTTGTACTGAAAAAT
>CL7651Contig1
AACTTTATTTGTAGTTACAAAGNCAAATGTTCGGAATCAAAATATTGAAAATATTGGGGG
GAAAGCTGTTATAGGGTTTTATTATAAAAAAAACCTAGTTGCAGAATCACCTTTAAAAAA
TACAGATAATTAAAATAAAAAGGTAACATACAATGAAATATGTACAAGTAAAGCCTCTTG
GTTTGCAAAGAAGTGATAAAAATCACAGCTAGTTCATTCTATAACATGCTAATGACCGCC
CTGAGAACAAACATGTCTAAATCTTCCTTTTGATACCCCAGGTTTTACCAATCTGCAAAA
TCTATTGTGAATAAAACTGTAAAAGATGACTAAAATGTCAAAAGTACATTAAAAAACAGA
TAATCAAGAAGTTTTCACAAACTATCAAACTATTTCTTGTTGGAACTTGCCGTCCCGATG
ACACAGTCATTCACCTTGCTTGCAAATCTTAGCGAGTTGAGGGTTTCCCCAAAGCTGTCT
GACTCCGGGGAAATGTTCACAAACATCAGGGTTTTGCTGTTTCCTCCCAAGCATCCCTGC
AGAAGATATGTGAGTTTGGAGTTCCTGTACGGAATGTGGCTCTCCTTGTTGGCCAGCGAA
GTGATGACGATGCCCAGGTTGGACAGGGAGCTGTTGATGGCCGTCATCTCTTTGAAGCGA
TCACCCTGAGACTGACTCTTCATCATCCGTTCACTGNCAGCCNAGTCCACCAG
>CL7652Contig1
TTTTTTTTTTGTTTTTTTTGTCTTTTCTAGGGCTGCACCCATACAGCATACAGAGGTTCC
CAGGCTAGGGGTTGAATCAGAGCTGTAGCCGCCAGCCTACGCCACAGCCACAGCAACACC
TGATCTGAGCCCCGCTCTGTGACCTACACCACAGCTCATAGCAACGCCTGATCCTTAACC
CACTGAGCAGGCCAGGGATTAAACCTCATGGTTCCCCTATCCTAGTCGGATTCCTTAACC
ACTGAGCCATGACGGGAACTCCCAGATTTTAACATAATTAGATATTTGGAACACATGGTT
TAATCATCCTATCAAATTCACAGTAAGCACTCTTTAAAAAGAAAAAAAGCCTACCATTTT
CCATCTAAAAATCTTCATTCCTATAAAAACTCATTTTAAATAATTTAATTCCTCAN
>CL7653Contig1
GAGGCTGCAGGGGCTGACTGAAGTGTGGGAGCGGCTCTTCCCAAAGCACCATCACTTGTG
CTCAGCAAGAAGTTTTGTCAAAGGTTCTGTATCTCTGCTGGGGTTTGGGCTCATCTTCAT
TGTATCTGCATGTGACCCCCGGGGCTTCGTGGTCATGCTGGACAAGGTGGTGTCGTTCTC
CCTGAACACGGAGGTGGGACTGTTTGTTTTCATCATGCTAAGAGAATCTAAAGAGCAGCG
CTTTCAACACCTCCCGATCCCTGTGCCGGTAGGAAACTGTACCTTCAGCTTCTCGTGGCT
GCTGCCCACCTACTTCATGTTTGCAGTGATCTTAGACGTCCTGCAGACGCTGGCAGAGGT
GNGGCCACTACTTCCCGTTCCACAGCCTGAGTGAGGAGACACGCCCACTGAACCTGACAG
GGAGCGCCACTGCAGCTAATGGGACCGCGTCAGTCTGACCCGAGGCGACCGTTAAGCCAT
GATAGCCTCACCTCTGCAGCTAAAAAGCGTCGACTCTAAGGTGCGCACACATCTGGCTGG
TGTGGACATCTGCAGGACAAACCAGGACGGAGCTTTTTTCCGCAGAACGTTAAAGTGCAA
GCCCATCATTACATGAAAAGAGCAGAGGAGCAAGCGCAGCACTGAAGTCC
>CL7654Contig1
GGCTGAGATGTTATTGTTTTTCTCAGGACACAGCGGGGAGAGAAAGACCCGGACCACTTA



GACCCGTTTCTAAGACGTCCTTCCTTTTCACTTCCTTGAACTTCTCCCTGCAGCTTGAAC
GGCGGGGGCCTTGCTATACATTCAAGTCACAAAGGAGTCGCTCTCCAACCGTTTCAGAGT
CTGTCCTTTGCCTTAGTGCTCTGGCCTGTAAACTAATGACCCCGCCCTTCAAATTATACA
TACTATATATNAATAGATACATGAATATATNAATATATATTATATACNATAAGGCTGCGA
AAAAGATATTAAGAAATTCTGATTGTGGGGAGCAAAGCTCGTCTTTGTGTTCATCTTTGA
GCGCTGGTTTAATTTTGTAGAGTTTACTGTAAAGAAGAGGAAAAACTTTTTTAATGATTC
TATTGAGAGGATTGTTTTGTCTGTGTTGTGCTTTCACACTTCCCCTCCTTTTTTTTCTCC
TATCCNTGCCAAAAACCAATCTATTCAGTGCTGAATGTTCCCTCACACTCGTTTTTTTAA
TTTTTTAACATATAAAGTGTTTTCTTCTCACTTGATAAAAAAGCCTGTTTTATTGCTATT
TAATTTTCCTTTATCCCCCTTTTAAATCGGAAGTTATGCAACAGTTTGTGAAGGTGATGA
AGCGGTTTCAAGGCAGTTATGACTACTAGGTNTCCATTTNTTTTAGTGCATCCAANTGAT
TCACTTCCTACAATAATTNTATTTCAAGTACATGTTTTTTTGTTTGTTTTTTTGTTTTCA
GCCTATCCTGTCCTNNGCCGTCATNTCCACAACAATNTGTNTGAAATGCTTTTATTCAGA
TGAAGCCCTTGTNGTNTTCATCCTCCATGTTAACAGTTTGGGTCACTTGTATACTATTGT
GTTNTTANGGAAGTGAAAGCCCCCCCTCCTCAGTTTATGAAGGGGGTGGGTAAGAACCAA
GCGTGTTTTCAATTCTATAATCACTTTTTTTTTTTTAAATCTCTTCTTTTTACAAGTTCG
TTTTGAACATTTCTTCTCTCTACCTTTTACTGTTTTCTTTTGATTTTATTATACTCAGAA
CAATGTGTTTGTATGTTGATGAGTGAGGCATTGAGGTCAGCAGGTTCATCTTCAGATAAT
GGAGCATCCTTTTTAAGAAAAG
>CL7655Contig1
AATGAACCTGATTTCTCAACATCCTCCGTGTTTTCCATGCATAAACACCGCTCTATGTAG
CCATCAGGCTAAGGAGCTGGTAGCTCCTCCCACACGCGGCAGTGAGCTTATGAACACTTT
TTGGGACAGGCGGCGAGCAAAGAACCGCCGTGCGGTGAAGGAGAGGCGTTTTTGCAGCTT
ATGACGGCTTTCTAGGAGTTTTAAGATGAATTATGGGAAAATGAACCCTGTATAGTCTCA
CTCTGATCATCTTTTGATTGACTTTCAACGCGTCTTTTAATGATGATGCTGTTTTTAGCC
TAAATCAGAAAACCTCTCATTTTCTAGGACATCGTTTCTGCACAGCGGCAGGAGTTACCG
CGTCTCTTCTACCAAATACGATCTTTTTCAAACAGCCTTTTTCTTCTGCTCCTGTTATAC
AATTTGAACAAAGAAATACTCAGAAATGCACATTTTGAGCTTAATTTTCTTCGTAGATGT
CCTTCATCATCAGAAAAAGCCATAAGAACATGAAGAAAACAGCATTTTAAGTGGAGTGAG
TCTTCAGGGATCAAATTGGAGACTTATTTTATAAACCAGGTGGAATGTGGTTGCTTCATG
CTGTCCACTAGGGGGCAGCAGAACCTGAGAAAAGCCCGTCTTCTGCTGATCCATCTTCTC
CTTGTGTCCTGCAGACTCTCAGCCAGTCCATGCGTCAGGCAGACCTGAACTTTGAGAAAC
TGAAGACTGAATCGGAGCGTTTGGAGCAGCACACCAAGAAGTCTGTGAACTGGCTGCTGT
GGATAATGCTCATCCTGGTGTCCTTCACCTTCATCAGCATGATCCTCTTCATCAGAATCT
TCCCCAGGCTCAGATGATGGCAGCCCAGAACGCTTTTGGTCCAACTGACCTCCACAGATC
TGCTGCCTCTAGGGCAAAAACGAGTCCCAATGAAGGAGGGAAGTGCCGTCACTTAAAAAC
AGGTGAACTGGCTTTGAAGTCCACCTTCAGCTGAACTTGGAGGACATGATGTCAAGAATT
AGTGCTTAGAGCTCAGCAGCAGCAGGAGGAGCTGCACAGATGCAAATCCCTCTTCTAGAA
AACCCGACTTCTTCCCGCTGTGTCTCAACGAGCCGCCGTTATGAACTTTCCATCAGTTAC
TTTATCGGATTAACCCAGTTAGGCCTCTGAACATGAGTTAATATAGACGGCATCAGGAGG
TTCTGAGAGTCACAGAACCAGGCCTATAGGTCTGTTGTAGGTCCACAGCTCCATGTT
>CL7656Contig1
AAATTACGAACGTTTAGAGACACGACTGAAACATCTGCAGTCAGAGAAATTTGATTCCTA
AAACGTCTTTATCAGAGAAAACATAATGGATTATTGGGAATTCCCTGAAACATTTAAGGA
ACTTTAGTCACAACCGTCTGTCAGACAGCGTTTATGAGTGATGGATGGACCTACGCCAGC
AAAGCAGACGCGAGCGGATCGGATGGTGTGGGGATAAGCTCGACTTTGCGTTTAAAAGCA
CACATCCACTAAAGTGTTGGGGCGAATCTGGAGGAAGAATCTGTTGGAATGTATTTGAGA
AGCTGAATGTAACCATCGTGTTTCCCCACATCTCTGCTTGTCTGAAGACCGGAGAGCTTT
CCGGTGCTTTTGTTTGGTGATCCGCCGTCCGATCTGCCGGAATTGAAAATAGCCTCGTTT
CCCCCTAATGAACATCCTGGCGGCGGCCGGTAGCAACAGGCTTCAAATAAGGGAGAGAGC
CTCCAAAGCCTGCCATTGTGGTGGCAGCGAGCCGCCACTGATAACAGAGCCAGGGAAAGG
CGAAGCGTTGAAGAAATCTGTTGACTGAGACTCAGATCTGTGGTCTGAGGAGTACCAGAT
GGTACCATACTGTACCAGATGAGCATCTCTACCTCACATCCATCCTGGCTCCCTCTGTTT
CTGTTTTCCTGAACGCCGCTCTTCTCTGAGTCCGTCGTCGTGTTTTTTTTTTCTTCTGGG
TTTCCCGATGAGCAGTTCGTTCAATCGTTGGTCTCCTTGTGAAGGACACGGTCTCCTGCT
CGCAGCCTGCCTCATAGCGGCCTATAGCGCGTCCATGTCTTGGAGTGTCGACCGTTCGTC
CTCGTGTTGCTGAGTGTCTCGTCTTCGTCTCGTGTTTCCAGTTGGACGCTGCCGACGCCT
GCAGGTCAGCGAGGGGCGGAGCCCCGGCCAACCCCACTGCCGGCGCTCGTCCCCTCCTCT
CCTGGACACCTTTGTCCAAAAGCAGCCCAACTTCCTGTTCCCCAAACTTTTACTCTTTAA
GACCTGC
>CL7657Contig1
CTTCCAGAGTCAGGATGCTGAATGAAAGCAAGAGCGTCCTGCACCGAGTGTGAATCTGCG
GTTTTAGAACACAGTCCGAGATAAACCAACTCCACAATTTCTCCAGAGACCTGCAAGGAC
AGGAATTGTGAAAACCAGCCTCAGATGAATGACGACAGAGGAAAAGTGAGGTTAATGGTC



TCCTGTAGCTGGACCACCAACCCAGCCAGTCCTTGCGTTGCACGTCTTTGTCACGGCTCC
ATTCAGCTGGATCCTCTCTGCATCGTCTGTCTTTCGTTTGTCCGTCTTGTCAGAAGCGCA
GCAAACCGTGGATCTGCAGCCACACAGTCTTTTGTAAATCTGTTAGCTGTGCATTCCTGC
ACATCATCAGCCCTCCACCACCGTGCCTCTCCGTTGTTTGTCCTCTTTGGCGTGATGCGT
CTGCAGAATGTCTTCCCACAAGTCTAGAGGTCGTTCAGGTGAAGTTTTAAGAACCTGTCA
TTCTTCTAGAGACCTTTGTCAGACTTCTCTCACTGGGTCACTTTGTGATTCTGCTGTCAC
AGTTCAGCTCTGGAGTTAGTCTGGTCCTCCCTCTGCCAGCTGGAGGAGGGATGCCTTTCC
TCTTGTGAGCACGCTTTCTCTCCACAGTGAACCCCANACTGTTGATGTCCACAAACACTC
TGCAGCTCAGGATCAGGATGGACTTCAGCTTTACTCCTGCTACTTTTTCTACAGCTTCTG
CCC
>CL7658Contig1
TCGGCACGAGGGTTCCTGACTGGTCAATCATCGTTTTCTGCTCAGTCTCCGGCTGAGACG
CCTTTCACTTGTTAATTATTAGCCTTTTTTTTACAGGATCTGTGTGAAGCAGGACTGGAG
GTACCAGCAGGAAGCGTGTTTTCTGAGGTTTCCTGTGGCCTGGCATGTGACCTGACGTGA
CCTCTGGTTCTTCCAGCTTCCGCTGGTTCTTGGAGGTTGTGGTTCACCTGTCTGACACGA
CAAACTGGGGATCACTTGAGCAATGGTCAGGACTGAGACCGCGGCTGCCTCAGATCTCTT
CCTCGTGGATGATGATGTCACAGCTCCTCGGCAGCATTGACTCATGGGAGCTAAAGTTAG
ACTGCTCGTTTTTCCAGAACTAAATGAAGAAAAGACGAAGCGGACAGAAGCACCGGGTTC
CCAGTCAGAGTCCAGCTCAGCATCACATTGACTCACATCCTGCGTTGGTCTCTGACTCTA
GACTGGAACCGATCCCAGGCAGACTGACAGATCCATGCAGATCAGGGGTCTGCAGGCTGT
AGAAGATCCATTTGGCCCAGTGTCTTACAGACCAGAACCAGTGAGAGCTGCAAAGTCCAC
CGTTTAAAACATAAACTTCATGATGATGTGGCCATGAAACCCTTTAGAAACTGTAGCTTC
TAAACATTTACAGTATGGAAATCATAACAGTTTAACGTAAATGTCTTTACCATTTGAACT
TTGTTTACCTTTCTCAGCTGATCATTAAAGTT
>CL7659Contig1
ATCTTCATAAATTAACATGCCAGATAACTGGCCACACAGACTTTAAGGAAAAAGGAAACA
CCCTTCAAAATAAAATTTAAAAAAAAATGGACAAACATGAATCTCTCAAGTTTCCTGCCA
AATAAGACAGATATGTATCAAAATAAAACAAAAAAAGTGTTGTTTTAAAGTGACAAAAAT
ATACAGAGGTGGTATATTTTCTAAAACAGTGCTGTTCAAAGCCAGTTTACCAGGTCCAAG
TTCCTAATCACTTTTCTTTTAGATCTTATGTTTCTCTTTCACCGTCCTTTAAGAAGCTTC
CATGTTTCCTCCGTGTTTATAAGAATGGAAAAATGAAACAGAACAGGCTCCGTCACTCAT
CTCCTGCTGGAAGGTTTTCTTCGATCCGCTTGATGAACTTCATGCGGATTTCTGTCACGC
CGTCTCCTCTGAGGGTGTCCTGGGCGAATTTCACATCCACGGCCATCTGGACCATCTCCA
GAGCTCCTCTAAGAGCGCCACACAGCAGGTTGGAGTAGACAAGGGTGCTGTGGTTGTCTG
GAAGCTCCACAAAGTCGGCCAGTGGGTTGTTCTCTAAGATGAGGGAGAATTCGTCTCCTG
CTGGGCTCCAGTTGGTTACGCTTGGGGTGACTCCCAAATACATCTTAAATGCAACCTTCG
CGATGACATCAGCTGTTTCTCGGAAATCCTGACACCGGCCGACGCTGGAGCGGGCCAGAC
ACTCTTCTATCAGACGCACACCAATGTTGTAACCCATTTTGTCCAACTGCTTATTGACTT
CCTCATCGTTCTCGTAGTCTTTACAGAGCTGGGTCACCAAGGCCCCATAGGTTAATGTAA
ACAGCTCAGAGTTCATCTTTTTGCTGTCTGTTGTTCGGTTGGATTGCCTGGACATTGTGG
ACAGCGTTACAAGCTCACGCTCACGGTAACTCCAGACTAATCCTTTATTTATTTGATTCT
GGCTGAGTATTAGTTGTCAATGTCGCCTGTCCAGN
>CL7660Contig1
CTAGCTTCCTCTGGTTCTCTGCACTTTAAACCTCTGAGTACAATAATGTCGTCTTAGAAC
TGTTCCGGCGCTCTTTACACACACAACGAGTGGCATCCTGATACAAAGAGAGAACAGGAA
GACTGGACAGTGAGTACACCTGCATGTGTGTCCTGAGTGTGCGCGGATGGTAGCTCAGCT
CAAACTGCACAGCCACATTTTCCCAGTACTCAGAAGAGGTGTATTTTTTATCTCTTTTCT
CTAAAGTTAGGTTTTTTTTTTGTTTGTTTTTTGATTCTTGGAGAGTAAACTTCTGGGATT
CTTCAGCTCACAGGATACAGGATAAAGTCCTTTTCCAACATAGTTGCACATTTAAGACAA
TCTTGAAATACTTTAGAAGATAATAATTTTAGAATATCAATAACAATAATAACAACAGTA
TTAAACATCTGTGAAGGTTGTTTCTGTCCCATGGCAGCAAATTGACAGTCTGCGTCACAC
TGGATTACTCAGGTGTTCTGCGACTCCTGCTGTCAGTTACGCTGGTAGGGAGGATTGACC
TTTGTGCATCCGTGGTATGTTTTTTTTTGTGTTCTTCATATCANATCCACCTGTTTGTCT
AAAAATGTCTGGTCTGAGTTGTGTTTTGTCTTGGTGACGCATGCTCTCAAAGGCGGGTCT
GCGCCTCGGGGACATAGATTTCGATACTGTCTGCGCTCTCGGTGGCAGAGTTCTGTCGTA
CGGATGCGGCTCGCTTTGCTGCCATTAGGCGCTTTCTTGCTTCTTGTCTTTGCTTGTCCA
CCGCGGAGTCCACACTCTTGTCCTTCCCCGTTGGCAGCCGGGGCTTAGACGTTTTTTTTG
GCACAGATGACGGAAGCTGCTTGTTTTCCACCTTCTTCTCTGGCTTCTCAGGAAGTTGCC
AGTTGTTGGCTTTTAGTTGATAGAGTTCATCAAACTTCATGCTGATGTCTTCTATAGAGA
GTTGCAGGAGATCCCAAAACCCTGCGAGGTCCTGTGCTGTTGGTCGTGGATTGGCATTTA
CGTTCAAGTTCTCATTACAGAGACCTCTGAACTGCTCAAATTTCTGGGAAATAAGCAGCT
GAAGCACTCCCT
>CL7661Contig1
GAANAAAAANNNCCCCCCCCCCCCCCTTATTTTTTCTTCTTTTTTTCTTTTTAAAAAAAG



TTCACTTTATGTCTGCAAAATACGAAAATGTAGACAAGTTTCACCAGCGGAAGGACGCCA
GCGCTGGCATTTGCTGAAGCACGTCTTCCAACTGCGGCACCACAACACACCTGCGGATTC
ACCTGCATGCTCAAGTTCCCACACTCCCCGGCCATAATGNCCGGGTT
>CL7662Contig1
ACAGCATTTCTATTAGTATTCTAGCAATTATTTGTGGTAAACTGGAAAACCGAATTCGCT
TATTTCTAAACTAAAATGGGAGTTGAGGATGAAAAACAAACGACTGGAGGTGAGGGTTGG
AAACCCGGCAGGTGGGAAGATGTTCAGCTACGCTCGTGCGTAGACCCGTGTGCAGATCAC
GTCGTCGGCTCCAAAGGTCAATATGAGTTCGTCCCCCTTGAGCTCCCGGCTCCAGAAGGT
CTTCGGGCCGTTCCCACTCACCAGAGTCTGCTTGCAGTAAATTTTATTTTCTGTCTCCCA
TGTCGCCAAACTCTTGCACTTCCTGCCATCCACTGTCTCCTCGTTGAATTCCTCTCCGAT
CTGAAAGCTGATTTCTGTGGTGCGAACCGTGGTGGAAGTCTTGATGTAGAAATGTTCGCC
GTCCTGCTTTATCTCCACATGGGGCTTGGATGCAGCCGCCACTGCGACCTTCCTCAACAT
GGCGTTGACCCCTGAAATAAAACTAGAGCTTTCAGTAACTCATCAAAGTTCTCGCTGCTT
CTCATTTTCCATGTTCCTGAAAAATTTGCCATTTTTTCCTCCCGGCGTGTCGGTGGTGTT
CCTGCCAGCGCCTCCTGTTGTCCTCCGTCTCCCCCGGCCATAAGGCCCGGGTTAAACGGC
GCGC
>CL7663Contig1
CAGTTCTTATTATTCTATATATATTATTCTTATTATTCCTATCCGTTTTTAATTGCCAGA
CTTTACTTTGTACATTTATTTTGGGGGGGGAGGACCGCTGGACTGGTTGGATTATAAAAA
CTATACCTAAGGATTTGTGGAGATGTTGGGTCGTCAAGAAGATAAATTATGTGGAATTTT
CTCTGCTCTGGCGGCTTTGTCCTTCGTCTGCTTTGTGCAAAGCTCCTCCACAGGAAACAC
TGGAATGTCTGTGGCCAAGACTACCGTGGACAAGTTGCTGAAGGGATATGACATCCGTTT
AAGGCCTGACTTTGGAGGTACGTGTTGAGATTCCATCTGCTCTTTAAGGCTCTGTGGTGG
AGGTTGTTAACGGGTCAAGTTGCGAACATGCTGGTATGTGTGAGTTCCGCTGGCCTGTTG
AAAAGAAAAAAACCATGTCTTGAACAGTGACTAAAGGGGAAAATGATGGCCCTTTGAGAA
ACCAGGCCACATGTGGAGGAAAGCAATGAAACTGATGTTTAAAATTCACTTAAATGCAAG
TGGTGTTGATAACTATCACTATTTAAAGACCCACTCCCATGAAAATAATGATTTTGTTAT
TTTTAACATTTTTCGTTTTTCCTCATTTTAGCATTTGTCTCATAATAGAGGACATATATA
CAAAAATTAAGCTTAAATCTGCATTTCTAAATATTTTTTTATTCAAATCNTTGTGAATCA
GGAGCNGACGAAAAAGTGTTTGAAAAAGCTTGTAGTTGTTACGTACAAACTACNCTTGGC
AGGCCNCAATTTCCCCCAACCCGCTCCATTTTGATGCATCCTATCCAGGTACGTCTTTGT
TATCCTCGTCTGAACTGGTATCTGGCTCAAAACTAAATATGGTTAGCTCCAATATTGCTC
AACNTTTTTGTTGCAATTATAATGGTTGGGGTTGGAAAGGGCTGTAAGCTAGCGGGAGAG
TCTAAACAAAGGGATGATGGGAAATAAGCNCAGTCCCGCTCNCAATTCAGAGGTGAATTT
NTAATGAACTACTGCTGCTCTGAAGAAACTATGTCCTAGGAAACGACNCNCCTTTTTTTT
TTATCTTTGCCTTAAAAGTAATTAATTATGATTAAAAGACCACCTGGGAGTCCCACATT
>CL7664Contig1
TCGGCACGAGGCTAAGAGCAAACCCGAGAGAGAACTCCGAGAAAATGTACTCTCGCTCCG
ACAGCATGACCGTGACATTACCGCAGGAAAGGTTCGCCTTCCGCAGCACGGAGCCGGAGG
TCTTCACCTTCGAGCGCATCGCGCCTCAAGCCACCGCCGTCAGCTCCGTCGTGCCGGTCC
GGCCGAGGAAGCGCTGCATTCGGGTCATGTACCCCGCTAAAGTCCGCATGCACCTTCCTC
CACCCGAGAAGAGCCAGGCGAAGCGCTGGCTGGTCATCCTGTGCCTGGTGGTGCTGTGGC
AGATCTACACCGAGGAGCCCCTGCATGGACGCGCCGCTCGCCAGCGCAGAGAGCTCCGTC
AGCGACTACCAGAGCTTCCCCTTCCAGTCTGCGGGGGATCCGACCGCTCAGCTTCCCGGA
CTTACGCGCCTCCGCGCCGAGCAGCTGCGAGGAAACCGCGTCTCCCGAGCAGATCCTCCC
GAGCGCGGCGTGCCTGAAGCCGACGCAGGAGACGGACGCATTCGAGCAGAGCGCAGGGAA
GAGCTACGTGGTGGCCCTGCTGGTCTATCACCGGCTGGGCAACGACAACTAATGCTTCCA
CCAAGCGCCCAAAGACTGTTCCCCCCGGGATCAAACGGGACCGAGCTGCAGTCGAGCCTG
AGACGCTCCGGAGAGCAGCGGTGCGCCGTGCGCCAGGCGCCGGCATCTCACCGCCTCATC
AGCGGAGGAGAAGTGACAGTCTGAGAAAAGGAGATGAATCAAAAGAAACTGTGAACACTA
AAGACTGAAACTTGACAAACCTAAAACACTTGAGAGACTTGAAACGCACTTGTGGAACTT
TTATCTAACAAACTGTATTATTATTATTAATAGAAAACTCTACAAATGTCACGTATGTAG
GCAATCAAGCCTGAACCGACACTGTTTTTTTTCCAATGCCTTGTTATTTATTTTATTTGC
TATTTATTGAACAATTTCAGTA
>CL7665Contig1
CGAGGCGTTGTGGTGGCTGAGCTCCTGGAGGACCGTTAACGAGCCCTCGGTCAAGCGCCG
CCGGTGGTTCCCGCGTCCGCAGCGGGAAACCCTCGTAAATGGGAAAAGACCGGATCCGGA
GCGTCACGGCTTCCGGCGTTCGGCCCCTCAGCGGAAGCTGCTGGCGGAGACCGTAGAGCC
GAAAGTTTGCAACATCTTCCTGCTCTTCCCGCTGGGCGAGTTCAGCAGCACCTGCTACAG
TAAAGGTGGAATGATCCTCTGCAAGAACGACTACATCAGGCTGTTTGGACACAGTGGAGC
CTGCTGTGCTTGTGGACAGTCCATACCTGCCAGTGAAATGGTGATGCGAGCACAAGGCAA
CGTTTATCACCTGAAGTGTTTCACCTGTGCCACCTGCAGGAACCGCCTGGTCCCTGGAGA
TCGCTTTCATTACATCAACGGAACCATCTTCTGTGAACACGACCGGCCGGGGGGGGGCCT
GCACGCCGGACACCCCAGCAGCATCATGTCTGATCAGAAGGTGTGCTGAGGAAACGGGGC



CCGGAGAACCAAGTTGTGCCTCTCTTCTCCACCTGCATCAGTTTCTCCCTCTTTCTACCC
CCCCCTTAAAGAGCAGCTCTGACTGCAGCTGCAGAGACTCACATGGACGTTCAGAAGCTG
TTGATGGATCACTGTTGGCTCTGGACCTGAAGACCACATGAGGTCAGGACACGGAGGAAT
CATCTGTCATTTTTACACGACTTCCTCTAGACGGTGAAGAGGAGGAAGCAGAGAAGATGA
CACCAGCTGGACGTTGAAGTGAACCTGCTCTGAAAGAGGGTTTGCATGGATCCATTTGGT
CCTGGTTCTAGTCCTCTGAGGGTTTAGCTGAACAGAACCTCAACCGGATGGGACAGGATA
AGCGTCAGCTGCCTCATGATGCAGCACATTTTCCCAT
>CL7666Contig1
TCACAGGAAAATGTACCACGATGACCTTGGTCCATTTCTCAAACTCAGACAACTGCAAGG
AGGTGTATTTAGAGAAGCAGAAAGGGGAGAACCTCGGTGTGGTTATAGTGGAGTCCGGCT
GGGGCTCCATTTTGCCCACCGTCATCCTGGCCAGTATGCTGAACAGTGGCCCTGCAGCTC
GTTCTGGAAAACTCAGTGTGGGTGACCAAATCATGTCCATTAACGACACGAGTCTGGTGG
GACTGCCATTGGCCACTTGTCAGGGCATCATCAAGGGTCTGAAGAATCAGGTCAAAGTAA
AGCTGAGTATTGTGAGCTGCCCACCAGTCACCACTGTCCTCATCAAGAGACCTGACCTTA
AGTTTCAGCTCGGCTTCAGTGTTCAGAATGGCATCATCTGCAGTTTGATGCGAGGTGGCA
TCGCTGAGCGAGGGGGTGTACGAGTCGGTCACAGGATCATCGAAATAAACGGTCAGAGTG
TTGTTGCCATGGCACACGAAAAGATTGTGCAAACCCTCTCTGTCTCAGTGGGTGAGATCA
ACATGAAGACAATGCCTGCTGTGATGTTCAGACTGCTGACAGGACAGGAGACTCCTGTCT
ACATATAGAGGAGACCTGTATGGAACAGTGCAAATGGATGGATGGGGCGAGAATTTATTT
TTCTATTATTTCCTTTTTGGGCTTTTGCTGCGATGCCGTATGGAGCATCTCGTCCTCATT
TTTCAGGTTTTGTCTTGAATTACATCGTCATAATGGCCTTATAAATGTAAACACTGTCTG
TAGTACTGTGTATGAGTTTCTGGTGTTGAAGAGAAGTAGCTTTACGGTCATGATTATTTT
CTTATGAAGAGATAAATGAGTAAAATTATTTTTCATTTAGTCATTTTTATAATGTGTATG
GGTTTGAAATTGTTCCTGTATTGTCAATATACTTGGATTAGAAAGGCCATATTATTCCTT
CAGAATTTATGCATGTGAACATGGAAAATAACTGACCAAGGACTCATTCTTAATCTGACA
ATATAATCTCTTACACTAAGTATTAAAGGACAATAAAAATGAACTGGGATGAGGGATTAA
ACTGTGTTTGCTGGTGATGCTAAAAACCAAAGCTACACCTGCTTCTCAAAAACAGTGTAG
GGGGATCAGTACCTTTGACTGACTGTATATTAATGTATGAATATGCTTGTGCTGGATGAA
>CL7667Contig1
AGGTCTACATCAGTTTTTAAATCATCTTAACAAAGTGCATTGTGACATTTTGTTGCATAG
GTGAGATGTCCTCTGTAGGATTAACTTCGTAGAAAATGCATCAGGTCTTTTTTTTTTATG
TGCTGTGCCAACAGATTCATTATTGGTGCTTCTAATGTTAAACATTTCTGTTCTTTACCA
TGAGTTTTAAAGTGTGTGAATATTTAGAAGAGCGTGCATATCAGTTTTAGACGTCAAGCA
AATCTAGAAACTGAATCTACAGCTGCCAACTTTCTCCCTGTTAACAGATTTTCTGTCTTT
GCTGAAAGCATCTTTACCAGCTGTCCACATCGGTCCTGTCTGACAGATTTCACTCTGAAT
TGAAGGTCACGTTCAGGGATCTTTTTCAGATTTGATAGAAACGTTTTCTATGAAATCTGG
TGACGAGTGCCAGTAATGTTTGCTTTCAAATGCCCCCCCCCCCCCCCCCCCCCAAANNT
>CL7668Contig1
CTGACATACTTCTTGGAATCTGACACCTTCCTCAATGAGGTCTTCCGCTATCTGGTTGGC
AAAGACATCACCAATAAACTGTACTCTCTGAATGATCCAAAGCTCAGCGACAAGGCGGTT
AAGAAGATGGACCGTCAGCCCAGCCTGTGTTCTCAGCTGTCCATGATGCAGATGAGGAAC
AGCATGGCCAGCACCAGCGACACCGATGACATCCTTAACCAGATCCTGCGAGGGGGGTCT
ACTGAAAAGTCACCTGTTGCCAAGTCGTCTGCTAAGATGAAGCGGATAGAGGAAGGGATG
GAGGACGATGTCTTTGAAGAACCAGCTCCCGACCACCACTCGAAGAACACGTCAGCAGAG
GAGCAGTGAGTGGCAGAGGCGCATTTTTGAACTGATTCTGCAGTCAATTCAAAGCCAAAT
ATGAAGACAGTAAAGACAGAAGAAGCTCAGTTAGTGAGTCAGCCCATCTAAGGAAGGGTT
GTTATTTATTTTGTGACACTTTTAGCTTATTGTTCTACAAAATCTGCCACGACTGAAATG
GTAGTGAAGCAGCACTTTGTGTTTTCAGCATGTGTTTTTTTTTGTCACATTTGCATTTAT
TTCTATTTCTTCTTTTTCACTGTTCTTTTATTTCATTGTAACTTCACATTAAAGAAAATC
CTCTGAGGACGACTTTAAATGAGAAGATGTGGTTTTCTGTTGTTTAGCGGGCTTCCTATC
CTGCCTCCCATCATACTAGACAGTCTGCGTGTTTCAGTTTTTTATTCAGAATCTATATGT
AGAAAAGAAGATCGGTCATAGTTAAAAAAAATAATGTGTGTCATTTTGACACGTTGGTAA
GAGAGAAATANAGAAAAATGTGTCACGAGTCGAATTAAAGGGATTT
>CL7669Contig1
CGGCACGAGGGTCCTCTTTCTCCTCCTCGATGCAGAGGTCACCCTACTCATCTACCANAA
AGAGTCGCAAGGAAAGAGAGCAGGAGAACGAAAGGAAAGTGCAAGAGCTGACAGAGCAGA
ATGAGCGCTTAAAGGCAGAGATCGAAAGGCTGGGAGAGGAAGTGCAGAGGACACGGAGAG
CTCTGATTGAGAGGCTCGTCAACACCAGAAAATGAGGGGGGGTGTGTGTGGAGCAAAATG
GAAGATGGAAAAAAAACATATCTGTTTAGAATAAGTAGTTTGGGAGAAAAGGGGGAATGT
GACGATCAGGAACGGCTCACATACGAGAGAGCAGAAAACCAAAGATACATTTGTAATGCT
TAAAGAACAGCTGGAAAAGATGGATGTAAAGATGGAAGAAGAAAGAAAGAAAGTGATGAA
ATGGTACAAAGAGACGATGCAGCAACAAAAAGATTCAGCATGTGGATTAAAGGGGAAAAA
TGAATATCATACAGCAGATTTGATGGTTCAACCAAGCTTAATGGAGAGCATCTGCTGGTT
TGCAGGGATGACCGAATGTTGTGCTTAGTGAGTGCTTTTTCATTGTTATCTTCCATCACC



ATTTTGCAATAAATTGTAACTCCTACTTAAAGGGCTGCAATCCAGCTAGCAGAGATTATT
TGCCCTAATATGTGGAGAGTTAAGGAGCTCAGGAACAGAATGAAAGTGCCCAGTGAAGTG
TGAGTACGAGTTTGTTTCATAAAACCCACGGCTTGTGTGCATCTGGAAATTTAGATAAAA
GCAACCGAGATCCGGCTTTACTTTCAGAGCTGACCTTTTTCTATGCTATTGATATGTCAT
ACGATTGTTAAGAGTTTTTCTACCTTGATTTCCTATTTTTATATATAAAAAAAAACAAAC
TGTTATGGCTCAAACTGTAATATGCCATCATACTGTTATTTTTGTGTTTATTGTTCAATC
TGCATGGCTTTTATCAATTTGACTTTATTCATTTAATGCTTCATTGTAATGGCAAGTTGC
AATAA
>CL7670Contig1
AATTACAAGTTCAAGCGGGAGCCGGATTCCCCAGCCCCCACCAAAATGCAGGGCTGGCGG
CGCTACGAGAATGCGATGGTCGCGATCATGGAGTCCAGACACCCTTTGGTGGGAGCAGGG
GTCCACTCGGACAGAAACGACGAGCAGACGGAGGACTCGGACGGAGAAGCGTCCATGCTG
CCGTGGCCGCAGCCGTGTCCGGACAACAGCACCCACAACCTGGATTTAATAGTGAAATTA
GATCCGGACATGGATTCGCAGCTGAAGATCGGCTTCGTTGGAGCCGGGAACATGGCTTTT
GGAATCACAAAGGGCATGCTGTCGGGAAATGTTCTTCCTTCAAATATCAAAGTGAGCGCA
CCGTCTTCCAGGAATCTGGGACGCTTCCAGGAGCTTGGTGTTGCTGTAACTCACTCAAAC
ACAGAGGTGGTGTGCGATTCTGATCTGGTCTTCATCACCGTTAAACCTCACCTGGTTCCT
CCAGTTCTCAGTCAGATCTCACCACACATCACGGACAGACACGTCGTTGTGTCTGTGGCG
GCAGGAGTCACCATAGCAACGCTGGAGGAGCTTCTCCCCGAGAACTCCATTGTGATCCGC
CTGATGCCAAATCTCCCGTGCGTGGTCCAGGAGGGGGCCCTGCTGTTTGCACGGGGATCC
CATGCGAAGCCAGACGATGTCGCTCTGCTGCGCTCATTGTTGCACTGCTGTGGTTTAGTG
GAGGAGGGACCTGAGGCCTGGATAGACATCCACACGGGTCTGAGTGGGAGTGGCGTTGCT
TTTGTGTATCTTTTTGCTGAAGCGTTGGCAGAAGGAGCCGTTAAAATGGGAATGCCAAGC
GCTCTGGCTCACAGCATCGCATCCCAAACAGTCCTGGGTGCTGGAAGGCTATTACGGGAT
TCAGGGAGACACCCAGCTCAGCTGCGCTCAGAGGTCTGCACGCCTGGTGGAACGACCATC
TATGGACTTCACACGCTGGAGCAGGGTGGTGTGAGGGCGTCCACCATGAGCGCCGTGGAG
GCGGCAACCGAGAGAGCCAGGGAGCTCGGCCGACTGTCTGCAGCACGGAGCACCAAGTGA
TGGCAGCTGCTGCAACCTGCCTTTAAAGACATGAACTGTGATAAAGAGGAAAGCC
>CL7671Contig1
AGAGAAACTACAGTCCAGACTCTGTCAGCTAGTCAGCAACAGCAAAGGCGACGAGGATTG
CAGAAGGTGGTCTGTGGACAAACAGATGGATGCCGAAAGTCACCAATCAAGGCCGAAGGA
CACAGACAGACACAGGCATCGGGAAAGTGAGAAGAGAGAAAAAGGAAGTGAGACCAAGGA
GCAGGTAAATGGCAAAAAAAGTGTAAAGCAAGTAAAGAGTCCTTCATTGCAAGAGGAGGA
AGGAGCGTGGAAGAGGCAGTTAGAGAAAGGAGGACACAGTTTAGAGGAGAAAGTATCAGA
GCAGGACCAGAGGAGAGAGGAGAAAAGCCTAAGTAAGAGGCAACACAGTAGAGATGCAGA
GAAGGAAGGGGGACAAATAAGTGGCGCCAGAAGTGGATCCAGTGTGAGCTCACCTGCTGT
GACACCTTCTTCCCAGGAGGGGGAGCTATCAAACAACCAGGTGGAACAAAATTACTTGGA
AAAAGAGCAGAAGTACCGGTTTCTCTCTTCTTACTCACAACAGAAGTACTCGGCAGCCTC
TCTCTGCAGCATCACTACAGAGGTGCTAAAGGTCCTAAATGCTACGGAGGAACTGATCGG
GGAGGCAGGGGGTGACAGCTACACTCCCACTGAATCCATGAGTGCCTCTCCTATATCCAG
CAGCTCTGAGACTCGCAGGCTGGACCAGAGACTTACCAAGATGGAAGAGAATGTGTACCT
AGCTGCTGGGGCGGTGTATGGTCTCGAG
>CL7672Contig1
ATGAGAGCTGGGGCTTCAGCATCGTAGGAGGCTATGAGGAGAGCCACGGTCAGCAGCAGC
CCTTCTTCATAAAAACCATCGTGCCTGGGACACCTGCTCACTTTGATGGGCGTCTCAAGT
GTGGAGATGAGATAGTGGCAGTGAATGGAGCCACAACTGTGGGAATGAAAAACAACTCTC
TGATCCCCATGCTGAAGCTGCAGAAGAACAGAGTCACACTGACTGTGGTGTCATGGCCGG
GTACGCTGGTGTAGGAAAGCGCCCGCTTGTTACACGACCAAAAAAAGGTTTCTCTGATCT
GAGCTTGGACCCTTTCGTCTTCACTGACACATGGTTTGTTTATTCTCGTCTTGATTTAAT
GGAGCAGGTGTTCATGAGAACTACNAAATGTTCAATAGGAGTTGATTTTTAGTAAACACA
TGCCAGTTAAAATGACACATTAAATACNAACGGGAATCATTTTTCTGATTCTGTCCNAAG
CAGTTGTGTTAAGATAGTTTGATCATAGTGTACAAAAGGAAAGGTATAGCTAATTATTAA
TGAGTTTGTACAAGAAGAAATTGCTGCAGACACTGTATAACAAAAATGTATGCACTTTTA
AAACGTTCAGAAAAGTGATTTCTCAGAGGAAAAATCAGGCTATCGGAATCACAGTCAGGC
TTTAACAAGTTAGAACACTTTTGTGTTGACGGGAGGCTTCTGTTCTTTATTTCTTTCCAG
TTTGAAATGTGAGGCCTTGGCTTGTTCAGGCCATCAATAAGACTAGAAGTCATATTAATA
TGTGTTGGCGTCTACCCTCATTGAGTGTTATGTCATCAGGTTACCATTCAAAGTGGGGAA
ATGTGATGGTTAATGTAAAGTAATCCAAAGAAATGATTCTTTGTAAATGCTTTTAATTAA
TACTGCTTGCAATACTTTGGAGGAACATTTAGCAGGTTAGGATTTACTTTCAAGCATTTG
GCATAATTTTACAGAAGTGCTTTGAATTGTTTCTCAGAAATCCAAATGTCCTTTTTCTGA
ATGATTTGCTGGTTTTCGGTTGGTACTGAAGAACAAATCAGAATGTATCGTTGCCTTAAA
GAGCCTTTGTACCAAACAGTTTTTTCTTCATTGTTGTGGCCTTGCTTGCATCTTGATTGA
TGGAAGACCTCCTGCACAACTCAGTGGTTGTGTCAGACACAACACGCAGTGTGTGATTTA
ATCTAGCCACTGTCTCATTAG



>CL7673Contig1
CTCGACCATGTGTCTTTGTGCAACAAACACGCTCTCAAGCTCAAACACACTTCAGTGAAA
GTCTGGTTTTTTTCTGAAAGGATGTTCAAGAAAAAAACATTTATCAACATGTAATTTACT
GCTATTTATAGGTTCTAAAATCCTATGAACAACTTTTTGAACTGTACTTTTATCCAAAAC
AAAAAAAAGTCCAAACTCACAGAGCTGTTATCCACAAATTTGTACACAGATTTCTAACGG
TGAGCTCCTGCTGTGAGCAAATGCTCGCAGTGGAGCCCTTCCAGCTCACTGTAAACCTCA
GTTACCACGGAAACGGATATGAGCCTGGTCAATGCTATTCAAGTAAAGACAAGTTGGTCA
TCTGAGACATGAGTTATGATTAAATGAGGCTACATCTGGATAAAATGAAATAGCAAGCTC
TGTCAGACCAAACAGTTTTTTTCTTCTTCTGTAAAATGAATAATTCTGATTCTTTCTGCA
TCAAACACAAAACAAGAACTGTTGGGTTTAAACCATTGGCTATATAAGAGAACTGGACCA
AGTTAGTGTGATGTCACCTGTAGATAATGACTTACTTCTAGCTCCAACCAAATGAAGTCA
ATTCAGTTGCCAT
>CL7674Contig1
CAGGAAGGGAGTGAACTGGAAGGTCCCTCTGAAGACGGCCCTCCAAAACCACAGCCTCCA
GAAAGACCAGACTTTGATGCAATCGAGCAGCAAGTAAGAGAAAAAGCAGCGAAGATCCGG
AGGAAACCAGGAGAGGCCATTCTGATCCCCGTGCTGTCTGCATCCGGAAACATCACAGAC
AGTGAACTTTGCCCCAGGGTCGAACTCGCCCGGAGACAGGAAGTTCTCAGACACTCCCTC
TTCGTCAAGATTCTGTGCAACGGCAAAAAGGTTTCCAGAACAGACGGCCGTCCGCTCGGC
ACCGACTTCAGGGTGCACTTTGGTCAAATTTTCAATCTGAAGATAATGAACTGTCCCCAG
AGCATTAACCTACAGGTCTTTGAGGACACCGGATCTTCCTGTTCCCTCCTAGCTCAGGTC
TTTGTCCCGGTGCCTGAGCCCTCAGTCGTGACGGGCAGCGCTTCCTTGGAAGACTTTGAG
TTCAGCAGCGACCAAAGAGTGATGTTTGACCACGAAGGAGTTGGAAGTGACGTGCCGCTC
TCCTTTGAGGCCGACGGCAGCAACAAAGTGTTGCTGTTGACCTCTGGGAAGCTGACGTGC
TGCGTGTCGTGGGGGATCGGGGACGACGATGTGCCACTTGCTCCCTCTGCTTCGCAGCAC
CCTGGAGTTAGGCACAGCGGCTTGGGTCACGTGGATGCTGTGACGAGCATCGGAGCATCG
GGACTGTATGACATGAAAAGAATAGGCGAGTGGGCCAAACAGTCCCGGCTGGACCCAAAC
GACCCAAAAAACGCCTCCATCATGCAGCTCCTGAAAGTAGCCGTCAGTGGAGAAGTAACA
GCTCCGGAGTACTTCCGCCTGGAACATCTTCAGGAGGAGTTTAATTTTGTAACTGATGAA
GAGCTGGACAAATCC
>CL7675Contig1
AGGAATTCGGCACGAGGTGCTGTCGGAGGCGATGAAGCTGACCGTGACCCTTAAGTGCAG
ACTCCAGGACAGCTGAGCAGGTCTTTGGGACGTTTGAGATCAAGCATCCGGCCCCGCCTC
CTGACCCGGCGCTGGAGGAGCTGTTTTCGGACGTGGACCCGTCCTACTACGACCTGGATA
CGGTGCTGACGGGCATGCAGAGCACCCCCAAAATGGGGCCTTACGATTTGCTGGAGAGCC
TGTCCTCCCATGCGCCCACAGCCCTGAGCTCCAGCGCCAGCTGCAGGTCCGACCTGAACG
AACTGGACCACATCATGGAGATCATCGTGGGCTCCTGAAACCCAGACGGTCTCCAGTGAC
CCTACAGACTCCTGTCAGACTATGCACACGCCATGTGCACGCGCTCTCGAGGGATTTCTA
TAGAATGTTGGAGGTTTGCGAAGCGGGAAACCAACCCTGGTACGGGAGGGGTGTTCAGAC
GGGCCGGGCTCGTGGCGGTCCGTCCAGAGTGGTACCTCCACAGGCCCTCCTGGTCCGGGA
GCGGTTTCCTCCTTTGCTGCCAAACTCCACGTCTGTGAAGAGGCAGAGACCTTTCCCGTA
CCGCCACGCCACGCGTCCTTTTTCTTTTTTACACGTACTATCCATGTTTTTGAGGTGGAC
CGTCAGCTCCCGGCGGTCACGCCGTCTGCCTTTACGTTCAGCTCTATTTATTGTGACACG
GACAGGAGGAGGTCATCACACTACACGCATCCCAGACCAGAACAAAGTGTAAATCCAAAT
CTATGAATTAATGCATATTTTCCTAGAGATTTGAGCAACTATGAATGGAATATATGTATA
TGTACGTACATGTATATAGAAATATATTTTTTTGCATAATACAGCGGGGTGGGGGTTTTG
CAGACGTCATTTGATATTATTTTTCCCTCCGGAGATTTTTTTTAATGTAGCCAGACTCGG
ACGGCGTCTTCCCACGGTTTGGCATTGCGAGTCGAACTGTAAAAGGCGTCCCTAGC
>CL7676Contig1
AGGGAACACCTGGCCGGGCTGATCCACCTCACCCCGAACCAGGTGAAGATCTGGTTTCAG
AACCACCGGTATAAGCTGAAGCGGCAGGCCAAGGATAAGGCCGCGCAGCAGCCGCAGCAC
GACAGCGGCGGAGGAGCTGCGAGCGCGACTACCGGACGCTCTTCCTCCGTTTCTCCCGTG
CTGTCTAAAAACGCCAAAGGATCCCGGACTGATTCATGCGGCTCCAACAACACCGGGAAC
CGACAGGGCGGGTCAGGCGACGCCATGACGGCGACCCCGCAGCAGGTGAACCATCTGTCC
TCCACAGAGGAGCTGGAGGACTTGTCTCCGAGTCCGCCGATGGGACTACACGATCAGATC
CAAATGTCGCAGACGGACGCGGCCCTCATGGATTACACCAACAGCGTCATCGGCTCCAAT
TTACTATACGGAAGAACTTGGTAGCGAGAAACACAATCCGTGACCCGCAGGGCATCAGTG
GAAGGACCATGTTTTTATATAGACAAAAACGGCACATGCGCAAAAAGCCCTTTTATTGTT
TTTACGCACACTGGATTTAAACTAAAGGCTGTTTTTAAGTGCAAAAAACTGAAGAACTCA
GTCTGAATGATTTTGATGTATTTTATTCTGGTTTTAAATTTACTATTTTTTTTGTTTGTT
TTTGTTTTAATGACTGTCGTTTGAAAATGAATGAAACAGAAGCCCTACGTCTAAAACAGG
CACGTGCTTCCTTCAATTCTGATGAAATTATTGCAGATTTAAAAGGAATCCAGTTGCTGA
AAAATGTGAAAATCATTGGTTTAAAAAAATGAATCTCAACTCCAGCTGTTTTGTTTTCAT
TTATAAATCAGATTTTTTTTTTAACATTTATTTTCCCACATTTAGGCTCAAGTTAAGTTC
TGCTGATCTGTGCTTTAAATGGAC



>CL7677Contig1
ACTGGATTAATGTACTTTTTACAGCATAATATAATGAACTTTTAGTAATNATCCTGAATA
TCAAAATTCGGTCAGAATCAATGTCTGTACTTTGCTGCCCTCTGGTGGTAAATTTGAGGA
AATGACAACTGAATTCAGGCAATGAGCACAATTGGTACTGAAGCTAAAATTGAAAAATGA
CAAAGAGGCACCCATAGCATTCAACAGCAGTAATTCACATTGTGTTGACAAAAAAAGTTT
GTCTTTTTTGCCGAGCGGTCCATCTTCCACGTCCTTCCATCCTTCCGTTTTTGAGTTTCT
GTGCAGGTTGTGTGGTCTTTTCCTGGGTGGGCTGTTTCTCTTGGTATAAAAAAAGAAGTC
TTAAAGGATCTGTTCTGTGCTTGAAGCAGAGATATCTAGGAGTCTCCATGCAGCATATGG
GTTAAGCTCCTCCTGATCTCGGCAGAGAGCCCACACATACATCATCCTGAGAACTTTATC
AGGGTCTCCCTCCACCACCTCCCCTTTGGTGTTTCGGATCACCATGACCATCTGAGCCTG
GAAGGTGATTATCAACACAGGACCTTGCTCCATGATCTTGCCCATGGCCAGGTCGATGTT
GTCTATGTCCAGAATCTTGGAGTGGAACTGAAGCCCCATGGCTTTGGCCTGCTGAACGGG
ATGTGCGAGCTGGCTGTATGTGGCTTCATAGCACCAGTCCTTCAGAACCTCCAGCTCCCC
TCTGATCATCGCCTCCAGTATGTTTGGAATAATGTCTCGTTCGCACTGCTTCAGAAAAGC
ATCCTTGTCAAAGGAAGGGTCCACTTTCAAAATCTCTGTCAACACTTCAGACATTTCTGT
CTNGAAAAGAGTCC
>CL7678Contig1
GTTTAATTTTAAAATAAAATGTTTGAACAGCGAGTGAAATGGTATTTTTAAAAACAAGAA
CGCCTGAGACAATGGGGCCCAAATAAACAAAAAGGAAGCTTAAGAAGCTCTGATCAGGTG
TTACAACTGCTCAGTATGTACAGCAATAGAATTAGGCTTAACATTAAGAAAAACATCCTC
GTCCACTTCCACTAATCCTGAGAGGCTGATCTGGACCGTGAGCGGGACTTTGAGCGGGAG
GCTGAGCGTTTTTCTCTTGAGTTGGATCGGCGATCATCTTCCTGTGGGGATGGCAAACGG
TCGGGCGATTTCTCTGGAAGCTCCTTTTCTCCATTCTCAACAGGGGAAGCCGAACGGCTG
CGAGACTTTTTATCAACAGACTTTTCCTTTGATCTGCTGCGAGAATCCCCATCAGATCTC
CCCTTGGAGCGGCTCTTTGAACGAGACTTCCGGTCGGCCGATCGGGAGCGAGATTTGCGA
GACTGCGAGCGAGACTTGGACTTGCGAGATCGGGATCGAGAACGGGATTTGCGGCTGAGG
GATCGAGACTTCCTGTCTCCTGACTTGGAGCGAGACATCCCAGATCGTGAGCGGGAATGA
CGTCTTTTGTTGCTCCGAGAACGAGACCTAGAGTGGGATCTGGAACGGCTCTTTGAGCTC
CTACGGCTCCCGCTGCGTGAACGTCGGCGACTACGAGATCTGGATCGGCTACCAGAGTAG
GACCTTCTCTTGTGCGGTCTGTCTTCAACCAAACGGATCTTTCGCCCGTTAATATCGGTT
CCATCCAGCTTGTCCAAAGCCCTCTTCATGTCAGAATAGCTCCGGAACTCAATTACCCCC
TGGTTAGTGCGTTCCTTATGAGCATCAGCATAAGTCACCTCTCCAGCCTGACGCATGAAA
TCCTTAAGGTCCTGCCAGCTGCAGCGGCTGGACAGGTTCTCCACAATGAGGCGGTACTCG
GTACGGACAGGAGGCCCATACTTGTCTCTGCCTACGCGGGTCCTGCTGCTGCTGCTGTTG
CTGCTGCTGCTGTAACCGCTGCCTTTAAAAAGGAAAGCACACAACAGTTATGGGAAGCTA
ATACGACGGGCAAAAGAACTACTGAGCTCGGCTATCAAGTAACATTTCCAAAGGGGATTT
TACTTAAATAAATGAAGATCCATCTATTTTCAAAGTCGAAAGTTCAAATAAGCCATTTTG
GAGCTCTAAAGTTTGAATTGTAAAAATACAGAAGTTACAAGAACACCACTGTATCTGTTT
TGGTATCCAGTAACAAAGCCATTCTAACTTCTTAACCTCTGCACCTACTAACACAAAAAT
GAGGCATCCATACAGGTTTCTGTAAAG
>CL7679Contig1
AGGCACTGATATGCGGCTCACATGGTAAACAGCTACNGTGAGGGCCTAATGCAGCAGGAT
AGAAACAGCAAAATCCCAGGTTAGCAAAGTTTTCTGAGTGTCGAGTTGAATCTAATTTGT
GATGATTATACAAGGACACTGACTAGAGAGGTGTAGATATGAGCTCAGAGGAGGAGTCAA
AGTATCAGACACCACCCACCTGCGATCTGCTCAGCCTTCTGCTGAAGAACAGACGTCCCA
CTGGAGCTGTCAATGAAGTTTGGCCCAACCTCTTCATCGGGGATGCGGCATCAGCTCAGG
ATAAAACCCTGTTATCCAGTCTTGAAATAACACATGTGGTGAATGCTGCAGATGGCCGAG
GGCACATTGACACCGGGCCATGCTTCTACAAAGACACCAACATAATGTATCATGGAATAG
AAGCACCCGATTGCAGAGCTTTTGACTTGAGCCCATTCTTCACAGAGACAGCTGACTTCA
TTCACACAGCTCTGAGTGGGAAAGGAAAGGTGCTAGTCCATTGTGCACGAGGAATCAGCC
GCTCAGCCACTTTTGTTCTGGCCTTCCTCATGATCAAAGAAAGGCTCACCATCGTGGAGG
CGGTGAAGGCGGTTTGCAAAAGCAGAAACATCCTTCCCAATGTTGGCTTTCTTCACCAGC
TTTGTTACCTGGACTTAACTTTGTCCCTGCAGAGGAGGAAGCCCTAATATGTGGAGGTGG
AGAGGTGCTGCAGGAATGTTGGAGAGTTAAATTGGCTTTCAGCGCGCTGTGCGCTTCAGG
CTGTGTGGGGTTGTGTTGCAGCCATTTAAAAATCAGCTTTAAAAATAGCAGTAAAAATAA
TCTAGTCACTTATTATGCTGTCACTGTGCAGTTTCATGACAGCAACAGAGCTGCAGCCGT
AATGCTTTGACAGAATAAAGGAGGAAAATGTGGCCACCTAAGGATTTGTCACGACTTAAC
ACTTGACAGTTCCTGAAATTTCCTCCCCAAACGGGACCTTTTTAGAGCTCTGGAATATGC
TCTGAAATAAACCAGTTTTGTGTAAAATCAGCACATTTCAAAATAAAAGATTTTACTCT
>CL7680Contig1
ACTGATAAACAGAAAAACACTACACAAAAAAATGATATGGACACAAAAATACAGTATTTA
CAAACAAGCTCAGCCCTTCTGAACTTTAGAGATCAGGTCATCACAGAGTTTGGTGAGCTC
CTGGGCCTCCTTTTCTTTCTGATCCAGACGTTTCTCCACGGACTGAACCTTCAGCTGCTC
CCGGCGTAGCTGTGCCTGAAGAGCTGAGAACTCTGCCTTGTATTTAGATCGAACCTCAGC



AATTTCTTCATTTGCTTGGCCAATTTTCCCCTCAGCATGAGCTTTGAGGATCTGGTAGCG
CTGCTCCTCCTTTTTGATTCTTTCCTGGTAATCCTGTGCACGAGTCTTCAGTATCTCTTC
ATTCTTTTTGTAACCCTCTACCATTTNCTTGTACTTCTCCAGTCTCTTAAAAAGCTCAGC
AAAAGATTTTTCTATGGTATTCAGCTCACTGGAAACTTGCTCTATCTCCTGCAGGGCCTT
GTTGAGGTTATCTCGTGCCTCGTCCCTCTCTTTCTCGTGATCAGCCATCGTA
>CL7681Contig1
GGGGAAACTGAAGATGGCAAGTGCTAAATCAGCTTTGGTTCTGTGCATGGATGTGGGCTT
CTCCATGTCTAACTCCGGTCCGGGGGAGGAGTCTCCCTTTGATCTCTCCAAGAAAGTCAT
CCAGAAGTTTGTCCAGCGTCAGGTTTTTGCAGAGACAAAGGATGAAGTGGCTCTAGTTCT
GTTTGGCACAGACGCCACCAAAAACCCACTGGAACAAGATGAGCAGTACCAAAACATTGT
TGTGCATCGTCACCTCATGGTACCAGACTTTGATCTTCTGGAAGAAATTGAGCATCAGAT
CCATCCAGAGGGTCAGCAGGCAGACTGGCTGGATGCTCTTGTGGTCTGCATGGATCTGCT
TCAGAAAGAAACTCAGGGAAAGAAGTGTGACCGTCTAAACATCGTCCTCCTGACTGACCT
TTGCACCCAGGTCAGCCCAGATAAACTGGAAGTTATTATTGAAAACCTGAAGCAAGCTGA
TATCACCCTGCAGTTCTTTTTGCCTTTTCCCGTGGAGGATGCTGAAGAAGGTCAAGGAGA
TGGGGAGCAAAGAGATCCAGGTCACCCTGGTGCAGGCAAAGGTCTCTCCA
>CL7682Contig1
ATCAGTTCTGCTGCGCAGGGTTCAGGACGCAGGAGTCTGCTCCGCTGCTGCCGTTTGCTC
ACGAATCCAAAGCTCCACCGCGACCACAACCGAACCACAGACCCGACCAGGACTCTGCTC
ACAGGATGTGTGGAGTGGATGTGGACCTGGATGATGGGGCTTCAGCTGAGGACGAGAAAG
AGGAGGAGTTCTGGATGGGAGACCGGGTGAAGATGCTGCCCCCCCCTGTGGCTCACAGCG
AGGGCAGTGCATGGGGCAGCCGGAGGGGCAGGTGTGGCTGCCTGGCTTGTGGGGCGGTGG
TCGTCCTCTGGAACGTGTGTGTCGTCTCTGCCAGCCTGCTGCTGCTGGTCGCCGTGTTCG
CGGTGGTGCTGCTGCCGGCGGCGCTGCTGCTGTACGCAGGTTTCCTCTGCCACTCCAGGG
TGCTCAATGCCTCCTCTGCCATCTGCCACTACCTGGATGACAACAGCTGCTCCGCCCTCA
TCATCCTGGGGCTGGTCATGATGTCTCCGCTGGTGGTGGTGGCAGCTGCCGTCTTCTGCG
GGCTGATGCGAAGGTTTCGGCTGCTGCTTTACATCCAACCTCTCATGCGGGCCCGGTACA
GAGTGAAGCTTTTGGACTGGATGGGCAGCGTGCACGCCTGGGTCTGATGGTCATCATCAT
CATCATCATCATCGAGTGAAAAAGAGCCGGGGGTCCAAAGGATGCGCGCAGAGTTCTGAT
GTATCAGGATCTGATGCGTTTTCCGGCAGAATGATGCAGAACAAAAACAACACATTTCTC
TTTCCGGTGGCAACTG
>CL7683Contig1
TGATGGTGGTGCAGGCCAGAATGTGCGTGTACCCCTACTACAAAACTGCCTGCTGCGCCT
CCTGCACACAGAGTGCTCAGCGGGCCAAGAGACAATGAGCAGCTACAGAGCGTCCTGCAG
TGAACGCAACCAAGAATGAGCTCAGAATGCCGGATGACCCCCGAGAGAAGGAGTCTTTAA
AAATGGACAGAAAAGACTTGATTTGGCATTCAGATAACATTTAGCTCTTTATTCCTGAGT
CTTCAGGAGAAAACATGTGAAAGCAGCAAGCTCCTTCTTCCACAAGTCAGTTGAATCTAA
TTTAATCTCCACTTTTTTTTTTTACAACAAATTTACTATGNGTATGAACTGATGCAANGA
TGGAGNCNGTTCATCTCTNGGAAGCTCATTTCNCTGGCTGTTAGGTCGTAAANGAAAGNG
CACGCTTAGACGGNGTTTCAAGAGCANATTTANCTTCTATCTANATCCCCACAAATCCAA
AGGATCTTGAATTTANATCAGTCTGACATGCATACCACTACTCACAAGTTAAATTGTTAC
CACANGNGCCCGACAAGCCGTTGNGCCNAAGGTCTCCNGGAGCCNATCTTTGCANGCGTG
TCCCCCAGCCAACCTANAAGGATCTATTTACATGTCGNACGTATTGTACNGTTTGCCAAA
AANATTTCCNCAAGNGTCCTTTAAATCAGTATTTGTACNGGTGAACCAAAGGGGNGTGTT
GACCAAAATAGGTNGCAGTTACTAAATANAAAACGGAATTGATATGGATGTTAAACAGC
>CL7684Contig1
TTATTTGATCAGTAAAATACATCATCATGCTAAAAAAGTAGCAACAGCAGCACTTGGTTT
CCTTTCTCTCACTTGACATGTTGGGTCAATTTCCTCCTAATAATGATAGTCTTATCTTGT
GCACATGCGAGTCCAGGGTTTAGCTCTTTCTTCATTTGACACAAATATCTGAGGATGGGC
TCCAGCTGCTTTTGCTCTAATCCAGTCATGGGTTCGGAAAGCAGGCGAAGATCGTAAACT
CACTTCACGTTTTTCAGACACGCTTCACCTAAGTTCATAGTACTTTAGTGGTACCTTGAC
ATTTTCTTCTGCAATGCCATTCTACTGAGTTTTTGTCCTCAGCAAGTTGACTATTTGTTC
AAAGAAGGCAAATGGATATCATGGACATTTCTGCTCGTGGGTACTGCAGAAGCGAACAAC
GACTCAGCGGTTGCAACATCAGATCATCTGCCATGGCAGAACAAGAAGACACTAGTATTC
ACATGCACTAGTACATAGTGTCAATTTGTCATACAGTGACCACAGACTGTAGTTATATTT
ACAAGATGTTCACAGCTACATTCCAGGTTTGTGTTTGCCTGTGCTCTATTAAATTATGCA
TTGTTTATTTTACATACAGTGAAAGGAGAGTGCTACACTGCACTGTTTGCGTACAATACA
GATATGTAGGAAATACAGTATAGTGGATGGATACTGGCTTATTGCTCAGTGCTTCTGATA
TGTACTAAATGTGACACTTGGCAAAATAAATTAATAACATTTACCTTCCTGTTTTTGATT
ATTTGTGT
>CL7685Contig1
GTTGAGCCGCCGTCCCCAGCTGTGCCGGCTGACTGAGCGTTTCGGGCCACGGTTCTGACA
GGAACAGACCCGGGGAGAGGGAAACGTGCTGGAGATGTGCATTTTCAGGAGGATGCTTAA
GGGTTTTATTTGGAAAAGACGGAGGCTAAAGGACACGGGGAGAGAATTTGACACTTGATT



AGCTTTTGTTCTGTGAAGTCTTCCAGCAGCGTGGGATGGCGAGGCTTTCTCTGCAGCGGG
CACGTTTGATGGGATGCTTAAAAAGACAGAATTGATTTCCTGGTTTCTGCCTGGCAGATG
TTGCTTCCGAGGGCTACTGCAGCTCTCTATGTTTCGCAGGGAGGAAGCAGAGACTTTGCA
GAGAAGCTCTTTAGAGCTCCCCTGGTGACTTGGCTGACAGCTTGTTTGCTGGTGGAGGAG
CGGCGGCCGGTGGAGGTGTGGAGCGATGGCGATAAGCCCCTTCAGAGGCAGACAATAGAC
GCTGTAATGCAGTTGAAATTAACAACGGGCATCGCATCGTTTCTCATCTGATTAAGACCC
AGTGACAATCTTCCAGCCACAGTCTCTACTTGTCACCAGCTATGACTAATGAACTGTGAT
ATCCCGCTTCTCCTTCTCCATGTCTCACTCTCTTCAATTCACGCTCTATTGATTATTGAA
ATACCCTCCCATTCGTAACACCCCCTCCCCTCATTCGGCTCCTTTTCATTCGCCCGTCTG
CCGGGCTCGCCCCCCCCCTTGCCATCCTCTATCTTGTACCATTCATTTGGCTAATTTGAT
ATTTGGAGTTGATAGGGCTCTGAATAGAGGCCCGTGTTTTCACACACATTTGTTTCAATC
TCCCCATCTCTCATTTCTGTCTTCCAGCTTCTCTCTTTTTTTTCTCCTCCCAAAAGTCTC
GGTAATGAAATCAGACTCCAGCCCTTCATCTGTATTAGCAACGTTTGCAGGTCTGAAAGA
GACTCGGATTTGTTAAACATTTGCATCACTGGGATGCCCGCCCTTCTCCTGCCTGCAGAT
GCTTATAGTTGGAAAGTTGGTTGATCAGTGCTAAGATCCTGGAATGGTGACGCCCCAT
>CL7686Contig1
GCCATCCGCATGAGGACAGCAGCCAGATCAAAGGAGAACCCTTCATCTAGTCTCAACCTG
CACCCAACTTCACCTTCAAACCTTCAGAAGTCCCCAACCAGCACGGCCAACTTTATCTTC
TCTAAAATCAACAAGAAGGCTGAGGATAAGACGGTACTGGAAACCAAAATTCAACCGAGG
AACCAGGAGGTTTCTTCTGTTACAAAGATACCCAGCGTAGAAGAGCCAGTAAAGAAGGAG
GCCAAGGTGCCGCCACCTGTTGCAAAGAAGCCAAGAACCGAAAGCAAAGGGGCCGAGATC
AATGAAGACACGGAGCAAACTGCAGGACAGGAAGCACAGAAAGGTGTCAAAGAACCAGAA
GAGTAAATGGACGAGACAGCAGGTACTGTTGGAAGAAGAACCTCCTGCATATCGAGACTG
AAGAAGACGTGGGACAACCTTATCAATGACTTGGAAACTCTACTGCAAAGCTTTGTGCGA
CTTAAAAAAAACGGTGTTTGAACAGATGAAATGCCAATTTCAGAAACCGCTCTGTGTAGG
AGTTATTCGTTAATGGTGTGGGTCTTCATTTTGTGCATTTTACAGAGTTAATAATATATG
TTTTGTTTTTTTAATTAGAGGGAATCTTTGTTATTGCCAGAGATGCGTTTAATCTGCCCT
CAGGTGTTCAACAGTGATTGTACCACTGACTTGTCCCCCTGCTGATGTCACAGCTTTAGT
CTTCTGGGAGCTCGTATGTAAATATCAAA
>CL7687Contig1
GGAGCAAAACCAGCTCCTGTGGTGTACTTCAAACGGGACGGTGAGCTGATTGATGTTTTG
CCGACAGTCCAGTCCTCTTCAAAAACATCGATGGGTTTCAGTTCAGAGCAGAAGTGGGCT
CCGAACCAGACAGATCAATGGAGTATCCAAGTTCACACCAAATGGGACCTTGACGACACC
AAACTTCAGAGGTCTCAGTCCCTGCTGGATCAGGAAGGGAAGCTGGCTGGCCAGGATTCC
CAAGAACAAAATGAGGAAGAGGAGACCGACTCACAGCCTGAAACCACCACTGAGATGATC
CCAGAGACCGTGGTGAGCCGGGAGTTCCCACGCTGGGTCCAAAGCACAGACCCGCTTTAC
TATTTCCAACACTGGCAGCAGGCGACTGGTGACGGCACCACCGACGTCAAGGCCATGCTG
ACCTGGAGCCTCAACCCCCAGCTGGACAACGAGGCTCTGTTCAGCTGTGAGGTCAAGCAT
CCAGCTCTGTCCATGCCCATGCAGGCGGAGGTCACACTCACTGCCCCCAGAGGACCAAAG
CTGACAGTGACCCCCACCGAGGCCAAAGTGGGAGACACTGTACGGATCGCCATCCGAGGT
TTCCAACTTGGACCCTCTGCTACGGAGGTCTTTCCTGAGCCCATGTTCACCTGGACCAGA
GTCGGGGGGCTCCTCCTGGACGGCAGAGAGAAGCATGAGGGCCGGGAGCTGGTTCTGGAG
AGAGTCCCCGCGGAGCTGAATGGCTCCATGTTCCGCTGCACCGCCCAGAACCCTCTGGGG
TCCACAGACACCCACACTCGCCTCATCGTGTTCGACAATCCAAAGCTGAAGAAAGGAAAG
GAAAACTTTGTTGTCATCAGTGCAGAGAGCAGCCAGCGCTCGCTCTCCTTCCCCTCCATG
TTGCTGATGCTGAGACTTTCCTGTGAGCTGACGTGACCCAGAGGCGCTGCTGACCCCCAA
CCCAAGGTCTCTCCACTCACAGGCTGATGGATGCACTGCTGACCCCAGTGGACTGCAAAC
ACTCCACGGCTAACCAATGAGCACAGATTACATTTTTGGGTATGTATCCCCCCAACCTCA
TCATTTAGTCTCTACAGTCACAGACGTGGTCACATGGGGACAGTGTCCTGTCGGCCAAAG
GCTGTTGAGCCTGGACTCCTGCCTGACATGACAGTTTTCATGCTGGACACACTGAGGCAG
GTCTGAGGTTTTTAGAAAAGTAACAATTCTGGAAAACCTGACAGACGCCAGCTCTCAACA
ATTGGACCCCCCAAGACATGCAGTCCTGGCTGGAAAGTTTGAAAAGAAAAGATAATTATG
TTTAATGCATTTACCATGAAAAGT
>CL7688Contig1
GAGCTGGTACCAAAATAGAACTATTTTCTGAGCACATTACGCATGTGTTTGGCATTAATG
GAAGCTGTGAGTGGAGGATGAGACAGGAAGCACGCTGCAGTGATATGGAAGCCCATGGAT
GGGACTCATCGCCCTGGGATGCAGGTTCTCCGCCCTGCCAAACTGCCGCAGATAAAAGAG
CAGCGTGAGCTTCTGGGTCATGGTCCTCAGTGCCATGAAGGAGGTCAGAATCTGAGCGAG
CAGGAAGAGCAGGTAGACTAAGTGAATGCCTCTCTCCAGAGGAAGGATGAGAATTCCTTC
GTCCGTCATGAAGAACAGCAACACCGGCAGCTGGAAGGTGAAGGACAGGAGCCAGAAGGC
GGCCAGCTCTGGGACCTTCTCTTCAAGGTTGCCGACGTAACCCAGATAGAGCCGGATGAC
TTCTATGATCGTGACCAGGACCAGCCCTGTAATCAGCAGGGCCTGGTAGTACCCAGCTAA
ATGGTGGAACTTTATGTCCAGCATCACGACAGCAGAGAACCACCAACAGGGGAAGTAAAA
CAGGTTGAAGTACAGAAGCATTTGAAGGGGAAGATTAGACACCTGCTCGTTGACGACGGG



TGCATACTCTGGCTCCCTGCCAAAGTCGCTGTCTGCTGTCCTGTTATTCGTGAACACAGA
GCCTCCCATGGAGGTCAGGCCCATCTGCAGGGTCTCTGGTACCGGTGAGTAGAACACGGG
CATGGTGGACAG
>CL7689Contig1
CCAGTGTTTCACTTGCTTTTTCCACAACCATGTTCATGTTGTCACACTCGACAAACTGAA
AGCAGACAATTCAAAAAACGTAACTATATTTTAAAAATCCCTGTGTACAACGGACACAAA
AGACACATAGAGATAAACAATTAACATCATAGACCTATATTAACAAGCAGTCTTGAAGTC
CAGTTAATTGATTTCATAATTTTTTCCACCATTTATATCCACTTATTATTGATTTTTTTA
ATAGATAGATTGATACTTTTTTTGATCCCTTGGGAAATTGTATGGCAGTCTGTAGCTACA
GATCCTTCACACAGATTGAAACAGACATTGAAAGAC
>CL7690Contig1
ATGTTTAAAAGCAGTCTCAGCTCTTGCCGAGCAAATAATTGGTTTTTGTTTTTAGCTGTG
ATCAGTGTGTGATTGCATCTCTGCTGCAACACAATTCCTTTTCTTTCACTGGGATGGAAA
TGACACCGTGTTCCCACTCTTTGACCACCCATCTATATTTTAGTATTTCACATTTTTAAA
AACTGGACTTCCTGCGTGCTGCACCTCTTTCCAGAAGGGTTTGGCGATGTTTGTGAATTC
CTCACTAATGTCACATGCTACCACGACGCCGTCCTCGGGCAGGGCCAGCGCCACGCTCAG
TGTGTTGTAGCCCGTGTAGACCCCAATCTCTATTGCCTTCTTGGCCTGAATGAGTTTTGC
CAGATTGGCCATGAACTGCGACTGCTCACAGGCAACCATCATGATGTTTCGAGGGTCTTC
CATCGTTCTCAGTCGGAGCTTCTTCAGAACTGGATGCTCCCTTAAGGAGTGATTGAGCAC
ATACTGCATCAGTGGGTCGTTTCTCCCCGCCGTGTGACTTTTGGAGATGCTCATTCTGGG
TAGTTTCTTTGTTCCAGACAGATAACCTGTGACAAAAACCACTCCGACTGTGACAGAACC
GAACAGAACCTTTTTATATAGGTTCAGATCAGGCATGGCAGCGGACAGATTAAGGCTCAC
TTCTTCCCCCC
>CL7691Contig1
CGCAGGGACTTGTTTCTATGGACTGGACGCGTCGGGCTCGAGACCCTCGAGTGTGCGGAT
GTCAACGTCATTTGGCACGAGAAAGCCCTCAAGATCCTCATACTCATCCTCGCTAGAATG
CCCATCACTCTCCAGGCACGCTCGAATGTACTCGTGGCGGGTTGATACGTGACGCCGTTT
CCGCTTTCGAGCCTTGCGCAGTTTCCCGGCGTCCGATTCGTCCGAACCACTTGTCGGAGC
GTTGTGCGAAGCCGCGGGCTCGTCCATTTGTGGATCTTCCGCATCTACTTCGACATGCGC
TCCGTACACAAGTTTCCATTGATCCGAGCCATTCTTGACGGCCTCCAACGAAGCCAAGAG
GCTGGCGCACCGCGTGCGCCCAAGCTGCGCACTTAGTCCGTCGACAAAGTCCTTCTGACN
AAAAAAAAA
>CL7692Contig1
CGGCACGAGGTTTTGTTTCAGAGCAGATTTGACCAGAACACGAGTGATGATCACCAGAGG
AAGCTTTGTTTTTTTGTTTTCATCCAAAACCTTTTTTTTGTTGTTGTTTCCTTCTTGTTT
CATATAAAGTTGTGTCAAAAGTTGATCCGCAGGGGGAAACGATGCCAGTGTTGCCAAATC
CTTGTCTGTTCGTTAAAGGTGTGGTTGAATCCCGAGAACATTTCCTCTTTTAAGATAAAT
ATCTGTACTTTGGAATCTGAAGGTGCAATTAGTTCTGTTTCGTGTAACATTTTTTTGAAT
ACCTGATGTATTATCTGTCATAGGCACACAAATTCTGAAGCATCCCAAATAGGAATAAAA
CCTCAAATCATTTAAGATTAACAGGGGGTTTACTTAAAACTTGATGCGTTTCCTGCCTTA
ATTTGTAAAAATGTGATTCTTTAAGAAATTAGTTATGAGGTTGACAGCTTAAAAAAAAAA
>CL7693Contig1
GGTTTTTTAAGGACTTTACATCTTATAATTGTAAGTTCAACATTTTGGCTGCATTCTGTC
AACTCTGTGATTTAAGGGCAGCTGGACATTCACTTAATTCCCAAGAAACTTGACTGGTGC
CGGCCGGTCCGGGACCCTAGCCACACTACAGCTGCTGGGGTGTGTTTGTATGCACGAATG
TCATTCCTCACCATACTATACATGCATGATGTGTGGGTGTTGAGACAGCTGTCTGTGTAT
GGTGCAGCGCAGGCAAACTGCTGAGAGACATGCCACCTCCACAACAGGTGACGCACACTC
CTCGCTGTGGTCATGCCCAGACCATATTTTCCAGACCGATTTGACCAAAATGATTCCTTA
TGATTACTTAACATTGTGTTGTCCAATTTATAAAGCATTTTGTTAACTTTTTAAGGTATA
TACATTTTAATGCCGTTTGTAAATAAAGTTTTTTAAGTCAGAAAAAAAAAA
>CL7694Contig1
ATTCGGCACAGGCAGCTATTGAGGATCCTGCTGAGACTCGTATAAGCCCCGCCCCCAAAC
CAAAGGTGGGTGTGTTTTGTGTTTTCAGTCTGGAGCCATCATGACCATCCTGGCTGTTGT
TTGCACCAAAATGCCTGAGGCTAAGCTAGCCATCATCTTCCTCCCCATGTTCACCTTCAC
CGCTGCCAATGCTCTGAAGGCCATCGTTGCCATGGATACGGCCGGGTTGGTGCTGGGATG
GAAGTTCTTCGACCACGCTGCTCATTTAGGAGGAGCCTTGTTTGGAATCTGGTACATCCT
GTTTGGTCATGAACTCATCTGGAAGAACCGAGAACCTTTTGTGAAACTTTGGCACGATCT
GAGGACGCGAGGAGGAGGAGGAGGAGCAGGTGGAGGAGCCGTGTAGACGCTGTGAACACC
GGACTGTCGGTTCTGAATGAAGGCGTAACGCCGAAAAAACTGTTTAGGATCCTGGTGGAA
GATCACGGACTCGTCTGTGTTTGCACTAGAACAAACTCTGGATGTTCTCCTGAATGTGGC
TCTTCCTCGTCAGTTGAGTTCTGGTTTGACCAAAGAATGGATCCGTCTCAGAGCTCCACC
TCCTCAGCCCACCTATTTATGACTGTTGGTTGTCTTTCAAAATAAAAG
>CL7695Contig1
ATCTCTCTTTCTCGCTAGTTTCCCAAGGCTGTTTTTTTTTGTGCCAATCTTGCTCCCCTG



TTGATGCAAATTTAATAGGTTTTATATGTTCTAGTAGGAAAAAGCTACTATTGTAATTCT
TAGGAAGAAGAGAAAAAAACACAGGTAATGAAATGCAGCATTTGTGCTGCAGCTACTTAC
GAAAAGCTGTTGATTTAGCAGCAATTTTTCATGAGAAAAAAAAATAAGTTCTTTTGTTTA
GGAAATAGTTAAACATTGAAGAATTTGTGTCTTTGTTTTTCAGGTTTTCAAGCCTCTTGT
TTCCCTCATGTTGTGGAGTAATGCTTATGAACAAAAGGCACAAAGTCAATGACTTTATCT
GTTAAATGTATTGAGAAGTGTTCTAGAGATTTGAATTTTTTTATGCTATTTTTTTATTGT
ATTTGGCTTTCCCTCTACAATTTGGAGATAAGCTGACTGTCCTGTCCTAACAAAACTTGA
ATATAAGTGTGTGTTGTTGGGTACCGAGGTGTGCTTGTGCGTGTGTGGGTTTTTACCTTG
TAGAATAGAGAATGTGAACTCAGAATTTGTAGGGCTTTTACGTTTAAACTAGTTTTTGTT
TTTGGTATTTGTACAGAAATTGCTTTGTATTTATGCCTATTTTTCAGAAAAAATTTGGAT
TATTTTTTAATGACTTGCAGCACTTACTATTTGGTAATTTTGTGTGGCCAGTTTGAAGTT
GTTAAATAAATAC
>CL7696Contig1
GCGCGAACGCACGAACGGTGGAAATATTCACGGAACACGGAGAAACAAAGGAGCGCAGCC
GCTAGTTACTGGTGAAACGTCCTTTCACTTCCCCCTCCTCGTTCGGACAGAACCTCTGAA
TTGGTCGGTGTTCGGAACCGTCCCGGAGAAGTACTGACTGTCTTCAAGTGTGAAATCCGA
GCGCTCCGTCCGTCCGTTTCCCCTCGAGTCTAACGAAGGCAGAACAAACTTGTATAATTT
GGCGTCGTGGGAGTTTGCTGTCGTTTCTTTTTTTCGTCCTCCGCCTCTCCTGGATGTTTC
GGTGAACGTCCGTGTGAACTGAAGTTTCTCCTGGCTGAATACGGTGTGTGTCCCACCACT
TCCTTAAACACAGGACATGAACTTGCAATCGAGCCCATGAGTCATGGGCCAGAAGATCTC
GGGGGGCATCAAGTCGGTTGATGTTCGCGGGGAACCCCCATACCACCCGGTCCGTCATGA
ACTACAGGGCCCCGATTTTTGTCGGCCGCCACGGCTAGACTTATTGTTGGACATGCCACC
AGCCAGCGCTGAGACCCAACTACGCCACGCCTGGAATCCCGACGACAGATCCCTTAATGT
CTTTGTCAAAGAAGAC
>CL7697Contig1
GCAACCAATCAAATTTGATGAAGTAAAAGCAATACGGTGACGCGGGGTGGAGCAGCCTGG
TAGCTCGTCGGGCTCATAACCCGAAGGTCGTCGGTTCAAATCCGGCCCCCGCAACCAATT
TATTAGAATATCAGAAACCGCAACGCTACCTTTAGCTTGCGGTTTTTTCGTTTTTACGCT
TCCTTATCCGTTTCAGTGAAGCCTGAAACAATGAGTAAACCGTTGATCCCCCCCCAATCA
AAGCCATCCATCTTATTTATATATTAAATATATACCCCACCAATGAACTTCACTTACATA
TTCTATAAATCAATTTGTTTTGATTATGTTAACATTTCAATATCACAACTGGAGGCTACA
CTTATATAATTATTGTACAAAAAGCACACAATTTTTAATTAGTAGAAAAATTAATAATTT
TTTGTGCAAGCCCGGGCAATAATTTTAATGAATGCTTTAATAGACTCCCACACTACCCAA
TTTGCTTAAAAACGCAAATTTGTGAAGTTTATGCTTGTTATTATTTTAAGTTTCATGCCA
AATTTTCTCACCAGATAAGGCTGCCCTCTCCCGAAAAATAATCAAGAGGCTAAATAATAT
GCTAAAATGATACAACTGTATCTATT
>CL7698Contig1
ACGGACCTTTCGGGACAGCAAGTGAGGATGTGTTCGACTATGAGGTCAGCATGCTGGTCG
GCGCTGGCATCGGCGTCACTCCCTTCGCCTCCATCATGAAATCTATCTGGTACAAATTCA
AAGAGTGCGACCCCAAGCTTCGCACCAGAAAGATTTATTTCTACTGGCTGTGCCGGGAGA
CAAACGCCTTCGAGTGGTTTGCTGACCTCCTTCAGGTGTTGGAGAAGGAGATGGAGGAGC
GAAACTTGGGGGATTTCCTCACCTACNAGCTCTTTCTGACGGGATGGGATCAAGGCCATA
CGGATCAAGTCATAGTTCACTTTGACGAGGACACGGATGTGGTCACCGGTCTCAAACAGA
AAACCCATTATGGTCGACCAAACTGGGACAAAGAGTTCGATCAAGTCCGCAAAGAAAACC
CAGCGTTCTGTGGTGGGAACATTCCTGTGCGGCCCTGCAGCTTTGGCTAAAGTTCTACAG
AAGAAATGTGCCAAATATTCAGATGTGGATCCTCGCAAGACAAAATTTTACTTTAATAAA
GAAAACTTTTAAGGCAAAACTAAAAAAAATTGAGAACTGCTGATGTCAAGCTGACTCTGA
CAGGACTGATTGTGGTAAAAAGGTGTGACAGGTTGTCTTAAAACTTCCCGTCATGTAATA
TAGACCAGGAAATGCTGCCTGACCTGTGACTTACTTCACGTCATTGTGGCTTACAGTAAG
CCATTATTGTAAATATTGTATTAGCTTTTGGCTGCACAGTCATTAAAGTTGTTCTGTTAC
GGAAAAAATACAGCACAACATATAATCCATGCTTTTATTAATGGATGAGCTGAATGCACT
TTTATGGGAAACATATGGGGCAAAAGTATTTCTTCTTGTGGGAGAAGTTTAACCGTTTTC
CTCTGAAATCTTTAAAAAAAAACTGCTTACAATAAAAGAACTTCTGTCAGGCTTCGGTTA
TCGATGTCATCTAAGATTTCTTACGATCTCTTTTCTATTGTGCTGAGAAGTTTATTTTAA
ACGTGTTAAACATGTTTGTGAAATGACTCACAC
>CL7699Contig1
TATGGAGAAATTGAAGATTGCCAGATGGATGAAAACAGTCCGACTGCTGTCGTCACGTAC
AAGACGAGAGCCGAAGCAGAGCGGGCTGCTCTGCACGGGTTAAGATTTAACAACCAGACT
CTACGGCTGGCTTGGCATAAGCCTGCAACGACTCTTAACACTGCAGAGGAAGAGGAGGAA
CCACAGGAGGATGAGTACCCAGAAGAGTCGCTGAGTGATGATGCATTGCTCCAAGATGAT
GATGAAGAAGAGGACGACAATGAGCCCCGTTCATGGCGCAGATGAAGATGAAGCACATAG
TCTGATCTGGCTGCACTGGTGTGGACGAGCGGCAATTCCAATACTGTTCAACTTAGTGCT
TGTTTCTAAATCAAATAGACACAGTTTTAGTTTGTTTAGCCTTTTTTTTCGCCTAACCCA
TGTCTAACAGGCAGAAAACCTATGTGCGGTTTAATTTTAACATGTAACCCAAATGCAAGA



GTGCTGTTTTTTATGCTCTTACTGTAGATTTACTTTTTTTTTTTGTTNGTTTTTTANAGG
GAGGANTTCCANATTGCAGGTANTTTGNCAAAACNTGTGACAGTTAANCATACCGACCCN
TTTTTGAACTCNGTTATAAAAAAACTTGNGTTGAGATTTANCAAAANGACAGACTTAANC
T
>CL7700Contig1
ACCCGGNCATTATGGCCGGGGGATTTTGATCGTCCTCCCAGCTCAGAGCGGACCCTCTGG
AGGACTTCTGTGTGGGTTTCCAGCGTCATTCTGAAGGCTGGATGGGATCAAGGAGCACAA
CGAGACTCTGTGGATTACCGTGAAGAGGGCAGCCGAGGATGAGGAGGAAGACGCTCTGCA
GACCGTGGTAGGACTGACAAACTGATTGAGGTGCTTCAGTGGGTTTCTATGATGTCATCA
AACAAACAGACTTTCTGATTCAACCTCTTCCTCAGGGAGAGTCTACCTGTTGGTTTCAGT
TTGCTCTCACTGCTCAGAAAAGGTTCTGCTTGTTTTTGTGCGTGCGTGTGTGTGGATGTG
TGTGTGTATGTGTGTGTCTGCGTGCATAACACCAGTTACTAGTAGTCAAGAAGGCTTTAG
CCGATACTCATTTGGAGTAAGAGTGAACACACTTTAGAATAATACAAACACCAACTTATG
AATATCTCATGGAAGTGCAGGGAGTAACAGGTTCAGCAACAGCTTTATGTTTGTTTTTTT
AATGGTAAACCCTTTCCTGCAAGTTTTCATAGTAAATAAAGTAACTTCAACATAAATTAG
AAGATTTCTCTGTGTTAAAGGTGAAACAAAAGCAAAA
>CL7701Contig1
TTTTTTTTAAGATCAAAATTCTTTGTTTGGGGCGTGGCTTTTTGTTTGCCATGCAGAATA
ACCAATGACGCTTCAGTGACTTTCTGGGTGTGTTTGCCCCGCCCATATGCCCATTTTTGG
AAAGTAGGTCAGTTTTTATAAAACTTCTTCTCCAAAATGATCTGCATTCCTAAATGTTTC
TGCACTGAAGGGATAAGACCGTAATGCATTCTGGGAAGCTTAGGGATGCTGGGATGGGGG
AGGCTGGAGCCCCCTGCAGCCCTTTCGGGCGCTCGCTGGCTTTCACACAGACGGCGGCTC
TTCTCAGCCGGCTTGTTTTTTTTTTTTGCCCCCGTTACCCCCCGCAGCTGGAGGCGCAGC
ACGCCGGGACGACACCAAGCAGAGACAGCACTGAGGTCCAAGAAGCCTTTTCCTGCCTCA
ACATTATTTTTTTTGTTGTTTTTTTTTCCCTAAAAGCGGTTTGACCCTGTAGCTGTTCCC
TCACCAAACATTCTGCATTCTCCTGCGTTTTAAGGGGAAATGAAAAGCAGACGCCCATGG
AAAGGTGAGATCTGACAGGAGTTCTATGTAGCAGGACGTGTGCTGAGGTCAAATCACTTC
TTCAATTCACGAGGGTTTGGTTCTGCTGGGCGCCTTACGTCTTAAAGGGTCACCACAGAA
AATGAGAGGAGGATCCACAGAGACAAATCAAAGAAATTTCGGGCCTACTTATTCTTTTAG
GACCTAACAGC
>CL7702Contig1
TCGGCACGAGGATTTTCTCCATTGTTTTTTTCTCCAAATTTCCTTTTACAGCTGTTCGTT
TTTGTTTTTCATACCTGTACACCTATAAACTGTTTGCATCGTGTTTTTGTTATTGATAAG
TTGACTTTCTGCATGTTTTCTTATTTTGCATTAATAGGGAGGGACACTTGATGTGAAATG
AAATTCATTCAACTTTAGCAACATCTGTTTGGTTTTCTTTTTGGCTGAAATGTTATACTC
AACTGATTTGACAAGGATTCTGTAGTATATGAACGTAACACTATGCTGTAAATAAATGTG
CTCAGAAGAGACACTCTTGTCACTCATGCATCAGAATTCATGTCAAGATCGAATGATTGG
CCCGTGGATTGCTTTCACGCTTGTTCGACGTAGCTTTTAAAATGAAGTCACAACCTTCTC
ATTTTTGGACAAAAGAACAGTCCCCTGTGTGCGCCAGCATNTACACTAAAAAGATAAAAT
AAAAAGTATGAAGAGCAATTAGTAAAACTCCAAATTAATTTTTTTTATCAATGGCTATTA
CGAGCAACACAGCTGGCTGACTTTCNTATTAAGCAAGTAGCTATTATCTATTTTTCTTTT
TTTATTAAAGCTAAAAATGTTGTAACAAATAAAAATTAAGACCAAAAAAACTATTTGTTT
GCAGAAATCACCTTTGTAGTTAGGGCTTTAACCCAGACTGTTCTCAGTCTCAGTAATGAT
AGTAATTCCTAAATAATTTACTTTGAAATGATTAAAAAT
>CL7703Contig1
GGGCCGATGCAGCCACTGGAGAACTTGCTCTGTGGAGTAATAGAAGCATTACTTTGGCGA
GATTTCATAAAGTAGTATGATTTTTGGTTTTCTTTTGTTTTTTATGATCCCTGGTCACTT
GTATCTAATGTGATTCTATACTCAGCAGTGGATGAATGTACTTTAACTTGTAAATAATTC
TGCAAAGGTACTGATGCTGTAAAGCTTAGGGAGGGGGAAACAGTTTTTTTGTGGAACTGT
GACATTTTTTGTATTATAATACCTTGTAGAACTCATTTTGCTGGCTGAAAGAGTATGGAA
TAATATATCTCATGTCATTTTGTAGAAGAAGAAAAAAAAATTGAAGGTGTTCTCTTCCTG
TCTTCAACCCTCACACACCTCCTACCCCCCCCCAACGCGCACACACACACACACACAAGT
ATGTATCCACTGTAAGCGTCTTGTCATCGTACGGGCACGGAGCGCGTACCAAAATTTTTT
TGTATTTGTAAATTGGTTTAAATACATGGAGTTTTTATNNNANAAAAA
>CL7704Contig1
GAAGGAGAGCGACCTGCCATCTGCCATCCTTCAGACCAGCGGCGTGGCAGAGTTCACCAA
GAAACTGCTCCAAGCTAGTGCTGCCTGCACCTCAGATCAGTGATGCTGAGCTGGAGGAAG
TGGTCAAACTGGGTGTGGCCAGTGAAGTGGCACGCCAGGCTGCTGAGGAGAGTGAAAGTG
GAAACTCCGCCTCCTCCGCCCTTTTGTCAGAGTACAACACCGCAAGTCTGCCAAACAGTG
CAAAGCCAGATGGTACGAGTGGTTGGACCCCAGCATTAAGAAAACGGAGTGGTCCAGAGA
GGAGGAGGAGAAGCTGCTTCATCTGGCCAAGCTGATGCCGACGCAGTGGAGGACCATCGC
TCCCATCATAGGACGTACTGCTGCCCAGTGTCTGGAGCACTACGAGTACCTGCTAGACAA
AGCTGCACAGAGAGACAATGAGGAAGAGGTGGGAGATGATCCGAGGAAGTTGAAACC
>CL7705Contig1



AGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGAGTTGCAGCGAGAGAAGAGCACATCT
TTGGCCGATCTGCACGACTTTTACCAAAGTTTTGCGCAGTTTTTGTGCGCCATGAGAGCA
TCAGAACAAAAGAAGTTCCGAAAAAGCACAAGCTTGGGGACGCGCAGCAGCTTTAGTCGC
GTTTTCTCTCAATCATTTTTCTCTCGTGTGAAGTTTGAAAAGACTTTCGACATCTCTGCT
CCCCAGTCGGAATTTTAAACTGCTTTAAAAAAAAAGGCTCTTCTGAGGATTAAACCCACT
CCGCGGCGAATCGCCTCCAAAACCGAGGAGATTTGGAATGTAGCCNAAAAAAAAAAAAAA
AAAAAAAAAAAAAAACAT
>CL7706Contig1
TCTTTATTGTTTTAACCGTAAGAATATAAAACAATTTCATTTGGGATTCTGCCTTTTTTT
TCTTCTTTACAAACACATAATATACAGTACATCTTCTTATTGTCAAACACACACAGCTTT
GTCAGCAGGACGCACATCCTTATATTCATTTTCTAGCAGGTCATTGCATTACATTAAAAA
TGCGTGCACACTGGCATCAGTGTGCACGTGTGCATGTGTGTACAGCCTGAATGTGTGTGT
GTGAAAGGACAGAGGAACAGAGGCGTTATGCTTGTAACAAGAGACGAAGGAAAATAATCG
ATTACTCCTTATTCTGAGCATGTCTCCGAATGGATTTAAGGGTATTTTTATTCAGAGAGG
TGGTGACAGGCAGGGTGGGGGTCAAGGATGGGGCGGTGGGGAGAAGGACCTCACTCTGCA
TTGATGAGAGCAATATGATCAAGGTGGTGTTGGTATCAATATAAGAAGAAAAGAGACGAA
CCCTGATTTGTTTCTATCAATATAAAGGGTAAGACACAGAAATCACTTCAATTTGAAGTA
CTCATGTTTTTTCTCCATCAGCAAAAAATATACAAAAATACCTACAGCATTGCAATCCTA
TAAGGACAAACAATGTGTTAATAGTGTAGCTTGGTTTTTAAATGTAAAGCTACGTACACA
CCAGGCGCGTTCAGGAACACACATTTTTAACGCATTTAGCCCGTAGTGTTCACACTGGAT
AAGCAGGAAGGGGCTTCTTGTTCTTTTTCTACTGTTTACTAGCGTAAGTCCACCACCTAT
GATTCGAAAGTCTCGTCAAAGCAGTGCTGATCTCACAAATGCGACACAAAACGGAAACAG
TTCGGTTCATTGCTAGCATCTTTGCAATGGATTGCCATCATTTGCGAGTTTCTCCGACTG
GTCCATACGTCACTACAAAATCTGA
>CL7707Contig1
TTTTTTTTTTACAATAAGTGCATTTTTATTTAATGGAAGAATGCACTAGTGACATTTACT
CCAGGCTGCTCAGCCACAGTTTGCATTTAAAAACACAGTCTGTTCATAAAACAACACTAT
AAAGAAAATATACAAAGGAAATTCACTGAAAAGATGTTTTATTCAACTAACAGTGAGGGC
AAAATACACGTCATTCTGGCTTTCTGGCATTGAAATCAAATTTGAAGCACTTGGAATGCT
GTGGCACTTTGATGCCAGCAGAGGGCAGCACAACTATTTTCAAAACAACATTTAAACCCA
AATTCTTTTCAACTTTTGGCTAATCTTGATGTAACACATCATGCCAAACCTAAATTATTT
GTGCGTATGCCAGTGTGTTAAAGGGGAC
>CL7708Contig1
GTTATAACAGTTTATTTTATACACAACTATCTAGGAGATTATAAGCATGTTAGCAGAGCA
TGTCATTGTGACAAACATGCCCACCTTACACTGAAAAGAAAACCAGGAAGGAAGTGATGA
TGATGAACTTAGAATAAACTTTTCCAAAACAAACAAAACAAAATTTTTTGAACTTTCAAG
TGTCGCACAACAGGTACCAAATAC
>CL7709Contig1
GGATTTGATTCTCTGTGTCAAGCTGTTAACTGCATCAAACACACATTCGCAACACATTTG
TCCACTGGTCATTAAGTGTCCACTTGGACCAGCGAGATGAATGATTTAAATCCATGTCAC
TTTTTGGTCGTGGCTGTAAGTCAGTTCTTTCCCTGCCAGAATGCTGGCAGATAAAGATGT
AATTAGCTGTTACCTGTGGCTGGCTAAGAGGAGAAGCCTAAGCTCCACCTGTCCTTCCTC
CCATCCAGTTATGGCTACCATAAATCAAGCTCAATCCAGTCAGTGACAGGAATCCTCTTC
AAGGACAACCTTGCCTTGATGCACCAGTCCTCCCTCCTGTGTATACCTGTGACATGCAGG
CATGAGCACTCCAAACCCCCATGGCACAATTATCCACTTCCCCTGCACAACAGAAACAGA
AGAAGGCCTGTATTTCAACTCGGTGGCAGTGCTCTGTTCAGCAACTTTATGCAAATTTGC
CATTGTCAGCCAGCATGGGGAGTTCACCTCGGCTGATTCCTGATTCCTGACTCCTGCGAT
GTTCTGAGAAAATTGCTTAACATTAAATCAAATGTCTTAATTGTCTTATGTTCTTTTGAA
TTTTCTTTCGAGGCAGCAATAACCCTTGAGTCTAATGTGCGAGAGATTTCAGTCATGGTT
AAAGCTGTGGTGTAATATTTAAAATAATCTGCCATTAACAAGCTCTATCAAATTAAAAAA
AAAA
>CL7710Contig1
GGGTTTTATTTGACGAAAATCAGAACTCTGTGTGAAAATGGTGTTTAATATATTTATAAA
GGCTTCTGTTCCTTCTGTTGCTTTCATATCCCAGCTCTGTTCAGGTCTTTGTGCAGCCAT
TCCTTCTTGGCACTATGAGCCACAAGCGATGCTTTCCCACATGTGTGTTTGTATGTACAG
ATGAACGCAGGCGTACGCCTCTGTTCTGCCTTCGCCCCATTCAGCTTTTGTTTGGCTGAT
CGGTAGGAAGATTGTGGAAGAAAGGTGACACCTCCACCTGTGGAGTGGCCGCCCCCTGCT
TCATTTTTTCATGTTCTCATTTCATTTGTGTGATGTGTTGTATTCCACATGTTCGCAGTT
TTGGGATTTGCCGACCAAAGAGGTCCGGTTCCTGGTCCAAGCCTGAACCAGGGGACTCTG
TACCGCTCCATAATGAATGATCTGCCTTTGTCCTTAAGTGCCAACGCAGTACTGCTCCCA
CATACAGGATCAGACGGTACTTTTCCTCCCTGCTGGCTGCTAGATGGGATCCATCTCTTC
AGCACTCAGGAGGACCGGCCATAAATCAGAGAGAACCTGCAAAGCTCCGGAGTCGAGAAG
GAATCCGGCCTGGAAGAGGTTTGAGGTTCCCTGGAGCGCCAGAGAAAAGAGCTGTTGAAG
TGGCGGTGGGGTATGATGACCCCGGGGTCGACCTTGCTGTTAAAACCCTTAAAGCAGCTG



GAACTGACTGCAGGGAGGAGCTGCGTTCTGCAGCTTTGCTTCTTCGTCTGTTAATGTTTT
TATTGCGGATAAAT
>CL7711Contig1
ATATGTGGTACATTCTGAATAGCATAGTATGACTCTGAAAAGGGTATATGAGATCTATGG
GCATATAGCAATGTAAGAAGATTCTTTAAAGTTTTCTTTTTCATCCTTCACTTTATAAGG
CTCTCTTTGTATCTACATAAACATTTCATCTGGATATGTTATCTGCTATGCAAAAATAAA
TAACATACTGCATAAAGTCAATATGAGTGCATTTAAATCAAGGACAGCAACCTTCCAACA
AAGATTCATTTACAATTCCTTTTTTTTTTTAAANCAAAGGTNCCANGAAAGAANCTTTTA
NGAANAAAATANCTTTCTNCCCCANAAACTACTTATTTTAAAANAAAGGGTTTNCGCCTA
ANGCTGGNAAGGCNGACNGANCANCNCTTAAGGGAAATATATNATTNCTAAATATAGGGN
ACNGCGNACAAATATAAANGGGTNGNAAAANACNCNCGACAATAGAAAGGGCCGTTNCCG
GCANCTAAAAGCNCANGATTTTGAATANCCGGGCNCAAAGCTTTTCNGACTNCTAGATTT
GATATAGTTAAAANCAGAACAANCANCTACTNGTTATTTCGGANCCCCACGGAGGGGGGG
NCGGGCTTTCTAGAANACNCTATTGTATNCNNGTAAGCAAAAGC
>CL7712Contig1
TTTTTTTTTTATTTTTTCACTTTTTATTGCAACTTTTTATGAAATTTTAAATACTGTTTA
TCTCCAAAAAACATTTTTAAAATCACTTAGAAACAATACAGAGTTCCAACAGACACAAAG
CAAGATTTTTTGCACAACAATCAATACACTAATATTTGCAACCAAAAGCTGTCCTCGTCA
TCGATAAAAACACGAGAGCTGGAGCTTCACAGAGGAGCAGATAAGTAAGTGGTGCAAACA
GAGAAAATATTCTGAAATTTATAAAAGAAAAAATATATATTTTCTTTGTATTCTTGAATA
TTTATCATCCAGTAAAGCAAGTGACTCAGATGTTTGCATTCACATGCGCTTGGACTTGTC
CTGGTTGTTCATGTATTTCTGGTAAACCACTTTCAGTGTCGTGAAGAGGTTTCCCATGAA
GAGAACCATGTAAGAGCAGCCGCACATCACCACCTGCCACTCTTTACACTCTGGAAGCTG
AAACATCTTAAAAAGCGTCATGCTGTTGTAGAGCTGCC
>CL7713Contig1
GTTTTAGATCAACTAATCTAAAGCGCCTCCTGCTGCTTGTAATGAGCGTCGCCGCCTCGC
CTGCAGTTTTTGTGCTGCGTGAAAACACTTGATTGCTTTCAGGTGGAGCTTTTGAGGCTT
TGAGCCGTGCGTTCAGCTCGACAGCTCGACTCTGCAGCCTGAAACTAAAGGAGGGCTTTA
AGGACAGAAGCAGCTGTCTGCTTTGTGTGGCTTCAGCAAGCGCGGCGACACTCGCAGTGA
AAAGAAACTGTGAAAAGCCTTTGGAGCAGGAGAACCTCTCCAGCTTCCTTTTCTCATCCT
CACAAAGTCAGGCAGTGAAAGCCCAATCAGAGCTGGGGGGCCACAGAGCGGGCCCTGCAG
GCATGCAAGCTTGGCACTGGCCGTCGTTA
>CL7714Contig1
ACAAGGCAAATTCAGGCTTTTATATAAAACCTGAAAAGGTAGTGTGAATCACGACAAGAA
AAACAATTGCAGCCTTAGCTGAACATTTTACTGAGTCTTAAACCCAACTGTGCATTCCTC
TCCCTCTCCTTTCGTATTACACCTTTCAGAGCCTTCTGAGCAGCAGGTAGGTCTGGTTGT
ACTTCCAGTAGTTTCTTAAAAGCCTTCTTGGCTTCCTCCAACTCATTCAAGTCCTCACAC
GCCTGTCCCAGACGATACCAGGCTTTAGCAGCACCAGGGTCAATCTGAGTGGCTTTAGCA
GCACTGGCCTTTGCCAGCTTTGGCTGGTTCAGTTTCAGCTGGCACAGAGCTAAATTTGAG
TGAAGCTCTGCTTTGATGATCTTGATTTCATCAGCTGAAGGGATTTCATCCACAGTGTTT
GTGTCTTTCTCCTCCTCCAGTTCACTTCCGTTTGTCTCAGCCGCACCAATAATGCCATAT
AGAGGAATGAGCAATTTGAGGGCTCGGCTGTAGCTGTCTGAAGCTCCCCACAAATCCCCA
TTTCGGAATCTTCCGCCTCCTCGCTCTTTATGTGACTTTACCCATTGCCATTTTTCACTG
ACAGGCATTTCCCAGGATTCCTTCCCTGGTGTGAAAGCTTTGAGCTTGACAGTGGCACAT
AAAAAGGTTTCTGAAAGATTTCCATCAGTAGGCTGGTCAACAGAGACTGACCCACTCCTG
ACATGAGTAAGTTGGATCTGACAGGTCTCTCCAGCCTTCATTCCCTCCAAACATGATTCT
ATGATGTCACATTGACCTTCCCCAAGCTTCAGTACCGTCCATTCACCCAGCGGAATCTGC
AAAAGGGAATCTTGGTTTCTGAGAAAGGGTTTGTCCACAAATTCTTTCAAATCGGTGCCT
GGCAACTCATCCAGCCTTTGTTCAGACACCGACTCCTCTGCTTCATCACCGTTAGATTGA
AGTTGCACTCTGACTTGGCAAAGTGAGCCCAGCTTTGGGCAGTAATCAACAGAACATGAT
TGGTCTGCAGATTTAGGAAGAAGTTTGGGGCCACTTTCCTGTGTTCTTCTTCGTTCCACC
ATGCAGAGGCCTTTTGGACACACAGAAACCCAGGAGGAGACATCGGGGGCTTCATGATCA
CTTTTTCCTTTTTGTGTTTGCATTACGTTAGTCAACCACAAATACTGCAAAATAACAGAG
TAGTTTGTTGCCGTCTGTTCGAGCGGTGCAGNNATTTT
>CL7715Contig1
GTTTCTGCAGTCCATCCTCACCCTCATCACAGTACAGTAGGAGATCTCTGCAAGCAAGTG
GACTTCAGTGTGAAGGAAGAGGAACCAGAACCTCCACACATCAAAGAGGAATATGAGGAG
CTCTGCATCAGCCAGGATGAAGAGTACGTGGATCTGAAGCAGGAGGCCGATGCCTTAAAG
GAGACTCCTACTTATGAAGAGGAGCACAGAGAAGCAGATCTAAACAGTCAACAGCACCTG
ACGGAGGAGTTAAATGAAGATGGGAACCAGCGTGAAGAATCAACCACAGATGGAGAGACG
GATCCAGAGATGGAAGATCCGGGGAAGAGGAGGGGCAGAAGTTACGGGGGAAAAAATGAA
GGTATCCCTCACATGTCAGGAAGTCGATGGGACTTTGACTCAGAGAAACAGGATGTTTGT
GGAACCCTCCCCAATAACTCCACTCCGACAAGGAAACAAAAGAGACCCCCAAAACCAAAG
AGACACACCTGCAAAGAGTGTGGGAAATGTTTCCGCGATAACTGCATCCTGATGAGCCAC



ATGCGGACCCACACCGGGGACCGGCCCTTCTCATGTACGCTCTGTGACAAAAGCTTCCCA
GAGAACAGCACCCTGACCAAGCACATGCGAACGCACACCGGCGAGAAGCCTTTTTCCTGT
GAGGTATGCGGCAAAGGTTTCCCCGAAAACAGCACCCTGACCAAGCACATGCGAACGCAC
ACCGGGGAAAAGCCTTATTCCTGTAAGGAATGCGGCAAGAGTTTTAGTCTCAGCACCAAC
CTGACCAAACACATACGAACTCACACGGGCGAAAAGCCCTTCTCCTGTGTGCTATGTGGC
AAAAGCTTCAGCCAAAGTGTCACCCTGAAAAACCACATGAGGAGCCACACCGGGGAGAAG
CCCTTCTCCTGTGGCGAGTGCGGCAAAAGCTTCAAACAAAGGGGAAACCTCCGAGTCCAC
ATGTTGACTCACACTGGAGGAAAACTCTTCTCTTGTCAAGTTTGCTCTCAAAACTTTGGA
AAAAGAGACACGCTGACGGAGCATCTGCAAAGTCACGCCGAGACGCAGGACGGCGGTGGG
CTGCCATGTTTGGAGTGAGCAGAAACACACACGCATGACTCCTGCACCCGTTTAATGAGG
AACAGTGAACGGGTCATGATGTCATTATAGCTCGCTGTTAGCTTCCATGCTATAGAATTA
GCACTTCATAGATGCTTGGACATCTTTCCTAATCTAGTCCAAGCACCAAAAGAGTCAGCC
CTCGAAAACTACTTTAATGTTTTTGAGCTTTTTATCCCAGCGTTCATGCAATTTAAAAAT
TATGTGTAAAAATATAATAAAAACTATATCATCATTATTGTAGGGCCTGAGTTTGGTCAT
TAGTTACTAGTACTATGTATTAAATACACCATAGAGTTAAAGACCCACTCCAATGTAAAT
TGTGTTTTTTTTTAAACATGTGCTTGTTGCATTTTTCTCATAAT
>CL7716Contig1
CAAGCCCAGCCAATACCTGAGGAAACTGTGAAGAAGATGATCGGGAACCGGGCAACTTTC
AGTCCAATTGTTACAGTGGAGCCAAGAAGAAGGAAGTTCCACAAACCAATCACTATGACG
ATTCCGATACCCCCCCTTTCAGGGGAGGGGTCTACCAATGGCTACAAGGGAGACAGTACT
CCCTGCCTCCGCCTCCTCTGCAGCATTACAGGTGGCACATCTCCAGCGCAGTGGGAGGAC
ATCACCGGCACAACCCCCCTCACATTTGTTGACAACTGTGTCTCATTCACGACTAATGTC
TCTGCCAGGTTCTGGATAGCAGACTGCCACCAGACTTCAGAGACGGTCAGCTTGGCAATG
CAGCTCTACCGGGAGCTGATCTGTGTGCCCTACATGGCCAAATTTGTGGTCTTTGCCAAG
ATGAATGACTCGGTGGAGTCCAGCCTGAGGTGCTTCTGCATGACCGACGACAAAGTTGAT
AAAACACTGGAGCAGCAGGAAAACTTTGAGGAAGTGGCCAGAAGCAAAGACATAGAGGTC
CTGGAGGGCAGACCCATCTGTGTGGATTGCTATGGAAACCTAACTCCTCTGACCAAAGCT
GGTCAGCAGTTAGTTCTTAACTTCTACGCCTTCAAAGAAAACCGTTTACCCTTTTGTGTC
AAGGTCAGAGATCCCAGTCACGACCCCTGCGGTCGCCTCACTTTCCTAAAGGAGTGCAGA
ACAACAAAAGGCTTTCCCCAAACCCCCATCTGCAACTTGAACATCACACTGCCAGCGGTG
AAAAAGGAAATGGAGTCAGATGCCGAGGATGAGACTGAAAAGCCAGACCGACGTCAAACC
TTTGCATCTCTAGCCTTACGTAAGCGCTACAGCTATCTGGCCGAGCCTGCACTGAGCCCT
CAGAGCCCCTGTGAGAGGAC
>CL7717Contig1
TTTTTTTTTTAAAAGACAGTTTGTGTTTTATTTCAGGTAGAAATGTCTTTTTCTTCAACT
CTGATGACATCTTTTCCAAGCTGTTGTCCAAAGTAATTCCTGGAAACTGGTTCCTTCAGT
TGCATTTCAAGTTTGATACCTGGCAGCAGCCCGTGAAACGGCTTCCTCAGTATGATGCAC
GCTGACAGCTGGTCGGACGCAGCAGACTGGGGGATCCATGTCACCAAAATGAGCTCCTTT
CTCCTCCTGGAGTCTTTGGTTTGAAAATGACAGTCGTACAGGATGAAACGCGCCCGTTTG
GGCTCCAGAAGACTCTGGAAAAATGTGAAGACATCTTTGCCGTCCAGCTCCGTCTGTCTG
AAGACTACAGTCACGTCAATTTGGCCGTTTATGTATTCAAGCACAACAAATCTCAGCTGC
TCGCTCTGGTCGCCATTGTTGGCTGTAGAATAGATTTCCCCAATCATGTTTTTTGCCACA
GAAGTCATTTTCACCGTCATTGTGCCTCCAGGAT
>CL7718Contig1
TTTTTTTTTTAAGAGTGGGGCTTTAAACCAAACCAGTGCTCACTTTATTCATATCTANTG
ATATGTTTATTCTTTCTTTTGGGTAACATTATGTCTTTATTAATAAAATGTGATAGTTTC
ACTTGAATATGAAACAAACAGCATTTTAATTGGTGGAACAGCCACAAAGGACCAACTGTA
GCAGTGTTTCGCTGCTTTTATTGAGTGCAAGCACAGCAAAGCACATCTCTAGGGAGAGGA
GAGGTAGAAATGTTTAGTCTGTTCTTTGTGATCATTCGAAGCTTCCCAACAAGATCCCAA
AGATTTGGACGGTCGTCCAGAACCTCCAAGTGTTCTAGGTCCTGCAGCTGGTGAAGTTGC
AAAAAGTCTTTCTCTGGCACATGTTCATGGCGAATTTTAAGACTTTTCAGCTTCGGGAAA
AGCTGTGGGATCTTAGAGGTGTGAGCTCCCAAATGTGAAGGCCAGGGGTCAATGTGGAGG
TGGAGAAGGTTTGGCACCTGTGCTGCTACTGCCGCCATGTCTCCTGCAGATAGTCCTGCC
ACACGAAGAGTGAGGCTGGTCACTGTGGCCGGGATGGAAGAGGCGTACGTGTTGGCTGCA
GGGCCCTTGATTACCAACAGGCTGGATAGCTGGGGGAGGTCACTCAGCCAGGACTTCAGG
TAAAAACCAAGATGTTGCGGGTCGTCCATCTCAGTGTGGGACAGCTGGTGGTAAACTGAG
AGACTGCGCAGGTGAGGAAGCAGTCTCATAG
>CL7719Contig1
CCGGGCTGAGGAATTCGGACGAGGGCGGCTGCTCCTGCAGCGTCTGAGCGAGTCCGCTCT
GTTTTAGGTCGACGGGTGTGAGGATGTGCCCCCCACCCCTACATGGTTCTCCATGCTTGA
AAAGGGGCGGGGCTACTCTCCATCCACCTTCAGCGCAGAGCCGGACGCAGGCGGCGGCCG
GTCGGCGTCTTTTTCTTCTTCTCATCTGTTTCGCTGCCGTCTCTCCTGACGGGTGGGGAC
CCCCCCATGGCTCATGTTTTAATGCGCCTCTTAACCCCCACACCTGAGCGGAGACGCGCA
TCGAGACCCAAACTGCCCCAACACGACGTCATTTCCCAGAATTCAAAGCGAACCGTCAGA



CAGCAGCCGCTGGACGCCGACCCGAAGACGCCGTTTGTTTCCGCTTCAGACTGAAAAAAA
CCAACAAAAGTGTCGATTATGAAAAAGTTTAAATAAAAATAAAGTTTCCTTCAACCGTAA
AAAAAAAA
>CL7720Contig1
GCACTTGAGTGCCTAATTTTGGGTCTTTCCTATAGACTCCCTTCAGTGGATTTTAGCCTG
ATGCTGAGCACAGACAATCTGGAACACTTCTTGAAATGAAATGTGATTTTTTGTTGTTGT
TGTTGTAGTGGCCCCTTGATGGGTTAACACCAAGTGAACGTTTTCTAAAGGTTTGTGTAA
ATCAGATGAAAGTCAAGTTATTTTACATCTCTAAATCATGAAATGGAACCATTACAGGAA
CCATAACCACCTGCTCTTGTTCTCATCCTGAACAAGCTCTTGGACGCTGTAAAGATCAGT
CGAAACTCTTCCAGACACGTCTACACCATCTGGAGTCAGCAACTGAAAACTTATTTGCAC
ATAGCTGCAAACTGTTGTTTACTTACTCTTTTCATGAAATATCTGGCCAGAAATTGTCTT
AAGTCAATCTTAAAGCACTTTAACCAACTTCCATCCACACAGGACAACAGAGAGAAAGAT
AGAATAGAGACAAACTGTTGCTTAACCCTGGGAGTTTTTATTTAATTTAGTTCCACTTTT
TTTAAAGTCAAAGAAGTACTTTGTTATTTTGTTGACTTATCAAGTAGTTTTTAAAGCGTT
ATGGGTTGTTTTAGGGGCAATGACAGACCTTAAGAAGCCATGTTTTTTAAGCCTAGAGGA
GTGCCTTTTTGCTTTTCTGTACCTTTTTTAAATTCTCGGGAATAAAAAACATTCATGTAA
TGATCTTCTTTC
>CL7721Contig1
ACACGGCGACAGAGACAGAGGCGACAGCAGCGATGGACGCAGCGTCCCCGGAACCGTCTC
TGTACACGGTGAAAGCGGTTTTCATCCTGGATAACGACGGGAACAGGCTCCTGTCTAAGT
ACTACGACCCGGAGCTGTACCCCTCCATAAAGGAGCAGAGGAACTTCGAGAGCAACATCT
TCAACAAAACCCACAAAGCAGACAATGAGATCGCCTTCCTGGAGGGGCTGACCATCGTGT
ACAAGAGCAGCATAGACCTCTTCTTCTACGTGGCGGGCAGCGCTCAGGAGAACGAGTTGA
TGCTGATGTCGGTACTCAGCTGTCTGTTCGACTCCCTCACTCACATCCTCAGGAAAAATG
TGGAGCGAAAGTGTTTACTGGAAAACATGGAGGGGGCCTTCCTGGTGGTGGATGAAATCA
TTGATGGGGGGGTGATTCTGGAGAGCGACCACCAGCAGGTCCTGCAGAAGGTCAACTACC
GGCTCCTGTCAGAGCCAGCCTTTGGCTTCGTCCTGTTCGATTACATCACGGGTAACCTAG
AGGGACAGGCAGACAAAACCCAGCAGCTTTAGCCTGACGAGCTGAGGGCGGACGACAACC
CTTTAACCGAGCAGAGTGTCACCCAGGTTCTCCAGTCGGCCAAAGACCAGATCAAGTGGT
CCATCCTGAAGTGACCCCACAGGAAGGAGCAGGGAGAGGCGTCGGGAGGACTTTTGTCTT
TTTTGTTTTTGTTTTGCATCATTGATTTAACTTATTTGGATTGTGAGGGAAGCGTGGAAA
TGTTTTTTTACTTCTGTTGTCACGGCGATGAGCAGAGTGGAGCTGCAGCAGCGTAAACCC
TGAAGGTCCAGTGGGGCTGCTGCCAAAGGCGGGAAGGAAGACGACACGGCTCCGCGTCCT
GCACACGGACTCGAACCTCAGCAAGTTACTTTGTGGGTCAGAACGCTTTTTGTGGATTTC
TGAGTGGAAAAATGCCAAAGACTCATTTTTAGGAGGCTTAGATTTTGCTCCAACAGATGT
ACTT
>CL7722Contig1
TGTAGTTTATTAAAAGACAATAAAACAGTCTGAAAGCGCTGATGTGATCCTCATCTCTTA
GACTGAGAATGAAGTCGTCTCACTTCTGGGATCTCATGAGGCCAGAAGTCATCACAGGCT
GGACAGCGAGGCTCCGTCCGGCCTTTGAAGTATCTCGCCACACACGGATTATGAATTTTG
ATTCCACATGTGGGATTCTCACAGATCTGACACTGGAAGGCAACGCTGTGGCAGATGTGA
CAGACTTTCAGGTGCTCCTGATACATGCTACGAATATACGGCTCCATCTCTATGATACAC
CGAGTGGACAGCGTGTATTCCCCACGTTTCTCACACAGCCATTTGTCGTGCACGAGTCGG
CTCAGGAGGTGCTCCGTCTCGCTCTTCTTCAGCTTTTTGGTGGTCATGGTGTCAGTACTG
TTTAGGATGTCGGTGGAAGACGCCTTTCCGTTCTCAGAACACACAATCAGATCCACGGTT
CTTCTGAACAGCTCCAGCTCATTGTCGGCATAATCTGAAGACATCCTTGTGACGTCGGTC
TCAGCCATGTTCACCAGGACATAGTACTGGTGACCGTTGACCTCAGACATGCCTTTTCTG
ATCTGCATGAACAGTGGCTGTAGCTTTGAGTTGATGGTATCAATGAATTCATCCAGTTTG
TCAGGAGTATGAGGCGTCTTGCTGACTTCACAGCAGTGCTGGTGGAGCGTCTTCACTGCA
TGCTCATCCGTGATGCCGTTGATCATCATGGTCTGGAGGAACCTCCGATGGCTGTCTCCC
ATCTGCCGCGCCATGTTCCTGATCTTTCCAAGCTCCAGCACGAGGCCAGACG
>CL7723Contig1
AGGAAAAAAAAAAAAAAACACTGACAAAAAACAAACCAAAATGCACAAAAAGTCCAGTTT
CTCTCTCACAAAATACAAAAACAACAACAGCAGCAAAAAGCGGTCAGGCAGACTGTCGTG
GTAACTGCAGCCCTGAGGTGAAGACTTTCCTCTTGATTGACGGTGACGTCTCACTTTGAT
AGTGGCACTTCGGCGGGGTCTGTGGAAGTTGAACTCCTGGATTGCCCTCTGCGCCTTTTG
ATGTAACAGTATGAGAGGCCAGCCAACAGAGCAAGGAGGCCCAGAACCAGAACCACAGCC
ACAACGGCAGAGCCTGAATTGCTTTCCTCGTCTTTCTCAAGTGGGGAAAAGATTGTCGTA
AAATACAAGTCTTTTTCTGATACATCTTTACACGTCTCCATGCAGGTCGTCTCGTCCTCA
AAGTTATTTTCATTTCCGTTGCAGCCGCCGAAAATGAAGCTGTAGCACTTCAGCTTCAGC
GGGTCATAGAACCAGCGGGGTATGCTTGCCCGACAAGGACCAGTGCGGGGCGCGTCTGTG
CACTGAATTTTTCTCTCACTCAAGTTGATGCTTAGAAGGCGGCTGAAGGTTTGATTCAAT
TTGATGCAGGATTCCCCGTCTGTTGTGTTGGTGCAGTCATCCAAACCCTCTGATGGATGA
ATGCTTCTCTGTTTTGAATCTTTAACTCCTTGGCAGGCGGACATACAGTCGTTTTCAGAC



AAGTAGTTGTTCTCATTGGCATTACAGCCCCCAAAATGAAACTCTGTACAAAGGCCTTGA
GTCGCATCATATTGCCAACGAGGGAAAGCTGCTCGACAAGGACCCACCTTCAATGGAGCC
ATACAATAACTTATTGACATTTCCGGCGTGATGACGATGACACTGACATTTGCTTTGCTG
GTTTCTCCGTGTGTGTCTGTGATGGTCAGCAGAAAGAGGTAGGATCCTTCCTTTAAATTG
GTGAGCTTTACCGTGTCAGTTTGATTCGTCTCCTGGCCCTTGCAGGTATTTGTCATACAC
CGAATTGCGTATGGAGCTCTGGTATCCTTCCTGGGTCGTGAAATCGCACACAAACTTGCT
TCTGTAGACGCAATTGAACAGGGCGCAGACTGGACTCGGGTCCTCATCTGTGGGGTCGGC
CGGAACCAGCATGGCCAGGTTGCAGCGCTCGTCCCCGCAGCACAGCTCCACGCAGTCCCC
GGCCATAATGCCCGGGTT
>CL7724Contig1
TATGGCCGGGGGAGATTGTCAAGCTCCAAGAAGAGTAGAAATCGGAAAGGGAGGTAGCAA
AATGTATGCTTTTCTGTGGTTCTATAACGAACAACGTATAATTTAATATTGATTGCATTG
TTTATATATCAACCCAATCATTCTTTTAGTTGTACATCAATTATTGTTCAGTGAGATTTT
ATAGTACGCGACCACAGAGTTCAAATTGTATGTGTGTGGTGCTAACTGTTAGCTGATAGG
CTAACTAGTACAGCCATTGAAGCAATGGCGTTGAAAAGAATTCAGAAGGAACTCTCAGAC
CTGCAGAGGGACCCTCCTGCCCAGTGCTCTGCTGGACCTGTTGGAGATGATTTGTTTCAC
TGGCAGGCAACAATAATGGGTCCAAGCGACAGCCCATATCAAAGTGGAGTGTTTTTTCTC
ACCATTCACTTCCCAACAGATTATCCTTTCAAACCACCAAAAGTTGCATTTACAACAAAA
ATTTACCACCCTAATATCAACAGTAATGGAAGTATTTGTCTGGATATACTGAGGTCACAG
TGGTCACCTGCACTCACAGTATCAAAAGTTTTATTGTCCATCTGCTCTCTTCTTTGTGAT
CCAAATCCCGATGACCCACTGGTACCAGAGATTGCCCATACATACAAAGCTGACAGAGAA
AAGTACAACAAGTTAGCAAGAGAATGGACGCAGAAGTATGCAATGTGAAAACACCAGCAA
TATCAAAACACAGTTGA
>CL7725Contig1
AATGAGGAGACAAACAGCGACTCCTTGGTCAGAGGTTTCCTGATGAGGAGCGGCTTTTCA
AAGAGGCCCCTTCCTGGATGAGATTAACAAAACTGATTTTTGTTTTTTCTTCTTCTTTGG
TGTTTTCTTTTTTAACATCTGAAGGTCATGTACGCCAAACCCCTTGGAGCACCAGCTCTC
GGGATGGGAGGAATATTTTCCCCTCTGGCACACTCACAGGAACTGCCCCCGTGGTGGTGG
TGGGGGGGCTTTTTACCTCCAACCCCAACAAAACCTGTACAGCTTTTTATTTTTATTTTC
TGGAATCTGTTCTTTTAGGATGACAAAGATTTTTAGTCAGCTACACAGAGCAGCTGAAAT
GTGTAAATATGTATTTGGGTCAGTTACAGTGACCATGTTTAGTTGGTGGTTTTATTTTAT
TTGACTAAATTCGAAATTGTTTATTACCATTTTTTTGGAAGAAATAAAAAAAGATGTATG
TAAATCTCCACAAATATTCCAAAGAAAACAATTTGGCCGTTAAACATGAGCTTTTAATAG
CATTTTATAGAAATAAAAAAAAAAGTTTGGGTGATTTGGAATGTCTCTTGGGCTCCAGGA
ATCCGGTCAGACCTGCTCTGATGAAACTCAGCACTTGACTCGATATTGAAGTCAAAGCTT
TTTTATTATTATTATTATTAATATTATTATTTTCTCCAGAGAGATTTTGTGGATTTAGAG
CTCCCAAATGACAGTGAGATGTTGAATGTATCTTTAAGGCGACCACCCTCCATATATGTT
CATCCAATAAAGTCAA
>CL7726Contig1
GTTTTTTTTTTTTTTTTTTAATTTGTTTTTTATAATTTATAAATGACCTAGTAAGAAAGT
AGTCTTATCCGTTTCAGCACATACAATCATCATTCATGAGATTACAAAAAATCCTTTGGC
GAGTGCAGTACCGGGCCGGCGGTCGAGGCGCGCCCGCGGCGCCGCGCTCCGTCCTGCCGT
CACTATTACGTTAATTACAATAATATCTTACGTACAATTAAATTAACGGAGATTACAAGC
CTGAATTGAGCAGCCGGCCGCGGGCTGCTGGAGGCAGCGACGCGCGGTGCGTTTAGAAGC
ACTTCCTGTGTACAATGGAGGGGCCAGACTCGTCGTACTCCTGTTTCGAGATCCACATCT
GTTGGAAGGTAGAGAGGGAGGCGAGGATCGATCCACCGATCCATACGGAGTACTTCCTCT
CTGGAGGAGCAATGATCTTAATCTTCATTGTCGATGGGGCGAGAGCTGTGATTTCCTTTT
GCATACGGTCGGCGATTCCAGGGTACATGGTGGTACCACCGGACAATACGGTGTTGGCGT
ACAAGTCCTTACGGATGTCCACGTCGCACTTCATGATGGAGTTATATGTGGTCTCGTGGA
TGCCGCAAGCTTCCATACCCAAGAACGAGGGTTGGAAGAGAGCCTCTGGGCAACGGAATC
TTTCGTTTCCGATAGTGATGACCTGACCGTCGGGAAGTTCGTAAGACTTCTCGAGGGAGC
TGCTGGATGCAGCGGTGGCCATTTCCTGCTCGAAGTCAAGAGCGACGTAGCACAGCTTCT
CCTTGATGTCACGAACGATTTCCCGCTCGGCGGTGGTAGTGAACGAGTAGCCGCGCTCGG
TGAGGATCTTCATGAG
>CL7727Contig1
AGAGCGCCGGAAGAGACGCGCATCACACAGGAGCTTCCCGCACGCGGCGGCTTGGACTTT
AGGAGTAACGAAGATGAGTTTGCGGGTGAGACCCGGTTATTCCCGGCAGGAGGTCAACAA
AACGTCGTGGGAAGTACCGGATCGGTACCGGGACCTGAAGCAGGTGGGCTCGGGAGCGTA
CGGGACGGTGTGCTCAGCAACAGACTCCAGAACTGGAGCCAAGGTGGCCATCAAGAAGCT
CTACAGACCTTTCCAGTCGGAGATCTTCGCCAAGCGGGCTTACAGGGAGCTGAGGCTCCT
CAAACACATGAAACATGAGAACGTGATCGGCCTGCTGGACGTCTTCACTGCAGACCTCTC
CTTGGACAGATTCCTTGACTTTTATCTGGTGAAGCCGTTCATGGGGACGGACCTGGGGAA
GCTGATGAAGATGCACAAGCTGTCGGAGGACAAGATTCAGTATTTGGTGTATCAGATGCT
CAAAGGCTTGAAGTATATTCACTCAGCTGGTATCATTCACAGAGATCTTAAGCCTGGAAA



TCTCGGCATCAACCAAGATTGTGAACTTAAGATCTTGGACTTTGGGTTAGCGCGGCAGAC
AGACAGCGAGATGACGGGGTACGTGGTGACCCGCTGGTACAGAGCGCCGGAGGTCATCCT
GAGCTGGATGCACTACACTCAGACCGTGGACATTTGGTCCGTGGGCTGCATCATGGCAGA
AATGCTTCAAGGAAAACCTCTTTTTAAGGGCAACGATCACCTGGATCAGCTGACTGAGAT
CATGAAGATCACAGGAAC
>CL7728Contig1
GAGGGTTGACACTGTTGATGCTCTAAAGCTCTGAACTAGAGAGGCGTGGCCCGCCACTGC
CAATGTTTGGGGAAGTTCATGAGGTAAAGAAACACTAATTGGTTTCTTTCTACTTTTCTT
TTTACAAAAAAATATCAGTCTTTCAATCTATTTCAACACTTTTATCTTAAACACTGAAAG
AACTGAGAATTGCAGAAAAGAGCGGGAAACATTTCTCAAAAAATCCAGCATCAAACCTGA
AATATGATGCGACGGTCCGGTCCATTCTGTTTGGGAGCTGCAAACATTCATCTGCAGACT
GGTTCTGTGTCCTCCACAGAGCCTTTCAGGTGCTTTTATGTGCGACGGCTCTGCAGCACG
TCTGTTAGCCAGCCCCCCGGTTCTTTGCTCACCTGCTGCAGGTAAGACTCCACCTCAAAG
GTCCTCGCCGTTTTCCAACTATCCCTTTAAGGTCAGGAAGAGACCTGCCTGGAGAACCAT
GGGAAGCATATTCATGTCACAAAGCATCATGGACGGTTCCTAAAAAAGGTCGAGTTCTCT
AGAGCGACATTCAGCAGCAGGAACGCGGCGGCGCTGAAGGTCCGAGCCCCATGCAGGCTG
CCGTGTTCAGCGGAAAATCTTGATTTTTTTTTGTAAAATCTTCTCTCTGTAGACATTCAG
CCCCTTTGAGATCCAGCCGAGACCCTCTGACTTGACCTGAAGGAATCTGCTGAATGTAGA
AACTGGCCGATTGTAAAGTTCATGTCTTTCAGTGCCTCTGTTGCTACTCTTTCATGCTGG
CATCCAGTTATTGTTTCTGTATAGAACTGAATTGCTTTGTAAAGAGACATTAAATCTTTG
TGTTTGTTAAAAATATGTTCCAACTGAAGACAGTCTATGTTTTGTTTGCACTGATGAGGA
TTTCCTGCAAAGGGAATTA
>CL7729Contig1
AGTCCATGACTGATGTTTCTGCAGAAAACACCATAAAGAAGGAGAAAAACAGACGTTTTC
CAGTCCAGAGACTGAAGCTGAGGCTGTTCTCTCTGTTGGGTAGTGAAGCAGTGAATGGTG
GAGGTTCAGGCAGGTTCTGCTTCTGCTGAGTCTGACAGTAGCTTGATGTGTGTCATGTTT
TAGCAGGAAATCTAACTCTGAAGACTTGGCATCAGCAGCATTTCTAAAATAACTTCCTGA
GTCATGTAATTTGCTCGCAAACGTTGTGACTTCTATGTGAGCTTATGTAACAAAAGCAGA
GGCTCTGCGTTGAGGTTGGACGGTTTCTCTTACTGTGGCAGCAAACAGATTTTTCTCTCC
TGTAGGGAATCAGAGAGGGTGTCAGACTTGTGTACATCTGCTAAGGAGGCCTAAGCAGAG
GGAACCTTCTGCATCTAATCGGCCTTAATCCAGTTTGTAGAGATCCGAGGATCGTCATCA
GCGTCATCTGGAGGATTGCAGATGTTGCTGTGACCTTTGAGTTAGACAGACATACTGCAG
CATGGACTCCATCACTGCCTTCTCTGATAGTTTTGCTCCCCCTCTGTCTGCTGGCTCTCA
TTCTTCCGTCTGAGCGGGCCGTGCAGGCTGTCTGCTGCAGGCGAGACTGTGTGCGTTTAA
TCTGAGCTGAAGCAACATGTGACTCTTACTGGACCAGAAATGTTCATCCCAACCTCTGAA
TTGATGTAAAAGTAGTCGGCCCACAAGTGTTGGGATAAAGCAGGTTTCTACTGGCTTCCC
TTCCACTGACTGCACACCAACTCCAACACTTTGTAAATGAGGGGCAACATGCCTGGAGTG
ACGACGTTACTGCAGATCCAACAGATAACTGCTGTGACCCTGTTGTGATGTTTCCTCGGG
ACACTAAAGTTGTGGCTTTCACTGTGTTTAATGCGAGTCCTGTCACACAAATAT
>CL7730Contig1
GTTCAGTATCAACTGAGTCGTGTGTAAGTGAACTGACAGGAAAATTTCCTGAAGACTAAA
GCTACTCCAGCATTCTGAACAAGATGAACGCCGAGCCTGTTGTTATTGTTTCCGCTGCAC
GTACTCCAATTGGATGTCTGAACGGTGCTCTGTCCACACTGTCTGCAAGTGACCTGTGTT
CAGAAGTCATTAAGGATGTTCTAAAGCGAGCTGGAGTGAAACCAGAAGAGGTCTCTGAGG
TTGTTTTGGGCCAAGTCTTAACTGCAGGGCAAGGGCAGAACCCTGCACGACAAGCCAGTG
TCAAGGCCGGTATCCCATATCTTGTCCCAGCATGGAGCTGCCAGATGGTGTGTGGTTCTG
GGCTGAAAGCTGTGTGTCTGGGAGCTCAATCCATCCAAGCAGGAGAGTCCACTGTAGTTG
TCGCAGGAGGCATGGAGAGCATGAGCAGGGTTCCTCATACAGTGCAAATGAGAGCAGGCG
TGAAGATGGGAGACGTTTCTCTCCAGGACTCCATGGTTGCTGATGGACTAACAGATGCCT
TCCAGGGATACCACATGGGCATTACAGCTGAGAACGTGGCGAAGCAGTGGGGCATCAGCC
GAG
>CL7731Contig1
TTAAACACATTTCCAAGGGGCTGACCAAGCTGCGGGTGCTGAACCTGAGTTTCTGTGGGG
GGATCTCAGACGCTGGGATGATCCACCTCTCCCACATGGGCTCCCTGTGGAGCCTCAACT
TGCGCTCTTGTGACAACATCAGTGACACAGGAACCATGCACCTTGCCATGGGCAGCCTCA
GGCTCTCCGGACTTGATGTTTCCTTCTGTGACAAGATCGGGGACCAGACCCTGGCGTACA
TCGCTCAGGGTTTGTACCAGCTGAAGTCCCTCTCCCTGTGCTCATGCCACATCTCTGACG
ACGGTATCAACCGGATGGTGAGGCAGATGCATGAGCTGAGGACCCTGAACATCGGACAGT
GCGTGCGCATCACAGACAAAGGGCTGGAGCTCATAGCGGACCACTTGACCCAACTGGTGG
GCATCGACTTGTATGGATGTACCAAGATCACCAAGAGGGGACTGGAAAGGATCACGCAGC
TCCCCTGCCTTAAAGTGCTGAACCTGGGACTTTGGCAGATGACAGAGAGTGAGAAAGTGA
GGTGATCAGTAATGTTTGCTTTGTGTGTGAATGCGTGTGTGTGCTCATTATTTGGATTTT
GTTGGATGGAGAGGGAACACTCGAAGAAGGAGTTTGGGTGGAAAATGGGCTGTTTTCTTA
TTTAAAAAGAAAAAAAAACCCTCCTCGTTCCTTTTTACAAGATGAACCTTTTTCACACAA



CAGCTTTCTGTTTCAATGTTGCATTTTTCTCTTATTTTGTTGGCCTTGCAGGACTTTTAT
TTTGCTATGGTTTCATTTTTTTTCATAGAAAGCAAGCAAAAAGTTCATATATCTTAATAA
ATATTT
>CL7732Contig1
TTCGGCACGAGGCCCCGCCCCCCAATGCATGAAACTGTGGTTACTGTAAGGTGATACGTG
TCTGACTGATGTCCCATCAGTGCAGAAATGCATTTAAAGGCTGTAATCCAATGACGGTTT
CCTTGATCCGATCAGTTCAAAAGTGAGGCTCTTAATTAAAATGTCAACCCATCGGTTTAG
TGCAGCAGGAGGAGCAGCAGCAGCAGTGGGTCACACCAGCCTTTTTTTTGAAGCAATCTC
CCTCCGTCTTCACATCAATAAATCCCGCCGCCGCACCAGACATTGATATTGATCATCACT
CCTCTGATGACGCTTTCTCATGCTGTCTGTTCTGCTCCTCCTGTCTGTAAATCTGTCTTA
TAGCTAAAGATTTATTTACTAAATAAAAACATTTTTACACACAAAAAAAAAA
>CL7733Contig1
GAGGGTCATTCCTGGGAAAATATTCGGAGGCGGACCAAAGAAACCTGCTGTCGACCCAGC
ACAGCAAGCAAAGATTCAGCAGGAACGAACCCAATTCCAAACCGAGAAGGCCAAAGAAAC
CATTGAGGAGCAATCGAAGAAGATGGAAGAGAAGGTTGAAAAAGCTAATCAGGAAATTGC
AGTCCTTGAAACTCAAGTCAAGCAGTTGCTGATGGAGAAAAAGAAAGATAAAGCTACTCT
AGTGTTAAAGAAGCTCAAGGCGAAGAAGGAGAACGCAGCCAAACTGTCAAAGATGAGCAT
GGCTCTTCAACAACAGCTTCTCAATCTCGAGTCTACAACTGATGATTCTGATTTCATTGA
GGCAATCAAGGCCGGAAACAAAATACAGGAGGCTAACCGTGATAAATATGAACAACAGGC
TGAGGAAATTCAGAAGATGAAGGAGTTGCAGGAGGAGCATAAAATGAGACAGCAAGAGAT
CGACGACATCCTGAACATGGACGATGATCAGGAGGAGATGGAGGAAGAGATGGCGAAGTA
CGAGAAAATGGCGGCGGAAGAGATGGCAATGAACTTCCACCAGACGGACAAGTTGATCCA
GCAGAAGCCAGCTCAGACAAATCCTGCACAGACACAGCCAGCGAAGGCCCAGAAGAAAGA
CGACTTCGACAGCATGTTGGCCGGACTGATGAGCTAATCCTGTCTACTTAAGATTGACCC
TAACTAATTGCCTACCTCGAACTCTAAACAACACAAAACA
>CL7734Contig1
TTCGGCACGAGGGTCAATCAGAGCCCCCGAAAAAAACCATCAAACAACTGCATCAACTAC
CGTGCGATCAGTGAGGGAAAAAGTGATTCCCATCTCACTCGCTGCTGTCTCTGCAGTCAT
TATTGCAGTGGTTGGATTTGGTTTGTATCGAAATAAATCAAAGCAACATCAGAGAGTCCT
GGAAATGGAACCGGTCTGACAGTTTCCTGACAGCTGAAAGAAAAAAAAGAGATGAAGGAG
CCCCGATGCACGAGTGGGGCTCAAGGCATCATACAGACATGTTGGACAAATCCCGGCAGG
TCAGGTTGGGTTGTCCCCAAAGTCAGGACAGATTCCTGCAGAACACGAGGAGAAGATGCT
GAAGAAACGGCATCCTGCTGGAAGTTTTATTTTTTATGGTTCCAGGATTCTTTCTACACA
GACAAAAAGAGCAAAGCTTTATTTATGGATTCAAGAAGAAAAGTGTTTCAGTAAACTTTT
TGTTTTTATTTTTATATATTTTGTGACTCATTTGTATAAATTCAGTTTTTGAAATGTCAA
ATGATAAAAGCACGCTGTGATCATATCATTTAGGGGTTTCTTTCATTCTGATTATGATAA
GGTTGGTTCTGTTTTGTGTAGTACATTCGTGTTTTTGTGACGCCCCTTTAAATTAATCCA
TCTGTAGATTTTATTCTCAAAAGTTTTTATAGTGAATTTTGTATTTGCAGGCCAAGCTTT
GTGGCTACATTAAGTGGGTTTCACTGCCCTCTAGTGGTGAATCTCAGTAGCTGCAGGGAC
TTTTTAAAATAGTTAAAATGAGCAAATCTATTTGAAAACGTTGATTTGATACCTCAAATC
TTATAAACAAAAAAATCGTATTATGTTTTGTTGATGTTATATCTTTTTATGTACATCATG
TAAGGTTTTCTGTATATCAGCCGCTG
>CL7735Contig1
ATCAAACTATACTTACAGGTGATTCAAAGTGAGAGGAAGACGGCTTCAAGGCACTAAAGG
TATGTACAGAGAGTTTCCAGGAGCCGCTGGACGCCCGACCCCTGCGCCACCAAGTTCCAA
CGAGCAGGGGGTGGGGGCACGCCCATCTGAGCCCCTTTCCAGATCAGCAAATGAACGTTC
AAGTCCGATAGTTTTCCCTTCAGTTCCAGACCCCTCCCCACCGGGTTACAGAGGAGCTCA
AAGATCGGTGGTCGGCGCAGCGTCGCCGCTGAGCCAGGCGCACGAGTCACACGCTGTAAT
ACTGTTAGAGGGAGCGGTGAGGTCCACGGTCGCCCGCTGCAGGGGGGAGGGGCAGCGAGT
CCGGTGAGGTACGATCCGAGGGTTCGGAGTGTAAACACGATCCCGGCCGGCTTCACGCAT
GTCGCTCCACATACCTAAGAGAAACAGGAAGAAGAACCAGCCGCCCAGAAACGACAAACG
CTCCGACTGACGGACCCAACGTCTGCGGGGCGGAGACTGGCGGGCGGATGGCTCAGAAGT
GCCGCTGAAACTCGCACTGTTCGCAGCGGTTGAGGGCGGGGTGGTTGAGGAAGGTGCAGG
CCGTGCAGCTCCACTGCGAGCCTTCGTCCTCCTCCTGGTCGGGCACGGGCTTCGTGTGCT
TCCCTCCTGAGTCTTTGGGTTTGGGGGAGATGGGACAGATAAACCCAATGTTGTCGTAGA
AGTTTTGAATCACACCGGGGTTCAGGTGTGGTCCGTTCGTCTGCAGCAGATCGATCTCCT
TGCTCAGGCAGTCGATGTCGATTTGCAGAGAGCGGTTTTTGCATCGCAGTTGCTTCATTT
CCTCAAATGAGGGAATCTGGGAGGCGGAGTTTGACCTCTCCAGCCGCCTTCTGGTCAGGT
CGTTCTCCATGTCGTTCACCTCTTCTTTTAGCTTCTCCAACTTTTTCTTCTTCACCTCTA
ACTCGTGCCACAATCTGTCCATTCGAGCTTTCTGGTGGACCAACAAGGCTTGTGTGTAGG
CGGCATCATCAGAGCCCATGCTGAGTCGCCGTGGTTCGTCCTGGTGCGGTGATAGTGGGT
CCGACTGATGCTGGGGGTCGGGCTCCAGGAGGTGTTCTGATGAGAGGCTCAGCAGGTTGT
TGGGCACTATAGTGGGGGACACCACTCCAGGGGACACGGCTGGGGGCTTGTTGGGAGACA
CTGCATAGCCA



>CL7736Contig1
TCGGCACGAGGCGTAGTCCCACCCCTGCGGCCGATCATCAAGAAGGCGTGGCTGCTGGGG
TTCTGTGTCTTTTACGTCTTCTTCATCTCCATCTCGGTGTTTCCTGCCGTTTCATCGGGG
ATCCAGTCGGTCGACGTGGCCAGCGGCACCCCCTGGACCACCACCTACTTCGTTCCCATC
ACCAGTTTCTTTCTGTACAACTTTGCGGACTTCTGCGGCAGACAGGCCACCATGTGGGTG
CAGGTTCCCGGCCCCACCAGTCGTTTCCTGCCTGCTCTGGTTCTGTGCCGCACCGTCATG
GTGCCGCTCCTCGTGTTTTGTAACTTCCAGCCTCGGGACCACCTCCACACTGTGCTGTTT
GCCCGCGATGTGTACCCTGTGGTTTTTAATTGCCTCCTCGGTCTCTCCAATGGGTATCTA
GGAACTCTGCCGATGATCTATGGTCCAAAGGTGGTTCCCCGCGAGCTGGCCGAGGCCACC
GGGGTGGTCATGTCCTTTTTCCTCACTCTGGGATTGGCTGTTGGATCTGCATTCTCTGTT
CTCATCGTGCATTACATTTGATTTGGTCAACTTCCTCACGGAGAACGGCTCCAAACTGAT
TTACAACGGTTTGAACTCTGGAATGAAAGTCTAAAGGTTTTTAAATCATGGATTGTATCC
GACACCTGGAGCGAGTAACGCCACAACCAAGTGAAGTCTATCCAGTCGCCGTTTGCGACG
ACCAAGCAGCGATTGGTCTGAATGTCTGATGCAACCACTCAATCAGGAGTGTTGAAAGAC
CACACCCTTCACCATAAGTGGCGTCTAGTCAGTTTATAACTTGAACCGTTTGTCTCTAGA
CGTCTAGAATTTTGCAGAAACTTCCTGTCTGGAGTTACCTGGGGGGAGTCACTCAGTCCA
GTTCTCATTTCAGTGTTCAGGTCCTGATGTTCAGAATCTCATTTTTATTCAAATGAGATT
TCAGTGTTTGTTTGAAAGATGTCAAAACACAAAAAACACTCA
>CL7737Contig1
TTTTTTTTTTATTGTTAAAATTATTTTTATTTTCTCTCTTTGTTATTTCATGAGGATTTA
ACAAACAATTATGGCATGGCCAACTTTCACATTATTATTATGGGATGTTGAAACAACAGC
AGAGGAAAACACATTAAAAGAACAAAAATATACACTTTTACAAGAGAGGAAAATACAATA
ATTGCTTTGAGGGGTTTGCACAAATCTAATAAATGGCGAGTTTTTGGGGAACTTTTATTT
TTAGTGTGAT
>CL7738Contig1
GAAACATTCAGGGTGCCAGAGTGAGTTGAGGGCAGAGATGTAGTTCTCAAGGATTGCACG
AGCACAGCCGCCGCATTTAGGGGCAAACATGTCAAAGTAGTCCTTTCGGCAGAAAGCTTT
TCCATACTTTCTCGTGGAAGCCTTCTGGTCCAAAAAAAGATCCACATTGAGCACAAAAGA
AATGCTCTGGATGCCAAGTCTTGTCCAAAGCAGTGACGACTTTATCCAGTATGGGTCCGT
TGCAGTAGTGGCAGCGTGGCGAGAACAGGCTGTGGTAGTCCTTCTCACAGTACGGATGAC
CGTCACGCTCAAAGAAGTTTCTGGAGCCGATCTCCTCCTGACAGTGGGTGCAGACAAAGT
GCTCGGGGTGCCATGTTCTGCCCATGGCAGTCACCACCTGTCCAGCAATGGGTTTCTTGC
AGGCACCACAGACACCTTTAGCCACCGTCTGGACTCCCAGTCTGTTGAGGTCCGACTGCA
GGCTTCCCAGCATGTTGTCCAGCTTGTTTGCAGGTTTTGCTGGAGCGTTGGACGAGGCAT
TTCCTTGAGACTGGATGTTGCTTTGAACTTTGAAGTCAGACAGTGAGGCCATGAGCTCAT
CCAGCTCTCGTGTTGCAGAGGACGCAGACATTTCGGGCTTGCTGCTGACCCAGGGTGTCG
TCCTGTGCGTTTGTTTCATCTGACACTGATAATGCAGGGGGAACTGGCATGGGCACAGAG
CTCTCCAGGTCATNCAGAAGGCTCTCCCACTTGGCCTCACGGNCTCTGCTC
>CL7739Contig1
AGAGCAAAACTGGCATCTGATTCTAATTCTCTGTGACAATCTGCTAACTACTAGGTGACA
CATGAAAGGATACTTTTGGGGTCCAGCGTACACCACAAATGCAGCAGCAAAGGCCTACTT
CAGTACACATCCAAGGTATCCGAAAGAAAATACAGTATGGCTATCTTATGAATAAAGACG
TACAATAATCAAAAAAAGGAGTGACAACAGCAAAATTGTATTTACACTCTGAGAATCACA
ACATTTTGGCTCTCTATCCCCCTGCTGCCCTGCCGAGGTTCATTTTGCTACCAAGACCTA
ACCTCTCCATGATTCCATAGGCCTCATTCTATATCAGCTTTAGAGTTCTGAGTGGGCCAC
CATCCCTGAAAGTAGGATATAAAGTTATTTGAGGAATAACTGACTTGGCCTAAAACATTT
TGGTGGTGACTTGCTCATCCACTTATACATTTAAGTAACTGTACCTCTGAAAGGTGAGGT
CATACTCCAACAAGCCTTACAAGAAATTGTCCTCATGTCTGTAGGAGCTGTGGTATTTTT
CATTAGATGTGACAAAACTAAGAGCAAGCAGCTGTGAAGTCCTCAAACAAGCAGCAAGAA
CTGGTTTGGGAATGAAGGAAAAAACAGACATCCTCTGTCTTACGGCCAGGCATGCCAAAC
AGGATGTCTAGTCTCTTGTAGGAAATTGCCCTGGTTACCAATGAAGACTACTTCACTGCT
TTATTTTAGTTAGTTGTATTAAACATAAGTAAAAAATCGGAATGCCAACACACATCAGTT
TTCTCTCATGCTGAGTTGAGACTGACAGTTGGAAGGACCATCTTCTGATGCTGATGCTGG
GAATTCAACA
>CL7740Contig1
ATTCTGGACTTCAGTTCCACTGATCTGATTTGAACAAGGACAGTTGAACTGAGCTGCAGG
GGAACTGAACCAAAAAAGGATGGGCTGGCGTCGATGGCCGGACGATGGGCTCAGCGTCTG
CATTTTCTCGCATCTTTAGGCAGCTGCTCGGATCAGAAACCAGGCGGGACTCCAGGAGGA
AATCAGGAAGTCTGTCCGTCCTGTTTCTGGGCCTGCTGCTTCCTGTGGGCGGGGCCGCAG
TGGCGAGCGCAGGGACAGTCGTTGGCTATGTACACATTCATGGTCGGTCCATGGCTTCCA
CCAAACCGCAGGACTATTTCCGAAGATCTAACACACACACAGATCCGTCCGACGCGCTGG
CCCCCACTTTGTCCCCCGCAGCGTTCCAGCAAACCTCAAAGATGCCCCCTGTCCCTCTGT
AACTGTGGACCAACGCCCCCGTCTGGGTGTTCCAGATGTGCACACATTTGTCAAAGGAGC
CGCTCGCCAGGTGGCGCCCGTCGGGGCTGAACGCCACGCTGTAGACAGGCTCCTGGTGTT



TGGTCAGCGTGTGGATGCAGATGCCCCGGTCCACGTCCCAGAGCCGGACCGTGGAGTCGA
AGGACGCGCTGGCGAGCATGAGGTTGGCACTAGGGTTGCTGGTTCCGGGCCCAGTGGGGC
TCCACTTGATGGTGTAGATCTCCTTGCTGTGCGCCTGCAGGTCGTGCACACACAAGTCCT
GCTTCATGCTCCAGATCTTCAGCGTCATGTCATCCNA
>CL7741Contig1
CTGGACGAAAACTGAGGTTTACAGCTGTGACAACTTAAAGAATGAATGGAACGGGTTGCG
GCAACTTTGACAACCAAGAACATGTCCTCAAACTAGGGGAGACCTTTGAGAAACACCCTA
AAAGTGCCTACCATACAGTGCGATATGACTTCAAACCAGCCTCTATTGACACAACCTGTG
AAGGAGAGCTAGAAGTTGGAAAAGGAGAGCAAGTTACTATTACCTTGCCCAATTTAGAGG
GGTCAAGTGCTCCAGTAACAGTCTTCAAGGGATCCAAGAGGCCATACATGAAGGAGTGCA
TCCTCATTGTGAACCACGATACAGGAGAGTATAGACTGGAGAAACTCAACAGCAACATAG
CTGTGAAGAAGACCAGGGCTGAGGGCAGCAGCAAAATTCACTCTCGCCTGGAGCAGCAGA
CCAGTCGCCTTAGCCAACAGGTGAAGAGCACCACCACCACCAGCAGCAGTAGTAAGACCT
CTACCAGCTCGAAGAGCTCTCCTGTCAAAGAAAAGACCTCTCCGGCGTCTCCCATGGATG
ACATTGAGAGAGAATTAATGGCAGAGGCGCGGGTCATGGACCAGCTGAGCAGCGGCGGCA
GCTCCTCGGACTCCAACAGCTCGTCATCCTCCAGCAGCGAGGAAAGCTCCAGCAGCAGCG
ACTCGGAGGGCGAACAGGCTCGTGCACCGCCCTCAGCACCTCCTAACCAGAGCATGCCCA
TCATCACCACCAGCTCCAACAAACCCAGCCACCATCAGGAAAGCGGAGGGGGAATTATGA
ACACTCTAAAGAGTGACCTCCAGCTGAGTGAATCGGGCAGTGAAAGTGATGACTGAAGGG
TGTAAAGATGTCCAACAACATGAGAAGAAATCCCTGAAGATTTAAGGAGCCAGTAGCAAA
TCTGTGTTTCTCCTCCTTCGTCGCAGGAGAGCCTCACAGTCAGATAAGATCATAATGTGT
TACATCTCACGTCTGCTTTGTTATTGTATAGATCCTTTTTGAGCAGCCTTTATCGAGAGA
CATTTGTAGTTGGATAAATAATTGACAAAGAAAATGTAAAAGGTGGAATGACATATCCAC
AGTCTGGTGCCTGAGTCTCCTCTGATG
>CL7742Contig1
GAGCTGGAGGCCACATCTCCCACAGATTCCAAGGACAGCTCAAAGTCTGGTCAGGATACA
CAGCCACATCCAGAGTGTTCCAGCTCTGCGTGCTCGGACCAAGAGGTTTCCTCAGAGAAG
AGCAAACAGGATGCCGAGGAGGAAGAGCCCCTCGAGGCGCCGGATGAAGGCGTTCTCGAA
GCGGAGAAGGATGAAGAAATCCAAGAGGAAGACGAGGAGACGGAGCATGGTCAGGCTGAG
CCTCAGGAGGAGGTGACCGCCGACGAAGAGCAGCTGGAGGGAAGCTCCCACAGCAAGGCT
GAAGCTGGACCTGCTGCAGAGAAAGAGGCTGACCTGGGAAGCAGTGAGGAAGACCTTTAC
AGAGGAGCCGAAGAGCTGTCTTCCTCCGTGGGATCATCGGATTTAGAAATTTTTAAGTTG
GAGGAGCGGTGCAGCCTGTCTCCGGCTGTGGACGTCTTGTTCTACAGCGAGAGGGAATGG
AAGGGGAACACCGCCAAAAGTGCGCTCATTAAAAAGGGATACAAAGAGATGTCCCAGAAG
TTCAGCAGCTTGAGGAGAGTGAGGGGCGACAACTACTGCGCCCTCAGAGCCACGCTGTTC
CAGGTGTTGTCCCAAAGCACCCACCTGCCCGCCTGGCTGCAAGAGGACGACGCCACCATG
CTTCCAGAGAAACTGGAGTCCCTGGAAGGCCTGATAAACCAGTGGAGGTTTCCTGGAGAC
GTCACAGGAGACGCCAGCCAGCAGCTGAGAGGATATCTAGAGCTTCTGAGAAAAACGTGG
CGGGCGGCGGTGGGCTGCGCCTCGGCAGCAGAGCGGCAGCAGCTCTGCGAGCGAGTCTTC
CAATGCGGAGAGGAGGAGCTCGGGCTGCTGGAGGCGCTCAAGCTGCTGATGCTGGGCAGA
GCGGTGGAGCTGCACGGCCGCATGCAGCGGGGGGATGAAGACGTTCCTCTCTTCTGCTGG
CTGCTGTTTGCCCGGGACTCGTCCGACTGTCCTCGGTCCTTCCTCTCTAACCACCTCAGG
CACGTGGGCCTCACCGCCGGGCTGGAGCAGGTGGAGATGTTCCTGCTGGGCTACGCCCTG
CAGTGCACCATTCAGGTATTCAGACTTTACAAGGCAGACACAGAGGAGTTTGTCACTTAC
TACCCAGACGACCATAAGGACGACTGGCAGACCGTGTGCCTTGTCACCGAGGACGACCGG
CACTACAACGTGCCGGTTGTGAAAGCTGCAGAGCCACAGGAGGAGCTGGCCTCCCGCTGA
TCCTCGTTGCAGGGAAACGCGCATCCCT
>CL7743Contig1
AGCAGACGGAGCAGCTGAAAACATCTGCAGGATGCAAGCCGCGATTCTTCTCTGGATACT
CAGCCTCCTGTTGAAAGAGGTGCAGGCATGGGGCTACAGAAATGGAATATTTCATAACTC
TATTTGGTTGGAACAAGCTGCTGGAGTTTACCACAGAGAGTCACGCAAAGGGAGATACCA
GCTGACATTCATAGAGGCCAAGGCTGTCTGTGATTATGAGGGGGGGAAGCTGTCCACCTA
CGAGCAGCTGGAGGCGGCGCGACAGATAGGTTTCCATGTGTGCGCAGCAGGATGGTTCGA
CAAAGGACGCCGTTGGTTACCCTATTGTGAAAGCTGGCATCAACTGCGGCTTTGGAAAAG
TTGGCATCATCGACTATGGATACAGACTGAACAAGAGTGAGCAATGGGATGTTTACTGCT
ACAACCCAAACTCAAAGGAGTGTGGAGGAGTTCTGACCGACCAGCAGAAGACCATCCAGT
CTCCTGGTTTTCCTGACAAATATCAGGATGGACAGATTTGCTACTGGCACT
>CL7744Contig1
TCGGCACGAGGAGCAGAAGCTGGATTATGAGAGATGATGATATATAAAGAACAGAAAGAA
CTATTTTATCTGCAGGAGCGACTGTAAACGCAGCAGCTCTCATGCCCCCCATGAAGCGTT
TGTGAAGGGACGGCTGCCCTGCTCTGCTCACGGTGGAAGGAAATGCCTTTTCTTGGTTGT
GTTCAGTGATTGGCTGTGAAGGATGTGATGAAAGCGGGGTGTCCACGCAGCAACAATCAG
GCCGCCGCCGCCGCTCTGCCTTCTGTGCTGTCCTGGTGTGGAAACAATCCCCTCTGGTTT
TAAATTATTGTTATTTAACTCTGTAAGATGCAACGGTCTTGTTTAGCCTCCTGGGGTATT



TTTGAAGTAGTTGCGTTGTTTTTATTTTTATTTTGCACAAGCACTACAGCAGCTGCTGGT
GGGGGGGTTCTGGGTGACCCCCCTGACCCTCAGACAGTGTCATCTCTCAGCCTGATTTTT
CTGTCATGTTTTTACCATTTTTAATCAAATCTGTGAAAATGATTCTGATCTATTTTTCCA
TTTTTCTTTCATTTTCTTTTCTTTTTGGAGAGAAAACCTGAAGCCCACAGGTTGAATAAA
ACTCAGCGGTAGAGAGTCTGATTTCTTGATTCAAACTTATCAAATCTAATCACTTAAATC
ATACAACTATTACATTTGTATTCAGTTCATTTGACTGTTTATAGAGATATAAAATA
>CL7745Contig1
GCTGAGCCAGATGCTCCTTTGAGAAGAAGTAGGACCGGGTTCCATCCTGACGGACGTAGA
AGTTTTCCCCGAGCTTGCTGCCGGCTTTAAAGCGGAGCATGGCGTGGTCATGCAGGCCGT
AGTCCCTGAACAACACGACGCCGCCAGGCTTCAACACCTTGTTAATGTTCTCCAAAGCCA
GCTTCATCTTCTCTGGATGAACGGCGGACAGGACGAAGATAAGAGTGACAACATCCACGC
TTCCCTCCGGAACATTTCCTGTCAGATCATCTTTGGTTAAATCACACTGGAAGGCACAAC
AGCGCTCAGGGCAGTATAGAGGGTTTTGTTTTACAAACTCAACAGCTCGTGGGGAGAAGT
CACAGGCGTAAACAAATATGTTGAGGTCGTCCTCCAGCAAAGGAAAGAGGCAGTTTCCCA
CGCCGCAGCCAGCTTCCAACAAAACCAACTTCTGGGACTCAAACTCACGACACTCTTTGA
GGTCTTCAAATTCCCTGGTTGTCCAGTGTCTGTCTTTGAAGAAATTTGTGGCGTTTCTTT
TGTAAAACAAGTCCCAGTTTTTTCGAGCTTCTTTCTCCAGTTTTATTTGTTTGAACTCAG
ACACAAGAACTCGCTCAGTTTTCAATATATCCAGCTCCTCCTGGGTTAAATCTCTGGAGG
AAGATGTTTTCGTTTGTCCGGACAGGCATGTTGGTGTGTCGTCCGTAGACTCGGTATCTT
CGGCTCGGTTCATCATATTTCCACGCTGCTTTAAAGTTTTTGGAGATTTTTTTCCGTCTT
TCTTTGTACAAAGTCATTAATTTACGACATTTTCAGTTGTTATTCCTGAACATTTATGCA
GTTTATTACGTTTTCAATAAAACAATATAAAATAAAAGGTTGAATAAGCTAAATCGACAA
TAAAAAACCCTACTTCAATTTCAAACAATTCTTTTCATT
>CL7746Contig1
ATGATGATTTTTGTGTTTTTACAGGACAAATCCACCTTAAAGCAGTGACTCCATCAGCTT
AAATCTGTTTTTTCCCCAACAACCTTCTTTAGTGGTTTGGCATGTTTTTATCAACAAATA
TTGCAAGATTTCTCGTCTTGAAGACATAGAAATGCACACGCTTTAACATTTAATTCCCTT
TTTGACACTTTGAGAATAAAACGTACAAGAAGTTTCAGGTTATTTGCACAAATCTGGAAG
AATTAGGATTAGCTGCAAAGGTTTGCTAATTTACGATGTTGTTTTGTACATTAGTTCTTC
AGATAAGACGACTCTTTGTAATTGAGTTGGTAAAGGCATGCTGGACCAGTGAGGAGATGG
GTTGGTGTTGCAGTTTTCAGGTTTTCTCATCGCTGACACCTGAAGGCAGCTCCATGGACT
GTTCTTTTTAACCCGTTTTTCCTGCAGAGGTGCTAACCTGATGATCGGATGCTGCTGCGT
CGTTCCCGCCTCCACCTTTTAACCCTTTTGTAAAAATTATTTCAGCGTCGCCGCCTCCAG
CAAAGGTTTTGCGTGTTTTTTTTATTTTTCCTCCCTGAACAGCTGCTGCTGCTGCTCCTG
TTGTCCCCCTGACCCAATAATCCGTTTCATCGCCTGTTCTTTTTATTTTCCGATGCTGTT
GAATCCACTTCTGTATCCAGCAGGGTGGCCTGCCTGGATTACCGTTCTTTGTTAGCCCAG
TGGATGGAGGTTTCCATCTGTGTGACGACAGCCGGGGTCATTGAGCAGACGCGTTACTCT
AAAGCAAAGCCGCTTTAACAGCTTTCTCTGCACCAAAGGTCATCCCAGCGTCTTGACATT
CGTTGTTGGTCGAATTTTACAAAAAGACTCTTCCTGATATCGAACTGTACGGGAAACCAA
ACGACTGAAACTCGCTGCCTTTTTTCGAAAAGCAATTGATATATCATCTGATGTATCATT
GATGATGTTTACTCTGTTGGATTTTTCGGAAATGTTTTCCAATACTGTAACACGCTGTTG
TGTGAAAACTAACATTTTTGTACCATTTTCCTCAAAAAAC
>CL7747Contig1
ACACATTCGAGATTTATGCAAAACTGGTAGAAAATACGTTTATCAAAGTAGTTTGTGTCC
TCCTTTTCATGTTTTTCTGGTACATTCAGTACACTTAGTTTAACAGGAATGCCAAATGTA
CTGAAATCTTACTTTTACCTTCATTCAACATGCCTAACAAAGGAGAGAAACTCATACAAT
GATTAAATCAACATACATTTCAATGGTTGTGTACAATTTTTTTGCATCCCAAAATACTGC
AACTGACTTTGCAATGCCTATTAGACAAAGTGCACTCAAATGCAAATTTTAATTAAATAA
ATGATTTTACTATATACAGGAATGCTAATGAATAAACAGAAACTGACCATACAATAAACT
GTTAGTTAACGACTTGCAGAACCAATTATGATACAACTATTATATATTTTGCTTGTGTAA
TCAAAGAAATGGACAAAGAAGACTGATTGGAGAGTGGTCATAACAAACGTTGCTGTGTTT
TTCATGACAGCAGGCTGTATACCTGATGATAAATCATATAATTGCCTCTGCCGCATTTAT
TATTTGGTGACATTTTGTGTTTTTAGATGTTTCCTTGACAACCTGTCTATATCACATACT
AGACGCAGCTCCTAAATGACCCTCTCCAAAATGGAAAAACAAATAAACACTCAATTACTG
TCTTGAATATAAAAAGAAAACAATAACCGAGTTAGCCTTAAGTTTACTTTAATTCCATTT
TGAGGCAGGTTTTGCGTCGTCTA
>CL7748Contig1
TCGGCACGAGGCAACAATAACACGACCAACAGGAAGTTGTCGGCCTCACACTCAACACAC
GGAAGTTAACCGGAAGTTCTATCGTGCACGTACGCTATTAACAGAAAAACACATTCATAT
AACACTATAACTGTCACTCAGAACAGAACAGACTGACATGAGCTGAAAACATCCTTTTTT
CATGAGATTGATATGATACTCTAAATTTTTTACAACAGTCTTTGTATTTTATATTCTTTA
AGCAACAATTATCAAACCAATAAAATAAAAGAACCAATATGTTTAAATCTGTGTAAAGAT
ACTTGACAATAAGAGCTTTGCTGCTTTCATTGACAAAAATAAAAAAAAAAATTCCACACT
AGGAATTCTTTCAGATGTATCCACTAATAGAAATGTGTTGTTTTGTATTATTAGAGTTAA



ATCTTGAAAGGATTCAATGTGGTTGTAGTTTAAGCTGAGATGATGAGTATGTTGTTCATG
TGTGTTACCATGACAACACTAGAAAGATTTTGTAGATGTCTTTAATTCTGACACTTTTTA
TGTGATCAGTGAAAACCGCATTTAGAAAAAGATTTTCCTAAAAAATGTCAGAAGGAAGTT
TTCAGGCAGATAAAGAACCAGACTGGTGTTGTGTGTTTCATGTGATTCGTGTTTTCTAGT
AGACATTAGAACTGTTCCTCTGTTCTTTTTGGTTCTCAGTGTTCTGTTCCAATCTNATCT
GTGAATAATAAAG
>CL7749Contig1
TCGGCACGAGGATATTGTGCAAAGTTTTTGAGTTAACCATTGTGGTTGTTGTTTATGTAA
GTGACACTAGCAGACAAAGTGTACATTATTCCACGCGTTGGAAGCCTGATCCATTGCTTC
TGCAAAGTGCGTTAGTTTCTCATAATGCACACTTTGGAGGCCATTTATCTGCTTATGCCA
TGGTCACTTACAAAAGAAATAAATATTTAATCAGTTTTTAGTTCTTTATTATTGTTTTGT
TTTTTGTCCGCTTTTGGTCTTTTCACAAAAAGCGGACTATTTGTTACATGGTGCGACACA
TTGTCACAGTAACATAACGCGCCGTTGGAGCTGGCACTGAATTCGACTGCAGCGGCAAAG
AAAAGCGATAAATATGCTGATCGTCACGATGGGTTAAATAAAGCATCAGTTCAGAAAGTT
CACCTCTTACCGCTTGTTTTAGTCCAAATGATAAGCTGAAGTTTGTTTCAAAGAACCCAG
CGCAGTGATACAGAACATTTAACATTTGAACTTTCTTTTTAGGCATGCGGTTATTACTGT
GGATTATCACTTTTTAATCCACACCCAACAGCCAATCAGAATCGAGTATTCACCCGGACC
ATGGTATAAGCTAAAACAATGTTGAAGTCCGTATGTTCCCATGACAACATTAGAATTATT
TGTACACGTCTTTAAATCGTACACTGTAATTCGTGAACATTTCATTATTGTTTTAATTGA
AAAGTAATTACAGTTTATATTTTGTTTAGTCATGTTAACAAATAAGTTTTGTGAAGAAAA
GATTTTGTTAAAAATGTATAAAAGAAGAGGCGGATAAAGAACCAGACTGTTCTTGTGATT
CATGTTATCTAGTACAGATTAGAACTGTTTATCCATTCTCAGTGTTTTGTTCCAATCTTT
ACTGTGAAGAATAAAGTA
>CL7750Contig1
GGGGCTCCCCCCGGTGTAGCCGGACTGTAACAGCACCTCTGCACTTTGGACAGGAGGAGG
AACGAGGAGTTTAGACAACTAGAAAAGACGGCGAGGAGGCGCGCCGCTCTGCCCGCTATC
GCCTGCAATACTGTTCATGTGTGTTTACAGCGCCGCCACACCTGCTCCTCCACCGCTCCT
CTCATCACCTGCTCTACTCCTCTCCTCTTCCACTCCAGATTCTGGGCCTTAACGCTGAAG
CCAAAAGAGAGGAGGAGTCAAACGACCTTCTAGAAGATCCATCTTGTCCTTCATGGACGT
CTGATTTCACAGTCGGCGCTGTTTGACCAAAAAAGTATTTTATGAAGGAGGCGCGATTGT
TCACGTGTTTTTGTGCCCCGCCCCCTCACCACAGTGCATTTCACTAGAAGCAAGAATGGG
AGGAGCCTAAAGAGAGGCGCCCTGTGTGGAGGTCTGTGTGTTTTCCTGTCAGTCGGGGGC
GGAGTCAGAATGTATTTATTGTATGAATCCCTCAGACGGTCTTCATATGAATCATGGAGG
ACGCTCAGGTGTGAGCCCTCCAGTGTGTGTGTGTGTGTGTGTGTGTGATGCAACACATTT
TTGTGTGGTAACCATGACAATCACAGGGACACTGTCAGATGTTTCAGTCACGGCTTTCAC
ACGGCGTGGAGCGCCTTGAACCACACCTCCCTCTGTGATTGTCTCTTTTTCTACTTCGCT
GCCTTGGTGGGGGGAGGGGGGTTNTGCGTGCCACAGGTTTTTTGTCATGAGGAACCGAAA
TGTTCGAACACTCACACCTTTAGA
>CL7751Contig1
GCGCGCAATGTATTTGTCATGTTTATAAACTCTTCCATTTTGAATTGTATTTAAAAAATA
ACCGGACTGCGGTGTCGGCGGGCTGAAAATTCGTATCGAGGATTCGGATACTAACGTATT
GACGAAGGCAAGAACGGAGTTTATAATGGTCCTCAGTCAGATGGACGCTGGCAAAGCGTT
GACGGCGGCGGCAGCCAAAGGGAATACCAGCGAAGTGCAGCGGATCCTGGAGGAATGCAG
GGTGCATCCTGATACCCGGAATGAGTTCGGCAGGACGGCGCTGCAGGTTATGATGATGGG
GAACTCCAAAATAGCAAGCTTGTTGCTGGAGAAAGGAGCAGACGCCAACGTCCAGGACAA
ACANCGGCATAGCGCCTGTCCACGATGCAGCGAGGACAGGGTTCCTGGACACCCTGCAGG
TCCTGGTGGAGAATGGAGCTTCGGTGAACATCCCTGACCAGAACGGCGCCCTGCCCATCC
ACATTGCCATCTGGGAAGGCCACCGCGATGTCGTGCAGTTCCTGGCTCCGCGTTCCAACT
TGAAGCACGCCAACCAGAGCGGTCAGACGGCGATAGATGTAGCCCGAGCTTCCTGTGTGC
CGGATATGATGGACTCACTTTTTGCTCATATACATAGTTAGAAAAGTTTTCTTCTCACTC
GTCGTCATTCTTCATTTTTTTTTGGCTTCAAACCTTGTGACTTGAACTCATTGCTGTGTA
AAAGATTATTTTTTTTTGTTATTTGTAGCTCAGCATTAATATGTGACACAAGACATATTG
TCTTGGCAGCTTATTTTCAGTGGATGGGTGTCTATATACTGTAGATACCTCTTTTGCACA
GTGCAATTTAGGCACCTTATACTTATGCATATATCTGTTTTCCCTTTTGACTGGGAGTGC
ACATTTGTATAAAGTTTCCGCAGTGTTTCCTAACTATTTCTATTGTGTAAGAATTCATAC
ACGTGTGTTTCTTTTTAAATTACAAAACTTGACATGGTGCACCCTCGTTGCTTTGCCTAG
TTGTTAATCTGAATTAGATGTACTTAGACTTTCAATTGACTCTTATTTATTGTTGGACTG
AACATTTCCTGTGACGTTGTAAATACAAACATATTGTGATTTGTTTAAATGTTATTTATA
TAAAAACTTTTACGGAAAAAAGTGAGATTATCACT
>CL7752Contig1
CGAACAAACATTAATACAGGTGGGATCACTCAGCTGCATAACAGAGCAGACTCCAGTGAC
CTGAAGGCTGCATTAAATACACTTTTACCGTCTCTTGGCTGCAGCAGATGATTGAAGACA
GTTTTTCTACGCTAACAAAAATCAGTCGTAAACAACATGGAGCTGTTTGGTATAAAAAGG
TGCCGGTCAGACAGACGAAAACCTTCGTCCCTCTGATCGTGAGTCCGTGTGGCGATCAGA



TGCAGTCTTTGCTCCTCTGACCTTCCTCATTCACACGTAGTCCTTCCTCTCCAGGCCCGG
GCCCCCCACAGACCTCTGGGTGGAGTAGGCCATCCGGGACGGGTTGTACCTGGACTCCTG
CGGCGGACAGGAGCAGCAGAGAAGTCCTCCGCCCAGGACCAGGAGCGCGGCCGCCGCCCA
GCCGATGTAGAGGGCGGCCCCCAGCTCCCTGCGCTGGGCGTCGGGGATCAGAGGGTTGTA
GAAGTCTCTGATGATGGAGTGAGCGGACCAGGACACGGGGATGAGCTGCATGACGCCCGA
TACGATGAAGAACACCCCGGAGATGATCATCACCTTGGCTTTGGATGCCTCGTCCTCGAT
GCAGTTGGTGCACTTGGCCCCTGCGATGGCCACCAGCACGGCCAGGATGGCCAGCAGGAT
GGAGATGACGGTCAGGGCGCGTGCAGCCTGGAGGTCCTGGGACAGCGCCAGCATGGAGTC
GTAGACCTTACACTGCATCTGGCCCGTGCTCTGCACCACGCAGGTCATC
>CL7753Contig1
TTTTTTTTTTGTGGTTGTGCTTGTGACTTTGTATTTGGGCCTGTATGGTGTAGACTGTGG
CCTTTGGGTATACACCCTAACTGTGAAAAAGACAATGAGTTCTTCACTGATCTCAGATCT
GCGTGTATTTTTTGCCTCCATGTATGCAGCCCTCAGCCCTTTGGTTATCATTGTATCTAA
CAGGAAGGTGAATAGCAGGCTGATGTGTATATCACAGAAGCTTGCCTAAGAGAGAGCCAG
ACACGCTCCATCTTTTTGAGATATGCTTCTGAGGTTGATTGTTTGCAGGGCACAAGGATA
ATTTGACCTCCTACATTTTTTTCTTATGTGGTGCATTTCTTTTAAAGGTTGTAAAGAAAT
ATAAATAAATGTAAGTTATATTTTTTGACAAATTTATTTTGTCTTGATAAGTGTAGTTTC
ATATTCATGTAAATCCCACTATAAATATTCTCTGCTGGCATCATGTTGCTTTATCC
>CL7754Contig1
CACCAAACCGTAAGCGCAGGATCCACCCCTGTCAAAACACTGCAACTCCAGACCGACTTT
AGAGGAAAGCACGCTAACGGGAGGACAAAAAACAGGGAACCAAAGTATTCGGAGCCGTGG
CCCGTTCTGACAGACAGGCACATGAGGAGCAGAAGCGGCGTGTCACCCAGATCCTGACGA
GCAAGCTTGCTTCTGGACCCCCCCACCCCAGTCAACCGCCCACCCCCAGAAGTGGGCAGG
AAGGACACTAGCGACGACTCCTCCTGCAGACATGAGGTCCTTCCGTTCCTTCAGTAACGA
TGACCGCCATGTAATGGCGAAGCACTCCACCATCTACCCTTCATCTCAGGAGTTAGAAGC
TGTTCAGACGCTGGTGTCCACTGTCGAGTGCGCTCTCAAACACGTCTCTGATTGGCTGGA
TCAGACTAGCGGCAACGCCCATAACCAGTTCGACAGCCAACCAGAAGACAGTACAGAGGA
AGATGACCCTGGCGTTGAGCCCAGCGAAGCAGCTGAGGAAGCCGCTGAATGCTACAGGGA
GTCCAGCAGCGGTGGGCTGCTGTGTGGAGTGATGAGGATTGGTCTCGTGGCCAAAGGGCT
TCTGATCAAAGGCGACATGAACCTGGACCTGGTGCTGATGTGCAGAGACAAGCCCACAGC
AGCACTGCTGGACACAGTCTGTCAGAATCTGCCCACACAGATCCAGAAGCTGACAGAGGA
GAAATATGAGGTCACAAGCTCCTTGCCGGAGGCAGCCATCTTGGTAAAAACCACAACAGA
GCCCAAACTCACACTGAAGGTTACCCTCACTTCACCAGCAATGAGGGAAGATGAAGAAGA
AGAAGAGGAGGAGGAGGAGGAGGAAGAAGACGAGGGGGAAGAGGAGCTGGAGAGTGGAGG
GGAAGTGGGGGAGACAGTGGAGGAAGTGAAGGAGGAAAAGGAAGAGCATGTACCAGAAAA
TGGTCAAGGTATGAACTTTAAAAAGCAAAGGTGGTGTCTGTCTGTTTTTTAACCTCTGCC
ATGCTTTTAATTAGACATGAACATACATTGGCGAAACTTTTAACTACAGTAATTCTTCAA
TTTAGCTGATTTTCTTCTCAGACAACAGTCTCCGTAAGTCACACAGGATAGAAGCAGACA
GAGATG
>CL7755Contig1
TTGATCAAGTTTATCTTCTTTTCAAATTCAAGTCCAGCGCAAAAATAAGTAAAAGAAAAA
AACCTAAATATGTGTAATTGCAGCTGAAACTGTTTCTGAAAGTCAAATTTCATGCTTACT
AAAATAAGTGTTTTTTTTAATTATTATTTATCTCTCATCCTGCAAAATCTGCTAGTTAGT
CTTGCAGTAATTCGGTTGATATCGGATGTCAGATTTCAGGTTTTCCAAATTTCCAAGTTA
TATTTGCGTTTTAAAGTGTTTGGAAGCTCTGTAGAGGCGTTTATGAAAGTCTTTTGCAGT
GGAACACATTCACTTGTTTGTCAAAAATCAAATCACTGAGCTGTCAGAAGACGTTTGGTT
GTCATCTCGCCCTGGATCAAAACAGCCTCAGTGACCATTCCCATCGTGTCCACACGGGGG
CGGTCTTTCAATTTAAACTGTGAGCAATCGAGATGAACCAAACGATAATCTGAGAAACAA
TAAAATGATTAATCTTCACATCTATTTTCCTTAATCACAACATTAAAATAGATTATTTAA
TTTTTTTTGTTTTTACTTTTTCATTTTCACCTGTTAGAAATAATGCAATATAAAAATATA
GCATTTCAGGCTTCATTTCCACTGAAAAACATAAAACACGCACATATTGACTGCAATTCA
ATTTATGATTTATTGTCTTCTAAATTGCAATAGCCTTATGGACCTTCTACTAGAAAAGGA
TTAATACAAATTGGATTATATCTTCTCTTTGTCTCAAAGCTGGAAATCCCTGCGGGATGA
AAAAAACAAAAAAAAACATTGTTGTTATTTTAAATAAGCTGCTACAAACTGAAACAAAAG
TTTATTTACTTAAACCAAAAAGGTACCATTTTGTGTATGTTGTTATATGCTATAATTGTT
ATATTTGTTTGAATAATTGTTCATTATTCTTAATAATTGAAATTCAAAATAATGTTATTA
CAGCAATAACGTGTGAGAATTTCAACGTTTCTGTCTTTCAAGCCATATTATTTTGAATGT
ATGATTTGTCACGTTTCCATGACTTGTACAGTCGACTGTATGCTGCATTAAGGCTTGTGT
TTTCACAGTATAATAAAAATGTAATGT
>CL7756Contig1
ACGAGGGAGCAGCCGCTCAGATGGGCTCACTGGTTGGTTCCATCACCATGTTCCCACTGG
TTAACATCTACCACCTGTTTAAGTCAGGAGACTTCTGCAACACCCAGTGTCCATCATGAC
AGATGATCAGAGTCTATTTGTTGAAGGAACTGAATTTCCCTTTTGGATGAAGACTTCTTG
ACTTATATTCATTCCGATTACCAATGAAAAAAATCCAATCGGTTTGTTTGTCTTTTGAAC



GAATGACAATTCACAAAATAAATATAAAGCATGTGTCTGTCCAAAGTACACTCATTCAGA
TAGGATATGAATGTCCTCTCTGTGTTTGTTTTATGTATGTATTACAGCCCTGTGTCTCAC
CTCATTTTCTGACTCTATTATTAAAAGGATCTTAAACAGCANANAAAAAA
>CL7757Contig1
TTGAGTCCTGTTTAGCTGTACGAGGATTTATATTAGAAGCACAGACACAGCCGTGCAAAC
ACAACCTTTCAACACCGACATCTATTCAAATGTTCAACCAATGAAACTGTGATGAGTCAC
CATGACAGTCTAACAGAAACTAAATTGGTAGAATGCGATATTCTTTGGCTTAAATTTCCA
AACAGGTCAGGTGGTTTAAGGAATGGGTTAAAGCATCACGCCTTTTCAGCATTTGCAGAA
TTTAACATATGAAAGAAAGTTTCAGTTTTAAGAGATGATGTTTCTCCCCCTCAGTCCCGT
TAAACTCATCTACAATTTCAATCAGCCCGCCTTTTGATCATTCCACTTCAGCTGACGGAG
AAGCAGCATCTCTTGACATGGACAGCGTGCAGCTCTCTGAGAGGCCAACTGTCAATTAAG
ATCTCCTGAAGTTTTTACTTGTTTAAAGGAGTTTGGCTTTTGAAAGACAACAGACA
>CL7758Contig1
GAGGGGGAATCGGCAGAACAAATCTGGACCGCCCCGCCGACTTTGGCTTTGCCACACTAA
AACCAGAAAAGTGGGATGTGGAGGGATTTGGATCTTCAGTTCCATCCATTTTGTTCAGGA
TAGGAGTTCTGGACACATTTCCAGGTCCAATCCAGAATCCTCAACCTGTTTGTCCTTTCT
GCCAACATTATCCGGTGGCTTAGAAATGGACCAGAAGGAGCGACGGACTTCATGCTGGCT
CCAGAACTGTGAGGGAAAAAAACAGGGTAAACAATAAAAAAAAAAGAAGTTTTCTCTCTG
ACCACACGCCTGAGCTTTCACAACGTTCAGTCCAAATAAAACTCAGCCAGGTACTCCAAC
AAGAAGGGCAATAACTATTTTATTTAAAGAAATTAATATATTTTCTGAAATGTTCCACTA
GTTCTTTTTATACACAAAATGTAACTTTCAGAGGAACTGGTCTTAACTGTAGCACCATTT
TTTAAATGGATATTTTCTATTCTAGAAGAGTTTCATTTCCCATCAGCTAGATGTTGTTGG
TTCCATTTAAAGCAGTTTGAAAAAGCCAGGTTTTATTAGATTTTTTTAGGGTACATTTTT
TGTTTTTTTTTCCACAAAGATACTGTAACTTCTGTGAAATTCATTTCCAGATCTTCACTT
TTTGGATAAAATAAAGGC
>CL7759Contig1
ATGGGCCAGTTTACACAAGTCGTCCTCTGTGCATGTGCCTTTAAGGAACCTCTCACAAAC
TTTGAAAGTGCCGGTGGGAAATCGGTACTGCCAGCAGTTCTGATCATCCTNGGAGTTGAA
AACTCGCTCTTTGTGTTTTTCTGAAGTGATATGCTGCTGCCACTGCTTCTCACTGTTGCA
GTTTTTACCGCACAGCCAACAATGATTCCCAGCCACCTCCTCGGCGTAGTCTGTCGGCAT
GTGGATCTGTTTACCGTTCTCCCTGACAGAGTTATTGGAAGTGTCCTCACTCCAGCCGGG
TTTCTGGGACTGCAGCCATCGTTCATAAAGCTGATCCATATCTGGAATGTTGTTTTCCTT
CATGTAGGTCCAAAGGTCTCTTTCTTCAACACTGTGAGCAAATGTGCAATTCCCAATGTA
CTGACACTTCTTGCCAGCAGTCACATGCATGCAAATCTCAAACTGAGATGGGATGGGTTT
TTTGGTTGGGAGTGGTCTGACTGTCGTCCACTTTTTTCTTTCATGGGAACTTACGAGCAC
CACCCGCCTGTCTTTGGCCCACTGATGTCTTGCCTTGGCAGAACAATACTTCTTGTTTCT
GTCAGCTTCACTTAGCTGGCCGTTCCTCCAGCACTGGCCACAAACAAACATCATTTTCAG
GTTGGGGGGACCACCCCTCCGCGGAACCATGGAGAGCTGTGTGCCCTGTAAAGACGCTGT
AGCATTCCAATACCTCTTTGCCTCCTGAACTATCTCTTCAGGTGTATTCCGCGCTCATGC
TGCCC
>CL7760Contig1
GAGGCTTTCTCATCTTTGGAGATGCTCAGCGCCTTGATCAGACAGCTCACTGCCAGCTCG
TTGTGGTTTAAAATACTGTCTTTAAGTTAGACAGAGATCTATGGCTGCTCAACCATTCGA
TTATTCAGTATCAAATTCAAGACTTCTGGAGACTTGTTTTTCTTAATTTATTTTTTTAAT
TGTACAAGAAAAGGAGAGTTTATTCAAAAAAAGTAATGAAATTGTTCTGGGAAATTGTGA
ATATGTCTATATATCTGCATTAATATGAACGGTATGTACATTTATTGGTGCTTTCAAACT
GTGTTGCCACTCTTTGCAAGAAAAACCACATCATTTAATTGTATTATTTATTTGCAATGA
AAGTCTCAGGAAATCAATGTGCACTATTAGAGATAAATATAAAAGCAGAAAAACTCTAGC
GAAGTAAATAAGACTTAAGGAAGTACATCATCTTGGACCTCAGAAGTTTGCATAAAACCA
GTAGCTTACAAATGTTCCAGTGCAGTAGTAGGATATTCTCATACATGAACTGCAGTGTCT
CATAAAATGATCAGGGAAGATGGGATTATATTTTCTCAATGAAAGCCAAAGCCACAGTTA
TGTTCTGTATTTCCGTATTATGAAATTTCCCCATTGTGGGATTAATAAAGTCATCATCTA
CCTATCTATTTGCATTTACCATGTAAGCTGTCCTTTGTTGTTCGGTTTCTTTTAGCTTTT
TGCCACTTCAGCAGAATTTATTAAGTCATTTTAGTGGGAACTTAATTTATTTTGTTTTTG
TATTTTTTTTTACAAGTTTGGATAATGACATGTGACTATTTGTTTAAACCTTTTTTAAAG
AGTTGTATAATATCTATGATTTTATTTAAGTTTGAATGTTTGTGTAATTGCAT
>CL7761Contig1
GTTTCTCTTTTTCAGCATGGTCATAAAAGTCAAAGTTCAGTTTTCGTCCAGATGGTGGCG
CAAAGCAGTGACCGGGTGAGCAAAAGCCTTCAGAGTTTATGGAGGTGGACTCTTTCAGGT
CCACATCTGGCCGTCAGGCTCTTCCATCTTTTCCTGAACTTCACATTCCTGCTTTCCGGC
CTTCTTTCCTTCCCGGTTTCACTTGCTCGCCCTTCTCCTCCTCGTGGAGTGAAGGGGACC
CGCAGCAAACCTCGGGCTCCCAGCATCGGCGCTCCCTGGATGCGGCTGTCCTCCTTCATT
CCTTCTCCCGAAACGTAAAGTCACAGACCAGGGAGAGGTGGTCGGACGGGTAGCTGTAGG
ATGGGAGCCGGTCGGGTCCGATCTGCTCCTCGGTGGGCATGTCCAGAACCGCGTTTACTT



TGAGGGTGTCTCTTGTGTACCAGATGTAGTCCAGAGTGGAACAGCACTCCCCCGTGGCCC
GGATCTTCCAGGATGTGTACTTTGGTTCCGTCGAGCTGTCTTGGCTGAGTTTTTTGTAGG
CGGAGTCCAAACCGAGAGGAGAAACGGCAAAGTGGCGGTACACCTCCTCTGTTGGGACGG
CGTTGAAGTCTCCACAGATGAGCAGAGGTATGCTGTCTTCGCCGAGCCTGGCGCAGAGTT
TATTGGTCAGATCCTGAAGCTGCCAGAGGANGTCTGATCCCTGAGCGCTGCGAAGCCA
>CL7763Contig1
ATACAATAGATAAAAGATTGAAAGGTGTAATTCGTTCTCATCTCATGTGGGCAGACAAAG
CAAACCAGCCTTCACTTTTCTTCTGCTTGTCCACCTGTGAATTTCTGTCAATTTCAAAAC
CCAATCTGTGAGACGACACATCAGACCCAACAGACCCAACAGACCTTCTTTCACCTCTAT
GATGTGATGGTAGCTCCCGCTCAGGCACCAACTCTGCTCCAGCTGCTGTTTCTGGACTGA
AAGCAGAAGCAGGGATGGGGGAGTCCGAGTTAAAAGCTCTGCCTGCAACACTTTGCTTCT
GTTGCTCAATGAGCTCCAGCAGTCGCTCCCTGGCCGCTGCACTCTTCCTGTTGAGCTCCA
GGAGGCGCTGTTCCACACTGTTTACACTGAGGGTGTCCTTCGTTGGGGTTTCTGAAACAA
CCCCACTGCCCATCTCGGCTCTCGTTTGTTCAAGCTGCAATTCTTTTCCAGGACACACGT
CCTCTTGACGCCGTCTGTTTGTGCTGGCGGGACTTGGATGTTATTCTCTCCCCTTCATTC
TGAGGCGAGACTCTTCCTGTGACGGTGGAGCTTTTGCGATCATCGCTTCTGCCAGAAGCC
CCTCTGACCCCAGATCCAAGGCCCTGAGCCTGACTCAGCTGAGCTCTGATCAGGTCGTTC
TCTCTTTTCAGTTTGGTGATCTCATCCAGCAGCGAGTCTGGAGAGAANTGCGAGTGGCGA
GAGTCAGAAGTAACTGACAGAGANGGGCCGGAAGAAAGTCCGGTCAGCCC
>CL7764Contig1
ATGTGGAAGTCGCTTCACACACGCCAACCGTCACTGCCCCAAACACCCCTTCTCTCGCCT
GAACAGGGAGGAGCCAAAGGTGGGCCCGGGGAAGGCTCAGTCTGCAGATAACAAGGCTGT
GGCAGAGTGGCTGGCAAAATACTGGCAGACCCGTGAGCAGCGCGCGCCTACAACCTGCAA
GGTCAAGCCGCAGAGCAAAGCCAGAGCACAGGACCAAGAGCAGCAGGATCCCATGGAGTT
CACCCAGTCGGATGAAGAGAACGAGGAAGAAGAGGTGTCCGTGGAGGAAGAGAAGGGCAG
CCAAGGTGGGGCGGCGAGGCGCCGTCTCCAGGAGCAACGGGAGCGTCTCCACAGCGCTCT
GGCTCTCATCGAGCTGGCCAACAACCTGTCAGCCTGAACCGGGCCACGCTTCCCGTCTCC
AGTCAGCCTTCCTGCGGCGCGTGCGGTTACTAAAAGTTGTCTCGAGCGCAGATCAGCGAC
TAGTTTAGTTTGCTCGGCGACATCAGTCCCCCTCACAGCACCAGGAAGGCACAAGCTAAA
GCACCTTACTGAGCTTTCATTTTATCCTTTTAGGCTGCTATAATTATAGGGTTTGACAAT
ATGAAGAATGTCTTTCTTTTCTCTTGCCT
>CL7765Contig1
CCTACTATTTTGATGCCGGCTTGCAGTGTGGTGATCACTGTTATGTGGGCCTGCCTTTTG
TGCTTAAATCTGACTTGAAGCCCCACGGGTTGGCACTACAGGAGGATATCTGGGATGCCG
ATGTAGATCTTCACCAGAAACTCCTGAAGCGCTGGAAGGAGCTCAAAGAGCGCTCTGGAC
ACAAGATTGAAGCAGTGTTTGAGGTCAACACAGACCTCCAGAAGAATGTGCAAGCCAGAG
TAACGGCCCATTTGATCTGGCCCTCGCTGGTCAACTCCTCACAGCAAATCACCTTCCCCC
TAACCAACACAAAAAGCTCCTCCGATGAGGAGGTGATTCTGCAGAACCCTGCAGACGTCC
CGATCTACGTCCAGGTTCTTCCCTTGGCTCTGCTGCCCAACCCGTCTGTGTTCTCTGGAA
AGCTGGCAGACAGGTTCCCTTCAGGAAATTTGTCCAACATCAATATTGATGTAGACACCC
TGGAGTTCCAGGTTCACAGAAATCAGACTTCTGTGGTAAAGAGCAGCACGGGGTTTGTGG
AAGGTTCCACCAGACCGTTTGTGTACAACCTCCTCCTGCAGCCCGGAGAAGTCAAATCCC
TCAGTGTGAGGTTCACTCCTGTCAGGAACCACAGCGTCTCCTCGCTCCTCATAGTCCGGA
ACAACCTGACTGTGATCGACACCATAGTGCTTCATGGACGANGCACAACCGAGAGCCTGA
AGG
>CL7766Contig1
TACTGTTATGAAACAAAGTAGTACAGCGGCGTAAAGCTGGTTCAGGGACACAGCACGGAT
TCTCGGACAGGAGCCGTTGGCACGTAGCCCGCGTGCATCTTTTCCCTGTTCACCGGTACC
GGGGGCGAAGAAATGCTTCTTTCTCTGGGCTTGACATAGTCTTCACACCAAAGGGGTGCC
AGCTCGAGACTAACATGGCCCCAAATTCCATCCACTGGTTCCGGAAAGGTCTCCGTCTCC
ACGATAACCCGGCTCTGCGGGAGGCGGTGCGCGGGGCGGGCACGGTGCGGTGCGTTTACT
TTCTGGACCCGTGGTTCGCAGGCTCCTCTAATGTGGGGGTCAACAGGTGGAGGTTTCTCC
TTCAGTGTCTGGAGGATCTGGACGCCAATCTTCGCAAGCTCAACTCTCGCCTTTTTGTCA
TCAGGGGCCAACCAGCCAACGTGTTTCCACGGCTGTTCAAGGAGTGGAAGATCTCACGGC
TGACCTTCGAGTACGATTCCGAGCCGTTTGGGAAGGAGCGAGATGCTGCCATCAAGAAGC
TAGCTATGGAAGCTGGGGTGGAGGTCATCGTGAAGATATCTCACACCCTTTATGACCTGG
ACAAGATCATTGAGCTGAATGGCGGTCAGCCTCCTCTCACCTACAAGCGTTTCCAGACCC
TCATCAGCCGCCTGGACCCCCCCGAGATGCCTGTGGAGACGCTGTCGGACACACTAATGG
GTTGCTGCGTGACCCCCGTCTCTGAGGACCATGGGGAAAAATATGGGGTCCCCT
>CL7767Contig1
CACGGGGAGCAGATGGAGGCCGTGAGGAGGAGGATTGCCGAGATGTTGGGACTCCCGTTC
CATCGACTCACACCAGACCTGCTGGAGGCGGCCTTCTTCTTGTGCTCGTACGAGCTGTCC
ATCAAGTCCCTCCACTCGCCGTGGTGCTTCCTGTTCAGCGAGACTGACGCCAAGGTTCTG
GAGTACAAGTCGGACCTGAAGCAGTACTGGAAGCGCTCTCACGGTCACGCCATCAGCAGC



CTGGCCAGCTGTCCTCTCTTCCACCATGTCTTCAGGACGCTGGACAAGGCGGGCCGTCCT
CGCAGGTCCACAGAAGCGGCTCCAGAACCGGCCTCCATCCTGGTGGGACACGCCGAGACG
CTGCTTCCCCTTCTTTCTCTGCTGGGGTTGTATAAGGACGAGACTCCGCCCACTGCCAGC
AACTACCAATCACAGCATGGCAGAACCTTCCGGACCAGCCGCATCGTCCCGTACGCCGCC
AACCTGCTCTTCGTTCTTTACGACTGCCAGCGCGGGCCGCGCCTGCAGATGCTGCTGAAC
GAGACGCCGCTGAGGTTCCCCGACCTGCCGGAGGACGCGCCGCTGTACCGCGACGTCCGG
GCCGCCTACCGCCACCTGCTGGACGGCTGCGACTTTCACACGGAGTGCGAGGGGAGAGCC
GGCGGGCGCGGGCCCAGCACCGAGCTCTGACGCCAAAGAACCTGCTGACCAGGTGTTCAG
CTCTGATCAGGCTCCGCCCCCCACGCTGAAGCAACGCCAACATCTGAGTTCAGCGGCGAC
TCTCAGGGTGTCATGCTGCTCCGTCCTGAACCGGGCAGGACAGGAAGAACACTTTCAAAG
TAAAAGCCTTTATCGCAGGGATCAATGTTTGGTGTGAAGGAACCGACGAGCCAAACGGCG
CCGTGGTCCTGTGTTCTGCTGACTGACCTTCACACCGCGGGTTTGATTTCTGGGTTCATT
CTTAGAGCTTTAAGGGTAATTTATTCTTTTATTGTTGGTTTATTCTTTATCCAGGATTCG
ATGGAACCGCCGGCTTCTCTCATCAGGG
>CL7768Contig1
TTTTTTTTTTGAACATTTGTATTTTTAATATACTTTAACAACATGATGTTTACAACTTGC
ATGAGTCTGAAGAGAAAAGAAAAGCATAATTACTCAATTTTTCACAATACTGAATGCAAT
TAAAACTCCTTTGTTCCACTGACATCAGGTCCATTTTAACAACATCATAATAAATCAACA
ACTACAGACAGTTTTTTCAAGTAAGGAATGCTACAAACACTTGATTGTCTTTTCTTAAAC
CCACTGGATGCAACCACTGATGAGTTTTACAAACTCAAAAACACGAAAAAAACATTTAAT
GCCCATTTAAACTACAATCAAAGGGCCATGATTTTTGTTTTATTGTTTACTCCTTTTGCA
TTTAAGTAATTTAAAGAATAACTAAATAACTAATAGAATAACTAAAATACATTCTGACCA
CTTTAAAAAGTCCTCTGATGTCTGAATCAAGAATATCAAAAGAATGTCTTAGCCCACTAT
CTGAGGCTCTGGAACAGGGAGAAGGGAGAATGCTGTAATACAGTCTATGACCCAGGTGCA
GGGAGCAGACCAAACCTTCCCCCGCCGGACCACCGCAGGCTTATAAGAGCTCTCTGGGTC
ATATATGATGTACTGGGTGCACAGAGCCTGGTCGGAACCAGGAACCGCGTGGTACGCTGC
AGCACTCAGAGTCTGAG
>CL7769Contig1
TCGGCACGAGGCCAGTCCTTATGATGGCGGCCTCTACACTTGTAAAGCCATCAATGATTT
GGGAGAAGCCCAAGTGGACTGCAAGCTGGAGATCAAAGTCCAAACTCAAGAATTGTGAAT
GTATGTTCTCATATAAATAAGGAGGCTTTACCTTCTACGAGCTCATGCAACGGGGAGTAC
CTCTTCACCTGATTGATCAGTACATGAACGAGTCAAAGATTGTCGAGGAGAAGTGAACGT
GAACACAATGCAACGAGAAACTTTGTGTAAATGACCACCTTTTCGTCTCTTCTGGACTCA
GCTAGTGATTGCTGGATGGTGGGAGAGCTGATGAGATGTGAGAGAGGGCGGATTGCTCTG
TGGTTTGACTTGTGAAGTTCAGCTTTATATCTTTGTTACCATAGAAAAGCCATCTTTCCT
CTTTGGACATGCTGTTATCTTTGTTTGTTTTGTTTTTTTAAAAGGTCGACTCTAATGTGC
GTAACTAGTGCTTGGTTGTAGCTTCGCTAAGAACATGTGTGTAAAGAGCAAAAAAACTAC
TTAGGAATACAAAAAAATACAATGTGCAAACATTAACACATCTGAAGTGTTTGACTTTTT
TGAAAATATTTGCAAGTAGAAACAACTTTCTGATGGGATTTAAAAAAGAAAGGGGACTGT
GAAAGAATAAACAATCAGTGTTTTGTTTGGTTTCTTTCATGCTGCAAAAAAAACTGGACT
TGAGTCATAGGGGATGAAAAAATTTGATTTACAGTCTATATTCTGCATGTAAGTACTCGT
TATTATTTCTAAATTCACAGTGGACTGAAATTTGATCAATTCATGTGCATGCTGTCACCT
TTGTAATTATGA
>CL7770Contig1
GCGGGACCTCCTTCTCCCCCCACCCCCCCGTCTTTGGCGTGAACTTGGGGGAGAGAAGGA
GGTTCAGTGAGTTTTATTTTTTATTTTTTTACGGAGGTTCCTCGGCGGCGCAGCTCTGCC
TCCGAATAATCCCGTCAACCCCGGTTTCCTCCCACCCCGGCCTGGCGCCACAGAGGAGGC
AGCCCGGCTTTGTTTACCCCCACGAGAGGCTCGGAGCTCGGACCAAACGTCTGCGTCTCA
TCGGATCATCGACTCATCCAAGGCGCCGGAGAGGTGAAGCTGAACCGGAGACATGTGTGC
CTTCAGAACAGACCCAGCACCACCGCCGTGTCCTCCACCCCTCACAGAGGAGCCCACAGG
ACCCCAGCAGCTGTCTGGATGACCTCCTCCTCTACGTGGGCTCTCCTCGCCACTGGTGAT
GGCTCCTCCACGCCATCGCCTCTCGTTCGGACCCAGGTCTTCAGCCCCATCCGCAAAGAG
CGGCGGTAAATGTTAGGAGATGGAGTGAGATCAGGCTAAAGATTCAACACACATTCACCG
TTTCTCTTTTGTTTTGTTGCCTTTTTCTTATAAAATGAAAAAGGAAACCCATCAGATCCA
AGCAGTCGGACGGGAAGCTCCACATCCGTTCCTTCTTATTTTTGTAAATAAAGTTTAGAC
ACGAGAAACTGTAGCAAAGATGGAGTTCTGTGATGCGATCGAGTCACTGCTTCTTCCTTT
CCTTTGTG
>CL7771Contig1
TCTCTGGACAGGATCAGCTTAACCATCAGAGATCTCAGTAACCACCAATAAATAAAAAAG
AACCGGGTTCCACGATTTCAGGGCAATTTCTCCAGAAACTGCATAGTGTCGTTTATTAAA
AGACTCTGTTTTAAATACAATCTCTCAGGACATCAAAGAACTGAAAGAATATAATCTGAA
GAACTTTCTATTTCAATCCTTTCAGGAGACAACCAACACAATAAACTGCTCTGTACTTAA
AACCCAGCTATCTGATAACCGTTCTTCTATCAACAACCAGAAATGAGTCAGAGTGACCTT
CTTCGTTTCTTAGCATCTCTGTGCAAAATAAGGAATTATTAAGTCTAAAGAGTCCGTATT



CCAGCAGCTTCTGTCCATTTTAAAGCGTGACGTTCAGGTCTTCTATCTGCCGTCGGGGCG
GCCGTGCATTTCAGGCGTGTACGTCAGAAGGACAATCATGACCCACAGGTGCAGAACCGC
CATGTAGAGAATAACAAACATTCTGGCCGCGGGGTAGCGCCTCAGGAAGATTCCCAGTCT
TATGCTGAAGCGGTCGATGGTGCTGGCTGCCTTACGAACTTTTCCATAAACTCCTGGAGC
GTCGTGGTCGCTGAACAGCACCGGGGAGTTCCTCTGTCGGGCTCCTGGCCCCTCCAGGCC
GCTCATGTTGATGGCCGGCCCCCCGCTCGGCCCCCCCTGGGAGCT
>CL7772Contig1
TGAAGACTGGCAACAGTGAGACGGCGGGCGTCATCCGACGGCGAAGCCACCGGGACGATG
AAGGGGCTGTCAGGGATGTGCTCGTCGTTGAAGCGGATGGAGACCTCATAGTCGCCAGGC
TCCTGGACAATATAAGACACGCCACTGGAACCATCTTTGCGGTCCTCGAAGGTGATCTCC
GCCTTGCTGGGCCCCTCCACAGCAATGCTCAGTCCTCCGGCCCCGCCCTCCCTCGTCCAG
ATGCTGAACTCCGCTGGTACTCCTGCCTCTGCTCTCTCTAGACCTGGACCTCCAGCCCGG
ACTTTGTGCGACCCGCCTTCTCCCAGGGGTCCTACTGTGAACTGGAAGGGGCTGCCAGGT
ACGTGCATGCCGTTGTATTTGACGTTCACGGTGTGCACTCCCGTCTCGGTGGGGACGAAG
CGGATGCAGTAGGTGTTATTCTCCCCCTCCATGATGTCCGCCTTGTGAATCTGACCCGAC
GGGCTGATCACCTGAGCAGTCATGTCCGCTATGCTGATCTCTGGGATCTTGAGGTTGAGG
TCACACTGGCTGCCCACGTTGGCGACAGATGCCGCCCTCCTCTTCCTGGTGATGCTCTCC
TTCATCCTGCCCTCTCCAGTCACCTTCACTGTAAACGCGCTCCCTGGTACATGCTGGTCA
GCAAACTTGATGTTGATGATGTAGTTTCCTGGTTCTGTGGGGTAATACATGACTTTACAA
GTTCCGTCTTCTTGGTCTTCTGTGTTGATGTCGACTTTACTGGGTCCCTCAATGGAGAGG
CTCAGGCCGCCATACCCTGCATCCCGAGTGTCGATGATGAACTCCGCCAGCTCAAAGGTC
TTTGCCTCACTCAGGCCCTGCCCGCTCACACGGACCCGGCTGGCATCACCAATCTCAGAC
TGGCTGATCATGACGGCGAAAGGACTGCTGGGAATGTGGCGACCGTTCTTCTTGATGTTT
ACCAGATGTTCTCCCATCTCTTTGGGAATGAATGAGATTCCCACGTGTCCGTTACGCAGC
ATCTTCAGCAGGCAGGGCTCCTCGCGGCCGGAGGGCGTGGTGAGGGAGGCGGTCAGCTGG
CTAAGATCCAGCTCGCCAATATCCAGAGGAATGTCTGCAGCTGAACCCACCTTTAGCTGG
GACATTCTCATGGAGTCGTCACCTGTTATCCGGCAGAGAAGGGGCTTCCGGAAAT
>CL7773Contig1
CGGCACGAGGCAGAGGTCCTCCTGCCTGAACCGGCGTGGGTCCAGCATCCCGTTCTGAAG
CTCCTGAAGAACCAGAGACTGTGGGTGACCATGAAGATCCTGCTGAGCTGTTTGCTGATC
CTCATGCTCTTTGCTGACTCATCTCTGGCTACATATGAAACGTTTCGCAGGCAGAACATA
CGTGACCCAATAGGGGAGAACGAATGTGAAGAAATGATAAGAGGCAGGGAGATCAACGTC
AGGACCTGTAAAGAAGCCCACCCTTTCATTGTCTCTACCGAGATCGAACTCAGAGACATC
TGTAAGGGTAAAGGAAATCTGGACATGATAACGAGCACCAGAAAGTTTACGATCGTCCGG
TGCGTATTGAACAGAGGAGCCAAGTACCCCGACTGCAAATATCAGGGCAGTGTGCTGACT
AACAGGCCGCTGGTGGTCAAGTGTGAGAACAACCTGCCCATTCACTTCTATGATGACACA
AACGTGACTGGTTTCTGATGTCTGTATTGGTGACAGTGAAATGTCCTGCTGACCTTCTCT
GAATCCCACTGAACATCTGGCTTTACTGCAGCAGAGCCGCTTATCTAGATCAGCTGATCC
TGTTCTGTGCTGCTCACAGTTTGCATTCCTGTACTCTGCTTGCTCCAACTCCAAACAAAG
AGGAGT
>CL7775Contig1
ATGGCTGAAGATAATGAATTGGAAAAACGGGCTATAGAGGAACTCCTCAAGGAGACAGAC
AGAGCCAGGGTGAGAGCTGAGACCATGGGCCCTGCAGGATGATGTGAGAGGTCAAAGCTA
ATGTTCTGAAGCTGTCATTCACTCGTCATTTAATGCAGTTACAAAAGTCACTTGAAAGGA
GGGGACAAAAGGTTGAAATGTCCCCTGCAGAGCACCAACAAACGCTTTCTCCTCAACACT
CTGCGCTCTACCGGCCTGCAGCGGCGAAACGATGAGCAGAGAACCGCAGACTCCAAAACA
AGAGACCGCCTGACCCACAAGTCCCGTGACAGACGGTGTGACCGCAGCAGAACACCTCCG
ACAGACCACAGGAGTAATGGACGCCACAAAGACCATAAACATCACACCCGTTCAAACCGA
GATAAGGAACTGGACAAAGATAAGAACAAATCTGACAGACACGGGGACAACAGCAGAGAC
AGGAAGCATGCCGATGGACCAAACGGAGACAGAAAAAGAAGTTCTTCATGAATGAACTTG
CTGTGTTTTAAAGGTAGCCTTGATGCTCTACTGAAAAATTAATTGGCTGGAGGAGTATGG
CTGACTTGAAATAGTTCTGTAGAGCCCTCTCACCCTCACAGAGACCCAGACAGACTAGAA
GGACCTCTGCTGATCACAACGAATTGTACAGTGACAGAATATACAATTTGTATTACAGCT
TTTGAATGAATAATAAGAGAGTAAAAGGAAATAAATATTTT
>CL7776Contig1
GCATGTGCATGTCTCCGACTGCCTTTTCCATCAGTCTTTGAAATGTCGCAGGGGCCCCTG
TGATCCCCTGCGGCATCCGCTCAAACTGGAAAAATCCTAGAGGACAGATGAAGGCGGTTT
TCTCTTTGTCCTCTTCAGCCATTGGGATTTGATAATATCCGCTGCGCAGATCCAACACTG
AAAACCACTTGCTGCCTGACAGAGTCGAGAGCATCATCAATACGTGGAACAGGATACTGA
TCAGGTATAGTTCTGCGGTTTAAAGTGCGATAGTCGACACACATGCGAATTTGACCATTC
TTTTTACGAGCCAATACAATTGGGGAAGCGTATGGACTTCTCGACTCTTTTATGATCCCA
GCAGCCAGTAAACCCTGCAGGTGCCGCCTGAGATCGTCCAAATCAGCCGGAGCAATGCGT
CTTGA
>CL7777Contig1



GAGGGGCTCGCTGTCAGAGGGGCAGGATTTTCATCCTATCCTGTGAACGACTGAAATTTT
CCTCCGGAACATCAGGAAATCACCTGGAGAGCGTCTGTCGTTGGTACTGGCAAATTGTCT
GCACAAATAGACGTTTGTTGAGGGGGAGATGTGTTGAAACCGTCCTAAATTCCTATGGAA
TTGTCATTCTTGTACCCTCTTTGTACTACAGTCTTTTTTTCCTTATTTAATCATCTTTTA
TGTCTCCCGCTAAAGCTGCAGGAAACATAGCAGAGCCGTTCAGTGAAACCTCAAACAGCC
CTGTTTGTGCTGCGCTAGACTCTTAAAGCCTGTTCACTGTCCGATGAGCATCTACAGAGG
GCTAGATGTGGCAGTCTGAGCCATGTGCAGTGGAGCACCTATATATTCTCAGGAGTCAAA
CTTTAAGTCTCAACTAATGTAAAACGAGAGGCTCACCATTGTTCCAAAGATTGTCACAAG
ACTGATGACATAAGCCCAAACTTCCTAACACTGTTCCTCTCTCATGATCTTTTGAGTCAA
ATCTTAAAAAATACAACATTTTGTTAGATTAATGTTTTAACTGGTTAAATAATTCGTGAA
AATTCAAGTGATTCAGGTTTAAACCCAAAGATTTGAGTTTAACAAAAATGAAAAAACTCA
ATTTGAAAAAGCTAAAATGAGCTTTTAGTTTGTGGATTAGTGAAAAACTAATCATATTTT
CTTCATTATTCTGATAGGATATGTTTAAGAAATAAAGTAATGTTATAAAAACATGGTTTA
AAAGCTGGTCAGATAACATGTACCTTAGTCTGCTTGTAAAGATCAAATTGCATTTTCCTG
CTTTTGATTGTCACCAAGTTTTATTTATTTCTTAACTATCTTGAGGAGTGAGACTTAAAT
ATGAAAATCTGCGTTTAAACTGCTTCACCAAAAAGAAGCT
>CL7778Contig1
CAGAAGAGTGCAAAGTAAAGTGAGCGAGTTGGTCACAGGAACAGCAAGAGACAAATCTAG
TGAAGTAGAAATGTAGATTCTAAGTTTGTATTATTTATTTGTCATCTACNGAAGTACATG
ACAAACAGGAGGGTTAACCAGGCTTTTTTAACATTACTAAAGGATTTTTAATGTTTTTGA
GCTCCTTTAAAAGCAACCCCATTGGTCTTTTGATTATGATTAGGCCGTTTTTAAGGTCAT
AGTTTCAGCAGAGACGCAGGAGTTGTGGGTAGAACTGTTGGCGAGAAGTAAGCCTGCCCC
CATTTTCCATCATCCCTCTGTTTACATTTGTTTCTGCTAGCTTACAGTCCCAACTTAACT
ACTGGTGCAACAAAAATGTGGAGCAATACGGAGCTATCCAGCTGTACAGGTGTCAGCTCA
GACGAGGAAAATTGATCTATTTGTCTGCAAGTGGATGCAGAGAGCTTGTGGCCCACCGAT
TGTAACACCTACGTCACATCTACAAGCATTTTCTAACAGAATGTTTCCGTCTGCTCCTGA
TTCACAACAATTTGATAAACAAAATACTCAGAAATGCAATTTGAAGCTTAATATTTCTTT
TCTCCATCATTGTTAAAAATCACACATTTCATCGGAGTGGATCTTTACATATTTTATTCA
TACCAGTTTGTCCCTGAGAGTTTTATAAATAAAGTTTNTGCTTTTCATATTTTTTCTTCT
ATTAATTTTAAAGTTTATTGCCTACTTTGACTGTNATAGTTTATTTCTTTGTCAAGTATA
ATTTTTTAATCCATTTTTGGCATGTTAAAAGCTTTTTNGTGTAGTTCATATTGTAGAC
>CL7779Contig1
ATCTGCTTTTTTCATCAGCCGAGGAATGAATGAATGAATGAATGAATGAATGAATGAACG
TAGCTAGGAGCCACTTAAGTGACCACATCCATGTCAAGAAAGTCTCTGTGTTAAATCTTT
ACTAAAATACAAGCATGTCACTAACATATAGTCCAGCTAGTGTTTTTAAGGACTTGCAGG
GTAGGCGGAGCCAATGAACTTCTTTCCATCCCCATAGAAGGAGTTCTCCCAGGTGTAAGT
TTGGATGATGAGATCCTTTCCTCCCAGACTTAAGCGACACTGTTTTCCTGGCCGAGTGAT
GTAGCAGAGACTGTAGAGGGCAAAGTCAAACTCAGGGCTGCAGCCAATGATTGCAGACCC
GACCTGCTTGTAGTAGCCTTTCCACATGAACTGCATCCCTAGAACGTCAGGATATGATGT
CCACGGCCCATCAAAGCTGTGGCTGTAATAGTTCAGCTCTCCCTTTTTCTCAAGAAGGTA
AAACTGGATCCAGTTGTGGAAACCCGACACCTTTCCTCCCTTGATTTCTCCTGAAAAGAT
GTGTTCAAAGCCGCTGGAGTCCATCTTTCCGTTGTAGCGAGAGTACAGACCAAACCACAT
ATTCTTCAGGTCCTGAATGAACTCTGCCTCGGATGCATAATACCCTTTGGTGTATAGGAA
AGCAAACAGCTCCTTGCCCACCTCAGTGTTGGACATGGTC
>CL7780Contig1
GCAACGATTGCCAACANCAATAGAACTAGCAGCAGNTTTTTGTTCCTCTTCATGAGCAGC
AAGATCAAGCTTGCTTCTTGGCCATTTCTTCCTCGTTAAACCGCCCCAAACGCTGTTTCT
TCAGGAATGCCCTCACTGAATCTGATTTTTGTTCATAGGCTTCATCTGGAAGCTCAAACT
TTTCCACTTTAGAAACATCATAAAACTCGCCCATCTGACCTCCACTTTTATCAATCACAT
GTATTCTGCAGTTGTCATCGACAGGATACGAGCCAAGCAAAGCGTCATCATTCTCCATTT
TCTGTAGGAATTTATCACAGCCGCTGAAGATTTCCAGTTCCATGGAGGAGGCTGGTGCAC
CTACAATAGTCTCAAGCCTTGCCTTCAGTTCGGATATAGTAATCCCTCGATTGAACCTGT
TCATCATCTGAACAGAAGAGAGCGAGCTTGTTATGCGTACTTCCACGACAGGTTTGGAAA
CGATTGTCACCTCTTTGTCCATTTCACTGTTTCAACGTGGTTGGAAGTGAAGAGAAATGT
GTGCTTTCCTCGAATCAAACACTGGAGAAAATGGGTGAACCTTTGACTCGTTTATACTAA
AGTTTAGATATTTAAGACCAAGTAGTATTATTTAGAGAAGATAAAAGCAGTCTCATTGCA
TGATAATCCGTGAAATTTGTAACCTCAGTTCCTGTTACGCTCCCCCCGGCCATAAGGCCC
GGGTTA
>CL7781Contig1
TTGGTTTCTGAACAAGAATAAAAAATATGGATTGGTGCATCATATAGTGAAGACAGTTTT
ATTCCCTGTTAGAGAGATGGATAATAGTCTTGATTAAAGTCAGCATTTCCAGGAAAAAGG
ACAATGATGAATTTCAACTTCACTTTTTGGTTTTTCTATCAGAAATTGATCAAATTCAAG
CTTGACTTGATTCAAGAAAAGTGTCGGGTGTCTCTGAAAGCTAAAGAAAGTGCTGAGAAC
AGCATGTGTTCATGTAAGGGTGTTTGTAAAACGATGCATGCCTGTTTGACTCAATTTGGA



CCAAAACAAAACCCACAGAAATCTGCATTGAAGTTTCCTTTTTGTCACTGAAATGTATCA
CTATGAAAAAAAAGTGCCAGTTTGTGTGAGCAGTCATTTTGCCTTTTGGAGTCTGGATTC
TTCCTTTTCTGTCTTTTCTGACTCTTCTGGTGCTGCATGAATCTGTCAGTGTCTTCCGGT
TTATTTACTGCATGAAGCTGCATTTTTCGAGCGCAGCTGACAGCCTGACAGCAGCCGGAT
GCCATTAAAGTTTCTTGAGAAAAGCATGACAAAAAGCAAAGTCTCCTCTGTAGCCAGTAT
TGATGATGTGCCTGTCTAAACGTGGAAGTGAAAGTTTTCCATGTTTTTCTTTCTACCTCC
TGATCCTTTTGACCATTTTTTTGGTTAAAGTTTGTTTCTGTCTGCTCTCCTCAGCTCTCT
TTAGGTCAGAAAAAGGACCTCTGGAAGCTCTGCAGACTCCAGAAATGTGGCCACGGTTTA
GTTGTTGGTTCAGATTTGTTGTGAATGAACAAGCCCAATTGGGGACCAGAGCTGCAGATG
TCTGCAGACCNTCATCTGTCTTTTCTTGACTCTTTGATGTTTGTAGAAATGCACTATTTG
CACATCGGTCTGCAGATTGCGTCATATGCTCTC
>CL7782Contig1
TAAACCCGGGCATTATGGCCGGGGAATTTAAAGGCGAACTGTACCGAGTCAGGAAAGAAA
ACGTGCGAACAGTGTTTAACATGTTTTTAAATTTTGTTTTTTTAGAAACGTGTTTGTCTG
ACATTTGACGTTGAAAGGTGGTCATTGTTTATTTAAACCACAAACCGTTCTACGTTTAAC
AGTGAGGTTGGAATATTTGAAAGAAAACCATGAAGAAAAAAGCTCACCGCAGAGGAGATT
CCTCATCTGAACTGCAGTCCTCTGACTATGTTGTGGGTCAGGTGTCTGGCAGTTTATTCC
AGCAAAACTCTGCTGCTGCTTCTGGGTCACTTTCAGTGTTATTCAGCACAGCTGCAACAT
CCTCATCTCTTCTGTTCCAACCTGCTCCAAAGCTAATTCCGAGGAGTGTGGAAAGAGAGG
AGCTGCAGAAGGGAAGTGCAGATGGAATAAGACAAGAGAAACAGAAAAAGAAGAAGCCTC
CCAGAGAGAGCTCTGTCGCAGAGCAGAAAGTGGAAAACAGGGAGAGCAGCTTACGGGAAG
CAGATGACGAAGAACAAGATGATTCTTCAGTGAAGAAGAAGATTAAGAAGAGGAAGGTGT
TGGAGTTGGACAGAGAGCAGGATGCAGAGTACTGGGTGCTGAAGAGGCAGAAGATGAAAG
CCAGAAAACACGAGGAGGCAACAAAGACGAAGAGGACGGTGTTCGTCGGCAACCTTCCTG
TCACCTGCACGAAGAAGACCGTGTTGAATCTCTTCAAGGATAAAGGATCCATTGAATCAA
TTCGCTTTCGCTCTCTGGTCAG
>CL7783Contig1
AAAAGGTTTCAATTACTTTCACAGTGGTTAATTGTTGTTATAGTATATTTTTTAATAATG
TGTATTAACTTTTAAAATGTGGATTCAACACCAGTCTTATGTTTATATTTGATAGTAAAA
GGAGAAAAAGAGTGAAGGCGCAGCAAAGTCATAATTTCTAACATCTTTAGTTCAGCAGGA
AGATCTTAATTGACACTTTATTTTGAAAGAAAATTGTATGTGCTGCTGTCAAAATAAGAG
GGGGTTAAGGTAATTGAATATTGAAAAATATAACATTGTCATAATTCAATTTGTGTAAAA
ACTTGAAAGCTACAGGGAATGAATGGTCACAAATACAGTGCATTTTTTGGACCGATGAAG
TGGCAGGGTGCTGCTCTCGTCGGGTTTTGGGTCAGTGAGAAATTGGACCAAGTGGCTCTT
TAACCATTAGAGAATGAGACCCCTACGCTTTCTAGCTGCTAAGAAAACCTTATACATTTT
TAGCAAAGCAGATCAATCCACCTGCACAGCTATGGAAGGCCTCCACTTTCTGCCCCCGCG
CCCGTCATCTTTACTCAGAATCATGTTATTCTGAGACAGAGAGGACGACTTCCCCAGGCT
GCCTCCAATCCTCTCCTTAGCCGGCCTTGGCGGCCCCTCCAGCAGGTTGTCGGCTGAGCA
GCTATGCTTGGTCCTCACACCAGGACCCCCTCCATAGGGAACCAGCTCTCTGGAACCCCT
GAACCCATCTAGGCTCTCTGCAGAGTTACTGTGCTGGCG
>CL7784Contig1
CGAGCCGTGAGCCCGGCTCAGACTTGATGAAGTGGCGAAACTGGATCACATTTGATGACA
CCACAAATTCTTCTGGGAAGCCGTCCAAGCGGCTCTGGGAGATCTGCACCAGCCGTCCCT
TAACCTTCTCAATGAAGGTGGCGTCGCTGCAGTACACCTTGAGGCCCTGCGACCTCTCGT
GGCTGTCTGTCACCTCCAAAAACGCGGGTTCTCGCTGGGCTGCTCGTTGATTTTCCCACT
CGACCACGGCCTCCACCAGCTGGCTCAGGCGGTAGAAGTCGGCCTCTCTGCGCAGCAGCC
CTGCCTCACGGAAGTCATCAGGCAGCTGGAGCTCACCGGTCCGGAGGTAGTTGAGCACGT
GGCGAAAAACAGGACCATCTCTGTCAATGAAGGGATTGCCCATAGAATCTGTGTGTTGAA
CCGGCTTTTTACCATTGGCCACCTCCTCCAGAAAGGACCCGAGGTGCTTGGAAAGGGTGG
TCCGATGGGCGGTGTAAAGAAACCCCCCTACATTGAGGGTGATGGTGCCGGAAGAGGGCT
TCTTGAAGCTTTTGCTGGGCTGCAGCAGGTCCGGATTGATGTGCCTCAGTTCACTCTCCA
TCCTTCTGAGGTTCCATTCCATTCTCCAGTCAGCCCCTCCAGCTTCAGTCCAGCCTCCTC
CTCAGAGCTGGTGTCTGTGCGTGGGGTTTGTTTTCACCTTGTCGTTTGGACGTTTGATGC
AGCTGAGAAATTGAGAGGGTGTTGTCGGCTGAGAGAGCAAATGTGTTTGAGAGAGTGTGA
TGTGGATGGCTGAGTGTTGTCTGGCAGAGCAGCT
>CL7785Contig1
TTTTTTTTTTGGGATGCTGTGTTAATGCTTTATTAAAAGACTTCTACTAGTGTATATTAT
TGCACAAAAATCTTCTTAATCATCCAAGACCAATGGTTGTTTTAAAAAAATGCAGCTTTA
TATCAGAAGTCCCAGCAGTTTGTACAGACTATAGCATAGTTCGGCTATGTTATTGTAAAA
AACAAAACAAAAAAACAACTAAAGAATAAGTACTGCAGGAGTGCACAAGATGTGCAGGAA
CACAGAAGAAAAAAGCCAAGAGGATTCTAAGTAAAACAAACATTTACACTTGATTCGGAA
AAAACTAACCCATTCACCAAAAATGTTAGATAATGTATCTGCAGCTAAACACGAGTATCA
AAAGCAGAAGGAAAGTAACAGACCAAGATCCTTCAGATAAAAAATACAAAAAACTTAATT
TAAATTCTACCCAACAACAGGAGTATTCCTACATATCAACACATATACAGATCTTTTTTA



AAAAAAAGCCTGTTCTTTATTTTACGTAAACAAGTTCCTAATAAAAGGCTTATTGCAAGA
ATGGCAACCTGTCAGCGCATAGGTTTGACTTTCTAGCAGCGCCACGATTGAGTGATGGTG
TCTGTGTCTAAGGTAGTACCTGTACCAATAAAGTGCTAATACAGCACAGACAGCATGCTC
AGGTTACAGTGCTCGTGGCGGCGGCTTACTGGCGTGACACGAAAACAACGAAATAAAGCC
GACGGAGGTTTTTCCAGGTGATTTGCCAGTTTACCAC
>CL7786Contig1
TCACTGCTCCACTGTTTGCTTCAATGTAGATGACGTCTTCCCACTTCCACACGCTCCTTC
TGCAGACTCTCATAGATGCTGGGATCCAGCTTGAGCTGCTTCGTGCCTTTGGCCGTCTTC
AGGCCGATGATGACGTGGCTGATGGTTTTGCCGTAGCCTCCCATGGGATTCTCGGTCTCG
CAGGGGGTCAGCTCTGTCACCTCCCCTTCATACACCTCCTTGGTTTCTTTGATGCGCAGT
CCAATTGCCCTCCTGAAATTCTCCATCAATACTTCTGTTTTCTTTATCTCAGACGAGTAG
ACCTCACTGCCCACCATGGGGCAAAACGGAACCTTGTTCCCCAGCTCCTGAGCGATGGCC
AAAGCCAGGGCCGTCTTTCCTGTTCCAGGGGGTCCTGCCAGTAAAATGGCCCTTCCTGCC
ATCTTTTTGGCCTGGATCAGCTCAACAATAATGCCACAAGCCTCTCTGGCAGCCTCCTGT
CCGACCAGTCCGCATGCTGTCTGTTTAGCATTGCCGGCCTCGTCTAGCCCGAGTCCCTTG
ACGTGACTGTGTGAAGCTATTCGCTGGGTCTTTGTGGTGCTTTTTACCTCCTCGATTTTC
ATATTTGCAATTGTTACAGGAGCTCTGGCTATACTGTCCAAGCCACAAAGTAGTAAGTAG
TTAAAAAAGTAAGTAAGTTAAAAAATGTCACCTAAGCGTCTGCGTTTCTCTGACCACTAC
ATGAGGCGCCAAAAGTCAAAACACCCCCCTGCTTCTCCCCGGCCA
>CL7787Contig1
AAGCCTGCTGCACCTTTCTGAGCACACTAACTATGTTACTCTGTCACTCTGTGCTTTGGA
TGTCGGCACCAGAAGTGGATTTCTTTATTATTTCTATCATGGATATTTTTTTTTGTACTG
TTGTTGCCTTTTTTTCTATTTTATCAATGATACAAGCTGTTTACTGTAGGAAATATGAGG
CTGAACCCATCAATCTGTCTTCCCCTATGTGTGAGGGGGGATGGGGGGCTGACCATGGCA
GGGCTCCTACGTGGAGCAGACAACTGACAACAAACGACAAAATGGAGGTTAAAGTTCTCA
CCTGAACCCGAGCGTGTGGATTTCTCCTGTATGGAGGGCAGTTCCACGTACTCTGGCGGA
GCCTTACAGCCTTCCTCCACCTCTTCCTCCTCACCTCCCCCCAGCCTCCATGAACCGCTT
AAACTTCAGGGGCTGATCTTTCTGCTGTTTTTATATCCAGAAAACTGTTTCCAAATCCCT
ACACACCAGAGACAACACACACACATGCATTTGTGTGGAAACTAACCTCTGAGACGGAAG
CGTGCATCCACACCTGCACTGCAGGATGTGCGTGCACCTTTATGCAGTCACTGAAAAAAA
ACAATTACCAGTTTACCTCGGGAGCTCTCAGCCATAAAATACCTGAATTGGCCGCAAATA
TCTGGAGCAGCCTTCTGAGCTGCTGAAGCTGCACGGCAGCAGCTGCAAGGAGTTCGGAGT
TTCTTCCCTCTTTCTTTACGGACCCTCAGCTGAGCGCTTGCAGGCCATTTAAATACACAG
TGCAGGTTTTTTTTACACAAGCCGAGAGTCCACGTCAACAGTCTTACCTCAGATTCATGG
GGGGGCGGGGCTTTCACATTGTCATTAGCGCCTGTTTAGCGACTATTTTACTTTCTTGTC
TCTGGTGTTGTTGGGTAAAAAGAAATCACCCCGCAGAAGTCTGTTCGTTTTTCACTATAA
ATATATAAATATATCAAATGTACATTAAGAAATAGAGGCACTATGAAAGATTGTTAGATG
TGCACTTGCAGCATGAGCTATTATCCTTTATTATTCTCCATAGACCAGAAAAAGGAAAAC
TAACAGCTTTTGAACATTATAAAAACAGAAAAAATCCTAATAAGGCAGTAGCATCTACTG
TTGAAAGAGAATAACAACATCACCCCTACAAACACACCGCATACCTCTAACCAAACCTTG
TCCCATCCAGTCTCCCCCTGCCCTGCCCCATGCCAGTGTTTCCCTCATGTGTTCTAAGTG
CCAATAACTATGTGAATTCCTAACTGTGACCCAGTAATAAGGTGATTGCACATAAACTAC
TGTAAAGAGAAAAAGAAACCAGACTGATTCAAATTTAGGGGGAAAAACTCGGAA
>CL7788Contig1
CTGATGACCACCGGCGCTCCAGGGGCTGACGGCAGGTCGAGGATGTCCCCGACGGTGACC
TCCTCCGTCGGCTCAGAAGGCCCGCCCACGCCGGAGGAGTTGCAGGAGCGAACGCGGAAG
CTGTAGGATTTACCCTCTGAGAGGTCAAAGAGGGCGTAGCGCGGAGACTTGACCGGCATT
CCCGTGTTCACCCTCTGCCAGGCGTCCGATCCTGAAATACGCTTCTCTATGAAGTACATG
ACCCCCTCGTGACCCCTCTGAACCGGGGGCTTCCAGGCCAGCACCACATAGCTCTTGGTT
GCCTCGGTAACCACAACATCAGTTGGCTCTCCAGGTACGATTCCCACAGTGGAGTCTTCC
TCTGTGAACTTGATCATCCCGGTCCAGGGGGCTGAAGGTCCAGCTCTGAGTCGAGCTCTG
TCGGAGGGGTCCATGGCGACCACCGCCTCGGAGACGCGGGACGGACGGCTGACCCCCGCC
GAGTTCAAGGCGCGCACCCGGAACATGTAGGAGCGGCCTTCAACCAAGCCGGTGACGGGG
AAGCGGGCGTACTTGACTGGAGCGTCGTTGCACTGAGCCCAGTGATGAGCGCCCACTTCA
CACCTGTCGATGTAATATCCGAGGATGGGGCTGCTGCCCTCCACCGCTGGCTGCTTCCAG
GTCACCACCACATAATCCTTATTGGCATCATGACAGCGCACGTCCAGGGGGGCCACGGGA
ACCCCCTCTAACTCCACCTCAGCATCTCGGACAAAGACGTAGGCAGAGTGGGTTTCGAAG
CCGGACTTGGTGTTGACGCGGAGCGTGTACATGCCCTCGTCTTCCTTGTTCAGGTGGGTC
AGGGTGAGGATGGCCCGCTCTCCGGACCAGTGGTGGTGCACCCACTTTGAGGGCTTCAGG
GGCACAGAGTCTCGGTACCACACGACCTCAGGCTGGTACTTCTTCACGGTGGGATAAATG
ACCACGGTGCAGCCCAGACTCAGCGTCTCGCCCTCGCAGCCAAAGGCGACGTCAAACTTG
TCGATGATGGTGGTTTCAAAGGTGACTCCATACTCTGGGCAGAAACCATGTGGTTTAGGA
TCAAGCGGGCCTGCTTCCTCGCCCTCCTGAAATCTTTTGACAACAACAGTGGCCACAGAA
GAAGCCTCGCCCTTCACGTTCAGAGCGGAGGCGCAGTACTGAGCAGTGTCCAAGAAATCA



CAGTT
>CL7789Contig1
CGGCACGAGGATTGAGTTGAATACTCAAGTTTAAATGACAAAACACACATCTTGATGCCT
TTTATAATCTGGTCTTTGAATCTTTAAATCTCTTGTTTTTGCATTTAATTCTGGAAACTT
CTGTTCTGCTTTTAAAATGTGCTCTCCAATCATTTGCTGTCACTTCTGGAGTTTTCTGTA
TGCATTTAAGGAAAAGTTGTCCATTTTAGTCATACCTATCAAGGAGAACATTTTTATATG
AGTGTTCACTCAGTAGGGATCCCTCAGGGTCTTATTTTAGTGCCTCCTGTTTTTGTAGTA
AATTATTTTCAATTAGAAAAACTTTCAGAAAATTAACATTTTTTTTTGCTGCTCTTTAAG
AAACTTTACTTTGTTTGTACATTAAAAAAAATATTTAAAGATCTTTAAAAATATATTGTC
CTTCTAAAACACATGAAAATTGGTCTAATAGCCTAAAAAGGGTTTCACCAACTGACATTT
GTGAAAACTCTCCTAAGTAAGATTATTTTTTAAAAGGAGAAAATTATAATATGGTGTTTG
ATATGTTCCTTATTTTGGGGTTTGGGAGTCTGCTGTGATCTACATGGTTATTTTTTTCTG
TGTTGATGTCAGCATATTGAAAATGCAGCCTAGTGTTCCTCACTGGAAACCAAAACTGTC
CCATCTCCATAGACATTTGCCTTTTTTTTTTAGCCAAATTTCTGTAAATTTGGGATTTA
>CL7790Contig1
TGNCAGTGGAGNTTNTCCACAGCCCCTCCCTCGTCGGGTNTCCATGCAGNCGTGATGGTC
GCGGGGTTTTNACGTGCACNGAGCGTTTATTCACATCCTCCAGACGGACGGCATGCTAGA
GTTCAGAAATCAACATCAGGACCTGAAGTCACAGTCACACAATGTCATTTTCTTCCCCTC
TTTTCCTCTGATTTGGGTTCTAATGTGAAAGCTGGAATCTGAGGTGGTGATGTATGAAAT
GGCTGGAGTTTTGTATTAAAATCGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>CL7791Contig1
AGCAGCCGCTGCTCACATGGGAGACGGCGGCGACTCAGAAGAAACAACGGAGATCATCAC
TTTCGCTGAGGCAGGTGAATCCCAAGGCACGATCAACTTTGTCCTCTCCAAGGAAGGTGG
TGACATGTCTCTGGTGGAACAGGCTAATGGCTGGCTCTTCCTTCGAATGGTCAAGACCAA
CCGCAGCCGAGCCAAAGTCACCATTCGCCTCTTCCAGCAGCGCCGACTCCCCAACGGACG
AGTGTCTCAACCACAGGATGACATCCTGCTGGCCGAGAAGAAGGTCGATACCCGTCGCAG
TGGGTGGCACACCTTTGCCGTGTCAGCGGCAGTGCAGGCGCTGCTGGAGAGCTCAGAGGG
GAGCACACTGAGCCTCAGGATGTCCTGCCCACTCTGTGCAGATGCTGGCGTCACGGTTGT
CCTCGTCTCTGGCAGCACGGAAACACTGCAGCGCAACAACCAGCGGGAACAGTCCCACCG
GCCTTTCCTCATGGCAGTGGTCCGCCAGGGAGACAGCAACGACTCGCGGCGGCGCAGAAA
ACGAGGTCTGGAGTGCGATGGGAAGGTGCGTGTCTGCTGCAAGAAGCAGTTCTACGTCAA
CTTCAAAGACATCGCGGGGGCTGACTGGATAATTGCCCCATCGGGTTACCACGCCAACTA
TTGCGA
>CL7792Contig1
GCCTTCTGTCTTAAGGTGGTCCGGAGCGCAGATGGAGCCAGCAAATTCTACAATGTGGGC
CACCTCAGCATCCAGCGAGCGGCTGTCTGGGTTCTGGACCGTTACTACAGCGACTTCCCC
GTCTACAACCCCGCCCTGCTCAACCTGCCCAAGTCCATTCTGTCCAAAAAGATTACAGGC
TTCAAGGTTTACTCTCTAGACGAAAACACAACCAACAACTCTACGGGCCAATCGCGAGCC
ATGATCGCAGCTGCTGCCAGGAGGAGAGACAACTCCCACAACGAGTACTACTACGAGGAG
GCCGAGATGGAGCGCAGGATAAGGAAACGCAAAGCCAGGTTGGTGGTGGCGGTGGAAGAG
GCCTTCACGCACATCAAGCGTCTTCACAAGGACGAGGCCACCTCGTCCCCCAAACACCCC
AGAGAGGAGATGGACCCCCGGGAGGCGGCTCAAGCCATCTTTGCCCCCATGGCGCGAGCC
ATGCAGAAATACCTGAGGACCACACGGCAGCAGGCCTTCCACAGCATGGAGAGCATCATC
TCCCACCTGCAGTTCTGCATCACGCACAACATGACGCCCAAGGCTTTCCTGGAGCGTTAC
CTGACCCCCGGCCCCACTATGCAATACCAGCAGCAAAACGGCGGAGGGCGCCAGTGGACC
TTGGTGAGCGA
>CL7793Contig1
CTCTGGCGCAGCGCGAAGCAGAAGAGGATGCCCAACGGGAAGAAGAAGATGGCACACAGG
ATCCCCAAGCAGGTGAAGTCGTCTTCCAAGACCCCCACTCTGCACGCAGGACAACCTCCC
ACCACCACTACCGAGGGCTGGATGATGGCGTAGGTCCCAACGCAGGGCTGCTGGGAAACA
GCAGGGCCCATTTGGGCTGACGGGAACGCACGGCCATCGGGGAACTGGTAGGGTGGCGGG
CCCGCGGCGGGGATGGCTCCGTAGCCGTGCTGCGGCTGCGGGCCGTATTCATACGCCCCG
GGAACTGCGTTGTAGGCGGGAGGTCTGTCCTGAATCAGAGGTTTACTGTCCACCATCTCT
AGGGACGTAGGGTGTCCTCAACTCGACTCAGTCTTTTCACAGCGAAAACGGCTCGAAAAT
CCTTAAACTTCTAAACTCGACGAGCTACACGAAGGCGGCAAACGCACGGGGGCGACACAA
ATAAAGAAAACACGCAGCGCAGAAACGAAACTTTGTCCCTCTCCATGCGCCAACTTAGTC
ACAAGCGACGCAATAACCTTTGGTTTCCGCTGGCTGTCCCAAATATAAAGACCGGAATGA
TGCGAGATAGGCAGGAAATGTCAACGTAACTTCATTTCCTCCCCTTGAAGTTGGTCCTTC
AATACCAAAACAGCAGCTATGTGTCATAACAGCGCTTTATAT
>CL7794Contig1
CTGAAAAAAGAAAATCTTTATGTTGAGCAATGCTCTTTAATAAATGTTTCACAAAGCATC
AGAAATGTTTCAGAAGTGTTTTTGATAGGTAAAGATCGGTGACGGACATTTTTCTGCTGC
TGGCTTGAATAAAGAAATATTCAGAAGTGCAATTTATGCTTGATTTTCTTTATAAATGTC
CTCCATCATTAGAAAAATGCCACATAAACAGGTTAAAAACAACAGAAACGCAATTTTCAT



CAGAGTGGGTCTTTAAGGAATGGAATCATTTGCTATTGAGGACACACTAGCTGTGTTTCC
ATTACACATGTGCGCAAAACTTCATAGAAATTCTAGAAATATTGAAAAAACACACTTTTA
CAATTACACTGTTTCCATTAAATAAAATGCAAATAAATACAAACCAACTCACTCGACAAG
TCATTCAAAAACATGGCGACATACTTTGACTTACAGCAGATACATTCAAGTTTCTGCCAC
AGCACTAGCGCTCATCATCTCTCCAAGGAGACGCTGGTGTCTTACTTAGGCCATGGAGCG
GCAAGCTCCTCACATTTGGGAGCGGCTACGGATCAAACAATTTTGGAAAATTGTGGTTGG
TGATTTAAAAGAGGCGCTTTGGATCCAACTATTCAGCATGACACAACGTTTGATGAGCTG
TGTGATGCTGTAGGAGCTCCTGTGGGGGCGCTGTGTGGTGC
>CL7795Contig1
GGCGCGCGTTTTACCCGGGCCTTATGGCCGGGGACCTTTCTTTTGCTAGCACGCGGCGTG
GATGGTGTTGCTGCGCTGGTGTCCTAAGCATTTATGTGTAGATTATAGTTTATTCCTTCG
TTCATTTTGTAAACAAGGTCTAAGATGATGCCTTGGAACAGATACCAATCAAGAGTCAAG
CAAGGTGGCTGGATTAGACAAGGATGATGAAGATGACAGCGCNGTGACAAGATGAAGCTG
GCAGAATCCCTCTTGCAACAGATCAGTCACAGAGCTGCTGTTCAGGGATGATAATAAAAC
CCAGAGCTTGAGCAGCAGTATGGATGAGTCCTGCAGAGAAGGCTCACTCTAAGAGCAGTT
CAGGGATGATGATAAAACCCAGAGCTTGAGCAGCAGCATAGATGAGTCCTGCAGAAAAGG
CTCACTCTAAGAGCAGATGTGGCCAAAGATCCTCACCCTGCAGAGGGATAAATATGGCAG
CATTTAAGTGGTTTTTTTGATGACCACAACCCTGAAATCTTGGCTCCATAAGCGTCTCGT
CATCTCAGAGCTGTTGGACTTCTTTCCAAAACAATGATTTTGAGTTCTCAATAAA
>CL7796Contig1
TTTTTTTTTTCAGTTTTTTAAAGTTTGGCCTTTAATGATCATATATGTAATTACAATTAA
TAACCCCAACGTGTTGGTACACATTCTTCTAATTTACAGTCCTTCTCCGTTGCTTTGGTG
TATTTCAACAGAATTCCCAACAGAATCAAACTTTGCCCAACAGTTAATGTAACCTCCACA
GTCTTTAGACATTTGGGCGCAACCTAGTGGCCGTTTCATGTTTATTTCTTCTAATGGCGA
ATGCTTTTGGACATGTTGCAAGTGAACAAGTAGAAATCTCTGCAAAACAATCACTTTGAC
GGGCTTATATCATGTCTGTCAACATTAACTGTTGTTAATACAACTACCGGTAGTAATCTT
CACTTTATTGTGCGTCATTGCACACAAACCTGTTGGACATGTCAAACATTTTTCACATCC
ATTATTGAAATAATTCAAGATGGGAAAAGGCAGACAGTGTGGAAGTAATT
>CL7797Contig1
GAGGGAGACATTGAGACGTTAACCGGGGAAGTTAACCTGAGATGTTGAGAAGTTAACTGG
AGACATTAACCGGAGACATTGAAATGTTAACCAAGGACGTTGAGATGTTAACTGGAGACG
TTAAGACTAACCGGAGACATTGAGACGTTAACCGGGGACGTTGAGACGTTAACCGGAGAC
GTTAACCGGGGACGTTGACATGTTAACCGGAGATATTGAGAAGTTAACCGGAGACGTTAA
GCGGAGACATTAAGACTAACCGGATACATTGAGACGTTAACCGGGGACCTTGAGACATTA
ACCGGGGAAGTCGAGACGTTAACCAAGGACGTTGAGTGCACTATATGCCGACTGGTGGGC
AGCTTCAGCAGCGTCTGCGGTTCGTTATTCTCTGACCAAACGGCTGGTTTGAAGGTTGAA
GTTGTGGAAACGTGTTTGTCCTCCTGAACACAGCTGATTTAGAGGAGAATTCAGAGGAAG
CTTTCAAAGATCTCATCTGATTCCATTATTTAGGAGTGAAACTCCAAATGATGACGAGCA
CAGGCGCTGAAATGTTTTCGATGTTATTTATTCACTGACTGGGTTTCCGTGGTATTTCTG
CCGCTGGCAGACGCTGCTCAGGACCTCAACCAAGCTTCAGGGATTAATTTGGGCTGAAAA
CCATCTTCTTTTTTATTTTTGGACATTTTTGTGTAAAGAGAGCATCACTGAACTAAAGAA
TCAAAAGTGTAATAAACGATAAAGA
>CL7798Contig1
TTTTTTTTTTAAAGATATGATAAAGATATTTTATTGATCCCAGCTTGAGAAATTCAACAA
TCACTCAATAACAAACAATGAATGACAATAATGAAAACATTCAGTTCGGATAAAAGCTTT
TAGAAAAACAGTCATCAAGTGAGTTTCTATGGCAAATGGCCACAACAAACTGGTAGAACA
TTTGGAGCATCCACACATCAAAGGACCTTACTGTTCTTGAAAATTGGTCAAAGTTGAAAT
AGTATTGCAACTAGATTAGCTTAAAACCAAAAGTACTGCGTTTGTGGTAAATAAGACTAA
CAACAGGATTAGATACAATAGAACAAAAT
>CL7799Contig1
ATTTGATTAACTTGGGTCAGACAGATTGATCTGGTTAGATCATAGGAATATAAATCGATT
TGTTGATTAATCTTTACACCCCTAATAAATATGTGCAGGAAGATTTTCTATGTTTTGAGC
TTTTTTTAAGTTGATGCTTCTGCAAAATTTGACACCTTTTGAGAGACTTTTAGTCCTAAT
TACCATTGTTCAAAGGTTAGCTACTATGAAAATCAAGCAACAATGACACAAAAAAGCTTT
TATAAGTTTTTTAGGAAATAGCAAAACCTGTACACTGCATGTGCACAATAGACATAAAGC
ATTATTGTGTCTTTCCTTCTTTACATTTTCTGCATCAACTTAATTTTAAGGATCAGGAAC
AAAACAGCATGGCAAACTCCAGTTATCAAAAATCCTATGTACACGTAAAAGCTAAGTTAA
ACTGTGGAAAAAAATGAACAAGGAGGAAAACTGATGATTTTTTCTCAACACCGAAGTCCA
TTTCCCATGGTTTAGATTCTAAATAATTGTCCAATACAGAGTCCATCATTCATCCAGACC
CGGTGACTCTCCTTGCTGTATTCTTGATGCTATTCGAATGGCTTCTTCCAGGGAAGGTTG
ATCAGTGAGCTGAACAGCAATGTGGGTGCCATTGGAGGTGGCCAGTAACGTGACGGGATG
AAGATCTTCCGGCTCTTGGGTGTAGTTTGCTTCCTCCACAGTTTGGAAAGAAGCCATGTC
TGGTGTCATGATGGCCACCTGTTCATCAGATCCATCCGTTGCTACCATGGTGACTGTATG
GGCACCTTGAGCTGCCAGCTCATGGGCGGGGATGGTTATTGTTGTGCCTTCTTGGGTTAC



CATGGTAATCGTTCCACCCATGGCTTGCAAGTCTGCTTCTGAGATACTGACCTGTTGCTG
TGTTCCATCCTCCTGAGTTACCAAGGCAACGTGCTGCTGTCCAGCTAGATCTGAACT
>CL7800Contig1
TTCATTGAACCTACGCTGCAACTTTACTATGTATGGGGAGGGGGCGAGGGATTAGAGGAC
TGTGTCATCAACATAGAGGTGTATGGAGGAGTCTCGACCTGCAGGCATGCAAGCCTTGGC
ACTGGCCGTCGTTTTACAACGTCG
>CL7801Contig1
GGTCTGTGAGAGCAGCAGCTCCGGTGCGACATGACTCGATTCACTTACAGCAAACTGTCT
CATTTTCTGAAGACCCTGAGCTGTAGACCCCCGGCTGTCAGAGCAGGAGCAGAGACAAAA
GCTGCGACGTCTTGCTGCGTGCAGCTGAAACGGGATCAGTCGTCCGACAGCAGAGCGCTT
CAGGACAGGCAGAGGCAGCAGATGGCCAGAGGTCTTCCCAAGCAGAAGCCAGTCGCTGGA
GTCAAGCAGGTCATCGTTGTTGCCTCAGGAAAAGGCGGCGTGGGGAAGTCCACCACTGCA
GTGAATTTGGCTCTTGCAATAATGGCTAATGATTCGTCCAGGATCGGTCGGTCTGTTGGA
CGCAGACGTGTACGGTCCATCCATCCCCAAACTCATGAACCTGACAGGAAACCCGCAGCT
CACTGACAGTAAGCAGACCCGTCCGTCTGTTTGCTTTCATCTTCTGCCGCTGAACTGACT
TCAGCCGTTTGGTCCTTCAGACAATCTAATGATCCCCCTGACCAACTATGGGGTCCCGTG
CATGTCGATGGGCTTCCTGGTGGAGGACACGGCGCCGATTGTGTGGAGGGGGCTGATGGT
GATGTCAGCTATAGAGCGGCTGCTCAG
>CL7802Contig1
GCGGACCGTTTTTTTTTTTTTTTTTTTTAAAATGATTTTAATTATAGAGAGATAATATCT
GCAGTAAAACAAACAATTTTTGTAGTTCAATAAATCTAATTTATTGTTTTAGGATCACCC
TGAATTAGAATATATCAAAAAATCTAGTTATTTACAAATCAGACTTCATTACCAGCTCAA
GCTGCCAGGTTAGTGAAGTTACAGACTCACAGCAGAGGTATGTCTACATAGAAGTGCTTC
CAAACACCACTCAGATCATACCCACACTGTTCTGCACACATGTTAATATCTGACACACAT
GGATCCACCTCCTAAAATATAAAACATTAAAAAGCATCAAGCACATAGTGCAATGTTAAG
AGGCAACTTCACCCTCACAGCTGGTGCTTCCTACCGTTTGGCTTTCATCCTTAAGTCATC
AGTTTATTCAGAGTGTAAAATGCANAAAAAAAACAAACAATAAAAATCAAAAATGTATTA
TAACCTAAAAAAAAAAGCATCTTTAAATATAAACTGTAAACTGAGTATAAAACCATTTGG
AATTTGAGCACTGGCCGTAGTAATTGCACATGCAAACAGCAACTGTCTTCCATTAGTTCA
GTCATAAATATATATATATATCTTCAGTAGGACTGCTATTTATCAGCTTCAAGACTGTTA
GCAAAAAGCTTTGGTAATACTGGTAAAGGATATATAAAGGATATATCTGGAAATAGGTGA
ATAATTTATGAAATGATACTGTGAAGACATCCACAGGCTTCAAGAAGTACGTAGATACCC
TAAAAACAAATATAG
>CL7803Contig1
TTTTTTTTTTACANTTATAGGATTTTATTCTCTGTCAGCAATAAATAGANTGCACAATGA
GTCTGTCCTTTCAAATTTGAATACAATAATACATGCCTTTTTAGATGTATATATATATAT
ATATATATATTTTGGATATGCTGTCATCACAGAAAAGGGATGCTGTTTTTTCAAAATTAA
AAAGCATACCTGTCACAGTGAACCTTCACTAATCAGATTTCTTTTTGGAATCACAAAGTA
AATGGTGAGAGTGAAATAAATACAGAGAGTATGATGCTTCAATAACCACGCACGTCATCC
TGCATGTTATCACCTCCACGCTGAGACTTTCCCTGTGGCGAACATCTGCTGCACCCAACA
TTCTGTTCACAGAACTCATGAAAGTATTTCCACCTTACATTCAGGAGTGCAAAAGTGATT
TGTTTAAAATAAACAGGTCATAGCTGACAGAGAACAG
>CL7804Contig1
AGGGCTGAGCCGGTTCTCCACCGACGTTTGAACCAGGACTGCGCGTGAGTGAAGCAGGGA
TGCGAGGATGAGGAAGAGCAAAGCACAGACNAAGATTGTGTTATACGTCACCAGCGCTCA
GTGCTGTGGAGTACTACAAAAGGTGACGCGCAGAAGGAGGATTTGTGAATGGACGCCGTG
ATGTGTGCCAGCTCACAGATCAGAAGGCGGTGGGACCTCTCCAGATGCATCCCGGGGCCC
AGCGCCCCTCCCTCTGCCGGTCACCATCCCTGCCTCCAGATGAATGGGGGCCTCTGAGAT
ATCAGCTTTGTCACCATTGCAGGGGTCGCAGCAAATCCTCCAGCTTCCTGTCCCTTTCAA
AACCTGAAAGCGCGACTCTACATTTGATGATCATGCTTGCTTTTTCTGTGGCTTCTTTAA
TTCTGTGCCCTTTTTATATAGAAAAAAATATATAAATTGTGGAAAGAAAGGGACCNNANN
AAAAAAAAAAAAAAAAAAA
>CL7806Contig1
GAGGCGGCTGCCTTAATGTCTTTTCTCTACCCCTCTCCGCGTGCTGAGGGATGACTGAGC
CTTGTCTGTGCTGGAGATCATTCCACTGTTCGGCCAAGCTAAGCCTTCTGACTCCTGTGC
GTGCGTCACTGCACAGAGAAACAGCGATGAAGCGAAAAACGAGAGTGGGAGTTTCACCAA
CAGTGTGGTGGAGAATTTCTTTTTTTTTTTAAATTAAGTGTTGTGTTTTGTCATAAAAAA
ACCCTGTGCTTGCAAACAGGGCTGAGCTGAGGCGCACAGATTTCAACAATCCTTTCAAAG
TTCAAAACACTGTTCCTCTTATTATTTATACTTGTAATATATTTCAAAATTACTATTTAA
AAAGTATTGTAACTTATGCGCTAAAAGGCTACAAAGAAACAAAGGAGCTGACACTAAACA
TGGCTGCTGGTTTTTCACGATAATCAGATTTCTTCATGTTTATTATTATTATTATTATTA
TTGCACATAGGTGGTGTGTAGTCTTAGTATTTGTGCTACCTATTAAAGTAAATTTACTTT
GTCCCTTTTCAAAGAACAGACAGAAAGCTGTCATATTTATAGTAGCTTGTCGACGGAGCC
GACAGGACAAGCCAAGCTGTTTTATTTTGAAATGTTTAATGGAAACTAATAAAAGCTTG



>CL7807Contig1
ACGAGGGAGCGACGAAACCGANGACTCACACACCGCAGNAAAACACACACAGCCGGAATT
TTCTGGAGAGCCTTCCGCCTTTAGCTCAGGTTTGCTCCGGCGCTGTTCCTTTGACCGCAG
ACGTCAAAGATGGCGATGATGGGGGAAATGGAAAGCGGCGCGAGGAAGGTGACAGAGTGG
CAGCAGACGATGTATCACATGGACTCAGGAATCCAGTCTGGAGCCACCACGGTCAGAGAA
GACGACGGCGAGTTCATCAGGCATCACACCATGACCGCCACCGTCACCCATGGGGAGCCT
GACCTGGACGCTCAGTACTCCATGACCAGAGCCCAGCGTGTGCGTGCGGCTATGTTCCCT
GAGACCTTGGAGTCCGGCACCGCCATCCTGTCCACTCAGACGGACGCCTCCCAGATGACC
AACGTCCAGCGGCTGGCCGAGCCGTCTCAGATGCTCAAGGCGGCCATCGTCCACCTGATC
AACTACCAGGACGACGCCGAGCTCGCCACTCGAGCCGTACCCGAGCTCACAAAGCTGCTC
AACGACGAAGACCAGTTCGTGGTCAGCAGGGCCGCACAGATCGTCAACCAGCTGAGCCGG
AAGGGAGGCGTCGCGGCAAGCGCTCATGCAGTCGCCACAGATGGTGGCGGCGGTGGTGCG
AGCCATGCAGAACACAAGTGACATGGAGACGACCAGAGCCACCGCCAGCATCATGCACAA
CTTGTCCCACAAGAGGGAGGGGCTGCTCGCCATCTTCAAATCCAGCGGGATTCCTGCACT
TGTGCGCATGCTCAGCTCACCCATGGAGTCCGTGCTCTTCTACGCCATCACCACACTCCA
CAACCTCCTGCTTCACCAGGACGGCGCCAAGATGGCCGTGCGTTTGGCCGACGGCCTGCA
GAGGATGGTTCCTCTGCTGAAAAAGAGCAACCCCAAGTTCCTGGCCATCACCACAGACTG
TCTGCAGCTGCTGTCATTTGGAAACCAGGAGAGCAAGCTGATCATCCTCGCCAACGGCGG
CCCCGAGGGTCTGGTTCACATCATGAGAAACTACACCTACGAGAAGCTGCTGTGGACCAC
GAGCCGCGTGCTCAAAGTGCTGTCCGTGTGCCCCAGCAACAAACCGGCCATCGTGGCAGC
CGGTGGGATGCAGGCTCTGGGGAAACACCTGAACAGC
>CL7808Contig1
TCCCTCAATTTCTTTCAGTGGATCACCTTGACCATGGTTTGCCTAGGCGACCAGACTCGC
TCAGCAGTTTGCTGCACCCGGCTCCAGGCATTGGCATCTACTGTTTCAGAAGTGCCTTCT
CTGAACCAATTCTTCCTCTGTTTTCAAATGGTTCAGCAGAGCCTACATTCATGATTGTAG
GGCCTGCATTGGAGCCATGTGCCAATTTTTAAAAAGAAATATCCTGTTTTGCCGAATGAA
AGAAGCCGTTTCTGTCTCTCCTCTCTACCAATCCACTTCCTGAATACTGTAGCTTACTCT
TGGTGCTGGCAGACATTTTTACCTCCTTGAAACAATGGCTGGTGTTCTTCTTGTAAACTC
TTTTTTTTTAAGCGTAGCATTGTTATATCTTGCTGAAAGTTGCATTTTAGAAAGACGGTC
TCAAGTTAAACATATGCGATTTGGATCCCAGGTCAGAGATCCAAGTGTAGTTAACATTAG
AATAAATCCTTAAGTTTGACAGTAACTGATACTGAGAATCTAAAATGCACAAAGACCATG
AGTGCCATTTCACCCCGTTTTTTGAGGATCGAGATCATACATATGGGTTAGGTAAATAGT
TGATACTAATTTTTATTTTTACGTGTCAAAAATCATAATCATTTTGTTTATTTATCATTT
GGTAGTCTAAGAGTTCCCTATAATCTATTTTTTTCGTTTATTATTAATTGGTTTTCATTT
ATTTCTACTTTTCCATTACATTAAAATGCCTCTGAGTTATGTTACCTTTGTCTTTTTTTA
ACTATTTGATGCTGCATCAACTCTAAGGAGATGAACTAGGTGACTTAAATGAATTGAAAA
GAGTTTGCATATATGTGGGTGTTTAGCAGTGCTGATGGCCTTGGCGCAGTCTTCCAACTT
TTGGCAAACTTTGTGACCCCCTCCATAAACATCAGAGGGTCCATGATTGAGCGGACCTTT
ATGTTTATGAAGAGACGATAGTATTGCACTGTATTACAGGGAATTTGTTTACTTCTTTGT
ATCTCAGCTTTAATGATCATAAAGGGCTTTTCTGACAAAAGCAACATTTAAAATTGAATT
GCTTTTGTGTTTTTTAGAATCAGTATGTTTATGTTTAAGGGGGGTGTGAAGATTTATGCA
AGATGGATGGATATGTTTTGAGCATGCAATGTGAAACCTCTCTCTGTCATCCAAATTGAT
TTTATCTGGGAAACAAAGTGTTTACTTTAAGCCTTTAGGTATTTCATATGTTACTAAGAC
TCTTTAAAGTCAGTTCTACAGCTTTGTTTTGTTTGTTTTTTGGCAAATCAAGTCTATC
>CL7809Contig1
CACCTGTTTATTCGTCTGGCTTCATTGTCTCTTGTGTACCTCTTTAGGCAGCTGCTCAAG
GCTAGGAGCCTTTGTTTGGCAGTTTCCAGTGCTTCAGGTATGGGCATCTGGCTGTATCTC
TTAGGTACTTGCTTTCTCATTTTACCTCTTTGAGCCTCTGTCAGTTTACTCACATCCCTA
AGAGCTGCCTTTATTTTGGCCTCTAACCATTGCATCCGTGGTGGGTATTGTTTTTTCTAA
GGTTGCTCGTTTAGCCAAGTTTCCTGTTTCTCTTTCTTTATTCTAGTATCTTCCTCCAAT
TTTTGCTGCTTAACTCCTCCTACAATTTTTCATCTATTTGAACCATTCAACTATTCAAAT
GTTCAGCTCTTTCATCTTTTTCCAGCTGTGACTTTTGGTCCTTCAAATCCTTGAACTTTT
CCAGATATTCCAGGATTTCTGCCTCCACTGAAATACATGGGGAATCCCTGGTGCAGAAGC
TCACTGGTTCGATACCCGTCTCTTGCATTTTTCACAAACATATTTTTTTTTCTGTCAGCT
TTGATCATTTCTGTATTTAATTTCATTTATTTATTTGCCAATTATTACCCTGTAACAATA
TAGCAACGCTGAATTTTCTTGTGGAAATGCAGCTCCTTCTAGATTTATTTCTGTTTTTAT
TCTTGTCTCGGGTTAATGCGGGACAGTGAGCCTTGATGTCTGAATGATGTCATGAACCCA
GACAGGGAGACGTGATTACCGACGTTTTTGCAGAACTCTTCATCATCAA
>CL7810Contig1
GTTTCTGGGGAGTTTTTGTCCGAGCGGTCTGTCTCCGTGTTCAAGCATCACCGCAACAGG
AGCCACCTCCAAACAGATGGCGGCCAAAGACTCCTTTACCGCCACAGTCAAGTCCAGGAG
TCTCCTGTCCACTTTTGAGGAGGAGCAGCCTCAGCTGCTCGGCCTCGGCGGGGAATATCC
AGAGCAGTGGGAGGACACGTCCGCTGTTGTCATGGCGGCCTGGCGGCGCTCAGAGCAACA
AAAACTGGAGGTGGAGCCGGACGCGCACCTGCCTTTTAGGAACGTCAACGCCACGCAGAC



GCAGAAAAACCTGCTGCTGGACCTGCACAGGTCGCTGGAGCAGAGGGCCAACGACAGCAG
CCGCAAGGTGATCGAGCTGGAGCGCTCCGTCAACGAGACGTCCTGAGGGTCCCGGGCCCT
GCCGAGCGCCGCCCGCTCCGCAGCACGCCCACGGGCCGAGGCCCGCTCCACCCGATACAC
TGGAACGGCAGAACCGGGAGGCGCCGGCTGCCTCTCGCTTCTGAGCTCAAGTTGCACTGA
TCGTTTCACGAGTCGGCCGCCAGCCTGAAAACGACAATGTGGCGGATTTTCCAGACGAAA
AGGAAAGGCTGCGATGGCGTCTGTATTTATGGAAACCTTTGATTTGTCGTTTAATATTCT
CATTTCATTCCAGTTCGTTTTTTTGATACGGGCCTTTGTTTATATCCTGTGTTTTTATGT
CATCTTCTTTTTTACGCCTCGTTTATCTTTGAATCCTCGGCTCCTTCTCGGCGTTCAGAC
GGAGGAAAGGTCATTTCACGTCGAACAAACACCGATGGATGTTCCCCCTCAACTGTTCTG
TTCACGTTCCTTTCAAACTTTTATATTTAGTTGATTCTTTTTGTTCATTTTAGTTGTATT
TATGTCAAAGAAAAAGCTTGTTTTTTGTCCTGAAAACTATTTATACATCAGCTGATAAAT
GATTTTTTTAGGGGATTGAGCAGAGAAACTTCCAAAGTGATGCTTTCTTTTGTGGAAAGA
ATCTTCTAAACGGAAGTTAAAATTAAAATTTGTTTTTTTTCTTTTGTCAGCATTTACTTA
AAATATTTATCCCTTAAGAATAAAAAACAAAAGCATGTATTATTTTGTATTTATGGGATG
TGCAGACTGTCGGATTGAGTTGAAATGTAAATCGCAGCGTCGGGTCGTCTTCAGGTACAG
TTGCCAGGAAAATGCCGACAAAGGATTCGTTTGCTTTTGGCGCGGCTGCAGAGAACGTTC
CAGATCTGTGGATTCCTCCGGAAAAGTTCCCTTCCTGGATCTCTAGAAAGAAAGAGTCCC
GTTTTTGCAGCTCCTGCAGCAGCTTAGTCGCTTGTTACGAATCACGTTTGCTTTTTTTTT
GCTTGTTGCTCTTGTGTAAAGCTGGGCTCACCTGACTNTNGTCTCCCCGCTT
>CL7811Contig1
GAGGAATTCGGACGAGGGCCGGGCTTCTACATCCCGGTTCCCTCTGACTTACAGCCAGTC
GCTGCTCTCGGAGCCGAGGATGTTCCCCAGCTCGCTCCTGGCAGGAACCGGGGGGTTCTC
GGCGTCCAACTCCAGCTCCGCAGCCGGCTTTCTGCCGCCGTTTAACAACCCCACTTCCAG
CCTTTTGGGGGCAGCTCTCACTCAGCCCGACAGATATCCAGGTGCAGTAAACGGAGGCGA
TAGTTCGGATGATGATGTCATAGAGGTGACAGGACAGTAGAGCCCCAAATGACCCGCATC
CTGCGTTTTACCAGGAAAATATGAGGTTAAGGAATTAACCTGGTTTGTTACATTCAGTCG
CAGCACCTCACCAAATGTCCAAAACACCACACATGAATATTTTTTCATATTAACAAAGAA
AAAAAAAA
>CL7812Contig1
GGACCGTTGCAGCTGAAACGCTTGCATGCAACTCCCGGTCTTCCACAGAAATCCATTATC
ACCTCCTGACCTATTTGATAGATGACCTTATTCAATGCAGCAACATAAACCAGGAAACAT
TATTAGGCAGACCAGAAAGATTTCTGTGTCTAATTTGACCCACATGTTGCTTCAAAGATG
CATTTTAAATCACTATGATTTGCAAAACACAGAAAATAGCCTGAAACCATCCCAGCAGCC
AGAAGTTCTGCAGAGTCACAGTCACACGACTCCCATGACCAAAGGTTATCGATGAGGTTT
CCAGTCATTACACTTCCTCATTAGTTATGCTTGTACGTGGACAGAGGGGGAGGGGATCTG
AAAGTCAGTTATGAAAAATTGCCAACAGAAGGCAAAGGCTGGGCTTCGGTTTTAGGGAGT
CCTGAGGCGGCGTTTGGCTTTTGTTGTGATCTAATCCGGCGAGCTGCAGAAAACAGCAAG
ACCTGCAGATTCAGGAAGTTTGTGTGCCGTTGTTGTGCGTCTGCCTGTCAAGCAATGTGT
AACCAGCAGGAAGCTCTTATCTGTTGACCTACATACTGCGCTCTTCCCTCTCAGCCAGAG
CGCAAAACAGTCCTGTTCTGTAAAAACACAAGAGCAGAAGAAGGAAAACAAAGAACAGCA
GAGCAGCCGGGGCCACCTGTGGCTCAGTTAATGTGCCAAACAAAGAAGTCAGTCATCAAA
CAGATATGAACTGTGGCAGGTATCACAGATGGAAAAACACTGAGCAGTATGCTTCCC
>CL7813Contig1
CACTTATATAAGTTACAGCTGAGTCGCAGCCTCAGTTTGAACGTTTATCATACTAACCTC
ACAGTTAGTCTTATTCATTTTCATTCCAATGCTGAATCTTTAGAGGCTGGTGTTTGTATT
TGTTCACCTGAAGCTGCGCTCAGCTTGACAGTGTCCAAAGGTAAATGCATTGAAGGCAGA
GAACCTCTTAGACAGGGATCATGTGTGGTCAGACGCATCCTTTCATTGGAATGAATCACA
GAACGATCAGACTCGGTCAGACGGTAAACAAAAGCTTCTTTGTCGTGAGCTTTGTGTTTG
TTTTTCACAGCAACATGTTTTATTTAGTATTCAGCTAAATGGTCGAATCAGAACTTTGGA
TGTATGATGGTGTTTTCCTTTTTATGAAAAGGCGTGTTCTCATCAGTGTGTTTCTGTTCT
TCCAGGCTTTTCAGTTGGGTCCGACAGAAGCTTCTCAGTATTGGGTCTACTGGGTGCCTG
CACAGTTTGTCGATGCAATCAAAGACACAGTCCTTGGAAAATGGCAGTATTTCTAATGTG
CCTCTCTTTTGACAATGAAGAACTGGAACTAAGAGGAAGCGCCAACGAAAAAATGAAACG
GGAGTCAGCGAGACTTTAGGATCTCCTCCTCTGAGTTTGTTTGAAGGAAATTGACAGTTG
CCTGTGGACTAATCATATTGTTTGTTTTTGGCTATAAGTGCACTACATGGCAGCAAAATA
TTTCTAAGCCCTGTTGATCATTCTTGGTTTTCAACAAATTCAAGGGAAAGCGATTTTAAC
AAAAACTGTACAGAAATTGCTAACACT
>CL7814Contig1
GCAGAGAAAGACGACGCANACTCTGTAAAGAAAATGGATAAAAGTGAAGTCATGGTGGAG
GCGGCTCGCTCTGAGGGCAGCCAGCCGACTGTGGACAGACAAGGTCCCACCATTCCACGC
AACACAGGCCAGAGATACTCCGCTGTTGTGTCCCAGCAAGCCGCAGAGCAGAAGCATCAC
ATCACTTTTGCTTCACCTAACTAGCCGTGTCAGGATCTACCAAGCAGACGGACCCCAGAC
TCGTACATGTCTTGTTGGCGTGATGGAGACTGAACGAGTGTTCTCAGCAGTGGTTCGGAC
ACTAATGTCAATAAAGGTAGATGTTCCAGGTCCATCAACAGACGCAGGCCTTTATCCAGA



CTCTTATGGTGGTTTTTTTTCATCAGACTAAACAGCCAAAATCTTTGGCCAGTATGACAT
TATTTGGATTTTTAAAATAGTAGACTATTGTCTGCCTATTCATGTAGATACACACAGAAG
AAATATTTCAAATGAACAGTTTTCCAGGCAGACGTGGAGCTTCTGCACCAAGTGGCAGAG
TTCCGGGATCTTAGGAGAGAAGGAAAGGCGGACCATGAGGCTGACAGGCAGAGGGGTGTG
GAGCTGCAGTGACGCAACCGTGTATCGATCTGTTCTGAGAAAGAGCTGAAAAGCAAATCC
TTTAGTTTCCAGCTCAGTCCCTGTGAATTTCCTCTGTAAGACGAGTGATCATTTAGAATC
TAAAGAAATGAGCTTGGAGTAGAGCCATCTCAAAAAGCTCTCCAGATGCCTCCTGGAGCC
TCTCCTGGGAAAATGTCACAAGCATGTCCCATCAGGCTGACGTTCAGAGTTCCAGTAGAA
AGCTAGGACGTGATGGATGGACTACAGTACCAGTATGTCCCTCAGCTGACCTTAGGGTCC
CCCAGCAAAGCAGAAAAATATGAATGGATCCTGGAAAATGTGCAACGTGTTCATAA
>CL7815Contig1
TTTTTTTTTTAGAAATGTAAAGCCATTTAATACCTAAAAGAGTCAACAATACTATTTTGG
TTATGTTATATTGCATAGTCACTTCACTTGACATCCTTCTTAAATACAAAATTCATAAAC
TGCATCACATAGAGTTAACTGGTTAAATTAATAACAGACTGTAAATGTTAATTATTAGTG
CTCTAATTCTATAGTCCACTGAAGCCAAAAAATAATGTTAGCAAAACTAGTAAGTTTTAA
AACTACTTGTTTTTGTTTTGTATCAGGATCATAAAAGTCACAAGATACTGGGTTACTGAT
TCATTAGTCCATAGGACAACAGCGCATTTGTCGGCTGTGTGAGGATTCGTCGCATAATCT
TTCAAATCAATCAAAATCAAGAGGTCCACAAGTCTTTTTTGTTCATGTGGCAAAAGGAAG
AATCTATGTTGTGGTTGAAAAAAAAAT
>CL7816Contig1
GAGGGGTCGACGTCCACTTCAAGCACTAAAGGCGCCTCCATCAGCTGCAGGAAGGAGTGC
AGGTTCAGGGTGGACAGGGCCCTCCTCATGCGGGTCACAGGGCAGCGCTCGGAAGCCGTG
GGGGTGGGGAACCCGCCGGGGATCCGGCAGTGCAGGAACCAAACCCGAGACGACAGCGAG
GACTCATTCACCCCCAACTGTTTCAGTACAGGACCTCCAGTGATGAGGATGAACTGATGT
TTGGATCCATACACGTACGCCGTCTCCATGATCGACCTGTGCTCTTGTGTTCCCAGGCTT
TGGACGTAGCTGAGGACCATGTCCTTCTTCCCTCTGGCTGTCCTCTCCATGGCCAGGAGG
TCGGCGTCCGTGTGGACGTACTTCACCTCTTCGCGTAATATGGCGCTGGAGGAGACACAA
AAAATGGTTTTTGGTCCCGTCACGGTTCCCCCCCCAAACACACACATTTTCCCCGAAGGC
TCAGAAACTGAAGCACATCGTTTACAAGAGCACTTCCGCCACGATGGAGTTGACGTCAAA
GACGGTGTCCAAATCAAAGCTTAGGAACTCCTTTCCGCCTCGGAACAGAAACGCTGTGCG
CTGCAGCCGTTCCTCCGTGCAGTACGTGGGAACCAGCTCTGTCCGACAGTTCACTTTTCT
GACTAGAACGCCGTAATCCTGAAGAACTTCGGCTGACTTTTCCATCTCCACTAGGAACAG
AGAGACGGGCGGAGAGACTTGGTGCTCAAAATAAATAAATAGGATCTTTCCAGATTGCAG
CTTCTCATTAAAATCTCCAGCTGTGATTTCCATCCGTTTGGAGGTTTTTTCCTTGTCCAT
GCGTTCTCCTGAGCTCAGTCCCAGCAGGAAAACGGCAGTCCAGATCCACATCCTGAAGGA
CACTGTGAAAAGGCAGGATTTACATTTTATATTTTCAAAGGAAAATATACCTCTTAGCCA
CAATAAAGCGAAAAGGCTCTTATTCCTACGTATATTCGTTTAAATCTCGTGTTCGTTCAG
CCAAACAAGAAGATAAAACGCCAACCGTTCATTAGCAGCGGATGTTGGCAAAAAAAGCCG
TAGGATAAAAATAAACGCATTTAAACTATACACGTCATGTCTAATGATGAAACAGCTAAA
ACAAAGCTAACTCTGTATACTGTTT
>CL7817Contig1
GGAAACCAGGATGCAGCAGCAGCAGAGATCAAGGATGGCTTCTCAGGTCTCTGTGTTGAG
TTTTTTCTGTTGCCTGCTGTTAATGCCAGGTTTGCTGGAATCAACCTCTCTGATGAAAGT
CAAACACTCTGCAGGACCCTCACTGAGGATCAATTCTGCTGCAGCAAATGATTTCTTGAC
CAATTCTCGACCAAAAAGGAACATTGATCCAAAGTGGTACAGAGCCAACCCTGATTTCCA
GTCTTACTACCGCTACTACAACAGCATTGGGCACATTGAAGGACTCTATGAGATCGACAG
GATCAGGATGTTGTATCAGCAGATGCGGAACTTGGAGTTGACCTATGGCCCAGATGCCTC
CAAATACCAAAATGCCTTAGGTTTCCTAACTAGCACTGTGGGACCTCCAACAACAACTCA
GCCTCCTCCACCTCCCACCACACCTGCCCCAACACCAGATCCTCTGGAGAACGCCCAAAG
GATCTACCTGTGCAACCCCAAGGACCCGCTGTGCAAACCCCAGATCGTGTACCTGCCGAC
GGGAGCTGTGCCTGTTCTCTGCGACCCAAGACTCAATCCCGCCTGCGCGCCCAAAACAGA
GGAGGAGATGAAGGCTGCGTCGGTGTCCCGGCCATCTACAGCCACTCCTGCTCCTGCAAA
GTCAGAGCCAGCTGTCCCTCCCGCTGACGGAGCCAAAGGCATGGAGTACGACTGTGACCC
GTACTGGGATCCCGACTGCCTCGTCGACCACCCTCCCCGACCCGTCCAGGAGGCATCCAC
GCCAGCAGAACCTGCCGAAGAACCAGAGGTTAAAGAGGAAGAAGCAAAAGCGGAACAGAG
CGCTCCTGCAGCTCCAGCAGGGGTGAAGAAATCCCTCTACCCCCATTACGACCCCTATGA
TTTCAAACGTGACCTGTATGACCCCTTTCGTTATGCTCAGCCAGATCCACAGTGAATCCA
ACCAAAAGGGTCCAACACTAATGGCATTCGTGCAAATGATCATTTTNTAGATTATGGACA
GAAGCAGGTTCTTTATATTTTTCATATGACAAACCACACAGTGAGTCATGTATGGACATA
CA
>CL7818Contig1
AACCCGGNCATTATGGCCGGGGAGACAGCAGTGCAAGTGGAAGCCTGGCTGTTCCTGGAT
TGGATTCAATCATCACAGCATTGTTGTGGTGTCCCGATGGCGACAGATGTGGTTGCAGAG
TTGGCCGCTTCATTGGCCAAGACTGGCGTCGTGGATGGAGAGCTTGAGTTACAAAGGTCA



GGGAAGGAAACTGGATGATGCCAAGTCAGTGGAGGAGATTGTGAAGAACATCCAGGACTT
TGAGGGTTTAGAAGCACTGAGGCTGGAGGGAAACACTGTTGGCGTTGAAGCTGCACAAGC
CATCGCCAAAGCTCTCGAGACCAAGAATGAACTGAAGTGCTGTTATTGGAGTGACATGTT
TACTGGTCGTGTGCGTTCTGAGATTCCTCCTGCTTTGAATTCTCTGGGCGATGCTCTGAT
GCTGGCTGGAGCCAGGCTGACCGTTCTAGACCTCAGCGATAACGCATTTGGACCGGATGG
TGTAAAAGGAATTGAAAAGTTGCTTAAGAGCACCTCCTGTTACACATTACAGGAGTTGCG
CCTCAACAACTGCGGCATGGGCATTGGAGGTGGCAAGATTTTGGCAGCTTCGTTGATGCA
TTGTCATCAAAAATCCAGTGCAGAGAAGACCCCCCTCAGCCTGAAGGTGTTTGTTGCGGG
AAGAAATCGCCTGGAGAACGATGGAGCCGCCGCCCTCGCCCAAGCCTTCCAGTTGATTGG
CACTCTGGAGGAAGTTCACATGCCCCAGAATGGCATCAATCACC
>CL7819Contig1
TGCATTCTTCCTCCACCAAAGTCTATACACAACAATTCAATGTCAGCAGTGGGGAGTCGC
TCCCCCCACAGGTGAAGGATCTGGTTCTGACCAAAGTCAACGGTTACAGATGTGTCACAG
AAAACATTTGAAGGTTTTACACCAAACACTGAGCTTCCACGTCTGAATGCGAAGGAGAAA
TCCAAGCTCTCATGTTTGGTGATCACAGCGGCGGCTGAATCCAGAAGCGCAGCCTCATCT
GCGATTCATTTCCAGGTGGGTTAATTTCATGAATTTCAATGATGTGAGGCGCACAGCTGC
TGCAGACCTCAGCCTGATCCTCCGTCACCCACGCCACTGCCGCCGCATTGTTATTCCACA
TTCAAGCCAGGAGATCACCTTTTCCTCCACACGGGACTGAAGGATGATGGGAAACTCCTC
CTCCTCCTCCCAGGTAGGATCGCATTAACGGGTTGAAGCAGAGATGCTCTGTGCTTTTCC
ATGAAAATGGTTTCAAACACGAGACCTTTTCCTTCTGAAGCACCAACAGTGACGCCTTCA
GACGGGAAAAGTCCTGCTTTATTCTCCAGACTTCTCTTTTTTTTGTAAGTTTTCAGACAT
TTTATTCCTTCAAATGTTTGCATCTCTAGATCCTAAACAAGCCAGAAAACGTCACAAATA
GTCTGAATCTATGGAAAGTCATTACAAGTCTGAAAGATAAAAACAAAGTTCAAGAAGTTC
>CL7820Contig1
CCTGAACTGTTTACTGCACAAGGAGCACTGCGAGAGACCCAGCTTTTTTCTTTTACAAAA
CACAATTTTATAAAACATCATTAGTTTTGCAGCTGAAGACATGAATTACACAAGCAGCAG
TTGGAAGCATTTTCTAAGAGTTTTGTTTAGCAATGTAGTTCTCAGTGTGCCGATGTAGCA
GGATATTTTGGAGGATCAGTGGAGTTTCCCTGAGGTTTTCTCCCATATGAATTAAGATCA
TAAAGCACAGACTGGACACCAGATAAAATCTGAATCTGATGCTAATGAGATTTTAAAGGG
GTGGGATCTAATCAGCCTGTGTTCCTCAGGGTAGGCTGGGACAAGCTACTTCCCTTAAAC
CTTGGTGCCCGAAGACAAGGCGGAAGAACGTCGTCGCGATAAAGAGCCTCCACGCTTATC
TCTGTAGAAACCAGTAGAGGTTGTACCGAACGGTCCATCCCCAGACCCTAGATCAGGCTC
ATGAATACCGATCATAGTCTCGAGGATTAAAACCCTCTCAGCTAAGATCTTCAGCGCCTC
TCTGATCTGATGTATTCCGTCCCCCGGCAACCCCTTCTCTCCAGGCTCTCCTTTAGGTCC
CGGTGCTCCCTGCTCACCCCTGAGGCCCCTCTCTCCTGGGTAACCCAAAGGGCCTCTCTC
ACCACGATCTCCCTTTGCCCCGATGGGACCCTGTATTCCAGGAGCTCCAGGTTTCCCATT
CTGTCCTGTTGGGCCAGGAGGTCCAACTGGGCCTCTGGGACCTGGAGGACCGACGGGTCC
CAGGAGGACCCTGAGGTCCTGGAACAGGCAAACCTTTGGAATCATGGAAAATGTTGGTGA
AGAATGGGTCTTTACCGGGACTGTGCTCCTCTGAGATGCGGACACTGGCTGACAACGGAG
GACCTGGAGGTCCCGGTGGCCCAGGTGGTCCAGGTAGACCTCTCTCTCCTGGAAATCCCT
GTGGACCACGTGGGCCTGCTGGTCCTGGAGGTCCCTTTAATCCAGGGGATCCAGATGGAC
CCCTAATCCCAGCCTCACCCCTTGGCCCACTGGGACCTGGCAGCCCCTGGACTCCTGGCT
TCCCATCCCTCCCTCGTGCCGAA
>CL7821Contig1
CAGTGTCCTCGTCATCATCATCTGGGTTGAACGCCTCTGCACACACTGACACTCTCCTGT
TGAATCTGCTAGGAGGTGGAGGCTCAAAGTCAGAGTCATCATCTTCCTCGTCATCTCCAT
TAGACTCTGTCTGCATGGGTTCCCCATCAAACATTACTCCTTTCCCTTGCTTGGCACCGG
TGCCGGCCCCATCCTGACCTCTGGAATCTCGCAAACGGGTGAAGTACTGTACTGCAAATT
CCACCAAGTCTGACGGCCTTTGTCGCAGCACCTCCACCGTGTAGCCCTGCAGAAGTTCCG
TCAACCCTACTGGTATCTCAATACTCATGGCTGTGTGTGGCTTGGTGGTAGTGTTTATAT
GGAATTCTCTCTCCCCGGCTAAACTAGCCAGTCACCTCCTCCTCTGCGTCTTCCTTGTTC
TTTCTTATTTCGTCTCTTCTTTTTACACAGTCTCTCTGCCAGGGTAGCGACCGTTTTCTC
TACAGGTGACTATTTGCGAACGTTAAAGCCAGAGGTAAAAGGTTAGTCTGACCTAACTTT
GCTAAGCGACGAAAATGGGGATGATCTTCCCTTGCCAACCAACCAGGTGTATAAGGATGC
TGGCTGGTTCAGAAGGGGAGAAATAGACTGGACTTCACCGCTGCAGCCCAACGTCCGCGC
GCTCCGTGAGGGTGGGACTTAATGTGGCAGAGAGAGGAAAGAGCTGGCTAGCTGACTGAC
TTGCTAACTAGCAACTGCTAGTTTTCTTTGGCAACTGCCTGGCAACCCCGCTTTCCGTAA
GACACAAGTCAGCTGCTGCAGCCAGGTGACTAAAACCCTGCTGTGCGCTCGGCAGACACA
CTGTTGCCCCGCACCACCGATACGCGCAAAGTTTCGTTGAAAATTAACAGCAACGAAAAA
ATCTTGACCTTGGGTGGGGAAAATATAGGCCTAATAAAATCAAAAGCTTGTAAGTTGACA
AAGGAAATGTCCTCCCTCCCGACGAGAAAATCAACAGTTCTAAACGCGCGAATAAACCAC
AGCCTTCTGAAA
>CL7822Contig1
GACGTCGTAAAGCCGCAACGTCGGGTGCTGCGTTCCCACCAGCAGAAAGTCCCCCGAAGG



GTGAAAGGAGATGGAGCGCAGCATCTCAGCCTCCNGGATGTATTTGAAAGCTCGTTTTGC
AGAAGGTTNGGAGTAGTCAAACAGCTTCAAGGTGTAGTCCCGGGACCCAGAAGCTAAAAT
CTGTTCTGTGGGGTGGAAGGCCAGGCAGGTCACCTCATCGACGTGGTCATACAGGGTTCG
GATCACCGGGTGGTTCTCCATGTTCTGCTGAGCCGTCTCATTCATCATCACCTCGATAGG
CATGGCGCTCTTCGCCAGCATCCGCTCTGTATCCAGGATCTTGATGGACGCGTCGGCGGA
GCCAGTGGCGATGAGCTGGCCGTCGCGACTGTAAGTGGCCACCCGGCAGGGCCCCTTATG
AGACGTGACGTAGCAGGTCTCGTACTCCGACGCCTCCGGTGACATGGTCTGGACGTCCGC
ATCAAACTCCATATCGATGCCGACCCCCGGCGCCACTGTGTCTGAGCGTCCGATCGCGTA
CTGTACGGCGCTGTCATCGTTCTCCATCCCGATCTTAGCGAGCTGCATCAGCTGCTCGGA
AGGAGACACGACGTTCTGCGGCTTGACCTCGTTGATGAGGCTGTTAGCGATGCTGGTATA
TCCGTCATACAGCAGTTGGCTAATGATGAGTTTGTAAAGTTGCTGTCGGTCCTTCAACGT
TGGCTTGGGTCGAAACATCTTGCTTCTCTGCCGCGGGTCAGTGGACACTCAGAACCGGTG
AAAGGTTAGCTAAAGCAGCTAACAACGTTAGCTTCGAGGATAAATTTTAACTTTACAGCA
GTACATGCACGCCATGCAAGGGCTCCCAGCAGCAAGTCTGCGTGCTACGTCATGACGCAA
AACCAACCCCCGGCCATA
>CL7823Contig1
TTTTTTTTTTAGATGTCAAGAAGTATTTGCGGCTTCCAGTGTTTTCTGGGTTCAAATGGC
TCTTTCTGTGTTAAAGGTTGCCGACCCCTGGACTAGGACTATCCTCAAACACTCATCCTT
CAATCATTCCTGTGGACTCTGGCAGGTCACTTTCACAAACTGCCCACCTCTGCCTTTGGC
TTGGTTTATCACATTAAGGACCTGGTGTTTCTTCAAATATCCCCCTTTTGAGACCAACGT
TGACATGTTCGGATCATTTTTTAACGAGCTATCGAGCACCTAAGTAACATTAACGTGGAT
TTTCCACATTTGACCCATCACCTGGGTGCAGAAACAGCCTCTGGAGCCATTTGGTGGTTC
AACCCAAGTCAAGGATGGAGTCTTTGGTATGACCATGGATTTGAACTCTCGACCCTCCAG
TCTTGGGTCGTACACTCTTCCACAAGGCCACAGCGACTTGTTTTGATTCTTCTAAAGAAT
TTGGTACATTGAGGTGGAATAAAACAGTTCTTTGACAGAGAACCGGTGATGGACTTAATA
TCTGCAGCATTAAAACAATCAACAGGAATGCAGTTTTAACACTACACTGTCAAATATCTA
CTGGACATAAAGACACACGGCTGATGCTGCCGACATGAGGAAGCACCCTAACCAAACCCA
GCAGTTCAGACTTTTCCCTTTCATTTCCTTCATATTTTTGGTTTTTGTTCTTACGACACG
TTTGGAGTCTTTAGTGTTG
>CL7824Contig1
ACTGGATGGACGGAGCAGAGAGGAACACAGGCTGCTGCTGCAGAGCTGCTTCCTCTCAGA
CGTGTTGCATAACCGATGGCTCAGTCACGTGGCTCTGCTGGGCCTCACTTCCCTCTTTGA
CGGGCAGATTTGAGGATGGGAAGTTTAATCTGAGTCTTCTCATTAGTCCGAATTAGCAGA
GCATTATGGGAAAGATGTCTATGAACAGATGTCCCTTACCAAGCCTGTGCTTTCTGCTGC
ATGTGAGAAGCAGGTTATCACGTAATCCAGGCGCTGGATTATAAAAAGCTGGCAGCAGAA
CAGGACGCGGTGTTTCTGCTTGTGCTGCGTGCCGCCGCCGGCCCCCCAGCAGTGAAGGGA
GCGGAGGATCTGGCTGAATCACAGAAATGCTCTGAGGAGTTTCTGGCTGCTCCATTGGCA
GACGGAGGAGGAGGAGAGGAGGAAAATGAGTAAGAGTGGCTGTCAGGGAGGTGGGCGGCG
GGCTCTGATTCATCCCGTCGGGCTGAAGCCGCCTGTGTGGACGTTCAACTGGAGACCAAA
AAGCTTCCACAGAACCGCCTGAAGTCTGATTTCTGCAGGGCGGTCGCAAACAAGCCGCTC
AAACACAAAATGTAGTTCAAATCAAAGCGTCCTCTTGTTGGGCAGGAGAGTCTTGAACGT
GAGGATGATGGAACAAACCGTCTCAATAAACGTCAAAAAACATGAAGGTGTTTAAAAAAC
CACTACCCCGCCCCAAGAAAAAGACATATTGTTTGTCTTAAGTTGGAGCGCGACGTCGGA
CCCGTCAGGAAACCGCAGTTTGATTAAACCTTTCAGTCCCTTTGGCCTTTCAGAGCATCG
TTTTACCATGGCAACGAGAACACGCGGCGCCGCCGCACTGCTGCTTCCTGCAGGTTCGTC
AACGTGAAGAACGGATCGTCTCTCCATGGAAGCCGAGGACCTGTCTGGTTTCTGCTCTGG
ACAGTTCCGGACTGATGACAGAAAACAGCAACAAGAGGTCAAATACGTTTACCTGTTTGT
GCCAACCAGAACATCTT
>CL7825Contig1
CGGCACGAGGGAAGAAGCTTTAGAAGGAGAGCTGCAGCTCTCCAAAGAGTGTGTGAGCCC
AGCTGTGTGACTGGTGTGTTTTCTGGTTCAGGCTTTGAGTGACGACTGACAATCTTTGGT
GGACTGAATGTCCTCTGTCTCCATCACCTGGCCACCACCTACTTATCCATCTTTTTAATA
TTGTATTTCTACTTTAAGGAGCATCAGCTCTTTTCCTTTGTGTATTTTACAATTCTGTTA
CTCTTAAAAAATATATTTATACAGAAATTCATATTTTTTGTATCTATCGTCTTGTTTTAA
CCACAGACGAAAATGGACAAAACAAGACGATAGATACACAGTATAATTGGTGATGTAATT
ATTGACAGCTATCTCTTTTATACTTTCATGTTTGAATTGAGAATTTGTTTAAAACATGCT
TCTACTGTCCTTGTGTGTAAAATATATGTATAAATTAAATTAACCGCCCTGGACNAAAAA
AAAA
>CL7826Contig1
TCGGCACGAGGGAAGAGCGGAGAGAAGGCGGCAGGAAGAAAAAAAATTAAAAGCTAAATC
AAGAATATTACGTTTCCCGTCAATTCACCAGACATGTCGGAGGAGAAGCCAAAGGAAGGA
GTGAAGACTGAGAACGATCACATCAATCTCAAAGTTGCAGGCCAAGATGGGTCGGTGGTC
CAGTTCAAAATCAAAAGACACACACCTCTCAGTAAACTCATGAAGGCGTACTGTGAACGG
CAGGGACTCTCAATAAGGCAGATCAGGTTCAGGTTTGATGGCCAGCCCATCAATGAAACG



GATACACCTGCACAGCTTGAGATGGAAGACGAAGACACCATAGATGTTTTCCAGCAGCAG
ACTGGAGGGAAGTGCTAAGCCCTACTATTAAGTGACCACCTTCAGACCACGCCCTCAACC
ACCTTCACTGCCTCTCTGTCTCCATCGCTACTCTCAGCTCTATATTATTATTATTATTAT
TGTTATTAATGTTAATATTATTTCCACTGTTAAAGGTTATCATTATGACATGTTGACGTG
TGGGAGGGGCTTCTCTGCTTTTTATATTATGTCGCAGTCAGGACGGAAGTTGCGTGTATG
TGTGAGTGATGGCAGTCTGTCTACTGGCCAGTTTATACAACCTTACACTACTGGCAAGCT
GTCATCAGTTCATTGTAGCTCCTCCTGGTTTGGCCATTTCCGGTTCACTGTCAGGTGAAA
GCTTAGCATCCAGTTCGCCGTTTTCATTCCCTTTGCAAACTG
>CL7827Contig1
CCCGGGCATTATGGCCGGGGGTTTTGCTAAAGTCCTGACAGCGGTAACGACAGCTAAATT
AACAGACTGTAAATTCATGATTGCATTTTTAAAGAAGAACCCCGTTTGCTGCTCACTTTG
ACCTCTTCACTATTAAAAATAAGAACCAAGACAAAGCAGACATTCATGGCAATGGAGAGG
AAAAGTCTGCCCGTGAGACGTGTTCTCAACAAGCCAGCGATATTCCGCAGTGACCCTCGT
CTGGATGCCACTGCCAGCCTCTCCAGGGGTGGACGCTCCCTCCAGCCCAAAGCACAGCCC
AGCAGGCACAAACATCTGTATGACGTAAACCATCGGGTCAAGATCAAGCCTGATTTGAAC
ACAACGCTACCCGTCCGACAAACCGCTTCCATCTTTAAACAGCCGGTGACCAAAGTGACA
AACCACCCCAACAACAAGGTGAAGACAGACCCTCAGAAGGCTGTGGATCAACCCAAACAG
TTGTTCTGGGAAAGGAAGCTGAGCGGCTTGAATGCTTTCGATGTAGCAGAGGAGCCGGTG
AAATCTATGGATCTTCCCAAAGGCCTCCAGGGTGTTGGACCCGTTTGCTCAGACAGAACG
TTGCTCTCTGCCATCGCCAGCTCCCTGCACACCAGCCCCGTGCCCATCACCGGGCAGCTG
ACCGCTGCTGTGGAGAAAAACCCCGGCGTGTGGCTGAACACGGCGCAGCCCCTCTGCAAA
GCCTTTGTAGTGACCGATGACGACATCAGGAAACAGGAAGACTTGGTGCANAGTGTGAGG
AGACGGCTGGAGGAGGCCCTGATGGCTGA
>CL7828Contig1
ACCGGTGGGCTTCTTTGTTCATCAGCTGAGACAAGAGGAAGAGGAGGGGAAGAGAGGGAC
AGATGGATTCCTGAGGAGGGGATTCAGGCAAAATGGCTAAAAAGGGGGGAAACATGCGCG
TCGATTGATCCAGATCATCAAGTCAACTACATCATTTAAAATAGATCCTGTCGCAGAGTT
GGATGCTATGTACTCGGCAGTCCAACGGTTCATGGAGTTCATAAGGTCATGTGTTCAGCA
AAGAAGAAAAATGAAGAGGAAAGTGAGGATGTGTGTTTTCCTTTGTGGGATGGCCTGTGC
GCTACTGACTCCGCCTTATCTGGGCTTCCCTGGAGCAATAACTTTAAAACTATGGTTCAG
GGTCAGGGAAAAGGTCCTTTGGGCCACAGCAGATGAAAAACAAACACATCAACAGACAAG
CCATCCTTTTCACTTCGGCGAGGGTCTGGCTATGATCACCACTGCAGTAATTATAATTAC
TGTGCGCCACTGCAGAAGCAGCATGCTAACAAGGAACTCCAGGATCATCACTCCTCGCCA
GTCCGTTGCCCCTGATGGAATCCATTGCCGCAAGTGGTCGCCTGAAGCTGTCTCAGCTGA
AGAACCTTCCTCCTGACTTCACTCCTTGGTTACACCTCGAGCCTCTGCCGTCTCCTCTCT
CCCCCTGGAACCTCCGCCGACGACAACTCACTCTGTAAGCCTGCGAAGGGATCCACCAGT
GATACCACCGAAGACTACCTTCCGTATTCTGGAAGCCACGTATCCTGCTCTCCCTCCATT
GCAGACCTCCTTATCAAATCCTCTTACCTGCCACTCTCGTCCTCCTCTGTTTCTTCCGGG
TTTCAGCGTTTGGGTCGAAAAGTGTTCTGTAGCCATGACACCCTGTTTGTAGATATGATT
GAAGGGATTTAGATGTTTATTCAAAAGGAAGCAGACACTCACATTTATCCACAATGTCTT
TTTTCTCCTTGATTTTGACCCATTTTTTTCTTCACTCACTGGGCTTGAAGCAAGTTTATA
AAGA
>CL7829Contig1
TCGGCACGAGGTAAAAATCCTACTTTTAAATTCTTATATCATAAAAGTCCATCGTGACGT
TTTTAAGGAAAGTATCTGTTGTGTTTTTGTAAAGCAGGATCAAGGCAGGCCTGCATTCAG
TTTTTTTTTACTCCAAAGTTAACAAGAAATACATTCTTGTGTCCTCAAAGTTCTGCCAGA
GAGAGGCTTCCTGGCGGTGAAAGGCTGGTCCCTCATCCCCTGATCAAACCTGCTTTTCTG
CAACTAAATTATCCTGAGCAGGTGAAGCGATGAAGCTGAATCGGCCCCTTTAGTCAGAGG
CGTCACATCACCAGCAACCATGGCGGTTGCTTTATATCCTGTACATACAGTAGGCTTGTA
TCATATGAGCTGTATTTTATTTTTTAATAAAAATGTGATTCATGCCTTTAAAAAAAAAA
>CL7830Contig1
TTTTTTTTTTACCATAAAAAATATCTGCATTTATTCATACACCATAATTGCAATAAAGAT
ATTTTTTCTTCACAGATTAGAAATAAACTCAATTTAAATCGTTTTAAAAAAATAGCCAAA
ATATTTTCTTTTAAAATTTTGACTTTAAGTTTAATGAAACAAACAAAACCAAGAAAAAAC
CCTAAAAACTACTTAACAAACATGAGGGTGTCACAACATCCCATAAACAGGCACGGCATT
AGACAATAGAAAGAAAAGGTCAAAGACAGGAGAGAAAATAAAAAGTGGAATAATTAGAGC
TAATAGCTTGCAGAACTTGCATCTAAATCATTTTTGCTCTTGTGTTTGTTTTAAATTTAA
AAGAAAGTATTCCAACTAAATCTGACTCATCTATAGAAATAAAAGCAAAATAATCCGAAC
TTTCTTCTTTTTATTTATCCAGCAAAAATGTTGACAGCAGATATCTCCATAAAGAGACCA
CAACATTTAAAATAGAGGAAATAAGCCCAAAATGGGCAGCTCTTTTTGTTTTTTGTCTTG
GTATTAATAGTAGAACACATCTGATTGAAGAGTATTGATCCAGCCTGTGCATGGTCCATA
AAGCTGAGAGAGGAAATCCCCAACATTATTGTTGGGTATTAATGTGAACATATTATCTAA
GTCTACAAAGTTGTGGTTTTTTTCATTCCACAGATATTTCTCTCAGCCTTAAGATCTTGT
TCTAATATTTGTAGAAGTGTCAGCAGACCAATTCCC



>CL7831Contig1
GAGGTGGTCTTTGAGAGTCCAGCTCCAGTGAATCTAAAGGAGCCTCGCTTCCACCAGCCG
CCCGATGGAGATGACGTGGATCTCAACATTACCTATGACATCAGCACCCCAGAGCACATG
GTCAAGAGGTCAAAGCAGGTTACAGCAAAGAGGATGAGTCTTGACCCACCTTTAACTTCT
TTTGCCAGACCCTACAATAAATCTGCAGCAAAGAGCAAGACTTGTGATGAAGATCCAGCC
ATGGATCCGTTCCTAAGGAACTCCCTGCTTTTCCGAAAGAAGACCTTTGGTAGCATGTTG
GACCCTCATCAGAAACCAGGAGCAGTCAGAACGGGTTATGATGGACTCGGTGGCAGAACT
AAATTCTTTCCAGCCTTCTGTGCTATCGGAGATTCGACCACTAAATAAGGCCAAGAGGAA
AAAGGTGAGCCGCCCCACTCCAAAGATGACCCCCTGCCTGACTCTGGACAGCTTCCTGGA
GTAAATCCTCACAGTTGCTGGAAGCCTTCAAAGATGCATGACTGTCGCTTTGGTTCACAG
AGTTGGTTTTGCAACCGTTGTGCCACCTTTCCCCTTTAACTTATAAGAAAGTCTCCTTCG
CTCTATGCGATAAATGCTTCCTTTCAGGTGAAATTGCCGAATCAGACGAGCATCCTTTTT
TTTTATGTCTTTATGTATGTTTAGCTGCAGAAACTGACTCGACAAGCGTCTGGGTTAGAT
CTTTGTTTCATAGTTTTGTGAAAGTTTGTGTTTTATTAGTTAAAACCTACTTGCATAATT
CTTTAGCATATTTTCTTTAAATTATGTCATCAACAATGAATCATTACCTGCTTAATGTTA
ACTAACCCACACGACTTTGTACTTTTTCTTTTAACTGTTCTGTCAGTTATAAGCCAGTCA
AATAATAAAA
>CL7832Contig1
CTGGATCGGCCGTTTAAACCCGGCCTTATGGCCGGGGGGAGGAGTGAACTGAACGCGCTT
CCTCTCCCTAAACCCCGCCCCCGTTTTTCTATGCATTGGCGCGCTGCGCCTCCGTGAGGC
TGTAGATCTCTGCTCCTCTACAGGGGGACTGATTCTACAACATCGATAGGCATGAGTGCG
GCGGAGAATGCTCGTGCCGGTCCGGTTGCCGGTCCTGTCCAGCAAGGGCTGAAGGAGGCT
CTGATGGAGACGCTGACAGCCATCCTGTCACCGGTTCAAGAAGTGCGCACCGCAGCGGAG
GAGCAGATCAAAGTGTTGGAAGTGACCGGAAGAGTTTGGCATCCATCTGGCAGAGCTGAC
AGTGGATCCTCAGGGAGCGCTCGCCATCCGCCAGTTGGCCTCAGTCATCCTGAAACAGTA
TGTTGAGACTCACTGGTGTTCCCAGTCAGAGAAGTTCAGGCCTCCAGAAACTACAGACCA
GGCTAAGGCTGCCATCAGGGAGCTGCTACCGAGCGGTTTGCGGGAGTCCATTAGCAAAGT
GCGCTCCAGCGTGGCGTACGCCCGTTTCAGCCATCGCCCACTGGGACTGGCCCGAGGCGT
GGCCTCAGCTCTTCACCCTGCTGATGGAGATGCTGATCAGTGGAGATGTCAGTGCAGTAC
ATGGTGCCATGAGGGTCCTCACAGAGTTTACTCGAGAGGTGACCGATACACAGATGCCTC
TTGTGGCTCCGGTCATCTTACCTGAGATGTACAAGATCTTTACCATGGCAGAGGTTTACA
GTATTCGGACTCGC
>CL7833Contig1
GTGAAAAATCCNTTAGACAAGTCTAATATTGATCAAATATAAATGAAAATGTTGATGCTA
AGAACAGCCTTTCAAAGACCTTTGTGCAATTTTGTGCAGTTTGTAAAATGTATAACATCC
TTCCTTTTTTTTAAAGAATAAGTTCTTAGGTTTTGACTTTTTTTTAGTGGTGATCAGCCC
ATTTGAAAACATTTCACCGATTTAATGTAATGCAGTTTCTGAAATAAACTATGAATAGAC
AATAAAATCAAAGTAACTTTACTTTTATTCAAACTCACGTTTCCTTTTGATCTTTTTCAT
TTGTTTTATTATACTTAAGTAGTATAAAATTAACAATATAGTTATATATGATTCCATTTT
AGTGCAGAATTTCTTGTGTAAAAAATAATATACAAATAGGGACTGAACACACATAAAATT
GATTTTACCTTTTAAAAACTTTAAAGGAATTCTACTAATTACAGTTAAAGAAAAAAGTCA
AACCACAGGAAAAGAGGCACAGGCAGCAAGGCCACACATGTTCTTCCCACGTTCAATGAG
AAAGTATCCATCCATGCCCCATTTAGACCCCCAGGAGTTCTTTACAATCCAGTACGGAGT
ACCATTCTCTTGTCCATAGCCCACAGCGAGCACAGCATGGTTTACCTTGTCTGCAGTGCT
GTGGCATTCAGTGCTGGTGTATACACCCTGATGGTAATTCATGAAGTCTGAGGTTACTTC
GAACGCAAAGCTGACAGGATTGTGAGTGGCGACGGCGTCCACCATCCCCATCTCATCATA
CGCTGTGACGTTCACCACTTCTTTCACAAAAGCAGCCGCCAATGATGGTTTATACATACA
TTTATCTTCCATGGCTGTGTAGGGGTAGTCCTGCTCCGTCATTAGTCCTTTGTTGTACAT
TATGTATTCAAATGCTTGACTGGGAAGACCCCCGTTACATCCATGATTGTTGAAATCTTG
GGCACAGTCGACCAGCTGTTGTTCTGACAATGATAAGAGCTTTCCTGTGGCGATTGCTGT
GACAGATTCCAGACAACCAGTGGTGGAAAAAGTCCAACAGCTACCACAAGCTCCCTGATT
CTTAACTGGTGTTATGTAGTTTCCCTTCTTTCTCCAGTCTATGGAGTCTGGGTATGGCCC
TTTGCTGCTGAGGTGGTTTCCACTGGTGGCTGAGCAGTTCTGCGGCTCAGACCAGAGGAA
AGCTTTGCGGAACTCGGTAAATGTCATGTCTGAAAACTGATTCAGTGCCATTGTGAATGA
ATGATTTCCTTCATTGTGTTTGTCTATCAACTTCTTGTTCTCAGTGAAAATCTGCAGTCT
CTGGTGGTATTCCATCATGCTGTACTCCTTCTTGTGCTGCGTCATCCAGAACTTAAACTG
GACCTCATCGTGTTCGGAAGCACCCATGGCTGAAGTTATGAGCGGCAGAGCCAGAAGCCA
CAAACCCGTCATGTTTGGTGGAGAAACGTGAATGGAAGGTGGAGAGAAACAGGCGCGCCC
CCGGCCATAAGGCCCGGGTTAACGGCCGCTCAGA
>CL7834Contig1
TTAACCCGGGCCTTATGGCCGGGGGTCGGCAAGTAACATGGCTACGTCCACACATTTAGC
TTCTCGTGGTTTTACGGTTTAATGTTGGTATGTTAATTGAAGCCATGGCGAAATGTTTAA
TGGTGGTTTTGTTTTTTGCACGTTGTGCGTTTGCCTCGGAGGTCAACGCTCCACCAGACC
GGGTCCAGCCTCGCGGAGAACTACCTGGCGCTGCTGTGGCACCACAGGCTGTACCTGTAC



GCGGCTGCCGCGCTCGTCGTAGGGCTCTGGGTCTCCCTGAAGGTGGCTCTCAGCAGGAAA
AGTGGTGAAAAAGATGCTGTACTTTCTGGAGCCAAAAAGCAAGAGGAGCCTGAGGTTCAT
GTGTCCGGAGTTAAAATCTTTTACGGCTCCCAAACAGGAACTGCAAAGGGTTTTGCCAAA
GTGCTGTCAGAGGAGCTGAAGGCTTTGGGTTTTCCTGCTGAGGTGATTGACATGAAGGAC
TACGATCCAGACGATCCACTAGCCGACGAGTGTGTGAGTGGGTCGGTGTGTGTGTTCCTG
GTGGTCACTTACACCGACGGGC
>CL7835Contig1
CTTTGAGNATGATTTCAGGTTACCATGACAACTGAACTCGGACGCTGAGTCCAGACCGTA
AGACTTGATGAAAAAGTTCCAAAAACCTTTGAGTTCTGGAGTTTTTTTTTCTTCAGTATG
TCTCACTAAGAGATTGTTTTGGGTCGATGATGGAGATCATCCACCAGCTGTGACCGCAGA
GCCTCAACCTTCTCCAACTGACCACAAAACAACTTTAAGAGCAATAATCTTCCTAGGCTT
TCAAAGCAAACATGACGTTTATTTATTATTATTACTTGGCTTTACATGTTTCTGCACTGC
TGCAGAACAAACGTTTGGAGATCAGATACTGGACTCCTGGACTGACAAAGTGCAGACTTT
ATGTTCCACTCAGACCCATCGCTGCTTCCTGATGACGTCTGGCTATTGCAACAAAGATGG
AGACTGACTATGTTCAGTTCCCAGATGCAGTCAGTGGTTTCCTCACAGACAGAGGCTGAA
AGTGTGTAAAGAATCTGCCCGGTACCGTCGTCGTCCTCCTGGTTGGGGTTGGGGACCTCT
TTGAGGATGGCCAGGATTTCCTCGTTGGACGCTCGGTTCTTGATGGCGTTTGAAACGGTG
ACTGAGGTGGGGTAACCCGGTAACGAAGAGGCGCTCTCGTCTTCGTATTTAAAGGTAAAG
ATGGGATCGGCGGGAATGAGGGCGGAAAAGG
>CL7836Contig1
TAAAACAACGTCTGTCGACAACAGATGTCAGGCTTGCCGAGGAGCTGCTGTTAATAACTA
TTTAAACCAAAAGTCGATCATCTGAAAATAAATTCAAGATAAGTTTGTAATTCTGATGAC
CCGATGCTTGCAGATCATCAATGCTAGTTTGTTAACAAGCATCTAGCTAGCAAAACAACA
GCAAAGGAGACGTAATCGGTGTGTTAAAGTAATATTGTTCGTGTCTTCGTCATCATGTCT
GGACCAAATGGCGATCCAAATATCTCCACTGACAATGGGATTATTGACGACGAGGACGAA
TTTGGCGATGAGGAGTACGCTGCCATAAACTCCATGCTGGACCAGATCAACTCCTACCTG
GATGACCTGGAGGACCGGAACGATGCACTTAATGGAAAACTGCACGAACTGCTGGAGTCG
AACCGGCAAGCTCGCCTTGAGTTCAGGGCCCAGATTCTTGAGTCTCAAAACCAAAAGGAG
CAGTCCATCCAGGGGGGGGACCAATCTGCAGAGCTGTCAGCTTCTCCGTCCAACAAGGAA
GAGCAAAATACAAACAAGGGCTCAGAAATTAATGATAAGAGTGCATAGATCTGCTA
>CL7837Contig1
GTGAACTGCAAGTTGCTGTTATCAGATAGGATAAAGCCAGGGTCCATCAGGGAAACTGCA
AAATACAGAAGAACCGAAACCAGCACGAGGAACACAAAGACCACCGGCTGGATGAGCTGA
CCCGTTTCTTCCTGTTTCCTCAGATCTGTATCGTACAGAAACAGTATTAGCATTACAACC
CATGTAAGGATGACATGAGCTGTTCTCACCAAAAACCCGGAACCAAAAACATTCTTGAAC
ATGGTCCTGGCATTCTCTGGACGCTCCTGTCAATCTCCAGACGTGACACTGCTGGAATCC
AGAGACCAGTGAGCTCTTAGCTAGCTTGGAGCGCTCGTCGAGCTAACCCCCTGTCTCTTG
TGCAGTTCAACACCTTCTGACGGTGCATAAAATATAAATAAAACAGGCAATATCACAGAT
ATACTGCCCTTCCTAATGCGATACGAACCGTTCCCCTGCATTAGTGGGGCTTTTTTCGGG
TCAAACATTTCTAAGATTAGCGTATTAGACAGCGGAGACAGTTCCGAGCCCAAAAAAA
>CL7838Contig1
GATTTTTAATTGTTTTTTTAAACATTTTTTAATAAGAATTATTTTAACTTTGGTACCTCC
GTCTCCAGACTTTGTGTATGCCCGACCAAATTTTCCTCTGGACCACATTTAGATAAAGGC
TGTAGGGGATTCAGGGATTGTGGAGCGGTTGTTGTTTCCTTCTGGGTTAAAGTGCAGTTT
TGTGTAACCTCCCAAAGAAGAGAAACCCAAAAAAAAAA
>CL7839Contig1
TTGCTGACCCCAACTGTGCACAACCGTCGGTGTCTCAGCAGGCGGTCTGTCCGCGAGAAG
TTCTGATGGCAGCGATCACACTGGTACGGCTTCTCTCCGCTGTGCACCCTCTTGTGTCTG
TCTAAGTGGTAGCGCTGAATAAACCGCATTTCACACGCATCGCAAGCAAAGGGCTTTTCC
CCTGTATGCGTGAGAATATGTCGCTTCAGGTGGTAGCTGCTCCGGAAAGCTCCATAACAG
TGATCGCAGATGAAATTCTTCTGGACTTTCAGGGAGTTGTCATCATCCATTACAATCGGC
GGCAGGATATGCTCCACTTTCTCTTTCACCTTGTTGGAGGACCCAGATTTTTTGTGCTTC
TTCTTGGGTTGCATATTCTGGTTTGTCTGCATATCTTTACTCTCAATTATCCTTGATGAG
TGATAATCTCCGTCTTTTCGGATTAGCAGAGGTGGGCAGCTCCCGCCCGACTGGTTTCCC
ATGTGGCTGTGGTGGCCTTGTCCGTGGTGAACCTGGTGGCCGTGGTGGTTGTGGCCGTGC
TGCGAGTGGTGGCTCTCAGGACTGGACCTGTGGCCCTGACCCAAGGATGACATCACCTTC
TTCTGGCCTGGGATGTTGTTGGCCTGCATCAAGGCCATACTGGACAGCACCGCCTCGCAG
CCCAGCAACCCAGCCCATTTCATATGGTCTCGAACTGAATTGTTGGAATGGTGTGTCATC
GCCGAGGTTTGAATGCGTGTGTGTTTGAGGGGACAGGGGGGGCTTCGCTCAGGATGAGGG
GAGACAAAAGAGATGAGACCACCCCCAAATCATCAGGGGCCGAAGCCTTTCGATTCCAAG
TCCACCCAAAATACTATTTCTTGTCGCACTTCCAATTTTTTTTCAGTTTACAAACCCCCC
GGCCATAATGNCCGGGTTTACGGGCGGA
>CL7840Contig1
AGGAATTCGGCACGAGGGAAGCTGGGTTCTCCGGAACCCGCACACCCTGTGCAGGGTGAT



GGGCCTGTTGCGGGAGTGTCTGTTGCCAAAATGGAAGGAGCTTTGGGGGATGAAGTGGTT
ACAGCAGCCAGCTCAAAACTCTTTCAGTGTGCATGTGTAAAACGTTGGTTACCGCCGGCC
TACAGGGAAGAACTTTATCATATTTTACGACTTGCAGGCCCACTGCTGCTGTCTCGGATT
CTGAATTTCTTCATCCCATTTGTTGTCACCATTTACTGTGGTCACATGGGTAATGTAGAA
CTGGCTGGATATGCACTTGCTTCTGTGACAATAAACGTGACCACAACTGCAACAGGCTAT
GGCCTGGCTGTGGCTTGTGATACACTCATTTCTCAGACTTTTGGCGGTAAGAATTTGAAG
AGAGTCGGAGTAATACTTCAAAGAAGTTCCCTCATCCTGCTGTTCTTTTGTCTGCCCTGT
TGGGCTCTTCTGATTAACGCTGAAAACTTACTGCTCCTCATGAAGCAAAATGCAGATGTG
GCCAGAATCGCACAGCTCTATGTGATGATGTTTCTGCCAGCTGTTCCAGCCATGTTCTTG
CACCATCTCCAAGTTTCTTATCTACAAAACCAGGGAATTATTCTACCTCAGATGTACACA
GCGGGAGTCGCAAATGTTTTCAACTTGGGAGCCAACTACCTTTTAATCTCTGTCCTTA
>CL7841Contig1
TCTGCTCTTCAGCAACCTTGTCTGCTGGGATGACTGGCATCACCCTCGGTGTGCGAAACA
GCACAAATGCTGCCCAGAAAGGCACCAAAAAGAAAGGAAGGTTCCTCCAAAAGGCTGGCC
GAATGTTAGAACCATGCTTACCGATCACCACTCCTGGAATGTGAATAATTTGATGGCCGA
TGGAGGAACCCGCCCACAACAAACCCAGGCTTCGGTAGGACTTCCCTGCAAACATGCGGT
GGATGATTGTAAGGAAGATGGTGAAGTGCACAACCCCTTCCCAATAGCACATCATCACAG
CATAGGCAGTGCTGAGATGAGGCTCACCCATCCTCAGGTAGAAGTCCATGAAGCCAGAGA
TGAAGCCGTCCTGCTGTAAAGCATTGGTCAAGCCCACCATGCAGGTGAAGGAAAACTCTG
CAAACACGTAGAACAAGGGGGTCACTTTTTTGTTGTGTCTCACTGTGAGGTGGAGGAGCA
GAAGAACGGAGCCCAGGATGACCACTCCTGTTCCCAGGATGAGAAAAGGTTTCTGAATCC
CGGGTAAGTTGTTCATTGTGAACAAAACTCCAGGAGCCAGCAGTGACAGCACAAACACGA
TCACCACCTCTGGGGGCCTCATCCTTGCAGTAATGAGTTTGAAATCCCAGGTGATTTAAA
AATAAAAAATAAGAAAAGATCCCTATTCACCTCGTTTTTAGGAAGGGAAAAGAGACATGC
CAATGGGGAGAGCTCTCTCTGAAGCCCCC
>CL7842Contig1
TTTTCTGTCTCCTGACTATCTGGAGCTATCATGAAGGCCACAGTTTCTGTCTCATTCTGG
ATTTCACTGCTGCTTCTGTCTTTCTGCTGCCGGCCTGCTGAAGCTTTTCCTGCATTCCAT
AAAGAAGAAGGTGAAAACCGCCTCATTGGCTCCGATAATCCAATCATCGTCGCTCCCGGA
CAAGATGTTATCTTGCCGTGCCGCCTGGAGTTGGAGATGGACCTGCTACATAAAACCATT
GAGTGGTCCAAAGAGGGAAGTAAGACAGAGCCAGCCAGGAGGCGGAGCTGGAAAACCTAC
GTTTTCCTCTACAGGAGAGGAATACAAATTTCTGCCATGATGATGCAGTTGTACATTCAG
AGGACGTCACTGTTTGATGAAAGGCTGAGACATGGAGACGTGTCGCTCAAGATCATGAAT
GTGACGCTCGACGACAGCGGGACCTACGATTGCTTCCTACCCGAAAGAGGTCAAAGGGCC
AAAGTTCAGCTGGTTGTCAGCCCAGATATTCCAACCTCAACAACAAAGATGCAGCTGTAT
TTCAACAGCCCCACAAGCTTTTACAGATGGGACGGGGACTCTCAGAGAAATATTTGAATA
ACTGGGCGCCATCCAAACCCAAGTAAACCAGTTTTGATGGTTTTCCGATCCTTTTGCTTC
TTAAAAAATGAAAGACAGCATCAGAAGCGCTAGAGTGCCGGAATGACCGCAGGAGCGGCA
GAATGACTGTGGGAGCGGCAAACTGACTGCAGAACCACCGGATTGACCGCAGGAGTGGCA
GAATGACTGTGGGAGCAGTGGGTTGACCCTGTGAGCGGCCTATTAGTGGTCAGGAGGTGC
TCTGCTCCTAATGTGGACCACCCTCTTCTTCATCGTGGATTCAGTTCTGCTCTGACTTCA
TGAAGCCTTCCTTCACCCTGGATGTTGAAAGCTTTTCATTCCATTCTGTGTGTCCGTGGG
AATGGCTGGAAAGTTATGGCATCGATGTACATATTAAATGATGATCGACAGTATAAGTAT
TTTACTTAACAGAATATTTAGAATTA
>CL7843Contig1
TTTGCTCTGAGTAGTGCCTTGAGTGGATTTGCAGAGCGGGCGGTGAGCTCCCGGGGAATC
TAACCCGCATGTGCACAGTGGCTCCTAGCACCACCAACAGTTCGCCATTTTTCCTCAAGC
TCTTTTTTTGTTGAAAATTTCTAATCAGGATACAGCTATTTTATAACTAACAATGGGGAA
AGAAGAGTGCAAAACAATGCTAGATGCTTTGAACAAAGTCACAGCCTGCTACAGACACTT
GGTCATCGCGCTTGGAAGCACATCAGACTCCCAAAATTTGCGCGAGGAGCTGAAGAGGAC
CCGCAAAAAGGCGCAAGAGTTGGCAGTCGCCAACAGGACTAAACTGACCACCCTGCTCAA
AGACAAGTCCATCAGCAAGGAAGACCGCGCCGAGTACGAGCGCCTGTGGGTGCTGTTCTC
CAGCAGCATGGAGCTCCTGGAGGTGGACATGAAAAGGTCCCTGGAAATCGGGCAGGACTT
CCCCCTTAAGGTGCCCACCAGACACCTGATCCAGACGGGGATGACCGGCAGCACCAGCAC
CGTGGCGGCGCGCGCCATGAGCGTGCAGAATATGAAGTACGAGGCGGACAGCAACATCGA
CACGGCGGACCTGAAAGACCTGCAGAGCGAGATCACCCAGGTGAGCCAGATGATGGAGGA
AATGGAGATGAAGGTCCAAGTGGCGCCGTGGGCCGTCGTGGCGAAGCAGGAAGCCGGGGC
CGAACTCAAATCCAACCTGAGTGTAGGGAATTCCTCCGTGGGCGTTATCTCCATCTGCGA
AGAGGAGCCCAAAGATGATGAAGGTGAAGGCAGCAGAGGCGGTGGATTTGGCTCGGTCGG
CGCTGTCATCGGATTCCTTTTGATCGTTACTGTTGCTTTGGTTTTAGGATATTTGGTGAT
CAACATGTCCTGAATATTCTGAAACTAACAAACCAAAATAAAAAAATTATATATATTATA
GCCCACGCGGATGGACACCCCGCGCGTGGAGCGCCTCCACAGGGAAGAGCTGTCACCTGC
CCAGGAGGCAAACAGGGCTTCAAGGGGATCCAATATGAATACATTGTTGACTTCTCTTAA
ATTCTTGAATGTAATTCGTGGAGGAGAGGGGCTGCACTTGAT



>CL7844Contig1
CTTCACTGCAGCTCCGGGAGATTCAGCGCATCACGACCTACTCGGCTTTTAGCTTCGATC
AACCAAAGGGAAATCTTCTTGCTCTTTAAGAATTATCCGATTTAATCAAGACTTTTACCA
TGTCCGTGAACATCCACATCAACAGTCCCAACGTGAAGTACACGGATACTCACATCTTTG
CGAAGTATTCTTATGAGAGTACGTCCGTGCAGCAGGACGGGAGCAACATCACGGTGACTC
CGCGCTCCACGGAGATGACGTTTCGCACCGAGCGGCGGGTCCCGCGGCTCGGCGTAATGC
TGGTGGGCTGGGGGGGCAACAACGGGACCACCGTCACCGCGGCTGTGCTGGCCAACAAGC
TGGGGCTGACCTGGAGGACCAAGAACGGGGAGATGAAAGCAAACTACTATGGCTCCCTGC
TGCAGTCCTCCACAGTCTGTCTGGGATCAGGGTTGGAGGGAGAAGTAAATGTTCCATTCC
GTGACGTCCTGCCCATGGTTCACCCCAACAACATTGTGTTTGATGGGTGGGATATCTCCT
CCATGGATCTGGGCAGAGCAATGGAGAGAGCTAAGGTGCTTGACTGGTCTCTGCAGGAGC
AGCTGCGCCCTTACATGAGCTGCCTAAAACCAAG
>CL7845Contig1
TTTTTTTTTTGTCCTGTTAAGCACTTTGTGTTACTGATGTATGAAAAGTGCTTTATAAAT
GAAGTTTGACTTGATTTAATTAACTACCCTTTAAGACAAAAAGCAGCAACATAACACAAG
TGAAAAAAACAAACAAGCTTTGACACCTTGTATTATGTTCACCACCCATTGAAAGCTGAG
GGCGGTTCACCTGTGCTGATTGTAAATAACTCTCATTCTATCATGTCATTTTTTTCCATT
CAACAGTATAAAATTAAAGTGACCTATTTTTATGTTAATTGATTTTGCGTTACATGGTTG
AAATCAATGCTGGCTCATTTACAACGGCATCTGAAATGTTGACGGATTACCTATTGAGTA
AAGTCTGCCATTGAAGGCAAACATTAATGCCCTTGCTTTGCAAAATATCCACACACTCTT
TAGAGCAATGGCTTCACCTTGATAACAAAAACCAGTTTGCTAAAATGGGCTGTGGTTCCG
TGTCGG
>CL7846Contig1
CGGCACGAGGCTCGCCGGAAGATCCTCGTTCTGGGAAGTGATTGGCAGGAAGATCTGCAT
AAACACATCGACCCGGACCAGCTACCTGTGCTGTACGGCGGAACCCGGACCGACCCGGAC
GGAGACCCCCGCTGCAGAACCATGATAAACTACGGAGGAACCGTTCCCAAGTCCTACTAC
GTGCAGGACGCTCTGAAGGTCCAGTACGACACCAGCGTGACCATCAGCCGCGGATCCAGC
CTGCAGCTGGACTTCCACATTCCCTGCCGCCAGCACCCTGCTGAGGTGGCAGTTCGCCAG
CGAAGGGGCCGACATCGGGTTCGGCGTGTACCGGCGCACTAAAGCGGGCGGCCAGCAGAA
GGTTTCTGAGATGCTGCAGGTTCTTCCCGGCCAACGCTACAACGCTCACATGGTCCCTGA
AAGCAGCTGCCTCATCTGCTCGGAGCCCGGTGTGTACGTGTTGTGTTTTGACAACAGCTA
CAGCCTCCTCCAGTCCAAGAAGGTGAGCTACAGCGTGGAGGTGGTTCCTGCACCCGAAGA
ACCGAGTCCACGGCCCGGAGGAGACGTTCTGCTGCAGTGACCATGCTCAGCCACGGAGAG
CAGCAGAACCATGACTAGCTGAGTTACCTTCTTACGGGAGCTAAGCTCGTTAGCACTTTA
GCTCGACGAGAAGAGCTCTTCAAGATGTTTCGCTCGACAGAATCGCAGAAAAAACGCAGC
AAAGACCGAGGAACCGTGTTTGACGAACGGCAAAAAAATTGACGGTTTCATGAAATTTGT
GAATTTCTTGCATCCTTTTTCCAGTAAACATTTCTGAGGCCCAGCAGAAAAACTCAGA
>CL7847Contig1
TGACTGTCTGNTGCGTAAAGATCGAGGGTCCCCCCGTCACTGCTCTCCCATGGGGGCACG
AGATACAAAATGAAAGCGACGCGCCTCCCCTCCAACTCATCGTCATGACACAAAAGAACA
TCTGTGTACTCATATCTGGCACAAGAAACATCCACAGTGGTCTCCAGCTCAACCCCCAAC
ACGTCTCCCAGCCACGAGCGGAAAGGACCAAAGAGTGCCGCCCTCAGTCCAGCAATATGT
GGCTCTTTTCTCTTTTTCAGGTCATCAGACTGTTTGAATTTGTAGAGATCATTTGACTTT
TCGTGAAAGTTCAGCTCCAGCAATTCACGCTGAAGATTGTCACCAAAGGTTTTGCTGCTG
AGGAAATTCTTGATGATGCAGTGTGGGAAAGGGTGACAATCCAACTCCACATTACCCTGG
CTCCAGTGGGTCCCACAGCCCCACGCCTCCTTCATGGCCCTCTTCAAGCTCTCGTCCTCC
ACATCTGGACAAAGTTCTGGTAGCTCTTCGCAGTTCTTCTTCTTCTTCTTTCTTTTATCA
GTATGATCAAGTTCCTCTTGCGCTCGTTTGGAAGTCATGACAGGCCTTGGTGACTGTAAC
ACAAGAAGGAAACTGCAGTGTGGACACAAGCTGAGTTGCGTGTCCCCGGCCATAAGGCCC
GGGTTTAACGC
>CL7848Contig1
CACAGGGGGCGCTGGTGCTCACCGTTCTTCTTCGTGTCGTTTGTCGGTCCGGCTAACGGA
AGTGACCTGTCAAAAACGACTGCCGGGATTAGCAGGGCAGGGTCTCAAAAAACTACCAAC
AAAGGGTTCATGTTTGTGTGAAGACTCGTAGCCAAGAAAAGGATTTCTTTGTGCGGCAGC
TGACAAGCCCACTGATCAGCAAAATGAGCAGCGCGGGATCAGTGGAGAGTGGTAAACCTC
CAAAGATCGGCTCCGTAGTGGAGGTGACCGGTAAGGGACAGCGAGGCACTGTAGCCTACA
TTGGCACCACCCTCTTTGCCTCGGGCAAATGGGTGGGGGTCATCTTGGACGAGCCGAAAG
GCAAGAACGACGGAACGGTGCAGGGGAAACGCTACTTCACCTGCGAGGAGAATCATGGCA
TCTTCGTCAGGCAGTCTCAGATCCAAGTGGTGGACGAGGGCTCCGGCTCCACCTCACCAG
AAACTCCAGAGTCCACTTTGGCAAAGATCCTGAAGCAAAAAGAAATGGCAGAAACTCCCA
AAACAACAAAGCAGACGCCAGCAAACCTTAAGAAGGTAGAAACCTTTTGTTTTTAGCTGC
TCCGCTCCACCCGAGTGGCTTCCATCTCTATCTCGCTTCACTTTTTGCCTTTCAGTCATG
CTTGCGCCTGTTTTTTAACTGCTCGAGACGTTAACATTTTTAGTTTTCTACCTTATTTAC
TCAGCTTTTTTCCATCACATGTTTACTTTAAAACAACACGTCAAGACCAAACTAAATGAT



CATAAATTTGGTTTTCTGTTGCATGATTTTGACCTAATTTCTGCACTTTTAAAGTGAAGC
CATCAACAAGATATCATTCAGCATCAATTAACAGTGATTAATATGCCTCTAATTTGCTGC
TAATCTCTTCTTGACCTGACTGTTGGA
>CL7849Contig1
GCAGCTTTCTTTTTCACTGCGTCAAGTCACACCAGACCAATACTGCTTTGGCAAATCATG
AAGACGCTGCATGTGATTACCATAAGAGGGCAATTTTTCACTTCCCAGAGGCTGATGACC
AAAGCAGTAGACTTTTGGTTTAACCAAGTCAGTTCTCATCCTTTCTTGTGTTTAACAGCA
TTATATAACAGTAGTAAAAAAAACTCAATAACAAAATGTTTTAAAGATTTTTACTCCTCC
AAAGCTAATTCTATCATGAAAAGTCCTAACTGAGGGCGAGTTTCTATCTGAACTTTCTAG
TTAACATGAGACAAATCAAATGACACATTCAGTTAGTTGCTTTATCTCTTCACATACAGC
ATGCAGTGTATCCTCAACTTAAAATGGTTTAGTGAATACCTAAGACAAAACCAACTGAAA
AAAATAAACCTGAATAGGTTTGATTGGTGTTTTATTGGAACATCTGTGCCATTATGGATG
GCTTTAGAATGCAGAAACTAAAAAAAGGATAAGCCACAAGCCTCTGCACTTGTGATTTTC
AACTAAAACCAAACATGATTATTCAGCTAAAATGAGGAAGAAGATGAACGGGAGTCTCAA
TTCTTGTTGTCATACCTGTAAAAGTAAATAATCATATATACTACAAATTAAGAACCAAAA
GTTGATTTAAAATGTTTTAGTCTCCAATTGCTTGATTTTTTTTTCTTTTTATGTGCAGCC
ATAGTTTGAACTGAAGTTTTGAGGTCACATATTTACATATTTACATATTTATTTTAAAGA
GTTCATAAGTTGATAGCCATAAAGTTTTACTTGCTTTGGCCCAAACACATAGTTTGTTTT
GCACTTTTATTGTTCAGTCAAACTTGGATTAAAATGAAGGAACTCTGAATCATGATGATG
GTGTGTAACACACAAAATAAAAAACATTGATTTAATCAATCATAAATAGTCTACACTTTT
TCTTAGGCTTTTGGCACTTTTCATTGTTAAGCCCTGAGGTCAAAGACTTTACATGCTTTT
TGTGTATAAATATATAATAAAATGTCTATTATGAAACTTTAATGCTCTGTTGAAGTGTAA
TTTTTTGTTTTTTTGTGTTTGAAGAAAGTGTGTTTTGTTACACATTCCATCACAATTTGT
TAAGAAAAT
>CL7850Contig1
GGTTGTACTTTGTGGGATAGTGGATTATTTTCCTGTTTTCAAGTACTTACCGAACACGTG
CAGACATGATCAGGTTGCAGCATGTTGTGGTGGTGTAGGAGGAAACATGGAGCTCTACAT
CAGGAAAGTCACAAATAAAGCCTGTGTCCATCCAGTCTACAGCAGGAAAGCAGCAGCCAC
CCAGGAAGGCCCCACAGCATGCAGCTGAGCCCTCACTAAGTGGAGCCGGTCCTTTCCTCT
TCTCTGGGGCTGCAGAATGCTCAGTCTTGTCACCCCATACAGTCTGTTAAAGATGCACTG
GTCCCCTGAGCACGCTGTCCCTTTACCTCAGTGGCCTGAGCAGCACCTAGATGTCACCTC
TACCACCTCACCCCCGTCTGTCTACAAACACGACCCCTACACTAACGCCTCTCGCTGCAC
ATACACGTCTTCAGGGTATCCTTGGGCCAGCGATGACATATCTGCACTCACGGCTTCATC
TCTGCTGAAACGTTATGCTGAAAAGTACTCAGGACTGGAGCTGTCCTACGAACGCCCTGT
CACAGGGGGCTATGCAGATTCTGGAACTTTCTTAAAGACTGAAACTGAGCCTTGGTCTGT
TGGTCAGGGCATGGAGTGTTATCCTGGACTGGAGGCACCAAGTGGCACCAAGGTGGGGTC
TGGCTCTGTGGGAATCCCT
>CL7851Contig1
CGGCACGAGGGTTGCCAACCGCTGTAAAATGCGTCAGCCAGCGTGGGTTTATTTGTCACT
GATTTGTGCCTTTTTTGTTTGTTTTGGCGACCCCGTTAACGGAAGCACTTTGGCCCGTCA
AACTGTCCGCTTTGGTTCTGCAGGAGGCGCCGAAAGCGAAGGAGAGGCCGTTCAGGCGCT
CGCTGTGTTCTGTGTAGTGTCTTCATGGAAGGATGTGGGCTCTTCGTTTGTGGAGTCATT
CAGCCGCGGTCGTGTCGGGCTTGTAACCGGCAGAAGGAAAGGCTCTGCAGCCGAGGCGTT
CCTGCAGACTGAGGCTGTAAAAGACTCTTGCATGAATATTCAATAGAAGACATTTTGTAG
AATTATAAAAGAAAATGAATGAAATGACCTTTGCGCTCTCATTCTTTACAGCGTTAATAC
ATTGTTTACATAGTTTTAATCTTTAAGTGTTAATTCTTTAACGGTGGTGTGGACCTTTTT
GGCATTAAATGCTGTTTTGTTTCATTTGTATTAATTTTTTTTTTTTTNGCTTNAATTTAC
TNGTTTACNAATTAACCNAANATTAAANAACATTTACGGGANGTTGANCATTTGAGCCCT
TTAAAAGGAAAACNCNCANCTTTNAG
>CL7852Contig1
TTCGGCACGAGGGTGTTAGCTTCCAGCCTCGGAGGACCTTCGGAGCCAGAACCTCCTCCT
CCTCCTCAGTGTAAACCTCATTCTCATGGCTGTTTCAGAAGCTGTAAGTTAATGTGTTGG
TGTCCGAATAAAGCATGGCTGCTCCGCTCACGCCCCGCCTCTTCCGTTGCGAGCAGAGAG
AAAACACCAGACCTGGTTCCAGTTAAGCCGAAGTCTAAACACTAAAGACTAAAACCTAAA
GAATTCTCCAGACATCAGATCTGGATCTTTCACTCCCAGGAAGCATGCTGGGAAATGAGT
CTTCCTGTAGTACCCTGACGTGAACCATCAGGGGAAAACTCAACTCGTACCTGCAAAATC
CCACAGACTTCATAGAGAAATAACCAGCAGTTATTCTGTCCTCCTCTTGGTCAGAAGAAC
CGTTGTGGATCTGATGCCTCTAACATCTCCTCAAACTGACCAATCAGATGCCTCGATTAA
AAGTAGGTGGAGCCTGCTGGCCCCCCCTCATCCCAACATACAAACAAGTTTGACAGATTT
TGTGGTAGGGGTGTGGCCTTCCAACGAGCTCACTTCTGATTGGTGAAAGTGGTTGCCATG
GAACATTTTGAGTGACACCACATCCACTCAGACCCGGCCCCAGATACAGTTGATGGAAAC
TCTTAAAGCCGCGTCACTCAGCCGCTACGTTCAATCGTTCACATTTTCCACGTATGACAT
TTCGGTTTTTCGGGCTCCACGCGTGATATACGGCGCTCATAAGTGGGGCTTTTTGCGTTT
GTCATTCATCGATGTCCATCGAGGTTTTCAGCCAACGGGTCTTTTACACAAATTTCTGTT



TTGAGCTGTTGAAAATGTTTGGTTGTGAATTCTGCAGCTTAGTTTATATGTAAATCTCAC
AATGGTATGTGATTTTTGCG
>CL7853Contig1
TTTGACCCTAAAGTCTGGTTAGTTAGGCTGTTGTGATCCCTGTGTTCCATACTCAGGCTA
ATTAGCTGAAGGTTACTGATGATAGCTAAACATGCCCAGGTAAAATTATCCAACGCTTAA
GATGTAATTTACAGAAAGGATAACCTCCACGTTCAGCCCCTCAAGCAGGTCCATTTGCCC
TTCTTCTCTCGTAACTTTCAAACCTTTGACCCAATCAACTCTGAGGGAAAAATGTCAAGA
TAACTTTCAACTGCGTTTTGTTTTTCCAGCATGGATGCTCTGTTCATGGTCATGTCTTGC
CATTATTGCTTTGCTCTTGAGCAGATCAAGACAATATGCTCATGAGGGATTTTCTTATTT
TTAATATGCAGAGTTTAACAAGTCCTGACGCTGCCAAAGCACCCCCCACATTATGACACT
ACCACCACCTTGGCTTACTATTGCTCTGGTGTTTTTTTTATTTATTTGGTTCTAGCTAAA
ACAGGTCAGGAACTTCATTTATCATTCTTCCAAAGCCTTTTCTTGTCAAACATCGGCTTT
ATGTTGGCACTAATTACATTATTTATATTGAGTCATTTAATGGTATATTTGTGTTTTTTT
TTNCTTNGNATNAAGGATTNGGCCTTTACAATNGNAGTTNANANCCNCANCCGGAGGATT
TNGGTTTNGGGGGCTNCTTTNCCNANGCAAACTNGCNGGTNGTNGNAATTCCCATTTCNG
CTTNGTNAAACNGAAANGCTNCNGACANGTTTNGANGGACTTATGAAAAAANGNCTAAAC
NANGNGAATACAAAGTTTTANGNGAACAAGGATATNGTTNCTATGGANATNCTNATAGGA
ANAAGNGCANCACCAAAGGTTTNCGGNAATTATATNATNACCCCTNCANGAACAAATTTA
AATTCGGANGCACAAACNGAAAAGGGCTAAANATTTGNGCTNAACATTTAAAANGCCTNC
AGTTTATNGAAATCTTACAAAACAAACGCTCAGGCCAAAAAGAAAAAAAATAGCCNAANC
ATTTANGGAANCTTANATGGGCTTTTGAAAAAATTTAACTTTCAGGA
>CL7854Contig1
TTTTTTTTTTCAATTAATACCTTTTTTAATGAAACACTGTTGAATAACTGGTACAAAAAT
AGCATTCTGTGGTCATTTAAAATGTCAAATATCAACACAAATGTAATCTGATAACCAATA
ACAAAAGGCAGGTTCACATTAATAAAAAATAGCTGATAAAGCCTGCCTTTGATGCTGGGT
TCTTTCCAATGGAAATGCAAATATTCTGACTAGAAGGATGATATTTAAAAAAGACCTACT
GGCTGCTATAAAAAGCAGCTATGTGAGTTTGAATGAGTGCTGAACACTGAACTGCAGAAA
ACCTCAATCAGGAAACTGAGTCGTCATCACGTCTGCTAACTTGGGATCAGTTTCTGACAA
TGCGGCCAGGAGGTGCTGAAATGAGGGTTTATAACTGGGAAGTAAACTGTTGGCGGCAGC
GAGACAAGTCTCTCGAGTCAAGTATCGTT
>CL7855Contig1
TTAAGTCAGATTACAAGTAGAAACTTAGTATTAATGATGAAATGAAAGCAACAAAATACA
AAATGCAAAATGCAAACATTGTTTTTTTTTTTATTAAAAGGGACTTCNGTCANCNCGTAT
GTTGGCANAAAGGGAAANCCTTGAGTACATGANCTTCTGTTACNGTTAGGGCANCAAAAN
CNTAAAGCATACANCAAGAGGTANGGCNCNCAAAAAANCAAGAGNGNGATATNCAGTATN
CNGACNTGANAATAAAACTGAAAACANATTAAGGANCTGACAGTGAAATGGAGNGNCANC
GTTATGTTTGGCCNCCNCCNCGGNGCANCTTATTATCAAGTATTATATGTNCNGTACNTT
AGGTAGGAANAGGANCTTGGGNGCCTGAATTCNCNTTTCTNCNGNCCNCAAACAGAAGGA
ANGNGAATAAAATGCANCAAAAATAGGAAAGCCCAAATTTNCAGCTTTGNGTACAATTAA
AAANCANTTTCNTTACCNCTGANAGGGACCGGGNGGAGTTCTGTACCAAACNACNTGCAA
AGGTTCTGTTGGGCTCAGTAGGANCCAACANCTGCAGTCANAAAGNGANCGNGCCCTAAT
TAANGGTTAAAAAACAACCAGAACCGCCAATCTTCTCTCTGGTCNCCAGCCTGATTGTCG
TCAACAGTTCAGGGGCTGAGCCTTCGTCATCATCAGCGCCGCCCACGTCCGCCAATCATC
AGGCCAAATTTTCCTGATGTTTGCTGACNCCCAACANCTGCAGGAG
>CL7856Contig1
ATGATGGTCTTTCTCCAGGGCGCTGGCTCTGGAAGTGGGCTCCACCCACTTTACCAACAA
CTCCTTGCTCTTTTACTGTGACGTGGATCTGCTCTTTTCAGGAGACTTTCTGAAGCGATG
TCGGACAAACTCCGCCCTGGGGGAGCAGGCTTATTTCCCCATCATCTTCAGTCAGTACGA
CCCCAAAGTGGTGTATGCTGGGAAGGTCCAGAGCAACAACCACTACGTCTTCACCTCCAA
GACGGGTCTGTGGAGGACCTACGGCTTTGGCATCGTCTGCGTCTACAAAGGAGACCTGGT
TCGGGCAGGAGGGTTCGATACCTCCATTCAGGGGTGGGGCTTGGAGGACGTAGACCTTTA
CAATAAATTCGTTCAGTCAGGCATTCGGTTGTTTCGCAGTACGGACACTGGTATTGTGCA
TGTCCACCACCCAGTGGTCTGCGACCCCAACCTGGAAGCCAAGCAGTACAAGATGTGTCT
GGGCTCCAAAGCCTCGTCGTACGGTTCCACGCAGCAGCTGGCGGAGCTTTGGCTGGAGAA
GAACGACCACGGCTTCAGGAGGCTGGTCAGCAACGACTCGGTCAGGACAGCGTAGAGGCA
GCTGGAGGCCGTCTGCCACCCCACTGCTCCGTCAGCTGCGTCCGAGGATGTCATCACGCT
GCTGAGAAGGTGACGTGTTCATGTGGCCCCGCCCACACAAGGAGGAGGTGGGGCCACAGC
GCTCTGGACAATAGCCCAGCAGATCTTCAGGATGGCGTGAACGCTGTTTGTCTGCTTTTC
TATTTCATGAAAGTTTTCCTGTTTTTATTTATTGAGATGACCAAGACGCTTAGCGGGACG
ACCTGCAGGGCCGGCTCTTGAACTGGATTTGTTCAAAGAGCTGGAGATACTGCTGTGCAT
GTGTGCACACATGCACTCATTTTCCAAGTCCTTGCTCAGACTTTGGGAGGAAACTCCTGA
GGCTGAAGCGGCTCTGGGGTGGGGTGGGTTAATGGCTCTT
>CL7857Contig1
AGGCTGAAGCAGACGGCGGAGCTGCTGCAGAGCTGAAAGAAATAATGGAAACCACTATGC



GAAGGCTGCAGGACAGATTTAAGAAGACGTCTGAACAGCTGGAGTCAAACATTGATCAGA
TGGGCCGCCGCATAAAAGATTTGGAGAAGAACGTAGCGGAGCTCATGTCCCAGGCTGGCA
TGGAGGCGTCCTCAGATGTCAGTGAATCTATCTGATGGTATCTGACAGTCCAGATCATTA
TTGCAGAAAAGCCTGAGATGTTCCAGATGTTTGTGCCAAAGAAAACCAGCCAAAACTTGA
ATGCCAGTGTAAATCTGTTATTTTTTTTTACCTTTCATAACTTCATTTTATTGTTAAATT
TCCCTCAATTGTAAATAAAGAAGGATGCAAACACGCACACAATAAAACTTAAAATGTTTA
TTGTGAAAAAAAAAA
>CL7858Contig1
TTGCATTAATAGCCACTTTGAAAAGTTTCACTTGTAGGGGTCAAAGGTTGATATTCTGTT
TGCATTTGGTTTACTGTGAGACTTTGACTGACACTGAGTGATGCTACTGCGGAGCTGAGC
ATAAAAAAAACCTTTAATCTAACATCAATTATATATATATATATATATAAAACACCAGAT
GATTTATGAAAGACAGAATTTACCACAGAGAGGAAACTAGAATCATAAAGCAGCAAATGA
TCAGTTCAGCCAAGCTGGTAGCTCACTTCTCTTCCCAGTATTTGGTCAAACAAGCACCTG
GTTTCAGTTATTCCACCTCATAAAATGCTGTAAAAGGGGTCGAGCTCACCCCCGCCCTCC
ATCCTCTAATCAGGACACCAACACTTGCTGTTGCAGCTCTAGGAAACAAAGGCTTTTCAG
GGGCTGGGGGGGTTGGAGGGATGTTTCACCCAGGAACTTGCTTGGCCATCTGGAAAAAAA
CATCTCTGGTAGGGTTTGGTAAAGTGGGTGAAACTTCTAAAAGGGTGGGCAGGACCGGCG
GAGATCAATCAACTCACTAAATCACTTTTTTGTTGCTTTATGGTTTCAGTCCCCCTCCTC
AACTGCTTTTGTTTTCCTCTGTGCACCAAAAAAAGGGGGGGGGGGGACCANA
>CL7859Contig1
TCGGCACGAGGGATTGCTGACGCCATGCCCCTGACTCGCTTTGTGGAGCTGTCCCGTACG
TTACAGCTACCTTCTCCTGCTGAAGAGCAGCCACCTGGTGATGGACAGTCCAGAGATGAC
GAGGGGAGGGACTTGAACTGTTCACCAACACAGATGGATCCTCTGTGGAAGGTCCAGCCA
ATCCTGGGCCGCTTCAATGCTGAGTGCCAGTCGTTGAGAAAGGAGGACAACTATGCCGTT
GACCAGTATCCACTTCCTCTGACCTGCAAGACTCGCGAAAGTGGGCCGTCTCTGCTCTGC
ACTGCACTGATTGGACTTGGTGGTTTACTCTTGCATGTGGATCTCAATGTGGATCCCCCA
GATAAAGAAGGTGTCGTAGAAAAGATGGCGCCTAAAAGTAGCATGGTGTTTCTTTGCAAA
CAGGAGCTTTCCACCCCTGCCATGATGGAACGCCTTTTAGATGCTGGGGTTCACGCGGCC
GGTAAGGTGGGAGGAGCTCGAGGACAAATCGGAGATGAGTTTGTGAGCTCCGACGGGAAG
CTGATGCTCCGCAGATCCCACAGCGGCTTCATAACCAGGACAATATAGGCAGAAAATAGT
CTTTACTACTGTGTACTTGTAGTTTATTTCACATTGTGTTTTTAGAATGTAATGCTCTAC
ATACACCCTGATTCTGCACATCTTTTTATTGATGCCCTTTTAATCTGTAGAGTCATAACC
GTGACCTTATCGTTGACCTTTGTGATGCGACATAACAAGCCCTTTAAGAAACAGTGTTTT
TTATAAAAGATGAATGAAAAAAGGGTGACTACAGAGACTATGGAGATGAACTGTGAAGAG
AATTGATTTTAGTTTACATTCGACTGTGAGCTGCTTTTTGGATCCCATCCGTTTCACTGT
TATTTATTCTGACAAAAAAGACAAA
>CL7860Contig1
TATGGCCGGGGGACATCAGAGAATTGCACGGTCGCAGCTGTGGCACATCCCCACCGGAGC
GCGCGCGTGCATCATCGCGCATTGTTTCTCGGAGGAACGTCACCGATCTAACCTTCCGGT
ATAAAGTCACTTTCTGATCGAGCTAGCCGCTCAAAGAATAAAAATGGCTGAAGACATCCA
AGACAAGCTGCAGAAATACCGCACTGCTCCCTTTGACGCTAGATTTCCCAACCAGAACCA
GACCAGGAACTGCTGGTCCAACTACGTGGATTACTACCGCTGCCAGAAAGCCCTGGACGC
CAAAGGAATAGACACAGCCCCCTGTGAATGGTACAAGAGGGTCTACAAATCTCTGTGCCC
CATGTCCTGGGTCCAGAAATGGGACGACCAGCGAGAGGAGGGGACATTTCCAGGAAAAAT
CTAAAGCTAAAGCTGCCCTGGTCAAACCTCTTCAGCTAAATGTTTGTCCCGCTGTGCCTC
AGGAGCACACTAGTACTGAATGTTCATTTCTTATAAAAACAGAGAAATGTACGGTCGATT
CGACATTAAAAACTCAGGATCCNCNNNNNNNAAAAAAAAAAAAAAAAAAAAAAACAT
>CL7861Contig1
GGAACAATNGAAACAGAAATACTTNTTGATCCCACACGTGGGAAATTTGTTTTTTCACCA
TAGCCACTGACAGCAGAGGGGGAAAAAAAAGACTAAGAATAATATAAAAAAACAAGAACA
AAGAATATGAACAACCAGTGAGTTATGACAAAAAGGGGACATGGATTCCCCAAAAACAAA
GGTGAAGTCCAACGGGCTCACGCTGTAAAACCGCAGCGTATAAAGAACCCAATCAGAAGC
AGAACTGTTAGTATTATTGTCTTTTATTGAAAGAGTTACAATATTTACAGTGGAAAACAA
AAATGTTCCCTCAGACTGGTGCAGCTTCCAGTGTTAGCTGAGAGCAGCTGGGATCCTCCT
CCACAGGCCTCCACACAGGCAGTTCTTGATCCAGCGCTGCTCCCACTGCTTCATAGCGTT
GGTCTTGTTGGGGGAACGGAGCATCGTCACACAGCCGCATCTGGTGCAGGCTTTACTTTC
TTCAGTGGGACAAACTCCTAAAAAGACACAGCGCAGGTTGTCCATCTTCTGTGAGCCAGG
ACTCCTGGTAAGTGCTTCCAATGGGGCGCCGCCGGCTGCTCCTGGTAAGGAGGAAGCTTT
CCCAAACTGCAGCTTGAGGGGGTTCTTTCCCTGCAGCTTTACAATGACGCCATCGTTCAC
AGGGAGAGGCGATGATGGATCTGAATACTGCCATCATGAAAAGCCAGAGCCAGACCAAGA
CCTGGACAAAACTTGGTGTCTGGTGCAACCTTGAGGGTCAGTGTTGGATATGNGCGATAG
GCAGTTTGGGAAGAGCAACAGCAGACACTCTTCTCTAGGTCGCCGGTGGTTGTCAAGAAT
CCGCCACTTNAGGATGGTTGGCTGCTTTTTACCCACAACTGGGGGATCTGGCTGGAAGAT
GTTGTTGACAGGAAGAC



>CL7862Contig1
GCAAGTACAAGATGNACTGTGCACAAGGAACAGGGCAGNACGGCTAATTTTAATTGCAGC
AGNATTTTATTTGCGCAGCTAAAAGTCCACAATGCTAAATCAAGGTCAGGCAGGCATGGG
TTTATAACGAGCATTGGCAGCATCAGAGCAGATACAGGGGTAGTCAGGATCCAGGCGAGA
TTCGGGGCAGGTGGCAGCCAAACGGAGTCAGAGACAAAACAGGGTCAGGAAATCAGAAGG
TGAGGTCAGGATACAATGCTCGGTAATGCAGGCAGAGTGGCACAAACAATACTTTACACT
GAGTTAGACTCAGTGTCACAAGATTAAATTCCAGAGCTTCACAGAAAGTCAAATTTCAGA
TGTCACACGCAAATTAGAAATGTTTTGTTTCCATACTTTTTTTCCTTTCCCTAGTGAG
>CL7863Contig1
TTTTTTTTTTCTATGTCTCACTTACCCACACATGTAGGTTTTTTTCTAGATCTACCATAT
CCACCCCCTCTCCTCCCCAAGTCCCAGATCATCTGCCATAATCACAACGTATGTATATAC
GGGCCCCATTAAAAGAGAGGGGCTGCTGACATGCAGGACAATAGCCCCTCACAGCGTGTC
CAGGAAGCCTGCCCATCCAGGTGCACTCTCCCTTAGAGCCAGAAGGCTGCCACTCGGCCT
CTCACTCTCTCTGCCTTTCTTCCCCTCTGTTTCTCTGCCTTCACCCAACCGCCCCCAAAC
GCAGTGTGAGCCCATTCAGAGCGATGGCAGAAACAGGAGAGGAGCAAATGAGGAGCTGAG
GGGTTGTGTGGAAGTAAAAGGGGATTTGCAGAGTAAGATTTGAGAGAGAAGCATTAGGGT
ATCAGTGGGGCAGGAGACGAGGCCATCTCAGGTGTGTTGAAAAGACAGGACATTTGAGCA
GTCATCGATGCGGGGGCCAGTCAGC
>CL7864Contig1
GGTGATTTCCTCCATGATAGAGTCTGTTGGGGATTATCATGCTTGTGCGAGGTTATCTGG
AGCTCCACCCCCACCGAAACACGCCATCAACAGAGGGATTGGCATCGAAGGGCTGGGATG
CCTGCTGGCCGGCGCATGGGGGACTGGAAACGGAACCACCTCGTACAGCGAGAATGTTGG
TGCTCTTGGTATAACAAAGGTGGGCAGTCGTGTGGTGATAGTGGCCAGCGGAGTCCTGAT
GATTGTAATGGGTGTCCTCGGCAAAGTGGGTGCTATCTTTACCACCATCCCATCTCCAGT
GATGGGAGGAATGTTTATGGTCATGTTTGGTGTCATCTGTGCTGCTGGAGTTTCTAACCT
GCAGTACACGGACATGAACTCCTCTCGAAACATCTTCATTTTTGGATTTTCCATGTTCTC
TGGTCTGGTCATTCCTAACTGGATATTAAAAAACCCCAAAGCTATAGCTACAGGTGTGGT
AGAACTTGACCAGATGCTGCAGGTTCTACTGACAACCAGCATGTTTGTTGGGGGTTTCTT
CGGCTTCATACTGGATAACACAGTTCCAGGAACCAAGCAGGAACGAGGCATCCTGGCCTG
GAATAAGGCTCACGAGGACGACTGCAGTAACACGCTGGAGAGCGGAGAGGTCTACAGTCT
CCCCTTTGGCATCAGTGCCTACTTTTCCACTTTTTCCTGGCTTCGTTACATACCGTTCTG
TCCTCCTGGACTCCAAAACTCACTAGAGCCCAAGCAGCCACTGGAAAATTTGCAAACATC
GCAATTCAACATCGGGATCGGACCATGAGACCNGTAGTCGCTCTAGCGTGCCATCTTGTG
GGAAGATCAACGTCATCACTGGCAGCACAGATAGTATGGCATCGTAGGGTATGATGCAAA
AGGAGAAGGTAGCTCTGTGTTCCATGTTCAGCTATGAGAAACGGTATTTACAAAACTGAG
TAAAGGTGGAACTTTCATTGCTTAAATTCTCAAGAATGAATTACAAACAAATTATTTTTT
TCTCAAACAAAAACAAAAAACAAAAGAACCAATTTGCTTTAAAAGGAAAAAAAGTATGAA
TTTGGTGCATTCATGCTTCTTTTTGAGTAAAAGTCAATACTAAATCCTTAAGTTTTTTTA
AAACCAGCCCCATTTCTTTGACTTAGCATCAGAACTTTGTCACATCCAGGTGCTTGTGGA
TAATATATAAACACTATGAAGACTTGTAAATGTCAATAAACTCAT
>CL7865Contig1
TTCGGCACGAGGCTAATGTTTCTTCAGGGACTGAAACGTATTATTGGATGAAGCAGTGTT
TACTCAGCAATCCTAAAAAAGGAAATCCAGATTATCCAGAAACTCTAGTGAAAGATTTAG
TTTATATTTCTATTTAGGTCCAAGAAAACCAGAACTGTTTCACGATAATACTTAGTCTCA
ATTTCTTGCACAGTTGTTGATGCGATTTATATATTTTCTAAATATATTTCGCTGTAAAGA
CTGATGTGTTGGGAATTTTACAAATCCCAGTGTACCTTCAACACTGGAGAATCTGTAACA
AGTTACCATGACAACGATGATGCAGAATCTACCCCCTTTTATTTTTTCAAACAGTGCCAT
GTAATAGTGTAAATACGATATTACTTTTGTTTTTTACTGCCATAATGAACACTAGTAACA
GAAATATCTTTTGGAAATAATTGCCCATAAAATTTTGAAATAGAAACACAATCCAGTTCC
TGTGGATTCAAGATCTTCGTCTGCGTTCTATTCATCATTGCACTAATTATTGCCAAACAA
AAAGAAGGTTTAGCGGTCCTGTTTAAATTTCACATAAGTCCTTTAAAGCAGTTTTCTAAA
CTTTATATTGTTTTTTTTGCAGATTAAAATCACAATTGTGAAAATCATTTCTTTTCCTGC
TGGTCCAATGCTAAGAGCAATGTAAATGAATAGAAATTTTCTATTTTTTTTTCTTTAAAG
TTTTTTTTTCTTGCCAAAAGTTTGAATGAAGGGTTTGGGTGAACACTGTTTACAACCCAA
CTCTCAAAACTAAAATTATTCCTTATGTTGTTTTTTGTGTTAATTACATAAAAATAATGA
CAAGGGAAATACTTCTTTTGCTTGTGTAACGTTGATCTTGTACATGTATAGCTCCTAAAT
TAGTTAATTTAACTTCTAAACTGTCAGAC
>CL7866Contig1
TTTTTTTTTTCAATGGCATCTGAGTTGTTTTATTTCAAATTCACTGTGATAATGTACAGA
AACTACATTAGAAAGAATGTGTCTCTGTCCAAATATTTATGGTCCTGACTGTAGACTCAA
AAGGTTCATAAATGGATAGAATAAATAGGATAACACTGAAACTTTACGTAAACAGATTAA
ACTAAACT
>CL7867Contig1
TTAGGAAAATACAAGATTTACTTCTTGAACTTTTTATCTCCCCAAAATGCATCACATATT



GTACTGAATACAAAGATACCATACAAAGGTACAGACATATTGTATTGTTTTTCAGTTGTT
CCTCATTTTTATCATTACAATGTAAATCATGGGTGATGTTTCCTTTATTTCAATGAACAC
ACATTGGACGTTAAAAGTACTTAAAATAATGTGATCCAACGGCAGCCATGTCCTATCAAA
ACCTGTGTGCAACAGGTAGAAAAGCAACTCAATGCTGAATGTATTCCTTATTTGTTTACA
ATAGTATATCAAAAGTTTTATGCTGAAACTTAAAACAACATTTTTGTGTTGGAGACCTAG
ACACATCTATGGAAGTCAGTATCTGGCAAGCTACCTGGCATGAAACCCACAGAACAGTTA
CAACACAACTTAATGCAAAATCTATGACAGTAAACTCTCCTATTAATGAAACATGTAGAG
AAAAAAAATCTATCAGATTCATAATACACAGCATTTAATTCTAAGGGTTTTCTCGCTGCT
GTTTTGTTGGAATGCAAGTGGACCGAGATGTCATTTCGTCTACATATGGTTTCAAGTTGT
TTTTTTTTAAAAAAAAGCTCCATGTATGAAACAGAATTTCAAATTTGTAAAAAAAAGGGG
AAATAGAGGATTTGATGGATGGATAGCTTAGCACAAGGCAATAATG
>CL7868Contig1
CGGCAGGCGGCCAGCTTCACAGCAGGACGCAGGGCCTCTTGTTGACGGTGGGCTGCGGGT
TGAGGTAGGCCCTTACAGCCTCCACAAACACGTCCTTAATGCCGTCCTGGTTCAGGGCCG
AACACTCCAGGTAGCGCAGGGCCTGGATCTGGCGTGCCAAGCTAGTTCCCTGACTGTGGC
TAATGGGTGCCTGGTTCTGCTCCTTCAGCTTCTTCACCAGCTCCTCGTTGTTTCGGAGGT
CACTCTTTGTGCCCACCAGGAGGATGGGAACGCCAGGACAGTGGTGGGACACCTCTGGGT
GCCACTTGTGTTTGACGTTCTCGAAGGAGGCGGGGCTTGAGATGGAAAAGCAGATGACAA
AGACGTTGGTCTGCGGGTAAGAAAGAGTCCTCAGACGGTCATACTCCTCCTGACCCGCTG
TGTCCCACAGGTTCAGACTGATGACCCGGCCATCCACCGTCACCTGGCTACTGTAGTTGT
CAAACACTGTGGGGATGTACTCCTTCGGAAAGGCTCCGGTGGTGTAGGAAATGAGGAGGC
AGGTCTTCCCCACGGCACCATCACCCACAACCACACACTTTACGGTCTGCATGGTTCTGC
CTCAACAAGCTCTAGATGCTGATGGATGAGTTTCTTGACTTCAGGCCCGTCAGACTTTAT
CTTCTTCCAGTCAGCGTGGTTTGCTCAGATGCCCGTCACATCCATATCAGCCGTTCATCA
GCCTCCTCCTCCTGCGCGCGCAGCTCCTGTCTCCTTGTACAGGTGTGTTCGTGTGGGAGC
GCGTGCAGCTTCTGAGCGTGTCACCGATGGTGTGCGCGCGGCAGGGACAGCTGGACCCTA
TCAGGCTGACCCGGGTGGGCGTGGCTTCGGAAGACGAGGAAGTCCAAAGAGAGGAAGTGC
TGGTTTGAGGAAGTTAGCGAGCTAGCGCGCGTGCGTGTGAAACAACGGACTTTACTGTTT
TAGTTCACAGTTTAGAAACTTTGGCAAGAAAAAGATTTCTGAATTTCTGAACCATTTAAA
GAGCCAGTCAGAGAGCAGCCCCGCCCAACCCAGCCAGACCCACACCTGGACAGGTGGGAC
ATTTCTGTTCCCCGGCCATAAGGCCCGGGTT
>CL7869Contig1
CTCGTCCTTCTCTCGGGCTCCTTCTCCTCCTTGTCTGGTTTCTTGCCACAGAAGCCAGCA
GAGGTCCTGCCGGGTCGAAGGTTTCGCCCTACCCGCCCAGACTGCCGCAACATTCGGACT
GCTGCTAACGAGCCCGCCCGCTGTCCTTCTGGCACCGCATGGACCAACGTTCCTCCTCCG
CCGCCGCTGCGTAGAGTGCGACCCCGACCCGACACTGTTTCTTCGGCCACATAACAAGCA
GAAAAGCCCAAACAAACAACAGACGAAGACTGCAGCAGTCCAGTCGGTCGGTCGGTCGGT
TGGTTGAGTGGCTGCTGGTGCTGCTGGCAGACATTCGTGGGCTTCTTGAGGGACTCTGAA
GGATGACCATCGCACAGTTTGCTGCTCGGTGAACAAACGGCATCTCATGTCCAAACAGCT
GAAGGATGGCTCATGGCAAAGTGACCATCACAGTGGACGAGTACAGCTCCAACCCGACAC
AAGCCTTCACGCATTACAACATCAACCAGAGCCGCTTCCAGCCTCCACACGTCCACATGG
TGGACCCCATCCCTTATGACACTCCCAAGCCAGCAGGACACACCAGGTTTGTGTGTGTTT
CAGACACACACTCGCGCACCGACGGTATCCAAATGCCATATGGTGACGTGCTGCTACACA
TGGGGGACTTCACTGAGCTGGGCTTGCCATCTGAAGTCAAGAAGTTCAATGACTGGCTAG
GTGGTCTACCATATGAGTTTAAGGTGGTGATTGCAGGTAACCATGAGCTGACTTTCGATA
AGGACTTCATGGCTGAGCTCATCAAGCAGGATTATTACAGATTCCCTTCGGTCTCCAAAC
TCAACCCAGAGGACTTTGATGATGTTCATCACTTCTCACAAACTGTGTATACCTGCAGGA
TTCAGATGTGACCATTAAAGGGATTAGGATATATGGACACCCTGGACTCATGGTTAATGG
TTGGGGGTTCAACCT
>CL7870Contig1
GTCACAATTAGTTGTCGCATCTTTGCCTTGTTGGTAGAAAAAATTACGAGCTTTCCCTGA
AGGCAGCAGATGCTGTCCCGTCCGGCAAAGTTAGCTAGCCTTAGCAACCCATGGAATTAC
AGCGCAGCATCTTTCCCACGCAATGACGCAAAATATTCCCACACTTCCTTGATTCCACGA
AACCAGAGTAAGAAATGTCCCCGGATAAGTATGCCTTAGTTTGGCTGTTTGAGTGAGTGT
TGTGTAGAAACAGTTGATTTGACCCAAATGCGTCTCAGGATGATGCAGGAGGCTGGCCTG
TGAACGCATCACCGCCAGTTTTTCCACAGGAAAAATAATTGCGCACCAGATTGAGATAGA
CCAATACAGGAACTTATATTTAGTTATTTTTTTAAAAAAAAAAAGGGTTTCGAATATAAC
ATGCATCATGACGGGTTTGTTAGGCATCTAATAATCTCAAGAATAGGACAAAATAGTCTG
TAAAACTTTTGGATCTGAGGATTTTTTGCTTTCTTGTACATTAATTCTGCGTTTTCTCTT
GTTTTGGGTTCTGTAAAGATGAAGCGGTTCTGTGCGGACAACAATAACTTCCCCTTTGAC
AACAACAACCTGGTGCTGGACATGGTCCTGGGCTCTCTGTGGGATGTGGTCCACCCCATA
AACTGGGACAATGTTGCCAAGCTGGTGCCAGGCTTCACTCCCAAAGAGTGTTCCCGTCGC
TTTGAGGAGCTGAAGAGCTCGGGGGCGTTTCCACACGTGGACTATCAGTGCAACACCTTA
ACTGAAGAAGGCACGCCAGCTCCAGAAGACGCGTCCACGCTGCTGGACACGGAGGCCGTG



GTCGAAAAGGAGGAAGCAGCCAGAGCAAAACACCAG
>CL7871Contig1
AACATCATTGACCGCAGAACCAAGGTGTTTAATCGGATTTTAATAATGAAATGTGTCCTT
GTGATTCAACAAGAATGTAAGAATGTGTAGATCCAGCTATACGCCAGAAATTCAATCTTT
AACACCATATATTTGCCAAAATGTGTAAAATGTATTTGTAGCAACAGTCAAATTTGGGAA
TTTGGAGGAAGCAAAATTTTTTTGAATGATTTTACATCACAGTCATTACTAAAATAAAAA
AAAAGTAAATTATCATAGCTTGGCACAATATGACAGAAATTAAATGAAACAAAAGTCATT
AGAGTAAAATATCACCATAACTTGAGATAGAGGAAATTATTCTTTATAAATAAGGAGTTT
ATTAGGAAGATATTCTTATTAACTCTACAGCTACATGTTTATAACAATATCCTCTTATCC
ATTTAGATAAATTAAATAGCACAAAATGTCACAAAAATGAAAAAAAAATCTCTGTTTAGA
TTTATGAAGATTTCTGTGGGCAAACATGTTCATGAGGTTTAAAAACGTGTGAAGGAAATT
GTTTTATTATTATCATTGTTTAAATGCATTTGGTTAAATGTTCTTGTTTAAATGTTTACT
CAGATTGACCTTTTTACCTTTTTAGAAACCTTTGTGTGTCTGTTCATCTGCTTCTCATCC
CAGCAAGGATGAGGGGGTTTTAAGACACTGTCCTGAGCTGATAAGGGATACTGTTTGAAC
TTGGAATCCANCCNAAGGGGTCATTTGAC
>CL7872Contig1
CGGCACGAGGTGATGTCAAAGCAATACAGGAAGACGGTCTGCCACTGTGCCTATGGGAGG
AAGATGTTAGAATCCTATGCAAGATCTAAATCCGCCTTAATGAAGAGTTGCTGGGACTGA
GGTGTTAGAAGTTGCGTAAGCAGGGACATGTTGAAGTGGTGTCGTGTTTAGAAATGCTTG
GCATTGTTTGGATAACTAGTTCTCTTTGTAAGAGAGTAGATGCATTTAGCCCATTTTAGG
GGTTTCAGAGAGGTTTGACTCCATTCCAACTTTTCATTATTCTATTTATATGTTTTCAGT
GAGTTTGAGGGTTTCCAAAAACTGACTTTGTGGGTTCCGGAGAACCTTTGTTCAAGTCTG
GGATGTCTGCTTTGGCTTTTTTTTTTGTGTGAGCTTTAACTGAAGATGCAAGCATCAATG
TTACATTTGACCCTTCAGTGCTTTGTTTAGGTTGTTTTGCTGTTTCTGTATTGATTTTAC
TGACTGTGAACTCTGTGAGAATGTCACATTTTCTCATTCTTAAAAAAAAANA
>CL7873Contig1
CACATTTTTCAAAATTTTTGTTTTTCACTTCTTTATGCTATTCTTAAACCTTTAGACTAA
ACAATATCCATGTTTATAATAAAATTTTACCTTTGGCACACAAAAGAATAACACCGCAGT
GAGTCAGTCTAAGTGAAAAAACAAAATTTGTGGTAGAATTGAACATGACAGGTTTGAATA
GTTTTTGCAAAATCTGATGTTTTCACATTTATGACATCTGCAGGCATATGCTACACACCA
GGCATGTGCTACGCACCGTGCATTCACATTGGCCTTGGCAATGCACGTTCAAGCCAAAAT
ATCCAATGAAAAGTGTGTACATTTGTGTGTTTTGGGCTTCTGTGTTCAACCCTCACATTC
ACAAACGTTTCTACAACCTTTTTCGGGCTCTACGTCCTAAACGCACAGCCATTGAACGGA
CTTTGAAAGGTAAATCAGGTTGAACTTTTACCAATCAGCAACTTGGAATTGGTAGTGATG
AATGATAAATGGATGGACAATTCACAAAAGTGCCAACTGTCTGAAAACTGGTCATGGAGG
ATAAATTAATATTTGCGATTTATACTCGACCGAACATATAGGACACCAAATCCTTCATAT
ATCGAAATAGAGCTGTGACACCAAGCCTCTTCCAGCTGTAGGCGGTGGTGTTGAGTAGCA
ACAGTCCTGTGTGAACATCATATGCTAAAAGTGAGTTTAAAAGCTCGCGATCAGCATGTT
TTTGAACGTGTGACACATGCCTGGTGTGTGTAGCATCAGAGTTAAGTTTTACTGATAACT
TCATTGCGTGTTTAAAGTCAGGTTCAAGCATCGGAAGAGGATGTTTTGTTTGGTTTTGGT
TTTGGTTCGCTGCAAAGATAGGCAGCTTTTACGCCCAAACACCTCTGTGTTTCTTCTAAA
ACTGCTTGGGGAGGTTGGCTTCCCTGTTTCTTTGGTACAATCCTCTTTTTGTCTTTTCTT
CCCTGAAACTCCAGTTGTTCACTGAGGAAGTCTCCTCACAGTCACCGATCACTGCATTCA
TTTTAAGGACATTACAACAAGTTACATTTCTGCAGATTTTAGACTATAGCTTAAAAAGAT
GATGATACATTTAAAAATATTTATTCATTTTAAATATTTTTTTCTCAATAAAAATGTCAA
CCATGTTGTTATGGAAAGGTTCATTAGTTAAAACATGATGTGAAGGATTTTATTTCTGTG
AAAACGTTTGTCTAATAAAGAGTGTTCTCATGAAATATAGTAAGTTAATGTTTCTCTATA
ATAATTTTTTTTAAATTAACTTTTATCTTGATGTGACAATTTATTAATAGGTGAGTTTTT
ATTTTTACTAAACTGATTTTGAATTTTAACCAATTT
>CL7874Contig1
TTTTTTTTTTAGACAAAAAGTTCAAACTTTATTTCTCATGAGCTCATTTCTAACGCGCCG
CCGAAGGATGCTGCGAACGCCGCCGCATCACCGCTCGGGTTCTGGCAGTTTCTGGTAAAA
GAGCTGGTCCGTTTCTGACGTAAAACCAGAGAAGTCCAACACCAGAGATACTTTCTCTAC
AGATTTGGGGTTGACTCCCCAGGAGGAGATAAAACGAAGCCGTGAGAAGGTTTCAGAGGA
GAAAAGGAGCTGAAAACCAAGGCGGTGAAGTCTGGCTGTAGACAGTCCTGACACTGATGA
CACCGGTTGGAGATCAGATGCTGATCTACCAGCAAACCAAAGAAGTCCCACAAAAGGGTT
TGCTCCGCCCTCCTGTGCTGGACGTCCACACAGGAACTCCGGCTCAGAACTTCAGGCTGA
AGCCTGC
>CL7875Contig1
CTTCAGAATGCTGTGAACACGGGTTCTTTAACACTTTTTTAGCATACGGTGTTGACACTT
GACTGTTGCTACCTGAAACTAAAATGTATTCACATTGGTGTGAAATGTTGAAGCAGTGCA
AATCTCTCTCCGGATTCTTTGGTGTCACAGAATTCCAGCCTGATACAAACGGCAGTTAGT
AATTTCTCCTTCTTGATAAATGTTCAAATGTCTAGGACTTTCGTGAATTAAAAGGACGCT
CCCAAGTGTCACTACCTAATCTCAGTCTCTGATTGGTCACAGTTAAACTGGTTTAACTTT



CACACATGGCCATTGAACGTGCGGTTTGTACGTAAACAGACTTAAAAAGTTGCGTAGTTA
CACCTTAATTCAAGAGTTTTAAACGCAGAAGCCTGAAACATGCACATACGCAGGTTTACA
TAGACTTATCATTGGATGTGGTCACTTGAACCTGCGTTGCCAAGGTTGGTGTGAACGTAG
CATCACACAAACCCTGCTCAGCTTACGACCTACGTCTTGCAAAGGTGTGTAGTTGCATGT
TTAGGGGGTAATCATCATGGTTTGCTCCCTACCTACAGTCAAACCCAGGTTTCGAACCCA
TCCACACTGATGTTGTAGGCCTTTAGATAGCAGAGCCTTATCAGTGTAAACAGTGTACAC
CATAGTGTTGATGCTGAAGTGGTCATTTCTCCCACTTTTACAGTTTATCTCAGTTGGAGA
CCATAGCATTTACTCTGGTTTGAGGGGAAATTTTCTCCTTTTTGGGTGAAACATTTGTCC
TTTAATGGTTTATACTTTGTACATTTGTATGTAACATATCATGTAAATAGACAGAGACCG
TGATTTAATTCATCTGGAGGATTT
>CL7876Contig1
TTTTTTTTTTATGAGTTAATTTTTTATTCCATGTGAAATCAACACAAAAGGCAACAGTGC
ACCAACAACCCAAAAGACAGGTATTTCCTAGAATATGAATGTTATAAAGCAATAAAACAA
TTCAAAGATACAATTAAATTACAATAACACTATTATTACAATTTCTTTGCAAGTATAATA
CATTCATGCATATACAAAGTACAAAGAATAAACTTTGATATAGCTGCAAACTTTGTTATT
TTGCCTTTCATTTAAAAAACAAAAACAAAGAAAAACATCATAAAAGTGTACAATGGAAGG
AAAAATGTTTCTAATTTGTTTTTTGCAAACATGTCAAAAACAATTCTTTAGTCCACTTGA
AAGTAGTGCAAAGACTTTAGTTTTTTGGGAGATAATACAGCTTCTTAGATGACGAGAAGA
AGGAAATCTGGAAAAAGTTAACACAAACTTTGAGGGTTTGGAGAGAAAAAAGACACACGA
TGGGAAAACTATGGAGGCCTGGACATGACATTAACAATGAATCCATCAAATGAATCATTT
TTGAACACAAATAAGTATTTTGTAGCTTCAATTACCACTACTAGTTCTTGAGAACAAAAT
GCTGATTTGTATTAAAAAACTAAATTCTGCACACAAAATTCAATTTTTTCCCCCACAAAA
TACTAATTTGAGTGCAAAAAATACCAATTCCTGGCCACACATTTTCAATTAGAGGAAACA
ATTTGTTGTTTGTTTTCATGTCATGTAT
>CL7877Contig1
GCCGTGCTCACTCATTTTCATACACTCTGTGGCTCAAAGGACGGACAAGACCTCCGCTCT
CCTTCTCCTCTTTTTCCCGGTCTTCACTCCATTCTGGCGTCTTTCCCTTTTTTTTCCCAC
AGACGTCTCCCAGTGTTCCACCTTCCCCTCTGCTTGGGGGAGAAGTACAGAGGGGGGGCA
CCACTGTCTGCTTTTTTAAGTGTATGTGTATTTATGTGTGAGTGAGCACTGTGGGGGTTC
AACATGGAAGCGGTGGCACTCTATACGTTCCGTGCCACAGAGGGAGATGAACTCAGTTTC
AACAAGGGAGACATGCTCAAGATCACCAACATGGAGGACGATCCAAACTGGTACACAGCT
GAGCTCCACAACAGAAAAGGCTTTGTGCCAAAAAACTACATCAACCTACGGCCACACGCC
TGGTTCGCCGGTCGCATATCTCGGGGCGTGGCAGAAAGTCGACTCAGGCACAGAGAATGT
GGAGCTTTTCTAGCCAGAGAAAGTGAAAGCGCTCCTGGGGAGTTTTCCATGTCCGTCAGT
TATGGGGACCATGTCCAGCACTTCAAGGTGCTGCAGGATCGCTGTGGTCAGTACTACATC
TGGGACGAGACCTTCTCCTCACTGAACGAGCTTGTGGAGTTCTACCATAGCAACAGCATT
GCTAAGGAGAGGATGGTCTTTCTGAGAGACCCAGAACACTTTGCCAGACGTCCACATCAT
GCCCGCGCTCTCTTTGACTTCAACCCGCACCACCCCTCCCAGCTGCGCTTCCTGCGTGGT
GACGTCATCGAACTCATTGACTACTCGGATTCTGTACGCTGGAGGGGCCGATGTCACGGA
CGTGTGGGCTACTTCCCCCCGGA
>CL7878Contig1
CTTTTCTGCAGGCGGTCACCGCCTGAGAAGATTAACCTTTCTGCAGGAGGCGTCTGCGCC
GGCTCTCAGCAACAGCTGCCGGGATCAGGAGAACAGAACCGGGATCAGGACAACAGAACC
AGGATCAGGAGAACAGAACCGGGATCAGGAGAACAGAACCGGGAACAGGAGAACAGAACC
GGGCCAGAAGGTTTTTCCTGAAAACAGAAACAAAAACAACAACCAGATGCTTCCGATAAA
GGTCATCGCCGCGGAGCTGGAAGAAGGCACGAGTCGCAGCCGGGGAAACGTCTTTGGACG
CTGAAACATCGTTTCCACACAGTCAGGGGTCAGAGGTCAAGCTAACACGCCGGACTCTGG
GCATTCCTCCACGAAGCAGCGGGCGGGAGACCAGGAAGCTTCCAGCTGTGTTTTCATGCT
GTTTCAGGTTGTTTTCTCCTGCATTTGTGTGATAAAGTCGTTCCCTCTTTGTTCTGTTGT
TGATGAACCTGCAGTCACTGTGGAGGACTTGACCTCATCTCCTCACAGGCCTTTGCATTT
ACTGCCAAATGACCAACAGAGGTCACTGAACTGACTCTCTGATGGATTCATATCAACACT
GGAAGCTTCAGCTTCCATTTGTTCTTCTGCAGAACCAAAGACTTTCTGTAAAAAAAGAAC
TGCTCTGCTAAAATCCCAGCATCCTCACTGTGAAACACAGCGGTGGTAGCATCATGATGC
CGGGCTGACTTGTTGAGTCACAAAAACCGACACCTCAACGAGGAAGAAAAGCCGTGTGAA
GACGTTGAAGATAAAAGCAGAACTTCAGGACTTTGATGAGACTTTCATCG
>CL7879Contig1
TATGGCCGGGGGGGTCTGCCCGAATATAAAGCTATAAAGCCGAATGTTTCCTGTACAGAT
CGGGTAGCGACAGCGACAGTCAACTTTAACTAAACAGGTTATGGTTAAAGTTCAAACCCG
ACCATGAACTAGTCACACACATTCAGTGGACGCATGCGTATTTAGTCGAAAAGGCTACTT
GTCTTCGATTATCATCATCATGATGATGGAGTACGGAAAGGAGAGGGTGGTGGCTTTGGT
GGACATGGACTGCTTCTACGTCCAGGTGGAGCAGAGGCTGAATCCAGCTCTGCGGAACAC
CCCCTGTGTGGTGGCGCAGTACAAAACCTGGAAGGGTGGCGGTATTATAGCTGTCAGCTA
TGAAGCCAGAGCCCACGGTGTAACCAGGAACATGTGGGTGGACGATGCAAAAAAGCTGTG
CCCGGATCTGCAGGTGGCTCGAGTCCGTGAGTCTCACGGCAAAGCCGACCTAACCCATTA



CAGGGATGCCAGCGTGGAGGTGATCGAGGTGATGTCTCGCTTTGCCGTGATCGAGCGAGC
CAGCATCGATGAGGCCTACATGGACTTGACGGCTGCCGTCCAGCAGCGGCTGAAGACCAC
GACTGAGGAACAAATGAGCCCTTGCCTCCTGAAGACCACTTACATTCAGGGGTATCCTCA
AAGTGGACTGGATCCTCCCTCCGCAGATGCATCTCCAGAAGAGATGATTTTATATAAAGA
GGAGCTGAGATCCAAAGGTCTTCAGCAGTGGATGGAATCCTTACCTACGCCCTCATCAGG
GGAGCTGAATTGTGCAGAACTGCAGCTGACCATGGGAGCGCTCA
>CL7880Contig1
GCTGTCCATCCATGGCCAACGCAGAGATGAAGATCTTTGAAGCCGAGAAGCTGCACCAGC
CTATAATAGTGGCTGTTATTACAATTCCAATCATGCCCTGTAATGAGAAGAGAACACCAA
AGCTGGAGAGAAGGATCATGGGAAGGAGGCAGTAGCCCAACACGCTGGCCACACAGCCGA
AGGACACGCCCGTCATACTCATCAGGTTAAGCAGGCAGTACATGGCGAGGCACCCGATGG
CACTGATGCCGTACACATAACCAAACTGGATCTTACCCGACAAAAGAAGAGTTGCCCCAA
AAGCCAAGCAGAAGACCATCGGGCCAGTCAGGTCGGTCTCATTCATTATGCTGCCATCTG
CTGCTTTCAATGGATGGAGCACTGTGAGGGTCTTCTGCCAGATGTGGTCAAAATTGATTC
CTAACTCTTCTAGCAGTGGAGGCTCATCGTCAAAGCTGTTACTGTACATGGACTGTGAGG
CAGATGGGGTATACGTTTGTGTGGGCTGAAAGATTTGTCCCGTGTATGGCTGTGCGGGCT
GCATCGGGGAAGGATATGCCATCGGCTGGGAGTAATCATATTGACCGTATGCTTTGTTGT
AGTTTTCATTAGTGCTGTAGCCATAGCCACCTTGGTTTTGGTCATCTACACTGTAGCTGG
ATTGGTAAAAATCTGTGTTGAGGTTGTCAAACCCTGACATTTTTTTTGTACTCTGGGACG
CCGAATACCTCTGAGGCTGAGAGCTGCCAAACTGATTGAGGCTTCTACGTGTCAGCAGAC
AGACTTTACTCCCCGGCCATA
>CL7881Contig1
AGCCGCCGTTAACCCGGGCCTTATGGCCGGGGAGGTAAGGGCTGTTTGCGCGGCCCCGCG
GCGTGGAGCTTCGCCGCTGCGTCTCCGGACACTCAAAGCTGGAATTCTCCCGGAGCGCCG
CAGACATGGAGTCGTCGCTGGAGTTCTCCAGCTCTCTCGGGAGTATTTCCTCCTTAATCA
GCCGGTGTCGGACCTTCAAGGTGCTCGTGATCGGAGACTCCGGAGTGGGGAAGACGTGCC
TGACGCACCGGCTGTGCGCCGGAGAATTCCTCAGCAAAGTGGAGGCCACCATCGGCGTGG
ACTTCCGCGAGAGAGTTTTGGAGGTTGAAGGAGAAAAAATTAAGCTGCAGCTGTGGGACA
CAGCAGGACAAGAGCGCTTCAGGAAGTCAATGGTGCAGCAGTATTACCGCAATGTCCACG
CCGTGCTCTTTGTCTATGACGTCACCTGCCCCGCCAGTTTTAGAGGGCTGACAGCCTGGG
TGGAGGAGTGTCGCCAGAACTCTTTGGGTCACGAAATACCCAGATTTCTGATTGGGAATA
AATCCGACCTTCGAGATGCCAGTAAAGCTGATCGTCAGGTGAGCCAAGAGCTGGCTCTGA
GCTTCGCCAAATTCCACAGCATGGTCTTCTTTGAGACGTCCGCCAAGAACTCGCTGCATA
AGATCGCGAAAGGACGGCACAGCACCAGGGAGACGGCGTACCAGCGGG
>CL7883Contig1
AGGCTGCTCAAAAAGCCGTGAGTGACTCTGAAAAACAAATCAAGTCGGCCAACCAGGAAG
TTCGCCAGCAGGAGGCGGAGCTCGTCAGGCTGAGAGAGGTGCTCAGGAGAACAGAGCGGG
AGCTGGACGAGAGGGTGGCACATCTTGAACAAAAGTGTCTGTTTTCTGAGGAGGAGAGAA
ACAAAGCTAAGGAAGAGGAGCTGAGGAAAATAGAAGAGCTGAAGATGGAGCTGAGCTCAG
TGCAGCAAACTAAAAGAGATGAGAGAAAGAGAAAGATTCAACTTGAGCAAGAACTGGCTA
CCCTTTCTGAGGAGCTGACCAAGGAAAAGGCACTTGTAGACTCCCTGACTGTGCTGGTGG
GGCAAGAACGGAGCGAGTCTGAGGAGCATTTGAGACAGCTAAAGGAGGAGATGGAGGAGG
TTCTGGGAGAGCTTGCTGCAATGGAGGACCAGGAGCAGAAGAGACAGGAGGTGATAAAGA
AGAGCCAGGAGGCTGTGAATACTCTACAGGAGGAAAAAGACAGGCTGGTGCAGGAGCTGA
ATGCTACAAAAGAACTTTTGATGAATAAAACCAACGATGTGGAAAGTTTGAAACAGGTGC
ATTTAACTGCCATGAAAGAACTTGGAGAGGCAAGCGCAATCTCTCAGCAGAGGATGAGCA
ATATTGTCTCTGAGCTGGAAAGCACCACAGCGGCTCTGGAGGATGCAAAGAAAAGGGAGA
AAGAGCTGGAGGCAGAGGTGAGGAGGGTGACCCAACAACTGAAGGAGGTGATGGACAAAG
TGGTGGAGCGTACAGAGGAAGAAATCAACCAGTTGAGGGAGTTGTCAGACGAGCGCCAAG
AGACCCTGCTGGCCGAAGAAAGAGCCAGAGGGGAAAATGCAAAAATATTGCTGGAGGTGC
AGGCTTGCCTCGCACAAAAAGATAAAGAGATGAAGGCCACAGAAGAGCGCCACGCAGCTC
TAATCAGTCAGCTACAGCAGGAGCTACTGCTGCAGACAAATGGCAAAGACGAAGCACTGA
GGCAGCTGGAGGAACAGAGAAATCAGAGTTTAACTCGGTTCCAGCACGAGAGAGAAAAGG
ACCAAAAACTGCTGGAGGAGATCGGCCAAGAAAAGATGGAACTAATAAAGCAGCTTCAAG
AAGAAAGAGCAGAAAAAGTTGCATTTCAAAGGATCCTAGAGGAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAACAT
>CL7884Contig1
GTCCTCTCCCTCAGTGAAGTAGCTCCGGCAACGTAAGACCGCACCACAGCAACGTTACCT
GCTCCGAAGCCCACAAAGGCTCTGGACATCAACAGGTGGTACTTGTTGTTAGTCTTCGGC
AGGTAAGCGTAGGCGTAGTAGATGTTTGCCGCCAGGTTGATGAAGATGGAGCACACCAGC
GGCTCTCTGCGCGGCCGGTGATTGGACCACCAGCCGAAGAGGGGCGAGGCCACCATCTGG
CCCAGACTGTAAGCCGCCACCATCCAGCCCAAAAAACTGGCGTCTGCACCCACTGTCCAC
CTTTTTCTAAGTAAGGCCAGAGTGATGTGATGACAATGGTGAATCCAACACTGCTGAGGA
ACATGGTGAAGTACATGACTCTGATGGACCTCCACCTGCTCCTGTAGTCCCCATCCTGGG



AGCCATCACTGCTTGCATCATCCCGCAGCAATGGAGTGGTGTCGTCTGGCTCCGGAGGGG
ACATTTTATTATTTTTATATGATGAAAAATGTACTTTCGGGAGAAGATGCGCCCTGTTAT
GTCACTAAGTCGCCATGTATCCGAGTTTCAATGAACTAAACAGTCGCCAGTTCTTCCATT
CAGGAAGTAAACTTTGGCTAGCGGCTCAAAGTCGTATTTCCCACTTTCTCATTTTCGACA
GCCTGACAAACGACACACATAATGTTCTGCAGAAGCTCCTAAACCCTGCAGAAATGGATA
AAGCTTTAACGCAACGCCGAACCTCACTAAACTGGACTATGACACCAGCCGCGGCCCC
>CL7885Contig1
CAATAATGTCTTCTGAAATCCGTCCCTCATGAACACAGCAGATCAAAAGTTAGACTTCTG
ACCCCCCGCAGGTATGAAAGTGGAAGACTCCTCCCCTTCTGAGAAGGTCAATCCCGGAAC
TAGCCAGTCCATGTTCAGAATCGCTCGGCGGTCCTGCTGGCCACGGCTCTGATGTTTCCG
TAGACCTTTGAAGGTGGACTTCCTAAGATTAAATTACATATTGCTGTCCGGGCCATCTTG
ATGTTCTGGAAAGAACCTAAAATGTGGATTTTTCTGAGAGATGAGAAAGAGGGAGGAGTT
AGCCAAATGGCCCCGCCCTGATCCGTTTCCTGCGGTGACACTCACGTGTCTGCGAGCACA
ATGCGGGTCTTGGTGACGTTTTCGATGGTGAACTTGGTTTTTCCTCCCTTCCCTGCGATT
CTCCCGATGGCTCTGGACAGATGGTCGCCCTTCAGCGGCTTCACTGCAGAAACACCAGCA
GAACTTTCAGGCCCGAGTCGGGCGGCGAGCGCAGTACCGGGGAGCCGCGGCCTTACCGTC
TGTCACGTCAAAGCTTTCCAGGAAAAGCTCATCTAATCTGATGAGCGCCATGGCGTCCTG
AGAGAGGAAAGGTCAGGGGTGTGAGCGACTCGGCAAATACACACCTTCTTACTAAAAAAG
TTCTGAACTCACATCAACCTGGAACCCGAGAACAAAGGCTTTAACGAAATCTGCAGCTTT
GGTGAAGCGCGGCGATGTCC
>CL7886Contig1
GGCCCGCGTGCCGCAGAGCAAAGGTAAACTGTGAAGCTGAACCCTCAAACAGAGCCGACG
CACACAGTCTGCGGCAGATTATGACAATCTACTTAGTTTCTTTGAATCTGGGGCCCTTCA
CGGAGCCTCCACCTCTGCGCCACTGCGGCGGCGCCAGAGGGGGCGGGGCTTCTGGAAGCA
CCTCAGGCTTCTGTAAATGCCTTGCTCGTTTGGTCAGCCCTTGGTCACCTGACTCAGTAC
TTTGCACCGCTCTTGGGTAGGTAAGAACCTGTACATACATCAGTGTTTGTAACGTATCTG
GATCCTGGGATGTTGGGATAGCCTTACTCACCTTTGTAGGAAAGAGAAGAAGAAAACTCA
GAAAAGTGGAACACACTTCAGTCACACAGAGGAAAACCTTTTTTGGACAATAGCTTATGT
AAATATTGACCAGAACCCAATAAAACATTTTTATAAACTCTTAAAGTAAGATGTTTTGTA
TAAAAAAATTGAATTTTTTGCTATGTATTTTAGCTAGCGCTCAATGGAAAGCCCACCCCC
CCCCTTTGCTCCCGTTTTGCACTGTTTCCATGGTAATTTGGTTTCAAAAATGAGAGAAAA
GTTGCCAAACCGACTGCTGCATATTTGTGCCATAAGTGTGTACCATAAATATTTATTAAA
TTAGTTTTTCTTTGGCGTTAATGTTTCATTTCAGTCCAGTTTGGAAGTAACAGTATTATA
CTTGCATCGTTTGTCGTCACCCGAGTTTTTTTCGTCATGTCACGGTTGCTCATCAGCTGG
AGCCCCCCCCTGCCCCCACTCCTGCGGTATGAGACGGCCAGGCTGTGAAAATGATTTTAA
GATGAAAAAAAGATGAGACGTGAGGATGAACGTCACACATTCCACCAGTCTGTTACAAAC
TGAAAA
>CL7887Contig1
TTTTTTTTTTTTTTTTTTCAGGTATCACAATTTTATTACAAAAATTAAATTCTTCATCTC
TCAGTTTTGCCATGCTTGGAGCATATAACAATACAGTAAAAAACCCAAACCCAGAGAAGA
TTGTAAAGCAGACTTCAACAATGCTTTCACAGCACTCCGTCATTCATGCTGTTACTCTAC
AGACACGGTAACATTCCTAATACAGAGGAGTACAAACACCTGCCAAAACACATCATGTCA
ATCAAATGAAAGTACATTTACCAACCAGAGAAAAGGAACCAGAGAATAAATCCAGCTTTG
AAAGGAAGAAGAAAAGAGTACACACTGAGTTCGCAACTGAAAACATACTGAATGTGCTGA
ATACTCAAACCAGCCCAAGGCACCCAGGCTTCGTAGCGATGTTGGCAAGTTTTGACGACA
TTCTCACAGAAACACTTGAAGCGCACGATGATAACGAATTGACCTTGCGGCGTCTTTCAT
CGTACCCTCCTCTTCCGGCATTCTTCTTCAGTCGGTCACAGTGAAAGTTCCGGGGGGGGG
GCTAAAGTGAAGGACAAGAGCAGGAGACGAGGGGTCGTTGTGGCAGATGGGTTTCACTGA
GAGCTGTACCACATTAGACATCACTTCACGGCGCGAAACACTGACAGGTATTGGGGCGGA
CAGCATCACGCCGCCAACAGGCCAGACATGAGG
>CL7888Contig1
AGGGTAGTGGAGAAGGGCCACGTAGTAGGAAGGGCTAATCTGTAATGCGATGCACAGCTA
TCCCATGAGAACTGAACAGTGGAATATATATATATTACCTCCATTTTCTTTCTTTTGTTC
TTACATTTTCCATCTCTCAGGGATTGGAAGCTGCAGATTTGCCGCTCAGAGTTGGATGTC
ATAAATGGGAGGACCTGAGGTGCACTGACCTCTCTGTCATCACCCGAGTCTCTACCGTCA
AAACATGCAAAGTGATGCGGTAAAAAAAGCAATGTCCCCCTTTCTAGTTTTCTTTCTGTT
TTTTGCCTCATTTAGTTTGGCCCGTCGCCCACAGAATAGTTTAAAAGGCCCTTAAATCGA
TATATTTTTGGTGTTCATTTGATGACTGTTTTGTAGTATATCTGGTACTTAAGAATAGAA
ATCAGTAAATACAAGCCACCTTGGAGCCTTTGAGTGACTCCTAAAGTTTTTATTTTGTTC
ATAAAGAAGGATTTTTGCACGTGTTCCATTTCTTTTTCTACTCTGTAAACTTTCTAACTG
ATCATAACTGTGTATGCGA
>CL7889Contig1
GCTTGAGCTTCACAGGACTTTGAGTGTGGAGGACGTGCTTGTCACTAGAATAGTGCGTCC
GCTGGGCCGTGTGACCCAGGCTTTTCCGGATGGGTCCCTCCTACTGGAGCTCATTAAACC



ACCAAATGGTCCCTTTGGTTTTGTGATTTCAAGAGGAAAAGGTCGTCCAGACACAGGTGT
TTATGTTGAAAAAGTGGGCGATGGCAGTGGAGAGGGCCCGTATGTCGGCCTCCTCGGTGT
TGGGGATGAAATTCTGCAGGTGAATGGAGAAGCAGTGGCTGGGCTTAGTTTGGATCAAGT
AACTCGACTCATGACTCGAGACAGCACTGCTTCTCTGCGGATTCTGCCAGCCCGACGCAA
TCAGCGCTGACAGGCAGGACAGCACGCCTCACAGATGCTTCTTCCAGCAACAAACTGACT
GATGAACGGACTGAACAAATGAATTTATTTTGTAAAACAGTGAACTGAGGAAATAGATGC
ACCCAAAGGAGTTAGATATTGTTTTGCTGTTTATTGTACAAACAAAAAGCAGAATAATGG
GAAACGTGTGATATCTATGGATTTTAAACTTATTTTTGTGATTAGAATGAATCAAATGCA
TAATTGTTTTTTAGCTCTGGACATGATGCAATTTTGACACACATTTAAATCTGTAAGATC
TTGCTTCTATTGTAAAGTTTTTAAAAAAGTAATTTATTTTCGCCCATAGACTCCTTAGCT
AAAAACATATGAAAAACTAAATCTTTTTAAAAACGATTTTATTGTTGTTTTGCTTGACTT
AAAGTAGTGTATATGTTTGGCTATAGTATATTTTAT
>CL7891Contig1
CGGCACGAGGAGAGATGCTCTTACTCCACTTCTCACTCGACAGCAACAGTGCCTTTTCTC
AAAGCTGATGTGTTTCTAGAAAAAAAAAGAGCCATATGCGCAGGATCATATCACTCCCTC
TCAGGGTCGCAGGTAGTTTTATATCCTGGGTGAGGTGTGTGCAGCAATCCCTGCGAGACG
GTTAGCATTATCCAAGTTTGATGACACTGAAGCTGCCTGTATCTTAAGCTCCAAAAATGA
TCGATTCACTGTAAGCAATGCTGGTTAAATAAAGCCAGAAGTGACTTTGTCAGGTGTTGT
AGTGGATGGAGTAAAGAAACAAGTTAACCAGCATGTTATTTACGTCAAATGATTTGCTGT
CAAATGTTAGCACTTTTCATTTTGTGGGCCAAAATATATCTTTATTACAGATTATTTATG
CATTGTGATTGGGGGGGAATAAATGTTTAGATATTAAAAAAAAAA
>CL7892Contig1
TCAACAGCGGTGTCAAGAGCTGCTTCCTGCAGGTTTGTTGCCTAATGCANGCCGGTGTGT
GCACGAGCGTGCACGTGTGCAGCTCTGACTCCTTNTGCGTGCCAGCTGACCTTCAGCCCC
TAAAACTGACCTCAGACCAGCAGGAGGCTGCAGCAGAGGCTGCTCATCGCGAAGCTCCAT
GTGCAGAAATGACCCGAACGCCATCCTCAGGTTTGAAGGCTGCAGGGGGCGGGGCTGCAC
ACCGCTCTGACTCACACCGGGATATTTTGTCCAACATTTTTAATTTCTAGAGCATATATC
CTAAATATTCTTCATTTTATAATAAGCATAAGAACATCTGTCAATGGAAGAAAGGAACAT
TCACCAGATTTCAGACATTTTAAGGACAGTTCAGCGGGAAGGGAAATCTCACCTGTTGAG
CCACTGCAGACAAAAGAGCAGGTGAGAGTGTTTGCAGGCGAGTCCAGCTGCCTGTGGCTG
TGGAGTCTGCAGAGCTGAGGACGGGTCATGAAGCACCTGGTTCAGTTCACCTGTTTCACC
TGTAACATGATGTAGCTCCGAATCATTGTTTTCAACCTCTGCTGAATAAACGGGACGATG
AAGGACGANNAAAAAAAAATAAA
>CL7893Contig1
ATTAGTCCTGGTTTTGCCTGAGTTTGTTGCTTTTCTTTACTCTTTGTCTGTCTGTGAGGA
CTGAATGCAGACTTTGAGTAAAAAACGGCGCCAAGAGACTCAGACTGAAGAAGGACAACA
TTTGTGTTTTCCCCTTTGTTCTTTGAACGAACATTCATTTTAGAAATGCATTTTTCCCTG
CTTGTGTTTGCCTGTGCGCTTTGTGGATCCACCCTCGCCCTCAACAATGGACTGATGAGA
ACGCCTCCCATGGGCTGGTTAGCCTGGGAACGGNTCCGCTGCGACATCGATTGTCAAAAT
GACCCCAAGAACTGCATCAGTGAAAATCTGTTCATGGATATGGCAGACAGACTCTCAGAG
GACGGCTGGAGGGAGCTTGGCTATGTTTACGTCAACATAGATGACTGCTGGTCCTCCATG
GAGAGAGATGAGAATGGGCGGCTGCAGCCTGACCCCAAGAGGTTTCCAGGGGGAATCCGT
AAGCTGGCTCGCTACATGCATGACAGAGGTCTGAAGCTGGGCATCTATGGGGACATGGGC
ACCCACACGTGCGGGGGGTATCCCGGCACCACGCTGGACAAAATTGAAATCGACGCACAG
ACCATTGCTGACTGGGAGGTGGATATGTTTAAATTTGACGGCTGTTACTCCAACGCCACC
GAGCAGGAGCAGGGTTACCCCCTCATGTCCAAGGCTTTAAATGCCACGGGCCGTCCCATT
GGCTACTCCTGCAGTTGGCCTGCCTATCGTGGCGGACTCCCACCAAAGGTAAATTATACT
CAACTTGGGGAGATCTGCAACCTGTGGCGTAACTATGACGATATCCAGGACTCTTGGGAC
AGTGTGCTGAACATCATAGACTGGTTCTTTGATAACCAGGATGCCCTGCAACCTGCAGCG
GGACCTGGGAGGTGGAACGACCCTGATATGGTTTGGATCAGCTCTCCAACCAACAAATTA
AACAAAACAAATAGCAGTTTCCTTTGAGTTTTTTTTTTTAAA
>CL7894Contig1
TGTCAGCATACATAAAGCGATGCAGTCCGCATGCTCATCTTTAGCATGTNATAGGAGCGC
AGTATTTTTTGTTGTTGTTTTCGCAAATATGCAGTGTTGCATTTTTTTTTCTGTCCCCCG
AGCGTNTGGCGTTTTAGTGCAGCCACCTCCGACAACCGTGCCTTTATCNGAACAAACGTG
TAGTNGGANTTCTCTGCAACTGATTGCAAAAAGTGAGGAAGAAAGAAAAAAAAGAAGGAT
GGTGAGCGCTACGGCTCGGTCTAATTCCCTATCCTTGTTTTTTTTACCNCGGAGCGTGCT
GTGTAAACAGAAGCAAAGTNTGCACTTTATTTATGTTTCTGATGAGAATCGTTGGTTTGT
GTNTCCTGTTTCCAAATCACGTCACTGTNGGAACACTAAGACTCTTGATGCAAATATATA
CGGTGACCCTTTTGATAAACCCGTCGTGTTTTCTTATNTGTTACTCGACTGTGTNATAAT
AGACACGTCTTTGTGTGTGTGTGTGTGTGTGTGTGTGTGCGCGCAAATGTGTGTGAGTAT
GGAGCAGAAAAGGAGGCGGAGAATAGCTGTTTGTTTAAGAAAGATTGTTTATTTATGTGG
CTATTTATNGAA
>CL7895Contig1



GAGGCTGATGCAGACCCAATCTTAACCTGATCCTGATTCAGATCTGATACTTGATCATGA
TCTGGACCATACTGATCCTAACTTTTTCTTGATACAGAACTGATTCCAATTGATCCTAAT
TTAATCCTGGCCTAATCCCGGCCTTATCTTGACCTGATGCAAACCTGGTCCAAAATGCAT
TAATCTCTCATTAAGATAAGATCTATTTCTGACCTAAACTAGAGCTTTAACTGACCCAAT
CAACACCTATTCCAGACCTAATTGAAACCTAATTCTGAGTTCATGTAGACATAATCCAGG
CTTGATTAGGATATAGAACCAATCCTTAAATAGATTAGATTTTTATCTAGATCTGATCCT
TACCTAATCCAGACACAGTACATACCTGATCCAGATATAAACTTAACCTCTTAAGACCTA
ACATCACATTTTGGGTTATGTTACCACAGTATTTAATTCTGCTTATCTGGGGCCCTGCGA
CGTGTGTAGAGGGTTACCTTAGCCAGAGTCTTAAGAGGTTAAACTACATTCAGATCTTAT
CCAAAACTGGTACTCATGGATTTCGGACTCAGTTTCAATTCTGTCCTGGATAAGGACAAG
TTGGCCATGTAGCAGAGGCAAAGCTTCAGCTCCAACTAAGCAACTGGGGAATCTGAGAGC
GGCGCTCCCTTCCCCCTGCGCAAACACATGCATGGGGGCTGGGTGGGACAGCGCACATGC
ACCAGCAGATGTGGTTTGCACACACAGCCAAACACAGAGCCATAAAACAATGTGTGCTCT
TGTTTCTGTTACCTGGGGCAGCAGGTGGGATATCCCTCCTCCCTCGGTGTCGTGGGTCTC
ACATGGTGGAAACAAACAATGTTGCTGGACAGATTTACGACGTTGACGGTGTCAGCTTTG
ACCTCAGCTGATAAGGCAGATTTATTGAATCAAATTACTTCTATGCTCTTTAACCTGCAA
GACTGAATAAAGTCA
>CL7896Contig1
GCAACAGCCTACCTGATGGGAAGGAGTACAACCCTCTGAATAATCCCAGAGTTCGGAAGA
TGATGGTTTCTCACAGGCCTCCTCGCGCCCCGCATCTGAGGAAGAACTGAGACTGGCTTG
CAATACGCTGCCTACCAGGTATTACAACTGTGTACCATTTGCTGGCTGCGTCTTCCTGGA
GCCCGCTAAAGCGTGCCAGCCCAGAGTGAAGACATTTGAGGAGTTCCCTTTGGAGATGCA
TTCCCACAAAGCTCCTCAAGAAAACCAGACTGACAGCGGCATGGTTCTGGCCTCGGAAGA
ATTTGAAAGACTTGAGCACAGCCACAGGGGGGCCATCCTGAAAAGTCGGATGAGCAGCAC
CAGCAGCACCGAGCCTCTGACCTCCTCCCACTGTTCTCTGGGTCAGAACACCAGCAGCTC
CCGGCTGCGGCCCAGCTTCTTCAACCAGCTGTCAGGACAGACCTTCTACAACAACGAGTA
CGGACACCTGTCCGAGGAGGGCTTCCTTGACTTCTACTCTTCACCAAACGCCCCCTGCCT
GGCCTCCTCTAACGTCTGATCCCACCCCCAAAAATATAAAGACGGGGAGAAAAAAAAAGG
GGGGTTAAAGGTTTGAGCATTCTGCTTCAAGGTCGGGTTATAACCAGAGCTGGCATCTCC
TTCCCTCCTGTAGAGCCTCAACAGATGAACTGAACGTGCTCTAACCAGCCACTGGGTGGC
AGCACTGCAATTCCAAAATATTGTCAAGTCATTCATTATTTTATGTCTTTTATATACAGA
GTATTCTTCCTCTATTTTTGCAAGTTATACTTTATACAAGAACAAATAAAGA
>CL7897Contig1
TTTTTTTTTTGCGTTTTATTACATTTTTATTACATCCTCATCCGTATTGAAAATCATAAT
AGATACATAACTGTAATAAGCCGGAAAGTTGGCATTTATTATTCCCCAAATACCAGAAGT
CAAAACATAACTGCTTCTTTCATTTGCATTTTTCTTACTGCCCAACATTTTTTGATGATT
TGAGTTGCACATTATAGATTCAAATGACTTTTATCAGCTGGAGGTGCCTTTAAGTGTTTA
TGTGGAGGTGGGAGCTTGTAGAAAGGAGGAGGCAATGCACTCCACAAAGAGGTGGAGAGG
CGGGAAGCTGGTAGCAGCTAAGGTCATGTATGTCCCACATCGTGGCTTTGGGGAATCCTG
AAGTTTGAAGTTTGCTCTCGCCGACATCACATTTTTAGAAACACCAGCCATCCCGGAGTC
TCGCCATGCTCCCAGCTCCTCGCAAATGTACGTCCGAGAACTTGAAGTTTG
>CL7898Contig1
TCGGCACGAGGGCCCCAGCTCAGAAAACCGCCCCCGCACCAGTCCAGAACACCCCCAGCC
CAGTTTCATCACCCTCCAGCCTATATGAGAAGGTGTCTGAGCAGGGAGAGGTGGTCCGAA
AGCTGAAGTCTGAAAAAGCCCCCAAAGATCAGGTTGATGCTGCAGTGAAACAGCTGTTAG
CCCTGAAGGCCGAGTACAAACAACAGACCGGACAAGATTACAAACCTGGATCACAGCCCC
CTGCAAGCCCCGCTCAGGCCCAGTCCAGCCCCGCTCCAGGCCCAGTCCAGCCCCGCTCAG
ACCCAGTCCAGCCCATCTCCACCGGCCCAGGAACTCTTCTCACAGGTGGCTCAGCAGGGA
GAGCTGGTTAGGAAGCTGAAGGCGGAGAAAGCCCCCAAGGACCAGGTGGACCAAGCTGTG
AAGACTCTGCTGGAGCTGAAGAACAAGTACAAGTCTGTCACTGGAGAGGACTACAAACCG
GTGGCTGCTGCTGGAGCTGCTGGAGGAGAAGACAAAAACCGCAAGGAGAGGGAGAACAAG
TCTGAGAAACAGGGAGGAGGAGGAGGGAAGAAGGGCAAAGGAGACAAAGCTGCTCACAGC
AAGGAGTCATCTGGAGGAGCAGGAGGCTCTGGAGAAGGTCAAGGTCCCAAAAAACAGACA
CGGTGAGAGACTGAAGGCTGTTTGAAGGAGGTCTGTGATCCATCTCTGTAATTACTGTCT
TCTCACATACCTGTCTGACTTCAGCTGAACCTCCTGCAGAAGTCATTTAGAGGATTTGAG
GAACAAAATGTTATTTTTCTCCCCGTTTCTAATTTTCCTGAGCTATGGTTTCCTGTGATG
AGGGGAGTGTGTGATGGATTCAGTTCATGCTGGTCAACGTTTTCACAGAGTCTTTCGGCA
>CL7899Contig1
TTTTTTTTTTGCATTGGTTAATGTTATTCTTGAAATAATCTCAATTGTGTTTGGGCCGTC
ATCTCACAAACAGTCTCTTTTTGTAGGTATTGTCATGCATTCTCATGGTTTTGATAAAAC
AGTGCAGAGCACTCAAATGTGCCTCAGTGGGGTGCATTTCTATGATGACTTGACGCCCAT
CGGAAAAACACGTGATTTGATTTAACCCTTGTGCTGTCCTAGGCACTTTACCATTGGGAG
TTGGGTCATCTAGACCCACTACACAGTGCAATGATTTGTGATCTTCAATGGTGTCCATGG
ATTACATGAAATCTTTCCACCTTTATCCACCTTTGTCATGGTAGGAAGAACATGTCAAAG



TAAGGGTGGGGTCATCTAAGATAGCACAAGGGTTAAGGTACTGCAGATTCATCTCCCCCT
CAAACAAAGGTGGAACTAGATTTG
>CL7901Contig1
AACCCGGGCATTATGGCCGGGGACTTACATGATGGCTGGCCTGAATGCCTTAGGTATTTG
GCTCCTTGTCACATTTGTTGGTGTGACCCACAGTTATCTGACAAAGACAGCCTCAAGTCC
TTACTCTGGTGAGGGACCAGACCATGCTTCTACGTGGGAAGTCCCTCCTGGTGAATTTGC
ACATTTGACACTGGAGTCCTCTACTGGTTCTGATCCTTCTCGTCAAGTTGCTCCACATGA
GGAGCCTCAATATGCACAACCCAATGCTCAAATGGGACCAGTACCAGCAGCACCTTTACT
GCAAGTGTATGGTGGCAGCCCTCAAGGTTCTTTAAATCAAAATTTCTGGGCGATTTCACC
TCCCAGTCCCTTTTCTGATGGTCTGTCCTCTGCTAGCGCACAAGGGTTTTTGTCAGAACC
CCATCCTTCTGCTTTTAACCATGAGACCCCGCCCAGCCAGATGTTGTCGTTTCGGCCAGG
TGAAATGACCTATGTGGAGAAGATCTACGACCGTGGCATCTACAACGGTGAAAGTGAAGC
AGAGGGACCAACATTCCAATACGTCCCGGTCAGAATTTCCTATAGGGTCCCAGTTGGTAG
TCCCCTTTTTGGCCCACCAGTTGGTGGGTTTTTGTTCGGCTATCCCCAAGATTACATGAT
GATGCCATCCCCGATCCCCTACAGTCAAAGACTCTTTATGACCAAACCCATGAAGAGGAA
GTCTGGCTAAACTGCAAAGTTGTCTTCAAATTGGTAGTTTTGGTCTGAAATGTTACAGCA
GTTTTCAACCAGGTTTTCTTCTCAGAATGCATCAGAACTTCCAACTAAGTGGGAACCTGT
CATCTTGACTGGACCCAGCAAGCTTTTTTTTTTTTTTTTTCCTCCTGATTTTTCTGCTAA
ACAAT
>CL7902Contig1
TGACTTTTATTATGATACATATACATTCCTGGAAGATAAAATACATTAATGTTAGGGTTA
TATATAGTTTTCTTCACATTATACAGAGTGTATTGAGTGCTGATGTTAGAACCAGGATCA
GCTCTAGTATACAAACAATGATGGAGAATTACACACAAAAAATGCAAAGCGAGGACCTGG
GGATTATTTTTCCATTTAAAAACTAAAAATGGGATAACGTGATACAGAAAATGCCTCAAT
ATATTCGGTATAACGCGATTTGTGTGAAGCAAACATTTCACAGTACAATCCCTTCATAAA
AGCCTTCATTTCATCAAAATTTTTCACATTCAAGGCCCACTCTGATCAGCTTTTGATCTA
TTTTCAAAGCATTGGTAGTATTTTATTATGATTGTCCCAAAAACTGTTGTTTTCTGGGAA
ATAGTTTCTGCGGTAGTTCATTAGAAATTTGCCTCTGAGTTGTAGGTTGGCAACCCCGCC
CCACTTCCCGCTAGCTTATAGTCCCTCAAAACCCCAACCTCTTAGTATTTTCTATGTCAT
ATATTGTTTTTTTTTCAAACTGCATTTTTTGAATAAAAAAATGCTTTATAATGGAATTTT
AATCTTCATTTTCTCCGTATATCATGAGAAAAATGCCACAAAAACCTCTTAAAATCACCA
TTATTCTCATGGTAGTGGGTCTTTCAGAGCTGTACTACATATAGTATATACAATGTCTTC
AAATGAGCAAGAATTGCACCTTC
>CL7903Contig1
TTCGGCACGAGGTGTAAATTTGCTTCGTGCAACCTAATCTTTTTCTAATGATGCTTGGTT
CTTAAGGAGAATGCAATGAAGCTTATTTAATTTAGTATATAGTTAAGGAATGTGTCCCAC
TGCGCTGAAGCTTAAAAAAAGAAGGCAGATTTTTACCTTGTCCTTTTTCATTGCTTTGAG
AAAAGCTGAATGTCAACAGCCGATCCTACCTGGATCGCTGTAGAAGTATGTAGCTCTCTT
CTCCTATACACCTCTGTAGATAGATGCTTTTTTATGAAGAGAAACAACGGAGAGAAAAAA
ATGTCAGCAAATGCTAAAAAGAAAATTTGACTCAAACAAGAAGTTTTGAAAGGTGGGAAT
ATTTGTTTTTCCGATGTAGCTTGTAAAAAATGTTACTGCCTCTGGTTTCTTATAGAATTC
ACAAATAAATGTTTGATGGATTTTAAAAAAAAAA
>CL7904Contig1
GGCTTTTTGCATGTGTCCTTTTTATAATTGGCAGCTGAGCTCTGTTACAGCCATCATACA
ACAGTTGAAGTGTCACAGCCTGCATGATGGAGGCTGGTGTCCAGAAGCTGATTCTGGTGT
ATCATAGTCCACACACTATCAAATTCAGACGATAAAAACAAAAAAAAACAAGCATAAAAA
AGAATTGCACAGTTACCATGTCAAATAGACTTTTTTTTGTAAATTGTCAACAGCACAAAT
ATTTTGTATTGTTGTTTGTACCATTTTGTAAAAAACAAAAAAACAAAACAAAAAAAGGGA
GAGTTCTGTTGTTTCAAGCGTGTGTTTATAGTGCCACTGCAATCTTGGTTTCCAAATACC
GTACAGTACATGCGCAGCCTTGCAGATCAACCCTTGTAATATAGACGCTGAGCTGGAGGT
TCCCTGTCAGCATCATGTGTTATAAATAAAATTTACTTCCACCTTTTAAAAAAAAAA
>CL7905Contig1
GTGTGTAGCTCTTTCATCTTGTGCTGCTGAGTTCACCGTAAGTTTTAAGAGTTTTGCCTT
TTACGCGTCATTACCGCGTTAACGCAAATGTTTTTAACGGCAGAAATTATTTGTAACGCT
GGTTAATTGTGCGTTAGAACTGAGTGTTTGTTGACCCCGTATTGAAGGAAGAAAACCGGG
AACACGTCAGTTTCTGTGCGCGCGGGTTAACTCCTCCTCTGCTCAGCGTCAACCCGAACC
CAAAATGGAGGTGGGCGGATCCTGCCTCACTTCAAAGAACTCTGCACACCTGCTCCCACC
GTTCTCCCTCACCCTCCTCAAACAAGCCTGGTTTAGTTCTCTCATGAGTGTTTCTGCAAT
TGTATCTAAAGGTAATTGCCGAGTTCACCCCCATTACCACTGGTGTCCACCTTCATGTTC
CAGCTAGATCATTATTCAGATCTGTTGGTAAAGACCTTCCAGAAGAAGGGGGGAACATCA
GGACTAAAGATAACAAGAATCCTGGCAGCCATGGGAAAGTTTGAACACATCTGTTGAAAA
ATGAAGAGAATGCATCCTGAAAGCGGTTTGTCTTTACCTCAATGAAAGTCCTGATGACCT
GATAAAGGAGTCCCTGGATGCTGATCTTGAAGTGGAGCAGGCAATGAATGAGCAACTCGA
CATGGTGATCCACTTCATTCAACATGAAGGAGCTAAGCCCACAGATGACCCCGCGGAGGT



GAACATTTTCATAGAGGGGGTGGAAGTGCTGCAAGGTGTAAAGGACGTGGCGTATGGTTG
CGCTCTCCTCCTGGGGCTCATCTACTGCCTTAATTTGGAGTTCCCCAGTAAGCTGAAATA
CACGTTTGAATTCATTCAGAAAGTATTGATGGACATGGATGGACAAAAACTGTCACCCAA
GTTACAGGTCCTCAAAGGTAAACTATATGAGTAAAGGAAAGTTCACAAAGTTCCTAAAGC
ATAATGCTTTGGATTTCTCACAGTTGGAGTTCAGTTAACGTGTTACTGTTTCTGATTGTT
AATTGTTTTAACACCTCACCAATGCACTTTGGTATTTTGTATTATTTTGTTGTTTACATG
TGTCTACACATAAAGGGAAATAACGGGAAAAGGCAACAAAGACGGACACGCACTTAAGAC
GACACAAACTCAAAAAGGCACTTTGTTAGGTCCGTTTGAGAGTTGACTTGTGTTTGCCCT
AAATTG
>CL7906Contig1
AAAAGGCGGAGAAGGAGTCCATGATGATGGAGCTGACCCGGCTGGTGCAGAACCTGGTGA
AGGAGAGCAGCTGGTGGGAGAGGAGGGGAGTGGACTGCTGCATCTTAGCAGCAGCTTTCC
TCTGTTTGCCTCTGGCCTTCCTGCTGCTGGGATCCTCGCGGCTGCTGTGGCTTTTGGCGG
GCGTGCTGCTGATGGGCGTGGCTCACGCTGTGATCACCGTCAAAGGAACCCACCTGGCCA
GCCACGGGGCACTGAGCGAGTCCCAGGCGTGGGGGAAATTCTGGGCCATCTTTTTCATTG
AGATCTGCGGCTCCTTCTCAGCCCAGGCTGGCGTCCAGGGCCACATCAAGATGCACCATG
CTCACACTAACATCATTGGACTGGGAGACTCCAGCGTGTGGAAGGTCCCCTCCCTGTCCC
GCACGCTCTACCTCTTTGTAGCTCCCCTCGCCGTGCCCATCATTACCCCGCTGGTGGCCC
TCGCTCAGGTCAAAGGTCGCTCTCTGGCTCTGCTCGTGAGGACGGTGCTGAACATAACTC
TGGGTCTGTACTCGCAGTACTGGCTGCTGACCAACATCTCTGGGTTCCGGTCAACGCACA
GCGCGCTGTTCTGCATGCTGGTGTGCAGAGCCATGTTCTCGGTGCCGTTCATCCACGTCA
ACATTTTCCAGCACATCGGTTTGCCAATGTTCTCTTCCACACGCCGGCCCAAAAGGATTC
ACCAGATGACCCACGGCGTGCTGAACCTGCCCCGTAACCTTCTCCTGGACTGGACGTTTG
GACACTCGCTGATTAACTGCCACGTGGAGCATCATCTCTTCCCCTTTCTGTCAGACAACA
TGTGCCTAAAGG
>CL7907Contig1
TTGATGAAAAAGCTAAACCTGAGAACTTCAGTAAGACTAAGCAGCTGGTATCCTAAACGT
TAGCAGCAACACATCAATCTAAACCCCAAAAAATAGACTATTTTAACAAAGAGTGCAGCG
CTTTTTGCAGCAGTCATTAATTATACTAAGACTAATGGATGTAAACTGTGAGAAATGCTC
ATTCAATAGATGAATCTTTAACAATTTAAAAACACATCTTTTTGTGTCTCTTAGAGACTA
TTTTTCTTTTGCAAATTCATGCTATTCTGAGCTTAAAATTATCATTTTAAAAACAATCGT
CCAATGTAAATATTCCTCAAAAAAAATCAGTCATCTTGGCTCAATGTGTCCTACCTGCAG
TAGAAATCTCAATAAGGCACACAAGTATTCTCTTTTTTTAACTCCTATTTTACACAAATG
CACAAATGAATTCTACAGCCTGCTACAGAAAAAGCACATTTACATCACTTGAGAAAGGAA
AAAGAAATTCAAGCGTTGTTTCAAGCCCNGTAGCCATTTCAAATGCAGCTCTCTACTGGG
AAAGGCGGAGTCATCAGGGGGTGTTTTGTTTGTGGTTCTTTCACACGCTGCAGAGCAGAA
AAGCTGGTTGTCCCGTCATATTTACACAGCAGATTGTTGAAATATTCCTGCTGAGTTTGG
TCAAACCCTCCGTGAGGAATTCAGGCAGTGAAAGACAAACCCGTTTCTGACCATGACAGC
TATTCTGTGGTGAACAGATTCCCATCAGCATTTGCTGTGTCAAAGATTTGATCAATGGTT
TTTCTGAATACGATTTTAATTTTAGCAGAACACCACTGGTCGACAGGGTTTGCTCTTGTA
ATTGTTAAAATATAAACTATGAAGGAAGGTTTTCCATCAGGAACTTACTTAGAAAAGTTT
AATTTCTCCAAAGCTTATTAGCTTATGAAGGATTATGAACAAAACCTAACGGCAAAACTT
GCTGGATCCATTTTTATCTGATCTTTTCTTTATGTTGGCATTCAACAGTTTATACCGTGT
TTGCTGTGT
>CL7908Contig1
CGGCACGAGGCGAGCATGCTGTGTTGCTGTATGCTCTTCTAACAGTAGACATAACAACGG
GGTTGGGTGTTGCTTTAAGCCAAAAAAAAGAGGCCTGTTTTTTTAAATGTTGTTGCTGCT
GATGTCGGTGGCACACAGCATGTGATGGAGGTGTTTTCTGAGGCCACGTCCACATCACAG
CATTAAAAGAGCAGCTTCGAAGTAGTTGAACAAAAAAAAAA
>CL7909Contig1
ACCCGGGCCTTATGGCCGGGGAGGTAACCGGCGACCGACTCGATCTATTGTGTTTATGTT
GAATTTTCTGTTGAGGATTTTTAAATACCAAAGAAATAGAAGCGGCATTCAGATAAACAT
TGCTCTCGCGCTGTCGGTCATGGATTGGAAGACATCTTAAGTAACAGTGTGTTGTGCAGA
AAAACAACATGAATAAAGGTTGGCTGGAGCTAGAGAGCGATCCAGGACTCTTCACTCTGC
TGGTAGAAGACTTTGGGGTCAAAGGTGTGCAAGTTGAAGAAATCTATGATCTCCAGAGCA
AGTGTCAAAGTCCCGTCTATGGCTTCATCTTCCTCTTCAAGTGGATTGAAGAGCGCCGAT
CCAGGAGGAAAGTCAACACTTTGGTGGACGAGACTTCGGTCATCGATGAGGAAATTGTAA
ATGACATGTTTTTTGCTCATCAGCTAATACCAAACTCGTGTGCCACCCACGCACTGCTGA
GTGTCCTGCTCAACTGCAGTGGAGTGGAACTGGGCTCCACACTCAGTCGCATTAAGGCTT
TCACTAAAGGCTTCAGTCCGGAAAGTAAAGGTTAT
>CL7910Contig1
CGGCACGAGGGTGTCTCAGAAAAGTCCAGTTGCTGCTGCCTGCAGTCCAGATCTCCCACA
GGTGAGGAGCATCTGGTGCAGAAGTTAAACCTTTCATTAATGGGAAACTAATATCAGGCA
AGAATGGGACCAAAAGAGCGGCCGCTACACCAAAGCAAACATGCCACTGTTCAACTGTTT



TGAGATCTGAAGCAGAGAGCGAAATTTAGATGACTGCATTTAGTGGAATAAAGATATTTT
AATAGCCTTACTCGTTTCTATGAGAAATAAAAACTGGTGTATTTTATTTTTGTTGTTTAT
TTTGATATATAGTTTTCTTAAATGTGCATTTTCTCTGGATTTGGGGTTGAATCAGCTCAA
ATGTAATCGGTGTGTTGCTTTAGTTTGCTGCTAAAGCGTCCCTGCACACACTTAGCTGTG
CTGCTGCCATAAACTGTCATTTCTCCAGTGTGTTGGATTGTTTTATGCATTGTTCTTCAA
GTGTGGACACACTTTCACTGAAATGGAAGTTTGTTCAACAGTAAACCAAGCCAGATGTTT
GTTAACCCACAATATCTGAAATGTACAAACATGCAGGTTCGGCCTTTTTAAAGTCATGTT
TTTAAATCTTTTTTAATTTGATGTTGCCCTGGTCTGCTCTCCATTATTGGTTTGCATGTG
GTATTTATTACAGTATCTGCACTGAATGAGCTGTATTATAAACATGAATGTACATAACAG
TAGTAAAAACGGGAGCTGCCAATGCCAGCTGGATGAATGCTGGGAATGAAAGATCAGGAT
TTTTAACCACGGCGGAGACAGATCTGGTTCGACTGCTGCCGGCAAAACAGGGAACCCTTG
AAAAGAATAAAGC
>CL7911Contig1
TTCGGCACGAGGGTGAGCTGCATTTTTGGAAGCTCATTTGTTTGATTCATTAATGTTTTA
TTCATTGATTGGTGGCTTGTAGGATCTCTGCAGCCGTTGATGAAGACTTCGGTGTCCCTG
CAGATGTCCACTTCAATCCTTTCTTCCTCCATAAAAGACAATATCTCTAAGTCTGAGGAG
GAGCAGCACCTTCTGTTATTTTCAGGGTTCTAATGCTAATATAACAGACTATATTTTCAT
TCATCTTTGTTGTTTTGTGTTAAAACGAGACGTTTCCTCTGGAGGAGGGGATGTATGTAA
CACTTTTCCTTCCTGGAGATTTTTTACATAAAAGATACAAATTTCAATCTGAACCATGCA
GATTCTGTTAATCTGAAACTGAAACGTTAGAACATTTCTTTTACAGTTGCAACCAGATAC
AAATATTTTGGACTGATATTCACAATTGGTTGTCACTCAAAGTTTAAAATATTCCCTTTT
TTCTTCACCTGACGTTCTTCTCTTAATGGAAAATCTGGACCCGGGAATTTCTGATGTTAT
CAATGCTGTTATTATTTTATGCAAACATTTCATTTATTTATGTAAATGGTAAAAATTCAT
TCCCTTTGTTTGGTATTTTTTTGAATTATTATAAGTGTCTTAAATGAATTCCAAACAAAA
ACAGAAAAACAATCAAATATATCAAATATCATAAGTATTGTTATTTGAATTGTTTTTTGG
CTTGCCTTTGCCTTCTTTTCACATTTTGTTTTGTTTTTTCNATATGTGCATTTACGTTTG
TTCACCCTAACTTGGTTTGTATATGAGCATTTATAAAAAAAAATAATAAAAAAATAAAAG
ACCTACACTAAAATAGAAACACACAGGGCTTATTACCATTACTGTTATTTGGTCTNTTAT
GTGTGTTTGATGTTAACAATTGTTTCTTTATTGGATACTGACTGTGAATTCTGCAAATGA
AAAA
>CL7912Contig1
GGCACGAGGGACACTTTGAAAATGGAGGAACACATCCAAAAAAACGAGACACGTTACAGT
TTTAATCGACGGCGACAAGCCAACGCCGATAAAACAAAACAACGTCTTCTCATGTCCATT
TTGCTGTTGCAAGATGGATGCAGAGCATGCAATGGTCCTCCACATGGAAACTCATTCTTC
TGTGAAACACAAAGGTACATCCAGGCTGTGTCCGAATTCCCTCCCTAATCCCTAAAAATT
TAAGTACGGGACTATGTATGTGTATTACCCTGTATTATTTTGTAATTAAAATCTAATTTC
TATGAGCATTTAGCACGGCGTTGAAGTTGGCTCCGGATATTTGTTTAAAAAAAAACACAA
GACCTGGACTGCTCAAACCTGGATTAAATTATATTTTAGATAATAAATATTACATTTAAT
ACAGTTTCTGATTCAACTTCAGCTTCGTCCTTAGTCTTATGAATGTGAAGAGTGTAAGAC
AGAAGTAAATAATATTTTCCTATCATTCCTCATTTAGAATTCACAGTCATCAAGTGTGGC
TTAGGGATGCCGACGTACATCCCACTTTCACTGTTGCTATTGTCCAGCAACAGTGCTCAA
TAGGTCACAGTTTTTAAAACATTTGGGAGCACCTCATCAAGAAGAAACACTGAGATGGAA
ACC
>CL7913Contig1
ACAGCACACTGAAACGTTTTTCAACAAAAATACATTTTTTTTAAATCCGATGTCATAAAT
TGAAAAATTTATTATGAAAATATAAAACTGAGTGGTGAAGATGACAGGAACAAAATGAAT
TTTGAGAGAAGAAACGCTGAAGAACAAAAGGAGAAAAGTAGACAGAAAAAACACCCTAAC
AGATTCAAACTGTTACAGTTTGAATCTCGCCAACAGTTTCTATTTTCATCCTGTAGAATA
TTCTTTCTAAAATAAGAATATCCACTGATATTCTTATGGCTTATGGCTTTGAGCACAGAC
TTCTTCCTCCGTTGAAAACTGTGGTCACAAAAGCCAATTACAAAAGTAACGAGTGAATCA
AGTCATGGAAAAATAAAAACCACAGCTGTTTGGATCTTCAGGAGCTGACTGCATCTAACC
CCCCCACCCCCACCCCCACCCAAAAAAACAAAACAAAAAACATCCCACAGTTGGAGTTAG
TGTGTTGGAGCAAAAGTCTGTTTGGCGTCGATCATCTCTGCTGTTCCTGCTTTGACCTTC
TGTCACAGTTTTGTTGTAACTCCATCATCTCTGGATCCCTGAATTTCCGCCCCTCGGTTC
TGGAATCCTTGGGGTTCTTTTTTTTTTNGGNCNCNGCTCACCCCGGGNGCNC
>CL7914Contig1
GAAGCCAGTTTTCAGAAGACGGTCCTGTTGACCTCTGATGACCCTTGACCTCTCTCCCCT
AGATGGCCGGGTCGCCCTGAGACCGGCTTATCTGTGCTGCCGGAACCCCTGGGTTCCGTC
GGGGGCGGCGGGCTGCCGGATAGTGTGATTGTTTGATCTGGAGTCCTCGGAAGGCAGCGT
AGAATTATTGCGTCCGGGCCTGTCATTGGCGGGCTTGTCCTGAGCTTCATCCTCTGGGGA
GGCGCTGCCCAGTATTCTTTTCCGGGCCTCGGCGTATTCTGCTTCTCGCTGGGCCAGAGA
CTTCACCTGCGGCGCCGGTCATGGTCGTCCTCAGGAGGGCCTGTGAAGAATTACTGGACT
CTTTGTCAGTTGTGGCCGATCCGAAGCGTGTCTTCCAACCGCTTTTCCATTTCCCGACTC
TCCACAGTTCCGTCCCAACTTTCAGCGACGTCCTCTTNCCATGTTTCATTTTCGCCCTCA



CGNCTGGGAGCAGCTCCTCCCTCGTGCCGAA
>CL7915Contig1
TCGGCACGAGGGATGGATCTAAGGGGGTTCTGCGTCTCCTGCGTTTGGATGGGTTATCTG
CTCATGAGCGCCAAACTCAAGGGAGAGGAATGTACCTGTCCAGAAATCCCCCAAAAGGAG
CTAACCAAACCCCCACAGCAGGGCTGCTACACCAGCGGGAACAGGTTCCGCTATAACTGC
ACGGGTGGTTTAGTGAGGAAAGCAGGAACATCAAACCTCATCACGTGCAAACTGGTTGGA
GCTTCCCTTCAGTGGATGCCTCCCTCTCCCTCCCTCGTATGCATACCCGATCCCAAAATC
CCAAGACCTCCNACAACCACTCCNGCAACAATGACCACAAGCATCCAGGCGACCCGGACT
TCTTCTGCTGGGACCACGGCCACAACATCAAAGAAGACGACTGCAGCCGAATTTCAAAGT
CCAGCGTGGAGCGATCTAAGCAGCACCAAAGAAGACAACCTCGTGACCAACAGCACAACC
NGCACGGGTGAGCCGTGGCAGACCTCAACGGTGAGCACCGTGAGCCCCGGCGTGCTGAAA
TACTCCAGCCTCTCGCCGAGCAGCTTCAGGAACACCACCAGCTTCAATTCAGCTGTGCGG
GAATTCAAAAGCGTAGACCTCACCATGTTGGTGGTAGCCGTGGTCTTGGCCGTCTTTCTG
A
>CL7916Contig1
TCTTTTCAATTTCCTCATCGTTGAATTTGTACCAGTCACCAGTCAGAGCGTCCTTCACGT
GTGCGATGTAGTGTCCCGAGTACGCACTGATTCCTCGATGGATCAGCACCGCACTCAGTT
CATACACGCTCTTCTGTCCTGGTCTTGCCTCCAGGAAAGGCTCCATGTCCAGCTGCTCAG
GAAAACTGATGAAGGTGTTGAGCTTCTTCTTATGACCAGTTTGTCTGTCAAAGACGAAAC
GCATGAGCTGCAGGTTCAGGGTGGGAGGCAGGCTGTGCAGCTTGATCCTGCGGGTGGCGC
TCTGTTTACTCTGACAGCTCTCGCAGAAGTAACGGTTCTCTCCATCCAGCTTCTCCTCCT
TGAGGAACTCTGTGATGCACTCTGTCAGGTTCTTGTGTCCCAGGATGTTCAGCTCCAGCT
CGTAGAAACGAGACGGCAGCGCTGACGACCGTCCACACTGATTACACACAGTCACATAGA
AGAACTGGCCGCAGAACTGCTGCTGGATCACATTGTGTAGGTTAGGGTTTTTCTGTTTGG
ACAACGTGTCCTCCAACAGAGACAAGAAAAGTTTGGAAAACTCCTGAGCGTCCTGCTGCT
GACCGGTATCCAGACCCAGAGCTTTGACCAGCCCTGACGGATCGATGTACTTTCTGTTGC
TGTTCTGCAAGAGTGCAAACAGGTACTGCAGATGCTCGCTGATGGACTGAGGGTCGTAAT
CTGTGTCCGTGTCGTGCTCCTGTGCTCGTGAATTGTGGCATTGATAGAGGATCCTCCGAA
GCTCCAGGTTATGGAACCACACCTGCAGGAATGTGTTGACGTAACATGTTGCGCCAAGGT
TGGTCAGTCCAACAAATGTGTTCTTATCTCGCCGTTCAGAATTTGGATCATCGATGTTGT
GGAACGTGTTCTCATCGATCTCCCCGAGCCAGGCTTGTTCACCAATACCCACGAGGCAGT
TGGGATTTCCTTTGCAATTTCTGCAGGCTCCTCTCTTGCAGGCCGGGAGGTTAATGCGAT
ATGCTAACTCGATGTGCTCCTGTGTGATTTCTTCTGGTTTCACGTGTTCCACCCAGCGCC
AAGCTGCCTTTTCCAATTGTACACGAGGCGCCATTATCCTTTCATGAGTGCCGCCACTTT
ATCCACACACTTGTGTAATTTGGCATTTTTGTACAGCTTGTTTTAGATTTAGCGCGCTTG
CGTCAATTTATAAATACATAATTTCTGCGCTCCCCGGCCATA
>CL7917Contig1
CGAGGCTACAAATGAGGTGGTGCTGAAAGGAGCGAGCAAGAAACTGAGTCTTCTTGGACA
AACGTGCGCGGTGTGTCTGGAAGAGTTCAGGACTCGGGATGAGCTGGGAGTGTGTCCGTG
CTCACACGCATTTCACAAGAAGTGCCTGCTCAAGTGGCTGGAGATCCGCAGCGTGTGTCC
CATGTGCAACAAGCCCATCCTGCGGCTCCACCCCGACGCCCCGCAGGGTGCCGAGGGACC
GATGGACCCCGAGGAGGTGTGAGGCAGCAGGGCAAACAGCAGACAACCCCCCTTTCCAGG
AACACGCGCATCAAACACACTAAGGATGACGAACAGTGATCGTCTGACAGGAAACGTTGG
GTCTGAGAGGCGCCACTTGTGACCTTCAAGCTTTCTGCCATGACAGGAACCGCCGTGATT
CAGAGGAGGACGGAGAAGTTAGAGCATAGGATCTTTCATCAAAAATGTTCCTTGTTGTAC
TTTCATGTTGCACAGTTCACCAGAAAAATGAAGAGAGACGATACAGGAGGCTGCCAGCGA
GCTGGTGCAGCACTGCCACAGACGTCACGGAGGCGCCGAGGAGCCCGGACTATGACCAAC
CTCCACGAACTCAGGGGCGTCACCAGAACAGCCAGCACAAACCCCGACGACAACAACGCA
TCAGCCCGTGCCACGCATGCATCTTCAGTACTGCCAACGCTTCGGCAGCCAAGAGCCGCC
ACCACTTCAGGCTGAAACAAACCAGCTGGAAGACGAACTTCTACGTAGACGATGTTGTTT
CTGATTGTGTCCCCGCCCCCTTTCCTTTCTCAGAAAACTAAAAACAAAAAAGAAACAGAA
AAAGATAGAAAACTAGTCTTGGCTCTGTGTACTGTACGTAAACGTCTCCCT
>CL7918Contig1
GAGGAAAGCACGAGGGGGAGGAGTCCAGGACAAGCGCAAAAGACGCGGCGCTGGTTTACC
ACCGGCTGAGTCAGCTGCAGCTCACAGGAAAGCTGCCTCAGCGCAGCAGCCTGTGGGCTC
TGTCGGTCTCTCTGAGTGCTGTCAACCTCAGCGAGAGCGCTCAGGGAAAAATGGCGCCGG
CTCAGCTCGCTCAGATTTACGTCACCGCAGCCATCGCCCTGCGCACTGTCCTGGGCCACC
ATCTCTCTTGTCTGCCTGGTTACCTTTTGAGTTGTGCAGAGAGCGTGGCAAACCAGTCGG
ACACTAAGCCGGTACCAGACTGCCTGCGCTGGCTCTTCACTCCGCTGGGGAGGCAGTTCT
TCCTGAGCTGCGAATGGTCGGTGAAGTCAGAGACCAGTGACAGCGTTTACGCCTCTCAGA
GGGATCCAGTTGATCCCATAGCCCAGCTGCACCGCTGTTTCTGCCGGAAGCTTTTGGAGA
GAGCAGTTCACACGCTAATCCAGCCACAGAGCGATTCCGACACTAACTGTCGCAACTCTG
ACTTTGGAGAGTTTTCCAGCGCGCTGGAGTTCCTCGAGTTGTTGAACAGCTGCACGGAAG
ACTCCTCTTCAGCTCCTCCCCCTTTCTCAAGCTTACCTAACCAAACCGCATGCCAGTGGG



AGACCCG
>CL7919Contig1
AGCCCGACCGAACCCAGCGAGCGGACGGAAGAGCGCAACCATCACTCTGCGCGGATCCAG
AGAGCATGCGCGGCTGCGCGCCCCGCTGCCCGGCCGTCGCTGCGCACTGCTGGATGGGAA
GTTGGGAGTCAGAGGCGGAGGACCAGCAACTTTTCTAGACTTTTAAGTCTGGCGCTTGCA
AGTAGACAACAAGCAGCACTTTCTGACTGATTTGACGCGGGGATTGAGTGCGAGGAGAGA
TTTCATGTCACACCTGGGTGTTTTTAAAAGTGAGGAGATGCAGGTGGTCCTCTGAAGATC
TGCGTCCTGCTGTTTATTTGGGAATGGAGCTGAAATGAAGGGGGACGCATCCAGGGATTA
AGTGACAGAACAACGACAGGATGCGGGAAAGGGACCTCCAGAGTGGGTGCAGGAGGGTGC
TTCTGCTGACCGCCTGTATGCTGTCTCTCTGGGGACAACTGACCAGTTCATCGTCACACA
GAAGCCACATAGTTCACGTCAAAGCAGGAACCTGTGAGGTAATTGCTGCACACCGATGCT
GCAACAAGAACAAGATCGAAGAGAGATCCCAGACCGTCAAATGCTCCTGCTTCCCTGGAC
AGGTGGCGGGAACAACGAGAGCGGCCCCATCTTGTGTAGATGCATCAATAGTCGCTCAGA
AGTGGTGGTGTCAGATGCATCCCTGCATGGATGGAGAGGAGTGTAAAGTGCTGCCAGATC
TCAAAGGATGGAGCTGCAGTACAGGAAACAAAGTTAAGACAACAAAGGTCACTCGATAGT
CGTGTATTTCAAGGACAACCTTTTGTGGACCAGAATGGAGTTTCTTGGGCCGACTCAGTG
GGATATTGGGATGTGTGATTTTGTGTTTGGTGGAAACAAGGGACCAACGAGGACAGTAAT
CACAGACATTCCAGTGAACAAAAGGAGGAGCAGCACCATGGAGCTCCATTGGAAACTACA
TAACCAAACAGATTCCTAGCTTTTACTTTTATTTTCAACAGTAGCTGTGTCTAAGCTCTT
CTGGCCATCAGATTTCTTATTGTAATATAGTTCTATTCCTGTGGACAAGAAGACTCAACC
ATGAAGTTATTTATTGACTTAAAGATCTTGGATTACCCCTGAGG
>CL7920Contig1
AGGCTCCGTCATGAAGTCGCTCCTGCTGCTCCTCTCCGTCCTCTCCCTCCGGACCCACGG
GGCCCGCTCCTCCTATGGCAGCTCTCCGGACCGGGTTCCGGTTCTGGACCTGCATCTGGA
CCTGTCCTCCTTGCTCCACCGGCTGGACCCGCGCTTCCTGTCCGTCACCATCGACGCGAG
CCTGGCGGCGGAGGAGCGCTCCATGCTGCTGCTCAGGACTCAGAAGATCAGGACTTTGGC
CAAAGCTCTGAGTCCGGCTTTCCTGAGGTTTGGGGGGACGCGGCAGGACTTCATGGTTTT
TGACCCTAAAGGCGGCCAGCAGCTGACTGCGGCGCCGTCTGCAGAGGAGGCCTGTGGCGC
CGTGCAGCTTCCCGCTTTGCTGGAAGGAGACCTGAAACAGAACTGGACCCAGCAGCTGCT
GCTCCTGCAGAAAGAGGAGCACCAGGGGAGGTACCGCCGGACCCAGTTCACAGAACTCAC
CGTGGACCAACTGCAGTCCTTCAGCAGCTGCTGCGGCCTGGACCTGGTCTTTGGCCTCAA
CGCTCTGCTCCGGACGGCCCAGAACCGCTGGAACAGCAGCAACGCCGCTTCGCTGCTGCG
CTACTGCGAGTCGCGCCGCTACCGCATGTCCTGGGAGCTGGGGAACGAGCCAAACAGCTT
CGAGAAGAAGGCGGGGATCCGGGTGGACGGTGGTCAGCTGGGCCGGGACTTCACCCGGCT
CA
>CL7921Contig1
TTTTTTTTTTAAATAGATATATATTTTTAATGTAACATTAGGTCCTCAACAAATGACATT
CACAAAACTCCAAATTATTAAAAACAGCAACTTAATAGAAAATCAAATAACGATAAAACA
ATCCAACATAAAGAACACAACAGCTCAATGAGGGGATTTTGGAAAGTCAGAGTCTTTATC
AGTCTGAAAAGGACCTCTCTGCACCAAATCCATTCTTACTGGATCAGAGACTGTGGTTGG
TCATTCATCTGGACCAACTGGATTCGAGGTACCGGTAGGTGGAATTTTGGATCCAGTCTG
CTCCTCTTCCATACACGCCTCTCTTGGAGCCTCTGAGATGACATCTTCAGTGAAGTCAGG
ATCATCTTGGGATGTGGACGCTGCACAACCTCCAATATTTTTGATACTTTTGATTGGTGT
TGAAGTTCTTCGTCTTTTTCTGTGGCATGAAC
>CL7922Contig1
CACGAGGCTCAGGCGTCTGGTTTTGGGTTTGCGGCGCCGCGTTCTTGCTGACAGCGGGAA
CCTCCCTGCTCGCTTTGCCCGATTCCTTTTGATTACGCTGCTCCGTCTTGGCCTCTGGCT
CCGCCCCGGACTGCAGGAGGCACTTGGAGGAGTTGTATTCTATGATGGCTGACATGGAGA
TAAGATTGATGGGTTGGGCGCTGGTGCCGTTTGATGACACGTCCTCCTTCCGGCCGCGGC
CACCGGGCGGTGAGGTGCTGCGGCGGAAGCGAGTGGCGCGCTGAAAGAGCCCCTCCTTCT
TCTTCTTCTCCTCTCTCAGCGGCTCACAGTCCTCAGAGTTCTTCAGAGCCTCCCTGATGT
CGTAACCGAGCACGAGGGAGGCTAGCAGCGAGCCGCAGCCGTACAGCGCAGAGTCTGTCT
TACGGCGGGCGGATGTCCTTTTCAGGCTGTTGGTGGGGGTGAGCTGTGGCGTGGTGGATG
TGGAGGAGGTGGAGGTTGTGGTGCAGGGGTCGTCTGCGGTTTCGGGCGGGCTGCCTGCAT
TTGGATCTCCCGGTGCACCGTTTGCGGCGGCGCTTTGAGGCGGCGGCTCGTCCCTGCACA
GAGGTAGATCGATGTACACCTGGTTGGGGAACTTGAGCTGCTTTGGTTTGGAGCTGCTGT
CCGGACATTCTGGGGGGAAAGCCTCATCTTTGCCTGCCCCCGCTAAAAGCAAAGGAACCA
CAGTTCATGACACCCGACCAGCTGTAGATTCTAAAAAGCCAAATGTCCTCTGAACGTCAG
ACCTTGCTCACCGAACAGAGCATCGAGCGGGAAGGACTTCTGGGACTTCAGAAGGCTGGT
GGACCAGGGGTTGCTGCCGTCAGACAGAGGACGAACTCTGAAAAACAAACACGTTGATAG
GCAGGCTGCTGGAAGCTATTTCAGAATCACAAGAGATGAAAGTCCAGGCCTTTGGGGCGG
CTGAAACTGATGCACAAACTCTGTCTGTATTACTTTTTTGATGGTCTTATAATCTTCATA
TGCCGTCATAAA
>CL7923Contig1



CATTCAAATGCGAAGATGGAAGCAAACTTTCCTCCTTAAACAATTAAATATTTATATTTT
TTCCATTTTGAAAAGAACAAATTTGAAACAAGTAGGGTTTTTTTATATTTTAGGCAAATA
GCAGCATGAAAATATCTAAATTATTTATAAATCACAGAAGAAATCAAAAGAAAACATGTC
ATCACCTAAATTTCATAAGTTAGTTCTATAAATGCTTTGATCATGAAATAACACAAGAAG
GAAAAAAGCCTTTTAATTAACAGTAATTTCTTTATAAAAATGCGTGTGTTTTCAGGGACA
CTGTGTGTATTAATTAGGGATGTGAAAGAAGCAGATGCGTATTAAAACTGATTTATTACT
GAGGAATGGTTGAAAACCACAGATATGAAGAGATTATATTCATAAAAAGGTTAAAAAAAA
TAAACATCCATAAAGAAGTAAATAATCAGTGTCTAGAGAACTTTATCAGTTTTTCATCAT
AGAATAGTAAACAATAGAATAAAACAGATCTTTAATTGTCAGAAATTAAAAAGTGCTTTC
CTTGTCTGTGCAAAAATCCTTATGAATAAAACTAATAAATACTGAATAAAAAGTGCATTA
TCCAGTAACTAAACACTAAGTTGTTGCTTAATGAAAGTGCATTTGTCTACAAAAAACAGG
CCGCCCAATTAAAATGTGACAAAAATAGTTTAAAAAAAAAAAAAACACAGAAAAAATTTC
ACATAAAAATGAAAAAAAACATCCATCATTGCACAATTTAAACAGTCTAGAAGAAGAGGT
CCAGGTTTAATGTCTCCCAGACATGTTTTAAATGTTTATTGCAGTTGGATAAAGTTGTTG
TGTTTCTACTGTTTTTGTCTTTTAACATACATGTGACACAAAAAAAAGATGACC
>CL7924Contig1
ACTTCACACTGACCGACCGCACTTGACGAGGAGCAGAAATGTGTTGAGCGGGACTGCTTG
TTGACCCAATGTTGGGATAAAGTGCTTGTTTTGTAATCGAGTGTGGATCCTGCGCCGCTT
CTACGATGATGCGCTTCTTGCTGCTCTTCAGTCGTCAGGGGAAACTGCGTCTGCAGAAGT
GGTTCACGCCCATTACTGAACGTGAAAAGAAGAAGATCATCAGGGACATGACTACCTTGG
TGTTGGCACGGCAACCACGTAGCTGCAACTTCCTCCAATGGAAAGACCTTAAGATTATTT
ACAAGAGATATGCAAGCTTATATTTCTGCCTGGCCGTAGAAAACCAGGAGAATGAGCTGT
TAGCTTTGGAGGTGATTCATCGATATGTGGAGCTGCTGGACAAATACTTTGGCAATGTGT
GTGAGCTGGACATAATCTTTAACTTTGAGAAGGCCTATTTTATCCTGGATGAGTTTTTAA
TGGGAGGGGAGATACAGGAGACCTCCAAGCAGATGGTGAACCGCTGCATC
>CL7925Contig1
CGCAAAAGACTGTTCCAAAAAAAAAAGAAAAAAAAAAAAAAAAGAAAAATGCAGACGGCA
GCCTCGCTCCTCCACGCAGTCTAACACTAATAAAAGCTACAGCTCGACTAGCAAAGGTTT
TCCTGCAGAGGAGAACAGAAAGCACTTTTAAGGTTTGTTCTGTTGTTTAGTTTCGTTTTC
TTGATGTTTTCCAGCTTTGTCCTACTTTCCCTCGTGATCGCTGTAGAGCAGATTCTCTCC
TGCCGCTCTGACGTGTTTGGCAGCAGGCGCTACATCATCTTTTAAGGAGGATTTGCATCT
TGATCATTCTACTTTTGACTCGCTCATCTCAGTGACAGGCTGCCATGTAAAAAGACAACC
GGTCAATATATATATATTTAAGTAAAGAGCATTTCTTCTGGACTCCTATTCAATCTGAAA
TCATTTTTAAGAACTAGTGGCAACATTCCAGCTCATTTCGGATCCATATTTACGGGGTTT
TTCTATTGCTAACCCATTAAGTTGAGACATTTCTCTGAGCTTAAAAGACAGACGATCAAC
ATGAGGACATTTCCGCCTGCACTCCGCTCTACTTTTTTAAAGCATTTCTCATCAGCCTTA
TAGAGTATAGCACATATTTAGAGAGTATAGAAACAAATAATTCAAATTCAACTGAATCCC
TTCTGATCTAAATAACTGCATGATTTTTTTTTGAGGCTTTGTATAACCACAATCCTTCAA
AATAAAAGCATACACCTGCAGAAAACTTAAAGATCTGATTAAAGCAAAAAAAACAAATAA
AAGTAGAACAATAAAGGTCATAATTCAAATATAAATGGAATAGACGGAAGCAACAGTTCA
ATAATAATTAGGAGGGTGTTTTTAAGGCAGAATAAACTATTTCTGTTACCCTTAAAAAAC
ACAAACTTAACACTGATGGGTAGTAACCTGACAGAATTGACCAAAAGTGTTTTTCTCACC
TCCCTGTATAACAAATTTACCTTATATGACCATTTATGGTTACGTAATTCACATTTTCAG
ACCAAATTAAAGCCATTTTTTGATTTTTTTTTTCC
>CL7926Contig1
TCGGCACGAGGGGCGCTCGGACATGGCTGCATGCAGGAGCTACTTGCGTGGACTCTCCAT
TTGTGTCACGGTGCTGCTGCTGGTCTCTGGCGTGGTGTTGATTGGAGTTGGGTTTTCCAC
CATCGATGGAAACATACCAGTATCAGAGTTGTTTGAGCAGTTATCCACCAGTGACGGTTT
ACTGGTGCTGCAGGTGTTTGGACCAATCACAGTGGTTCTGGCTGTTTTAGGCATCTGTGC
TGCTGCTGCAGACTACAAACCACTGCTGCTGGTGTTTTCTGCTCTCATCTTCATAGAGTT
TGTGGCTGTGATGGTTTTGGCTTCACCGCTGGTTCAAGTTCAAAGTCAGTTGGACAGTGC
GGTGGATGAGGTGTTTCTGAAGGCCACGCCCCTCCATGCTGCTGACGATTACATCCAGAG
CGAACTAAAGAAACTCCAGGCCTCGGACTCCTGTTGTGGTTTGAGAAGCTTTGAGGACTG
GGGGAATCCGCTTCCCGTCTCGTGTTTGTGCACACCTGACCGTGATTGGAGCTCCCATCC
TGCCAACTCCAGTTTGGATGAGTCTTGTGTCATGATGGACGCCGACCTTTCCCCGCCACT
CCCACACACCTCAGATGCATTGTGGGTGCATGCAAAAATAACTGCCATTATTCTGTGTCT
AAGTCTGGGTCTGGAAAACTACTGGAAGAAGCCAGCGGTAGAGATGACAATCGACGACTT
CAACCGAGTGAAATACCAACCCAAACCCTCCCTTACCTGACCTCTGACCCCGCAGCCCCA
GACACTCAGCAGTCCTGCTTTCAGAGAAGGCTTCTCCCCAAAGTCCTCCTCCAACTACAC
CCAAGGTCATCAGAGGCCTCTGACGAGAGAACAGTCGATGCGGAAGCTCGTCCATGAAAC
CATCGTCCAGCTGGGGGAAACTTTGTGAGAAGCATTGCTTGTTCTGTTGTTTTTCTATCA
CCGGGCACTAGATGGCATAAAGAG
>CL7927Contig1
CCCCCCCCCCCCCCCCCACCACAGAAAAGGTCAAAGTAAAGCAGGAGGGGGCGGGCAGGG



GAGGCTGCTTCCGTTTCACTTGTCCTTGTCTTCGGTGGGCTCCGGCAGCGACGTCTCCTG
AGGCTGCCGCTCAGGCCCGTCTCCGCTCTGATTGGAGGACTCGGCGGTCTGTGGCTCCGC
CTTAGTCGGGGGCCCGTCTGTCAGCGGCTCTGCGGTTTGTGTGCAGTTGATGGGGGCGAG
CGCAATGGGAGGCACAAATCCACTTCCAGTCCAGAACTGGGACAACTCTCTGCGCCACAG
CGCCACCGTGAGGCTGGTGAGCAGAGTGCAAGGCACCAGGTAGAGCAGAGCCGGCTGACC
CGTCTGCATGAGCGCCAGAGCCACGAAGGTGACGAGCAGGCCGATGCCGTAGGCGACTGT
ACAGGTCACGAAGTAGATCCTGGAGGTCTGAGTCAAGATGTCAAATGCC
>CL7928Contig1
GGATTTAATTATGATTAAGCAAGTTGTGTCTGGAGTTCCCCAGCGGTTACAAAGCAGACT
AGTATCCATGAGGACACGGGTTCCATCCCTGGCCTTGGTCAATGGGTTAAGAATCCCGCA
TCGATGCAAGCTGTGGCATAGGCCAGCAGCTGCAGCTCCAATTTGCCAATTAGACCCCTA
GCCTAAGAACTTCCATATGCCACAGGTGCAGCCCTAAAAAAAAAA
>CL7929Contig1
CGGACTCGGGTGTCAGACACACCTGGTAGCAGTAGGCAGTTCTGGTTCTGGTGGTGCGAA
CCGAAACCCCCCACCCACTCCTCCGACTCCAGATTCTTCCACGGGCACCTGTCCCACGGG
GCCCACACCTGTCGTCACGTTGGTGCTCTGAACCAACATGATGTCGGATTTGCTCAGCTT
CTTCTGTTTCCTGCCGCGAGCGTGTCTGCTGCAGCACGAGCAGCAGCACAGGCAGCAGTC
GCCGGCCAGCAGGCACGTGTACAGGTTCAGCTTCTTGTCCTTTTGACAGCGCACGGCCAG
CACGATCATTGCCAGGAGGAAAATGAAGGAAACGGAGCCCAGGGCAATGATGAGAATAAG
AGTGAGGTTAAGTGAGATGTCCTTCGACCTGGAGGCCGAGCTTCGGTCTCCGCTGCGGCC
CTCCACAGCACCATCCACAAGTATTACACTCACGCTGGCAGAGGAGGACAGAGGGGGCTG
CCCGTGGTCCCTAACTTCTATTAGAAGGTCATAGAAGCCCTGCGGGTCCCTTTTGGGGGA
GATCCTGCGCGCTGTCCGCAGCTCCCCGGTCCTCCAGTCCATGCGGAACATCCCCATCTC
GTTGCCCCGGAGGATGCTGTAGGACAGACGTGCGTTCTCGCCGTCGTCTGCGTCCATGGC
AGCGATGCGCGTCACCAGATAGCCAGGCTCTGCAGAGCGCGGCAAATGCTCCTTGGCTGT
GCCGTTTTTGCCCACGGGGCCCGTGACGGTGGGGGCGTTATCGTTTTGGTCAACTATGAT
GACATTTACTGTGGCATTGGAGAAGAGCTCAGCAGCACCCGAGTCCTTCGCCTGGACCAT
GAAACTGAACTCCTTCAGCTGCTCGTAATCGAAGGAGCGCAGCGCGTATAGATACCCGGT
GTCCTGGTTTATAGACACATACGTGTCCACAGACATGCCCTGGATGTCACACCCCAATAT
GGAGTAGGTAATGAGAGCATTTTGTCCCACATCAAGGTCCACTGCGCTCACGGCGTGGAT
AAACGCGCCGGG
>CL7930Contig1
TTTCTGCTTTTTTTGTTTTCACCTCAACAGATTCTTGGTGCACATGAGAAAGTCCTGGTG
GCGATACACAAACATCATAAATGACACACATGGACAAATGAGAAAACACAAGCTGCATTA
TGAACAAACACATCAGCAGCGTAGAAAACAAGGATTGCATCAGAAGGAATAGATTGAATG
CTTTACTAAAGCATTAAAAAAAACAGTTAAGGAGACTCGCCAATAATCTCACAAATCCCA
AACACGAAGACGGCTCCTTTAGGCTCAACATGTGGACGAGGGTTTCCGTCTGATGGAGAA
GAGCTAAAAGTTGGGCTTGTGCTTCTTCACCTCCACCATCAGGTGGTGCAGGTTGATGAG
CTCCGATCGGACGGCCAGGCTGCGGAACGTGGGCTGGTTCAGGACCTTGTGGAAACCGTG
GTAGTACTGGATCAGCTGAGTGAGAGCGCCCTGTATGATGCTGGTTCCGTTTTTGAAGTT
GGTGAAGGACCTCATGACGTCTTGACTCATGGACTCCACCGACTGCTTCCACGTACTTGA
GAAGCCGCGGACCAGCTGGGTGATTCGAGAGACTCATAGGCAGAAGGTGCGCCGGAGCAC
TAATGGTGAGGCAGGTAGATTTATTCACGCCAGACGTAATTTGTATGGTCAGATTAGCAG
TTTCTTCATCTCCAAGATGAAGCTCTCTGGCACTTAAGACAGTGGATAAACTGAATTCTT
T
>CL7931Contig1
ACATAAGTTATTAAAATCAAGTTTTTTTTTTCAGCTGTAGCACAGGAAAATAACANGCAG
TCCANGAAAAACATTAACTTTAATATCTAGAGNGTCCAATTTACCAGATCCATCTATTTC
AGCTGAACGAGTTTAACACTTGAACATATCAGGGNGTCNGAAAAGGCGATTAAATTAAAC
TTTTAACAAATTANGTTTCAAAATATCTGNGCNGTATATACNCAAATCCANGNGATCCTC
TGAAACACAAACTTTTTACNGGAAAANGCATTTTAACTCCTTTCTACAATATTGATTAAN
GTTTAGCAAAGACAGATGCCCAGCATTATGGTAAGAACAGAAAAAAACAAAAAAAAAAAA
ANCCCAANGGGTNCGGGGAAAAAAGGGGGNCCCCCCCCNCNTNCCCCCTTTNGAANCTTN
AAAAAANCCCNCCCCNGGTNCCCTNNNNTTCCCCCGGNAAAANAANNAANNAAANNANCG
NTTGGNNGGNANGG
>CL7932Contig1
CGGCACGAGGTAGACCTTACTTCTACTTTTTATTAATTTCTTTTTTGGTGAACTTGTTTT
TTTCCCCAGGAAGTGCCCATGGCGACATGTATAGTCTGTCTGCAAGAGATCAATCAAATG
TATTGCATAGTTGTAAACCTTCCTGTTTCATTTGTGGTGTCAATTAAGTGTAAAAAAAAC
AAGCTTAATGTAAGGTTTTGTGTATGCATTCATGTGAAAAGCAAAATTGTTTGTCTTATA
CTGTACAGTCAGATCGTCCAGTTCTAGTGTTTTTAGTGTAAGTAAACACAATCAGAACAA
TGTGAGTCTTGTTCTCTCGCCCCTTTGATTTGGTTGTAATGAGAACCCCTTTGCTGCCAG
TGGGGGGTGGACGTGGGGGGACTTTGGGATGGGGGGGGTTGTGGTTTGTTCATAGCAGTT
TGCTTTTCTTCTCTTTGTTGCCTTGCGTGATAAAAATCTCCTTTTTAAAAAAAAAAGAAA



ACAACAACAACAAAAAAATAAAG
>CL7933Contig1
GCTCACAGCAGGCATGAACAAAATTACCAGTCACATTCTAGACTTGGAAGTTCCCCCCAT
TATGATCCCCGAGCAAAAGATTAAAATCCCTGAAGTGGTTCTGCATCTGCCCACAACTGT
GCTTGTCCCAGTCTTTGGAGCTCTTAGTGCTACATTAAAGGTTTCTTCACCCATTTATAA
TGTGTCAACTACTGCCAGTGTGGAGATGAAGGACCCTAATCTTGTGGCTTCACTCAACTC
AACCTGCACTTCAACCATGGCCTTCTTGGAATATGGCCTTACTGGCACTGCTAATCTCAA
ATACGATAATGGACAAATGTTTTTGAGCGGGATATGCAACTTGATTCACAATGATGTAAA
TGTCAACTGGCAACACGTTTTGGCGCACAAGCTAAGAGCAAAGCGTCAAATATCTCGAGG
TGATGCTGTGGCTCAGGACTCCCGACACACTCTCAGCGTTGACGTCACCAGCCGCACATT
TGCTGATGTGAGCTTTCGTTTTGCTTCACGGAAAGACGGCCTCACTGCATCTGCTTCGTC
TCCATCGGCCGGTTTTCTTGGACTGAATCTTCAGCGGAGGTCACCATCTCAGCTTCATGG
AAAATTGTTCAGCCGCTACCTGTCCTCTTCTGATAAAGACACCAATGTTTTTAGTGCCAA
GGTTCTTCTGAGGAACTCAGACAAATTAGTCCTGCAGACAGCTTGGAATTTGGACTTCTT
CAATGATGCGACTGAAGGCTTCAAGAGAAAGATTCCTGCAATGACAGATGCTGTTCTCAA
GTTCATCAACAAGTATCACACAGCACATTTTGGCTTTGACCTGAACCGCGGAGGCATGAA
GCTGAAAAATGCCATCTCCAGTCTTATGGAGACAGCATTTCGGAAGGTTTTAGAGTTTCT
GACCGAGCTGCAGG
>CL7934Contig1
AGACTGAGGAGAAACTGGACTGAGATGCACGGCGCTCACCAGCTCCAGCTACCAGAAATG
TAGGAAGAACTGCGGAAATCTTAAATGCTGAGCTCTGACTGCTGTGGTGGAGGAATTTTC
AGCTAAGATAAAGCCTTTTATTTTTCAAACTGTGATTTAGAAGGGCGGTTTAGAGAATGA
CCTCAAAAGCCAACAGCCCTCCATCTTATGAAGAGGCTCTGCATCATCCCAAGGCTGAGG
ACTGCTCCTACCAGCCCCCTCCATCCTACAGCCCCAGCACTGGCATGTACCCCGGCCCCC
CTGGTTACTGGAGCCAGGGGGGCGTTTTCCCGCAGACCAGCGAGTCTCCAGGCCTCTCCC
CGACTGTGACGACCATCCCGACTCTGTCGGCCGCTGTGCCTGCGGCCCACACAGGTGACA
TGGAGGCGTTCTTCAGAAACCAGTGGGAGAGCACGTCTGTGCGGCACGCCTTCATCAGAA
AGGTCTACTTGATCCTGGCGGTGCAGCTCGCCTTCACCTTCACAGTGGTTGCCGTGTTCA
CGTTTGTTGACCCAGTGAGGCTGTTTGTCATCAGATACCCCGGCATCTACTGGGCATCTC
TCGCCGTCTATTTCGTGGTTTACTGCGTTCTCATCTGCCTCAAGGAGCCCAGGAGGCGTT
TTCCATGGAATCTGCTGCTTTTGGGAATATTTACTCTTGCCTTATCCTACATGGCTGGAA
CCATCTCAAGCTATTATGAGACCAAAGCGGTGTTCATTGCCATGGGGATTACAGTGGTCG
TCTGTGTGGCAGTGACAGTCTTCTGCTTCCAAACCAAGGTGGACTTGACCTCCTGCAGTG
GACTCCTCTGCATTGCAGGGGTTCTGCTCATGATCATCGGGATCGTCACGGCCGTCGTGC
TCTCCTTCCAATACGTCCACTGGCTGCACATGCTCTACGCTGCAATCGGAGCTGTCGTTT
ACACTCTGTTTCTGGTCTACAACACTCAGCTTCTCATCGGGAACCGGGAGCTGGCCATCA
GCCCGGAGGAGTACGTCTTCGGAGCTCTTTCCCTCTACGTGGACATCGTTCACATCTTCC
TCTTCATCCTTCAAGTCAGCGGATCGGCGACCGAGTGACGATGCGACGAGGACGGCCGGT
CTGCCAAAGTTCAAGGGTTTCAAGCTCCTCCTGTCGAGTTAACCTCCCTTTGCCTGAATG
TATAGAGCTGGAGAACTTGTCAGAACAACNTAATCTTT
>CL7935Contig1
TGAAGTGAGTTTTATTTAATGTCTAAAATGAAGAAAAACAAGCAGATGTGGTTCAGATGC
AGCAGCCCCCTTTAGGGTGGGGGCTCTGCTGACAGACTCCTGATGAAGACCCCCCTGACG
CAAACAGGAGGTCCTGTCTCTGCCCTCCACCCCTTCTTTTTTAGGATTTTCTCGTCTTCA
CCAAACACACTGAAAGTAGGCACTAATATTTATTCCTCAAACCTATGCAGATCTATTTAC
ACAAGATATGTAAAGCAGGAGAGCAGATATTTGTAGTGACATCATTCCTCTCAAACGCCA
TGCTCCTGAAGGAAAACTGTCCTCTGGGGGGGGGGGGGGGGGNA
>CL7936Contig1
GGCCTACTTCCGTGGTCTCAGTGGTCAGTGTTGTTGATGCTGGAAGCGCGGCTCCGCTGG
AACTAACGTCCCCTTTGCTTCTTCCTAGAAATGATCAGAGATCCGTTTTTGCTGGAAATG
AAATAGCACCGTTTTCAACTTAATTTTAATAGCACATTGGATCGGTTTGGTCCCGAAAAG
CGAATGCTAACACAAGCCTAGCTAAAACTGTCAACAAAACGTGCACGTGACTACAGCAGC
TGGAGAAGGTTCAATCGTTCCTCGAAAGCGCAGCATGGGTTAGTTCGTTTCTATTTTTGG
TTGCAGTCGCTTCTGTTTGTAAAAGACTTTGGACCAGAACAACAGATATTGGAAATTAGC
TTCTCATGCTAGCTGCCTCCAGCTCGAGACTTGTTTTTTTTTCTCCATTTTTTTTTTTTT
TTTTNG
>CL7937Contig1
GTTGGCCTATTTCATTGAGCAGAACACAGATTCATTTCCGAAAACTAGATCCTTTTATTT
ATTTATTGGCACATTTTTCTATCCTCCTAGTTTCCATTAGATTGTATGAACAGTTGAATG
AATAGATCTGTAACATTGTTTGACTTGGACATGATAAAAATCAGACCTTAAAGAAAGCTG
TGCTCTGTCAGCATTTGACATTCTTTAAAAGGACTTCACATTTTAAATTTGTATGCAAGA
ACAAGGAGAAACGCAGAGCTGCGTAAAGAGAAACATTATGCCATCAAATTTAAAGTTTTG
ATAGACTTTTTCGGGGTGCTTCTGAACAGCTGTTTTTTTCTCAACACATTTTAAATACAT
ATGTGGATGGAAAACTGAAATATGCAGATTAAAAATGCCAAATAATAAAGAAAGAGTCCA



AATTCTTTTAAGGGAAGCTTCTCACTGCAGTGTCTGTCCTGTGAGTACATTCGTCAAAGG
CTCTCTAACATGCAGGCCACGGCGCTATGCATACATGTGTTGCTGCAGCTGTGCATACAG
TAACCCGTTGTCCTTGTGTTTGCAACAGGTGCGCACTGGAGACCTGGGGGGATACGCAAT
GTGCGATGAATTCACGCGGGCTGTCATTGCAAATCTGTCAGTTTAGCTTTTTATTTTCAC
TTTTTTTCTGCTGCCGTCAAACAGACGAAGCTCACACACTCCATGCATTTCCCACAGTAA
AAGGCAAAGACAAGAATGCTTCACATATTTTGGTTTTCTTTTACTTTTCTTTGAGTCGGC
TGCTTTTTCTGCTGCATCTCTGGTGCCATACCAGTGTGTCATGTTCTCTTTGAATGCTGG
GAATTTCTGCCTAATAGTTTTCAGTCAGGAGATTACCCAGCTGTCAAAACCATATATGC
>CL7938Contig1
GGGCATTATGGCCGGGGAGAGCGAGACGGAGGAGTGTACGTGCCGCTGTGGGAGTTTTTT
GTTATCAAAACTAACGACATATTTCCTAATTTTTGTAAAATCTAGTTTGGACACAGGCTT
ACGTACAAATTTGACTTGGATACATCTTTCCCTGATTTATTCACCGCCGACTACCGACCT
AGCCAAGTGGAAACTCTTCAGTGAAACTAACTTGTATTTATGTGTGATGATGCTAACCTA
AAGCTCGGTGTTTTACGGGTCCATTATTTTTTTCTTTTGTTATTTTTGCCCGTTCGGTTG
ACGGTTCCTTCCCGGAGAATTGCCAAACAAATACAGGAGTGACTGAGGTTTCTGCCTCGC
CTTCTCACCTGGTTCTCGCCGTCCTCCTTCAACTTCAAGCTGGCTCCGGCTAAATGAGCT
GTGTTTTTTCCGGTTGATTATATACGGACGCTGCCGCTGAAGCGGACGAGGGACAACGAC
CCGGGACCACAGCCAGCCAGGAGCGGGGATTCACGCTAACGGCCCATGAACGTAGACCGA
GCAGTGGATAGATTTGGTTTTCTGTTCGAATATTTAAGGACAACTGAAAGGCGGATGGAT
TAGTTTCCTTAATCAGGAGCTTCATACATCCTTGTTGTGCTTCATTTGATCCCTCGTTAG
CGGGGTTTCAGGACAAGACGCGTTTGCAGTCTCCCCGGAGATAACAATGTTTCCCCAGGG
AAGACACCCGACACCCCATCAGGCC
>CL7940Contig1
TTTTTTTTTTAAATACAAAAAACATTTTATTTCGGCTGATTGACATGTGGTTTTTTCAGC
ACAATGATGACCTCGTCCGTAGACCGACTTTGATGACTTGAATTTTACAACTTTGCTAGT
AACTTTCACTTGCAATGACATTTCACAGAGATAAACAGAGCAGAGACAAAGCGTCCGTTG
AAAAAGGCTGAACACTTCAGTGTTGGACCGTCACGAACCCCTCATCAGCCTGAACCTAAA
AAACCACAGATCGTTCAAATCACGACGTCACAAACATTACCTGGTAATGTCACCAGCTGA
GAATGAAAAACATTTCAACCGATTTAAATAAGAGACTTGATTGTAATGGCTGTTTATAGA
TACCAAATTAAATATCTTAATGTAATCCAGCCTCAAAAACATACGATGAAACCACAAGAG
AAGAAGGAATCCAGACTGCGTGGTTTGTGGTGAGCGGCTAAAGCGAGCCCCTTGGATCCA
GTGGGGGTCCAGTGTTTGGTTCTGGAGGAAGCTTCAGTCGAGGCAGACTCCTGCTTGTCC
TTCAGGAAAGTCTTTGAGGTGTTCCTACTGGAGTCCAGCTCGCCGTGCTTTAGCCTGCTA
GCCTCCAGCGAACTTTACTAGC
>CL7941Contig1
TTTTTTTTTTTTTTAAATGTTGGCAAAGGTTTTATTTTTTTACTGACACAGCATGGGAAA
AAAACAGTTGTGGAGTATAAAACCAGCACATTAAAAAGAGTCTGACACATTCAGAGAGAA
GTTGGAGAAATGTAGATAATCTCTTTTACATTAGAAACTGGATTTAAACAAAAAAAAATT
GGAAACTTTTAGCTTTTCTCATTTTTCTTGGGGACAAACAAACACATTTTTACACATTTT
CATTTACTTTTGGTGCTAATTATTCTTCCAGCTAAATAAACATTTTCATTATTTAAACAA
AGTGCTTAAAAATCACAAACGTCACATCCTACTTTAGTCTGAAAGCACACATTTTTCTCT
CAGATGGATCAATTCAGGATGCAGATTTGGTACCAAAGCACCAGGCTGCTGCAGGAGTTT
CCTGGAGCAGATCAGAAAATATTAGGATGGAGATTAAAGGAACTATTTAAAAAATGCATT
AATCAACTTCCACTGGCCTTTTTTAAAATTAGAAACAAAGCTGAAATTCCACTTCGTATA
CGGTGAATTTCTACAACTTCATCCTCACATCTGGGGTTGAATTTAATTAAAAAAAAAAAA
AAAGNTTTTTCNCCAAA
>CL7942Contig1
AGCATCGAGTCGGCCTTGTTGGGAAGACGGAGGCTCTGCTGACTTCCACTTTCACCGCCT
CGTAAAGCAGAAAATAGAATGGCAAAGACTCTATTTCTGGTGGCATCTCTGCTGGTTTTG
GGGAATGTCGTCTTCCTACACGCCTCCTTTCCCCCCAGCCTCATCACAGATCTGGCCAAA
ATTGTCATGGACAATTACTGCTCCCCGGAGAAGTTGTCGGGCATGAAGGAGGACATCGCA
ACAGCGGGTGCAAACACGGACGTCCTCAACATCCCGGACGGCGAGGCGCTGGCCAAGGTT
CTAACCGATGGAGTTCAGACCACAGTCAGCGATCCACGCCTGAGGGTCTCTTACGAGCCC
AACTATGTCCCCGTGGTGCCACCGCAGTTGCCCCCAGAGCAGCTGATCGCCGTCCTGCAG
ACCTCCATCAAGCTGGACATCTTGGAAGGAAACATCGGGTACCTGAGGATCGACAGCATC
ATCGGAGAGGAGGTCGCTGAGAAGGTCGGCCCTTTGCTTCTGGAGCTGGTGTGGAGTAAG
ATCCTGCCCACCTCTGCCCTGATCTTCGACCTGCGCTACACCAGCAGCGGTGACATCACA
GGCATCCCGTACATCATTTCCTACCTGACAGACGCCAAATCGGAGATTCACATCGACACC
ATTTACGACCGACCTCTGAACACCACCACCAAGCTGCTCTCCATGCAGTCCACCCTGGGG
CAGA
>CL7943Contig1
AAAGCCGTTACGTCATCAAAGTAAAGCGCAGTAGACCTAAGTTCCAGCTTCTCTCGTGCA
TGAAAGCCAAACAGAACAGAGGCGTGTCGTCGATCGGACATCCTGCTGCCGATTTCTACT
TTGAATGAATCTCGCACACGCTCAGACTCTCTGCACTCTGACGTAAGATCAGTTGCATGA



GTGATGTGAATTTTCTCTTCTTACTGCTGGAAAGACGCTGCGGTTGCAGTGATGGCGTCA
TGTTTCCTTACAGTGTTACATTTGTGAAGTCGTCCTAGTTTGAACTACTGGTCGAACAAA
TCAAAAGTGTGCCTGTTCTGTTGAGACGTTCAACATTACTGTAGAAAACACGAAACACAA
TCATCTGATGACTTACATGCAAACTTTGATGCTGTTGATCACAATCAGATCCCTATGCCT
AAAAGAGGCATAATGATAAATAATGTATTTTTTGTTGTTCTTGCAAAGTGTTGCACATAA
ACCACACAGAAGTCCTAATGTGGGAACTTAAGTTTCCACACGGGCGGATTTTTCTCCAAA
CCATTCCATTAATGCTGGAAAACAGACAAACAATCATCCTGTAGAAGACTCGTCAGACTA
CATGAATCACGTTGCATGAAGGCGTCAGGCCAAGGCGGTGCTTGTTCTTAAGACTTCAGC
TCTCCTCTCTGCTACTGTAATTAGAAGCTCTTGATTTTGAGGAATGCACTTTTTCTTTTT
GTTGCCTTGTACATCTAAAGAAGTGATATCGACATGACCTGCTCACTCTTCTTGTAGTTC
TCTGTTTTATGAAAAGAAAAAGTCAGCGGGGAAAGTTTACCGGTCCACCAAAAGCCCTGA
AGGTGCGTTTCCATGACGATGGAGGTGGCAGAGCCCAGAACCAGCATGTAGGTCTCACAT
GCTGAGGATGAACTTGAGCTGCTGGTCGGACAGAGCTATGGACGTGGAAATAAAGATACT
ATGGAGGACTTTCTGTACACAACCAGGACTTTATTCTTTCTGTCATGCCTTAATGACCTA
CGGTGGGCAGAAACTGATGTAAAACGTAGACAGATGTGGACTGAGCTCTGGAGACCAGGG
ATGTCCCGTGTGATATGTCTTGACCACCACGTTATAAACTCGGCCAACAT
>CL7944Contig1
TTTTCTTTTTNTNAATGGAAAATGTCGACAGCCCTCTGGCCCATGACAGATAATGGAGGA
AAAAGCATTCAACCTATCATTTTAGCTCAATTTAACATCAACTTGAAGACTAGTTAAGGC
ACTCAGAACAAGTCGTGTGGTTTCCAAATGATATCACAAAGGTACAGATGCTCCAGAACA
CAAAGACACACAAATGACACTTAGGTAAGCCATAAGTCAGTGGAGAGTTTTACTCATTTT
TTTGCCGATGAATCAAAATAGCAGATAAGGAAGCCTGAGTACGATGTCTGCCTCGATTAA
GTTAAGTTTCAATAACATTTTCTTAAGTGCTTTTGTCTTTGTCAGTGTTTAGGTTACTGT
TTACCACAGTTTTCTCAACGAAAAAAAACATTAAAAAATCTAAAACTGAATGCATGTAAA
CTTCCTTTAGTGGGCAGAATTAACTGACACTGCAGATTTTCACACGATTATGGCTTTCCT
CTTGTTGGTGAAGAATGTGTGCCAGTTGAGCCAGTGCAGCCCAGTGTTCTTGATGCAGGA
GCCGCCTTTTGTGCATCTGTAGCCATCAGGACAGCAGTGCTTCATGTCTCTGCAGCACAC
GGCTTTAGGGGACAGACAGCACCCCCAGGTGGTGTGGGACGTCCTGCAGCAGGTCTCATC
CACGTTGCAACTGTAGACGTCGTCGCATCGGTTCANGATGGGCTTTACTGGACCATGCTG
GGACTGGTCGNGGGGTAAAAACACTGGTGTCAGCGGGACGGTCTCCAGCTGCAACGTGAG
GAGCTTATGGCAGGACTTGGAGGCGAGGTCGCANGTGTAGCCCTNTGGGCAGCAGTGCTT
CTTATTACCACAGCACACANCATTTGGGCAGCGGGCAGNACCCCCACTNTTCTGGGACAN
CCTGCA
>CL7945Contig1
AGCTCCTGCTTTGGTTTATTTGTTTTACTTCATTTGGAACAGTTTGAATAGGTTACAGAC
AGCAGTGTATCCTCATTTCAATCGAGCCCAAGTGTCTGTTCTGAAACGGATTTTGGGTTT
AAATCCCATGTGCCTCCCTGCTTGACAGTCAGCATCAGGAATTGGAGTGAGAAAGTAAAA
CCACAAAGATTCATCCATTAAACAAGTGATTATCTCTTTTTTTTTCACCAAAAACCTATT
CAGTTTGTCTAACAACAATCATATCATTCTTTCAATTCCACACTCATTAGCCATTATTGC
TCAAGGACATCTCTGTGATTGATACTGATATTTAAGTTTGCTTCACTTTTCTGCGAGATG
ACAGAAAAATGTCAAAACACGGGAGAATCTCTTGAACGCAGTAGAGCGTACTTTGAGAAT
AAAATTAACACATGGACTCTGAGCAGCACTGAACCAGTCAAGATGACATGAATAAATAGT
CAGAGAAAAGCCTTTCCTCTCTCAATCGCTCACAACAGGTGCTGAGGGTTCACTAACAGG
CTGTGGAGCATGAGTGAGTAAATCAGGCACTGGAGAGCACATCATTAACACCATTACTGC
ATAGTGAAGGATCACTGACTGAATGCATTATAGTAAACCTATTTATGCCACAGAGCTTGG
TGGGGTTTTACTCATAAATATGGACCTACTGCATCCTTTAACTAACTTTTCTAAACTAAA
CAAAAATCAATAAAAACACATTTAAGAAAAAAAAAAACTTTC
>CL7946Contig1
AGAGCCGGGTCCGCCTGGTCAGGAAGCCGGTCACCATCCGGGTCCGGGCAGACCCCTGCC
CCAAGCGCTTTCACATGTCGGTCCATCGGCAGCAGCACAACTACGCCGCCCCATCCCCGG
ACAGCGACCCTGAAGAGGGGGAGGAGGAGGAGGAAGAAGAAGAAGAAGAGGAGGAGGAGG
AGGATTCTGAAGACGAGCCTCAAAGCAAACGTCAAAGGGACTCCCACCAGCAGCCGGAGC
TGCAGTCCGACTCCCCCCAAAACTCTGACGTGGAGGACACAGACCGCAGGCGGAACCACA
ACTTCCTGGAGAGGAAGAGGAGGAATGACCTCCGATCTCGCTTCCTGGCCCTGCGGGATC
AGATTCCTGGCCTGGAGCAAGCCAAGAGTCCCGAAGGTGGTCATCCTGACCCAGGCGGCG
GAATACCTCATGAAGCTGCACACCAGGGAGAAGCAGAAACTCCAAGAGAAGAAGCGCCTC
AGATCCAGGCAGCAACAGCTTCTGCGCAGATTATCTGAACTCAAGCGCTCTTAGGGCTGC
TGCCCTCCTCAAAAACTCCATATACTCAGCATACTCGACACTTTGGACACTCTGATCCTT
TCATGGCGAACACGCCTGCTGTGTTTTGCTGTTGTGGTGGCAGCGGTGCCTGTGAATCTG
CTGTGCAGCCCTGTGAACCTCAACGGGGAGGGGCAGGTCATCCTTTCAGCTTCTTCTTGC
ACATTTTTTAAGTTCTGAAAAGATGGGAGTTTAGACTGATATTTTAGAGCTAAGAGAATT
ATTTTGTTTACCTGTGTGATCGTGTGCGTTTGCAGCTTTCAGGGACATTAGGTTATCATT
ATACATCAGGTTTGCTTTGATGACTTTATGTACAAAAATGTAAATAATAGCCTATTCCTC
CTGGTTAAAGGAGACGGCCATGAATNTAATGAGCCTTTGACCCGGGCCACTTCGCATCTA



TTTTGTTACAGAAATTATTTTTGAAAAATGACCAAAAACATGGAAAAGAATCACTGTTGT
TTCTAAAATTCACAAGTCACT
>CL7947Contig1
TTGTGCAATGAAAAAGATGATTTCCTCAGATTTTGTGATATTTCTTTTCAATGGAGAGCC
ATTGCTGACAGTATGAAATGGGAAGGACTTTTGTTTTAAAAAGGTCTTTTTATAGTCACC
TGTGTGTTGGACACCTGTTAAATGAATCCATAGACTCACCTGTGGTTGACTGCCTGTTGA
TTAGAATTTTGAAGTCTTCGTCTGTTCTCTTAAGAGTTCGGCTGTTCTCTTAAGACTATA
GGGGTGAACTCATTTTTGCAACATGGGTTTGAATTAATCTGTTAGAAAATAACTGTTTTG
TGTGTGCAAATGAACATCTTGTGTGCAATTCATGGCCCACTGTCAGAAGTCAGAAGTCTG
GTCACCAGCAGGAACTGTCTCCTGAGTTCTTTCCACACTACAGCTCCCAGCATCCACAGC
ACACACTTCCTGGATGCCCCTCACCTGATTCTCATTCACAGCATACTTATTCACTGTACA
GAGCTTCCCTCATTGAAAATTCTTGTTTCTGCCACTCTGCTTTCCTTACTGAGTGTGAAC
TCCAGACCTGATCATCTGTCTCCTAACCCTGTATCCGACCCTGTTTGCCAGCTGCCCTGC
CCCGATTTTTGCCTGGATCCTGACTACCCCTGTCTCTTCTCTGATGAACTTATTGCCTTT
AATTGACCCGTGCCTGCCTGACCCTGATTTAGCTTTGTGGCCTTTTGGCTGAGCTAATAA
ACCTGCTGCATTTGGATCCATCCGTCTGCCTGTTCTTGTGACACCCACCTTNGTAGGTGT
ATTTTGTAGTATAATATTTCACAGAAAATGTTGATTCTGAAAGGACGGTAAAGGTTTTCC
GACAAATGTAGTGTTGTGTACTCATTTATGCTGAGAACTGTATATATATGAACATTGTGT
GTCT
>CL7948Contig1
TTCGGCACGAGGGTTAATTTTTGCAAAAAGAAAAGAAGGATTTAAAAAGTGGAAATAATA
ATTGTATATTGTATATATAGTATAAATAATATTTATGACTACTTAGCGTTACACTATACT
GACACTTAAAATTTGGCAAATAAAATACGAACAATAAATAAAAAAATATATCTATTAAAA
CACCATTGTCATAATGAGTAAAATCGATAACTTGTAGATTTAAAAAAATGTTGTTCCAAC
GAATATTTTCCTATTTTAGTAAAGGAGCTCTGTTCCACTCCCCCTTCTCTACAAAAAAGC
AGAATCGTCAAACGTGAGGCAAACGGCTCCATCCCTTTGTGCATCCAAAGCTGTGTGCAT
GTTATTTGCCTCACGGGCCGCCATAAAACACTAAAACTCTGGGGAAAGAATGACCTTTCT
GATGCTGCACACGGACACAGCCTCTGCTGCATTCCAGTCCACACATTGGCTTCACTGTTC
AGCTTTTATTTACAGCCTCCACTTTGAGGACGAGCGGGTTTTCGTGCGTGTGTGTGTTTG
AGAGAGAAACGAGCCTGAAAACAAAACACACATATTTGCTTTCAGTTTTCACACTTTTGA
TTGTATTATTTGTTTTATACATCCATAAACAATTTTATATATATTGATGTATTTAAAATA
TATTTGACAGCAAACTAGAATTTAAGCACTGATTTTCTGCTTAACGCAGGCTTCAATCTG
GTGCGTATTTGCTCGGAATCATGGTGCGGATGTCACAGGCGGTCACCAATAGGTAAAAGG
AAACTTTTATTGCACCACTTACTTCCTCCTCTTTGTTCTTTTGTCTTTAACGGTATTCAG
GATTCCAAGCAACNACCAAAACAGAGT
>CL7949Contig1
CGGTCACCGAAAAAGAGCAAACGCTCGGCTGACATGCCGTCGGACACGGCTGGCACTATC
ATGGATTATGGCGAAGGCATGGAAGACATCTTTGGCTCGCTCAACAGCCTCAAACAGGAC
ATTGAACGCATGAAATACCCCATGGGCACGCAAAATAACCCGGCCAGGACGTGCAAAGAC
CTCCAGCTCTGCCACCCAGAGTTCCCTGATGGCGAGTACTGGATTGATCCCAACCAGGGC
TGCTCTGGAGATTCCTTCAAAGTTTACTGTAACTTCACAGCCGGAGGTGAAACCTGCATC
TATCCAGATAACAAGTCCAGTGGAGTCAGAATATCCTCGTGGCCCAAAGAAGTCCCAGGT
TCATGGTTCAGTGAATTTAAGCATGGAAAAACACTTAACTATGTCGACGCGGACGGAAAC
TCAATAAACATGGTTCAAATGACCTTCCTCAAACTACTGACGGCATCAGCCAGGCAAAAC
TTTACCTACCACTGTCACCAGTCTGTGGCGTGGCATGACGCTTCCAGTGACAGCCATGAG
AGGGCGCTACGGTTTTTGGGCGCCAACGATGAGGAGATGTCTTTTGACAACAACCCGTAT
ATTACAGCCATCGCAGATGGATGCGAGACAAGGAACGGGTACGGAAAGACTGTGTTGGAG
CTGAACACTCCCAAAATTGATCAGGTTCCAATTGTCGACGTCATGTTCAATGACTTTGGA
GACCCTAACCAGAAGTTTGGATTTGACGTCGGACCCG
>CL7950Contig1
GTTTTTTTTCNATNAAGTCTTTAATTATTTTAAACCATAANAAATGAACAGAAACAAAAT
GAAAACTGTAAACATTTTTAGAAAAGGTGAATCATAATTTCAAATTATGAAGAATGAAGG
AAAGGCTGGAGCGGGAAAAGAAAAACACCGGTGGCGTTTCTGGCACAACACAAAAGGTCA
GTCACCCGAACCCGACGAGAACAAATGGAGGAAAACACACGACGAGGTTCGATCCTCGTC
TCCGGAGCGACCGCTGAACATCAGCTCCCTCATGTCTGATGCCCCCACGAGACGCTCTGG
ACCACCGCAGGGAAACGTAGAGACACAGATGGAAAATGACGGGACAGAAAAGTCAGGACC
ACCAGAACGTTAGAGGGGCGGGGCTAAAAAGGACTGGAGAGGCGGAGCATTCCCTTAAAT
TCCAGCTACATTACAGAGAGCAGGAAACGGCTGCATCAGTCATGCTACCGAACGACATGG
TCACCACTGCGGCTCCTCATTCTGAGTCAATCCTTAAAAGATTCACAGAAAGATTTGACA
GATTTCCAATAAGGGCAACATGGTTTTACACTAATACTAGGTTGTGTTTGTAATAATACT
GAGATATGATGCTAATGTTACGTTAGGAGTTCCTCAGGGATCAAGTCTGGAGGCCCTTTG
GTTTTATGCTAATCTCCAAACTCTTAAATCTTAATTGATCCAC
>CL7951Contig1
GAGGGCCGAGCTTTGCCGTCGACTGCAGGAGCCCGACACTCGAGCCGAGCCTCATCTGCC



ATGGCCGCGTGGGGCAGGAACCCGCTCCTGGGGGCCGTTCTTCTGGGGATGAGCTTTGGG
AGAGCTGACGCGCTCTCCGAGCCGGAGATCTGCTACGTGCTGGACGGCATCCTGTTCTTG
TACGGCATCATCCTGACTGCGCTGTACTGCCGGATCAAGATCATGAGCGCCAGAGAGGCT
AAAGGAGCCAAAGGCGGCCAGAACGTGGAGGAGGGCATCTACACGGGCCTGACTCCTCAC
GCCACAGACACGTATGAGACCATCGGCATGAAGAAGTGACGCTGCAGGAAGGAAGGAAGT
CCACTTTTTTTTGTTTTGTTCTGTCTTTAATAACCTCATTAACCACTCTGCTTTTAGCGA
CCATTTTACTTCACACTCGTGCAGCTTCCCTCTGACAAACATCTGATGCTCCAGAAGCCT
TTATTTACAAGCAAAAACGACGTATTTAGAGCTCTGAAGCACAAACCCACAAATAAAAGC
AAACACGCAGGAAGATTTCTGTAATTTATCCCTCAAAGGAAGAAAAATTCATTCGGCAAA
TGGAAAGAAAGAGTCCAGAGAAACTGCCAAAGCAAAGTGGATCAGGATTCCCTTTACATT
CCTCTGTAAATACATGTGTTCATGAAACCGTTAAAGTAGATGCAAACCTCCAGGGAAACA
GTTATTTTGCTCCATAAGTTTGTCAAATCGGATTTTATTGTGTTTTTTTTTTAAATGTAT
CATTTCAGTTTCTAAATAAA
>CL7952Contig1
ATGTGGTTTAATGACAATGACAATAAATAATGATGCCACACAGAATGAAACTCAACTTTT
TAAAGTTTTTACAAAACAGTATAAAACATTATCCACATAATCTTAGTTTAAATATAAGTT
TAAAAGAAAAAATACGATCTATAGATGATGAGATCAAGGAGTCAGGTGGAGAGGAGCGCA
GGTAGAAAATAAGGCCTGTCTTAGTCTTCCTCAGGCAAACAGACATGCTGATTTCCGAAT
GGAACAATCATCACACACTCATTTAGAAAGAAAAAGGATTAAAAATAAGTGAAAAGACGC
AGAATCTGAACCAGCAGACACTTTCAAGTTCTTTTGACTCAGTTATGGAACTCCAGTTAG
TTAATACAGATAATTTAATGTTAATATTTACAAAATACATAAACCTCAGAAAATGATCTT
TCAGAGAAATGTCCCTGTGATTTATTCCACTGTGCAAAGCTGATGCCACTGTCAAAAGGA
ACATTTCTGCCAAGTGAAAGTGCTGAAGTGATTTGACAACCAACTGTTAATGTCCTGTAA
CATTCACCCCCTTATTATATGATCAAGTCATACATTTATTTTTATTTTGTGCGTTTTTAT
GATGCTGTAAATACCCAAGTGTTTGTCCTCTAACTGCATTCCTGAGGAGTTTAATCAATA
ATTAAAATTGGGATTATTATGTTTCCTATTTGTTATAATAGATGACAGATTGCGGCATCA
CTATGTTAAAACTTTGTTCCTCAGCTGTCCCTCAGTGAGGAAACAGTTCCTCCCTTTGTC
TGCACTTTATGA
>CL7953Contig1
CATTTTCATCTTCATTTACTCCATCTACTACNAGAACACCAAGATGCGCCGCTACAGCCT
TAAAAACCCCAAACTCAGCACCCACAATGGGAACGTGGCTCACAACGGCTGGGACACGCA
GTTCCCCATGACCAAACTGTCCTAATGGCAAAGAGGGACTGAGCTGAACTGTTTGCCATC
AGAACTGAAAAGCCTTCTCACTGCAGGATCCAATGATCCCATATGACTCTGATTATGTTA
TCCCACCTATATCATGAATATCATTAGTACAGTAAAGATTTCCTGGTTCAAGATTTAAAC
TTTTGTTCTCACAGGATTTGAGCTTTGGTGCACTGGAAAAAAGAATGAAGGACTACTAAT
GTGGCAGTTTTTATATAATTGATGATTGCAAAGGGAATTGAACATCATGTTATTTTTGTG
TTTGTTTAAAGTGTTTGAAATGTTGCTGTTTTCCAAAATGCACTCAATATAGACTTTGTT
TGATATGTACAATGCAAACCTTTATCGCTCAGCATTGTTCAAATCTTTGTTAAAATATGG
AAATTGACGCACTGTTGCTAATGTGCTGCATTGAAGGAGCTCATTGTATGAGGTTGCCTC
ATCCTCTCTGTGCCATCCCCCTTTGGGGGTTGTGCCACACTCCAGGCTTTTGTGACACAA
TTTCCTTTTCTTTTTTTGTAAGTGACTGCAGCCGTCATAGCTTCAACTGCATGAATAAGT
GTGTGTATGAAAATGTTATACTTTATATTTATTTGTAAGAAACGGCAATAACTTAAGCTG
TATTTTTTGGCTGCACACAGGTGTGTAAACCTTACAGAAGGAGACGTTTGTAAATAGTGC
TGTAAAAATGAGACTTTGTTCAACAAT
>CL7954Contig1
CAAGATCTCAGCAAAAATGATGACCTCTCANGATCCTGGTGCCAGCATGTTGGTTTTCCT
CCCTTCCCTGTTGACAAATGTACTGTATCATAACAAAATGTCTTTCTGGGAATTTACTAG
AGATGCAGTACAAAACAGAACCAAATCTGAAAGGATTGTTTTTGCATTTTTTGTTTGAAA
TCCTCAAATGTGCATGGATCTTCTGTGGACGTTTGACATTTTCATTTCCAAATGATCTGT
GCTGGCCGTCCATCCTATTAAAAATGTCAGGTCAACGCCTGTGCCAAGAGGTCGACTTTG
GGATTATTGTTTATTTTTAAAGTTTTGTTGTTTTTTTTTAGACATTTATACATTTACAGG
TTTCCTGAGCACCATCTGTTCTTCCATGTACATTTTGCAGGGCAACTCAATACGGCCAGA
TTGATTCTTTTGTGAGTAGTTACTCCTCTGGAACTGTCCTGCCAAACTTTTCCTGAATGC
TATCTTTAACTTTATGAGCAACTTCTGTCTTTATTGTT
>CL7955Contig1
TGCAGGNAATTCGGCACGAGGATTTTTTCTATTCTCTGTGCTAGTGCTTTGCAGATAATT
TTTACATCTGCATTGATTAGAGAAATAGGGCGATAGCTTGAAGGACTAGTGGGATCTCTG
TCTGGTTTTAGAAGAAGAATTATGTTGGCTGAGTTCATGTTAGGTGGCATTGATTGGCTC
TCATTAATAGATGTGACAGTTTCATAAAACGTTGGTGCCAGCTGTTCCCAGAATTCTTTA
TAAAACTCAGCAGGAAAGCCGTCAGGCCCTGGTGCTTTACCATTAGGCATAAGTAACAGA
GCTTCATGAAGCTCAGACAACAAGAACGGAGAATCTAAGTTTGTGATTTGATCCTCATTT
AACCTGGGTAGGTTTACATTATCAAGAAATGAGTCAATACTTTGCTCTGACGGATTGATC
TGTGATGTGTACAAATTTTTATAAAAGTTTTCAAATGCGTTATTAATTTTGACCGGGTCG
CGAGTGACATTTCCTGTTTGGTCCATAATAGAGGTGATTGATGATTTCTCTCTATTAATT



TTAAGCTGATTAGCCAGAAATTTGCCAGATTTATTAGAGTTTTCAAATCTTTCAAGTCGT
AGCCCTTTGTATTTGAAATTGTGTTTGTTTATTAATGATGTCATTTAACTGCAGCTTTAA
ATTTTTC
>CL7956Contig1
CCTTCTGGGAGGGTCTCTCTTCCTCCATCTTCTCCTCACCATTCACTCCAGCTGGCTCTG
AGCGTCTGCAAGCAGCTCTGGCCTTAAACATTCGATGGGACAGTGGATGTTCAGCTTCTT
CAGAGCGTTTTCTCTGTAGCGGTTGTAAGCGTCTGACGGAGGCGGATGCAGCAGTTCAGC
CTCCACATTTGTCTCTCCTCCCGGCCTCCTGCAGTTCTCGCATCTCCAGCCCTGCTGTCC
TCCATAGCAGGTACAGGTGCAGATGGCCCCCAGGTATTCCTTCTGCCACTGGTTTCCCAC
TTGGTACATTTTCCCGTCATCGTAGCACGTCGACTCATGAGGTTCACACTTGAACTCTCC
CTTTCCGTTGCCGAGGCAGGTGCAGCTCATCATGTGACCGTTCTCCCCACGGCGGTCCCA
GCGCTCGCCAACGCGGTAGTTGTTGCCGTTGTCATGGCACCACTTGGATGAGTCACACCT
AAAATGCCCACTGCCCAGCCCGAGGCAGCGGCACCACAGCTTGAAGCCCATCTCGGACAT
TCGCTCCCACTCGGCGCCCACCTGGTGGTGCGTGTGCGTCAACGTGTCGTAGCACC
>CL7957Contig1
TTACCCCGGTGGACTGACTGGGGCAGAAGCTGAAGAGCTGCTGCCTGGTTCCTCCTGGCT
CCTTCAGGTTCCTCCTGGTTCCTCCAGGCTCCTTCAGGTTCCTCCTGGTTCCTTCAGGCT
CCTCCAAGCTCCTTTCAGAGGAGTTTAGGTTCCTCTGTGGACATTTCTACTCTGGATTTT
TACCACAGGTTTTTATTTTTAGAGAAAGGCGGGCAGCTCAGTCCAGCCAAACTGCATGAA
TGGGAATCTCTGAGGCATCTGTGTTTTTTCACGCGTCCTGAGTGCTCTGTGATGAATGTT
CTGCAGATTTCTGTCTTCTGCCTCACAGCCTTCCAGGCTGAAGCTGCGTTTGTGGTTCTG
CGTGGAGGTGGAACCCAGCAGAACGTTCCGGTGGAACCTCATGTCTGTCTGCAAAAATGT
GACGTCAGACGTTAGCCTCCCTCTGCTAACCTGCTGCTGCAGTAGCATGCTAACCCACAG
TCAGGAGTTTAAACTGGATGAGGTTCATAAAAACCACTACAGCGAAGGTTCCTTGAAAGC
ACCACGAGGCCTGGACTGCAACGTTTCCCGTTTCCGTCTGAATCTTCGTTCCTTCATATG
TGGATTAAGCAGAAAAACCGACTGTTTTCCGTTGTTTTTTCATGATTTTTCTTGGTCTGC
CAGAATCTCTGCGTTTACATTTCATCTTTTATTCAAAACATTCTGTTAACATTTGTCCAG
ATTTGAACGTCAGATCTTCCTAAATGTCCATGAACGTCTCATTTTTCTATGATACTAAAT
TACTGGAATTTTTTTTATAAAATCTTCCAGATTTTTTCAAATCAGTCTGAAATCTAAAGT
TAAGCTTTAAATGAAGAGATTTCATTGATGTATATGAAGGTCATTTCACTAAATGTCCTC
TGATTCCTGATTTTATTT
>CL7958Contig1
GGCTGAGACACATTCCCCTGGAATGTTCTCCTGGTTCCCCATTCTGTTCCCTCTCAAGCA
ACCGATCTCCATTGCACGGGATGACGAAATCGCAGTGCGGTTTTGGCGCTGTAACAACGG
GAAGAAGGTTTGGTACGAGTGGGCCGTGACCGAGCCGACCTGCTCTGCCATCCATAACCC
GGCAGGACGCTCCTACACCATCGGCCTGTGAAGACGATGAGCCTGTAAGGTGCTGGTTCA
AATCTGGCCAGTCTGCACCCTCATATACGTAGAGGATGTTTGGACTTGGAGCCTTTTGAA
TATGCAAAGGAATATGACTGGCTGAGTCGGCCATTCTTGTTTTTGTGTGTGTGTGTGGTC
ATCTGAACACACTCTTTGGTTGCTGTACGAGTGTCTTATTCAGAAAAGGCCCAACAACCC
CCCCCCCCCCCCCCCAA
>CL7959Contig1
TTCGGCACGAGGGCAAACTGAAGTCTGTTCCTCATCCTGTGCAGCTGGCTTGTCTTCCTC
ACTGGACAACGGGGCTTTCAGAGAGCAGACAGAAGCTGAGTCAGCAGATAATAATGGAAA
CGGACGACAGATTCTACTGACAGACACCAATGGAGCGGTGACGGACAGAGCGGCGTCCTC
CAGTGACCTCGGGAGCCTGCAGACAGATCTCACAGGGGGCGCCGCAGAGTCAGTGACCCG
TCTTCACTCACCAGATCCAGCTTCAACGATGGAACCGGCCCGTGATGTCACAGCAACAGA
ATCGTCGCTCGGCGGCCTCCACACAGAATCTGCAGTGGGAGTCGCACACACTCTGAGCGG
AGTTTCAGGTATTTACTCCCACACAGACTTTATCACAGTAACAGCAGACTTCATAGGAAG
GAGCACAGCAGATCCAACAGGAACTCCTTTCGACTCCAGTCATCCGGTTGTCACGGATCA
CACACAGATGGCTGGTTCCGTCACTGAACAGTACAACCCGTCTGGTCAGGGTCCTGAAGG
TGCAGAAAATGTGGAGCTGGAGGATACCTGCTGACTTCCACATCACGCCACGAGTTCGAT
TCTTGCGCTTCCAATTACAGTGTCATGACCAATCAACATGGCCCAGGAGTTCTGACCCCT
CCCACTAGCTATAGACCCCACCCATCAAAAGGGCAAAGTCACTTTGCTTGTCTTTTTTGT
TTTGTTTTTAATATTTAAAAATGTTGTTTATAGACATTTTGTGTTAGAGAATCTCTCAGA
GGGGCAGGAAATTCAAAGTCCAGCTGAACGTCGACCGTCTGGCGATTCTGCTTCCACGCC
ATCATACAGGATGTTATATCGGTGTCGCTGTAAAATTTGGT
>CL7960Contig1
TTTTTTTTTTCAGTGGAAAAAAACATTTATTAAAAAAAAGTAAAGATCTTTTCTTTAAAA
GAAGAGAACAGAGAGGATGGCACAAACATTAAAAGGTAATGAAAAAAAAAGACTTCAGAC
CTTGAATGTGAATTAGAAGTTGACCAAGTGACATATTGACCTTCAGATAAGGGCATAGCT
CTTTAAGGTTAGCAGCAGTAGGTGTTGAGATTCATGCCAGAACCCAGCTTTTCTTCAGGT
TTTTTGAATTTTGACAACGGCAAAACACCTGTACACAAGTATTTGTGTCCAGTAAAAGGA
AATATCTTGAGTTTAAACCAATCCAGTTAGAGATTAAGCCCACAAACAAGGCTGCTCTTC
ACTATTCCTCCAGACAAATCTAAGGCATTTCAGTGAAGTTAGATTTTCTCAAGAGTTAAC



AAAAAGAAAAGACTGGATGATGAGCCACAGCTGTCCC
>CL7961Contig1
TCGGCACGAGGGGTTGATGGGCACCACTGGGAGCTAGCTGCTACAGAGAGGAAATGAGAA
CAGATAGAGGTGGACTGGAGGCTGGTTCTTCGTCTGCTGTTCCTTCAGTATCCTTATAGT
CCTGTTACAGAGGGAAGAAAATTATTTTAAAAATAAATATAAAAAATCGTCTACGTTTTG
TAAAGGAACCTTCTCTATGGAGGGAAAAACAGCTATCAGATTATACTTTGTACACATGTC
TAATCTTGTAAAAAAAATGCTAAGATACATTTTAGAGAGAAATCTGAAACTAGATATATT
CTGACACCCTATACTGTATGTGCAAGGAACGTTTCTGTTGGTGTTTTTGTTTTTTTACAG
ACCGCAACCAGGTTTATCAGTGTTTCTCTGAACTTGTTTTAGTAAGTCAATATTTTATAG
TTAATCAATAAACAGATGAACTGTANNAAAAAAA
>CL7962Contig1
ATCCTTCATCCGCTTGCTTTTTATTTTTACTCTTCGTCATCGGTGCCGTCTCAAAAAGAT
GATACAGTGGTGGCGTTTTGTGTCCTGGTATTTGCTGTCAAAAAGTTAAGAGGAAGCTTC
AACTATCATACAAGTCCCATTGGACTGCTTTAGCTCGGGTGCTTTAGCAGGTTAAAAAAA
AAAAACAGGCGTTTGCGACCGGACTTAAGAAAATGGCCTCAAATCGACTTATTTACCTAA
AACTACTAATCGCTCACTTGAATAAAGCCTAGAACAAAAACAGGTGCTGTGGCTCTGGTG
GTCTGTTCAATGTTCGGTCACTTTCAAAATAGTCCATGGATCAAGCCGCTTGTCGTAAAT
TTTAACTGCGTCATCACAAGAAGCTTTCGAAAAACTATATTTACGGACAGAAAAAACATA
TTAATGATAAATGCCGTAATGTAAATATTACAATTGTATACAAAGAAAATCGCTCGCGTG
AAAAACAAACGATTAGATTCCCG
>CL7963Contig1
TTTTTTTTTTGAATTGTTTATTTGTTTATTAAACATAGAATTGAATTTACCACATTTCTT
CTAGGTTAACTCAACCAAAATCCACTGATACTGTTTGTTAAAAAGTACAGCGTTGGTGAA
TTTTCTAGAACCGACAGCCCAGTCAGTTGGTGCCCGTGTAAAATATATTAGAGTCCACAC
ATGCGGTGTAACCCAATACATTTCTCAACTTCAATGCCAGATGACAATAAATAAAAAAAA
GAAAACCAGAGTCAAGAAACATGACAGGTTCATCAAAAACACCCATCGCTGTAAAAACGA
TGAACTCCCAAAATCAAGTGAGTGTCCCCTCTTTTTCAGTGCGTCTCCTTAACTCATAAC
TGGTGCCAGTCCCCTTCAGTCCAGAAGCTTTCTTCTTCATCTACCATTCTTCTTGCACCT
ACATTTTAACACCTGATGTTTGTTGATAGGAATTCAAATGAGTTTTTTTCTGGTTTGAGG
AAAGAAAAAAAAAAGTTTTGTGTCTAAAATCATTGCTACATTTAAATAAACAGCAACAAA
AAAAAAAGGAAAATATATTAAAACAAAAAAAGGGGCAACACAAATTTACTATAAATGATA
TGAAATGTTCTGCAGTAAAGAGGGACTTCTGGTGCCTTAAAAATAAAGTCAATCAAATCC
AAAAAAAAAAAAAAAAAAAA
>CL7964Contig1
AGGCCGAGGCAGAAGGGAGCTGAGGCAGAGGAATAAACTGAGCAGATTTAGAAAAACGAT
CTATAACAGTCAGGATAACTGTATGGCCTTGCGAAGGTGGGAGTCCGGTGACAAAGTCAA
CCGCAATGTGGGACCAAGGACGGCTGGGTGTGGGTAGTGGCAATAGTTGTCCAGAGGGTG
GTCTATTGGACGTTTTGAGCGAGCACAAGTGGTACAGGCCGCAATATACTCCCTGACATC
GCGCTCCATGGTGGGCCAAAAAAAACGTCGTTTGAGTAGTCTGGTGGTACGATAGACCCC
TCCATGGCAGGCGATGCGGGAAGTGTGTCCCCACGTGAGCACTTCAGATCTTAACGAATC
CGGGACAAACAGGGTGCCAGGGGGACAGGTGACGCCTTCAGGAGTGTTGCCTTGAGCTTG
CAGAACCTTGCTTTCGACTTCCCAGGTGAGGTTGCCGATAAAACATGAAGGGGGAAGGAT
AGGAGAGTCAGAGTTAGAGTCCGAGGTGTTGTATTTTCGAGATAGAGCATCCGGTTTGAT
GTTACGACTGCCGAGACGATAAGTGATGGTGAACTGGAAGCGGTCGAAAAACAAACACCA
GCGGGCCTGACGGGAATTGAGACGTTTAGCGCTACGGAGATAGGCAAGGTTCTTATGGTC
>CL7965Contig1
AAAAAGCTATTTTATTAATATTGAAAGAAGCTCCATAGTTCATGAAAACATTTGTTTCGG
TGCATGTCAAATAACAATCACATTCTATGAGGAGAAAGAGAGATAGATAGATATATATAT
ATAGAGAGAGAGAGAGAGAGAAAAAAAACATTACAAGCCACTGACTTCTCATTGACTCTC
AGTACAGACATTTTACTGATTTATTCAAAAACAGAACAAAAAAACAAAAGAAACGAATCA
AGCAGCCCTAATCCAAACACCCCGCTCCTCCCCTCCGGGAACCCTCAACTGAGGAAACAA
ACAAACCCCCCCTTTGAGGATGACAGGCTGGAATCCCACAGTGCTAAGGCGTGAGACGCT
CATTGGTTTTTTAGGAATACACAGCANGGCGATGTAGCGCTAGGTCAGTCAAGAG
>CL7966Contig1
TTCGGCACGAGGAAATGGAAGAGTTGGCAAAATTTTGGAGGGGAACTGGAAATCCACGAT
TTTGGACTCTTTAAGGACTTCTTTGACGAGTTTCGATGTACTCTGGTGGTCGAAAAAGAA
CATTTCAGACCCGCGCGGCTACAAACCGGCACGATGAGTCTTTCTATCGGCGATAAAATC
GAGGATTTTAGGGTCCTCACCCTTCTGGGCAAAGGCTCCTTTGCATGTGTTTATCGGGCA
AAATCAGTCAAGACTGGGCTTGAGGTTGCCATCAAAACGATTGACAAGAAAGCAATGCAG
AAAGCTGGCATGGTCCAGCGTGTGTCCAATGAGGTGGAGATCCACTGCAGACTCAAACAC
CCCTCCGTACTTGAGCTCTACAATTATTTTGAAGACAGCAACTATGTCTATTTGGTATTG
GAGATGTGCCACAACGGCGAGATGAGTCGGTACCTCAAAGAGCGAAAGAAGCCTTTCTCT
GAGGATGAAGCGAGACATTTCATGCACCAAATCGTGAAGGGAATGCTGTATTTGCATACT
CACGGCATCTTACACAGAGATCTGACCTTGTCCAACCTTCTGCTGACCAGCAACATGAAC



ATTAAGATAGCGGATTTTGGCTTGGCCACTCAGCTCA
>CL7967Contig1
CAGCTTCATTATCATGTAAGCAGTGCAAACATAAAAAACAAACAAGATTCAGGAACATAC
TGAGCTAAAACTCATGTAAATACAGAAGTCCAGGTGGCCGTGTACAAAATCAGCCCTTTA
CGTTCATGTTTGAAGGGTTTTATGAGCATTGCAGGTTTGTTTTTCTGTGCTAAATCAATT
AAATGTTCATGTTCAAAACAGACTTAAATAGGCCTTCCAGCGTTTTTTTATTGGAACAAA
AAAAGACTTTCATTTTCCCTGAATCTTTTCATCTTGTGCACAAATAAAAGCATGTCTGAA
GTGAATTTAAACTTTTAACCAAAATCGTCAAGAGCTGGAATGTCAATCAACTAGTTTATA
ATGTTCTGCTCCACTGCTGTTTTAGGTAAAAGGAAAAAAAAAAAATCANATAATTGNCAA
AATAAATTTAAGNGGAGCTTCCNGNGCAACCTCACATGCTCTNTTGAGTCCAACTCCCCT
NCTNAGTCCCTCANTTGTACNGNAAAAATCANCNATGGCAAAACTGCAAACNGCTNTGGC
AAACATGTTGGCNACCTCTGAACGGGAAGCAANAAAATGTCTAACGATGCACCANCCTGC
TATTTTCCTCATTTAT
>CL7968Contig1
CTCTGGCGATGATGTTCTCGATGGCGAACGGGTGCTTGAAGGTGGTCGACTGGGAAACTC
CGAGGTTGTAGGTTGACATCTGGGGCAGGTGTGTGCCAGTGGCTGCCAGGGCGCTCAGTC
TCAGTTTGGCTTGCTGCTGTAGGTAATGCGCAGCATCCGACTGCTTGGTGGGGATCAAAG
TGTCAGAGGCGGCCAACACCTTAAACCTTTTTCTGCGTCTTAGAAAACTTCCGTTCTCAA
ACATGTCCCCGCAGTTTGGGTGCAGAGCCCAGAAACTGCCCTTACCTGGCTGGTCTGGGC
GCCGGGGGATCTTGATGAAACAGTCGTTAAAAGACAAATTGTGGCGCAAAGAGTTTTGCC
ACCGCTGAGTGTTTTCCCTATAATACGGGAATCGATCCATGATGAACTTGTAGATTTCAC
TGAGGGGAAGCATCTTCTCGGGACAGCTTTGGATCGCCATGGCCGTGAGGGAGATGTAGG
AGTACGGAGGCTTCTGGTCGCTGTACGTGTTTCTCCCCGGACGAGGCATCCTCGGTACTG
TTCAGATGAGAGGCGGCGAGAGGAACGGCGATCAAGTCTCCCTTAATTCCCTGTCAACAG
TTTGCTGATCGACATGAAAACGCGCGCAGAGGGAAGTTTCAGACCTGCCGGCAGCTTGAC
TTGCGTCTTGCGTAAAACAGCCAGTGCGAGCGCCTCCGCAGTGTGCAGGCGAGCACATTT
ATGGAGCCACAGCTGCGCTAAATCTTTGTGGCAAAACAAGTCAGCTTGTCCCGCTTGCAG
ACTTGAATGGACTTCTTCTGGCGTCC
>CL7969Contig1
AAAATGTCTCCTGGTGGTCTGGTTCCTTTTGGGGATTCTTCCATCTTTCCTTGGCTTCTT
CATCCACATTAATCCAACTTTCAACCTTGGGCGCCCAAAACCTTTGATCCTCACTGGATC
CACCATAAAGTGGTTCATTATGATGATAAACCTGTGGAATAAAGTTTCTGTTGCTCTGGT
TACCAACTGGCTTTTAGGCCAGTTTAATAATCTAGAACAGTCTATGTGACCAACTTCTTC
TTTAGGTGTCTGTTATCACTTTTTACATCCTGACATTCACTCAGACTGTGGTAAACACAT
GAATAAATGGATAGTAAAGAGCTTCATAGAGTCAGTGGGGAGGAGGAGCCTTCAGAGATC
CACAGAACCACTGAGAGGAAACAAGTTTAATATGCGACATCCATCATGACTGCAGTGACT
TATGGAAACAGTCTGACAGCATGCAAAACAGTCAAACATTCAAATCATCCAAAGGCGTCA
CAGTAAATCAAAATGCAACAGCTCCAAGCAAGCAGAGGCTTTCGGAGGCAGTGGGAGTCG
GTGCGTCTGATGAGGTAACCACATTTACCGTCTTTGGTGGAAACCAGCCGGTCTGTAGAT
GGATTTGATGCCTTAGAACTTTGTTCTCCACTTTAGGGGTTCAGTCTTCAGTCGGTCTGG
GTTAGAGGTTCTACAGGGATGTAGCTTGGTGGTGTTTGAAGCGGGCAGTTGTTCATCGGT
TTA
>CL7970Contig1
TTTTTTTTTTGTTTTCTGAGGGTTTATTGATGCGGTGGGAAACACTTTCCTGCAGCGACG
GAATCACTTTCCTTCATAAATAAACAGAAATCCATTGATATCACAGCGGCTGTTTGTTTC
TGAACATGTTATTTCATGCTCCCACCTGAAATTAGTCACCAAATGACAAACACCGACCTC
AGCTACAGATGATGAACCTTTCAGTAATCTTCTGCACCAGCTGGGATCTTCCTGCTGAAT
GATCCAAAAGGTAGAACCGGCACAGGATTACAGTAAAACGGCATAGAGATGGGCCTGCTG
TTGGTGGTCTGACAGTTCAGATCCTACATGAGTCACGCAGCGGACAGAGGAGCTCTAAAG
AACAGCCAGGTCGTGGCAGCTTTTAGACCGCACCTTCACCGCCACGCGCTGGTTGTTACG
TGCAACCAAACGGTCCAAGAACCGCCGAGCCTTCTGGGTCAGC
>CL7971Contig1
TTTTTTTTTTAAAGGCTTTTAAAAATCTTGTATTACCAAGACCTTTATAGCTCTCAATGT
GAATCCTCTGCTGACAACAGAGCAGATTTTCTTGACAAAATAAAATTTCCTACTCTGTCT
GATGAACAGAAAAAAATTCTAAATAATTCAATAAGCAAAGAGGAAGTCTCTGAGGTCATA
TTTGCTCTGAAAGGAGGCAAAGCTCCAGGACCAGATGGTTTTGGACCTGAATTTTATAAA
ACATTTTGTAAGATGCTGGTTGGTCCACTAACAGATATG
>CL7972Contig1
TGGTTCTCTTTGCAGCCAAAAGCGCTCAGTGGGCTTCAAGCCTCTTTAATGCAGTTTGCA
TCCAGCGGTTTTCCCACACCTGCTTTGCCACACGAGAGCAGAGAGCAGGTGCAGCACGGC
GGGCGTTAACTCAGGAGCGCTAACGAGTGATGTGGTGAAGATGCCACACTTTGTTTTTTT
TCCCCCCTAAAAGTTGGCAAAGAGCTCAAAATCTAACAAGACACGGAACGTAGGATGCCC
ACATACAGACTATACAGCAAAAAACATTCAAAACTTACTTAAAGATCATTTTGTTTTCAT
TTACAACTAGGAAACCCAAACTAAAGTCAACCAAACAGCCCGAAGACGTGTTTAGACGGT



TTGAGGTCTTGGTGGTGTTGCACACAAAAGTGGTTTGGTGTGACGACAGCAGCAGGAGGA
TTTATGAGCAACTTAATGCAAAAAGATCATTTCAGTGTAAAACGCAGATGAAAATGAAAA
ACGAGAAAGCCAGAACACCAACGACATCGGGCCAAAGTGGGTGAAATTGAACTGAACTCT
GAAATAATTATTTCTCTTTCTTTCCTTGTATGTGAACGGTTGGGAATAACAAGTTAAAAA
TCTAAAGTTGATTTAGTTTAGGCGTTTTTTTCCTCTAAAATAAGCCGCAGTTCTGCCACA
GGTGATAAGAGCAAACCCTGTTAGCGTTCGTGTGAGGCCACAGCCGACACCAGTCTCTTC
AGTGGAGCTTGAAGTCAAAGCTACTGAGGGTACATTCAGGAGGGGGGCGCAGTCAGAACC
AACATACGGGTCAGGGGGTTCAGATGGGTGGTGGGTGTCGGCCTCCTTTTGGCCGTTTGG
GGCCTTCGTCACCACACGTTTGTAAAAGAAACAAACAGTCCAAACGTCTTTAGATATGCA
GCCTCGTGCCGAAT
>CL7973Contig1
TTCGGCACGAGGAGACGGCGGTCTGAACCGGCAGCTGGTCCGTCCGACCCCCCCCCCGAC
CTGTACCAGTTCTGTCTTTTATTCGTTCATTCCACACANAACAAGGANAAAGGGGCAGAT
TCCCTCAAANACTCCCCTGTTAGCGCTGCTGTGGGACTCTGGAAGCTCCAGAAGCAGTTG
GTAGTTTTTAGTAGTGTGTCTGCTTCACAGAGCGGCGTCGTTCTGGATGCAGCTGCTTTG
GAGCGGCCCGGAAAAGCTTCTGCGTTCGAACTGAAAGGCCTCGGGACACTAAAACTGTTT
TAAACTAGTTTTTATTTCCAGACCACAAATGCTCAGGTCGCCTGTGTCGGGGCGAGGCAG
CGAAAAGCAGCAGCTGCTGGTGGAGCGGTGAAGCCTTGGCGCATCTGTCCGAGCTGCAAA
TGCGCCTTCTGTGGAGCTTCTGTGACCTCTGATGTGTTTGTGTTTTGCTCAAAGACAAGT
GTTGCATATTTAACATAAGCAGTGATGAGTTAAGGTATTTATGATCAGTGCGTAAAGTTA
ATTGCGCTGCTTCTGGGCAGACGTTTAGAAGAGTCCCTCGGCTGTGCGGGACGCTTTCGT
TGTGGCCTGTAAATATCTGCGACTCCATGTTTGAACGTTCGGAGAGGTTCTGCCAAAGCG
CGACAAGCGTGCACGACGAGCAGTGAGCTTCTGCAGCGCTGGGATGAGATGATCCTCACT
GCTTTGTTTACTTGTTGCAGCTGTTTGGTTTCACCTTTTCTGAATAACCTGCAATAAAGC
GCCGCGGCAGCAGCAGCG
>CL7974Contig1
CANAGATCCTCCTAGCGTGGCTATCCAAATGTATATGTTCGACACAGTTGTTCTAGCGCT
AGTTTTTTAATTGGAACATTTATTTAAATGTTTATCTTTGTGTTAGAGTCACCTAAAAGA
GCGCTATAATCGACCTGTTTTCAACATTAACTTAGAGTGATGGAGGCAGTCAACGCATTC
AACATGGAGCTGTTCTCCATGATTGACATGAAGCCCCCAATATCCCGAGCTAAAATGATG
TCTGTAACTAAAGCAGCTATTAAAGCAATAAAGCTTTACAAACATGTTGTTCAGATTGTT
GAGAAGTTCATCAAGAAGTGCAAGCCAGAATTAAAAGTTCCCGGATTATATGTTGTTGAT
TCCATTGTTCGACAATCCCGTCACCAGTTTGGTGTTGAAAAGGATGTTTTCGGACCCAGG
TTCTTGAAGAACTTTGCAGATACCTTCCATTACCTTTTTCTATGTCCAGAGGATGATAAG
AACAAAATACTGCGTGTCCTGAACCTGTGGCAGAAGAATGGTGTGTTTGAGATGAACATT
CTTCAGCCTTTGATGGACATGGCTGCTTCTGTCACTACATCGTCTCCCACACTTGGAGTT
CCTGTTGCCCCACAAAAGGATGCAGAACCTTTGGTCGGTAATGCCTCTGTTTTAGCTGAT
GAACCCCAACTACCCACATCTGATGCCTTAGCTGCTGTGGCACAGCTGCTTCAATCCCAC
CACTGTCAGGGATTACAGAGGATGCTTCAGAACCTTCAGCAAGCAGATGCATCTACTGTA
AACACTAACAATTTACCCAGCCCACCAATGATGCCAGTTTCCAAAC
>CL7975Contig1
TAACCCGGNCATTATGGCCGGGGGCTGAGGAGACAGTCAGGGGAATTATGCCCTGCCCAG
CAGCGGCTTTGCCGATTTGAGGAGCCTTTCTATGCATACCAAGTAGTTTTAGGTCCGGGG
AAGTCCCCGTGGTTTGGGGGTTATTATGAGCATGGAAGATTATGACTACCTGTTCAAAAT
AGTTCTCATAGGAAATGCCGGAGTTGGCAAAACCTGTCTTGTTCGGCGCTTTACTCAGGG
CCTTTTCCCACCTGGACAAGGGGCTACTATCGGAGTAGACTTCATGATCAAAACTGTGGA
AATCAAAGGGGAGAAGGTCAAATTGCAGATATGGGACACAGCCGGACAGGAGAGATTTCG
CTCCATAACTCAGAGTTATTACCGTAGTGCCAATGCCCTCATTCTTACATATGACATTAC
CTGTGAGGACTCCTTCAGGTGCCTTCCAGAGTGGCTAAGGGAGATCGAGCAGTATGCCAA
CAACCAAGTGGTGACTATATTAGTCGGCAACAAAATAGATCTGGTGGAAAAGAGGGAGGT
TCTGCGGCAGAGGGCTGAAGACTTCGCCGAGGCCCAGAGCATGCTGTATCTGGAGACGTC
GGCCAAAGAGTCCGACAACGTGGAGAAGCTGTTCCTGGACCTGGCG
>CL7976Contig1
GGCATCAAAAATTTCATCTTCATCATTCATGAGTTCATCATCGGAGCAGATACTCAGCAC
ATTCACCAGCATTTCCGTGACCTTTTCTCCCACAAATGGCAGAGACCAGGTGAAGACGTC
CATGAAGTTGGGCAGCCAGTAAGGGTGTGGTGAGCAGTTGAACTGCCGAATGTTCATCAC
ATTGTTTTCATATTTCAGTACAGCAGCTTTGTTGTTGTAAACATCCAGGTAGTTTGGTGC
AGAGAAGATTGTAATGAGGGAGGGGAACCCAGTGGTCTGACTCTTGCGATACATCCGGTA
GCCAGCATCTTGTGCTTCATGCGCTCGGATAATGGATAAAAGGTTATTGCTCTGCAGGAA
CTCGCATACAGCCGGATAACTGTAAAAGTAGGAGCAGCCTCGCACTGTGTTGTGGCTGAA
GTACTCCTGAGTTTTCTCATTGCCAAAGTCTTCCAGAGGATCAGACCAGAGCAGGTCACA
CATTGGCCCAAAGGCTGGTGGCTCTTTGAACCGATCCAACTTTTTAATGTCGTCTAAGGT
TTGTATTTCGGGTGAGAGTCCACCATGTACACAGAGAAACTGTTGGTTCATGAGAGCTGC
CAGAGGAAGGCAGTCAAACGCATCCATACACGAGTCATACACTTGCTCTGAGTACTTGAT



TTTACATTCTTGTTTGAAGGTGAAATATTCTGTCAAATGTCTACATTCATGATTTCCACG
AAGTAAAAATAGTGTCTTTGGATAGAGGATTTTCAGTGACCAAAGGTATAAAACACACTC
GATACTGAAGTAGCCACGGTCAACATAGTCTCCAAGGAACAGGTACCGCGTTGTGGCTGG
TGATCCTCCAACCTCAAACAACTTCATGAGATCAAAGAACTGCCCGTGGATGTCCCCGCA
AACTGTGACTGGAGCCTCTATGTCTAATATCGTTTTTTCCTGACGGAGGATGGCTGCTCC
CTCATTGATGATTCGGAGGGCCACGGGTTCCTCCACACGGCCTTCCTTGGTCAGGTGAGC
CTTCAAAAGATCCACACGAGGTTTTCCTTCGCAGTCAAACACTTCCTTCATTGTAAGGCG
ATGGCTCAAGGGGAAGGGGACAGATTTCACCACCCGATCGGTGGGGTTTAAGACGATGTC
AGCGTTAGACATCTTCATGAGCAGTTGCCGTTTTCGAGGCTGAAACGTGTGATTCTCTAC
CCCCCTTCCTGTAGGATCTACTCTTTCTTGTCGAAAGAAGGCGACTGAAACACTGGCATC
ACTCAGTGGAGGCGCCCC
>CL7977Contig1
TTAATTTACCTTAAATACCTAATGACTTTCTGTATACAAAAATGCTTCCATAATTCAAAC
AGTTTGACAATAAAACATATTTATAACAACAAAAAGTTGCGGCAGCTCATTAAAAACAGG
CCAATATGTTCTACCAGCATTCGTGTTTATTTCACAAAGGAAACGTAACAATAAGAGTTT
TTGTTAAATATTTTCTGTACTTTTTGTGTCTAAATGAAATGAGAATGAAAAACAAATGTT
AAGAGATATATTTATAGGCCATATCACCCAGCCCTTGGTATCCTCTGACAGCTATTTGAT
TCCTTCCCGAGTGTCAATTGACAGCTCCTAGGTCCTGTCCCTAGTGTCCTTTGACAGTCC
CTTGGACCTGTCCTAGTGTCAATTGACAGTCCCTTGGTCCTGTCCCTAGTGTCCTTTGAC
AGCCCCTTGGTCCTGTCCCTAGTGTCCTTTGACAGCCCCTTGGTCCTGTCCCTAGTGTCC
TTTGACAGCCCCTTGGTCCTGTCCCTAGTGTCCTTTGACAGCCCCTTGGTCCTGTCCCTA
GTGTCAATTGACAGCCCCTTGGTCCTGTCCCTAGTGTCCTTTGACAGCCCCTAGGTCCTG
TCCCTAGTGTCCTTTGACAGGTCTTTGGTCATGTCCTGAGTGTCAATTGACAGCTTTTTG
GTCATGTCCCTAGTGTCCTTTGACAGCCCCTTGGTACTGTCCCTAGTGTCCTTTGACAGC
CCCTTGGTCCTGTCCCTAGTGTCAATTGACAGCCCCTTGGTCCTGTCCCTAGTGTCCTTT
GACAGCCCCTTGGTCCTGTCCCTAGTTTCCTTTGACAGCCCCTTGGTCCTGTCCCTAGTG
TCCTTTGACAGCCGTTGGTCCTGTCCCTAGTGTCCTTTGACAGCCCCTTGGTCCTGTCCC
CAGTGTCCTTCGACAGCCCCTTGGTCCTGTCCCTAGNGNCNTTGACAGCCCCTTGGTNAT
GTCCCTANNGTCCTTNGAAGCCCCTGGGTC
>CL7978Contig1
AGGGCAAAGAGCAAACACCCCGGCAGGGCAGTGACACGACAAAACAACAAAGTAGCCCAA
ACAACCTCCAACAAACCTACATGTTTCAAGCACTTCTCCTTCAGTTTCTCCACCGTGGTG
TCCTCCGTGACTTCCTCCAGCCACTCCGCACCGTCCATGGTGCAGATGTGGATTTTCAAC
ACTTTCCCCGCGAATATTTTCTCCTCCTGGACGAACATGGCTGCCGCGGTCTTCGGGGCC
CGGCGACGCTGGCGAACGAACGGCGGTGGCTGTCTGCTCCCCTCGGCTCGTCCCAGCGAG
CTAGCCTGCTAGCCTGCTAGCGCGAGCCCCCAGCTAGCCGCCGTGGGTAAATCCACCAAC
AACCGAACGGCACCGATCAGCTGGCGGTCATCTTCGGACTCTCGGACCGGCGACAACCGA
GGGACGAGCTCCGAGGCCGCCAAGCTGTTTGTTTTTTGCCGCTAAGCACACAGGGCAACA
ACCAGCGAATATCCTATTTTTACTGTAACGTTTGAACTCTGACCCGCAACTGTACGAGTG
CTGGTGCATTATGGGACTTTGAGTCATTATTTAATCTGGACTTGTTTAAGACTGTTATCG
AATTTATTGGAAAGAAAGGTTAAACGGGAATCAATTAACATTAATTAACAGTAGTTCAAC
ATTTTTAACTATTTCAACAGCACCTCAGCTGTTTTCAACATTATTTAAACACTAAATCAA
CCGCTTTTCAAAATTTCAAATAGTCCTTTTACATCATTTCACCTGTCTTCAGCATCCTGT
AACTGTTTCTGAACAGTATGTTTGCTGTTAACACAACATTTCAGCTGTTTTTACACTACT
TTAGCTGATTTTCCAGCACTATTTTCATTGTTTTATTGTCAAACAGGATTTCAATTGCTT
TTCCAACTGTAGTTCAACTGTTTCCCCTGTACTTTAACTGTTTTTCAGAAATTTAAACTT
TTTTTAAGAGCAATTCACCTGTTCAACAATACT
>CL7979Contig1
GCTCTGAGAGGTCTCACCAACTTGGCTGCCTATAGCGAAAAATTAAGGTCAAAGATTGTG
AAGGAAAAAGCTCTACCGGAGATCGAGAACCTCATGTTTGAGGAGAACGAGAAGATCAGA
TTGGCTGCAACTGAATGCATGTGTAACCTTGTGACGTCCAAAGAGGTTCAAGAGCGTTAC
TTGGAAGATGGCAATGATAAGCTGAAGCTGCTGGTGTTGCTTTGTGGAGAAGATGATGAC
AAAATTCAGATAGCAGCAGCTGGAGCTCTGGCCATGATCACTGCTGCTCAGAAGAAGCTG
TGCACTAAAATGACTCTGGTGACTGTCCAGTGGCTTGAGATCCTGCAGAGGTTGTGTCTT
CACTCCAACCCAAAGATCCAGCATCGTGGTCTGGTGATTGTTTACAACATGCTAGACTCG
GACAACAATGAGCTAGCCAAGAAACTGATCGAGAGCGAGTTGCTGGAAATCCTCACTGTG
ATTGGGAAGGCAGAGGATAATCCAAAGCGGCAGGATCCCATTGATGCGGCGCGCACATGC
CTCGTCAAAGCTATGGATCTCGGTCTCATCAAACCCTTTTCCACCCCTTCATAAAAAGAG
ACAAGTCAAATAATGCCAGAGGACTTTCTTGTATTCATTTCCTCTGTTGAAAAGAGGCCT
TTTTCTAAAAACTTTCAAACAAACAAAAAAGATGTATTTCAGAAACATAAATTTGACTGC
TGATATTTTTTTAATGATGCTTGAGAATTGAGACCGATACTTTTAAAATTTTTCCCAATG
TGACAAAAAATGATTAGCGGTAGTTTAATTTAGCAGAGAGTGTTTTGGTTTGCCCTGAAT
TTTAACTTTGCTTTATTTTTTTTGTTACTTTATATACAGTTGGTTTTTATTTAAAATATA
TTTGTAT



>CL7980Contig1
GCTGTGTGAAAAAACACTCAAATACACAAACTTCACAGTAGTACAAAAATCATTGTATTT
TTGACTTTCTTGGACAATCACATTTTTTTTCCTAAACCAAACGACCCTAAACAAAAGTTT
TCCTTTAGCAACAACGGTGGCTTTGAACAACTAATTCTATCATGTTGGCAAAGACTTTTA
CAAGAGGAAAGGACAACTTGCAATTCATCATTTGGCGGATCTGTAACACAGAATCATCCA
CTAAACGGTAGATTTAACTGAAGAAAATAACAAATAAAATATCTAGAGATAGCGGAAGAG
ATGCAACCACAGCAGTGAAAATGAAACATTACCAGTGTTTTCATATGGAACAGTTCATCT
TCCACTCAAATGACTTTTTTTTTTAAATTGTGGAACAATAAAACTGCCACCAAATAATCA
GAGGAACTTTGTTTAGTGAGAACATTATGACGTTTTCAAATCCTTTGATTTACAGTGAGG
CAAAAAGGATTTATTCAGCCACCAACAGTGCAACTTTTCCCACTTAAAAAGAGGAGAGGC
GTGTACATTTCATCATAGGTATACCTCAACCATGAGAGACAGAATGACATCGTCTGACTT
AAATGCAGACCGAAAGGATGGATTTGTAAATTATGGTGGAAAATTTGAGAAGTCTTTGGG
AAAACTTACAGAAAATGTTTGACTGCTGTCATTTGCCAACAAAGAGTAAATAAAGTATTG
AGTTGACATTTGTTATTGACCAAATATTTACAAATCAATTCTTTAAAAATGTTCTTTTCT
GGATTTTCTCCTTTAGACTCTCATGGTTGAGATATCCATACGATGAAGACATCTTTTTAA
GTGAAGATGCACAATCGATGGCTGAATAAATACCTTTTTGATGATTTTGATTTCTGTATT
CATGGGTTTGTGTGCTTGATATGAACACATGCCCGGCCATAAGGCCCGGGTTAAACGCGC
GCACAAGA
>CL7981Contig1
AATCCCCCAGCAGGCTGTGCTCCTCGCCGGTGGCCAGTCCCTCCTCCACGCTGGACGACG
ACGACATCATCGCCGTGGAGATCCAGTCAGACGTCAAACCCGAGCCCCGCGAGATCCCCG
TGGATTCTCACATCACCACTGCCGCCTCCACCTGTATCTCCCAGCAGCCCCCGCGCGGAC
AGAGACGCAATAGCTCGGGGGCGGGAGCCGGGACCCTGCCGGGCAGCAGTTTGCCCTGGA
CCAAAACCCGAGCGAGGGGCATCAGCGACACGCTGCCGCTCAAGAAGCGGCGCGCGGTGG
AGAAACCGCCGGAGAGCGACGACGAGGAGATGAAGGAGGCGGCGGGGTCGCTGCTTCACC
TGGCGGGGGTCAGAGCCTGCCTCAACAACATAACAAACCGCACCGCCAAGGGCCAGAAGG
AGCAGAAAGAGGCCCTGAGAAACTAAACATGGAACGAACTCATGAAAGATGCACGCACAC
ATCAGCACAGACACACTCACAACAATAGATCGACAGGTAATCAGCATTAGTCTCAAAGGA
CACCAGTCATCTCCCTCTATCTATCTATCTATCTATCTGCAGGGCATTGGGTTAATCCTA
CTTATTTGTGGCAATATCAAAAATCTATGTTTTCCTACATGTTCAGCAACACTAACATCA
ATGGGTATTTCTCATGTGTCTATGTTGTTTCTGTTGTTCAAAAACGGGGATGAAAGCCAT
AAAAAAAAAATAGCATGTTTTTGTCACGAATTTGGACAAAACGACGAGTCACACCAAGGA
GCGCATGCATGGTCCAGCGACATGCGATGGCGGTTTGTCTTACCTGTTTCGATTTCGCAC
GAATCTGTAGCAATCCTCGCAGTGATGCCGGCGACAAAGACGGCGGAGACTCAGCCTCCG
ACACACCCCACACGAGCACAAATGTGAGACTGTG
>CL7982Contig1
AGGAATTCGGCACGAGGGCTGGCTGAAAGTGGTCCTGCTACCGTCAGGGGATTAGAAAAA
AATATTGGGACCAGGCTCGAGAGCCTCATCTCTCTCTCTCTCTCTCTCTTGTTCTACAGT
TGTATGTTTTTTTGTTTCTCTACTTAAATATTTTTTCTTTTTTATTTAAAAGGAAATTTG
GTTACAATCTTTGAATCAAACCAGGGGGTGTAGTGTCAGTCACATGATCACACAGTAAAT
GTGTCTGTAAGTGGGTATTCTCAACGACAAGAAGCAATACTGTGTATCTTTACATTTGGA
TGTACCCGTTTGAACAGATGCATTTGGATTTTTAAGTAATATCCACAAAAACAAAACCCC
GGCCATTTTCGTCTGTTGCAGTGTTTCACAGATGCTCACTGCAAAGATTTTAAAACATCA
CCAGCCTTCAAAACATGAATGATCTCAGTTTGTTCACCTGTCATCACAAAAGAGCTTTTA
CATGTTTGTCCTTTTATAATGGTGCACATCAGAAAGCGTGGAATGTCCTGCTCTTACTTA
CAGGTTTTCATTACTTTCTGACTGGGCCTATTTACTAGAGTGGGTTGGTTAAGGCAGCAT
ATCAACATCCAAACAAAAACACCAGAGCAACCACTTGCTGTGAACATGTTGCACCATGAT
GAGCATCTCCAGAGCATTGAGCACAGGTCTAATGACGCAGGTGAAACCTGCATCTCATCT
TATCTAGTTTTATTTGATAATTAGGCCAAATAACTATGTATTATTAACACTGAATGTAGA
CTTTGTCATGTGT
>CL7983Contig1
TCGGCAGAGGTCCGGACGCTGGACGGCAAGCAGAACATGCAGTACTGCGCAGTTCGCAGA
CAGCGAGTCCTTCGTAGAGTTCTACAACCTGACGTCGGACCCGCACCAGCTGGAGAACAT
CGTGAAGAAGGTGGACCCGGCAGTCCTGCAGACCATGAACCAGCGGCTCATCAAGCTTCA
GTCCTGCGTGGGCGACAGCTGCCGCGACGTGAAGTGACCCGGCGGAGAGGCGGAGTCTAC
AGATGTTCTGACGGGTTCAGAAGGGAAAGAGTGAACGCTTCACAGAGCAGTTAGCTTAGC
ATCCATCCTGGGAACGGCGTCCAGATCGCCTATCTTCGCTCCAAAGTTTAGAACCGGATT
GGAGTTGATGTTTGTCTTCTTTTTGCTCCCTTTGTGTCCAAAGTCTGTCTTAGCTTCAGA
TTGAATCCTCCTTTCAGTTTGTTTTTTTTCTTGGTATGATTTTTTTTTTTTTTTTGNCAA
>CL7984Contig1
CGCTCCGCGGGCACTCTGATGACAGCGTTGGGGGAGGCTTGCGTTGCGACAGTCACCTGG
AAGCCAGCGGAGGCTCCTCAGGGCCAGCAGGAGCGAGCATGGGGATCTGTGGCGGTCTCG
ATGCTCCAGGAGAACCCGAACAGAGCCACTCCAACACCTCAACACTGACCGAACGAGAGC
CCAGCTCCTCCTCACTGTGCTCAATGGACGAAGAGCAGCTGACAGACATGGAAGTTGTTC



GGAGAGTACTGACCAGCTGCAGAACTAATGTCAACTTCATCACAGAAATCTTTAGACAGG
CTTTTCTCCTCCCCATGTGTGAAGCAGCTGCAATGCGAAAAGTGGTTCGTGTTTATCAAG
AATGGATCTCCATGGAGGACAAGCCTGTGTTCATGAAAGAATCCGAAGAAGGGCCCATAC
CCCGTACCTGCCCCTTGTAATCTAGAGACTGGCTCACAGCCGGGAGAAAAAGAAGATGAG
GGAATGGACAAAGATATTGACAGAGAATTACTTGAGTACAGTGTTCATGCTGGCATTCAG
ACTACACTCCAGGTTTTTATCACCCACTCCTCCAACGTTTTCCTCCTGGAACCTGCCAAT
GACATCAAGATCCTTTTAGAGGAGCATGTGGACATGTGCAAGCGAGTCCTGAACATCTAC
CGCAGCCTTGTCATGCATGAAACAATGGACCAGAAAACTTGGGAGCAGATCTTACTAGTT
CTGCTGAGGGTGACAGAATCTGTGATGAAAAGACCACCGTCCATCATGCCTCTGGGCAAA
AAGATTAACAACACGCTTTCAGGCAGACTTGCTGGACCGGTCTTCCAGGTACATCACTGC
CAGCATATCACTAAGGCAACATTTTAGCTTTCTCTCCTTTGCAGGAAATAAGAAGGAGAC
CATTTTAGGTATTTAAGCATCTTACGAGTTTCTTGAAAGGTTTTTCGACCTTAAACACCC
ATTTGCTGAAAAAAACAAAACCATCAATTTGTTTACATGTCCATAAAAAAAAATCAGATA
AATATTTGCAACTAATTTTTAGTGTTCATTAGAAAATTCTGGTTTATATGGTTTTATATT
GGAGAACTACACATAAACAAGAGTGTGCAATGCAGTGAACAAATCAAAAGGTGGCTACTA
TGAAGAACCTAGAATATGACATTTTCATTTGTTTTATACTTTTTTGTTATGTATATAATT
CCACATGTGTTAATTCATAGTTTTGATGCCTTNCAGGTGTGAAATGTAC
>CL7985Contig1
AGCAAATTTAGCCTCCAGCTTCTCGATCTTCCGATTGAGCAGCGGTGATGGTTCTTTCTG
AGGAACTATGAGCTTCCTTCCCAGAGAGCGAGAAACGCTTCAGACCCTTGAACTTCTTCA
TCTGTTTTTCACTTTCAATGTAGCGACTCTCACAAAGCAGAACATCATCTTCGGGCACTT
CAGTGGGCCGACATGACAGGAACTCTTTGAAGGACAAAACGACACACTTTCCTATGATGC
AGGTCATTGGACAACTCTCCTCCAGGTTGCTAAGGAACACTTCCTTCTTGTAGAACATCT
TGGTGGGTTCGTGCTCCGTCTCTTCAGGATGGATAAAAATTGGGCCAAAGAAGTAACCCG
CTCCATCTCGGATCCACATCTTCTCAATTCTGCCCACTCGGTGACGCACCAGTCCATGAG
AACCAATGTAAACACAGTCTCCCACTTTCAGCCACAGGTTGTTGTAGCACAGCTGCTCGT
AGTACTGACAGCCTGGCTCTCCGTTGGTGAAATCCAAAGGAACATCCTCCCTCTCCTTCT
CTATGACCCCATCTGTCATTTTGCTCTCGTCTTCCGTCTCCGGTGGCTTCTCATCTGGTT
TAGTGGCAAATATGGAAGCTACACGAACCACAGGAAGGGGTACTTCTCGAGGAGTGAACC
GAACTGAGTTCAGAGGCATGGTCCACATCTTGATCTTCTTGAAGGACTTAGACTTAGCAG
AGTAACGCGATTCACAGACGTACACATCCTCTTCCTGGAAACCTTCTGGGTAGAGCTTGA
AGTACTCCTTTACGAACATAACAACACACTTTCCCAGAATTTTGCTGATGGGAGTTTTGT
TGTAGTAATCGCTCTTGAAAACTTCCTTCTCCAAGAATTTTCTTGTGGCCAAATGAAACG
TT
>CL7986Contig1
TATACTAACATTTCTCCAGGTCATTTTTGCATCCTTAAACATTCTGAGCATCAAAAGAGG
TCGGAAAGTGCGAAATGAACATTTGAAACCGTGAACGACTTCTCTCTCTCTCTCTCTCTG
GACTCTGAAACTCTTCTTTGTTTTGTGGTGGTGGTGGGGGTGGGGGGTGGACAGGAAATA
TAGCCCCTTCAACTGGCCCTGACGCTTTCTGGCTGTGTGCCGCCATGGCAACAACAACAA
CATGCAGGTTTTTACAGATCTGGCCTCACCGTGGAAAAACACACTGGCCCGACAGGTCCC
ACGATCAAATACAGGCAAAACGACGCACCCACAGACGCTTTTTTTCTGGAACATCGATCA
AAACGGTTCAGAACGAGACATGGAAATATAAATAACAATTTCTATACATTTGATATATGC
ACCGGTCTCCCCCCTCTGCCCCCTCGCCAGGGCCCTTTTATCATGANTATGCTATTTTTT
TTTTCCCTTTGCCANTATNTAGAAATTNGA
>CL7987Contig1
TTCATTTCAGCAGCCAGAAAGGGGCATTTTGAGGCCACGTTCTGGCCTTGAGATGGCATG
GGATGGCCAGAAGGCAGTTTTGACTCCTCTTCTTGTTTAGGAGCTTCAACGTTATTTGAA
CCACTCTGCTGATGAGACGATGAGGAGCAGAGGGCCCGTGCCATGGAAGGGGCCATGGGT
TTAGCAGCGAGCTCCATCATAATGGGGCATCGTTGAGCATATGTGACCAGAGACTTCTTT
GTCTGCTGGAAGAAAGCCTGAGGGACACTGGCCAAAAATGGGCATCGACGCACTATCACT
TCCATGGTGAATGGGACCTTCAACTGCCAGGAACTCTTTTTATATGTCTGCGGAACCGCG
TACTCCTTTTTTGTGGTCTCAGAAGCTGACAGGATTTTCAACTGATGTAAGACCTGAAAA
TGTGAACTGCTTTTTTAAGATGAGATATGTAAGCGTTACCCTGCACTGAGGACGAACGAT
AAGGACGACTGAGCATCGGTTGTATCCCCGGCCATAATGCCCGGGTTTNAC
>CL7988Contig1
TAGTGACTTCCATGAAGAAGGATCGCAGATGTTTAAGGCTTGCTAAACTTCTCATGACAC
ACTTTATACACTTTCTCAGGCAGACATCGATATTTTCACACTTTTCTTTAAAACTTTCAA
AGTTCGAGCTGTCATAAAAATAAGGCCAGTATTACAGAATGAAAATATAGATCTGATCGT
GATGCAGATTTATGTAATGTAATGGAAGAGACAGACACTATCAACAGCCAATCAGAATGC
AGAAAGCAGTGTGCTGTTTATAGAAAAAAAAAGTATGCGAAGTTGTGCTGAAAAAAATCT
GTGAACCAGTGAGACCGTAAAAGATCAACCCAGGTACAGCGAGAGAACACTGTAATTAAG
ATGTTAAGACTTTGCCCTTTTTTCCTTCCTAGGGGGGGCAGTTGTTAAGTCTTGTCCATT
TGTTTTTATCTGTAATCTTAGATTTGTGTTTTTAAGGCACAAACAGAACTTTTTGACCAT
CGTTGGTGGAATTAAAAATTCCTCCTCCATTATGTGGACCATGAATTACTAGGATTGTAT



TTTTGGAATGTA
>CL7989Contig1
GAAACTGCTCATGCTAATTGAGATGGCAGCTCAGATGGATGCTGACAACAGAGTTAGCAA
GTTCTTAAGTCTGCTGAAGGAAGAGGGAGGACTGAACTCCAATACATTTGGAATTAACTA
AACTGAGTGGAGCCACACAGAGAAAAAGAGGCATCCTTCACTGGAGCAAACCTGAAAGCA
GCTGGCAGGAGGAGACGAACAGGAGAAAGCTTCTGTCTTTCTCTGCATCCTGTCTTTCTT
CCCGTCCCTAAAGCTCCGAGCGCCTCTGTAGTCCACCTGGGGAGACGTGTCATGTCCCTG
GGACTGGAGCCTGTCTAGTGACCTAAAAGCTGTCCTGCAGATGTTTGACTAAATGTCTGC
AGGGGAGTCATTGGACAAGACAGCTGCTGATTGGGTCATCTGGGAAGGAGACTTCTTGTG
GGGGGGTGGGGTGGGGTTGGGGGTAATATCCTCAAAGATTAACCTAAAAAGTTTGAGTTT
CATTAAGTTGTTTCCTGATCAATTTTGCCTTTTTTCAATATCAATAATTTCCTTCATAAA
ACATCTTTAGTTCATTAAATCATAAAGTTGTATCTTATAAATTTCCCTTTGCCTAATTGC
CTCCGAAACAGAGTGAATCTTTTGAGACGTGTATTTTATTTTGAAAGTTGTTTGATTAGT
GGGCTGGCTGGTTTTTGATGCAAGTCTGCTTTATAATAAATCTAAAAAAATGGGTATCTT
TTGTTTTTGTTTTTTGATTAAATTTTTATGAAAAGTCGTGGAAATGTTTCAATCTGACAA
TAAATAACCTGAATAAATATTTATATTGGTTCCACCTATAAATGAGACATGATTATGAAT
AAATGCAGATGCATTGGACATGAATGTCTCCAGTTTTTATATCACACATTATTGCAGTGT
GTTTTGTTCATCTTTTGATTTATTTTATTTTTAGTGTTTGCAGTGGTCTTTTATTAATTA
>CL7990Contig1
GTATTTTTTTCTTCTTTTTAAATGTGTTTTTGTTATTTTTGATTGGCTAAATATTTTTCT
AGCTCCACGCTACCAGCCTGAACCTGATGTAGCGTCTATACCTGTGGAGCCAACTGAAGA
GTTTGAGACAGTACAATCATCAGGTTATACAAGGAACCAACGGGGAAAGAGATCGCTACC
ACTAGACAATTCAGGAGCATCATAGCTCCAATAAGGAGCTCAGAGTACTATTGGGGACAA
AAATGTCACTTTTTTTTTTTGAGTAAGGATGAAGAAATGCTCANAACAAGACTAATACAT
ATATGGGTTTGATACCCCNGGTTATATTGAGCATATATTTTATTGACATGAGAAATTTTT
AGCAAAATGATAGCTATCTTTATGTTACAAACCTGTGTGCTTGCAAATGCTTCCCTTCCG
NGTCTGTGTTTAANGCAATGACAACTTTTTTTTTTANCAAACNCCNGNGGGTAANGCNCT
AANCANGNGAAAANCANCAAAAAANATGANCAAAGCCATNGATTNGNATTTTNGTTTTTT
AATTAANANCCCATAANGTTGAAAAA
>CL7991Contig1
GAGGGTTTGTTCAACAAACCTCACTCTTCTGCACATACTTTGGTCTTACATGTAAATACA
CCAATGGATTCTTGGCTGGCAGGGATGCTTTGGTGAAAAGTTTGGGATTTTGAGACAACC
AATTTTAATCTTGTAGATTTTCTCCATCAATAATTTTCCATGAAAGATTTGAATGAAGCC
ATGATACCATCCACCAAGACTGTGCTGGTCCTTTTTTTCTTCTTGATAGCCCTACTTGTG
TTACTGTTTTTTCTGTACAAGAAGTTGAACAGGGAGACCCATGGCGAATATACTGTTCGC
CGTTTGGTGTACAAGGAAGGGGGAGTCAGGGATCGTGTGAGAGCTGCGGTGTTGACCCTG
GAGGCACACCTTGGTTTTCAGCTGTGGCCTCGCAGTGAGGAAGATGTGGAGCAACCAGAA
GAGGGCGAGGACAGCCAAGCGAGTGACAGGGAGGGAGAAGATGACGGAGAAAAGCCAGAG
GATGACAGCACCGATCCGAGCAACACCTCCAACGGAAGTGATGATGAGAATTCAAGCGAG
GAGGACTTAGAAGCAGGAGAGCATGGCAGACAGATGGGTGCGGCAGATTTAATGAACGAG
ACAAGTGAGAACAAGGAGGAAAAGGTAGAAGCTGAAATAAAAGGAGAAAGAGGTGAAGGT
ACTGAATTGTTGATTGACCTAAAGCAGTTTTCNGGAAGTGCCATCTGGTCGGAAGAGGAG
GGAGGTGGAGGTAAAGGTGAAGATTTGACTGCATTGTGAAAAAACAAACTTGAACTTGCA
AAACCCATACAACTGCTAAAAACGTTTGAGCGATTTTCTTATAGGTCGGGTTTCATTTGG
AGATATAGACATCATTAATCCAAAAGTAGGCTAAAGATGGAAACTTGAAATAAAAAAATG
TGCTGATTTTATGAATGAAAAGTAAAATGGACATTAAAGAAACTATCTGTAGATAGGTCT
GACCATTCAGACTCTCTGATGACTGAATTCTTAATGTACCTTTTTATATAGTTTTGAATG
TTTTTGCAGGTTTTTCTATTATGGCTGGATATTTTCTTCTTCTTTTTTTACTTGATGTTT
TTATTTTTAAAGAAAAATATTTGTGAATATACGTGGCTTGCTTATAGATGAAATATTGAT
TTACTGTTGTGAATAAAAAAAT
>CL7992Contig1
CCAACCCTGGGCGTCTCCTGGTCCCTGGAACCGCACGAGTCCATCGGATCATCCTGAAGT
CCGGACGCCCCGCAGGTCCACAGACGTGGCCTTCAGCATGTTCCTGCGGCCGTCCAGCAG
CGTCAAGACCCACAGCTTTCCCCAGGGCCAGGCCTTTGTCAGGAGGGACACAGGGGGGCG
CTGCAACTTCACCTGGGTGCCCAGACAAGAACCCTAAAGAAGGACTGCCAGAAACCTCCA
GGAAGGAAGAAAGATGCTGCCGAGGAGAAGAAACACAGCTTTGTCTGGCTGCTGAACGGT
ACACTGGATCTGAGTGGAGCCTGACGGACACAGATCCATGAAGTCCTTAAACTGGACCTG
GACAACATCAACAGTTCTCTGGGATCAGTGACACCCACTGGGCTCCAGCCTGCAGACCTT
TGGTCCTGGGATGACACCAGGCGTCTGCAGATCCTGTGGACTCGTCCATGTTTCCATGTC
AACCATGAAGCCAGACCAAGACCACACAAACATCTACCAGGACTGAGGTCTTCCAGGACG
CCTTAACCTGGATTTAACAGCATGAACCGCATCTGAGAAGACCTGATCTCCTAATGATCA
TCTGGAGCAGAATGTGTATTAAGTCCTGATCCAGAACAAGTCCACTTCATCAAACTTCCA
CCGCCATGCTTTAGAAAGAACTTTGATCCAGAAGTCTTGATGTTTGTCTGGAGGTAGTTT
GGTGAACGTCCTGTTCTTCTCTCTTCTTCTGCCTCTTTTGTCTTCTGAACTTTCTGAGAT



GCTGGTTCTGTCCTTCCCTCCGAATGATGGACGGGTTCTTCTTTCTCTTCACGCTGATGT
GGAGGAACAGGAGGGTTCTTCTTCTCTTTCTTCATCACTCTTTCATTGTCAGAAACCACA
AGGATCAGCTTTGATTTTTAGGCTTTAAGAACATTTTTTTCAAACAAGTTTTCTCACGAG
CTGAAAACAGCAGATGTGAAAACGGGGAACCAGAAGAAGTTCACCTGCTCAGGTGTGATG
AAGCTGCGACAGAACTGAACCTGTGACGGGTTCCTGCCTCTGATGGAACAAAT
>CL7993Contig1
CTAGATGTTCTTTAATTACAGGAGGACACCAGAAGTGTGGTTTAAAGACGTCTAACTCTG
CACTTTGCTTTCTAGAGAGTAATGTCAGGCCAACTTCTGCCATATTTCGGTACGCCGGGG
TTTATTTNCCATCATTTGGTTCATGTGTGATTTCTGCAGCACGCGTAATGATAATACCAA
CATGCTTCATTTCCAGCTGTTTGCTCTATTTTGGTATCACATCTCTTCAAATGGAGCTCG
GTGTGCCGCAGCGGCGGCGGCAGTGGGGGGGCACCCTGGAGAGCGGCGCTCAGAGACTCG
CGGTGGAAGAGGAGCTCACAGAAAAGGCGGTGTTGCACTTTTTATCTGAGCACAACTGCT
TCTCTACGAAAAAGACTCAGTAGTTGAGAAGTGGGACACGTGGGGATGATCTCATGTTTT
CTTTCTCTCTCCTCCTCCTGCTATAGGAAAACTATAATTGGGTGTAAAAGTCAATGTTGA
CATTGTTGATGAGTTTGTGAAGGAGAAAAACACAACATGTTTTTTTATGCTCTGAGCAGC
ATGGGGGTGGGGGGGTTGTTCTTCTTGTATCAGCAGCTCAGGGTCCAGCAAAGCAAAAGA
AACCCCCCAGACCCCGGCACAACCGCGGTTTTATATCTAAGACTCTCTAAGCCGACGGCT
TTCAAAGTGTTGTTCTTCTGGATTCCAACCATATAGGAATGATCTGTGGTCTATCTATCG
AGGCTCCTTGCCAAAGTGAAAGATACTGGTGCAGTAGACTTTTTTAAACCTCTGTTAAAG
GGGAGCAGAGAATGTAAAGAACTGCATATGAAATTGCTGTGGAAGTCAAAATGTACATAA
ATGAAGGGTCACTCATGGCTAATTCTTGTTCTCTTGCTTTTCTTTTTGAAATAGCAGAGA
AGAAGAAGAAGAAGAAGCTTCTCTGTGTAGCAGCCTCACTGTTCTCAGGT
>CL7994Contig1
CGCCGTTTAACCCGGGCCTTATGGCCGGGGAGTGGTAGTAAGGGTTCTCTTTCACAAAAA
TGGTTGGTCTGGCTGCTTCAAGGGTGTGGATCCTTGTCATTTTGACTTCTGCAAGTAATG
GCTTCCTTGCACAGAAAGCTTTGGATCCTCTCAGGGTTTACAGTTCAACACCTCCCTCTG
GTTCCAGCCAGGAAATGGCTGCTAGTGGATTTGCACGTGCAGAGTCTGGTTCCTCAGCTG
CCTCAAATCCATCTTTCCAATCTGCTCCACACGAACCCCCTAAATATGTCCACTCCAATG
CTCACATGGAACCAGTTCCTGTTCATTACAGACCTGCTGGACTTTTACCTGCTGGATCTG
AAGCCAGTTCTCCAAAAGCCTCAAGTTCTCAAACTCTCCCAGCCCAAGTTCGTTGGGCGA
TCAACCCCCATAGACTGGCTGAAAGTCCTTCTGGTACCCAAAAAATGACATCAGAACACA
GGCCAGCTGCTTTCAGCCACAAGGATCCACCAAGCTCCCCACTAGCGGTCCAGCCAGGTG
AACTCTCCTACATGGAAAGCATGTACAACCATGGCAACTATGACTTGGAAACAGAAGAGC
GTCTCCCACCCTCCAAATATTTTCCAGTGCGGCTCTCTCACAGACTACCCATGAGCAGCT
TT
>CL7995Contig1
AGATCGCCCGGGCTTACCGACAGCTGGCCCGCCGGTACCACCCGGACCGGTACAAGCCGG
AGGAGTCCGGGCCGGAGGAGTCCCCTCATAAAAAGTTCCTGCTCATCGCGACGGCCTACG
AGACGCTGAAGGATGAGGACTCCAGGCGGGACTACGATTATATGCTGGACCATCCTGAGG
AGTACTACCAGCACTACTATGCCTACTACCGCAGACGCCTCACCCCCAAAGTGGACGTCA
GGGTTGTGATTCTGGTCACAATCTGTGCCATCTCCATCTTCCAGTATTACAGCTGGCACA
GCAGCTACAATGAGGCCATCAACTACTTGATGACGGTCCCCAAGTACCGCATCCAGGCCA
CAGAGATCGCTAAGCAACAGGGCCTCTTCAACCGCCCCAAAGAGAAAGGCAAGAACCGCC
GCTCCAAAGAGGAGATCCGGGAGCAGGAGGAGGAGGTGATCCGCGACATCATCAAAAACA
AAATAGACATCAAAGGAGGCTACCAGAAGCCCAACCTGACGGACATCCTGCTGTGTCAGA
TTGTCCTGTTCCCCTACTACCTGACCAGCTACGTGGTCTGGTACGTCTCCTGGGTGTACC
GCTTCACCATCTGCAGAGAGGAGTACGGAGAGCAGGAGAAGCTGTACATCATCAGGAGGA
ACATGAAGATGTCTCAGTCTCAGTTTGACAGTTTGGAGGAAAGCAGCAGACAGACGTTCC
TGGAGAAACAGCTGTGGATCAAGGAGAGGTTCCAGGCGTACAAAAGAGATCAAGAAGAGG
AGATGAAGGTGAAGATGGCCACCGATCCGA
>CL7996Contig1
TATGGCCGGGGGCTGTAAATTCAAGCTAACCTGGTCAGTTAGCTAACACAAATTCATAGG
GGGTCTTTGGTTTCTATTACCACTTAGTTCCGATTATGACATGAGGGCTGCTGTGCGGGC
AGGTTCGGGCCCGACCCGTCGGGCGAGCTTGTAAACGGCATTTCTTTTTCTTTTTCTGGC
TGTTTCCCGAAGTCGCTTGTCATGCTAGCAGGTCGTGAAACTGAACCTCAGCGTTTCTGT
CGGGTCGATCAGATTCCGAACCGGTTCTAAGATCCCCAGGATGAATATCCAGTACGAGGA
CCCAGCTTTGTCCGGCAGCTACGGCGTGGTGGGCTCTTTCCCAAAGAGCTTTGGCTACGG
GGGCGAGGAGCAGGATGATCTGGAGGAGAAATGCCCCCCCGCAGACAAACCGAGGATCCT
GCTGATGGGGCTGAGGAGGAGCGGCAAGTCCTCCATCCAGAAGGTCGTTTTCCACAAGAT
GTCCCCCAACGAGACTCTGTTCCTGGAGAGCACCAACAAAATCTACAAGGACGACATTTC
CAGCAGCTCCTTCGTCAACTTCCAGATCTGGGACTTTCCCGGCCAGGTGGACTTCTTCGA
CCCCACCTTCGACAGCGAGATGATCTTCAAAGGAACGGGTGCCCTGATCTTCGTCATTGA
CGCTCAGGACGACTACATGGAGGCTCTGGGGCGTCTGCACCTGACAGTGTCCAGAGCCTA
CAAGGTGAACCCGGACATCAACTTTGAGGTCTTCATCCATAAAGTGGACGGACTGTCGGA



CGACCACAAGATTGAGACTCAGAGAGACATTCACCAGAGGGCCAACGATGACCTGGCCGA
CGCAAGCTTGGAGAAGCTTCACCTTAGCTTCTACCTGACAAGCATCTACGATCACTCCAT
ATTTGAGGCCTTCAGCAAAGTCGTGCAGAAGCTCATTCCTCAGCTGCCGACGTTGGAGAA
CCTCCTGAACATCTTTATCTCGCACTCCGCCATCGAGAAGGCCTTCCTGTTCGACGTTGT
TAGCAAGATCTACATCGCCACGGACAGCTCTCCCGTGGACATGCAGTCCTACGAGCTCTG
CT
>CL7997Contig1
AAGTTCTGCCTGTTTTGTTTGTTATGATTGTGTGTCTGCGTGTGCATACATGACTTTATT
TGGACTTCTGGTATCGAACCCTAACCACCAAAAGGCCTCAAGGGATCCAAAAACTTGATG
TAAATGTGGGAAAACATCCCCTGGTAGGTTTAAAGGATGATGTGAATGCGGGTTCAGGTT
GGATTTGCATGTCGTTAACATATTTTAGAAGAGCAGATGAGCAAACTTCTTTTTTTGCAC
GCATGTTCATCCCACAGACCTCCTTCACGTGTGTGAAGGGAAAAGGGAACGGCTCACGAA
TGAGGCTCAAACCGCCTCTGTGTGCACGAGGGCTTCATACGGGACACCGCCAAGGCTGCG
GCCCCCTCTGGAGCGGAGCACTCGCTGCTCGTCCTCAGACGCCTTTGTCAGTGCTTCCCA
GTCTCATTTCTGTTTATTTGCACATTTTGCTGAACTGGTTTCAGCAGCATTTTGGGATTG
AACCTGAAAGAAAAGCTTCAGCATTTCACTTGATTACATGTGAGATTTTATGGGATTGTC
CCCTTCTTACTCTGTGAAACTCTTCATCAGTTGCTTCTCCATGACAGGATAGAAATCATT
TCTTTCATTTAGCCAAGATCTTTAAAAAACTATAAAGCTAAATGTATTTAAAGTACAAGT
ATTCCCTGTTTTAGGCAGGACTATCTTTATAATTTATAAAGCTAATTATATTCAATACCT
TAAGTTTAGTTCCTGACCTTTTTTAAGATGACAAAAAGGTAACTCAAGTTATGAGATCAA
CTTTTTAAAAAACAATAATTATAAGCTTGATTTCTTTTTCTAAGTTAATTTGCACATTTT
GTTGTTAGTATTTATTTCTATTGGCCTTTTTGCCTACAAGTCCCAGAAAGTTCCTCTGCA
GCTGCTTTGATTTCTGAATAAATCTGTTTAATATTTTTACACTAATTGCTCCATTAAAAA
AATAATCACTTAAAAGTATCATTGGAAAACAAATACAGCAGAAACATTACGCAGGTACAC
ACAAAAGTCTGAAATGTGATGTTTTATGTGTCTATTAATGTGTCTCAGCTTGTTTAATCA
CAAACGGAGGTAATGCCTTGTTGTCTGAGAAGCTGCTTGGGTTCAGAACGTCCGGTTTAA
CTGTGTTCACTCCAATCCTGGCTGTCATTTCTGATCCAGAATCAAAGCAGAACATGTTTC
TGTTCTTAACCCGAGTGAAGAATTCCTCCCTGTGCTCCACAAATATGATTCAGGCTCTTT
GACATGTCAAATACTTATATGATATGAGAATATTCAAGAATGTCTTGATTCCGATCTGTG
TTGTCTCATCGTCACGTCTATGTTTACCACACAACGTGATTT
>CL7998Contig1
CAGGAACTCAGAGAAAAAAAACAAAAACCTTAAACTGTTAAGTTTAGCAAACGTGGAGGG
GTTCCAGAATCTGAACTCACCTCCAAACTACTGGGAGCAAATGAAGTGAGGCGACAGCTG
CGTCGCGTTGCTTAATAACCAACAGTGTGAAAGAAGAACAGAGACACGTTTGCAGGGATG
CGGGTTCGTTTCCTGCCTTGTCGTGTCAAAATGCTGAACTCCGCTACGCTTTGGGCTTTC
CGTTCCATCACAGCACAGGAACACGCTAGCTGAACATCACAGGCTAACTTGGTGTGTGCG
TGTGTGTGAGGAGGGGGGGTGATGCCGGGCACACATACCAAACACTTCAGTGTCTTCCGA
GACATCCTCTCGCGTGGGTCGTGTTGGATTTTGCGGCACAGATGAACTCCTCTGACGCCT
CCTGGCTCCGCTTCAGCGTCTCCTGGGAATAACTTTACATGTATATGATGAGTTTACTGG
CTAGCGCCTTGGCTATCTACTCTCTAGTCTAGCTATGTGAAATGCCGCAGCGACAGCTAC
ATCGTTTCCATTTTGTTTGTCTTCGGTATCTTCGCACCATTCGCATTCTCTTCTTCCCCT
CGGACTGTTTTCCGCGCTGCGCTGCTCTAATCGCGCTCTCTGTTGCTCTCGGCTGAGGCA
GTCCCTGACATTTCTCTCCGTGCCCTGTTGCTTACACGCCTGCTGCTCATTTGTCACTCT
CCAGCCCGCCTCCACGCTGACCGCAAAGCTGCGCACCGGCACGGGGAGAGGAACTAACTT
CTGCCGGCGGTTCCCGCACACGGACCGCTTCACCTTCCTGTCAAACAAATGTTCACTAAG
ACGAGCAGTCCC
>CL7999Contig1
GTTTTGTGGCAATATGGCGGCGTCCGGTAGGCACGTAGGACATTACATCCAGAGAAACGG
ACGGTTTCTTCGGGTTAACCTTGAAGGTTTATGGTCAAACAGGAGTTTTGGATGGACCTC
TGCGCTGCAGCAACAAGCTCCAGAAGTTAAAAAAGATGCATCAGAGTCGATTGTCATCCC
AAGGAAAAAAACATGGAACAAAATTGCGGTTCTGGAGGCCCTGGCATCAACTGTGGACAG
GGATCCTACAGCCTATCCATACCAGTTCCAGGATGATCCCTACCTTTCTCCCAGGACATC
CTCTGAGTTTAAGCTGTTCTCTCTCTCCCAGGAGTCTGGTCGCACTGCAGCGAAGTTCTT
TGTCGACAGCAATCCAAAGTTCTTCACCAAAGACTTCGCTGAACCCCACATCCCTTGCCT
GATGCCAGAGAGCGTGTCGCTGCGTCTGGAGGAGGTGAGCGAGGAGGCCCTGAGGGAGCG
CATCAGCCTGAGGAAAGTGACGGCTGCCGTCGACATGTACGACCAACTCCTGCAAGCGGG
CACAGCCGTTTCCATGGAAACCACTCACGATCTGCTGGACCTAATCTGTCTGTACTGCGA
CAGGAACCCCGTGCAGGAGGGGGGGCCGCAGG
>CL8000Contig1
CCTACTGGAAGAGCACAAGATGCACTGCTACCAGAGCGCGGTCAGCGGGCTCAGCTACGG
CTTCATCCTGGTAGGCCTGGCCCACCTGGTGCTTCACAGGAAGGCTCAGAGCTCCTACGG
ACGACACATGGCGCCCTCGTGTCCAGGCCGAAAAGTACCTGCAAGACCGGCCTGGTTCCT
CCAGGAGATTCCTGCTCTCCTGATCCCTCTGCTGCTGATGTTCCTGATGCACGAATCCTC
CGCTGTGGGGAAACATCTGCTGCTGAAGACCTTTTGCTTGCACTACTTTCAGAGGACGTT



TGTCTATGCTTTGCTGACGCGAGGACAGCCTTTCCCCCTGAGCGTGATGATGGCAGCGGC
GTTCTTCTGCAGCATAAATGGCTTCCTGCAGGCCCACTACCTGCTGCATTGCGCCCACTT
AGATGATGCATGGCTCTCTGGTTATCCTTGTAAAATTGGTTTGCTGATGTTTTACACTGG
AATGGCCATCAATGTCCACAGTGACTACATCCTGCGAAACCTGAGGAAACCCAGTGAAGT
GGTTTACAAGATTCCTACAGGAGGACTTTTTCAATATGTGTCTGGTGCCAACTACTTTGG
AGAGATTGTGGAGTGGTTTGGCTATGCCGTAGCAACCTGGTCCCTTCCGACACTTTCCTT
CGCCGTGTTTTCTCTCTCCTTCATCGGTCCGAGAGCTCATTACCACCACAGGTTTTACCA
GGAAAAGTTTAAGGAGTACCCCAAGTCTCGAAAGGCTTTGATCCCGTTCCTCTTGTGAGA
GAAAAGACGCTTTCCTTTCACACGGTCGATGCAGACGCAAGTGAACTCATCATGTGGGGA
AATGGGCTCACCTGTTCCTGTTTTACATGGAAATTAAACACATTTTCAGACTCTGAGAAG
ACGCTTAAGTGTGGAAATCGGCGGCATCCGGATAGTGGATGTTAGCTTTACCATCGCCTA
TATCTGGGAACTGGAGTGAGTGTGATGTCATCCAGAGAAGGTGGTTTACTCCAATCAAAA
GGTCAGTTTAGTCGCCATTTTTTGTGTGTGATACAGACGCCGCCGTGTTGGAGCCAGACA
ACGTCAGTAAGC
>CL8001Contig1
GGCACGAGGAAACGAGGACGCCGGTGGAAACCGAGGACATCGGAATAACGGAGAACGGGA
ACTGCGTTGTCCAAGAGCACGGGAACGCCGTCAAGCTCTCCCGTCAGGAATCTCAGATGG
ACACCACGACTGAGCATTCAACCTTATTCTCCTCTTCCTCTGAGGGGAAGTCTTCCTGTG
AGAGATTGAATTCCTTGTAAACACTTCAAGTACTTCAGGTGGCCACAAATTCCTGTGGCT
ACTTTGTGTCATATGTCGCATGGCGAATGCCGCCATCGACAGCCTCAGGAGCGGATGAAA
GCGCGGAAAATGAACGAAAAGACGCCTCAACTGCTTCTAAAGACTAAACCCTTCATCTTT
AGACGCCATCAGGATGTTAGACCCTGAAAGCTAACGGGATGTCCTCAGATGGACCAACAC
GCTGAAGATTTTTAGCAGCTTCCTCAATCACTGAAGACATTTGTTTGCATCCTATGTGAA
AATCAGAACGTCTAAACCCACACCTAAGATACAGAACAATCAGAAAGGTTGCATGGACTA
CATACTGTCTAAAGATGGTTTTTAACATATTTATGTAAATATAAATTATAGACTAAAGCT
ATGACTGCAGTTCATTTAGGTGCAAGGATCCATGACTGTAAATTTCGTTTTTATCCTATA
GATCAGAATGTTTGCATGTGGTTCCTGTCAGCTACATTAGAAACCTAAACCTGATTGTGT
TCTTTTGACCTATGCACTATTTTTACATTGTTTGAAAGTTTTGTTCTTGTTTCTGGTCAT
CTTTTATAAAAA
>CL8002Contig1
GTTAATAAGGATCGTATTTCTGTTCAAATCCCCCCACGTCCTCCGAGAGCGACCCTGCTG
GTCCTTCAGCCAGGATCTGCAACCTGCTGTCTGACTGAAGTTTGTAGGTACCAAAACGTA
ACCCTCCCCATACCCGTTACTAGCCCCGCCCCCATCATCTCCTTCAGAGAGCGAAGCCAA
TCAGGTTCCTCCCCGAACACTACATTTCCTTCTTCTGTTTGAACTTTCAGGTTGTGTGCC
GAACTTGTTTGTGTCTTATGCAGTTCTGGATATAAAATGTCTCTGTACCGCTGTCCTGTC
CTCGCAGGCCCGCCCACACCTCTCTCCCAGCTCCGCCCACACCCCCTCTCCCAGCCCCGC
CCACACCCCTCTCCCAGCTCCGCCCACACCTCTCTTCCAGCTCCGCCCACACCTCTCTCC
CAGCTGTCCCAGAGCTCTGCATGGTCTTTGACAGAATCCAAAGTCTCCTGCCAGTGCCGC
AAATTACGGCTCTGGGAAATTATGTCCTGTGTTGCTTTCATCAGCCAATAGGGGAGAGGT
GGGTGGGGCCAGCAACAGCAGTTTGGAGTAAAATTCAACAGCAGACAGTGCAGTTTATGT
CTCATCCTTNA
>CL8003Contig1
AACTGCAGGATGTCCATAGTTAATATTTTTGCTCGAGAGATCCTTGACTCCAGGGGAAAC
CCGACCGTGGAAGTAGATCTCCACACAGAAAAAGGTCTGTTCAGGGCAGCTGTGCCCAGC
GGTGCCTCAACCGGCATCTATGAGGCTCTGGAGCTCCGAGATGGAGACAAAACTCGCTAC
AAAGGCAAAGGTGTGACCAAGGCTGTTTCTCACATTAATGACAGCCTTGGCCCTGCCCTC
ACCCAGTCTGGAATCAGTGTGCTGGAGCAGGAAAAACTAGACAACCTGATGATTGAAATG
GATGGCACTGACAATAAATCCAAATTTGGAGCCAACTCTATTCTGGGAGTATCTCTTGCC
ATATGCAAAGCTGGTGCAGCAGAGAAAGGGGTGCCCCTTTATCGCCACATCGCCGATCTG
GCTGGAAACGGAGAGCTGGTCCTCCCAGTTCCGGCTTTTAATGTGATCAACGGAGGGTCT
CATGCTGGTAACAGACTGGCAATGCAGGAGTTCATGGTGCTCCCGGTGGGTGCAGAGTCC
TTCCGGGATGCCCTGCGTGTGGGGGCAGAGCTCTACCAGACCCTAAGAAATGTCATCAAG
GAAAAGTACGGTCAGGATGCTACAAATGTGGGGGATGAAGGAGGGTTTGCACCTAATATA
CAGGAAAACAGTGAAGCCCTGGAGCTGATAAAGACTGCCATAGAGAA
>CL8004Contig1
GCCGTCATGCATGCATTGCATCCCTGAACCCGACGCAGTATAGTGCTAATTAGAAATTGA
AGCTATCGCGCCCAAATCATTCCGTTGTCGTCCGATTTCAATCAACGCCCGGGCTAAATA
TTTTTTAGAAACTGCGTGTCAGTTTCTGCGATCCTGGAGGTTCCGTTTCAAGGCCGATCA
TTATGCTATCCGAAGGCAACAAAAACGGAGAGGTGTCCGAGCCCAGCACAGCTGCAATTA
CAGAGGTGGAACCAGATTCGGAGAGCCCCACACCCCAGCAGCCAGCCTCTGGGGCTGAAC
CTGAGAGTAATGAGAGCCGCCTGGAGGAGGTGCCCATGCCTCTTCCATTGCCCCTATTGG
TATCTGCTGCGTACTACTACCACCAACACCACCACCAACACCTCTTCCACTCCTCCTACT
CCTCCTACAAGTCCTGTCCCTGTATCGCTGGTACCTGACTTAAGTCCAGAGTCTGGAGCC
TTCCCCCTATGGCACTGGGTGAGCCTGCGCTGCAATGGCTCCTGTTTTTATCCTCCCTTG



ACAAATGCTGAGGTAGCAAGAACTGGAGCTGCCAACACATGGCCACTAGCAGCTGAGGAA
ACCATGGCAACTACAGCAGTTCACAGTTGTCATGGTAACCTACCTGCAGGAATCTGAAGC
CGGTCTTCTGTTGTAAACCAAGCTGGACTCAACTGCACTGTGTGGTGATAAGCGAAGGGG
TTAAATGAAAAGTGTGCCTCCTGGTTTCTGCCTCTCATCCGCACTCTGAGGATCAGATTC
AAACAAAGACCACCTTCAGCTCCAGTTTTTTCGGTAATTCCCTGCTGCCCTCTGCTTGAG
CAGCGAAGGAAAGACTTTGAAAGGAGGACCACTGCACTACCTGTAAATAATCACAAACTT
TTGTTCTAGAAACACAGTGCAGAGCAAGTGCTGAAGGAAGCAGCTGGCTCCTGATAAGGA
TTGGACTGTTTTCATGGACACGCATGTGAATCAGAGCTGCACATGTGAACAAGAAAGATA
CGGGACTTTACTGTCAGCGTGAAACAACTGGATTATTAAAATTATAAGATGCAGCCATTC
TCTGCATTGACAAACCAGTCAAATGCAATTCAAACAGAATGGACTAAGGCATGCAATCCG
G
>CL8005Contig1
CGAGGGTGGTCTTCAACCGCCGCAGCCAAAACGCCACTCCCCTCACCACCCCCAAGCTGC
AACAGTTTGGCGACCCCACCGATCTGCGCGAGGCTGTGCGCTACATTCGATACCGTCAGC
CAGCAGGGCGACTGTATGCAGTGAGCGAGAGCTCTGGATCTGGCCTCCTCCTCTCCTACC
TGGGGGAGTGTGGGTCATCCAGCTATGTGACAGCAGCTGCATGCTTGTCTCCTGTGTTCC
GCTGCCAGAGCTGGTTCGAGAGTGGACTGTGCTGGCCACTGCAATGGGCTTTAACTCTGT
ACCAGAAGATGTCCCTTAGCAGGTACAGGACAGCTCTGGCTGCTACTGTGCAAATGGAAG
CCTTGTTTTCCAGCTGTTCTCTGCGTGGTGTGGAGGAAGCATTATTCTGTCAAACTGGGA
CCAGCAGTTTCAGCATTACATCANGTGCCTGGGATGCTTATTGGGAACGCAATGAACCCC
TTAGAGATGTAGACGAGGTGGCTATTCCTGTTTTGAGTGTGTGTGCAAAGGATGACCCTG
TGCGGGGAGATGCCCAGTCCACTATACCTTTGGAACTCTTTGAAACAAACCCCCATTTTT
TTCTTCTTCTGACTGAACGAGGAGGTCACTTGGGTTTCTGCACCCAGCCGGAGAAGAGAG
CCTTTGATCTGGGTGCGTCTGCTTCAAACTTTGGGATGGAAGGCTGTGTTTCCAACTGGA
GCCACAGAGCTGTACTTGAGTTCTTCAGGGCAACAACAGACTTTTTCAGCGTAGAGGAGA
GGTCGAAGCAGCTCGCTGCAAAGAGACGGGGGCTTGGGGGTGCAGCTGGAAGAGCTTTCC
GGCATCGCAGTATCAGTACATGTAAGCGAGTCCCTGCGTGTTCTCACAACATACATGCCA
TTTACAACTGGCAAAGGTCCTACACACGATGATCGAAGCTAAATGGAAAATGAAGTTTTG
AACGCTGTATGTCCGCAAT
>CL8006Contig1
CTTATGGACTCAATCTATCTGAACTTCCAGCTGAGAAAGATGTGCTCATTTATAAAAGGT
TTGCACATCTGGGGGAGAACCAGCACATGGTGGAAAGGAGTGAACGCATCAACCTGGCAA
AAATCATTTACTTAGAGCCGGTGTCCCAATTCCCAGAAGACAGCATCTATGGCGTTTGTC
CTCCACAGGTGGACAGAGACAGTCGTGAGGTGTTTGAGAGTCATGTGATGACTGGGCGGG
GCCATGTGAGGGTGCTGTGCAGAGAGGACATGCTAATGTATAGGGAGTATGTCAAGAATA
GATACATGTAGGTTCTGTGACATAAGAACTGAAAGGAACGTTTTTTTCTAAGTGGATATT
TTTCTTTCTTATACTCTGAATGTAATAAGTATTCCAACTTAACCGTCAAACTATGTTTAC
ATTTGTTCTGTTTTTTCAGATTGGTTCAGTATTGGTTCTAGCTTGTGTGCAGTCTTCTGC
TTTGCCCATTTTTTTGCTCATGATGGGCTGACCAAAAAGCATATATAAATAAAGAACTGC
CTTTTTGGGTTATTCTGTGCTTCTTGTTTAAAATCTCGGCATGGAGTGAACCTTCTCCCC
CTTCCCATCATCCATCTGTTTACACCTTCTTCTGCTAGCTTACAGCCCATTATAACCCCA
ACCTAACAGTACAGGCGCAACAAAAATGGCGAAGGACTTTGCAGCTAAGCAGCCGTACGG
TTTAGAGCCAGATGTCAGCTCAGATGAGGAAAACAAAGACGTACATGGATCTAGTCATCT
ACAAGTGGATGCATTAGGGTGGAGTAATAGCTTCTACATCACAGCTACAAGCAATTTCAA
ACTGCATTTTCTCGTCTGCTCCTAAATCACAATCATCCGTATAAAGAAATACATTTTTTT
TCTGGAATTAATTGTTATAAGTTTGCAAGTTTGAGCTTAATTTTCCTTTTATATCTTCAC
CATAATCAAAAAATGCCACAAGAAAAACACCAAAAGCACGGTTATAATCGAAGAGGGTCT
TTAAATTATTTTCTCACTGTATTTACTGAAAAATTCATTTTTTGTCATGAAATAATTGTG
ATTTATATTTGTTATTTTGCTGGACTA
>CL8007Contig1
CAGTTTTCTCCCTGCGTGGCGTGGAAGTCATGAGTGGNGGCGTTCGGGAATTGTTAGCTT
GACAACAGTCGGATAACGCAACATTCGCCAGAATTAGACTAAAAATGGCTACCCTTTATC
GACTGAGGCGCTGCCACCCCACAGGGGCAGTTATCGCTCATCTTCACACCAGCAGCCGAG
TCTCTGCCAAGCAACATTACAAGATGTTGGTCCTGGGAGGAGGAACTGGTGGCATTGCAA
TGAAGTGCACGCATGAAGAGGGTAGTCGGGGCAGATAATGTTTGCTGTTGTGGAGCCTGC
TGAGATGCACTACTATCAGCCCATATGGACTCTAGTTGGNGCTGGGGCAAAAACCGTAGC
CTCATCAGGTCGTTCCACTGCCAGCATTATCCCATCTGGAGTGAAATGGGTGAAATCTAA
GGTGCAGGAAATAAATCCGCAAACAAACACTGTTCGCACGGAGGATGGAAATGAGATTTC
CTATGAGTACTTGATTGTGGCTCTTGGGTTACAACTCCATTATGAAAAGA
>CL8008Contig1
GCCAGTAGTTCTGAGAGAGGGCCTTCAATGTCTATTCCTCTTACCAACAATGACATTCCC
AAACCAAAAATTGTGATGCGTCATGACAGGAATAAAACGTTGAAAGGATGGAGAAGAAGA
ACAGTGGAAAGACGACGGGAACCAAAGTGTTAAAAATGGTCAAAGTGTAGACGGTGCGGC
TTCAGGCTGAAGGAGGCAAAAAGCAATCAACGAGAAAACAAATGCACAGACACACCGCAT



GACAAAAACCACTTTCCACAGTCAAACAAGGGGAATGCACACAGTTCTGCTGAATATACC
ACATTTATTACTTTTGAACTGATTAATAGAAAGGAGTGGAGGCAAGGCCAGTCACAGTCT
TCAGAAAGTGAGGGGGGGGGGGGATAAAAAAAANCACCCCATANCACCANTNAANCATTT
TGCTCAAAACAAAAAAAAANTNTTTT
>CL8009Contig1
CGCCGGTTCGAAATCCAGTCNATTGTTAAAGAACTGTTGGAGCTGCAGGATCATCTCCGG
TGGAGGACTGTGTCTGTCCGGAGCTTACGTCTTCAACGCTGCGCGGAAGGTGATGCGGCA
GGGCGCTCCCACCTCCATGGGCACTGTGGCGCAGATTACATTCGCTTTGTGTGAGTGAGG
ACCCGCTTCGGTTCTGGTTCCGACCTGCTGCCTGCGGGTCTGAACTGGAATGAACACTGG
TTTTCTTTCAGGTTTGGCTTCTTGGGGGATCGTTATCCTGGCTGACCCAGTAGGAAAGGC
GCAAAGGAAGTCCCCGGCCATAATG
>CL8010Contig1
GCGTTTAAACCCGGNCATTATGGCCGGGGCCCACAGCCGCAGCAGCAGCAGCAGCAGCAG
CTGGGAGTCTGGAGCAGCTCAGCGGCGCTTCGTTCCTGTCTTCACCAAGCCAGCCTGGAT
GGCAGGGACACACTGGTGCACAAGCAGCCTAAACCACAAGGATTACTGGTGGCCAGAGAT
TTTTGGACCGTGGGACGGATGAATGGTGGACGTTGCTACAAGCCCAGCTGGGCTTTGGGT
GCTCTGTTTGTCGCTGCTACTCTGCTGATGCTGACGTCCAGGGGTGCATCAAGCAGCCGG
AAGATGACACAAACCTCTATGTCTCAAGTAACGGCCACAGCTGCAGGCACGGGCCCCAGT
CTGACCGATGACCTTCCAGGCTTCCAGGCAGTAGCAGACTTCTTAGCCAGCGAGCGCACA
CATGTTTGGATCCTGTCCCTGGTGGGCTCTGTCGCTGTAGGCCTCAGTGGGGTATTCCCT
CTGCTTGTGATTCCCATTGAAGCTGGAGCAGCCCTTAAAACGGAAGACACAGACGAGTAC
AACTTTAAACGGAAAAGCAAGAGGCTCCGTCACAAACGGACATAAAGCAGAATCCTGGAC
AGCTTCAAAGCAACAAGACCAACCACAGAAAATCAAGACGAGCGGATACCTGAATTTACT
G
>CL8011Contig1
CCCGGGCCTTATGGCCGGGGACAAGAGGAGCAACCCAGGGAGAGCCAAGAGACAGGCGGC
CGCCGCGATGAGGCTGAAAAACCCGCCAAAACGAACGAAATTGGCTGAAAACATGATGCC
CTCCATTGCCGACGACGGGGGATAGACACGTCGAAAAGAATGGACATACTTCCAGAATAA
GTCGGGTCTAAGAAGAACAGCGTATTTCACCAAATCGAAATGGGCTGATATTAAGCCACG
AAAAACTGAAGAACTATGACGTTTGCGCTGACATAAATTGATTTGAAAACATGAGACCAA
GGATTGGACTTTCAAATTGGAAAGAAAAAGAAGACACCTCTAACCCATTCAACTGGATAT
TACGGAAGTGGACACAGCATTGTTTAAATGGAAGATGGTCACCAATTTGGCGATTGGCCA
AATTTTAACAAGATGGAACTTTACTTTTCGGGCTTGGACATAAATGTTTAAAATTGTTTT
TATTTTATTTATTTTTTGGATCCTTTTTCTTGACCACCACATGGACTTTGGGATCATGCT
TACTGTTGGATGTGCTGACATTTTAATTTCTGTTTTTGGGAAACTCAAAATCAGTGTTTG
TACATTTGAAATCCAGATGTTATCTTAAATAAAGTGTATGTTCTTCATTGTTTTTTCCCC
CGCTGGCTTTGTTTCAAAGAGATCGGTTTGCAAATCAAGCCAATTGTTTTCGCATGAATG
TTGGTTCTGTATCGAATGATGATCAAAATGTATC
>CL8012Contig1
TTTAAGTGGTTAGTTCATGCTGGGCATAAAATAATGAAAGACAGTATGTAAACATTTCAT
ATAAAATGGGAATTCTGAGGAATCTTAAGTTCTGTTTCCACTGAACGCTGAAGTGGATGC
AACAACATGCTTTTAGCCATATGGAGACACATTTAAGAGCGATTCAGCTTTGTTTTTTTA
AGGCACTGCAAGCTAATGTTAGTGTTCCAGGCTAGAAATAGAACGGTAGTGTTTTATGGT
TTAAAATCATATTATGCCCTCAGACAGTATATATTTCTAAAAGTGTTATTTAAACACAAT
CAAAATATCAATTTTACTTAATAAAAATATCTTGTATACACAAGCATATTTACTTCCTGT
TGTAAAACAGAGATGAGAGACACTCCCTCTTTCAGTGGAACCAGGGCTTTGAGCGCTTTC
ACACTGGGCTGTTTGGTCCGCATCACTTTGGAGAGTTTTCTGCAGGTTTGATTCATCTGC
AGTGTCAAAGTGGAAATGTAAGCCAAATGAAGTGAACGATGTCAACATCAAGCCTTGCTA
AAAGAATTTACAAAACAGCCTTCAGTATGAAAACATTATCACGGCCTGTAGGAGTCTTGG
ACAGCAAGGACCAGATGGCTTTTGCAAACTCACCAAAATTTGTACACACCTAGCACT
>CL8013Contig1
CGACACACACCATTCACAGACATCTTCTGCGCGCGTGGAACCGTCTCCAACCGTCACGAC
AGAGCAGCCCGCGTCCGCTTCAGCCAATCGAGAAAAACCAAAAAAAAACAACAACCCAAA
AAAAGAGGGATACGAGAAGAAGGGTGGGAGGGAGAGCACGCAAAAGAAGAGGTGAAGAGC
CACAGAAGCAAAACACAAACATCGCTGTCCGTCACTCTGACGTCTCCCCTCATGCACCCG
CTGTGGCGTGTGTGAGTGCAAGAGGAAAGAAGGAAGGAGGAAAAAGAGAAAAACCCGTGG
AGCTCCAGCTCTCTCCTTGCTCCACATCTCTGTCATTTCGCCCTCTTGTGCGCAAAGGCA
AGTTCCTCCCGGCAAAATGAAAGAGATGCTTTTAGTGAATTCTCCTCCGAGAGGGGGACA
ATGAAGAGGAAGGGGCGACAACACAGCGGGGAGCAACACAGGATTTCTAGAATGAATTGA
TGGCTTTCTGCTGCATGCGCTGGAACAGCACTGAAGTCTGTGAATCAATGAGGGGCTGGC
CCTAAGGACATGAAAACACAGGGCGAGTGTGGATGTCACCCATGTCAGAGCCTTCGGTGC
GTTTGACCTGCCTTCCATCGCACACATCCCTGCTCCCCAAGCGGCACCAATTACAGGCGG
GCTCCACACAAAGACCTGCCACTGTAAAGGACTG
>CL8014Contig1



CAAGGCATGTAGGGAAACACTTTGAACAAATCCTTAACTTCCTCCGGCGACAGCGCGCAG
TCTCTGTCTTTGTCGTGTTTGTCGAAAACACTCTGAAGAAAGAGGTAAGCGTTGTGGTTA
AGCTCTGTGGTGCAATCTGGAGGAATCTTAACAATGGGGAACAGGTATTCCTGCGTGAGC
TCCAGGTCGTCGTCGTACCCAAACCGCCTCAGCACGGTCCATGTGGTTTCGTGTCGGCCT
CGCTGGATGAAGAGTGTGTGCAGGAACAGGAAGCCTTTAAGTGTAAGTCCGTTGTCTTTG
ACTCCATCTGCCATGTTCCTCCTGACCACGTTCTTCACATCCTCCAAGGCTTGCGGTGCC
AGAGGTGTATTGAAACAAGTTCTCTGGAAGAAATTTAGCTCGTTGTCGTTCAGGATCCCA
TCGTTGTCCAGGTCGGTGATCTTAAATATTCTAGTTAAAGCCTTAATACAGGACAGTTTC
AGTTCCTTCTCCTCCGGACAATACAGGGGTCCTGTTGGATGGAGAACAGCCTTCTGGGCG
TAGTAGAACAACTCAGAGATGTTCTTCAGGTTTTTGGCAGAGCACTCCACACAGGTCTCG
ATATCCTGGAATTGATTCATGATCGGGAGGATAGTCTCCATGCTGCTGTGCTCCACCAGG
TCAGACTTGTTCCCCACAAGAATCAGGGGCACCCTGCTGTCTTTATCTGTTCTGTCATTT
ATCAGGGGAATCCAGTGGCTGGTCACCTTTTCAATTGATTTCTTGCTGTTAACTGAATAA
ACTATGCAGATGACATTTGCCTTGGAGATTTCTTGGTACAGCTGCTCGTCTGACTGCTCT
GCTTCTGAGTAGTCGACAATGTGCGTGGGCACCCTTTCTGGGGTTACATCTGCTGGGATG
GTTATTTCCTCAGCTCTGAGAGGAACCTCATCAGGAAACTCCTCACTGACGAGGGACATG
ATGAGTGAAGTTTTCCCAACTTTAGGTTCCCCAACTAGTAGTATCCTTACGTCTTTTCTC
ATGTTTGAGATCAACTAACGCGGGCCCTCCCGCTGTCAAACAGTCGGCGCCTTTGCTTTT
GTAGGACAAAACGGACGGGAGGTTTTCGCTCCTGTTTGGGCTTTTCCTAACTCTTAACAA
AAACGTACAGTTTGTCGTTTAAGCACAAAGGTGATTTTAAAAGCCGTGTGTGACACATAA
CACAATAATTCCATGACAATCACACGGTTTTCGGCGCCCGCACAACATTTCGCATTGGAC
GATCCTTGAGCATGCCCGACCTCCAAGCCCCCGGCCATAAGGCC
>CL8015Contig1
GTGAATTTGGGGTCCCGAATAGGTAGTTTGCTAAAATAATGTGTTCTGTTGTCCAAAAAG
CAGAATAGAAAAGTTTCAGTTAATGGAAATCGCTCTGTTTCTTGAAGTCCCACCTTTCGA
TCTATTTTAAAAGCGCTCTCAGTGGTCATTTTTAGCCAAAATCTAAACAAGCTGTCATTT
TCAAGGGTATATAGTTTCTGCTGCGTTTATTCGAAATTCACCTGAGTTGTGGCAGGGACT
GTTGACGTGGAGTAAGCCTTCCCTTACTTCCCATCATCCCTCTGTATTCAAGCTCTCGCG
CTAGCTTACAACACCCCCACAACCCCAAGCTAACATTACTGGTGCGAGCAATATTGGAGC
TATCCAGGCGTACAGTTTTGAGCCAGCTCAGACGAGGAAAAGACGTACATAGATATAGTG
GTCTAATACTGGTCTTATTAACAACAATTTGAATAAAGAAATGCTCAAAAATGCAGTTTT
AAGCCGAATTCTCTATACAGGATATGTCCTCCATCATAAGAAATATGCCACAAGAACCTG
TCAAAAACACCAAAAGCACAGTTTTCATCTGAGTGGGTCCTTTAAGGCCTTGAGGAACAA
TTAGGGTGCTATTGACTGCCATGCATCCAGGAGTGGGTGGGTACCACTGCCAGGTTCCTG
AGTCAGTGAGACTTAAATACCAAATTTGTTTCTTTACTGCTGCC
>CL8016Contig1
CGGCACGAGGACCAGAGGCCGCGGTGCTGTCACACCGAGGGGGCGGGTGGGCTTTTCCCA
GAGAGGAACTCTCGGAGCAATCAGAAGTAAACGGGGCCGAGGGCGATCCTGACCTGTTAC
CGCGAATACTGACTTGATGTGTGGGGTTACACCATAAGCTGCAATGGATGTTGAAATGAC
GAGCGAGATGAGAAGGTCCAATGATATTCCAGCCTTACAGAAGACCCCTCCCCCTCCCCC
ATTACTGTTTGTTTATTTTCTATTTCATTTAATAGCCCTCTTTTATGTCCAGTTTAGAAA
GAGCCACTTTAATATAGAACAAAAAAAGATAAAGATGGCCGGATGAATCGACTTACCCTC
ACTACAGCCTCTGTGCCCCGAGTGGCAGGGCTTTATGAAATGCCCTTACAATCCACCCCC
TCCCCTGTCCCCTGAACATGCCGTTTAAGAAAAAAAAAA
>CL8017Contig1
ANCACAGCCTGCTTTGGATCTCATAATACAATAAAGTTTAGACTGATCACTGATGCAATA
AACAACAGCTTGAATCCGAACTACAGCCCTATGTACACACAAGGAGAGTTTTTTCGGTCT
GTTTTTAAGAACATGAATCATACTGAAAAGCGAGTGACTACTTTCAATCACGTTTCTGTC
ACAGCAGATGCAGCAGCTTGGTTTTCGAGTCTACACGTCACAGTCGTCCCTGCGGTGCTT
TTATTCTGAAGGAACAACCCAGTTAAATAGCAGTTCGGCTCGTCTTTGCCGGCACGTGAA
GGTGATGCATCTCCACGGATACAGGTAGAAGACTTTTAATCCTAAAAGTTCAAGACCTGA
GAGGTTTTTATTTTGTTTGTTTTAGTGGAACAAAAACTTTGAACTTCAAAGGAATAATGA
GAATAATGAAATGTTTGCAATCACCAGTTTTCTCTTTCGTGACTTAAACATGCAGACAAT
CGTTTTCTGTTCAAAGTCGCGGNTTAGATTAATGTTATTTTATTTTAAAACTCGATGTTC
GTCGA
>CL8018Contig1
NTTAACCCGGNCATTATGGCCGGGAGATGTTCGGGGCTTTGTGTTCAGGTGTGTCACAGG
TAAACCATGCAGAGAGAAAACCTACTCTACAGACCTCCTGTCCTTGTTCTCTCTGAACCA
CTCAACTTCTGTCTCTTACTGTGTCAAACTGGCTAATGCTGTTTTTTTTTTTTATTATCT
CCAAAAGATTATCATAGAAAGCTTCTTCTCAGTTCAGAATAACAATTTTTTTTATAACTG
ATTATGAGATTTTCAAAAAATACAATAAACTATTGACATTGAATATAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL8019Contig1
GAGGTGGATGTGGGTCAACAATATGCCGACTAGAGAAAAACTGTCCTTAAGAGAAACACT



TCCTGTCATACAGTTATTGATGTGAGTTTTTATTTTTGAGCGATGCACTCCCAGTGTGAA
CATGTTCTCCATTTAGAATTTCCACCGTAGCGTTGCCTTTATATAAAGAGACGTATTTTA
TTTAGAAGTAGGAACTTCAAATCTGAGTCTTAATGCAGTTCTAGTTATGACTAAGAACCA
TTGAAAGTTGAATCCAGATGTGGATCCTGTTCTTTTGAAGCCTTTTATTCAGTCTGTAGG
GGTTCACATGTCTGAAGTGTGTGGCTGAGCTTTCTGTGAGAAAACACGACAATGTGATGT
TTGTGAGCACTCCTTTATCCTGTTAGAACATGGCTAACACATGACCACTTCAGTTGTGCA
ACAATGATGGAGTCTTACTGCAAACCATTTTATTTTTACTGTTTTGTTTTTTGTTGTGTG
CTTGGAAGAGCAAACCTGCTCTTCATTTCTTATAGTTTTTTTGCGAGTACAATCTGTTTA
AATTTCATTTCTTCACATTTCACTGTCATGTCTTCAGTACTTGTAACATTTCATCCATCT
GTCCTTTAAATTGAAATGCTGAACGTTCATTTGTACGTGTTTAAGGAACATTATTGGGTA
TGCAATAATAAAGATAAAGCTGGGAGTGGTAAGAAAGA
>CL8020Contig1
CAGTTATAGAAACTACAGAGGCCAGAGGAACAAAATCCATTCTTGTCTATTTGTACATGG
AATGTAAAAACACCAGAGAAACGGGAACAACGTAGATCCTCTGTTCAGCAAAGAATGGGG
ACTTTTGAAGGAACAAACTGAAAAGCACTGACAAACACCCCACCCCCACCCCCCCAGAGC
AGACTCCACATCAGGGGTCCTACTGCTGTAGCTACACCACTCACAACATGATCAACAAGC
CCCCACCCACCTAACCCGCCCGCAGCCCTCACTTGGTGTCCAGCTTGGCCATTTCCTGGA
GGTAAATGCCGATGCTCTCGCTGTCGAACAGAACAAAGTAAATGTTTTTCAGGGACGAGC
TGCTGGACGACACAAAGTGGTTGGAGATGGCCTTGAGGATGAGCTGAGCTGCCGTTTGCT
TGGGAAACCCGTTCCGTCCAGCTGGAAGCGAAGGGAAAGCCACAGACTTCAGCTTCTTGT
CCTCAGCTGCTGTCAGGCAGCTCTTCACCGACTTCTCCAGCTGGTCCTCGCACTTTTCGG
AGCCCCACTGAGGGACGTTGCAGTGGATGATGAAGCGGGCCGCCATGCCGCTGGCCTGGC
TCACCGCCACTGATGCCACCTCCAGGGGGCCCTGTGCTTTCCTCAGCTCCTTCACACCCT
CCAGGAATTCTCGGCCTCCAGCTTTTTCCAGCGCGCCTCCCACTCCATCTTTGANGTCCA
TCTCCGCGTTGGTTGGGTTGATTATCGCCTCCACCTTGATGAAGCCAATCTTGCTGA
>CL8021Contig1
ACAGGACGATTATACGTCACCACATCATCAGGGAGTTCCGACATCAACTTTTGGATGAGG
CCCTCAAAACCACCTGGGAATGTACAGTCCAGTCCAGGAAGAGTCTTGTACTGCCCAAAG
GCTCCCAGACCCACCTCATCCATGCTATGGGCGCCGTTAACGCAGCACTCCACCTTCAGC
ATGTTGCTGATCGCACACAGTCGCAGAGATCTGACAGCTGGATCCTCATCCCTCCATTTC
TCTGCAGTTCGTTTCTTCACCTCTGATCGTATGAACTCTCCCACACTGGCAAACGGCTCT
CCCTTTTGATTCTGAAATTCTGATCCTTGGTTTAGCAAATCTGCAAATATTTCCAGAGCC
AGGGACACATCCTCTGGATTCAGCTTCCGCCCTGACCTGATAAAGAAAATAGGAATCCAG
AGCGGATGTCCTCCGATGTCTACAGCCTGGTTCTCGGAGGTCACCGCCTCTGGATCCAGA
AGGCCGTACTGTCGGGCCAGACAAAACACTGGGTTTTCTTCGGACGGTCCATGGATCCAG
TTTGCTCCGATCTCCGCGACTTTATCACCGAGTCTGCTTGTTTTAATTCGGCCCCCGGCT
CTGCCGGTAGCTTCGAGGATCCTCACGTGACGGTATCCCGCTTTTCTCAGTCTATGTGCC
GCTGCTATCCCAGATATACCGCAGCCCACAATCGCAATTTTAGCATTTAGGCTCTTCGCC
ATCACTACATCAAACTCTCACTTAATGGTTAACCCCCGGCCATAATGCCCGGGTTTACG
>CL8022Contig1
ACAAAAAGACTCAAGACTTGAAACTCTGAAAATGCTGTGCTCTCGAGGTCTTCACTCTGA
TCTCAGTCCATCCATGTTCTTCTTCTCACCTGTACGCAGTCTGTGGCCAGAGGTCAGACC
TCTGTTCTACCAGCGGGATCTGTTGCAGAGGAACCTGCAGGAGCTGCGCAGCAGTCTGGA
GCTGATGGAAAAATTTCAAGACAAGATCTTGGAGGAGACGGAGCCTTTCCAGAGCAGTGT
GACCCTGCAACCAGTGAGCTTCCAGCTGGACAAAGATGGACAGAACTTTGGCCTGACCCT
GGACACTCGAGGCTTTTCTCCAGAGGAGCTGTCTGTCAGGCAGGTGGGCAGAAAGCTGAG
AGTCAGCGGGAAGACAGAGAAGAAACAGGAGGACGGGAAAGGCTCCTACTCTTACAGACT
CCAGGAGTTCAGACAAGAGTTGGATCTGCCTGAAGGCCTGAACCCTGAAGCCGTCACCTG
CTGCCTGTCTCCAGACGGAAAGCTCCACATCCAGGCCGCCAAAGAGGAGGCTGACAGAGA
ACTGACCATCAAGAGGAGCTCGGAGGAGGAACCACAGCAGAGAGAGAGTTCACAGAAACA
AGATAGCAAAGTGCAGACTCCCAATACATCATAGAACAAACAGGAGAACCTGGACTTAAA
CTCTACATGTGCATATCNTGATCATTTCTTATTAATGGTATTTAAGCTAATTTAGCTCAT
TTTGATTTTAAACACGTCTTCATTTTTAAACGTATTAGCTAGTTCTGACTGTGAATAAAC
GATTAAATGCAACAAGATGACATGAATGTAGTAAAGGGACTTTTTTATTTTGTTATATCT
TTGTTNANAAAGAGGAACAAAA
>CL8023Contig1
GAGTTTTGACTGCGCGCTCACTACTGTGGACAAGCGGGGATGGTTTCAGCCGTGTGTCTG
CAGGTCAGAGTGGAAGAATTTTTAAGGGAATTAGATTCCAATAAAAACGTAATCTTAAAC
TAAAGACCCAGAAGCGCCCTGGGTTACTTTTTAACTTCAAACGTTGAGGGCGGAATGTTA
GAAATAAGTCTGTAGGTTTCCAGAGCAGCGGGACGCGCGGACGGACATGGGCGCAGGGAC
GAGCAGAGGGAAAAAAGTCGCACCTGCGTCTGAAACCGAGGTGAAGGTGACCAAAACGGA
GGCCGGAATCTCCTACGCCAAGACGGACAGGAGTCCACTGCCGTCCCGAAAGATTCTGAA
CGTTTTGCGCAATAAGGATCAGACTCAGAGCTGTGCGCAACGGCGCAGCGAAGGGCACGA
CTTGGAGGACTTTTCCGCGGAGGATGATGAAGAGTTGAGCACTGTCCTGGCGGAGGACGA



CATTCGAGAAGGGATTTTTGACAAGAAAACTAGTCCTAAGAAGTCTTTCATCAGATCCAA
AACATATGGACTTTGTCACTTTGGTCAGGAGGACACTGGAGAAGATATCAGCTCCGCTTC
TCAGCCTCGAGCGGCCGGAAGAGCTGCGCCACGTGTCTCACACAGTGTGTCAAAGGATGT
AAACAAAGACTCCACTCTGCATGATAACGTCTTGCAAAAGGAAGGCTTGTTTGAAGTTGT
TTCCACATCAGAAAGACAACTGGCTCTGAACAGCTGCCATCATTCTTCTCAGCCAATGCC
AGCTGTGCTGTATGATGGATCAGAAGAAGAGCTGATGGACACTATTGAGAGAGAGTTCAG
TNATCATTCTC
>CL8024Contig1
AGGGTGTAGCTTAGCTAAATCAGATCCTAAACCTTTCTGCAGTTCTGCGAGTCCCAACTG
TCTTTCTAGCATTTTCCCTTGTTTATATTACCATTATTTTTGAAAGGACATCGCCAGAAT
GCACGTGTTGCTTCTGAAAGAGCCCAGAGGAGAAGCTTCTGGACCTGATCCATATCTTAA
GGAGCTGGCATCACATGGACACAAAGCTACACTAATTCCAGTGCTGTCATTTAAATTTGT
CTCATTAAACACATTGGCTGATAAGCTTTTTCAGCCAGAAAAACATGGAGGCCTTATATT
TACTAGCCCCAAGGCAGTGGAGGCTGTGAAAATGTGCTTAGACGCAGAAAAAAGAAAAGA
AGAGTGGAACAAGTCTCTGAGAGATCAGTGGAACACCAAACCCATCTATGTGGTTGGAAA
GGCCACCGCTGCATTAGTCCAGAATCTGGGTCTGACCCCTTTAGGAGAAGACACAGGAAC
AGCAGAGGTCCTATCACGTGTCATCATTGAAAGAGAGGACACAAACATTCCTCCGTTCTT
GTTCCCGTGCGGCTCGATCAAAAGAGAAGTTTTGCCCACGGCTTTGAGGGAAAAGGGAGT
TCCCCTGGAGACACTGACTGTCTATCAAACCTCCGAACATCCCGATCTGGAAAGAAATCT
GAACAATTTCTTCACAGAGCAGGGGACTCCAGCATGCGTTGCTTTTTTCAGTCCGTCAGG
AGTAAAGTTTTGTCTGGAATTAATATTGAGGCTATCAGGCGATCAGCGGACTCAAATAAA
GTTTGCAGCCATAGGGCCTACCACGAGAGATGCAATGGCTGCCGAGGGTCTTTGTGTGAG
CTGCACTGCAGAGAAGCCGACAGCCGAACACCTTGCAGCGGAGATATCCAAGGCTCTGAT
GTGACCACACATCAACCTGCAACCTTACATCTGTCCTGTTTTCAGTGTTTTTGCATTATT
CATAAATGTCATGTTGTGTTACACAGAAAAAAATATTGCTGTTTGACTCCGAGAGGTCAA
AAAGCCCAGAATTTGAGTGTATTTATGTGAAAAACGCCTAAAGAAAGT
>CL8025Contig1
GAGGGGGTCTTCCCTCCCTGCTTGGCATGCAGGAGCTGCAGCAGCTCTGTTTGGATCGAA
CTGCGGTCACCAGCAGAGGAGTGGCCCAGCTCATCACGCAGCTGCCGCACCTTCAGGTGT
TGGGTCTAGCGAGCACACAGGTGGGCGACACAGTGGTGAGGAAAGGTCTGATCCTCTGTC
AGCAGCTCGTCAAACTAAACCTCAGCCGCACCAGAATCACAGACCACGGTCTGAAACACC
TGAAACGCATGCACCTGTCTCAGGTAAACCTGGACGGCACCGGCGTGAGCGGGACGGGCG
TCGCCAGCCTGCTGTCTCTGACCAACATTGGCAGCGTTCGGGCCAGCAACACTCGCACCA
TCCCGCCAGACGAAGTCTCCGACGAGGACTGAGCGGCCGGAACGCGTTGCTGCTCCGCCG
ACAATCACGCATGGCAAGATTGGAGCGTAAACCGGAGCCTTTTACTCTAGTCGGATCCCG
TTTTGGGTTAGCTTAGGGACGTCGTACTCACTCGCATAGAATGCAGCCTCTTCCACCTGA
TGAATTTCTCTGCAATGGTTTGGAGCGAAGCGCTGAAATAGCTCGTGCATGTAGATTGTA
AGGCATGGATTTGCAGAGTGGTTGCTAGAAATATGCTTTTTAATGTGAGCAGGAGGGAAA
GTAAGGCAGTCCTCAGGTTCTAAAGGCAGTTGAAGGTTCTTGTCTGTCATAAGGTCTCCT
GTATTTAGGTTCTGGTTTTCTTTGGCCTCATGTCTCTCTCCATCCTAGTTTTGGATTTTC
TATTCATTCTGATCAGTTTTACTTCACTTGTAATGTGAAAACAAAACCCAAAGATTCATC
ATCCAATCACATTTTCTGAATTTCTTAAAGGTTATTTTCTCCTTNTGATGCAAACAGTCA
AATT
>CL8026Contig1
TCGGCACGAGGCTGAGTTAAGTCCAATCAAATTAGAGTAAATGAACAGTGCACAGTTAAA
ATTGGATTGAGATTGGGCTTCATTTTTTTTTGTATTGCTCAAAAGAATAGGGTTTTTAAG
TGGTATTTTAATTATCCCCTCCAGGACCTAAGATAATTGATGTTCTGTTACTGTTTTCAT
TTGCCTTTCAGGCTTTTCTCTTTCTTTTTTCTGCCCACCTAAACACAGTTTTAACCAAAT
TACTCTATGTATGTCGGCACAAAAATACATTTCAAGTCAATTTCAATAAAAATCATCAAT
GGGACAAACAAAAAAAAAA
>CL8027Contig1
GTAATGCCAGTACCTGGATGTCATGTTGGTACTAAGAGTCGGGTAGTATGGCACTTAGCG
CCAGCTCACTGGCTTGATGACTCTGGGCAAGTGTTTAGCTGGTCTTTTATACCTCTGTTT
CCTTTGCCCACTTTCTTAAGTGCCCTGGAAGGCCTTTTTGCTTTCAATCTTTCTCTCCTT
TCCTTTCCTTTCCTTCCTTCCTTAAATCAAGACTATTTTTTGAGGAGTTCCCATCATGGC
TTAGTGGTTGCGAACCCGGCTAGTATCGATGAGGACTCAGGTTCTATCCCTGGCCTCGCT
CAGTGGGTTGAGAATCTGGTGTTGTCGTGAGCTGTGGTGTAGGTCACATACATGGCTCAA
ATCCTACAATGCTGTGGCTGTGGTATAGGCTGGCGGCGGCAGCTCTGATTTGACCCCTAG
CCTGGGATCTTCCTTCCATATGCTGCAGGTGTGGCCCTAAAAAGACCAAAAAAAAAA
>CL8028Contig1
GGCAGAGGATTGGACACCATGGGCCCAAAGATATCCAGGTCACTGTTCTGGCTTGTGCTT
GTGTTTCCATTGTTGGGCGACACGGCAGCCGGCGCGTCGAGGCCGAGCAGGTTCACCGGC
GGCTCTGCAGGCTTTGCGGGGCTGACTTTGGGAACGGGCCTGGACTCTTCACTCTTGGAG
TGAGACGACACCTTGCCCCCCCTGTCAGGCTCCTTCTCTTTCTTGTCTTTGGGGCTGCTG



CGATCCAGGCCGTTCTTGCTGTAGTATTTCTTTTTCTCGTATTTGTCCCTGATGAAGAAT
TCGACGGCTTGGTCCGTCTGAGGTCTCCTGAAGCTGTCTGGAAGGTTGGCCTCGTAGAGC
CGCCGGGCTTTGGTGTTGCCCATGTCCTGTATGCTCTGGATTTGTTCCGAGGTCCATTGG
TCCAGGTTGACAGACTTGACTCTGGATATGTGAACTCCCAGGTTCCTGTGGATGCCGGCG
CAGCGGATGCAGATGAAGACTCCCAGGTTCCAGGACGCCCACCGCGGACCTTTCGCCTCG
CAGTCGGCGCAATACTTGTTGTCTTCCTCTCGGAGCATTTTGGACAGGATGGCCTGGTGC
TGCTCGTTCAGCTTCTGGGCCTTCTCCCTCTCCGAGCGGGTCGTCATGTTCACGGCTTCG
GCGGGACCTTCCTAATGGTCCAAGGCTGCTCTGATTAGGCGGAGGTGGAGAGAAGGTTCG
GAGAAATGTTCATAATCGGAGATCCGAAAGCCTCCGACTGGGATATGGAAACACCCGGAA
CCGGAATCCCCCGGCCATAAGGCCCGGGTTAANCGGCCGCT
>CL8029Contig1
GGCCGNTAAACCCGGGCATTATGGCCGGGGACTGCTGCCGCCTTCAGGCCCGGGCTGTCG
TCATAATGGCGGAGTGTCTCGCCAAAGTCCCCGATGTGGAGATCGATCCCGACGGAACCT
TTAAATACATTCTGGTCAGAGTTAGAGTGAAAGACGGCGAAATGCATAAAGATGTAGTCC
GAGGCACAAAAAATGCAGAATACCACAATCATATTTTTGAGAAGGTGAGCCCAGCCCTGG
AGCCTTTGGGGATGGAGTGCAAATGCCTCGGCGGAGGGAAAATAGAGCACAACAGCAAGG
AAAAGAAAATACGAGTATTTGGAGAATCGACGGCCTTTGGGAAGGCAGACCACTCTGTGT
CTGTGGAGAAGCTGAAGTCCGTCTTCAGCGACTATGAGATCACCTGGTCTGATGACACAA
AATGAGCATTAGATTCTATTCACAATGAAATAAAACATTTCTGACGTTCAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAACAT
>CL8030Contig1
CAACGGGTTTCAGACGGCAGGTTCGTAGACTGGGCAACTCCCCGTTCCCGCTGGNGTCCC
CGGGGCCCCCGGCTGTCCCCTTGGGGCCGGCCTGCTCCTGCCAGCAGTGTTTGAGCCACA
GNAGNACGGGGCCCATGCCCAGCCGCTCCCGACATTCCTTTTCTTCGGGGAGTCTGAACC
GACCCGGCCTGCAAGGACCAGGAAGGGCAGCCGCGACCCACCCCACTTCCGTCTACTCGC
CGTATCCCCGGAGGCCCCACTCTGTTGGGGGGATATCCTGGGGCAGCCCCTGGCTCCCCC
CTCCCTCTGCCAGTCAGATCTCGGCGTCGCACCTGAGCGGCTCCGCCAGCGCCAACGGGC
TCAGCGTTCCTTCCATCCCCGTGCAGCTGAGCGGCTCCACCAGCGTGAGCTCCGCCCTGG
CAGGCATGGCCTCCATTTTGATGTCAGCAGTGGGACTCGGCGTGCACTTCACCTCCGCCC
CCCTCCCTCAGCAGCAGCCGCCACAGACAGCATCAGCTGCCGCCGCCTTTCTCTCTTCCT
CCTCCACCTCCTCTCCTGCCCCCAGCCAGCAGGCCCAGCAAGCCCCCCAGCAGCAGCAGC
AGCAGCAGTTCAGTTAGGAGAGCAAAGAGGCAGCACAGGAGAGCGTCGGCCCAGAAACCC
GAGGAGGTGATCCAGCGTTACATGGAGGCGGTGTCGGCGGTTCCAGATGAGGACTGCATC
ATCTGCATGGACCAGCTGTCCAACCCGTCCGGCTACGAGGCGGGCCCGTCCGANGAGAGC
AGTCCGAGCATCGGGCCCAGCAGCGTGG
>CL8031Contig1
TCGTCGCAGGTAGAGCGTCGTAGTCGCGTCGTTTTTGGGGTCAGCACCATGGGGAGAATA
GAGTGGGCCATGTGGGCCAACGAACAGGCTCTGGCTGCAGGCCTCATTCTTCTCGCCGGA
GGAATTGTGGGAGTGGCGGGGCAGTTTAGAGGCTGGGAGTTTGCTTCTTATGCTATTGCT
GCTGGGGTCTTTGTGTGCCTGCTCGAGTATCCCAGGAGCAAAAGGGCCAAGGGTACGAGT
GTGGAAAGGACGGGCCAGTACTGCTTCACAGTGTGTGTAAAAGCCTTCGGACCAGTAACA
AGAAACTATTATGTCAGAGCGTTTCTGCATGCAGCGCTTTGTGTACCTGGAGGTTTTATG
CTTGCCACAGTTTTAGGATGTGTCTGTCTTGGCATTGCCAGTCTCATCTATCTGGCAGCA
GCTGTCCGAGGTGAACACTGGGAACCAATTCTTCCTCGCAAAGATACTCGGAAACCTGTT
GCTGAAAGCATCAAAAGTCCTCCTCAGAACCCACCACCACGACCTCCTCCAGAGATACGC
CGGAAGCAAGCCAAGGATGTGGAGGGAGCTGCCTATGACAATCCCATGTCTGTGACAGAT
GACGAGTAACTGGACCCCCCTCACAGAATGGTGGAGGAACGGTTCGCTCAAGTTAGTGAC
CCTGGAGAAATACAAGAAGCTGAGATCAAAGAAAAAAGTTGATATGATCAAAAAGTTGAT
ATGATCAAAAATATACCACATACGGTAGATGTAAATGCTGTAGCTGCTAGTTTGAAAATG
TAAATATACTGTTGTCAGTTTTAAGTACTGTATGTGTTAGTGTTTACTGTTTGGAAAAAT
ATTCAAAAGGTCCAAGTCAATATCTGTTTCCTGTTCCAGCGATCATAACTTTTATAAAAG
TTTTTATATTTTATAAAAGTGATCTAGAAAAATGTGTATTTACTGTTTCTGGAGTT
>CL8032Contig1
TTGTATNAATTTAATTAAGATCTTGTATAATACAGTTTTTAAATTCTGTAATAAAAAACA
TGTCCTATGCAATATCCAGGAACAATAAAACACAAAACTGAACTATGGCGTTGTTCTGCA
GTGCTCCGACACTATATTTGCCGTCAGTATTTTTCATAGATGAAACAGCAGCACATATGA
CAAATCTAAACTCTGATGCTGAGGTAAATCGCAGCTGTAAAAGTCAATAGTTGAGGGTTT
AAAAGCCAGCAATGCAGGGACTTCCATGCAAGAGGAGAGAAGCATCTGGGCCTCACTGAC
TGCTCCAAACCAAAATCTACCCCCACGTAAGGTCAAACCACGTCCATACCCAGGCCTCTT
GCAACCTTTGTGAGCACCTGAACCGCCCCGGACGTCCCACCAACCTCGCTGTCCTCCTGT
GGCAGCCCGGCTTCCTCTTCCTCCAAGTGGTCAATGGTGCTCATCACGCAGTACACAGGG
GAGTCGCCGCCTCTGGGGCTGTATTGAGATGACACGTCCTCCCCAGAGAGGTCTGAGGAG
TACGAGGACGAGGAGCTGGAGGAGGGCGAGGAGGATCCTGTGGGTGAACTCCTGCCGCTC
TCCGGTGCGACAGCGGCTCTTCTGTTGCGGCTGCTGCTTCTCTGGCTCTGTCGGAGGCGC



TGGGGCTTTTTGGCCATGTTCTTCATAATCTCCTTTGTCACCTCGACGGTCTCGAAGCGC
ACCATATTGACCTTTA
>CL8033Contig1
AGTTTTCTTTATTTTCATGAGTATGAAAAATTGTAGAGTCACACCGAAGGCATCAAAACT
GTGAATTAACACATATGGAATTATATACATAATACACAAAATAGTGTACTTACTTATATT
CTTTTAATCATGTTTACATTTTGTTTACATTTTTTAATGATTCAAGTAAATCCATTGATT
GTTTTAGCAAAAAAGAACAAAGAAAATGTTTTGGGGGGGAAATAGAATCAACTCATAAAC
GAAATAAAATTCTAAATCTGACTTGGAAATCTCCAGTTGTGGATGTTGAAGCTGTATTCC
GATTCATTGTATTAATATTTATTTTTATACATACAAGTGTGTTAAATGGGATTGCTGACA
TTGATGGGTGCCACTGCTGTAGATTTTTACATATTAATATCTTTTGCAATGTCGGAGGCT
GCTGTCGTATCAGCCGTATGCAGTCTGTCATCCGTCACCGGCACCTTATGTCGTGGGCTG
CTTCTGCATCAAAGGCAGGTTGATCTTTTTTCAACTAATGGCTAAATTTAAACCGCTGTC
TCATAATTACTGCAGCTACAGCCTTCATACAGATGTGTTCACATTTACACAGCTGCAGTG
CGCAGCTACACTAAATCTGCTCTTGTTAAAAGCAGCTTCCAGATGTGGGAGTCACACAGG
GTGAGCACCAGAGCAGTGTGCAACAACAAGTGTG
>CL8034Contig1
GTCGACCACGCGTCGGTTTATTTCTCCTAAGAAACAAAACCAGGAGAGCTGGGGGGGCGC
AACTCTGGATCTCTGGCCTGGAGGGTTGCCCGGGGAGAGACAGGAGCGCAGGCTTCAACG
CAGGCTGCAGGTTTCGTCTTCTCTCCTACTGAGACAGAAAAGGGGAACAAGCTGCTTCAC
GTGCGCTACAGCGCCATCAAGGACCAATACTGCAAAGTTTCCAATGACAATGAAACAATC
CCCGGGTGGGATGGGTGCTTGTGGACTAAAGAGTCAGTCTTCAGGAAGGAGGAGTGTGAC
TGGCAAATGGTGTACATTGCTCGGACAGAAGACTCGTCTGTTGGCAGGATCAGTTGGAAG
TTTGACTTCGCTCCAGCAGGAATGACAATCCAGTCCGTTTCCATCAAGGTCAGCAGCACG
ACCTTCCACTCTGGAAAAGTGAGGTGGCATGTCCAGGCGGGCGACAAAAGCAAAGAAGTT
CCTGGAGATGGGACGTTGCAGGTCCTGCCTGGTCTGTGCGGCTCTCCGGATCTTCTAGTG
GAAGCAGAACTGAGTGGAGGAGATGGGGACACCTCATGGCAGCACGCTCAGCTCTTCAGA
CAAAGTTTGAAAGATGAGGAGGAGTCTTCCTTTGAAGTAATTGTCTCACTGCAGGAAGAC
TCCTGAGGACAGCTC
>CL8035Contig1
GGCACGAGGCAGATGCTTTCATTTACAGCAAAACGAGCAATAAGTTGGGAAGGGAAGATC
TAATTCTGCTTTTAATTACAGAATTTGGAATATTTATTAGGAGTTAAAAAGAGAAAAACT
TCAAGTAAAAACAGGAATCCGTCAGCTGGTTTCTCTGTTTTAAGTGAGCCTTCTAACATC
TATGATAAAAGATCAAATCAGTCCAGCTGACGGCTGTCCTACCCGCTACTTTGATGGAAT
TTACCAGGATCTACATAGAAGGATTTTACTTTTCTTTTCTTTTTTGATTTTTAGAATTCA
GCTAAATGAAAAAATTCTTTGTTTCCATAATTTGAGGATTGTGAAGTATTCTGTATCCGT
CAGGCTTGTGGGTGACGGTTATCTATATCAGTGTTTTTCAACCTTTTTTGAGCCAAGCTA
CATGTTTTCCTTGACAAAAAAATCCCAAAATGTAAAAAACAAAAAGGAGAAACTATAGTC
TATATGATCTTGCGTTCATTTTTTGTAATAATTGAGGCAGAAAAAGCTGGAGGTTGCAGC
GTTTTTTCTTAAACGTCAAATAAAAGTTGTAATACCGTTAATTAATAATTTTCAAATAAA
TTAGATATAAATTTGAAAAANAAAA
>CL8036Contig1
ATCACTCTGCTTGCGAGTCCATTTGGGTGCTGTGGGGGTTTGGGTTTAAATGTCAGCCGA
GTCTGTCCATGCTGCGAAAGAAGCTCCTGGCCCTTCTTGTCTGAACAGAATCTATATAAA
GCTTAAATGAAATGAAACCCAAAAAAGCTGAATTATTAATCTCCGGATAATACAAAATTC
TGACAAATGTTTGCAATTGCGAGACCATACTTAAGCGCCGATATGAGGCGGATGATTATT
CAAGGTTCTGAAATTGAAATTAGATGAGGGCTGATGAAGTCTAATGATTTATTTAAGGCG
GTAAGTTGTTATGATCTAATATTCAGTGGGAGGGTTTCTTTAGCTTGCATTATCTGTTCA
ATTTATTTCTCAGGTTCCCACTCCCACACGGGGATTTTTTCTCCCTTCCTTTATTAAGTC
ACAAAGGAGGTCTGAGAGAATAGTCAAACAGCAAACATACATTGAGGGCTGCTGAAGCAG
GTTTTCATTTGAACTCTGTGGGACTCCGAAGGTAAAAATCAATAATGACTGTATCCGTGA
TAAAGAGGTAGTATTATCTAAAACAGCTCAGGAATGTGTGGGAGGGGAGGTGTGCTTAAA
GACATTGTAGCTCTCTTCCATCTCCCCTCAAGGTGCGTTTCATCATTACAATCGGACTGT
GCTGCATGTCTCACATTCATGAATTCTTAAAATGATTGGTGAAATAAGAGAGCGTGGCCT
CATTTTCATTGTGACAGATGAGCAATTTTTTTTATTATGGTGTCACAGCTTTCTGAGTTA
TGATCTAACAGTGTCAAACAATCCTTCCCATTTGGGCAGAAAAACTGAAAATCATCAAGT
TATGTTCCTCTGACAACTGCAATAATTTAGTGTGTTTGTGTACAGTTGGTTTTATGCAAA
CGTGTTGTTCTATTTTATTCCAGCCCCCCTCAAGCTACACTTTGATTTTCCCAGTAATTA
ATAATGCTCTTTTGTCTTCTGTGCTGCTAAATAAAT
>CL8037Contig1
GCCAAGCCTGAACCAGAGGTCAAGTGGTTCCATAATGGAAAAGAGATTCACCAAAGTAGC
AAACATCAAGTGACAAACATAAGTGGTGTTTTGACTCTCCAGATCAACAGCTGTGTAACT
GAGGATTCAGGGACCTACCGTGTGGTTTGCAAGAACACCAAAGGAGAGATTTCTGACTAT
GCTACATTGGATGTAACAGGAGAAGAATTTGCTACTTTCTCTTCCCTCCAGAGAGACGAA
GAGCCTCCATCTGGATTTCTGCAAAAATTGTCAGAAACAGAGATTTATCATGAACAATCT



TCTAAAGTATCTCTGAAAGAAACTGAAAGTGTAAAAGAAACTACCACAACCATCGCTGAA
GATCACAGGGAGACACGAAGTGTTCCTGCCACAATCGTGACCAAGCCACAATCCTTGATT
GTGAATGAAGGTGACACTGCCAGATTTGAGTGCGATGTTGATGGTGAGCCGTCCCCCTCT
ATCACCTGGTTGCGTGAAGGTGTAACTGTTGGCCCCTCTTTCCGTCACCACATTGTATCT
TCACAGTACAATTCCATTTTTGAGATTTCTGCTGTTGAGATGTCAGATGAAGGTAACTAC
ACGTTGCTTGTAGAAAATCCTGGCGGTAAACAAGAAGCCTATTTTACTCTTACAATAAAC
AAGTCTGAGTCAAAGGAGAAAGTGGCTTCCTCCCCTAGAATCACTTCTCCAGAGGCTAAA
TCCCCTCTTTCCAAATCCCCTGAACCGATCAAATCCCCCCAAAGAGTTAAGTCACCCCAG
CAAATAAGGTCTCCAGTCTCCCCAAAATCACCAACACCAAAGTCTCCCACGCCAAAATCT
CCCACTCCTAAATCCCCAACTCCTTCAGAGGTGAGACAAGAGATCATCACATGTCAAGAT
CAATCAGTGGAAGGCCTCATTTTAGCCCCCTACTTTTTAGTACAGCCAAGGTCCCAAAAT
GTCAATGAGGGACAAAATGTTAAATTCACCTGTCTAATTGGAGGAGATCCTTCATCCCGA
GTGGAGTGGTTGAA
>CL8038Contig1
GGCCGGGGGATTTTCTCCTCGGACGTTCGCCGGTTGATCCGCAGGATGTTCACGGCGGTT
TTCGTGGCTCTGTCCGCAGCCGCCTCCGCGGTGTTGAGTGAAAGTGTGAGGTCGGCTGAG
ATTCGCTCTTTGTTGAATGGGTCTACGTTCGAATTCGACAAATTCAGAAAAACATTTAAC
CGTCTGTTTGACGGCAGCGGCGACCAGTTTAAGCGCCGGCTTCTGCACTTTCAGGAAGCT
GCTGTGCGTCACACACACTTGAACTCATTTCCCACAGAAGCCCAGTCTGCCACTTACGGC
TTCAACCAGTTCTCAGACCTGTCTCAGGAGGAATTCAGAGGCATTTATTTGCAAGCGACT
AGTGGCAGAGCCCCCCCCTTCTCTGGCCTGCCGGCGGAGGGGCTTCCAGCCAGATTTGAT
TGGAGAGACAAAGCGGCTGTGGCAGCGGTCCAGGACCAGCTAGCAGTAAGCTTGATACTG
ATAGATGTGGGGAGCGTGGATCAGCTGACAGAGGTCATGCAGGTCATGAAGACACTCCCA
CCCACACTGGGAGGCTTCTGCACCAGGCCACTGCCTGAGGGACAAACACGACACCGGGAA
GAAGCACAGCTTTTGAACGTG
>CL8039Contig1
ACTGCGGGGCGTTTGAAGAGATGTTGCGCGGAGCGGAGAGCTGGCAGAGCGCAGACATTC
TCTCCTGCCTGCAAACACTCCAAGCCAATAAGAAGAAGGCGCTCCAGTCTGTCACCAAGG
ACGCGGAAAAAGTGGCGGAATATTTCGACAAACTCATCGGTGCCCTGGAATGCAAAAAAA
GCGAGATGCTGTCCGATTTTGAGACTCTGAAGCTGGTGGTGATGCAGGCGTACGACCCGC
AGATCGACAGGCTCAGCGCCGCGCTGGAAGACCAGAGGCGCGCGCTCGGCATGGCAGAGC
ATTTCAAGAGCGTCACTGACCCCCTGTGCTTTCTGCAGCAGATGCAGGAGTTCCGAGAAA
AGCTAAAGGTCCTCAAAGAGACGCCCCTGCCCTCCCGGAAAGATATCAACATCGACCCCT
GTGTCCGAAATTTCGATGTGAAAAAGTGGGATTCCCTTAGACTGAGTGAAGTCGACAAGA
TTTCAGTCCCCCACGAGAATGGCTCTTACCGAACCGGAGGCTCACGGATGCCAGGAGCCA
GGCGGGTCGTTTCCTCCCTGATTCTCCTCCTGCTGCTGCCGTTAATCCTGCATGCACTAA
TGCCTCACATTTTAGTGGCGGACGTGGCCTCGACGTTGGATCACTTCATTAAAGCGCTCG
TCTCTCAGACCTCCGCGATTTTGCAGAAAACAACTGATTTGTTCAAAAGTTTCATGGATG
CAGACCAGGAGTACATCAACTGGCCAAACATTTGGCAACTGTAAGTTGTCATATAGACTC
TAAAATCCCACTAAGTAACTCACGAGATCTGTGAGGTGCGTAAAGCACATTTTGAAACAC
TTGTTTAACACTTTTTTTTACCTCAGTGAAGCAGTCAAACTAAACCAGTGTCCTTAGGGT
GTGCAATCTGTTCAATTTTTACACTAAAGGTTCTTTT
>CL8040Contig1
TTTTTTTTTTCAGTCTTGGATATATTTAATAAATTAAAGTCAAGGTACAAAAAACAAAAA
CAAAAAATTGTACATTTTGTTCCTCCCACACAGTTCTTCCATATATCTTAGACAAACACT
GGTCAGTTTCTCGTTGCAAGCTAGAACCACAGAACAGATTTGAGGATCAGTGGTGAACAT
CAGGACATTCATAGATTCAGAATGAAGCCGAACGGCTCACTTCAGACTGGACTCCTGCCT
CAGGTGTTGCGTTTTGCGTGGAGTCTTTTGGTACTTCCGTCCACTCTGAGTTCATTTGTC
CCTTTAGCCCCACCCACCACTAACACATACATGCTACATGTCTGCAGGCACCTTGGATAA
GACAGAAGGGTTAAGCTGAGAACAGTGATCTCTGGAGCTGTAAAGTAACGTCAGCGCTGA
GTGTTACACGTTGTCAGCCGTTTCTGCTGATTCACTAAACAGTGTATATTACAGTCTCAG
GTGAAATGAATGAGAACTGAAGGGTGGGGAACGTGGGCTCTGGGAAGGTTCTCCCTCAAC
TCTTGCTCTTCTCAAAGACAGTGACTGAAATGGGCGAAGGGAAACCTGGGTGGCTCATCA
CAGGGATTTTGTTATCAGTGCCATCAATAACAGAAAGCCTGGTGGTCAAAGATTTTACCG
ACACGACGCTGTGGATCGCTGCGGCTGAATGTGCCGACTCAGTTTGCGGCGAGGAAATGA
ACAAGATGCTTCAACAAAAGAAGAGAGGAAGAAGATGCATTGGTTCTGGTAGGTCCATTA
TAAGTGCACTGAAGAAGTGGAAAAAAAAAAAAAGAGCCACATTTGCTCTCACACATACAA
GCATTCATACACTCATATACACAAAGTGTTCAGCAATAACTGGTAATATGCACAAGTTGA
TTAATATTTTTGCACAATTACAGTGACTAAGCGGTCCACTGCAAGTGAACCGTCCGTCCA
GAAGCTCACTCTTTCTCCTCTCGCTGCAATACTGGATGGTCGTTTCCCTTAGGCGTCGTT
CAGCAGTCCCTGTTCGCTTAGGACGTCTCGACGCAAGGGACCGAGTTGAAACGGATTACA
GTCCTACCAAGAGTCGTTGACTGGATAGCCAACGTGCATTTTTGATCTACCCAATGTCTT
TTAAAATCCTAAAGTCCCAAAAACATTTTTGGAA
>CL8041Contig1



CGTTTATGACTGAAAATCATACTCTATACATTAGTGGTTAATTATAAATTCTATGTAAGA
TAACTTCTGTCTGTTTTTTTAATGTGTTGATATAAGAAATATATCTAGAAATACTTCTTC
AAAGTAACATGCCAGGTGTTTTATGCTATATATGGGTGTTTTTGTATTGTACTAAAGATT
TGTATCATATAATTAGGTAGTAATTAGGTAGTATTCTAAATATTTTAATTTTTTAATTTT
TTTATTTTATTATTTTACAAAGAATGTATTTTAGAATGCACTGATTTTTTTTAATAATAT
TGTATGTTTTAAATATTTATTTTATCAATTTGCTTTTAAAGACCCACACCGATCATCTTT
TAATCAATTGTAATTGCATTCTCAGTGTTCTTTTAATTATGATTATGCTGTTTTAAGCC
>CL8042Contig1
TGGGTCTCTGATATTGTTAAGGGGGCCGGACCACACATGGAGGCGGGCCGGACCCAGCCC
GCGGGCCGTAGTTTGCCCACCGCTGATGTAAACTATAGTAAGAAGTGAATTCGTTTTTAA
TCTTGGGAACCAACACAAGGAGACTGTGAAGATGACGGTCTAACCCATTAATAAAAGTGT
GAAGTACAGCGTCAACTAAGTTGTAAACCTTTACTTTTACTCATACTTGCACTCACAGAT
TTATTTGTTACGTCTAAACCTCCTTTCAGAAAACTGGCAGGTTTTCTGTAGCCATCACTG
AGGTCAGAATAAGTTCAAAACCTTCACATCTCAGAACAAATAATCATTTAAGGAATCTCC
TAAACTTACTTCACAATATTATTGGATTACTGTGTTGTTGACTGCATTCATCAGTGTGGA
GTGAGCGCTCTTCTAGCTGTTGATGATCTCTGAAGGAGAATTCCAAGACGTTTGGTTCAG
TTTGAAGTCATGATTAAAAGGATTCTCTCACTCCCAAAAAAAAAA
>CL8043Contig1
CGGCACGAGGCTCTTTTGACTAAAAGCTTGATGAGACACCAAAGAAAATGCCGTAGAAAC
CTGTTCTTATTCAACTATACTGATAAAATTCCACATTAGACATAAAAATCACAATCTATC
TTAAGTGAGTAGTTTTCTTCTTTAGAATATGAAAGAATTAAGACATAAATATTGGGGCTG
TTTGCCAAATAAAGCTAGCATTGTTTGAAACCCCTCTGTTTTTATTCTTGACATGGCAAC
AGGAAACGCCAAATGTCTTATGGAGGAACTTTGATCCACAACTTGTTTTTCAGTAAAACA
AGAAAAAACAAATTTTGCAAGATAATGAATTCCCAAAAAAAATGTTGCAGATTTACAGCA
GTAAATAACATTAAAAAAGAACTTTAAATAGAGGATTGCACATTTAAAAGTCTCTCTGAT
GACGACTTTTAAAAATGACACCTATTTTCATGACCGGTGTGTTTTATTTTTTTAGAAACA
TATCTTAAATTCGTACAAAATAAGAAGAATATTTTTGTTAAAAAGAATTAACTGAAAAAT
TTTGTGATGACGGAACATCTAAATCCAAATGATCCGTTTTAAAATCTGCTCTGAAAGGAT
CCTGCATGAAGGATCCAAATAAATCAACACATTTCTAATCCATATTGAGGACACAGTCCA
GGTTGCATTCTGGCTTGTTTTTTTAATCCTAACATTCATTAGCCATGTGCAGCTAACGCG
CAACTATGTCGCTGTGAATTTCAGGCCTCAGTTGGTCTTTTTTTGTCCTAAATGGGCTTC
TGTATCCTCAGCAGAACTCAAACCGGCGCCGCTGTTCTGTTTCTCAGCTCGGCTGTAGCT
TCATTACCTCGTCATGCACCTACTAGAGATGCACTTATCCTCACGTTTTCCTCTTTTCTA
GTAGGTGCAGTACAAACTACGCTTGTAAGGGAATTTTTATTCTTCACTCTAAAACTGAGA
AAGGCTTCTTCACCTTTAACACGCCCTCTTCTGTAGAAAGAAGCTGCACCGTCTGGTGCC
GGCTATACATCCACATATAGTTTTATATATTGTTAGCTCCATGTAAGTCTTGCATTCCAA
TCTCTTTGTGTATCTTGTGAAGTGACATAGCCCATTTATTTTTATGAAATGCTATTACAG
CCTCCTCTCGGAGTACACGAGGTGAAAACCCTGATTATTTGCATTCGCCTACGGTGCGTT
ATTAAGCTCAAAGTTTATCAAGTGCAGCAAGAGTTGAAGAAATGATGTGGAGAAAAGGAA
AGAAAGAAGAGTCTTGCTTTTTTGTTACATATCTCATCTGCAATGTTTAATTTACAGATT
TGTATATTGGTTGATCCAAAGAGATGATGAACACAACAACAGAACTATTGACTTATTGTA
CAGTACAGTGTATCTTTGACTTGTCATGTGTTATGTGAAA
>CL8044Contig1
CAGGACATGCATCTCCGTCATCCATCTCCACACGGGTCTTCCTCCAGGCCTGAATCTTGC
GGCGCCGGTCGGCGTTTACCGGGTAATGGATGCAGGCGCTCCCGGGTCGGGTTCACCCTT
AGAGTTGGCTGACAGAGACGAGATGAGCGAAGAAGTACGGTGGTGGGTGGTGGAGCGTGG
CTCGGCTCTGTGGGGGTCTAGTTGCCCCCGCAGCAAGCTCTGGTGGAGTGAGCGTCCGGG
TCCTGGAGGTTAACCCCCCTGTGCCGCGCTGCCAGCGTTGGGTTCTGGGTGTCTGTTTTT
GGCATCTACTTTGCGATGGACAGGAAGAGCTCGTTCACGTTCATGGCCGTCTTCGCAGAC
GTCTCCATGAACAGCAGGCCGGTGTCTTCAGCGTAGATCTGAGCCTCCTCATACTCCACC
AGCCTCTTCTCCGCCAGGTCGGCCTTGTTTCCAGCCAGGGCGATGACGATGCTGGGACTG
GCCTGCCTCTGCAGCTCCTTCACCCAGGCTTTGGCTCTCTCAAAGGTGTCCGGCTTGGTG
ATGTCAAAGACCACGATGGCGGCCTGAGCGCCGCGGTAGTACATGGGAGCCAGGCTGTGG
TAGCGCTCCTG
>CL8045Contig1
CGCGGCTGTTGGTGATTCGTACAACTGGACCTGAGATTTGACTCGAAGAAGATTCTGGAG
TCTCTCTGATCCAAACCCGGCCGGGGAACCCACTGAAACTGAACTTTGGAAGCTTTTTTG
CCAAAATATTTCTCAGAGGGAAGATGTCTTTGAAGCGCCGCCTGATGTCCATGCTGCTGT
GCTGTGTGTACTGCGTGGCCTCGCTCTTCTGTCTGCATCCAAACCGAAACAACTGCTTTG
CGGCGGGAACTCGGAACCCAGCGTCAGTGGTCCAGCAGATTTTCCAGCGCATCATTCGGG
TGTTGAGAAGCACGCTGTGACGCCCCCCCCCCTCTCTGAAGAAACCTGCTGCCGTCATCC
ACGACCTCCAAACACTAAGAAGAAAGGAGGGAGGGGCCTTCCTGCTGCTGGACTGCTGAG
CTTCTTTCTAAACTTTGCTGCTTGAGCTCCGATCGCTCAGAACACTGATCTCTGACTGTG
CGGCGACCTGCTGTGTCTGAGCAAGTCTCCTTTTCGACTGATGGCAGTGACTAGTTTCGG



TGTGTGACTGGAGGATGAAGTGGAGCAGCTGCTGCTGCTGCTGCTTTTTAATGCAATCTG
ATACATGATGATGGAGTTTCATCAAATTTTAGATTTTGTCTGTAAAACTCTTCAAATTGT
TGTCACAATGAGGACAAATCAACAAAACCCCAAAATCTGAACACTGAAAAGTACCAGTAT
AATTCACTTTATTTCAGACTCAGGTGCAGTCCGTAGAAGAAGATACAAATACAACATACA
TAATAAAATAAAATAATAATTAAAAAAAAAA
>CL8046Contig1
GCAGATTCAACGGGGTATTTGGTCCCACAGGCGTGACAGAACTTGCTCTTCATTCCGCCA
TTGCCAACTTCATTTGTGCCATCCACGTCATTCCTTGACATGAAGGAATCAGCCTTCTTC
CTGTTGACTCCTGCTCCCGGCTGGAAGTTCCTCGCGGATCCGTAGTTCGGTGCACGGGTC
TTGTTTCCCACACCTGATGGAGGACTTGTGATGCCGGAGGTATTACTCTGGACTGAACCT
GCTGAAGACGCTTTATTTGAAGGGATTCCGGTGGACTGTCCAAGGCCTGACCTCTGGGGT
AAACGAGAAGTGGCTGAAGGAATAGAGGACGCCGGAGAAGGGTTGGTCTTCTTTACAGAA
GCAGGAGGCTTGTACTGTGTGCGACCCGGCGTCTTCTTGGGATCGCCTAACTTGCCTTTG
GTGGGTATCCGGGCAGCTTGTTCCTGACAGAATTTAATGTGTCTGTCGGCAGCACTCTCA
TTGAACCTCCGCTGACAGTATGGGCACTGGATGTAATCTGGGTCATACGAAGGGGGGGGA
GGTGGGGGTAAGGGCCCCCCCTCTTTCATGACTTGAGTGAGTGACTTGGCAGCCCGAATG
GTGGCGATGAAGTCCTCGTGCTTCTTGCGCCAGTTGGACGGCTTCTTCGGTGGCTCTGCT
TTCTGACAGCCAGCTGAGCTTTGTGACTTTGGTTTGATAGGCTTGAGTACGGGGATGTCT
GTACCCTCTGCCCTCTGTCTACTGGAATCAAAAACCTTCCTCCTTTTAGTTGCTGTCTTT
TGGCAGATTTTTGCATGTTTTTCCAGAACTTTCGGGAAGAAGCATCTTTTGCAAGTATTA
CATTGGACCAGTTCACCCACAGGAGGAGCTTCAGCATCTTCAAATTCTTCCATCCTTAGG
TTATCCCTTGTTTGATGCTACTGTTATTTCCACCAGCCCCCGGCCATAATGCCCGGGTT
>CL8047Contig1
CTGCTTCCNGCCTGTAAAGTATTTGTGCTGTGCCATCTGACACTGATGCGTTCGTCTATG
GTATGCATAACGCTCCGCCAGAGGATTGATTTCAGGTTCCACGGGGGACAGCGGAGACAT
TAAGGTGTTTCAACCATTGTGACAAAGGACAAAAGCATAAAAATGATTGCTTCTGGCCTT
CCTCTACATAAAGGGAATGCACAAGCAGAGTAACCCATACTCCTGTGAGTCACTTCTGCA
GAGCCTGCAGCTTACAGTCCTGCCAGACTGCTCCTGCAAATTAACCTGGCATTATTGTTA
TTATTACCCAAAAGATTGGTGTCATTATAGGCGTGTTTAACCAGAAAGGGTTTTTTGAGG
GAGTTGCAGAAGAAATCTCTGGTTTAGCATCCTCAAACACTTCATGACGTGTTACTCAAC
GTGTAGACAGGTGGGAAAAAAATGATTTGCAACATGTCAACAAATGAGAAACTCAAAAGT
AAAAAATATATATATATGAAAATCACTATCTTAGGTAAGAGTTTACAAGGAAATGTTTGA
CATTTCATCAGTTTTGTCAGATTTACCAGTGGCGCTTGCTCTCTCATTAGACNCCAAAGT
GCTGAAAGGAACAAGATTCTCCCATTTATATACATCCACTTGAAGCAGAACAAGTCATTA
AGTCACCGTCACTCCCTTGCAGAGGCATAGTGTTCCGCCGGCAATACCCGGTCGAGCACA
CGCG
>CL8048Contig1
CCTTTTTTTTTATGAACCCTGATTACTGTTGAATTACAAATGAAGATGAACAGACAGAGA
GAAGGAAAACAGAAGAATGGTACAAACTGTCTTCTGGAGTGAGAGCGCACTAAAGGAGTG
ATCACAAGAGAAGACCAGGAACAGATCAAAGATAGGAGAGGGAGGGGGGGGGGGGACCCC
CTTNTCAANTANCAAANCANNNCCANNGTTTTTTTTCNCNNTANCTTAACCCNNCTTTNT
GNCAAAATTTTTTTTCCCCAATTTAAAAAAAAAAAAAANGGCAAAACCNTNTACCCCCCC
CCCNTTTTTTTNGNCTTTANTNGCCCCNCCTTTTTTNTCCAAAACCATTTNCAAATT
>CL8049Contig1
AAAATGCTGTTGGAAAAAGAGTCAATTTGTGACGTAGAAAATACACTGGGCAGGCCACAA
GACCCCCGCTCCGCTTCATTCGGATGCATTGACACTTTTAGAAGAACCGATTCATGTACG
TTTTTGTTTTCCTCGTCTGAGCTGGAACCTGGATCTAAACTGTCCGGCTGGATAGCTCTC
ATATTGCTCGCCATTTTTGTTGCACCATGTTAGGCTGGGGTTGTGGGGGGCTTAAAGCTG
GCAGGTGAGAGTGTAAACAGAGAGTAATGTAGAGGGGAAAGCGGAGTGGGCTTGCTTTGT
GGCAACAGTCCCGCCCACAACTCAAAGGTGAATTTTTAATGAGTTACTGCCGCTCTGCAG
GAACTACACAGGTTTTTTTTATTTTTATTTTGGCTAAAAGAAACAATAAATCATCATTAA
AAGACCACTGGGAACACTTTCAATGTCCATCAAAAGATGATCGGAGCGGGACTTTAAGCG
CATCAGGAAAGTCTGACTGTCTACCTGACCACCTGCGCTTTAACACACTTTTATTTTGGC
GGCTCACACACACACTCACTTTTCACATCATGAGGACGGTTCCTGTCAAGGGCATCAAGG
CCAGCCAGCGTCTCTCACTGTGGACCATAAACACACACTCTGATGGCTGCAGCAGATAGG
GGAGGGCATGCCCTTTCAAAGGTGCATGCAGCCCCCACAGGCCGCTTCAGTCATCAGCCC
GTCAGTGTTAAACTGCTGCTTTGACCTGCATTCA
>CL8050Contig1
GGCACGAGGGTCCTGACCTATCATGGGGAATAACAGCTCTGCCTGCCAGATGAGCAACTA
CAGCAGGAGGAACGTGCGAGTGTTCATCACAGAGAAGGCCCAGGAGATCGACGCCTTCAT
CGCTTCCTTTCAAAGCGACGAGGACCCGAGCGCGTCCGAGAATCCCGGGGATAAAAAGTT
CGCCTTCAGGAAGGACGTCAGCTGCGTGCGCGTGCCGGCCTCCCAGACTCAGGAAGTGCC
CTGGGAGCCGGAGCGCTTCCTGTCCGTCTTTGTGGAGGACGAAGACGACGAAAACGTCTG
TTCCAAACAAATCCTTCTCAACATGGCGCTGAGTGCACCCGTCACCGTCCTGCTGTACGA



CGTGTAGAAACCACGTCGGGGGACATGCATGACCCCATCTCTGACCTCCTCACCTTTGCA
TTGTTAAGACAAAGTAAAATGAGATGAAACTTTCAAAAAAAAAA
>CL8051Contig1
AAAGCGTGGCTGGTGACGACATCCAGATTGCTATCACAGCTGGCAACGAGGGTGGTTTCT
TCAGGGCAGAGAAGAGTCCCACCGGTGGGGTGTTGTCAGTGGCAAAACTCATCAAGAAGG
CACAAGACTTTGAGCTGTCTCTAGAGATGAGGCTGCGACGCTNCGGCACACTCTCCACAT
ACCTGGCCAAAGTGCTGGTTTTTGTTACAGAAGAGCTACCTAAACAATCTTACCTTGATT
TACAGTAACTAACTACTCCTTAAAGAGGGGATTTGTCACACTAATAAAAGATTTTTGCAG
AAAACATAAGAATTTTAAGAAGTTTAACATTTAATGACTTGTTGATGGGAATTGATACTT
GATTTGTTGATCCGTAAATTTTAAAATATATTTTTTATCCTTAATCAGCATTAATTGGTT
TAAATCATGCATTTTTTTGTTTTTTACGTGAATTAAAGTGTTTTATTTTATCTCTAAAGG
ACCACTTTACAACATTGGGGTGAAGCAGTTAGGCATTTTTATATTCGCCACTGTAGGTGG
CGCCCTCGGTTAGACAAAGGTATAAAATTCAAAGAGCCCAAGTGCATCTGAAAAGTGCAT
CTGTCATTTTATAGCTGCATTAGATAAATAGTTTTCCATTAAAACTGGTTTGGAACGGTT
AAGGTGGAACAGTTGTTTTTTGGTTGAATCAAATGCCGTGAAGACCTTAAAGTCTTTCTC
ACAGACAAGCAGTTTTCCTTCATTTTTCTCATACAGTTGGAATCCCTTGTAATAATGATT
TTTTACACTCATATTTGAAGTTTTCTCGTGTAAAAAAATGCCGTTTTACAAAAGAAAAAT
GACTTAAAACTTGATCCACCTTAATTTTTCCATTTTTAATTGATACTAATGGCTTGTTTA
GAATTTATGTGCAAAAGATGCCCCCCTTTTTCAATAAATG
>CL8052Contig1
TTCAACACTCTGTTCATTGATGAGCTGGTCAAAGACAGCTCCATACTCCTCATGAAGCTT
TTGCATCTCATTGATGTGACTAGCAACTTTGTTCATGGCCTTCATTGCAACATCCAAATG
ATAATGTTCTTCACTGTCGGGGTCGGTGTGAGAGTAGAGTTCCCTCAACAACAAAGGGTA
CTTCAGGACTCGCNGGATAGGTTTGATCAGGTACGACTCCAAAGTGGATGAATGTTGTTG
TTTGGGGTTTCTCTCAGCAAGGAAGGCTTTAAAATCTGGGTCAGTTTTGGCTTTAGCAAG
GACCTTGGGGACTTTAGTGTGGGAGGCGCAGAAAGCACTGTAGATCTTGAAGCGATCAGC
ATAATAAAGGAATGAACCACCCAGAGAGAACAACACTTTCTTAAATTGTTCCACCCTCTC
CAGCCTGTCCAGGTCAGGCACCAGTCTGATTCCATCTTCCAGCGTTCGCAGAAACTCCTC
CTGGAATTCCACCATCTCGCCAAGGTTTCCAAACAAAATGTCCAGCTCATCCTGAGTCAG
AAAATGCTCTTTCTGTAAAGGTTTCCGGTAGCGGTCGATGAGGAATCTCAAGTCTTTGAC
ATAAGTTTTCTCCGTCTCCACTAATTCATTTATGACTTTGCGCAGTTTGTCTGCGTGGGA
GAGTTGCCTCTGGGTGGCAGTTCCTGCTGTGGGCGGTAAGATCGACACAGGACTTGGAGA
GAGGGATGAAGAGGATGACGATGAGGATGATGATATGGGGCATTCCAGCGAATTCATGTC
ATGAAGGCTTGGACAAAATGTGGTCCCTTGCTCTGTGTTCTTGTCTCCAATCTCTATGAA
GGTCCTGTTTTCCTGAAGATCTTCAGAGGTCTGATGGGTAAGCTGAGGTCCGTCCTCCAA
ACTCTCATCTGGGCT
>CL8053Contig1
TCAGTGCCATTGTGCTGCTTGTTCTAATACTATTTATCTTCTGCCTTGTCAAGCGCAGAA
AAGGAGGCAAATATGCAGTGAAGGTCAAAGAGGAGAAGGAGGTGGACTATGAGGCTCGGC
CAATGAAAGATGAAACCTTTGGAGAGTACAGGTGGGTGATATCTGCATCATTTTTGAATT
TGTTCCTCTTGATCTTTCAGCTCAGTGGCCTTGAGGTAGAGTGTCCACCCTGTGACTGGA
AGGTTGTGAGTTCAAATCCAGGCTGAGTCATACCAAAGACTTAAACAATGCAGTGCCACC
CTGCTGAACGGGTTGGATTGGGGGGTTGAACCACCAAATGGTTCCTGGGCGCGGCTGTGT
CTGCGGCTCACTACTGGACTCCTTGATGCAACACACACCACACTCCCAGCACCTTCAGTT
TCTCAGGAGCAGGTCTGGTGACATTGTTCAAACACACTGCTTCATATTTGGAAGAGCCTG
CTCAAAAATCTGAAGAACTCCACTACAAAGACTTTTAGTTTCATTTTTCATTGACACTAA
ATCCTTTTGAGGTTCATTTGTGTTTTTTCTTTTTTATTGACATTTAAATCTGAACTTTTG
TGGGTTTTTCACTCATATGTTTTGTGCTGAAAGTGGATGGCCTTTATAGATTCATTGTTT
TAAAGTGCAGGCTTTCATGTTTTGAGTGTTATTTAAATTTTGATTTTTTTAAAGACGGAT
AAAACTTTGGACAACATTTAGGTTGAATTGTTATTTCATTATTTTACTGGTGATTTTACT
TTTTTTCTTATTGTTTTAACTTTTTATTTTAATTTGTTTATTCANGTATTTATTTCATTG
CAGACTTCATTCAATNTTCTGGATTCTTTTAAATGTAATTTTTTCAGTTTTGTATTTTTA
TTTGTGTATTTATNGTCTANGTCTTTGTCTTTTATTTGTGTAATTAATGTTTTTGTGTGT
TTTTTCAT
>CL8054Contig1
TCGGCACGAGGCAGGGACAGCATGTGCCGGCAGACCTTCACAGGCCACGAGTCGGACATC
AACGCTACCTGTTTCTTTCCCAATGGCAGCGCTTTTGCTACAGGCTCTGACGACGCCACC
TGCAGGCTGTTTGACCTTCGCGCAGACCAGGAGCTCAGCGTCTACTGCCACGACAACATC
ATCTGCGGCATCACCTCTGTGGCTTTCTCGCGCTCCGGCCGCCTGCTGCTGGCAGGCTAT
GACGACTTTAACTGCAACATCTGGGATGCCATGAAGGGGGACCGAGCGGGAGTGCTGGCC
GGCCACGACAATCGCGTGAGCTGTCTGGGTGTGACGGATGACGGCAAGGCGGCGTGCACG
GGCTCCTGGGACAGCTTCCTGAAGATCTGGAACTGAGCAGCCGTACACTGCCCCCAGCTG
TGGCCACAGGGGTGGTGCTAGTGGGGCACAGTTTGCACCCTGTATTTCACACTGTATGTA
CGATTTGACAAACCTGTACTGTACATAATATACATGACTTATGAGTTTACACACACTGCT



TGGAAAAAAGACGACACGAAACTGACTCACGTTCACAGAACTTACGGCTGATCAAAGTGC
ACAGAAGCACACGCACACATTCACTCTGTAAAATAACATGTGAGACCAAAAACAGCCAAG
TNTTTTTTTTTTTNTCCAATACATAAAAAAAAAATACAAAACACACTTTATCACTATTAC
CTGAATGAAGCCTTTTAATGCGCCTGATATTTCTCACTGCTCCTCCAGTTCAGCAGGGAA
TTGTTGGTCAGTTCTCTCTTTGTTTACAATGCAGCTCTCCAGTGCACTTCGCATTTCTTT
CTCCACAACTTCTGTCTCATTTGCATCTCAGCA
>CL8055Contig1
GAGGCTTTTACACCCAGTCCAAATGCTCTCATTTATTATTAAAGAATGACCTTGAGTAGG
TTAGGATGTCTGCATTTTTTTCACCTCATCCTTATTGTTTTGAGTAAGTTAATGTGTTGC
TGATACAAATGCTGTACTTCCCAGCAGCCAAACATATATTCTTCTTCTTTAATTGGGTCA
TGGTGGTCTGTTAGCCTAACCCAGTTGTCTACGGTCAAAAGCTGGATGAAAACATCCAAA
CTCAATACAGAAAGCTGCCAATTTAAACCAGGACCTCCACGGTTTCTACCCACAGCACAA
CTGTAAAACCCCAAATCTGGAATTATTAATATTTTTTTACCCAAGTACAATAAAGCTGCT
CCATCAAGACTCAAAAATAACCATGATAGATTTGTGTTTTTAGGTGACGACTCAAATTGA
CCAACAAGTGAGAGCTTTCAAGTCAGATTTCAACCATTTTCATCAAGCTAACATATACAT
AAAGATGACAAAGTGGTTTTACTTTTTGTAACCAACAAGTAAGCAACTGTTCCCTCTGGA
AAATTGGAACACTGACTTAACTGGGCAAGAGTTTCAGAGCATGTGGCAACCAGTCCTGAA
CCACACAGTGATGCACAACAGGCCTCAAACAAGACCGCAAGCTTGAAGCTCAACCTGCCA
CCTTAGTGTGCACTGTAGCCGTCACACATGGTATTTCTCTTTCTGTAAAAGGGGATAATA
GGTAGTTGCTCTAACTCTAATGGTAGTTGCAGTTTCTCCAAGTTATCAAGAATTACCTTG
>CL8056Contig1
CGGCACGAGGGTTTCAGGAAGTCACATGCAGCCTCGTCCAGTTTGACACAGATCCACAGA
GAACTTCTGGATCGGTTAAACAGACTGACTGTGATGTACTCCATGGAGGATTTAGTTAGG
TTTAAGGTGAAAACCCAAGTGAAGGCATTTATTATGATAAATACCATAATAAATAATATT
CATAATGTATGTGATTGTTTTCAATGTGTTTGTGCTGGTTGTAGTTGCATGGTGAGATTT
CTTTACAGTTTTGTTAATCCAGTTTATTTAGAGAAATAAAAATGTTTCATGAAGGGTTAA
ATGATTCGGACGTAGCTCTACTGAAGGCCCAGGTGTGTAATGTACGATCCACCACTGGAT
TTAAGAGAGAAATGTCACAGCATAAAAACAACTGTGAAGGTAAAACTGTGAAATCAATAA
AAAGATGAATCCTCATGTTTTAAAAAAAAAA
>CL8057Contig1
ACTTTTTTTTCTCCCTTTGCAAACACGAACAGTTCTAACATTTTTATTTTGATAAGCCAC
AGCCATGCAGGCATTCTCTAGCTAAATCTAATACAGTCAAAGTTTACAGCAGGAGCCATT
CAGACTGAGCTTCAGTGTTCTTCACTTCACCCTTTCCAAGGTGGAGTTTTGAGGTGGGGC
TCGAAGCGCCGAACATTTCTAGTAGTTTCAATGTTTTTCTTTTAAACATTTCTTATGAAT
TCAAGCTCTAAAAAGATGTCAACTTTTTTGAAACATTGAGCAAAAGTTGAGCAGGTATTG
TGGAAAATAGTTGTTTGATGAAGCAGCCTCTTTTTCTATCGTTTGCAGCACAACTCTGTG
GGAAATGCCCCATGACTCGTTTGTGTGTTGAAACCATCGACTGTATCTGAGAACTGGACC
GAGTGAGTGTGACGACGCCCATAGATGACGGATGACGTTCACTACGCAGTGATTGGTCCG
ACTCCGTCTTAGTCAACGCTTCTATGGCAACCACTTTCGCCAATCAGTAGTGAGCTCTTT
GGAAGGCCACACCCCTGTGATTTGACAATCAAACATTTAGAATGTTTGACAGGAGACCAC
ATACTTTTCTTGAGGCATCTGATTGGTCAGTTTGTAAAGGTTGTGTCACACAGCCACTAT
GTACATTTTGAACATTTCCAACTCATGAAATTTCCGTCTTTTGAGATACACTAGTGACAT
CCCTAAGTGTTTCTTGCGTACGTCATTCGTCAATGCACTCAAAAATGCGCATGTCCGTTG
AGGGTTTCGGCCGACGGGTTGTTACCTGAATTCGGTTTTGAACTGTTCAAAGTTTTGGGT
TGGTTGATAATTACACAGTTTACACGTTTTTTTACGTACTTTATATGCAATTATTAGGTC
ATTCGTACATGTGCACACGCAAATTTGTGGCTTTCCACAACCGTTCCACACGTCTAA
>CL8058Contig1
GGTGTACTGTATATTTGCTAGTCCGGTCTTCAAGTCAAGAGATGCAATGACTAGATGACT
CTTCACTCCACACACCAGCATCCTGTCCTGGAGCCTTGACAGGAGGGGACACAACAAGCC
CACCGTCCAAGGTAAACAATCTTCAACCAGAACCACGCCACTGGATGATGTCGTCTGCCG
GGTCAACACATCACAACAAACGTCTGGCATCTGAGACGGACAACTCTCAGAGACTGCTCG
ACAAGGAAACTGCTCAGCATTTGAAGCTAAAGGAGAGGCAGCGCTTTTTTGAAGAAGTTT
ACCAACATGACGTGGAAAACTACCTGCCCTCCACACACCTGCAGATCGACTGCAGGAAAC
CTCCCATGGGGAGCATCTCATCCATGGAGGTGAACGTCGATGTGCTGGAGCAGATGGATC
TGATGGACATATCTGATCAGGAGGCCCTGGATGTCTTCCTGAACTCAGGATCAGAAGAAG
GAGCGCCGGCATCTCCAGGACTAGAGGATGATGAAGACGAAGAGGATGAAGAGGCAGAGG
TGGTCTACAGAGAGCGAGCGCCTCTGCAGCGACAAAGGGAAATCTACCGTGGCTCACAAT
CCCGCATTTCTTCAACGTCGTCTGGTTCCAGCGACACCAGCGCCGGTGGAGCCGACACTC
CTGTCATCCAGTCAGATGATGAGGAAGTGCATGCTGACACTCTGTTGCTGACAAGCGTCC
CTCAGTTGAGGGATGAGGAATCAGAGGAGGACGAGGAGGTGAAAACAAGTCTTCCAACTG
ATCCTCTGAGAGACTGACTTTTATCTATAACTTTCTTTGGCTTTATGTGTACATTTCTTT
CTTATGGGCCACAAACTCCAGCACGATTGGGCCTCACTGTGCTCCTCTGTGCAAACATGC
CCTGTACCTCTGTTAGCTTTACAAAACTATGT
>CL8059Contig1



CCCCTGTTGGGGGGATAGGGTAGAAGGGCTCCGAGTGCGAACGCGTTCATTATCACATTC
TTTTGCATAATGACCCACTTGCTGGCATCGCCTACAAATGATGGCTGCACGGTTTGGCCG
AGTTTGCCGCGGTGCTCTCTGTAATGTAGCCATAGCATCAGTCNAGCTTATTAATCTGCT
CCTGTTGCTTTAAGATTAGAGCACGCAACTCCACCAGTTCAGGGCCAATGACACCAACTG
AGGGAGGGGGGGCGCCAGGCTTCACATTTGAACCTTGCATAGCACAAATAGAAGGGACTG
GATAAATGCCACCACGACGATCCTCCCCTGGTCTACCTTCACGTTCCCACTGAATTGCTG
TAGTCCGTGCCTCCCACATAGACATTTGCGGGGTTAAACGCACCAGCCTTTTTAACTCCC
TACGAAGGTCTGGGTCCAGGACATGTTCAATAAACTGGTCGCGCAAGAGTTTGTCTGATT
GAGGCACAGACTCAGGGGAGGTCTGCTTAATCTTGTCCATGACTGAGAGCAGGGCATGAG
AATACTCTTGGAG
>CL8060Contig1
GAGGGGTTTGTCCACCTGCATCTCATTTACCACACCTGAGGTCCATCTGGCATCAGAGGC
TGAAGCCTCATTGGCTGATGGACGATTTGGAAACAAAAAAAAACCAGACAGATTTTTTTT
GCTTTTAGTTGAAAAATAATTGTCAACCCACCACTTTACAAGCTCATATTTGAAAAAGAA
AGATAAGCCTCAAATCCCTCTGCATACAAAAAAAGACACATTTAACTAAATAAGTGACAG
AACTTAAAACAAAACTCCATATTTAAATCTGAATCTGGCAGTGAGAGCTTCATCTTTTCA
TTTTTCCGTCTTCCTTGACCCTCCACAGCATCAGCTCCATGCAGGCAGCTGCATCCTCTG
CAGTGTCGTGGCCACAAACTGGGAGAAACGGCAAACATTGAGTCTCACCTGTTCAGCTCT
TCCAAATGTATTTTTAAAAAGGACAAATGTCTTTATTCAACGGAACGACAAAAAGAAGCT
CGGGAACGTCCCCCCCGTGGGCAGCGGACCCTCCCACGCTGCACACCCACCGCTTTCCTG
GATGATCCTCCGGAGGTGTTCGGCCGTCAGGTGTTTGAGGCTGAGCCTGTGGGGGGGGCC
CAGGCGGTGGGGGAAGACCACCGACGTGTCCACGACCTTCCCGTGAAGCAGCTAGAGCAC
AATAAAAACTCCTCAAACTGCTTTCATTTCTACAGGATGATCGGAAACTGATCAGTCGCA
TTGCATCATGGGAGAAAATATATTTGTACCATGTGTATTTGAGTTTTCATATTAGTTATA
AATGTTTAACTTAAAAGC
>CL8061Contig1
TCGGCACGAGGCAAAGTTTCATAGGAAACAGAGTCAGGTACATTACTCAGCATGTAAGGT
GAGTGTCTGAGGGGTCACGGTGACCCACCCGCCTGCATGGATCCGAGCTGCAGCTGTCTG
AGGGGTCACGGTGACCCACCCGCCTGCATGGATCCGAGCTGCAGCTGTCTGAGGGGTCAC
GGTGACCCACCCGCCCGCATGGATCTGAGCCCCGGCAGCTCCTGGAGGGACACTCGAACG
CACCAGGCTGACCCCGGAGGCCCCCGCTCCTGTCAGACTGTCACAGAAAGAAACTTTGGG
A
>CL8062Contig1
AAATGAATAATAATCTTTAACTCTTCTTATTTCTGCTGAACAGGAGCTGACTGTTACCGT
CATAACACAATGCACACAAAACGGTGAGATACAACCACACAAGCCTCACAAAAACTCATT
TTAGACAATAAATGGAGGATGTCACTCAATACAAAGCATTATAAACAAGTCATAGATGTT
ATAAAGAAATAAAGTCCTTAAGAATCCACAGCTATTTTATTTTCTCCTTTCTGTTGTAGT
CAGAAATAATGTTTTCCTGGCTGTTGAGACTAAAAACAAAGATCTCCTTACCTGCAAAAA
CAACTTTGACTTTTATTCCACATCATGCAGTTAAAGCAGAACAAGTTTAAGGCTTGCTGG
TAGTTTTTTAAATCAAAGAAGAAAAACAAATGTGTAAAAACAGCAAACTAAACCAACATC
ATTGTGTGTTTTTCCCTTTTACATAAAGACATGTCAAAACAAACTAATCACATAAAGGCT
CAGAATCATAAAGGTTTGCATCAAATATTTTTTCAATAAACTTTTTTTCCCGTGTGGGAG
ATTGTTTTTATTTTCTGAGTCCTTGAACTGCGATTGTTTAAATTATTGCACCGTTAAAAA
AAATATTGCATAGGATGTAAGCTGCAACCAGCTCCTCATTGCCCAGCCATGACACTAAGT
GTACAGGAGTTCTTCTGTGAATGCTATAACTGTTAAGACCGAGGGTCAATTTGTACACNA
GCAAATGAAAGTTTAAAAGGATTTCTTTTGGCACAGGACAGCCGGTGGGCAAATGCGTT
>CL8063Contig1
GGGATAACGGTGCGACACTCATCCTTGCCTACCTGAATGAGAAGAACCGGCCCTACAGCG
CGCAGGATGTCTTCTGTAACTTGCAGAAGCAGCATGGTTTGGGGAAAACGGCTGTGGTCA
AGGCCATGGAGCTCCTGGCTCTGGAGGGGAAGATCAAGGAGAAAACCTACGGGAAGCAAA
AGATCTACTTCGCAGATCAGTCTCAGTTCAAAGACGTGAACGATGCAGACCTGAAGGCAA
TGGATCATGAGATCTCGGCTCTCTGTGCAGAGGTTCAGTCCGTCACACAAAGCTGCAGGG
AGTTAGACGCAGGTGTTGATTCAGGACCCTGGGTGTATTTCTTTGAAGTTTTCTCACTTT
ACATTTACTTGTGATGTGTTTTAACAGAGCTGAAGGAGCTGAACAGTTCCCTCACAACAG
AAGAAATGGTCGCCGAGATCCAGCAGCTGAAAACCGAATGCTCTGGGTACAGAGAGCGTT
TGGAGAAGATCAAGTCGGCATCAAATCACGTCACACCCGAGGAGAAGGAGAAGGTTTACA
AGGAGAGGGATGTTTACGTTAAAGAGTGGAGGAAGAGGAAGAGACTGGCTTCAGACATGA
TGGATGCAATCCTGGAGGGATATCCAAAGAGCAAAAAGGAATTCCTGGATGAAGTTGGAG
TGGAGACTGATGAAGACTGTAAGGTGGTTTTTCCAAATACCTGAGCAAAAGGATGGATTG
TGAAGCTACTAAACTAGGAAAACAAATCTGATGTTTAATTTATAAATGTGGTTTTTGAAT
AAATAGTACATGTTTACTCAACATTAGAATAAAAACAAGCCAATGTTAGGCATTTTT
>CL8064Contig1
CTTTTTTTGTGCCAGTAAAACAGAAAAGAAGGAGGAGGAGGGGTTGCTGTTGATTCTGCC
CTCCCTTTCTCCTCGCCCTTCGCTGCATCGCCTCTTCCCTCCTCCACTCCATCCTGAGTA



GGCTGCCCCTTTTTCCTGTACAGCGAAATGCAGCCCGCTCCACCATCTTAGAGAAACACT
GGCATGAAATGGCAGTGGGAAGACCAGTGAGTGCAGGTAACTCGCCGAACCTACTGTGCC
CACCGAACGCAGTCATTTCACCGGCGCCATCCTGACTCTTCATCCTCATCCTCCATCTCC
CTGGTTAAACGCTGTCCTCTCCGACGGCGGGATGCAGTCCTTGCTTTTAATCACTTCAGA
TATGATTGTTAATTACGTGATTCTCGAGATGCGGCAACGGGAGGGAGGGTAGGGAGGGTG
AGTTGGTGAGGGTGGAGCGTGTTTTGTATGTGTTCACAATAATTCACCGCACTCTCGCCG
CATCTCTCANAAGGCTTTCAGTGGGCATCTGTCCTTGAAGCGCCNATTTTTATTTCCCTT
TTANGAATTCTGATGCCATGCTCACATCCTGACATGGCGGCGGATGCCATTTTGGANACA
GGAACANAGCCTCAATGCATGAACCCGTACATANTTGANCANCTTANGGGTTTGGAAATA
TGTTTAANTCCCACACCATCNTGNAATACNATTANATTAATCTTTTGCNNTGTGTTGAAA
CTGCTAATANGTTAATTCTGAAAACCTTTTCANTTTTTCNTTTATCTCCTTACTC
>CL8065Contig1
CCAATCCTCTGTTTCAGTAAGATGAAGGGCTCGGACAACCAGGAGAAGCTGGTTTACCAG
ATCATCGAGGATGCCGGAAACAAAGGTGAGCTCTGTCTGCCTCCTTCCAGAAGGTACCGC
GGGTCAGAACCTCCCAGATGTTCTGTTCGCAGGAATCTGGAGCAGAGACATCCGCTTCAA
GAGCAACCTCCCTCTGACCGAGATCAACAAGATCCTGAAGAACCTGGAGAGCAAGAAGCT
CATCAAAGCCGTCAAATCTGTGGCCGTGAGTTCAGAACCGAGCCGGTTCCAGACGTGCTT
GTGGCCGCCGGCAGTCCTGAACTCTGCTCGTCTGCCACGCAGGCGTCCAAGAAGAAGGTC
TACATGCTGTACAACGTGCAGCCGGACCGCTCCGTCACCGGAGGGGCCTGGTACAGCGAC
CAGGACTTTGAGTCCGAGTTCGTGGAGGTTCTGAACCAGCAGTGCTTCAAGTTCCTGCAG
AGCAAGGCGGAGGCGGCGCGGGGCGGCCAGCAGAGCCCCATGGTTCAGAGGAACAGCTCC
TTCGCCACGTCTCACGAAGTCTGGAAGTACATCAGCGAGTTGGGCATCAGCAAGGTGGAC
CTGTCCATGGACGACATCGAGACCATCCTGAACACGCTGATCTACGACGGGAAGGTGGAG
ATGACCGTGATCGCCGCCAAGGAGGGGACGGTGGGCAGCGTGGACGGACAGATGAAGCTG
TACCGCGGCGTGAACGCCGTGCTGCCGCCGGCGGGCCTGGTGAAGACGCCCTGCGGCCTG
TGCCCGGTGTTTGACGACTGTCACGAAGGGGGGGAGATCTCGCCATCCACCTGCATCTAC
ATGACAGAGTGGCTGGAGTTCTGACTCCGCCCATGGAACCCCGCCCCTTTCCTCCATGGA
GCCACGCCCCTTTCCTCCATGGAACCCCGCCCCTTTCCTTTGGTTACGTCTGATTTAAGT
TAATAAAGT
>CL8066Contig1
GCGGCCGCGGATCCCAAATACATCAGCTGCAAGAGCTTTAGCAAAGCTTCAAGCCATTTT
ATTTGTCTACTTGGACGTTTTATTACTATTTTATATACATTTACACTCGACTTTTTGACT
TTGCCGCTGTTCTTTTTTCCCCCTTTTTTCTTTTTCTGGTCGTGAAGATGAGAAATCTGT
GGCTGCTGTTTCTCGTCGCGCTTTCGATGGGATTTTTTAGCACCAAAAGCAGTGTCTTTT
GCCAGTCATTTTCCACAGTAGATGACTTGTATATAGAAGGTCAACCATCAGGTGACCTCC
CTGTTGATGATGAAGATGGGGAAGACGATGGATCAGGCTCTGGATCAGGAGATTATGCTT
TCGTGCACCTCTCAGAGAATGAGAAAGTCTTCACGAGAGTCTGGAACTTCCCACAGACCA
CACTTTCCAAAGAAATGCCACAGCCAACGACAGGCTCCCCCAACACCTCCCCAACTACAG
AAACAACCAGCCAGGACAAAGTATTCCAAACAACAAGCAGGGATAACAGTGTTTTCCTTA
AGCCTGCTGAGGAATTGATGACGCCAGATACATACTCATTTGACCCCACCAGTCCTGCT
>CL8067Contig1
GGAGCGCAGCGACATGGGCTGCTCAAAGCTGCTCATGCTGCCGCCGTGCGGCTCGGGGAG
GGAGACCGACTTGTACTTGGAGAAGCAGCTCTTTTCTGAGCAGCTGAAGTCATCCTTCTG
GTGTAGGTAGGACGGCAGGCTGTTGGGGTACCCTGAGCCGCTACTGGCAAAGCTCGGGTG
GAGCAGCCTGACCTGGCTAGGGAAGGGCGTGGGCTGGCAGAAGCCGGACGGTAAGCTGTG
GCGGAGCTGCGATGAGAAGAGGCTGGAGGCGGTGGGATGGGGCGCGGGGTCCTGCTCCTC
CATCCACCTGTGTCTGCCCAGCGCGGGGCCTTCAGAGGTCGCTCTGTGGTTTGGGAGGTT
AGGGGCGCAGTTCAGTTTGTGGACGCTGCTGGTTTCTCGTTCCTCCGTGTTCATGGTCTC
ATCATCCTCTTCGGGCGTGTTCAGATAGCTGCTGACAAAACTATTCGGAGCGGAGGTTGG
ACAGGCGGAGGCAGGCAGCATCACTGGGCCTTCTCCTCTGCTCGTCCATGTGTCCGTCAG
GCTGCACCCAGAGATTCGTCGCTTCTTTCAGCCTCCGCCGCGCACAACCCGTCTCCGTTT
ACGCGGAAAAGTCCAAAGTTTGGCACAAAAGCTGCGCTGATGATCCTTTGAGCCGCAGTC
CCCTCATGACAGATGAAAGACGTCTTCTCGACGCTTCACCTCCTCGGGTTTTTTAGAGGC
CAAC
>CL8068Contig1
GCTGAGTTCCACCGATTTGTCTTGAGTGCTAGCTTAGTTTTGACTTTTATGCTGTAGTTT
ACTTTCATCCCCTATTGTATCACCATGTCGGTGGCGTTTGCACCTCACAGGCAGCGGAAA
GGTGATATAACAGCCGCTGGAATACAGAAGTTACTTGATGAAAACAACCACCTGATCCAG
TGTATAATGGACTTCCAGAGTAAAGGAAAAACAGCAGAATGTTCACAGTATCAACAGATG
CTTCATAGAAATTTGGTGTACTTGGCCACGATAGCAGACTCTAATCAGAACATGCAGTCT
CTCCTTCCTGCTCCACCCACTCAAAACATGCCTATGGGCCCTGGTGGCATGACCCAAAGC
GGACCTCCTCCCCAGCCCCCACATGGTCATAATATGCCCTCTGAGGGAATGGTCAGTGTT
GGCCCCCCAGCCCCCCATATGCAGAGCCAGATGAATGGACAGATGCCTGGTCCTAATCAC
ATGCCCATGCAAGGACCCGGTCCAGGCCCCAACCAGCCTCCAAACATGTCCAGTGGTTCC



ATGAACATGCCCCCCAGCAGTCATGGCTCCATGGGGGGTTACAATCATGCTGTCCCATCC
TCTCAGGGGATGCCGGTTCAGAGCCAAATGAGTATGACCCAAG
>CL8069Contig1
GAACTGCGGAACCACTGCTCGGACGCGATTCCGTTGCACGTTTTCTCCTTTTCCTTTAAA
TTTATTTTCTTTATTTTTTTTCTTTATTTCAACAGATAAGCAATGAAGTGCAGTGTTAAC
ACTAAGGCGTTTTAGCAGACCACCAACGGCGGCCGAAATAGCTAAGGAGTCACAAGTTGC
CAGTTAAAGTTGATGTTAGCTAGTTGCGTAGTTTGACAGCTAACTAAGTAAGCTAGGCTT
GTTGGTGTTCGACGTCAGATTCAAAACAAAGCCCGCAAATCCAAGAAACGCCCCGCTGTC
AACTCCATACCAATCCGTAAACCTGCAACGTAGCATCGTAAAACGATATTTTCATCGCTC
CATGTCCATCGGTAATTCTGACCTCAAGTTAATATCGAATGGAAACAATTTAGCCGTCGT
TAAGCTGAAGTTGAAGACGCTGCAGCCGCTTTAAAATTAAACCGGGAAATAATCCAGCAG
CTGGAGCCTTTTTTTAGCTTGATAATAACGTCGAGTCGAAAACAGTCATTCTCAAATTCA
TTTGATAGCTTTGGAATTCAATGTCTGAAAAGAGTTCATCGTCAGGTTCGGATGAGGATA
TTGACCCGGAATCCGCACAGCCCGTGGAGTTCGGGGGAGTATTAAGCAAATGGACAAATT
ACATCCATGGATGGCAGGACCGCTGGGTCGTGTTAAAAAACAATACCTTGAGTTACTACA
AGTCTGAGGATGAGCGGGAGTACGGCTGCAAGGGCTCTCTGTGCCTGAGCAAGGCTGTCA
TCACCCCTCACGAGTTCGACGAGTGTCGTTTTGACATCAGTGTGAATGACAGCGTCTGGT
ACCTCAGAGCAGAGGATCCCGGACACAGACAACGCTGGATCGAGTCCATAGAAGTGCACA
GGCCGAGTCTGGATATGGTCTGAATCAAGCCTAAGCGTCATGGTTCCATGTGGCTCTACC
TCACAGCGAGT
>CL8070Contig1
CATTGAGATGCTGTGCATCAGGCCACTGAGGGTAGACTTGACAACAAAAGCTGGTCAGAT
GAGGAGCTAACTAAAAACTGCCTGGAAGTTAATTAGTAGATATAAGAAAAGATCATTTGA
TTCTTAAGAAGTAAGGAAAAATGGGGACTAAAGCAGGTTGTTAATCATTACCTTTGTGTC
AGCTCCTACCTGCTCATTTACCATATTAATGAATAGTTACCAAAGAGTTGTAAACAATAT
TCAGATGTTGACTTTAACCAAATGCAAAGATCACTTTGAACTCAGGAAAAACAAACGACT
CANTTGTTGTGGTGTAATGATTAATTTCAACAACAGTATGATTCATATCANAATTTGTGG
TTGCTGATGCGATTCATTGTCCATATTGGCTTTGAACAATTTGAATTGATCCCATTCACT
GACCTAAAATGGATCTAGGACATCTTTAGCCAAAACTTCAACCCAGTGTGACTCAGAGAT
AAATATCTGCGTAATGAACATGTGTCGTTTTTTTTCTAGATTCTTTGCATTTCTTGCAGA
TAATCAAGTGTAAAATAAACATGTGTACAAACACACAAGTAAACAATTATTCATGTTAAA
TCCATTCACATGTTAGTTTCCTAAAGTTTAGCTCGCCATTGTTTTTCCACATCAAAATAA
TGCAGACATTATTAGAACATTCTACCACACTGCACGGTCACATGTCTTTGCAAAATTCAA
AGTGTTTCCACAAATTGGACTGGAATGATTGATAAGTTTTTGCNGCCATCACATGTGTGT
TGTAATGCATTNGGTTGTTTGTACTTAATAGCCAAA
>CL8071Contig1
AACACGCGTTGCTGTTTTCAACTACTCTGTTGATGTCGACAAACTTCCACTTCTTTAACG
GATAAATTTACTCAACTTAGTTATTTTTTTGTTTTAGTTTTTTTCCTGAGGTAAACTCAA
TTCCTTCGTGCTCTCTTCCGCGTGTGGAGCGCGCGCCTCTGACGGGAAGCTCTCCCTGGG
TGCGTTTCCAGCTGCTGACTTCATCCGAATGAGGAAGACTTTTGACTGTGACGCGATCCC
TACGTCCAGCCGTCAAGCTCGAGGAGAACGGAGGGTGTTTTCTTTTATTCTGACCAAAAA
CATGAACGGGATGGCGTATTTGACAATCTGGAAACAGTCGTTCCACCTCCATGGATCCAT
ACTTGTCGCGCAGAGAAAAGGAAACACTCTAGTGTTGTTTTCTGCGCCATGGCTGTTCTT
TTTCCTGCTTCTCACGGGGCAGTTTGCTCTCACTTTCGGTGGAGGCGAGAATGACGCGGA
GGTTAACTTTGACTGCACCAACGACTTTACAGAGATGTTTTGTCAGTTTGAGCAACAACA
CTCAAACTGCACTGATCACAATGTGACTTTTGTCCTGATTGATTACAGCGAAACCACTGA
GAATGGATGCACTTTACAGCAATGTGACAAGAATCAGTGTTGCTGTTCTTTGAATATGTT
GTTCGTGTACGGACAGAATCACCATGCAAGTTTGTGGAGAGGTGATAGAAGGGTTGCATC
TAAAACCATCAGTGTAAATGACAGCTTCAAGCCTAAAACTCCC
>CL8072Contig1
TTTTTTTTTTCTCCTTCTTGGTACCCAGACCCTCGGCGGCGGCCGTGAGCGGGCCCCGCC
CACGCTCCTGGATCACCAGCTGGCGGTAGTGTTCATCGCAGGGATGGTCCCACGTGGACT
GACCCGTGGAGAAGTTGAAATAGTAGATGTCCCCCGTGACATCCAAGGTTTCCACTCCGG
AGGTAAAGGAGCCTTGATGCCCTCCTTGGCCAGCCACAGCAGCTCTGGCTCCTTGTCAGG
GTCGATGCCGATCTCTCTGGCGTACTCTTGAATCTCTTTATCGGAGGGAATAAAGCTTTC
ATCGTATTCCTCTTCCAGGATCAGCTGGTCTCCTATGACAGCCGTCATGGTTACTCCCGA
ACTGTAACCAGTTTCTCATTGGCCCCTTCGGAAGTGGCGACTAGGCTTCAACGCCTCAAT
CATTGCTCGGATACACCAGAATAAGACGCAGAAGTGGACGGAAACATCGC
>CL8073Contig1
ACNTAACCTAATGTTTATTTGCATGACAATAAAGCATTTTTTACATACATGCATAAAAAA
GCAAGGAACACATTTTGGAATTTAAGCTAAATAAACCAAACCAAAACAAAAGAAAATGTT
TAATGCATTATTTTAAGCACACTCGTGATCATCCTACATATGTGTAAGTAACATGTCAAA
AATGCACGCGCATTATAAAGAAAAGCACATTTAACTTACATTTATGCCTGTAGGGAAAAC
CTTGAGGACATATTTGTACTGTGTTTTTCCTGTAAGATAAAAGTTTAACAGCATGTGTGA



GTGGCATGACACACTTGGTTACCATTGTATTGAAGTTCCCCTTTACAAAAGCAGCTCTGG
ATTGAATAGATGAATGAGCAGATTTTAGATTTCACACCTAGAGTGCGTTCAGAGTGGTAG
ACGATCCACTCAGCAGCTTTACCGTTGTTTCTCCATCGATCCCAGGCTATGTGCCATTAT
GATGGATTGCTGTGTGGGCTGCAGGGAGACCAGCACTGAGCCCGCCGTATTGACGAGGCT
CCAATTCCCCTCTCCTTTTCTTGTTAAATACCTCTCTCCCAAGTTAATGAACTGAAGGCA
GGGAGGGCTGCAGGAAAAAGGGAAGGATTCCTGATAGTCTCTAGTGTTTAAATGTTTACT
CTGCTAAAAGATAAGCAAATGAAGTTAATTTGTTTTGATTTTATCCAAATTAAATGGTGA
CAAAATTGTTTTTGCATTCATGCAAACATGACACAAGTGATCTGAAA
>CL8074Contig1
TTTTCTACTTGGTATTTTCAAATCCCAGAAATGAAGACCTGCATTTCATGTAGTTTTTCC
ATTAACCCCCCCCCACACACACATTTTTCAATTGACATTTAAAAATGTAAAAATGTTATT
TTTTTAGTCTGTTATTCAGAAACAGATTGCAGTTTTATTTAGTAAAACATACATTTTCAC
TGAAAATCCCATTGGAGTTGATGCAGCTGGGTGAAACATCTTCTAGAAGATGCAAAGAAC
AGCTGAGGATCAGGAGCAAATCACATGAGCTCCAGAACTGTGGCCTTTTTTTCCCCCTCG
CCTTGACCAATAGAGGCCACTTCAAACTGAGTGAGCTTCTCATTTAAGAAGATAGTGAAG
CGCTAAATAAGCATACACCCTTTTTATTTGTTGTACAGAAAAATACACAAATACTTTATA
ATCTATAAATACTTTAACACATAAATAAGAAACTACTCTGACAAATCATAATAAATGATG
TGTAAAAGTTTTAAAGTCCTCTTTTGATCTATTGTAGAAGCGTTCCCATTTTATTTATAT
ATGATTATGGCGTTTAAATCCAAAATTTAAAAAAATTTGTGTTGTTCAACAAAAAAGTTC
TTTAGAAATTCACCTCTGAGTTGTGTGTGGGACTGTTGGTGCAGAGCAACCATTGAGTCT
ATCAGAGAGCAATCCCACCTTCCCTTCCCTTCCCAGCCTAGATTATTTTCTACGTCATAA
AAAAGCTCTTTTTCAAAAAGTATTATTCCGTCTGCTCCTGATTCATGACACTTCGAATAA
AGAGATACTCAAAAATGCAACTTCGAGCTGAATTTATTTGTC
>CL8075Contig1
CCCGGGCATTATGGCCGGGGCCCACTGAAGAGCTGCAGAGAGCAGAGCACACAGTGCCGC
CAGGTGCGGTGTCTTTTTACCTCTCAACATTGCGGCCCGTTGAGTGTCGACTACGAAAAA
CCGTTAAAAATTGAAACTTTTAAAGCTCAGCAGCCATGGCGGCTGAAACCAACAAAGTCG
AGCCTGCAGACAGCGAACAAGATGAAGAAGAAGATGTATACGAAGTGGAAAGGATCATAG
ACATGCGAGTGGAAGAGGGCGAAGTGCTTTATAGAGTTCGTTGGAAGAATTACTGCTCTG
ACGACGACACCTGGGAGCCTGAGGCTCACCTGGAAGATTGTCGGGAGGTCCTCCTGACTT
TCAAGAAGCATTTAACTGAAGCTAAAGCCAAGAAGGAATCAGAGGCGAAGAAGAGTGTGA
AACCACTGCCGCCAAAAAGCGAATTGTTTGATGCAGACTCCGAGAGTGAGAGTGACAAAG
ACCGTCCCACTGAGGCGCCCATCAAGAAGAAGAAGAAAAAGAAGAAGGTTCAAGATGAGG
AGGACGAAGAAAACCTGCTAAAGGAGAAAAAGAAGAAGAAAAAAGACAAACGTAGAGAGG
AACTTAAACCCCTTCCAGCACCAGACACAGACGATGAAGAGGAGAGCGTGCCGACCCCTT
CCTCTTTAACTAAAGAGAAAAAGACTGTTTTAAAGAAGCGTTTTGCAGACTCTGACGATG
AGGAGGAGTCTCTTCCCTTAAAAAGCACAGGAAGGACAAAGAAAGGGGCGAAGGAAAG
>CL8076Contig1
ACTTCAGCAGGGAGACGCTGGACCGGCTTAGTGGGAAGAGGAGCGACGCGGGTTGGTTAG
AAGCCAAACAGAGAGACCCGGACACAGTCTACCTCCTGTTCTCCAACCTCAGCCCCATGG
CAACCGTGACCAAGGACACCAGCGGAGACGGGGCAGACCTCAAACTGTGCCGGTTCAGGT
ACAACGCAGTGAAGGACCTTCTCCAGAAACCTGCGACTGTACTCATCTTCCTCGGTGCTG
AGAGGACAAAGAACTCTTCCTCCTCCTCCTCTCAGATGGAGCCAGGTACCCCAGATACTC
CGGTTTGGTTTGCCATCAACGCCGATGAAGATGCGGCGGAGTTACTGAAACGCTGTGAAG
ACAACGGCTGCTTCTTCCCAAAGACCCCAAACCGTGACCTCCTGAGACTCGATGAGGAAG
AGGCCGGCGTGGTGGCCCAGGCCCGCTCCGTCCTGGCCTGGCACAGCCGCTACAGCTTCT
GCCCCACCTGTGGGAGCCCCACCAGCCTGCAGGAGGGGGGGCACAAGAGGAGCTGCCTGA
ACCCTGAGTGCAGGAGCCTGAAGGGCGTCCACAATACCTGCTACCCACGAGTCGACCCGG
TTGTCATCATGCTGGTGATCCACCCTGATGGAAACCAGTGCCTGCTGGGTAGGAAGAGCA
TCTTCCCTGCACGCATGTTCTCCTGCTTGGCCGGATTCGTAGAGCCTGGGGAGACCATCG
AGGAGGCGGTGAGGAGGGAGGTGGAGGAGGAGAGCGGGGTGAAGGTTGGTCCAGTCCAGT
ATGTGTCCTGCCAGCCCTGGCCGATGCCCTCCAGCCTCATGATTGGCTGCCATGCCATCG
CCACGTCCACTGACATCAAAGTGGACGAGGATGAGATTGAGGATGCCCGATGGTTTCCAC
GACAACAGGTGGTGGACTCGATGTTCAGAGGAGCTCACCAGACCTTAGTCATCCCTCCCA
GACAGACCATCGCCCATCAGCTGATCAGACACTGGATCGGCATCAACTCCAACCTCTAAC
ATTCAGAAACGCAAAGCTCTGCACGTGCTCCACAAACACAAAAAAAACAAACAAACACAA
AGATTCAGACACGTTTTACCTTTTCGTGATAAATATTTCTCCACTTATTTTGAAAGTTGG
CAGACAACCATTGAATAAAT
>CL8077Contig1
TTTTAACAAGTTTTTCTGATTCTTCTGAACTGACATTATTTGACAGTTTCTTTCACAAAG
TANATCAAATGTCACATGTTACTTTTCCAGCCATTGACCAGTGATCCGGTGAAGAGGCTA
GAACCTCAGCGNGCAAAAGNNAAACGCNGGTTAAACGATGGGGGGGCANCACAACAAGCA
GGCGGGGGGAACGGCTTTCCAGGTGCTGGCTGCACCTTAACAGGAGCAGCTGCCTTCANT
GGNCTGCGGCTCCTGAGGTTTGTCCAACTTGATGTCNATCATGCCCTCTTTGCTGGGTTC



TTGAACACTCTCCATTCCCGGAAGAGCANCTGCCACACNCCGGAACAGNTGCTTGACGTT
GTACCCCNTCTTGGCACTGGTCTCTATGAACATGACGCTCAGCTCTTTGGCCCTCTGCTC
GCCCTCCTCGATGGTGATTTGCCTTTTATCTGCCAGGTCCGTTTTATTGCCAACAAGCAT
GATGATGACATCACTTCCCCTCTCTGTTCGTACATCGTCAATCCACTTTGCCGTCTGCTG
GAATGAATTGACATTTGTGATATCGTACACCACCACGGCCACAGTGGAGTCTCGTATATA
ACTGGGGATGAGGCTCCTGAAGCGCTCCTGTCCGGCCGTGTCCCAGAGCTGTAACCTCAC
CTGGGGTTCAGAGAGAGACAGCGTGCGATCTTCCAGATACATGGTTTTCGACAGGAAGTC
GATTCCGATTGTAGCCTGCATCCACCTGCCGCCCCTCTCCTCTGTAGGATGTGCCGAGCA
TCACGCAGGAGAGCATGCAGACTTCATGAACGGGGTCATGACTGCACTCACAGAAACACC
ATCTGAAGACCCCGGCCATAATGNCCGGGTTTAAAC
>CL8078Contig1
CCAGGTTGTGTCGAAAGCGTCCTGGTGTTAGCATTGTACAGCCTGTAAGGGAAACTAGTG
AAAGCGACATGGAAATAGTGTAGCCAACTTGTAATTTATGTGTTGAAGTGAAAGCAGAGA
CGAGAAGGAAACAATTGAAATGACTGTTTTAGTCATGACGCGCGTGCTGGGATGTGACGA
CGTCAGTTAACACACGGCTAACAAAACATTAGCCGTTAGCTTACAGTCCAAACTTTGACG
GACAACTGAAGCGATCCGCTGGCTACTTGCTAATACTTCCTCCTCATTTTACTACAACTA
CCCGATCAAATAAGGTGACGTTGTGTTCGCTTTCTCGCGTTGTTTCGCTCCGTGAGCATC
GCTAAATTTATTTAGCTTTTTAACGTACGACCACTGATTCATTTAATCGGTCGTTTTCCC
CCCCTAAAAGTGAGATTAACTTTACGAATTGTCGCCTGCTGTTCCAATTAACCTTCGTTT
ATTTGTTCATGCTAATTAAAGCTCCGTAAACTGTTTGAACTTTGTCAGCAACTAACATAT
ATTCAACAAGCAGACGTCGAAAGTTGCTCACTTCCTCCGCACAGATGAAAGTGGAGATTG
TTTTTATTTAGCAGTCAAAAACACAGTCTCTTTTTTAGAAAGAAGTCTATCGATCGGGAT
TAGGAGAAATGATGCATAAATCCAGGATGGCACATTCGTGGGGAATCGGGGAGACTGCAT
TGTGTCCAGCTTTTCCGTCC
>CL8079Contig1
TCGCCNAGTACACGATCGGCCGCCCGCGGCCTCACTTCATGACCGTGTGCTCCCCAAAGC
AGTGCGGGGCAAACATGCAGGTGGTCAACTGCACTGGCGAGCTGCACAAGGTCACGGAGG
CCAGACTGTCCTTCTACTCCGGTCACTCTTCGTTTGGAATGTACTGCATGGTCTTCCTCG
CACTGTACGTGCAGGCCAGACTCGTGGCGAAGAGGGCCAGACTCGTCCGGCCCACCATCC
AGTTCTTCCTGGTGGTCTTCGCGGTTTATGTGGGTTACACCCGAGTCTCGGATTACCACC
ATCACTGGAGCGACGCGCTGCTGGGGCTGCTGCAGGGAGCTCTCGTTGCCGTGCTCAATG
TCGTCTTTGTGTCAGACTTCTTCAAGGAGCGCCCGGCGTGCGGCGCCAAGACGGACTCGG
AGGAGCTGGAGAGGAAGCCCAGCCTGCAGCTCCGAGACAACGAGCACAGCAAACATCTCA
ACTGTCACAGCAGTCCGGGGCCTTTGTGATGGGGCGCTGAGGTTCTGGCGGACGCAGACA
CTGCAGCCAAAGCTGAGCGGTCGGAGGTCTTCTCCACTGGACTCTGCAGACTGCTTCCTG
TCCTGACACGGTCACACGTTGGAGTTCGGCCTTCACATCTGTGTTTAAAAGCAGGCTCTG
CTTGTTCTTCTGTGAAGCTTCAGCCTCCATCGGCTCCACGTCAACCACTCACACTTCACC
TGCTCCCCTGGAAGATGACGACGACCTTCTGTTCTTATGTAGGGAGGAGAGGAGCGCCTT
TGTGTAAAGACTCTTTTTAAATTATGTGTTCCACCCTCTGCAGCACATGACAACAGGAAG
GGTTTTGTAAAAAAGTGCAACATTTTCCCCAAAGAATCAGATTTCCTTAGGTTTTAAAGT
TTCTTTTGCT
>CL8080Contig1
TTTTTTTTTTATGCTCAATTGCTACTTTATTAAAAATACATTTGAATACGTCAGGATGTT
AGGCTGTACAGTAAAACACGAGTGATGGAAAGACGTGAAGGTGTCCGCTTTGGTCAGGAT
GCTGAAAACTTGCAGAGAACCGACTGTGACGGATACAACGCACATCATGGTTCAGTCAGT
TTGTGTGAACTAAATGTTACTATCACACTTAGTTCTACACTAAACGGACTCGTTTGAAAA
GCCACAAACCCAGAGTTGAAGTGTTTCTGAAATCCAAACATGTTTCTGAACGCAGCCTTC
ATCCTGAGTGGAGAAACCAGGTTCTGTTACAGGATCATGAAGAGCACGTGTTTTCCTCAG
TCAATGTGTTTTTTTTATCAAAGACACAAATACGTACAAGCAAAAACACAGAATGGTGTA
GTTAATACTGTTCGGCCCTTTTTAGTGCATGAGGTTCTGAACAAAAAGTGGGTCAGGAGG
ACAAACA
>CL8081Contig1
GGGGAAATCATGCTGAAGTTAGCTCTGGTGCTTGGATGCCTCCTGAGTCTCACTCTGGCT
CAACCTATGGAGCATCAGAGATTTGCTCGTTCCAAACATGGGCATCATCACTCTGGGTCG
AACTCACATGAGGCAACCACCACTACTGCAACAACAACTGTTGCAGGAGCAACAACTGTT
GCAGGAGCAACAACTGTTGCAGGAGCAACAACTACACCATCACTGAGCCAGCTGCTTCTG
CTCATCCAGCAACTTCTCAACAGAGCAAGATAAAGTCTGACATGGAAAATTAACTTTCAA
TGGATTGTTGACATTGCTTCTCCTAAGATTTGCTCTTGTGAGAATCCTGTGAGACAAATA
TTTTTTGTTGTTGCTCAGAATGAACATCAATCTGATATTATAGCTGTCTTCAAAATCTCA
CAACTATNAGAAATCTTAATCAGCACAAAANAAAAA
>CL8082Contig1
AAACCAGACCCCCGAAAAAAAAAGAAAGAATTAGGACCTTCCCATTTTGGTTCCACACTT
TCAACTCCCTCGCTCCTCTCATCTACCGGCAGGCCTCCTCCTTCATCTCCTTGTTCTTCC
TGACCTCCTCTGCGTGTTTATCCTTCTCTTGCAGCCTTTCCAGCATGGCGGCCAGAAGGG



CCTCCCTGTTCTCCTTGTTGGCCTCCATCTTCTGCTCCAGCTTCTCTTTGGCGTTCTTGA
TAAAGTTGTTGTTCTCTGCGTAGGCCTTCTGGATCACCTCGCGCTCGTGTTCTCTTTTCT
CGGCCAAGTGCTTCAGCAGCTCAGCTTCCTGGCACTTTCGCCTCTCCTCAGCGGCCTCCA
GCTTCTTTTGGATTTCCTCCAGGGAGGGGTCACGCCGCTGCGGCATAGAGGTGTTGAGTT
CCGGCAGGGCGTCAAAGGACGGGGGCTTGAGGATGACTTCAAAGGCCTGACCTGATGTCC
TCTTGTTGAGCTCGATCACCTCCACGTCTTTCATGACACACCAACCCAGGTCCACCGCAT
CTTCTGCTTTGTAAGGGGTCTTTTCTGCAGTCTGTGGGTTCAAACAGGCGCAGAACAGAG
ACACCAGGGGGAGCTCTTTGACCTTCTCTTTGTATGCTGCCAGAGTCATCTTCTTGCTGT
GCGTGTTTCTCTCTGGGGATGCTGAGGATCCTGTTCGCTCCCCCCTCTGTCCCTGTCGTC
TCTGCTGCTGGTGGACCGCTGACTTGAG
>CL8083Contig1
TATGGCCGGGGAGGAAGTCCCGGCCTGATTGCGTCCCTTCCCTTAGGAAAAGGGACAGGA
TTTTCCCAAAGTGGGTTTGAAAGGACTGGAGGGAGACCTGTCTGACTGCAGAAGGAGGTG
ATATCGAGAGTGTAGTTTATGAGTCCGGCTCCCGTGTGACCATACGAAGAGATTTCAAGT
TCAGGAGAGAGCAACTCCTCCTCCGTTTGGCTACTTAACATCACGGTCAGAGCAGTCTTC
ACCCGCCCGGAGACTGATGGCCGGCTTCAGCTTGTCGTGTGTTGTGCTTCTTTGTGCGGT
TGTGGCGCAGGCAAAGCCGACGATACGAAAAGAGCGAGTTCTTCGGGACCCAGAACTGAG
CAGGCAAGCCCACGAAGACAACAAGAGTTTCCAGTACGACCATGAGGCCTTTCTGGGCAA
AGAGGAGGCAAAAACCTTTGACCAGCTCACCCCTGAGGAGAGCAGGGACAGACTTGGGAA
AATCGTAGAACGAATAGATGGGGACGGAGACGGTTACATCACCACAGCCGAACTCAAGGA
CTGGATCAAACGAGTCCAGAAGCGCTACGTCTATGAAAACGTGGCAAAGGTGTGGACAGA
TTATGATCTGAACAAGGACAACAGGATCTCGTGGGATGAATACAAGCAAGCCACTTATGG
ATACTATCTCGCTAACCCTGAGGAGTTTCAGGATGACAAAGACCAGTTCAGCTTCAAGAA
GATGCTTCCTCGAGATGAGAGGAGGTTTAAAGCAGCTGATCTGAATGGTGACAACACAGC
AGACAAGGAAGAGTTCACC
>CL8084Contig1
GAGTGTCACGCTGCCAACTTTTGGAAGTAATCATCCTGCAATGCAGAGGCAGAGGGATCG
ACCAGTGCGTCCCTCTCTTTGTGGAGGCGGCCTTGGAGCGCTTGATGCGGGGCGTGAAGT
CCAACGAGCTGAGAACCATGTGTCTGCAGGTGGCCATTGCTGCTCTGTACTACAACCCCG
CCCTGCTGGTGCACACTATGGACAACATGCAGCTGCCCAACAGCCCACAGCCTGTCACCA
CCCACTTCATCAACCAGTGGATGAACGACACAGAGTTTTTCCTGGGACTCCACGACCGGA
AGATGTGCATCATTGGCCTGAGTGTGTTGATGGAGCTGCCCAGCCGTCCTGCAGCCCTGC
AGGCGGTCGCTGGTCAAATCGTGCCTTCCATCCTGTTGCTGTTCCTGGGCCTGAAGCACC
TGCAGACATCGCGTCTCATCAATAAGCCACACCTCCTGGCCAACGCAGCGGCTCAGGATG
AAGACCAGAACGAGGAGATTCCTAGTGATGAAGATGAGGTGAACGAGAACCGAGATGCCA
CACATCAGCAGTCCAGCACCACAGCAGGACGTGGAGGGGAGGATGATGATGACGATGAAG
AGGATTACTGGGAGGAGGACGGCTTTGAGGGTACACCTCTGGAGGAATACAGCACCTCTC
TGGACTATGATAATGGAGAGGACGAGTATGAGTTCTTTACCTGCGCCTTGCTGAGAATCC
AGAGTGCAGACACAGCCTGGTACCAGTGTCTGACGGCTGGACTCAGTGAGGAGCAGAAGC
AGCAGCTGCAGGAGATCTACAGCGTCTCCCAGCAGAGGAGGAGCGCTGCCTCCACTGGTC
ATTGAGCTCAGAGGAGGTTTTTGGACACACAGACAAAAAAAAAGACCAGCTGCTTGGACC
TGAACTTGGTTTCACTTAAGTCTGAAGTCTCAGACCCCTTCAGGTTTAGTGGATGTTAGC
AGAAGCAGGTCCTACGAGCCAGCAGGGCTGTGTGGGGGGATGATGACCTGCTGGTGTCTG
CAGAACCCTTGCTGAGATATTCCTTTACTGGGACAGGACCTAGGGCTGTGACCACGGGAC
AGCGGAGTTCTGTGGCTCCCGTCTTCACCCTGCAGCTAAAGCTCGCCGTCTAATGTGGCG
CGCCCCTTCGAGGATCAGGCCACGCCGTCCGGAGGGAGCTTGTGTTCAGAGGACAAATGG
ACTCCATGATTGGAGGTGGAAGTCCCCTGCTTGTGTGTTACATATTTGAAATGTCACAAA
GGGGAAACACGTTTTTTTGTTTCTGGGGTTT
>CL8085Contig1
TTGACGTATTTCTGGTCGAAAAATGCGGAAGTGTGAAAAAGGTCTATTAAGGCGATGGTT
TCAGCTCGTTTCCTCATCACTGTGAGTTTGCGCCGTTGTCAGTGAGAGGAGATCGGGCCA
AGATGTTTTTCACTCTGCTTTCACCAACAACCTGGACCTTGCTGGCTCTCTTGTTCGCCC
TCTTGTGGCTGTATGGAACGTGGCCTCACAGTGTCTTCAAAAATCTGAACATACCCGGAC
CAAAACCTCTACCTTTTGTTGGGACAATATTCGGAGTAAGGAAGGGATTGTTTGCTTTTG
ACTCGGAGTGCCAGACCAAGTATGGAGATGTGTGGGGATTGTATGATGGACGAAGCCCGC
TGCTGATGGTGGCAAATCCCGAGATGATTAAAACGATAATGGTGAAGGAATGTTACACCG
TGTTTACAAATCGCAGGGACACTGAAATTCCCGGACCGTTCGAGGATGGAATTACAGTTG
TCAAGGATGAAAGGTGGAAACGGATTCGCAGCACAATCTCTCCATGTTTCACCAGTGGAA
GACTCAAACAGGTTTTCCCC
>CL8086Contig1
TTTTTTTTTTTTTTTTTTTTCACTTTAGATTTGATGTTTTATTTCTGTTTGCATCAAAAT
TCTTTTGACCGTGTTTCTAATGAACAAGACGGTTGTTGTTTTCACAGTATCATCATTCAC
AGTGAGGAAAAACAGAGTCTGGCCACCGAAACATGAGACCCTGTGTTGATTCACACGTGG
TCCAAGTTCAGCATTTTGAGGTATTATGTGACGGTGAGTCTTTGACTGTTTCATCAACAA



AACATCTTCTTACTTCTTTATTTCATAGTTAACTTTAAATAATGAAAGGGTTTAACTCGA
TACAAATACAATCAGGGAGAAGAAGAAGAAAAAACAGTAGAAACCTGCAGACGAGTCCCG
TAACAGACAGAAAAAATGCACAGAAATCACCTGAAAAGCCCCGCTGACCTGAGAATGTGC
CTCGTTTTCCTTAGAGAGGAAAACCTGCGGCCCCCCAGGAGCTCATTCTGCCCCAAATAC
AAGCTGAACAAAAACACACTTCAAGAACTCAAACCACATTGGTATTCTACTTCATTTAGA
ATTAAGACACAAACTGGGTACAGAACAGATACCAACAAATGCTGCCAGCATCTTCTGTTT
GTGTAGGTCGTTGTCTCTGATGGGCCTGAATTCAATGGTTACTGATAATAGTCTTGTTTT
TCCTTTAGGCTTCACATTTGAACCCAACAAACCGGCTAAGCTTCTCTATGAAAGACTTTC
ACACAGTAAAGAAAACGATTTGAAGAAATGCTGTTCATTCACTTCATGTAATCTATGTAC
ACAACCGCACAACTTACAGCAGAATCGTACACAAACGTCATCATGACNAC
>CL8087Contig1
TTTTTTTTTTCAATCCAACAGCTAAACAGCAAGTTTATTTTGATCAAGATTAGAGACACA
GATGATGTCCTGAGGGTAACATGAAAGGAAATCCCCACATCCCGCCACCATGGGAAGGAT
GACTTCTGGTACTGAGGATGATGGGAAGGACGGGTGGGGCAAAAATGGCAAATGTACATA
GTTCAGGTACTGACCACGTTCATGGCTCATTTCCCAACAGACTCACGTCACACCTCCCTC
CTATCCGTGGAGATTTTGCCATTTCAATAAAACTTTGTTTAAATTGAAATGAAAAACAAA
AGGCACAATGATTTTCAACTCATTCTCGTCTTTAATATGCACAGGAGTTGAAAACATCAA
TGAGCCACCTTAAAGAGAAGAATTCAATCTAAAATTTATAAAAAGATATAAACAATCAGA
GGCCAAAATGCTGTCTGTTGCTTTTCTTCTATTTTATTTAAAACAAC
>CL8088Contig1
GGGCTGATGAAGCCCATCTCGGACGCCCTCCCCACCTTCACGCCGGTAGTGGTGTCGGCG
GAGGCGAGCGGCGGAGCTGTGCTCAAAGACCTGCTGAAGCAGTGACGGCACGCCGGGCGC
CACCTGGTGCACTTCAGTTCTATGCAACAAACCTTTTGAAAGGAAACCGTTTCCAGCTCC
GGCGATGAGACCAGTGGCTTCCCGGCTTTCGTCTCCTGAACACAAGTGACCTTGTAAACT
GTCCGTGCCGGGGTCTAATCGTCACCTGGAGGAACCCTGTCCTTCGGCTCTCGTCCTGCG
CCGAGCGAAGCGGCGTGTGGTTTCTTGTCTCCTGATTTGCCTGAAGCTCTGCTGGATCAC
TACATCTGTTCAAACCATAAAGAGACGTTTTTTCCTGCAGAATCGAGTCTTTTCCAGACA
ACCACACTATGATATGCAATAATTATGGCTGCTCTCTGTGGTTGATCAGACTGCTTGGGT
TAATGTAAGTACAGCATTACTATAGGTGTATAAATATGTAAATGGATCGTTTCTTTTCTA
TTTATGGACACACAGACGTTTTGGAAGTGCCTGACTCTTTTCTATGGTATCCGACTGTAA
AGGATTCATCCAAATCTATATATTTGCAGATGTAAAGACGGCAGATGAAGGGTGAGTGGA
GGCCGTGTCCTGCTCCACATTTTTGCACAGACTCTGGGAGGAATGTGGCTTTTTTTTCTC
TCCCCCCGTTTATTTCTGAAACGTGAGAACTTGTGTGGATGTGGAGAAAGTCTGAACAGG
AGTGG
>CL8089Contig1
ATATGCCAGTCCCACAGCCCACATCCAGCACCACCTTGTCCCTGAACACATCAGGGTTCC
TGTACATGAAGTCCCGGTAACTCTCTGTGCGCACTTTGTCCTTCAGCATCTCCTCATGGA
TGCCATAATGACCATAGGAGCTAAAGTACGCCTCGTCCTCATCCTCACGGAGTTCAGCCA
CCGCGCACAGGTTACCAGATTTGCTGGTATCCGTGTTGAGCACCAGATTCTGAGAGAGAA
TCTTTAGTTTGTGCAAATCCTCCATTGCCCTGGAGAGTGCCTCCTCAGAAGAACACGCCC
TCTCCTCTGCTGTCTGGGCTCGGAGCAGGAGCGCATTGTAAGACTCCGTCCTGGAGGAGG
GACATGCTGAGATGCAGGGCACATCACTGCTGAGGAGCTCCTCTGGGTCTGTTTGAAGCA
TCAGGTCATCCTGAAGCGCAGGTTTGAGGAAGTCCTCACTTTCCCAGGGTAAGGGACCTT
CCGACAGCCCCGTCAGGCATGATGGACCACATTTAGTTAACCGTATGAAGTTGATCATTT
TTATGTAACCATAGTCCTCTAAACCATGCTTCCTTATGACTTCTGTCAGGCTGACCTGGT
GCTCGGCTGTGCAGTGCTGCAGGGTGGCAGGAACTGAACTCAGCTGCCTGTCACAGAACA
GACAGGTGACAGTCTGAGCGTCCTCCTCCATCCACTGCCACTGTTCTTCATCCTCACAGT
CGTCATCCTCCCCGTCAGAAAGTTCTGGCATCTCATCTCCACGTGGGTCTGCGGATCCCG
CCATGATGTCGCCTTCCCCGGCCATA
>CL8090Contig1
TTTTTTTTTTCAACAGCGAATGCTTTATTTGCGAAAAGGTTGGACAAAAAGCAAGAGACT
GTAGAAACAAAGTTAAGAAATCACAGCGGAACTTCAGGACTGCTTACAAACAAAACAGCA
GTAAAGTGGCCGCCCTTACAGACATTAGGACAAGCACCGCACAGACCAGAGACGAACACA
CTGCTGAGCGGGAGACCTTCATACTCTGGGCAAGTGAATGGCAACTTCACTGTGCACAAC
CAGAGGGATTGCTTGTGGACAGTAGAGCATCTGCTCACATCATGACCAGTGAAGAAGCAT
TCATCAGGTTTGACGAGACGTTTCGGCCCAAGAACCACGTCATGCAACTGGCAGATGTAA
CCCGGATTGTTGGCAGTGTACTGAGCAAGATCAAACTTACTGACGGCAATGGCAGAGTGG
TGAGTGTCCAGCTCACAAATGCACTTTTGC
>CL8091Contig1
GACACGCCATGCTGCTTCACCTCTCTGTAAACAAATTAACCTTCAACTAAACCTGCTCCG
GACCGGGTTGTGTTCGGAGCGTGGGTTGCCGTGGCAACTTGACCTGCCCTGGGGCATGCC
TCCATTTCTGGATCCGAGGGCTGAGGTTGTCGGCTTCCTTGGCCTCGATCTTGCTGTGGG
GGCTGGCGTGGCCTGCTTTCTGGAATACCTCCCAGTTCTCCATGTAGCTGGATGATGGTG
TGTTGACCGTACCACCTGCTGCAGGTGTGTTTAAGGACAAACTACAGCAGCAGCATTTGC



TTCCAGTTTGGACCATTTGCCAATATTTGTGTCCTGTCTATTTTTGAGTTGTGTGTGAAT
TTCTGTCAGGTTTGACTTTGTGTTGTTGTAAGCGTTTCTTTTGTGTTGCTCCAGTGTAAA
CAAAACCAAGAAACACGCAAAAACCAAAATATTTGCAGGTATAACAATTTTCTGAGAGAA
GAGTTGCATTTTCTGACAAAACTGCAAAGGTGCGTATATTTTTGGCCATCCCTGTAATGA
ATTATGTAATAGTTTTTAACCATTACACCTTTCTTTCACATGGATAAAGAATCTGACATT
TTAGCATCATGTCAGCACTTGTCTATTTGTAGAACGACGCCTCTAAAGTTTTGTATGCAA
AATGATGACGTTGCCACTGCAGACAGGAGAAACATCAGAGGAGGAGCAAGTTTTT
>CL8092Contig1
CAGCGGATGGGAGTACAGCAGTAGATGCTCCCATCCGTGTGGCCTGGGATGGGAAAAAGA
CGAGCAACGTAGTTGAGGAGCTTCTCAAGAACTCCTCGGATAAAGCTTATGGAGCAAACG
TCCTCACCTGGGATGGTGAGGTGTCTGCTGTCAGCAGGGATGCCATTGAAGATGTCCGTA
ATGCCAAGTTCGACACTGTGATTGATGAGTGGGATGAAGATTTTGACAGAGGAAAGGTGA
AAAAAGTCAAAAGCTATAAAAGTGAGAAGTGGAGGAACGGCAGCAACTTCTTCCAGAAGA
TCCAAGACAGGCGGAACAAGTGGTCTGTGACGCTCGGAGGGAAGAGGGCGTTTGGTGGCA
GACGGTGAGGGCGCGGAACGCCGCTGACCGCAAATCTGGAAATCGAAACCAAGTTGCCAA
ACCAAACGCGTCTGTGCGTGTGCCAGCTCCAGGACGCTCGACGGTCTGATGGACAGCACC
TTCATCTCTGAGGGTGAACAGAAACATCAGGAAATGTTTTCTTTAGTGGAAATCTTTTGA
AGTCCGAGCATCAAATATTTCAAAGGGAACCTGTGATCATCTTGCCTAAAAACTGTAGGT
CTGCTTTTTTTTAAGGCTCAGTTTTTGGTCCTCAAATTGTTGATATGAAAAAGAAAAAAA
CGCAACCCAGTTGTAAGGAGTTTATTTGTGTTTTTGTTTGTTTTTGACTTTTTTCCGTCT
GAGCAAACTGCTGCAAAAGCAGCAACAGTAAAGGGCTCACAGT
>CL8093Contig1
CGGTTTTTATTTTTTNTAAAAAGACAGGAGTTAGTCCAAAGCAAGAATATTTTCTTTCAC
TAAAAACTATTTTCCCTTTTATGTGAAATTCTACATTTTCCTCCAGGAGAAGTTTGTGTC
TTTTTGTTATTCCTGTTGCTACAATACCAATGGCTTCAGATTGGGTTTCTAAAAATAAAG
GGTCAAAAAACCACAAGTGAGGGGGGGCGTCTACTTCAAACTACCGAAGAGTTTACAAGC
TCAGGTGATGCGACATTTCCATTTAGCTGAAGCCCCACGTCACAGTACATCACAGTTACG
TGAAACAATTACTACTTTACAAATAAATTAATGTAGAAGCAGGACAAAACGAGCGCTAGT
GACGAGGAGGGGGAGGAGCCACGAGCACTCGGGCAGCTGCCTTCATCCCATACAGGTGTT
GGACTTTTGTGACAAACTTTATTGACCTCACTTGACCGGACATAAAAGCACAGATGGATG
TACAAAACGGAGACATTCCTCATACAATCGGTGTGCAGGTCTGTGGTTTTACAAATATCA
AAACCTGAGAATAAACAGACCAGAGCCAGCAGAACCTCCATGGAGCGGGAACGTTTGACC
CACTTTGACAACAAGGAGGAAATCCATGATTGACGGGAAACAAGACCGCCAGATGAGCTC
GGCGGTTTTGGTAGTAGATGGATATGAGTAACTGAAAAACCTCAAATTTGTACAAATACT
GTAAAAAAAAAGCACTCTTCTATAAAATAGAGAAATGTCTCAAAATAGATCCATTTGAGT
TG
>CL8094Contig1
AGCAGCAGATGGGCTCCCCCGCCCAGCCCAGCCCCATGAGCCCCCAGACCCACCTGCTGG
CTACCCAGGCTCAGGGTACGGCGTGTCTTTCCGGGCAGCCGGCGCTAGCTAACGCCCTCA
GCAACCAGGTCCAGTCTCCCTGTCCGCCGTCGCAGCAGCAGTCCCAGCCGCCACATTCCA
GCCCGTCTCCCCAGGTCCAGAACCAACCGCAGCCCTCTCCCCAGCACCCTCCTCGACACT
CGAATTCCCCCCATCCAGGACTTGGCAGCTCGCTGCAGTCCATGGAGCAGGCCCACTTGG
GGACGCCGGAACAGAGCGCCATGCTGCCACAGCTGAACACGCCCAACAGGGCGGGGCTGA
GCAGTGACTTGGGATTGGTGGGAGACGCTACGGGGGACACTCTGGAGAAGTTTGTGGAGG
GGTTGTAGCTAAAGGACCCGCTCTCTTTCCCAGGGACCCCCCCCCCCCCCCCCCCNTG
>CL8095Contig1
CTACGGGATCAGATCCTGAGAACGCCTCCAGAGAGGAACCGCATCATCTACATGCGTCCC
ATGCACCAGATTGACTCGGTGGCTCTGGAGCGGCAGCTCTTCCGGGGCCCATATCCGTAT
CACATCGCCATCGTGCACGAGTTCAGCAACCCTCCAAACATCCGCAACAAAGTTCGCATT
CGCAGCTGGATGGACACAATAGCCAACATCAGCCAGGAGCTGATCAAGTACGAGTTCTTT
TCCAGAAGCTACCAGATCTGAAGAAGATGTGAAGAAGAATCCTCAGTATCCCTGGGGGAG
GGACATCTACACTCTAGAGGGCGAGGTGGACGGCGCTCCCTACAGCATGACCACAGACTT
CCCTTGGCTGCGTACGCTACGAGCCGCCTACCCGAACAGCTACGCCCGCTGCGACTTTGA
GGACGATGAAAGCACCACCATCTACGCACCGCGGCGGAAAGGACAGCTGTCAGCCGACAT
CTGCATGGAGACCATCGGAGAGGAGATCTCTGAGCGCAGGCAGAGCAGGAGAGCCGTGTT
CCAGAGGGTCGCCGTCGTCTTTCTTCACCACTGTGACACGCCAGGAGAGCCGGTGGAAGA
CGACTACATCTAGACCGCAGAGACCTGACGGAGGTCAGGAGGAGGGTGGTCCTCTCTGGA
GAACGCTGGAGAGACTTGCAGCTGTGCACATTCCCCTCTGATGGTTCCAGATTCAGCACC
ACCCCTCCCACATCTAGCTGAGAAGGAGCTGAAAGCAGTCTACCTCCAGCACTCTGGCTT
TTCTCCTTCAGCTTCATGGAGGATGCTAAGCTGCTGAAGGTGTTGATGTGAGCACAGTGG
ACATATTTGTATCTGCAGTTGAAGGACTTGGAAGGATCCTAGTAAGAGATCAGAAATCTC
AAGCATCGTAATAACAGCTGAGATGTTTGGACTCCATGAGCCGTAAACCTTCAGGAGGT
>CL8096Contig1
CTCCATTAGAGGGATCACGTCATGTGGACCTCTCGCTGCTTCCTTCGGTATGTGGGCACT



CTTGACAGCTGACAGTGTCAAAAATAATAGTGTCAAACTGTCAATAAAGTTCATGGTGTT
GAATGTCTAGTCCAAAATAAAAATATTTCAAAATAAAAGCGGCCGATGAGGCGATCTGTC
CCAAAACATCAAGAGAGAAGAAGAAGAAGAAAAAAATCAAGAACAAGTGGACCGGCTAAA
ACTTCTGTGAGTGAAGAGCCGGGGGTTGTAAAGGCAGATCCATGCTGGTCCCAAGGTTGA
GAGCGTGCAATCCTTTTTTTCTTCTTCTTTTGAGCGTAGATTTTCTCTCGTTCTTTCAAC
TGTTCCCAATGATTTTCAAGATATCCAGAAACACGAGAATCCAAGAGGCGCAGCGTCTCA
CATCGTTCCGCGGCAGATCCTGGCTTTCTTGAGGAGTAGCAATCCACATTACAAGAATAA
TCCCATAGTTGTTAGGCCGATCGTCTCCAAGCTTCTGTCCATTTGAAACTTGTAGCCGAT
GCGCTCCGATGCGTAACTTGAACCCGTGGATCTGTGCCTGATTCGATCCTCTGTCAGTGA
AGCGGGTCAAGCGGAGAATAAAACGGGAAGCAGCGTGCTCCTCGG
>CL8097Contig1
TATGGCCGGGGGACAGGCGCCGCTGCGATCCCTTAACAAACATATTTGTAACTGTGACCG
ATTAGAATTTATGAATTTCAGTGGTTGGGTCACAATGTAGAAAAAATAGAAAAATACATA
TTTTTCTATAAATAAGTGAAATGTTTGATACAAAACGTTGTCTTGTGGGGTTTAAGTAAA
GAGTTGCTTAGCTCGTTAAGGTTACGCTAAGGAGCAGTTAGCTTGCTAGCTGACTGGAGC
GCCGCTGCAGTTTTGCTCTCCAGTCATGAGCGAAGAAGACAACACGCTTCCAGCCGCGAG
TAAAGATAAAGACTCGACTCTGCTGCTTACTAAGGACGGGCAGAGGTACTATGTGAGCAA
AAGCGGAGCTGTCGACAGCAGGAACGTGATAACACTGCACGAGCCGGACAACAATGCCTC
GTCGTGCGACGCGGACGATCCGGACGAAGAGAGCGACGTTCTGGACACGTCGGACCCCAG
AGACAGCGCAGCCAGCCCGGAGGAGCTGAACGACGAGGAGACCTCGGAGGGGGACAACGC
CCCCAAGCAGTGCATTTATGAGGGATGCAAAGAGACCACGACGCAGGTGGCAAAGCAGAG
GAAACCGTGGATGTGCAAAAAACACCGCAACAAGATGTACAAAGACAAGTACAAGAAAAA
GAAGAGTGATCAGGCCA
>CL8098Contig1
GGGAGGGGGCATCCCCCGCCACACCTGCAACGAGTGCGGCAAAACCTACGCCACGTCCTC
CAACCTCAGCAGACACAAGCAGACGCACCGCAGCCTGGACAGCAAGATGGCCCGCAAGTG
TCCCACCTGTGGTAAAGTGTATGTGTCTATGCCAGCACTTGCCATGCACATCCTCACCCA
CGACCTCAAGCACAAGTGCGACGTGTGCAGCAAAGCTTTCAGCAGGCCGTGGCTGCTGCA
AGGGCACATGCGCTCACACACAGGGGGAGAAGCCCTTTGCCTGCGCTCATTGTGGCAAAG
CCTTTGCTGACCGTTCAAACCTCCGCGCCCACATGCAAACACACTCTGCCTTCAAGCACT
ACAGATGCAAGCGCTGCAATAAGACCTTCGCTCTCAAGTCCTACCTGAACAAGCACTATG
AGTCAGCTTGTTTCAAGGGCTCTGGAGACGAAGATGACTCTGGATCAGAAAACTAACCGC
GAAGAAGAAGAAGAAGAAGAAGAAGAAAGAAGCTAAAATTTGAACCCCTGTTGTAGGTTC
ACAACCAATAACCCTGTTCACTCTGCCCTCCATGCCTTTTTTCTTCCCTTTTTTTAGAAA
GCAATATTTTCACCAGGAATACGTGAAGAAACTCCTGTGTTTATGGCAAAGACAATTTCA
AAAGATGCTGGATTTTTTTCCCTGCACAGTAGCTAATCGTCCACAGAAACATACAATCAA
ACAACCTTCCCCAAAATAGAGACTGTAGATGATAGCTGTACACACTTAAGCAACATGTGG
GAACATGTACACACACACAGACATGCATGTACCCACATGCACACCATACACACCTACACA
ATTATATATGAGGCCTGGCATGTGAATTTTTATCAATGACTATAATGATATTGATATCAA
TAGTAATAATATTTAGA
>CL8099Contig1
GTTCCCCAGAAGACAAGAAGAAACACACAGAAGGGGACAGCTCTCTACTGACTCCTCCTC
CATCACGAGAGAAGCCCACTCCTGCAGCAGAACCATCTTCCATCCTGGGGCTGCAGCCAG
CAGATGCTCAGCGTGTGTCACAGGAGCAAAGCAGCGAAGCTCCTCACTCCACCCCAGCGA
GACGTGCAGCACATTCTACAGCAGCTGTGCAGGTATGCAGACCAATGCGACATGCCACCA
CCACCCACAAACTCCTAGACTGGCATCTTCACATACGTCAGGAGGTTGTCATTATGGGGG
ATTCCAACATTGGCAGACTTCCAGCTTTTAAGTCTGGCCACATCCAGGTGGACAGCTTTC
CTGAAGCCACATGGCGTGATGCGGAATTCCTTCTGAAGAACGCCACCTGCCACACCTCAC
CAAGGACCCTTTTACTGTCCTTTGGCATCCACCAGAGGACTCATGAGGACAAGGATGTCC
CTGTGACTGAAATGTTTCAAACATTCAAAGTGGCAGAACAACTGTTTCCAGATGCCACAA
TTGTAATCCCTATGATCGGATACTCACCTCGTCTACCACAGCAACAAAAAGCAGTCCTTG
ACTATATGAACGAACACATTGGAGAACTGTTTAATCACATTTACTTTTCAGATGACTCCA
TTGAGACAGAGCAGGACAATGTGCACTGGACTGCCGACACAGCCGTGAGGATGCTGAAAC
TCTGGAGTCCTTGGTTAAAATAATTCTCCCCCATCAACCTGCTTCAGAGGGTGGGAAAAG
ACTGAATTAGTGATCTAAAATTTAAAATCCTTTGTCTTTGTTTCAGGACAGCTCCAGGTC
ATATAAAGAGCAAACCAGAGTTTTTCCCTCCTTGTCCACCAGAGTGTACTAACGAGTAAC
AAATTCTAATATTAATGTTTGACATGTCATTTTTGGACTTACCATGGCTTTTTGTCTTTC
CTTTTAATCATTCCCCCTCA
>CL8100Contig1
ATTATGGCCGGGGGAAGAAAAAAGGAGGAGGAAAGAGAAGAAAATGAACTCATTAGAGCA
GGCCGAAGACCTAAAGGCCTTTGAAAGAAGACTGACAGAATATGTCTCCTGTTTGCAACC
AGCTACAGGCAGGTGGAGAATGATTCTGATAGTGGTATCAGTCTGTACCGGCAACCTGGG
GCTTGGAACNTGGTTAATAGATCCAGACACACAGAAGGTCTCTTTCCTATCGTCACTTTG
GAACCATCCATTCTTTACCATCAGCTGCATCACCTTAATAGCTCTGTTTTTCGCTGGAAT



CCACAAACGAGTCGTGGCTCCATCAATAATCGCTGCTCGCTGTCGCACGGTTTTAGCAGA
ATACAACATGTCCTGTGATGATACTGGAAAACTCATTCTCAAACCACGACCCAGCATCCA
GTAACTACATACAATGACTTAAAGTATGATCATCACAAACTCTGAATCTTTCAACTTTTC
CGGGCAGCGCTGAGGTGGAATTTGTCAACACAAAGCAAAGACTGAACTGGAGTTTTTAAA
AATTGTGTTTCAGTGTGGAATTGAAGCTGCTGACATGCTCACAAAATCTTCAACTGTATT
TTAGTCATTCAGCGTGAGTGCAGATGTGTTTATTCAGATTTCTGTTATGTGTTTTATCTG
AGTATTTGTATTTTAAAACTTATTTGCTTAATAAATGCACAATGTGTGTAAAAAAANAAA
AA
>CL8101Contig1
GGGGAAGGTGCCCACTGAGGTGCAGTACCACCAACCTGTGTACTCGACGCCATACTCAGG
GACCAGCAAGCCCACTGATGGAACACAAACACAGAGGCGCAGGGATGGATGCCAACTTAT
GGAGGAGGAAACTCCATGCATGCAACCCTTACAAGAACAGGAAGCCCCTTCAAAACTCCA
ACTGCACCTTAGAGCTCAAAAATCTGGGCGTGAGGGTAAACGACCTTTGTCAGACGTTAC
CCAGCATTCAAAGTTTAATGGGAATTTAACTTCCAATACAAACTGTGATGACACGATTCC
NAAAAGACCCACCTTCATGCAAACAAGAGCGAGCGCCACAGCAGCTGCTCCAGTGTGCGT
CACAGCCAGGTCTGAGTTGGCGCCCGGACCCTCACAGCCAGAATCCACATCTTCAGATCC
CGGCCCCCTCAGAACCCATCCACACGCTGACGATGTCCATGCTTCTGTCAGCACCCAGTC
TGAATCCGTCACAATGATCTTCATGGGTTATGAGAACGCAGAGGAGAACGAGGACGGCGT
TCAAGCTGAGATAGTCATTATAGGACACAGTGATGATGATGATGATGATGAAGATAACCA
TGAAACTCAGACTGAGGAGGACGTCTCATACCATCCAGAGGGATACCGAAGTAAGATTTA
CCAACCTAAAGTGTCTGAAGCCAAGATTGGCGCGGTCGTTTCCACAGACACCATCTGGGA
TGATCCTGAACCCCACAAGCCAACCTTCACCCACAGACCAGGAAGACGGAGCGCCTGCAG
CCAGAGACAGGGAAGGGAGGACTCAGCAAGCCCAGCCACAACAACATGGAGAAGGTGAAG
CTCTGCTCAGCTTCTCAAGACTGATCGCTCTGAACAGCAACCAGAAACCTGCCTTCAAGA
ACTGGACCTTTAACTTCTGAACAGCTTTGCTGCCCCCTCCTGTCCACTTTAGCTCATAAC
TTGAGTTCTGTGTTACTTCTGAACAAATCAAGGATTTATGTTACCTAATCATGTTGAAGT
TATTTACAGGAGGATAATGCAAAAAGGGCGTTGTTTCTGGAGATCTTAGTTTGTCATAAA
GTTCAGAGTAAAAGTATAAGTACTTAACTTTGACAGCGTAGATCCAAAATACCACACTGT
TTGAATCAGTGACTTTTCAGTTCCTCTGTATGATAAAAAACAAATACATTTTTGAACTTT
CACTGCAAAGGGCTCATAAAAGAGTTTATGCATTTGATGTTTGTAACTAGACTGGTGTAG
GAGAGATACTGCCACATCTCAGAAAAT
>CL8102Contig1
AGGTGGCCCAAGANGCTTGAATAGAGGAGGAGCTTTGCTAACATTTTTCTTACATCGGTG
ATGCTTTCATTCATTCCCATATTGTTTGACAGTCAATAGCAAAGCAGGAAAAACGACCAA
TCGTCAGTAAATCCAGGGAGGGGGGGTTTGCAAAAGAGTTCTTATGAAGACTCTAGTGTG
TGCATTTCTGTATGCATATGTGTGGGGGCCTCCTGGGATCCTCTCAGGGCCTCTGACTGG
GGAGTCTCTTTAGGAGGGGCTCATCGTAGACCCAGCACTCCCCGTCTTCATGGAACAGCC
TGGTCTCCCACTGCTGCTCCTTCTCCTTCCTCTCTCTGGCTTCAGCTCTTTGTTTCTCCT
CCAGTCTGTGTTTGGCGTCTGTCGCTGCATCGATGTCCTTCAGCTTCAGGTTCACCGTCA
CGTCTCTCCACAGTCTCCGGGATTCAAAGTCCAGCTGGTCCTCCAGCTTCCTTACTTTCT
TCTTAACGGTCCCGATCTTCTTTGTGTCTATGAATGCCGTGTTTTCTCCAGTGGCCCATT
TGGCGTACATCACTCCATTCCATTCTCCCTCAATGGAGCAGAAAGACTTCTTGTCGTTTG
GAGCAAATATGTCAGCGGTGATCCTGTGCTTCTTCCCACCATAGAAGGGTTTGGTGTGGA
AGACGATGTTGGCGCTGTAGCCCGACTTGGAGCAGGAGATGTTGCACTCCCCGCCCAGCT
CCACCCACGGCACCGTGAGGATGGACCTGCCGTATCCGTTAGGGAANGTGAGGATGTA
>CL8103Contig1
TGTGCAGGCAGACCTGCCCACAGCTCACACACATATCCAGTGGTTTACATGCAAACATGA
GTTCACCATTTATGTCTCCCGTTCACACACATCATGCCGTCTCGCTCACACGTGTGCTCG
GCTCCGGGTGCATCCGGTCCATTGCACGGAAGTTACATAGTGTTGTACATGAGAGCGGCC
GCTCGTTTCTTCTCTGCGGCCCTGCGGGAACGTCTGGCGTGACCTCTGCCCTGCTGGCGG
GATGCAGGGCTGCATCTCCCATCTGCCTCGTCCGCCTCGCCTTTGTCGTCTTTTGAGTTG
TCAGTGGGCGGAGAGGCGCGGCGGCGGTGGTGAGGGCGTGTCACAGTTGGACGAGGCGGT
GCTTTGAGACACGCACCTTCTGCTTCTTCCAGGCGTCGTCGGGGTGAGACTGGGAGACGA
GGTGGGAGTTCTGGGGGTGCGACCGGGTCCTGGCGTGTGGCCTCAGGTCCAAGTCGCTGA
GGTCGTTAGCCGACAGCTCAAGGAAGTCCAGTTTAGCTAAGGAGGCGGATCGCTTCATGA
GAGAAGGGGTGGTGAGGCCTGCCTGGCGGATCCGAGCCTCGAGCTCCAAGGCCCTGGGCC
ACGCCATCTGATCAACATGACCCCGCCTTTCTCCTGTGTGTCTTGAAGGGCTTGCTTCAG
AACTCTGTCCTTTAGAACCCTCTGGTTCCGTGTCCATCGCGTCTCGGAGTCTCTGCGGCT
GCTCCGGCTCTTGCTCTGTACTGACCCCCTCGTGCAGGAAGGCCTGCAGCTCCTGCAGCG
TCTTCCTCGTGCCG
>CL8105Contig1
TGGCCGGGGAGCTGATGTCAGAGCAGCACAGATCGGTCCGGCGGAGCTCCGGATGATGAT
GATGATGGCGTCGCCAAAGCGGACCCGTTCGGCCTAACGCGAGCAAGGACAGCGGGCGTC
GGTGCGGTCCGGACATGGAGGACCACGTCTGCTCCGAACCGGACCAGCTGCTGCAGTTCC



TGCGGAGACTCAAGGAGGTCTTCGACGTCTGCGACGAGCACGCGGACGGCTTCATCCGGG
TGGAGCACCTGCTGGAACTGGGTCTTCAGTTCGGTCAGCCAGACGAGGTGAAAAAGCTGA
CCCGGCATCTGTATCCCAACGCTCACGGGAAAATCAACTTCAAAGACTTCTGCCACGCCG
TTTTTGCCATCAAAGGCTGTGAGGGCCTCCTGAAGGCGGCTGTGGGCCCCCACCTCGCTT
CCCGCCATCCGTCTGTCACGGACAACGGCCACGTGTACCAGGCTGCAGAGGCAAACCCAG
CCCCCCCCATCATCATGTGCACTCGGCCTTACCCAGAGTGCAGTGCGTCGAGCGAGGAGT
GCGACATGGACAGCAGCGCTGACGCACGGGGCCCGCCCCAGCGGCACAGCCTCCTGAACG
GATCTGCATCCGTCATCTCCGGGGAGGAGCAGTTTGAGGACTACGGCGAGGGCGTGGACG
TGGACTTTACTCCCAGCAGTCCTTGTCC
>CL8106Contig1
TTCNGCACGAGGCTGCAGCCCATAAAGCTCCTGCATCACCCCGCTGAGTCCCTGCATGGC
TAGCTGCAGTCCGTCAATACTGAGGGGCCGTGCTTCCTCACACCCGACCAAGAACGCTTC
ACTTCAGCTTTTAAAAGACGCCTTTATGTCAGAAGAGCACTTTATTTTCAGCTGCACTTG
TGTTTGTCATTCTTTCAGTTCACAATCAGCCCAAGTGCCTCAGAAAATGACAGATTTCAT
GTTAGATGCGGTAATATTAATTCAACAGTATAAATAAATAAAAATCTGATATCAAATCAC
AGCTTCTGTAGTGAACTGTTTAGGTTCAGCAAATGACTTGGATTTAAAATGAAGATTTAT
TCTGAAAAATCTTCAACCAAATGTTTGTGTTTTATTCAAAGTCCACATTTCTTGTTCGGA
ATGTTTCCTGTGTAGCCTTACTCTTCAATTTTATCATTTGTGCCAAATTTGTGAATGACG
TTTACTTGCTGTATATTACCACCGGTGTGTGATTTCTTCAAGCAAAGAGGATTTTTGTCA
CGATTAATCGGAAGATTAAAATAAAAAAAAAACTTTATGAACCNGANNAAAAAAAAAAAA
AAAAAAAAACCAAACCNNNNNNNNAAAAAAAAAAAAAAAAAAAACCT
>CL8107Contig1
TTAAGTTTCTTGCCTTTCAAAGATGTAATGGATAATTAAAATTATGTTTCAAGTCTAGTT
GTACCTCTCGTCAGGTCAAGGTAAATTATAAAACTGTAGATTATTTTAAGATGAGTTTTT
TTGAACATAAATTTACAAAGCAGTTTGTTTTATCTGGATAACAATGACATCTAACACACT
TGACCCTGATTTGACACTGGGACCAAACCTTTCAGGGTCAAAGGTTACACTGTTGTCATT
CATCACACACTTTAGAACTGTTTCACAATAATACTAGCGGGAAACGTAGTGTAACTTTAT
ATCATTGTCACGGGATGTTTAGCAAGCTCATGAGTAATTTAGCTCCTGCTTGATCATAAA
CGGAACTAGTTTGTGTACATTTTTATGTCTTCCATTGAACTATTTTCTACTTTTTGTGCC
TTAAAAGTCTGGAGTTTGGCTTAGATTGTGGTGAAGGGTTTGTCATTAATCCCATTGGAT
GCATCTTCTCTCATGCATGTTATCTGTAATCAGTTGTGTCTAAGGTGTAATCACAGTTAT
ATGAAGGGAAAAAAACGTCTGTAAAAAATGCGCTTTTTTTTGGTCTAGAGTGTGTTTTAA
TTGTATCTGGTGTGCATTACCGCGGCGGTCTTACTTGAAAAATACAGGCCAGCAGATTCC
CATTGATTGTGAAAAGATTTGGGAATATTTCTGTTTTTTAAGTTGTCACTGTTTTCCTGT
TTCTTTTCAGGCTGTAAATAAACAGACGA
>CL8108Contig1
GCACGAGGTAAATCTTCCGCTGTTTTCTCAAAATATCATGACATCCTACTTGAGAAAATG
GAAGTGTATGGGATCAGAGGACTCGTGCTAACTTGGGTCAAAAGTTATTAAATGAGAAAA
GAACAATTTGTCAAGATTGAAGTATGTACATCAGAAACTGAGGGATGAGTTGTGGTGACC
CACAAGGATCAATTCTGGGCCCGCTGCTATTCAACATTTACTTAAATGATATATTCAATG
TTTCAAAACTTTTAAAACTCATTATTTGCAGGGAACACACCAATAAACACAGAGTTAAAC
AAAATAAAATAATGGATGGATTACGACAAATTATCTTTGAACCTAGATAAAACCAAAGTG
ATGTTTTTTGGTAACCACAACGCTGAAACCGAGCTCTCAATTGAAATAAATATATTTATG
CGTTTCATCATGTCTGTATTAAGTTTGATAAATCTGTAGGATTTTTTTATTGGCTCTATT
TAATGCTGAAACAAAAATAAATTAAATCAAATGGTCATCAAAACAAAGACTAAACATCCC
TAGAGAGATAAAATCTTGTAATAACAGTTTATTTTTTAGACATTGTCCATCTTAATTATT
GTTCTGTATCTTTTTAGTGGTTTGATTTTGATGTGTTTTGGTAATTTCATGGTTATTTTT
TATACTTTTTTTAAAGAGATTTGGAATGAAGATTTTTCTGTTTCTCTG
>CL8109Contig1
TAAAGTTTATTTTCTAACAACTATTTAAACTGAAGTTAAATTTTCCCTTAAAAAACATCA
ATAATATCATATTACGTTTTTAAACATGTTATCTAATCCCCAAAATGATAAATCTATTTG
TGGCAAAATATTAACAATAATTAGACAGAAAACAGATTTTGCATATTATGGGATGTTTCT
CTGGACCCTCAGTCTGGTTGGTTTCCCTTGACAACGTGGCCATGACTCACACACAGACGC
ATTTTGAGGGGTAATACGATTTTGCACAGGAGCGGATTAAAGCACTGATGATGATCCCAG
TCTGAAGGTCTGACAGCAGCAACAGGCAGGGAAACAGATGCAGGCAGAGCTCCATCCACC
TACAAACTCCCGGTTTTAGTCTATTACAAGAGAATTTCAGGGTTCATCATTTAAAATGAG
CAGTTTTCTTCTATTCTTGTTGTTAATTGATGCTAAATACTAATGCAAAACCATTTCCCC
AAAGAATCTTGGGAGTTTGGTCAAACAGAAATTGAGACCTGCCTGTCCAGGTTTAACTCC
ATCTTTATTTGCGATGTTATCACCATGACCGTGGCTTTTTAGAGACACATCAAAGTAATT
TCCAGCTGACACATGCCTCCTCTTTTTTTGCAGGAATCACAATGCCATCCCTCTCTCAGA
CTTCTCCGATGTGCAAGCCTTTCCTCGTCTGTTTAGCCAACCTGCTTCTTGTGTTCGC
>CL8110Contig1
AACGGCAGTANGTACNTCAGTTCTCTATCTGCTAACAAANAATGACCGANATNTGAACCC
GACTGANCTGCAGTTTCCACAGAGGAGATGAACCAAACCAGACCGTGGCAAACGATGATA



TACATTCAAAATAAATAAATAACAGAAATACATATCAATCAGCGTAGACATTTCTCTCTA
TGTTATTATTGCTGGCATATATTACCTTTTTAGATGCATTATGTTTCAGGAACGGNCTGA
TTTTACACTGAACATTGTGTTGCACGAGTTTAATGAAGAATCACAGATATGAAGGGTGTT
TTTCTTATATCTAGGCCCTCTTTTTTTTTTTTTTNCNCCCCCCAAAAATTTCNNGGGGGA
AAT
>CL8111Contig1
GGCATGTCGGCTAAATGAAGCAGGTCTGAACGCTTCCAGGACTTTCATTGAACGTTATTC
AGGGCAGCTGGAGCAACTGGACTTGTCTCCTCTTCTCAAATTTGAACCTTTGCAGAATAT
AATTATAGAAAAACTTGGCGCTCAGCTGGAGCTTTTCTCGAGCATCGACTTAAGCGTGAC
TGATTACTTAAAGCAGGCCCCGCCGGATGTCGCCAGGCTCTTTATCTGGACTCTGGAGGA
GTTTAGAGAGGACTATGACCCCTTCCACGCTATTCTGGATGAATATTTTGATATGATGGA
TGGACATTGCTCTGTCTTTAAAAAGTCAGATGAAAATAATTCTCCTGTCAGGGCTAAAAA
TCGAGGTCGAAAAAAGAAGAAAGAGCCAAAGGGCCTAAAAGTTTTTTCTGCAATGAATGG
GGTAGAGCCGGACCAAGTCTTTTTTGATGACGACTCTTTATCATTCCTCCACCCTGCTGA
CTCCTTCAGCGTCCCCAGCCACCTCAGAGAGCAGGTGGCTGAGTTTGAGGAGCAGTACAA
CAGCACCAACCGCGCGGGTCGCTGTAAATGGGCTTTGGACAACAATCCGGACCCGGCACA
GGAAAGCATGTTTGATTATTTTGCTCAGATCTTGGAGGAGCACGGCCCCCTCATGGCAGA
CGACCCTCTGCTGGTGGGAGAGCTGGAGCACTTCCCTGCCGTGGCGAGGCAGAGGATCGA
AGAGGCGGGCGGCTTTGAGGCGTTCCTCTTGGAGTCCCTTCGCTTCGTGAAGGTGGGCCG
GTGCGTGGGCCTGGCCAAGCACTCGGTCTCGCTGCAGGAGGCCGGACAGGCGGCCAGCCT
GGACGACCTGGACGACATCGCCGATTCTGACCTGAACTTTTCAAACTTTGATTTGGACGA
CATCACGGGAAATGGTTTCCACCTGGATAATTATACCTTACAGAACCCCTACCTTCAGAA
CCCGTACGCGTTTCCCCCCCAGTCCTCGGGATCGGACTTTCTCCCCCACTGGAGGGAGGG
AGACTTTGAGATGCTTCCTCACTTTCAGCCTAACGGTTATGAGGAGCTCGACCTCGACAC
CTTCGATTATTCTGCTTTTGAAACGAAGTCGGCG
>CL8112Contig1
TCAGTTTTTTGTAACACAACATGCAGGAAAAAGCAGTCATCAGAAATAAGAAACAACCAA
CCCAATGATACAAACAGATGGGTCAAAATCCTGCCAGATAACTGGAACAAACAGCAGTTG
TCCTGTTCTTTAACTCGCATAGAAAGGATCTCATAGAAGTTCTGCTGGTTCAGAGAGTCT
TTAGCTTAAATGGAGCAGTAAAAAATGTTTGTCTGTCACAGAAACTGCTCAAGAAACGGC
AGTTCACACAAAATAATGCAGCAGGTTCCTGAATCATTCACCAGCTTCCTCTGTGATGTT
CAAGGACCAGGCATCTTCATCTTTCACTGAGCTGTCATGCAGGTAGCTGGTCCTTGCAAA
AAGCCGACACAGGAATCACTCAACCACAATGGTGAAGATTTTAATCGGGTTTCCAACTTA
ACTTTATCTAAAACCAGATTTAGACTGATGTTTCTATGTCAGTGTCACAAAGCTTACTGG
CTTGTTTTGAATTAAAAAAAAAAGAAAATATGCAATGGTGGAACTTTGACTTCACCATCC
TCTGCACACAGTTCACTCCTGTGGAATGGGTATCTCCCCTGTTGCATGTTTTGTGTAATG
CAAGTGTAGCTTGGCCACTTCATCAAAGCCCGAGTCGCANAAAATGCACTCCCATTCGCA
GTACTTGTGTTCTCTGAG
>CL8113Contig1
CGGCACGAGGGCCACTCCGAGAAGGAGGATGGCAGCAGTCAGAACGGTGTTACAAACCAC
CCAATAGATTCTTCTCAGTTGGTTCCGGTCAACCCAGTCAAACCTGAGGGCGTCCGGTCC
AATGGTCCCTCTCAACCAGAGAGGGAAGCTCCTCCCCCAGTTCCAGACAACGACTCCNAC
GGCTGCAGCAAGCCAAGCGCTCCCAATCACGACAGAAACGGTTCCGTGGACTCGGTAGCA
GAACACGCGGCAGAGGTCGCACACGAAAGGCCGGCCAAGAAGTGCCGGACAGAGGCCGAG
CCCCTGAGCCAAAGCGAAGTGGAACCATCCAGAGCACACGAGAAATGACATGTTCATCTG
TTGGCTGAGGAGAACCGGAACAAACTCATTCCGGCGTCTTTTACCGGGGAAACAGGAAGA
CGGAGCGGAGCGTCTGATGAGAACAAGCAGTTGGAAGATCTCTAAGAGAAGAGTGGAGTA
CACGGCTGGATTGAATTGCCCCCCACTCCTGAACTACCACAGAGAAATCATGGACTAATA
GACATCT
>CL8114Contig1
TTTTTTTTTTCAAAAACAGAACGTTTTATGATTACATGAGAATAAAACAATGAAAAATTG
GAAGTCTTTAGTAAAATTATTTAGGAGGTGTGAACTCATTCATCTTTCCTTTTCAGTCTC
AGCTTCTCCTCCTGCAGGGCGATGTCCAAAGCCCTGAGCTGTTTCAGGAAACCATGATTG
GGCAGGATACAGCGGCGCTGTCGTACATGCTCCACAGCATCCACAACGGATAAATGTTCC
TTTATCATCAAATACGCCAAAACTAAAGTTGCCGACCGGCTCCGACCCATCACACAGTGC
ACCAGAACCATGTTCTGTGGGTGGATGAGGGCCTCGTGAATAAATTCTGCAGCTTGACTG
AAGTACAGTCAGCACGTTGTTCCACTTTCCTACTGCCGCATTGAGGACATGTGTAATTCC
CAGATCCTTCAAAGCAGGCCTCTCCAAAGCTGTTTTCTCGTCGCCAAGGTAAATTCTCGG
CCACACCTGGTTGACGTGTGCATACTGAGCTGTGGGTCCAGACCAGAAAAGCTGCTCCAA
GTCTAGAGTTCCTGGTGTGATGTAGTCACTGTCCGGGTCCACCTGTACCGCTGCATACGG
ATTCCTACCTCTGGACTTTTCCACACAGGAGGACATGTTTCTCCTCTTTGAAATCCTTCA
CAGAACAGAATAGTGACCTCAACTATCTTCAGAGAACTTCCATTAACTGTGTGTGTGTGT
CTGTATACTCCAGAGACCTATCTACTGTG
>CL8115Contig1



AAAGGAGGTTTGAAAACTTCTGTTATGGAACAAAATTCGAAACGTTGTTTTTTCTTAATC
CACCAGGAGGGAGCGTCCTCTTTCTTTGGGGATTTTTCCTTCATCTGGTCGGACATCGCT
GATTATCCCGGACCTCCAGAACAAAGCAGAAACTTCAGCCACAGAGGGCTGGAGGCTCAC
AGACTCATCGCAGCCTCGGTCCAACACCAGCCTAAAGGTGGGTGGTGTGCGGGTGACACA
CCCGCCAATCGTTTCAGACATCAGAGGGGCATTTTCTGTCTGCCGCTGCATACGGATGCT
TTTAGTCCCAAAGCTCACGTGGGCATTTGTAAACAAAGGTCACGACCGCAGCACAGTGAA
AAGTAAATACCACCACTCACTTCTGTTTTTGATCTTCTGATGCATCAATCTGCAGTTTTT
AAAGCTTTGGCTCTTAAACTGTCACTCTTTCCTTAATACCTGGTCCTTCATTCTATCAAA
AATACATTTTTTTGGTAAATTGAGCGGTCTTAATACACCAAAAGTAACATTTGCATCAGA
GCGGATGACAGGAGAGATTTTGGGTTAAATCCATGTTTAAAAAAATTCCCTTTGATGTGG
TTTGGGTTTTTCAGTGGACAAGGACACCTCTGTCCTCACTCTCATCTTTAGCTCCTCATG
AATATGCATACTTCCTCTGTCTGGCAGGAACAGGAGGCAAATTCAAAGCATCAACTGAAT
ATTCAGACCTGCTGCACTTAATATGTCGATGTTGGGCTGCAAAGCAC
>CL8116Contig1
CGAGGCCGAAGCAGGGGCTGGGTCCCCAAAGGAGGCAGCGGGGCCAAATATGGTGTGGAC
TTCATGCTTTACAGGAAGGGACCCCCTTTCTACCACGCCAGTTACTCTGTGGTTGTAGAA
CAAACTGATGATGAGTTCAGGGGCTCAACTCTGCGTCCGTTTTCATGGCGTTCTTTTGCT
GCCCTTAGCAGAATTACCGCCAGTGTCTCCAAGGAGCTGATGCTGTGTTACATCGTGTAT
CCTGGTGAGCTACTGAAGGAGGAGCTTGATTCACCTGTTTGCCTGAGCAAGCTGAAGGTT
CAGGAAGTCATCATTAGCAGGTGGGTTTCCTCCAAGGAGCGAGCCGAGCAAGATGACGAC
TGATTCAAATGAATTCGCAAAGAACAGTTTGGAGCCAATCAGGGACGTGGATCATATTGA
GCTCATGAACTTTCTCGTGTGTGGAGTATATAGAATATGCCTTCTTCCTCAAACAGGAGT
GGGAAGAAAAACAAGGAGAGAAATGTAGAAAAAATCTTATTTCCTTTCAAATATGATCAG
AGCAACTATGACAAACTACAGAGAACGGAAATCATCTTTCATCAAATGAGGACTTAAAGG
TTAGTAAGCCTGACAGCTTGAACACAAAGAAATATGACCACTCTCCTTTAGAAAAGGACA
GACTGAAGGATGCTCCTCTCTGTATTGTAGTGTAAGTTTAAAATGAAGCAGAACAACCAT
GACTTTAAAATCTAACTCTTCTGAACAGTCTTCCTTCTCAAATATGCTGTTTTCAATCTA
ACATGGCTTCACATCTCTTAAATAGTGTGTACCTTTGTAAATACTGTAAAAAAAAACGAT
TTTTATTTTTGCTGAATTCCTGCAACCAAAAAAAGAAATGTAAAATATAAAT
>CL8117Contig1
AGGCTGCTCCACCGAAGCAAACAGAACCAGGGCAAGGCGGTATGCATGACCAACTGTCCC
ACCCTGATTGTAACTGTGGGCCTTCCTGCCAGAGGAAAGACATACATCTCCAAAAAGCTG
ACTCGCTACCTGAACTGGATCGGCGTTCCCACCAGAGAGTTCAACGTGGGGCAGTACAGA
CGTGACTTTATGAAGATCTACAAATCTTTTGAGTTTTTTCGTCCGGACAACGAGGAGGGT
TTAAAGATCAGACAGCAGTGTGCGTCAGCGGCGCTGAACGACGTGCGGCAGTACCTCGCA
GAGGACGGAGGCCAAGTTGCAGTTTTTGATGCAACAAACACCACCAGGGAGAGAAGAGAA
ACAATCATTCAGTTTGCTGAACAGAATGGCTTTAAGGTGTTTTTTGTGGAATCTGTGTGT
GAAGACCCAGATGTCATTCAAGAAAACATTGTGCAAGTGAAGCTGTGCAGCCCCGACTAC
ACAAACTGTAACACAGATGAGGCCGTGGAGGATTTTATGCAGAGGATCAAGTGTTATGAA
AACTCCTATGAGACGCTGGATGAAGTTCTGGACAGGGATCTTTCCTACATTAAAATCATA
GACGTGGGTCAGCGGTATTTGGTCAATAGAGTGCTGGACCACATCCAGAGCCGGATCGTG
TACTACCTCATGAACATCCACATCACGCCGCGCTCCATCTACCTGTGCCGCCATGGAGAG
AGCGAGCTCAACGTTAAGGGTCGGATCGGTGGAGATTCTGGTCTCACTA
>CL8118Contig1
ACACACACAAAACTTACATATTCACACACATCCAAGTAATACACACATAAATAAATATAG
ACATTCACTGACTGTTCCACAACAAATATTTCATGTACAATTCATCATTTCCACGTGAGT
TATAATTTCATGAATAAACATTACATATTACTTCCAATATAGTTCTTTGTTAATCTGTTA
ATGAAATATTGCTAACATACTGAAAAGAGGTGACGGAACATTTCATGCCAACAGATTACG
AACGGTTGTCATGCAAAACCGGAAACAAGCTTTCAATTTGAAGCAAGTCATTCATTTACA
GCTCTAGAATCAAATGGAATACATGCAACACACTACATGGAATATTCTGGGTTAGACATC
AATGACTTTAGTTACAATATTCATCAGTACAGGCCGTGTGTCTAAGCTCCTCTTTAATGG
GAAACAGAATAAATAGATGCACGTCTACGATCTTCACTGGCGTCCCCAAAGTAACCGTCT
TTCAACCATGAAGCTACAAAGGTCTTCTTGTTGCTCACAACAACCTATTTTTCCAGGGAT
TACATCATTTCTTCAGGACTGTGGGATGGGTTGTGCGAGGCGGTATAAATTTCACCGCAT
ACACACAATCGGCTGGTCCAGAGAGGAGGAAGGCTGGCGGGACTGATGAGGTGCTGCAAA
AGCTGAAGGGGTACAGACCCAGGGTTTGGAGGGCAGACGGTGGAGGTCCGTTTATGGTGT
GGGTCCTTACACCTCACCTAGCAGGCAGGACCAGAGTTTATGTGAACCTGTAAGTGGGGG
GGGTCACTTGAACTTGAAAACTCAATGTCTTTCCACTGACGGTTTCTGGTGATGGGGGTG
ATGCTGCCGGAGTCTGGGCCGGTGCTGAGTGACAGGTAATATGTTTGGTGTTTGGAAGGT
CTTGACGGTGGCGGGACCTTCTCCTCCAGTCGTGATGACCTGCACCTCCAGTCTGTAGAA
GG
>CL8119Contig1
TGGNCTTAATTTTNTGGCCATGTTTTTTCNTAGCATTTCTGATAATCTCTGCAGCCTAAA
GACTTTGGGTAAAGCCCGCGGTGAAGAGGCGTTAAAATGGCACACGTTTCGATCGCTATC



AAAAATAGGAATTCGATTTTCTTTCAATGACCAGGGGACATTTGCAGAATGTCTGAGGGA
CCAAATCCATGTAATTCTTGCCGACGTTTTGCAGGGTACCGGCGCCTGGTTTGGACAGCT
GGGAACCAAAAACAACACCAGACCTTACAGGCAGATCACCACCGAATGACTCGGTGTTTG
CAATCTTTTACAAATACATAAACACACAGAAAAAGGCAAATTTCTTTTTGTTTCACAGGA
AGTACTTGATAATACATTTTTGTATCTGCCATTTGCGTTCCACGATTACTCAGGATTTAT
TGTCTTCTCTGGAGAGTATTAACTTATATTACTTCAATATCATAAAAAAATATACTTCAC
ACATGTATGACTTGACAGCGGAAACCAAAATAAATCTTAATATTTAGAACTACTTTCCAT
TTCTCTCATGATTACATAACACCAAATAAATGCTGCAAAAGAGGAAATAAAACACATTTT
AGCGTTTTCTAAGCCTAAAAGAAAATACATCGGAACATAAATGGAAATAAAAAATAAAAA
AAAGAAAATACTCCCAAGATTTTTTTTCGCTCTCCAATTAAGGCCTCTGAAACAACTGGA
ACTTATTTTTTTCTCCTCTTTTTTTTTTTTTTTTTTTTTT
>CL8120Contig1
TTTGAGCGGCCTGCACGCGCGTGTTCCCACAGATACGTTTGCTTTGAGCGCGCGCCACCG
CGAACGGACGCAAAGTGTGGAGAGAAGGAACCAGGCTGCAGGTGCGAATTCTTCATGTCT
GTTTTCCTACAGCGCATTTACCACCCAGTGTTTGTGCCCAGCTCAGATATGACTGAGGTG
ATGATCAGCAGCACCCCCATGGAGGACATGAGGCTAAGCCCCAGCAAGGACAGACTCTCC
TTCCAGATATTCCCAGATCCCTCAGACTTTGACCGCTGCTGTAAGCTCAAGGATCGACTA
CCGTCCATTGTGGTTGAGCCAACGGAGGGAGAAGTTGAGAGCGGGGAACTTCGTTGGCCT
CCAGAAGAGTTCCTGGTCAGTGAAGAAGAAGAGGAGGAGGAAGAAGATGACCAAAACAGT
GGCAGTCTTCCAAATGGACAGCCAGTGCAGAATTCGCAGCACTAAAGCCTGTGTGTCGCA
CCTTGTTCCTCCCTGTTTCTGATGGATCCTCACACACTGGTGACACTTCACAGAA
>CL8121Contig1
CAGACGCAACAGTTTTATTCATTATAATTGTACACACTTTTAGAACAGGCTGGTTTAGTT
AGGTCACACGCACACATGTCCACACACACAAACTAACCATTAATTCAGTAACACTAAGAA
CTCTCCTTGCTGTGAACGTCTCTTCTGCTCCCCGTCCGCTGACGGACAGCAGAAGAGCGG
CGTCCTGAAGACAGAGGGAAGGACTACTACCATAGAAAGAAGACGTGGACGCTTGAGGAA
CACATTCTGTCAAACACCAGCAGAACTTGAAGCCTCAACGAACACGAAAAAGGTTGTTAA
AAACGGTTTTATTCTCGACTGAAGTCACATTTAAGGAGCAGCAGGTTGGATCTGAGGGCT
AGTCTTTTTAACGTTTCTACTGTTGGAGTTTAGGGCATTCGCCCTCTAACACCACGGCTC
TATTGGCGTTCTCTGAACTACCATAACTCTTCACCCGTTTACCAATTATGGTGATTCCAC
CGGATTCTGAAATGAAAAAAGGCAGTTTTGCGCTGATACGCAACACCTCACAGTAGTGAC
GTGTTTACACATCGATCAGCTGATCGTGATCCTGCACGTCAGAATCCCTTTGAATTACAT
TCATCGCGTAAACGGTCCAGAGTTACGGTAGTTCGAGAGCGTGTTATTTTGCCGTCGCCG
GTGACAGCGTCGGTCTTAAAGGGTCAACGTTGGGCATAAATTTGAATCTACCTGGAACCC
AACGGCTTAAAGGCTGAACAACCGCCGATTTTCTTTCTTTAAATGGAAAAAATAAGTGAT
CATTTGAGACA
>CL8122Contig1
CGGCACGAGGTGATTGTTTGTGTTTTCTCTTTATGGAGACTTGATACGTTCTTCCTGTCT
GGAAAAACTCTTCAGTCAGTCTTGATTTCAGTGCAGATTCATGGTCTCAGAATGAATTGG
GATAAGCTCTACACCGTGTTGAAGCGTGTCAGGAACAACTCTACCAGTTTGGGGAAGATC
TGGTTGTCTGTTCTTTTCATCTTCCGCGTTGCCATCCTGATTCTGGCAGCAGAGAAAGTT
TGGGGAGACGAGCAGTCTGACTTCACCTGCAACACACAGCAGCCGGGATGCAAAAATGTC
TGCTATGACCACTTCTTTCCTGTGTCGCACATCCGCCTGTGGTGCCTGCAGCTCATCTTT
GTCTCCACACCAGCCTTGCTGGTAACCATGCATGTCATCTTCAAACAACCTAAGGATGGG
AAGAGCAAGCAGTCCTCGTCAGACCTTGAGAAGCAGAAGAAGCAGCGTCTACCCATCAAA
GGTTCTCTGTGGTGGACCTATACCTGGAGTCTTATCTTCAGGCTCATTTTTGAAGGCGTT
TTCATCTATGTTTTGTTCCTGATCTATGATGGCATCCAGATGCCCCGGCTTGTGAAGTGT
GAACAGTGGCCTTGTCCTAACACGGTGGACTGCTTCATCTCCAGGCCAACAGAAAAGACT
GTCTTCACCATCTTCATGGTGGCCTCATCGGCCATCTGCATGATGCTGAACGTGGCTGAA
CTTTTCTACCTCATCCATAAGAAGCTCACTGAGTCTTCAAAGAACTCAAAATAACTCCAG
AATAACAAGGAAAAACAAGGAGCAGGAGAAGAAAGAGCCACTGCTGGAGATCCATCCTCA
AACTAGGTGTCGACAAATTGAGTCAGAGCATGATGAGCAGTAGACAGAATGGAGTGGAGC
GGGGAACTTTTGGCCTGCCCATCTCCTTTCCTATAACAAATACAATCTTTTATAAATGCC
ATTTTTGTCTGCATTTTTTTATTCACAACAATTTGAATAAATCATCG
>CL8123Contig1
TGTCTTGCCGCTGTTAGAGACGAGGAACAGGTTGAGTCTGGTTTTTTAATATTTTGACTT
TGTGGTTGCCCAGCACTCTTGGAATATCTAAAGTGGAATTCTAGTTTTCTACTCACTGAT
TTCTGTTTACTACATTTTATAGGGGAAAAAAGGGATTTATACAGTCTTTTTACAATATAA
GATTTTATTTATAATGCAGTTCACATTTTGATAAAACCTCGTCTCATAAAAATCATTGAG
CTTTACATCTACAAATATGAATTCTATTATATATAAATATTAGAAATGGAATGATTAATG
CTTTATCTTTGCTCTGTGAGGATGTGATAACGTCTGTGTCGACTGCAGACCTTTATTTTC
TGTGTGGACACACTATGGGCTGTGTGGCGTGTTCCCAGCTGGTTGATATGTGGGCAGTGA
GGGCCAGACGGACAGGTCGCAGGGCCATGGAGCTGGCCACCTACCCCCCACATGCTGCAA
GGGGGGTACCACAGAGTGACAGGCCTGCACTACATGTCCTCCTTCTCTGACACTGAGGAC



TGCTGCGACGACACCAGCTCAGGCAGCTCGCTGACACTGGATTGGGAGAGACAAGCTCCT
GATGGCTGACGCCTAGCCGAGAAATAATGCACACGTGGGGCATGTCATGATGCAGTGTCT
TGGAAATGCCAAGTCGCTTTGAGGAAAGTTCGGTAAACGATCCCTTACCAATAAATTTTA
AACTATGTAGTATGTGTAGAAGTTCCAGTAATACCAAATACAGAATATGCAGGAAATATT
GTGAAACAGTAAGGAAATATTTAGCATTCAGACTTTTGTTTGAAATATAATTTAA
>CL8124Contig1
GAAAGTTAATGAAGAGGGGGTGAAATCAACGGCAAGACAGCCAAGAGTGACCGTGTCTCT
ACTTTGAGGGCCGCATGGCATCAGACCAAACACGGCTGTTGGAGCCTGAGCAGGAGTGTC
TGAAGTAACCGTGACTGTTGTGCCTTTACCCCAGTAGTCAAAAGCATGGCCCCCCCCCTC
TCTGGCACAGAAATACACAGCAGAGTCTTCAGGCTGCATGTTCTGTCCATTTAGAGTCAC
TCTGTTGTTGGAAGAGTCCAAGGTCATACTGAACTTGTTCTTCAGTGAATCTTTGTAGTA
TTTAGTTTGTCCAACACGTTCGATACCAATCCACTCCAGTCCTTTCCCTGCAGGCTGTCT
GATCCAACCTGTCCAGTAGCTGCCCACAGAATAAGAGACCTGACAGGTGATGGTCAGCCT
CTCACCTGGCTGCAGACTCTCAGAGGCTGGCTGTGTCAGCTGTTCACACTTTACACAGGA
TCCAGCAGCCAGAAGCAGCAGCAGAACTACAGAGAACATGATGAGGATGAGGATGATGAT
GAAGATGACAGATTGGAGCTTCTACTTCCA
>CL8125Contig1
TTCCGCAGTCACAGGGACTGAATATTATGCAGAGGATTCCATCCCACGTTCATTGCAAAC
GCTAAACCTCCATCGTTTTCCATGATCTTTGTTTACATGTTTACTCATTCTTTGGTCCTA
TAGAAAACAGTATAGCAGTATGACAGGGGTAGGTGTTTCATCTAGAAGCAGTGTTTGCAA
ATCTGCTAACTTGAATACTTTAGTTTGTAGCTCGTCTCAGTATTTTCTTTTCTGGACATT
TTCCTGGATGTCCTTAATGTGTGTTCACAGGGATGACGGGGGTCATCCAAAACTTAAATC
TACGTCTTTCTACATTACAAAACTCAAACACTACTTCATAAATGTTGAGCTTTGTACACT
TTAGGTGAAGGATTTCTCTTATTTGTTCTGTATCAAAAGGTCCTTTTTCCGTTTTTATAC
ATTTACCATGTAGTTCAACATCCAAACAACAATGAGCTTTTCATGAAGTAAACAGTTTTT
ATACGTCTTAAAGTTTGTGGACCAAATGTTTCTGCAACCATATGTAGCATTTACTGCACA
ACTTATTCTTCAGTTTCTTCTTTTTGCCAGATGACTTTAAGAAGTCTGATGTCAAGTCAC
GTATTTGCCATTTTTTTTATTTTACTATCCATAAACGTGGTACTTGGGTGAAGTAAGTCA
ATTTCTAACATGTAAATAGTGTTTTCACTAACTACAGCTCCAGTTATTGGTCATTTGCAT
CATTATAGATATATATATAAAAAAAGTTTCAATTGTAAATTCAATGGCATTTTATTCCTA
TACAGCTTGTTTTTTATTGTATCATAAGTGAAGCATTTCATAAATAAAATA
>CL8126Contig1
TGGTTAGTAGGGTTCCTTGCAGACCATGCCACAACCCAGAGAATGGCAGCACTTTTTATC
CCCTTCACAGTTACCATCCTCGGCGCAGGACAGAGCACCCAGACAGTTTAAGCTGGGCAT
ACAGAAACCAGGCTTCACTGTTATTGGTGTTGTACAAACATGCCCACATCCATTTGAACA
ACATTTTTTACCACTGCCACAGTCGTTGTCACAAGTGCACTCTTCAACACACGCGCCTAC
GGACCCATGAGTGTTAGGGCACTCGAGCCTTACGATAGCCGGAGGCACACACACCATTCC
ACAGCTATATTCACAGCATTTGTGGTCATCAACGCAGTCATCGTCACAGTTGCAGTGGAA
ACGGGATGGGAAACCATAGAGATGTTTAGGGCATCTCCCTGGTTTTACATCTATTGCTGA
TTTGGGATAAAAAAAGTGCAGAAGAGTGCACAAAAACACAAAGGGAAAAGAACAGAGCAC
CAATTAAAGGCCAATGTGTTGCCATTTTCATTAAATGCTGGCAAGAATGAGCATCTCAGC
TCCTGTTTAAGCAAATGTCCTTGCAAACAGTTGTAAGTGCAGTAGGTGGGACTCCGGGTC
CTTGTGCCTGTTGTGTTACATAAAAACCCCTTGAGATGTGATGACCAACTTCTGTAAAAG
GAAAACAGTGATGAGAGAAGTTGTGAAATAACTATTCAGTGCAGACTTATGTGCACTTGC
CCCCATATTTATTATTCATTTTGCTAGTTGCACTTTGCTAGTTGCACTTTGTGTTCATTT
AAAAAGTCAGCAGCCTGAAGTTTATAAAATGGGGTCTACTAAATGAAAAGTAATTTACAA
TTCAAAAAGTACTTGATTTATTCTATGTTATGGCGGGTGGGTGGAAGGTGGGATCCAAAT
GCGGACACGGCTTTCCGGGTAACAAATTTTATTTTGAACCC
>CL8127Contig1
GGCCGCATGAACACCCGTTCTGGAGCTGGAAGGGCGAAGTCGCCCGAGCTGAAGAAAAGC
ATGAAGAGGAAGCAAACAGACGAAGCACGTCTCCCTGATCTGGCTGAAGTGTCACCTACT
GCCCAGCTTGTTACAAAACAACAGCAACAAGCCATCAAAAAGCTGACAGAAAAAATTCAG
AGGCAGGAGGAGCTCATCAAAGAGCTGTCAGCAGAAAAAGATTTTCTGAAAGAACAGCTA
GCTAAACATCCTCCACAAGCCTCCACAAATGACATAATGCTGCATGGGAAACAACAAAAA
ACTTCCCAAGTTCAGTCAAGTTCATCTGCAAGTTCATCGAGCAGTTATTCAGACTCGAGT
GACTCTTCATGCAGCGATTCTTCATGTGACTCTTCCTCTGAGTCTTCATCTTCAGATGAA
GAGAAGAAGAAGAAGAAGAAGAATGGAAAGAAGAAGAAAGGAACACCAAAAAAAAAA
>CL8128Contig1
GGGGCCTTGTTTTTTAGTTTGCCATTCAAATTCAGTTCGCTCGTATTTAAATAACATAAG
GTGTCAGTTTTTAGCCGCTAAAGCTACCTATACATCAGCTGCAGCATCGTTTCCCTCCTA
GCATTCAGTCGAAATTCATCTGTTGTGCTCAGTGTGGTGTCGGTCAGGATGTTACATAAT
GCGGTGGTGGTGTAAGCTTGTTGATGCAAGGCTAACAAACAACATTTTAAAAAACGTTAA
AAAGAAACGTTTGTTTCCTCAAACGACGTTATTGATCCAGACTGGGTCTCGGTTCACGAT
GGCATTCAATAGGACATATATTAGCATAGGATATGCGACTTTCGGCACTCTGGTCGGGCT



GTCGGCGTTTGTGGTCTGGAATATCGCCTATAAGCAGCCATGGACGGCGGCCATGGGAGG
CCTCTCGGGAGTTCTAGCTCTCTGGGCTCTCGTCACACACATCATGTACGTTCAGGACTA
CTGGCGCACCTGGCTCAAAGGTCTGCGGTTCTTCATCTGCGTCGGGGTGACCTTCTCGGC
TTTGGCCCTCGCCGCCTTCTTCACATTTCTAAGTCTGGCGATTAAAGAAAAGCAGTCTCT
CACCGACCCCAGGAGCCTTTACCTGTCCTGCGTGTGGAGCTTCCTGACCCTAAAGTGGTC
GTTCCTTCTGGCTTTGTACTCCTACAGATACCGTCAGGGAGTTGCAGACATCAGCATCCT
CAGTGATTTCTGAAGAGCAGTGATTTTA
>CL8129Contig1
ATGCTTGGGTGCAGATATACATGACCTTTGAAAGAAAAAAAAACATCCCAGCATAAAAAA
AGGCAGATATTAGACACTCACTTAAATTCACCTGGATGCTAATTAAGCCAGCAGGGATTA
CTTTGATTAGTCAGAACATGACAGGGACACTGAAGCCTTATGCTGCTTTGGTCACTGTGA
AGGTGAACATGGTGTACCCTCTGCAGGGAGCCTTAAAAGGTCGAGGGCCAGTACATCGTG
ATGAGGGGAGATACTCCTGAGGAGCAGTCAGAGGCTGTTGTTTGATAGGACTAATTATTG
CTGTGGAAGCAATTTTGAACACGTTTACGGAATTAATGTCTGTTCAGAGATGTATCTGAT
CCCCACAGAGAAATGACAGAATGTGTAAATAGGCTTCAGGAACGTACAGTGCCTGAGCTT
TTTGTCTGTTTTGTAACACTGGTTGAAATCGGTTGTGCAGTGTGATTTGAAATCCATGGC
AGTATTGTGCTTTAAAACAAATGCTTTGGGGTTTTTTTTTTTAATGATAGCCTGTTTTGA
TCTTCTGCTCTGTCATTTCTAATCCGTGTTTGAAGGCTAATCACCAAAGTGGAATAGATG
GAAAATCATTTAAAAAACATAGATTTAGTGTCCGTGCTTTATAAATTACCTCCCATCTGT
AGTGTCTTACTTCTCTTTATTTCCTTAAAAATGATTTTTTGTGTGTGTGTGTAAAAAAGG
CAAACATTTATGTTGCAAATGTACTGAGTCATGCACGGCAACCATGCATTAGCAGCATGA
ACATGTTTTTTTGTGATATGAACACCAAAAGTGACACTATTTACAATATCCACGCTCTGT
CTCAAGGTGGTTTTTCTCTGCTCTTATCGCTAAATGGCTTGTTTTGGATTTTGTATTGTT
CTTTGTCTATAATAAAAAGGTACACAATGCAGTAAA
>CL8130Contig1
CAGTTCTGGTATTTTCCCCTCTGGGTTTGTGAACATCCGACTCCTCCATTGTAGGTTTTC
TAACAGAACCGGATCCGAGCTTCGCATCAGGTCCCACAGAGAACTGATTTAGTCCAGAAC
CACGGAGCTCCATTCTGACTGTTGGGGCTGAAGTGACCTTAAACTGTTTTTTTTTTCCAT
CTCGTTCTCCTGGTTTCTGTTCAGCCTGCTCACTAAATGTCAAACGGTGATGGCAGCATC
TTCAAAGGCAAATGTAGGTTTTCCTGTTCCTCTTAACTATGCAGTTCCTGCTCATTCTGG
GTGTTTTTGTGGATGGACCGAACGGCTGTGACCGGCTGGACTCAAAGCTGGGATGGAATT
GCCCCCATTTAACTCTTAGGTCTTTTTTTCCCCCACATGAACTGGAGCAGCGGCTCCTAA
ACTCCAACCAGAGTAAAAAGTTTTTACAAAGCAAACAGAGAATATTTATCACAGGAACCT
CGTCAGGCTGGATTTCCTTCCCGACCCTCTCAAATGTTGATGAATATTTATAATGATCTC
TGGTGGGGGTGGGGGGGGGCGTGTACAATTCCTTTATTGCTGTAAATATACTGTTTTTCC
TATTTGACCCACTGTTACCGTCACCAGATGTGGCTGTTGAAATGAAAACACTGTTTACTT
TGCAAATATGTACATAGTATATATTTGTTAACTGAATGAAATTGAAAC
>CL8131Contig1
CCCTGACTGACTGCATTTTGATTATTATGTCAAGGATGCACTTCCCACCCCTCCTTCCAT
CAGTCCCATCAGAAGACAGGCCAGAGGGCAGAGAGGACTGGGGAGCAGGGTCACCCCCAA
AGCCAGCTGGCAAATTGCACACCCTCCCCCTAATTGAAAATGCAATAGTCCACCCCATAT
TTAATGCTAATGTTTTATTTTGGCAGCATTCTCTGTGGAAAAGCAGAAGAATCATACAAA
CATGGGGGAAAAAAATAAAATAAAATAACTAACATTTCCCCGCCTGGCCGAGCCTCTACT
GAGGTCTGTAAAACTGTAAAAGTTTATGTAAACAATGAGATAAATACATATGTTTCTTTT
ATTTAGAGCCACACATGGTTCCATAATCATTCAAATGTGCTTTGGTTTAAAAAATAGTTT
GTGAATTTGGGTATGAGCTTTTCTTCTAAGTTCTTTGTACAAGTTTGCAACTATTTGACA
TACTGTGTTTACTAACTAAAATGTAGACTTGTTTCAAGCTGCCTCGCCTTTGTCAAGGCT
TTTTCATATTCGTTGAAAAGTACCCCCCTGTCTGCTTAAATATGAAACTAGTGTTTTGAT
TTTCCCATGATCAAAACACAGAGAAATCGATACAATGCTATATCTTACAAATGTAGCTGG
AGTCTGCAGTCAAAGATGCAGTACTATCCCTGAAGTATCTGAATTGTAGTAGTTCTAGTA
GTAATAATAGTAGTAGTAGTAGTATGGTCACAGTTTGGATTTTTTTTTTTCTTTCTTTGT
TATGTCATCAAACAAGCAAGCATTCAAATGCAGCTGCAAAAAACTTTGCAGAGATGGCTA
AAGGTCGTATTGTACAGACACCTTTTGCATTACAGACATTACACTGTACTGCAGCAGTGC
TGGAACCCCGGCCATAATGCCCGGGTTTAACGGCCGTCCGAAGC
>CL8132Contig1
TCTGACAAGAACTGATGTTATATTCCAACTGCTGAAAAGTCTATTGAGAGAAATGGGAGT
TACAAAAACGGGCTTAGATGACCTCCCTGGTGTTGTGGATGGCACAGCAGAGCACCATGC
TGAAAATCATCCCAATGGTCATGACTCCAGCAATCCCGATGCCCACACAGCCAATGATGA
AGAGTTTATTGCTGAGGAACTCTTTAATTTCTGTCTCACAGTTCTTAGTATCAGGTTCAG
AGTCTGGGCATGGGCTCTGTGCTGTTCCGCAACATTTCAGCATATCTTGATAGATGGAGA
TCAGTGTGCTGTTGTTGTTCTCACTGTACTCTTTTTTGTAGAAGTTCTGAGCATCGTCAA
TTATCTTGTCTTTACTGAGGAAAGCAAATACCCCTGCAGCCACTTCAGACCCAAAGATGA
TCAAAAGACAAGCAAAGAATGAGCCCAGAAGGCACTGAGACTCTCTAACAGCTCCACAAC
ATCCAAAGAAACCAACCATCATCACCAAACTGCCAGCACCAATCAGAATGTACACACCAA



TGAAAAAGGTGTCTGGAGCTCCGTTTCCAGTGAGCAGAGCAGCTGTTTTTGGGTCAAAAC
GCAGCCACAGTCCAACTGCAAGCACGAAGGATCCCATTAACCAGAAGATGAAGTTGAACC
CGAATAAAAGGTATTTCACACATTTCATCCCTCCTTCCACCTTCCCCATGTCGGATGATC
GGCGCTGAGTTTGTCAATGTAATCCAGCAGAAAGCTTCAAAAAGCTGCGCGCTGTGACAA
TAACGGACTACCCAGTTGC
>CL8133Contig1
AGGGCTTCAGTTTGTGTACACCCAGCAGGACTTCATCACTGAAGTGTGTCGGGGGAGTGA
CAAGATGGCGCCGCCACCTACAGTGTTTGACTCAGCCATTCGGGCCGGCTGGACTGACAG
GATGGAGAAAGGGCTCTTCCGCTACCAGCTGAGTGCTTTAGAAACCCGCGTCCTGCCAGG
TCCGTACGGCTTTGTGGCTCAGCTGAATATTAAACGAGGAACGGAGAGAAGAAAGCCTCA
GGAGATATTAAGCATTAAGCAGGAGTTTAATGGCAAACAGTTTAACTTTAACAAAATCAG
TCCAGATGAAGTTCTATTTGAAATGGTGAAGGGCAGAGATGGAAGCCCAGCTTTGCCTGA
TGACGGGCTGGCGCCTTCACCCTCCAAGATGTTTGTAATGATCAATGTGAGTCCACTGGA
GTTTGGCCATTGTCTGTTTATTCCCGATCCCTCGCGATGCTTCCCACAAATCCTGACAAA
GTCCACAATCCGGATCAGCATGGAGTCTGTTCTGCTGAGCTCAGACCCCAGTTTTCGAGT
TGGGTTCAATAGTCTTGGTGCATTTGCGTCTGTCAATCATTTACACCTTCATGGATATTA
TCTCGACCATGAGCTTAAGATCGAATCCATACCGGTGGAGCCTTTACTACCAGAAAAGGG
ACTTTATCTCTCTCAAGAATTCCCTGGAGGATTTGTGTTTTACGCCGAAGCAGATACGGT
GGAGAAAGTAGCTGAAGTGGTTTGTCAAGTCACAGATTTTCTTGTGGACAACAATGTTGC
CCACAACCTGTTCTTGACCAGAGGATGTCCGCCCTACAGTTGTGCTCAAACCAACAAGGA
TTGCCAGTTGCGAAACGGTGTGCGGATTGTCATCTGGCCCAGAATGGCCTGCTTTGGTGC
CAAAGAGGAGTCTGCCTTCAACGTTGCTCTCTGTGAGCTGGCCGGACACTTGCCATTCAA
AAACAAAGAGGACTATGAGCGCTCGACTGAAAGGGATGTGGTGGAAATAATACAGAAGTA
CCTTCTGCCTCAGAGTGCTTTGCAGAAGTTGGAGCAGCAGCTTATTAATCACCTGAGACC
TTGTGACCCAAGGACTAAAACATTGATCCATCCTTAATTTTATGCAGTCTTTTTGTTCAA
CCC
>CL8134Contig1
GTGCCTTTGGGAAGGTCACATAAAGAACATGGTCCCTCTTGGGTTGCACTGCAAGAAGTT
CCCACACTTAAAAGATGAGACAGAAAGATGGAGAAATCCACACGCCGTCGAGTTCTTTTG
ACTTACGGTCCGGTCCGGTGATGTTGAGGTAGGGTATATCTATAATCCTCATGAGGAAGA
GCCTGAGAAAGGGCAAGACAAATCTTAGGATTTTCAAAGAAGACAATTTAAATAAATGCT
TCTCGGGTTTTCCTTACTTATTGAAGAACGGTTCAATTAGTTTGGAGTGAGCGGAGATGT
GAGCTTTTGGTGGAGTCAAGAAAGACCCTAAAATAGGGAAGTGTTGCGTTCATTTTTTGG
TCGTCATGTACAGTCAGTCTTGCTTTTTAAAGTTTGACTGCATTTGCTGCTTTCAAGTTC
TGTACAGCTGCACGTTACCTAGATGGTTGGCCATGGAGATGAAGCACAGGCCTGTGATGA
AGGCGTCGTATCCGGCCTCGTGGAGCTGCTCCTGAGCGGTGTCATAGCTGGGGAAGCCCT
CTGCCGTCTCTGATGAGGACGGGCAGAACATGACTGTCGTTAGGGCAGCTGTAAGCCTAA
ACGTGAGCTTTATCCTCTGCAGATAAGGGCCACAGTTTGCATGTTCCAACACCCTCACAT
GACAAATATCAGAAATGTAAAGTCACTCTGGATCAGGAAGCACATGCAGCATTTTGGCTT
TGAATAAAAACGCCAATAATTGACAGAAAATAAATAATGGTCTAGTTTTGGGTCATTTGT
TTTGTTGTCAGATTTTTAACTAGTTAGAAAACTCACAGTAAAAGGTTTACTAAACTGTCA
GGTTTATTATTAGAAAGTACATATTCGATCTTCTGCTGCACAACAGT
>CL8135Contig1
GGCCGNTAAACCCGGGCATTATGGCCGGGGGACAATGGAGACTGAATAGCTTATCTGCAT
CCATAATTCAAAGTTAAATCTCTTATTAACCTGTCTCTGCTTTGTTTAGACGCGCAACTA
TGGAAAGTAATACTGACGATGCTGAGCAGAAGGAGGAGAACTTCTCATCTCCAGTCATGG
ACCGTAACCCTTCACCACCTCCAGAAGAAGGAGATGGACAAGAGGCTGAAGATGCGGACG
CCATCGGAGACACCGTTTACAGCAAACACTGGCTTTTCAGCACCTTGACTCGCCTTATTC
ATATGGTCAGTGAACTTTCTGAAGAGAACCCCGAAGCTCAAGTGAAGCTCACCGATGATG
ATGAGGAAGACCTGTGCAAAGTCTGGGATATGGCCATGGATAAGGATGTGGCCCGTTTTC
TGCAAGAATTTAAAGCTGCTGATATTCTCCTTGGAGTCATATCTAAATCCCGCTGTCCAC
GTCTCACAGAAATTTGTGTAGGAATACTTGGAAACATAGCCTGTTTCCCTGACACTTGTG
TTACTCTCAGCCAAAAGGAAGACTTGTGTGCTGTGCTGTTGCTTCTTCTTGGAGATGCAG
ATCCACCAACCCTCCTGGAAACCAGCAGATTGCTGCTAACCTGTTTATCACACAAAGATG
TCTGCTCTCTGTGGATTCAGCGAATACGACAGCAGACGTCAGTGTGTCCCAACCTCTGTT
TTATCATGTCCAGCTCTACCAACACTGATTTGC
>CL8136Contig1
GCACGAGGCGATGACGGGGTGCTCCTCCGACAGGTTCTGCCTCTTCTTCAGGGTGTCGGC
TTTGTACTGCGGAGCAGAAACAGACGTGAGGGCGGGGCTCGCCCATCCAGGAACGCCGTC
AGAGGAGGTCTGACCTTGAACTTGTCCGGGACGTCCTGCTGGTTCAGCGGGTACAGCCGC
ACAAACTTAAAGCTCTCCGCCACCACGTAGAAGGGCTTGTTGTGAGCTTTGGAGCAGAGC
GCCATCTGATAGGTCCCGATCTGAAAGGACAGACGCGCCGAGGTCATTGAGGGCAAACGT
CCCGCCACCACGTCCCGTCTGACTGAAAAGAGTCTCCATTCTCAAAACTAAACTGGTATC
TGATAAAACAATGATTAAATCTGCTGTTTTCTATCAAAATAATTTGAATAAAAAGATTTT



TTAACTGAAAAAAAAAA
>CL8137Contig1
TTTTTTTTTTATTGTTTGGTTCTTTGCTTTATCAGGAAGACCCTGTTTCCCTGTAACAGC
CAAATAAACACAATATTAGACCCTTCTGTCTACAAATATATACATTGATAAATATCTAGA
ATCGAGAAGAAGATGAAAATATTTGACAAATAAATGACTCTGCATATCTGTGAGGCTGAC
AGACCTCCATGAAGCAAAAATGTTTCACCCACAGAAGAGACACCAACAAGAAATCGAAAA
GGAGTGCGTCCCCTCCAGCACCCCGATATGATCCTCCAAAAATGAGGATAAAGGGAATTT
TCAGTGAGGCGTCACCACAGTCCATTCCTTCATGGGTCTCTGTTCGGCTCCTCATTACCT
TCTCCTTCCCTGAGACGTCTTGAACAGAAGCAGCACTTTTCTAGCATAGCCAGGAGGTGG
GCACCCACTGTGGCTCCGTGTCC
>CL8138Contig1
ACAAAAATCNAAGGGCTCATACTACACACAACCAANGTCCTTTGTCACATTTCNNAGAAN
CGTTTGTAACAGTGCTAANGCTTTNGTGCNCAAATGTANGGTCACGTTCAGCTTCACACG
ATGTGTTCAGTCTACGTAGGAAACTATTAAAACAGAAACTCTATAATCTGTGTAGCTTCA
TCTGCAGTGTAAACATGGGAAGACAAAAAGGCACCATTCAAAGGTAATTATCCTCTGTAA
ATACTGTTCATGATCACGGCTGGTCGGGTCACTATGGACTGGATGTCGTACACAGGAAAC
TATTCCTGCTCACAGAAACAAGTGATGGTTATTGAAATGGTAACAGGCAGCTAGAAATGT
CTTCATTATATGGGAGGGACATCTTAGAAATCAGTCTTACATACACATCAGGTAAAAATT
AATAGTTATTTCCCTGTTTCACGTTTAATTTGAGCAAATTGAATTTCAGTCTTTGAGTTC
CTCTGGTATTTTCAATTGATCACACACTCAGTGGCAGTTCTGGCATTTGGGATGACACTT
CTGATTGTTGACGTTGCACCGACAGCCTCCGCTTGTGTCTCCGGGGCCCTTCGGCCCCCA
GCGAGGCCCCCTGGTTACCCAACAAATCTCAATGTGGCAGACAGTGCAGCGCAGCCAGTC
GCATCCGTCCCTCTTCTGCACGATGATGCCGCACTGAGGACAGTACATGGCCTCGCCTGA
CTGCACGAGGGTCATCAGCAGATGCGTTGTTCTCCTAGCAGCAGAGTCATTTATAGCCCG
AACTGCAAGGTCATCCTGGTATTGTTTACAGTTCATTCCTTCATGGATAGCCTTGCAAAT
GAGGCAGTTGTGTTTNCCTGCAGAC
>CL8139Contig1
CACGAGGTCACAGCAAAGGACAAGGACGCCGTCAGGACCTTCTGGGCTAAAATCTCAGGC
AAGGCGGACGATGTGGGCACAGATGCTCTCTCCAGGTAAGACCCACCTCAAACTCACAGG
TGTGCTCTCATATTTTTGCTTCCACTCATTCACCAGTGTTCCCTGTTTTCCTTAGGATGC
TGAAAGTTTACCCACAGACCAAGACCTACTTTTCCCACTGGACTGACCTGAGCCCAGGCT
CTGCTTCAGTAAAGAAACACGGGAAGACCGTCATTGGGGGAGTTGCTGATGCTGTGGCCA
AAATCGATGCTCTATCATCAGGTCTTCTGAGCCTCAGTGAACTGCACGCCTTCACCCTGA
GAGTGGACCCTGCCAACTTTAAGGTGGTGATGTTTTTGAACTTCTGAAAAAGAAATCAAA
ATTTGCAGATGTGCTTGTGCTGAGCTTGTTTTGTATCTTTACAGATCCTCGGTCATTGCA
TCCTGGTAGTGATGGCCATGATGTTTCCCAATGACTTCACTCCTGAGGTGCATGTGGCCA
TGGACAAGTTCCTGGCTGCTTTGGCTCTGGCTCTGTCTGAGAAGTACAGATGAACGGGAA
AAGTGCGAGCATGCGCAGAAGTTCCCTTTCTGTCTGAATCTAAATAAACAAGT
>CL8140Contig1
AACATTCATGGAAACCTGNAAGTGTGATTCTGGAAAAAGGAAAAACTGGACAGAAAAATG
AAGTTTCATGTCTACGTCTTCACATCAAGAAAACAATCTAACAGAGGTTCCCTTCAAATC
AGAAAATATCACCAAACAGCCTTTTTTCATTTATTATCTCAGGATTCAGTCATAAAATTC
TTTTCCAACCAAAAAGCAGACAGAGTCGAAGCTGACCGTGTCCCACAGAGGAAAGCCCCC
CCCTGTGCCAGCTGCATCTAGAAGACAAATGGACGTGGAGATGACCCGCAGGCTCAGCTG
GAGTCACAGCAGGTTCAGGATGGAGCTGGCCTGGGAAGCCAGTTTGCTGCTGCTGTGATC
CGTCAGTTTGCTCAGACTCTCCTTCATGTTCACAGAGATGAGCTCGTCCCTTGTCAGGCT
GCAGTTAGCCAAGGTGCAGATGAGACCCAGAGTGCTGAACTTGACCTCGACGGCTGCTGC
AGGATCCTCCAGGATCTTCTTCAGCTCAGGTAGAAGCTCTGCGTCTCTTAACGGATCTTT
CACAGATTCAATGTCAAGAGCCGACGCTATTGCCAGGGCGACCAGGGCTTCATTCTGCAT
AATGACATGTTCGCTCGTTGCCATGGAGATCAGCTGTTGAATTCCACCTTCTTTGGCCAC
GGCACGCACAACTTCCGGGTTTCTGCTGTGTCTGATCAGAGCTGCTAGAAGACGACTGGC
TTCTCCCCGCACCCCCACATGGTCTTTGGCTTCACACCACTCTATGATGCGTGCGAGAAG
CACAGCGTCGCCACCCAGCATCAGTGCTGCCTCCTCTTGTCCATCCACCATCATGCGCAG
TGTTCCCAACAGCTTGAACTGAACCGGTGGCATGTCGGTACGCAG
>CL8141Contig1
AACGGCGACAAATATCCCGCAGGCGATGGTTTAGTCGACGCTTTCGGGGACCTGGCTGCT
CTCCCGGTAGAAGTGGAAGAGAGGAGACCGACGTGTTTACGGTGCCGTCGCCCTCAGAAG
GTGTGTCTCTGTCCCTTCCTTCCTTCTCGACCGCTGGAGGTGTCCACCTGTCTGTACGTG
GTACAGCACCCCGCAGAGGAAAGCAGAGTTCTGCGCACCGTTCCTCTTCTTGCCACCTGT
TTGCCTCAAGGAAAATGCAACATCATCGTAGGACGACGATTCAGCGAGGAAAAGTAAACA
CCCGGAGCTCGCCGCCGTCTGTCAAGACAGCAGAACGCTCATCCTCTACCCTGGTCCCAA
GTCCCAGAACCTGGAGGAGCTGGTTCGGTGTCAAGATGTCGGCTCGATAAATCACAATGT
GATCATCATAGACGGCACCTGGAGCCAAGCCAAGAACATGTTCCTGAAAAACAGCATGTT
CCACCTCCCTAAACAGGTGCAGCTCAACAGGACTCTTTCCAGTCAATATGTGATCCGCAC



CCAACCCTCCAACATCTGCCTGTCCACGCTGGAATGTGCCGCCGTCGCCCTGTCTGTCCT
GGAACGCAACGACCAGATCCAAGAGGTTCTGCTGAGGCCGCTGAAAGCCCTGTGCTCCTT
CCAGCTGCAGCACGGAGCCCAGATCCATCACAGCAAGGAGCATCTGCTGAAAACCGGCAT
GTACGACAAGCCCATGCCCAAGAACAAACGCAAGATCAAGAGAATGGAGAAACTGCTCGC
CGACCACAGCATCTGTCCCAGATGAGACGGAGTACCGCTGTGCAGAAAAGGGATTTCTCT
TTCCTAATGTCATTTAAATAAAGAGGNTGTTATTTGTTTCTGCTNTACAGGAAATCAGGC
CTNTGAAATGTAGNGTAAAACATCTTCNGCATCAAATGTTAGACAGNTTTTAAGGTAAAA
CTNTGATGAAGGAAGCATCTGTTTTATATTTTGTNCCAACAACAGNTGGTAGATTTGNGN
CTCTNTTTGTGTTNGNTTTTTTAAAGTTTTACNCTTTTTAAACATGTCGGAGTCTGCTCT
GAAGCAGGCGGGTCGGTANTTATCCATTTTTCCGGTTTCANGTTCTCCATCTGNGNGAAG
CTACCAAACCAAAACAGGTTCAATTTTAGGAGAATCTAGTTTTACNGTCAACTCTTTTAT
TTTTAAAAGCAATATTCTGCTTACATTTTCTTCAACCGGGTCAAATTCTTTTTTTNTTCT
ATTTATATTTATTTANTTAGGTTCCGTTTGTTGTATTCTGTGATCAGAACTTAGGAAAAA
AAATCCTCATCATCCAAGTTATACAGTTTTATTTTGTAAAATGAACATNTACAGNTTCTT
TTTAAACTGCNTGAACACATCGCTGTTCCGGATCTATCTTTTCTCNGTGGTTAACNGGAT
TTTTGCACAACTCT
>CL8142Contig1
TTTTTTTTTTGTTTTTAAAAACTTTATTTTCTTTTTGGATCATCAACAGCTTTAAATGTG
GAGCCCTACAGACACTTGAGGATGCTGAAGTCACACTCCATCCCTCTGGGACATCCACAC
AGCTTCCCGACCCTGGCGCCTTTCCGCACTGCACACTGCTCACTTGTATTACAAGGTGGA
AGCCAGCCCAGCTTTTTCTCTGACGAGGGCAGCTGTTTGTTCCTCAGCTTCTCCAGAACT
TCCTGCAGAGCTTCAATCAGCTCCTTCTCCTCTTGAGTTTTGAAGGCTTCATACTCAGGC
GACCGCTCCTCCATCTGCTCCTCACAGCTCCCCAAAGCTACGAGCAACCAACAGGAGGCG
CTGAGGAGCAGCATCCTGCTGCTGACCATGGTGCTGAAGACTCTGGGCTTTGGTGACAGT
GGCTGAAGAAGGTAAAAC
>CL8143Contig1
TTTTGCTTTCTTCTTCCTCCTCCAGAGCTTCCACTCCTCCAGCTGTTTTCTGTACTCCGC
CAGGTTCCTCTGATAGTCTTCCTCCTTCTCTGCCTCCAGTTCCATCACTTCTGCTAAGAT
CTCCTCTTCATATTCTTGCTGATCTGATGCTCGATCCCCATTCTCTTTTCTGAGGAGGAG
TTTATAAGGCGTGTTGGTGAACTTCTGAAACTCTCTCAGGGCCTTGATCTCCTTCCACAC
TTTAATGAGGGCCTTCAGCAAAGTCCTGTCCTTCTCTTGCTCGGAGTCTCGCAGCTGCCG
AGTGTTCCTGACTTCCAGACTGTACTCGGATATTCTCTGCTGGAGACTCTGGGTGAGGCT
TTCCTCTCTGTGGATCTTCATCATATTTCCAAGGGCATTCCTTAAGCCATTCAACTTGTC
AGTAAGATGCCTGGTGAGATTATTCTGCTGCCTAGTGAGGTACTGTTGATACAGCTGACA
TAGTCGGGATGCTAGGACATGTTCTCGACTGAAGAGTGGGTGATGGGAGAAGATCAAGCC
AAAAACTTCCACATCAAGCTGATAATCTCCCTCGGGGTCTGCAGCATACTTGGACTTCTG
TGCCTTCCTAAACACCGTCTGTATGGCAGGGTGCAGGTCCCCCTCCATGCTGAAGACAGG
AGGTCTTGTGGATGATTCCTTTATAG
>CL8144Contig1
GGTCGGGTGCGGTTGATGGTGACTGGAGCTGCACCCATTCTCCAGCTGTGCTCAAATTCC
TCAGGGCTGCTCTGGGCTGCCAGATCTTTGAAGGATACGGTCAGACGGAGTGTGCAGCTG
CCTGTACCTTCACCATGCCTGGAGATGCCACCACTGGTCACGTGGGAATGCCTCTCCCTT
GTAATTACATGAAGTTGGCAGATGTTGAAGAAATGAGCTACTTTGCGTCTAATGGTGAAG
GAGAGGTATGTATTAAGGGAAAAAATGTGTTCAAAGGTTACCTGAAAGACCCAGAGAGGA
CTGCAGAGGCCCTGGATAAAGACGGCTGGCTTCATACTGGAGACATCGGAAAATGGCTTC
CAAGTGGGGTTCTGAAGATCATTGATCGCAAGAAAAACATCTTCAAGCTGGCTCAAGGAG
AGTACATCGCCCCAGAGAAGATTGAGAATGTGTATGTACGCAGTGAAGCAGTGGCACAGG
TCTTTGTGCATGGAGACAGTCTGCAGTCCTGCCTAGTTGCTATTGTGGTCCCTGATGCTG
ACGTCCTGCCAGGTTTTGCCAAGAAACTGGGGCATCAAGGCTCGATTGAAGAACTCTGCA
AAAACTCAGAGATTAAGAAAGCCATAATTACTGACATGACCAAATTAGGAAGAGAGGCTG
GTCTCAAGTCTTTTGAGCAGGTGAAAGATGTCTACCTCCACCCTGAAATGTTCACCATTG
AGAATGGTCTGTTAACTCCAACCCTCAAAGCCAAGAGAGCAGAGCTCAAAGCCTTGTTCC
TGCCACAGATTGACCAGCTTTATGCCAAAATTCAATAAACAACTCTTACACTTGANAAAA
AAAAAAAAAAAAANNNNN
>CL8145Contig1
AAGAGGCATATGTGCAGAAACTGGTAAAGGTCTGTAACGACACGGACCGCTGGAGCCTCA
TCTCGCTGTCCAACAACACAGGCAAGAACGTGGAGCTTAAGTTTGTGGACTCTCTGAGAC
GGCAGTTTGAATTTAGCGTGGACTCCTTCCAGATCTGCCTTGACTCTTTGCTCTTGTTTG
ACCGTTGCTCGGAGACGCCCATGTCTGAGAGCTTCCACCCCACGGTGATCGGGGAGAGTG
TCTACGGGGACTTCAGTGAGGCTCTGGACCACCTTTGTCGGAGGACCATTGCAACACGCA
GCCCTGAAGAAATCAGAGGCGGCGGATTATTGAAGTACTGCCACCTGCTTGTGCGGGGTT
TCACGCCCTCCTCTGAGGCAGACATGAAGCAGATGCAGCGCTACATGTGCTCACGCTTCT
TCATTGACTTCCCCGACATCGGCGAGCAGCAGAGGAAGCTGGAGGCTTACCTGCAGAACC
ACTTTGTCGGGATGGAGCACAAACGCTACGAGTGCCTGATGACTTTGCACCAAGTGGTGA



ACGAGAGCACCGTGTGTCTGATGGGTCACGAGCGGCGCCAGACGCTCAGCCTCATCTCCA
TGTTGGCGCTGAAGGTGTTGGCTGAGCAGAACGCCCATCCCCACCGTGACAAATGTAACG
TGTTACTACCAGCCGGCGCCTTACGTGCAGGACATCAACTTTAGCAACTATTTTATTGCA
AAGGTGCAGCCGCCGCAGATCCCTCACTGCTGTAACTCGTATCCAACGTGGCTGCCCTGC
AGCTGAGTCAAGATCATGGCGTCTCCACCCGTTCCTTCATAGGGGGGAGACCCAATAACT
CATCTTTGCCAAATGNGACTAAAAAAACAATCCTGTACTGCTGTGCACCAGANTGAGCCG
ACCGTTCTTCTCATTTGTGNTCNTTAAGAACTTTTATAAGATGGGTNGTCATTTCTGAGA
NGTAGCTAAATCTTATTTAAATATACCAAAAAAGGTTTTTCAGAAATGCTTTTTCTTTTT
CTTNTCGAGGAAACAAATTTTGAGTTTGATGTTTTTTTTGNTTTTGTTNTTTTAAATGAC
CTAATGGACCAAATATNCATTTGTTCAGAGACTCCTAGTGCCTACAAAAAACATCTATAA
AATGAGAAGTGTGCATATAGTATNTTCTAGATTACTCNGTCTCCCTGCTGGAACAGAAAC
ATTCATGTACGGTATGTGAGATTCTGAAAAAAAGACTTTTCTTTCCTCTATTGTCAATTC
TATCTCAATTCTGTTCNGTAATGATNGTTGTCATTTGGATCTTTGGGCTGTTGTTAACTT
AAAGTGCTCATNATCTGAATTGCTTCACCNGTCAGGTTGTATCTTTGTCATGCTTCCATT
NAATGTGAGAAGCTTG
>CL8146Contig1
TATGGCCGGGGGATAGACGTCTGCAAAACTTTCTGCAGATTTTGCGCCTGCTGTGTTTTA
TCTGAAACTCGTCGCTGTTACCTGGCAGCTGCAGCTGGTGGAGTGCACGCTCTGTCCCGA
GGCGTAAAAACACGCGTGGAGTTTCTGTGTGGATACAAAAGATCCGCTGTTGGGTCCAGC
ATCTGGCGTCATCCGTCCGTTCACCATTAGAACTAACGCTTTCCGTTTTCCATCAAGCAG
CAGGAATGAAGAAGTCCAGGTCTCGCACGGTCCGCCCCGCCATCGCCAGAATCACTCGCA
GCTCCAAGTCCCAGGCAGAGCACCCAAAACCCACAGAGACCCAGGACTCTGAGGAGGACC
TCCACAGAAAACATCAAAAGATCCAAACGGATTCCACTCCAGCAGCGGACCGCATGAGTG
CAGAAACGCAGCACATCTTCATCACAAGCAAAGCACAGATATCTGACGGCGGCGGCGGCG
ATCCTCAGCCGGCCTGTCAGACCTCTAAAGCGGAAGGGGGCAGCCCATCTTCACGCGGTG
TGAAGTCTTCATCCCCTCATGATCTTCTCTCTGTTGCTCGGCTTGTGAAACTCGGCCGCT
GTAAGAATGTGGTGGTAGTGGCTGGAGCGGGAATCAGCACAG
>CL8147Contig1
GAGGCGGAATCTTAGGACAAGTTTTGTCCGTCGTGAGAAATCCTCATCAAATCTAAAACT
AGCACATATTCCTAGAACATTAAATCTACATTTTTGATCCATAATATTTGGCAATAAACG
TCAGTCTAACTTTATTGAACTTTAAAATCAATTACTTAAGATTGAACCAATGCAATTTGA
GTTGCAAGTTTTTCAATTGTCAAGAGTATAATAAAAATAATTTCCCTTATTTCTAGATCC
TAGAAATTCTGGAATGTGCTTATTTTCAGAAGTTAAAACAACTTAAAAATATCTTAAATA
TCTAAAAACAAGGTTTGAAATCTTTGCAAAGATCAAATATATGTTATTTTCAAACAGTTT
GGAGATCCAGATTTTTTCGGGGGTTCATTAGGATGCTCTGAGACAAGCTGCAGAGAGATG
CAGACTCCTCTCCTCTCCCAGGAGCAGTGATGCTGAGAGCCAATGCTTCCCTCGGTGGGA
CTATAGGATTCACCTGCCTCAGACAGCAGCTGCTAACATCATGTGTGTGTGTGTGTGTGT
GTGTGTGCGTGCACTGGCTGCCTGTAGTGTAAGAGTCCACGAATGCATTGAAGGAAAGAC
AGAAAGAAAGTGAGCTTGGGAGGAGTAGTGTTCGATAGAGGTTAGTGTTTATCGATTGCG
CCCTGAAGCTCCGGTCAACGGACAGACTCCCCCGAGACTGCTTCATCTCTCTCTCAGTCT
CCCTTTCCTCTCCCTCCTCCCCCTTCTGCTTCTCCCTTTTCTTGTACGGTTTCTTTACAC
CTGATAATCCCTCTCCTTTTATGTGATGATTCAGCTTCACTTTCACACGGCAAACA
>CL8148Contig1
GCACCCCTCCCACTGTAACAACCCCGCCAGAGGAGTCCATCCAGGCTGTACGGGGCTCAA
CTGTTGTGTTCACCTGTCGGGCTGTTGGTGTTCCAACCCCAATGATCACCTGGAGACTCA
ACTGGGGACACATTCCTGTGAGTGGCAGGGTTTCCATGAACAATAAAAATGGTTTTGGCA
CCCTCACGATCCGTGATGTGAAGGAGTCGGACCAGGGGGCGTACACATGCGAGGCCATCA
ACGCTAAAGGCCTGGTGTTCGGGGTCCCAGATGGAGTGTTAACCCTGGTATCAAACCCAA
TCCCAGGCAACTGCCCTGATGGTACCTTCAGTGTGAACGACCGCTGTGTGCCCTGCTTCT
GCGCTGGAATTTCCAAGAACTGCAAAAGCGCTGGGCGCTACCGTGACCAGATCAGACTGC
GCTTCACTGATGAGGAAGACTTCAAAGGAGTGAACGTCAGCTACCCCTCCAGGCCCAGCA
CTCCCCCGCTCTCCTCCACCCAGCTCCTCATTAAGCCAGAGATGGAGGAGTTCCAACTCG
TTGACTTATCACGGCGTTTCCTCAACCTTGACTCCTTTTGGACTTTGCCTCGCCAGTTCC
TGGGGAACAAAATTGATTCCTACGGAGGAACCCTAAAATTTAAGGTGCGCTACACCTTG
>CL8149Contig1
ACACCAAGCATCCAGACTTTGCAGACGCATGCGGCGTCNTGAATAACAACATTGAGGAAC
AAAGGAGAAACAGGATGAGAGAGCTGCCGGCCGCGGTTCCCAGGGATAAGGCTCCTGCGG
CGGGGCCCCAGGGCGAGCAGGACGGCACCGGGAACTGGAGAGGGATGCTGAAGAAAGGAG
AGGAAGCTCCTGCCTCCGGACCCGGAACTCCTCTGAAAGGAGCCGTCAACCTTCTGGACG
TGCCCGTTCCTGTTGCCAGGAAGCTTTCGTCTCGTGAGCAGCGGGACTGTGAGGTCATCG
AACGCCTCATCAAGTCCTACTTCCTCATTGTCCGGAAGAACATTCAGGACAGCGTGCCGA
AGGCCGTGATGCATTTCCTGGTCAACCACGTGAAGGACAGCCTGCAGAGCGAGCTCGTCG
GCCAGCTGTACAAGTCGGGCCTCCTAACCGACCTGCTGACAGAGTCTGAGGACATGGCTC
AGCGGCGCAAGGAGGCGGCAGACATGCTGCAGGCGCTACAGAGAGCAAGCCAGGTCATCG



CCGAAATCAGGGAGACGCATCTGTGGTGAGAAACATCCGCCTGATCCCGCCCCCGAAGGG
CGGCGCCCCTCGTACCCATCAGGCCTCAACTTCATCAAGGATCAAGGATCCCTCAGCTAT
AAAACTAGTCAGATCCCTGCTCCCGTGTGCAGAAGGCGTCATGGCGGCTTCTTAAAAGGC
GTTCTCTGGAGCATCAGAATCTGTGAGGTGGATGTAGGGACGTAAACATACGGATCATTT
CCGCTTCTGCTCTGCAATCTTTTCAAAGTCTCGTGTCAAAAAGCACTGAACCTATTCGTT
TTGGGTTTTGCACTGTTGTCGCCACACTGTACAGCCGTTTCAGATGTATTTATTTCTGTG
TTATTTAAATGTGTCGCTCTGCAGGAACCGTATGCAGAAGGTCAAAGGTCGGATGTACAT
ATG
>CL8150Contig1
AGGAATTCGGCACGAGGTGTCGGCGTAAGACGGATCCGTGATGAGAGGGAGGAGAGGCGG
CCGCCTCCCGTCTGTGTGGACCGGGGACGAGCGGGACATCAGCCTCCGCATCCTGCGCTC
CTGAGATCGAGCCCAGCCTTCCGCGGAGATGTACTGTGAACTGCATTTGGTTTTTGCTTC
TCCAGTTGAGCTGCAGCAGCAGACAAAGACTGCTTTTCTTGATGCCCTTGTCATTACACA
GCTTGCACAGACACATCTTGTCCGGAGCTAAACTCCTGTCTCGCTCCTGCCTGCCGGTCT
CCACTCTTCGGTCTGTTGCCATGGCTTGTTTCCTCACATCAGCGTTTCTTCTGGCTCTCC
AGACATATGCTGCCCCAGCTGAGTTTGTTCAGGCAAGCTTTGCAATGACACAAGACTCCA
TGGACCTTGATCCTGATCTGCCATCCAACATCTCTGAAGAAGTGACCTCGTCTCCACCCC
CAGGAACGAACAAGCAAATCCCTCAAAGTATCATCATTGGGGTACGAAAAGGAGGCACAA
GGGCACTGTTGGAGATGCTGGACATCCACCCTGATGTTGCTGCTGCCGCCACAGAGGTTC
ACTTCTTTGACTGGGACGAGAACTATGCCAAGGGCCTAGAGTGGTACAGAGACTTGATGC
CCTACTCTTATCCTCACCAGATCACCATCGAGAAAACTCCCGGCTATTTTACATCAGCTC
TT
>CL8151Contig1
GAGAAGCGGAAGAAGATGAAACTGTGCAAGTGGTCCACCAGTTTCTTGAAGGTGGAGTAA
ATGGTCTGTTTTTCGCGCGTGTTCCCGTTGTAGAAGGCGATCTCCTCACTGTTGGTTATG
AGGCGGGAGTTCACGTAGCGGTACTCTCCTTCATAGCGCTGCTCTGTGACCGTCATCTTG
CCGATGGGTCTCCTCAGTCTGGTCAAGAACAGGCCTGAGATCAGCAGGTAGGACATCATG
ATGGTCGGGCCCTGAGCTCCGATGGCGCTCGTCAGCTTGAAGATGTACAAACCGATGTCC
AGCAAAGGCTTGCTGAGGTTGGAGTACAGATCCACCACACTGTTGCAGAACTTCTCCACG
TCTTGGGTCAGCAGCTGGTCTGCATTGGCAATCCGATTGTCCAAGTTTCCCATTTTGTAG
TAAGTGAAACCTTGCAGGTACTGGTCATAGAGCTTCTTGGTGAGCCTCTCTCTGAACTTC
AGCTTCAGCTCGTTCAGGCCCAACTTCAGCAGATTGTTCACCAGAGCGATAGCTGGCATG
AACTTGATGAAGCTGAACAGGCAGTTCTTGAAATCCTTGGTTGAGCGACCAATGATGGCA
CTCCATGCAGAATACTCCCGGCACCATGATTCGCAAAATCTTAAGGACTCGGAGGAAGAA
GGTTTTATCCACGGCCGCCTTGTCTCTTTTGCCATCTTTCTCTGTGTTGAGAAGCAAGGT
CGGCTCTCCTTTAGAACTGTGACCTTTCGGCGTTCTGCGCCGTTTACGGAGCAGGTAGAT
GAGCAGCAGAAGGCCGCCAACCGCGGACGAATTCCTGGCTGTCCCC
>CL8152Contig1
CCAATCTCGTAACGTTTAAAACCTCCTTCGCATTTCCTGCATCTACTTGAGGGCTGTTGA
TCCCGTTTGTTGCGAATTATATATTATTCGTGTAGACCCAGCGTTCAGTAAATATCAGAG
AAAATAATTCAGCGTAAATATCTACTGAAGAATCTCCGGTAGCGTCAAACCTTTATCTCG
GTTAGCATAGCGCTAGCTTTGTTTGCGTTATCATGTCCGGAGGACTCGTTCGGGGACCCG
CGGGAAGTAATGATTGTCGCATATACGTGGGGAACCTTCCCCCCGACATTCGCTCCAAAG
ATGTGGAAGATTTGTTTTACAAATATGGATCTATTCGTGACATTGATCTGAAAAACCGAC
GGGGAGGACCGCCGTTTGCCTTTGTGCAGTTCGAGGATCCGAGGGACGCTGAGGATGCTG
TGTACGGCAGAGACGGTTATGATTACGATGGTTACCGTCTACGCGTGGAGTTTCCGAGAA
GTGGGAGAGGAGGTGGTGGCGGCGGTGGTGGGGGAGGTGGAGGAATGGGACCGCCAAGGG
GGAGGTACGGTCCCCCGTCCCGGCGCTCCGAGAACAGGGTGATTGTGTCAGGTCTTCCCC
CCAGTGGAAGCTGGCAGGACCTGAAGGATCACATGCGGGAGGCAGGTGATGTATGTTATG
CTGATGTGTTCCGTGATGGCACTGGANTGGTGGAGTTTGTGCGCNAGGAANATATGACGT
AC
>CL8153Contig1
AACAACTGGCATGGTTGGTCCAGTAGAAAAAAAAACCTTTGACGCGTTCTTCTCCAGATT
TTTATCCTTTCAGGTAAATTTGACAGTTTATCTAAGTACAGAGGCAGATTGGTAAACGTC
TTATGTCTTTCAATTATACATAAATATCCAGAAAATGCAATTTCCTAAAGCGCAGCTACA
AAAGACTGGATAGAGATGACACAAACATCTACACATGAAAGGGATTAAGTGGCTATAAAA
TGTACACTTTTTAAAATTTAACTTAATATTCACATTCATATATAAAACTCATAAAAACTT
GAATTTCATTAAATGCTCTAAAAATACTTTTTTTTTNCCGGTTATGGTNGAAAGANCGCT
TTTAAATTANAANACNTTTAAGGGATTATTTTNGTNCTANCAGCATTATTAAGGNCANCA
TTNCCANCANAATTTTNCAAAAATTTNGATNCCNCNCAAAGTACGTANGNCAATAAATTA
ACNCGCTNCCNCGGNCCCGGAAGCCAACTTNGTTAAAAAAAAAANGCNCAGGAGGGTTTN
CGGGGG
>CL8154Contig1
TCGGCACGAGGGTAAAATCTAAAGATTCAGTCTCTGGGAGGGGATTGTTTCTGAGAGGGG



AAGAAACATCTCTGCCCGTCGGCGGCGGCGATGCTCAGGGAAAGGTCGGCCATCATCAAA
AAGGTGCGCTGATCAAAAACCAGCTGCTCATTATTCAAATGAAGACCCAAAGCAGCTGCA
GAGGTTCAGAACTCGGCGCTTTGGTCCTCTCATCCCTCAGTCTGGGTCTCGGCTCCGTCT
GGGTACCCAGAAGGCAGCTGGGGGGTCCCAAAGAGCAGACCTGCAGCGGAGCGGCAGCCT
CTATTTTCTCAGGGTGACAGGAGGATCATCCTGCAGAAGAGAGCAAACAGTCTGACAGAG
ATGCTGTTTTGACAGGGATTTCCTCACCTGTCCGTCTTCAGGAGCGTGTCGCCACATCTT
TGCTGTTTTCTGAGCAGTCGCTGGGATTTCTGTTAACAAAGTCTCGGTTTGGCTTCACAA
CAACATTTTGGATTCGTTTGTTTGGAACAAAAATGGCAAAGAAATGTCATGCTGATCAAA
ATTGCAAATCTCTTCACTCCAGAACCGCTGTAGTATTTTCATTTCCTTGAAGAGAATTTT
CCAGTTTTCCTTAGACACTGCCGTCTGTGCTGCCACGCCCACATTGTTGTCATGACGACA
GTAAAAAGCGCAACCATGTTTTAATGGGGTCTATATCCTGCTTCTCTTAAGCCTTTCAGA
GTAAACTTTATCCATGTATACGATTATATGTTACCTTTGGCACACTAAAGAACTATTCTT
TTTATAAACT
>CL8155Contig1
TATGGCCGGGGGAGCCGGCCCTGCGGTCTCATAGCAACACGGCGTAAATAACAGGGAACT
GCGGAGCACGAGTAAATATCCGACAAAAGAATGAGACCTCCGTTCACTGCTGGTTAAATA
GACGAATGAATCTAAGAACGTCAACCGAAGCAGAGCCATCTAGAGAAACTACTACAGATT
AGACACACGACTGATGATTGCTTGCTAGTCAATGGGGCTGTTTGACAAGCTGGTCGGATG
GCTGGGGTTAAAGAAGGAGGTCAACGTTCTATGTCTCGGTCTGGACAACAGTGGGAAAAC
CACCATCATCAACAAACTAAAACCCTCTAATGCTCAGGTTCAAGACATCGTTCCAACAAT
TGGCTTCAATATAGAGAAGTTTAAAACATCCAGCCTTTCTTTCACAGTCTTTGACATGTC
CGGTCAAGGAAGATACAGAAATCTTTGGGAACACTACTACAAGGAAGGTCAGGCTATCAT
ATTTGTCATTGATAGTGCAGACAAACTGAGGATGGTAGTGGCTAAAGAGGAGTTGGACAC
ATTACTAAATCATCCTGACATCAAACACCGGAGGATACCCATATTGTTTTTCGCTAACAA
GATGGATGTCAGGGATGCTCTGTCTTCTGTCAAGGTCTCACAGCTGCTCTGCTTGGACTA
CATCAAAGACAAACCATGGCACATCTGTGCCACTGATGCTCTGAAGGGAGAAGGTTTACA
GGAGGGTGTCGACTGGTTACAAGATCAAATCAAACAAATGAGAACATGAGAGCATGAGGA
GGAACCATCCTGCAGGAGCTGCAGCAATTCCATACAAATGATT
>CL8156Contig1
TCGTAACGCATGGTTTTGTGCCGTGGTTGTCTGACCTCTTGGACGTCCTGTATGCCAGCT
GTTCTTGTCCAAAGAAAGAACAAGTGTTCCCATTGTTGTAAGATGATATAGACTTGTTGC
TTGCAGTGGTTTTTCTTAATCAAAGTGGGGTTAAAAAGTGGTTACGACTTAAGTTTGTGT
TCTGAAAGTAAGTGGTGGCTGTGGTCTTTGTTTACCTGAACCCAGGTGATTTTTATCCAT
GTTTATGAAGTATATATGATGACATTTATACAGTGCGCCTACAGTTTATCTTGTCACGAA
GATACAAGATGGGTTAAGGCCGGGGAAAGGCAATAGTTATAGGAATGAAGATGCATTCAT
TGTGTAAAAAAATATAAATAGCTTGGTTGTTTGTACAAATCCATTATTAAAGAAGGAAGT
GGAAGCAATAACCTGGAGCCCCTCCCCTAACAAAACTAAAAAAAGTAGCAAAGTTCAAAG
AAATCTGATTTCTGCCCAAAATGTAAAAGATTGCTATAAAATGTGTAGAATTTTCATTCT
ATATAAACATATATATATATATATATTTACACACACATGTACAAATTGTGAAAAGGATTG
CTGGTTTATCTGTATCAATGGGAGTGATATGGAATGTGGTGGAAGTGAAACACTAGTATA
AAGGACTTTTCCTAATAATGGCAGTTTGTCAAATGTTTTTATGGCATGATTTGTCTTTTT
GGTTCTGGAGACACACCAATGAGTCCAGAAAAACGGACCTACTTACGCCAGGAAACCCGT
GGCGGCGGGGAACTTGCAGGAATCCTCCACTGTAGCTGGGACTCGAGGAGTGTCCTCGTT
TTTCAGTTTTGATTTGTTTAACTGAAAGGTCTCGCTCTTAATGTGACTTCACTTGAGAAA
TTCAGTGTATTTCGTGTAGAAACTAGATGTTTGTATGTGAAAGTACAGAGTTTGTGGAAC
AAAAGCTCAAGGAAAAACAAAAAAACAATGCTGTTATATGTTGTCCTCATGTTTTGTAAA
TGAAAATCTTGGTAAACTGAATATTTCATTTCTTGTTGAGAATACTTTAGTGATGCTGAA
AAGGTGCTGTATTTTTTGTGAGAGTTGCTTGTGCTGGAAAGGTGCATTTGGTACCAGCTT
TC
>CL8157Contig1
CACGAGGTTTTCCTGTTCATTTCTGTCATTTACCTTTAACTCTTTCATTTTGCCCCGTTT
TCAGAATCATTGAGGTTTATATTATAGAAAGATGGATAACAACCAACAAATTGACTTTGG
GTAATATGCGTTATTTTTGTTCAAATGAGGTAAAGGAAACTTTATTGAAATTGTGTAAAG
GAAACATCAAACCCACAAATGGTTTTCCTTTTCTTCTGCCCATATATATATATATATATA
TACACGTGTGTATTTATATATAGTCAGAAACCGTGACTGCATTTGTCCTGATGTAGTTTT
CCTTCTTAATTATTATACTAGTTGGAACAGGGACTGATGTTATCACCCTGTAGGTGGTTA
TTACCTGTCAAATGTGCCTCTAATGTATTTACTTACATGTGTGTAAAGTAAGGAAGTCTA
TCACACAGAGTAATTTTTTGCCTCTTGTCTCCTTGTTTTACATCATTTTGGTCCTTTTTG
GCTTGTTTTTCTAAGCATGATAGACTGTTAGGCAGCCCTATGACGATGCTCAATGTCTCA
AGATGTCAAAACAGTGGGAGTGTCCAAGCCATGTTTCTTTTTCTTTCCCTCTTTTGTATT
TCCAGTTTGCATGTTCTTAATCATCCAAATGTTTGTATTGATTTGTTTTTTG
>CL8158Contig1
CTCTCCCTCTATTTTCATCCTGGTCTCTTATTAAAGCCAATCCATGCCAGACACTAAGTG
GGCATCCATTGCCTGTTCTGCAATTACGAAGTTCAAGGTCCTCAGACTTTCAGCTCACAC



CGTTACAGTCCAGAACAAAACCCAGAATTAACACAATAAAAACACAACCCGTCACAACGA
CGTGAAATGATTGAGTTTTATTTTACTTTGGCGCTTTGCATGTCCAGCGTCACCGTCATG
TTATCACTGAACTTCCCCTAAAACTAAGTTCTGCAGTCATAAGGTTTGTTTCAGTGCAGG
GAATACACCTGCTTTGATCAACTGCAGCGCTACACATACGTTTCTTACTCATGAACACCA
AATACTTTCTCGCGTGCAAGAGAAATCAGTACTAATTTTCTTTGTACTTTTATCTCCCTT
TAGAAGCTCTATATGTTACAACATAGAGTGGACTTTTTTAGCTTGTGATTTCGGGAGTGC
ATGTGTCATCAACATTTGTTGCTGTTTATTTATTTTTGCTTTAGGTCCAAGAGCCAAATT
AGTGTCAGTCAAAGCCATAAAGGAAGAGTGCAGGCATATGCAAAGACAGGCCGAGAATAT
CACTATACTTGAAATACTATCCATTAGTTTTCCGACAATCAACACAACACTTGCTAGCAC
CAAAGAGCAACCAAAAGATATGAAAAAAGTTATACTGTTTATCTGGTGTTTGATGA
>CL8159Contig1
GTCTTTTTTTCTCTCTTCTTTTGTGAGCGCATGAAATGCCACTTAAAAGGTAATATACTC
AAGTGTCTTAAAATCTTTTTCAAATAAAAAAAAAAAGTAAAATTGGGTAATCTAAGCACA
AGAAATTTAAATGCCATCAAAATGTCTAACCACATGAACACTTCAAATAAAAACACCAAA
AANAATTTATGGTCTTTTATTATCTGAATTTTTTTTTCTGTACATGCTTAGTTTCTATGA
TGTAAAAAAGGTCAACTACNCAAGCTCACATTGTAAAGTACTTGAAAAAAAAGTCACTAN
AANCGAANGTATGCNCTCCTTTGTGCTGCCGGCTGAGCTCCNCCCTGCTGCANCTGGNGG
CNAANCTGCTGGGAATAAGGATCCNCCAAANACTTGACANATACTGTCGTCTTGGGCCCA
GTCTTCCNCTGAATGCCACTCTCATCCNCCACAAATNCCTCCCCGGTAACNGAGTGGGTG
CCNAGGATGGAAAANTTCANCAAAAACTGGGNGCTGAAGTAGTCATTGTGAGGTTCTACN
CNCTGCTCGATCTCATTTGTTTTAGC
>CL8160Contig1
TAAAAAAAAAAAACTCTTAGTTGTATCCAATTGTATCCATTTGCACACAAAGTGAAGTTT
AACATTGGCATTCTGTCATCTTAGGCCACATGTGTGATCGTGGTTAGACAAAGTGGAAAA
GAGAGCACACAAACAGAAAGAAAACTGTTAACGGGCACAGAGTTTCAAAGAAATGCACGT
GATGGACATTTCTTTACTATCAATAAGCAGCAGACAATCGAGAGGCAAAGCAAGCCGTTC
AGAGACATCAGAACAAGCAGCATTTTCTCTTTCTCTGAGTTTCGGGGGGCTCTAATGCGG
CTAGGATAGCCTCATCGAATACGTTCTTCAGTCCTCGCTGAGTTAGGGCTGAGCACTCCA
CATATTTGACTGCCTTGAGGTCACGAGCCAGCTTTTCTGCCGTCTCTGGGGTGATCGGCT
TCTGCTTGTTCTTGGCCAACTTCTCCACTGTGGAGGGGTCATCACGGAGGTCAATCTGTG
TGCCTACCAAAAGGAATGGGGTNCTTGGGACAATGGTGAGTTATCTCAGGAACCCACTTT
TCTTTAACATTCTCAAAGGAAGAGGGTGACACAACGGAGAAACAAACTAGGAAGACGTCG
GTCTGAGGGTAGCTTAGGGGTCTCAACCTGTCGTAATCCTCCTGACCTGCTGTATCAAAT
AACCCCAGAGTGTATGGTTCACCTCCAATCATTACAGTTACTGCATAGTTGTCAAATACT
GTTGGTACATATTCAGAAGGGAATTTGTTGGTGGTGTAGGAAATCAGCAAGCAGGTTTTT
CCTACTGCACCATCACCCACCACAACACATTTGATCGTCTGCATCTCTGTGCTTTCTGCT
GCTGTTAGCAACTGAGAACTATTTTACCCGTAACTCTGCTTGCAAAGGTTGGCTGTCGGT
TTCGCCGGGCGTTGGCACCAGCGAGCAGTAACTTGGTTCAGTCTGTCAGTCCCCGGCCAT
A
>CL8161Contig1
AATCTTTATTACCATGGTAACTCATCGCATCGCTGCTGAAAAGTCCATGTCCATAGAAGA
CTCAAGCAATGGCGGAAACAACAAAGCATCACCATTTGGGAATGCTACCCCAATTTCCTC
CGTTTTTGGGAGAAAATCTAAAAAGTCCTGATTACTCTGCTCACTCCTGAGCGGCGGGTC
AGCTTAGTTTCCTCCGATTAATCAAGGAAATTCGGAATCATCGGCATGGGGAAGAAACGA
TCAGGAAGGATGCTTAGGAAGGGGAACTTGTACATAGAAGTACTTTCACCTGCCGCTCCC
CCCAGAACAGTGAAAACGTGGAACACAGCTCACTCCTGCCCCAACCGCGGATCTCTCCAT
GCTTTGAGTGTATTTACCTGTGTGCGCTGCCAGCATGACCTTCCACCGCAGGCCGCAGCG
CCTGCACTTCAATCAGCTGTCTCATTAGTCTAGGCGCTTTGTCACAGTCTGGTCCTCCTT
CCTCAGTGAACATACTATAAACCTAATGAGAGAAAGTAATAACCATAGCTACCATGTCTT
GTTTCGAAGAGAAACCTTGAATTGAAGGAAGAAGCAAGCTGCTACGACATTAAAACACTC
GCCAGTCTACACCTAAAGGCTAATGCATGAACCGTTTTCTATAAATGTGAACCGTTCGGA
CACACATCACCTCACTGCTGCTGCTTTACCGACTGGAAGGGAAGGCGATAGGAATGCTCA
GCCTGACTTTCAGCTGTGGATCATTG
>CL8162Contig1
ACTGCTAATGCAGCAACAGGCGCTACTTATGGCAGTCTGGTTGCCATGGAGGATTCCCAA
GACCCCGCGATGCCTCCCAACCCAGCTCCCAATCCTCTCACTCAGCTGGAGGAGGCTAAA
AGGAGGCTGGAGGAGGAGAGGCCGGAGGGCTGCTCTGCTGCAGGCCAAACAGAGGCATAA
GTCTGGAAAGAGGCAACTGTGTGAAAACATGACCGTTGCTTACTACTTCTGCGGCGAGCC
GATCCCGTACAGAACATCTGTCAAAGGACGAGTCGTCACCTTGGGCCAGTTTAAGGAGCT
GCTTACCAAAAAGGGCCACTACAAATTCTACTTCAAAAAAGTGAGCGATGAGTTCGACTG
CGGTGTCGTTTTTGAGGAAATTCGGAACGATGATGACATCTTGCCCATCTTTGAGGAGAA
AATCGTTGGAAAGGTGGAGAAGATTGATCGAAACCTGGGAACATGAAAAGCAAACAAAGG
TTTTTAAAGGAAGCAATTGGCTGAGAATGGATTGCTAGACGTTTGACTGCAAGAAACCGG
ATGTCGGGAAGTTA



>CL8163Contig1
GGCTCACCGGGTGGACCTGCAGGAAGCGGTCCAGGATGGCCACAGTGAGGTACAGGGTCT
CCTGCAGCAGCTGGAACCTGGAGTGGACTTGGACAAGCCAGTCAACGAGGAGTGCCCTCA
TGCGCTCAGTGACTTCGTAGCCTTGCATGTAGTTGGCACGCACAGGCTGCTGCTCCTCCA
GGATGTGCAGATACTTGTAGATGTCCTTGACATATTGGGAGCATAACTGAGGCTGGTCTG
CATCCTGCTCGTCCACGTCCTGCACAGCGAGCAGCACCTCCGAGAAAGCCTGGCAGAGCT
CCTGCTCCTCCTTCACGCTGGGTTTAGCTAAGACGGGAGCTGAGGCAGCCGCACCCGTCT
GGATCATGGAAGCCACCAACTGAGTAGGTTTGGGTTTCTGAGCACAGGAGGCCTTCAAGG
GTTTTTTTGCTGGTCCCACTTTCCCGTTGGTGGCTGCAGCTGCGTTCAAGTTGGTCAGTT
CTCCCAAAGCAGCTCTCCTGGGATCCGCTGCAGCTCCTTTCCCCATCCTCCGAGGGTGCT
CTGCGGCCAGGAGCTGCTGCTGCGCAACAATTTCCACAGACGACATCCCGGCGCAAGAAC
TACGAGACAAAAACTCTGGCCGGGATCCGCGAGTCAGCGGTTTGTTTATCAGACACTCGC
GGCCCCCCCCGGCCATAATGCCCGGGTTAAC
>CL8164Contig1
CGGCACGAGGCTGTAAGCGAGGATCGTGAATTTGAACTGACGTGCTGTCGACGGTCCATT
GCCAGGGAAACCCTCGGACTTTAAGCTTGGCACCAAATCTGTACATTTCTCGTACTGACA
TGTTTTTAAAGTGTATTTTTTTAGGAACGTCTCCCTTTTTCTAATCACTGAACATCTGAA
GTCCGACTTTGTCCAGAGTTTGCTGTTGTTCGCGTCCCTTCTGCTCGATTTTACTGTTCA
ACAGTGCGTTTTATGAACAGATGTTTGCTTTTATGTCGTGTTGGAAGAACGCGTGTGAAG
AGCGACTGTGAGAAGTATGTCTGAGTTTTTTTTAAAGTAAATTATGCCAACACATTTTAA
GTGTTCTTTCTATTGATGAAAGCTGTCTTTTATTAACATGTTCAAAGTACTTATTTTATA
AATCGTTGTTAATATACTAAGGATGCAGGATTTCAATTTGGGCAGTGTAAAGGAAAAAAA
AAAACTCAACAGTGCACTGTTACATCAAACCTCCGACATGAAACATAAAAAAT
>CL8165Contig1
CCGGGCCTTATGGCCGGGGGATTTCCGACAGTACTTTAAGGTGACATTTCCACAGCTCCG
TTCAAACTTGTTAAGCAGTAGAAGTGAGGAAAATCAAATATGAAACACAGTCGTTGATGT
CACTGCAGCAGTCTTTGGGAGCCGATCCTACTTCTGCTTTGCATCCTCTTCCATCAGAGG
TGACTTCTGTGAGGTGAATCACTGCTACAATGGAGCAACATGTGTGACCGGTGTGGGGGA
GGAGCCTTTCATCTGTATCTGCGCGGATGGCTTTGCAGGAGACACCTGTAACCTGACAGA
GACAGGTCCTTGCAGTCCTAACCCCTGCAAGAACGATGGGACGTGTGAGGTCATTGCTTC
GTCGAGAAGAGGAGATGTTTTCAGTGAATATATCTGCAAGTGCCCGTCCGGCTTTGAGGG
GGTGCACTGCCAGACGAATGTAAATGACTGTGCAAAGGAGCCTTGTAAAAATGGAGGGAC
ATGTCGGGATCTTGATGGCGACTACACCTGCAACTGCCCGTCTCCATACGTTGGAAAGCA
GTGCCAGCTGCGTTGCATTTCTCTTCTTGGAA
>CL8166Contig1
GGCACGAGGGGCAGAGCTGCGCTCTCTTTGTCGCTGTGGACATCGTGCACTCATTCAGAG
TCTATGATTCTATGAGCCTCCTTAGTAGCAGCTTTATCTCAGCGACATCTCTGCGTTTTA
TCCCCTGGTGTCCCATCTTTATCTTTCTTTTGTTGCCACTCCTTCTTTCTCTCATCTCCC
TCTCTGGCGTTTCTTGGTCGCCCTTGTCTTGCGTGATCAGTCGCACTCAGACTGAGTACG
CTCTCGCCGCAGTGAAGAGAATCCCTGTTGTTCCCAGGCAGACTGGGTGGTCTGTTGGTG
GCGAGGGAAGGACGGCGGCTGGGAGATGTTGAAGTAGTCCATATGCTGGAGCTTCAGAGA
AGAAGTGATGGCTGCTGGCCTTCATGTGCTGGTTGAGTGCTTTATGGTCCCGCATGTGTT
TTTGTTTATCATTTTTATTTTTCCATACAGAGAAGCCTCTGACGGATTTGCCGGCGTGGT
TTTTGTGGAAACTGCCCCGGTTGCAGGAGGCATATTTGTAGTAACTTTGGGGATGTGCAA
TGGGAGGGGGGGGGGCGGTCTGCAGTGGCGGTTTTTGATATGGGCGATGTGGGCGGTCGC
CCAGGGCGGCAATACATAGGGGGCGGCATTTGCCGTGCCTGAGGCGTTACACATAATGTG
CTACATACTATATTCAAAGAGGAAGCTTAGAGCTTTTAATTTGAAAATGCTTCAGCAACC
GACGCTTAATGCTGTTAGTTTGACACATCAGACTCTTAAGAATGTCTTCC
>CL8167Contig1
CATTTTAATAAAAATTCAGTACAATGAAATGTTATTACATTATTAAACTAGCGTACCTAA
GAGTACATGTGTGATCAATAGGATTCTGAGGTCTTTCACACATTGAGGTACCATTTGTTG
TGATGTCTCCCAAATCAAGGGGCTCACCATAACACAATATATTGTAAAAAAAATAAAAAC
ACACACACATTTTAAAAGTCAAAAATAATGCATAAAACAAAACTGTGGTTCTTCTTTTAT
CCTTGAGTATTAAAAGTTAATATATAAAAATGTGATTTGCGTTTCCTACTTTGCAAAAGG
AAGATGGTAAGTTTCTTTGGAATCAGAAGTTTGGATTTTAGGTTACACTGTACAGGAGCA
GGTTAAAGTAGCAAATGATAAAGAATACAATTTTCAGTATAAAAAAACAAATACACTTTA
TTAAAAAAAATAAAACATTAAAAGTAAAAACGAAAGTTATAAACAGAAAGAAAAACACCA
TCTATGTAAAACTTTATGAAATAAAATATGAACTGTTACCAAAGAGAAAGGCGAGCATCG
AGGTTAGTATGTTGATCTTTAGAAAGATTTATGGGTTTTTAATCAATTTTCTCCTTTGAA
TGTAATCATCACAGAAATAAAAATAGGAAGCCCTTTGGCGATCCACAGGCACTTCACTTG
CGTCCCAAAACCTCANCCAACTTCTTCAGTCTTTTCTTGAG
>CL8168Contig1
TTTTTTTTTTGTAGACATTTATTTCCTAAATAAAGACGTTTTAACAGGATTTGAAGCGAA
CTTCCTTCCAGAACTAGTTTGAACCTGAATAACTTTTCATAGTTTTGACACAAATGAGCT



TCCATACTTTTCCAGACAAATATTCTGGAAGCTCTTCAGCCAAATCTCAACACAACTACA
CAACATACAACTAAGACTTTTATTTTGTTGACCTTTGTGCGGACTTATTTCAGTTTTTTA
TAAATAACAAATTTATTTGTGTTTATGTATTTATTGTTCTTTATTTTTCAGAAAATAAAA
CCTTCTTTTCGTATTTGTGTTTGTTTTTTCACAATATTTTTACTGAAAACCAGAAAAAGT
CCAACAAGAAAACAATATTTTAGTTTAGAAACGCTCTTTGACAAAAATGACTTTTTTTCT
TTTACTGGTTTTGTTAAAAAAATGAAAAATGTGCTAAAC
>CL8169Contig1
CCTCACCCCCCCACCCCCATGTGGCATTTCTCAAGTTTGAACACACAGCAGCAAATCTCC
NGCTGTCTCCTGCTCTGCACTGTGTGGAAGCATGCACGGTGGTCAGAAGCAGTCAGGCAG
GCGTGCACAGGCTGTTCAGAAGAACACGAAGGCTGTCAAGCTCAAGCTGAATGATGTTGC
ACTTGTTTGAGTTTAGAAAACGCTTAGAAGAAGAAGAAATAATAAGCACACGCTCATGTC
TTTGTGGAGACACATAATGCTAACACGCAATCGTAAGAGTTAGATTTTATTTGTGCAAAT
GGGAGATCCAAACCGTCCGTGAGTAGTAATATTCTATTTTGGATTTAACAACTCCATTTA
TTATATTTATTACTTTTTTGAGATTGTAGTTCTGAAGTGAAATATCACAAGGCAGCAAAG
CTTATGAAGTCTGATTACTGGAAGTATGTTTTCTTTTCATGGAAAGTGTTTTATTATTAT
TTTTTTGTGTGTGACTAAGAAACAGACCATCAACTCTCTGTTAATTTATTTAAGTTTTAT
TTTTTTGCCTTGGGTTAAGTTAGAAGTCCTTTCTTGATTTCCTCTGCGAGTGAACACATT
TTGATGGGTTTACACTTAACAAGAGGTTATCAACTTTAAAAACTAATACCTGTGACTCTG
GTACTCTGCACTGAAACTCCTGGTGTACTTACAAAACAAATGTATGGCCAACTTTTTTTT
CTTCTTTCTTTTGTCAAATGAAACATTTTGGAGGCCTCGAAAAACTTTAAACATGCAAGG
TATTTGCAAAGGTAACGAT
>CL8170Contig1
CAGCAAGCTGTTGTCGTCTGCGTAAGACTGGGCGTCCTGAAATTCGACAGCTCTCTTGTT
AGCCAAGTCCGCCTTGTTGCCCGCCAGAGCGATGACTATATTGGGGCTAGCTTGTCTCTG
TAGCTCCTCTGTAATACATGGGTGCCAAACTGTGGTATCGCTCCTGACCAGCTGTGTCCC
AGATTTCAAATTTCACCGTCGTGTCATCTAAACAGACTGTCTGGGTGAGGAAGGCCGCTC
CTATCGTGCTTTCCTGGAATTCATGGAACTGTCCTTTGACAAAACGAAGCACCAAACTGG
ACTTCCCCACAGCAGACTCCCCCAGCAGCACCAGCTTGAACTGGCAGATCTTGTTGCCTG
CGTTGGGTCCATTGGGTCTTGTAGCTCCTCCTCGATTGGCCATGACCTGATCAGATCCTC
TGGACTCCTGAGCGCCAAACTTCACCCTCTTGACTTCAGCTGAGAGCCAGACGACGCACG
GAACTTTTATTGGCACCGCTGAAGTTTTTTTCACACGCCGACCGTCAGGCACCAGAACGG
TAAGTNGTTGGAGGGGGGGGGGCAACAAAAACAATTTAAAGAATCGCGTCACGTCTCCTC
CTCGTCCGAATTCCTCAGCCCGGGGGA
>CL8171Contig1
GTGACTATCAAGAAAATACTCTGAAACCTAACCTGTAGTTGCATCAACATGGTTGTTAAA
TCTGCTTCTGGTTTCACACAGAACTCAGTGAGTTTCATGCCATCTGCTGGATTAGAGTTT
GTCACTCAGGTTGGCTCGCACATCCCTGAATTTGTTGACTCTGGACTAGAGATGCACACA
AACTTATTCCATGAAAGTGGAATCAAAGTCGAGTTCCCCAAAGTGAAGGCAGCAGTTAAG
CTGACTATTCCTGCTCCAACTAGTCCCACAAAGCTCCTCAAAGTGACGTAAGAAAACATT
TCTTTAATTTAACCCTTCTTGCAGCTTAATTTATCCTTTACTGCAAATAATCCATTCATC
CTCTGTTACGATACAGAAACACTCTGGTAGCAGTGGTTGGATCTGAGGTGAAAACAATCC
CTCCACTGGTGACTGACAAGGTTGATATTAGCAAATGCTCAAGAGCCTTGGCTGGCATGA
AAATCTGCACTGCCTTGCAATACACAAAGGCATTTTCTCATGAGACAGCCCCTTACTTCC
CCTTTACTGGAGACAGCAAGTGAGTAAGACTTACTAAAGCATATGTGAATGACCAGCACT
CAAGTTATTTATTAAAAACAAAAAATTAACCAAACAGATTTTCCGTGGAGCTGCACCCCC
ACTGGTGACGTCACCGGGTACTCAGCCACCATTGCATATGAGCAGCTAAAGGAAGGAGAA
GAAGGCCGACAGAGAGTGGACGCTTTAAAGTTTGTTTTGAGAGCTGAGGGTAAAGGATAA
TATTGACATTTTGTTATGTTGACCAAATCAAGCTGAAAAATGTAAAGTAACTCAATCGGT
TGATTCACAATAGGGGCATATCCAACTGAAGCCACAACCGTGATGATGGTTAACATTAAG
AAAAAGATCATGGGATTGGACATCCAAATCCCTGACTTAAAAGTGAAGAAGGGATCAGA
>CL8172Contig1
TCTTTATTACAGAAAAGGTTCAGTCACTCAAGAAAATTATTCCAAAAAGTATCCAGCTGG
TTTCAGGAAAAGCCTCTCGTTCCTGTTCAGGACCTGTTTGTTTTCTCCTGAGGCCCAACA
GGAGTCCGATGCTGGGGGGGGCTCGTCTTTCANGCCCCCCCAGGCAGCTTTTGGCACACA
GTGCACAGACTACACAAGTTGCACCACCCCCCCCCCCCCCCCTTTT
>CL8173Contig1
TTTTTTTTTTGGCTTGTATGGCATTTCAAACTTCTGCAAGACCCAGAATGTGAAATTCTC
CCGCCTTGGTGACAGAAAGACGTTTTCCTCTGCAGGCAATGTTTAGGTGATTTATCTCCA
CAAATGATTGCACTTCAAATGTCCTTGTACTCTTATGTTGTTTCAGTGTTCAGAGCTCCT
TCACCAGCTGTTCAGAACAACAACGTATTGTTCAAACTGTAGCCATAGTGGTAGATTGCT
CGCCTCCTCCGCTTACCTTCTACACGGCCACCCCAACACTTGACCAATCTGAATCAGGGG
TGATAAACGGCAAAATTACAACAAGTAGATATGGAGGGGGGGGGTCTGAGGAGTCAGAAA
AAACGGCTGGCTAATAAATACATGCTGCAAGTCTTTGGCATACATTCCAGAGCAACCATG
TTTCATTCCTGTTTTATTGAAATTATTTTCACATAACAGCAGTGCTGTTTGCTTTAGCCA



CAAGCTCTTCTTTGCTCACGTTGCTGCACTGCTTTGTTTCCCTTCTGTCATCGCGACTGT
CACGCCACACTCTGTGTGCTTTAGCGTTTCAGCCACAAGCATCTAGATCAGGCAAGGACA
TAAAAGCCCATGAGGCTGCAGCTGATGGGAGGGAATATTTTACTGGAAAACAAATTGGAA
ATGATACTTGGAAAGGCAACAGTCTATTGCATTGCAGTCCAAGTGAT
>CL8174Contig1
CGGACTAAAAAACACCAAAAACTAACCCACTTCTTACCCAGGGCGGTAGAGATTGAAAGG
ATTCCACAGGCGTACCGGGACGTGTTCCAGTACAGGTGACCCAGTGCTTTCCTAACTGGA
TCCATTAAGGAGTAAAGAGCAGAAGGAGTAGCTCTGGATATTCTGGACTTCATGGGTACT
CTTTTCTCTACTGGAGGTCGTGTGCATCAACGCCTGCTCCCGGAAGTGTCGTGTTGTTGC
TTTTTTTGGCGGTGGACTTCCGGCGCTCACTTCTGAAAGGCACTTTTGCAGAAAGAGTTT
TGTGGGCTCAATTAGGAAGTCATTAACCCATAATTTGATCTTTTTTAATGTAGATACTGA
GGTGACATTTATCTGCTCATGGAGGAGCACAAAAAAAATGAAATACTGAGACTTTTGTGG
TCTTAGAAAATGAACCCCAGAAGGTCAAAGTCAGAAAAGGGTGCCAGTACGATCCCAAAC
TTCCCATTCGTCGCATTTAAATGAGGAATCAAGGAGAGTTCTAAAACAAGAGTTCGCTTG
GGATGAAAGCACTTCCCTGACAGAATAACTGATACGTTCTGCTAAAAGATGGTGACTTGT
AATGTTCGTAGTGTCAGGAACATTATAAAAAAGAACAACCTGCAGGCATCTGATGTGTAC
ATTTGGGTGTTCCTATTTATGAGATGTACCATATATTTATTTTCTACATATAAAGTATAA
ATGTAAATCTATATATTTATTTATTGCAAAGACTTTATTTTGTAATGAACTTGAAGTTCT
CTGGACTGCAGATTCTACTGAAATGAGGCCAAAAAACAGTAAAAAACAAAACGAAAGGGG
GAACAAAAATAACAAGAACTGCATAAAACATGACAATAAAATTGTCTTACTATTGATAAC
TCATTGTGAGAGACTATTTTTGCTTGTGTGATGTAAAAATAAAACCAGA
>CL8175Contig1
AGTCTCCATATCCCTGAAGAAAGTGGAGTTAAGTGTTGGAGAGTCCAAGTTCTTCATCTG
CACAGCCATCGGTGAGCCGGTAAGGCTGGAGTGGTTCAACCCCCAGGGCGAACGCATCGT
GGCGTCCAAGCGCATGATGCTCCACACGGAGCCGTCACGGTCCAAGCTGGTCATCTACAA
CGCCATCATCGAGGACGCGGGCATCTACCGCTGCCAGGCCACAGAGGCCAGCGGGCTCAC
GGCCGAGGCCTCAGTGGTGTTGGAGATTTACCGTAAGCTTTGCCTGAAAAACACGGTTCT
ACCTACAGATTTAGGGGGAATCGAAGTCTCTCGTTAGCGTCTGACCGGACCGCGAGAACC
GCCGCCTCCATCTGTGAGTTCACGCCCCTGAAGCGCACGTGACCCTTTGACTTTCCCTCA
GTCTGGGTGAGTGTGTGTTCGTTCCACTCATCCAGACTGTTGAAGGATAATGACGGCCGC
GCTCCCATCCTGCCACGGTTAATGAGCAGACTGGCACCGAGCTAACCCGCCTCACTGACC
CGGGCCATCTTCTGGGTAAAGACTAATGTCTGGAGGCGCGGCGCTCAGAGAGAGTCCCAT
CACTGTTGGATCTGACAGCTAGCACTAAATTAACTGCTATTTGCCCCGACAACGTGTCCT
TGAGCAAGACACTCCGCTTACTTCACCACCTCCATCCT
>CL8176Contig1
GCAGTGCGACTCCGCGATGAAGGCGGGCCCCCCATGGCAGCTGCTCACCTGCTCCAGGTG
TCGGCGCACAGAGGAGGCCGGGCGCTCGGCCTGTCCGAGGTCAGGGCTCACGGGCTGAGG
AGCTACGACAACCCGGGGCTGGACTTCCTCACCAGGAAGAGTCTGTCCAGCAGCGACGGG
GAAATTACGACAGGGGAGACCATGGAGGAGATCCTGGAGGAGAGCCAATTCTGAGGTGGG
ACGGCCCAAAGTACATGTATGGTTAAAAAATTATACAGCTGCAGCTGTTGTGTAAAAGTA
AAGTCACAGAATCACAAAATGTGAAAAGATGAAGACAAAGAAATGGAAGCAAACGCATTG
ATAGTGATAAAGAAAAAAATCATATAAAATTAAAAAACAAAATGAGATTTCTATCCAATT
TCAATTGAATCCATTGTCTACAAAAAGATGCTTCAAGTAGTCCCAGAAAAAAAATACTAT
CTTGAGTCAAATTTATTTATATAAAAGCTCACATATTTGCTAACCTTTCCCATTATTTAA
ATTTTTCTTGAACTTTGGAGAAGATGAAAGATTTGAAATGATCTGAACCGGGATCTTTTC
AAAGTTTCCAGACCTTCAGGGTCTCTAAATGGATAAAAGAGCGTCAGACGTTGGAGATGA
CGTCACAGATTTTCTCTGCCTTGTTTAAAGTTTTGTGTTTCCTCTCCTGTAAATAAACTC
TAAGGGTAAAACTCCATTAGATAAAGGGGCTTTATTAAGAGGTCATTGGTGATTGTGTGA
TGAATGTTGTGTATTCCTGAAATAGATAATCTGTACATTTCATGATAGTGTTGTAAAGGA
AAGCGTTTTGTATATTTTGCATTTTTGTCACTACATTTATGCACTTTTGAAAATAACAAA
ATCCTGATTTTTACTGCCTTGTGAAAAAGTACAAGCATTCCTCATGATATGTTGACCATA
TAAATGTCAGCACAGGTATAAGTGCGACTATAATATAAATATTTGTCTCATTGTGTATAA
TGCTGTGTATAAACTGTTCAGCAGGTTTTATATTTTCCTTTTTTTTCCTACTTCTGGAAC
CTAAATG
>CL8177Contig1
CGGCACGAGGGTTAACAGTCACTGGAAGCTTCTATTATCCCAAACTCTACACTCCAGGCC
AGCGGAACATGTATTTCAACAGAACATCTTTTTTGCTCTGTATTATGCAAAGCTGCTACA
ACTCCCTCATCCTGTTCTTTATCCCATATGCGGCCTTGCACGACACAGTCAGACAGGATG
GCAGAGAGATTGCAGATTATCAGTCTTTTGCTATTTTGCTGCAGACCTGTCTAATCATTG
TGGTGAATGCACAGATCTTTCTGGACACCTGGTACTGGACAGGGATAAATCACTTTTTTT
TGTGGGGCAGCATGGCAGCCTACTTTGCTCTAACATTCACCATGAATAGTAACGGGTTGT
TTTTCATCTTTCCCACCATGTTTCAGTTCCTTGGCACAGGAAGGAACTCTTTGAACCAGC
CAAACACATGGCTGATCATATTCCTCACATGTCTTTTGTGCATTCTTCCCATTGTGGCTC
TACGATTTATTTTCATACAAACTTCTCCAACAATCAATGACAAGGTGAGATACAAGATGC



GAAGGGATGAAATACCAGCAATTTCCCTACGCCCCCCAGCTACCAGGCGTGTCAGCAAAC
GCTCAAGCTATGCCTTCTCCCATTCCCAAGGCTATGGTGATCTGGTGACTTCCCAAAAGT
TCCTGGACAAGAAAACCCCAAGACGACCTCTCCTTTTTGGCCAAAAAGACCATCCCCTTG
CAGAAAATCAGCCACAGCTGTTTCGTACAATTACTGAGGAGCCAGAAGAGCCACAAAGTT
GTTAGTTAAGACCAAAATGTAATCAAAGATTACAGCTATAACAATTTAACATGGTGTTTT
TCATTATAAGTGTATGTTTAGGTAATGCAGTTAGAATCACTGCTGGTAACCTTCTTTTTA
TACCAAT
>CL8178Contig1
AGCCCCGCACAGACAGAGCCCCGCATTCGAACGTTTGCTGCTCCGCGTTGAGGATTTCTG
CCCGCGTTTGCTCTGCTTACGGCGCATGCTCAGACCAACCGTTCGCGCTTTAGTGTTTTT
GAGGAGCCCCGAGACTTTCTACACTTTAGAAAGATGACTACTTCATGGAGCGACAGACTG
CAGAACTACGCAGATTTGCCCGCCACCATGGACGGCCTGGCGATGAAGAAATACAGGAGG
GAGCCCTACCACAGGATCTTCGTCAACAGAAGTCTGGCGATGGAGAAGATCAAGTGTTTC
GGCTTTGACATGGATTACACCTTAGCAGTTTACAAGTCACCTGAGTACGAGTCTCTCGGC
TTCGAGCTGACGGTGGAGCGGCTGGTCTCCATCGGTTACCCCCAGGAACTGCTCAGCTTC
GTCTATGATCCGTCCTTTCCCACCAGGGGCTTGGTGGTTGACAACATGTACGGGAACTTG
CTGAAGGTGGACGCTTACGGGAATATCCTGGTTTGTGTCCATGGATTTAACTTCCTCCGA
GGACCGGACATCCGTGAACGGTACCCGAACAAGTTCATCCAGAGGGACGACACCGAACGC
TTCTACATCCTCAACACGCTCTTCAACCTGCCAGAAACCTACCTGTTGGCCTGCCTCGTG
GATTTCTTCACCAACTGTGACAGCTACA
>CL8179Contig1
AACGTTTGAAACATTTGCCCGCTTTGGAACGGGTACGTNTCAAATTGCCGTGAACNGTNT
NTTACTTTTNAAAGATAAAAAAAAAAAGATTTGTCCAAACTATTCCACAAATGGATCTTA
AAAAAAACATCGTGAAGCTGCTGATGTGTCCAACGTAACAAAAAAGGATGGAAATGAAGA
GCTGCGGTTAAAAAAATCAACAACTAAACGTCGAAAATTCCATGAATATTCAAGATATTA
GGACTGTAAAAAATGTAGCATGAAGCTTCTGGGACTTTGGCTCCTTGGAGCCGGCGGGTA
CTTCCTGTTTGGAACGTGAAGGGGGGAGGAGTCACTCAGTCCAGTTCTTGTATACAGTTG
ACACTTTTCAGACAGAACCATGAGACAGCAAAACTTGGGGTCAAACAGCATGTGACCTTC
AAGTTAACTCTCTGGCAGAAATCTGCAGCTGAGACGTCCCTAAAGCACAAACCCTGAAAG
CGAAAACGTCCTGCAGATGCTCGGCTAACGCTGGACTCCTCAGTGACTTTTTCTGTTTGT
GCAAAATAAGGTGAGACATCCTCTGTTAAAACCTGTGCTTAGAGGATGACGAGGAACTGT
GTGACTCTCTGAAGTTTAGCACATATTAATCTACCAAAATAAAAGCATAAATGATTTTAA
AAGTGCGGGAAGTGTTTTGAAAACACCTTCAGAGTTT
>CL8180Contig1
GAGGGGAGGAGTTCCTCCTCAGGACCCCCATCGTCCCCTCCTCTCCAGAGAAACGCGTCG
TCGTCGTCTTCCACTGCGAGTTCTCCTCGGAGCGCGGCCCTCGCATGTGTCGCTTCATCA
GGGAGCGGGACCGCGCCTTGAACGACTACCCCAAACTCCACTACCCCGAGCTCTACATCC
TCAAGGGGGGGTACAAGGACTTCTTCCCCCACTTTCAGGCGCAGTGTGAGCCGCAGGCGT
ACCGGCCCATGCACCACGAGGACTTCAAAGAGGACCTGCGGAGGTTTCGGCTGAAGAGTC
GCACTTGGGCCGGCGAGCGCAGCAAGAGGGACATGTACAGCCGCCTAAAGAAGCTGTGAC
GCCTCCTCGGCCTCGCAGATTCATCCCACCAGCCAGAAATCGCACCAGCAGCTGTTTTTT
TATAAACAAATCCCAGCGTTTCCATTTTTAACCCCACGATGTAGCTACTAAACAGCAAAC
CGGACTTCCCGCCGCTCTGAGGAAGCCGAGGCCGCAGCATGAATTTTTCCAGCTGAACCT
GCTACTCTTTTAATACTTTTTTATTTTGGGCCGGTCAGAGCCGGTCTGCAAAGATCCAAC
ATTTCACCGTCCCGCTCATTCATGCACTTAATAAA
>CL8182Contig1
TTCCATCGCACCTCACCGAGGCACTTTCCAGCGGCTTCTTATTTTTTCCGCCAGTGACAA
TGCTGAGACTTGGGGAGAAATGGATGATGCTGGTCTGCTTTTCCCTTCTGTGTCTGTGGC
TCTGCCTGCCAAGGGAATCCTTTGCCAGGAGAGCCTCCAAGGTACCCCGCTGCCCTGCAA
CCTGCTCCTGCACCAAAGACAGTGCCTTCTGTGTGGACACCAAGACCATCCCCAAAAGCT
TTCCTCCTGGGATCATCTCTCTGACGATGGTGAACGCAGCCTTTCAAACAATCCCAGAGG
GGGCTTTCTCGCACCTTCACCTGCTGCAGTTCTTGCTCCTGAACTCCAACACTTTCACCA
CTGTTGCTGATGATGCTTTTGCTGGTCTATCCCACCTCCAATACTTGTTCATTGAGAATA
ATGATATCCAGAGTTTGTCCAAGCACACATTCAGAGGGCTCAAATCCTTAACTCATCTGT
CTCTGTCAAACAACAACCTGCAGCACCTGCCCAGAGATCTCTTCAAACACTTGGAAATCC
TGACAGACCTAGACCTGCGAGGGAATTCGTTCCGCTGTGACTGTAAGATCAAGTGGTTGG
TGGACTGGATGGAGAAAACCAACACGTCTGTTCCTGCCATCTACTGTGCCAGCCCCTTTG
AGTTCCAAGGTCGCAGGATCCATGATCTCACACCCAGAGACTTCAACTGCATCAGCGCAG
ATTTTGCTGTCTATGAAACGTTCCCCTTCCATTCTGTGTCTGTGGAGTCCTACGAGTTCA
GTGAGGATCAGTTTGTTGTTTTTGCTCAGCCCGACTCAGGGTTTTGCACGCTGTATGTTT
GGGACCATGTGGAGATGGTCTTCAGGAGCTCCCACAACATTACATCTCGCTCTGCCGTGT
ACTGCAAGCCTGTGGTGATCAACAACACTCTCTACATGGTTGTGGCTCAGCTATTTGGAG
GATCTCATATATACAAGTGGGAAGAGGATCCCCAGCGCTTCATAAAGATCCAGGACATCG
ACACAAGCCGTGTGAGGAAGCCCAACTTTGTGGAGACCTTCAAGTTGGATGAAGAGTGGT



ACTTTGTGGTTGCTGACAGCTCCAAGGCAGGCTCCACCAGCATTTACCGCTGGAACAGCA
ACGGCTTCTACTCCCATCAGTCCCTCCATCCCTGGCATCGGGACACCCACGTAGAGTTCC
TGGACGTGG
>CL8183Contig1
CACACACAAAGAGCAGAGGAATCAGTCTCTCAACCTCTGGGGGAGAGCGGCTATCTTCAT
CCCTGTATATCCTCAAAATGGCTTCGAAAACTGACATTTAAGTGGGAGTACAACAAGCTG
GGAGAGGAAACCGGATTGAGAGTGTTAGTGCTGTGTGTGGGTGTGCGAAGCTGAGTCGCA
GGCGGGGAGCTTGACTCACCAAAGTGAACTTTATGCGGGCGAACAGGAGAAGAAGAAGCG
ACATGAAGCTATAAGTCAGCTCCAAAAATAAAAATAAAAGCGACCACCTGAGTGGGGAAG
CCGCCGGTGCTCCAAGGACAGGACCCTCACGGTTCTCAGCGTAAACCCGGCCGGCGTCAT
CATGCTGCAGCAGGTCTTAAAGGAAATGTACATCGACCCCGATGTGCTGCAAGCGCTCAA
TGAAGAGCAGAAGAAGATTTTGTTCCTGAAAATGCGCGAGGAGCAGGTGCGACGCTGGAA
GGAGCGAGAGGAGAAGCTGGGGCGCGAGCCCGAACTCAAGCCGGCCAAACAAAAAAGAGC
TAACGGTAAGAGCGTGAGCTGGCAGCTGGGCCGCGATGGAGA
>CL8184Contig1
TTTAACACGCCTTAGTGAAGTTGATCATGGCGACGACCGGCTTAAAAAACGTTTGGATCT
ATTTTATACTTTTGGCAATAGGAACATTGGTACCTAGTACGAGTGCCAACATTCAGGTCC
CAAATGCTGGTGATTGTGCGGATGGAAACTACACACACGACGGTAAAACGTGCTGCCTCT
GTGCTCCTGGTCAGAAAGTCCTAAAACATTGCACGGACAGCCCAACTAATGGTGAATGTG
GCTTCTGCGAAGAAGGCAAAACATACAGAGAGGAGCCAAACAGCCAAACAACGTGTGAGC
TCTGTGACTCCTGCTCACACCCCAACGCCAATTTGGAAGTGGTGGAACGCTGTACCACTT
CAAGAAATGCCAAATGTGGATGTCAGAAGGGCTACTATTGCGACAGTGAGAAGGGAAGCT
GTGTGGTCTGCCAGTCCTGTGATATATGTGAATCCACTGGCATCAAAATAGCCTGTAACG
GTACCAGCAACACAGTGTGCAATGAAAGCCAAGGTATAAGTGGTGGAGCAATTGCTGGAA
TCGTCATCGTTATCATTTTGGCAATCCTAGCTGCTGGGGTTGTACTTTGGTGGAAGAAAA
CAAGAAAGCCAAGCGATGGAGCTGAACCAGACAGCGAGGAACTTGAGTATCTCAACGAAG
TGGACATCAAGCCTCACCTGGCTGACATCGCGCAAATTCTGGGA
>CL8185Contig1
TTTTTTTCTGACAAAACCACTCAACAGCTTTATTGACAGGTTCTGCAGCTTACAGGACAC
ACTTCACCAGCATACGTCTCACTGCAGCAACCATTGGAGGCCTCTAAAGATCAACATGGT
ACTTAGATTACCATTGGGTCTTAATACTTTTGAAAGACAAAATTACATGTGAGGCAAAAT
CACAGTATCTTTTAATAACTAGCTCCTTAAGACTCCTCAACCCAGTTTTAACAGTACACA
TTAATCTAGCAGGTTTGATTGCAAGACAGAAAAAAGGCACTTGAATTCTAAATGACTTTT
GTGCACTTCAGGATTAAATTTTGTGTGTGTGTTATGTTCAGTCCATACCANAACAAAAAC
AAAACAGCTTTCACAAAGAAATTGTACAAGACAGAATAATCAACATTATGTGTTCCCAAA
CCACAGATTTTAGAACATTGTTGANAAGGGTCAGTTGTTGACATTAAAAAAAAATTACTG
GCAAATCTGTTCCACTCACAACTTCTGTGTAATTGCAATCCAAGTTAATTACAATCAACC
CCGGTAAAACTGTCATTATTGTGTGTTTTTTTTTTAAATAAACCAGATCATTAAACTTTT
CACAGAAAAGAAATTACAAGAAATTAGCAGCACAAAAGACCAACTTCCTTAAAGTGCATA
TGCCTGGCTTAAAGCAGGCTACAAAATCATTTAATTCTGCAACATTCATATAAAATTACT
TTTTCAGAATATTTTAATAGAGCAACATTTCAAAAATGTATTCCATTGTCTTAAAAAAGG
ACGTTCTGCCTAACCTTCTCTCAATAAGCCACAATAACTTTAGTCTACTGATGTCATATG
AGACACAAAGCAGAGATTTTTCTGATATGAAACGTGTTAAGTGTAGAAAACTCTCCTTAA
AAAAGAACATCAAGTCACACAGAGGTTGAGATATCAACACAAATGCAAAACAAACAAAAA
AAAAACACAGTAAACAAAAGATACAATTGGATTTTTGTTGACAGAATGTTCTTGAGAAGG
GTGAATAAAGCCAAACAGAGTGGGAGAGAAAGAGGTGAGGAGAAGAGTGTGTTGATTTGG
ATTTGTTTTACATACGGGTCTAGAAGATCCAACCACAGATGTGTCAGAACGATCTACAAT
GAACGTCCTGCCAGCAGGCTTAACTCCACCAAGCGGAGTGCGGCGGACAATCACTGAAGA
GTGTTTTGGGATGTGGGCCTCAT
>CL8186Contig1
ATCTNTCTNTCTNTCTNTCTNTCTNTCTNTCTNTCTNTTGCTGAGATTTCTTCCCATCAN
ATGCTACACTCTACATTGCCTCACTGGACACTTGTTCTTGTTATTATTTTTAAGAACATT
TATTTTGTTTTTTATTTATCTGTCATTTTTATTGGAGCTATGGTAACAAAGTAATTTAAC
TGTTATGGAATCAATCAAGTTTTAATTCATTGTGTTCTATTTTCTTCTGTTCTAACTTTT
TTGTTGGGTGCTATCGCTGCTATCAAGTGATCTCGATTTTTAATTTATGTTGTTGTTTTT
TTCTTATTTATATGTGCGATAGTACATGTCTGAGAATACCTGCAGATAACTGATATACCT
TTTCCTTTTAATTTGAATTTATTTCTTATTTTTTATTCATCTTCTGAACCCATTTTGTCC
CTTTTGGGGTCATGGGGCTGCTGGAGCCTATCCCTGCCTCTTATTTCTTCTGTGAAATGT
AAAGAAATATGTAAAATTAAACACATTTTTTCTCATTACTTTGTTACTTACTTTTAATTT
TGAGTATTTCCATAACAGATGCATCAAATGATAGTAACCTAAGATCAAAAGTATTAAATC
AACAAAATTTTCAGTATATGATTTATTTGTTTCCTTTTGAAATATTCAGTCACTTGCATT
ACATGTGTTCGTTCTGCTCTTGTAAATAATGTTGGCAACTCCAAAAGGTGTTATGGTTGC
AATAAATTCATTCAAAAACATTTCAGAAAAAAAACCTGTATTGTGAAAAGTAAATTACAA
GGATGTATACTCACAGATTGTGACTTATTTTTGTTTCTTCATATATGTGCTGTTCCTGTG



TGAAGGAAGT
>CL8187Contig1
GTCCCCCATCGCACGCCCACCTCCCTGCTTCGACTACTCTTCCACCGAACCCTGCAGGTA
TGCTTGGCATGCCCCAGGACTCCTGCCATGTGGCCACAACCCCACACCCTCGTCACAATC
ATTACCCAGACTCACAACACCAGGGCATGACTAACGGACTATACCACCATGCTCAGGGGA
TGGGAAACGGTAGTGTTGGTACAAACTACCACAGCTATCATCAACCTTACCACGAGAGAC
TACCAGCTGATCTGGACATTGACATGTTCCAAGGTAGCTTGGATTGTGATGTAGAGTCTG
TACTCCTCCATGACATTATGGACTCTGGAGAAGAGATGGACTTTAATTTTGACTGCTCCC
TCGCCCAGGGAGTTGGCATTGGCATGGGCATGGGAATGGGTGTGACTGTGGGCATGGGGA
TGGGAATGGGCAGTCTATCTGGTTCACAACAAGCCCATAGCAACCAGAGCTGGGTGCCTG
GCTAAAGTCAAAGGTGACACATCAGACATCTTTTTAACTGACTACCCCACCCATCAAGCA
CTGTGTTCATGTGTAACATTCCTGACTTGACACAGAATACAGGACTAACAGTCCCTTGTC
CTTTTGTTGTCTTTGCATTTGTATTTTATTTAAATCTCCCATTCATAGAGAGATATGGTT
CATGTCAGATTAGGTTTTTTTCATATCAGTCGTACTGTGATGACAATCTCTCAGCTGTGC
TTGCCCAACGTTGCTTCTCATCTGCCATGAGAACTGAACTTTGAATGCACTTTATTGTAA
GTGGGTCACATCTCACGGTGCAATGCCTTCACAGAGCAGCTCAGGCAGAGCTTGGCATGT
TTTGTAAGGTGGCTACAAAATTTGACAGAACCAGAAAAAAAAATCCATAAGCTTCATAAA
TTTAATTTCATACAGTTTTTCCAAATTTGTACAACCTATAATCTACAATTAACTCAATTT
TATACATTTTAATTAACTAGAGTCCAGTTTAGCAGTTTACCAACTGACAAAAAAGTATCT
ATTTACATATTTATAGTTTAAAATTATTTATTTTTAGTTGCTCAATGATTTACAGCTTTC
TGCACAAAGTCCTTGGTGCTTTGACTTTTCTTATAGGTGCAATTTTTTATTTACACCCCA
TTGA
>CL8188Contig1
GTAGTCACTTAATAGTGATTGCAAACTTACTTTTAAATATGCTTATTTTTTTAATCAAAA
CCAAATGAAAGCTCCAGGAAAAAAATAATTAATCTGAAAAGAAACAGACTGATAAACATC
AAGCATGACATTTCTATATCTTGGTTCACATTCTGTATAGATTGAATATGCTGTATAACA
GGTGAACAACTGTAACTTTAAATAATAAACCATGAACAACTAACAGCTATTTAACCATGG
TTTGAGATAACACTTCTTCTCAAGAATAAACTTTACCTTAAACAAAGAGACAGTAATGCC
GAAGACTTGTTTAAAGCCAAAAAAACACTACTAACAAAATATAGCTTTACTTTTCTAAGT
CAATTCCTCAGGGGGAAAAAAGAGATCGTAAACATTTTAACAAATATAATTGCTCTGGTC
TTAGCACTTCTAAAGCTATTTGGGTTGAGCTGTGTGTTGCAAGAACTTAAATGATCTGAC
TGGATTTAAATTTATGTCTGCATTCACAATATGTTCATAGTGACGGAACAAATCAAAATC
TGCTAAAGCAGTAAAAAATCTATGTAAATAAAATTAAAAAAAAAACATTAAAATATGAAA
ATCATCGGTACCGTCAATATTTACTCTAAATCAAAGACATGACCTCACTTGAAAACAAAC
CTGATGCAGACATGTCAATTTGTATTGATTTACCACAGCCTACCGTTCTTTCATAGCACT
TGAAATGATTCAATTTAAAAAATGTATGTGACATTTTAAACG
>CL8189Contig1
TTAAGTTAAGGTTAGGGTTAGAATCAGGGTTAAGATTGGGGTTAGAAGCCGGCATTGGGG
TAATAATAAAATCAATAATAATAACAACAAAAAAAATTTATAATAATAATAATAACCCTT
AACTATAACCATTAACAAAAACAATGAAACCAGCTATGTCCCTCACTAGTAACAGTAACT
AACAACCCTTGGTCATATAACATTCAGGCCAGATGGTGCTCTGGTCCCGAGCAGAAATAT
CCATCTCCTTTCCATTTTTTGTCTTTGTTTGTCTGTCCATGTTGAATTGCTATGGATACC
ACATATCTTTAATGATTTCAAGCCATGTGAAAGAAAATGTTTGACCAGTGGGGTGTGTGC
TTCTCTCTTGTTGACAATATTATATTTATGTTGCCACAGTCTGGTGCTTATAGAATTTTT
GGTTTGTCCCACATATTGTTTATCACACAAGGAACAGGAAATAAGATAGACACAGTTCCG
TGTCCTGGAGGTGAAGGTCTGTTTGATTTCAAATAATATATGATTTGATTTATTTCTGAC
CATCTTGAGTCTCCAGAAAAAGGCGGATGATTGATGGGTTCTGAATTGCAACGTGTTTAA
TTTTGCTCTAACTAGAAGGTCTTTTAAGTTTCTATTCCTCCTGAATGCGGCAACTAATTT
GTGATTTTCCAGTAGACCATGTATTTGCAAATTGTTTAGAAAATTATTCTTAAAGGTCCT
CTGCATTTTTGGTGCTGATTGATGAGAATGTACTAATAAAGGGGAATAACTTTTCAAAAA
AAAAAAAAAAAA
>CL8190Contig1
GTCTCAAAAAGATCAGCATCCGTGGCGTCTGTCTGTCCAGGTCAAAATAAAACGGTTTTC
GCAGGTTGACATTTGTGATGCGATGAAACTCAGCTCACATCTCCGCTCTTATTTTTCAAA
CGCACCGCCGGTTCACTAAAAATAAGATACGAGAACAAGTTAGCGTAAGGCAGCTAGCTT
AGCCCACATTTGCATTTATTAGGTTACTACGTGAAATACAAGTTACAGAAAAACATAACG
ATTGCCAAATCACAGAGCCTGTGGTAAAAAGTAGTAGAAAAAAAAGGCAATTCCCACCGA
GTCATATATGTGGCTGTGGCAGCCGCTCTGCCAGAGCTAGCTAGCGGTTAGCTAGTAGTA
ACGGTTAGCTAGTAGTAACGGTTAGATAATTTAAAATGTGCGCCAACCAACTCGGTAAAC
GTAAAACTTGAAACTTTGCCCCAACAACTTCTTTTAACCACAAGCAATAATTCTCTGATG
ACATGATACTGCAAAACATACATAATTGTTTAATTCAGAACAAATATTATTCGAAGATAC
ATACAAACTCGTGGAGCACGTCATGAATACAAAGGATATACTAAAAGGAACATCAAAAGA
AGCAACAAATATATAACACAGAGGCGAAAGTCATAAAATATAATAAAAAATAAAATAATA
CGACTTACCTAGACGTATGTGCGTTATCAACTTGGGCCAGTTGACACTCGCATCAGACCT



CCGCCATCTTGAAGACTTCTGTGGCTCCCCGGCCATAAGGCCCGGGTTAA
>CL8191Contig1
CTTTTTTCCACATCCATACATCCACCCAGTTCTGCTCCTTTCTTCTCGCCAAGTCGATTC
ATGTGAGAACTTTGATCTTGTCTGTAAGATCAGCCTCCCGTTTAACAGTCAGCATAAATA
CTGAAGCAGTTACACTTCAAGCAGCACCAAAGTTCCTGCAAACTGACATTCATTCCACGA
GAAAGCCCATCTAACTGCTGTGATCGAAGAAAGAAAAGACTGAGGGGGAGTCATGTTTAT
CATCCTAGCCCTCATCATCCTCTTTCATTTCGCCGGAGTCATCTTACTCTTCATTTCCAC
CATTCACAATGCATGGTGGGTGGTGTCTCCACCCGAGCGTGAAGTAATTTACGCCGACTT
GTGGTACTCCTGCAATTCCACCTGCTACCCTATAGAGAACAGCCACACTGTAGAAGCAGC
TTACCTGCAGGTGGTGCAGGCTACTATGATCCTGTCCACTATTCTGTGCTGCATCAGCTT
CTTCACCTTCATCCTTCAGCTCTTCAGGATTAAGCAGGGCGAGAGGTTCATTTTTACGGC
AATTATCGAGCTGCTGGCTTCTCTATGTGTGATGATTGCAGCATCCATCTACACTGCTCA
GAACAAGAGCTTTCATGTGACCAGTCTTCAGCAAGGCTCCTACGGCTCCTCCTACATCCT
GGCGTGGGTCAGCTTCCCCATGACTCTATTTAGTGGCCTCATGTACCTGGTCCTCAGGAA
ACGCAAATGATGTGATAAGCAGAAAACATGGAGGAAATGTCAACACACAGCTATGAAGTT
TAACTATTACATGCAGAACCCCTTTTTAGGTTATTTTTTGGTATTTA
>CL8192Contig1
AACCGGGTTNCCCAAGNAAAGGGAAAAAAAAAAAAAAAGTACATGAATAACCGGTTTGGA
AAAACGTTTGGTCATGGTGAATTTAGAGTCTCCATCCTCATTTGTCACCTGGTGCCTCTC
CACTGTCTAGACAACGCAACCCAGTGTCTGGAGAGGCAAAGTCACACTCCACAAGTGTCG
ACTTCTCCAGGACACTTAACTGCTAACGCAAAAAGAAAGTGTGTAACAAATATTACTTTT
CAGGCTTCTGTGCGTGCTCCGGAGCTCTCGGCTCATTTTGTTCTGCATGTTTCTCGTCTT
CTGTTCCCCCTGAACTGGACCCGAGTCGGTCAACACGGCCAACAGCGAACGCGCCTCTAC
CTGCCGATACTCTGCTGCGATGAGGAGAAGTTTATAGAAGTGAAACGATAAAACCTGGCT
TCAATTAAAAGACCTAAAAACCCTC
>CL8193Contig1
GAGGGGTACCCACACAACGGTCACGTTTTCACCGAAGTGTCAGAGAAACTGCGAGCTCAC
GGGTATTTCCGCAGCGCGGAGCAGTGCCACACCAGGATCAAGCGGCTCAAGTCCAACTAT
CGCCAGTGTAAAGAAAACATGAGCACAACGGGGACGGATCAAGTCGACTTTAAATTTTAC
GACCTGCTGGAACAAATTCTGGAAAAGCAGCCATCGACATCATCCACGGTGATAACAGAC
TCTATTGAAATATCAGAAGACTCAAATGGGGAGTCAGTCACTGAGAAAGAAGAAGAAAGC
AGCTTGTCAGCAGAAAAACCAGCAACTAGCTCTTGGTCCGACGAAGAAACTCTGGCCCTC
ATTGAGATCTGGGGCGAGGAAGATGTTCAGAAGGCCCTGCGGGATTTTATCCACAACGGT
CACGTTTATGCAGAGATTTCTGAGCGGCTGCACGATCTTGGTTTCTTCAAAACGCCGGAC
CAATGCCGCTGGAAGGTCAAGTCACTCCGGATCAACTTTCGACAGTGCTACGACNGGAAA
AAATTTGGAAGAAAAATAGATTATAAGTTCTACCAGCAGCTGGAACAAATTTTGGGGCAG
GAGGCAGTTTCTCTTGATGAGTACGATGAACAAGATGAACAA
>CL8194Contig1
CGGCACGAGGGTAGAGGATAATATTCAAATTTTAAAAAATGTTTAATTTATGTTTTCTTG
GATCCATCAATGAGAACATGTGAATTTCACCAGTTTTCGTTTGAAAAAACATTTAAGCCT
CAATTAATTCTAAATGTCTGGGAAACTAATTTGCATCTCAATTGTTCTTTTTTAATCTGT
ATCAAGATATTTGAGCATGACTTTAGGTAAATACACAATGCACCACAAGGGCATGCAAGC
TGAAACATGTAGTATTGTGGAAAAAGAACATCATTTTTTATCCAACAGGATGACAGCAAT
GATGTTAAATTTAGACGAATACAACACAATAGCTGCTCTCCTGAAGGGTTTTAAAAATGA
TTTCTTTCATTTGAATGCTTTTGATTTTTGCCGTTTTAATAAATTATTGGCATTAC
>CL8195Contig1
TCGGCACGAGGCTAATACATAAATCAGCATTGTAACTCGAAAGGCTTTAAAGTGCTAAAG
TAAGTCCCACGTTCTTTCCAGTACGTGAAGGCATCACTTTAGCCTAGAGGAGCTCTTGGA
CATTTAACAATTAAACAATCCGGCTAAACTCATTTAAACACTGTTAAGGTTTTTCTTTGT
GATCTATATAACATTAAAAGGAAACGCGAAAAGTTATGAATATTTTCTTTTCAAATCTCT
CTTTCTCACTGGGCGGACGTGCACGAGGAGCATAAACATCAGCACGTGGGCAAATCACTG
ACGCCAACAAGCACCGACAGTGACCCGATCAGCGACGGCGAGCCAATAGGGCCAAGATCG
CTGTCCCTTTAATTAATGCGAACGTGCATTAATTAAAGGGCAGATTTCGCCAGTTTTCCT
AGTTTTCGCAAATTTCATTAGAAAATCATTTCAAAAGAAATGAATAAATTTTCAACATTT
AAGATACTTATAAAAGATTTTAGTGTTTTTTTTTTGTATCTTGTAATTCCATGCAATTCT
AAGTATTTTTGTGTTTGTTTTGTTGTGTTTGTAAAACAGTATGACTGAGTCACAATTGGT
TTTGAATTAGTTTCAGGTAATTAACCTCTTGGTCTCTTTATTTGAACCAATACA
>CL8196Contig1
TTCGGCACGAGGACAGAATTTTCATCCATCTTAAAGTCCCAACACACCCAAATGCATTTT
TCCAGAGCACTTGCACAACTTTCAATCCAGATTTTTGCCGTCTTCCCCTAACGCCCTGAA
CACGTCCGTCTTCCCACGGAGACCGTCAATGACAGCAGGTTTGAGTACACCAGGCAGTTC
CTAGAGATCCGGGTCAATGCAGGACTTGATGAGGGGAGAACTTCCTGACAGCGAATATTT
GATCCATTTTTACAGAAGAGTTTGTACGCTACGTTAACAAAGACTCAGATCTGTTGAAGA
GGTCTCTTAACATTGAAATGCAGTTAAAACCACTTGGCCTCAATTGGAGCATTTTACAGT



GAATTGGATTATAGCAGTCTCATGATTTATCCACTTGTTTTGTATCTGATCTTCTGTATT
CTCTCTTTAAATGACCTTGATTGTGAAATGGTGCTTTTTAAATACATTGAATAGAGTTCC
AATAAGCCACAAGAGAAAGTAACAGGAAGTGGGGGTCAAAAGTTAATCAAATCTGAGTTA
TTTGTGCTGCTTAACGCGCCTGAAGGAGACATTAGATTTACAGAAAATTCAGACAGTTTC
CAAGAGATCATTTTTAATCTCTGAATTGATCTGAATCTGTGAAGTATCTAAGGTTGGAGG
CTGATTCCTTTCTTAACAAATGAATCATGTTGCCGTCATGTTTCATGAGGCGCCCTCCTG
GATGTCAGAGGAGCATGGGCTGAATTATTTGCTGATGTGGGTAGCTGAAATACATTATGT
AAATGCCTGTGAGAGCTAAAATGCAGGGGCAGAAACCTGATGACCTGCTGCTATTTAGAA
AGGAACCAGCAGAACCATTTCCGGCTAGGGAATACACCCACCTCCCCGATCCGAGCGAAC
ACGCATACATCCGTACGTTAGGACTCTGGTTTTAAAGCTCCACGGTTTGTTTTCTCCTCC
TCTCCTGCCCTCTATCATCATTTGACCTTTTCTTCTGCTTATT
>CL8197Contig1
GAGGCTGAGATCTCTATTTTAAACGGATTTATTCAAACTGCAGAACTTCAGATCATCCCT
GACTTTTAGCTCCTCCCCCTCTGCTTCTGTCATCTCAGTGTTCAGGAAGTTTGTTTAAAA
ATCTAACTTTTGTTTTTTCCATGTTCAAATTTCAAAACACAAATGTTTTTTCTTTCTTTC
CTTTTTTTAGTATTTATTTTTCTATTCCTCCTTTGCACTGTTTTTTTCATTTTTAGCGCA
GACCCCCCCCCCTCCCCCCTCCCANGAGCTGCTTCTGCNAGTTTCTGCNACNTCNAAAAG
TTTTATTGTTAAATCAAANAGCTGCGGGTTGAANCTTCCNCTCCCTTTTTCATCCNGATC
ACAACTCTCCTGTTCCGCCAACATTTTCAATCAATCTGGCCGGGCGTCGCCTTGGCAACC
CCCCTAACCTCACGTTAACGTTTTCCNGGAGG
>CL8198Contig1
NAAATTTGTAAAGTTGGTCCCAGCTGGATTTGTTGTCACCCAACCAATGTCCTGCCCATT
TCCCACGGGAGGGGTAGGTGGATCTGGTCACCCACAATGCCCCTTTTACCCGTCCACATC
CAGCAAGGCATCGTAGGTGGGTTTGGTGTGGGACCATCCATACAGGTTGTGCACATCATA
GTGCTTGACTCTCTTTCCATCACTGAGAATTTGCTCGCTGTTCATGCAGAGGGTCTTGTG
TTTTAAGCCTTCTTCCTTGCTCTCCAGGGGTGGCATATATGGAGGAAATTCTAGAAGATT
CTCTCCAAGACATGTCCCTCCTACTGTGCCATGAACAAAACTGGCAGGCTCATTCATGTC
AATCCAAAGGCCATCAAACTTCATTACATTGGTATAAAAATCCTGGATTTCTTGATGCCA
CCAGGCTGCTGTTTGCGAGCGGAAGAAGTCTGGAAATGCTGCATAAGATCTGTAAATCTG
CACTTGAGTTTCCCAGTCAAGATCTTCATCCACTGTTACATTTGGGAAATCAGGCCAGAC
CTTTCCCCATACTATTCCATCACCAAGCTCTTTAGGCCATTTGATGAAGACATCNTGAGC
CACTCCTCTCTCAAAA
>CL8199Contig1
CGGCACGAGGCTCCTCCTGTATTTTGTAGTAGTTTCATGTTGACGACGTAACTGAAAATG
TTAAAGTTTGTGTGTGGGTTTTTTGTTGTTGTTGTTGTTTTTTTACTGTAACCTTTGGGG
ATTGTGGGGCGTTTGTTGCTTGGATAGATGTAGAAGGGTTACTTGTTTTGGGGATCTTAA
GTTTGGTGTAAGTTTTAATCATTTTAAGTTTGATTTTACTTTTCAGTTTTGATGCAAACA
TTTAACAACAACCTTAAAACAAACTGTGACATACTTTTTTTAAAATTAGACTTCAGTCAA
GCATGAGAAGAACTCCTGAATAGTAAGGCTGCATATTGGTGTTGATCATAACATCAATAT
TTGCTCAACAACTCAACTCGTGTGGTCTGTGAGCAAAACAGCAGTTAACCGTCCTGCTTT
AAAACTAAAGAAAATGAATGAAAGTTGTAGATTTTTTTGAAATTCTGCATAAGTATGTCT
ATTCCCCAAATTAGACTTCTTAATATGACAATATTTAATCTGCTTTTAGATAGACAAATT
AAAAAAATAATTTAAAAGAAATGTTTAATTGACATGGAAATATATTAAATATCTATTCTG
TAAAAGTTCATATGCAAATGATATGCTTGCTGTGAAATATGCTGAAAATGTGTTTAGAGT
ATTCTTCTGGTGGTTAAAGCACTTCCATTTGGATCAAATTGTTAGTTTTTATCAATACTT
TTCTGACCTGAGTAATTCTGTATATCAACTGTTAAATGACTGTATGTGGAGGAGCTACAG
CCTCTTCATCTAGTCATCATCAGTCTGAACATGTAATTAAGTTTTATTTTTACTTTTTAT
GGTGGAAGATAAAATCATTAAAGCGGTTGAAAATTGCTGTTTTCTTTCTTTGAGTTGTCA
TTTCTGTAAAAGAATATTTAGTGTTTGGACACAGTAAATAAATGATGGAGACATCAC
>CL8200Contig1
CCGGGTCGAAGTTTCGCCCTACCCGCCCAGACTGCCGCAACATTCGGACTGCTGCTAACG
AGCCCGCCCGCTGTCCTTCTGGCACCGCATGGACCAACGTTCCTCCTCCGCCGCCGCTGC
GTAGAGTGCGACCCCGACCCGACACTGTTTCTTCGGCCACATAACAAGCAGAAAAGCCCA
AACAAACAACAGACGAAGGTTGGGTATAAAGCGTCTGGTAAACACAGCAACTATCAGGTC
AGACAGGAAGGAGGCTCAGGGTAAAAGGAGACGCTGCAGCAAAGCTGGACTGCAGCAGTC
CAGTCGGTCGGTCGGTCGGTTGGTTGAGTGGCTGCTGGTGCTGCTGGCAGACATTCGTGG
GCTTCTTGAGGGACTCTGAAGGATGACCATCGCACAGTTTGCTGCTCGGTGAACAAACGG
CATCTCATGTCCAAACAGCTGAAGGATGGCTCATGGCAAAGTGACCATCACAGTGGACGA
GTACAGCTCCAACCCGACACAAGCCTTCACGCATTACAACATCAACCAGAGCCGCTTCCA
GCCTCCACACGTCCACATGGTGGACCCCATCCCTTATGACACTCCCAAGCCAGCAGGACA
CACCAGGTTTGTGTGTGTTTCAGACACACACTCGCGCACCGACGGTATCCAAATGCCATA
TGGTGACGTGCTGCTACACATGGGGGACTTCACTGAGCTGGGCTTGCCATCTGAAGTCAA
GAAGTTCAATGACTGGCTAGG
>CL8201Contig1



TATGGCCGGGGGAAAACAGTCGTTTGCTAGACGTAATAGCAGCTCAAGCAAGATGAGTAT
GAGAAAACAAACGCCGAGTGACTTCCTTAAGCAGATAATTGGTAGACCAGTGGTGGTCAA
ACTAAACTCTAGTGTGGATTACAGAGGTGTTCTGGCCTGTCTGGATGGTTACATGAACAT
CGCCATTGAACAGACAGAAGAGTATGTTAATGGACAGCTCAAGAACAAGTATGGGGATGC
CTTTCTGAGAGGAAACAATGTTCTGTACATCAGCACCCAGAAGAGGAAGGTGTGATGGAT
ATTGCCTTTTGTTCAAAATATTTTTGTTTTGTTAAATACTAGTAAATGTGGAAGTTTTCA
GTTCTTAAAATGATAAAGCTCTGCAAGATGTTTTTTTTTTTTTGTAAGTTTTAAAGTTGA
TGCATTTTATTTGGGTTGTCTTGTTTTGTTATAATAAAGCAAATTGTTTAAAAAAAAAAA
AAAATA
>CL8202Contig1
GAGGCGGCTCTGGAGGACGAGCTCACCCAGCTCATCCTGGAGGGTCTGGTCAACGCTCGC
ATCGACTCTCACAGCAAGGTGAAGCTGATCCGAGCTCGCGCAGCGTTTGACTGAACACTC
CCAGGTGCTCACTGCTCCGTCCTGACAGATCCTGTATGCCAGAGACGTGGACCAGCGGAG
CACCACCTTTGAGAAGTCCCTCCACATGGGCAAAGAGTTTCAGAGACGGGCCAAGGCCAT
GATTCTGCGTGCTGCGGTGCTGAGGAACCAGATCCATGTCAAGTCCCCCCCCCGGGAGGG
AAGCCAGGGGGAGTTGACTCCAGCCAACAGCCAAACCAGGATGAGCACCAACATGTGAGG
AAGGACGCCGGATCCCTGCGGTCACCACACCTCACCGCAAAGATGTCTGACCCCAGGAGA
CTGCTCAAGTTTGGTGTTTGTTGGTTAGATTGTCATGTGACGCGGTGCAGAGATCAGACC
CTTCACAATAAAAGCTGAGCATGAGCTGCAGATGTGCTGCTGCTGTTCAAACTCTTGTCC
ACTGAGGTTTCAAAA
>CL8203Contig1
CTCCCCTTAACCTCTGGGTTATGGACTCATTCCCTCACTTCATCTCCAGCCTCAAAACTC
CTCTTTTCAGACTCTAACAGGGGCTGGATTGGAACCAGCAAACCCGTGACCCCAAATGGA
TTCTGTGGGTTCTGAAGACAAATGGATGGATGTAAAATTGCTATAGTTATTTTTTCTTTT
TACTAGTAACTGTCTTTATTAGACTCTATTAGACATCTAAAAATATCCCAAGATTACGTG
TCTACTGTTCGATGTGAAGTAGACCTCTATATGGGGAAATCACTCTAATAGAGGAACAAA
ATAGATCTGCTTTCAAATATGTCAGGTAGAAATCTACAATAGATGTCTATTTGGTATCTA
ATAGACATCCTTGTGGGAATGTCCTAGTTGCTGAGTTTCTAACCAGGCATAGCTCAGCTG
AGATCATCAGCTCAGATAACTGGATCAAAAAGCTGATGTTCTGGACTTTTTTGATGGTAT
ATTACTGATGTTCACCCCCTCTCATGCAGGTCCCACTGAGGTACTTAAGATGTCCTCCCC
CACACAACTGTCCCCAGTTATGGTCCCCATGGTGCCGATATTCCCTTCGTCCACGCCAGC
GGGGTATGTGGAGCCTAATGCTACCTCCTGTCAACAGTGGGAGCAGCCCCACCACCTCTT
CTTCCATCTGGGGAACTTGTCCCTGTTGCTGGGTTTGGTCCTTCCCACCACACTGGGTCT
GCACATGATCCTGCTGCGCCTCTTTCTAATGACAGGTCTGACCACAGACCCCCGTCCCCC
ACTCGCATTCCTCAGATAAAACAGTTTTGGTTTAGTTCCTACAGCTGCATGTCGTCCTCC
ACAAAGAAACGGGTTTCAGCCANAGAGCAGATCTGGAGCTCCTTCAGGATCTTCTGGACC
TTCACGAGACTCTCATCAGAGCCAAGCCTTAAAAGGCTGCATGTAGGAGGTTGTGTGTGT
GTGTGTGTGTGTGTAAAACGTCCCTCACTACTTGTTTATCTTCTTTAAAGCAGAGTGGAG
ACCGGAAGCTGCAGGAATTGCGGGAGTTGGGGTTGTTTGCNTCATTTATTGCAGTAAAAC
TTAGTAGTGTTTGTGTCTAGTATTAGCCATTTTAAAATGAAGTGAAATTATGAAAATCAA
AGCCCTCAGAAAAGCGAGGCTCGATCTGAGGACATAATTCTGAATGAAAC
>CL8204Contig1
GTTGGATTCAATCTGAGAATGAATGGTGGCATATAAGGTCTCGGACCACCCTTCCATCCT
GGAAATCTGGAGGGTGGTTGGGGTCTTCCTCTGGGTCTTGTATGTGTAGGGCAGGGTGTT
GTTCCCTTCTAAATATGGCAATATTATGGAGAACTACACATGCCACAATGATGTCGCAGG
CCCCCTCAGGGGTGACCTTGAGGTGACGTAGGCACTGGAAATGTGCTTTCAACAGGCCTA
TGGTCATCTCCACCCTGGCTCTAGTCCTGCTGTGTGCCAAATTAAAGCGCTGCTGTGAGC
CTTGTTCAGGTTCTGGGTAAGGGGTTAGAAGTTTAGGTTGGCATGGGTAACCTCTATCCC
CTAGCAGAAAGCCATCAATCTCTCCTGTATAAAAAAAGACAATAAAAACAAAAGTCCTAT
TGCTTATGTGCTACATTTAAGTGCATGTGTAAATGTAGTGCATACATTTACTTACCACAT
TCCAGTCTGTTGCTTAGGGTAGACTCACGAAATATTCGTGAGTCATGAACAGAGCCGGGC
CACTTGGCTTCAACATTGGTGATGATATGTGCAGCATCACATATAATCTTTACAGTGGAA
AGACAAGACATTTCAAATATAGCATTGCTAGGTTGATTCACCATCATAAACTGCATGTAA
CTATTTACCTGCACATTAATCCTGTCGATTGACTTTCTGTTTAACATAG
>CL8205Contig1
GCTTTGTACTGACTGCCAACCACACCTACTGCAGACGTCTTTGAGGGATCTTGTCAGTAG
CGCAAAGCTTTTGTATTGTCACATTACATTTTTTTTAGGCTTTAGTATTCTTTAATGTCT
GAGCAGGATTTGAAATTAACCAACAGGGTCAAATGTTGGCTTTGGCATAAATTTGAGTCG
TTGGTATGTTCGTGTCCTAAGTTTAATCAGAATACCTGTTCAACAGTAACGTGAAAGCCA
GATGAGGAAACAAATTCAACTGTCAAATCGTGACTAAACTCTGCAGAGTTTAAAATATGA
TGCAAAACGTTTTTTAAAAATGGCAGATGTGGTGTTTGAATAAATTTAAAGCTCTGTGGC
TCGACACCTGTACATTTTTAGCCTGAAATGTTGAATTGCTAGGAATCGTAAGTTTTTTTT
ATTTATAGAATGTGAACATAAATCCTACATATCACTTTTTTTTATCTCTGTAACTCCTAA
AGTGAAGTGCAAGGATCTTTACTTTGGGCCATTTTGATTTGGCCAAAAAACCAATTTACT



ACATGGGTTTTGTTTGCATCAGCTTTAAAATGCAACATTAATCACCAGCAATGAAAAGTA
TTGTGTTTAGTCTATTTATTAGTATTTGTTGTCATTAAAACAAATATTTTTTTCCTTGAT
CAATCAGTTAGATTAACACCAGACATTTCTGTAGCTCAAATCATCAAATTTTCTTTTTTA
ATCTTGCTGGTGTTGGGGAACTAAAGCTGTTCATGAAAGATCCAAAAATGATCTGCAGAC
ATTTTTTTACCAATCACAAAATGCGATTATTATAGGCTGGCATGCACACAACTNGAAAAA
AAAGA
>CL8206Contig1
GCACGAGGCCCCACCAGGCCCAGCATCAGAGCATTTTCACTAAGAAAGATGTTTTTTGAA
ATATTTCTGCCTGAGACCCATCTGAGCTGTTTGGAGGGACACTGTGAGATCCTTTTTCAC
TCTAATCTACTCTACTTTGTCATATTTTGTTCAGTTAACAGATACTTTCAACTTGGGCTC
ACAGATGAGAGGGCACTTATCTCCTAATACCTGTTTTTTTATTTGTTTTTCTGGGCTGGC
TTCCCGTTAGTCCCGCATTTGGTGTATACTACACCCATTCTTCCATTTACTCGTGACCTG
TGACAAAAGTTCACTGCGTTGACCTTTATTGAGACCCCAACCCAGGTGCGTGTAAAAGCC
ACAGGACTTGCAGAAAAAAAAAGCTAATCTGTGAGTTTTGGTGAGTAACATCCACGCAGA
CGTTAGTTTGATTTTTCTGAAGCAGCAGAGCTCAGCGGTGCTCTAGACTCTGGAAGTCTA
CTGCCCATGACTGACATACAATCACTTGTTTGCAATCATAGGAAGTTTTTTGGTTTTTTT
TGGCCCTATCAGTGTATTGTTTTGTACAAATTTTGGGACATGTATAAAGTCAGAGTTTGC
TGAAGCTATAAGGAAAATGCCCGGTGAAGTTTTTCGTTTAGCATGGAGGTGACTGGATCA
GCTACTTTACCCATGTTCTATGCATTTTACTTTGTAGATCATCTGTCATATTGTGCATTT
TTTGTGTATAATCAA
>CL8207Contig1
ATTTATTTTTTACCATTTAGAGGAAAAAGTCAGTGGTTCATTGCCTCAGAGGAAAATGTA
CACAACGTTGATATAATTGCAGTGAAAAGCAGGGCTGAACCAAAGGAAGCACCCCTTAGT
CCCCTCAGAGAGAGGTAGGTGGACATTTTTTGCTTGAGTACTCCACCAATTCAAGGACGT
GAAGGAAACAGAAAACTGTGGACTCTTGTGTCAAGGTCCAATCTGTAGCTCCACAGAAGA
AGCAAAGGTTCCTCTCTGTCACATTTTAATGCAGTTCACCTGAAAACCATTGACAGGAGG
GCAATTGTTGTCTGGAAATAAAGGTAAAATAATAACAAATACATTCTGTGTAATATTTGA
ACCACGTCTTCTGTTTGCAATCATAANAGCATATGTTCCTGGTTTTTTACATCCATATCA
CCTCCATAATCATCTGGTTTGTACATCCGTATGGGTGAGTCATCCCAGGCTAAGGGACGC
TTTACAAAGAAAACAACAGTGTAAATGGCAGAGGCAGTTCTGCACATATTTACAACATAA
TAAATGCGTCAAGATTTGTTAAACAAGCCAAATGTGTGGGGACAAATGAAACACACATGG
TATG
>CL8208Contig1
AGATGTTTATTGGTGTTCTTTGGTCATGCCAGCTTAAGTAACATTTCCAAAATAGAAAGA
AAAAGGACATGAACAATCGGAGTCAGACAGAAGAAATTCATCTTCTATTATCTACCAATC
ACAAATTAACAATGAGAAACAAGAAACGAGACAAAGTAATGTAGGTCATTCTTACTGATG
ATCACAAATGCAAATTCACAAATTCAAATGCCTCCAAGTGAAATATGACTCTACCTCAGA
GTTATATGCACAAAAGCAACTTTAAAAAGATCTTTCCTTTTACTAGAGTCGTCTTATGAA
GCTGGGTTAAAGAAAGACTGAATATTATCTGGTAACGTTTTTAATTTGGCTTTTAACATA
AGTGCAGGGATTTAAGCAGATGGGATTTTGCAAACAAATGATTGGCATGTTTCTGCGTTT
TTTATGAATAATTCTTGCTGCTCTTCTCTGTAACAAAAACGATGGAGAAAAAAATACAAT
AATTAAAATAAGAGAATAAAAGAACAGTAGAACAGACACAATGAGTTACTATTAAACAAA
CTTTTACTTTGTATTCAATTCTAATAGTTTCCTTAATTTTATATTTTAAATAAATTTTCA
TTTGGACGTCTTTTTGTTTGCATCACATGAACATAAAAAGGCAGTAAAGACACAACAGGA
AGAGAAACTGAAAAAAACTGATTGTTTCCTGATTGATTTTAGTTCTTTTTACCGACATCG
TGTTTCTATGTGGATCAAAATAATCTATTGAGTCTCCC
>CL8209Contig1
AGAAAAGCTAANAAAACTTTTACNGATTTACATTGAAGATTTCTTCCGAGTTATTTAGTG
CAAAAATTCATGGTTTCAAGAAGTAATTGACATTAAATATAACCACAAGACTCTTCACAA
TAAAAGTAAGATTCTGTTTAAATAATGCAGTCCTTATGGCCGCTTGTCCATTATGACATT
TCCCTCTCTGTCTTTTATCCTGACGCGTCCTGTTGGGTAGCGGGTTTCCTGCCGGCCGTC
GTTGTAGACGGTCTTCACCGTGCCGTCTGGATACTCGCGCCTCTTGAAGTCAGCCGTGTG
GACCTCCTTTTGGCCCGTGTTAAAGTGGATCTCCTTGATGCCATCCGTGTTGACCCGTAT
GATGGTGCCGTCAGTCAACACGCTCTCTTCTCTGCCGTCAGGAAAGAGATTTTTCACCGT
CTGATCTGGAAACGTGATCTCTTTACGCCCGTCTGGAAAGTGCTTCTCTGTCTGGTTGTT
GGGGAAGTGCAGGACCTCCAGACCTTCAGGGTAAGTGATGTGTGTGGTCTGAGCCTCAGC
ATAGTAGTAGATCACTCTCTGGTCAGCTGTGGTCTGCTTGGTGTCGCCGTTGAAGAAGGT
GA
>CL8210Contig1
GGCAAACGGAATTGTTTTTACCTTCATGTGCCCCGCTCCCGATGATCTCCTAACCTCGCC
GTCCGCCACCAAGGACGTCCGTGTTCCGCGTGCTGACCGCCATCAAGATGGAGAGCGAAA
AGAAGAGGAGGAAATACTCCACGAGCAGCAACGACTCTGACACCACTGACAGTCCAGTGA
CTTCGTGGTCCAGGTTGTCCAAGAATGCAGTTACCAGCAGCACATGGGTCCACCACCAGC
CCAAGAAACCATCAGAGGTGTTTCGTACAGACTTCATCACGGCCATGAAGCTGCCGGACT



CTGCCCAGCTCGGCCCAGACGACTTCTACGTGCTTTCTGACCCCTGGAGGCAGGAGTGGG
AGAAGGGGGTGCAGGTCCCAGCAAACCAGGAGGCCATACCAGAACCTGTGGTCAGGTGTC
TGCCGGCATCCTTGGCTGAACTGTCCAACAATGGGCGGCAAAAGGACGGAGAGTCTCATC
TTTCCCGCTCTCAGCCGTACACCTGCTACGACCTGGATGACCTTGATGTTGCCTGGCTGC
AACTGGTCAACCTGGAGTTCAGACAGATGGCCTTGCCGGAGCTGGACGAGCTCACCATGG
AGTGCGTCCTGGTGGAGATGGAGAGCGTGTGCCAGGAGAAGATGCAGCAGGCCATCGAGA
CGGAGGAGGGCCTGGGCATCGAGTACGACGAGGACGTGGTCTGCGACGTGTGCCGCTCGC
CGGAGGGAGAGGACGGGAATGAGATGGTCTTCTGCGACAAGTGCAACGTCTGCGTCCATC
AGGCGTGTTACGGCATCCTGAAGGTACCACAGGGGAACTGGCT
>CL8211Contig1
TATTGGACGATGATTACCTGGGACAAGCAGCTCACATGCTGTCAAAAGTCGGCACGTGGA
ACTTTGACATTTTTCTCTTTGATCGCCTTACAAACGGTAACAGCTTGGTGACTCTCATGT
GTCATCTTTTTAATATCTACGACCTAATTCATCACTTTCAACTGGACATAGTCAAACTGC
ACAGGTTTTTCGGCATGGTGCAGAAGGACTACCATTCCCAGAATCCTTACCACAATGCCA
TTCATGCTGCTGATGTCACCCAAGCTATATACTGCTATCTGAAGGAGCCCAAGCTGGCAG
ATCAGCTGAGTCCTCTGGACGTGTTCCTGGGTCTGATAGCTGCAGCGGCTCATGACGTGG
ACCATCCAGGGGTCAACCAGCCCTTTCTCATCAAAACCAGACACCATCTGGCTTCTCTTT
ACCAGAACACATCTGTGCTGGAGAGCCACCACTGGAGATCCACTGTGGGCATGCTGCGAG
AATCAGGACTGCTGGCCCACTTGCCAGCTGAGATCACGCGAGTGATTGAACAGCAGTTAG
GCTCGCTCATCCTGGCCACAGACATCTGCAGGCAAAACGAGTTCCTGCTGACCTTCAGAG
AGCATCTGGACAACCAGGACTTGGACCTTCTAGAGGCTTCACACAGACACTTTATCCTGC
AGATTGCTTTGAAGTGTGCAGACGTCTGTAATCCCTGTCGGAGCTGGGAGC
>CL8212Contig1
TGAAGCTCTCCATCTCTTACAGGAATAGCACGCTCTTCATCATGGTCATGCACATTAAGG
ACCTGGTTTCTGAAGATGGAACAGATCCCAACCCATATGTGAAAACCTACCTGCTTCCAG
ATCCACACAAGACCTCCAAACGAAAGACGAAGATCTCCAGGAAAACTAGAAACCCCACCT
TCAATGAGATGCTGGTGTACAGCGGCTACAGCAAAGAAACGCTTGGACTGCGGGAGCTGC
AACTGAGCGTGCTCAGTGCTGAGTCACTGAGTGAAAACTACTTTCTGGGCAGCATCACGC
TCAGACTCAAAGACTTTGACCTCAGCAAAGAGACGGTCAAGTGGTACAAACTGACAGCAG
TTCCCTACTTCTAAGCCCCACTTGGCTCTGACTTTGCAGACAGCCGATGCATTCAAATCA
TATGGAAAAATGCAGGAAATGTGACCTCACTTGAAAAAAAAAACGATCATGGTTTCCTTT
AGCTACTCATAAACATCTGAAAAACAAACCTTTATTTTGTTTAAGAAGGATTTTTGACTA
AATCTCATTTGAAATTTAGGCACAGAGTTTTATTTTGAAATCTAGTTGACCAAACTGACA
CTTTTTCACATGAATACAGTTGTAGATGGAAGTGTTGAGATATAGCTGTGCTTCTGGATG
AAAGTGTGTATCATAAATTGTGTCTTTCCATGGTGTGAGGCAGATGAGTTTTGTTGGAAT
ATCTTGTAATCATCATTTTGTTCCACAGTTTAGTCTCAAATGAAATGACCAGTTCAGACT
CTGAGGACAACAGAAC
>CL8213Contig1
TAGTTTTTGCAGTGTCTGGGATTTTATTTGGGATCTGCGTGCAGTGACACCTCCCAGGCG
AGCAGAGGGCCTCAGCGTCTGCGCCACACTGAGCAGGATCTCACATGAGGCTGGAAACTC
AAAAACATTTCCGTTTGGGTTTGTGGGGTTCATGGGGGGATTCTTTGTTCAGCTGCTGCG
GCTGAAGGTCCCCTCAGCTTCATCGTGGGCTGATGAAGCACGCTCCCAGCCTCATCATTG
CTGTGCCTTCAGAAAGTCTCTCATCAACAGATTACCTTCCCCTCCCCTCTTGGATGCGTG
ACCATCCCATAATGAACACGGAGAATCTGCTGATGGGACACAGCTTCAGTCTTGAACGCG
TGTTGTGCCAACAAACCGCACGTTTTTCCTCCTTTCATACATCATAGATGCAGATTCTGA
AGAAAATCCAGAATAATAAATATATCTGTCTGGGGGGGGGGTCTGGGGGAGCCAGCTGTG
ACACGTGTTGTTGGAGTCCCATGTTTGGATGCTTCGGGGGCTCCGTCTGTGTTCCTGCTG
CAGCTGCGGTGTCATGCATC
>CL8214Contig1
CACCCTAACTCAGAGGCAAATTTCTAATAGGGCTCAGTTTTTGCTGCTCTGCAGAAACTA
TGTCCTAGAAAACAATAAATAATTATTTAAAAGACCTCCGGGAAAGCTCTTCAAATAGAT
TATATTCTTATATTGACGGTACAACTTCTGAGGTAAAAACTGTTTCTCACCAAATACTCA
CATTATTTAACATTTTCAAATGTGTAGTTATCCTTATTAGGTTACCCTAACACTATTTAC
AAATCAAATGGTCACAAGACTGCATATTTTATCTACTAAAATCTTTTAAGTCCTTAAAAG
TCCCCCTCTGATGTTTGGCATTTTTCTTATTTGTAAACATGAAATATGGCTTTTTAAGAC
ATTTAGGTTCTGGGACTTCATAATTATATATTTTTTTTTATTAAAAAAAATGTAATTGTC
ATAGGGGGACTTTAAGCGGAACTCAGATTTCATTAACGGATATTACTATTTAAAGTCTGT
AGGAGTTGTGCACAGTTGTCATACACCCATTTAATAAAATCCCCATCTTCAGAAGAACTG
TGACAGGCATAATCACATGCCGAGTTCCTCATGCTTCTTTCATCAAGCACCTTTCCTGAC
TGAAGAGAGAATGCACTGTACCAGAATTGACTGGTTGTCAGGCTGTGGAGAAGAAGGACT
TCTTATTCTGTATTGAAAG
>CL8215Contig1
GATCATTGACATTTATCCGTTTGTGTGATTAAGATGATGCATTCAAAGTCATTTTGAACA
GTTGACATCCAGACTTGTCACAGGTTGTGTTACTGTAGAGGATTGGTTGAAAACTTCTGC



TAAAATTTTTGTAGGTTTAAGGGCAAAATAATGGATTGCTTTAGATGTGGTGTTGGGACA
CTTAAAAAAAAAAGTCAACAACATGTGTAGAAATAGGCTTCTCCCCCAGACTGCAGTGGA
GCCCCCTTCAGGAGAGGAGCATCACTGCTGCTGTGTGAACACCGGGAAGACGCTTTGAAC
GGGTCTCTGGTGTATGGAAAAAGCCAACCTGTATGATACATGGTGCGATGCATAATGTGT
TTAGTTCATGCATATTAGGGCAATCGGGGCATACTCCATTTTCCTGCGATTGCCCACAAT
TCAATAGTTTGCCCGGATTTCAACACCACATGTGTAACGTCGAAAAAATAACTCAGTAAA
GATGCACTTTTCTGTTTTAAGAGGACTTATTGTAAGGGAGTCATAATTTCAAATGTAAAA
AAAATAGAAAGAGATGTATTTTAAAATGGTATGATCCAACTTCTTCACTGTTTAGAAGAC
AGACACAAAGTGTCTCAAGTCTTGACCAGATCAACAAAATATGAAAACTCTTGGCTCACT
CCTAAAAAGCATAACAAAAAAGGTGATCAAAGATGAAAAAATATGCACTGCATAGGCAAG
>CL8216Contig1
TTCGGCACGAGGCTTCAACTTAAATGTCATTTCAGTCCAGCGGTGCTTCCAAGACTCCGC
CTCTAAAGCGTGGCAGCATGTCTACTAAACAGATTACACGTTAGCATGGTTTTTCTTCCC
CGTGTGCACGTGCGCTGTTCAGACACTGCCAAATTAACAGCATTCACTAATTACTTTGTC
CAGAAAGATGGAATTCAGAGGAAGAAATAACCAAATCCTTTTTGTGGGGTTCAATGACGC
ATGTGGAGAGCCGAATGGCTGCCAGTGGACAGACGACACACTTGAGGTGAAGAAGAAACA
TGGCAGTGGCTGTGAGTCATTAAGCAGATGATGCTCTGTTACGCGTTTGAGGAAACGTGA
ATGAAATGTTCTCTATTCACGTGCACAAAATAGCTTTATTTGAGCTTGATCAAGTATTTA
TGCAATAAACTCAACCCACTTTAGCTTTTCTGTTAAAAGTGCTGTTTATTGTTGATCCAA
ACATGTTTTAAAAACACTTTACAGAATATTAAAGAAAGGCAACCCTACTGCATGGTGCAC
ACGCTGCAGTATTTTAATCTAAAATATTTCATTTTAAAAAAACAAAAACCTCATAGTTGG
GAGTCTTAAGTTTGAAAGAACCAAAAACATGGATGTTCTCACAGCAGATGCTGACCTTGC
TGTTTCACGTGTGCTGCTTTCATTGAAAGTGCCGCTCAGTGATAACCTGTACATGCAAAC
GTTGGAGAGAGAGTAAGCCATACTGTAAACTTGTATACTCCATGTTTTTAAAATGTTCCT
TTGTTGAAAACACCATAAGTGCAAACGTGAATAAGAATGTATTCTTGCAGAAATTGTTGG
TAGACTCATTTACTTTGCCGGTTGCCGAAAAAAAACAACATATCTGATGCACCAAGTTTT
CTTTGGATTT
>CL8217Contig1
GCACGAGGGTTCAAAGAGGAAACGGTTAAATAAAAGCGCCATCGTCAGACACACGGCGTT
CGTCCTCAGTCCCGTACGTAAAATCCTCGGTGGAAGTTTCTTCTTTCCGGCTTTCTGAAG
TCTTTTTTTGGGGAAATGTCGGCTTTCCCAGCATCCGGGTGGGTTAGACGGGGGGCTGGG
CGTTGTGCCGCAGTCCGGTGTAGGGCCACAGCAGCTGCTGGATGGTCATCCACGAGTCGC
CCGTCCCCATGGGGGCGGCGTCTGCAGCCGGCTGCATCACCAGGCAGGCCAACAGAGCCA
GGAGACCTGCGAACGACAGGAAGATGGAAAATCTGATCCTGTCCACCTGATGGGACACGC
CACCCAAAAACACTTTTCAACATCGTTTTTTGGATTCGGCTGTCTGTAGACTGAACATCA
GAGAGTTAAAGGGAAAAAAAACGTCAGTATTTGGGTAAAACTTTACAAAAAGAGTTAATA
TTAACGCATAATTAAGCATTAGTTAACTATTAAACAGTCACTAAGTGGATTAATGCATTA
GTTACCAGTTAATTCATGGTTATTATACCACAGTCCAGGTGAATTCTCAATCCTGATTGG
CTGCTGGGTGTGCATTAAAAAGTGATAACGCACGCCTAAAAAAGTAGTTCCGGTCACATA
GTTGAAATGTTCTGTATCACTGCGCTGGCTTCTTTAAAACAAACTTTATCTTCATCCGGA
GAGAAACAAGCGGTGAGAGAAGAACTGATGCTTTATCTAACACATCGTGGTCATCAGCAT
AGATGTCGCTTTCCTTTGCTGTGACAACGCGCCGCACCACTAGTCCACTTTTTGCCGTTC
TCTGCGTCAGATTCAGCTGATTCTCGTTGGTGAATCAGTAAGAGAGCTTTATTGAAGCGT
TGAAGTGCATCACACGT
>CL8218Contig1
CTGGGTTTTCGGACCAAAATCCGGCAGCGACCGATCCAGATCCCGCGCGTCATCTGGACA
GCCGTAACGGCGCCCGCGGAGTTCCCGGTTCCGGTCCAGTTCTGAGCGGTTCTGCAGTGA
ACTGACCTTCAGATGACCCGTCTTCTGCTGCTCCCGAGTCCTTGAACGCCTCAGATGCGT
TTGTGTTCATCCCAGCAGCTGCAGTGCAGAGGATGAGGTGACCCCAGACAGACATGACCG
ACCCGGTGAGCGCGGCTGCAGCCGTCTTCCAGCTGTGGCTGCTGATCGTTGTGTTCTTCA
TCGTGCTGCCCGCCATGTTCGGCATCTCTCTGGGCGTCAGCGGCGTCTACATCCAGGTCC
TGGTCAGGATCCTGCAGTGGGCGACCGTGCGAATCCAGAGGGGACGTCAGGAGCAGCCTG
GCGGCGCCACCCCGTCTGCAGGGATCATAGAGCACACAGGGGGGTCCATGGAGGAGGAGA
TGGAGCAGCTGCGGCTCTCGCGGCGACCCGAGGCGGGCGAGTTTTCCCTGAGCGACGCTA
TTTACTTTTGTCAGAAGGGTTTGGAGAGCATCGTGGAGGACCAGGTGACCCAACGTTTCT
CCTCCGAGGAGCTGGCCTCCTGGAACCTCCTCACACGGACCAACCAGAACTTCCAGTACA
TCAGCCTCCGCCTCACCATCTTCTGGGTGCTCGGCGTCTTTGTCCGATATGGCGTGCTCC
TCCCTCTCAG
>CL8219Contig1
CGGCACGAGGAAGAATTGAACAGGTAAACCAGAGGATCCTTGGTCGCCTTCACCTAGTGC
AAAGAATTACACGGCGTCTAAAGAAAGAAAGATGGTTTCTTATGAAGACTTTGGATGCTC
ATGGCGATGATTACAGAAACGCTCAACTGACTATATTGCTTGAGGATGAGCCCGGAACAC
AGTTAGACCCTGATGATGGGGGGGAGGAGGAAAAATTTAACGGAGTGTCTACAGGAGAGA
GTCATGGAGCTGGACCAAGAAAGAAGAGGCACAAGATTCAGGCGCAAGAAAGAGATAAAG



ACCAACAAATTGAACCAGCAGAAATATCCGGATATGCAGAGCCACAGTTTGGAGAAATGC
CGAGCCCAGCCTCCCTGACTCACTGATCTGCATCCTGGGATTGGCGACAACTATGACAAT
TATAATAACAATGATGGGGGTCCAGTTATGCTTCATTCATTTGGGCTTTGCACTATTATA
AAGATGGAAAAATGTTTGATTTCAGGTTTAGTTTATACAGACAGAAATATGTTTTATACG
TACAATTTTTGTCCTTTATATTATTTGTGAAAAAATGATGACAAGTAATTATGACTAGTG
TGAAAAAGTAAAAACCCAGGTATGTTGACAATAGTAGAGACTTAAAATGAATATCATTTG
GTATTCTTATTGATTTTGAAATTTATCACAATGACGTTCTTCATACTTCTTTTGTGACCA
TTTTTTGTATTTATT
>CL8220Contig1
TCCAGCAGGTCGTCCACTTTCTCGATGGCCTTTTCTTCAAACGCAGAAGGCAGCTCCTCC
ACTGTAGCGGGACCTTTGGAGCGCAGCCGAAGGGTTCCTCTGCCCGTCCCAAGCTGAACC
CCTGATGCTGATCTGGAGCCTCCAGACCTCTGGCTGATCATATCAAAAGCTTTGAGAGGT
TCCACCAGCTTGATGGTGAACATCTTCCCCCTCGGAAGCTCCTTCAACATTTTGGCAACT
TCGTAGTGTCGACAGCCAATGAGGCGATGGCCGTTGATGGACTCAATCATGTCCCCGACG
TTGATGACCTGGATTTGGTGGATGATGCTCCCCTCACGGATTCTCTTGATAAAAGCATAG
CCTGCTCCGTTATCAGTGATTGTCAGACCCAGAGCGTCTTCTCCTTTAAACACTTCGATT
TCCTTCTTTTGTCCTTTAACGTGAGCAAAAATGAAGTCCTCCAGCCCGATCTGACCTCCC
AGCAGCTTATCCATATCCACCTTGTGTGTGTTCAGTGTGCAAAACATAACCTCAGATGCA
GGTATCCCAAAGGCCTCTCCTATCTTAGCGTAAAGCTCCCGGACATTGCTGAAGCCCTCG
ATGCGGCCTGTGGGGCTTCCGTGAGCGAGCTGCGTGTGGAAGATGAGCCGTGGTCTCATG
CTGTTCAGCGGAGGAGGAAGACCCTCAGAGGCAGCACCTTCTCCAAGTCCAACCACACCT
CCATCCAGCCCATCCATCCCTGCCACATTGAGGCCGGCGCGGATGGGCTCCCCTTCCTCA
TTCTCCACCAGCGGGGATGCCTTCTTCCTTCTTCCCAATCCCAGAGGCATCGTTGTGGAG
TTACCCTCCAACTCTCAACAACATACACCTATTCGGCTAATCCGGCTGTGGCGTTTGTTA
CTCGGTGCTCCTCTGGTGCAGATTAAAAGCCGTCTCAAACAGACGCAGATGAGACTCAAG
AGGATGCTCATCAGAGCTGCTCACATCGCTGGATCTGTCAGGTCCAGCAGGCTGCTGGAG
AGGATATCAAGACGAATATGTATCACACAAAGCTACTATTATTAGCCGTTAGCTCAGCTG
TTAGTAACGTGAAGCATCACAAACACCCACGGCTCTCATCTGATCTAACAGCGCTAACAA
GCATTTAAATCCACACTGAGTGATAATTTTGCTTGTGTTTTAAGTCACCGTTTCTACAGT
GACTGAGTCAATTAGCATGGTCAATAAACATGAGCGCAAACAGGGAAACACGACAGGCCA
ATGATTCTTCATCTTACCGGCCCCGGCCATAATGNCCGGGTTAAACGGCAGTCCCA
>CL8221Contig1
AGNANACAATTGTTTGCTTGTCTAAGGTTAACTAGAGACATTTCACGATGGGTAAGATCG
TTTGCACATCTTATGTAAATCATTTTAAACCTGGTTTCAAATATAAAATCTTAAAAATGT
GGAATGAATGTAGTCTTTAGGAGATTACCGCTCTGTCACTCGTGGTTGTAGCGAGAGAAG
AGTCAAGAGATAACAATTTACCCACAACGAACAATTGTGGTGAAAATGCTGTTATTTGTT
GTCTGAGATCATTTTCAAATCATTTGCTTGTTTTAGAGAGGTTTAGGTACCAGTGCCGTT
CACGGAAAATGCAGTATAAACCGGTAAGATGTAAGCAAAGAAGTTCCGGATATTCTTTCA
TATCTCTGTCATGTTCATTAGTGCTGTTTTTCTGTCCTCCATTTATTGGGGGTTTTGTGG
GGATCATTTTGAAAATATCTCAAGGTTTTTATTGTTTTATCTCTGAAGCAGTTCTTCTTT
TGCAGGTTTCATCAATCACAGACACCCAGCACTTACTTTCATACCTCAGCTTTTGCATCA
ACACCCTCAGCAGTGAGTATCCACCAACTAATAAATAATTACATATGTATTGCATTTTGT
TTTGTAAAGCAAATCACCCGCTGGCTATGATTTGTCTGATTTGCACATCAGTATTCCTTT
TGCAGCTCTACGGTTTTGTAGTTTAAATGGTCACTTACTGTGTTTCCCTCCC
>CL8222Contig1
ACGGGACTTTTGGCACATCTACAGAGGAGCACATCCAAACCCCCCGTTTCACCAAAACAA
TGATGGTTCATTCCAACCGTCCCGACTCGCGTCACGGAGGGAATGTACGGAGCGGCGATT
CCGTTACGTGATGTTGGTCTTCCGTTTCTTGACGCGTTCCCGCCAGTCCTCGGGCAGAGC
CTCAAAGTTGGCGTTCTTTGACGCTTTCCCCGTTAGCAGCTGCTGATGCTTCCACTCCTC
AATGCTCTTCTTATTGAGCAGATCTCTGTCTTCATCGCTGGAGCTGCTCTTCTCCTCTTC
ATCCAACTCCTTCTGGATGCTCTGCCACTTCTTCACCAGCGAAGGCATCTTTGTTTTACT
CTTCTTTGTCTTTTCTTTCTTTGGTTTCTTGATCTTTTCCACCGGAGGAGCTTTTGGTCC
AGGAAGTTCAAAGGGGGGGTTGGATGGANGCAGTGGNGGCTGANGA
>CL8223Contig1
TGGCGGCGCTCATGACAGGAGCAGTGAGACAGTTGGCTCTGCAGGAGAGCGGCTGGCTCC
TGCCTGCAGTCTGGCAGATGTATACGGAAACATGGCACCATCACCATCACCTTGCAGGCC
TCTCTGGGCTACATCCCCCGTAGGGCAGTTCTCTACTGCCCTGGCAATGATGAGCGAAAA
TTGAAGAAACTGCCCACGCTGGATGTCGATTGTGCTGTGTTGGACTGTGAAGATGGTGTG
GCTCTCACTAAAAAGGTGGAGGCCAGGGAAACCATATCTCGGATTTTGCCGGAGTTGAAC
CTCGGCCGGACGGAGAAGTGCGTGAGGGTGAACTCGGTTTCCAGTGGTCTAGCTGAAGCG
GAATCTACAGATTATTCTGCAGGGAAGAGTTCTTCCTCCTGCTGTCATGTTACCTAAGGT
GGAGGACACTCAGGAGGTCCAGTGGTTTGTTGACAGGTTTCTGCACCACTTGAAAGGACG
GGAGCTGACGGAGCCCATCCGCCTGGTCACCTTTGTGGAAACCGCTGTGGGCCTGCTTAA
TTTAAGGGCTGTGTGTGAGGAATTTCGGCAACTTGCCCCCCAGGCTGGACTTCATCATGA



TGGTGTGGTGTTTGGCTCAGACGACTTCTGCGCCAGCATCGGTGCCACACGGACAAGAGA
TGCCAAAGAGCTCCTGTACGCGAG
>CL8224Contig1
GTGATCCATTGGTGTGGAGTAGGCAAGAGCACGACTGTAATGAGGGGGGTCTACCTATAG
ACAGAAGATGGAACATTACAAAAACTATCCCCTGTACTTTAGCATTTTGCTAATGATCTT
TAATGCCACCGGTCAATATTTTAACAGGTATGGTTCAATTGTATATCCAGTTTTTAAAAT
ATCAAAATAATGTCTTGGATTCCTACCTGTTGTCTGTACTGTGCTTCCTGCAGAGCCTCC
TGCTGCGCTTCATGAACTCTGCGAAACAAAGCTAGCTCTGTGGAGCTCACTAACGAATCT
GCTCTTCTCAGAAAGCCTGGCCTGGAACGCTGTGCTGGGATTGGCTGCTGTTGGTTGGGT
GGGCCATCCTGGTTGATTGGTGTTTGGGGGAAGGAGAACATCTCCAGCGGTGGATACACA
CGGTATCGAGGGCTCACTAGCTCTTTGGGAAGTGTCTTTCCAGACTGATTCAAATAATCC
AAAATCTTTGCTGAGTGGTTAGCATAATCTGGTGTATTGGGAAATGGAGGAGGGATTCGA
CGATCCATGGTCACCTAAAGAGCAAGAACAGTTTCCAGTCACTTTGCATATAGAAATTAA
CAGGTATATTTGAACATT
>CL8225Contig1
GTTAGGCGCCTGAAGATGGACCGCGGTGTGTAACTTCATGACTTGTATTAAAGCCAATTT
TCCTGAAGTGCCTTAAGTTTGTAGAGTCTTTGATAAATTTGCCAAAAACAGCTGTTGGGA
CCCTTTTGAGGAGCTCCGTTTGTCTCCCCCCAGTGGGGGTTCGAGCCCCCAGAGATTGAT
GGCTCTGCGGTGGAGAACAACTGCAGGGTTTTCATGGACGCCACCCCCACCCCCCTCACA
GCAGAACCAGCAACTCCNGCCGCCACCAGAATGCAGCTGATGAAAACCACGTCAAAACCA
GCCACCAGGTCTCCACGGCAACAAGAACCTAAGGCGCCAATCAGAACCCAGCCNGCTGCT
CGAGGACCGATCTCCAGCAGCGCTTCTCTCAGACTCCTCCACCTCCTTCTGGCCCACAGC
AGAGGAGGCGGAGCTCGTTCTCCACAGACGGGTGGTGTCTCCTCCAGCAGTGATGAGTCA
GCAGCGGCCTGGAAAGTCCAAACCTTTCCCTCAAAAGACTCCATTTCAGGAGAAGCCATG
AGGGCGAGTAAGAAGAGGAGCGAGTTAGGAGAGGAGCGAGTTAGGAGAGGAGCTCAGGGA
TGATACACAAATCCCAGAGGGGTTTTCAGTCCAACCATGGGACGGGAAGTGTTAAGACCC
AAAAACATAAAATNTTTCAGGTATATTTTATCAAGTTTTTAGATTAAAAAAAAAAATGGA
ATGGACCGGTTAGGGCGGAGCCACCATTGAAACTACTTGATTGGCTGAAGGTCACTGCGA
CAAAAGAAAGCAGCTGTTTTCTTCATTGCCGCCAAAGCCAAGTAGAAAATGAGCCGCTGG
ATGACCTCCATGGATTCACCCCCATACACTTTGAATGGAAACGCCCACCTGGACCATTCC
AAACGGGACCGGACCGCTCAGAGGAAACGAGGCTTAAGAGATGTTTTTTTGGTCCTGG
>CL8226Contig1
GACCTGACTGNTGGAGGAGGGCCAGAGGTTAAAGGTCATCTACGGCTCCTACTCAGGGTT
TCACGCCGTGGATGTTGACTCCGGGGCGGTCTATGACATTTACCTGCCGACGCATATACA
GACCAGTATTCAGTCTCACGCCATCATCATCCTGCCCAACACGGACGGCATCGAACTGCT
GGTGTGCTACGAAGACGAGGGCGTTTACGTCAACACCTACGGCCGCATCACCAAGGATGT
GGTGCTGCAATGGGGGGAGATGCCCACCTCAGTGGCTTACATCCGCTCCAATCAGATCAT
GGGGTGGGGGGAGAAGGCCATTGAGATCCGCTCCGTGGAAACGGGCCATCTGGACGGAGT
TTTCATGCACAAGAGAGCTCAGAGACTCAAGTTCCTGTGCGAAAGAAATGACAAGGTGTT
TTTCGCATCCGTTCGGTCTGGAGGCTCCAGCCAGGTCTACTTTATGACTTTGGGTCGAAG
CAACCTGCTCAGCTGGTAGAGGTCCACACCCTGCTCTCCTCCTCCTCCTCCTCCTCTTCC
TCCACCCTCGCTAACACTGGATCTCAGAGCCCGCCACTGACGACTTGTCAACCTTAGGAC
CACCAGAAGAGAACAATCACCAACCCTTTGAAGCAATCGATACCCAGGACGTTGGGCTCT
GAGCCCGGCAGCTCGCCCGGCTCCCAAACCCACAAAGTGAGGACTTGCTTACAAAATGTA
ACGAGCGGTTAGACGAATAAAAGAAGCAGACGCGACAGAAATGTGAATTCATGAAACCGA
GGTGCACGGCTTCTGTTTTCCTCGGTTTTCTTGGTGCTCTTCAGCTTGCCGTGGGATACA
GTTTGTACCTCTTTCATTTCCAACTGCTGGGCCGATCAGTTTGACTTCGAACCCGCCGTA
GTCAATCTAAGGCTGTCATTCCCTCTTTTGGGAGGAGGTTCCTCTGTACCCGCTTTGCTG
ATCTCTGATCAGATTCTAGATAGATTCTACAGCAACGTTGTTGACAGGAACTTAAAGGTT
AAAGTTGAATACACGGGGACACAGCATGGGGGGAGATTAGTGTGGAGATGCTT
>CL8227Contig1
GTGACGGACTTAATCGCACAGAAGCAGGAAGAAGGGAAATCAAGAAGAGACAGGACAGGA
AAAGGAACAGCACGGCTCAAAACTCTGTGTGTGTGTGACTGTAGTCTTGGCCGCCTGCTG
AGATTTCGCTGGGCTTCATGAAGATTCCCTCCATGGCCTTCCACAGGCTGTGCTGACTGG
GGCTCGCCATGCCATGGACCTCCATCTGACCGTGGATGGGCCGCCCGTACTGCTCCCCTG
TGACCGACAGCAGAACGTCTGTGGCTTTGTGACGGAAGCGGATGGCCTCCTCGCGCTTCC
ACACGGATCCCGCACAGTGAACTGTCCACTCGTCGAGGTGGTCCCCTTCTCCTTCCTCCC
CAAACGCACTCACCTCCTGATTAGAGGAAAGCGGGGAAGCAAAGTAGTGGCTGTGCAGGT
TGCGTCCCGTGTTGACATGCGTGAGGCGGATGGCTTGCCCACACTTTACAGGTGTACCCC
GCTGACACAAGGCGTCCCTGGTCCCACGAATACTCCAGTAGCTGTTACTGTCCTCAACCG
TGGTGACCCCCGTGACAGACTGCTGCCCGCTGCCGGAGCCGTAACGAACGTCGTGCGAGT
GTAGTCTCACGTTGTGCTTTACATTCAATAGTTTTACAACAGACCCACATGTAACAAAAC
TTAGTTCGGTACCGAGTGATAACTGACAAATACAAGAAAATACTACGAATAATGTTGATA
AAAAGCTCGCAATAGCACCACAATGTATGTGACCCATTGTATGACAGATTGAATCCAAGC



CCCCGG
>CL8228Contig1
TTCTGAAATGTTTTCCTGTTGCTTTGTCAGATTAAGTGCATTTTTTATTGGCTGATCATT
CTGGAACCACTGGCAGCTCTTAGACAGCTCAGGGGACATGTAGAAGGCATTGTCAATGCT
GATATACTTTGGCAGAAACTGGCCAAATTCCTGGATGCGTTTGCTATAAAAGGCTGAGAG
TGTGTCCAGCTGCTTAAAGAAGACATCTGAAGGCTCACTTGCCATGAGAGACAGGACATG
GACATCTCTAGCAGTCAGTGTTTGACCCACAGCAAATATAACTAAGAAGAAGCCTCGGCA
CTTGATCTCTGTGGCAATGCGCACCAGCTGCTCTTTCTCTTCTGCCACACTGCCAGTCAC
AAACAGCATCAGTACCTTTCTGTCCCGTGGCACAGGTGCCTTCTCAAACACTTGCTCCAC
TGTTGATTCAATGGCTGTTGCCAAAGCAAGGCCTCCCTCCAACTGCTGCGTCTTCTCCAG
CAGGACTTTGACAAAACTTTGAGCTGACTGCTGCTCAGTCAGGCCAATGTCCACGTGGAT
TGGAGAGCCTGTTTTGTTTTGGCTGTATGAATAAGGTGCATGCTGGACAACAGACACTCT
AGCGTGGTGAACAGAGGATGTGGGATCGGAAGATATGTAGAGGTGTTCCACAATGTGAGC
AATGTATTGTTTAATACTGGTAAAGAATGATCGGTAGGTAGACTCAGTGCTGTCAATGAG
GAAAGCAATGTCAATGTCAACGTCTAAAGTGGAAGACCGCTTATCTCGCGTTGCTGATGG
GGGTGTATAGTCACACATTTGATCCGGAGAGCAAACATCAAAACAGCAAGGACAGTTGTC
TCTGATTTTCTTGACAAGGTCACATTGCACAACACCTGGTCCTCTGGGCCCTTTGTCACC
ATGAGGTCCAGGATATCCATTTTCGCCTTTTTGTCCAACAGTACCAGGGGAGCCAGACAC
ACCTCTTTGTCCTTGATTTCCTTCGGGTCCAGGCCCACCACGGGGGCCCGGTTCACCAGC
TACTCCCTTTGGTCCTGGAAATCCCGGAAACCCTTCATCCCCCTTTCTTCCTTTGGGACC
CTCAACACCAAACCCGTCTCTTCCATCTTCACCAGGCTCTCCATGGGGGCCAAGAGGTCC
AATGCTGCCT
>CL8229Contig1
CGGCACGAGGGATGTCTGCGTCCCATCAGCTTCAGGCCATGCACGCTCAGTCTGCAGAGC
TGCAGAGGATGGCGATGGAGCAGCAGTGGCTTCACGGGCATCACCTTCACGGAAGCCCTC
TGCCAAGCCAGGAGGATTATTACAGCCGCCTGAAGAAAGAAGGTGACAAGCCATCTTGAG
GTGGTGCATGCTTTTGAATCCTTATCTAAATATCAATACTGTGTCTGTTTAAAGCTGTCA
TAAGATTCCCCTTTTTCCCTTTTTAATATATTTTAGAGATATATTTGTGAATCTTAATGT
GCATTCCTTGTTGAGCACTTCCTAAGACTGCCAAAGTCGGTCGGACTTTTCCTCTGACTT
TAGGGATTCTGCATCCAAAATGTTGGACAATCTCCCTGGATTCTCTGAGATTCAAAACTC
TTTGCTCAAGTCCCTGCTAACCTGTTTGATACGCACTCATGCATTAGCTGATGGATGTAA
AAACACAGCGACTTTGTTCTTTTTTCTCTCCATCTATTCCTTGTACATGAATGCATTGAA
ATCTGTGTTTCGGTGGAAATAATTATCACCCGGCATGACTCACCCGTAGTTTAGCAGTCT
NTGCGTTGTGGTGTGAGGCTCTAATGTAGAGGTCAGCTTTATTCCTAGATCTGCTAACGT
TTTAATACAAAGATTTTATATATCAAGATATCTTTTCACTGCATATTTGAAGCTTTTATT
CCTTTTTTTTGTAAAACTGCAAATAGTACATGAGTGTAATATTCTATATGAATGAGTACA
ATTAGTAAATGTAATCGTTAAGCACCCTTAATCCTTAACTTAGCACGACAAACTGTAACC
CATTCGATAAAATGGTGTTCGCTATTATGAATTGTGACAACTAATGGGACAAAGACGTGT
CTGTTCTGACTGAGAGCTGTAATAAAGTGTGTTTGCATTGTTCTGAAGACGGTGGGTGAC
CCGATTGGACAGAAACCAAATGTGGAGCATTTTAGTGGAATTTTACAAAGAACTCAGTAT
ATGTGTGATAAAAATACCAAGCTGTATTCATGCTATATTTATTCAATA
>CL8230Contig1
TGGTNGACAGTCAATATGGAGGATTCNANNTTTGTTTTTTTNTTTAAGNAACTGTTAANN
NTGGNTGTTGGAGCAAAGAAAAAAAACATTCAATGAAAAACTGCAAATTTAAGAACCCAT
CATAGATAATTTTTAATTTTTTGNACTTGTTTTGTTTGTAATGCTCATGTTTGTGTTGTG
AAGACTCATGCCTTGTTAACTCCTCAGTAGGGTCGTTTTCGAATCATCCTGACAACAATC
ATTTCATTGCTTTGTGTTAATAAAAAGTCACAGCAGTAGGTTTTACACTTGAAAGTTTGT
TTGGGGGAAATGCTAGACTTCCTGGTGTACGTTTGCTGAACTGCCATGCTTCTTTTTTGT
TTTTTTTTCCTCCCCTCTGTCCCCGATACAAAGCAGAAAGCCCATTTGAGCGAGCTGTGA
GAGAATATTGGAGCTGGAGTCCCAAAAGGCTGTTTAAAAATATTGTGTTGTCTTAAGTTT
TAGATTTAATTTGAAAAAGTATTAAACTTGTTTGGTATTGCTGCCTTTCCACATGTAATT
GGATAGAATACTGCAAGGCAGCAATTTCCCTAATTTTTTATTATTTATAGACAAAATTTC
TGAAATAAACTTTACAAAACCTGCTGGTTTCTCTCGAGTCAGTTTATATTTCGCCCTTTT
TGATTTGATCTACATATTGTAGACCTTGAATTTTTTTTTTANAGATAACCTTTTAAGATT
TTGTACTTTTTTTTTTTNCCCCTTGGGGGGCNNCTTTTNGA
>CL8231Contig1
CAGAATCAGGAGGCACCGCCACGGCCAACTCCGTCACCGACATGCCAGCTTACGTCTGGT
TCGCCTGCAGCTTTGACACGCCGTCGCTGTGCGGCTGGAACGGAGAGCGTAGCTCAGGAG
CAGAATGGGTCATCCACACCAGCGAGGAGTCTGCCGTCCACAGAGGGCCCATCTTTGACC
ACACAGGCAGACCTGGGAACTTCATCCACATGCAGCTGACTGACAGAGACGCTCCGAGTA
AAACTGGTGGGGAGAACAATGAGGAGGTCAGGGTGGCCAGGCTGATCAGCCCCTCCATCA
ACACACAAGACACCAGCCTCTGCATGTCGTTTTGGTACCACTTGTCCACCGGACACAATG
GTGCGCTGCTTGTCAAGTACAGAAGGGATGAGGAGGCGATCCTGTGGGTCAGTGACAAAC
ACAAGGGCAGCCGGTGGAGGGAGGGACGCGTTTCGCTGCCGAGGTCAAGCCACTCCTTCC



AGGTGGTGGTAGAGGGTATTGCAGACAGACACAGCACAGGCCACATAGCTGTGGACAACA
TCCAGATCATGGATGGACTCAGCAGTGACGATTGCAGGGATCCAGAAGTCCCCACGTCTC
CACCAACTGAGATCCTGATGCTCCCCATTGACTCCTTCTCACAGGATTCTGGTAAACCCA
GCGGCCAGAGCAACATGCTGGAGACCCTGGATCCCATCCTGATCACCATCATCGCCATGT
CGGCGCTGGGTGTCTTCCTGGGCGCCATCTGCGGTGTGGTGCTGTACTGTGCCTGCTCAC
AGGGCAGCATGACAGACAGGAACTTGTCCGCCTTGGAAAACTATAACTTTGAGCTTGTGG
ACGGCGTGAAGCTAAAGAAGGACAAAATGAACGGACAGACGAATAATTACTCAGAGGCGT
GAGTGGGACTCAAGGGGCGGAGCTGTGACTGCTCTGTGATGGACATGCAGCCAGTCAGGA
CAGAGGGAGGCGTGGCTGAAGCCAACAATGGGACGGCAGGGTGGGCTGACATTGAGCCGA
TTCTATTCTAATTCTCAGGAGTGGCAGTGAAGAGAC
>CL8232Contig1
CACGAACATAATCTCAGAGGGCCACTCACCGACAAGGACCCCTTGTTGGGAGCCCCCCCG
GCAGAAGCTGCTGTGGCCCTGAAGAGGAGGAAGGAGACGAGGCCCAAACTGTGACATCTG
CTCATTGTGCTCAGCTGCAGCGTTGGAGCAACTCTGTTGCTGCAACGCCTCACATGTATT
TGTGTAAATCTCCGTTTGTTCCGACAGCAAAGGCCTAGCTGGGGTGCACCGTCGCACTGA
TTCTGCCCCTGTCTTTCATTCCCTGATCCCGGTCTGTCCACAACCCAAAGGAAATTTATA
AAAATCCAAATATTTTTGCTTCTTTTCAAAAATACGTTTTAAACTGTTATTGCGTTTTTA
TTACTATCATTAAAACTTTGTGATCTTTGAGCTTCAGTGGAAATGATTGGAGGAAAAAGG
GCAGATTTGATAGTATTAATGACGTTTGCTTTAATGTTTCACATGCCTATAAGTCTGTCT
TTTTTTGTTTTTTAAAAGTGTTGTTTTACATTAGTGATTTTTTTTTCATTATCTGGCCTA
ATTTATTTTTTTTATTTAACATTTTCACATTACATTACAATGTGTGCAGCCACAGTGAAG
AAAAAAAAGATTCTTTTTGGAATATCGGGATCTTATAAACTAAAAGAAGAAGAAAAAACA
GAATATTTGTGATGTTGTTGAAGATAATATGATTCATTCTCTCCTTTTATGAAAAAAAGT
GCTTCCTTGTTGACAAATGAAAAAAAAACTCATTCAGTTGAAACAA
>CL8233Contig1
GCATGTGGTTTTATTNTTNCACGACTGCAGGATGACTGTCAGTGCATTTAATATTCAATG
AGTCAAAGTTCAAATGCCGCCTGACCTTCAAAAGCTCTGTACATTCATGCCTCTGTTTCT
TAAGTTAATAAACAGATACAATAGATATATCTAAAGTTAGCACCAAAACTTACCACATCT
ATACAGAAAAAAGGCAATATCTTCAACTCTCAGTAGTTCACTGATTGTTGTCCATTTTGA
GTAACTCCCAATATTATTGTGTGTTCCACAGGGAAGGGGGGGGGGGGGNTTTNCCCCNNA
AGGNTTTGNC
>CL8234Contig1
TAAAAGGCTTTTTTTTTTGCAAGTTTGTAGTGAACATCAGAGAGAAATTGAAGGAAGAAA
AATATGAAAAAGAAAAGTTTGTTTTAATCGTCGTCAAAGTTCTGCTGTAGAAGGAAGTTG
GCCGCCAAGTTCTCGTTCTTCTCGGCATGCAAAGTAGGCCTGAATGACGAGTCCCTCAGG
AAATCCCAGGGCTTTCAGCCTCTCGATGGCCTCCTTCTCCTGCGGTGTGACCTGGATGTA
GCTCATCTGACTTTCTCCGGAAGTGTCAGCTCCTGCCTCGTGCCG
>CL8235Contig1
GAGCTTCTGGGACTCAGCCTGGGAGAGAACACTGCCACTGTAGCAGCTCAGCAGATAACT
GTTAGCCTGCAGTGTAATCGGTAAGAAAGAAAACATTTAAAAGACCCGACTCTTTGATAT
GAAGCTGTTTTGGTTGTGTGCAGGTGTAAGGTGACTGCAGAGCTGGCGCTCACTGGAAGG
ACATCATGTGCAGCTCAGTGCGAAAAGTGCAATGCAAGCATAAATGCTGCGTTCAGGCCC
TGCATGCTCCACCATTACTGTAATGTCCTGGGCTATCTGGACCTCCACAACACTACCCCT
GCTGACCTCATACTTAAGGACTGCAGGCTCATAGTGGGATGCCTCGCCTGCTCTCAAGAG
ATGCCCGTGGAGAATCTTATCTATGGACAAACAAGGGAGCTTAACTGTGAACATTGTCAC
AGCAAGCTCAGCATTCTGGCTGAAAGCGCAAGATTTCAGTACATTCAGCCTCGCACCTCT
AACAAAGCAGGTTCCACTACTGTTAATTTCAAGAATATTAGAGATCCAGCTGTAGAAAAG
GGGAAGCCACTCCCAGACAAAGGAACATGCAAACATTACAAACAGAGCCATCGCTGGCTG
AGGTTTCCTTGTTGCGGCCGGGCATACCCTTGCGATGTGTGCCACGATGAGAATCAAGAC
CACCCCATGGAGCTCGCCACGAGGATGCTCTGTGGCTTCTGTGCCAAAGAACAGCCATAC
TGCAACGGAAAGCCATGTGTCACCTGTGGGAGCATGATGACCAGAGGCACACGCACCAAT
CACTGGGAGGGAGGACTAGGATGCAGAAACAAATCAAAAATGAGCAGAAATGATCCAAAA
AAATATGCCAACACCAACAAAACGGTTTCAAAGAAGGCATCCAGCGAGAAGAAGTAACTG
TTAAAGAAGAAATCTGCTGGGTTTTATTTAGTCAACAATAATTCCAGAATTGTAAATAGT
TTTAATTTACAGATTTTCACATTTAGATCATCCTCCAATCATCTATTGGGTAGATCCCTG
GTGCCTTTGAAATGAGACTGAATA
>CL8236Contig1
GCACGAGGACCTGGTGCACAGGCGCACAGGAAAGAAAAGCCCCGTGAAATACCGGGCAGC
ACCAATGTTTACATTACATCAGATCAATGCCTATGAAGACAATGGGTTCTTGGTAATGGA
CATGTGCTGTGGGGACGATGGGGTGGTCATCGGAGAGTTCACGCTGGAGAATCTGCGGCG
TGAATCAGGACAGGCAATGGATGAGTTCTACAACTCCTTGTGCCGAAACCTCCCAAGGAG
ATATGTCCTGCCTCTGAATGTGGATGAAAACACTCCTTTGGACGAAAATCTCATCACTCT
GCATGACTGTAAAGCCACTGCAATGAAGACAAACCCCGAGGAGGTGTACATGACACACGA
GGAGCTTCACGACGACCAGCTTCTGCAGTATGGCGGCCTGGAATTCCCTCAAATCAATTA



TGCCAAATACAACGGCAGGCCTTACCGCTACATGTACGCATGTGGCTTTGGACACGTTTT
CGCCGACTCTCTGCTCAAGATGGACGTCCACACCAAGGAGCTTAAGGTGTGGCGTTATCC
TGGCTTGTACCCGTCTGAGCCTGTCTTTGTTGCTTCGCCNGGAGCTGCAGAGGAAGATGA
TGGAGTGGTTTTGTCAGTCGTTGTCACTCCTAGAAAGGAGAAAAGCACTTTTCTACTCAT
TCTGGATGCCAGGACCTTCACTGAGCTGGGCAGAGCTGAGGTCCCTGTCAACATCCCATG
TGGCACCCATGGAGTATTTAACGAGATGGGCTGACCAACACCCAGCCATTTTATCCACTG
GTTGCCATTACTTGTAACATCTCCCCCCTTGTCATATAAAGCTGAGAATATGATTTAAGA
GTTGGAAAAAACTGCAGAGTTGTTTTTTTCTATGCCTCTTGTGTAGCAGTTGATAGATTT
CTTTAGTGGTTGCAGGCTTTTTTTGTGGCAAAAATAAGACTTGTTGAGCCTCACAAACAA
AAATCTCATCACTGCATCACTGCCAAAAGTTTTTACTACAGTGCCTTGGATAAAACATGT
GTTTAGGCTGCAGGTTGATTGTAAACTCTTTGAAATACTTTTATGTTAGGCGAAAAGCTG
CGTTTTAAAATCAATAAACACATAA
>CL8237Contig1
CGGCACGAGGATGAAGAGACCTTTAGGTGTGAGAGGTTATGGTTTATCAAAATCTAAACA
GTGAATTGATTTAAATGTAAAAGAGACTAAAATTACTCTTCAGGACTGAGATTTCTCCTA
TATTTCCTGAAACACAGACTTCAGCTAAATAATATTTGTTTGACTTTGATCTCATTAGAA
ATGCTATCTGCGATCAGAGTATCATCAGCATAGTGATCCATCCTTTGATTGTCTGTTACG
CCTGTTTTGTGGGGTTTGTTTGGTATGGTTTAATTGGGAGAGCAGACTTGGTTTCTGATT
GCAGAGAGTTGCGTTCTAAAAAAACTCAAAATCTGCAAATTAGTAGCCATTTAACAACAT
TTTTGAAGTTCTAAGGCTGTAAAACCCTTTTAAAATTTTCATTAAAGACCTACTCCAATA
AATATTTTGTTTTTCCCCCCGAATTGTTGGACATCGGTTAAAAAAAAAA
>CL8238Contig1
ACTTCAGTCGCGTGCATCCGGGCACGCGGACTCGTATCACTGCTGCTCTCTGGGGCGCGT
GCAGAGGCGCGAAGCACCGTCTGACACGGACAGGCCCGCGCCGCGGAACCGGACAGCAGG
AACATTTCCGGGCACAGATGTCAGGCACGAGGCCCCGGAGCATGCTCCGTGAAGCTTCTC
ATCAGATCATCGCGGGCGGATCTGCAGGTCTGGTGGAGATCTGCCTGATGCATCCGCTGG
ACGTGGTGAAAACAAGGTTTCAGATCCAGAGAGGAGGCGCTGACCCCAGCAGCTACAGGA
GCCTGTCGGACTGCTTCAGGACCGTTTTACGAACAGAAGGATTTTTTGGCTTCTACAAGG
GAATCCTGCCTCCAATTTTGGCTGAGACTCCAAAGAGAGCAGTCAAGTTCTTCACCTTTG
AGCAGTACAAGAAGCTCCTGGCTTTGACCCCCCTGTCTCCGGGTTTGGCGCTGTCTGCAG
CGGGGCTGGGCTCAGGTTTAACGGAGGCCGTCGTCGTCAACCCGTTTGAAGTGGTGAAGG
TCGGTCTCCAAGCCAACAGGGACTCCTTCAAAGAGCAACCGTCCGCCTTCGCACAAGCCC
GGCGCATCATCCAGGTGGACGGGTGGGGGCTGAGGGGCCTGAACAAAGGGTTAACCTCCA
CGCTGGGGCGCCATGGAGTTTTCAACATGATCTACTTTGGCTTCTACTTCAACGTGAAGG
ACGCCGTTCCTCCCAGCCCGGACGCCACGCTGGAGTTCCTGAGGAAGTTCACCATCGACC
TCCTGTCAGGAACCATCTCCTCCTGCGTCAACATTCCCTTCGACGTGGCCAAGAGCCGCA
TCCAGGGCCCCCAGCCCCAGCCGGGGCAGATCAAGTACCGCACCTGCCTCCAGACCATGG
CTCTGGTGTACCGCGAAGAGGGGTTCTTGGCGCTCTACAAGGGCCTCGTTCCCAAGATAA
TGAGACTCGGACCAGGCGGAGCCGTGATGCTGCTGGTGTATGAATACATGTCAGGATGGC
TGCAGACACACTGGTAACACTCAGGGGG
>CL8239Contig1
CACGAGGGTAAGCTCATGTAAATGTGCGTTTTGGGCTTCTGCATTCAAGACTTTTCCATT
CACGCGCAGCTACACAAGTTTCTTCGACCATTTTTGGGCTGTGCGTACAAATTGCGTGGC
CATTGAGCGCAAATTGCAAGTTAAACTAGGTCAAAGTTTGACCTGTCAGGGACTCTAATT
TGGTAGTAACATACGAATGGCGTCCCCTTTAATTAATGCAAGTGCTAACCGTTTGAAAAT
TGATCATGGAGGAAAAATTGGTAATTGTGGTTTGTGTGGCTTGTGCCCGGCCAGAATTAT
ATGACACCAAGACTTTCAAATGTCACAATAAAGCAGTGAGGGAAAAAGCCTCCCTGCTTT
TCCAGTGTGAATACCATAAATTAAATGCGCGTTCATGAGTGTATGTCAAATGCCCGGTGT
GTCTGCAGCATAAGTTTGTTGGTGTATGAAGTCAGGAACTGCTGTTGTGTTGTGTTCAAA
AGTGGCTGCAAGGTGGCAAAGTGGTTAGGGCTCTTGCCTCACAGCAAGAAGGTCCCCAGT
TCTGGGGTGACCTCTCGGCTGGGGGACCTGAAACAGGACACCAATGGGGGACCTCTCTGT
ATGGAGTTTGCATGTTCTCCCCGTGCATGCATGGGTATTCCTCCCATTGTCCAAACACAT
GCTTCATAGGTTAATTGGTTAGGTGTGTGATTTGTGGCCCTGCAAAAGAACTGGTGACCT
GTCCAGAACGTCCCCTGCCGTCGCCCACAAGTGGCCGGTATAAGCTCTGGCAGTTCTGTC
CCCCCGAAAGGGATACAACGGGTTTAGAAGATGAATAAATGACTGTATGAATGACAACCC
TGACCATTATGTTGTATGGTATTAAAATAATGTTTTTCCTTTCCAAAGTCAAGTGAAACT
TTTTAAATCTCAAA
>CL8240Contig1
AATTTTGAGGAACCTATTGCACTTTTGGAGTTGGACACAAGTAATGGAGTGTTGTTACCA
TATTATGATCCAGACGCAAATATGGTCTATCTTTGTGGAAAGGGGGATAGCAGTATTCGA
TACTTTGAAATCACAGAAGAGCCTCCTTATGTTCATTACCTTAGCACCTTCAGCAGTAAG
GAGCCCCAGAGAGGGATGGGCTTCATGCCCAAGAGAGGCGTGGACGTCAGCAAATGTGAG
ATCGCGCGGTTATACAAGCTGCTTGACAAGAAGTGTGAGCCCATCACTATGACTGTGCCC
AGAAAATCTGATCTTTTCCAGGATGACCTGTACCCGGACACAGCAGGACCCGAGCCGGCC



ATGGAGCCCGAAGAGTGGTTGGATGGCCGTGATGAAGACCCCATCCTGGTATCCATGAGA
GAAGGCTACGTGCCGCCAAAGAGTCGAGAACTCAAGGTGGTGAAGAAGAATGTGCTGGAC
TCCAGACCCACCACACGACGCAGCATGTCCACAATGGACACCAACAGCCTGCCGCTCCTG
GTTTTGTTTTGGTTTTCTTCCTTTAGTTACCTACTATCCCTGACCTATTTTCCTATATTT
TCCAGTCTTATTTTTCCCTTCTGTCATTACTCTGTTTTCCCTTCTTCCTCATCCCTCATC
TTGTCCAGCCTCAGCTACTCGAGAGGTTGTTGGAGGAGATTCAGAACCTGAAAGCCACAG
TTTTGTCACAGGAAAAGAGGATCTGCGACTTGGAGGATAAGCTTTCCCAATTCACCAATG
GCACAGACTAATTTGGAATTGAACACACATTTAAAAGAACTTGTCTGAATTTCTAAATCA
TAATCTATTTCCACTGAACTTACAAGAAAACACCCTACTGAATACTCGAACAGAGTTGCC
TCCTTGGAGGGTGCTGTTTTTCCAGAGTTCAAATGGGTTCAAGGGTCAGCAGCAACCACA
TATACAGACATTTTTTGCGGTTTATTCTCCAAAATTCTTCTCAGCGATAAAAAGTCGATG
CCACAGCATTAATTTTTATTGTGGTAAACTCTTTCCAATAAAAGAAGGTAAAATGGAAGT
TGTAAATTTGAAGGAAATGGGCATGTATAGGATAAAAGACAGAGGAAAGTGAACACTGTT
TTCCCTAAAAAGAGGGATTTTGAAGAGAAGGAGAAGCAGAAACCAAATGAAACATTAAAA
GTAGGCAGGTTTTAACATCTGGCTTTCTGCACTGTGGTTTAGATGAGTCCATATGAAAGC
TTTTCAATATGTAAATAATGATAAAGGAAACAAATAGGGGAAATATATTGAAACCTGTAG
CAAAATATGAAAAGCAAAAACATTTTTTTCTGNAAAACAAAGAC
>CL8241Contig1
TTTTTTTGCAAATTAATTTATTTTTTTATTAATCTACCTGTCTGTCTATCTAACTGTCTG
TCAAAAGAAATCAACAATAAAGCTTATATACAAATCATAGCAAAGCTGACAGGCAGAGTT
GATCGCCACATGCACAACCATTCCACTTGAACTATTTTACAAACAGGTCAATGGGAGACT
ACAGAGAAATCAAAAAGAACAATGCACAACCCAAAATCAGAGGAGACGATTCAAGCACTG
GTCTATAGTACAGGATTTATAAGGCAACTTCTTATAAAAATGTTTTACAAGAGCACATTT
GGTTTTCAAAGAAAAAAGATTTCCACAGAGATGTTCCATATTGTTTCAGGGTGTTGTACA
ACTGAAACAATAATAAATAGTCCCCATTATTAATGGCAAAATACAGACTATTTTAAATAG
CCTCTCACTGTATGGAGGATCTGATGCTAATCTGACTAAAATACCAGTGGTAGTTAGGTT
AATTTTCTTGATAACAAGTTTTTCTAATTTTATCAGAAAAATAACATAGGCCAGATAAAA
AGTGTCTACATCTTCAAACAAATCAAAGTAAAAGAGGAACACAAAGTGTAAGAACAAGCC
AAAGTCCTCATCCATCTGAGGCCAGTTATCTAAAAATCTGAATTTGAATTCAGTGCAACA
CTTTGTGCTTACCTACATTGGGAATACTATCATGAACTGGAGTCTAAAAATATCTGAACA
AACTAAGTTTTCATGAACAGGTATTACTCTCTGTACTAACATCGGTTCTCTGGAGTTAAT
CAAAAATCTACAGTCACTTGTTTTTGGTCTCTTTTTTTTGGTCCTGCCCTTCCAGCTTCA
TGGTGTCTGAATGAAGACAAGATTCATAAAGCAAAATCTTCTTCTGGCTTTGGTTGAATA
TAGTTTGTCTGCATAAGGATTTGCACCTTTCTCCCGCTGCAGAACCAAGACGTTTGAGAT
CTTGATAGCTGGCGCCCTCTAGAGGTAGTCAAGCTCCAGTGCATGGCTCAACGCTTCCAA
ATCAGCCTGACATGACACCCTCCAGAATGGCATGTT
>CL8242Contig1
CGCTTTTCCTTTCTATTAGAAACGGTTTCGCGCCCCTCGTCTCTCTTAAACCATCTATTC
TGGTGGCCTAAAAGTCTACGAGGGATTCGTGTGCTGAGGAGAGCCGACAGACAGCGCCAA
AATGGGGTATGGACGGTCGGACAGCTACCGTGTGGCCACCACGCAGGACAAGGATGAGAA
AGAGTCACCTAAGAAGAAGGGAGGAAAGGATCTGGATGACCTGAAGAAGGAAGTTCCTAT
AACGGAACACAAAATGTCAGTGGAGGAAGTTTGCCGGAAGTACAACACTGATATCGTACA
AGGGCTGACCAACGCTCTGGCAGCAGAGTACCTGGCCAGAGACGGCCCCAACGCCTTGAC
TCCACCCCCTACCACTCCCGAATGGGTGAAGTTCTGCCGTCAGCTGTTTGGTGGATTCTC
CATTCTGCTCTGGATTGGTGCCATT
>CL8243Contig1
CGGCACGAGGACTCTGCTGGCTTTGATGGGATGTTGATAAATGAACCCTAACTGGGCTGG
TTTGTCTGTTACCATTTCAATGTTGATATTTCAGAAACCCAGGTACATTCATGGTACAGC
GCAGCAGCACTTTGGATTTAATTCCAAAGATAACCGATCTGCATAAATAATTCAGGAAAG
GGGATCAAGAGGTCTTAGGCTGAATAGTTGCCACCACTAGTAAAAAAAATATTGTATTAG
TACAGAGTGGTACTTTGTGCAAATGTTGAGCTGTATCCTAGGGAGCATGCTGCAGCTCTT
GGTAGGTGATCAAATTTTATACTGTGGCTTTGCACTGACTACAGCACTGTGTGGAAAGAC
CTCTGTCTCTTCAGGCTATTCACATGAATCCCAATTTTTTATGTCAGAAAAGTACTTAGA
CAGTATTTTTATCTTTTTTTGTGTGTGTGTACAAAATAACGTATGAGCATGCGTATGCTC
CGTGGGGCCACAAGAAAGTATTTCTAAAGCATTTTATGCGACATTTCAGCATAATGTATA
AGTGCCACTTCAGAATTTGTCAAGCCTTAGCACAACTCAAGACTTCCTCGTATGAGAACA
AGTTTGTAACCTACCAAAGACATCTAATGGGGACTGAGGAGAAGATGCACACTTTTATAA
CTCATTATTAACACTATTAATGACATAAACATTGACTTTTAGTGCTGTGTAGAATGTAAG
ACACTTTTGTACAAATTCTTTTGTATTACTGAACTTTATGAATGTTACTCTTTTGTTTCT
TTTTTTAACTGTCATCTTTCATTCTGACTTTTTTTGCTGGCAAAAGAATATCATCTTTAG
CATCATAAACTATAATTTTAGCAAAATACTATAATAGATGTAAGTGAAATGCTATATTTT
GTGTACAATTTTCTACATTTTATACATATGTGCTATATTTTACCGTTTT
>CL8244Contig1
CCCTTCCCAAGAGGGAGCCCTCTCCCTACCCCAAAAGGCACGCCCGTGCACACACCCAAG



GACAGCCCAGCTGGCACCCCCAGCCCGACCCCGCCGCCCAGCCCGTCCATCGGGGGCCTG
CCCTGGAGGACGCGCCTCAACTCCATCAAGAACAGCTTCCTGGGCTCGCCGCGCTTCCAC
CGCAGAAAAATGCAAGTTCCCACCCAGGAGGACATGTCCAGCCTCACCCCCGACTCCTCT
CCAGAGCTGGCTAAGAAGTCCTGGTTTGGGAACTTCATCAACCTGGAGAAAGAGGAGCAG
ATCTTCATCGTGATCAGAGACAAACCTCTGAGCTCCATAAAGGCCGACATCGTCCACGCC
TTCCTCTCCATTCCCAGCCTGAGCCACAGCGTCATCTCTCAGACCAGTTTCCGGGCAGAG
TACAAGTCGACCGCCGGACCCACGGTTTTCCAGAAGCCCGTCAAGTTTCAGGTGGACATC
ACCTACACAGAGAGCACCAGCACCACCAAGGACAACGGCATCTACTCAGTCACCTTCACC
CTGCTGTCAGGTCCCAGCCGGCGTTTCAAACGTGTGGTCGAGACCATCCAGGCCCAGTTG
CTCAGCACCAACGACCAGCCCGGCATCCAGCCGCAGATATCTGGGATCATCCATAATAGC
TATTAACCCCGGCGGCTCCTCCACCACCGTGACCACCAGAGTCCGCAACCTCGGAAAAAG
TCAGGGGCTCCCAGGCTCCAAGAGCCCCGCATCAATAGGCTGATTGCCCCC
>CL8245Contig1
GCGGCCCGTTTTTTTTTTTTTTTTTTCTTTCCATTCTCTGTTCGTCCATCCCTTGGCTTT
TCAAACCAGTCTGTTTCTTCTCGTCTAAGATGGTAGGCATTGGTTGCATCGTCTCTGTTC
AAAAGCCAGCATGGATTCACTTAGGGCTTCGCTATCTGACATTGTGCCCTGAAGATCATC
CAGTACTGCATAACCTCTGCCCCTTGTTGGTTCTTCCCTGATATGTTGCTGTTGCTGAGA
ATCCTGTAAGGATAGGCAGGACCCAAACTGGTCCCTTAAATCAGCTGACATTGGAGGCAA
AGGTCCCGCTCATGCACGGGCCATGCCCATAGGCTGTCCAACAGGGCTTAACGGACTCTC
TTCTTATGAGTTCTGTGCTACAATGGGTATTCGGCCACGGCCACTTTGTACAATGGGAAG
GCTTGTGGGTTTAGTGCGACCAGAAGGGGTTTGATAACTTAAACCATCTCCAGATGTTTC
TCCATCTCCTTTGAGCCTCAGCGAAGAGCTGGAAAGGTCCCTTTTAATAGATAAGTCTAA
GCCATAGCACGACGTTGGCCTGGAAGAGGGTCTTGAGCGACTACCACTAGGATAAGCAGA
GTCCAAACCCAAGCTCTGGCCCAAGTTTAGTGAACCAGCCAAATTGGCCCCCAAAGTGGA
TCCAAGATACTTTTGCTGTTCAGCAATATTCTTACGGAGGCCAAATGTAATTTCATCCTG
CATTAACCGACTAGTTCTTGGGGATGCACTAGAAGATCCCAGGTAGCTGGTATAGTCAGT
CTCTAAAGC
>CL8246Contig1
GGAATAAGGATTCTAAATGTTCTACACACACAGGTATTTATCAGTACACTCTGTTCACTC
CTACTAGAGACCTACATCCAACCAAAACAAACACATGCACGGCTACAAAAGCGTCAGTGA
TAATGACAAACTACTGTATTTATTGGAGAATAAGCTGTGGATTTTTGCATAGTTTGGCTG
AGGGTGCGACTTATATGTGTGTAAAAAAGAAAAGTCTCATGTGTTCATTAGTTTCCCAAC
AACAACCTCTACAGGGCATTGTAGGTGCGTGTCATTTTTTTGCATTGCTGAAGAAGCGCC
GGCCTAAGTGGAGTTGGTCCAAAACAACACAAATGATGAAGAATTCAATTAACTTAGTAA
TTTAAAGTGATATAAAGAGTTTGGTTGATTTGTGATATGTTCTTCATTCTTATCTTAATA
ATTGTTTATAAATTACGCGACTAGAGACTTATTCAATTCCTTCTGTGTTTCATAAACTAC
ATAGAGTTTCGGTAGTAAAGCGTGCATATATTCAGTCTATTATTGTTATCTAATTTGCCT
TTCAAGATGAAATGTCCGTTCTTGTTCCCATGTTTTGTCAAATAAATTTCTCCCAAAAGT
GCGTCATACGATTTTTTTCTTCTTTACCATGCATGTTTTGCCATCTGTGACTTATACTCC
AGAGCAACTTATAGTCTGAAAAATACAGCAACACATCAACAAACCCAGGTGAAAGACAGT
TTTCAATAGAATGGAATGCTAATGCTCCATGTATATTTCTGTCCAACATTTTTTTCCTTT
ACCCTTGAGCTCCTAAAATACATTGCCTTTTATTGCTATGTAAAAAGAAGAACATCTCNT
T
>CL8247Contig1
TTTTTTTTNNGTTTTACATTCTCATACGCTTTATTTTCTTACAGAGTCGACTTTTTGTTC
AGCAGGAAATGGATCTAGTAATCTGTGATCTCTTCAGGAAAAAACATGGACAAGGAGGTT
GAACATCCAAATGTGCCCTTCATTGCTGCAGCCAGTTTATTAAAAGTTACACACTAGTAC
GTTTTTTTTCCCCCCTTAAAGATAGATTTATGCAACCAATGAGGTGTAAATATGTAGTCT
GTCTTAAGGCTTCATTGTGGACGTCTTACTGCTAAGTTTGATACCCTGCTCAAGAAATGT
TAGAAATGAAGCAAAAACAAAACGTTATTAATAATATCCAACGAAGCAAATGTTAAGATT
ACATTTTAAACTACATGCAAACGGAAAAAAAAACAGCACAGAAATGAGAGCAGCATTTTC
TTCCCCCAAAAGAAAAAATAAACATAACGGAGAAATCCTTACAATGACC
>CL8248Contig1
TCATAGGTAGTATACGTGACAAAAACACTAACNTTAGACGTATAACTGTTCAAATATACA
CGTTCCTGAACGTTTGTAGGTAGTTTGGAGAACATCATCAGTAGGTTAACACCCGTCTGC
AGCCTCCTGGAAAGTCCAGCTTTAAAAGGTTCCGCTCCCCCCTTAGAGAGATTGTCCCCC
CACAAAAGGTGCCCCCCCCCTTCCACCTCCTCCCCGGCTTTGTCTTTCTAAATTTCGATA
CAGTACGAACACCAGAAAACATTTGGAAAATGGGACTTTTGAGCGCGTGCAAGGTGCGAT
TGCACGAAAGTAGAGCAAATAACAGTTGACACCGATAAGAATTACCCCCCTTCCCCTCCC
GGTCCTGAAGCTCATCAAGTGCATCACAGTTTGACAAAATGAATACAAAAATAAACTATA
TGACTAGAATAAAAAGTTTGGTAGCTTTTTTCATCTTGGAATGCAGCGACATATTTCCGC
TCTGAGGTCTTTCCTGTCCCACAAGCACAAGAACCGTCCCCGTTAAATTGTGATTATTTT
CTATTAAACTTTGATTATTTCTCTTTGTAACAATAAAAAGAGGGAAATTGACTGAAGACC
TCCCCTCCCCAACTAAAAAAATATGACGTTGCCATTTTACTTTTCCAGAAACCAAAAATG



CAATAAAATGTGCGGATGAATAAAAAAAACCCTATGGTGTCTGTCTATCATCCGTTCAAA
CTCGGATATTTTTTTCCTC
>CL8249Contig1
GATGAACAACCCTTTATTAGTATGCAGAAATCCTTTGAGTATAGTTGTTCTTGCATAGGT
TGCATAAACCTTCAGATTTATTAAAAGACTTTGTGTGAAACAGATTTGTGTTGTGAGGAT
GGAGCCAANAGAAAGACAAGGTCAAACATGATTATTTGNACAATATTTACATTCTGTAAA
AAAAAAAAAGTTCAGCAGCTAATCAATTATTAGTTTAATCAACAAACTAAACACCTATCA
AAACTAATAAGAATATAACAAACATTGTTTCGATTATTTTGAATATAAATCAGGGATAAA
TTAGGTAAAACAAAACATATAATCAGGATGAGGAAGACTTTATTTAAAAGGATTAAACAC
CAGAGGAGAACTCATGTGAAAACGCAGATGTTTACTCTCTGTTGCAGCCCTTGCC
>CL8250Contig1
ACTTCACAACAAGATGAGAGTGAGTTATTTACAATGGCTGTGCAGCAGGAAGTATTAGAG
GAAGTAAGCGTTTCAGAAATCCAAATTCTTGATGCAGTTACAAGTCCTTTACTGCCAAGG
AAACAGTGATCTAAACCCATTTTGTTTTGTTTTTTTCATGCTTGATTTTTTTCGTCTCTT
CCTGTTGGGGGGGTTGTGGGAAGTACCCAGCGATAACAGTCTGAAAAGCTGAGGCTCTTA
TCCACAGCACAGCTGGTGCAGTAGACAATCCCTAGAGCAAGCATCACAACAAGAAACACA
CACAAAGGCACCAGCAGGGCCACAAGCAGCCAACCCTTGTCATGTTTCAGTTTGCCTGCA
GCAGATTCAGGTCCAAAATCTGCTGTGCTATTTGTATACCCTGTACTGCCATGTGTATTG
TTCTCAACCTCCCCTGTCACATCAGGTGCGCCTTTTCCGGTTTTAGCCCCTAGCACATCA
TCGGGTTCTTTACTTTCTCTGTTTTCATCACGCTGAATTTCATTGTCTCTCCTGTCTTTT
TGTGTTGGCGATGGCGATGTCTGATATTCACCGGGCAGGAGATCATTCCATTGACTCAGG
TGATTATCTGACCCATGAACCATATCAGGTGAAAGGACTTTTGTTGTTTCTGTCAGCCAC
TCAACATTAAAGTTGCTGTCAGCTTCAAAGTTGGAGTCAGTGGTGAACACAGAAGACCAA
GCAAAATCCGGATCAGTGGAGTCACTGG
>CL8251Contig1
CCATTGCAGTGTCGTGTCTCAGCAACAAAACACGAAAGGGGTGAGGAAGACCTGGCATCT
CACAGGCTCCCTTTTCACAGAAAGACTGATTTATATGGTTGTTTGAACGAACACACTCGG
TAACTCTATCTACACTTAAAAACGGGATTCAACAGCTCCGGATATGTCCTTCCTATTTGA
TTGGATTTATAGCGGTTTCAATAGCGTACTACAGTTTTTAGGACTGTATAAGAAATCCGG
CAAGTTAGTATTTCTTGGCCTGGACAATGCTGGCAAAACAACGCTACTGCACATGCTCAA
AGATGACAGATTGGGACAGCATGTGCCAACTTTACACCCAACCTCAGAAGAGCTGACGAT
TGCTGGCATGACTTTCACCACCTTTGACCTCGGAGGTCACCAACAAGCCCGCAGAGTGTG
GAAAAACTACCTCCCTGCAATCAACGGCATCGTTTTCCTGGTGGACTGTGCAGACCCCGA
CAGGTTGACTGAATCCAAAACAGAGCTTGATGCATTAATGACAGATGAGACCATCGGAAA
CGTGCCCATCCTAATCCTGGGCAACAAGATCGACAGACAAGATGCCATCAGTGAAGAGCG
GCTGAGGGAAAGGTTTGGATTATACGGACATACAACAGGGAAGGGCAACATTCCCCTGAA
GGATTTGAACACGAGACCACTGGAGGTGTTCATGTGCAGCGTGTTGAAGAGGCAGGGTTA
CGGCGAGGGCTTCCGCTGGCTCTCCCAGTACATCGACTAAAGCAATTAAGGC
>CL8252Contig1
CGAAAGTCCTTCTCGCACGTCTCTGACAACACCTGCACTTCCACAGCTCCAAAGCTACAC
ATGGGACACAGCCACGCCTCCTCGGCAGTCATTGGCCTCCACCATGGAGATGACTCCCCA
GCGCTGCTCATCGCATCAGCAGTCAGTCTATGAGCTCTCAGACAACAGGCCAGAGTGCAA
ACCCGAGCATGATGTCTCAGCAGCAGCAGCAGCAGCAGCAACAACAACAACAACAACAGC
AGCAGCAACAGCAGCAAAGGCAACACCAACAACAGCAGCAACAGCAAAGGCAGCAACAGC
AAAGGCAGCAACAACAGCAATCTCACCACCAGAGGCACCAGCATCAGCTGAAACCACAGC
CTCAGAAACAGCCGAAATCCTCCTCATTGCACAGGCCGGACACAGTCAACAACCAGCAGT
GAAACCTGCAGGTGGAAGAGAAAAGCTGGGAAATAGGAACTCTTATCAATCTGCTGCACT
CGTTTGTTTTGGTTGTACAGCTGCCTCAATTCTCCTCTCCCCTTCCGAAAGCTTCTCCCC
ATGTTCCTCTGAATGAAATGAATCCTTCATAGGAAAGTCAGTGAGTCCACTCACCAAAGA
CTGTTGTTGTGGATACAGGATGGAAATAACAACACAACTTTCATCCGATGCAGGAAAAAA
ATTTAAAAAATGATCCATGCATCTAATTGGAACAGTATGACCGC
>CL8253Contig1
GGTTAGCTCTGTAGCCTGGTTTACACTGCAGTGCATCTCTATTATGTTGATAGAAAAATA
AATTAATGAATCAATTGGAATGTTTGCATTGCCTCTGTCATGCCTGCGTCTGACATCCGT
CCCTCTGCAGCTCAGGCTTTATGCATCAGTTTTATTTCCAGTCCTCTGACGTGCTGATTC
CGCAGTCAAAAATGGAGAAACGTTAAAAATAGTCTTGGACGTTGATTGCATGGGTGGCAG
GACAAACCACTCCACTGGAAGCCGGGGGGACGAACCGTAAAGCGCAACAGAGACTATGTA
AACTAACTGACGATCATTAAATATAATGGAGAAGCACTCCAGACAGACCCGTGTAAATCA
GGTGTGTCACTTCACTGCCACAAGGCCCTGGTTCGAATCCCAAAAGGGTCCTTTCTGTGT
GAAGTGTGCATGTTATCCACTAAGGTTTTCTCCAGGAACTTCAGCTACCACGGTCCAAAA
ACACATGCCTCATAGGTTGATTGGTGACTCTAAATTGTTCCTTTAGGAGTGTGTGTGTGT
GTGTTTGGCCCTGCAACAGACTGGCGGACTGTTCACGGTCTACCCAGCCTTCACTGGGAG
TAGCTGGGGTAGGCTCCAGCAATCCAGCGACCCTGCACAGCATTAAGCAGGAATCAAAGA
TGGAAGGATGATTTCAGAATGTGGCATTGTAACAAGAAGAAGCAAACTTTAAGCGTAGTT



CATGCTTGTGGTTTTCTTGCAGTGGTGCTTCTATTGTTTCATAAAAACTAGCAACAGTGT
TAAGTTGGGTAACAGATGAGTTTCATTTGTTGAGCTTTTCAATGTCAGTTTTTACTGGTT
TTAGAGACTATGTTGCACAATCATACAGTATATGTGCCTAAGTTGTGTGAAACGGTGTGC
AGAGCGTGAGGCAGATCCTCCTCTGTTGGACTGATTTTTCTGCAGACTTTTTGAGACTGT
ACTTCCTCTGCAGACACCATCTTTCTGTCACAGCCTTCTTTTAACAGCTTCATAACTCAT
AAATCACTGCTTTGTCTTGTTTTCTTTATCTGTACGTTCTCTGACAAACTGCTGGTTTCT
TTTTGTCTGTGTAACCGGGTTTCCACAGTGGTGCACATGCAGTCTGCCCC
>CL8254Contig1
AATCTGTTTAATGGATAATTTGGCATGAAAAGCTTTGGAACTAGAACAAAAACTGTTCTA
ACTTCTGGTAAATAAAATAAAAATAAAACAAAAAGTTACTTTTAATACAAAACACGTTTT
TTGCTGACGTTAAAAAACATTTAGGATACTCGTAGACAGAAAAGCATAAACAATGATGAA
TTGGAAACGATAATATATCCTTTATATTTCCTTCCTTTTTCTACTTTTTCTTTTGTCTAA
ATTTAACGTGGGGATTCATGTTTTTTTTTTATCATGAAACGTTNAGCTCCAAAACAAAAC
CGTTGAGTCTAAATATGACANACANAAAAGTCCTGGAGGTCGCAAATGCTTTGTTATTGA
AATCCACTTCATGAAAAAGCGGCACACAGCAAAAAACAGGAAACGACCACANACTTTGTG
ACATTTTAAGGCTGAATCCTTTAAACNCACATTGATNAAAAAAAAAANTAATAATAATAA
AANTCTNCNTTTNAAAGCNCCANCCGGTNCCNGTNNGGTTAAAG
>CL8255Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTGTACTGGTACTTCTGGTCACTTGGCTCTGACT
GGGATTTTTCTTTTTCTGGATCTGCATTTTGCTTGTCCTCCTTCTCCTCCCATGTCTCAT
CTACTGCTTCTGCGGGAGGTTCAGCTGGAGCTGGAGGGTTGGCCTGAGTGTGTGAAGGTT
CAGGAACAGGCTTGGCACGCTGCTCCTCGGTAAAGGCATCCAAGAGGTCCCCAATGGCCT
CCTTCTTATTGAGCTCTTTCATGTTTTTCTTCTTCTTTGGCACAGATGTAGCAGTTTGCA
TAGTAGATTCCTCTGGGCAGCTGACCGAGGCAGGAGTGTCGTCCACTTTCTTCTTTTGCT
CTTCTTTATTGTCCTCCTCCACCTGGGCTGGTGCGGCGGATTTCACCGCAGGTGTTGATT
CCTGAGTTGGAGAAGTGTTGGACTCGTCTGGGGATGTAGTGTCTGAAACTGGAGTTTTCT
CAAACAGTTCTTCAGTCTCCTGAGGAAGGCCATTAGAGAGAGGAGCTGCTTCTGCTTCCA
CCTGTGTGGGTTCTTGATCCGCCGGAGAGTGCAGAACAACGTCCTCAGGAGGTGGAGCAG
CGGGCTCTGGTTCAGAGGGGGGAGGAGGCTCGGAGACTTCAGCAACTGACTTCGCTTCCA
TTTCCTCTTCAGCCACGTTACCAGGAGGAACTGGAACCTCAACTGCAGCCGCCGCCTTAG
TGCTACTCACTTGCTCGTCTTTTTCTGATTTCTTAACGTTTTCTTTCTCTTCTTCATTTT
CTGGTTTCTTCTCAGGTGAAGCAGCTCGTGGCTCTTCAGCTTCCACAGGAATTTCTTGTC
CTGCTGATGGCTGCTGCTGCTGCGGCGGCGGCGGCACGACTGGGGAATCGACCGTGTCGC
TAGGTTTGTCGCTCCCTTCTTCTACTGCCTCGGGGACATCAGCCATAGCGGTAGCTTCTG
GAGCAAGGGAAGGCGCAGCTTGCTGGAAGTCTTGGAGCGTGGACGGCTCCTCGGTAGCAG
GAGCAGCGACAGGCTGTGCAGTTATGTCAGTATGTTGAGGGGTCCTCCTGTCCACCTCCT
GTACAACCTCTTCTATGGCTTCTGTGGCTGAAGGTGAAGGGACTGCAGCACTTGCTGGGA
GAGACATGCTTTCTTCTTTTATTGGGTCTGCACTAACAGGCGGCAGAACTTCACCGTTGG
TCTGAACTGGATTTGTATCTGGTGCAGAGGCCTGTGGGGGGGTTGGGGTGGTGGTAGACC
TTCCCC
>CL8256Contig1
GCTGAAACGAGTGAATGTGTTGTGTGTGTGGGTGTGTGCTGGCTTTGTGTAAATACTGCA
TATAGATGTGTATATATGGTATGTCTATGTGTATATACGGTTTGTATATGCAGAGTGTAC
AGTTATTTTTTTCCTCTCATGTTTCTCTCTCTTTCTATGACTAGGTCTTCTCAAGTTACC
AGTTCTGAGGCACGAGCAGGTTTTTACATTCTCACAGCGATGAGGCACTTTTTCTGCAGA
CTTGTAATATAACTTGTAGTCTGTCATTTATTGCTACATATTTGAAGCTCGAGACATAAG
ACATAACTCGACTTTAAGCTTGCACTCGTTTTCTGATCAACTACAAAACTTTTCTAGGTA
GATTTTGGGTGACCAAGCAATGTTTGTACATAATCCAGACCCCTGGGAACTTTTCGTTTC
TTTCTAGAATTTCTCAATCCTCTATGAGTTTCTCCGTTTTATTACCTATAATTTATGTTC
GCAGCTCGGATTTGCAGAGGTATATATATATATATTTACTCTTAGGTATTTCTCCCTAAA
TTCTTTCTCGTTTGGAGGCGTTGGGCCCTTTTAATGCAGGGGTGAACCCTGCGTGAAAAT
ATGCCGTCGTTACTTCACACTGCTTGTTTTTGTATAGGTCTTTACTAAA
>CL8257Contig1
GGGGGGGGGGGTACGTGTCATGTGATTGGGGAGGGGGGGTTCCCACACTCACACCGCCAT
CATTCTAACACTTAAGGCCAGAAATCCTTCAGATGATCCTAAAACCATGACAGGAGCTAA
AATCCTGGAGCTTCTCAACATCTGCATGAGGAACACGGATGTTCTGACAGCAGCACACAC
TTTCCCTTTAGGAGGCCAGAACCGCCGCAGGCCCACCAGGCCGGGGGGAGACACCTGCTC
AGCTGACATGACAGCGGCAGATCCAGAAGAACCCGTGATCTCTTCACGGACCTGACCTTC
CTCCAGAGCGGCGTTCACACGCTGGACGGCCTCGGAGCGGAGCTGCAGTCTTTGGGAGAA
AAAGTTCTGATGCATAAAAGAAAGTCTAAGAAACGGATCAAGTCTGGAGTAAAGCGTCTG
AAGAAGCTCCTGGAGGAGACGTTCTTCATCATTTGGACACATTCACTGATAGCAGAGTTC
AGGCAGCAGCCATCAGACCCTCAGGAGGTCTTCATCGCTGTCTTCCTCGTCTGCTTTGTG
GCGGTTTTTCCCCAACGTGAGGCCAGATGGGGGGGGTTTGCGCCCCTTACTCTTCCCATC
CGAGTCTTCCAGGAGGCCGACCAAGTCTTCGTCGCTCTCCTCCTGCAGGAAGGGGCTGCG



CTGAGGCGCGGAGCTCCGGGACGGCTTGTGGACCCGGACTCCGGGGATGCTCAGCACCTC
GTCCTCGCTGTCGTCCTCCTGCTCGTCCATGGAGAACGGCCGAAGAGCGTCGGTGTTCAC
CCGCTTGGTCCGGACGTGGCCGTTGCTATGGTTACTCCTGTGGTGCGCGGATGCGGAGGA
GTCGGGGGCGTC
>CL8258Contig1
TTCGGCACGAGGAAACAATGAGAAGCGAAAGCAACAACTTAAAAGACGCGCCGGCAGCAT
GGAAGCTGCATCAACGGAGTTGTGTGAGAAAGCCGTGGCTGTTGCTGGCCTGAAGCCGAC
ACAGCCCAGCGCGGATACCTTTTTCCACACGAAGCTACCACCGTTTTCTGTGAGAGCACC
GGCNATAACAAACGGAAAACAAAACGGGAGGTGGAGAACGAACGAGGGATTTCGGTTTTT
ATTGAATCCATTAGAGCCACGCTTTGACATTCCCTCTTGGAAATACTGAAAAAAGGATCC
CTGCGCTGTACGGCCAGACCAGAGCTACAGTTGAGATGGAAACGGAAGAAAGAGGCATCC
CTGCCCATGGACCCCCCTTCTNCCTCTGCGGTAGACGAGCAGCTTGACGCTAAAAGCCTG
TGGTTCTCCAGAAAAACATGAAACATACATCGCATGCAGCTTGTCCCCAATCGTGTTGTT
CACAAAGATGTTTACTTTTGGATGCACTTTAAGTTCTTCGTGTATTTTATCCCTGGTCAT
TTATTTTGAAAGCAGTTTATGTCTTAAATAACTTAAAGGAAAGGTCCTAGCTACTTGATT
TTTATTTTTCTGGGAGAATTTTATTTTTGTTTACTCCACATTTACACTAAATCGTGTCAT
TTATTTTTAACAAAGACGATATAATTTGTTCACAGAATTAATATCTGATTAACAGCTATT
TCTTTTAAATTAAGAAATGGCTATGGTTATGTTTTTTAAAAGTTAATAACAATGTGTCTG
GCATCTACTTGACTTATTCATTTTTTATCCTGTTTACAGCAATTTTGTACTAATTAATGA
CACTGCTGTTCATGTTCACTATTGTTTAAACCAAATTTTACAGATATTTCCAAATGAAAA
TTGTCATTGTTTGTCAAAGACAGAGTATTACTGATATCAGCAATGTTACACAAAAGTCTG
TTATTCATTACACCAAATAGGACACAAGTTGTTCGTTATCATGTTAAAAAA
>CL8259Contig1
GGGGGGGGGGGGGCAGATCCACAGGATCAAAGGTCGCTCGGGTCCATATAAGTCCAGAAC
CATGACTGAGCTTCACTCTGGGAGAAGAGGCAAAAGAATGCAGAACCACACCTGGACCCG
CCTTCTCCTGACCCGCCCTAAAGGTCCAGGAGGAGCTGAAGCCACGGCGTGGGGGGGTTC
AGCACACCCTGAGGAGCATCTGCTGTTCCTCCTGATGGACAGACAGGCGCGTTTGAGTCC
GGTCTGGTTATCTGGGCGACAGTGGCGCCGCTGTGGGGAAGGAGGCGGAGTTCCGCGGTG
AGCCGTAGGGCGAGGTGGGCGAGAGGCGGCGGGGGCTCGCCAGCAGGTCGCCGTTGTGCA
GCTTCCACAGCAGCTCCTCGTTCTCCATGGACAGCCGCTTGTTGACCTTTGACTCCTTCT
GGAGCGTCTGTTGCAGGAGCGCCTGCTCCGTGGAGAGCTGCCTGGACAGCGCCGCATGCT
TGTCCATCCGGGCCTTGTAGTCCTCGTTCTCCTGCTGCACCTTCGTCAGCGTCTCCTCCA
GCTTCACCTCGTGCCGAATTC
>CL8260Contig1
ACAAACCAAAAACAGATTTTAGAAAATCAAACTTCAAGAATAAACGGATCCAAAAAATAC
TCTTTATTTTTATATTTTTAAACCAAAGTACTAAATGGAATTTTTTCCCCCCTCATTTTT
ATGTCTGCTGCTGCTGCAGAACATGTTGCTCCCAAAAGCGCTGCGCCCCCCGTCGGCAGC
TCCATCCCCACTTTAGTGAGTCGAGTCGTGGACCCCCTAAACGGGGCGGGATCAAAAAGA
CCCCACTCCCCTTCTCTGGAGGAGCAGGCCAAGCGGCTGAAGGAAACAGAGAAAGCCAGA
ATCCACATAGCTTGAAGAAACCAAACGGACAGGATTCTTTCAAACGTGGAGGCGGGGCTT
CGCTGGCCAAACGGCAGCAGGAGGAAGAGGAGGACACACGGTTGGGAGCGTTTCCGGGGT
CGGTTCGGTCTGCCTCCTGACACCGCAGGACCGACACCTCAGCTCAGATCCTTCAGATTC
CAGGTTTGAGCGCGGGGGTGTTCAGTGCTGCCATGCTCTCAGCTTTTGGGCGTTGAACCC
TCGAGCTCTGGAGACGAGGCAGAGAACTAAAGCAGCAACAGCCTCCTCTCCCTCTGTGTA
AACACACGGAAAACAAGCTGTTCCTTTCATTTTCCTCCTTTTTTCAATCCTTGCGTTTAA
AAAGATCAGTTCCTGATGCTTGCTGCTCTCCCGTCTGGAGTAAGCCGGTTTCTTTTCTTG
GTTTCCTTTGGTCCTCAGCAGAAATCTGTACAGTAAATGTTGATGTGCATAACTTTTTGT
CTTAAGAAGAGCAAAAGATCTCTGAGAAGTCTTTTGATCATTATATTGTAGTTTTATCTA
AAAATGAAAAAATAGTTTAAAAAAATTGTAAAAAAAAAAAATGTTTTCCTCTCTCGACTA
CTTGTTCNAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>CL8261Contig1
ATCAACATTCGACGGCTTGATGATGATGAAAACAAAAGTGGACCGGGGCAGTGAGCTTAC
CGTGACAGTGCCAATGCTAATGCTGTTAGCTAAAGTGACTGCTTCAGAAAACGCCGCTCT
TTCATGCCTTCCTTGGAACCAGTTATCCATCTATGATGATGAATTCGCTAATTAGACGTA
GACTACCCCCGTCGGTAGAGAGTCTTCTGACTAACATCGATCCAAAGGAGGAATGGACTG
ATTCAGAATCCGAACCAACGACCAGAGATGGGATTCTCCTCCCGTCTAGAGGCTCTGCAT
CCAACACAGAGGAGTTTCTCTCTCCAGCCAAGATTTGCTACGGGGAGGCTCAAAATAACA
CAATAACAGCATGCACGTTTTGTAAATGTAAACCTTCTCGTTATACCTGTCCTCGTTGTA
ACCTCCAATACTGTGGGTTGGCATGCTATCAGAGCCGGGAGCACACCTCCTGTTCAGAGG
AGTTTTACAAGGAGTCTGTTCTTCAGGAGCTGAAGAAAATGGGAAAGACAGAAAGTGAGG
GAAGAAGGAGAATGCAAGAGATTTTGTTGGGACTTCAACAAAAGGGAGAAATGACTGAAG
GAGGGATGGAACGTGTGCTAAAGGACGAGGGTATTGTAAAAGACAACTCTGATGAGGAGG
AAGAAAAAATT
>CL8262Contig1



AGGAATTCGGCACGAGGCGGAAGATGAAGATGAAAACGAAGATGGCGATGAAGATTCAAA
AACATCCTGTAATCAACAAGAAGAGGACTGAATAAAAATATATTTAAAAATGTTTCTTTT
GAGTCACCCTAACTATTTGGTAAACATTTTCTACAGTTCAAATAATTTTCAGAAATAGAA
TTTACAGTATCACAGAGAATCAATTTACGAACTATTTTAACTACATTCTAGGATATTTAT
TTTTCTTTTATAAACTGTGGTATCTAACGCAAAGGAAATGTAATGAATTTTGCAAAACAG
ATAAGATTGTAAATGAATGTTTCTGCAGAATGAAAATTTTCAAAAAAGTGGGTAATGTCG
GTTCTTTGCTGGGAATATAAGGTAGTGAAGATAGTTTGCCTGTATACCTTCAAATTTAAA
AATAAATGTAAAACATCAAGATCCAGAAAAAAAAAA
>CL8263Contig1
AGACTAATGGCGTCTCTCCAGTGAGAAGCAGCTGATTTCCTACCGAGCACGGCAGCAGGA
ACGGTGGAGAGGTAAACACGCCGCCCCCGGATTTTTTTCTGAAACAAGATAGCCCGCTGC
TTTGGCGCGAGGACTCTGCCACGGGCTGCACGCGCTGGGATATCTGGGAAATTGGTCGTT
CCATCAGACAAAACAACAAGCCAAGCGAACGAAGAGGCGGCGCGAGCTCCCTAAGCTTTT
ATTTGTTCCATTTCTTCTTCGTATTTTATGTCTAAAATTGATTTAGTATTTTTGTCGTCG
GTGCCTGCGTTTACCCGGGGCCTAAATTTGGGCCCAGTCGGCGACAGTAGCAGGTCAAAT
GTTTCCACCGCGATGTTTGACGGACACATAATGAGCATCCCCTCCCCAGAGATGTCCTGC
CACTCCGCCTGACTGCCTTGCTCGTTAATCCAATTCAGCAGATCATCTTCTCCTGAGGTC
ACAGCATCGAGACGGCCTACTCTCAGCCAAACAGCTCGGTGGTGGTGAAGATGACCACGG
CGCGATACCGCCCCACGTGGGAGCTGGCCGTTGACCCCTTGGTCTCCTGCAAACTGTGCC
TTGGAGAGTTCCCGCTGGAGCAGATGACCACTATCACACAGTGCCAATGTGTCTTCTGTA
CGCTGTGCCTGAAGCAGTATGTGGAGCTCCTAATTAAAGAAGGCCTTGAAAC
>CL8264Contig1
TCTCGGAAGGAGCAAGCACACATCTCCACATCTAGATGTCTTTTTTCAAAAATGTACATT
AGAGGGAGCCTTTTTGAGGGACTGAGGCAAGCTCTGCCGTAGTGAACGATGCAGTCCGCC
CCGACGTGCTCGGCAGCCACTTCATCCACGCAGCAGCTGCCATAAGAAGTGTCTCCCAAA
ATGAATGTTTTGACATTGCAGTGTTTCTCAATCTCCTCAGCTACTGCCACCGAATCTCTC
AGCAGCTCATCAGGAAACTGCAGAGCAACCTTTTGGAAATGATGGTCTGTAATGAACTTA
CAACACTTCTTTATCTCATACAAGTCATCTAGCTTCTCTGCAGGTGTGTTTGCCTTCGAA
ATAACTTCCAGCACCCGCTGAATTACAGTTTCCGAGCTGCTACTGAATGCATCAGCCATG
ATGGCAGGAAAATGCACCTTAACTTGCGTTAGCTTCAATGCTAACCTTTTAGCCAGTATG
AGACCATGAACACGGACGTTTCAGTTTAGCACGTGCGACTATGTACGTAAAATACCCTGT
ATCTGAATTTGTAATATCACTGCATTAAACTGCTCGACATGTCAAAACATCTGGGAAGGT
TTGGCACGTGTCTCCTGATCACAAATGAAGCCGCACGCCCCCGGCCATAATGCCCGGGTT
AAACGGCG
>CL8265Contig1
GCGAGCTTCAAACGGACGCTTTACGGGACGCCGGCTGCAGCACCGGCATAAAGGACACTT
TTGTCCTGCCACTGTTCCAACAGCCATTCTCTATCTTCAGGGAAATGATTCTGTCACCAG
CAAATAAATGTTATTAATACTTGAGTGGATTTCGTCTGGCTGGCTAAAGAGGAAAAAGAG
GAAAAGACAGTTAAAGGTGCTGGAAGATGTCTCTGTGGATGATCCTGCCTGTCAGCCTCC
CGGTTCTGAGCATCACTGGGATATGGGTGGTGTATGCAATGGCCCTGTACAACCAGCATG
TCTGCCCTGTGGATAACTGGTTGTACAACCAGTCATGTGAAGAGAAGCTGTATTTGCAGA
GTGGGCCCTCCTTTTGCTGCACACTAGACAATATACCTCTCATCAGTAAATGTGGGACCT
TTCCCCCCGAGAGCTGCTTCTTCAGCCTTATCTGCAGCATGGGCTCCTTCATGGNTATGG
NGATTGTGCTGCTCCGCTATGCCCAAGTCATTGAGAAGCACCAGAACTGTGTCCTCAATA
TGGCAAGTCTTTCCACGGGCTGGATCTGTGCGGCTGGACTCATCATGGNTG
>CL8266Contig1
AGGGGGGCTTTCATGCCGGTCTTCATCCTTGGAGCTGCGTTTGGCAGGCTGGTGGGGGAA
ATCATGGCCACTTTGTTTCCCGATGGGATTGTGTTTGATGACATTCTGTACCGCATCATC
CCTGGAGGGTACGCAGTCATCGGAGCGGCAGCACTGACTGGAGCGGTGACTCACACTGTG
TCCACAGCTGTCATCTGCTTTGAGTTGACCGGTCAAATCTCACACATCCTCCCCATGATG
GTGGCGGTAATCCTGGCCAACATGGTGGCCCAGGGACTGCAGCCCTCCCTGTACGACTCC
ATCATCCAGGTCAAAAAGCTCCCCTACCTGCCTGAGCTCGGCTTTGGACACATGAGCCAG
TACAACACCTTTGTGGAGAACATTATGGTCCGAAAGGTGAAGTTCATTTCTTCTCAGTCC
ACATACAGAGAAGTCAAACACCTGCTGGACTCCTCCTCACTTAAAACTATCCCCCTGGTG
GACTCAAAAGACTCCATGATCCTGCTGGGCAGCATCGACCGCTTGGAGCTTCTGGCTCTT
TGTGATTGGTGGTTGTCACCGGAGAGGAGACTCCTGATGCTGGGTCGCAGTCTACAGGAG
CAGAATCCGTGTCCAAGACACAGCTGGGAGTCCTTTGCCTTCGTGGATGAGGAAGAAGAA
GATGAAAAAGAGAAGGATAATTTGGTTCAGGAGGAGAGGAACGGCCCTCTGACCTCACCA
AAACCACAAGAGCCTTCATCAAACCACACTGCATCAGCTGCAGATGCCTGTGCCGAGAAA
AATCCTCTTCGGTCTGTGAGGGAAACGCTCCATAATCTGTTCACCTCCAACAGCAGGCGG
CTGGAGAAAGAGCCACAGGAGCCCTGTTCTCCCCCCCTCTCCGACACCATGACACCAGAT
GAGGTATGAAAAAGACAAACCTCAAAACATCTTCACATTTTTGCTGAATTTATGCTTATT
TGCAATAAATAAATACTTTCCGCTCTAATTAATAATAATTCACTTTATATCAGACTCAGG
TGCGGTCCATAGAAGAAGATGCAAATACAACATACATAA



>CL8267Contig1
AAACCTTTTTTGTAAAACTAATATTCCAATGTTGCTGTGCTGAAAACTTTATTTTTTTCT
GCTTGTAGTCAGAATAAAAAGACAGTTTTTACTTTATAGAATCAAGACTTGGAGTCAAAT
GTCTGTTTGTTTGTTTGTTTGTTTACACCATCTCCAGAGCTGCTCCCACTGAAGCTTTTG
CAGTTTGTGTGCGAGATGCTCTTTAAATCACTGATCGCCTTAAGTTGACATCTGAAGTCA
TGTCAAATATTTTTAGCTTTATTCTAACCGTGCCTCAGTGAGCCAGTACATTTTCATTTA
GTGACTGAAGTTTATTTAACACTGAAAAAGAAAATGCCTAAAATTAACAGGTCAAAAACA
ACAATGGATAAAACATGTTAAATATTAAATAAACCTAAAATTACTAAATCTTGTCAAAAT
AAAAACCTATTTTAGCTAAAATCCCGCTGACAAAATGGTGAAAGCTTCATCTGAGGAAGT
AGAACATGGTAACAGAGAATGTTCCAGAGTTTAGGAGCTTTTTTGCATCAGATTTAGGGG
AATCTAAACTATGAAATGTTTGTTGGGGGGTAACGGTTTTTCTATTTTTTATGTTTCATT
AATGTCTCCTTGTCCTTTCGGAATGGATGTTTGTTTTTCACTTTGTTGCAGCAACAGTTA
AGAAAAATAATTGAAAGCTTTTTCAAATTCATGTTTTTTATGGATCATGTCTGGGTGTAT
ACATGCTACTG
>CL8268Contig1
GGGTGGAATGCAGCTGTTCATGCAGAGTATCTCCACGACCACTGTGACTACGGCTTTGAG
ACTGGAAGCGTTCGCTTCAGCTGGGAAGCTCTTAAAGCCAAAAGGGATGCATATATAGCA
CATCTAAATCGCATTTATCGCAACAATCTAGACAAGGCTAAAGTCACTTTCATTCAAGGC
TACGCCAGGTTCACAGATGATGCTGAGCCCACCGTGGAGGTCAACGGGAAAAAATACACA
GCGCCTCACATCCTCATCTCCACTGGAGGGCAGCCTTCTGTTCTGAGTGATGAGGAAGTT
CCAGGGGCAAGCCTGGGCATCAACAGTGATGGCTTCTTTGAACTGGAGACCCTCCCAAAG
CGCAGTGTGATTGTGGGTGCTGGTTATATTGCTGTGGAAATGGCTGGCATTCTGTCCACC
CTGGGCTCCAAAACCTCCCTTATTATCCGACAGACAGGAGTTTTGAGAAACTTCGATGCC
TTGATCAGCGCCAACTGCACCAAAGAAATCCAGAACAACGGCATTGATCTGTGGAAGAAC
TCCCAGGTGAAGTCTGTGTGTAAAACGGAGAAAGGCCTGGAGGTGACCATCGTCACCAAA
TACCCGGACAAGACCAACGATGAGAAGATCAGCGTCATTGAGGAGGTGGACTGCCTTCTG
TGGGCCATCGGGAGGCAGCCCAACACGGCCGGTCTCAACATCGGTGCCATGGGCGTGGAC
ACCGACGACAGAGGACACATCATCGTGGACGATTTCCAGAACACCACTCGATCTGGCATC
TATGCTGTGGGAGATGTTTGTGGCAAAGCTCTACTCACGCCTGTTGCCATTGCTGCAGGC
AGAAAGCTGGCACACAGACTGTTCGAGGGCAAGAAGGACTCCNAGTTGGACTACTCCTGC
ATTCCCACAGTGGTTTTCAGTCACCCGCCCATCGGTACTGTGGGCCTCACAGAGGAG
>CL8269Contig1
ATCTTGGCTGATCTCTGTATTACAATTTTGAGAATAAAAGCATGAAAACTGGAGTTCCTG
TTGTGGCTCAGTGGTTAACAAATCCGACTAGGAACCATGAGGTTGCAGGTTCGATCCCTG
GCCTCGCTCAGTGGGTTAAGGATCTGGCATTGCCGTGGGCTGTGGTGTAGGTTTCAGACG
CGGCTCGGATCCTGTGTTGCTGTGGCTCTGGCATAGGCCGGCGGCTACAGCTCCGATTAG
ACCCCTAGCCTGGGAATCTCCATATGCTGTGGAAGCGGCCCTAGAAATGGCAAAAAGACA
AAAAGACAAAAAAAAAA
>CL8270Contig1
ATCTGCAGTATCAAAAACTGTACAAAGGAAAAGGCTGTCAGAATACAGACGGTTCATGTT
TCTAGCACAGTTACAAAGATCATAACAACTTTTTCCCAGCCAGATTGTGAATAAGTACTT
TTCTTTACATTAAACAAATAAGAAAAAAAATATACATTTGACATTTTGGTAAAAACTTAC
TGGACAATGAAAAGAACTTCTATAAAAAGTTGCCAGAAATTTTACACAAACTGCAAAGAC
ATGAGCACTGGCGTGCAGTAAGAAACTCTAAAAAGGTAAAATAATGATCCAAGCTAGTCT
CCGAAATGTATCCACTCTTTCTCTAGTTTGTAATCTGATGTTGAATCAGAGCAAATTATG
ATTGGCCTTGATGTACTTCAGAAAAGAACTAATGAAGGTTGCAAGAAAGGAAGATCAACA
GAGTCTCTGCTTTATCTGCTGCCATCCATGAAGCAGTAAATGAAAGACTAAAATTAATTA
GTCTTTCATTTACACAAGATTATTGTCTTCAACATCAATGCATACAGAAATAAACATCTG
TGCTTTGTCCACATGTGATATGGTAAAGTATTTTAGTGCATTCCTTCTCTTTGGTGATAT
GAAACTCTGAGCTACTCTNAGTTTGAATGGCCTGTTGCGGTCAGATGTGTTTGCCAGTCA
>CL8271Contig1
ACGCCAAAAATAGCAGGCACAATAATGAAGACCAGTAGCATGGTGAACCACACGGTGAAG
GAGATGCCAAGCAGGACACACACCAAGTTATCAAAAGGGTTGAAGAAGAGGTCCATNTTG
AAAGCCCAGGAAGGATTATGCTTCAGGTCCTTTAAATTTACATCAAAAAGGCTTGGGTTG
GGGGGGGTAGTAAAAGTCTCTGGCTCCTGGTCCTCAGAGTCCCTGATTCTTGTGTCACAA
AAGAGCCTTCATCGGAGTAACTAAGGAATGGAGCTTCTCCTCACACTGAATGGAGATGTG
GCCATCTTGATCTCCCGGACGTGTTACAGGAAGAGCATTAGCTTCATAATGAACGGGATT
CTGGAGATGATCTCATTTCAACAAATGAGTTTTGGCTGAGCTGCACTAAAAAAAAAAGTA
AATAAAGAAAAATAAAGGTGTGGGGAGAGCGCTCTCTGTTGTCCTATATGGTGGAGGCGT
CCCGCCGATGACAGATGTCAACAA
>CL8272Contig1
GTTTTTTCATTTACAAGTAACAACTAAGATATGGGCTGAAAAATATTTAACTTAGCATGT
TCCTAAGTCGTCTGTGACATTGGTATGAATGACAGGTGAAAAGTCTGTCTTGACATGTTT
GCATTTTCCAGCCCGTTTAAAATTTCAACAAATCTAAAACTACAAAAGTTTTTTTAAGTG



ACGACAAAGAAGTGGTCTGAATAACATTGGAGGGGCAATCATGCAGGCATCTTGAGTTTC
TTCTTTTTAGGTTTGACCATCTGTGGCAGTTGGATTTTAAAGGCAGTCTCGCATGTTGTG
CAGATCGGGCTGAAGTTACAAAATATTGAAAGACAAACAGAGCATACATAACCAATTTCG
ATGAGATTACGGTGGCAGAAGCACGCTGCTCTGTAATCTACATGCGCAGGGGGTGGCAAT
ACTAGCTGGGAACGCTGCTCTGAGTCTGGGAGGAACACCCACAAAAGATACTGAGTCAAA
GCTAATTTTTGAGGTATCTTCAAGTACAGGCCTCCAGTTATATCACAAGCCTGCTGAAGA
AGCCCTGAGTCTGAGTCCAAAACACAGGCATCTATCAGGATGTTCTGCTTTTGTGCAGCA
AAAATGACATTCATGAAGTTCATGTATTGAAGAGCGCAGTCCTCAGCTGCTTTGATCACC
AGTATTCTTGATTTAATCTCCTGTCCAACGTCAAGTTCTTTTGAGACCCTGTAAATATAG
CA
>CL8273Contig1
CTGATCCAGGAGGAGACGGAGGGCAGCGGCGCCATCACAGAGGTTTCCAGCCAACCAGCC
TCTGGAGCAGAAGTGGGAGGAGTTCCAGCTCAGGAAGAGAGCCAGGAAAATGGCGGTGGA
ATGGAGTCTGTTTGTGAGACTGTGAACCAGTCGGGGTCCCATGAGAGGGTCTCTGACCAC
AACCTGCTGCGAGTGGCTTACCAGGTCACAGTGAAAGAAGCATCTCAGGACAAAAAAGGG
AGGGAAAACAAGGAAAGAGCCAGAAGCCGCTCGTCTTCAACCTCCTCAGAGGATTACATC
ATCATCCTCCCTGACTGCTTTGACACCACTCGGCCGCTCGGGGAGTCCATGTACAGCTCA
GCTGTGTCTCAGACCGTTGACGTCCTTCTGAAGTCCACATCCGGGTCTGACATTCTTTCT
TTGGACTGCGGCATCAAGGACAAGGACCTGCTCAAAACCTGTAAAGACCTCTCGTCTCCT
CCAGGAAAGGAGCTGCCAGGAGCCAAAGCTCTCAAAGACATGCTGTGCACGTCTCAAATA
CTGGACCACAAGCCGCTGACGCCTGAAGTCATGATGCCGTCTAGAGCCCAGGTCACACAA
AGTTTGCAGAGCAGCACTGAAGCAGATGCAGATGAAGCCAGTGGAGGACAGGGACTGCAG
AGCTCAGAGGTGTCTCCATCACAGGATGCCAGCAGCCCTGAACACAGGAAGACGGATGAG
GCTGAAGCTGCTGGGAGCACTGAGGACAACAGTCCAGGTGAAACCAGGTTTCCAGGCCTC
TGCATGGTAAAAGGAGCTCTGAGCCCGGACAAAATTCCTCCAGCGAGGACACTGATGAGC
TGAGGTTTGGGGAGCGGGCGCTGAACCAGCAGCTTCTGAAGGGGTCAGTGACCCGCTCAG
CTGGCAGCACTGACAAACCAACTCAACAGACATGTGTCTTTCAAAGACGTTTCCCTTGTT
ATGAACTGTCCGTGTTTGAATCCAGTCCCAGTTCT
>CL8274Contig1
CGAGGCCGCGCTGGCACNCTTCGGTGGTGATCAGCCTCAGCACGGGGCTGTCGCTCGTGA
TGGGCCGCTTCGTCTTCTTCAACTTCCAGCGGGAGAACGTGGCGAAGCAGGTCCCCGAGC
AGAACGGCAAGACCCACTTCGAGGCCGGCGACGAGCGCGCCAAGGAGTTCGCCGGGATCC
TCAAGTCCAACGACCCCGTCGGCTTCAACCTCGTCGACGTCCTCGCATGGGGTTCCATCG
GCCACATCGTCGCCTACTACATCCTCGCCACCACCAGCAACGGATACGACCCTCCCTTCT
TCGGCTGATCCGTCCGTCTCCCCTGCCTGCCTGCGTGCCGGCCGGAGCGGCTTTGCTGTT
GTAATCCGCCGTGTTTTCATTAGTTCTGTATACGCTGATGATGTACCATCATGAGTATGT
ATGTATGTATGTGAGATGGTGAAAAAAAAAA
>CL8275Contig1
GGGAAAAAACGAGAATTAAGGACTAAAAACTGGTTAATATGTATTGCTTTTGTAAGTGAC
CATGGTATAAGCAGGTTAATGGCCTTTGAAGTGTGCGTTATTACTTTTTAACGCACTTCG
CATCGGACGGTTCAGGCTTCCACGGCGTGCGCTGAAACGTAATAACGCACACTTCGTCGG
ACATTAACCCTTACCTAACTGTCAGTGCACTGCCTGCTGCTGTTGTTTTCTTTTCCTGTT
TTTAAAATTTTTGTTTTGTAAAAACTGTGATAAAAACCAAAAAGAGGGCACAAAGCAGCC
AGTAAAGAATATGTGCCATTGTTGGATTTTATAGTACAAACCTACAGTGATTCCAGTTTG
TTCAATATTCCCACAACCAGTTTACAGTATGCCTGTTTGAGCAGTCCTTCAAGTTTTTAG
ATGCTAGAAAGGCTTAATACTCATTAATAAATAAGTGTTCATTCAAAATCTACTGAAGCT
ATGCAAATTTAAAAGATTAACCAAAAATGTTTTTTTTATATATTTTTCTATATTACAGGC
GTTTCTCGTAATTTGATTTTTTTTCCAATTCAAATTGATTGTAGTTTTGCTTTAATCCAT
GTTATTATTAAAAATGTACTGTACATGTTCAAATAAATCCTGATGTATTTGCATTTTCAT
GAAGAACATCGTTTCCATTTTACCAACTTTCTGCAAGCCATTTATTTTTGTAAGAATTTA
CTTTCTTTGATGAAACAAAATACTGTTATTGTAACAGTACAATTCCTTAAATCGTGTTGT
CTAATATGTAACTAATAAACAAAT
>CL8276Contig1
AAGTCATAAAAACGGCATGACTTTAAAAAAAAAAACAGGGCAACAAAAAGGAGGCCTCAG
GTGTCATGGATGGTAGCTGCANAACCCCCTGACCCCTGACCCTAGAAATGAACCAGTTTG
AAGCCAGACTTGGCACATTTTCCTGCCCTGGCGTTGAAGTGTCCATAAAGGAGCANACCC
AGCGTCACGGGCCGCACGCAGGACAAAGTCCACTGCTAAACCATTTCAATTGACTGCCAG
CCCAAAGGCCANAATGCATTTCAGCATCTGTAGGGTCCATTCGTTCTCCATAAAGATCCC
ATTCGTTGANATTGTTTTTAGGTGCATCTCGGTTGATGCAGGACTTGGCTCTGTTTCTAA
AGCATCTCTACATTTGCTTGTTCTCTGCTTGAGTTGGGCTCCCCCCTGAGGTCCCATTGC
TTCCTAACTCACTCCTCCCACCTGCCAACAGCAGCGTTGCTGTGAGGAGGAAAGAAATCT
GTGACTAAAGAAACTTTCTTTAGGCTGATCCATTTGTTGAACAAATGAGTGGTTTTTCTG
CCCAGCTCTCCGTCTTCTTCCTGCAGGTCTGAGCTGCAGAGCCGTTCGTGTCGTCTTTAG
AAGTCAGAGGAGGATTTGTCTCTACAGAACTTCTTTTAAAACATTGGCTGCAGTTAAAGG



TGCAATACATGATGACTTTTGTATGTGACTGACCCAGTGCAAGTCCATGATCTGCAGCTC
CGCGCTACTGACCCCGCCCCTCCCTCAAAGCCCCGCCCCTGAAAAACAAGTGGACAGGCA
GTGCAATCTACTACTGAGCTGACTGTCAGTGTTTGTAGCCTCTTCTTATTTAAGTTCATT
AATGTTGGATCTTAACCTGATGTGTTAATTTAAAGAAGATTTTTGTAAGTTGTTTGTTGA
CAGAAAGTGACATTGCACTGACATGAAAACATGTACATAAATGTGTTCTGTAAATAAGCC
AACGAAAACTATGTATTTGAATACAAAGTGTACAAATACTGTAATTGTAGTTGTATATGG
AGTGATATTGT
>CL8277Contig1
AGATGGAGCCATGCTTGTGTATCTTTGTTTATTTATTTGAACGAGCAAGATGGAATGTTC
TTGTCTCTATAAATTGTTCTGTTTGCATTTCACCATTGATTCTTCAGTAATAGGCAGACT
TGTGTTTTACTGGTTTTAGACCAGTGTGAGAGCAAAGTACTGATTGAGAAAAAAAAGTCA
ACCATCTTTGTGAGACCAGGAAGGCCCTTTGTTGGTGAAAGCATAGTGCGTAAATGTGTG
GCTTAGTTCTGAGCGAGCATGATGAATTTTAATGTATTTACTGTTGGTGGAAAAATGTTT
TTCTTAATATGTTGGGTAAAATGTCTCGATTTAAATGTTGTTTTGATTGTGTTCAGTTCA
GAAACTGGAGTCAGAGTCTTGAAATTAGGTCACTTAAATGAGTCAGATGGAGCCTGATTT
GAACAGCAGCAACCAAATGAGCCCTTAAAATACAAGTAGCAGCTTGATAATTGATAATGG
AAGGGAAATTTCACAATCAAGATGTATGTTTCTATTAAAAAAAAATCTATGAAAGAAACA
AATTAAAAGTATTGTCAATTCTCATAGAACGCTAAATAAATACATGTTCTGAATGAAGTA
AAAGGAACTAAAACTTCCTCTTTGAAATCGATGTTACTTTTTTACAGTTAAATTATGAAG
CCATGCAAACTTACAGACTTATTAGAGTCACCACAAGATTTATTATTAGAAAGAAAATGC
CTTGAGTTGAGCTCCAAAAATATGTATTTTTCCAACCATTGACAGATCCGAAAATAAGTA
TTTTTTATTCTTGTTGAATGTTTGAGTCTTTTAGATGTTGTTGAATGATATTCATGGGTT
TTTAAAGTCTTCAAAGAGTGACATTGGGTAACTTAAAGAGCAATCCTACTGTGAAACTTT
TTCTTAAAAAAAGTTAAGGTATGAGTTTAAGCTTTTTTGTAAATACTTGTAATTTTCAGA
GTGCTTTAGGTCTTCAACCAATTAGCCCAAACAAAAGAAAAATTGGGTGTTGAAATAGAA
ACCAATGT
>CL8278Contig1
GTGGTACGTGATCTTAATGCTCACATGGTTGAAGACATAGTATGTGTTCTTCTCGTTAAA
CTTAGAATTGATAACACAGGCATCTTTTGCTCTTCCATCTGCAGTAACCAGACAACCAAT
AGGGAAGCCAGGGTTACAATACTTCTGACCATCTTCAACGTCGTAGCACCACGTCACTGG
CATGTTGTCAATAATCCAGTGATGCTGATAGTTCAACTGCATTCCCATCTTGAGAAAATC
CAGTTTGGCCACATCTTCCTTGACATCTTTCTTGTAAATCTTTGTGCACACTGCGCTGCA
TTTCACATCTTTTTTAAAAGAGAACTTGTATGGGGAAGACTCTATCCGCTCACCGAACAG
CACCTGTCCAAGGTTCTCAGATGGCCGAGTCTCCTTGACATCTTTGCAAAAGTCAAACAC
ATCATATTCATAAGGCAGAACGGACTCCACAGAGTCCAAACGATTGACAAACAGCTGAAT
CTGTGTCTGACATTCGGGAACGTCTTTTTCTTCACAAAAACTCACTGGGGCTAAACCCGG
AAGGTAAAACGCCGAGCAGGAAAAACAATAAACGACTAGCAAAATGAACAAAACAAAAGA
CAAGGGTATCCTCCGCTTCATTTTACTACAGACACCAGTTAACAATAATGTAAAGATCTT
CTAATAAAACGACTATTCTCTTTTGAAGAGAAAGTTAACGTTTAATGGCGGTTAGCTACA
GGCTTGGTCTCTGCTCCGTTTGCGGTGACTGCGCTGTGTGCCCCGGCCATAAGGCCCGGG
TTAAC
>CL8279Contig1
CACTTTTTTTTTCTCACTAACGGCCATGTGAGGAGTTCTGGCGCAGGCGAGTTTTCTAAC
TGTAGCCTCGGAGCTGATCGAGTTTCTGGAAAAAGCTGGTTTGATGTTGCAGGGCGAGAA
GTCTCCCTGATCGAGTCCACAAACCCCACGGGTCATTTGTACATCATTACAGAACTGGAG
AGGCCACAGAACAAGTTTACTTCGTTTTTTTTCCCCTCTGAAGTGTTCAGAGATGCGGAG
CCTGAAACTCCTGGAGGTCTGATCAACAGACTCAACGGAGCGACATCAACACAGGCTGGG
TGCTCAAACCCAGAGAACATCCTTTAACCCTTGTGTTATCTTAGATGACCCCCCCCCCCT
TATTTTGACTTGTTCTCCCTACCAGGCCAAAGGNGGATAAGGGNGGAAANATTTCAAATA
ACCCNNG
>CL8280Contig1
TTTTAATTTATACTGTACATACAAAAACAAGTTCTTCAGAGGTTACAAGTATTAAAATAG
TCTTGAATCTCTATTTATATATCAATGTTTACAGCATCACCCATCAAAGACATGAGATCA
GAAGTCACAATTACAGTATATACAGTACAATTACCTTTGAAACCTACAGAATTAACACAA
ACCTTTAAGAGTCAATGACAGATTTGTCTTTTTTGCTGTTAGTCATAAAGCACATTTACA
CTTTCAGATCTACTGTTTTTCTTTTGTCAGTGGAAATCAGATGAAACCAGGGTGAATAAT
TCACTCTCAAAGTCTCGAATAGAAGTTAACTGGTTAGTGTTTGGCCAGTAACCTTGCCAA
AAAACAAACAAAAAACCAACAACCAAAAAGCAAACCCCACATTCTCCTTAAGAGGGGATA
CAAAAATTAAACTCTGAAAACAAATTAAGAGAATACATGTAGAAAAATCACAATTTTAGA
ATGGCATTGTTAATCTAATTTTTCCACCAAAATAAAAGTATTAACGTGTTACGTCAAGGA
CAAACGCATGTTAAACTTAAGTTTACGAAGAAAGGCAAGAGGTTCAGTGCGGCCTATGTA
GAACATGACATGATGCAGCTGATTTATCAGTGTTGATGCGTCCGTTTTGAACCTTTCTAT
GCAAAATTCACTTCTATGGTTTTCAAGCAGTTTTTGAATTAGCAATGCAACAAACTGAAG
CAGCAGCTGTGATGTT



>CL8281Contig1
AGAGAAAACAAGCTGTCAGCTACTCATTTGATACGGTTCACGGCCCGTTTTACTAAGGTG
TAACGGTTAAGAAAGCTGACTGTACAAACCAGGTGCTATGGCGTACGCGTACCTCTTCAA
ATACATCATCATCGGAGACACGGGTGTTGGAAAATCGTGTCTATTACTACAGTTCACAGA
CAAGAGATTTCAGCCGGTTCACGACCTCACCATCGGTGTGGAGTTTGGAGCGAGGATGAT
CACTATAGATGGCAAACAGATCAAATTGCAGATCTGGGATACGGCCGGCCAGGAATCGTT
CCGCTCCATCACCCGGTCTTACTACAGAGGAGCAGCAGGAGCCCTGCTAGTCTATGACAT
CACAAGAAGGGACACCTTCAACCACTTGACAACCTGGTTAGAGGATGCTCGCCAACATTC
CAACTCCAATATGGTCATCATGCTAATCGGCAACAAAAGTGACCTAGAATCGAGAAGAGA
AGTGAAGAAGGAGGAAGGTGAAGCTTTCGCCAGAGAACATGGACTTATATTCATGGAGAC
CTCAGCCAAGACGGCCTCTAATGTAGAGGAGGCTTTCATCAACACAGCAAAGGAGATCTA
TGAGAAGATCCAGGAGGGAGTGTTTGATATCAACAATGAGGCTAATGGTATTAAGATCGG
ACCCCAGCATCCCACCACCAACTCCACACTGTCCAGTAGCCAGGGAGGCCACCAGGCTGG
AGGAGGCTGCTGCTGAAGCCCTGAGACATGCGTCCCCCTCACCCTGCCTCCCTTTAATTG
TAACCCCTCCTCCTCCTCCTCTTCCCTGCCCTCTCCCCCCTCCCTCCTTTTTGCATTTCT
ACNGAACTGTCTCA
>CL8282Contig1
AGGGGCTCTTTAGCACACTTGTGACCATTAGTCTTTACGTGATCAGCTCAGCCCTGCGCT
CATGCGGGCTTCCCGTCCTTTCTGTCGACTCGCGACCCTTAAGTTCTGACCCAATTCTGT
TCCCCGCTCAGATTCCGAACTCCAAATTGCTCTGGTGGCCCTCTTCAGTGAGATGCTCTA
CCGCTTCCCCAACGTGGTCGTAGCTCATCTGACGAGGGAGTCGGTGCAGCAGGCGATCGC
CAATGGCATCACAGCACAGCAGGTAACGGCGAGAAGCAGGGCGTAAAAACCTGCCGTCTA
CAGGTCTGAAAGCTAGTACTTGATTCAAACGGTTTGGACTGTGACTTAGTTTGACTTACT
TCACATAACGCAGTGTTTTTCAACCTTTTCTGAGCCACGGCACACTTTAACCTTAAAAAA
AATCCCGCGGCACACCAGCAACCAAAAAAAAAA
>CL8283Contig1
CCGTTTAACCCGGGCCTTATGGCCGGGGGAAAAGTAGGCGGTTCTCGGAGGCAAATACGG
AAGTGACGTCACACAATAGCAAGGACGTTTAAACGGACTTTATTTGTTTTATTTTTCCTA
GATTTGCACCCAGAGTTCCAGTTGATTCCGTGACTGTATGAGGTTTAGACTGTGCAGTGT
TATTGAATAGTTGCATGAAGCTCTGGACTCGACTCCACGCAGCAGCAGCAAAATGGAGGA
GACCAGTCGGGAGGCGGTTGCCACCTGCAGTGCAGCGCGTGGCGGGGATGCCTGCAAAGG
TCGGACCAGCTGGACAAAGTAGAGCAATACAGAAGAAGAGAGGCACGCAAGAAGGCTTCT
GTGGAAGCCAGACTGAAGGCGGCGATCCAGTCTCAGCTGGACGGCGTGCGCACAGGACTG
ACCCAGCTTCACAGCGCTCTGCTGGACGTCAAAGACATCCAGGGCTCTCTGGCTGATGTG
AGCAAAGACTGGAGGCAGAGCATCAACACCATCGAGAGCCTCAAAGACGTCAAGGACGCC
GTGGTTCAGCACAGTCAGCTGGCCTCTGCCGTAGAAAACCTCAAGAACATATTTTCCGTC
CCGGAGATTGTCCAAGAGACCCAGCAGCTGATAGAGCAGGCGGAGCTGCTGCAGGCCCAC
AGGAAGCTGATGGAGTTGGAGTGTTCCCGGGATGACCTCATGTACGAACAGTACCGGATG
GACAGCAAGAACACCAGCGACATGAACCTCATCTCCATCTACTTTGAAGATGTTCAA
>CL8284Contig1
TGCTCCATGGGGCTTTCAGGATCTTGGTCGTCTTCGTGCTCTTCAGCTGTGCTGGGAGTT
CTCTGAGGAAAGGTCAGCGCGGTTCAGCCTCCACTCTACGACCCGCGGCCCGGCTACTCT
GGCGGGGATCCTGGTTCTGTTGGGTCCAGCTCCATGAGTGCTGGTGGAAAGTCTCCTGAT
GGCAGCTGGCGGGACGCTGAGGCCGGCCGCATCGTCGCCAACGCGTGGCGTCTCCGTCCC
GACCGCCCCTTCCCACGCTTGGCCTGGACCTCTGCCCATGTGCCTCTGGGCATGGTGGGG
GAGCGCCCCCTCTACCCTTCATCCTATGTGGCCAAGTCCAACAACGGCTACCA
>CL8285Contig1
ACGTCCATACCAACGCACTCTGGCATCTGGTGATGGAATCTCCTCTGGGAGGGACCGAAT
CTCCAAGTCATCTTCCTGTATGACATGTTCAGTCATGGTAGCAGCTGCTCGGGTGCATGT
TTTCTTATGAGGGTTAGGGTTAGGGTTAGGGTTAGGGTTAGGGTTAGGGGTAGGGTTAGG
GTTAGGGTTAGGGTTAGGGTTAGGGGTTAGGGTTAGGGTTAGGGTTAGGGATTAAAGATT
AGAAATTCACCACCAAAGGCGGTGAATTTCGGATGCATGGGCCATCCTTCCGTCCAGAAA
GCCAGAATCATCCGCCCCACACTCAAAAATTAGAATAAATGGACTTACATGTTCAAAAAT
TAGGCTCTCATCGTCCTGGATAACTTGTATTTTCAATTTTGTCTCCTCTTCTTTCTTCTT
TGCAGGGACATTTCCTCTATTTCCTCAGGTAAGTAGCCTCGCCTTTTCTTTGCAGGATAT
TTTTCAGGCTCCTCCTGGAATCACTTGTTGCCCAGAATAATGCGCGATATTTCGGACTTT
CTGGTCCTTCTTCAGGTGCTGAACTGAGCAATCTTTGTTTGTATATCCCTTGCCTGCAGG
CATGCAAGCTTGGCACTGGCCGTCGTT
>CL8286Contig1
GGAGGAACCTGCGTCTCTTCACGGGTTCCCCTTCCGGCGGACAGCGAGCAGTTCCACCGG
AAACGGGACAAGCTGCTGAAGTGAGTGAGAGCCGGAAGAAGGTCCGCTGGTCTCTGGCAG
AAACCACAGCCGCTCGTCTCCACAGGAGCTCCAACCTGAGCAACAGCAAGCTGAAGGTGG
TCTGCACCGTGCTGGACCTGGAGAAGAAGGGCACCCACGCCGACCTCATCCACAGGATCC
TCAGCTTCCTGCTGGCGCCCAAGAACAGCGGCAAGCGCCTTCCTGTGAAGAAGAGGAGGA



GGTCCAAGAAGAAGCTGACCAGTGAGGACTCCAAGAAGAAGAGCAGGCCCAGAGAGCGCA
GCTCCTGCAGCCCCAAGAAGTCCAGAACAGGAAGCAAGTCCAAAGCCATCGTCATGGACT
CCAGCAGCGACGACGAAGACGAGGACGAAGACGAGAAGACGGGAGCTTCGGCTACGGCGG
CAGAGTCTGACGGAGAGAAACCTGCTGATGAAGAGGAGCAGCCCTCAGAGAGATCAGACA
ATGAAGAGCAGGTAAGTCAATATTGATTGACAGCAGAGACTGACCAATCACAGAGCAGCA
TCCAGAAGTCATCTGGGTTCACCAGTCTTCCAGGTCGGACTCGGACCGAACCAAGAAGAA
GACGGCCAAGTCCCAGGAGACGCCAACAAAGAAGAGGAGGGTGAAGAAGAGGAGCTCAGA
GGAGCTGGAGCAGCCCAGAAAGAAGAGAGCCGCTCCGCCACCGTCTGCAGCCAAAATCCA
GAACGCCTCAGACACAGACTCTGAAGACGACCTGCCGCTCATCAAGATGGTGAAGACGAG
TCTGAGCGACGCGGAGCTGAAAGAGACGCTGCAGACGCTGCTGAGAGACGCCGACCTGGA
GGAGATGACCATGAAGAAGATCTGCCAGAAGGTAGGAGGCGGACCAGAACCTGCCCGTGG
TTCTGTCTGGGCTAACAGGTCTGCTTGTGTTTCAGGTTTTTGACATGTTTCCAGAACACG
ACCTGAGCAGCAGGAAAGACTTCATCAAACAGACCGTTAAGGATATCATCACATGAAGAT
GCAGAAGACCCCCCCTCCCTCCCCCGCGGTCTTACTTTAGTGCTTTTTTTACC
>CL8287Contig1
TTCNGCCGAGGCTTTTGAGGATAGACCGCGAGGGATTTGTTTACTTCCAGGACCGCACTG
GAGACACTTACAGGTGGAAAGGAGAAAATGTGGCGACCACAGAGGTGGCAGATCAATTGC
TCATGGTGGACTTTGTTGAGGAGGCTAATGTCTACGGCGTGAAAGTGCCAGGACATGAGG
GAAGGATTGGAATGGCTGCCCTGAAGCTGAAGGAAAATATGGTGTTTGATGGCAGAGCTA
TATATCAGTGTGTCAAGAGCAACCTGCCCGGCTACGCCAGGCCACGTTTCATACGCATAC
AGGATGCTCTGTCAGTGACTGAAACGTTTAAGCACATGAAGGTGAAGCTGGCCGAGGAAG
GCTTCAATCCCGCTACCATCAAGGACCCCCTGTACTTCCTGGAAGACAACGAAAGCTACA
TATCCATGACTCAGGAAATATTCGACTCCATTTCAGAGGGAAAAGTCAGGCTTTGAATAT
GATTAGCATTTATTTTTTTTATTTTTTTTCAACTGTATATATAGATTTTTTTTTGGCTTG
GGATGACACAACATAGGTATAATTCAAAACATCTCTTCTGTACACATATGCAGAACACAC
GTTATAAACTGGGTTTCAGTTTGTGAGGAAAATTTGATAAAAGACTTTATGAGGAAAATA
CCTTTTTAACAACTAAAAGAAAAAATACCATGAAATACAAGTTTTAGCACATGTTTCAGT
CATTTAGTGATGATCACTCTCATAAAGACAGCGCCGCCTGTGCAGAAGCAGAAT
>CL8288Contig1
TTTTTTTTTTGGTGAAGAGTTTTTTTGTCGTATTCTTTGAAGTTTACTTTTTTTGTTTTG
TTTTGGACGCCACGGAGACATGCTAGGCAAACGATGAGCTAACAGGCATGGAGATGTGTT
GCTCCTAGCAGTGCTAACAGGGGGAGCAGACAAACCCTAGTGCTAAGATCAGTACGGTTT
GCTGTCGTTCTTGGAGCGCTTCAGTTGAACCTTCAGCCTCTTCATGCCGATCTGAAAGCC
GTTCATGGCCTGGATGGCTGCCTGTGCCGACACGGGATTGTCGTAGCTGACAAAGCCGAA
GCACTTGCTAAGGTTTGTCTGTTTGTCGATGAAGACTTTGGCAGAGACCACGTTTCCAAA
AGGCATGAACATCTGCAGAATGTCCTGGTCTCCAAACTCTCCTCGTGCCGATTCGGCACG
AGG
>CL8289Contig1
GTCTCCTGACCAACATCTGGACTCCCAGCAGAGGCTGCATCTCCTAAATCAGCTGTTCTG
TGGTCGGTCCCGCCATCCCCTTGATGGAGCTGCTCCTCACTTTGAAGATGGAGTCCTTCT
TCTCCTTTAGATTTCTCCTCATCCTGCTCGAACTCTGCACTTCTAAGAGTCTCTGAACCG
AGCAGTGAGGCTGTGGGCTCATCGGCAGAGCGGGCTGGGAGGGTTTGGACATCAGAGAAT
AAATTAGGGCCGTGTGTAAACTGTGCCGGGCTCTCTAAAGGACTAAGCTCATGGCTGCCA
GCAGAGACCCCTGAAGATGAGGAGGCACAGGAGGAAGGATGGGTCTCTGTAACATCAGTG
GGCAGCGAGGAGCGTTGCTCTGAACTCAGGTCTCCACTTCGATCTGATGTTTCCTTCGAT
ATTAGGTAGTCCTCCACAGGGGGTCCTTCTGCAGGCTCTGCACCATTTGGCGGTTTATGG
TTCTTCTCACAGTGTGGTTCATCTGCTGTGGATGCATGGCTCCTGTCACGCTGTTGTGTG
TCTGCTGCAACAGGCCTCAAGGTTTCTGCAGCCGTTTCCTCAGAAGTGAGGATGGTCCAG
CTGTTGGCACTGCTGCTGCCAGACATGGCCCCCTAGAGGCTATACCTGTCTCCGTGGGAA
AGTTCCTCACTACAGATGCCTCCGTTTGTGTCAGGGAGGGAGAACTCATTACAGTCTTCC
CATCTTACTTCCCCGGCCATAAGGCCCGGGTTA
>CL8290Contig1
GGTCTGTGAGCGCGCGTTAACCCGGGCATTATGGCCGGGGGATATGGTTTTCAGTGAAAG
TGGGGAGTGCTGGTTTTAAGAATGTCTGGCAGAGGAAAAAAAGCAGCCCCTAAACAAAAA
CCTACAGTGTCCCGTTCCTCCAGAGCAGGGGTCTCATTCCCAGTAGGCCGTATCCATAGG
CTGCTAAGAAGAGGAAACTATGCAGAGCGAATTGGCAATGGAGCTGCAGTGTACCTCGCC
GCTGTCCTTGAGTACCTTTGTGCCGAAATTCTGGAACTGTCTGGAAATGCAAGCCGTGAT
AACAAAAAGCTGCGTATAGCGCCACGCCACATCTTGCTGGCTGTAAAGAATGATGAGGAA
CTAAGTCAACTACTTGTAGGAGTCACAATCTCAGATGGTGGTGTAATTCCCAACATCCAT
GCAAGCCTACTCCCAAAGAAGACCAACAGTTCGAAAGAAGACGGCGCTGCCAAAGATGTC
CAGTCTCAAGAGTTTTAACTGCCTTTTTGTTTTTAATTCAAGTTTAATAAAAATGTTTCT
AANTGGNAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL8291Contig1
GCTGCAGCGTCCTGTTGCTATTAGCAGCATTTTCCCTCAACAGTGGCATCAAGCACTTTG



ATTTGTTTAAATTCTGAAATTATTCTACTTCTTTAGCTCAAGCAGGAAACCCTATGGGCA
TCAACGTTTTTATTTTTTTTATGACATGCTGAGATTGTGCAGCTATAACCTCTTGGAAGA
AATATAAACTACAGTTAGCACCTGAAAATATCGCATCTTCTCCCGAAATATTTCTCTGTA
GGGACCAAGATATTCACTTTTTAAAAAATGGAATATTAGTCAAATAAAAAAGAATTGGTC
TGTTCTGTTAGCACAATTGTTTCCATTTGCTAGTGCCTTATTAAGTGATACAGTCGATAT
TTCCCACAGTTCACGCAAAGAAAAGGAATAAACTGTGTTGACTCAGGAACCCTGAAAAAA
ATCATGAGAATTCTGCTCTTTGACATTACTGTCAAGTTTAAGTGATTTGGCAAAAAAAAA
CAACATATGAGATGTTTTCATGTCACTTTTTGTGCCTTATTCCATTTTCTGGAAAACAGA
AAAGGGAATATTGCATAGATCTTATCAAAACTCTAAAGCACTGTGGCAACCTTTTGTGAA
CTTTAAAAGCGGGGCTCACTGCCAAGCTGTAGCTTTAAGGGAAACCTTACACAGAACCTG
ATCAGTGCCCAGCTGCTGACTTTAAGCAGGGAGGGAGGAACTAAACCAAAAAAATGGCAT
TACTGTTACAGATAATTTTATAATTAATGTGTGATTTTTCCTTTTAAATTTTGTGTCTGT
TGAATCCTTTATGGAATCCATGTGGCTTTTTCTTAGAAGACATAAAAAGAGAAAAGAAAG
CGAGTTTGTGGGTATGTGTGTGTACGTATGACTAATGAACGTTTACTGTTGGTGTTTAGT
AAATAGATTACTGAAAACTGAAATGGACTGATTTTAGTGTACTGTATGATAACCATATAA
TAACAACTTTTATATTTTCACTTCAAACACAAAATTGTTTTATATCACCATAAAAGTGCC
AATGTTTTTCTTTGTTTCCAATTTTTCCTTTTATTTAAAGGTTTCAAATAACACTGAATC
ACAAACAGAAAACCCCTGCTAAAAAGAAAAAAGCCACACAGGAAAAAAAGAAAAAATATA
TTTGTTCAATATATAAGAAGACATAAAAATATATAAATATATTCTTTTGGTATAAATATA
TTCTTTTGTTTTATCTAATGTGGTATTTATCAAGCTGTTTATAGCAAATCGTGAATCGAA
AGTATTTTAAATGTATCTGTCCAGAACTATAACAAGTTGTCTGATGTATAGCTCAAATGA
TCGACTTAAAAAGAGAATATTCCTCAGTGTAACCCTGGGCTATTTTGTCTTGTATGAATG
TGAACAAAATACATCCTGGTTGTCATGAACCATGTTTACAGATATAATGAATACAATAAA
AATGTCCCTGTTGAANCGTGAGTGAC
>CL8292Contig1
TTTTTCCCGCATNCTCCAAATGCTTATTTACACGGCATGCCACATCAATACAGGACCCGA
CTATGGACACAATCGATAACATGTATAATCTGCTCTGGAAGTCCAGGAGGTGGAGTTTCT
CCCAACAACAAAAAAAAACAAAAACCAAGCAGAGAAAACAGAAACTGAGCAACGTTTTAA
TCGCCAGATCAGCCGTAGAAACGGTTCTGCTCAAACCGGCACATTTCAAAGAGCTAAAAA
CCCACAGATGTCTGCCTGACGAGCCGGGGATCATCTACAAAAATCCACGAGCGAGTTCAG
TCTCAGGGTGGACTACAAGGATAGATGATCATAAAGGTTCAGGATTTACAAAATGTCGGC
GAGGAGAAGCTAGCAGATTCCACCAGTGGTTAAAAAAAAAAAGCCTGAACAACGTAAATN
TTGTCAAACAGCATCTCAGTCCTGCTGTAGTCCTCAGGGTCCTTNTGAGTGAGGAAGGTC
TCCTNTGATNTAAAAACAGGATGGAGGGATGAGGGGAAAACTGCTTACAAAANCTTCACT
TTNTGATAAAAAAGTTTTNTCGTGAGGAAAAGCGTCTTTGTTCAGTTTGTATTTCCTCTG
TTTTAGTCCATTGAATCAACATTCAAACGTTNTT
>CL8293Contig1
CGGCACGAGGGGAGGGCAGGATGGGATTCTGGAAATGTGTTGACAAACTTCCACTGTTAC
AAGGATCACAGGACACGTATGGAGACGGGATAACCTGTCAGCCCTTGGGACGTGCTAGAC
AAGTGTCTAGTTTCTGTGGTTCACTGGACAACTTTGCTATGAAAGTGCAAATATATAATG
TATTGGTGGTATAACTGCACCTGGCTTTGAATGTCCTATTTTGCAAGCTAGATGCAATAA
CACTCCTTTTTTTTTTGTAAGTCTCCAAGTTTATCTTTTTATACAGACTTTTTCTGCCCA
TATAAAAATTGGATGTTTTGATTCTGTCGTCTTGACTTTCAGTGTTTGCCATATGCTTCA
CTGAAAATAATGTGTGATTGTGTTGATAATTATTAATGAGATATCTAATGCATCATATTC
TGAATGGTGTGGGACGCTTTATTTTATTTTGTTCTGTTTTTTTTGTCTTGGTTGAAGGTG
GTTTACTATCGTCCTTGTTACCATTGTGCATTGCAATTTTATACTTAAAAGTAGAGGTTG
GACTGTGTAATCAACAAATGTATCTAACAGTACAAGCCGCATGGTGCCTTTGGGGCCATT
TCCCCAGTAAA
>CL8294Contig1
GGCCTTTTTATGGCCGTCAGTTTTTACTGCGAAAAAGATGATTCTGTACAAATGTGAAAC
CGGCGATCTACTGGCAAGGAGATTCGCTTTCGCGTTGTGTAATGCTTCGTGATTGATTTT
TATTTATTTTTCTCGTGCTAAAATAATTTTTGAACGTATTTTTTTGCGTATAATTATGTG
GGTGTTGGGTGTTGGATTATCATGGGGTGATCTTCGGTGGCGAAGCGTGGCGCTGTTGCC
TTTCTTTTGAAGCGCTTTTCCCTTCGGCAGCGTTTCGCCTGTCTGCCCGTGAAGAAGAAC
AAGGGAGGTTTAAAAAAGAAAACAGCGGTGATAATTAGTCCTGCACTCGCTGCGTTGAGA
AAAAGTTACTTATTATTACGTGCCGCTGACCAAGAATATACCTCTCGGTATTTATTTCTT
GCATCACCGTCCATTCAAAAACACTGACCAGGAGGATGGCTGACAATCTGCTGGATGCGG
TACCCCCCATGGCAAAGCGACCCAAGCTTAACTCCCCTCTCTCGGGATCGGATGGTCCAG
GTAAGGACAGCCTTCAGATCTCTCCTAATAACAGCGAGAAATTACTTTTCCTCTTATGGC
ATAGACACTCTTCCTGGTTTTAAAGAGAGCGCTCAGCTAACACACACCATTCACACACGG
GATGCACAAGATCACCACACAACTGTACATTAAGTTCCCTCCACAGGTACCTATTGGTTC
ATTTGGAATACCCTAGAATACATATGCATGCAGAAATGAGTTCAGGTAAAAGGTGACTCC
AAATGAACTGCAGAGGGACTCAACAGGCTGTTGAACTTGAGTTTTGTAGGGATACATTCA
AAAATCATAGATCACATTTTTGAGGAGATGTAAGAAAGCACTGATTTCTTTACCGGCTTT



TTATTTTGATAAAATTCCACATAGTTTCTCCGTTACAGATTTCTCATCATTCATATGCCA
TCCCTGTTCAGGTGGAAGGCACGGGGGACAATCCGCTGCATCCTTTAGGAAATGCCTTTG
AAAAGGNACACATACACTCACACCATAATACCTCT
>CL8295Contig1
TTTTTTTTTTCTCTTTCCCTCTCTCTTTTCTCTTGTCCCCCCCCCCTTCCCATGTTCTCA
TATGTGAATCAGGTAAAGTCAACGCAACCACGGTGAGTATTTATTTATGCACGGAACGGG
CGCGCGCGCATACTAGCGCGCATAAAAGCATGCACACGCGATCCCGCACACACACGTTGA
TAAACTGCAAAAACCTCACTTAGGCTCACACAGGACGCACGTAACATGCAGCCCACAGCC
AAGACACGTTCACCCACAACGCACAGCGCTTGTCAGTGTAGCAGGAACGCACAGCGGGCA
CGCGCACACGGACGGGCACACGCACTATTTAGCCTTGCACTCTCCCGGTTAGAACAGCTA
TGAACAGTCTTAACATCGTTACCTGGAATGTGCGTGGACTCTGCTCTGGGCCAAAGAGAA
TGACAGTGTTAACTC
>CL8296Contig1
TTCGGCACGAGGGAAAGGTTAAATCACTCCTCAAAGACGTTGCACTTAAGAACTTAGACA
CGAGGGCAAGTGTGTGTACGTGCGTGTGCCTGTGTGTGCTTGCTTGAGCGTGAAAGAGCT
TGTGTCTGTTTATCTCTTCACGTCTGCGTGCAGAACCCCTGTCTGTGTGTGTCTGAACAG
GTCCCGGTCTCCTGTTTTTGTGTTCTTTGTTTCAACCGTGAACGGGTGAGAAAGCGTGAC
AGATTGTTGTCTAGCAAAACAGAAAAAGCATTTATTAGTGTTGGAAGCAACTGTTACAAT
CATGTTTACTTTTGACTGGAATGACTTTTGATGAACTTGGAAAAATTAACTGTAAAGCGA
ATAAACCGTACCAGAGGTTATAACAATGATCATGATAACAAAAATAATAAGCTTACAAAG
TTACTTTTAAAAAAAAAA
>CL8297Contig1
GAGGGCGAGAACTTGGATACAGGACGTTCCTACACCGATACTGATTAAGGTTTATTTTGT
GCTCTTAGCTCATCCGGTAAGGTCTTAAAAATGTCTTTTTGTAGATTCGTTGGTGGGGAA
ATTTACAAGGATCATTTTAAACCAGGCATATATGTGTGCTCCAATTGCAACCATCCTCTG
TTCTCCAGTCGGTCCAAGTTTGCCCACTCGTCTCCTTGGCCGGCCTTCACCGACACGCTC
AGGGAGGACAGCGTCACCAAAATGATGGAGACTCTCACCGCCTTCAAGGTCCTGTGTGGG
AAGTGTGGCAGCGGACTGGGTCACGAGTTCGTCAATGACGGTCCGGTGGAGGGAAAGTCA
CGCTTTTGAATATTCAGCCACTCGCTAAAGTTCGTCCCCAATAAAGATAAAGACAAACAG
TAAAGAGCGAGATGGAAGCATCCAGAACGTGTCCCAGTGAGGGGGAAAGGTCAGCGGGTG
ACGTGGACGGGGGGAAAGGCCTGAGAAGGACGCCCTGACCACTGAAGAATCTTTGACCAG
GAGGGAGCCCCTTCCCAAACTTTACATGCCATCCGCTCCTCAAATTCATTCCTGTGAAGT
TTTTTCATGAAGCATGATTTTCAAACAACTAATCATTCCTCCTTAGAGTGTGCTTTAATA
TTCTTAACAGGAAGTGGACACAAACAAACATTTGCACAAATAATATCTATGCACTAAAAC
CCAGAAACTGCACAGATTCTTGGGTTTTTCATGTTTTTGTTGCTTATTTTCTTTGCATTG
ATCAGCTAAGACACAAAGATTTTCTCTTGTACTTCTATGTTNTGATGCTTGTTGAAAGAA
AACTACAAAAAA
>CL8298Contig1
CATTACAGGGTGGAATACTGCAGCATAACTGTCATCTGGATTTTCACAGCCATTGATAAT
GATGTCCCAGCTTGGGAGAGAGTTCCTCTCTTCTTTGCTTGTTGCCCAACAGTTTTCCAG
CACCAGTTCCAGTTTAGGGTCTCTTGACTGCATCAGCTCCACTTCAAAGTAGAGAGGCTC
CCTCAGGAACTTCTGAACTGGATAGTCTTCAGTTTGGTAGAAGATTTGATATGAAGCATC
CTGAGCTAGTCTCATTTGAACCACCAGGTGTCCGAATCCAATCTCTGCTTTGGGTTCATG
GAGTCTTGGTTGAGAAGCAAAGGAGATTCTCTGGGTATCATTGACCACATAGTAGCAGGA
GATGGTTTGCTTGTAATCAGGATCAACTGGTGATGTGTAAGCAACTCCTTTCCTGTTGAA
GTTCAGCCTGATTTCATTTTCGTACATCATGTAGTTGTCGAAGAACAGTCTAGTGGTTCC
ACACGAGTCAGCATGGAAGACAAAGTGAGCAAAGCGGTCATCAATGAATGCTGGTGTGCA
TGACTGGTCCTTCAAGGTCAGCCAGCTTGGGCTGAGGTTTGGCACAGACTCTACTTTGAC
AGCGATGGCACTGATTGTTCCATTTGAGTAGCACCTTGTTGTTGCCAGAGGGAAACTGCA
AGACAAGTAAAGGTCTCCAAGAACCCATTGATCCCGGCCATAAGGNCCGGGTTAAACG
>CL8299Contig1
CATTTTTGATAATTCTTTCTCACTGGTAGAGGACTGTCCAGTGTGGTTGAACTTTTTTTA
AAAACAAAGTGCTTCTATTATTTTGAAAACCACTCTGTTCACATTCTGACGTCTCTCAAA
TAGATCTCTACCTTTAAATGTATTTCTACATACCTTAAGAAAATTTACTCAGGCGCAGGG
GACACCCCTGTCAGGCTGTCGATTCAGCGGTATAGGGGCTTTCTCTGATTCATTATTTTT
TAAATACAACAATAAGTGCTTCTGCTGGGTTAATACAATCAAAGCTTTGGGACAAAAGGG
GAGGGGACAATCTTGCATACTTTAGGGCTTAAGGTGCATAAATTCGTGGGGTCTCTTAGA
GCAAATAAACACTAGGCTATGCTACATAGGTCAAAATCTGAGAGCACATTCTCATTGTGA
TGGTTCCGCAGTGCTCCAGTGATTAGGTTATCAACCAACCTATTGGGGGGGGGGGGATTG
TTTCCAGCACACATGCTGACACCGTTCATGCAGCAGCTGTGCCTAAAATTGCTCACAAAC
TAACGTTCAAAACATACCCGCATGCCCGGAGTCAAACTCTGAGCAGCTCCTCGCAAGACA
AACAACTCACAAGATGGCAACAAATCACATCAATGCACAACTACCATGTACAGCGACCAG
GCTTAGC
>CL8300Contig1



TTTTTTTTTTGTAGGAGACTTTTAAGGTTTGAGTTTTCAAAACAAAAATAGCCCAAAGCA
AAGCATAATTGGATGTGCTTTATCCTTGTTCACATAAATCATTAAACAGGTCTTGTGCTA
CGGAAAAAAAAAAGTTACTGTTTTACCAAGAAACGAAAGTTCACATGACAGTAAATCCAG
TAAAAAGCAATAAATGTAAGCACCACACACTTCATGTATGGGGTCATGCACTCATGTGTA
ATCTGAGAAATATGTGTGTCGGCACATTTGCATCGTTTCCAAACTAGATATCCTCCAATA
AATTGGCTTCTGGTGGAAAATCATTTCTGTGACTGCATGACAGTTTCAAATAGATCTTTG
CATGACATATGTGACCTGAAAAAACAAGTTACTGAATAAGCATCCAGAAATAAA
>CL8301Contig1
TTTTTTTTTTGGATTACTTTTTCATTTTATTTTTGAGTCAAAAAATGCAGCTTCATTTTG
AAAATGAAAAAGCATTTCTGGTTTTGACTTTGCTTTTTATTAATGCTACAGAATCGCTTC
CATACATCTCGGCCGACTGACTTCAAGGACTACAGACCGGTGGCGCTGACCTCTCATCTG
ATGAAGACGATGGAGAGGCTGGTGCTCACACATCTTCGTGTCATGGTCAGCCAGTTGGCC
TACCAGCCCGGTACCGGAGTTGAGGATGCTGTCATCTTCCTCCTGGACAGAGCTCTGTCA
CACCTGGACCAGACTGGGAGCTCTGTGAGAGTCATGTTCTTCGACTTCTCCAGCGCTTTC
AACACCATTCAACCGCTGCTGCTGAGGGACAAGTTGGTGCACATGGG
>CL8302Contig1
TTGGCCCTCTTTATTCATGAGCATCCGGAGAACAAAGCGGGGAACTCAGTGAGTTACCTC
TCCCAGTCGTCCTCCCCGCTGGCTCATTCAAATCATAACAATTAATGTTTCTGGGAGTGT
TAAATCCAAGGCGAAAAGGCGCACGAGTGAACGGGAGCAAGCGAGACAGAAAATCGGTTT
TAATGTCAGAAGATAAAGAAATGAGCAGCAGGCGCTCTCTGGAAGCGAGGCGGTGCGGCG
GGACGAAAGTGGGGAGAAGTGCCGACTTTTCAGCCTTTTTTTCTCGTTAATCTGATGGTG
GTGGTGGTGGGGGGGGTCAGAGAGTGAACAGCAGCTGGCTGACAGTGGGCTGGTCTCCTG
CATTTTGGGTCCTCCGCCACCAGTTCCTGGCAACGATAGGGGGGTGGTCACGTTGTTTCC
TGTCTCCCGCCCCCCAGACTTGGGGGATGGTCCGGCGTCTGCTACCGGGGTGTTTGGTGG
CGTGTGGCGGGGTCCCGCCGAGAAAGGATGCAGAGGAGCCAAGCTCCTTATTGGTTAAAC
ACACCTGATCCAGGTAATCAGAAGCAGATAAGGCAGGGTTTCTGGAAAACCAGCAGGAGG
CTGACCCTCGAGACCTATAGTTGGACATCCCTGGAAGAGTGTGGCATAAGGGAACCGTAC
AGCAGCACCACCCATACGTCAACTTACATGAGCTTGACAGAGGCCTACTCCACCACGCCG
CCTGACTCCACCTCTTGATGGAGATGATTGCAGCCTCCTTCCTTCCTCCAATCCCAAGGC
TGGGCAGGCAAAATAGAAGCTTTAGCAGCCCCACCTCCAGGGTGTGAGGGATCCGTTCTC
TCAGCCTGCCCCTGCTGTCGGACTTGGCTTTTAGGAGCCTGTGGAAAAGGCCCGGTTTTC
CCTTTGTTGTGGTCTTCTTTTCATGTATGGTTTTGTCTTAGTACTGTCGCTCTGGTTTAA
TTTTCACTTTAGGTTCAGTGGATAGTTGTGTTATTTCTCTTATGTTGTATTTTTGGCGGA
TGCCTTCAGTTTGTTCCCTTTACTAAACCTCATCTGTAATCCCAT
>CL8303Contig1
ACGAGGGAACTCTGTCCTTGCTAGATGACCTCCAAGGCGGCGTGATCCTCCCACACAGCT
TTTTAAAGATTTCATATGGAGCCTTATTGTCTCTCTAACCTTCTCTTTATTTATTACTCC
TCATCCATGTGTGGTCGGTCAGAGCTGAAGCTCCGCCCCCTTTGGATGTGGCGCCGCCTC
ATGCTTTCCTGTGTGAAGCTCAAACCCACAAAGGCTTTCTCTCCTTGTGATTTATGCACA
AAACAAATCCTGTTGCTGTTTTTATCTCGCTCTTCCTAAAGAGTTTTCTGATCTTGTAAC
AATGATGTACAGCCCGAGTACTAAAACTATTTTTATCACAGTATTATTTATTGCTTACTT
TCAATAAAATACTGAGACTTAAAAAAAAAA
>CL8304Contig1
CCGGGCCCACCGGCAGAATTCTGTTGCAATAAGTCTGATGGTGTTTCTGAGGAAGACGGG
CGGAGCCGGATCCCAGCCTGAAGGCCTCGCCCGGCAGTTTGACCCATGGAGATTCAAATG
CATGTTTGGAAGAGCACTGCAAGAATATTGAGAAATTTATTTTTAGAGCTAACATGTTGG
GTNGTAAATGTTGGGCTATTTAACGTGTAACCTGTGGGAGTTCTGCCTTCAGGGAGTGTA
CAAAGAAATGCTTATTGATCCAAGTCCCTTCTAAAGGTCTTCATGCTTTACTCAAATAGA
TGCCTTTAGAGACTCTGGTATTCACACAAATGCAAACATGCTATGGCTAAGAAATAACTT
ATTTTACTCTGTATATATTTTAGAAAGTGTATAGTGTAAACCAGTATTTCCCTTGTGCAT
TGCACTGTTCACATTAGGATGTATAGAGACTCGCTGGTTCAGGTTTTGCCTGATGGACAG
TCGCCCTCTTCATGCATTCCTCACAGATCCTGCTTGTTGCACCTTTTCTGCAGACAGGCT
GATTCCAGGCCCTCTTTGCTGCTGTAATTTCTGTACTCAGTTTGAAGCCTTCATGTAGAG
CGGTGTTTTTACATGCCAGCTTCTCGGGTATTAAAGGATTTATCCTCCAAANNNNNNNNN
NNNAAAAAAAAAAAAAAACAT
>CL8305Contig1
AGCATGTCCTCACAGACGAGGCAGGAGCATCGGCCTTTGTCAATACGCTACTCCTCCCCC
CAGCAGAGCTCCTACCAGCAACCTGCAGACACATCGGAGCTTTACAGCACACCTTACCGG
AACAGCCCACAGCGACTTGAGAAATCCCCACTGGTCAAGTCAAACAGCTGGAGCACACCA
CAGACGTCCTTGAACTATTCCCTGAACCCCCCGCAGCGCCACTCAGCGAACCCGCGACAG
CTACTGTCGCCTTTGTACGACGAGCCCTGCAGCCCAGAAATCTACTCCTTGGAGGAGGCT
AGAGAGCTAAGCTGGCAGGAGCCAATTCAGCATCAGCCCCACTACCACCAGAACGTGCAG
CTCCACCCCTCCTCCTTCCAACTCTGCAACCCACCAATGGGTAGACGCTGTGGGAAAGGC
CCTGCTGAGACGGACGCGTCTTTAAGGGAAGCAGAGCAGCGAGCACAGGCTGTGTTGAAG



TTAAAACTTCTGCCTGTTCCCGGTCAAGTGCAGGAGCAGATGCATCTCCCATCAAGCTCT
GCCAGAAGCAACACTCAGATGTCTTACTCATACTCACCAGATCGCCATTCGTACCTTGAA
CCCAGAGAACCAGATGACCAGGAAGTGGACTATGACAACATTTGGGAATTTGACAATGAG
ACTGGAATGATTCAGCCGGCTTCTGGAATTTCAGCGCAGTGGACAGGATTAAACTTTGGG
GCCCAAGGCCTTGGTGCCATGGCGACCCAGCAGAAATGGCCATAAAACAAAACAGTCATC
CGGCACTCGTCTGGACGTGTGCAAACAACAGATCGCTATCAGCCGGATCATAAAAGCCAA
CTCGTTCATCCAGCATTGCTCCTGGTGTGTACAGTGTGAAGCAACAAGTACCAGGAGCTT
AAGAAGTTTAAGAGTAAAAAAAAAAGGCAAAATACCATATATATATACATATATATATAT
ACAGTTTATATGTAGCATTCAGTCAAAAGCACACTTAGGTGTGATGTATATATTTTGTAT
TGCTAATATTATTTTTGTATTTAATGTGCAGCTACACTGTCAGGGTTCAGTATGCAGTTG
TTTACTAATGAGTAGGTTGTTGATTTCACTTTTATGTTTCAATTCTCTTTCTAATTTATT
GTAAAACATTCCATTTGTTAGTGTAACAAATTCGCTTTTTTAACATTTTTTTTAGGTTTA
TCATGAGACTGTTAATTGACCTGCCTTTAGCTTTTTGTAAAGATAACAATTACTGCTACA
CAGTACTGACACCCATGTGACTTTTTCACTTATTTAGTTTGAAGTGTTTATTTATATTTG
TTAATAAAATTCTA
>CL8306Contig1
GAGGCTTTGGCTTACGATTGCCTGGGAGTTGTTTTGGAGCTAAATGGTGCCCTGAGTGCC
ACTCCGTTGATCTTCATCATCCCATCAGGGTGCTTCCTCAGACTCTCCTCTGGCCGCTGG
TTCCAGGGTGAAAACCTGATTGCGTCCATTTTGATAATAATCGGGTTCTTTGTCATGATC
ACTGGGCTGATCTTGACTGCACTCTACCCCCAAGACTGCTCACATGGGGGTGGAGATGTT
TTACTGTGCTGATGCAAACATCTCTGTTACAGTGCCACCTTAATGTGAAGAACATACCTC
AAATAGAGAACTCTCGTACAATACTTGGCAAAAAAAAGAAAGAAAAGTAAAATGAACACT
TGAGAAAAAAAAAA
>CL8307Contig1
CATAAAACATNCAAACAAAGNCCTAAGAAAAAAAAANCAAAAAANCAAACAACTAANTAG
TTCTAAGCCAGNGCTGCAACTATGANATATGGCTCATGTCCCANAGGACTTTGATTCCCA
GGNGTTTTGCAGTCCAGCTNTGTCTGCGTCAGTAGTCAGCTACCGGNGCAAGCTTTCTGC
TCAGGCTGACTGTGATGTTGGTGTAAANAGGCCTTNTAAANATTAGGGGGGAGTAGTTTA
AGTTGTTGAAACCGTCCACTTTNTGTCTNTNTTTAAAGNGGCGTAGTAGGCTATACCTTC
CAANAAACTGCACTTNTCCACNATGGNGATGTGGAATGGACATGTAGCGTCCCTGTTCTC
CATGCGGTCTGCTTACTGTGTAATTAGCAAACTGGACCCTGTTCCAAAGGTCATCGTCCT
CTCCTCCCCAACCCCAAAACGCATTAGGAAATCCATTAATCTTTTTGAACTGCTTCACCG
TCAGGCCACTGACACCGCCAAAAAACTCATGATACGGAAGCATGTAAAAGTACTTGTTGA
GTTTGACTGCAAAGTGCCGTGGCATGTCTGTGCAGCCGTAGTAGTTTCTGTCATTCTCCA
TGAGGTGGTCTACATCATGGAAGATCAGACAGTCCCAGTCCAGGTCTTTCATAGCTTCCT
TGAAGCCCACGTTAAACAACATGGCTCTGTTAAATGGCTCTGTACCCTCCTGCTCTATGA
CATAAAAGGCAAACTGAAGTCTCTGCTTCTGCAGCACTGGCACCAAGTGTCTTAGAAGGA
TGGGTAAGTGTTCATGTCGGTTTCTGAAGGGGACTAGGATCGCCACCTTCCAGCGAGGTA
AACAGTCTTTGGGCTTCCAGTAGCCTCCTGGAGCTATGCTGGACTGATGCTTCAGCAAGG
ACCTT
>CL8308Contig1
TTTCCTTGCCACATTTTATACCGTAGATCAACGCTGATTTGGAACATTTGTTTAATTATC
AATAGAATTTGTGGCCTAATATTTTTTGGGGACTGTTCTAAAATAAGTTGCTGACACAAA
TTCCAGGCGCCTGGATTCTTGACTCTCCATTGCTGCCACTTCAATGCGAGCACAGTGAGT
CACTCACGAGCCACACAAATAAATAGTGTGAGGTGTTGTGCAGCTATGCTCACTCATACC
GAAAGGCGCTGGTCAAAAAGCATTGCCGGTGGAAAACCATCAAAGCCACTCGGGTTGGGA
AACCCCAGATTAGCCTCTTCTTTGCAGGCCCAGCTCCCTCTTCAGCTGCCATGAAAAGTA
GAAAGAGAGCCTCTACTACTGGCCGTTTTTTTTTTTGTTTATTTACCTTCAGAATTACAC
CCTGCTCCTCTTGGACCATGTTCCACCGTGTTTTGTTATGTTTCCTTTCAAACAGAATAT
CTACGCGTGTGGTCCCCTGCAATGTTTGGCGAACACATGCACACATACGTGCAAACACAC
TCCCCTTCAACTTTCCCCCTGTGCCAGAGGTCCCCTTTTGCCCTTCCCCCTACCCCCTAA
CCAAACATCCCAGGACAGCAAAAGGGAACTTCAAAGTGGCCGGAGGGGGTACTCCTTTTT
TCCTGGCACTTGTCATCATCTAAGGGACTGGCTGCTCTCCTTATTACTCTAATTGCTTCC
AACTGCTCCTGAAGGCTTTGATGAAGGGCGCCATGGAGCATGCTGGAAGCACCTGTTGTT
GCGCAAAGGAGCACAGGTGGCCCTTGTTGGTGAAAGTGGCGAAGCCGCGAGTGCACTCTG
TACTTAAAAAACGACTAAACGTAAAAAATAAACACAGAAGATGTTACATCTCAAATTTTG
GTAATTATGAAATTACAGGTACACTGAAAAAAAAGGAAGCATAAAATAAAATGTGGGAAC
ATGTCTGTGGAACTCTAGCTCCCTCTTGTGGTTACTTTAGAAATCCAAAAGCAGCTGTGG
TAAGATCTTTTCAAAATGCTCAATATCCACTTTGTCACAGTCCTCAGATTCAGCTTGTTT
CTGTGATCTTATAGCAGCCTCTTGTACAAAAATCTTTAACATCTCTGCCATAAGCAGAGC
AGCCTCACTGCTAAGTTTGGTTTTATCCTCCTTAAAGAAACTAGTCAGGAGTTTGCTTAT
CGTTTCCTTTCTAAAGCAAATTTCTTCGTCTTTGTCCGCCATGTTTTTACGTTTCGGGTG
GATCTTGGCGCTCTCCCCGGCCATAATGCCCGGGTTAAACGGGCGTCCCACG
>CL8309Contig1



TCGGCACGAGGGTGAATTACTCTTACTTGATTGCTTGAAATAAACCATTTCAAGTCAAAA
ATCAAATCAAATGTAAAAAAAAGGAAACTTGCTTGATCTTGTCTATGTAGGTTAATATGA
AAATATACCTATAAATGAAACCATGCTACTTGTCAGCTGATGATCAGCTGATCACCAGCA
GCTGTGTAGATCTTTATAAAAGCAGTTTGTGTCCCCCTTCTTTTTTTCCCCCCAATTCCG
TCCCTGCAGAATCGGGTGTGTTTGAGTGTAAAATGTCACCAAAAAGAATTGGTGCAGCAA
CTCTATCAAAACAATTGAAGAAGTCTTAGGTTGCCTGTAAAAATGAACCAAGTGACTCTG
TACTAAATGTTGTAAACAGCAGTGTTTGATAGGATTGCTATGCAAGAGCATGTAAGGAGG
CTTTGATCAAAAGAAGTATTCCAGCAACTCGTACTTTTATTTCCCATGAGTGATACACCT
CAATAAAGTATCGATATATATCGGTATTTTGTAATTCAATAAATATGTGTAATGAAAAAA
AAAA
>CL8310Contig1
CGGCACGAGGGCCAAATAAACTCAGTCACTTAAATTAAGAAGTACTCGTCTGCCTGTCAG
TTGGTTAAATTATTTCCTTTTTAAAAACACCTTCACTTGATATATCCAAACAGAACTTGT
CAAATTAAAATTGGGAATATTTATTTATCTCATTTTTTTAACCCTTGTGCGATCTTAGGC
ACTTTAACGTTGGGAGTTGGGTCATCTAGACCCACTAGACAGTGCTCTAAACCTTTTTTC
TTCAATGATTTGTGATCTTCACTGGTGTCCATGGATTACATGAGATCTTTCCACCTTTAT
CCACCTTTGTCATGGTAGGAATAACACGTCAAAGTAAGGGTGGGGACACCTAACAAAGCA
CAAGGGTTAAATACATCACTTATTTTTCAATCTTATCAAAGATATTTAAAGTAAGTCAAA
TTTAGCCAATGGGAAAAATTAAATTAAAAGGTTTTATGTGAATATTTGTTTGTTTTCTTC
ATGATAAGAAAGTATTCAACTGTATACTTTTACTTGGCATTTGTCAAGTAAACTGCTAAA
ATTTGATCCATAAAAAAGTCATCTGATTCTTTTACTGAAGATTATAATAATGTGGTCAAA
TCAGCTGTCCCTTGAAAATCCTTATAATATACTGCCCCCATGTGGCAGAAACGAGGAAGT
GTTTTTATACAGTAATTCTGATGGCTGCCTCTGTAAAATGTCTTATTAGGGATTTTATTG
ATTAAAATGCTTCGGTAAATAATTACAATGTTTCATGAAATATGTCAAAAAATGTAAACA
>CL8311Contig1
AAAGACTTGGACAAGCATGGCGAATGCAGACAGTGAAGTCAAAACATTGCTCAATTTTGT
CAATTTGGCATCCAGTGACATTAAGGCGGCTTTGGATAAATCTGCTCCCTGCCGGCGCTC
CGTGGATCACCGGAAATATCTTCAAAAACAACTTAAGCGCTTTTCCCAAAAGTACTCCAG
AGCTCCAAGATGCCACACGCACAGATCTGTGGATTACAAGTGCGCTAAGCCGGTGGGAAC
CGTTCACCAGAGCGCGACGGTATCAGAGAAGGCCAGCTCTGACGTTCAAGACGAGAGCGC
GGGAAGCACGGTGGAGCAGGTGCCAATGAGGAAGCGTCAGCTACCTGCCTCATTTTGGGA
GGAACCCAAGCTGACCAACGCGGAGAACGCGTTGATGAGACTTAAAGGCAGCCCCGCAGG
CATGTGTGAAGGGAGCGCAAAGGAAAAACAAAAAACGGTTCATGTTGACCCAAAAGTCCC
TGCGCCCGGCCGGCGCAGCTGTACGGATAAAGAGACCCTGAAAATGGATCTGATCTCTCC
TGTGTCTTTAAGTGTTTGCAGCTGCTGCCCCTTCCAGTACCACGGTCAACACGTTGTACA
CAGCCACATCGTTGTCCCCCACCCGCCCTTGGGACTGTGGAGCAAGGCAGCAAATGATTT
AGGGAGACCNTGATCATCTTTATGAACAGAAAATCCACACGCATGTTGTGGTCAAACCGA
TCCCGACCAAGCCTGCAGCCCAGACTCCGATCTTTAGTGTGTTGGATTAATCTAAGTGGC
ATAATAAGACACAATATAATTCGATAATTGTGTGTTGTTTACCCAGCATTTTGTTTTTA
>CL8312Contig1
TTTTTTTTTCTGCTGATGATCCTGTCAAGGCCGTTAAAAGCACCCGATGCAACAAACAAA
ATGTTGGTTGTGTCCACTTGCACCGTTTCACCTCGTAACTTTCTTGAGTTTTTCTCAGGG
AACGTTGACAATTGTGCCCTCCAAGAGTTTCAGCAAACCCTGCTGGACTCCCTCCCCCCC
CACGTCTCTTAGCTGATGGATTCCAGGCACGCTGCCAATCTTATCAACTTCATCCAGGAA
AACGATACCTTGCTGAGCTTTTTCAACTGAGTAGTTGGCATCTTGCAGCAGTTTTGCGAT
GACAGACTCGATGTCTTCGCCCACATATCCAGCTTGAGTGAGAGTGGTGCAATCACAAAT
GGCAAACGGAACATCCAGACAACGTGCCAGCGTCTGCGCCAGCAGAGTTTTTCCTGAGCC
AGTTGGTCCAAGAAGTATTATGTTGCTCTTCTCCAGTTTAATGTCAGTGTGTGTGGAGTC
CAAGACTTCCCCGCCTCTCTTCTCCTGAGGTGCCTGCTGGCTCGCCTGCTGCTGCATGGA
TGCCCCGAGAGCGTTTCCATGAGGACTGATCCCAGCGATCTGCAACAGTTTTTGTGAATC
TGTACTCATCCTCTCGTCTTCTCATCTCTAGCTCTCGAG
>CL8313Contig1
CCGGCACCCCCACGGCTAACCGTTTTGTAGGCCTGAGCCCCAGAGATCCCGCGTTCCTGC
ACCAGCAGCAGCTGAGGAAGTGTGACTGGAGCGTGACTCAAAACGGCAGGCATTATGGCC
CCAGTGCCACTGACGACACTTTGGGGATTACTTGGCAAAGTCCTGGTACCTGGGCGAGCT
TAATTCCATTCCAAGTGTCCAACGGGACTCCGATTCTGCCAACAAATGTACACCAAAACT
ACAGCATAAACATCATTGGTGAACCCCTGGTCCCCGCTGAGACGGGGAACTGAGCAGGCC
CCATCCCCGACCCACCCTCCCTCTCCTTTTGGGGGTAGGCGCGGGAGCGTTTTTGGCGGC
GCGGAAACGAGCACTACAGGCGTGGACGAAACCAGCAAAGCAGCCGGCGCCGCATGGCAT
CCCCCTCCCTCCTGCTCACCTAAACTCTACAACATACCCCCTCCCCCCTCCGATCCTGTA
CCTACTCCTGATGACGGACGCCGGTCCTGAAGTGAAGACGAGGGACGGCTCANAGAGGAG
GACGCTTCAGGTCTGCCGTCTCCCGGCGCACACCCACCAGTCAGCTGTCGTGTTTGCAGA
ACTGTCGGATTCATTCAGATACTGTGATGTATAGATGCCTTAATGTTTGATTGCATGACA
CTCT



>CL8314Contig1
TTTTTTTTTTATAGATAAAAGATATTGTATTTAAAAAAACTGGATAAAAAACAGTAGTTA
AACTGATAAGAGGAGTTAGAGAGTGTAAAATATAGCACATATTCTCATCTAATAATTGCC
AGTTGTCTGGACATTTTTCATTATTCTGACAGCCATGTGCACACCATCTGGACATGAGAT
TACACAAGGTTGGTTTTAACAACATAAAAAGCTGGAAAAGCTTGATTACTATCATTTTAA
ATATTTGTACTTTTAATATTTAAAAAAAAAATTGTACCGTTTTAAATTGTATCAGTGTAA
AGGCAATAAATTGTAATGAATAAATGTTTTTCTTAGAGGAGGCAAGACACTGAAAAACAG
AGAGCAGGAATCTCTACACATCAATAAAGGCAACACGCCGCAAACAGTAGGCAGCCTCAG
CAGGAATGTCTCTGGCATTAATCTCATTGGCATCCAAACGCAGCACTTTTAGCCTAGAGA
AGTTTGTCATGTCAACTGTGT
>CL8315Contig1
AATAAACAAATGTAATGATTTATAAAACACAGTGACATAGATGTTGCATGAAGACATAGA
TGTCTGAATGCATATGCGTTTATACCCATACAGCGACATTTACATGTTTACTTCTGTGAA
AAGCATGGCTTTATAAGAAGCCGCAGAGTCTGTCAAACATGGTTGGATTCCTGTTGCTCA
GGAAGATGAGCTCTTTCTTCCCTTCCTCTGTTCGACCTGATGGAAACAAGGAAACCAAGA
CATGAAAATAAAATGACAAATAAATATTGCCATATTACCTTATTTCATCACTTACTCTGT
GGATGCTGCAGCCAGTTACGCTCTGTATAGTAAAGGTAACAACTCTCAAACTCCTTCTCG
CTGTAGTTGGGAACTGACAGAGGGATGAAGGGATCCATGCTGTCAAACCCCCTCTCTCCC
AGGAGCTCCTGAGGTAAGTAAGCAGACTTTGGAGTGTAAAGAGACCCCGTCTGAGACAGA
GTGGTGATGATGGCCCCTCCAATCCAGTCATTTTTTAACAACTTCCTCAGGTTATAGACC
AGTGTGAGTTCTTCTGGATCCACAGCGCTCTTATCCTCCTTCTTAATAGTAGACTTTCCC
CAAAGGGCATTGACACCATCCACTGCCACAGCCAATCGGAAGTTGCTCTCGGGATGCCCG
CTTTGCAGCCTAAGCTCCTTCATCACGGCTGCTACCACATCACTGCTGCTCTTCACACGG
GATGTGCCTTGATCCACAAGTTCCC
>CL8316Contig1
TTTTTTTTTTATTCAGCAAAGTTTATTGTTTATATTAAACACCAAAGGTTTAGCCAAACA
AATGTATTTTTTATTCATGTTTCCAGTTTTTCTAAACCTTTAACAAGGGGTTTTATTGAA
CACTATTTTTTGTATAGTATCATTTTTGGGGACTTTTTTTCCCTTAATTATCAAAAGTTT
TACTAGTGACTAAATCTGATTCAGATTATGCAATTTATGTGTTGAAATTCAGGGTGGGCA
TAATATTCCTGCTCTCCATCTGTATCAAAATCAGATAACATTTGATCAAACATTTTGAAA
TGAATAGAAAACCACTGAACATTTTGTAAAGAGCTTATGGGTCAAAAACCTTAACAGGAA
ATGAAGCAAGAGGGCCTTCTAGGTGGCGGACATCTCAATTTTGTAGTAAAATAAAGTAAA
AAGGGATTTGTGCTTTAATTTACAATTGAACCAAAAACAAGAGCAATACCCAAC
>CL8317Contig1
ATTAAAATAATTATTAAAAATGACACTTGTATTAAATAATTACATATTAATATTAAGCTG
CGAAAGTGCAAAAACATGTGATCAACTATAAAAAACATGTACATTTAAACGTTAATAAGA
CGGGGGCAGCAAATGCCACCATAGCAAACAAAAGAGGCCAGAGCAAGTCTTCCGTCTTCT
ATGGGTCTTGGGGCTCCCGGGATTTTGAAATCGTTTATAGGTTATTCTAAATAAAGAAGC
CAATGAAGTTATCAGTTAATACAAAATAGTTATTTAATGTGTGTGATTGTGTAATTGTGG
CTCTGTGACAGACTAGCGTCCAGGGTGTCCTTAGCCTTTGCCCACAAGTGGTTGGATAGG
CTCCGGCAGCCCGTAACCCCGAAAGGGACAAAACGGATATGAAGAATGTATCAATGAATA
AGAGAACGAATTTTATTGCTGATAAAAAGTTAGAAATTAAAAAAATGTTAACATGTAAAC
ATCAAAAAATTAAATAAATAAAAACAAATTGCTTAAGAGTGGCGCAGAAAATGCCATAAA
ATTACGTATGTCGCCCCAAGCAGAAGACAACAGATCACATCTTCCAGCCTCGGTGGGCGG
ATCCCAACCTAAAGACAAAATAAAAGGAATCAGGCATCAATTTTAATAACAGAAGATGAC
TGACCACTGCTAGACCCTTAAATCTGCCGGCTCTCTCTCGGCTCTCGGCCGGTGTTCTTC
CCTTCCCGGGAAGGATCAAAAGGTAAATCAGAGCGGAGAAATGTGAAGAGTCCAGTATCA
AGATTTTATGAACGTTTTTAATGAAATTTAAAAAAAATAAAGTAATCATTATAACCAATT
TTTATGGCACCTGCCGGTACCATTTGACAAAGAGGAAGGCTGATGCTATGGCAGCCCCCG
CCAAACAAGTTATCACCAGCCCTCTGACCCCCGTGGCTGTTGTAGCCGGACGGATGGGAT
TCTAGAGACAAAAAAAAGCAATCAGGCATCAATTTTAATAGCAGAAGAGGACTGACTAAT
GCTAGACACTTACGTTCTGCGGCTCCTCCCGATATTGAGTGAAGGTCAGGCTAAACAAAG
TAGACAGTGAAGTTATCAGTTAATACAAAATAGTCATTCCAAAATGATTCACCAGAACAG
GGCAGAGGCTTGTGTGACACATCTGATGTTGTTCATGCCCTAATGAATCAGTGAAAATGA
AGACACAACAAGGACAAACAATGTTTGGAGATATGTTTGTATGATTATAGAAAACAATTA
GTAAAGATATGGAAGCGATTGTAAAGTCAAAACCAGAAATGCTTTTTCCTTTCAAAA
>CL8318Contig1
GACGGTTTCATTTTTTTAATTTCAACAGTTCATACAGAGGCATTTGTTTTATATAAAAAC
CTACAAAATGGCATGAAATGGTGGTTTGTTAAACCTGTCTGCATGTAAGCGATATGTAAA
CAAATAACTAAAAAAAATGATAGACAAAAGAACTGATATACAAGTAAGTATTTTTTTATC
CTAAGAGGATTTTTGAGGTAGACTCGCCTCTAGAGGTCAGGTGTGAGTTGTCCTCAGTCT
AGAGAAG
>CL8319Contig1
AGGGTTTGTTTGTGCGTGCCCTCTTATTTATTTATTTATTTTACAGTGCATTGTGTTCTG



CGTCTTGATTGGCTGTTGACCTTGTCAATCAACGTGTTTAGTTTGCCAAATTGACATAAA
TCTTCGATCGCGATCAGATCTTTGGTTTCATCTTAAACCTGGACTTATTTTTTTCTATGA
AGGTTTGAACTTTGGGAATTTAAACAAGAGAAAGGTGTGAAAAAATGAATGTCTCTTTGA
GAAAAGTGGTTATATAGGGGGTTTAATGCCTTAAAATACTTAAGGCAACACTCATGTGTT
CATTAGTCATTCAGTAATATGTGTCATAAAATAAATTACTAAAGCTAAAACCATTACTTT
AACTGACTTTTCCTTTGAGCATTCCGTATATACCATTCTCTCAATTAGCTACCAACTTTA
CTTTAAAAAAAAAA
>CL8320Contig1
TGTTGTTGGACTACTGTTGTCGCTGCTGTGGATTCACACTCATAAAACGCCATGGGGCCT
TCTCACTCAAGACCACACCCTCTGAAACCTGGGTGGTTCTGCAGAACCTGCTGATGTGCA
TGGTGTGCTTCTACTCCCTGTACTACATTGCAGTCAGTCTCTGCATCGGACTGTTCAGGG
TTCATGAGATCAACAGCTTGATGGCTCCCTTTGACTACACAACCCAGCCATCATGGCAGA
GCCCCAAATACATGGTAGAAGTTGTTTCCACAGAAGTGACATATGTTTTGGGAGGCCTGG
TGTTTGCCTGGATCGTGGAGGAGTGGGTCTGGGATTACGCCATAACTGTCACATTGCTGC
ATGTTGCCTTGACAGTAGTAGTGATGTCAGATTTCCCCTCAGCCGAGCATTGGTGGATTG
CTTTGGGTTCAGGCTTGGTGATGATGATATTTGGAGGACAGCTTCTGGCCTACAAACTCT
TCAGGAACAACTTTGTCTATCCAGCCGAACTTCAAAACTTCTGATGTAAACTAGCTTTAA
CCTGGTTATTGTCAGGTGAAGTCACATTGCTTTCTGACTCTCCAACAAAACATTGTTTTT
CCTTGTTTTCAGGAACTCAAGCAATAATAATGTTGAAGCAACCACATTTTTCTCTTTGTA
TATTTTTAAGATTGTAATTATAGAGAAGTATCATATCCAAATTAAACACTGTATCGTTAA
CAAAGTCATTTAAAATGCTCCACAAACTAGAGTTGAATAAAATCAAAAAAATATTTTGAG
TGTTATTACAGACCCAGCTTGATCGAATTAGTCTTCTCATAATATCTCTGTATTGAACTT
TCTCAAATGGGAAATGAAATCGACTGAATCGGATGTTTTCTACTCTTGTGGAACTAGAAA
CAAATAGACTCA
>CL8321Contig1
TTATTGGTTACAGGACATAACAACATTAATTTGTGGGTAAAACATCAGGCTTTAACATCT
ACTTTGGGTACGAAAAAGGTCAAAACAAAAACTAGTTTTTATGTAACCCATCAGTCAATT
TTGTGACAGACTGTCTTTAGAAAAGACAGATCCCTGTGAGGATGACTGTGAGGTAGATTT
AAAAACAAAAACGGAACTTTTGAAGCTTCAAATATTTTATGATCTCTTTTTAAGCAAAGA
AAATTTTCACAGCAAATTACCTGAAACAACATTTTTTAAACGAGTGCTTTCTGCATAGAT
GTTTTTTTGCGTGCAAGTCTAAAATATCAAGATGAATCTGGTTTGGGGGGGGTTGGCTAT
TGCTAGTTTAAGATAACCATGGTTGAACCGTGGTGCAGAATTTGCTGTGCCGGAGTGTGG
CCTCACTGTGTTTTTGGATCTTTGTGTGTCATTTACCACGGAAAGAAAACCTTCATCCAA
CAAGCCATTTAAATAAAAAGCACAACAAAAGTGGGGGTGTCACACATGTCTGTCTTCATT
CTTCTTCTTTCCTCATTTGGGGTTTTTGAAGACGGATCTTTTGCGACTCGAGCAGCTGAA
ATGGACCACAGGTAGTAAAAACCGTTTCCTCAGTCGGTCAACATTTGCCTCAGGTGTGGC
TTTAAAATCATCCAAAATGTCATTGTGGTTAAATGTCACAGGTTTTCTTTTTGTCTGGTG
ATTGAAATGTCTGATAAGTTAAATAA
>CL8322Contig1
GGNCTGCAGGNAATTCGGCACGAGGCGGAAACGGGGCGGGCTCGTCCGTGCTAGCTCCCT
TTCCTTTCATGGGACAAAAACCGAAAAACAGAGACTATCTCCACTGCCAGTATCTCATGG
ACAGCTGCTGACATCTGTGTTTGATCCCAAATAAAAGAACCATTCCAGCAGCCCGACCTC
AGTCTGCATCGGTCAGAGACTTGGCTAGCATGGCCGCCCATCGGATCAGAGCCACCAACA
ACACTTCTCTCCCACGCTGCAAATCAGAGGGCACACTAATCGACCTCAGTGAAGGAGTGT
CTGAGGCCAGTCTGACTGATGTCAAAGTGCCTTCCCCCAGTGCCTTAAGACTTGATGCCA
CTGCTTCCTTTGGAACAGCCAGGGAAGTTGTTGCCATTAAAGACTACTGCCCATCCAGCT
TTACTACACTGAAGTTTTCAAAAGGCGACCGCCTTTATGTTCTCGATGCATCAGGAGGAG
AGTGGTGGTATGCCCATAACAACACAGAGATGGGGTACATTCCTGCTGCATACGTTCAAC
CCATTAACTATAGAGACTCGTCCTTCAGTGACAGTGGAATGATTGACACTGTGGGAGAGA
GTAACGAGGAGGCAGCCAAAGAAATTGACCTCTTAGGAGAATGGTCAGGAGTGATTCTGA
AACC
>CL8323Contig1
ATTTTTTAAATGTGTTTTCTATAGTTTAAGTTGTTCAAGTTATGCCTTAATAAAATGTAT
GTGGTCTCACGCCAAACATTCAAAACGTTTGATTGACAGATCTGTTCTGCCAATCTGTAT
GGACCTACAACCAACCGGGGCTCAAAAGTGGTACGGTTTGGTCCAGCTTAATGGGTCAAT
TTTATGATGGAAACACTCAAACTACTGGACTGTATCGTATCGCTCAGTGGAAACAAGGCT
ATTTACAGCTGATGTCATAAAAAAGAAACCCACAATTATTAAAGTTTTGGAGATTCTCCA
TCAGATGATGAGAATATGACCTGGACATCACAGAGCTCAGCACCAACTCTCAATACATTT
GAACTGATCTTTAGAACTGGTAACATGCAGTTTAGGTCGTACCATTTGAGATGAAAGATC
TTTCGTACACCATGTTTCATTCATTCATTCATTCATCTTCTGACGTTTTATCCCTTTCGG
GGTCACGGAGCTGCCGGAGCCTATCCCGGCTACTTATGGGCGAAGGCAGGGTACACCCTG
GACGGTTCGCCAGTCTGTTGGAGGGCCACAATCACACACCCATTCACACTTACACTCACA
CCTAGGGACAATTGAGAGTTGCCAATTGACCTATGAAGCATGTTTTTGGACACCATGTTT
AAGTACAAAAATATCTGTAAAACACAAACTTTCACAATGTTAGACCGTCAGCATATAAAA



AACATCTATAGAAGAACCTTGCTTACATTANGC
>CL8324Contig1
GAGACATCCCGTGACCTGAGTCATCCAGTGACCTGAGACATCCAGTGACCTGACNCATCC
AGTGACCCGAGACATACAGTGACCCGAGTCATCCAGTGACCTGAAACATCCAGTCACCTG
AGACATCCAGTCACCTGAGTCATCCAGTGACCTGAGTCATCCAGTCACCTGAGTCATCCA
GTCACCTGAGTCATCCAGTCACCTGAGTCATCCAGTCACCTGAGACATCCAGTCACCTGA
GTCATCCAGTCACCTGAGTCATCCAGTCACCTGAGTCATCCAGTCACCTGAGTCATCTAC
ATGGCAACTCTTTACTGTGTTACTTTTCTCAATGTATGAATTTTCTTTTGTATTTCCATT
ACCGTAAGTCTGTCTGTTCGTGACACGTCTGATCCTGAACTTTTTGTTTTCACCTCAGGG
AAGTCCTTCTGATGTTTATATCTGAAAATGATTTCTATGTGAGTGATGAAGTTGTTTCCC
CTTTTTTCACTTGAACTAGGTAGAACTGGACACTTCCCTCAGGACGTTGGCTTGAGGCTG
AAAAGGCCGCATGCAGCGCAGTCAGAGATGTGAAACCCAATCCTCACATCGTGCCTCTAT
TTTATCTCTAGTTGTTAATTTATGGACTTTTTGGAATCAGGTCCCTGCAGGTCTTATGGA
TTTTGTATCAGTCAAATATAATATATATGCAACATATTCAAGAATTGTTATTTAATGATT
TCTGTTACATATTCCAAGTTGTTGTCTCTTCTCCGTTCTCATTTGAAGGCTGATGTTTAC
ATTTGATGAATTTTTTCTTATGAAAAAATGATTGCATACTAACATTTTTTGTCTGTAGTT
AGCAGCCGCACTGTTAGAATGAATATATTTATATACATATATTTTTTCTTTTTTTTAAAG
CTGGAAATTGTTACACTTAAAATTTACAATTTGTAATATTCAAATGAGTTCTGTTTATAA
CTCAGCTTCTTTTTTTCTACCATTTTTAAAAAAAATAG
>CL8325Contig1
CTGCTTTTCTTTCGTCACATAATCACTTTAAACACAGGAGCTCTAAAAGTTAACCAGTGT
GTTTGGCCAGTTAGTGGTTTCTAACTGGCCTAAACAGACTGGATCCCTATGCAAGCATAG
AAATGTGTATACATTCATAAGTTTTGATCTTTTTGTTAGTAGCCAATTCTTATTTAAAAT
ATATTTAGTTGATTCCATGAGGTAAAGGACTTTGGAAGATTTTATTGATATATTTAATTC
AGTTGTATACATGACAGTGTGTTCAGACCACAACTTTGACAAACCTTCATATTCACAGCT
TAACTGAAACGTTTACAGCAAATCTCTTTAGCAGCACAGATCAACGTTTGTTGCATGTTC
TGTGAAGGCTCACTAATCAATAATTTGTTTATCAAAACTAATACCTGTTGGTCCAAAGCC
CCAAAAAAGTAATCTCCTCAAATGAGACAAATGAGGTAAACAGAAAGGAACCTGCTTGTT
CTGCTTTAGGCCTTGCTTTGGAAACGGTCCCCCTTTTTCCTGCCTTCCTTTCCATCACCT
TCTTTGCGTTTTCCGTTCATACTCACTGGGATGTTTATCCTCCGTCTGGCAGCAGCCATG
GCCTTGTTTGGTTAAGACAGCAGAGATCCCAGGAGCTTTAGTGAGGGGTCGGTGCACTCA
GCTGCTCCAGGATAACTCGAAATAGTGGAAGAGGAATGTACTAGAAGTCAACGGAGGACT
AGTAGCGGACAGACTTATTTTGATAAGCCGTTGAAACTACAGAAACTCTGGCATGATGTG
ACGGCTGTGCATTAGGATTTTAAAGGTGTTCCAGAGAACAAATCAGAAAAATAAGCCAAA
ATAAT
>CL8326Contig1
AGTCGGCCTGACGCCTGGCTCTCAGCTGCCTGGTTGAGCATGACTTTGTGGTTTCAGGGT
GACTCTGATTCTCTACTTCTATCCGCTCGTCTTTTGTGGTCTTTAAAACTACTGCAACTG
TTGTGCTGTGTTTCTGTAATAACAGGCCAAAAGGATTTTTTAATTTCCTGTTTTTACCCC
TAAACCTGTTGAAATTCACATTTAGAAATCAAAATCCTATTAAAAGGCACAAATGGTGCT
TGTTTTTTCCTTTACTTTTAATGTTGTCTAATGTCAATATGTCTGTAGAACGGCACTGAT
TTTTTTCTTTCCCCCCTTTTTAACTCCAAAGAGTTGATATTGTTTTAAATAAATTCCTGT
CGATCCTCTAAGAATTTACAGTTATAGTAAAAGGTTATGTAGTTTTGGACACAAAAGTTG
TATATTTGTATAAACCCCTTTTGTACTTGAGGCTAAACTTTATATTTATTCAAAAGAAGA
ATTTCATTGTTAGGCTCCGCCCCCGCTGAGGCAAAGTCTCTTCTAACTGCTCAACCTTTT
TAGGGTTTTTTCCACGTTGCAACTACCTTTTTAGTTTTCTTACATTTAGAAGAAAAGATT
CCGACTGTCTGTGTACAGTAACACAGGTGTGCAGGTGGAGATTTGTAACCATCAATTAAT
GTTTACATTTTTGACAAAGCAATTGAACTCTAGAGTTGTCATTGTCTTCAGTCTAAAGGT
A
>CL8327Contig1
GGTGCCAGGTGACAAAACCCGGGCCCTCGTGGGAGAAATCGACGCCTCCGAAGCTGACCT
GGCCCGGCCCCAGAGACTCTCTGATCGCAGTCTGCTCCAGTCAGTCCGTGTTTGCACTGC
CCGCAGTTGTAGCCGCTGAAATTCCCATTGCACTGGCAGGTGCGGTTGAAGAATCGCAAG
GGCCACCTCTCCCTGTCGTCCCGTCCAGAGTACGGGTACTGGGGCCCGTGGCGGCGGTTG
TCAGCTGCGATGGCCACGCACTGCCCTCTCCCCGTGCTGGAGCCGCACTCATCCCCGGAC
GCCCCCGTCGGGGACGGGCAGCACTGGCCGCTGCGCAGACCCTCGGGGGTCACGCACTCC
CGGGGGAACTGCGCCAGAGGCTAGACCGGCACACAAGGTCACCACCAGGAGAGCTTCTCT
CCACATGCTGCAGTTTGGAGAGAAAATAAGACAAGAATCCATATTTATTTGTCGTTTTAC
GCACTTTGCCCCCACTTGGTGAGAGTGACAAATCAAAACACTAAAAGNTGCTTTGNTAAA
AAAAAAAGATCACTTTTCGTCAAAGCCACTTGTTTCACAGCTATTGCAAAACTTCTCAGA
TGGTCCTTCAGGCAGTGCAAGTCATTATTCATGATTCACAAAACCATTAGCTTTCAACTC
TTGCAAGCTCAGAAATGCAATAGATTACAAGAAAAGATTCCTTCAGCT
>CL8328Contig1
CGCACGAGGGACCGCAGTGACGTAGAGAGCAGCTCAGACGAAGATGTTTACTCCAACAGT



CATGGGAACCCCAATCACAAGAAGACCTAAAGGACAGCAGAGCCAATTGTGACTTCAATA
GAGGAGGGGTGTTTGTGTGTGGCGGGGGATCATTTATTTCCAATTTTTTCCAACTTTTTC
CAGAAGTGCCTGTCAGACCCACTTCTCTATGCTGACATTTTTTTGTTTCTCCAAAGTGAG
GTGCTGAGATTTTCAGGAAAGTGCGGCACCCAAACTTTTGAGTTTTCCAGCACGATGTTT
ACACTTGTTTGCAAGCGGCAGCAGAAAGTAAAGTTTGTTTGGGAAAAGAAAAATCCCACA
CTGCAAATGCTCTGAGTTTAGGATTTACTACATTGAAACAAATGCTTATAGTACTGCAGA
GAAAAAGGAAATCGCTGCATCAAATGTGTATGTTAATGTAAGGTTTTTGTGTGTGTATAT
TCTAATTTAAGAATACCAAGAAATTCATGCTGAATGTGCTGCTTCACCTTTTGTACTTAT
GACATCAAATACCAAAAATCAGAAGGACTACTTGATGACAAATCAGTGTATGAGTNTACT
GTCTTTCAAAATGCAATGGAAAAAAATGAAAGTTTTTGTACATNTGCTAGTTTATTGTTG
GATCTTTTTTTTTTCAGACTGAATTGTCATCTGCATTCTCAATTGTTTCCCTTTTCAGAG
ATAAAACTGGTTTGACAAAGACTCAAGTTTACTTGAAAAAAAAAAAAGT
>CL8329Contig1
AAGAGAGAACGACCGCCCCAGCTGCATGGGCGACATCATTTTAATGGTCAACTTGGCGAG
ATAAATTGCTTCATATTCCTGTAGTTGATGTACAAAGCCCACGTTGGGGTTGATGCAGAA
CCTCCTCTCTTGGACATGGGTGAATGCATCCCTGTATTTTATCCCGAATGTTTCCATAAG
GTATGCAATCACTAAGGCAGCACTTCTTGATATCCCTGCATTACCATGAACAAGTACCTT
TCCTTCTGCTGCTAAGCAGCTGTCAATAAATTCTTTAGTCATAGGGAAATAGCGGATTAT
ATTTTCCACTGGATTGTCAGCAATATCCAACACCAAATATCTAAATGTGTGAGGGAAATT
GGGTTTGATAAAATTGGCTTCGATATCTTGGCGGACACATACAATGTGGGTTATACCATG
CGTCTCAAGAATTGGCAGCTTGCTTTTCATTGCAGCAGAGTAAGGCCCTAAAAACAGTCC
TGGTAAAATCTCCTGCATATCTCGTCTCATTGGGTAAGCCCAGTCCAGGTCTTCCTTTGT
CGCCGGCAGAGACGGAAACTGGAGTTTGACTTCTCCGTCCATTGCGGTGTCTTCAGCCCG
GTTTCACACGCACCCTAACGATAGTCTTCGCTGTTGGGTTAGCTGGAATATCGAAGTAGT
TTGTTTTCAGAGTACACATGCATGTCCGCCATGCTTCCCTCTGACATGTGTGTCATGTAC
TTTCCCCCGGCCATA
>CL8330Contig1
GCTTTAGTAATGGGGGGGGGTGAAAGTAAAATGATGAACAGGTTTATTTTAGAAGCGTTT
TGACAGCAGAAAAGCTTCATTTTGATCAGGTTTGTTGTTTTCCGGTCCTTACTGAAGCCT
TAATGTTTTATAAATTAATCTGGACAATTATTTTCAAAAAGCCAAATTCATGTTTGATCG
GAACAAACGAGTTTTAGCAGAAATGAATATTTTCTTTTGGCGTCCAGGTTATTTTTATTT
TATTTTTTTCATTCTGAATATGTGTTTTCGATTCCTGACAGCTGATGTGGATTTCCCCGC
AGACGCCATTGTTTGTTCGTTTGTTTGTTTACTTCCTTCTTCCCGCAAACGGCGCCTGTG
ACCCGGCAGATGCAGGCGTCCAACCCCCATCCTGTAGAAGGAGATCTTCATGTGAACCAG
CCGCACAAACTGAACGGAAAACTGCGAGGACGGATCGACGGCGTTTGTCAGTCTTCGGGT
TTGCAGGACATCCTAAAACCACCTTAAAAAAAGTCATCTACGAGAAAAAAACACAGAAAG
GTGACCAGAAACAGTTTTTTAAAAAGCACTACTACATCAATTATAACTTTTCTTTCCGGA
TGTTTTTGTTTTTATTGCCAAGGAGAATGTTACAGAAGTTTAGAAGCAGAAAGGAGAAAC
TCTACCGGTGTCTTATTTTGAAGGAGCATTTTAACGCTCCAGCTTCTGTTAATTATCAGT
GAAATATCACAAGTTTATTATTATTATTATTATTTGTATTCGTTTCAGTGCAGTTTCATG
ACCAACTATATGAGGATTGGTTGTTTCTTTTATTGCCATGACAATCTTCTCAGTCCTCCT
GAAGGGATTCTGACGGTCACTGTATGTTTCCTTTTTCATAAAAATAAAAGNCATTCATTA
CGGCA
>CL8331Contig1
CATTTAAGAGAGCCGTGAAATGAGTCTTCTACCTCGAAGCGCAGAAGAGTTCAGCTCTGC
GGAATATTGGGACAAGTTCTTTAAGAGCCGTGGAGACAAAGCTTTCGAGTGGTATGGAGA
TTACAACAAGCTTTGCGGCATTCTACACAAATACATCAAAGTTCAAGATAAGGTGCTGGT
GCTTGGCTGTGGGAACTCTGAGCTGAGCGAACAGCTGTATGATGTTGGCTACAAACATCT
GACTAATATAGACATCAGTGAGACGGTGGTGACCCACATGAATCAACGCAATGCTGCTCG
CAGGCCAGGGCTCAGCTTTCATCGGGTGGATGCCACCCAAACTCTGTACGAGGACGCCAG
CTTCCAGGTTTCTCTGGATAAGGGGACCCTGGACGCCATGGCGGCAGAAGAAGGAGGTGC
TTTGGCCCGCAGAATGCTTCAGGAGGTAAGAAACCGGCTCCTTTGATAACTGCTTTTGTC
TTTGTTTTCCTGACTGCGGTGTGGTGTGTTTCCAGGTGAGCCGCGTCCTCAGCGTTGGGG
GGCGATATATCTGTGTGACTCTGGCCCAGGAGAACGTCGTCTCTCTGGCGGTGGAGCACT
TCGTCCACATGGGGTGGGCGGTGAGGCTTCACTGCATGCAGGAAGAGAGGGGAACCGCCA
GAAGAGGACTCCTTTGCTCTTCCCGTCTTTGTGCTTGTCTGCACTAA
>CL8332Contig1
AACCTGAGAGGACCGAACTGCTGCAGTGTCTCAAAGGTCCAGTCAGGAGCAGTTCTGCTT
GACTCCAGAATGCGTTGAAGCAGCGGGCTCCATCCTGAATAAGGTCGATCGGTCCGTGGA
CCCCTGCACGGACTTCTACAGCTTTGCTTGTGGCGGTTGGTTAAAGGAGAACTCCATTCC
TGAAGATTCGTCCTCGTATGGCATTTACCCCTGGTTGAGGCAGCAAGTGGATCTCAGAAT
CAAAGACTTGTTGGAGGCTCCATCAGCTGCAGGGGAGCTGGAGGCGGTGACCAAAGCCAA
GATCCTCTATCGCTCATGTATGAATGAAAGCAGGCTGGAGGAGGTGGACTCCAAACCCAT
GCTGAAGACGCTGAGGAAGGCGGAGTTTCGGTGGCCCGTGGTGGGGGACGGGCTCGGCGG



TGAATATCAGTGGTCAGAGACTGGGTGGAGTCTCCTGAA
>CL8333Contig1
TTCTGTTTATTTGGGTTGCTTCTAGTAAAGACAGGAGCAGCTGAAGTCTTGAGGCTTTTT
GCAGGCAAACATGAAGAACTGTTGATTGCATGGATAACATTTAGCTGTTTAAATAGCTTT
TTTTTTCTTCTTCTAACATGAAATGAAATGAAGTGAGATGAGGTCATAGGTGGGTGGGGC
CTGAGTGCAGATCTCAACTGCTTAGGTATGGTGACTAAAAACGCACAAAAAAAAATTGAC
CTTTGTGTTTTCTGACTATAAACCTTCATTAAAGACTCGTCATGCGACAGTTTCTTTGAG
TATCTTTCATCCCATCTTCTTAATAATGTGATCTTACTGAATGTTTAGGTCTACCGCGTA
GGGAAGAGAAGTCCTGCTGTCGATCGTCTTAGGAATGTTATAATTTTTTTTAATTGTCTA
TGTTTGGAAGTCCATAGTAATGACTTTAGCTGGAAGTGTGAGCCTGTTCTTAAACATGGC
CTCATCGGGTGGGTGGGGGGTTCTCAGAGTCTCTCATCAATGCTTTCTGCAGATGAAGAT
GATGAAACAGATGGAGTCCTCTGTCTTGCAGGTTCAGCTGGACTCTCTGGTCTTTCTATC
TCTTTCTTGCTGGTTTCTGGACTGTGTTCTTGACTCTTGGGTTCTTGACTCTTGGGTTCT
TCCCCAAGCAGCATGCGTGTGATGCTTACTCCTTTGGCTTTGAGCTGGTCATAAACACTC
TTCCTGGCCACCAGCATCTCCAGTGAGTTGCCACTCCTGCGGATCATTTCCACCACCTCC
TGGTGTCCACTTTGCTCCACATTCACTCCATTTACCTCCACGACCATGTCGTCGTCCTCC
AGACCTGCTCTGTCAGCCGCTCCTCCCTTCACCACCTCCTTGATGAACTGTCCAAACACG
CCTTGAATGCCGTTCAGGTGAAAGCCATAGCCGTCAGAACTCTTCTCCATCCTACACA
>CL8334Contig1
TGAAGGATGTCAAGTGTGTCCTAAAGAAAATCAGCTGTTTGTCCAAAAACATGTTTTTCT
GAAGGATTTAGGGTCAACGGGAAACATCTGCGTGTTTGATGTAAAAACACAAGCTTCATC
AAATGTTGGAGTGAGATCCTGGGACCGTTACCCCTTCATCTGTAGAGTTACACTTCCTAC
ACTACAAGTACATGGGCTATACTGTACTAATACTCAAGTATACTTCAAATAAGTGTAGTC
CTGCGTTTTGTGAAGGGTTCCTGTACCTGGTTCCTGCAGGTTCCCGTCTTTCTGCTCCTT
TTCTGCGTCTTTTTCTTCGTTTTTCGCGAATCTTTATCGTTTTCGTTTCATTTTTCCTCT
TTCGCAGGTCCTGGAACTTTCGCCACATTTCCTGGGGGACCCCCGGCATGTCGCCTGTTT
GTGGGTTGCTGCCGCCGTGGGCGGACGCAGTCTCCGCCGTGGACGGTCCTGCGGGACATC
CAGGGGGTTTAACCGAACATTCACCACCGTCTTCCTCATCTGGACTCAGGTCTTCCTCGG
TCAAGCCTTTAGGCAGGAGTCCGCTGTACATTTTAATGAGCTCACTTTAGAGCGAAAATG
GACAGAAATTCATCC
>CL8335Contig1
AGCTGCTCTGCCTGCTGTGTCGCCGGCAGTTCCCCACCAAAGAGGCTCTGCTGCGTCACC
AGCAGCTCTCTGACCTCCACAAGCAAAACCTGGACATTCAGAAAAGGTCAAAACTGTCAG
AAACGGAGCTGGAGGATTTGGAGAGAAAAGAGGCGGAGCTGAAATACAGAGACAGAGCTG
CAGAAAGAAGGGAGAAATACGGCGTCACTGAACCTCCTGCACCAAAAAGGAAATTCTATC
AAGCTTCTGCTCCAGTTGTAAACTACGAACAGCCCACTAAAGATGGCTTGACGAGCGACA
ACATTGGGAGTAAAATGTTACAGGCAATGGGCTGGCAGGAAGGCAGGGGTTTGGGGCGCC
ACCAACAGGGCATCACGACTCCCATCGCGGCTTCATTAAGAGCAAAGGGCACAGGCTTAG
GAAGCAAAGGAAGCTCCTATGAGCTGTCTCCGTCTGACACCTACAAGGATGCTGTTCGCA
AGGCCATGTTTGCACGCTTCACAGAGATAGAATGAACCTAAAAGGTGAAGAAAATGCATT
CTGAACTGTGAAAAAGTATTCCCTCTATGTAAAAAAGAACTTCAGTTGTTTTGTTTTTGG
AATCTCTTTTTTGTTAATAGCTGCATATTTTGTCACAGAGTGTAATTGTAAAATGAAGCT
TTTTAAATTATGTGCGTTTAATGTTAAAATTGTCCTCGTTGGTCACCCATAAGCCCTTTT
TTCTGTCTACTTTTCTGAGAAAACAGTGGACTATTATAAACTACAAAGTCGTGCACTCTG
CCAGTCAACCACAGTAACGGCTACGTATGTACAGATCCGCNG
>CL8336Contig1
GACACGATNAATGTGGGGTATATTGTGCAGACCTAATTGTGGTAGTTCCCAGGTAGCTTG
ATTGAATTTATAAAAGAATACTAATTTTTTTAATGACTAATTTAATTCCTGCCTCTTTTG
TTCAGTCCAATACATTCGCTGTTTTTTTCTTCGCCTTTTGATCATGTTATATCAGTAGAT
CTTTAGATAACTGTAATGCATTTCTTTGTTTATGGCACATTTTCCTATAGCGAACCTCTG
AGGCGTTTCTTGTGAGCCGACTTTATTTTGTCTCAAGGTTAAGGACATGTCATGTCTTTT
GCTTAAGGTAGCATGTCTTTTTTTTTATGCTAATGTTAGGAGCATTCCTTTTTTCTGGTG
AACCACCAAAACATGGGAGATGTTTTGTTCTCCACTGTGGGAGTTCAGAGGTCAGACTTC
CTGTTTGAAAAAGGAGACCAGTTCTGCCACGTTGAAGTGTTNTGGGTTTTTGTTTTATTT
GTCATTCTTTGGAAGCTTTAAATCAATTGTTCTTTTTCCACCACCCAGGTGTCATGCCTG
ACCTGTGTGATAGATATTAAATTGTGATGCATGCTGCCTTTATTGATACACTGATCATAA
TGATATTGTTGACCGCTTCAGTGG
>CL8337Contig1
GTATTGAGTTGTTTATCAGGCTTTTATTCTGAAAAAAAAACATTTTTTTCTATTTTAAAA
TACAATTAAAGTAAACCAAAAAAATATTTTAAGTTACAAACTGTTCATGTCATAAGAGAA
CAAACATGTCTGGTGTTTTTTTTTTTTCANANTTTCAGNGACNGNAGGAGGANCTCTNAT
AAATTTNCAAAAANAGGGAGGANNTNTNTGNAAAAAACCAGGGAGGGGGAGGANNTTCAC
CAAATCANCAGGNGNAGGGANGGGNANCCNCCTGCAGGTTTCNGGTCGGNCGGNCGTCAT
CCNCTCTCCNCTNAATCGAA



>CL8338Contig1
TTCGGCACGAGGATTTTTACTTGAAGTTATTTTATGATCATATGAATCCCATGAAGTTAG
GGGTTTTCCTGTCTTGCTTCATATTGCCTTTACAACGTTCAAAGTTGTTGTTTCCATCCT
GCATGAGTTCCCTGCTCTCTGATGGGTTAAGCAGAGTTTCACTATCTAGAATACCAGCAG
TCAGCTTGAGCTGGAACATTTGGCTCCTGCTAGTTTACATTATTTTTCACAAGATCGCTC
TGTTTGGATGTTTTTTTTTCCACCTGCTTTGCTTTCATCAAGATTAAAATGTGCTTTGTG
TTAATTGATTGAATCAAATGGGAGATAAAGGGAAGTAATCTTCTATTCTCTTTCATTCTT
TGATCGCTCTGTGTCCTCTTTCTTCTTCCCACTGCAATTTTTTGGGTAATAAAAAAACAA
TAGCAATAGGCTGGAATATAGAGTTTATGACCAAATTAGTTTAGAAACTTTTTTTTTTTA
AATGTCTCAAAACCAAATGAAATTGTTAGTGTTAAACAAAAAAAGTTGTCACTTTAGATC
TTTGTTGGTTGGAGTGATTTTTGCACATCACACGTGAGAAAATGAAACTTTATTTATTTT
TTTTGTCTGTGCACCTCTTCATCCTAGTCACCTTATTCTGTTCTGCACATCAAACCAGCA
TTTTTTCCTACACTCAGTAATATGCCTGCTATGTATGATAGATGTTTCTGTGTTTATTGT
GCCGATATGATTTTTGGACATATTTACATGGTGATGTAACTTCTGTGCCGTTATAGATGG
GTTTAAAGCTGCTGTCAGATATTCTCTGATTTCAGTTGTGATCATTTCTTATAAAAG
>CL8339Contig1
GGACTAGAACTAAAAGACAAAAAAAAGNTGAGTAGCGGCCACAAATCTGCCACATCAGCT
AACCAGTGTCGAGGGACTAAAAAGTTTTCCCTGGCATACCCTACACAGTGTCAGCGGGTG
AAAATATATGGCAACAACAATCACTAGTAAGATCAGAAGCTGCTCTTCCAGCAGCAAGTT
GAATTGTCATCAAGATTTTACAAAGGTAGGTCCCTCCAAACGGGACTGAAAGAAACTCTT
GGGAACATATCTAAACAATAATCCATTTACGTAACACGGATGGCGATAGGGGCCATCGCT
CAGCACGGCGCTTCGAAGAGAAAGGCAGGAACATCCTGTGAGAAATGGATGAAATTCATT
CCACCTTAAGCCTATTATATCCACGTTAGGAGCTACATTATAAAACTACATAAGGAGGCC
TCAAGTCTTTCCAAGTCATTTACCATTGCCTAACATTGTCATTATGCTCACAATAGTCCT
AAAATCACTTATCAGAAACAAAACAAAAAAAGAACCATCAAGTTCAATATATCGTTACTG
TACGCCTTAAAGATAAATTTTAGATTTCTTACAACAGAAAAAAGTGCATTTATACCAGTG
AGAGGAAATTCATTTGGGTGAAACTTGTATAAGTTTGTTTTGCAAGTATTCTAAAAACAA
AGCAACAGCAGCAAATAGGTTTCTTCATCTGCCTTACAGTATGTGAACTTTTGTTGCATA
CACAACTAGAAACGAGTCAATTCCTGAATTAATTTACCTATAGCGGGACTTAACCCCCAC
CGACTGCGTTAAACTACAGGGACATCATTTAGACACTACATAGGAGCAATAACCGAGCAC
CTCATAATCCTCCCCATTTGAACAAAAACTAATGCATTAAATCAAGAGAGACGTTCACTC
AAACATGCAACTTAGTG
>CL8340Contig1
GCGCAGGAGCCATGGTCGAGGCCAGCTAATGATGAATAGCATTCCGTCTCCTGTCCTTAA
GTTTGACACAGACTTTGATTTTGAGTCCTCAAATGCACAGTTCATAAAAGAAGAGATGGA
GAGGAAAAACATGAGCATTAAGGATGGAAATTATGAGTTAGACAGAAATGCTAAAGAAGG
GATGCATTTAACCACAGAAGAAGATCCCTGCGGGCCGAAACGCTACTACGACAAATCAAA
GTCATTCTTTGACAACATACCATCTGATAATGGGTTTAGATTAACGTGGGCAGAGGAGCG
CAAGCGTAATTTGGAGACATTTGGGGTCCCGGGAGTCCCATTTAGGGGCCAGAGCTTTAG
AGGGGGATATGGTGGAAGAAGAGGGCAAGGTTCTTCACAGGCTTCAAGCAGCGCCCGAGG
AGGGCATATGTAAAGATTGGGGATTTGATGAAAGCTGCCTAATAATGCAACTTAGCCAAC
TGTCTGTGGATATTAAAGTTATGAGCACTCTAGATATTTCCCCTCTTTTTTTTTCCTTCT
TTTTGTTCGTAATAGTACATATCTTCAGGACTTTTTAATTTAAATATATTCTCATGGGGG
AAAAAAACTATTTAATTTTTTTTTTTCATACATGAGACCTTGTGTTAAAAATCCCAATGT
TTCCTAAATCAAGTCAAAATTTTGATGCAACTGGCTATAAAT
>CL8342Contig1
GCGGATATCTGTGTAAACAAATTAACGGTGGAGTTAAATTAGCTTTGAAATGGCTTATAA
CAATTGAAAGTGTAGTAAAAGCGACATATTCGGTGACAATTATGAAGCTAAATTATATTT
CAGGCCCATGTTGAGGTTTACGTTGGTAGAATGGACGCTGGAGGCTCGAAGAAAATGAGG
GCCAGAGAGCTGCCGCCGCTCCCGCAGCGAGGTCAGAGGTCGCTTCCCGCCATGTCCAGT
GTAGACACGACAGAAATTCCAGCAGCAAAACGGAAGAAGAAGCGGGCGAGGAAGGATGTG
GAGGGCGTCGACGACACCGACGATCAGGGGATGGAGATGGGCGGAGTCAGCAGTCGGCGG
GCGTCGGAGATCGGAGAGCAGCTGACCCTCGAGGGCGCCACTGAGGCCCTGCCGCAGAAG
AGGAGGAGGAAGAAGAAAACCCCCACCATAGATCTGGAGGACGATCAGGCCGATCTGGTG
AACGGAGACGAGGCCGATCAGACCACAGACGGGGAGGAAGTGGCCAAAAAGCCCAAAAAG
AAGAAGAAGCCGAAAGTCGCTGATCTCCCCGACGACCTGGACATACAGGAAGACGACGTG
GTTACAGACTACCCGATCCCCCAGCATGCCTTGTTCTCGGCG
>CL8343Contig1
GTTTACTTGAAACGACCACCAGCCTGCTCAACCATGACCTGCACTGGTCTCTGGCTCACC
TGCGCGCCGCCGTCACACGGGGACTCCACCCACTTCAAGAGCACTGCAACATCTGCCTGC
AGCACTACAAGAGGAGGCCAGACTCCAGGGAAGAGGTGGTTGTGTTCAGGTACCTCCGGA
CATTTTAGCACTAGAGACATTGAGGAAGAAGGAAGTCAAAGTCTTGTTTATGGTTTGTGT
TGTGGGGAACCTGCAGGGATGTGTGGCGTTGTGTGAGCATGGGCATTGTTGAGTGCTCAG
TTTGTGTCTACTTCATCACTCTGCATGCCATGCTTGACTGATGTGGACTGAGGCCCACTA



CCACCTCTACACTGAAGGATAAATCCATTTATCAGAGGATGGAGGGACACCAATCCAATT
TAAGGACACAGCTTCTTCACCTTTTCTGCTCTTGACTGCTGTAGTTTATCTTCTACACAT
TTAGATTGAAGGTTTGCAGAAGGAGAAGGCCCCCGGCTCTGCCAGACCATCCAGAGCAGA
CGGCATGACGCCAATATTCAGCTACAGCTGCCCTTCAACATTAGCAAAGTTCTAGTTTAT
GCTAAATGTGTGCAGAAACTAGTGTTTTATTCTGCATTCAGTCCAGATTTCAGCTGGACT
CCATGTTGGATCACTGGCTCTGTCTACATTTCCTCCCTAACGACTAAAACCAACTCCTGG
ATTTTTAAAAGCCATCCGGACAGCATGGACATTGATTTGTGTTACATTTTAAACGACAAC
CTAATACATTCACGCATTTTACGAAG
>CL8344Contig1
GGTCCCTCAGCCCCACCGCCCCACCCCCGANAAAGCTGCCGCGCACCACCTACACGCCCC
AGCCTTGCAGCTCTCGCATCCCCTCGGCCAGCATCCGGTGGGCACAGAGGAGGGTCAGCA
GCATCCGTCACCATTCAAGTTCAAGCTGCAGCCCCCTCCCCTCGGGCGCAAGCATAGGGA
GGCAGGAAGCTCCCTGGCATCTTCCTCCTTCCACACATCCTCACTTGCGGGTTCTGGTCA
GATGAGCAATTCTGCCATGGCAGGAGGCCCCCCTAAGATCAAGGTGGAGCCCATGTCAGA
CATGTCAGAGGAAGATGTAGAGGTGACTGACCTCAGCGAGGAAGAGGAGCTGCATCACAA
CGAGGAGGAAGAAGGTGGTATGGGCACCCCAACAGCTTGCCGCCGCCATCTTTACTCGAA
CAGCAACCACCACATCAATGGAAGTGTCAGCTGCTCCTCTGCCGCTCCTCCTCCACAAAA
TCACCCTGATGACGACCTCGACGATGATGAGCAGGTCTTCAAAACCCCCGCCACTCCCCC
ACTCGGGAGCAGCCCAGCCTGTACCCTAATCACCACCATGAAGAGCGAGCCGTGTCAGCC
CCCCATCAGCCCCGGAGGCACACGCTGCATCCCGCTCAAACTCCGCTTCAAACGCCGCTG
GAGCGAAGACCAGAGGATGGAGGCGGACGGAGAGAGGGATGAAGCAGAGGACAAGAAAGT
TAAGGCTGAAGGCGAGGACGAGGTGGACGGAAAGAAGGAGGAGTCTGCGAGGAGAGAGGG
GGATGATGAGAACAGAGGAGGGCGGGACGGGATCTTGGGGCTGATGCTCCCCCCTGCTCC
CACCCAGCGCAGATCCAGCTCTGAGCTGCAGAGGGCGACGGCACAGCTGTCTCTGGAGAA
CGCCAGCTGCTGAGTGTCCCTCACACCCAGGAAACAGACGGGAAGGTTTCTCCGGTGTTT
CCGGCAGAGAGCGAAGCCTCGGCACCTCTTGCCAGCTGCAGTCGATGTAGCCGGTTCTCA
TTCAGTGCAACTTCAGGGCTGAAACGGACGCAAACGGGCCTGAGTTTGGTTCCTGGAGTG
CCATAGGCAGGAAAGTACTTTATTGTGCAATAATTAAAGGAGCTTTTTGGCACCCTTAAC
TGACCTCACAGCCGCATGCGCTCCTGAAATTACTTACCGAACAAAATATTTCC
>CL8345Contig1
TAAAGNTTTGAATTTNAGATGTTTTGTAGGGTGGTGTCAGAGTGCATCAGGGTCCATCAT
AGTGAGTTATAGAGTGGTCTGCACTGAGGTGTCAGTTTTGCCTCCAGGACGTAGTCCGGT
CCACAGACCCAGGGGTCTCCTGTCTCCCACTGCCACTTCTTCAGGCGCTGCTGTAGCTCC
TCCAGCACGGCACTGTAGGAGGCGTCAGAAGCCAGGTTCCTCACCTCCAGAGGGTCAGAC
CTGGTGTCATACAGCTCCCAGCGCTCCCTGTAGTAATACTGCTCCAGGCTCTTGAACCAG
TGGGTGGGCTCACGGCTCCTGGTGCGGTTCAGCAGGTCCTGAAAGGTGGGGGACACATAC
AGGTCTTGATCTATGGGGAAGGGCATGCGGTAGTGCAGGTTGTGGAGAAGGTGGTACGCC
CCCTGGAGGACGGAGCGAGTTGGGTAGTACATGGTAACCTCGTGCAGGGACTGGCTGCTG
AACACTGTCAGCCAATCTGTGGGCTCGGCCTCCAAAGCAGGCAACAAGGAGCGGCCGGTG
AGGAGGACTGCCGCTGGGCTGCCGGGGAGGCGGTACAGGGGGTACGGCACAGAAAACCAG
TCCAGAATGGTGGGGGTGATGTCTAGCAGGCTGACGAAGGCCTGGCTGCTTTCCCCCCAG
CGTTCCCTGCGCTCCGGAGACGACACCAGCATGGGCTCTGCGGTTCCGGANTGATAGAGA
TTGGTTCTGCCATTCGGGAAANGGATGCCGTTATCTGA
>CL8346Contig1
GATTGGCCCAGAAAAACTGTATCCGATTATAACAAACGTTCACATACACCACACTTTCGA
TCAGAATAAATCATTTTGTCATGCACAGGACTGTCCAAAATACCGGAAACGGCTGTTGAA
GAAGAAATATTGAATTCCATTGTTATGCTTATTATTAAGTGCCTGTTTGCTCATAATTTT
CTAAATATGTGCGGCCAGCACTTTATTCTTGGCAGCACGGACCCGGAAGAAGGGTTGGAA
TTAGGCTAATATGTGCCAACAACATTTAGCCTTGGATGCACTTAAAATCCATGCGGTCAA
TGCTGCAATGTGAATCTTGGCTGGCCGTAAATATGTGGGAATAACATCAGCCTTTAATTT
TGTCCGGACATGATTGGAAACACAAATTCACATGATTGTTGTCGCGGGTTCTCAGGACTG
TGCGAAGCGGCATTTCTGCATTCAAGAGCCGCCTCTGCCAGCTCACACACCGTCCCAAAG
CCGCTCCTCTGCTTGGAGACACAGTTGTCACGGGAGGCAGAGCAGCCGGACGGACTGTGG
TCAGAAGCGTCCTCCGGAGCGCACACCGTGACAACGTATCCTTCCCTTGCTCGCAAACAC
GAAGCTACGAGTCCGGCTGCTCTGCTCAGAGACATGGTTCGCCTGTGTGGAGCAGCCGGC
CGGTCCTCTTCATGCTCCAAAGCCTCCTCTGGAGCGCCACACCGTCTACGCATAAAAGCC
AGAGCAGTAGTGACCAACAATCTGAATAAATTGTTTGCGGCAAGATCGGATCAACAATTG
GCATAACCTACCTATCTCGATCTGAAGGAAATTTTGATCAGAATGAGTCTGATCGGGGCA
GAGTATTCCAAACGGCATGTTTACATGGTGGATTTTTATTCTGATCGCACGTTTATTCCG
ATTACTTTTGCCCATGTAAACGCAGCTAATGTATCACAGCTACAGTGAAGCACTGGAAGG
AGGACTTTAATGTCGTCTTCAAAAAAGATGCATACAACGAGTGAGATCCAATCGATGTGT
GTCCTTTTTCCAGAAACAACTTTTTTTCTGCCTGTTTACTGAAATGAGTGAGTCAGTTAG
TGCACATTTTTGCCAAATCCTTGCGTTTTGCCAAATGCTGTGTTT
>CL8347Contig1



CTCTGAGAACACTAAAATCTTTTCGTCCATCATTTATGGTACNTGCTTTATGCATGGGAA
ATGCTGTTTTTTTATTTTATTCACCGTGCCCTAAACCGGTTTTTCATTTACTGTTTGTCT
AAATGTCACGACCAAGTGTGTCATTTCCAAAACATTGTTGGATGAAGAACAGAAAAGCAT
CAACCATACTGGGAGGTGAAAAAGGTCATCTGCAGATTGCAGCCTAACATGAAATAACAT
GAAAATAGTGTTCCGACCAGCAACTTTTGAAACGTTTCTTTTTCTGATGCAGATTTAAGT
TTGAACATGTGTTTTGTGTTAGATGTCTCACTCTGCACGCTGCGGTGATTTGTCACATTT
CAGATTTGGGTGTTTTTGTAACTTTAGTGTATGATTTGCTTTAGTCACAAATGTGTCTGA
ATTAAGAAGACAACAGCAATTTCCTTTGTAAGAAATATTTCTTCTGCATCTAAAGGGAAA
CTTGGTGCCTACAGACCACGTATTTTTATTTTATTTGTAGCTTTGATAATGGAGGATGTC
AAACACAACTGAACACTGTGAATTTTTCTCTGCTGATGCCAACAAAGACACAAAATGGGA
TGTGTGTTTGAAGAGGGTTTTCTATTGGGGCCAAGATTTCTCCATAAAGCTCTTTGTTTG
CTGTGATGATCTAGTTTAGATTTAGACTGTTTCAGTTTTCACAAACCTACAATAGTAGCA
ACCAAAAGATTTTATTGTATCAAGATGTAAAGGTTTAAAAGCTCTCTACACCTGTTTTCC
TTTTTTTAAGTTTTCAACACAATTAAAGCTGGTTTCTCCATTTTTTATGGAAAATATCTA
TTGATTGAAATGGCCACATCACTGCCGGTGCAACACTTTATCCACACAATCTCCACACAT
TGATAAAAAAAATGCTATTTATTGGTGCAGCTGAAAAGATAGGTTGAATTTGTGTGTCTG
CTTTGTGTGAGGCCGAAGATGCAACAATTTTCAGATTTTTGCCTGACAAATGCAGCACAA
ATGCTCAGCAT
>CL8348Contig1
CTGCTTCAGCTGAGCTCAGGTGTTGCGTAACCTGTCAGACAGCGGCTGCTTCCATTCCAG
AGCCGCTGTGAAGGAACAGTTTATGTTTTAGCGACACATTTCTGTTACAGAAACTTCTGA
CTGCTGTAGGAGGAGCTCTGAAAGGAGGAGGAGTTAGTCCTCCACCATCTCAGCAGCTGA
GCTCCCACCTGGAGGTCAGCGTGATTAGCGTGAGATGCAGATCTGAGTTCACGTACACAC
AAACATGAATTCAGTTCCTCCTCCAACCGTTTACATCTGGCTCCACAAAGTGGAGAGTGG
AAAGTGACAGATGAGACCAACAAGACGTCAGAAGCGGGGTTCTGCTCGGCATCAACTGAC
CTCAGTTGGATCCTTCCACTCTGAAGAGGTTCTCATAAAACAGTCAACTGGATTGGCTGT
AGCAGCAGAGGAGGGAATCCAAACCCACAACCACCTGACGTTCCTGCAGCGGTTCCGTCT
GTGATGATGTCTTTGTTTCATCGATGACGTCATCCTTTTCTCCTCCACAGAGGGCCTGGC
GGTGGGCGTGGGGTTTGGAGCTGTTGGAAAGACGCCGTCTGCGACCTTTGAGAGTGCCAG
GAACTTGGCCATCGGCATCGGTATCCAGAATTTCCCAGAAGGCTTAGCGGTGAGCCTACC
CCTCCGTGGATCCGGGGTTTCAACCTGGAGGGCCTTTTGGTACGGGCAGCTCAGCGGCAT
GGTCGAACCTGTGGCTGGGTTGCTGGGCGCCTTTGCCGTGGTCCTGGCAGAGCCTCTGCT
GCCATACGCGCTGGCGTTCGCTGCTGGGGCCATGGTCTACGTAGTTGTGGATGACATCAT
ACCGGAGGCTCAAGTCAGTGGAAACGGGCGGCTGGCGTCCTGGACCGCCATCCTGGGCTT
CATCGTCATGATGTCACTCGATGTGGGACTGGGCTGACGTTGCCATGACGACGGCCAATC
TTTCAGCGTCTTTTAAGAGTGAACCAAATGAGACGACTGTTGAGTGATTAACAGAAACTG
AAGCTACCTTCTGCCGACAGTTTCATGACTGTAGAATACTTGAAATCATTGTTTTTAAGG
GAATACAAGGGACTGACTAAAGATTTTTCTTCTTACTGATCTTGAACTTTCATCAACCAC
CAATCATTTCTTGACGCCTACAGACCTAGCTAAACATCTTATTAACTTTCAACAGGCAAA
TGTTGAAACCCTGATTTG
>CL8349Contig1
GCAACAGCGGGTTAGCTACGCAGCTAGTNTGGTGAATGTGAAGAAGCGGAAAGGTCGGGT
CGTTATTGACTCTGACTCGGAGGACAGCGCCAGTGACGACAATTTAGATCAGGAGCTGCT
GTCTTTAGCAAAGAGGAAGCGGGTGGATTCCGGCGAGCAGGAGGAACCCGTCAGCAAACC
AGCAGCATCCACAGACTCGGAAACATCCGACAGCGATGACGAGTGGACTGTCGGCGGCAC
CAAAGGGAAAAAGAAGGTAAAGCCGGGCAAAGGTTCCGAGAAGAAGAGCGCTACAAAGAA
GAAGGTCAACAAAGCTTCAGGCAGCTCAGATGGAGGCAGCTCGGGGGACAGCTCCGCTCC
AGAGGAGGGTGGGTGTCCTCGCCGTGTTTGTGAGGGAACGGCGCTCCGAAAACGGGCTTT
ACAGATCAGAATCGAGTCATCCAACCGGTCCAGCGCTTTAGCATCCACTTGTCTTCAGGT
TTCAAACTGACCAGACACGAGAAGAAGGCAGATGACTCCGAAGCAGGTCCTCGAATACCG
CAGATGTTCTGGATGACATGACTCTGTGTGTCATCCGGGTTATCCCGGCCGGCACGCCAC
CCGGCAAATAATCCTCATTCCTGCTCATTTCGACATGTTACTATAGCAACTATAGCAACC
TCACTTGTTATGCTTGAACCAGGAAACACGTTTCCATTGGTTTGAGTTCGTGGTCCGAAC
CCCCGGGTCACGGACCGGTACCAGTCCTTGGGACCGTTGGTACCGCGTCCCAGAGGGGAA
AAAAAACACAACCTCCATGTTTTCATTCNATCCGGCT
>CL8350Contig1
TTTTGAAATAATATAATTTATTGCACATTTAAAGATCAACATAAAGTGGCACAATACCAA
TTTCAATTCTTGTTACATTAGGAAAAAAAAAAAAGTCTTTACAAAATGCTCACACCGGTT
AAGAACTGTTTTTTAGTGGCCAAAGGGTTAGAGGGATGCAAGACCGAAAATGCATAGTTT
ATAAAAGCAAAAAGATTCCTTTTTAAAAGAGAGAAAGATTGTTACAGTTCTTAAAATGGC
ACCCAAAAATACAACCTGACTTCACTGTTACTCATGTTTGTCATGAGCCTTCTTAACTTC
CACAAAGTCTCAATGACTTACAGGCGGAAAGGAAGTGCCAAAAAAAAGGAAGGTAATTCC
CCCATTCTAAATAAGCAAAGTATTATATTTTCATGAAAAGATGAACATCTACCCAAAAAA
ACAAATATAAACATTTTGAGCATGGCCTTTTATATGACAAGGAGCATAAGATATAAAACT



CAGTCCCGTTTATGATTAAATCTTGTAGGAGCAGGCGTGTCCTCCACTTGGAGGTGCAAT
GAAATGAAAACTATACAAAAACAAATTACATGATAGTCACAGTCAATCGTTTAGGAAACT
ATTTACATCTTTGACCTCATTAATCGCACAATTCTGTAACAACAGAACCCACACTCTATT
GGTCTGGTTATGATAATCAGCCATGTTAAAATCAGTCAACATCACAGCTTGTCATTTCTT
TGTGACGCGAGTGGGCGAAGACTGCTGTCTCTTATTGCTGCATGACTCATGTTATAAAAA
CTGGCTTTAACCATCTAAACTTTCATATCTG
>CL8351Contig1
TTTTTTTTTTAGAAACATGACGCCCAGTTCACAGGAATTCAACTGGTTGGGATGCTGCGG
GGCATCGCCTCAGGCATGAAGTATTTGTCAGACATGGGTTACGTTCACCGAGACCTGGCT
GCTCGGAACATCCTCGTCAACAGCAATCTGGTGTGCAAAGTGTCAGACTTTGGTTTGTCC
CGTGTACTGGAGGACGACCCGGAGGGAGCCTACACCACCAGGGTAAGATGAAACACACAC
TAGTATTCTTCTTTGGTGGTAAAACTGAATATTTCGTGAACATCTTTATGTTTTTCCCTC
CTGCTCTACCTTGAAAACGTTTAAAAGGTTTACTAACTAAAACCCAGAACAGCAAGTTCA
GAAAGTGGAACACATACATGAACTAAAAAGAAGCCAAATAAACATAAACACCAACAAATG
GTGAAAACAAAGCATGTGACTAACACAGGAACATTCTTCCTGCTGTGCTGAAGTTCCTGA
GTCTACAGGGAGCTCAGAGTCATCTTTGC
>CL8352Contig1
TTTTTTTTTTGGCAAAGTCCCCAGAAGTGACGATGAAAGGAGTTCTCCTGCCTCCGTCGT
GGTGAGAACTGTTGAGGTAAATGAATCCCCTCCTCAGCCTTTTCGGGGTTTACCAGAGCA
CTGAAACTCATGAGCGTCTCCACAGCCTCACAGAGGATGATGCACCTGGAAGAACACTTT
GGCTAATGTGAGCCGCACAGCTGGTGGAGAAGCGGCAGGAGCTGGGCAGCAGGGGGGAAA
TGAACTCCAACCCTCAAACGCTGGGGCAAGAGCGGCTTTAAGGAGAAGCAACGATGAGGT
CAGTGAGCTGATCCGCAGGAAACAAACCCAGGAACCCTGGAGATTCACCACATTCCCAGT
TAGCTGCTCTTGGCGGTGGGCAGCTGTCTGCTGGGCCTTCTCATGGACTGGCTGGGCTGA
ACTTTCATGGATGCCCGAGGTGAGGAGCGCGCAAAGTTTTCTGTTGGAGGGGGCTTCTTG
GGAATCTTCTTGACCAGTCGGCTCACCCAATTCTGCTGCTCCTCCTGGGAGGCGGCCAGC
AGGAGTAGGTTCTTGGCGGCAGAAACGTCGTAGTTCACTTTACACGGAGCAATGATCTCC
TCTTTCTTGTCCATGTGGTCCTTGTGGCACTTAATGTGG
>CL8353Contig1
GGGAATGAACTCAGTTTTCAGGCACTGTGAAGTACTGAAGAATAAATAAGCTACCTGGAA
TCATTAACATTAATATATATTCTTCATAAAAGTCTGCAGCATTCCAAACAGGACACTTTG
CATCGGCAAATAAAAAGTCAACGATAAAATGACAGCAGTCGGACACTTAATTTTAGGGAA
GGAAGAATGGTTTGATTGATTTTCACCAAGTAAAGGTGTGTGGCACAACACGATAATAGA
GGTTCTCTAGAGGAACATGAGAGCAGCTGGTCCCCTTGACTCTGCACGGCCGGCTTCTGA
TGTCACCAACTTCCCTCAGTACAGACAGGTTTTCTTCATGATGCGAAGAAACTCTTCCTG
GTTGACCTCTCCGTCTCCATCCCGGTCTGCTTCATCGATCATTTCCTGTAGCTCCTCATC
CGTCAGGTTCTCTCCAAGCTCCTTTGCGACTCTCTTGAGGTTCCTAAATGAAATCTTTCC
GGTCTCATCGTCATCAAACAGGCGGAAAGCTTTCAGAATCTCCTCCTTGGAGTCCTTCTC
GGCCATTTTCTGTGTCATGACAGTGAGGAAGTCAGCAAAGGAAATCTTTCCAGTGGCGTC
CTTATCCACTTCACCGATCATCTTCTTGATCTCCTCTTTCTTTGGCTCAAACCCCAAAGC
TCTCATTGCCACCTTAAGATCTTTTACATCAATGAACCCAGAGCCATCGGTGTCGAACAG
CTCAAAGGCTTCCCTGATCTCCTGCTTCTGCTCCTCAGTCAGTTCTGCTTTGGGAGTCGT
CTTCTTGCGTGGAGGAGGAACCGGACCCTGCAGGGCTGGCCTCTTGGCAGTAGTCGCCTG
CATTGGTTGTTAAATATTTGTCAAACTCGGACAGTTTATTTAAGAAACAAAGCAGTTAGT
TAGTGGTGTCGTCAAGGCTTCGCCCTC
>CL8354Contig1
GAGGGCATCAAATCGGGTCGTACCATCTTTAAAAAGGCACGGGAGGATCCCCGCACACGT
CACCACGTGTACGTGTCTGCGGCGCTGATGGAGTATTACTGCAGCAAAGATAAATCAGTG
GCCTTTAAGATTTTTGAACTCGGTTTGAAGAAGTATGGAGACATTCCAGAGTACATACTC
GCATACATTGATTACCTCTCACACCTTAATGAGGATAACAACACCAGAGTTCTGTTTGAG
CGTGTCCTCACCTCAGGAAGCTTATCAGCTGAAAAGTCAGGTGAGATCTGGGCTCGCTTC
TTGGCCTTCGAGAGCAACATCGGTGACCTGGCCAGTATCCTAAAGGTTGAGCGCAGGCGT
TTCACTGCCTTCAAAGAGGAATACGAGGGCAAAGAGACAGCTCTGCTAGTGGACAGATAC
AAATTCATGGACCTGTATCCCTGCTCTGCCAGCGAGCTCAAAGCGCTTGGATACAAGGAC
GTGTCCCGTGCCAAACTGGCATCAATGCTCCCAGAGACCGTGGTAGCACCATCAGTGCCT
GTGCTAAAAGATGAAGTTGACCGTAAACCAGAGTACCCCAAACCAGACACCAATCAGATG
ATCCCTTACCAGCCACGTCACCTGGCCCCTCCAGGCTTACACCCTGTTCCTGGTGGAGTT
TTCCCCGTCCCCCCAGCTGCTGTGGTCCTCATGAAGTTGATTCCTCCACCTACCTGTTTC
ACTGGTCCTTTTGTTCAAGTGGATGAGCTCATGGAAACGTTCAGGAGATGCACACTTCCT
GAGACTGTGGATGCTGCTGTAGAGCTGA
>CL8355Contig1
GCTTTACTCACATGGCAAGACAGAGGAAGGGCTCTAGCGTCTTANCTATACATGAACTTA
GCGGCTCTGTCTATTTTAGACTTCACCGGATTGGAATCAGAATATCCAGGCGCGCCGGTT
GGAGTCCACGAACCAGAACTAAAACAAGCAGTTTAAAAAACAAACAAACAACTTCTAAAT



TAGTTTGTTTTTAAATCCATCCATCGTTGCGGTGAGCGCGCGACACAGAAAGTGCGTCTT
CTGCATGTGAGAGGAAACCAGGAACAGAGAATGATTGCAGCCCAGCTATTAGCCTACTAC
TTCACGGAGCTGAAGGATGACCAGGTTAAAAAAATTGATAAGTACTTGTACTCCATGCGC
TTCTCTGACGAGACGCTGCTGGACATCACGAACCGCTTCAGAATGGAGCTGGTCAAAGGA
TTGGGCCGGGACACTAATGCCACTGCTTCGCTCAAGATGCTCCCAACATTTGTGCGCTCA
ATCCCTGACGGATCAGAGAAAGGAGACTTCATTGCTTTAGATTTAGGAGGCAGTTACTTC
CGGATCCTTCGGGTCAAAGTCAGCCACGAGAAGAAACAGACGGTTCAGATGGAGAGCGAA
ATCTTCGACACGCCAGAGGACATCATCCACGGCACAGGAACACAACTGTTCGACCATGTT
GCAGAGTGTCTAGGCACCTTCA
>CL8356Contig1
CGAGGCTGCCTCACACTCACGACAGCGACTTTGATGCCAACTGGTCTCCCTCGTGGGTCA
TGTGGCTGGGCCTGCCAAGTTATTTGCACAGCAGCCATGAGATTGTGCTGCGGAGAAGTC
ACCCTGGAAGCTGGGGCTTCAGCATTGTCGGGGGGTACGAGGAAAGTCATGGCAACCAGC
CTTTTTTTATCAAAACCATCGTCCTTGGCACTCCAGCGTACTATGATGGACGTCTCANAT
GTGGCGACATGATTGTGGCGGTTAACGGCCTATCGACAGCAGGAATGAGCCATTCGGCGC
TGGTGCCCATGCTGAAGGAGCAGCGCAGCCGAGTGGCGCTAACAGTGGTCTCCTGGCCTG
GCAGCCTTGTATAACCGAGACAGAAATCAGCCAGCCAGCAGTGCGCTCCACTAACTCGAC
CCCAAAAGGCTCTATATTGGGAATGACCTTGGCCAAAGTGGTATACGATTCTGTGCATCC
CTACATCCCAGGCTTAGTTCAGGACCAAAAGCATTCTTAGCTGTTTTATTCCCTAGTAGG
GGCCAAGCTTGCACTGAACCGGTGGGAGCTGATCGAGATTGTGCCATGTAACTCGACAGA
CTGCTCGCCACACACACTGCTGTGTTCATATGGTCATGTCGTCTTCACACCTGCTGGGAT
AACGGCACTGCGACCAATGACAGGCAATCTGTGCCGCGTTCACCTCAGGCAGTAGAGGAA
CCTGGGACCATGTTCAGGTGGAGGCGTCGCAGGTGGAAACATTTTAAACAGGCATCCTTC
TGTNTGATGTGTCCACGCATTTGAATCAAGATGTCCCATCATTAGAGCTGCATCCGTCTG
AATGAGCCTTAGGCCTTATTAGAAACCTGCCACATCCTGGGAGGGGCTTACCTGCCCTCG
TCACCATGGCAACCAGCTGTCTCATCAGCTGGAGTTTTATACATATGAATGTGCATTTCG
TTT
>CL8357Contig1
TTTTTTTTTTACTGATTACAATGATCTGACAAAAAACAGTGACTGGACGATAAAAAAGAA
ACCCATCGATGAATTCCTCTCTGCTGATTCCGATGATCTACTATCATGTTCAAGTAAAAC
ATGTGACCCTCAGAGGCAAATTGTAAACAATGCGACCTCGATTAGTGACGCAGGATGTCT
AAAAGCTAGGAAACGCTGGAGAATCTAGAGTAGATCTCTTGGTTTCGTTCAATATGAAAG
AGACGAGTACAGTGGGCTTTGCTTCGAGTCATTAAGTAACACATATTCACAGTTCATTTC
TCACCAATCAATAAATAAATTTAAGAACCAAATAGTGAGAGAGAAAAAAATGTCTACAAA
AGAATTGTCAAAAATGGAGGTGCTGGTAGGGAATTGCTTCAGAGTAACACAGGTAGTTGG
CTTCCAGAGGCAGAGAGCTATTTTTATGGCACAGAGGCTCAGGTAAGGGGGATTGGGAGG
ATTCTTATTTACAAGATACGTGTTTGGCAAATTTCAACGTCTGCAGTTATGACTCAGAGT
CCTTGCGTTATCGACAAGGATTCGGCGCCAATAACTGAGAATTCACAGCTTACCAAAATG
AGAATTTCAGTTTGTTTTATGTTTGTTTTTGATTGGTTTTGGGCCTCCAGGGAAGCAGGG
GTGCACAGTTCTGCCCTCTGTAGAGTCGACTGAGTCCACGCCAAGTCTGTTCATGCAGAT
GGATGAATCGGTGGAGCGACACGCAGAAAAACATTTGGC
>CL8358Contig1
TTTTTNTTNTGCACTTCATCTTTGCAATTTAGAAGCCTGTGCAGATTTATTGGTCCCACA
TTGCATGTTTAGCAGAAAAAAGCAGTGGCTGTTAAAATGTCTGTGCTTACATGTGATTTA
TCAAGACAGTTGCATAATGATGACTGTCTCGAGAATTAGAGGAGCTCTGCCCGGCAACCA
TCACCCTTCCAGGCGCCTGAGACCATTCTTCTTTGAGTCTCACACACCCTTGCTGGATAT
GCACTTTTCTTATGCTGTGCAGCCTCTGTCATGCGAGGAATTGTTTACTTTTCCCTCCAG
AGAAAGTTTGTCAGAAAATATAAGGTCTGTTTTGAAACCAATTTTAAGTGTTTCACCTTT
CAAACATCAGTACTGACACTAATGATGTTTGAAAGGTGAAACATCATTAGTGTCAGTACT
GTCTCTC
>CL8359Contig1
GCAGGNAATTCGGCACGAGGCGGTGGTTGTGCGGAGTTTGCAAGNATCAGCTCGAAAAAG
CCAAAGAAAGCTTGAAAAATGTGGACGATAATATTCGAAAACTTACCGGCCGAGATCCAA
ACGAGTCGAGACCGGGCCAGTTCCGTCGGCTCAGCGGCCCAATGGCAGGCCTCAGCGGAG
GTAGAGGCAGAGGAATCAACCTGCTCAGGCGCAGTCTCTCGGACATGGGAACTGGCGGAC
CCCCTGCCAAGCAAAGGGACATCGAAGGAGCATTGCTGAGGCTGGCAGGAGACCAGAGGG
CCAGGAGAGACATGCGCCACGACAGCGACGATGACGATGATGTCAAAAAGCCAGCGTTGC
AGTCCTCTGTTGTAGCTACCTCCAAAGAGAGAACACGCCGAGATCTTACTCAAGATCAAA
CCATGGATGAGAAGGGCAAACAGAGAAATCGGCGCATGTTTGGTCTGCTGATGGGTACGC
TGCAAAAATTTAAGCAGGAGTCCAACGTATCTTCAGAAAAGCAAAAACGCCGTTCTGAGA
TTGAGCAGAAACTGGAAGTTCAGGCTGAAGCTGAGAAGAAGAAAGTAGAGAATGAAAGGA
GAGAGCTGTTTGAGGAGAGAAGAGCCAAGCAGACAGAGCTGAGACTTCTGGAACAAAAAG
TGGAATTAGCTCAGCTGCAAGAG
>CL8360Contig1



GAGGGGAAGACTCTGAACTCCTGGAGGAGGTTTTACACGCGACTGGCGAGCAGTAAACAG
GGCGAGACCACGGTGTGACGCCGCCCGCGTGCTGGGCTGTACATACTTTTGTAAGATTTG
GTATTTAAAGGTGAACGTGGTCTTTTTCATACATGTTGGAACTATTGAGCGTGGCCACTT
CCTGATCCATGCTCTGATGTGAGGAGTTCCTGATACCCAAGTGCTTCCATGTGGATCCGC
CTCCTTCGGACTCCTCTGCGGAGCAGAGGAGGTCTCCAGCGCGACAGCTGGATCAAGAAA
CCCGGGATCTGCGGGATCATGCAGGGATGCTGGCATGTTCTGTGCGCAGCAGATTCAAAG
CAGCATTGATCTATTTCTGAAGACGTTCTGTGCTGGAGGAGAGCAGAGGCGCTCACACAC
ATTTGAATTGGAAAGCATTTTGTGCTGCGGCAGAGCTGACAGTTCTCTGGACTCTTGGAG
CCTCTGCAACTCCTTTTTTTTAACGTCTTCTAACACAAATTTGAGAGGAAGCAGACGTTT
GAGGGGAGATGAATCTGCATCGGCGACAGTGAGAGTGACAAGCGGATGTTTGTTCTCCTG
GAGGCCTTTCAGCTGTCGGAGGGTTCTCTTTGTTCAGACGGGACGATGGAGGTTCACTGA
ACTGTTTGATCGGAACAGGCCAGGCTTTTAGGAGCTGCTCCGGTCAGTGGAGGTCCGCGG
TCGGCTGTTCTGCAGATGTTTGGATGCTGGTTAACTCTTAACGGTTTGGTTGCTGCTTCC
TCTCCACAGTCCTGTCGGCTCTGATGGCCTCAGCTGCCGCAGCTCCTAAGTCTGTCTGTC
ATTTGTTATGAAAAAGATTTATATTTATAGAAAAGTCCTATATAAATTTATATAAATATT
CACTACATGGACTGCTTTATGAGAAAAAACAAACC
>CL8361Contig1
TTTTTTTTTTAGCAGAACACCATCAATTTATTGTGGAAAAACATCAGGAAAGAGAAAAAA
AAAGGTTTCTTCTGGCACATTGGTTCATCTTTATATTACAAAAAGGAGAAAAAGGGTTAC
AAATCTTGATAATTTATACAACTTTCAAAAATACATTTTAATTTAGTAAACACTCTGTGA
AC
>CL8362Contig1
AAGCTCAGCAGAGGATGGAAAATACACCATTTCTGCTCTTGGGATGCTTTTTTGTTAGAA
ATACAAAGTTAAAAATGAAGACGAATCTGCACAGAGAGAACAACCAAGTCAGAATGCTAG
GCTAGCTCAGATTATCTCAATAGTTCTTGTTAAGGTGCACCTTTGTGATCAGAGGAGGGC
TGCAGTCGCGATAAAGAACATATTAGGTCTACAGTTATGATTAAAGTNGTAGCCATGAAG
CATCATCATCAAATTCTGTTAAGAACCGCCAGTCAAACACGTGCAAATGTAAATGCAGAC
GCTAGTTAGGAAATGCTGCTCACTCAGTCAGATGTCAAACAACTTGGGCTTTTCCTGATC
TGCGTGGATCTTTTGAATAGAAAGTTGGGGTTTTCCATCATTTAGCTTCATTTAAGAAGA
TGGTGAAATAGTTTTGTTTTTCTTCCGGAGACAAAATGCACCCTAAAAGGAACCAGAGGA
ATCAAGCTGAGGTACCCGAGGAACCTCACAGTGGAACCAGAGGAACCACACTCAGCAGCC
CGTGGTTCAAGCTTGAAGCCCGTTGACCCTGATTAGCTACGGTGCAAATCTACCCTGATA
CAGAAGAGGTGTCAGCACACTGAGCATGCTCAGTCATGCATTCTTAAACTTTGATTTAAA
AAATGGAAAGAGAAAACACATCCCCCCCCCTCCCTCCCTGAAGGTAAAGTCACATGAACG
TAGATGCAGGAACGGGGATGCTNCCTGCTGCC
>CL8363Contig1
CTCACACTTAGGCCCAGTGAAAGAAAGGCTTTCCCTGCATGTGCTCAGAAACTTGGGCTT
GGTGCCAGAGCATGTAGAGACCAGAACCCTGAGCAGTTCCCACAAATCAAATTTATCACA
GGGCAAGAATTCAAATGTGGGTGGACATTTTCCCCAAAAGACTCGGCTTGCCTGGCCCGC
CATGTGAAATCAGCCCCCGCAAAGCCAAAAAGTACTTTTTGCGAGTCATTATTTGGAACA
CATCAGATGTCATTTTGGATGACACAAGCATCACTGCAGAGAAGACAAGTGACATCTATG
TGAAAGGGTGGATGCCTGGAATGGAGGAGGATAAACAAAGGACTGATGTGCACCACAACT
CTCTGGATGGAGATGGTAACTTCAATTGGAGGTTCATCTTTGAATTTGAATACTTGTCTG
CAGAGCAGCTCTGTGTCATCTCCAAGAAAGAACAATTTTGGAATTGGGACAAAACAGAAT
ATCGGAATCCACCTAAACTGATTGTCCAGATCTGGGACAATGACAGGATTTCATTGGATG
ACTACTTGGAACACAAACTACTTTCACAAAATTGTTCTCCAAGGTTCTGTTGAGCTGGAC
CTGCTCAGGCTTGTCCCTCCTGCCAAGACCCCAGAGAAGTGTACCCTTAAAATGTTGCCG
GGGAATGACGGGAACTGTTGCCTCCAAAGCAAAGCCCACATCCCTTTTCTCCCGGAAGTC
TGTGCGAGGCTGGTGGCCATGTGCAAATGCACAGAATGGAAGTTGTGTGCTTACTGGAAA
AGTAGAGATGACACTAGAAA
>CL8364Contig1
TGGATCGCCGCGAACACCAAAGCCTACATGAAAGCCCACCTGGGCTGCGTGGAACAGTTT
AGAGACTTCCTTCACAAAAAGACACATTTGTTCCCTGAGACGGTGCGGGAAGACTGTTTG
TGTGTCCTGGCTGACATGAAACAGTCTGCATGCAATTATTTATTGAGCCCCGTGCACAAA
GTGCTGAAGCCACAGTACCAGAAGCTGGGAACCAGCGATTGGCTGAAAAAGAACGCCTTT
CAGAAGCTGCTGGACACATTGGAAAAAGAGCTGCAGCAGTTCCAGGATGTGCCCCACACC
TGCCGGCAGGAGCTGATCGGACGGCTCCACCAGGAGGTGACAGAGGAGTACGTCCGGAGG
CTACTGCGAGGAGACCTCCGGCTGAAAGCCCGGGAGCAGCAGGAGATGGCGTGCGCCGTC
ATGATTAACAACGCAGAGAGTCTGCGCAAGCTCTTCACCAAAGAGGGGTCGAAGGAGGTC
TGGCTGGAGGAAATCCTGATCAAGATCGCAGAAGTGCTGAAACTGCAAGACGTTCCTGCC
ATCCAGGTGCAGGTGGTTTCACTGGGATCCACCTACCCTGACCTCAGAGAAGCCCAGGTT
TCTGCTCTGCTCAAACTGAAAGCGAACCTCTCCAAAGCCCACAGGAAAACCATCAAAGCC
ACGCTGTCCGACGCTTTGAAAGAAGCGATTCCTGGAACTGGAAGTCATCCTTTTTTCTCC
AACATTTAGGCCAAACTTCTCCAGTTTTCTGCTGCATCGTTTTAGCAAGCTTACGTTTTT



TAAGCTCTAGAGGAAATGTCAGTATGTCTGAGCTTCCTTCTGCACTGTGAATGCGAATGT
GAATAATGTGCATGGGCTTCACTGCAGAGCAGTGATGCAAGTGTGACTTGCAGAGTTATA
TATTTTTATACTGCGTCGGTGCTTCCAGAGCCGTTTCAGGAGATTCCTGTATTTTGTGTG
TTGATTTTTGTGTTGCATGTAATGCAGTTTCTGTTGCATCTCAAGTTCTCTCT
>CL8365Contig1
GCCAGGTGAACGTATTTTACTTTTGGTGGTTCGGTTGATTCGGTGCCTTACCATTCCCTC
AAATACCAACACACGGTCGGACCCGAGCGGACTCCGCGGGTTTGAGCCTCTTCTGGTCAG
AACCGCCGGACGCTGCAGAGGAGCGGACCGCGCGCGGCGGGATGGCCTGCGTGAGTCCTT
CCTCTGACCCCCCCTCAGATCACATCCTCACAGAGTTCTGCAGAACCGCTGAAAGGGCTG
CTTTGGTCCTATGCAGCAGAACCAGACTGGTCACTTACCTTCCAGGGATCCATGCTTTGG
TGCGGCGTGTGGCTGGAACCAGAACCTTTGCTGCAGTCGGACCCGCTGGCTCCGTTGACC
CTGACAGGAGTCGGACCTCTTTTCTCTCAGGAGTGTGGGAGGTGACTTCTGATAAGCCCT
GGGGGCCCAAAGACCCTCTGGGGCTCCAGGACCCTCTGGGGCCCAAAGACCCTCTGGGGC
TCCAGGACCCTCTGGGGCCCAAAGACCCTCTGGGGCTCCAGGACCCTCTGGAGCAGCGCC
TCCAGCTGCTCACACGTTCAGAGGAGCAGAGGAGCAGCTCACATAAGAGCCTGAACCCTG
CCGTGATGCTTCCCCGCAGCAGTGATGAAGACCAAAGGGGACTGTGTGATGGGGGTCATG
CTGCTCCT
>CL8366Contig1
AGTTTTGGCTTCTGAATCCGTATGCTTCAAACAGGACTCTGCCAGGAAACCTGGCCTTTG
GTTCAGTGGACCAGACGCCGTGTTTTCCTCCTCAAGAAGAATATGCACAGAGCCAGCTGT
TTGTGGATGTGGTAGAGTCAGGTCCAGGCTTTAGCAGGCAGAGTCAGAATCAGGGCAGCA
GGACTCAGCACCACTGCCACTCCCTCCAGTCGGGGAGCAGGGTCGGGGTCAGGCCGGTGT
CTCTGTGCGGCCCCTCTAGTCCTCTTCCAGGGAGGCACATCTCCACCTCTTTGAGGCCCG
CGCCAGTCTTAGGTCTTGATATTGGACCAGGATCAGCAAGTGAACACTGTGGAACACTCA
GCCCGACTGAGCATTATCACCCCATGTCCCCCAGCAGCTCCTCACCACCTGGACCTTTTC
AGATGTACCAGCCACGCTCTGCCAGTTTCTCCAGGGGCCATGACAGGCTGTCCACACACT
CTGTGGCTCTGGATGGACTGGCCCTCGCACTGGGGTCCGGTATGGAGGTAAGGAGGGACG
GAGGTGGAGGAGGAACGGCAGGCTCAAGAGGCTCCAGCTCCAGTCAGGCCTCGAGTGGAA
ATCTTTCAGATGGTGGAAGGCAGCAAGCGTCAGACGCCCCCTGTCCTATCAAGAGCAGTG
GGAGCTTTAAGGCAAAACCTGAGATGAAGCCCCGCCCCTTCATGGGAGTTATGGACAAAG
CGGTGCGAGTCCAGGGTCAGCAGACCTCCGGCTTGGGCCGGCAGAGTCAAGGAGGAGCTG
AAAGCTTCAGTGCGTCGGTCATGGAGTGCCAAGGGCTGAACAATGAGTTCAAACGTGCCT
CCTTTCAAGAGCAGCTTCCTGGAAGCCAGCAGCAAGGCAGGGAGCTGGCAGATCGCTCCC
ACCAGCGAGAGACCAGAGGCTCCTCGTCCTCCCAGCTCTGCTTCCCTGAAGGGAGGCACA
GACAGGCCAGCCTAACCAGAGACAACCCCGCTCTGCACATGGCTCCAATAAAACCCAAAC
GCTCCTTTATAGAGTCCAATGTCTGAATATAGATGCAGGCTGCTCTCATCACGCTACGTC
TTACATGACCTGAAAGAGGGAGGGATCACCTCCCTGAACCTGTTCTTTAGATTTTAGCTG
ATTGCTGCATTTACAATCAAGAACCAGTGTTCCGACTCAGGCTACTGCGCTTTTGCTTAC
ATGTATACAATAGTGTATTCTAGAAAGCCAGACACACCCTCAGTGGGGATCAGAAATAAC
AAGTAGTTGATTGTTCTGTTTTTAACTATATCAAATCTAGAAGTCAGAAAAGCTTTGTGC
ACGGATATTCAAAATCTTGAGCTTTTAGCTGCAGGAAACGACCATTTCTATTG
>CL8367Contig1
TTTTTTTTTTCATGTCTGTGCCTTCTACATCTTCACTCCCCCCCCTTCCCTGTATTTCGT
AGTAAGTGCTCTAGTTGCAACGTAGAAACCTGCCTTATGACTAGCTGAGATCATCACACT
GCCATTTGTATGGACATCCAGTCTGAGAACAAACACTAGCACAATCCTTTATTTATCCTA
AGTCCTTTTATTTTGGCTTCATCAGCTGGAATAGTCATTTCCTTTCATCAGACAGCAAAA
ACACCTACTCGTCTTTCCTTTCTGACGGTTACAGAAATGACACTTGCCCACGTTCTGTTC
TGGACCAACGCTACTTACCATCTGAAGGAGGGTTTTACTGAAGATTTTTACTTAAAATCT
GCGTTAAGATTTCCGTGCAGAGTGTGCTGAAAGCTGATGGGAGATTTCTGATGCAGAAAT
TTGAATTTACTCTGTAGTGAATGTAGCACCGTCTGATTTTAGGAATTATTCCTGCTAGTG
TCAAACC
>CL8368Contig1
GCACGAGGCGGCATGCTAAATGAACGTTATACGCGTTTGATTAACTGCCAACCCCCCCCC
CGGAAGCAAAGTTCATTTCCCCGGAGCTCGTGTTTTTTGCCCTCTCCCCTCTCGAGGCCG
CTGTCAGCCCTGTTGTTTAGTTTTATTGTTGAACCCGTGTACTAGCCTGCTAGTTAGCAA
GTAGGCTAAGCTTTCCCCTATGTCCTCTACAGAAAGCTTCAGTTCAGCTGTCACCGATTG
GCTTTTTATCAATTCCTGGTGGATCCTGCTTACTTTTATTATGCTCCTTATAGTGGGCGC
CTTCATCGTTGCCTTTGTGTTGCTGCTTTACATGATATCGCCGCTCATCAGTCCGAAGCC
TCTGAAATTAAACGGGGCCCACGTCGTGGTGACCGGAGGCTCAGGTGGAATTGGGAAATG
CATTGCAATCGAATGCTACAGACAAGGAGCCTTTATCACTCTGGTAGCTCGTGATGAGGA
TAAGTTACTCCGAGCAAAGAAAGAGGTGGAAAAATTTGCCATCAATGACAAACAGGTGGT
GCTCTGTGTATCGGTCGACATCTCCAGTGATTACACTCAAGTGGAAAATGTGATAAAGCA
GGCTCAGGAGAAGCTTGGACCGGTGGACATGCTGGTGAACTGCGCTGGAACAGCCGTCGC
TGGGAAGTTCGAGGAGATGGAAGTGGAACGTTTCAAAGAGTTAATGGAGCTGAATTACCT



GGGCAGCGTCTACCCAACACGAGCCGTCATAACCACCATGAAGGAGCGAAGAATGGGTCG
AATCGTGTTCGTGTCGTCCCAGGCGGGCCAGATCGGTCTTTTCGGATACACGGCCTACTC
GCCTTCAAAGTTCGCTCTGCGTGGATTGGCAGAATCATTGCAAATGGAGATGAAGCCGTA
CAACATCTATGTGACCGTTGCATTCCCCCCTGACACGGACACGCCCCTGCTGGCTGAAGA
A
>CL8369Contig1
TGCAGCCCATTCAGGCAAAAGAGGCAGCTTAAAATCTATATTTCTGACTTTGGGGGATAA
AACACCATTTCTATATTTCAGTTGTGGGCTGTTTTGGCGTATTTGTCAAGGCATGTTTGA
TGCATGACTGGTTAATTTATCTTCATATCCAAAAACACCCCCTAGTTGTATGTTTGCATT
ACTGTGGGTAAATATCTGTGAAAACGGTGATTCATGTCTGCTGCTTACAGTCATTCTCTC
TCAGCTGTCTCTGCATCCTAACGGGTTGCTTTGCTGCAGAGCAGAAAGTGTCGGTTTGCT
TAAGCTTCATTTAACACATTAAAAAAAACACGCTGGGCTGACTTTTCAGGCCCCTTGGCC
CCATTTTTTCCCCCTCCCTGGGTAACAGAACACTTTCACTTCATTCTCCAAGAGCACGAG
TTCAAAACGTTAGACTCTTCCTGCATCTTTTTCCTGCAATGGTCCAAGAAGAGTTATTTT
TCTTGCATTTCTCTTACAGTTGAGCTTGAAATTATTCATACTTTTGACCATTGTTAGATA
TGTAACATTTTGTTCAACACCTCTTGTACATCATTTTCAATTAAACAGTAACTTCCTGGT
TAAATGAATGTACTTTAAAGACTCACTCCGAAGAATTGTTAGTGTTTTTCTCATAATGGA
GGACACATATAAAGAAAGTTAGCTTACAATTCCATTTCCGAGTATTTCTTTATTCAAATC
GCTGTGAATCAGGAGCAAAGAAATGCTTTTGGAAAAAGCTTGTAGGTGTGATGTAAGAGC
TACTACTTCAACAGCAAAGCCACATACTACTGCCTGCTCTGCTCCATTCTGATGCACTTG
CTGCGTCCCAGCAATACAAAATAAAAGACTTCAGAAACCTGTCTCTTGGATGGGTCAAAA
TGACCCGGTTAGATCCATGTACGTCTTCGTTTTCCTCATCCAAAGCTGGCATCTGGCTCA
ATACTGTAAGGCTGGATTGCTCCAATATTGCTCGCCATTTTTGTCGAACAGGTTGGAGTC
GTAAGCTAGCGGGAGAGGAAGTAAAGACGGATGACGGGAAGTGGGGGCAGCCTTGAACAT
TTTAGGGTTTGACTGAAGAGTCAAAAAGGAAGGTAATGTGTGATCAGTTGATCTGAT
>CL8370Contig1
ATCACAAAGAACTAGAGAGCTTACGGTAAAGGAGAACTGTCAAACCTGATTTGCCGTTTC
ATTTTCTGAAATTCCCTTCATGTTTTGAAATCGATAAGCTCCACGTCTTTTCAACAACAC
TGACACCCTCACTATTCAGTGAAGTCCAAACACACAATCATGCTCCGGTTTTGTGTTGGT
ACACTACGGCAGTGCAGGAACGGCGCACAGCACCATCTGAACTCCAGTTTTGGGTTTATT
TTTAAAGTGCAGACACAGAAACATGTTCACGTCACATTTTGTAAACGAAAGCAGCTCCAG
TTCTATGGCTAAGAGGCTCGGGTTCAGGATCTGATGTCTTATTGTGGACTTGTTTAGCAA
AACCAGAAGACCTGATCGCAAAACCAAATCTTTAAGACTGTTCGGATTCTGCTGATTAAC
TTTCATATCTACAAACCCTCATTTGGTGGGTTTCCAGTGACTAGTGTAGCTTTAGTTGAT
TATGAAGCCATTGGATATTCAAATATCCAGTTTATTTTGCTTACGACTTTCTAAACCTTT
CTACAATGCAGATTACAAAAACTTTAAGGCTCGTCTTTCTGCATAAAAATGTATTAACTT
GAGACTTAATATTTTATTAAACAGTTCTGATCAGGATGTAAGTTTGTGTAAATGACCGTG
GAATGTCGACAGAAACTAACGTTGAATGTCTTTAGTTTTTGTGGCTCGTGATGACTACGA
TAAATCGGTTTCTATAGTTGGAGAATTTTGATT
>CL8371Contig1
GCACATTACGTTTTTAATAATGTGTTGAAAAAACACAATTGCAATGTGTTGGATGGTTGC
ACTCTTAATTGGAATGCAATCAGTCACATGGTGGATGTCCTGCAACAGATGTAAATGCTT
GAAATTGGATCCCTTCTTTTTTTCTTTGCTATTTTTATGTTTTTCAAGGTATTCCACTCC
TGGAACAACATATGCTAAAATTAGATCTTGAAAATTATCCAACAATTTTCTTAGAAAATA
AATTCAGGTCATTTAGGGAAAAAAATCTTTAAGCTAGAAAAATTACATTAATTTTAAAAT
AATTAAATATTACTAAAACATTGAAATGCTATACCATCAAAAATCTACTTTTGACAAATA
CCAATACCAGACAATTTTGTCTGACTATAGAGATTGTGGGTTAGTGCCTTGTATCTGTAC
CCGTGGCAGCTTTAGTTCTCAATAAATACATTTTCTGTTATAAGGGTCAGTGGCTCTTGT
TTGAATGTGTACCTCACAGCCTTTTGTAGCTGGATGGAGGGGTTTACACGATAGGCAACA
GCCTCTGGTTGCGATCCATCCACTCTCCTCACGCCAGTTGCCTCAGGCACATGAAACTCC
TCCAGCAGATCAAAGCCTTGCAGCACAAAATCAATTTACTTTGACATCGCATCCATCATG
CATCAAAGGAGGTGAACTTCTTCAGAATTTTATTCACATCTTTACACATGATCTCAACAC
AGTTATTATATTGTTATCCATCAAAAACAACTACCATGACATTTCTCCGTGAATTTAGCT
TTTTGTGTTCAAAACTCTGAATTCTTTGTGTTGCAGTTTAAATTAGATTTGTGGTCTGAG
AAATATTAAATAATCCTATGTAACCATTCATATCATAGATGCATACATTTCTGAGACCAA
TATCTCATTTCTATGATCCAAACTTCCCTCAAAACCCATTGTATAGAACTTGGTTTGTGT
TTTCTGTCCTTTAGTGGATTCTCATACCACTAGGAGCAGTGAAAGGCT
>CL8372Contig1
GATAAAAGATATCTTTATTAATTAACGACTCAAATCCATCAATAAAACATAAAACATTCA
TTTCAATCAAAAGTTATTTTTTTCCAAATAAAATTGGGTTTTTTATGGCATTTATGATTA
AAACAAGTAACAGAAGAATAAGAAATAGAACTCAAAGGACGATACAAGAAATACATCAAT
GTGCTTTAAAGAAACTTTAAGTTTTTGTCTTTTTTTCTCTGTTATATTCATGAATCCATA
GATTAACTCGTCTCATAGTTCTGAGTTCATTTCATGCTAAATCTGACATCAGAGTGAAAA
CTCCACATATTTCTGCTTTAAAGTAGAAAATCATTTTCTTTGGGCTTAAATCTTTCATCT



TTCTCTAATCTTTAATCTGCGGGTTGAACTGAATCTGAAGTTGTTGCTTGCATCGGATTG
CATGCTTTGCTGCACGGCTGCTGCATGCTTAGTAAAGTATAGCATCTTTCCAGCCGTGTT
TTTCCAGCAGAGGCGGCGCTCCTTCACAGATCGATGCGGCGGCCGTCTTGGTCGGTGCGC
CTCTCCTCTGTGGTCCTGATGCTGCGGATGCGGGGGGATGATGCTGCGAGGGATGCAGAG
CGTCCTTTCTGGACTTTTTTCTCCAGAGAAGCCCACAAAGCAGTCGTAGTCCAGGCGCAA
AAGGACAGACTAGCCCCGGTCCAACCCGATCCAGAACCGTCAAATGTCGGGTTCTGCGCG
CTGGGTGCAGTCA
>CL8373Contig1
TTCGGCACGAGGCGAGTGAAGGAGCTGATGGAGAAGGAGAGAGGAGGCTTCGATCCTGAC
GCTCTCAGCGACCTGGAGGAAAGCCTCGAAGAAGTGCGCGAGCCGTCCACCGTCGTGGCG
GCTTTCAAAGCCAAAGAACAGAAGGAAGTGGAGGCCATCCACTCCCTCCGGGCCGCCAAC
TTAGCAAAGATGGCGATGGCGGACCGCATCGAGGAGGTCAAGTTCTGCCTGTGTCGCAAG
ACGGCCAGCGGCTTCATGCTGCAGTGTGAGCTTTGTAAAGACTGGTTCCACGGAGCGTGT
GTGCCCCTGCCCAAGACGGGAACCCCAAAAAAAGTGGGCGTGTCTTGGCAGAGCAACACC
AAGGAGTCAAAATTCCTGTGCCCGCTGTGTCAGCGCTCAAGGAGACCCAGACTAGAGACC
ATCCTGTCCCTGCTGGTTTCACTACAGAAGCTGCCAGTGCGCCTCCCAGAGGGAGAGGCG
CCTGCAGTGTCTGACTGAGAGGGCGATGAGCTGGCAGGATCGAGCGCGCCAATCTCTGGC
TACAGAGGAGCTGTCCTCGGCGCTGGCGAAGTTGTCCGTCCTCAGCCAGCGGATGGTGGA
GCAGGCAGCGCGCGAAAAAACGGAGAAGATCATCAACGCCGAGCTGCAAAAAGCTGCCGC
CAACCCAGACCTGCAGGGCCACATCCAAACCTTCCAGCAGTCCGGCTTCAGCAGAGCCAC
GTCTCCTCGTCCTTCCGTGGACTACGATGACGAGGAGACGGACTCCGACGAGGACATCAG
GGAAACGTACGGTTATGACGTGAAGGACCCTGGGGAGGTGAAGCCATATCTGTTCTGTGA
CGAGGAGATCCCTGTCAAGTCAGAGGAGGTGGTCAGTTACATGTGGCCAGCTGCGACTCC
TTCCTTCTGCGCTGAGCACGCGTATTCATCCGCCTCAAAGTCCTGTGTGCAAAACGTCAG
TACTCCC
>CL8374Contig1
GCATTCTTCTGTAAATGTGAAGACGAGGAATGGAAGAAAGCTACGAAACATTTGAGGAGG
AGTTGGGGTCATCGAGAGCAGAGCCTCCTCCACAGAAGCCTGTTCGACAGATCCGCAGAC
CAGAAATGTATGCCCCAAGAAAAATCAGAGAGGACACAATGCCGGTTTCACAGCAGCTGA
GATCGGAACCCAAGATTTTTACCCAAAGAGCCCAGTTTCTCCACAACAGCATCCCTACAC
AAAAGCGTATCCATCCAAAACCTTGCTCAGGTAGAAACGCCGTGGGAGAGCGTCACGCTC
AACCGCTGCCTGTTTGTGGCCATCACCATTCTGGTGCTTACATCAGGCTTCCACAGACTT
AGTGAAACTCTTCGTGGTCAGAGACCAGTTGATGAGGAAGAGGATGGACTCATGAGGAGA
CCGTTGAAAATGTTACACAACAGAGGGCAGCCTCTACAGCCAGAGAAATCTCTGTGGGAA
GTCATGCTTTGGTGGCTGCCTGACCTTGACGATGATGCAGAGGACAATGGGATCAGAAGA
GGAAGATCAAAGACAGGAGGCGTTACACAAACAGCAAGAACCCACAGAAACAGGCAATTT
GCTGGCAAAAAACTCCTAAAGCAAAGAGATGGAAAACTAAAGGAAAGGAGAGCCAGGAAA
AGGATGAACAAAGAAATCAAAGACGAGGAAACGGAGAAAACGGCCGACATGAAAAGAGAA
ACAACTGAGGAAAGGGAGGAAGAGACGGTTCCTAAGAAAAACAAGAGCTCCACAGTAAAG
AAGGAAAAGAAACAAATAAAAGAATAAAACAAGAATTAAGGCAGCAACAAGTTTCCTTAC
CCATGCATTAAGAAATGGCGGGAAAGATCATAATGTAATTAAAGCCA
>CL8375Contig1
GGCCTATGGCATTCAGTCGGCTCGGTAGCCTCGAGTGTCTGGACCTGTCAAATAACAACC
TGACTGTTGTTCCGAAGGGTTTGCCACGCAACCTGGTGCTGCTGCATCTGGACAGGAACT
CCATCCACAGCATCCCTGGAGATGTTCTGGCATCTGTCCGGAACCTGGAGTATCTGCTTC
TTCACCACAACAAGCTGCGGTCCCGCTCTATTCACCCTGTTGCCTTTCAGGGATTGAAGA
AGCTCCACACTTTGCACATGTACAACAACCTGCTGGAGCGCATTCCCAGGGGTCTGCCTC
GAAGAGCTAAAACGCTGATGCTCCTCCACAACTCTATATCCGAGATCGGCCGGAATGACC
TGGCTCTTCTCTTCACCCTGACGGAGCTTAACCTCAGCTACAACAAGCTGACAACCCCCA
AAATCCACCGTGATGCTTTCAGGAAACTGCGCATACTGGAAACCCTGGATCTGTCAGGAA
ACAGACTACAAATTATGCCTTTGGGTCTTCCTCGCAGCCTGCGTATCCTCAGCATCAAGA
ACAATGAGCTCACCTCCATCCCACACGGAGCGATGGCAGGCATGGAGAAGCTGCAGAAGC
TGATCCTGAGTGAAAACCACCTGAAGCTGAACTCTGTTTACCAGGGGGCCTGGATGGAGC
TGAGCGCGCTCACGACGTTGGACCTCTCCGATAACCAGCTGACGCACATCCCCGCTGACC
TGCCTGAAACTCTGGAGTATCTTTATCTGCAGAAGAACCGCATCTCCAGCATTCCTGCTT
CAGCCTTTGAAGGGACACCAAACATCAGAGGCATTTTCTTGCGCTTCAACCGACTGTCTG
CAGCCTCGTTTGATGAAGCCTCTTTTTCCTACCTGACCAAACTGCAGGTTTTGGATGTTG
GTCAAGGAAACCCGGACCTCTTTGCTCAAAGGAAGGAAACAGAAGGTGGGGCACTGACTA
AGGAGGATGAGGAAACATAGATATATTCATGGAAAGCAGAGGTGGACAAAGAGCTTAAAG
GGA
>CL8376Contig1
GACAGAAAAGGATGCAGCGACGTCTCTGTATTTTTCCGGGAGGATGATGCATCTCCTGCT
CATTCTGATGCAACGCATGCCTTCCTAATTCAAACATCTGATATCCAGATAAAGACAGAC
CCGTCGTTTGAAGCTGCTGCTCGTCTCTCTGGTGTCTGACGCTTAAATGGAGGTGAATGA



TAGACGTGTGTTTGAGGTGTTGGCTCTGCTTTTATAAAGGAGGGAAAAAAAACACACAAA
AACACTTGGCGAGACGAGAGGGCTTTGTCGCCGCTCTCAGCCGCCTCCAAACTCTNCCTC
>CL8377Contig1
TCAACAAGAAGAAGCCTTTNAGCNCTGTGAAGCAGGCTCACGGTTGTCATGGTGACGCGG
GGCTGGAGCAGCCNCNCTGGGTNTCCTNTGTAGCAGCCCTTCAGAACTCAGATGCTGTTG
CCTCAGGTTNTCNCAACTCCCAGGNGAATGTGGGGAAATGTGGGCAGCATTATCGTGGGT
TAGAGCTTTTNTTTAGCGGGCCGGTGTCAGGTTTTGTCAACGATTTAAAGTTTTCCAGCT
CTGGTCATTTCCTGGTGGCGGGAGTTGGACAGGAGCACAGGTTGGGCCGATGGTGGAGGC
TAAAGGAAGCCAAAAATGGAATCTTCATAATTCCTCTGAAAAGAAAACCAAGTTCAGAGG
AACCCAAGACAACCCAATAATGAACAGTTTTGTATGTTCGGTTTAAAAGTTGTACCTTTT
CACAATTTTTTTTTTTTTATATTTCAAATCTTTAAGTTTCAGTTTGAGACATGGCTTCTT
TGTACGTTTAACTTTCTAACTAAAGGAGTAAATAAATGCAGCATCTATTTCCCGGCNN
>CL8378Contig1
ATNAGCATACAGAGAAATNCCAGCTGCCTTCGGTTTGGGAACATCCAACTCCAGCNCGAG
NTTTGACACAGTGTTGAATATCCCTGAAAAGACGGACCTGTGACGACTGTGTGTGCATGT
GTTGCATTGACATNATTTGTCAGTCAGNTCAAGTTTATCATTTCACTAATGAATTTTTCT
GTAGGTCCTTGATTTNGTTNATCAGCACAGTTTTCCTTTTAAAGTAAAATGGNTNAGNAT
TGTNTTTGTGTTNTGTGAAGTCCAATTNTGGGATGCANTGANGTATGTTAATGGGAAANG
TAAAAGGGTTGTTGANGTCNTGANATACATGTGAGGTTTCNCCCTCAGGNGAANCCGGGT
GGACATNTGTAGGTTGTTTTTTTTTTTGATCAAGTGAAATTTGATTCACTCAGAAATAAG
AAAGACTAGCTTTGCACATTTTAAAGTTTGTTAGTCCAATGTAATTTTGTAAATACTCAA
AATAATTATTTGAAAATAAATCTAA
>CL8379Contig1
CTTGCAAAATCTTTGCAAAAGGCTTCAGTGAAAATGATAAATGACACAGTGTGTCAAAAA
TATTTGTCAAACTCACTTACCACAAGGATGCTCTGCAGTGGCTACCTGTCTGGAGGAATT
GATGCATGTCAAGGAGACTCTGGAGGCCCCCTATCCTGCTTTGAGGAGAGTGGGAAGTGG
TTCCAGGCTGGCATTGTGAGCTGGGGCGAGGGCTGTGCCCGTCAAAACAAGCCCGGTGTG
TACACGCGCGTCACCTCACTGAGAGACTGGATTAAAACTTACTCAGGCGTTTGATGAAGA
TGCAATGAGCACGGAGGGATGCAGATGAGAGATCATAAGAGTGCTGGGAATTGTGGTTAC
AGAACATTTTGATTTGCAACAGGTCGATCGTGGAGCACAGCTGCAGGAATGGCTTCAAGC
ACTTTTGTTAGTTGCCAACTCTCTCAGGACTTCAGCAAACAATTTTAACAATTTTATTTA
ATTTAATTTTATTTTTTGAGGCAGTCCTAAACTCCATGAAGAGTTTAACTTGTTTCTAAA
TTTTAAAGGAAGTACAAAGATGATATATGTATATAGTTTGAAATCGCTTTTTTCTTCTTT
GTGCAGTTTTACTTTTTAAACTTAAAATAGATCTGCTTTTAGGTGTGTGCGATTAAGAGT
CCAAACTTTGGACACAAGTTAGATAGAAAAGTGATGAACGGATGTAGATGATTTTATATT
TTTATAGT
>CL8380Contig1
GTTATAAGATTTTAGATTTCTGTTGCTAGATACATTGGCTTTGTCAAGTCAAATAACTCA
CACAATTACGAGTCAAACAGACAATAAAACTTTTTTTCCACACCCTTATGTGCCTACGCA
CCCTGACTCAACTTATGTTATCCTTTAAAAAATGGAACATTTACTTTTGGACTGTTGAAT
TGTTTGCCCTTTTGAGCCTTTGGGTATGTTGGCACCTCTGTCTTACCCCCCTCCCCCCTA
CCCAGCCCCCCAAAATTCCCAGCTGCAATGTGGAAATCATCCTCTCATCGAGGAGAACAA
CACTTTGTACAAGAACAAAGAAAACATGTGCCAGCCAAGGAAAGATGGAAACGCAAAGAA
GGCTGATATACCAATGTATGAGGTCTGAGCTGGACACTTTCTTCTTGTAAATAGCACGGG
CAAAAGTCACTGAAACCAAGGCTATTATGACACTGCTGCAGAGTCCACTGGTAATGACCA
AGCGTGTTTGCCGGAATCTCCTTGAAACACACGCACACATGCATGCTCACCCATTCAAAC
ATGGAAACCATGGCACGTGGACTCAGAAAGCACTTGAGGCCTAGAAAGAAGGAACAAATT
AAAGTGAGTGAATAAATGGTAAATGTGCAAGCTCTTTGCCTAGCATTGTCATCTTTAAGG
TGCAAAATGCACATCAGCCCTCTCTCAAGATGGATGCAAGATTCCTCTGTGTTGGCCCAC
TGCATGGAAAGGACATTTGGAGCTGTGTCCTTTGCCAGAACCTCCACTGA
>CL8381Contig1
GATAAGAGAATGAGATAATGATTCCATTGCTATACAGTGGCAACTTTTAAGTTAATTATT
TTGCTTAACATCAACTTCTTCCTCAGCTTGAAACCCTGAATCGCCATCAGACCAAAAAAA
AAAANCAAAAAAANCAAACANGCTTCTTCGGGGAGNCCGGAGGGCCNGAGCTGAGGNGAA
NACNGCGCCNGCNCANAANGAGAGGAGCTCGTTCANCNCCNGNCNGAGCNGGTANAANCA
AATAANTCTGAANAAGTTCANGGCTTTTCAAAACTAAANAACGNCNGGANGNGTTTCACT
TCNGCNGGACNCCCAGNCNCNCAACACACAANGGTNCCCCTCATCNCNGGTNCNGACNAG
TAGAAAAATNCANGGAAAACNCNGATTTTTTTATATTTTTTTTTTAAANAANNG
>CL8382Contig1
CGGCGGCCGCGGATCCGTATTTCATAATTTAGATGAGGGATTCTCCGCTTCAGTCTTGAT
TCTGATGTTTTCCAGGTTACTCTGCTAAACCCACCTGATTCGACTCATCATTGATCATAA
AGCAGAGAAACAGAGAAAATACAAGTACTGTTACAGACCGCTTTTTTGTTATGTCTCTTT
TTATGCATTGGAACATTTGAGCTTTATTTGCTCCTGCTGCATGATGGGATGTTCTCTAAC
TTCATGATGTGAATCAAACGATAAAAGCAGATGCAGCAGAGCTCCACACAGGCCTTTTCT



TTTTTTTTT
>CL8383Contig1
CAGAATTCTGTGGCCGAAGAAGAGCAGGTGGAACCAGGCATGGCTGGAAACACGAGCAGC
GCGGCGTCTAAGGTGAGCAGCTCTCTGGTGAAACTGCAGTCTCTGCACGGAATGTTTGCT
ATCTACAAGAAGAAAGGGCCGACATCCGCCGACGTGCTGAACGCGCTCAAAGAAGCCTTG
CTCAAAGAAGCGGGAGTGGAGACCCCCAACCCCCGGAAAAGAAAGAAGCAGTGGCTGAAG
ATGGGCCACGGAGGGACCCTGGATAGCGCCGCCAGCGGCGTGTTAGTGGTCGGAGTCGGG
GACGGCACGAAAATGCTCAGCTCCATGCTGACGGGCTCAAAGAAGTACGTCGCTGTCGGC
GAGCTCGGGAAAGCGACGGACACTCTGGACGCCACCGGCAGCGTCGTTCTGGAGAAAGGC
TTCGAACACATCACCAGGCTGGATGTGGAGGAGAAGCTGAAGTCCTTCACTGGGGACATC
ATGCAGGTTCCCCCGCTCTTCTCTGCGTTGAAACAAGACGGCCAGCGTCTGTCCGTCCTC
CTGAAGAAAGGTCACAAGGTGGAGGCCAAGCCCGCGCGTCCCGTCACGGTGTACAGCCTC
ACCCTGCAGGAGTTCACGCCCCCTCTCTTCACTCTGGACATCGAGTGTGGAGGCGGATTC
TACGTCAGGAGCTTGGTGGATGAGCTGGGCAAAGCTCTGTCGTCCTGCGCCCACGTGAAA
GAGCTGGTGAGAACCAAGCAGGGTCCATTCACACTGCAGGAGCACGTCCTGCACGAGCAG
CAGTGGACTCTGGAGAACATCCTGCAGGCGCTGCGGCCGACACCGCACGCCCAGAACCAG
CAGAACCCGACGCCGAAGGAGCAGCCGGGCCCTGAATGAGGGAAGGAAGGCCCGATGGAT
CTGCAAAGACTTTTATGGAGGAATCGCATTCAAGCTGTGGGAGTTGGACGAGTTTTCATT
TCAGTCTATCTTCCTGTGTGAGCGTCTGCAGAGCAGTGGCTGCTGTGCAGACGCTGCTGT
GCAGACGCTGCTCTGCAGACGTTGCTGTGCAGACGCTGCCTGTGCAGACGCTG
>CL8384Contig1
TTCGGCACGAGGATTTTGTCATCAGTAAACAATGAAATATTGTAAAGTATTTTTTTAAAT
TTGTCTCAACCTTCAAATGAAACTTGTGAGGACTGGTTTTCCATGTTCGGTCTCAGTGAG
AGTTTGATCATGAGTTCGTGTTATGCAAGCACTTGTAAAGTAGCATGTCTCCTTCATTTT
GTCATTTAAACTTATTTTTCTCAATAGCTTCAGTGTTGTGAGTTTGATGGAAAGTGTGTT
TTTTGATCTGTCAAGTTTTGTCACCATGACCAAAGATTTTCCTGAGCTGACAGGGGGGTG
CAGAAAGTGGGGGTCTGCGTTGAGGGGCTTTGCTCAGTCCCTTTGAGGCTAACAGCAGTA
TTAGGGGTGAGACTCACTTGGAAACAGTTTGGACAATAATCTTTTGACTGAAGAGGTGCA
TTTTTAAGGTGTTGATAAAGGAATTTTCTCCAGGGACAATACTTGATCAAGGCGTCGCTC
TAGTGTCGTGAGTCTTTCATAGCTGCCTGGCGGGATGAGCAGCAAAAAGCTGTGAACTGT
GAACAAGTCCAACACTGATAGTTTTCATTGAAAACGCTCTTTAATAAAGAGGCCCCTGAA
AACCAGAACTGCTAAACATGTTTATGAATTTGTATATTCTGTGAATAGAGTGAATTTTAA
TCTCAAAGACACCAAAAATATACTGTATTAAATAGGATACGTTACCACTGACATATTCTT
TCCTTCACTGTTCTGTTTTCATGATCAAACGAGAGCACTGTGTTGTACATTTGTGATGAT
TTCCCCATGAATCATTGTCTTGTATTCTTCCACATTCTGTATATTTTTCAGTCTGTATTT
AAAGCAAAGATTTTAGACCATTTGGTTCCATTTTAATTAGATTAAAAGAGAGACTCCATA
AACAATATGTGGTGATAGATGTTTGTGTCTTTTTCAGTAATGTTGCATTGTTCCTTCAGA
TTAAAAAAAAGCCA
>CL8385Contig1
TTTCTGGAGCAAGATTGATGAGATTTGCACCACTTTGGCATTTCTCACCACGACTCCTCC
AAATGTAGGTACATGCGGTAGTATTGAGTAGCGACAGTCCAGTGTCAACACCATATGCTA
AAATACTATATACTATAATACTTATACTTCAAGAATGCACACCACATGCCTGCTGAGGAT
GTAGCATAACATGTTCTTAAAATTGCATTACTGAGTATTTCTTTATTTAAATTCTTGGGA
ATCAGGAGCAGACAAAAAAAACAGTTTGAGGAAGATTGTATTTGTTACGTAAAAATAAGC
AGCTCCCTGCTGCATTCTGATGCATCCACTTGTAGATAAAGAGATCCGTATACTTGCTTG
TCTTCCTCATCCAAGCTGGCAACCTGTACGGCTGGATAGCTCCAATAATTCTCACTATTT
TTGTTCCACTGCTAATGTTAGGTTGGGGGGTGTGAGGGGCTGTAAGCAAGCAGGAGGGAA
TGTAAAACGGATGAATGACGGGAAGTGGGGGCAGGCTTACTTTGTAACAACAGTTCCGCC
CATGACTCAGAGGTGAGGTTTTAATGAACTCCTGCTGCTCTGCAGAAACTATGTCCTAGA
AAACAACACAGGTTTTTCTTTACTTTGGCCAAAAATGCTAACAAAAGACCACGGGGAACA
CTATACAATAAATCAAAAGACGATCAGAAAGGGGCTTTAGCGACAAAATCAACATCAACA
GACTACAAATTTGGACATTTTTAAGCACATTAAAGGAATGT
>CL8386Contig1
CGAGGGTTGGCGTGGACCGAACACAGATTGAAGAAGACATGATCATCGAAGCAAACAGGT
ATGCATTAGCATCACACTTCCTGTGGGGGCTGTGGTCTATCATTCAGGCGAAGTTATCCN
AAATTGAGTTTGGATATATGGATTACGCCCAGGTCCGCTTCGATGCCTACTTCAAGCAAA
AAAAGCTTTTCTCCTGAACGCTGCGGCATTGATCTGCTCCATGTTTGTTTTCAAACTTTT
ATGGGCCTTTGCAGGAATGTCAACAATTCCCAAAATCCTATGATATTAATAGAAGTGAAT
CTCCACAAAGAGAGAACTCTCATTTCCATGTGGTTTATGATAAGGAGAGACGTTCTGCTG
CTATGGAGAGCAGGAAGACTGTTATCATTTTTTATTTGCTATTTTCTTCTGTTGGTCAGT
TTGTTTTTGCAACTTTGAATTTCCTTGGACCAGTTTATGTTTATGTATTTTCTGCTTGTG
AATTTGATTTTGATCTGGATCACTGATTTTAATTTAAGGTGACATCACAATTTAAGCACT
CTACCTTTTAGTCACTGGCAAAAAAAAAGCTAGGTTATTCCTAGAAATTGACTAGTGTGC
ACTTCTGCTGCACGAACTGACTGTTCCTTTTTTGTCTTCAACTGTCTATACTTTATTTAA



AAAGCAGTTTATGTTTTAATCCTAAAGTTATTTTTCTTCTTTTTATGTCAGTATTTAGTT
TTGTTAGGTTTTCTCTGCTAGCAAAACTAGGATGTATTTTTCAGATATCAGGTTTTGTTC
GATGTCTGCGAGCTCATGTTTTTTTAAACTTTAATTAATGAATGTACAAAGTACACACCT
GTGCGTATCCACTCCATTTTCTTACATTAGAAACAAACGATTTTATGTGCAGCTGTTTTT
GAATCCGTCCTTTTCCAGTTAAATATGGCTATATT
>CL8387Contig1
CCGGGGGCACTCCAGCTGATCGGCCCAGTGTGCCCGGTGGCCCTCTCCGTCGTCGGCTTT
GACGGTTCGAATGCCGACTTCGGCTGTTTTAGTTTTACGTTTATTTGTCTCCAATTTGTT
AATTTTTAGTTGGAAGTCTGTGTATTTTTCTAGTTAGAGCATCATCGAGTTATTTGTCAA
AGCGAAGGACTCTATACACAAATACGAGTGAGGCCTTTACTCCATCCACGGATTCACCTG
CTACACGGAAAGCTTGTCACGGCTGACCGAAATGGGGGACACCGGGAGTGAAGGCAGCAA
GCTACCGGGCAAAGTCAACGTTTTACCCCCTCGTTGCCCATGTGGCTTTTGGGGGTCAAG
CAAAACTAAGAACCTCTGCTCAAAATGCTTTGCAGACACTCAAAAGAAGCAACCAAATGA
CGATTGTATCCCAAAGGCCACTTCTAGTACCAGCAGCAGTCAACCAGACGTCTTCTGTAA
CGAAACAAACAGCACTATAAGTCAGTCCCTGACGACGCCTAACACTTCAGAAGACCCTTT
GCCAGGAGACTCCGGAGCAACATCTGTTCCTGTTCAAGAAGAAATATCCACCTCAGACAC
AGTCCTGGGTTCACTTTCTACTCCCACAAAACGCCCATTTGAGTCAGCTTCAGAGTCGGA
AAATGACGCATCACCTGAAAAGCGAGCGAGAATGATTGAAGTCTCAGAGGGTGAAGAATC
TTCATCATCATCTGTGTCGGCATCTTCATCCTCATCCCGCAGCACTACTAAACAGCGGAG
CCGCAAGCGTTGCCATCGCTGCCAAACCAAGCTCGAGCTGGTACAGCA
>CL8388Contig1
GCACGAGGATTGGCTGTACGTTGGTCCGATGACGTGTCAGATAGTGATTGGTCTGGACAA
AGTAGGATATTACCATAGAAGAAAATATTATGAAGTCTGTTGTAAACAAACGTGCCTTTA
TTATTGTTATAATTATTATTAAATGCTTGTTCGCTTGTAGTTTTTTTAAATCTGTGCGCC
CAGTGCTTTATTATTGGCAGAACGGACCCGGAAGAACAACATTTAGCCGTGCTAACAACA
TTTTCAGCCACGACTGAACTTAAACTGGAATAACAAGCGGATTGTGGCAAAAGCTCTTTA
TAAAAATTACAGAGAATATTGTCAGACACAATTTATGAGGGAAAATAACTTCCTATAACA
AAAAGGAACATGAAATGAAAATTTGTAGAGCCCGAGCTGATCTCAACGCTACGTAGTTTG
TCGAAATGACCCCCGAAACTACACTGTCACGGCGCATGCGGGGTGTAGACCGATAACGTA
GCTTTGCGTCATAGTGGTGCGACTAGAGCAAAAGTGAAGCCATAACAACAACAACAATGG
AGGACATCCAGCAGCTCCTTTTTTTTCCCCCCGCTTTGATTTTGGTTCTTCATATGAACA
AGTCATTTAATGTTGTTTGAGAAAAGACTGTGGGTGGTGAGGAATGATTTGCTTGCACTG
GTTTGGCGCTTTCTTTTGTCGTAATGACCTTCCGCCAATCAATGGGGCTCATCGCATGAC
AACAGTAGCTCTGCCCTGAATGGGCCGTTGCATTTTTTACATTTAAATGATGCCCAAAAA
TTGTTCGGTCCGGTCCGGCTAAATGGTTCCATTTTATCTTGAAATTGCTCCAAATTCTGG
ACTGGACCATATCTTTATCATGCCGCACTGTGGAAACGAGGCTTTAGTCTAGTTCAGTCA
CACTGTCATTGGAAAAACTCCATCTTATCTTCTGTCCGGAAGATAAT
>CL8389Contig1
CAAACTCGGTATTCAGCTTTATGTCACGCAGGTACTTGTCAAAGAACTGACCCAAGCTCA
CACCCTGCCGGCCAAAGGTCAGAGTGCGAGAGATCTCTGGCCGTACGCAGGCCCGGTCAC
GGCGCTGCTCTGGCTGACGCATCCAGTCATCCCAGAAAGCAGCGGGCCACTTGGGCTCCA
GCTCCTCCCACAGTTCTTTAAGGAGCATCCAGCCCAGACCCGGAAAGAAATCTGTCCTGT
ACAGCAGGTCAGTCTTAGCAGGATCTACGAAGCCGCCCCTGCCATTGTCATTCCACGCTG
ATACGCACCACAGGGTGGGGTCGGACTGCAGAAGTGGCAGCAAGGCCCGGAAATACTCAA
AGAAGTCTGGCGCCACCTCCAGGTCATCTTCCACAACAATCACAGATGTATGGGAGAGGG
TCTTGAACACCTGGTTGAGGGCCCAGTGGTAATGCCTCGAGATCTTGTAGTAACCCTGAA
ACTTTTTGTGCTCCTGCCGAACAGCAATGTCCGACAGGTCCGGCTGCTTCAGATGAGTCA
CCTGATCTCCGTAAGAGCTGATCACCGCCGCCGTCTCGGCGTGCCCACAGTCTTGACTCA
CAATGATTGGGTAGAGCTCGGCTGAGGGTCGTAGCTGCAGGAGTTTGTCAAGGCAGCGTT
TCACAGTGACCCGGTTGCAGGCGATGACCAGGATAGGAATGACAGGCTGACGTGGGACGT
CCACCTTTGCTCTGTCGTTATTGGCCGGCACCCACACCGACTGATAAGTCTGGATCTGCA
GCAGGATCTC
>CL8390Contig1
GCAGGCAATTCGGCACGAGGTGGTGCTTTCCCCACACAGTAAGAAGGCGCTGGTTTCTAT
CTGCATGTTCTCCCTGTGCATGGGTGGGTTTTCTCAAAAACATGCTTCATAGGTTACTTG
GTGTCTCTAAATTGCCCCTAAGTGTTAATGTGGCCCTGCGAGAGACTGGCGACCTGTTCT
AGGTCTGGACCCAATAGTTGCTGGGTTGGCTCTAGCAACCCAGTGACTCTGAAAAGAGCT
TTCTGAAGATATCAAATGAAAGAGTAGAATGGAAAAAATAAACAGTTCTTCTGACCTTAC
CAAAACCCACAGGGTTGCACACACAAGAAAAGAGTTTCTGCCTTGATGCAGCCTTTTTAT
TTTGCAATTCACCACAGTTTTGATGGCGTTTTTCCCACGATGACATAATAGACTGACAGT
GGGAATTAATCCCAGGCTTTAGTAACATAAGTGAACTTCAAGAAAA
>CL8391Contig1
GGATCCACAGAGGCTTGGCCCTCACTTCTACAAAAATGGAGAGCCTGAGGAGGACAGAGT
GGGTCAGCAGGCTTTCCAGGAAAGGCTTTTGTGTTATAAGTGCATCACAGACACCATGCA



GGAGCTGGTGAACCAGAGCAAAGCTGCTCCGCAGTCTCCCAGTGTCCCCAAGCAACCTGG
ACCTCCTGTCATGACCTCTGACCCTAACATGCTTAGCAATGAAGAAGCTACAGCTCACTT
TGAGCAGATGCTCGGTCTGGCTCAAAGGTCCCAGGACGAGCTGTTCCACATCGCCCTCTA
CAACTGGCTGATTCAGGCTGACCTGACTGACAAGCTGCTGGAGGTAAATTCTCCATATTT
GGAAGAACATCTGATGCACATGATCAAGCAGGACCAGAGCAAAGTCCACAATATGGACCT
GTTGTGGCGCTATTACGAAAAGAATCGTAACTTTGGGAAAGCGGCTCATGTGTTGGCTCG
CCTCGCTGACATGCACAGCACTGACATCTCTCTGAAGCAACGTTTGGAGTACATTGCTCG
AGCCATCCTGTCTGCAAAGAGCTCCTCCAGTATTTCTGCACACGCATCTGATGGAGAGTT
CCTCCATGAGCTGGAGGAAAAAATGGAGCTTGTGCGTATTCAGGTGCAGATCCAGGAAAC
CCTGATAAAACAGTACTCCCATCATCCCTCAGTGAAAAATGTCATCTCCCAGTTGGACTC
TGAGCTAATGGACATTACAAAAGCTCTATGGAGAATTTGCCGACCATTTCAAATTATCTG
AATT
>CL8392Contig1
AACTCCCAGCTCGGTGTTCAAAGAACGTTGACTGACAGACCTGCAGGTTACCGTGGTAAC
AGCTGGACAGACGAGAGACGGGTGGCGCAGCGTTTCCGGGTCCCGGCGAGCGAGATCTTC
AGACTCGGTTCTGCCGAGGAAAGCGTTTTGGTTTAAAGAAAGACGGGTTTCTGTCCCGTC
AGGTCAAGAAAAATCCACGTCCTGAAAATGTGAGCGCTGAGCTGCAGCTTCCTGTCTGAA
CATTTCAGCCCCCGCCAGCAGTTTACTGATAAGTCCAGTTCATGCCCCGACCGCCACTGA
GGCCAGCGGTCACTGGAGGGGGGGGGCACCACTGAGGCCACTAGTCAAGAATTGCAGGTT
TGCTTCACTTCTGAACCAAATCTGAGGGAAAACCTACTTTTGAGGTTTTTCAGATGTGAG
GAAAGTTTCTGAAGTGAAAAAGGGAATTTGTTACATAAAGTGGTTCCTGAACAGCCCCCC
CCTCCTCGGCAGCTGGAGTTTCATTGGTGATGTCACATATTTGGCCCCGCCCTCAACAGA
TCAAGCAGATCGTTCAGGGAAGACGTGGAGCGACTGAAATCCGTCCAAACTTCTGAGTTA
AAATTCACATGAAAATGTGGACCATCCTAAGTTTCAGGGTGGGGGGGGGCATTTGGTTTA
GTTAGTTTTTAATCTTTGGCATCATTAGCAAGTGAAGTTTGTGACTAAAGCAGGAATTCT
TTACCCCCTGTTTGCAGAATGCTAACATTTTAGTCTGTTCAGAGGTCAAAGCGCTAGTGT
TAGCATGCTACACTGCACTGAGGGGCTCATGGGAAAATGAGTTCAGTCTGACAGAAACCT
ATCAGTGTCCCGGTTACAGATGTGTGTATTTATGACAGAATTAAATCTACCTGCAGGAGC
AAAGTCTCCACATGGATGTGCTTCTATCAGACGTGTGTTTTTGTGATGCTTTCTGGGTCA
ACCCACCTGCAGTAGCAGACGCTGCTCACTGGGGGGCAGTGTTTTATCGGAAGCTCGTCC
TGCGGTTATCGTAATTGGTGCCTGTATCTGTATCCGTTTTCTGTGCTGTGGTCTTCTGCA
GCTCTGTGGTCCGCTAAGCTCCACCCATCCGTGGCGTGAAAAGGCGCCGTGCTCCTCGAT
GTTTGACTTTTCCCTCCCCC
>CL8393Contig1
TTTCTTATTGATAATGTCGGATCAAACAAATCACTGTGACCAATGTCAGAATACTCTCTT
TTAACTTTTTTTAATCATTTTTTTATATTTAAGTTGAGCTTTATTTTTGTTATTGTTAAC
GCCTAATAAAAATGCCAGTGTGCGAGTGTATTATTTGTACAAGTTAATGTTTGGAACTGT
ACAGTTAAGAGTTTAGAAGCAACTTCGATGTGAGTCCAGCATGCTGACTGATCATCGGTG
TGAACACGAACCAGCACCACTCCTCATCCATTACCTGCATCTGCATCGTGACGGTGTGAT
GTTGTGTTTGAGAGTGATGTGTGTCTCACTTACTGTGTCCCCTTAGTAGACAGCCTGTGC
AGTTTTGTGAGGGTGAAGCATGTGTCTGGGATTTCTGGTTTAAATATCTTCAGAAAAGAG
AAATATGAGCGTGTCTGTGCACATCTCTAATTTATTGTTTTAAGAGCAAAAGTGTGTGTG
TGTGTGAGTGTGTGTGGGCGCCAGTGTCGTACTAATGCAAAAGAGAGGAAACTATTTAAA
AAAAAAACTTTATCAGAGTGATTCTATTCAGAAAAGATTTGAGATTAAGTTTCAAATGAT
GCATGGATTCTGTACATTTTTTTGGTTTGAACTATATGAGGCTGTCCTTGTTGCCCCTTT
TTGCTATTGTATGTGCTGTACCAGAATAATACTATTGAGTGTG
>CL8394Contig1
TCACTGCACAAAAACCAACACACAATAGTGTTTAAGATGTACTTCACTAGTGAAGATTAG
TTTATATTTTAAATTGTTATTCTTTGTTTTAGTCTAGGCTGCTGAAATTATGAAGAATGA
AACATACCAGTATGTGCATTCTCAAAAA
>CL8395Contig1
TGCCATTGGAGCTCTGCACTGCAGGCCTCATCACACCATCTTTGGGCTGGAAGACTACAT
CCAAGCGTGCAGAGGATTGATGATTGCGGCCGTCTGCTTGGGCTTTTTTGGGTGTGTGTC
TGCACTTGTGGGGATGAAATGTACAAAAATTGGAGGAAGTGACCAAAGCAAAACCAAAAC
CACTTGTTTTGCTGGGATCAATTTTGTTCTTGGTGGTCTCTGCTCTATAGCTGCGTGCTC
CCTCTATGCACACCGCANAACATCAGAGTTTTTCAACCCTTTCATTATAGATCAAAAGTA
TGAGCTGGGAGCTGCTCTCTTTATAGGGTGGGCGGGGGGCATCCTCTGTATTCTGGGAGG
CTTCGTTCTCTGTTCTTCTATCACAGAATCTTTTTCTAAAAGTCACAGTCAGGCGAACTG
CGTCTACAAAGGAGCTCCCTCTCATTCTCACATAACCTCCATCACAAGAGTCCCGGCACA
AGCGGCAAACCCGAGGCCGTCTGCCGCCAACAGCAATGCCTCCAGGGCTCAGTATTTTGA
TAAAAATGCATATGTGTGAACCAGGTGAACATAAACCATCTATATAGTGAAAGATACTGT
TACCTCTTGAAAATGAAAAGCCACAGAAAGTGGAAGAAATACAGCAAACCTGGCAGGTTN
TATTTGACACGGAAATCATTTNTGATTTGCAGCTTATTGATTTCAGGTGTAAATTGTGTT
TTTTTTTTATGACGTTTTTCAGATAGAAATCTTTTCCACAAGTAGGTTTTCTGCTTTTCC



TTATTTTGTTAAAATGTTGAAATCAAATACATGTTGTTTTCTGTGGTATAGATTTAAGAA
ATTGTGACTCTAGAAGCCTTCAAGNGAAAAAAGAAAAA
>CL8396Contig1
ACAGACGACATCTCTGTGCGTTCCAGCTGGACCGTCACCATGACCGAGATGAAAAGAGCA
GAGTCTGTGGATGCGCCAGAGGGAAAATTAATAAAAAAGGGTTCAATCAAGAAGAAGATT
GAATCTTTCAGGCGATGGAGCTCAGCTAGTATAAAGAGGCCACCAAAGCCCAAAGCCAAA
ACTTTAAGCCTTTCCTCTCCCGTTGGAGACCCTGAAGACATGTGGCTACAAGAAGGAGAC
AGAAGAAAGCTGCGCCCAATCGTTAAGTCTGTCTTTGGACAGGACAGAGATCTACGGCCA
GAAGAAATGGAAGAGCTGCGTGAGGCCTTCAAGGAGTTTGACAAAGACAAAGATGGCTTC
ATCACTTGTAAGGACCTGGGCGAGTGCATGAGGACAATGGGATACATGCCAACTGAGATG
GAGCTGATAGAGCTCAGCCAGCAGATCTGTGGTGGCAGAGTGGACTTTGAGGACTTTGTG
GATCTGATGGGACCCAAAATGCTGGCTGAGACTGCAGACATGATTGGGGTCAAAGAATTA
AGGGATGCCTTCAGAGAGTTTGATTCTGATGGCGATGGTCAGATAAGCCTCGGGGAGCTG
AGGGAAGCTATGCGGAAGCTTATGGGACAGCAGCTCAAGCACTGTGAAATTGATGAGATC
CTCCGGGATGTGGACCTCAACGGCGATGGCGAAGTGGACTTTGAAGAGTTTGTGCGGATG
ATGTCTCGCTAACTTTTCTGCAAACCAGCTGAACTGACACTGAGGAGCACAGTGTGCATC
CTTTACACTTTCTTCTTATTTCTGTTGTACAAAAACCTCTGTGTCTAACACTCAGGTCTA
ACACTTCTCAAAACCCCTTTGACATCCTATTATTGTATCCATTTAAAATCCATGCAATGG
CAGACTATACAATATTGACTGGAAGGAACACTGTTGTCTCTAAAAAAATGGAAAACTGTA
AATATGTTAAAGAAAGATATTTCCAACTTGGATATTGTGAAGGGTGTACTGTTGGTAAGA
AATATCTTTCTATTGATCTTTTATTCATTTCAGAATGTATGTTAAACACAATATAAGATG
CAGCTAATTATAGAGAAGTGTGTTTACATAAATTTAAAAAATATTAAACGTTTTCAGATG
ATATTTTTTGACAAAAAAAAGAGAAATATCTTTGTAGGCTGTATATGTTTATGTACTTTG
CTGTAGAATCTTGCACTTGCATTTATGCCAATAATGCATATTTATGCATCATCTTTGCAC
TATTAAATCTGTATATTTAAAACAATACATATATAATAACTTTTTAATATCTTTCACAGC
ACTGGTGATATTCTGTCTGTCTTATATGTATTCCCAGACCCTCCGTCTATTTTCTGTGTA
TACTGCATAAAATTTCCCTAATTAATGTTGTATTTGTACAAAAGACCATACAATATGATG
TAAAT
>CL8397Contig1
TTCTAGCCATCTGTCTTGCTATTTATTACGAGCAGAGGAAAGCAGTTGATGACAGTATGT
CCTCCGCTTTTCGCCGTCATGTCATTTGGGAGTCACAGGGGCTTGTGGCCTACCTTCATC
CTCGACCGTGGAGCCCCGGCTCAGTGATCCTGGAGAGCAGCACTCCCAGTCGACCTGGAG
GGAGCATCTTCCAGCTGGAGGAGTCGGAGTATCTGTCCTGGCTGCTGGGTGCCAGAGCCG
TGGCTGCGCTGCTGTGTGACAGGCTGGCTGTCCAGAGATGTGCGCTGGTCAGCAGACCTC
ACAAAGACAGGCCCGCTCAGATTCGCATCCTCCCTCTTCACGGTCTGGATGCAGAGTGGC
GACCTCACCTCGCTGGAGAAGAGGAGCACAACGCCTACGACCCCGGTTACTGCACCTCCA
AGACTGCAGCTCGATGGAGTGACTCCAGCCTCACGGACATCCAGACCAGGATCCGATCCA
AACTCCCATTCCAAGATGCTCAACCTAATCTCACTTTCCTTGGGGATGATCCCGCTCATC
CTGGGCTTTTTTCGCGCATTGTCCGTGGGGAGGAGCAGCATTGGAGGGTCTGGGAGGATA
CAGATCATGTGGCTTTTCTCACCCCTTTCCCCAACTCCCCAGGCTTCACAGTGCTCGTCC
CACGTCGACCTCTAACGTCCGACATATTCAAACTGGAAAAAAGCCATTATGAAGGGTTGG
TGCTGGCTGCCAAGAAGGTGGCTGGTCTCCTTGAGGAGGGTTTGGGTGCCCGGGGGGTGG
GGCTTATTTTTGAAGGTTTTGAGATTGATTACGCTCATGCCAAGTTGATCCCACTTTTAC
CACGTCTATCAGGGACAACAGAAAACCCCACTAAATGCCAGCCTCCCCAGTTTCACCCCA
CTTATCCTGGATATGTGACATCAGAGGATGGACCGGAGGCCAGCTCAGAAACTTTAGGAG
AGATGCACTGTAAAATTATNATGCAAATTCTGTTAGAAATAAATCTATTG
>CL8399Contig1
GAGGCCCTTGTTCACTATATAGTGATATATAGTGCCTCTGCCATTTTGTAGTGCTGTGCG
AATCTACNATTCACAAATCGAGTGGCCTGGAAATTTCCCAAGATTGCATCGATGCTCACT
AGATCGGCAAATAAAGACCACAATGCATCGGAACAGTTTTTACTAAAAAAATGTTTTTAA
ATGTATTTATTTGATAAAACATTAAAGTTTTTATCTTCAGACGACAGTGGACTTATAAAT
AATCCCCACAAAAGCTCATTTTAATTCATATCTTCTGTTTTAAAAAACAAAAGTAGTGAG
CATGGCGTCCAAAATGCTTTTAAAAGTCACAGCATTATATAGTTTATTAGTAGTTAGGGT
GGAAATTCAGACAACACCTTAATTTTAATATTTGTCCTCCAACATCAGAAAAACAGGAAC
ATCCTAAAAACCCCATTTTTATTGGAGTGGGTCTGTAAGGAATTGAGATGCTGTGGTCAT
TAAATACACAACAAATACNATTTACATTTTTAAATTGAATTAAATTTAATTTTAAATGTA
ATACTTACTCACAGCAATCAATTCCNAAAATTGGATCCCATGGAAAATTTATTGGAACAT
TTTTATTATTTTATTTATGTTAGATTTTCTTAAAATTAAGTTGTTGTTTTTTTTACATAT
TGCTGACTTTTTACACAAAGCTGATGAATTAATCTGCTTAATAATGGATTCAGACAGTTT
TAGTGTAAAACTAAAATGCTTATTTGAGTCCTTCACATCCCATTTTGAAGCTGACATGAG
TGGAAGAGATAAATGCCACAGCACCCCCTGCTGTTAAGGTGGACAGCGTCTTCTTCTGAA
GGCGTTCCTGGCCTTTAAACCGCTCTAACGGCACACATCCTTTCTCCTCAGGGGGCTGGA
GACAGCTTTATCGGAGCCCTGGCCTTCTACATGGCCGACCAGCCCGCCATGCCTCTGGAG
GAGATGGCGCGCAGAGCCAATCAGGTGGCAGGAGTGAGCGTGCGGGCCGTCGGAACGCAG



ACGTCCTTCCCCTCCAAACGGAACCTCCCGGCAGAACTGTTCTGAGATCAGCTGATGGAG
CTCTGCAGGACTGTGGTGTTCTCCTGTTTGCTGCTGACGATGAAGGGAAGCTTCACATGA
ACCACACCGACATGCAGGAGCACCATAGGAGGCTTTTAATTCACCGTACGACAAAAAAAA
TCACAACAAATCAAACTCTGATCAACAATCTGAGCATGGGTCTTTAAATGGATCGGATCT
TCTTCTTCTCCAAGAACAGGACGTGCTTGTTCACTGCAAAGACAAAATA
>CL8400Contig1
CACTCGTTTTCTCTGCAAACACAATGAAAAGGTCATAAATTTCACTAGAGATGTACACTT
GGTTGTCTGACTAAAGGACTGTAAGAACTTTTAGTGAAACATTAGTTGCTGCTGGCATCA
TTATGTTACATTTTGCCTTTAAGCCAACAGAGTTTGGCCTATGAACATCAGACGTAAAGT
TTTGTCCAGTGATCAAAGTTAGAGCTTAACGTTTTATATTTGTGACATTACCTTAAAAAT
TTGTCGTTAGGTCTTGCTCCTTTCTTGTCCTACTTTCATGCCTCATTTCTATTTTTCCTG
ATTCTGGTAAAAATCCAAATTTTTCACTCAAGACATTAATGAAGCTGAGAGTTTTGGTGA
TCTTCTATTGCTTAAATTGCGACAAAAACCCCCAGAAACTTTTCCTTAGAAATATAACAC
CAATTAAAAAAGGGAACACACACTGATTTTGACACACTGATCTGAACAAGAGGCCTCTTT
CATAATGCCTGCTAATCTCTGGACGTCCCTTTGTCGATACTCGGTTTTTGGCGGTCGGGG
TAGCCTGTTACATTCTGTACCAGCGTATTTTAACACAACCATCCCCCTTGTCCTTAAGTC
TGCATAATAACGTCATATGGAGAATTTCTAAAGTACCAGCTTATGCTGATGGAAATCACA
TCACCAAGCTCATCTAACAGCTGCTGCATTTTTTTTAACCTTAAATGAGTGATATGCTCC
ATTCTGAGAATTTAAGTTTTCACGCAAATTCCTAACTGAGAAAATAAAGTTCCCATAGGA
AGCAAACAGATTCCATACTTCTCCAGATTATCTACCTGTACTTTGAGAGTTAAGAAAGTC
ACAGACTACACTCAAGCCTCCTTGAACAATACAAGTATATGTGTAAAAGTCCCACTCCAA
TCATCTTTTGATTAAAAAGCGTTTCCAGTGGACTTTCAGTTA
>CL8401Contig1
TCGGCACGAGGCAAGCTTCTAAGCCCACAGAGAGTCTTGCCTCTCTCATTGGCACCCTTA
GACATCAGATTCGATCCTCTGATTGGCTGGAGAAAAACACTCCAGAGCTGTCTGCTGGGG
AGGACCCAGAGATTCCTGATGTGTTCAAAGCCTTGCTGCAAAGAGCCAAAAAGTAAGCTG
AAGGTAAACAAGCATGAAAGCACCTGCCAGAACTTGAAGAGGCAGTACTTAAGCATCCGT
CTCGCTGCCTGCGCTTATTCTGAGGAGCACGGCAAAAAAAATCGAATCAAAGGTGAAGTC
AGTTAATGCTGTTTTTTGAGGAGCGTATCAGCAGAGAAGTTTTAAAAAATGACATTACAA
GTGAAGATGAGATAAGATTGTCCTTGTGCCTCTGAAAGCCTTAATGTGAAGCTGGAAAGA
AATGCTTTTGTTTTTTAAAAAATGTGCATCAACCCACTTCTATTCAAAGTGAATGCCAAA
GTTAATTGAAGATCAGTCAAGTCTTTATTTTGCTTAATCTACTTTACAAGCAATGTATTT
GTATCTGTGAATAAAGAAAATGATTATAC
>CL8402Contig1
AGCACAGAATGCATAAAAAATGCATATGGATAAAAATAACAGAGCAATACCACAGTGAGT
AAAAGTACAAATATATTTTGTGAGATGCAACAAACCAACAGTTTTCTCTTCACTTCAGAT
TTTCAGTTCCACTGTCTGTGTGTCATTACAGCTGCTCTGGTCGTTGCCATCGGGAAATTC
TTCTTTTTACAACTTTGAGTCACAGTTCAAAAAATAAAAACTCAGCAAAGTTAAAAACAT
AGTTCCTCTTACATGGCCTGATTGGTTTTTCCCACAAACCTCTCAGTACAAAAGCCACAA
CGGATCAATTCAATCCAAGTGTTTGCTTCATTGCTGCCCTCAGAGCAGCTGCATCTGCAC
AAACAGCATCATTATGAAAATCATCACAAGAGCAGAGGTCATCTGGGTTTTTTCCTATAA
CTAACAGAACTTTCAAGTCTGCTCACACAGCGAGCCTACACACAGTTTCACAGTCACTCT
CATCATCTGCTTTACCATAAAAGCACGTCAGTGGTTATTATGACAGAACAAAAAGCTGAT
TTTCTCCACAATGAGTACACAACTGTGCAAAATGATGCATTCTGGGAGAAATGTAAACAA
CCATGCAACACTGTGGCTGAAGTTTTTTTTTTAAATCGGNGGCTTTCTTA
>CL8403Contig1
AGGAGATGGAGCGGAATGATTTTGCATTTTGAGTCTCTTAGATTTGAATTTCTGCAATAA
TTGAAGCTGCAAGAAGTGCCGCAGGTCAATTGAAAGGCTAAAACTGCGGGCTTTTCCATT
TTTGTTTAATAATTAGCTATCAGGGCATGGTAGTGTATCAAATAAGGTTCAGTGTTACTG
CAGCTTTGTATAATTTATTCTCAGTATTATGCAGCACATTCATCTGGAACACAAGCTGGG
ATGAGACTCACTTCTGTTTGGTGTGATATGTGAGAATAATCTCATGGAAAGGCCAAATGT
TAGTGACTAGGAAAAGGGGCATCACAAAAAGTTATTTTTGTTGTTTTAGAGTTGCATCAT
GGCAATATTTTTTTTTTACTTTTATATAGCTCTCANATTCTCCTTGCCTTTTTCCCTGTT
TGTATAATATCTGTACTGTACAGAAATTATATATAAATTATCTTGTTCAGAATAAAAAAT
AAAAAAAATTCACAAATGTAAAAAAAAAA
>CL8404Contig1
TGGATGTTTGGAGTTAGTCTAATCAAACCTGCCCTTTTTAAAAAGAAATTTAAAAACAAA
AGCTTGTTTTGGGTTAAAGCATGTGGCTTGTGAGACGCATGTTGGCTATTTTGGATTGAC
CAGGGGCGCCGTGGAGGAGGCGGCCTGTGGGGGCTTTCTCGATAAGTGATGTCATCTCGT
TTGCAGGGCAATGCCGGACGCTCATGTCTATTACTGTGGAATGCAAAGAATGTAGCCTGC
CCTAAACATGGAAGTTGTCACACATACAATGCAAAAAGGACTCCAAACATGGATGCTACT
CCATCGTTTAAGGTTGACTACAGATTTTTTAACATGCTTGTCACAGTAAACAGTGGACTG
GTAGATGCGCACTAACAGGACTGCATCCTAACAGACGACCGTCTGCTCTGAATGTACACT
TATATGAAAGCAGCCTCAACTTTCTGCAGCTGGATCTGTTTTATGCACATAACCTTTGAA



CTTTTGTGGGTCAGCATCTCCAGAGACATGATGATGATATAAGCCTGGGTGGGCATGGGT
GCCAGGATAGCTACGTTTTTGTTTTTGTTTTCCTTGAAGTCAGAAAATACATATGCACAA
GCGTGTCTATATGATTGGACCAGCTGCAACTACACGCTCAAGATGCAAAAGGTTTCTCAT
GAATAAAACCGCATCGAACGTATTCTATTCATATTGCCCGACATTTTAATGTTTAATATG
AGAGTATTATATTACCATGATGATTATTCTTGTGCAATTCTTGTCAACTGTTGTCTTAAT
GTTACAATATTTTTCTATAACATGCTGAGATAAAAACCTTGGGCGGGATAATAATGAAAA
TCCTTTAAAAAAAAAATCAAGTCTAGATGTTCATATATGTACAGAGAGTGAATGTTAGAG
GTTGCTTGCTAACACTTAGATCAGGTCAACCTTCATTTCTCATGGGGCTCTTATCTTGCA
GATGGACTATTTTAAAAGCAGTATTATTGTATTATTTGGATGAGACATCATCCGGTTACA
AAATGTACATAGATATTTTGCCAACTCATTGTTCATACATGTAAAGAAACAAAGGGGTTT
GCAGAACATGGCACTGGAAAAAAAAAATAAAGGTACCAAAATAAAAG
>CL8405Contig1
GGTTTTTTCTGGCAGGGCCGTCATTCCAGCATCAGCGAGAAAGGAACGTCTGCTCTGATG
ACGGTGGAGCTGGGCAGCCATCGAGGCTCCCAAGTTTTGGTAAGTCAGGGAAAGGAGCCG
CCCTGCTTCCTGCAGCTTTTCCAGGGAGGCTTAATCATCCACAAGGGCCGGCAGAGAGGA
CAGCGCAAACAACACAGAGGGCTGGAGGCTGTTTTGTGTCCGAGGGGAGGCTGAGGTGGA
GGCCTCCCTGGTGGAGGTGAGCTGCCAACATGCCAGTCTGCGCTCGCGGGCCAGCTTGGT
GCTGCTCAACGCTCAGAAGGGCCAGCTGTACATGTGGCACGGGTGCAAGGCGCATGCAAA
TGCCAGGCTGGTGGCCAAACGCGCGGTGGACAAACTAACCCAGAGGTGTCCTGTGGAGTT
GGGACTGAACAGCAGCAGGAGGGTGAAAGTTGTTGAGGTGGAGGAAGGATCTGAACCTGA
AGAGTTTGTGAAGGCTCTAGGCCCACAGGATAAAAAAGCTTACGACTGCATGCTGCAAGA
TCCAGGGAAGTACAACTACACTCCTCGACTCTTCAGACTGAGTGCCAAGTCTGGACTGTT
TGGAGGAGAGGAGCTTCTGTATCCTGCCAG
>CL8406Contig1
CCCAGAAGCTCTGCATCTGCATCTTCAGCAGCACTTATTCGTGGAATGGGGGTCCTGGGA
ATAACCAGGAAGTGGACGGGCGCCTGTGGACTGATGTCTCTGAACGCCAAACACATATGG
TCTTCATAAATGATATCTGCAGGGATGCTTTTGTCAATCACTTTGGAGAAGATGGTTGGA
GCTGAAAACCTTTTGCTTGCCTCTTCTGCCAGTTTCACCTCATCGTGTTTTGTGCAAAGA
GTTTTCTTAGCTTGACAAACACGGGTGAACACGGCTGAGGCTGAAGCGCTCTGCACCCAA
TCTGTGCTCGGAAAGCATTACAAAAATGCATAGCTTTAAAAATCCCCTCTGCCAGGGAGT
GACATTTACTTTTTGGACAAAAACACGGCAGTGCAGGGCACCAACTTCTCCACCATAGCT
ATCGAGCTTGATGCTGCCCCCGGCCATAAGGCCCGGGTTAAA
>CL8407Contig1
GGAGTTGAGTCCAGGAAGANNANNTGATGGCGACGCCTATGGGGCTCGACGCGCCTTGCT
TAAGAGGAAACCTGAGAAAATGCAACAGTAATATCGTCACAAAGTTTGCGACCAGTAAAG
TTACTGGCAGGGGTTTCAGTCGAGGGACTCAGCTTCCAGCCGGTCTGCTCCAGGAGTCGG
ATAAACACAACAAGTGGTATGGCATCCCTGTTCTCCTCCAAAAGCTCTATGATAGCAGCC
ACCCCAACAGTGACCTTCTACAAGCCCACAGCTTTCTCAAGATATTGTCATCAAGGCTCT
CCTTTGAAGCGATGACCTGTGTTACAGAGGACAGAAAAACTGCTCAGGAATCCACCTTCC
CCAACATGTACACTTTTGACCTTTTTGTAGGAGTTGATCTGCTTGTGGAGATCTTGATGA
GACCCACACTATCGATGCAGAAGAAAACCCCCAAAATGAATGAGGACTTGGTTAAAGACT
GTCTAAGTGTTCTATACAACTGCGGTATATGTATCGAGGGCGTGACCAAGAACCTGGCAG
CGAGGGATGACTTTGTTCTGTTCCTCTTCACCTTGATGACAAACAAAAAGACCTTTCTGC
AGACTGCTACCTTAATTGAAGATATTCTAGGAGTCAAACAGGAGATGATTCCCTTGGAAG
GCATTCCTAATCTGTCGGGTTTGGCCCAAAGCTTCGACCA
>CL8408Contig1
TCGTATATTTTGACTCATTTTCCTGTCAGCCACTTTCCCATTGGCATCGAAAAGAGGATA
AAGTTAGCTGAAACTGATTTGAATCACTCTAGAGTACAGAAACGTTCTTTTAAATCCAAA
ATACTACCTGCTAAGAAGCAGTTTGAGCCATGAGGTGACNGGGGGTTTGACGGGGTGGCG
TTCTTCAGACAGAATCGTCCGTGTTTCAGTCGGTCTTCCATCACCAGTCGCCATATTGGA
TTCTCCTGGCAGGTAGAAGGAAGGAATGTGATGCAAAGAATATTAGGACTTGTTGTTCAA
ACAGGCTCCTACTGAAAGCTCTACTGGCTTAAACCACTGTCCTGCTTTTCCATGTGACTA
AAGCTCACGAAGGAGCAAAAACCCGGAATGTTGTACTCTCTTACCGCCCCCTCCGGAGGA
CACTCTGTTCTAAGCACAGTACGGTTTAACTTATGGAGTTTGTACTTCAGATCCAGAAAC
GCCACAAAGTTGGGCTCCTCAGGAGAAGCACAGGTGTTTTTAGCAGGTCGCTAACCCTCG
CCTCGCCTTTTGGTCCTTGTAGCTCCGCCCTCGGCTCCTCGTTAGGTTTAATCAGATCAT
GTTACAGGTTNAAAACA
>CL8409Contig1
CATTTTCTGTAAATATTAACTGACCAGTGTTCAGGGGGGTGGAGCGGTTATCCGAAGTCC
GACCCCGTCTGGCTTCCTTCCGTCAGACCAAACAAGTCAAAACACTAACAAGTTTGCGGC
GCGCGTCGTTTGAACTGCCTCGATAACGCCCGACGGTCAGGTCCTACTGTTTCATATGAA
GTGCCTACACTGGGCTTAGTATGGAGACTTGTATGTGTGTGAGGATTTTTGTGTGCGCGT
TTGTAAAGCTTGGATACAAACGTGCACAAAGTGGATCTCTCTGGGGGACCAAGCTACTTT
GTGTAACTACTGATACTGTGTCCTGGACTTGAAGTCCTGAAGTGTGCCACGATTCCTCGA



CACTGTCGGGATGCGTCAACCGTTTGCTGCTGACTCACTGACCAAAGTGACCAAGCATCC
CTCCCCAACCACCCTGTGAAAGCAATGACAAACCACATACTGGGAGCTTTTGTTCTCAAC
CGTAAGAAGCAACATTTTTTGAGACTTTAAGGACAACCGCAGGCTTCATTTAGACGGTTT
CGGGAAAACCGTACGAGTTAAAAAAATGCAGATAGTGGGCGGAGCACGACAGAAAATATA
TTTCTGTGCAGTGCACCCCAGTTTGTGTGTGATTGTTTTATTTTTGCTTTCTTCAATAAA
GATACTGAAGGGTCCTTTCTAACCAAAACTGGGGGTTTATGGCTTCATTTTCCCAACTTC
TTGTGACGCTGAAGTCTGTTGAACCACTGTACGTGCTCGTATGCATTGTATGAGTCCGAT
GTAGAGCCGGGGCACCGGAGAGGAACAGTCCCCCAAATGTGTTTGCTCTGATGTGACGGT
CCGTTTATGCTACGAATGGTG
>CL8410Contig1
GGGAGAGCATTTGTCTGAGAAATCTGGAATGGAAGGTAAGAAGAACCATTCAGAAGTGGA
GTCGTCTTCTAAAGCGGCAGTCCCGTCTGACATGCAGTCAAAACATGTTCCTCAGACCTC
AGAACTGGCCCTGAATGTCATGTCTGCTCAGGAGCTGGTGAAAGTGCGCAAAAGAAAGCC
GGCCAGGACGTTTTTCTTTCCAGGATACATTCAAGATCTGGCCGGGTCCATTTACAAAGA
CGACTTTCTGATCGACGCCAAACCAGCCAAGCGGCAAAGAACAAAAAAGTCTCATCTTGT
TGTGAAATTCAGTCCTCAGAGCAAAGACAAGAAAAATAAGAAAAAAAAGCAGGAACCGCA
GCAGCCAAGACCAGAAGATCTGACTAAAGGTAAAGCTCCGGCTAAGAGAACACCTGAGAA
AAAGATGTCCTTGTCACCAAAGAAAGGAGCAAAGGGAAAAAAGGATGCTGCAGGGGGGGG
CGGAGCATCAGGAGTTGTCACAAAGTCCCCTCCAACCCCAGTTGCACAGGAGAAACAAAT
CAAAGAAGATGTGGGCCNAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL8411Contig1
ACCTGGTCGTGTCAAGNAACTTCGGTATTTGGTTAAGATACGATTCTCGCAGTGGAACTC
ACAACATGTACAGAGAGTACCGTGATGTAAAAGTAGCAAGTGCTGTTACCGCTTGTTACC
GAGACATGGGTGCTCGCCATCGTGCCAGACCTGGCTCCATTCAAATCATGAGAGTGGAAG
AAGTGGCTGCTAATAAATGCAAGCGAAAGCATGTTCAACAGTTCCATGATTCCAAGATTA
AATTCCCCATGCGAAGAACTGTATTGAGCAAAAAGCAGCAGAATGCACCGCGTTTCACAA
CCAACAAACCAAACCTGTTCTTCTAAGAATTGAGCAGAAATAAAACAACTTTATGAAAAA
AAAAA
>CL8412Contig1
TCTTTTNTAGCCGTCCTNGTAAACGTNCAAGAACATGTTACACACATTTTTNGAGTGGGT
CTTTCTAATCCGGTTGGTTTAAAGAACAGCGGGATAAATGACAATCCTGTCATTTTATGT
GAAGTGTTGTTTTATTTTAGCTAAATTAATAGTGAACATAACTTTGTCTTTATTCTAAGA
AAGCAGTTAGACCCCATCTAGAACCATGATCCCGATCTGCTGGATGACAGATAAAACAGA
CATCTGAAGAATGGTTTATTCACATCATTGTACTCAACAGCAGAGGACACTTATTTAGAG
CGAATTACAGCTTCATTTGAACAATAATTAATCAAATTTATACTCTGTCTTATTGAATAT
TGATTAATTAATAATTCTTTGAAGTTTAACACTCAAAAGAGGAGGATTTCGTTAAGCGAG
CCCTGGAGATGGTCAACAGTTTTTTTGCTTTCTGTTGTCCTGTAGCGACCATTTCTGAGC
AGGAACAACAAACACACTGTTCTTTTATGTGGAGTTTNGACTTAAGCCCCCTAAGGCTTT
TAAAAACAACATTTTTTCAACAAAGTGAGCATGAACAGGCAGCAGATACTCCAGCCAATC
TCCTCCAAAGGCCATTTGCGAACGTCAACTTCAGAAAAATGCCACAACAGACTCCTCAAT
GGAGTTATTTTGGCAGCAACTTCATCTTTTCATTTTTATTTTATTTTAACATAAAATCAT
TTTGCATAAAACCGCATAAATATGATTCAAGGCCAACTGAAACA
>CL8413Contig1
CCCGGGCCTTATGGCCGGGGACGTCAAAATACTCGATTATTTAAAATATTAACAACGAAC
TGGCTCGTTTTTATAAATCCAGTCATGGAGCTGCTGGTCCGTTATCTGGAAAGAAGCAAC
CTCGTTCAGCTCTGCTCTGACTCCAGAGGTCATCAGAGAAGAGAGGCTGCGAGATGACCT
GAAGTATTACTTCATGAGCCCCTGTGAGAAGTACAGAGCCCGACGACACATTCCCTGGAA
GATGGGAGTCCAGATCCTAAAAATCGTCATGATCACCACACAACTTGTCTTCTTTGGCCT
CAACAACCAGCTGGTGGTGTCCTATAAAGAAGAAAACACAATGGCTCTGAAAAACCTTTT
TATAAAGGGCTACAGTGGGGTGGATGAGGATGACTTCTCCATAGCGTTCTACACACAGAG
GGATGTCTATGACAGCCTATTTTATGTTCTTGATCAGTACAGCCAGCTGGGTGAACTCTC
TGTGGGCGCCATCAGCTATGCTGAAGATGAAGATGGCCTTCTTCTGCCCTTAACCGTCTG
TAAGGAGTACTACAAGCGGGGCAGTTTGAAGCCATCAGATGAGGCTTATGATATTGATGC
CCAGTTAGAGACACTTTGCATGGAACATGATCCAAGGACTGCAAATCAGTG
>CL8414Contig1
TTCGGCACGAGGCAGTCAACCACAGTGATGGATCTACTGATGCCCCTGGTTTCCAGTCCC
ACCACAGTGATTGGAGCTGTTTTCCTCCTGCTTGTCCTCTATCTGGCATCTGCTGGTTCT
ACCTCCAGAGACTTGGGCAAAGATCCTCCAGGACCCAGGCCCCTGCCTCTCCTTGGAAAC
CTGCTACAGCTTGATCCCAGAAGACCCCACAAAGCCCTCTGTGAGCTTTCCAAGTCATAT
GGACCCGTCTTTACGGTCTACTTTGGAATCCAGAAAGTGGTGGTTCTTGCCGGGTACAAG
ACTGTCAAAGAAGCTTTGGTCAACAATGCAGAAGAATTTGGAGATCGGGACATTACCCCC
ATGTTCCAAGATATGAACAAGGGTCATGGAATTCTGTTTGCAAATGGAGAGTCGTGGAAA
GAATTGAGACGTTTTGCTCTCACCACTCTCAGAGACTTTGGGATGGGCAAAAGAATTGCA
GAGGAAAAGATCTTGGAGGAGTGTGACTATCTTATTCAAGGGCTGGAAAAACATCAAGGG



AACCCAGTTGACTTGACTTGTCCACTAAATTATGCAACATCGAACATCATCTCTTCTATT
GTGTATGGAAGCAGATTTGACTATGATGATCCC
>CL8415Contig1
CCTCTGCAACAAAATGTTTTACACAACCTGCAACCCAAACTGCAGCACAAGACACACCTA
AATTTACAACACAACCAACAGTGCAACCCAGCTCCCAACTTTCAACACAACTTCAAAAGC
AACCTGCATCACAAACTGCGGCACAACCCATTGTGCAACCGAGATCGCCACTGGCAGCAC
AACCTGCAACACAACTTCAAAAGCAACTGGCAGTGCAACCTTTCCCACAAACTGCATCCC
AGCTGGCAACCGCTGCGCCTGCAGCCGCTGCGCCTGCAGAGGAGCGAACCGTCAAATGCA
GCTCGATCCTCAAACAGCTCCAAGAACCTGCAGCCATTAACAAGCAAACACAGGACGAAG
CGGCTTTTCTGACGCCTGAAGAGTCCGTGCAGCTCAAAGGTCCTGCAGCAGAGTCCAAAG
CCAAAGCCCCGCCCCCTAAAAGTCTAAAGGCTGCGGCTCCATCAGCAGCCGTCAGACCTA
AAGACCTCACGCCCAAGATCCAGACCCATCCGGACCCCAAACCTGCAGCTCAGGCTCAGC
TGCCTCCATGCGCCTCTCAGCCCGACCTGCAGAAACCTGCAGCAAAGAAGGAGTCCAGCC
TCAAACCCGAGAGCCAGAAGGTNCCAGAAACCAGAACCGGCGCCCCGGACAGGCAGCCGG
TNTCCACCCGGAAGGAGCCGGCAGACAGGAAGAAAAAGGAGGAAGTCCCGCCTCCGCAGA
AGAACACTAAACGAGATCCGAACCGGGCGTNTCCGTNTGCTGACAAAGACAGGTGTCGGC
CGCAGAAGGAGTNTNCGCGCAGCAACAGGAAGTGACATCACATCCAGTTTAAAAAAAAAA
CAACCATGAACATGTCGCAGCATCCCCGCGCTTTTTATTCTTTTTTGTTTCAGGACCGGG
CAAGCTGTTCCACGCCGATGTCTGTGCTCTGAATGTACCGTTTGTCTGGAAATGTTTGGT
TTCAGCCGAACCGGAAAACCGCCGCCGTAAGAAGATTTGAGCTGCTCTCTTTAAGCGAAG
GCGACCGGAGGTCTTCTCGCG
>CL8416Contig1
TTTAGCATCAGAAACAGACCAGCTTAAGAGTAATTTTTTGTTATTAAAGGATGTAAAATA
CTACCCAGAATGCACTGTTGATAATGCAATTAAAGAAAAAAAATGTGATGTATTTTTCCT
TTTAAGGAAAACCTTTCTTTAAAGCAGCAGTTTTTCCTGTTAGTAAAATGAATTTAACGT
CTCGGGACTGCATGGTGGTGTAGTGGTTAGCACCCCCCTACCCCCCACAGCAAGAAATCC
CTGGTTCAAATCCCCCTGGATCCTGTGTGGAATTTGCATGTTTTCCCCGTGCATGCATGG
ATTCTCTCTGGCTTCCTCCTACAGTCCAAAAACATGCTGCATAGCTTATTGTGTGGCTGG
GATAGGCTCCAGCAACCCAAAAGGGATACAGCAGGTTCTAAGGAAGTATGGATGGAATTT
AATGCAATTGTTTTAAACTATTCTTACCCTAAAAGTTTTAGGAGAAAGAACTAAATGCAT
AAATCAGGAGACATGATTGCTTAAGTCTGAAATGTATTTTATAAGTTACATGCATTTTTG
AAAGCACACTTTTTAAAATGTGATGATGTACAACCAAATAATGCCACAATGACTCAACTG
GCTTACACAAAATAATTTCCTTTTCTATGGGAACCCTGCAAATAAGGACAAACATTTTAA
GGATCAATAAACACCACAGGAAGAACATGAAGCTNATGTCTGACATTGTCTTTTTTTTGG
CCATTTTCTGGGACAAAAAAAAAAAAAAANGGNCCCCCNTNACAAAAAATCCAAAAAAAA
AATTTTNCNNCCCCNCCAAAANNGGNCCAAACCTAANCT
>CL8417Contig1
ATTCGGCACGAGGGCAAGTCTGGGCTTCAGTGGTCCCTGCCTCCTTTCAGAGTGTCACAT
GATGCCCTTTCTGAGCTGCTGGTTGGGTGAAAAGGAAAAGGGGGAGTGGCAGATGGAACT
CTTGCTGATCAGAGACTGATCCAGGACCAGCGCCCCCCGCCACACCCACAGGGACCTGAG
ATCAGCAGTGTTACTCCTAGAATCTGTTATTGTGCTTTCTGTTTGTCTGTGCTGATGGGG
GGAGGGGGATCATGTTTATAAGAAGTAAATAAATAATAAATGGGATTTTCAAGAAAAAAA
AAA
>CL8418Contig1
AGCGAGTACTGCGAGTACATCCGGCCCCCCATCGACCGATACGGCACTCTGGATTTTGGA
AAGTTCGACGAGATCGCGGACGTGGGGTACCAGCACGGGAAGACGCTGTTCGACGTGTGG
CAGCGCAGCGGCGTGGTGAGCAGCATGATGAAAGACCGACATCAGGAGGACTTCCATAAG
ACCAAAGCCGGACATGTGGTCACGTGTCCCAACGCCTCCTTCACGGATCTGGCAGAAATC
GTGTCGAGGATCGAGCCCGTGAAGAGCGCTGCCGTTAGTGAGGAGATCTCTGACGAGTGC
CAGACGGACTACGACGAAGAGGCCGTGGAGAGCGCTCTGTCTGACTTTGAGGCCTTCACC
CCTGGCAGTGAGCACACAGAGGGGGACGACACGGCTGAGACTGATGAAGAACTTCCAGCT
CAGCACCAGCTCAGGAGCGCGCCTCAAAGAGCTCATCTGTGATTGTGAGCGCCGCTCTGA
TGACTGCGCCCCCTGCAGGAGGGAAGCAGTGTCTTGGTCCCTGACCGATCTCACTCCTGC
TCTCATGAAGGACCGAATGATTGCAGGATGTCGGTAAAACTGGTCTGCAGAAACATTCTG
TCGGAGCTTCAGGATCGGCTCTCGTCCACCACTGCCCTGCTGTCTCACGCTGACTGAAGA
TGGAGGCAGTGGCGCCAAGCTTTACGGGTCTTCAGTGCAAAGCTGCTTCAGCGCTGAGCT
CCCGTTTGCTTCGGCTTCACATCTGCCAGCTGAGACTTCACCCAACTGCAAACCTCATCC
GAGCTTCAGCTTTTCTTTGAAGACACCCGAGCTCTGCTCCGACTGTAGAACATGTAGCCT
GTGTGTTGAACCGCACACGGAGGAAAACCTTTTCATGAAAGCTCATTTTGCTGCAGCGGC
GTGGACTGACCGCCCAGGAGGAAGCTCCTGACCTTTATGTGACCTTTATGGCAGATGCAT
GCACAGACCCTGAGCGTGGCTCGCCACTGTAGGTTGACACTAACTCCTGTTTTGTAAAAC
AGAGGTTTT
>CL8419Contig1
AATGCTTGGGTGGGCTATGATGACCGCGCAGCTTTTCCTCCAAGGTTCAGTGGATGACTG



CCAACAACTTGGGAGGTGCTCATGTGTGGACTCTGGACATGGATGACTTCAGAGGGTCTT
TCTGCTCGGATAAAGCTTACCCACTCATCAACCACCTCAGGATGTCCATGGGTTTTGCTC
CAAAACCAACCACAACTCCACGCCCCACCACCACCAAAGATCCTATTGCTGAATTCTGCT
ATGGTCGCCCTGATGGACTTTATGAGAACATCGCTGACAAGACCAGCTACTTCCAGTGCT
TTAATGGAAACACCTTTCTGCACCGATGCCCATCTGGCCTGATTTACTGGGACTCCTGCA
AATGCTGCAACTGGCCCTAAACTGCAGGAGCATCCGTTTTAACAGCCAGCCGCTCCATGC
TTATGGATGACGGTCATTGTTTCGTCCTATAATACCTTCATTTCTACATTGATTAGCTCA
TGCTGTCTAACTCCAAAAGCAAGAAAAGATAAATCAGTAAGAATAGGTATTTCAGTAGGT
CAATGATCTAAAAAAAAATGTAACCGTTAAATTGAGTTCCTGTGTTTAACATAAGATTAA
GTTTATCTGAATTTTAATGTATTCATGGAATCTTAATTTATTAAAAGTTTTTCTTGCATG
TCGGCATTCACTTTAGCCAAAGTTTGTGAGAAGAAAATGTGCATTAAAAATAAAAAATGC
AATTAGATTCAGATTTTGATACCCTAAAGATGTACAGGAAAACATTGAAGCACTGGATCC
CTTGAAACAGTCATTTAAAAGTGTTCCTCTTCAAATTCATCGGTGAAATCTCTGCTGAGT
AACAGGAGAAAAATTTTTGTTACATAAAAAAAAGTTAAATGACTCCTTTATTTCAGCTTT
TAATTGTCACTACAATT
>CL8420Contig1
TTTTTTTTTTCATTTTATAAAAAGAGCNTTTATTTCAAAGTTGTTTTTTTTCTTCTTTTT
TTTTTGCTTCAGAGATTGAAGCACATAGTAAAGCAACAGTACAATGTTCAGAAAATATAA
GTGAGATGCTGTAACTTCTTAATTTTTGTAACATGTTTTTGTTGTAATACTGGAATATTC
TGCATGTATACTAAAATAAGAACTTTTAAAATTGTACAAATAGGTACCATAAAACTCGAC
AGAGAATAAAAACAAGGCGTTCTCTCACTGCAACAAACACAACTGCTAGTTTTTCCTCTT
GAACAGGGAGATGGAAC
>CL8421Contig1
CCTTTAACCCGGGCCTTATGGCCGGGGACCGGGTGTTTGTATGTAGCTAGCCTCCTTTCC
CGAGTAACTGGGGCCAAAAACCAGTCAAAACAGTAGACTGTCTGAGTGGCCATGTGACGT
ATGTCTTGTCTGCTAGAACTCTCAAAGGCTTAATGAAAATGGTTGTAAATCTCTGTTTGC
CTCATTTTCAAACAACGGTTCACTGCAACAAGTTATGTGCAGACGGCTATGAAGTCACAA
ACCTGGTATCAGCTGACCCTGCTCTCAGGAGGCGGGGTTTCAAGTTTGAATACTTCCTAC
GCCCCCCATTACAGGTGATTTTGAAGTTTGGGTTCCAGGTGGAGTTGAGCAGGGTGGATG
TTGAGCTGTGGCCCTGGGGAATGGACCGGGGACAGGCCTGCAAAAGACTAGAGATTAGCA
CCAGTTCTGACCTGCAGAACTGTGGTCCTACAGACCACAAACAGTTGGGGCAAAAAGAGC
AGAAGAAGGAGGTGAAAGAACAACACAGACGGAATCAGCAAAGGGATGGGACTAAGTCAA
AGCCAAGTATTGGTACTCAGTGGAGTTTCCAGGCCCATCAGTGGGATGAAGAAACTCCAG
ATGGGTTGCAACATAAAGGACACGTGTCCAACAGTCAGTCCAACACAAACTCCAACTCCT
CTGATTCTGATATGCAGTTTAAGTTG
>CL8422Contig1
TTTTTTTTTTACAAGTGTTTCCCCTTTATTCAGACCAAAGTATTGCATGCAAATACAGTG
CAGTAGAAACAAGTCGTGACAGCCCGCGTCCCGTGGAGATCAGAAACCCTGAATCCGGTG
CAGACGGAGGGGTTGGACACTGCAGCAGCAGGAATCCTGGGAAGGCCTGGATCTGCTCAG
GTGTTCATCAACACTTTCCAGTGGAGAAGCAGGACAATCTGAGAACAGGAAGCCCTCGGC
TCGTCCGGGGCCCTTCAGTCGTCATCGTCATCGTCCTCCGGCACAAAGATGTCGTGCTCC
TCGAGCAAAGCTGCAAAGTTCTTGCT
>CL8423Contig1
CTTTTGGCTGGTTCAGCATGGAAGCTTCTGTCCACTGGAGAAGTCTTCCTGTTTTCTTTT
GTCTACTTTGCACAGGATGGGAGGTTCGTTGTGACTGCAGTAAAGATGACTTGGGAATTA
AGCAGGGTAATTACACTCTGACCAAGAACCTGGAAAGTGGCTCTTTGCTGGTCTACCAGT
GTGCTGAAGCCTTCTACCCACACCCTACAACCCGCCGGTGCCAGTCCAATGGTCACTGGA
CTCCCTCATCCAAAAGGTTTCCTCAGACTTGCAAGCCCGTTAAATGCCCTGACCCAAATG
TCTTGGAGAATGGAAATGTTTCCCCATTTCAAGAAAGATACTCAGTGGGCCACACCACCA
GGTCTGAGTGCTACCCTGGATACACTCTGCAAGGTTCCTCCAGTCGTACCTGCTTATCAA
ACGGGAAGTGGAGTGGGCTCTACTCCCATCTTGTAAGTCATGACAAGTGGAGACACTTTG
TTCAGACCCTTGGTGTGCCAACAAGGTGCCTCAAGAAGAAGGAACTTATTTGCCACTTGG
TGCCATAGTAATGTATACCTTGCAAGGACAACACGTTCTTGGTGGGATCCCGAGAAAGAA
CGTG
>CL8424Contig1
TCGGCACGAGGGACCGGCACCTCTAAACTTAATTAAGAAAGAGATCCAAGAGGTTCTAAA
ACGAGAACAAGAACTAAAAGAGATGATGGAGTCCAGAAAAGTGATCCGCCAACAACTCCT
GTCTCCAGCTTCTCTGGCGGAAACGGCAAACATGATGGCTGTCAGACAGTTCTACCCCCA
ACTAAACAAGGAAAAACTAGTAAGTTTTTCCTCCTCATCTGCCTGTCCTTCTGGCCATGT
GACCTCCGATTCCTCCAATGCCCATCAGCGTTGGACAACCTCCTCCAGGGTCCAGCAGGT
TCCACCAAGTCTGCAAAGTCTGACCGAGATTCCAGTGCAGGACTTTGAGGGGCATCAAGC
CAAGCTGAGGTTGGAAGAAAGCTCATATGGAGGGATCCTGCTGGTTGACAACATTAACAA
CAAGGTCATTGAGTCCACAAGAGTTGTTCGACAAAAAAACCGGCAAGCTCTGCGTTGGGA
GGCTGGCGTGTTCACCAACAAGGAGAAGTAAAGAGTCTGTCCAAAAACAATGAGTGGAGA



CAGCTGCATCTGAAGCCAATACTTTTGGGGTGCACACTCACACCTCTTGGCCCTAAAACT
ACACACTTGTGGCGTCATACATGGCCACAGAAGGTTGAGCTGTTCTGCAGCAAAACAAAC
CTAAAGAAAAAACTGAAGAAGTAAAGCAAATGTCTTTAATGTGTTCTGTTGTTTGAGAAA
ATGAAATGAGCTTTTTNAGAGGTTGTAACCAGCAGAAATAATTTTTGCCACTGATTTCAA
ACTTTTATTTGTTCATGTGCTCTGCTGTTTTGAACAAGCTNGGATGCGATGCTTGTAAAA
AAACTGCTGTTTATTACGTATTTCAAATTGCTTGATTGCTTGCTTTAACAAAGATCAGGT
CATACACCACTGTTTTTTCATCAACAGAATCAAATTCATTATTTGGTTGATGTATGAAAG
ATGTTAGGTCAAAGGCCTTTTGATGGGACAACACTGACTCTTGCTGCTGATTGCTTTTAT
TAGCTTTACAAAGTCTGAACTCTTAAATATNGTTTAAATATTTAATTTTAATGTCACTTA
ANATCTGAACATTAAAAACNGTTGAAATAAAGA
>CL8425Contig1
TGAGCAGCAGCTCTTTACAGTACATGCTCTGCTCCTGCACTTTCCCCACTTCTGCTTCTT
TTGGGAGCTGCTGATGGTCCTGCAGTCTTTTCAAAGGAGTTTCTTCTTTGCTTGGCTTAC
GCGCCGACAGAACTGTGTTCACTGCTGGGTTGATCTTACACGGGGTCATTACTGGAGGCT
GGGTTGACTCCTCAACAAATGGTTGAAAGTTTGGTTTGGGAGGCGGAGGAGCCATAACTG
CATGTCCAAATTTTGTTTTCTGCCGTACCTTAACATCACACCATCTTTCAGGCTTCTGCT
CATTCTCTTTTGCTCTTGATGTAGGAAGAGCCGACCAAGGATCCCGCTCAAGTTCTGATG
AGCCGGTGAATTCTGACGAGTCGGCGCTCTGGTTTTTGTTCTCGTCAAAGATCACCACTC
GACTGTTCGAAACATTGCCGAGAACCGGGGCACCACGGGACTGCAGGCCTCCAGAAATGC
TTTTGATTGCTGGCCCAGTTCTGTTGACAGGAGCAACTGCCTTTTTCTTTCCTCTGTGTT
TGAGATCAGCTAAAGAAACTCTCTCAGGTTGTTGGGGCTCGTCGTCACTGCTGTCATCAT
GCACAGTCATCAATACCTGCCGGGACACACGTGCCTGCAGAGCCCTGTGAAACTGGAGAA
GCTTGTCATGTGGCTCTGCACTCTTGGTGAAGCCTTCTTTATATACGAGGTCTGCTTTGC
GAAAGTTGCCCTGCTTTTCATATTCTTCAGACCAAGCAATATAAAGGGAAGCCTGCATCA
CCCCTATTCCCTGAGCTTGCATGTACCTGTAGATGTCCAGGGGCTCGGGGCAGTTTTCTG
CAAATTTGACCCAGAGGTCTACATAGCGAGGATCATTGTGATATCTTTTGTCTTCAGTGA
ATCTGGTCACAGCTCGCTCCAACAGTGTTGTGAGGTTACTTTCTTTCCCCCCCTGTGGGA
AAGTCTGTTCTGTCCACTTTATATATCTATCCCAAACACCAAGAGGATCGTCTCCATCAT
ACATGCGTAGCTCAGACTCAAATGTTTGTCTCTGCTGGTTTATGGCTGATGTGGGTCCAT
CTTGTTGCTGACTTAAGGCTTGATGTAAGGCAGATATGTCTCTTCCCCGCCTTAGTGGTT
GAATGTTTTCTTTGCTTAGCTCCCATTCCACATCACCACCTTCCGCCATAGTGGAAATGC
TGGAAAAGGTGGAGAGGGCAAAGATACAAGCTTCTTTAGTTTTTAAGCAGGTAAATCTTG
GACCGTGCAAAGCTGAAACCCC
>CL8426Contig1
GAAATCCTGTTCATCGAGGCAAAAATAAATAATTTACCCATATTTTATTCTTCTTTTTAT
TTTTACCCTCTCTGGTTAATGCAGGACAGCAAGCCTTTAAACTCGGTCAGGGAGAGAACA
CAAATGCAGAGAACATATTTGATCCTTTAAGTTTGAAACACGTGCGTCAAACCACAAAAT
AAAGCCTTAGACGCACCGAAATGAATGCGAGGAATGCCGCANAGTTAATATTTTCTCTTC
TATTGCAGCCGAGCTTGCGCTTGCGGGAAGCATGTTTTTGGACGGTGTGAGGAGGGGAAA
TACTCAAAAATGCAAAACTGAAATCATTTTTTGTTAAATTTCTTCTCTTTCATACGAAAA
ATGCCACAAGTACATGTCAAAAACTTAAAAAACCTTTTATTATGTCAGAGGGGACTTTAC
CTTTACTGTCAGTGAAAATCTTTTAAGCTTCTCTGAAAGGTTTTACTGTCAGATTCAAAA
TTTAGACTAGAGGGAATTTACTGTAGCAACCACAAATCAAGGAAAGTACTTTAAAGGAAT
TATTCGGGACACAAGGTTCTTCAATAAACTTGTATTGTCACTTTACTCACATTCATCCAA
AAGAAACTCTTTTTCTGAAAATCCTGCCATTTTTACACAAAATGGTTCATTTGATTTCAA
AGTTTTTGGTCAGAAGCAGGTTGTTTACTGCCGTTTTTATGGAAACATTTATTCTTCCTG
ACCAATTTCCTTTTTTTAATTTTGTTTTTTTTTGTTTGTTTAAATTTTTTATTAATTGTG
TATTTTTTGTACAAAAAACAGAAAAACTTTGACTTTTCACTGTCACAAACATCTGTATAA
GTTCTCAGAGATGAGCACTTGTTCATCCATCCATTCATTCATTTTCTAAACCCAAATTAT
CCCTTCCTTGGGTCACTATCCCAGCTACTCTTAGGCAACACCCTGGATGGTTTGCACCAC
TTCAGCAAACTGTAAAAGCTTTCCCGTACAGAGATGTCCAAAAAGAATATTTAGCACTAT
ATCTATAATATCTATATATTTTTACCAAATTGAAGTTTGAATTTTGTACTAAAGGAAATG
TATTGG
>CL8427Contig1
ATTCGGCACGAGGGAAGAATGTAGGATCCAGGACTCGGAGCCCCAGCCTGTGCAGCTGCA
GCCTCTTCAGCAACAGACGCAGCCGACCAGCATGTAAGGCGTTGTTGTGCACGTCACTGT
CAGAGCTTCCGTTTTTAAGAAACGTCTCGCACAGGTCTATGACCTGTAGACTGGTTCATG
ATTACNAAAGAGACCTGAACTCCCATGTTGGCAGGTAACATTTTAAGGAATGTATGTGAA
ACTAAAGGCTGCAAATTAATGCACATGCTTTGTACATGCTGTTTTTTTTCTTTTGGTTCT
TTCCCAGATTTTCTTTTGTTGTGACATTGATGTCCCTAAAATGTAGAATTATGCTTTTCG
TTTTTTATTTTTTATGCTGGGTTCAGATAACTATAGAATACGATCTGATAACTAGCAGCC
ATTCGTGCCCAAAGTCCTGTTGGGATCCTAGAATAAAACCTAAAATCTTGGGCATGCTTG
TGATTTACAATCACATCTATTGTACACTGAAGTTTTTTTGTTTTCAACCAAACAGCANTG
ATGTATTTTCTGATAAAGGGAGTCTTTTTACAGTTTTATTTTTAAAGTTTGTGGGGTTTT



TTCAGGGTTACAGATGTTCTATATTGTGGCTGTCTAGAAATCTTTAACTGGATCCATTTG
CACGGGTCAATTGTAACCCAACAGAGTATCTCTGTCATGAATTTAGCTTNAGAAATGTAG
AACTATGGTAAAAATGTGACTATTTTACTGTCTAACATAAAGGTTGTGGTGGATGGTTAA
GCTGTAATGGTAGATCTACAGTTATATATTGCCTGGAAAGAACAAAATGTTAAACTACAT
CTTTCTAATGGAGACTGTGCTGTGATACATAAATAACTTTTATGTTTAGCACCATCTGAA
ATGCATATTCAAGTTGCCCTGTTGACAAAAGCACCTTATGGTACATGTATGTTTGTGTGG
TTAAAGATGGAATTACAGCCCTGTTGTCTGCGTTACAATCAGTTCTATTTTTGTGTAGTT
TAATT
>CL8428Contig1
GGCATGATGCTGAAACAGGTTATCAACAACATTGTTGAATTCATCGGCCCCTGGCTGAAG
AACTGCTGGAGAAAAAGGGCCACGAAGAAGTTGAGGAGGAAGTGTGGTCACTGTTACCGG
TCTTCCTGCCGTGATGAAAATGGCTGTGTTGAGCCGTGTGATGTGTGCAAAATAGCAGAG
TGGCTGAAAAACTACCAGCTGGCTGATTCAGACTGTTTCAGTCTGTTCAATGAGTTCCTG
GAGATGGTGATTCAGTTCAGCTTTACCACCATATTTGTGGCTGCGTTCCCTCTTGCACCT
TTGCTCGCTCTGATCAACAACATCTTTGAAATCCGTCTGGATGCCATCAAGATGGTCCGG
CTGGAGAGACGCCTGGTTCCCAAAAAGACCAACACCATTGGTATTTGGACAATGGTCCTG
GAGGCTGTTGGAGTATTGGCAGTGATTGCTAACGGTTTGGTCATTGGAATCACATCCGAT
TTCATTCCTCGCCTCGTCTACCGTTACGTGTACGGCCCATGCGCCAGAGGAGTGACCGAC
NCNCCCTGCATGAGTGGTTACNTTAACAGCNCTNTGACGNCGGCCTACATGTTTGACAAC
AACCCNGATGAGTTTGTTCCTCCAAACCAAAGACATNTNTTCAATGTGACTGAGTGCAGC
TTCAGAGACTTCAGAAGTGAGGAAGNCCNCTCTNTGACCCTTCACTTNTGGTTGGTGGTG
GCAGCGCGGTTTGCCTTTGTCATCCTCTTTGAGCNCGTTGTCCTGGNGTTTAAGTTCATA
GCAGCCTGGTTTGTTCCCAACCNTTCCCTGCGTGTGAAGAATGAGCGGNTACAAAATAAG
CTGGNCCGACTAAAGAAAGAGCTGAAGGGAAGAAAACGGNCCAAATACAAATTCAAATNT
ACTGAAGNGTAACCTGCAGCTGATGTCAGATCCNTTTNTTCTGTCCTGGTTAATTCNGGC
CGTATATATATATTTTTCNGTTTTGCTTTGCNTGNTACTATGTAAATGAAAACNCNGNTG
CTGTTTTCNTTCCNTTTGAAANGTGTATGTTTTTGAAAGGAANGTGTGGATTTTGTTCTT
TTACTGCNGGGTTGGAT
>CL8429Contig1
AGTCGGGAGGTCTGGGCACCTCGACCGTGTCGTTCAAGCTCCTCAGGCCGGACAGGATCG
GTATCCTGGACCAGTCGGCGGTGTGGGTGGACGAGTTTAACTATTACGACATGAGGACGG
ACCGCAACAAAGGAATTTCCCCGCTCTCCTTGCGTCCCAGCAATCCGCTGGGCATCGACA
TAGACAAAGGAAAAATCCCACAGAAAGACATCGATCAGATTTTTCCAGGAATGAGTGGAG
ACTTCACCAGTGAGAATTTCTCTGCCACCTGGTACCTCATAGAGAACCACACAGGCTCCA
GCTTTGACCAGTTGAAGATTGGAGCGAATAACCTGAAGAAGCAGGCCACCAAAAAGAACG
AGGGGAGTCTGGCTTACGTGAAAGGAGGCCTCAGTACTTTCTTTGAG
>CL8430Contig1
ACCCCCCAGAACAGCCAGAGCTGGCGTGAGGGGGGCGGAGGCCCCAACAGACAGATGGGC
GGAGCCAGAGTGGATTCCCCTAAAGTGCAGTGTGCCGAGTCGGGGTCTCTTCTTTCCCCC
TGCGTCATGCGTGCGTTGGAGGGGGTGCACTACATCGCAGACCACCTGAGGGCTGAGGAC
GCCGACTTCAGTGTGAAGGAGGACTGGAAGTATGTTGCCATGGTGATCGACCGCATCTTC
CTGTGGATGTTCATCATCGTGTGTCTGCTCGGGACAATCGGCCTCTTCCTGCCGCCGTGG
CTCGCCGGCATGATTTAAGGTTTTTGGGAAACTGTCAAAGGAAAACTAAAATTCGGATTC
AGTTTGTCATCATTAAAGAGGATGCTGCAGTTTATTCTAAATTTTAAGATGCTTTAGTCT
GATGGGCTTCTTCCCATCAGAAATAAACATTTGAGGAGAGAGTCTCTAACTGCAACGGAC
TCTTTTCTGGATTTGATCCTTTTCTTCCATTTTCATTGACATGCTTCATGTCTCAAACTC
TGTCAAGTTTTCTTTCATCATGTCTTCCCGGCTTTGCCACGACCTCCTTACATGTTGTTT
ATCTGATGCGATACATTTGGCGTCCCAAGCAGAAATCTTCCAATAAATATTTATGTCTCT
GAATCCTGAGAGCCGAGACAAATCACCTTCAGAAAAACGTTTTTACTCCATATTGATGAC
TTAAATATTAAAGTAGATAAAGAGTAGTGCTGTTTAACCATGTAAAGGTGCAGGTAGAAC
CATTTTAAATACATTAACATGTTTATGGTGATGCCTTAATTCAAGTAAACTCCATCAGAC
ACTCAAAAGACATAATTATATTAACATTTATTTTTTTTTGCAAAATGGAACGAAGCCTGC
TGGAGTCTTAAAGTTCACATAATTGGTGTCAGCTATAAAAATAAAATGTATGTAATCAAT
GTTTTGTTGTTTTCCATAGCTTGATTGCATTTTCTAGGTTTCTAGCTGAAGTTATGTACA
GAAAATCTGAATAAAGACGCTTCAGAGGATCCGTTCCCGCTCATTTCAGTGAAGCAGCCA
CTTCTGACCTCTATAGACTCTGTTTTATCTCCCAACAAAACCAGACCTCCAATTATCCCA
TCCAAACACAGGAGACAGCACTGGGAAGGCCAGGATGTCCTTATCTAAACGCCTCAGGTC
TCAGTTTCAAATGAGTCAAAGGACACAAACAGAAGACACAAAAGAAGGGTCTGGTTCAGT
CAGGAGGATAAACAGCTGTTAGGTTGGAGTGTTTGCTGCTGCTTCTGCTTTGCAGGGAGT
CTGAGCTTATTTTTAAGCTTCCAGCTGCTCTTCATCGGGTTTGGAACAAACCCTTTCTGT
TCAATTGTTGGTTGAAAAAGCCTAATTAAGATT
>CL8431Contig1
AAGTGAACACATTAAAAATAATCAACCCCGCCCGCGTGATCTGAACTGACAGTTATACAA
ACAAACCTTCTCCCCTGCCTTCAATAAAGGAACTAGTGGAAAGCAGACGCGTCTTTTTCT



NTGCAACAAGAGTCAAGACGTGTTAGCAATAACGTCTTTTTAAGCGTTTTTCTGTTTCTT
TTGTGGTGGGTGAAGAACGGCTCCGGTATGACAGAGAACTGCAGCTTCCAGAACCAGCTG
CTGTCCGTCATGGAGGTCCTGGCCAAGGCTGCTGTGGCGGAGATAGACCGGCGCGGTGGA
TGACTGCTGCGCGGTGCTCCGGCTGGAGGTGAGCCAGAGCCGGAGGGACATCGAGCTGCT
GAAGACCAAATGCGAGGGGATGGAGGCAGAGCTGAGGAGGAGCAGATTTGTGCAGAGATG
CTGCCGTTTCCTTCTCTGGGCAGCACATTGAGCAGATTCCCAACACGTTTGCTCCTCAAA
GCAGCTTCCGNGTGGAAAAAATTCACTCAGCANAGAAATCTCACGCCGTTTTGTTGAGTG
CA
>CL8432Contig1
CGAGGCTGAGGAGGAGCAGGGAAGAATGCAGGTCCAGCAGCTGGTGATTGTCTGGAGCTT
CAAGGTTCTCCTGGCAGGAGCTTTGAATCGTGAAATCACATATCCATTCACTAAAACCTG
TGCAGCTGAAGGGTCCACTGTCCTCCTGCCCTGCAGCTTCACTCCATCAACAGAAGTCAT
CGGAGCAGAAGGAAAAGATCCACGGAAGATCATCAGAGTCCTCTGGTGCAGAAAACATCC
CATCTGTCATGGAACCACTCCCTCAGTGTTTGACAGTGAAGCCCCAGACACAGATTCTCG
TTTTCAGTACCTGGGAGACAAGAAGGGAAACTGTACTTTACAGATCACAAACATTCAGCT
GGAAGATGCAGAAACGTATCGCTTCAGGATGGAAGCTGAAGATCCTGATGGACATTTCAC
CAACCAAACAGGAGTGACAGTCAGAGTAGAAGAAAATCCTCTCATGAGCGTAACAGGAAG
TAACGGCTCAGAGGTCAGAGGTCAGACAGTTTCCCTTCAGTGCACCACTTCATCCTGCAC
CTTTCATGGTGTCAGCATCACCTGGTTGAAAGATGACCACGCCCTCCCAGAGACTGGCCC
CACCCTTCATCTGGGCCCCCTGACTGCAAAGGATTCTGGGAACTACAGCTGTGCTCTGGG
GACCAAAATGCAGTCGGGTCTGTTCAGGCTGCAGGTGGAGGCTGACTCTGCAGGAGGAAC
GTCTCTGATCCTCAGTGTGGTGCTGAAGATTCCTGCTGGTGGTCATCGCTCATCTCACTG
TGCTCCTCTTCATCAAAAGGAGGCGAGCTGCAGCTCCAGGACCTCCTCTGGGACCTTCAG
CAAACGAAGGAATCTCCTCACATCAGAGGAGGCGTTTAAGGAGGTGAAGCTCAAGTCCAC
ATCCGTCTTTGAGCTCCTGGAGCAAAAAGGTCACCTTTATGCAGGAGTGTCTGATGATAA
ACCTTCAAGAAATGTTTAAGAACTGCAGCTTCAAAAGATATTTTGTTTTTTTTTCAACAG
TAGCTCAAAAAGAAAAATGTTCAGCATTAAAATAAAAA
>CL8433Contig1
GAATGAATGAATGCATGCGTAAGCACCTCACTACTTTAAAGAGTGGCATAGTCTACTTGT
CTCCGCCTTGGAATCTGCTGGAATTATGTTAATTGCATAAATGGTTGAAGAGATACGGTA
GTAGAAAGAATGTCAACACTGGAGCTAAAGCTCCGGGGTAAAAGGGTTAAGCTACCTGCA
CTCTTTGCAGTGACAAAGCTACACTTTTCCATATTACATTTAAGTAGCAAATCCTATAAA
GTACACAATATGACAAAACAGAAATCACATTTGAGTTTACTGTACAGTTGTCCCTCGTTT
ATTGCGGGGGTTACATTCTAAAGATAATCAGATGAAATCTGCAGAGTAGGATTATAGTTG
TCTTAAGGCTGGAAAGCCCCACACTACACACATTTCTCAGACAAACATGAACATTTTCAC
ACTTTCCTCTCTAGTTTAAACTCCCAAAGTTCAAACCTCCTTACAAAAATAAGTCCAGTA
CTTCAGAATAAACAAAGATCTGCTCGTGTTTGAAGATTTTGGCAAAGTGAACGCATTCTA
CACAGGAGACACTGCACGAAGATTGATGACGAAGGTCAGCTGCCAATCAAGACGAAGAAC
ACAATACGCTGTTTAAAAAAAAACGCCTGCAAAATTGCATTGAAAAGAATCAGCAAAAGG
TGAACCGCCATGTAGCGTGAGACCACTGTACAGGAAAAGGCATACATTTCATATATTTCT
CATGACAGGAAGTTGCAAAAATTGCTAATATTTTATCAGCAAGCAGAAAATCTAACCTTG
AAAAAGGTAAATAAACTGTATGATTCGTTGATTTGGTTTACATAAATAAAAGCTTAGAAA
AATTACCAATTAAGGCAAGACAACCCTTTTTTAAATCTAGCATTAACCAGCATTAAGTTT
AAAGCAAACTGTAAATAAAAAAAAAAAAAAAA
>CL8434Contig1
ACTTTTTTTCCACAGCAGCAAAAACCAAAATCCTCAAAAGAAAGTGCAGTTTAGTCCAGA
TTAACCTCAGAAATGAGAAATATGACTTGTTCCATGGATCTGTATTCTCTGTGTTTCAAG
TGGTTTCTAAAGGAAAAAAACGCAGATCTGAACATATCTATCATAAATCTGCACTATGAT
AAAATGAAGAAATTGTGTTTTTTTTTTACTCCTCACTGGACCAAAGGTTCACTTTAATCT
ATGAAACCAGCCTGAGGTGGATTCTGCAGACTTTCACATTTCTGTTTGCTGATTGGCTAC
ATTTGTAGACTGACCGCCTTTGAAAGTGGCGATCTGTTCTTTTCTAGTTTCTTTTATTCT
GAAAGTGCCAGTGGCCGTCACAGCCCGCCTGTATCTCGCCTCAAACGCGGTTTGACCAGC
GGCCAGTAACCGCAGAGGAAGCCAGGCTCTCTGCTTTAAAAGTCAAACACTTGAGGGTCC
GCCGATGTTCCATCGCCCGCTACAAGATGTTGTGCCTCAGTAGCACTTAGGTCGTGCGCT
TGTATGACGCCGCGTGATTTGGATGCATATCTCGGCCTCCAGGTTCTGGTAGGAACACGC
CGTGCTTTCTCTATACTGTCTGTTCTGCAGATATTTCTTTTCTGCACCCATTTTCACTGT
TGTTTATATGGTTTGTGAAGTTTATTGTTTTGCATAAAAAATGAAAAGTTACACACAAAA
TATTTATAATTTTTGTATTGACTAAAAAGAAAAAAAGGTTGTTTAAGGAAAACTTAGGAA
AATGGAAATTATTTTTATTGTGTTGGCTGAATGGCAATGCCAAGAAAATAGTTTGAAAAA
TGTCGTGTCATTTGCTGA
>CL8435Contig1
TTTTGGGATCTCAACTTTGCTTTATGTGCCTCCATCATAAGAGAAATGCCACAACTACAT
GTGAAAAAACACAATTTCATTAGAGTGAGTGCTTTAAAGTCCAGTTAAGAACAGATTCCT
GCAGTAACAGGAGCTGGATGACTTTGCATAAACTGTGGTTCTTTGACCGACTTTGGATAA



AAACATGCTTGTGACTGGGATGAGAAAAAAAATCCCTTTATTGACAAGGTGTACTGCATA
TATGATATTAGCTTGAGACAGCAGCTTGAGTCATTGAGTTGGCAGAACTACAGAGAAAAA
GATTATTGTCTTAATAGCAGAAACAGGGTTAAAAAAAAGAACATCTGGTCTTTAGCTTTG
GGGGGGATTCAGAGGCATTGTCGCCTCTGATTCAAGAGACTTTCTTAATTGAATGTGTTT
GGCAGTTTATAAATGTAA
>CL8436Contig1
ACCGAAACGTAGTCATGTGTGTCACAGTTGGAGCTGAAAGGAAAGCAAAGATTTGTCCTT
GCAGACAGACGTGACTCTGCTCGTCCTGCATGTTCCTGGTGTTGTCCTGCTGTGGCTCAA
CATCTGTGGCTAAGCAGTCGCTTTTGCTGATGCACAGAATGTGCAGAATTGAACTGCAGG
CAATGATTTTCATTGCAAAGAGCGTGTTCTGGAGTGGTTCTGGTTGTAACTGCCTCAATG
GCATTCCTCATGGGTTCCCTGTAGGGTGTCAGCAGCATGATGGGATGTGCAATGCAGGGA
TACCCACCATCACCCAAAAGGATCCTTCAGCTGCAGAAGAAACTCCTGTCACCACATCTT
CGATTAAAAGAGAAAACGTTGATGCTGCTGCTGAGGCTCCAAGAGAGGCGTGTATGGAAG
AGGAGCTGACTGGATCCAAAATTCCACCAACCTCAAATCCAATTGATCCAGCTGAATGAC
CAACCACACTCTCTGATCCAGTAAGAAGGGATTTGGTGCAAGGTCCTTTTCAGACTGATA
AAGACTCTGACTTTCTTTTTTTTGGATTGTTTTATCGTTATTTGATTTTTTATTAAGTTG
CTGTTTTTAATAAGTTGGAGTTTTGTGAATGTCATTTTTTAAGTGCCTAATGTTACATTA
AAAAAAAATAAGAAAAAATATATATATATATATATTTACTTTTGTCATTCATATTTTTTT
TCTTTTCACTTTTAAAATTGGTTTGGCATCACTTATTGTGCATCCAACATGCAAGCAATA
AACGTATTCAATTCTTCAGCAGCAACAATAATACATTCACAAAATGTCTCATTTATATTA
CAACAACAGTTGCGTTTTGTTGGTGCTGCTGATCAGTTAGAGGGCCCACAAATTAAATTT
CGCTTAGGGCCCCTGGAAGACCAGGTTTTACCAGGAAGACCTGATTGTTATTATTTTGAC
CAAACCAGTCAGAAGTTTTGCTGCAGCTTTGCAACTGATGTTTCCACCAACAAAGCAAAA
CTGATGTTCCACTTTGCTTTCTTTAGTTCTGCAAATTTGAATAAAAATCTACTGCCTAAT
CAGCAAA
>CL8437Contig1
GATTGAACGAAGATTTTTGTAAGAGTTCTGTTTCATGTTTTAAGTTTTTCTCCTTACATG
TGAAGGTTTTAGGAAGAACTTTGAAAGTGGGATGTAAAGATTCCCCGCTTTTGAAGTCGT
TGGATGATCTAAACTCTGAACTTCTGGTTGATGTTCTCTCAGATGGACTATGCCATGAAG
TCTCTCAGCCTCCTGACTCCAACCAGCCTCTCAAAGGCTGTGACTTCCAGCGTTTCCGTC
AGCACCTCCATGGCCCATCAGCTCTTCTCTCACGTTCCAAGGCCAAAGCCGTTCAGAGTC
ACAAATGCAGATCGCAGTGTGAAGAAGGGGATGATGGCGGACGGACTACTGGACCTGCTG
AACAAGGTCAGCGAGTCTCTGAGTTTGGACGGGATCGTCCTGTTGGTTCTGGAGGAAGAT
GGCACCGGCGTGGACACGGAGGAATTCTTCCAAACGCTGCCAGAGAACACGGTTCTCATG
TTCCTGGAGAAAGGACAGAAGTGGACTCCGTCTTCTAACAGCTCAACCAGGAGTCTCCTC
TCTGGGTGCCACCAGCAGAGCCGAAAAGACGTGGCCAAGCTGACCTTTGACCTCTACAAA
AACAACCCCAAGGATTTCATCGGCTGCCTGAGCGTGAAAGCCACTCTGTACGGCGCTTAC
TCCGTGTCCTACGACCTGCGCTGTTACGCCGCCAAG
>CL8438Contig1
AGAATTTATTTGATTTATAGATTTTTTTTCCTTTAGTGTGTGAAACTCGTTATTTCCTAT
TTTGTCATGTCTGACAATTTTTTTTAGCTGAGGGGCTGAGTAAAAGTGAATTTTAGGCTG
TAAGACGAAGACTTTAGTCACAACACCCCAGATCTAAAAATGTATTTAGATTAAAAAAAA
GGACGGTACATTAAGAACATAGCCTCAAAAGGCTGAGAACACATAATAGGAAAACATAAA
TGTTCCTGGTGACCAGTAGAACCAGCAAACATTTTTCCTGTTCAGGACATGTGGCGTCGA
TCACATGATTCTGCAAGACTCCCCCGTTTGTTGGCGTGGGGCTTTTGCCGTGTTTGCTCT
GTGTGAGCGCTGCAGTGCTGAAGCTGAGGCCTTGGAAGGCGCTCAGAAGGTTGAAGCCTT
CGTCCTTGGTTTTGGTTTCAGGATGAATCATCTTCGAGAGCTCTTTGGGGAGCGACACTT
TCCCACCAGCAGACCTCAGCTGGTCTCTATCCTGGGGGTCCTCTGACAGCTGATATTTCC
TCCTGAAGTGAGATCTCATGGCTGCTCTTTCGGCATTCTTCTGGGCGATCATTGTCTCCC
GCAGTTTTCTCTCTTTGTCCAGATCTGCTTGGTAGGAGCGAACGCTTGAGGGATCTCTGG
GTTTTGCAGAGTAGAATGGAGGGGTCTTCCCCAACCTGTTAGATCCTCCCCGGCCACCGC
CACCTCTGCTCTGTCTCCTCCTGTGTTTAGGACACAACCTGCGGTCCTTCGCTCCTGTCA
CGCAGCCGGTCAGCTTCCTGATGGGCGCCCTCAGCGACTTTTTTACCACAGACTCCATGG
CAAAAAGCAGATTGTGGAGAACGAGAAAACAACCACACCTCTACTTTTTTGGCAGCTGGT
GGGTGGAAATGTAATGGCTTTCTCCTTCACACATGCATCACCTCGCACATTTGCTCTGTT
CCAGACCCATGCAGATGATGACAGCTGGACCACTGGCCCCAAATCTTGGTGAAAAATGCA
GCCAACTAACCTTCCCCACCCCCCTTGGAGCACCCACAAAGCCTTGTGCCAAACAAAAGT
CATCCACAGAAGTAAAAAAGAAAAACTCCAGATGATTTTCTGCACCTGTGCATCCAGGTT
GAAAAAGAAGAACAGAATTTGTTTCTGGTTTCGCGCT
>CL8439Contig1
TCTTTTTGACACAATAGCAGGTTCAATTGCTGTTTTTATTAGATAGATTTGTGTACTTAT
ATCAGCATGCTTTAACTGACTCATCTGCATGATAAACCTGCACATTACTAGCACATCACC
CTTGAAACTGCATGTAATTCTACCAAATATTTCTAAATTACGTCTTGAGAGTTCTTTTAT
TTTTCCTTACGAATAAACACCACATTTTTCTGAAGATTCTTCTTNGTAGACGATTCAAAC



CGCAGAGTAACCGAAACGTCAATGTAGCAAAGACGAGACAGCATAAATGGATATTNGGAG
CCAGGGGAGATTTTACTGTGAATATTTTATGAACCAAATATTACTTTGCTTGAGTGCCTT
CATGTGCAAACAGAGACCCAAACCTGCACAAACACTTGAACCCTGGGCTGAAATTCCATG
TGTTGTGTACTTGTGACTTTTAAAAGACACATTTAAAATAATACAAATAATTTCAATAAA
GGTGTTTCTTTATTGGTTTGACCTACACTGCATACTGTCAAAAATTGTCTTAAATCCGTC
ACATAGATTAGGACACTTAAAAATATTATGGAGCTTCTCGAATGTTTTGTTGTTAATGCT
TGTTTGGGATTTGCCAGCAACGTTCTACATTTCCTCCTACTGCCACATGAATAACATGAA
TCTGACAAATACTTTATGGCCGAAAACTGTACTGAAATAATCCTGAACATTTGTGTTGTG
CACTTTAGTTTTTATGATTTGAGAAAAAATGAGTTTTATTCAGTTTATGAAATGCATGGA
AAGCAAAATAAATGCTAAATTAAATGTTCAT
>CL8440Contig1
TTTGATTGAAATTAATACAACAGAGCATTCTGGACTTTTTGCTTAAGAATTTGTGTCTTT
TCCTCTCATTTTAATGCCAATCACACCAATGGGCTGATGCCTGTTAGGGAAAAACGCAAA
CTAAGAAAAATGCTGGGTTCATGTGGTATTGGAATATTCAGAAAAATGTCTGTCTGGCTC
GGAAAATGTACAAAAACGTCCCAAAAAAAAAAAAATCCTCCAACNCCTCACCCGNATNTA
NTTTTTCCCCCCCNGGNGNCNAAAANNTCCGGGCCCTTTTTTTGGAAAAANNTTGTTNAN
TTTTCNTC
>CL8441Contig1
GGTCAGAAGGATCGCTTAGATTTCCAGGGATTTCAGAGTCTTCTGTTTAGCCTGGGTTTA
GGGGGAGGTCAAGGTTGTAAGTGTGGATCACGGGGATCTTGGTCATGATCATGTAGCTCA
CCTTGACTTGCTGGACTTGCAGAAAGGGCTGCATTCACATTCAGCCTCCAACGAAGGTCC
TGCTCATGGGCACAAGCCTAATCACGACCATCCACACAAGCCACATTCCCAGCAGCCACA
TGTCGATCATAATCCCACACCCTGCAGCAAGACTACAGCTGCCAGTTCGGCTGCCGACAC
AAAACATTACCATGACCACGGTCATAATCACGGACATAACCATGAGCACGCTAAAGAAAG
GCATAGCAACCATGAACATCCTGAGGAACACGTGCTGGATCAAGACGATCATGACCACAA
CCACGATCACACACATGACTCAGAGCAGGAACAGACATCGGTCGACCACAAAGACCTGCC
TCCTCCTCATCCTCACAGTAATCATAGTGATGATCATCATCACGTTCACTCTGTACAGAC
AAATCTGACTCTAAAAACCCTCGAGCAGCCGCACCCTATCCCCCCGGGCCCATCCCCAGA
TGCAGAGCCCTCTCCTGCACCCAAACGGACCAGTAGGCAAGACAGGGCCAGAGGACAAAG
AAGGAAAAACAAAAACTCTTCTCCAACATCTCCATCTCATCATCATATCCATGATCATGA
TGAGGATCGTGACCACAGTGGTTCTCATAAAGACAAAAGAGAAGCTCCAGGAGGCCTCGC
CACTCCCAATATGCAAATGCTCAGTGGACATCCTGGTGGACCGTTGCATCAGCACGAGGA
GTGTTTAAACCTCACTCAACTCCTCTCCTACTACGGCTTGAATCCCCACTCGCTCATCTC
CCCGAGCCAGTTCACCTACCTGTGCCCGGCCATAATGCCCGGGTTAACGCGCGCTCAACG
CC
>CL8442Contig1
CAGTACAGGGAGGACANCAGGGGCACGGACCTGCTGTCCGAGCACGAGTGGAAGGAGGTG
GAGCAGGCCACGGACTCGAGTCCGGGGAGCCAGGCCACCGAGGCGCTCCGTAAACTCATC
AGCAGCGGAGAGTGGATGCGCTCAGAGAGGCTAAGCGGTGTGCTGGAGCCCGTCCTGATG
CGTCTTTGCGCCTGGTACCTGTACGGGGAAAAGAGGCGGGGCTACGCTCTCAACCCGGTG
GCCAACTTCCACCTGCAGAACGGGGCCACCATGTGGCGGCTTAACTGGCGCGCTGACACC
AGCCCCAGAGGCGTGGCCAACTCTTGTGGGATCATGGTGAACTATCGTTATTTCCTGAAC
GAGACATCCAAGAACAGCGCCCTCTACCTTCAAAACAAAGTGGTCACGGCTTCAGAACAG
GTGCTGGGACTGGTCTCCCAGTTTCAGAAGAACAGCAAACTGTGACAAAAACAAGAGCCG
TTTTTGGGTTGCAGCATAGATTGCACATGTTGTAAATACCTGATTGATGTTTAATATGTC
GTTGATTTTTGCCCTCATATCAGAAGGAGCTTCTGCATCCAAAGAAGAACTACAGAATTT
AACCTAAAGTGTTATTTTGAAACCAAATGAAAGCAATTCCCTCATGATGTAACTCATCCC
ATCTGCTTTTTGCTTCATTAGTTTTTAGCCGGAGTTGTATATTATCAAGTGAGAGCTTCG
CAGGACAGACTTCCGCTAATGAAGCTCAAGGCATCTGTCAATGCCAGAGCACGCTCACGG
GTAACAGTGTGTGTGATGTGAAGCCG
>CL8443Contig1
TTTTTTTTTTAATAAATAATCTTTTTATTAGTGCAGCAGCATCTGGAATGCAGTGAAGGA
GCCAAAGCTCAGAATATTGTCCATCAATCACACAATAAACGGTTCCTTTGTCCCCACCTT
GTTGAGTTCAGGGAACAGCTCCAGCACAGCGATGTCCAGCAGGACGTACGCCATCTGCTT
GTTGAGGAGCGGCTGCTGCAGAGCATCAAAGAGGAGCCGCACGCCGTCATGTTTGGCTTC
>CL8444Contig1
AGAAGAAGCAGAAACAGAAGTCAGCTGAGGACCAAAACTAAACTCCTGACATTTCAATTC
ACGGACCAGAAGACGACTCAGGAGGAGTGACTCAACAGACGAGCATCTGCTGCTACGCAG
GAGAAAAACGTTTTTCTACCTTCCAGCTGCCGCTTTGCTTCTTCAAATCCAAACTCCGGG
TCAGACTCCAGGACGTCTGACACAGCCTTGGCCCCCCAGTCAAAAACATTCCCAGCCAGG
ACTCCTCGGACCAGAGCGAACTGTCTGTCCTCCCAGCTCAGCTGCTCCAAAGCCTTCACC
GCCTTCTGGAAATACTTCAGCGCCGAGTCGTTCTCCCTCTGCTTGATCTTGGAGTACGGG
TCGGGAAAGTTGAACTCGTTAAGACAATGTTCCCGGGTGTCCAACAGACTCCTGACGGTG
AGGGACCCATAGGCAAAAGGCTGGTGCCGGAGGGTCTGCAGCTTGTGTCGGTACTTCTGG



CAGAACTTCTCGGCCCGTGCGGCTGCTTCCTGTGGGTCGGGCTGACTCGCCACGGCTCTC
TTCACCACGCCGTCCAAGGCCTCTTCAAAGCAGTAGAGCCAGTACTCCCGGGCCGGAGCG
TCCTCCGTGAGGTCCATGGTGTCCGGGATGTAGGAGGAGGGGTCCTGCAGCAGCGGCAGG
TTGACCAGCTGCCGCTCCANACGGTCCAT
>CL8445Contig1
GACCGGGAAGACTAAGTGACCGGTGGTTACCCCAAAGTTAGCAGACTGACCGGCAGTCCT
CACAGGCAACTTGACCGGAGCAGCGCGCGGCGGCGCTGGACCGTCTCCGTCTGTTGTGCG
TCTGAATCAAACTGAATAAACCGTACAATCGTGCTGGGTTTTTAGGTCAGAACCCGTCCC
CGGAGCCGCTCGCGCTACTCACATATCTCCATCTCCCGGGGCTGGGAAGCCGTGCAGTTA
CAGGAGCAGGTGACATTGGAGTTGCCGGAGCCGCCAGAGGCCGTTCCGTTTTGCATGGGG
CTGGGCTGCCCGGGACACTGCTCCGGGGAGAGAGCCGCCGCTGCCGCCGCCGCCGCCGCC
ACCGTCGGATGCCCGACGGAAACCACAGAAAACTTCCAGGCAGCGGCAGCAGAGTTCGCT
GCTGCCGATTTTCCGCTCCTCTTCCGCTGCTCGGAGCAGCTGTCCCTCCTCTTCTGGAAC
GGAGAAGACACAGCGGGCTCAGGCCCCGCCCACAGCGGACAGGCTGCTTCTGCGACCAAT
CAGATGTATCCATGGAAGGTTGTGGGAGCATGCTGCGTTCAAAACCATAGAAATTTACAG
TACTGGTGATGTGACTTTCACAAGCAGAGCGAAAGGTTTGCCGCAAAGGTTAGAATTTTG
GAATTTTGAAAGGACAGCAAAAACTGAATGTAGAAATGTCAAATTTCTCTTTTGTTGTTT
GTATAAAAACAACAAATAGAAGACAACAATAGAAAATAAAGAAAGTACATTTACTGGGAC
TGATCTGATTAACACATGTTCAGCTTGATAGGCAGCAAAATAAAATAAAAAAGTTATTTC
TTTGACTTTAAGTCTAAGATTAAAGTAAAAAGGAGTAAAAATTTATTTTCTTGTTTTACC
TTCCAAGATGAAAGGCAAACAAGTAGATGAGGTGGGATTTATTAAGCATCTTTCCAATCC
TTTTTTGTTAAAGCTTCTTTTCTTTGATGGTAACTGCCCACAAATATGTTTATTTTCTTA
TTTTACTGATCAAAGATAAACTTGAAACTTCAGAGAGGTTACAGACTCAGTTAAAGTACA
ATCAAAACACAAGTTCCGCAGCTAAATTGATAAGATTGAAGCTGATTTTTGTGTTAAATA
TTTCAGAGGAGACAGAAGTGGTTTTACCTTTGAAACAATATCAGCGCTTCTTCAAATAAC
CACCAGGGTGTGGATGCAGATATGATCACAT
>CL8446Contig1
GCGAGCATACACACTCTGGAGATACTCAGGCGAGATCATTTTCCCACTGATTGTGGCTTC
CAAAGAATCAACCAGCTCGGCGGTGATTCCGATCAGATTGTGGTAGTCTGCCTGCATCTT
GTTAAACTTCCTTAAGCAACTGGAAAGGCGACGGTCCGACTCAGCAAGCTGAAGCTGTAG
CTGCTGTATAATGTCTTTAGTAACTTTGCCGCCCTCTTTATATAAAGTCATCAGCCTTGG
AGTCTTGGAGGGTTTTAGTGTCATTGTCAGGAATTTGTCCAGTCTTCCCTTCAACTGCTG
AATCCAGGTATCCTTAAAGAGATCTTTGAAGGAAGGGTGAACAGCAGGGAAGGGAACAAA
AGGCAAAGCATAGTAGGGCAAAAACTCTGCGTTTTGGCTCAACTCTGCTCCCCGAGTTTC
AAGATATTGTTTGAAGTGGGAAATCCGCTCTTCAAATTCCGTACGGTCTTGTCTAACTGG
ATGGCTCCTCAGTGGGAAAATGGTGAAGTGGCACATGAAGGTAGAACTCCAAGCCCTGGG
TCCTCAGCATCTAAATCCTTTCACCTCAGAAGGAATATTCTCTTTCCACAGCTCAAAGAA
AACTTTGTGGTCTCCATCGTCAAAAGAGCTAAGAAGGTCTTCCTGAATGACACGAGTCTT
TGAGTCTCTGAGAGCGTTTCCTCGAGGCTTGGAGACAAGTTTGCCTTTGCTTTTACATTC
TTTGTCAAAAATTTGAACCGTTTCTTCAAATTCCCCAAACTTCAGGTACTCTTTAATCAT
CCCAAGGAGATCGGCTTCAGTTGCCAAGATGTCTCCCATCTTGGCTGTCTTAGTTGAACT
CATCCGTGGACCACAGCTCGTTTGACCATCTTTTCTTGGTAAGAATCCGCATTAGAAGTT
TCATTAAATATTTTATTTATGCTTAAAATGTATATTGGTAATTATTTTTTCGATATAATG
ACGCTTATGGTAAAAACAACAGCCTTAACATTAGCTAGCAACCGTCCAC
>CL8447Contig1
GGTTTGATTGAGCAGTTCTAGCACATAACATCACCTGAAGATTTGCCGATGAAACACTGA
AACGCCTGACCTGACCTACATCGCTGGCACTGAAATCATCACTGCCGTTTACGTTGAAAA
ACGTCGTGCTGCTACACGGTTAGCACAGGACAGTCAGGCGGGGACTGACACCGGAGCATG
TCGGTGCACTTCGACGAGAGGAGCGGGGTGGTCCCCTGCAAGACACCGTGGGGCTGCTGG
TACCAGACCATGGAGGAGGTCTTCATCGAAGTCGGGGTGCCCCATGGGACGTCTGCCAAG
GAGGTCAGATGCCGTCTGGGAGCCAGAGACGTCGAGCTGCACGTCAAAGGGAAGGAAATA
ATCAAGGGAAAGTTGTTTGAAACAACCGTGTCAGACGAAGCTACATGGACGTTGGAGGAC
AAATGTCTCATTCGGATCATTCTGATGAAGACCAACAGGGAAGCAGGAAACTGCTGGTCT
TCTCTTCTTGAGGGGGAGTACTGCGCAAATGCTTGGCTTCAGGATCAGATGCAAAGAAAA
CTCACTCTGGAGAGGTTTCAGCGGGAGAATCCTGGCTTTGACTTCAGTGGAGCAGAGATC
TCTGGGAATTTTACCAGTGGCGGTCCAGACTTTTCCAGTTTACAGAAGTGACACTTCATG
TTTACAGAATCTGGTAGACAAAGTGCTACTTGGGATTTGAACCCACCCCAGTGAGCAGAC
GAGCAGAGAATCATCAGTTTGGTCGTTTTTACAAGGGTCGAGTGAGAGACTTATTTCAGA
GCCTCCTTCTCTCAATTGTCTGGCACAATAGTTTCCTACGCCTGGTTAAGGTTTTACTCA
ACCGTTTTGAAGCCAGACTAAAGGAACTTCACTTTTGATTAAGATGAATTGTGTCAAGTG
TGTCATCCAAGTAAAGATCCGTGCAAATACAGCTTTTCA
>CL8448Contig1
GTTGGCCGTTTTGGTCCAGTTGTTCCGAGGACGGATTGTATTCAGACTGAGGAATCTCAG
AGCGAATCGAAGCTCAGTCCGATTGGAAACGAACCAATACCACCTTGAAAGAGCAGTTCC



TGATCCCGGACCAGGGTCCGCTTGGGTTTATTCAGACAAAAAAATTTGTTCCTGAGTATC
AGAGGAAACAAACTCTGGTTCACTTAAACCGGACCAAATGTATCCAGTCTGAATACACCC
TAAGACTCACAGACTAACAGACGACCACTCTACCAATAATCAGCTTTGTCTGATTATTAT
TACAGATTATATCACATTTGCTCATCATTGGGTTCTTTTTAACCTTTGCTAAAATGGTTT
ATGTTTACCAAATGGGCATTCGAATTTTTTTCAATTGATTTTAGTGGGTGTTAGTGAGAG
TGTGCATGCAGGAGTCCCTTCATCACTGCTGAGTGATGATGCTACAGTCCTTGCCAAGGC
CCTGACGGCCTCATATGAAAGAAGATATCTGGCAGCTCAATCTGTAAAGCCCCACGCTGT
CACTAAAGGCCTCATCCAGCCAGCAAGCAGCTCCACAACATGAGTAAGAAAAAACAGCCA
CACATGAGGCTAATCCTTTCACAAATAAAACATTCGTAAGGCAGCAAGATTTTCTCTGGA
AATCAGCAAACGCACTACTTATTTACTCGCAGCTGCAAAGAAGCATTGCATGAGTCATTT
TTCAAATACTGATTAGCTTGTCATTGACTTTTGGTACGTGTTTAGAAAGCCTGAGATGC
>CL8449Contig1
CTTTTGTCAAATGATGGAACTAAACACGATTTTCTCTGTTTGGTTGGTAGTGGTGACCCA
AAGCATGCAGGGAAGTAATTGTAAATTGTAAGTTTGAATTGTGACTGAAATGATCCGTTG
AACTAAGCCGTGTTCACCTAAGTTGTTTTTAGCCTTGTTAGCCCAGCCAGCAGTTTGTGG
ATCTTTCTATAAAAGAGACTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTTTT
ACAACGTCG
>CL8450Contig1
CGGCACGAGGGAGACACATAGGTCGTGGCGTCCGGTTGTATTACATTGGTGGAGAGGTAT
TTGCAGAGTGCCTCAGTGACAGTGCCATTTTTGTACAGAGTCCCAACTGCAATCAACGAT
ACGGCTGGCATCCTGCCACAGTCTGCAAAATACCTCCAGGCTGTAACCTGAAGATTTTTA
ACAACCAGGAGTTTGCAGCGCTGCTGGCCCAGTCAGTCAACCAGGGCTTTGAGGCGGTGT
ATCAGCTAACCAGAATGTGCACAATCAGAATGAGTTTCGTCAAGGGCTGGGGAGCTGAGT
ACAGGCGTCAGACAGTAACCAGCACCCCTTGTTGGATTGAGTTGCATCTCAACGGCCCCC
TCCAGTGGTTGGATAAGGTGTTGACCCAAATGGGTTCCCCCTCAGTACGCTGCTCCAGTA
TGTCCTAAACAGGGTTCCCAAAACAAAGTTAGACATTTCTCAACTTCGGAGCAGTTTATT
CTAAAAGTGATCACCAATCAGTCTTAAATTATGTTTTTCAAACTTCTTGTAAACACACTT
GGAGCGATAACAAATGTCATACGATGGACCTGGGGAATAAAAGTGGCATCCCAAGCTGAC
TGTACTGGAATGGTGACAGTAATGTGGTCACTGGACCTGAATTCCTTCTCTAGCTTTGTT
GGATTAGCATCCGGCTGATGTTCCACTTAATTTCAGCCCAATACCTGAAATCCANNTGCA
ATATTTAAACCCTAATTGAAGTNATAGTGGCCCGGCCAGNGTNTGGGCTTTGGTTGAAGT
AAAAAAAAAAATACAAAGTAATTTTAGAAAACCTAGTAGAAGGATAGATCCCCCTTCTGT
GACACAGCATTGGTTTGGGGGATCAGGCATGCAACCTAGTACCATTAAAATGCAGTCTTA
AACAAGTTCACCATGATTTATCACAACCAAATGACAGCGTCACAACTCTGACACACTACT
GCCACTTTAGTCTTATGTTTAACCGCAATAAATTCCCCCCCACTGGGCATGCCTTTTTTT
TAATACCCCAAATGAATAACTAAATGTCCATTCCTCGTTATNAGATATGTCCCTCCTCCT
CTCCAACTCAGTACTGTTTCTTTTGTGATCATAAACTGATGAGACTGCAGAGAAAATAAA
GATT
>CL8451Contig1
TGGAGAGATGACTTTAAATGTCTGCAGACTCAAGTNTCAGACGGAGAAACTGGATCAGGA
GAAGCAGAAGATTTCAGACAAGCTGGAGGACACGAGTCTGAGGCTGAAGGATGAGCTGGA
TCTGTACAGGAAGATCATGGACAAGGTTTGGCAAAACCGCCGCGACTTCCAGAAGGAGAA
GGAGTCCACGCAGGAGCTGGTGGACGATCTGCGGCGCGAGCTGGACTACCTCCAGATATT
CAAGTCAGAAATGGAGCATCCTGGGAAAGGAAGAGGCCTGTCTGAGTTCAGCGCCAAGAC
CATGGAGATGGAGCACGAAGTCCGGAGGCTGAAGCAGGAGAACTTCAAGCTGCACGACCA
AAACGACGACCTGAACGCTCAGATCCTCAGTCTGAGTTTGTACGAGGCCAGGAACCTGTT
CTCCTGCAACACCAAGGCGCAGTGCCTCGCCGCTGAGATCGACAACGCGTCCAGAGACGA
GCTGGTGGACGCCCTGAAGGAGCAGGAGGAGATCAACCTGCGCCTGAAGCAGTACATGGA
CAAGATCATCCTGGCCATCCTGGACCACAACCCCTCCATCCTGGAGATCAAGAACTGATG
CGACGCACAGATGGTGTGGCTGTTCTGATGTTCTGTTCACTGTAGGTTTGTGTTTCCGTC
TGCTTCTGCTCTCACCGTCACTGAGCGCCAGCGCCGTGGCGTCTGCTGCACCCTCACATC
GTGACGTCCTCACGTTCGGCCTCCATCCACTGAAATGCTCCGTTGTCAGATTGAATTTAC
CAGGCAGGAATGCTGGAAACGGTT
>CL8452Contig1
CACACTGGCATTAAAGTGATCAGTTCACGGTCCTCACATCTTCTGGATGATCTGCCAGGA
AAAGCTTCATGTACAACTTCTATAATCAAAGTACAAACCAGGAGCAGAGTCTTTGAAAGT
GCATCACAAAAACACTCACAGCTTTTTAAAATAACAACTTCCTCAATGAACCCTTTTTCA
NAGATCATTTTTCATTTCCCATATGTTTCTTATAACATTGAGGTGAAAAGCTGCTGATAG
ACTACCGGCTCCTGAATCANGAAGTTTTCAGATCTNAATAGATCTTAACAAGCGAAAAAT
TCAGGACAAAAGAAAAGAAATCAATTTANAAAATGATCACATTAGGACAGCAGCTTCAGC
TTTGGATAAGAATAAGATCTGAAAATGTACATATTTGCACTTTTGTGTATGANATATGAC
NACTGATTTGACNAANAAAAAAAAAAANNCNNCCCGGGAAAAAAA
>CL8453Contig1
GGGTTTGCTCAGTTCTCCCAGGAAATCGGTTTGGCTTCCTTAGGAGCCTCTGATGAGGAC



GTTCAGAAACTGGCAACGTGTTACTTTTTCACAATCGAATTTGGACTCTGCAAACAAGAC
GGTCATCTGAGGGCCTACGGAGCCGGACTGCTCTCCTCTATCGGGGAACTCAGGCATGCT
CTGTCTGACAAAGCCTGTGTGAGGATGTTTGATCCGAAGACAACGTGCAACCAAGAGTGT
CTCATCACCACCTTCCAGGAGGTTTACTTTGTCTCTGAGAGTTTTGAGGAGGCCAAAGAG
AAAATGAGGGAGTTTGCAAAGACAATTAAGCGTCCATTCTCTGTGTACTACAACCCGTAC
ACTCAGAGCGTGGACCTGCTCAAAGACACGCGGAGCATCGAAAACGTGGTGCAGGACCTG
CGCAGCGACCTCACCACTGTCTGCGACGCTCTGGGGAAGATGAACACCTACCTGGGCATC
TGAAGCCCCACCCCCTCACTCTTCAGGCTTCCTTCATGTCTGTGTCGCTTCTGCTAAGCA
TTTCTCTTCATCATTTATTCATGTGTAACCTGATGTTCTGTGAGTCGAAAACAGAACCAA
AAGGTCCAGTCAAAACCACCCCCTGCATACTCTTAGAACCGGACTTGGTGTGGATGAAGT
CCTCGGTTAAGAGTTCCAAAGTATGCAGGTGGATCCTGAACCTGGTTCCACCTGTGGTTC
AGGACCATAGACTTTTAAAACAATGGAACAATGGAATCGAGGTGTGACGTCACCCATAGA
GAATGCCTTACCCCAGCTCTCGCGAAATCAGGCAAAATCCTTCACCATTGTTTCCTGATA
TGGGCACCGCCATGTTGAAAACAGTCAACAGTGATTGGTCGGAGTCGCTCTGAGTCATCA
TATTAATGGCAATGCCGACAGTAGTTGCCATAGATACATTGACTTAGATCGACTGGTTTC
AACATGGCGGAGCCAGTATCAGGAAGCAATGGTACTTCCTATTTGGAAACATGAGAAGGG
AAGGGTTGAGCTGTCCATTGTTTTCACAGTCAATGATCACGACACATAGTGGTTTCATCT
TATGTGTTTTATTTAGTTCTGAGTGTGTGCTGGGTCGCCTTGCTCTGTTGTGTCACGTTG
TGTTCCCTGTGACGTGACCCATGAATACT
>CL8454Contig1
GACAGCCGTGCGCCTCACCCGGGCCTGCTGCCTCTTCCGGGTGCCCGAGCCCATCAGACA
GGCCGACTGTCTCTCCAGAGAATACCTGCGCAAACACTTCCCAGCTGCAGATACATGAAC
CCGCAGAGTTAGGCTGCCGATGACGGCGCAGCGGATAAAAACAAAAAGCAGCGGGTTGAG
AGGATTTCAACAAAAATTGTCTTTTTTTTAAGCACATCCTTTCTGGTCTGAATAAACTGT
ACGTTTTTAATGCATACGCCCCATATTTAAAAGGATATGGGTCAGAGCGGATCTTTTTAT
AAAACGCTCTCGTTATAAAAAAAAAA
>CL8455Contig1
CTGATTTTTCTTGGTCTGGTAAGTTTGTGGTTCATGTATTTGTTTCACTCATTAAGAGTA
GTAGAAGAGATGATGAAATCATGCTGAACTCTTCTAATGCTACTTTTAAAAAAAATTGCA
AACATCTGTCGCATTTACATAAAATTAAACAGTGTGCACAATGATAAAAGCTGCACTGAA
TTCAAGGGATGTGTACTTTAGGAATAACCGACCTGCAAAGTAAGTATTGGTCGCTCTAAG
CCAAAATCATGATGATAAAGTAGAAAAAAAAATTTATTCTTTCACATTTTAAAACACCTT
CAACTGTCAGAAAGCCTCTTAACAGGAAAGTGCTCTGTTTTCTAGAGCATGACTGTCCAA
GCTGAATTCCCAGAAAATATGTTGCCGTCTTCAGGCTTCCTCATTATCACTTCCTGCGAG
ACTGCTGTCGGTAGAGTCCGCCCCTTGCTCTTCCTCTTGCTGCTGCTGCTTTGAGGACTG
CGGTTCTGTTTGGGGCTGCAGGTCGGACTCTGTGGTGCTGGAGGGCGGCTTCGGTTCTGA
TCCAGCACTGCTTTCTGCTGTTTCTTTGGTGGTGGGGGTTGTCTGCTGTACTTTATCGCC
TCCTTCCAAGAAAGCAGACCAGCCCTTTAGCCGCTCCTCTCGCTCACGCGTCGTCTCTTC
AACCTGATAGTCTGTTGTTCCGTCCCACAGATGTGCGATCAGCTGCCTACCTCCAAACCA
GCGGCCGTTAAACGAGAGAACGCATGCATCTGCTTCCTCAGGTTCCTTAAATGCGACGGA
TGCCACCCCGTCTGGGTGTCTATCGAAAAGGACGACCTTCTTCACTCCACCAAACTTCTC
ACACTCTGTCCTCAGATCTTCGCGGTACTCATTCAGCACCAGCGGGTCTTCCTCAAAATC
ACTGGGATGAAACATGTTTCTGATGATGACAACTTTTTCATGCCTC
>CL8456Contig1
TNGGAGGATTTTCCAGCCACTGATGCTCCCTGGCAGGNTGATGTATCACAGATCCCAGGA
GGTCCCTGGTGTCCAGTCCTACCCACTCTGCCCGCCTCTCCAGGCTCACCTGGATCTCCC
GGAGATCCATCACGCCCGTCTTTGACAATTCCAGGTACTCCTGGTTGACCTTGGTGTCCT
TGGTCTCCAGGTGGTCCATCAACGGCTTTACCGACTGAACCCTTGTCACCTTGATCTCCC
ACATCACCTCTGGGACCTGGATCTCCAAGTTCCCCTGGCAGGCCTCTGTACCCCGGTGGC
CCACGAGGACCTGGATGCCCAATAGAACCAGCAGAACCAGGCTCTCCAGGTGAGCCGGCA
GGGNCCGGGGCGGCCCACCATTCCAGGTGCCAGGGGTCGCCTCAAGTTAGCAGCCAACTG
TGCTATCTGATCGTCAATCATGGAACCACACAGCTCTCTGATGTGCTGCTCACTCGCCAG
TTTACCAGGTACACCTCTCTTTCCTGGAAGTCCAGGCACCCCCTGTTCACCTTGGAAACC
AATTGGCCCTTGCTTTCCCGGAGGCCCTCGTGCGCCGAGCTCTCCTTGTGGCCCAGTCAC
GCCCTTCGGCCCCAGTTCACCTCGCTTCCCTGACTCTCCTTTTTGTCCAACTGGTCCAAA
AGCTCCCGGCTCCCCGTTCTCTCCTGGTAATCCGTCACTTCCTGCCACGCCCATGTCTCC
CTTCGCTCCAGAAGCCCCCACCGGGCCCCTGTCACCAAACTCCCCACGAATCCCTGTTGG
TCCTGGAAGTCCTGGGTCACCCAAAGCGCCTTTTATTCCCTGGAAGCCTTTTACTCCCAG
AGGTCCAGGGTTTCCTGCTGGTCCAATTCCTCCTGCCACTCCTCTTGGACCTGCAATCCC
CCTCTCTCCAGGTATGCCAATCTCCCCAGGAAGACCTGGCTCTCCAGAGGGTCCTGTTTC
TCCAGATTTCCCTGGATCACCAACTTCTCCTTTAGACCCTTTTGCCCCAACCTTTCCCGC
CAAACCAGGAAGTCCATTTGGTCCTTTTTCTCCAACGGTTCCGTGGCGTCCAGCATCCCC
CTTCTCGCCATCCAACCCCTGAGTTCCATCTTTTCCATCTCTGCCCGGCATTCCAGGGTC
CCCTTTGGGTCCCGCTCCTCCAGGAGCGCCTTTGGGGCCAATTTTCCCTA



>CL8457Contig1
GGNCGTTAACCCGGNCATTATGGCCGGGGATCGCGTGAACGGAGGTCGACGTAAAGCTGC
AGGATGATTCCCGCTGGTAGACCTTTTCCAGTACCTAGAGGAGCCTGTTTTGCACAAAAT
CTCACCAGGAATTCAAACACGACATCAGGACTTAAGTCCTTCAAACAACCAACTACTTTA
AATGATCCCCGTCAATTTCCTGTCAAGGCAAAGGTTTCACCCCAAAAGCTCATCGACAGA
TACAAGAAAGGTCAATCAGATGCCGTGTCTTTGCTCCATCAGCTGGCCCAAGTTTTGCAA
TTTCACCTGGAAATTAAGGAAACCATAGCTTCAGATGCCCCACCTCCCCTGCCAGTGAAA
GAAGAATCCTGTGTCTTTGACATTCGTCATAACCGAGCCAGTTCTGAAACAAAGATTCCT
GTCAACAAGCAGATTCCTCATGCAGTCAGGGCTCAGCTCAGCAGACTGATGAGCTGCCAC
CCTCAGTTCTCTGGCTGTGCCGGCACCATAGCAGCTTTCCTCCTTCAGACTTCCAGTGAA
TGCAAGGTGGTGGCTCTTGGCACAGGGGGCTTTAATACTCGAGAGAGTATCTCATCGGAT
GGTCGGATTGTGCACGATTCGCATGCAGTTGTCACTGCAAGGAGGTCTCTTATGAGATAT
CTCTACAGGAACTTGCTGATGTTTTACAGCAAAAATCCCACTCTGAGCCAGCAGTCAGTT
TACCAGCATAAGAGCAACAGCAATCTTCTCAGCCTGAAAACTGGAATCAGCCTTCATTTG
TATGTGAACAGTCTGCCAAAGGGTGCTGCTGTCATTCCGT
>CL8458Contig1
GTGAGCGAGTCCGCACCGGCAACGCTTGTGCGCGCGAGCAGGGATGTCATCAGAGGAGGA
TGAAGAAGAGCAGTTGCGAGCCTTCGTGGCGCTGCACGCGGCCGCGCTCAGCTCCTCCGG
CGTGCCGCGTGTCCTCTGGAGCAGCCTCTTCCACAAAATCACCCACGAGGTTTTTGATGC
TTGGGGAGATTTTCGGAATCCTGCAGTTCCGTGAGGAAGAGGAGGAAACTGAGACGAAGA
GCAATCCTGCAGCTGACGTCAGATGTAAGGTGGTGGTCACCCGGGAGAGCGGCCTGCAGG
TCTCAGACCCTAACAGCATCTTCCTGGTCGATCACGCCTGGACGTACCGCGTGGAACATG
CCCGGCAGCAGCTGGAGCAGATCCCCGGACTGCTGCCCCGGATGGCATCCCTCATGGGGG
GTGGACTTTCACGGGGAGGTGCCACCCCC
>CL8459Contig1
GGGGGAGGATGTGGTCAAAATACTCATTTGCCTAATAATTCTGCACTCCCTGTAGATTAC
CTAAGTCTTGAATCAAAGACAGCATGCCAAAGCTTGGAGTCCTCTCAGTCCAGGTCTTCT
GGATTTGAAAGGAGTCCTAAACAGTTTCTTGTCCTCAAAAGGCCTCAGGATAATTTCAGC
GCTTTGCTGAGACGCCACGGCGGCTCCAGAAGAAATTCTCTGCTGCGTTGGAGCCAAAGT
CAGACGCAAGGTTACAAGAATATTGAGATTACAAATTTCAGCAGCAGTTGGGAGGATGGT
TTGGCTTTCTGTGCCCTTTATCACACCTATTTACCTGCTGACATCCCCTATGACAGCCTC
AACCCAGCTGAGAAGAAGGAAAACTTGGAACTTGCATTTAGAACAGGAGCAAATGCAGGA
ATCTCAGCCACACTGACGGCAGAGGAGATGCTGAAGGAAGGCGGGCCAGACTGGCAGAAA
GTTCTGGGATACGTGG
>CL8460Contig1
GGGGTGGAAGAGGAAGGGAGGCTGGGGAGAACCACGTACCTCTCTACAAACGAGCACTTT
GCATCTTGTTCAGCTCCAGCCCAGACAGAAACCGCCACCAAGACTTGGAGGTGGAGCTCC
TGCTGGTAAGTGAGCGCCCCAATGCGGTTCTCCAGGCGCTGAGGATCCTCATGGGCAAGC
AGCAGTGGGAGAAGGTCATGCAGGTCGCCCAGGAGTTCTGCAAACAGGGTCCGCTCCTCA
ACAAGGAGATTTTCACTACTTTGCTGTGCGAGGTGTCTCACCACAGAGATCTGGATCCCT
ACCTGGACCTGTTGTGGGCGTTGTGCCCTGAGGACTTCACAGTCACCACCATCCTTAACT
TGGTGCTCAAAAACCTCCCTTCTTCTAACTCTCCCACCGTCCCTTCCTCTCTCTACGCAT
CCTGCCCTCCATCTCCTCCTCCTTTCGTGGAGTCCTGCAGCAGCCAGCTGACCGTCGGGC
TGCTGAAGCCTCTGTTGAGGAAAGTGCTGCAGAGGGAAACCAAGCCCAGCCAGCGCTACG
CTGATATCCTGCAGTCGCCGTCGTATCCCCCTCCAGCCCTTCCTCGCCACCCCACCAATC
AGTCCAGCATCAGCAGGGACCCCAGCATGGACTCGGCGCCGCGCGGCAACATCACCCCGA
CATCTTCTGCAGAATCGCAGTCCACGCTCACGGACCTCCGAAGAGACAAGGTGACACTTC
CGGCTAACCCTGTAGGATCTGCGTAAACAAGGTTCACTTAACTGACATTTTGGCTTTTTT
AAACATATGACTACTAAGAACTACAAAAAAACTACTGAATATCCTCTTAGTGTAAATACT
GCAGGTCCTTTTAATACTAAATATAAATGTGTAAGAGCTATCTGTATTATTTATGTCTTG
AAGCCTTAACTGCACCCTTCTAGCTTTAACTCCTATCAGACTACACTCATATTGGTAAAT
ATGTATTATTAAAGCAGAAGTCGTTAATTCTGCACTAATTGCAACAATCAGTATGGTGAA
GTTCTAAGCTCTTCATGCTTATCTGCACAGACATGGAAAGATTCCTGCATGAAGTGACTT
GGTGTGAAAACAGCCACCAGAACAGAACAAGAGGAGAAACTCCGGGTTTATTGTGTTGTG
TTCAGATGGCGTTGAGCCCTTTCACTTACAGTCATGC
>CL8461Contig1
TTCGGCACGAGGCAGCACATTGACTGTCATCGCTGCAGGTCTGTGACACTACAAAAACAC
ACCAAAAAAAGGATTTGGATCAGGATGAATTATTCTCTATTCCCTAGCATTTTTATCTAA
AAAAAATCATATATATTTTACTGGTTAGTTATGTCAAAACCAGCAGTAATCAAGAAAGTG
CAATTGTGTTTTAGCGCAGTAAATATCTTTTTTACATTTTAGAGGGGGGGGGGAATCTTC
AATGTTTTTGTTGGTTTAGTTAGTTTATTTTTATTTTTCCAAAAAACTTGTCATAAACAA
CAAATCAATATAAATATGGAAAAATGGACACCCCCAAAGCAGATGCTTATTATCAGGGGT
CCAACATTTTAGCCAAGCATAAAAGAATGAAGAAGTTGCCTTACAGCTTTAGTTGTCAAA
TTGGTTTATAGTCTATTTTTAAACGGACTTCTACCTACAAAAGGTTGTGTTGAGCTGGTA



ACACGTCCATTAAAGGTTTGCTGCTCTGTTCCACAAAAAAAAAA
>CL8462Contig1
GTTGGAGAGCATCCGTTTCCCTCTGGGCACTCAGGACAGCCCAGCCCGCACCTGCCAGGA
CCTGCACCTCAGCCAACCAGACCTCAAAGACGGAGAGTACTGGATTGATCCAAACCAGGG
CTGCTCCAGAGACTCCTTTAAGGTCTTCTGTAATTTCACAAAAGGAGAGACATGCCTCCA
TCCCAGCAAGGGCATCGACTCGGTGAAGATGAGCTCCTGGGACACTGAGACCCCAGGCTC
GTGGTACAGCCAGTTTGTCACAGGAAGTAAATTTTCTTACGTCGATGCCAGTGGTGAGCC
CGTAGGCGTGGTCCAGCTGGGTTTCCTCCGCCTCCTCAGCGTCCAGGCCCGACAGAACCT
CACCTACCACTGCCACCGCTCTGTGGCCTGGGCTGACCGCAGCGCCAAAAACAACCACAA
GAGAGCACTGCACTTCCGCGGCGCCAACGATGAAGAGCTGAGCTATGAGACCAACCCTTA
TATCAAAGCTTTGAAGGATGGCTGCTCTTACCGTAAGGGCTTTGACAGGACAATCCTGGA
GATCAACACACCGCAGGTGGAGCATCTTCCTCTGTTGGACATCCAGGTGTCAGACTTTGG
GGAGAGCAACCAGCAGTTTGGCTTTGAAGTGGGACCTGTCTGTTTCCAAGGATAAACACA
AGCACACAGAGAACAACACATGCAAACACTCACACGCACACACACGCATGCACTTAGAGA
GACACTACTATGATAAACCTACATGCCCAGTAATTTG
>CL8463Contig1
CTCTCATGTTGTTTATTCATAGTACACAGGGATTGTTCTACAGNTTCATACAGTCTCTGT
TGGGTTTGCTTTTTTTTTTGTTNAGTTTTTTTTCNAAGGGCCGGCNCCTTGCTTTACNGA
TNGGNAAGNATCAGGGGGGTTAACGNAANCAACAAAACTCTCGNCGTTGTCCTTCCCACC
ATCAGGATCNGCCACNGAATCATCATTTGAGTCAGGGTTNAGTTCATCCTCNGCCTCCTC
GTCCTCCTCGTCCTCCTCTTCATCCTCTTCTTCNGCGNGCACCTCCNCCTCCAGCNACAN
GTCGNCTTCAGCCTCTCCGNACGTTCCGGNGGNGNCGNCCTGAGCTGTCGGCAAACCCAG
CNANAGNGCGGNATTGNGACCCNACCGNGCAGCGNAGNGCTGCATCTTCTTGCTNAGGTC
CAGCNAGTCNCTAAAACCCAAACCGGCGGCGTTCTTCAGNAAAAACAGGNAGGNGTTGGN
GTCAGNGCTCAGGTTNAGGNANCTGNCCAANCTNATGNAAAACGGCGGGNAGNAGNGGTN
ATAGNCAAAGCTNANGCCACCNGGCTGGNAAAGNAAAAATGNANCGTTGCTGTTNATGTT
GNGTGANAAACCATGGATGCCGCCAGGTGAGGAAGTAAAAAGGCCCATGGAGGAAGGAGG
NA
>CL8464Contig1
CACGACACAGCAGGACAGCGTCTGGACCAAACCCAACAGAAAAATGAAAATAATTGATCC
TTTATTATCCCTCAATGGGGAAATTCTTCTCCGCATTTTGACCCCTCCCCTGGGGGAAGC
AGTGAGCTGCAGACTAGCTGCTCTCGGGGGGCCACAGCTGGCTGGGGAGAGCGGGGATCG
ATCCACCAACCCTTTGGTTGTTGGGCGACCTGCTCTGCCCGAGCCAACCTGCCGCCCAGA
AGAAGAGGAACCCGTCACACAGAACCGACTGAAGCTTCATCAAGAACCATTCAGGTGAGG
AAGACAAGCAGCCTTCATGAGGAAGGAGCTCTGCAGCACTCCAGGCCTTCCGTCAGAGGC
GGGACCATGAGGGAATCTGGCGTCCATGGGAGAGGAGCCATACTGTCCGGATCCGGTTTG
GACCACGTGTCAGGTCCTCATTCTCAGACCAAAGACTATTTCTGCTCTTCGTCAGACCTT
CTGTTCTGTTTATGAAAGATTTTCTAGCTGCAGGGGTGTGAAAGAAGAAGAGAGGAAGAA
CCATCCAGCATTTGTTCTGACAGAAACTCTACATTCAGAACCAAAGACTCGGACTTGGAC
CCGAGACTAGGACTTGAGTCGCAATCAAACCCCACATGCAGAGACCTGAGACCTCATGTG
AGGCCGGTAAGGTTGAGACTTGGGGAAGTGTGTTTGAGTTCTTGTTTTTCATCTCTGCCA
GGTCTACAAGTCAAAGTTGTGTTTCACGCTGCTGTGTCACTAAAACCTTTGTGAAGATGT
GTCAAGAC
>CL8465Contig1
TGTTTTCCCCCCAGAGGGACATGTATTGGATTTTTGCAGTTGCCAGACTAAGTTTCCCAA
ACTCTGCTGAAAATGTTTCCCCTGGAGGTCCTGAAGAGGAGTTTGACTTCTTGTAGGTCT
TTAAAGGAGAAGATCCCACATGTGTGCTAAACACCAGTGTAGCTACAGCTACAACAAGCA
GCTGAATCTAACATGGAAGTGTAACGTGTTATTTACTGGATTGCTTTGTAGACTTTTTTT
TTTAAATTGTCAATTGATTAGCGTCNCAGNGTTTGCCAAGCCAACAGCAGCAGGNGAACA
CTTCACTGTTTGATGATTTTTATGTCCCTTTAACTGCATTTCTCATAAATTGATCATGCA
TTGAAGTTGAATTTCCTTAGTTTCANAANATTCTGAGCATTTCTGNGTTCCGNCTTTTCN
CTGGNAGCTTTTTGTTTTATGTCAAATGTCAAAACAGTTGGCTTGGTATTGGCGTCTGAT
GGCATTGAACTGTTTTTACACGGCCCTGTTTGGCTTGTTGGTGAGACTCGGCCGGCTCTG
TGCAGCACATCGTGTTCTGTTCACAGGAAAGCACTGATCCTCAAAGCTGATAGAGCCTCG
ATGTTGCTGCATCAGGACAAACGGCTGCTTCATGGGGCCTTTCTTTGATATTTTTCTTTA
AAAAAAAATCAAGTTGGCCACAACTTACTAGTAGAATCATCAGGGGATTTTTCTGTTATT
CTCCAGAATTTACAATTTCGCAGCCTGCAATCGGTGTATCGGCTAAACGTTTGACTGTTA
TCAGCACATGCGCATTGCTGAAAGTATAAAGCACGACTATTGTACAGTGAGAGTTTAAGG
CACTTTTAACAGCAGAGGTGTTAAAGGGGCCAGTTTCTCGGTCATAAAATAACCGCCATG
CTCACAGCTAATGCGAGGAGGCCGCGTGTCACACAGGGATCTCAGGTTTCCGTCATCTGT
TAAGCTTTTGTCTTATGCCAAACTGCAGAACCAAATACCACCTGAGATTTTGAAGGAATG
TCCCTAAGATTGCTGCTGCTTGAATTCCTGTTGAATATCTGGGTTGTTTTTTTTTGTCCT
TGATGCTTGTGATCTTGTTTCTCCTAATCGCTAGCTTTCTGAAACACAGAAAGTCCCTGA
TGTGCTGGATGAAATCATTAAAAATATCTCTTT



>CL8466Contig1
TGGGACTTTATTAGATTCAGTGTCATTTCAAATGTTACAATTGCAATNTAAAGACAAACA
AACAGACCCTAGGTACATGGTTGTGATCTTGACTTTTGAGTCCATGAGGATGGATCAGAA
AGCGACTCCACGTTTCTGTAAAACTACCCTGCTTGGTTTGATTTCCTGTCATCCAAATGC
GGTCCAACAATCCTAAAGAAAAGAAAGTCACAACTGACGATGCACATGGATGGAGTTTAA
GGCTGTTTGAAGGAGCACATTTATGCGTTTTACACCAAATATAAATTACATTTAAAAGCC
ATCAGTTCTGTTTTTCTTAAATATGTAACTAAGCTAACTTCCTAATCTAAATCAGTTTAA
ATAACAAGCATATATATATGTATATATACATATATATATATATATATATACATATATATA
GATTTATATATATGTAGGGTCCTGCCAATGTGGTCACGCTTCCTTCATTTGTGCCTCCTT
CAATAACANAACACCTTCCTCAAACNCTCATGATGGGGGGGGGGTCACAGGCTGTTAAAG
AGCGGGTCCAAAC
>CL8467Contig1
CGGGGTTTATTGACTTAACTGCAATCAATACTTACAAAAGAAAAAAAAAAAAGGTTTTCC
ATAAAAAATTACTGTAGTGAAAACACATGGNTGGAACAAAACAAAAAAAATACTTTCAAC
AGTTTTACTTTCTTTGTGTCAAACTGTTCACCTCCNCCAAAAAAACCACANAGGGCAACA
AGGAACAAGCGACNTAAAAACTGTCCTCCNTTATCAATATAAAAAGGCAAAAGTGCCTTA
CCTACCTGGAATGTATTCAATGAGGCACTTCCCCTGGTTAAAAGGCACATGGGGGGGGGG
GGAAANAANNCC
>CL8468Contig1
CGTTTGACAGCTTAGAGTGGACAGTGAGCCCTCAGAACCAATAAAGCCCTTTTTTGGGAT
AAGGGAGGAGGAAATCTTCCCAAGAAGAACATTTTCATAGAGTTTCATATTTCTGGTTGT
CCCTGGTGTACAGGGACTCCTTCCTGTTCTTCTACAGGGGCGTCCTCAATTTGTTGTTGA
TTATGTTTATCTATTTGTTGTATGTCTTTGTCCACCTGGGTTTCCTGATTTTGTATTTCC
TCCTCTTGAGGGTGAAAGTCTTCCAGAGGATCCTCTTGCTGTTTGTTGTCCACTGCTCCT
GCATTTTGCTCCTCTGTGATGATGGCTGATGGCTTGTTCTCCACAACCACCTCCTGCTTC
GTTTGAGGTATCTGGTTGATCTGTGAGCCCTGTGTGTGACTGAGTGGAGACAGCAACTCA
GAGGGGTCCAGCAGCCCATCATGGTTCAAATCCTGAGTCTGGAGTAAGAAATCCACCGTA
GACACTATCAGCTCGCTGGCATCCGCTTGACCTGAATGATGTTTGCTGTAGTCAGAGAGC
AGCTTCATCATCTCCAAACCATCCAAGAACCCACTGCGATCAAAGTCATACAGACGGAAC
AGGAAGAAAACCTCTTGTTCCCAGGAAGTGATCTCTGGTCCTCCTTGGTGGTTTTTCAGA
ATAGGCTGAAATGTAACTCTGCAACAATCTGTGTTCCTCCTCTCTGGAGCCAAAAGGATT
AAGTAAAGTTCCAGGAGGGAGCTGACTCTCCACCGGTTCCACAATTTGCCCTGGAGCTGA
GCTGCCTGGGCTCAAGAGCAGGAAGACAGACAGGACCCATAGCAGCAGCCGGACCGGATG
GAAATCCATCTGTGCACCTCCCCTGTTCGCAGTGTAGACGTTCACGGGCGTTGGACGCAA
CCGGTCATAATGGACTCATGACTGCAGGATTGTCGCGGAGCTCAACGCCACGCTTCCCGG
TCTGCACTCCCCGGCCATA
>CL8470Contig1
TTGGTGCAAATCCTCTATTATACAAATTTTGTTGAAAGGCTGTTTTTAATTTTTATATAA
GATATTTAAATACTGCTATTCAAAATGCATTTTATGGTATTTAATTTATGCCTAAGTATA
GCAAAAATGTGAATTTATAAATAATTTTGAAGATTTTGTGCATAGAAAAGCTGTTTTAGA
AGGAATTATTTTGCTGGGGGGGATTGGATTAGAAACCCTTCAATGTAACTTAAGTCTGTC
CAATGACTGGCCACTTTTCCATTCCTCTTAATTTTATAAATTCACCCACTTTTTCTTTTT
CTTTTTTTCTAACACTGACCTACAATCTATTTTAGCATTGAAAAACCAATTCGGAGGGAT
GACTTAACTTTGTTTTTGCAATGAGCATGAAGAACACATTTAAAATGTCAACATGACTAC
TTTAAAAGTAGTGTTTGTAGGTCAAATCTTGAATCCTTTGTGCCANGGCTAAGCGATTTC
ACCGATAAACAATNTTNTGAAAAAGTTATGAAGATGGTCCTTAAAAGGAATCCTTCCAAA
TATTGCTAAGGAGTACTTTTAAAAGGATTACAGGAATTTNTGGATTCCTTTTTTAAAAAA
CGTAAATGTTTAATACAACACAAAACCGCTACTGTCCTTTTAGGCTTNGGANATNTGGAT
AACTGGGGCTTTGTTTGTTNTTCAACACTTAATGTTAATTATTAAGCTAAAATGGCAAAT
GTGAGCTGGAATAACTGCACCTGAATATTTTTTGTTTCTTCTCTTAAACAAGCTACAAAG
AGTTTACTCATCTGTTTTCCTGCTACTCAAACTAGCAAATGTTTTGTCACCATTTGAGAG
GATTTACCTGTGTGATGTGTTTTTTTTTTATCTTTGTTTCATTGTATTTACGTGTATTAT
AAAATAATAATTACATTTCCGTTGATGTGAAAAAAACGCAT
>CL8471Contig1
CAAGAAGAAGAAAGAAAAAGAGATCGTAACAAAATAAAGTCAAACATGTACACGCCCTCA
CACACACAAAAACATGCCACCCTGGTTGATTTTCAAGAGACTGTCCATGGAGTCCGACTC
TCAGCAGCGGGGGGGTCCAAAGGAGGCCTCTTTGCAGCCCGTTCCCCCAACTGCACCCCC
TCCTCTAAGGTGGAATGTGAATGTGTGGTGTGAGGCTAGTGGGATTTAAGGATGGGGATG
ATCAGGATGGTGGTGGGGTTTTGGGGGGGGGATGATAACACCTTCTGAGGAAACCGAAAG
CAAAAATGGCCGTCGGTCGACCCCAGATCCATCTGGAAGCTGATGGTTTGCTCAGCTGAA
CAGTTTTCCTTGTTTTTCACCGTGAGGTAGCTCTTGAACAATCTGGATGACCGAGACAAN
ACAAACCANAAAAAAAAAAAANTTAC
>CL8472Contig1
TTCTGCCGATTTGAGTAAATTATGGATAATATGCCATCCGTCACTGTTAAAAGCTGACTG



GTTGTTGAACAAACAGGTGAGCCAATAATCTTGTCGTGTGATTATTCTAAGAATTTCATT
TTCCATCCAGTCCTGCATATTTCTCCTCACAAACAGGCACAATAATAGGATTTAGTTCCC
ATCAAACTGTTTTTTTTGTGCCCCCACCATATTTTGAAATACAGTAAACTCTCCCAGCCT
ATCAGATAACTCAGGTGTAGTGTTGACTTACCCACAATCAGTCATCAAAGATCCCGAGAA
ATCATAAGCTTAGCAACTTAACCTCTTGGGAATGACTATCAGCACCCCACAGAGCCAAAC
CGGTCGAGCTGCAGTCTTCAGACTCCTGAGCTTTTTCCCAACAATAGAGCTCAGCTGAAA
CCAGCAGGTCAGGAGGAGTTACCTGATATCAGGTTCAGCGGCTGCAGGTGTGCTCATCTG
TGGAAAGCAAAACAAAACACTCAGCAGCCTCAGTGTGGGCATTTTTCACAAGCATGACGT
CAGCTGTTTTCCACGTCAACCGCAGGATGAAGGTCACCTTCAGGTGGTCTGAAGCTGGGG
ATTTAAGAATGTGACTTTGTTCCAAACATTCAAGACTGACTTTTTGTAGCAACTCAGATT
TAAATGTGAGATTAGGAAACATTTCTTGTGTCGGAAAATTTCAAGAATATTTCTGAGTTA
GAACTTGGTGTTGATTCCGCTCATCACAGAAGTGGAAATAAGATCCACGGATTATTTTAC
GACGTGTTGTTACCAAAATGTCCTCAGAAGGTCCCCCACCATCCTGCAGTCTGTTAGGGG
TTTGCGATGTTGTTGCTGGATAAACCATGACATGCTGGTGTGGAGGTGAAGCAAGAAGGT
TGGGACAACAAACCTGTTGGATCTTCTGTTGGAAGCTATGTTTGCCATTTAAGCAACCAA
TTTTACTAAGAAATCAATGTAAATAATAAAAAAAACAGGTTTGAGGAATTCTACAACACC
AAGTCTTTCATTTATCGGAATAGAGCTGAGAAAGAAAAAGCCTGGAGCGAGATTCACCAG
ATTTGCACCGCTAGAGTGCAAATCACCGCTAGAGATTCAC
>CL8473Contig1
AACNAAAAAAAAATGATTGCATGCAAAAATAAATAAATCTTTGAACTTAGTTCNCTAGTA
ACCNATTTTTTTTTTTGTTTTTTTTAAAGAACAAACGTTGGATCCACTTATTTAGACCAT
CACACAGACATGTTTAGTGTTAGATATTGACTGTAAACAGGAAGTGGACAGTGACTCATC
CTCCCTGGCATTCCAAACAGGAAGCCCCCCCCCCCCCCCCCNAANTTNCAAAAACCCAAA
NTTTNAAAAAAAAAAAAAAAAANCCNTTTTTTTTTTTTNAANAAAAAAANCCTTTTTNNC
NNCCCCNTTTTTTNAAAAA
>CL8474Contig1
AGGGTGTTTGTCAGGCGAGGAGCTGGTTCTCACTCCGCTTCATGAACTCAGACCGGCTCT
CCTTTGACTCTCCTCTTTCCTTTTTCTTCACCTCTGCAATCTTATGAGTTTTTCTTCTGT
CTGGGAAAGAAGGCGATCCCATTTCTTATTCAGTCGGAGCGATATCAAGGGGGGCCTAAA
GACACAGCACATGACATCCGAGCTGGACTGAGAGAGAACAGGGAGCTACTGCACATACCA
GCCAAAGGCAAGCAGCCGAGCTGCACTATCAAAGACTGTTTCGCCAGGTCTGCTGAGGTT
TGGGATCAAGCTGTATCATGGATATACTGGCCTTAGAGGCAAAGAATGCAAATGTAGCCG
ATGCCGAGAAGAAGCCTACACCAAAGCCAAAAGCAAAACAGCCCAAAAAGGCTAAGAGGA
TTGTTTATTTCGAGGTGGAAATTTTGGACCTGAAGACTAAAGAGAAACTGCTGCTGCTGG
ACAAGGTGGAGCCAACTGCAACTGTGTTGGATATTAAAGCTTTGTTTCACAAATCATATC
CAAAGTGGTATCCCGCCAGGCAGTCTCTACGTTTGGATCCAAAGACCAAGAGTCTCAGGG
ATGAGGAAGTCCTCCAAACACTTCCTGTGGGAACCACTGCCAGCTTTTATTTCAGTGACC
TCGGACCCCAGCTCACATGGGGAACGGTTTTCCTCGCCGAAAGTGTTGGTCCACTAGTCC
TCTACTTAATGTTTTACTTCCGCCTTCCCTTCATATACTCTCCAAAATACGACTTCACCA
GCAGCAAGCACTGGGTGGTGCACTTGGCCAGCATGTGTCACTCCTTCCACTACATCAAAA
GGATTCTGGAAACTCTGTTTGTCCACCGTATATCCCACGGGACCATGCCCCTCAGAAACA
TTTTTAAGAACTGCGGCTATTACTGGTGCTCTGCAGCTTGGATGGCGTATTACATCAACC
ATCCGCTTTACACCACTCCCTTATACGGACAGCAGCAGGTGAACGCAGGTCTTTACATTT
TCTTGTTTTGTCAAGTGGGGAATTTTTCTATCCATGTTGT
>CL8475Contig1
TGGCCTACCCCAACATCCCCGAACCACCCTCACAGAGGCAGCTCCAAATTTCCAAACGCC
TCTAGGATTTTTTTATTGGCCGTTTTATTTCCTTTTTTTCTCCCCCCCGTCGTACAACAT
GACTCAGAAAACAGGAAGTAGGAATTAAAAAAAAATCCACAAAATGGGACACGTTTATTG
CTGATTGGACAGACTTGGGCTGCAGCCAGTGGTTTACTTTGGGTTTTTTTTTTTTNGNNN
AACCCCCCNNAANC
>CL8476Contig1
TTTTTGATGAACTCTTCAGTGGTTGTAGTCACAGCACAGCTTGCATGTATTAAGCCACAC
ACCTATTTTACAAGATGAGGGGGAGAAAAATAAAATAAAATAAAGAAAAGAAAAGAAAAC
AAAAAAAAAAACAATGGATGGNTGTTGGTCCNTCANCAAANACTTCTTTTACTAAAACNT
CCTTAAAAAAGGCCACTGAAATGCGTCAAGATGCANGAATGGGGGCGCTGCTCCCCCAGC
GACGGTNCAGTTTANCCGTCCCGAATTGATTTCTCCGTTTAGGTNATGACNCTTTGGCTA
NAANACTACNGCTTTTAAAAGTTTGGGAACAAAAAGCGGCAGCNCCNAAGGGTGANATGT
GGNGAANCCNCAAAACGNGTTTTTTTGTTTTTAAACACTTAANCGGGGGGAAAAAAAAAA
AACCNCGACCCAAAGNAAAGGCCCNATAANCCANCC
>CL8477Contig1
CNTGGTCCTTGGGNCTTTCTCNGCTTCAGCTTCCTANCCAGCTCTCCTTGTTGANCCNCC
TGTAANAAGAGTTCCTGGCCCGNTGAAAATGGCCTGAACTGGTTTGACCGGGGCTGAACT
GGCCTGAGCGGGGCTGAACTGGGCCTGAGCGGGGCTTGCAGGGGCCTGTGACCCAGGTTT
GTAATCTTGTCCGGTCTGTTGTTTGTACTCGNCCTTCAGGGCTANCAGCTGTTTCACTGC



AGCATCAACCTGATCTTTGGGGGCTTTTTCAGACTTCAGCTTTCGGACCACCTCTCCCTG
CTCAGACACCTTCTCATATAGGCTGGAGGGTGATGAAACTGGGCTGGGGGTGTTCTGGAC
TGGTGCGGGGGCGGTTTTCTGAGCTGGGGCTGCTCCCGGCTTGTACTCCTGGCCGGTGAT
CTGTTTGTAATCGGCCTTCAGGGCGAGTAGCTGCTTCACTGCTGCATCAACCTGGTCCTT
TGGAGCCTTCTCTGCTTTCAGCTTCCTGACCACCTCTCCCTGTTCCACGATTCGCGTGTA
CGGACAGGAGGAGGAGGAGTCTGATGGAGTGGCCACGGCCGCCGCCGCAGAAGTGGGAGG
GGCCATGCCTGGTTTGTACTCGACACCCGTCTGCTGCTTAAACTGCGCTTTTAGAGAAAG
CAGCTGCTGAACAGCTTTGTCCACTTCCTCTTTAGGAGCTTTGGCGGCTTTCAGCTGGCG
GACGGCGTCGCCTTGTGCCGTGATTCTTGAGAAGAGGTCAGCTGCTGAGGCGGAGGAAGG
AGCTGCAGGAGCTGCAGCAGCCTTTGAGGTGGCGTNCCGGCGTGCTGTTGGCGGTCTGGC
TCTTGCTTTTATCCTTGGATCCCGCAGTCGGCATCTCCTTCGTGTGTCCGTCAGGAATGT
AGATCAGGACACACGGGCTCTCCTTACAGCTGTTGGGACTGATTGGCTCGTAGGGCTGAT
CACAGATGTAGAAGCCCCGCCTCTGTAACTGGATGATGTCGCCTTTTTTGAGGCTCTTCA
GACACGGATCTCCCACCATCTTCTCCTCCATCTTGGTGTTTTTGTTTATGTACTGTTTGA
AGTCGTCATCCTTGCCGAGAACCGCTTTGGAGATGAGCGGCTGGTAGCTGACACAGACGG
CGGGCATGGTGGGGGCGCGGTGTCCTCG
>CL8478Contig1
CCTACTGGGGGATTATGTTTAAGGTAAACCTCCAGGAGTTCCCATCGTGGCTCAGTGGTT
AACGAATCCTAGGGACCATGAGGTTTCAGGTTCGGTCCCTGGCCTTGCTCATTCGTTTAA
GGATCTGGTGTTGCCGTGAGCTGTGGTGTAGGTTGCAGAGGCGGCTTGGATCCCACGTTG
CTGTGGCTCTGGCATAGGCAGGCAACTGCAGCTTCTATTCGACCCCTAGTCTGGGAACGT
GTATATGCCGGGGGAGCAGCCCAAAAAAAAAA
>CL8479Contig1
TTTTTTTTTTGTAGTTTTTTTAATTGCAAGCAATATCACCACGCTGTCTGTCAGCAGAAG
TTTTCCCTTGAGCGTTGGACTGTAAACTGGGAAAATTGAACAGTGCACGTAGGTAGTTCC
AGATCTGAAATCTGGACCTAAATTTATACTCAACCAACTGTACCTCCGATTAGAGAGACA
GATACAGACTCCAAGGCAGAGTGACAAGTGCTATATCATCAACAATTACAGGGGATGGAG
ATTTTAAAAAAAAGAAGTGAAAATACAGCTACCCAAACCAGGTCTAGAGCAAGTTCAGAA
TCCATCACCCATCTATTTGTCAGGCTTGAATTTAAGGAGTATTGACCCTCCACCCAGCAG
GAAAATCCCATGCGCTGGTCTTCAAGTGACTGCTGGTTTCACTGCCTACTTGGCAGAAAG
AAATAAAGAATTCTGTGCTACTTACAAAAGAATATCTGCAAAATTTTACATTTTAAAGAA
AATAAACACTCTGGATCATTAAGAGCTTTGTGTTGGTTTAAAAAAACTTGTCAGTGTACC
CCTTTGTTGTACCAAATACACCTAACCTGAATCCCACAAGCCAGCCCCTCTTTTTTCAGC
ATGAAGCATGCCAGTAAACATAATGTGATCATGAAGAAAAAAAATACCTATGAGTTGGGC
AGATGGGCACAAAGACAAGAGTCAAAAAACCACAGCGTGCCTGGTGCAGGTGCTTGATGC
AAGGACCTGCTCACTTCAGTTGTGCACAAAAATGTCCCGTCATCCACTTAAGCAGGAACT
CAGAGCTTATAGCAGGAAAAGAGGGTTAACTAATGTAGGGAAAACATCCAAGGCACTCTT
T
>CL8480Contig1
TATTTTATTTAACATAAATNTATTGCAGTCGATGTGAACAGCTGGGGTTTATATTCACAA
GAATCCTAATGTTTAACTCCTCCCCTTTTTGACTCCACCCCTTAAAACCCCCAAATGAAA
ATAAAATGCGCCTTCTATTTAAATGCAAAAGTTCCGAACCAAACAATAGCCCCACCCATC
GGCGCTCCATGTTTTAGCAGCAAACTCCAAACAGGTCTGGGTTGTTGCTCGCCGTCTCCA
GATGCCGCATCATAAGCTCCTCCCACAAAGATCAAGATCCGCTGATGTCATCATAGAAGC
ATTTTAAGGCGTGTTCATTCAAACTTAGCCACTCCCCATATGAAGACCTCAACTCTATAA
GCCCCTCCTCCTTTGAGTCTCCTGATCCTGAATGTTTCCTGAGGTTGCTCCACCCCCTCC
TGTCCAACCCCCCCCCCCCNACCCATTNC
>CL8481Contig1
GGGGTTGACAGGGACCGGAAGCGACGCCTCTTCTTTGTGTCGGCTTCGAGCGGCGGTGCG
ACGATTTAGGAAGCCAACGAGCCGAGGATGGGCAAGAAAGGTCGCCTCGCAGGAGCAGCC
GTGGGACGAAGAACGATCCTGCAACTTTCCCCTCCCGACGAACAGGATGGAGATGGACAC
AGATTTGGAAGACGAACCAACCCAAACGCTCCAACAGTGAAGGCCACCCAGGGCCTGACC
CTGCTTGGAGCCTATGAGGACAGTGAGGAAGAAGATGCCGGAGATTCTCACCGTTCAGCG
GCAAATTCTCAAAACAACCAGCCAGCTGACATTGACAGCACTTTGGCTAATTTCATGGCT
GAAATTGATGCAATCACCACTCAGCCAAGTTCAGAAGAGGCTGCAGCTCCTCCTGCTTCT
GTGCCGCCAAAACCTGAAGCCAAAGTGCAGCCGTCAGCAGATGGAGACGGAAATCACCAG
CAGAGTGGAGACTTTGAATACGACACGCAGAACTCGCTGGCTGGAGTGGGAGTTGAGATG
GGAGACTGGCAGGAGGTTTGGGACGAGAACTCTGGCTGCTATTATTACTGGAACACTCTG
ACC
>CL8482Contig1
GAGGCAGACGCGGTCCTTCTCCCAGAAGAGAAGCACACGACTTCCTACAGCGCCGTGAGG
TGTTTCCAGATCCGTGCTGGTGAGCCTTCAGGATGAGGCCTGCTCAGCTGATCCTCCCCG
CCACTGCTGCTCTGCTCTTCGTCCTGTCAGGACTGTCTCTGACCTCTGGCTGCAACAAAG
CCCTCTGCGCCAGCGACGTCNGCAAATGTCTCATCCAGGAGCTTTGCCAGTGCCGCCCCT



CCNATGACAACTGCTCCTGCTGCAAAGACTGCATGCTTTGTCTGGGGAACCTCTGGGAGG
AGTGCTGCGACTGCGTGGGAATGTGTAACCCCAAAAACTACNACGACTCTNCTGCGACAT
CCAAGAGCCACGGTGGAGGAGCTGCACCGCCCCATCCCCCTCGCTGTTCCGCGCTCTGAC
GGAGGGTGACGCTCCCATCAACATGATGGGTGGTGTCGTTCCCCGTCGCCGAGGAGCTCT
CACATCACGAGAACTTGGTGTCTTTCCTGGAGTCGCTCGACAGCCAGGATCCCAACGTGT
CAAAGGCCAGGAACAGTCTCCATCCCGGCTACGACAATCAAGAAAACATGTGCACGGTGG
TCTACTTTGACGACTGCGTGTCCATCCATCAGTGTAAACAGTATTGTGAGTCGATGGGAG
GGTCGAAGTACCGCTGGTTTCACAACGCCTGCTGCCAGTGCATCGGGCCGGAGTGCGTGG
ACTACGGCAGCAAGGCTGTGAAGTGCTTGAACTGTCTCTTCTGAAGGCTGGGCACATTTT
GGTACCAAACCAGAGAACTGAGCGCAGAGGAATCAACGACTGTTCTGTTAGCTTCCCTCC
TTGTAAAATACTCCCCTCGATGCCTCCTCTACTCCTGCAGATTGTTTTTATAATGCTGTT
ACTGTTCACTGTATATNTTAGATGTTTTCAATAGTGTTTTTACNAGAGGTGTATATGAAT
AATGTATTTTTACAGTTATAGTCCACTAAATCCCAGTCACGTGCCAAATAAAGAACAAT
>CL8483Contig1
ATTTGGCTNAAAAGTNCAGAGCGTGCTTGTGTCTTTTGGCAAGAGAAGCTTTTNGTCAGT
GCGGGGCAGGTCGTGTGCACCTGACGGCCATCTTAACAGCCGAAGCAGGTGCATTGGGCT
TTTTAAGTGCAAAGGGGCACAAACCCCTTTAAAAGATGAGTCTGGTGCTCCTTTCTCACA
GAAATATAATGAATGAAATGTTCAAAGAAAAGCTGTTTTTCTGATTCCTAAGGGATTGTT
TCACTGAATACACAATATGTGGGTTGATCGTTCCCACATTTTTGACCAAAAAATGGGGGG
TACTTGTAGCCATCATGTCAAAATGCATGATTCCGCACATTATTTGATTTTTTCGAACAG
ACACGATTGTAAAGCCTGTATTCCATGTTGATGACTGAGGGCGCATTTGACGAAGTTGAC
CGGTATAAAATGGTGGAGCCATCCAGTTAGACGCAAAGGTATCAAAGTGATTCAGGGCAC
TCTCAGGAGTCTAAGTGCTTGCTTTGATTGTCTGTTGCTCGGTCGGAGCCCACGCCTGGT
TCAGTTCCAGCTGAGTTAGTGGTTTCTGGATATCACTTTACAAATTTGTGTCAATGAACC
CCTACTAAGTCACTTCCTTTAAATGTAACTTTGAAAAGCTTATAGAGGCAGTTATTTGAT
CCATCACTGTCCACACTTCAGCTTCATACCACATCTGTACATCAATATTCATAGAGTGTT
TGATCCTAGAGCAACGAACGCCCACACCANGGCGCCATTTTGTTTGTGTT
>CL8484Contig1
TGCGGGACACTTCCGCTTCTCAAGGGTGGAAGGAGACCGCTACGATTACAACACAGTGCC
ATTCAATGAAGATGACCCAATGAGCTGGACAGAGGATTATCTTAGCTGGTGGCCTAAACC
CATGGAATACCGCGCCTGTTACATCAAGATCAAAATCAACAGGCCCACATGAAATCAATG
TACGGTCTCGCAACATGGGTGGCACCCATCCAAAGACTGTAGGCCAGCTATACGGCCTCA
GAGACACTCGCAGTATCCGAGACATGGACTTGGCAAATGTTTCGGCTGTGTGCCTGGAGT
TCAAGTGCAGCGGCATGCTATTTGATCAAGACCGTGTGGATCGCACCTTGGTGAAGGTGA
TCCCACAAGGGAGCTGCAGGAGAGACGGTGTGAACACAATGCTCCAAGAGTACCTTGTTA
ATCACCTGCCTTTAGCTGTCAACAATGACACCAATGAGTTCACCATGCTGGGACCTCTTG
ATCCTTTGGGCCATAACTATGGAATCTATACTGTGACTGATCAGGATCCCCGAACAGCCA
AAGAGATAGCACTAGGACGTTGCTTTGATGGTACTTCTGATGGAACGTCACGAGTCATGA
AGACCAATGAAGGTGTAGCGCTAACTTTCACCTGTGGAGACCGCGACGGAACACGCCAGA
GCGTCTTCCAAGCCTCTCGGGGTCAGATAGGTGCAGTTGTGAGAGGAAAAACCAGAAACA
CCAGGGGTCGGCATAGGGCCAATAGCTCCCGCGGCATCCCTAAACGTAGTGCCAGAAATC
CTGTGAGAAAGCTTGCAAAAGCCACAAGCTAAATTAGACAAAACTCAAAGCTTTATATCA
ACAACTAAACACCTACATCCCATCATGAAGGAATGTAAGTATCAGGACACCTATAGTTTT
TACTTTACCCAGTTTACCAAAAATATATACAAGTAAAAGTTATGTTATGGGTATGTGCTT
ATAGTGCAGGCTCTAAGCTTTAATGGGAGTCCACATTGGAGTAAAAACTTAAATAATATA
CTTTTTAATAATGCAAAACCCTCTTTTTCAGGGCCCATGTGAACCAGGTAAAAT
>CL8485Contig1
GNGGCTAGATGCTGATCTGTACCCCGGTGCCAGCTTTTCCTGCCCAACCTTTCACAACCC
AACTCTTTCCACACACCAAGACTTTATAGTGCAAGATGTTGAGGTGTGGACCTTAAAAAA
CTGACTGGACAATCAAAGCAGTCTGATTCGGAGTTGCAAGCCTTCGAGGGGCATGTGATG
GTCGGCCACGGTTTTATCCTAATGGAGGATCTACCATCATGGATGACTCCACAGCCAAGA
TGGCTGTCCATCTTCGTCCTCCACAGTGCCTATTCGAGTGGTTGTCAGAATTTCTTTTCT
GCGTGGTTAAACTGTGATCGACTCATGTATCTGCTGCTACAGACTTTTTTTTAACAGCTG
AAAGTGAGTGGCCACTGAACTGTGCCCTCCTTTGGATAAAAAGGGCACTAAGCAGGTTGA
AAACTGTTTTAATGAAATGTTTACACACTGTACGGAGAAGGATGTATTTAAACACTCTTA
TCTAATCTTTTTCCATGGAGGGATACTTTGTTTTGAGGCCATGAACTTATTGTGACTGTC
GCATTGTGGAATTTGTGTTGAAGTGTGCTTCTGTTTGTGATGAATCCCTGGTATTCCAGC
AAAGCTTTTACTGCACACTTACTTTTGGAAATACCTCCATTTAAAAACCAAGCCTGTCAG
GCGTTAAAATAACATGGATTTAGATGTAAATCTTCACTGGTGTGAAAGAAAATGAGTGGG
AAGACCTCCAATGTTGTGCTTTCTTAGATTTCTCTGATAAAAAATCTGATATTTTTGCTA
TCTTATTATTTAAATAAGTATTTGTAATGAGAAGAATGAGACTGGAGAGCAGATGAAATG
TCCATGTGATGTGTTTGTGTGAACATTTCTTTGAAAAGTCTGAGACTCTTTGGCAGTGCT
GGCACTGCCGGT
>CL8486Contig1



AAAAAAAAAAACTTTTTTGGGACTTAAGGGGGGGNGGGNGTCACNCAAAATAGTTGCNTA
ANGTCTACTTTCCCGNGGTTNTGGTTGAGCTGCAGCCGCTGCCTCGCNTCATTGATGGCN
CAATAAAGCNCACAGGGCTNGATNCAGATCTGCANTTTGAATTGAAATAAATGCAGACGT
GNGNGTTCCTNATTTCAGTCATTCCCTAAAAAGTTAAGTTTGTTGAAAGGATGTGGTTCG
AATGAGGAANAAGTTGCNCTGANAACGGCCATTTATTCGCATTTAAAAATGGAACTGATG
CNCTGCCCTGCTGTAGGCCCAACCCACAGCGCGGCGAGGGTCGTTTNTCCATTTANATCA
>CL8487Contig1
TTTTTTTTTTATATTGAAAACTCGTTGTGAAATGCTCATCAGGCAGCTCTGCATGATGGC
AGCTGACTAGGTGTCATCAGCACAAGTAATAGCCTAATCTTGCAGATCCATCCATTGCTT
ATCTCCTTTGTAATCTGGGATTATGCCGGATCTGCAGGATAACTGAGAATAAAGAGGAGG
TAATAGACCACTTAGCAGTGTTGCAGCAGAAATACAGGAAGCTTTTCATTTATCTCACTG
ACTCTGCCTCCTGTGAGAAACCAAAGTTTCTTTTTTACACAAAATGCAGTACAACATGTA
CATGAATGCACAAAC
>CL8488Contig1
TGCTGGTGTTTACAGTCCAGCACTGAGATCATTTCCACTCATCAAACCTTCCACAGTGCA
GGTTCCAGGTCCTCCAGCAGCACTCAGACGGTCTTTAGAGGTACGGCTGTGGAGGCGACG
ATCTGGTCTTCTTCCCTGACTGACGGTTTCCAGCTTTGGTCTGCACGTCAGTCGAAGGCC
GGCAGGCCAAAGAGCTGCGGCTCAAAGTCCTCCATGCTCCCCAGCCGCAGTGTGGCCTCC
AGGGTCAGGCTGGGGTCCAGGTTCTGGTCGGGAACCATCACCACCTGCATCCCAGCAGCC
AGGGCGGCCTTCACTCCGTTGGGAGCGTCCTCAAACACCAAACACGTCTCTGGAGCAGCG
GGGGGCTCGAACCTGCGGGCACACACCAGGAAGGAGTCGGGCTGAGGTTTCCCGCTCTCC
ACCTCGGGGTCGTCGCCTAGGACGACGTGGTGGAAGAGGGCGAAGAAGTCTTTGTGCCGG
CCGGTCTTCAGCTCGAACGTGGCCCCGGCGGAGCTGGTCGCCACGGCGATGGGGACGCCG
TGCCTCTTCAGGTGCCTCACCAGCCTCTCCACACCTGGCAGGAGCTGGGCGGAGGGGAAG
ATCTGCTCCTGGATGCTCCTGCTCTGGGACAGCAGCTCCTCGGCGCTCATGGGGAGCTCC
AGCGCGTCCCGGATGACCTGCGCGGCGTCCAGCGCCTTCTTCCCCATCACGGAGGACTTG
ACGGCCCAGGTGTACTGCTTCCCAAAGCGCTGGCAGATCTGCTGGAAGGACTGGGTGTAC
AGGCGCTCCGTGTCGAGCAGTAGTCCGTCCATGTCGAAGATGACCCGGCTCACGCGCTTG
TAGCTGCAGCCCGACGC
>CL8489Contig1
TGGCTACTAGCACATACATGGTAGAATATAAAAAGTATATCAATGGAGTTGCCCTGGTGA
TTCAGTGGGTTAAGAATCCAACTAGTATCCATGAGGATGCCGGTTCAATCGCTGGCCTCA
CTCACTGGGTTAAGGACCCAGCGTTGCTGCAGGCTGAGGCGTAGGTCACGGGTGCAGCTC
AGATCCCACATTGCTGTGGCTGTGGCATACGCAAGCACCTGCAGCCCCAATTCAACCCCT
AGCCTGGGAACTTCCGTATGCCACAGGTGCAACCCTAAAAAAAAAA
>CL8490Contig1
ATGAGGAAAAGTGACTTTTAAAAGTGGCAAAAGGTCAACACAAACATGCTGTGTGTGCCC
ATCCGGATGCTTCTACATCTGCAGAGCAGACAAAAGACGGAGCGCCGCACAAGCGCTGCA
ACGCAGATGGAGGAAGAGACAGAAGGAGGTGAGGAGGGAGAAGGCACGACTGATTGAAGT
AGAATAAAAAGGAGGCATGTGGTGTGCAGGTGGACTGCTCAGCTCACCTCTCGCATGTCT
CAGTGCCTTCCTGTTAGCTGCTGACTGACACAGTGATGAAGGTCTCTCAGGCAAGCTGGG
ACAGAGTGGATGTGTCAGAGTGGCAGCGCGGCCCACGTCAGCATCGTCCTCTGAAAATGT
CTGAGGACCGCGGTAGCCCTTGGTTCTCCTCGGCGTCAGCGTGGCGTGGCGTCCTTAGTA
TCGGTACATGTCGTACGTACTGACCCAGGAGGAGGGGAACGCCCATGTGGGGAATCTACG
CAGGATTTCGTCCAGCTGAGCCGTCCTCTTGTCCTCCCCAAAGAAATAGTGGGAAGAAAT
GGCCACTGAGATCATACCCTCCGGCCCATCGGGGTCAGGATCTCTGGGGGGCTGTATTTC
AAACCAGAAGGTCCAGGTGGGGGCGTTAAGGCCGTGGGAATAGAAGATAAAATATTCGCC
ATTCAGGTCAAACTGGGGGGTCCCGTCCCCGAAAGACCAGGCGGAGAGGCTGGCTCCTCT
GTGAGGCATCAGGTACAGAGACATGTGGCTGGGTCCTTGTACGGTGAACGTCATCTTCAC
CGTCCCCCAGCTTGTGTCCTCTTTGGACAGCAGCCTGAACTCCACTGGAGAAGCTGGAGA
CACCTTTGGGGCAGGAAGGTACCAGTTCTT
>CL8491Contig1
TTCCCTCCTTGCCAAAGAGCTGAGGCTCCTCCGAGGAGACTTTTACAAACAACAACGATG
GCAGTTCTACTTCAAAGTCAGTTCGACGAACTTCCTCCCGACAAGTCGATTGACACGAAG
ATCTTTCTAGAAAATGTCTCCAACATCCCGACGTTTTTCGATTGTTTGGGATCAAAAGTG
TTTACGGTCATCAAATCAGACATTACCGGCAACATAACGAAAATAAGAGCAGTTTATGTG
AAGGATCCTGCAAAGTACGCCACCCTGCAGGACATCCTTGTGGCAGAGCGAGAAGCTCAT
GGAGCGGAATGGCCAAATGTTGGAGCCACGTTAGCTCTCATGTGGCTGAAGAGGGGTCTC
CGTTTCATTCAGGTACTCCTGCAGAGCTTGGCTGACGGAGAAAGAGATGAGAACAACCCT
AACCTGATCCGGGTCAATGTCACCAAAGCCTATGAATCCTCTCTGAAGAGATACCATGGA
TGGATCGTTCAAAAGATTTTCAATGCAGCACTGCTTGCGGCTCCCTACAGATCAAACTTC
CTAAAGGCCCTGTCGAAAGGGGAAGAAGTCACGGAGGAGGACTGTTTTGCAAACGTGCGT
CAGTTTCTGGTTAATTACAGCTGCGTTGTGGATGCCATCTATGAGATGTACACAAATCTG
AACGCAGAGCTGGACTACACTGTTTAATGGAGGTGGATGAACTGCAGGGGAGTGAATCCC



TTACAGGAAGTTTTTTTGGTTTTGAATTGTTTGTTGGTGTTTATTAGTTTAATTACAAAA
GCTTTTAAGAAAACAAATGACGGT
>CL8492Contig1
ACAAAAATATACAGGTGGGAGTTCCTGCTGTGGTGCAGTGGGATTGGCAGTGTCTTGGGA
GCACTGGGACACAGGTTTGATCCCCGAACTGTCACAGCGGGTTAAGGATCCAGCGTTGTG
CAGTTGCAGCTTACATTGCAACTAAAGCTCAGATCTGATCCCTGGCTGGGGAGCTCCATG
TGCTGTGGGGAAGCCAAAAAAAGGAAAAAAAAAA
>CL8493Contig1
GGGTTCCTCCCAGCTCCCCATCAGNAGCCCACCCAGGGCTTCTCCTCCTCCACCCAATGT
CAGNACTGAAAGTGGCCAAACTGGGAAAGNAGGCGTGATTTCCCAAGCGAGGGTGATCAC
ATCAGTGTGCCCGTCTTTGCCATCTCAGAAGAGGAGGACCGGCAGCCTCTGGTCTCAGCT
GAACTCCTGGACCAGACGTCTGGCTCTGCAGCGCAGAACGGACTGGTTCCGGGGACATTT
GATGGTAAGAAAGCTCCAGTGGGGAGCCTGAGCCCAAAAAGGGCCAGACCAGAGTGGAGG
CCATGGGGGAGTCAGGTGTCCGGGGGGGTGTGTCCTTTCCCTGCGAGTGGATTTACAGAA
TCAAACGACAGCAAGCCTTTCATCAGTCTGTCCACGGGGCTGCTCACGGTCACCAACCAG
ATGTGACCACCACTTTTTCACCACCGGACTCTGTTAGTGCCACTGTGAAAAATAACCTCC
TGCTCATCCCAGATATAACCCTACTCCATAGCTTCCTGTTGGCAGATTATATAAATATAC
GTCAAATCATGTCATATGCTGCTTTCAATATCAAGGCACTGACTGCTGTTGTATTTTCTT
TAAAGAAAAAAAAGACTTTTGCGTTATATTTTTTTTTTCATGCAAGCTCTTCAAAACTGC
AATGTTTGTAGCACCTTTTTAACCCCATGTATAAAATAGTTTTATGATAACAACTTAATA
AAAAGATTTTATCAGTTACCCAAAAGTATTATACATAGAATAGAGCCTCAATTTCCTACT
CTAGAGTCTGCTCATGGATTATTAAAGGGAAAGCTACAAAAGAGTCTAAAAAGTACTAAT
ATACACTATTATTGTAGTTCAAATAAAAATAATGGCATTTAAGGTGT
>CL8494Contig1
AACACGTAAACAGTGATAAATAATTTTGCCGTTCAGCAGTTGTAATTAAAACAAACATTT
ACATCAGCAAAGAAGAAAAAAATTCAAGTACAGAGGTTGAAATCAGTAAGCCCTCTTCGA
ATTAAATCACAGCCCTCGTTTGGATAGTGGCGGATACGCACCCCTGTGTGAGGCAAATTA
AATTACTGACTCAGTTTTTGTCAGCGTGCTAGATTCCTCACATTCCAGCTGGAACTTTGC
AGGTTGGGTAAATCTGAACTAGAGTTGCTGGCGCTCGGAAAGGAAGTGGTGCTCGTGTGC
AAATTCTTTTAACTCAAACAAAC
>CL8495Contig1
GCTGACACTGTGCAGTTTAATAGACACAACTAGGTAAAATTACCTGCTAATGTAAACCAT
AACTAAACTCTGCTACAACTCTTACTGTATGATAAATGTCTCTTGTGTATTTTGTCTTGT
TGTTCACTTAGAGGCTCTGAGGATTTTTTTTTACTGTAAAAGTGCATTTATTAGGAGTAA
GGACAAGGGGACAGAGACCTTTTCGTTGTCAGTGCATGTTTGTTCTCTGGTCAAGTTTTT
GCTGAGGTTGTGAGATCACTCCTGCAGTATGTGATGGTTCATTCAGTATATCCCCAGACG
TTTGTAGTGTAAACTTGATTTGAGAAGTTGCTCTGTATTCCCTCGTGATCCAATCACAAA
TAGATCAATTGTCAAAGTTTCTGGCAGTTAGCATAACAAGGATCCCCTCGCCTGCCAAAA
TGAAGACTCCTACAAGAAGCCTTGCGTATGATTTTCACTTTAAAGATTTGAAATATTCCT
AGCTTTTATACCAAGAGACTGAAAACAAGTGAAACAAATTGACTGTAACATGTTTATTCC
ATGTTATTTGTATGCTCTTTTTAGCAGTGATTATTTCTAAAGTACCTTTTAGTGTGTTTA
AAACAAGGACCTATCATTATAGAAAATAATGTAATATTCTGTGTATTTTTGTGTGTAATC
CAATCATGCTGATCTCACATTTAACCCCACATGTTTTCTCATTTTTGCAGAGTTGCAACG
ACTTTATTGCTGTCACACCTTGTTTGTTTTTTTTCTTTAAAGAAAATAGTCATTTTTAAG
TATATGTTTTTTTATTCATATATCCCCCCTGTTCATACCCCTGTCAATTTTTTCTTCTAA
AGAAAATTATAGTTTTAGTAGATTTCTATCACATTATTTACTGAAATGTTAGTAGGTGAG
TGTATTTCAGCAAT
>CL8496Contig1
AAGTCGCAAACGTTAGCTGCGCCAGAGTCGATGATCTGTGGGTGTACCTGACACTCGGAT
GTCTTTCTAATCGCCTCGGATGTTTGTTTCAATTAAAACCTATATGGAAAACTAACATGA
GTGGCTTTAGCAGACCCGGGCTACACAGGACCGCATCTTTCAGCGGGGCATCGCACCCTG
GAGGATTCAAGCATGACTTGGAGAGAGATTCTGGCTTCTCAGATGCCAGCTCTGAGTATC
TCAGTGCAATGGAAGTAACTGATTCTGAAGAGGCAGGAAGAAATGGGTCAATGTTGGGCC
AGCAGTCAGCTGGTCAGCAGGTGGCTGTGGTGGGAGGCCCATACTCTGGACTGTCTCCAA
TGATCTTCATGAACAACTTTGTCTTAAAGCAGCCCTCCTCTTCGGCTCCAGCAGAAAAGC
AGTGGGGTTTTCCTTCCCACCTTGATGTTATGCCTCAGTCGCAAGTGGTTCTTTTTCAAT
CAGTGATGCCCAGCGGCAACAGCAACTCTCCAAAGCCCAGCCCCGAAAATCTCAGACTAT
CCAAAAACCGTGTGCCCTCTGCCAAGCCACATCACCAAAATGCCCCTCATCCTGTGGACA
CAGGCACTGAAAGGGTGGGATCCTCAAAGTTAAGGGCAAGATCGATGTCAGAGCATGGCC
AACGACAGCAGAGGCGTCACAAACTCTACAGCCCCCCCAGCCCGCTGCCCGGCCTGCAGA
CACTCGGCCAAAACGTTGAGGACTTTGAAGCAGCCGCCAACCACGTGGAGGCGGAGGACC
ACCAGGAGCATCAGGAGCAGGTTCCCGATGAGCCTTNGACTCCACAGGCTGGAAGCCGCT
CCCTGCCTTTCTATTTGAAACGGAGAACTGTGACGCCGCCAGACAAAAACCAGGATGCCA
TCACCACACACAGCAACAAACTGAAACGCTTCAGCAATACCTATAATATTCTCAGCAAGT



CCGGCTTGTTGGGAATCACAATGCGCACAAAGCAGCTAATCAAAGAGAATAAGCGCACCC
AGGGCCTGCTGTGCCAACTGCAGGAGCACACTGACCTGCTGTTGGAGGCTNTGAGCAGCG
GAGACCCACATCTGTGGACTAAACTCCAGCTCTCTNTGCAGAACACAGAAAAAGCACACT
GGGGAGCCAAAGCCCACAGAGTCTTAGCACAAGCTAAGTTCCAGCACTTATAAACCTGAC
TGCAGGAAAAAAAAGGTCAAAGATGCTTTACAGAATTGAT
>CL8497Contig1
TTTTTTTTTTGCTTCTTAGGACCACACCCATGGCTTATGTAAGTTCCCAGACCAGGGGTC
AAATTGGAGCCACAGCTGGTCAGCCTACACCACAGCCACAGCAATGTGGGATCCAAGCCA
TGTCTGACCTTGTGCCACAGCTCATGGCAATGCTGGATCCTTAACCCACTGAGCAAGCCC
AGAGATCAAACCCAAGTCCTCATGGATACTAGTCAGGTTTGTTACCTCTGAGCCACAACA
GGAACTGCCCCCAATTTTTTTATTTTAGGATTATGCTGTACATAAACTTATAAAATCTAC
TTTAA
>CL8498Contig1
TTTGATTGTGTGATTGTAGTTTTTAGATGACAGTAAACGGTCTGTTTTTTTTGTTGTTTC
TGCTGCGTTTGCGTTGTTACTTTTTTTATGTCGCTCGCTGAATGTAAACAGAACGACAGG
TGACCTTTTGTTAAGGTGAAGTGCAATAGTGGGTCATGAAATCATCTGTGAATTCTGTTT
GAGCCAAAGGCTTGTATTCCTGTTTTTGTTTTGGCAGCCGTGATGCCCAGCTTAGTCCAG
AGCTACAGTTGTAGCCATTTCTTTTTCTTTTTCACTAGTAGCTCTTTTTTTTCCACACAG
GAAGTGGTCTAAAGTCTTTGCTTAGCTGCTGCTTTTATTCTGATGAATGTTTGTAAGCAT
TATCGTTGATACAAGCTATAACTATGCAGTAAGTAGCCTTTGCATTGTATTGTCTTCCAT
CTAATTAGTGTGTTCTCACATTTGTCTGCTTTGTTAAAGAAAAACTATCGTACTGTATCT
GTGTGTTACACGTGTGGAGCTGCTTAAAGGTCTGTCTGCGCTCACATTTCAGTTTCATAG
ATGTTGTGAATACATTGATGTTGAGAAATGAAGAGAACCTAGGAGAGCTTTGATGATGAC
TGGTTGCCATTTATTTAAATTTTATATGTAAGACACACCCGTGTTTTGGTTCTGAGCTGC
TGGTTCCTGCGTATGAATGCTCACAACTCTTCAAACATCAAGGAGAATCTCTCGGAGGTA
TGTTAGAGTATTCTGTGAATGTTAAGCCGGGCTTTTATTTTCTAAAAGCTCGGCTTTATT
TTTTAAAACTAAGATTTGATAAAGGAGTTTGGAAAAGAGCCATGGATCCAGGGCTTTTAG
GGCTAAAACCAAAACTTGAATTTTGCAGCTATACTTGATAAATCTATGAAAATGCTTAGC
ATAAACAATGTGGTAATCTTCTATAGAAGATT
>CL8499Contig1
GGGCTGTGACTGAGCAGTTGCTGTCTGCCAACAATCTAAAAGAGGAAGGGAAAAAAATGG
AGCTACAGCAATAATTTTGACTGGTCAAAGTGTTCACACCTCCAGCACCCTCACTGAAAG
GACTCTCTGCAGATTGTTCAGAGTAAAATATAAATATTCCTGGTTTCAGTAAAAGTGAGA
AAAGCTTAAGGAGAGTCGACAGACTGAACTGTGCAGAAATGACATCTGTGATCGGACTGT
TGCTGATGCTGATCACAGTCACTGAAGGTGTGGTGACCCACTGTGATGGCAGACAGAATG
GAGCTCAGTGTTATGGAGCTTTGGGAGGAACTGTTTCTCTCCAGCTGATGGACGACTTCT
CAGGAATATATAGATACCAGCTGAAAGCTAATAATGTGATGGTACTACAAGTAAAAAACT
CTAAACAACTTATGATGCAAAACAGATATTCTTTTTTCCCCTCTAATGGAACATTTTGGA
TCCATAACCTGAGCAGGAATGACAGTGGTGAATATAGAATTACAACATTTGATTCAAATG
GAAGGATAACAGAATACCGAATCCTACAGTTATCAGTTC
>CL8500Contig1
CATTTCTGGAGAGTTCCCGTTGTGGTGCAGCAAAAGCGAATCCAACTAGCATCCCTGAGG
ATGCAGGTTTGATCCCTGGCCTCGCTCAGTGGGCCCGGGTTCAAGCGTTGTTGTGAGCTG
TGCTATAGGTCAGCAGCTGTAGCTCTGATTCGACCCCTAGCCTGGGAACTTCCATATGCT
GTGGGTGTGGCCCTAAAAGAAAAAAAAAA
>CL8501Contig1
GCAGCATTCTGTGGCTCTGCTGCAGNAAGGACAAGGAGTACCTGCATAGACAAAACATGG
AGCTGAGCATCCGCTCTGCACATGGAGAAGACCGTTTAGAGAGACTGCAGGTCTGTGCAG
TTCACTAACTAATACAAAAAAAGCATAATGTAACAAGAGGAAATGACCTAATCTGTCCTC
ATCTTTTTTTTTTTGTTTNGG
>CL8502Contig1
TCGGCACGAGGGTTGTCACAGAATTTCAGAGGCAAAAGTTGCTGTTGTCCCCGATGTGCT
TTAACGTGTGTGTGTGTGGGGGGGTACGACTTAAGTAGCACATCGGGGACACACACGTTA
AAGCACTAAGATGAACTTTGTCACACTAGTAGATGTGAAGATCAGTCCCTGGAGTGTTTG
CAGTGACATGAGGTCTCCCCCGGTGTTTGCTTCGCCACCGTTAGCTTCTTCATGTTTGTA
GCCCTGGTGACTGTTCTGTCCAATAAACTATGTAACCAAAAAAAAAA
>CL8503Contig1
CACATCTTTAATGCCATCAGCGGCACACCAACCAGTGCCACCATCCAGGGCATCCCCAAC
TCATCCTCCGTGGCGTGATCCTGATCCGCTTAAGAGCCCGATGTGGCTTTTTGGAGATGC
CATAAATTTGTTTCTCAGCTTGATTCCCTCAGCTTCATGAGAAAAATGCAGGAAAAACCC
AAAATGTTGGGGTCAAACTCAATGAGCCCCTGGACTCATGTAAAAATGGGGCGTTGTGCT
TTGTCTGGGGTGGGTTGTGGAGACAAGAGGGACATTTTATGAGAGAAAACTGGAGGTTTT
TACCTGTTTCTACCAGAAGACAGAGCAGTGTTTTTATCAGAGACATTTTTGTGGGATTTT
TAACTTGCATGTCACAAAAGCAACCTTCTTTCAATGCCCATTTTTGTTTTGTTTTTTTAA



TAATAATTTGCAATGTGTTTTTATGTACAGCATTCTACTTTTATAAGCCACTGTACTGTT
GTCTCAAGGAACCATTTATGCTGTGTTCAATGATGCTTTCATTTATGTAAATCAAATTAT
ATTTCCTCAAAAGGTAATTTTTTTTTTGCTAAAGAAAAATCTCCCATACCTTTGCATTTG
CGCATACATCACTTTAATGTTTTAGAGGGGGAGGATTTTTTTTTTAATATTTAAAGCCAC
TGCATAAAAAATAGATTCAAATTCATTTGTTTATTCGTTTATATAAAAAGGACTTTGTGC
AATATTTGCAAATGATCTTGTGTGGGGATTATACACTGTAAGAACGTTGTTCACCTTGCC
AAAGAGATGAGGTGTGGGGCAAATAAAAAGAACTCACTGTGGAAAAGATACCATTTTGTG
TTAATAGAAATGAAACTGTCTTATATTTGAGCAGCATTTCTTTGTTTTTTTTATAAATAT
ATTTAACACAAAAGACACTGTTCTGCTGTAAACGGATGCTCCCTAAT
>CL8504Contig1
GGCACGAGGGGTGCAGTGGTAGGGTGGTCGACCCATGAATCATAAAATTGCAGGTTCGAT
TCCCACCTTGCACGCCCATGTGTCGAAGTGTCCTTGGGCAAGACACTGAACCCCACCTTG
CCTCTGGTGCGAGGTCGGCGCCAGTGTGTGAAAGTGTGTGTGAATGTGACTGTAAAGCGC
TTTGGGCCTTCGTAAGAAGGTAGAAAGCGCTACATAAGTATACGCCATTTACCATTTAGC
TGTATATTAACCTATTTATGTCATGTTAGAGATTAAAGAAAAATACTAGGAAATTCTAAC
CATTCAATTCATAGAATTTGTACTTGTTGATCTGATTCTTTGTTGATTTTGATTCATTTT
GAATGATCCAATTAACTGACCTAACCCCTGCAAAAAAAATTAGTGACTCAGAGAATTAAT
ACCTGGTACTGAACAGTGCAGGTAAAGTATTCCAGACTACCACACGGTATGGTCACATGT
CTGCAAACCTCCGTGTTTCCACACATTGGACTGGAATGACGATTTGATCATTTTTTTACT
GCATGTGTGTTGTCCAGTGTGATGACACTTGGTCGTTTTTACATTATAGCAAATTAAACT
TACCATAAAATATATCCTGTATCGATATAATCGATTTATTTCCTTTAGAAATAATTTTTT
AATAGCCTAGGTTGATTCGATCAGCAACTTGCCTCAGACAGATCAATTTGGTTGGACCAT
AGAATAAACAGATTTGTCGATTAAATCAATTAATCATTACACCCCTATGAAACACCTCAA
AAGAAAATGCATAGTAAAGTTAAGATGGGATTTACGAAAAAAACAAATTTTCTGTTTTTC
TATATTTTCCNGTAGATAAAAAAAAGCAGAGCAATGCATGAACTATTTGTCTTAAGTTCT
GTTGACACTGTGAAGAGGCCAGTGAAGAATCAAAAAATGTTCTACATTTTATTTAGCATG
CCTTTGTGTTAAAGAATGGAAAGCAAATTGTTGCTGCTTACAGAAGTTTTCAGTTAAAGT
TGTGCTGCAACATTGTCCATTGAACTGCTCTCTTTAAATAAAAGT
>CL8505Contig1
TGATTTTGACATTTTGTTTCTTGAATGGCATTAGTATTGTAGTAGATTTAAAGGGGTAGC
TTTTTTTGTAAAGTGTGAATAAAAGATGTATCTCATGTTTCCTTTCTAAAAGATGTTGGA
TTGTGTTGTTGATGTGCAAATCATGAATTCTTTGACGCATCGTTTTTAACACACCCCTAC
CCCACACACAAACACACACTTGGCGCCGAATCTACATCTCTGGAGATCATGTAGTCTTGA
TGGGTTGGTCCTCCTGAACAGAAGGTTTTAGTGCGTTTCCCTAGAAACCTGGATCATTGG
TATTAGTTCAACGCCCCTCCCTGTGTTTCTCCTTGATCTTTCATCTTTCTTTTACATGCC
TGCACGGCACCAGCTGTAGAGCGCTCGTGCCCACAGGCGAGGGCAGCAGAGCTGTCGTAG
CGCCGTTGGTTTCTACGGAAACACTGTTTTGACAGGTGGAAAACGTGTTTGTACAGCAAA
GCTAATGATGTGCAACTAGACTGCTTCTGTGATTTTCTTCCCCCCCCCCCCATTCCNCCN
TCATTCCCTCAAACCTCNGCCNCTAAGTTTTTTGGGTTTTCTTTA
>CL8506Contig1
GGGCAAATAAAACTCGCTGCAGCTAAAAAGAAGCTGAAGGAGTTTCAACAGAAGAGCTCT
CCTGCTCCTGGAGGAGGGGAAAAGGGAGGTGGAGGTGGTGGTGGTGGTGGAGCAGGGGCC
AAGAAAAAAAGGAAAATGAAGGGCCAAGCTGACGCACCTTCAGCAGACAGAGACTCTCCT
GACACAGAGTATCCTGATACCAACTGCAACGAGAGTCTACAGGAGGAAAACAGGCCGCTG
TCTTCCACAGAGAGCCTACGGCAGCTCTCACAGCAACTGAATGGTCTCCTCTCTGAGTCA
TCTGCTGCGTATGTGAACGGGGAGACCGCACCTCCCGTCAGTGAAAAGGAACTGGAGGCA
CAACAAACGCAGGAACTCACAGATCAACTTCAAAAGGAGCGAAAAGAATTTGAACAGAGG
TTTTCTAAAGAGCAGGGAGCCATTCGGGAACAGTTACAGGTTCATATCCAGACTATTGGT
ATTCTAGTATCTGAGAAGTCAGAGCTGCAAACGGCACTACAATACACACAACAAGCGGCA
CGACAGAAAACAGTTGAAGCAGAGGAGCTGAATAACCGTCTGCAGGCGACGAAGCAGAGA
GTGTCAGAGCTGGAGCGGACCCTTTCTTCTGTCTCCACTCAGCAGAAGCAGTTTGAAAAG
TCCCTAAAAGAAGTGGAAAAGGAAAGGGACGGCCTCCGACTTGAAGTTTTAAGATTAAAC
AACTTGAGTGAAGAGTCAAAACAGCAGAGCTCAGAGCTGTCGGAGCAACTGAAGCTGAGT
AATCAGGATAATGCTGCAATCAAGCTGGAGGTGGAGGACCTTCGCAAGAGGCTGGAGATT
TCTGATCTCATGTTGCAACAGTGTTCAAACCAGTCAGATCCCACTATTGCCAACCAACAA
GTTCATTTACTGCTGGAAGAGAAGCAACAACTGGAGGCTGTAAATCACCAGCTGATGGAG
TCCGTCTCCCAGCTGAAGACGGAGAGAGACTGTTATGCTGAACAGATCCAGAAGGAGGGT
CTCCTATGGAAGGACAAAACGGAGCAGCTGCTAACGCAGGTGACTTTGGTGGCAGAGGAG
AGGGATAAAAACATCAACCGAGTGCTAGAGCGGAGGGCTAGGCATTGCGGAGG
>CL8507Contig1
CGCAGGTGGTGGCAAAAGCTCCTTGGGTTGAGAATGATGCTCTTTAGTTATCTGATACCC
GAGACTGAGCTCTGATTGATGCTGTAGGTAGGTGAAAGGTCCCCACCTATCGTGGTCACC
AATGGTGTTCCATTACTGGTCAGGCAACTCTCCTGGAGCGCCTTAAAGTAGGTGGCCTGC
ACAGGCTTGTGACACTGCAACACTTGTATGGCATCGTTTATTTTAAACCATTCCCTTTTT



CTGCCGATGTTAACCGAGTCCTCCCAGTCTTCCAGCACTTCCGTTACAATAAGAACATAA
ACGTAGGTTCTGTGCTTTCTTTCCCGGTTTTCAAATATTCCAACTAAGCGACCTAAAGGT
CCCCTTCACACCGGCCTCTTCACAAACTTCTCGAGCTGCAGCAACGTTGGGCTCCTCCTC
GGGCTCCATTCCTCCTCCAGGAACAATCCACTTGTCAGGATGTCGACTACTACTCACTAG
CAGCACCTCCTCCTCAGCCTCGCTCCTGAAGCACAGACAGGCGGCCCGCTTTTTGTAGCC
ATCCCCGTCGTACGTCCGGGTTTGGTTGGACTTAAGCTTCATCATTTTGCGGTCACCAAA
GTTCAAAAGTACAGCTAAGTTTACCTCTTTCAAGGATGATGGTTGCAGACGCAAAGTAGT
CCTCGGGGGAAACTCGGCGTTTTACTTAAAAGAAATAACTTCTTCTTCGCTTCATCTTCA
CAAACCTAGGCACATNCTACGGCACGGTCGCCC
>CL8508Contig1
AGGGCTTGTTCTAGTCAGAACTGGAGGCGCATCANACGTGATGAGCAGCAAGTATTTTAA
TGCAAAAATATCTGCACATTAGCAGCTACAGTTTTACTTTTTGGGTCAACCTTTCCTTAA
AAAAAAAGGTAGTTTTCATGAGAGGCGGAGCTTATTTAACTGATTTTCGTTGTTGCAATA
CTTGTAAAGGAAATCTTCACCTAATTTAAAAATTCTCATTCATGTCCTGATGCTGAAGCC
AGTTTTTTTTTTTAAAACATGTTTGCTGCTCGAGTGTTACTGACTTGATCTGTGAACATT
GTGCTGCAGGACTTTTCTGCTGGACAGGTTTGCAGGTTTTGTCCATTTTATTCATTTAAA
AATCAATATTTTTAAATGCACCTCCACCTTGCTACACACTGTATTTGAGCTGACCTCATT
TTAAAGGCGAGTCTGTTTTTTTGTGTGGTTGAGCTTTCCTCTCTGCCTTTCTGTACACTG
TAGATTCAGATTCTGATCCAAGCTGCAGCTTTGCTCCTTTGAGGACCTTACAACTAAAGC
ACAGGAATAACAGCATGACGCTTTTGAGGTCAACAGGAGAAACACCCCATATTGATCACT
TAAAATGGCATTTACTTAAAGCTTAGCTTTAAAAAAACATTTAGAGGAAAATATTTTACC
AGAACTTTATCCAGGTTTAAGCAGCTAAAATGTATCACTTACCTCTTCAGTTTTGTCATT
GACTTTTCCGTTTTGGAGCTTTGTTCCATTTCAAATTACGAAAAAATGTCAAGGAATGTT
TTAAATGTCAAAAACTTCAGTAGGTTTTGTTTTTATTGCCTATTATTTTGGATCAGTTGG
AGAAAAATG
>CL8509Contig1
CTGGAGAAGGAGCTGAGAGGAGAAACCAGTGGGGACTTTGCTAAGCTGGTTGTGGCTCTG
CTGAAGAAAGGTGACTCCCCTGCTGTGGTCCAGAGAGATGTTGAGGCTCTCGCTGCGTCT
CTAGATGGTAAAAAGGCCAACGCAGCGCCGTGGATTGAGATCATGACCTCGAGAAGCTCG
GCACACCTGGAGAACGTGCTGATAGGACTGGAGCTGCAGCTCGGACAGGCGCTGGAGCAG
ATGTTGGACAAACGTTTCAGTGGAGACTTTCAGATGGGTTTGAAGGTTTTAGTTCAATGC
ATCCAGAGTCCGGAGGTCTACCTCGCCNAGAGGCTGAGCACCATGAAGACATCACTGGTA
CACGGGATCATGGTGTCTCACAGTGAGGAGGACCTGCTGTGCATCCGAGCCGCCTTCCTG
AAGCTGACGGGGAACTCTCTGTACTCGACTCTGCAGAAACAATTCAAAGGGGAGCATCAG
CAGGCTTTGCTGGGCATCTGCAGATCAGAAGACTGAACCTGGACGGGTTTGCTGGATTCT
TCCTTCCGAGCGGCACTTCACTCTGACACTGCAGGGCTGTCCNTGAGTTTTAATGTCACC
TCTAAGATTTCTGATTTCTGCAGACTCATGCAACAAGTAGCCGAGTCATTCCCAAGAAAA
ATCCATCAGTTAAAATGTTTTCATTACATGTTTGTACTTTTAAAACTTAATTTAATCCAT
CACATCTGTAAACTAATCAGAAAATAAAAGATGGACTTTATAAAGAACATAGAAAAAAAT
CATTAATTTGATATGTCCACTTTTTCCAAACAACAAAAACCTTTAGTTTGCCATTATATA
ACAATTTTTTAATTTAAATGAAAAAAAATGTAAATTGTAACTT
>CL8510Contig1
GGGCGCTTTCAAGGTCTCAGNTTTCAGCTCGGTACTTTCTAAAGTAGCCTCTATTTCCTC
CATAGAAGATAACCCACAGACCCTGACCTCGGGTCACTCAGACCCTCAGCGGGAAGGGAA
ACCCGATTCAGTCGATCAGATCACCGTTTGCTTTCGCCCCAAGAACGTGGACGTTCCAGC
TGCTCCGAGTCCACACGCCGCTGAGCTTGCCATGCTCCCTGCATGTTTCTGTCTGTGGTT
TTCCGCTTGCTGTGGTGAAGCATGATCAGACCACACAGAGCAAACACACTGAGCCGTGAA
CACCCATGACTCGTCCAAGGACACGCTCTCCACACTTAGATCACGGCGGTATAATGAGAC
CACCTGCTGAGACAGCAGCAGCTTGGACTCCTGTTCTACCCGAGTTCTGCAGAACCATCA
AGAACTGTTTATTTGTGAAGTCTGGAGGTTTTAAAGTTACAGTCGCTACATAAACTCCAG
TCAATTTCTCGGTTGCTGAGTCACAAAGCGGTGACCCTTGGGGCATTTTTATGAGGCGAT
AAACGAAGCTCAAGGCCTTTTTTCCTCTGTGTAGTGTTGAATGCAGCTCAGTGTGGGAGG
TCTGCGCTGCTGTGTCAGAGCATTAGATGCTGTTGCCCCATGTACACAAATACACACAGT
TTTTGGTGTCCACTGTCAAACGCTGGGGCCAAGGCAAACAGGCTCCCTGGCAGACAGCAT
GGAAACTCT
>CL8511Contig1
AAAGGTCCGCTCTTTATTTCTTAGAATAGTTGGAAAATGAACAAAAAATGAGATCAACTA
GTGTTTGTCTTTTATGACCAGATCAAAATATATGAATCCACAATAGATAAAAGGTCAGAA
CCATTTGAAGAATGTCTAAAAACCACTCAAACTCCATTGAACTGTATGCAAACTTGTTTA
AAACCAAACATTTGTAAACTGAAAACTTCTCCTTAAATTATGAATAAAACAATGGGGGGG
GGGGGGGGGGGGNTTTNNNC
>CL8512Contig1
GGGTTCATTCATGAAATAGTTGGGGTCGTTATCTGGTGTGGCGTTACTGGCTGCAGCAGC
AGCGTGGACACGCCCCCAGTTACTGGATCTAAGCTCTACAAGCTTCAGGAGCATCTCTCT



CACATTCCTGTCACATTTAGCATCAAGAAGAATTGTTTCTATTCTTTGGATCAGTTCTTC
CATGTGTGGTTTTCCACTTTCCTTCCAGGCATCATCCAAGACAGACCCGGTCAACTTGAG
CAGTTTGACAGCACAGATGAGATTTGAATTCACAGGATTGGAGAACAGACTGTGCAGCAG
GTCATTGAGGCCAGAGAGCAGGATTTCAGCTCTTCTGGGAGGTCCTTTTGGATTTTTTAT
CTCTAGATTTAAGTAGAGTTCACCCAGAAAAAGCACAAAGGAGTGAAATTTCTTCTGAGT
GACCGGGTCCCCTCGGACAGCTGCATCTCCTTTGTTCATATTACTGTCCTGCACCGTTTT
AGGAGCAGCTGACGAAAGTTGCCGCTCTGTGGGCTGATCGCCAGGTGATGGGACAAGTAG
TTACAGAGCCTGGCTCCAGTATAGGAGAAGTTTGGAATGGCAGTAGACTGTGTGTAAACC
AGCTCCACCAGATCCTGCAGCAGCTCCTCAGTGGTAACACAGGAGTTGAACACTCCAGTT
ATGTACTCGATATCTGAGTCAAAGGATCCTGGAGAAGAGCTCAGGTGAGCGAGGAACTCT
GTGACCATTTCAGCCAGTGGTGGCTCGCCGTAATAGTCCTCACTGTCGTTAGACAAACTG
GGGTCCTCATGAGGGTTCAGTCCAAAGGGGACAAATTCTGGAGCACTAGCAGACAGGTTT
GATGACTGGACCAAGAAATTGACATCATAATACTCTCTGGTATTCGCCAAGTTGTTGGCA
GTCACATTTTGTTGGGTTTTGCTTTGGTTTTGAGAGTCTCCTCCTGCACCGATGCTAATG
GTGGTCGCTGCGCTGTTTTCGGCAACAGGCGGTGTGGTTCGGGGCTGTCTTAGCGGCTCC
AGTTGGTTCAGAAACATGCTTTTCTTATCATCGTGGCCGAGATTAGCCATGACCCCGGGG
TCTGCTGCTGGGTGGCGGCTTCTCCCTGCACCCGGAGCCCCCGGCCATA
>CL8513Contig1
CCCCCCCCCCAAATGGTGGACACCGATTTATCGAGGGGTGGGGGTGGGGGGGTCGAAGGA
GAGGCACCAGCCCTCAGGCCCAGACGCCTTGTAGTCCTGCGAGCTGCAACCGGGCCCGGC
ACAGGCGAGAGCAGCGATGGGCACGGAAGGTGAAAAGATCCGGCCCAGTGAGAGGAAGAC
AGTCAGCGGCTGGTTCTAGATAACCCTTTGGCCTTATGACTCATGGACTTGGAATGGGAT
GGAGCTGGACATTATCATTTGAATTAAGATGGCTTTTCTCTATTTTTCTCTCTAGACAGC
CCTTAATTCTTAAGGAAATTAAAAAAAAAA
>CL8514Contig1
CATGAGTGTGAGGACTTAAAGAATTCAGCTGATGTAGGAGTTCCCATCATGGCTCAGTGG
TTAAAGAACCTGACTAGTATCCATGAGGAGGCAGGTGCGATCCCTGGCCTTGCTCAGTGG
GTTAAGGATCCAGCATTGCTGTGAGCTGTGGTGTAGGTTGAAGACACAGCTCGGATCCCA
TGTTGCTGTGGCTGTGGTATGGGCAGGCAGCTGTAGCTCTGATTAGACCCCCTAGCCTGG
GAACCTCCATATGCTGTAGGTGGGGCCCTAAAAAGACAAAAAAAAAA
>CL8515Contig1
CGAGGGGATACTGGGAATGCTGGGATGTCTGAGTTTAGCTTCCTTCTCCACTGTGGCACT
TAGGTTTCTCTTGTGTTCGGGTCGGTGGGTCGGTGGTTCCGTGTCCCAGGCCCACTGCTC
ATGGGCGGTTTCCTTTGGCTCATTGGGTCAGGACTCCTGAGGATGACCTCACCAGAACCG
CCGTGACCTGCTGTGGGATTGGTCGTTTGGTGTCCTGTGGGTTTTGTCGGTACCAAAGGA
CCTGAATAAAGCAGCCAAACCTGAAAAAAAAAA
>CL8516Contig1
TTTCTCTTTTNTTTTTATAGAAAATTCAAGTGTTACAAAGTTTACTTGAGACCATTTGAG
AAAAAAAAAAGATCCNTCACACAAACAGACAACATATCAAAGTACATTTTATACAGTTCT
GTCAGCANAATGATAAAAACACTGCTTTTCCTTAAACCAGTTGGGAACTTTGAGGGGTTT
TCTATTATATTGTAATGCAATATATTTGAAGTTTCTGTGAAAGTCTATTTCTCTTTTTTT
TTTTTGAACNTNAAAAACTTTNGNAAANCNCCCNGGGGGNNCCCCANGGAGGGGCNNCTT
NTNTAAAAAAAANGGTCCACCNCTTTNCTACGGNTTTCNGCAAAAAAACNNG
>CL8517Contig1
GGGGTGGGAGACAGCTGCAACCTCTGCTCCTCCACCTCCAGCATCTTCCTGTAGGCGTTG
ATCTCCATGTCCAGAGCCAGCTTGACATCCAGAAGGTTCTGGTGGTTCTCCAGCTGGCTG
TTCATCTGGGTTCTCATGCTCAGCAGCTCCCGCTCCTTCAGACTGAACCTCTGCTGCCAG
GCGTCCCGCTCCTGGTCCAGAGTCCTCTGCAGCTCCTGGAACCGTTCTTCCAGAACCAGT
TTGTCTTTCTGGTTCTGCTGGAGCTGCGAGCGGAGCGACTCCAGCTTCTCCCTGGAGGCC
TCCAGCTCCTCTCTGGCGGTCGACACGGAGACGCCGTTCTCCTCGGCGGCCTGCTGGGCG
TTCTGCAGCTTGGTGCTGAAGGTCTTCTCCATGGCCTCCTTGTACTGCTGCAGTTGGAGG
GTGTGGTCTGCTGATGTTCTTCTGGAGTTCCAGCTGTTCCTTCAGCGTTTGGACCTGGTT
CTCCATTTCCACCCGTCTTAGGATCTCAGAACTCAGCTGGTTCTTCGTCTCAGCCAGCAA
ACGCTCCGCGTTTTCCA
>CL8518Contig1
GGGGCTCTGGCGGGAAAACAGGGACGCGGGACGGACGGGCCGTTTCTTCGAGCGGGAAAC
ACCGTCGTTGTCGGAAGTCCCCGTTGGAGGCGGACCTTAGGAGGAGCCTGAACCGTGGAG
TGATGGCCCCCTCCGGTCCTAAGATGGAGCGGACCACGCGTGTTCCTGTGGTCAGCTGGT
TTGATCAACATTAAAGCGGTGAGCAGCAGACATGACGGAGTACAAGCTGGTGGTGGTTGG
AGCCGGAGGTGTGGGGAAGAGCGCGCTCACCATCCAGCTCATCCAGAACCACTTTGTTGA
CGAATACGACCCCACTATAGAGGACTCCTACCGGAAGCAGGTGGTGATCGACGGCGAGAC
GTGTCTGCTGGACATCCTGGACACTGCAGGTCAGGAGGAGTACAGCGCCATGCGGGACCA
GTACATGCGGACGGGGGAGGGCTTCCTCTGCGTCTTTGCCATCAACAACACCAAGTCTTT
TGAGGACATCCACCAGTACAGGGAGCAGATCAAGCGGGTGAAGGACTCTGACGACGTCCC



CATGGTGCTGGTGGGGAACAAGTGTGACCTTCCGGTGCGCACGGTAGAAACCCGGCAAGC
CCAGGAATTGGCCCGGTCCTACGGTATCCCTTACATCGAGACCTCTGCTAAAACCCGGCA
GGGGGTGGAA
>CL8519Contig1
ATTTAAAATAACATCTAATAAATCCAATATATTTGGCTTATTAAACAAATCATTTAAACT
CTTAAAACTTAAATAGGTGCCCATTTCAAGTATCACTAATCAATTTTTGTTGTGTGTATT
TACATTTTTAAATGTTACATATTTACAGCTGTTTAAATATCTGGGGCTTCAGGGAATAAG
TCCGAGGCGTTTCTTGATGAAGTAAGCCACCAGGATTTGAGGTCTCTGCTGGTACTCCAC
CAGAACCTCATGAGAAGAGGTGATCTGATCTCCTTCAAAGCGGTTCAGTAACGTGACACA
GACCACAGCAGCTTTGAGGCCACAGACCCGGCACATGGCAGCAAAGACGGTGGACTCCAT
CTCGATGTTTCTCACTCCNGCCTCATAAGCTTTCCTTAGATACTCCAGTTTCTCCTCATG
AGAGAAAGAGCAGAGAGCTCCATCAAGCCGGCCCTGACCTTCATAGAAGTCATGGGTGCA
CATGGTCTTTCCNATAACAGTTGGAAAGCTCTGAAGTTCAGAGGCGTACTGCAGAAGCTC
ACTGGCCACCTCTTCGTCCAACTCTGTACTCCTGGTGATGACCTTACCCAGAACCACTTG
TTCAAATTGGGGGCAGAAAGAGTAGTCCACTGCTTTATCTGTTATTACCACCGTCCCTGG
ATTTAAACCGAC
>CL8520Contig1
CGGCACGAGGGTTTGTCTGATAGCCTGGAAATGTAAGGAACAACTACGTTTCTCCTTTTT
TGCTCATATTCTTTTGTTTGTTTTCTTGATCTTTGGGATTTGGAGAATCTCAGTTGGGAT
ATCTACAGGTCCTGAGACCTTGGTGGACTTGTTCTTCTTTTCTCCTTCACCCATTCCTTG
TGGACCATCTTGGCTTCTGTGGTGCAGCGTCCTGAAGACAGTGAGTTTGTGCTGTAAAGG
GTGGTGAAATAAATAACAGGTACCTATCCAAATGCTGAAAAAAAAAA
>CL8521Contig1
TTTTTTTTTTCTTATAAAACCTTTATTATCCAAACAGGATTTGCAATGGATGTTTATGAA
ACAGGGAGTGCTCTTACTTTGAAGCAGGAAGCAGCAAAGGATTTGTTCCTGTGATTATTG
TTATAATATTTTTTTCAAAATAAAAGAGTAGCTTATAATAGAACTGAAAACTCACCAGAA
AACAGTTCTGCCTTTTCCTTTTTGGGTTGCTTTGACTCATTTTTCAGTTTCGGTATAAAA
ACATCTGAACTCCGCTAAACCAGGATGTTTCTTCAGGAACCAGAGATCTCTCAGCCGAAC
ACAAACATGAACCCCTGAAG
>CL8522Contig1
TTTTTTTTTTCACTGAAACCTGTTTATTGTCAGTTTTCATTTAAGGCATTCAATCCAACA
AAATATAGTTGCATTCCATTTCTATAAATTTGACATTCAAGAGTGCATTTATTCTGCAAA
AATATAATAAAACATCTGAATATCTTTTTAAAAAGAAGCGTTAGAATAAGAAATTTTAAA
CTTTTTTAGACTTTAAACAAAAGCGCGAATACATTCTTAATCCAGCAGGTAAACAGCATT
GGTCCCCAAAACCTTGAAATATGAATATAAATTTTTTTGCTCTAAAAATAAATATATATT
TGAA
>CL8523Contig1
CTGAGGGTCACATGGTCTCCTCTGACCCCGCCGGGCTTCCTGCAGACTCGTGCTTCCTCA
TGTGGTTGCGGAAGATGCGGGCGCCGCTCAGGTCCAGGTTGCAGATGCTGCAGAAGTAGG
GCCGCGCCTCCGAGTGCACGTCCACGTGGTAGGTGAGCTCCAGGGCGCGGCTGAAGCTCC
TGCTGCACAGCGGACACTGGTACCGGACCCCGGAGTGGGTCAGCAGGTGGCTCTTCAGCA
CCGAGCGCTGCTTGAAGCTCTTCTTGCAGACGTGGCAGCAGAAGGGGCGCTGCGTCATCG
TGCAGCCGCTGGTGCCGGCGCAGGGCGCTGGAGAAGGTGAAGCTCTTGGCGCACTGGGGG
CAGGTGAAGGGCTTCTCCCCGGTGTGGATCCTCTGGTGCTCCTTCATGTGGACCTGCTGG
ACGAAGCTCTTGCTGCAGGTGGGACACTGGTACGGACGCTCCCCGGAGTGGATCCTCAGG
TGCTTCTGCAGCGCCGACGCTTTGAAGCAGTCCCGCCCACACACCGGGCACAGGTGCTTG
CTCCTCCTCACCGGGCCAGCGCCCGCCGGCGGGTCGGCGCGGCGCTCTGGGTGTCTGAAG
GTCCACTGCTCCTCCTCCCCGTCCGAGTTGATCAAGCCGTTGATGTGGTCGCCATGGTTA
CCGGGCTGGGCTGCTTTAGACGTAGGGGGCTTGGGGGCGGAGTCCTNCCTGGGGGGCCAC
AGCCTCCACCTGCTCCTCCTNCCCCGAGGGCCTTCTC
>CL8524Contig1
GAGGAGCGCGCCGTGGAGCGGGCGAAGGCGGCGGAGCTGCGGGTGGCAGGCCTGGAGCAG
CGGGTGTCAGAGCTGTCAGAGCTGCTCGGGTCCTGCGAAAAGGCGAGGCAGCGGGACCAG
CACGCCGCGCAGAGACTCCGGGACCGGATCCTGCAGCTGGATACCGAGAACAAGACGCTG
GGCGCCATCCTCACCATCCTGCACTTCAGTCCGCAGGAGAAGAGCGATGTCCTGAAGCTG
CAGGGGCCTGCCTGGTGGGGCCCCGCCCACAAGAAGTGAGACCGCCATTGTCAACCGTCT
ATTTGAATTAAAGTATTTTTCTGCTCAAAAAAAAAA
>CL8525Contig1
TTTTTTCAGTTAACATCTCATTTAATTCTCTAAATGGTTCACCATAGAATTCATTGAAGA
GGCAAAATATGTTCCTTACATTTTAATCAAATTCTTCTTTATTTTACAAAATCACACATT
TAAAATAAACATCAAGACACAAAAAGCAGCAGCCTTTCATTTCAATGTTTACTTTTACAT
TGTTTTTGGGTCAGATGGGTTGATCAATTTCTAAATGGGATGTAATTTTCCACAGCTGTC
TGAATTCTCTCCTGCAGGGAACTTCTGACATTAGAGGCCCACTCCACATAACTGTCAGTC
ACTGGCTGGATGTGATCTTCATAATAAGCACCAGCGAAGCCAAGTGCCGTCTCCCCAAGA



CCCTGAAATTTAGCCTTGGCTTGCCTGGCTCTTTCTGCCAGCCTCCTTAGTATTCCTGGA
GAGTCAGGTTGTTCTGTTGGAGTCTGGGCCAAAGCTGGCATGCATGCTTGCATTAGGATT
ATAACAAGTGCCAACACCTTAAAGTCCATAACTTTTCCTTAGAGTGAAAGTACTCCTGAA
GGGTTTCATTCATGGCCTTTGTGCCTGAGCTGCTGACCTCTGTTG
>CL8526Contig1
TCGGCACGAGGTGACAGTAAAATTCAGAAGTATTCTCCAACGGAGTCGGCCAAGGTGTAC
GACAAGGCAGTGAACAGAAAAAGCAACGTCCACTTCCACCCAAGGCAGACCATCGACTTC
ATCTCCAACAACATGGCTCACGCGACACTGACGGAGGATGTGAAAAGACGGATAGTAAAG
CAGTACCTTGATTTCAAAATGCTGATGGAACACCTGGATCCAGATGAAGAGGATGAGGAG
GGGGAAGCATCTGCAAGCGCCAACATCAGAAACAAAGCCATAAATGCGCTATTGGGAGGC
AGCGGACCCATGTCAGGTCCCAGTCCACGCAATCAGGCGGGACCAGAAACGGACGACGAC
GACNGTGATGGTGAAGAAAGAACCCCCGGGTCATCACGAAAGCCGAGGAGAGCGGGGGAT
TCTTCCGATCCTGGTCGTATGAGTGAGATCCTTGATGTTATGGATGTCATTGCCCTTTGG
TGCCCCAAATACAAGGACCGACCGCAGATAGCTCGAGTTGTCCAGAAGACTTCCAATGGA
TATACCATCCACCTGGATGGCGGGCTCCTACTCAAGGCCTTGGGCGGAGGCCAAGAAACG
GGATGGCCGCAAAGTGGTGCCTTGGGTGGACACTATTAAAGAGTCGGACATCATTTACAA
GAAGATTGCCTTGACCAGCAACCACAAACTGAGCAACAAAGTAGTACAGACTTTACGCTC
ACTATATGCAGCACGGGAAGGAGGGACTAGCTAATGGCTCCTACTATTTTTTTTGTTTGT
TTTGTTTTGTTTTTGGGAGAGGGGATTGTTTCCCCTCACTCCATTTATACTTCCATCTGT
TCCCCTCTTCCCCTGCTTCTCCTTCCAAACCACCAACCAACAGCCAAACTTCACTGGATT
CCTACCAGACCTCTCCTTCATTTTTTGTAAGAGAACACAAGAGGGCAAGAATATTTGACA
CTACATTCTTTTACATGGGTTATTCTTGCAAAAATGAAACAAAACATAAGACTCGTACCA
GAGGGACTGCTCATGTTTGCGTACATGTTCAGAAGGATCGAATCCTGAAGGCATTAAAGG
AATAATTCTCGCCAGTTATTCCTTCAAAGGCTATCAGTAACGAAACGTGGAGGGAAATGT
TTTGTCAACATTGTTGTGGGAGCTCCTTCGCTGTTGTGCAGCAGATTCTAGTCGCTCATT
TCTACTCCCACTGTATCATAGTTTAACACAACAAAAAACTAAAA
>CL8527Contig1
CATAACATAATCAAAGCCCCTTTTGTGTACATTTATATTTACATATATTTTATTTTCGGT
TAGAAATGGGGTTGATGACGATTTTGAAGAAGATGAAGCAAAAAGAGCGCGAGGTTAGAC
TCCTGATGCTGTATCCTTCTTGTAACGGTTTAGCTGGGCTACACTACAGTGAGTTAGCCT
TTCCTAGCCAAACGGATGTTTTCTGTTTACAAACCACGATACATGTAATGTAATTAAGTT
TAAACAAACGCATGACGGGCTAACACATTAAACTAATAATGTTGCATTATCGGAGCTTTG
CTGTACTAGTTATTGTCATTAATGGGGGCGTGCAGAGGTCTGGACAACGCTGGAAAAACC
ACCATTCTGAAGAAATTTAACGGTGAAGACGTCAGCACCATCTCCCCCACCCTGGGCTTT
AACATCAAGACTCTGGAGCACAGGGGGTTTAAATTGAACATCTGGGATGTGGGCGGTCAG
AAGTCACTGCGCTCCTACTGGAGGAACTATTTTGAGAGCACGGATGGGCTGGTGTGGGTG
GTGGACAGCGCAGACAGACTCCGACTAGACGATTGCAAGCAGGAGCTGAGAACCCTCCTG
CTGGAGGAGAGGTTAGCAGGAGCCACGTTGCTGGTGTTTACAAATAAACAAGACTTACCC
GGTGCTTTATCTAAAGAAGCGATACGAGAGGTAAGCCTCTAAGGTCTTCATTGAGCGTTA
ATGTTTTGGATTTGACCACCTGATGTTCTCCTGCAGGCACTGGCCCTGGATGAGATCAAA
ACCCACCACTGGTGCGTCATTGGCTGCAGTGCAATAACAGGAGAAAACCTTCTGGCTGGG
GTGGACTGGCTGGTAGACGACATCGCTGCACGGATCTTCACTAAAGACTGAAACCAGATC
AGAGCTGTTTTTAGGAGTTTT
>CL8528Contig1
CGCCATAACCGATCCAGCACTTGCCAATGGGATCGTTGCTGCCCAGCTNGTNGTAGTCGT
AGACTGTGATGAGAACCTGCACTTTCTGGATCTGGGAGAAGGGAATTTCAAAGCTGAAGC
TCTCGTTGAAATAAGGATTCAGGGTGTTTTGTTTGACGGATGTCTTCTTTTTCTTGAGTC
TCTNGCCGTTGTGCTGCAGCACCACCTTCACAAAAGGATCTGACAGTCCTCCTACGTCCA
TCTTTTTCAGATTCTTGGCTTCCATTATGTTGACCGTTAGCTTGCCAGCCGTGGGGACAT
AACGCAGGGAAATGCAGATATCACCCAATTTCTCTTGCTCTTCTTTTTCTCCTCCAACCA
GATCCTTCCATTCATGTATTGGTTGTCCGAGGTCAATACTGTTCATTGGGATCTTGATTT
CACCAATGACGTCATGTTTGCCAAAACGATCAAAGTCAAAAACCTGCAGCACCAGAGTCT
GACCCCCCAACTCACTGTAGGGTATCTTGAAGGTAAACGTCTCATTGAAAACGGGGCACA
GGTTCTTGCGTTGAACTTTTGTCTCAAACTTTTTTTTCTTGTCTGGCAACATGTACACCT
TGACGTAGGGGTCTGAAGTGCCCCCCATGTCCATGGCTGGAAGGTCTTGAGCCTGAAGGA
TGCCCACTATGAGCTGGTTATCAGTGAAGTTATAATCCAGAGAGTACTCCAGTTTTCCTA
AAGACTCCTTCTCCTCCTCCTCTTTCCCTTCCTCTCCTTCCTTTTTCTCCTCTCCTTCTT
CTCCCTCCTTGTCCTTCTTCCTGCGTCCTCGGCCTCCTTTCCTCTCTCTGGTCTTCTTGG
GCTTTTTGCCTTTGTTGACGCACTTCTTGTAGATGCAGAATCCCAGACAGCCGACAAGTG
CGAGGACCACGACCACGATGGCACCCACAGCCCACATGGGCATCTTGAGCTTATGATTTG
GCAGATGTGTGAGCTCATTGAAGAACTTGTTCTTCATGCTGGTGAACTGGTGGTTGGAGT
GGTGGGAGGGAGGTGGAGGCGGACGCTCCTTCTCCTCCTCTGCCGCCCTTGGGAGTCGCA
TCCTTCACCAGTTGTTATAATTCTGCTTCCTTTCTTCTTTCTTCGTCCTTTGTTTTACT
>CL8529Contig1



GACTTTTTAAGCTTTTATTATGATTTTTGGTGAGCTTTGGTGAGCGAAACAAAGCAACAT
CTTTAAAAATGAAAAATAATGAAAACAATCCTTTAAATAAATGTATAACACCAGAGTCAA
ACTGTTCAAATGTGCTTAAATTGATGTCACAATTTTCAGATTTACATACATTTGGAAACT
TTAAGAGGATGTATAAATTAATGAACACATCACACTGCTTTCCTGACATATTTTTAAAGA
AAAGCAGCCGATTGCTTTTATGTGAAAAAAAAAAAAAACTTTAGNNGGGGGGACCCCCCC
AAAACCNCC
>CL8530Contig1
AACACGTAAACCAATGTAGAACATGAACCGTGTGATTATTGTGATGCTTATATACNATAA
ATTAGTGATTCCTGCGTCAATTACGTAATCTGAACGTGATTTGTGCGCCGTATACGTGAT
CTAAAAGTTATACATCGCTGGTTCATGCAGGAAAAGTCTGTTAGACAAACGTAGAACTGT
CGTGGAAAGACACACATTTGTGTTTGTATCTCACAAAAAAATCACACACAATTACATGAG
ATTTACGTAAAGATTGCGTCTAAACGTTGTAAAATACGGCATCATTCTCAACTGACCAAA
ATCTTTTAAAAGCTTGAAACTGAATTCACGTAAAGACCAAAACCCTCCAACAGACATCTG
CGCACATCAACGAATGACGAACGCAGGAAACACGTATGACTGACGTAGATCACATGGATC
ATGAAAGACTGAAATGTAATACGTGGAAAATGTGCAAAATGTTCAAAGTAGCTGCGTGAC
ACGGCCTTAACGTGTCGTCTGTCTTTTCTAGAATATGGTGCTACTGAAAAACCTTTTTAA
CATGAAGGTTCACATCTGTTGGTCCAGTGTTGGATTGTTGTCGTTCAAACAAGCCAACAG
AATCTNTTAGATTTCAATCTAAAAGGAAAAACCCATTTTGATCAGGAAGGGATTTCATCA
TTAAATTCTCATCACCAGCAGTACTTTTATTACCTTCTTCACATAAATCTCAANGTCATA
AAACATAATCTCACACATGTTTGTAGTTTGTGAAACACACTGGTTCATTTTTTCATTTGT
GGTTTTCTTCGGTAGATGTTTTTAGATTTTGTCTGAAAATAAATGTTTNGGCTGTTTTGT
GTGGTTTGATGTAATTAGTTTTCTTTCCTTTCATTGTGATTAATTGTTAAAACTTACACA
ANAACAAA
>CL8531Contig1
TTTATTTATTTTTTTTACNAATTAATGAAAGTTTAGTCTGACAAATGGACAAACTTTTCA
GTAAACAGTTTTAAAGATGTATAATTTAAAGTTAGCTTTGAAAAATGACTTTACAAAAGG
AGAACTCATACAAAATGAAAAATTTCAGGACGGGAAATAAAACATACATTAAACATTAAA
TTCAATAAAATTTGCTTTGATTCTCCTATTTAATTTCACATTTTTTAATTTAGTTATCTT
TAGTTGTTTTATAGTTTGTTGAATTTAAAGTATTTTTGCAAGTGTCTTAAAATTTTCGCA
GAGAAGAAGTGCAAATAATTTTAGGACCTGTCTGCATAAAACAATGTGCACAATTGCTCA
CTACAGACCTTATGTAACCTTTCTGCATCAGAAAAAAAGTGTCACTGGTACAAATGCAAC
AAATGCAAAGCATCTGGATGATGCTTCACACCAAGAGTCCCCTTAAAATGTGAGTAATGA
TCTGCTTTTTAATGAAAAATGAGCATTTAAATGTATATTTTTACCCAAACAGAAGAGTAA
AAACATTACTGACCACAAAGGATGCATATTTTACAGAAAAAAAAGAAAGCTACATCTTAA
AACAAACAAAATGTACAAAAAAAAGCCCA
>CL8532Contig1
GATCTTGTGCAGTTTTGAACTGGCAGTTCATGTGATGTCATCATGAGGTTTAGAGGCATG
ACTTTCAGATCACTGATGAGTGTTTGCTCACAAATGTCTGAGTTCCTGCAAAAAAAAACA
ACACAAACCCAAAACAGATTCACATCCAGAACCACAGATTGTTGTTCTACTGCTACAGTT
TCATAAACTGGACCCGGGACGAGCAAATTATGGCCCGGCAGCCATATATATATATTTACA
TACACACACACACACACACACACACATATATATATATATATTTATTTTTATTTTCAGACA
AACATGCGTGTTTTGTGAGGTGGACAGACATTTGTCCCATGATTCCGACACCGCATGAAC
ACAGCATTTCTCTAATTTGCTCTTTTCCCTGAAGGACATCAACACATTGGTGCAATTGAC
ACAAAAATATGAACAAAAGCCAAAGGTTTGAAATAACTCTCCATTACGTTTCATTTTAAA
GGCTTAAATTAAAATCAAAGCATGCTTTACTCCCTAAATTTCTCTGATGAGGTAGATTAC
CAAAGCTCTCAACTTCTGGTAAATTTTACAAACTGCTAGTTTGCCCACCCCTGAACTAGA
CCAATGTCTGGCTGTGCAACAGCTTGCATAGCTATCTATTAGTTGCACTCTTATGTAGTT
TGGGGCAAAACTGTTTTGTTTTTTTTACCTTTTTCACGTTTTAGCTGAACTGTAAAACTA
TCTG
>CL8533Contig1
ATATGTTCANATTTACNTTTTGTAAATGGTGTGTTAATCGGNTGCATTATCNTTTTNTTA
AAAAAAAAAAAAGAATCAAGAAGGTACACTTAATAGGACTCAACCTACTCTACATGTCGC
AGACAAGTAACTTAAGGTTGTTTTGTTTTTTTTGCTTTTTAAGATAAAACAAAGGTAGAA
ACTTTCAAGTGACAAAGAATACAAATCGTTTTTTTGTTCGCTAACAGAACATGTCTGTGG
AAATGTAAAGAAACACTGCTCATCTACATCTACAGATTAGTCTGACTGGTTACAGTTGTG
AGTGAAGACTGGGACTAAAGGTCAAAAACACAAAGACTAAGAAGTGTTCTTTTCATTTTC
TGCAGATTTTGTTCTTTCCTTTGGACCTTTGCTGTCCTTTTTCTCTTCCTTCTTTTCTCT
GCTTTTGCTCCCCTCATGCCGGTCTCTGTCTCGTGTTTTGTCCCTATCCCTGTCCCGGTC
TCTGTCCTTGTCTCTATCTCTATCCCTGTCTCTGTCTTTTTCCCGGTCTCTGTCCTTATC
CCTGTCTCTGTCTTTTTCCCGGTCTCGGTCCTTATCCCTGTCTCTGTCTTTTTCCCGGTC
TCTGTCCTTATCCCTGTCTCTGTCTTTTTCCCGGTCTCGGTCCTTATCCCTGTCTCTGTC
TTTTTCCCGGTCTCGGTCCTTATCCTTGTCTCTGTCTTTTTCCCGGTCTCGGTCCTTATC
CTTGTCTCTGTCTTTCTCCCGGTCTCGGTCCTTATCCCTATCTCTGTCTTTCTCCCGGTC
GCGGTCTCTTTCTTTGTCTCGGTCTCTGTCCCGGTCCTTATCCCGGTCTCTGTCTTTGTC



TCGGTCTCTATCCCTGTCCTTTTCTTTATCACGGTCTCTGTCTTTGTCCCGGTCTTTATC
CTTGTCCTTCTCCTTGTCCCGAGCTCTGTCCTTGTCCCTGTCTCGGTCTCTATCTCTGTC
TCTGTCTTTTCCACGGTCTCTCCCATGATCCCTGTCCCGATCTCGACTTCTCGACCTCTC
TCGTCTTCTGTCTCGTTCCAGGTCTCGGTTCCTTGCCCTATCCCGGTCAGAATCTCTCCG
GTCAGAATCCCGAGTTCTTTCCCTCTCTCTTTCCCGGTCTCTTCTCTTTTCTGACTCCTG
ATCCTTGGGCCGTTCTTCCTCTTCGTCCCTCCCTCTGCTGCGGTCGCTTTCTCTGCCGCG
TTCGTGGTCCCGCTCTCTTTCTCTTCCTCGGTCCCATTCTCGCTCTCGGCTCCAACGCTT
TTCCTGTCCCCGGCCATA
>CL8534Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTGTAAGTAATCTCAGTTTATTCAGAATCCAGCTC
TGAGTCAGAGCAGTTTGGTGTAAAACTACAGGATGGATGGATGATGGATAAATGGAGTAA
AAAGAACGGGGTTCTTTGTTGGCAGATTCCTGCAGCTCTAGACTGGAGCCGATTCCAGAG
CTTTCAAAATGAAATAAAAAATCAATCTTTGACATCAACACCAGAATATAGAACAACGTA
AAAAAAAAAAAAAAAAAAAAGAGTCTGTCGTCCTTTTCTGTCTCTTATTCTTGTGACTCT
GCCATCTTAGCACGATATTTGCCAGTCATCTCTTTGGGTAGTGGGGTTGTGCCAGGACAC
GGCACCTGGCCCTCCACCTCACAGATGCACTCCCTTAGACAGTACTTCTTCGGGCCAAAG
TTTGCCGGGTTGGAGGCCTGCATCCTGGCTTGAGCCTCAGCGTATAACACATCTTCTGAT
TTACCCAAAATCTTCTTTACATGCTGTGAAATTTGCTTGTGATCCCTCCCCTCCACATCC
ACCAGCACCTGCTCCCCATCATCCAGGTAGAACTTCAAAAAAGGCGAGGGCGTCATGTTT
TTGAACATCATTATTTGGACCCAAGGGTTTTTGTACTGAATCTGAGGGACATTGAAGAAC
ACAAACTTTCTTGCTCCTTCGCTGAGCTCTCCTTGTGTGTTATAATTCACCGTCATAATC
TTCACTCTGTTTTTAAAAATAATATCACCTTTCTGGAGGTAATCAAGGGTCCTCCTGATC
GGAAACCTTCCTTTCATAGGCATTTCTGTATACTTGTTTAGCTTTTACAATACGGTCAAT
ACTTTGCTCCCCGGCCATAAGGCCCGG
>CL8535Contig1
TGATCCTGGTACGCAACAAAAAAGCCTTGACGACATTACAGCCTAAGTGCCAAATATTTG
AGTTTTTCCTCCTTTCAGTTTATTTATTTATATCATATTTATCTCACTGCCTGGTGTTCA
ACCAAGCAGACACTTTGAATACAGGTGTATGATAATCTGTGCCAGCACTTAGAATCGAAA
ACGCTCATTAAATTCAATTGTTTGTTTTTGTGTGGAAAAATAATCTTTTCTCTTCATATG
TACACCTGATGACTGCCTTTTTTTAATTTTTATCTATTTTTCAGGTTTAAATTTGAGTTT
TGACTCAGCTCTTATAATTTGACAAATTCCTCTGCACAAGTGTAAAATTTCAATTTGATT
CAACTATGCACATGCGGGAAAGAAAGTCTTCTTGGCCCAATGTTGCTAGACGTGAAGGAG
AATATTTAGGTCATTTGCCATTAAAAGATCTGATAAAATCCATACAGGTACCACAACCTG
ACCTGGAAAATGCGGGTTTGACCCTGACAGACAGTGAGGCTGGTGGTCCTGACAGCATAC
TCACAAATAACCTTAGCGGTAGTCGTAACAATGGTGTACATTTCTGTAACTTAAAGTAGC
ATTTTTTTCTGTTAAACGCGATACAGGGAAATATTATCTTACACTGTCAAATATATCTGT
AAGATCTAACGGAACAATGTATTTTGAAATATCTGCTACAACTTGTAGATTTGCTGCTAT
ACAACGCACTGAGACGGATAACAGAGGGTCCCGGCAAATCCATCACTGCAGTGTGGAACT
GGGTTGGCCAAAAAAAGCAGAGCCAGAACACCCATTTTCCAAACTACTGCTCCCTTCAAC
TCTGCTGCAGGAATCCAGGGACTGTTCCGGCTTTGATTACACAGAAAGAGGAAGTATTTT
GTTAATACTGCAAGTTGTATATTCTTTTGTACAAAGGGATTTTTTGGACATTTTTAGACT
TGTATTAATTTTACTCACTGGAGAAAAACCCCATGTTTTTTTCTTGAATCGTTGTAACCA
CTGTGTTTTCATGCTTTTTGTAAATGATAGGGAGTATGCCAGTTATTTAATAGTTCTCTT
TCATCTCGTGAAATCCTGGTCACAAATAGCTGTTGTAAAGTTAAAAAAAAGAGATATTTA
TAAAGTTTTTGGTGTTTTTTTGAGAAGGCTGAGGAGGGTGGGGGCGGGTAACTTGATGTG
TTAATATGACAAGACTGTATATGTATTTCATTTTCATGGCAGTACTAACAAGCTGTGTTG
TGTGATATAGTGAA
>CL8536Contig1
TTTTTTTTTTAGTGAATAAAGTTTGCTGGAAGAACTTAAAGACTTTGAGAAAATGCATGG
GCTGTTACTCGGTGACAGGAGGAGCGACATTAATCTCCTCTGTGACTCATTTGTATGGAA
AAGCAGCTGGAATGAGGGGAAAGCCAAAGTCATGACGTGACAGACTTGAGCGTGGAGGGA
GGAGCACGAACGCAGGAAGGGACTGGTGGAGCTGGAGGAATTTGAGACAACTGTCGGAGA
AACTTGAAGGGGCAGCAGAAGCTCTATTTTCC
>CL8537Contig1
ACAAATTGCATACTCCGACTTCTATAACTTGAACATACTCGCCTNTTTTTGAGCCAACCG
CACTTATTCTTTTCACAACATCAATGAATGAATTAAAGTGCAAACAAAGTAAACATAAAA
AGAAAACACTGATCTTTTTGAGGCAGATGGGCNTTAAAATTGGGTTATGGTCAGTCTAAT
CCTTACAACCGAAAGATAAGAACTATAAAGTGACAAATGTTTGATACAGACTTTTCTGTT
GTGCTACAACTGAAAGGATTTAAAGTCAAGTGAAATGTAATAAATGCTCTGCTGGAAAAT
GGNTAGTTTCACATATGCTCTGCTGAAAAAGGCACTCAGTGAAGTANAAATGTGAAATTC
NACAATTTA
>CL8538Contig1
ACAGGCTGGAGGTGCAGGCGGACGTGCAGAAGGAGCGCTGTAGTCTCAGTGGGGAGTCTG
GCACAGTCAGCCTGGGAACGGTCAGTGACAGCGCCAGCACCAAAGCCATGGCCGGATCCA



TTCTTAACAGCTACGTGCCTCTTGACAGAGATGGAACCAGCATGGAGGTCCAGGCCGACG
TTGAATCCAAGCCTGGGAAACACCGGCATCACAGTGGCAGCAGTAGCTTTGATGAGGGCA
GCCATGTTGGCCGCTGTGGCTGGACGCGTCCCAACACCTCCTCAGAGGGCAAAGGAACCT
CCTCCAAGTGGTCCAAAGAGGCCTCCTGCTCCTGCTCCTCCAACTCAGGAGGAAAGAAGA
CAAAAGGCAAGCTGCGCAAGAAAGGAGGCAGCAAGATCAAGGAAACCCGGGAGGACATGG
ATGCTCAGCTCCTGGAGCAGCGCAGCACCAACTCCTCAGAGTTCGACTCCCCTTCACTGA
GTGGGAGCCTCCCCTCTGTTGCTGACTCTCACTCTAGTCACTTCTCTGAGTTCAGCTCAT
CTGATCTGGAAAGTGTGAAGACGTCCTGCAGCCACGGCTCCAACGGGGGAGACTGCCACA
TGCGCTTTGCCACCGTCAGCCCCCTGCCAGAGGTGGAGAACGACCGCCTGGAGTCGTGCC
CGGCCTCGTCACCCTCCACCAAAGGACAGGCCGTCGCCGTCACCCCCCACTCGCCCTCCA
CCGCCCCCACCCTTGGTAACGGTGCAGAGCTGCCCGCTCTCTGCTTCATCACAGAAGAGA
ATGTCAGCCTGGTGTGCCCTGCTGAGCTGGACTCTAACAGCAACACCGGAGAGCTGCTGA
AAGAACCAAACAACAACCACCACAAACCACAACAGCCGCTCCAAACCCAGGAGCACCTCC
AGAGCTTCTGTATACAGACGGATATTTAGAGGACCCAAACAAAATAAACATGCTTTCATC
CTCTCTGCTAGGAGCTCCTGCAGTATTTCTGGGTTTCCTGTTGCCATGTGAAAGCAGGAG
CTGCTCTTTCCTCTGACTAACGCTCTGACACCCACTGGCCTCTAACATGTACATCTAAAA
TAAACCACTGGGCCAGTTTGGATAGTATTAGATTTTTGCTTTAAAGGATAAATGCAATAT
TTACAGGAGTCTGAAGAGGCAAAGTCGCGC
>CL8539Contig1
GCCGAAACCTCCGTAACCACGAGTCCGCTCGGCTGGAATGTGAAGATGGAGAGTCGAGAC
TTGGGTTTTGTAAGGATGCTAAAAGTGTGACCAACCAGAGGATCAGGGACGACAGAGACT
CGGATCACCAGTTCAGTGACCAAAGATCTACAGTTCTGGATGATTACTTAGACCTCTCTC
CGCCTCCCCAAACTAATCATCTGAGAGGCAGCAGCAGCAGGGGATCTGACAGGGACTCCC
AGCTGCGGTCAGAAAGTGCGTTTATGGGTGAGAGAAACCAACTTCATTTGCTCTAGTCAT
TTGAAAGGTTTGTGAAGATTATTTTCTGATATTTTGAGGATCCTTAGATGACGTCTCTCC
AGAACCGCACACTCCAAAGCTCGACGAGGTCCATCAGCTGTCAGCCAGAGAGAGAAGGAG
GCTGTCCAAACAGTCCCAGCATGCACCGGAACGAGCCGTCTCCAGGCATCTCAGCGGCCG
TCGGAATGACTGCTCTTCCCACTCAGGCTACAGGCCACAGCGGGAAGCAGAGGAAGGTGG
CGAGTGGAGGATCCGGAACATGACAAGACGTCTGACGGCCTTTAATCGCCCTGGAAATGC
TGATGCTCCAAGTTCAGCAGAAACTCAGATCTCTGGACGCAGCCTGGATCTTCAGACACG
CTGAAACGTCTGGACTGGCCTCAGAAGAGAGACTCTGTCCTCCTGCACCCTGGAGGAGCT
TCACACAAGTCTGTCCTTTTCTACTGGACATGGTTGGTTTTACTTTTGAAGGATGTCTAT
GAATGTTGCGTAAAAAACTAGGGTTTGTACTTTATATAAAGATAAACATCCTAATCTTAT
CCCATAGTGGGAACTATTAGTANGTTTTAATGTTACTTTATTACTACNATTAAATTATAT
TTTTAATAAAGTCTA
>CL8540Contig1
ACCCAAGGCCTGGATTCTGACACCCCTGGTGTAGTGTGTTATGTGATCAGTCAGTTTCCT
CTGAATGACGCTCACGTGGTCTGTTGACCTCATAGACATATATCACTGGACAAAGCGGGT
CTTGCGTCACCCATAAATAATGAATTACTTCCGGCTCAAGTGAAACGAAGCAAATTCAGT
CCTCGATACGGGAAATGTCACTGGGAGCCAGTCGACAGTGATTGGTCCAAGTGAGTCTGA
TGCACATTTCTAGGGGCAACCGCCGTTGCCAATCAGGAGTCAGCTTGTTCGAAGTTCACA
CACCTTCCACTGAAAAGCGGCTCGGGAGAACCTGTCAATTAAAATGTTCAAGTTGGGGGC
CACCGGGCACAACATTTTACTGAGGTATCTGATTGGTCAGTTTTATAACTTCCATCCATC
CATCCGTCCATCTTCCTCCGATTATCCGGGACCGGGTCACGGGGGCAACAGTCTAAGCAA
AGATGCCCAGACTTCCTTCACCCCGGCCACTTCCTCTAGCTCCTCTGGGGGTATCCCGAG
ACATTCCCAGACCAGCCGAGAGACATAGTCTCTCCAGCGTGTCCTGGGTCTTCCCCGGGG
CCTCCGCCCAGTGGGACGCGTCCAGTAGGCATGGACTAGACGCCCGAGGCACCTCAACTG
GCTCCTTTCGATGTGGAGGAGAAGAGGTTCTACTCCGAGCTCTCCGAAAGGTGGCCGAGC
TCCTCCCCCTTTCTCTAAGGGAGTGCCCTGCCACCCTACGGAGGAACCTCATTTCAACCC
CTTGTATTCTCGGGACCTCGTTCTTTCGGTCATGACCCAGAGCTCATGACCATAGGTGAG
TATTGGAACAAAGATCGACCGGTAAATTGAGAGCTTTGCTTTTTGGCTCAGCTCTCTCTT
CACCACAACGAACTGATACAGCGACCGCA
>CL8541Contig1
CACGAGGGCGCCACATGCGGGTCCACACTGGCGAGAAACCGTACCAGTGCCCATCGTGCA
GCTACGCCTGCGGGAACCTTGCCAACTTGCGGCGCCACGAGCGCATCCACTCGGGCGCCA
AGCCCTTCCACTGCAGCATCTGCGGCTACTCGTGCAACCAGAGCATGAACCTGAAACGCC
ACATGCTGAGGCACACAGGCGAGAAGCCGTATGCCTGCGGCGAGTGCGGCTACACGACGG
GCCACTGGGACAACTACAAGCGGCACCAGAGGAAACACGGACACAACACGGACAGCTGGG
ACAAGCACGCCCCCATTAACGGGCTTAGCTGGGACAAGAGGGCGCCGGACAGCCAAAGTC
AGGGACTGGAACACACATAGATGCTCCGCAGGCGTGTGTGTGTTGAACAAAAACTCAGGT
GCCTTTGATGGACTTTACTGCTGCACTGACTTTACAGAGGGGCCTTTGTTTTTGTCGAAA
GTTTACAAAGGTTNTCNCCTNTCATCATTGATAATTTCAGNTAAAAAAGTTTATTTTNTC
AANAGATGATCAANATATTTTTGACTGGAATTCAGTTTTTTTTTTTTAACTTTTGGTTGA
ACAGAAGTGAGACCTCCCATTTTTAGTTTTGAGGTTTCTGCAGCCTCCAGCTGACAAAGA



CGCTTAACTAATAATAAATATAAGCATGCAGAAAAAGTCGTAAAGAGTCATTTTTAAAAG
GTTTTTTGTATTCCCACTGCAAATTTTTGGCGTGAAAAAAATGGGATTGAAAAAGTAAAA
AATTGGTGACAGCCAATAAACAGCTAAATGTTTTTGAGCGGCTACCTC
>CL8543Contig1
TCGCCCCAGCTTGGCTGCAAACATGGAGAGAATCCCCGTCCCGCTTCCAACATCCAGCAC
GATTTTGTCCTTAAAGACGTGCTTGTTGTGGTACATGGAGTTCCTGTAGGTCAGCGTCCT
TACCTCATCCTTCAGCATTTCCTCGTGGATCCCGAAGTGGGCGTAAGAGTCAAAGTAGTA
ATCCCGTGACGTCATCTCCTCCGGGGTGAGAAACTTGGCCATTTTGCCCCGCCCCGGGCA
GCTGGGGAGGCCGGCGGCACGGGGAGTGTGCGGTGGACGGGTGAGCGCAGGCGCGTGCTG
CACAGAAGGCACGGGTTTGGGCAGCGAGGTGGGCTGCGCCGACTGAGAAGGGACTATGCG
ACGCCGGATCGGAGTGAAGAAAGGAGTGAGCTGCCAGTCCGTCCGTCTGTCCTTGCGCCC
GCCCGCCGCGAGGCTCGCGCGCGCGCCCCAAAGCGCGCAGCCCTGCAGGTAGAGACGAAG
ACTTGTGCGCGGAAACGGAGCTTCAGGTCACGAGAGCAGAGCCACCACTGCTGCCACGAG
ACGCGACGGGTGGCATGCTGCAAAAGTTTGCAGCCCGTCGGTTTGCCGTGATGCGGAGCG
CAAACGCAAAGGGCATCTTCATCCTGGGGTCAGGTGAGGACACACGGAACACCTCGGCTC
ATGAGGAGAAGGCGCAGACGGAGATCAGCCAAAAAAAACGAATTCNCCGCGCGCAGCACG
GATTCCCGTGAACTCAGGGCTTCAGATT
>CL8544Contig1
CGGCACGAGGAGACACAAAACAAAGCATCACACCATCCCAAAAAAGTAAAACTATGGTAA
ACAACCACCAAATTGCATTTAAAACGCTATTAAAGCCATGAAAAGAGATATGATTACGGT
ACTCACAGCCAGTCAGATTGTGTTCAACTAATAAAAAAAAATTGTCAACCACCTCTTGAC
AAAAATTCAAAGACACAAATTCAAACATAAAAAAAAAAACCTTTAAAAATCCTTCTAGAC
ATTTCTGTTGCTTTTTTTCCCTTTTGGTATTAACTTTACATTCTCCTTTTTGGGGTTTAT
TGCTTCAAAAAGTATGTATACTAGAAATACTTCACTTCAATCTGTGTCTGTGATGCAAAA
AGGGCTTCCGAAAGTCTTTTAACACCACGAACTTAAAAACGATATCAAAAGCTGAATTTA
AAATTGTAAATTCGAGATCAGCCACAGAAGTGAAAATAGAAACAGGAAATTAAAGCATTT
TGGTCAGAAATACAACACTGTGCATCACCGGTACTTTCGAGGTCTAAATAAGTGCATATT
TTCTCAATTTTATAAATATATCTGAATGTACAGGAAAATATGTAGGGGTTTTTGTTTTTA
TGCATGTTGTCCAAACCCTCAGCTAAGCAGCGGCCTGTCTTCCTGATCTTCCTCTGCATT
CGTTGCCTCTCCTGAGGTGAAAGTCTCTGGTCTTCCGATCTCAGTGGAAACATCTGTTCC
AATCAGAGCAACCACCCTGAAAACATGGAGAAGTTGCATTTTAGGAACATGACAAAAGAG
G
>CL8545Contig1
GAGGGCTGCTCGGCCTGCTGGTTCTGGGCCTGTGGAAGCTGGGTTTCTTCAAGAGACAAA
GAAGACAAGAGGAAGAGGAGCAGCCTGCAGCCAGCTGGAAGTCAGCCCCGCAGCTATAGA
TGGGGAGACATCGCCATTGTTGGGATGCTCTGCGGCCAAATGTAGACTTGAATGCATCAG
AAGTCTGAACAGCTCAACTGCAGGACTGAAGTGGACACATCTGCCTGCAGACTGATGACG
AAGGGTTCTTCTGACCCAGGAAGCCATTCAGCTCTGGATTATGAAACAAACTCATGAAAC
CAGTGAAATGCAGCTTATTTAAGAGGGTCTGGGATCTGTGTTTGGAAACAGAAATGCTAC
TCTACAATGAAACTCCTTTTTGTGTATTTGATTTTCTGCTCTCCGTTTGCTCAAACACAA
GCTCCAGACTTTCTGCAGTGACGAGCCGAAGTCTTTTGAATCGACTCTAACTCAAACAGG
TCATGACTTACCGTGTTAAACAGGTTTCTGTAGAAAGATGCAACATTGAGTCCATTTAGT
CAATTTACTGAAGCTGATCCAACAATTACTGCCTAAGAAATGCTTACTCAGCTGTTTCAA
TGTGAACTTTAAATGTATCAACAATTCTTTTCACTGACAACATTTTGACTGTGTTCNGGA
GGCAAATGTGGCTTTTGAAATGAATTGGCTGTAGGACTCTTCAAAAATGAGATGTTGGGG
ACCACACAAGACCAGACGCAGCCTTGACTAAGGCCGGCGTGTATTTACGGCTGATCTGCA
CTACTGTTGGTTCATTTACATTTCTACTTGAGCTGCGTGTGAAGGAAGCTAAAGTAATGT
CAATATTCAGAACAGAGAGGGAAGTGAACCTCTGTCTCCTCTCTCTACCTGCAGCATCTG
CCGATTTTTGTCAAAAAGAGTCAAATGGGGAGAGAAAATGGACTCACTGGATTTGTGTGT
GCGTAATATTTCATTTGTAACTCTTAAAAT
>CL8547Contig1
AATGATGTGGATCCAGCTCAGTTGTGTCCACAGTACTGGCCAGAAAATGGAGTTCACCGT
CACGGACCTATCCAGGTGGAGTTTGTCTCTGCAGACTTAGAGGAGGACATTATCAGTAGA
ATATTCCGGATCTACAATGCAGCTAGGCCTCAGGATGGCTACCGGATGGTGCAGCAGTTC
CAGTTTCTGGGGTGGCCCATGTACAGAGACACCCCCATGTCCAAACGCTCCTTCCTGAAA
CTCATTCGACAAGTGGACAAGTGGCAGGAGGAGTATGATGGGGGAGAGGGTCGCACTGTG
GTGCACTGCCTAAATGGAGGCGGTCGCAGCGGGACCTTCTGTGCCATCAGCATTGTGTGT
GAAATGCTGCAGCACCAGCGCTCTGTAGATGTTTTCCATGCTGTCAAAACACTGAGGAAC
AACAAACCTAACATGGTGGACCTACTGGACCAATACAAGTTTTGCTACGAAGTAGCGCTG
GAGTATTTGAATTCTGGCTAGTGTGGACCTGCAGAAAAGACCACATTGAGGATATTCAAG
ATTATTTCCTCTTAAGTTTGAGGATTCGGATTCACAAGTTTCTACTGCAAGTTTGGTGCA
ACTGGGGTGTGGTACATAACCCTAACCCCTAAACCTGCATAAAAGAGCTCCTTTCCTACT
CCATGGTACAAACTGGAAAGTTAAGATCTTTTTTTCATGTAACAGCCTGTTTCTGTTTCT
CCTGGGAAGGGTAGCCAGCAGAATCACAAAGCAGTATTTACGTATTCCAGGAATATATCT



TGTGCTCTATAGATTCCTGTCTTTTTTTCTCATCTCACGTAAATTGTTGTCCTGTGCTAA
ATGCCTTGTACTTTATTAGTCAGCAAACATTAAACACTCTTCATCTTTCAATAGATTGAA
ACCTTTTTACAAAACATCAAAAATTTTCTAGTTTGATATCAGATTTTATTGCGCCTGGCA
CTCTGTGTTTTGTAGGAAATGTAAGCATTAATGTCTGATATGAGTTTAGCTTTCAGAGAC
TCCCTTCATTTGGGGACAGTTAGCTTACAGTATTTTGTGTACAGAGATCCAAAGCTTTAT
TTGCCCCTCCATTGAATTAGTGTTGTGCATATTGTAAATATGCCTGTAAATTATTTATTT
GCTCTCTCTGTGATTTTACTGTGACAATCATATGCTCTATGGTTTTTGAATGAACTTTTT
ATTT
>CL8548Contig1
GTATGAACCAACCGCATGAGAGCAGACACAATATTACAATCAGCCTTGATGTTTTATTTA
TTTAATTCACAGATTCATTTACAGGAAAATAAACACACACAACAATAAATTAACTTATTT
GAAGTTCTAGTAGAGTTTGAGGCTTGACATGACCCTGGAGAAACGTGCTGCAAGCGCTTT
ATAAAAACTTTATGAGTCTCGCAACAAAGCAGAACACGTCACAAAAAAAACCAAACACAA
ATATGCTCACAAAACTCCCTCTCACTACACAACGGAAGATTTAGGTCTAAATCTTAACAC
AACTTTGAGTTTATACACATTTCTATAAATGCTTCTTGAGAATCCAACAAAACACCCACT
GGTCATCATGGAGGTGGACCCCTGGATACTGGACAGCAGAACAGCGTGGACATTAAAGCA
CCGCCATCCAGAAAAATACTTTCCATCCATCAGGTAACAGAGAGTTCAAGTTCATGAGAT
ACCCGACTGAACCACAAGATCTCCACTCACTAAAAAAGCTCAGGAGGTGTGACGAGCTCA
AAGAGGACTCCACACATGTGTATTCTCCTGTTATGTACACCAACACTGTTGAACCACCTT
CTCCACTTTCTCTTCTTTAGGGTTTTCCGATGGTTCTCGATTCAAAACAGAAAAGTCACA
GAGCAGACGAGAAGCCCCGTGTCACAGGCTGCACGGAATCTTTATCAGAGTTTTTTGTCA
CCACAAAGCCTCCTAGTGATGCAATCTATTTATAACTGTATTAAAAAAGAGAGTGAAAAT
GCTTTCAGAGCCATTTCACAAAGATGCAGATGATGTAAAACCTGCAGTGAATCTGAGTTT
AAAACCATCGGCCTGGACACAAACAGTCAGAAACTGGAAAAAAACAACAACCTGCATTTG
AGTTTCTGCAAGAATTTCAAATGTGCATTTTTTTTTTAATTCAAGCTTATTCTTTCTTTC
AAAAAAAAAAAAACGGTCCGCGGCCG
>CL8549Contig1
GAGGAATTCGGACGAGGGCGGCGGGCCTTCGCCGATAAGGAGCTGGAGAACATTATGCTG
GAGCGCGAGTACAAAGAGCGGGAGCTGCTGGAGAACAACGCGGCGCCGCCGGGCCCGCTG
CTGTTTCCCAGCGGCATGGTCCACCACGCCGCTGAGTACAACTCCTACAAGTCGGCGTAC
TCCCCGGCAGCTCCGGTGGAGCCGCAGCCCAAAGAGCTGTGCGGTTTCCTGGGTCCAAAC
TGCCTGGATTTCTCCATGCAGTACCCTGCCGGCTCAGCCAACGTGGAGCTCATCTCCTCC
AACGTCAACGTCACCACGTACCGCCACTACCCGCTGCAGCCGCCACGCGGCAGCTTCATG
ATGTGGCCCCGCGGGGCGGCCAACCTGGGCGACGCTCTGCTGTACCAGCAGTGTCTGTTC
AACGCCACGGCGGTGCAGAACATGAAGCCCGGCGCCGTGTGGGAACCTAAACAGATGCCG
GCTGAGAGCCAGGCGCCGGAGCAGGAGCTTACCGCCAAGCTGGAAGGGTCCAGAGTCGCT
>CL8550Contig1
TTTTTTTTTTAGCTTTTTTAGTTTTATTCTTGTTAATACAAATATTCAGACAAGTAGTTT
TCACCTTTACTTTTAAAGCAATGCTACTATTGAGTACAATTTTTGGACACGACTTCCCTC
TGGGCACGTGTTTATGTACATGCATACGTGTTAGCCTGTGTGCACCTATATGTGTCTGCA
CATTAGCCTGTCTGCGTGCAACCGTGTGTCCACACTAGTCCGTGTGCACAGGTGAGCATC
TGTCCGTGTGCACTTGTCTCTGCATGTAACCCCGTTTGCTTGTGCATGAGTGTGCTTGAG
TATGTCAATGTAGATGCTCTTCAATGCAGCTCCCAGCTCCAGTTTGAGGACAGATTATGA
GGAGTCAGCACCTGCAGGCCATGAGAAGCATCAGGAAATATCCCAATTAGATTAAAGAAA
ACTGTAAAGGCAGAATCTAGGTTCTGTCCAGCTGTGGGCCTGAAAAGAGAAAGCAAGTAA
TCCTCCTGAGGGTCGACGACCTGCTCAATGAAACTGACATGCACACACACAGCTTCTCGG
TTAGGTAATGTAAACAAGCAGAACCACATGTGTGAATGACTGAACAGAACACAAAATCTG
GAGAATCTGATAGAGTTAAGATCTTTGGGACTGGAGACCAGCCACACTCCGGTTCATGTT
TTCTGTTTTTAATATTAGTCACAGTAGTGAAACGTTTGTCTTCAGAAATTCAATGTTTCA
ATGAGGAAAAAGTGTTTTGAGCAAAGATTTATTTCATATAATCTCAAATGTAATTGTAAT
TATGAGCAATTTATCTTAGAATTATTTATCATTTTCTTTTAGGTTTACAGGATTTTAGCT
TCATAGTTTAAACTCCATCAGAGTTTAAAG
>CL8551Contig1
TTTTTTTTTTACAACTTCGTGGGTCATAAGCGGCTTNAGCGTCACTTCTNTGGCTGACGG
TAGCTTCAGCTTTAGTTCTTCTTCTCCTTGTTGAAATAGCTGCTAAAAAGAGGCAATAAA
AATAAATACAGAAAAATAAAATGTTTATTATTATAAGCATTTGAAAGAAAAATGTTCTGA
ATACCTTTATTCTCAGCTGCTGCGTCCGTCTCTCTGGCAACAAAGGTGTCCAGACTTTCT
GCAGGTTTTTCTGGTTTAAAACGTTAAAAACCGTAAGACTCAACAATAAGGCATAAAAAA
ATGAAAAAAACAGGAAAAAAAATAAAAATTTGATCAACCAGCTCACTTTGTGGAGGATCA
CCCTGCAGCCACAGTAAATCTGGCCCAATCACATAGTTTCAGACTCGACCCGGTATCCGA
TATTTTTTTTTTATTACTTTGATCGGCGCGGTATATTTCAAGCTTATTCT
>CL8552Contig1
TTTTTTTTTTAGGCAAACTGGAAAGAAGGACTTTAATTTTGGCCATTAAATGCAAAACAA
CAACCAGGCCACACCCCCCACATTTTCTGGATATGTCAGAACGGTGACGCATGAGGTCAG



ATGGTTGTTGTGTCACGATGATGCACAAAAACTCACAGCAGCACTGCCCAATCGAGTCAA
GTATGTATTGGAAAACCCTCGATAAGCCAGCCATGCTGCACAGTCAAACCGGGGAGGCGC
AAACACACTGTGCACAAAAACACAGCCAGTCACTTTGGGAGAGGCTGTACTTTTACAGGA
TGCACATTGTTTTTAAGGGAGAGTGCCTGAAAGCCAGAGGAACGAGGAGCATGATCGAGT
GGAGTCAGGAGATCCTTTGGTCGTCAAGCAAGTTCTGAACTGGAGTCTGGTTCTGGAGGC
TTTCGTTTTTCTCTCTCGAATCTGTAAAGCAAAGAAAAGAATGCAAGAGAGTTTGGAGAT
TGCTCGGCGACGATGATGGAAAGACTTGCAATGATGTTAGGTATCTGAACAGGGACGGAT
GACAGCAGAGTGTGTGGCTTTGGTGTGCGCAGCGATCTCTGCATCACAACATTTTCCTCT
GTGAGCTTCGCTGTTGGAAAAAAAGTAACGACTTCCATGTCATTGGTGCGCATCTGCAGC
ACATGCAAATGGTAAATACTAGCTCAACCCCCCCAAAGTACACAACCACCCTCCAACCCC
ACCTTCATGTGTGGAAGGCACATCCTCCTCCTGGGGAAGTGGGGTCAGGCGGGGCTGGTG
CCGTCCTCACATAGCCCAGGGAGCGCTGTCCTCAGCTCGGGCACGCAGGCAGCCATCGAG
GGGGTCGAGCAGCTCTGANGCTTGCAGCTTCAGACAGAC
>CL8553Contig1
GGATCTGCACTGACTTCTGTGTGAAGGACGCGTGGCTCTCCCTCCTCGCCGGCTAAACCA
GCCACAGCTGATCCGAGAACGTCAGAACCGAGGATGTGTGTGGGAACGCAGCTCGGCGTG
GGCCGGCTTCACCATGACGCTCCGTTCACCATCCAGACTCGTGCGTTCACATCCCAACGG
AAACAGATGTTCTAAACCAAACGAAATAATAACTGAACTGTTTTCCAGACCTGAAATGTT
TTCTGATTAANATATATTCATCAACTGTCTTGTTTCTTCCTCAGTTTAAAATTGAAGATA
TGGTGAAAATTTCACCGAATATCTGCTGATATTTAAGCACGAAAGCATTTATTTAAAGAT
TTAAAACTTCTTTGATCGGCCCAGATGTGAATTCTCAACCAAACGAACGTTTTTGGTGAA
GTGGCAAAGGAAACATAACCGTGCAGGTAAAGTTCCATCTTCGCTCCTAAAAAGAAGAAA
CTAAAGGAAGAAACATATCTAATGATGAGAAAAATCAAATAGAAATGTTTGTGTAAAATT
CTAAAGTCATCTTTTTAGACCAACTTCAAATTTGTGATTTTAAAACTCAATGTTAAATGT
AAACAATAAGTGTTGAGTTACAGACTGTACACTGTCAAATGATTTAATGATTAAAAACGG
CACAGATCTTCTATATTTTAGTCTTTTTTGTTGTTGTTTTTAGGCAAACTTGAAGCACTA
AAGGAAAACGAGTCCACACTTTGGACATGCTTCTGTAAACTCAGTCTAGCAAAAACAGGT
CTGTTCAAGTGGACGACAACAACAGTCTGTAGAAATCAGGACGTTTACATTTTTACCCAA
ATTACCAAGAATTTCATTTTTGAAGACTAGAAATAAATGAAAAAAACATGAAATCTGGCT
TCATATCAAATGTTTTTCTCTATTTAATGCTCATTGTAAATTTCTACATTTAAACCAGGA
AAAGAACTTGAGCAGTTGTCTTATTCAGAAGTGCAGAACGATGGTTTTGAAGGAACAAAC
CTGTTTGTTTTATTTACAGTCAACATTTTAGAAATGAGCCAGAATGTGTCACAGAAGGGT
TGACAACGTATCATGACAGAATTTAGCCAATCACAATCAAGGAATCCTACACACCTTTTT
GTGATGACGGCGACCTGTGAGCCAGACTTTGGAGCAACGCCTGGTNTATAGTGT
>CL8554Contig1
ACGCTCTGCTCCTCACTGACCTCATGAAGGAGGTGGGCGTGGCCCAGGAGGCGGAGCTCG
GTGCACTGCAGGCTGCCACCAGCATGGTGAAGTTCCAGCTCCGGCATGGCAACGACCTGC
TGGCGATGGACGCCATCCGGGACTGTGACGTGAACCTGAAGGAGCAGGGTCAGCTGATCC
GCCAGGATGAGTTCATTGTCTGGAGCGGCCGGAGGAAATGCCAGCGTCACGTCTTCCTCT
TCCAGGAACTCGTCCTCTTCAGCAAACTCAGGAAGGTGGAGGGGGGGCTGGACGTCTTCA
TCTACAAGCAGTCCTACAAGACTGCAGATATCGGGCTGACCGAGTCGACGGGGGACAGCG
GTCTGAGGTTCGAGATCTGGTTCAGGAGGAGGACGTCCAAGAACCAGACCTTCATCTTTC
AGGCGCCCTCGGCGGAGGTCAAGCGAGCGTGGACGGGCGACATCGCCCGGATCCTGTGGA
CCCAAGCGACCCGCAACAAAGAGATGCGTTTGAAGGAGATGGTGTCCATGGGGGTGGGGA
GCAAACCGTTCCTGGACATCCAGCCGAGCGACGCGGCCATCAGCAACCGCGCCGTTCACA
TCATGAAGACCAGAGGAGCCAGAACGCGAGCGTCCATCGCTGTCTCCGCCTTTGACCACT
CCCACCCATTTCAGAGGGGCGCCGTGACCCCAGAGGGCCCGGCTTCAGGACCATCTTTCT
TCTAGTCTGCTGGGGCCACTGAATCTGCACATGTATGGACATGACACACACCTGTGCAGT
GAATCCCTCCCGCCTCCCGACTCCTCTTTCAGCTCCTGCATAGAGGAAGACGAGCAGGAA
CATGAAACAAGCAGCCAGCCCTCCATGACCACGGAGAGCTCCGGTTCGTCCTCCCGCTGC
CTGTCTGGCTCCACGGGCTCCGACAGCGGCTGCGTCTCCTCACACCTGCAGGAGGCGCTG
CCTGGTGACACCAACCCCATCCAGGCCCTTTCCTCCCCCTCCTCCTCAAACAAGCCACAC
CTCAACTACCTTACAGCTGATGCTGCTGCCGTGGTCGGCCCGGCCACAACCCTCTGACCG
TTAGTGCTGTGAGTGTGGCGGCGTTTGCGTGCAGACGCAGACTCTGTGGCTGTTGGCGTG
TCTGCAGGTTCCTCTGGATGTTGGATGTTCGTGCTGTAAATACCTTGCTGGTTTCCTCTC
AGCTGGTTCGGCTCGAGTCTCGGATCGTCCGGACCGACC
>CL8555Contig1
TTTTTTTTTTTGGTTTTAAACATGACATTTTATTAAATATTCATACAAAACCAAAGTAAT
TGTCTAATCAGGTGTTTTCCATGGGAAACGTTCAAAATAAATAGTTTTTAAAAAAATTTG
TGTCCACGACCTAACAACAAAGTGAAAAAGCAACTCCTACATCTATCAGTCAGAACCATC
TATTGTTTTCACGAGTCAGTGATTCACTGCTTTACAACATTACTTAGTCTGACAAAGGTA
TGGCTCTAAATCCCATGAAAGAGGAGGTCGTATTTTGGGATATTTCGAGGGTCAATAGGA
CTACGGACAATCATTTTTCCTCGCATGGCTCCTCTGTAGATGACCTCAATCAAATCCTTA
AAGTCCTGCTTGGTTTTGAAGCTGCCGACAAACTTGGTGTGATCTGGTGAGCCATAGTCA



ACTTTCATGTGCTGCCCGTTGAAAAAGAAAACAGTTGAAGGAATGTAACTAATGTCGAAA
TATCTTGTGTATATCAGCGCTTTGTCTACATCTATTATATAAATGGAAGCCATGTTGCTC
AAGTCGTGGGCAGTTTTCGATAAAATCTCATCCAGCTGCAAACAAACCGAGTCTTCGTCT
CTCCCAAATCGCAGAACAACGACTTTTTCAGCCACCCCTTTGATAACATCATCAATGTCC
TTTTTGGTTGTTAATTTAGGCAAAAACAAACTCATTTTGCGTGCTGATGTGTTAGCTTCG
TCGCGAAAAGTTAGCGGAAATTACATCATCCCCCGGCCATA
>CL8556Contig1
ATAAATAATGCAGACCAAAAACCTTTTATGTGTCTAATAAATAAGGAAAAAGAAGCAAAA
CTAATCAGAAATACAAATAGAAAGGGTGCTTTGTCCCATTTCCAGAGACAAATTTCAAAG
TTAAAGAGGGGAAATTCCTTTTTTTTCTTCTTAATAAAGTTGCAGATTGCCCTGACAATT
TAAAAAAAAGGGAATAAAGAAAGAAGAAGTAACACTGGTGGAATACTTTAAAACAATGCA
ACATGGCATTTTAAAAATGACACACAATGGAGGGACGAACACAATCCTTCATTCTCTTCA
GTGGCAGTTTGTTGGGCCGCTTAAGCAGAAAGACAAGAGTTCTTACACAGCCGGGTGCCA
TACATTAAATGCAACATACACTTTAAAATATCAGTATTCTAAGCAGTCCGCTAAACAACA
GCTGCAGCGGAGAGGGAAGCCCTCGTTTCAACTACGTAAAGCTGAACTAAGGAGTTACTT
TAAGCCGATCTAGAAATCATAGGCTGAAGCCGAGAAGCGATGAAAGCACTTGACGTCAGT
GCAACACGGTTTGGCTCCATGAGTCCATGATGCAATAAGTTAGTGTTTAAAGCAAGAAGG
CATTCCTTTGCATTTTAAGGATATTACTTAACATGAAAAGGCAAGAACAGGTGTTATAGT
ACATGTAAGTTCCTTGAGAAGAGGAGAAATTTGTATAAAAAAGTAAATGACGCCCCCAAA
AAACAAATATTTCATATCATTCGGTCCACGCAAACAGTTTTTCTTTTTTTAAACCGGCTC
TGTTCATATTAACTTGGGTTAGAAAAAAAAAAGATTCTAAATTATAAAAGTAAGATAAAA
GGAAACGAAACAGGGATAAGTAAACAAGCATTTGTATTTACA
>CL8557Contig1
AAGAGAAAAAGGTGGGAGACACGTGAAGTGAAGCTATCAAACTGCGGGAATCCCCGTCAC
TCTCTCCGGATCGTCACGTGGAGAGTGCAAAAACGGGGGGATCAATCACACGGCATGAAC
CTGCGGTCCTTCAGGCAGTCAGGGACAGAGCAGAAGCAGCAGAGCTACTCCGCCATGTTT
CTGTTGTAGTCGTAGGATAGTCGTCGTTTGCCGCTCAGAGCATGCTGATTGGATGATGGG
AGGCCAGGGGAGAGGCGACGATTAGTAGTCCAGGGGGCGGTTTGTACTTCAGTGTCCGTC
TCCTGGAGATGCAAAGTCTTGAGCAGCAGCTGACGAGACACACTGCTGCCTCTCTTGTAT
CTCTGGCCAATCATTTTGTTCAAGTCATGGAAGCTTTCCAGCAAACTCTGATCTTGGTTG
GCTTTGCCTCTGAGGAGCTGGGTCAGGGTGGGGATGGTGCTGAGGTCGCAGAGGTCACTC
CTGGGCGGCGCGGGGAAAGCTACAGCAAAAACAGATGCCACATTGTGATTGGTTGACAGC
CTGTCTTTCCTGGTTTCCACAGCACTGGTGGGCCACCATTGGCGCTCCCCAACACCTGTG
TCCAATCTCTGTAGAGGGAAGGCTGCCCAGGAGGCCTCAGACTGCTGAGAGGAGGGATCT
TCTCCTACCGGTGTGGAGAGGCTCGACCCGCAGCCGCTCTCTGCGCTCTCACCAGGCGAC
GAGGCACACATGTTAACCCCCTCGCTCCAAGCTGGCGCCTCCTCCGCCTGCATAAACACC
CCAAACTCCTCCTCCTCCTCTGTCCTCTGTTCCTCTGCAGCCACCTTAGAGATCCTCTCC
TC
>CL8558Contig1
TCGGCACGAGGAAAACGGCTGGCAGCAGCGCTCCCCAAGCAGCCCTGTGGCATCAGACAC
TGAGGAAACTAAAACTGAAGTGATGGTTATCACTGATGATGAAGAGGAGAAACCACTGAA
AGTAGTTCAAGAATCGTCCGGACAGGATATGATTCTTACCTCAGAAAAAAGCCAACCTGA
TGAGGAATCAAATCCAGAAGAGATTGAAGCAGACAGGGAGTCGCCTCCACCGCCAAAGCG
CAGCCGACTTACCGGCGGAAGCAAAAGAGTGACGTTCAACCCCAACGTGCAGCATAAAGT
CCTGCAGTCGCGCAGCAAAGCGGTGAAGCCCGTGACCCTGAAGGAGGCGGCTGAGGTTGT
AGTCCGTTACCTGGACCCCTTGTACACTCAGGGAAAGTTTGCCACCAAGGAGCTATTCAA
GGCGTTTGCTCGCTACTTGTCGCACCTTCTTGCAGAAAAAGTGGGAAAGGATCAAGTTAA
AGCTGAGGCCAAGAAGCTCATCAAGACCTATTTCAGCAAAGTCCAGCGATGTGAGAATGA
GGCGGACTGGGAGCTTCTAAAAGCACCGCACAGCAGGAAATCCACAGAAAACAAAAAATA
AAGGAAGCTAAAGAATGAGGCTCCAGCTCTCTGAGGCGGTATCTGGGACCTTTTACACAC
TGGACACGCCGGCCAAAAATAAAACGAGAAGCAATGATTCATCAAAAAGCAAACCGTGCA
TTTGGCTCGCTCTAATGACAGTGCTAGAGAATAATTTTTCTCAAGTTTACATCAATTGAT
CTCATTTCTATTCAGATCTTTGTTTAAAAGCATTTTTTTGAACATCTCCTTCAAAATAAA
AGCCCAAACCCTGGGATCTTTATTACAAAATAAATATCTAATTGGTAGTAAATGAAGTTA
AACATGTACTAAATATCAGTTTTAAAGCAGGCAATTCTGTATTTGCGCCCTCTCATCTGT
AAAAGTTGCTGCTACATGTTTTGTTTGCTGAAAATGTGAAAACAATTGTGTGATATGTAC
TTACGTTTTTTCTTAATTTAAGCATCTTACTTTAAACGTATGAAAGAATCCTTAAGGAAT
AAATGGTTTTCTTTATTTCTTTATATTTTNGTAGGTGTAGTGCCTATGAGGATTGTGAAA
CGTCACTTTTCTCAAAGTCAGGAAGAAATCCAAAGATTGTCACAGAGGCCTGACTGTACT
GTGGTCAAGCTTGACTGTTTGTGTAACAATAAATGCAATAAA
>CL8559Contig1
GCCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGAGGTGATTTGGACGGGATG
GAGAGCTGTGCTGGAACCAAACTGAACAAGCACACAGCTTTTAGCTACAGGAGTTTTGAG
AGTCCGTCTGAGTTTACTGATGAATCGCCGTCAAATGACAGTAAACAGGATTTGAAGCGC



AAATATGATCCCATCCAGTTGAAAGACATGTCCTCTGGAAGCTCAGAGATGTCGGACCAA
AGCTTCTCCAAGCTCAAAGAGACAGACGAGATTCATCTGGATGCAAGCTTGGTCACGATA
AAAGGCGTGCTATCGGATCACGACCGCTGCACCGTGCTCAGTGAAGGAGTGCTCCGCGAT
GGTGGGTCCAGTGTAGATGCAGCCATCGCCGGTGCCCTTTGCTTGGGCATTGTTCATCAG
CATGTGTCCAGTGTAGGGGGAGGGGGGGTGATGTTGGTTCATGACATCAAAAGAAATGAA
ACCAGGGTGATAAATTTTCAAGGATCTGCACCTGAATTATTAAGAGAAGAGATGCTGCAA
AATCCTTCAGAGATGAAGGCAGGTCTCCTTGTGGGAGTGCCGGGAATGCTAATGGGGTTT
CACC
>CL8560Contig1
CTAACTTGAAAATGAAATTGACAAACACAACTCATAAAAAGACGNGCTATTTAAGAAANG
CCCACTAGGGGTCATTGGGGCAACAAAAATAGCTGAACTTGGAAAAACGCCNCAGGAATT
TCNCCTTTTTTCNGCATTTTACAACAATTTCAAATCCNCAGGCTTCCTTACTTTGATCAC
AAGTTTTATATGCATCTTCTTAAGTTTGANAAGCAATCCANATGNGCTCAAAGGCTACNC
ACCNGGCCCATAGCTGCAATATGNGCAGCAAAAAAAAAAAGGGAAGGGGTNCANCTAAAN
CCNANTTNNCANCCCNGACNNGCAAATTTTANGANCNCTTCNCAAACCCCNAG
>CL8561Contig1
ANGCNAAAAAAAAAAAAAAACAATCAGGTGACATCATAGTACTGTCTATGTAAGGCACTA
AATTCTACAGGTGATGCAGAACCACCATATGTGATCACAGATTTGAAAAGTTCTTCCCAT
TTTCACTTGAAGTTTAAGGAGTTTTGCAAGAAAATATAGACTTCATCTTCTTTCAACACA
AATTTTGATTATTCCAGTTTGCTGTGCTGCATAAATACAAACGTGTTCCTAAAAAATAGT
TTTAAAAATGTGGGTTTGTGTGTGGGGTAAAATAAATCCTAGTATATATATATATTTTTT
TATTTTACATATAATTACAGCCATCAATGCTCAAACATTCACAGGAATCGGGCCTCTGCC
GCCCTTTTTTTAACATGAAATGCAAGAAATGTTTCCAGCAAGGTGAGATTTTGTACTTGA
GGAGCACAACATGCTACTGTCCATACAAAAACAGAATGCACAAGATAGAGTGTAAATCAG
AAAGCTGTGATGCAGAAATCTTAAATATGCACCTCCACGATTCACTTCAGTCCAAAATCG
GCACAAAACCTAAAAGGCCAGCCTGTTTGCACGACGTGTGCCCCGACCTACAGAGGCTCC
TTCAGCGTNCCGGGGGTTGTAAAGGCAGCGCNGGAGTTACTGACACGTGTNGTAGATGCG
GATCTTCAGGTTGATTTCGTTGAGGATTTCTCGCATTTTTCCCTCCAAGCCGTCCAGCTG
TCGAGCTTTTCCCTCCAGCTTCCTCTGGTTCTCCTCGTAGCTTAACTCCAGCTCTGCAAG
TCTCTTCAGCTTGTCTTGAGCGTCTTTCAGTAAATCGTTTGCCTCCTCTCGGAAAGTCTC
CGCCTTTTCCTTGGCCTCCTGCACCGCCTTGGCTTTGGTGTCCACCCGCTGCTGCACCTC
GTTGTATTTGTCTGTCAGCTGGCCGTCTAGAATCTGCTTGGCTTCGTTCGCCTTGTCCCG
AGCCATGGTGGCCGTCTCTTCGGCGCGGGCCGCTGCCATGTTGTTTTCCGCACATTTTGT
CTTCAGGATGTTGATTTCCCGTCCCAGAGTGCCGAGGCGGTCCANGGCGTCGTTCAGNC
>CL8562Contig1
CATTGTTTTATGGATGAACCTTTTAGAGTGTTAGTATTTCTTTGTTTGTCCTGAAATGTT
CCAATCAGTTCAGATTTCATGATTGATGGGAAATCAGCTGGGCTGTGTGAAAATAGTGCT
CCATGTTGTGCTGTGAACCCCACCCCACTTCCTCTAAAACCTGCAGGACAAAGAAAGAAA
GAAGCCAACGTTGTCATGGTGCTTCAGCAGTAGCAGCTTCTGCTNCCTGGAGGTAATGAA
TTGAGAGGAGGATTGTTCCCGGTAGACCTCCCGT
>CL8563Contig1
TTTTTTTTTTAAAGTTTAAAGTTTTATTTATTTTTGCTTATTCTTACATTTTTAGTTAAT
TGCTGCTTCTCAAACAAACAAACAAACAAAAAACAAAATTATCAAATTACGTCTTGAAGC
CTATATGAAAATTGTTCTTGGGTTTTCCTAATATGGCACCTTTTGCAGTTAATACAATTA
TTTTGGATTAGTGGCCTTTATTCATATTAATTTAACATTAGGAATGTTACTTGAAAGTTT
TAGTTAATTATTTCAGTCTTCTTCAGCTGCCGGCATTCACACGTGCATTTTGCAGGAAAT
G
>CL8564Contig1
TTTTTTTTTTGAGTGACGTTTTTTATTGTTGGGATGAAATGAGTGTAAACGGTTTTCACA
GGTCACTACACCACAGCCACAGAGATACACCTATGTTACAGTCTTTACGGGTTTGTCGGG
TCAGACGCTCCTCCTCCGTTCTGCGTTGGAGTCCGTCCGGGTTTGAGGTTCAGAGTCTGT
TGGCGCTCAGCGCGCCGCCATGCGGGTCATGCCGGGGTTGACGAAGGAGAAGTTCCTGAA
CATGGTCTGGTCCACGCTGTTGATGAGCGTGCGGTCGGCGCAGGAAAGCCGCGGCTTCTC
GTTGATG
>CL8565Contig1
TGNAACNTCNCNATGGCTTGNGCAATTACTTTCATAGNTTACGTTCAAAACCGTTGTTTG
GGGCNTTTTTAGNGNTGCNTTGNGNCAAAGNCTTAACNAAAACTGNTGNGNTGAACTAAA
TTACAAATATGTTCTTTAATAAACTGCTTCCNACTTTTTTTTTTCTTTTTACATCAGGAG
CTCGTCGAAGCAAATACTAGGGACAACTAGACATCTGCAGAGGTACAACACTAATTCTGA
GCAAACAAAAAAGAAAAAGGCAACACCTTCAAAGAAAACTTCCGTAGCTGACTTTAAATC
TGTTAATATGCAAATGTGTGACATATTTTGGAGGATCCCTCTGGGTGAAGTTGGGGAAAG
TTGTTTTTTTTTTTTAAAAAGAAAGGAAAATGGGATTCCATGAGAAGTATTTCTCTCACA
TTTGCACAGATCAGGAGTAAACAATCCACATAATCCGACACAGACCTGAAAGTCTGTGAA
ATGATTTTAAAACACACTGGAGCCTCGCCAGTCGACGTTGTCCTCCTACAAAGACCGGCT



TCGTCTCTGCAGCAGCGACATTTCCATGACAGATTGACTTCGGTACGTTATTAAAGCGGC
GGCCACCCAGTGTCTTAATGTGCTTCTCAGGTAAGACCGTCCACACTTCACCGTTTGTCC
GTTTCTTCAAATGTCGCCATTTAGTTGGTTGTCTTTGGGTCCTTTTGCTACTGAAGAAAC
AGTATACTGAAAGCCATGATGACACAGCAGCACGCCACCCAGGGACTCTTCCGCTCACCT
ATTCTGGCACATTTCCAGAAAATTCCTAGAAGTCCGGTCTTATTTCTGTCGAGCAGGCTG
GGGGCCAGCGCTCTGAGGTAGGCACATGTGCAGATCAGGAGCAGAATCACAGTGAGCAGT
GACTGGAAGTTGAAAATGGCAGACATTTTTGATGAGATTCAAAGCCACATCAAACTTCCT
GCTCTCTGTGTTTTACGTAACGTAGCTTCCCCCGGCCATAAGGCCCGGGTTT
>CL8566Contig1
TTTTATTTAATTTGTTATCTAAAACAAGACTTTTTTAAGGCACATCGAACAAATCCTTTA
CTCTTTACATGTAACCTGTTTTTCCTTGAGATCTTCTATGTGATCATCTGAACTGATGAG
TTCTCCGCATTGTTTACTCAAGATCCCCTTGTAGACTTCAAAGTGATGGTTCAAATCTCT
CTGCGTGTGGATTTTAAATCGGGTCCCGAGTGCACCGTCCACTGAGGTGGTCCCGTANAA
NACTCGACCAATCCNCGAGTGGACCAGCGCCATGGCGCACATGACACAAGGTTCTCTGGT
AACATAAAGGTCATACCCCGTACAGATGTAAGGTTCAGCTGCCCCTTCCGACTGATTTGA
CATTTCTTGATTTTTGGCAGCTTTTGGGAAACTGAACTGGCATGCAGTGTAACGGTCAAA
GCAGTAGTTTCCGCCACCCTGACTCCTAGCCACNAGGTCAATGCANACCATGACAGCGTG
GTGTAAGGGGTGGTCCCGTCTGCAGTCATGGCCGACTGCTATGATGCGGTCTACTTCAGG
GTCAACCACGACCGCCCCAACAGCCTCCATCCCCNACTCTTTAGCGGCTTGTGCAGCGGT
TAGAGCAGATGTCATGTATGTGTGCATTTTGGCTTTTTCTTTGGTACTGAAGAGCTCACC
TCTCAA
>CL8567Contig1
ATATCTTTACACACCAAAGCATAGGTTATACTGATAATGTCCTGTTTCTTTTGTTATTTT
GTGAGAACTATACACTTGTCAGATTATTTACATTTCTGGTCCATTACTTTTGTTTTTTTA
ATCAATTTAAAAAAAAAAAGAGAAAGAAAGACTTAAGTATAAAANGNAATAGTATCTTAT
TTTTGCAATAGTAAAACAAAACACTCANATAGGTTGAANGGAAAGATTTCANACAGNCNC
CTGTAACACAGGCCACCAGCATCAATTTAGNGNGTTACGGAGACNGTTAAAACAAAGCGC
TAAAANGTTTTTCTGCCGTTTTCCATCCNGTTCTTCCAAATTAGGAATAAGTCTTGAGGA
ATTAGAACGTCAGCTGTCGACCGTAAGCTTTATAGCTTCNCCATTCCTCATCCCACCTTC
ATGAGGAGNGCAACAACTTTTATTTCAAACATTCTGGNGTTGAGACNCATGAAAATAAGG
NGAGAAAATACNCCTTGTAAGGATTTCTACCACATGTAACCATCCCCAACCTCCAAAACC
ATTTTTAATTTCAGTTAAACAAAATGATTGGTTCAGTAACCCAAGGTCCAACTCTCAAGT
GACTGTTATACATCTTCACCAGGATTCCATTGTTTTTTGGGGGGGGCTTTGGTGTAGAAA
GCAGCACAGATGCAGTTCCTCTGGTCATCTCGCCTACTCAGCCTCAGTTTCAGGTCAAGG
CTGGAGCTGCAGCCTCATGCAGCAATCCCGCCGG
>CL8568Contig1
CACGAGGGTGCGTTTGGCGGCTTTGGTCGTCACTTCCAGCTGATGCGCTGAAGAACGACA
GCATGGACTTGTTGTTCAGCCGCTTGGCCGCCTTCTCCCCGTCCTCTTCATCGTCATCCC
TGAGGACGGAATCAACAAGGTCATCAGTCACACGGAGATACTGGCCGCACTGACGACGGG
GAAGAGGGAGTCGGCTTTTGGTCTAACGGTGACCTCAATACCAGGAAACCGCTGTGAAAG
TTTCTCCTCGTACTTCTCTGCCGGACCAACTGTGTCCACGTAGATCTGCAGACCGGACAA
GACAGAGGAGGGGTGGAGCAAGTGAGGGTGGAGAAGAAGAAGAGTGACTGGAAGCACATC
TACCACAAAATAAGTGACAATGTCGCAAAAGAAAAAAACCAAACCTGACAAAAACACAAA
GCGTAAGTGCTTTAAAGTGGGGCTGGGTTGATAAAATCGAGATAAATAAATTAATAATTG
ATCCCTAAACGTAGAAATCGATCTTTTATGCCTTTCCTTTAGTGAAAACCCATAGTCTGC
TTGCTTGATGCTAACATATGATGGAATTTCCCATAGGACAGCTAATAGCTAACAGCTGTA
TAAACTCACAGGCAGGAATTTTTCAAACTCTTTAAACTTAAACCTTTTTTAAGTAACTAT
TTGCGGTCTAATGCAGTTTTTTGCTGCAATTTTCAAAAATAAAGTGTAACGGTGGCGAAA
CGGAAACACCCTCCAGAAGAGGCAGAACATTCATTTTTGCAATGAGCCAATTTAGGGCCT
TTACAAGGTTATTGATCTGCATATTTTTGTTGAAGCTTATCCTGTTTACAATTTTACAGT
ATGTGAACTATGTCAGATTGATATGAATATCTTCAAAACATATACAGATTATTGTTGTAT
AGCCCTACTTTAAACACAGACTCCGATGAAAATGGTGTTCTTTACATGTTCTTGTAGCAT
TTTTTTCTGACGAGGACATGTATAAAGAAATTTGAGCTCCAGATTGTTCTTCTGTATCTA
AATTGTTGTGAATTAGGACCAGAAAAAAAAAAG
>CL8569Contig1
TTNAAAAAAAAAAAAAGGAATACACGCTTTACACTTTAGCACTAAGCTGCTACATCTGGG
CCAAATCTGTCAATGCACAACCACACACCACACATGTTTGGGACAAGGCATCTGGGAAGG
CAGGGGAACACGTTTATGTGCACTTCTTCATGCAGATCAGCAGTTCCAGACGTAAAGCGA
TGCGAGTGTGCCATCCCAGAGGAAGGATGCGGATGTAACGTGCCACTATGGGAGGCCGCA
GGAGGTTCTGGACAGATGCTGAGCGGTCAGAGTTTCCAAAAAACACCCTGTTGTTTCCAG
TTTGGTCTTTGTAATAGATCCAGTTGAGTTTTTCATCCGTGCGGTACTGAACACTGTACT
TAGTGACCCACTCCTCTGCATCACAGCGGCCCTGACTGAGGATTCCCGACACCACCATCA
CCTCCTTCAGGTCTATTTGCAGCCACTGACTGGTGTCCTGAAACTTGGACAACCAGGCAC
ATCCAAAGCCCTGACTGTTCAGCCTAGCTCTGCTTGGAAGCCATGAGGAGAACCAGCCGG



TGTACTGGTCCTGATTGGAGCAGGTGATCTGGTCTGGACTCACGGATCCAGCCTCAAATC
CAAGTGGTTTATGGTAAGGACATTCTGGCATGCAGTCCACTCCCTTCACCATTGAGCCTG
AGCCGATGTAGGAGAACTCTGTTGGGGCTTCTCCCCCTTCACATTCACATTTGCAGGAGT
TCCTACTCCGACCTTCAGAAATCCCAACCTCTTGAGCATGAATCGTGACAAACACAGCAG
TTCCAAGGAGAAGCAGAGCCAGCAGGAAGCGT
>CL8570Contig1
AAGCTTTTCAGAGCCGCCAAAGCGGCGCTAGCTTTTGCTACCTTTTTATTGGGGCCTGCC
CCACGAAACTTCTGCCCATCCACCTCCACCTCCATCACAAAGCGTTTGTCGTGGCTTCCT
CCGCTCTCAGAGATGAGCTCGTATTTGAGGCCTCGCCTTTTCTCGTTTAACTCCATGACA
GGATTCTTCCCGCTTGCTGTCAGTATGGGACCCTGAGTTCGTACCTCCAGTGTATTGGAG
CCATCCAGAGAATGCGTTGGGTTATTGCTCGTGTGTGAAGACGAATCGCTCTTCCCTTCA
CCGTCAGACTTCTCATCAGAACTCATGGGGTCCAGATCTGAGTCAAATCCTGTCGGGTAT
CCCATCGCCTGAAGAACCTTGACAGCTACGTGAAGCTTGGCGGTCTTTTTGGAGGATCCA
GATGCTTCGTAATTGCTTCCATCCACGTCCACGGACATGGTGAAGACGGGGGCATGAACT
GGCCCCGACTGGGACAGCAGGCGATACTGCAGACCCGGCCGGATTTGGTTCAAGCGCATC
AGAGCGTTCATAGGCTGGTTGGAGTCGATGGCTTTACTGTCGAGAACTTTTCTGAGGTTT
CTTTTCATTTTTCTTGATGAGGTCTTTGTCATCCATGGCTCCCTCCTCATAAGGCCTCTT
CATCCCCNAACCTTCTTTATCA
>CL8571Contig1
AAACCAGGGAAAAGGAATCGATCCGCCATCCGGACTCTCAGCAACCAACGCAGCCTCTCA
GGGACCCGCATCCCACCCCTCCTAGAACTTCACAGGAGCCACACCAAAACTCTCACGGAG
TGATTCCTCCCGAATCAAAGCCTTTCGTAGCTAGTAAACCTAAACCTCACACCCCCAGTC
TTCCAAGGTAAGCCACATCCACCAGCTCTCCCCTCCTTCAGAGAAGCAGATGCACCAGGG
GGTAGAGCCCCGGCTGTCGTGATGTTGAGGATAGACATCAGGCTCGCTCTGAGCAGAGGA
GACATTTGTCTAATTGGGTTTTGCTTTGACCAANAAAAAAA
>CL8572Contig1
GCAGGATGAGAGGACTAACATTGTTCTGTCTGTTTGGATGCGTTCTGACAGCAGCTGGAG
CTGCAGTCATTCTATCTGGGCAATAGAAAAAATGTCACATCAAACATGGTGCAGAACCGT
TACGGGACTTTCTTCAACTCCTCAGAGGTTTTAACTGAAAATACGCCTAACATCACATCA
ACACCAGAAACAAAAGTGGACAAAAATCAGTTGGTCTACCTTGACAGTGGGGTGGGTTTC
CCGCCCCCACCACCAAAGGAGGACCAGAAGAAAAAGTGAAGTCGGTCCGGAGAAGCTCAG
CAGACGGAGAAAACTTTGAAAGACGGAAGCTGCTGCTGTTTCAGCCTTTAAATAAAGATA
ATTCTGATCTCGTGCAAAAAAAAAA
>CL8573Contig1
TTTTTTTTTTCTGATGTGGAGAGAAAGACCCCCAAAAAGGGCGTCATTATCAGCCATTTG
GGAGGTTTCAAGCAGCTGCAACAGGTTTTTCTTATTGATCACATTTGAGCTTTAAGCAGA
TTCAGATTCTTCCAACGGAGATGAAATGATGAACACATGACGGATCTCCAACACAAGGAG
TCCTGGAAGGTTGGGAGGCAATATTTGAAGTCTGAACAAGGCGTGGGGCAGTTCAGGGGC
TGTTTGGGTAAATCCTTACAGAGCCAGAGGGGCAAAAGCAAAAGGAAAAAAAACCTGATG
TTAAACCTAATAAAAAGTCCAGATCACATTCCAACTGGGACAATAAGTTAGCTCACTAAT
GAGGAAAATCTCTGATAATTAGTGTTTACATTTTAATAAAAAGATTTCTTTTTTCAATAA
AGTCAAAAATGCTTCAAAGATGAGGTTTTAACTTTTGAGCATCACAAACGACCATAGAAT
ACTAAAACCTTTAAATCTGATCTGTTACAATCTTCATTTTTATGCTGGAAGTTGAAAATA
TTTTAATTCCTTTCAGGCTGAAAGTCTTTATTTTGGGGGCAAAAATAACTGCAGCTGTTT
TCGCCTTCTGTGTTTGAAGGTTTAGGTTGAGATTTGAGGTAACCATCATCCAGCATTCAA
A
>CL8574Contig1
TTGAATGTCACAATTATTACAAAAGAGGAGAAACTGAAGCTCAGTCTGCTCGGCTACAAC
AATGGTTCACGAAACCAACATCTGGAGTTTCAGAGTGCCGATGGTGTCCGGTTCCAACTG
AAAGTCCTCAATGGTACTGGAGATGCTCCTGTCATTCAGACAGAAGCTTTCAAAGTGACT
CTGAAACAGTTGCAGGTGGATTGCCGTATAGACTTGAATTCTCTCAAGAACCTGTCTAAG
GTCCACACGGTCCAGGGCTGTCCCTCCCAGTCCAATAACATTTTAGGCAACATTCAAGAC
AACACCTTAATCGGTGGGTGGAAGGATGACATCTTGGAGGGAGGAGAGGGAGATGACACT
CTGATTGGAGGAATCGGAGCCGACATCTTGGTAGGCGGGGCGGGTGACGACACCCTTTAT
GGGGATGATGGAAATGACACACTGCTGGGAGACTCTGGCTGGGACGTCTTCATTCCTGGT
TCGGGGGCTGATCTGGTGGACGGAGGTTCTGGTAGAGACATAGTCCTGTACCGAGGTGAT
CCCCAGAGGCATGAGGGCGTTTATGTCAACCTGCTTAGTGGTCAAGGCCAATACGCCGAT
GCTGAGGGGGATGTGTTAAAGGATGTGGAAACTGTGATTGGCACAATCTACTCTGACATC
CTGGTGTCCGGTTATGAAAGTTCACTTCTCAAAGGCTCAGATGGAAATGACCTGTTGGTG
TCCACCGGTGATGATTACCTAGTCGGAGGTGAAGGAAATGATATCTACCTGCTGGCTTTC
AACAGCGGGACCACCACCATTGACAACTGCGCGAAGGACAATGCCACAGATGTTTTACAC
TTTAATTCACTGACCTTGCCGTCCTTCGACTGCCAGCTCCTGTCTGATCGGGTCGTCCTG
ACCTTCTTTGGATCTGGCCAAACTAAAGTGAAGGTTGGCCTGAGAGGCTGGGTCAGAGAC
GATGATGAGTGTGGTCATCTGATGGTAGTGTCCACAGGAGTGGAGGTTTCTGTGGACAGA



CTCCTCCAGGAGTGTGAGCGCCAGCAGAAGATGTCCTTCTCTTGGAATGTGATATCAATT
TTTGCTTTAATTTGCATTGGTTTTCTGTCATACATTTTATTTTGAAACAGGTTTGTGTGA
TTTTCTGTTTTGTTTCTTGAANCAGGTGTGATAGCTTCATGGATATTGGTGTGTCTAAAT
AAATGTGGCGAA
>CL8575Contig1
CNGCTCTTGGTTTTCTAAATAGCAGACAGTTCTTACACACGTAAGGAAGTGTTGAAATTG
TTGGGACAACAAAAGGCATTTAAAGGTTTGGATGCTAGCATGGGTCCTAACCTTCACTGG
TGCTGTAAGTTCAAGTGCTAAAGTGAATGTGATGGATTTAGAAAGTCAGCCTTCTTAAAA
GAGATTTCATACAGAAGGCTGTATAAAGCCATATTGCAGGGCAATACTTACGGAGTAATG
GCTGTTTTTTTCCCCTAAAGGTCCCATGTGCAAAAACTTGCCGGGTTAAAACCATTTAAG
TTAGAGAAACTGAATTATGACTTTTTAGTCTTCATTCAAGGCTCTTCAAAACCTTGTTTC
TTGTTTAAACTTAAAACTTTCCACCCAAAAAAATATTTTTACCTTCTTTTTCAATTCTAA
ACTACTTAATTTCAGCATTTGTTTTTTTAAAGTAATTCTCATTCCCTGAAAATCTCATTT
CAGTTTTGACAGAGAAAAAGCAGTTTGCATCACAATAGTTTATNTTATCTGTTATANTAA
GCTGTTTTTTNGGAGGGGGGGGGGTCATTTTTCATACTTGAGTATGAAAAAATGAGTAAA
AATGTTTATTTTTGTTTCTTCAAATCTATTGATCCTGTGAAATCTGCCTTAAGTAAAACT
GACATTTCACCTGATTTCCAAATAAAAA
>CL8576Contig1
AGCTGCAGAGTATATTCTGGCAGTAACAGCATAAATAACCCAGGTAACAGGTCTTCCAAA
GACAGTAACTCTTTTTATTAGGATTTATAAGCACTGCTCGACTCACAGATGCATACATTA
AGACTGTGGTGACCCTTTACTGCAGACTGTGCAGACAACACAAAAGAACAGACAGTTTCA
GGTTAATGTAATGGAGGAAACTAGAAGTATAAATTGTTATCAAAATGAACATAATACACT
TTGAGGAGGATAATCAAACGTATCCCAGGACAGAGTGAAGGAGGAACGCTGTAATACTGC
ATTTCAGAGAAAGGCGACATTTGATGCATTTTCCCAAAGGAGCTCGAAAGTTTTGTCTAC
TGTGTCCAGATTCAAGGCACTTCAGTAAATGTGCCTCATTCATGTCCAAATACAAGTCAC
ACAGCTGTTGATTGGTCATATGTTTGGCCACATATGCATGCAACCGGCCTCCTGTACCAG
CAGTCTTTGCAGTACTCCCTGCCACAGTATCTGCACAGAACCATGGGGTTCCTGCTGCAC
GCTTTCCCACAGAAACACACTCCAAGCGGGCAGAAGTCGTGCTGGTCTTGGCATAAGTCT
GCATCCCCGCAGGAGGCAGAGTGGAAGACGTTGCAGCTGCGACACAGAACCTGAGGGTCC
CCTTTGGTGAGGTCACAGCAAGGGTGAAAGCTGATTGGTTTAAGCAGTGGAGCGTCTGGA
TTGTCTCCAGGTGGCGAGTCTGCAGCACTCCCTTCAATGCTCCCGTTAGGCCGTTCAATT
GCATAATCCACATGGTGTTTTCTTTGACACATTTGAAGGTAGTCACAAGAAAAGTTGTGC
AGAGTGTTGCATGTAAAGCACTTCATCAGAACGAGGTCTGGTGAATTCAGACAGCTGCAC
GAACGGTCGGTTTCAGGTTCCCCCTTATCATCTAATGGCATGTTCATCTCAAGTGAGTCC
ATCTTATCAGACTCCTCAAAGGACCATTTGCCTGGACCCTTAGTAGCTGCAGAACCTCTG
AGGGTCTCTAGCTGCAATGTTGGGGTCAAAGATTTTTGAACTGGCCAGGCGGAGGAGGCC
GATGTCTTCATGTCACTCACGTCCACGTCCTTCGTTCCATCAGTATCCTCGTCTCTGTAC
AAATCCTCTTCTAGGTCAGTTTGTTCCACAAGCGGCTGCCCCGGCCATAATGCCCGGGTT
TNACGCC
>CL8577Contig1
CATTTCCCAAATCCTGTTGTATGTCATTTCAATCAAAAGTGTTTTTTTATTGTCAATGGG
AATCCGTTGAACTAAAAAGACAGAAGTTTGGTTTTCTGGTTCTGTTTTGCCATCGGTGGA
TCACGTTTCCACTTACAGCCTTTCAGGTTGAACTGAAATCCTAAACTAGAGTCTGTTCTT
GTTCGTTTACATTTCCTTTTCCTGGTTAATTGTTCTAAAACATTTCTGATGAATCAGGTT
TGTTTGATTTAGTGACACAGCAGTCCGTCAGGGTTTACTGCATTTAAAAATATCAACACA
GTCGTGGCGATCAATACTGTAACCTGTGCAAATCAATGTATTGAGATTCCAAAAAGGATC
AATGATTGGAAATTTTAATAAAGCATTTCAGTAAGGACAAATAAATTGGTGAGCGGAGCT
CCTGATTTGAAGTGGGAGGAGTGGAGAGCAGAGTCACGTCGCACATAATCAAACGTTCTG
TTTTTGCATCACCGTGAAAACGCAGTTCTCTCTGATCATGGCCGCTCTGACTGGAACGTC
TGAAACCTCGATAGCACAGAATCCACCAACCACTCCGTTTGGTCTGTAAGGGAAAACCCG
TCACGTGTGTGCTGTCTGAGTCCCAGAAGCTGGGAGACGGCGCTCGCCTTGCACAGCTGC
TCTGTGGGCATGGAAACCTATTGTACGTGTAAACTGTAGCTGTATTGTATGTTCATGTAA
AGATCTCAGATGTCGTTTGAGAGTTTTCCTCATCTGCTGTGACACATGGTCTTGTGATTT
CACCTTACTCCTAGCACCCCCCCAACCCCACCCCTCACTTGAAACCTTTGGTGGACTTGC
ATCGGCCTCACTCCTATTGTTGTCCTGACCTTTGTTTTAGAAGAGGGCGATGGAACGAGC
ATCGAATCCTTGTGAAACGTGTCAACGCTTTTTTCTTTCCTCTGGACTCTTTGGTCTGTT
TTCCTTTGGAATGGTCACTGCAGCACTTTCTGTAAATGGCCAAAAA
>CL8578Contig1
TGACCAGCAACAACAGCTGACCTCCACGTTTGTCCTCTACCTGGCGCTCCGAACTCGGAC
TCAAGCAATCTAACTTAGGGACTCCATCTCCTCCTCCTCCGAGGAGTCGGTCTCCTCAGA
GAGATCAGTTTGTGAAAACCTGCTAAGTTTGTGATCTAGCAGCAGCGTTTCCTTTCCTAT
GTCGTCCCTCGTGTTTCTTTGTTTTTTTATTTTCAATTGTCTTATCAGTATTTTGTGAAA
TATGGGCCGAAAAGAAAGAAAGAAAGCAAACGTTATCAAAGCTGACCTCATTCTGAAACG
TTGTTTTTTTGTCATTTGCTGCACGCTCCACAGCCACACACCAGTATATTTACCCATACT



GAATACGTCTTGCTGCACATTTTGTGTTTTCTATCTGTTGTTGCTTTTGGAAAACACACA
GTATCCATGACTGCCCATTCAAGTCTTTGATCTCCACAACAAATCCTATTGTGCCTGATA
ATGATTTTAAAAACTCCCTTTCAGTTTATATCACAATGTGCTGTAAAAGAAGTGTCCTCA
ACGTTGACTTAAGGGTCAAGAGTTGAAGAAAGTTCCTTTCAAATGTGTTACTAACCTAAA
ATGAAATGAAAAATGGATTNTAGTAATAATTCTTGCATTAAAACACAATGATTCTTATAC
AATATTATGAAAAAAAAATATGATTAACAATGACCTTAAATGAAAGGTTAAACTTTTTTT
CCCCAAGATATGAATTTATTATTCAATGATAGTTTACAGGATTCTGTATTGACCTTTGTT
AGTAAACCTGCTGTAGTTGAGTCACAACTATTCCAGTCATGACTCTAATGTCTCACTTTT
ATTTCTCATGTCAGNATAAAGAAAATATTGTGTCAAAAAATCAACCGTTGTAACCTGAGA
TGTAAACAGGT
>CL8579Contig1
CGCCCACGTGCCCGAACGGTGTACCAGTGGCACCAGATAGAGCCGGGGATGGTCGTTATG
GTCAATTACAACCCAGATGATCCCAAGGAACGTGGATACTGGTATGATGCGGAGATCCAG
AGGAAGCGGGAGACTCGAACCATACGGGAAGTTTACGCCAAGATCATCCTTGGTGATGCT
GGTGACTCTCTCAATGATTGCCAAATCAAGTTCCTGACGGAGATCTACAAAATTGAGGAA
CCTGGTTGTCTTAGCGACACCCCGGCTGGATCTGAGAGCCCATTAAAAAGATCTAACGGA
CCCGAGTGCAAGCACTGCAAGGATGACCTCAGCAAAAACTGTCGCTGGTGTAACTGCCAC
ATCTGCGGCATCAAGCAGGATCCTGACAAACAGTTGCTGTGTGACGAATGTGACATGGCT
TATCACATCTACTGTCTGGATCCTCCACTGACTTCCATCCCTGAAGACGAGGACTGGTAT
TGTCCAGGTTGTCGTAATGATGCCAGTGAAGTTGTTCTGGCCGGAGAGAAGCTGAAGGAG
AGCAAGAAGAAAGCCAAGATGGCCTCAGCTAGTTCATCTAGCCAAAGAGACTGGGGAAAG
GGAATGGCATGTGTGGGTCGGACAAAGCAGTGCACCATTGTACCATCCAATCACTACGGT
CCGATCCCAGGAGTTCCTGTTGGCTCCCTCTGGAAATTCAGAGTGCAGGTCAGTGAGGCG
GGTGTTCACAGGCCTCATGTGGCTGGAATTCATGGAAGGAGCAATGATGGCGCCTATTCT
TTGGTTCTGGCAGGAGGCTATGAAGATGATGTGGACGATGGAAATGAATTCACTTACACT
GGCTCTGGAGGGCGCGACCTTTCTGGAAACAAGAGAACAGCTGAACAGTCGTGTGATCAA
ACACTCACCCACATGAACCGAGCTCTGGCCCTGAACTGTAACGTCCCCGTTAATGACAAA
CGGGGGGCCGAGTCCAAGAACTGGAAAGAAGGCAAGCCGGTCCGAGTTGTACGGAGCT
>CL8580Contig1
AATGCAGTTCAATTCGTCACAGTTCCACAGCTCTGATGGTAGCAGCTGTGTGGAGGAATG
AAGGCGTTGTGCTGCGTTACACATGAGTGTTAGCTTTATAAGTCTTCACAGCTGCACTTT
AAACAGCTGCATGAAAGGATTGTGTCCAAACGCAAAGAAAATTCTGGAAATGCACTGAAC
GCCTTTTGTGCACTGATGAGACATCGGTTCACTCAAAAGAATTCCATGAAGTGTTTTACA
GGTTTTGTTTAATGTATTCGAGTGAACTGACTGATAAGCACTTTGTTGGCTGCTTAAATA
TGCTTTCCCTAAAGCTATGAAGCATTCAGTTAAGATTCAATAACGCGTTTGTTTATAATG
TAGAATTTAAAGGGCGGTCTGTCAGAAACAAAAAAAAATCAAATACACTGATGTTGCATG
TACAGAAAATACCAACTTAAGCACTTTAATCAAAAGCAGGAGATAAACCTCACAGCGGTC
ATTCATCTTTGCTTATTACTGGCTATTTTACATGGTCAGAAACAGTTTTGAAGGTGGCAT
CTCCTAAAAATTATTTGATTTCTAAATATTTATCATGTTTGACCAAAAGCAGCTCTGTAA
AAAAAGGAATCTGGTGCCATGCCTNATCGGTTATATCAGCAACTTTTGCATCTGTACCTT
TTATTGGCTTTCAAAATGCAAGTTGTTACNGGATACAAGTGATTTTCAGCAGCATGTTGA
CTCCTCTTAATGACACTGAAGTGAGTGTACAGTTAATGTAAAGCCTTCTTACATGCAGTA
CTTGAAAGCAGAGCACACCGGCTCTGCCACCAGCAGTTTTTGTTGATGCAAACATTGCCA
TGAGACTGTATCATGAAGCTTCTTCCTTGTATTTTTACCTTACCAGTCAGTGTATTTTCT
GGTTTCTCACACAGATGGATGGTAAAATCTCAGCAGGTTTCACAGATTTTCTCCTTATGT
TGAATACTTTAGAATTGTGAGCTCTACAAGGCAGATTGTGTCAGATGTTCTCTTTCTATA
GCAGATTCACATGATTGTGTTGACTTACTACACTCTTTATCTCCATCTAGTGCCAAGTTT
GTGATTTCCTACATAGTATTATAAGTCCTTCTTTTTGTATTATGTGCTTGTTATTCCTGT
AAAGAACTGGTGGAGATGTAAATATGCAGACTCG
>CL8581Contig1
AAGGTAACTGCAAGAGACACCTGCACCCCCTTTGAGTCTTTCTACGACCCTTCACGGGCC
AGGACAACCCAAAAACACGCTGCACCCAGATGGGTCAAGTCGTCTAAATCCAGGCCTCTT
TGACTTCCACAGCTCTACGTTTAGAGTCCAGAGCAGAAAAGCATGGATAGATCTCTCCCG
CACGGCAAGGCGGATCCATTTCTATAGGAACTACTTTGCTGTCCTGATTTAAGTGTGTTT
GTTTGCGGGGGTTGCCATGTGTTTCAGCATCTGTAAACGCTGCCGGGAACCCGGCGGCCC
AGGGCGCCTGGGCAGCCATACGAGCGGCCGGGCTGCTGAGTGGGAGAGGTAGCGAAGGGA
GGAGTGGGAGGAAGTGAAGACGGGGAGGCCTGACCTCGCAGATGATTCAGTCAATGGTGT
AATCACAGAGGCTCCTCCGAGCCTCCACTACAAACAGGAGGTTGCAGTTTGTTCGCCGTC
TCTCCTTCTTTTTAAAGCCTTTTTTTTTGTCCGTTTTCTCTGCTGTTTTGTGTAGAACTG
GAGGGTTTCCTGCAATAATAATGACTTTTTTGCTCTTCTGTGCTCTGATCATATGCAAAT
TTGACAATATCACATAATGCACGCTTATTATTTGTGCACTGTAATTAATGTTTGTGCATC
TCCATCATGACATATGGACTTTTTCCCCATAAACCTTTTGTTTCGGAGGATGTTTTTTTT
TAATCCTGGGAGAAATAAGAAATATATGATTGTTTTATTGTGTTTTTATGACCATCCTTC
ATTGTGTTTTATTATCCACAGTATGGTTTCTATGTTGGTAAAAATGAATAATGCAAGCAC



TGTGCAATTTCCCTTTATACGAGAGTGTGTCATTAAGAAATGATTCTGCTGTTCTCTGTG
CATAAAATATGAACTTTTCCGTCAATAAATGGAG
>CL8582Contig1
GACAAACCCTTAGGAGGAGGAAGTTCTCTCGGTGAAACTCGCCTGCACCGAGACTGTGAA
CGTGGGCGACCGATCTGTACTAAAGGAAGATGCAGAGCGCCGAGGCAGCAGCTCATCTAC
GAAGGGGGAGCGGACAGCATGGAACAGGAATGCGTCTGCGCGGAGGCAGGACTGCACGGC
GTGAGCGCCGCTCGCCACCACAGGAGCGGCTGGCAGTGGCAGCAGCGCACCACGCAGCTG
CTGTTGCTGCTGTTGGTGGTGGTGACCCTGCTGCTGCTCCTGTCGGCGGTTCTGGCTCTG
CTGGTCATCTTTGGGCTCGAGAGGGACTGGCGCGCACCCCATGGCAAACAGGACAGGCTG
GTCAGCCTTCCTCCAGACACTGGTGACTGCAAGGAACAAGTGGAAACTTTCAAACCTCTG
AGCCATAATGATGGCAGGACTCCAAGAGCTATGCTGACAGCAGCTTCAGCTAATCAGACC
AGTGGAGATCCCCTAGAATGGGAGACTGAACTTGGAAACGCTTTCCTCGGAGGCTTTAAC
TACTCTGACGGCAATCTGGTGGTGCCAAGAGACGGCTTTTACAGGGTGTTCCTGCAGGTC
GCCTTCGAAATCCCTGATGAGTGTGAAAACCA
>CL8583Contig1
GTAAAGGCCTCATTTTTCTTTTNACATTTATTTNGTGAAAAACCAAGAATTCTGGANCNA
ATTGATAATAATGTGGTCTATGAAAACCCCTCTCTGTCAAACTTCACAGCATTAAAACAG
ACCTGAAACGTCGGAGTGATGGACTGAAACGGCGAAGGACGGTGATGCACCCTGATCAGG
ATGAAGGACAGCTTTTGAGCTTAAAGGTTAAGAAACTAAATCACCATCATTTAAGGTTTT
TCATTTTAACCACAGGTTTTCTGTTCTTGTTTGGAGGCAGAAAGCTGTGGACATTTTGTC
TGAAGGTTGCAGGGCTGCAGGAGTTTCTGGTTNCACCTCAGACACACAGGAGAGGCTGAA
GCCCGATCCGCTAACAGGTANCATGGCGGGAGGNCAGGTGCAGGTCACCTCCATGCCTCC
TTNTGCTCTGACTGGATTTTTGCGAAGCAGCCGGCCTGCAGGAGAACTTGGTTTACTAGG
AATGGACTAAAAAAAAGACTAAGCTGTCTGGAGGACAAAGCACNGACATGGAAGTGTGGA
CCCAACCGGAACACCTGAGCCGGTCGNTCAGGACCAGAGTGATGAAGAGGAAGAGCTGAA
GGCCTCACATCCTTCTGAGAGGAAGCATGAACTGTCAAACATTCAGTCATTTAATAACTA
AAAAGCATTTCACCNTGAAACTCAATTTTTTTATAAATGAATGTGAAATCCATTTTTATT
TCAAAAAATCCCAGAAACCAAAGACGTCAAACTNATNNCACTTCATCACTTCTTCAGTNT
GTCACATGATTTTGCAGTTNTTCTG
>CL8584Contig1
AGGAGAAATGATTATGAATGCAGCTTTTATAGAACATCATGAACCTGTAATGGAGGCTGC
CAGCACGGATGTGCATCATAACACCAAAGACGCTAAAGGGCTTCAAGTTCAGAAACAGCT
TTTAGAACGATTCAATAAAAATTTGCAATGTGTTTTAGGACAACTGTGACTTTTAATTGT
GATTAACTATAGTTTACATCTACACTGCACATTGTCTGTCTTCAAAGGCATTGCGGCAAG
AGGGAGCGAAAAGTTACAACTCACATGAAAGTTTGTTTTCAGGCCGTGTCACACAACCAC
TATGTACGTTTTGCGTATTTTCCACGTATGAAATGTCAGTCTTTCGTGATACGTGCGTGA
TAAACATAATTCATAAGTGTCTCTTGCGTTGGTCATTTGTCGAGGGGCACACATGTCCAT
CCAATTTTTGTTCAATTGAGAATTACGCAGTTTATGCGTATTTTACAAAGTTTATAGGCA
ATTATAATGTAAATCGTACGTAGTTGTGCGTGATTTTTGCAAGATGCATACGCAAATTTG
TGGCTTTCCACGACCGTTTCACGTATGTCTGACTGACTGTTCACACATGTACAAATGGCG
CAATAATCACACACGGTTCATGTTCTACGTCGGCTTACGTGTTCTTTGCGTGGATTTATC
TCTGTGATTTTTAGCGTGGTTCATTCGTGATACATGAGCGAAAATTTCACGTAAAGACCA
CAACTTTTCTTTTTCCACGTATGACCAATTTTCATCCGTGTAATATGCACAAAATGTATG
TAGTGATGCGGCCTTTCTCTACATTTATGGAAGAGATTTTACAAAATACATGTTCTTTAA
AGACAAGTGACTATTTTCTATTATATTAATGTCAAAATATGAACTTTGAGGTTTTTTTCT
TTGTTTTTAAATTTTAAGATTGTAAAGAGTTAGCTGTTTACATAAATATTATTGTACAGT
TTTCATTTCAGCTCGATCTCTTTATTTGTGTGTTTCTAAATTTTTTTTAATGGAGCCATT
AAAGGTTTTAACTGGACTTTTGGTCTTCAAGAGGTGCTATCCTTGACACCACGTCATTTC
TGTTACATT
>CL8585Contig1
CTGCGTAGCTTTCGCTTGTTACTCCTTCAGGTTGCAAAGGCTGCTCCCCCACCGCTGCAG
AGTCAGCCACTTCAGTCTGCTCCTCTGGTGTCTCTTCCTCACCACACGCCCCATTCTGAT
GAGTTTGGGCTCTATCAAAGTAGCCACTCGACAACACTTTGTCCAGAATGTCCTTCAACG
ATTTATATGTAGTTCCGGCCACAGCCTTATCTTTGCCCTCAAGCAAATCCCACAGATGTA
GCATAGCCTCTTCATANAANTCTGTCAACCTGACATCATAGTTTCTTTCGGGTCCAACCA
ATTTGTAAAACTCATCGAGTGAAGTGAGGTCTGCGTCAGTGAGCAGAGCAGATCCAGAGG
TGTCTGGTTTTTTGAGATCCTGTCTCACAGCATCGTCCCCCAACTGGTCCAACAAATACT
GGATTTCCAACACCGTTTTCAACCGCCGCTGCTCCAACTCATCCCGCTGCAACTGCTCAC
GACGCGCAGATTTCTTTACAGCTTTTTGGACCTCTTGACCCAAACTCAAGAAGCTCTTCT
GCAGTTCTCGAGCAAAGTCAAGGTTGTTGGAGATCTCTTGATACTTCGACAAGGCCTCGA
GCTGATCCTGATTCAGTCTTTCTCCCTTGTTCTTTTTTGCCTGATAGTCATCCAGTTTGG
ACTTTTTCTTTTCCATGTTGCGGACCTTCTTGTCAACAATGGTCAGAATTTGCTTCATAG
CCTCCGAGTTATTTCCACCTCCCAGGTCCAGAACAGCAGACTGGGCAGCATTGTTGCCAA
CTGTTACTGAAGGCATCTTTATACTCTTTGTCTTCAAAGAGATTCTTCTCTGTTAGGGTT



CACGTTAGCTCTGCAGCGCTCAGAACACTTAGTATCTTTTACTATAAGTGGTGCTTTTCT
AGGAGGATGCTCAGGCTCAAACCGGCCAACGTTTGCCTAGCTGTTGCTCAGCTAACACAT
TACCCCGGCCATAATGNCCGGGTTTNACGGCCGCAC
>CL8586Contig1
TCGGCACGAGGAATGAAGGTTCGTCCCTGCGTATTATAGGGAAGTTTATGATGCCATCTG
CTGCAGAACCAGTGGGAGAGTGCAGGTTGAAGTTTTTCAGAAGTTACTTCACAGGACCAA
TCTGCCCAAAGAGGCTCTCAACCAGATTGCCGAGCACGTAGAGTCCACACATGGATTCCT
GAGCAAGCTGTCCTTCTACAAAGCTCTCGCCTTGATTGCTCTGGCTCAGCAAGGAAAGCA
GCCCCGCCCCAAACTTTTGGAGAACTGCATACAGGAGCTGCCAAAGCCTCAGCTCGGTGA
CCCCAAAGACCTGAGCGCTCTGAGGATGCAGCCAGCTCAGGAGGATGTGCTGACCATTTC
CCAGACTCTGGACAAACTTTTGGAGAGAGATAAAGTCCAGGTGGAGCTCATACCCGAGAA
GAAGGGCCTTTTCCTCAAACATGTAGAGTATCAGGTCACAAGCCAGCGCTTCAAAATATC
AGTTTACAGACGTTACAGCGACTTTGATGTCTTCCACGAGGTTTTGCTCCAAAGATTTGC
ATACAGGGTGGTGCCAGCACTACCGCCTAAAAGGATGTTAAAGGGAGTCCTGACCTCTGT
CTCTGAGCGGGAGTTCATTGAAGGAAGAAGACGAGCTCTTGGCAGATTTATTAACTTGGT
GGCTTGCCATCCCTTCTT
>CL8587Contig1
CACGAGGCAGAACTAAGTAACTGCTCATGAACGACATGACGGCAGACTGTCTCTCGTTTC
TGGGACTTGACGGTTTTCAGAGAACAGAACGAAGGCAGAGCAGCGGCCGGGAGCCAAAAT
GTGGTGGTTGGAGTCACTCATGTGCGGGGCCATGCTACGACTTCACGCCACTGCGTGCAA
CCACAAGTCAAGCTCGGGACCGTTGGGCTCAAGTTGTCATCAAAGTCCAGAGTCGACAGA
CATGAGCCCAACATACAGGAAATGTTCACAGAGACCATCATTTACTTTGTGAAGGTGGTT
GGTTTCACCTCAAACTGCTGCTTCTGCTGTCAGCTTCTTCCATTCCCGTTCTCTGTTAAC
TCAGCAGATCCTCAGTGACCGACTCAACCCCGCATGGCTGAAGTCTTGTGTTCATAATCA
TTCACAGCTGGGCTTTTTTTTATGCTTCCTTCTGACTCATATTCTTTGAGTGTTTGTCTC
ACAGACGTGATGCAGCTAAACTAACCACCTGTGGAGCCTCTTCTTTCACATGAGGCTGTT
TTTGGTTTTCCAGGCGTGAAGTTTTGATAAAGTACCGAAGTTTCAATCCTGATTTGCACA
CACGGCGGTTATTACTCCAACTTTTGAGTTGAGCTTCTTCCTGTCATCTTGGTGTGCTGT
TGAGGAGAACGGACTTGGGGAGCTGAAGTTTACATCAGTGCTGAGGAATAAAATGCAGCT
ACTTTGATGTGTTACAGTAAAATAAAAACAAACATACCAGAAGCCTTGAATGACTTCAAT
AAACCTCTTAAAAAATAACATTTACTACACAAAGGTGGGCTTCATAGAGACAATAGGTAG
CATTTAAGCTTTTCCTGGTGCTCAGCCAGCAGATGTCTCCCTATTCGCCGTTTGTGGCAG
CTCCACTTCTGCATTCAACAGGCTGAAAAACTCCTGTTCTGTGTTGGACACGCCTACTGC
TATTCAACAGACTGATCACAGGTGGAAAGACACACCTGAGTCTCACATGACCTCACGGTC
AAATGATATGAATTTATGAGTCTCTGGTTTGTTCATATAAAAAAAA
>CL8588Contig1
TATGGCCGGGGTTGGGGAGGGGGAGGCGCTCCGGCGACGGCCATCACGGATGTCTTTATT
GCTCTACCTTGTCTGGAACCAGTTGAGCTTTCAGTAAAATTCGTGGGGAAGGCGTATATC
CATCCTGGAATGCACACGCACATGTTCAGCAACTGTAATAACCAGATGACCAGTTTTAAT
GCTAGATGAGTGAGGTGGGTGTGCCTTCCCACCAGCCCGACCATCCTGACTGACGGATCT
CTGGATGACCTTATCCCCACCCCTGTCCCTGCGCTCACATATACCACAGCAATGTCCCAT
CTGCCCAGCAGCTCAGTCCGCGACCATATGAAATGGGCGGGGCCTGCTTGGCTGCGAAGC
TGTCCTCTCCAGTATGGCACTGATGCAGGCCAGTTCTATGGCAGCCCCACCCAAAAAAAT
GGTGGCTCCCCTTGGCCATGGACCACCTCAGAGAGAGGGACCTGACCGTGCTCCTCAGAG
CCACATGATCCTCCCGTCTGGAATGAGCTGTCCACCACTGCTTATCCGGAAGGAAGGTGA
ATTCCAGACTCCACGCTTACTGGATGAGAAAGAGATGAGAGCCAACGAGGACATGCAACA
A
>CL8589Contig1
CGGCACGAGGATTGGCATCCCCTAGTGGAGTCCAAGAAATCTGAGAAGGAGTGGAAGGCG
AGAACAGCCAGCTTCGACAGCCAGGGCTCCTGCCCCTCACCTCGGCCCCCTGCTAGTCCC
TGAGCAGAGCCACCTGTGATCCAGCAGCCCGGTGGGGAGCCGGCCCCCCGCCACCCCCAA
CACACACACCTCCTGCTGATCCACATCCTGTCTGTGTGACTGAGGAGAAACATAAACCCT
CTCTTTTCCCCTCTGTCTCTCTNAAATGCCTCACTTCCTTAAATCTAGTCCCAGAGCACC
CCANAGAACTGGTCCAGGACTCTTCTTTTGTTCTTTAAAAGCAAGGGAGTCGAAATGAAA
TATGGACGTTGGGACGGCCCAAGTATGCAGACATTTTTTTTTTTAAATGAATTTTCCAGC
TTAAGATAAAAGGATTTTGTGTCAAATCAGGAGGAAACGAGATGGTTCAGCTTTAAACTA
TTGGTTCCCTTTGATTTAAAAAAAACAAACAAACTGTTCGATTTATGCCCAAAATGCAGC
AGAAGTTGAACCGATGGCAGCTGAGGAATCTGACCAGAAGGAAAAAAGGAAAGGCCCTAA
AAAGCCAGATCTTTCAGAAAACCGTTTGTTCCACATGTGATTTTTCAATTTCCTGCAATG
ACACTGAGTCAAAGGAGCTTTCAAATGTTAGATCATGTAAAATGAGGTCAGTTCAATTAC
TTCAAATGTTCATCATGAAAAAATACTATTTCACCAAGGAGAAATCACCATCGGTACATT
TTAAATGTTTTCTCCACTCTCCAGTTTGTACTTGTAGCATATGAAGTAGCAATTTTAAAC
AGCACAAGTGAAGCATTTTGGGGCTTATTCACATGTAAAGAATAAAAAACACTAAACTGA
CAGAAAA



>CL8590Contig1
TCGGTCCCCGGCTACAGAAAAATCATCAAGAAGCCCATGGACTTCTCCACCATACGCGAG
AAGCTTGTGAGCAGCCAGTATCAAAACCTGGAGACTTTCATCATCGATGTCAACCTGGTC
TTTGATAACTGTGAAAAATTCAATGAAGACAATTCCGACATTGGTCGAGCTGGTCATAAC
ATGAGGAAGTTCTTTGAGAAGCGCTGGACTGAGCTTCTGAAACAAACAAACTAAAACTGT
CCACACCCCGCCCGCCCTCCCTCCCTCCCTTCCTTGTGAACTCGTTCACCGTTTTCATAT
TGGAGCACCAGGTTTTGCTTTTGTTTTNTGATGGATTCCCTGGCTTTGCAGGAATGGATG
AAGTCAACTCTTTAATAAGGAACCTATGAGAGATGTCACCTTGGAGAAAAAAAACAACAA
AACAAACAAAAAAAGAAAGTTGTTACATGAGGTGTGCTGGATTTATTACAACAGGGATAA
AAGCCCCAAAGAGTCCCAGAGAAGGGGTGTCCGAGTGCAATACCATTCCCTGTCTCAGAA
CACTGCACTGAATAAATCCTCAAATGTCTCTGATGTATCTGCGCTAAAATACTTTCCACT
ACTTGTAAATAGTCTTTTGTTATTTAATCGTATTATAGTGAATGTATTTAATTTTGTACA
ATTATTTATGAATCA
>CL8591Contig1
TGCCTTTGATTTGAAGTGTGACAGCGTATGTGTCAACCCTTATCACTATGAGAGGGTGGT
GTCTCCTGGCATAGATTTATCAGGACTCACTCTGACCAGCTCCGGTCCCAGCTCTGCACT
GATTGTAAAGGATGAGTACGATTTTGATGGACCGCAGAGTATACCCTCCGTTGAGGGGGG
GCACTCCCTACAGACCATCCAGCACCCTCCATCCAATCCCCACCAGACCCCCTCAGAATC
ATTTGCTCCCCCAAGCCTGCTCTCACCTGTGGAGGCCTCCACCTCAGCTTCAGCTTCATC
CTTCCCTTCTATAGCTGCAGGATCCGGCAATGCCGGCTCCAACTGGTCAAGGAGCAGTAG
TTTCGCCCCCAGCATACCTCACCACACCAATGGCCACTTACAGCACCATCCACCTATGCC
GCATCCGACACATTACTGGCCAGTGCACAATGAGCTCGCCTTTCAGCCTCCGATATCCAA
TCATCCAGCTCCTGACTACTGGTGCTCCATTGCTTATTTTGAGATGGACGTTCAGGTCGG
GGAGACGTTTAAAGTGCCCTCCACCTGTCCCATTGTGACAGTAGACGGCTATGTGGACCC
GTCAGGGGGGGACAGATTCTGTTTGGGTCAACTCAGTAATGTCCATCGCACTGAAGCTAT
TGAGAGAGCCAGGCTTCACATTGGTAAAGGTGTCCAGCTGGAGTGTAAAGGCGAGGGGGA
TGTGTGGGTGCGATGCCTCAGCGACCACGCCGTGTTTGTTCAGAGCTATTATCTGGACAG
GGAGGCGGGCCGAGCCCCAGGAGACGCTGTGCACAAAATCTATCCGAGCGCTTATATCAA
GGTGTTTGACCTTCGCCAGTGTCACCGACAGATGCAGCAGCAGGCGGCCACAGCTCAGGC
AGCCGCTGCAGCACAGGCAGCAGCTGTTGCTGGTAACATACCTGGACCTGGGTCAGTCGG
AGGCATAGCTCCAGCCATCAGTCTGTCAGCTGCAGCTGGAATCGGTGTGGATGATCTCCG
GAGGCTGTGTATCCTCAGGATGAGTTTTGTTAAAGGCTGGGGGCCCGACTACCCCCGCCA
GAGCATCAAGGAGACCCCTTGTTGGATCGAAATCCATCTGCACAGAGCTCTCCAGTTACT
AGACGAGGTTCTTCACACCATGCCAATAGCAGACCCCCAGCCTCTGGACCGAGGCT
>CL8592Contig1
TTTTTTTTTTGCGTAAATATCTTTTTATTGTCTTTCTTACAGTATACTGAGCATCTGTGT
GCGGGTTCACATGAGCCGCTCGCTCGTGCAAAAAATAAAACACTCAGGTGTGAAAACCGT
ATGAACCTCATCTGTACAGAGACATGAAAACCGTCAGAGCTTTTGGTTGTTTCTTTTTGT
TCCTGTGAAATGTGTGGAGATTTGGACTAAACAGAGGAAGGACAGAAGAAAGGAGAGCTG
GCTCGTTGGGATCAGAGGCACAGCTACTCAACAACAACAACAGATACTGTACAGGCTCTG
GAGAATAACTTCCAGTGGGCTTGGGCTTCACTTTTGATTGGGGTGCAATTCCAACATCCA
GTTATCACTTTAAGTTTCAGTACTAAAGTTATAGTTTCCACATCAAATCTTCTATGAAAT
AAATACTTTTTTATTTTAGGGTAAATAAATACTTTACACAGCTCAACATTCTTTATGAAT
CATTGATGTATAGGTTGTCCGGGTTCCATGGCAGCAACAGTCCCACATCAGTTTGGACAT
GTTTGAGTCCCTATCCTGCCTGTGGGTCAGCACTCGCTGCTCTCATTGTTCAGTAGTGTG
TTTTTTGGGCTCATAGCGTGGTTTCACTGCTGAGGTCTCGGTGTCGGCGGTGGTCCATGT
CTGAGTCGTAGTCCGACTCCATCTCGATCTTGACCTGCGGCACGGGGCAGGCCATCCCTC
GGCTCATAGGCATGGCTGCGATCCATGTCAGAGTCTGAGCTGGGGGAGTGGTTGGGGNTA
GGAGTGGTACTTCTCCTCTTCATCACTGTATTCTGCTTTGGGCTTTTTCT
>CL8593Contig1
TCGGCACGAGGATGGGCTCTATCTGAGCATCAATGTGACCACACACCACAGCATTTACCT
TCTAACCCAAAGTGTTTGAACCTGAGGTGACCGTCTGAGTAAAGACGAGGCAGATGCTGG
ACATTCCCTCAAGCATCTGAATGTGACCCCAACTCTGCGTTACCGCTTCTGACCCTCTGA
GGACCAAACACCTTTCTGCTACAGAAGGAGAAGAAAAGTCCAAAACCAGACCAGATTGAG
AAAATGCCAGTCCCAGTGTAACTGGGAATCGTCCCAACAGCCACACTCAGGTCAGCCCAA
CGTAAAACTGTCTCTACCGTGACCCCACATGTTCTTCAAATTGAAGCCTCGTCAAAAGTA
AAGTTGCCCCTTCCACTTTAAGCCTTCAGTCTGAACATTTTTTGAAGATTGAAACAAACC
AACATATGTGTGAACTGTGGTTACTGTGGCCGAATCAGCATCTAAGTCCGTGTTGTTGTT
TTTTCTCAGTTCGGGTTTCTGTGCATTAAAAGAAGTTTTTTTGTTTCACTGCAGTTTTGC
TTTGTGGCGACTTCATTTTCCAAAAGAGGTGATGGTTTTTCCTCAGACTCTACTGCATCT
TCTGTCTCCTGGTTGGACAAACGTGAGCTACAAACTGAGGGCGACTGTGTTGTTTGGACT
ATAAATGAGGCTGTTTGAAGTCGCACACATCTGTGTCACATCAGTTTCTTTGTTATGTTA
AAGATTTGACCCCATGATGCTCATTTACGGGGTTTTCTACGCCGGTCTTGATCCAGTTTA
GCTATATTCTGAACTTGTCCAGCTCCAAAGTCTGTGATCTTTGCTGGTGATGATTCATTG



ACTGGCTTGTCTGCATTTGTGGGCTTT
>CL8594Contig1
ATTATTTGCTTTCCCATCCAGCAGCAGTACGAATTCCTTTGTGCTCACCACGTGGTGGAG
GACCATGGGATGCCGTCAGAGCTCGGAGGAGAAGGAAGCAGCACGGCGCTCTCGGCGAAT
CGACCGCCATCTGCGCTCAGAGAGTCAGCGGCAGCGGCGGGAGATCAAGCTGTTGTTGCT
GGGCACCAGCAACTCTGGCAAGAGCACCATCGTCAAGCAGATGAAAATCATCCATAGTGG
AGGCTTCAACTTGGATGCCTGCAAGGAGTACAAGCCTCTCATCCTGTACAATGCCATCGA
CTCTCTGACCCGCATCATCCGTGCCCTCACCACCCTTAAGATTGACTTTCACAACCCTGA
CCGCGCCTACGATGCCGTGCAGCTCTTCGCCCTCACAGGGCCGGCCGAGAGCAAAGGGGA
GATCACCCCAGAGCTGCAGGGGGTGATGAAACGTCTGTGGGCGGACGCATCTCTGCACTT
GAGTATATCCCCACCGTAGAGGACATCCTGCGCTCTCGTGACATGACGACAGGCATTGTG
GAGAACAAATTCACCTTCAAGGAGCTCACCTTCAAAATGGTGGACGTGGGTGGACAGCGT
TCAGAGAGAAAGAAGTGGATTCATTGTTTCGAGGGCGTGACTGCAATCATTTTCTGTGTT
GAGCTAAGTGGCTATGACCTCAAACTGTATGAGGACAACCAGACGAGCCGTATGGCGGAG
AGCCTGCGTCTGTTTGACTCCATTTGCAACAACAACTGGTTCACCAACACGTCGCTCATC
CTCTTCCTTAACAAGAAGGACTTGCTGGCAGAGAAGATTAAACGCATTCCTCTGACAGTG
TGCTTCCCTGATTACAAAGGTCAGAACACCTACGAGGAGGCAGCTGTCTATGTGCAACGG
CAGTTTGAGGACCTCAACCGCAACAAGGAGACCAAGGAGATCTACTCGCACTTCACATGT
GCCACTGACACCAGCAACATCCAGTTTGTGTTCGACGCTGTCACGGACGTGATCATCCAG
AACAATCTCAAGTACATTGGGTTGTGCTAGGACCTGACTCTGGGATGGTGGTGGGGAAGG
GT
>CL8595Contig1
AGGATTCCGAGCGTGATCGGGAGTTTTTCAGTCCTTGTGGTTTCCATCGTAAAACGGCAA
CGACTAGGAGAACAAGTTCACCTTCTGGTGCAGCTTGCTCTTGCAGACCTCCTGGCTGCT
CTGACCTTGTTAGTCATTTCTGTCTTGAACAAAGTCAGCTTTAACAAAAATGCAAACACC
TGTCAATATGGGCTGCCACTGGCCCTGACATTTTATTTAACTTCCTTTCTGTTAGTGGTT
CTTTATGCTGAGGTCAAAGGATGCTATCCAAGGATGGAGGGAAAGAGCGTCAGATGATGA
AAATGAACAGCAGAGCCAGTGCAAAAGAAGAATAGAAGCTTTTCCCGTTTGTGCTTTTTT
GTGGTTGCTCCCTATCGTACTGTACCTGTTGTACGTAGTCCCACTTTTCCTAAAAGAGTC
CTCGGCCAATACGATGACTGACAAACCACAGAAAAGTATGATCCTGAATGAGAGCAACTA
CAGCAACAGCTGTATTCTGTTCTTGCGTGTCTGGAAGGAACCCTACACTAAAGATGAACC
AAGACGCATCATATCCATCAGACTTTTTCTTTTCATTGCAGTGATACTAGTGTTGGTCTC
CTGCTCTGTTATTTACTATAAAGTTCAGAAATGGTACAAGAGACGTGAGCAGGAAGGACT
TTTTCTTGTCTATGTTGATGGATATTCAACAAGACGATCGAAGAAAGTATTTTCTTCTGC
ACTAAATATGGTGATGGTCATTGTCATCTGTTGGACACCAGTTCTCGTCCTCATTCTGCT
ATCTTTCTGGGGAGGACAGAAGGATCAGAGGAAGTTGTTTGCCCTCTACATCATTCAGGC
TGCCACCCTGTCCCTGCAGGGTTTTCTGAACAGCATGGTTTATGCCTGGCGGCGTCCAAA
CTTCACGGAGGCCGTGCTCGGGGAGAACATGCCGCTGACGCCTCACCTGCCCTTTTTTGA
TGAATCATTACGAAGCCACTGCTGACAGAGAACTTCTCCACGTTTATTGTTGTGCTGCGA
TACGTGTTATGAGCACAAAGAAGACAGGTGCCATGGCAGTTCAAACTGGACGTTTTCAGT
GAACTGAGGAGGAAAGGAACAAAAGGATGAAGGATTTATTCGACTTTTCAACAAAAACAG
AACATTACAGGAGGTGTTGTTGCTGCTGTGGATTTCAATGGAAAGTCAGGAAATCTGCCA
AAATCATGTTGACTCAAATAATT
>CL8596Contig1
AGCGAGTTGGTGTTGAACTTTAAAAGGATGCAGNACATAATGGTGCGCCGAGGGAGCGCG
GTTAAATTTAGCTGTCTGAGAATCTGTTNCATGCAGGCCTGNGAAGGAGGGCTGCTCCAC
TTCTGGCCGCATTTGTGCGTCACCGAATCGAGAACGAGTCCGNTCCTTTCCTCTGTGCTT
TTCGGGGACAAACTCCTGCACATTGATGTGCATTTGACGGATTTTGGAGGCAAGAGTCTG
ACCTCTCCTCTCAGGTGAGGCGTTGGTGAAAGAGTGCTGGAGGAGCCAAAAAAGGAAGAA
TCTTCGTCTTGCCACCTTCGTCATAGCTCGGATGTATTTTTGTTCAAGCGTCTGCACACC
TGACTGAGGAGATTGGAGGTGCGTGGGAGGAACCAGACGAGTCTGTCTTTGACTTCTTCC
AATCCTGAGGTGTTTTATTTTCATAGAGTTGCAACTCCATGAAACATAAAACACTTGCAC
GTATGCAAGCAAGCATGTTTGCTTGCCTTTCTTCAGTTGCGACCTCTAAACACTCGCAGT
ACCGGTTTTCCAAAACAACCCGCANGTTCCCATTGCCTTGCAGATGAGTCGGTGTGATAA
GAAAGCATGGACCGCCCTGCTGGGTGACCACAGCGGANGA
>CL8597Contig1
TTAGCACCCCANAGGTGGTCCAAAATCCTCACGGATTACCACCATATCCGGGATTTAGTG
CTGAGCAGTCGCAGGCTGATGGAGGAAACAATGATCCAGCTGTTTGAGTTCAATCAGAGG
ACACTCATTCAATGGTTTCAGCGGCGGGAGAAAAACCAAGAAAGGAGTGTCCTCGCCCAG
GGATTGACACCCCCCGAGCCAGTTGCTGTAGCTGCAAGCGACCTTCCTGCTCCAAGGCAA
AAAATGGATGAGGCACCATCCACATCTGGGCCCAAATTCAAATTCATTCTTCCTCTAAAT
AGAGCAGGACAGGCTCCTATTCTGAGACCAGGTCGCAGGCCTGCTGCTGCTACTGCTACT
GCTACTGCTTCTTCCTCTTCCTCTGCTGCTACTGACAGTATGATGTGCCCCATCACACCT
GCCACCAGTGTAACTGGTTTTATTCCACCTGTGTCAGCACCTGGATTATTGTTGGGGACC



ATAATTCCTTTCCCAGTTATGGCTGTGCCCACCGCTTATCCATTTCCTGGAGCAACAACA
AGCAGTGCAGGCTTCGTTCCACCTGCGACTGCCCCAGCTGTCCCTACTGTCCCTGTGTCA
CGCTCCACACAGAAGAACAGGCAAAGATGGGCCTTGGAGGAAGAAAGCGGCATCCACAAA
AGAAAATACATACGAGGAGTGAACTATAATACGTGCAGCAAATGTGGACAGCCCAAAACA
AAAGAATACGGGCATAGTCGCTACAAAAATGCCACATTTTGCTCGCGGGCTTCAAATGGA
CGATCATTGGATGACTGGTTGGCAGAACAGCGCCAACAGCACAAAGGCAGATCACCTCCT
CCTCCTCCTCTTTCATAGGTACTCTTCGGTAATATCATCGTAATGTAGATAGTAAATTAT
TGTTGTATGTACATTCTTTAGTTATTTAAAAATATTTTTTTTGTTATTTTCTAATATTTA
CTTTTTGTCAATGTGATTCATGTTAGTTTTCTGTGTCTTCATT
>CL8598Contig1
GTACGAGGAGTCGCTCCAAGAAAAATCGCATCTGGCAGAGGAGATGGAGAAGCTGAGAGC
AGAGCTGGACCAGTACAGGCTGAGGGCAGGCTCCCTCACTGAACCCACTCTGTCACGGTC
TCATCTGGACACGTCGGGGGAGCTTCGATTCTCGATGGGGTCTCTGGCTGAAACGCAGTC
GGACCACTACCGCTCAGCCAAAGTCATCCACCGACCCAGGAGAGGAAGAATGGGTGTACG
AGACGCGAAGGCCAAATCGCTGGGGGAGCATGAATGGCGCTCCCAGCAGTTGGGCGTCCT
GGGGGGCCACCCCTTCGAGAGCGACACGGAAATGTCGGATATCGACGACGATGACCGAGA
AACCTTGTTCAGCTCCATGGACCTGCTCTCCCCCAGCGGTCACTCTGACGCACAAACGCT
GGCCATGATGCTGCAGGAGCAGCTGGACGCCATCAACAAGGAGATTCGGCTCATCCAAGA
GGAGAAGGAATCCACCGAGCTGCGGGCGGAGGAGATCGAGAACCGCGTGGCCAGCGTAAG
CCTTGAAGGCCTCAACTTGGCCCGGATGCACCATCACGGGGTGTCCATGACCGCCTCCGC
CACCGCCTCCTCCCTGGCCTCCTCCTCCCCACCCAGCGGACACTCCACCCCTAAACTGGA
CCCGCGAAGCCCCGCCCGGGACATGGAGCGCATGGGAGTCATGACGCTGCCCAGTGATTT
GAGGAAACACAGGAGGAAGATCGCAGCGGTGGAGGAGGATGGCCGAGAGGACAAGGCCAC
CATCAAATGTGAGACGTCGCCCCCCCCAACGCCACGCACCGTCCGAATGACACACACACT
GCCGGCCTCCTCGCACAACGACGCACGGGGAATCGTAGCCTCCCTGGAGGCTGATGCTAG
TGCGCTAAGTAGTGTTGCCAGCAGCCAAGACTCCCTTCACAAGCAGCCGAAGAAGAAGGG
TATCAAATCCTCTATCGGACGGCTGTTTGGCAAGAAGGAGAAAGGCCGACTGGCACATCT
GGCGCACAGACAGGTCATGGTGGATCCCCAAGCCACTCTGATGGACTCGGACGTGTCGGG
CCAGGACATGGGGGTGGGCAAGTTGGGGACTCAGGCTGAGAAGGACCGCAGATTGAAAAA
GAAGTA
>CL8599Contig1
TTTATATGCACATTTTGAAGCATAATTCAGAAATATTTTTTAAATACAAATGCTTCTTTT
AACAAAGTTACAAATAGGGCAAAGAAATAAAAAGCATACAGGGTGAAAATGTGTCAAACT
GGTTGGATTTTAGGTTTAGCAAATCTTCCGCTCAGGTTTTAGTGTCACTGCAGAGTAAAA
CTCATGAAGCGGACAGACATGAACACATTTTATCGCCCACTTTCGCTGATTTTCTGGAAA
GAAACTTCGGCTTTATCTGGGGAATCTTGTTTACAAAACCAAACCAGTTGTTTGAGATTG
AAAAAAAAAAAAAAATTCTGCTGGTTTCNTTCCNGTTTTTGGAAAATNATNCCAGTTNAT
GCGTTTTCTGAGGCAAANATAACCAATTCTCATTTGANATCGNCTNATTTAAACAAAANT
GCNCAAAAAAAATAAAANNTATCCCCGGCAGGNTTCTCCAAAAAGGCNCAATCGGTTTGA
TTCAAATAAAATTTCCGGCATCAG
>CL8600Contig1
CGGCACGAGGGCCACTTCCCCCACATCCACATCCACCCCAAGAATAATTAAACCAGACTC
AGGTACCGCTGGGGAACCGGTCATCCAGTGGGGAAAAAACTTAAATCTGGCTTTGTTATT
GATAATATACTCATGTGATGAATTTGATTATTTATGCAATTTGATGAAACCAGAAAAAAA
AAATACTATAAAACTCACACAAAATAAATTGTATCTGACTGGAAAATGCAGTAACACATG
TCTAGAATACTAAAAAGAATACATTTGATATTAGGTAGCAAAAAGCAAATTAATAATCGC
AACACATCATTNATCATCATGTGGTCAAACACTTTTCTGCGTGGTCTACAGATGTTTGAT
GAAAAATTACAGTTGCTTTCATCCATAAATTATTTTTTACAGAAAAATAACAACATTTTC
TGTGATGTCCCGATCAGATTTACGGTTCTAACAGTTAGGATCAAACTTCACGTAATGTTG
TAAAAAATATTAACTGTAAACTCATAGTCACAATCTTTAGTTTCTTTAGCTTTAAAACTC
AAATTTTGCACACCTCGTTTTGTTTTTAAATGTGGAGGTAAGTCCAATAATTCATGTATA
ACCTCGATGATTGTCGAAACAGATTTCAATAAAAACTAAAAAAAATAT
>CL8601Contig1
CGCGGAGCCTCTGACCATCAGCTCCCGCTCCTGGCTCACCGCTGTTCGCTCTTCCCGAGG
AACAAGTCGGTCAGGAAGCCGCGCCGCAGACATGGCCTTTAAGGACACCGGCAAGACTCC
CGTGGAGCCGGAAGTTGCGATTCACCGGATTCGGATCACCCTCACCAGCCGCAACGTGAA
GTCTTTGGAGAAGGTGTGTGCTGACCTGATCAGAGGCGCGAAGGAGAAGAACCTCAAAGT
GAAGGGACCGGTGCGGATGCCCACCAAGACTCTGAGAATAACTACGAGAAAAACTCCTTG
TGGTGAAGGTTCCAAGACTTGGGATCGTTTTCAGATGAGGATCCACAAGCGACTCATAGA
CCTGCACAGCCCTTCTGAGATTGTTAAGCAGATCACATCCATCAGTATTGAACCAGGAGT
CGAGGTTGAAGTCACCATTGCAGATGCTTAAGTCCAACTTTTTAATAAATTGATACTCAG
TTGTTAAAAAAAAAA
>CL8602Contig1
TGACAGCCGTGCTGGCATGCATCCACTTATGCTCTTCGCTTTAGTCCCACCCCCCCTAAA



GGCTCTGGGGGCGAAGCCCGGACGTTCTGGACAGACCCCAATGTCGGTACTGCCATCTGG
TTGATGCCAGACTGATGGGACGAACTAAAGGTTGGACAGGCAGACGGAGGGGGCGGTTTT
TAGGGGCATGTTTACACCATGAGACATCTGCCTTGCTCCAAAGCACTGGAGGCTGTGGAC
GGCGGATGGTTGGCGATTACATAAGCGAGGCCATCCCTCTGTTTTTCTTTGAATATTCTC
ATATTCCTGGCTATTGCTGCATTTGTTAAATGGCTTTTTTTTGCCTGTGTGTGGTGATGG
GCAGCCGTTGTTTTGGGTGGAAGCCATGCAGTCAGGCTGCTCCGTTTCTGAACAAATATT
CATGCACTGGTTTGCTTGACCATCAGCTTTAACGTTGAGTCTGTTACATGTGTTGAGGAT
GGAGCGGGTTAGCTCCCCAGAGCATCCCTCTGTTGGCTTTTCTGATCCCAGATGTTCAGC
AGTCTGAGGTGCTACAACTTTACCCACCACTAGTGGGCCGCCCTGTGCATGTTCCTTATA
GTATTCATATATATATATATATAAAAATATCTCTAAC
>CL8603Contig1
TCGGCACGAGGCATGTTCCCGCGGGACTTTAACCTTGATGCTGGAGATGAGGGAGACGAC
TGGGACCTCGATCTGGTGTCGCCACCTGCTGAAGTTCAAAATGACTTGTACGCAAACAAT
GAAGATGAGGGCGAGGGTGAGGGAGAAGATTTAGAGGGGAGGAAGGCCACGGTGTTTTTC
ACAAGAAACGGGAAGGTGGTGGGAAGGAGGGAAGTGGTTTTACCTGTCAGAGGTTTCTAT
CCCACTATCGGAATGATGAGCACCGGGGAGAAGGTTCGAGTGGACCTGCGCCCCCTCAGT
GGCTGAAGGGGGAAGTGATGGGAAGATCCAAACGGTTCATGATACCTCCACATCAGCTCG
AAAACATTTCCCTGACTTTGAGGTGGAGGATGCCTCCTGAGAAACCTAAACCAAAACTCG
CCAATCCTCCGTTTGTGCCTAANGAAGGAATACTTTATTATGACCCGATTTTATATTGTA
AACATTTTTATGGACAAATGACTATTTTTGACAATGTAATGACAGTGTGAGGTTTAATTC
AATGCCAAAAAGGGGTTTCACAAGAAAAATGAATGTAAACGTCTGGGCGAACTCATCGAC
TCTGTTTTGTTTGAGCAGCGATGTGAATCCGGAAGTGACGCTCCCACCGCTGCCGCCAGC
CAGGCTGCTTTCTGAGATCATCCCCACGGTGTGTTACTGACACTCAGTGGTGGCTGACCC
TCAGACTTCCAAAGAAGCAGAGACACTCTGAATGGGCAGAGCTTCAATCAGGGAAATGAG
CTGCTCTGACGCTGGCTTTCAGTAAGCCTGGGTTCTTCCTCTTTTTGGAGAAACTCCTCA
AAGCTTTATGTGTTTGTTCTGTGGAAACGGTCTCGGCCAAATATGTGCAATAACTTGTTA
GTAAAACTGCCTTCTAGTGGCTTCTTACATCACAATCACCTTTTATACTCGGTTTACCTT
GAAAACGGTTGGAATAAAAAAAGGTAGTTGAGTATTTTTGTGGACCTGTAACCAACTGGT
GAGATAAAACGGAAGCCTTTTCTTTTCTTTTAAATGCCATTTGGGTTTGGTTTTACCGTC
AGAGCCTGGAGGCCTTTGACCTTTGAGACAAAAACCAGCAGAACTGCAAAAAACAAAA
>CL8604Contig1
ATTCCTTTATTCACGGAGGTCCCTCCTTCACAGGACTGAGCCCAGCAATGCAGCATTTAA
TTGTTGGAAGTAATGAGGAGTCTGCTGTATTTGAGCTTTCAGACTGCCCAGATACAGATG
TTGTTGAAGTGGTGTCTGTACTTGAGAGTAAAAGAGAACTGACTCCACAGGAGGAATGTG
AGGTGAACAACCTGGCCTTCAGCTGGGATCTTCCACCCATAAATAAGAACAACAGGAGGT
GGTTGTCTGAAAAAATCCTACGTCATGCGGTCATTGAACGGCGTCAAACACAAATAAAAC
AAATACGCAAGGGGCTTAAAGACAGTGGTGTTTTCAACATGATTAAACAGCGCCCCGCCC
TAGCCACAGTGCTTTTCCCAAGAACTGCAGAGCAAATTATGGACTCGCAGACAATCTTGA
AAAGGATCATCTGGCCAATGCCAGATAGTGAGGATGAGGATGATCACGGCAGCATGGAGG
AGGCATGCCTTGTCACAGGCTTTCTGAGAGACTACATTGAAAATGGGTCTTCTCAGGAAC
TACACCAACTCCTGAAATTTTGGACAGGTTGGAGTATACCTCCCCAGCAGCTGGTATGTT
GAAGTGTCTTCTGACATTTGCATGCCTGTGGCCTCAACCTGCATGACCACGCTGAAACTG
CCTCAGAAGTGCCCAAGTTACCAGACATTCAAAGAGAACCTTGCGGCAGCTGTTAGAAGT
ACAGAATTTGGATTTGGAATGATCTGATTGGAATGGAGTGAGAAAATGAAAGTTCAACAT
TTCAATGCTTCAAATTTTGCTTTGAAATGTCAATTTCTCCAGTTGTTTAAAGCATATTGT
TCAAACTAATTTAAAATGTTAATGGCTACATTGATGTTAGCAAGATTAAGGCTTTTTTTT
AAAGTTTCTATTTAGTGTTTTAAAATTTTGAAATTGCTAAGGTTAGCAAGTAAAAACAAC
GTTTGATACATTTATGTTTTAATAAATGTTACATTTTTGGAAAAACTTGAATTTGTAAAA
GTTAGGAAGTGAAAACAAATTTTGATACATTTATGTTTTAAT
>CL8605Contig1
ACAGACTTTTCCCCTCCACAATGTGAAAACATTAAAGTTGCAGCTCATAACTGCCCAGAT
AATGTGTACATGTGTGGGCCTTTCCGCTGGGAGCTCTCAGCTAACATCACTGATGACAAT
GGCACAGGAATTGAAAGCATTTCCCTGCGTCAGGGTAATGGAAACTTCTCACACACCGTG
CTGCCTGACCCCGTTGTCCAAGTAGTCTACAGCGCCTCCTGCTGCTCGCAGACTGTAGAG
ATTGTGGCCGTAGATAAAGTTGGAAATGTAGGCAGGTGCTACCATTCTATAGCTCGCTCA
GGTAGCCCTCCTGCCCTACATCTGTCACTGCTGCTGTGGCTTGGCCTGCTGGTCTCAGTC
TTCTCAGTGAAACCTTGACAGGAACTGGACTAACTGTTTTTTTTTTCTGGTACAGATATT
CTGTGGTATTGACTAAATAAAGTTTATTACAAATTTTAAAGGTGGAGTTATGTAAATGTG
CTTCCTCCCACTCTGTTTCAAGCAATTAAACTCTATTTGACAAATGTGTGTGTGTCATGT
ACGGTATATATAAGTGCATGTATTTCTGTTTATGATTAAGAGTAATTAAACTGGCATCAT
TTACAAGTGTATGTGTAAATGTGGTTATGAATGTGTGTAAAACACATGTATGTATGGACG
TGTGGATGTATAAATATATGTGAGTATTTATCTTCTTTTAATCTTCTTTTGCTTTTTTTT
TCATTTTCCAACCAATCATGACCAAATATCCCAAGTTTGATGTACATATACATAAACATT
TCTTTCTTTGCCTTTAGATTTTTGTGTGTTGAAGATTGCT



>CL8606Contig1
TTAGTGACTTATTTGTACAAATGCAATTGCATTTAGGACAAAAACGTTTTNGTCTGCTTT
AAATTCCTGACATATTGCCAAACAAAATGTAGTTTTTACTGCTTTAGTGCTACCTTATCT
CATTTAATCCACTTTGTATCACAGCTATAAATTGAGGCACATNTTAGTTAAAATCTACAA
ATGCAGCACATTACAGAAGAAGAATCACTCAACAGGTTTAATATCAATAACCTCAAAGGA
AATCACCAAGCTGGTTTACAGGTATAAGTGGAACTCAGTTATTTAATCACTTTTTTTTAA
CAGTTGTTTTTCCATCAATTTGCATCAGAGTTTATCAGCAAGCATACCCCCCCTCAAGGT
GTACAATAAATTCTGATACAAACACTATATAACAGTTGACTGTAGGAAGGCCTTCATGCG
CAGTGACAAAAACAGAAACAGTTTCAGTCTAAGGAGATTTAAAGAGGAACACATAGAAAC
AACACGTTTAGAAGTGCTTTGCAGACCTTTGTGGCTGGGACATTTTCATTATTCTTTAAA
CACGGGTTTTGAAAAGCTTTATATTTAAAAATAATAAGAATTTTATTAAATTATGAACAG
AATTAAAAAAAGGACCAATCAGGATTCTTTGAAGAATGAAATACTTAAATTATGCTGACA
AAAGTAGGAATTTCTATAAAAGAAAGAGTTCAGGCAAGAAGAAAAAAAATTATCCACAGA
AAGAATAAACAACATGATTGCAAATGTATACACACAAAGAACAAAAAGAAACCTAAGGCT
TGTGTATCTTCTTTCTACAGAATTAATGATGTAGGAAACAGTATTTTTACACGGCAGTTC
AACAATAAACTTCTGTTTTTGTGCTAAAAGAAGAGAACAAACTGAAAAAAAACATGCATA
CTGTCAGACAACAGAATGCATTTGTATGAAAAATGTAGGAGGACTTCTCACAAAACTCCG
TTCTGGTAGGGAGCGCATAGGTGTACTTTTGGGGCAGTGAAAGCCAACCAGCTGTACTTG
TGACAACAAAGCCACATGAGCATCTACCTTGAGTAAAGACAAGCATAATCCTGGGGGAGG
GGCTAATAGGATGAAACCACAGACATTCAGGCTAGTTTGACATCAAAAGTCTCCGAGCCT
TGCTTTATTGGACATCGCTACGGTTGTGTTCAGAAGATTTCTGGACACATGTCCCACACT
CCTTGCTCCTTTGCCTCCCAGTATCCCCCCT
>CL8607Contig1
AGTTTATATGAGTTTTAGTGAAGCCTGACAGCTGCCTTCTATCATTTGAGGCTGAACAGT
CTCACATTTACATTCTGGAGTCTGAATGTTGCCTAAAACATTGCACACAGCAAAAACTCA
CTTCTTATAAAGGAGGATGGCACTGACAATGCAGATAATAAAGACCACAGCCAAAACGGG
GCCCACCACCCATAGCTGGGTTTCATCATGCTCTGCTGGCAGATCCACCACCAGCTCGGG
GCTCATCACCGTGTCAGTGTAGGGGCTTGTTGCAAACATTTTCCCTGCGGTGGCATTGAG
TTCAGCCAGCAGGAAGAAGACATGCTGCTGACCAGGTTCGAGGGGCTTGTTCTCACAGCT
GTTGTGGCGATTGTCAGATCCCACTATGAAGCTGAGGGGCAGCTGTTTGAAGCACGCTGT
GATGTAGGCATCCCTCTGGTCTAGCTGAGCCAGCTGCCGGCGTGAGCGGTGCTTCGGGAC
CACCCGCAAAAGCTGCTCAACATGCAGAGGTTTAATTGGTTTCCCAATGCATCCAGTTTT
GTATATTCAATCCAATATGTATCTTTTTTTAAACTGTACAAACAGATCTAGAAAATCTAA
CAAATTTTCCCATGATTCAAAGAAATATGTTTAGCATTTGTAAATCAAACAAAATGGCAA
AAATAAACCCTTTAACAGCGGCGCTTTAGCTGCAGTGTTGACATTCCTTTAACAACTGTA
ACTTGTCAACCGCTTATGCAATTAAGGTAATTCCAGCGGATTCTGAAGCTGAAAAGAGAA
GCCTTTTACTACTTTA
>CL8608Contig1
GCTCGGCTCATGTTACTGTGTACAAAAACGAGTCAGAAGATTGAAGCTGATCTGATGAAA
TCTAGCTTCTGAGTGGAAATACTTACAGTCAGGATCTGTAATTTATAAACCATTTTAAAA
ACTTCAGTTCTGTGGTGTTCTTGTCTAAATTTGACATAAGTGTCTCTGAAAATGAGTGAG
CTTTGGAGTCCACATCAGCTTGCATTTCACTTAAAAATCAGCAATGACACACGTTTTAGC
TTCTTGCCTGCAAGTAACTTTGATGAGGTTTTTGGGAAATGATAGAATTGTTGGCGGTCT
GAAGGTTTCAGGCAGAGTCTGCTCAGTCTGGCTTTCAACCCAACATCCATGTTCAGTTTT
TGTTTTTGTCTTCTGCACACTACGTTTTCGAAACATTTGAAAGTACGAAACAGTCGGGGG
AGAAATACTTCAGAAAAAGACAAAGTTCCAGGTTCTCAGTGTGTTTCACATAAATGTGCG
GGTGGGACCGTTGGTTTACATCTTTTGTTATCTTATGGCTGATGTTTGAAGATTCATTTA
GCTCAAAGTTTGCAGTTTTCTTTGATTTTCGTTCTTTTTTTCATTTTTCTTCTAATCAAT
AATTAGAAAGAACTCGACTTCTTTTGGGTGAAATTGATCAAAGTAACTTCCCAGATTTTT
AAATCTGTAAGTAAACGGATCAGCGGAGACAGATGTGTTTCATGAGGATTTGTATAAGAA
GTGCCATTCAATTCCAGAGCAATGCATCAACTGTTCATGTTTGCAATCCAACATTTGGGC
AAAAAGTGGTGCCAAAATAAAAATAAAAGGAAGATGGCGATATCTGTTTAAATCTGTTCA
CCTGTTTTGCATATGACTTCTTTTCTTGGCCATTTGTATTAAAACCAGAAATGACACATT
ATCAAACGGTGTTCTATCAGGGCACTCACAAACATTTTCATTTTTCTGATTTCAGTCTCC
GTTTTTGAACTTGTTCGAACTATTGACACTCTTCCTTGTGTACAATGACTTTTGCACAGA
TTTTTTTGTTCTAGTTTTCTTATAAATTTCTTTTTCCCCATCAGAAAAAAAAAA
>CL8609Contig1
GGTTTTCCATAAGCANCAAGAGGAGCTGGACTGTTTGGAGGAGAGAAACCTTCACCTTAA
GGAGCTCGCCNNCCNAGCAAAGCACCTGGCTTTAGTGCTGGAAAAACTGATGACGGTCAG
AGAACTCCATGTGGNAAGAAGCAGTGATGCCTTGCATCGATGCGCCTCCGGGTTCCAGTA
AGCGGCAACGACTGAATGAACAATGTGAAACAGATTCATCAGATTCAGTGGAGGACATGC
TGAAGGACATCAGCTACCGCTGCAACGCTGTCCTTCGCAACAGCTCCACAGGGACCAGGA
CCGCAACAGCAATCAGAGGCGATACGAGTGTTTGGTTCCTTCTCAGGTGTCCAGATGTCG
ACCCTCAACGAATGGAGCTCAACTGAAGATGGAGCACAGGCTGAAGAGTGCGTCTCCTCT



TTCAAAACTTCTGTCAAAGAACACGGCACCATACAGACGAAGGTTTTTCCACATGGACAC
GTGTTTACCTCGAAGACTCAAGAGGGAGGATACCGGTTTCGCTGGGTACCAAACCACAGC
TGAGCATCTGTTAATGCTTAACTATCTATAGTCAAATCAGTAAATGATTAAATGATGCCT
TCAGGTAGCTTCAGAATCAGTCAGAGGTGGAGCTTAAGCGATGAATAAATACTGCCTTCA
CTTTTGTTTATTTTCTTCACACTTGAATTGTTGATTCTTTTTNTTATATACTNTTATGTT
TGCCCTGAAAATAAATATATTTTTCAAGTTTAGTAATAAAAGTG
>CL8610Contig1
GTTTTTTTTTTTTTTTTTTTTACAACAATTCTATTCATCACATAATTTGTGGTTGCTGAT
TCAATTCATAGTCAATATTGGCTCATTTTGAACGATCCAATTCACTGACCTAAAATGGAT
CCAGGTACATCATTACCCAAAACTTCAACCAGTGTGACTCAGATATAAATACATGGTACT
GAACAGTGCAGGTGAGGTTTTCCACATTCTTTGTATTTCTTCAATATAATCAAGTCTAAA
TGAAATATGATGTGTACAAAAAAAAATTAATCAAGAATTGATGTCAAATCTATTCACATT
TAAGTTTCATCAAATTCAGCCCACTGTTGTTTGCGGTGCATGCCATCATCAGATGCATGC
TCACACCTAAATTCCACAACACATTCTTTCCGTTAATGGTGGGAGACGTTTTACTGGAAA
TGTTCAATACTTTAATAAAACACCTCAAGGGTGTACCACAAAATCAGAAACAAATTCTTT
ACTTTTATGAAGACTGAATTGAGATTTTGAGATTTTGTTGCAAAAAAAAGTTAACAAAAA
ATTGAAATTTGCAATGAATTAAAGGAGGCTGCGCTGCATAAAAAGTGCCGTTTCTTCGCA
CAATTACCAATTACTGTTGATTGTAACCAGGCAAAAGCGTGAACAACGACATAACTAACT
GTAACCAATCAGTTCATTTCAAGCCAGAAAAGG
>CL8611Contig1
TTTTTGGAACGACCTCTTCATTCGCAGACTCTTTTTTCAGCTTCCCTGAGGTCGAAGTTG
AGAGATGCGGGCTGTGTGAAGCTTGGACATCTCCTACAGACTCCTGCTCCTGAGCTTTCT
GATTTAACTGGGATGTGATCTCTCAGAACACTGAATAATCTTGTGAAGGAGATTTGTCTC
TCCTTGCCTGTGTCCTATCAAGCTTACGTGATGGATCCTACTGCATCTCGCCAGTGGGTG
GATGGTGTGGATTTCATGTTTCCTCCTCTGCAGGTTTCTCCGGCCTGCGAGGGATGGCAG
GAGGACGGGACGAAACTCCTGTCCTGGACTACTCCTCAAATAGGAATCTTTGAAACGATT
GGGAAGAAGTCTTTATATTTTTTATGCGTTAAAGTTTTGAACTTGCGCTCCTTAATGGAC
GTCAGAGTGTCGAGGTGGGCTGAGTTGTTTGGCACGGGGTCTTCCCCGAGGGGCTGTTGG
AGATCCCTGTACAAAGCTCCTGTTGAGAAACGGGTAGGTGACCTCCAGTGGAGGGTCGTA
CACGGGATCATAGCCACAAACAGATATCTGGTGCACCTTAATCCTGGTGCGGGGGATGGG
TGTCCGTTCTGTTCTGTTGCAGAAACTGTGGAACATCTTTTTTTGCAGTGTCAACGTCTG
ACTGGACTTTTTTCTCTTCTTCGTTCTTTTTTTGAGGGGCTAGGAGAACAGTTTTCATCT
GTGTGTTTCATTTATGGGCCAAAATATTTGGCCAGACAGCGAAGAGTCCATGTTTTGTTA
AACTTTCTTTCCGGTGAAGCCAAGTTGGCGGTATGGTTGACGAGGAAAAATCGGATACGG
GGAATTGGGTCTGACTACGTCCTGTTTCTTTTTAAAAGACTTTTGGTAGCTAGGTTGAAC
GTCGAGTTTGGTTTTTATAGGCTCACACATGCACTTGATGTTTTTGAAAATATTTGGGCT
GTACAAAATGTTTTGTGTTCCGTCAAGGATAACTCTTTAGTGGTAAATTTTTGAGTTTGT
TTCTTTGTTTTTGTGTTTTCCTTAATTTGTGATGTGAATATTTTATTTGTGTAATGATGA
TTGGTCANTAAAGGTGTTTTGAAACTCAACTCTCTCTCTC
>CL8612Contig1
AGATCCACCATAGAATGAAGCTTCAGCAACTCAGGAGCCTGTTTCTTAAGCTTTTCCATC
TTCCACTCATTCTCACAGGGGTTAAGAGAGGATGGAGGAGCTGTGCATGAGCACTTACAG
TCCGACCCAGAGCTGACTGTCTCTACTGTGTAAAAGTCCTCGACGCGCACGGTACCGCTG
CGCAGTCGCAGACAGGCGTCCTTGCTGAGGGGGCGCATGATGCACTTACAGCGGCAGTCA
GAGCCTTCTGATGTCATCCGGACCGGCTCAGTCTCCCCAAAGATCTTACTGTGCGAGGAC
GCATGCTTGCACAAAATCAGCAAACAGGCCAACAAGTTTGTATATGTCCACATTTCTGAG
GGTCCGAGCAGAAATCCAAACACAACAGTGTGTGGTCAGTCAAAATGAAACAGCGGCGCA
GCTATTTAAGCTGCATTTCCCCTTACGCACGTGGGATAAGTTTGGAAGAATGCGCGCAGC
TTT
>CL8613Contig1
GAGTGGCTTCGGACGCGTCCACGGCGGCTNCTGTTGGNAATAAAACTCTCCACAGACGCG
GACACGCTCCTGCTGAAGGGTCATCATGAGCTCCAAGGTGTGCAAGAATTGCGGCAGCAC
CGCCATCGACGTGGACCACTGCGCGGGGCAACGCCGTCTGCATGAGCTGCGGCTCCGTGC
TGGATGACAACATCATTGTGTCGGAGGTGGAGTTCGTGGAGACGGGCGGCGGGGGGTCGC
TGGCTGTGGGACAGTTTGTGTCCTCAGAGGGCGGTCAGAGACTTCCATCTTTTGGGGACT
CGTACTACCCGGGGGTGGGCTCCCAGTCCCGCGCTCAGACGCTGCAGAGAGCCAAACAGA
ACATCAACACGTTGGGTCACCAGCTGCAGATGAACCAGCACTGTCTGGACACGGCCTTCA
ACTTCTACAAGATGGCCCTCAACAAGCGCCTGACCAACGGCCACAGGTCGTCTCACGTCA
TCGCTTGCCTGCTTTTACTGGTGTGTCGCACTGAAGGAACGCCCCACATGCTGTTGGATC
T
>CL8614Contig1
CTTTTTTTTAATTTGTGCATAGATTCAGGGATAGTAAAAACAAACAGACAAACGCTTGGT
TAAAGCAGAGGGAATAAAACAAGAACAAACAGGAATGATAAGCAAAGACAAGTGAAACAA
ATTTTACATTAGTTATTTAGGTTTCCAGTCAACAGCATCTTATTCCACGACTCTCTGACA



TTCATAAATGCATACAAATGTCCATACAGTCACAACCACAAAGTGAAAATAAAGAGTTGC
ACCCATCAGGGGTGTAAAGTGGACACATCAGACGTATGAGCTTCGGTAAAGTGAAAACCC
TAATTCCTCTCAGCGATAAGTATCCATGGGATTCTACAAACAAATTATAACAGGAAGGCT
GTTAAAACCCTGTCTTTAAAGGGGCAAAATATTAGGTTTAATTGATCTCATCAATGCCCA
AACTTCACTAACTGCATTGATGATTATAGTACAGAAAAAGGGGGTTTGTGTGAATTTTTG
GTGGTAAAACTCACTTCTAGCTACATCTTTACAGAGAGGTAACACTGCTGAGCTAAAGGA
TAATCACAATGTATCCACTGTAAAGATACAACCCGTCGTGTCAAAGCCTCTGGTCCACTC
AACTCATTCTCTCTGGCACATCAAACTCTCCAGGTGTACGGCACTCCTCACTTCTCGCAC
CACTTCACACGCACATTCGCGCTAGCGCTTCTCACGGTCTCGGGCCTGATCGCACTCTCG
TTCATCGAANA
>CL8615Contig1
GGAGAGGAGTGAAGCCAGTTTTGCACCTGAATATGGTTCCAAACCGGGATCAGGATACAG
GAACAATGAAGAAATGAGCCTACTGAAAACAGTACTGCAGGACTCCATTAACCTTTTAGA
ACAGCTGCGTGCTTCTTTGATAATGCTTCAACGCAACTTTCCTTTGACCAACTTAACGGA
AGCATCGCAGTAATACAGGATTAGGACTGCGAGTGTCCATGGAGACAACAGAAGCTCCAA
AGCATCAAAATGTCTCCGGGGGAAACTTGTATCCACAGGATGCTGCCTTGTATCCAGGGG
TTACGGGTCAGGTGCCAAAGCAGGCACTGATTGGACTTATGGTGCTGTTTTCACCTCCTG
AATACTGTTTCTTTTTAAAGCTTTTTTAAAATGTACCTCACTAAAAGTTTAATATATGGT
CAACATAAATTATTTTAAATATAATTCTTTTTAATTTGGTGTTTCAATTGATATTTAAAG
TGATCTTTTGGGGTATTTTTATTTTTACAAATGGTTTGTGAGCAAGGCTGATTTTTATTT
TTTTTAACCTGAGGAATTGCAATGTTTATTATGAAAATCAGACACAAATGTGAAATTGTA
TCTTTTTAATTGCAGTCCTAAAAATCCTCTTGGCATTTTTTTCAGGCTCACAGAAAAAAT
GCACGTTATTTTTTAATATTAGTCTTTATGATTGTTAGAAACACTTCTTGTGTCAAAGAT
GAAGGGCTAGTTTTTCCACCCTTGTGCTGTTTTACTGCAAACATTTTTGGGTTTGAGACA
CTAGTTTTATTTTTTGCAGCCATTAGTTATGGCTAAATACTACAGAGTTTTTAAGTCTTG
TGAACTTTGCAAATTTGTATTTTATTTTTTATGAAACAATAGTTAACATATTGCACATCT
TTATTTAGCAGACGTTTCTTCCCATTCTATATACATAAAAACCC
>CL8616Contig1
GGAGGCAGCNGAGGAGCAACGATCCTTCGCGAGGCAACATTGTCTTAGCAAGAACCGCGT
CTCCTGCGTGGCACATTTTCCTTAACCCTACGGAAAGTATACCGAATAGCCCGATTTGAG
CCAAAGAGAGTTTGATTTATCCAACAAAGGATATCTGCCTCGAACTGTTATGCAACCCAC
TTGAGAGGCAACGGATTAACATTGAGGGATTGTGGTTCATTTTCTGACGCGCCCGGATAC
AGCTTCACACCGAGAGAGGCTAAACTCAAGTCCTTTCGTCCTGACATGGACACGGGATTT
GTACCCGAAAAGAAAAGAGTGAGTTCAGAGCGGAGGAAGGAGAAATCCAGGGATGCAGCG
AGGAGCCGGCGTGGGAAGGAGTCGGAGGTGTTTTATGAGCTGGCCAAGCTGCTGCCGCTC
CCTCACAACGTCAGCTCCAGCCTGGACAAAGCGTCAGTCATGAGACTGACCATAAGTTAC
CTGCGTATGAGAAAACTACTCGGCACCGATGAGCCTAAACAAGAAGAGGAAACAGAGCTT
GATATGAAATTCAACAGTTCCTACATGAAGGCTCTGGACGGTTTTCTCATGGTGCTGTCT
GAAGAC
>CL8617Contig1
TGCCCTTAAGCTGAGCTCGCCATTCCCGGACGGCCAGCTGAACGCCATCGGCTGCCTTCC
CATGATTATTCCCTTCGTCCTGCTGTCGGCCTCAGCCAACGAGGAGCAAGCTGTGTCAGC
CGCTGTGGAGTTCGTGAAGCTCACCCATCCACACCCCANAGTGCCCGAGTACGTGTCCAT
CTNCAGTCGAGCCCTGCACGCCGTGCTGGGCGGAGCCAGCGTCCGCCTGCAGGCCGAGCA
CGCTCTCAGGAGGCTGGACGCCTGGGACGCCTGTCAGAGCTACAGCCGCAAAGCTGCCAG
GTTTCCTGCTTCCCCTGTGGACAGACTGACGGTCCACCAGAGCGCTGTTAGCCATCTTGG
TCTGGCCTGCTACAACGAAGGAGCCCTTTCTAGCATGTTCTATCTGGCCTACGAGTTTCA
TGACGACCCTAAGGAGGGGATCCTGGCAAACGCCAACTGTGGAGGTGAAAACTGCAACCG
TGGGGCTGCCCTTGGGGCCCTGCTGGGCGCCGGGGCCGCCTACAATGGGCGGGGCATCCC
ACAGGAATGGAAGGACCACCTGAAAGATGGGCAAGAGCTCATTCCTGAGATCCTTAAGAA
GTTTTAGTTAAAGCAACAGCACCCCCCATGGAGACAAAGAAAACTGCAGGGACTAATAAA
AGTTGCTGCTGCTTTCAGGTTTCATATTTATTTATGACTGATTCCACTTCAACAAGAATA
TTCTTTTTTTTTATTAGCACGATCTATATATTTTTTACCATCAAATTAAATTATTCATAT
TTTTTTTCTGTAACATTTTGCGGTTTGAAGTTGCCTTTAAAAAAATAAACAAAT
>CL8618Contig1
GTCTGTATTGCATAAGTTTGCCCTCTGTGTGGCTGCAATGGAGAAATGACCTAAAACTGT
TATCTAGACTGTAAAAATCAGAACGCAGGAAGATTCCTGACCTGAATTTACTGCTAAAGG
TAGACCTTTGTCACTTTTGGCCACCTTTGCCAGCTGCATGTCATCTTATCGCCTATGATT
AGTTTCAATTGTTCATAGCAGATCAGTTCTACAGCAAAATGTTCTGTACTGACGATGTTC
TCAACATGTGTCCCCCCCCCCCCNCCCTTTCTTCATTTTACCCNGNCCTTTGNNGCTACC
TCCCTTCNCCCCCCAAACCCCCAACCCCTCAAACCACCAAGNTT
>CL8619Contig1
TTCGGCACGAGGATTCAGATGAAGCCTGCAGACAGTGAGAAATCTAACGCTGTTGAAGAC
AGGAAGTTGTTCATCGGCATGGTGTCAAAGAAGTGCAACGAGAACGACATCCGGGTCATG



TTCTCTGCATTCGGACAGATTGAGGAGTGCCGGATCCTCCGGGGGCCCGACGGGCTCAGC
AGAGGCTGTGCGTTTGTCACGTTTTCCACCAGAGCCATGGCACAGAATGCAATCAAAGCC
ATGCACCAGTCTCAGACCATGGAGGGATGCTCGTCTCCCATCGTGGTGAAGTTCGCAGAC
ACGCANAAGGACAAGGAGCAGCGGCGTCTGCAGCAGCAGCTGGCGCAGCAGATGCAGCAG
CTCAACAGCGCCACCACCTGGGGGAGCCTGACGGGCCTGGGGGGCCTCACCCCGCAGTAT
CTGGCTTTGCTCCAGCAGGCGACCTCCTCCGGGAACCTGGGCGCCTTCAGCGGGATCCAG
CAGATGGCCGCAGGTACAACAGCCAGCTCCAACGCCGGAGCCATGAACTCCCTGACCTCT
CTGGGCACCCTGCAGGGCCTGGCAGGCGCCACCGTGGGCCTGAACAACATTAATGCACTA
GCAGGTAGCCTCAACAGTGAGTATTCATCCTGCCATCCACCCAATCCATCCATCCACCCA
TCCATCCATCCATTCCAGCAGGAGTCAGAGCAGAGAGAAGCTTCAGCAGCTACCTGCTTG
TTTGGTAGCTCCTGATCTCTCCGTTTGACTCAAAACACTGCGATCAGGCATCCAACCACC
CGACCTTCATCCACCTCCTCATCTGCTTCCTGGTTCCCTCCTGGCTCCTGCTTGCATGCC
GGTTTGGCGTGCGGCTACTGTGACGACAGTTGTTAGTTTCCTGATTCTGTTCGACACTGT
CATGTTTTTCTTTGAACAGAATGGGAATAGCTTAAAATTTTTAAAGCATATTTTAAGTTT
TATTTTCTAAGAATGCTACGATTTAAACGTTCAGAACAAAAGCTTTCAATAA
>CL8620Contig1
CGTGACCACTGAAGTGAAGTCTGTGGAGATGCACCATGAGGCTCTAACCGAGGCTCTTCC
TGGAGACAATGTGGGCTTTAATGTCAAGAATGTGTCAGTCAAAGATATACGCCGTGGGAA
TGTGGCTGGCGACAGCAAGAATGACCCCCCGCAGGAAGCTGCCAACTTCACTGCTCAGGT
GATCATTCTCAACCACCCGGGCCAGATTAGTGCAGGCTACGCTCCTGTGCTAGACTGTCA
CACTGCTCACATTGCCTGCAAGTTTGCAGAGCTGAAGGAAAAAATTGATCGTCGCTCAGG
GAAGAAGCTAGAGGACAACCCCAAGTCTCTCAAGTCAGGAGATGCCGCCATCGTAGACAT
GATTCCTGGGAAGCCCATGTGTGTTGAGAGCTTCTCCGAGTACCCTCCACTGGGTCGTTT
TGCGGTTCGCGACATGCGCCAGACCGTTGCCGTTGGTGTGATAAAGGGGGTGGAGAAGAA
AGTCTCCACCACTGGTAAGGTCACCAAGTCTGCTCAGAAGGCCCAGAGGAACAAATGAAT
GTTGTGCTGCTCTGCCGACCACAAGGTCTCCCAAGGCAGGACATCCATTATCCAACTCCA
TCCAACCACTGGTCGCTTCAAGCTAATAATCAAAGACTGGTTAATCATCACAATGCATCG
CAAAAGCATCCGAAGGAAAGAAATCATATAGGTCCTTAGATGTTGAGGAGAAACTCCTCA
CTCCACTGTTAGATCATCATTATGTACAATGTGATACAAGATAAAAGCTGCTTCCACTCA
TTGGTTTGGTTCAGTATAACCCTCTGTGATGTTGACAATCTCATTCTAGCTCTCTGGAGC
AATGCTCCTGTTCTTGTTACATGTTGTCCTGCTGTGAATGTTTGCAGTAATTTAGTGCTC
TGTAGGAGCCAGTGATGAAAAGACCAAACTGTACTCTTCAGAGCTGTGGATTAGTGTCGT
GTTTAAGCTTTAAAAACCACTTGAAACAAAAGGTCAGACTTTGTCCTCCTTCAGGACTCA
GAATAGACTACCTGATGATTCTTTGAGCACTTTGATTGGCATTTTGCTAACTTCGCACTT
TCACCTGAGAACATTGAATTGGTATAAAGCTACTGCACCTAAGAAATG
>CL8621Contig1
CCGGCGGTTACGGGTACCGGCCCGTTCCCGGCCAGGAGACGGCGAACAACAGGCAGACGG
ACTTCAACTCTGGCGTCGGGTCTCAAAGCCAGCAGGGAGGAGAAGGAGGAGGCCGGAGTG
TTTCCAAGGAGACGTCAAACTTAGGAAAAGAGCGGGGGGACACATTTACCCGCGACGTGT
TTGACTACGAAACTCCCCCTCCCTCCACTGAAGACTCCTCCAGAAACAGAGGCTCCTCCT
CGTCATCCTCCTCCTCCTCTACAAACATAAATCCATCGTCCTCAGGTGTTTCTGTGCAGA
CGAAGCCAGCTCTTCCCAAAGAGACCGTCCCGCTAGACCCACGCTGCTCCCTGGTTCTGG
TGCCAGGCACGTGCCGGGACTACAACATCCGCTGGTACTACGACAAGCAGGCCAACGCCT
GTGCGCAGTTTTGGTACGGAGGCTGCAATGGTAACGGAAACCGCTTCGACACCGAGGAGG
AGTGCAAGAGGACGTGCGTGCTGGGCAGAACCACAGGAGGCTGAGCCCAACACCTGCTGG
AGATCATCCAAGGAGGGGCGGATTCTCAAAGGATTATGGGACGATATATAGGCTCATACA
ATCATGACTCCAGGAATAAACTATTTCAAACTAACAATGTAGAGGATCAGCAGATCCATT
TACTCAACTCAGGAATACCAAACTTTTTTTTTCTTTTTCTTTTTTTTGTTCAACACAAAG
TCCTGAGAAGATCAAGAAAAAAACCTCAAATCAAGTGGAGCCATAATAAACACAATGTGC
TCCGTGGAACCTTTTTTTTTTTGTAAACTGAAATGCCTTTCAATGGAAAATGTGATAACT
GTTCAACTTGTAACACTGATGGACCGACACAGGAACGCTGCCCTCTGCTGGGTTCAGGCA
TCACTGTGTCACTCACGTTTACTGCTCTGTACTCTGCCTTGTGGAATCAGCAGTCCACTG
TTTTAAATAAAAAAAAACATAATAAACAACAAAATTTATGTTTTNGGNNNNNNAAAAAAA
AAAAAAAAAAAAAAAACAT
>CL8622Contig1
GAGTCTCCAAATGTTTTACTGATCTGACAAAATGCTTGCAAAAAATGATTTTTAGTGTAC
TCTAAAAGTCTTCAACAAGTACAAATATATTTAATATATCTGTAACATTAAAAAAAGATA
AGCTAAAACACCTTTTGAGCAATTTTACTCCAACAACTACAGAATGTCTTTATTAATTCA
CAAAACTTTCTAGTGGGTAAAAAACAGGCAAAGAGGCCATTTCTCCATTTAGTATAATAC
AACTAAGATAAGACAGAAGACATAAATCATAAACAGTGACAAAAAATAACACTGATAGCT
TCAGAAATGTTAGATTCAAGCAGCAAAATGAAAAACAAACAAATACACATTTGGTCAAAT
ACCTCTGTGTTGGCATTTTGGGGGCTTTAAACCGCTGACTCCTGTTCAGTAGGAGAACAA
AGTGCAAAACCTTCAAAAGTTATGAAGGAAACAGTTTCCTACATTTAAGTACCAATACGA
TTTTTGCCTGCAGTCGTCCCGCACACAAAAGGTACTGAGGTCAATGATAAAGAGGTACAC



AGAGGAGGTATTTGCCCCTTTGAGCAAACAAAACATGAGCAATAAATATGATTTACTCAG
TGCAAACCTTCACAAACACAGACAGCTTGAAAACTCACCAAGTGATGGGAAGCCAACCGT
TGCGCACAATGGATGCATTTTTGGAATAAACTTCAACTTTTCACAATTTGATGGATCTTA
ACATGACTTTGGACTTATGTTATGGTCATATAGACAGAGATTTTGTGTATTCAATCTGAA
GATAATTTCACATGAGAATATTTTCGAAATTAAAGTTTTTCAACATTTAATTTGCAATTT
GAAAAATTAACATTCTGTTATTGTAGTTTATCTGGGTTATCTGAAACCAAATAAAGCTTT
CGGCCTTATTTATGCTAAATACAGCAGCTGAAACATTTAGAAGTTTCACTATAATCTATG
CTAGAAAAAGCATCAAAGTG
>CL8623Contig1
GATTTATTTCACAAACCGTTTACAGTGAAAATATTTTCCAGTAAAAAATAGACCATAATA
AGAACCTTTATGTTGTCATGGAAACGCTCTGCTGTAAACCCTCCAAATATTTACAAGAGC
AGCAGACCCCCCCCCCCATTGTTTACNTTCATCTTAAAAAATTAAACCAACAAGTAAACA
GGATTACCTTCATGCACTACAGTCCTTTGGTAGGAAGCCTGAGTTTCACTCAGGGAGGGG
CAGCTAATCNACCCTATAAGGGCGCANAGGTGTAGGGGGGGTGGGGGGGGGGTTCNTGGG
NCGGNCTGAACNANTTTGGTTTTNTG
>CL8624Contig1
AGGTGGCGGTCCACGGAAGAGGCCTAGAGATGCTGCACAGGAGGACGCGGCCAGTTTGCC
CACCAGCTCCGCATCACTGGGTGCTCAAGAAGAGGTGTGCGTGAAGAAGAGTAAGTTGAA
GGAAGATTCTTCGGGGCTTGTACCCTATGGAGGAGATTCTTCTGACGATGAGGAGGAAAG
GACACGCTGCAGTAAGGCCGAAAACTCATAACCTCTGCCCGCCCCATACCCACTGTCCTG
AGATAAACCACACCTAAGTCTACATTTATATCGATGTGATTCAAAAACCCCCATAAAAGG
AAAAGTCTACTAATTTTTTTTAACCATACATGTTATTTGGACAATGAATATCCATGTTTC
CACAGCAAAGAGTCCAAGTATGTGTTTAGATAAATGAAGTATTTGATTTAACCAACTTTT
CTACCAGCCCCTTGGATTTACAGAGGGTGTTTTAATAGATACCTATGTGTATAGATAATG
TAAATAATACACTCCCAACTGCCTAAAAGTCAGTATTTGTAGACTTAAATGAAAACAGCT
CCTTCCTTTGTGGTTATTTGCCATTTAGGCATTTTGAAGTAAAGTGGTATTTTAAATAAC
TTTACTCCTAAAAACTGCAGCGTTTCCACATTGTAATATAGATTGGCATGAAGAAATACT
CGCATACTTTCACTCTGACTCTCCGTGAGACATGGCTAATTTGTTGGAACAACTACAAAA
ACGTGAAGCCTTAAATGAAATAGTTCCACAGAACTATAGCACCTGATGAGTGGCTACTCT
CTGTTTGGCAGCATGCAGGGTGGACTTTTTCATTTATAGCCTGAAAACAAGCTGTATATT
GTTTTTGTTTTTTCTTGTGGTAAATATCTATCATTTTCCTAACTCATCGTTATGCTGAAA
GCAATATTTAGATTCCCAGCTTTTTTCTTTTCTTTCTTTTTCTTTTTTTTGGCCTGCTTC
AGTTACAGAAGGTTAAATTACATATTGTAAAATTCAGTGAAGCCTTTTCTTATATTGGAA
AATGGTGTATGGCT
>CL8625Contig1
CTTCACCACTGCCGGCTGAAGCCAATTCCCTGCCATACCTTGAAAACTACTAAAAAATAA
ATAAATGGAAGTAGTGAGTCCCATGCCACCTTTTGCTGTACGTCTCAGTAGTAGGTGCAC
CAATTGCTGTAATCGCTGGGCATCAGGCCACCTGTGATTAGCAGGATCAAGTCTACAAAC
CACCAAATTCCCAGTCCTCCCAAAGTGAGCAGCTTCCCCACTGCAGTGCCGGTGTGGCCA
AGGCAAAAGCGATCAACTCCAAAACAGCCCAGGAAGAAGGAGTACAGCAGAGTGGTGATA
AAGTAGTGTCCAGTGTATTTGATGCACGGCACATTTCCCCGGAGAAACTCCCGGGGTCCA
GCGCACTCTATGTCATCGAGGGCTGTGCAGATAACTCGAGTGTGGTTCACCTCCTTTTCA
GTTTGACCACCCCACCCAACACAGCCGTGGTCCATCTCCTGAAAGGCACTGTAGTTGCCT
GCATGGTCCACGGGGTCCTGACAGTAGATAAACTCCTCTGGTAGATATTGGCAAAGGACG
ACCGGTGACGGGGGTCTGTACTCGTACAGCTCGGTAGAATTCACGCTTTCGGTCCACCCT
TCGGTTTTTCCAACCTCTGGCTGCTCGGTAAACGGGAATGAAGTAGCTTCCCGTCCTGGC
GTAACCGTGTTAGCCGCAGGAGGAGGAGCTGCTGTCGAGGAGTTCTGGGAATGTATTCCT
TCCAGACACTGTAATAGTAACACTGTAAACAGCAACAGAAACTGTCCGCAAAGCAGAATG
TAACTAACTGAGATCATTATCGCTGTTAGGAAACAATAACAAGCGAGAAATGATGGCTAC
TCTTCACAGCGCTTTAAAACCCCCGGCCATAATGNCCGGGTTTAACGGCCGTACAA
>CL8626Contig1
AAGTTAATAAAGAAAAGGGCAAATAAATCCAATGTTGGAATTTNCCAGAGTGCATTTAAA
GAACCACCACAAGTCTGAATCGTATGCTTTAAGTGCGCACAAATATGGGAGAAGATGCTT
CGACTGGCTGTGCAGAAGAGTGTACATAATGAAGAAAGGGACAGCATAACCCAACAAAAT
ACTCATCTATTTCTCCATCCAAAGATTCTTAGAAACAGTTTATGCTTTGTGAGAAGTTAG
ACACATACATGTGTGACTGTAAGAAGAAGAAGAGTGGTTTATGTTTCATTTCACAATTCA
TACTGGATGTAGCCCAAGTCCAGAGCTTCAGCAGCAGCTCAGGTGACATAAGCATCTCAG
ATGACGGAAATGGTTAATTTTTTTGAGTGGACTGAATTGGTGGACGACCACATGTTAAAG
TTAAAATCCCACTCCCATCATCTTTTGATCAATTCTAAGAACGTTCCCAGTGGTCTTTTA
AATATTAAAATGCTGCGTTTAGGCACATTTTTATGACATTTTCTAGGACATAGTTTCTTC
AGAGCGACAGGAGTTTATTAGAAATTCACCTCTAAGTTGCAGGTGGAACTGTTGGTGCCT
AGTAAACCTGCCTCTACTTCCCGTCATCCATCTGTTTACACTCTCTCCTGCTAGCTTACA
GCCCCTCACAACCCTAAGCAAAAGCTTACATTAGCGGTGCAACAAAAATGGCGAGCGATA
TTAAAGGTATCTGAAGCTAAAGCTTTGAGCCAGATACCAGCTCAGATGAGGAAAACAAAG



ACATTCATGGATCTATGGATGCATCAGAATAAAGCGGAGCAGGGAGATTATGGCCTGGCG
ATTGTAAATTCTACGTCACACCTAAGATTTTTGGCATCTGCTCTTAATTCTTAATAATTT
GAATAAAGAAATACCCAGAAATCCAACTTTAAGCTAAATCTTTTCTATATATGTCCACCA
TTATCAGAAAAATGTCACAAGAACATTTAAAAAACACCAAAAACAACTATAAACTTAAGG
AAGACAATGTTTTTTTACGTCTTTAGATGAAATGTAAGAGAATGGAAGAAAGATAACGAA
TGTAGTTTTCAGTCAGATCTAGGTCACATATTGCTATTTAGATCTTCTGTGTTCAGCATG
CACATCCATACACTGATTTGCTTTCAGTCACACTGAAGTTCTAACATGATGGGAAGTTTT
GAAGTGAAATGTCAGAGAAGCAGCCAGAACATCATGTTTGAGGCCACAAGACAGCAACAT
CATCACAAGGTGTCTTCTCACGGAGTACGAAGCTGCATTTACTCTTCCACTATTTTCATT
ATGTACAAACAAAACCAAGTCCTGCCCATCCCACCTGAATGATACGCTATGCCGGTTGAA
ACCTTTGATCTACTGCTAAATTTAGCACCTTTATTTTCAGTTTCTATTTGCTTTT
>CL8627Contig1
TTGTTGGTGATATCCCTAACCTGAGATGACTTTTAACCACTGTGGAGAGGAAAACTCAGA
ACCAGGGTTTTTAATATCAGTGCTTCCGCTTCGGTTCGTTTGCTGACTGTTATTACATCC
CAAACTGACAGAATCCTCTCTGCTTGGTCTGTGATCGTTTGCCTGGCAAACCTAGTACAG
GCTTTGCAGTACCATCTGTAACCTCAGAGAAAAGAGAGAATCTGCCGACGTCTTGTTTTG
TTGTTCTGGCGGTTCCTCGTCTTGAGGATGAAGCTCTGTGTAGAAGCTGCTCCTCTCAGA
GTTCCTGTCAGGCTTCAGCACGTTTGGGGGTTTCTGTCAGTTGAACAAGCAGCAGCAGGA
AATAACCTAAAACTGAGTCTGTCTGAAACCACAACTCCACTCTCAATTGAGGTCACAGAT
ACGTGACCACCTGTCATGTTAAATATTAACGCCCCTTGTTTGCTTTTCATTCCTGCTGAA
GCCAACATCCAGGAGCTAAACATTTTCATTCTGTTCTTTAACTGATCAGCAGCCTCTCAA
CTTGTCGAAAGATTCATAGTTAGGTTCAAAATTAAATGAGTAACTTTTTCCCAACTTAGA
ATTTATTTTTAAATATTCTGTATTTGTATCGTCATCATGGCTTTCTTTTATTCAGGACTG
AACTAATGTAGAAAGTGAAACATTTTTCAGTCTATAAATTCTGTGCTCTGAATCTGCTAC
TTCACAGGAACCATTGTTATTACAGAAAAAGACTGAGAATGGCCTGAATGCATAAGGGGG
GTGGGGTTGTATGGAGTGATATTTCTGCCACCACGTTACACACAAAAGTTGCAAATGAAA
ATACTAAATAGTTGCTTTTCAATTTTCTTTTTTTGTGCTTTGAATTTTTGTTTTTGCTTT
CAAAAACTTTTTTTGCGTTTGCGCTGCCATCAAACAGCTGCTGATTGGTCCAGATTCTAA
CCAATCAGGTGTCTCTGTCTGATATTGACCGGGCTTGGAGGCAGACATGGACTTTGTGTC
GGTTCTGTTTGAACGGGATTCTCCCGTTTTCAAATTCGGGCCCGTTTCTCTCAGAGTAAA
ACCCAGAAGGAGCAGCAAAGCACCTCAAATAAAACCAAGTGTTGTATTTATTTATGTCAG
TGTAGCGACTAACGTGTTTAAAATGTCTGCAGCAGAAAAAAATGTCTGAGCTCCGACTCT
GTCCAGCAGGAAGTAACACTTTTTAAGATTGTATCTGAAATATG
>CL8628Contig1
ATCGCATCAGCTAGCATTGCACAGTCTCAGAGGTTTTTGGGGATGGAATGGAGAGTTATC
GTCCAAACAGTTGGATGAACACAGAGGGGGGGGGGGNGAAAGTTCAAAAAAGTTCAAAAA
AACANAGGATGGCTGCTGACTTAGGTAAACACTCCCCGCANCGGGCGGCGGCGGNAAGGG
AGGGCGGTGCATGTGTCGNGGTTTGGATGTTAAACGACAACTAAGGGGAAAATNTAAAAA
AANAAAAANCTTCAAAAAAAAATGGAGTTTCTGAATCTTTTCCCATCGAAAAAAGNCGGA
TGGAAANACTGANTTACANAAAAAAAAAGGGACANAAAAAAAGGAGGTTGGGGGGGGGGG
GGGGNA
>CL8629Contig1
TTGGCTGCATGAATGTGTTTATTAAAAGAATCATATTTAAATGACCTCTTTAGTTGTTGT
TGTAAGTACATCCAGAACATATTTGTAATGAGAAACCGGTGCAATCATTAGTCACACTAA
AATCTCTAACAGTGTCAAGTGTTACACATTTAAATGTCAGATATATATATATATAGACCT
TTACCTTTAAATCAAATACACATTTGTTTTGTAATATTTGATTTTCAGAATGTTGGCTTT
TTGTTTCCTATACCTTTCTTCATCCAAATTCAATGACTTGTAACACGAAAAAAAAAAAAA
A
>CL8630Contig1
CAGCTACGAGAGCGGCGCCAGCGCCGGATACCATAAACTGTACGACAACACTGCAGTGAA
GCCGGAGGACGCTTCCAGCAGCACCAGCGGCTACGGCACCTTCTACCCCGAGAGCAGCTC
CACCTTCTCCGCCCCGCCCACCCCAGCCCCCACCAGCATAAAGACTGAAAGCTACCAGTC
CATGCCGCCTCCCGCGGACCAGCAGAGCCCGTACAGTTATGGCTACGGCGACGAGAAGAA
GAAGATGCTGATCCAAGGCCCCGGGGAAGGCCAGACGGACTTCTCCATGTTCAGCACGGC
CTACCCCAGCTCTGTGACCGGAGGGCGGGGCTACAGTGGTCACGGCTGGGGAGAGCAGCC
GTCCTGGGAGGGCCAGCAGGGGTTCACGTACCAAGGCTTCGGAGGTCGCGGCCGGGGCTC
GCACTCTGGATACAACAGCTCCAACTTCTGATGGCGTCTCCGTCCCGGCGTTGGGACGCG
TCGTCTGAAGCACCGAAGCTGCAGCGTCCTGCTGGGTTCGTGGCGCTTCGGTCCACGTCT
CACTGCATCACATCCATGTTTCAAGAGTGAACTTCAAGGGTTTCTGTTTTTAATCTGCTG
TAGTGGTTCTGTAGCAGAACGTAACCGGATCCGACCTGCTCGTCGTTTGGAAGTTTTGTC
TCAATAAAGATCTTCTCATCTTTTTATAAAAAAAAAA
>CL8631Contig1
GAGGGTGCTGCTGCTGCTGATCCTGCTCATCCTCTGCTTCATCAAGAGGAGTAAGGGAGG
AAAGTACTCAGTGAAAGATAAAGAAGATGGACCGATGGACTCAGAAGCTCGACCGATGAA



AGATGAAACCTTTGGAGAGTACAGATCTCTTGAAAGTGATCTTGAGGAGAAGCAGACAGC
CAGTCAGCCATCCCTGTGTGATGACAGCAAGCTGTGCAGCGACAACAACCTGGACTTTAA
CGGCAGCAGTGTCGTCACCTCTGATCTCAACCTGGATGAGTCTCTGATCAGTGAGATCAG
TCGTCCAAGTGCTCAAGAGGGTTTCCACAGTCTGCCACAGAACTCCACCTTCAACCCTGT
TCCCGTCTCTTCTGCCACCAATGGTGTGTCCAACTTAGTCACCATCCCTGACTAACTCCA
GTCCAAGCCATCAGGCCAAAACATGTCAACACATATGTGCCCATACCATCATGCCCCTCT
TAGACTTTTCATGTTTTTGATTTCCAATACACAATCATATGCTGACAATTCAGAAGCTCT
GGCGGTCATTTGACTGATTGGACTTTACTAACCAAAGCAGTGTCCAAGATAGTGGACTGT
GTGACAGAATACTGACCGCCCCCCCCTACTTTTGTTATCTTGTGCAGTCAAATACAGTTT
AAGATTAGCATTTATACTGTTCTCTTTCTTTCTCCATGCAAACAACACAAGGAAAAACCT
TTAGACAGAATGTTGTGCATCTAGAAGTATCAGGGGTNTTAGATGTGGTCATGGAAGAGA
TGCAGAGTAACACATATCCCATAAATCAACGATTTCACTTAAATCAACTGAAGCCGCCTT
TCAGTGGAACTTGCTCTGAAAATAAGGAGTAGCACCTGGTGTATATAGCTGCATCCATCT
ATTCAGTCATATTACAGAACTATAGCTATTTACATGCTCTCTCTAAGTTCGTGTGGCTGC
TGGGTCTGCATAAAACTAACATAACAATCTCGCCTTCCCTCCTCAAGTGAAACGTCATTT
ACTGGAATGAAACTGTCGTTTTTGTGCCGAGACCTATTTGTATTGCTCTGTATCTGTCTT
TGTCTCTTTTTACATGTATAAAGCAC
>CL8632Contig1
CGGCACGAGGCTTCCTGCTGCGCGTGCGGGGCTCGGGCAGTCGAGCCGTGCAGCTGCGCA
GCCGCTGCAGCTCCACCCTCCCTCGAGCGCAGCATCGCTCCAGCCTGTCGCTCAGACTCA
GCAAAGTGACGCTTTGACGCAGCCGTCCGCCGCCGGATGACGGTGGTTCTCGGGCAGCTG
GCTGTGAACGTTCTCGGACTCCTCCATTTGTCACGGTGAACCGTTTCGCTGCTGCGCACT
CATCCGGCTGCTGTGTGAACTGAAGAGCAGCGGCGACACCTAGTGGCCTAAAGTCTGTAT
GATTTGCACATGTGGGAGCAGCCAAACTCCTGACCTTCCAGCAGTAATTAGAGACTGACC
ATCTGCAGAAGTGACGCTGCAGGAAGTGTGACAGCGTTCTGGATGACATCAGCTGATCGA
CAGACGCTGGGGGATCAGTATTCTCCTCCGTCAGGCTCCTTTCTCGGCCTGTCAGTCTTG
TGCACAGTGTGCACGCTGTACGTAGGCTCCGCCCCCCCTTACCTATGTGAGCTGTGTGAC
GAATGCAGACGTGCATTCTGATTGGTTCCTGTACTTGGTTTTATCAAGTCCTGAAAAGGC
CTTACCTGCCCCTCCTGTGGGGTGAAACTGCTGCAGTACCTCCTCCTCCTCTAGCGCTTT
ACCTTAGTCTTGCACTTGCCAGCTGAAGGGGGTTTTACTCCTTCACTAAAGCAGTTACTC
GGTTTGCCTTTAATACTTTTGTGGCCTCCTTCAGCCCAGAAATGGTTTCATCTGAAAGGC
GTTTCTTTTATTTAGATAGTATCATAAAGAAAGATAGAAGTGGATTTTACTGTGATCTAT
TCGCTCCATCAGATCTGCTCCTGGTTTTTTCCATCAGCGGCAGATGTTCCTCATCACACA
CGTGCACGAGCTCATGCACGTCTGTGATGGTCAGACATGTCAGTCTGACCTGGAACAGGT
TTTCTGGACTCTGAAGTCGTCTTTTATCTGTTGTCCACTGCCAAAGATTTCTAATCTGCT
TTCAGAGAAGAAT
>CL8633Contig1
GCGCCTTTAACCCGGGCCTTATGGCCGGGGAGTAGTGCAGTTGATATCGGCGCTGCTAGA
GTTTAGCACCCAAGGGCTACGAATCGAGAGTTTAGATCTGTTAAGGAGCGTAAAACTGAC
CGAAGGAATCCACAAACTTTAGTCTATATGCTCCAGCTTAGGAGGGGGACCATGAAATGC
CCTCAGTACGAGTCTACAACAGACACCGGAATGGAGGACGCAGCGGACAGCAGGGTGCTC
CAGCTTAAAGTTTCCGCCCTGAAACAGCAAAGCCCCTTCAAAGCCCCGCACCCCGCAGAA
GTGACCGCCGCGTTTTCCTCCAGTGCAGTCCACAACAAGGAGAACAGCAGCAGCAGCAGC
AGCAGGGACCATGACAGGGTTCTGGATCATGAGTGCTTTGAGGACAGCGGTTATCTGTCG
TTGCAGAACAGTCAGATTGAATCTTATGGGGATGAAGAGGATCAGTGTGTTCTGGGGAAA
GCCACAGCAACACAACAAGAAAAGACTGTTCCATCACCCTCTAAATGTAAAGGGCATTAT
AAATGCAACCGTCCTTTGTCTTTGGCGGTTTCCTCTCCAGCAGATAATTTTAAAAGGACA
GCGTTGTCCTCCACCCCATCTAGTGACCACCACGACCCAAACCTGCCTGTTCTGAAGTTC
CAGGAAGCCGTATGCCAGGAGCTTTCAAAGAGTTATAAGAAGAATAAAATGTATGACTGG
AGCATCATCCCAAAGATGGCGGAAGGTTATCTTCTGGATCGTGTGATCGGGCGCCAGATG
G
>CL8634Contig1
TTTTTTTTTTAAAAATAGAGTCATTTATTTGAGACACNTGAATGACTTCAAAGTTTTGCC
TGGAAACAGGTGACAGCGGGGGCGGGTGTCACTGCCACAGCACCCGTCCCATAACCGGGC
TTCTCCGCTCGCTGGGAAAGTCCCACCGACCCGCAGCCCAATTATCAGTCTGACACAGAC
AATAAAGGCCTTCAGCAAATGAAAAATACAAAATGTGAGAAATCGATGAACACCAATTAG
AACGCCATCATTTGAGATGGAGAGGAGGGGCGGGGCGGGGGGAAAAAAGGCAAAGTTTAA
ACATTGGACCTTCACCTC
>CL8635Contig1
GGCTTTATTTTGAGGTTGAGCATCAGATGAGCAGCTTTTCTCTCAAATTAATCAGTTCAA
TAAAGTAATTATAAAAATAAACTATTTCAAATGAGAAACAATCTAACTAGACACACATAG
TTCTCTGCTGATAAAAACCAGCTGACACTTGAACAAACTTTCAAGGCTTTTAAATATATC
TACTCTTATCAGTTGTTTATGAAAGCAACAAGAAGATAGCTGTTTAACTTAAAATATTTA
AAAGATCCAAACACAAATAAATAACAGGCTGATCACAGACCAGATGATAGGGGGCAGTTC



CGTTTCTGACACAAAAACAACCAATAAAAATGAAAAGAAAACACAAAAAATAGCTACGTT
AGTGGGTTAATGTAAAGTCCTGAGCTGCTCAAGTCGTCGCTTCAGCTCTCGGCTCCTCTT
CCTCAGCTCCTCCTTCGTTGTTAGCAGCTTCCTCTCATCTCCTCTGATTTCCTTAATGAA
CTCTGTCGCCTTTCTCAGGATCACCACCTTTGCCGCCTTGTCATTGTTGGCCACCGCCGG
GACTTCGTCCCTCAGAGTCAGGAAGCTCATCCTGAGCTCGTTCCGCCGCTGCCTCTCCAG
CACGTTGTGAGTCATGCGCTTGTCACTGTCCTCTCCATCAGAACGTGGACTCCAGCACCG
CCGGCTCTGCCTCGCTCCAGCGCTCTCCGCCTTGGGCCGCTTCGCAGCAGGCTGTTTGG
>CL8636Contig1
CTGGCCTAAAATCAAGAGAGACGGCTGAGAGGAGAGAGGCTTCATGCCGCACCTCACCAT
CCTCCTCCTCCATCTCTTCCTCCCCGTCTACATGTTCCCTTTCCTTTAAAACGTCCTCTT
TGTCCCCGTTGGCACTGACGGGTGGTGAAGCCCGGCCCTCGCTGCTCTTTCCCTCCTCAT
AGCCAAGATCATCATCTTCTTTCTCCATCACACCCAGGATATCATTCAGCATTGAGGGGC
CCAGGTCAACATGGAAGGACATCACTGACTCTGCGTGCTTCATTCCACCTCCGTACGGTA
TGGGATATTCTGGTAGCTCAGTCAGTTCCCCGAAGCTTTTTTCCTGCAGCTCGAGGAAAT
GTGCTGCAGCAGCGGCCCCACTTTCTCCTTGCAGTTCATGCTGCTTAAATGGACTTGAAG
ACAAACTCTTAGCCCCCATGCTGTCGCTTCTATCCTCATTGTTGAGGAAAGGCAGAGACA
TGGCGTTTTTAACAAACGTGGGCGAGCCTCCGGGGACCATCAGGCTGCCATCCCCATGTT
GGTCCACTCTGTTGACTGACTGGGAACGCTTGCTGCTTCTGAAGGTGCGCGACAGAAGTC
CAGGCCGAGGTGACCGAGGGAAGGATGAGGTCTCAGGGGAGGGTTCTCCAGAGCGGCTGC
TGAGAAAAGACGTGTCCCCGAAGGCGTCACCACTGCGGCCGACGTGCATGGTGTGGCGAA
AATCGCCTAGAGGGGCGCTGATCATCTCTCGTGTCAGATCCATGCGTGAGCGGCGCTTCG
TCTGGGAGGAAGATGCTACTAGCTGCTTAAGGATCGGCATGATGGCAGACCAAGTGTTTG
GGTTTTGCTCAATGACACTTTAAGGCACCAGAATGTCAGACAGAATAGCAGAATCCTCAA
CTCCACTCAGACCCGGAACCGAGCATCCCATCCATAAAGGGCTGCACCCTCTTGCAGGCC
CCCAGCAGGTCTGTGGCGGGGTGCGTTCATGGAACCAAGGACGGCGTGATGCGCGCGGGT
TTGCGCTTTAGGAGCGATGTCAGATCAGGATTTCTGTAGTTTATTCTGTTTGAAGAAATA
CTGCAAAGGATGTCAGGGCATCCTCACACGCGGAGCGTCTCCCCGGCCATAAGGCCCGGG
TTAA
>CL8637Contig1
TTTTTTTTTTCACTTCCACGCCATCGCTTGTGGCCTCTTCAAGAATTAAAACTCCAGTTT
CTCCACTTTGACAACGTAGCTTATTTATCTCCATCTGTGTTTCTCGCAGCTTCCTCTTGT
ATCGCTGCACATCCCCCTTTAGCTGAAGGTTGTGGTTTTGAAGACTGCTAATTAAATGTC
GCATCTCTCTGTTTATTGGTCCTGCTTGTTCATTGGCTGCCAGGTTCTGTTCAAACTCGA
TGCGCAGCATCTCATACTCTTTGCGCACCTGAGCCAAAGTGTCTTCCAGCTGGATTACCT
CGGTTCGCAGTTTCTTCTGAAGCGACAGCTCATCACTCTCCATGTGTTCAATCTGACGAA
GATGAGCGTTCTTCGCTGTAAGCAGGAGAGCTCGTGCCTCATCCAGCTGAGTTTTGACCC
CGAGTGATTCGTTGTACAGCAGAGAGAACTGAGACTGCAGACATTTGTACTCCAACGTTT
CCTTCACAACCTCTTCTGGAATATTGCGCAAATCCATCTTAAGCTTCTCGCTCTCTCTCA
CAGCCTCCTGAAGCTCCGCTTGAAGCTTCTCCAGCTCTGCCATGCGGCTATTGGCCAACT
CCTGGTTGTGCTCCAACTCTGCATTGAGACTTTCAAACTTTTGAATGTTCAGAGTTATCT
GCCCTCCAGCTAGTCCAGCAGAGCTGCCAGAGCTGCTGTAGCCAGATTTAAGCTGCTCCA
TCGCCTCAGCCAGATGTTTGTTCAGCTTCTGTTCCCTGTTGCGAAGTTTCTCGATATCCC
ACTGGAGGTCCTCCACCGTTGTTTCCATCTCAGACACCTTCGTCTCTGCACTTG
>CL8638Contig1
GAGGCTGGGTTAGGGTTAATAAAAAAACTGTCTATGACCTACGAGTCAAAGTCACCGGCC
TGCATGAGGGATGTGAGTATGAATTTAGAGTCTTTGCCGAGAATGCAGCTGGTCTAAGTG
AACCTAGTTTACCCTGTCGTCTTACTATGGCAGAAGATCCCAAGTTTCTACCTTGTCCTC
CAGCAAAGCCCATCATAACAGATTCCTCCAAGTCTTCAATGACTCTGATGTGGAACAAAC
CACTATTCGATGGTGGAACGCAGATCACGGGGTACAATGTTGAGTTCAGAAAAACAACAG
AGGAAGATTGGACTGTTGGTGTTAACAACACTGACAAGACAGAGTCTACAGTAACTGGAC
TCACCACTGGGTCAGAATACGTTTTCATTGTCAGATCAATTAACAAGATGGGCATCAGTG
ATCCCAGCCCTGAAACAGATCCTGAAGTAGTCATGGACAGAGAAGAGATACCCAGGTTCG
ACATCAACCCTGAGATGAGAAAGACGTTGCCTGTAAAAGCTGGAAGCTCCTTCACCTTGA
CTGTTCCATTGGTAGGCAAACCACCTCCCACTGTGTCATGGGACAAAGCGGGAGTAGATC
TTAGAATCAGAGGAATTATCAGCACAAGCAGTTCCATCACATCTATCAGCATTGAACAAG
CAACACGGGATGACTCTGGTAAATACAAGGTCAAACTGCAAAATGTTGCTGGTTCTACAT
CGTTAACCCTGAATGTGAGAGTTTTGGATTCACCTGGACCTCCAGCTAAGATAATAGTTA
AAGATATCACCAAGAACTCTGCAACTGTTGCATGGGACATTCCAGAGAATGAGGGAGGGG
CTGCAGTAACAAACTATTTTGTTGACCTAAGAGATATTAGCAGAAAGGGATGGACAAGAC
TCACAGACAAGTGTAAGAGATTGTCATATAGGATCTCTGATCTGGAGGAAGGAGGAATCT
ATTTCTTCCGAGTCACAGCTGAAAATGAATACGGCATTGGGGTTTCAGCTGAGACCAAAG
AAGGAACAAAGATAACAGATACAACGGAGTTGGAGACAGACCAAGGGGCTTAGTGTGTGT
TTTAAATCCTGCTTTTCTTTTTTCCCCCTTTTTTAAACTTCTTTTTTTCTTCTTCAAATA
AAAAA



>CL8639Contig1
GTTCTGTTCTGGCTGGTTAGGCTTTGCTAGGTTCGGTTGTTGATCATGGCTGCTTCGAAG
CCAGTCGAACCTCAGTCCGGGAGTGGACTCCCCCGCTGGCAGCTGGCACTGTTGGTCGGG
ACTCCCATCGTGCTCGGAGTGGGCGCCGTTTATCTCTGGAATCGCAGGGCAAAGGAGAGG
AAGCGGACAGGGGAGCGAAAAACCCCAGAAGGCAGTGCCAGTCCCGTGCAGGGCAAAGAC
GGCGAGGCCCGGACTAACCGAGACCAGGAGAACATGAGCCCTTTGGATCGAGCCCAAGCA
GCCAAGAATAAGGGCAACAAGTACTTCAAAGCTACCAAGTATGAGAATGCCATCCAGTGC
TACACAGAGGCCATCAGTCTCTGCCCCAAAGAGCAGAAGGCGGATCTATCAACGTTTTAC
CAGAACAGAGCGGCTGCGTACGAACAACAGATGAAATGGACTGAAGTGGTGCAGGACTGC
ACTCAGGCCGTGGAGCTGAACCCGCGTTACATCAAGGCTCTGTTCAGACGGGCCAAAGCT
CTGGAAAAGCTCGACAACAAGAAGGAGTGCCTGGAAGATGTGACAGCTGTGTGCATCCTG
GAGGCCTTCCAGAACCAGCAGAGTATGCTGTTGGCAGACAAGGTGCTGAAACAGCTGGGA
AAGGAGAAGGCCAAAGAGAAATACAAGAATCGCGAGCCGATGATGCCCTCCCCTCAGTTC
ATTAAGTCATACTTCAGCTCCTTCACTGATGACATCATCTCACAGCCCCTGCAGAAGGGC
GAGAAGAAAGACGAGGACAAGGACAACGAGGGGGAAGCGGCTCAAGTCACCGAAAGTTCT
GGTTACTTGAAAGCTAAACAGTACATGGAGGAGGAAAACTACGACAAAATCATCAGCGAG
TGCACCAAGGAGATCGAGTCAGGAGGTCGATACACAGCAGAGGCGCTGCTGCTGCGAGCC
ACTTTCTACCTGCTGATCGGTAACGCTACTGCTGCCCAACCGGACTTGGACCGGGTCATC
AACCTGCCAGATGCCAACGTGAAGCTCCAAGCCAATGCTCTGATCAAGCGTGGGAGCATG
TACATGCAGCAGCAGCAGCCGGTGCTCTCCACACAAGACTTCAACACAGCAGCTGAGATC
GACAAGCGCAACCCAGATGTTTATCACCACAGGGGCCAGCTGAAGATCCTGTTGGATCAG
GTGGACGATGCAGTGGCAGATTTTGACGAGTGCATCCTCCTCAGACCTGATTCTGCTCTG
GCTCAAGCACAGAAGTGCTTTGCCCTTTACAGACAAGCGTATACCGGAA
>CL8640Contig1
CCATGNTTCTGCCGCCTCATTCTCTGCCTCAGTTCTTCCGGCTCTAATGTGTAACCGGGA
TGTTTTCCTGCGTCTCCAGCAGGGGTCGGGCTAAACGCGTCAGTGTCCCAAGTGGGGACG
GAATCTGCTGCTTATCGTGTTATCATAAGTGGGTGACATGACCCCACATCAGGTTTAAAT
GCCAATTTAGTTAATTGTGCTGTAATATCCCAGATGTGTCGTTCATGTATTTAACAGGCT
GACTGTAGCTTCGCCCTGATCGGGCTCACATTTCACAGCTCTGCCGCTAAAGATGCGATC
ACACAGTGAAGATTTTAACCTGATTTAATATTGTAAGTAAACTATAGATGTGTATATTTT
ATGATAAGCTTCTTAACTTTGTCAGAGTATATTTTCATGGCGCAGCCTCCCATGGGGCCT
GTGTGGAAACACTGAACTGTAGTTTAGTGCTTTTTTTTTGTGGAACACAGAATGTCAGGG
TGTGGGCCGTGAGTAAGTAGACGTCATTATGTGCAGTTTTGCTGTGCTTTTCCGGATTCT
TAAACTGAAAATGTACCGTTTGTTGTCACTTTCAGGGAGAATTTTAATATGAACACTTTG
TGATTGTAGTATTTAAATTATTCACTTCAATTAATATAAAAAAAATATATGTTTGCAAAA
TTTCTGAGGTTTTTAACCAGATGATGATTTGATGACCTGTTTATTTCCTCCATTTCTGGA
TCAATTAAAGTATTAAGTGTACATAATGTTTTTATATATTGTTATTTATTTGTTTGTCTT
GGCTTCCAGGAAGCTCTTAGTTCTACCAGGTGTTTTTGTTTGTTAGAAATATATGACCCT
GGTTGTTTTTATTCTTGGTAAAAATTAAAAACGTCAAATATAAAA
>CL8641Contig1
ACATTCCGATGCTGAAGAGCTGAGAGTTCATACAATGGAAGTATGAGACGAAGAAAATAG
CATAAGGCCGTGTTGCGTCAAAAAAGAGTAGATATCCAGCAGTCAGATCTAGAACAAGAC
CGCCTCCATGGACGACCAACAGACTGACTAACTCCACAGGAAGAATCACTTTGAAAGGAT
CAAAGAGCCTGTGGTGTGCTAGGTATGACATGGAGTATCCCTCCACCCAGTCGGCATCCA
GCTTTTTGATTCCAGCGATGAAATACACGATAAATATCTGTGTCCTTAGAAGGGTGTAGT
TCCAAAGAGGCACGTGAGCGTTTCTTATGGACGGCCTTCGCAGCCCGTCCACTGACCAGT
ATCGGTTGCCGTCCATGAGTGTGAGCTGGAATCCGATGAGACCATAGAGGTATGAGTGAT
TGTTCCAGGCCGTTTTGTCCAAAAAGAAGACGTACCAGTAGGTGGAGATAAACATGAGGC
AGGAAAGGCGGTAGAAACAACCAAGCATGATCCCCAGCGCCCCGAGGAACATGACTAGAT
ACAACAAATACATCCAGTCTAGTGGAAGTGGCTGCAAGAAGTCGAAAAGAGGAAAGCGGC
ACACAGGTGCCCCGTCCAAATATTTGTAGTCCAGGTGACTCAGACCTCTTTCCTGTGTTA
CATCGATGGCCATCAGCATACCAAATAAAAAGCGGAAGATGCCCAGAGATGCAGGGTCAG
TGGGTCTGTTCAGGAGGACCACCAGGTTCTGCCAGGAACTCAGGTCTTCTGCCTTGAACC
CAAACATCTGCTCCATCCTGCTCTGAGTCGGGGGTGATTTTGCTCTGGGAGCTGCATCTT
CCTTCTTTGCGGTTTGCTCTTTTCCACTTCTGCTAACAAAAGCACCTGCCGTAGCGTCTC
TTGCCTCCATACTTCTTCTAACAAGCTAACCTTTTGTTCGGGTCAGGGGCTGTTTTCTGC
CCCAATTGGTAGTATCCTGCGTGGCCCGAGATACGGACAGAGTTTACGTGTCAGCTCCAC
ACAGTCCCCCATACAGGTTAGTTTGGCCCCCGGCCATAATGCCCGGGTTT
>CL8642Contig1
GGCCCGCCCTTCCTAAGTGGCCCCAGTGTTTCTTTATGAGCTTTGGCATATTTCATTAGG
AGATGGTCTTCAGAGGCCGGCCTGGCTTCTTTAATCTGGCTAAAACCTCTCCAGCCCTTC
CCGTCTCGCTTCTTACCCATATTTTTTTTTAAATCATTTTTTCTAAGATTTAAAGTTATT
TGTGTTTTTTTTTATCGCTCCAATTTCAGTTGTTGTCTTTTTATCGCAATCTCTTGATCA
TTCTCCCATTTTTGGGCGCATTCATTCCCATTTCTAGCTCCTCCCCCATCCCAGAAGTCT



CTGTCCTACATCCGATCCTCTTGATCTTTGCCTTGGTTCCCCCCAACAGGCATGTTCCTT
TTTCTTCTTTTTTAAGGAACCCGACAGCCAATGTGCTCCCCTTTTGGTGTTTCTTTGCTG
AGTCAGCTTCAGCCCAGCGCCCCCCTCCCCACAGCTAGTGTTACAGTGTTCGTGCGCTCT
CACGTGCACACAACGCCCCGCAGATAGCCGAGCTGAATCCCGGCGTTCCTCGCTTTGCTT
TTTACCCCATGAAAGTTTAACATGTCCCCCCCCCCGGCGGCGGGCTGCCCTCCCACAACA
CACCTGGGAGTTCATCCAGCCCAAACACCCGCCCACGATCTGCTCTTCGCCTTCAGCTGC
AGGTTTTTGCATCCATTCTGCAGGTTTTTTGCCTCTTCAGTTTGCATTTTTTCCATGTGT
ATGTGTCTTAATTATTCAGTTTAAATTAATTCATCCTCATTTGCCTTTTTGTTCTTCCAT
AGCAGAGA
>CL8643Contig1
GAGGCTGTGGTGCAGAGAAAAAAGAAAAACCTTTTTTTTGGAAAACTCTGATTGCATTCA
TGAAACGATCTGCATCCTGGCTTTATTTGGGCCATGCTGCTTCCTTCGGTATCTCTAGAA
ATCCCCTCCAGCAGACACATCANACAGCGCAAAGACTTGTGGGAAGGGAATGTCATGGAA
TCTGTCAATGGAGAAGAAAATGAGGTTCAAAGCCTCAGCTCTCATTGAAGCTTGTGGAAT
TCTGCATGGATGGTTGAAATCTTCATTTATTTATTCGCGGGGATATAAATATACAGGAGA
TTCCTCATTTGATTATGAAAACAGCATATCGAAGAATTGTTATTAATTAATTGGCCTATT
AAATGAACAAACACAGTTTATTGAATCCACAAACATGCATTATAAGTTAAACTAAACTGA
CTCTTAGGTGTAAATGGTGGCTGTCTTTTTGTGCCCTGGCAATGAACTGACCTACTGTCC
AGGGTGTACCCTGCCTTTAGCCAAAAAAAACTGTTGAGGGCTCCAGGAATCCTGAGGCCC
TGAATTGGAATGAGCAGGTTTAAAAGATAGATAGATGGGGCACCTGCACGGGGGGCTGAC
CCGTGCAGGTGCTCCCAAAAATTCCAGGTGCTGCCATTTTTGGGTTGACCGGGCCTGTGG
AGGGTCGTAGAGGAGTGGCTGCATCTTAAGAGGAGCACAGGTACTTGCAGTACCGTATTT
TCATGACCATAGGGCGCACCAGATGGTAGTGCGCGGTCTCAGTCACGGGGGATTTTTCCG
TCTTTGACATATACAAAAGACGCACCGGGTGTTAAGGAGCGGCCACGTTAACACCCCGTT
CAAGGTTAACAAGGTTAACTATCCTATGTAAAATCTGTTTGTACAATCATAATAAAGAGT
GCATTTGTTTTTATTAT
>CL8644Contig1
TTTTTTTTTTCCACCCAAATCTGTTTATTCAGTAATAACTTTAGAAAATAGAGCATCCCA
TAGTGTGATAGAAAGGCACGGCTGTGATTCTACCGTTACATACTTCTATGTTCATTCTGG
AGGAAACACAAAGAAAAGCAGACGTTCCAGCTGTTCACATCGTCCCAATTCATCAATGAA
AGAGAAAAACGGTTAGTTTACCTAAAGAAATGAACCTTTAAGCCCAAGACAATAAATATC
ACAATAAATATGAATACATTCACTTGTTTGGTTCATACACGGCGTGGAAAAAGCTTCCAT
ACTATTAATGTACATCTGAAGCATCGGGGAGAGTTTCT
>CL8645Contig1
GTCCAGCAGGTCCTGAACATCGAGTGCGTGACAGATTTCTCTGACGTCCCCGTGCTCAAC
GTCCAGTTCAGATACGCTGGGACTTTGCAGAACATTGAAGTCAAACTTCCTGTGATGCTG
AACAAGTTTTTTCAGCCCACAGAGATGACATCCCAGGACTTCTTCCAGCGCTGGAAGCAG
CTTGGAGCACCCCAGCAGGAAGTCCAGAAGATCTTCAAGGCTCAACATCCAATGGAAACG
GACGCCGCCAAAGCCAAGCTCCTGGGGTTCGGCGTGGCGCTGCTGGAGGGCGTGGATCCA
AACCCCGCCAACTTCGTGGGAGCCGGGATCATTCACAGCAAGAGCGCTCAGGTGGGCTGC
CTGCTCCGGCTGGAGCCCAACACGCACGCGCAGATGTACCGCCTCACCCTCCGGACCAGC
AGGGACTCCGTCTCCCAGAGGCTCTGCCAGCTGCTGTCAGAACAGTTCTAGGCTCCGTGC
CGCTGTCGCCGCTCTGCTCGCCGTGTTCCAGTCTGGAGAAGATTTGCTCCGCCGTGGAGT
CGCCGTTTTTACCTGCTTGACATGGAAGCAAAGGTGTTTCTGCACTGATGTGTCACAGCG
TTAAATGTGTGTGTTTGTGTGTGTTTTCACACTGAGCACCTTAGAAAACTTCCAGCTTTT
TCAAACTTCCACATCGGCTTAGCAGCTGAAGGACTAACGGACGGAAACGTTCATCCAAAT
GTGCATTTATACCTTTAGGGAAAAGTAGAAATACACGACTTGTGTATTTCTACATCTGTT
GGTACTTTTTTTTTTACTTTAAATTGTGTGATGTGGGCGGGGCTTTTCATATTCTGAGCA
GGGATTGGTTAGTGGGATTTTCTGCTCTCTGTGATTCTGTACGTTTGATACTTTCCAGGA
GACTCAAACGTGTTCTAGACTAACCACAGTGGGTCTGGGCTCTGGCCCCGCCCCCTCACT
AAGGTTTTGACCTTTGGACATTGGTGAATGAGTTCAAATGCGTCCATCCTTCAGACCTTC
AGCAGTGCAGAACGCTGCTGCACAGGACCGTTCTGCATGTGTCGGATGGGAGATTCCAAC
GTCTTAAAGCACTTCTTCTGTCTTCTGGAGCTTTCACTGCCAAAACGTTTGTCATTGAGA
CGCTGATGTGCCTGGAAGAGAATCTGATGCAGCTTCTTCCCTTAATGTGTCCTTAAGTCT
GTTGG
>CL8646Contig1
GGGAGTTTCACCACGGTCCAGATCCGACAGATTCCACGCCAGGACAGGAGGAAAATGAAG
CAGCCAGCAGTCCTCCAGAGAGCTCGTTTCAGAAGCTAGCGCCCAGCGAGACTCGCTACA
CTATTCTCAGAAGGGACCGGGATGAGCTGTGAAGGAAACAGCCTGTCGGAGATCCTGGGA
CTCAGTGCCACACGCCGGGTTAGGAGGGGGTTAGGGTTGGGACAGGTTAGCGGTACAGAG
CAGTGACCCCCTTATTGGAGATAGAGAAGATGAGGATGACGAAGAAGGATCAGAAGAAAA
CGACATTAACAGAAGAGGAGAGTGCAGTCCACAATACAACCATGTTGGAATAATCTATAT
TTTCATAAGTCTTTCATATAGTTTTTACTTTGATTTAAGAGGAACAGGGATAAAAGAGAA
AATGTTCTCGGCCTGTGTGATGGGAGGGTATTAAGACAAAAAAAAAGTTTACTTTTATTT



TTTTGATCTTGTAAATATGTTTGTGCTGCATTGGAATCACATTATTGGTCTAAATTAAAA
TGCACAGTTTTCTTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>CL8647Contig1
GGCTCGGGTGTGCAAGGAGCTGGAGGAAGGTTCCAACCAGAGGATGGGGGAGATGCTGGA
ACTCCCAACCCCGTTATCCTCCTCCCCCCCTCAGCACAGAGCTCTCAGCAGGAGGGAGGC
CCAGAGGGACCGGCTGAACAAGATCCTGCTGGACCTGCTGCACAGAATCCCCAACAAGAA
TGCCATCGATGTCACTTATCTGCTGGAGGAGGGAGCGGGACGGCGGCTCCGGCGGCGGAC
GCTTGGATTCGGAGACTTTGTTTTCAGGAAGTGATGCCTCTCGTGTGCCTGTGGAGCCTT
GACTGCAGAGAGCGGCAAACCCGGAGCGCCGGACGGACACGTGCGGACGGCGTCTCCTCG
GTCCTGAAACTCAGTCGGTCAGAGCGTGGGGGGGGTTCAGCTCAGAGAGGAGAGCTAATG
AAGACTTTTGCTTATTTAAGTCGTATCATGCAAAACCTGTTTGAAAATGCACATAGGAGA
AGGAAGCATGCACTTATATCTGCAAACACGGCAGAAGGAATCCACTACCCAGCATCAGGA
ACGACTGGTACTGAACAAAGGACGGACGGACGGACGGAGGGGGGACGGCTTTTCTTTGAC
GGACAGCCGGAGTGACGGACGGCTTTTCTTTGACGGACAGCCGGAGGGACGGACGGCTTT
TCTTTGACGGACAGCCGGAGTGACGGACGGCTTTTCTTTGACGGACAGCCGGAGGGACGG
ACGGCTTTTNTTTGAGCTNTGAAGGACCGTAACGGTTCCCCCTGGTGGGATTTAGCTGCA
ATGACATGAGGACATCTTTGTTGCTGCTCTTTTCGGTGGAGAACTGCACTTTTTGGTACC
GTGGACGCGGTGACGCTCCGCGGCGTAACGCGCCGGCCGGCGGGCTCCGCGTTGGAAGAC
GCAGTCGGAAGGCGGCTTTTCCAGAAGACGCTCCTGGTTGATGCTGGTTTTCTAGCCATG
GGGGGGGTGGAGTTTGCGCTTTTGTCAGTGAAAGTGTCTCGTTGTGGTTTTTTTTTTAAC
TTTTCCCTAAAGCCTTCAGCCCCTCCCCCCCCTCTCCGTTTTGTACAACTCACCAGCTGA
ACTGAATCAGGCAGGGAGGGGGGCGGCGGCTCTAACTGTAACGCCTTACACAGTCACGGC
CTCCCGCCGCCTTGCGTGTGTGCGAGCGCGCACACGCCAGGTT
>CL8648Contig1
CAAACATCCTCCCGCACCGCAGCCTCCTCTCTCCGTTTCCTGCTTTGGAACCGAGCTCGC
TCCCGGCGGAAAACGGCCTCCCCGCGACCGAGTCTGCGCGCTCCTGTCGGGCGCAAAACA
AGGAGTTGGCTCCGCGGGCGCAAAGGCTTGCACCGTGGCTCTCTCAGAAGTGGCATGTCC
GAGGGAAACCACGGGCGCAGATGAACTCCTGCTTTCCCCCAGAGAGGATTCAATGAAAAT
GTCCGTGTGCGTCCACGAGAACCGAAAATCCAGAGCCAGCACCGGCTCCATGAATATATA
CCTTTTTCACAAGTCCTCCTACGCGGACAGTGTCCTCATGCACCTCAACTCTCTGCGGCA
GCAAAGGCTCTTCACAGATGTCCTGCTTCACGCAGGCAGCCGCACCTTCCCCTGCCATCG
CGCCGTGCTGGCTGCCTGCAGTCGATACTTTGAGGCCATGTTCAGTGGGGGGCTCAGAGA
AAGCCAGGCCAGTGAGGTGGACTTCCGAGACTCCATCCATCCAGAGGTTTTAGAACTACT
GCTGGATTATGCATACTCGTCGCGCGTGGTCATCAACGAAGAGAACGCTGAGTCACTACT
GGAGGCTGGAGACATGCTGGAGTTTCAAGACAT
>CL8649Contig1
TGGAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGAATTGTCAGATTTACCCATAAT
GCACCAGGACGTGCCCCGTTGCATCTTGGGATAAAGAAGGTGCTAGTAATACGTAAGTCC
TTTAGTGTGAGATGACGATTTTTTTTCCTCGACAATTTTGCAGACATTCCTATAAACGGT
GATAGTGGGTACCTGGGCTTTGAACGTATAGATTACGAGGTTACGGGCCTGAAGCGTCCT
TTAAAGAAAAAATGGGAGCTGACAAAAGGATTGGACCGTACCGGAGCGTAGTGGCAGATA
CCGGGTCGGAGCAGTCCCGTGATGAATCAGATTGGCGCGACAGGCGTGAGAGAGACCAGG
ATCGCGATCACAGTATGCGCCACTGGAGCGAAGAGAGACGCTTTGAGCGCCATGAAGGAG
AGCGCAGAGGCACAAGAGACAGTCCAGAGCAAAGAGAGAGAAAACGTCGCAACAGCGATA
GATCAGAGGATGGCTATCACTCTGATGGCGATTATCCAGATCAAGACTACAGAAGAGAAC
CAGGAGAAGACAAGAAGAGCAAGACCATCATGTTAGGAGGTCTAGCTCCTCATGTGACGG
AAGAGGACATTCGTTTTTCCATTGATCAGCTTGAAGGACCCCAGCCAGTTGATGTCAGAC
TGATGAAAAAGAGAACAGGTATAAGCCGTGGTTTCGCCTTCGTGGACTTTTATCACTTGC
AAGATGCTACCAGATGGATGGAGACCAATCAGAAACGTCTGGTCATCCAAGGGAAAGTGG
TCGACATGCACTACAGTCACCCTAGAAACAAGTATGAAGACTGGCTGT
>CL8650Contig1
TGGAACAGAAAAGTCCTCTAACCAGTTTTGGGAGGTGGGGTGGCATAGTCTGGGTTGTAT
GCAGGCTGAGCTAGGTAATCAGTGTGGGCAGGTGGTGGAGCCGTAGCGTTTGAACAGACT
GGAGGCTGCAGAGGGTAGGGCAGCTGTCCAGGCCCAGGGTAGAATGCAGCCTGGCTGTAG
GGCATTGGCTGGGGCGGGTATGCAGGGTTGGCAGTGGCTTCCTGGTAGGTTGGCAGCGGT
CCCGGGGTGAACTGCGGCCCCTTGATGAACCGCCGGGGACATAGAGTGAGTTCCGTAGCC
CGGCTGCACCGCCATAGACTGGTAGGGGGGGTAAGGCTGGACCCCCTGGTAGGGACTGCG
CGGGCACTGCAGTGGGTTGCTGTGGGTACTGCCCAGGAGCACTCGTGATGACAGTGTGGT
GGGTGGTAGCGATTACCGGCTGTGGCTTGCGGCACATTTTGTACAGGCAGCAGCACGGGC
ACACACAGCAGCAGACGAAAATGAGTATGAATGCGATGAGGCCCACAATGCCAGCGACCA
TAGCGGGGATAGGAAAGTCAGGTGGAGAAAGGTAACAGTCGTTCTGATCATCTTCAGAGA
ACTTCTTTCGAAGGTTTAGACAGCAGTATCTGTATTCACAGTTTCCACAGCAAAAGGTGC
CATAGCAGTCTTGGGGATGTTGGTATTTATTATGGGTGTCCGTGTAACCCAGACAATCGT
CCCCAGCTGAAAGATGACTAGCTAAAAACACGCTGAAAACCAACAAAAACACACTACATG



GGCCTAAAGCCATGGCTCTTTGTAGTCCCGGAGACTGGAGAAGAAATGGGAGTCTTCCTC
GACAGAACCGACGGAGGAGAAAAACC
>CL8651Contig1
ATGCAAAGTCTTCATTTTGGGCCCATTATACACTTGATTTTACAGTTTCATTTGCAAGTT
TCCAACCACTTTAATCTGACAATGGAAGATCTGAAGAAGAGTGAATGTCACAGAAACTCC
ACTGTGACGTTCATAGTTCTTTAGATTTTCAACTGCGGACGTTGAGCCAACAGTGCTTCA
AGTAGGCTTCAGTGAATCTAGGTTATTCTTCAACTTGTTCAGGGCATCATCTTATTTTGC
TTGTTTATTTTTCTTGTGTTATTGTAAATGCTTTGAACTTTTATAAGACAAAACGACAAA
AAAATCAAAAAAAAAACATTGAACAGAGCTTCAAGTTATTCAAGTAGNGTTCACATTAAA
ACCAATAAAATTCTTATTTGGAATTGTTTTCGNCNCAATTAGGACACTATGTTTTTAGAA
NGCTAATTCAGAANGAAATCATTTTAGCCCAANGATTGAAATTACNGAGGTCAGCAGTTG
AAAATTTTCAATTTAAGCTGCAGATAACATGAATGTCTAAACACCAAATGGTTTGGTTCC
TGCTGACACATTTTTAGAAACACATTTGTTTAGAATATTTCCAGAGTTTACTGTTATGGT
CAAACTCCATGTTTCCCATAGTGTTGCACTGGCTTTATCTTTCAGTGACAAAGTGATATT
TTAAAATGGGAAACACTTTGTCCCCTCATTTTAAGTTTGTAGTCAAAGCAAATGTAGTTC
TCTTAACTGTAAGAAAGTGATTCAACTTCCTTTCTTTTCGGGAGGCTTGTCTTATGTGGA
TTTTGTTTTTCCTTCTTGGTCCATTTACTGAAAAGCATTTTGGTAAAGCTTTATCTAGCC
AAGATGAAAATGACCATGAGACTGAAATATTGGCTTCATTTCAACCTATTACCAACCAGT
GGATAACATCATGACATGCTTTGTCCATTTTTTAAAATCATTTTTGGATTAAAATAAATC
TGCTTGTTCCATTTTTTGTTAGTTTCTTTGACATTTAAGCATTTAATGGTAAAGGTAAAT
AGAGTATACTTATATAGGACTTTGCTGCCTTCCTTGAAGGCCCAAAGCGCTTTACACTCA
CAGTCCTGTTTACACATGCGAACACACATTCACACACTGACGGTTGCTCAACTGCCGAAC
ACTTGCACCAACTTACAACCAACAGGAGCATTGTGGTGCAGTGTNTTCCCCAAGGACACT
TCGACACATGGGCAGGCAGGGCGGGAATCGAACATGTGATCGTCCAAATAAAGGTTGACC
GCTCTCTCTTTGCACCATGGGCGGAGAGGTTGCAAAAAAATGTGCAACAATTCAAAGTTA
AAAATGTCCACTCTTTTTAAAAACATAAGAAAAAAAAATGTTTTTTTTTGTTTTTTGTTT
TT
>CL8652Contig1
GAAGATGTCCAAGTCCCTGAGGAAGATCGTGGACGAGAGTCGAGACAAGAGTCTCCCCGA
GGTGGACATGTCCGACCGGGGCATCTCCAACATGCTGGACGTCCCGGGACTGTTCACGCT
GTCTCACATCACCCAGCTGGTCCTGAGTCACAACAAGATCACAGCTGTTCCTGCTAACAT
CTCTGAGCTGAAGAACCTGGAGGTTCTGAACATGTTCAACAACCAGATTGAAGAACTGCC
CACTCAGATCAGCAGTCTACAGAAGCTCAAGCACCTGAACCTGGGCATGAACCGTCTGAG
CGGTTTGCCAAGAGGATTCGGTTCCCTTCCTGCTCTGGAAGTTCTTGACCTGACGTACAA
CAACCTGAACCAAGGCTCTCTGCCAGGAAACTTCTTCTACCTGACCACCCTGCGTGCCCT
TTATCTAAGCGACAATGACTTTGAGGTTCTTCCTGCGGACATCGGAAAGCTGACCAAGCT
GCAAATACTGAGTCTTCGGGATAACGATCTGATCTCCCTGCCCAAAGAGATCGGCGAGCT
GGCTCAGCTCAAAGAGCTCCACATTCAGGGCAACAGGCTGACCGTCCTGCCTCCAGAGCT
GGGGAATCTGGATCTGACTG
>CL8653Contig1
CGACGTTGAAAACGACGGCCAGTGCCAAGCTTGCATGCCTGCAGGTCGAGTCAAAACCAG
GAAGAAAGGAGAGGACTGTTTTGTTTTGTTTTGTTTTGGGAAGGAAGCGTGCGCGCACGT
TGCCTTTAACCCTTTGGAGGCAGCCGCGTGCGTTGGGTTGACTCTGCCAGCAATTTGATT
TAAAGGTCGTTCTCTGCTATCGATCCGCTTCAGCGAGGGGGCGACGGCATAGCGGAGGAA
T
>CL8654Contig1
AGTGGATGTGTATGTTAATGGTGAGTTGGTGACCAACATTGGAGAAGGAGGTAGTTTTGG
AGAACTAGCCCTAATCTATGGGACTCCAAGAGCTGCAACTGTCAAGGCCAAGACTGATCT
GAAGCTGTGGGGCATTGACCGGGACAGCTACCGGCGCATCCTCATGGGGAGCACTTTAAG
AAAGAGAAAGATGTATGAGGAGTTCCTCAGCAAAGTCTCCATTCTTGAGTCTTTGGATAA
GTGGGAGCTGGCTGACTGTGGCTGATGCTCTGGAGCCTGTTCAGTTTGAGGATGGAGAAA
AGATTGTGGTGCAAGGAGAGCCGGGCGATGACTTCTTCATAATTACAGAGGGAATAGCCT
CCGTTCTGCAGCGCCGCTCTGACAACGAGGAATATGTGGAGGTTGGACGCCTTGGACCAT
CCGACTACTTTGGTGAGATCGCCCTGCTGTTGAACCGGCCCCGGGCAGCCACGGTGGTGG
CCCGAGGCCCCCTCAAGTGTGTAAAGCTGGACAGGCCCCGCTTTGAGCGCGTGCTGGGGC
CCTGCTCTGAGATCCTCAAGAGAAACATCCAGAGATACAACAGCTTCATCTCCCTCACCG
TGTGACAGGTCAAAGCCCCCACCAGCAGGGGTGTTCATCATCAGCATCTGAATTTCGAAG
ACGGCGTCAAGCAGGATGTGAGGTTGCCAT
>CL8655Contig1
TATGGCCGGGGTGGATGCACTTGGCTTACATGATTATCATGACATCATTAAACATCCAAT
GGACCTCAGCACCATCAAGGCCAAGTTGGAGAACAGGCAATACCGGGATCCCCAGGAGTT
TGCAGCTGATGTACGGTTAATGTTTTCTAACTGCTACAAATACAATCCACCAGACCATGA
AGTAGTAGCCATGGCACGCAAACTACAGGATGTTTTTGAGATGCGTTTTGCCAAGATGCC
AGATGAGCCTGAGAGCAAACATGTAGTTTCAGTCCCACCACCTAGTCTTCACCACCCCGC



TCCTGTAAAACCTCAACCCCCTATGGCCCATATTGCCTCTTCTTCAGACAGCTCAAGTGA
CTCCTCCTCAGAGTCTGAGTCTTCTACAGATGACCCTGAAGAAGAGAGAGCTCAAAGGTT
GGCAGAGCTTCAGGAGCAGCTGAAAGCTGTCCATGAGCAGTTGGCTGCCCTGTCGCAACC
ACAAGCCAGCAAACCAAAGAGAAAAGAAAAGGAGAAGAAAGAGAAGAAAAAAGAAAAGCA
TAAGAAAAAGAGCAGCATGCTGGGTCTTGTGGATGAGATCCAGGATCCTCCGCCTGTTTC
ACAGCTGTCAAAGAAAACAAAGACGATTAACATTAACAAAGAAATTGTTT
>CL8656Contig1
AATGTCAGGCTTTGAAGCCCATGTATCGGATGATGAATGGCATCGGCTTCGGCACCTCCA
TCCTCCCGCAGAGCTTCGACTTCCAGGCTCCATCCGCCACCCTCGCCTGTCACAGCAACA
GCTATAACCTGGACATGATGAGCAATTCCATGGCTGGGGGGTACGACGGACTGAGCAGCG
GCCACCACGTACCTCACATGTCCCCGAGCCCCGGGTCCACGTACATGGCGAGCTGCCCGG
TTCCCCCGAGCGGGGACTACGGGCCGGACAGCAGCAGCAGTCCAGTTCCGTCCTCTCCGG
CCATGGCCAGCGCGCTGGACGGCCACTCTCCCTACGCCAGCACATCTGCACACTGGGCGT
CCTCCGGTGGCTCTCCCTACATCAAGCAGCAGTCTCTGGCCTCCAGCAGCCCAGCATCTT
CTGGTTTACACTCCGGCATGTCGCCATACTCCTTGGAGCAGAGCTACCTTCACCAGAACG
GCAGGGAAAGCCACTCCACTGACCTCTCAGTGGGGATCCCGCGCTACCAAAGCCACTCCT
CGGTGTGCGACAGGAAGGACTTTGTGTTGAACTTTAACGGCATCTCCTCCTTCCACCCTT
CGGCCAGCGGATCCTACTATCACCACCACCACCACCATCACCACCCGCAGAGCGTGTGTC
AGGACATCAAACCGTGCGTGATGTGAGCGCGCGCAGGACTCCAAACAACGCGAAGCGCCT
GAGACGGTCCCAGTGAAACTGCGGCTCCGTCACATCTGAACAAACAAGTGGACTTGTTGA
CCTTTTAAAAGTTCTACTTTTTTGTGTGGAGAGGATCCACAGGATGCGTGTAGGGGTCCA
CTCTCACGTGCGTGCCTCCAAAAATAGCTTTATTTTTATTCTTATTTTGGACTTCAGAAC
GACGCGCTGAAGGAAACGAATGAGGAAACCATCAGAGGCCTTAAGAAAAGCGAACCACTC
TGCCTTTACGAACCCTGACAAGCTTTCTTCTTCAAAAGAAGTCTCAAAAACCTTTAATGT
GTTTGCTCTTATAAGACGTGCAAACAAGTTTATATTCCATATACCTTTTGTTTTGTTTTA
TAATCCACACACGACGCTTTTTAGGCTTTCATGAACAAACCTTTGCACTCATTGTATAAC
TTTCTGCCAACTCCCTTCCG
>CL8657Contig1
GAGGCTGCTTCAACATCAGGATCTGTTGTGTGATGCCAAATGTTTTTAAAGCAGAAAATC
CACCTGTTCTGTCTTTCTCGTCTCTCTTTGTAAATGTTTTTCTCTATTTATTTAATGCAG
AAATATATGGATTGGATTGTATCAAGTATCGAAAGTCAAACAAATGTCACAGCTGACAGA
AGTTACAGGCTTTTATTTTACAGCAGTATATGTTTATTCTGGTAATTTTGTTTTCTTTCT
CCTGGATTTTGGAAGAAATAAAAAATCATTTTCCATTCCTAANAAAAAAA
>CL8658Contig1
GCGTCGATGAAGAACGCAGCTAGCTGCGAGAACTAATGTGAATGCAGGAGAACGGGTCTG
ATGTCCGACCAGCACCAGAACACCAGCGCCCCCTGTTGGCGGGGTCCAGTGCTGATCTAT
GGAGGGTTTTGTTTGACGTTTTTCAGCTTAAAAGCTCAGGTGACTGAACTTTTCTGTTAA
CTGCATTTTTAATTGAACAGAGAATATTTTCATTTCCAAAACATAAAATGAAGTATTTTG
TTTGCTGACAGGAGGACTTTTGTTGCTGTAATAAAGTTTCTGCCTGTTTTCTTGTTTCTG
GCCGTCAAAGGGAAAGAAATGACCCCAAAGGATTTCTGTTGCAGTTTATTTGTTTTATAT
GAAGGCAAAAGGGTCTTTAGAGCATTCAAAATTCAGTTTTTATTTGTGATATCTGTGAAA
CGTTAGCGCTCGCGTTTGTGTGCGTCCTTGGTTGATGTGGGACAGAGAGGGGGGGGGTTG
GCTCTGGACTGACCTGCCTGTTTAAATAAAGGTT
>CL8659Contig1
TTTTTTTTTTAGATTTTCAAATGTATTTATTATCCTTTAGACGGATTTCATTGACCATTA
AAAGGTTTTCACCTTCCAACCGTTTTCCTTTTGAGTCGCTTCCTCTGCAGACCTGATGGT
CTCACAGGTTCAGCTGTCGGAGCCTCTGCTGGTTCTGGTTCCGGTTCCTCCGTCAGGTGC
AGCGGCTGTCAGAAGACGAGCTGCCGGCCGAGGACGTGACGTCTCAGATGTTCTTGTTGA
GAAGCAGGATTTTCTCCGCCGCCTTTGGACTGAGCCGGTTCCGCTTCCGGCTGAAAACGT
CTCCGGCTTTGGAGAAGACGCGCTCGAAGGGCACGG
>CL8660Contig1
CGAGAACACCCAACAGGGAAAGGAGATCCAGCAGTTTAGTTGTGTGAGTGCAGCAACGTC
GACGCCGCCACTGCATGGTTCTGGGAATTCATTCGGTTTTACCAACTTTGAGGAAGATCT
TCATCGACTCCTGGAAGCATTCCTCAGAGTAAAGTGGAGAGTTGATTAAAAAGGAGCATG
TCTCCTTTCTTTTTATATTGTTTACAATGTTTGGAATATCTTCGCTGATGTCCAGGAATC
ACCCATTTCAATTTTGAGGCCGGTCTTGTCTCCATCTTGGCTGTGAGTGAATTGTCCGAA
TTGCTCCTCAGTGGCCGGATCGGATACGCATGGTGCAATGGAGCAGTGGCTCATTTCCTC
CTTTGCTTCCTCTGCAGCGCTGTTTTTTTTTTCCTCCCTTGCTTGTAGAATAATGCTTCT
CATCAATCTTGACGGGTAACTGTATTCCGTGCAGTTCTAGCTCTCTGCAACGCACGTGTG
CTCTGGGTGTCCATCAGTATTCGCGATGCAACAGTCTCTGAAACTGTCTTTGGTGCACTG
TCCCTTGATTAGATCTTGTACCGTCTTTAGCGGTTTTCTTCAGCTAAAAAAAAATAAAAG
CGGGCTGTAGCTGACAGTTGGCTGCAATCCTTAGTCCTTTTGCCACGCTCAGTCTCTTAA
TGCGTAAATCCCAGCTGCAGAGGTTTGGTATTCGTCATGTGTGAAAAATGCGCCAGCCGT
GCTCTCCTGCTCTCCTCTCTTCTCCTCATTTCCATGCAGATGCTC



>CL8661Contig1
TNTGAAACAAAAGGTAAACCTGACACAAACAAACAGCCGCNCANTNATCCAAACTGTNGA
CATTGTTTGAAAGNATNTGTTTCCTCCGNGGGCNTTAGGGGGAAATTTTNAGAGTGNTGC
AAGTATTTGCNCAGNGGCTCAGNGCAAACANATCAAGGNTCATCCAAACCCCTGTGGGCT
TTGACNTGCGCTGGTCAACANTNATNTACCTTTGNTTGTNTNTGCAGGTTCNCTGGNTGA
GNAGNGGGTTNGTNTCATNTTTCAANTTTTTTTTTTNTTATGGGGGTTTGTCATATCTAT
TCTTGTATTTATTTGCTAGTTTTTATGTTTGTTTTAAATGTTATGTGCAGTAGACTGGAA
TTTTAGTAAATGCCCATTGCAAAACTAATGCTGCAATTTTGTTGAAGCTTTTATTAAAGG
TGTAGATATCTTAATGATTCA
>CL8662Contig1
ATATTTCTTAGGCAGCAGTTCGTTTACACGTCTCTCTATTACGGCGCCGTGAACAAAACA
GAAATTGTACAAAATGGGTTAAGCTGTGCGCTACAGATATTATATCCCACGTCTTGGCAA
CTAAAAGTTTACAAAAAAATAAAAATAGTTATTATTAACATTCATTTTCCTGTTCAAGTA
TGCTACAATCCAAAGTGACTAGTGTAAAAAAAAAAAAATTGGCTGGGAAAATAAAATACG
TTCAGGATTATTTACNTTTAACAGGTCCAACAAGCGGNGCCGGCGTCCGAAAAAGGAAAA
ATGATGAGCCATGTTTGCCTTCGCACGCACACACACACACACACACACACACACACAAAC
GTGCACACNGNGGTTTGACNGGCTGGCTTCTGAATGACNCACAGAGCAAAAAGACTTTTT
NTTTTCANNCCCGCNNAAAAAAAANCNTAAAAAAAAAG
>CL8663Contig1
AAAGTGAGAAAAAAGAGTTACTGTCACTTTAAATCAGATAGAATTAACCAACTCCTTCTA
TTTGTCCTCTCTGCAGTTACAGTTCACTGTCAGTGCAGCTTTAAAACAGTTCACTGTCAG
AATTACTTTTTGTTCTCTAAAAATGGCTGACGATAACAGTAGACACCAAATTTCCGATGC
AGAGGGGGGAATCCAAAGCTGCGCACTCCTGGTTGTGGTGGACCACAGTTAAGACGAGCC
TTGGTGATGGGATAACGGACACTTCCATCAGCTAACCAGCCTGCGTCGCAGCGGTCAAAT
CCCGCCAGCTTCCATGCAGCATATAGATGACCCACTTTGGCAATTTGACTTCCATCCCTA
ACACAGGCCTGGACTGCTTGAGTGAAGTTGAGCTTCTTCTGATCTTTTAAGAAGTAGACA
TTCCCCTTCGTAGACGCAGAGAAGCAGAAAGCGTCGTAAAGGTTTAAAAAACGATGCCGT
TGACCATAGCTGCGCAGACCAGGAGCCAGGTCCTCTCCTCCGCAGCTGTGGCGCGCCACC
GTGATAGGATACTGCACTGTGCCGTCCGCCAACCATCCTGCATTGCACCAGTCAAGGCCC
TCCTCCCAAGCGGAGAAAAGCTGCTCCACTGTAGCCAGAGTGGCCTCCTGATCCTGACAT
GCTTGATGGGCCGCAAAGAAGTTAAAATGGTAACGTCCTTTCTTGGAGTAGTAGGGGAAC
ACCACACCCTTCAGCTCCAGCTCCACGGTCACACTTTCATCTTCAAGGCCGTCGATCACC
TCACAGCGATACCGCCCAGTGTCATTCAGCTGCAGCTCATTGATGACTAGGGACATGTCT
CCTGGAGCTGAGCGCCGCAGTCGTACGCGGCCCCGGAAGCCGCCGTAGCTGCGGTGACGG
TTGCCCATGGCGACCATCACCTCGGTTTCCGTGGTGAAGGCATCAGAGGAAACAGCTGTT
GTGATGGCGTTAGCAGGTAACCAGCTCCATTTGACGCGGGTCCTGCGTGGCGCGGTCAGC
TCAGGCTCGTAACGGTACTTACAGGGGAGAGTGACGCTGCTGCCCCTGGTGCCTGACACT
GAAGACTGGGGCGATTCCACAAGAAGACGGATCCCATTGAAGTAGATCTCTCCGTTCCCA
TTCCTGTTGCTGATATCCTGGTAGTGAAAGCCATTGTTGAACCCATAGAAGCTGCTCCGG
CCTCCGGGCAGCAGGAGGTACACCCAAACGACCACCAGGGGGCGGTGCAGACTCGGCATG
ACTAGATGAGCAGAAGTCCGTCCAGCGCGCCTCCAGTCAGATGCTCCTCCCCGGCCATAA
TGCCCGGGTT
>CL8664Contig1
GAATTTGGAGAAGCAGGGGATGGCAAGCAGAAACAGTATCGAGCCTCCATCAATTTGACC
CCGATGCCCCCTCCTCGACCTAACGCATCTACTGGGAGGGAGGAGGTGGACCAAGGAAGA
GACAATGAAGGAGTAGAAGAAGAAGCAGCTTCTAAACAGGAAGGTGCTGCAGAACCACTC
AAAGGGGAGAACTTTCAACAGCTTATTCGAGAGGTACCTGTAAAAACTCAATGGAAATAC
TGCAAACCCATTGTGTTTAGTATGTTTGAAAAGGAGGAAGCATGAAGACCAGTAAACGGA
GAACCAGACCACCATGTGAAATAAGCAGTCTAAAGCTCTATGAAAGACCTAGAGATTAGA
TCCTAGAGAGCAAATGCTAATCACTTCTAATTTGAATTGTATTATTTTGGTGAAATCTCC
CCAGAAATCTGAAGACAAACCACAAAAAGGTCATAAATAAACAAAAAAAGATTTATTGTT
TTATCCACAAATGCATTTTGAATTGTCAAACCATTTACATAAAATTGGCTAATTCAGTCA
AAAAAAGTCCCACTCAGATCATCTTTTAATTTTTTTTTTAAAAGCGTTCCCAGTGGTCTG
TTATTATGATTATGCCATTTTTTTGGCCAAATCAAAAACCTGTCATTTCCTAGGTCATAG
CATTTGCAGAGTGGCAGTAGTTTGTCGGAAATCCACCTCTGAGTTGTGGGTGGGACTGCC
TTATTTTCCCATCATTCCTTTTTTTAAACTCTCTTGCGGTAGCTTTCAGCCCCTCACACG
CTAAAGCCTAACATAACCAGTGCAACAAAAACGCAGGCAACATTGAAGCTATCCAGTCGT
GCAGTTTTGATCCAGGTGTCAGCTCAGACGAGGAATACAAATACGTACATGGATCCATTC
GGCTACCAGTGGACGCATTAGAATGGAGCGGACCAGGGAGCTTGTGGCCAACCCAGCGTA
CATTTTACGCAACAACTACAAGATTTTTCAAACTTTTTTTCTTCTGCTCCTGATTCACAA
TGAGTTGAATAAAGAAATACTCAGAAATGCAATTTTATGCTTAATTTTCTTATATGTATA
TGAGAAAAATGCTACAATAATATGTTAAAAACACCAAAAACATGATTTTCATTTTTAAAC
CTTTTGATTTGGAATCCCCCAAATAAACATATTATGTTTTGCTGTAAAAAACATAAAAAG
GAGCAAATTTTACACAAAATT



>CL8665Contig1
AGCAGATGATTTTGCTTTTCATGCGTCAGGAAAACGGGCAGAGTGCCGCGTCTGTCACTT
TATTTTGAGTGGACGTCCGTGCAGGTGTTGCACAGGTGTTGCACAGGTGTTGCACGGGTG
TTGCACAGGTGTTGTACAGGTGTTGCACGGGTGTTGCACAGGTGTTGCACAGGTGTTGTA
CAGGTGTTGCACAGGTGTGCAGGCACAGCTGCGCGGTGATGGCAGGGTGGGTGTCGCTGC
ATTCCTCCAGACCGCGTGCATTGCTCGGCGCTTTTGGATCCAGGACTGTATATGGCTCCT
GGCTGGTTGGCTGGTTCCCGCCCGCTGCTGCTCTGCTCAGATACACACACCCGTCCCGGT
GGGGGGGCAGCAGAGGACTCTTCACTGGAGGTGGGGGTGCGTCTGTAGTGCAGCTGACTC
TGCAGGACATTGCCAGGAGCCTCCGGGATCGGCAGCACAAGCGGGTGGTGGTGATGGCCG
GAGCCGGGATCAGCACGCCAAGCGGCATCCCGGATTTCAGGTCTCCGGGCAGCGGTCTCT
ATGACAACCTGCAGCAGTACGACCTGCCCGTACGCAGAGGCCATCTTTGAGATTGGCTTC
TTCCACCGGAANCCCCGCCCCCTTTTTCGCCTTAGCCAAAGAGCTGTATCCAGGAAACTA
CCGGCCCAATCCGACACACTTCTTTGTGCACCTGCTCCACCAGAAGGGCCAGCTGCTGCG
CATGTACACGCAGAACATCGACGGGCTGGAGAGGCTGGCTGGGATTCCTCCAGAGAAGTT
GGTGGAGGCTCATGGGACGTTTGCCACAGCCACCTGCACCTCATGTCTGCAGAAATACAA
GGGGGAGGAGCTCCGGCCGGCTGTGATGAGCGGGAGCGTCCCAAAATGCTCCGCCTGCGG
GGGGGTCGTGAAGCCTGACATCGTCTTCTTTGGAGAGGAACTGCCCCCCCATTTCCTGAA
GTACCTGACGGATTTCCCTCTGGCAGACCTGCTGATCATCATGGGAACCTCACTGGAGGT
GGAGCCCTTTGCCAGTTTGGCAGGAGCCGTGCGCAGCTCTGTGCCCCGCCTGCTCATCAA
CAGGGACCCTGTGGGGCCGTTTGTGTGGGGGCGGCGCCCTCAGGACGTCTTGCAGCTGGG
GGAGGTGATGGGTGGCGTGCAGGCGCTGGTGGAGGCTCTGGGCTGGACCCGGGAGCTGCA
GGCGCTGATGGCGGCCGGCGTTGAGCAGAATGAAGAATGAGGAGTTCCCTCCATCCAAGC
CGAACGCTGGACCTGCTCCTCTTCTCTGTCGTCCTGCGTTAAATGATCAGAAACACGCAG
AGAGCCACAGAAGAAGAGAATCTGACACGCAGCACAGGAAAATCTGCAGGGTTCAAAGAG
GCATGCAGAAATGTGAACCCTCACAGCATTTCTCCTGCAGCAAAT
>CL8666Contig1
TGCAGGAGGAGCTCGGTCTCAATCAAACCCTTCAAAATCTGGCCCATTATCCTCAAACAC
ATTCATTGTGTTGCTGTTTCCTGTTTTGGCTCTGATCTTTTATTTTGAAGGTTCCCAAGA
ACTGCTGAATGTTACTTTGATATTGTTTACACTTTGATTGTGTTCTGATGCAGGAGAGAA
GCACATATCAAATACGAGTGCTTATAAACAAACAAGCAAATGCGAATGCTGTGAATGTAA
AGGTTATCCTAAACTAAAATAATCTGGTGCAGTGACATCACACTTATACTCCAGTTCTTA
TAATGCAAAAAAATATATATAATCTTGAGTATTCTGTAATGAGAGCTTTTCTCTTAGATG
TTATCACTAGTGATTTAAGAAACTCCAAACCCTGAGTTTCTCTCTTTAAATAATCAGCTC
CAGATTGTTCTGCTTTGCTGCTCATCATTTGGAGGGGAACACTAAAGGAAGTGGTAAATG
AAGGTGTTTGAAATGTCATGAGGGGAAAGTGCTTTACAATTTCACAGCAAATATTGTAAA
GACTCACATTTTGTAGGTGGAGGACTGGACTGGAGGATGATGGAAAATGCTGATCACATT
GGTGTCAACACTAAAAAGCCTCTGACACTCTGGCCTGCAGCCTTGGTCATTTTGAGCACT
CAAAGAAATAGTCCAGAATTTTGCTTTTCTGAGAAAAGACTGGTGTCAATATTTCTCTTC
AGTGACTGTTGCTGAAAGGAACTGTTCCAAAGCTTCAGTTTATTCCCTTTTATGTGCTTT
TAGTCTTGATATTTATGCTGTCAGATGACATTTCCCTGGCAGATTTGTAGGCATGAAGGT
CGCTTCCGTGTGGAGGAACTCTATAAAATATGGGAATCTAACCTGTATTTACTCTGTGAC
CAATAAAGATAAATTCCACTTTTAAAAAAAAAAAAAAAAA
>CL8667Contig1
TCGGCACGAGGCTCAGGCGGCGGCGTTCAGCAGGTCCTGGACCGCTTTCTGCTGCTTCTC
GTTCAGACCGGAGACACACTGCGTCCATAAGCCGCCCGACACCTGAGGGACAGAGCACGC
CGTCACACACGGGACAACACGCCATCAAACAGACGCCATTTTATGAATCTAGGAAACACG
GCACCTGCACTTGGCGGATGACGTTGGCGAGCCGTTTGCTGCACGCATCTTCGTTCTTGA
TCGACTCGTTTGCGACGCCGTCGGCGATGATGACGAAGATCTTGGGGAGGTTGGCGTTGT
CGGGCCCGAGCACGATGGGGTTGTTGCTGCAAAGAGGAGACGGGTCAGCGCGGGCGTGCG
GGTCGGGACTCGGACCGCTTCGGGGTCAAACCCACCTCTCGATGAGGTCGCACAGGAAGT
CGAAGGTGTGGACCGCCTCCTCCTTGTCCTCGTTTAGCGGCAGCCAGCCCAGCCAATGAG
GGAGGACCTCGTTCACGTTGACGCACTCCGGGCGGAACCTCATGAGCTTTCCAACGGCGG
AGATGCAGTTTTCCGTGGCGTTGACGTTCTCCTTGGAGCGCGAGTCCGGCGCCTGGATGA
CCGTGACCAGCAGGGGGAGCGCCTCTGCAGCGAGAAACCAGCGACCCCGTCAGCCGCCGT
CTTTCCAGAGGAAAAACCTCAAACCACATTCAGGATTCATNTGAAACGTTCCCGGTTATT
CCAGGTTTGTGTGATCGGCGCGTTTGCAGAAATGTTTTAGTTTATGGTAAAAAATTTGAA
TTCATCTAAAAAAAAACAGTTTTTATTGAACATTATTTATTATTGATGCGGCACAAAAGG
CCTGAATTTGCAGCTTTTTTTTCTTAAATTCCAATATTTTTACCTCATTTTAATTAAAGG
CTGTAGGGGGGGACACTATTAGTTTATTAAAAAT
>CL8668Contig1
AATTCAAAGGCTTCATCACCGTCCCCAAACCCATCCAGTTCAAGAGCTGCATTAGAGACT
ACAGTCAGGACGTGAGCTTCATGCAGAGCTTCGTGTTTGCGCTGCGTCTGGAGCAGCTGC
GCAGCTGCGCGCTGGTGCTGCGGCTGCAGGTGCACGCCCCCCGGAAGCGGACGGTGGCGG
AGAGCGTCCTGTCGCTGCGGCGGCTCGGTCCCAAGGAGTCCGAGTACTGGCTGGACCTCA



ACCCCCCCTCCAAGTCCCCCGCCTGCCACTCGGAGCTGCACCTCAGCACCTGCTTCCAGC
CGGTCAACGGCCGCGTCCAGCTGCAGGTGCTGGCGGCCCAAAGCCTCCCTCCGACCTCCT
CGCCGCTTTCCCTCCGGTTCTTCGTCACGGCGGAGATGCAGCAGGCGGGGAGGAAGGACA
CCAGGAAGAAGTGCCGGGCGGTGAAGGCGTTGGAGGGCCAGTGTCGGTGGGGGGAGACGT
TCCACTTCCTGCTGGCCTCCTTGGAGGAGCCGTGCTCGCTGTCGGTCAGACTCTACAGTT
ACAGCTCAGTGAGGCGGAAATGCTGCCTCGGACAGGTCCTGCTGGGGTTCGATAGCCCGG
TCCCCGAGGCTGTGGAGCAGTGGACGGACACGATGACCCACCCGGAGAAGGTGGTGACGG
CTTGGCTCCGGCTAAGCCCCCCCTAAAGCTGCTGGTTGTCTCCTCAGTCACGAAGACACG
GTGGGAGTCCCGGGAGCCGGCTCAGGCATCCGCTGACCGCCGCTAAAATGAAGGATTTGA
ACAAAAGCCTGGTTTTGGGAAGAGTCTGAAGGTCAGCTCGTGTTTCTGAGAAGAGACCAC
AGAGGAACTGTACTGTCATAAAAAGTTAGTTCTGCATAAATGTGAGTGAATGGAAGCAGG
TTGTTGGTTTGCACAAATCCATGAGGGATCTCATTAAACGTCACTTTGAGCGAAAGTCCG
GTCTGTGCGCACAAATTTCCACAGGCAGGATCTGGATTAAATGCTACGTCTCTGTTTGTC
TAGAAACTAGATTCAACTCTACGTCTGAAATGTTAGTTTTGTTTTATTCTGACAGTCCTG
ATTGTGGAC
>CL8669Contig1
AGTGGGGAACAGAAGAGTGATGGAGGGGCAGGGTGTTGGAGGACACAGCATATTCATCCT
TTTGTACAGACGGATTCTAAAAACATGATGGCTTGTACAGAGTTTGTCTGCTTGTAAAGG
GGAGTTGAACCGACATGCAGCCTTCTCAAGTGTTAGTTTTACACAAAAAGGTTCACTGCA
GGTTATCCTCATATAGAGTTGTCCATATCAATCAGAAACTAACCATCGTAGTCGAGTGTG
TTCAAATTCCATGAACTGCAGGAGATGGTGAGATCTCAGAGCTTTTTGTGATTATTTATT
TTTTGGTCTTCAATGCTTGTTTGCTCCACAGAGAGCGCGGTGAGCTGCTCTGGGCTCGAT
AAAGGGATGTTCAGCGAGGATGTGACTATTTAAACCACACAACTGATTTCAGCTTTTTTT
TTCAGTTACTTGGCTTTTCTTTTTGTTACTCGGATGTGTAATACTACCTGAATAACTGTA
TGTTTGTAATATTTTAGGCTAGNACCAAAAACTTTTAGTTTTTTTCTTTTTTTTNGGGTT
TAANCANNACCTTAAAANTTT
>CL8670Contig1
TTTAAACCCGGNCATTATGGCCGGGGGGCTCCAAGAAAGCCGTGACCAAGACCGCCGGCA
AAGGAGGCAAGAAGAAGAGAAAGACCAGGAAGAAGAGGACGACTTAAATGACAAAGAGGG
GGATGATGATGATGAAGAGGAAGACGAAGAGCGAGGCCAAAAGAGAAAAAGGGAACTGGA
TGAAGAAGGGGAAGAGGACGATGACGACTGAAAATCTTCAGAATCACTTGTTTTTTTTTT
GGTTTTTTGTTTTTGTTTCTGGCCAGTCAGGTTTAACGGATTACTTGGAGGAGACAGATT
TCTGTACCTTTCTTCTCCTGTGTTCCGCTTTCTGCTGTCCACTTTTAACAGCTCTGTGGA
CAACAGTTTTGTTTTATCAACTTTTTTTTTGACACTTTTTTTGGATTTCTGAGTTGATGT
AACACCACTTTGTCATGACTTCTGTATTTTATGACCTCCCCATTCAAAAATACCAATAAT
AAGAAAAGAGTGCATGTATAATACATTTAAAAGTCAACTACTGGAATCCATGTATGACTG
TCCTCGTCTTGAACTTATCTTTTTGCATTGTACTTTAGTTTTTTTTTTTTTTAATGTAAG
TTATGTGTTTGTAGTGTCACCCTTATGCCAATACTCTGCTGCCCCGGCGTGGAACTTCTG
TCTGATCATGCACAGTGTGACCCTCACGGTGCATCTTTTTAAATTATAGCAAAAAAAAAA
AAAAAAAACAAAAAAAACAT
>CL8671Contig1
TCGGCACGAGGGATTGCACTTCAGTGCCACCTTTGGCTGACAACCTTCCTCTTTTTTCCT
GTATGAATTCATTGTTTTACCAGACTAATGTCCTTTTTGCTCTAATAATTTTCCTTTAAA
ACAGTTTTTTTTGTGGCAACGTTTGAAATCAGTCTGTTCAATACCACCCCAACCTATTTT
TTTCACAAATATTTTACGTAACATTACACAATAATTCCACAATAAACCTGAAACTGTACA
AAAAAACTTAATTCTGAAAGAAAAGGTGTCCTTTTTTCCACTGCAGAAAACCCCAAATTA
AAGATAAAAACGTTTATATCTTAAAGTCCCACTCCAATCTTCTTTTGATCGATTTAAAAG
AGTAGCTGTGGTGTATGTCCTAGAAAACATGCCGTTTCCTAGAACATAGTTTCTGCAGAG
CGGCAGGAGTTCATTAGAATTTCAGGGGGAGCAATCCGATCTACCCTCTCCCCTCCCCGT
TGCTGAGAGCTTTATGTTTACATGCTCTCCAGATGTTACAGCCCCCAACACCTCCTACTT
AACATTACTGGTGGGGCAAAAATGGCGAGGACATTTGGAGCTGTCGGGGCCGTTCGGTTT
GGAGCTAGGTTCCATCTGACACGAGGAGGACACAGACGTGCATGGATCTATTTGTCTGCA
AGTGGATCGGAGTGGAGCGGAACAGGAAGCTTGTGATGTATTTTCTGCGTGATGAATGCA
ATATTTTTCTGACAGATTTTATTCGTCTGCTCCTGATTCACAGCCATTTAAATAAAAAAA
ACAATACATTTTCTTNATAGTTGTCCTTCATCATCAGAAAAAGGAATCAAGAAAATGTTA
AGTGGATATTTTTAGGCCAAGTATGAATAGATGACATATACATGTAAAAATCCAGAAACA
ATGTGAAAAATGATCTAGAAGAGCTTAGCCAGAGTTCCAAGGATTCATTCTTCTGAGTTA
TTTTTATGTCCCATAATTCTTGTTTTGTTGGATTTAAATCAAAAATGTCAACGCAAATAA
A
>CL8672Contig1
ATTCGGCACGAGGCAGGTTCCTGATGTCTCAGAATACATGCGGGCCAAGGCCAAACTCAG
GAAGCTGCAGGCCGCTGTTCACTCCACCGATAGGAAGGTCGCAGTCGCAGAGAGGACTCT
GAAGACCTGGACCACAGAGTGGATCAAACCAGGAGACCCCCTGAAGGCCGCAGCAGATGC
CGGACACGACTGTCAGGAAAACCCCAATGAAGCTCCCAAGAATCCCTGAACGTCACTTTT



AATAAAAGAAGAGAACAGAAAGAAAAGGAGAAAACAAAAAAAAAA
>CL8673Contig1
TATCATCTTCTACGAGGACAGGAACTTCCAGGGCCGCTCCTATGAGTGCAGCAGCGACTG
CGCAGAGGTCCACCTGCAGCTGAGCCGCTGCAACTCCTGCAGGGTGGACAGCGGCTGCTT
CGTGGTCTACGAGCGGCCCANCTTCACGGGGAACCAGATCTTTCTGAGGAGAGGCGAGTA
CCCGGACTTCCAGCGCATGGGGAGCGCGCTGGGCATGACGGGCGCGGCCCCCATGGAGAC
CGTGCGCTCCTGCCGGGTCATCCCCATGCACCGCGGCCAGTTCCTCATGAGGATCTACGA
GCGCGAGAACTTCGGAGGCCGGATGCAGGAGCTGATGGAGGACTGCCAGTCCCTGCAGGA
GCGCTACAGCATGTCCGACTGCCAGTCCTGCAACGTGACGGACGGCCACTGGCTCCTGTT
CGAGCAGCCCGGCTTCAGAGGCAGGATGGTGTACCTGAGGCCCGGCGAGTACCGGAACCT
GAGGGACGCGTCCACCAGCAACATCACGCGGTGCAGCTCGGTCCGGCGCGTCACGGACGC
CTGCTGATGCCCGCCGGCGTTCAGGGAAACCGGGGAGCAGAAATAAAAGCACATTTTCAC
CC
>CL8674Contig1
TTTTTTTTTTAGCCAATTGGAGCTTTGCTGTTGGAGCAGTGTCGAGTGGAGAAGGAGGAC
AAACAGACTTTCTCCATTGGTGAGTGAGTCACTATTACTTGCAATACTTTCACTCCAACA
AAACAGTTACTGCTTTGCTAAGTAGGGTTGTCTAATATAATTTCTTTAAATTTTCAGTAC
AAATTCAATTTTTTTTAATCACATTTTTAATGTTACAATACACAAGGACATTAATTATTT
CTTTTTATTCGGTTTATACATATAATCTATCTTGGAAAATCTGGTTTTGGAAATGTACAT
TTTAAAGGTAAATTTGTATGATATTAAATCATTAAGTTATGAATC
>CL8675Contig1
TTTTTTTAGAACATCTGTGCTTTAGTAAGACAAAGCCCATGGACAAGACTCAGCCTTGTA
AGACTGTTATATGATTTGATAATTAGTAGCGCTTTTAGGTTTGATAAATTGATTAACATC
AATCCACATGTCTGTTTTCTATGTTAATATATCTCTCAGGTCTACAGTCATTTCTTCATC
TCCTCTTTCTGCTGTTGTCTTTTCTGTCTTTATGTCCATCTAAATGATCTGCATTAACTT
AATGAAAAAAACAAAAACAAAAAAACTGAGATTGTTGAACAGACTGACAAGGACAAAATG
TTTTATCTTATTCTGTCCATTTGTCAGACTTATTCCTTTATGGATTGATTTACAAAAGGA
GATTGGCAGTGTTATTCTAAAGTCACCTTTATTATGTTACTCTATTGTTTTAGCTTTAAT
ATTCTAAATTTAAACTGGTTTGGTTTCAAGATTTCTGCTTGTTGGCTTCTGCTGCCCCCT
ACAGTTTACAAACTATAAATACACATAAATTCAATAAATAAAATGACATGAAATATAAAT
GAGACCTGTTAACATCCTTTCTACTTCTCATTTTCTTCTTCTTAGTTTGTTTGGTCATAA
ACTTTCAATGCAAACACTTCTTAAACCAGAAGACGCAACCTGAACTCACAACATCATACT
TTTAATTTTCAAGTTATTGAAAGTGATTGTGATTACATTAGCATGTTAAAAATAACAGCT
TGCATCCTTATCATATGGCAAAGTTTTCAAATTAAAATGCTAATGTTAATGCTAATGTTA
ATTGAATGTTAATGCAGAACATATTTAAACAGCAGATCTTTTAATTCCTAATATTGACAA
ATGCAATTAGATTCCTAAGGGAAGAACTTAATTAATATTAGCCTGATCTTCCATTTTGTT
ATTTTAATCCAGCTGTGTCCACTTTCTCTAAAATATAAACATGTTTGGAGATTTTTTCCC
CATATTGGATTCCATCTGCCACAGAGTCTGAGCCCTCCAGTAGTTTAGCTCCAAATGTTT
ATGAACGATCT
>CL8676Contig1
CTAGCAGAGTGGAGTGGCCACAAGGTGGCGCTGTGCAGACTGGCCTCTCAGGATTACCTG
GAAGACTTCCTGCATGGACTGAGCATGCTCCAGGCCCTGCAGGACACAGCAGTGGTGCAG
CTGGTGGGCTTTTGTGCGGAGGACCACACCTTCGTGACGGAGTACCACCCTCACGGCTCC
CTGCTGAACCTGGAGGGGGTTTTTGCTCAGGAGCAGTTCCGGTTCCACGACACGTGGCAG
ATCCGTCTGAGGCTGGCGCTGGACTACGTGTCCATCCTGCACTTCCTCCATAACAGCCCC
GCGGGCCGGCGAGTCATGTGCGACTCCAACAGCCTGGAGAAGACTCTCTCTCAGTTTCTG
CTGACCAGCGACTTCCGGCTGGTGGTCAACGACCTGGACGCGCTGCCCAGGGTGGAGGTG
GGCGGAGGCCTGCTGGTGAAGTGCGGACACCACGAGCTCACTGGAGACTTTGTGGCTCCA
GAGCAGCTGTGGCCCTTCAGGAACACCGGGAAAACGTTTTCCGATGAGCTCATGCCCGGG
TATGACGAGAAGACCGACATCTGGAAGGTTCCGGACGTGACCCGCTTCATCATGGGGGCG
GTACGAGGAGGAGACCTGGTCCACTTCCACCTCTTTCAGGTCCACGATGAGTGCAAGAGA
GAGGACCCCAAGCTTCGGCCTTCGGCTCTCGACGTGTTAAGGGTGTACAGGTCTGTGTAC
AGCACCATGGTGCGAGACGCTCTGAAGTCCAGAGACGCGCTCTGAGGCGGCGCCGCTCCA
CACAGACTCAGACCAGGAACATGAGGAGCAACAAGAACCCGGTTTGAGCTCCTCCTATTA
AAAACGTACCTNTTGTGTGACGCAGACTTNTCCGGACTTTGAAGTTGGAAAGTTTTATTT
TTAAACTGCATTCCNGGATCCATTTACTACCCGAAGAAGTTNTCGATCCTGTTTGTACCA
ACAGCAAANGTTTGATCCTCATTGGATTTNTACNGTCGTCAGATAATCCGGNGTNTTTTT
TTTTTTCCAGAGTAACACGTTGAGTTCTCGTGTCCGGCGCGCGTCCACGAGTCTTCGATT
CTATCGGTTTCACATCGGCCCATGTGTAAACCGAACGCAGGGAACTGGCGATGTGGCGTA
TCCATGGCAACCGCTGTAAGGTCTTGGCGGAGCAGCGATGCGTTGACACGCTGCTGCAGA
TCATTTAGATTGTTCAGTTCATTGAGCTCAGAAACGGTTTGAAACTCGCGACTTTTACAG
TGATCTGCCAAACAAACATTAAAACAAACAGACTGGAACTTTCCAACGAAGTCATTTCTG
ATTTTCAGCTGATTATTGTTCGTCGACTCCCAGTTATCTGACTTTAGCGGGCATGTAAAC
AGGCTCAATGGAAGAACCCTAAATGGTCTCTAAAGTTTA



>CL8677Contig1
ACGAGGGTCAAAGTGAACCAGCTGCTGCTGCTGACGCTCCCCGGGACGCCGGTGTTCATC
GGCGGAGACGGGATTGGGCTGAAGGACGAGGACATCAAGGTAGTCTGGGACTCTGAGACG
GAGCTGAATTCCTCTCTGCAGGGCGAGCGAGGCGAGCGCAGTTTTTTCCAGTCCATCAGT
GAACTGCGCGGAAAAGAGCGCTCCCTGCTCTTTGGGGACTTCTCCCTCCTCTTTAACTCT
TCCTCCTCCCTGGCGTACCTGCGCTTCTGGGATCAGAGCACCCGCTTCTTGGCTGCTTTC
AACTGGGCGGCGGAGGAGGTGGAGCTCCAGCTGAGCGGGGCGGGGCTTCCACACCACGTC
ACAGTCGTCCGGAGCACCAACACCAGCGCTCTACCCGAAGAGAGCAGCGTGGACCTGCGG
AAGCTGCGTCTGGGGTCCGGACAGGCCGCCCTCGTCCGGTTCCCCCATGATGGATAAACG
CCGACAGAGTCACGAGAAAGGTCACGGGAAAGGTTAAATGCATGAAGATGTAAGCTGTGT
GACTTCAGGAGAACACTTCCTGCCACCATCAGCGTAACTTGAGTCAACCTTCAGTTGGGA
TTCTGCTGATTTGAACCATTTCTTTATTGATCTGTGGCTCCTCCTCCTTTAATGTTTTTT
TTAAGTCAGTCAGAAAGCTGATTCAGTCCATGACATGATCCCACTGCCTCCAAAATAACA
TTCCCAACATTCCTGATCCATGCCCATCCAGGAATCTCAGATTTATTTGAAAGTTTCTCT
GCACTGTTCCTCCTCTTCCTTCTCTTTTAAGATCTGCAATCTGAAAAACTGCCATTTCTA
CAGAGATGGAGCAGAAACTGGAAGTCTGACAGCAGCAGGAAACACTCAAACAACCCATTT
GCAGTGTCACCTTCTTTGGGGTCTTAGGGGTCGCCTCAGCCAATCATCTGCCTCCTTCCA
ACCGCTCCCCCATCATCCTCCTTGCTCATATCATCATTTGGGATTTGGCTTTGATTTCAT
GCATTTAGCCGGTCGACCTTCTGGTTGCAGAATTTTCTGGTTCATGAAGATGAAATATTG
TCAGTGGGTCAACTTCCATGTGACTGAGCGGAAGAGTATCTATATGTGATGTGCTCACTG
TTTGTGTTGTACATTCAACAGAAAAAATAAAAACAAAAGAT
>CL8678Contig1
GTTGTTTTTTTCAGGGTCGAGCATAGTCTGCAGAAGCGTCAGTTTAACCCCCGGAGGAGG
AACAACTCTGGACAGAAGATGGCTTTTTGTCGGAGTGCATTTATGATGGAATGTTGGAAT
CGTTGTTGCGCATTTGGAATTTTACAGATCCAGCTTTCGACGACGAACCTCGACTTCAAA
ACTGAGAGACACAAACCTGAACCACTGTGGTTGTTTTCTGGATGTTTGGAGTTAATTTGA
AGTGTTTTTCAGGTTTTTATGGGGGGGCTGAGAGCTATTTTTAGTTTCGTTGTCCTTCGG
ATTGACAGGCCTGCTTATGCAACCTACTTCCTCCAGTGACGCCCCGTCCACTTCACACCC
CCTTTTTTTCTCCTTTTCCTTCAACGGTGGATCTCAGAAGTGCAGAACGACCATTGACAA
AACCATCATTGAGATGGACCTTTCCTGTTTCACCTCTGCTGACTCTGCAGCTAGAAACGC
CACCAGGCTGTATAATGGAGACGTGGACACAGGAGACTTCTGGTTCAGAGATGACCTGAG
TGCTCCTCTCCCCGCCTGCTCCCCTTTTTCCTTTGCCACCTTCCCGTGCACGGACTGCCC
GGACCAGATAGTCCATGCTGTGTGCCGCAACCTGACTGCAGGGGTGAGGATGGTGATGGA
GGGGGTGGGAGTCAACGTCCCCATCAGCGAGGGCGGTTGTCCACAAATCCCTCCTGTAGA
TGATCCCAAATGGAGGATCGGTATTTTTATCTGAGGGGTGAGCCTCTTCTTCCTCATAAA
AAACACCCCTGTTTCAGTGCTGGAGATCTAAAAAGTGTCGCAGCAGCAAACCTTGTTTCC
AGAAACTAATGAAGAGAGGCGGAGCCAGCAATGGTTGCAGTATTGAAGGGGGAACGACGT
CACCATAACCTCTGTCTCCCATGGCAACCATGTACCAGTACCTAATGAGCTCAAAGGCCC
CTCCCCCACGTAGAATTAGAGTCAACAGAAGAAACTTAAATATTCTGAATTAAAACTGTT
AATTGAGGACTAAAAGTAGAAAAAACAAAGGTTAAAAATACAAAACAGCAGCTGTTACAA
ATGTTCTTTTTCTTTCAGTTGGTTTTAATTAAAAAAAAAATCATTTCC
>CL8679Contig1
TGCCGGTGCATCAGGTTAATTTCCCGCAGGTCAACTGACTGCGTTCTGAAGACACTGCCT
GTGCAATGACTTTGGAGTATTTCAAATATTGTTTCGAAGGAGAAAAGGAAGTTCACTCCA
AACGCTGGGTAAAGTTTTCAGGGAAAAGTCCTTTTTGAGCTCCAACACCAAGTGTTAACC
AGTCGTTTTCTTTGATTCCTGTGAGCCATCCCGCATCCTGATCCTCCACTGAGACTGTGG
GAATCACCAAAACAACATCCCCTCTCTTCAGATCCAGCTCATCAGAGTTTGCAGCTTCAA
AGTCATGCATAGTCTCTACCTTGTACAAAAATTCATCAGGAAGCCCCGATGCTGAGCCTG
AAGGGCTCATATGTTTGATGGCTTGACTTGGAATTGCCACGCCATTGTCACTGATGGTGG
TAGGAGAGATGATGTCGACATCACGATCATCATCACCTTCATTGCTGGAGGCGGGTTCGA
TTACTACAGAGGGGATGGGCATCTGTTCCGATGTAGCAGTTTCATCAGGAGAAGTTTTGG
TCTCTTCAGTTGGAGAAATAGCTGGTTTATCTTCCAGACTCTCTGAAAATGTTCCTTGTT
CATCTTGATCTGAAGGTGGAGCTTTGGGTTCTTTCACTTCATCAGTAGGACTTGGTTGAG
GTTCCACTACCTCTTCCTCCCC
>CL8680Contig1
AGGCTGATGCCGGCATGATGCAGCCCAGGATGAGGGAGCACAAGCCTTCACGTGGTAAAC
CTCGGCCGCTGTCGATGCCTGTGGATGCATGTGTCACCGTGGCTGATTCCTACGTCAAGC
CCTGGGCACAGGCAAGGAAAGGTGAAGACCCCCTGTACCGATACATGAGTAACGAGCGAA
TCCCCACCATTGCTGAGGAGGTCCTTTCAGGATCTCCCTCCTTCAGGCCTGCGGGGGGGC
GTCACCTGGTCCGCGTGGATCACATCCGAGGAAACCGCTTCTACTCCAACACGGACCTCC
ACAACAGCTCCACCATTCCCTACCAAGAAGACATAAAAAAGGCCCCCGTGGCCCCCTTCT
CCAGGCGCAAGTCAGCAGAGCGCTCCCTACTGGTCAGTTGGATCACGCGGCTTAAGCTAT
TGACTCACTGATGACGTGCTTCCTGTGCCGGGGCTCCCCGCTCCTGTCCTGCGTTCTTCC
TCAGTGCCTTTAACATCCGGCTGGTTTTGGGCAGCTTTGGGCTTTCTCACACTTCTCTCC



CAAATCTCCCTGGTGTTCCTCCCTACTACCAACTACTACTCTTCAGCCAGACTTGCTTGT
GTAGTACTATGTTGAGTCATTACCCCTTTAACAATGCCCATAATCATCTCTTACCGCAGG
CTTTGGCCTCAAGACGATACAGGTTTAGGACTCTTGTGTGTTGTTCAAATACTTCTCTGT
ACATATTAACTTATGCCATGTTTCTGTCACCATGTTCTCTAGTACTTTTATTTAACAAAC
ACTGACATTTCTAAAGTTTAATGCTTATTTGGTTTTACCTGCATCAATATATATTGTAGA
AAAAGTCATTCTTTGTAAGTAAAGTTGCTTTCTCTTGGTATTTTTTTCTTTTTCTTCTTG
AACTTATTGTTTTAAATACTTGCATTACTTTCAGCCAATGATGCCTCTCGTAAGCTATGC
ATAAAATATTTGATGGTCACTTTAGTTGACAGTGCTGCTTTAGTTGATTCAAGGGTGTTG
ACAACTGCTGACTCGCATAAATCTGTGCATGTTTTCAAGCTATGCAGTGACCTTCTATAT
GTTGGGGTTTACTTTAACGACCACCTGAAGGGCCTTGGGTATACAAACAGCTGGTTGACA
GTTTAGCAGGCCTTTTTGAAGCCACTCATCTTTCAGGACATGCAGGTCAAAGGGCCTACT
>CL8681Contig1
ATTCAGGTAGAATTTGTTGTATAATGTGCGTACGATGAACATGGGGAGGAAATTTCTACA
AAGATGAGTGTTATCCCAGTAACACTGTTAATTCGTGTGAAAAATGGTTTATAATAGTAT
GAAATAAAGAAGGGGCAATGAAGAGGTCAAGAAGCTAAAGTCATAAAGCAGAATGACCTC
AAACTGTTTTCCTAATGACGCTCTTCTAAAGATCTTTACAAACATTTTATTAAAAAAGTT
TCTTAAAATTCAAAGCCCCCTATGTATTTAATACAAAACTTGAACCATAAGCCAAAAAAA
TCAAAGTATAATTTCAAAGAATATAAACTTTAAATAAGCATTCAGGTTTGAAAAATAGTT
ATCTTATGACAATTTGTAAAGTTATTCCCCATTTTCCTTTTAGCCCTGCTAAATGACTGA
CTTCCAGGTTGAGTAAAGTCCAGATAAACCTCACCCGCTGCTAATCTACAAACAATTCTA
TAGTTATCACGAGCATTTGACCTTTTCTTGCCATCAAAATAACCTAAAGTCCAGTTAAAC
CTGCCAACCAACCTGCAAGTTGTTACTTAGCAGTTCTAAACCCACTAAAGCGCTTCCTGC
TCGGCTCCACCAATCATGACAGAAATAAACGTGAGAATTGTTTCTCTTTTCATTTGACTT
TAGCCACGAGTCTTTAAATGTGTTACAAAGGTCAATGTATTGGTTTAATGGTGTTTTCTT
CTGACTCAGGGGAGGAAACACGTTTGTCAGGTGACCACACCCTGGCTGGCAGACATGAAT
TGTACAACTGTGACCCACAGTTGTAAGCTGTAACACACTCCTGCTCTAACGAAGTTGTCT
TTAGTGAGTTATAGTTTCTGCAGAGCAGCAGACGTTCATCAGAAATTTGTTGGGACTGTC
GGCGGGCGCAGAGTAGGTCCGCTCCTGCTTCCCGGCATCCTTCGGTTTACACGCTCTCCC
GCTAGCTTACAGTCCCTCACGACACCAACATAACATTGCTGGTGCAACAAAATTGGCGAG
CTA
>CL8682Contig1
AATTCGGCACGAGGCCGAGGACGCGCTTGAAGTCCGCTGCCGAGNCTGCATGTAGCGGAG
CATCACCGGAGCACCGAGCCGGCACCAGTCCAAACTTCTCCGTCCGAACCTGAGTCCAGC
TGCCCTCTGAACAGGAAGACCAAACAACCATGGCTGAACACATGATGATACCCATGACAC
ATGCCTTCAGGATGGGCCTGAATGGAGGCCCGCAACACAATGGCCAGTCCGGCCTGCGAA
GTCTACCTAACGGCCAGGTGATGCATTATGGGAGGAACCATCAGAATAACATGGAGGCCG
CCATGAGACACAGACCGGCAATGGTAGGACCAGGAGGCATGGGTGGTCCTGTGAATGGAG
CTGCTATGACCAACCATCATCAACAGATGATGTCCGGAAACATGATTTACAATGGCCAAA
GCCTACAGCAGCAGCAGCAGCAGCAGCATCACCACCACCACATGCACACACAGCAACAAC
AACAACAGCAGCAGCAGCAGCAGGGTGGACACCCACAGCAATATCTCCATGGTAACCTCA
CATCCCAGCAGCTCATGGCCAGCATGCACCTGCAGAAACTCAATACTCAATATCACGGAC
ACCCACTGAGCTCTGCCAATGGCCATCACTTACCCAATGGGAGCCAATACAGGATGGGAC
AGACCCAACTTCCAAACATGCCCCACATTGGTGGACCTTTGGGGCTAAATGGAATGGACA
TGGACCTGATTGACGAAGAGGTTTTGACTTCTTTGGTGTTGGAATTGGGCTTAGACCGTG
TTCAGGAGCTTCCTGAACTCTTCCTGGGGCAAAACGAGTTTGACTTCATATCAGACTTTG
TGTGCAAACAGCAGCCGAGCACTGTGAGCTGTTGAACAGTTTTGCCAGAAGCTCCTATTC
GTGGACTGGACCTGCCCAACGAGGGACTAGGTGGCAACAGTATGACAGCAAAAGGAGACA
ATCTTGGTTGCTCCCGCTCGTGTGACGGTGTTAGATACGTCTCCACACTGACCCCGTCTG
CCGGTGTTGGAAGACTTTTATAAAGCAAAAATGCTGTTCAAGTGCCAGGTTTCTTTTGTT
AAAGTTGGAAGCCAGTAAGATCTGTTGCCCTTGGTCAAACCGGGGCATCCTGATGTAGCG
GCCCTCAGCTCACGTGCCTACAGTGCGAAAGCTTTT
>CL8683Contig1
CAAAGCTACAACATCCCTCTGCTGCTCACTCCGGTGGCTGAGTACGACCCCGATGCCAGC
TCGATTGGTAGCGGAGGAATCCGCCGCCACTCAGCCTGTGAGATCATATCATGTCTGGAG
GAACCGGGACTGTCCTTCTCTGACCTGACTGCACGGTCTGAAACAGCTGGAACTTCTTCC
AACAGGCTGTGTGTCGGCTCTCAATCTCAATTCAATGGTATTCTACAAGCGGGGGCTGCA
GTGATGGACTTGCCACTGTCTTCTCCCTCCATCCTTCATTCCTCTGGAGCTCTTCACGGC
ACTGAGGCCACAACGACAGTGACTGATCTGAGTAAGGGGGCCTCCTCCACACCGCCCAGT
GAGTGCTCCAGTCCAGAGACCATAATAGGACAAAGGCTGGAGTCGACCGACTCGGACTCG
GACGGCATATTCCTCGATTTCCCACCTCACTCCTCAGAGGCTGTGGGACGTATCTGCGAC
AGCAGGCAGAGCACTGTGTAAATGCGTTTGCCTTAAGGGATGCACCCTCCAAAGTGTATT
TCAGAAGGGAATCCTCTCACGTTAAGTCAAAAACATTGGTACAATCTTCCTTACTTTAAA
CAAGGTAACTATGAAAAATCTCTTCCAAGTTATTTCAATGGTGGATTCATCCTTTTTCAT
TTCCCAACACGATTAGCAGCTGATAAAAGTGAAACACGACTGGTACTTAGAACGCTGAAA



AGGTGTTGCTCAGGATGGTCTTACATTTTCACAACAGAAAATAATTCAATCTGCCATCAA
CTCAAATGTACAAGCCAAAGCCTAAGTAATCCTGCTGATTTGTTAATGAACTCCAGTTGC
ACTGTCTTGATCAAATGAGTTTTTATTCACAGCTAACAATGTGCCATGGTGCATATGTGT
GTAGTGAGCAGCATTGTTTGCACAAACTTAAAGATAAGGAATTTGTTTTTTAATTTAATA
ATAAGACTTTTGCATGTGGAAGCCAAATGTAAGGAGGAGGTGTTCAAAAAATGAATGAGC
TAAAACAGCTGAAGAGGGAAAGTATTTCTTGGGCATATTATTCAGCTTCTTTCCATCTTT
AATTGTATAATTTTAAACTAAAAACATTTCATATTCCCTGTTTTTATGCTTTTTCATGCC
AGCTGTGCTCTGAATGTCTGTTACATGGCTTCTTTCCTTAAAAAATAACATTTTATTCCT
GCATTGACTTGGGAGTAGGAGGAATTCGGTGATGTTTATTGTTTACATTTGACAAAAACA
TGAACATTTCAATGAAATGTCTGATACACTGTATTTTGCACCACCACTACCATGTGCATA
AAAGTGCTTCTTTTCTCTTTTAGGACAGTGAGATATTGTACAGCAAGCATTTAACGCAGA
AGAAATTTCAATAAGGGCTTTGTTATGGAATCTTTTTTAATGATGTTTTACCTCAAGTGT
TTTGTACTTTGCTTTTTTGACAATCTTTGATGTTCATGGAGTTGTACTTTGTATAATTTG
ATATACTAGCCCTGTAAAAAATACAATTTAGCAATATTGACAGAAATGGAGAT
>CL8684Contig1
CGGCACGAGGAGAACAGATGTTTTGCTTCATACATTTCTATATAACAATTTCTTTGTACT
GTACATATTTGAATGTGAATGATCCCATAGTTCTTATGTGATACTGGTGATTTTTTCTGT
GTTTTCTAGAGGTTTTCCTGGTTAAACTTGTGCCATATTTCTATTAGAGACCTTCGTTGA
GCCCCGATCTCATAAGAGAGCTTTAGACCTTTATATGATGTAATACTGAAGTGCCCTTTT
ACACCAATAATAGCCAAGATGCATGCACTTCTGTGCTTAACATTTAGCCTAACAGTTCAT
CCAGTTTGGACATGACTGTTGGACACAATGGATTAAAAAGAGAGATTTCTTTTTCAAATC
TGATCTCAAAAGGTGTTAAAAGTAGAAACTGAAATGAACATTCAGAGAAATAGAACATGT
GAGGTAAAAGGCAGAGTTCCTAAATCGGTGGCGTTTATTTAACGTGGTAAATGTGTCTTT
TGTGTTTGGTTAAGTGTTGCAGAGTTCAGAGGAAAGCTGGGTTTCTTCCCTGGAATGCAA
TCCAAATCCATTTGCTGTGTCCGTGACAGCGGCTGTGAGCTCCGCTTTACCCGCGCTCAC
ATTTGAAGAGCTGATTGGTTAACGGCTTTGAGATCCACTGTGTTTTTGATGTTTGGTGCT
CTGATGCTCCTCGCCACGGAGACATCCAGCACAGGTTTTATCCTCATAATAAGCCTCAGC
AGCCTGCAGATTCTCTGTGGATAAAAATTAACGAAAAAGAATCGAAATATCAGTGCAATG
CACAGATCCAATAAGAAACCTACAGCCCCTGCTGGGCCGCACGACTCTAAAAAGGCTGTG
ATGTCTTTTCCTGCATGCTGCTTTTGTTTTACTGTGTACATAGACGTTCATTTATAATAA
ACTGTACCATAGTGTTTGTTGTGACAGAGATGGATTTTATTTGATGCCATTTTTGCTCCA
GGAAAAGCCGCTCAAGCTTTTGCTGCTTCCTAATCTCACCTCTTCACAAGTGAAGATGTT
TAAATGTGTTTGTAAAGGAAAAAAAGGTGTCATATGTTGTTATCCCTTCCTCTGTCACGT
CACCTGTGTGGGTTTTAGGTACAGGTGGAGGTGACTTTAGTGCAGCTGTGAATGTGCATG
AACCTCCGAACCACTGCTTTTGATAAGAGTCCTGCAGACGGCACTTGGAGATTTTTCCAC
TGGATCAGACTTTGGATCCCAGAAGACGGAGGCCCCTTTCCATTCTTCTCTCCCCACGGT
CCCTTTGTTCCTTGGAGGCGTGGCCTGCAGCGCTTTAAGGCGTTCGGAGAAGCAAACAGG
GTTATTTATTGTACAGTTTGAGGACTTATGCACTCGCCTCTCATTTCTCCAGTTGCTTGC
AAAGACATTTGATGTTATCGTTGGTTCCCTGCTGTTTTCTGGATGTGGTAAAGCTAAACG
TGGTAGTCCGTGTAGTTTGGTAGATGTTTGGTAGTTAGAAAACGGTAAATATGCTGTGAC
TAAATGTGAAGACAAATGTCTTACTGTGTGAACCCCACCTTTACAGAGTAGCTTGTAAAT
GTTGATCGTAAGTTCTAGGATGTTTTCTGACGGTCTTTGTATTTCTGTAAAC
>CL8685Contig1
AAAAAAGTCCAAATAGACCGGATAGGATNATAGGTGCTACCCTGNTAGTTTTCTCCTCAG
TACCAGTACAAGTTCTTCTNGTCCACATGTCGGCNNTGTTCAAAGTTTGGAGAAGGATCC
ACAGACTCTCTGAACATAGGAGGAGCTGTCCACCTCGGTAATGTTTCTGGCTTGGAGCTG
GAGGCCACGCTGGGCCCCATCTCCCCTCGATCACTGTGCAGCAGGTTGAGCAGGGATGTG
GCATAATGCTGTCCAGTGAGACTCAGCCCCTCTGAGGACAGACACATGATGGTCGACAGC
CCCGAAGCCTCTCCGGGTCTGGCATTGAAGGGCTGCCAGGAGCTGTGACTTCCCCCTGAG
GGGCTCAGGGCCATGATGCATCCTGCCTTGGAGAAGGCCTGTGGCTCGGAGAAAGAAGGA
GCAGTAACGTCCTGACAGGTGGTTAAATCTTCGCTTTTAACAGCTTTCAGGACTTTCCTT
GGCCTTCCTGCTGGCCCCTCAGTCCTGGAGGTTTTGCTAAGTGCTCGATCAAAATGAGCA
TCCACCATGCTGTTAGTGTCCCCCTGAAAGTAGGTCAGCACGACGCTGCGAGAGTTTCCT
TCCACCTTCACAGCTATTGGACTGTCCGCTCGGTCCTCCATTGCTGGCCTGACAATTTAC
GGAAGACAGTACAAACTTGCATCGACTGATGGATCAAAGGAAGAAAATAGTAGCGGCCAA
AACAGTGGAATGAAAGTTGTTTGACTTTGGTCTAAGCATTGGAGTCATCCATTAGTGTCA
AATGACCAACGTGAGGTGTTTCGCCTGCTCCCTCCGTCTTCTCCCCGGCCATAATGNCCG
GG
>CL8686Contig1
TCGGCACGAGGCCTCCACCTGATTCTGCTGCATGAAGACGTGTCCCTGCAGTATTTCATC
CCCGCCGTGGCGTAGAGGCGTGCGGTTAGCCTGAAATGATCCAGATCCTGAGGAAGACGA
GGACATCCGGGCTGGAGGAGTCTCTCTGGACCGAGGAGACGTATGTTTGAGTTCAGCAGT
AAACACAGGACTTCTGGAGTCTGGAATGACGGGAACAAAGTGAAAACTGAGGACTTTCCG
ACCAGCATCTGAAGGGGAGACGGATGAGAAACGGAGAGGGAAGTTTGTTCCGGAGATGTT



TACGTCCAAGATCCTGTCTTCTGAAGATGAAGGTTGTTCTTATGTTCTCCATCATCTGGA
ACCAGATCTTACAGTTCTGGATTACGGTTTCACACAGTCACAGAGGTTGACGGTGAAACA
TTAAAAAACCATTCTAAGATGTTCTGGTTCTTTTTGAGTTGATGCTGAAGTTAGAGTTGA
ATCATCAGAAGAGCAGTCCAGGACTGGAACAGTGCTGAAGTCCTTGAAAAAATCGCAAAA
GGCAAAGTAAAACAAATGAAGTTCAGAAGTGGGACTGGATTATACAGTCCTGAGGTGATG
GGATGCGTGTTTTAGGGGGGAGGAGCTAAATGAGAGGTCATCAGGTGGGCACCCTCCTTC
AACCCTGGTTTGATGCTGGACCCTCTACATCTCCAGAGGGCTCACTGGCTCCACCTGGTG
TCACAAGTTTGCCCTCTGTGGATCTCCTCCCTCCTCTGCTGCTGCTGAGGAGTCCATCTG
GGTCTGCTCCTCATCCCGGGGAGTGGTTCGCCTCTTCTGCTGAGCTCAGTCCACAGATCC
TCAGGCTGATGGTTGACCTGCACACAAAACCTCCACAGTCCACCTTCAGTTCAGTCACAG
AGTGTGTTGAGACAGAACACTCCAGAGGAACCCTGCAGACATTTCAGCTGTTTCTTTAAA
CTCTGATGTAGAA
>CL8687Contig1
CGTGGGGCCCATATGTTTAAATGATCNCCATGGTGACCAGTGGGAAACCCTTGGGATCAG
CAGTGGTAATCTGGAAGTGTTTAAACTTCAAACGGAAGTGGAAGGCTTGCACTTGTGGCC
TTAGATATCTAGGATGCAATAGTGAGGCCATTATTAGCCGAATATGTTTACAAGCAAACC
CGTGGTTTTCACTTCGCTATCTAGTAAAGGAATTCCATGCATTTCTATACTGAAGTGTAC
ATGGTCCAGTGATGAAGAGGAGGATGAAGCATTAGCGCTTCAGATTAAAGCACATCACAG
AATGATGGAGAGGGAAGCTAGCTTCAGTCTTAAAACCTCCAAAAGACAGTTTCAATGGAC
AAAACAAGGAAAACTAAACTTAATCAACAATATTTTCTACATTAGTATAAAAAAAACTAC
ACTACGAGAAACATAAGTAATTCAAAAAACACAGAAAAAGGTCATAAATAAAAGCTATGG
CATGTTTCAATGGCATTGTATTCAAGTAATTCTTGATAAAGTCCCTGAAAGTGGTTCATG
TAAACATCGAGTCATTAACACAGACACTGAACCAACAGTTCATGAGAAAGGCAGCAGCAA
TTCATATGTACAACACACGAGCAAGGCTTCATGTCTCCGTCACGTGGTCCAGTCACATCG
CTTTGT
>CL8688Contig1
GGAGAGGGGGGCTGCTCGGCGATATCACTGCTAATAGTAGCGTTTACAGTCGGGAAAACG
GAGCCTAGGCCGTGTCGGGTCGCCTCCAGAAACATTTCCAAGTGCCTTACCCCCTCCCCG
GGCTGGAGGCTGCCGACGGAGGACGCAGAAGCGGTGGGAGAAGAAAGAAAACCAGGAACT
AGATAAATCCTGCCGTCCCCGAGGATTGTGAGGCGTTTGACAAGTTACTTCGGTGAATAC
AAAAGTCTACTTGTCAATAAATCCCAATGAGGGATGCCCATCACTTCTCGGGGACAGGAT
TTGAGGATTTTGAGGGCTCCGTGATTGTCAGATGGAAAGTTCTGTTATCACCCAAGTGCA
GAAAGAAGACGTTCTTCAAGTGTCACCGAAAGCAGGCCAGGTGAGCCGCTCTGCCCTCAA
ACAGCCGCGGAGCTGCAACATCTTCAAAGCCCTCTTCTGCTGCCTCCAAGCTCAGGATGG
CCCCAAACCACTGCCACCGCCTTCCCAGCAGACCTTGCTGGAGTCGCAGGAAAATGGGAC
GGTTGTCAAGCAGTATGAAGCCAGCCTCCTACCTGAGGTGAACGCCCAGGACCAAGGGAA
GATCTGTGTGGTCATAGACCTGGATGAGACTCTGGTGCACAGTTCTTTCAAGCCGATAAG
TAACGCAGACTTCATCGTGCCGGTGGAGATAGAGGGCACCACTCACCAGGTGTATGTGCT
GAAGAGGCCGTACGTGGACAAGTTCCTGCGCCGCATGGGAGAGTTGTTTGAATGTGTGCT
GTTTACAGCCAGCCTCGCTAAGTACGCAGACCCGGTGACGGACCTGCTGGATCAGTGCGG
CGTGTTCCGGGCCCGGCTTTTCCGGGAATCTTGCGTGTTCCATCAGGGCTGCTACGTG
>CL8689Contig1
CTATGTTATTTGTCAAAGTCCATTCGATTCTTTGGCAGATGCCATTGTTGAAGCTGCCTA
TGTCAGAAGATTGCCAAGATCTGGAGCTTCCAGAAGTAGTGGAAGATCTAGCAGCAGAGG
AAGATCCACCAGAAGCAGTGGAAGATCTACTCGTGGTGGCAAATCATCATCCAGAGGAGG
AAAATCTGGTAGATCCACAAGAGGAGGTAAATCTGGAAGATCTGGTAAATCTGGAAAGTC
TGGTAAATCAGGAAAATCAGGTAAGGGAAAGAAGGGTAAATCTGGTAAATCAGGTAAATC
TGGAAAGTCTGGAAAATCTGGTAAGAATGGTAAGGGAAAGAAGGATAAATCTGGTAAAGG
TAAGAAGGATAAGAAGGGTAAGGGAAAGAAGGATGGAAAGAAGGACAAGAAGAATAAGAA
GGACAAGAAAGATAAGAAGAATAAGAAAGACAAGAAGGATAAGAAGAATCAACAAGGTCA
ACAAGAAAATGGAGCTCAACAAAATGGAGGTGAAAATCCACAACAAGAACAAGGACCACA
AGATAATGGACAACAAGAAAGTGGACCTCAAGAAAATGGTCAACAACAAGAAAATCCACA
AGAAAATAATCAACAACAAGAACAACCAGAACAATCTCAACAAGAACAACCACAAAATGA
AGCTCAAAGTAATGAAGGAAGTTGTGGACAACAATATCCATCATTCAAGCAATGTGGTCA
ATCATGGAGTTCTCAATTGATTAGATCCAAGTCAATTTGTAATTCTGGATGTTTAATCAC
TTCATTGTGTATGGCTTTGAACGGTCGTGGTAAGACTAGCATGAATCCAGGTCAATTCAC
TCAATGGTTGAAATCAAATGGTGGATTGAGTGGTAATTATCTTGTTTGGGGAGCTGCTTC
CAAGTTTGGTGTTTCTTATCAAGGAAAAGTTAAGGGAACTTCAACCATTTCTCAAAAGCT
CTGTGCTGGAAATATTGTCATTCTCAATGTTAAGAATGGTGGACACTGGGTTTTGGCTAC
TGGTTACGATCCAAGCTCTCAAACTTTCTCAGTCAATGATCCTGGCAGTTCTACCAAATC
AAGTTATCCTGCTAGAGAAGTTGTTCAAGCTGCTAT
>CL8690Contig1
CTTCGGAATATTCGGGGTGACCATCGGTGCTCCTTCGGGGTCAAAAATGGTGAAAATTAC
CACAGTGAAGACCAAACCGTACGCGGACCAGAAGCCCGGCACGAGCGGTCTGAGAAAGAG



GGTGACGGTGTTCCAGCAGAACCAGCACTATGCGGAAAACTTCATCCAGAGCATTATCTC
TGTGGTTGACCCTGCAGAGCGCCAGGCGGCCACCTTGGTGGTCGGGGGAGACGGCAGGTT
CTTCATGAAAGACGCCATTCACTCTGATCGTCCAGATTGCAGCGGCCAACGGGATTAATC
ACCTTGTAATTGGCCAGAATGGCATCATGTCCACCCCAGCAGTTTCCTGTGTGATCCGCA
AGATAAAGGCAGTGGGGGGAATCATTCTCACAGCTAGCCACAACCCAGGGGGCCCCAATG
GAGATTTTGGTATCAAGTACAATATTTCAAGTGGAGGTCCTGCTCCTGAAGGCATC
>CL8691Contig1
AAGCTGTTTGCAAGNGGNTGAGGNGGATGAGGTAGNTGAGGTGGAAANGGCGGTGGCGGT
GGCAGTGGAGCGGGGCAAGGACTGGACTCTTGTGATGAAAACGGAGCTGGAAAGTTTTCT
GCCAGATTAGGTTCTTTGGGACTTGAGTTGAGGCGCAGAGGTATACGCTTATTTGCAACA
TCCTCAAACATAACGAGATTCTGGCGGGTGGCAAAGCGACAGTCTATCCTTTCTCCGTTG
ATTTTACACTTTGGTATTCTTTCCAGCATTTTTTTGAGGGACTCCTCTGTTTCAACCACT
AACTCTGCATAGCCTCTTGACTGGCCATTGATTTTATTCTCGGCAAATCTGATTTCTGTG
ACGTCCTTCACGCCAAGCTTCTGAGCCATGCTCATGAGGTCCTTGTCAGATGCCCACCAG
GGAAAATTTCCAATATAGATAGCCAGTCTCCTCTTTGAATTTCCTTGAGCTGTTTTCTCC
ATTTGGATGGATTTACCATCTTTCTTTGTTTGGGCGTGCTGCGCAGCATCCTCTTTGATA
TATGTCTTCTTGTCTTGATTGACAGAACCAGTTAAAACGGCATCAAAAAGTTCATTTGCT
TCTGCAATTTTATCAAAATCCTCTGGTTCGTTCAAGCCATCATATATGTCATCGAGGTCT
TGTTGTGATGTGCTGGATGATCCGGCTGCAAGCTGTGTTGCAGCCATTCCGAGGACCTCG
GATGTGCAGTTCGCGCTGTTTTTTTCCGCCCACAAAATTTACAGTCTGTTTTTACAAGCA
CTGTCTGTAGAAATTCTCTTTCTTTGTGAATTGAGGCACCGCTAGTACTACTAGCATTAA
CAGTTAAAACAATGTTAACGTTTGCTGCGGAAGGCTTGCGAACAATTCACCTGATAACTA
CCAAACGCAATAAACCGGAATTTAAATGATCTAAATTGGCTTTTTAAATCAATAATCAAT
AAAACGTGTACTACGTTTCACGTTAAATGCACAACAATTCCATGCCAGACTACTGAATAC
ACCCCCGGCCATAATGCCCGGGTTAANCGCGCGCCAATAG
>CL8692Contig1
GGTCAAACCCCTCAAAAAAAACAATTTGCTTTTTGTTTAGTTTTGGCAACAAAAACCAAA
TAGCATGGCATTAATCCTACAGTAACTAAAGCATAAAGTAAGGAGGAAGCAGAGCTAAAG
CTCAGCAGACACAGAGCAGAGACCGTCTGATCAACTACTGAAGATCAAAGACCACAAATA
TTTCTGTAAGAAAGGTTCAGGTTGGATGGAATTCATGGGAAAAGAAAAGTCCATTTTTTT
TATAACACAATTGGGGAAAGCTACGGACATTTTTGTCTAAACAATCGATTTAATCAATCT
TCTGGGATGGTTTGTTGTAAAAAAACAAAAACAAGCCGACGGTTCCAAACACAGTTCTGT
CCATTAATGATGATGACGATGATGATGATGATCAGCACTTCTGTAAAAAGTTCATCACTA
AGGAAACAATCAAAGGTTTGAATCTGGCAATCTCATTGCCTTTAGAAAACAGAATCAGAG
CACCACAGTTACACACCACAGAGGAAAGAAAAGACTACAAAACAGGAATTCCTGCTTTAC
ATTTGCATAATATTTTGAACCACTGCCTCCATTTTTGCTCCTCACGCCGTTTTTTCTTTT
TTTTGCCATAAATTAAAAACCTAAAGTGTGAAGCTGTCGGCATGCAGACGAGCCCCGAAA
CAAACAGGCACTGAGCACCAACAACAGCAAACGCAGAGTCTCTGGAAAGGGACTGACGGC
GCAGGCGTGGAGCGGGACGACTCCGCGGGTGACTTCAAACTGACGCCAGGCTTTTTGGCA
ACATTACAAGCTCTGGGTTTGTTTGTTTGTTTGGGATTCATGAAGACATGAAATGTGTGC
AAAGAAACAAAAAGCATGAACCCTGTCTGAGACCCGGCACAGGATCTCTTCCCATCAAAT
GAAGAAAGCCACACGTGTGCAGTTATCCCGGCCATAATGCCCGGGTTAACGCCGCAT
>CL8693Contig1
NTGGGAGCGGGGACCCGCATTGGGCCCTCCCGGCGCGGCAGGGGGGGCACTCTCCTGGTT
GGGCTTAAGCTTGCACTCTCTGTCCCCCGATGCCTGCCTGCTCTCTGACTTTGGGGGCCC
TCGTGGCGGTCCTGCTGGGGGGGCGATTGTTCTCTATCTGCTACTGTGGGAGGGGGTTTG
GGGGTTCTAGCTGCCGCTACTGCTGCGGCGGGGGTCTTGGTGTGGTGATGACTGGGCACT
CTCCCTCCTTCTTTTTACATTCCATCATCCATTTTAAAAGAACATAAACACACTCAC
>CL8694Contig1
AGAAGAAGACGTCGGTAGCATTGGAGAAGAAGGGAGTTGTTGCGGAGAGGGTCGTGAGGA
ACGATACAACTTTTTTGTAGAAAATAACTTTATTTATATAGGTATTATTGTTTTTTTTGT
TTGTTTTTTAAGAAAAATGTGGTCGACGACCTTTTGTATTATTTGTTTTTTACCCTGGTT
CGTCACAGACGTTCACTCGGAGAAGGTACTTTTCGTGTTAAAAGGTTCCAGCGTTGTCCT
CAGTCCAGGTGATGCAGAAACGTTGATCACCAGCATAAGATGGAAACATGGAGGTCGTTT
TGTTGCAGTGGGGGCTAGAGAGAAATCAGATTTTTTCTTCAAATGTAACGATGGTTGCAG
CTTAAACACTGAAACGGGGAATCTGACGATTAATGATGTAAAGATAGAGCACGGCGGCGA
GTACACGCCAGAGATTAACGGAAAAAACCTACCTGCTGTAAATCTACGAGTATTTTCTCC
AGTCCCCAAACCCAGAATTACTCCTGACTGTAATCCTGAGACAACCAACTGTACCCTCAC
CTGTAGCTTTGACAGAACTGATGATCTGGGAGATGTGGAGGTTTTCTGGATTCTAGATGA
CAGACGTGAAAAAGGAACAGAGCTACAGATCACTAAGGACACAAAGGAGG
>CL8695Contig1
GAGCTCCATACATAACAGACATGACCAGCAGATGGCAGCAAACGCATTTTTACCAAATAT
TCAGACTGATTTCATGAACATGTGTAGAAACATCTATGACAAAAGTTAGAACACAAAGTC
TGTGGATTCCTGTGAAGAACATGAAGAAAAAAACCTGTACATGTTTAAAATAGAAGGAAA



TGTCTGCTTGTTGAAGCAAGAATCACCAACGTAAAGTAGCGACATTCCTTCCTCAGAAAA
GTTTTCTCCTGCTGTGCAGCGACGCCGTTTTCCTCTGAAGGACGATCAAAAGGTCTTTTT
CTCCTTCAACCTTCTCCACTTTTAACTTCCTGTTGCACATGTTTGACATGAAATGTAAGA
TTCTTGACTTTTCTTCCATCTCTTTGATCGTTAGACTTCTTAAGTTTTTCTCAGGTCATC
AAGCTAAAATGTTAACATTTGATGACGTATATTTTTAGACAGAAGAAACTCGTTTTGGTT
TTGTTTTTAGCCCACTTTAAGCTGCTAAAAGCACGAGGAGTGCTTTTTATAAATAACGTT
TGATTTGATTTGCATTTTTCTGCAGCATTTGTAACTATTTTCATATTGATTCATGTTCTC
AGTAGTATGCATCCTTTTTACATTTAGTACACAGTACGATTTCCTGTTTGTCTGGTTTGT
TGATTGATTAATTGATTGATGGATTTGA
>CL8696Contig1
GCGAAGACAGATGGCGGCCCTGGNACCGCAGCTACATCGAGATCTGCGGGTTCGAGCGAA
GCGGCGCGTGCCGTTTCCGAGAGGTGACCGTGACTCAGACAGGTGTTAGCTGTCTCCCTG
GGGGGTTGAAGGTTCCCGACAACGCCGGAGCCTTTCATTATGAGGAGAGCGGCAACCTGT
CGACTGTCACCAGCAACAGATTTGTCCACTGGATCACGTCGGGAGACACGGTGCAGCTGG
TGGAGGAGTCTCTGGACATCAACCTCCTGAACAATGCCGTCAAGTTCAAGTTCCCCCACT
GCTCTGTCCTGCCTGGGGGGGTCAGCATACAGGAGACCCTCTACAATGTCATCATCCTCA
TCTGCACCAATCAGAGTGTCCACAGAGTGCTGCTGCCTCATCCTGCTCGCATGTACCGCA
GCGAACTTGTCTCTGAGCTGCACATGCAGTCCATCTTCACTGATGTGGGGAAGCTGAATC
TTCAGGATTGGCCTAACAGCGCCGTCATCCCCAACGTGCCAGGACTTTCGGGGAGTCTGA
GCACCAGTGCGGCCTGGCTCAG
>CL8697Contig1
TATGGCCGAGGGTTTCCGGCGTGTAATTCAACTTAGGCGAGCTCCAAATGCGCCAGAGAA
GGCTTTATTAACACGGAAACGCTTCAAATTTCGAAAAGACGGTTAGATTTTTTTTTAGAT
CGTCAAATACAATTAGTCTGTATTTATTGTTTTTTGGTTCGTCCTTTTTTAACCTGAGGT
TGTAATTTGTAGGTTATCTTTCTTTTTATCCCGCGCGCCGCTTGCTATCGTAACTGGTTA
GTGCGCGCGCGCTAATTAGCTTAACAGCAAACCGGCATTAAGTTGACCAAGAGTAACAAC
CTCGGCGTGACCATCTTGGCACACCCCCCAGTCATAACTTCACAATGGCTGTTTGCTCAC
TCTGTTTAATGGCAAAAGGCAAAACAACCCTTAGACACAGTATAATTTCAGCATAGCAAT
AACTATTTATTAGGGACTGTAGTTGAATTGAATCATTTTCTGGCCATTCAATTTTTTTTA
AAGTTTGCACTGAATTTCAAAAGTCTTATTAATACAGTATTTATTTTCATTTCATAGGTT
CGTATTGTAGTTACTGTTTACAGCTGAATTTTTCTTTTTAAGAAGCAAATATACATATAT
TGTCAGGAATTACTTTCCCTTTAAGATTGTGAAATATCTTACAAAATCTGCAGTCATGGT
ATCAACAACTACAGCTGCAATCATGGTAGTTAGTACTGTAGGATTAGCAAGCCAAACTGC
CCTGGTGGGGCACATGTGGTTGCTGATTCTCGGCTTCATCATTGCCTTCATCT
>CL8698Contig1
GACAAGCCAGAGATCGTCTACAGCAAACCCCTGACACCGACCACACAGACCAGCAAACCT
CTGCCCTTCATCAAAGTGGTTGAGATCCGGTCCTGACTGGAGCAGCGGCCGCAGAGATGA
CCCCTGTAAATATGTATTTATCCGCCCGCAGTCCTGCTTCAGCAGAGCTGCAGGCGGTCG
CCTGAATCCAGAACAGCAGGAAGTCCTGAAGAGAACGCATGGCGATGAAGACGCTGTCAT
TGTGCGGCTGGAACTCTGGCAGACTCTTCCAGCCTTCAGACTCTGAATCGGTTCTGCAAG
AACCCCGACAGTTCTGGTTCTGCAGGCCAGGAATGAAAATGATGGACACTTCCAGGACAA
CGGCTC
>CL8699Contig1
GTCGACCACGCGTCGGCTGTTGAGGCTTTATGTGGTTTCAAGAGGCCCGTCCAGACGCTG
GACAACAGAACTCTGTTCGTCACATCACATCCAGGAGAATTAATAAAGCCTGAAGACACC
AAATGTATCCTCAATGAAGGGATGCCCATTTACCGCCGACCCTTTGAGAAGGGACTTCTG
GTCATTCACTTCTCAGTGGTGTTCCCGCCCGCCAATTTCCTTCCTAAGAACAGACTGAAG
GACTTGAAGCGCTACCTCCCAGAAAAAACGGCAGCGGAGGAGCCGGAGAGCATGGACGAA
GACCTCTACATCTACGCCGAGCTGGAGGACTGCGACTTGGAGAGCCGGAGGCGGCACCGA
CGTCAGTATTACTACATGGAGGAGGAGGACTACGCCAGCACAGGCGGCGTGCAATGCCAG
ACATCCTAATGAACTGTTTCCCAGAATCCTCCTTTCTCATGACTTGACCTTTTTTTTTTT
AGGTTTCTTTGCCTAAAAACATTTCACAGTAAGTTTCTAATTTATTTCACAGATTTAGAT
CGATGAGCAGCGTTTGTCACACGTTTAGGACTTGCAGGACTTAATGTAACCACTGGGACC
AACTTTGATGGTTTTCTT
>CL8700Contig1
TTTTTTTNNTAAGGACATATTTAAAATGCATTTTATTTTCCTTTCCGAGAAACAAAAGCA
GACAAATAAGATGAAGGGGGAAAGGAAAGCGGGAAACCAGTATATAAAGAGATGCAACCT
CTGAAGTCCTGAAAAAAATCTGTACAATTTGAAAGAATATTCTTACAAAACATGCCACAT
ACAATAAAAATGGTCATATTTATTCATTTCCCCTAAAAGTATCTCTGCTGTACAGATGCA
ACATCTTTCTAAAAAGCTAAGGTTAAAAAAAACCTTCAATTTGAGCAAAACTTTTTC
>CL8701Contig1
GGGGAGCTGGTTTTTAGTCCCATGTCGTCACGGTTCACCAAACTGCAGTGGGCCCCCGTG
AACCATCTCCGCGCGTTCCCCGCTGAAGATGTCTTCGGCCGAGCAGAAGGAAACCTTCAG
TTTGCTAAACAAGTTTGAGAAACTGTCATGGAGGCCCTTCATCCGAGACTCAGGCTCAAA



GAAACGAGCACGATGGCTTCAGGCACGACGCATCTTTTCCCCAACCTGTCCCAGCCTGCG
CATCCCCAACCGGTTTCTGAGAGAGGGGCACTGTATCCCACCTGCTCGCAGTGGGCACCG
CTGCGTTGCAGACAGCAGCAACTTGTATGTTTTTGGAGGTTACAATCCGGACTTTGAAGA
GGCAGGCGGGTCTGAGAATGAGGACTACCCTCTTTTCAGGGAGCTTTGGCGGTATCATTT
TGCCACGGCCACTTGGCAGCAAGTCCGCACGGAAGGATATATGCCCACAGAGCTGGCCTC
CATGTCGGCTGTCATACATGGAAACAATCTTCTGGTGTTTGGTGGCACAGGGATCCCTTT
TGGTGAAAACAATAGCAATTGTGTTCATGTCTGCAATGTTCAGTATCGACGATGGAACTT
GCTCAACTGTAGA
>CL8702Contig1
TAGTCAGATTCGTTTCCACTGAGCCACTTTGGGAACTCCTCATTCAAATTTTTAATATCC
TTACACTAAAGATAGATGAGTTCCTATTGTGGCTCAGTGGGTCAAGAACCTGACATAGTG
TCTGTGAGGATGCAGGATCTTTGGCCTTGTTCAGTGGGTCAAGGATCCAGCGTTGCTACA
AGCTGTGTCGTAGGTCACAGATGTGGCTCGGATCTGGTGTTGCTGTGGCCAGGGTGTAGG
CTTGCAGCTGCAACTCCAGTTTGACTCCCTTGCCTGGGAACTTCCATATGCCACGGGTGC
GGCCATAAAAAAAAAA
>CL8703Contig1
ACATTTCCACTCCTCTTGAGTTTTACACCTGTGACATGAGCGTTACGTGACTGTCACTGC
TGTCTCCTATTCTCAGGTTTTTTCTATAAATGTTATCTTGTTTACACAATGCTTCTTTCT
TTTATTTTAGACCAGTCACAGAGAAAAAGACTCCCCTTCTCCGGAATCATTCCATATGCT
CAGGCCCTCAAAGGGAGTCTTCATGTTCATCACCAACCGTCACGACTTCGGGAGGCTGAT
TTCTACAGCCAGTTACAACACTTCTCACTACAACAACGACCTGTGGCAGATATTTGAAAA
CCCTGTGGACTGGAAGGAGAAGTACATCCACCAAAACTACACCCAGATTTTCACACACAA
CTACTTGGAACAGCCCTGTCCAGATGTGTATTGGTTCCCAGTTCTCTCAGAGAAGGCCTG
TGATGAAATAGTAGAGGAAATGGAGCACTATGGTTCATGGTCTGGGGGCAAACATGAGGA
CAAAAGGATTTCTGGAGGCTATGAGACGGTGCCGACAGATGATATTCATATGAAGCAGAT
TGGGTTTGATAAAGAGTGGCTACACTTCATCCGAGAGTTCATATCACCCGTTACACTAAA
GGTCTTCTCTGGTTATTACACAAAGGGTTATGCCTTAATGAATTTTGTTGTTAAATATAC
ACCTGAGAGGCAGGCGTACTTAAGACCCCACCATGACTCTTCCACCTTTACCATCAACAT
CGCTCTCAATAACAAAGGCAGTGACTTTCAGGGTGGAGGCTGTCGCTTTCACAGATACAA
CTGCTCCATAGAATCACCAAGAAAAGGCTGGAGCTTCATGCATCCAGGAAGACTCACTCA
CCTTCACGAAGGCCTGCCCACCACAAACGGCACTCGTTACATTGCAGTTTCTTTCATTGA
TCCTTGAAATTCATTTTTCTTTTTTTTTTCCCTCCACACATTTTCNCTTTTTATTTTCTT
ANGTAGTTTTGNGCAGCAATTTTTAAAGCTTTTGCTTTAAAATTATTTTTAAAACTGAAG
TGTTGAAAATGATCTCTGTCAAACA
>CL8704Contig1
ATGACATCTACAGAGCAAACTGGGAACAGTGCACCCCAACATCGTTTCTGTCTGACCAGC
CTAATGTCATCTGAAATGGCTCTTTTGTACATTTGAATGAGAACAACTTTAGGGTCTGTA
ATTTGGTATTTCATCCGGTGATTAAAGCAGTTTCCACAAACTATCCCCAACCTTTTGTAG
CAAGAGAGGTCAATGTTCTTGCTATATTTGTAAGTCTAAAACCTAAAATTCTGTTTTGGC
CAAAAAAAAAAAATCCANAAACNCAANACAGNGCTCTGAACCTTTTTTCTTCAANGATTT
GNGATCTTCACNGGNGTCCANGGATTACATGAAATCCTCTCCNCCANGACNCCAATGAAG
TCANGGNCCAAACAGAGGAATGANACGGCNGGAAAACCCCNCCAGGATGCANCANTTTGG
GCTCAAAGCAAAAAANCATGTGCTGNGGATGGACCCAAGGGANACNGTTTGGANATTCCN
CAGNGNGNGTGCCGGCCTCAAAGGTGACCCGANANAGGAGCCTTCTTCTTCACGTACTGT
CNCAGGTACNGGATCNCCAACAAAGCACTCNCGTTCGCTAAAANAGCTGCTTTCCAGGCN
TCAGCAGCATCTGGATCCAAGGATTTTAGTACCCAGGAGGCGAAAGCAATGCAAACTAAA
CACATGTCTGACTGCTTTACTGAANANAAAATCCCATGTTGCTTTGTTGTCCAAAAGGTT
TGCGTGACCTTCTGCGACTCCTCATCTCCTCTG
>CL8705Contig1
AAGACCTTTGGTGCACAGCTATCCAGTAATACAGTTCAGACATGTGCTCACTAGTTTTTT
ATTCTTTGAGCCCTAAATGTGTCACCCTTTTGCCGAAGTGAAAACGCAATGCATTGTGGT
CTATATTCGCCAATGTAGTAAGCATCGATGCGCACTGAGATTTTTGGGAATTTTCCATGG
CGCAGAGTTTGGAATTGAAGATCTGGATACCCAGCCAGTGTGGCGTTCTAACCGGGTAGA
GGTGACAGGAGTCTGCCTCTGCCTCCAGTGAATTTACAACCTGTAGAGTTAATGGAAGCA
CACCAGGTCACAAAGAGAAACTTTATTTCTACACAAGCACTAATGGGAAAAGGTCATTTA
AGAGGTCAAAAGTTATTTTTCAGGAGCTTTTTCTGGAACGTCCTCCGTTTTGGAGGAGAA
CCTCTCCATTAATGTCTTCCACAAGCCCTTCTTTTCTTCATCCATGCTTTGCTGCATACT
TCCTGCATTTGGAAAACAAAGCATTTTCCGTGTTATTCCCCCTTCATTGTGAGAAAAGAG
CGGACAGTGAATGGTAAATTGGGAGTCCGTACCTGAAAGGAGGACTCGACACTCTTCAAC
CGTGACTCCGGTGAAGCTCGTGTCTCTCACCCGAGGAAACTGAACAAAGCGGAGATTACA
GTTTTAGTTTTTATTCAAAGCCAGGACAAACAAAGAAGCTCTTTGGATGATTTGAAAAAT
GCCATTTGAATGTATGAGTTTTCTTCTCTGGTCAAACAGTGGTAACCAAGGTGCTCCAGC
CATCCGAGGAGCTCTGGGTCTCATGTTTTCCATATCGGTCAATTGAAGTTTACTCAAACA
TTGACCTTGTGTGGCCTGCTTTAAAAGTGATGAGACCTTTGGTCTAAATATGGGTTTATG



ACCATCGACATGGAGGAAGGGAGCAGAAAGGAGGTCACAGCAGCAGCAGAGGCAGGTT
>CL8706Contig1
GTCTGGAGTAACATGAGCTGCATTTCAAACTCCCTTTTAAATGTGTATTTTAAGATTTTA
AGAATGGCTGACAGCGCAGAATGACAATAATGGTAACACAAGAACCTCTAACTGGAGGTT
TGACCCAAATGTTTAAAAATAGGAGACACATTTTTCTAACACCTTTCTAAAATTAGGCAT
AGTCTACGTATAAATGCATTTTGTGAAAGAAAATTGATCATCAAAAGTGTTGATTTAATT
CTATATCCTGCAAACTGGTTTTGGATCGTATAACAGATTTAGGGGATTTGGAGTCTCCCT
TTACTTCCCCTGTTGCTGCTGCTTTGTCAGAAAATCTCCACTTTCATAAACCTTTTGATT
CTCTCGTGAGAACCCTTCAGTGTGCACACAGCTTGATGAACTTGAAATGTGATGTGCCAA
ATCATTCAAAGTGATCTGTATGTTTATAACTTTCTGACACGAAAAGAGTGTTAAAGGGAA
AGATTCATACTGCATTTTTTAAAAAAACTAAATTTAAGCCCGTATTTCCTTTTGCAACAC
TGTTTGAAATGATCATTTGTCATGAAATTGTTCATGTGTCACAAACTGCAGTCCAGAATG
AACTTGAATGTGTTTTTCTCCTGTCGTTTGGCAGCGCAGTGCTGCCTGAAATCTGAATGT
GGGCTGGTCGTATCCAGCTCAGAAACCTGTTATCAAAGCAAACGAAGGAGCCGTGATCAG
TCATCATGGTGAGATTATGCAAAGCCAGGTTAAATGTGAATGTGATTGGAACTGGAAAGA
TGTTTGACTAAAACAAANCATAAAGGGAA
>CL8707Contig1
CGTTTCCACCGAGGAGAGCGGGATTTCAGTGACGAAAAGCGAGGATGAGGAGGAGGTCAA
AGACGAGCTGGAGGAGGTGCAGAGCGTCACAGACTCCATGGTGGCAGAAGCCCTCGCTGC
GTTGGAAGCAGCCACAGCTGGAGAGGACTCTGAGTAGCAGAAAAACCAGAACCAGACTCA
AAGAGACTCAGGGAAACCAGAGAATATGAAGAAATGCTTTTTAGACAGATTTATTTTGGA
ACTATTTTTATAAATGTGAAGGAACATCATGTCTGCTTTCTTATGAAGGGCTCTTCAATT
CCAAAGGCTTGAATAATGACTGAGGAGACACCAGTGTGAACTGAATACCCCCCTGTGGCT
GTTTCACACTGTGTACTTAACACTCCACAGTCCGGAAAACCACCAATGTGCTCACACTCG
CCACAGAGGGGTTTATTCAAAAGGTTGGGGGTAAGACCTGCAGATGATTGATAGGAAAGA
CGAAGAGACACTTCTCAACATTTCCTTCTTTCTGATTTTAAAATGAAGCTAAATAGAATC
AGCCAACAAACATTTTTGTGGAAAAAACTGCTTTGTTAGTAGTTTCTTTGCAACATTGAT
TTTAGTTTAGGTTTTCATATGCGACCTTCATAACTGACCTTTTACCGCCAGAGCTTCACA
AAGGTCAGCTCTCACTAAATGGTGTGGAGAGCTTCGTTTCTCATCTTATTTCTCCTCCTG
TAGGTCAAGCCTTGTGTTTCCCGTCCGGTCAGTGACATTAGTTCAGTGCCTAGTAATGAA
CTAATTGAGGCCAGAAACAAATAATTATGAGAACGAGTGAAATAAATGATCTGTTAAATT
AATGAAGTTCAGCCTTAGTTTCAGAGCCAGCGCCCTTTCCCGGGGGTTTGCTCGCCAAAT
CTTTTCCGCTCGTGTATTTGTGTTGAGAACGTTAATACAAGNCA
>CL8708Contig1
CGGCACGAGGGTTTCAGTCGGTAACTGAACGTGCAATTTTTTAGGGATGCTGATTTGCAG
CTGGTTTTTCAGTTTGTGACTTTTATCCACCACGTAAATTTTTTTCTTGTGGTTTTATTT
TCACTAACCTTCGCTGGAGCTGTTTTTTTTATGTCATCACTCTCACTCATCCTGCTTGTG
TTTGCTTTGAAAACAGTGCATTTAAAAAAATCTTAGTGTTGATATAGAATTTTGTATTGA
TTTTATTTTTTGCCACTCCCGATTAAAATGGCTTTTTTTTTTAATTGGAAAAATAATTTT
TTTTCCTGTGTCGATCATGTTTGGGGGGAAAAAAAAGTTGTAACAAATGTGCTTTTATTG
TTGCACTGAGGAGAGATGTGTTTCTCAGTCACTAAATCCTCTGACATTCCTCTTTTATAG
CAAACTCAATTGATATGATCAATAATTGCACTTTAGTTGAAGACGTGGATGTGCTTGTTT
TGCACACCGTTTCTGACAAAAAGATGAAGCCGCTGTCATTTCAGTCTCTCTGCTTCCATG
TTGACGAGCTGTTCATACATATCCATCACCTTTTCCAGTCTCTAGGAATGTGTAGGTCAA
AGTACAACTGTTCTGAAATGTTTTACTTCCACTTTTAGTTATTTTTTAAATAATTTTAAT
GTTACCATGAACTATGTCAAAGTATGACTTGCGGTTGATGAATGAATGTGAAGAAACTAC
ATGTACATAAAAACCAAAAACATCAGATATGCTTGTTGTTCATGATGTATTGTCTCCCTA
CAAAATAAAAG
>CL8709Contig1
ATTCGGCACGAGGTAACAGTCGGCTGCCTGCCTGAGCGATCCCCTGTCTGCCCGCCTGCT
GAACAGATCAGAGACCCGTCTGACCTCAAAGCATCATGCTCACCAGGAACATATTTCTTC
TATTCTCTTTGTTTGTTCTGTTGGTGAAGGGGGACCACGACGCCNATGATGCAGGAATAC
AAGCCATATCGACAGATAAAGACTCAACTTCTGATGAGTCTCCAACAGAGAGCATGAACG
TTGTGTCTGCGGATCAGCCTGATGAATCGCATGTTTATGGAGAAGGACCTTCAGATCCCA
GCAGTTCCCATTCAGAGACAGCAGACCCCCCCGTCAGCTGATCAGGTGACAGCACCTGAG
ACGGCTGTGGCCTCTGCCAGCAGCGTGGAGGAGGAGGACGAGGACGAGAGCAACGACTCA
GGAGAAGCAGGAAGGAAGAAGCCCAGCTCGCGCTCAGCCAAACCTCAGGGCCCCGCCCAC
CTCCAGAACAGCCCCGCCCATATAATTCAAATCCCCGCACTCCCATCGCAGCCAATCATC
ATCTCACAGCCCAAAACTTTGGTGAGGAGCAGAACATCCAAGAGAAGATCCAGGACCAAC
CGCCGGCAGATATAGCTCAAGCATCAGTGCTCACAGAGACACAAACACACACACATATGG
AGACATACACCTGATGTACTGTATGAACACATCATTGACCCTGCACGACCCCGGGTCGTG
TGATTGGTGGCGCGGATGTCTGGCCACTGAGCTTTGATGTTTGAATTCCCTCATGTTCAG
TATGACTGATTTAAACAACATTAGACAGGAAATAATTTCAGAAAAACGACGGCGAGTCGC
GTTGATTTGTCAAAACTACTGCAAAAGATTAATTTTGTGCCATTTTATTTTCAGATTAAT



TATTTTAATCCAAGAGGGTTTTGGTTTTTGTGACTCCAGCAGACCTCAGAGTATTAAACC
TGTTCAGTTAATCACTTTTTGTAACTTTTATTTCTATATAAATACGTTTAAACGGCACAA
TATTTTTCTCTGTTTGGAATTTGCATCTTATTGTAAATGAAGTAAA
>CL8710Contig1
CAAACTCCCCCAGCTTAGATGCAGCAGCTCGACGCACCATCGGGGTGTCATCTGAACACA
AGGTGCGAAAATGCTGACGAATTTCAGCCTTGACAGTGCTGGATACCCGAGGATAACACA
CACTGAAGAGGCCACAAGCTGAAGTGCGAGAGGTGAACCAGTCACCACTGGCTAGCCGCT
TCACCAAAGGCTCAAAGTGGACCTCCAGGTCAACTGGAGAGTGCTCCTGAGAGATCTTTC
GCAGGGATTCTACAGCTTTGTCTCTGACAACTGTTTCTTCCACTGTTGCAAGACTTTCCA
GAGGAGGCAGGAGACAGTGAACATACTCTGGTCCCCCAACCAACATAGTGAAATTGCCAA
GCTGTTCAGCCAATGCCAAAAGCACTTCATCTTCATCATAGATGGTGTCTGTGAGGAAAG
GAAGGAGCTCCGTGCGAGTCCTCTCCACACCGAGAGCTAGCGCAATGGTGGACAGCTTCT
TGATGCTGTTGAGACGAAGCTGGACATCCTCGTTTCTCAACTCGTCGATGAGAACAGCAA
TGGGGTAAAGAGAATCGTCTCCATCAGCTCCAGCCATTTTGGACACAGTCGCAGTTACCG
AATGGCGCTGTTGTGCGGCACTACGGGGTTTCTGCCCCACAACAGCACAGCCCTCCCTAC
CCTGCGGCTCCTCTGCTGCCTCCC
>CL8711Contig1
CTACTCCTACATTGTACAACAGAAGGACATGTCCTTCCGGATCATGGTGTCTTTGGCCAA
TAAGGTGTTTCCCATTGTTTCTCTCATCCTGTTGTCTCTCTGTTACCTGCCTGGAATCAT
AGCAGCGTTCCTTCAGCTTTACAGAGGAACCAAATACAAACGTTTTCCAGACTGGTTGGA
TCGCTGGATGCTGTGCAGGAAACAGTTGGGGCTTTTAGCTCTTGCCTTTGCCTCTCTGCA
CGTTCTCTACACTCTTATACTTTCCTTCAGGTACTACGTGAGATACCGGCTTGCAGCTCA
CACTATCTCCCAGATAAGGGAGAACAAAACCTCCACCATTTGACACCACCATGGCCCTGG
CGCACAGACACGTATTACTCCATGGGAATCATAGGATTCTGCTTTTATCTCCTGTTAGGA
ATAAGTTCTCTCCCTTCTGTCAGCAACGCTCTCAGCTGGAGAGAGTTCAGCTTCATTCAG
TCCAAGCTGGGATACATCACATTGTTCTTCTGCACCTTTCACACTTACCTGTACGGTTGG
GACAGATTCCTCTACCCCTCTACCNACAAGTGGTTCAGTCCTCCNGGATACATGCTTTCA
CTGGTGGTTCCCACAGTGGTGCTGGTTCTCAAACTGTTGCTCCTCCTGCCCTGTGTGGAC
AGAAGCCTCACTCGAATTCGACAGGGCTGGGAGAGGACTGATCCTGAAGAAGAAAGCACA
AAATCACTGCTTCGGTAGAGCCGTCACAATCACAAATTCAGTATATATAAACCGAAAACA
CAAAAACAAAGTGATTTTATTTTTAATAGATTTGTACACCTACACAGCTACATATTCATA
ATGCCAAAGAGAGTCAAGTCCTTTTAAACCACAATAAGGCACCTGATTTACATTATACTA
CAGTGCTTCTTGTATTTGTTTTGTATCCCTTATTTTGTAAATTTCATCATTTTTTTCTTC
TTAAATTGTATAACCAGTTTAACACATGTAAAAAACAAAGACTAA
>CL8712Contig1
TCGGCACGAGGGTCATGGTAACAATCAGAAGAAAACCGCAGAGCGTGTTTCTACGCTCAG
AGTTTTGACATTAAACCTTCCATTTAAGTGTTTGACCGGAATTTTGCTTTTAACATCGGT
GCCGTCTATTTAACACAAAAAGATGAGCTGCAGTGCAGATCACTCAGAGTCTGTGGACTG
CACCGTCAAACCTCCGGTTTTTCTGCAGATCGGAGATGCCAAAGGAGACTCAGCTCGCTC
TGGTGTCTGCGTGGTGGATGTCACTCTCCCACATGGAAAACCTATCAATATTGAGAAAAT
CACCTTTAAGAACTACTACACCGCTTATGTGACTATACGTTTGTTGAGGAGAAAGGCTGA
GAAGGAGGGCTCCGCCAAGTGGTGCACTGCCCTGAGTGACCTGGCCTTGATGGACAACCC
CCACACCGAAGGCGGCTCCCAAAACTATTTCTCCATTCATCGGAGGCAGATGCAGGTGGA
GCCGGACCACGTGGAGTCCCTCAGGCTGATCCTGAGACAGCCGTCCTCCGCCTGGCGGCT
CTTCAACCTGGAGGAGATCAGGCTGTTTCCTCACAAGGAGCCAGCTCCAGTAAAGGAGGT
TTCTGATTGGCTGTCTAATCTGATCGTGGTCAAGCAGCCTCCTGATTTAGAGGGTCTTCC
AGACCCCCAGACTTGTTCTTCCAGTATTCAGCAGATGTGGGCTCTGACTGAAGTAATGCA
GGCAAACCGCACCACCGCCTTCATCGGACGCTTTGATGTTGATGGATGCTATGACATTAA
CCTGCTCTCTCTAACGTAACCACACCATTCTGAAGGCTTATCTTTGCTGGGAAGCTGCTA
AAGTTTACAAGTGGGGAAAAGCAAAGTCTGCAGGTCCAGCAAGACATCCACCGCCGAGAA
ACGAACTGCTGCTTCATCCTGCTCCCTTCCCATCATCTTAACCAAAAAGCGCATGTTTCT
AAACACTTTTCTGCACAAGTCTACTGTTTAGGAATAACATTTAGCATTAAAATATAAAAA
TTATTTGTTCTATTTCCAATTAACTTTGAATTTCTTTATTGTGAAAAAAGCATATGATTG
AGCTTAAAAATTTTTATTATAAGGATTTTTAAATAAAAAAA
>CL8713Contig1
TCTGTCTTTATTTTTTAAAAGTATTTTGTGACAAAAAAAATCATCTTTCAATGAATTGTG
AATTCAAAGTATTTAATCTGGGACTTGAAGTCCTGTCAAACAAGCCCAAACCATCGCCCC
TCCTCTGTCGTGCCTAAATTCTAGTATGGAGCAATACCTGATTTCTGACATCCTAAGTTA
ACATTTTGTCTTGACTTTGTTTTCCTGTATAGTCATAAAAGGATGACTTTGTTTGTTTTT
GCTGCTGAAGATCATTTTAGTTTATCTTTCGTGCATTTCTTACTCTCAAAAGAAGCTTAG
TGGACCAGAATTTGGTCTGAACTGTGTTTATTTACCACAGTGGCACGGTGAGAGGGTGCA
ACAGGAAGAGTAGTGAGAGTTGCACACAGTAAGGGTCGCTTTGTGTGACAGTGAAGCTAC
AGAGCGGGCAGTTATGGGGTTAGACTCCCTCCCTGCCCTCATTCCCTTCTCCCTCACCTC
CCCCATCAATGGTCCTCTTTGTTTTTTCCAAAGTATCACACAGCCGATTAAAGAGAGAGG



GAATTAGGAGTCAGGCCTAATCTGCACCAAACACAGAGACACATACATGTATGCATAACG
GCAGAAATCTGGAATATGCATCCAGGCTTCCATAGCAAGTCCTGAACCCCCACCCCGAGA
AGGCTGGAGGCTCAAGTGAGGTCAAGGGAAACTGAATCTGCACCAGTTTGTCCC
>CL8714Contig1
ATGCACCAAGATGAAGTGGAAGCCGCTTGTGGTCGCCGCGCTGCTGACCGTCGCGGTCGC
TTATTACATCTACCAACCGCTGCCGGACGCCATCGAGAAGCCCTGGAAGCTGATGATGCT
GGACGCGACGTTCAGGACCATGATGCACCTGGGATTCTTGAAGGAATGGCTGGACCTGGG
TCATTGCATCAGCTCTGTCAAGAGTTCGTTGGAGAGCTTTGAGGGGTTTGTGACCGTGGA
CTCCAGGGGAGGAGTCATCCCAGGGGTCAAATTCACAGACACCACGTTCGCTGGCGTCCC
GGTGAGAGTTTACGAGCCCCCGGCGGGCGGCGAGGGCCATCTGAGGAGAGGCCTGATGTA
TCTCCACGGAGGCGGCTGGGCTTTTGGAAGTGGCAAATTTGGGACCTATGACTCCATCAA
CAGCATGGTTTCTGATGAGCTGAACTGCGTGGTGGTCAGTGTAGACTATCGCCTGTATCC
AGAGGTCCACTTCCCAGAGCCCTTTCTGGACTGCTTAGCTGCTGCCAAACACTTCTTATC
TCCTGAAGTTCTGGCTCGGTACGCCATCGACCCGGAGCGTGTGGCGGTTTCTGGA
>CL8715Contig1
TTTATTGAAGNTAGTTTTATGGACACTAATGGTTTCTGACACACACACACACACACACAC
ACTAAAGACAGACAACAACAACACAAATGCAGTGATGACAACACAAAAGGTAAAAAAGTA
AAAAACAAAAGCGCCTCAAAAGAAGTCCAGGTCGTCCGGCGCGTCCAGGTCTCTGTACTC
GATGATGGAGCGGGGGTCTCCCCTCGTGCCCCTGCTGTTCCTCTGCTTCCCTGAGAAGCC
GACGCCCCCTGGATGACCTCTGAAGTTGTCATAGTTACCACGCCCCCCCCCAAACTGGGC
TGGAGGGAGGAGGGGCCCCACACCTGGGAACCCCGGCAGGGGGGGCCTGACACCTGGAGG
GTATCCCANAAGGCTTTGCTGCTGCGGCGACTGACCGGGGAAGCCAGGCATCCCAGGGGT
GGGGGCTGGTGCTGGGGGTGGGAGGGGCTTGTTCTCCGGCAGGGAGGGCCTCTTGGCGTC
CATCANGAAGTTGTTGAAGAACTCCACCTCCTGCCTGACGGCGCCGACCTTGTCNCCGTG
TTTGTTCAGGATGTGCTTGCNAACAAACTCTGGAGCCTTGAACTTCTTCCCGCTCAGAGG
ACACAGCCACTTGTCCTTGCTGAGCTCCTGAGTGTTGGCGGACAAGAACTTCTCCACCTC
CTGCTCCGGGTCCTTCCTTCCCA
>CL8716Contig1
TGGATAGCAATACCCAAAAAAAATTAGTGAATTAAAAGACACACCGTAACTAAAAAGGAC
CACATTTGACCCCGTGGGTTCTCCGGGTCAAAACAATTGATTTCCTGCCGAAATCACAGC
AGTTTACTGCCACCTGTAGGTCACTTGAAGACACTGCAGAAAAAACCCAGCCTAACATTC
AGAAAGTGCACAGTTTTACTCATAAACCTGCAAAACAAAACTCAGGAAATACAGTGCCAT
GATTCTACAAAATAAAGCTCTGAGTAATAACTACAAACAATAATAGAAACAAACAGGAAA
GCCCCATAAAGAAAGCTGATTTTCAGTCTAAGAGAAGAGAAACAAAGATTGTTTTTAAAA
ACAAAGAATAGTTGAACCGTTTTGACCTTTTAGTCTGTAATTCTGACTGTGTCACAACTG
TTGCAGTTTAGCAAAATCATACTTGAAAATCTCGAACCGGCATGAATTTATTCCCAGCTC
TAAAAACAAAATCTCTTGTTTTTGCTGTGAAGGTAATTTGGGAGTAGAAAAGGATTGATG
CATATCTCCGTCACTGGATGTAATCTGTTTACCAGAACAGAAGTATCAGGTAAAAATGAC
GAGAGAAAAAAGAAAACAAAATTCCTATCAACCTTCAGCTTTTGTATTGTATACCTCAGG
AACAAACAGCTAATCTGATTCAGCTGCTGCTGACCATGGCATACGCTATACGTCACATGA
TGTTGCAATGACCGTAGGCGTCTGGGAGATGAACAACTTTCAAGCACAAACACGTTTTCT
CACGTTGCAGGTTGAAACGTGTGGAAACCCCCAGAGCTGGTCGTGCTCAGAATCCTGCAA
TGATTCATGTTTTACACCAAACAT
>CL8717Contig1
AACATCTGATATTCAGTTGTTCATTTATCCAAAAAATAAAATATAACACTAATGTTTACA
TGAATGTTTACAAAACCAGCGAAAGAACATCATTTCTACACAAAGTGTCTCTTTTTTCAT
TTACGATGTGAATATTATAGCAGCAAATATACCAGTGATGTGGCACTGCCGTCGAAAAAG
ACATACCGGCCCATTCTTTTGTTTAGATTTTATACTATTTATAAATTATGGTACTTGGTT
CAGATATGATGTCATAATTATTGCAATAATGAAAAATTTCATAATGAAAGAGAAATTATA
CAATGCAATAAAGGCAATTTAATTATGGTAATTAAGGTCCTATGTAAATACGGTAAAAAT
TGTGCTATGTGCAATACAACTGCATACAGTTTTATTGCACACATTTGCATTGGCATGAAT
ATGATAATAAAACTTCAAAAATTGGATTAAAAAATTCGTAATAGGNTCTTTTTAAGNTGA
CATATAGATGAAGNTTGNGGAAATGCTTTCCNTTTTGAAACTTNTAAAANGTATGNTGNT
TTTTTTTTTAGTTTTCCTATTAAGCTTATAATGAAAGCATGCATTCCAATTGGGTATAGT
GCATAAAATGCCTAACATACCACAATGCTCTGACAACACATTTTAAAAGGTGAGCTTGAC
GAGTTTATTGGAATTCAAAGTCAGAGTAAAAACAAAACTACACTGCATTTTTTCTTCTGT
TTTGCGTTTCGTATTTGTTTGTCCCCTCGTGATGTAAAGAGCCGTTTGAAATTTTCACAT
TACCAACAAATGGGGAACATTCTAGACTGATTAAACGTCATCTCAATACAGCAAAGCGTA
GTACATGTTTATCAGGATGAGGAAAAAAATGTCGACTTATTGTCACAATTCTGCTTTGAG
CTACAAACATCACCGTCATATTTTTTTATCCTGCTACTGTCTCTGTGAAAACTGCAAGTG
TTTGTGAATGAAAATCAGA
>CL8718Contig1
GAGGCGCCTCTCAAGTTCCAGCGCACTCCAGTCCGGCAGACGGTGTGCAGGATCAACTCT
CTTCTAGGAGACAGCAGGAGACCCAGGAATAACGCGGTATTTGGCGTTGGCCAGAGCCCT



CGTGTGGCCAAGACTGTGAGTCTAGAAAGCGGGCTGTCCCCTCACCCACAGCCCCAGCAG
AGACGACCACAAACACGACTGTTAAATAGCAGGACCACTGCTAAGAATCCACCTGCTGTT
CCGCCAAAAAAGCTGGCAACCCTGGACAGAATTCCTAAATCCTGCGCCCTGGGGGATGTC
ACCAACAAGGCTCAACAAAAGACGAAAGTGGAGAGCTCCGCCTCCACTCCATCTGAAGCG
CAGAAGCTGCTTTTGCAGCAGGTAACAGAGAAGGACACACCCCACCTACAGGGGATCCCC
CAAAAACCCTCTCAACCAAGGAAACCTGCTGTCTGCAATGAAACCAATTGATTTATAACC
GCCTTTCTCCAATTTTTGTGCTTTTTTTTGTGTTGCTATGCAGATCCGTCTGGTAAGACC
ACATAAAATAAACTTTGTGACTCATTCAGGGTCCTAATTTATTTTTTGTAGCTACAGCAG
AGGTACCTTTTTCGTTGTTGATTTGTATTGGGAGATATTNTGTTTTACATCCAGTAAATT
CCATGTCACATAAGATAGCATTTTACTTTAGTNTTGGAATAAAGCTATATTATAAAGTGG
GATTGGCAGAATGGCTGGAATTTTTCTATCAGGNGTATTTATTGTTTTACATTCCTGTTT
TTAACTGAAAAGGACATGTCAGACATNTAACTTGATTTTTTTTTTCTCAGAACGAATATT
TTACTGCTTTTGGACAAGTAAAGCACCTTGTGATGCATGTTATGTAAAAAAAAGAGAACA
TTTGCCAAACAGTGTTGAAGAAAAGATTTGCCTCTGGTGTTTTTACACTCATTTCACAGA
ACCTTCAAAAATGAACGTTTGCTTTGAACTGCTTCACTAAAATAAAA
>CL8719Contig1
GAACTGATGTCAGAAAAAGCACGAGACGTGGCGTTTTTCTTGGCTTAATGAGACGCTGCT
AACAACAACAAAAAAAAGAGGAGGCAGAAAAATAAAAAGACTCAGGAGCTGAAAGCAGCA
ATAATAATATAATAATAATAGAAGCACTATTGGAAACTTGTGAAATCCTATCTGAGAGGA
AAAGAAAGAACGAATCTTTAAGAAGCAGAGCTGCGAGCGGCGGAGGTTTTCCCTGACTAC
ACTATCAATCAGAGAGATTTAACTTAACACAAACACACCTGTCCTCTCTGACGCAGAGTA
AATACACCTGGCCAAACAATAAAGACAGAAGGAAAAATCATAAAAAAACAACAAAATAAC
AGAATTCATAATAGTTGGGATATTTGTGGAGGCGTGTAAACGTGGTGGGGGGGTTCAGAG
GGGAGGAAATGTTCAAGGCCGGTCAGTTTCATGTTCAGTCACTCCTGCCCTACTGTGGAG
ACTCTGCTGCCTCTTCCTCGTTCTCCTCCTCCTCCTCCTCTCCTTTTTCTTCAAGAGTGG
GCCGTTCGGCTTCACCGCTCGTCTCCCCCTCAGCCAAGTCCCTCTGTCCCCCTCCCTGTG
CGTCCTCGTCCTCCTCCTCTGCCTCCTCCTCCTCTTCCTCGGCTGCAGCTTTCGCTTCCC
CCTTCTTGTCCTCCTCCTCCTCCTCCTCTTCATCCCTTGAGGCGGTCGGGGTCGAGGCGC
TGCCGCCCAGCGCTCCAGCCATGGCGCTCTGCAGCTCAGCCAGGGTGGAGGCGGCGGGGA
AGCCAGGCAGGCTGAGTCCTCCGAGGCCCGGGGGCAGGAACATGGAGGGGTAGAGGAGAC
CAGGAGCCATGGTGGAGATGAGGAAAGGGTTGAATGCCAGTGAGTTGGCAGACATGCCGG
CAGCAGCCAGCAGGGCGGCGGCATCGCCGTTGATGGAAACATCTGTCGATGAGTCTGCGG
CCGGCAGCTTCACCGCTCCGTCGCCGGNTGATTTCTGCATCCCC
>CL8720Contig1
TCTCCAGTGATGCCTCCTCAGACGCAGTCGCCGGGGCAACCTGCACAGCCGCCCCCTATG
ATGCTGCACCAGAAGCAGAACCGCATCACTCCCATCCAGAAACCCCGCGGGCTGGACCCA
GTAGAGATCCTCCAGGAGAGAGAATACAGGCTTCAGGCTCGTATCGCTCACCGCATCCAG
GAGCTGGAAAACCTGCCCGGCTCTCTGGCGGGTGATTTACGGACCAAGGCCACCATCGAG
CTGAAGGCCTTGAGGCTTCTCAACTTCCAAAGACAGCTGCGTCAGGAGGTGGTGGTTTGC
ATGCGGCGTGACACCGCTCTGGAAACCGCGCTGAATGCCAAAGCTTATAAACGCAGCAAA
CGCCAGTCTCTGCGCGAGGCCCGCATCACGGAGAAGCTAGAGAAGCAGCAGAAGATCGAA
CAGGAGCGCAAACGGCGTCAGAAACACCAGGAATACCTCAACAGCATCCTTCAGCACGCC
AAGGACTTTAAGGAGTACCACCGCTCCATCACAGCAAAGATCCAGAAGGCCACCAAAGCT
GTCGCCACTTACCACGCCAACACTGAGCGCGAGCAGAAGAAGGAGAATGAGCGGATTGAA
AAGGAGAGAATGCGGAGGCTGATGGCTGAAGATGAAGAAGGTTACCGAAAACTTATTGAC
CAAAAGAAAGACAAGCGTCTGGCTTACCTGCTGCAGCAGACTGACGAATACGTGGCCAAC
CTCACTGAGCTGGTGCGCGCCCACAAAGCTGAGCAAGCCCTCAAGGACAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAACAT
>CL8721Contig1
GTCAGCAAGGGGGGCAGCAACAACTTAAATTCGGATTTGGTCACCTTCATTCAGCCTGGT
AATTGCAAAATAACCATGTGGGTTAGTTGTTATACAAAAAAGGCTACTAAATAGTTGAGC
TTATTCTGCACCGTTGGGAGTTTAAATCCTACTAAACCCTAAGGAATGTTGTCAAAAATG
TGTGTAAAAATGTTAAAACATCCAATAACATTTTCAGACTGTAATGGAAGGTTTAATTTA
AAGACTAAAACTAACAGAGCAGTTGTACTTAAAGAAGAAAAGGTAAAGAACTGTACTTAC
GCCCCTTCATCTCTAAGCAGAGACAGGAACTTGGTGACTCTGTAATCTGAATCCATCTGC
AGAGACATCTCTATGAACACCAGAAGCTTCTTGATGCCGATCCAGACCCGTTTGCCCTTG
AGCTGGTGCGCGATGCTGGCTCTTTCTTTATCCGTAAAGCTCCCCAGAAGCTCCAAGGCG
TCCACCAGCTGCTCTCCAGTGGAGATGTTGGGAACGTGGATGGTGGTGCTGAAGGCGTCC
AGCATCTCCATCTCCTGCAGAACGTCCTTCCTGCTGGTGGTCCCGATGATGAGCAGCTTT
CGGCCCTTGGGTGGAGTCTTCTTCAGCAGCACCAAAAGAGCTTGCAGAACCAAGTTGGAG
AAACGAGGACCAATGGGGACGTAGTCCAGCAGACGCTCGATGTCATCCACCACCACACAG
CTGAGCTGGGATTTGTAAGCATCGTCAAAGACCTTTTTAATGGCCTGGCACTTGGAGATC
TCAGAGCTTCCAATCATCTTGTCAGGAGAGCAGATCTTAATGAAGGGGAACTGAGAGTCT
TCTGCTATCTTAGCAGCCAAAGCTGTCTTTCCGCTGTGTGGTGGACCCTCCAGCAGAACA



GCCACCAGTGGGGTGCGGTCACTGTTTTTGGTCTGCTGGACGAGCAGCTCTCCGTCATCC
AGAACATGGGCAACCGGGTCTCCCCATTTGATGATGCCGTTCATAACGTAGCTGGAATAA
TCCTCCTGGTTGGTGCCAAACGCCGGCTTGATGTCATTGTTGAGGGATCCCATGAAGTCA
TCACGCGTGACCTGCAGCTTCTCTGCCCTCTCCCC
>CL8722Contig1
AATTCCTCCAGTTCAATTCCCAATAAACGTTACAGCTTCATTTGCTTTGATTATCTTTTT
GTTATTAGTTTAATCAGCTACTTCATTGGGCTAGCATAACCTGGAATGAGCATTAAAGAC
TTGCAACTTCCTGATTCTCCTCATTACCTTTGGACATTTTCCAACTTTTGCTATAAATCT
TTTTATTTTCTCACTATGCACATTTTGTCAGCAAAATACTGAACAAAAACAGATGGCTTA
TACTAACAGTATTCTTTCTGCTTTCCTTCTGTTTCGTTTGTTGGACCCACCAACCAAGCC
AGGCGCAGTTCCCCCTAGAACCACTAGGGGCTGGTGTAGTTCTGTACCACTGAAATGGGC
ACAGTTTCAGTTGAATTTAAATTGTTCTTTTTTTCTGTTGTTAGACTTTACTGACTGAAT
TTTTATAAACTACTTTTTATGTTTTTCACACAACACTTTGATTGACAGGTGGTCATAAAG
CGCTCAGCTTTCGAATTGCCTCTGTGGGCTTGTTCAAAAAGTTCTTCCACTTGCTTGTCA
TGCCCATTTGCTCAGTTTCTAACATTGACAGTAAAATAAGAACTGGATCGAACAGCCCCA
CCCCCTCGTGTTACAAACAGGAAGTACCCGCTCATCCCAAAAATCTAAAATCCCATAGAC
TTCTATAGACAAATAAACAGCTATTACTCAGTCATTCTATTGGTCAGAATAAACAGTCTT
GCTCTGCGACCTGTTATTAACATGTTCTTGTTAATCCTCATTTTTTTCGTTATATTTTTG
TTGTAGCACAAGTTAAACAAGTAATAAACTGACCAGTCAAGACAAGACGCCTCAATAAAA
GTAGGTAGCTCCTAAGGCCGCTATCAGTGGTGGGGGTGTGGCCTTCTAACATGCTCACTA
CTGATTCGAGATAGAAAATGTAGACTGAC
>CL8723Contig1
TTTATTTTGAGAATTTTTCCAATAAAAAGTTAAATATCTTCATGCACAACTATCTTTGTT
GATCAGGGATGCTGCATTTTTGAAAAATACATATTGTTTACATGCTACTTCTATGCCTGC
CTTGATGCCCACATAGAAACTTAGCCCAGCTATGTTCAGGTGGGGTAAATCCTGGATGGG
AGGTCAGCACATCACAGGGACACATGCAGAGACAAACATACACTGAGATTCTCTGTTAAG
GGACACATTACAATCTGCAATCAAACAGAAGACAATTTTTGTTCTGAGAAGAAGGAACAA
AGAAAACCCCAACTCAGCAGACCTTTCACCTTTAATGAGGCGATGCTGATGACGCTTTTC
TTCCTGCAAGAGGAACTGTTTTTCTAGAAAGACAGTAAATAAGGGGGGTCTTTTTAAAGC
ACATTTTATTTAAAAACATGAGAATTTTCCCTTGTTTTGTTTCTAATAGTCTTAATAAAT
TTATCAATTTGTTTCTCCATAACAAAGTAATTATTTTTTGCTGTTTACTTCAATACTCTT
AGATTTGGATGATTTTTCCAAGAATTTTAGGTTTAGAGTAACACTTGTACCGAAGTTGAA
CACTTGCTTTTCAAAAAATACATTTAAACAATCTTAAACAAACTTAGAGCTATTTTTACA
ATACTAAATTATTGGTGTATTGGTAATTTATTTAAGTAAATAATTGACAAATTCTGTGAT
GAGTACTCAACATAAATACTGAAGACTCTATTAAAATCAGCAGGGATCATTCAGATGTGA
CTAAACTACCTATGATCCAGATGTTTATTAATTTATTTTACATGGAGATTCAGCATTTTA
AAGTCAAAAAACAAATTATTGATCCATGAGTATGTTAAAAGTTTCTATTTCAAGAAATTG
CATTGGTCACACTAAAATCTCCATATAGAAATAACCCAAGTTGAGTATCTGAGGCAAAAA
TTGGCTGCCTTTTGCCAGTATTTAACAAAAATGGGTTAAATGAACCACTGCAACCCCAAA
ATACTACTGC
>CL8724Contig1
CAACCTCCTGAAAACCCCTCACGGGGACCTGGTGTTCATAGACAACGAGGCGGGCCTCGT
GCACGGCTTTCGGGTGTTAAACATGTGGGAGAAATACCACAGCTCCGTCCTGAGCTCCGT
TTGCGTGTTCAGGAAAAGGACCGCGCGGCGCGTGGCGGAGCTGCACGCGCGCAGAGACGC
CAGGCAAAGGCTGCTGGAGCTCTACCGAGACAGCGAGCCTTTGTCTCAGGAACTGGGATT
TCTGTCAGATGAGCACGCGGTCGTTCTCCAGGAGAGGATCAGTACTCTGCACAAACATAT
TTTGCATTGCAAAGAACGCTACAGCGAGCTGTGAGCACACAGGACGCGCGCGCCTGGTGG
ATTTTATTGTCTGCACAACTAAGAGAAACGAGCTTGTCAAATGTGAATGTTACACCTGTG
CAACAGTGATGCACGAAAACGTCTTCAGTATCCAGCTGAACTACCTCCCGTGAATAGAAA
TGCCTTGTTTATAAATACTAACGATTTATTTCATGCCATTAAGTTCTCCTGTTTAACCTG
TGAGGGGAAGTTATAGACTTCTGTCCTCTTTCACTGCATTCATGTTCAGCTGAATATAAA
TACATGTAAAAATGTAGAGTAAAAGCCTATTTGTGACAATAGGAAACCATATGTTTTTTG
TTTTGTTTGTTCAAATTGTGTTAAAGAAACCCCATAAGCCTTAAGTTTACCCTACAGGGG
TCTGCAACCTTCAACACTTGGGTCAAGTTCTCACTGACAACAACCCAGGAGCCCCAAAGT
CTAACTTGACCCTTCAGAAAAACAAGACACTGATTTGTATTTATACTATTATGGTAGATA
TAAATGAACTATTGTTT
>CL8725Contig1
AGCTTTTTTATTTGGTGCTGCAACATTTATACATAGATGCTTTAAAAACCTGGCTGTCCT
GATCTGGACCCACCGGNACCCGCTAGCACCGTCAGAACAAGTGGCGGCACCGGATCCTCC
AGCTCTTAAGGCGGGTCAGGACCCACAGATCTCTGTAAACGGGCTCAGTGCTCACAAATT
TAACTTAAAAACAGGAAACGTCTACGGAGACGTCAAAGCTTCAGTCTGAAAGTATTTACA
TCGTCAGTCAATATCAGCAGCTCTCTATACCTGAAACACGGGGGGGGGGGGGGGGGGGNA
AAAAAA
>CL8726Contig1



AAATGGAAAATATTTGGTTTCCTTATACTCTGATTAGAAATTACAGAAATCTATCAACAG
ATTTTTATGAGACTGTCTCTGGCAAAACGTGTTCTCTCGCATGTTCAGGCTCCTAAAACG
GATAAAAAACCAACCACATTTGAACATTATTGTTCCCCCTCCGTGAAGCTTAAAAGGTCC
AGCAGCCTCATACATTTGATAGAGGTTTCCAGTTGAAAGGAGGGTAAATCCCGAATGCTT
TGAAGCTTCGCTGTGTGCTCACCCCAAAGGTTAATAAGCCCGCCATTCCATGTTTTCAGT
GAGAGAATCAAGTGTCGCTCAGAGACTGACAACAGAGATACAACATTCAGAACAAAAATA
TATTCACACACTGTCCTGCCAAAGGGACGTCTCTTGAAGAAGTAGTCTTCTTCAGTCTCC
TTTTTAACTAATGATTGGAATCTTTGAAATGTCTTCACATACTAGACATTTTCACCTCTG
GGCGTCACGTCGGTCAAGGAGGGCTTTGTGCACGTTTGACAGGACAGTTTCATCTATATA
TGTGTGTTCATCTACATTAATTGATTTCTTATTTACAAGGTCACTACATCCACGGATCTT
CATGGTTTGATTTGTAGCCTCACAGACACGGAGCAAGATGGTTGATGGAGAAGAGATGGA
CGGGGTGGAACTTTTAGGGTCAGCTGTGTTCCCC
>CL8727Contig1
GTGATGTATGGTCATTTGGAGTGCTGCTTTGGGAGATCTTCACCCTCGGAGGCTCTCCAT
ACCCGGGTGTGCCAGTAGAGGAGCTGTTCAAGCTGCTGAAGGAAGGTCACCGCATGGACA
AGCCTTCAACGTGCACTCATGAACTGTACATGATGATGAGGGACTGCTGGCATGCAGTTC
CCTCTCAAAGGCCCACCTTCAAACAGCTGGTGGAGGACCTGGATCGTTGTCTAGCTATGA
CATCCAACCAGGAGTATTTAGAGCTCTCTGTTCCTTTGGACCAATATTCTCCCAGCTATC
CTGACACCCGGAGCTCCACGTGCTCCTCTGGTGAAGACTCTGTGTTCTCTCACGATGCTG
GAGCAGAGGAGCCCCGCCTGCCAAAGCTCCCTCCTCACTCCAATGGGGCAGCAATCAAAA
AACGCTGATACCTCATCTTCCTTCAAACATTGACGCTCCCCCTACTCCCTGCCTCATGGG
GTTGAATTTCTCCCCACGTTCCTAGAGATGAAGCGAAAGAACACTGCTGCTCTGTGAAAG
AGGAACTTTGCGAGGGTGTGTGGAACTCAAGTCGCAGACTGCAGATGTGGACTATGTCTT
CAGGGGCACTTTGTATCAGCAGGAGCAGATTCACTTTTCTCTATACCTCGATCATTCCAG
TGTTTGGTCAT
>CL8728Contig1
ACTAATAAGGGTCCCTCTTTACAGACAACCGTTACGCTACGCTTTTTGATCGATTGATTT
GATTGATACATAAAAGATAATCAAATATTTTTGATGATTTTTATTTCCCCTAAATACCCT
AACAGGAAATAAATATTTAAAAAAACAAAATAAAACAAATGAGAACCTTCCTTATCAATT
TATTTTCAAGGGGACAGTCTAAAGGAAATGCTTTCTGAATTGCAATAAATTTTCCTGCAG
TTTCATTTAAAGGCTGCTGTTTATTCCTTAAGAAATGACCTGTATTTACCTCAGCTGTAT
GGCAATATTCTCATGTATTGTGGAAATCCCAATTTGACCAAATAAGGCCTTCTTCTGCTT
TTGACAAATTGACAAAATAAGTTGGGAGGGACAAATCCAAAAACCAGGAAGTTTTCTTTT
CAATTCTGCCTGGGTTTTATGATAATCCAAGTGTTATAAAAACAATCAGAATGTAAAATA
AGTGAAGAAAAAGTCTTAAGAATGCATGCGTTTTTCCAACAAAAAACGAAAGCTATATAT
TTGGACATCTGAATCAGACAGAGAAGGAAAGCTGAAATGCCTTTGGAGACAGACAGAATG
TACTATGCCACGTTCCTGGTTAGGGAAACCTCAGCAGTCAGACTCACTGTTTTCTCCTGT
GGTTGATCAGAGGATGACTGCAGACAGACTGGAGCTCACATACCTCAAACTGCTGCTTTT
GACTGCAGCTCTGTGCTTTGCCTTGACTGTAAAAACAATGTAATCTAGGGGACAAAGATT
TGTTGTGTTTATTCTTTTTCTTTAAGTGAAGAACATTCTTGGGACCTACATATTTCCGAC
TAAAAGGAGATACTGTACTTTGTTAGCCTCACATTTTCCATGTTTGCTTTGTCGATTTTA
TTGTGGCCTTAGAGGGTTTTCTGTGATTTTTTTTGTTTGTTTTTTGTTTGTTTTTTTGCG
AGTTTGTATAGAGCCAAGCACTGATCGCTTTTAAATGGAGAAATGTTCTTTTATGTTCAT
ATCACTTATTAATTTAGCCTCAGTATATGTGTCCTGCTTTTTGTATTATTTCTGTGAACT
TTGGATTTTTAAATGTCTTAAACTTGATTGGAAAATGAAACTATTATATTGGCATTAAAT
GATGTATGATTACTAAAAGAAATGGATTATTGTGTCGCATTTAAAAGGCTGTAAATACCA
AGAATTTGTTTTAAGTACCTGGAAAAAAT
>CL8729Contig1
GATGACAAATTTACATCCAAACGGCGAGTGGTAACTGATTCCAACTTCTTGGAAGACCAG
TTTGGGAATGCCGACATCGCACAGGTAGAGCCGGCTTTCCCTCTCTGCCAAAGGCAGAGG
AAGTCCGAGGGACAGGGCCCACTTTGCCTCCACAGCCTGGGGCCCTTCGTTGGTGGTGGG
ATCAATGCTGAGGACTGGAGCCCGGTTCCTGTTGGCCCAGTCAGCGGCTGACTGGTACCA
GGACTGTTCCCTCATCAGTGGGTTCTCGTGGCTGTCCAGACAGTGGATGACCAAATCGAC
CGGACTCGCGGGGAGTTCTTTGATGCTGGACACCTGCAGACCGCTTGTTCTGCTGTAGAG
GCTGACCTCGCTGGAGATCGACTCCTGCATTTTCACAAAGTTTGGCAGGAACAAAATAAC
CTCCACTTCATGGTTGGCTAGATGTCTACCGCAACTGACTCCCTGGGCTCCTTGAATGTG
GGGGCCACACAGAAGGACAACCGTTGGCCTCTGATGGACGTTTTTCGGAGTCAGTCTGTT
TGGTCCTCCAAGCAACGACAAAGCCATCTGACTGGAACAGACGCCAATGGTCTCCAGTCT
GCGCTCAACAGTCAGGCCCCAACGCTCCGCGGCCCCAAGCAGACGCTTGTGGAGCTCATA
GGGAATGCTGGGAACGACTAGGCCAGAGTCTGTACAGTACTCCTTTCCCCCGTGCTGAGG
CACTGTGATCTGTCTGTATATTACAGGCTTCCTCTCCAGAATATTCTCATCATGCCGGTA
GGACTGGGGCTTCTGTTCAGTCTGCGTGCTGTGATGCTGTGCCTTGTGGCCTCTGATCCC
GTCGATCTTGGAGAAAACGGCTGCTTTGTCAAACAAAGCCAGGTTTGCCTCAAAGTCAAA
GTCGGTGTCCAGCCCTTCATCGGTCCCTTCACCAAAGCATTCGTCATCCTTTGACCTCAC



GGAGCCTCCAGCAAATCCATTACGAACCCCGCTTCTCCTTTGCGTGCTTTGAGTTGCCCC
TCTGCTGTTGGATGAACCTGTCTGTGCTCTGCGTAGGATAGTGATTTGAGTTGTGCTGGA
TCGAGAACTCTCATTGGTTGCATTAGTTGCTTTGTTACTTGGCATGGGGTGGCCGGATGA
AATGACGCTGGTTTCTGGAGTGCATCCCTGCTCGGTGCTGGTCTTGTTGACCGTGTTCTG
GATGTCTAAGAACTTCAATTCCTTTATATCCATGGCACTTCGACAGAATTGTCCACCAAG
AGTCAAAAGAAGCTAGGCCTGAAGCTGTTGTTTGGCTGGTTCCATGCGCTACCCCGGCCA
TAATGCCCGGGTTAACGCGCGCTC
>CL8730Contig1
GCGCCGTTTAACCCGGGCCTTATGGCCGGGGAGTGTTGGCGTCTGTGTGTGAGCGGGACG
CTCCTCGAAAACGACACAAAGTCTCAAGGCGACGTTGATTATTTTTTTTACGACATTTTT
TTCTACTGGTTGCAGACATGTCAGCCCTTCGCAAAAAGCTGGTGATAGTTGGGGATGGAG
CCTGCGGGAAAACATGCCTCCTCATTGTTTTCAGTAAAGACCAGTTTCCTGAAGTCTACG
TCCCCACAGTCTTTGAGAACTACATCGCTGATATCGAAGTCGAGGGGAAACAGGTGGAGC
TGGCGTTGTGGGATACTGCAGGCCAAGAAGATTACGACCGGCTGCGGCCTCTGTCCTACC
CCGACACAGACGTCATCCTCATGTGCTTCTCCATCGACAGCCCAGACAGTTTAGAAAACA
TCTCTGAGAAGTGGACGCCCGAGGTGAAACACTTCTGCCCTAACGTTCCCATCATCCTGG
TGGGCAATAAGAAAGACTTGAGGAATGATGAACACACACGGAGGGAGCTGGCCAAGATGA
AGCAGGAGCCGGTGAAAACAGAAGAGGGCAGAGACATGGCTGCCAGGATTAGCGCCTTTG
AGTACTTGGA
>CL8731Contig1
AAAAAGGACAACAGAGAAAAGACAACAACAAAACGTTGAGATTGTGTGCTACTGGACCTT
TACTACCACCAGCCCCTCCACCCAGATCCTCCCCACCTCTTTAACCTACCTTATGTAACA
AGTGTGTGTTGTTTAGGTCTCCCATTTTGCCTCAAGAGACAATTATTTTTCTTTTCTTGT
CAGCGTGAAGGGTTTAAAAAAAGAATTATCCACATATATAAATATATATATTTATCATTT
ATAATTTTAGATTGCTCATCAGTTCTAGCAACCTAAAGTGAGTTTGAACCCTTCCCCGCC
TGCAGTTCCACATCCTGCCCACCAGAGGTCGCAGGATTGGAAGCTGCAATCATGTGGATT
TGGAGGAATTCTGCACACTAAACACAGGGAAGGGTTGAAGCTAACCTTTAGTTCCTAATG
ACTCAGGAAAACACCTTTTTGCAGATTTTTCTTTAGTCCGATGACAAAAAGATACGACTA
ATCTGGATATTTTGTCCATCTTCATTGTGGTATTTTTCTATACAAAGCGCATCAGACGTT
TTTTGGTGTTAAGGTTTTTTGAAGAGTCCTGTTAGATTCGTAATGCCTAGTTAAATGTTC
CTATAACCATAGTCCTATGTGATCCTTCCGACTCCCAATCCCCCCACCCTCTATGATTTC
TATTGAAGGCCAGGTTCTTTGGGGGTGTCCTGTACTCTGTGAGAGCAATAGCTGAAGTCC
TACTTAGGGTCCCGACCATAGCAGAAGAGGCAGCCAGCAGTACGGTT
>CL8732Contig1
TGGAATCGGTTTGTGGTTTTTATTTGAGGGGCTGGGCTTCAAACCCAGNGAAAGGGATGA
CATACTTTTAGCAGGTTGGAGATGTAAATCATAAAATGTGATGCTACGGTTGATAAATTA
TTCTTTAACCTGAGTTATGATCAACTAAACGTCTCCAGCTGCTAAACTCTGCACTCGTTC
TTTCAACCAAGTTGATCATTTTCCATGGAGCAGACAGAAAAATGACTTTCAGTGATTGAA
AAGAGTTTAATTATGCTGCTGCTGTTATCAAGATGAAAGACAAGAGCCTTTCTTTTTTTT
GCAAAGGTTATTCACTGCAGACAAAGAGCCCAGTCTTGGTTCTGGCGGTAACCTTTCATA
CACACACATACACACACACACACACACACGTGGCTGCACACATTCAAATGACCTCGGACA
GCACAATCCCTTTTCCCGTCTGCTCTCACGTCCTTCTCTTCCCATCATTAGTGGAACCAA
GAAGCAAGTTCAGGGCAGAATTGGGGGTCAGGTGAGGTTAATGTTGATGAGAGGAGGCTT
GCAGCGGTCAAGCTCCTTCTTCTTAAGGCAGTCTCTGAAAACGTAGGGATTGTGACCTGA
AGTCCATATCCACCGTCCTTTTCAGCACAGAGGAGGGGGGGGGGCAACGCCTCCTTTCCA
GCAGAGGTCAGAATGTGGTTTTGTTACGTTTACAGGAAGGAATCAGGCGCACAAGAACAC
AGTCTCCAGACGCGTGGTCGAC
>CL8733Contig1
TTCGGCACGAGGCAGCAGGGTGTCCTGCGGGAGAGATATGAACTGTGTTCCGGAGATAGC
TGCCACGTTAGCCGCGGTCGCGAAACTTGGGTTCGATTTCCTTTGCATGCCTTTATTCCA
TCCGAGATTCGCAAGGGAGTTTGAGTTGGAGCCAGCTAAATCTCGGCCCGGTGCACAGAC
CCGCTCCGATCTGCTGCTGTGTGGAAGAGATTGGGGTACTCTCATTGTTGGGAAGCTTTC
TCCATGGATCTGTGCAGACTCAGAAATCGAGACCGAGCGCCGGAACTCAGAGGAGGCTCT
GACACAAGAGCTGAACTTCTCAGCATACCTGGGTCTCCCTGTCTTCATGATCCCTCTGAC
GGGCCCTCACAATGCCAATCTGGCCCGCCTGCTGCTGAGCCACATCCACACGGGACACCA
CACCTCAAATTTCTGGATACGTGTTCCACTGATGGCGGCAGAAGACACGAGAGAAGACCT
GATTGAGAACGAACCCTTTTCTTGTCCTGATGAGACGAGTGTTGATGAGAAGACGTGGAA
CTGGTGGAACACATTTCGAACTCTTTGTGACTACAATAAGAGGATCTGCCTCGCTATTGA
TATCGGTGCAGACATGCCCTCAGACGCAGTGATCGATAAATGGATGGGGGAGCCAATCAA
AGCTGCCATACTTCCTACAAGCCTCTTCCTGACCAACAAAAAGGGATTTCCCGTGTTGTC
AAAAGCCCACCAAAGAGTAATCTTTCGCCTTTTCAAGCTGGAGGCCCAGTTTATCTTCAC
AGGCACCAGTCGGCACACTGAGAAGGACTTTAGGTCCTACCTGCAATACCTTGAATACCT
CAACCAGAACAGGCCAGCCCCCAACGCCTATGAGCTCTTCGCCAAAGGCTATGAAGACTA
CTTGCAGTCACCTCTACAGCCCCTCATGGACAATTTGGAATCTCAGACTTATGAAGTGTT



TGAGAAGGATCCCATCAAATACTCTCAGTACCAACAGGCGGTGTATAAATGTTTGTTGGA
CAGAGTACCAGAGGAGCAGAAAGACACTAATGTTCAAGTGCTGATGGTGTTGGGAGCAGG
CAGGGGTCCTCTGGTCAACGCGTCCCTGCGTGCCGCCAGCCAGGCCGACAGGAAGTTGAA
GGTGTATGCCGT
>CL8734Contig1
GTGAGCAGAACGAGGGTCAAGGCAGCAGGACCTGAGGCAGCAGGGCCTGGGCAAAGCTGG
AGCTGGTACAGCTTCCATGAACCAGCAGCCAACAACACACAGCAAGTCAAAGTTTCTCCA
GTGTTAATGTCATTTGCTTATTTCAATTTTCTGAGTTCAACACTTTTTTTTTTCCAGNGT
CAACTACCCAGCAGTCTCCATCTTCCTCCACTTCCTGCAGCAAGACCTCAGGCAGGGCCA
GCACTGCTGCAGCCTCATCCCANAAATGTCCTTCTGCAGCGCCCAATGCCAAAAATGTCA
AACAGATGCTTCTGGACTGGTGCAGGGCCAAAACAGAGCCATATGAGGGAGTGGACATTC
AGAACTTCTCCTCCAGCTGGAAAGATGGCATAGCGTTCTGCGCTCTGGTGCACCGATTCT
TCCCTGATGCATTTGAATACTCCATCCTCAACCCTAACAAACCCAGGGACAACTTCCAGC
TGGCTTTCAGCACTGCAAAGAAAATGGCAGGATGCCCCCCTCTGCTGGATGCTGATGATT
TGGTCCGGATGCAAGAGCCTGATTGGAAATGCGTGTACACATACATCCAGGAGTTTTACC
GCTGCCTCGTTGAAAAAGGTCTGGTTAAAACCAAAAAGAGGCCATAGACTGCAGCAAATC
CAGAATTCAGAAATGTTTGGATTCCCCCCAACATGATTTCAAGCACTTTCATGAGCGGAA
GTTCAAAAGATGTCATGCAAAATTTAAATTTAGTATATGAATAAAGACATGTATGCTCTT
TGATGTCTAATGTTTGGATAAGTCTGTGTGTGTCAGCAGGGAATCATGGGTATCTGTGTG
ATTTCAGAGAACAGCTGGTGCTTAGAACCAGTACATTTAGCAGAGATTACACAATTGTGA
TAATCCTGCAGTCATCTGAATGTGACCTTTTACCATCATGCCTAGCGTATAC
>CL8735Contig1
TTGATGAAGACAATGAGAAAAAATTTTTAGTACAACCTTTGGACAACATGTAAAACAGTT
TGACAGGGGTAGAAATGTCTTATTAACAAACTGTTTTCCAAGGTATGAAACTTTAAATGA
GATTGATCAGACATGAAAATCAATCACAACTGAAATATGAAGGCAACTTTGCTCTCCATG
TCTGCTTTTATTTCAATAACCTGCTCAGAATTCACTTACCTTGGGGTTTAGCTACACTAG
TTCAACTACCAGCAAAGTCAATTATCACACAATTATTCATCACAATTTGTTCTTTTGAGA
AACTGCCTCTGAATCACAACTGTTTTACAAAGAAAACGTTTATGACCGGGATGCAAAGAA
AAAGACAATAAAATGCTCCGTCATAAAGTCAGCCGCTCGAATAAGAATTTACATACAGAG
ATGTCTGAAGTGACTTTAAATCTTTTGTGGTAGAAAGCTATAAAGGGTTCAGATCTTTGC
TGTTCCACTAAATTGCCAAGTGCTTGCTGGCGGTACAGTATGCCCTGTTCTGTAAGTGTT
CCCCCCCCCCCATTCAAAGCGCANAGTATGAAAAAGCAAAATG
>CL8736Contig1
ACTAAAGTAACAGCTCCTTCAGCAGAACAGNGTTCTGGAGAAGAAAGGTGCTCGCTAAAC
CTTTTACCTTTTTTGGTAGAACCACTTTTTATATGCATATTANATTACTTTTGATTATTC
TGAACACCTCGGGTATATTTCATTCAAGGACATGTGTCAAACCGCACAGCTGTCAAATCC
TTCCTTGTCAACTCAAAGTTGAAAGACTTGAGTCATAATGTGCAACCTGTTAAAAGAGTT
GCACACTGCTGGAAAATGCAGCTCTCCCCATGTTGGAATGATAAATGCTGACACTGTTCA
CAAGGCCTCTCAGAGCCTCTAATAAAGACAAACACACCATTTTTCCACAGTGTGTCAAGT
GCTTGAAGAAAAGAAATGACAAGTGAAATTAACAACGTTCTCTCAGAGCTAATGGCAAAT
AAATTAGACAATTTGGTAAATGGTGGGCAGGCTGCAATTACATTTTGATTGAATTAAATG
TGAATCCATCTGCAAACCTGCTACATGTGGCCAGTCCTGCCCACGCTGGGCGTGACAGCA
ATGCCCAATCTGCCCCGTCAATGATGTATGTGCTCAGCTAATACATCATTACTCTGGATC
CAGACCAGTCCATGCATCCCACTGTGGTTCTTTGCTGGATGTATAAAATCCAGCAGCCTT
TAAAGAAGTCATTTAGCTAGAAAACCCTCCTCAAAAGTCTGTCCAGTCCCAGTGTGAGAG
CTCTTTCAGTTCTCCACCCAGCAAAGCTGAAATCCCAAAGAGAGGCTACATTCAATAATT
TTGGGTTTCCAGCTGAGGGAGTCTGAAGTTGTGTACTACATGCAGGCTTCAGAAAGATGA
AGAGGCAGCTTTCTGGAGGTGATGAATGG
>CL8737Contig1
GGGGGCGCACGACAAGGCTATGGACACAATAATTGCTCAAAACAGGGCGCTAATTTGCGG
TAAATGAACAGATGTTTGCGTCATAAGCATGACGGAAATGAAATAATCGATCTATTAGTG
ACGCAAGGAAACGCGGTAATTTTATGGCGACTTGTAATAATGGAAGACACGAGTGGAATA
GCGTTTAGTAAAACCATTGATTATTTATTTTTTAGGTTTCACTTCACTGTGATTACATCT
TAGATTTCAAAACATATATGATATTTACTGATGACAACCCAGTCTTGATGCTTTATCTCA
GTTCCATGCTCTCTAAAACATGCCAGCCGGGCTTGCTAACTAGCTAGCCGAGCTTTTGTT
TACCATCATGGACAGAGAGGCGTACCGTTACTGCAGCAGCCTGGTCAGCATCCCCCGGCA
GTCCTATGAGCAGTTCTGGTCCTCACACTTCGTAGACTACATCGATAAGGACATCAACTA
TTCGAAATTTTTAAAGAAATATTTACTGCCCAACCGGCCCTGCGTGTTTTCGAGAAAGTT
CACAGACAACTGGAAGTGCAGACAGCAGTGGGTAACAGAGGAGGGGAAGCCGAGTTTTCA
AAAATTGCTCC
>CL8738Contig1
ATTTGATTAAAATTAGAATAACAAAGGTGAACCTAAACTAAATATGGACGGTGAGTGGAT
TCTTGTCCGGCCACGGAGGGGAAGGAATCAGACCTTCCAGCAGAACCCTAGGAGACGACG
CAGTGATGCCCACATTGGGATGGACCGTGCACCGCCCAACTTCCTTGGAAGGGGGGCCAA



AACCTTACGCCCTAACCAGCCTGTGCCTCCCTTTGCTGGGTATCACTACCACGAACAACA
GTCTCGCTCCTATGCATCAGTGGTCCGAGATGGCCCGAGGAGAAACCAAAATGCAGTACA
TTTTGGCAGACCTGGAAAACAGGACATTCGGGGACCAAAACAAACCGACCCACGTTTCGG
ACAGTTGATCCGCAAGATGCATAAGGTTATAAAAACAGTTCACCACTTGCAAAATGTTGC
TCCTAAGCCTGGAAAGACTGAGCCAAGGATGATCTCCCGTATGGTTGATGTTCTGTCTTC
AATGATCACACCTGCAGCTCCAACAGATGACACGATGGACTTAATCAGAGGCAATGCTAA
AAACTGGGGTTATAATACCTTGCTTATCTTAGAGGATCACTACAAGTCCAGTCTTAAGAT
CCTGATGCAGGATTTGCAGAAAGACCTGGTTCCAAACTGGAAGTCAGCCTTTGAAGTGGC
TACCAAGGTGGGCCTACAGAAATGTGCCTCGTATGTCCTCTGGGATTATAGATCATGTGG
AGACACTCATTGCTTCTACTATGGATGATGGGGAGCCAAGAAGTCCAAGCA
>CL8739Contig1
TGTCTTAACTTTCTTAAGCACGTGAACAGCAGCGGTATGGTATCAGAGGCTTGAAGGACA
GCTCTGAAATCAGTCCTTTCATGACCTTATCGAACATGAGTTGTGTCTGTGTGGAGCTGG
AAGGTAATACATGTCTGAAACCCACAAACGGTAGAAACTCCAGGGCTTGAGGAGTCTTCT
GGATCATCTGGGTGTTCTGTTGGTTCTGTGTCCTTCATGTTCTTCAATCACATCCTTTAG
TTAAACTCAAACAAACTTGGTTCCTGCAGCTGATCAGAAGCAGATCCTGCAGAACCCCTT
TGAATCTTTCTATGTGGTCTTTCAGGTCCAAAGGAAATTTCTCAGACCTGGTGGTTCAAG
ACAGCTGCTTCATGTCGTACATTGGCACCTCTGACTCTTCACTCTTGCCCTCGTCATCGG
CTGGCCTGGCGGCGCGTGGGCTGGTCTTGCGGCCCTTTGGGGGGGGGACTGGCATGGCTC
CCTCGGAGGCTCCCTCCTGGCCCTCCGCCACAGTCCTCTCCTTTCTCAAATTGAGCTTTG
CCGGAACGGTCTTGGTGATGCTTTCCTTCAGCCTCTCTCCAGACTGCTTCAGCCTCTCTC
CAGACTGACGGATCTTCTCGCGCCTCTCTGCAGTGACGATACGCTCTCCCAGTTTGTTGA
CTTTACTGCTCATGTTCTCCTTAGAAAAGGTGGCTTTGAAGCTCTCTATGCGGGTCAGCC
CCGTCTTCTTGGCTCTGCCAGCTGCTGAGGAGTCCGCCTCCTCCACCACCATGTACTCCT
CATCAGACTCTGGGGGGAGCTCGAACTTGTCCGGTTCCATTTCAGCTCTGGCTGCTGCAG
CCCCACTGGACTCAGCAGGCTCTCTTCCTGGTGTGACAGCTTTCACTTCCTGGTCACCCT
GGTAAATGACCACCCTGAACTTGTTCTTGGCGAGCAGGTCTCCCTGGGTGGCTTCCACCT
TCTTCACCCTGACGTTCTGGTTCTCCACTCGCACCCTCACATCCTTGATGTGGCGGCTGA
CCTTTCGGGTCTTCTCCAGCAGCCTGTCGACGGTGGAGCTGGTATTGGCGTGGTCGTTGG
TTAGCTTGATGATGTCGGTCTGGATGGTCTTCACCGTGTTCTCCAGCTCCAGCTGACGCT
CCTCCATGCGCTGCTGTGTGGTCTGGACGCTGTCCATGAGGCCTGCCACGCGCTCCAACA
GCGCCATGATGCCGCCCGCATCGTCTCCTCCACCTGTTGGCAAACCCGGCTTGTCTGCCA
TGCTGGTCTCTTTGGTCACTATGCAGTCTGTTGGGTGGATGGTTTAAGTCCGGTGATCCA
AATGAGACGAGATGAGGTTAATCAAATCCAGCACAATAGTTAGTGGTGATGTTTGGCCAT
AAAGAGGTGCCACAGTTCAAGAGGTC
>CL8740Contig1
ATGTAAATGTTACAAACGTTTACATAGCGTTTATGCATACTAGACAGGAGGTTAGTACAA
GTTATCGCTTTCCCATGATGCACCTGCATCACCAGTGCTCCACATACAAAATCTTACAAT
TCGTTAAAAAAGAAAAAAAAGACATGGTGCTTTTTTTAAATGGCGCTGCAGACTGGTGGA
TCAACAGGTTCTGCACGTGTGAAAACAGCAGTGAAGTGCTTTAAATAATACAAACTACAT
CATCATTATTTAATTGAACTTTTTTGGCAAGTGCACAGAATAACAAAGTGGTTACATAAC
ATCAGCAGCTTAAAACATCAACCAAAAATATACTTTCTAAGGGTACTATTTACAGAAAAT
TACACAGAAGTAAATGGCAGCACCGACTTTGCGTCGCCTGAATGAACACTACAGCCCCCA
TCCCGTGCTGTTGATGAGACGCTCTGTGCTCGTCCGTCTCGGGGAGCGGTATTTAGATGT
TCAGTCCTTCCAATCATGAGCATCAGTTCCTATGGCAGCCAAGCAGAACTGAGTAGCTGG
ATGTGCTTTAGTAAAGTCCTTCAGTGATCTCACGCTCCTTCCTATGACGTCTGCAACCTC
TGTCTGAACTTCAGCGTCTGTCCCAGAAAGCACTCC
>CL8741Contig1
CTCTTTTTGACGTACTGGCTCACCCAAACAACTACTTTAAGTACACCACTCGGGAGTCCA
ACGAGATGCTCCCCCGCTCCTTCATCCGTCTGATAAGCAGCAAAGTCTCTGCTTTCCTGA
GGCCTTACAAGTAAAAGGCGTTGTCCTGCTCCACCCTAAAGGCCACATCCCACAGCTCTC
ACGGGACATATTAACACAGAACCTACNAACACATTTAACCTCTTGATTTTTCTATAGACT
TTTACAATAAATGCTTCGCAGGACCAAGAAATAACAAACATCTTTTTTTCTCCTTTTATT
AGCCTATATTTGTTTTGTTCATTTCCATGCAGTGCAGATCTGCTGTTCCAAGCTCTAGGC
TTCAGTGAGGGTGTGTTTGGTTTCTGTTGTGATGTGCGTTCCAACCACACACACAAAAAA
AGAGAAAATAGCCNGTTTCAGACAGTAGGTGTTTCATTTGGTTTATGCGGTTTGAGCCTG
ACAGAGCTTGTTGCTGCATTTAAGCGCTGCAAGTTCCAGCTGTTTGCTACGTATGACTGT
AAGTGTTGTGCATGTGTTGTGTGCCTCTGATTGTTGGTGTCCTCCAGGAGGAGCAGTTCT
AGACACATTCCAGGCCCTTCAAAGTCATTTTCCGCTCTTGGAGCAGTTTTCAAGGTCTTC
ACTGTTAAAACAGTTTTTCTGTTTAGACTCTGCCACTGCTTCAGAAAATGTCTGCTGGTC
TTTTCAAGGGAATTTAAAGCAAACCAAAAAATTATTAAAAAAGCAGTTTATCATTTCAGA
AACCCGGTGGACATCTGGGAAATAAATAATCGTGAGAGCGAGATAAATAAGTTGTTGTGA
TGTCTAGTGGAGCGCGTCTCAAAGATTGAGAGAAATGTCATTGAGGGACATTTAAGTTTG
CTGCTTCTTTTAAAAAAAAGGTCACTTTAATGATTCAGTCTCATTGTCTGTGTACTCTTC



ACGCTAATAATCCACGTGTTTAAAAACAAAGGGATCCTCTTAAATGTTCACACAGTAAAT
CGATAATCTCTCATTGTCTGTGGATTAACGTTTCTTGTTTATTTTGAGTCTTGTAAATAA
TGAAAATGAATTAGAAGAGGGTTGAATTCTTTATTCCTGATTTGCTTACACGTGAATCAA
CCCCTCACCCC
>CL8742Contig1
TCGGCACGAGGCAGGACTGCTAGATAGACTCAGACGAGGTCGTCCACTATTTGCCCCTCC
CTGAAGACGCATCTCCGGGAGCAGAAAGCACAACCGTTTGTACAGAGCAAAGCCTTTCCT
TCTCTTTCAACATTTTTTTTTTTTTCGAA
>CL8743Contig1
GGCACGAGGGTCACGAGCGCACTGGTGTAACGAGCTAACAGAGAAATGGTCACGAGCGCA
CTGGTCTGGTGTAACTAGCTAACAGAGAAATGGTCGCGAGCGCACTGGTGTAATTAGCTA
ACAGAGAAATGGTCTTCCTGTGCGAACCGGCGCTGGTTCGGACTCTTTCGGAGCTTTTCG
TGTTCAAAGATGGATTCGGTAGCGAAAGCTCTGGAGGAAGTTCTGACCTCCGCGCTGCCT
CAGGGCGCCATCACTGTCGGTGTGTACGAGGCTGCCAAATCTCTCAACGTAGACCCGGAT
AACGTGGTTCTGTGCGTCCTGGCCACGGACGAGGACGACGTGAAGGACGTGGCTCTGCAG
ATCCACTTCACACTCATCCAGGCTTTCTGCTGCGAGAATGACATCAACATCCTGAGGGTC
AACAGCACCCGGCGCCTGGGGCAGATTCTGGCTGGAGGGGGGAAGCAGAGTGGGGGGGAG
CCTCTGGACCTCCACTGCGTTCTTGTCAGTAGCCCACACTCAACATCGTGGAAAGACCCC
GCCCTGGAGCAAAGTCAGCCGCTTCTGCAGGGAGAGCCGGGGCATGGNACCAGTGGGTGC
CAATCATCTATCTGCCCGAGCGGTGAACCGCCGGGGGCCAAAGACCTGCNTAAAAGCAGG
AGTGGTGTGAACCCCAAGGACACATTGTACCATCCAAAAAGGTCCAATTCTGGAGGAAAA
GAACAAAATCACAAAGCAAGAGGAAGTCAGAGTTAAAAAAATGAAGGGTGGGATTTCCTC
TGTGAGCAGTTCTGTTNGGAGTAGCGACCGTCAGCCTTTATGAGCGAGATAACCCGTGGA
CGCGCTGGTGTCGCCGCAAGTTAGAGACGATAAACGCTTTAATGTGAAGCTGGGCAGAGG
ACAGACGGGCCTCTGGGCGGGTCTGAGCCAGAACATGCAGCTGGGAGTGGACCCCGGCTC
GGGCCTCTGCAGACACAAGGCACTTGTGAAACACTGGACCTTCAGCCGTTTCAACAGGAT
TCCAGTTTTCTCCTGTTCACCATGAAGTTTAGCCTGTTCAAGAAGGAAAACGGCTTCAGG
GAAGACTTTGTGTTCAGTGTTTCATTTACCTGCTGTTTTTGCAACAAATGAACTAGTTTC
TTTGTTACAATTTAAGTTATTTTAATTCTATTTAAATGTATTTATGTTGTATTTTCTACC
ATNTGAAGTTTAGAATACAGAACAGGT
>CL8744Contig1
GAGCAACAACACCTTCCTGTACATCAACGAGGAGAGTGTCGACGGCGCGGTGGAGGCACT
GCCGAGGAGACTCAACCAGGAAGCTTCCAGAAACATTTCTGCACATCCTGTGAGCCCAGT
GAGGAAGCACTGTATACAAACAGACATCTAAGCTCGCCGCCGTCCACTGTCGGGCCTTGA
AAGGTGGTCTTTAATCACGTGAGGTGACTGCAGGAGTGAAAGCGGGGATGCAAGGACTCA
GAGGACCAGTGAAGTAGGAAAGCAGAGGGCAGCTGAAAGGATCAGAACAGATTTGTGGCA
AGTAGAACTGAACGGGGCTGGAGTTAGCCGTGTGTGGAAGTGAGGCGATGTGCTGCAGAA
CTGAGTCAAAACCCATCCCAGACCAAAACCCTGAAATAACCTAGTTTCTGCTTTAAAAAC
AACAAAAAGAAGGAAACTGACCCGATCCAGTGCTTTGGAGGACGTAACCTGAGGTGCTAT
GACTTCACCGAAATCTTTTCTTCTTTAATCCAGCCAAAAGAATACTGTCTGGTTTCTCTC
CCCCATTGTTCCACCTTCATTCTTTTGATGCATCAGTTGAGTTTCTGGGAGGGACCACTT
CATAGAGTAGCAGAAGTATATTTTCTATAATCAAAGTTATTCCGTAGGTCCTTTTTATTG
ACATTTTTTGTTTCGTTTTTCACTTTGTGCTGGATTTCTTTCTTTTTTTTTCCTTTTTGG
GAAAGTTAAAATGTTGAAACCCTTTTTTATTGGGTCCAACCTTTTTACTACAGTATAAGA
AAAATATATATAACTTCTAATAAATACTGTTGATAACTAACTTTGGCTGCACAGATTTCA
ATTTCATGCACATTTAGCAATTATAAAGGTGTATTTAAAGTAAATGTCTAGTATTTTCTT
CAAATATAAATGCAATATTTGTTCATAAAACAACTCTGGTCATAGTTCTTTATTTAAAAA
TAACAAAATCAGCAACAAAATCCAGAAACTGAACCAAAGTATTTGCAATTATCAAAATAA
CTAC
>CL8745Contig1
TAAAAAAGTTTTTTCTTTAACCGACATCAGCTTTGAAGTGGAAATATGAGTAAACAAACT
GTTCATTTTTAACTTTAATTTAGAAATATCTAACATCCCCGATACGTTTCAGTTCGAAAG
ACTTTCAAAGTAAAAGCCTAAACGTTGGTGTCAGGGCAGCGGCTGGCGCCGCCTGCTGGC
AGAACATGTGAACTGCAGCGGCTCACACGTGAAGCGCCGCTCTGCTGGAAACTCCCACTT
TATTTCAAAATAAAGTCCACTTCCTGTCTATGGAGGGGGGGGGGGG
>CL8746Contig1
GGACTTGTNTGGACGAACATGGACNCTGGAAAATCCTGGCTTTGAGGGAAACGTCATCCA
CGCCGAGACCTTTGGACTTTTTATCGACTTCAGTGCACGGATGCGCTGAGAATCCAGATT
CCTCTGTGACGCTGAGATTTAGGTCAGTGATGTAAGCAAACCCTGAAATGTTTGTTTCTC
TCACAGAATGAATGTTTTTCTGGATCACAGATGAGAATCANAGAATGATGTGATTCCACA
AAACATTACNAGTTTCTCAGCTCAGATTTTAATCTGAGATTAGTAACAATGATTGAGGTT
ATGATTGTAATTGAACAGGAAGTGAACTTTACAGATTTCCCAGTTGTCACTTTTGGACAT
GCAGACTCCTCAGATCTGGGATTTCTAAGCAGAGTCAGTTAAAAAAAAAAAAAATCCCCC
CNCGACAAACTTTNTTTGTTCAANCCAAAANANCCCA



>CL8747Contig1
TTTTTTTTAAGGGCCACACTTTGCAGCATTGCCGTGAGCCGTGGTGTAGGTCGCAGACTC
GGCTCGGATCTGGCATTGCTGTGGCGCTGATGTAGCCTGGCAGCCATAGCTCTGATTGGA
CCCCTGGCCTGGGAACCTCCATATGCCGCAGGTGCAGCCCTAAGACAAAAGACAAAAAAA
AAA
>CL8748Contig1
TTTNCCCCCCCCCCCCAGCCCAACTCCAACTTTTCATTTGGTTCCGCCGCCGTTTCCGTG
CTGCAGTCCGTTGCCTTCCGCCGACGTTCCCGCCGGTCCGTTCAGCTTCAGTGACTCGCC
GTGTCGTCCCGCTCCGATCAAATCAACTCCACGCAAAGCCAACTCCACGTCGAACGAAGA
AATTAAAACAAAGTCGAGAGAAAAAAAAAG
>CL8749Contig1
TCGGCACGAGGGGTTGTGCCGCTGGGTCGGAAGGAGATGACAGCAGTGGAGCTGATCAGA
CTGCTTCAGTTAGAGGCGGACGAGCTGAGGAAGCAGAAGAAACGGCAGAACGTCACAGGC
CTTCACAAATACCTGCAGCTTCTGCAGGGAAAACCTCAGTATCCCTGCCTGGTTGATGCA
GAGGGAGATGTGATCTCCTTCCCACCCATCACCAACAATCAAGAAGACAACTAAGGAGCT
GTTCTTAGAAGTAACGAGTGCAACCAGCCTGCAGACCTGCAAGGATATTATGGATGCTCT
TATTGTGAAAATGGCAGAGTTGAACAAGTTCACCGCAGAGCACCAGGAGGAGGTGGGGTC
AGACGGGGAAGTCGACGCTGCACCAAATCCCTTCCCCCAGTTCAGAAACCTCCAGTCAGC
TGGTGGTCCAGCAGCTCCGCACTGTTGACCAGGACGGGAACCTCAAGGTGACCTATCCAT
CCAAGACCGACCTCTCTGACCACATCAGCAACTTGACTGTCATCTGGTAGTTCTAAAGTT
GTTGTTTTTTGTTCTGGAATAATTTCAAATGTAATTACATCGAAGAGCCACAATAAAAGC
AAATAAATAAATGGGGATAAAGTTGTGAAATTCTGAGAGAAAAATCAGAAAATTATGAGA
TCCGTCCAAATTCTACAAGAAGAAAGTCATGAAATTATAAGAAAGTCAACATTTTACAAA
AATAAAGTTGTAAATTTGTTATATAAAAATTTTACATTGATAAAGTTATGCTTTTTCAAA
AGTAAAGTTGTAATTTCATGAATATAAAGTTGTACATTTACGGAAACAAAGCAGATTCAT
TGAGATTGTTGAGCTGTGTGACATGCATCCGATTTTCT
>CL8750Contig1
AGGAGGAGAAATTCATCGACGTCGTCATCAACAAGAACATGAAACTGGGCCAGAAAGTTT
TAATTCCAGTCAAGCAGTTTCCTAAATTTAACTTTGTGGGCAAACTCCTGGGGCCGCGTG
GGAACTCGTTAAAGAGGCTGCAGGAGGACACCCTCACAAAGATGTCCATCCTGGGAAAAG
GATCCATGAGAGACAAAGAAAAGGAGGAGGAGCTGCGGCAGAGCGGCGAGGCAAAGTACC
AGCACCTGAACGAGGACTTGCACGTCCTTATCGAGGTGTTTGCCCCTCCGGCAGAGGCCT
ACGCACGGATGGGTCATGCTCTGGAGGAGATCAAGAAATTTCTCATCCCAGACTACAACG
ATGAGATCAGGCAGGCCCAGCTGCAGGAGCTCACGTACCTGAACGGGGGCTCAGAGGACG
CCAAGGTGCCGTCGGTCAGGGGCAAGTCAGCCGTGCGTGGAAGAGGGACGCCTGCTCCAG
GGCCCCCCAGGACTCGTGGAGGAGTTCCCCCTCTCCACGGAGCCGTGCCTCGAGGAGCAG
CCCCCAGAGGAGCCCCCCCCAGCAGGGCTCCCTCCTCCAGAGCGAGAGGAGTCCAGAGAG
CCCGAGGCGCCCTGCCCGCTGCCGGCTACAGGCCAGCCCCCCCCATAGTGCAGGAGACGT
ACGGTGAATATGAATACGACGACGGCTATGGAACCACCTATGACGACCAGGGATATGAGT
CGTACGACAACAACTACAGTAATCAAGGACAAAACTCAGATGACTACTATGAATACGGGC
CCAGCGGGGAGTCGTATGAGTCGTACGGTCAGGAAGAGTGGGCAAATTCTCGCAGCAAGG
CCCCACCAGCAAGAACAACCAAGGGAGTCTACAGAGACCAGCCGTACTCCAGATATTGAA
CTGTTTATACNAGCCGCACCTGAGCTCCCCCCCCCCT
>CL8751Contig1
CGACACTTTTCTATGTGCTCTTGGCAGAAACCTTTAGTGTCTTGCAGAGAGTTCTGCTCT
TAAGGTGAAATTTGTCTCTCATTTGAGCTTTTGGGATCTTTTACTGGCTGATCACATCAC
TCCTACACAGATGGGCACGATAAAGAACAAATACAGACCCTCAGTCTGCAGTGTGTTATG
TTAAATCAGTTGTAAAGTATTTACTCATAAATTTAGAGTTTATTCATATTAATGATTGAG
AGGCGATCAGATGACAGCAGAGGTTCTGTGTGAAACATGCTGAAACTTTAGTTGCCGTTC
ATTCATTTATTTAGAATGGAAACCAAAACGGAGTTTAGTAAAGCTTTTACACCCCCCCCA
CGCCCGAAAAAAAGAATATAACTCTAAAAAGATTTTTTTTCTGTTCGTCCAACGTTTGAA
GACATTCCGGTCTTTTCTTTGAATTCCCAAAGCTGTTTCATGGACCTTAGCCTTGTTGGA
ATTCAGAAGATGGGATGCTGGGGATTTGACACTAACGGTCAGCGACGGCGTGGTGAAGGT
GGACCGCCACAGCCAGGTGAAAGCATGAAGCGGGGGCTCCCTCCCCTCAGAGATGTTGCA
CATGCCCTACAATCAGCATCTAACAAGTGTTTACTTCTTGTTTGATTTTTTTTCATCATT
TTGAGTATTTTTAACATGTTAGGTTTATTATTTTGAACGTCTTTATAGTGCAGGGGCTCA
GCGGCGATTNTGAAAGTTTGGAGGTCTTATCATTGAAGTGCAATGCGATGGAAGTGTTCC
AGCAGATCAGGACCACAGAGTGCTTATTTTCCTCCTTTCCAACCACATGAAACACTTGCT
GGAAGCTGTGCTGCGTTTGTTGGGGAGGAATTCCCTCAAGAAAGTTGGACGATGTGGAGT
CAAAGAAATCAAACAGTTTCGTGCCCGGCGGGCGACAACAGCTGCATGTTTGTAATTTGT
TAGCTTTTTTTGGGGTGGTGGGGATCTTTGTGTTTCTGTAAAGAGATTTGTGGGTTGCTA
GTTATTGCAGAAATTGCATCATGGAGTTGAAATTAACCTATGCATTCAGAGTTTGATATT
TTTATATGAAGCAGGTTCTGTATACTGTAGAAGAAAAAAAAACACTTGAAGTTGTTTTAT
GTTGTTTGATAAAGTACAATACATTAACTTTTGTTTTCTTTTTCTTTAGTTGTANATCAA



AACATCCTAACGTCTACCAATGTTAATCAATTACACCATAATAAATATCTAAACAG
>CL8753Contig1
CTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCCCTCGTGCCGAATTCGG
CACGAGGTAGTAAGTCCTCGTAGTGTGCTAAAAATCAACACTACATACTTTACTATTCTT
GGAAGTCTATGGCGATGTTAAAGGTTTTCTGAGCTAAAATAACCAACATCTGTCTCAGAG
AGAATGTATTCTTAAATCCTCAGAAAAGGATCCTCCCATAGGGAAGTCTTTGGTAGTAGG
AGTGATATTGCCACTGAAATATGGTCCGCTGCTCATATTGCAATTTGAATGATAAAGCAC
AAAATCCCTCCTTGGGTGTGCAGGCATCTCCCAACACATCCCCAGCCTCCATGTCTCTGT
CTGTAAGCGGTCCCAGAGCCAAAGCCCCGGGTTCGGCTGAGCTCTCCTCCCTCTGGGTCC
AAATCAAAGCTCGACAGAGTTCCTGCCCAGCTTTCAGCAGAAGAGCCAGACTGAGCGAAA
GAGAGAAGGAGAGAAGGTCGGGCAGGAAATGCCTTTTAGAAGCCAGGAGTTGGAGTGATT
CATGTGCGCAGGAATGTTGAGAGAGGAGGACGTAGGGCTGGAGGAGTCCAAGGGGCCAGG
CTTGAGAATTGATTTACTGTCAAGGCGAATTACAAAGTGAGTGGGGATATGGTTAAGGGA
GTCCTTTTTAAAGGGAATCGCTTCCTTCGTATTCCCTAGTGGCATGCTTACCTCAACATG
CAGGTTTGATGTTACTAAAAAAAAAAAGAAAGAAAAAAGCCCAAAAAAAAAAAAAAAAAA
AAAAAAAAAAACTT
>CL8754Contig1
GTGTTTCCCGATGGATAGAGGAGAGCAGGTCCAGTTAGACAAACAGAACACTGTGACCGC
AGAGCTGCAGGGAATCCACAACTTCTCCGTTTTCTCTCTTGATTATGTTCTGCTGTTCTC
ATAAAGTCCTTACAGTCTGGTTAAAAAAAAAAGATGGAAGTTGAATACNAATGTAGAGGA
GTTTGATCTGGGGCTTTCTTACNCTGAAATATGATCTATCAATGCCAAAGTTACAATGGA
AGAATTTTGCAAGTAATTTTTTTATAATTTATAACCATAAAACATTTCAAGAATGACCTA
TAATTTCCAAAAATTCAACAGCTTAGCAGAGCTGTGTTGCCAACCCTGAAAGATGTTCTG
TCAGTGTCATAGACTGAGTTAAAATGACTGATGAATAACTGAAACGTACACTTCTGCAGC
CTGAAATCCATTTTTGAAGTAACTGACTAAATGTTATGGCTATAGCNCAGTGTGTAGAAG
AAAATAAAAATAGCAGTATTGGAACTAAAAACAGTTTGACTGAAGCAACAAGAGTGAAGA
TAAGTGNGNANATGTGTGAAGATTTCCNTTGNGGATTTGAATGNAATTTATTCTAGNTTT
CATGCTGNAAGGCCATGNATCTGCNCAGTANGCTGGTTTAACCTAAGTTGACCTCATGAA
GGGAGGTTTTATTGCATTGTAAATTTATGCAACAAACATGCTAACTTTATAAAAAAAAAA
AGTTTATTAAAAACAATATCATTGTGTTGTTTGTGTAGGATAATGGTGGAATGAAGCNAT
CAGAGTCCGAGTTCTATTTTACAGAACGGTGCACTATTA
>CL8755Contig1
GGGAGTTGAAACTGCCTGACGAGGACGTGGGATGCTGGGATGGGGAGATAAAACTACGAC
TAGGGGGGTGAAAAGTCTAAAAAGTGCGATGTACTTTTCTTGTCCCTGAAAAAGAAACTA
TGGAGAACGCCTCTGTGTCCGCCCAAGGCCAAGCGCACCAAGCCCAGATCATGGAAAACC
CGCTCCAGAACTATCTCCTGGGAATCCTCATCTCCATATGTGGGAATGTCCTCATCAGCT
TTTCACTCAACATTCAGAAATACGCTCATGTCCGTCAGGCTCAGCGTGGCTCCAAGCCGT
ATTACACCTCCGGCGTGTGGTGGTGCGGTGTGACTCTCATGGGCGTTGGGGAGTTGGGGA
ATTTTGCGGCCTACGGCTTTGCACCTGCCTCGCTTATTGCCCCGCTGGGCTGTGTGTCTG
TTATAGCCAGCGTCGTCATCTCCGTGGTTTTCCTGAAGGAGACCGTGTACACCTCTGACA
TTGTTGGTGGCACTCTGGCAATAACAGGGACATACCTCCTTGTTACCTTCGCCCCCCATA
CATCAACCCACATCACAGCTCATCTGGTGCAGTACTACTTCATCAGCTGGCACTTTTTGC
TTTACCTTCTTATTGAGATCATCCTCTTTTGCATCCTCCTCTATCTGTACAAGAGGAGAA
ATGTGAAGCACATCGTCGTTGTGATGCTGCTGGTCGCCCTGCTCGCCTCTCTTACAGTCA
TCTCGGTGAAGGCGGTGTCAGGAATGATCACCGAGTCGATACAAGGTCAACTGCAGCTCA
TCTACCCCATCTTCTACGTCATGCTTGTTGTCATGGTGGCCTCCTGCGGATTCCAGATTA
AATTTCTCAATCAGGCCATGAAGATGTTTGATGCCACAGAAGTGGTTCCAATCAACTTTG
TGTTCTTCACTACAAGTGCTATAGTTGCAGGAATAGTATTTTACCAAGAGTTTGAGGGCT
TGGCTTTACTGAACATTCTAATGTTCTTACTTGGCTGTCTTCTGTCCTTCCTTGGCATTT
TCCTGATTGCTCGAAACAGACCGAAGATAAAGCAACAAGACAGCAATTTCATCGAAATGA
ACAGGATTCCAGGCAGAACGCGCACGGACAAAGTGCAGCCCGAGGCCAAGACTCCAACAT
ACGGATCCCTGGCAGCTAAACTCATGTGCAGCAGCACTGGCCAAACAGACGAGTCGTAGG
ACCAGCTCCATCTGTTGGGACTCCCAGTTTTTGTCAACGTTTCTATTTATAGAAATGATG
GGCATCTCTGAACTTGTGCTGGTGGCTGCATTTGTGATTTTCTACCCTGATTTATTCTTT
AAAATATTTGACTCTGCATTATTGCATCAATGA
>CL8756Contig1
GTTTCTCATCGGACTCCTTCATCCATCGCCCACACGTCATGACCAGTGACCAAATTCGAC
GCCTTTGTGCATGTCCCCCCACACGACACGCTATACGGGATAGAAATGTGGCCGACAGCC
GCTAAATTCTCAAAAAAGACAAACCTACGCGCGGGACTAAAGGTGTGATGTCAACAGTTG
GTGTCTAGAGGCGACACACTGAGGCGGTTTGTGTGTGTTGATGAGTAAGTGGCGTAGCAG
CAGAGAGTCGTGGATGCCAAGATGCTGCTGTCTTTGGGAATGCTGATGCTCTCAGCCACG
CAGATTTACACCATCTTCACTGTTCAGCTCTTTGCCTTCCTCAACCTGCTGCCTGTGGAG
GCAGACATTGCTGCTTATTCGTTTGACAACAAAACAGAAAACTTTGATGACATGCCTGCT
CGGTTTGGCTTCCGGCTCCCCAGTGATGGATTAAAGGGCTTTCTGATTGGTGCACGACCA



GAAAATGCCTGTGAACCCATCGAACCTCCTCCCAGCGACAACTTGACGGGCGCCTTCATC
GTCCTCATCAAGCGGTTTGACTGCAATTTTGACGTTAAGGTCCTCAATGCCCAGAAAGCT
GGATACAAGGCAGCCATTGTTCACAATGTAGACTCTGATGACCTAATCAGCATGGGATCC
AATGATTTGGATGTTGTGAAGCAGATAGTTATTCCCTCTGTGTTTGTAAGTTCAGAAGCT
GCCAACACTCTGAAAGGTGACTACATGTATGACAAAGGGGGACATGTGGTCCTCATCCCA
GACTTCAGCCTGCCTCTGGAGTATTACCTGCTACCCTTTCTCCTCATTGTGGCCATCTGC
CTCATTCTCATTGCCGTTTTCATGATAACCAAAGCTGTGCAGGATTGTCGCAAGGCTTGG
AAGAGTCGTCTGCGCA
>CL8757Contig1
TTTTTTTTTTACCCAGCAAAAACGTTTATTGGAGAAACTACCCACAGTGCCTCAGTACAT
GAACAAAGTACCACTGTAGTTTGTAACTGATTACTTTTGAAAAGTACTCTTCTACTAAAC
ATGAAGGGAAGGCTGGACTTCAGAGCTGCTGTCCAACCGGAGGTCCGC
>CL8758Contig1
TTTTTTTTTTACTGTCAAGTTCATGCGCATGCCACAAAATGAAACTGGTGAGATCCCTCC
AGTCAATAAAGCCAACCGNTTCACTCATATTGTGTCTTTGAGCTGATCAACATGCTTTCA
AAAAATCCTGAAGGCAAAAAAGTACAAACAGAGCATCCATCAAGTCCCATGAGTTTCTTT
TCAAATCGGGATCCCATCATGACGAGGTGGTGATGGTTGGTGACTGGTTTGAAACATGTA
AAAGATGAGCCTCTTGTCGGCTAAAGTCCAGCCTGTGGTACACGGATGTGTACAGCTCCA
ACTGGTTTCCACTTTGAAATCATTCAAAGTCTCTTTAG
>CL8759Contig1
AAGAAAAAGAAATTGCCCTATGTATAACTGCCTATTGATAGTGTCTGGGATCCATAATCT
TATGACATGCAATACTTTGAACCTGCTTATTTAGGCTGGAGTGCCTGTATGAGTATCCAT
TCCAAAACTGTGTATCTGAATACAATAAAATTGTTTAAAGTGTAAAAAAAAAA
>CL8760Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTCCACTTCTTAAATGTTTTTA
TTAAAAGCTTTTTCACAAATCTTCCAGTGATACAAGAGAGATGCTTTTTTTTGGCCCCAA
TGTTCTCACAGCCACTAAGTAAAAGTTAAAACTGGCAGTCTGTTAACACTGTTAGAAAGA
GAAGATTGTCACTAAGTTCATTTGAGCACATGGAGGCTTTTATTTAAACACACCTTCGAT
GGTCGGGTCACCTTTGCTTCTCCTGAACATTTTTTTTTTTAGGAAAAAAAGGTATGAGTG
GAGGTTGAGGGGGGGTCACAGTTAATCTTACAGAGAGAGGAGAAGGAGCCTCCTCGTCTT
TTGAAGAAGCTTATATTACACCGTCGCTGTAGCTCCTCCCACCTCCAAGAATCACCACGA
AAGTCACAAAAACAACGCTTGTAGAGGTTTTCCACACATTTCAAGCGGCATATGAGCCTG
AACCGTCACGTTTCCTTCGACGTTTTTGCAGCACAAGCCGGCGACAACGATGACTTAGAA
AAGTTAAAATCAAAGTTATGACTTCATAAAAGGAGCATTACAACTAAAAACTTTACATCT
GCCACCACAGAAGTCTCCATAAATACCGCTGAACAACTGAATGTCAGTCAGAGAAATTTC
CCGTCGAGCAGAAAGTTAAGGAGTGAACGCCATGTTCACATGATCTACACTTGGCCTATC
TAATGTGGAGTTCCTTCCTTTCTTTTTTTGTTGTTTATTTGTTTTTGCATTGTTGCTTCG
ATGGCACGACACATATGAAAAGAGTAAACACTTGAGTCTATGTTGTCCTTAGGGTTCTTT
CTACCAAAAAATACAATAAATAACAACAAAAAAAGCAAAACAGAAAAGATAAAACACAAA
TGTGTCCTTTACAAGCAGCTCGATCATATGGGGCCCCCGGCCATAAGGCCCGGGTTT
>CL8761Contig1
TTAGGTACCATCAAGTACAGGGATAATTAAATTTTTTTGAGTCAGTAAACTCAAAACCAC
AAAATTCAAAACTTAAATTTTGTATGATTGCCTAAAAAAAAATGAGTAACAGTAACTTAA
ATACAGCACAATGTCATAAAGATCTGTCTAACTTATTGGCTCACTCCCTTCTGTGCAATG
GTAAAAACAAAAAATCATACACTTTGATAAATTTTAAATCAATAAAAAATAAAATAAATG
TTTTTATATATATTGAAATTGTAGTACAAGAAGAACATACTTTACCACCTTCATTTTTTG
TATTGCGACATTTTAAAGATGAAACCCTCCAGCTTCCCTGAATTTAGTATCAATACTAGT
TACTGGCTACTTTCTACGCTTCTCACACATCAGGTGATCAGAAAAATAAAGAATCCAAAA
TAATGAAGAAATTACACCAATAATGTAACTGAGTACTTTTCTTCAACATAACTGTTTTAC
ATTCGCCACATTCAAACGGCACCAAAACCCACAATTGTGTAACAAAAAAATATTAAAAGA
AACCTAAAAACAAGCCAAACATCTGCGTTCCTTTTGCATTAAAATGCAGTGTGGTGCAAT
ATTTCTTTCTTATTTCAACTTAGTTTTACACAAGTATCATCAAATCATTTTTAAGGGTCT
GCAACCTGGGTGGTAGTTTACCAGCTTCTAGACCAAGTAAAATCTTTTGAGTGAATTCAA
ACGTGTTGGTCAGTGGTTTGGGATATTTGAGGTGCATTGCATAGATGAGTCCAAACATTA
CCACGAAGGCATCACTGAATCTGGGGAGGCTGACCACTTCATCACTTTCCATCACAACAG
AGATTTTGACAGGCTCGTAGTGCACTGGNACTTGAGTCATGGTCTTTGATGACAGTAAGA
AGCCCCACTGCGACC
>CL8762Contig1
GAGGCTCTGCTGGCCGACGTCTCCACGGAGATGCTGTGCACCAGGGCAGGAGACGTTTGG
ACCGCTGCTTCCTGTCATCAGGTTTGAGACGGAGGAGGAGGCGGTGGCCGTGGCGAACTC
TGCCAACGTGGGGCTGGCAGGTTATTTCTACTCGCAGGACGTGAGTCAGATCTGGAGGGT
GGCGGAGGCGTTGGAGGTTGGGATGGTGGGGGTGAACGAGGGGCTCCTGTCCGCCCCCGA
GGCCCCCTTCGGCGGGGT
>CL8763Contig1



ACAGCGCTTAGCTGAAGCTAAATCACCGCACTCAAGGAAACAAAACAATATAGAATAGGG
TTGACGGTGTGCAGCGAGCACAGATCCTCTCTCGATACAAAAAGGCGTTTTCCCGTGGAA
TGAGCGTTCCATGCAGCATCCTAGGTATGAATGACGTGGGCTGGCAGGAGACGAGGGGTG
GGGTGCTGCACGCAAATGGCGTTCCTGAGACCGGGGGCATTAGGGTTCATGCTGGAGGTC
CCCTAACCACAGTTGGGGGTGCTGGGCACCTACAAGGCATGGACAGGAATCCCAACCTTA
CTCCGGGTACACCCCAACCTCCGCTGAGCGGGAGATCTCAGGATGATGCCACAGTCGGGT
ACTTCTTTCAGAGACAGCCCGGAGAGCAGCTTGTTGGTTGCACAATCAGTAAACATCGCT
GGCCTACTGGAGATTCTAACCATGTTGATCAGGTCAGACCAGTTGATGAAATGAACTATG
ACTTTCAGGCTCTGGCTTTAGAATCGAGGGGAATGGGAGAGCTTTTGCCAGCCAAAAAGC
TCTGGGATTCTGATGAGCTCACCAAGGACGGAAGGAAAGGGATGATTCTTGGAGAAGAAT
GGAGGGGCAACGCCTGGGGATCATCCCATCACTCAGTATCTCAGCCAATCATGATACAGC
GACGGCCAGGTCAGGGTTTCCACGGGAACGGCGATGCCAACTCTGTGCTTTCACCGCGCT
CAGAAGGCGGCGGTCTGGGAGTCAGCATGGTGGAGTACGTCCTGAGCTCTTCTCCTGGGG
ATAAGATGGATGGTCGCTACAGGAACGGTGGCTTTGGTGGAGGAAATATTGATCAAGATG
TTAGAGAGAAAAGTGATGCACAAGACAAGGTTTCACCTTTTGAAGAAGATAAAAGCGCAG
AGATGAAAGTGGGGGAGGAAAGCGATCCGACTAAAACCAATGGAAGAGTTCTCCTCAACG
GCATGGATAGAGACTGTAAAGACTTTAATCCTACCCCTGGAAGTCGTCAAGCTTCCCCCA
CTGAAGCTGTGGAGAGGATGGGTCCCAGTCAGGCCGGTTTGGAAATGATGGGACAACACC
ACCCTCACGTCCTCCAACAACAAAATCCCGCTCAAAACAAGATCCCAGGCGAGGACTTTC
AGAACCAGGACCCCCAGAACATGGGAGGGATGGAGCAACAAGCTGGTGTGGAGTCATTGC
AGTTTGACTATGCTGGAAACCAGATCCAGATGGACCCCTCAGGAACTCCTGTGGGATTGT
TCGACTACAGCTCCCAACAGCAATTGTTCCAGAGATCAAACCCTCTGACTGTTCAGTCGC
TTACTGCAGCTCAGCAGCAGCAGTACGCTCTGGCTGCAGCTCAGCAGCAGCATCTCGCTG
GCCTTGCTCCTGCATTTGTGCCAAACCCCAGCGCCT
>CL8764Contig1
TTCGGCACGAGGGAAGCATTAAGCATTTCCTGTTTGCATTGAATGTTGGGAAACACTCCA
GAAGACCTCCACTGACAGGAAGTCATGGACACTGCTCAGTCAGGGTCAGTCCTCATAAAG
TTTGTCATCCACCCAACAGAAATCCTTTTAAAAAGATTAAGAAACAAATAAATCATTTGT
TTAATCTTGATTTAATGAGCTACTGCATTACCATTGAAACCCTATAAAAGAGCTCTGATT
TGTTTGTGATGTTTTATGTGTGAAATCTTAATTATGTGAGCTGCTGCTGACATGGCAAAC
ACTTGCTGAGCTGTGTCTGGCCTTCCAAGGTGGCAACGATTTGTTGCATGTGTCACACCT
CTTCGTCTTTGATAAGACCAGAGTGAGAAAGCTTGTACTGTTCCAGAGATCAGAGACAGT
GGTTTTATGTCTTCACAGCTTCACAGCTGTCCGCCCACTGCAAACCGACGGCCATATAAA
CTCAAACAGAGTTNGTCTTTGCACGTGGTNGTCTGTCAGGGAGCCAAATAGGTAGGAAAT
TGTGTGTTGGGGACTGTGGGAGCTTTATATCATCAGCATGTTGTGTGCTGTTCTGGGTGG
TTGAGACCCAGCTGTTAATAGGCTTGCCTGGATGGTAAACCTGTTGAATTGCTTGAGCAT
GAGTGTGTTTACATTCAAACTGCCGGGATAGTGTGACTCAGTCCTGAGAGGGGGGGCACA
GCCAGCATCCTGACAAAGAAAGATGTGTGGTCAAGCTGTAGCTCTGAGGAATAAAGGAAG
TTTGCCGTTGGTTTGAGGGACCTCTGGGGAATTATTTCAGCATTGTTCCAGCGATGTGGG
GGAGAGGAGGAGTCTTTCCACATCAATCCCTCCTCCCTCTTCCTGCCGTTACAGCCCAAC
TCTACTAAAGTGCTGTTGGTAAAAGGAACCCCTTATAATGCTACATGTGTTAACCTTTTT
GTTTATAAAATGATGAGCTGGTTCTAAATAATTAATTACTGAACTGGATGTTTAGAACTC
TTTGGAAGGTAAGCCTGTTTCCAT
>CL8765Contig1
GGCACGAGGGTGACTTCCCTTTTTGTTTCTCAGCTTCTTGTAAAATGAAGACAGGTTTTT
TTTGTCCTCCTTTAAAGACGCACGATTGGTCCGTTTTCTCCTAACACTGCAGAAATCAGA
GGCCTGACNATAAAAAAAAAA
>CL8766Contig1
GAGACTTTAAAACAATGAACTTATAGTTCTTCTCAAAGAGTCAACTAAAAACAACATCCA
ACTCTTTTTGATGTATCAACAGCATGTCTTTGTTTTCTTCTGTCAGATGTGAGCCATGCT
AACTGGTACTGATTTGCCGTTTGTGTATTGAACTTTTTTAAAACCCTTTTCTGCTCGTTT
ACGCCGAAATTCTAAACTGTGCCTTTTATTGTGTGATCTGTCACCAAAAAACGGCTATGA
GGACACTTTACTATCATGACTGTAAAGTTTGAATTGTTGCTGTAAGCTAAAAACTATAGT
GATTTTAGTATTTAAGCAGCTGTTGCTAGAAACACGTTTTAGGTTTTTTTCTAGGATCTC
AAATAATCATTCATCAGAGAGTTATACACCTCATTTATTAATGAGTTCATTTCAGTTTTT
GTGTAGTTTGAGCCTCTTTAGGTTGAGGATGTGAGACTTCTTTCTTTTTTTAAACAGACT
TTTCACATCACTGGGTGTGTTTACGCTTCAGTGACCCGGTTAAATCAGCTTGTCTGAGAA
ACTGGATTTCATCAATGCCATGTAAGCAAACAAGGTTCTCTAATCAGAGTAAGAGAACCT
CGTTTCCCAAGATACAGTTCTCCAAGATCACATCTGCACAAAAAAATACATATTTCCTGA
CAATTTCTGAACTTGGGAAACTAAGAACATGAAGTCCGATCTCACTGGTGCATGCAAATG
CCCCCAGAGTGGCTAAACCGCATCCTGGTTCATGTTCAGGATATAGAGAGATAATAGAGA
CCCACGCTTCACTCCTTCCAACTTTATCTGGAAGGTTAACCCTGGTCTTGACCCAAAGGT
CCAATGTGAAGATGCCCTAAATGCACATATAGGACAGAAAACATTGCACGGCAGAAAACG
AGTTCTACAGTTCTGCATTCATTTCAAAACACGCTTTTTCTGCTTCTTAACAAAATTAAT



ATTGATCTATGTAGTGATTTTTCATGAGTAAAGAAGTTGTTATAGATTTTAATAATGAAA
ATACTGCAGTTTTAAGCCTAAGAGATTAGATGGCATTTATAAAAGTATTTTTTGAATGTA
TTAAATCATTTTTGAGCTTTAAACTAAATATAAGTGATCATGAAGTTGTGACAAAGACTT
GAGGGATAGATGTCTATTCTACATGCCTGTTCAGTGTTTTCATGCGTTTAGATTATCAGA
ATTTTTATTTTGCATTGCAGAGCTTTTTGTAAACTGTTCGACCTTTGCTGATGATATTCT
GCATATTTTTTTATGTATGTATTAAAGNATTAAAA
>CL8767Contig1
ATCTGTTCATTGCGGAGATTTTTTTTAAATGTTTTTAATGATAAGAGTTTGTTGCTTCGT
CTCATTCTATTAACGACGTTGACTAAATAAGGTGGGTGATTTAAAACGGTTCGGGGAAAA
AAAGAGAAAATCTTTCCAAAAAAACCCTAAATAAGCAGCTCTAAATTTACTTGACGTTAG
TACACTTCTAAGGTCTCAGTAGTTTTTATATTTTTGAGTTGATCACACGCTTCCCTCCTC
ACTCCAAGTCAGTAACAAACACTAGCTGCAGGTTGAAGGGCCCTGCTTTGGACAGTCTGC
GCTTTGATAGGAGGATGAGTGCAGCATCCGCTGCTTATTCAACAGGAAAGAAGCTGTAAA
GTCAACACTGCTGAGGTGTGAGGAGAACATCTCTGCTGTCAGACTGACGTCTCACAGTCG
TCCAATCAGACGCACTTCCTGATCAGGATCTGGTTTTTTGTTTTATTGTCACTTTCGTTT
GAAATTTGCTGGCGAGTGTTGAGAGGAGGAGAGTAGTGATGAGCCTTTTACAGGAAACAC
TAAAATGTTTGTGTATATTTGTAAATACATATGCACAAAACACTGTACAAAACACTTAGT
TGAACGCCGTCTTTGGCAAAAAGAAGAATCATTAGAATTTTGTTTTTTGAATTTGAGTAT
TAATACTGTGATTTTTGTTCACTTGATTAATAGGACTACACAGAGCAGGGGGGCGTGGAA
ATGAACGAGCGTCCACGCCGCTGCAACACATCTGCTGCCCAAGTAAAATTTGATCAGGGC
AGATCTGAAAAAGAAATTTACTCGTAAATCTTTTTTTTTTTTNGNATTTANANAATTTAG
GGNCCAAATTTGAAGGNGTTG
>CL8768Contig1
TTTTTGTCAATACAACAACAACAACACTGTTTCTTCTAAATACAAATATGTACAGAGACT
TTCACTTATTTCAAAATAATGCCCTGCACACTGATGCATTTATGGGGATAAAAGACGATG
ATCTTCAGATTCCAGTTCGGATACCTGAATGGACAGACTAAGATCACAGTTTCTTTAGCC
CGACAACAGCTTCTGATTTTGTTTTTCCTCTGCAACAGAGCGCCCCCTGCCTGCAAGCGA
AGGACATCTGAAAGTAAAACATGCAGATACGGGGCGAACAGGACTTGAAGCCGGCATAAA
CAGGCCGTGTGTCAACATGAGCGGACTGAGAAAGGCACACATGATAAGAAGACCACACGA
CAGGGAGGTGGGCAGAGGAGGGGCTGTTTTGGTTTTGGTCAGCTTGATGAAAAAGTGCCG
CTCAGTTTTATAGCGCCGCCCTTACC
>CL8769Contig1
GGTGATCCCTGGCAACCGTTGACTTGCAGTCTAACTTGTTGTAAAGAGTTTCTTATTGGT
CAGTTCTTGTGCCATCCAGTTTCTGTGTGGGCTACTAGAAAAATGTAAAGAAAACTCCCC
CAAAAAAACTACACAAAATAAAAAAACAAAAAAAAAAAGTCAGCACCAACATTAATGTGT
CCGTTCAGTGAGCTTAGAGTGAGATAGCAAAAAGAAACCAAAAAAAAAAGTAAAAGATGC
AAAAACAACCGTACAGATCTGCAGGATGTTGCTTGATCTCTGTGAATGGAGAAAGAGCAG
CTTCCAGTGTTCTTCAGGCTATAACAATGTACCACTTACAGGTCAGCTTTCCTACTGGAC
CGAGTCAAGTTCAAACAAGATTTTCTTCAGCTTCAGACGAGGTTATCCTGATGTGTACTG
CCTTTGCTCACTGCAGCTGTCTCCCTCTGCCATCTGTGTTCAGCTGATCTCAAAGATGAG
GTAGAGCCCACAGTGGTAGGAGCAGGGCTCTCCCCTCCTACGAGCACCTCACAACAGACT
GGGTGGAATCATGTTTGAACAAACTAAGGTCCTAGAAGAACCATGTTGCACATCTGCAAT
ATGGTTTGATGTTGCTTTTGCAGTAAAAACACTATGTGCAATGTGGAAATATATGAATGA
ACATGGAAAAATTTGCATACAACAAACTAGATCTTGTAGCTGAATGTTTTGCTGGTCTCA
CCCATGGCTTCTGGCAACATGAAAATCGGAATAATCACTGAATGTATACAGCAGCTTATA
ATTAAACT
>CL8770Contig1
TTTCTGCGGAGGACTCGGAGCCTGAGGTGGACAGGACCGCTGGAGCAGTAGAAGGTTCAG
TGCCTTGCTCAAGGGCATTTCAGTCTTTACCTGTAGTAAATGTTGCCGTGTGACTCCATC
ACGTGGTACCTGCTTCATCCTGGGGGGGTGAAGTCTTTTTGTTTTCTTGTTGTGTCCAAG
GATTGTAACCTGTGACCGTTGGGTCACAAACTCTGAACCTTGAGCTGCAGCTAACCTGGA
TGCTCACCTGGTGCTGTCCGGTCCTATGCCCCGCCCCCATCGCTCACCTCCTGCAGCTGC
GTTCACGCGCTCTTTGTCTTTTCTTTAGGAATTTAGGAGGAACCGACACTTCAAGGTTCT
CCGGGTTGACCTGGAAAAATGCATTTCCTGCAGGAATGATGTTTAAAAGATCGAAACTTT
CGTTCGATCAAACTGGGAACAGATTCTCTTCTGATCCTGAATTAAGGATTTCAAGTTTTA
CTGCAAAAAAAATAAAAAGACACCAAGATTCTGGAAAGATATCCCAAAACGTTGAAGAGG
ACCGATGGACCGTTTGTTGTTGCACTCAAGTTTGATTCTCACTGAT
>CL8771Contig1
TATGGTGTTGCCTTCACATGCGGTGGNAGNAAGTGTGAAAATATGAACACTTTAACGACT
AACCAACATTCAAAGTAGCTGGTCTTTTATTCTGACGCCTTCGTTAAATGCATTAACACG
AACTAAAGCCAGTCTCTATGAGACAGGGATCCTGGAGGACTTGGTCATTTAACGTCGATC
TCCGAGTGTTTGCTGACTGGTTCAAACGCCGCTCTCGTTGAAGATCCAGCAGCGACTCGA
GTCGTCCGTGAACACCACATCCGGCTGCAAACGACATGATCCCCAGCATCGTCTTTTCAC
CAAATCTAGGGGGGGCTAGAGGCCTTCCTGGGCTCCTCCTGGCCGTCAAACACGATCTGT



ACTACTATCCATACAACACTGACTACCCGACCGGAAGGCCAGCCGACGCGCGGCAGGAGG
GCGGAGCCACAGTGTGACAGGTTTCTGCCAGAGGCAGCAGTGGGGTCATTTTTCTGATGC
TGTGGGACAGCGGTCCCTTCACGGGGGGACAGCGGTCCCTTAGCGGGGGGACAGCGGTCC
CTTCGCGGGGGGACAGCGGTCCCTTCACGGGGGGACAGCGGTCCCTTCGCGGGGGGACAG
CGTTCCCTTCACTGCCACAGAAGATCAACTGTCTGACAGGAAAGACGGAAGTGAGGCTGT
GTTTGAGTTGCAGCCTTGAATATGCCTGACTTCCCAAAGTTTCAACCTCAGGGAGCGTTA
CTGGGGAACGATTTCTGTAACTGNAAGTGCTCTTCACAAANAACATTGGTACTTGATTTT
AG
>CL8772Contig1
CGGCACGAGGCAAAGAGCCAGCTTCCTGCAGGCCCAAATACAATCTACAACCGAACAGCA
GAACTGTGGAATCACTGGCTGGAGCTAGAATCAAAGCAAACATTTAAAAAAGGTGGATAC
TACACCGAAAAGCTACTAAACCGAAATGGTTACAGGATGCTGGTCCTTAACACAAATCTG
TACTATGACCAGAACCAAGTGACCCACAACATGGATGACCCAGCGGATCAGTTTAACTGG
GCAGATCAAATTCTCACAGAGGCTGCCGCCATCAAAGAGAAGGTTTATATCATTGGACAT
GTTCCTCCNGGATTTTTTGAGAAGAAGAGAAGTAAGCCATGGTTTGCACCAAAGTATAAC
AGGCGATACTTGGATTTAATAGAAAAGCATCACTCAGTCATACTTGGACAGTTCTTTGGT
CACCATCATACTGACNGCTTCCGCATGTTCTACAATAAAGACAGGTTGCCTATCAGCACC
ATGTTTCTCAGTCCGGGCGTCACACCGTGGGAAACCACACTTCCGGGAGTTGTGAATGGA
GCCAACAACCCTGGGATTCGTGTCTTTGAATATGACACAGACACACTGCTGGTGAAAGAC
GTTGTGACATATTATCTGAATCTGACTCATGCCAACGCAGCCAGAGGACGCTGGGAAAAA
GAGTACCGTCTCACAGAGAGTTTCAGGGTACCCGATGCCTCCCCGGCCTCCATGCACCAA
ACTCTGGAGCGTTTGGCTAATGAGCACTGCTACCTGCAGAAATACTATGAGTTCAACTCT
GTCAGCTATGACCTGACGGACTGTGGCAGCGACTGCCGTGTCGACCACGTGTGCGCAGCA
AGAGAGGTGGACTTCGACAGGTACGAAGACTGTCTGGTGAAAGAAGGAGCAGCCTCCGTT
TTTAGTGGCCGGCTGCTGTTTCTTCCTATAGCTGTCAGTCTGTTGGCCAGTTGGTAGTGA
TTGCCAGTTGTATCATGTGACACCTAGCACCTTTCAAAACTGTAAAACAAAAGAAAAGAT
TGATCCTCTTCGCATCTTTTAACTGCAAAAATGGAGATGAAATCCAGCAGAAATGCTCTT
CTTTGAAACTTCTTGGATATCCAAATCTAACCCTAAAC
>CL8773Contig1
CGACCTCCGGGTTCTGCTTAATATAATGTATCTGATGGTGGAAACGATCCAACAGGAAGA
TCCGGCCGACAAGCCCGAGTGGAAGGCCATGAGGGAAACCTTCAGAGCAGAACTGGGTTC
TCCTCTGTTTAACAACGAACCCATTTCTGTCACGCTCTTTGGGATGGTCACCAAGTTCTG
CAGCGGCCACGCCCCCCACTTCCCAATGAAAAAAGTGCTACTGTTGTTGTGGAAAAGCAT
TCTGGTAAGAGTCAGAAACATCTGCTTTTTTTTATCAGAGTGGAACTATTTTATGTTGTT
GTTTTTTTTACCTCTTCTCTGCTTTAGTTCACCCTTGGAGGCTTTGAGCAGCTCCAGAGC
TTGAAGGTCCGTAGACGTCAGGAACTGGGTCTTCCTCCTCTGCCGGAGGACAGCATTCGG
GTGGTCCGCAGTATGAGGGCGGCCTCTCCTCCCGCTTCAGCGTCCGACCTCATCGAGCAG
CAGCAGAAACGGGCTCGTCGTGAACACAAGGCACTGATCAAACAAGACAACCTGGACGCT
TTCAATGAGAAGGACCCTTACAAGGCCGACGATGCTCGTGACGATGAGGACGACAACGAT
GACAACGACAACTCTTTGGAGACGGAAACGTTTCCA
>CL8774Contig1
GTAGTGCATTTTGGCGGAGGAAGTGCCACGGTGTCCTGAGACGGTCAGCGACGTCTTGTT
TACACTCACCGGCCATGCCAGGCCCCTGAAGCCCCCCGAAGCGAACGGCGCGTTACGGCT
TTATTGCTTACGTTTATTTCTTTCGTCTCAAGGGTCATTATATGAAACCTCCAATCTGGA
GCGAGGCGGCAACAACAGGAAGAAGAAGATAGAGGAATTCTCTAGGTCTTCTCGGGAGAA
ACTTGTACAGTCGAAGAACAAGATGTTTTCCAAATTTACCTCCATTCTCCAGCACGCGGT
GGAAGCGCTGGCGCCGTCGCTGCCCCTGCAGGAGGACTTTGTCTATCACTGGAAGGCCAT
CACGCACTATTACATCGAGACTTCAGACGACAAAGGCTCCCGTCACAGACACCAACATCC
CCTCCCACCTGGAACAGATGCTGGACATCCTGACTCAGGAGGAAGCAGAACGGGAGTCGG
GGGAGACGGGCCCCTGCATGGAGTACCTCCTGCACCACAAGATCCTGGAGACGCTCTACA
CTTTGGGCAAGGCAGATTGTCCTCCAGGAATGAAGCAACAAGTTCTGACCTTCTACACCA
AACTGCTGGCCCATATCCGTCAGCCGCTGCTGCCTCACATCAACGTCCACAGACCTGTGC
AGAAACTGATCCGACTGTGTGGGGAGGTTCTGGCAGCGCCCACAGAGAACGAGGAGATCC
AGTTCCTTTGTATCGTCTGTGCCAAACTGAAGCAGGACCCGTACCTCGTCAACTTCTTCC
TAGAGAACAAGTCAAAGAGGCTGGAGAACCAAAGCTTGGCGGGGACGGACGGCGGGAAGG
AGAGCGCCTTGGCTCCAGACACGGGCCAGTCTCCTGCAGACGAGCATGCAGAGGAGGCGC
AGGCGGCAGCCGCTGGTCCAGCCAGCAGCACTAACAACTACAACCTGGTCACATCGCTGC
TCAACCTCACCAAAAGTCCCGATGGCAGGATCGTGGTGAAGGCCTGCGAGGGTTTGATGC
TGCTGGTTAGTTTACCAGAACCGGCTGCTGCCAAGTGTTTGACGGAAAACACGGAACTCT
GCCATCTCCTGACCGAC
>CL8775Contig1
CATTCCACAGNATAGTAACGGACGGACCCTCAGTCTGTCCACAGCGTGCAGTACGATGGG
TCACGAGTCTGGCAGTACACGCTGACAACTTTGGGAATTGGTCTCTACATTTTTATCAGT
GAAGGACACCAGTCTAATCTGTGTTGTCACTAAAGCCATAGCGACAATGCCAGAGGAGAA



AGTTTTTCAGCAGCAGGCCGTCCACGGCCTTCCAGAGCAGCAGAAGCAGAAGCTGAAGCA
GGGAGGAGGAGGAGGAGGAGGACCCATCCCCTGTCAGAACTGCAGGAAGCCCTGCAAAGG
GGAGGCTCTGCGCGTCCAGAACAAGCACTTCCACATAAAGTGTTTTGTCTGCAAAGTGTG
CGGCGGCGAGCTGGCTCAGGGGGGCTTCTTTGTGCGGCAGGGTGAATACATCTGCACTCT
GGACTACCAGCGGCTGTACGGGACCCGCTGCTTCGGCTGCCAAGACTTCATCGAGGGCGA
GGTGGTGTCGGCGCTCGGGAAGACCTACCACCCCCGCTGCTTCGTCTGCTCCTCCTGCAG
AC
>CL8776Contig1
GTGTCAGTTCAGCAGCAAAAAGGCACACAGCAGGTCTGGACCATGTCGCTGCTCGGTTCG
GTTCTGCTCTTCGTTCTGGTCGGTTCGTCTGTTTCTGTGACTGCAGTTGGTCTGACTGTG
AGTCCCAGCAGATCTCAGTTCTTCAGAGGAGAATCAGTGACTCTGAAGTGTGAGGACCAC
AGCTCTGCAGGATGGACTCTGAGGAGGAACACCAGCAGAGGAACCAGGACTCTGTGTGAA
TCTGAGTGGGGATCAGCAGATGGTTTGTCCTGCAGGATCAGCCACATGTTGGAAGAGGAC
AGTGGCCTGTACTGGTGTGAGTCCAGAGGGGGAGGAGCCTCCAGCATCAGCGTGAACATC
AGTGTCTCTGGTGGATCAGTGATCCTGCACAGTCCTGTCCTCCCTGTGATGGAGGGTCAT
GACCTCACTCTGAGCTGTCAATCACAGACCCCTCCCTTCAACCTCTCAGCTGCTTTCTAT
AAAGATGGCTCCCTCATCAGGACTGAGCCTACAGGTCACATGACCCTCCAGCATGTTTCC
AGGTCTGATGAAGGTCTCTACAAGTGTCACATCAGCGCTCATGGAGAGTCTCCATCCAGC
TGGATCTCTGTCTCAGAGAAACCCAGGACCACAGAAGCCCCGCCCACTACAGATGTCCCG
CCCACCACAGAAACCCCACCCACCATAGAAGCCCCGCCCCCTGCATTATTCAGAGTCCTG
CTCCACCTGCTGGTGATCAGTCCGTTCTTCATCTCCACTCTCCTTCTGGTGTCTTTATGT
CCACAAAGAGCCTCAGGAAGTGACCCGTCTGTCTCCATGGTGATGACCCAGCACTCACAT
GCTGAGCAGGGATTGGCTGATGACCATGATGACATCATCACATCTGGAACCACAGAGCAT
CAGTTCTGAACAGAGAGTCTCTTTGTGTTTTAGAAACTTTAAATATTTAAATTTTCTCTT
TTTTATTTTAGTCATTTTCTTAAATTTGTTTAAAATGTCTAAACGTTTTTGTTTGATTTG
AAATCGTGTGTTTGTGTGTTGAATACAATTAATCTAAATTTCAAAGTAAATTCTTCAATT
AGTAATATTGAAATGATTACTGTACATGTATTACAGTATTATTAACTACCGTCAAAAAAA
AAAAAANAAAAAAAAAAAGGGAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL8777Contig1
CCAGTAAACAAAACAGAACAGCTGATCTTAGGCTAAAGCTTCTACCAGAGAATTCTAAAC
AAAATCAGTTTTAAATCTGTTTGTTCACCCATGGCAGTACAGTGTTCCCTCGTTTATCGC
CAAAGTTGCGTTCTAAAAATAACCCACAATTGGTGAAATCTGCACTGTAAACAATTAAAG
TTGTTTTAAGGCTGTAAAGCTGCTCGCTACACACTTTATCCTCCTCCATCACACAGACAT
GAACATTTTCTCTCCCGTTGAGACTCTCAAAGTTTAAACCTTCATAGAAAAATAAGTCCA
GTATTATAGAATAAAAACAAAGATCTGATCGCGAGGAGGAAGTTGATTGACAGTATCCAC
AGCCAATCAGAACACAGCACAAGTTAAAAAACAAAGCATGAAAGGTTGCTCTGAAGAATT
CTGCAAAACGGCGAGACCGTGAAAGATGAACCGCCATGTAGCGAGGGAACACTGTAAGAC
CATTTCATCCTCCGTCTAAAGGCGTTGTGTTGAGCTTGAAGGCTGACTCATTTTGATTCC
TGATCCTTCCAAAGCCATAAAGTGTTTCAGGACAGCAGTCCAGATTGAAGCTGTGAATCC
ACCGGATGGTTGTTCTTCTGAGTTTCTTAGTCACAGCAGGTCATTGTTTAGCCGTTCAGT
TTGCTTCCAGCTTCACGCTGTTCAGATGACAGCTCTGCGTTTATTTATACGCTTTCAATT
TATGGAGAAATTAGTATTGGGTTTAAAAATGAAAATACTATTTAGTGTGCAGTTTTAGGG
GGCTGTTGCTGAAGTTCTGCTTGATTCCGTCCTTTGTCTGAAGCACGTGTCTGTGGTTTC
TTTGTTTCTTAACCGTAGCATCAAATTCCTCTCTTTAAGTCAGACAGTTATTGAGCCGTG
GAGCTTTTCTTAGTCGTACTAACCACAAAAGCAAAACTTTTCTGAAAGAAAACCAGGAGG
AAATCAGAAATATGAAGCTAAATTGANAAAGAATAAGAATGTGTAACNAAAAAACAGAAT
AAAG
>CL8778Contig1
CAGAGACCTGAAGGATAAGCTCCTGGAAACCAAACTGTCACANGCGAACCTGTTCCTGAA
AGAAGCCNATGANAANCNCAAGCTGGANAAGCATATGCTGCTCAAACAGGCANAAGAATA
CAAGCTGCAGCTGAAGGCTTTGAAAGCTCAAGAGAGCGAAATGAGGAANCAGCTCGACAT
GTACTCCAGGAAGTTTGACGAGTTCCAGGGCACGGTGTCCAAGAGCACCAGCGTCTACAG
CGGCTTCAAACAAGACATGGACAGAATGGCAAAGAAAATGAAGAAGCTGGAGAAAGAATG
CCAGTCGTGGAAAAGTCGCTTCGATGGTTGCAACAAAAGCCTGGTTGACATGGTGGCAGA
TAAAGCGATTAAGGAAAAGGAGTTTGAACTTCTCACCATCAAGAATCAGAAGCTGGAGAA
CCTCTGCCGGGCTTTGCAGGGGGAAAGGAAGAGCCTCTTTGAGAAGGTCCAGGGAGGACA
AGGAGACACGACTGCCACNGAGCAGGAGGACGGCCCAAAAGTGGAGCCCCCAGTCCAGGA
GGCCGCCACCCCTCCCTGTCCCAAAGCATCGGCGCTCACGACTGCGCTGACAGAGAAACT
GGATCAACTGAAGGCGGAACAGAGCCTCCTGAAGGAGATCGCCTGCTCCTTCCAGATTTC
CCATGTTGCCTCTCCTGAGGAAGGCGCTGGCCAATCACAGGAACTCTCTGTGGGTAACCA
GGACCCGGAGGAGGGCCTCCCGGAAGAGGGCCTACCGGAAGAGGGCCTACCGGAGGAGGG
CCTCCCGGAAAGTCCAGACCTCCAGGAGGACAAACACCAGGAACAGAAAGATCTGGAGTC
AGTGGATTAATGAGAAATCCCCAG
>CL8779Contig1



TCGGCACGAGGGTTGCTATTTACATCTCTGTTACAAACAAAAGACAACAGTTTATTGTTG
TTGTCGCAGACCTTTGTATGAATTGGACACATTTCAGTTAGCCTTCAATTAAAAAAATAA
TAAACAGGTTTTATAAAAAAAAAA
>CL8780Contig1
CGCAGACTAATATTAACAATAAATACAGCTGCAAATTTATACCAGTATAGAAAAAGGTCA
TGAATTTATGACTTATATTTCATCAGGATCAATGAAGCATTCACATTCCTGCTATAGCAA
AATATTTGACACATGAATGCTTTTCCACCAACAGGCACATTTTAAACTTAACTTTTTAAC
TATTAGATAATGTAAATCAACAATAACAGTTGATTGCACATACTTAGAAGTGTAAAGCAA
AACACTGTGCTTTCTCAGCTTGCATATAATATTGTACGCTTGATGTCCAGTCTATGAATT
GATCAGAAAAAGTGGGAATCCAGTTTCAGAGGATTTCAAATTCTTTGCCCCTCTGGAGTT
TTGGCAAAATATGCTAATTTTAATATAGCACTTGAAGCCAAATTGTTTTGAAAATGCCTT
AGCTTAGTGAATTATTGTGCATAATGGAAACAGTACAACTTGTCATTGAATGAGATGTCC
AAAAGAGCCCAAATATCCAAGTCTTTTGCACAGGTGTCAAAATAACAGATTACGGCTGAA
TCTGTCCATCATAAGATGAATTTCTGTAACCTTTAAGGAAATGAAACGTTTAAAGTTAAG
ACTGGTACTAAGGTGCTTTATTTCATCCCCAGATGAAGCAGTTTCCTGTATGGGCCTGGT
CCGCCCCAAAAGCCCCGGAGAAGGCCGTGCCAGTAGAGGTGAGGCATCACATCAGCTTTC
ATGAAATACATTAACCGTCTCTCTTTGGCTTGATTGAAGGGGAATGTTTCCAGCGGCTGG
CCGTTGTAGTCAAACTCAGCCAGAACAACCGTGTTGTAGCTTGTGACCAATGGGCAAGAT
GTGTAACCATCATATTTTTTATCTGGCTTCTCGTTTTTCATTACTTTGTTGATTGTTCTG
TTCAAAATTGCAGATTGTGCAGCAACTGCTGCCCCAGTCTTGGCTGTAGGCAGGCTGGTA
CAGTCACCAATTCCAAACACGTTTGGATACTTGTTATGTTGAAGAGTGTCTTTGTTGACG
TCCAACCAGCCGGCCTCGTCAGCCAGCGGACTGCCTTTCACCACAGAATGGGGTCCCATA
GGTGGCGTAACATGAAGCATTTCATACTCAAAGACTGTTGTTTCACCAGGTTTGTCCAGA
TTTTCAAACACAGCTTCTTGCTTGTCTGCTCGGACCTCAATCAGGTTGTTCGAAGGTTCA
CTTGTAGGTCACG
>CL8781Contig1
TTCTTGGGGTTCCTGCTGGGGTGCAATGGGATCAGAGCACTGGGACGCCGGTTGCACCCC
CAGCTGGATCCAGCATTGCCACAGCTGCGGTGCAGGTCAAAACTGTGGCTTGGATCTGAT
CCCTGGCCTGGGAATTCCATATACCTCTGGGCAGCCAAAAAAAAAA
>CL8782Contig1
CTTTCAATGTTTTTTGTTATCTTTCAAGCTTCATACTAAAAGTTTTCATAGTAAACACAA
AATACTGGTATTTACAGGTGTATTGCTTTCTGAAGAAAGGCCTATAATGTCTTACTGTAG
TGCAGAGGCCTGATTGAAGATCATAAAATGTTCAGCTGTGATTGACCAAGAATTTGGCAT
AAAGCCTCGATGCGATGTGTGGAATCATCTCTGCGCTGTCACCCCTGTTTTTTTCCTGTT
TCTATAGACATTACACAGTTAATCATGCACTGATTTTCACTTTTTCTCTTCAGGGGAAAA
GGGCCACTGAAAAACACATCTGATGTCATCAGTGCTGCCAAGAAAATCGCAGAGGCAGGA
TCAACAATGGACAAGCTGGGTCGCACCATTGCTGACAACTGTCCTGACTCTTCCTGCAAG
CAGGACCTGCTGGCCTACCTGCAGCGCATCGCTTTGTACTGCCACCAGCTCAACATCTGC
AGCAAAGTCAAAGCCGAGGTCCAGAACCTGGGNAGGGGAGCTGGTCGTTTCAGGGTTGGA
CAGCGCCATGTCCCTCATTCAGGCTGCAAAGAACCTGATGAAATGCGGTGGTGTCCACCG
TCAAGGCTTCTTACGTCGCTTCCACCAAGTACCAGAAGAGCAAAGGCATGGAGGCCCTCA
ACATGCCCGCCGTTTCCTGGAAGATGAAAGCTCCTGAGAAGAAACCTCTGGTGAAGAGGG
AGAAGGATGACGGCCAGGCCAGAGTCAAGAGATCCTCTCAAAAGAAGCAGGTCAACGTGG
TGCAGGCTCTGAGCGAGTTCAAAGCCATGGATAGCATCTAGACAAACGCACACACACCAT
TGATTCCCAAGAACACAAGTTAACGACCAATGAGTTTGGAATAGATGGAGCTTGTCATTG
TTTCATTAAGAAGACTCCTTGCCTGTCAGTCCATCTGCAGCTTATCTGTTGTATTTCCAC
ACTGCCTCATTCCTGTTGCTTGCATTCAGATTGGCCATGGCGCTCTCTTTGTAGAGGCTG
TCATTAGAGGGAATCAGCTGGGCGAGCCTTTCTTCCTCCATGTGTGTGGGGGCTTCGCCA
GAGTGGAACTAACTCTTTCCTAACTACTTTAAAAGTAACACTTTTGGGCCAAGAGCTTCA
TTCTGTTTTTCCTACTCTTTTCAGGAAATATTACCTATGCAAAATTTCAATTGCCTTTTT
TTTTTTTTT
>CL8783Contig1
TCGGCACGAGGAGTTCGTAGAGCCAAGACTGAGAGCCAGGCCTTCTCCACCAACATCAGT
GTGTGACCTCATTGGAAGAATGGTCCAATATTCCCATAAACACACTCTTCAACCTTCTAG
ACAGTCTTCCCAGAAGAGATGAAGGTGTAATAGGGGGCTAGGAATGGGGTGGCACTTCAG
TTCATGTGGGAGTAAAGGCACGTGAGCAAATACGTTTGGTAATATAGGATATATTTTTGT
ATCTTTTTTTTTTTTTTTNNCCCNAAAGGCCCAANGGCNCAAAAAAAGGCCCCCTGA
>CL8784Contig1
CACAATAATTTAACCAGCATACCTTCAAACCTTCCTCGCACCCTGAGAGACCTACGGATA
GATCACAACGCANTTGAAAAGATTTCAGCTGCTGACCTTGAGGGAATGGACAATCTAACC
ATCCTGTATCTCCATAACAACGCGGTCAGAGATCTGGGCTCTTCCTTGACGTCTTTAAAA
TCCCTTGCATTGCTTGACATCAGTGGCAACAAGCTTACAAAGGTCCCAGATGTTCTCCCT
GCATCTCTGCACCAACTCTACCTGGAGTACAACTCCATCGACTCGCTGCCTGAGGGCTTC
CTGGGTGGGTTTTCTCACCTGCAGTATATCAGGATGTCCCACAACCAGCTGTCAGATAAG



GGCATTCCCTCCAACACGTTTAATGTGAGTGGGCTGGTGGAGCTGGACTTGAGTTACAAC
AAACTGGAGCGAATCCCCTCTGTCAGCTCCACGCTACAGCATCTGTATTTGCAGGCCAAT
CAGATTAAAGAGTTCACCCTGGGTAGTTTCTGCAGCATCGTAAACGTGGTGAATTTCTCC
AAACTGCAAACGCTTCGGCTGGACGGAAATGAGATCAGTCTTCAGGACATTCCTGTGGAG
ACCGCCGTCTGTCTGCGCCAGGCGTTCAGCATCCAGATCTAACACACAAGTATTGTTATC
AAAGTCAACAGCATTGAGAAGTGCCGCAGAGGGGTGGTCACTGCAGGTGAAAGTGGTTTG
TTTTATAGCATTTGACATGCAACAAAAACATCCTTGTAAGACATTTTTGGAAGTACATGT
AAAAACAAATCTGTGTTCAGAAAACAGCAGATAAGCTTAGTTAGCTGTGAGCCAAAAAGC
ATTACTGTGACCCTGATCCAACAATTTCCCCTTAGGATCAAAAACAACTGTAATCAATGT
TTCCCTTATATTAAAACCCTTTTATTTCTTTCTCTTATCCTAAAAAAAAGGCTTTTTATA
ACATGATGGAGAAAATTAACTACTCAAACAGAAAACTATATTGTCCAAACGCTGCATGGA
AACTGCAGCTGGATGCTTTATTTTATGATTATGAGAAAAATGCTGTAACTTCTTTCCTTT
TTTTTAATTATCTTTTCTGTCATTTATTACCAAAAGGAAAATGTTACATTCCTGTGAGAA
AATCATGATTGTACTGAGAAACAATTGTACTGAAATGTTTATGATTTATGAATCATATTT
TTGACTCAGATTTTTACATGAATCTGTTGTGTGTTTATGATAAAATCAA
>CL8785Contig1
CTTCGTTTTAACAGCTTGTGATGTGCTCCTTTTTGAGCACGAAGATGGGAAATGGGNCNA
ATATTTAGAGAAAGAGACTTATGACNTTTTGCAGAAANCTTNACAGAAAAAAAAACGAGG
TGCTCCTCCCCCCTCCNGTCTGTAAAAGATAAAAAAAACACCCAAAAAAGCTGATTTATT
GAAGAAACGATAAAGAAGAGTTCAGAAAGTTATGTTCTGTTTTCTTCCTTTACCCGGAAA
CTATGGAAGACCTTTCAAAATAAAGTGTCATCAGCTCTGAAGAAACCAGAATCAACCGTC
TGGTCCCAAAACAGCTGATGACAC
>CL8786Contig1
ACCTTCCCTTTATATGGCATGTGACTCAGAAATTACTTATAATTTAAAATCTGACATTGT
CTATAGTAGGTTGTTTCTTAGGCAGCCCTAAAAATGAACCCCTGTATCATTTTTAAACAG
TAGGATTATCTTTCAGACATTCCAGTTCACGGTTAGTGACTTTCAAGTTCTTCACTTTTA
TGTTTTCCCCTTTCTTTTAGTCTGTTCCTAAAAACATTTTTTTAAAACTTTAATAATCTC
CATCAAACTTTGTGCCAACTATTAAAAGCTATTTAAAAGCTAAAAAATTATCAAAACGAT
ATTTTACACAGGATGCTCTTCCTGTACATATTTTATCCTGGCTGGGAGACCCAGACCCTA
GATCACCTTGTGGCAACATAAATAGGCAGTAGTGTGAAGGGTATTGCCTAAGGACCCACA
CCAGATTAAGCTCATCAAAGCCCCTAGGAAATGAACCCTAGCTTTCCATGTGACAGTCCT
ACACACAACCAACTGACATAGCACAAATATATGGTACTTACTTATATTGCTATCTGGTAC
TAAGTGAAGTCCAACTGCATCAAATCATGTCTAAAATGTATGTTGTAGGAGTACTGTTGT
TAACTACGTCAGAAAAGGATTTTAGATTTTTATACATATTACCTTAAAAAACAAAGGTGG
TAGCATTTATCTTACCTTCTGCTCAAAAGTGTAGAAAATAAACAAAACCAATCTTATTTT
GGTTGATGAAGACAAAAAAAACTTACATGAGTAATCTTAAAAATAAAATTATGATATTTA
AATTAGTTCTCAGAGATGACAATATGTATTTTTTTTAATCCAAAATTACTAATTATTTGT
ACTGGGACTAATTTAGGTAAAGAACAAAATGGTTGAATTAA
>CL8787Contig1
AATACCTTTTTATTGAGAATGTATGATGACAAAGACAAAAGTGAACTATGTAGATTANAT
AAACACTTCAACGATCATGTTAAGACAGATTCAGCTCCTTTTTTTTAAGCCATCTTCAGC
TACAAACCTAATATGTAATTGTCAAGTACAAAGGTCTGGTGGGATTTTCCCACAGCAATC
TGACAAACAATATTTCCTTACACAGAGACAACNTCTAGACCTGTACATTATTTCTGCTGA
TGATGGCTCTTCGTCTCTGCCAAACACATTTTCTGATTCAGAATTGGGCACTTTACACNA
AGCTAAGTTGACGTAAACCCTCTTGCTGTTCTGTTAAAGTCTTTTGGTTCCTCATCTTTA
CTTTTCCTCCCAATCAAACCCATTTCAAACACTGTTGATATTTTTGTCACAGGCCGTGAT
GCTGCCTGCCTTCAGCTTTTCAGCATCAAGACTTGGGACTAAAAAGCAACACAGGCAGTC
GGTATGCAAACGAAGGTATCTCTTTCAGCTCATTGTTTTCTTCCTCGNTTTTGTCCTCCN
CACTTTGGTTCANCTCAATCTGGGTGCATGATGTTCTCTTTGGAAGAGAACATTTGGAAG
AGGACAGCGTCNCCACATTTTTGNTGCCATCTCCCTTANGTTGGTTCTCA
>CL8788Contig1
ATTCGTCTTCTTTTATTTGTTATTGTGTTTGTAACAACAGCAAACGTGTGCAGATGGAAA
ACGTTTGGTGCTGACACACGCATAGACCTCTAGCTGTCATATGACTGTAGGAGAAATGCC
CCCAGGAGGGCAGAAAGCTGCACTTGTCCCATGGTAATATTTTCTGAAAGCTGCTTTTCC
TTAAATGTCCGATAGGTATGACAATGGATGCAATTACCAAGAACTTTGCTTCTATTTAAA
TATGCCCCCCCCTCCCACACACAAAGGCGAAAAAAAGCACTGTGTGAGCCACCACTATTA
TGCCATCCAGTTTTTGCATGGTGACCTGTCCAGGTTATAGCCCGCCTTTGCCCAACAGTA
GCAAGGGTATAGGCTCCAGCAGCCCTGTAACCCGGAAAGGAATTTAACGGGTTCAGAAAA
TGAACTACCGAAGGCCTCATGCCGTCACGTCTTCCGTTTAGCTACAAAAAGCACATCCAG
ACGCATAAATCACAGATACAAGTGGAAAGCTGGGGGTCAGACATGTTCTGCAGACTTCTG
TGCACAGAGATTCCGCTGCAACAAGTGCAGCCAGCAGGTGGTCTTCACTTTTAAAACGCC
AGACGCCCCAAATCATTGCTGCAGCGATGCAACAAAAGCAGACA
>CL8789Contig1
GGGTGTGTGNGNGGGNGTATGTGTGTGTGTGTCCCAAATATCCAGATGCATGGAAACAGG



AAGAGCGGGCTGGCTCTCACCTCCGCNTGCGTCGTGACTAAAGAAGGAAAACGCCGCATG
ACGGGTCTGCTGTGCTGGAAAAGGCTGCAGGTGTGCCGTTTATTTGAGCGGAGGTCAGGC
TCAGCTGGGGGCGGGGCTGCATGAATGTCACTGCTGCTTTGACTAGAGTGACCATCAGTA
ATGACTCACAGTTCAGCGGCGCACACTTGGAAAGCACCAAGTGACTTGAATCGCCAAGAA
GATGTCATGAGCATCTGAAAACACAACAGCAGAGGGAACTCCAGAGCAGAGAGCTGCAGC
TCCTGCGGCCTCAAAGGCTCTTCACTCCAAAACTAGAAAACGTGAGCGGACAGACTCTAC
CGCTCCTCGCAGCAGCAGACGTGTCCGTTTTGAAGAACAGGCTGACGGGAACACCCGAAC
CGTTTGGGAGGAGGGGCCAGGAGAGCAGGACACCTTCACTCGCATCTGTAAAGCCTTCAT
GTCTGCAGCAGAAACAAACGCGTTTCGTCTGTTACAGGAAACTGAACCTTTAAGATTAGG
ACTTGAGGTGAAAATAAATCCCACAAGGACGCAGGTTTTTGTTGCTATGAGGCTTGGGCA
GAGAATCTTCATCCTGGCAGCGGTGCTGCTCCTCCAGCTGTTCGCTGATCTGTTCATGGC
GATGCAAATAAAAGATTGATAAAAAGAAAAGCAGCACCTTCCGTCTCCCAGACTCAGACT
CTTAAAATCATTTTGCTGTGTGGGTTCCTCAAGGGGCAGGGGGGCAGTGTGAGTGTCTGG
AATATGAAGGAGTTATG
>CL8790Contig1
CTGGCTCTGAGCAAGAACATAGAAAAGCTGGAGGCTGAGCTCAGTCTGTGGAAGCTGAAG
CACGAGGAACTCAGCAAGAGCAAGCAGGAGGTCCTGAAACAGCTGAACCTGCTGAAGGAA
ATCCATCAGGACGAGCTGGGCCGCATGTCTGAGGATCTGGAGGACGAGCTGGGGGCTCGG
AGCAGCATGGACAAGAAGCTGGCGGAGCTGCGAGCAGAGATGGAGCGGTTGCAGGTGGAA
AACGCGGCGGAGTGGGGCCGCCGTGAGCGTTTGGAGACGGAGAAGCTGGCTCTGGAGCGG
GACAACAAGAAGCTGAGGGCTCAGGTGGAGGACCTGGAGGAGCAGCTGACCAAGAAGCGG
CGGCAGGCCGCCTCCGCCCTCGACTCCGACCTGAAGGCCATCCAGAGCGAGCTGTTTGAG
AAGAACAAGGAACTCGCGGATCTCCGTCATGTCCACACGAAGCTGAAGAAGCAGTTCCAG
GAGAAGACCACCGAGCTGGCCCACGCCAACCGGCGGGTGGAGAGCCATGACGCCGAGGTG
AAGAAGCTTCGTCTGCGGGTGGAGGAGCTGAAAAAGGAGCTGGGACAGGCGGAGGACGAG
CTGGACGAGTCCCACAACCAGACCAGGAAGCTGCAGAGGTCTCTGGACGAGCAGGTGGAG
CAGGCGGAGAACCTGCAGGTCCAGCTGGAACACCTCCAGTCCAGGCTGCGGCGGCAGCAG
CCCAGCCCCGCCCTCTTTGGGAAGATGAGATCCGCTCGCTTCAGTCCAGAAAACCCAGCG
GGGCAAGGCAGCGATGAGGAGGAGGAGGAGCTACAGACGGCGTGAACTCTGACCCTTCTC
CTGGAGGAGCTCTGCGGTGGGGTCAGAGGAACAGCCTCACCGCACAAACACTGCCACCTC
CTGTGGGGGAGGGGCCGCGCCTCCGTCCTCTCCACCAGAATCCGTCTTTTGTTCACCAGA
ACAAAATCCAGTTCAGGGACCAACAGACTTTTCAGTTTTTGTTCATCACCCGCTGAGCGA
GAGCAAAGAGGCTGAATGCTGAGCCGGCGTGTGACCGGCTAAGGTGCACTTAGCTAAATG
CTACATTAGCTACAAAAAAGCGTCATAAACGATGAGTTTTCTGTTTTGTTTCTTTATTTC
AATGGTGTTGAAATCAAACAGACGCCTTTGATTTTCTGTTCAAACATTTGTGAACATAAA
CCGTTGTTATAGCAATAAATAGTCTGTTTTTCATCATCACTGTCGCTTAGCAACAAGCTT
CACCAATGCTGGAACGGGACCAAGACCTTTGTACCGACGGAGTCTGGAGTATGACCGTAT
TTATGTGGCTGTGGACTGTTTTTGTACCACGTGAAGAAC
>CL8791Contig1
TTCGGCACGAGGGTCAGAACCGCTGCCTTTTAGAATGACTCAGCTTTTTTTTTTGGTTGT
AGTTTTGTTTCCATGTGAAAAATGAAAAATGGNGCTCCAAATTGTTTTATGTAGTCCAAT
CTTTTTAAAAAATTATCTTTTAGCGTCAGATCCGAGGCTCCTGGGAAAAACAAGGTACAA
AAACAATCTTCAAAAATCAATTTTAATCCACAGATGTTTAACCCCGTTTTGCTGGAGCTT
CATTCCATCTTTTTTTTTTTTTTNAAAAANCC
>CL8792Contig1
TTAAAAAAAAAAAGGAGAGGAATTTGTATCAGAAAGAAGCGGACATTCATGGTGTGTAAT
GTCGCCCTTTTGTGGCAGCACAGGTACAAGCACGCTTCCCACCGACTCAAAGTTCGCTTT
TTTTTCTCCTTTTTTTAAT
>CL8793Contig1
GATGTTTTTGAAGTGTAGATGTCTTAAGGCCACTAGGATCTGTGTGACCAGGAATTTGGT
GATTCGTTCCGGTAGTTTGCTCTTCTCACTGGACAGGATCATCTCCAGCATGTCGCCGTG
CAGCTTCTCCATGACGACAAACACCCGCTCCGGCGTTTCAAACATACACTCCAGGTTCAC
GATACCTGGATGATGGAGATTCTGTAAAATGGCGACCTCATTCCTTAGCTGGCTTTCCTG
CTTGGTAGGAAATCTCATCTTGTCTATGACCTTGATCGCCACATCTCTACCACTTTTTCT
GTGTTTACCTCCATATACAATCCCAAACTGGCCTGATCCAAGCACTTCATCAGAGAAGAT
TTGATAGACTGATGCAATATCCACGTTCTCTTGGATCTGGCAGTTGGACACAGATATGCT
GATAGACAGCTCCTTGTGATCTTTGCCTTGACCAGCAGCAGTGGCCAGACTTGGCTGTGG
GGTGACAGGCATTAAAGCCTGTCTGATGGCCTTCTCCCAGCCTTGGGCCACCTCCATGCC
AACTCCAGTAGCAGCCAAAGCGGGGCTGTAGTAGTGACTGCCATTGTTCTCTCCTACGTA
GTACACCATGGTGGCTGTGATGATCTCAAAGCAGTGAGGGTTGCCGCCAGGAGCCAGGTA
AGTGTAGTCTCTGAACGGTTCTAACTGAAGGATCTCAGACAGAGGGATCTCAACTCCAAA
AGTCTCCCCAGTCNACTCCCTCGTGCCGAATTCCT
>CL8794Contig1
TTATTGAGCTGTGTCAGAGGTTCCCAGGCTTTATCTTCCCGGCTTTAGGGGTCCATCCTG



TTCAGGCAGTTTCTGCACAGCAGCAGAGAGGAGCTTCTATGCAGGATCTTGCTGCTGCGC
TGCCCGTCATTGAGAACTACAAAGACCAGCTTGTTGCTATAGGAGAGGTGGGCTTGGATT
TCACTCCCAGATTTGTCAGCGGTGAGAGCGATAAGGACGTTCAGAGGAAGGTCCTCGTTC
AACAAGCTCAGCTGGCCAAGCGGCTGGATCTCCCTCTAAATGTTCACTCAAGATCTGCAG
GAAGACCCACCATCCAGCTGCTGAAGGAGGAAGGTGTGCGGCCCTGTGGTAGAGTGTCCA
CCCTGTGACCGGAGGGTCAGCAGGTCGTTCGCCTTTCATGACATCTGACGTTTAAAACTG
CAGTTTCCTGTTCTGCCACTAGGGGTGGAAAAAGCGCTTCTTCACGCTTTCGATGGCAGA
CCTTCTGTGGCTATGGAGGGCGTGAAGGCCGGGTTTTTCTTCTCCATCCCTCCGTCCATC
GTACGGAGTGAGCAGCAGAAACTGGTGAAACAGCTGCCGCTTGAAAACATCTGCCTGGAA
ACGGATTCTCCGGCTCTCGGTCCAGAAAAGCAGGTCAGAAACGAGCCCAGAAACATCAGA
ATCTCTGCCGAGTATGTCAGTAAAGTCAAAGGCGTGTCGCTGCAGAAGGTCATGGAGGTC
ACTACTCAAAACGCGCTGCGGCTCTTCCCCAAGATGAAGCCCGCCCTCGTACGCTGACCT
CCCGTGTTTTTGATCTGTTCTCATTAAAAACACCAGATTGGTGCTGATTGAACTCAAACA
GGAAGTGAGTGTTTTCATGTGACGGCTTCTGTAAAGATCAGATGTGAGTCCTGAAGACGA
TCGTTAGAACACAGGAATCCACATACATGACTGGAGCTGCTCTCACACCGGACACGACTT
TGTACGTCTGGCGCCGCTCTTTTGACGTCCCTCAAACGCCTGTCCAAATATGTACTTGAC
ACCCCAGACGCCTGTGGGAGGAGCTACCACCAGATGCTTTGGTGTTATGTTGTTTTTTAA
AAGTTGTTAGGACCCTGTAAGAATGCTGTAAAAGAATCAATAAA
>CL8795Contig1
CCTGGCCCGTTTAAAAACNAAAACCAACNAAAAAAAAAAGCGGACAAATATACATCTATA
TCTTATGAAAGCACAGCTTTGTAAGAGGCAGCCGTCTTTGTTCGAGTCTTCAGGAGAAGA
GAAGACCAGATTTCCCTCACAGAGTCCACTGAGGCGACAAA
>CL8796Contig1
GCCGCTGCAGCCGCCGCCGCTGCTCAGGCCCAAGGGCAGGGACAACCCCCCGGTCCCGGA
CATCACCACGGGCCCCAGGGTCCTGGACCCCATTCTGGACCCCCTCCACCAGGCATGCAC
CCTGGAGGGCCTCCACCCCACCACGGAGCGCCTCCACCTCACCACGGAGCACCTCCACCC
CATCTTGGAGGTCCTCCTGCTGCTGCAGCAATGCACCCTGGTTACCCGCCCATGGCTCAC
CACCCCATGGCCCCCCACCACCCTGGACCGACGGGACCGATGGGACCAGGTCAGCCAATG
CCTGGGCGTATGATGTCCGGGCCACCGTCTGCCGGACCCCCTCCTGGGGGAATGCCTCCC
ATGATGCCTCCCCGTCACCCGGGAGCTCCCAACGGCATGTATCCCGGCCCCCCTCCAGCG
CAGCCCGAGGCCATCCCTCCAGCCCCCGTGGGACCCCCGGCCCCTCAGAGTGGACGAGTG
GCTGACAACTGAGGGCCTCACACAAAAAGCACACACGCTTAAGACGAAACTGTTTCTAAA
TATCAGCCTGTGTTTGATGACTTTTGCTACTGACACAACATTTTTCCCTCCTTACCCAAA
ACCGCATTTTCAAAGGACAGACACATACTCGGGGTGGAGCGACGAACTTTCCAGTCACAC
GTGCAGATTTCCTGTCAGGCTCAGCTGCAAGGTTTGTTTGGTAATGGACAGTTAAAGGAC
CCTGTGTACAGGAGGCAACGAAGGTGATAAATAGTCTACCTTCATTTTTGTTTCACCACT
AGGGGGAGCTTGTGAGACTCGAGGGCCAATCAAACCTTTAGTAAAATCAGGCTTTGTCAT
GCATTTTCATTTCAATATGATGGGTTCCCCTCGCATTTATTATCTCTAAGGGATGCATTT
TTGTGTTAATGTATTTTTAAGGAGAGGTTTTGTTTAGATGGAAGTTTTCTCTGTTCTTTG
TAGCATTTGTTTGCTTTTATTTTATAGGCGGTCA
>CL8797Contig1
CCTACTGGACGAAGTGCGGAGTACTGGGCACACATGTGTCGCTGGGAGCATGGACCGAAC
CACATGCTAACACAGATAGGCCAAAACCTGGGAGTGCACTGGGGCAGGGATCGCCCTCCA
ACCTATCATGTACAGGCCTGGTATGATGAAGTGAGACATTACAGCTATCCATACTCCCAG
GAATGTAACCCACACTGCCCGCTCAGATGCTCGGGACTCGTCTGCACTCATTACACTCAG
TTGGTGTGGGCAACCAGCAACCGCATCGGCTGTGCCATCAATGTGTGCTACAACATGAAC
GTGTGGGGAATGATCTGGGCTAAAGCTGTCTACCTGGTCTGCAACTACTCTCCTCCGGGT
AACTGGTGGGGCCATGCTCCTTATAAATATGGAACTCCCTGCTCTGCCTGTCCAGCTAGT
TATGCTGGTGGCTGTAGGGACAATCTATGTTATAAAGATGGGGGGGTAAACAGGCGCCCA
CCTCCTGAAATTGAGAAGACAAACTTGATTGAACCTGAGCAAGAGCCGGTAAGGGACAGA
GAACCTCAGCCAACACCCGATCCATCACCTAATGACAATGCTGAGAGAGACTGGACCGTC
AGCACAGAGCAAATGTCCCAACAGGTTGAGTGTGAGACTAAGCTGAGGGACCAGTGCAAG
GGCACGACCTGCAACAGATACGAGTGTCCACCTGGTTGCCTCGAGAAGCCTGGAAAAGTG
GTTGGAACCGTCTACTATGACATGCAATCCAGTGTGTGTGGAGCTGCACTACACTCTGGA
GTCATTGACAATGATGGCGGATGGCTGGACGTGACGCGACTTGGCAGAAAGCAACATTTT
ACCAAATCATACAAGAATGGGATCCAATCCATTGGGAAAAACAGAAGTGCAAACTCTTTC
AAAGTAGACCCAGTACCTGTAAAGGCTGTTACGTGTGATATGAACGTGGCAGTTTACTGT
CCTTTCAAGAAACCTGTTCGCCACTGTCCCAGGTTGTATTGTCCAAGGAACTGCCTGCAT
AGCAGTCAAGCTCAAGTCATTGGAACAAAGTCTTACTCAGATAAATCTAGTATTTGTAGG
GCGGCCATTCATGCAGGAGTGATCCAGAATGAGTCAGGAGGGTATCTGGACGTGATGCCA
GTGGACAAGAGGCAACATTACACTGGCTCCTATAGAAATGGCATCACATCTGCAAGTTTA
ATAAACCCCATCGGAGGAAAAGCCTTTAGAGTTTTTGCAGTCATTTAAAAAATAAATTCT
TTTGATCCACTTTCTTAACCCGCTGAATCCCGTCATGGGTTTGCCGGAGCTTGTCCGGCT
ACTGTTGTGCGAAGGCGGGGC



>CL8798Contig1
TTTCCAACACGAAACCATGACTAGTACATGTATTTTGATCCAACAGATAATGTTGGAGAG
AAGCTTGAGGTTTAGTCAAATCCCTGCCAGTCACTGTGCTCAGAGTCGTACTCCAGCTCC
ACGCCAATGCAGCGCACTCCTTCCAGCAACATCGGCGTGCCATGATGACGATCCATGACT
CTGGCATGAACTTTGACTCTGACACAGACGTCATCATTGGTCTCGCTTAGCAGCAGCACC
TCCTCACACAGAACTCCCTCCTGCAGGGCCATGTACTCGCATGCAACCTTTAGGCCTCCC
TCTGGAGCAGGTAGGATGTTGGTGATCCGCAGATGAGGACTTGGCACTGGTGCTGGGCAC
ACGTTTTTACCCAGACCTGGCACCTCTGGTAGGGTGAAGACAATCTCATAGCGATGCTGG
GTCTTCAAGAAGCCAACCTTCACCATGAAGTTGCCATCATCCTCCTGAGTCACCATGACC
ACCGAGTCATGCAGTTTCTCATCAAAATGAACATGTGATGGGACTCCAGTAGAAGGAGGT
TCCTCTGAGAAGTGGACACCTCCTGCCTTTGAACACATCTTCTTAGCAGTTGCCATGTTA
GATCAGTCCAGAACCGACACTCTTGAGCCCCACTGTCACACTCCAGTCATCTCAGTGGAC
GGACCACAATACAACCCTTTAATTTCCGCCTTTCTTTGTTTTTTTCGCTCAGGTAAGTAA
ACCTCCAAACAAGCGGAGACGCTAGTATTGTTCGAGAAGTTGAGGAGCAGACTGCAAAGA
CTCCGCTCAAAATCTCCGCTCACTATCCCCGGCCATAAGGCCCGGG
>CL8799Contig1
TTTTTTTTTTCAGGTGCACCCATGGCATATGAAAGTTCCCGGGCCAGGGATCGAGTCCGA
GCCACAGCTGCGACCTTGGCCACAGCTGCAGCAACCCAGGGTCCTTAACCCACTGCACCA
GGCCAGGGATCAAACCAGCACTGCCAGAGAGACAAGCTGGCTTATTAATCCACTGTACCA
CAGTGGGAACTCCTGTTTAATAAT
>CL8800Contig1
ATACCTTANCAATGCAATTCAAACACATTGGAAGACACATACATCTGTCGTGGAGGCTGC
AGAGCGGCATACACATGGAAATATCACGGTTTTTTTANATAAACATGGGGGGAAAGNCAT
TCCAAAAGGGGGCTCTCTTATGGAACAGGACATCCTGAAACTGCCAAGAAAAACATTCCC
AATGCCAGCGAGCCACTCCNNTGTTTTCCAGTAATTTTCCTTCNATAATCGAAAAACAAA
AAAAAAAAAAAACCCC
>CL8801Contig1
GGCACGAGGCTCGAGTATTGCTGCTTTAAGAATGAAGGCCAAGGAGCACATCCNGTCCAT
GGACAAAACATGGCAACCCATGTGAGCAGGGAGAGGAAAGGAGGATTGGAAACTGTGAAA
TTGGACATTTTTTCTATTAACTAATTCTATTTTTTCCTGAAGTACATCAAATGAATCCTG
CTTGTTTTGTTTTAGGATGCCAAGCAGCAGAAACCTCCTCTTCCTTCCTAGAACACCAGC
ACCAATGCTGTTCCAAATAACCCTGATTAAGCTGACATATTTGCATTTCCATCAGCATAA
AACGCTTTTGTCATATCANAAGTATTCTTTTCACTAACTTTTCTGCTAAAATCTGACCAT
TTTCGTAAAAGAAGGTCAGTTTCCGTTTGGTCTAGAATTGTTCCTGTTCACTAAGCTGCA
GGAACGGAGGATGTTGGCACTTTATGAACCACCAGGTTGGAGGAAATACCAAAAATGAAA
AGGATCTTTAATCTGAAGGAAAACAGCAAAACTGTGGGAGTGATGAACGCCGGCTGTCGC
TGGAGGGACGGCTGGCTGTGAGGACGTCACCCCACATCGTCCCGTCTTTGTTTGGGACAA
TTGATCTTTGTTTGAGGGNGGAGGGGCACAAACGCTGTAGGCTCAGACAGAAGCCTTTTT
TTCACATNAGAGTTTAAACAGGACCCTTATTTTGAAATGTCATTTCAGAATTTATGTTAT
TTAATGTTTTTGTACCTTTGAAAAAAAAAATCACTTTGACATGATAACCAACAAAGAAAC
AGGCTGGTTGATTTGAAAGATGCTCATAAAAGGAAAGTCGTGTCGTAGCTGCCGCCTGAT
AAGTCGATTTTTTAATGTTTTCTTTTTAGACAACAGACTTTTATCTTTCTTAATTAGGAT
TTAAAGAAGAACTATGGACCAAAAACAAACCAAAGGTTAGAGAACGTTGCACAGGAGCAG
TTTTAGATGTTTTTTGGGTTGGAAATTTACAAGATGTTGTCATATGTGTCTTAGTTTTAT
GTGTTTTGTGAGTTTTCATTTATCAAGTTCGGAAATACCAGAGAAAATA
>CL8802Contig1
TAAACGACGGCCAGTGCCAAGCTTGCATGCCTGCAGGTCGAGTTTTTTTTTTTTTAGCCC
CTTAGGGGTTTTCCTATTTCACCTCAGAGGAATCAGAGTCGTGAGCATCGCCTTCATCTC
GTTGGTTCTCATGTGAGTGATTATTTTTCAGAGTTGCAGATTTGTTGCAGTTTGGTAAAC
CTCATCGCTGCTCCCCAAAGAGGTTGT
>CL8803Contig1
GNTTTTTTTCCCCNANNNGGGGGNGGGGGGGGGANAAGAGAAATTTTGGAAGNTTTTGGT
GGTTTTGTATTAGACTGCATTACTNCGATATTTGGTGTGCAATTTNTGATAGCTGAATGT
TCCNGTATATTTGTGTTCNCTTNGTCCCNCAAGAGAAAAANCCTGTAGAGTCCCCCCCCC
CCTCGTTATAAAAAGAATGATGCAATAGATCTGGTACTTATTATTTTTCATTTCAATAAA
TAATTGCCGTTATCACCAAAAAAA
>CL8804Contig1
TTCGGACGAGGAGAGAACTNGTCTCGAGTTTTCTGTTTCCTGTGGCTAACCGGGCTAATG
GCAAGCTAGCCGCCTTGGTGTTAACGTAATTAGTTTCCATAACAAAAACCAAATGTTCTT
TCGCGAAGAAACTTCTTCACAACTACAAAAGGATGTTTGATGTCCTTATGGATTCTGTGC
CTGGCCAGTGTCTTTGACTTTCAAAGAGCGACTATGGATGGAGACCCTCCTAGAAGATAA
ATTAGCCCAATTTGACACCCAGCACAACTGCCCCCCCCCCACACACACATACACACATAA
TCCATTATGTCATCACCAAAAGAGTCAGGAAACAGAGGAAAGGAACGAGAGCGGGGGGCC
CGTCCAAAGGTGCGACAGAGCCGGTCAGAGGAGAGGAGAGACACAGGAGGCGGTTGGAAA



GGTGGGAAAGGGAAAAAAAAGGGCCTGTCCTCCCACGAGACAGCCAATGAGCGTCCTGTC
AGCGATGGTTTTCAGTACGGTGAGCTTTTAAACGAGATGGAGACTAGGAACCAAACCTCC
TCCTCCTCGTCCCCCCANA
>CL8805Contig1
AGAGGTCACCACGGCCTGCAGTTGGAACGGGAAAGAGTGTACTTTGGGAGTGCACATCGA
CGAGGGTTTCACACTTTATACAGAAGAAATGGGAGTCAGGAAAAGCATTCTCCTCCAGCA
GCCCTTTGAGCGCCTTCGAATGTCATCAGATGACGGAGTTCGAATGATGTTCCTCGACTT
TGGAGGCCCTGAGGCTGAGCTTCAGCTGGATCTTCACTGCTGCCCGAAAACGCTCGTGTT
CATCATCCATTCTTTCCTGTCGGCCAAGGTCAGGCGGCTGGGGCTCCTGGCGTGAGAAGG
ACCGGCCTATCAGAGCGTCAAAACAAGGACAGCCTCAGAAAAATTCTCCACAGCCAGGCC
GAGGGGCAAACGATGCTGACGAAACCTTTTAGTTCGATCGCCCCAAGTCGGGGCGCCCAG
TGGTGCTGCCGGACAGACGAAGAACGGGGATGTTGGTCAGTTAGCCAGTCGAGGTGCCTG
ACGTGTCGAAGCTGAGCTGAATGAACACAACAGCAGTTTATTTTTGTTCTTTTCTGTCAC
CAGTTTAGTTTAGTTTAGTTTGATTTAATGAGTCACAACAGGCCTTTGTCATCTCTCACT
CCGTCTAAAAAAAGAAAACCTCCACAAAAAGTGTCCTGATTGACGTAGGACAAACGTGTT
TTTTTTCTTTTTTTCATAAAAGCAGCTTCAGTGGAGTGACAGAGGGGGAGTGTCCGATCA
TCATCATCATCATCATCGTCATCATCAGCGTTCTAAATGGAACTACTGCAAAAACAGATC
TACAAGACAAAGTGTGGTTGCTTTTTGTAAAACTGTATTTTTCATTGCAAAAAGTAAAAA
AATTTATTAGATTTTTTTAACACTATTCATAATTTGT
>CL8806Contig1
AGCAGCATTTGGGGTAATGGTGGGGTCAGGAATTTGGAATGGGGGATTTTGAGGTTAGGA
GGTCAGCAAAATAATGCAGTTTACATTTAATAACAAACATAAAATTTAACAAAAGAACAA
AAACAAAAAAGGATTAAATATAACANAAACGTAAAGCTTTTTTTAAACAAATGTAAATAA
TCAATATGAAAAGTCCAAATTGAAAATTAAGAGGCAAAGTCCCGCCCCCGCCTTTAGTAT
CTATACTGGACCAGCCCAAAATCGTACGGTCCAAGTGAAGTTTCATACTGATACTCACAG
AGAAAGGTGGGTTTGTACGGTAGGGTCCCCCTATCATACTCTTTCCTCTCTAGCGTGCTG
GAGCTGTACTGCTGCTGCTGCTGCTGCTGATGAAGGTGATGGGGAAGGCTGTGGTGTGAC
TGTGATCTTTGGCCGTCCTTGCCAAAGGTCGAAAATGACCTATCGTTGGACGAGGCGGTG
GAGGAGGTCATGGTGAGTTGGTCGGAGAGATCGACGGAGGAAGATACCTCAGTGTTTGGC
AGTGTGGCATCCATGCCAGGGACATGGAGGTTGCTGCGGTAGTCTGGACCCTGACGTCCA
TCTGATGGCACAAAGGATGGCATCCAGCAGCGGTCAGAGTGACCCAGCGCCTTGCACTCC
TCTGTGCAGTTGGAGAACAGATCTGCAGCAGCTGAGTGACCCCTGTTCGTGGCGTCGTGG
TCACTGTCCCCCTGCTCGCTGTCGCCGTGACCGCTGTCTT
>CL8807Contig1
GAAAACACAGAGAGCTGCAGCAAAGGGAGGAAAGAGCTGCATTTCGGACCTTTTAGCTCT
TTTCGCCATCGTATATCTTAGGTATCATTCCTGTGTTCGCGCGCCACGTGCTGTCTTAAC
AACAGCCCCACCCCCCCTTG
>CL8808Contig1
AAGGTTTGAGATCCAGAGAAGGAGAAAGAAGGAGACAAAGGGCTGTCTCTGAGCAACCTT
TTCCCCACAGTGTGGATGAGAGCTTCTGTCCATCATGGCATCAGCAGCTCCCCCAAAAAG
GGTGGTGTCTTCTGTCTTCATCACTTTGGCGTCTCCTCATCGGGCCACTGTCACACAGCG
GCAGCCCTCCCTCAAAGCCTACAGCTTACAGCTGGGCGCAGAAACCCAGGACACGCCTTC
AAGAACCAGCCCGGCTGGCGGTTTACCCGGCCTCAGACATAGGACGGAGGACCACTCACC
CTCCGACACCCGCGGTTCTGTAAACGGTAAAAGCCGGACTCATGCAAAGGCCAGGACTCC
TACACCTGCACAAAGCGGACAGCAGGAAAACGCAGACCAAACAAAGAGTTGCTCACCAGG
GCTCTTTCTTCCTCCTCCTCCTCCTCCTCCTCTTCTCGATGCATGGCGTCCATCTTCAGA
AGATTCAGCTCTTCTGCCAGCCCCTC
>CL8809Contig1
CTGATCCTGCTGGACAATGCAAAGAGTTTTGGCAATGCGGCTCTGGATGAACGGAGCATC
CTGGCACCGCTCTACCAGTGCTGCATGATCCGCGTTTCCACGTGGAACAGGCTGAACTTT
CTGAAAGGTGGTACTCTGAGTTCAGCGATGCGCCGGGCTCTGGCTTTCGATCCCATCCAC
CCGGTTCTGGCCGAACCGCACCTCGCAGCCCTGGATAGGCGTCTGTCTGGAGTCATAGCG
ACTGTGAAGCAGTGTGTGGAGGCGCAGGGACCGGACAACACTTTGATAGAGGACCGAATG
AACCTCCCACACCCTTAGAGAGGGGAGGAGGAGGCAAGACGGGGGTCCTGAGGGGAGGAA
GAATCAACACGTAGGACCAAAGACGGCCTCATCTCTTTATTTTTTTTCTTCTGGCAAAAT
GAGGGATCTTCTCAAACGTGACTACTTTGCAAAAACTCAGGACCTTAAGCAGTCAAGACT
GTATCTACTGTAAGGACTGTCCGTTTCATACTACTACTGGATTTGGTGCCAACTTCTTCC
CAGAAGGTTTTTTTTTCTTTNTTCTNGGAGACAAAGGAGGAGAGAGTCCAAAAACTGCCT
GAATGAATGAATCAAGACTGAACCCTGAGCAGAGAAAAGACTCCTCATGTCCCATTAGTG
TACATATTTACCTGCTGCGGAACAGTGCCATGGCATCTCCCCATTGCAGAAAAAAACTGT
AAGGCGTGCATGTTGGGCCATATTGTGCCGTTTATGAGAAGCTAGTGACTTGAATGGGAT
AGAAAAGGGGGTGCTGCTGCTGTGTGGGTTCATCTCCAGCATTAAACTAAGGTCTGTTTT
TAAATTTGGTTTTCTCAGTCATCCTTCCCCACTTGAAAGGGCCAGGCCCCTTTCAGAAAT
GTGTCAGGCGGCGGGCGCCGGCCTCTCGCCATGCAGCTTTCAGGCTGAGGGGCTTTCGTT



TTGCTTTTCCTGTTATTGTTTGGACGGCGGCGCGTTAGTCATCGTTTCTGATGTGTCAGA
GTGTTTCTCAGACACATCTCACCGCTCGTGGATGCTATCGAGTTTATGATGACCTGAAAG
ACTCACTTTCTGTAAACCACATTGATTTATTTCCAATTCAGATTGAACTTTTATTTAAGA
CGTAAT
>CL8810Contig1
TTGGCGTGTTCCAGCTGCTTCTGCAGGGGTATGGAAGCTCCAGGGATGTAACCTGGTTGG
GAGGTGAAGTGACCATGAACGGGGTAACCCGCCTGCTGATGAGGGAGATAAGGCATCGCT
TGAAATGCAGACGCACCTCGGATCTGTGAGCTGCTAGCAAAACTTGCAGACACAGAAGGT
CCTGGAGCGTAGCTGGATGGATGCTGGGTCTGAGCTACGCCGTACGCCTCGTGGACTCCT
TGTCCTCCACTAAACTGTCCATGTTCTGCTGAGCCAGAGCTGAATCCCCCCGTTTGAAAA
TGCCGTCCAGGGATCACGGTTGTTGTGTACAACTGTTTGTTTCTTTCTCCAAGTAGTGCT
CCAGCTCGACTGTGGCTCACTGGACTACCTTGTATATTAAGGAGGTGCTGTCCTGTGTGC
ATGGGCAGGCTCTGTTGGTAACTGGCAGATGTCAGCGTTGTTATATCGCTTTGTTTCTTT
CTGCGCCTCTTCTCCTCCTCATGGAGAACAAAAATTGAGTTGCAGAAACAGCTGATGCTT
TTCTTCTTGAAGTCCCTGAAGTTTTTCTCCCATTTTCATCACCTGTTCTTTGGTTTCCTC
TAATGACATCCTTTCCTCTATTTCTTTGGTTCTTTTCCTCTCCTCCTCCTCCTTCAGCTT
TTGCTCCATCATTTTATCCACCTCCTCTTCCTCTTGTCTTTTGCGCTCCCTCTCCCTCAT
GATGTGCTTGTGGAGGGCTCTGGCCATCGCGTTGGACAGTTTCGGTCTCTCCAACAAGGC
AGGCATGGTCACTGGTAACGGAGGGGCCAGCTTTTTGCTTTTATCCGGCAAAACTTTCGG
CCGCGAATATAAACAGAGGTTTTAGGCCCCGGCCATAATGGCCGGGTTTAAACN
>CL8811Contig1
AATCTCCAGTGGAATAAAATGCTTTGTCTATTCTATAGACTGATTTCTAAGGTCATGACT
GCCATCTGCTGGCATAACTGATGTATTACCAGTCTGTGAAGCATCTGCACAAATATGCTA
AAAGACAAAAAACAAAAACTGAAATCTGCATTGACACAAAATAATTTATGTTCAATTTGT
TGTAGATTACATGAACAGCATGGTCACAGGTGACAGAAAATAGAATAAAATAACACGACC
CTTAAAATGCCACTCAGCACTAAATTTCTAGTCAGAATTGACTTCACTTCAGTCCTGAAC
AGAAAAACTGGTCGATGCTTTCATAAAAAAATCAAAGCAAAAAAAAAAATCTACAAGGAT
CATTTAAGAAATGCATGCAAATGATAAAAATACAAATAAAAATAGAANCAACTAANCATA
GATNAAACACTAAAANATACAAGTCGCAGTTTTTGTTTTGTTTCTTTCCAAAGTTGATGT
CCATTTTTTTTTTTAANCTNTNGGGAAAAAAAAAA
>CL8812Contig1
GGCTTTGACAGGAAAATGTTGAAGCTATTCACTTATCTTTCTTTTTTTACCCCTTTAGGC
AGCAGATATCACACCTGATTCATTTTTAAACGTGTTTAATAATCGTTTTCCCCACTGTTT
CTATTTTTTTTTTTTTTTTNAAAATT
>CL8813Contig1
NGGATTGNGGTTCATCAGCCACTTTCCAAAACATGGTTGAAACGCAGCAGGCCCTGGGTG
ACACATTCACCGACCTGAGCCAGAAGTCCCCTGAGTTGCAGGATGAGTTTGGGTATAACG
CAGAAACACAAAAACTGCTGTGTAAAAATGGCGAGTCTCTGCTAGGTGCCATCAACTTCT
TTGTGTCCAGCGTGAACACACTGGTCAATAAAACCATGGAAGATACTCTGATCACCATTA
AGCATTATGAAAATGCAAGGCTGGAGTTTGATGCGTATCGCTCCGATCTGGAGGAGCTGA
GTATGGGCCCAAGAGACGCCGCCTCCATGGTTCGCATTGAGATGGCTCAGCACGACTACC
AGATCCACAGAGATAAATACGAAAGGCTCCGTAGTGATGTCACCATTAAGCTTAAATTCT
TGGAGGAAAATAAGGTTAAGGTGATGCACAAGCAGCTGCTTCTTTTCCACAATGCAACCT
CTGCATACTTTGCTGGCAACCAGCAGCAGTTGGAACAAACTCTAATACAGTTTAATGTCA
AGCTAAAGCCTCCAGGTTCCGACAAACCGTCCTGGCTGGAGGAACAGTAATGAGCACTAA
GGGTTGATCTGACTGACAGAAACACTCTGACAAGTGTCAAATTTGACGTTGTGGTTAGAT
GGACATGAAAGGAATGCATAAATGAGGGTATTGTAGTAGTAGTAGCAGGGACATTTTTTT
TCTAAGGTTTTTCAGTATCATTTATGAAATGAAAAAAGGGGAACTTTTCTTGTGTATACT
TTTTTTATGGTTAGCACAATCATTTACACGTGTATCATTAATTTATGCACGGACTTGTGG
TGTCATGTGGAAATTCCCCCTCGGCAGTTTTGCAAACATTATTATTTACTGGTTTTCCAT
GTGGTTTAAATAGAACATCTTTAAAATGATTACGGTTTAAATAGAACATCTTAAATGCAT
CTTTAGTGCACATAGCAGATTGGAGGA
>CL8814Contig1
TTTTTTTTTTAAATGAGAGTTTCAACATTTACTTCAGGTTCTCTCTCTCTTTTGCCACAC
AGGCAGTATGTGGGAATTCCTGGGCCAGGGAATGAACCTATGTCACACAGCAGCAACCAG
AGCCACAGCAGTGAATGCAAGAGCCTCAACCTGCTAGGCCATCAGAGAACTCCCTAATTG
TATTTTTTATTTTATT
>CL8815Contig1
TAAATTTCAGTGAGCNTTATTTCTTTAGAACAAAACTTGACCCAATAATATCCAAGACAT
TGAACTGGTTTGTAAAATGTGCTTCACTGAAAACTGCCAATTGTACGAATTTTAAATTAA
AATAAAATGATGAACTCAAGCTTTTAATTTACGTAAATTCGGAGATCTTTCCGTTATTTT
TTGATTCTCCGCTCAAACACTTGATAACAGAAAACTTAAGGGCAACTCTTGAAATCTTGT
TAGACCCGTTACCAAACCTGGGATTATCCGATCACCATTTAAAGTGCCTTTAGGCCCCTC
CCACTTTACCCCCTTTAACTGTTGCAGGTTCCCAACGCCGGGCTGCATGATGCAGCTCGA



GGTTGGGAACAAGCAACAGGGCA
>CL8816Contig1
AAGAACTAGACATGGGTTAAATCATTCAAAACATAGCATATTCATAGAATATCTATACAT
TTTTATGATTAACAGACATAACATTAAAAAAAATAAAGCAGAATATGGGGAGGGGGGGGG
GGGCCAA
>CL8817Contig1
GGCCAGCCGCTGAAAACAAACCATGTGCAAAGGGTGAGAACATCAAGGTGAGGGGGGGAA
CCTTAAACAAAAGGCTGGAACAATGACAAGGCTTCAAAAGAAAATCATANAGAGCCACAA
TCAACATTAATGGGTGAGATGGGGGTGTCTTTGTTGATATTCCCCCCTTCAAATGTAATT
TTTCCAGTCAAATCCAGGACTGTGGATCNGGATGTGAGCCTTACATTCCTTNGGAGTGGA
TTGCAAATTAAGAAAAGATGTGCAAAGTGTTTTGTCTTCAGTCCAAAGAGTGACTGGCTG
GAGGTCAGGGGTCAACAGCCTTTCAGGTGCGGAAGCGCGGGCAGTTTGTCGACTTTCCCC
AAAGCAGACGCGTTTTCGACCCCTTTCAGCCACTCTTTACATTTCCTCACAACCGTCTCA
TCCACGTCCCCATCCTCCTCCTCATACTCCACATCATCGTACTTGTACTGATCATTGAGC
AGGGAGATTTTCACAATGGCAGTGATGTCCTGCTCTGCGCACTCGCCCCTTGCTCCGGGA
GCGCAGCTCTTGGAGCCTCCGTGCGCCTTTTTTGGACGGGAAAACTCTTCGGTGCCGGAA
GTCCGCGGACGCGCAGCACTTCTGCTGCTTCGCCATCATCTGCTTCTCGAGGTTGCGCTT
TTGGATGACAAGTATGGCTTCAGGGGTGAGACTGAGGGAGAACTGAATCTCCTTTTTCCC
TTCCTCCTTTCCGCGCAGATGCCTGCTGGAGTCCATTGAGCTGGAGCGCCGCACTCTCTG
ATCCGGAGCTTTGGGCCCCGGCAGCCAGGAGGTCTTTCCTGAGTCTCCAGCCCCGTGTCG
ATCTCTGAGCGTGGTCTTTATTCTTCTCCTGATGGGATTTCCTTGCTAGATTCCTTAAAT
TTGCAGAAGCCCAAGAGGCCGGTTGCTTCTCCTTGTCAGGAGCGCCTCTCTCTCCATGAT
GAATCTCTCGTTTTCGACGCGTGGTCACCCAGAATTC
>CL8818Contig1
CCCAGGAAGGCGTAGAGGATGGGATTCAGGCAGCAGTGGAAGTACGCCAGCGCCTCGGTG
ATAGAAATCCACTTGTCCAACGCCTGNTGCAGCTCATAGGTGGTGCGGACGACATTCAGC
ATCATGAGGGTGTCCAGGAAGATGCCAATGCAGTAGGGCAGCCAGCAGCAGAAGAAGCAC
AGGATGAGGATGACTGTGGTCTTCAGAGCCCTCTTCTTCAGCGTCTGGCCCTTGGTGCCT
TTGGACAGCTTGGCGATGATGATGCAGTAGCAGACGAGGATAACAAGACCAGGCAGGATG
AAGCCCACCAGGATGTGCTGGAAGCGGAAAATGACGGTCCACACCACTCGACTCTCCACC
GGGTAGAAGCGCTCACAGATCGTCCTGGAGTCCTCCATCTCTACGCTGTCGTTCCTGAAG
CTGAAGCTGGGGGATGAGACGCTCTTGACCCGGGCGAACACCAGGTCGGGTACAGTGAGG
AAGGCGGCGGGCAGCCACACGCCCACGTAGATCACCCTGCTCGCCAGCAGCTTTCTGGTG
GCTTGGCTGTTGGTGGCCCGGACGATGGCCAGGTATCTGTCCAGGCTGATGAAGGCCAGG
ATCAGCACGCTGCTGTACAGGTTGACGGTGTAGATCACATGCGCCGACACGCAGACGAAG
CCTCCGAAGTACCAGGTTTTCACAGCATCCACCGCCNAGAAGGGCAGAGTGAGGACCACC
AGCAGGTCAGCCACTGAGAGATGCAGCCGGTACTTGTCTGTCATGTTCTTGACTTTCTTC
TGGTATCCCATGCCAACAACCACCAATCCATTACCCACAATTCCAAGACCGAATATTTCT
CCGTAAACGGTGGGGAGGAAGATTTTCTTGAAGTCTCTGCTGAGGGCTTCTTTATATGCC
TCCTCTGGAAACTCAAAGTCTCCAGAACCATCCAAGATGCCTTCAGAGCTGTTGTCGAAA
ACGATGCTTTCATAGAAATACTCCATGGTCGCTGCCGGTGTCCCTCCGTCAGGATGAGTG
CAGAATCCCCCGGCCATA
>CL8819Contig1
CACTTTCTTTTTGCAAAATATGTGTTCATTTGAATTTCCTGTGGTAATTTCGTTTGATCT
TTTTTGTTTGGTTCACTGCTGATCGATCAAACGGGTGTTCGTGTAGGCTGTTAATTGTAA
GACTTGCTTTGTGAAGTCTTCATGTTATTTATGAGAGGCAGTATTGTCAGTTTCACTTTC
ACGTGTTTCTTCCATCTGCCGACGGTGTCGCCGTTTCTCATTTCACCCGTTTTTGTGCGT
ACGCCTGGGTCAGAGCTTGCGTGAAGGACCGCACATTTTCCCGTCAAGTTTGCTTTTTAT
AAATCTCAACTATTGTGTAGAGAGAGGCGTACGCCTTCCTTTGTGCATACGCAACGTTTA
TAAATGAGGCCCCAGGTCTTTAATTTCCCGGAAGATACGATCGGTTTGCTCAAAAACCCG
GGAATTCCCGGAAGACTTTCATCACTGATGAGGGAGAAATCAATAACTGTGGCAAGTGCC
CGACCAGAATGACATCACATCAAGTCTTTCATACATCAGACTGTGAAAGACAGAGGCCCG
GGGCAAACTTTGAGAGACTTGCACCGCTTCAACATTTCGGACCAAGCCTCTTCCAACGGT
GAGTACGTGCCATGGTAGCGACAGTCCAGTGTGAACACCGATAGCTAAACGTGAACGTAG
CTTGACGCTCATCTCCTACCTTGTCATACTGGCACACCACGACATTCTCCGTGTCGAACA
GCTCCTGGTTTTCATCATCACTGACATCATCTCCACTGTTCAGAGGCTCCTGGTGACCAA
AAAACCCAAAGACTTCAAAGATCCACTCCAATCATCTTCAGATCGATTTTCAAAGCGTTC
CCAGTGGTCTTTTAAAAATTATTACGCAGCTTTTAACCCCCCCCCCAAAAAAATAAAAAA
AAAATTTGCAGGGCGGCAAAAGTTCATTANAAATTTGCCTCCGAGTTGTGGGCGGGATCA
GTGACGTGGAGCGACCTCATCCCACAGCAGAGGACTTGGAGCAGGAAGCTCGACCTGCAG
GCATGCAAGCTTGGCACTGGCCGTCGTTTTCAA
>CL8820Contig1
CGAGGGCGAACCGAAGCAGCATGAAGTCCCCGAGAGCAGAAAGCTCAAGCGAAAGTTGCA
GACGAGGAGGATCTGAGCGACGTGCTGTGCGAGTTCGACGCCGTGATCGAGGACTTCACG



TCCCCCGTGGAGAAGCGTCACTTCAGGTACGACGAACACCTGCGCACGATGAAGAGGAGG
AGCAGCGCGAGCGTCAGCGACAGCGGCTTCAGCGACTCGGAGAGTGCCGAGTCGCTGCAC
AGAAACAGCTTTAGCTTCAGCGACGAGAGGCTGAACTCTCCCACCCCGCTGTCTCCAGCC
ACCACCTCCCCCCCTCTGATGTCGCCCAAACCTAAACTGGGTGACACCAAAGAGTTGGAG
GATTTCATTGCAGACCTCGACAAGACATTGCAAAGCATGTGACACACAGGCTATCCTAAA
GGCATATAANGAGAATCTGGATGGCTGGACCCACCCCACCTCTCCTTGAGCACTTAGAGC
TCACCTTTCCCTGCTGACAAAGCCAGCACCATGCAAACACTCCACCTGAAAACACCATGT
CCGGTCAGGGTNAGCATGCTTTCAGACTGCAGGAGGGCTCAGGATCCCCATTGAAACTTA
AAGAGTTCCTGGAACATNNGTNATNGCACAGACTCCTCCATCAGAACCTGAGCTGGGGGA
GTATTTAAAACAAGGCTTTTAATAANGGATATATTTTTATTTTTTTTTTGTTTTTTTTTA
CCATCAATGTTTAAATGTATCACTTTATGTGAAATATATTTTTCTATTATGTAAATAGTA
AAGTACTGACACAACAGTCAGATGTAAATTTAACACAATGACTGGAATAAGGTGGATTTT
TACAAAACTGGAAAACAATATATGTATTTAAAACATCTAAAACCTGAAAGGTAAAA
>CL8821Contig1
ACTAAGGTGGTGACTCTGATGGACGCACCAGGACACAGAGACTTCATCCCCAACATGATC
ACAGGAGCTGCACAGGCGGACTGTGGCCGTTCTGGTGGTTGATGCCAGCAGAGGAGAGTT
TGAGGCAGGCTTCGAGGCCGGCGGTCAGACCAGAGAGCACGCTCTTCTGGTGCGATCTCT
CGGCGTCACTCAGCTGGCCGTAGCCGTCAACAAGATGGACCAGGTAAACTGGCAACAAGA
GCGTTTCCAAGAAATCATCTCAAAACTCGGCCATTTTCTAAAGCAGGCTGGATTCAAGGA
ATCCGATGTTTTCTACATCCCAACCAGCGGCTTGTCAGGAGAAAACCTCACCGTCAGGAG
TTCAGTGTTGGAGCTCACCCGTTGGTATTCTGGACCCAGCCTGCTGGAGCAGATCGATGC
ATTCAAACCCCCTCAGAGATCTGTAGATAAACCTTTCAGACTGTCTGTCTCCGATGTGTT
CAAAGATCAGGGTTCAGGCTTTTGTGTCACCGGAAAGATCGAAGCTGGTTATATTCAAAC
GGGAGACAGAATACTGGCAATACCTCCCAATGAAACCTGCACAGTGAAAGGAATCACTCT
ACATGATGAAGCTCTGGACTGGGCGGTAGCTGGAGACCACATCAGCCTTACACTCACTGG
AATGGACATCATCAAGATGAATGTTGGCTGCGTTTTCTGTGACCCCAAGGAGCCCATTCG
AGTCTGCACTCGATTCAAAGCCAGAATCCTCCTTTTCAATATCGAGGTTCCCATCACAAA
AGGCTTTCCAGTACTGTTGCACTACCAGACAGTCAGCGAGCAAGCCACCACTAGAAAACT
AATAAGTGTCCTACATAAGACCAGCAGCGAAGTCCCTCAATAAGAA
>CL8822Contig1
GATCCTTAAAACCACTTCATGGTCACAAGTGGTTCAGTCCTGCAGCTGCTGAAACATCAC
AATGGCTTGTGCAATTACTTTCATAGATTACGATTCAAAACCGTTGTCTGGGGCATTTTT
AGAGTTGCATTGTGACAAAGACTTAACAAAAACTGATGAGTTGAACTAAATTACAAATAT
GTTCTTTAATAAACTGCTTCCAACTTTTTTTTTTCTTTTTACATCAGGAGCTCGNCGAAN
CAAATACTAGGGACAACTAGACATCTGCAGAGGTACAACACTAATTCTGAGCAAACAAAA
AAGAAAAAGGCAACACCTTCAAAGAAAACTTCCGTAGCTGACTTTAAATCTGTTAATATG
CAAANGTGTGACATATTTTGGAGGATCCCTCTGGGTGAAGTTGTTTTTTTTTTTAAAAAN
AANGGAAAAGGGGATNCCANGANAAGTATTTCNCNCNCNTTNGCNCAGATCAGGAGTAAN
CAANCCNCATAANCCGACNCANACCNGAAAGNCNGNGAAANGATTNCCNCGGGCCNAATT
CCNGCANCCCGGGGGANCCA
>CL8823Contig1
TCGGCACGAGGGTAGCTTTAAGAGTTCAAAAAATGTTGCTAAAACTGTTAGTTTCATTTG
AGGAGTTTCAGGAGGCACACTTTTGTTAACTTTTATTTTGAAACTTCTCAAAAAAAGGCT
TCAGCCAAACACAACTTAATCCTTCTACTAATGTATTATCTGTGCATCACAGCATGTTAT
AGGTCATTTAAAATAAACAGATCCATTCTTGAAATACTTGTTAGCATCTTAATTTTTCAC
TTTTTTTTTTTCAAATGCACACTGTAGCAGTAATAAGTTTTTGTTGTTACGACTCACAAC
GAAAAAGCTTTCGTCTCACTTTTAGTAAATGCTTAGCCATGTTTTTCTTCCTTTTTTGGC
TTAAAAAATGCAAACTTTTATGTTTAGTTTTGCAGGTTTTTAACTCTTTGTGTGGTGTTC
TGTCAAAAATAATAAAAAGTATGGTTTTCTGAAGCAGCTCAGTCTAACCTGAGCTTTTAT
ATTCCAAAGGTACTGTAGCGTTTTACATCCACTTTGCAAACACGGTCTAAAAAAATAAAA
ACTCACGTAAAGCGCTCATTTGTTTACCCGGTCTCAGGACTTGCAAAGCTTCAACAAAAA
CAAATCTAACCTGACAATTTGTTAAAACTGATTTTCTCTGATTGATATTGTGTCTGCACC
ACACGCCTGCAGTTCAAAGTCAATAATTATAGACGTTGGAGTGACGTAATAAATGTGCGT
TGCTTTCTTTTGATCAACTTCCACATCTGAACCAGCAACTCATGTTGTGTATATGGAATT
GTTTAAAAAAATCCTTCTGTATGCCCTTTCTTGTAATTTTTTCTTTTGACTATTAATAAT
CTGGAAAAT
>CL8824Contig1
GCCGTTTAACCCGGGCCTTATGGCCGGGAGCTCAAAATAAAAAATTGGACTAAAGGAAAA
AAGATGAAGCTGCAACCACTTGTCTCAGACTCTTTTGCAACTGTATTGTTCCACAAAATA
GGATAATTTCACTGTGTTAAGTTATTACAGGTAATGTGGATAGGGCTTTAAAGCAGCCCT
TTCATTGTTGTATATATAACATATGAACCTTATGGCTGACTCTAGTCCTGCACTGTAGAA
AAAAAAACACTGAGAACCAGCTGGTTGGTGATACTTTTTGACCTCCCTGTACTATCCTTA
CTATTTTAAAGATGACTGTGGAATTGTGCCAAGAAACTATTAAATAGCACATTTGAACAG
CTCACATAGATTTATTACCCAGTTTGGTAATCTTCATAACAAAAAAAAAAACAAAAAAAC



ACACATCTTCAGAGTTGAGGCATTGCATCTGAAACAATTTCCAAAATGTGACCCAGGTCT
GGTTGTTCTGGTTGTTCTATGGTTGTGTTGTGCAGAAGCCATAGGTACACACATTTCGAA
TTGGTAAAGCTTTGTTTCTGCTCCAGGCTTTTTCTTTCACAGCTCTATT
>CL8825Contig1
AGCCNCAGGATGCAGTTTTATCNCTTTTTATNTGTANTGAGGGGTNGTGTGCANANAGTG
GGTTAAAAACANCCGTGCTGATTTAAGATTGGATCCANATCAGAATGCCAGATCATCAGA
TTTGACGTCAATTTTAAGTCAGCATTGCATTTTTTANAAACTTTACGCAGANTAGACTGG
ATGATGAAAGTTGAAATATTTTTGGGAGGTAAAAATAAAAAANATGGCTTTTGCTTGNGT
ATTTATAAGTTCAAACAGGTAACATAGTCANAGCAAACTTTAAGCAGNTTNAACATGTTT
GAAAGNGTTCCTTTTTTTTGTTTATTTGGTCTGTTATGTCATCCCCCCNCCCCATTTTAT
CCATGNACAACCAAAACNTAAAATGAGCAGAAAGGTAGAAATAGTAGATTTTGAGGTTGT
TGTTTTTTTTTTTAAATAAAATTATTGTTCTGTAAAGNCTAATCACAGCTTGNGTGAAGT
TGCTAAA
>CL8826Contig1
GCACGAGGGCCGTCGGGAGACGACTCCGCACATGCAGGGAACCAAGAAAAACACGAGCAT
GCCTCAGACAACAAGGGAAGCAGATCGAGTTCGCGATCTACTGAGTCCAGGCGCAAGGAT
GGTAGAAACAAACCAAGAGATTCCAGAAGGGATCGCAAGAGAACCAATTCCCGCCTCAGA
AGATGAGAGTGGCAATGATGGCACTGTTCTTTACGTCAACAAGTTGTACAAGAAGTGCAC
TGAAGAGGAGTTGACCGAGCTGTTTGCCAAATATGGTGCAGTTTCTAATGTCAAGATCAC
AAAGGACCCAGTAGCAAATGAACCCCGAGGCTTCGGATTTGTCACCTTTGATCGCAAGGA
GGAGGCTCAAGAGGCTATCGACAAGCTCAACGGCTTTGAACTCGGCGGACAGAAGCTTGC
AGTTGAAAAGGCCAAAAGAAAGAAAGAGAGAAACAAAACTCCTGGCAAGTACCTTGGCAG
ATCCAAGCGTCGCTCTTACTCACGTTCTAGGAGCAGATCAAGAGGTCGTGACTGGAGAAA
CCACCGGGATAGAGACCGTTCAAGAAACAGAGACCGCTCTCGTGATAGAGATCGCCGTGA
TAGACACAGAAGAGAAAAGCACGGCTACTACCCTGACAGATCCCGCGATCGTGAAAGAGA
TAGAGACCGAGACCGTGACCACAAGAGAAGAAGAAGCTCCGAGCGCGATAGGTTCAGAAG
CAGAAGAAGTAACTCTGGAGAGAAGCGTCGAGAACGCTAATTAATTGCAAGAGCAACAGC
AA
>CL8827Contig1
AGCACAGGAAGGTCGCGTGAGGACCGGTGCGGATCAGTCCTGCTGGATCTTCATGGATGG
GAGGACGTGCCTGGTCAACACTTTTTCAGACATTGTGAGCTTTTTTTTTTGCCCGTGCCA
TAAACGAGCCAAAAGTTTTCCCATGATGCTTTTGGCTGAGCGGCTGCGTTAGGATCGTTC
TGGAGGATTTGGCGTCACCTTTGACCTTTTTAACTTTGTTTATTTTAGTTGTTTTCATAA
AGTGACAGAGTGAACTCTGGGAAGGAGGCGGACAGACCGACACCGTGGCATCATTGTTGA
TGTAGCCTTGTTGTAAACAATAAAAAAACAAACAGCATATAAAAAAAAAAAAAAAAAAAA
AAAAACCTT
>CL8828Contig1
CTTCCCGCTCAATTACTNCTCTTGCGCTTTCCATCTGTTGCTGGTTTAACAGTAGAAGCT
TTGGTAGAGGCCCGTAAGTTGCGGCTGGGAGGTGGTTTAGCAGCGGCTTTGGGTACAGGC
TTTGCTGCAGGTGGAGGAGGCTTAGCTGCAGCTCTGGATCTGGATGGTTCCACTTTAGTT
GAAGCAGCTGGCGGAGCAGGGGATCGGGTGGGGCGCTGAGAGACGGTACGTGTTGGAGGA
GTACTCTGGGCATTTTTGAGGACGGATGGGAGTGGTGGGGATCGTGGACGAGTTACAGAT
CTTTCAGAGGACCGAGTTGACTGAGAAGAACTCTCCGTTGGTTTCATGCTGACCTCCAGT
GGAAGTTTTTTGATGTCTGCTGCTGATTTGATTGTGCTAGTTTTCTGTAAGGCTTCAAGT
TTCTCCTGTTGCAGTTTGATTTTCTCTTCCAGCTCTTTCCGTTTGTCTTCAGCTGTTATT
TTGTCTTTCTTTAAAATTCCACAGGGCAAGTTCTGTTTCTGTTCTGGAGCATCACACCTG
TCTTGGGAGCTGTCAGGGTTCATGAGACACACCCAGCTGTCAGGGTAGCGTTTATCCACG
GCATCCATTTGAAAAGGCAATGTTCTCCACTTCAGACATTTATCACACTGAATGGTGATG
GGAATCCTCCATCGCACGACGCCGCTTGTATCTCAGCTCTGAGGATGGAGGCGCAGACCA
GCTGGCGGAGAGATATCCAAATTCATCCCAGAACTTCACGATTCCTTTTTGTGCAATGTT
GGTATCCTTCCAGTACTGGGCCAAATGCTCGCCCATGGATTTCAATAGGTGGCGATATTC
CTTTGCGTCTGCAAAATCTTGCTTGTTGTGAGTAGGCTCCAGGACCAGATACGGGACGTC
TACGACTCCAACCACACCACCACAAGCCATGCCCCCCTCCAGTTGGGGCCCCGTCTTCTC
ATACATTTTTATGAGACGAGAACAGTTGTACACAAACATCCCATCGAGGTCTCTCTGCTC
AATGTTTACTCCAAATATAAAATTCAAATCCTTTGGTTCTTTCAGTGCTTTCTGCTTGGC
TTCAAGATTCCTTTTTCTCATGTCAGCTTCCCGTCGGAGCATCATGGCTGAATCTTGAAC
TTTTCTTAGGATTGCTCTTGAATCTTTAGAGATGTCTTCTCCTAGTCTGGCCTCCATAGC
GATGCGTTTGCTCTCCGCCTCTCTGGCTTTCTCTTCCGCGATCTTTGCCAAGTGATCTGC
TTTTTTAACTTCTTGCTCAGGCTGCTGTAGCTGGAGTAGGCCATGGTCGTTGGTCTCTCG
TGGCGCCCTCATCTGGATTGCAAGTTCATGTTCTAGNTGTGCAACCTCCATCGTTTTGTG
ATCTTCTCACCAATCCC
>CL8829Contig1
GTCCACTGTACTCATTCGAGGACAGCTGCGACTACGTCTACGATGCGATGTGGTCTCCAA
CACACCCGGCTCTGTTCGCCTGCGTGGACCTATCGGGCCGTCTGGACGTGTGGAACCTCA



ACAATGACACAGATGTAAGGGAAATGTGCAGTTTCTGTGTCGATTCAACGCGGGATTCCC
CGCTCTAACTCGACTGTGCGTCGAAGGTTCCCACCGCCAGCGTCGGCGTGGACGGCGGCG
CAGCTCTGAACCGCGTCCGATGGTCTCACACTGGGAGAGAGATCGCTATTGGAGACTCGG
AGGGGCATGTGCACATCTATGACGTAGGAGAGCAAATCTGCGTTCCCAAGGCGGACGAGT
GGACGCGCTTCGTCAGGACGCTGGCGGAAATCAACGAGAACAGAGACGAGGCCGAGGAAC
TGGCGAACGCCTGATGCCACTCCCCCCCACTTCCCTCCTAACTGCTTTTAAATTCCTCAT
CCGAATACTAAAATTTAAAAATTTAGAATGAATATCCAGAGAAGCTGCTCCTCTTTGGCG
TCCAGCTTTGTGTCCTTCACTCCCCCCCTGAGGGAAATGTGCTAAGCTAGAACGGAGCGA
AACCACGTAAGCGTTCCAGGTTGTATCAAGCAGGATGTCATATGTAGATGTAGAAGCAGA
CGTTTGAAGGCCGACAGATCATTCAAAAGGGACACAGAAAAGGGTTTTTTTTTTAAGTTG
TCCACTATGAACAGGGATCCTGAAAGCACTCTTTCCCTGAGGCCTCCACCACCGTTTCAT
TTTAATATGCAAACCTTTCTACTTGCTCCTTTCTAATCATCATTTCAGTGTTTTTACATT
TTACTGGTGATTTTTGGAGGAAAACCTTTGATCCTGAAGCTCTTCAAGGTTTGCAGCTCT
TGTGTATTTCAGCACTACAATATTTAATATTTATTTACTGGTTGCACTTATTTAAAGTTT
GCTGTTTCCATTTAATTATTTTAGTACTAAAATGTTTGAAATGACAGTGACACTACAAGC
CTTTTATGAGGTCCAGTTGTGCGATTTGGCTTAAAATTGACACCCCNNANANAAAAAAAA
AAAAAAAAAAAAAACCAT
>CL8830Contig1
GAGGGCGTGGGGCACCAAAAAGAAATGTTCTACGACTCGGATTACGTCGTCAGCAAGGGA
AAAACTAATGAAGAGTTGGAGGCGGAAGAGCAGGAGGAAGAGGAGGAGGCCATAAACATC
CAGAAACGTTTAGCAGCAAATCTGAGCGAGGAGGATTATGACCTTAACCTCTTTCAGGCG
TTTGCTGAGGAAGAGGACAAAGCCGAGGCGGTTGAAAAGCAGGAGAGGATTGAGAAAGAC
CTGAAGCAGATGTCCCACAAAGAAAAAATGAAACTGCTGAAGAAAGAATCGCCCGAGTTA
CTTGAACTCATTCAAGACTTTAAGGCGAAGCTTAGTGAGCTGAAAAGTGAGCTGCAGCCT
CTTGTGCAGATGGTCAAGAAAGGAAAAATCCCTGCAGGAAAGGGTGCTGACTACCTTGTG
ACTAAACAGCAGCTTTATCTCAATTACTGCACAAACATCAGCTTCTACCTGGTGCTTAAG
GCAAAGCGGATCCCTGCACACAACCACCCCGTGATCGAACGTCTGCTCACCTACNGAAAT
CTCATCAATGATCTACGCCCAGGGGATGCGCGGCTCTCACCTGAGTTTCGTAAACTGCTG
TCTGGCGATCAGGAAACCACCAACAGACCAGCAGAAGACAAGAAAACCAAAGTCCCTGAT
AAAGAAAAAAAGGACTCTGATGAAACGGTGCCTGAGGCTGAAGACGACTCCGACTCCGAC
CTGGATGAAGAGGCTGCTTTGAATTTCTATAGAGAAATGGAGAAACGTACGAAATTGAAG
AGAAAAAACAGTCGTCCGGAAGCTGAAGAGTTTGAGGAGAAGTACAGCGATGAGGAGCAG
CTGGATCCAGACAACAAGAGAGGAATCACTTACCAGATGGCAAAGAACAAAGGGCTGACG
CCGAAGAGGAAGAAGATTGACCGAAATCCCAGAGTCAAGCACAGAGAGAAGTTCAGACGG
GCCAAGATCCGCAGAAAGGGCCAGGTCCGAGATGTCCGACGAGAGGAGCAGCGCTACAGC
GGCGAGATGTCAGGTATTCGTGCCGGTGTCAAGAAGAGCACCAAGCTCAAGTAACCAGGA
GCTGCGTGCTCGTCTGCCACCGTTCCTTACCATGACATTAAAAAGGACTTTTGATTTTCA
CATTTGTAAATTGTTG
>CL8831Contig1
CAAAACCTAGCAATTCAGTTTGAGAGAATGGTGCCAAAACTGAGAATGAATGTGTTACGG
GGCAAAAGGCCTGTCAGGTGATGGTGGGCAGAAAAACAAAATCCCAAATGTTCTGACATT
TAGTAATAGAGCTATGCAGGTGAAATGTTCTTGGTGTAAATAGTTTCACAACATTTGTGT
CCTTTAGAAGAGACTTTTAAATGTCCTTGAAAGATTGCATGGTACATTATAACTACAACT
CAGTACAAAGTATATAGAGAGTATATTAGATATATATTTTGAGGGTAAGAAACAGGTTTT
TTTTTAGGTTGCAAGGAAGCCTAAAGCAGGGGGGAGGAAGGACTGGGGACAAAAAGTTTT
TTTTCTATCACTCGATTATTCAATGTGTGCAGGCAATAAAGGAAATGAGTGGAAAGAATC
AGATATTTAAGCTATCCGTGGCTCATTAGCAGTCAAGAGTTTAAGCTAAGTCCTTTCTGG
GTCTTGCAGACTGTGTAGACTCATTGAATCAAACACCATTTACCCCAATTAGTCCACTTC
CTGCTGGTACTTTTCAGTGTCACAGCTCTTTCTCACTTGCATTTTTGTCCTTTTTTTTTT
TTTTTTTNGCCC
>CL8832Contig1
GCAGAAGGAAAGCCCTGAGTCTGGTGAAGGAGCTGGACGCCTTCCCCAAAGTTTCTGACA
GCTATGTGGAGACTTCCACTTCCGGCGGGACAGTGTCGCTCATCGCTTTCAGCACCATGG
CTCTTCTGTCCGTCTTGGAGTTCTTTGTTTATCAAGACACCTGGATGAAATATGAATATG
AAGTTGACAAAGATTTTTCAAGTAAATTACGAATAAATGTGGACGTCACGGTTGCCATGA
GATGCCAGCACGTGGGAGCAGATATCCTGGATTTGGCGGAAACCATGATCACGTCTGGTG
GTTTGCAGTACGAGCCGGTTGTCTTTGAACTCACCCCAAAACAGAGAGAATGGCAGAGGC
TCAGAGAAGAACACGCTTTACAGGAAGTCTTATACAAAAGTCTGCTGAAAGGAGCTCCAA
CCGCTCTGCCTCCCCGGGACGCTGTCTTTATGCAGTCCCCCGACGCTTGCAGAATACACG
GAGATATTTACGTCAACAAGGTGGCCGGAAACCTGCACATCACTGTGGGAAAGCCGATCC
ACCATCCTCAGGGCCATGCGCACATTGCAGCATTTGTGAGCCATGAGTCATACAACTTCT
CCCATCGAATAGATCGCTTATGTTTTGGCGAGGAGATACCCGGCATCATCAATCCTCTGG
ACGGCACAGAGAAAATCACCTATGACAATAACCAGATGTACCAGTACTTCATTACAGTGG
TGCCCACAAAACTGAAGACATACAAGATAACTGCAGACACACATCAGTTCTCTGTGACGG



AGCGGGAGAGGGTAATCAACCACACAGCAGGAAGTCACGGCGTTTCCGGCATCTTTTTCA
AATACGACACCAGCTCTCTGATGGTGACGGTCAGCGAGCAGCACATGCCCCTCTGGCAGT
TCCTGGTGCGACTGTGCGGCATCATCGGAGGCATTTACTCCACCACAGGCATGCTTCACA
GCCTCATCGGCTTCTGCTTCGACATCGTCTGCTGCCGCTTTAACCTCGGAGTCTACAGGC
GCCGAGAGGACGCGCAGCTACAGATGAATAATCTGAGCAACCACCACGCTCCTCTGCTGG
>CL8833Contig1
ACAGCCCCACCACGGCTCAGAGTCATGGACGAGACGAGTCCGCTCGTCTCTCCGATCAGG
GACTCTGGAGACTTAGCTACTGCCCCACGGAGCCCACCAGCCCGCGGGGAGCGTTTGGAA
ACACACCGGGCTCCGTGGTGCGCCTTCCGGCTGGCAGCCCTGGACGCAGCCGGGAGAGGC
AGCCGCTGCTGGACCGGGGGAACGCGCAGCGGGAACCGCACAGGAACGAGTTCCCCGAAG
ACCCAGAATTCAGGGAGATCATCAGGAAGGCCGAGCAGGCTATCGAGGAGGGCATCTACC
CGGAGAGAATCTACCAGGGCTCCAGCGGGAGCTACTTTGTCAAAGACGCTCAGGGGAAAG
TCATCGGGGTGTTCAAACCCAAAAACGAAGAGCCGTACGGTCAGCTCAATCCCAAATGGA
CCAAGTGGCTCCAGAAGCTGTGCTGTCCCTGCTGTTTTGGCCGCGACTGTTTGGTTCTGA
ACCAAGGCTACCTGTCCGAGGCCGGGGCCAGCTTGGTTGATCAGAAACTGGAGCTCAACA
>CL8834Contig1
TCAAAGTTTTTCTTCCCATGACGCTTCAGTCTCTCCACCATCTCGATCATGTAAGCTTTA
CTGTCCCAATTAAGGTCGTCCTCTGAGGCCACAAAGAGGAAATGTGTGTTTGCTTGTTCA
ATGGGGATTAAAGTGGCTCTGTTCTCTTCTTTTAGAGGATCATGCATGGCATACTTTGCA
ATGAAAGCTCCTGACTGTGTAGGAATGAGTTTCTTGGTGTCAAACATTAAAGCAGGGAGA
ATTTGTTTTGTTTTATAGAACAGAGGTAATACAGTGTTGGCTGAACAGCCGTTGATCCAA
ATGACAGCGTCCACAGAAGGCAGGTAAGAGGCGATTGACAGAGCAAGATCTGCACTCTTT
GACAGAGACATCACACCAACTCCTTTACTGCCGACCTTCTCTTGTTTTTTTAAAAACTCG
ATGGCCTCTTCAAAATAGTCCAAATGGATCCCTTGGATATCTTTTGGCTGCTCTTGTTGG
CCGTAAAGGCTCGTGGTCAGAACCACAAATCCTCGGTTGGCCAGCAGAGACGCTCTCCGC
TCCGACAAACCTCCACCCGATGTGTACAGATCCAGAACGGCAGGGAACGGCCCGCTGCCT
GGGGGAGTAAACAGCACTCCATAAATATTGCCCTGTCTGACAGGAACCCGGCGGACCCCG
TCTCTCATCAGAAGTCGCTCATTTTCCGCCTCCGCCAGCATCCGGCCCCGCTTCTCCTCC
CCACCCTCGTGCACAGAGAAGTTCACTATGTGAGGGTTCAGTGCATTCATTCTTTGAAAT
CTTTTGAACAAGACCGCCGGCTTCATCGACCACAGCAGGCCCATGGGTTCAACGCCACAG
TAGCTTCCCCCAAGCGAGACGTCTCTGTCCAGATGGATCTCTCCGTTCCTGTCAGCCCTG
TATGTGGCTGAGGAGCTGAACAACACTCCTTTCTCATCGGTTGACCTGGCCTCCACGGTG
ACCTCCTGCTTCGGCCTCAGACCTGCAACCTTCACCTGGATGGGCTCATCGAATAAACAC
CTGGCGCTCGGCAGCAGCCTCAGTCTCACCTGGGCTGACATCTTACCCTCTCCGCCAGAG
AAGGTTAACGCGAAACAGTTGTTAAATATGGCCGTTCAATCCCGATACTGCAACAAATGC
CTCAAACTCCACGTTA
>CL8835Contig1
CGGCACGAGGCTCGCCTGTCAGTCAAGGCAAGATTGTGACAATATGTGTTTATGTTTTCC
CTTATCATTTTTTTTTTAATTTACTTGTATTTTTCANACAAATTACACATTTTATTTTGT
CACACAGTGCATGTCTAACTGTCTTACTTTTTAAACTGTTGTGTACTTTGCTTTCCTCCA
ACAGATGAAGTTGTTGCTTTTACTTGTGGTACTGGGAACAGTATCTGCCGAGATTCAAGA
TCTTTCAGGAAAAATGTTCACCTTCTCCGAGCCAACCAACACAGCTCACGTTAAGCTGAA
CCCAACAAAAATGGATTACAGCGCTATAACTGTCTGTCACAGATCAGTCACAGATCTCAA
AAGAGACTACGCCCTCTTTTCTTTATCCACACCCTCTCACTACAACGGCTTCNTGACTTA
CTGGTCGAACCAAAACCAAGAGATGCATCCCAATGTCAGAAATGTAGCGGTAACCTATGG
AGGATGGGACTACAAGTCAAACATGTGGCACTCAATCTGCACCACATGGGACTCTGCGAC
TGGACTGATACAGACATGGTTTGATGGGAAACCTTCAATTAGAAAATATGTGAATTATGG
AGCCATCACTGGGACAGCCATAGTTCTTTTAGGACAGGAGCAAGACAGCCATGGTGGGAG
GTTTGACATCAATCAGAGCTTTGTTGGCATGATGTCCGATGTCCACATGTGGAACTACGC
CCTATCTCCATGTGAGATCCAGAACTACATGGACAAAGGGAGCTTCACTCCAGGAAATGT
ACTAAATTGGAAGGCACTTGACTTTCAGATTATTGGCAATGTGCTGATTGAAAATCAAGC
TGTTTGTCAATGTATATAAACTGGTAT
>CL8836Contig1
GGGGGGGGATGGAGGAGAACGTGTCAGGGTGAAAGAACCGCGCGGTTGCTCCATAACAGG
TGGCTTCTGCACTCTACCCGCCAACAACCGTCATGCCTTATGGAATATTCACGGACTACC
GATGACATTCCAGCTGGATTACCGTTTACAGCAACAGTTATTTTTGCCAACAGCTATTTT
GATTTTTTTTTTTCTTTAACCAAGGTTGATCTTTGTTAAAAAGCAACTCTTCAAGACGCT
TTTTCTTTTTCTCTCTTTTTGTTTTGTTTTTAGTTTTTTTGATTAGGCCAAGTTCCTTCT
GGTCAACTGGTTTTCTATCATGAGATTCCGAATCTACAAGAGGAAAGTGGTGTTTCTGAC
TCTGGTGGTTGTCGTCTGTGGTCTTGCTTTCTGGAGCAGCGGAAGGCAAAAAAAGAGTGA
AAGTAGAGAGTTCCCCAAGGATGTGGAGGCTTTGAAAAAAAGCAGTAGTACCAACAATCA
CGTTCAAGTGCCAGCCACACCTGCAACGAGCCAAGTATCCGTCCAGATCCCCGTCGTACA
GACCAATGAAACACATCAGGAAAAGGCAAAGGAAAAAGCAAAAATGATAAAACCAGACAT
CAATAACAACACTTTGGTGTATCGAGGCATCGTCTTCCAGCTCAACTTTGACCAGACAAT



AAGAAACGAGAAGAAGTTTAAAACAGCCCGGC
>CL8837Contig1
CGGNAAGTTGTCGCAGAAGTTTATGACCAAGAACGCTTTGAGAACAGTGACTTGTCCACG
TAATAACTGGAGCAGAGAGACTATGGGGAGTAGCATAGTGGCCTCTTTCTAACCTGTTTT
TTTATAGCGTTTGTCTTCAGGGAAACGTCTCCTCTTCCTCTTTGGCTGGTTTCTCTGCAG
CATCAAAGTCATGTTTTATGTTGTCTGTCCTGCTCTCCCTTTTTTTTTAAGCAGCAAAGT
TCTCACGGTTACCACGGTTACTGCTCAGGTGACGGAAAGGACTTTGTTACAAATCTCCCC
CTCCTTCCTACACCGCCTCTGAAACATCCACAGGTCCAGATTCACACCTGCTCGCCGCCA
GGTGCTGCATTCCTGCTCCTAAATCCAGTTTTGGTTCCTGTCAGCAGGAAGTTCTGGTTC
TGGCCATTGCATTGAGGCTTTTGGCATTTAGAGCCCATCAGTGAAGGTTCCTGAAGGCAG
CAATGATGCTTTTATACCCAGACTGACTTTAGGGGGTCTGTGCTGCGTCTCACGTTCTCT
GAACTACACTCATGCCAAAACTGATCCTCAGAATCCTGGATTCTTGGAGAAAAGGTTCCA
GGCAGCGGCACCACACTCACAGTGATGAAGGTTAAAATATATTTGTGAATAATTTGTGAA
TAAAAGCATTTTTTTTTGCTCTTTTCTTTCTGTGAAGCTGCTGTTTGATCAGCTAACACT
TTGCCCACGGTTCTGGTAACTTCTGGAGAAGGCGTTTGGCTTCAGGTGAGTATTGGTTCT
GAAGGTGAGGCAGTTCGCCTTCACTGCTTCCGTTGTCTGTTGAAGGAGATAAAAGTGTCT
GTCTTAAAAATATCTGATCCAGAAGAGGCAAAAAAAGCCAAATTAGAGAAAAGGTTGGTT
CTGCTAGTCCTGTCATAAGACCATAACCTCTTCACCACGTTGACCTTTAAGCTGTTGTCC
AACTTTTCTGTGTGGTCTCAGCTTTGTTCTTCCTATGTTGCTCACTCTCTTTTGGTTTTA
CTTCTGCTTTTCTGAGCTTTGAATCTCACCAGGTGACAAAACCCATCGTTTTTTAGACTG
ACCTGAGTTGAGATGAGCTTTCAAAGCTGCCAAGGTTTTACACCCAGCAAACCAATGAAA
GGCATCAAGGTGCAGACCGAATAACCCAGAGAGAAAGGTCGCTGTAGATTGAACAGACTG
TTCTAAACAGAATTGCTGATAAGTTTACCTCTCCGTTTGGTTGCTTTGCTTTCACATGCA
GCACTTTCAGAGTTGGACCAATGACTGAATCTCCTGCTGAAAAATTCCGTTTAACGGCTT
TTAATTGGAGGGATAGTGTACATAAAAATGTTCAATTCTGCCTA
>CL8838Contig1
ATCCCTTATGTTTTTATTCCACTTGTTTGTCTGTTGTTCTTTTGTGAAACTTAAACTGGC
TCAGTCTTTAAGTGACCAATCAGCACGCACCTTCACTATGATGTCACTGCCACATTCAAA
CTGATCAGACGGCGCTCTCCACCCCATCTATCTGAATGGCTCAAAGACCAAATAATGAAT
GCGCCCCTTCAGTCTCCGCCCTTTGTGTTTGTCTCATCAGATGTTAAATCTGAAAAGTGG
TCCAAACCGGAAACTCGTGAAAGTTCAGGACCTTCAGAACAAACCAGGACATGGACTCCA
TCTGGACTGAGAGCAGAACCAGCTGATCAGTATAAACAGGAACCAGCTGAGAAACCCAAA
TCTGGTCCAAAGGACACTTTCTTTATCAGAGAACATCTAAATGGACTGATTTATTAATCG
ACCCATCTGAACACAAACCGGTCTTTCAGTTGAGTCCATCAGTCTGACCTCTAACTAGAA
ACAGAACCAAATTCGCTCTAATCATTCCATAGTTTTCATTGTCATGGAAACGAAGCCNAT
CACAGGCAATAGCTTTAGAATCCACGACTGTCTTAGTTTATGCAGTTTCTGTTGTTTATC
TTCAGTTTTCTCTCTGATTGATTCTTAGGTTCCATTGAGAATTGATTAGTTGATCATTTG
ATGATTTATTCTAAATATGGAGTTAGTCAAGGAGCTAGAATTATTGAGAAAATTAGTCTC
AGTGTCTGTTTTTGTTTACATCAGGGGTCGGGAACCTATGGCTTGAGAGCCATATATGTC
TCTTTTGGTGGCCACATCTGGCTCGCAGACAAATCTTTAATTATTAACTTTTTTTCTCAT
TAGACCTGTCCTTCTCAGGCGTGATGCAATGCCAGAGAGGCGCGCAGTAGTAGCGGTGCT
TGGAGGGAAAAAATCTGCGACATCATAAGTTTACTATTATCTGTTATATCACAGAGTTTG
TAACAGCCGGGAACCTGTGACCTACCGTCCCTGCAGCTGCTCCTGTCTCTGGGAAGGAGG
AGCAGCTGCAGGGACGGGATGTGTGAGGAGGAACAAGGGGAGGGGTAGTGGGCGCAGGCA
GCAAGTTAAAACGCGCAGATTGTCAAAACGTAGAACACGGGAGGGCTGTTGCGGGAGCAG
GGGAATAAAAAGTTGGGGGTAGCGCTCTCTGCGGGAGAGATTCAGGAGCTGCTGAAGAAG
TTGTATGGCGTTGGTTACGGCCTGCAGTAACCAGAAT
>CL8839Contig1
CCATCTGGCTATTAAAAATGCATTTATCTGCATACCACTGCAGGCGTCCAGGCTTCGCCC
TCAAGCCTGGGGTCTCAATGATCTTTCGGGCTTCGCGGTAACGGCCAGTCTGCAGGAATG
CGAAGAAAAGATCATACAGCATGGTCATCTCTCCCCGCTCCTGACTAATAAAGTCCATGG
CTTTTTGCAGTACTTCGGTGTCTCCTTTCTCCACCAGAGCAACAATGATGTCATGGATGC
GGGGCAGCTGGTTGTAGAGTTTCTGACACTCAATCGTAGCTTCGAGAGCCCCAGCCACGT
CCTTGCTGTTCAGGTGGGCAGTGACTATGGGTGAACAGAGATTGGCGGTGGGTTTGGCCA
GTCCAAGTGAGAAGATGGTGTCCAGCAATCGTCGGACGGCGGGGATGTTGCCCTTAGCAG
CGACATCGTTGAGCATGTGAAAGATCGTGGTGATGTTGGCGTCATTCAGCACCACCTCCT
TCTCTTTCATCTCCTTCAGGATATCTACCGCCTCCTCCAACCTGTCATTTGCAGCGAGGG
TCTTGACCAGTGCGATGTATTTACTGCCATCCAGTGCTACTGAAGAGTCCTTTCGGCTCA
TCTCCCTCTTCAGGTTGAGCGCCTCGTCGACATTGTTGTGGCGACAGCACAGGTTGATGA
GGGTCGCGTAGCTGCCGGCTGTCATCTCCTCGTCGTGCTGCTGCTTCAGCTCGAGGGCGC
GCTGCAGGTTCTCCTCAGCACTCAGAGCCTGAATGAGTTGTTTGAGAACGATGCCTAATG
GTTTGTTCTCCGCCTTCAGTTCAGCCAATTTATTTTCAAGCGCCAACACCTTTTCCTCAG
AGCCTGTTACGCGAGAACCAAACAGCATAAAGTCAGTGGACGCCTTTTCTTTGGGGTCCA
CTAGAGCGACCACATCCTTGATGAGTTCTGGGGCGTGATAAGACTCTAGAAGGTTCTTTA



TTCCTCTGTAGATGTTTAGGGGAATTGTGATATTCTGGCTGTGCAGCTTATTGAGGAAAC
TGCGGAGTTTCTCCACCTGTGCGTGCACCTGGTCCTCTGCCATGTTGTCAAACAAATTGT
AGAGGAAGTAGGAAGCAGCCTCAGAAGGTTTGGAATTTCCTCTGGAGAAGCGCTCATCCT
TGTAGAGCAACTCAGTGAGCTTTACCATGCTCTCCACATCAGTTGACTTTTTGAAGCCTG
TGATGAGGCTGCTGCGGAAAGTACCGAGGTCCACCTTAGGGAAGGAGGGATCCGACAACG
TGGTGTACAACTTGGCCAGGTTGTTCATAGCCATGGAGCGAACTTCTGAGCACAGGAATC
CCTCAGAGTCCCCCGGCCATAATGCCCGGG
>CL8840Contig1
CTTGAAAATGATGTCGCCTTTGCTTTCCATTGGTCCAAACGTGGGGGTTGATGCAGTGTC
GGACACACCAAGCAGAACCAACTCTTTCGTCGCTTGCATCTTAAAAGCCCCCCCCTTGAC
ATTAAATGGTGTGAAGTGCTGTCGTTCCCGACCCTCTGCTTTGGTGAGGAGACCTCCCTC
AGTCGTCGGTTTGATGGTATAAACATTTCTCACAGTTGAATAAACCGACTCCCCTCTCTG
TTTGGAAAGTTTGTCCACCACAGCAGTCGCCATCCCTTTATACTTTTCTGCCTTCTCCCT
GCACTTTGTAACATCCACAACCTGACTGATGGTGACGTTCTTTGCTTCCATGTTCTCTTC
AATGGTGTAATAGCTCTGACACTTGCCATGGATTCCAACCTCCTCAAGGTCATAAACCCT
TTGTGTGGTCTTTACGGTTACTTGGAAGAAATCAAGGATCCCTCTCACAATATTAACAAT
GGTGGTGGAGACCTCAGGAGAGGCCCTGATGTCGCCAACATGGCCGTTTGCATATTCAAA
CATGAAGGGCTTCACGAGCTGAGCAGCAATGCGGCTGGTGAGTTCCGGTGAGGCGTCGTA
GCCATTTTTACCCGGGAAGCCATTGTATTCAGCAAAAGCCAAATCAGACACCTGAAGGAC
ATAGGTTTGCTCTGATGCACCAGTAATCTTGACCTTGCAGGTTATTTTTACACCAGATTC
TGCAAGGTTTTGCTGTCTGAGTCCAAAATTCACCATTCCTTCATACCTGTATTCGTAGGA
TTTCTTTGGATTCAGGCTGAGATCATATCGAAGACTTTGGCATGTGGCCAGAGCCACAAA
>CL8841Contig1
TTTTTTTTTTATGAACGTTTGATTGGAACCATTTGTAACTTGATTGACATATTTGTATTG
TGAAAAATCATTGATCATTAAAAATGAATCGCTGGAAAGAAGCGATTCCTGTTTTCAGGA
GGTAAAACACAGACGGGACCTTTGATCTCG
>CL8842Contig1
CGGCACGAGGTCTTGTTTCTAATGCTACATGCACACCAAACGCAATTTGCGTGTCAAATT
TGCGTTGGCCACCTCTATTTGGACACACGGCGAATTCGCTGCGCAACCGCCACCCCAAAA
TGTGTTCATACACAGTAGCTTCACCATCTCCTGCTGGAGCTGCGTTTGAATGAAGGGCGC
TTCCTGCGGTGTTTCCGTCTCTTTGTGACACTTTGTGTGGCCGCACAAAACGCGTCTGTA
CACTGAGTTAAGTATTGAAAGCGGACGGCTCGGCCGCGCGAATCACGTTTGGTGTGAACA
CAGCTTGACTCTCCTGATGTAGCTCGTAGTGAAGCTCTNAAAGCAGTAAGTTGCCACGGC
AACCGATAGACTACCTGAGATTCAGGGGGCAGGGCAAATTCTAATGATTTAGTAGGAAAC
CTGCATGAGTGCGTTTGTGTTTTGGTGCATGCTGCTTTGTCGCGTGTGTTGAGCACTGTG
GTGCACGTCTGGTGTGGCGCTTGTAGCTCATCTCTTCAAACCTTTCCTCACACTCTGTTG
GTTTCTAATGAGTTTTTCAGGGTTCCTCTGCAAGGTGACTGCTGTTTCAGTTAAGATGAA
ATGAGATACAGTATTTCCCCACNATATACGCAGGGGTTGGTGACCAGTGACTCCCTGCGA
ATCCGGACCCCACCCCCCAAACAATGTCCGTCACTGATCCTTACGCACCAAAAACCAATT
CAGATGCTTTGTAAACCATTTATTAAAGAACATTGGATTATTGCTCAACGTAAAAAGTTT
TTTTTGTCTTTTCTCAGACTGTACGTTAGCTTACAGGGAGTGTCTCTCTGTGCCTTAAAA
CCAGAGGGCATCTTCTTCCAGAAGAAGCCGGTTTCATCCACCATTCATTCATCCGGATGA
TAATTATTCTCCGCGATTATTGTTCTCAGCTTTTCAGGATGTTCTCCGACCGCTTCTCAG
TCAACTGATGCTATTTCTCCATGTAGGGGCACAAACTTCGGTTGGTAGCAAT
>CL8843Contig1
TGCAGGCAATTCGGCACGAGGNAGAGAGAGAGAGAGAGAGAGAGAGAGAGGAGAGGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGNGNNNT
>CL8845Contig1
GAGGCTGTGAAGGAGTTTTAAACCTCATCTGAAAGAAGCTGTCTTCTCTATTTTTCTGGG
AGAACTCCAATCCAAATCATCTCACAAAGATGGGAAAGCTGCTGCTTGTTGTTGCTGTTG
CCATTGCATCTTTTATTGTTGCCGAGTCCCTGGTTTGCAACAAGTGCTCCTTTGGTCTGC
TGGGATACTGCATGAATGCAGCAAATGAAACCTGCACAGGGAATAACAATACCTGCTATA
CCTCTGTATCAACCTTCCCATCTCTCTCAAGCTTCAAGGGTTTCAACCAGCAAGGCTGTA
CATCTAACTACACCTTCTGTGGCACAGTCTACGCTTCAACATTCTTGGGAGTCGACTTCA
ACAGCTACTACTCCTGCTGCAATGCCACAGACAGATGCAACCCAGTGGTCAGCGCCGCCC
CATCCAGCANAATGGCTCTTTCTGCAGCCATCGGTGCCTCCATCCTGGCTTTCATGTTGA
GCATGTGATGACATCACAACAACCAACTTTCCTTATAATCTTCTGAAGTCTGTCTTAATC
CAAATGAAAGCTCTGTTGAAATTGAAGCCATGTGATTTAATAAACTTCTTCTTTGATTAG
ATTCAGAAAACACAACTTCAGGCATCATGG
>CL8846Contig1
CAGCTTCCAATCTTAACAACCCATCAGCAGAAGGTTCGGGTGAGTAGATCAGAACGTTGG
AATAAATGATCTTCTCTTCTGTTGATGAGAGTTTGGTTCCGCAGTCGGACAACAGGGCCC
AGATGGTGAATTCGTCCTCTCCTTTNTGGACCGCCCCGCACTCACCGCCCGCGCCCAGAG
TGTTGGAACCCAGTCGCAGATGTCCACCGTCCACATTCAGGCCCGTTTCAAACATGTCGG



CCTTCACCACAACCTCCATGGAATCCGGGTGGCATATGACCGTGACGGGGCGGTGCTGTT
CGGGGACCTCCGGGGCCGGCTGCTGCTTCACCGAGTAGAGCCGAGGCTGCAGACCGCCGT
GCGTCCCGACTGGAGGTTGGAATGTGCCTTTCTGTAGAACCTCGGCTGTTCGTCTGGCGN
CTCTNTGTCAGAGGGGAAACCCAAGACAAGACCATGATCCAGCAAGAAA
>CL8847Contig1
CTTTTTTTNAAGGGGNTTCCCNNNNNAAAAAANGCCNTTNAGGGGGGGGGGGGGCATCCG
TCACAACTACAGGGACAATGTTCACGTGTGCGAGTGTAAGCGTGACTGGAAACAGGTAAA
AAAAAAAGCCTACAGACATTTCTAATACACGGTCACATCCTGCGGCGGCTTCGCCATGGC
AGGGATTTCGTAGTGGAAAACGTAGTCGATTTGTCATTTTGTGAGTGCGTACGTGAGTTT
GTGTGTGCGTGTGCGTGCAGTATCCACTAGCTAATGCAGCCTCATGTATCGGTGTTAAGA
AACTGTCCTATACCTGTGTTAGAATTAAGATTTACTCTGTAATGAAAAGAAATGTGAAAG
TAAAATTATGCCATATATATCTGAAAAAAAAAA
>CL8848Contig1
TGAGCCGCTGCTTGTTGCTTTCCAGGGAAGACAGTCAGGAGGTACACCTCTCAGTTTGCC
ANTGCGGTGAAAGGTCAAAGCCTCAACAGTCTGTCTGTCATTGTGGGTCCGTGCAAACCA
GAGTGTCCTTTAACAATCTTTTGTTATCCACTGGTCAAAATCTTCCATTTCTAGTTCAAG
TACAGAAGGCACGTCCTCCTCGAACATGGGCATCGGCACCTTCTCTGTGCTGGGTTCGTC
CAAAAATGGATCTTCTTTAACTGACGCTCTTTTTGTGGCGTTCTGTTTCCACTTGCGAAT
GATGAAATAACCACAAACTACCATGCAGATGAGAGTTACTATCACCACAGGAATCAGGAT
GAGCATGAGGGTTGAGTCTCCAGGCTCCTCTGTCGAAGAATCTTCTTCTGATAAAGGATC
CTCTGCACTCCCCTCAGTTGCACTTGAACTGGCTTGATCTAAAGTGGTGGGACTTCTTGT
ACTTGCATCATCTGGCAGATTTTCTGTGCTTTCTGCCAGGTCTTCATCTTGCACAGCAGT
ACTTTCCGTGGTTATTTCTGTCTCTGATTGTGTTGCTAGATCACCTCCATTTTCNTGCGT
TGTATTTGGCTCTTCTTCTGTGTTGTCTGGTTGTGAATCATCTTGCGTGTTGTCTGAAGC
TAAGTCTGAAACCTCTTCAGCCTTTTCAACATTTTCATCATTTTCAGTATTTTCAGTGTC
TTCAGTGTTTTCAGCACCTTCATTGTCTTGGGAAATTGCTGTTCTGGTCAGACTGGCCAG
CAGCAGCAGCAGCAGCAGCAGAGGGGTGTTGACCCAAGCGTCTCTCATTTTACAAGTTAA
AGACCCAGAAATGGTGGCATTATGCACCAACGTCTTCCTGCACTGTCACAACATTGCACT
TCCTGATCTGACTTAAGGTTTCTGAAAAAAAAAGTCCCATACACACCCACAAAGTCACTC
AGATAACTCACTTGGATGTGATGCAATAAGCCGTGTGCTTGTAGCCACAAGTCTGACTGT
TTCTCAGCTGCAGCACAACTGCATTCCCGCCAGTTAGGTATGCACGCCAAAAAGAAGTGA
GCAGAAGGCAGAGCAAACTTGGATGAAGAATGGCCTCTTCCTAAAAAGTTAAGCAAAAGG
TTCCGCTCGCTCAGGT
>CL8849Contig1
GGCCACATACATAAACCCTGACAGCAACACCAGCTTTAAACTGGCTCTGGAGGCTCTGCC
TCAGCTCCACAGCGGAGGCGATAAGAAGTTGCTGGAAGAGCTGCTCAACAAGTTCAAGAG
CAGCATGCATCTCCAGCTCACCTGCTTCCAGTCGTCCAACATCCCGCTTGTCAAAAGATG
ACCTGCTTTTTGCTCCACCACAGCGCCACTCTACTCTCCTTTATCTGCTCACAGTCATCT
AACGAACCGTAACTTTATCTCCTCACCTATCATTGTATTGTTTACTCATCTGTTCTTTTT
ATTTTTTTATTTTTTATTTTTTACTGTGTCACTTTCAATTTCTGCTTCACCAAAAGAAAC
ACACACATGTCTGTTTATCTGATCTGACACTAAATGAGTGGATTTCATTGTTACTGNGCA
GGACAGTCCCAGCTGTTGCGTATGCTAATCGCTCCACTCAAGTAGTTTACAGGCAGGAGA
TGTTGATTGTCT
>CL8850Contig1
GGAAATTGTTTGTAGGCATGCTGGGAAAGCAACAGACCGATGAGGATGTCAGAAGGCTGT
TTGAGCCCTTTGGCACCATAGATGAGTGTACTGTTTTGAGAGGACCAGATGGCACAAGCA
AAGGGTGTGCTTTTGTGAAGTTCCAAGGACATGCGGAAGCCCAGGCTGCTATCAACAGCT
TGCATGGGAGTCGCACAATGCCTGGAGCGTCATCCAGTCTGGTGGTGAAGTTTGCTGACA
CGGAAAAGGAGCGAGGGCTGAGGAGGATGCAGCAGGTGGCCTCCCAACTGGGCATCTTCA
GCCCCATGACCCTCAACTTCCCTGCCTACAACGCATACACACAGGCCGTCAATGCACAGC
TCGTTCAACATCAGGCCTTGGTTGCTCAGTCAGCGTACTTGTCTCCTGTGGCTACAGTTG
CTGCGGTACAGATGCAGCAGATGGCTGCACTCAATGCCAACGGAATCATTGCCACACCCA
TTACACCCATCACACCATCTTCGGGTACAAACACCCCACCAGCTATTGCTGCAACACCTG
TGCCAGCTCTCCCCCCACCAATTGGAATGAACGGTTACAGCAGCGTGCCAGCTCCCACCA
ATGGACAACAAACAGAAACTTTATACACTAATGGTGTTCACCAATATCAAGCTCAGAGTC
CAGCAGCCTTGGATCCATTACAGCAAGCCTATGCTGGCATGCAGCACTACACAGCGGCAT
ATCCTGCTGCCTACGGATTGGTTGGCCAGCCGTTTCCTCAACAGCAAACACTAGTTGCCC
AGCAACACCAGCAGCCTCAGCAACAGCAGCAACGAGAAGGTCCAGAGGGATGTAACATTT
TNATTTACCACCTGCCTCAGGAGTTTAGTGNCTTTGAGATGCTGCAGATGTTCCTNCCCT
TTGGCAATGTNATATNCGCCNAGGTGTTTGTGGNCCGNGCCNCCNACCNGAGCAAATGNT
TTGGATTTGTGAGTTTTGNCAACCCNGCCAGNGNCCNGGCAGCTATCCCGGNTNTGAATG
GNTTTCAGATTGGCNTGAAAAGNCTCAAAGTGCAGNTCAAGNGGCCNAAGGNTGCAAATN
GTCCNTNNTGNGTGNAGNCTGACNGGNGGNAAAACAAATNTAGNGGNGNCTTNTCAGNGT
CCNGCCGGGGGGNGGAATCCNAGGGTTCNTGGNGCTTTCAGNCCGTTTGCCNCCTGTGAG



CGCCTGCGGAGTGCTGCCGNGCNCNCNCTCNCGCAAAAATGAATGCNCTNTCNATCCTGA
ACCTCAAGTGNTTTACNTGTACNTAATGTGCNCAAACNAAAAACNAAACNTGTGTTTCCT
GAAGNCCNCNTACATAGNGTTCNCNCATNTNCTTTNCCCATAGAGNTNTTAGCTTGGTTT
GNCCNTTGTNTGTGTGGNGCAAAGNGTTTNCCCCNACCNAGNCNAGGTAGNGTNTTGNGA
AGAAAAAAAAAACCCACTGCTGATATTTTATTTCAATAGACTTTAACATTTCTATATCCT
GTCAATTACATGACAAATATAGACAAATGTTTCACAAAAAATATGGAAAATACAAAAAAG
ACAATAAGTGAGTAGGTTAGAAAAACTCTGAAGATCC
>CL8851Contig1
CTGATGGAGGCTCTGCAGCGGCCGCAGCATCTGCCCTACTCCCCGGGCCAGACGCGCATG
GCCATGTACAGACACGTCAGGCCTGGGGGGCACTTCCAGGGATTGATGGTTCAACAGAGA
GGACAAGGACCGGAGCGCTTCCTGCACCCAGGACAACAGATGATGACTGCTCCAGGCAGC
CCCAGAAGTAAACAGGTGTTGTGAAGGAAAACATCAGAATAACTCGTGAATCTTCCTGGA
AATGCAAAGAGCTGTTCTGACTGGATGACTTCGATGAAAGCACCTGGCCGCTGGTCTAAA
ACAACAGGTGAAATGGGAGAATCAGATGAGCCGGCGTGTTCCAATCCTGCCTTCAGACTC
CACGGCGGGAAGCTCTGTGGATCCCAAGGGAATTCAACCCACACCTTAACTGGCGGTTCA
CGACACGAGGACACTTCCAACTATCGGAACCACTAGGGCAACCTTTCGAGCGCAGGAAGA
CGCCGCCTTTGCAAACACTGGACCGCCTATGGATGTAGGAACATTTTTGAAACGGAACAG
AGCTACTGAGTAAACTGTGACCAAGAAGAAAGGGACTGCTGGTTTTATTCCACCGTATCT
TGTAAACTCAGGTGTAGAAAAGGAGGTACAACGAGACCCAATCAGCTCCTTACGGTTGCC
TTTGTTTTTTTATTCCTTTCTGAATGTATGAGTGAATGTGTAGACAATGCAGCACAACAC
TGATCTGAGGAATGAAGCATTCAAGCTCACTGACTCTGCACCCCAACTCTAAAAACATTA
TTTTTAAAAAGCA
>CL8852Contig1
AAGCCCCTTTTAAAAATAAGTGAAGCATTATAAAAGGAAAATAATTAAAATTTTTGTCAG
ATTACTCATTACTGGACTGAGAGCTGCTGCTAAAGTTTGAACAGCTTTATTACAATAATG
AATCTAAATCTAAAACAACTAATTTAATGTGAGTAAATATTAGAAAACTCAAAAGCATGT
TTAAAAAAAAAAAGAAAACAAANCTTATTTATTTCCAACAATACATTCTCATAACAAGAC
AGTGAATTTAAAACAAGGGTGTNCTTAATGACAAAATGAGTCAAATCTCCAGGGACATAA
GTTTAAAAACAAAAACCGNGGAATTCTTCCCAGCTCCTGANAGTTGGTTAAAAAAAAAAA
AAATTNTGNCANGCTTTTAATANCNTNTNCCCNTTAAACTTANG
>CL8853Contig1
AGCCATTTTGTTTTCCNCTTTACCCCGTTGTGTTCAGGGACACATTTAAAAAAAAAAAGC
TAAAAAACGTCTCCTTTAAAGTTTTATCTCACAACAAGAAAGTGGATTTTTACATCATTT
CAATGTTCAGCAACAATAATAAATATGTATGTATCACGGAGGAAAAGAAATACATTTGGT
TTCCTTGAGAAGAAAACAAGATAATGTTGTTGTTGGTGGTTTTTTTTTACAAATCCTTTA
TTTTCAATGTAAATGTAAATGTACAGTTTTGATTTCAAAGTTGACTAGGTTTTGTAGATA
CTGTATGCTTTTATTTTGAAAGAAAACAAACAAGTTAAACGGTGTGACATCAGCCTTACT
GTGCAACATTCACTTAAAAAAAAGTCAAATCATAAGAAAAGCGTGGCTTTCCTGAACACA
TTGTACTTGTAAAATGTAATGTCTCTGATTCTTTAAAAAAAAAAAAAAANTCNNGGGGGG
GCCCGGNNCCCATTTCCCCNT
>CL8854Contig1
TGGAGCGCGCTCACCATCCCGCCAGTGCGCTGCGCTCGCGGTGGTTTCTGCTGGGTCCGC
CCCTGTCCTCCCGATGAATTTCGCCCGTGCTCGTCCGGCCGAAGGAGGAAAAGGAGCACG
GAGTGAGCAGGAGTCGCGCTAGCGGACACCAAACAGCAGCCGGCGCCTCCAAACCAGCTC
TCCCGCTGCCGCGAGACTGTTGTCGGAGCCGCGCGCGCACAGGTGGTTCTCCGCGGCCAA
ACGCTGTCGGTGCGGCGCTCGGCTGTGGTCTCCCGGTGGTCTGTGGACGGATAGTCAGCT
TGGACGCCTGCCTGCCTCTTCCTCCCGCCAGTGCCGTCCTCTCATCCAGGATGTCTTCTA
AGGCGCCCAGCTCCAACAGCGTCGCCCACGCCCGCCGGATAGTGCAGCAGCTGAAGGTGG
AGGCCGGCTTTGAGAGGATAAAGGTATCCAAAGCCTCTGCAGACCTGATGACCTACTGCA
CCGAAAACGCCAGAAACGACCCTCTGCTCATGGGCATCCAGGCTTCGGAAAACCCCTTCA
AGGACAAAAAGCCCTGCACTATATTGTAGTGGGCGCAGTGTAGCCTTTGTGTCTTTTTTT
TTGGTCATTATTGTTGCTGTATCCTTTTTTGGGTTGAGGGGTGGATCGGATCGTCAGCAT
TAGGTGG
>CL8855Contig1
AACCCGGGCATTATGGCCGGGGGTCGCTCCTGGATTAATACTGTTGTGATTACGGTTTTA
ATTCTTCCAGTTTTTATTTTTTATGTGTTAAAATTGGGTTGCATTTATGTCTCGGGTGGA
GAAAAAAGCTCCATCTGTATGTACGGATTTACCGCTGAACAACGCGGAGGTTTGTGAAAA
GCTTCATCTGATGAAGGAACTTTTGAAATCTTGTTATGGTCCGAGAGGTAGATTAAAACA
CGTTCGTAATAACATCGGTGGGCGCGTGACCACCTCCTCAGCCTCGTCGGTTATTCTTCC
CGCCCTTTATTCCTCTCAACCTCTTCTTAATCTGATAAAAACCTCCGTCCTGAATCACAT
CTCTCGCTTTATTGACTGTGGCTTGTTCGCCGGTGTTTTCTGCTTGTCTCTCCTTGAACA
GGCGAGGCGGCATGAACTGAGAGAAAGCCTAGCTATCAAAGTGAACAAACACTGCCTGAG
CCTGTGCACCAGTTACCTCCAGAGGGACGACTGCGCATGTCGAGTGAAGATCGACTTCAG
CAGCAGCCAGAACTTGATGACTCTTGCTGGAAGCATCATCTCCAGTAAACCAGCCTGTCT



CCTCACAGAGGCGGAGAAGCTCCACATCAGCACCATGGCTGTGCGGGCTTTCCTGCAGAC
CATCC
>CL8856Contig1
TTTTTATTACTACTAANTATNANATACAATGAGTAAGACAACAGAAAAATAATATCCTCT
AGATTAGACACACATGAATTTGTACAAGAAGGTTAAACATATCANACTTGATTCTACAGG
CTATCAAAATTACAGTGTGTTATCTACGTACAAAGATTATATAAATTACTTTACACGGTA
CTGTAAACATGTCAATACTATTTGGCAATATTTTTTTTCGAGGGACACTGTCAACAATAT
TCAGCTTGTTATGTTTCTGAAAGAGAGGAGTGTGTGAAAGGACAGGTAGCATTTGCTGCA
CAGTGGCCAGCTTTTAGTTGTGGAGTAGAAAAAAAAACAACAACAATGGTTTTTTTCANA
GAGGGAGAAAAAGGAGAAGTGGAGAGAAAGCTGGATGATCCAGTGGGATGCTTCTGGCGA
GTTATTCATTACAACTCTGTGAGTGTATCCCCCGCACAGGCAGTCGGTTGTTTGCAATTT
TCTCACAGTGTATTTTTGGACTGTTTTCACAGTTTTGTACGTGGAAAAATACTTGTTAAA
GACCACAGCTACNGCACACTAATTGCCAAAGTAAAGATGTAATCCCTTTTAGTTGGTGTG
TTAGCATGTCATAGGCGCATCTCTAAAAAGGGGAAAGAGATTTTTGCACATTTGCAAGAT
TGTCCATTTATTAAAAAACAATAATTTTTACAGATAACTAGAGAACTTTTATCCCTGTGT
AAGAATTAAATAAATGCCTGTGAGTCAGCAGTAACAAGCAGGATAAACATACACAGCCAA
CTGACACCTAAGTGGCACAACAGCACACGATGAAATTCAACGAATAAGAAGTACTGCCAA
AGGAAGTTGACATCTTGTCTGACAGTTTGTGATTACATTTCCGTTAACAATGTGAGACTT
CCTCAAAATTTAAAAGCAATCTTTAGGGAAGTACATATTATCCTTCCCCATAAGCCGCAT
AGTGGCAGACACTAATGCACAAATAGCTAGACGTTATCGTCATTGGTGGAGTGCCGTTAC
ACAAGTACCTAAAATTCGTATAAACATTTTACCCTCCCGGCCATAATGNCCGGGTTAAAC
>CL8857Contig1
TGCGCGTGATGTTGGAGCAGCTCAGTATGGGACACTGTTTCCTCTGACACTTGGGGACAC
CATGGTCACACCAGCAGTTGATGCACCTTATCTCGCCCACTAGCGGCACCCAGGGGTGCC
AGCTGTCACTGTTCTGGTAATAATTCTTCCCGAATTTGCACTTGCGCGGGCCGTCGCCCT
GCATCATGTCCCCATGCTGCAGGCCTGCAGGTGTCCTCTCCTCCTCCGGACACTCCTTAC
AGCAATCAGAGGGGCTACGCCTCACCGGGTGACTGCAAGTCAATACTGGACAGGTCAGCT
TCTCACAGTGGACCTCCCCTGTAGAACCCTTGCATGTGCATACAGCACATTTAATGTAGC
CAAAAGGAGGAACAAAGGGATGCCAGGTGGTTCCTGGAGCATGCATCGTTTGGTCTCCTT
CAAAGTAACAACCTTCAGGGTGTTCTTCCACCTTCTTTAAGGCCTTCATGTCTTTAGGCT
CCTTCCTATCATCACAGACTGGGCAGCATTTGTCCTCCGGCTGAATGGTTCTGGAACAAG
TCTGCACTGGACAGATGACCGGGTCACAGATCACTGTCCGCTTCTGGCAGCTGCAGGAAA
AACACGGGTCATAGTTGGGGGTCCAGTTGGAACCGTGAGCATGGTACTGGTTCTCAAAAA
AGCAGGTGTGGGGGTCTTTCTTTATCTCCTCAGGGTCCTTCACAAAGAAGTCCCCGAACT
CGGCCTCCTCCCCATCTCCTCCAACACCAAACTTGCAGCTGTTCGGGACATGAACTCTTC
CTCGTATTTCTCCTTGAGGGTTCATCTTAGTGATGACTTGGATGAAGGCTGTTCCTTGGT
CCAGATGTTGCAGCAGTTCAGCGCTGATGTCCTTTAAAACTCCTTGAGCCTGGGAGCCAA
AGAAACCTGTCAGCAGCCTCTTGTGTGAAGAGCCGCTGTCCTCCAAATCTCTAATCTCAG
CCAGTCCGTGGAGGTGGGCGTTCACTGTGCTGTCATCGGCCTTACTGAGACCTGCAACTA
TTATTTCATAGGTGCAAATGGCACTGTTTGTCTACCGACACCCAGGCGTGGCCAGAGGCT
CCGGTTCTCACAGGTGGGGACACAAAGTATCCAGCCAGAGGGGTGGGGAGCTCGTATCTG
GGCACATCCAGACCGCTGTATGGCAGTG
>CL8858Contig1
AGGAATTCGGCACGAGGGGAGAGTNTCTGAACCCATGATTGAAGTGCCCAATCCCAGAGC
TGGAGAAGATGGCCAGAGGCCTACACTTCTTGTGTTTAGGACCTGGACATTAGAGGATGT
ACGGAAGGCAGTGAGGGGAGTTATCTCTCACGGGCAAATGATGGAAGTTCAGAGAGCTTA
CCATCTGAATGGCATTGAATGTCAGCAAGCATGTATGACTGCTATGAAAGCAGACTGGGC
AAAAGTAAAGGAATCCTATGAATGATGACAATCCACCCAGACCTCTTCCGCATAACAGTC
TAAGAGTTAATTCAAAGTCTTACACTTTTAGGACAAAGAATTAGAGAAGCCTTTCCAATG
AGACCTGATTATGGAAAGATTGGTCAAACTAAACAAAAAGTATGGAGAGTTAGTGTCTGA
TTTTAGAGTCAGATTTGAAAAAGTTTTAAAGCTAATTGTGGACTCAGAGATAATGATGAT
GGTGCCTATAGACAGCAGCTGAAACAAGCCTTACTGCAAGCTATGAGACCAGAGATTGCA
GACTGGATAAGGGAACATTACATAGATCTGCCGACAGGAGCACTACAACAGTTTATGAAT
TTTGCTGTTCATGCAGAAAAAGTGATGGTGAATAAAAAGAAATTTAGGAATCAAAGTGAA
CATACATTTTGGCAGGAGGAAAGTCGTGATGTGTTTTTGTGACCAAAAAAAAAAAAAAAA
AAAAAAAAAAAAACAT
>CL8859Contig1
TGTATGATCTCCTCCTGTGTCAAACCCTGGTTGCCGTTCTGAACCGTCTTTTGGGCCGGG
GGGGAAGGTTTCTCCACTTTGGCTGGCTCGGGGGCAGGAGGCTCTTTTTTGGAACTTTTA
CTCTTCTTGCCGCCCTGCTCCTTGCCTTTGTCTCCACCTTTCGTCTCAATCATGGACTTC
ACAGTTTTTTTGGATTTCTCAGACTCCTGAAAGGCCCGCATGTAGGTGGTGCTCCGAGTC
CTGCTGGTCTCCTCCGCCTCCCTTAAAATCCTCTGGAAGTCGTCCTCAAACTCAAAGCTG
TTGTTGAGAAGCATCAGAGCTCCCTTCTGCACCAGCTCATTCTTGTAGCGATCCCGAAAA
CGAAGCTGAACATCATCTATAAACTTGTCCACATAAGTCAGCGTGAGGATATTTTGAAAA



CCCACCACAAAGATCAACTCAAATTCATTGTCCAGCTTGTATTTCAGACTTTGCCTCTCA
TGAGTGAAGGAGTTGCTCCCACTTCGCTCCTGGAGGATCACCGAGCGGATCAACGCGTTG
ACCGGCCCCGTGAAAGACTCTTTGACCCCGGCACCCTGAAAACACCACAACACTATCCCC
CCTTTGCTGAAGATGGTGAAGAAATCCAGCATCTTGACACCACGTTTCAGATAAAATAAG
AAAACGAATAATAAATATCCCACGACACCACACCACACGCCGGTGCAATAACTGTTTGGA
CACGTCAGGCCCCGGCCATAAGGCCCGGGTTAAAGGGCGC
>CL8860Contig1
TTTTAGCCCCTAAAAAAAGAGGCGGAGTTAAGGCGACGCTGCTGTTCAACTATAAAACAG
CAGAAACTTCTACCAGCAGCACCTGTTAATTCAAACAAGCTCGACACCCTTTTGTGTAGT
TTAACAAGTGCTTCCGTCCAAAAACAAAACTCAGTGATTCCCAATAAATAAGTTTGTTAT
AGAAAAAGTAAGGCTTTTTCTATAGGCCTTACTTCGGCCAGGCTCACAGTTACACACGTG
CATCAACTCTACAGTTCTGTACGTGGAACAGCAGCATCGGCGCGGCCCAACGAGGCAGAG
GCTTTCCGATCCGACAGGCCTGGGCGGGTCAGCTGGGTCTGTCAAGTGCAAAGTGCCGGT
CCGCTCCATTTGGTCCGCAGGGGTTCTGATAACGTGCTAGATAATATTAGCCAGCTCGGC
AGAGTCCGTTTCTGAATCGGCTTCGTTGTCCCTCAGTTCCTGCAGCATCTTTCGGTTTTT
CGTCCGTCTCACCTCGTCGATCGGATAGGAGTACAGAATTCCCAAGCCGATTATGATGAA
GACGATTGGACCGGCGGAAACCAGAATTTTTAGAGTCAAGTCTACACTGGAGGGTTGAGA
GCAGCCTCGACTGATGTAGCCCGCAAAGTCTAAACTGAGAGTGGACACTCCCAGAGAAAC
TCCAGAGGCAAACTTGGTGAAGAAGACGTAGAAGGAGTAGAAGATAGCTTCATGACCCGC
CGATTCGGGGTTGCGCACTTGGAAGTCATCCACGACGTCCGGGAGCATGGACCAGGGCAG
CAGGAAAGCTGCAGCCACCGCCACCCCGGCGAAGAAGGAGACCACGTAAGTGACGATCAG
GTTACTCTTTATGCAGACCACCAGGATCAGGAAGGGAACCACAGACAGGGTGCCAACGTA
GACCGCGGTCTTCTTCCCGAAGCGAGTCAGGAACCACTGCCAGAAGGGGATGGTCAGGGT
GGCCGAGAGCTGAAAGCAGAAGGAAAGGCCATTACAATCCCTAAATAATTGTTCCAACAC
TCGGATAAACATTGGAGGTGTCTGCTTTTAGAAATTAATGCATTAACTTCTGATAACAGA
CACCTCCAAGGTCATTATCCCGCTTCTACCACGGCCGCTTATAATAGAAATAAACACCCA
TAAATGCTTTAATCCCATCATTTTTTAGGTTTTTACCCAAAAAGAAGACCATTTGATACG
TGGTGGGATGCGTCGTCGTGGTAACGCCTACAAAGCCTA
>CL8861Contig1
CTTCGATTTTTTCCAGAAGCTTCTGACGCTCCTTCAGCAGGCGTTTCCTCTGTTCGCTGT
TGCCTGCCAGCTCGTCCTGCAGGTCCTTGGCCTTCAGCTCCAGCTTGGTCCTCTGCTTGA
TCTGCTCCTGGCGCTCTGCCGACAGTTGCTCTCGCTCCTCCTTCATGGCAGAGATCTTGG
ACTCCAGCTCCCGCACAACACGCTCCGTTTCCTCCACTTTGTCTCTAGCATCTTGCTGGG
CATCCCGCAGTTGTCTGGATTTGTCTCCACAGGTCTCTCTCTTGCTGGACAACTCGTCCA
GTTTGGCGCGGGTTTCATTCAGCTCCTGGTTGTAAATGGTGTACTCCAGAGCTCTCCTCA
TCTTGTCCCACTTCTGGTACTGGGCCAGCTCTTCCTTCTCATCTTCCAGAGTGTGAAGAC
GCTCCTCGATGTACTTCAACAACTCATTGATCTTTTCTCGCTTGCCCTCTGTTTCCTTCA
TGAGAGAAATGCTCTCCTCCTTTCGTTCATCATACACCCGTGTTCCCGCCACTTCTCTCA
GGAGCTTCAGCCGCTGGGAGTCAGGTGCTGTGGCCATCTGATTAATCTTTCCCTGTTTGA
CGATGTAGTATGGGTTACTGCGAGAGAAACCGGCGCTTTCCAGAAGGTTCATGACGTCGT
TCTTAGTCACCATCTTCTTGTCCAAGAAATATTGGTCCTTCTTTGCACCAATGACACGAC
GAAGAGAGACTTCCTCTTTGTCAATCGGCAGCCGGTTATCAGAGTTGTCAAAAATAATTT
CCACAAAAGCTGATATGACGCGTGGACCAGTTCCTTCATGCAGAAGGGCCAGACGCTGTT
CAGGCCGCAGATGACTGAATTCATCACTGAGGACGAACTGGATGGCATAGAAAAAGTTAC
TTTTTCCAGACCCATTTCTTCCAACGATGACGTTGTGCTTTGGGCTGAATGGATCAACAA
CAGTTTGGTCCCGGTAACTTCGGAACCCCTGAATGATGACCTGTTTGATATACATGGCTG
CCTAAACACGGCGTCTCCTTGGAAACACGCTGGAGATTAAACTCCTCTCCACCAAACCCA
AGATTCCGGTAATCTTACTAATCAAATGTTACAAGATAAATGTTTGTATTCAACTAAAAT
GAAANGAATTCACCCCCCGGCCATAAG
>CL8862Contig1
TCGGCACGAGGGCTACATCATATACTTTTCATTACTCGCAGACAGTGTGCTTTAGTTTAA
CATCGCTGATCAATCAAAACATTTTAAAAAGCCATCGAAATATGGGTCAATTCAGTTTAA
GATTAAAGTGTCTAATTATCCTTTCATTTTGTTGTTTTTTAATCTGATTCTGCCCATTAC
AAAATATTAGAATAAACTCACAAGTTCAGGTTTTTAAAGAAAACAACACAACAATCAGAG
GAATGATTGGAAACATTTCATTCCATTTTCTGATTTTTTTTTTAGTGATCCATTATGGAA
ACTGCCACAACTATTTTTAGGATTTTCTTTGCAGCTNCTTTACAATAAGAAATTACAATA
CTTTTTACATAGGAGTGCTGCATTTTAAGCAATTTTCTTATTATTTATAANCATATTTGT
AGAAGCTTCTGTGCATTTTACATTACCACAACAGAAACAGTAAAAGCAACGAACACACTT
AAAAAGAATACACAAAACAAACAATTAAAACACTACTACGTGGTTTATTTACAACAAATC
TAACAGTTTATGCCATGTTTATTACATCTGAACTTCCTGCATTAACTGCTTCTTGTGGTT
CTTTGGTTTCAAGCCAGTGGTGGTTGATCAATCTCCCAAGAATAAAGGTTGAACAGCAGA
TTATTTCTGCTTTTCATCCCAAATTTCCATAAAATCTTCATAAAGCAACAACACTTTCAA
TCATCAGTGATTGAGATGGGTGTGGTCTGCCACTTAATGCTGTTGCATTATTCATTTTTC
TAGTTTTAAGTGCCATTTAAGTGTGACTTAAATGCAAATCTGGTAAATTAATCTGTTTCT



TAGACATGATAAAGAACTGTTTTAAATCCACTGTTAGCGACCCACTCTAATGAAAATTGT
TTTGTTTTTTTGTTGCAGATTTTAACATGTTGTTGAGACTTTTTTCTAATGATGGAGGAC
AAATATAAAGAA
>CL8863Contig1
GCACATTAGTGTTTAGTTCTTTAAGACTTCATACCTTATTTAACTGGCTTTCTCAGCTCT
ACATGAAGCCTGACTGTAAGCTTTTTATTCTGTATTTTGTTGTATTTTGTGGTGAGCAAG
CCTGCTGTTGTGTTGCTTACAGTGCCCTCTAGTGGTGACTCGTGGAAATTTCATGACTTG
TAAAAGTGCTGCCTGTCCCTCTGTACTTTTTTTTCCATATAATCTTAAGCAATCAGTCCG
ACATCAAGCGCCAAACGGAAACAGGAAACCAGCTTTTGAAGACAATCACTGGTGGCGTTT
TCGCTCTTTTCTAGAGAAATGAGGAGCAGACTTGTTGTGAGGACACGACGCANAGGCCAT
ACAGTAGGAGAGAGCGCCTGCAGGTGGCGCCCCGGTGGAGGTGTGCACGTCGTTATCGGG
TAAATACCCAGGTGTGCCTCCAGTCACTCCTTCTGGTCATTGACGCGCCGGCGGAAGCCG
GGACGTGCCTCTGAGAAGCACCTGGGGGAACGGATGAAAGGCTCCTCCCTCTGAAAGAGA
AGCACACCTGGTACAGGTACAGGCTGGCTTTAACTCAACCGGTAGTCGGCCCATCGCCGN
GTAGGGGCAGCGAGAAAATGGATCCGTGTGCCTTTAGACTGACGCTTGAGAAGTGAACAC
GCCCCCTTCCTGTAAAGTTTATCATTCTGAAGCTAAAGCCATTCAAACGTCACTTTAGAA
GCGCTGGAGGCTGATTCGACCCGCATCAGCACCAAGGAAAGGTGAATGTAAACTAAAGAA
ATGCTTTCTTGTTCAGCTCTGCACGTTTGCAGAGACTGAGGCTTGGTTCTGTTTTAAGAA
TCTCAGGTGGCTTTAGAAGGTCAACAGGTCATTTTTAACCTAAGATATCACTAAGAAGAC
AGCCTGCTTGCCGTTATGAAACCCCGTTTCCTCCATTAAAACAGAACTGGCTGCATCGTT
TCTGTTTGTACAGACGCCGCGGCCGAAGGGTTTTAGGGAGTCGATGCTGGAACCGCCATT
TCCTCGCCTCTGCTTGAGGAAAGTGCTGGAAAATATTCACTCTCCTAAAAAACAAAACAA
AAAAGTGAACCTCTTCTGCTTTCTGTTGTCACTGATCAGAAAGCAGGGGGTACAGCACAT
AAGGGGCGGGGCTTCAAACTGTCAGAAGGACAAACTGGAGATATTTTTCTGAAGACCAAT
ACTTTTACAAGATAAAAACCCTGTTTACATCCCCGATGCCATTGTCTTTGTAAAGTGTAA
AAGTATGGAAAAACATTTGCCAGTGATTGCAGTAT
>CL8864Contig1
CACGAGGCTGCCGTCCGCTTTCGCTTCCGGCCCGACCTTGGCATGTCCCTTTTGGGTCGG
CTCGCTGGTGTGGCATTGCCAAGGCCTGGCTGTCCCGCAGGCTTGAGTAAATTCTGCCTT
CTACACCATCGGCAGCTGCACGAATCTGTCATTCCACGGGGCCGCGGCGGTCGTTCCTCG
TTTGGTGGTATTGTTGCTACGGTGTTTGGTGCCACAGGTTTCTTGGGCCGTTATGTTGTT
GGCAGGCTGGGACACGAAGGCAATCAAGTGATCATCCCTTACCGAGGAGACAGCTATGAC
ACTGTGCATTTGCAGCCAATGGGTGATCTTGGCCAGCTCATTTTTCGGGAATGGTATGCT
TGGGATGAGGATTCCATCCGAAATTCTGTGAAGTATTCCAACATCGTGATCAACTTGGTC
GGCCGTGAATGGGAGAGCAACAATTTCTCCTTTGATGATGTCTTTGTGAAGATCCCGCAA
AACCTGGCAAGGATTTCTAAGGAAGAAGGAGTTCAGCGGTTCATCCACATGTCACACATC
AATGCAGATGTTGGCAGTCCTTCTCCATTCCTTCGTGCCAAGGGCTTGGGTGAACAGGTT
GTACGAGAGGCGTTTCCAGAAGCCATCATTCTCAAGCCTTCTGACATATATGGCCCAAGA
GGATACTTTTTTCAACTATCTTGCACGTCTGCGCTTGTTTGGGGGAATTCCACTCAATCA
TATGGGCAAGCGCACTTCCAAGAAACCTGTCTTTGTCGTGGACATTGCTAAAGCTATCGT
ACAAAGTGCTCGGGATCCCAATGCACCAGCGCAGACCTACGTGCTCACTGGGTCCAACAG
ATATTCGCTGTATGAAATAGTCAAGTTTGTGTACTCGGTGGCTCATCGACAGTTCGTCCC
TTACCATTTACCCACACCCTTGTACAACCTGTGGGCACTGTTCTTTGAGAAGTTCACTGT
GCACCGCTGGGCGACACGGGACAAAGTAAACAGGATGCACATAAGTGACCTCGATCTTCC
AGGACTGCCTGGCCTGGACGACCTGGGTATTAAGCCTTCATCTATCGAATTAAAGACCAT
TGAAGTTGTCCGTCAGCATCGGCAATACCGCTGGCTTGAGGAAGACGTAGAAGAGGCTGT
TCTACCCAAGATAATTGTTGACCAGTCCACAACATAGTTGCAGCATCACACAGCTCAACA
ACTACCCTCATCAGATGAATCTGGCTGTTTGTTTTGGGTGGGTGACTTTCAGGTTATTTA
TCCATCTCACGTGTTCTGGTTGAAATAAAGAACGACATCAAGAACGAAAAAAGAAC
>CL8866Contig1
TGCTGACGATAATTGTGTAGGTGTTTTATTTATGTGTGGCATAAGTTGCCAGACTTAAAG
TGATGTCTTAAATTTGAAGGTACTGTAATTAGTTTAGTCAGTCACTTCATTTAATAAATG
ATCTCAAAGGGACATCACCAGGTACCAACATTTTTATCAGCAGAAAGTTGGTTAAAAAGA
ATTTTTGTGTGTATTTGTATGTTTACATCTGTTAATTAGTCGTCATGTAAGAACACGTCA
GGGTCTGCTGATACCTTGAATGTCAGATGCATCAGCAGAATTTATTTTTTCAAATGTGGA
TTGTGTTCATTTAAGTGGAATTGTGTAGAACTTCAGTTAGGAGAGAATCCCAATGCGACC
TGGAGTACATTGTCCACTTCTCGCTCTTGCAATTCTCCTTGTGAAAAACAAAAACTAAGG
CATTATGTGACAAATTCTAAAGCAAAATGCACAACAAATATGTAAACTGATGATCTATGC
AAAGTCATTCAAAATGTAATCTGCATTTGTGCTAAACTTCTGAATTTTGTCTACAAAAAT
GGATGGTTTTAACACAGCTAAAACCTCTTTAAATGACATGTTAAAGAGCATTTTGTGGCC
ACCGTGTTCAGATTTGTGAGAACAGCTGATCTAAACATTTTTGTATAAATAACATTCTCA
TAATAGCGCTCTTGTAATGTAGTTATTGTCTGAAGGCTTTTAGAATCACAGGCAGCAGTA
GATTGCTCAGTCTACCGGCTGAGTTTACATTGAATGCAGTGGGAATCCGCTCCACATAAG
AGTCTGAATGTATAGTATGACCCTTTTTATTGTCTTTAATTCAAAAATACACTACTCTTC



CAGTCCTGGCGTGCATATATGTATAGTAATTCACTCAAACATGTTACCAGACTTATAATG
AAGTTAGTTTCCACTGAATGTCACTTGTCCGATTTGGAAAGCACTCCAGCTTTTTACCTG
GATCTTTGTCTATATGTCAAAATGGCCAATAGAATATTTTTTATAATGGTTTTCTTTTGA
TATTTTCTGCAACTTTTCTAAGTGTATCTTTCCTTCTTAAAACCTGATACCAGATTGTTC
CACGTAGAGTAAATACCAGGTCCATGTTGGTTCATCCTGGCTTTAAAGCGGCCTGAATGA
CTGTGTACCATCACTTTTCTGAGCTGAGCTATGGACTAAACAACCACTTCTTTACTGGAC
CAAGAACAATTTGTCCAATTTTTTTATATATGTGTTTCAAGATGTTATAGTCATTGCTTG
TTTGAAATGTTGCCTGTAGATTGTGATATGTTTTGTTCTTTATTGTCTTAATTGACTGTG
TTACATTGATATGGAATGTAAAATATTGTAACCTAGATC
>CL8867Contig1
TAGCGTTGCACACCGACTGCTTTTTGCAGCAGCTGTCTAAGAAATACTCTGGAGGGATAA
AAAGGGATTGTGCTGATTCTATATTTTATATACTCGAATATGAAATATATTATATATTTT
GAAAGGTCAAAGGGGAATATTCCAGACGTATAAATATAAGGAATTGGATTTCTTTTTGTT
CGTTTGTTTGTTGCTAGAACTTAAAAAGGAGGTGCGTTCGGGACTCGTGCTCTCATCCTG
CATCCTTCTCGCTCACATCTCACTCATCCNACAGTCACCCGATCATCATCCGATCACAAA
GTTCTGACACCATGGCGGCACTAAACGAACCAGACCCCTTCATGCTCCCCGTCCCCCGGC
GGGGGCTTGAATTATGCAACGACCCCNGTAGAATGTCCGGATGTGTGGGTTTCCTACTCT
GTAAGACTTTTGGATCTTACGATGCGTGCCTGTGTTCCGCCTCAACCCCGTTTGCATGAC
TGAGTGCGTATGTTTGTGTGCATGTTCCTTTGCTTTGTCCGTTTGCGTGGAGTAACCTCA
CCCCTTCAGATGTCTCCTGTGCACATACGTGTGTGTTTCCCTGAGTGCATGCGTGACGAT
CAGAGTGCTTGTGCCAGAGTGACTGAGTGTGCATATCAGGGTGTTTGAAACATGGGGCTG
CGTCACCTCGCTCCATGCCCGACCCCTATGGCTCACACCATCCCCTGTAGCGCCTNATAG
TGGCAGCCTGCCAGTAGGAACAACTCAGCCAGTAGTGGAGGAGGGAAGGTGAACAGAGGA
ACTCGGCTCTTCTTGTCAGTTTTCATTTTCCTCCTGAGACGTGTTTGTTTACTATCTGAA
AAATCTATAAACTAAATCTTTAAAGACAAAAAAAGACGAAAAAATCTTCACGGGGCCCCA
TGACTTGCGGCTCCCTCTACTCTCTCCTGCTTATGTTATTACTTAACAATTATCAATGAT
GATTATTATGATTATTATTGCTATTATTCTTAGTATTCTTATTCTTATTATTAATCCAAC
TACTGCGATGAATGACTTCATGTTATCCTTGCTAGTTTAGGTAATTTCTGAAACTGGAAA
CAAAATAAAAATCTTGCTGTAAATGTTTGTTTTTTCTTTTTCATAAAACTGTTGTGTTTG
AATTATTTGTACTTTTGAATGTGGGACAA
>CL8868Contig1
ATTAAGTCTGTTTGTCTTANTTTTCAATAAATTAATTTGACTACTGCTTTGTTTTGGCTT
TTCCACAAAAGTTTATGCTTGTCCTGGTAGTCATGTTTGTGATCAAAAACATTTGAGCTG
CTTTGACATCGGCACCCTGTCTGCCCGACACCTGAATGAAATCTCACACCCTTAAAAGGC
ACCTAAGGCTTTACTNTGAGCCAATGAGACGCAGGAGGAGCATAAGGAAGTGATGGGGTT
CACAGAAGAGGAAGATGCAGTGAGGACAGAAGGCCTAGTGAGGGTTTTTTTAAGGAGGAA
CAGAAATAAAACACCCAGCAGAGTCCTGACTCAAGATCTCATCTCCACAAATGACTTGTA
CCATTTCAAGCTTTTAATGTGATCATCCACAGTAATCATAGGACTTTGATGTTCTATTAT
AACTAATGCGTTTAAAATAAGAACACATTTGTTTTCCACTTCTGTGCAAGAGGCTCAGCC
AGGCCAAAACAGCTTGTGACATGAAAATGGAGAGGAAGCAGTCGGCCAAATATGTTCAGT
CCTCCTCAAAGACAAGACCATGATGGTGTGAAGGTTTTAAACATCAAGTTTATTTTAAGA
TAACCACAATCGTGTTCATTTTCATCTTGTATTTCTTTAAGACT
>CL8869Contig1
TTCGGCACGAGGGGAGTCCAAGAGACTTTGTACCACGGAGTCCCAGTTGTGGGTCTGCCT
TTGTTTTTTGATCAGTATGACAACCTTCTCCGGCTGCAGGAAAGAGGGGGAGCAAAAATT
CTCTCAGTATCCACAGTGGAGAAAGATGACAGCTTCCTGAAGGCCATACAGGAAGTCCTG
ACTGAACCCTCCTACAGGATGAACATGCAGAGACTCTCCAGGCTGCACAGAGATCAGCAG
GTGAAGCCGATGGACAAAGCCCTCTTCTGGATAGAGTTTGTCATGAGACACAAAGGTGCT
GCTCACCTGAAAGCTCAGTCCTACAACATGTCATGGTTCTCCTACCACTCTGTGGATGTG
GTTCTGTTCCTGACTGCAGCGGTGCTGCTCGTGACTCTGACCTCTTTCATGTTCATCAGG
TGTTTATTCAGAGCTGTTTGTAAACATAAAGTGAAATATGAATGACAATTTGCAACTTTA
CACACATGATTACGTTCGATACCTCCGTTTAAGATCATTTGTTAAAACTGANATCNGGAC
ATATTAAAAGTGTTCAGATTTCCTCTAAGTGTGAAGTNGGAGCATTGGGGGGCAGAAGAC
CTTGGAAGGGTGAAAAATTAGAACAGCCAAGTTGATGGTCATAACAAATGGAAGGATCAA
ATATACGTAAATAATAAGTAAAATGTATAATGTGAGGGGCTCAAGATTCCATTTCAAAAT
ATTGCTTCTGTTGTTTTTGCAATGCTTAAAGAACCATGTACTGGTGTTTTCTCAATCTTT
GTCAATAATGACACAAATACTGACAGCTGCTAGCTGCCCCCCCCTCCTTGCCACCTAGTA
GCTCTGCCTCTGCTTCCAGTACATTTCTTTTATTTTATTTTATTTTTTNATAAGGGATTG
TGACCTGCATTGCCATAGGGTGTTTATTCATGCAGTTCGTTATTGTAAAGGGAAACTTGA
CTGACGATACAATCAGTAATATCNGAGTGAAAACNGGTCCAACGCAAT
>CL8870Contig1
GTCGACCACGCGTCGGGTCTTATTCTGAGTCATCATCGAGGTTAAATTCCCTCATTGCTT
TAGAGCTTTAACTTTTAATACATCCCATATTATATCAAACCAGGGTTGTTTTAGAGCCAA
AGCTGGAAAACTTTTGTCTTTTTTTTCTAATTTCTATTTAACCCAAGTCGCTTCTCTGCA



GGACAAAACTCCAGGATCATCGCAGCGGCAGTCCTGCTAAATTCAAGCAGTGATCCGCAG
CAAAGATGATGGGATTTTAATTTGAGAAGAACCACTCGAAATTTTTGAATTTTCTCCCCC
CAAATCCTCAATCTTTTTTTAACTTTGCAAACGTAGAACAGGTTAACTATTTCGTACTGG
ATGCTGCGATGCGCAGAAAGTGACGGGGATCCTCATCGCTTCTACAGATTTCAACGAGTT
CGAAAACGCCATGAAAGACGACTTTGCAGACGAGGAGGAAGTACAATCTTTTGGATACAA
GAGATTCGGCTGAACAAAACCGCTTCCACACAACTACAGTTGAATGTGAAGAGCAGGCGT
AGCTCTGTGATGTTTTGCCAGATGAACACACATGCTG
>CL8871Contig1
ATAAACCCAACTTTTAGAAAATTAAAAAAAATTTTAAAACACTTTCTTTAATTATTTCTT
TACCATCTTCAATGTTTTATTCGTTTGATAATTGTTAAAAAAAAAAGGCACTGATTCAAA
TCATCAGTTAAATCTGAATAATTTTCGGTGATTTTTAGGTCCGTGAGAATTTAATCACTG
ACTTCCAACGTCCAAATGGTATCTGCCTCTAGATTCGTCTGAATCGCTTAAATAACTTCA
GAAAACCTTTCTCCGTTGTTGCCGGGGCAACAGCATCTTCACATAGTGCAGTCCTTCACA
ACTCGTCTCGNGCCACCTGGTCCTCCACCTCTTTGACCATCAGCTCTTCTTCCACAATCT
TTCCATCTTTATTCCGATCCTGGTTGTCAAACATGTCCTTTATGATGCTGCTGGCCTCCA
TGCCCGGCCGCAGGCGTCCTTTATCCTCCTGGACTTGACGATGGATGAATTCGGAGAACT
CTTCCAGAGGGACCTCCTTGTCCCCGTTCACATCCATGGCATCAAAGAGGGGGTCGGGTC
CGTCTCCGAGCCACACAAACATGTATCCTTCAGGGACCCCCTTCTGCAGCTCCACCAGCT
CCAGTTCAAACAGCAGCACAGCACTTCTGGGGACATCTCCAGCTCCATTTTCCCCGTGTG
CCCAGTGGG
>CL8873Contig1
TTTTTTTTTTATGTGAAGAAGTTCGATTTTATATTTGAATTCAACACTTATCTTCCTGTT
TATTTGTAGTAATTAACATTAAGGAAAAAAAATATTTCTTTTTGTGTTCAGGTGCGAAAT
TAATTTTTCATACAAGCTTTGGGCAAAATACACCGGAACTAACTTTCATTTAAG
>CL8874Contig1
TTGTTAATAATTACATGNAATNGTAATGCAGTGGAATAAATTGCTTTCACAGAGAAAAAA
GTATATTCTATGACTGAGATCATTCAGCCAAATCACAGCTCTGAACTAAAAAAAAACAAC
AATTTTCAGTCAAATTAGCTCAAAATTCACAATTAAGATAAAGATTTATTTGCAGAAGCA
GCTGATACAAATGATCAGAATATGATTCTTTAATCATAAATGGTTTATGTCAAAGCCTAT
CAGGAAAAATTATTTGCTATTCACGCACACACACTCATCCACACATCTTTAGGCCTACAG
GTCATAAATACAGTCAATCTGATATACAAATATCTGGATAGATTCATTTTCTGTTTTACA
ATGAATTATGGGCAAAAAAAATAGTAATTTTAGAGTGAAGGACTAATGAGGGGGAGGATT
TTTAAATAAATATCCCAATGAAGCAGCATGGAAACACTGCAGACCTCCTCCTANAGCCAC
TTTTGCCTGATCTTATTACTAAACGATGAAAATCAAACTTCA
>CL8875Contig1
TTTTCGGCTCAAAGAAAGGTCTCTGTGTTTGTGGAGACCACGCATGCTGTCCAGGAGATG
AGGCTGCCGGTCGACGGAGAGCTCATACTGAATTCGGGGGCTGGCTTTTACGTTCTCGGT
GGAAAAGGCCCGGCTTGTGGTTCAGGTACCACGACCGAGTTCCAAGACTCGGAATCTCTG
CAGTGGTTCAACCCGGCTCTGTGGCAAGCAGCAGCGTCTCAGAATGACCTTCTGCTTGGA
AATTTCCTGTTTGCAGTCCACGAGGAGAGTGTCCCCTGTCAGCAAGATGACGTGGTTTTC
AAAGCCCTCTCCTCCTTCAGAGTGGACACCAGCTCCAGCCAGCCTACCATCCCTGTGAAA
TCTGTCTCTGTGCTGGGGAAAACATTTGACAGCAGAGCAGAGTTTTCTCAATATCTCAGT
TCCCGCTCTGGTCAAATGCAGTTTCACGGATCTTCAGCAGTCACTGCTGGAAACCCAGGA
TGTGGAGATTCTTCTGGCTGTGACTGTGGCAACTCTGTAAACCATCAGCTCATCTGTAGC
ACTGTAAAATGTGCTACTGTGAGCTTAAGAAGCCACTCTCTCCGGTGGGACACTGCTGTG
AGGTGTGCGGTGCCATTGTAACAATCGATTACACCGCAGGTTTCACTGTGCAGACTTACA
GGGAACGGATACATCATCTTTTCCTTATTCTGCCAAAATACAAGTCCATTCAGCTGGGCA
TTTCTAAAGTCTTCAAGTCACAGAGGTTGCTGGGCGTGATTCCTTTCAGCACAATACCTG
AGATCCAGGTAGTTATTGTGGATGGAGAGGACGGGAAGGTCTCAGAGGATCTGGCTCAGG
ACTTAATGACAGATATTGGTTCTCATGGCTCAGAAATAGGAATCACAGGAAGTGAATTTC
AAGCTTCTTCTGGGAATACCAGTGATCTGTCTGGAAGCAATGCAGGGATGGTGGCTGGAG
TTGTCATTGCAGTTTTATTAATGATTGCACTCATTGCCGTCGGGGCTGTGCTGATCCAAA
AGGGGGTCGTTCGGCTTCCATCCATGCCTACAATCACAATGCCATCTCTGAGCAGCTTTA
GAAGAAACACGGATGTTGGAGATCTTGGTGGAACTATTGACCACGGCTTTGATAACCCTA
TGTTTGACCAGCCGAACACGATGTCTAACATTCCCGGTCTATATGGGACTGACCGCCAGT
CAATCTCTATGACTCAGACAGGTGTGCACTTTGTAAATCCAGTGTATGATGAAAATGAAA
TAGATCTAAAAGTGTAAAGACCTTTTCTACTTTCACTCTAACACGTCTTAATTTGATTGT
TTTTCTCTTCACTTCGTGATTCACAACAACTCAGTTTTTAAGGGCTGAC
>CL8876Contig1
ACTTTAAACATTAGATATTTTACATAATGTCTAAAACATCCGTCTGAGCTGTTTCTTCCT
CAGCAGATGCAGTAAAATGACTGTAAATGGACAAACGTGAGTAAAAGCAACACTTTAGCA
GCTTGAACTTGTCATGACAAATAGATTAACAAACGTCTGCAGCTCTTCACCGCCGCTGTT
AACTGCCTCGTTCAAGACAGGACGGGATCAAAGTTCGTAGCCGAGTCAAATTCCCACCTG
TAAGTGTACCAGGCCACATTGGTCACTCATTTGAAAAAGACAGGTTGTGTCATTATAAAT



GCCATCATCTAATAAAAGTGGTGTTTTCTTAAAACCATTGTGTTGGGCTTTTATTTTATC
AAACACCCAGGTTACTTTTTTTTTTACACCATTTCTTCTCCAACCCAAACAACTATAAGG
TTCTAGAAGGCTTCTGTAAAGGNGTTTCCATGAAAACACAGATNGTTCTACAAAANGTTT
TATAAAAACAAATTTTTTCAAAATAAATGAATAAAATATCTACAAATTAATTAGTTCCAT
TTTTATTTCTNGTCTCNGTTTTAACACGATAGCATTAAAAATCAAAAAGTANATTCTGTT
TTCTTGNGTTCAGAAAAATTACTACNAGTAGATTAAATAAAACAGAAATGAAAACCCTAA
ACCTTCTGTAC
>CL8877Contig1
GCGAGAAAACCTTCTAAACTCATTTTTACAGCCAGACTTTGATCCAGCATGAGGCTACTG
CTGCTGGCTTGACTTTATTGAGCTTTTATCAGTTTTCTTATTTTACTATT
>CL8878Contig1
AGTTAATTTTAAATTGTCGTTTGTGATTATTCTTAGAAATGTACCTGATCTCTAGCTTTT
GGTCCCACATGAACACTCAGAGAGGGGCGGGGGGGGGGGGGGGGGGNTTTT
>CL8879Contig1
CGATATCAGAGAGATCAACAGCATCAGCGTGGCCAACCAGACGGTGGAGCAGCTGCAGAA
GATGCTGAGGGAGATGAGGGGCAGCATCACGTTCAAGATCGTCCCCAGTTACCGGTCCCA
GTCCATGTCCTGCGAGAAAGAGTCTCCGGATTTGTCCCGGCAGTCGCCCGCCAACGGCCA
CACCAGCGTGACCAGCTCCATTCTGGACCTGCCGTCAACGATCCAGCCCAAAGGCCGCGT
GGTCTCCAGACCTGCCATCAAGGACAAATTGTCCATTAAGATCTACGTGCGCGCGCAGTT
TGAGTACGACCCGGCCAAAGACGACCTCATCCCCTGCAAAGAGGCGGGCATTCGCTTCCG
GGTGGGCGACATCATCCAGATCATCTCCAAGGACGACCACAACTGGTGGCAGGGAAAGCT
GGAGAACACCAAGAACGGCACGGCGGGCCTGATCCCGTCGCCGGAGCTGCAGGAGTGGCG
TGTAGCGTGCATAGCAATGGAGAAGACCAAGCAGGAGCAGCAGGCCAGCTGTACGTGGTT
TGGGAAGAAGAAGAAGCAGTACAAGGACAAGTACCTGGCCAAGCACAATGCAGTATTCGA
TCAACTAGATCTGGTGACGTACGAAGAGGTGGTGAAAGTGCCGTTTTTCAAGAGAAAAAC
TCTGGTTCTTCTTGGTGCTCATGGAGTTGGCAGGAGACACATCAAGAACACACTCATAGC
CAAACACCCGGACCGCTTTGCCTATCCAATTCCTCACACGACTCGTGTTCCCAAGAAGGA
CGAGAAGAACGGGACCAACTACTACTTTGTGTCCCACGACCAGATGATGCAGGACATCAG
CAACAATGACTACCTGGAATAC
>CL8880Contig1
TTTTAAAAANCCCCCCCCCCCCCCCACCCCAACAGTTTGGTTTAGACTGACCGGTTCAGA
CTCGATACCCGGCATCGCCTTGGTTTAATTAAAGAAAAAGAAAAAGAGAAGCTGTCAATA
AAGA
>CL8881Contig1
CATAAGATCTGGTGTTTCTGTGAGCTGTGGTGTCAGACGTGGCTCGGATCCCACATTGCT
GTGTCTGTGGCGTAGGCCAGCAGCTGCAGCTCCAATTCTACTCCTTGCCTGGGAATCTCC
ATATGCCACAGGTGTGGCCCTAAAAAGGAAAAAAAAAA
>CL8882Contig1
TTTTTGAAGCATATTTCACAATAAATAAACATGTTTACAGAGAGAGAGAGGCTGAAACAT
CGGATGAAAGTCTGCAGCGGAGACACCGCCTCGCTAATCCCTTCACATTTGACACAGAAT
AAAAACATAATTGGCTGTAAAAATTGATCAAAATGATAAATATATTAAGTGTTTTTTTTT
TAAATGAACAATAATAAACAAAAAAAACAAGATTTACATTCATTTTGGGGAGGAAAAAAA
AAAAAAATCNTTTTNGGTTNCANNAAAANCCTTTTCNGNACAAAAAAGNGNAAAATNGTN
CCAAAAANGNAANTCACCAGGA
>CL8883Contig1
GTGGCTCTGTCATTAAGCTGAGGGGTAATGTGACCTACAAAAACAAGATCTTGTACACCC
CCAATAAAAACAAATTTATTTCTGGTGACCACAATGAATGGGTGACTGTGCAGTGTACTT
ATTCTATTGAAGGCCTCAGTCGCCTTTTCTCGGTGTACAAATTTGAATCTGACACAGAGG
GTGTTGGTAACATTATCCACCGTGTGCAGACCACTCCAGTGCCAACAACAGCATCTCGGC
TGCAGATCAGAATGCCCATCTATTTACCATCTTACCAAGAAAATCCTCACTACATCGGTG
GGATTTATGATCTAGCTGGTAGTTTCAGAAAAGGTAAAGGATCCATGCAAGGAAAGAAAA
ATATTCTTTAGAAGAAACTTGTCTTTTAAGTTGACTAATAAAGCTCTTAAATGAATTGGG
ACATCTGTTCTGAGTCATTGACAATTGATGTTTACAAGAAACCTGCACAAAATAAACAGC
TTTGAGTTGCTCATATTTAATGACTGAGCACTAAAACTTAAATTGTAAAGAACACATTTG
TGTAATGAAGCGAACTAGGTTGCATCATCTAAAGGAAAATGATGGGATTAAAAGTTAAAG
AACTATTTTGAGACACCAGATCAGGGGTGTCAAACTCATTTTCACCGAGGGCCACATCAG
CGTGCCTGATAAAGGGCCAGATACAACTTATACATGTAATAAACACAACTACTCTAATGT
TAAACAACTCATTCATTATTAACTATAGCTTTTTAAAGTGAGAGTTGCATTGGAAACGTA
TGTTTGCTCGTTACTCTAGCATAAATCTTTTAAATTTGATTCTGTCAGGTTAGGTTATAT
TGACAGTGTTTAAGT
>CL8884Contig1
GAGACGTGATCCAGGACAGAACCCTTGTTGGAGAGCGCAGAGCAGCTTCTTCAGCCGCTT
CTTCTTTTTCAGGTTAAACAATGGCAAATCCAGGAATCCAACTGCTCGGCTTCGGTTTGG
CCTTCATCGGCTTTATCGGCACGATTGCGTGTACAGTCATGGTGGAGTGGAAGGCTTCAT



CATACTCAGGAGACAACATCATCACGGCGCAGGCCATGTACGAGGGGCTGTGGAAGACCT
GTGTGTCACAGAGCACAGGACAGATTCAATGCAAAGTCTATGACTCCATCTTGCAGCTGC
CAGCGATGGTTCAGGGCACGCGGGGTTTGATGGTGGCCTCCATCCTGCTGTGTTTCATCG
CCATGATGGTGGCTATGACTGGGATGCAGTGCACTACCTGCATGTCTGACTCACCCGAAA
CCAAAGACAAAGTGGCTCTGGCTGGAGGAGTGGTCTTCATCATTGCAGGCCTTCTGGCTC
TTGTAGGAACATCCTGGTATGGACACAGAATCGCTCAAGACTTTAACAACCCCTTCACTC
CCACCAACTCCAGGTATGAGTTTGGGAGCGCCTTGTACCTTGGATGGGCAGCAGCTGCGC
TGATCATCATAGGAGGGAGTTTCTTGACTTGCAGCTCTTCCGAAAAGCGCAAATAGTATA
GTAAAAAGATCCCAGTTCAAATCCCAGCTGGGGTTCTTTCTGTGAGGAGTTGGCATGTTC
CCCTTGTTCTCTCCAGGCACTTCGGTTTCCTCCCACAGTCCCAAAACATGCTCAAGAACC
TCAACTCGCCTGTTTTCCAGCTATCCCAGGACTGTTTGATGCCGACTACCTACACCAGGT
GTGTTCAGTCTACCAAGATCTGGAATCCCTCGAGTCAGCCAATCAGCAGCAAGCTGGTCA
GGGACAGCTGGAAAACAAGACTGCAAAAATGTCAGATGTGATGTCATTGCAATGTNTGAA
CGTTGGACTCAAAAAAAAAATCCTGAAGAAATCAATATTGGATGAGCAACACATCTTCAT
AAGACTGAGAGACTTCCAAAACTAAAAACAGATGAGGAGAACTTTTTTACTCTGGACTTC
ATTTAGAAGTCAAGGTCAGACCAGTATGTGAATTCTGAGTGTGCATGTGTGCGTGCACCT
GCTTGTCTCCTCCGTGCTGCTGTGTCTATGTCATAGTCTGTGGCATTTAGCTTGATGTTT
CTTTTCTGAGCCACACTGAATT
>CL8885Contig1
AACTCATACTTAGCGTTGAGTGGCGTGTTTGGGTTGAAGAACTGATAGGACACCTGAGTG
GCATACCAGGTACACAGACACCAGTGTGCAAAGACCTGCAAGTAAGGAAAAGCGCCCCTC
CAGTCACAGCGATGCGGGTCTTGGTGGACGGGTTGTTGTCTCCCACCTTGGTGCACTTCA
TCCCCACAACACTGACGATGATGCCGATGAAGCCCAGCAGCACCGACACCACCATGAGAG
CCCGACACGTTTGGATGTGGTAGTCCAGCGAGAGCATGGAGTCGAAGATCTTGCACTGCA
CCTGCCCTGTGCTCTGCGAGGCACAGCTCATCCACAGCCCCTCGTACAGTCCCACAGCTG
TGATGATGGCGTCCCCGGCATAGGGCGACTGCTTCCACTGAGGCAACACTGTGGTGGAGA
TGATCCCAATCCAGCCTCCTAATGCCAGAAAGTAACCCAACAACTGAAGACCTGAGTTGG
CCATTTTATTATCTACCTCTTTTCCTGATCTGACTCTTTATCTTGTTTAATTTCAGTAAA
AGTGTTGCCCCCACTTGGAACAGTCTTTTTGGGCACACCTTTTTTATTGATTTTAACTGA
TTCCTTTGCTATTTTGTCCCTCTCAGCATCTCCTTATCTTTAACAAACATCAGAGTTGAG
TGCGTTTCTCTTGACGTCCTGAGCTTCTCTTCAGGATAATTTCCTCAAGGCTGCCTGGTC
TGGTTCTTTTTTTCTCCTGGGATCAGTCAAAGTAAAAGAAAGAGTTTCTGCTGGTCACTG
ATGGAGCTCATCAAGCATCGCGGCTGGACTGCTTCACCCTCTGCATGGTGTCCTCCTATT
CCTTCCTGACTTATTTTCCCCCTCGCTACAACCTTTCCATCTGCTCCAACCTCGAGTAGC
TCTGT
>CL8886Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTATGACAAAGATTAACCTTTAATCCCAAATGAATA
GTCTCACGTTAAGAAAAAAAACAACATTAGAAACATTAGAAATCAGTCCTGGTGATGGAC
CTTCTTCCCAGTCTGCCTGCGTCTCTGGGTCTTGGTGGTCTTCCCTCTTTTGCGTTTATT
CTCTGTGACATCGGACCTCCTGTCTGTCGGACGGCCTTGCCTGCCTCTGCCGGCCCGCTT
CCCTTTCCTCTTCCTCTTTCTGGTGTAAGTGTTGAGCGCTGCCGTGAGGGAGCGAATCTT
CTTGTTGATGATTGGATTCCCCGCTTTTTTTGGCATGGTGGGAATTTGTTCTTTCTTCTC
TTCCTCCTCTTCCTTGCTGCCTTCATCCCCATCCCGTGTTGTTTCAAGCAGATGGTTCCC
AGAGAGGTCTAGATCGTTGATGGTCGTCACAGTAACAGTATGGTTTGGGTGATCATACTG
TACAGACTCAGTTTTACTCGTCACTACATCTTCCAGAAGATCATCGTCAGCAAGAGCTTC
TGTCCTCTCCTTTAGCATTTTAATGTATTCTTTAAGCCTTTCTTCTTTGACTCTTTTTTG
CTCATCCTTTATTTTCTTTTCTATTTCTTTCACTGCTGCTTTCTTTCTTTCCAACTTCCG
CTTGTGGAATCCAGTGAGATACTCTTGTCTGTCTTTGTCATCAAACGTAACGACGCATTT
GTTTTCTCTCCTCTTAGATCTGGGCTTAAATGTAGACTTCTTTGAGGCCCGGTTAAAGTT
TTTACTGTTTTTCATTGTGAACACGTGAGTGAGCGGCGGTGGTCCACTTTATTTACATGC
GCGTCATTTGATTCCCCCCGGCCATAAGGCCCGGG
>CL8887Contig1
GACGGCCGTTAACCCGGNCCTTATGGCCGGGGAGCTCTTCCCGCTTCGTTCTAAAGTCTT
CGGCCACAGGCCCTCGCGCGCACGGCTCTGCCCACGAGGTATGACCAGAGGCAAAGCGGC
CCGCGTGACCGGATGCCTCGCGTGAACCGGACGGCGGTGTTGTCGCTGCTCATCGTTAGC
AGCTGCGTGTTCCTGCTGTTCCAGCTGCATTACTACCGGAAGTACGTCACCAAGGTGAGA
CTCCAAGTGTTTTTATTATTATTTTTTTATTGAAGCAAATATTCAACAAACAACCACGGC
ATGTCTGTCAATGACAACAATATTAATGCTGGGATAAAGGTAGACAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAACAT
>CL8888Contig1
TAAAAAAAAAAATATACAATTTCTGCCAAAAACAACTATTTAACCCCACAGAAACTTCCC
ACTTTAAAGGTTTCGGACACTGAAAAACCAGTTAACACAAAGTGTGTCAGTGCACTTAAA
GCTGTCATCATATTGTAAACACAAGCAGATTGAAAACATGCATTCTGAAGTGCTGTTGTG
AAACGTTTGCAGATCTTCTTTCCAATCTTCGCTGAAGAGACTTTAAAATCCCCCCAGTGG



TTCCATCTGCACACTTGGATGAGCACCAGGTAAACTATTTCTAACCGCCAGGTGTAAGAG
GGGAATTTGGCCATCACCGATTAGAAGAGGACAGATTTGCCGCCTACTTCTGGATTCCTA
GGCCTGACCGCATGTACTCGTACACCACATAGCTGATGCTGCCTGCAGGAATGACTTTCA
TGAAGTTGGGCAGGATGCCACGATAGAGTCCAAAGAAGCCGTCCTTGGCCAGGATCTGTT
TCCCCATGGAGCCCATGGACAGCTGCTCCGAGCCCTCCAAGGACGCTGCTGCCTGCATGC
GGGTTCGGATCAGAGCCAGGGGGTAGCTGGTCAGCTGGCCACAGGTGCTGGAGATGGTAC
CACAGCCCAACAGCACCAGAACACCTGGGTTTGCTGTGTCTTTGGCATGTTTGGACAACC
AGAAATT
>CL8889Contig1
CATGTTTGCCTTTTTTCTGGACAAGAAAAAAGAGAGCGCGCACACACCAAAGAGTTTTAC
TCGATCTTAAAGCTCCTCTGCACATGTTTTTTTTTCTCCTCCCTCATGTGCACGATGTGC
ACGAGTGTCTGACTTCCACACATCCACACCAAACCCTCCACCAACCCCTGTGTTGTCAGC
CAGGAGGGCAACATCAAAGAGCCAGTAGCTGTGGGCATGAGGAGCCTGGAGACAAGAGTG
GTCCANCANAGGCGGCTGGAAAGCCNAGCGGCCACGGGGAGTCTGGANAAGGAGGTGGGT
CTGCAGAACAAGGAAGGCTTGGAGAACAAGACTCTTATTTTGAGAAGCCTTGCTTTTCTG
GAGGGGAGATGCCAGCTCGCACCATCACACTGCCAACACCAAAGGGTGGATGGAGGTGCA
GC
>CL8890Contig1
TTTTTTTTTTAACTGTTAAAGTATGTTTAATGTACAAATATGCATTTACAAGATACACTG
AAATATATTAACTTACAAGTTTACCACGTGTTTTCAGTCTTAAGCTTTGATTATGACATA
AAAATCAGCAGCAGACATTTTCAACATAATTTACTCACTATTTCAAGAAAACTATTAAAG
>CL8891Contig1
GTTTGNTTGNTTTTTTGNGACAAAAAGNCAAAAAAAANTNCNTGCAAAANGCNTTTNTTG
GNTTTANATANCAATGAANAAANNGNACCTANGTNGGNGNTTTGGTAGNTAAAATAATAC
AAGTTTTAGNTNCCCGTAACCNAAAACTTTGGATAANTAACNCTGGCCTGAAAAACNAGT
AGNTTTTTTTTTTTTTACTTGCACACTTTTTTTCTTGTAGACCTGATTTTTACAGTCGTG
TGATGTCATTAAAGTGTGTTGGGTGTATACGCTATTTTTGTGCAACAATGTCGACACACA
GCATTCGACTTGTCCAACTGTCTTTTCCCTTCATTGATGCTCACAACAAAGCCAAAGTGT
CTCACATCTGCATTAGCCATGTTGATACTGTTCACATGCCTTACTGTCACCTCTGTTACC
CAATAGCGTATTTGCGGAAACTCATGGCTAACATTAGTTCCACCTCAGCTCAAAGATTAT
ACATTTTGGGGGTGGGGTGGGGGTGGAGTACTGAAACTGTACAAAAGTGAACCAAACCAA
AATTGCCGTACCGAAATGGTTCAATACAACTACATGTACCATTACACCCCTAACAGANGC
ATTCAGGAGGATTCACAANGTTGGAAGANGTATTTGCCACNTGGAGNTTTTTAGTAATAG
ATTACCTTTGCATGTAATTGTGAGATTCTCCAATAGAGTCTGATGTTTGTCTGAAGGTGC
AAAAACCATTCGCCTATCTCTGCATGAAATGTTTAAAAATANGTATATAAACATAGCTGT
AGTTAACTGCTGATAAAGATTTAAAANGTNCCTTAAATGTGTTTAAATCTGACNTTGAAT
AAATGTATAACTTCCNATTAATGNAACATTTATNCATTATNGTGGTCNGTCGCTAAGAGA
G
>CL8892Contig1
CGACATTAAATGTAAAAATAAAATTATGTGTTCATAAAAACAAAGAAAACCCCGAAATAA
ATGTCCTGAATATTACATTTAACCATCGTGTTTT
>CL8893Contig1
CGGCACGAGGATTTGTGTAGTACTCATAGTTAACTTTTGACATGATCTGGGACCAGCTGT
TCCCTTGAAGTATTTTTTCCCCTTTCTTTCAGATAATTTTTTTTAATTGACATCATTGTG
ATGATGTATGCAGACTTTTGGCAGAATCTGGTTCTCTTTCACCTCTAAAAACATAATAAT
GTACAGTAGCTGGAGGAGATTGTGTATTGTTTGTTTAAAAAGCTATGTTTTACACTAAAA
CAGAAAGTACATTTAGTGAGAGGTAAGCGTGGGATCTGTGGAAGTAAACGTTTTTATTTT
AACTTCTTTCACTAGCTTCTTTTAATGTTGATTTTGTTTGAATTGTATTTAATTGCTTCA
CCTGTTTCAGCCAAAAGTGCGGTTTCTGTTTTTCTGCCCTTTGCGAAAACAACTTTGTAT
AAATTAGTAAAATCTTATTTCCACGGGAACCTTTCCAAGCCGAAAGGAAAATGGAGGCTT
GGTGTCTTCAGATGGACTCTCCGGACCACTCTGTATATTTTAAAGGCGGTGAGAAACAGT
CTCATCTCTTATTGAACTTGGACCACGTGGGTTGGTGCTCTAAATGGACCAAGGAGGAAA
TTCTTCGGCGTGTGCCGTTAGGGTTGGGCCAAGCATGACTGTGACAACAGCTTCTCCTGC
ACCAGAAAACCAAGCAGAGTCACATATGAGTGGTGGACCAATGAGACTTCAAGAGAACAA
AGGAAAGCTGATTCTGCACTGAACTGCAGCTGCTGCAGCTGCTCCGCTTAGATGCCTCTC
TCGTGTATATTTTAAAAGGACAAATTTTAGAATTGTCTTTAGTGTATCAAAACCATTTCT
AACACTTGCTTCAACAAACATTTGGATATTTAAGGTATACAGCTCCTTGCCCCTCCTCTT
GTCTGTTTGATCCCTAACCCGTTTAGTTGCTTTCTGCCATCTGTGCTTTCCTTTCCTCCT
TTTTCAGTTCCGCATGTGTGTATATTATCATGGTATAATTTATTCTGCTGTATGAAGTAT
TAGAGTAGTGGGAAACTTGTAT
>CL8894Contig1
CGAACGGTTGTAGTTCCAGAAAGTTGGGCTGTGATTCGGAGACACAGACTCTGGACTCCC
CAGCTGGCTGCGGTGGCTCTTCTCCTCCTCTGTGTGCAGAAACCTCTCCAGGCTTTTCAG
ATCCTCCATGTAATCCTCTTTGCTTCCAGGGGAGTTAAACACCGAAGGAGACGTGCGATA



CCGAGCCCTCAGGCTGGAACCTTCTGCCGACCCGACAGTTTTCGGGAAAGGAGAAGAGCC
CGAAGACGCGCTGTAGCTCAGCACCTTCCCAAAAGCTCCCGGGGAAGAAAAAGGATTTCC
TGCACTGCTGGGTGTGGAAGGGCCACTGAGAGACGGGCTGTATCCCGTTACACAGCTGGG
GGAGAATTTGGGGCTGCTTGAAGGAGTCCGAGAGGGACTGAAGCTCAGGACACTCTGGCC
CTGCAGGGGGGACGATTGGGCTGGAACGGGGGTTTCCTTCTTTTCTGGCATTTGGGGCGG
AGAAGCTCGGACAATTGTGTTTCTCAGTCCCAAAAGGCGATGCTGCTCCGGGGTCACGGC
GATGGTGGATGGGGCCATCGTGTACTTAAAATATTTCCAGAAGTCAAAAAGGGCGTTGAG
ACTAAAGAGAGAGGCTAGGACCAGTTCGATGTACCAGATGGGCCAGTAGGTGATGTTGTA
GTATCGGCTCAGCAGCTTCCCACACATTTCAGTGTAAATCATTCCAGCTAAGGACACGTT
GAGAACGGCCCAGGCCAAGACGACCTGTCGCGCCTGCTCCTCTCTTCTCAACCTCAGCGC
TTTATCGATCATGGAGGGAGCCCCCTCCTTTGGCGGGGTCAACATGGTTCCAGATCAGGC
TCGGTGAAGGGAGTTCCACCAACACCGCTGCAT
>CL8895Contig1
GGGGGGGGACTGCTGGGCAGTGGCGGCTGGGACAGAGACCAGAAGGCGGGTGTGGCGGGC
TGAGGAGGCGGCGAAGGATCAGCAGCGGGGGCTTCTGCAGCAACGGCAGCCGACTCGGGC
GCTTTTGGATCCCCCGGCGTCCGTGTCTGGGCGCCGTCCTCCTCCCTGTCCTCCTCCGTT
GGGAACTCCCATCTGGGAGGCGCCCGTACAGGTCCCTCACATAGAAAT
>CL8896Contig1
GATCAAATCTCAGCGGACAGACAGCTGCCAGTTCGACAGAAACGAGCATAATGAGCAGGT
GTGACGTGTTTTTCTACCGATACCGGAGTTCGGCGTCCCTCTGAGCCCCCGCTCGGATGT
TTCTGCGGAGTTTATCAGAGAAGTTTCGCTTCTGCTCCACATTCCTTCAAACTACAGGAA
CTTTTTGGCGGCGCGCTGAGAGTTTGAGGGGCGAGCTGCTCGGAACCACGGAGATCCAGC
TTAGAGGAGACCTTTGTTCGCTTGAAAGATCAGTTCGAGCGAGCAGCAGGTCTGTTGTTT
ACACGCTGAACAACTGGATTTCGGGAATAAACTGAAAAACTGTGGCGATCCGGAAATAAA
CATGAACGTCAGATGAAACTCTTGGATGAAATACCGGATCAAAATGACAGAATCCCCAGA
ACGCCGCTCTTCCGTCTCCTCTGTCTCTCTGTTGGAAGTCAAAGCGGAGACTCATCTGAT
CCTCCAGGCTTTCCTGGACCAGACGCTCGCCATCCCTCAGAAAGAACGGGCTGGCAGAGT
GGGAGGGGCCTACAGTGACCACAACAAGTTCTGCATGAAGCCCAAACCCAAAGCAAAGGC
TGAATCCGAATCCCAGGTGGAAAATGAGGAGGAGAAGAAGCCGAAGGGCCTCCTCCCGAA
GCTGCCTCTCCTCATCTCCTCACGTCATGCCGCCAAAGACCCCAAGGGCTCGCTGAACAG
AGACGTTTCCCCGGTGGAGGTGTCCACGTCCAGCTCTTCAGATGAAGGTGATGGTGAGAA
GAAAAGGAAAGAAAAAATAAAGAAGATCCAAAAGAGACTCTCGTCATTCTTGANAAAAAA
AAAAAA
>CL8897Contig1
ATGCAGTCACACCAGGAGACAGGAATACTTCTGAAGATGCTGCAGAATGACAACTAAGCA
CAAGTAAGACAAACCTGTATGTCTGTGTGTGAAACAAATGAATTCAGGACCATAACAGTG
CAGAAACTAGCCACCAGGGGGCGCAGGCGGTGTAGAAATCAGTTTTTTGTTGTTTTGCAA
ACAAGAGCTGAAGTGACCGAGTCTAAGCCACAATAAAAACAGAAAGTTGGGCGTGATAAA
AGAATGCAAATAAAGACTTCATGTTGTAAAAAGGTCAGAAAAGAGGAGTGCAGAGCTTTG
TGTGGAAGCAGAGAGCGAAACTTTGTTTGAAAACCTCTGCTGTCAGTGCCACATTCAGAT
GCTGCAGACTCCCCCCTCTGCTGTTATGCAACCACGTACACCTCTGTCGCCTCATCTCTC
CATCATATCTCCGCCCCCTCCTTCTCTCTGTTAGCTCCCCTCATCTCCACCACCGCTTGC
TCTCTACCTTTTCTGTTTCATTTTCCATCAACCCGTCACGACGCGTTGGCCGCGAGCCGG
AGGCTGAGCCAGCGCTCTGCCACATTATCTGCCGCTGAGTGAATTACTCTGCCTCCATTA
GGCTAACAAGAGCGCAGGAGAACGGCGGGTGGAGGGGGGGCGGTGGTGGTGGATGGGGAA
GGATGGCGAGAGCAGAAGCAGCACGGAGTTGGAGGAGTTAAAAGGATGGGAAAAAGGGCG
TAAACAAAGTCTTGGTAGGGTTAGAGGAAGGATGAAAGGAGGGAAAAAAAAACTGAGGAA
GATGAAAGGGGAGGGGGACAAAAGATGAGGAGGGGGAGAACGGGCAGACGAAGGGGAGGA
GAGGAAGAGGAGGCAGAACGAGACGGACAAAGAAGGGATGTTTTTGACATGATAAACGGC
ACCAACACACACAAACGGGCGCAGTCTGAGTTAGGCCAGAAGCCAAAGTGAGCGTAAAGA
AAGCCGGCGGTTGGTCCGAACGCCGACGGGTGAGGCGGGAAGAGCGGCGGCGCGACAGTG
ACGGAGCGAAGCCTGCGGCGCTGATGGAGGTCGTGGTCCTGAACAGTTTATACTCTGAAC
ACAAAGAAGCAAACCCTGATTTATCTGGAAAGAACCCC
>CL8898Contig1
ATCTTTATTGATCTATACAGTCACTACAACCAACAAGCACAGAAATACATATTTACATTA
AAAGAGAAGGAACTTAGTTTGGAGAATTTAAGATCCTGACGATACAAAACACCTCACAAA
AAAAAAAAACCAAAACAGTGAANCAAATNAACCGTCCAAAGCANCAAACNCTGGTNCCGT
TTCCAAGTCTCANTTTGCTACTTCCNTCTCGTCAACTTGTCCGTTTGAGTCNCCCGNGGC
GGCGGGCTCC
>CL8899Contig1
GCCAAAAAAAAAAAAGGAATATGACTATGTACTGGCATATCTATCAAGGGGTGTGTCCAT
TGGAGGCCCTAAATTACCAGATGTAACATGTTTCACTGGATATGACAGCTGATTGGGTCG
TAAATTATGTCTCAGAATGGGATTAAAAACATGCAAATGAGAAAGACAGACATTGTTCAT
TTAGAAGAAAGAATGAGGTTTTTTTTTAACTAAACTTGAAGAAGGTTGCATGCATGCAAC



TAAATACGTTTAAAAAAAAAATGGATTCACTTAAATAAATGTGCAACAGATCCACATTTG
ACTGTCTGAAGACGGACCAGGTGACACTAGAGTGTGCACTAGTGATTTTCTAACATGTTG
GGAATACCTGGACAAAAAAATCGAATTAGATCTTAAGTGAAGTACATATTCCCTCTGCCT
GAGCAGCAGGATTTCACAAATTATTAAAAAAATAAAAAAAAGAACCATGTCTGAAACATC
AAAAAAGCTATTTTAACGCAGAATTTGAACAAGTTTGTTCAGCTTTAAAGTTAAAATGAT
AAACATTTGATTTAAATTGCAGAAAGCCCCCAGTGGTCACCTTGAAGAACTGCATTAAGC
ATTTGTGCCATTTTTAAATAAGCTTNAATATGGAAGCTAATTTTAGTTAAAGGCAAAAAT
GTGTTAGTTCATCATACATTTTAATGCAGGTATGGTGAGGA
>CL8900Contig1
TCTGCATCGATATTTTAGGGACAAAATAGACTCATGGAGGTGTTGTTTACCAGCATGATT
ATACTGCATGACTTTTGCAAGCCACTCTGATCTCCCCATGAAAACAGGGCTACCAAGCGA
ATTCACCTTTAAAAAGATGCTGAGTGCAGCCGAGCAAAGTGTTGGTAAAAATGGAAACCC
CGTCAGTGTTGTGAGTTTTTAAGAGAACCCTCGTCACCACAGCAGAGGCAAAACGGTGGC
TGCTTTGCTCCTGGCTGCTTCGTTTCCTCCTCCTCCTCTTCTTCCTCGCAGACTTTTCCC
GGAGCCCCTCCTGGACCTGCATGAACGGCAGCTGAGTGTGTTTGTGTGTGCAGCGCCACC
ATCTGGACCAGGCTTGCAGTGATCTTCTGTCCGTTCTCTCCTACATGGATATTTGGACGT
CGGGACGGAGGAGCATAACTTTTACAGAATCATCCTCACAATCATCACTCAGTTTCACTT
TCCTTGTCTTTCAGAGTTCTTAGTTTGGTTGGGGGAGGGGGGCTCCATTGGACTTTGGAT
AGGTATTTCAAGCTTTTTAAAATAATTCTTTATGATTTTTTTAGTGTCCTGGATGATCAG
ATGTTGTGTCTGGAAGCACGCGTCATGCTCACTTTGCCAAACGTTCCTTCCATACCCCAA
AATATCTTTAAGTGTATTTCTGTAGAAGGAGAAATGGTCATCTGAACAGGAGAGAAATGA
AGGGTTTGGATGTGCCCTTTAATGCGTCGCAGGAAAAACATGAGCAGCTCCTTGAAAAAC
AAGTCAATATTTAAATAAATATATATATATATATATATTTGAGCCAAAAAATCTGCCAAA
AGAAAAAGAGAACATATCCTCGGTATATTTCATATTTCAAGAACATATTTGTGTCACTGC
AGGAACTTTTTGGGGTCAAAAAAAGTTCA
>CL8901Contig1
AATTGTCTTTTTGAGTTGCGCTTTTATTTTTTGAGTTGCGCGTTTATTTTTTGCGGTTTT
GATTCTAAAACCTGTCGACACGTAAAAACAGCGACATGTTAGTCTAGGGGAGGGGAGGCG
GGACATCCCTGATATCCAGAAGCTCATTGGCTGCCGAATAACACCGAGTCTTACGTCAAC
AGACCAGTTTAGAATGTGCCGTTAAGTTTTTCATATCTTTTACTATATTAAACGATCAAA
CTTGTAATTTAACTAGAGGACGCCAACACAGTCAGGTGAGGAGCTCCACCAGTAGCTTCT
AGTGAAAAAAGATGTTAGAAAGTTAGACGTTGCATGAAAAACTATCAGCATTGTTCTCCT
GTGATAGCATGCTAGCTAGCTCAATGCTAGCGGGGTTTCCAGCTCTTTTCAAGACTTTTA
TGGATTAAACAAAGTCGATTTTTTTACCACAGTGTCAGGATCGGTCATGTAAACCTGGGA
ATAATTCCCCT
>CL8902Contig1
ATTTTGGTGGCCCACTATGTCTTCGGACATAAGGGCGTTTGTTTCCTCTTGCCCTGTATG
TGCCAGTGTAAAGACTCCCAGGACTCCCCCTGCTGGGCTTCTTCAACCTCTGCCTGTACC
TTCCAGGCCATGGTCCCATATTGCGATGGACTTCATAACCGGCTTGCCCAATTCCAAGGG
GAAAACGGTCATAATGACTGTGGTGGACAGATTCTCCAAACTGGCTCATGCAGTCCCGCT
GCAGGGGTTACCATCAGCCAAGGAGATGGCAGTTTTGGTTTCGAAACATGTGTTTCGGCT
GCACGGTCTCCCACAGAACATTGTTTCTGACCGTGGACCCCAGTTCATAGCTTCGTTCTG
GAGGGAATTCTGTAAGCTGTTGGGAGTTAAGGTCAGTTTAAGCTCTGGTTTTCATCCCCA
GACCAACGGCCAGGTGGAGAGATTCAACCAGGATCTGGAGACCACTCTGCGAGCGCTGTG
CTCAAAAAACCCCAACACCTGGTCGTCTCATCTCTCCTGGGCGGAGTATTCTCACAACTC
CCTCGTTGGCTCCACCGGTTTTTCTCCCTTTCAAGCAGCTTATGGCTACCAACCGCCTCT
CTTCCCTCACCAGGAGCAGACGGCCGCAGTTTCAGGTCCTGCAGCATTTGTTAGGCGCTG
CCATCGTTTCTGGAAGGGCTTTCGTCACCGGTTGCTGAGGAACCAGGAGAGGTTCACCGC
AGTTGCTAACCGCCGGAGGACGGCCGCTCCTGAGTACAAGGTGGGAGACAGAGTTTGGCT
CTCTTCTACAGACATTCCTCTGAAAGGAGGTGCTAGGAAGCTGATGCCCCGCTACATCGG
TCCATACCCTGTTGTGGGAATCATCAATCCTGTGGCGGTCAGGCTTGATCTTCCTCGCAC
TCTCAGAGTTCACCCGGTATTCCACGTCAGTAAACTCAAGCCTGCAAAAGACTCACCTCT
CCAGCCTCCTCCTGCACCCCCTCCTGCACCTCGTATCGTGGATGGTGGGCCCGTGTACAC
TATTCGGAAACTCCTCGCCTCAAGAAGGGTTGGCCGGGGTGTCCAGTATTTGGTGGACTG
GGAGGGCTACGGCCCTGCTGAGCGTCAGTGGGTGCCGGGGCGCCATGTCCTCGACCCGAA
ATTGATCGCCTGTTTCCACAGGGACCACCCTGATCAGCCTCGTCAGGGTCCGTCTGGGAG
CCGGACTTTGTGAGGGGGGTTATGTCATGATTACAGCTGGCAGCTGCTCCCTCCTCCTCC
TCCTGGGCAATCACCTGGATCTCAGCTGTTGTCTGTTTGTAATTTGTGTTTGTGTATTTA
GGTTCCTGTCCCTGTGGTTTCTGTGTCGCAGTGTCC
>CL8903Contig1
CGGCACGAGGCATCGCTGTGGAGACAATGTTCCCGAGTCCAGCAGCTCCTCCCTCAAGCA
GGACCTCCAGCCCTGGACACCAGCGTCTTCAGCCAGAGACACCAGACTTCCTGTGTGAAG
ACCTGCGGGCCTCCTGTCTTCCATGAACTTCACCTGGACAAAGGTGTGAGGCGATGAGAG
ATGATGGACAGCAGCTGGCTCTCTGACTTCACCCAGAATGACGACAGATTCTCTGACCAA



CGCTTCATTCATGTTCTCATCTCGGAAAATCAGTCATCAATTTGGAACCACCCAGCAGAC
TGGAAAGACCCGCGGCCTCGAGTCTGCCGGGACCCGCGGCCTCGGGTCTGCCGGACCCGC
GGCCTCGGGTCTCCTCTGGTACCCTGTAGATGTTGCTTCTGGGTCTATTTTTAGAACCCC
CCCTGTTTCTCTGATCAAACTTAAAGGTTTGAAAGAACGGATCCGTTTGAACTTGTTAAA
GGCGTAAAGATTAATTGAAAGCAGAGCCAGACTTGAATAAACTCAAGCCTCTGGTTCTCT
GGTTCTCTCTTCACATCAGTATCTTCCTGGAGAAGTCCAACATCTGAGCTGGAATCAAAC
ATTTTTCTGTAGAACACAGAGAACATCTTCATGGTGTTCTTCCAGTTCTTGGTGGTTTCA
TGATCTGGAGCTGCTGCATTCATGTGCCTCAGGGAACTGTTCCAGGTCCTGGACCTACTC
CAGGAGGGTTCTGATCCAGGTCCAGACCTGATCCTGAACAAAATTCCTCTAAAAAACTCC
TGTTGTGATGACACTTCTGACTTTTGCAAGGTTTGACCTAAAATCTTTTCTCTGGAATAA
ACTGTTTTTGTTTTTCACTTTGGAAAGTCTGGTGTTGGTGAACAAATGAATGGACACGGT
CATAGATTTGCTGTTATTGCAAAGTGATGCATTAAAAAAG
>CL8904Contig1
CAATGATAGCAGATTGCAGCATAGAATAGAGTGAACATTTACAAAATAAAACNAGATAGA
AGAAGCCCTAAAGAGTTACGTTTTTCTCAGTAAATGAATGTGTTAATAGGAATTTTCTCG
TCACTAAACTTAAGAAGGTTTGTTACTGCCTACCAAGTGCTTTAAAGATTTTAGACTTCT
CTCATTTTTCTTAACATTTTCAAGTTTTTTTTTAGAACCAAAAAAAGATTTGTTTTTTTC
ATGTTAATTGTACATTATGTTAAAAAAATCACTATTATTTTAAGAAATATGTTATGTAGC
ATTGCTGTCTTTGGCCCTATTATATGGCTCCTATCTGGAATTCGGACATAAATTGTAGTT
TTTTAATTTGTTGATTTTCTTTTTTTTCCAGTACTGATGACAGATCTNCGGAGCCCATGA
CCTGACATGGGGAAGCAGCAAGCTCGGGCATCCNAAATCTTATAACATTTTTCTTGTTTT
CATCGAGACAACNTNAATAGATNCCANAGTTTGATTCCNGTTTTTATATTTCAATACNTT
TTTATATTTGAATTAATGNGGGTCAAG
>CL8905Contig1
TTTTTTTTTTGATGGTTGAACAGGACTTTTATTGCTTGGACAGAGTTTAAGACAACAAAA
CCAAACCTGATGTATACATGTGGACCAGAATCACATATGAAGAAACATCTCCTTCTGGTC
CTGATGTATC
>CL8906Contig1
TATGGTTGTGCCATTCAAGCAAACTTCAGAGTCCAGGCCTGAGGTGCGAAGCTGCCCTGT
CGATGTAGTTTGGTGGGTGATGTGTGCAATCCGTGGAAGTCCGTGGAAGCTGTGGAGATG
TTCTCAGCACTCAGAGGCTTCGTTTGGTGGATTTGTGATTTGTTTGAATAGCAAATATTA
TTTATTTACACGACAACAATGTAGAGAACGGCACAGAAATGGTCACACACACACACACAC
ACACACACACACACACACAC
>CL8907Contig1
GTGGGATTTTATCGACAAGCTGGATATAAACACGTTTGGAAAGTTCTTGGCTGATAACAT
AGTGGGTTCCGTCGTGGTGTTTTCCCTCATCTTCTGGATTCCTCTCAGTATCCTTGTTCA
TTGTATGGACAAACGTCTTGACCAGCAGTACGAGGAGAGCAAAAGGGTCTTTTATTCCAC
TGGAAATTGCCCAGAGACGGCGAGCAGCTTCGAGCCAATGCCTCCGCGCCTCGTCAAGCT
TCCCTTGTCCTCCGCTGGTCGGACCGGGCAGTCCTCCCAACAAGCTCCGCTGCTGAGCCC
CGCCTGGGCAACCTCAACGGCCAGCGCCAGTACCCAGGACCCCGGCCCGAGCTTCGCCAG
CCACCCGGACTGCGCCGCGCTGATGCGAATGGCCACCATCCAGGAGGACACCAGCGACTC
CCAGCCGGGAGAGGAGGGCGATTTCACAACCGCAGGAGCCTCCTCGTCGGCTACGAAGTC
CTCCTTCGAGGATCTGACCGGACAGAACCCGACAGCAAAGGAGCGGTGGCGCCTCAAGAG
ACAGGACTGCATTGACACTAAAGAGACAGATTGCTGAGAGAAAAACAAGCGTCTCTTTTT
TGATTCCACCTCAGATGAAATCATTTGTGGGTCAGATTTTAATTTTCTTTACTCAATTTC
TGGTGAAAATGTAATACCTCTTGCTTTATTTGTGCCTTTTTTCTTCATTTGAAGACTTGA
AATGTATAAGATGTCTCTTTTTTTTGGATAGAAACTACAGCAAACATGTTTTAACTTTGT
TTAATGTTTTTTTATGGATGATTCTGTTGACTGCATAAGTCCACGACTACTTTCCACAAT
ACTTCCTGCATAATTTCTCTCAAATGTGGAACAGAAAGTCACTTGAAGTAATCACCTTTG
ATCCAATTTCCATTGTTTTTTTTTTTTNAGGG
>CL8908Contig1
TCGGCACGAGGATGATCCCGGAGATTTGATCAATTACCCGAAAATCCGGACGTTTCCGCG
CATTTTATGACGTCTGTGCTGGACTTTTAATTGAACTGATTTTTTTTGCTTTTGTTTTTG
TGCTTTCGGATCTTCTATCGGTATGTGGGCCCGATTCGAGTCTTTAAGGACACACCTTAC
ACAATGTAGCTTGGTGTTTATTGTTAATAAAGCAGCAGTCTGAGGCTCGATCAGCTGCTC
TTTCTGCAGGTGCTGCTGTGTAGACGATGCACAAGCGATGTCTGATGTGGAGGCCGCGTA
CGCAGACTTCATCGCCTCGGGCAGGACGGGCCGCAGGAACGCGCTGCATGACATCCTGCA
GAGTCCCACCGACGCAGAGGGGGGCCAGCTGCCCCTCAGCCTGTCCCTGTCCCGCCTGCA
CATCAATGCAGGAGGAGCAGATGCAGACAGTATGGAGGACGAGCAGAGCTCCTCGTTTTC
GGCCCAGAGAGAGGCAGAGCAGAGGAACAGCTAACCTGCCCCGCCCTTCGCCCGGCGGAG
CGGCAGGACGGCTGACAAAAAAGTGCCGCGGTGAATTCCTGCGTTCAAACCTCACAGCTG
AAGGATAGAGCCGACACTGCTCATACGCCTTTGAGCAAAACCATCTGTTCTTCCAGGTCT
CTAGAATAGTGTGACCGCTCACTTCTGTGTCCCTGAGGTTACACGGCAACACTGAACGAC
AAGAAGGTCGTTTTTTTCCCAGCGGATTCTGCGTTCAGTCTTNGTCGCCAAAGGCACAGA



ATGAGCAAAGAAAAGAGGAAACGAGGCTCCTGGTAGTTCCGATAAGTAGAAGGAGTGGGT
CTCAGTAGGAGGAGGGTGTTTNGTAGACATAGTGACACTGAAAAGGACTGGATTGCCACT
TTCTGGCTTGTGCTTCCTTAAACTGAAGATGCTGCAATAGAAGAAAAAAGGGAGAATCTG
GAAGCTTCGTAGATCCACTGATTTGTATAAAAACTGAGTGAAGCCCTAGGCTGCTGATAC
CAACACTATACCCAACGCTTGGAGGGGAAATAAAGGGATTTATTATCTTTTAAAAGCTTT
TTTAAAAACAACTTCTGACATAATAACCATAGAAGAGCAGATTGCTACTATGAAGATCAC
ATGTTTTTTTAAATAAATGACTATACTTGCTTTTCAGCTAAGAAAAAAAGCAGA
>CL8909Contig1
AGGATACCTGGTTACGTGTTTGCCCACATGAATCCAGGCTTGGAGTACCTCTACCTCTCT
TACAACAAGCTCGATGGAGAGGGAACGGAACCAGAGTCCTTCTTTGGCACTTATCAGTCC
ATGGTGGAAATGTGTTTGGACCACAATCAGCTGATCAATGTACCTGCTGGCATCAATGAA
ATGATGGCTTTGCACTTCCTCAGACTCGATAACAACATGATCAGGAGCATCCCGGAAGAC
AGCATCTGTGACCCAGATAGCAATGGGGATACCAGCCTGGTGGCTTTGAGGCTGGAAAAC
AACTTTATCAACTCCAACAAGATCTCTCCCACAGCCTTCTCCTGCATACGTGCTGCCTCA
AGCGTGGTGTTAAAACCCCAGAAAGTGAAAAACTGAAACAACTAAACACAAAACCAACAG
AAGTGAGAAGATAAACATTTCCATCACGATCCGTCTTCCAGCCTAAACAATAACAGATAA
CGACAGAAGGTTCATGATCAAACATTTGATGTAAACGTTGAACATGAGATACAGTGAAGC
AAATAAAAATTTGAACACTTGATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL8910Contig1
TATGGCCGGGGACCGCGAGTTTCGAGGAGCTGAATAATATCCATTCATTTCCTCTCGTAA
ACCTTCAAGTTTTGTTAATTTTTGTTTCGTTAGCAAACCGTTTGCTAACTTATAGTTACA
AGAATGTCTTTAAAGCGTGAAAGGGAGGAAATAGAAGACGACGAGGATAACGAAGACGAA
GTGACAGTCAAATTTAGGCGAGGACGTGTGGTTGAAGACCGAAGAAGCCGCCATTGTCCT
TACCTGGACACCATAAACAGGAGTGTTCTGGATTTTGACTTTGAGAAGCTCTGCTCCATT
TCTCTGTCTCACATTAATGTTTATGCCTGTCTTATTTGTGGGAAATACTTTCAAGGCAGA
GGTCAGAAGTCTCATGCCTACACTCACAGTGTCCAGTTTTCTCACCATGTGTTCCTCAAC
TTGCACACACTCAAGTTTTACTGTCTGCCAGACAACTATGAGATCATTGACTCATCGCTA
GAAGACATCACATATGTGCTGAAGCCGACTTTCACCAAGCAGCACATTGAGGGTCTGGAC
AAACATGGTAAACTGTACAGAGCCTACGATGGTACAACCTACCTGCCAGGGATTGTAGGG
CTTAATAACATTAAAGCCAACGACTATGCCAATGCTGTACTACAGGCTTTTTCCAACGTC
CCACCTTTGCGAAACTACTTCCTTGAGGAGGAGAACTACAGAGACATCCGGAGGCCACCA
GGGGACATCATGTTTCTGCTGGTGCAGCGGTTTGGGGAGCTGATG
>CL8911Contig1
GAGGCTCACGCGGCCGAGCGCGGCGGCAGCTCCATAGGCCCGTCCGCGCGGATGCATACG
AGGGGGGTAGAGAAGAAAGAAAGCGTAATATCGAAAGAGGTGCGTGGCTTTGGAGGATTA
TATCGCACTTTTTGCCTTTGTCCTATGACCCCCCCTCTCTAAAAAAAAAA
>CL8912Contig1
TAGTACATGGNCTTTTATTTTNTAATGTTGACTGCTATAGTCGTTTCAAAGTGCTGGAAA
ATCTTGTCTGGTTTAGTCCGACAGAGGAGCGACAACCCAAGGCACTGGCCTGCATCGAGG
AGCAAGTTCTCGTTTGGTCTTAGGCGGTTCCGCCACACATACTCAAATCCAAACAGGAGA
TTCATCATGGGGGGAAGGGGGGGGGGGGTTNTTNCANTTNAAAAANCAAAAAANCNCANN
CNTANCNTTTTNAAAAAAATTNTAANCAAANCCNTTTTTNA
>CL8913Contig1
GAACACTTTTCCACAATTCAAAATTCAGAAGAATAAAAAATGGAAACATCGATCCCAGAA
AAAATAGACCTGTGAAATCCTTAAACTCCTTTTTAAAAGCAGACATCCCTGGAGTTCCCA
CTGTGGCGCGGTGGGTTAAATATCCGACTGCAGCAGCTCAGGTCGCTGAAAAGGCCATGG
GTTTGATCCCCAGCCCCGAAACTTCCATATGCAGTGGATGTGGCCACTAAAAAAAGTTTA
AAAAAAAAA
>CL8914Contig1
ATAATCTGTACCACCAGGACTGCCACAAGCCCCCAGTGACAGACAAAGAAGTCAACGACC
CCCGCCTTGTGTGGTACTGTGCTCGTTGTACCAGGCAAATGAAACGCATGGCGCAGAAAC
CTCCACAAAAACCGTCTCCTGCATCCGCATCATCAGTGCCTGTGGTGAAAGACACGCTGG
TGAAGAAAACGGAGGGCAAGCTTAAGATTGACACAGCCAACACCTTCCAAGCCTTCAAAA
GGACAGAGGTGAAGCCTCCTGTCACATTGGCGAGTTCCACTAGTTCAACATCCTCCTCCT
CCAGCAGCGGTCTGACAGGCTGGGCTGCGTTTGGCGCCAAAACAAACCCCTCTCTTCCCG
CTAGCTCCAAACTAGCTTCCTCTGGCGCGAGCGGGAGCAGCAAGACCTTGACAGCTCCTA
GTCAGAAACCTGTCGGGTTGTCAGGGCTCGCTGGAGCCAAGTCAGGACTTGCAGGAGGAA
AAGTCGTTGGAAACAACAATGGAAATGGCTCCAGCCAGGTAACTCTCAAGCCTCCTCCAC
CTCTGACTTTGGGGAAGCAGCCAGTCAGTCGCTCGTCGAGCACAGAAAACCCGGGGAAAG
TGTCCTCGCCATCTGGGGCAGGCTCCCCGAGCAACGCCCAAACAGGCTCCAGTGGCAGCA
ATAATGGAGGAGGTAATGGAAACAACGGTAATGGACATAAAGGCGCTCCAGGGGACAAAG
CACCAACCTCTCAAGAATCCCAACTAAACGCCATGAAACGGCTGCAAATGGTCAAGAAGA
AAGCAGCACAGAAAAAGATGAAGAAATAAGTGGATGCATAGAGAAAAGATGAAAGGAACA



TGCAGGAAATTAGTGAATTCATTGCCAGAACTTTGCAAAAACTTGAGGAGCTGCACATGG
AGCATACTTGAAGCTAACTTTGTAGAAAAATGTCACTTCATCATTAGATCTGATCCCTTA
AAAATGCTCCTTTTTACCTATAAT
>CL8915Contig1
GGAACTCCCCCGGGTCCGTCCCAGCTCTCGGAGCGCAGCTGCTTCTCCTCCTGGTACTGG
AATAAGTGGTTGATCTGGTGGGCCATGTTCAGGAAGTCCTCCTGAGAGATCTCGCCGCTC
TCCACACGTTTGCTGGCCCTCATCAGCAGGTCTTTCTTGGAGGCAGAGTTCAAGACTTCC
GGGATCTGCAGGTTGGCATCCACGCTGAGGCGGTGTTTGGGGGTTCTAGGGGTGCTGGGC
CGGGCCGGGCCCCCGTAAGGTTTGTGCCTCAGAGGTCCGGCCTTCGGGTGAGACTCTTCT
GACTTCAGGTGCTTGTTCTCCCAGCCGCTCCTCCAGCGGTGACCCTCCTTACCCTCCTTG
GCCCCCCCATCATTGATGCGGAGGGAGTCCCTAGACTCGCCGTGGCGTTCCTCTGCAGGC
CTTTTGGGCCGCCTGCCGTCTGCCTGGTTCTTCTTGGGGGCGAGCCGCTCATCGTGGCCG
GGTTTGTTCAGGGTCAGGTTGTCGGGTCGAACTCTCCGGGGCTTTCCTGGCTTGTGGGGG
GACGGGGAGCTGCTCCTGGGTCGGCTTTTGGGCGACCGCCTGTCTTTCCGCTTGGGAGAA
GCGTTTGGAGAACGTGACCGCGATCGGGTGCGTTTCCTGGCGTGCGTCCGGGCGTTGCCC
CCGCTCTTCGGCTCGGCCTTGTCGCCGACGTCTTCGTGTTTGGCCGCCGCCCCGTTGTGC
AGCTTGCCCTTGTTGGAACGCGGGGTGTCATCTCGCTCCTTCTTGTCGCTACTTCTCTTC
TTGTCCTTTACCTCGTCTTCTTTTGGCTCGGGGCCGCGCTCCAGTGGTCGCTTCTTCAGC
CGAGGATCCTTCTTCTCCGGGACTTTTGGGTCAGGCCCAGCCACCTCCCTTTGGTTCTGG
ACGCTTTTTGGCAGTTTGTTCTTGGATTTCTCATCAAGTATGTCTTTCCTGAAGGTTCTA
GTTCTATCGGGCTTAACGGGCTTCTCTGGCAGCCTTTTCTCAGGGATGATGGCGAGATTC
GGACGCTGGGGGAGACCTCTTTTCCCTCGTGCCGAATTCCT
>CL8916Contig1
GTTTGAATAGAAGTTGATGTGTGTACGTTGGGATCCATTATTCCAGCAGAAAGGACGTCT
TCGCCTGGCACTCTCGTTGCTTTCTCCTCCGTCATCAGCAAACCTCAGCCTGGTTTCCGG
ACTCTGGTCCTTTCCCCAGGGCACGCGTGATGGGATCTTTAAAGCTGTACAGTTTACACT
CAATGCCTCAACAGGGGACTATAGAAAGATATTTAATTTGTGGATTTCTTTTGCATCTTT
TTGAAGGCTATTGCAGACAATGGTCAAACTGTAATTATTGTAAATAGTTAAAGACTCAAA
CTACATGGAGAGACTAAGAGAATTATTTTAACAGACACATCATAAAGTCTTGTTTTTGTG
TTTTAAGTTTCTGACCCTCCTGTTCTCCTTTCATATTTATTTTCCACAATTGATCTTTGG
ATGTTTGCAAAAATTCAAAACAGAAACAAGGATTTTGTGCCAAAATGCTTTTTTTTTCTG
CAACATGAACTAACATGTTAAACAGAACCAATTTTCTTATATGACTTTGTATTTTGCCAT
CCAGAGGGCAGTTTCGTTCTTCATCATCACCGTCCTCTTCACTTGTTTATACACAATGAA
CATGTTTTGGTTTGAAAGGACCTTTTTGTACTGACAGTTGTGCATTTTCTGTCCTTTGTT
CTGCCTCCCCGGCGGTCCTGCACTGCCCCCTGCTGTCTGAAAATCATTCCACATTGAAGT
CATTTCTGCCACTGAGTGTGGGAGGTGCCGACNTGCTTTAGGTTGAACCTGAAAAGGCAA
GATGGGATCATAAAGGCCATGAATGTGAGTCAAACGACNCTTATGGATGTTTTGATGCCC
CCCCCCCCCCCCCCNTT
>CL8917Contig1
GAGGGCAGGTGTAACCACACCTTCAGAAAACCCGAAGGACCTCCGTCTCCTCCGCTCGCT
ACTCTGTCGGCCTTTGGTTGTTGCCAAGCAACAGCAGCTGATTGTGTAAACAATGCGGCC
GCAGACCGCCGCAGACCCAGAACCAGTGGGAAACGGTAGCAGCAGGCAGCCACTGCACTC
ATTATGCGTAAAAAAAGTCCATGTTTGTGAAAAACGGGTTAATAATAAGAGAGGAAAAAT
ACAAAATAAAGGTATCCTGCTGTGGCATTGGTTAAAAAAAAGACGGTAACTTTGGCTGAA
TTCTGTAAAAGTATTTACTGCACTACTGCTTTTCAGGTTCTGGTGTTCCGTTGCTTTGAT
CCTTCACACATTTTCTTTGCACCGTGATGGCGATCAGGCGTCACGGTTTCCCCACGGCGG
GATCAATCAAACTCCTCTCATCTCCCATAGCGACTCAGCTTCATCCTGTCGTTTTTCGCC
CACCAGGAATTCCGCTGCAGGACATAAGCCGCAACCCCAGCGGCTTTACGGGTCGGAACT
TCAGGAATTGGCTGCTGGAGCTGCGGAACTCCCACTCCCTGATCAAAAGCAGCCGCAGCG
CGCTCATCGACCGCCTGCTGGAGGGGTACGACGACGCTCGCCATGGAACGGGGGTCGGTA
AACGCGGCGTGATGTGGGAAATGATGACAGGGGGGTTTCGGCTGTCCTGAGGTGACGGTG
GTTCTTTCCTCGTAGGTGTTCGGGGAGGCCGAGTTTCTGGAATACCAGCAAGCTCTTAAC
GAACTGGCTGAAGTGTAAGTGTTGCCGGGCAGGTTAAGGATGTTTTCATGACCCCAGCTG
AAATCTCTGTCGTCCCCCAGGGTGAAGGCCTATTCCAGTAACACCAGCCTGGACCAGTTC
CACCAGTCGGCAGCTAAAGACCTGACGGGGTCCCCCGTCCGTGGCGCCCCGTCCACCATC
CAGGTGACCTACCTGCCCTCCGCGGGCCAGCGCAGCAAGAGGCCCAAACACTTCCTGGAG
CTGAAGAGCTTTAAGGACAACTACAACACTCTGGAGAGCACGCTGTGAACCCCGACTGAG
GGGGCACGGGCGGCGGTGCGTTCAAGGACATCCCAGAAGCTGTAAATTTGACTTTTAGAG
GAGCTTTACTATCCGGAGGAAAGCGGCTCCGTATGCTGGTATTTTTTTTAAATGTTCTGT
TTTTTTGTTCAGAAAACTGAATTGCTTTAACGTACATTTAGACTTATATTATGAAGGGGA
AAAAATTCAGAAGAGGAATTTTTTTGTTTGTTTTTGTTTGAAACAGCTTGATATTTATTT
TTGGTGTTAACTTATTTAATTAATGCTGATGACTTATTTTGTTTGTATTTCAT
>CL8918Contig1
CTTTTATTGAATGGATCAGACACGGTTAACGTCTCCCATAAGGCGAGGGTTAAAGTGCGT



TCTGTGAAGCCAGATTCAGGTCTCTCTACTGAAGCTGAAGGTGTGGCAGAAGGCACCGCA
GAAACTCCCCTTGAGACAGAACAAGACTACTCATGGGGGTTCCCCACAATGGCTCCCATC
AAACTAAAAAAAGTCACTCAGACGAGGATTGTAGGAGGCGATGTGGCGTACCCCGGAGAA
ATTCCTTGGCAGGTGACATTGATGACCCGCCCGCCAAGTCAGAAAAGAGCACAGCCCTTC
TGCGGTGGATCTCTGCTCAGTGACTTATGGGTCATCACTGCTGCCCACTGTCTAAACAAC
ATGGGACCGGATTTCTTTGTCAGAGTTGGTGAACATGATGTGAACGTGGATGAGGGTCCT
GAGAGGGACCATGCGGTGGCAGAGAGGCACGTCCACTCATCCTATGATCCTAGGATATCT
GACTACAACCATGACATTGCCTTACTGAAACTTGCCAGTCCCGTTGAGCTGTCCAACCAG
AGGCGCCCCATTTGCCTTGGCCCAAAAGGTTTTATAGAGACCCTTGTGGAGGAGGCCACC
AGCTCCCTTGTGAGTGGATGGGGAAAACTGAGGTTCTACGGCCCAGAAGCCACCAAGCTT
CAGAAACTGGCGATCCCTTACGTGGATCGTAAAGTGTGTAAGGAAAGCAGCAGTGACCAC
ATCACACGCTTCATGTTCTGTGCTGGCTTCCGGGACCAACAGAAAGATTCGTGCAAAGGA
GACAGTGGCGGGCCACATGCCACCAACTACAAGGGCACATGGTTCCTGACAGGCATCGTC
AGCTGGGGGGAGGAATGCGCCAAAGAAGGAAAGTATGGCATCTACACAAGGGTTTCGCAT
TATTACCCCTGGATTGTACAGAAAACAGGAATCAGAATGACCACCTGATGTTTCCTCCTG
TTGTGAATCCTTCTGAAAATCAGAATCATCTAAAATTGTTGCAGAACTTTTAGCTACAGT
TTGTTTTCCCAAAAAAAGAAAACTACTTCTTTTGAGTTTTTCCATGTTTCTTATGGAACA
TTCAGAAATAAAAACCCTTGTCCAATTTCTAATAAATGTTTAATTTGGTACTGTTTTTTA
AGCAAGGTTCACCTACCATGGCCTTTAATGCGCTTAGTCAACTTTGAACTGTATGTGTGT
ATTTCTGTTGTCTGTCTGATCTTGTTTGGGTTGTACTGGAATGCATTTCGTATGTC
>CL8919Contig1
CACCTGGAATTAAGGGGGAGGAAAGCGAGACATGTTAAGGCAGAACAAAATCCCACAGAT
GACTAAAAGAAAAACAGAATTGTTAAACAGAACAGCAAGCGTAATTCAGGAAATTACTTC
CATCTCCTCCATGGGGTCCCATTGGAGGGGCTGTGATACATGCGCTCTACCTAAATAAGA
ATAGCAATAAGTAAAATGCAACAAAATCCAAAAGATCCTTCAGGGCCTCGAACACTCGCG
TCCTTCTGTATGTCCCACAAGCTCTGACCAGCTTGGACCAGGCCTCCTATGAACTTCTCA
ATAAACCTGGTAATTAGAGATCTGATACAGAGGACACAACAGAACAGCTGTAAAAGAATT
GGTGTGTCCACACATATGTACCTTCTCCCAAAGATGAATCTGCTGTGGATCTAAATATTG
ATTAGCGTTAGGGTCAGTAACTTAAATATAAAAAACAATAATCCAAAAACCATATTAGAA
AAACAAAACACAAGACACAAGAATCATGTTACGCCTGCGGAGGGGAGAGCAGCAAATGTG
ATGGGAAAAAGTCCATCAGTGTTTCTCTTCTCAAAGGTCTGCGTCTCCTCATGCTGTCAT
TAAGAACACAAGTGGGGAAGAAAAAAATTCAAGACAAAAAGAAAAGTTCATTAGAGACAG
TCGTATAACTGCCTTATCAACCCAGGACAGTGTCGTAAAACTTCCTCATCCGTGCCCAGG
ATGAGTGAACGAGAGGAACACACACACAAAGCTGTAGAAAAAGTGAAAAAGGTCAATCTG
AGTTACCATTTAAACATCCCTTCTAAACAAATACATTTAAATGATAATAATAAAACAATT
TGACGATGATAATAAAACAATTTCCTTAAGACTCCCTAATGTCCATCTCCCTCTCTTGGA
GTGGAAACATTGCAGAGTCAAACAGAGATAAGGCACAAACACAAAACCAGATTAATTGAA
AGGAAAAATATAAATTGATTAAAAATAGAAATTGAACATAAAATAGGAAAACAACAGACA
GATCAGTGCACAGTTCAGATTAACCAGGCATC
>CL8920Contig1
GTTGGCCACTTTATTATAAAAAATCTGAGTAATTGGAGTTCCTGTCGTGGCACAGTGGTA
ACAAGTCTGACTAGGAAGAACGAGGTTGTGGGTTTGATCCCTGGCCTCGCTCATTGGGTT
AAGAATCTGGCGTTGCCGTGAGCTATGGTGTAGGTCGCAGATGCGGCTCGGATCCAGCAT
TGCTGTAGCTGTGATATAGCTTGGATCGGACCCCTAGCCTGGGAACCTCCATGTGTCACA
GGTTCAGCCCTTAAAAAAAAAA
>CL8921Contig1
CGGCACGAGGGTTAAGCAAAATAGCAGTCACAGTTTATCCTTGGTAATGACTTAAAACAA
TAAAAGATGTATTATGCTCAATGAAGAAGCATTAAAGGATAAGGGTTCCATACAAATTTA
ATGGGGAAAAAACTAAAATTATCGCAATAAAATTTTTGTTTTGTATTTAAAAGCATGATT
TAAAAAGAAAATTCTCCCGAAGGCCAACCTTTTTGGATTTTCTTTAAAACAATAAACTTT
TCTTAATTGAACACTTAATGCAGTATTTAAATGCATTAGAGTATTCTCCAAATAAATAAA
AAATAATATTCAGTTCAGCCAACATTTAGATGCAAATTTCAATATCTTTAGAAAAAACTA
AATAATTAGAACCAAGCTTCATATACTCGTTGGTCATTTATTGGTATTTTTATTTAAATT
TTGAGGTTTTAGGATGTGTTTGTGCATTTCCCCAAGGTGGCAACACTGAGATAATACACT
TGCATGTAGTGTAGTTACTACCATAGCTTCTTTTCATTTTTTAAGGTCAAATTCAATTAC
ATATGGTATATTTAAATTGCCCTTTATTTATAACTTCAGCATTACATAAAAAAATAACAT
TTAGGTTAATACATTTTTTCTTACAAAGTATATACATTTGTCAGAAATGAACTTTTTTCT
CAAGAGCCTAATATTCAAAAGAAAATGCTATAAGCACCCATTTATGAAATAAAGCACATT
TGAGAACGCTCAAAGGATTGTTTAAACTTTTCAAAGCTGCAATTTCAGCAATTCATGGAA
AACATCCTGCATTTATAATATACATCAGCTAAGTGATAATAATAAATAATAATCGATTTA
ACCCAAATTCAAGACTATATGGAGACTCTGGAAATAGAAAGTGCAACTTTAACTGTGGTA
ATGGTGTTTCACCAGGAAAATACATAAATGTTAGAGGGAATGATGGCTGCAGCAGTCATC
AGCCTGAATTGGGTGTGAAACTAGTGTGACTATTCATGAATGAACACTCTGAACAGTGTA
AGGGAAAAATTAAGAGAAAAATTATTTTTCATGTTTGCAGCAATGAGAGAAATAAACAAA



ATGATAAAAACACTCAATCCCAAAACTGTGTGTTTGTGTTTTTGAATGTGAACATACTGC
TGCTCTTGAAAAACTATGATGTGCACACTGATTTACAAAAAGTAAAAA
>CL8922Contig1
GAGGCTGAGTGGCTCTGGCACCCCAGGGTGGTGGGGCTGTACGGGCGGGTTCTGCAGAAC
AGCGACAGCAGCTCCACGAGTCTCGAAGCCGCCGTGGGATCCCTGCAGAACATCACGACA
GGGGAGGGCCGGTGGCCCGCAGTCCTGAGTGCAGTGGTTCTGGAGCAGGAGCGAATGTTG
CCCACCCTCCTGGACCTGCTGGACAGCAGCAGTGATCCGCTGATCCGGGTTCTGACCGGA
CTGCTGAGGAACCTGAGCAGACACTGCAGAGACAAAGAGGCCATGGCTAAAACGGTGGTG
AGCGTCTTGGTGTCCAAGTTGCCCAGCGACAGTCTCCAGAAGACGCCCTCCAGTGAGGTG
GTGGTCAACCTCTGCGGGGCGCTCAATCATCTGGTCACGTGCAGCTCCGCTGCAGCTCGA
GACGTCGCCCTCAGCAACGGCCTCCCCAAGCTGGTGGGGATCAAGACCTCCCACGATAAC
AGCGCCGGGAGCCTGAAAGCTGCCAGAGCAGCCTCCACTGTTCTCTGCAACATGTTCCAG
TACAACAAGCTGCACCGCGACTACAAACTGAGAGGATTCACCAGACGAGACTTCACCGAC
GGGGCCTTCTAGATGTCTGTTTGCTCTCAGTGCAATTCCAGCAACAACCCCCCCCCCCCC
CAGGG
>CL8923Contig1
GACCTCCACCGGCTGAACTCCAGCAACCAGAACCTAAGGAGCGAAGTGGCAAACCTCAGC
CTCAAAAGCGGACCTCCAGGACCTCCAGGCCCACAGGGTCCAGCCGGACAGGCCGGTTCC
CCCGGAGAGAAGGGCCTGAAAGGTGACAGTGGGGTCGCTGGACCTCAAGGACCCAAGGGT
GAAAAGGGACCTGTTGGAGAACGTGGAGAACCAGGACCTGCAGGTGAAGCTGGTCCCAGA
GGCCCCCCAGGAAGTGAAGGACCAGCAGGTCTGAAGGGAGACCCAGGCGCCCCCGGAGCC
ACAGGACTGAGAGGAGAGAAGGGAGACCCGGGAGTTGTTGGTCCACCAGGACCTTCAGGA
GCAGCAGGACCCCCCGGCCCCTCTGGAGCCCCCGGCATCCCTGGAGTCAGCGGTCCCAAA
GGACAGAAGGGAGATCCGGGAAAGGAGTTGAAAGTGCGACTTGTTCCGGGCAGAAACAAA
GGACGAGTGGAGGTGAAACACAACGATGTCTGGGGAACCATCTGTGATGACAACTTTGGC
CCAANGGATGGACGAGTACTTTGTAGGATGCTTGGCTTCGATTCTTGTGTCGAAGTCTTT
ATTGCTACACAAGGATCGGGTCAGATCTGGCTGGATGAGGTGCAGTGCACAGGAGAGGAG
CTAGACATCTCTGCGTGCCGTCATCCTGGGTTTGGCGTTCACAACTGCGACCACAATGAA
GACGTGGGAGTTCATTGTATCTGAAACTCCTGAGAGCAACAGGTGACCGGCTGGGACGGA
GTCTGCAGCAGAGACTGGTTTCCACGGCTTCATCGTTCGCCATCATTTCCTTCTCTGGAC
GACAGCATGTCTCATTCAAACAGCAGCTGATCCTCGGATCTCATGTAAACATGACGACAA
AAATACAAGAAAACAAAAACGTTCCGCTGTGCTGTACGTTCAAACTGCCTTTATAAGCTG
TGAGTTTTCTGTAAGCAAAAGCT
>CL8924Contig1
TTGGGACACTCCTGGAAAAACGTGAAGAACGAGGTGAACTCCNGTGTGTGTGCTGGGGGG
GGGGACTAGTGGCTGACGAGTCCCTGCAGCATCATGACCAGGCGCCGCGCCCTCTTGGAA
AGCGGGTTCTGGGGGTCTTGCTGCAGAAACGCGATCAGCTTGGGTCGGATCTGTGCCAGC
ACGGAGGCCATGTGGTCACGGGTCAGGGGGTCGCTGTGGTCCAGATTCATCACTGCATCC
TCCAGGTAGCTGATTTTGAGCTCAGTGCGGGTGGCCAGGTTGGAGGAAAGCTGCTGGATG
AGTGACAGCAGGACGGGCTGGCTGAGCGGACAGGGGTGCTGACCAAACACCTGCTGGGAG
TCGATGGTCTCACACACGAACAGAACCAGGCTCAGGTCGGTGGCAGACAGAGCCTGCTGG
AAGGCCTGGTTGAGCTGGCCCTGCTGCAGGAGCTGCAGGATGTTGGCCTGCTGCGTCTGG
TAGTCGAAGTGCGCCGTGGGGACGGGCGTTCCGGCCGCCGACCTCATGGCCTGCATGATG
CTGGAGGTGACCACCGCCTGCTGCTCCTTCATGGCCAGGCTCACTTCGCCTTTGATGATC
CGCTGCACGTGGCTAAGAATGGACTCCTGCAGATTTCCCACCATCATCTGCATCTGGTGT
TGAACCTCAGACCGAACGGTAGTGCTGATGCTGCTGGCCAGCTGATCCGTGTTCCTCTGG
AAGCTGTCCATCATCTGCTGGAGCTGAGTGACCATGGGGTCCCGGGCCTCCTGCTCCCTC
TGCTTTCTGCTCTTCATGTGAACCTCAAGCTGCTGGATGTACTCCTGAGTTCCTTGCTTG
AAACTGTCATTGATCTGCTGAAACATGGACTGGCAGCCGCGCTCAAACACAGGCAGCACG
ATGCTCTGGAAGGCGTCTTTGTAGGCTGCCTGGATGGGTCCCTGCATGGCCTCGGCTGCC
GCTCGGCCGATTGCATCCGTCGTGTTCTTCGATTTGACCATTTTGCTGACGTTCTCCCTC
AAGGTGGTGTCCACGGCCGTTAGCTTAGCAGCGATTGTGTTGTTCAGCTGTCCCGTCACC
GGATCCAGGCTCTTAGAAATTGTCTGAGGAACGGTTTTCTTCAGCTCCTCCCGCAGCACT
TTGTCGACTCGGATGGAGAGTGCCGAGCTCAAGGCGCTGCTCAGCTGCTGGCTGAGCTGT
TCGTGAAGCTGCTGCTGATGATTCTGACTCTCTGCCAAAACCCGCTCCAGTCTGCGGTGC
TCCTGTTCCTGGTGTTTGATCATGACGTGCTCGACCTGAGCGATGATGTTACCCGGCATG
GCCTCCATCACGCCCCACAGTTCACTTAACCCTCGTGCCGAA
>CL8925Contig1
AAAGCTGACAAATCCAAACCCTCTGGATTTGCCACTGGAGTCTGTCATCACCTTCACACT
GAGAGTTTTACCATATTTTTCAAACATCTCCTTCAGCTGTTCATCTTCCATCTCGTCTCC
AAAGTTCTTGATGTAGACATTGGTAAACTCCTTGGCTTTGGCACCGAGTTCAGCCTCCCG
TTCCTTCCGAGATTTGAAACGGCCCACAAACCTTACTATGAAGACCTCCCCCTTCCCGCC
ATCCAGTATAGCATTCCTGCATCCGATCCATCACTTCAACCTTGCGGTCATTTAGAAGCA
TGCCGTTCATTTTCTCAATGGCGCGATCGGCTGCATCTTGGGTCTCGAAATGAACAAAGG



CGTAGCCCTTGGAGCCATTTTCATCGCACACCACCTTACAGGATAGGATATTGCCAAAAG
CAGAGAAAGTGTCGTACAGGGCTTTGTTGTCGATGGACTTATCAAGGTTCTTGATAAATA
CATTGCCCACACCAGACTTCCTGAGGGAGGGGTCTCTTTGAGACCACATAATTCTGATTG
GTTTCCCTTTCACCACGTCAAAGTTCATGGTGTCCAAGGCTCTCTCAGCGTCAGCGGGCT
GGGAGAAGTTGACATAGGCGTATCCGAGGGACCGCCGGGTGATCATGTCTNTGCATACCC
GAATGGAGAGCNCCGGTCCGGCGGGGCTGAATTTNTCATACAGCATAGCCTCCGTGATGT
CAGGGTGCAGGTCNCCAACGTAGAGNGAAGCCNTCGGATAACTCCCGGTCGCTGTGTTCA
TTTCCCAAACTTCCAAAAAGAAAAGAAAATNTGCCAAAGCCGAAAAAAACTGCAATCCGG
TTTGAATGCGGGTCAAGACGCGCTCGGTGCGGACAGATCTNTGAGTGAGAAACCCAAAAA
ATGTACCAAAAAAAATCCTCCTTCGGTTAAACCCCGAGGCCTCTTGTTTATATTTTTAAT
TAATATTTTGCTATTTTTTTAAAAGTTTAAATTTCAATATTATTGTACTCGTTTTTATAA
TGTTTTATAGCTTTTATTGTTTTTATATTGTTTTTATTTTAAGTTTTTTTTTTCCCGATA
>CL8926Contig1
TTTTTTTTTTGATAACTTTTAAGGATTTCTTATTTTCTTTAGAGACACACTAAAGATAGC
AGTCGGAAAGCAGAACACTGATTCATACTGGAGTCTAAGGCCTATCCCTCTGGCATATTG
TATTAGTAGATTTGACAATCGATGGAGTGCTGTAAATATTTTAATGCATCGATCAACAGT
CACTTCTCAGTGCTCACAAAAAATGGTTTATTGTTTTAAAAAAAGGTAACCATTTTTTTT
TTAAACACATATGGTCCTTACTCAGTTTTTA
>CL8927Contig1
AGTTTGAATTTTTTTTACTTTAGCTAGTGACCCTGACACTTACAGATTTTCTGGTTTTAA
ATAAATCAATAAATGTTTTTACAATTCTGAACACTTTTGTTAACATCAAAAACAGCTGCA
GAAGGGCAATGACCGTAACAAATTAAGTCTGTAGACATTACAGAAAAGAGAACTTGTAAA
CTCTGCTAAATCCAAAAGGATGGCTGTCAATCAGGCTGCAGAAAATGGAGTACCAACCTT
GGACAATGGACAGAATATAGACCTTTTTTATTTCACAGCATTACCTAATAAATATAACAA
TAAAATTGCTTAATCAATTATTGAAGATGGTTAAAGTGATTAATCTCTAATTATAACACT
TCACTTGCCCCAAAAAGAGATTCACGATTTTTCTAACGAAAAATAATCTTGCACATATAT
TTAACNTTTTGATGCTTGATCTGCATATGTTATGGTGATTTCGGAAATAGTGTTTTGTCT
AATTATATTCATGATTGTTCTAATGAAAAAAATAATCTGCATGTATTTTTAAAACTTGAT
CTGCCTATGCTATGAAGATTTCTGAAACAGTGTTATGTCTACCTTTTCTGATATGGAGTT
ATTTTTAATCATAGTCTTGATTTTTCTAATGAAAATAATCTGCATATATTTTAGATAACT
GATCTACATGTGCTATGTTGTTTTCTAAAATAGGGTTTTGTCTGTTTTACATTGTTATTA
GGTACTTCATCTTTGTCATGTGATTTATTGATACTTAAGTATTCTAAATGACCTGAAACT
GTGTTGATAAGGCATAGATATCTGATAAAAGGTCATGAACCAGATAATGATAAATCATGT
AATGAAAATGGTAC
>CL8928Contig1
CCTGCAGGCCAGTGTGACAATCATGAGAAAAACATTTTCTCAGCATCAGAAACAACTCGA
TCTAAAGAGAAAACTGGATGGACGAACATTTCAGCGTTTAGCTGTGAATAAATGTGGTTC
TCTTTTTAAAATCAACCTTAAAACATACTGTTCATAAGGATGATCAAGTAAACACGAAAT
GCTCATAGGTACTCCACACATCACAAGTAAGGAAAAAAAATCCCTTCAAGAGCAGAACAA
TCTTCATATAATGCACTAAATATAAACATTGTAAACATCTCACTTTTAACCTTATACATC
CATGTCAGATTTTGTTTATATTTGCCAGGTTCATAAAGTATTTGTCCTTATTTTAAGGCA
TAGATAGTAAACTCAAGAGTGAGCCTAAGAGTTTATTTTTAAGAAGCCAGATTTATTCCA
GGTTTCACTTCAAAGAAGAAAACAAAACAGAAAAGACCTTTTCCACGCTACAGTGAAAAG
AGCAACTTGTCTCTGGAAGAGCTCAACTTGTGATAAAGTTATAAGATCTCCTCCACTCCG
TGGGCAAAGATCATAACCAGGCCGGGCTCCAGTATTTTATCCTCCCCCATATGCTGATTT
TCACAGGCCATCACCACCACTGCCTGCTTGCCAGGAATCCGCTTGGCAACATAGTTCTCG
TAGTAGCGCCTGTTCATCTGCCGCGTTTCGAGAGTGGCCAGTCCCTGAGGCCAGTTTCGC
TCGTGGGCATTCTCGATCAAGTCGTTCACAATTGAGAGGGGGCAGCCGCTGTCGATGAGC
GAGCGTTTGATGACAGCTTGGAGCACAGCGTCCGGCGTGGAGATCATGCCCCCCCAGCGA
GTCACCCTGGCAGGCTGCATGGAGT
>CL8929Contig1
TCGGCACGAGGGACAAGTATAAGTTTTTTATGAAAGCCACCCAACTGGAGCAAATGCGAG
AAACGTTTGTTTACATTAAAGCCACTAAGCAAGCCACTCAACATAAAATTGAACAACAGA
ATGAACATCTGAAAAGGCTGAGAAGAAGATTTGCTTCAAGAAAGAAGATAATGCTCACTG
TAAATGTTCATTTCACACACAGACTTCACTTTTCACAAAAAAAAAA
>CL8930Contig1
GTTTTTTTTCTGCTGCTGCTCCAATATGTGAAAAACTGAGCTCCACTGGCTGAGCTGACC
TCACTTAGCTGGGCTTTCCTCCGTTTCTGCAAACACTCAAACATTGCACACTCACACAGG
GGGCACAGCAGAGTCCACTTTGTAATCTCACTTCATGTCAAAACATGTTTTTTTTATGAT
TTTGTTGTCAGGGCACACTTAGTCTGGCTGTATTTTTCCACCAGAAGTTAACGGCCCACC
AACGAACAGCGATGTTCATAAACTTGTTTGAGCTCCCAGTTCTTCTTCTTTTATTGCATC
ACAGCTAACACAAAATTAGAAAAAAGGATAGTTTTCCCCAACTGTAATCCAATCCAGGAT
GAGCTTTAAAGTGAAGTCTGGTGAAAAAAGTCGCCTCTTGCTAATTTAAATCAAAACTAA
AATGTAATTTATTATGAAAACCACTCAATTCTTTTCAAAAAGAAGAAAAAAAAATCACTT



GAAGCTTTGTGTATTAAGTTTTAGATGTAGCTGAGAAGCCTATGTTGTTTCTGTAGGTGT
ATGTAAAAGTAAAATACGATTGCAGTGACTTAATATTATTACGCTCACTTAGGTGGGGAA
ATTGTTTACAGAGGCAATTTTCTTTTTTTTGTTACAATAATTTGCATCACAGTATTTATG
TTTAATGCATCTTTATTAATGAATTCTGTTTCTGCTTTTTGAGCCTGGTTTTTATTGGAT
ATATAAATATACATAGATATATATATACATATATAAAAAAATCCATTTTGTCATCTCTCC
CCTCACTGATGAACCTACTTGCAGAGCATTAAAGGACATGTGTTGTTCATTTCAGGTATT
CACAATGTGCTGCTTTAGCGTTGCAACATTGCAGTGATGTTCTTTGCAGGCTTGGATGTG
AGGCGACGTGTTTCTGCCGTGCTTCTCCAACTCGTGTCCTCTCTCTGTGTATGACAGGAA
GTCGTGTATTCTATTGACTTTTCTTTTT
>CL8931Contig1
ATCTGTTATTGACTTTTGGACTTATTGTTAACTTATTATTGATTTATTCTTATCATTTAT
TATTATTATTGAATTATTATTGATTTATTATTATTTATTTATTTATTATTATTATTATTG
ACTTATGTATATATTGTTATTATTTTTTATTATTATTGACTTCCTATTGACTTATTGTTG
GGCTTTTCTAAATAACTGAAATTACATGTTTAAAAAAAAATCTTTGTAATAATTGTTTTT
GCAAGAAATCCTGCAACTATGCATTTTTCATTAAAGTTTGAGCTTTTAAGGCTGCCTGTT
TCTCTTATTTAACAACAACAAATGATGTATATATCTAAATGATATACATATATATTATAT
ATTTTATATATGTGTAAATATATATAAACATAAATATATATAAAAGCTACTTAGATGCCA
TCAAAGTCTATAGAAATGTTGGCGACGTCAACCTCAGCAAGATGGCGTCGCTCTCCGCCA
CCGTCGGACAGGCTTCCCAAGCGGGCGTGTCTCCTCCAGCGATATAACTCATCGGCTCCC
GACCCCTGGACTAGGGGTTGTCCATACGAACTTTGACAGCCTTATGGATGGCATGGGTCC
AGAGGTGGACCACCTATGC
>CL8932Contig1
AGACTGCGGTGCTGACGGCGCTAGAGGACTGACCGCTCACCTTCTTCTCTCTCTCTGCAT
TGGAAAGAGACACCATGGCGCTGAGCCTGCTGGAAAGGGCTCAGGTGTGCTTCTTCAGAG
CCTTCGCGGCCTTTTTCTTCAGGCTTTTTCAGCTATTCTCCGGCAGAGCCGCTTCCTCCA
GGAACAAGCTGCCGCCCGTTAGCAACCCGCTGCTGCTCCTGCCGGCCACCCAGCTGGCCA
GGAAGATACGACGAAAAGAGGTGACAAGTGTTGAGGTGGTGCAGACTTTCATTGACAGGA
TTCAGGAAGTCAACCCTTTCTTGAACGCCGTTGTGAAGGACAGGTTTGCTGCTGCGCTCC
AGGAAGCAGCCCAGGTGGACAAGCTGATTGAAGAGGAGACCGGAGGAGAGGAGGTTTTAG
AGGACCGCCTACCCTTCCTGGGAGTCCCACTGTCTGTGAAAGAGTCATATTCTCTGCAGG
GCATGCCCTTCACTACAGGTTTGGTCTCCAGGCGAGGGATTGTTGCCACAGTCGATGCCC
CTCCAGTTGCTTTGCTGAAGAGAGCGGGGGCCATACCACTGGGTGTCACCAACATCAGCG
AGCTGTGCATGTGGTCCGAGTCCCACAACCACCTTTATGGCATTACCAGCAACCCCTATG
ACTTGGAGAGGATCCCTGGAGGAAGCTCAGGGGGGAAGGCAGCATCC
>CL8933Contig1
GTTGCCAGGAACTGTGCAGCGAGAGCAGCAAGCGCTTTGGAAGCCTTAACTCAGACAAAA
AGCTGGAGATTGGAGCTGCGGAACTACCGGTCACCATGGCAATGTGAGCTCTTAATGTAG
TGGGTGGCATTTTTAGCCTCTTTTTTTTTTTTTCCTAAACTGCATTTTAGAAGCTGCAGT
CTCATAAAGTCTCCTCCCGACCTACAGAAAGGGCAAACACAGAAGCACTGGTGGCCTGTA
GTTCATTAATGTGATCTGTCTTTTAGCTGGTTTCACTCTGACGAGCGAGGCAGCAGAGTG
CCTCTTTGTTCTGGGATCATAGTCAAACGTAATTATTGCCAGATACTATGTCTGCATTAT
ACTACAAGTAATTTCTCTTGACTACTTGTGAGTCCGTGTGTGAGTGTGTAAATAATCTGT
ACAGTATGCCTGTTGGGCATAAGTGTATGCCTTTGTAAATAGTGTGCCTGACTGACAGAG
GATGTCTGCTGAGAGCGGCTGGTTTCATGACCAATTATCTTTTTCCTTTGGTTCTGTTTG
CTGGTGGAGGCTGCAAAACAAAGTTCCTCCAAAAACAGCGATGCAAGCTAATAATTACCT
CCCCTGTTTGTTCATTATTTTCTTATTTCTTCCAAAACCTCATCCATAACTTTGATTAAT
TTTTTTTATTTTTTATTTTTCCAGAAGTTTGCAGGTCTAAATTGACTCAGTTTTGATTTG
GTCAAGCAGTTCTCCTTATGCAAACCTTCCAGGGAATTCCAGAACATCATTTTCTTTTTT
GAATTTGTTACCCAGCTGCTCGTCTTATCTTCAAAAGTATTTATATTATCCCACAGGGGT
>CL8934Contig1
ACTTTTAAAAGGTATTGCTCCTTGATGTGGGATCTATCAAAACTGACGTTATGGCCCACT
ATGAGCCTCTCCTTCCACTGACCGCCTGGAGGACGAGATGAGTTTAAAGGTGTTTCCAGA
GGAATAAGCTCAGCCAGACTTAGCTGGTTTGACCAGGAGTATCGTTCCTCTAGTAAACGT
TTACTGCACCAGGAATACCTAAGAAGACAGACAGCTGCAATCATGCTCCTTCCCAGAATT
CCATTTGGTATTTTGAGTAACACATCTCTCCCACTTTACATGTTCTAATTTTGCCCCATT
TCTCACCAGTTTGTGGGAGACAAAGCGACGGCCAGCGTAGGACACCGCCCCTCTGTCATG
CACACCTCCACATCAAACACTAGAGCAGATTCATCTGGGAAATCAACTTTCTGAGTCCCC
CCATTGGGGCCATAGCGAGTCCAGCCCACCTCCCAACTCCACTCCTGAGGCATGGATGGC
AGCTCCGCCTGGAGCAGCTTGGTGACAGCTTCAAGGTAAGGAAGGCTCTGCTTCTCAGCC
AAAATGCGGAAGTGCTCGTCGATGTTTTTGCCATACATTTGGGGGAGTTTAAGCTCAACG
TCAGGCAACAGGGACGTTTCCTTCCCCCACAGCTGGTGCTTCTGCAAGTGCTTTATGCTG
CGCTCAACAGCCTCCTCACTGTACTCTGGCACTACCCCACGGAAGATCTGCTCATGGAGA
TTTTTTGACAGCATCTGGATTTTGAGGGGGTTCAAACGGGTCTCAACAGAGTCCTCGCCC
TGGATGGAGTGAGGTTTGGTGGAGAAGCAATATTGTGGATACCTCCATCGAAGAGAGAAC



AGAGTCCTCTGCAGAGAGCAGCGTAATAATAAAGACTGCATCACCACATGAGGATTTCTC
AACAGAGCGTAGTTTTGCAGGTTTTTGTAGCTGCTGCACCACCAAACACGTGAATGTTTT
GTAAACACTAAAACTTGCACATGCTAACTTTGAAAACAGAGTAAACGTTTATTTTCTGTG
CCGTCTATCTTCTTTATCTTTAATTCCATTTCATTAGTTTTCAGCACGTGCATTTCGTGC
TTCCATTAAAAAATCTTTAAAAGGTAGATTCTGTCCAGTAACTAAACGCATATGCATGCA
GCTACATC
>CL8935Contig1
GTTCCGGTCAAAGACAGGAAGCAGTCCACAATGCACGAAGTGAAATCTTTGCCACAGATG
GAGTTCTCCATCAAGCACACCTGGGACAGCAACCCCGTGGACCACGACCCCATCAGGGTG
GTCTTTTCCCCTGGGCTGGGGGGGTTGAAGATGTATGTGTATGGTCCGTTCTTCAATGAT
CCTGCGGCTCCTGCTGGACCCCCCAGTCAGGCGTTCCCGGGACTGTGGGATTATGAAGTT
GTGGAGTCTTTCTTCCTTGATAGCACTACAGAAAATTACCTGGAGGTGGAGCTTTGCCCG
CACGGACAGCATCTGATCTTGCTGCTGTCGGGAGTGGGCCAAGCATTCACGCAACAGCTG
CCCATGGTGTTCACCACCACAATCACAGGAGACCGGTGGTTTGGGGAGGCTCTAATCCCC
TGGTCCTATTTTCCTCCCAATGTCAACAAAATGAACTCCTACGCTATTCATGGGTCTGGA
GAGAAGCGGACGTACGAGGCCCTTTACCCCATCCCCAAAGAAGAGATACAGGAGGGCCAA
AAGCCCAACTTCCACCGTCTGGAGTATTTCCAAGAATTCCGCCTGCAGAGCATTATGGGA
GAGGATTGGATCCAGCCAGAATCCGATCTGTGGCTGGGAAAGCCATGAGCTGTCAGAAAG
AAAAAAAAATGCAGCTTCTTTCTATTTGTGTTTTCTTTTCACTTTCTTTGCACATAAACG
CAAACTCACCACAACAGCAGCGGGGCAAAGCCTTTTGGACAGGAAGCAGAGAGCCGACTG
TCTTCAGGAATCAGTCATGCTAAACGAGATGACAGGAAAGGTGTCATCTGTCTGTCACTC
ACATCAGATACACACATCACAGCTCTGGACATCAGCTCTGGCGGCCTGAACAAAGTGTGG
CCTGCAGCGCTGACGTGCTCGCGGACTTCCAAGGCTCAGCTTGACATTCTGCTCCGCTCC
TGCTCAGCTCGTACATTTCTTCCAACATTTGCTTCTTTTGCCCTCATAGTTTGTCTTTTG
TCCAAAGCTCCATTCTCCATTTATGATTTTACTCATTTTCAGACCAGCCCTTCACCTGAC
TGCAAGGTAGTTCTCTAACAGAATTCTCCTAAAACAATGCCACAACGATGAGACACAGCA
ATACAT
>CL8936Contig1
CGGCACGAGGATCTTTTTAATCGTGCCTTGTTTCTTCAATGCAGTCATGTCACGTCAATG
CAGTCACCTTATGTACTTAATATGAACGAAGTAGACTTGTTTAGTAAGGATTACACTCCT
GACAAATAAATGTCTCCAGTGATGGCAATCTCCTGCATTGAGTTTTAAGTCACAGATACT
TGATGTCACTGGTGGGGAGGGCAATTTCCTGATCACCTGTAAATACTGTTGATTTTTGAC
TGCTTGGCTTTGGACTGTGCGATTGTTTCCATTGTTGTGTAAAACTAGACAGCATTAAAA
TAGCTCACATCAAGGACGATTCCAAGCCAAAACTTTGAGATACGAGAAGGGAGCTTTGTT
GCCTATAAACCCCCCACCCACCACCACCACCTGTCAGAAGGCAGTCTCAGAAATGTGCAT
GTGCGGATTCAAACACGCATGTGCACACGTGCCAGTATGACAGCTGCGTTCGTCAGACTT
TAAGAGACTTTAAAAATAGGAAAGCCAGAGAAAAGTTGTCATTTCTGTGTGAGCCTGTTG
TGCTGGAACACACTCACTTGACCCTCTGTACTAAAATGAACTGGTCCTGCGTTAGCTTTG
TTTATCACGGTTGCCTTTGTTGCATGAGAATTCTTTTTCTGAAACTTGTGGTTTGTTTGT
TGTTTGGTGATGTCGATCATGTTTTTTTGATGCTGTTGTAATTTTCTGTTTGGTTCATGT
TTTTGGAAGCCAAAGGTTCTTTTAGGGTGCACAGATAATGATTTTTACTTTATATTTTCC
TGTTTTGAAATATTTTGTTTTCTTTTTAGGGAAACACATTTGTTTACACCTGTGTCTGAA
AATGTAGAT
>CL8937Contig1
AGGGAAAGCGAGGAATCAGAAGGTGGTTTGGTTTATAAAGCAGAAAAAGCAGAGAGGCTG
GAACTGGAGAACACTTGTTGTTTTTTTTAATGACCATGAATAAAAAAAAAAAGGTTCTTC
TGCACCTGAATCCTATGATTTTTGATGAAACTGAAGTTGTTCAGCTTGCTGGTATCAGCA
GCAGCTGTCTGCATTTGCACATGTGTCTGGGTCAGCATCAAACTCCTGNGGGANANAGGC
CACACAGAANCANATGTGTTGTTTAGTCATTTCAGCTGCAGGGGCCTTCCTTGGNGGCTC
CTTTTGTCTCACATAAAAACAGCTAATTTACCACCGTTTTTATTCCTGTCAACANATACN
GGCTGACCAATAACGTCCACATCAAACGTCCGACCACAGGCCTCCNCATGTACACCATGG
CGACCCGCTTCTGCGAGG
>CL8938Contig1
TTACGGGAGTTCCCGTCGTGGCACAGCAGAAATGAATCCAACTAGGAACCATGAGGTTGC
AGGTTTGATTCCTGGCCTCACTCAGCGGGTTAAGGATCTGGGGTAGCTGTGAGCTGTGAT
GTAGGTCGCAGACTTGGCTCGGATATGGCATTGCTGTGGCTGTGGCATAGGCCAGCAGCT
GTAGCTCCAATTAGACCCCTAGCCTGGGAACCTCCATATGCCGCAGGTGCAGGCCTTAAA
AAAAAAA
>CL8939Contig1
GCGCACGCCAGCCGCATCCCCATCCGGNAGGGGGGGTCACTGGACACCCCGCCCCTGCGC
AGCACTAAGACCTCTCCAGACAGTGAAGTACTGACCAGCATGAAGGTGTGGAAGCTGTTA
CGGCCCGGGCTTCACAGACGCCTCTCAGGTTTCTCTGAGAAAGATCCACCCGTGCAGCTC
CCCTCTGCATCTCTAAGGACGTCCGACAAGAGTCTCCACAACGCAGCAGAACCTATAATA
AAGTCCTCACCGCCAGGAGATCCGGCACTGCAGCAGGTAAAAACCCATCTAATCTGGGAG



AAAACGGCACGTGAACCGCGACAATAAAGTGTGATGTTATCGTTGAAGGCTGAGGGAACT
GAAGCCGGGCCTGTAGCTGGGAACGTGTGTGAAACATTGACCCTGCTGAGGACAAGCTGA
GGTTTACACCCCACATTCTCATACTGACTGATTAGGAAAAACATATGTATGTGCAATATG
AAAAGGTTCCTTTTACTGACAAAGAGTTTGCAGAATGAAGTTTCACTGAAGGAGCTGAGG
GTTAAGTGCCTTTCTTCACCATAGTGGGGAGGACGGCACAAACTTTAAAGTTCAGCTTCT
ATCTGGATGTTGTTTTGGTCTCTGCTGCCTCAGTACAGATATTAACTATTAGACCTTTAA
ATGTTTACGCACTGAAGTCTTTATTTTTTTTACTTTGACAGCAGAGGCTTTATATTTTAA
CTTTCTTTTCTCACTCTTGTTTATATAAAGCTGGAGTTGTAGCAGTTTTTATATATATAT
ATATATATAAATTTAAACTTCATTAGAAAAAACTTCTCAAACTTGATATCAGCTTCATGT
GATTGTTTGCTTTCTGTGCTCGTCAATCTGGATTAACTGCTGAAACATAACTGGTAAGTG
AATCAATAGGATTAAATTTCAAATTTTTTTTTTCCAATGAAATCACAGGGGAAAAAAGCA
CTGAAATCCAAAGTTGGGCATTTGTGTATTACCCTCACCTTTTCTGACACTCCTTATTTT
GACTGTTTTATTTAACCAGACTGTTATATCAAGACTGAGACTGTAATATGTGGAAATTA
>CL8940Contig1
AGCTCCAGAGTGATCTCAAAAGCAGTTGCTGCTGAGGTAATTGAAGTCTTGCATACCTCC
AGGCACACTGTACCACGCTCCGCCATTAGTGATGCCATCCTTGAAGCTGGAGTCGTCGTC
ATTCGTCCGGCAGGGGGGCCGCTGAGGGTCAGACATGACAGGGTTGTACATGGAATATGC
TTTAGCCAGAGACTTGAAGGTCACATCATCTGGACTAGCACTGTACTCGTGGGTGGATCC
AGTTCTGGTTTCATCATATGGATAGTTGGCTACAACATCTCCTCCATGCAGGTTTGCAGA
GAGGACAAAGGGGATGTCCATGATCCAGTGGATTACTGCNTTGGTCTCTGGAGCCAGCTT
TGGGTTTTCATCCACTGCCTTTTTCATGTTCTGTAGCAGGTGGTGGTTGGCTCCGCCCTC
TCGCTCGTTGATGTAGACGATGCGGTCCAGGTCAGGGAAGTTCCTGTTCAGGTCGATCCC
CTGCGCATTACTGCGCCCCACAAACCAGTCCTTGATCTCTCCAGAATGTGACGCCGCCTT
CTCAAAGCCATCAGGGTTCATGGAGGGCATCAGGTGGATGCGGGTGTTGTGGCATGAGGT
CGATGATGGTCCTCGTTGCCTTGTTGATACTGGTTGCAGAGATACTGGGCCAGGTAGATG
AGCAGCTCTCTCCCCACTGCCTCATTGCCGTGCATGTTGGCAATGTACTTAAACTCCGGC
TCACCAGGCTCGTGCGTCCCGGGGTTGTCGGTCATCTCCAGCACCAGCAGCTCGCGGCCC
TCA
>CL8941Contig1
CGGCACGAGGATTGTTTCAAGTGTTAATTTAATATCACCGTATAATTTATTATATTTTTT
TTCTCCTAAACATGTGAATAGATGAGCAAATTCATGCAGTGATGCCATTGATACAATACT
TTCCTCCCCCCCTACTGCCTTGTTGTGGAAAATGTAGGAGACTGAAAATCTGTGATCTGA
TGGCGAGGGGGCAGAGCGTTCAGAATGTGTATGTGTGTGTGAATGAAAATGGCGGCATTA
ATGCTTGTTTGTTAGCATCCAAATGCCTGCCGGTCTGTGTGCTTGTCAGTTTCCTGCTTC
ATTTCAAATTCTGAAAAATAAGTTTTTTTGTTTTTCAAAGACGGTTGCTTGGATTTCCAT
GGCCCGAGCTTCAAATGAGGTGTTACACATAATTTGTCTGCCAATTTCACAGGTTCGGCT
CATCATCTGTCACATTTCACCTGGAGCCCTGGTATGGGGGCGTGTCCCAGAGCTATGTGT
TCTTGTTTCACCCCCCCCCCCCCCCCTNTTT
>CL8942Contig1
TGCCGGAATTATATGACACCACCCGTGTCTTTCATATATATGAATAGAGCTGTGAGAGAA
AAAGCCTGGAGAGATTCAAGAGATTTGCACCGCTTTCACATTTGGTACCGAGCCTCTACC
AAGCTCTAGGTGGTGTTCATGCACTAGTAAACAGTAAAAAATGAAAGAACAATGAAAAAA
AAGCCCCGTCATTGCTTATCCAGTGTGAACACCATGCTCTAAATGCGCGTCCAAGAATGT
GCATTTGGCACGTTCAAGAACCCTTAACATGCTTATCGTGAATGTAGCATTATACTCCAT
TATTTTTTTCTTCTTCTGTATTATTCATATTTGGGCTGCTGCGACTTATGCTCCGGAATG
ACATACAGTCAGAAATACAGTAGTCAGAAATGCTGGAAGGAGTCTGAATATTAAAATCAG
GGTGAAATTTTTAAAAACAATCAGTGAACTTGCAATATGGATTTATAAAACTCAAAAAGG
TATTTACTTTTTAAGTGCTCTTTGTATCTTTACAGGCCAAAACATTTGCATAAAAATGTA
CAATTATTTTTTGAAAGTTTGACAGTATTCAGTTTTATGAAAAATTGGTTTTAAAATGAA
ACGTTTGACAAATATTGAATCAAATCGCATTGAATGGGATATCATGAATATAGTGGATAT
AGTGAATTTCCCCATCGTGGGATAAATAAAATCATCTAATTTAATCTAATCAAATGGCAG
AAAAGGGAATTGCACAATAATTTTGGTTTATGCCCCCTTGTGGATCCCTTACTGCATTAC
AAGAAGTCATGCAAAAAAAAAGCATAATGATTAAAGTTGTTTTGATAAAAAAAAAGTACT
AAATAGATGGGGTTAATTTTTAAGTAAGTATATAAAGACAGCATAAATAAGCGATTTGAC
CTTTAAAAGAGCTAAGACTGTAACTGTAATAGCATTCCAGAGTCTCATACTTTTCCCCAG
ATTTATCATGCTGTGTTGCTGTAACGTTACTGCATGGACTGAATTCACTGAATTGATATT
TGTCTGACATATTTCACTCTTCTGCTGTTTTTCTTTTCTTTGCAAAAGTGAAATCCTTGT
TCAGGTTTTGCTTGCCATCTTAATTTTAGACTGCTTTCAAACCACAGACCAAATGATTAA
GTGAAGCATCTTACCTTTGGTGCACATTATGATTGAAGCAAACAATGTCATTTTTAAAAA
TTCAAGTCATTTTAAAAAACAAAAAACTCTTTTAAAAAACTATTTTTTAAGCAGAACAAT
CGTACCCTGAGGTCTCCACTAGACCTGAGAAAAAAGTCAGTCCGTGCGACCAATTTGACG
AGAAACAATAGGAGTAAAAACATGAAATTGAATCGCATTTTAGAAAATATTCACATCACT
CCTGAAGTTTTTAGTTTCCCTGGGGACCTTGTTCTTTTATTTTCCCTCGGTTGTTTAAAG
CAGCAGGACATGGAGCCTGAGGATCTGAAAACTCCCCACAACACTCATGCTGGCACTCTC



TGATGTACATAGTCTCGTTTTTTCCTGCTTTATTTGTTCAACAGGTATAAGCTGTTTTTG
TTTCCTATC
>CL8943Contig1
GCAAATGGGGTTTTGTAAAAACCTTAAGCTATTANTTTGCAGCANAACTCCACATAGATC
CNAAGGTTTATNATCCCATCTTATTGCTTCAATTGTTGGCATTTATGTGGGAAATCTACA
TGTGAGTGAATCGCTCATCATCCGCAAAGGAATTGTTGTAATAATCCACTCTTGTGGAGC
CGTTTTCAGGTGTTTGCACTCGTGCCCCTTCATCCACATCCTCCTCCTCCTCGTCTGCTA
TTTTGTTCTTCTTTCGTTTCTTCTGGACGCTGGAAAGCACGAGCAGAATGAAGATGCCCG
CAACAACCAGACCCATCACCACCCCAAACACGATGAGCCATGTGGGTGTGGGGGGTTCAA
CTGGCGCTGCCAGCGTGGGCAGGATGCCNATGAACTCCAGAGTGGAGTCTGACAGCATGA
A
>CL8944Contig1
GTGAGCTGTACACGGGACAGCAGCTGGAAACGCTCTCTGGCAAGTTCCTCAGAGCCTTCA
TTTACCGAACTGCGGTGTGTCTAGAAAATGCATGTATGGTGCGTGGCAGCAAGGAAGGAA
AGAATGGTGCCCTCCACCTCGTGGGATCTTTGGTCAAAACAAGTGATAAGACCCTCTACA
AAGTCCTCAAAGATGAAGGACAGTTCAAAATTTTCTTGTCGTTAATGGAGGCGGCAGGTC
TGTACGACATGTTGAAGGAGGAGGGCGCCTACACCATCTTTGCACCGACCGACGATGCTT
TTAAAGAACTAACTTCAGAGGACTTAACTTTGCTGAAAAGTGATGTCACTGCTTTGAAAA
ACATTCTTCTGTACCACATCAGTAATGGGATCTTCATCAGTGGAGGATTGGAAAGAGGAG
TTACCAATATGCTCAAAACAATGCAAGGCCTCAATCTGCCAGTTAAATTTGTAAACAACT
CTGTAAATGTGAACTCAGTCGATGTGCCAGACACTGACTTAATGGCAACAAATGGTGTGG
TCCATGTGGTGAAGAATGTACTCTATCCTCCGGGCCTTCCTGTGGGCCGTGAGGATCTCT
GGGTGCTGCTGCAGAAACTGATTAAGTACATCAAGATAAAGTTTGTTTCTGGATATTCTT
ATTCAGAGATCCAAAGTATTGCCAGCAGTAAAAAAATCAAAATTGTTTATGACGATGTAA
AATCAACAGAAGTAAAATACAAAGAGGTTGTTAAGGCTGAGCCTTCACAGACCAAGATAA
CCCGCTATGTTGAGAAAGAGCCCACCGTCAGCAAAGTAGTTAGAGTTATTGACCGCCAGC
CAATCAACAAAGTCACAAGAGTCCTTTCTGGTACAGGTGCTGGTAGAAAGGTGTCAGAAG
GGCTTACAGTAACGGGTGAAACCAATGGAACTCTAGCATTTGAGCCTCAAATCATTGAAG
GCCCAGATGTCTCTAAAATTCTGTCCATCCGTGATAACCCCAGTCTGCTGAAGGAGGAAA
CAAGCAGATTAACCCAGCTCATTAAAGGTGGAGGTCAATTTTCCGCAGCCAGTGAAGCTC
AAGTGGGAACAAGAAGACGGCTGGTGAGGCCACTGAGGAAAAGGCCATCGATGTCACCGT
TTGAAAATAATTGAATCATGGATTGATAAAGCTTTAAGTTCTCTATTATTCCTATAAGCA
TGATGGTTTGTTGCTATGCAGAGAAATTTGTTAAGGGGATTTGTGTAAAAATATGAACTT
TGTTGTTGGGATAAAAGGTTTTAAGGGTTAAAAATAGTCCAAGTTGCTTTGTGTTTTCTT
TATACGTGTGACCCTGTAGACAAAGTGCCATGGTAAAAAGTTTTGTTTTTTCTACGACCA
GTGCTG
>CL8945Contig1
CCACATCTTGCGCTTTAACAAAACGAGAGCAGCATGAAGGTGGTTAATTTGAAGCAGGCT
ATCCTGCAGGCGTGGAAAGAAAGGTGGACAGACTACCAATGGGCGGTCAACATCAAGAAA
AACTTTCCAAAGGGAGCAACATGGGACTACCTTAACCTCGCAGAGGCTTTGATGGAGCAG
GCAATGATTGGTCCATCCCCTAAACCCACTCATCTTATCCTACCTTAAATATGCTATAAG
TTCACAGGTTGGAAAGGAACTTTTATTTTGAAAACTGAACACACACACACACACATATAC
ACATAAATGTGNATNTACGTGACTATGACAATGACTGTTAATGTTTAACTNTTCNAGATG
GTNTCCTATGCTAGTGTGCTCACAGCCATCAGCAAGGTGTGTTTGATCATAAAAAGGACA
GAAGATTCGCATTTGAATGGATCTTTGCTGCATTTTTAACAAATATGTTTTGTTNATAGT
TTGACGATTTCTCGCGGGACCTCTGTGTGAAGTCATTGCTGGACATNATAGACATGTTNT
GCTGTCGCTTAAGGTNTGAATACTTNTGAGTAAACACCACTATTCTCTCCTTGTGACTTT
CTCTAGTATATTTTTGTTATTTTATTTATTTATTTTTNGGACAGCAAATTGGTCAGGGTT
TTGAATCTTCAATCTGCCTCACTTTAACTTGGAATTTTCAACAATTTTT
>CL8946Contig1
GAGGGTTTGAGGCAGGACTGCTGAAAAGGTGAGGCAGGATGTTGCGCCTTCGTTGCAAGA
CCAAAAACGGGAGCCACATAATGCATGGTTTGACTCACCAGTCCTGCGTGCAGGAGCTTA
AGAGCAAGGTGGAGGAGCTGACGGGGATTCCCTGTGATGTACAGAAAATCATGGTGGGTT
ACCCGCCATCCAGCCTTGACCTTCGAAATGGAAACGCTCACCTCAAAGACTACCCCATCA
AATCAGGAGACACCCTGATTGTGGAGGAAGAAAAGAACAAGCCGAAGCCTCTGGACCAAC
CGGTCGTGAAAGCTCCGCGCCTCGACGCCTCGCCTGTGCTGGCACGCCGCGTGGTTCCGG
CGGACAACTCCTGCCTCTTCACCAGCGTGTACTACGTGGTGGAGGGAGGGGTGTACGACC
CCGCCTGCGCGCCGGAGATGCGCGGCCTCATCGCCCAGATCGTGTCGAGTGACCCCGCGG
CGTACTGCGAGGCGGTGCTGGGGAAGACTAACGAGGACTACTGCGCCTGGATCCGGCGGG
ACGACACCTGGGGGGGGGCCATCGAGGTCTCCATACTGTCCAAGTTTTACCAGTGCGAGA
TCTGCGTGGTGG
>CL8947Contig1
GTCGACCACGCGTCGCGGACGCGTGGGTTCTTCCATTCTCTCCCATCGTAACCAAAACTC
TCACTACTCCTGCTGGACTTAAACTTCATCTCAGGCGGATGGACTCATTTGTCAGGACCT



GTTACCTGTCAAGAGCAACTGAAGGATCTTTTCTTGTCTTTGCTACATTAATTTGCTCAA
CATGGACTTGGATTTTAACTATGAGCCTTCAAGAAAATAACAGAAGAATTTTCCATCAAG
CTGCTGTCATCGATCATACGCAGGATCTCAGCCTCGCTTGCCTTCTCCAAATTTCTTCCT
CTATGTTGGTCTTCTCCTGCCCCCCGTTCTCATCTTGGAGAGCCTCCTACAACAACAACA
TGACACCCCCCCCCCCTCCCAAAAAAAAGCGCCTGGGACGTCCGGCGTCACAGCACAGCC
TCTGACAGCCCTGCCAACCAGCATCGAAACTAGACTGATGGAGGAGTTTCAGGAAGAGAA
GAAAAATGTAAACATCAATGAAAGTCTTTAACTTAGAAAAGTAGCAT
>CL8948Contig1
ACACGTCTTTGGGGGAAAGAAACACTTCCGTAGTTGAGTGCTATCTTCACCTTTGACGTT
TCTTTTTGTCATTTTGACTGCGTTTGTGACGGTGGGCCAGTTAGCACGTGCGCGCGAGGT
ACGCGCTGACCTGTATGCTAATGTTGACATCGCTAGAACAACAAGCTAGGAGGTAGGTTT
CCTCACTTTCACATCAGGGAGTTTAGTGGTGTTTTTCCCTGTTTCCTCCGAGAGTTGAAG
GCGGTAGGTGTGCGGTTAGAACGAATAAGAATGTAAACACTGCGCTGCCTCAGCTCTCGT
CAATCAGCGTCCAGCTGCTGTTTAGTTAGTGTCGAGGCTCGTTTGATTTAACCACCTGAC
TGTCCGGCTAACTGTTGCTTCATGGGGTGGAGTCCTTTATTGGGATCGCCATGCTGGCTA
GATTAACGTCAGGTATCGGTTCTCGGTGGAAACAGACGGCGGCAGACAAAATGGTGCTCA
GGAGTTGCTGGAAGTCTCGCCACAAAAGCAGTCGGAGGACCGTAAACCCGGGACTGGCCG
CGCTGCTCTGCTTCTGCGCGACCCAGTTCGTCTGCGCCGCGGGTCAGGTGGATGAAGCCA
AGAAGTACGTGATCCAAAAAGACGCCGAGTTCGATGTGACCTACAATGGCACGGTGACCC
ACGACAACCAGACCATCTACGCCTTCAACCACACCATCTCGAGAAACAAGACGGAGGGGG
TGCGCGTGACCGTGGACGTGCTGCAGCAGAGCCTGGAGAGTCCCATTCTGTTTGTGGTGC
GGCAGAAGCAGGCTGTCATGTCCTTCCAGGTCCCTCTCAACCTCCGAGGACTATATCAGA
GGCAGTACCCGTACAAACATGTGGGCCGAACACTGTGCCAGCCTCCGACCCGAGCTGCTT
CAGAAACCCAGTACTTCTTTGTGGACGTGTCCACCTTGTCCAGCCAGGGTACAAACTACC
AGCTGCGAGTCAGCCGTGTGGAGAGCTTCACCCTGCAAACAGACAAGAGGTTCACCTTCA
GTGCATCACCATCACAACCTCAGGTAAACATTCCCACCTGGTTTGAAATGTGTCCACTGT
CAAAGAAAAGGCAAACACTTCCTGACAAGTCTGGATTTCTTTATTTAACCGTAAAATGAG
TCCAGATCCGTTTGTCACTGTTTATTGGTTTTCATTCACAACACATTTAGGAGCAAACCC
TTT
>CL8949Contig1
GATGTACTCCAGCANCTGATAGGCATCATGAGATATCAAAATACCAGCACCTTTAGCCCC
AGCAGAAGATTTAGCAATCCACACGGNGCCTTCCCCATNTTCTTTTTTTGCATGGTATGA
GGCCAAGAAAACTTCTCGCTCATCGGTTTTAGGANTGCTCTTCAAATGACTGATGCCATT
AGCAGNTGGAGCGACAGGAGTGTTGAGGTTTGTGGGATAGATGATGTAGGACTCTGGAAA
CCAGCTACTGGAGTCAGACAGCTCTGGGCTGGTTTTGATCAGCCTGACCAAAGAGGCCTT
TNTGCAGAGCTTGTCAGCCCCTCTGTAGTAATTTACCAGCTGCACCAGTCCTGGCTCGTG
CCCGAGGCGTCCAAAGGGTAGCCGGTTCCGTTCACCGAGCATCAGGTTGAATCTGGGGTT
GTCTCTTTTCAGCCGTTTCCAGTGTCCGGTTGACAGAAGGATTTTAGCGACCTCTGCATA
AACGCTGCTGATGTCGTCGCGGGAAACAAATGTGTAGATCGCAGCATTCATAGTGACACA
CCGAACGGGCCACTATTGACTTCACAGTGACGTCACGTCTGTGTCAAAACGAGTCGGACC
GATGTTCCGATCATGAGCCGGTCATTCAGAACCCCCACTTTCCGGTTCGCTCAAAAGATT
CAACCTGTTTCTGTCAGATGAGCTGAAAAACACGCATTTTAGAAGTTTCCACAGGCTTCT
CCAGACAAGCTGCTCCCACCGCCAGTTGTTGGTCCCGCCCGGGGTAGTTACGTCCCGAAG
CCGCTAGAGCTAGCTGCTAACGGTCCGCCACCGATAACTGTGAAACTGGCCCATAAACAT
AGAACAATACATCCGGTATCGAACCATAAAGGCACAGACAACCTACTACGAGGGTAAATC
CTTCAATAAAGCAGCCCCACCGACCGTACACCCGACGCGATGGCTTTATTTTACAATGCT
CTCTGCAGCGTCTCATTCACCGTCCTCCGCACAAGCCAACACTGCGCACCGGCCCCCGGC
CAAATGGCCCGGGTTAAAGGC
>CL8950Contig1
GGAGGGGGACAAGAGGGAGGATGAGGAGGAAATCGACCTGGAGAACATCGACACGGAAAA
TATTGAGAACNAGGACGACTTGGACGACCAGGATGACCTGCATTCAGACAGCAAACTGGA
CGGAAGGAGTGACTCGGAGATTTCTGACGGCTATGAGGATTTACAAGGACCAGACCAGAG
GTTTCTAAAGGCTGTGGGGAAGGACAGAGACGCGCANAGAGGAGGAGAGCACTTCCACAG
CCATCATCACCACGTTTCTATGGACATCANAGCGTCCCAGCCGAACGGGGAGCAGCTCAA
ACTGAACCCGGCGCCCGCGGGCTCCCCGCCCTCNGAGAACNACCCGGCCCCGGCCCAGAA
GCCAANGATCTGGTCTTTGGCANAGACAGCCACGGCCCCGGACAATCCGCGCAAATCGCC
GCAAATAAACGGCAGCAACTCAGCAGGACCGGCCGCTCAGACCCTAATCACCCCCCACAG
ACTCATCTCTTCTTGTCCCATTGGGAAAATCCAGAACTGGACGAACCGAGCCTTTTCGGC
GCACCAGCTGGCTTTACTGAACTCCAATCATTATCTGGGACTGGCAAACCAGGCCGCAGC
CACCGGCCTGGCCCTCTACAGCAGCAGCAGGCAAACGGAGGACAAGAGTCATAGTTCAGA
GACTCCAGTCACAGGTACATGTCCCCGACACTGAGACGCGCATGTGTAAACAACTAAAAA
AAGTCCAACAAAGACACTCATCCAAAATCTGCGATTCTTTTCTTTCTTTTGCCCCCACTT
CTTCTCCTTCATAAATTTGTTTTCATTCTTTTTCTTTTTCTTTTTTTTGAGGCCACACAA
ATCAACTCTTAGATGACAGTGTGTGCATGTGTGTGTGTGTGTGTGTGTGTGTGCGTGTGT



GTGTGTGTGTGTGTGTGTGTNTGTGTGTGTGTGTGTCTG
>CL8951Contig1
TCTGATGAGTTGGGTTACCAAAACACTCCACTCCATTCTTCCTTGTCCGGAAATTTTGTC
AAATTTCAGAACCCTTTGTGGCCCACAAGCCAAAAAGCTTGCACCCCCCTGGTCTAGAAT
ATAGTTTTTGTTAGTTTTGATTGGTTTTCCTGGTTGAAAAATGTTTCAGTAGTCCTTACT
AGCAAAGTTGTTGCGTACTTTTCCTCTCCTGTTAGGCCGTGTTCAAGCTGTTGTGTCCCC
GAGGACTCTTTAAGAAAGAAGAGACGGCGCTGATAGTGCAGCTCAAAGTGCCAGCATGGC
CCGTTCACAGATATTAGCCTCAATGGCCCGAATAAGATGCCATGCTGAAACCCCCGCTGT
GCGTGTGCGAGTGTGTCAGCCTCTTCAAATTCTATGCTCCTTTAACCACGGGCCGGCCCC
CTGCTGTGCCTTACATCCTAATCACTGGGGGAGACAATACCTCACGTTTATGTGACAAGA
ATATAAGGGGGTGCGTAGGACAATGCAGGTCGCATTCCTTGTTTATGATTGTGCGTTTAC
GTTCCGCCTTCGCCGTGGTCTGTTAACGGCATGTGAATGGGATGCCATCTTTAGCCGATG
TGGGGAAGGCGGGAGGTCCCATCAATGCTAAAAAGTCTTGCGCACCTGACTGAGTCAGAA
CCGGGTCAGGGGACAGATCCTGAATACACCCCATTAGTTTTCTGTCTGTACTTCATTCCA
TCCCTCTCATTTGCATGGAGTGGGTGGGGGCCCAATTTCAAACTTTAAAAGAGTTTTGAA
CTTCCTGCACTGCAAAGCCGTGTCCGTTGTGTTTAGTCACGTTGAAAATGGTGTTCTGGA
AAGATGACAAAGTTCTGAATGAAT
>CL8952Contig1
TTTTTTTTTTGGACGGCACAGCGCTTTAATGTAAATAAATATCAGTTTCATGGTGAGCAA
GAGAGAGTGAGATAGATACAAAGATTGGAATGCACGAGATGAAGCTTTTTTCCCTTATGG
ATGGGAATCAATGTAGAATGAGCAGACCAGTCATGGATAACAGTGGGGGGGATGAGAGAG
GGAAAAGGGTGTGCAGATGAAGAAGTGGGTGGGTGGAGGAGGCAAACAGGAGGTTGCCAG
AGCAGCAGTGGGGAGCAGAAGGAGCCCTTCCTGTTTGAGGAGTGCACGTCCG
>CL8953Contig1
GAGCGTCGGCAACTTCTCTTTACTGTTACGGCAACCATCAAAGGCCACTGCCTACGTCAG
CCCTACTATCAAAGGCTCTGCCTCCACTAGCCTCCAGTCTCTAAACGGCAGCGGGATTCC
TCTGCTCAACAAACCCGCGGGAGGCTCTGTCTCCACTCCAACAACGCCACGCAGCAGCCT
GCCTCGCCCCGCCTCATTTTTGTGCACCACAAGCTCCGCTACCCGCAGCAAGGTGGCCCA
ACCAACAAGAAGTTTGCTGACTCCTCCNAAGAGCTTGTCCACCTTCAGTGCACTTCATAA
CAGCAGATGGAGAGATGGCTGCTACTGATGAGGAACTTGTACATGGAGCCCCCTGCTGGC
CAGGGCCGCTCACTGCGACATGTTCAGATTTCAGACAGTTTGAACCAAATTGTTGCTGAG
GTGAGATAAAATCAGAGATCCTGCATCAAACCTCCATCTCAATATTTCTATGCAGTGTTT
TTGGAGAAAGCGGGTAACTTAGGCGTTAACTGTGATGGTGTGTGCCAAAAGGGGTGCTGT
TCCCTGTTGCTCTGTGCAATAAACCAAGGCTGTTCGTTCTCCGTCAAGCTAATCTATGTT
NAGAGGGCTGCCGGTTTTTAACCAAACTGTATTTATATATTAAAGGTATTTTCACCAGTA
TGATGCGTTTGCTGTGGCAAAAAAATTCTGCTGCTAAAGTGAAATCAGTCCCTTTTAATT
TTTTGGGCACTTTTAGAATTTCTATTTATATTATNATATACAAGTTTGTATCTGTTTGTT
GAAGTAAGTCTTAGTAGTATTTAACACATTGTACAATTTCAAATGTCATTTGACCAAACA
CTTTCCAGTCTTGTTGCACTTTGTCAAAACTTTTCTTCATTTAAAGGAGCACTACTGTTA
AAATGTTTATAAGTTTCACTCTAAAATCACGTAGCACCTTTGTTTTTTTTCATTTGCGTT
TCTTAAAGAAAGTTGATTTACACTGTTGACACTTATGTATGTGATGGGCTGAACTAT
>CL8954Contig1
TCTTCTACGAGGACAGGAACTTCCAGGGCCGCTCCTATGAGTGCAGCAGCGACTGCGCAG
ACGTCCACCTGCAGCTGAGCCGCTGCAACTCCTGCAGGGTGGACAGCGGCCTCTTCGTGC
TCTACGAGAAGCCCAACTTCACGGGCCTGCAGGTTCTGGTGCGGCCGGGCGAGTACCCGG
ACAGCCAGCGCCTGATGGGCCTGAGCGCCGCCGACTGCATCCAGTCCTGTCGCATGATCC
CGGTCCGAAGCCCTATGTTCTATGATAGCCGGCTCGGTGGAGATGGCCTGTCTTGTATGT
ATTTCCCCGCTCAGCTCCCCAGCCAGTTCCTCATGAGGATCTACGAGCGCGAGAACTTCG
GAGGCCAGATGCAGGAGCTGAGGGAGGACTGCCAGTCCCTGCAGGAGCGCTACAGCATGT
CCGACTGCCAGTCCTGCATCGTGATGAGCGGCCACTGGCTCCTGTTCGAGCAGCCCGGCT
TCAGAGGCAGGATGGTGTACCTGAGGCCCGGCGAGTACCGGACCCTGAGGGGACGCGTCC
ACCGGCAGGTTCAGCTCGGTCCAGCGCATCACGGAGGCCTGCTAGAGCAGAAATAAAGAA
CCCTGAACGC
>CL8955Contig1
CCCTGACCAACAAGATTGCTCATATGAACTTCTCAGAGGATCTTTTATGGAGGGGGCACG
GTGATGAGACTGAGGCCGCGGTAGACCAGGAAGAGGAGTGGGCCGAGCATGAAGACTACA
TGACTCAGCTGCTCTTGAAGTTTGGCGAGCATGGAGTCTTCCAGCANGCAAATGACTCCC
GACCCACCAATTTCTGGATTGCAGAAAAAGATGCCAAGAAGCAGGAGCCCTCAAAAAGTG
GCAGTAGTGGGAGTGGGGGGAAAAAAGGTTTGGTCAATAAGAAGTACCAAGATGAAATGT
ACTGGGCACAGTCGCAGGATGGGTTAGGGGATTCTGCTTATGGTAGTCATCCAGGTCCGG
CAAGCAGCAGGAAAATCCAGGAGTTAGAGTTGGATCATGCAGCTGGAGGAGGCCTAAACG
GGGAGGAGCCACAGTGGTACACAGACTCTTTGGAGTGCATAACAGATGAGTTCAAGAAGA
CTGATAAAGGTGTCCATGACTCCATAGAGTCCCTTGCTTTGTCCAATATTACTGGTGCCT
CTGTTTGCGGCGACTATATAGCTCGACCTCAAGTATACTCTTTGCAAGGCCTCCATGAAT



TTGAGACAGAAGACTGTGAGAAAAGCAGCAATATGGGTACGCTCAATTCCTCCATGTTAC
ATCGAAGTTCAAATTCCCTAAAGAGCCTGGAGCAGGAGGATGTGGTGGAAACCGCTGCAG
AAGACCACGAAACTCCTCTGCAGAACAGGCCGAAACCACACGTCCCTGCCATAAGGAGAG
CACGCTCCCAGTCTCGACCTCAGCAAGTCAAATTCTCAGACGATGTGGTGGACAACGGGC
GTTACTGCGATCTGCCACTGCGCCAGCCCCCTATGAGTGAGCGGACTCGTCGTANGGCGT
GCCACTTTTGAGGAGCAGGGCCTCCAGTCGGGTCGTCCTAACCACCAGCACA
>CL8956Contig1
AAAAAAAAAAAAAAAAAATGATAAGAGAGACGAACCCGAGGGAAAACAAAACTTTGGCAA
AACGGGGGAGGTGGTTTCCGGAGACGAGCCCGGATGAAGCGAACCCGCCACGAGTTCCCT
CCCAGAGGTCTGATGGAATGATTCCGATTTGAAGCTCGTGGAGCAAAAAGCAAACAAAAG
GGAGGAGAAGTTGTTGGTTCTGCGCCCGATTTGATCCGCTACACAAGCTGTCGTTTCAGG
ACTGCGCCCTTCGTTTTCTTTAAATACCCTTAAATATTGAAACAAGGTGAGACTAAATTA
GGAGGAGGAAGAGGAGAGTAAAAGGAAAACATTNTACTGCTCCCTGCTACTCCATGAAAA
AAAAAAGGAAGTAGAAGAAAAAGAAAGAACAAAGCGCCGTCTGGTGTCGGAGGTTTCAGT
CCGCCTCCTCTTCATCCGATTCAGACTCTTCCTCGGCGTTCTTCAGCCACTCCACAAACT
TCTTCATCTGCTCGAGGAACACGCTCTTCCCCTTGGCGAGGTGGGCCTCCGTGTACCACT
TCAGGATGGCCTCTTCGCTCACGACGTCCGCTTTGTAGAGGAGCACCACGATCTTCTGGA
AGGAGTTCATGAAGTGGATGTTGTCGTAGCAGTACTCCTGGATCTTCAGCAGCAGGCTGA
GCCCTCGTGCCGAA
>CL8957Contig1
ATAATAAAAATATGANATAAAAATGTTTTAGAAAAAGAAATTCAACTTTTTGCTTCTTCA
TTTTAAGTCATCGCACTTTCATAGTTTATTAAGATGAAACTTTAATAAATGTATCTGAAC
AAGGATTACATTTATTTTTGATTTAAATAATTGTTTTCAGTTCAAATCAACTTTTAGCTT
GACCTTAAGAACAATATAACACTTTTATTTGAATTTTATGTGGGTCAGAATAATGCAATG
CTTTTCTTTTAGCTGTTAAAAAAATATCAGTGAAATGTTTTTTATCCAGGATGTTTCAAT
AGCAGAATATTTTTTGACTTTTTTGTCTTTATATTAAGAAAGCCCAGTGGATAANATGGA
GAAGTTCCTTCAATAAAAGAAAGAAAAAAGCTAAAATTGTGTCTAGAAAATCAATTTTGA
AACATAAAGTGAGGATGAAGCCTTTCTTAAACTTTAGTTGTACCAGAACTGCAAACATCA
TTAAAAAAGGACATAGCTAATGTCAGAGGACTAAAAGATTACTGTAGAGCAGGAGTGTCC
AAACTACGGTCTGTTTTTATTGGCCCGCAGCAAATTTTGAAAATATAATTGAATATGGCC
CGCACATGGCGCTGTTGCACTTCTCAGTTTCAACACTAGAGGGAGTCGGTCACAGAAAGG
TGTTGCGGAGTGGGTGTGTGCTGAGCGGGGCGCGTGCCACGAGAGAGGGGGGGAGGAGCG
CCTGCAGGTGGAGATGGGTGTGTGAGCACAGAGCGGAGGTGTGGGGGGGTCGATATATTG
TGTGTTCGGAGGACGGAACATTTTAATGAATAGCATTCTGAACTGTGAAAAAGTATTTCC
TTTATGTAAAAAAGAACTTGTTGTTTTGTTTTTGGAATTTCTTTTTGTTCATAGCTGCAT
ATTTTGTCACAGAGTGTAATTGTAAAATTAAGCTTTTTAAATTGTGTGCGTTTAACATTA
AAATTGTCCTCGTTGGTCACCCATAAGCCCTTTTTCTTGGTCTACTTTTCTCAGAAAACA
GGACTTCGACTTTTTATAATCTACAAAATCGTGCGCTCTGCCAGTCAACCACACTAACGG
CTATGTATGTATGTATGTATGTAAAGACCGCTGGCTTCAGCTGCTCAATAAAC
>CL8958Contig1
GGACTTCCCGTGTGGCTCACAACATAACTACTCGGCGTTGCTTCCCAGGCTAGGGGTCGA
ACCTGAGCTACAGTGGCTGGCCTACCCCACGGTCACAGCAATGCCAGATCGGAGCCACCT
CTTCGACCTATAGCTCATGGCAATGCCAGATCCTTAACCTACCAAGCGAGGCCAGGGATC
TAACCTGCATCCTTCATGGATGTAGTAGGGTTCATTACTGCTGAACCACAAGAGGAACTC
CCTGTGCTGTATTTAAAAAAAAAA
>CL8959Contig1
AAAGCTGTTTAATATAGTTTTACAAACTGCATTTACACAAGTGTTATGACTGTTTGAAAT
AAGTTTTTTTGAGTCTATCAACTGTTTTCAGTCGGATATTAACCCAAAAAAGGCAGCTAT
GTTAGCTCCGTTAGCTAGTTAGCCTCTTTGCTAGTAAACTAGTCCCATTTTAAAAACCAG
AACACGTTAACGAGCTGCTGTTTAGTTAGGTATTGTTAGTTAGTGCCGCGGCTGTCTCCG
CCGCTGCCCCGTTCTGTAGCTAGCGTTGGAGGCAGGCAGTCGGTTTACTGCGAACAAATG
TGCGGACGGACTGAATATTGAACTAAGATTAGCGTCTCTGGGGGGTCATTTTGAGTTTGT
TGGGAATCAAACCGAGTGACTGTCGGGGTTAACGGGTTCACTGTCACCCATTTGGGCATT
CCTCTGCTCATTTGTGAAACAAAGCAAGGACAGGCAGCTCAGACTAGATTTACCAGGACT
GCGCACTCACACTACATAATCGCACGCTGTGTGTCAGTGTGTGTGTGTGTGTGTGTGTGT
GTGTGTGTGGGTGTGTGTGT
>CL8960Contig1
TCGGAGGTTAGTGGTTCCTTGGTTTTCAGATCCCATGAGGGGAGAGGCACGATCACCTCA
TCAAGACCTTCTTCCTCATGGAAAGTTCTTGAAAGGAAAAGGCAGGTCAGCGCATTATCC
TTTTTTGTGAACAAGATAAAGTCTTTTCCAATTCGCATTGAACCCGATTTCAGTCCATTT
CCATACTGGCCAATCTGAGTGGATTCAGGAGAACGTTTGCTTGATTTTCCAAACTGAATC
ACATGGGTTGCCTCATTAGGGTCCATTCCAATCCCATCATCCAGAAAACAGAGCATAAAA
CCACCACGCAGTTCTGGGTTTTTTTCGGTGTAGATGTCTATCCGTGTGGCATTTGCATCT
CTTGAATTGTCCACAAGCTCAGCCAAAGCTCCAAATAAGAACTCGTGAGTTGTCGAATTA



GTGTGCAGGTACTCGAACGTGAGCTGAGCTCTGCTCAGGCTGCTGTAGCTGGAGTAGGCC
ATGGTCGTTGGTCTCTACGGAACCTCTCTTCTTGTTTGTTAGTTTGAGTTCTAGTGTGCA
ACCTCCATCCAATCAATTCCGCAGGCCGTTCAATCCCGTTTTCCC
>CL8961Contig1
GGCTTTGAGGCTTTAGTTATACCGGTGCGTTTGTTATATTTAGAAAAAAATATTTTCATA
AAAGGATACATACATGCACCTTTATACATCTACATCTCTTTAACAACATGTGAGCCATTG
TCATAGAAAACCACTTCAGCTCTCTTTTGTTTTGCTTTTTTCTTGTCTGACTTGAATTGT
GCAGGACAACACAACAGGGTAAAGCCTCCCACAAGTTGATGGCTAGCTTCTTTTGGCTTG
ATGAATAGCCGATCAACAATTGCCTTCAGTACTGATGGTGCCAGTTGCTGTATGCTGTAA
ACAGGTTTTGTTTGTGTGAGGACTGCATTTCACAACCCATTCCGCATGTGGCCATGCCAT
GCCACACTACGCCCCCATGTGGTGACACAAAGGCACATGTCCCGAAACAAAGAGTCACGC
AACAGTACTTCTTTTTGTTTGCTGTAGCATGTTGAGGACAGCCCTCATCCTTATTTTGCT
TTAGTTTTATTCCAATATGTAGCACGCTTGTTTGTATTTCTTCTGTGATTCAATTTTTCT
CCTAATAATTTTGTACATATTACTAGTATAATTGAGGTTTTCTCGTTAGTTCACTACAGG
AGCCATATGCAGTGTTGTCAGAAAGTTCTCTTTTTTATACTCGCCATGTTATTAATTCAG
TCCTCCAAATAAAGAGATACTGCATTTATTGGCTTGCTAATTATTTTTTCTGTCTTTATT
TATAACTGTGATTAAAAGCTGGTGCCTTTCAGGTGGAAATCCTTGTTTTTGATGCAACTC
TGCTGCAATCAGGGACTGATGATGCAATCTCCCAAGTTGATGCAATACAGAGCGCTGTGT
AACAATTACTGCTCATGGTTTTAACAATAAA
>CL8962Contig1
CGGCACGAGGGGCATGGATATCGAAGAGGTGGCCGCCAGTACCCCAGAACTCATTTTTAA
GGAAGCTATAGACATATTTGAAGGCGTGCGGGATGACCAGGCACTTCGCATGGCAGCTAA
TCTAGGTTTCAAAGAATCCCTTCAGAGACAGGCGGCAGATCAGATTAAGAAGCTCTATGA
TCTGTTCCTGAAAGTCGACGCCACTCAAGTCGAAGTCAATCCTCTTGGAGAAACTCCCCA
AGGACAAGTGGTTTGCTTTGATGCTAAAATCAACTTTGACGACNACGCCNAGTTCCGTCA
GAAAGCTGTGTTTGCCATGGATGACATGACTGAGAGCGACCCCACAGAGATGGAGGCAGC
CAAGTGGGATCTCAAATACATTGGAATGGATGGAAACATCGCCTGCTTCGTAAATGGAGC
TGGTTTGGCAATGGCCACATGTGACATTATTGACCTACATGGAGGAAAGCCAGCCAATTT
CCTTGACCTGGGGGGCGGAGTCAAAGAGAGGCAGGTTTATGAGGCTTTTAAGCTACTCAC
TGCTGACCCAAAGGTTGAGGCCATTCTGGTGAACATCTTTGGCGGTATCGTCAACTGTGC
CATTATTGCCAACGGCATCACCNAGGCCTGCAGAGAGTTGGAGCTGAAGG
>CL8963Contig1
CCCGGGCATTATGGCCGGGGGCATCTGTGCCAGAACTTGTTCAACAAGCCCGTCAACCAG
AAGACTGTCTTTGTACCAGAAACAGTAGAGGATTTTTACAAACCTGCTGACATAATGCCC
AGAAACCTTCTGAAGAACCCCTGCGGTGAAGAGGACCTGGCATTCTGGGAGCTGATGGAA
AATGGAGGGAATGGGTGGACAGTGGAGGACATGCCGGGGGACTGTGGTCATGACTTCTAT
AATGAGGAAGTGAAGAAATATTTTGCGACCTCTTTTGGATGGTGTTCAAAGAAGCAGGTG
ATTCATCTGTTGGAGGAAGATTACTCCACAGATGAACTGGACGCTCAGCCAGAGGTCACG
GTGGAAGACTGGTACTGCAGCAGAACAGATTGTGGCTGTGAGTACCAGTTGGCCGTGTAT
TTGCTAAATGACAACCACGAGGTCATACAGGAGTTCAAACCAGAGCTGGTGGTTCTTGAC
CCTGAGAAGGACGACTGCTCCTGGCAACAGATGAAATATACATTCTCTGAATATGGCCCT
GGAATGCGCTTCATCTCCTTTGAACATGGAGGTAAAGACATCAAGTACTGGGATGGTTGG
TTTGGAGTTCGGGTGACTGGGAGCTCTGTTACCATCAACCTGTGAACTGATATAATCTGG
AAATAGAGAAAAGAAAGAATAGCGAGTGGAAAGGAAAAGAAGAAGATTTGCCTTAAAACT
CAATACAACTTAATACTCTTGACTTCCTGCTTTTTTGTTCAGACCTGCAAAAGTCAACCA
TAGCATCTCAAACTGGAAGCTGTAGTTGACATCATGAGATCTGATCTGTTGGTTAATGCC
TCCACACTGTTATACATCCCCCAATACAACTGTGATGACAACAGAAAAGCAGTTTATCAT
TTAATAAAGAAGTACATTTGACAATGAACAGCAAANAAAAAAAAAAAACGAAAAAAAAAA
AC
>CL8964Contig1
CGGTTACCCTGGTCGTTAACAATGATCTCCACACGGCCATTCTTGAAAACTCCAACACAA
GAGTAGGTGGTCCCCAAATCAATTCCGATCACAGTCCCCACGCTGTCCTTCTTGTCCTCC
TCCTCGGCGAATACGGCACCGACTACTAACATTACCGCCCACAAGAGCTTCATCTTTCGC
GCGTATGCTCACAGAACGAGAAAAAAAAAAACCAATTCTAACGATTTGCCAGTGAATTAT
TGGCCTTTAGCGTAGTCTCAGCTGAAATAAGCTTCTTCGCTTAATGCGCAGATTCTCTCC
AATATCCTTCTGCTTTCTGTGTTCTTTGCTGTGTTCAATGA
>CL8965Contig1
CGTGTGCGCCGTGCAGGAGATGGAACGCACCAGGCAGCGCGACCTGAAGGAGCTGGAGGA
GCGTCTGCGCCACCATCACCACGCAGAGCTGCAGTCGCTCAGGGAGGCCCACCGCCAGAG
CATCGAGACGCTCAAGCAGCAGTCGGAGCAGGAGCTGCAGACTCTGCGCTTTGAGCTGGA
GGACGAGGGCAAAGCCATGCTGGCCTCCCTGCGCTCGGAGCTCAACCACATCCACGCCTC
GGCCATCGAACACCTGCGCCAAACCCACCAGCAGGAGTCCGCCGCCGCCAAGGCCCAGCT
GGAGGAGGTGCTGGAGAGCAACCAGACGCAGGAGCGGGAGCTTCTGGGCCGGATCTCGGA
GCTGCAGGACGAGGTGTCCAGGAGGAAAAGCCAGGTGGTCCAGCTGGACCGCCAGATCCA



CACGCTCAACGAGAACATCAGCAGCCTGACCAAAGAGCTGGAGACCAAAGGCAAGGAGGT
CTTGAAGATCCGCAGCGAGGCCAACCAGCAGATCCGGGCGCACGAGCAGGAGCTGATGAA
GAGGCACGAGCGGGAGCTGTCGGAGATGAACGCCGCCCACAGCAGGGAGACGCAGAACAT
GCTGTCCGACTTCAACAAAGCCCAGGAGGTGCTGAAGGACAAGATCTCCGCCCTTCAGAT
TCTGCTGGAAGGAACGGAGGAGAAGTTCAGGAACAGAGAGAGCCGTCCTGAAGACCTGCA
GGTCATCGCTGAGCTGAAGGACATGGTGTCAGAGCGGGAAACTCTGGTCAAGAAGCTGGT
GGATGACAAGAAGTTCTACCAGCTGGAGCTCGTCAACAGGGAGACCAACTTCAACAAGGT
CTTCAACGCCAGCCCCAACGTAGGAGTCATCAACCCGCTGATAAAGCCCTCCTGAAAGTA
AGGACCCCGGCCCTGACCCCGCCGACCCCCAGCGCCAGGACTGCTTCGCCCAGTACTTTT
CCTTTTGACTCTGAAACACGAGGACTCAGCATGTCGACCAACGTTAAAAAATAAGAGGAA
CTTTGTGAACTCCGTCATTGCTCGCCGTGGGGGTCGTCCGGCTGAGGTGGGGGTGTGGAG
AATCATGCTGAAGCTGACCCACCCACCATTACCCCACCCCCATCTGTCGTTTCCCTGCAG
ACGAGTGACCATCAGTATGTTTGATGTTCTCATTTCTTGGTAACTTCTTCGCCGTTTCTG
GACGGGCGCTCCGAGCGGCGTCCTCGTTGGACCGCCGTCAGATTAGCTGGAGGCATCTGT
GCTAGGCTGTTGTGCTCTCTGCATCTTAGAGTAGGAGGGCTGAGCTCAGAGCAGGTCCCT
GCTGAGGAGCGGAGACCCCCTCCCTGGATAAAGCCCCCGCCTCAGGACGGCTCCGCTCAG
AGCAGCTGCAGATTTTGGTAGGAGTTCAAACCTGTTTGTACGGTCGTCTGTCTCCACAGA
TACGATGATGTCTCACGATTTTAAAAACAAAAATAGCATATTT
>CL8966Contig1
GGCCGTTNGAGGCAGCTGATGGAGCAGGAGAGGAGGCGACAAGAGTCGAAGGAGGCCGAG
GAGCCCCGAGAGACTGAAGGATCGGCGGATGCGGAGCCCGCTCCACCACACTCCAACGGC
TCCACCTCCAACGTAGCGGTGGCGTCCCGCCGCCATCGGCCCCCCCCACTCACCCCTGAC
CTGCAGAATGTCAACAACTCCGCCCAACGGCGCACTGTCCTGCTGGACTACGAAAACCTG
CCGGCGCTGCCTCCCGTCTGGGAGACAAGGAAACCAAGCGCAGAGGAAGAGGAGGAGCAC
GCCGGGCTCAAGACGCCGTCGCTCAACGGCTACAACCACCACCACCACCCCCACAGCCTG
CTGCATCACTCCTACTCCCACCCGCTGTCCGCCACTTTTGAGCCTTCGCACAACTACGTC
AACACAGAGAACGTGACGGCTCCACTCAGCGCGCACCGCCCAGAAACGGCCCGCCGCCGC
TCTGATGGACCCACCATCTTCAACTTTGACTTCCGCCGGCCGCCGCTGCCAGGCCACTTG
GAGCCCCCCAAGACCCTAAACTACATCGAGGTGGAGATGGAAAGTTGCGGGAACAGAGGC
GCCTCAGATGGGAGCAACCCCCATACGCCCCGCACCCCTACCTCCCCGCTGCCCCCCACC
ACGCCCACTCGCCGCACTGAGCAGTACACTCTGATTGACATTGAGCGCACTGCCGCCATG
TCTAGCCTGCAGAAGGCGCGGCCACGCGACGATGGAACGTCGCGCAAGACCAGGCACAAC
AGCACAGAACTGCCCACCAAGAGCACGGCGTGACTTGCTGCTGCCACCGTGAACGGCGGG
AGGATGGGTGGATGGTCAGTAGACGGGACTCGGTGCACACTTGCCCGTGCACACATGCAC
GGCAGATGAACTCTCTGGCGTGACACCTGCGAGAACTATGATGTCACAGACTGCATTCCT
TATATGGTACACATCAGTATTACTGAGCAGCATTCCATTAGCCTTTTTGTACGAGTCACT
CCGCTGCGGCGAGACGACGCTCTGCTTCAGTAGATCTGACGCAATA
>CL8967Contig1
CCCGGGTCTGCAGGNAATTCGGCACGAGGGTTTAGTCTGCAGTGTCGCACAGGAAGGAGT
TTAGTCTGCAGTGTCACACAGGAAGAAATTTAGTCTGCAGGATCACACAGGATGGAGTTT
AGTCTGCAGTGTCACACGAAGGAGGGATTCAAGGGCCTGTCCTGTAGACGGCATACCTGT
GTATTTACGGACCATACCTGGAAAAGTTAGGAAGTGCCTGCTTGCACCAGTTTGGGAAAT
GCTTCTTTCCTGCCTAATTCTTCATTCTTGTTACGTTTATCGAGTTTTAAGTCCCGCTCC
CGTCATGATCCCCAGTGGTCTTTAAATTGTGACGATGCTGTTTTGGCCCAAAGTACAGAT
GGCATCAACAATCACTGGACACAAGATACTTTTAAAGATCACAACAACTATTACAAAAGC
AAAGCCAAGAAAGCAACAGAAAACAAATATATTCCAGAAACAAATATATATAAAAACCAA
AAGAGGATTTCAGAAAACAAAATAAAATTTTAGAAGAACAAAAGAACCAGAAAAGGTTGG
TCCACTGTGGGACATCGCTGATTGGAGAAAGATATCCTGTATCGCTTCATGTAAAAAGTG
ATGGACAAATGTCATCATCCTGTCAGCGCTATCCCATAATACCTACCGTTTATGCTTTCT
CATTGTTTTATTTCTTAACATTTCTTTTTTTTTTCC
>CL8968Contig1
TCGGCACGAGGTAACGGCCGACAGCTGAGCGAGGTTTTCATCCAGCTGCCTTCTCGTAAA
GAGCTGCCTGAGTATTACGAGCTGATCCGCAAACCTGTCGACTTCAGAAAGATCAAGGAG
AGGATCCGCAGCCACAAATACCGCAGCCTGAATGACCTGGAGAAGGATGTGATGCTGCTC
TGCCAGAACGCTCAGACCTTTAACCTGGAGGGCTCGTTGATCTACGAGGACTCCATCGTT
CTCCAGTCAGTCTTCACCAGTGTGAGGCAGAAGATCGAGAAGGACGATGAAAGCGAGGGC
GAGGAGAGTGAGGAGGAGGAGGAGGAGGTTGATGAAGGCTCTGAGTCTGAATCGCGTTCG
GTGAAGGTGAAGATCAAACTCAGTCGGAAGGAGAAGGGGGAGAGGAGCGGAAAAGGCCAG
AGGCGGAGGGGCCGCGGCTCCAGGGCCAAACCGGTGGTCAGCGACGATGACAGCGAGGAG
GAGCAGGAGGAGGAGCGCTCAGCCNGCGGCAGCGACGACNACTGAAGCCACTGAACCACG
TGACCAACAGTCCACAGAGCCTTTGACCGGACTCTTATACGTTTTACTTAGAAACGGCGC
TCAGTCAGTCAGCGGGAAGCCCTAGTTTTACCTAGAAAAGTTGATTTTTAGTGAAACACT
TGCATTAAACAATTTATTAAAAAAAAACTTTGAACCATCCACTTCATATTTAAATAATTT
CTTGTCATGATCAGTTGTGTCTCTTTGCTTTTTTTGTGTTTTCTCCTCTGAATGAAACAT



CGATGGAGCCTGATTTATTATTCACTGATGGTGGGCCGTTGAAACATGTTTTTAAGTGAT
GTTCAGTTTGAGGCAAAGCATTCGTGTGAGCGAGGAAATCCCCTTTTTTTTTTTTTGCGG
>CL8969Contig1
CTGCGCCACCACAGAGCGGGACAGAGAGCGCGCCGCTGGCGGCAGCGGCGGCGGCGGGAC
GTCCAGAGGCTCTGCAGCCATACACCAATGCATCACGGCCTCCATCAGGACGGACCCCTG
TGTCTGTCTGTCAGCAACGTGGCGAGCACCTCTAACCCCTTTGCTAAGTTAAATATTCAG
TTACATACAGATAATCATAACACTTTCCTCGTCTAAGGATTATTCTGCTCGTCTATCACT
AGATGTCACGAACTCGCCTCCTTTCTGACTTTACGTTCACGTGTTGCTGAAAACTCTCCT
GTGTTATAATAATATGAAACATTACCAAAAACGGACACTAAAAAACTCGTCTGAAAACCA
AACCGTCTCTCATCAGCCCCACAACGCCGCCCACACACACAAGCCTTATGTACACACCTG
TCACACGCGCGCACACACACACACACACACACACACACAGACTACATCTACACCGTGGGA
TAAAGTCAGACCGAGTGTTTTGAGATCCATGTAGGCTCCGCCCCCTCAGGCAGCGAGGTC
>CL8970Contig1
AGTTCTACAGTGGGGAGGAGTTCTGTCACTACAACATGTTCAACCATCACTTCTTTGATG
GACGGGCTGCCTCGGACGTCCTGGATGCATTCATCAGAGAGGATGATGGGAAAAAGGTGG
TGATGGTGGCCGACCCTCCGTTCGGGGGCCTGGTGAAGCCTCTGGCCGGCAGTTTCTCCC
TGATATCACAGACGTGGAGGGCGGGGCAGAGATGGAGGGCGGGGCACAGCTCAGCTGACG
GCCACACAGAGATGCCCATGCTGTGGATCTTCCCATACTTCTTTGAGCCTCGGATCCTGG
ACTGCCTGCCGTCTTTCACTATGCTGGACTACCAGGTGGACTACGACAACCATCCTCTGT
ACAAACACGGTAAATCAGGCAGAAAGCAGTCTCCTGTGAGAATCTTCACCAACATTTCTG
CTAAAACGGTCGTTTTGCCCAAAGAGGAGGGCTACAGGTTCTGCTCTGCGTGTCAGAGGT
ACGTCAGCCCTCTGAACAAACACTGTGCTCGCTGCAACATCTGTCCCTCCAAGGACGGCC
GTGAGTGGAGGCACTGCCCCGCCTGTGAGAAGTGTGTCAAACCCTCTTGGAAGCACTGCC
CCCTCTGCAGCCGCTGTGCTCTGCCGGACCATCCCTGTGGACCTGGCCCCCAAAGAGAGG
GCTGCTTCGGCTGCGGCAGCCTGCAGCACAAACGCAGGACCTGCCCCCTGAAGGGGGGCG
GCGGACTCAGCAGGACCTGCCCCCTGAAGGGGGGCGGTGGACTCAGCAGGCCTAAAGTCA
GACGCAGGGAGAAGACGTTTTCTGCTCTTCAGAAGGCCAACAGGAAATGGGCGGCGGCTC
GTGGGGCCAAGAGGGCGGCGGCTCAGACTCAGTGAGGTGCTCCTTACCGCNAAAANAGAG
GAACATT
>CL8971Contig1
ATTTTTTGTATCTTTGGAACACATTTTTTTTCCAAAAAGATGACAAGTATCAATGCAGAA
GAAAGCTAAATGTTTGGTAATCTTGATTTATTATTACATTTTTCAGTGATCAGGTAGTTG
TAATCTGTAGTCTACCGCAAAAATGGCATAACAGGGTTGAGTGAAATGCTCTTATATTGA
ATACACTTTTTTTTTTTNCNTTTTTNCAAATCANGAAANCNGAANNCCTTCNTTANCCNA
NCNCCNTTTTGCAGGAGGNGNACCGTNCNTTTTTNTNGTTTNCCNCTAAAAAACAANTT
>CL8972Contig1
GGCGTTTCTGACTCCAAGAAGGCAAAATCCCACAGACCTCTATAGAGAAATAAACAGCTC
ATTCTATCATAGTGAGAGTTATTCAAGTCATAAACTGACCAATCAGATGCCTGTGTAAAA
GTAGGTGGAGCCTGCTGGCCCCCGCATCCAACATTCAAAACCTTTGGCGGGTTCTCCTGA
TTCCGCTTTCAAGTGGTAGGGGTGTGGCCTTACAACAACTTCCCTCCTGATTGGATAGAG
TGGTTGCCATAGAAACCGCCATAGACTCTGACCAATCGCTGCTTACTGACGTCGTCTGGC
TCCAACATGGCGGCGTTTACTTCTCAAAACTGGCGACTGGATTGACTTCAGGGGGTAAAC
TATTTTCTATAGATGACGTCACGCTGAAGCTACACTGTTTTCTAGTACAGTTGGAAAAGC
CTTGGTGTGAAATGTCGAAGCGGTGTCAATCTGGTTCATCTCGCTCCAGGCCTTTTCCTT
CACAGTCCGATTCCGATACGAAAGACTTTGTGTCCTAAGATTCCAGTCGGACATAAACGG
CAGTTCACTTCCATGAATTAAAGGGACGCCATCCATAAATCGCTACAAAATCCAATTCCC
TGATTGGTCAAACTTGAAACTGGTTTAAACGCGTGTTCAGTGGATGCGCGTTTTGTACAT
AGAGCCTGAAAAAACGGTCGTAAGAA
>CL8973Contig1
ATCTGTCTGATTATTTGGAATGGACCCACGTACCTGGGACTGGGCGTTTTGCAAGGTAGT
CGCAGCCGAAGGTTCCCACTGAGCAGGAACCAGATTGGGACCCTCTCTTCTGCGCCTGTT
GGCCTGCACTTGGGTTAGACGGACGGCTTGCTTTAGCTGAACAAGAGCCGCCTCCCATGT
CTCCTCACAGCGGCGGAACCACTCGTCCACAGATGGCAACTCTGTAGGTTCTCCTGACCA
GGGAAAGTACAGGGGTGGAACCCCCAGCACACACTGACAGGGCGAGCACCCACGGCCGTC
TTTTTGAGGGAGTTCTGTGACCTAGGGCGGCAGTGGTGCAGCGGTAGGGCGGTCGACCCA
TGATCATAAGATTGCAGCTTCGATTCCCGCCTTGCACGCCCATGTCTCGAAGTGTCCTTG
GGCAAGACACTGAACCCCACCTTCCCTCTGGTTGGCGCCATTGTTCGGCAGCAGAGCCAC
CACCAGTGTGTGAATGTGTGTGGGTGAATGTGACTGTAAAGCACTTTGGGCCTTCGAAAG
AGGGTAGAAAGCACTATATAAGTATACGCAATTTACCATATGCCATTTACCTCAACCCAA
ACATGGAATCGTGTTTTTTTTTGTTTTTTAAGCCTAGCCCTCACCTGAAACCTTAGCTTT
ACCCTTATCAGAAGCTGGGGAGCGTATGGTGTACTGGGGTTCTGTCCTCTACTCTCATGT
ACTGCACTTCTCCTCTCCTCTATTCTTGATGATTTATTACTCCATGCCTCTGTTTGGTGC
GCTGTGATTCCCTCCTCCAGGGGAGTGGGAGTGATTCCAGATTCTGTGCTCCTGTACTTG
GCTGTGGTCCTCACCTCTGGCTCATCTGTGCTCCTGTACCTGACTGTGTACCATGTCTCT



GCTCCTGCTCCTACACTTGGCTGTGGATGTCGCCTCTGGCTCGTCTCGTGCCCCCAGCTG
CCCCTCAACTCCATCTGGATGAAGCACATCTGCTGGACTATTTAAACATGTAGTTGTGGA
GATAAGCTTATACTTCTCTATGGGTTCTGGTACATCGCCTTCTGTTCTGTCCTGTCATGT
AGGCACCCCTGAGGTTTCTTCTTTTTTTACAGAATCCCAATTTTTAGAAGTTTTACCTTA
CTGCGAAGGAGGGTCTAAATGCAGGGACGCCCAGTTTAGTTTGGGCTGTTTAGTTTAGCC
TTCAGCTATTGTATTCTATGACTTTATGATTCATGTTTATTACACAATTACCAGTATGAA
GTCCATTAAGATAAGTGTCTCGTTCCTCTGTGTGAATTTAAGTCTTGTCTTTCCCTTCCT
CCTGTGCTGCTACAGAACTTAATGTACCCTGTTTTGAGTGTGCTTAGTATTTCAATTTGC
CTGCTTTCTGCCAGTGGTTTTGTTTTGAGTTGTTTG
>CL8974Contig1
GAATGCTTTCTACATGTGTGAGACACANTAAAATGTATACCTGTTGGAAACGCACTAAAN
AGCTCTTTTCGAGGGTTGTTTTTTTGTATATNNGTTTATTGGTTGTGNNGGGTTCCCACT
CGATCATNGTTCNGNTCATTTTTTTNGGNTCNNAANNGNAAAAAAAAAAGGGTNNTTCAA
AAAAAAAAAAAAAAAAAAAAAAAAAANAAAAAAAAAAAAAAAANAAANNAAAAAA
>CL8975Contig1
ACGGGGTGGCCCGCATCCACTCTGACATCATCAAAAGCACCGTATTCAAGGATTTCTATG
AAATGGATCCGCACAAGTTCCAGAACAAGACCAACGGGATCACCCCCCGGCGCTGGCTGG
TCATGTGTAACCCGGGGCTCGCCGACGTCATCGCTGAGAGGATCGGAGAGGATTACATCC
GGGACCTGGACCAACTGAAGAAGCTGCTGGACTTTGTAGACGACGAGGCGCTCATCCGAG
ATGTCGCTAAAGTCAAACAGGAGAACAAGCTGAAGTTTGCCGCCCACCTGGAGGAACACT
ACAAGGTGAAGATCAACAGTGACTCCATGTTTGACATCCATGTGAAGAGGATCCACGAAT
ACAAACGGCAGCTGCTCAACTGCCTGCACATCATCACTCTGTACAACCGCATCAAGAAGG
AGCCCAACAAGAAATGGACCCCAAGGACCATCATGATTGGAGGGAAAGCAGCTCCAGGCT
ACCACACGGCCAAGATGATCATCAAACTCATCACATCCATCGGTGACGTGGTCAACAACG
ATCCGGTCGTGGGAGACCGGCTGAAGGTCATTTTCCTGGAGAACTACCGAGTGACTCTGG
CTGAAAAGGTCATCCCTGCGGCCGACCTGTCGGAGCAGATCTCCACTGCAGGGACCGAGG
CCTCCGGCACCGGAAACATGAAATTCATGCTGAACGGCGCTCTGACCATTGGCACCATGG
ATGGAGCCAATGTGGAGATGGCAGAGGAGGCTGGAGAGGAAAACCTCTTCATCTTCGGCA
TGAGGGTGGATGACGTGGAGGCTCTGGACAAGAAAGGTTATGACGCCNTGTCGTACTACA
ACCGGATCCCA
>CL8976Contig1
GAAGTGGCCAGCATCCTGACACTCCCCCCCTTCGCCACGCTCCCGGGCCCAGGCTCCAAG
TGCAGCGTTCCCGCTCACGTGACACCATCACCATACACTTTTCTGCTCTGGGGAAGGAGG
AGGAAGATGAGGAGGACGAGCTCTACGGCATAGAGGTTGGACCTGCAGCGACTGCTTCTG
TGGATGATGAATCTGGGGGGCGTCAAGGCGGAGCTGCAGGGGTGGATGAGCTGTGTGTCA
CCACAGGGTTGGAGGCAAAAGAGGAGATGCTGTTTGAGTCTGCCAAAGTAGAAACGTCTT
CTGGAGCTGCGGTGCTACCTGTATCATCCATCACCTCATCCGTTCAGCTTCCAGACCCCT
ATCTACAGACCCTTTTTTCTACCACTGCTGTTATCCCCATTTCCACCCACTCCCACCTGA
GCTCCACCCCTCCTGCGAGCTCCTCCTGGCCGACTGATCGACCCGCCCATCCTCCCCCCA
CAAGCTCCAGCTCCTCCTCTCCTTGCAGGTCCACAGCTCTCTCTTCGTCCAAACCTTTTC
TCAGTTTGGTGAGGTCTCTGTCTAATGACGTTGAGT
>CL8977Contig1
GCACGATACGAGNACCATGCAGTGCTTTGCTCTCACTCAACCCAAGGCCATGATTGAGGA
GGGGGAAGACCTTCAGTCATGCATGATCTGTGTTGCCCGTCGAGTCACGGCGATGGAGAG
AACGGAGAGTTTCAACACTCGACACGAGCTCTCAGGTAAACTGATTCAGATTGATCAAAA
CTCCCTGAGGGCCTCCATGCGTCCGGGGTGGGAAGACCTGTTGAGACGTTGCATTCAGAT
GTTCCTCCAGCACAGCGACGGGCAGCCCTGGTCGCATAAACGCCACTACCATGAGGCCTT
TCTGCAGGGTCACGCCGAGACGCCCTTGTACCGCTTCTCTCTGTCTGACGGCACTCCAGT
AACGGCCCAGACCAAGAGCAAACTGTACCGCCACCCCATGAGTAACGAGCCCCAAGGCTT
CATCTCCACTCACCTACTTCAGAGAGAACCAAATGGTTACCGTTCAGCACCAGGCGGTGG
CATGATGTCCAACAGTATGCGTCAACAAGGCATGGGTGGCCCCAGCCCGAACACCCAAAT
GAATGTGAACCCAGGTGGAGGGATGGGCATGGGAGGCATGGGCGGCTTCTTGTTTGTGGT
GAACCGGGAGGGCAGCATCGTGTTCGTGTCGGACAATGTGACGCAGTACCTGCAGTACAA
ACAGGAGGAGCTCATCAACACCAACGTGTACAACATTCTCCACGAAGACGACAGGGAGGA
GTTCCACAAGAACCTGCCCAAAAGCAGCATAAATGGAGTGTCATGGGGAAACGAACCGGT
CCGACAGAAGAGTCACACCTTCACCTGTCGTATGCTGGTCAAGTTTGGCCACGCCCACGG
ACCCATGGAGGAGGGGCCAGGGGGACTGCACCTCGGACATCTGGCTGTGAATCTGAGCGG
CCTCCCCATGATGTCCGTCCTCCTGTCCTCCACATGAACTGTGATCAGGATCCTGAATGA
ATCCTCACCTTCACAGCGAGGTCTAGAATACAAACACAGAAAGGCCTCGTCTTCCTCTGA
TCATTTAGATCTGATCATTTTCTCAGTAAAGCTATAATTATGTCAAGATGATCCTCCAGA
AGCTGATTTCTGTTGAGGTGAGGCTGCAATGTACAAATGTAAGTTTAGAAGGGAATAAAC
G
>CL8978Contig1
AGCGGATGTCCATCAGGACGTTTGGTCTTCATTCGGGCTTCGTGGGTATAAAAGCCGCTG



TCTCGCCGTCCTACCGCCGGTTGGCAGTCAGACTCCGCAGAGGTTCGTCGTCGGACAGCG
ATGTGCTTCAGGATTTTGAATGATACTGCTAGACAGCTAGCTCGCTTAGCTGACCAGCTA
GCTTAACGGTGCGTGACTCGGAGTAACTTAGCGACAAATTGTCAAAAGGCAGGACTTTTC
GACGTTTTGTCACCTTCATCTCGGACACTTCTACACGGCGGTCGTTTGAGATCCGATGAA
GTCGCGCCTGAGGTGAACAGCGTCGCTCGTTTATCCTGGATAG
>CL8979Contig1
CACACACACACACACACACACACACACACACACACACAGAAGCTAAGAGCTTGACCTTCA
CCAGAAACAGTCAAGCAGTTTTAGAGTTTCTCCTGCTGGTACAATGACGGTTGTTTGGAG
AGAACAAAATATGATCAAGTGTGGTGGTCGCCTGACTAACCTGTGGTCAGGACTTTGTTT
CATCTGTGCAAGTGGGAAGGCAGTATGGCCGCATTGTAGAGACTAACTGCAACACATCTG
GCATGTTTT
>CL8980Contig1
AAACCCGGNCCTTATGGCCGGGGGGGCTGCAGAGGTTTTCCACAGAGCGGACCAAAGCGC
CTGCAGACTCTGAGCACCGCTGTCCTGCTCACATCACAGAGGAGAAAGTACAGAATAAGA
CTCAAAGGTGATTTATCCTTTGTAGTGATTCATTAATTTGATTTTTTTAATGTAATGAAT
CAGTTAAATCTTCAGGCATTGCAAATACTGACATATATGTTTTATTAATGTCATATTTGT
TTTTTTCTCTGATCTTTTCATCAATAAAAACATGTTTTTGATTATCAAAAAAAAAAAAAA
AAAAAAAAAAGGGGAACAT
>CL8981Contig1
ACATCACTTTCTCCACCAAAGTCCAGCCCTTCTGGAGCTGTGGAGCGCGGTCCAGGTGAA
CGTTGGCGCTCACGACGTTCCGATTCCAACCAGCAGAGCAATGAGAAAGGCCAGGTTCCC
CATCACATACACCATCCTCAGCACCACACTTTGCGTTCTGGAACCCGACACTTCCACTGC
TGTGTTCATCTTCCACCGGATTTTCACTTCAAACAGGAAGTAGAACAAAATATCCCAGCC
CAGGAAACCTCCCATCACTTGCATCAGCCATCCATGTGTGGAGTCAACCAAGCTCAGGCC
GGTGAAAATGGCCGCCACAGCCAGAGCCTTGACTGCCACTGCGTTTGAAGCGTGAAACCA
GTTGAAGAGAAACCTCCGAGGATGTTGGGGTCCACAGCGCAGCAGCGCCCCCAGCAGTTG
CAGCAGAGACAGGATCATAACCAGGCATCCCAGCACCGGATGAGCTCCCCCAGCCCAGTC
CCCGGCATAGACAAAGGGAAGGATGAAAGCGATGCAGGTGGCGATGACAGTGACGCTCAT
CACAGCCACGTGGACCACAAACCAAACATCCTTTCCCAACAGCTTCTGTCCTTTCGCGGT
GGACTTCATGTATCGAGCAAACATCATTCCCACCGTGGCAGTGGTCATCCAGGATGTGAG
CATCAACGTCCCGTGTGCTTGGATGATCTTGGGTAATCCAGAACTTTGGCTCGTCTGCGG
ATTGGAGACGTCCATCTTATCACTGCTGACAAAAGTTCCTGTATGTTTCTGGATCTGTCC
GTTGCTGCTGGGTCCGTATGCATAGAG
>CL8982Contig1
TGGATGGAGCGTTTTCTTAATATCATTAAATGTGAAGAACAACAAACACACACAGATCAG
TTTTGGCCTCTGCTGCTGAAGGGAAGCGGTCATCAGTTCAACTCACACCAGCGGTGAGCC
GGCCCACGCCAAAGCAGATCTGCAGGAGAGGACGGCAAACAAGCCGGATGCCGTTTCTGA
GCTTTCCTCCCAGAAGTTGGTCCATTTTTTAGTCCGTCTCACGACTGGTCTTTCGTCTCG
GATTCCCTTCAGCACGAGAAACCAAATCGTTTCCGTGACATTTACTGCACACTTTACTCC
ATCTATTACAACAGATTCAGCTTCAACACAAACACAAACGTGGGGACGCTGGGACTGCCG
ACGTGCTTTTGACACACAGTGGCAGCAGGTAAGCTGGTTCGGGGGGGGGGGGGGGGGGGT
TCA
>CL8983Contig1
TGCACTTTGTCTTGGTACGGCAGCAGGCTGTTTGCCTTCAGGAAGTCCCTGTCAGCGACA
TCATCATAGTCGCCGATCTCCGATTGAACCAGATGAGAAGCGAGCAGCGCTCCGGTATTT
TCGGAGCAGATCAGCCTGCCCTCCATCAGATCTCTTTTCATCTGCAGAGAGAATAAGTAC
CGGGTGTACTCTTCCTGGAGCTGGCCGGGGTCGGGGGGGAAGAACTTCACGGACAGTCGG
AACAGCGTGTTTGCCGGCTTTCGAACTTGTTTAGCAATGGGCTTGGTGGGTTCCAGCCAA
ACCCACATCATCTGCATGTTCTGAAACTCCAGGCCAAAGTAATCGCTTTCCATGAGGTTG
CCTCTGAGGAAAACCTTCGTGAGGAGAGTCTGTCCAAAGGCCTTTGGATCGATGTCAAAG
AATTCCTGGGAATCGTCCAGGCCCTTCACACGGACCTGCAGGCCTCGACCAGGGCTCTTG
CTCCCACTGACCATGTTCCCCGCTGAGACTTTGGCCGGCCTCCAGGGTGCTGATTCCGGC
GTTAAACTGGGCTCCCAGCCTCGTCCCTGGGGTCTGCAGAACTCGATAGGAACCCTCTAT
TTCCCCCATTAGTCCTTAGAGCTGCTGGCTCCGTTTTGCCCAAAATCTGGTACAACGCTA
AAACTTTGTCCAGCAGGCCAACAGGCT
>CL8984Contig1
TCNGCACGAGGGTTCGGTTACCTGCTGCCCATCGTCTCCTTCGTGTTGGCCTGGATCGAG
ACGTGGCTGCTCGACTTCAAGGTGCTGCCTCAGGAGGCGGAAGACGAGATCAGATATCAG
CCCTTCGTGGACTCGGTAGATCGCACGCCGGTCATGGGTCCAGGTCCTCTGTCCGACAGA
CAGACGGAGGGACAGTTCTACTCTCCACCTGAGTCTCTGGCAGACTCTGACGAGGATCTA
GAAGACAAACATGATCCAGAAAAGGGGCTGATTCATCAGGTGACCTAACGGGTGGGACCG
AGCGACGCAGCAGAAATCCCTTCCTCTTCTTTCCGTCTCACCTTGTTTTTTTGTGTGTTT
TTTTTAATGTTTTTTGGCTCTGTCAGACCAGTTCATCCTGAACATCAACTCTCTCTGCCT
TACATATTTTACCTCCTTCGTTATTTGGTCATTTAAAAAAAAAAAGTGGCCATAAAAACN



CCTAATTTCCTTCATGTGAACTTTGAAAAAGTTCCAGAAANTGCNGTTTATGAAGCTGTT
TTGTGCCNAGATTTGTGNTAAATTTTAGATTTTTTTTTTGTGTTACGGATTTTTTGAGGG
ATTTTTTTTTTTGATAGAAAAAAGCACTTTGAGTTCAGCTGAAACCAGCTTTTTAAACCC
AGTATTCAGATGTAACCTTAACCGTGTCACTGTCACCATGATGTTTACTGTTTTCACCTG
CCTGCTTTGAATTCACTGTAAGAGATTGAAGCTGCTTGCACTCTGAAAAAATGAAGGATG
TAAGTTTAAATCTGCAAAAACGCCACAGCAGAAACTCGCATGGAGGCTTCAGGAATGTTG
TTTACCTTATGACAAAGAAAAAAAACATTGTAAAATGAAAAAATGATGCATTTATTGAAG
CTCCTGCAGGAAATCTGGAGCTGTTATAACAGAGGGAGATAAAGGAACGTTGATCCGTGC
TTTGCAGGTTCACAGCTTACGTTTCCATGAGACGAATCTGTACAAAATGCAACCA
>CL8985Contig1
GAGGAAAAGTCGGGGCCTTAGAGCGGCAGAAAGAGTACACAGACGCCATCCGAACTGAGC
GCGATGAGCTCAGAGAAGAGGTGGTGAAGCTGAAAGATGTTCTGAAGAAACACGGAATCG
TCTTGGGCCCAGATCTGAACGTCAACGGGGAAGCAGAAGACGACGAGTCATCGGACGCGG
CGCCACGGCCGGCTCTGGACTCGCAGGGCCGCCCCGCAGAAGGGAACAGCATCCTCGAGA
TTCGACTGAGAAAACTGGTGGATGAGCGGGAAAAAATGATAGAACAGGTGAAGAAGCTGA
AAGCTCAGCTGGACCAGAAGACGCAGAAGAGCAACACGGACGGCGGCTTGAGCCCCGACG
GGGAAATCTTTGAAAACGGCAACGATCCAAACATCATGGACCTGCAGAGAGACTCCAGCC
GGCAGATCAACGACCTGAAGTTCAAGCTGGTGAAGGCGGAGCAGGAGGTTCACTGCGTTG
GAGCAGAACGTAACCCCGCCTGGAGGGCCACGTGACTCGCTACAAGTCTTTAGCAGAGAA
CGCGGAGAAGGTGGAGGACGAGCTGAAGGCGGAGAAGAGGAAGCTGCAGAGAGAGCTGCG
ATCAGCGCTGGATAAGATCGAAGAGCTGGAGTCCAGCAACAGCCACCTGAACAAGAGGCT
GGAGAAGATGAAGTCCAGCCGCGGCTTGGCTCCAACGCCGTAGCGGCCGCAGGCGTCCAG
GATGGACGATCGCCCAGAGGAGAACCGCCCCGCTTTCACCTCCGCCCCCTGAAGGTCCAC
TCAGAAAACACAGACGAGCTACGTGCCATGCCCCGCCTTCCAGGAGGTCCTCGCTGTCCA
GAGACTATGGTGGAAGCAGTGCAGCACTGACACCTGACGCCGTCCGTGCACACCCCGTGC
ACGTGCGTGCCAGAGCCAAAACTCCTGACACACGAACCCGCAAAGTCTTTCCCCGAATCT
CCAGCACCGTCTGTCCGTTAGCTGAGGCTCCCCTCTTAGCCCGCGGAGCGGCGCAGACGT
GCGCCTCTGCTTCTCCTAGTCGGTCACTGGTTCGATGCCATGCACTCCCGCCCAAGCTGA
GACTTCCCGTGAAAACGTCTCGACCGGGACTCAAAGCCGAGATGCTGCTTCACTGTTTAC
AAAGCTTTAAAATGTTGTAAGGAAACATACCGAAG
>CL8986Contig1
GTAGTAAAGTCGCCCGTCCTCAGAGCGGGCCACGTGATGGTGTCTGTCCGGCTTCAACGC
AGGGACATCTACCTTCACCCGATGAGGCCCCAGTGACGCCATCGCCTTTCTGATTGCAGT
CCAGTCTTCAAGAATATCCAGATCTTGCAGCATGTAAACAATATAAGGGCCTGACACAAC
AACTGGCTTTTTCTTCTTGACGGGACAGAAAGGGTCCTTCTTCTTGTTTTTGCGGGCGTG
CAACCCATCATTCCACAACTCTGAGGTGATGTCGATGCTGTGTCTGTCTTCCTCCAGTCG
CCTTATTTTCTCCTCCAGCTCACTCTGCACGGTGTCAAACAGCAGCAACTTCTCACTCTC
CCAGTGTTGACATGCAGCTTGAATCTCGCACTCGTATTTGTTCTTCACCGACTCCAGACA
CAGCTCCCTGTAGATCCCAGCCACTTTGGTCCTGATCTGCATGTTCTCCTGCAGGTTGGC
CAGAGGCTCCAGGTACTCTTGGGCGCAGCCGGCCATCACCTCCTGCAGCTTCACTTCCAC
CTGGCTCAGGCGCTCCTTATACAACTGCTCCTTCAGGTCAGTGAACTGCTTCTCCAGAGT
GGTCATCTCATCCAGACACTCCATCCTCCTCCTCTCGCAGTCCTCGTCATCCATCTCTGA
GCTGTCTCCATCTTCAGACACCGACGAGCTAACGGTGTCCTCCTCGTCTGTGCTGCTGCC
GTCTTGCTCCGGAAAATCCACCTCCATTTCTTCGTGGTTGCTGTCTTTCTTCTCCCGTGA
GTGCACCGGCATGGCGTCTGTCGGAAAAGCTGGAGGCCGCAGGGTGCCACGGACCGAGCT
TTTCGTTTTCTTCCCCCAGAAGAGAAAGGGGGAGACGCAGCTAAGACTGCTAGCCGGTTA
GCCTACGCTCAAAATCCC
>CL8987Contig1
ATGCCATGTTTTCCCCCCATCTGTGAATCTGTATGCCTTTTTTTGTGGCACCGTCCCTTT
CTCCTTCCCCTTCTTGCTAATATTACCCCACTTCTTGCTTCTGTCCTCATCACTTTCCTC
AACCTTTCTCTTGTGTCGACTCCCCTTTTTCTTCCTCANGGTGTAGTCCGATTCTGTGGA
TGTGAAGAAAGGTGCTCAGATAGTGAAATGTGCCAGTCTGCGGAGAGTTAAGCAGTGAAT
TCTGCGTCCCCACAGGTACGGGACCGACCCACAGGACCTCATCTGACCTGTGGGAAAAAA
CATTTAATTCAGACTCTCTGGATTAAATGCATTTGAATGTAAATTTAATTCAACACTAAT
GATCTCTAACATGGTTCTGGCACAGCAAATGAGCAAAAAGACAAAAGTTTTACTAAAATA
TAGTAAAGTGTGTTTAAAGTAGTGTGTCTCAAAGTTATCTAATGCAATTTGATTAAACTA
TGTCATTATTTTTCAAATAATCTGATGTATTAGAAGCTATAGCTGCTTCTGCAAAATGCT
TTACTATGTTTCCATCAAAGCACGGAGTTATATTTGTGAGAAAAAAATGCTCTAACGGAC
ACATCATTGCCATGAAAGCCTATTTTGTAGGAAAAATCTATATGCAAATAATGAAAAAAA
AATCTCCCTTAAGTGTCCAATTATGCCCTCAGAGATGGGGCACAAATATAATTCCAAAGG
TCTAGTGCATTAATATTAAAATGAATNGTAGTGGTCCATTGCTCTGCTTTATGCTTGTTG
TGACAAGCTGCAAAAAGGTTGGCACAATGTGTGCTCAGCAAAACCAAGACTGAACTTTTG
GAAAAAAAGAATAAAAAGGTCACAAGGACATACTGTATATCATAATGCCAGCTGAGCTCT
CAGAGTGTGTTTGTGTTTGTGTAACTGTCACTTACCTTTGTAACAAAAATATGACGACAA



TCATTCACAAACTGCTATTTCAAGAACATCTGAACCACTTTTGCCAACCAGTTTTGCTTA
AAAGCTTTTGGCTGTTTTTTTGTAATATCTGATTATGGTAAAGAACTGAAGAGTCTGATA
TTGCTTAGGATCTTCTTAAACAAATTATTGTAAAATGGCGTTTTGGCATTTTAAAGTTTG
CTAC
>CL8988Contig1
CCGCATGCATCAACGTCTCCGAAGAATGGTTCTGGTTGGAGACGGAAGTTTTCCGGGCTA
GGAGATGAAGCGGAAGTGATGATGTTGTTAGGGGTCGGTGGAGTGGTTGTAGCGGCAGGG
CTAGTAATTCGACCGGATAAATCAATTAAGGATTGGGTTAAACCATCCAGACGACGAAAC
AGTTCCTGCTGGGCGGATGATATTTGATTAAGCGCGTCGGCTTGACGCCCCAGCGCGATA
CCTTGCTGACTGACGGCGAAGCGGAGTCCTTCTGGGTCAGCTGGGTCCGGAGTTGGGCCA
CATCGTTCTGTCATGATTTCAATGCGAGGCGGACCCAGACGCTGGAACCCAGAAAGAGCA
CAGGCGAGTGGCAGCATGAGGGTGAGTCATCTGACAGGCCAGGAGAAGAATTCCACGCAG
TGCTGAACCACGCGGTCCTGCTGCAGAGCTGGAACAGGCCGCACAGACGGAGACCAGAGC
CTGAGAGCAGGAAACGGAAGTTCAGCTGTTCAGATGATCCATGATCGGGGGCAGATTTAC
CATTAGGCAAAGCTCCCAACAAGCAGTTGATGAGGCCGTGATGAAGATGATCATCAAAGA
CTTTCAGCCACTCATCACTGTTGAAGATGAGGGATTCAAGGAGATCCTGGATCTTATTGC
ACCTTCATACGTTCTACTAAGACAAATCACCTTGGAACAAAAACACCACAAAAACTGTTG
TTCCTTATTTAAAATGTACGAATGAATCCAATTTGAGTCCGTTGTTGTGTATGACTGAAC
ACCAAAGTAAAACAATGATATAGGATGACATAGATTAACAACTTATTATTAGAGATTTTG
GATTATTTAACATACCAAATCATTTTAGCATTTACACAAACAAGGTTTATGCTATTTTAC
AGCCTGGTGTTGATTTAAAGTCCCACTTCAATCATCATCTGATGTATTTTCTGATCGTTC
CCAGTGGTCTTTTAATTAGGATTTTTAGGACATAGTTTCTGCAGAGCGGTAGTTGTGAAC
GAGCTCCATCATGCCTTTATTTATGCTCTCTCCTGTTAACGTACAGCTCCTCACAACCCC
AACCTAACATTAGCGGTGCAACAAAACTGGTGATCAATATTAGATCTGTCCCTCCGTCCA
GTTCTGATCCAGATTCCAGCTCAGAGCAGGAAAACACAGACGTTCATGGATCTGTTGGTC
TGCATCAGAATGGAGCAGAGCTGGGAGCTGGTCACTTGCTGTCTGTAGTCTCTATAATAA
CTACAAAATTTTAAAATGGCAGT
>CL8989Contig1
ACAGCATAACAATCTGAAGAACTTTATTTTTATTCCCTCTTGAAGATAAATAAAGACAAA
TACGATTAACAAACGTTTTTTACATTTCAAGTATTTTTGTAAATGTAGTTATGACATTTA
TTTTATTTTAAAGAAGTTTACTGTTAACTTAAAAAGATTTTAATCTGGTTACATCTAAGA
AATGTTGTAGAAAACCTGAAAGTTTTGCTGTTAAAGACCCATTGCAATCATCGCTCAATT
CTTAATTCTTTTTCCTTACGGCTGTTCTGTTTTTATCCAAAATTTCCAAAACCTGCATAA
TGTTCTTGGAAATAATTTCTGCAGATTGGCAGGAGTTCATTAATAATTCACCTCTAAGTT
ATGAGCGGGACCATTGGTGTTGTGCAACCCCGCCTCCTCTTCCCCTCTCCATTGCTAGGA
GCTCGGAGCAGACGGCTTGTGGCCCGCCAGCATATTTCTTTGTAACAAATAGGATCTTTT
TCAAACTGCCCTTTTTCCATCTGCTCCTGATTCACAACATTCTGAATGATCAAATGCTCA
GAAATGCAATTTTGCAATTGTTTTCATCAGAGTGGGACTTTAATAGTTTAACATTTAGGC
TAGCATTAGCCAGTGCATTCCAGTTTATCCTCATCTAACTGTAACTGGAGCCGGAGCTTG
GTTTGCATAGCTGGCAGTAAGTCAGACTTGTTCCCAGTGCATGTTGGACTCCGGCAGGGC
TGCCCTTTCTCACCGGTTCTGTTTGTAATCTTTATGGACAGAATTTCTAGCCGCAGCCAG
GGGCCAGAGGGGGGTCTGGTCCACACAGATGGATACAAACTGGTTAATTTGTGCCCTATA
ATGAATGTCTTTTTGGTCTTATTTTACCCAATCAGAAACTTATTTTATACATTTTATTTT
TGTAAAAATGTATTCAAATCTTTAAGAGAAGAGCAACTCCGTCTCAGCTTCCAGCAGTCA
GGACTGCTGTGCTAAATGACCTGATGCATGGAAGTATTTTTTTACTTTCAGAAAAACAGA
GGGAGGTCAAAAGCAGTGCTTTCTTGCTTTTTTTGTGCTCTTAGATGCAGTTCAGATTTT
TTTGACAGGATAATGTATATGCAAAGACATGAATGGAAAACTTTAAGTGTCATTCCAGAG
ATTCTCTGTTTGCAAAATAGAAGAGAATCTGAGCTCCAAAACCAATTTCTGAATCAAAAA
ACTTCAATATGGAATATCTGTTGATGCGGAAAAATACACCTCCTGTGTTATGCAGTGCTG
TTCTTTAGTTGCCACGCAATGTACTAAAAAGTGATGCTAAATTTGATAAACTGTTCTGAT
CATAAATGATGTAATTTGCTTTAGAGAAAAGTATGCTTGTATTTAATGCCTGAAGTGTGA
AGACATTAATGAGGTTAGGATTTTAAAAATGCTTTGCC
>CL8990Contig1
ATTCGGCACGAGGCTGAGTTCTCCTCCAGCGTTGGTATAAAACCAAGCAGCTGCTGAACA
AAACCCCATTTCTGTCATCCTTACCGTCTTCCTGTGAGCCGCCATGACTTTCGTCGCTCC
TCCAGGCTACCAGCCGGTCTACAACCCTAGAATTCCGTATCTCGGACCAATCCACGGAGG
CCTGAGAGAAGGCATGTCCATCTACATCCAGGGCTCCATTCCTAAGGACATCTCCAGGTT
CCACGTCAACCTGCGATGCAACGAGTCCGCGTCGGGCGACATCGCCCTGCACTTCAACCC
CCGCTTTGACGGCTTGGACAAAGTGGTCTTCAACTCCTACAGGAATGGCTCCTGGGAGTC
GGAGGAGAAGGTCCGCAGCATGCCGTTCACCGCGGGCCAGGCCTTTGAGACGGTCATCGG
GGTCGGCGCACAGGGCTACGAGGTTAAAGTCAACGGAAAGGACTTTCACACGTTCAAACA
CCGCCTGCCTGTGCAGGAGGTCCGTGGAATCCAGGTGGAAGGAGATGTTTCCGTCCAGAG
CATCACCGTCATCGGGGGAGGAACAGCAGCGGGAGGAAATCCAGGACTCGGGATGGGGCA
GGGGGGATACCCGGGAGGCTGCATGGGGGATGGCTATCCAGGAGGAAATGCAGGAGGTCT



GGGGGGGGGATACCCAGGAGGCTGCGCGGGTGGAATGGGGCCGGGAGGATTTCCAGGATC
CAGTCTGCCTGGTTTGGGCGGACAGCCGATTCACAACCCAGCTGTTCCCTTCTCCACCAT
GATCCACGGAGGAATGCACCCCAAGAAGACCTTCATCATCCGAGGCAGGGTGCCGTCTGG
AGCGGACAGGATGGCCGTCAACTTCGTGGCGAGCGGGTCCGGGAACACGGCCCTCCATTT
GAACCCCAGGGTGAAGGCGGGGGAGGTGGTTCGCAACAGCAGGATTGGGGGCGACTGGGG
CAAAGAGGAGCGCCAGCTCAGCACCAACCCCTTCAGGGAGGGGCAGTTCTTTGACATGTC
CATTCGCTGTGGAAACCAAAAGTTCAAGGTGTTTGTGAACGGAGAGCATCTGTTCGACTT
CGCCCACCGGATGTCCTTCTACGAGATCAACATGCTGGAGATCCGCGGCGACGTGCAGAT
ATTCTACGTCCAATTTTAGGACGTTCTCTGGACGCACTGACGTCATGTGAGAATACGNAT
NCTGTGCCGAGATACGACACGACTCGAATAAAAAGAAACC
>CL8991Contig1
GCTTTTTTAAAGAACTCCAATGAAAATATTTTTTTTTGTGTTTTTAACATGTTTGTAGCA
TAATGGAGAACCTATATACAATAATTTGTGATTAAAACTGCACTTCTGAGTGTTTTCTAA
TTCAAATCCCGCTTGAAAAGGCACTCCACTCCGCTCCTCCGCCCCCCTGCACGCACCCTG
GCCTGTTAGGTGTGCGAGAAATGAGCCTTCAACGCTCATCTGCTGTAGCGAATTGAAATT
CTGAACAAACATGTCAGCTTGCATTATTTTCCAACATGTATTGCACTGAGAGAGAAATGG
CTAGAATTAGTCAGAAACGTCAAAACACAAACATGCATTTGCTGTAAACACTTTAGCGGA
GTTTCCTCAACCCACAGAAGAAAAAAGGGCTTTGCTAGCAAATTGGACAGTCTGCATCTT
GGGGGCGGGGGTCGCTATGAGCAAATAGTCCCACCCACAAACCAGAATTGTTTCTAGTGA
GCTACTGCCGCTGGGCATAAAATAAGTCTTAATTAAAGGACTACTGGGAAGGATTTTACT
GAAGAAAAAAAAATGCTTTGACCCACTTTTTTACTTACTTTAAAAGCCCTTTGAAAGCTC
AACCAGGTGAACTTTCCACTGCTAGAGTCAAACAGCTGAACCTTGACTAA
>CL8992Contig1
CGTTTCAATATTTCTTTAAGGTTTTTGGTAATGAAGAAATTACAGAGAGGTGGAGTTTCA
GAAAGGGCATGTTTGTGTGAAATTGTGGCAATACTGCCACCTTCAGGCAAATATATCCAG
ACAAACCGTCCGCACAGCAGTCACACAAACATTTAAATTATACCACATCCTGAATTTACA
AGTAATCACAATTTAAGCCAAAAAATGTAGAATAGCTGTTTTTAAAACACAAACCCAGAA
ACTGGACAGAATAAAAAGTGGAAAGGCTCCTCTTGCATTTAAGTAGTTTCATGAAAACAA
CAACACTTTTTTAAAGGTAAGCATCGGAGTGCCTTGTCCTTGTCCTATAGCTGGAGTCCA
GGAGATCAAGTGAACCCGTGCTTCTTACTTTGTTTACTGCCAGATCCCTTATCTTTTCCT
CTGAATCTCTGCTCTCTGAGCTATCTGAGTCTGACTCACAGGACCTGCTGATCTCTTTGG
GCAGGTCGTCTTCTGAGTGGAATCTCCTCAGGCCACTGCGCTGGACGGCCTGTGCCACAG
AGAAGTTGGTCCTTCCTGCTGCACAGGCTTCTATCATGGACACGCTGAGGTCTGACTGCA
GGAAAAGGTGCAGGCAGCTGTCAGACAGCAGCAGGCGGCTCTGAAGGACCTGTTCCAAAA
ACGTTTGGAGTCCTTTCATTCGCTCAGTGATATGCTGGGCGCTATTTAGACTGAAAAAAG
GATTTTTTGGAGGTAGCTCTGGTAACTTGACCATCAGGAGAGCATTTTCCTGAAGTTTTT
GTCTCAGCCACACAAACTCACTGTACCTCCTTCTCACTCTTGAGGTTTTCTTGGTGAGGA
ACACACTGTCAGTATGTAAACAAATTTCGTAGTCTATGTAGGCATGCCAGAAATCATTCT
TTTGTATCCGCGGGTCTCGCACCCAGACACTGATGGCCTGCTGATTCACAGTGCTGCCAG
ATCCTCTTCTCATAATCCACAACTTTTACAGACTGTATGTCAAACAAATGCTGCACTCAG
CACTCCC
>CL8993Contig1
CACGAGGCCCATATNANAGTGATACATCAATGGTACATGCGTGAAAATCTGTTAGACCTA
CGTGGAACAGTCATGGAAAGCCACAAATTTGAGGATGCATATCGTAAAGATTGCATCAGA
TATTCATAATAATTTTGTATAAACTACGTGAAATACACATAAAATGTTTAATTCTACCGA
AAATGTTGAACACCTCANAACCGAATTCACGTAAAGACACGTTGGCCAAAACCCTCGACG
GACATCTGTGCACTTCGACGAATGGCAAATACAAGAAACATAATTTACGAATATCCCACA
TGTATCACAAAAGACGGAAATTTCGTACATGGAAAATGCGCAAAGTTTACATATTGGCTG
TGTGACACGGCCTTAAGCCAATGCTGTCGCTCCTACAGGCTCCCGTTTAGAGTTCATTTC
CTCCATTTACATTTCTGCATGTTTACAATGTCGTATCGTCGCGTGTTTTGAGTAGACGCT
CCTTTTAACGTTGCTAATACACGTCTTTGTAGTCTTGTTCCTGTTCTTTCCGACGACTTT
TTCAGGGTTCCTGACCGATCACGTCTAGTCCTACTCCCTGCCCGGATGAAGAAACTTTCC
AGCGTAGCCTCCTTTTCGCAACACCAATATTTAGTATATAGATGCATGAATGGGAATTAG
TGAAAAGAAAATCAGTGGCTAAAACACTGACGGAAAATGTTCATGATTGTTTACTAACTT
ATTATACNGTATTTGTTTTGTAGAAAAGACTAATGCGATTTAGCACATTAGTCAACTACG
CGGCACTCATGCAATAGACTNTACTCAACACTACAGACTGCCTCTGTTGCAGGGAACGGG
TTAGACTTAAAAGTCGTTTTTTGCGTTAAAACTTTGGCTTCCTTCTCTAGCGCCTAAAAC
GTTTTTTGTTTTTTTTTGTTAAGAAGCTTCGAGGAGAAGGATGCCAATCTATAACAGCAA
AAGACAAAAAACAAAAAAAGAACTGCCTAAACGTTTGGACGTAACCGAATGGTAACTTTT
GGGGCCATGGAATGTTCAGGGGTTCGTTGGAGGGAACCCACAGGGCCTGGGCGGACGTGA
CCACTCAGTCTCTTTTCACGATTGTTCATCTCGTCATGTTTTTTTCATCGTCATGCGTTT
GATTTGACGCTTTAGGTTTGAATGTCTTTTTATTGTTGATACTATGT
>CL8994Contig1
CTTTTGTTCCCTCCATCCGCGGCAAAGAAGACGTGAGCAACTTCGACGAAGAGTTCACCA



CCGAGCCCCCGACGCTCACGCCGCCGCGTGAGGCCCGCTCGCTCACGCGCAAAGACCAGG
ACTGCTTCCGGGACTTCGACTACGTCTCTGACCTCTGTTAGGTGACCCGACGGCCTCTCC
TGGTCGCCCGGCGTCCGCCGCCTGTAAACCTACACTGTGAATGAAGGCGGCGTCCGTGTG
TGTCTGGGGGGCGGGGTCACCTGTGCGCCTGTCA
>CL8995Contig1
AGCATCCAGCAGATCAAACAAGTGGAGGACTATTGCCACCACTCCATGTCTGTTCTCGGG
TACGAGCGAGTGAGAACAGCCATGGAGGCCAAGGACTTGAGCAAACCACTACTGTCCCGC
TCCAAGATTTAGAAAAAACAAACAATAAAACCCACTCCGCCNAAGACCTTTAATCAATGT
CCATTTTGCTTTTTTCTCTTCTTGTGGAATTAAAAGCTTTACTTTCTGTGTTCATGAAGC
TCCACTGGCCACATCAGGAATGTATCGCTGCCCTCAGTCAGGCTGCAGGTGAATGCGAAG
GAATCAATTCTTTTATTACTCATTAGCAGAGCCTGAGAACTTGATTACTGAAGCTGCACC
CACAGAAATAAAAAAAAAGCAGGAAAAAATCTTTGATTCACGTGTCTTGTTAATACGACA
CAAACAATTGGATGTTTTTGGGTTATTTTTGAATGTTTAAATCTTTAAAGGTGTGTGTGT
TTTTTTTTAGCTCTCCGTAATGTCTAAATGGATTAAAAAAAGAAAAAAAAAATCTTTNTG
AAGACCAGAAATNAGAGACAATCAGTGAATTGGTTTGNTGATGTGCCATAGAGGATTCCT
CCGAGCCACCAGTACTGCT
>CL8996Contig1
GAAAGAGCAGCAGATGGCGNGCTGGTGGAACTAACAGGCCAGGATCAAAGGAGAGAGTCT
GAGGACCCCAGTCTCCACCAGTCATACACAGCTTTATTTTTTTATGTTGTTGATTACTTT
TTTTGA
>CL8997Contig1
GGTTCTTTGGTGATCCAGAGACGGTTCTTTGGTGATCAGAGACGGTTCTTTGGTGATCCA
TAGACGGTTCTTTGGTGATCCAGAGACGGTTCTTTGGTGATCAGAGACGGTTCTTTGGTT
CTCTCGAGGCAGTTCTTTGGTGATCAGAGACGGTTCTTTGGTGCTCCTGCGATGGTGTCA
TGGGGAGCCACCTGTGCTCTGTGGTGGGTTTCTTTGGTTTTTAGCCTGAATGCTCCACAC
AGGGGAGATGTGTTAAAACGACCAACCAGGAAGTGTCCTGCTGCTCCTCCAGAGCTGCAT
CAGTGATACAGTTACTTGTTCCAGTGAAGGAAATGGGCTGGTCGCTTACATTAGGAGAAC
AGGAGGTGGCTCCTCCCAGTCCCCACAGCTCGCTGGGCAAAGAGGGAGCCCGTTGCTATG
GAGATGTTGGCAGAATTGATCTGAACAGTGAAGCAATGAACCCCCACCATTGATAATTAG
GTATTTTTCAATCAAAAAAGTCCAGCTGACTGACACTTCTTTGAGTTTCCTGCGATGTCT
GTCTACTGTGGCCTGAACTGTCCGGAAGTGTCTGGCTGTCTTCCACGTGTGCTCCCACCG
GCACGTCACCACTAACCCTGAAGCTACCGCACGCCGGCCGTGTGTGGCGCCTTCAAGAAT
GGGCTGTTGAACAGGCTTTTAGCATACGGTG
>CL8998Contig1
CTTTTACAGAGTTCTCACTTGTCAAAAAACAAAACAAAAAAAGCATCTCTCACCTCACAG
GAAATGATCAAACCTCTCCGTGCACAGAACGTTTTAAATGCTATTTTAACCAGATTTCTT
CAGAAGTGTTCATTAGACTGGCTTTTGGCTTGGAGAATCGACAGTATCTCAAAGGCTTGT
ACAAATCTTGGTCACACTCCATTTCTCGTGTCTGAATTTATGGCCACTTGTGATTTCAGA
TATGAAATAGTAGGATACTGTTTTTAATTTTTGTTTTCTTTTTTTCCCCTTTTTTTTCTG
TCTCCCTAACATTTATTTATAATTTAAGAATTATTGCATCTTAGTTGAAATCCCCTCTAA
AATGTATGCTTTTCTTTTTTTAGTCGTGGACTACTGCATATAGATGATTTTTTTTTTACA
GTGTACCATACATTACAAATTTTCACAGAATTACGTGTTTTTCACTGTTTTCTTCCTGAC
AAAAACTGTAGATAATGTCGCACTTGGTCGATGCGAAAGAAAGATGATATTCATTGTGAA
ATGCTTTTGCTCATAATGTATCTTTATTATCTGTAATTCCAGGATGTATATTACCTTTCA
AGTAAAGTTTAAGTGCTTTGCATTAAAACCAGAGGCTTGTTTTCACTTTTAAAAAAAAAA
AAAAAAAA
>CL8999Contig1
TTTTTTTTTTGGTTTATAAAGAATTTTATTTTATTTAAAAATAAGAAAATGTTTGTATAT
TTTTGCTCTAACCTGAGTAGTTGCAACCTGTAGATGTTTTTGAATTATCTGGATTTCCAA
AACATTTGGTTGTGGTTTGAATATTGTTCTTATTGTCGTGGAAATGATTCAAGACACCGC
TACAGAAAGTTGTGACGAAAAGCTTTGGTTTGTTTATGTTGTATATTCCC
>CL9000Contig1
AGCTGTGGAGGAGGAACCCTTTACCGGATGGAGCAGAAACCATGTATTACTTCACTGCCC
TGGCTCTGACGCTGAACGAGCCAGAGGATGGCGTAGCGCCCACCGACAGCCGCCTCCGGC
CCGACCAGCGTTTGATGGAAGATGGCCGCTGGGACGAGGCCAACGCCGAGAAGCAGCGGC
TGGAGGAGAAGCAGCGCACCGCTCGCCGCGAAAGGGAACGGGAGGCCTTGAACCAGCGCT
CGTCCAGCACGTCTGAAGAAGCTGTCGATGAGGACTCTGTTACTGATCCTTCCCTAAAAA
GCGTCCCTCACGAGAACTACAAAGCCCGCTGGTTTGAGCACACAGAGGACAAAATCACAG
GTGAGGCGGTCCACGTCTATAAGGGAGGCTACTGGGAAGCCAAGGATCAAGGCAAGTGGG
ACGACTGCCCCGATATATTTTGAACCTCTTCGTGGACTTTAACGTGCCATCAAGGGACTT
CCCGGATGACCGCCTCCCTCTCCCCCAGTGGCTCTCTGTTGTAGGAGATCTCCTGAACTG
TCACTGCTGTTATTTTCTTTGTTTAATTGTACTCTCCCACAGTCGCAGCAGAGGTTTCCA
TGGTTTCAGAAGTAGTTATGTTAGCTCTGGATCAGAGGAGGGAACGAAATAAGCAGCTCT
TCCGGATCTGCTTCAAATCCAGTTTCCTAATCTTGTCAGTCGAGTATCAGGTAAGGTTTC



AGCCGAAACCGCCTGCACTTTCCTGCCATCGTCCACACG
>CL9001Contig1
AGNGTTTTTTTTNCCCGCCATNCCAAATTTTTNAACANTTTTTTTTTTTTTATTCTTGTT
GGATAAACCTGTGAGAGGTGGTGAAACTGTATTGCAGGTTATCGCTGGATGGTCTCGTCT
AAATGCTGCAGTTGCTTCAGTCGCTGCTGGTTTGTTGTTCTCCGACATGAAACCTGAACA
ATACCATCTCTTCCAGCCTGGTAAGCCTCAAGCCCTTTTCCCCTTCAGAGGTTGAAAGGT
CACCAGGGGTCATCGAGCTGCTCTCCTCCCACGAGGCTGCAGGATCAGTCAACTTCAAGA
ATGACTTTTTGTTCTCACCTGTCACAGGTGATGCTTTGTTTTTATCTAGTTTGAAAACCA
GGCTGAAGTGCGTTTTAAGATGTATCATTTCCTTTAAGCCTGCACAATGCAGCGACAACA
CAGCTGGGAGGTTTTCAGTCCATCACCCAAGCCCAGAGAACACGCATCCCGACCCCCCCC
ACTCACTCCTCCACATGTTCACATGTGGATCCTGCCCACATACTAACTGCAGGTTAGGTC
ACCATATCCGGAAGCTTCCTCACCGTCATGTTTTTTGGGAGACTGGACCTCGCAGCTGTA
CTAGAATGATGCACTCATGTTTGCTGGTGTCATGAGTGCATCAAAAGTGATGTTTTTGTT
TGTATTGCCATTCAGTTGTGAAATAAATGTTATTTTTAAGCGAAAAAAAAAAAAAAAAAA
AAAAAAAAAAACCTT
>CL9002Contig1
TGGATGGCGCAGCAGTCGGGGACGAGAAGAATGGAGGCAGAAACTGGGAGCAGTGTTTGC
GGTCTTTGGATCCTGACAGCTCACACATTCCTCTTCGGCAGACAGTGGAGGCAAAACCTG
GACTCTGCTCCTTGTTAATGACTCACTCATTCATCTGAGGTGCTGCTCACTGCTGTACCA
CAGTTTGCTCATTGAGCCATGAGCATAAACTGGTGACTCTTCGTTCTTGTTTTGGCAAGT
AGATCGGTTAGAGGTAACAGAAAACCCTTGGTGCATCACTTCAAGTCCAAGATTCTTTAC
TTTTCTGTCATGCTTCAGATCTGCTGCTTGGATTTAGATCATTGTCTTCCAGCTTCCCCC
CATTTTCACATCCAGCTTCATTATCCGGCAGATAACCTCAGGTTCACCTCCATAACACTC
TGATAACCTCAAGACTTCAGGATCAGTTTGGAGCCTCCAAGGTATCCAGATCCAGTGGTT
TGCACAAAAAAAGGCCACATCTTCAATCCTCCTCTGTCATGCTTCAGAGTATAAATGATG
TATTTCTGTTCCAGTGTTATTAGTTTTTACTTCAATGTTAGCAGGTTGGTCCTATCAATG
ATTTAAAATACTTTTTTTGATTTTGTGATTTGTTCACAGCTACTTTTTCTATAAAACAAA
AAAACAACTTGTATTTCCCCTGGCGACGCTGCCTTACAATTGAAGTAAAATGTTGAAAAA
AGTGAATTTTTGGAAATGCTTTTATGATACTTTCTAGGTTTATGTGAAGAAACTTTTGCT
TATCCAGTGTCTTTTTCTCTTGCCAAATATAATCTGGATCAGCAAACTTTTGACTTTTGA
CTCGAAATCTGCCTTTAAATTTCCCTACCAGCTAATAAATGTATCAGAGGCTGATTATTG
GCAACTGCTGTGGTTTTTTCCCCCATATATCCTGATAAAAGTTATTGTAAACTG
>CL9003Contig1
GGTGTATTTTTTTGACTTGGTTTTGAGNGCCTGNTGCCTGCTGGTTTGGGGTAGTNTGTC
CCTGCAGGACAATCCTTTGNTTAAAAAAACACAAAGGTGGNGTTTTGCTTTTAAANGGNT
ACANTTTTTTTTTTTTGGTGGACTCTGCAGAATCACTAATTTTCTCTCTCTCTCAGAGTT
CATAGTTGAAAATGTCCCAAACCACAAGTTTATGGAGCTTTCTGAGAAAACTCTCCAATG
CCAAATGAAGGTCGATGCTTTATAATTTATACAGATGGTTGCACAAATGTTGGTATTTAT
TTCTAAAGCACTGAAGTACTTTGGTCGGAATCGGACGGATTGAAGGACCGTTGGGTTGGC
GTGGCCATCAACCAGCAGTACCTGACGAGCCACGCCCGCCATTGGGCTTTGAAGGTGGCA
CGTCGTCCGTACTGCGTTTCGTGTCTTGCAGCTGTTTCTCGCTCGATCGGCCGTGTGAAC
TCGTGGTTGCCTTTCTGCCATGGAACTGGTGCCG
>CL9004Contig1
GAGGCCGAGCCGTGAGGCAGCAGAGCGGCTGCTCCTCAGGAGAAAGGAGCAGGGAGACCA
ATAGTCGGGGAAAAGGGGATTTAAGAAGAGCAGGGAAGCTCAAAGAACCCCCAAGAGTGA
ACCACTACCCCGCAGAGGAGCTCAGACAGGGTTCAGGCTCAGACTCCAGTCTCTACAGTC
CTGGACTCGCAACTACCCACAAGACCAGCCCCAGACCCCTCCCCTCGTCAAAGCCTAGCA
AAAGCCGGCGACTGCACTGCCATGAGTATGCGCAGCCGGTAGAGCAGAGGAAGAGGAGGC
AGATGGATGCAAAGTGGTCCTCTAACATGGAAGTGTTCCAGGCTCCACATGCCCCCCGTC
TGAAGTCCAAGGAGCCCCAAGCTCCAGCACTTTGGAGCATGCAGATGGTGCGGAGTATGA
GTGCCAGGCAAAGCCAGTGGATGAGGCCCCGCCCCATTCAGGCCTCCACGTCCTCCAGCT
CCTTTCTCCAAAGTCTGAACGCTAAATACCCCCCAGCCCCCTTTCAGGCGTCCAGTCTGT
ACCCACCCAGATGTGAGTCGGAGTACTCAGCCGAGTGCGCCTCGCTGTTCCACTCCACCA
TCGCTGAAAGCAGCGAGGGCGAGACGAGCGACAACACCACCCAACCGCTTCGGAGACAGC
GAGTCCAGCCAGAGCTTCCAGTCCCTGTCCGACTCCGACAGCAGCCTGTCCCTGGATGAG
GAAGACCTCTGTGAGGAAGACGCAGGTTTGGTGTGGGCTGAGGCCGCGTTGGGCCCCACG
ACCACCGGATGTCCCGTCACGCAGATCCCACCCCGTCCCGAGCCTTCAGCCTGCCGCATT
AAAGCCTCCAGAGCCTTGAAGAAGAAGATTCGCCGCTTTCAGCCCGCCTCGCTGAAGGTC
ATGACCCTGGTGTAGAAGGCCCCCTCCTGCAGAGCACGACCTGTGGGAGGAGCTTCTGCG
CAGAGGCCTGAAGTCTGAAGTCTGTCAGAGCTGAGCTGCATTTGGAAATGATAGAAATCA
AGCACAAAGAAGTGATTTTTACCCTGAGGCTGTATTATTATCATCCCATGTGCTGGTTTA
GGCTGGTTTCACCTTTTTACCACATTGTTGTCTCTGTTTCATGATGACTGACTTGTTCTA
CACTTTCTTCTGCCTTTTTTATTGTAACTTCATGATTGACCAATTTTAAAAACTCA
>CL9005Contig1



ATTTCCGTTTTGTCAAAGGGTTTACATTTTTATTTGTATTTTTCTTTTCATACATCATAA
AGAATATATCTGAACATTGTGTTTTTGTGTGCAGGGCACAGCCGTGATGCCGAACCTCAC
CTCTGTGCTGTTTGACAAGACAGAGTGGGAAACTCCAGACACCTTCAACCCCGAACACTT
CCTC
>CL9006Contig1
CATTTTATGATTAAAAACCGGACTGGGTTTTGTTAAAATCGATACATGTTAAGAAACAAC
AATTGTAGACAAAATTTAAAATATACAAAATAAATAAAAAGTGAAACAAACAACTGAAAT
GTTTTTTTTTTTTTGGNTTCCAGGNGNCCCCCCNC
>CL9007Contig1
TTTTTTTTTTAAAGGGGTTGCTTCAATTTTAAAGTTTAATTGGGCACTTGTGGACACACA
TGGAGAAGAGACTCAACAAAAGAGGTTTACAGGATCCTCGTTTGTACAAATTTCTAATGG
AAAACGGTGGAACCATTTTACTGGTTGTGTCAAACACCAACATTTTCTCAAGTAAAGTGT
CACAATTGTTCCGCTTTAGTTTAACCAAATGTTACTTCATAACCGTTTTCTTAAAGGCGC
GGACCCAACAGGAAGTTGGTAC
>CL9008Contig1
TTTTAAAAACCCACACCTTTTTAACAGTTTTCGAAGGGAACCTACTACTGCAACTGACAG
CAGCCTGACGTGAGGAGGGGTTTATTCAATTGAACTGAGCACTGAAGAGAGCCATGGCTA
ACGAAGTTGACGTGTGGTCAACGGCTGCTCCGGCGGACGGAGGAAACCTAGGAGATGTCA
ACGGTCCTTATAGTGATGATGAAGATGGTCTGGATGAGGCAGAGGTCAATGGTAACTGGA
CGCCCCAGGAGAAAGCCCTCCACGAGGCTCGTCTCAAAGCCAAAGCCAAACGCCGCCTGC
GCAGGTCCTCGTCGCGCAACTCCGCCAGCGAGTCCTCAGAGTCTAAAGACTTGGCGGGGG
CAGACCCACACAGCCCGAAGGGCAAGGTCGTCACCAACGACCGCAAATCCAGAATGGGCA
AAGGCAGAGGCCTCCCGAAAAAAGGTGGGGCTGGTGGAAAGGGAGTTTGGGGGGCTGCTG
GAATGGGGTATGAAGATGAAGAACCAGATGTGAAGGACCCCAACTACGATGAGTCTGCTC
AGGGTGACACTGTTTATGAGACAGTCATGCCAGAAGTGGAAGAGCGGGAAATGGAGAAAA
TGGTCAACCCAATTGTACAGGAGTACTTTGAACATGGAGACACCAAAGAGGTCCAGATGT
TACTGAAGGAGCTCAATCTGGGCCCACATAAGTATGAGGTGTCCTCCTTGGCTGTGTCCT
TGTCCCTGGAAGGAAAAGCCAGTCACAGAGAGCTGACCTCGCTCCTGCTGTCGGATCTGT
CGGGCAAAATGTTGTCGCAGGGCGACATGTCTCGCGCTTTCGACAAGATGCTAAAAGATC
TTCCAGATCTCATCCTGGACACGCCGGAGG
>CL9009Contig1
ACGAGGGTCATTTTTTATCTTTTTAATTTATATCCTACACAATAATGAAACCATTGGCTA
GTAGGTATTGCAGTGTTTGATAAAAACATTATTTTAATGAGAAAAGAAAAGAAACTGGCA
AACACGTTGGTTCTTTGCCACGCTCTTCTTCTTCTTTGCTCTTCACGGACTTTTAAAAAT
CTTTAAAGCTTCTGAATTCAACCTTAAGAGTTTTAGTAAGTCTATAATTAAAACATTCAG
GGTGAANTTTATTCTCACCTCCACCGTGTTATTTCACATTCAACAAAGTACAGGCACGGG
CGAAGCACAATGATCAGGAAATTACAAGCTTGCCAACTCCACCCAATCAGTGTGGTATTG
TTCAGCTAACTCTGCTGGAAGACCAAGGTTTCAATCAGACACTGTTATAAACCCAGACTA
TTTTTTTTGACTGGATCTGCCTTTAAAAAGTAGTTTGGAGGTTTTCTGTATAAAACGGGG
AACAGGTAGATTTTTACTCCTCAATTAATCCTCAATCAGGGTCATTTTTGATCATTCAAA
TGCAGGTTTGTTTCCACACACAACTGCAAAGGTTACCCTCCGGGGACTTTCCTTTTTCAC
ACGTCGGCGTGAAATAATGAGTTGTTATGGTAGGACTTTGAAGCCAGAAGGGATGTGTGT
GTGTGTGTGCACTTGTAGGGGGGTTCCCCCTTTAGTGTAGATCATTGGTGGGGAGTTGAT
TAAAAACCTTTTTTTCTTCCAGCAAAGGTCATGCCCGCTCTCTCCACGGCCGAGACTTCA
TTTCTGACACGCTTTNTGGGGAAAATGTGTGTNTGCGTGGCAGGAAATCTGATTTCACTT
TATAAATGAGTGAAAACAGGATTAAAAATTCAACACTTGAGATTCCATTTCAGACCACAC
TCATTTTATTACAAGTCAGGTGCACAGAAGCATCACTTTAAATGTTGAAGTCGGTGGAAT
GTGAACACTGGAGGAAGAATACCAAAAATGTTTGTGCACACTTATTTAAATATCTCTACA
TGAGGAGACGAATAAATGTTAACAGAATCAAACCCAAACTGGAAGATTCAGGTTTAGAGA
CACAGATTTTAACTCCAAAAAGCTTCATCTGACATTAATAAACCCTTCATTCAAACTGCC
AT
>CL9010Contig1
GAGGGGGGGCTTTACCTTTCTGTCTTTGTAACATATTGGTTGACTGCGTCTCTGAGCGTG
GTCTTTTTTTTTCCTTTTTTTTTTCTGTTGNGTCCGGCTTATTGNGTGCTAAANAGGGAA
AAGCAGCTTTCCCATGATAGCCAAAGTACAGTTGTTGCTTTATACNTCANCGATCTCAAT
GAATGTCCGNGAATCCAGTTANAAACATTGNGNGTCAGNGTCAGTAAATACGGNGATTGN
GTACCACTGGAACCACCACATCTGTCACATTCAGTCTTAAATATTCTGATATCTGGAAGT
TTCAATGGTGCAAATCAAATTTCCCTGGAGTCCAACCCTCCCTGTACACCCCCCCCCCCC
CCCCCNT
>CL9011Contig1
CGGCACGAGGGTTTTCTTTCCCTTTGTTTGCTTTATTTTGTTTCATTTGGGGGGGATTGA
AATGTTATGTAGGTATATAGTTTTATTGCTGTGACCATTTTAATGTAATTCTCTAGGGGA
AAATATATATATACACCCTAAAAAAGAACATTAGATTAGAAAACATGTATAGAGTAAATT
GTGTAATAAACTGTTTTATTTTTCTTTTTATTTTCTAATTGCTGTTTTGTAGTTGCTTAA



CTTACCTGTCACACACAATATATAAATATCTTTTTTTGTATCTNATGTATGTTCTTTGAA
TGTTGCTCCATAAAGATATAATCTGTGTGAATTCATTTTCATTGTACATACATGGATATA
TAATTGTTCTGCTCAGTGGCAAATCAGAATTTCCTAAAACTACNATTATCCTAAAACTAA
TGCTGTTTGCAATATGGGAGAAATAGGATGGATGGGAATGAAACAAAGACATGAGTTAAG
GGGAAGTTTCTGAGTTTAAAAAAGGAGGCAGATCTTGGTTGGTATCTGTTATTAGAAAGG
TTCTGGAATAGAAAGACAGAAGAAAATGTTGCATTTTTCCCTGCAAGAAATTTCAAAGGG
TTTAAGCTGTTTTTTCAGTGACAGAACAATTATCCGTGGTTTTCCAGCATAGAACAACAA
TCCTCAGGTGATCCACATAAACCATTTTTCAAAGGGGACTGGCTTTAGTCTCAAAACATC
TGTTTAAAAATGCATTTAAAGCTGCACAACATGTAGACCCGTCAGAGTCCGCGTCAGCCT
TTAACATTCCTCAGATTCACCACCTCCGCTGCACCCCTTAATGTCCAAGACGTTTACAGA
AATATGACTTGGTAAACTGCCTTTACTCCAGATGCCTTTTACACACTAACTATATGCATG
CTCAATGTGTGTTTGACTAAATGTCACTGATGGTGTGGGAATTCACTGCAGAACAAAGCG
CTAGCATGTTTTCAAGCTCGTCCTTCCTCTGCTGATACAGCAGACGCCAGTCTCTCACTT
TCCCAGACTTACGCAAATCTGCTAAATTTTCCATGCACAGGCAGAGAGTTCATGTGGGGA
AAAGTTACATTTAAAATAGAAAAAGAAAAGAAAAAAAGTCCCTTCCCTCAGTCTATGTTT
TACATGAAAATCTGTTGCTACATATCAATGTTGTACCTTTGGTGTACATATACAAATAGA
CTAATAA
>CL9012Contig1
ATTTTATACATTGGCGACTTCATATAAACTGCTTCCACCACAGCGCCAGATGAAAACGCA
GCAGCGATATACAATTTCAGTAAACAACTTTTGGGATCGCACCTCGTGGTTACCGGGCGG
GTTTGAGGGTTTTTGGCATTTTTCTTTTGGGAAGAGTGGATGTGTTCTTACCTCAGCGGT
CGGTGGGGAAAAATGGAATCCGACATTAATCTATAAATGAATTATTTTGGACAAGCGCCG
ATCGTTTCGCTTTTGGAAGAAGTCGAACAGGAGGTGGGAGCTCTCCTTAAGTGAACCCGG
TGAACTGGCGTGAACCCGTCAGTGACCACGGTAAGGTTAAAACGTTACCCGTCAGGAAGA
AGAAGAAGAAGGTGTGATGGCGCTGTCGCAGATTATAGATGATTCTCCACTGAGGCTGGG
TCCAAACCACGCCAAGAACGACGGGCCGAACCTACAGGAGCTGTACAACGAGCGGCACCG
GCTGGCTCTGGAGGAGTTACTTTCAGGAGGGATCGACAACTTTCTGGACTTCCTGAAGCG
GGAGAGGATTCCCAACTTTCTGTCGGATAATGAAATCCAGGCGATCGGGAGCGCCGCCGT
GCCCCCGCGGTGCGTGTCGCTCCACGGGGACGACCCGGCGCTGGAGCAGTCGCTCTGCAG
CTCGATGGACTGCTCCTCTGTCACGTATTTCCCCGACGTGTCTGACGTGGAGCCGCCGCT
GCTGGAGATCGGATGGCCCGCCTTCACCGCGGGGTCTTACCGGGGAGTCACGAGGGCCGT
GGCGCACTTCCAGCCCAGCTACGGAGAGAGCATTTACAGCTGCAAGGAGGCTGCGAGGCG
CATGATCAGAAGCGCCAAAGAGGTGATAGCCGTCGTGACAGACGCCCTGACAGACCTGGA
CATCTTCAGGGACCTTCAGGAGGCCTGCACAGCCCGCAGGGTCCCCGTCTACATCCTGCT
CGACCAATCATGCACTCCAGCTTTCCTGAAGATGTGCAGGAACCTCGGCATTCGCTTGGA
CGACCTTCATC
>CL9013Contig1
GGGGGAGTTCCGGTTTTTATTCCGCATGATAAAGTCACCGGTTCTTTTATGTCTTCACGT
TGCCTCCGGAATCCAGTTGGAAACTTGAAATCTGGATAAAACGTCCAGAGCCTCAAATAA
GTCAGTAAAAATACCAGGTATGGAGCCTGCCTGCCGAAAAGACAAACCCAAACTGATCTC
CACCCCGACCAGAGGAGACAGAGGACGGCAGAAGTCTGCCCAGCAGGAGCCTCAAACAGC
NGACAAAGAGCGGAGATTTATGCTTTGAACAAAGTGATGACCGAGCTGGAGCAGCAGCAG
TTTGAGGCTTTCTGCAAACAGATGCAGTCGCAGGGAGAGTAAGACGCTGCTGGGAAAACA
GCAGAAACATTCACATTCTGACACTGACGGTGCTAAAGTCCTCATCATCCGCTTTGAAGT
TTGAGTCTGAGGAGTTTCATGTGTTTCTTGTAACAAACATTTTGCTGTGTGTTTTTTTCT
TGTTAGTTTTTTGTGAGCCAAGTTTAAATAAATAAGTTTGGTTTGAAGCAAAGTATTTAT
TATGCATTATTTTAAAAGTACAACATGATATAATACTACCATAAACTATTCTGAAAAATA
TCATATCATTGTCATCATATATAGG
>CL9014Contig1
TTTAACCACTATGGCCGCCGAGATGACGGTTCGGCTCGGCTCCCATCATGGGTTCTAAGA
GGGAGGTTCTGACCCAAGAGTACATCAAGATGATGACGGATATGATCGTGCTCTGCGTCA
CGCTGGCACTCTCCCTCTTCTTCTGGGTCGTCTCCCTCACCATGAGCGCCGTCTCCGGTA
ATCTCCAACCCGTGTCGCCATGGCGATGGCTGTTCTCCATCTTGGTTCCCCTGATGCTGA
CGGCCCGCGCGCTGAGGAGGCGCAGTCTGGACCGGTCCGGCGCTCTAGCAGCTCTGCTGG
TTGGCTTCGTGTTGACCATGGCCAATTACAGCTTCTTCTCGGCCCTGCTGGCGTTCTTCA
TCACGTCCTCCAGGCTGACTCGCTGGGGGGCAGCGAAGAAGAAGAAGATAGACGCAGACT
ACAAGGAAGGAGGTCAGAGGAACTGGGTGCAGGTCTTCTGTAACGGGGGCGCGCCCACAG
AGCTGGCCCTGCTCTACATGATCGAGGTGGGTCCGGGGGAGATCCCCATCGACTTCAGTA
ATCAGTACTCCGCCTCGTGGATGAGCCTCTCCCTGCTGGGGGCGCTCGCCTGCAGCGCCA
GGGACACCTGGGCGTCGGAGGTGGGGCCGGTTCTGAGCGAAACGCCACCGAGACTCATCA
CGACCTGGAAGGAAGTCCCGGCAGGAACCAACGGCGGTGTCACTCCTGTCGGATTAGTTG
CAAGTTTTCTGGGCGGTGCCGCAGTGGGCGTGGCTTACTTTGTGACTCAGCTCGTGACAG
TGAGCGACCTGCACCTGGCGGACCCCCAGTGGCCGATCGTGGTGTACGGCGGCGTGGCCG
GCCTGCTGGGCTCCGTGCTGGACTCCTTCCTGGGGGCTCACATGCAGTACTCAGGGTTCG



ACGCCAGCATCGGAAAGGTGGTGAGCTCCGAATCCGCCACAACGCAGCGGATCTGCGGGA
AGCCCATCCTGGACAACAATGCCGTCAACCTGTTCTCCAGCGTCCTCATCGCCCTCTTCC
TGCCCGGGATGGCGTGGGGGGCGTGGCCTCGATAGATGAGCGCCTCACTAAAGACTGTAG
GTTCTGATTAGAAGACGAATCTGCTCAATCACGTTAGGAAAACCGAATTTAATGAGGAGC
GTCGCCGGGACAAGAAGCTCCTCCTCCTCCTCTGTGCTGGTTAACCATGGTGATCATGTT
TTACCAGAAACTCTA
>CL9015Contig1
TGTTTTTCTTCTTAATACCAACNACAGCTGGAATCACTCNGACATTCACTGATAAGACGG
CAGACGTCGTCCTTAANACCCAGACAGGAAGCATTAGTATTACATTTCGTACATCGGCCA
GCAGAACGTGGTCTGTCCACACGCGTGCGTTCGTTTGGGGAGAGGCTGCGCTCAGGAAGC
CTCACAGGTATGGCGGCGTGTTTTCGTTTCATGGAGAAAGTGGCGTGTGCTGCTCCCGTT
TCCCTTTGCCGTCTAAAAGCAGTGACATGTGGTGGTGCA
>CL9016Contig1
TAATCATTGTTACCAAAGGCTTTGAAGGGAAAGATGAATGTTGCCATAATTTTAAACCCA
TCTGTGTTCGAACTGATGGATTCAATTTTATGTGCTGTATGCGTCGATAGCTGAATGCTT
AAAATGGACCTTTTCTACTTCTCAAGTGGAAGTTTTTATTTTATTTTTTAATTTTATTTC
AAGCTTGAATCCTCATAGAAGCAGACTAACTCTGATTGAGTTTAAAGAGACGGAGCAGGT
AGAAATGTTGAGAGGCTGACCGGATCTTCTGGTACCTGACCGTGTTGTTTCTCACTCAAA
CTGCTTGACTTGGCAGCATCTGACATCATCTTTTGGAATTGCTTCAAGAATTGAGTTTAT
TCCAGACCCTTCAGTCAAAAGTGCTGTCAGTGACCTCACCCATAACTAGAGAGCCTTTCC
CCAGTCGTCTGGTTCTGTCTCCTGTACCAGTTTTTCCTCAGTGTGCCCTCTCAGTGTGAT
GTAACTCTATTGATACCTCTGTGTGCTTCTCTTCTTCCCCTCACCATCAGTTGCCTGTTG
TAGTGACTCCATGGTGCTGCCCCCCCCCCCCCCCCNTTT
>CL9017Contig1
TTTATTGACTTAAATAGAATTTTTGTTGCATTTTTACATCACTGAATCAAACGTGAAGCT
CAAGCAGAGCCGCTGTTGAGCATCAAACCGTTTGACAGGAAAGTATTTCATTTTGAAATA
AAGTACGATGTTTTCCATCACTGACAGTCATGTGACGCCGTATTGACGCCGTATTTACGG
TCAATGATAAACCTCCCCCCCCCCCCCGGACCTTNTCCGTCCGTCCGTCCGTCCCNANNT
TAAANTAAAAGTTTTNTAAAANTTTNCNTTTNCCCCTNNTGGGNTTTTTNTCC
>CL9018Contig1
GAGGAAGAAGTGCTCTTCTTATTCCCGGTTTTTGTGTCAACATCATGGAAATGATGGGGG
TGGGATACAGCGGACTTTTCTTGGCCAGACGGGTTCTGGACAGTTCTCCTTTGGAGGTCA
CGAACATGTCCGACATTGACGACGCCGGTCCTCACGGCTGCGATAACGGAGCTCTGACGG
ACAGGTTCGGGGTTCTGATCCAGGGACTGCTGGCCGTCGTCGCCTTCAGCACTCTGATGT
TGAAGCGCTTTCGGGAGCCTTTGGGGATCAGGAGACCGTGGAGGATCTGGCTTTTTGATA
CGTCCAAACAAGCCATCGGCGCTTTGTTCATCCACTTTGCCAATGTTTTCCTGTCCACAC
TCACCAAAGAGGACCCCTGCTCGCTGTACCTGATCAATTTTGTGCTGGACGCCTGTCTGG
GCATGCTGGTCATCTGGCTGGCTGTCAAGTTGGTGTCAAATCTGGTGGAGGTCAAGCAGT
GGACCCTGCTGAGGTTTGGAGAATATGGTGACCCTCCCCAGGCTGCGCCGTGGCTCGCTC
AGTGTGGCATCTACCTGCTCATCATGGTGCTGGAAAAAGGTGTGGTCACCCTGGTGCTGC
TCATCCCAGGATGGTCCCAGCTGCAGGAGGTGCTGCTGAGCTACATCGCTAACCCTCAGT
TGGAGCTGGCGCTGGTCATGCTCATCGTGCCCTTCATCGTGAACTCCATCATGTTCTGGG
TGGTGGACAGCCTGACCATGAGGAAGTACAAGACCGTGAGCCTGGATGACGCCTGCGGCT
GTCCGGTGATGGGGGCCGACTCCCTGCCTCCAGGGAGCAGTGAGGAGACACGGGTTNTGC
TGATGGTGGAGACGGACACAGATGACGCTTCGGGGGAGGAAGAGGAGCCCGCCGAGGTCG
GGGAAGGTCACGTGCAGTTTTCAGGTGGACCCGTGAGGCCCAGCTGGGTGTTGGTGTGAA
TCCAGGAGAGCAGACTGTCGTCCACGAACAAACATTTCCCTCCGTGGTTGCCTGAAGGTC
TTAACGTCGCTGAGATGCCTTCCTCTGCAGAGTTTCTGCTCATCTTTTACATTTTTGTCT
CCTTTTCTGTAGGACTTAAAAAAAAACCAGAATCGGTTCAATTTCAACCCACATGTGATT
AAATATTGATTTATTTTTGACATTTATAGTCTTTATTTGGTCATAAAAACCCAATTCCCA
GAACTGAAGAAATAAACTTGAGGAAAAGTTGAAATTTCAACAGTAAAATTGTGAATTCTT
ACAATAAACACTTAATAAAATT
>CL9019Contig1
CGAGGGGAAGATCGAGGCGGAGATTGAGGAAATGAGGAGGACAGAGGAGGAGAATGAGAA
GGACAGGCTCGGGAAGGGGCCCGCACTTGTTCACTTCACGATTCGGGGAGACGCAGACGA
TCAAGTTCTGATCAGAGACAAGAAGAGGGTGCGAGAAGATGAGGAGGGAGATGAGGAGGA
GAGGAAGATGAAGAGGGAGCAAGAAAAGGGGATGAAGGTGCTGAAGAGGAAAACAGTGAA
GAATTATCGCAAGGCCTTCGACCGGGCGCTTCGACGAGGCTGGGAGACCTTCGTCGCCAA
CCTCTACAGCGTCACGCTCACACCTATGTCGTCATCCTCCTCGCCCTCTCTNAAGAAGAA
GAACCAGGATAGCTCAGTGTTAGCTGAGTTTCAGTAGATTTGGGTGAAGATGTGAACATT
TTTAATCATAAAACACTGTAAAACCTGGGTTTTCCAGAGTTTTTTTTTTCTCTTTTTGCT
GAACAATGAAGGATGTGATACTTTTTTCAGGTTTTAGTATCTACTCTGCAAGCAGCACAC
AAGGCTTGCTCATGGAAAAAGTTGAGTCTGAGTTCAGCAGCTTTTGGTTTTATTGTGAAG
CCAATTTTCTAGGGTCTGATCCACTCCCGAGAGCGTTTGCTTCAAAGGATCTCTGCTTCG



TTGTAGGACAGTGCGAGTGCAGAGGCGTGAGTTTTGAAGGCAATGACCGATCGGTGGATC
TGGACATGATCACGTTTTTGGTGTTTTTTGGTGCCATTCTCAGTTGTTTGAGAAGAATGA
ACAGCAGGCAGTCAGTACAAAAATGTAACTCTGACCTACGCTTATTTTACACACCACTAT
AGTGTTTATAGCTAAACTGCAAATGCATCTTCGTTTAAACCTGAAATAAACGTATTTTTC
ACTTTTGTGAACTCTTCTGATGTCGGTTTACTGACCGGCTCGGTTCACCTGTTTGTCCTG
AAGAGATTCAAATGGAAAATACATTTATTTTCTGGTTACAGATTTAAACTGCTGGATGTT
TCACTGTTTGCTGCCTGAAGGTTCGAATGTATTTAAAACTACTTAATCTTAACTTTAAAT
AAAA
>CL9020Contig1
GCTGGGCNTCCGGCTTTATTCTCNGCTCTCGCTCAAGCTCCCCTTTACAGCTTAACCTGC
TGCAGGAGGAGCTTCCCAAACAAAGTGAGGGCCAGAGCAGCACTGGACTCAACCACTCTG
AAAGCCTCCATGAAAATCCCAATGAGGCTGATGCTCCCAGTGAGTCTGGAAACCAGGATT
CCCAGTCAACATCCAGTGAGTTGCTTGACCTCCTGCTTCAGGAGGATGCCAGGTCAGGAA
CTGGTTCCAATGCCTCTGGCTCTGGTTCAGGGGAGTCTGGTGGATCACTGGGATCTGGAT
CAGGCTCCAATGGAACCTCCACCTCACACACTGGCAGCACCAACAGCAGCAAGTACTTTG
CCAGCAACGATTCATCAGAGACGTCACGGAAAGCTCGCAAGAGCCAGGAAACGCCGCCAG
AGCACCAACACAGCTTCGACACCCCAGTGGAGAACCCCCTGTGGAGCATGATCCAAAACA
CACCGGAGCGAGTCATGATGACGTACCAGATACGCAGCAGGGATCAGAGTCTGGTTTTAG
CAGAAGACAAAGAAAAGCTTCGAGTGCTTCAGCCTCTCCAGCCCTGGTTTA
>CL9021Contig1
GTTCTCGCATGGACCTCGCTCAGTCGGAGCTCGATATCTACCTCAGCCGTCACAAGACCG
CTCTGGCACAGCTCAACGCGGCCAAGCAGACGCTTCAGACCACCTCGGACACGCTCAAGG
AGCGCCGCGCTGCCATCAAAGACCTGGAAGTTCAAATTCCAGAGAAAGTGCAGGAGCTCA
AAAAGGATCAAGAAGAGTTGGAGAAGCTGACGAAGATGGATAACGAAACCAGAGAAGTTG
TCAAAGAGTTACGGGAGAAGGTGGATGAAGCCAAGACTTCCCTTTCCTCCAACCGTAGTC
GAGGAAAAGTCCTGGATGCCCTGATGCAGCTGAAGAAGACCGGCAGAATTCCTGGCATCT
ATGGGAGATTGGGAGACCTTGGAGCCATAGATGAGAAGTATGATGTGGCAATTTCCTCTT
GTTGTGGTGCTCTGGACAATATTGTGGTGGACACCATTGACACGGCTCAGAAATGTGTCA
CCTTCCTCAAAGAGCAGAACATTGGAGTCGCCACTTTCATCGGTCTGGACAAGATGAAGA
CGTGGGAGAAAAACATGGCCCCCATCCGCACCCCTGAAGACAGCCCCCGGCTGTTCGACA
TGGTCCGAGTGAACGACGACAGCGTGCGGCCGGCGTTCTACTTTGCTTTAAGGGACACCC
TAGTGGCTCAAGACATGGAGCAGGCCACACGCATGGCTTTCCAAAAAGAGAAGCGGTGGA
GAGTGGTCACCCTGAAAGGACAGATCATCGAGATGGCTGGAACAATGACAGGAGGAGGAA
GGATAATGAAAGGCAGAATGGGCTCCTCTATTAGCACCGACTTCTCCCAAGCAGAGCTTG
ACCGGATGGAGAGCAAACTAAATGAAAAAGTCTCCAAACTGCACGGCTGCCAAGAGAAAA
AGCTGCAGGTGGAGGAGAGCGTCCAGCGTCTGCAACCACAGCTCAGAGAGATGAAGAACA
CCTTTGAAAAATACACCAACAGCATCACTAGTCTCGCCGACCAGGAGACCCACTTGGTGC
TTCAGATTAAAGAGCTCGAAGCCAACGTGCTGGCAGCTGCTCCAGACAAGAACAAACAAA
AACAGATGGAAAAGAGCCTGGAAAACTT
>CL9022Contig1
CGTTTAACCCGGGCCTTATGGCCGGGGGAAGTTGATGGAACCGCCATCTTGGAAGTGGTC
TCTGTCGTTTAGCCGCTTTTAGAATTACTTTAAATGCTTTATTTTTCTCATTTGGACTTA
GTTTAGTCTACGTTTTAGTATCGGTTGGGCTCCGGACAGATGGAGAGATAACCCGTATGC
AGGCGTCTTTTCTCCTCCCGCTGTCGGTTGGTTTGTGAAGCAGGTCTGCTCTGCCAGTCT
GTCCATCTGCCTGAACATCCAGCTCCCTGGAATGGGCCACGATTTCCAGAGACTAGAGCA
GCACTCTTGGTAACCTGAGCCCTTCTGTCTGGACTCCAGCATATTTACAGTGCCACCATG
TTTTGGAAATTTGACCTCCACACCACTTCTCACATCGACACCCTCTTAGAGAAGGAGGAT
GTGACGCTCATAGAGGTTATGGATGAGGACGACGTTCTGCAGGAGTGTAAAGCTCACAAC
CACAAGCTGGTGGACTTCCTGCTGAGACCTCAATGCATGGAGGACCTGGTCACTTATATC
ACGCAGGAACCCGATGCCGATGTTGAGGAAAAGGTTACATACAAGTATCCCAACATATCG
TGTGAGCTGCTTACATCCGATGTGAGTCAGATCAACGACAGAC
>CL9023Contig1
GAAAATAAGGATTCACACGCGGGGAAACCTCAAAAGCTGCACATTTGTTTCCAATTTCCA
GCAACGATCCCTTTACCAAATCAGAGCGTTCGTGTCGGACGACCCATGCTGGCACAAATG
CTCCCTCGCAGCCTACATCACCCCGCTCCGCCGTTNCCCTGGAATAATATTTTCCTTCAA
ACATGTTTGATCGCCGCTTTTATTAGAGAAGAG
>CL9024Contig1
TCCTTCACCACCGTCCGGAAGAAGAAGACAGAAGGCAGGATGGTCCTCAACGGGACGACT
CCAGAGCAGCTGAGTAAATCTGCCAGCCTGAGCACGGTCATCTCCCCGGTCTTCACTGAG
TTGAAGCAGCAACACAAGGAGCATTCGACGCAACGACTGGCCATCGAGCAGCTGGAGCAC
AACATTCAGCTGGCCGAAGACATCTGTCCGGGCATCACAGACAAGATGGTGACGCACATC
ATCGCCCGGTGCCAGAAATTCACAACAAACTGAAGACCAGTTGAGAGGAAAAGAAATTAG
GAAGAGACTGTCTTCATACCGTCGCCCCGCTGGAAAACAGAGGAGATTTGCTGTGCATTG
AACCCTCTCAACACTCAGACTTAAATATTCAGCACACACTAAGAAAGTCATATGTACACT



ATTTCCTCCTCGCTGCTGGAGGAGGGAACCTTTCTGTTGAATCCAAATCAGTCCAAAAAT
AATGTTGTCTTAATAACATGACGTGCCTTAACTTCTCCATCTTCTGTTCATTCATTTTTG
CGGAAAGGTTTCTTTCTGCTGCAGCAGCTGTAGCCTTTAGTTTGGTGTCATGACTCGCCC
GGAGTCCGTCTGTCTGTTCAGCAGCACTTGAAATGCTTTCTATCTCATATTTGTGTCGTT
TTTGTTTTTACTTTTTACTTCCAGGTCAGGATGGCCCTTGAAAGGCCAACACAGGGTTCG
ACTTTGACATGTGACAGAGGAGATTCCTCAGTGTTGGCTAAAGATTAGCGTAGCAGATAG
CTAAAACAGGTGAGGAATTGGTGAACCTGTTTCAAAATGTTCCCAAAGTGAATCCAGACC
AAACTTTGAGTCAGTTTTGACTCAACTAGCTTTACCAGACTAGGCTATGCATTACTTGGT
TGCTAAACAACATGCTAGCTAGGAAACCTTTGCGTCGGTTAGCTTAACCAGTCTAGTCTA
TGCATTACTAGCTTGCTAACCAACAGGCTAGCGGGGAAACTCTTGATTCAGCTTTGAGTC
GGCTAGCTTAACCAGACTAGTCCATGCGTTGCCCACTTGCGAACCAACATGTTCGCTAGA
AACCCCTTTGAGCTTCTGCAGTAATTGGCAAAATTAGAAATGACTACGCAGACAACGTAA
AGATGTTGATCAATTGTTCGGTTTTTCTTTTGGGTCTTTCAATCGAGTTTTCACAAAGTT
TCCGACGTTTTCTGGGTGCATGTTCAAGTTTTTGTTTTTATCGTGATTTAATGGACCTGC
AGACTACGGAAAGCCTTCAGGGTTTTATTTTTATTTTGGAATCCATTAACCGTGGGAACT
TCTGCTGTTGGCTGTCAAATGTCCAAACGCCGAATTTCAACAAAACGCTTTGATTTGAAA
CTTCATACTGAATTGTAGCAAAAGCTGCTTTCAGGATGAAGTTGGGAGCTGTACGTCAAC
GCAGTGCTGACAGTTTGTACCAAAGACACTATAAGACTTGGTCAATGTATATTTTTGTTT
TTTTAATGTGTTATAAGGGATACGAGAGCGGCTAGAAAAGGGGAGTTCGTGAAATGAAAG
ATGTACGATTTTACAGTAACATACTTTTGAGCGGGACTAGAGTT
>CL9025Contig1
GNATTTTTTGATGTTTTTTTTTCTCATTTTGTCTCTGGTTGTTGAGGTGTACCTATGATG
AAAATCTTTTTAAGTGGGAGAACACAATTGGTGGCTGATTAAATGCGTTTCGCCTAACTG
TACATTTTGAAATCAAGGTTTCATCCAGATTCTACTTTGTGCTTTGAAATAATCCTCTGT
AAAATAACCAGCAAATATCCAAGTAGCTGATCTAAAATTTAGGTTTTAATTTAAAAAGTA
CAGGTGGTGCAATATGTTTTTTTTCTGCTTTGCATAAGATACCCAGGTTGCCAAATATAT
TTACATTTGTAAAGCAGGGGAACCTTAATCAAGACAGTACTGGGTATTGATGTTATACTC
TCAACAATCAAGATTTCAGATTCTCCTCAAGACTCTCCAAATATGTAATTTTTCTGTTCT
ATACAACAGAATTGCCCCCGAGGTCAAGGAACCAAATTTAAGAACTCTTAAAAAAAGCAG
TACAGCACAGATGAATGTAATTGTGTAAAAAATACATGCAACTGAATTTAATCAAAATAA
AACAGTAAAGTCCTTTAGATTAATCCGATCGTTTGATTTATTTTAAGCGTTCCCAGTTGT
CTTTTAATAATGATTATACCATTTATAGCCAAATCAAAAAACTTTTCTAGGATATAGTTT
CTGCAGAGCAGCTTTAGTTCATATGAAATTCACCTAAATTGTGGGTGGGACCATTGGCAC
AGGGCAACCCCACCCCTCTTCCCCTCCCCATGGTGTAGCCGAGCAGGGAGCTTGTACTAT
TTTAGGCTTAATTTTCTATATGCCCTCCATCAGAAAAAATCCACAAGAACATGTGACAAA
CACCAAAAACACAATTTTCATCTAGATTTTAAGTGACAGATTCTTAAATGTTAGTAAATG
TTTGCAAGACGGAAGCAACAGCAGCTAAATAAAGTCACGAGAAAAGGTTTTGCCCACACC
CATGTCTTTAAAACACAAATACAGCTAAATGTTGTACATATTTTAATGTGTGCATTATCA
CTGTNCTCAAATATTCGCCACTCAAACACCAG
>CL9026Contig1
CTTTATTGATGGTTTCATCCTGTAGGAGCGTTTGTCATCAGCATTGGAAAGTTTGCACAC
ATGTCTACTTGGTGGCTTAAATACATTTACACAGGCNAAAAGGGAGCAGGGGGAGGGGTA
GCACGGTAAAAACACTGGAAGGAAGACTGAGAGGGGAGGGGCAGCAGGTTTCCACATAGT
TAGCGGAGAAAATGCAAGTTTCTTTTTTTTCTTATAAAAAAAAAATCTTAATAGTAAGTT
TATCATCCCTTTTACTTCCTGCCGAANAAAAAAAAANACAAAAAANCCNCACCGGCCCAT
TCAACTGGAANGTTT
>CL9028Contig1
AGGCCCTGATGGACAGCAAGAGCAGGAAAGGCCCCGTTCCCCCCCTCCAAGCCCCTCCTC
AGAAAAAGAGGGGAGTTTCCTCCCAGACTCAGAGGCCGGTCCTCTAAAGCCCCGCAGCCC
CAAACTCCTGGACTTCTCCGTGCTCAGAGACGGCGCCTTCATCTGGTACTCGCTGTTCGG
CCTGTTCGCCACCCTGGGCTTCTTTGCCCCCCAGCTCTACATCACCGAGCTGAGCAAGAG
CCGAGGCGTGCCTGTGACGGCGTCCTCCTGCATGCTGTCCGTCATGGCGGTGGCTGAGAT
CGTGGGCCGCCTGTCCATCGGGGTGGTGCTGGACAGAGCGCGCTGCAGGAAGACCCTGGT
GGTCCTGGGCTGTGTGGTCCTGCTGTGCCTGGTGCTGGTGGCCTTCGCCGTGGTCTGGGA
GTTCTGGGGCCTGGCGGTCTGCTGCGCCCTCTACGGCTTCTTCCTGGGCACGGTGGCCTC
CACCCACATCCCCTTGCTGGCCGAGGAGGACGTGGTGGGCATCCAGAAGATGCCGTCCTG
CGTGGGGGTCTACGTGTTCATCCAGAGCTTTGCTGGGCTGGCCGGCCCCCCCCTGGGAGG
TGTCCTGGTGGATGTGACCAAAAACTACGGCGCCGCTTTTTACTCCTGTGCGGCCGGCAT
GGGACTCAGCGCCGTCTGCCTGGCTCTGGTGGGCGTGGCCAAGTCCAGAATGTGCCAGAG
GCGGCTCCGACGGGAGCAGAAAGATGAAGAGCAGGAGGAGAAACTGTCTCGGTGCAGCGA
CGATTCAGACTTTCTGGAGTTGGACTTTGGCCCNCGGGGTGGTCCGGCACCGGGTCTGCG
AGACCCGTCTGTGATCTGAGCCCAGAATACCAAAACAGAATGGCTGCTGCTCTGAAGCAA
AGAGACCAAAATCCTTTCCAGCCCTGAANACGGCAGGTTGTGGAAGGCCAGTGTCCCACC
ANAAGTTTACCTCTGTGT



>CL9029Contig1
GACAGTGAACGGCCTGGCAGGNGCATGCGAGGACACACACTCCAGGCTGTGACAAGGAAC
NTACATCTCTCAACCGAGGCTGACCTATTCCACCGTGTCTGGAGTGAACGGACCTCTGGT
GATCCTGGACAACGTGAAGTTCCCCAGGTATGCTGAGATTGTTCACCTGACGCTGCCGGA
TGGCACCAAGAGGAGCGGGCAGGTCCTGGAGGTTATTGGCACCAAGGCAGTTGTGCAGGT
GTTCGAGGGAACATCAGGAATTGACGCCCAAAAAGACGGCCTGCGAGTTCACCGGTGACA
TCCTGCGCACGCCGGTGTCCGAGGACATGCTGGGCCGAGTGTTTAATGGCTCCGGCAAAC
CCATCGACCGTGGCCCGAATGTCCTGGCTGAAGACTACCTGGACATCATGGGTCAGCCAA
TTAACCCTCAGTGCCGCATCTACCCTGAGGAAATGATCCAGACCGGCATCTCTGCTATCG
ATGGCATGAACAGCATTGCCAGAGGACAGAAGATTCCCATTTTCTCTGCTGCTGGACTGC
CCCACAATGAGATCGCCGCTCAGATCTGTCGCCAGGCCGGCCTCGTGCAGAAGTCCAAGG
ACGTGATGGACTACAGCGCAGAAAACTTTGCCATCGTGTTTGCAGCCATGGGGGTCAACA
TGGAAACTGCTCGCTTCTTCAAGTCTGACTTTGAGGAAAATGGTTCCATGGACAACGTCT
GCCTTTTCCTCAACCTGGCCAATGACCCCACCATTGAGCGTATCATCACACCCCGTCTGG
CGCTGACCACTGCAGAGTACTTGGCGTACCAGTGTGAGAAGCACGTCCTGGTCATCCTCA
CCGACATGAGCTNCTACGCTGAAGCTCTGAGAGAGGTCTCTGCTGC
>CL9030Contig1
GCTGAATCCAAACACCCGGATCTCTGCGGCTGAAGCACTACAGCACCCCCTGTTTAAGGG
CCTGTGAGTCTGAGCACCTGAACGCATCGCAGTGAACTCGGTTGACCTGGAAACCATCCT
AGCTAGACTTTGAAAGAACCCTCTGAAGATGTGCTTTTGTCATCACATCCACCAACAGCT
CCATGTTCACCGACACGTCACGGCACATTTTATCTGAACCTCTAATAAAAGCTTTTTTTT
ATTTCACAAAAACTGCAGGAGTTCAGGAACATTTTGAGGTAAACGCAACAAAAACAGGAT
TATCGGTCCAAAGTTTAGTTAAATGTTTTGTTCTATATTCCAATTGTCCTTGAGTGTCAA
TTTGTGATATTTAGGCTGATTTAGTAAAAACTAAACTGCAGCTCANAAAAAAAA
>CL9031Contig1
ACTTACTGTACCAGAGAAGAAACCGGACACCGCCCTGCAGGAGAGCGAGTAAAAATAGAG
CTCATCTGTCCAGGGGAGCGGCCTCTTGGACACCACCGCCACTTTGGATCACGCTGCTCG
CACAAATTTCAAACAGAAGTTTCTGAACTGTTGACATGCTAGACCGTCTGACACTAACCC
CTTGTTACTGTGAACAAGCTGTTCCTAATTCCTTACCCCTTTTTTTTTTTGCTTTGTGTG
GTGTTAAAAAATGATTTATAAACTGTTAGAATTTCATTGCAGATTGACTTAAGAGACTGG
TTAAAATTAATTTGAAGACCACGGTGTAGGGGGGAAAAAGGAATGAATATACCTATATTT
TAGTGAAGAAAAATGTCTGTTTGTAGGATGTAAATAGTTTAAAAAAACTGAAAAATTATG
TTGAAACCTGCAAAAATATTCGCTTCTATCTGCAGTGGGCTTTAAGAGAAAAAACTAAAG
GTGGAACTACAGTAAAACAGTGGATTAAATGTCAGATCCTGATTCTGATGAGTTATTTAA
AGAACGCTGATGAAAGCGACACACAGTGAAACAAACTAAAATTGAATTAGAACTGCTGCA
TTTTTTGTGTGTGTACCCTAAACTTGTTCTAAAACTATTTTCCAAGACCTTACATTTTGA
GAAGCATAATG
>CL9032Contig1
TGGTCTCCTTGAGTTTCTGAGTCATCATGGGCGACGTGAGCGCGCTCCCGCTATGCGCGC
TCCTCTTCTTGGCCTGTGGGATCCACGCTTATTCCAATTTTCAGAGCCACTTGCTGACGT
TGCCACAGAATCCGGTGATTGAGATCGGAACCAACTTCACAGCGACATGCCTGATCTCCA
ACACAGTGGAGGTCACTGCGGACGATCTGTACTGGAAACTGTCCAATGTGACCATTCCCA
GAGATCAGTACCGGAAGGTCAACAGCACTGCCCTGAGCGTGACGGTCCCCATCACAAAAG
ACATATCAGAGGAGTGGCTGTTCTGTTACTGCAGAAAAAAGTCCAGTTATGTGGTTTTGA
ACGAAGGAAAGTTCATTCACGGCATCTCACTCAGAACCGGCTATCGTCCGGAGAAACCGG
AGAACCTAAGCTGCATTTCCTTCCAGAAGGAAGACAAATCCTTCCCGTCCCTGCAGTGTA
GCTGGGGAACGACGAGACGTCAGACCCCGACTGTTCCCGTACATTTCACGCTCAAAGTGA
TGCAAGTCCTCAGCAATCAAACTAGCAGTACCACCACCAAGGATCACTGGGCTGAGGTGA
AACTCA
>CL9033Contig1
AAAGGAGCTGACCATGCAAAGACTTGGACGTGATCACCATTCCTAGTAAAGATGTGGTGA
TGGTGCACGAACCCAAGCAGAAAGTGGACCTGACTCGGTACTTGGAGAATCAAACCTTTC
GATTTGACTACGCATTTGATGACNGCACAACCAACGAGATGGTTTACAGGTTCACCGCCC
GACCTTTAGTGGAGACCATTTTTGAGAGGGGCATGGCCACCTGCTTTGCCTATGGGCAGA
CGGGCAGCGGTAAAACACATACTATGGGTGGAGATTTTTCTGGGAAGAACCAAGACTGCT
CTAAGGGCATTTATGCATTAGCTGCACGGGATGTATTTCTAATGATAAAGAAACCTAACT
ATAAGAAATTAGATCTTCAAGTGTACGCGACCTACTTTGAAATCTACNGTGGAAAGGTGT
TTGACCTGCTGAATCGTAAGGCAAAGCTGAGGGTGCTGGAGGATGGTAAACAGCAAGTTC
AGGTCGTTGGGCTTCAGGAGAAAGAAGTGAAATGCACAGAGGATGTCCTCAAACTGATTG
AAGTAGGAAACAGCTGCAGAACATCGGGACAGACGTCAGCCAATGCACACTCGTCCCGCA
GCCACGCCGTGTTCCAGATCATTCTCCGTCGGAAAGGGAAGATGCACGGGAAGTTCTCGC
TCATAGATCTGGCAGGTAATGAGAGGGGGGCAGATACTTCAAGTGCAGACCGGCAGACTC
GCCTGGAAGGAGCCGAGATCAACAAAAGCCTGCTGGCCTTAAAGGAGTGCATCAGGGCTC
TCGGTCGTAACAAGCCCCACACACCATTCAGGGCCAGCAAGCTCACTCAGGTCCTGAGAG



ACTCCTTCATCGGTGAAAATTCCCGCACATGTATGATTGCAACAATTTCTCCTGGCATGA
CATCCTGTGAGAATACACTTAACACTCTACGCTATGCTAACAGGTGGGGCTACTCTGCCA
TCTGCCAGAGATGTGGAGCGTCTGTTTGCCACACAAAAAATGGTCTCCTAGCTTTATTAT
CTTAACGTTTTTCTTTAAATTAGCTGAACCTACGGTGAATTTCTCAGCTTGTCCCCAGTA
GCTCTTCCTGTCTCTGTAAGCCCTCTCAATCCTCTTCTCTCCTGCTTTGTTTCCTGTTTA
TCGCCGCCTGTGTGTTCTTCTGTGCACTGGTGTGGCTGCCGCCACCGCCGCACAGGGTCA
AGGAGTTTGGGATAAGTCCGTCAGACATCCCCTTCTCTCAAGGCGGCCAGGGAAGTCGCC
TCGAGCACTCGCCCACCAACACGTTCGAGTATGACCCGTTTGTTCAAGAAACCGTGACGC
GCATGTGGTAGCTGCTACGCCCAATCACTGCATGCTGCTCCTAACATTGGAATCCATCCC
TACATCTTTTACTCCATTTGTCTATCTCTG
>CL9034Contig1
ACAACTTATGTATACACAATATATATATTTGTATATNCTAAAGTTAAAAAATAAAAGTAG
AAATGATGTTTAGAGCAGTTTCCTTCAGATCTTCTGTGGCACACAGCTCTTTTTACAATA
CTGTAGNTTATAAAGACGGGCTGCTTTCACAAACAAAATGAACGACTCAGCGTAATTAAT
ACATCAGCAATGAAATGTAGTTTTGCACAAAAATTGGCACCTCTTAAGTCCCATATGACA
TTTACAACTTGATATCTCTTATGAACTAAAGTTTGACCTTTAATCTTTAAATGTAGTGCT
GGAAATGTTAGTTTGGCAAATAAAGCATCAAAAGAGAATTTGAAGCAAAAAAAACAACAA
CATTCTGTTCACTTTGACTTAAAACAAACACTATTTATTGGGGTCTGTGGGGGATTTTCG
CCAAAAATGAGCATGAAATTCAAGTTTAACTGTTATGCCTGTGGAGGCACACAGTACCAT
CACCTGGTTCACTGACCCGCTCCAGCCGACGCCATGCTGGCCCGCCAAGGGGCAACGCTT
GACCGCGTCAGGAGACGGGATGGTTTCATCTGCCCCCGTCAACTGGAGCGCCCCCTTCCT
CCCAGTAAAGGCACTAAGCTCTTCACAGTTTGCCCCATCTTTTTTGTTTCTTTTAGCAGC
ACCTTTCACTGATCATTC
>CL9035Contig1
ACACTCCTGTCAGGTGCTGCAATTGTGTTGTAGCTCAAATTTGTTTCCTCCAAATGTGGA
GGTAACCTTTTGTTGGAGAGACTTCTGACCAACTCTAGCGTAGAACCTCAAAGTTATAAA
ATTGTGACAGGTGTTAGTAATCTCTTAAATTGTGACAAGTTTGCTGGCAGCAAATTTAAC
TCTGGGAAATCACTTGATACCAGATTAGGCAGCTAAAAAAACTTTCTTTAAAGTAGGAAA
TAGTTGAAGTAGTTTTAACAAGGAAGTGCATCATGTTTCAAGTTCTGTTTCAGCCTTACT
GGTGACTGAAATGTGGAAACAGGCTCCAGCTGCTGGTCCGTTTATGGAACACGAGACACA
CACGTTATCCTGGAAGTCTGCAACACCAGCTTCTGACTGGTTTTCCGTTCCCGCACAGCC
TGGTTTTGTTGTTCCCAAATGAGATGGAGCTGCGTTTGGCGTGACTGCAGAAAGTTTTAG
GTGTCAACGACATGTCCCTTTAATAACTTGGGAGTTTTCCTAATGACTCTGTTTCCCTGA
AACCTATTTAAGGCTCTGGAAATTCAACTTAAAGCTTCTAGTGAGAAATGCATTATGTCA
CTGTTGTCCTGTAAGTCGTAGTAACAGACTTGTAGTTCTTTATTTGNTGCCATGTGACTC
NTTATGTGATCATTTGTTTATNAGNTGAAAGAAAACTGTCAAATTAAATGTTGAAGACAG
ATTTTTTTCCCATGCACNGTNTTTATTTGCAGAATAATGCTTNTTGAAAATNAGAAAAAA
AAAAGGAATAAATCTGTCCCTTGTCATTCAACTTCGCAGCGCGTTGCTGTGAACGTGCAT
GATGTTTCTGCCCTGTTGTATATTGTCCTTGCTATTGTTTCTATTTTGTAATCTGTATTT
CCAAATGCAAACTGAAAAGATTATTTNGGATATATGCATGCTTGTGAAATGTTCAGAA
>CL9036Contig1
CTTCCAGTCGTACAATCGGTCAATCTTGTTAAGGGCAACGATAAAGGGACACTTCTTCTC
TTTCAACAGGTTGATGGATTCCAGGGTCTGAGGCTCCAGACCATGCATGATGTCCACCAC
CAGGATGGCAATGTCACACAGGGAGCTTCCTCTGTTCCTCAGGTTACTGAAGGATTCGTG
TCCCGGTGTGTCTATGATTAGCATACCGGGAATCCTGATGCTTTCTCGGAGAAAATTTTT
AACCATCTTGGTTTGCTCTTCTATTGTTTCCTTTGGGACGTTTGTGGCTCCAATCTGCTG
GGTGATTCCTCCGGCTTCACCGTCCTGAACGTGGGTGTGTCGCAGCTTGTCAAGAATCTT
GGTCTTCCCTGTGTCCACGTGTCCGAGCACGCACACCACCGGCGCTCTCAGACGCTCCGT
GTCGGTGTTCTTCAAGTTCTCGGCTCTACGTTTCTCAATCCTCCTTTTGGCTCGGTCATA
GAGCCGCTCCTCCTTCGTCCTCCCGTCGTCGTCCTCGCTCTCGCTGCTCTCGTCCTCGCT
CACCACTTTTTTCNNGNTNTGAATCGCTGGCGGCGCCTCTTTCTCCGCATCCACGTCGTC
TTCACTTTCGTCCTCGTCGTTGTCCTCTTCCTCCTCCTCTTCGTCGAGTTTTCCTCATCA
TCATGTTCATCGTCCNCCAAGCTCCACTTTTTACCCTGCTTCATTTCCTCCAGCTCCTTC
TTGAT
>CL9037Contig1
AGCCCTTTAAGCGCTGCCTGCACCAGACTCCTGCCTGCTCCCAGCGGCCCCTTCACCCAC
TCACTCTGTGCCACTGATTGGTACACCTGCTGAGCGGACACACCCACCTGCAGCCAAAAC
GGTGACCTTTCACCCCAGCAGGTGCGCCACAGCGGCCTTCCACACACACACACCTGCGTG
GGCTCGTCACCGAGACGGCAGCGTTTCTGGAGGGTGCAGGCTTGTGCATTTGCACCTCGG
CGCTGACTGCTCTGCAGCTCGCTGAAGAGTTTGGATGAAGCCCGGACGGTCATGTCAGAG
>CL9038Contig1
AAAGCATTGTCAAGGGGGAATGAGGTCACCGCTGAAGGAGCTATCACACTTCGAACTGGT
CGCCAACCCCTTACCAGAATTCAACCGCTACTTCCTCAGTCTGAACCCTGTCAGAAACCA
TAGGTAATTTTTGGTATAAAGAATTCTGGGAACAGAGGTTCCAGTGTTCCTTGGGTGGAA



GTTCAGGACACGGAGAGACGTCACACATGCCACCATGTGACCAGAACTTGTCAATTGACA
AAAATAATTTTGAGCCAGAGTCCAAGATCATGTTCGTGGTTAACGCGGTGTATGCCATGG
CTCATGCTCTTCACAATATGCAGCGGAGTCTATGTTTCAACACCAGCAAGCTGTGTGACG
GCATGAAGCCCTTGGATGGTCGCAAACTCTACAGGGGATTACATTCTTAA
>CL9039Contig1
TTTTTTTTTTCNTTCTTTTTTTTTTAAATGTAACCAAATCTTAATGGAAAATTCAGCAAA
CNTTTTATACAAAAGTCCTTNCCNGCCTCAATAAAACAAATCAAAGCCNGTCGNTTCCTT
TCCTCGCTTTAGTGCNAGAAGTTCNTGCAAACATAATTNCTGAATCNCNTTTAACCTTCN
TTACAGCCNCGTGNTTCACAGAGATGTGCCGGGNGTTTGATGTCNAGAATGCCTCAAAGA
AAGGCAAAAAAAAGNACCTTAAAGTCCNCCAAAGCAGCGGCGCCGGCGTGGCGAGGAAAC
GCNGACNGGNGCTTNTTTGAAGGTATTTAAATTNGGATGTGCAAAAGAATTCNCCTTTGA
ATGAAACTNTCNGTAAAAGAACNTTTTTTTCCNCGTNTNTGTNGTAACNCAGNGNTGNTG
GTTAAAAAAAAAGAAATNGGCTCCGTTTTTGGCCCAAAAGTTCAACGTTCAACAGATTTT
AAATAAAAAAAAAAACTTTTTTCTTTCTTTCAAGTACAAAAACAGAGCTGCAAACAACAC
AAAACACACACAAACACACACACGGCTGAAAGGCTCAAACCCCGCCGTGGAGACGTGCCA
CCACAGCTGTTCTGCAGAACCACAACGTAGATGTGGTTCAAATAGATCAGCAGAAGAAGT
TCTAACCTAAGACAAAAGAGCTGAGAGGAAGAGCGACAGAAGCACCAGCAGTCGATCCTC
CCCATGCGTCTCCTCTCAGAGCCCCGCCTCCTCCTAGCAGCTGCTGGTCTGCAGGCTGCT
CTCGTGCAGGAGGGAGGAGAGGCTGGAGTCAGGGAATCCGTCCTCCTCCTCCTCTGAACT
GAAGTGGGCGGAGCTGAGGGCGGGGCGATACGAGAGCTGGGACTTCCTCTTCTGCTCGTT
CTCCAGCGCCGTGACTTTGGCCTGCAGGGCCTCCTGCAGCTCCTGCTGCTCCTCCAGCTC
CCTCAGGATTTTGCGGCGGACGCCCTCCAAGCGCTCCACCTCGCTTTCGCTCTCATCCAC
CTGTCGCTTCAGACCCTTAACACGCAGGGACAGCTGATCCCGCTGCTCCACATGTTGGCT
CCTCTCCTGGTCCAGCGTCGCCGTCACGTCCTTCAGTTTCCTCTCCGTCCGTCTCAGAGA
CGCCTGGATCGTAGCTTTTTCTCTTTCCTCGCTGCGTAGTCTGTCCTCCGTCTCCTGCAG
TTTGGTTTCCAGCAGTG
>CL9040Contig1
GGTGTACAGAAATAAAATCTTTTTTTTATTTTTAAGAAAATCGACAAATGAAAAAGAAAA
AAAAAACTTTTAACACATCAGTTATTTTAAATTTGTGGCATTTATTTCTCCATTTTCTCC
TTTTATTTAAACTTTCATTTTGTGCCAATTTTGATTGTTTTTATTTTTCATCCTCACCCA
ATGACCTTACCTGTAATANANAATAATCTGGTTTTATTGCTGTTTACAAACATATATTTA
TTGNGCTGTATATAATATATAATTATTAATGTTATTACTATCATAATGCAGTTTGCTGTA
AATGGTTGATTCTTATCATCCCTTTTGGTGATGGCGTGGCTGTATTATGTACCTCTTGTT
GAGAGAATGTTTATTACACAGGAGCTTTGGTGTAAAAAAAAACAACTGATCCATTGACTT
GTCGCTTATCCNAGATCTAGCTCANAGAANAAAGGGGGAAAAAGGCAAAATTTTTGTTTT
AATTTAATTTTTTTAAGAAACTGTTCCTTGGCCCATGGGCTGTGCCTTAAAGTCATCATT
TACTTTTAGCCTTTTCTTTTTGATTCTCTTTGCTGCATTAGTGAATCTCCTGGCTTTGTT
TGACCTGATCTCTTGTTGAGAAAAGTTACCTTTTCATTCCCAAGGCCAAACAAAATAGGC
TTTGTCACCACTGCTGCACTGTGGGTAAAACTGAGTCCCCAGTGCGGAGGTTTAGGTCAA
CCACAAGCCATAGATTTACTAGATGAGTGATTGTGGCCTAAAAGTCTGAGAGTCACATTT
GCTGCAGGGCCTGGTCCGAACCTCTCAATCTGCGCTTGTGCCCTGAAACACTGAAACACG
TGCCACAACCTGTCANATGTGGATGATAGAGTCGTCCACACCCTGATTGTGTCACAAACA
CTGAACGGGGCGC
>CL9041Contig1
ATCGGCATGTCAGTTTCAGCACTGGGATCAGCTGGACATACTACATTCTTCACTTTTCCT
TTTACCCTTTGTTCTTCAGTTGTTACTATATTGTTTGAAAGAAAAGTAGTGCTTCTGCTG
CGCAAAATTTTCATTTTATTCTTTTTAATTTATTCAGAGGTGGAAATTTTTTTTTAATCC
AAGCTTGTAAACGGTGCCATGTTTTTGGAACGCCAAGCGTGCTTCTCACTGTGACAGTAT
TAATGCTTTCATTATTGTCATTTCTTCACTGGCAAATTTGGTCTCATATAAACCGCTTTG
GGGGTTTAGCTTTAAACTCATCTGTCGTGCTGTGATGATTGTAATTTTAAACATTGAGAC
CTCACCTACCACCTGTCATCAATGCCTTATTTTCAAAGCCCCTGTTCAAGAAACTGTCAG
CTCTTTGAAGCCAACCACATTTTGCACAACCCCCCCCCCCCCCCCNGNA
>CL9042Contig1
GCATCATCCAGTCTTTTTCCATAAGATGAACTGTGAAGCAGAGAAGGGGTGGAACTAGTG
AGCTCATTCCCTGACTGAGAGTGAAGGCGTCTGGTGTAAGAGGAGCTACGGCTTAACCAG
CTGTTGTCGGAGTTGCTATCGGGAATACTGAACAGCCTCCGTGTGGGAATGGGTGGCACT
CGGGCTAGCCGCGGCTCCTTGGTGTCAGCCTCCGAGCTGAGGCGGGGGCTGGAGGCGGAG
CGGCTCATTCCCAGCACGGACTCTGTGGGTCTGCTCGGGTCCTGGCTGGAATCTGAGAGT
CCAGCTGAGCCCAGAGTCACAGAGCTGCCCGCTTTCCTCAGAGAAGTTCTCCATGAGCCT
GGGGCTTCGGTGGTTGGAGGCTTGCTCGGTTCCTTTTTGGGCTGACTTGCAGTGGCACTC
GCTGACATGGAGGTAGAAAGCAGGCTGCTGGCGTTTCGTTTGTTGTTCAAGTTGTTTATG
ATTTCTCTGTTTTTGGCTTTTTCCGACTCCCCATCGCTCTCCGACTCGCTCTCCTCCTCC
GAGCTGGAGCTGCTGGAAGCTTTCGCCTGGTTCTGTCCCGCCTGGCCGTCGTCCTCCTCT
TCCTCAGCTGGCGTGCTCTGCAGGGAGGGGGGCGGGTGCTTCTCCCGCTCGTGCAGGCCG



ATCTTCTCCTTGCTGCTCATACGAGAGATAGAGGTCCGGAAGGGGTGGGGCCCCC
>CL9043Contig1
GCCTTTTGAAAAATTGTGGACTTGGGCCCCTTTTGAATTNCCAATTCAATTAAAGGCTAG
ACCATGCCAAAGCACAACTTCTGGTGGAGTACGGGGTGGAGATGGGCCAGCACTGTTTGG
AATGCAGAGAGACAAACATGAAAGTATGCTGGTGATTGGCTGAGTAGAAGGCAGGCAATG
TAGCTATTGGTTTCGAATGAAGGCATAATGATGAATGGCACGTAGAAATGAAGTAACAGC
ACATCCAGTAAGCAAAGTAAATCTTTCTGATTTTATCGGCCCTAAAATGTCACAAGCAAT
CCAAAGCAAACAAACACCAGAGTTGTCATGACTCGTAGGATGGACAGACCCAGATGCTGA
AACCCAGAACAAGGACACAGGTAGGTCAAAGGTAAGTATGAGTTTTTATTTTGACTTCCA
GGAGAGATGGTTGTGGCTTGGTGTGAATCCGATAAGGAACAAAGCTTGATGCGTGGCTGG
AGGTACTAGCGCGGCTTGGCGGAGCGTGGTGTTTCCACAGATATGCGGACTGACTGACTT
CCACACAGGTGACACTTGGAGGCAGGAATCCTGAGGCAGGGAGAATAATGTTAGTTTCGA
GGCAAGACTTGATTTCACAAAACATGAGCGAGACTGAGACCAGGTGTAGTCACCATAAGG
GGCAACGAACTGTCGTTGAATACTGGAGCTGGGTCTCCTTTTGAGCTGCAGTGGTTGATG
AGGTGGATTGGTCACAGCTGGTGGAGTCAGGAGGAGAGCAGGAGGGGGAGGAGACTGACA
GAAGCACCATGACAAGAGTAAAGGAAGGCACTGTTAGGTCAAACTTAGGAAGC
>CL9044Contig1
CACCTTTGCTTTTTATGGCTTGGAACACGTAGCAATGACCACTGCCTCCCACTCCCGCTC
CATATTTGATTTATTTTCAAACGAAGAGGCTTTTGAGCTAAAGGAGGTGAACTCCGTTCT
TCTTAAGGAGGATGGGAACCCAACACCCGCTCCAGATTGTCTGCAAGACAACAGTAGAGA
GGACGACAGAAGGACAGAAAACAATCTGCCTCGTGAAGTTTCAGACAAGATGCTCTGCTC
AGCCTGCAAGTGTCCCTTTAACACTAAAGAGGAACAGAGGGAGCACTACAAACTCGACTG
GCATCGATTCAACTTGAGACAAAAAATAGTCGGATTGCATCCTCTCAACGTAGAAGAGTT
TGAAAAGAAGACTGGATCTGGAGACTTGTCGAGCATCTCAGGCTCAGAGTCTGATTCAGA
GGACGAGGGCTCGGACACTAAGGGTGGGGTGATCACCGACTTCACTGGCACAGACTGTGG
GAGCTCTATTTCGGTGCATTCGATCACCGGCAGGCTCTCTAGCAAAGTTGTTTTGCAGAA
CTCTACAGGAGAATATCTGTTAGTGTACCGCTGTGTGCTGCAGGGAAAGATTGATGACGA
GAACGATGCAGTGTCCTCTCTGAGAGCGATAAATAAAGGG
>CL9045Contig1
GACCACACATAGTTGTCTGTTAATGAAGAAATAAAAGATATGTGTCAATGTTTCTTAGCT
TATCGGGTTCATTTAAAGAGCTTCCAGTCCAAACAATACACTCTGCTAAATGATGCACTC
TGCTGTGCATTAAAAAGATAAAACTATTTGCTGTAACATAATTAGATGTGACGCAGCCTT
CCAAAAGCCTGTCAGTGCAGCAGCAGAGGTTTGAAAATGTAAACATTCGCCTTTTAGCTT
AACTCGGGCGTGAAGTGACGAGCACAACGAAGCACCGTCACCGTTTCTTGGTGATGAGCA
CACCCAGCAGCAGTCCAGTTAAAAGGGCCACTGTGACCAGCATCCACTTCTTCAGCGTCT
CTTGAAATCTCCTCGCTTCTGCAGCGCCGTTCTGGCCATACAGCCGTGCAAAGCAATCCC
ATCCTCCATGACTGTGGATCCATGGACTTATTTGCTCATCCAGGTACTGGGTCATCCATT
CAGCAATGCGGGAGACCAGCTCACCCATATTCCTCTCGACACACTCGACACACAGCGCAC
CACCAAAGACAAACAAACCCACAACGCGCCCCCAGTTGATCCCATCCTTGAACAGCTCAT
CCAACACCCTTTTGAAGTTTTGGTAGGCCGTGTCTGGAGTGATATGAAGCTGCACGGAGA
GATCACTAAAACCTTGATGGAAACGACGTTCAAACTCATCGGCCGAATCTTTGAGAGTTG
ATTTGATGGCGTCCATGCTAGCACAACAGGGACAGGACCTCCTCAGCCGGCCGTCCTCAC
TGCTGACCAGCCTGCGATTCCGGGCATCGGAGTGGTCCTCTTCAGTTTCTCCCCCATCGT
CTGTGGGCTTCAGCAGGGACACAGGATAGTCCCTGCATGACATCTTATAGGCTAAATAGA
ACCGGACCAGCTCTCTGTTACAGTGGGACATTGTGTGAGCTTGAACCTCCAGTGTGAAGC
CAACCTACTCAGATGCCATGATTTCTTCCACTTAGTCATCTGTCACGTCAGAGATTCTTT
ATGCAACAGCAGTTTTAGGATTTATTTTGTGTTGACTGAGCATTCTGATCAGGTAATATT
TAAACAAGAGCCCAGAAATACATATATTTTTTGTAACAGTCTCTTACTTTGACACTAA
>CL9046Contig1
AGGCTGTGACGCGCTGCTCCTCAGCTGCGTCGCTGCCGCAGACAAGGCGCCAGCAGACGC
TAAAGAGCTGGAGAGTCTTGTTCTGGAGATAAAGAGCTCGGAAAACAAGATCAAAGCCTA
CCTGCTGTGCAGTAAGCTGAGGCCGGCGTACCTGCTGGCGGTGAAACTGGAGCCGGGCCA
GGCCGGGCCTTTGGTCCAGGAGGTCCTCCAGGCAGCAGAGGAGGCGCAGGACTCGGTGAT
GCAGAACATCTGCAGGCAGTGGCTCTCTGAGCACAGCAAGTCGTCTCGCCAGGGCCGACC
CAACGGCAGGTAAAGGGCGAGGTGAGGGTTCTGTTTCAATGTGAAGACGCCCTCCACTGC
CTAAACACGCTTTCACCTCCTTATGGAGAGTAACACAACTAACGAGCAAAAAGGAAAAGT
CATGGCCAAGATTCTGCTTCATGGGAAACCATGCAGCCGTCTGTCGTTTGTTTCTGCTGC
GTGAAATCCTTTTATTCCTGAAAAACTGTTTACCTCCACAAAAGGTGCATGCTAGTGAGT
TAGGAGTCCATGAAGGAAAAGTAACGTCGCCTGCGGCGTTTTGGAAAACCTGGAAATGTA
TGAATTGTCCTGAGTGCAGAACTCAAAGCTTCTGTGAAGCTGAGAATCACCGCAGTGCTT
TATTTTGAACTCTGACCTGCCATATTTGAGACATCCTTTGGTCAGATGGGTCTCCTACCT
CAGCCTAAAGGAGGAGATCTTAATCTGCAAAGTTCCTGACAAACCGGATGTCTGAAGCTG
TCATGTCTTTGTTGTTACAAACCCGAACGCTCATCTGGTTTCCTGCACAAATCGACTTTT
AAAAACTGAATACTTGTGAAGGATTTGAATACAGTGAACTCCTCTGTGGGAGCTTCTTCT



GCTCCATCCACCCCAGAAGAACCGCCGTCAATCCCGCCGGGTTTCATAAAGGGAAGCTGA
CAATCGCTGCTGCCTCCGCCGGTCTGAACCCCCGTGTCTGTGCTGACGCGTCCCTCTGCT
GCACTCGTTTTTGTCTGGGACACGTTTTCCTGTAGGATTCGGTGCAAACGGGAGACGACG
CTCCCGAACTCTCATCACTGCCGCACTTTATACTGAAAGAGAAAGCTGTGGGAAAACGAC
GCAAAGACGGCCAGATTTCAACCACGTTTCCTTAATCGCCTGTGACATAACGATAAAATA
AAACAT
>CL9047Contig1
TCGGCACGAGGGCCAACTACATGTTCTTCTTGATGTATCTCATCAACAAAGACGAAACCG
AACACACAGGCCAGGAGTCCTACGTTTGGAAGATGTACCAGGAGCGCTGCTGGGACTTCT
TCCCCGCCGGAGACTGCTTCAGGAAGCAGTACGAGGACCAGCTCGGATAAACCTCCCCCA
TCCGGGTTCCACGCAGAGGAGACACCCATTTAAGGAGCTGAGCTTTCCGCCGTCATCACT
TTCACGTCTTAGTCTCGTCTCTCACCTGCACTTTCCTCTGGTCTTACAAAGCTATGCACT
CGTGACTCCCCTCTGTGCCGCCGGCAGCAGGACGCCGTCGGGCCGCCTCTGCCGCGTTCT
GTGCTCCTCGGATGGCCTTTGTGTGGCTGCTGCTGTAAACGTTCCGGTGCCTATAGCGAT
GTCACTGCTTCAGCCGCGCTGAGCTTCAGCCTCCTGAGGCGGGAAGCTGCAGCTCCGCCC
TCTCTGGTGTCTCCCTGAAGACTCCCGCCTTTTTTCTTGCTCCTCTCCTTCAGACGGTGA
AGGAAAGCTCCCAACGTGACGATGACGCAGAAGTCTTACCGACTTCCTGGCTGTGTGTTG
AACACAAACACACATCCGGAGGTTTTTCTTGTCGACGCGCAGATGAGACCCTGTGTGATG
TGACTATATGCACAAACGAGTGCTTTAGAGGAAACCGTGAAGCATCTCCTCCAAAGTGTC
TGATGAGCGTCTGCCTGGATGGAGGCTCGTGTTTTACACCAAACGTAGATGCACATATTT
ATTTTTCTTCGTTTTTTGATGATCCGACAGTCTTACGCAGAAACAAACGCTCGGTTTTGC
TGTCAGAAGGAAACGCCCATTGTGGTCTTTGAGTTTTTTTTCCCTTTAAATGTTTTAGGA
TTCATTTTATTTCTATTTGGGATGTCAGACGGATGCATCTCTCTGCTGTTGTTTGAGCAG
CGTGTGGATCCTCACTGCGGTTTCCACAGAACAGGTGGACGGAGGTGAACGGAGATCACT
GCTCTCCTCTCATTTCGGCCTGTTTCAATACAGAAAAACAGA
>CL9048Contig1
GTATACAAAAGGCATACAAAAACATACAATGCGTGTTCAAAGGAAGTGCACAAAATCAAA
AGACTTTCTGCAAGGGTCTACATCAGTTACCTCAAAATTATTGTTTTTTTTTTAAAGGNG
TAATAAATAAATATAAATTACATAAGAATCGTTATGTAAAAAAGTCAGGTAAATTCATTA
AGGCACATTTTTTTATCCCAAAANGTACCTTACAAAAACATGGCAACTCCCGAAGGAATA
AAAAAAGCTTATTTTCCAGCTAAAAGCAGCATATCTCCTTTTAATCATAGAAATATTCAG
CATTTATCTACCCNGCCACAGAACAGTTATCTTTTTAAGGGAAACTTTAAAAAGTTCATT
TTAGTTTGAGCTTAGTAAAGACNCAACCGTTAACACTGCAGTATTCGTTGAAAACAAGAC
AGTAATGACNGTGCAATACATGTTGAAATAAACAAAACACAATATTTTTAAGACAAATTC
TATGAATGTGAGATTATTGCTGAAAAAAACTAAAAGCCAATTTGGTTACAAGCAACTATC
ACTTTATGCTCAACCAAGTGATAGAAAGCTTCAAAACACTTCTCACATTCAAAACGTCNG
CATAGTTNGATCATTTCACCTTTGTTTTTTATAAAGAGCCACAACCGTAGAGCATTCTCC
TAAGGGGCACCTAAAGGGCGGGGTGGCCATTAACGGCTCTTCTGAAGGCAATAAGAGTAG
ACAAGCTGCTGTGAAATTTCTACTTTTCCCTGAAACTTTGATTTCTGCAGAGCCCTAGCA
GTTACATCAGCGCTTAGAAAAATGTGCCTGAGAATAACAAAAACGAGCTCAACACCTTTG
AATGTAGTGGCTTGCTATTCTTGCAGTTTTCTGCAAGTAAAGCAGGATTTAGATCAACCA
AAAGCCGAAACTAAAGAATTTACTCATATTTCAAAAGGATTTCCTTTACAACATGACAAT
TTCATGGAAGTCTGTACAAAAGAAATAAATTACTTTTGTAATTAAAAAAAAGCAGAGGAA
TAAACTGCATGCAAGGCCTGGCCATTTCTATCCAAGTCAATGTGCACCTTCTGCTTAACA
AACTAAGAGGGTTTCAAACGTGTAGCATGCTAAAGCTCAAACATCTAAAGAAAAATATCT
AACCCCGGCCATAATGCCCGGGTTTTAC
>CL9049Contig1
TTTCCAGGAGGAAACGCATCTTTCACTATGTTCATTTTTCACAAGCTTTAAAAAGAACAA
GGTGGCTGAACAAATAGATAGTACGTACAGCAAAGTGTGCAATATTTGAAAAAAACATAT
ATAAAGTAATTAAAAGATTTGGACCTTAAAATGTGGCTTTAATATAAATCCGATTGACGA
AAACAAAATTAATTGACAAGAGTAAATTGTTTTTTTAACTTTGATAACGCTAAAGTTACA
TAAAACCTGTTGTGGTACCGCAAAAAATGAACCATCAAGCAAATCAAAGTCGTCATGCAG
TGAAAAAAAAGTGGAGTTATGAGGAGCCAGACTCACAGAAAAGACAACAACTTCCAAGAA
TGGTGGGAAATGTAACAACACAAGAGTTTTTCTAGATTTAGAAATTTAAAGAGAAAATGA
TTTGAAAGCAAATGTAAGTTTTGGTCCAACAGGCGCGCCCCTGCGCGGTGGTTAGCATAG
AAGAAGGCCCCTGGTTCAAGTCCCGGCTGGGGGACCTGAAACAGAACACCTTTCTGTGTG
GAGTTTACATGTTCTCCCGTGGGTTTTCTCCTGGGGACTCCGGGTTCCTCCCACCATCCC
ATAACA
>CL9050Contig1
AGTTCTTAGGAGGAATCGGCCTGGAACCAAGGCTAAGGTCGGTGCCCCCTCCGCGTAGGA
GGCGTCTCGTGTCCCGGCAGGGGGCTTTCGCTCGTGGGCGGTCGTGTTTGCGTGGAGCCT
CGTGTTTGTGCCGCTGGATGAGCCTGCTAACACCGCGGCGACGTTAGCTAGCCGCCGCTC
CGTCTAGTTGCTGGAGGAGACCGACGCCCTCCACCCTCCTCGGACACCGACTGCCGGTCC
GACATGACGGGTAGATTTTCAGCACTGATCGTTCTGAACCGTTTTGGGACCGAAACGTAA



CGTCCCGCCGTGACTCGGCGTCTTTCTATAGTGTTGCA
>CL9051Contig1
TGATCGAGAACAGGGAGAGGGAGGTGCAGTCTCGGCGGCAGATGTTGGAGGAGGAGAGGA
GGAGGCGTGAGGAGGCAGAGAGGAGGCTTCAGGACGAGGCGGCCCACAGGCAGAGGCTGG
TGGAGGAGGAGGTGAAGATGAGAGAGAAACACTTCTCTCAGGCTCGTCCAATGACTCGCT
ATCTTCCAAACCGGAAGGAGGAGTTTGACCTCCGAGCCCATGTGGAGTCCTGCGGCCACA
GCCTGGACACCTGCCCCTTCGTCATCCTCACAGAGAAAATGTGCAAAGGTCATTTGGTGA
AGATGGGCGGCAAAATCAAGTCCTGGAAGAAACGTTGGTTTGTTTTCGACCGTCTCAAGA
GGAACTTCTGCTATTACGTCGACAAGCATGAGACCAAACTGAAAGGACTCATTTACTTCC
AGGCGATTGAAGAAGTCTACTACGATCACCTCCGCAGTGCGACCAAGAGTCCAAATCCAT
CTCTGACGTTCTGTGTGAAAACTCACGATCGACTTTACTACATGGTGGCACCGTCTCCAG
AGGCCATGCGGATTTGGATGGATGTCATAGTGACGGGTGCAGAGGGCTACACACAGTTCA
TGAGCTGAGGATTTCGAGGGTGACTGGATAGAGCAAACACCCCGACTCCTGTGAGCCGAT
CGGGCCTACTCCCTGAAAGAGCTGAAGCCCAAAAGCACGGGAGTCTGACGGATGATGACA
GAGGACCTGTCCCTTTAGAAACCTTGTGTTCTTAAAAGATGCAGGGGGTTGTGACTGAGA
TGTATTTATCATTTGAAACGTGCTGTGGTGGAGGACTGGCAGTGGTCCAGGACTATGACT
CTTCATCCAAAAATGGGTTCAGAAATAATAATGTGATTTTTTTTAAAGGATTTCAGGGAC
AACATTTTCACAATTTCCTATTTTATTTAAGCTAAAGGATTTTACATCCACAAAACTGAT
CTATGCATGCAGTGTTAAAATTTTAGGATGTATTTCTACCATTTTTCCTGCAAGTTTGAT
ATTTTTTTTCAAACAAAATAATATACTACTACTATAAATATACTAATATACTACAAAATA
CTAAATTTTGAAATTAAGTCTAATGTAGAGGCATTGTTTACTGCAATTTACATTTTTAAA
GGAAACAGTATTTGGTGCCTAAACGCCTTTATTAAAATGAATCTATATATCTTGTAAGAA
TATTTTATTTAAGCAATAATTTAGTGTTCCTGCTTTAAACAAATACAGCAAATAACTTGT
GCTTTTTAGAAAAAACGTGCCACGGTAGCAGTT
>CL9052Contig1
TTTTTTTTTTACAACCATTTGTTTTATTTCTTTCCATAAAAACAGTCATCAGGCCATTTG
AGTCATGTCACAAAGGGGGTTTCCAGTCAGACGGTGCTCGGTGATTGATTGATGTCCTCC
CGGTGATTTAGAAACTACTTTTTTTTTGGTTCAAACACAAGGAACAAAAAGATAACACTG
AATTCCCATTATCTTTACACAAGTCTTATTTCCCTCCCATACACCCAATAAC
>CL9053Contig1
CACATTCTTTCCGCATTTCTGCTCTGGTTCCTTTTGTTATCTACCTAAAACACACATAGG
GCTGCAAACAACTGCAGCGACAAAGAATGGGCACAACAGCGAACCATTTTTGTGGGATTT
TGTTTTTTTTTACATTTTGCATACCTGCTTTTTTTCTTTTTCTTGATTGTAAATAAAAGA
TCACCAAAAGCCGCTACTGTGACAGGAGGCCAATCAAATAATCCCCCTTGCGGGCAACGG
TAACCTAATCCTCTCCTGCGTCCAGGCAGGCGTTCGCGGCGACTGCGCAGACCTATAGAC
AAAATAGAGTCATCAACCAGGGATTGAAAAACTTATTTTGTTTTTTTTTATAACCAAACA
CACCCTTCCCTTTCAATTTCATTGCAAAGACGCATGTCTGCGATGGTAAAGGCCTTACTT
GATGGAGCATGTCCCGCGCAGGGTATAGAGCACGGCGACGGGGAACCAGAACAGCGCGGA
TGGCGGCGGAGACCGAGGAGATGCGGATTCCTTTTGCCCAGTCTCCACGCACAAATGCCC
GTTTGGGAACGATAAATTGAGCGGAATCCCCGACACTTCCGGTTGATGGCAGGATGCATC
AAGAGACACTGGATACAAGATGGATATCGACCCCGCGCGCGCACGTTTAGTCTCCGGGAT
ACTAAATGTAACAAGTGCTCGTTTTAGAGCATGAAATAAAACAGATTTTAAAAACATTAA
AGTAATATTTTTACGACATTATTTTGTAATAATGTTCCATTGAAGAAATTGTGGATTTTT
AAAGAACTTTGTAATATTTGTAAACCTTATCTTATGTATGATTTTTTTTTAAGATAACAT
TCATCTTCTTATATAATAT
>CL9054Contig1
CGGCACGAGGGTTGTTCCATTCAAAGATGTCTAAAGCAACAGAGGAGAGCTTGGCGAGTT
TTCAGCTGACGGGTCGAGCCGCCCAGAGTCTTAGTGTTACATGTGTTGCAGGTGAAAACT
CTGGGGCGGCTGCGACCTTGTGGGTCGTCGGTGAAAAGGGGGTGGGGGGGGGAGAAAAAA
AAAAANAAACNCAAAGGAAACAAACGGCAANANAAACGTAGCCAAACAAAAACCGTCTCA
NTCTCCAAAAGTCACAACTCAAGCTGAACTGNGAAAGNGGTATAACACTGTATATTAAAA
AAAAAAAAACAATCTCNCTCTATCNCCNCTTGTTTTCNCTGTTTTAATTTATAANCTGGT
TTATNAAATCAAATTTGTTGCAGGNGTTTTACTTTGTTCAGTTCATGTAAACTGCCTGGC
NNAAGAAAAAAAAAGAANAGAAAAGGCCCCCNACANAAAAAAAA
>CL9055Contig1
ACAGTCCCACACACCTCCTCCGCCTGCCGACAAGCCTGCCTCCGTCATGCCCGGCAGCCA
GGCTCGGAACCGGGTCAGAGACCGGAACAACGTCCAGAACCGCCCCGAGTTTCTCTCTCT
GAACCAGCCGCCACGCAGGGAGCATGCTGCGGGGGAGGGACGGGGGGCCGGTGGTCCGAG
GAGACCCGTGTTCAGACAGCAGAGTCAGCAGGAGGACGCAGGAGGGAGGGGGCCCAAGGA
GTCCTCTGAAGGGGGTCCTGCTGCAGACGGGGGACCAAAGGATGCGTCCCGTTGGCCAGA
GCAGGACTGCATGCAGCTTAACCCCACTTTCAGAGGCATCGCCATCAACTCTCTGCTCGC
CATAGACATTAGCCTGTCCAAGCGTCTTGGCATGTGCGTGGGGGCCCACAGCCCTGGGGC
CCCGCTGCGCTCCATGGTGAACCTGCTGGCCTTCACAGGACACGCCTTCCCCTGGATGTG
TGGGACGTTGCTCTGCCTGTGGAGGAGCAACACCTTAGCTGGACAGGAAGTCCTTGTTAA



TCTGCTGCTAGCCCTGTGCTTGGACCTGATGACAGTAGCTGGAATGCAGAAGCTGGTGAA
GCGGAAGGGCCCGTGGGATTACCCTCCAGGACTTTTGGACTACTTAGCTATGGATATTTA
TTCTTTTCCAGCGGCCCATGCCAGCAGAGCTGTCATGGTCTGCAAGTTCCTCCTTAATCA
CCTCGTCTTGGCGGTGCCATTGAGGATCCTTCTCTACCTGTGGGCTTTCCTGGTGGGTGT
GTCCCGGGTGCTTCTGGGTAAACACCACCTTTCGGACGTAGGTTGTGGATTCGCTCTGGG
ATTCCTGCACTTCAGTCTGGTGGAGTCAGTCTGGCTGGATTCCGCTACCTGTCAAACTCT
CATCTCCTTTGGCACGTTTCGCTGGACTCCACTGGTTTAGAACCAGTTCAGTCAGGAGTG
AGACTGCTGCAGACTGTTATGGTTCAGTTCAAACTGGACTTTTGGATCCTTCAGCCTGCC
AGACCGTCACCATTGTCACGTTGCTCCACTGGATGCAACAGACGCAGACTGAGCGGAAAT
GTGTCGGAATGGTTTTCACAGATCTCTCTGAGACTGGAGTGAACGGGTGAGGTCCGTGTT
TGGGCAGGTTTGGACTTGTGTATGATGGTTTCATGATGGTTTTGGAACGTCTGGTCTGTA
TGGGTTCACTTTTACACACTACCCTGGGGGATTGACTGTGGTGTCAGAGATCCT
>CL9056Contig1
AAACGATCCCTTTCTCGTGGACGGGGACATTAGAGGGACATCAGAGAGAGACGTTAAACC
ATCTGTGGCTGAGAGTAATGCCGCCATTGGGGCAGTCTCTCTTGCCTCCAATGGTGCGAG
CCTGACAAGTCCAGAGCAGTGCAGTCCAAGCCTGTCTACAGCTGCTTCCTTGGCCTCCTC
AAACACTTTGCCTGCTTTGGTGAAAAAAGAAAAAGATTCTGACTTCATTCAGCTCTGCAC
CCCTGGTGTGATCAAACAGGAAAAGGCATCAGCGGGCCACAGTTATTGCCAAGTGAGCAG
GACCTCTTCGGACACGCCAGGTACCACCCCCATCTCTATTTGTGGGGTAAGCACTTCAGG
AGGACAGAGCTACCACTTTGGTGTCAACCCCAGAAAAACCGAAGCTCAGCAGAATGACCA
GAAGCCAGTGACTGGCTTGTATCTCCCAATAACAACCATTGGTGGAGCCTGGATCAGGAA
CCAGGGTGCTGGGAACAACTCAATCCACAGGGCCAGTGAGGCTTTCTCAAGCTCTCCCAA
CTCCGCAAGCTTTGCAAGTTCCACATCCAGGTCAGAAGGAGGCACTCCCACATCCACAGG
AAAGACAGGGACTCATAAAATCTGCCTGGTCTGCTCTGATGAGGCGTCCGGCTGTCACTA
CGGCGTCCTAACCTGCGGCAGCTGCAAAGTCTTCTTCAAGAGAGCAGTGGAAGGCCAGCA
TAATTACCTGTGCGCTGGAAGGAACGACTGCATTATAGACAAGATCCGGCGGAAAAACTG
CCCAGCATGCCGCTTCCGCAAGTGTCTGATGGCCGGCATGAACCTGGAAGCTCGCAAAAC
CAAGAAGTTGAACCGTTTGAAGGGCTGCCAGAACAGCAACCCGCCAGAGATGATCCCTTC
ACCTCCAGTGGAGGCCCGCTCACTTGTTCCCAAATGCATGCCGCAGCTGGTCCCCACCAT
GCTATCCCTGCTGAAAGCCATAGAGCCGGACACTCTCTACGCCGGCTATGACAGCACCCT
GCCTGACACCTCCACCCGCCTCATGACCTCTCTGAAT
>CL9057Contig1
GAGGCTTTACCCAGCGTCTCCTCAAGCAGGTGGTTACGGATACCCTGCAGTTCAGGGATT
TTCAGGACCTCCTCCGGAATACCCAGGTCAGCCGCAGCCATATGCTGCTCCACCGGCTAT
GTACCCTCCTATGCCCCCAGCGTACGGGGGCAATGCAGTGCCACAGCAGCCTCCTCCTTA
CGGATCTGTGTTTTCTACACCTCACCTGTCACCGACTGCCCCACCAATTTACCAACCACC
ATCAGCCCCACCCACGGTGCCACAATTTTCCTCCCCATTTGTAGCACCTACNGCCCACAG
TTCTTTGCCTTCTGCACCTTTGACGAANGAAGATTTCCTTTCTCAAGGAGAAAAAGGTCC
ATCTGTGTAATCTATTTCTTTCAACCACTCTTTGTATCTNACACCAAATAACCTCAATAC
AGTATCACATAGATGCCTTGTACTTCGCTGGTGTAAGAGTGGATGTAAAATGCATGCCAA
CATAATAGGATGATCGTTTCAAGGTTTTTCATAACAGAAATATATTTACCGTACTGGTTG
GATATTATAGGCAAAAATAGTATGTTATGAAAGATAAGAGATTACTAGAAAGTNTTATAC
AAGAGATGTTGTCAAAGTATGTGTTCAACATTACATTTCACTCCATATTTGTAATGCTCC
AAGAGTNATCTGTCTCTACAACTTNATATGAAAGGTGCTCCTTTTATTTAGTTGTTTTTT
AACTGTTGATTTCCCTGAGTGCCTGTATCTTTTGTGATCATTGTTGGGTATAAATTCAGG
AACTGTTAAGTAACACAATACTTTACTTGTTTTATGATTATTTCACACATGCGCTCTTAT
TGTGAAAGGGCAGGAGAAAAGGGGTGTGACACGTTGTGTTGATGATGGTGAAATAAATAA
AGTAAGCATTTAGCTAAGAAGTAAATTTTAATTTTGCTTAACAGTTATATAGGTCGGAAT
AAATATTTATCCCTCATATTTTGTGTGCTTTGTATATTTCTAATTAAAGCCACACTTTTA
TCTACTGATGCATTTCTTAAATATCTAACTTGCCTCAAATAAACCTCAATAACAAAATAA
A
>CL9058Contig1
CGGATGAGCTTTGATACAGTCAACGGTCTGGATGGAGGGGATGTCTGCAGAAAGGGGGAG
TCTGGTGCTTGCTGTAAAGCAAGTAGAGAGGTGGCTCAGTTGCAAGAAATGCTTGCCCAT
CAAGAGAGGAGAATTCAGATGCTGGAAAAGTCAGTGAACAGAAAAAGGAGAATGAGAAGC
TTTGGGCAGCCATCAACCGCACCGCTGTGCAGGAAAGGGGTCTTAACAGCGACAGAAACT
GCCTCTCTGCTCCTGGGGGAGGCGGAAGAAGAGGGGAACTCACGAATCACGGAGGCCGAT
CTGCCGGGGCAAGCGTGTGACCTTTGACCTGCGAGATGCTTGAGGGAGAAAAGAGGTGTC
CGCAAAGATGCATTCATAAGATTCGAAAACATTTCAGGCGTCTTTGTTTTTCCTCTGACT
GCAGCTGACTGAGAGTGTTAGATGCATTTAGGAAAATAAAAGCACGAGAAAGAGAATCTG
ATCACGCGTTATCCCGCAGTGTAAATCTTTCCATTAAATGTTTTTTTTTTAACACACTTG
ATGTTTTTATCATTTTACACAGAAGGCCTCAATTTTAGTATTTTAAAAAAGCGAAGACAA
AGAAACTTTATGAAGTTGTGTCACCTGTGTGCTTGACTCCTTTCCCACATTTGTTTACCA
TTTTGCGATTAGCTATCCACACTAAAATATGCAACTTTGCACTAATTTCTAAATGCACCT



GTTGTACCATAAACAACTGTGTAAAACACAAAACTACTGACATATTTTTCGAAGCAGTTG
CTTTTCTTCTGTGCCTTATTTTTCCCTCCAAAGATCTTGAAATAGTAGTACTTTAAAAGT
TTCCATAATGCGT
>CL9059Contig1
TTTTCACAGCATCCATTACTTTTTATGATTACCTAATGACAAAAAACTGCAAGACAAACG
TTACCCTACACAGGGAAGATCATAGATTTCACACAAAACTGTTCATAATTATTTAATTTA
TGGGTTCAACCCTAAATTCATTCATGAACAGTTCAGAATGCTGTCAGTTTCAGGTTCAAA
GATGTTTCCTTCAGCAACTTTATACATTTGTATGCACTTCGCATTTAAGCGTTCTTGATG
TGATCTGAGCCATACCAGACACAGGAAACGCTAGCACTTATGATGACGTGATGAGGGATG
TGAGATGAGGTGGAAATGGAAATCCTAATCAAAGGATAGCAAATGTTATCCTTTGAAATT
CCTACAAATCAAATTATGTAAATATTTATGCTTCCCACTACATTTACCAATACATTTCTG
TCAGTAAGTGGTGTAGCCATGTACTAATAACTGTACTCTGTTGATCCTGCTCGATTAGCA
TGTAAGAAATTGGGGAAGGATTACCTCAGGTTTAACTTGCAGATTTTATTCAGAAAGACT
AAGCCTTCTGTTGTTTCATTGCATACTTCTACACTAAGGTGCCTGAGTGAAAAAGAACAA
TAACGTCTAACTTTTATGTTTACATTTATATATAGGCAGCTTCAAAATATTTTTTTTTCT
GAAGGAAATATATAATTTTTTAAACACTATGGATCACATTGACAAATTTGACACCAGTGA
TCATTTTTAACTAACGTGCTTAAGAAAGAAAG
>CL9060Contig1
AAAATAGTAACTATATACAAGTCCGAAGTTGCAACGTTTCGAACAATNCAAAAGTCTTCA
TCAGGCAACGGCTTTGAATAAGTAGAAAAACAGTATGACAACCTGCAAATGCAGCTACGC
TCCGAGTGAAGTACGTTCCGTCTGGAGATCAGAGACAAAATGCCGACTGCAGGGCGGATG
CACACCCAAAATGCACCTGGGGTCATCAGTGACCAATCAGTCCTTGTCTCCGGGCAGGAT
GCGCCCTCCACTGGCACGGTGGAAAATAGGAATAAGCCAACTCGGAGGGTTGCATTCAAT
GACACTCGTGATTTTAAAATTTCACATAGAACAATATTTTTTTAAAAAAAGCTTATTTGA
ACTGTAAAACATGAAATTATATAACAAATGAAGCAAATTATCCTTAAAGCATCTTGATTG
AAATATCTTCCATGTACAATAACATTGAACTAATTGCATTTTTACAGCATATCCTTCTGA
ATGGAAGTGGATCATCTGAGGAGTAAAGGTAGAAACCGGGCCAGGAAGCAGGGGGCACTG
GCTGATTAGGAGTGAGAAAAATTAAGATTTCCATGCGATACGCATGGAATTCTGATGCAC
TGGCCTTCCCTGCCCCAACCATGGCTCCACCCTCATCTCCTCTGGAAAGTGTTTATGCCC
TTGTGTTTCAGGGTTCCCTTGTGCCGAGGAAACCTGTCTGGAAATCGCTGCAGGTAAGGA
AGGGTTAAAAACACAGCATCGCCTTCAACCCCTAAATTGAAACGGATGAGTTCAAAGTTT
TATGAATATTAGGGGTTAGAATTGAGGCAAAAAATTCTTTGGGTTAGGGGTTAGAGATCA
AAATAAAC
>CL9061Contig1
GAGCAATGACCTTAACGGGATTTTTNCCAGGTTATAAAAATGANGGCTNTCTTGGGAGCT
ACTCGTAGTTTCCGAGNTGAATGGCAGAGCGCACATAGACACATCGGAAGGTGGATGGCT
GGATCTCCCAGTACTGGACTGGGTTGCTGAAAAGGCTCACCCCCGAATAAGAAGCCTTTT
TGGTGTTGTATCCAGGCGGGCAGAAGTCATTAGAGCCGACCTGCAGAGATGTTGTTGTTA
TGAAGGTAGACAACCTGGATGTAC
>CL9062Contig1
AGTCTGTCTTGAGAAAGACACTAGAGAAGGTGGAGATGGACAGGCTGAGGAAGCAGGAGG
AGGCAGCCTCTGCTGCCAGAGACAGAGCCCAGCTGGAGCAGAGAGTCCACAGCATGGAGC
AGCAGCTGGCTGAGAAGCAGGACGCCCTGCAGACCCTGCAGTCCCAAGTGTCCCACTTGG
AGCACTCCCATGCCCCAGCGCTTCCTGGAGGTGACAGCCTATCATCACAAGGAGCTGGAA
AGAGGAGCGGGCCCGCCTGAAGGACAGTCAGCTCCGAGCAGAGTTTGCCCTGGACAGCAG
GGAGGCGGCTCATCAGCAGAGGGTCAGATGCCTGGAGGAGCAGGTGCTGGCTCTCAGAGA
GCAGCTGGATCAGGAGTCCAGAAGACGACAGGCTTACTTTAACCAGATGCTGCAGCCGGG
CAGACANTGAGGCGTGAAGCTCCTCGCCTTTCAAACGTCCCCACTGTGAAGCACAAGAGC
ACATTCCCAAAGTGCACCCGCACCGCACACGTGCACACAAGA
>CL9063Contig1
TTTTTTTTTTAAGAACTGTACTTGTGGCACATGCAAGTTCCCAAGCAAAGCTGCAGCTGC
CAGCTACACCACAGGCCACGGCAACACCAGATCTGAGCCACATCTGTGACCTATGCTGCA
GCTTGCAGCAACGCCAGATTCATAACCCAGTGAGTGAGCTCATGGATCAAACCCACATCC
TCATGGATACTAGTCAGATAACCCACTGGGTCACAACAGGAACTCCTGTTGTGCTCCTTT
T
>CL9064Contig1
AAACAGTCTGAAAGCGCTGATGTGATCCTCATCTCTTAGACTGAGAATGAAGTCGTCTCA
CTTCTGTGAAAGAGAGAGAATGCANAGTTCAACCTCCAGCCNACACACCACACACCAACT
ACACAAACACACAATGGGGTTGTCCAGATGCACTGCTGCTGGCTTCAGCTGTGGAACTGA
ATCGTCTGCTGACATAAATGTGACANAAGAAGGATGCAGACNACGTCTGCAGGAAGCAAC
AGGACCTGGGATCTCATGAGGCCAGAAGTCATCACAGGCTGGACAGCGAGGCTCCGTCCG
GCCTTTGAAGTATCTCGCCACACACGGATTATGAATTTTGATTCCACATGTGGGATTCTC
ACAGATCTGACACTGAGGAAAAAAGAGTTTGGTCCTGAAAGCCTCGTTCATCACATATTC
TAAGGAAAGTGGCTAAACTATCAGTATTATCTACTCTGTTGTGTGCTGAGAATACTGCAT



GTTTCTATAATCCTGCATGATGTTGGGTTACAGATATAAAAGCATGTTAGTCGTCTTCAC
TTCACTGCATAGGANGACACAGAAATGCCTTTTTCTGTTTCCGCTG
>CL9065Contig1
ATTTTTGTTACAAAACAGGTTTTAAGATGTTTGACATTTAAAGCAAATATTACAATAAGT
CACATCCTCTACCGCTGAGCTTTAGTTTTCCTCTTCTCTCCAGATGCCTGCTGCACTTTC
AACAGCTGTCTTCTGCCCTCAAACAGAAGGATGCTTGCTGCCATGGCTGAATTCAAACTG
TCGACACCAGGAACGATGGGAATGAAGAGCCTGAGACCATCGGTTTTCTCCGCTAACTGG
ACTGCTTCTGAGCTAAGGCCGTGTGTCTCACCCCCTATAACCAGAGCAGTGGGTGTCTGG
GCCCAGTTCTCGTAGTACACTTTGGCGTCCACTCTGGGCACTGACAGTCCATCGTCATCA
GAATCTGAGTCGGAGTTATATTCTTCATGACATACATTTTTAGGATTGGGTTTTGAGCTG
ACCCACCCAAAGTCTCCTGCTTTGGTAGGTTTTTGCAACAGATCTAGTTCCGTCTCAGAG
CCACAGTTGTGGTCAGCTACATGGACAGTCACAGATGCTGGAAGATGGTTTTCAATATCA
CCCCATTCCAGGTTAGGATAGATGGGAAGCTTGAAGTGTGCACCCATTGCAGCACGCAGG
ACTTTTGGCTCCCAAGCATCCACACAGCCTTTTGTTAGAAGGATGCTACTACAACCAGCA
GCTGCAGCACACCTGAGCATCGTCCCAAGGTTACCAGGGTCCCGAATGTTGTCACAGATG
AGAGAGAGTCCCACCGACTGACCTTTGTTTGCATAATTCAGCCGTGACGGGTCGGACCGA
GAAAATATTGCTATCACTCCCTGTGGCGCCACAACGTCAGACCAGAGTTTGATCTCCTCA
AATTTGACTTTCACCAACGCAGCTCTTTTCAGTTTGTCCAAGGGCAGCTCTCTGAGTCGA
TCCACTGTGCTGAAGAACACCGTCTGCGGCATGGCTCCAGCGTGCAGAGCGTCGCAGATT
AAACGCCTGCCCTCCAGGAGGATTTTACCCTGGTGCTCCCGAAATGTCCTGGACCGAGCA
ACACTCACTAGCTTCCAAGATGGCGTCGCGCTCCGCCACCGTCGGCCAGGCTTCTCCCCC
GGCCATAAGGCCCGGGT
>CL9066Contig1
CTTTTGAGGAGTTCCTGGTCATGGCGCGGTGGAAACGAATCAGGCTAGGAGCCATGAGGT
TTCGGGTTAGATCCCTGGCCTCTCTCAGTGGGTTAAGGATCCGGTGTTTGCCATGAGCCA
TGGTGTAGGTTGCAGACGTGGCTCAGATCTGTCGTTGCTGTGGCTGTGGCATAGGCCAGC
CTCTATAGCTCTGATTAGACCCCTAGCCGGGGGGAACCTCCATGTGCCGAGGGTGCGGCA
CTAAAAAAAAAA
>CL9067Contig1
TTTTTTTTTTAAATCTTTTTGTNATAATCAACTTTAATAACATTAGGATTGCACGAGGGC
ATACCTACTCCAATGACACTTAATGTCACAGATCCTTAACAGGCTCTCCTGCAGAGTCAG
CTCACTTATGTCTGCACTGTGTTTACCCCTGCTCTGTGAGCTGGTTGCCCTACATCTCCC
ACCATCATGTTAAGGGATTCAGCTTTTATTGCACCAGGTTTCTGTGCGTGGCAAGATTTA
ATAATCCCCTGACATGACAGTGAACTCCCATGGGCTAGACCGCTGAGAGGCAGCACTTAC
CATACAAGAGAGCCCGCTGGCATCTGCTGTCCTCTTGAGGGACAGATCTGTATTAATATT
GCACAACTGTTTCAAGCTGCAACAAGACGAGCAGCAAACCTGCACTCTGTGTAATCCACT
CACCTTGGCATCGACCTCTGGATGAACTAGTCACAAATGATGCTGGTCAACAGACTGAGC
TGAAGGTGTTTCTGATGAAATTGTCTTC
>CL9068Contig1
CTGCTGTCCCTGAAGACCGGCTTCATGTTCAGAACCAGCTTCAGGTTCTTGGCTGGGATT
GGATGTGTTGTGGTGGCAGTAAAGCAGGTTCAAACCCGGATCAAAGCAGAATGTAGAAAG
TGTCAAAGTGTCAGTCAGACTCCCAGACAGAATGTTCCAGATCAGCATTTCTTGGTTATT
TCTTGATGTTCTTCATCAAAGTTCCATCTATCTGGTAAAAACTTGGATTCATTCAGTCTT
TCCCGTCTGGACAGATTTCTTTGACGTCTTTTCTTTTCATGTAAATTCAGTCAAACATGT
TGATCCTTCATGATGTGGATGAGTTGATATGAAACAGTGTTTTCTGCAGCAGGAACATGT
GAGAGGAAACCAGCTGTTCCTCAGCTGATCTTCATCATTCCATCTCAGCAGCAGATGAGG
AGGATGTGCTGCTGGAAAATCGGCCTCACAGACTCAGTTTGCAGCTTCTGCTTTCAGCTT
TGACTTCTAGTTTCTGGAGAAACAGGAAAAAGAAACAGGAAATCTCCACACCACTCTAGA
ACCATCTAGAACAGTATTATGGGATGTTTTTCAGCTGAATCACTGGGATCCATCTTCATG
TTAACATCAAAGTGATCGTGTCAGATGAAAGAGTTTCCTTCGTGTCACAATAGGATCCCA
GATCTCCCATCAGGCCTTGCAGCTCCTGACTTTGTGATGAGTTCCTGCAGAAACTCTTGG
AAATCTCATGTTGATTCTCTCCCAGTTGACATCCATGGAGATTTTCACTGCTGTTGTTCA
GCTGTAGAGTTTATCACAGACGCTCAAACTCATGAAGAGTTCAGCTGGAAGTTGAGAAGG
AGGCTTTGAAACCAGCAGCAGTTGGAGTCCATTCTGATGTTCC
>CL9069Contig1
TTGCTTACCATGTAATTTGTCGAAAAAAGTCGAACTTTTGTTTGGAACGTGTCGTAGGAT
GGACAGCTCGGTGACTTCCGCCACGTACGTTCGCAACATCAGCTACAGTTTGCGCCGCAA
GCTGTCCGACTGTCTGGACCCTTACGAGACCTGGAGAGACCTGATTGTGGCCCTACGGAA
GCCGAATGGGGAGCCCAGGTACACTCAGCATCATGTAAGGAGATTTGAAGGTCTTGTTGC
TCAGGGTAAAAGCGTCACCGTGGAGCTGCTCAATGACTGGGGGACCACCAACAGCACAGT
GGGGGAACTGGTGGACATCCTGAGGAGTCTAAACCTCCTGGCTGCTGCCAATCTGCTATT
ACCTGAGGTTCTATCCAAAGAAACACAGCAGGTATCCTCAGTGAAGGCAGAAAAATGTCC
TCCAACCTTACTGCTGGGTGAGGCCCCAAATCCACCTGCTGGCTCCTCCCTGCAGACACA
AACACTGCTGGATGATGGAGGAGACGACACAGGTGTCTCCAGATTCCTGTACGGAGAGCT



TATGAGGATCACCAGGAACTTCGATGACCGGTCCATCTCAGACGGCGGCAGTCGTATTGG
TGCGGGAGGCTTCGGGACAGTCTACAAAGGTTTGCTAGACAGCAGACTAGTCGCAGTAAA
AAAACTCAGTCCAATGGAGGACATGCCGCTGGAAAGTTTACAACTTCAATTTAACCAAGA
GATTCAAACTTTGAAAGTGCTAAAACACCAAAAACCTGGTTGATATGGTTGGATTTTCCT
CTGATGAGCAGCATCTGTGCATAGTGTATGCCTTAATGGCAAACGGATCTTTGCTGGATC
GACTTGCTTGTTTGGATGGAAGCCCCCCTCTGTCCTGGCAGCTGAGGTGCTTCATATCCG
AAGGGGCAGCTAGAGGACTGGAGTATCTTCACTCCAACCATCATGTCCACAGAGACGTCA
AAAGTGCAAACATCCTGTTAGATGAAAACTATGTGGCCAAAATCTCAGACTTTGGGCTTA
CAAGAGCATCTGCCAATCGCACATCGACAACCATGATGACAGAGAGGATTGTGGGTACGC
GTGCTTACATGGCTCCTGAGGCCCTAAGAGGGGAGGTCACCCCAAAATCAGATGTGTTCA
GCTTTGGAGTGGTACTGTTAGAGATTTTGTCTGGACTCCCCCCAGCTGACGAAAAGCAGG
AGCCGCAGTTTTTGATGGAATTTAGGTATGACATAGACGATGAAGATGAAGAGCTAACTC
TGGAGGATTTTGTAGATAAAAAGATGAGTGACTGGACGAAGGGTCAAGTGGAGAGCATCT
ACTGTTTGGCTTCGAACTGCCTCCATGAAAGAAAAAACAGAAGACCTGTCATCAAACAGG
TCCTGTCAGAGATTCACAGTGTTGTAAAGACTATTTTCTTGGATTCTCAGTGAAGCTCAC
ATACTGGAGAAAATCAACCACCACCTTGAATGTGTCTGGACTATTTCCTTCTATGCATTT
CTAAATGTTATCATTGCTTGTTGAATGTTTTGCATCAACATTAAAGTATTTTTAAATTGT
ATAGATTTACGTAATTTACCTTTCTAACATTGGTTTGCTAGCATATCATAGTTGTCAAAT
TTTCATTTACAGCAGTTATGTTG
>CL9070Contig1
TCGAGTTTTAGATTTAGCTTGCTACAACCAGCACAGACGTCAGACGTTTCCATGCATTAA
GGAGAAACTGCTAACTCAGCAGCCACACATTTGATGGGCTTTGTTACAAATACGCTGGAA
TACCAAACTATTCATTTTCTCAGCTGTTTTAAAAGTGAATCAACACAGAGCAGGTTAAGA
ACTAGTGATGGACAGCAGACCTTCTGTGACTGCAACACCCGACTCCAATGACTCGAAGCC
ATGGAACCGATGGACACATTAAAACATTTTAGGCGGCCTGAATCAAAGCTGTAGGATGTC
GCTCGTCGGTTTACCTGGGAGAAATGCTACTTTGATCTCAGATGCCCCCCCACCCCCCCG
TCTGTTGCATCATCGACTGATCAAAAGCTCTGGTTCTGCTTCTTGCAGGATGACGTCATC
GGAGCCTCGTCGGAGCTCAGCATGTCTTGCATTAGTTTATCAGAAGCTGCCTCAAACTCA
GGAAGTGTTGATGTTCTAGACGATGAGCTGCTTTACGACCAAACCGACAAATAATGGGGA
GAGGGGAAAAATACATCAATACTGGATGAAGGCGTTTCCCTGTCTCTACGCCTGAACCCT
CACATGGAACCAACCGCACCTACCTGATGAATGCCCCACCGTTCTTCCAGCCGCCTTCCT
TTTTGAGTTATGCCTTTCTCCCTGTTGAAAATGCAAAAGCATACGTTTTTTGTTGCGTTA
AGTTTTGAGGGAAGACTAAAGGCTCGGATTTTCGGAAGTCATAGCGGCAAGAATGCAAAT
GTTTTGGTTTTTTTTCCTGCTGAATAGACAATGTTCTGAGCTGTTATTTTTGTGATAATA
TATTATAAAGAATATAATATTTATGAATGTGGTCGACAGATTGTCATCAATATGAAAAAA
GCAGCGTTTACTGAACCGCTCGAAGAGAAGACAAATCTTTCCATAAAGTGTAAGAAGAAA
CGTGTACAGAAAAT
>CL9071Contig1
GGGTTGTAGTCTCTTAAACGTAGTGCTTCTATGGAGTGTCTCATGCAACGCAAATATTTT
TGTCCAAAAATACAGCTATTTATTTATTTTTATTTAAAAATTCTCCATTTGGAAAAACCA
AAAAAAGGACAAACTTACGGGAACTGGAAGGTCTCAGGACTTTATCAAAAAAGAAAAAGC
CACATTTTTGAAAATGGCAGCACCGCAATTTTTGTTTGACATGATTAATTTTNTGCAACA
TTTTTCCCTTTNTTTTTTTCTTTTTTCTCTTTCTTTTTAATGTTTTGGCTCTCATTGATC
TGTGGTGGGCAGCAGAACACGCTTCAAAAAGGTGTGATTCCTCAACCTGGCTGAAAGGTT
CTGGTGTAGGACGGAGAAACGTGGAGCATGTATTTGTGGTNTGCTGCACGCCGAGCCCTC
CNGTCGGGCTCCTGCTCTNGGATTTGAGTGGCGTNTGAAATGTCAACCGAATAGCAATGA
TAAAATTATAATAAATGTTCCAAGGGAAGCTGCTGGATTATAACTATGTAATAATTATCT
TGTATAAATGGAGAGAGAGACCTATTTTAATTCCTGTAAATAAAATGTACAAAGTTCAAA
GCAAGACGAATATAAAAACTGAATATAATTCTGAGATGTAGAAAGAAGTTGATCT
>CL9072Contig1
CACGAGGCAGCTGTTCAATGAGATCAATGCCAGAAAGATCCATGGAGAAAGAAATGTCTT
TGAAGGCATCTACAGGAACCCCATCTTCTGCAGCGTTGTCCTGGGGACCTTTGCTCTACA
GATAATCATTGTGCAGTTTGGAGGAAAGCCCTTCTCCTGTACGGCTCTAACTATCGACCA
GTGGCTGTGGTGCATCTTCATCGGCATAGGGGAGCTGCTGTGGGGACAGTTCATATCGGC
CATCCCCACACACCACCTGAAGTTCCTGAAGGAGGCAGGCCACGGCATCACAAAGGAGGA
GATTCACAAGGAGAACATGACGGAGGACACGGATGAGATCGATCATGCAGAAATGGAGCT
GAGGAGAGGCCAGATCCTCTGGTTCAGAGGTCTGAACCGCATCCAGACTCAGATTAAGGT
GGTGAACGCGTTCCGGAGCCCCCTGGAGAGTCCCCTCATCCGCAGCTCCATCCATGACTT
TATGGTTCTTTCTGAGTTTGTGCATCAGCCTGAAAAGGAGAACTCCATTGAGGAGACAGA
AGAGATCGATTTCCTCCATGACTCCCCGCCTGGGGCCGTGGGGGGAGGGGATCCATCCTC
CAACTCTGCCCCCTTACCTGCAGCAGATCTTCAGTCCTCGCCCCTCCAACTAGACGTACT
CACCTCCAAGTGACGTCACAACTCCTCTCCATCCTGCTCCCCGCCATAACCCCCCATCCC
TGATGTTCCCCCACCTCCTGCTGTTCATACTGACTAACCCCCCCCACACCTGAGACTCAT
GCGTCGCCCCCCTACCAACACTAGCCAACTCCTGTCTGTCACGTTACGTGACCTGCAGCA



GCACCTTTTGTGTTCACTTCCTGTCGTCAGAAACGGCTCCAAACCCTTTCAGAGCAGCTG
TTCCCGTGTAAATACGCTTCTGCGCCTTCATCCCGCTCTGAACCGGTTTAGTTCCAGCCG
ACTGTAAGCTCCTCTTTTGTAGATGCTGAACTTTCTAGCCTCCATGAATGTTCATTGGTG
GTTGACTTCTCAGAATGTGGTTGTTCATCACACTACAGCTTTCCAAGGTCCAAC
>CL9073Contig1
GCTTCCCCATCATGCCTCGTGGTTTGTGTTTTTAAACGCGCATAAAGTTTACAAGTAGCT
TTTACAGTTTCCAAAATGATGTTTGGAAAGGACGTGCCATGGCGGCGTTTAAGCGGCATT
TCGTTTGGAATGTACTCCGCCGAAGAAATAAGAAAGTTGAGCGTGAAGACAATCACAAAC
CCCAAGTTTCTTGATGCAGTTGGAAATGTGGCCCCCAACAGTCTGTATGATCTGGCTCTG
GGGCCAGCAGACTTGAAAGAGGTGTGTTCAACCTGCTGTCAGGATTTCAATAACTGCCCT
GGACACTTTGGGCACATAGAATTGCCTCTACCTGTATACAACCCACTGTTTTTTGATAAA
CTGTACCTGCTGATCCGCGGTTCCTGCCTGTCCTGTCACATGCTAACCTGTCCTCGGGCT
GCCATCCACCTGCTGCTGAACCAGCTGAAGTTAGTGGACCATGGAGCAATCCGGGAGGTC
TACCAGATCGAACACGTTCTCAATCAACACCTGGAGGAGAATCCCAAAGCTACAGGAGAT
GAAATTGAGGAGCTGCTGCGCCACTATACGAATGAAACTATTGAAACGAGCGTCAACATT
TCTGAAAACTTCAAACCTACTAAACATGTGGTGGAAAAGAAGGCTTGTCTGATAAATGAC
TTCTGGAAGATTCACATGAAAACCGGAAGTGTCCTTACTGTAGGAGCGGCAGGACTCTTG
TGCGGCGTGAACACAACAGTAAGCTGATCATCACAGCTCCATCAGGCGCACAGACCAATG
AAAACACTAATGAGAATGTCATGGCTGGAAGGAGAGTCTACCTGACAGCCAGCACAGCCA
AAGACCATATTATAAAAATCTGGGAGAAAGAAGGTTTCTTCCTCAGCTGCCTCTTCCCTG
GGCTGGAAGAGACCGCCAGTCCTGCAGACGGACAGGGGGGCTTTTATCCGGACCTATTCT
TCACGGAGCTGCTGGTGGTCCCACCATGCAGGTTTCGGCCCATCAACAGACTCGGTGACC
AGATGTTTACAAATGGTCAGACTGTCAACATGCAGGCTGTGATGAAGGACTGTGAAATCA
TCCGAAAACTCCTGGCTCTCATGGCGGGAGAGAAAAACGCGGAAGGGGAAGAGGCTCCCG
ATCAGATGGATCCGACGTTCCTGTCGGGAATCACCGGGTTGACATTAACAGATAAACTCT
ACAACATGTGGATCCGCCTTCAGAGCCACGTTAACATCGTTTTTGACAGCGACATGGACA
AACTGATGACGGAGAA
>CL9074Contig1
ATGCAATCCGTATCATGCCATCAGCCTGTTACAGCCATACAAACCTTTCAAAAACACTCA
GCAATGTATCAAAGGCAAAGAAAAATGTAAAAAAAAAAAGACAGGTTATATACAGTCGAC
ATCTTGGAGTTTTCCAGAAGATTTGCAGTTGTAAACAGTGACCCTAACTGTGTGACAGTA
CAGATGCCAACTACAGTACACGCGCCTCGCCATGACGAGAAAAAAAAAAAAGTTTCNCTG
AACNTTATNAAGTACAAAACAAATAAGGCGCAGGANCATGAAGNGTTTTTTTAAAACACA
TAAAAAACTAGTTGACTGCAGTTTTCAAGTCAAGTACAAATATCTAANGACNGAACTTTG
ATTTATCCTTCANGTCTNCCCCAAGTCAGNGATCTCCATAGTCCGTTTGNGGACAAGCAT
AAGGCACTCTNAAGNGTTTANCANCTAACCTACAACCTAAANANAGGCTTCATAACCNGG
CTATTCTGTCTGTTGACACACGGCCAATGAC
>CL9075Contig1
TTCTACATTTAAACATCAAATATCNNACATGANATGTACTGTCAGACTACTTTAAAGTAC
TCTATGCAAAAACCTGAGAATTTGAACACAGCAAGACAAACAAACAAGTTTTTCAGATAA
AATCTAAAACCTCTACATGTAGATATTTAAGTCACAAAGGTTCGTGTAGAAACGACAAAA
GATAAATTTTCATCTTCAGAAAAAAAAAACTTTTTAAAGTTCTAAAGTTAGGCAAGATAG
CTAAAGTTAAGATCCGCTAAAAATCCTGAAAAAAGCAGTAAAGTTTCATTAAAAAAGAAA
ATGTGCAATGTTGGATAATGTACACCAGTGATGAAGATATTTAAAAAAAAAAAAANNTTT
TAAAAANGGGT
>CL9076Contig1
TAACCCGGGCCTTATGGCCGGGGGAAGAAGAACCCGGAAGTCAGCCGGCTGTGACCTGCG
GGTTGTCTTTCCTATTTAAAATGGTTTTATTTGCGAGATAAAAGTCATGTTTGGTTTGAG
AACGCTTCACCGAAACAAGACATTAAAGTACGGAGTCCCCATGCTGTTGCTGGTGGTCGG
AGGCTCCTTTGGTCTGCGGGAGTTTTCCCAGATCCGATACGACGCCCAGAAGATCAAGAA
AAGGCTGGATCCGTCTCTGGCGGCGAAGCTGAACCCTCAGAAACAGGCCGTCATCCTGGA
GGAGGAGTACGAGAAGTTAAAGGAGAAGAATCTGGACGAGTGGAAGAACATCCGCGGGCC
GCGTCCGTGGGAAGATTCCCGGGAATACCAGGAGCAGCAGCGCCAGAAGCTGAGCAAGGG
GTCCTGAGAGTGTGGGCGGAGCCTAGAGCCAGAACGCACGCTTCAGGACGTGTGTTTGTG
CACATGGTTGTGCACGGCCGTGTGTGCGTCGCTAAGTGGGCGTGTGTGACGGTGACAATC
ACCAGGACTCTGACAAACATCCAGCAGGTGGCGCCGGATCCAGTGGGAAACTCTGAACCT
GAATAAAGGATGCTGGTTGGTCCTTTTGTTTTCTTGTTGACAAAATCCCTGGGGGGGGGG
TTTGACGCTGCTTTGCGTCGATTTAGGAGTCTAAAT
>CL9077Contig1
CACGACTCTATAGGGCCGCACAATAAACGGAGGGCGCCTCGCCTCGCCTCGCTTCCTCCA
TCCATGGTTTCCTTTGCATGAAACGGCTCTTTGGCTGCAGACGCGGGAGAAAGCTTCAGC
TGCAGACAGACAGCCAACATGGCCCCGTCGGTCCAGCCCAGCAGCAGCAGCAGCAGCAGC
AGCGACGTGTGCACGGAGGATGACGAGCCCTACGGGATCCAGAGAGCAGACAGAAAGGTC
AGGAAACCTCTGGTGGAGAAGAAGAGGCGCGCTCGCATCAACGAGAGCTTGCAGGAGCTG



CGGACGCTGCTCGCGGACGCAGACTTTAACTCGAAGATGGAGAACGCAGAGGTTCTGGAG
GTGACGGTGAAGAAGGTGGAGGACATCCTGAAGAGCCGGAGCCAAGAGAAGGACGCTCTG
AACCGGGAGGCCAGTGAGAGGTTTGCAGCCGGCTACATCCAGTGCATGCACGAGGTCCAC
ACGTTCGTGACCAGCTGTCCGGGGATCGACGCAGCAGTGGCGGCCGAGCTTCTCAACCAT
CTGCTGGAGTGCATGCCGCTGAACGAGGACCACCTGCAGGACGTGCTGATGGACCTGATC
ACGGACACGTCCGCCTGCAACAGCAGCACTCTGGCTTCCCCAGGAGGAGGCAGCCTCTCC
GGCTGTGAGGCGTCGGCCCTCTCTCCGGCCACGTCCCCGTCCAGCGAGGACTCGTGCTCG
GACCTGGACGAGGTCGACGGCGAGCACCACCAGAGCTCCACAGAGGTGGCTGCTGGGAGC
CGAGGGGGTCTGAGCATGCCCACCGTGGCCTATCCTCGCTTCATGTGGAGACCTTGGTAG
CACAAGTCCAGAGTTGAGGATACAGAGCAGCTCCGAATGGAATATAACGTTTCTTGACTT
GTAAAGCCAAATGCAGAAGCTTCCGCTCTTTCCTCCTCCTTCTGACACGGATGGAGACAT
TTCAAGTTGATGAAACAAAATCAGAAAAGTCGCTTGAAGCAATTGGGATTTGTTAGAAGC
TGCAGCTCTCTTTTATCTCACTGTCTGTCATGGCCCCCCCTCCAGACAGGGACCCCCTGA
AAGGACCCCCCCCTCGCGACACCCTGACACTTCCCTTCACACCTGCTGAAAAAAAGCCTT
CCCTTTCAAGCCTCGTAACTCAACAAAAGACTGTTTTTTGTGTGTCACTGGAGAGAAGAA
AAGCTCTTTTTAGAACCAGTTTGTTTCTGCAATGCTTCTTTTAATATAAATATTTTAACG
GTATTTTCTAGTTCATCGATAAACTAGCTACTCTTTACATTGTAATGCTTATAGAGATGC
A
>CL9078Contig1
GTTGCAGCAGATGACTCCTCGCAGCAGGGAAAACAACCAATAACAGAGCTGGGAGGCTGT
TGCCATGGTTACAAACTTTTTAATGGCATGGGAGGGGTAGGTTACTATGGTGGCCACAGT
GAGTACGACCAAGTTAGATCTCAGAAGCTGTTTTTTACAGAGCTAACATGACACTTGCAG
AAGATCATGGGTAATTTTGTACCATACACAGACAGAATTTTCATTAAAGCAGAGAAAAAG
ACAACAGCAGGACCCCCCCCCCCCCTTTTTTCCCTTNANCCCNTANTNNCNTAAAAAATT
TNA
>CL9079Contig1
GGAATTCGGACGAGGGGAGAAGCTAGGATCTGCTCTCCAGATCGCTCAGCTGCAGGAGGA
GAACAAAGCCCTCCTCTCAACATGTCCATCAATGACACCATGAACGAGGAGGACCTGCAG
AGGCACGAGGGTATGACGGAGAGGGAGAAGCAGGTGATGGTGAAGCTGAAGGAGGTGGTG
GACAAGCAGAGGGACGAGATCCGAGCCAAAGACCGCGAGCTGACGCTGAAGAACGAGGAC
GTGGAGGCCCTGCAGCAGCAGCAGTCCCGCCTCATGAAAATCAACCACGACCTGCGGCAC
AAGACCTCGGTGGTGGAGGCTCAAGGGAAGGCGCTCATCGGCCAGAAGGTAGAGCTGGAG
GCCGCCGCTCAGGCCCAGGCGCAGGAAGTGTGCGCTCTGCGGCAGGAAGTGGCGCGATTA
CGGGAGCGACTTCAGGGAGGGCCGCCCGCAGGGGACTCTGGGAACGCTCCACCACAGCCG
CCGTCCCCTGCCGAGGAGGCGCTGTGCGAGGAGGACTCTGGAGGCCTGGACCTGAGGGAC
CCCAACAGACCCCGCTTCACCCTGCAGGAGCTGAGGGACGTCCTCCACGAGAGGAACGAG
CTGAAGGCCAAAGTTTTCCTGCTGCAGGAGGAGCTGACGTACTACAAAAGTGATGAAGCA
GAGGAGGAGATCGTGACTCCCTCTCCGTCTCCCTCCCCTGAACTGAGGAATCGCTCGCGC
TCCTCTCCACCACAGGAGTCAGGGATCAAACGCCTGTAAGTCCTGGCTGCACGTCTGCGC
ACGCTCCTGCTCAGAGCTGGCTTCTGGTGACGGTTTGCTTTTAGTCAGCGCACGCTTCAT
ACATAAAAAAACAAGCTAACACGTTAGCTACAAACAAAAATAACAAGCTAACGTGTTGAT
TGCACACAAAAAAACACAAGCTAACACAATAGCGTTAACAAAAAACAAGTTAACACGTTA
GCTAAAGACAAAAATAACTACAAAAAAACAAGCTAACACGTTAACTACAAACAAAATATC
AAGCTAACATATTGGCTGCAAACATAGAAAAAAACAAGCGAGCGCATTAGCTGCAAAAGA
AACAAAAAATAACCAAGCTAACATGTTAGCTGCAAAAAAAACAAGCTAACACGTTAGCTA
CTAAAAAACAAAACAAGCAAACACAT
>CL9080Contig1
GAGGCGGCGGCGTCAGGCGACGGGACCGGCGCTGCAGCTCCTGGGGAGAATGTGCTCTGG
CGTGGCTCCCGCGAGGCGTGCCCGGAGGCAGTGGACCGGTCAGGCTCATTCGAAGCGGGC
CCGGAGGCCGTGGACTTCGCTCCCCGATTCCGAACCCTGGTCGTAGCCGAGGGATGAGAG
ACAGGAGGCTCCCTCCGAACACATCCGGCACCAGCCGTGGGAAATGGGAGTGCAGGAAGA
CGATGACACAACCCCAAACCCGGTGGATCCTGTTGGTTTGTTGGTGCATCAGTGGGTCCC
GGATCTTCAGCCAGCGGGGCATAGCGGTTGGAGAGTGCCAATTTAGCCGAGCAGGAAGGA
TCGGTTTTCGGCCCGTGGCTCCTCCGGCTGCGGCGTGTCACCTCCGCCCATGACAGCTTG
GGTGTGGAGCTGAGAGCCGGGTCCCTGAGACCCGCATCGGCCTTCTCCTGCTCGAGGTCA
GCTGGAAACCGACCTAACTCTCCAGAGTTGGGGTTGCCTGGGCCTCGGATCTCATCGGTC
GGCTCCAATCCGTCTGTCACGCCACGGAGCTGAACAATATTGCTGTCGGAGCAGGTGGAG
TGAGCGTCCGCCTCAGCAGGCTTTCCTCCAGACCATGGAAGAGTCTGTGACATGGAGCAA
CTGGCTTGGTCCACGATGACTGATCGCTGGAGGAGAGACCCATGGTTGGAGCTTGGTGAA
TGACGTAAGGATGCTCCTCATATCCAGCGAGGTTGAGTGCAGTGCTGTGATTGGTCATNG
GAGTCTTTTTACTGCTGGCTGTAACAGAGAAGCACCATTACTTTGAATTACAAGACTGAG
GCTGTCTTCATGCTGCTGAAGCTTAGCTAAGGTAGGTAACTCTGCGTTCTGTACCAATAA
TGAGGGCAGATAGAGCAGTTTATCACTGCTGTGACAAAGACAGTGTTTCTGTCAGAGCAT
TCATTTACCACTGAAGGATGTTGTAGAAATGGAAAATATGCTGTGAAGATTTGACTTGGA



AAGCTGTTGGTTTTCTTATTTAGAGTTGGTTTCAAAGCCGGACCATTTCAACAATGAACT
GTTTCCTGTAAACTATTTATCTGATGCTAGTTTCTTTGTGAC
>CL9081Contig1
TCGGCACGAGGTTCATCTTTTTTTTTGTACTTACTTTTGTGGAAACATTGTAAAGACTGC
CTTAGCTGACTGAGACTGATCATTGTTACATTGCTGGCTCTGTGAAAATGATCTTTAAAA
AATATTCAACTAAATGCTGGACATCTCTCTTGTTCAAAGGACGGTGATCGGCGTATTAAA
AATGTGTACCCATGAAAAAAAAAA
>CL9082Contig1
CACGAGGCTTTTGTCAGGTACACAATCCACTGGAGTTAAGTTGATTGCTTAACGGGTTGA
AAAGTTGTCGTAATAATTAAAAATTTATCAGATTGGGAGTTTTTACTTGCCAAAAAGGTG
GGTCTACGGGCAGGAATGCCCAGTTTAGCTTAGTCTGTTTATTTTACTTTAATTAAGCAA
TTAGCTATTGTATTTTATAATTGTACAATTAGTGAAGCCCGTTGAGACAACTTTGTTGTA
ATATTGGGCTAAATAAAAAAAACTGAATTGAATTAAATTAATTTAAACAAAGTATAAATA
CAGTTTATTTTACTGTTTGTGGTGCATATCCNACTGAAATCTTTATATCTAACAAACTAA
AATTAAATCAGAGGTAATTACGTGACCCTTCCTGGATTTTTTTTGACTCAGTCGCATTAA
AAATAATCTAATTTACTTTCAAAAATAAAAAATCTGCTTTATAATCCAGTGAGTTTAGAC
AGACCAGTATGAAATCTGGTCTTTCTAAATGTTTTAGTACGACTTTTTTAAACTGATATG
TCGCATCGCTTGTTGGAATGTGGGAGCCTTGTAGGTACTGAAGTCAGAAGCCTAGCACTG
TTCTTCAGCTGTTTTGAATGAGCTGTCTGACTGTTTTGTTTTACTTAATGTGGCTTGCTG
TCCGAAAATATGTCAGTTCTTCAGCGAGCCTCAANGGAGGGGTAAAAGAGACACATGTGG
CTCCAGAGCCTCAGGTGGCAGATCCATGCATTTGGAGTTTCTTTAACGTGCCTCTCTATC
CACAATCCCAAACTTATCAGTATTCCGTCCTCCACTTTGTCCTGCCAGGTTTGTGAGATG
ATGATGAACTGCAGTGTTTCATCTGTCATGTCGAAGCGGCATAAAACTAATGAGATTCCA
TTGGCCCAAATGTTCAAGCGAAGGCAGGCGGTGTGGACAAGAGCTGGGTGTAATGGTGTT
CAGTACACTCTCTTGCTCTTTATTGCTCATGTTTCCGGTCTCTAATGGTTATAAAGTGGA
TGTCTCTTCCTTTGGGTTGATTGATCACCTAAAGTACGGACCTCTCTTGCACTGTAATGC
GCTCATTCA
>CL9083Contig1
TTTTGTTTTTGTTACAGATTNTTTGTNTTAATGCTGCTCATCGGAATTTGTTTCTGAAGA
ATAAAATGATTAAAAAAAATTAAAAACAAACCCTTGATGCATAAAAAAAAAAAGTAGAAG
TAGTTGTGATGAAGAAATCCAAAATGTTTTTCTGGTCCTTTAATCCACAGTCACATCGAT
CATCTCCAGCGCATATTTCTGGTTCTTGATGAGCTCCAAAAGCCCCTCGACGTCAGAGTC
CTCGATGCTGTTCCCCATCAGGTGCAGCTCGGCCAGATATTGCGGGTTGGACTTCAAGGC
AGCAACCAGGAACGTGACGCTNTTGGAGGTGAGCTGGCAGCACCTCAGGGCCANACTGGT
GAGGGTNCAGCTCCGACTNTTCAGCCCCACNCANAGCTTTTTCACNCCGCGGTCTTGGAG
CTCGTTTCCGGACAGGTCCAGCTCGCTGNTCCTACTGTCGCTGGACCCCAGTCCGGACNC
CAGTTCGTCACAGCACTCGTCG
>CL9084Contig1
TTCGGCACGAGGCACGAAGAAGCGCAGAACCTCCACCTCACCTCGACTCCATCTGAAGCT
GAAGGGAGTCCGGTTTCAGTGGTCGAACAAGGGAAGTGCGTTAACGAGGTCGCTGCAGAT
GAGGGCTTTGCCGATGCTCTCGAGGAAAACGTGGCGAGCTCAGCTTTACCTAATGGTTTG
AAGCCAGAGTTTGCCGTCCACCTTCTAAGCAGTGAAAGTCCAAAGCCTGGTAACTGCGTG
ATGGAGCATGCGAGTGCTGACGGTGAACAGGAACTGGAGGAGCTGCTCCGAGAAGCCAGC
TTGGAGTCTGGAAGAGACGCAGTGTGAACTGTCCATGTGTAGACAGATCTCCGATGGATC
CTCAGCTATGTGACCACAGTGTTTTTGTCATCTCTGTGACCGGACCATCAACATCTTTTT
CCTTAAACAACCGAAGACCAAGTGTTACAGCAGTCAAACGTTGTGTTCAGAAAGGTGAAC
AGTCGACCTTAAGAGCTCACCTTTTGTCCCATAAGGAGTCTTTACAGCCACACTACATCC
TCTGTGTGAAAGGGCGGAGAGAAGAAATCCCCTTCGTATCACTACATCTTTCCAGCCTAA
GATCTCCACAGACGCACACATGCCTGTGTGAGAGGACCGAAGAGACGAGGAAGGCCGGAT
GAAACACTAACCAAAGACAGAACACACAATCTCATTTAGATCCTCGGCAGTCCGTTAGCT
AGCAATCAAAAAATGTTCCTCACTCAGAGCTGTACAGGTGATGACTACAAAGGTCTGTGC
TCCTGGACCCTGTTGACCAAACCTGCAGACTCACAGAGGTTGAGGTTGAGAGTGTGTCAC
CCTGAAAGGTTTTTCTATCAATAAAGCTGAGGTTGTTGATGTGTCTGTTTTCAATGTTAA
CCCTGTGTGTCTCCCACCTTCTCCTGGACTCTTTCTCTCCGCCC
>CL9085Contig1
GAGTGTCCCCCCGCGCCAAGACCGCTCTACGCCGGCTCTGAGAGGCTGCAGCCCGCTGCA
GACTGCGTCTATACTCGCAGAGTACCCGTGGATGAATGAGAAGAAAAGCACCAGAGGGGC
CGGGCTGCTGCTGCTCCTGCTTCCCCTGTTGATGCTGCGCCGACGACTGACTCCCCGCCA
CACTACTTTCCCCCCCAAGGTTCTCCGGAGGAGCCAGAGAGCACTGACGACGGCGCGTCC
AAGAGACTGAGGACAGCGTACACCAACAACCAACTTCTCGAGCTGGAGAAGGAATTTCAT
TTCAACAAGTATCTTTGCAGACCCAGGCGAGTGGAGATTGCGGCGCTTTTGGATTTATCA
GAGAAGCAGGTGAAGGTGTGGTTCCAGAACAGGCGAATGAAGCACAAAAGGCAGAGTCAC
TGCAAGGAGAACTGGGACGGTGAGAGGAAATACGCGTGCGTAAAGGACGCGCCGGGGATC
GACTTCCAGCAGGCTGCGGACAGCAGCATGGCGGCCCAGAGGGAGAGGTGTTCCGACCAA



CACACACCGACTTCACCCCACAACAACAACGCAAATAGAAGGGGGAACCAAGCTGCCTCC
CTGATGAGCAGCAATGAGAAACATCTGAAACATTTTCCAAACCCAACACCCACTGCTCCC
GCCTGCGCATCAACAATGGGCCCAGACAATGATGACTCCTCCAGCCTGGACGGGTCCTTG
CAGACATTCCAACCTATCTCCTCGTCTTCCTCTTTCTCACCGAGTTTGTCGGAGTCAGCC
CAGAGTCCCCTTCATTTGCCCTCCGAGAGTTTCAACTTTTTCACGGAAACATTCACAGCA
ATGGACCAGCAAAACCTGATTTACTGAAAGACACTTCTCAGTTTGCTGTTGCGTTTTTGC
GTGCTCGGTTTTTAGAGTTATGTTTGCAGAAAAATAATCACATTTCACGAGGTAAGTTTA
AGTTAAATAAGCTTTCACTGAAGCATCATTGGTTCTTGTAGGTCTTAAAACGTCCTCACA
TTTGTATTTTTTTTAGAAAACAAAGCAAAAT
>CL9086Contig1
GTTAAGAGTTGTAAATACAGTATTTCTTTTTCTATTCTATTTTTATTTTTATTTTATGTA
ACTCCTTCACTCCAAGGCTGCTGCAATTTCATTGTATCCCCATGTACAATGACAATAAAC
GATTCTGATTCTGATTATATCACTTAGACACAGATGGAGAACCATATCAACTGGATTGGT
AACAGCAACAACCACCGACCAAGCCGGCAAGCCCTGGCAGAAAAGATCCCCACAAGAAAC
ACTGCAGGCTGTTCCATAAAAAATATAGTTTTACCATTGCCTTGCAGATCACAGTTGAAG
TGGTTTAGTTTTCCTAAAAAAATTCAGAATGATTGAAGTTACAGGTGAACTTTTAGACAA
CATTTGATCCAAAAAGGTCCGAAAACGTCTTTTTAGGCAAAACTGCAAACACCTATTTTT
TTGCATAACTTATCTTTCAAATATCAGCACAAAAAAATTAAAAACGGTAGGGATCTGTGT
TTGCTGCCTTCCATATTTTTTTCAGACTTAAAAGTGTAACAGATGATTTATAAAAAATCC
TTTTTCATCCAAAAACCTGTGTTAAATCTGTCTAGACTTAGTATTAAAAACTCTCCAAGA
TGAATGTGCCTGACTCCACCTGCAGGTGGATCACAGACTTCCTGACGGACAGACAGCAGT
ATGTGAGGCTGGGGAAGCTCGTCTCAGATACTCGGACCACAAGCACCGGATCCCCCCAGG
GCTGTGTCCTTTCACCCCTGTTACTCTCCCTGTACACAAACAGC
>CL9087Contig1
TTTTTTTTTTGTTTGTTTGGCACATTTTATTTAGTTTTGCCAATTAAATTAATTTATAAA
TACTTCATCAGAGCCAGGAATCTGGCTTTGGGCACTTTTGGTTTTGGACAGGCAATGTGT
AAACCTTTGGTTGAACCCCCACATGCCAACAGCTTTTAGTTACTGCTTAGACCAACCCAC
ACAGAAGCAGTAGGTATACACATTGCCTTTCACAGATTAAGAAAAAAAAAGAGTAAAATA
GATTATGAACCCATCACATTCCCAAA
>CL9088Contig1
ATGTTTTACCTGAAAATAACGTGACAGTAAAGCCTTTCAGCCATTAGTGATTCATTCGCC
GCTGTCCGGNATATGCTAGCTACAGACTAGTTTAGCCTCGGGNGACGGAAGTTTGTTTCT
TCACTATACCGCCGGCTGGTAACTTCCGCAGGTTTGGTAAACAGCTGGGGCTGCCTCCGA
ACTGTGGGCACCATGCTGAACGTCCCGGCCCAGTCGTTCCCTGCCTCCGGCTCCCAGCAG
AGGGTCGCCTCGTCTGGCGCTGGGAGAAACAAGGTGGTGTTGAAGCCCGGTCACAGCCTG
ATGGACTGGATCCGGTTCGCAAAGAGTGGAAAAGACCTGACTGGACTGAGGGGCCGCTTG
ATCGACGTGACCCCAGAAGAACTCGAGAAACACAACCGCAGAGATGATTGCTGGACCTGT
ATACGAGGCATGGTGTACAATGTGACTCCATACATCGACTATCACCCTGGTGGAGAAGAT
GAGCTGATGAAGGCTGCTGGGATAGATGGCACTGACCTCTTTGACCAGGTGCATCGTTGG
GTCAACTATGAGTCCATGTTAAAGGAGTGTCTGGTTGGCAGGATGGCACTGAAGACCCCA
GCAGCTGTTAAAGGCGTTACTTCTCCACTGACGGGCTTTGCTCCACCCGCTCCAGGAGCT
CCTCCGCCAGTCAAAGACTCTCGGCCTCGATACGACTGGTTCCAAACGGATGCGGCCGTC
CATTTGGTCATATACACCAGAAGAAAGATTCCCAGCTCTGGCTGTATGACTGCGGACCTG
AAGGCAGGCCTTCTTCGGGTGGAGGTCCTGCTCGGGAAAATGTCCTACATGCTAAATTTG
AGTCTGGCTCATGAAGTTGATGCAAACATTTCTGTCAACGCTGCCTCCTCTGTGGGGAAG
ATCCAGCTCAGCGTGCGTAAACTGACCAAAGGAAAATGGGCGACTTTANGCCAACCTTTG
>CL9089Contig1
CCAGGGAGACTTCACTCATGTTCACCTCCAACCTCCCCTTCATGGAGGAGTGCCTCTCAG
GGCAAATCTGGGAGGGGAGGAAGGTGAAACCCTCAGGCAGGTATGCAGTGGGAGGAGCAT
CGCTCTCACTGAAGTTGAAGTCATAGGAATAATCTGTGACGTTGATGCTGTAGGCCCCTC
TCACCACTTGCTCTAAAACCTGAGCCCCAATGGTCTTAACGTTTTTTCTGATCTGGATGC
TTCTGGCTTGGACCGCGAACAAATACTCATTCACGATTCCGGGGGCGGAGTAGATGAAGT
ACAAAGCCGAGGTGGACAATGAAAAAAGGAATAAAAGCCCAAGGAATGACCTTCTCCGGA
TCCGCAAATGTGTCGGCATCATACAGGCAGCGAAAACACACACAGGCACGTCTTCTTCTA
TGGAGCGATAACGCAAACGCTCCCAATGTGTCCAGTTTGACAGAACCCTAGTCTCAAAAA
GAAAATACAATAAAATAAAATGTGCGGACGGTTAATGGGCCGAGAGGAGTGGTGTGTCTG
ACTGCAGCAGCGCCGAGAGACAGGCGAGTAGGAAATCGGTCTAGTATTTCCGCGGCAAGA
AAAAAAAAGGAGCTCTAGACATCCAGTATCCTACGGAGACATTGGAATTCCATTCCTGAG
CAGAGGCTTTTAGGTCTGGATCTATCGGACGAGGTCAGAAACGGCTGGCGGAGAAAGCCT
GGTTAAAGTGGCCTGGCGTTCTCATTCAGAGACCATCATTAGACGTCGCTGATGTTGCTC
TTGCCGCTCCTGCGCTTTGGTTGCCTGCCGCCCGCCCGCCTGCCAGCC
>CL9090Contig1
GGGGGATACCTTGGATCCCTTCATCCATCTCCCTCTGGAATTTCTCCTTCTCCAGCTCAC
AGCCGACCTGAGGGTCTTAACCACAGACAACATTCAACATCCCACCTTCAACTTCCAGCT



TCAGACTCATCTTCCTATCTGACAGTCTCTTCACCCTTCTGAAGGTTTTAGCAGACTCCT
TCAGGATCCCGCCCTACGTTCCCGTTTCTATCTACACCATGATAAAATAGCTTGAACCTG
TTTTCAATCTTTAAGCTTTGCTCTCTTTCCATCTGGTCTATTGAACCAACAGCATTGTGT
GTCAGACAACTGTAATGTTTTCTCTCAAAATCTCCACATTCAAAGTTCCTGAACTCTAAN
AAAAAAA
>CL9091Contig1
TTTTTTTTTTCTTTGTATTTTTTCTTACAATTTTTATTTTTCCTTTTAGGAACCCGTAAA
CCAAAAGAAAAACAATACAACTCTAGGAAATGAAAGATAAACCATACATGGTTTCAGTTT
AATGACTGTAGCCTATAACCTCAGTCGAGGGAGCCACTACTGTCTATTTGATCCTGCGCT
GATATGATTCACGACGCAGTAGCTGGTTGAAGGGGACCAAACCTCTCTGAAACACCTGAC
TTGGTTCCGTTTGACCAGCCACAGCAAGGCGAGTTGCTTCAGCTGCAAGAGGCAAAGCAA
GAGAGAAGAAGAGAACCAGAGTTGGATGGATAAATGGAGGAAAATAAGGAAGAGAAAATA
AGGAAATAAAGACAGAAGACAGTCCTCAGTAGCTTGCAGGCTGTCAAACCCTGCAGGACT
ACCACATCCAGGC
>CL9092Contig1
TTGGCCTACACAACTCTTTAGGAACGTAGGAACTAAACCCTTCAAGCCAATCCCGCCTGT
CACCCGCTTAACTTTCAGCCAAGTCAATTATTGACATCTCCCATCAGTGAAGAGACTTTT
CTTCCCTTGCTAGCCTCAGTGCCACTTTAAAGCCGTTAGCTGCGCATCATGGCTGCTCAG
TGTGTCACCAAGGTGGAGCTCAGTGTTTCCTGCGATCATCTGATGGACAAAGACATCAGC
TCCAAGTCTGACCCCCTGTGTGTCCTGATGATGTGCGGCGAAGACTCCCGGTGGTACGAG
GTGGGACGCTCTGAACAAGTGCAGAACTGCCTCAGCCCCAGGTTTTCCAAAAAGTTTGTC
ATCGATTACTTCTTTGAAGTAGTTCAGAAACTGAAGTTTGGAATTTATGACATTGACAAC
AAGACAATTGACCTGAGTGATGATGACTTCCTGGGACAACTGGAGTGTAATCTGGGCCAG
GTTGTATCCAGCAAGAAACTGACACGACCACTCGTCCTGAAGAACAATAAACCAGCTGGC
AAGGGGACCATTACAATTTGTGCAGAGGAAATAAAGGACAACAGGATGGTGAACTTTGAG
GTAGAGGCGAGGAAGCTGGATAATAAGGATTTGTTTGGAAAGTCTGACCCCTATTTGGAG
TTTTACCGTCAGACAGACAGTACATGGCAACTGGCTCACAGGACAGAGGTGGTGAAGAAT
AACTTGAATCCAACGTGGAGGCCCTTCCGAATCCCTCTGCAGTCTCTGTGTGGAGGAGAC
CTGGACAAACCTATAAAAGTTGAGTGCTATGACTACGATAGTGATGGATCACATGACTTA
ATTGGAACTTTTGAAACCACAATGAAACGTCT
>CL9093Contig1
GGCACGAGGGTTTGGTTCAAAGGCTTTAATGAAGGGAACAATGTTTGCAGATTTTTTTCT
TTTCTTTTCCATCAAGCAATTGTGTTATCAGCTCAGTTTCAAATGACAGTTTTACCTCCC
TTTCACACCATTTCATTGTTTAAAAAGCCATTGTATTTCTGTAAATGGGACGGGACAAAA
TAAAGAATTAAAGGCACATTCACTGCTGGTGTTAAACGCAAAATATGCATATTGTATATG
TTTTATTGTACAAGGGACATACGAAAAATTTTGTACAAAGTAAAGAGCAAAACAAGTTTC
CATTCTTTCAGTGGATGTTTCAATGTCCTTTAATATTCATCCTACTTATTTATTAAAGCA
GTTTTGACACATTAAAAAAAAAA
>CL9094Contig1
ATTCGGCACGAGGGTGTATTACTCCCATCAGTCGTAAGCAGCAGAAAAACGTTTATTTTT
AAATTGGTTTTGTCTTGGTTAGGTAGTTTCAAATTGTCATACCTTTATTTGCATTGCTTT
TTTTGCCATATTCAAGGAGAATATGAAAGCTTCATAGACTTAATACATTTACTCTCTTTT
GGAGTTTCACTTGAAACGAGTTCACACAAGAAATACGTTTCTCCTTTTACTTTGAAATAC
ACATAAAGTATTGTTTTGTGTGCTTAGTAGTCTTTGTACACTCCTCATGTATATGAACCA
CACCAGGATTCACTTGCAAGCAAACCACAAGCCTTGCTTTTAGGTGGGTTGGAGGAACAG
CTGTATTTTCTGCACAGTCATCACAGCTAAAGACATTTTCAGTTATTATATTTTCAAGAC
ACAAGGTATCATGGCATTGATTTTTTGCGGTTATTATATATTCATCCAAAATAAATCGCC
CATTGAAAGAGTTACAGGGGTTTTATTTAAGTTACTGAACCATAGAAAACTCACAGTATT
GCAGTTCCCGTTGCCACCAGTTCCAATATCCAGAGAAAGAATAATCCTCACAGCAAAGTC
GCTGCCTGTTCTGAGTGATCAGAAAGAGAGGAGGAATTACTGCGACACAGCATCAGAAAG
GCTCATACCCTAGAAGAAAAATCACTTATTTTGATTGTTTGCTGCCTGGCAGCTTTGTAG
AATATCAATGTGAGGTGCTCTCATATCAATGTGAGGTGCTCTCAGAATCCTCTCCTCCTT
TTTCTGTGTCACCTGTAAGTACTTCTAAATCAAGGTTCTTGGCAAAAAGCCAAATCTTAC
AACTGGCCAACAGGACGAGCGTCCTGCACTAGCATGGGAGCTATGGGTTTTTGCCAGGTG
CTTCTGGCAGGTTTCATATAATTATGCCAATAAATAAATTAAAAAATAAATCAAAACAGC
TACACCCTCTTTTATNATTTTCCTGTGTCTCGATTGAATGCCATA
>CL9095Contig1
TTTTTTTTTTGTTCTTAACTCATTTTTATTTCAGTTTCACTGGTTGATACATTAAAGACA
GTGTGGAAGACATTTTTTGAATCTTGAACTGAAAAAGCATTACAGCCAAGATCTGCATAG
GAAGCAACAGCTACCCCTGAGATTCTTTAGTGCAACAGGCTTTAAAGCCATGAAGACCGC
CCTTAAGGCCAGTCACCCCCACCTCCCCTTCACTGAGCAGACAGAGCAAATGGAATAAAA
AAAACAACAATTGTTGTTCGAACTATAATCTCAAGGCTTTTCCTTCTTTAAAAAATGTAA
TCAATGACAAACACTTTCAAGCTTTGGTAAAAGGTCTTCCTATTACACCCCCCCCAAAAA
GAAAAGAAAGACGAAATGACGACAGGGTTGTAAGTCATTTGAACGTAAACTCAACTCAT



>CL9096Contig1
GAATGCAGATTAGATTTAATTAATAAAGAATCAACCCATAATTTAAATCATCTGGATTTT
TTTTCTAAAGTTTTCAAACATTCAATTCTTTCCTAACAAACTGGATCAGAACATGAAAAG
ACAAAGTTCCAGCAGGTCACAAAGTTCCTGACGTTCTCCAACACCTTCACAGCTGGAACC
AGGATCGTTCATTCAGACTCAAAATCCTGAATTCTTCAGATTTTCTTAAGAACAGGAAGT
CGTGAAAACGTGGTTTCCTGTCACAGCCACCCGTTGGAGGAGAAGTCCCGCCTCAGCTGC
TGAGTCTCCGCCTNCCGTGAGCGGCTGAAGAGGAGATCTGGAGGCGCCCCCGTGGAAACC
AAACCACTCCATGGCCTGCTTGAGGGCG
>CL9097Contig1
ACGAGGCCAAATTTCCAAGTCATTTGCCACGTTCACCCTCAAAGTCCTGTTTTGAAATGC
AGAAAAACCTACATTCTTTCCACAGTAGACGTACTTGATGTGTGTGTTTTTGTTAAAAAA
AAAAGGTCTTTGACTGACAAAGTCACGGATCCTTTCACTCTGTAATCACCTCCAAAGATG
GAAATCCTCTTAGGGGAACCATCTCAAACGGGATGGGGGTCGAAACTGGGGGTTTGCTTC
AAACAACACACATGTAAGGCAAGGGGCCTTATTGGTGTCTGATCTGAAAATAGACTTAAA
TATTGTTGTAGTTCTTTTTACTTTTTTATTCAACCACAAAGAGCCTCCCACCCATCTCCT
TTAATTTTTTTTTTATAAAGGAACAAAACTCAAAATGAGGAAAATAAACTTAAAACAAAA
AACTGTTTTCTGTAAGTGAGTGTTTATGCACTTTGTAAAAAACAACAAAAAAANAATTAT
TATNTCAAAAGGCAGCANTAAAACTTGAAACCAATTAAACCCCNCGTCTGGAAG
>CL9098Contig1
GGGAGGACTCTGACGAAGAGGAGGGGCCTGCAGACCAGGACCNAGAGGAGGAGGGGCTCT
CTGAGTTCAGGAGTCTCTTCAGAGGAGTTGCAGAAGGGCTGAAGGAGGCGGCAGCGGCGA
GTACTGCTGGCTGTAGCTCCGCCCCACTTGAAGGAGGGCTGATTAGAATCAGGACTGTGG
AAGATGCGGAGCTCCTCCCACCTGAGGATGTGGAGCTCCTCCCATGCTCAGAATCTCCAC
CCTCGGCCCCTCAGGAAGAAGCCCCGCCCACAGGGCAGAAAGCACGCGGCAGCAAAAAAC
GTAAGAGGAACATTGAGCTGAAAGAAGTCCTCACCAAAGACGCCAAAACTGTCACGGTGC
CGCTCGCTCCGACCCTGACCGACACCGCAGACGGTTCTGATGAGGAGCTGGACCAGCGGG
GGCTCATCATGGAGGCGTTTGCTGGGGATGACGTCATCGCAGACTTCCTCAGAGACAAGA
GGAAGCAGGAGGACGCCGCCAAGCCCAAGGTGGTGGACCTGACGCTGCCAGGTTGGGGCG
AGTGGGGCGGGCAGGGCCTCAAACCGTCCAGCAGAAAGCGCAGAAGGTTCCGGGTCAAGG
TGGCGCCGGCTGAACCCANAAAGGACCAGCGCCTTCCCGGNGNCNTCATCTCCGANCNNA
NG
>CL9099Contig1
GCGTGAGAAGAGATCGCCATGCCGACGGACACCAAACGTGTACGCGGGCCCGAGGTGTCT
CAAAGCCCGTCTTTGTTTGACTGCAGACCCTCTGTGGTTCCCCCGTCGCATGGGGCCCGA
GCGGACGGCCGCCAGCGGGACCAGGTGGACGTCCGGCCGGTGTTTGTGCGCTGCGGCCTG
GTGAGTCAAGCTAAAGGTTCCGCGTACATAGAAGCTGGAGACACCAAGCTGCTGTGCAGC
GTTTACGGCCCGAGAGAGACGGAGCGGAAAGATGAGACTGACATGAAATGTGGACGACTG
ACCACAGACATGCGCTTCGCCCCGTTTTCCTGTCCGGAGAGGGGCTCCTGGATCCAGGGG
AGCCAGGACAAGAACTTCTCCCTGATGCTGCAGGAGAGTCTGCAGCCGGCCTTGTGCCTT
CACAAATACCCCCGCTCCCAGATTGAGGTCAACGTCATGGTCCTGGAGAACAGCGGTTC
>CL9100Contig1
AGTTAGGATTGCGATATCAAAGTACCCAGAAGTCAGAGTCTTCTCTGCTATGATGTCCTC
CAGAATGTTGTTCCTGCAGTCATCATCAACACAGCTGCGACACGTAGCTCTGCTTTTTTC
TGCTATGTTACCAATGCTGGCGTCTGCCCTGATCAGATTGGAGTTAGGGAATTCATTTCC
TAATTCCACCCAATTACTGTGACTGTAAAAGTCCTGTAAAGGATGCAGAATTTTTCCCAG
CATTTGCCTAGCCGCCTCATAATTTCCTTGCGTGTTGCTTGCTTTGACAGCTGTTAGTCC
TTCTGTGATGATTCTCTTTCCCTGGACTAGCATTTCATTATCAAAGTGAAAACTTCCATC
AAGGGCATAGCGAATGTCCACTTGAGCATTCTTCAGCTGGATGAAGGTAATGGCTTCCTT
GAAGGTCCTTGAGGAATGCTTTGCATTGCAGGCNTGTGGTGACACCCTCTACAGTGAAAG
GCTGTGTAGGGAAGTTGAAGTTTGTCCCCTCTGCCAGGGCCAGGCTGCGGCATGTCTGCA
CTGTGGCGTTCAGGATAGCTTGCTTTGTGATTTCCAGGTGATTTAGAGATTTTCCGGGTA
AAATTCCAAAACTCTGAGCCCCACGTTGTAGAAGCAGAAGACACAAAACAGCCAACTCCA
ACTGCATTTTGGCTGAAATGATCTTTATGCTGTCCTGCAAATGTGNGTTATAATCCCCGG
CCA
>CL9101Contig1
TTTCCATAGCGTCCATACTGAACGACATTGGAGGTGTGTCTCTTAATGGTAGCCTGCTGC
TCAGTCCTCTCGGAGTCCCGGCTGGAGAAGGATGCGTGACGTCTCACTTGGCTCGATTTG
CCTTCAGCATCCTCATCCTCAATACTTTCATAAACTTCGTCGTAAGTTCTGGAGTCTATG
CATGTGGTTGTTGCCCACAAGAAAGACTGTCTGGCAGCGTGCCGGATATCTGTGAGCGTG
TCCACATCAATGTAGTCGTAGTGTAACTCAACAGGAAGAGCAGGGCTGCCCGTCTCTGCG
AAGAGAATACCCAACCAGCGGCCAAGATCTTCAGAGCAGCTGGCCTCTAAAGATGCCAGT
TCATTTCCTCCCTGCATGATGCGGAAAGAGAAGGGATGTTTGGGTCCGAGTCCGCCTGGC
ACCACCTCCGCCCTCTTGAGCGGCACAGATGTGGCATTCTTTCACCGGCCCGTCCATGTT
TTGCTCGGATGTCCACTTTTGGGACAAGTCCTGCCCCTTAGGCTCCTCCTCCTCCTCCTC



GTAAGACTCATAGGAGCTGCTCAGAGCATCTGAGTCGTTGTTGGAATTTTTAGGAGGTCC
ATTAATCCTGGTGGTTGGGTAGTTCTTATCGGCGTCTTCATAGTAGGCGTCCTCCACAGA
GTTCCTGGAAGAGTTCACCGTGGTGGTGAAGTACTGCGGACTGGATCCAGGATNCTAGAG
GAACAGCTTC
>CL9102Contig1
ATTAGTACAGATTACATGGCAACTAGACCTACTGGTACAGTTTTTTATTGTCTGCATGGA
CAGACACAAGAAGAATCAGGTTACAAATACACAGATATATGTGTGTGTGTGATTTTATAC
AGCATGAAAGAAAGGGCAGTGACTGGCATTACATGGCTACCCCGGGGGTGAAGGGCCAAG
AGGGCTGGGCTTCTTTTTCTGTCTAAAGCCTCGACCCAATCCCTATTCCCGCCTCTTCCT
CAGGTCACACTTTCAAAATAAAGGGAAAAAAAATCATACAAAGGGATAAAGAGGTAAACT
GAACTAAGAATTAAAACACAAAGTCACTGCTGAAAAATGTACACACATTCCTAAGGTTTA
ACCAGAGGAGAGCTGAAGTGGTAGTTCCATCTAATTCGGTTTTTGTAACACCATCAGGCA
AAATACTCTGTTTTGAGAGTCCCTTCCCCTTCACGCGACACCTCAGAACTGTCCAATCAA
ACGTCAGGATTTGAGTTCCTGGCGTCCTTTGAGTCAGTCACCAGCTGAAGCAGTTTTGGC
TGCTCCAAAAACACCACCATGTGGATGCATGAGGGATAATGACTATCAGTAAAGTTGATG
GAGAGTTTTGGAAGTAGCTTGGTTTTTGGTTGGTTAAGGTTGTGGCATTGGTTTGGTTAC
AGTTTGGTTACAGTTCAGGGGTTTGGACTAAGCATTGTTGGCTCTCGATGCCTTTGGTTG
TCANAGGATGAGCTGCGTCTCTGAGAGCTACTCCACATTTTGGCACTGAGAT
>CL9103Contig1
TCGGCACGAGGGAGCTGTGCTGAGGAGAAAATGAAGCGCACCCTGGGATTGTGCCTGTTG
ATCTGTTCAGCTCTGCTTGGACCGGGTTCAGCTATCCGCTGTTTCAACTGTAAAGACTAC
ACGGGCAGCTGCACCAAACAACGCGACTGCAGCTACGACGACGCCTGCCTCACACTCAGC
GAAAGAGGTGGGATGACCTATCGTCAGTGTCTGAAGTACTCGGACTGCGAATACAACCGC
CTGGCCCAGATGTTCCCCCAGGTTTCCAGGTTCACCTTAAAGTGCTGCAACTCAAACCTG
TGCAACTCTGCCCCCCACTTTGCAGCGAGCTCTGTGATTGGTCTGCTGTCCTCTGTGGCC
ATCATGTGGTGGTGCATCCACTGAACGCTCAGCGGCCCCCCCTAGAGTCTCGACAGCTCA
TCATGAAGGCCAAGCTTCAGCTTGTTCATCAACGTCTCAGCTCCATCAGCAATACCCTGA
TCCAATTGCCAGCCTCCATCCCTCCATCTATCACACGTCTGGGGGGGGGGGG
>CL9104Contig1
CCTATCCAGCCGTGGGTGGCTAGCTGCTTTTATTTACCTTGACTGAGCTCCTTGTTATTT
CTGTTCGCAGCGGGTTGACAGTCCTCACGCCTGGTGGGGAATTCGTTTTATTTCGAGGTG
CGTGTGTAGAAACACCCACCTCAGATCCCCCTTCTTTTATGCCCAAACGTCGTTTTTTCT
TTCTTCTTTTTTCTTTTCCCAAGCTGCTAGCAACCCAGCACAGCACAGCACAACGGGTGG
GGTGGATTTCTACACCTCGGCCCTCGGAAAAGCCAATATATAACGTCGCGGGAGCCACGC
TATGCTGTGGAACAATGACAAGCGAAGGGAACAGAACTGAGGAAGAAGAGCTTCTTGAAG
GGGGAGATGTGTCAGCAGAGAAGAATCTGATGAACCATCAATAAAAAGCGAGGAAGCAAA
GCGTTTTGGAGATGGATTTAAAAACGGCGGTGTTCAACGCAGTGCGGGATGGAAAACTCC
GTTTGCTTCAGAAACTCTTGGAGAACAAAGATGGACACGAAGTGATCAAGCTGATGGGCG
AGAAGACGAACGGAGCCACCCCGCTCCTCATGGCCGCCCGCTACGGGCACCTGGAGCTGG
TGGAGTACCTGCTGGAGTGCTGCAGTGCCCCCGTGGAGGTCGGCGGGTCGGTGAGCTTCG
ACGGGGAGACCATCGAGGGAGCGCCCCCCCTGTGGGCCGCCTCGGCGGCGGGTCACCTGA
AAGTGGTGCAGTCTCTGCTGGGTCACGGAGCCTCAGTGAACAGCACGACCCTCACCAACT
CCACACCTCTGAGGGCAGCCTGCTTCGACGGCCACCTGGACATAGTGAAGTACCTGGTTG
AGCACAGCGCTGACCTGGAGGTGGCGAACAGACACGGGCACACGTGTCTGATGATTTCCT
GCTACAAGGGTCACAAAGACATAGCGCAGTACCTGCTGGAGAAAGGCGCAGATGTCAATA
GGAAAAGTGTTAAAGGCAACACGGCGCTCCATGACTGTGCGGAGTCGGGCAGTCTTGAG
>CL9105Contig1
GCAGAACAACAATTTTCACTTGGTTATTATGGGATGTTGGATGAAGGATTAGTTTGTCAT
CGACTCCACCTTCTGGCCAAAGTATTACCATCACTCGGAAAATGAAGTTTGTAATTCTTT
CATCAGCTGTATGGCTGCAAATCAATATGAAGACCAGATAATCCAGCTGCAAAGTTGATC
CGTGTGCACTTCTCGCTGTTGACCTCAGCCTTGAAGTAACAGAACTTGTATTCTCCGTGG
ATTTTGTAACTAGAATATTATTTTCCTTTCTTGGGACTGTAATAAAACCAGTGCAAGAAG
ACTGAAGATTGTAATATAAATGTGCCAATAAATAAACACCAGTATTTC
>CL9106Contig1
CGCGGCCCGTTTTTTTTTTGTGGCTTTATTCCAGNATGCAATGTGAGGTGTAAATATCGA
ATGCACCTTAGTGTTTATGAATTTACTGAAAACTTTAAATCACCAAATGAGGTTTAAAAA
GTATTCTGTGCGATTGATATAAACTGTTAGTATTCCTGTGCCTTAGGCCAATGGAAATGT
TTTTAAATCAAATGGCCTATCTTAAGAGACAAAAGAGTATCTCTTCCTATTGGCGTTTCT
TATTTTCCTTGCCATATATGGTATGTATACAATCAGATCATAACTAAAGTTACAATTCCA
TTGATAGGTTGTATGAACTGCTGTTTAAGTCTCCTTTTTTTAGATGAACATA
>CL9107Contig1
TCGGCACGAGGGTCCAGGTCTCAGGAACTGAAAATGGTTTCTTCCTCTTTGGTGTAAATA
GCAGCAGGATATCCTAAAATGGTCATCAGGTGGGGATGCCGCATACGGTCACACCTGTAT
GGTCAGAACTGACACTTAGCTTTGCGTATGGAGTAATGTAATTAGATTCAAACATACACA



ATTGCCCTCCCCTTTTACCTCCCTTTCACCTGTATGGCGGCACCTGCCGTTTCCCAAAGG
CATCATGGGAAATGAAGCTGGATCATCAAACCAGTTTGCCGCTGTGAAACACGATTGGAT
CGATCATCTGTGGTTTTCATCCACAAAACTGGTCCTTTAAACGACGAGCAGGTCCAAAAC
TGCATCGACACCGGACCCGTGAGCAGTTATCCAACTTTTGATCCATTTAGTTGATTGATG
GTCAGAAGAACTTTCTGTCCCTGTTGGCAGTTTTCCCTACCTCGCTCCAGTGGATTGGGC
TGATTAGGCCAGCCAGGCTGCTGATGCTGTGTTTTGATTGGCTGACAGTGTTCTTTGTTA
TCTGGCTGGCCAGTCAATCTTGGTTACTATAACAACAGTTTAATCATCAGCAGGCAGAAA
TGGGTGTTCTATTCTTCAAAATAAAAGCTTCTAGCAGAAATCCACGCTGGAGTCCGAGGG
ATGTGTCCCGGCGCTCCTCAGAGAAAACTATCTTGTCGGGTCCTAAGACGTCTGTTGGTA
AGGTGGAATGTTCTGATGTTCCAGAAACAAAGTTGTCATGACAGCATTGGCTCCTCCTCA
CATATAAAGGTGTTCTTCGTGTTCTCCAGCTCCCGCCACGGTGTATGGAGCATGCTGATG
AACTGGGACAGATGTTTGGTCAGTTCAAGCCTCTGGACTCCACGTTCATTTGGAGCAGCT
CTCACCAAAATAAAAGCTTTTCCTGTGCCCGCCCAGGAACAGTTATTGAAAAAGAGTTGG
CTTGGAGTTAATTTAATGGTGACATATTTATTTTGGTCTCAATGCCTATGACCCCCCCCT
TTCACCAAGAGACAAAAACACTCAGTCCCTCCCACCATGTTCCAGTTTTGTTTCTGACAC
CTCTCCTGTCTACAGTTTAGACCAGTGTTGTGTTGGTTTGTTGCAGTGGGGGGGTGATGG
TGGTTTTCATTGTATCGTGT
>CL9109Contig1
GTATTAATCATTCACNCTCCAGCAATTATTTNGCGATATTTACATTTTTTTTCTTGTGTT
TGGATGCTCATCCACTTCTTATTACACGGCAGCTGGTACCCAGACGGCGGGTGACGACTC
ACAGCAGCGCTTTGCTGCAGGGCTCAGAAGTTGCAGCAGATCACCTTCTACAAAATCAGG
GTTTATAATTACAATTTTTGTAAGTTTTTTTTTTTTTTNNCCCCGGNANAAAANAAANCN
AAANTTT
>CL9110Contig1
CTCACTTTTGGATTTAGCTTCAAATGACGTCTTTCTTGCTGCAGGTCCCACACAGACAGC
CGAAGAGCCCGTTGATCATCTGAGAAGCACAGAGAATGACCTGCAGGGAGCTGGTGGCCA
GCAGAGTGCTGAACAGGCCGATGTGAAACTGGACAATGTCGCTGGGTTCTGTGCATATGA
ACCACTTTGAGCTGTCAGACAGGTAACCTTCCTCACTGTCTTTAAATGGTGTTGTCCAAG
CCAGCAAAACTTTGCAGTAGGGCCCGTTCTTCAAGCCCAGGCACCGCCACGATAAAGCTG
TACAGACCGCCGGCAACACCCACCGCAGCAAACGCAATGGACAAGAACATCCCGCAGCGG
TTTCCACAGCAACCCTGTGTCCCAGTCAAGTGAATGTAAAGAGCTGGGAGCAGCACCATT
ATGCCCCCTCCAATGACTCCCCCCATGTACTTCACCTCCTCAGTAATTTTCCCATCACTG
ACGTACTTGGTGTCTCCCGCAGGAAAAAAAAAGCACAATGTTACAGATGATGGAAATGAC
CACCAGCGGGTACAGGCCGATTGCGATGAAGCGGGAGCATTTTCCAGTGCACATGTTGAG
CAGCTGCCTTAAAATTGTATGGGGTTCCTGTTCTCAGAGGGAGCTTCCACCTGAAACTGA
GCAAAAACAGA
>CL9111Contig1
TTTTTTTTTTAGATGATTTCTGAATAAAATTTATTAATTTAACAGAAAAACAGGATTTCT
TTCAAAAACTGAAGCTTTAGAAATAAACGTTTCCAAGTCTTCCTATATTTAAGTTTAATG
AATAAAAACATTTTATTATATTTTAGTTGTAATGCCCCCCCCTCCTCTGATTAACGAGTG
TCCCTGAATGCATCATCGGCTCCTCCTCAGGGACCTCCTTCAGCTTCTTCCCCTCATCTT
TAGNCTGGATTCTTCCANAGAATAGATCTCCATGGTAACCGAGATGCTTTGAAGCCAAAG
ATCAGTTCACATCATCTGAGAAATCTGCTTTTAGTCTGGAAATCATTTGAAAGAAAAGAT
GTTTCTCAGTCCGGTGGGGGGGGGCATTGGTTCTGGAAGGATGTGAGTCGGGAACGAGGG
CGGAGTCAGGANAANACCTCTGGGGAGGGGAGGAGGCTGGAGGAGGACCTTTCCATGCTG
GAAGCTGCANATCTGTCCGTTCCTGAAATGAAGGAGTCATGAAGCTGCA
>CL9112Contig1
TTTTTTTTTCCAACAGAGGTTTTTGGACGTTTTATTCCGTAAATAATGTACAGCGCTGAG
ATATTTCTTTACAAAATAACAGGAAAAGGAAGAGTCAGTCATAAGCACAGACAGAAATAC
TTGCACTGTCCCAAAAACAATGGAATGTGACATGAGAATACAGCATTCAGGTTAGACATG
ACTTCCAGAAGGCAGACAATGACTCGTGCGGGTGATCATGTTACAACAACCAAAATAAAT
AAATAATAATAATCCATTTGTACTTCAAGTAGTGTGCTTTTGAGGTCAAGTCGTACATTT
AGTCAGGAACAATGCATCTGCAGACATAAGGTCACAATGTTTGGATATTCTTGCTACAGA
GGACAGAAAAAAAAAAGCAGAAGACAAAAGGACATGTAAAGAAAATGTAAAAATCAACAG
AAAGTCAGATCTGCATCAAAAAGGAGCTGCAAATATTTCCCTTTTTTACCCAACCGCCTG
AGCTACACTTCTTTTTCTTAAAGTTTTAATAGCCTCAGGAGAGTCATTGTATGTTTAGGT
TGGTGAGCACCACTCAGAAAAATATCTATAACTCAAGTCTGTTTGGACTGGGTTGATGGT
TCTGCATTGAGCCTCTTTGGTGCCTTACCTACCAGGTATCCTGTAAGGCTGGACAACAAG
TACTGAATCCTGAGGACCACTATTGAGCAACATTCTTCCAAATTGGCTTTATTATAGCTA
TTTTTTTCTGCTTAGCAATGTACATTTTAAA
>CL9113Contig1
CATCATCGATGTGATCTTTTCATCAGAAAATGATATCACTATCTAAATGTATATAATGTT
TATAAATTAAGAACTGAAATGACCAAATCCTTTTTATTTTTGAAGTAAAAGTAAAAATTA
AAAACAAACCCTTCACTTATGTTGTCTTTGAAAGTCAGTTGAGATTCCAGCTGGTATAAC



TGGTAATGGGCATGCCGAGCTGTGTCTGTGTTCAGCAATGAAAAATAACTTCCTTCCAAG
GGCAGAACCTGGTTTCAGATGGGAAATCATCCACTTTAAATCTTATAGATATGAATATAA
TACTTTATTATTCATTAACCCTTGAGATTTCATAACAAAAAAAATATCAAAAACATTGAG
TAGGTCTGACATACTGCAACAGCACACAAAAAGTAAATTAAACACCAAGAGAACAGCAGA
GGTCGTAAAAACTTTGTGCTTCTTTAATTTTCACTTAGTAAAGTCCCGTCTTAGTTGTGT
TTTAGTTTAAACTTTGTTATATATAATATATATTTATATATGTTATTGAGATAAACAATA
TGTATACTCCCCATTGAGGTTTGTCTCTTGTGGCAAGCAGAAAGACCATCGGGGGACGCA
GCTTTCCAATTCCTGTGCGTCTGTCGTTATCCCTCATTCAGCTCCACCCATCATCTCAAA
GGGTGGAAAAAAGGGATTCAGTCTTAGTGAAAAATTCAGACGTTTCCTCTGTCCTTTCAC
GTTCTCTGTGGAATTACCATTTCCTCGTTTTATTCTCTCTAGATCTTCATCATCTTTGGT
AGAGTGTCCGACACTTTGGTGTGTCCGGGGAATAGGGTTGGAGCTTCTGAGGACGGAGGG
TTAACGGAGTACGGGTACATGAGGGGGTGGACACATGGAGGCAGGAGGTTGATGTGCAGA
GG
>CL9114Contig1
ACTGGATCTATGGCTCCTTCATGTGCAGACTAGTCACAGCATCCTTCCACTGCAACATGT
ACTGCTCCGTCCTGCTGGTCACATGCATCAGCATCGACCGTTTCCTGGCCGTGGTCTACC
CCATGGACTCTCTGAAGTGGCGCAGCCCTCAGACCGCTGCAGCTGTGTGTGCCGCCATGT
GGCTCGTATCCCTGGGTGGTGTCTTCCCCCTCCTCATGTCAACACAGACCGTACGTTTGT
CAGATCTGGGAATCACCACCTGTCATGATGTGCAGGGTGTGGAAAAGCTGCAAGGTTTCT
ACCTCTACTTCTTTCCCGTCTACTCCGCTGTCTTCTTCTTCCTGCCTCTCATCTTCACTG
CGGTTTGTTACACACGCATCCTTCAGACTCTGGCAGAAGGTAGCGCGGAGAACCGCTCCA
AGAGGACCCGCGCCATGGTCATGGCTGGGATGGTGCTGCTGGTGTTTGTGGTCTGTTTCA
CTCCCACCAACATCATCCTGATGGTTCATTACGTCCAGCTGGCCCACAGCTCCGGTGACG
GCTCCTACCAGGCCTACCTGCTCTCCGTGTGCATGGGCAGCATCAGCTGTTGTCTGGACC
CACTCCTCTATTACTTTGGCTCATCTCAGTGTCGGAAGCAGGTGATGACACTGTTCGGAT
GTAGACGACCAGCGCAGAGCAGCTTGGAGGCGCAAAGCACCAGAGCGGACGGATCAACCA
ACAGCAAGATGGAGAGCAGTCAGACCGGTCCGGGCAGCCATTACAGCAGGCTGGAGGCCT
GAAGAAAGCTGCAGGATGTTCCATGGTCGAATTTTGTTTTTTAGTCTGCNTGTTGACCNC
NTGAAAAATTGTAGTCNTTGGTTTTGCNCTGAGGTTATGTGTGTTGGCCTGACTAGTGTT
ATAAATATTTTAATATAATTCNCTGAATAATTCTTTTCNTGGTTTTCTTTATTCTATAAG
GNGGNGAAATCTTTAGCGTCTTTCTTTAAATCNGTAAATAATTTATAACNCAAATGTTAC
NCTCCTCTTTGTTAAAGAACTGTAAAAAGNGTTTACCTTATGTCTTTATTCNTGTGATGT
ACNGGCNGAAAAAGCGTTTGACTTTTTCTCNCNTGATGGATCTCNATAGNGAAACTACNT
CCAAATAGAAAAATATGTTTATTTTATGAGTTTACAACTTAGCCTAAAAATGATCAAATG
NGGCTATTTCTCTGCNGAATCTGAGTTTTTGGGGGGGGGGTTAAGGGGAGATACATTTTT
TTTTGTCAAAACAGAATAAAGGGAATATACCTGTT
>CL9115Contig1
AATGGTTGGGTGCNCTAAGTTTAANGNGCAGGTGATNTTAAAAGCNTGNCAGAATTTTTT
TTTTTTTTAACCAANTGTCAGGAGCTGGGAAGAATTCCACGGTTTTCGTTTTTATANNTA
NGTCCCGGGAGATTTGANTCANTTTGTCANTAAGTACACCCTTGTTTTAAATTCACTGTC
TTGNTATGAGA
>CL9116Contig1
AAACTGTCCTTTGTCACATACANTCATAGAACTATTGTANATGTGCTCAACACTTTCAAC
ATTAAATAATAAAAAAATAGACAGCCATGTGTTATGTACATCGNGGTTGCTGAAGGCTNT
GTACAGAGGAGGAAAAAAACAAAATCATTTTATATTTCCAGACTTAACCTGGACGGATGC
CGGGCAGTTGGAGGCCCGAAGCTGCAGAAAGCCTTTGCATCATATGCAGGCTGAGCAAAT
GCGGCGACAACAAACTCCTGCAGACGTCGGTCACTGCAGGACTGGAACCAGCTCAGAGAC
GAACCGGCAGCACTGAAGGAGCGGACAGCGGAGCAATCCTAGGACTACAGCTACACAGCG
TATTATTCATCTATAAAGTCCCCTTTTGAACATCAGTCAACGAAAGGGACCAACAAATAT
AGCCAAATATTTAGTGAATGTTAGCATATTGTTAGGATTGAAAACATTTACGCCACTTGA
TGAGCAGACTGCTGGAGCTGCGGAAATCATGCTTTAAAGATACAGTTTAGTAGATTTTGA
AGCCCAATAAATAGAGCTTATCGCCAAGTCTAATGTGAGGCCATGCGATCATTTTCATTT
TTTGCAACAGGTATATAGAGTACATGCAAGTTTCCCAAAAATAAACAAACAGAAGAAGAA
AAAAAATCGGGACAGATCAATGGTTTTAACCCTGGTTTGAGACCTGACTGATTTTCCATT
TCTTTG
>CL9117Contig1
CTCCGGGAGAGAGCATGGCCTTCGTGCGAGCATCCACTTCCCTTGAACACACGATGTAGA
ATGCGCACGTGTCTGCCTCCCAGTTTTGTGAATCGCAGTGAATCCAATTCAAGCATCTCA
CTTCCCTATACTTCCCCACAAAGCCCCTAGCCGCAAATGTCCCTCCACACTGATATCAAA
CGATCCTCAACAAACATTTACGCTTATTATTGACCCGTAATTTCGGAAACCTACAGAGTT
GTTTTGTGTACTCCACAGCAACACATGAGCAAAACTTTTTCTTTTGGTTGAAAACTAAAT
GATTTGTACACAATATATTGGTCATACCTAAGAAAACAAACTTGGCAGACGTGCGTTTAG
GGTCTTGACAGACAGAGTGAAAAGAATCAAATACGGTACAACTCAGTTTAGCCTCGAAAA
AAAAGGCACACGCAACTTTATATTCAGTCTTCTCTGCGCGCATCCGAGTTCAAGAAGTGG



AAAACAAAGATTCACCCCGAGACAGTTAGAAGTTGAAAAGTTTATTTGTGCTTTTTATAG
GAAATGTGCGCTTTAAAAAACAATTCAGACTAAATCAAAAACACGCATATGTGAAAGTAA
AATGATTCACTGAGATCAGGATGTTGAGGGGAAAAATAGCCTGTGTGTGTCTTTTGGACT
CTATATATAAAAATAACTTAATCTTAAAAAAAACCATTAAAATCCACAACACAGAGGAAA
AGTCAGACAAAGATGAGGCCAAATCTAGCCTACCAAAAATTTGGGGCAAAACCAGACAGA
AACTGTGGTATTTCTTGTCTTAAAATATGTTGAAACAGCTGGAGACTTCAGATCCAAGGC
GCTGTGAGCTGCAAAATGTGACGCAAACGACGTACCTGCGTGATTGCCTCTCTATCCCCT
GTGCCAACGGAAAAATAAAAATATGTTTGAGCAGTGCCCATCTGATTAACCTCAAAAACC
CAATTGAAACATGTCTGGAAATATTAGCAAATGTTTAAAACTTACAATAAAA
>CL9118Contig1
AGCTTTCCATACTCTTCTCTCTCCAAGTACAACTTCCCCAACTTTGTGTTGGTTTTAAAC
CATAATCTGTCGTTTTTTGCATCTTTCAAAGCCTCCAGAGTGGTTTCATAAAACTCTTGT
AGTAAGTCCATCTGTTTGGAGGTAGATATATAGTCCAGAATGGAGTTGATAGACTTCTCT
GAATAGTTTCTGGTGACAGCACTTCTTATGTATGTAAGGAGCTGCTTGTATCTGTTCATC
ATCTCTGGAAAGTTAGTCAGTTTAAAGTTGATTTTAATCATCTGTTTAAGTGCTTTGAAC
CCCCATTCCCCCTTCTCTCCCTCAAGTTCCAATACCTTCTGGAAACTGCTGAGAGCTGCT
TTGGGATCGTCCTCCTTCAAAGCTTTGGAGTTGTAGTACTGGTTTTCCAGGTCCACGTTA
GGCTCAGAATTACTGTCTTCGGAGTATTCCAGGTCGTAATCCTCCTCGTCATCGCACATA
AAATCATGCCTCCATGTCCGACATCTTGAAGATGTTCCTGTTCCTACTACCCAGACTATC
AGTATTGCGGCCTGCTC
>CL9119Contig1
CACTTCCCTTTGTTCATCTCTCTCANTCATTTCAGTCTGACTTTTTTGTACTTTTTCTTT
TCTATTTTAATGCTCTCCTCANTCATGTTCTCTACANATGTCTTAATAACGCATTACAGT
TTGTCGAAGCGGTTTCCCTTTTGACAAACCAACTTAGAAACAATGCTCATTTTACCCGTT
TCCTCTATTTCCAGCANTGAATCAAACCACATNTTTGTTTAAATATACAACACAACACCA
TGATTTGAAGTCAAACAGCATGCCCTCTTTCATCAATTGAAACCTGCAGCTGAGCCTCCA
TAGGTGGGACGGTGGTGCATTTCCAGAACGCCGTATGCTCAAACTGAACTCGGTGCCGTA
CTTTGTTNTATTGGACTGTACTGTTTAAAGAAAAGAAAAAAAAGTTCTNGNTTCTGNGTC
GGCACCCNTACGCTTTTCCACTGATGACACAGTTTTCATG
>CL9120Contig1
AGAGAGAGAAGCCGCCGCGCGCGTGCCCGGAGGGCCGCGTGCAGCTTTATGTACTCATTA
GCGGGCTTTAAAAAACTCGGAAAACAATTCAAATTCAAAATAGTTTTCTTAGAAGATAAA
CATTATGTAAAGCAACAAGAACCGTCTGCTAGAAATAAGTTTTATATACATTTTTAAATA
ACTGGAAAAATATTATTTAAACAACGATTTGAACTTGATCAAAGTACCTCTTCAGCCCCT
TAAACAATTATGCTTTTGAAGGATTCTTCATACAAACACTTCAGTCCCCGCTAACAGGTA
TTTGTAACTTTGTTTTGTCCTCTGTTCTTCAACCCTCTTAGTCCAACTCAGGAAAACGAC
GGTAAAAAGAGAGGGGGGGGGGTCTCCCCCTGTTGGTTTA
>CL9121Contig1
TTTTTTTTTTCTTTGCATTACAGTTCCTTCAAAGACAGGTCCAACGGTCCAAGCATTCAA
GAAGAAGGGAGGTCAGGAGTGGTCTCAAATCAGATCTCCAGTGCTCGGGATACAGTTTAG
CTGCTATCTGCCTTCAAAGCAGTCCAAATACTCCTGGATGAGGTCATAGCAAAATCGATA
CTGCTCCAGAGACTCCACCATGTTGGGTTTGCAGTTCCGCAGAGTTTTGACAGCATAGAA
GATGTCCACTACATTCTGGTACTGGATCATCTCGAGGAGGATGTTACAGGCACAGAAGGT
CCCACTGCGACCACCCCCATTGAGGCAGTGCACAACAGTGCGTCCTTCTCCACATTCTCT
TTGCCACTTGTGAACTTGAGCTAGCAGGTTGAGGAATGCCTTCTTGGAGTCGGGAACG
>CL9122Contig1
TATTCCCTTACAGAGTTGATATCGTTGGTCACTGGTATTTAGGTTTAAAGTAGGATCTTT
TACTTTTTTCCCCTTTCGCCAGTGTTCAAGGAAAAGTTTTTGTGGTCCAGAAAAAGTTAG
CTGTCTTTCAAGCGTGTGGGGTTTGTTAGGGAAGGGGGTGTGTACATGTTTGCAGAAGAA
AAAGAAGACCCGGGGCTGACGAGGTTCATCCAGCTGCTCTCTGAGTTCCATATGTTGGTA
CATCCTAAAAGGAGGCGCCCTTGACCCGGTCACTGCTCCCTCTGCACTTTTTTTCTGAAG
CAGCCTCTGTGGCCCAGATGTTGAGTTTGCACTCTGTGGTGGGTAGCAAATCTTCAACAT
TTAATTCAACGAAACCTGTCTTTCCCTGTGTGTGATGGCTGCCCCGGCCACCGGGATGGT
GGTGGCTGGCGGGGGCAGGGGGCTAGTAGGGGCGGTTGGCATCCTTTGGCCTTTTGAGCT
GAACCTTGAGTCTTTTCATACCGATCTGGAAGCCGTTCATGGATTGGATGGCAGCTTGGG
CGCTACCTGGGTTGTCGAAGCTCACAAATCCAAAGCATTTACTTTGGTTTGTCGCCCGAT
CCACAAACACTTTGGAGGAGATGACATTACCGAAAGGCAGGAACATCTGCATCAGCTCTC
CATCCCCAAACTCTTGAGGGAGGTGGTAGATGAACAGGTTGCAGCCCTCCGGTCCTGCAT
GGACACAAACACAGAGAGAAAAAAACGAGAA
>CL9123Contig1
GAGCCCCCTCCCCTGCGCAGCCTGGNACGATTTCCTGCTGTGCTCGGCCCGCTTCGCGGT
GCCGGACGTGCGGGACCTGGACCGCTGGAACCACCGCATGATCAACAACCTGCTGTACTA
CCAGACCAACTACCTGCTGAGCGCGCTCGTGCTGCTGCTCATCGTGGGGTACTTCCAGCC
GTTCCAGATGTTTGTTGGGGTGACGGTGGTCTCCATAGCGTTTTTGGGCTTTGTGTTTGC



TGCAGAAAACCAAGCGACTGTCCGCCGTTTCCGTAGAAACCACCCCTACGTGTCTGTGAC
GGCCGTCCTTCTGGCCACCTACCTGTTCATGTTGGCGCTTGGAGGAGTGGCGGTCTTCCT
GTTTGGGATTGCGTTCCCCGTACTGAGTAAGTCAGGAACGTTGGAGTCTACACTCATAAC
AAACCCGCGGTCGGGCACGTACGTGCACACACAGCCCCCCAGGGGTGCCTGAGCACCTGC
CCTTTTTGGCGTGTAATAAAAGGTGCCCTCTGTGGTTTTTTTTTGCATTATCCTGCTGGA
GATACAAGAAAAAATCGTCGCTACAAAACCCTGGATACTATTGTACCAAATTTCTGGTTC
TGATCCGCCGGTTCTGTCTTTGCTGCTGCGTACGGACTCAGATCCTCCAGACAGAGAGAG
AGAGAGAGAGTGAGGGACAACAAGAGACACTGCATCTCCACAGAGACCTGAAGAGACGTG
ACGGTGAAGCCGCTTGGACCTGTGAGTTCTGGTCTAACTAGTCGCCGGCCACTGATTCAA
CCGACTCAAATATGGGCATAAAGTTCCCCTAAACTGCTGACAGAAGCAAACTCTCATGAA
AATGGTGCTTTTAACATGTTCTTGTGGGTTTTTTCTGTTGATGGAGGACATGTATAAAGA
AAATGCATCCCAGGTAGGTAATACTCCATTC
>CL9124Contig1
GAGGCTCTGGTGGTCAGAGCGAAGAGGAAGCTACTGTTCACCTGAACGCCATCAACAACT
GTCCCCTCCCCAAGCCATGGATCCTGACGTTCTCCTTTGGCCGAGCCCTGCAGGCGTCTG
CACTCAGAGCATGGAGAGGACATCAAGAGAACCAGAAAGCTGCCACAGAGCAGTTCATCA
AGAGGGCAGAGGCGAACAGCTTGGCTTGTCAGGGGAAATACACCGCTGGTGACAATCACG
GCGATGCTGGCCAGAGGGTCTATGGTTCCTGTTATGCATACTGAGGAGGGCAAAGGCTCC
CATTTGAACCCAAGCAGAGCTTCCCTCTATTCCTTCATATATGACACTCAGAAGCATAGT
ATCCGCATGTTCACACTTAACATGATGGAAAATGAAAACTGTTTTTACACATGAGGACAA
TCAAAGAAGGATCTTTGGTAAAACTTTTGAATGAGTGTAAGGAAAGATGTTTGCTTTATT
CTATTTTCACCTATAAAACCTGCTATGAGCTGCTGATGAAGTAAAAAGTGTTATAAAGAC
TTCATGTAAGCAATATGACTTCATGACTTATCCTTAGAATTAGAAATAAATGTGTTCTCC
TCTTTTGTAGTGTTCTTTTTTGGAACACAGTACTAAAAATTCTGTTTAAAGTAAT
>CL9125Contig1
GGTTCCCGGGTTCAAGGGTAGTGCAGCAAGTCGGATCCACGTCGGGATGTGGTTGATGAA
AGTGCCTAACACTGTAATGACCATCACATGATCAGCTGCAGGCGTGGAGATCTGACAGTT
ACACGATGATAGATGGCGGGCCTCATTAAAGAGGAGAATGAAGCAGACCTACAGGCTCAA
ATTGAAGAGGTTGAGGCTTTGTCTTCTATCTACGGCGATGAATGGTGTGTGATAGATGAA
GCATCCAGAATATTTTGCATAAAAATATCCAGTGATTTGGAGGAGCCAAAACTGACGGCG
TGTTTACAGATTATTCTACCTTCTGATTATCCAAGTGCGGCTCCACCCATCTACCAGATC
AATGCAGCAGGGTTGCGAGGCCCTGAGAGGGTCAAATTGGCAAACAGTCTGGAAGACATC
TATGTGGAGCATCCTGGGGAGAGCATCCTCTACCTTTGGGTGGAAAGAGTCAGAGAGTTT
CTTGTGGAGAAGTCCCAATGCTCAGGAGCAGAACATCCTGGAAAAGACAGCACATCAGCT
GAGGAGGGAGTAGATGATGATGATGATGAAGAGTACCTCTCAGATTTCATGGCTCTCAAA
CTGAACACGGAAAATGCACATCTCTCCATGGATCCGGGACACGACGAAGAATTGCCTCTG
ATAAAACATGGAAACCCCGTGACAGACAGACGCAGCACCTTCCAGCCTCATTTGGCCCTC
GTGGTCTCACCCAGACAGGATCTACTGCGAGGACAAGAACAGCTTCCTGCAGGACTGTGA
GGACGACGGCGAGACGGCTGCGGGGGGGAGATTGCTCCATTTACTGCAGATTCTGGACGT
ACGCAATGTCATGGTTGTTGTGTCCCGCTGGTATGGAGGCATTTTGCTGGGCCCTGACCG
CTTCAAGCACATCAACAACTGCGCTAGAAACATCCTGGTGGAGGAGGGCTACATTGCTTC
AGTGAATGAGGCTGCCAAATCAGGAGCAAAGACCAAAAGAGCAAAAAGCAGAAAGACTAA
ATGAAACGGGATCAGATTCAGAAGGACTTTGGTCTCATTTGGATTTACCTTAAACAGATG
GACGGAAGCATTGC
>CL9126Contig1
AAAGAATCTACCCGGCCCTCACATTCCTGCAGCTGGAAAACTGCTGCTCTTGTGACCACA
TCTCAGTCTATGATGGACCGTCGATCCATTCGCCACAATTGGGAAGGGTCTGCAACAACA
ACACCAGCTTGAGCGCTTTCTTTTCCACCTCCAACTACATGACCGTCGTTTTCCAGACCG
ACGGCTCTGTGGTCGCCCGAGGATTCACTGCAGAGTTCTTGAGCTCTTTGAAACCAAACT
CAGGTCGAGTGGATTGCTCCTCAGACAGCATGCACATTGTCCTGGACCGTTCTTATCTAA
ATTCATTGGGTTACGACGGCCACAGTTTGTATCTGAGGGATCCTTATTGCCGGCCACAAA
TTTCCTACTACAACGTGGTCTTCAGTTTCCCGCTCAACACTTGCGGCAATGTTAGAGATG
TTATGAATGACAGAATTGTGTACACCAACAACATCTACGCCTACTCCTCCATCAATGGAG
AGATCACACGGCAATCTCAATTCAAGATGAACGTCACCTGCATAATGGAGCAGGACTCCA
TTTCCCAGATCATGTTTGTTGCCGATACCGGTTTGAACACCACCATCACCGGCTCAGGCA
GATACAACACAAGCATGGACTTCTACACGTCCAGCAGCTTCTACAATAAGGTGACCCAAG
TTCCGTATGAAGTAAGCGTCAACGAAAACCTGTACGTCCAAGTGGACTTGAGAAGAGGTG
ACAGCTCTCTGGTACTCTTCATCGACACCTGTGTGACTTCTCCATCACCTTTTGACTTCT
ATTCCAGACCTTACTTCCTGGTTAAAGATGGATGTCCTGTTGACAGCACCTACTACTCCA
TTAGTAGTGGTTCTCAACCTCTGGCCCGTTTCAGCTTTAAGGCCTTCCAGTTCCTCCGAG
CTACGGATGAAGTGTACATCCAATGCAAAGTCCTGATTTGTCCTGCCTCCGACTACAACT
CCCGCTGCCGCCGTGGCTGCAGGAGACGAAACAAAAGAAGCCTGGGGTCGAACCACGACA
GCCACACGCTGGTTGTGGGTCCCATCAAGCTTAAAGAGCTTAAAGGTGAGGAAGGGGCTG
AAAAGCAGAGTGAGGCTTAACTCCACTGCAGTCTACTTCAATCAACTTTCCATTACACTG



AATTATACTCACCATCTCTA
>CL9127Contig1
TGCAGCTCCTCAGCCTGCGACCACAGAGGGAATCCCTTCAGCACACGGGCAGCACAGTCC
CCATGCTGTTGGCTGTGGTGCTGGGCTATCACCTTTTTCTTGATGTCTTTCAGCTCCTCG
TAGGTGAAGTACTCCATGAGCATCGGTTGAAACACCTCCTCCTCTTCCTTCATGTGGGGC
AGGAAGTCCTGCGTGAACGCCTCAAGTCTCTCCTTCAGCTGACGAGCATAGTTAAGGCTG
CTCACATTCATTCTTGACATTGTGCAGCCCCTTTTCAAACAGGGACAGCATCTCTGACAG
TTTGTCATCAGAGTGCACGTTATAAACTGTGCAGCAACGTTGTTGCAGCTGGCCAATGAT
GTACTCATTCTCAATCTGCTCGTGCATCTTGAACTCCTTGAAGGTCGCGCACAGAGACTT
GAGGAAGGAGCGGAAATCATTGTTGTTGGAGAAGTTAGTTTTTGACAGCTTCTCGCAGTA
CAGTCCCACTAGCTGCTTCATCCGCCAGTGTGGGCCGGTAAAAACATCCACCTCTTGCGG
AAAGGGAGCCATCTTCACCGGACTGCCCTCGTGCCGA
>CL9128Contig1
GGAGGGACAGACACTCAGAGCGGCTGAGAGATAAGAAGAACCAGGATGCCTGCGTACGCC
ACCAACATGAGGCTGAAGTTCCCCATCTTGGCCTTGATTTTGGAGATTATCACCATCATT
TTGTACGCTGTGTTTGTGACCTATGATGATGGGAAAGGTCACGGACATGATGCCAACTCT
AATCATACCTCCAATCCTGTGGAGCTCTACCCCATGTTTCAGGACGTCCACGTCATGATC
TTCATCGGTTTTGGGTTCCTGATGACGTTCCTCAAGAAGTATGGGTTCAGCAGCGTGGGA
ATCAACCTGCTCCTGGCTGCCTTCGGTCTGCAGTGGGGCCTCCTCATGCAAGGAGTCTGG
CACATGGATCATGGCAAGATTAAAGTCGACGTCTTCAAAATGATCAACGCAGACTTCAGC
ACTGCGACGGTCCTGATTTCCTTTGGTGCTGTTCTTGGTAAAACCAGCCCTGTGCAGCTT
CTCATAATGACCATCCTGGAGATCACCATCTTCTCCATCAACGAGCACCTGGTGGCTAAC
ATTCTGAGCGCCAATGATGTTGGAGCTTCCATGATCATCCATGCTTTTGGGGCGTACTTC
GGCTTGGCCGTGGCCCGAGTTCTGTACCGGCCTGGTTTGAGAAATGGACATGAGAACGAT
GGATCTGTCTATCACTCTGATCTGTTTGCTATGATTGGAACGGTCTTCTTGTGGATGTTC
TGGCCCAGCTTTAACTCAGCC
>CL9130Contig1
TCGGCACGAGGAGTACATAGGTCTCACAAACCCTTGATTTGGGCAAGTAGAGCATATCCN
GGAATTGCTCAAACATGGCTGTTGCGGGCTGCACGAAATGCATAAAATATATGTTATTTT
TCTTTAATTTCATTTTTTGGCTGGCCGGAGGAGTGATCCTGGGAATGGCCCTGTGGTTAC
GCCATGATAGTCAAACCAGCAAACTCCTCATTCTTCAGTTTGATGGCCAGCAGGCACCAA
GCACTTTTTACATCAGTGTGTATATCCTGATAGCGGTTGGAGCTGTGATGATGCTCGTGG
GCTTCCTAGGATGTTATGGTGCCATTCAAGAATCTCAGTGTCTGTTGGGAACTTTCTTTT
TCTTTTTGGTGATCCTCTTTGCATGTGAAGTGGCTGCAGCTCTCTGGGGTTTCATGAACA
AGGACACCATTTCCAAAGAACTCATCAATTTTTACGACGCTGCTTACATCAAGGCTGTGG
ATGTGTCAGACCCCACCAGTAAAGACTCAGCCACCAAAGTTCTGGATGTTTTCCACACTG
CACTTGACTGCTGTGGAAAAGGAAATGACACAGCTCTCTTCAAACATGTTGCTGCATCTT
TGTGTCCAGGAAAAACTNTACAGAATCCTTCACAGAGCTGTCACACAAAGCTGACATGGC
TGTTCTCAGAGAAGCTCTACCTNATCGGACTGGCTGCCTTGGCGGTTGCCGTCATCATGG
TCTTTGAGATGATCTTCACCATGGTACTCTGCTGTGGCATCCGAAACAGCCCTGGAGTCT
ATTAAAAGTCTATCAAGCAGCAGCAAACTCCAACATCTGTTTTTTTTTGAGTCTCCAGTC
TCTGCTGTGCGCTGTGGGGTTTATATGTATCATTTTATTTTAGATCAAGTCATTTTTTTT
AATTTTAAAAACATTGTGAATCTGTTGCTATTAATCTTTACTTTTTAGCAGGCAGACATT
TATAATTTACAGCATACCACATGCCAAAGTTCCAATTCATGAATGCATG
>CL9131Contig1
TGTTTGATCAGTTTTATTAATCGAATATGGAATTCCTGAGCTTCTGCTGAGTAAAAGTTT
GCCCTGAATTTCCCCGTTTGCTTCATCAGAACCGTCTGAAAGGTGATTCTGGACCTGAGG
GCGTGTGATGGATTTGACCGCATCCTTGTGGTTTGAAACCACTTTGACCCAAAAGAGGAC
CGACGCAAGTTTGTTTGTTAAACCGACTTAAATTTAGCTGAAGGTTCTGGAAAATAAGCA
GAGTTTTTGGAAGTTACTCGTTTGAACTGAACTGAAGAGGCTGCTGGATTAGACGTTTAT
CTCTAGAAATGACCAACTGGTCCAAAACGGCAGCTACATTCTAAAATGTANACNTTGTGA
AGGTCAGCAGATAATAAATC
>CL9132Contig1
TCTGTCTGAGCTGAAGCCTCCTCAGGTGGCTGCAGAGGGAGAAACGGGAGAACTTTACAG
AGAAGACCAGAAAATGTGCTGTGGATTCTTTTTTAAGGATGATGCAAAAGAGGAAAAAGA
CATGGCAGCTCATTTAAGCAGCTCTCCTGGAGAAGAGGCTGAGGAGAGAAAAGGAGACTC
AGGAAAAGAAGCAACAACAGGAGCTGGACCAAGAGCAGAAAAAGGAAGCCGCTCGCTTAA
AGGCAGAGGAGGGGCAGCAGAGGAAGGACGAAGACAAGGCAAGAATGGATTTCATCAAGA
ACGAATGCATGAGAAGAAAGCAGCTCAAACTGATGGAAGACATGGATGAGGTCATCAAGC
CTCGATCCGGAAGTCTCAAGAAAAAGCCACGGCCCAAATCCATCCACAGGGACGTCATGG
AGTCATCTGTTCCCTCTGTGAGACTGACAGGGGTGCGTCCTCGAGGCTTCTCTGTGTCGA
GCGTCTCTTTGGCATCACTCAATCTGGCTGACAATGACAAAGATCAGTCAGACAACAGAA
AGAACAGCAGAGGCAAAAAGCTAGCTTCTGACCATGTTCCGTTTTATTTAAGCTCTCCCA
AAGAACGTAAGAGAAGGTTAGTAAGGCTGTAGGAAAATGTGTCTTTGTAGACATCTTATA



GGAATATATCATCTAAATTTCCGAAGCAGAAGTTAACATAAACTGTATGAACTCGGTGCT
GTAGTTTCTGCTTCAGGATCATTAGGCTTGTGTTCCAGATCTGCTTCCATGTTTTTGCCC
TCATCCTGACTTTTGCAGCTGCTTTTCAGGCTGTGGTTTGCCTGTTTCTCTGCTTTGCCG
TGTGTGTTTGCTGTTTCCTCATGAACTCATGGAGTTCATCTCTAAGTATCCATGAAAGCA
GCAGTAGGACACATCCTCGCTTGGCTGAACGTGCTTTTTCCAACCTTCAGAAAGTATTAC
AAGCAGTATTTGATGTGGCTCTCTGACCTGTTTAATGTCTTTGTGTG
>CL9133Contig1
GGTTATTTGTGCAAGNNGTCGTTGTTGGGTCAAAACCTGTACAAAATGAAGAAAGCAGTT
TAAATTCAATGGCAACCTGAAAAGCAGCGCAGAGCATGGCTGCTGGACCATGACTGTGGT
GATGTCACCAAACAATTACTGAGACATGTTTGCGTATTTATATAAAGTGCAGACAGGGTG
AACACTCGCAGTGAGGCGCCGTTTGGCTGAGAGTGGACCTGCGTCGCATACTGGAGAGCA
GGCCGCATTAAAAAACTCTTCACCAGCGGAATATAGACTCTATTACAAAGCGTATGAAAG
GGTAACGGTTTTATGCAACATATTGAATCGTACAAATATCAATATGAACACTTGTAGAAA
AAGGGTCTTCTAAAATTCCCATTTATACAGTTAATAATAAAAAAAATGATGCTCCGTTTA
TGGTGAAGCACCACAGACTTAGTTCTCCCCCACAATGACCTGAAGTAGAAGAAAGGCTTA
ACGTGTTGTTCAAGGGGAGAAAAACGTCTGAGCTATAAGAAAATATATGCAGTTAGTGAC
TTGATTACATGTTTTTGAATATATTTCATTGTTTTGGGGTTTTTTTTTCCAGGTTACAAA
AACAAAA
>CL9134Contig1
TTTTTTTTTTGACTTGATTTCTTCATATCACAAAGAACACAGGCTTCAGTGACAGATAAC
TGCTTTGCCATCCCGTCTCTGCTGACGCTCACAGCATCTCCTCATCAGCTCAGTCATCTC
CTGCATCCTCAGTCTGGAAAAGTCGACTGAGAGAATCCAGCAGCTGCAGGTTCATGATGA
CTCAGACTCAGCCGTGTGTTTGATGAGGAGCTCAGCAGACACATCCAAAGATTTCAGGCA
TCAAACCCTGAAGGAGATATGGCTGGAAATGTGCGTCACTGGCTCCTGGTAGAAAACGGT
TCAGGTGGAGGTCGACCCACAGGGACACCTGTAGCGAGACAGCTCCACGCCTCCTCTCTT
TAGTGTTCCCGTCTTCACGTAGAGTGGGAC
>CL9135Contig1
CGGTATTTTTAACAGGGCCACTCTCACCAAACGCTCAAACATGTGCGATCATTTGATCAT
GACGTCTACTCTGCCATCAATTCTCTTTGTTGTAGTTTAATATTTTTGTTTCAGATTAAG
GTAAGAAAAAAATCCTAAATATTTGTCCCAATGAGTAGATGTTGATCTGATGTTCAGGAT
TCCATTGATCATTCATCTTCCTGAAGCATTCATCTGTTTCATGTTTTGACATCCATCACC
ATAACATGCTTCAAAAGGGACATGATCACCTTCATGAAATTTAAATGTAAAAACTATGAT
AATTGTGAAAGCTGAATTAATGACATGGCAGCTGGATTGGCCTGCAGTTGAGAAGACTGG
TGCACCTGTTTAGTCATGTAGGTGCACGTCTGTGTAGTGATGTATATTGGTTTTAATTTG
TGCTGTTTCGTCAAATGATTGTTTTGCGGTTTTTTTCTTTCTGTTTTTTTTGACAGTGTT
GCCNGAAGAAGAAAAAATACNATAAAGACATTTTTTTCTCCATTCTGTACTTTTAATCAT
ATCCCAATCATTGTTTGAATGATTTTTTTTTTTTTTACTTTNAATTTGCA
>CL9136Contig1
GCACGAGGGCAAGATAAAAACTTGAAAGACAAACATGTTGGTTTACTGATGGATTTTTGA
GTTTGATTTTTGAAGTTTAGATTTGTTTCTGATAGTTCTTTTGGGCTTTTTTTGGTTGTG
ATTTTTCTCTCTCTTTTTTTTTCTTTTCTCTTTTTTGTCTTTGTGGATGTTGCTCGACCC
GTTACCGGTCGCCTCTCTTCCTCGTAACCCGGAGCGAGCGAAAACGGTGCCTGATTGGTG
CACTGATGGTGCAAGGAGATCCCTCTTTTATTGGTGCTGTAGGTTACAATTACTGTATAA
CAACACACACACACTCACACAAAAAACAAAACACAACAAAGTCAATAAAAAACTCTGGGG
GGGCTGGTGCCGGCTGTCGAGCTCACTTGCCCTCCCGCCCGCCCCACAGGGCAGAAAGGC
CTTCAGCCTTCTCTGCTTCTAGATGTGCAATCGTGTTAACATTCCATTCTTCCAGCCCTC
TTGTTTTATTTGTACCAGTAAACATTAATTATTATATTATTTTATTGTCGTTTTTTTTTT
TACTTTTATNGATCNGANGGGTTATCNCAAGNAAAGCCNCTAGTCGAGNGCAAAANGNGA
AATATCAACCTTTTTTTTTNGNTNCCTTTANGCCCCCCCCCCCCCCCNNNNTTTTTT
>CL9137Contig1
TCAGGTCGTATTTGTAACCAGTGAGTGTGTTTGTCTAAAAACAAAAATCTCACAGTTGTG
TTAGTTTTATCCTGCTTTTCCCTCAGGGATTTCATGGATCCCACGATGGACAACACAAAG
CACATCCTGAACTATCTGATGCCCATCATTGAGCGGGTCAACCCGGAGGTGCACGACTTC
ATGCAACAGGCTGAAGTGGGGACGGTCTTTGCTCTCAGCTGGCTGATCACCTGGTTCGGT
CATGTGTTGTCAGACTTCCGCCATGTTGTGCGGTTGTATGATTTCTTCTTGGCCTGCCAT
CCGCTGATGCCCATCTACTTCGCCGCCGTGATCGTGTTGTACAGGGAAGAGGAAGTGCTG
GAGTGTGAATGCGACATGGCCATGGTTCATCACCTGCTGTCCCAGATTCCTCAGGATCTC
CCGTATGAGCTGCTCATCAGCCGAGCAGGAGACCTTTTTGTCCAGTTTCCTCCTTCGGAA
CTG
>CL9138Contig1
CAGAAACACGTGGGTCGGGTGGTGTGAAGACATCCGGTTTGTAGGTTGCACTGAAAGCAA
GCTACTCCAGACTCCACCGGCTATGGCGAACCGAGTCATTCCCGGACCAGAGAAGGGAGC
CTTGATGTGGGCAGTATGAGTAAGACGCCCCCTAACAGAAGAGGGATTACATTTGAGGTG
GGAGCTCAGCTTGAGGCCAGAGACAGCCTCAAAAACTGGTATGCAGCCAATATAGAGAAG



ATTGATTACGAAGATGAGAAAGTTTTAATCCATTATCGCCAGTGGAGCCACCGCTACGAC
GAGTGGTTTGATTGGACAAGTCCCTACCTGAGACCCGTAGAGCGAATTAAACTGAGAAAG
CAGGGCCTGTATGATGGCTCGTCTTCACATGGTTTCCAGGTGAATGACAAGGTTCTGGCA
AGCTGGTCCGACTGCCGTTTTTACCCCGCTAAGGTCATTTCAGTAAATAAAGATGGTGGG
TATCCCCAAGTAAAGGAGGTCCAAAACACAACCTACACTGTGAAGTTTTATGATGGTGTC
ATACAAACGGTGAAGGAGATGCACGTGAAACCTTTTGTGAA
>CL9139Contig1
CATCCTCGCCCAGACGTGGAGGCGGCGGAGCTGCCAGAGGATTCCACCAAAACGCATTGC
TGTAAGAAATGCGGTCAGGGCTTTGAGGCTGAAGCCGAGCTCCTAGCACACCAGGAGAAG
TACCCCGAAGGGCAACAGTGCAATGGCAGTGCTTCCCCAGTCAAGAAACGCGGGAGACCC
GCCAAAGTGGAGGATCCGGCCAGCGGCGAAGTGAAAGGGAAGCGAAAAAAGAAGGAGGAG
TCTAAAGTGCCAGAGGAGGCGGAGGAGAAGGCCAGCAGTACACCAGAGGCGGCAGCTGCC
CCTGCAGAAGAAAAGGGAAAAGCGGGCATAGCAAAACGAGGCCGTCCGCCTAAAGCCGTG
CTAAAAACCGAAACGGAAGATAAGAAAAGTTCTGAAGAAGACGGCCAAGCCTCGACGAAC
GAGAAGAAACCTAAAGGCGACGCCGCTCCTGCCCGTCAGCACCCCTGTCCTGACTGTGAA
CTCACTTTCCCCGGCTTGGTTCAGCTCCGCGCTCACAAGAAAGAGAAACACGCCCCCCGG
AAAGCCCACCCCTGTGAGGAATGTGAGGAGAGCTTCGCTCGGCCTGAACAGCTGGACGCC
CACATGTCCCGGGCGCACGCCGTGGGCCGCTTCTCCTGTCCGACCTGCGGAAAGAGCTTC
AGCCGTGAGCGCACCTTAAAAGCTCACCAGAAGAGCCACCCAGAGGAAGAAGCTGAAAAC
CCAAGTACCAAGAGATAATTTAGACGCTGGGATCTGCAGGAAAGGCTTTTTTCTTCCTCC
AATCTTTTAGCATCAAGGTGTCTCCCCTCTTTTTCTTTCTTTTAAACTGAAGAGACTCTG
TAGTCAAGATGTTTCTGGAGAATCCAGTTTTAGCAGATTGTTGGATTGATCATTGAGTTT
TTGTACAGATGCCTCATGAATTGACTAATCAAGTGTTTAAACCCACATTTTGTCATGAAT
AGATCATTTGTAAAAAAATTAAACAATTTCTTTTTCTTTTTTTTAAATTAGTGTGTGTTG
TACTTTGTGGTTGAAACAGAACAGTTCCCCAGAAAAGATGGCTAAAGTCTATTAGATGCT
GAGTAGATATGTTTGGATTATTTAGACAGTTTCTTCAAAGAGATGTGTACAGCTTCCTGG
TTATGTTTGTTTTTGTTACGTTGCTTCATAAATTAAATAACATAGGAAAACATTTTAAAC
AATGAAGTAATTCAGAAGTGATTTTGGCTGGTTAGCTTGTGGACAGAAATGATCCATTGA
AAATTTGATTTGTTTTTAGGTTCAAAGTGATTCTTGAAAGTTTTTCTCTTCTAAGCTAGT
GTTTCACTTGCTATCCTCTTTTATGACCTTAACTCCAGAAGGAAGCGTGTAAAGTCCTTT
TTTTCCACTCATCGGGTTGGTTTTTCACTGCAATGT
>CL9140Contig1
GGAACAGTTATGCTACAATAACATGTGGTTTAAACTTGGAGACTGCGTTTACATCCAGTC
ACATGGATTGTCAAAGCCCCGGGTTGCCAGAATTGAGAAGCTGTGGTTGCAGAATGGAAC
CACCTTCTTCTTTGGACCTATTTTCATTCATCCTGAGGAAACGGAGCACGAACCCACAAA
GATGTTTTACAAGAGAGAGGTTTTTCTTAGTCACCTGGAGGAAACCTTGCCCATGACTTG
TGTCCTAGGCAAATGTATGGTGTCCTCCTTTAAGGAGTACCTGTCATGCAGACCTACAGA
ATACTCCGAGGAGGACATCCTGCTGTGTGAGAGCAGCTACATTGAGACAGAGAAACAAGT
GAAAAAGTTAGAGGGTCTGAAGCGCTTCTCATATTCTGCCAAAGTGGTGGAAGATGAGAT
TTACTATTTCAGGAAACTCTATGTACCACAGAAGGAAGCTTCACCCTTTTTGGACAAGAA
GATAGATGAGGTTAAACTGGCAGACATGGATGACGGACATGATGACATGGAAGACATGGA
CAAGGATGATGATGCTCCTGTGACACCTTCAATGCCTCAAATGCAAAGCTCTCTGTCAAG
TGACATGGACATGATGCCATACACAGAGGAA
>CL9141Contig1
GGATCCGCGGCCGCCGGACCTCACAGTAAAATAATAGAACATCTTCAAAGTGTGGGCATG
TTCTGTAATGTATGTGATGCAAAACCTTAAACAATCCATGGCAAGTCCAGGTTTTGAGGT
ACTGAAACACTAAATGGGGGTGAATACCTTTGCAACGCACTAATGTGCATGTCTACACGA
GCACATTTTTTTGAATCTAAATAAGATTAAACAAGTAGTTATGTGTTCATTAATTCAGCC
CCCCCCCCATCCTCCCCAGTTTACAATGACTTCTGCTTACCAGTTATTTTCTAGATAATT
GATTGATGATTCTTCGGTGTGTTTGTATCAGATCTCTCATGCAGCAGTCAGTGCGTTGTG
TCGCTCCATCAAGCTCCAGTGTGAACTCTACTCCTCTCGCCAAATAGCCATCTGTCTGGA
TCCATACTGTGGTCTGGGCTTTGTCTTGTGGTGCCTCGCAAGTGTTTACTCAGGTCATCA
GTCCATCCTCATTCCTCCCTTTGAGCTGGAGAGCTGCTTGTCTTTGTGGCTTAGCACGCT
CAGCCAGTATCGCATCAGAGACACCTTTTGTTCTTACTCTGTGATGGAGCTCTGCACCAA
AGGTCTGGGCACTCAGACAGAGTTGCTGAAAGCCCGAGGTGTCAACCTGTCATGCGTGCG
GAGTTGTGTGGTGATTGCAGAGGAGCGGCCTCGCCTTGCTCTCTCACAGTCCTTTTCCAA
GCTCTTTAAGGATGTGGGACTGTCCTCCAGAGCGGTCAGCACCGCGTTTGGCTCCAGAGT
AAACCTGGCG
>CL9142Contig1
GCTGTGGTGGTGCTCCCGTTTTACTGCGCGAGCCTCGTCGAGACGGTCCAGAGTGAGATA
GTGCGGGACGAGTCGGCCTCCGGCCTGCTGGACTGCGTCCGCGAGGGTCTGGCCAGGTTG
CTGCACGTTGGCGCCCCCCACAGTCGCCGGCTGCTTCCTCTAAGTTGCCTACTGCTTCCT
GCTGCTCTGCACGCCATCCTGCGCTACGCCATGTCCACCACCGTGCAGCAGGTGGCGCTG
TGGTTCTACCAACGGGGCAGGAAGCAGCGGTCAGAGCCCTCCAACCCCCTCGACGCCTAC



TTTCCTGAGCTGGTCGCCGCGTGGGCGGGGTCTCTTGTTGCGGATGTGGCGTTGTTTCCT
CTGGAGACAGCGCTGCACCGCCTCAGCCTGCAGGGGACGCGCACCATCATCGACGCCACC
GATGGCGTGGTCGCTACGGGAGCCGGCGCCTCCCCGCTGGTGCTGCCCGTCAACACACAG
TATGACGGTCTGTCTGACTGCCTGCACACCATCCGCCGCAAAGAGGGCGGGGCGGGCTAC
TACCGCGGCTTCGGGGCGCTGGTGGCACAGTACACGCTGCATGGCGCCCTGCTGGCCGCC
GCCAGGATGCTTCTCAGGGTGATGCTGCTGGACACCAGAACCGGTTAGAAGCAGGAAGTC
ACATGACTCTGAATAGCCAAACATTCTGAGCTGATCCACACGCACTGCTGAAAGTGACCA
TGTGACTGACCGTCCCAGCATGCACCTGGTCTGTCCGTCTGCTGGTGTGAGCCATGGAAG
TGTAAATGAACAGGATGACATTAAATAGATTTAGATTAAATTATTTGTTGATATTCAGGA
AATTCCTTTAAATCTCAAATGTTTCCGACAAACGGATGAGACGTTTGTAAGAAGGTAACA
TCCGTGTCAAAGACGGTGACGCGCAGCCGTCCGCTTATGATGTCACCATGTCATGTATCA
ACCTAATCTGTAAAACTCCA
>CL9143Contig1
ATGGACTCCTGTCCCATAGTGGGAGAGTTTCCTTCCCAGAATGACTTCAACCTGGCTCCC
GCCCCCTCCCTGCCTCAGCCCACGCTGATTCAGGACATGACGGAGTTTAAGAGGAGCCTG
CCTCTCTTCCCTCTGGCCAAGCCTCACATCAACTTCATGGCTGCCAAACTGTGACGGTCA
CAGGAGGGCCTCTGTGTTCAGACGGACGATCTGACTGAGGGAATGCATGGGGGGGCAGGC
TCCAGATGCTGGGGGTAATAGAATCACTGAATTAGCTGTGGATGTTTCAATTACTGTGGG
GTTTTCCTAGATCAGCTCATGTTTAATGTGTCAGCAGACCAACATGCTTCACTGTAGCAT
GCTCTAGAGGAACTAGAACTGAGCTTTTCCAGCTGGGAGGATTCTGCCGGCTTTCTCCTG
GTGCTGGTTTGAGAATGTGCTACTGGTTAGTGATAGTTAGGAAGAGGTTATGGTCTTCTT
TTGGGTGGACTTAAAGATGCACTCAGTCAGATGACGTATTTTACTCAGATGTATGCATTT
TCAAAGCCTTATCACTATAGTTTTATTCCCAGCTTGTTTTTAAAGGACTGTAAAGCGGTT
TCATCTGTAAACCCTTTTTTTTAAATTGACCCATCC
>CL9144Contig1
ACTAGAGAACTACAGAGTTCAGGAGCACTATGAGAGATATCATCCCGATTTAGGGGAAAC
GGACCCGAGCCAACGCTAATTGAAATTACATCTCTGTTTAAAACAGAAAGATAAAACAAA
ACAAAAAAAAACAGGAACCGTTTGAAAGTAAAATAATACAAAGACATGGGTATTGATTTT
ATTATGATTACAAATCCTGAAATATATCAGGAATGATTATGAATGTACAAACAGAATTGA
AACTAAACAGAGTAGCTGGGAATTCAAGGTTCATGACACAAAGATCCGTGGTGCAAAAAT
ACCTATGACTAATTGTGAACAGTTTAAAGGCTCTCATTGAACACTTGATTGAAGCAAACT
GCTCAGTTAGCTGAGTGTGTTTACATTTTGGTCCTTGTAACCAAAGAAAATAGAGGCGAG
TGACCACTTCCATGTTTGTGTCAGGATGGGCTTTGAGTCAAAACCGACTTAAAAAAAAAT
GTTTGACATCCCCAAGATGCAGCGACTTACCACTCGTCACAGGTAGTGCCGTCAGAGAAA
ACAGGCTGTTTTAAGGCAGAATTCCCTCAATGCTTTAACAAACCCACTTGACTAAAGAGT
GATGTGATCTACTGCTGGCACAGTGTCTTCAGTGTATGGAGTCACATCAGGTAAGAAACT
GTGGTAGAGATGTCCTATAGGCAATAACAGAACATATGAGACTTGGATATGTGAGTGATT
GCAAAAAAAAA
>CL9145Contig1
GCTCGCTGTCTGTTTTCTCATCCGGAGTCCAGTCAATTCCTCCTCAGTCGGCCTCCTCTT
ACTCCTGCATGTTGCCTCCATCCCCCTCTGCACCTCGCAGCTTTGACTCATCGCCGTACT
CCTCTCCTCATCTGCAGACTCCGCCCTCAGCCAATCCCAACACAGGACTCATATCTCCTG
GCGTGTCAGTGCCAGTGCAGGTCCCAGGAACCGAGCCGCAGGAGCATGAGTCAGAACCTG
GAACGTCAAACATTGCATAAAGAAGAATTAGAAAAGGTACAAGAACAACAAACAAATGAG
ACATAACACAGAAGGGGATTGTACTCACAGTTACAGAAAGATACAAAGGCGTCGTCAGAA
AGCTTAGCTTTAGGGTGAGAGCTTCTGGAAAAGGTCTAAACACGCTTCAATTTACTCAAA
CAGGGAAATAAGGTTTTGCTGTGCATTAATTTATACCAATAAAGATGATGTTTTGTAAGG
AGAATGACAATATTTATTACATAAAATGTATTACTCTCTACTTTAGCCATTGACTGCAAG
TGTAGACAGCACCATGCTGAAACCAGAGGTCCTCAGGAAGCAGTGTTTGGTCCAAGTCGG
CCTGATTCATCATTTTTAATGACAACCACTCTCGCCAATCAGGAGTGAGCTTGTTGGAAA
TCCCCTCCCCTACCACTAAATCTGTCAAGAAAATGCTTTGAGCGTTCGACGTGGGACCTA
TATGTGTGCTTTGTTGTACTGCTATCATGGCATGCTGTATGTTATACTGTTTGCACTCTT
TGTTTTTCTTATCTGAGATGCACCACCTGCCAACACTAAGTCAAATTCTTCGTTCTGTAA
AGTGCGCTCTGCAGAACCTGGCAATAAAG
>CL9146Contig1
GTTTGAGTCCACACAAATGTTACCTGTACTTATGTTGCGTTCAATAACAGAGACGTTTCT
CCATCCAACACAAATGTTACCTGTACTTATGTTGGATGGAGAAACGTCTCTGTTTGAGTC
CAAATCGGCAACCTAAACATTTTCGGTGGATGTAGTGCTGTAGGAACCCCCTCCCAAACA
AGCCCACACAAAGGCATGCCCCTCGACGCCGCCGACTCCATGTCAGTGCTCATATCACTG
TAGTCCACATCACTGCACACACTCCACTTTGTTATTGACCACCTCTCCACAGAAAAACAC
CTAAAATCACCATCTTACTAGATCCTTTTTCTTTTGCTTTGCCCCACTTATGTTCTTGTC
TCAGATTTTGCAACATTTGTGTGTACAGCAGTATTTTAATAAAGAATACAAAAACTGGTN
AAAAAAAAA
>CL9147Contig1



TGTGTTTATCATGGAAGATACTCCGTGTTTTTGTTCCTGTGTAAACAAATACCTAGAAGT
GGAATTGCTGGGTCACAGGGTGGATATATGTTGCATCTCATTAAAAATATTTTTTAATTG
TGAAAACCTTATTCAAAAATTTAGGGCAGGGAGTTCCTGTCATGGCGCAATGGTTAACAA
ATCCGACCAGGAACCATGAGGTTGCGGGTTCGATCCCTGGCCTTGCTCATTGGGTTAAGG
ATCCGGCGTTGCCGTGAGCTGTGGTGTGGGTCATAAATTAGGCTCGGATCCCACGTTGCT
GTGGCTCTAGTGTAGGCCGGTGGCTACAGTTACGATCTGACCCCTAGCCCGGGAACCTTC
ATATGCTGCCAGGAGCGGCCCTAGAAAAAGGGCAAAAAGCCAAAAAAAAAA
>CL9149Contig1
CGCTTACGGGGCCTTCAGGGAGCTGTTTGAAGCCTGTCGAAACGGGGATGTTTCCAGAGT
CAAGAAACTTGTGGATGCGATGAATGTGAACGCCAAAGACATGGCTGGACGAAAATCCAC
GCCCCTGCATTTCGCTGCAGGTTTTGGGCGGAAAGATGTGGTGGACCACCTGCTTCAGAT
GGGTGCTAATGTGCACGCTCGAGACGATGGCGGTCTGATCCCGCTTCACAACGCGTGCTC
CTTCGGCCATTCTGAGGTTGTGTCTCTGCTGCTGTGTCAAGGGGCGGAGCCGAATGCTCG
AGACAACTGGAACTACACACCGCTGCATGAAGCTGCCATCAAGGGCAAGATAGACGTGTG
TATAGTTTTACTGCAGCACGGAGCCGACCCCAACATCCGCAACACCGACGGCAAGTCTGC
CCTGGACCTGGCTGAACCGTCTGCCAAGGCTGTGCTCACAGAAACCAGACTGTGACTGAA
CCTGGTCTCAAGCCAGCAATTTGCTGATTGAAAGTCCACAGCGCAAAGATGATGCACTTA
TCTTAATTTCCAGATTTATACATCAATTTAACTTTCTCCCACAATTATGTAGTACATTTT
ATATCTCCAGATATAGCTTTTTTTGTTATTTTTTTCTGTACGTTAATATGGTCATCTATA
AAATTTAACCAATATAAGACTGAATTGTTGTTTTGCACACTACTATGACCTGCATGCACA
CACTAGAACTAAGCTCATGATTTTTCTGGCCAACAGTTGTGGTGATAACTTGTAATAATT
CAAAGCGCTTTGTCTTCTGAAACACAAGTTTTTATCATGTAAAGCAATAAACTT
>CL9150Contig1
GGATGAGCTTAAACCTAGATGTGCCAACCCAAGNAGCCTAGACAGTGATGGTGGTTAAAG
GTCAGACCGTTCTATTGGTTCATAAAGAAGGCTTAATTGATGATGATGTGTTAGTGAGGT
AGAACTTCCTTATTGAAATTGCACCAGTGTTGGTATTTTAAAATCAAAGTGAAACTTTAA
GAGTTTTAAGCTTAAAATAAACTAATATAAAACTAAGACTACTAAAGACTAATCCACACC
CAAAAAAAACAACACTTGTAAAACGTCAACTAAACATGGACTTTTTACTGTTTGTTATAA
TTATTTTAAAACAGACACTCTCTTCTAACTTTACGACTGAGTTTTAGGGCTACCAAAAAA
AAAAGTAAATTTACGAGATTTAAAGTTGTAAATTTACAAGAAAAAAAGTCACAAGTTTAG
CCTATGACTTTAAAAGTCATAAATATACAACTTTATTCTTGTAATTTTACAGTTATGACT
TTTTTGTCGTAAATTTACGACTTTAAAGTCGTAATTACAAAATAATTTCCGTTTGTAATC
TGGCCCTAAAACTCCGTCGTAACTCTACTAAATACATTTATTTTAGGATGTTTGCCAACA
TAAATATATATCTATGAAATAAATCTGTTAAGGAAAAAAAACACAAAAAAGTACAAAATA
TATATAGTTTTGTTTACGGTGACGGGGCATTTCTGCAAATTAACTCCCAAGTTTACCTGT
TTCTGTCTTCTGTTACAGCGCCCTCACGTGGACACTTATATAGCTGCAGGAGATGGCCCT
GGGACTGGTAAAAACAAAAAACGCCAGTGTGTCTCGCCCGCTTTGGCTCCGCCTCACCCC
AAGCAACAGACTTTTATAAATTAATTCCATCGTTAAAAACGGACGGAAAGTTTCAGCGGC
ACGTGTGTTTGGAGCATAGTTACCATCTGTGTCACCCAGGGAGTAACGACTGCACCTCAG
TAGTGAGAATGTAGACTTCACAGAAATCCAGGTAGAGCTGTGTGATGTTGCACAAGTGTG
GCATTCGTTTAACAACTGATAAGGTTGTCCTTTTAAAG
>CL9151Contig1
TTTTTTTTTTGAGAGAACAGGTTTATTTATTTTGAAGAGTTCTACATGGTAATCATGCCT
CCATGTTTTGAGTTCATGGAGATCATTCAGAGATTCTCCCAGAGTCTCAGCTTCAGCACC
AGCAGTGAAGCTGCTCTTGATAACGGCCGCTTCAGCCGTGTTTCCATCTCTCTCTGAAAG
TTTGAAAGCTTGAAACCTGAGAGGGAAAATAAAACCAGGGGACCTGATTTATGATTATTG
TCTGGATGAAAATGGAAAAAAATATCATAAGGTTCAGGAGGTCTGAGCAAGCTGGCTGCC
CTTTCCGCAGAGGGTCTCTGGCCGCCAGCTCGGCTCCCGGGAGCGTGATTGCATGTAAAG
CAAACCTTTATGTGATGTCAGACTGGATCTGTGAGCACAGACAGCGGAGCTGTGTTAGCT
ACAGAGCAGAGAAGAGCGTGGAATTGTGTGGGGATTTTCGGATAAAATCCATGTATTTTC
CAGAAACGCTGCTGTACTTATCAGAAGAAGTCCTTAAATAAAAGTAACAGCAGCCCCCCC
CGTCCGTGGTCATAGAAGGGTGGGCGGTTTTTTGTTGGGTCTGGCGGTTTTCAGATGACT
TTTGGGCTGAAAAACTGGGACACAATCTGGCAACCCTGGTTTCAAATAACAGCTGGATTT
CCATATGAACTCTTGACTGAACAGATGCCGATAGAGTTGAGACATAAATTCTGTCCATAA
AAAGAAAGAACTTCAGCTTCAGCCTCACACTGAACTACCTTACATCGATGGACTTTATCG
TGAAGCACAG
>CL9152Contig1
GTTTTAAATTCNGTTTTATTTACTNCTACAAATACTAACAGCTTTTATTGACCCGGGTCG
TTTTTGACCCTCTGAATTGCCTGATAAAGTCAAACCTCCAGGACGAAGGTCAACTACCAG
GTTAGTGATTCTCTGCTTTCAGACGCCGCAGCGGCTCCTCAAACCAGAAAGTGGACCGTT
GGGTCTGGAAGCAGCGATCCAGAACCCACCGAGCCGGGCCGGGCCGCTCTGGCTCTGACC
TGCAGGCGGAACCAAAAGTCTGACGGCAGGATCGAGGTCAGGGGGCGCCGCACACCGGGG
GATGGCAGCCCGACTGCAAACCTTCACTGTCATGAAGCAGGTTATCAGCCGGGGCCTCTG
GGGGGGGGGGGGGGGAAA



>CL9153Contig1
ATGCATTTATTTCAGAGAATAAAATATGTTTCTACATAATACAACGTACAGGAATACAAT
ATTAATTATTGTAGTGATTCTCCAATAAACATTAAAAAGATAAACAGAATGTACGACTGA
TATATACATATATAGATCTATATAAATGGATATGTACAAACACAACAAAACAATAATAGT
ATAAAGTAATAGTTTAACATCTACATTCTACAAGTGTGATAATGAAGATTGAAAGACAGC
TGCCTTGTTACAATCTTTAAATTGTACATAACATCGTGTGTTTTGGTCAGTCTTACTTAG
TTGCAAAACCACCTTTAAATAATGATGAGGTATTTCAGGCGCAATCATGTCATTTTTTTA
TGTACAGAGCAGCAGTGGGTAGGAGTCACTGGACCATCAGGACCATCACAACAGACGCAT
CAGCTGTCTGTCGTCACATCCAGAACACTTTCACATGAGGCCCTATCGCTTGATGAAGGC
AACAGGCAATTCTCTGCTGGGAACCAAAAGTCCAGAGTGTCTCACATCAAGTGGTTCATT
ATCTGTTGCTACGATTTCATAGTCTCGAACCAACCAGCACATTGCCAGCTGCAGCTGCAG
CTCTGCCAGTCTCCGACCAATGCACATCCGCTTCCCGATTCCCAAGGGGACGTGGGCAAA
AGGATTGGATGTTGCTGTTTTCCCTCAGCCAGCGCTCCGGTTTAAACTGCTTGCTGTCAT
TAAAGTATTCTTCACTGGAGCCCAGTGCGTGGCTATTGATCATTAACACAGTCCCTTT
>CL9154Contig1
TTCGGCACGAGGGATGAGTCATGCAAGCAGGAGCAAGAGGCCGTCTCCATCCGGAGCTAC
NAACAGGCGGTGTTTGACCTGACATGGGAGATAATCCAGCAGATTTATGCCGAAGATCCC
GTTACCGATCAGCCTCAGTGGGTCAAACCTCGCCAGTTCAAGTCTTCCTCCATTTACCAA
GTTAAGACGTCTGGAGACGTCAACAAAAATCCAGGAATTTGTCACAGCAGAAATACTGAA
ACTGTTTGGTCTGAAGCAAGACCAGAACCAGAAGACGGACTGGCAGAAGATGCTGAAGTT
TGGCAGGAAGAAGCGGGACCGAGTCGATCAAATACTGGTTCAGGAGCTTCAGGAAGAGGA
AGCTCAGTGGGTCAACTACGATGAAGACGAGCTGTCTGTCAAGATGCAGCTGGCTGACTC
CATCTTTGATGCTCTGCTGAAGGACACTGCAGAAACCTTCACGCGGATCTTTGAGAAGAG
GCCCCGCCGTGGTGTCCGGGTCCACGTGAAGCAGAACCTCTGGCTCCGTGTGGGCAGAAG
CTAATAAACCTCAGACCAGCCTTTCTGAACCACCGGAACCGGTCCTTTTGGAACCACCAG
CTGGAGGAGCTGGGAATGATGGGATGTACTGAGCCGTTTGAATTGTAATGTCCATGAATG
CTGCTAAGCTCGTTGTTCTGTCGTGGATTTGGCGTCCACATCCGCTGATTGGCCACTTTT
CTCTGAAATCTTTAAAAAAAGACTCAAATTGTAACAGATGAAGAATTCTATAGTGCAATC
TGTGATTTGCTAGCAAAGCTAACAAGT
>CL9155Contig1
GGTGAGGGGAAAAAAAAAAATGTTTCAAGCACAGTTCAAATCTTTTTAAAGGGGGAAAGG
GGAAGAAAAGTACATCAATTTGCTTTAGAGGGCATCAGCAGGGGGGAGAGGGAAAAGACT
TGTCTCTGTGTGGCTGGGTCGAGCAAGTAGCCTTAATCAGGCATGTATGGACGGAGGTGA
TCCTCGATGTCTCCCACACCCCAGCATGTCAGCTGGTCCTGGGGCAAGTACAGGCAGAAG
CTGCACAACTTGAAGACTGTGGCCTTGGTCTTAGGAGTCTGCAAGTGTTGTCTATCCATG
AAGAGAAATATGGACTGATTTGGGTTGTTCATGACCATTCCAGCCTTGTCCTTACGACCT
AAAGCATGCAAGCACTGCTTCTCATAGTCTCCATGATGAAATTCAAACTTGGCCTGAACA
GGCCTAAAAGGTTCATCATCAGCTCCTTTCCATCTGGAGAACAGCAGGCAGACAATCTTC
TCGATGTCGTTGCGAGGCCAAAGGATAAAATCCATCTCTTGCGTGCAGCCTATCACATCC
CTTCGCATTGACTGGTATCTTGGGGCATGCAGTTGCACGACATCTTTTTGCAAGAGTTCT
ATTGAACTTTCAAGAGAGTAGCTGGACAAACAAAACGCCTCGTAAGATGTTTTCTTCATA
GTTGTTGGTCATCACAGGAACCACTTCAGCTACTTCAAAAAGTGCTACAACACACCCCTT
TTCCTTGAAAACAAAGGCTATATAGATCTTGAAGTCAAACCTCCC
>CL9156Contig1
GGGGTGAGAGCAGGAGGAGAAAGAGCAAGAGTGTCGACACGATGTCTGCAACAAGGCTCA
TGCAACAGCTGTGGGGACATCGTCCTGCAGAGAGGACAACGTCTGATGCACCACACAGCA
CCAAGTCAGGTGGATCTGGCGGGTCGAATCCTTCGACTGGGCCCTCCCATGAAAACAGGT
TTGAACCCATAAGCGCTGACGATTTTTCACAATTGGTCGTCTACCTTCCAGGTGTGAGGG
ATCCACTTTTTTTCACCAAACTCTACCACACGCACTACGACAACTTCAAGTCTTTTGTTA
AGGATTGTCTGGGCCATATGAACAAAGAGGAAGTGGGACAGTTTGAAGAGGCCAAGCTGC
ACATTTGGGTGGGCGACGGCAGTGAAGGATGGTTGCCAATTCGTCCAGAGGCACCGCTTG
CGTTGAACTATGGCATCACTCCGCTTTATGTGAAGTACCTGGATGCTAACGACACCCAGC
ACAAACATCAATTTACGGTCTCCTCATCCATCTAGATTGTCATGCACTTGCAAATGCATG
CATCTTGTGAATCCCTGTTCAATTCTTGCGATCATTTTCTGTGCGCAATTCGCCTGCTTA
GGAATCTGTTGCTGTTATGTTATTGCAATATCATTTCGATTCCAGGAATAACAACCGAAT
GTATTATTTTTTTTTGAATCATCCCTGCATCTCTTACAATTCGTTA
>CL9157Contig1
GCCGCCAGCCGCACCATCCTCTTGACGCGGCCGCTCTTCGGGGGTTCCGGCGTGGCCGGA
GCTCCGACTCCGCCTCCTGCCGGTGCAGAGACTCCGATCTCCGGATCCGCCGGGGACGAG
GAGCCGCAACAGCACTTCGGAGCCACTTCGGGGATCAGAATTTCAAAAAACGAAAAGAAA
AAGGATCCAAAAAGATGCCAAAGAAAGAACACGGATAAAAATGTCTCTGCCGGCCACTCC
TCTTTGGGAGGTATTTTCCTTAGTTTAGAGTGTCTTCATACAGTCTGAAGAAAGCTGAAG
ATCAAGACTGAAGGACTCGATCCCGATCAGCGCGCAGCCCCAAGTCTCCGCTCCGCTCAG
ACCTCAGCGCGCTTCCAGCTGCCTTCGCTGCCTCCTCTTCCTCATGCCACAGGTTGCTCC



ACTTGGTCCGTTTCTTCTTCTTCTGGCTACATTCTGCGAGACTGTCTTCAGGGGGTTTAC
AAAAACCGGATTTTCTGTACTAAACGGCGCGCGTCTGCGTCACAAACAGGATTCATCCAT
TGCAAAAGGGGACGCGGGAGGGTGTGCGTCTCGTCGTGGCCTGCTGGAGGAGAGAAGTCA
AACCAAATGAAAGTAGGTTCCCC
>CL9158Contig1
GGCACGAGGGTCAGAGGACGCCGTGTTCCATCAAACAGTGGTTATCTCCCACACATGGAT
CTCCTGGTCAGATCACCCCTCCATCCCGTCGGGTTCTGATCCCCCAGAGTCCAGTCAGCG
GCACATCCACAGGAGAACGACGAGCCAAACGCAGACTGGACACTAGTGATGGTTCTCCGG
ACTGTGAGGAGCAGTGCGACTGCGTTACAGAACTCCACCCTGTGGCCAAGAGAAGCCGCA
GCGTTCCCAGCGTCTGCTGTTCCGCTCAGGATTCCCCGCCACGGACGGCCCGCCACCCAT
CTAATCTCAATCAAGCTTCACCAAAACAGGCTGGAAAAGAGAACTGCTGTCCACAGGCAA
GGAACTGGCTGTCAGAGATGGGTCAGAAGATGAGGAAGGGTCAGGGAAGACTCCAGAGTC
CCAGCAACAACAGGAAGCAAGACGTTCAAACACCAGCTACTTCAACCATGCGCTCCCCAC
AGACCATGAAGAAAATCTCCATGTATTTTGCTAAAGCCCCTCTGGACTGACCAGTTTGAG
TGTTTGTTTGTTTTTTTAGCTTCAAGGTATTTTTATGTGGTTAGACAGAAAGTAAATCGT
TAACATGGGGTGCATAAACGATCTAAGATCCAAAGAACAGTTTTGTTTTGTTTTTTTTGT
CTTATTTTGCCATTTTGTATTCTCTGTTGCTGTCTAGAATTTCTATATAAAACATTTCTA
TATCTGCCATTTTATTCTAAACAAACGCCTTAAGAGATGCTTCAGCACTGAATCCAAGAG
AACACAGTTGATGGGCTCATCTGCAGGATTTGTATATTTATGTGCTAAATTCTGCAAAAA
TGTTATTTTCTATCAAAATGTTAGCTAAACAGATTCAAGCAAACCATTCATGTCAGTATT
TTTTTAACTGCATGGTTTCAACATTTTCTTTTAATGTAATATCGTTCATTTGTAAAAGTT
TTCTTTGGTTTATCTGTATTTAAATGCTTTGGTCAAATTGCCTGAATTAAAGG
>CL9159Contig1
CGAATAATGAAGGCCTTGATGATGAAGACCAGCACCGCGTTCCCGTCATTTCTGGCGTCG
GGAACCCGGAAGACTCAAACACACCTGCCAGTGAGTGATTTCTCTTTCACTGGTTTGAGG
TTCTGTTATCCAAGACTCACTTCAGAACCGAACCAAAGAGTTTCTGCTTTCTCTCCGTCT
CTGCTCCTCTTCCCTCCCTCCTCCTCCTCCTCCTGCTCCGAGCATCCGTTGATGGCTTCA
TCGCTGCAGGTATTGAAGCCCTGAAGGTCCGGGTCGGGATCGGGATCCAGCTCGGGCTGG
GACTCCACAGCCGTCTCCCAGTCCTCCTCTTCCTCCTCCTCGTCATCCTCGCCCGTGTGT
GCCCGGGCGGCCTGGCTCTGCAGGAGGCGGAGCTTGGCCACGGCCTGGTCGATGGTGGCC
GTGCCGATCAGGTTGAAGTCGTGCATGCTGATGAGGTGCAGCAGGAAGTTGCGGCAGAGG
CCGCGCTCCACCACCAGGGCGGCGTGCTGCTCAGCGAACAGCAGGCAGGCCTTGTTCATC
TGGTTGTCGGCGATGAAGCCGTGCTTCATGACGTGCAGGTTCCACAGCTTCATGATCTCC
TTCTCGCCCTCGTTGACGTCCGTGAACTCCTCGATTTGCTGCAGGAGAGAGGAGGAGTCA
GATCGGATCCGCCGTTTGGCTCGTTTCCAGAACCAGAGGCGGAGCAAGTCCAAACAACGC
AAAAGGAACAAACAGAACCGCAGTCTGGAGCAGCTCGATCATTAACCGGGTCCAACCCAA
ACATCCAGAACTTAAAGAGGAGAAAAAGGGAAGCAGAAGGTTCATCTGCTTTTTTATCTT
TCATTTTTAAGGAGGAAATTCTAAATTCTGGAATGAATTCCTCCTCTTCTTCAGCATATC
GCTCATTTTCTGGTTGGGTTTGAGTTTTCAGACTGCAGTCGCTCTGGATGAGCGTCTTTT
TGTCTGAAGGTCGTCCCTTTTTTTTTTTTAAAGAAATGGATGTTTATTATTTGGATCAAA
CATCCTTTAACGGCGGTGGGTGGATCAAT
>CL9160Contig1
GCCAAGAGTGACCTTTCTGCTGAGATGTAGGCAACTGCATCCACAGTTTGACCATCACCA
GAAGCAGCCGCCCCATGAAAGAACGTGACAGTAGCCTGGACTAAATCCTTCCAGGTATGG
AACTGAATCGGATCAGGAATGTCTGGGTTCTGTACCTCTGATGCCAGGAATATCAGCGCA
GACTTCTTGAGCTCAGTTTTATCGGGCTCAGCTTCTGTTGCTGTGGGCAGTGTTGGCCAT
TGGTCAGGAGACTGACAAAGAAATTCTGGGCCACTTGACCACCTGTGAGGATGAGTCAAA
TCTGAAAGCCGTAGGCCACGCGTTATGTCATCTGCTGGATTTCTTGCAGAGTTGACATAT
CTCCAGTTGGATGCTTCAGTCAGAGTTTGAATTTCTGCCACACGCGTACCAACAAAGACC
TTGTAACGGCATGATTCAG
>CL9161Contig1
TTTTTTTTTTGACAGAGTAGACAGTTTAATTGAATTGAGATGTCAATAGTCAAGTGAGAG
CGAAAAAAGGCCATGCGTTGCATCGGTTCCCAACGAGGGAGCATCAACATGCACATAATC
ACAGAGATAAGCAGCCATGACATTCACTAAAGTAAACACATTTTGATTAACTGTAGAAAC
AAATAAATTAAAATCTGGGTTGTGAAATGAAGCTGCTACCTACAGGAAACAGCTGCAGGC
AGTTTCTCCTCGTCTGCTGTATCGGCTTACGGGGAATAAATACATGGAAAGTACTGGATA
TGAGAGGCACATCGGAACAGTAGAGGTTAATGTGAACAGTCCTAGCAGGGAATATATTTG
CATTTCAAAGACCAGCTCTGCTGTGAGCCGCTTTGTTTTTTTATTTTTTCCTTTTTTTTA
TAACAGTGAGCTGCCTTTAATGTTGTCAGAAAATATGAATGAAGTGGGTGCATGAATGTA
GCTGAAAGACCAGCCAGGTCAGGAAGGGAAAAGCATTGTTATGCTTTCACAGAATAGGAT
GAAACGCTTTTATAAGAACTCCCTCCAACAATGAGCTTTAACAGAGTAGTTTGGGCTTAG
AAGTACTCCAGTTAATGGATGTGGAAACTATGCTTCCATCACGTGTTCTCACTGCTGCTG
AACTGACTGGTGTTTTTAACATGTTTTCTTTTTTCTTTTTTAGCATTTTTCTGATGATGG
ACATATATTAAGAAAATTAAGCTCCAAATTTCATTTCTGAGCATCTCTTTGTTG



>CL9162Contig1
TTTTTTTTTTGCAGGGTTGTAATATTTTATTTAATTTTCTCAATACATGTCCAGAAAAAA
TGGCACACAAACATGGTTAAATTTCAGTCCAAGGTTGCTCTAAAATGAATTTAAAGCAAA
CAATGACATGAAAGCTTCTTTTTTGTATTCAATTTTAAAATGCTTTTTAATTATGCTGCT
TGCTGAAAATCCATGATAGTTTTTAAATGCCACTTCTTTTGCTTTTTAATTTTCTTAAAG
ATTTAGTTATAATTTTTTCCCCACTTGAAATTCTTAAAACGTCCTTAGTTTTAAGTCAAT
GAGACTCTGTAAGGTGAAAGTTGGTGAAATCAACCCTCAGCCGTAAAATTCCAGAACCTT
CCTGGATTTTTTTGGTCTATTTTAATGAGAAGATATGATTCAAAGATAGAGATTTTGGGC
AGAAAAACC
>CL9163Contig1
GCAGCTGCACTAAAGAGGCACACGGCTCAGCTGAGGGAGGAGCTCCTCAAGCTGCCTTGC
CCCGACGACCTGGNAGCCCGACGGTGACGAGTTCTCCTCAAAGAGCGCCGCTCTCATCCT
CCAAGAGCTGCCCGGTCCGGACTCCGAGAAGCCCGGCGGCAGTCAGGACGGCCACTGCAG
CGAGGGCCAGCTATGAGCCCTCCAGCCCCTCAGCTATTTCCTCCCCCTCCCAGCATCACC
CGATAGTTACTCTCTAAAAGACTCGCCGGCTGGAGAGCGCCAGCCGCCACTTTGTTCATA
TTTGTATGTAAAGATCTAATAGCCGAGAAGGAGCAGACGGACTCTGAAGCACGCTTCGCC
CTGACCGAAGAGTCGACAGAATCTTTTATTTACCTGTAAAAGAGTGTAAACATTTTGTCT
TTTTTCCAATTGTGAAATAACCACTGATTGGTATGTTATTAAACTTGTTTATGTATACAT
AAATGCAGAGGAAAATTACAGATTATATAAGGGAAACTACCTTTAGAGAAGAATGTTTAC
TGAATGTTAATTTCTTTTGGTTTCTTTTTGACTGTTAGAGCGGACACGGTTGTAACCAAG
GATTTATCGGGCCATCTTTAAGGATATTTTAAAGCCCCCTCCCCTCCCGTCTCTGGTTAT
CCTCACTTTTCTGAATAATCTCGGATCATACCCACTTGAATAAAGGCAGATGCTCTGTTT
TCCCTCTTACAGGCTCCACATAAAACGCTCA
>CL9164Contig1
ATTGAAATGCTACAAGAAGTAGAAGCCAGATTCATTCATCATGGATCTGAATGTAAGCTA
TATTGTGGGAAGAATTGCTGGAGGAATTGGCAGAGACATATCTCTCTTCCATTTTCAAGA
ACTACATAATCAAAAACAAACAAACAAAAAAGGAAGTCTCGTCGTGGCTCAGTGGATAAC
GAATCTGACTGGGAACCATGAGGTTGCAGGTTCGATCCCTGGGCTCGCTCAGTGGGTTGA
GGATCCAGCATTGCTGTGAGCCGTGGTGTAGGTCGCAGACACGGCTTGGATCCTGCGTTG
CTGTGGCTCTGGCATAGGCTGGTGGCTACAGCTCCAATTAGACCCCTAGCCTGGGAACCT
CCATTATGCCACAGGTGCGGTCCCAAAAAGACAAAAAAAAAA
>CL9165Contig1
GGACGGATTCCCTGAATCCAGCCTTTCCTCCCTCCTGCACGAGAGCAGCCTGCAGACCAG
CAGCTGCTAGGAGGAGGCGGGGCTNTGAGAGGAGACGCATGGGGAGGATCGACTGCTGGN
GCTTCTGTCGCTNTTCCTNTCAGCTCTTTTGTNTTAGGTTAGAACTTNTTNTGCTGATCT
ATTTGAACCACATTTACGTTGNGGTTNTGCAGAACAGCTGNGGNGGCACGTCTCCNCGGC
GGGGTTTGAGCCTTTCAGCCGNGNGNGNGTTTGNGNGTGTTTTGNGTTGTTTGCAGCTCN
GTTTTTGTACNTGAAAGAAAGAAAAAAGTTTTTTTTTTTATTTAAAATCTGTTGAACGTT
GAACTTTTGGGCCAAAAACGGAGCCGATTTCTTTTTTTTTAACCATCATCTCTGTGTTAC
GACAGAGACGTGGAAGAAAATGTTCTTTTACTGAGAGTTTCATTCAAAGGTGAATTCTTT
TGCACATCCTAATTTAAATACCTTCAAATAAGCTCCTGTCTGCGTTTCCTCGCCACGCCG
GCGCCGCTGCTTTGGTGGACTTTAAGGTTCTTTTTTTTGTCTTTCTTTGAGGCATTCTTG
ACATCAGACTCCCGGCACATCTCTGTGAAGCACGTGGCTGTAATGAAGGTTAAATGTGAT
TCNGTAATTATGTTTGCNTGAACTTCTTGCACTAAAGCGAGGAAAGGAAGCGACTGGCTT
TGATTTGTTTTATTGAGGCTGGGAAGGACTTTTGTATAAAATGTT
>CL9166Contig1
AAAACGGGCGCTCGCTGAGTCGTTTCTCCTTTAAGTAGTCCAGTTCCCCACTTTAAATGA
ATTCTGGGACCCAGACGAGAGGCGTGCCCTCATGTCAGCAGTCATCGTCCGTATCCTCTA
TCAGGACTTTGGTGTCACGGGTCTTTAACTGTAACGCGAGTCGCGGCCTGCGTAGATTCA
TACTGTAGCTCCTTTTCCAGGTCTTCTTACCGTGTCTGTTCCGAACACCGTCCTCTTGGT
CCATCATCTGCTCCAGCAGAGTCTGGTCATCGGCATTGAGCGGAGCCACGCTGATGTCTC
TGACGGCTCGGAACTCGCCGCAGTTATTCAGATGTTCGTTCTCAAGTCGGAAAAAATTCC
ACACAAAGCGTCTGAACACCTCAAGTGGAGCCAGGACTGTAGCCAGTATGTCAGAACTGT
AGGGTATGTCGGTGAGAGTGGTGACAGAAATGGTTAAAATCCATGCAAAGCGCAGGAGGA
CGTCTTCCACAATGGCACTGTAGTAATACGCCTTGTGTGGGTAAACGATCTCCTCCCTCA
GGAAGGAATTTTCCCCGGCGTTGCGGTCAAACAGACCCCAGTCCATCCTCAGATCCCAGA
TGAGTGTGTAACACGAGCTGACCACTAAACAGCTGATATGTAAATAGAGAAAGACGTGGG
CGTGGTCTTGACCTTTTTGTGTGCTGTAGAGTGCAGCGAAGGCCACCACAAAGAAAGACG
TGGAGTATTTCCCAGCGTTGACCAGGTGAGGAAAAGCTCGCTTGGTGTCGCGGTACCGTC
GAAGACATTGGACGAAGCGGAACCACGCAGGTAGACCCCGGCCATAATGCCCGGGTTTAC
GGCGGCTC
>CL9167Contig1
TTTTTTTTTTCCAGTTTTGCTGTTATATTCCACTTTCTGTTTTGTGTGACCATTTTTTTA
TAAATGAAATCAATTCAGGGTTGTTCTTTTAATATATCAAAAAGACCAAATGCTAATTAT



TTTTATCAGCTTTTTTTTACTAATTAGAAAACCTAAATAATAAATTAAATCTGCTCTATA
CATTACATAAATAGTGCAGAAAAATGACTGATTACTAAAAGGAGCTTCATTTCCAGAAGA
AAATGCAGGGTTGAATGATATTGCTGAATGATAATAAAGGTTAATAATAGGCACCAAAAA
ATACTTAATAGAGAAATGATCAAATTTGACCATAAACATAGTGAAAATC
>CL9168Contig1
ATTTCTCATGAAAATTCTTTACAGTTACACAAATAGTTAAAGAAGTCACTGTGTAGAATT
GTCCTATTTGAAGAAGTAGTCACGAAGCAGTTATTCTAATACAATGTTGCATGGTCCCCA
GAAGACATTACCAACATTACATACATTACATACATACAATGTCCTTTTACATTTCGTAAT
TTTATCAAAATTATGCTATTAAAAAATATATTTACAATGCCATCCGTGGCTATATTTAGT
CCTACAGAAGTAGATTCACCCTATCCAACAATAATTGCTTCAAAAACCTGATATCAAGCT
AAACTGGGATTGAATTTTCTACTTAATGTGTTATTGCCTGTCAAGTCTTCAATTGCACAG
TTAGAGCTGAAGATATAGCAGATTGTCTTTAGGAACTTAGAAAGTTCTAAAATTTAGTTG
ACATTGTTTTAGCTTTTTCAGTTGTAATCAATAGATTGATAACGGCCATCATCTGCACAA
CCACTAAATACAAGACAGAGGTGGTTTTAATGCATCTCAATCTGCTGGATAGTCTTACTC
TAACCTTGCTTTGTGGCCTCTAAAGTTGCACTAATGATCTGTTTTAGTTAGCAGCCGTCA
TTGTCTTAGCGCTGCCCTCTACGATCGTCATAACGGCGCTCATCATCATAATGGCGGTCG
TCATCATAACGCTCATTGCGATCACTGTACTTGTCACGACGGTCGCTGTAGTTGCTCCGT
TGGTCATCAAAGTCACTGCGCCGGTCATCATAATCTCTGCGACGGTCATTGATGTCACTG
CGGCGGTCATCAAAGTCACTGCGGCGGTCATCAAAGTCACTGCGGCGGTCATCATAATCT
CTGCGTCGGTCATTGATGTCACTGCGCCTGTCATCATTGTGCTCTGACTTTTCCTCATAT
TGATCCCGTCGAGTTATGGGGCCCTTGGAATCACTGTAAACCACTGAGCTCTCTTCTCTC
CCAGGGTG
>CL9169Contig1
TTTTTTTTTTATGAACACATTTATTGTAAGAAAATACTGACAGATGCTACAAACAACTAT
TTACACGGTGTGTGACGAAACAGGAGGTGTTGGAGGTCTCAATGCTTTACTTCTTTGACA
GTTTGGCTTGTTTGTTCTTGGGAGGGGCCCACTTTAAGCACAAAGTGTCCACTGTGATGG
GGGGTTTCTTGTACTGGGCGCTCTTCAGGTGCTCCTCCACCAGCTTGGGGGTCACGCAGA
TGACGTGCTGACCCTTCCAGTACTTCACCATGTTGAGCGACTGCAGCGTGCTGATGATGT
CACTCTGCGTGATGCTGGTCATCTGGCTGTGAATCAGAATTCCCAAAGAAGCTGAAGCCT
TCCCTCCCACCAGCACAACTGAGGCCAGCAGGAGGCGTGCTGATTACTCGAGGCCCCGGC
TTC
>CL9170Contig1
TTTTTTTTTTGNTGTTTTTCTTTTTATTAACCCCTTGACACCTATTGATGCAAATATTCA
TCAAACTATACTTCTGCTCCAACAATGACTTTAATTTAGCATCTACATGTGAGAAGAAAT
ATAAGTGATTTTTTTTTTCTTTTAATAGTTGGAAACAAATCCAGGCATCAAAGGGTTGAG
AGTTATTCCTCATTCTTTTATTTTACATGAATATGCAATAATTATCAAAATAAAATACTT
AAATTTCCTGTCAGTTTCACAATCTGTGATCAATATTTGCCCAAAAGCCCACAACTGTGT
TATATAATTAATAAAATATGAAAAATAAACCATGAAGGCTTTTTCTTTTGCTCAGTTTAA
CCCTTTTCTGTCTGTTCTCACTTCTATTTAACTGTGTAATACTTCTTCCATCACACAAAT
AACAAACTTTAATATATTTTTT
>CL9171Contig1
CCGTTAAACCCGGGCATTATGGCCGGGGAAAACTAAACTAAACATTAACTGTTGTTGTTG
CGTGGGAAGTTGAGAATTATTTGGGAGACTTGTTTTGTGTGTTTGGTGATACTAATTTCA
ACATTTCAAACGGGAAAAGAATGGAAACAAAACAGTTTACAGGAGGGGCGACTGACTGTG
AGAGTGTTGACATCATGGGGTTCACAGGCAGACAGGGGAAAGTTCCACGGAGGATCATTC
ACTTTGCCAGTGGGGAAACCATGGAAGAGTACAGCACTGATGAAGAGGATGAGCCTGTGA
AGAAAGATGTTACTCCAGTTGATCCGGCTAAACTGACCTGGGGTCCTTTTATCTGGTTCC
AGATGTGGCGAATGGCCACCTCCACTGTCTCAGGAGGAGGAGGAAGAGGAGGACAACCGT
CTGGCGGAGGAGGCAGAGCGTCAGTTCAATCTGCAGCAGAGAAGTGGGCAGAACAATCCT
GCATTGGTGGAGCAGCCAGAGACGTCCACAGCCTCCTTTGTAAACATTAGCTTTGAGCTC
CAGCCTGAGCCGCCCCTCAGTGGTCCAGACTCAGACAGAGTCCCTTCTCCACTTCCATCT
TGAAAACAGACTCTTGAAAAACCTAATTTAATTGGCAATGTATACTAATTATATTATTTT
TCTATGTTTTTTTTTTTTACATTTCTAAAATATTTTAATTATTATGCATTGCAGGAAACC
CGAAAAGAAGCAGCCTAACCTTTGTATGTAAATGTATCTAAATATGATCTATGCAGAACT
TATCGTATGTTTAAAT
>CL9172Contig1
TCGGCACGAGGGTCCCCCCGGCTCTGAGGACGTCGGCTCAGGGGATCCTGCAGGGGCTGC
ACCTGGGGCTGGGCCGTGGCTGCGGTGCCATGGTGGGAGGAGTCTTTGTCAATTATTTTG
GCGCCGCCGAGACGTTCCGAGGAATCGGCATGGCCTCCCTCGTCATCCTCCTCATCTTCT
CCCTCATCCAGTGTCTGAGTGAAGACGGCAGAGAGAAAGAGGACAAAATCTTGGCGGAGA
ACATCCCGGTTCCGTCCAGCCCCGTTCCCATCGCCACCATCGACCTGGTTCAGAACCACA
ACCAGAACGCTGTGGATAGCCCCGTCCCGGCCCGCCCGGCCACAGCGCTGCTCCTCAAAA
AGACGAAGCACCAGCAGGACCAGGAGGACCCCATGAAGCCGGCGTGGGTGCTCTCTGGCG
CCCCCTGGGTCACCATTTCCTTCGCCATCGTCCAGATCAGAGAGATGATCAGCCTGAAGA



GGAGCAGCCGAGCCGCCACAGACGACCAACCGCCGGAGGTGACTGATGAGGCCCCACCTC
AAACCCAGGAGGCGCCAACGGCGAGCGGCGGCCAACAGGAACTACAAAGAAGCAACGACG
ACTCGCAACCGACGGACCAAACCCAGCCCGCCTCAGAGGGAACCCCCCCCTTCATGGAGG
AGGACACTCAGCCACACTTGAGCTGACCTCCGTCACGGAGACGAGTCTAAACTCTGTATT
TATACCCATGATTAAGACCTGGAAATTATTGGGATCTAAGTTATTTATTTGAATTTTTGG
GGT
>CL9173Contig1
TTTTTTTTTTGTTTAGTAAAGGTTTTATTGGTCACAGCAGATGTTCATCCTTTGCTCGGT
CAGTATAGAATTGCACCGAAAACCTTTTCCTCTGTCGGTCACTTTTACATCAGGCCTTTT
TAGAAGCATCAGGATTCTAATTCCCAGTGGAGAACTGGAGCTTTTCTAACAAACAGAACA
GACTTAAATATGATCATAGCTTTTACAAATATTCTTCCGAATCTCAAAATCTCACCAGAG
ACTCATAGTTTCAGCTTGAAGGTCTTTTAGCCAATAAAGTCGCCTGTTTTCATTGAATTG
TGGAATTCAAACATGAAACCATCTTTACATTCAAACTCCTAAAGCTTCAGTTACTTTTCT
AAGCTAAATAACTGATGCTTTAGCTCCATGGTAATGGAGAAATGCTGGAC
>CL9174Contig1
GCTTCCCTTTTGGAGCACAGCTACATGACGGTCAATTTTTTCTATGAAGCTTGGCACTNA
GCGTCATTTTGGTCATTTTTTTCCCCCAGAACGGTGAAATGTCTGGGTGTGCTGACAGGA
GCTCAGCTGTTCTCCCTCACCAAAGACGAGCTGCGAGAGGTGATTCCAGAGGAGGGCACC
AGAGTCTACAGCCAGCTCACTGTGCAAAAAGCGCTGCTAGAGGATGCAAGAAGGGCAACA
GAGTTGGAAGCAGTAATGGAGAAACAGAAAATGAAGGTGGATCTGAAGCTGGAGAGCAGC
ACTTTGTGAGCTGCAGAACATCCACACCGCGGAGTCGGATCAACCGCTGCTCTGACGCCG
GCCGCCACCGCGCATTGGACTGTAAATGTATTCACTGTATTTATCACAGCTCAAGTGCCT
GACAGACTTAGCTGACTTTGTGCTAAAAAAAAAGCATCATGATCACTTTAAAGTCAAGGA
AGTTGTCAATGAATGTAATGTCTTCAATGTAAACCTGCTGCATTCATTAAATATTTGAAC
ACCAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>CL9175Contig1
CGAGGCTCCNGTAAAGAGAGTCATCAAGCTGCATCATGCATCACACAAGGGCGACCCCTC
CTGTTCCTCTGCCACGGACGCAGCGTTGCACTAAGACAAAGTCTCTTGATGAGGAGTTGT
TACGTACTAACTGCTCACCTGAGTGTCCTGCAGAACCTACAGAGATGAGTCCCTATCAGA
ACCAACCACCACCNTGTGTTGCCCAAGAAGAAGATTATAAAGCAGAATTCAGAAAATATT
CAAACTTTGCCAATCTATGAAGAAGTATTGAAGATGAGTCCCTATCAGAACCAACCACCA
CCTGTGTTGCCCAAGAAGAAGATTATAAAGCAGAATTCAGAAAATATTCAAACTTTGCCA
ATCTATGAAGAAGTATTGAAGGACATGAACCGTCGCATCTCTAGGATGGTCTGTCAAGAA
TCTCCTGCTGTCCCACCTACCCCACCAAAAAAGGATCCTGATGGCAAAAAGAACAACTCG
GTAATTACTTTCAATCAAAATGATAAGTGTCAAGAGGTGCAGAAAAAAGAATCTCTTTCC
AGCAGGAACATATCTTGGAAAGAGTTCTGCAATGATCTTAAAAGAAAAGGAGCAACTGAG
AAAGAGTGAGTATTGTTCAAATACTATTTTGTGCAAAATCTTACAGATGCAAATGTTACG
TTAAAAAAATGGAGCTTAACTGATAAGGTTTTAGAGATATTGATTGTTTTCACGTTTAAA
TCCCATGAAAGGCTTGAGTTAATTGATTTCAAGTTGTTTTAACTCCCTTAACTTGCCTAA
ACTTTAAACCAAGTTTCTGGAATACTGGCTAAAACTACACAAATTACTCAGTGAATGAGG
TCCATTTTAAAGACCCAC
>CL9176Contig1
ATTTTCTTAGAAGCACTATGGCTTACATTTCCATCAATAGCTGTGATTGCTACAGAAAAT
ACACGTGATAAACGAGTCACATTCTTGGATCATGTACAAATAAATGAAGTTAAGACTGGT
TTGCAGAAAGATTGGCACATTTACAATAACTGCTTCCAGTTTTTACTCTTCTAGAAAGTC
TTCAACCAGTTTGTTGAACTCGTCAGCATACCGCAGATGGAGGTTGTGTTTTCCTTCTGG
CATGGAATGCAATCTGGATCCTTTGATGTGTTTGAGGAGGTACTGAGGATGAAAACTTGG
CACCAGGGGGTCTTTTTCTCCGTGGACGATTAGGGTTGGACAGCTGATTAAGGGCAACTG
TTCCCTGCAAATACTTCCTCCTGGTTTTTTAGCAAACTGTGCAATTCCATCCACCCNGGC
CTCCCACGTTTTAGCAAAACCGTGAGCGCCGTAAACCTCCTCCATGGGCTGCCGCATGCG
TGCACTCCACCTGGAGACGTCCCGTACCACTGTACGTCCCC
>CL9177Contig1
TTTTTTTTTTGCGTTTTTTAAACAGCCATTTATTTGAAACGTTGCATCCCAACAATCCAT
GAGCAGTTCTTCAAAATGTAAAGTTAAAAATACATTTTTGATCATTTTGAATGGAATCTG
TCAGACTGTTTTTTTAGCATTTAAATAATGAGCATAAATTTTTTTAAAGAATAAAGAAAA
GGGGCATTAAAATGTGTTGTGTAATATCAGGTTTGGACTGAAGTGATCAGCTGAACATGT
TAAAATGAACAAGGAGAACCTAAAGGAACCAGAACGCGGACAGAAGCATCCAGATGTTCT
CCACAGAGCTACAGCTGCTGCGTTCCCTCCTCTGAGGCCAGTTTCTCCATCTTTGCCACA
AACCGCTTCCGACTGGTGTCTAGAATGTTGATGCCGTTTTTGTGGAAGTCGTAGCCGACC
CTCTGCAGCTCCTGCAGCCGCTCCATGATGTTCTGGGTGCTGTAGTCCAACACTTTGGGC
TTCTTCAGGATCTGGCTCACCGTTATTCCTCCTTTCAGAAGGCAGTCCAGCTTTGTGTTT
AAGGTTTCTGGGCCGATGTAGAGAACCATTGGATAGCTGATGATCAGCTTCTTCAGGTCC
TCCTCCTTGCAGCCGAGGGAGGTCATCTTCTGCCGAAGACTCCTGAAGTTCTTCTTCAGG
TACTCGCTGGAGAGGTCCAGGATGTCTGCGCCGTGGCCTTGGAGCAGAGCCAGCAGCTCC



GAATCGCTCAGATGCAGCGACGCTCTCAGGTTGTCGATGTTTGCTCGCACTCTTCTGGTG
CTTCTGAT
>CL9178Contig1
GGATTGATAAAACCTATTTATTTAATCAAATGTGATTAAACCTAAAGCAAAAAAATAGAC
TAAACGTATGATACACCCTAAAATACAAAACCCATTTTTAAAGATGTGGAAGTGTGATTT
TAAGCTTAAAAGCATGTCTTCATTTGAAGCATGCCCTCCTATGTACATGAAGAACCCGCT
GACAGTGAGGACATGTGTGGTAGGCATCCTTGAAGTGGTTTACAAAAAATGGGATCAAGC
AGCAGCCAAGCATCAACCCACATAACACAAACACAAGACACATAAACCAGGCATAGGTCC
CAACTTTCAAGCTGACTTGTGTCGTGACCAGAATCTGGCAGGAATCACATGTCATCAGTG
CCGGAGAGCGAAACAACTCAATTTCACGTCTCGCAGACTTGACCCTTAGAGGCAATGAAG
TGGTGGCAGGCACATGAAGTGGAGATGGATGAAGTGGTGAAGTGTTGTAGGTTGAGTTAA
TGTGGTACACCCCCACATTTCTCTTTGTCTCTTTTTTATCTGATAATAAATATGGAGGAG
GTGCTGTAAAAGGATCCTCAATTCTTTTCACTGACTCCATTCAACAGATTTGCTCAAACA
TAAAAAAAGTAAAACACTTCTGTTTGTATGCGAGCATCCAACCCCCGGCCATAA
>CL9179Contig1
AACTACTTTTTTCACAATTAAGATAGCACATTTAAAAGACAAACTTTTTCGCACATTCAG
CATAAACCCTTATGTCATAATAAATGTGTAATTATCAAGACAAATGCATTACAACAGGAT
AGCTTCAGAAACACAACAAAGATGTTTTTAGACTTTGTGTAGATTGTGTATAGTATTGTT
ATATTGCCTTTGTGCCAAATGTGTCCTAGTTGTACAGTGATCTAATACTTTATGTAAATT
GATCATTCAGTTTAAGTAATAGATTGTTAAATCAATTTTTAATGAGAGTCTATTTATCTG
CCGTCCTGTTCCATTTGTAATGTGTTCCTCCTCTTCAGAAACTCTGCTGTGTGATCTCAC
AACCTTTTAATTAACAGCTGTGTCTTTTGGTCTGTTTGTCAACCAAAGAAGGGTTTAGAC
ACATGACTGAACATATAACTGGATCTTGTTCTCTTTTGTGAACAGATTCCTGTATTTATA
TGAGAACGCTTCATATGCTGCCTTTTAACTTTTGTGCAATCTATATTGTGTGCGGCGTTG
TTGTGATTTGCTGATTGAATGTTGTCAAAATTGCTCCAAGATTAGAAGTGTGGCTGCTGC
TGCTGCCAGTGCTATTGTAATAAGGAAAAAGCACAATGCTAAATGATGCACTTGGACAGC
CTTTATTCTGGAGATACATGACTGTCTGTATTATTATAAGCGAAGTGAAGTACAGTTATA
ATATGCAAGATTTTATTTGGCATCACACGCTTTCTAAAGGCACACTTTAATGTTCATCTC
TAAGCATTTTGCCTGAACAAAGAAATGCACAGTGTTTGTTATTGTATTGAAATGTATTCA
ACAAGTACCAGTACATTCCTGAATTAGTGGGAAAAACTTCCCCTTGTTGTCTTTAAATGT
AAGCACTTTACTGAACCTATTATATGATTGTACCCACAATAAAGTATAAGCAGAAGAGAC
GAACATCTGCAGACATGCTCTGTAGTATGTAAAGATGTTTACGGTAAATAAATGCA
>CL9180Contig1
GTTTACCTCTTCATTAAGCAATAGGTCCATGAGAGGAAAAAGGAAAAAAAAAACAAAAAC
GGACCTTTTTGAGGGGGGGGTGCATTTAAAGATGCATTGTAACTGTGCATTGAACAGAAT
TTGTACTCCAACATTTGAAGTTGAATAGCTTTGATACATGTCCATCAGCCTTCACAGGTA
AAAGGGTCTGCCAGTTATTTTTGCTGGGATGAGTTGTCTTTTTTTTCTTCTTTTTCTGTG
AAACACCTTGACAGGCGACTAAAACGCTCATGGCATCTCCTCCGGTTACTAACAAGAAAC
GACAGATGTGCTTGTTATATTTGAAGGTTGAAAGAGATGCTGTCAAGTCTTAGGATTTTA
TCCCTCCTCCATATGTTATGACCATATGTTACCAACTCTTGTTGGTCTAAAGATTCCACT
TTGTTTTACTTTTATTTATTGGAGTTTGGGTTTCCCACGAGATATTTGATCAGATTCTCC
TCAGAGCATCTGTGCATGGAAGGATTTGATGAAAGTACTTGGGGGGGGGCGCCTTCCACT
CATGATGTAAAGATGTACAGAGAGGGTTGGGCAGTTTGCCCACACTCAGGATGTAAACCT
CATAACTGTCATATTTTAAATAAACCTAGAACAAGACTGCGGCAATGTCATCTTGAATGT
CTTATGACTCATTTTTACTTTTGCATGTATATTTCTTTGTACAGAAGAATGTCTTTACTT
GTGTTGGAAATATTTTATTTTGTTCTCTGTTATTTTGCCATTAAACATACAAGAAACAAA
AAAAAAAAAAAAAAAA
>CL9181Contig1
CACGAGGGAATGATCCATCCATCCGAAAGGATGTGGAAACACAACGGTCTGTTTCCTAAA
GGCCGGAAGTTTGTAGCCTTTGGATTGATTGAAAGTGGTGGACAGGTCCTCCTATTTCTT
TGGACAACTTCACAGGACATCTGCTCTCACCTCCTGAGGTGTCACTAAGCGTCCTGCTTT
CTGGATTGAATAGGTTCAGTGTTATGAACTCCTGGGAATAGTACACACTGGAACGTGTTT
GCCATATTTGTTTGAATTACAAATGCCATAAAGGAGGATGTTTGGAAGTGCCCCTGAAGA
AAAAAAATAGAAAAAAAAGTAGCCATTGACTGGCTACATTTTCTGTGTTGTAGCAAAGTG
ACTGAATTTTTGATTAAAGGCTAGAAACAGGACAATGAGGACACTGGACTGAACCAACAT
CTACAAACTGGAGACTGAAACTCACGCCTCAACGCCAAACTTTACTGTACTGTTCTTTTA
CCGTGTCTCAATCTAACATTATCTTACACTGGAGTAGGCAAACACTGATCAAAATACACT
GAATTTAGAGAAGACTTCTGCTGTGTACCGTAGCTAGTTATACTGGGAAATATCAATAAA
CTTTTCATTCTTAGAAACTGCTGCCACATCCAAATGAAATAATATAACAAAAAATAAATA
AAAATGCCTGCTTTGATAGCATACTAGGAATATCAGCAAGTCTTAAAGGCCTGACTTTTA
GAAAAGGCTTTTATGTAAAAATGCTTTTAGAGAATCATTTCCAAGGGAAAAATAAAATGT
TATTGCTTAACTTATTAAAAAGAAGATATAAATTCCTCCGGTTCTCAATTGTAATTATTG
TTTCTCTTGCCAGGTTACAATTGTTGGTTGTAAAACT
>CL9182Contig1



GTNTTTTTGTTTTGCCCTACTGGACTAGACCAAGCTTTGAGCAACCCTCAACACAAAAAG
NAGCTGGGCACACAATTTGGCTGGTNTCATTTTATTGTTTCAAGGCCAGAAAGCATTTCA
AGTTCATTTATAAAATAAAGGANATNTGCAGTTTCACATCCTGTTTCAGGNGGGGAAGTT
TGCTTTACCCTTTTTTTAATTTTCAAAATAGTNTTTATTTCTTGCNGTAGNTGATTTTTT
TTTTTTTCTTCAGTTCTTTTGTTTTTCTGTTTTTGCACTGCTGGCTTGGAACAAACCGTG
GTGTGCACCTGCAGTCTGTGTCCAGGGGATGGCGCCACTGTTTGCTCTCCTGGCCCAATC
GTTCATGTGCTGGTTTCTAAGATCTGCAATAATTTACTGCATCAGGTTAATGTTTTTACC
TGAACAAAAA
>CL9183Contig1
TCTCCGCTGTGATGTGATAGGGGCTACTGGGTTCTGCAGAACTGTTGGGGGAGCTGGGGA
ATATTTGAGAGGTGGGGGACTGTGCGAGGGACGAAGATGGAGAAGAGGAGAAGGAGGAGC
CGGGCAGTGGGGGGAAGGCGTCCGGGTAGGTGGCATTCTGGGGCATCAGGGGCTCATTGT
GGAGGGAGGCATTCCTAAACTTTGCCAGCAAGCTGTGCTGGGGGTTAAACTCGCTGTGAC
GGGGAACTAGAACCGGAGGCAGCACTGGAGTCTCCACGCGCCGGTAGTGATATGGATTGA
CACAGATATCCTTCTGCTTAGAACCAAAGGGGAACTCGCAGCACTCCAGAGGCTTCAGCT
CATGATGGGACTGCAGGTCAGGCCAGCGCCACACCCGGCAGTAGATGACGTGGGGCAGGC
CCTTTCTGTGGGACACCTGCAGTCTGCCATCCAGCGACCGAGGGATGGTCACGCACTTAC
TGGGCTGCCCGGGACAGCTCAGGGCTCTCTCCAGCTCCTCCATCGCTCCTTTCTTCTTCT
TGAGTTTCTTAACAAGAGAATCGACAGCCTTTTCGGCCCACTTCTCCTCCTCGTCGCCTT
GCTTCCAGCCAAGCAGCCGTTTCACTGCCGGGCTGGTGAAGGAGAACAGGGACGTAAAGG
ACGTGGAGGAGTTCATTTTGAGGGCGAAGCACAGTCGGGGAGATGAACTGATAGGTCAAG
TTGGATTAGAGTTCCCTCGAGGACAGGAATTTATCGACCACAACGTAAAAAACAACAACA
AAAAATGGAGGCAAGATTAAAAGAGCTGACGTGCTGAGTCAGGGCAGATGTTTTTGTTTG
TATTCCTCTGCTTTTTTTCCAAGCAGCTTTCAGTGAAGACGCTGGACTCCAGCCAGCTCC
CAATCCTGTCTCTGTGCCGGCACAAAAGGGATNCTGGCGGCTCTGGATTGAGCCTCCTGC
TGGGAAGGTTATTCCTCACAGAGCCAGAAGCCCAGGTCAAGTTTCAATCATNTNCTGTTG
TGATAACAAGTGCACAGAAGA
>CL9184Contig1
GGCTTTATGGTCTACAATTAATGCTTCAAATAAACTAATAAATCAAAGTCTCCCTCCATC
TTTCACCTTTGTTTTCCCTCGCCATNATCAGCGTTTGACTTTTTAAGCAATGAGTACAAA
AAAATGCAATAGGACAAAGTCAAGTATAGAAATGAAAAATTCAAGATACAAATTNGTTTA
TTTTACTTTTTTTNTCCTGTTNTGAGGTGTAACAAAAGAAACTATTGAAATTTAAAAAAT
TCTATGTTGCTTTTTTCATATTTAAGTGCTTTTATCGTATGCACTTGAAGGAACTTTAAA
GAAAAGGCAGTTTGATGTCCGAATTTGATGTTTCTGTCAAAATCAGTTTGGCCACTTTTC
TCATTTCCTCACTGAGCTCCACCGCCGGTGTCAAACATCTTCTTACGACCCTCCATGCCA
GACATCGCCTCCACATTTTTACGCCAGTCACCCACTTCAGAGGTAAGAACCTTGTCTTGT
TTGACATCCTCCTTCTTGACAGACTTAAGGTTTGCTCTGAGGTCCATTGAGCCCTTGTGT
TTGGATCCCAGAAGAGCCCTCATCATCTCGTCTGCTGACACCCTGACCTTTCTCAGGGCT
GGCTTTTTGAATTTACCTCCAAGATCCTGCACTTTCAATTTTAGCTCATGAATATCTTTG
TTGTGTTTGACCACTTTATGTTCACAATCGTACCTTTCTTCATCCACAACGTCAATTTTT
TCATGAAGTTGCTTGCACAGTTTTTGCAACTCATCCAAAGAGAGTCCTGAGAGCTGCAAT
GGCGGCAGCTTCTCCCCGAGATAGCGGACTTTCTCTTCCTCTCGCTCTAGTTTCTCCTTC
TCCAGATCCTCACAGGCTCTGGTGAGGAGGAGCATTTTGAGGGAGAGCTTTCGGGAAGCC
GAAATCTTCGACTTCGGCTTATCCCATTTGGGATTCATGGCTCTGGTTCTGTGGGGCTAC
TCAGTTACCTGAACTCATAACCC
>CL9185Contig1
GCACTCTGGGATACAGCCTGGACAACCCCCTCACCTACGTACGCAAAGACTTTGTGACGG
GTAAACCTGTGACATGCGACGCCTGCCAGCCTGGGTACTACCTGCGCGCGCACTGCACGG
CGACGCAGAAGAGCCAGTGCTGCCCCGTGTCCGGCAGGCTCGTTCACGGCGATCTGGAAC
TACATCGACAAGTGTTTGCGCTGCGGACTGTGCGGGTTGAACGAGGTGGTGAAGAAGCCC
TGCACGGCGTCCAACGACTCCCAGTGCGCGTGCAAGGACGGGTACTTTCTTCCACCCGCG
GTACAACATGTGCACGCGCCACAGCGAGTGTCCATCCGGACAAGGAGTCCTCACTGAAGG
GACCGCTGAGAAGAACACGGTGTGTCACAGCTGTCCTGATGGCACCTTCTCCAACTCCTC
CTCTGCGCGGCAGAACTGCACACAGCATAGGAGCTGCAGTGATGTGGGCCTGAA
>CL9186Contig1
AAGCAAGTTTTATAAAAGAGTTTCTGCAGTCGTTTAGCTTTTAAATTCATGGCGAGGGAA
GAGTAGATGTTGAATTTTATTTTAAAGTTGCTTCAATTAAAGCCATTTGGTCACCTTCAT
CCTCTTAATCCCATAAACTGGTGATAGTCTGTTTTAGGAATAAGTGGCAAACCCCCTTAG
GAGCAGAGGTCGGTCTTTTGGTCTCTCAGCTTAAGTTGTGGATTCCATTGTTCTAGAAAT
TACTAAAGAGCTCATATTTCTTCATCCAGTCCATCTGTGGAGCCTTCCTCTTTTCCTTGG
CATGAACCTTCATCTTTTCCTCCGCTGCTGTTGCGCTCAGACTCAAGCCCATCTCAGCGA
AAGGGTCCATGTGGAGGCTGCCATCATCATCTGCCAGCTGTGTGCTGTTGCCCTGGCTGC
TAAGGTCAGAGCGCGTGGACCTTATGGACTGTGTGGTAGAGCTGCCGTTAATTTGAGTGT
TAGATGGTCCCGTTGGGTATGGATGGACCATCATAATCTTTGACGTGACTTAGAGTTGGA



ACCACTCCCATCCTCTTAAAGTGTTCATGCTGTGTCCGGATCCACCACCAACAACCAGGT
TTGATCTCCTCCTTTCTTTATGAAAGCCACGACCTCCCGCGTGAC
>CL9187Contig1
TTTTTTTTTTAACTTTGCATCTACTTTATTTCTACTTCACATATATAGGGACATGCTACA
ACATCTTTATTGGCAGTTGTAAAGGATGTTGATTCTGGTGACGTCCCAGAAGGACAAGCC
GTTCCTCTGGCCGATGGGGACATTGGGATTAGGGATGGGGGTGATGGTATCCCGCCTCGT
GCCGAATTCGGCACGAGGTGGGGTTTTAATAATAATAATTGATACTTTTTTAAAAAGGTT
TATATTATTTCTACAAGAAGTTACTAACCTAGAGTCAATGGATTGTTAATTACATTTAAA
TGTTTTACATAAAAGTATTTTAAAAGGTAAACTTCTGTTCTTTAATGTTGTTTAATTCTT
TTTGTTACCTTCTTACATGTCTTCTGTCCGGCTGCTTGTAGTATCCG
>CL9188Contig1
ACCGGCCGTNAAACCCGGGCATTATGGCCGGGGAGAGCTCAAAGAGCTGCGGGACGAAGG
ATCTGCTCACAAAAATGGCTCCATGCCCAACAGGCTACTCTTCTCTCCACCATATGAGGA
TGTCTGAAAAGGATCACATTAAATTGAGAAAACCTTTAGTGGAGAAAATGCGAAGGGATC
GCATCAACAGCTGCATCGAGCAGCTCAAAGTCATCCTGGAGAAGGAGTTTCACAAGCAGG
AGCCAAACTCCAAGCTGGAGAAAGCTGACATCTTGGAGATGACGGTGAGCTTCCTGAGGC
ATCAGCTACAGACAGGACAACACCACAGAGACTACAGCCAAGGAAGCTCTCTCTGCTGGA
AGGACGCCTTCTCTTCTGCGGCCGTTGCTCCTCTGCAGGGTCTCCAGCGGCAGGAACAGA
CACTCCATCAGGCTCAAAAAGACCACAGCTCCTCCTCTTTGTGCTCCATACTGCAGGACA
GCAGCAGAGGGTCTGTGTGGAGGCCTTGGTAGTGTGTTTTCCAGCTTCCACCCACCTGTG
GGTTTCTTTCTGTCTCATCACATTGATGGACAAATATCAAATTCTAAACAGTGTCCTACT
TTGACTATGATGCTTTTTCATTTGTGTCTGAAGCAAATTAACAAATTAAAGTTTTGTTTA
TTTTGTTGATTGTTTACTCCAGTGGAGTTTATAGTTGGGCTTCTTGATGTGACAGTATGT
ATGCCAAACTGTGCCTGTCTGACAGCCTCTGTTGAGAATATTTCTCTTGTGTTTTGACCA
AATCCTGAAAAAAAAAAANNANN
>CL9189Contig1
AAAAAGTAAATAAAAACAGAATATACAACAATGCGGATGTGATGGATGGTTGCCAAAAAC
CCACAAGGGGCTTAACATGTGGCAACCACCATAATGATTGTATAAGCTAAAAAACAATAC
CGTTCAGTAAATACAATACATAAAAAATCAATACATATTCAATTCATGCACTTACATTCT
TTTATCAAACTAAAAATACATGCCATATGGAAAAGTAACATTGTTAAGAAGAAAGCTTTT
TAGGGCTTTTTTTAAACTGATTCTAAATTTCTTGCTTTGTGATTGACCATGACTGAACAT
TGCTATTTAAGAAAACAACTTATTTATCTATTAAATATTTATTTTCAGGAACTTTAAATC
TTATGATTGATCATGTTGTTTATTAGTTTTAAACTGTTATAGTATTGGATAGTTTCTTGT
TTAGGTTTTTTTTACCACATGCCTCATTGACATACTGGCACAATGTTTACCATCATTTAG
CAGTGTTGGTCCTTTAGAACTTTGTGCTTTAAAATGACAATTAAAAAAACTCAAAAAAAA
AACGGAAAAATGAAATTGGTGTTTGGAGTCCGTGAGTGAATTCCTGGTAGTGATTCCCCA
GTAGATGC
>CL9190Contig1
GGTTTTTTTTCAATACATTTTGTTTTATTATACCATAAAATACAAAACAATAACAAAGCA
TTTCATATTTACAAAATGTACAAAAGTCTTGAGATTATATTACATATATCAGTTATAAAC
AGTTTTTTTTTTGTTCTGAGTTACTCAAATACAAAAATATGAAAGTCTCATATAAATTAT
TGCACTTTGCAGCTGCAGTGCACTGAAAATTGCCATCACCGCTTTTCAAAATAAAAGAAA
AAAAATAAAATCACCTGAAGTCAATTGAGGAAGTTTCCAAACGACTGCTATGGCACTTTT
TCTTTTGTGGGATAAAAACTGTTGTCGCCTCCTTTCGTTTCTGGATCTTTGGTACCTTTT
TTGTTTAGAAAAATAAACCTTAAGCACCATTCTGCATGAGGGGGGAGGGGGTGTACCTGA
AATCCATGCCGTTGCAGGTGAGCATTATTAATGGCGTTTTCTTTTTTTGTTTGTCTGTGA
TGGCGTGGCTGCTGGTTGAAGGCCTCTGGAGATGTTTGGTTTCCCTGATGTTTTCCAGTT
AAAAGCGGTCGGCACCTGGTCCATCCAAGTTTTGTCGGTTAAATAAGACAA
>CL9191Contig1
AAGAGGCTATTACTCAGTACCATATTACATTACATATATATTATGGAAGGAGAGTATGCA
TAACCATTTGTTGTTACCAATAATACAAATAAACTTAAAGTGTTACAAATATNAATGTTT
TTTTTTTGACATTACAGTTTAAACAATGACAACTTGGCAAGGTAGGCAGGGACATGGCAG
CTGACGGTCANACGGGGTTTGTTGATANAAATAAAACATCGCTGGTTAGTTCAGTTACAG
TTCTTCCTCCTCAAATGAACAGTGAGGGCTGCAAAAGCAGGAAAGACCTGTTTACAGAAA
AACAAACTGAAAGTATTTCACTCCGTTCGCGAGGAGAATTCCTTTGCAGTTTTAAAGCAA
ATCTTTTTATTGTCAAAATATGTTGGTGGGGTAAAAGTANAGAACACGT
>CL9192Contig1
AGCAGGGCCTGCTGCAGGAGTTACTCATCGAGTCTCAGGAAACCGCTCAGCAGCGGACCG
AGGTCGCACAAATGCTCGAGGCACTTAAGAAGGCCAATAACATCATCTCTGAGATCCGGG
AGACCCATCTTTGGTAGCCAGAGGAAGCTGACGAGCCTCTTTGTTTGTGGAGAGCTTTAT
GCGTGTTAAAGTGTATGCGAGTTCTCTGTGGAGGATGTGTGCCGCAGTAGTTTCCTCATA
GACTAATGAGCACATTAAGCCGGTACTTTGTCTCAACAGATCATGTTCAGCGCAGTGGAG
CTGCTGCTGTTCCCTCTAATGTGTGTCGTTGGAAAAATCAATTCCAAACTCAGGCCAAAG
GTGTTTCTTAGAGGTTCCTCCTGTGAAAATCATAGCCACAAACATAGTCCTTTTAGCGCC



ACCTTATGAGAACATTCCTGCTTTAAGTGTGACCTTGTAATGTGTAATATTTAAGGATGT
GTTTACGCTGCCCTTTTCCATGTGTATCCATGAGCTGGGCTTCTCCCTGGACCCCTTTGG
CAGGTACTTGTGCTAATATGGATTTATAGTTTAAACTTTCATCACCTTTTGATCATTTAG
ACAGGGAAAAAAAAGCGTGCCAGTGCTGACTGCAGTGCAACAGTGAAGACTAACTGCAGT
TATTGTCCAGAAAGTAATGGATGGGTGAAACAAATAGTTTTTATTAATGAATAGAGCTGC
ATTGGTCAGTCATATTTACATATCAGTCCATTTGTACTTTTGGAGGATATTGCACTTTTG
TGTCATTAACAAGACATATTTTTGGAATTCTTGAAATAAAGTGGAGAACATCAGATCCCT
TCATAGACACGTTTGAGTATTAGTGAGCTGTTATGGATGACATATTCTAAAATTAGAAGT
ATTAAAGAAGTCGGACTGTTTAATATTTATTCCTTAAACAATTATACGTCTCCTGTAGAA
GTTTGAAGGTTCATGTAATGTTGACTATTTTTCTGCTGGAAAGACAAACTGCCTCCAAGA
ATGATCAAAATTGGTAAATCTACAATCCTTACTTGATTAAAGCCATTTGTGTCTTTGTCA
TATTTTGTTTGTAATATGTTGCTTGATTAAAAAAAAACGTCTATTTATTTTATGGTGCTT
TTACTTTGAAACATTCCTTAATGGATCCATATCACTTGTTGGGTTTCTCAGGACGACCTG
CTCTGTAGCTCTGACATATTCTGTGTTAAATGTGTAAAAGCATTGCTTTAGTGTGCACGT
GTGTGTGTGCATGATTTAAGCAGTGAATGAAGGTTGAATTTGTTCTATTGTACATTTCTT
TGACAATTGCCTCTCAGTTCTTGCTTGCCAATA
>CL9193Contig1
TTTTTTTTTTAAAGTTGGTAGTATTTATAAGATCAACAGAGCTACAGTTAGAAGCAGAAG
TTGGTATTTTTATGAATGAAAATAAATTACAACAGAAGCTGTAATACTGAAGGACTTAAA
ATATCGAAAAGTTCTGTACATTTCGGACACGTACTATAAGGAGATGCGTAAAATAATTAG
CATAAACATTGTCGCAACAAATCGTATTAAAGTTTAAGCTACTTCTAAAGTAAAAACAAA
ACATTTGATTACACTGGGACACATATATTATTAAAGCACTGTAACTCAATGACAAAATTA
TAATTTTACACATTTCACTTGTTTGACTGTTTAAGAGACTTCGGGGAAGAAAGTTCGTTG
ACGCCTCGCAGGTATTTCTCCATGAGCTTGGTCAACGCCGGGATCCGTCGCTAAGCCATC
TCCATGACCTTCTTGATCCAGTCCACGTACACAGACACACGGATAAAAATGTTGGGCTGT
CCCGGGTGTCCGCAGCGTCTCATGGGGATGATCACGCCCTCAAGTACCCAGCAGTCACTG
TTCCTGCACGCCAGAGGGCCGCCATAGTCCTTCTCACATGCACCCACTCCACCCTGGAAC
GAGTTCGTGCACATCTCGTTTTCACGAACCCGACCTCTGAAGTACTGGTTGCATATCCTG
TTACTGATGACTGGTACTTTGGCTACGTTGAGGACAGTCTCGTCCCCGGTTCCTTTTGTC
TCCCCCCATCCTGCGATCT
>CL9194Contig1
CTGGTTTCTTACAGCAGCAAAAGGTGTCTGTTGAAACGCTTATCAAACTTGCAAATAAAT
CATAAAAAACGTGCACAGATTTCCATTTTAAAGCTATTTTTGTTTGTTTATGAAAAACTG
TTTTCACATTACTAGTCATTTATGCCAAACAAAGGTGAAACGTATCAATAAAAACAGTAT
TTCTTACAGTAAAAACTAGTAGAAAAGCTGTTTGCTTTAAGAAATATAAAAAATTTGACT
TCAAGCTAACTCCAAGAATTTTAAATAATTGATTTTGCATTTTTATAGTAAAGATTATAT
TTTAACCCAGCCTGTTGGTTAAAACGATGGCCTATACACCAGATAATTATTTAAAAGAAA
AAAATCAGTAAGTTGCTTCAGGAAACTAGAGGTTTAGAGCGGTTAACCTTATCAGGAGTG
TCTGAAACACAAAGCGAGGCAGCAGATGAAGCACAGGGAACTCAGTGAAGCCTGTTGCTT
CTCCGCTGTGTTTGCAGGCGGTGTTTTACACCCGGAGTGCGTGATGAGTGGCTGCTCTGT
TCACAGAGGAGGCAGCTGCTGAACGCGCCTGCGGTTCAAAAGAGCTGAAGGAGCGCGTGG
GAAGCGCCTCAGCACGGTCCACCTGCCACGCGCACGCGCACATAACTGCACTGGGGGTCA
AACCATGTCCGCGGGGTCAAAGCCTACGCCCGGAGAGCACCAAATGGTCAGAATGTGTCA
CACGACGCCTCGTGCCGAATTCGGCACGAGG
>CL9195Contig1
AAACATTCAAACATCTTAGAACAGTCTAGAACAACTTTCCTGAAACATTTTCATGGTTTT
CTTCATCATGTAGACATTTCAATTCTTTTTTTTTTTTAAGCANAAAANCCCTTTTTAAAA
ATTAANCCCNGCTAAGTTNCGGCATTAAANAAANACNCNTTNGGGNAAAANAAGGAAAAA
AAAGGGGGTAANTNCNCANAANCATATAAAANCCCCAAAAGTAANCNA
>CL9196Contig1
ACACCCGTTAAAGACATCGCTGTTACACACAACCGAGTTTGCTTCTCAACTCTTAAATGA
TGGACACAGGAGACCTGTCACTCTGAACTGAAGTGCAGCTCCCCCACTCACTTCGTCTTC
ATTTCGAGGAGGGGTTGCATCTTCCTTTTTATTTTCAACTGCGCATAAAAACATTGGCAT
ATGCTTACGTAATAACGTAATCAAACAAAGATCGTATAGTGACAGACATCACACTCATAC
ACCCCCACTCGATGATGTCACTCAAATCAATAGTAACATTATGTACCAAACAAATGTGCC
GAACCTTTCCGTTTTGAAATTTTGTATTAGACTTTGTGAACACGTCTGCCACAATATTTT
CAGTTGGATAGCAAACTAGTTTAACTTTTCCTTCTAGCACAGTTGACCTTATGAAGTGGT
ATTCAGTGTCCACGTATTTGCTTCTCTGGCGGTTAACAGGATTCTTTGCCAGGCGAATAG
TCCCTTGATTGTCCTACAAGATTTGAGTTAATGCTTCCTGAAAACTACAGTCCATATCTT
TCAATAGCTGTGTGAGGTAAAGAGCTTCCTTGATTGTAGCTGCTAAGGCCATGTATTCTG
CTTCACACATTGACGACAGTGCTACAGTTTGTTGTTTCTTAGTTTTCCATGAAATGACAG
CACTATCTTTATTTAAACTGAAACAATAACCTGTGGTGCTCTTCCTGTCGTCTGGGTCAG
CTCCAGTTTGTTGACAACTATTTTATAAAACAACTCAATCTCTTTGGCCCCTTTTAAATA
CCTGGACTCATGTTTCACTGTCATGTGTTTCTCTCTGGGATCTGACAGATATTGTGATAA



TTTACTCACAATCCAGGTGATGTCCGGTTTGGTACAACTCATAATGTAAATGAGGCTGCC
CATCATTTNCCCTGTATTTTCTCTGGTTTGTTGGATCTCCTTCTGGAGTGGGATCACATT
GTGCTTCACTGGGTGTAGCTCTGGCTTTACAATCATGCATCCAGAATCTTTCCAGGATTT
TCTCAATGTACGTGTATTGCTTCATTTAGTATCTGCTGTTTGGGTAAAATCAATACCAA
>CL9197Contig1
TTCTAATTATATAATTATAGAACCTCAATATTCTATAATTATATAATACACAAATGGGAA
AGCTGTGTTATAAAAAGCTACATCTAGCAATAAAGAAAGTTAGATGGCATTTAAGTCTGA
CCCACCTCCCGTAGAAAATCTTCCAGTAGTCTGGTGAACTTGTCCACAAGCTCATCCAGA
AGCTGCGAGCGAGCGATGTCCACCCTGTTAAAGATAGTGAACTCCTCATTGTAGAGGGAA
TGGTATGTCTTGAGCAGGCCTCCAAAACTTCAGTGTCTGTGTGCTTCTCCACAATTTCCT
TGATCTGACGCAATAGGGCTTCAAGGTGCTACAAC
>CL9198Contig1
ATCTTTGAGAGCGTCGTGCATTTTTTTCTGTCCTGAAAAAAAGAAATTATTAGACAAACT
TTTATGAATCTCGAAAAAGTTCATGGGCTCATTTTTGCAGCATGTCTAGCCTGTTTCATT
TTTACCACTGAGATTAGGATGGAAAGGTGAAAGTTGAGTTGTGTAAATCCGTAGTTTTAG
CACGCGCTAATCCAAACCACTGACTGGAATGTGAAGGATGGAACGGATGTGAGGGATGTG
AGGGGTGCGCCTGCTGGGAGAGTTCAGAGACAGAACTCAAGAAACAGAATCCACCTGGAA
GGATGCATGCAGCTTGCATATTCCTCCTGTTGATTGAGGAGGGATTTTCTTTTGCACAAA
AGATCAAAGATGGAGGATCAAAGGGGGAGAAGTTGACTGATCAACCACAGAATCCTCGCC
ACTGTGGAACCTGGGTTCGAAAAGCAGATGGCGGCAACTTCAACTCCCCAAACTACCCAA
ATACCTACCCTCCAAACAATGAGTGCCTGTATGTACTAGAAGCTCTGCCCCGTCAGAGGA
TAGAGTTGCTGTTCAACAAGCTCTTCCAAATCGAACCGTCATTTGAGTGTCGTTTCGACC
ACATTGAGGTTCGGGACGGTCCCTTTAGCTTCTCGCCACTCATCAAACGGTACTGTGGCT
CAGCCAGTCCTGGTCGCATCTTCTCCAGTGGACGCTTCATGTGGATCCGCTTCTACAGTG
ACGACG
>CL9199Contig1
CGGCACGAGGCCTGGTCTACCCGCCCTGTGATGTCGGCGCTTTCCTGGACATCCCGCTGG
AGGAGGAGGATGGCGGCGGCAGGAAGAGCCACTCCCTGGTTTCCGTGGGGCAGTTTCGTC
CGGAGAAGGACCACCAGCTGCAGATCAGAGCCTTTAAGAAAGTCCTGGACAGGAGGAGAG
CGGCACTGGGAGGCGAAGAGGCGCTGAAGCTGGTTCTGATCGGGGGATGCAGGAACCAGG
AGGATGAGGAGCGGGTCCTCATGCTGAGGGGGCTGTGCCAGGAGTTGGGCGTGGCCGACA
AGGTGGAGTTTAAGCTGAACATCTCCTTTGAAGATCTGAAGAAAGAGATCGGAGAAGCTA
CGATTGGACTCCACACCCATGTGGAACGAACACTTCGGAATAGGTGTGGTGGAATGCATG
GCGGCAGGAAAGGTGGTCCTGGCCCACAAATTCCGGAGGTCCAAAGCTGGGACATCGTTG
TCCCTTTCGAAGGAGGCCAGACGGGCTTCCTCGCCAGCGACGAGGACAGTTACGCCGACG
CCATCGAGCGCATTCTGGCTCTCCCCGCCGCCGACCGATTACGGATACGGCGCAACGCTC
GTCAGTCTGCGGCCCGCTTCTCCGACGAGGAGTTCCAGGCGTGCTTCCTGGCGGCCATGG
AAGCCTGTGATGGTCATGCTGGACCGATGAGTCAGGCCGCATTTATGACTCAACTGCTGA
CAAACTTGCCCAACAATGTACTTTTTTTTCCCATAATTATAAAGCATTGAAGATGTTTAC
AAGACAAACCATCCACGGCACTGCATTTTGAAGAAATGCATTCTTATCGTGTCATTTTTT
CAAAAACTTCCTAAAGTTTCTTAGTTTCAGTCTGACCTGTCTTCACCTTTAGGCTGCAAA
CATTTACGGCACGTCGACATCAGGTCTTTTATTTAACTGAAAACTTTTAAGTTGGTTCGT
TGACTCGAACTTGAAATCTGCTCTGCTGTATTCATTTTCGCTGACATCAGTCGCATTAAA
TGCTTTCTTTCTCGT
>CL9200Contig1
AGCTCTTGCTTTCATGTAAAAATGCACAAGTTGTACTGTCACAGTCAGCAGCCCTTTCCC
CAAAGTGCTATGTGGTAGGATTAAGTGTTATAAGTTATTGTTGAACATGTTTACTTGAGG
GTCTAAGGGAGGTGAAAAGAGCTTGAAGCCTTTCGGTGCACTGTTTGAGATCAAAGGGAA
AAAAACTGGCTTTAAAAAGCTGCCTAATATGGGAAAAAAAGAACACAAAACACACACACA
CATCCGAGCCCGCACACTTAGTTCCAACTACAGACAGAGGCAACCGCTAAGTAGAGAGGA
TGTGTGTAATCCCAAATTTAACAGGGGGGGGGGGGGGGGGGG
>CL9201Contig1
TCGGCACGAGGGTGATGTAGACGGATCCACGCTTCAGTGTTCGTTTCCCGGCAGTTCCTC
ATGTCCAGCCATCATTCCAGCACGTTTGACTGTTTCAGAAGCTTTAAAAGACCCCCTCCC
CCCTCCTGTGCTGCACGCACGCCCGACTCTTTAACGGCACACGGAGGCAAACCCCAGCTT
TTGGCCACAANGCGTGTGCTGCGTCCCGTCTTCCCTGAAGATACATCCACCCTGGAGGGG
CTCATTCAGGGCTGTGCCTCAAGAAGCCGCTGCAATGCTTTTACTCTGAAGTCTTACTGA
GCCCATCATTGAGCCACTCCCATTCAGAAGAAACCAGGAAGTGATCACTTTTATGCAAGT
AGAGTTAAACCCAGCAAAGGTTGCTTTTTTTTTTTTTTTT
>CL9202Contig1
ATCTAGAACGTACAATAATTTTAATGCAGCTTACAAAAAAACAAATCCAAAAGTCAAGTC
CTGAAGATTTACACTGATGGGAGTTGCATGTTTTAAGGTTACTGACAAGCATTTAGAAAT
ATTTACACACGCGCGCTCTCTTCTGCACAGAGTTGGAGGACGAGTGGCGTCCTTCAGTCG
TACCTTAACAGAGCTGGGCTGAATGGGGAGGAATTCAGTCACCATAGAGAAAGGCACATC



GAATACACAGTGTATCTACAAACAAAAACCCAAAACATCGACACGACGTTACTGCAGGAT
CTACAACGAAGAGCAAAAACTGTAAACGTCCACTTAAGAAAAAAACAAGTAAACCAAAAG
TCACATTTATACAAATACGTCCAAAAACAAAAAACCAACAAAAGGTTTTCTTGGTCATTA
CAAAGCAGTACCTTGAAATGCAAATTCAACACTTGGATTGGCTCTGCCAGCAGAGAGCAA
TCCCACACACAGAACAACACGATATGTCACAATATTTACCCAGTTGCCCACTTCATGACA
ACAGGAGGGAGACCCTCATCGGATAGCAACAGTCTATGCTTAGTATCAGATCCACTATCA
AGCTTCTCTGCACTGGTGCACAGGAAGCGGCCCGTCTGTACATCTGCATAAAAACACGTA
TCCACAACTTTACACAGCCGCAGAGCCCGTTATCTTAAAATATATGTACCACCCGTCAAT
CAAAATGTTCAATACTTTCAGAAAAGTAAGTTCTCTGATATAAAATACTGTATTTTTCAA
AAAACAGGTTTACATTCCATCCTTCTCGACAAAATAAAGCTTTATCTGCATCCCTTCAAA
GCTTAAAAACGCCCCCACATAGAGCTCTATATTTTATATCTATATAGAAACAATAA
>CL9203Contig1
GAGGGGGAACTGTAGTCCTTCCAGATGCAGTGTTGTTTTTTGCAGCGTGTTTTTCCACAC
ATGCCTGAAAGCTGAGAGCAGCAGACTGTTCTTCTGATGGAAGCTCCGCCCTCCCTGAGC
GGGATGACTGACAGGCGGAGGCGTCGCGTGTTTGAGCTGCTTCCAGGCGTGATGAGCAAC
GCCGCTGTCAGCCTTCAAATTTAGCTCTGACATTTCCTCAGAAAGGAACCGGACCGGACC
GGACCAGCAGCTCTCCGTGAAGTTCTCCAGGTCCTCTGGAGGGTCAAAGCTCCGCCTCCT
CCATCAAAGGGTCAACGAGACGTTAGGAGCACAGAAAGGAGAGTCTCTGTCAGAGCCTTA
AAACTGAACCCGCTCAGTCGGAGCCAAAGCTGGTTCTGGCAGACCGAAGCCCAAACTTCA
GGTGGCTTAGAGCTGCATCCAAACCGTCTGCAGCGTGACGGTCCAGAAGGTCATCAGCTG
AAGGACATGCAGGTTCACGTCACACGCTGGCGCTCAGCGCCACACGTGCTCAGGGGGGAT
TTGGTTTCTCAAACTACATTCTTTGTGTCAATCTGAGGGGCTGAACGGTGGAACAGTGGT
TACAACCCCGGTGACCCCGTGACCCCAAAAGGGGTTCAGCTGCTTAAGAAGATGGATGGA
TGGATGAGGAACATCCAATAATTCAGACACTAAAGAATTGTGAAGACAAGTCAACATTTA
GTATTTTAACTGAAGCTTCTTCAGATATTCTTTAGTAAAACTGCTTTATATTAATCTTAT
TTCACCAAATTCTCATCATTTATCACCAAACAAACATTTTCATAAAGTTTGGATCATTCT
GCCGCCAATACGTAAAAAACAAAACGAGTTAGTAACTCATGCTAACATTTTCCATGCCCA
CTAGATCAGTGAATATAGACCACAATGCATTGCGGCGGAACAATTTTTGCCCAAATAAAT
GTATTTGAATGTATTTTTTAATAAACCATCAACAT
>CL9204Contig1
TCCTGCTCCGTGTTTCTAAGGATAAACTACGAGCTGAAGATGATTATTATGCTCTCAGCA
GTGGTGGTTTATAACGTTATTATTCTCCAAACACATTCCTCTCTGCTAGATGAATACAGC
AGGTTTCTGTATAAGACAGAGAGTCTGGACAGACCAGGAGTTCTCAAAAACCTGAAAACT
ATGGGTTCCATCTCACTTTTTATCTTCTTCGTCACTCTGCTCGTTCTTGCCCGACAGGTA
AGCTTTTGGTCTAATAGTCTGAAGGATGTGTCACATTTTATCATCACACCTTTTAAAAAC
AACAAGTTTAAGCTATGTGACATTAGTTAAATCACCACCACACATTTTTCACCAACCCAT
GCTGCTTAAACGACCATTTATTTGTCTTTCCGACTGAACGTTTGGCAAAGTAACTGCTTC
TGTCATACTTTGACAAATGGATTATTTTGACACGATAGTGGGAAACTACATTTTAAAAAT
TCCCTCCTTTAATGCTCCTTCACGCTTGACCTGTTTTTGATGTGCAGTAGTGCCCGGCTG
AGCAAGAAGCAGTTTTTGTGGGTCAAATGGGTCGCAGACTTTGCCCAGCGTCACAAGAGA
TTTAAATGTTTAATGTGCTTGCAGACAGAAGTTCACTTTTGAAACTACAGGTTCTTCCTT
CTCTCTGCAAACCTCTTTATTTTCTGTGACCTTTTGGGGGGGAGGCAGCCCCCTAATTAT
TGAGCCTCATGTTAATTCAAGCAGGCACTTAGTCTGTGCTAGTAAGAAGCTGCTTTCTGC
CCTACTCTGAGTCAAATTCAGTCGTCCCAATTAGCACCCTTTCCAGCTAGGTCAGGTCTC
ATGCATTCTGCATGCTTTGTCCTCCCCCATCCCATAATTTCACTTATGAAATGCTACTTC
TCTGGCTTTTCTTGCACGAACCAGCAGGTTTCTTGAGAAAAAAAAACATTAATACTTATA
ATAAGGAAGTATCTTTTGAAAAGGAACACAAG
>CL9205Contig1
CCATCGCCTATCCTCACGAAGTGATCCGCACACGGCTACGAGAGGAAGGCAGCAAGTATC
GCTCCTTTTTCCACACTCTGCTGACGGTACCTAAGGAGGAGGGATACCGAGCTCTGTACC
GCGGTCTAACCACCCACCTCGTCAGACAGATTCCCAACACTGCTATCATGATGTGCACCT
ATGAGGTGGTGGTCTACCTGCTCGGCCATTAGCCCGCCGCCTTCGTCACCTCCTCTCCGC
TGGAGGAGGGGGGGTGTGACGGCAAACTGAGGAGGAGGCCCAGAGCAGTGGGTTTGAAAT
GTGAAAATGAAGACCAAAGGAAACCCGAAGACGTGCTAGCGGACCAGAAAAAGACGAGCA
GGAATTTAGGACGGCTAGTTGGTACCTTAACCAGTGTGACAGCGGGAGCAGATCGGGCTG
AGCAGCTCGCCGATGGGGGTTCAGAGAGGGGAAGGAATGCCGACTGGAGCGTCACGGATG
CAGTGTGGCACCGTTTGGAGCGATCTTAAACAAAAGTCTGACTTGTTTGAACTGAAGTAG
TTAGTTTGAAGCCATCTTGATGACGCTATTTTCCCCATGGTTCATACATTGGGAAGGAGG
AAAGAGATTGTGCGTTTTCAGGAGTTCACACTGAACGCTGGGATTTCAGGAATGTTCAGA
TTAAGGTTGAATGTCAGAGAGAAGTCCAGTTTAGGTTTTCATACACCACCTCTTCACACT
ACACAAAAAA
>CL9206Contig1
CCTTCGTGAACATGGCATCAGACAGTTTTGGTCTTGACTTGCCTTCAATTTGCTTAAGAT
CTTTGGGAGGAAAGATAATTTCTGTGACAAAATTTGATGGAAATGCTCCTACTTTGGCAT



TTCTCACACCCATCCACCATCCGTCTTCAATCTCTCTGATAATCTCAATGGTCTCACCGA
CAACCAGTTCCAGCTCGTCGTCATTCTGTGGACAGTAAGGAAAGATGACCTCACATTTCC
TCACTTGCTTAACCTTTTTGGGTTTTCTGATGCTTCGCGGCTCCCTTTTGCTGTCACCAA
TCAAATATACAGGAATCTCCTTAACAAAGTTCACAGGGAAGATGCCCCATTTTCCTCTCA
GCTCGCCGTGCAGCCATCCCTCCTCATTGGCCTTGGTGACATTTTTGAGCACATCTCCCG
TCTTCACGGTGAGCTCGTCCCCCGCCGTGCCCTCAAAGTCCATCAGCACCAGCACCTCCA
TTGTATCGCTCCTTTGGACTTGACCTCTTTCTTACTTTACAGACCAGCGAGGAAACTTAA
AGAGTGGAAGGAAGACAGACAGACTGGTTCCTCAGTCTGACCGAGCGATATGGAAACTAA
GGCACTTCTTCCTTCTAGTCAAACATTAACATTGAGCAACATTTTCCTGGCAGTGGCTTC
CTTCTCGGGCCAAAGGTTTAGATGACGTTCAAGCCGGCTATTCTCAAAGTCATTAATTCG
GGCGTGTTTTTTAGCAGTGCATTTAGGGCACACTGCCCTGCATGTCTCACTGCTAAATCA
CACCTGCCCCCGGCCATAAGGCCCGGGTTAAACGGCG
>CL9207Contig1
CAAAGACCATGAGTGGGAACATGTCTGTCAAATCACACGGAAGGAAACAATTCACTAAAC
TGCCAGCTCTCAGCGTGCTCCCTACAGTGTGTTTGGGAGAGATTGTGCAACTCCCCAGGA
AATGCGGGGGCTTTGTAGATGTACCTTGGACTCTTCTCACATGGTGCCCCTGTGACTTCT
TTGTTTTTGTTTGTTTTTTTACTTTAAAGGGTACTCCTGTGCATATGTACGAGTGTGTGT
GTGTGTGTGTGTGTGTGAGCGTTTGTGGGTGGGGACACATACTGACATGAAGCGCAGCTT
GTTCCTGTTGTTGTTTTTAGAATGTGGTGATATCAAATTAGAGCAGTCTTAACAGTTTTT
CCTGCTCCCAAAGCCATCTTTCCTTTCTCTGCTAAAAGCACAGCCAAAATTCACGGGTTT
CCCATCTAAACTGCTAAGAGAATTTGAAAAACAAAAACAAATGGTGGGTGAGTAGAGGAG
CTGAACTCTTAAGTGAATAANTCTGGCATTATTTGATCATCTCATCAGCAAAGTGTCTCT
TTTACTTTAATTTCTAGCTTTTCTCCCCTTCTTCTGTGGCTCTACATTGGTTTATTCCAC
TATGTTTTTACAATTGCTTCCCAGAACAGCTGGCTGCCCCCATTTTTAGCAAAGGTCACA
TCAGCAGGAGTAAGTATCACATTTGTCTGAGCTANTCTGAGTAGGGAATATGTTACTTNT
C
>CL9208Contig1
CGTTAAACCCGGGCCTTATGGCCGGGGGGGTCAGCTGATGGGCAAAATGGCTTTGTGGGG
GTTTGCAAGCCAGTTGTTCCTCTTTGCACTTTTGGGTTGGAATGCTCATTCCTCTCCTAT
TAAAGATTTGAGCCAACAGGATCATCTTGAGGGGAATTACAAAATGTGGCTGAGTTCTGA
CCATCAAAATGATAAGCCTTCAGACTCTGATTCTGGGATTACCTCACAACCTGGTTCTGT
GTCATGGGTGGTTACCAGACCTTCACGAAAAGCTTGGTCTGGTTTCCCCTCCAGTCCCAG
TGATGCTGTCCCTTGGATGGGGGAAACTCCAAAAGGGAAATCGCTGGGTACCCGTTCAAA
TCCTGAAGCTTCTGCTGACTCAATGCCTGTGGAACTTCAAAAACTACCAGGTCCCTCTTC
AAATCCTGAAGATCCTGCTGTGTCATGGCTTGTGGAACCATCAAAACTGCCTGGTCTCTC
TTCAAATCCTGAAGGCCCAGCTGTGTCGT
>CL9209Contig1
GGGAGCGAGCGATTCCAGAGCGCCACAGATGTTCTGGCTCGCCACTATGGAGTCAGACTG
GGCCAGGATGGAGTCCCACAGAACCGGGCCAAGAACAAAACCTTCTACAGTTTCATGGAC
GATGAAGAGGAAATAAAAGTCTGAGAAAACCCAAAATACTGAACGTAAACTTTCCATGTT
AGTCCAATCATAAATATTCAGCTTTTAATCCATGAAAACACCGACATGAATCCAGTTTGC
TTTCATGCTGGGCTCTTCTTTTCAACCTCCAAGGATGTACAGTCTGGAATACTAACCTGC
TGCTAAACCAGGACTTTGAACTTCAACCAGAACCGATCCGGTTGGAGACGGACGGATGTG
CCAAAGAGAAAAGTCCGGTCATTTGAGATTTGTGCACACTTCCTCTCACAAACGCTCTGC
AGCGGCAACACGGAGCAGAAGTGGGACTGTTGTCGGTTTCGCTCAGGAATTTACCACCAG
GGGGCAAAAAGGGAAGTGAGCTGCAGGAGGAGACACAGGAGGGGGTTGGACTGTTTGTTC
TGAAGCTGCAGATCTCCTATAAGCGCACCTTTTTTATGATAAACTCCTGTATTTTAGAGG
AAGCGTTAACCTCATATACAGTGCCATGAAGATCCTTTACCGACGTTCTGTAAACATGTA
GCAGCAGCACGNATTCNTGGATGCCAGGCGCT
>CL9210Contig1
AGACAGACCGAGGGAGAATACATATAATTCTCATTCAGCGTACGACAGGCGATTAGTGGT
GACTACTCGATCCGGGAGGAAGATCAAAGGCAGAGGGCCGAGGAGATACCGAACTCCATC
ACGCTCTCGCTCAAGAGATCGTTTTCGGCGGAGCGAAACGCCTCCGCATTGGCGTCACGA
AATGCAGCGTCAAAGGATGAGGGCGGTCACAGGGGAGCGCTGGATCAAGGGTGACAGAAG
TGACATGAATGAAGCAAAAGACGAGGAAGCTAAAGCTCCCAGAAGAGAGAGACGCGCTTC
TGATTCAAAGCACGAGCAAACAGCTGAGGGGAAAAAAGAGAAGAAAGCTCATAAATCAAG
AAGCAAAGAAAAGGAGGCATCTGAAAAGGATGGGAAGCACAGCACACACAAGGCAAAGAA
AAAGGAGAAATCCCACAGTCGCAGTAAAAGCAGAGAGAAGAGCAGACGGTCGAAAAGCAG
AGAGAGGAGCAAAAGACACAGAAGTGATGACAGGAAAGCTAGATCAAGGAGCACTGAAAA
AAAAAAAAAAAAAAAAAAATAAAACCTT
>CL9211Contig1
ACTTTATGCTAATAAAGAACCATCCTCTATCTTGGTGTTATGGTGAATTTTAAATAATAG
ATTGTGTAAACTTAGGTAGGATTTAAACAGCTCTAATTCACTGTAATAAAGCATGTCTTT
AAAAAACAAGTGTAAACAAATATCAAGATAAAAATGACGTANAAAGATGGAATGAAGAGG



CAATCATGAACAATCCTGCTTTAAAACAAACGAATATTTTAAAATGGTGACACAGAATCA
AGATGCTCTTCTTCTCTTGAAAGTTTCGTACGAATTTCATTTTGATTTTGGGGAAATACT
GGCTAATATCTGTACAGTCATGCAGGATAACACACCATCATACAAGTGTGAGGACGGATT
CTGTGTAAACGTACAAAAACTGCTTTCCTTGGTCCAGATTCCTCTGCGTGCTTGGAAAAG
TTCTCCTTAAAAATATGCTCCCTGCCGTCCAAAGGTTCATCAAATCAGCATTAACAGAAA
CTCGTGGGATTCTTAGAAAAGTTCTTTTTGTCAACAGTGTTCTGTTCTCAAAGGTCTTCA
AGCAAATCANAAAAACACAAGTGAAACCNAAAAAAGGAGCTGCAGACGCATT
>CL9212Contig1
AGCAACAATAGTTCATTTCAGCAAATAAAATTCTGAATACATTATTAAAAGAATGAACAA
AAAATGGTAATTAGTTGTTTCCCCTCCCCCACAAAAAAGCATATAAAACTGCATTCAATG
ATTGATGAACAACTTTGACAGGAAACTTAGTGGAACCAAAAGAAATCAACCAAGATGGAT
ACATGTGTATATAAAGATACTATACAATAGAGCAGCTTACACGCTGTACTTTAAGGCTTA
TATAAAATATAAAAATAAAGACAAGCAATGATGTTTGTCACCTCACCTTGAGTGAAATTT
GTTCTCTTTTAGGCTGCCTGATAACAGCGTTTGTAGACAAATGGCAGTACAGGCGTCCAT
ACTGACATATCCAGAAAGTGGAATGCAACAGGATCAGGTGCAGAAACTGATGTCTCGAAC
ATGAAATGGACATGGAATAGAAACGCAGAAGAGCTTTCACAAGACATATCATTTTGCATG
CAACAAAGAGAAACCATGGGTTTAGCCTTTTTGTACAGATTTTTAGACTTTTTAGGGTAG
TCCTGTTTCTTGTAAACATACCAAGACAAAATGAAACTTGAGCGTGTGATCCACATTAAA
ACGGCTTTAAACGCCTCACTCCACCTGAGCCTGCTGAAATTGACGCTGCATTCAAGTTTA
GTTCAGTTCCAGATTGCCACCTTTTTTTCCNAACAACACTTGATTGTTCTGGTAGTAATT
TAATAATTTTTAGAACTGGTTAACAGCAGTAAACAACACATG
>CL9213Contig1
GTTGGAGCGGACCTGCGCGCTCGCTCCACGGNACATTTAACGCGGCATGGAGTTGACATA
AGACTCGACAAAGCAAGTTCCGTTTGGTCTGAAAACAAAGTTAGTCCCTCTCAGCGTCGC
TTCAGCCAGCAGTTTTCATGTGTTTTATCTGTTTGCGCTCTGCGGGCGCATTTTTTCTCT
GTTTCGGCGTGATTTACGCGGCGGATGCGGCTTTTGCGCTCGACGCGCGCGTGCTCCGCA
GGATCAGTCTGTCGTAGGGAATCATGATTTCTCGGGTTTTTCTGAAATCCACGAGGAATA
CCTCCCCTGACATGCTGCTTCTGGTGCCCGTGCTGTCGTTCCTGTCCCTGACTGGAGCGG
CTCCCTCTCTGACCACGGAGCAGCTGGACATGGGGGTGGTTTTTCACGAATTGCCTGTGC
CAGAGGCGCGATAAAGAGGGCAAATAGAGTCGGGAAGAGCCTGCAACCCTGCCTTGTTGA
TCTTTCCAATTTAAATGTTTCTGTTAAATTACCATTTATTTTAATTCCAGCTGTTGGTTG
TGAATATATTGCTTTTATTAT
>CL9214Contig1
GGTGATCAGGCCACAGCCACAAGCTGCGTCAAGCAGCAGTGCCAGATCCAACCAGAATGT
GGCCCAAGGAGAAGGCGGGGTTCCTCACAGTAAGACTCCAGTTGTTCACCCGAGATCCTC
CCAGTACCGCTGGATGAAGAGTGAGTGGCGAGCTAATGTTTATTTGGCCCGCTCTCAGAT
CCAGGGCCTGGGCCTGTTTGCTGCCAGAGACATTGAAAAACAATCCATGGTAATCGAGTA
CAACGGAACCATCCTCCGAAATGAAGTCGCCATCAGGAAAGAGAAGGTTTACAGATCGCA
GAACCGAGCGGTGTTTATGTTCCGCATCGACAGTGAACATGTTGTTGATGCCACTCGAAC
TGGAGGGCTAGCGAGATATATCAACCACTCCTGCGCCCCCAACTGTGTGGCAGAGGTGGT
CACCTTCGAGAGAGGTTACAAAATCATCATCAGCTGCGTTCGGAGGGTTGAAAAAGGCGA
GGAGCTGTGTTTCGACTATCAGTTTGACGCCGTGGAGGGCCGGCACAGGATTGCTTGCCA
CTGCGGCGCCCCTAAATGCAGAAAGTGGATGAACTAAAAAAAAAAAAAAAAAAAAAAAAA
AAACTT
>CL9215Contig1
ATGGAGAAGACAATGAGGCGCCTCTCTACATTTATTAAACCATATTTCTGCTCAATTAAG
CACAGAAAACAGAGGACGTGATTCAGCTTTAATTAAAGGTTTGCTCTGCTCTGCTTTGCT
CATGGGAAACGCGGTCGATCAGCTTCTCCTGATGCCTGGACCTCTTAGTGAAACTGGATT
TTCTACATCTGGTTTCTGCTTAAAACTCAATTCATTTTTGTTTATTCTTCTTCTTCTTTT
TAATTTAATCTCCCAATTTCTGGGAGTTACTGGGAGTGAAACGTAATCATGTCTTTTCTT
CGGGAACAACCGGCTTTTCGGAGAGATGAGGGTCTCTCTGCATCTCGACCCACAAAGCAC
GACAAAGCTTTTTTGTAAAGAAAGTAATGGCAAACCTCTGTTGTGTCACCTAAATCCTAC
TTTAGAGGGAAAGTGGGCTGTTGAGGCAAAGCAGCCAAACTCTGCATATAAAGTAGCTAA
ACATACAATCCTTCTCAAATCCAGTTTTTCTGCCCCGCTGCTGCAGAAAAGTGTTCAGCC
AAGCTGAGGCTGTGCGTGCACGGCCCTTTGCTTCAGCTGCCCGAGCATTCTTTAAAGGCT
GATTCAGAGATGTGCTCCCACACTGTGCGTCTTTGTGGGACCTGCTCATTTCACTCATAG
GTTCTTCATGTCCTGTTATCTAAGATGAATGTCTTCTATAACTATTAATAACTATTAAAG
ATGAAGAGAATGATTAGATTCTTGCTCATCATCATGAATTAGTTTTGTGTTAAGACCTTT
TACTAATGTTTCATGCATGTTTTGAACATCTCTCCCCTGTCCAGGTCCCATGAGCTTCGG
TCGAAGGTCTTGTCCCTCCAGCTGCTGCTGTCCATCCTGCAGAACGCCGGGCCCATCTTT
AAAACCAATGAGATGTTCATCAACGCCATCAAGCAGTACCTGTGCGTGGCGCTCTCCAAG
AACGGCGTCTCCTCCGTGCCTGAAGTCTTTGAGCTCTCGCTCTCCATTTTCCTCACCCTT
CTGTCCCACTTCAAGACCCACCTCAAGATGCAAATCGAGGTGATTTTTTGGGGGGGGTTT
TCCAGCACCTTGGCTTTAGTTTGCAGCCTCAAAGAAGGA



>CL9216Contig1
GTGCCGCCTGTCAGGGTCAATGNACGGNACGTTTCAGGTAACTCACCAGGCCTTTGCAGT
TACTTAGAGCAACTCTTGTCGTAGAGTCTTGATCTTGCAGGAATCCCACATAGTGACAGT
TATCTACCACGCCGTGGCGCCACTCGGGCCCGTCCCTGCCCCAGTACTCCACCGTGAAAT
GCTTCGACACCAGATGAGGGTTGAGTGTCAGGTTGAGGTGAAAGTGCTTTCCGTAGGCCG
ACAGCCTGTAAAACATCTGGGTTTCTGGAGGGTCTGAGCCCATCGTGGAGTCTGCCAGTC
CTCGCCTNCGCCGTCCCGGTCGCTGGTGCTTCACAGTGTATCTCATGAAGTCTCCTTTCT
GGTCCACTCNCACTGGAACAGTCANC
>CL9217Contig1
AAATTAGCCATTTGGAGGACAGTTTTTTTTCAGAGACTTTTCACAACTGCAACTGCTCTG
AGAGCAGTTTTTCCTAATTTATCTGTTTTCTTGTTTTACGACCAATCACAACACAAGAAA
GCAGGCCTCCACCAGCTGGTCGGGCCACACTCGGCTGAAGCAGATCTATAGTAATCTCCA
AGGAGTCGTTGCTCAGTTCTGTCTTAGGTCAACGCTCCCGTCAAAGAGAAATCGAGAGCA
TAAGGGCCTCGTCTTTCTCCAATTGCTGTCAGTCATAACGTGGGTCATTTAACAGCTAGA
GAGTCAGACCCTCAAATCTATTCTTTCAGCTTTTAAAAGTAAAAGTCTCAAAGAAAAGGA
TTTAAAATAGTATTCTGCAGCACACCAATCTACAGATGAAAGATATATGCAAGCAAGGTA
AGACCCTTCTTACTGTGCAGTTTAGTCAAAAACATCTTTTCCCAGAATATTTTCAGGGAA
AACTGCATTGACGCTTTGACTCTATAGATTTTTCCCCTTTTTTTTAAAAAAAAAATCAAA
ATTCACAAGGTACATATAGATATTTGAATTTCATCATCATCATCATATTCATCTATNGGG
CAGTACTAGCAGCGTGTTTATTATAGCCNGGATAGAATGATTAGCATGATTAGCAAGGAG
AAGGGCTTTGGTTGGNGTCCCTTGTTCCTTGTGTGGATGTGTTTATAGACTTAAGTTGGG
GACTGGTCCATCTCAGGGCACATGAGCTGAGAGGATCAACAGCTGAACCGCTGCAACAAA
>CL9218Contig1
GCGACTCGGAAATACCTGCCTGAANAAGAAAATCAAGGTGTACGAGAGCAGCCACGGCGA
CCCCGAGCAGCTGGTCAGGAAATACGCCGAGTCGCTCGCTCTCTTCAGAGACAAAAGCAG
CCAAGTGCGAGATCTGCGGCGCTTCATCGACCGACTCACCGCCATCATGTCCGACCGGCA
GAACAGATACAAAATCATGCGGAGGTCCCTGTCGGTGCGATGTAAGCTCTACTTCAACAA
CTTCCTGATCAAGATGAAGTGCTGCGGCTCCATGAGCTTCGACCACAACAACGAGACGCT
TTCCATCTCGGTCAGGACCCCCGGCCGGGACAGGGACGGCGTGAGCGACTTGAGGTTGCT
GTCCGGCGGCGAGCGCTCCTTCTCCACCGTCTGCTTCATGCTGTCTCTGTGGGAAATCAC
AGAGTCGCCCTTCAGATGGTGGCAGAGGGGGCGGAGTCTNGTTTCTTCATCTGTCAGAGA
CACAGCGGATCAGATGTTGGAGGACATGGAGCCGCTGAAGGAGGAGCAGCTGCGGTTAGA
GGCGGAGTGCGCCAAGTTTGAGCGCGTCCACGCAGTTCTGGAGAACAAGCTGAAGGCCCA
CGAGGACAACGTCCACGCCATGAAGACCGGAGGTCTGCAACAGGGAAGGAGGAGCTGCAG
GAATACGTGCAGAAAGCCACCGGCGATCAGCCCGGAGCGGCAGAGCGGGACCTGCAGCGC
CAAGAGCGTCGACTCGGAAATCACCTGCCTGAAGAAGAAAATCAAGGTGTACGAGAGCAG
CCACCGGCGACCCCGAGCAGCTGGTCAGGAAATACGCCGAGTCGCTCGCTCTCTTCAGAG
ACAAAAGCAGCACCTTCGGCAGTTCATCTTCATCACTCCTCTGAACACCAGCAACCTCCC
CAGGAGCCCCCTCATCAGGATCCACCACCTGTGGGACCCAGAAAGAGACAAAACTGGCGC
CGAAGACGAGCAGCTCCGGCTGCAGACGCCAAGACGATGATCAGAAATTCACTTTCACCG
TTTGGTCTGCACAGGTTTCTGGGAAATACGGCACGTCTGAATCTCTGTTACTTTTTCAAA
AAGNATTAAAAACANA
>CL9219Contig1
TTTTTTTNTTCGAGCTGGAAAAAGGTTATTTTATTTCCCAAAGGTTTGAAAGTTTGAGGA
CTGGAGTGTGCAAATGTGCAGGCAGGGCGGATGGACTTTGACATGAACAGTGTACAATAT
TTCACTCAGTTTGGACTTAAAACAAATTTGCTTGAGAAACATTAAGATATTACAAAATCT
GCATTTAACAAATAACTTAATCTGTGTCTTTTTTGTATAAAAATATTAAATCCATAGCTA
TGGCATTGCAATGCTTAAAGTCAAGTACAACCAGTTGGTTTTGATAAGTCAAACTTACAA
TAAAGCATTTATGGCCTTCTACCTCTCTGATATTATTTACCCCCACTGCTTAATAAAACC
AGTCCTAGAGGTAAAGGAGGTATACGGGATAACAAGTATGATGTCTGACAATTTAGACAA
TCA
>CL9221Contig1
CGGGCTCTCATGGTTANAGAGGATCCCGTTGACAGCAAACATGTTGTAAGCTTCTCGGAA
GTTCACCACAATCCAGTAGGCATAAAGCTTAGCAGCTCCATAAGGTGAGCGCGGGTAGAA
GGGAGTGGTTTCTTTTTGGGGAATCTCCTGCACTTTGCCGTACAGCTCGCTTGTAGAGGC
TTGGTAGAATTTGACGCTGTTGGTCAAACCACATGTCTTAATGGCATCCAGGAGGCGCAG
TGTGCCCACACCGTCCACATTGGCGGTGTACTCTGCCAGATCAAAGGAGATCTTGACGTG
ACTCTGAGCACCCAGGTTGTAGATCTCAGTTGGCTTCACTTCGTTGATGATCTTCACCAA
ACATGTGCTGTCAGTCAGATCCCCATAATGCAACTTCATGTTGCCTTCGGTATGCGTCTG
TGGGTTTTGGTAAAGATGCTCGATTCGTCCTGTGTTGAAAGAACTGGAACGCCTCATAAT
ACCATGAACCTCATAGCCTTTAGCAAGCAGGAACTCAGCAAGGTAGGAACCATCCTGTCC
GGTGATGCCGGTGATGACAGCCACGTTCCTCTTCTTCTGGGGAGCTCCGTTAAATGCGGA
ACCNGGCGTTAGCGGACTCGGAACTCTGGGCCATCTCTGTTCGGATGAAAATGTCTAAAG
TGTGCGGTTAAAAACTAACGACAAAACCGTCCAGACCCGTGTGGAAGTTCACAGAGTGAG



TATCAGCGAGCCTCCTCAGCATCCGTAAACCCCCCGGCCATAAGGCCCGGGTTA
>CL9222Contig1
TCGGCACGAGGCTCCTCAGGGGCCATCTTCATTGATGACATTACTCTCAGTGAAACTGTG
TGCCCCAGTGCGGTCTGGCAAATTCGAAACTTCACCAACGTCATTGAAAACACTCCAGCA
GGGACGCCACTTAAGAGCAAATGCTTCTACAACTCGGAGGGCTACTCATTTGGCATTAGC
GTGTACCCAAATGGCAGAGACAGTAATTACTCAGACTATGTGGGCATTGCTTTCCATCTC
TGCAGTGGCGAGAATGATGGAGTGATGGAGTGGCCGGTTCAAAACAGGCAGGTCACTGTC
ATCGTCATGGACCAGGATCCAGATGTTAAACTGAGGATGTCTTCTACAAAGAGCTTCACC
ACAGACAACAACACCCCGCTGGGAAAGACCAACAGCCTCTTCAGGTGCAGTGTGGGACGA
AAGCTGTCTGTGCTTCCGCAGTGTAGACTTTGGCTGGAGCACTTTTATCTCCCACAATCA
TCTGCACAGGAAAAACTATCTAAAGAACAATGACCTCATCCTGACTGCTGACTTTAATGA
TTTGACTCATCTGATCAAGACTGAGATTCCTGTAGTTCCAGCCGGTCAGATCACTGAGAA
AAAGGAAGTTGATGAGGCGGAAAGGTGGAAAGAACCAGCTAAACACAGAGAGCCACGTGC
CACTCATGGCTGCCATCCCAACCTATGTTTAAANGGAGGTGTGTGTGTGGAGAGTGGGGG
CAAAGCCTTTTGCAGGTGTGCAACAAGCCAGGCCACCTTCTACACGGGCCAGACATGTGA
AAAGATGAACATTGACAGGCGAATCCTGGGGGCTCTGATTGGAGGAGCAGCTGGGACATT
TGTCTTGACTTTGGCCATTTTCCGTGTTATTCGAAGAACTAAAGCAGACACGCTGTAGAG
GATGGGAGATTTCCTGCAGACATTCTGACTGCAATTGACTGAAAATCTTGGCATGGCTGT
GTTTTGAATCAAATACTTAAATCTGGTATATCCACTTAGAGACACATGATTTTATTTTTT
TTTCCTTTTAAGCATGTACACTGAATAAATAA
>CL9223Contig1
AACTCCCCAAAAACAGAACATCTGCAGTTTCAGAACACGCCTCCACCGTCAAGAGTGAAC
CCACCCTGGCGCCATCGCCCTACGCAGGACAGACTGTCACATCGGGGACTCAGACGGCCT
CCCAGTTGGACAGCTCAGAACCCGGACACGTGGACATTAAATACGAGGATTACCCCTTTA
CCCCCACCTCCATGGCTCCACATAACTCCTGGTGCGCTCTGTCTCAGGCATAAGCAGGAC
TGCCGTTTGGACTTAACCGGGCTTCGTCTGTGACTCATGGAAGAACCCAGTTGGATCAGC
ATTTAAAGCGGGAAAAATGGCGACAGGATTTGAGGACTTGTGTGTTTCTTTTCAGTGGGT
GCTGCTCACAGGGAAGAACACAAACACACACGAAGCGTTTCAAACCGATGGCCGTTGTCC
AATTAAAAAGCCACGTTTCCTCAAAATCACAACTACCTACTGCCTGAAGGCGTGTGCGTT
TTGGAGAAACATTAGGACCGTGGGGTGGAATGTAAAGAGATAAGGGTACAGTAACCAGCT
TTAATAGCTCATAAAGGTTTTCGGCTGCTGGATTTCACCCTCACTGCTTTCGACGGAGTT
TCACGAACAATTTCCCCAAGACATCATCGTTGCAAAGAAAAAGACTTTAAAAAATCATCA
AAAAATCCCTTTTTATGGCTGTTGAACTCGTCTCATTACCGACATGTAGATGATTAACTT
TTATTGGCACATTATTTATGTTGAGATAAGGACAGTTAAAAGTCATTGTTGACACTAAAA
GCAGCCTGTTATAAACCCCTGCTCCCCTCACTGAAGGGCTGTTGCTTTGTGTACGCCGAA
GACACGGAGCTTAGATTACATTTATTTTTACGAGACCGCACACATAAACTGCGTCTTGTA
AAAAGTCGCCCTGAAATCAGGACCAGTGGCTTGGATTCCACATACCGGAAGACGACCGCG
CTCACGTTTGACATTAAAGTGCAATGACTGAACTTATGGAGAAATGAAGGAGGCGTGAAA
TTATTGTAAATCTTATCTTAGAATAATCTATCCGCAGTT
>CL9224Contig1
AAAGAACCACAACTGGCAAGAATACAGAATCCATTGGTTGAAAATAGACTTCATTGGTTT
TAGAAGGAAAAGAAGTAACCGTTTTACCAATGTGATCACTCCCTGACGCATTTCTAATCA
GGAAGTTCTTCCAAAACGACTCTTCCAGAGTTTTCTCTGGAAAAACAGGGAGCTGGACAG
AAACAGAAGAAAGAGAAGCTGCTAGTTCCAGAAAGAGGAGATGGAGGCTCAAATGTCTGT
CAAAGTTCAGCCGAGTTGGGTTTGAGTCACGCCCTCTGTGACAGAAGCGCCTTCAGAACA
TTTCACAGTTTCTCCAAAGCTTCGGCGTCCTGTCGGACTTCTCAAATGCTGCTGAACTCA
ACTCTCAGACAATTTACTCCCAGAACATAAACAGTGATCCTAACAAACCTATACAGCAAG
TCCAGCAGCTCCCGCGCTCAACCGGACCACCAGAACTCCTGAGTAGGTCCTCCACCCGGG
ACCAGGACCCGTTATTGGGCAAAGGCTTCACGCCCAGCGTCCAGCACATGAGGTTGTAGA
CGTCCACTGCTCGGATGGGTGCCGCTTGCACATGCTGCTTAAAGTCAGGTCCAGCAGCCA
GGAAAAATCCCCGCATGTCAACTAATTCGTTGTCATAACCGTGCCAACCGTTCTGCCAGC
CTGAGGACTCGGAGCCATTTTTCCAGAACGGGAGCTTGGCCTTGTTCTCACTGATGAACC
AGCCGGGGTCCGC
>CL9225Contig1
GATCTCCAGCGGAGATGAATGTGGCTCCAGGTTCTCTTGTGCTGCGTAGCGGCACGTGCC
GTCCTGCACAAGCACGTTGTAGAACGGTTGGTTGGCTCCGCTGGACAGCTGGTGGACCCT
CATTGTGGTGATCCACTCCTGGCTCATGGTGCATTTCGGGTCCCAGCCGTAAATCACACA
GTTGTAACCCGACCTCTTGTGTTTCATGATAAGGCCGACTGAGAACTGGACCTCCAGGTG
CTCTGGAGCGCTGCGCCTCTTCACCTCGGGGGTCACCGGGTGCTTCTTGTGCTGGATGTG
CTCCAGCGTGTGCTGCACCAGGTAACCCACTGCCCCGTGCTGCGAGGGATCCAGCGCCTG
AATGTGCTGCAGGATGTCCAGAACCTTCTCCGGCCAGATTCCCAGGTGGAAGTAGAGGCG
CGCCTGCAGCAGCAAATACTGCACATTGTCAGGGTTGATGGTGAGGTAGAGGTCCAGCGA
ATCCCTCAGCAGCTGGTAGGATTTCTCGTTGCCCTCCCCCCTCTTGCCGATATTCAGCAG
GTTCCCCACCATCCGGAGCAGCACCTCGGTGGTGCTGATGGAGCTGTAGTAATCTGCCGT



CACCTGGTGGCCGATCAGGTATTCGCACTCTTTGGCTGTGAGCTGCTTGCCTTTGCCAAA
GGCGTCGATGTAGACAAAGTCGGTGATGTCCTGGCTCCCTCTCGGCCTCTGGCTCCAGCG
CAGCAGGAAGTGATTGGGGAAGTTGACGGGCTCCAGCTGGACCCCCAGCCTCCGAGCCAG
CGTCATGTAGAGAACAGAGAGGCTTATGGGAATGCCTGTACGGCGAAGTAGCACCTGGTG
GATGTAGGAGTTGAGCGGGTTGTAGTAGTCACCCTCATTGCCTTTGTATTGCAGCTGCTC
GTATAGAACAGCGTTGAGGGCGCACAGCACCTGCCTCTGCAGCTCCAAGTCCTCCAGGAC
GCCCTCACCTTGGAGCGCGCGTAGGCTGGGGTGGGCGGGACTCTTGAGCCTCAGCACCTT
TTTGA
>CL9226Contig1
CTGGTCTGTTGCTGGAATTTCGTCTTTGCGAGCTAAAATTAGTTCCGTGTTTTCCCGCCC
GACCTCAGAAACAGCTCTCTATTCTCCTCCTGGCTCTGGCGCTTTCTCGTCTGCTTTGGG
GAATCGATGCCCGCGCGGCCAGCCGCAGATGTCGCCCGTTTACTTGAACGTGCTCGTCTA
GGCGCTAAAGTTTTTGTATGAGTTGAAGGCTTCAGCGGGAGCAGGGAAGGCCTGGAGAAG
CCTCGGCTTTGGAGCGGTTATCATGGCCGGGAATTTTGACGCGGAGGACCGCGGCAGCTG
GTACTGGGGTCGGCTGGAGCAGGCAGGAGGCGGTGTCGCTGCTGCAGGGGCAGAGGCACG
GCGTGTTCCTGGTCCGGGACTCCATCACCAGCCCCGGCGACTACGTGCTCTCGGTATCCG
AGAACTCCAAAGTCTCCCATTATATAATCAACAGCATCAGTAACAACAGGCAGTCGGGCC
CAGGGTTGTCTCATCCACGATTCCGAATTGGTGACCAGGAGTTTGATGCTCTTCCTGCTC
TGCTTGAGTTCTACAAAATTCACTATTTGGACACCACCACTTTGATAGAACCCATCAACA
AGTCCAAACACCCCTCCGGCATGAACGTGGCCCACGGTGGGCGGTGCCCCGCCGCGCCTG
GAGGACGAGTTTGTGCGAGCGCTCTTTGACTTCCCCGGTAACGACGAGGAGGATCTTCCG
TTTCGAAAAGGAGACATTCTCCGAGTTCTGGAGAAGCCAGAGGAGCAGTGGTGGAACGCC
CAGAACTCCGAGG
>CL9227Contig1
TTTTTTTTTTCCCTCCAAAATCTTTATTAAGCCCAACTGTAAACTTCATCAAAACTTTAA
CTTGCTCCTCTTTCTACAAGTTCTTCCACTTGATGCAGTCCAGCCCAAACCTCAAGAGAA
GGTTCTGCCAGGACCACTAACATTCCCAAGGTGGTAAAAATGGATCCAGACACATCCAGG
CAACACAACTCCAATGGAATGCTAAGACGTTTCCATGAAATAGCATTCACCCTGCAATGG
AAACACAGCATCAACAAATTGCCCTTCAAGAAAAAAAGATATTAGAAATGTGCTGTATTA
GAATAATTAAGTGTACGGTAATCCTTAATCCAAC
>CL9228Contig1
GGAACTTTTTAAGTGAAACCCTTTTTGGCGGCTCTGCACAGCGGCGTTCCCGCCATTTCA
CTGTGAGTCACTCTGTCCGCAAGTCATCCATGGACCTGCGTCGCTTTTAAACGCCTGTTT
AAATGTCGTCAGGGTGTGTTTTTCACCTGTGCCGATTTTAACGGGCAAAGAAATAAAGCT
TGGGATGCCAAATTTTCCTTAAAAGTTCAGCACAAAAAAAAAA
>CL9229Contig1
GAGGGGGAAGTGAAACGAAATCAGTCCCGATGCACCCATGCCTCTGCAGGACTGAGATGC
CATTAATCTGTCAAACTCTTATTTTTTAGGTTTTCTGTTATTCTTCTTTCAACATTCTAT
TTGTGATTCTTCAACTCTTCACCTTTTATATTTTACCCTCCCCCAGTTTTGTGAATGGCT
CANCTAAGACTGTGTTTAGGCAAGCATGATGTTTTTTATATGCGTGTGCTTTTGGTATAC
AGTTTTAATTATCTTTGACTCTTGCCCCAAACTGCATTCAAAAGTGTTTGAAAAGTGAAT
TTCCACCTAGACTTAGTTTATTTGTACCTAGAGTGCTATTCTGGAACAAGATTTTGTACT
ATGAATATTTAAGTTCAGCAATAGTAGTAAATCATAGTTTTAAGTATGTACTTTGATAGG
CTAAATTGTAGCAACTTTAAGGTATACATGTATTTACTTATGCATACTAAGTATAATGTG
TTAATTTGCTTGTGGTTTTATTTACTACATTTGTACAACTTACTCTTAGTACAAATATTT
TGACCAAAAATAGCACTATTTAGAATTTTGGTCTGACTTTAGTATGAGGAAATTAATAGA
TATTATAGATATTACATACTTAATTTTCACTTAAATATACAGTTCATCATAATCAATAAA
AAGCATTTCCTTTGTATTGCCTGATGGCAGTTGTTAAGAAAACGTTGTGGTTACTTAAAA
AAAAATCAATAGAATTAGAGGAATAAATGTATGTATTTCAACTTTGAAATACATCCAAAT
GACGTTCTCTGCCTTTTAGTGATAACATGTCAACGCTTTTAAGGCAACAACTTCCCAAAC
AGGCCAGGAAAAGTTTGTTTCAAAATGATTTTGTCAGTTTNGTTTGTGTGTTTTATTTTG
TTGCACACCTTGTCCAGCACTAACAGGTCA
>CL9230Contig1
TATAAGTAACACTTTCAAACTACTGGAATCCTAGTTGAATCACATGAATCTAAATTGAAG
GCTTTCAGGAATTTGGCAGTGGACCCAGCCTCGGTAGTACCCAAAGAGCGCCGTTTAGCA
GAATGGCACGCTTCACAAAGCCTTGCATTTATAAAAACATGTACAAACATCCGAATAGGA
AAACATGAGAGTACAAATAAATAACTGGCAAAAGTGATCAGAATAAACTGTTTACATCAT
TCAGGCGAAGATTTTCAGTTTTACACCGCTGGGTCAGGGAAGAGGATCATTTTAACCTCA
AGATTATTTTATCTTGCAGATCCAATGTTTCTATCTTCAAAGATGGTTATTTCAACGACT
CTGAGGCCTCTCTCGATGGGGTCAGTCAGCAGCAAGCCTCTAGGAGCATAGATCTTCTCA
TTCTGGTCTCTGATATATCTAGCAATCTTCTTTAACACCTTCTCATAGTGCGTCTCCATG
CAGAGGAAGACCGTGTAGGCAGTTAGACAAGCCAGGCAGCCTTCCAGATACGAGCTTCCC
CCGAGTTTCTCTGCTTCGGCATACAGGTTGTTTAAAGTCTGGATGGTTTCCTCAAATTGC
TGCTTGTCGAGCCTCGACTCCAGCTCGGATGGAAATTTGGTCTGGAACTTGCATATGGTT



CCCGAGCTGTAGTCTCTCTGAATAAACACCTTGGAGGACACAGCTGGCCGCTGGAAGTCT
TGTAAGCTGTGTGTCTCGGCCATGGCAGACGTTGGATCTATAGCTGCTATCCGACCCCCG
GCCATA
>CL9231Contig1
TTTTTTTTTTCTGAGACCAGAATGCAGTTCTTTATTTGAACGTTTTCAGGAACCTTCAGT
CCTGGACGTCGAAGTAGTCGATCGCCGGCTCCTCTTTGAGCATCTTGGACCAGGCGCTTC
CGCCCGCCGCTCTGCTGCTCTGTCACAGCGGAGAACAGCCGCCTGACCGCAGCGCATCGG
CTGACTCGTTTTCCCACAGATGCAGGATTTGGTCACAAAGGCGGGACACTGAGGACAGGG
TCCAGGGTGACACAAAATGTTACATGGATGGTTACAGTCGCCGCTCTATCACTGCAGTCA
GACTGGAGTTTGGACAGGCCGACTTCCCTTTGTGGGCCGTGATGATCACGTTGCGTTTGG
GCTCGCTGTCGTAGCTCGCGCTCTCCACACCATAAACCTCGGCCAGCTCGTGGATGATTT
TCCGGTGTTCCCGGTTCATGGCGGGGAAGCAGTGGCTCCTCTTGGGCTGCTTTCCCTTAT
TAGCAAGCTCGACGAGACTCCTCATCTCCTCCTCGACTTCTGTGACGAACTTCAGGTCTT
TCCTGGCGTCTTCCTTGAGGCTGCTGCTGTACACGGAGGTGGAGCGGGTGTTAAAGGGGT
CAGAGGTCGCGTCTATCTGTAGGGCTTCAGCCAAACGCCTGTTCCTCTCCAAAGTGGCGC
ACTCTTCGTCACAATCGAGCCTGGTCTGCTTCGCCTCCTTCTTAGTGAGGAGGGGGCCCA
TGTCCATGGAGTCGCCGAGCTGCATGTCGGACAGTTTACTCGCCATGGCGATGGCTGCAT
ACCTC
>CL9232Contig1
ATTTTTTTTCTCACAATCCACTCTTTACAGTCACACCATCAACCAGGCTTTTTCACAAAC
ACTGTATCTGATAAATCACAATTCTGGCAATTTTTTGTCAAAGACAGATGGTACTAAACC
ACACGGAAGAATAAAGATGATCAGCGAGAAGAGTGTTATAGATAATTCAACAAAAATACT
TTGTTTAAACAACATATTTCCTTATATATATATTTATTATATTATATTTTTTCTTTTTAA
AACTCAGAGATGGCACAATCCAAATGAACAATCTCTAAACGGTTGCATAGTTGAAAGGAC
AAATATTGAGGAAAAGAAATGAAAATCACATAAAGAGTAAAAATCTCCTTGGGTAAGGAG
TAAAAAATACTTTTTTTGTTTTTTGGAATACTTTTTTTGAATTTTGGCTGTAAACCCTTC
ACACGTTTGCCTCACCACGCGTGTAGTGGATGTGTGTAACATGGTAGCTTGCAGGGAGGA
TATGTGCAGCATAACAGCAGGGAAATCCACAGCAAACCAAATGATGGTCAATTCCAAAGC
GGGAGAAAACGTGTTGGATGTGATTGTAAGCCGCCGGCGTCCGTCGTTGGGAGGAAACGA
TATTTCCGGTTAGGTGACAGACGCATCTTTCTGGCTTCTACTTGGAAGCTGCGAGGAGCT
TGAAGAATTCCTGTTCTGTTCTCTGCGTCACGCCATGATGCGTTTCCGTCCGTGCTGAGC
GTTAGTTCAGTGTTAATGCGGCTCGCATCGCCTGAAAGCTCGTCGAGTCATTAAAGCGCC
GAGCCGAGCATGGATTAAAATCAAACCTTAAGACAAATGAAGAAATGGGGGATCAACCGC
AGTCTTTTGATGCCGGCGCCGACCGTCCCGCCTCGTTCTGCACTTCCGCCACGCGTACAT
TCGCTCGTCCCGCGCGCTGAGAAAAACCTCCGAGTTCTTTGCTCCTCCAAAGCCTTTTCG
TCTCGTCCGAACTGGGTTCCCTTTCCGCAGAACCTCTGCTTTCTTCAAGTCCACCACAAG
ACACAAACAAAATCTCCCCCCGGCGCCTGGCGGGGGTCACCGGAACTCGTAGATGGCTGC
ACTGTGCTCGGGAACGTGGGTGAGGTTTAGAGACTGATACCTGGGGAGACAGAGCAGCAG
AATTCACCTGGAATTAGCGTGAACGGCCCACCGATGTGGGGAGGGGGTTTAGCTCCAGAA
GATATTCACAACAAACAACCCCCGG
>CL9233Contig1
CAGATGGGATTAACGCTTGTCAGATAAATTCAAGACCTCAACAAGATTTCTACAAATGTG
TCGTTTGTTCCTTTGGTTCTCTTTGCTGCAAAGGATCTGGAAGCAACTTAAAGCTCCTCT
TTCTTCTTTAGGATTATCTGCCGAACCATTTCAGCTATTTTGGGCCGGATTTCTTTGACG
GAAACCTTGGGTCCCCACGCATCCACCACTTTGCCGTTCACGTCAATGAGATACTTCCAG
AAGTTCCAGTCGGGCTCTTTTCCGGACGAGTCAGCAAGATACTTGTAGACATTATGGGCT
CCTGTTCCAACTACAGCGATTTTGCTGAACAGCGGGAAGGAGACTCCATAGACTCTGCGC
ACAAAGCTGTCGATTTCCTTGTCGCTGCCCGGCTCCTGCTGCCCGAACTGGTTGCAGGGG
AAACCCAGAACATTGAAGTGACTTGAGCCAAAGTCCCGCTGGAGCTGCTGCAGGTCTTTG
TAATGTTCTTCGGTAAAGCCACATTCACTGGCTACGTTCACCACCAGCGACACCGAACCC
CGGTATTTTTCTAGAGACACGAGCTTCCCTCTGCTGTTCACAACTTTGAAGGTGTAAAAG
TCCTTTTGTTTGCTTTCAGAGAGACTGAATAGTGTTACAAAAACGGCGAGCGCTGAGCGG
AGCATCTTTTCTGCCGAACTGCCCCTCGTGCCGAATTCGGCACGAGGCTGAG
>CL9234Contig1
TGTTTCNTTTATTGAGCGGTACAACTAAAAGACATTTCTTTGAACAGAACTCTCCACTTA
ACAAACAGTAAGTGTTAAATATAAAGGCTGACAGACATTTAAAACATTTAACAAAACTAA
AAAAAAAAAAAAAATCTTTGAAGCAGTGATGGAAAAACAAAAAATGCTTCANTGGCCCAC
ATCTGCTGCAGGTCCNCNCCGTCNCTNATGCTGGAATCTCTTGATTGATGGGGGTAAATC
CAGCTGGACTTCGGCCTCTTCTCAAATGCTGTCCAGCTTCTTTANCACATATGGGGCGGC
TCTNAGCAAAGCGACNTAAANAAAAAAGTTCCGTACANAGGAAATGACGNCTTCNCNCAT
TTTCTTTTTCATCTCCCCTGGGTCCNTTTTCGGACCGAGTCCTTCAAGTTTAAACATTTC
ANCTTTGGTTAAAAACCTTTTTGGGGTCAAATTTCTTCCGTCNATAGCTTTGCNACAACG
GGGNGG
>CL9235Contig1



TTTTTTTTTTCTGAAGAGCTGCCCTTTTCTGATGTTTTATTTCCGATTTCAAACAGGCAA
ACTTCACACTGGACGTCCACCTTCCTTGATCCAGACAAGAAGGATAGAAATGAAGGATTC
GACAGCAACATAGCTCTAAAGTGGTGCACAGCAGATGAGGATAAAATCAAATGAAAAACA
AACACAGTTCCTAAAGTCATAAGTGAGAAAACAACAAAAATAAAAAGAAGGCAACGTAAA
AGGTCTTTGGCCCTTACAATGGCTGCACAGTTGAGCAAAACAAACAAATTATATTGAGAG
GAAACTGAAAGCTGACCAGAACAGGAGTTCTTCCTGACTAGAACAGAAGTTTGCAGAAGA
GTTTGAGGGACGAAGACGTCCGAGCTGCCAGAAGGTTCAATGAAG
>CL9236Contig1
AGAACATCTNAAAGGTCACTGCCCCGTCGGCTGGAATGGAGGAGCCGATTTCTCCGTGGG
CCATAACTCTACCTGCACTCTGATAGCACCTTCAACCAGAGAACGGCGGAAAATGAGCCG
GAGAGACTGGAGCAGAGCGAGAACGTGCTTAAAACGGGATCAAATGATTTACAGGTATGA
GATTCCCATTAAAGTCTGCTAATTGTTTCCACACCATTAGTGACAGTTATCTAATGAAGG
ATATTTAAGCAGGCGCTGTAGTATATCACAGCTCTGGATTTAGTGGAGGGAATCGGTGGC
CCTCACTTTGTGCCCTTTTCAAACACCCCCCCATATTACCATATTACAGTAGTCAGATTA
CTGCTCTATCACCAGATTCTTTTTTTTTTTTTTTGNG
>CL9237Contig1
CACCACCACCACCACCGCGGGGGAAGTTCTTTGGCAGAAGAAGGACTGACTCCCAATAAA
CGCAGAAGAACACAAACGGAACCCACTTTAACCGGTTCTGCTGATCATTTAGATGGAGAA
CAGATTGGTTCTACTGATAAATGAAGAGAACCTTCAAAGAAACTTCTCAAGAACATCTGA
GAAGTGAAGGAACGTGGTGAGTGGAAATTGGAGGCTTTTTTTTAAAAGAACACTATGTTC
CAAAGATCAGGAGAACGTTAATGTTGGTTGAAATAGAACAAACGTTTGGGTTCTTTGAAG
AACATTTTCTAAAAGCTGTATATATAAATCAGGGCAGAGGAACCCAGACGGTGTTACAGA
GATCTCATCTGGATCTTGAAGGAACATCTAAACTGTTAAATGAGCTAAATTCTAGAACAA
AGTGTTCTACAATATGTTAAGAAAAAAGCTAAGGAGAACGTCAGGGAGAACCCTTAAACA
GCTGTCCAGGCCAGACCTACTGGAACTCTGAGAAGACCTTCATGGGAATGTGGGATAACC
CTGAAGGTTAACAAAGCCTGAGTGGAATGTGAAGATCTTCTCCGCTTTGGCAGAACCTAA
ATTAGGAGGAGCTTAAGAACCCGGTGGTCTGAAGGAACTTTGACAATACAGTGGAATGCT
AAAGGAACGACCTTGTCTGAGTTCACACGAGGGTCAGAGGTCAATGTTCAGGCACATCTC
CACCAGTGAGTCGGGATCTTGG
>CL9238Contig1
CGGGCATCATACTGACCCTTCAGCTCAAACTGCGCTGCTTCCACGTGGAGTTTATAACCT
CTGACCTCATACTCGTCCAGCAGACGCACAGCCAATTCCAGCGATTCTTTCTTGAGATAG
CAACACAGACCGTCTCCCTTTAGATTTCCGTCTTTATCTTTGTACAGTTTGACTTTGTAC
TCTTCAGTGATGGGATCCCGCATCACAATGCCATACTTAGACATCAACCCAACAAACTCC
TCAGGGGTGATGTCAGGAGGTAAACCCGAAACATAGACGTTTGTGTTTTTGCCTTCGTCA
ATCTCAAACCACCCTGGGTCAGCTTTCCTCTTTTCTCCTTTCTGCTTGGCTTGATTGGTG
GTAGCCTCAGTCTGGTCTGGAGCCGGCTTTGCGGCAGAAGTTTCTGATTTTGCCTTTTCT
GGAGCTTTGCTGTTTGGTTCAGGAGCTGGTGGGTCAGAGCTGCTTACTGCTCCAGCATTG
GTGTCTGGATCTCCTTCCTTAGTGAAGCCATAGTTGGCCTGGTAGGCTGCTATAAAGTCA
TCTGTTACTTTAGGGAACCAAGCCTTTTTTTCTGGGTCCCAGTCATACACCGTCCCATCT
GCTGGATCTGTATAGGTGAAGGGGTCAGAACCATCATCCTTTCTCTGTCCATAGAGTTCA
TGCATTCGCAGCTGCTCCATAAACTCTTTGTTTGCATCTTTTTCATTACTCATCTCGAAA
TGACTCGTCGGAACAAGCTTTTCTAAATGCTGCAAGATAAAAGCACTCAATAAATTTCCC
CAATCAGGCCAAGCCTGGATTTAAACTATTATCTATATTCAAAGGGCGAATAATGCAAAG
AGTTATTCCTCCCTTTTCTAATGGACGTTTGTTTATTGCTTGATTCCGCGAGGACGCTTG
AAACAATTGCTTCCGAGGTTAAAATCTCAATGCGCATCCCGGCCATAAGGCCCGGGTTAA
ACGGCG
>CL9239Contig1
GGATGGCAGTGTGGAGCTTCAGTGGAGGAGAACATCTCAGAAGGAAAGAGGGTCATCAGG
AGGCAGAACATACGTGAGGGTGACACCACTGTGGAATGAGCGCGCTGTAGAGGACTTTGA
GGGGCTTTTTGATTTGACNGTCTTAGTCTAGTTTGCTTTTGGGATTTGATCACACTGAGC
TGCTGGCCTCAATGCCACAGCGTTCACATAAGGTTTGTTTGGTTTTCTCATGATCAGGAT
GAAATTCTTCCTGCTAGTGTGTCGTCTTCTCTCAGCTTTGTAGATTCCAACGTTTTAACG
GCAGAACGATGGAAATGTTTGCTTTTGCACTTTGAGGGTCTCCTGAACCAGTTTCTGTGC
GTTTGGTGAAGATCATGGGGCTTAACGTGTTGAAGCGGGGGCTTCATGACCTGCTGGGGC
AGCCCCCCCCCCTTCACCCTGCAGGAGACGTGGATGAAGGGATGGATGCATGTGGACGGG
GTACTCGGTTACTCTGCTAAAGAAATGGGGTTCAAAGGGTTTTTATTGGCTAAAGCCCAA
ACATGTACGTTTTTGTCATGAAAATCATCTGAGTTCGTGGGACTCGAACGTCGCCCACAT
GGCCGTCTCCTTTACTTTAGGATGTCTGTGTGGATGCAAACACGCCGAACGCCTCCTCCT
GATGCACAGTGACGGTTGATCTCTTTGTGGTTACCAGCCACAAACAAATGGGATACGGTT
AAGTATTTGAAGGTTGAAGTAATACTCGAGTGACATTGGATACTGTATTGAAATGTTAAT
AATAGACTATATTATGATCAATTTCAGACACCTTGTATTATATGTTCTTATTTAATCTGT
TGGCATA
>CL9240Contig1



GAGGCGATACTCAGGTTGTTCTTGCAATGCCGTACGACACGCCCATACCTGGCTACATGA
ACAACACCGTGAACACAATGAGGCTGTGGTCGGCGCGAGCGCCCAATGACTTCAACCTGA
AGGACTTCAATGTTGGAGATTACATCCAGGCTGTTCTGGACAGGAATCTGGCAGAGAACA
TTTCCCGTGTTCTCTATCCAAATGACAATTTCTTTGAAGGAAAAGAGCTTCGTCTGAAGC
AGGAGTACTTTGTCGTAGCAGCCACACTCCAAGATATCATCCGGCGCTTCAAGACCACCA
AGAAAGGAGTTCCTGGTCGCACCTCCTTTGAGAGTTTCCCCAATAAGGTCGCCATTCAGC
TGAACGACACTCATCCCGCCATGGCCATCCCAGAGCTGATGAGGGTCTTTGTGGACATCG
AGAAGCTGGACTGGGACACGGCGTGGGACCTGACCAGACGCACCTTTGCCTACACAAACC
ACACGGTCCTCCCCGAGGCTCTGGAGCGCTGGCCCGTGCAGCTCCTGGAGAACCTCCTCC
CCAGACACCTGCAGATCATCTACCAGATCAACCAGACCCACCTGGATAAAATTGCTGCTC
TGTTTCCGAAAGACATGGACAAGCTGAGGAAAATGTCTTTGATCGAGGAGGACGGCTGCA
AGAGGGTGAACATGGCGCACCTGTGCATCGTGGGCTCCCACGCCGTGAATGGAGTCGCTG
AGATACACTCCAACATCATCAAGACCCAAGTATTTCGTGACTTCAGCGAACTGGAGCCCG
GGAAGTTTCAAAATAAAACCAACGGCATCACTCCCAGACGCTGGCTGCTGCTCTGCAACC
CGGGACTGGCTGAGCTCATCGCTGAGGTGATCGGGGAGGATTACGTGAAGGACCTCAGTC
AGCTCAGGAAGCTGAACGACTTTGTGAACAACGCCGCTTTCATTCGCGACGTCTCTNAAG
TCAAGCAGGACAACNAGCTGAAGTTCGCCCAGTAC
>CL9241Contig1
TGTCATTTATTTTAGTACACACACAGGAAAATATTTTTTTGCAACTCAACACTGCTAACA
AAAACTAGGCAACACCAAAAAACTGAGGGTTCAGTTGTGTAATTAAAATGAGTCCAGTCT
GTTGTGCTGATGCTGATAGTTGATATACAACTGGATAAGCGAGTCTGGAACTCTGGGAAT
CACTATTTTCAGGGCACTTTCAAAGTGTTTGGACTCAATATGCTGAGCTGCGATGTCTTC
TTGTAGGGCCAGGAGCGCAGCCTCTCTGCATACTGCCAGTATCTCTGCTCCTGAATACTT
GTTGGTTTGAGCCACCAAATCATCAAGAGACACGTTGTTTGCCACAGGGATACTACGAAA
CTGCAAAGAAAATATCTCCTGTCGCGTCAGAGCATCTGGAAGAGGGACATAGATGATCCG
ATCAAGGCGCCCGGGACGCATCAGAGCCTTATCAATCATGTCAGGCCGGTTGGTAGCAGC
CAATACTGTGACATCTCTGAGCTGCTCAATGCCATCAATCTCTGTCAAGAGCTGAGCAAG
GACCCGGTCACCAACACCTTTTAAACCTGTGGCACTTCCTCTTTCGCTGGCAAGAGCATC
TATCTCATCAAAGAAGACAATAGAGGGAGAGACTGTCCTGGCTTTCCGAAACACCTCTCT
GACAGCTTTTTCAGACTCTCCAACATACTTGCTTAATAACTCCGGTCCTTTAATGGTCAA
GAAGTTCAGCCCACTTTCATTAGCCAGAGCCTTGGCTACCATGGTCTTGGAGCAGCCTG
>CL9242Contig1
AAAGTTTATTGGTATAAATATGAAAAAGACTGCATGTTGAAACCTCGTTACACGGCGCGC
ACACGTCACGGCACATTTAAAGTTTGTGTGTTTGAAAAAAAACAAAACATGTTCTAAGCG
TACTGCTTTTGATTTGATTGGCTGCGAGCAAACTTGAGAACACTGGTAGTGGAGCTTTGT
ACAGCACTGATGATCACTTTAAAACGCTGATAATAAATAACAGTAAACACATAAAAATAG
TAACAATCATACTACTTCATGACAACAAACTCCTGAGACAATACTGTCACTGTAATACGG
ATACGGAGAGTAAAAAAGGTTCTCCTCAGAGGAGGCGCTCCGCTTCTCCACAACTTCAAA
AAGCTGCATCATGCAAAACAATAAAGCCACCATGGCACAAGACGACGAGCAACACAGAGC
GCTTCTGTCGGATGATATGTGTGGAGATGTGCTGAAGGCGGCCTTCAGGTGACGCCCTAT
AATAGTGCTTTCTCGGGCCGGCATCAGTGGCCCCCCTCCCCCCGTTTGGCTCAGTGGTCG
GTTCTGGGCCTGCAGGGCCCTTCTGACGGCTCGCTGGTTGCAGCATCCTCGGTCTGAGCC
GAGGTGGTCTCTGAGCCCGGTGTTGCTGTCGCTGCTCCCTTCCTCCATGGCTCCCTCGGG
GACGCTCTCCTTGTCCTTCGAGGCCCCCTCCTT
>CL9243Contig1
TATCAGTATTACAGCCACAGCTGCCAGCATCGGAGCAGCTGGAATACCTCAAGCAGGACT
GGTGACCATGATGATAGTTCTGACGTCTGTAGGTTTGCCCACTGATGACATTTCGCTGAT
CATTGCTGTCGACTGGTTCCTAGACCGATTGCGGACCACCACCAACGTGCTGGGAGACTC
CATCGGTGCAGGGATAGTGGAGCACCTGTCTCGCCACGAGTTGCAAAAGAAGGACCCTGA
ACTCGGCAACTCTGTTGTAGTGGAGGAGGCAGACAAGAAGCCGTACAAGATCATCTGTCA
AGAGAACGAGTGTGAGAGTGAGAGGCTCACAGATAGTGAGAGCAAGATGTAAAAATAGGT
TTAATGCTCATTCGTTTTTACATATGCAGTTGCATTGCGATGAACCAAAATCTTGTTTTT
ATTTTTACCATCTCAGTTTGAGATTTAGACACATAAAATCCAAATCTGTTTTGAATGAGG
GAGTTTAACCTGTGTCCTGTTCCTAACACACATTCTTTTTTTTTAATATGTACATTTCCT
GAGATGTATAATTATCATAGAATGGCAGCTGTTTACTCTTATAAATGAATTACAAAGTCC
AGTGGTCAGTAGCCTACATTTCACATCCAGCTTGTGCAATTGTAATAGCTAATTTTGCCC
ACACGAGGCCAGTATTGCTTTGACTTTAAACGTCACAGCGCATGTCAGCTCATGGGAACC
TTTTTTATACTGTTTGTTCTTTTTTCTGGCTTAAAGTTCTTTCTTTCTTTCTAAAACAAG
TTTTAAATAGGAAAAATTAAGTTTAACTACCGGTATTTGCAAATCCAATTGGATTTTGTA
AATTGAACACACAAGCAACTGGTTGACCAATGCTGAGAAGAAGTGCCTATTCTAAAGGAT
TATTCCATTATTTGTGGCTGCAATATCTGCAGATTAAAGGACAGATA
>CL9244Contig1
TCGGCACGAGGAAACAATAAAAAAAGCTTTATATTCTGTGTCCAATCTAAAATCTGAGGC
GGACATTGCAGGACTGTCAGGACTGTTTGACGAGTCTATGAAAACAGAGCAAAATCTTCA



ATCTGCCAACAACATTAAGAAGATAAGTATTGTATCAAGCAAGACCAAACCAGTCTGCGC
CAAAGAGACGACAGATTTAAAATGTCCTAAAGAAGAAGTTCCCAAAAAAAGACTTGTCCG
GCAATCATCCTCTCAATCCTCCCCTTCGTTTATCTCCATTCACTCAGCAAGAAAGCCTAT
GGAGCAACCAAAACCCACCATGATGACGTTCAAACCACAAGCTGATGGCGCCAATCAGAG
TTTGGATCGTCCTCAACAGCAGGTCAGTGTGCTGGAAGTCAAGACCCTTCCAGAGAAACC
TGCAGGAATAATTGACACCAAGACGGTCAGAGAAACATATGAGGAAAGCGATGGCTTTGG
CAACGTGTTTGTGTCTTCTGTGACTTCAACATTCGTCTCTAACCATTCTGACAGTAAAGC
ATCTGCTCTGTTTGAAGCAATGGGGAGTCCAACCAGGTACGAAGCTGTGACTTCCCCTTT
GATGAGACGACCTAGACACCCCTTTGATGATAAAGTATTTAGCCGCCCCAAAGAGGAAGG
GACAGTTTTTGTAACTTTTAGCAGACCCAAGTAAAACCACATATTCCTTTGTAACTTTAT
CAACATAGGCTTTTAATTTCTTTAATATTTCTATTATGTGGTAATGTAAAGTTTTCTTGT
TTGGCCTAAACAAATGTTATGAGTCTTTGTCTTATAGATTTTATACTGCAACCATTGTAA
ATTCTG
>CL9245Contig1
TATGGCCGGGGACTTCAGCAGGGAAGGATTCATTCACGCATGCACACACTTTCCTGGCGG
ACCGGAAGTGTCATCCAGCTACAGCAACAGTGCCATGTCTGAGACGGTGGTGCCTGACAC
GATGATGTCTCCAGCAGTTGGCAGTCTGTATGGAGAGAAGACTGGTGGTCCAGTGGTGGA
CTTCAGTTATGTAGGTATTGATGCTATTCTTGAGCAGATGAGGAGGAAAGCCATGAAACA
GGGATTTGAACTCAACATTATGGTTGTTGGACAAAGTGGCCTGGGAAAGTCTACTCTGAT
GAACACGCTGTTCAAATCCAAAGTCAGCCGAAAGTCTGTGCTGGCTACATCCCAGGAAAA
GATCCCCAAAACAATTGAAATCAAGTCAATCAGTCATGACATCGAGGAAAAGGGAGTGAG
AATGAAACTGACAGTCATCGATACACCCGGCTTTGGAGACCAGATCAACAACGAGAACTG
CTGGCAGCCCATAATGAAGTTCATCAACGACCAGTATGAAGCGTATCTGCAGGAGGAGAT
CAACATTAACCGAAAGAAGAGGATCCCAGATTCAAGAGTTCACTGCTGCATATATTTTAT
ACCCCCAACTGGACACTGTCTGAGACCACTTGATGTAGAATTCATGAAGCGCCTGAGTAA
AGTCGTCAACATAGTCCCAGTCATCGCCAAGGCTGATACCCTCACACTGGAGGAGAGAGA
CTTCTTCAAAAAGAAGATCAGGGAAGAACTGCGATCCAATGGGATCGACGTTTACCCCCA
AAAGGAATTTGACGAGGACGCAGAAGACAGGATGATCAA
>CL9246Contig1
CAGTCAGTGTTTCTGTTTGTATTTGAATTTTTTTATTTTAATATTATTATTATTATTATT
ATTTCTCTTCAAACTGCCTCTAGACTAATAATATTATTAACAATAATTATAAGAATGGTC
AGCATTTCCTAAGTTTAGTAAGTTATGTACAGTATAATTTATTTTTCTTCTCGTCAATAA
AACATTATTCTATTTAGCTGTTAGGTATTTAGATTTGAGGAGTTTTCCTTTTTTTTTTAA
ATGCGTTTGTTTTGTATTAATTCTTCGGACGGCGGAGCGGGCGGCTGTCAGCCCTCCTCC
CAGCCGAACACCTGTTGTCCAGGTCATTGACTGTATATGACAGCTGGAATAAGTGACTCC
GCCCCCTTGGCGTTCCAAATAGGAAGTACCAGCGGGCTCACAGAGGAATAAACGACTATT
CCAACTACTGCTACATTTGTTTACATGTTCTTAATGATCCGCATCTATTTGTCTTTAGTT
CAAGTTATTGAAATTCTGAACTGACCAATCAGACGCCTCGACATAAGCATGCGGTCTCAC
GTCAGTCGTCCCAAACGTTTGATTGACAGATTCCCCTGAGCCCGCTTTCAAGTGTTAGGG
GCGTGATTGGAGTAGAAATGTTGACCCGGACAGATCTCTGCTTCCTGACGATGTTGCGTT
CCGACATCCGTATCGCGGAAAAATGACTTTGTTGGAACCAGAAGTGAGCCATTTTCTATG
GATGACATCACAGTCACTCGGTCCAGTTCTCATATACAGTCAACAGTCCAAGCCCATTTC
TAAGAAGCACTCAAACTTTTTTTTCTTTTATTGCCATCATAATTTAATTTGTAATGATTA
TCACCATGTATAATGTGAAGGTTTTCTCTCTTTGTGTTTTCTNGTCTTTCGTTTCTTGGG
AAAGCAGTTGGCTAATNGTTTTCTGTGAACAAAGAGACCCCGGTGTCCATGTTTGGCCG
>CL9247Contig1
GGACTGAACGGACGTTTCAGTGGTTTAAGCAGAAGACCGGCATTGATCTCATGGAGGCAA
ACAGTACAGCGTGATCAGAGGCTGCGTTTTAAACTGTAAAGTTATTCCTCGTGGGCCTTC
AGCTGCTCTTTTACTGATAATTTGTCTTTTTTTTTTATACATTTGAGCAGCTCTCTACTG
ATTTGTCTGAACAGCCCGTCAGCTGCCTTGTTGTAAATATCCTGGAGGGTGTGTTTGTGT
GTTTGTGTGAAACCAGCCCGGGCCTCACTCTTTCCTTTGTTCCTTCTTGTTTGACCTCCT
GGTGTACANACTCTTGTACANACAACCAGCTAACANGTGGAACACACAAACTCATGTACA
TAAAAAAATGCCTAANAAANAATTCCAACTGTCAAAAAAAAAA
>CL9248Contig1
CGAGGCTTTAGTACAAGTATACTCTTTTATTACAAACAAAGTGCTTAAGACAGCACTGCA
ATCTCAATCCTGGTCCCCGGCGATGCAACTGTACTATCAGTACCAGTTTTATTGTCTTTA
TAGTGTGTTCCCAGCTTACAGGAAGTTAAATCGAGAGATAAAGATTACTCTAAATGTGCC
AAATTCATTCTGTGAACTTTATAAACTGCTTTTGTTTGCATTTTGTGATTAACAATGAGT
ATGCAACTATTTATACATGAAACTCCAGTTCAGAAGTGTCTACAAGAACGTGTAGGTGTC
TTTTTGCTGTATTTGAAAATGGCATTTCTGATTTGAAATCTCACCATTTAAACCATATGT
TGTGGATTGCAGAAATAAATTTTTTCTTTGGTCAAAAAAAAAA
>CL9249Contig1
AGGTCCAGACCAAACTCATTAAGGGGGAAGTGATTAAGACTAGAGGGGGAGGTCAAGCAG
TTCAATTCACTGACATTGAGACACTGAAACAGGAGCTCACCACAGTCCCAAGTCGCAAGA



GGAAATCGTCAGAAGGTGTTTCCCCCAGTGGGGATCAACAAGAAGGAGATTGGACCGACG
TGGAGACGAGGTGCTCTGTGGCTGTGGAGATGAGGGCCGGCTCCAACATGGGCCCTGGCT
ATGAGCATCACGGGATCACCAAGCGCAGAAAACCCTGACTGCTTCTGAAGGCTGCAGCAC
TCCTGTCTTCAATACTCTCAATCCGTGCAATAATTTAAACTTTTGTTATTATATTAGTTA
AAGTCACTATATTTAAATATTTTCCACACTTTTATATATGCAAAATATGTATGTATGTAG
GTCACCAAATCTTGATTGTGAATATTTTTTTTCTTCCTCAAGTTGTTACTGGGTTGAGTC
ACATGTGATTCCTGTGGCCTTTCAGCTTTGAAAAATGTTGGCACCTGATTTTAAAGCAGC
CACAGTTGCTGCCTTCCAGTGCTGTTTTTTCTGTCAAATATAAACATATTTACCCTGGAA
TCAAATTCGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>CL9250Contig1
ACACTGAATGTCCACACATGGATTTAGATGCAACATGAACTTCACTCTGCATCAATACAG
AAGCCATAAGAATACAGTACATCATGCAAAGCAACATCAAATAAAAAGTCTTGTATAACA
GCAAAAATAGAAAAGTTATGAAAAGAGTTTCAGTTTCTATTAATCTTCTTCTACAACAGA
AGATGGAAAAACTGCTGTTTAGGAGCAACTCAAAGACTGTTCTACGTGTACAGCGATGTA
CAAGTGCTGATCGAATTACTGTTTTTCCTTCTTTTATTTCATGTGAAATTAATTAAGCAA
TGTTCAATTAGGAAATTATGCACATGCAGCTATTTTCAAACAAAAATATTACTTATAAGT
CTTTAACAACCCTAATGGCTAATCATCAGGAAAACACAAAGAATTTACTTGTGTTTTAAA
AATGTAACTAGTATTTAGAATTATGACACTTTTCATCTAAAGATAGTTTGATAAAGTAAG
AGAAAGGTCAGTATTGCTGTGAAGGTTAACATACAAAACCTTTAATAAGTCAAGAACAAC
TATTTAAGGTTAAACAGCATTAATTGCAAAAGCATAAAGAACTGCTACGATTATGGGATG
TTTCCTTTTAAAGATGGAAGTCATAGGTGGAAAAAAAAGAAAACATGGAGAATAAACCCT
GAATGCAAAACGAAACATTTGCTAACTTTAAGTGAAACTGCCTCAAAGGTAAAACTTCAC
TAAGACACATCACATTTTGAATAANCAGAATAACTATTAAGATATGACGTAACTTTCCAG
TCTAAACTAGTTACATCACTGCAACA
>CL9251Contig1
TCGGCACGAGGTGTACGTAGTGTCTGTGTGACAACGGCTTCAGTAAATGATATTTCCTCT
TATTCTGCTTTTTTCATTCCTACTTTATTTGAGTCCACGCCACTGAATTTAATCAAATGA
GTGTAAACATGCTCCTCCCTCCAGATGATCAAATATGGTGTGATAAGTACAGAGTCACTG
ATTGATGACCTGCTGCATTGGAAGACCTTGTATGTCGCTGGACGTCTTCACAAGCCGGTG
AAGATGCTGGCGCAGAATGAGAATGCAAAGCTGAGGGCCGCTCTGGTTTCCAACCTGAAG
AGTGCGGTGACGGCCTCCATCCTCATGCTGCCTGAGAGCTGCTCCGAGGATGACCTCTTC
CTGCAGATTGCTGGACTTTCATATGCTGGCGACTTTAGGATGGTGATTGGAGAGGACAAG
TCCAAGGTGGCCAACATCGTCNAAGACAACATGCAGCACTTCAAGACTCTGTACAGCAAC
ATCCTACGGGACTGCCCACAACTCGTCTACNAGCCTCAGCAAGGAAAACTCGAGGTTTGA
TGTGCTCCTTTGCACATTATGGCTTAATAAATCTTATCTTATCTGAACAGACAAATACCG
GCCAACATCTACTTGCATTTAGACCCTCAGTTTGTGGTTTGTCTTTTTTTTCTGTTTATG
CTTTAAGGCATTTTGCTGTTTGAAAAATCCAGTTATATCCTTTAAAAAAATCTTTGTGTC
AACTCAAAACTGTTCCTATNGTCAGTGTTTCTGTGTACTCCAACTGTTCTCAGCACTCCC
TTTTACATGAAAGAAATCTTCAGCCCCTGAGGCGGCACACAGCACTGGAAGGACCTGTTC
AATGAGTCTGTTGTAGGAGCAGTTAGGCTTTAGTGTACTGGCTTTTGTGAGAGTCCCGTG
ACTTTGAGGAACACTGTGACTCGCTCCCTGTCAAAAAAGCAGGACATGCATTTAGGAGCA
GGTGGCCATGACCATCTATCAAAATGACAAAAGCGTTGATTGAATTCTTTTAGGTGCAGA
AAGCTACATTTGAAGCTACAAAGCAACAATGAACAGTTTTGGAGCTTCCCCAAAGAAATG
TTTGGGCTTCAGTTGTGAATGTGTTCAATGTCAGCCTATGAAAGTGATGTTATTCTATGC
ATATGAAACTAGATTTGCTGATAAATCTGTTCTTTTTTGAATTAGCTGTACAACTGTATA
TTAAATACTATCAATACATGAATAAAT
>CL9252Contig1
CAAGAAGAGCAAGAAGGCCCCCGGGAAGAAGGGGGAGCCGGAGAGGGAAAAGCCGGGAAT
GGAGAGCATGAGGAAGAACCGGCTGCTTGTCACCAATCTGGATAAACTCCACACCGCTCT
ATCTGAGCTCTGTTTCTCCATCAACTACGTTCCCAACCTGATGGTGTGGGAGCACACCTT
CACCCCGCGGGAATACCTCACCTCCCACCTGGAGATCCGTTTTACCAAGTCCATCGTTGG
GATGACCATGTACAATCAGGCCACCCAAGAGATAGCTAAGCCCAGTGAGCTGCTGACCAG
CGTGCGAGCGTACATGACAGTGCTGCAGTCCATAGAGAACTATGTGACCATCGACATCAC
GCGGGTCTTTAACAACGTCCTGCTGCAGCAGACGCAGCACCTGGACAGCCACGGCGAGCC
CACCATCACCAGCCTGTACACCAACTGGTACCTGGAGACTTTGCTCCGTCAGGTCAGTAA
CGGACACATTGCGTACTTCCCAGCCATGAAGGCCTTCGTGAACCTGCCCACAGATAACGA
ACTAACGTTCAACGCTGAGGAGTACTCTGACATATCTGAGATGCGTGCTCTCTCAGAGCT
GCTGGGGCCGTACGGCATGAAGTTCCTGAGTGAGAGTCTGATGTGGCACATCTCATCACA
AGTTGCCGAGCTGAAGAAACTGGTGGTGGAGAACATGGACGTTCTGACCCAAATGAGGAC
AAGCTTTGACAAACCTGACCACATGGCCGCTCTCTTCAAAAAACTCACCTCTGTGGACAG
CGTCCTGAAGAGAATGACCATCATTGGCGTCATCTTGTCATTCCGTTCACTGGCTCAGGA
GGCTCTGAGAGATGTGTTGTCGTGTCACATTCCCTTCTTGGTCAGTTCTGTGGAGGACTT
TAAGGACCACATCCCTCGAGAGACAGACATGAAGGTGGCCATGAATGTGTACGAACTGTC
CTCAGCAGCTGGACTTCCCT



>CL9253Contig1
ATGTTTGTGGTGTTTATAACATGTTCTTGAAGCATTTTCCTCATGATGGAGGACACATAT
AAAGAAAATTAAGCTTAAAATTCCATTTCTGAGCATTTATTCAAATTGTTGTGAATCAGG
AGAATGTAATGCCGTTTAAAACAAAGAGCGTACCTGTGACGGGGCAAAAGCTCCCTGCTC
CGCCCCATTCACTTCGTTTTCCTCATCCAAGCTGGCATCCGGCTCAGAACCACACAACCG
GACAGCTCCNATGTTGCTCGCTGTTATTGCACCGCTAACGTTCGCTTGGAGGTGAGGGGG
GCTGTAAGGTAGCAGGTAGAGCATGTAAACAGAGAGCTCTCAGCAACAGGGCGTGGTTTC
CCCAAGCCAACAGTCCCGCCCACAACTCGTTAGTGAATTTCGACTGAACTCTGCAGAAAC
TATGTCCTGGAAAAAGACACCAGTTCATTGATTTTGGCTAAAAATGGCATCGTCATAATT
AAAAGACCACTGGGCAGGCTTTGAAAACAAAAGATAATCGGAGGGGGTCATTAACCACCC
TCAGCTTCAAAAGTGAATCTTTTTGGAGGAAGGACTCAACCTTATATTGCTGCCAAATGT
ATTTTTGCCTACATTACTGAATCATTTTGCTGCTTTCCAGCAGATAAAATGCTTTCAGAA
TTTAAGGCCGGGTGATGGAGTTGGGATTTTTGTAATTCAGTGGAGCCAAATATAACAATT
AGCTAACCCTATTTTAGCACCTTTAACCCTTAAGAACCCATGGTGACATCAGTGTAACAG
AAAAATACCAGAAATGGATTATGTGGTCCACATCGTTTGTGGTCAACTACACGTACTTTT
AAGAAAAAAATGGGTCTGGGTTCTTATGGGTTAAACGCCATAAATATCTCACTTCTGATG
ATAATATTTGGACTTAAAAGTAACCTAAAGGCATTTTTGCTGAGTGAGCTTCCCCTCATA
CACGTTAAGATCAGTCGAACACTGTGCTGCTGTTAAAATGGGGCATTGAAATGACTTATA
ATAAATGTACTAAATTTGTTTCTGTTTATTATTTAACTGGTTTGTATAAAAAAAAGAC
>CL9254Contig1
GCGCACATGGTAACCTGGAGGAGGACGCCGGCGCTCTTTTCACAGACCCAAAGATGTTTC
TTTCCTTTCAGGGAGCATTTGAAGACTTTCTACAGCCCACCTCTAGCCTGCATTGATGTG
ACTCTCTCAGGCCGTGTTGCTGTTGCACGGCGCCGTCTGGCTGCTATTCCTGAGTGTTTG
TGTGCCGACCTGAGAGAGCCCTGAAAATGTAATAAGTGCTGTGCTTTCCCAGATAGGATC
GCTCGCACAAGCGTCTTCCTCAGCCAAAGAAAAATGGGACTGATGTTCTCCAAAACGCCG
TCCGTCTCCACACAGGAATACGTCAGACCGTCAGCAGAGGTGACTGCTGTCACGTAAATC
TGCTTTCTTTGTGTTTGTGTGGGCTCTCCTGTTACTCATTTTTGACTGAAAGGCCTTTTT
TACAATCCATAAAAAGCTGATGTTACATAAATTCCATTTTTGTCCTGGACCTAGGGGGGG
TAAAACAACCCCCCCCCCATCTCTCTGACGTCACTACCGACCACTGAAAGGAGCTCAGTT
ACTTCCTGTTTGCATTTAAACTGTTATTCTTTCCTGTAAATGTGTTTGTGTCTCAGCTTT
GTATCCAAATACAACAAATAAACCAACTTTTTTTTCAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAACCTT
>CL9255Contig1
TCCGTGCGCATTTGGAGTCAAGCAAAGATCTTTATATGCCAAAAGTGTATGGATGAGCCG
AGCATTTACATTAAATTCCAAATGTGGAACAGTTTTATGAAAAGTGGCAGCTGAACCCAT
GTCCTGCTGATGTACCATGCAACTGTTGGCGCTCACCAGCAAAGAGGTGGCTGTCTTAAA
ACACACTGGAGATAAATACTGAACGAACATTTGTTTTCCAGGCTTAAACTGATTAACCAG
ATTTCTGAATATGAGTGTATACTTTCTTTGCTCTATAATTGTTGTCGTTTCGGTTTTGGG
AATACTTTAACTTCAGTGTGTCTCTCCGCCAAGTGTCTTTGATTTGGTTTAATGCTCCGC
AGGTACTGTAACTCATCAGAGCAGCCTCTTCTTGTTTTCTTTTTATGTTTACGCAAAGAG
AGTGGACGGTAAGGACGTGATCCAAACAACAACATAAACGCTCCCAAAATGTCCCAAGCG
CGTTGGAAACATCCCATTGCAGCAGGGCGTGAGAGTTATGGCTGCATGCCTTAAAAATAT
TTCCTGGTGTTGCAGCTGATTATGACGAAATTTGCGGAAGAGCAACTCTGGACAGGCATT
TCTATGTTTTCTTTGATGGGGTTGATTGTTGTCAGTTTGTTTCTTTACATGAAGCACTTA
TATTTTCGTTTGTTTTTTTAATTATTACTATTATTACCGTTGTTTTTGTCTGTTAACGAA
ATTGTGAGTGGGAGCTGTTCTGATTAGGTTTGG
>CL9256Contig1
CGGCACGAGGCTAAAGTAGGCGCTTCCAGAAGCCGTTTGATTATGGATGCTGTTCTGCAG
ACACCTCAGTTTCCTTCAGATCTCTGTGCTCAGAAACTTTTGTCCTCTGGATTTTTCTTC
TATGTGCAGGACACTATTGGGTAATTTCCACCCGGTGCATATGCTGCAGCCTCAATGAGG
TCACTTTAACAGAAGGCACTTCTTTAAGAATACTTTGCAAGCAACTGGGCTTCAGGGAAA
ACAAAACACAGGCATCTCTGTTCTGCTACTTTAGGGGATTTCTAACCCTTCAGGAGCTTC
TGAGTTATTTATAAAACCAGCATGGAATAAAATGAGTTTTACTCTGCCAATGATATGCAC
TTTGCTGCCCCAAAATGATTGTATTAGACCCGTATTTGTATTTTGTGGTTGGTAAAGACA
AAGTTTGCTTTTTTTTATATCAATTAAACACAATTTGGTTTGTTTGATTTCTTTCCATTT
AAGGACAGCAGAAGAACTGTCTCTTTGAAAGGCAAACTCTTGCGTTTGAGTTTCCAACAG
CACTTCAGTATTCTTAAGAAACCAGATAATCATTTCTTTCAAAACTGCCTAAATGAATGT
AAAGATTTTTATATTGTTCTTAATCGTTTGCATACTTTTTTTTTTCTGCTTTTTGAGTCT
GTTTCTTACTTACTCCTATGCCTCTCCCCTTTACTATCAAATTCTGAACAATGGGAAAAT
TACTTTTATATTTTTTCATTGAAACTTTTTTGTACCTGCCCCACTTTTTATTCCCATGAC
TGATGACACCAGCTTTAGTAAACGTATACACTTTGTACACAGTTTTTACTCATTCTTTCA
AACTGA
>CL9257Contig1
CCAGAATCCCGTTCACGTTTGACCTGTGGAGTGCTGCAGTTTGAATCTGGTGGGAAAAAA



CCTGAAACCCATCTGCTGACTCAGGATCTATCTGCTGGAAGGAAACCAGGAGTCTCCCAA
CATCAATCCTACATTCCAGTTGTCAGATAAGATGGCAGTTTGTAAATCTGCATTTGCCCC
CCCCAAAAAATACAAATCCCCCAAATGCAGCAAAATAAAAAAAGATTTGTCTGTTTGCAG
GTTGTACGGAGAAAACAGAGAGGTGGTGGCTTATGTAGCTTCATGATGGCAGCTAAGATC
CAACGCCACTTGATTCTCACCAAATAAAAGTCTTGGGGGGGGGGTGGGGGGGGGTAATCN
TCTGGCAAAAAANAAAAAGTTNTTAANATCTATCAAACTATACTTACNGGTGATTCAAAG
TGANAGGAAAACGGCTTCAAGGCNCTAAAGGTATGTACAGANAGTTTCCAGGAGCCNCTG
GACNCCCNACCCCTGCNCCACCAAGTTCCAACNANCAGGGGGNGGGGGCNCNCCCATCTG
ANCCCCTTTCCAAATCANCAAATGAACGTTCAAGTCCNATAGTTTTCCCTTCANTTCCAN
ACCCCTCCCCACCGGGTTACANAGG
>CL9258Contig1
AGCTTCAGGGTCAAATACTGGGCAATCTCGTTGGGATCCGCGTAAACTCCTGAGGGAACG
TGCTTCAGTTCTGCTATTTTGTTTTCCCTTGTGCTGAATTCTCGTAGTAAGTAGTCCTTA
CCAGCCTCATGATACAGCCGAGTGTCGTTTATTCTAATCAACACTCCGTCCACGCGGAGG
AAGAACCGCATCAACAGGAAAAAACTGGTGGGCATCACCCTAATTTTGACGCTGATCTTT
GAGACGCCGTGGTCGTGTAACTCGTCCTCAAACAGCAACACCTCGTCGAAGAACATGATG
TTCTCGCGGGCTTTCAGCTTCTCCATGTCGATTCGTTCCGACGTCTCCGTCACCTTCATC
TGCAATTCCTCCCCAAGTAAGGTTCCCCTGTAGTCTGTGGTGTACGTCCAATCATAAGGC
CTTACCACCTCTTTGGAGTGCTCTGAATCCGCTCTGCTCTCCTGCCACTCTTGAGCACAG
GCCACTTTCACAGCATCATCCATGTTGTTGACTCTTTTAAGGGCATCGATGGCATTGAAT
TCGATGCCGTAACCGTCTGCGTGTTGGATGCGCAGGACGTTGTCTCCAAACAGCATCTCT
GGAAGACAGGGCATGCTGATCTCCTCCCCTAACCGTTCCACATCTTTGGATTTCATTATG
TGGTTTTTGGCGGACGTCACTTTCCACGGTCCAAACATAAAGTCCTGCTTGCTGCTCCTG
AAGCCGTGCGACATCATCTTGGACACAGACGCCAGCATTCAGCTCGATCTTGCTACTTTT
CACAAATGCTGCTTGGGAGCGTCACTTTAATATCCC
>CL9259Contig1
ATCTGGATTTTCCGCCCACTTCTCCACTTCCTCAGAAGAGTCACAGACTTGGGCTTCGGT
CCAGCTCCGCCCACAGGCCGCCGCGTCGTTTAAACATGGTCCTTCAAACCGTTGGTCTCC
TACAATCAGCTTACGAGAAGATTTGAGCTCCGCACTCTCACACGGCGGCAGGAACATTCA
TACGTTTGCTTCACTCGGAACAGACACTTCGCCTTCACATCGTCCAAACAAACGGCCGCT
CGATCGTTCCGTCGCCGCGGCTCAAACACACAAAACACAGGCATGGTGACGGATGCACAA
AGATACACAACTCTAGGGTCGAACCACAACGAAGGAGAAAGCCTTCAGACGTCTGCCATG
TGCGCTACGATTGTTTTAGTGAACTTAAATGTGCATCTGTGGTAAAACTGTTTGCAAAAT
CTCACCAGAAGGTGGTGCTGTTGGCTAAAAAAGTGCCCAAAAAACCCCACAACGTTCCTC
AGTTTTGTGATCTTCAAAGGTAGAAACAGCCGATTCTTCAGGCAGTTTTCACAAACTTCG
CACCACTTTTTCCAAACTTCTAGAGCGGCTGCTGAAAATGACACATCTGGAAATGGAAAT
TATTTTCATCTGACAGGATGAACCCCAAACTCTAAATCTTTCTTTTTTTCTTTTTTTGTG
GCACAAAAGCAAAAGTGACGACACATCAGCTGATTCTATTTCTGAATATGAAACGTGAGG
AATTCTTCACAGCATGGGAGAAGTTT
>CL9260Contig1
AATAACTGAGGCGCCGCTTGCTGCCGGGGAAACGGGGTGCTGAGCTTTTACACAACTGTG
CCGGTGGACTAGAAACTCCCGCCATTTCGACAAGGAATTAACCTCTTGTTTGATTCAGGT
TACTTTCGCGTAACACTTGCTGATTCGGAACTCGTATGTTTGGAAAGTCTGATCGTTAAG
CAACAAGGTCACTTTTAAAGAACCGAGAAGCTTCTATTTCATAACACTTTACCGTCGTAC
AGCTACCTCGACTGTTGCCGCGAGTTTGTTTTCGATTCGTGGAGCTGAAAGTTTATAAAC
TGTCAAGAGGGGTAACTCCGGGTTTATTACATATTAAGACATTGAATTTGAACCAGCAAC
CCGTCGTGGTGAGGGAAGTCCTATAATGGTGCGATGAGGCCGGAGCTGAGAAGTGCACTG
TTATTGTTTTGTAACGAGATAGCAGTCCAGCCTGTTAGCTGATCGGCTAGCTGCTGCACA
GTGAGAGCCGGGCCTGCCGGCGGTAACGTGAAAGGCTTCATCGCTCGGAATAGACCCTAC
GCGCTCTCGGATACATGATAAGGACACATCGGCGAACCCGACATTCGTAAATTGTTGCTG
GGAAATACAGTTTCACCTCCGGCAACCCTGCCACCTCTGGATTTCCTATGGCACCGCTTT
TGGGCCGGAAACCGTACCCACTGGCTAAGCCTTTAGCCGAGGCTCCAGGCCCGGGAGACG
AGGTCTACATCATCGAGCACACCAAGGAGGCCTTCAGGAACAAAGAAGAGTACGAAGCCC
GATTGCAGAAGTATGGCGAGCGCATCTGGACATGCAAGAGCACAGGAAGCCTGCAGCTCA
>CL9261Contig1
TATTTTTTGTGCAAAAATTTCAAAATAAATGACCTCAAATCACCCATTTTTTTTAGACAT
AAGATAAAACATAAACTCCCAAATTAAATCAACGAGTTGATTTTTTTTCAATCAATTCTG
ATCACCTACAAAGGGCTTCAGTGCGTTTGGCGTTTTCCTTTAGATGACAAGTTCAGTTTT
TTGAGAAGCAAGGAATTTTTCTTTTGTAAATATTGCAGTCATTTTGTTCACATAAAGCAA
ATTTTTGCATATTTTAAAGTAATTCATCAGATTGATCAAAAAAAGTCATTGGTAAGTCAC
TGATGCTTCTTTTTAAGAATGCAAATTATGAACAGTGTTTATGAAAGATCTAGTGCCGTT
CAGAGATTGACAGTAATTCTTTGAAAATGTTGGACTTGTTGCATTTGATTGCTTTTGCTG
GACAACACTGCCCTTTTTTGCAGCTCCTCGTCTTCTCGGCTTAGTCTATTTTCCTATGCA
GAACAAACATCCTGATAACTCGCATAAGAATATAAGCATGGCAGTGCAGAGTTGCATTAA



GTTCCCAACGTCTGTGCAATATATCCACTTCTTATTTTATCACCAATTAAATCAAAATAA
ATCAATCATTGCAGGATAAAGGGTTTCCTAACGTTTTGTATTAAACTCCAAAGTTGTTTA
GAATATGCGCTGATGTGTGTGTGGCGCTGAAGGTTCTTTGAGATAACAGTAACGTGACTG
CGTTGTGTGTGTATGCGTTTTTGAAAACTGTTTTATTTATGGGGCGACTGTAAATGTCAC
AGCTTCTGCTTTTTCGTTTCTGAGACTGGC
>CL9262Contig1
TTTTATTGTCAGTGGATGTGCCCTTTATGCTTTTTGTTGTTGTCCTTTTTATTTCTGTGG
AAGTGCATCATTTCTGAGAGACAGCTTAAAATGTGAGAAGCTGCTTTGTGCCTTTTTGAT
AGTTGAAAGGAGGAAAAAGGAAGCAACAAAACAGCTGAAATTAGGAAGAATGTGTTGGAT
GTTTGGTAGGTAGCAAATTGCAAGATTCTTAATATTTTGGTTTAAAAACTGTGGACTGGT
AATACCAAAAACAGCGGAATTTAATAAATGCAAGTTTATGAGCATAGATTCTGGTTTTAT
GCTGGCCATTTGTGAGGTCAAGTTTTCCATCTGTTTGCCTTAAAACTTTAAATTTTATCT
AAACAAAAACGTCTGATTTTGACGGGTCGATAGATTTACATTTGGTTTCATTTTTAGCCA
GCAGGTGGCACTCTAAACTCCTCAAAAACCTCACCATGGGGTGACGTCATCTATATTCAC
TGATCAAGTTTTTCTTATTTCTATAATATTTCTATATATTACAGTAATGGAAGTCACAAC
TGATACAAGATGAACTTTTATACTTCATGGTCACTTTTCACAATTTTAACATTTCCCCAA
GAAGGTCAAAACTCATCCATCAATATCCAGGATTGAAATTAATATTTCTTTACTGATGGC
AATCCTTTCAACTTAGATGTTTTTGCAGACATAAGTTGATATAGAATAAACCACACATAT
GTGTTTAAGACTTACTCCTTTTAAAATGTAAAGTTTTCCATCTTGTATTTATATGTTAAT
CCAAAATCTTTACAGAAAACTGCAGAATATCAGATTCCATTTGTCCTCCCGGTTTTAAGC
CGTATGATTCAAAGCAGCGAGGCCTAAAGGGATCTTTGAAGACACCCACAAAAAGAAGAC
AAAACACTGTGAGAAGTCCTTTTTAAATGAGAATGTTTTGTTTATTTATTCTGTCAAAGT
GTTTCTTAATGTGAATGAAAACGTC
>CL9263Contig1
CGGCACGAGGCTGGAAGAGAAATGATGTTACGACGTCCAGCAGTTCTCAAAGAGGCCGAT
CTGTGTATTATGTGCTGTGTGGATTTCCGAATTGCTGCTATTGATCAAAAAATTTGACAC
TTTTTCTTGAGAGGTAGCTGTGTGCATGTTTGTGTGTGTTTCCAAATCCAAATGTTTTGT
TTATACTGTTCTGTAGCTCATCCTGTCCTTACCTGTCACGGTTTCTGTTGTTTCTTAAGA
TGTAAACTCTGGTGTCATTGTAGCCTTGGAGGACTGAGGCTTCAGGGAATGGAGGGCTTG
AAAGGGCAAAGAAAGAGAAAGAAACACAAACCTGTCTCTGTTCTGTGTGTATAATATGGA
CTCAATTACTGTAATAAAGTGATGAAATTGTAAAAAAAAAA
>CL9264Contig1
AATTCGGACGAGGAAAANCTGCCNGGAACTGCGAGTGAACAGCAGGAAAGGCTGCATCAT
GTCAGGGCTGTCCCAACCAGAAGCTGTGCGCCTCTGGAGCCGGAAAAAAACCCGACCCTG
CTATCGGAGAAATAGGAGAGAAGCTTTCAAGTGTCAAACACAAGATCCTTGTGTTGTCTG
GGAAGGGAGGCGTGGGGAAGAGTACATTTAGTGCTCAACTGGCCCGAGCCCTGGCAAGCG
ACGGCACCAAGGAGGTAGCGCTGCTGGATGTGGATATTTGTGGTCCATCCATTCCCAGGA
TCATGGGTTTAGAGGGAGAACAGGTTCACCAAAGTGGAAATGGCTGCTCTCCTGTGTATG
TGGAGGACAACTTGGCAATCATGTCCATCGGTTTCCTCCTCAGCAGCCCTGATGACGCTG
TGATCTGGAGGGGTCCAAAGAAGAACGGGATGATCAAACAGTTTTTACGGGATGTGGACT
GGGGGGAACTAGATTACCTCATTGTGGACACTCCCCCTGGGACCTCTGATGAACACCTGT
CAATTGTCCAGTATCTCAGCTCCACCCATGTTGATGGGAGCAGTCATCATTACAACACCA
CAGGAGGTGTCATTGCAAGAT
>CL9265Contig1
TATCTGTGTCCAACTTTTTGTTTCTGAGTCATAAATCCTGTCAATCCAGTGACTGAAATG
CAAATTTAGTGCAAACTATATTCATCTTAGGTTTGAAACAACTTAAGTACGAATGGTAGT
TAAGAAGCATAACTTTCTGCAGAAACTCAAAGAAAAATCTACAAGTGGAGTGCATGATCT
GGCAATTCAACACACTTTGGTCCATAAACAGTCCAGGCTCAAGAATGTGGGAGATTTGAC
CCTAAAATCAGCATTTATCCATCAAAAAACATCCTTTTGAAACATTCAAACTAAACTAGG
ACTTCTTAATGATGAAAACTGATCAGGACTGTAAACAGAATCGCATGTTTGTCACTTTGA
TATTCAAATAAAATGACTCACCAATAACGGAAAAGGAAAGCAGTGAGTTGTGTAACAGCA
GGACATCTTTCCAGTCCAAAAATAGTTTGCTTGGGTGTTTGAAAACCACAGAAACGCTCC
GTTCCTCCAGTCTGTCTTAAAGTGCCGTCCACAGTTTTTCAGGGGTTCACGATGTCCGTC
AGAGTACGGCCAGCCCGCCGTCGCAGCGGCTGGTGATCATGTTCCCCACCTCCGTCCACG
TGTCCAGGTGAGGGTCGTAGATCT
>CL9266Contig1
TCAGTTTCTAGCCTCCTTCATTCAAGAACTGTTTTTGGATATTGAGTCTAACAATTTCCC
ACTAGCTCTGTATAGAAGTTATGCAGTGTAAAAATCAATAAGGTCATACAATTTTAAAAG
TCTGGATCGATAAAATAAATTGTTTTTACGATCAAGATAGCCGTCTTCATGTACCATTCT
GATGGCTCGTTTTTGAAGTAAGTCTAGAGGATGTAGTGAGCTCTCATAATTATTCCCCTA
AATTTCTATACAGTAGGTGAAATATGACAGTTTTAAGGAGCAGTACAACAAATATCTACT
GTCGTATACTACTATATGTTTAGATTTATTTATGATTGAAATACTTTTTGAGACTTGAGT
TTGAATGTGTCTGATGTGTGGCTTCCAACTTAGATTGCTATCTATTACAACCCCAAAGAA
TTTGATTTCTGTGACACTTTCAAAAGAGGCATTCTTTATTTTAATTGAGAGCTCAGTATT



AGCGTTGTAGTTACCAAAAACATCACTTCGGTTTTATCTAGGTTCAAAGATAATTTGCTG
TAATCCATCTATGATTTTATTTTGTTTAACTCTGTGTTTACCACATGGATAAGTTGTCTA
TGATTGTGTGTAGAATATAATATTTTTATGTCATCAGCAAATAATAGAAGTTTGAAAGGG
TTGATACATTGAATATATCAGTTATGTAAATATTGAATAGCAGTGGGCCCCGAATTGATC
CTTGTGGGACACCACAACTTA
>CL9267Contig1
TACACAAACATTTCTGTGAAAATTCACAATGAATTCAAAGAAAAAATGACAAAAACAGCT
TTCATTCTAAACATGCAGCTGACTCAGGTCCAGGAGGAAATTATTGCACTTGAAATAGAT
TAAACTTATTCTGAGTTCAGATTCCAGCACTAATCAAACCACATGTCGACTCTGGAAGTG
ACGTCCTTGTCCAACTTTTCAATAAAAAGGCGGATTATATCTGGGCAGCGTGCCCCCAGC
AGCAGGGGGCCCACCGTACGGACCCATGGGCGCAGGACCGGGACCAAAAGAACCAGGGTT
GGGACCAAAACCGCCGCCTCCAGGTGGACCCCAGGAGCCAGGCGGCATTTGAGGAAATCC
TCCTGAGGGAAATGCAGGGAATCCGGGGCTGGTGGCAGGGGGGAAGGCACCGGGTCCTCC
GGGTCCGTACATCCCGTTGCCTCCTGGTTGGCCGCCGGGATAAGGCACGTTTGGGTAAGG
CCCAGGAGGAGCTCCGGGGCCAGACGGATATGGCCCTGCTGGATAGGGACCAGGACCTCC
AGGAAACTGTCCTGGGGCTGCTTCAGGGGGGTACTGCCCGTGGAACTGCCCTGGCGCTCC
CGGACCGGAGGGGTACTGGCCTGGAGCTCCTGGTGCAGGTGGAAACTGTCCAGGTATTCC
AGGACCAGCGGGAAAGCCACCCGGAGCTGAAAGCGGTCCTGGATATTGGCCTGGAGCTCC
GGGACCTGAAGGGAACGAGAAAGGTCCCGGGGCCCCCGGTCNAAAGGTCCAC
>CL9268Contig1
TTTTTTGCAGTTTGATACTTTTTTACTGCAGTTTTCTGTGCACTACGTGGGCATTTAAAG
TACATTGGTTCACAACATTATTGGCATTTTCACCTTTATTTTTTAGTGAGCAAAAGTCCT
TAAAAAGGAGTCCATTTTTTCTTTATTTAGATGCTTACAGTAAAAAAAAAAAAANAANCC
GGGNNAACNGGNCANCGGGTNCCNTTTCAANAACAAGGGTNGTAGGAANCTTTGTAACAN
CAGTAANAAATTGGNCCAAGTACAAGGTTCCCCNCANGGACGGGANAGCATTCCAAAACN
GGAACAGGGGACNCTTACNCNTNGGGCTAAANACNATTTCAAAANACAGCNCCNACNGCA
AACTTGAGNCGNANCTTTATTACNGTTNGGANAAAAAGNCTTTGCNCTTCNGGACGNCNG
GCTNGANGGNGNCNCTACCGGGTTNCCANCCNGCNGGACANACTTCNC
>CL9269Contig1
TGCTGTGACAAACAAACAGGTGATCTAGCAGGCACTTTGATTCATTTGTAGCAAAGGTGA
TGAGAACTCAGAAAAATGCAGATAATTGTATTTGTATGCTTGTGCTCAATGTCTGATGTT
GCTTCAGTTCCCAGTTTTCTCTAACATGTGAATGGCTAAAAGCGGACTGTTTTGAATGCA
TAAACCATAAGTAAATAAAGAAAAAAATTATTTAGCTTTTTTATTTTATTTGCAACTTAT
TTAAATAAAATAAATAAGGCCAAAAATGTGCTTTTCTTGAAAAAAGCTAACAGCTTCATT
GCAACGGTCCACTCTGTTTGAGTCTGGTCTCAAAATGAATTTTCAGCTCTCAGCTTTCAA
TTTTAAGATTATTTATTCATAATGCTACATCTACATTTAAAACTCTTCCTGTTCTTGTAA
AAAGGGAATGATGTGAGGAGTCTACAATATACCAACACGTTTTAAACAGTGTGAAACTGA
GAGGATCAAGGCTGCACTTTTCCTAACTTCTTAGTGTTCTATTATTATTTCCTGAGGTGA
AAGAGGAAGTGTTAGATATTTTAAATAGCTATTAAAAAACGTTTTAAAGTGTAAGTTTCC
AAAATCCGGATTGGCCATATTATTAGAAAAGGAATGTATATTTTTTCTGTGACTACGTGA
ATTGTTATCCAAGGGCAGAAAAAAACAGCAGGTTTTAAGGTTAGAGGTCACAGCTCTGTC
TGACCTCTGACCTCAAATGAGTTGATCAAGTATATTTTCTATGGATGTAGGTCCCTTACA
TGTAGAAGGTTTTGGAGCCATTAGTCCCTAACCAACTTTCCAATATTACTCATAGTCCTT
TAAAACCAAAAGCTTTTTGCTCTTCTTCTATGAGATTTTTTAGTTTTATGATCTCACTGG
TCCTTCAGT
>CL9270Contig1
TCGGCACGAGGGTTTCCGTGCCTTGCTAGTGTTTAACTCCAGCGTGCGCTTGTTGCCCTG
TGCATGTGTGGGATGCGCCATAATTAATCGAGTTCAAAGACATGCATGTTTAAGCTAAAT
GCTATGCAGAGTGTTCTGCCGTCGCCAACCCAACACTAAGGAGGAGGGACAAAAACGCAG
TCTCAATGGTGGATATTTTCATAAGAACTACATGAAAAAAATGACATTCGTCCGCTCAGT
GGAAGGGATCAGCAGGGAGAACAGGAATTAACAAAACCACTGCAAATAAATCCCAAGGGA
GCAGGGATTAGGAACAATTCAAGGCTTTCAATGTGAGCCTCTCCTGGCTTGACTGTCAGT
TCATGCCTAAAGTTGATAACTGTCACCACTGACTTTGAGTTGAATCATGTGTTAGAGCTT
CTATGACTGAAAATAAAAAGAGTATATCGAGCCAAACCGTCTTTTTAAGCATCTGCCACT
TTGCTGGTGCAGTTTTGCCGCAAGGAGACCAAAAGTTTGCTGTCAGACCAGGAGTACAAA
TCTTTCCTTTGAAACACGGTGGAATTACAAAAGTGACTTTCCAGGCGGAAAATGTTCTTG
AAAGTTCCGGTTTGGTCTTTCCCTTTAACCAAACGTACGACTGGAATACAA
>CL9271Contig1
AACAGGGGGAACCAGAGCCTTGTCAAATCAAAGAGGAACATTAAGAACAAGAACCGTCAC
AGATTAAAGAGGAACAAGTGGAACAACAACTTCCACATATTAAAGAGGAGCTCTTCATCA
GTCAGGATGAAGATCAGATTGATCTGAAGCAGGAGACTGATACCTTGATGGAGATTCCTA
CTTATGAGGAAGATGAGAACAGTGAAGCAGATCTAAAGAATCAGCAGAGCTTTAATGTAA
CTGATAGTCAGGATGAAGAAGGAAACCAACATGAAGAATCAACATCAACTACAGATGAAG
AGACAGAATCAACATCAACTACAGATGAAGACACAGACCCACAGAACAGAGATCAGAAGA



AGAGTTTTAGTTATTTATCTCATCTCAAAACACACATGAGAACTCATACAGGAGAGAGGC
CTTTTTCTTGTAAAGAATGTAAAAAAGATTTTCGTTATTTATCGCATCTCAAAAGACACA
TGAGAACTCACACAGGAGAGGAGCTTTTTTCTTGTAAAGAATGTGATAAAAGTTTTAGTA
GTGCATCTAATCTCACAACACACATAAGAAGTCACACAGGAGAAACCCGTTTTTCCTGCA
AAGAATGTGACAAAGGTTTTACTTATATTTATGATCTCAAAGTACACATGAGAACTCACA
CAGGAGAAAAGCCTTTTTCTTGTAAAGAATGTGATAAAAGTTTTAGTACTGCATCTAATC
TCACAACACA
>CL9272Contig1
GATGTTTGACCTTTAACTCGTTTCGGGAAGTTGAGGTGTGAGACGTTGCTTGACCCCGCC
CCCCCATAATGATTTCATAGGGAGGTTGCCATGCAGAGGCTTGTCCAGCATTCAGACACG
TCACAGGGGGGGGGGGNCNCNNGGGAAGGNNA
>CL9273Contig1
GCTGATGGTTATGGTAACAGCGTCTGGGAAGCTCTTTGGGATTGACAGCAAGACTGGAGG
AATTTTATGGAAACATTACCTTGAAAACATCCCGTCCAACGCTGGCTTCAAACTAATGGT
GCAACGAACCACTGCACACTTCCCTCATCCCCCACAATGCACTCTGCTTATCAAAGACAA
GGACACAGGCCTGGCCTCACTGCATGTGTTTAACCCAATATTTGGAAAGATGAGTCATGT
CACTCCACCTGCTCTACATCAGCCCATACTTCAGTCACTCATGCTGCCATTCATGGACCA
GGATTATGCTAAAGTCTTGCTTCTCATTGATGACCAGTACAAGGTGTCTGCCTTCCCATC
CACCAAGTACGTGCTGCAGCAGCCTCCAGGAGATGGCCCCTACTATATTCTTTTTTTCTT
GTTGACTCCAGTCAAGGAAGACTTTCTGGTTACAGGCTAAGAACAGACCTGTCAACTGAG
CAGATCTGGGAGGTCATCCTTCCAACAGAGATACAGAAGATTGTTTCTGTCAAAGGGAAA
AGGCCCTAACGAGCATGTGCATTCTCAGGGAAGAGTGATGGGAGATCGAAGTGTCCTCTA
CAAGTACCTGAACCCTAATCTACTGGCCGTGGTGACTGAGAGTACAGATTTGCATCAGGA
GCGCAGCTTCGTGGGGATCATGCTGATTGATGGCGTAACTGGTCGCATCATCCATGA
>CL9275Contig1
TTTAAAGAGAAAAGAGAAGCGGCTAACTTTCACGTTTGCAAATGCGTAACACCCACTATT
GTGTGGAGCTCATGGAGTTTCTCTTTGCACTCCGCTTTGCAGAAATAATTTAGAATCTCT
CTAAACTAAAATGTGGTAGATTTTTTTTAAACATTTTGATAAAAATTATGGTTTTAAATG
TATAATTGTTGAGCTGGGTGTTGTTTAAACCAAAGCAACACATTCAGCATCTGTTTCTGT
TTTGAATCTCTTTACAGTCGGCTTCACTAAGCTGTGACCCCCCCCACACACACACACACA
CTAGTATTAACCCTTTGGCCTCCCCAGCAAAAATGAGCCTCTGAAGAGTCAAAAGACTCT
GAACTGAAACGGCGGATTGGTCCTCAGTTCTTTGGTCGCCGTGACAACGTCCATCTTTGG
TACCGTCAGCGGGTGTTGTCGTTCATAGATTGTGGTTTTTGGTGTTTGTGCAGCTCACAG
CAGCCATGTTAGTGTCTAACTCTGAAGACGAAGGCCGAATAACAGAGGAGGAAAAGGTCA
CTGAAGGTCACGTCGTCTTTTTCTCACATCTAGACTAATTCCACTCTAGCGGGTTAGCTC
GGCTTAGCGCGGGTTAACTGTGTTAGCATTGGTAGAATTAACTCAGGTTATCTATTAGAG
TTTAGCCCAACTCAGTTTCCAGTTAGCTTGTCCACTGCATCGGAATGGAACCGACATCTC
TTGATGGTGGAGTTAGCTGGCGGGTTCACCAACATGGCGGCTGCGTTCTGATCCGTTTCT
GGTCGTGTCTCCGTCCTCTCAGATGCATGA
>CL9276Contig1
TCACCCCAAAACTTGGCTNGGTTTTGAAACTTTGGATCNCAAAACNCAGAACCNCCATCN
CAATNCACATTTACATTTGCAACCGAACGNAGNGNTGCTGCCCCCNCCCCCCCCCCCGGT
CATCAGAACTCTGGGCTAATGTAGTGTAGGAAGCATTGAAGCTGTCCTCAGTCTATGTGC
AGATGAATGCTGAGGCTGCCGATTGAAGTCCTCAGGCTGGTTCCGGTCTGCTGGATGGGC
GGAGCCCCATGACCTCTGCTCCTTCACGGCAGCTCTAGATTTTCTCCACGTAGTTTCCAG
GAAACATGCCCTCTCTGCCCCGCAGCCGACCGAACCACCACCCCGACGGGTCTTCGGTGA
GAATCTCGATGACATCACTGGCGTTGAAGCTGAGCTCATCCGTGTCCTGGGCGTCATAGG
CATAGAGCGCTCTGCATTGGGGGGTTCTGGGTTTTGGTTTGGGTCGACCCGCCCCAGGAG
GAGGTTTTACTTCCTTTGAGCGCCGTCGATGCAGCCCTGCAGCTCCCTGGTCAGGAACCT
CCATGAAGCCCATGTCCTGTTGTCTTGGGAGCTGAGCGCCATGCCGAGGCTGGTTCGGAG
GCGTGCCTCGTGCCGA
>CL9277Contig1
GTTACAGGAGCTCTGTAGGAACACTTTCAGTGTAAATAAATCCCTACCCCGTTTTGCAGA
ACGCAGTAGCTAGGTGGGGAGGTTTGGGACTGCCTCATATTTATATAATCAGCTGTTCAA
GGCCAGAGACCTTTTAAAAACTCGACCCCAACGCCAACAAAGAGGACAGCCACCGGCGGA
CGTGTCTGTGCCCGAGGGGGATCATGCACAGGCCATCACCAGCTGAGAGTTGTATATTTT
CATATCCTCTGCAAGATTTTTTTGGGGGGGTGGGGGGTTTGGAGGACCTGCCAAACCCGG
TCCTGGAGTTCAGCTGCTTTGTGAAATTGTTTCCCCCAAGGCGTGGATTCGACCCCGGCT
GCTTGGACGTTGATTTTTACCCGAACTTCTGCTGTATTTATACTCTACTGGGAAGATTTT
AGGCTTTCGTAACCCTCCGCAGCGGGCGGGACGGATCTCAACCACACGTTGAGTCTGGGT
GCTGCAGCAGGACACGCCGGTGGAAGGGTAGTGTCTACATTCCTTTCAAGCGGTCTGCCC
AAACGCCAGCGGCCATCATTGGGTGTAAAGAAACGGTCTGACTGCATCCATCCGTATAAT
TTATTCGAGTTAGTCTTTAGATGTTTGGACAGGACGCCGTCCACAAGACTTATTTATTGG
GTGCCATGACGGTTTTCTGTCGGTCCGCAGACTCGGTTTGTGTTTGGGTCTCACTTTAGA



CATCATGCTCTTTCATATCCTGTATGATGT
>CL9278Contig1
GACTCTCAGAAACTTCTGTTAAATAAACTCAACCCATCCAAATCATTGACATGTCAAACC
CTGTGGTGACCCATCAGCCTGGTGCAGGTGGATATGGGACAAATGTTCAGACAGGGGAGT
GGAGCACGGGCTTGTGCTCCTGCTTTAATGACTGCCTCATCTGCGCCTTGGGTTTTTTCT
GTCCAGCTGGACTGTCCTGCTACACAGCACACAAGTATGGAGAAAACTTCTGTTTGGGTT
GTGTACCAGGGGGCATGACAGCCATGAGGACTCATATGAGACTCACTTATGGTATTCAGG
GAACAGTATGCAACGATGCCATTATGGTCTTTTGCTGCGGACTTTGCGAAATGTGCAGGA
TGGCTCGGGAAATCCGCATCAGAAATGGAGAAGTGTCTATTTAACGAGATATATATAGTA
GAAATCACGTGGAGGAAGTAGCTGTATATTTCTTCAACTTTGGTTGCGAACAAACAGCAG
CTACCAAGGTATTAATAATAAGGTTTAATCAACTTTGTTTTACTCAGTTTAATGTTTCCA
AGTGTTAATGTTTAACAGAAACTCATAATAGTATGACAGCATTTTTTTAACCGTTTTTAT
GGTAAACAATTAAAATAACTGCAAAAAATGATCAAACAAAGTGCATCAGATCAGTTTAAA
ACAATTATGGAACTTTTAAAAACATTTCTAGTTGGGTTATGGTTCTGCA
>CL9279Contig1
CAAAAGGCTCGTTGATAGCCCCTCTGTACAAAAAGGGTGGTTGGTTTGTTCCCAGTAAGA
AGGTATGGCCAGAAAACACATGTGATGATGTGTTCCCGGGATCAGCTGGTAGGCCTTCAT
AACAGAAGGAGACGCAGAGTTTCTCCCAGCGGTGGTATTTGTGTTTGTACAAAGTNNNGA
TAGCCCATTGTCGGGGGACTCGGGGGTTTGGGGCGCGGTATCATATTTCAAGACACAATT
GGGGCTGCGGTCACTCCATTGGGGGGTTCCTGTGTCTCGTCCATGGCAGAAGATTTGGCT
GGGACCTTCCAGTTGGTAGCCTTGGTTACAAGAAAAGCGCACCACCGTTCCGACCACAAA
ACCCGCTTCAGGACGCACAGAGCGCGCTCCATTTACCACCTCTCGTGGATCAAGACACTG
TGGGACTTTGACACAAGTGGGTGGGCTGCTACTCCAAGACAGGTCCCACTGGCAGGTGAT
GATGTCCGAGCCGCTGATGTCGTACCCAGGTTGGCACTGATAGGTCAGCACGCTGCCCCT
CACAGGGAAGGAGTGGGACGAGCTGCTCCAGCCGAACTCAATTTCGGGGAGGGTGGGGCA
AGTGTCGTTAGGCTCCACTTCACGATACTGAATGAAGAACCCCCGATTCAGGACAGAAGC
GGCGTCCTCTGGGTCGCTCTGGAACTGGATTGTGACCTCAGAGCCAGTAGAAACAACCTG
AAAACGCTCTTTGGATCCCCTGATATTGGCCAATCACGCGTGACATGACGTCCCGCCCAT
CAAAAACCGTCAGCACATCATTCTGGCTAATGTTCAAAGTCCTGATATCCAGTTCAATGT
GCTTCTCCTCATTACCATGAATCTGCCACACACAGTCCAGGCCCTTGGAGTAACTCTGGG
GCCAATCAGGGGACAGGATGGGACCTGAGGGGTCGGAAAGCTCCCCTCCACACAGAGCTT
TGCACACAGGTTCGCTGTCATTCCAGTGTGGATTGTTGGGGTCCACGCACTCAATGGTTC
CTGAACCAGGATCCATGATGAAACCTGGAGAGCAGCTGAAGGTGACAATGGTCCCCAGCT
GGTAGCTAATGTCACTACTGGTAAAATTTCCGTTCGGCATGAAGGGCTCCCAGCAGTGCT
CGTCGTCAAAAGCCTCATATCGCAGTGCCAGCAGCAGAGGGATGGCGGAGGAATCAGCTG
TGAGCTCCAGGTACAGAGTGGAGCTCTCACTCAGAAGCCCACGCTCCGGAACGTCATCCA
GATCCGAGTCAAAGAGGGGAGCCGACACAGAACTGTTACCGC
>CL9281Contig1
AAACTGAGCCTTCAGCAAAGTACAAACAAATCATGAGGATATGCACAAACACCCCCAAAG
AGCGCTCTCTCTTGATATGTCAGATAAAATATCAGCTCCTCGTTAGTGGCGTTGAAGCAA
ACAGCACGTCAAGATGCATTTTGTACAAGCACAGGGACTCTGCTATAAAACAGTAAAAAT
AGGCCCACAGCGATCAGCAGATGTGAGTAATGGCAGCATGCTTGCACATGCACCCTGTTC
TCCACAGACTCTTGAAGGTCTGCACCTACAGTAAGCCACTGGCAATAAGTGCATTTCTCA
ACTCAGCCAGCTCATTAAAATGCTGGGAGGTGCTGGTTTGCCTGGTTGTTTCTGTAAAAA
CACTGAATATTAAAAAAAAGGAAAAGAAAGAAAAGGAAAATTGGACTTTGATAAAAAGAA
GTTTACAGTCATGAAGGCAAATGGAAACTGGACGGACACCTCAAGTTCAAAGGACATTTG
CTAGCATTCGCTCATACGCCCAGAGTTGCATATTACAAAACAACATCCATCAACAACAAA
TCACAAAATATTTCCATACAAAACATATCGCAGCACAAATCCTGATTTTATACCCCAAGG
GTTTAGCAATGCTTTATAAAATTAGATACACTGAGCACGTACTTAAATTAGGCTTTCATA
TTATTTATGCCCGGGGTCACAGCGAGGGCCTAAACATGAGAAGCTAAGAGAAGAATCTCC
>CL9282Contig1
TCGGCACGAGGATCCGTCGTCTCATCGGGGTCACCGAGGTGAAGAAAACCGGCTCCAGTT
ATGGCGACCAGCAGGCCAAGAAACAAAACTAAACTGTGTCCCCCCTGCCCCCCTTTGCTG
ATAAATGGCTGTTTCAGTACAGCTACCATGTGGTGTCCCCCCACCCCCCCCACTTAGTAT
CAGGGGAGGGGGGGCCACGCGTCCAATCACCACTACGTCNAAAATTCTCTAACAGAGACT
CTGGAGTCCAGCCCCCCCAGTGCGTCACATAACAGAAGGATGGGGAGACGCAGCTCTAAT
CCAAATGTCTATCATAATCCCCCCCCCCCCTCCCATCAGGCCCCATTAANTNTCAAAACC
AACCAG
>CL9283Contig1
CTGTTAACATTAGGAACATAACATTNTCTTAACTGAAATGTTCATATTATAAAAAATGCA
ACTGAACATGTTACAAATAAATAACTATACATTTCAAAAAAAGAGTAAAACTTTTTAGTA
CAAAAAAGGAACACACCCAAACAATTTTTTAGTCATCGGGGATGTATAAAATCTCCCAAA
ACATGCATAAATTCTGAGATGTCATGCTTAACAAAAACCTTATAGGTAAAGTTTTATTGC
ATTTATAAGGCCTGAGGTGACTCTTTCATAAATGAAAATGTTCTTCACTCAATGACAGGT



GGTGAATTCAAGTCCTTTCAGGTGCATTTATCTTTCACCACATATAAGCTAGTAGTGTTT
CACCGCGAGACCTGAGGTCCTCCAGTATCTGCATCAGGAACTGAGTGTTCTCAGCTTTGC
ACTGCTTCACAGCAGGAGGCACCAGATCCTGGTTCTGCCCTTTGCTCAGCTCCAGGAGTG
TCTCCACATCCTCCATCAGCCGCACAGCCCGCTGATCCGTCCAGCCCAGAGTGACTTCTC
GGAGGGAGTTTCTCTGCAGAGCTCTGACCAGTTTGTAGCCCAGGTTGTGGAGCTGGTTGC
TGGATGAAGTGTGGCTGGGTGGACCCCTCTCCACCAGGTAAGAGTAAATGAGGTGACCTA
ACAGACAGGCTCCGGCCTCAAGAAGGGGAAGATTCAAAACCTCAGCGACTATGTTTCTGA
GGGCAGAGTCTCCGACCTGTGCGCTGTGGAGGAGCTCCTCCCTCTGAGCTGCAGCAGACA
CCAGGTCCAGCGGGACTCGTCCTTCTTCATCCGTCTGCAGAAAGAGAGCTGAACCTCCAT
GCTCCAGTAACATTTTGGCGATGTCCATGTGTCCATTCAGGAGGGCATCATGCAGGGGAC
TCACTCCACCCACCTG
>CL9284Contig1
TTTTTTTTTTGACTTTAAAAAAATGATCTGGTCTTTATTAGTTTTGGACAACACTGCCCC
CAAAGGAGCTGTTGGAACTGCATGATTTTATGAGAGGTTTGACCTGGTTCAGATGGTTGC
TATCAGATGAACTGTTTCAGCCAAACTATCTTTTTAACTTTGAAAGCTTCAAATGTAAAA
AACTGAGAAAAAAATGATTTTTTTAAACAGACCAGTTAAACATATAAACATTTAACAATA
AGTGTAAAGAAACAGGTGCATAAAGGACAACACTTTTTTTCTTCCATTTTTAATTTGACG
TTTTCTTGCATTTAAATTTGCTCCTGCATTCGAAGCAAACGGACACGATGATATTGAGGT
CAGCATTCTGTCTTCAGAGTCCATAGTTTTTATTTACTTGATTCTGGTGCAATTTAAAAA
AAGAGCATTATGATTATGTGAACAGTGGAGCCGTTTTATCCGAGCTTTT
>CL9285Contig1
TGGAAAAGTGACGATGAAGAGGATACAACCTGTTTCAGAGGATGAAGCCAGCAGTGTGCC
TACAAATGCAAAGAAACGCAGAGTACAGACAGCAGAGGGCGCAGTTTCTGAGGAGCAGAC
CAGAAGAAGAAAGGACAGCCTTGAGGGAAGATCTTCATCATCAGGCAGGCTGTTTGATGT
TACTTTGTCTGGAAAGGACAATAGAGAATCAGGAGATGATGGTAGGAAAAAAACAGATGC
AGAGTTTCTTGATCTAGAGAGAGGTCTAGGTAATCCGGTTTCAGCTAGCGGTGATTCAGG
AGGCCAGAGGAAGAACAGCGTGGCCGTGTCTGCATTCGCCAAACTGAGCAGATTCTCTTT
CATGGGCTCAACGGAACACAAAGCTGCCCAGAAGTCATCAGCGAGTCCAGAGAGAAGAGA
CTGTATGAGAGCTGACTCTGTGCACCCAAAAGAAGGAATCAGAAGACGGATCTCTGACCA
AAACATGGAGGTGGATTCTGAACACCAAGAGAAGCGGGGTGCAGTGAAGAGTCCTGGTGC
TGTTGCTCCTCTGAACCCAAGCAAAAGAAAGTGTTTCCAGTTTAGGCCAACAGAAATCTG
TGGCCCTTCGCCCTGTCCGCTGACAGGACCCTCCTTGTTCGAGTCTGTCGACATTAGTGA
TGTTCTGGACACAGACTGGGGACCAGGAGCTCAGCAGTCTAAAAACCAACCCGTAACAGA
AACTATGTGGTTCTGAGACTGTGATGACCCAGACCCTCATATAAGTGAACCTTTAAGATT
ACAAAAGACTTTTAATGCATCACAATGATCCAAAGCCAAATAAAGATCATGTCTGCTGCT
TGAGGGTTCTTGGGTTCTGCTGTGGAACCGTGTGAGTTCTGTGCAGCTTGCACTTCTGCT
CTGAGGTCTTAAAACCATAAGCCAGTCAGAACCCAGACCTTCTATCATCTCTAAAGATGT
GTTAATACCTTCTGTTTTCACGTTTTTCATTTAACGGCGCTTAAAGGGCCAAAAAATAAT
GATGAAAGCTGTCTGACCTTCACCCTAACTACAGTAAATCCTTTGTGAATATAAAGTTAG
CAGTGGCGGTGGCTCCAGATGAGTTTTTTTAGTTTTTCTGGAAAGAACTTCAATGGTTAA
TCTCCAGC
>CL9286Contig1
TATTGTGCCCATAAGTCATTGCCATTTTTTAAATTGGTTTTTTTCTTCTTCAAAAATCTA
ACTTATGAAACAGCTCCTCGCAACCGGAAATACAGATGAGAACGGAATAGAGAACCTTTG
TCTAAGCGGATACTGTGCTAATGACAAATAAGAATTGTTTGGGCAACGCAGGAAGAAGCC
TTTACCAAAACTTCATGGAATCATGGCAAACCAATGAATAAAAGGGAGGACGTGGGAGTG
ACAACTTTAAAAAGTGTAGATTTTCCAATTTATGATTGTCACTATCAAATTGTCTTGTAA
AGCGAACAAGTCCATAACAAAGTTATTTTCAGCATCGTACAACCAACCCAAACACATTTA
CTTTGACCCAAAAATGCACTTTGATCCAACTCAAAAGGGCTCCAAACTAACCAGCAATAG
AAGCCGACTCTCCAGGGTTGGAGTGCTGACAACCTAACAGGAAAGATCATTCTTATGTCC
TGATTGCCCAAATTCTGGCTTCACGGGCCCCACCAGCACATCAAGATATCTGCTACTCAT
GAGTTAAAATTGAGCATAAAAACAGAACAAGAGGAGAGAAAAAATAAAAACATCTTGAGG
GGTAAAACCATTCCATTCTTTTGTAATAACTCAAAGAATGTCAGAGAGAAAGCAGAAACT
GAAAAGCTGCTGGTGCCAGACGCGTCTCTTATGGAATCTGGCCGTCAATGTCTAAAAGGT
AAACGTTATTACAGACTGCCAGAAATGTGCTACATAAATCATGATGCTACTCGTACATCC
ATCANAGTACACAGTACAACTTCAAAATAAAACTCAGCCACTTTAGCAAGAATACTTGAT
AAGGAGAAGGATACTGATTACAGACGACNAATAAAATACTATTTAAAAA
>CL9287Contig1
CGAGGCTCTTTTTATTTTGAAACCGCTAGAAAAAGTGGCATAAAGAGGATACAAAGAACC
GCAGAACTGGATGTCATTCTTGGGGAAATCCGATTTCATGTGTGGATCTGTTCAGAACAT
TTCAAAGGGGGGTGAACCATCAGAACAACCCCCCCCCACCCCCGAGACAAAAAAAAGGGA
GGAAAGCGTTATTTAAAAAAAAAAACGGTTACAAAAACCTTCAAGCTGGGTTCATTATGT
CGATGTGACAGATTTCATATTGTTCTACCATAGGAGTTTGTACAGACACAGTGGCTTTCT
AGGCTGTCGAACAGATGGAGGCTTTTCTTTGCAGGCTTGAAAACTGAAGGAAAATGAAAT



TTAAATGAACACGTTTTAATGTTCAGTACAAACAATATGTTGGGGGGGTTAAACTTTAAA
TGCAAACCACACAAAATCAATTGGAGGTTAATGTTTTAACCTGGTGGGAAATGGTAATCG
ATAAAAGGAACCATTGTTGTTTATTTCCTGTAGATATTTTTGATTTCGAGAAGTGACACT
TAGTTGTTGCCATTTTTTGTTCCTGAAAAAAATAAAACACAACT
>CL9288Contig1
TTTTTTTTTTCAGTACTAAAGCAAAGTTTATTTGAAATAAACAAGGAAACCTTCACAAAG
ACAAAATAGCTATAAATCTATCATCTTCCTCATTTTATTTCTCTTCCAGCAGGTTCACTC
CAGACGCTAGCGGATCACACCTGGAAGTCTAAATCAGTCAGATCTGATCTCGGAGGATCA
GTTTGCCAGTTATGGTCACAAATGTCCCAGAGAGCTTTTTGGTGCCGAAAAATCGGCGAT
TTTTCCTCGTCACGCACACGCGCACACGCAAACACACGCAGACCAAGATGGTTGTCGGGG
TTTGGAAACGGGTCATTACCCGCTTGGACTTTCGTCTTAAATGAGGTGGGGGGGGCCTGC
ACTCTTAACAGCTGACAAGTCATTGACGTCTGAAGGACAAAC
>CL9289Contig1
TTTTTTCTGTCTCCGTTATCATCCTTACAAACCGTTTATAGCCGTAAACAACAGTTTTTG
TGGACTAATAGATGTCCTGAATACGCGGCGTGTTCACAGAAAACACGGCGAGTCATCAGA
AAGTCTTTCAGGACGTCCATCAGGACCAACACACGCCTCTAGACAGGACAGCAGGGCCGG
GGCCTCAACAGAGGGAGGGCCTTTCCAGTTTCAGATGTCATGGCGTTCGGTGAGGTCGAG
TGGCGTGTCACAGTTTCAGACCGTGTCCCAGCCGTCAGTGACTGGTCCTTGGATTGGTTG
GTTTAGCGGCGGGGGCGGAGCCTGACACCTGTGGAGCGCCACGACCTCGTCCAGAGAACA
CCACGGTCATGCCCCCATGGGGGGGGACGTGTCTGAGGGGGCGTGTCCTGGACTCTTTCA
GCTCGGTCAGAAGCTCCGGGCTGGACAGAGACAGACGGGCCCGTCTGCCGTCGGGGGAGG
TGGAGGAGCTCCGGGGGGAGGAAGAGCAGGAGGAGGAGGGGGATGGGGGGACGGTGGAGG
AACTGATGTCATCGTGGAACTGGAACTTGTTTTGGCGCTCTTTGAGAAACTCCGCCTGAA
GCTCCGGACTCCTGAGGGAGCGAAGAGGAGGAGCAGGAGATGAAGAGGAGGGGGGCTGAG
GGTTGAACTCCGGGGTCACCGGGGAGGAAGACATGCTGGTGTGCGGCTCCTCCTCGGCTG
TG
>CL9290Contig1
CCGGGACCAGGACAGGGTCCGGTTGTCGCGTGGGGGTCTAGCACGGGGGCTGCAGCCGCA
TGTGGACGTGCAATAAATAATCTCGGGTGGAACTGTTTTACACAACGTGGGGTCCTGCCC
GCTGGACGTTTGTAACTCCTAACGAGAAATGGTTGGCAGGCTGAACTTCCTGAGTGCGTG
TGAAGAAGGAGACCCTCTGGCAATGAGCTGCAGCCGGGCTGAACGGGGACTGGATAGCCC
GGACTCCGGGCTGCCGCCGAGCCCCAGCCCGAGCGCCTGGCTGCCGCCTGCGTGTCCGGA
GAAAGCCCGCGGTTCGAGCCCGGTGTCTGAGGATGAAGGAAAGGGATCTTTGACCTCCAG
TTCCACTCCTGCACTTCTCCCTCAGCTGCTGCCTCTGTCCTTTGGTGAAGGCATTGCACT
AGATCCGCTGCCCTCAAAGGAACTCAGATACACATCATCTCTGCTCTACGACTCAGACCG
CCACTTCATCCAGAACGTGACCTTCCAGCCGCTGGGTCAGGGTCTGGACTCCTGCAGGCA
GACCATCGTGGCCATGTCCCACAGCACCTGGCGCCACTACAAGACCCACCTAGAGTTCCA
GCCACGCCAGCGGCCCCAACACTACAGGACAACCACCATCATCTACCCTAAGAGAACCAG
TACCGCCTATACAACCGAGCTGAGCTACGACTCCCACCGAACAGCCAGACGGCGCTTCCT
GTCCAGTGTGGAGCTGGAGGCGGCCAGCAGCAGANAACC
>CL9291Contig1
ACATTTATTTGACAAGGCTGCTGTTGAATACATGATCAGGACATAAAAACACTGGAAACA
AAAAAGTCTTTAAAGTCATTTCAATCATCTTGATCAATTTAAAAAGCAGTCCCAGCTGTC
TTTGAATTAAGGCAAAAATAAATAAAAATATTGTATTGTTTAAGACAATTTCTGCACAGT
GGTAGTAGTTAGAAATTCAACTCTTATTTGTGGATAGGACCATTGGTGGGGAGCAACTCC
ACCCCCCTTCCCACCGTGGAGCGGTGCAGGGACCCTGTGGCCTGCTCAGAATATTTTCTA
CGTCACAAATAAGCTCTTTTACAGACCATTTTTTTCTCCCCCTTCTGCTCCTGATTCACA
ATAATTTGAATAAAGAAATACTCAAATGAAACTTTAGGCTAAATTTTCTTAATATCAGAA
AAATGACACAAGAACATGCATTAAAAAAAAAAAGTATTTTCAGAGTGGGACTTTAAATAT
TAAACTGTTAACACATCCCTGTTTCTGCTTCTGAACTGGTGACAGGATTTGATGTTTACA
TCTTGAAGTCATGAAGACCATCCAGACGTGCAGAAATCCCAGGTGAACCTGAAGGCATCT
GCCAGCAGGTTTTAGCAGAGCTGATGGTACATCTGTGATCATCATCTGCATTTTGAGGCC
TCGGCGGGTCAGTGGGCAGAGATTCTCCTGCACAGCACAAAGTCAAGTGACACCATGAAA
TCTGTCCATTTGGTGCATGGAGGTTCCTGAAATCCCTCTGCCAGCAGCATGATGCTGGAA
TGACCCATCAGTTCTGGTGCCTGTGGTACAGTTCTGTTGACCCTGGTCCAAAGATCTCAG
GCTGCAGAACCGTGTCTGTTTCCCAGAACCTCATCTTCTTTGTCTGTGTGAGGGTTGGGA
GAGCTCGCGGCTTCCGTGCACGTGCTCAGTCGGTCCTGAGCGTTAGCATAGATTAGCATG
TAGTCATGCCGCTGCGGACCCTCATTGATTCCTGGACAGGATAAGGGGTTCGACTCCTGA
ACAAGTAAATGTCCAACAGACCACAAACATTCCAACCGAACCATTTGCCTAGAGAGCGGC
GAAACGACGTTCTGCTACAGCGTCTTCTTCTTCCCC
>CL9292Contig1
ATCATTTCAGCTACATTCTCATTTGTACTGGCCTATCCATGTGAGTCTGAGTTATTCTTA
AATTGGAAAAAACATTGGGCTTTGTTGTAACCTAATCTTCCAGAGTGAGGTTACTGAAGA
TGTTGATACCGTTTACCATTGTACATTGATCAGCTAAAAATACTGACTATGGAAGAATAA



TTGCATGCTTTTATGGGAAACTTTAACCTGCATCATTGGCTTTTGTCCACTTTGTCTGGA
AGTGGTGGACTTATAAAATAATTCACTGTCTTGCAACAGATGTAAACAAATCAGTTGACG
AATGATGTTGAGAGCTTTGTGGTAAAGCCAAAGCCCTGCCCATATTTCTTATCACATGCA
TTTCAACCAAGACAGTATAATATCCAGATAAACACCCAGGGCTCTAAAATGTCCCTTTAG
GTGTTTCTTCCAATAGAATTGCCCACAGTTATCTTCTACTCTTTTTTTTTAAACAGCAAT
AAAATAAACCCAAAGACTGAGGAGCAGCAATACCATTTCCACAATCTTCGCCATTGTTGT
GATGAAATAAAACTAAAATAGTTGACACACACAGGCAGACGTTCACTAAGTTTTGGCTTG
TGTTACCAAAACAAACCTGTCCTCTTCCAGGCTGGACTCTTAACAGCAATGAAAGTGCAC
TAAAACAAAGGTTTTGTGGCATGGGGAGGATTTTTAGTTCCAGTTGACCTTTATTTCAGA
TTCAGTTCCTTTCAGCCCAATTTCAGCTTTTATAGACTAAGTGAAGCTTCAGCAGATCTT
ACTTTTCCTTTCGGCTTCAGTTTGTCCATCCATCCATCCATCTTCCTCCGCTTATCCGGG
ACCGGGTCGTGGGGGCAGCAGTCTAAGCAAAGATGCCCAGACTTCCCTCGTCCCGGCCAT
TTCCTCCAGCTCCTCTGGGGGGACCCCGAGGTGTTCCCAGGCCAGCCGAGAGATGTAGTC
TCTCCAGCGTGTCCTGGGTCTTCCCCGGGCCTGTGGCTAGTGGGACATGTCTGGGTCGCC
TCCCCAGGGAGGCGTCCAGGAGGCATCCGGACTAGATGCCTGAGCCACCTCAACTGGCTC
CTTTGGATGTGGAGGAAAAGCGGTTCTACTTCGAGCTCTCTGTGGGTGACTGAGCTTCTT
ACTCTATCTCTAAG
>CL9293Contig1
TCAATGTGCCTTTTCATAGGAAATCATGTATCCTGGTTGCACAAACATAGCTTATTTCAG
GTAACAGATCCCCTCCCACCCAAAGGTTATATGCTGGGCTCCTTCAGTACAAATGGCAAA
AGTTGGGTTTGATGACTTCTTTAACGTAAGGATGGTCAGGGAGTTCCAAATGTGCTTGGT
AGATGCTGCACACTCCGTGTATTGCTTCAGCAATAGCATTTTGCTCAGTTTACTGGAAAG
TTTCGACTGCATGCAAGGCCATTCGAAAAACAGAACAAGGAACACTTGAGTATCCAGCGC
AAAAAGAAAAGTTGGATTTAATAGGCCTTATGACGAGTCCTTGGCGAACGTGTTCCCACT
CATGTTCAAAAAAGGAAAGAAAACAGGCCTCCACATAAGTCCCAATGAT
>CL9294Contig1
AGGGGACTGAGCATGTGCAGGAGGNTGAAGAGGAAGACGAAGANGAAGAGGAGGAGGATA
GNCAGTCANACACAGATGATGATGAGGATTACTGCGAGGAGTGGGAGCGCCACGAGGCTC
TGCATGAGGACGTCACCAGCCAGGAGCGAAGCAAAGAAAGACTGTTTGAAGAAGAGATTG
AGCTGAAGTGGGAGAAAGGGGGCTCGGGTCTGGTGTTTTACACTGATGCTCAGTACTGGC
AGGAGGAGGAAGGAGACTTCGATGAGCAAACATCAGACGACTGGGATGTTGACATGAGCG
TTTACTACGATAAAGATGGAGGCGACATGGACGCTCGTGACTATGTCAGAATGCGATATG
AGAGGAGGCTGAGGGAAGGAACTGATAGTGGATCGGGGCACAATCAATCTATTGGCAGCT
TTGAGAAGTTTACTAAGGGTATTGGTCGGCGAGTGATGGAAAAGCAAGGCTGGAGGGACG
GGGAAGGATTGGGAAACAGTCAGGTTGGGACTCCAGATGCTCTCAAGAATGAAGGTCAAC
ATCCACACTGCAAAAGAGGCTTCGGGTATCATGGAGAGAAACTGGTTCTACATTCTGTGA
AAAAAGTCAAAACGGACCATCTAATATCAACGGTGTATGATAAACCACAAGACGTAGATG
GAGGAGACAGTTTACTCAGACGCCAGCCAAGCACCAGCATGAAGTACAGAGGATGGCAAC
CAGGAGGCAGTATTGGAACAAAAAGATGACCATTGTCATTCCTTG
>CL9295Contig1
TTCGGCACGAGGGGTTAAAGAAAAAGGTGGAGAGAAGAAGACTATCTACGCTACGCTCAT
GGCCTGATATCAGAGTACATTAGTGAAGCGCTGAGCAAAGCCCTCCTCAAGCATTTGGGG
TTACCTGAGCTCACAAGTCCAAAGGAGGCGGAGCCTCCAGCTAAGAAACGGAAACTTTCA
GACAAACCGGTGGAGGCGGGAGAGGACTACACCAAATTTAACAGTGCAGACTTTGCAAGG
AAACCTCCCAAAAAGATGACAGCCGCTCAGAAAACTCTGGCCAAAGTGGACAAGAGCGGC
ATGAAGTCGATGTCATCCTTCTTCAGCCCAAAATCTAAATAAAGGAATTGTCTTCCCTTT
TAATTTGTACATGCTGTTTGTAATAAAAGAAAGGAAATAATANAAAAAAAA
>CL9296Contig1
CAGCTGATGACTGACGGGTCGGCGTTTGCCCTCAGAGCAAACACCACATTAAAAAGGATC
ATAGTCGGCAACTCTCTCTTAGGCGAAGGATCCGTTTTAGAAACCTGCATGATGGGAGAA
TGCTGAAGAAGGGTCGGGTGGCCCACAAATCGAACGTTGTCGATCTTCAGTTCAAACTTC
TTTCCGCACATGTCGGACTTGGTGGCCAGGATTGTGGCGAGGATGATGTCCGAGAACCTA
GAATCTCCATCCTGATCCTCCAGCGTGTCCACAGTTGTGTTCAGTGCATACGGATTCCGC
TGTTTTGCTGTGAGAGAAGACGGACTTTCAGCGACTTTTTGGAATGGGTAGCGAAACAGA
AGTTTGTTGCCTCTGCTGCCAGAGCTGACCAGGATAACGCTGATGGGACTTGTTTTGTCT
CCACTTGTGTATACGTTACTCTGAGACTGACTATACATAGACCTTCGGTCGTCTGGTAAC
CCGTCTGAAGGGCTAAGCATCATGTTAGCATGCTAGCTAATCTTACGGCTGTTGCCTCTT
TATGAAACCACAAAAGACAACTGTTGGCTTCTTTAAATAGAGCCTGGTAGAGGAATTAAC
ACATATACATAAAAGACATCGACCCCACAATTATGACAGTAAGCCTGGATTTTACCACTC
ATCCATCTGCTACTGCTGAGATTGTTTTGTGTCACATCTAAAGTCCCC
>CL9297Contig1
ACTCACAAGGAAAATAATTAAAAAGGATAATAAAAGGGGAAAGCAGCAATTATATATATT
TATATATAGAGAGAGATTTATATAAATACTTTGGCATACACTCTCTGAGAACATGTTGCC
ATATTACAATCCACAATACTGTCCGAGTACCTCAGAAGATTCAACTTTTCTCACTCTGCT



AGTCAAACTGCCTGCAGCTGTCCAGCTTGCTGTGAGAAAAAGGGTTAGAGCACAGCTCTG
TCCCTCAAATGTCAAAACAGTCTTTTTTTTCCTCCGTTGGCCTCTTTCCTTTACATTCTT
GAATCCAGCAGTTTTTCACAACGCTCGCTCCCTTCACAGATACTCAGCATTCATTGCTTT
TTTGTCTCTTCCCTCATTCAAAATCAACATTGCAGTTCCTTATATGAAGATTTCTTCTGC
ATCCAGCTCGTCCAGTCCTCTGAAGGGGTTCAATGGTAACTTCTTAGAGGCCGCCTTGTC
ACTGTTAAGCTTAGTCATGCGGGGAGCCTCTCTGGATTTAGATACTTCCAGCTGCCGTCC
CAACTTTGAAGGTTCAGACTGACGGTCTGGTAATGTCGGATCGTCTTTGAGACGTTCATC
TGTACTTGTGGTGCACATGGTATTGATGGAAAGAGTGGAGGAGGCAGGTGGAGGAACTGG
CTCTGTTGAGTTGTATCTGTTTGTTTGGGGACTCTGCTCCTCCTTCTGACTTTGATCCTG
GTG
>CL9298Contig1
TTTTTTTTTTCCCCTTGAAAGCATTACCAATGCTTAATCCAAGGGATTTTTTATTTAAAA
TAAATGCATCTAATTTAAAAGTCAGCAAAATAAAGCCAAATACCTGCCGTTGTGCGCTGT
GACTGGATTTGGATCATGTTATGGACCCATTAGAAGCATCAAGTGTGTAAAACTAAAATG
TC
>CL9299Contig1
CTGTGTCAGANCNGCAACAGTTTAATCTTCACAGATTCATAAATTAAATTCACATTTTTT
CATTAATATTCNCCGAGTTTTTTTTCCATTTGATTGTTTATGAAAACGTTTGTTCATCTT
CAGTCTCTGTTTGTCTTGATTTGATTTTTTTCTGAAAATGTTCAGTCACTTCTTTTACTC
AGTTCTGCTTAGGATCTGCGCATGAGCAGGNCCGACCCTANGAGGNTCGCTNTTACTCAG
TTCTGCTGGCACGAG
>CL9300Contig1
GCGCGTTAACCCGGGCCTTATGGCCGGGGGCAGCACGCTGTTGACTTCTATACCACCCGA
ACAAGGCGGCCCGGTGAAGGTGGGCTTCTTATCAACCAAATACAGCGGGATTACTTTGCG
TGGGCTGTGGGTTCATGGAGGAGGTCACGTGCGTTCCTGGACAGTTTGATGACGCTGAGG
TAGACAGAGACCAATCAGAGCCTTCGTTGCTACCAAGCCTCATCAATGATGTCGCTGCGC
AGAGGGTCGACAGTGATGAGGAGGAGGACGAAGTGGATGATGATTATGATGATGAGGATG
ATGAAGAGGATTGGGCGTACCATTCTGCTGCCAATCTGACCAGCAGATTAAACCGGAGCG
GCCTCAACTGCCAGGCAAACAGACAGAACCCGTCGAATAAGATGATCTCGTCCTCGACCC
CGGCTGACAAAGCTTTGAGGAAATACGAACACAAAATCAACCTGGATAAACTGAACTATG
CAGACTCTGTGATCAATAAAGTCACTGCCATGCAGAGGCAGAAAGAAGCCGACACGTACA
GAGTAAAGGACAAATCGGACCGAGCTACGGTGGAGCAGGTTTTGGATCCACGAACTCGAA
TGATTCTCTTCAAGATGTTGAGTCGAGGAATCATCTCTGAAATCAACGGTTGCATAAGTA
CAGGAAAGGAGGCCAACGTCTATCACGCCATCACGGCGTCAGG
>CL9301Contig1
CACTGCTCTTCACATCGCTGCCCGCTATGGCCATGAACTCATCATCACAGCTCTTCTTAA
ACATGGAGCAAACACTGCCAGGAGAGGCATTCACGGGATGCTTCCTCTGCATCTGGCTGC
TCTCAGCGGCTTCTCGGATTGCTGCCGGAAGCTGCTGTCCTCAGGGTTTGTGATAGACAC
CCCCGATGAATTTGGAAGGACCTGTTTACATGCAGCTGCAGCTGGAGGAAACCTGGAGTG
TCTGAACTTGCTGTTAAATGTAGGAGCAGATTTTAACAGGAAAGATCATTTTGGAAGGGC
TCCACTACACTATGCATCCGCCAACTGCAACTACCAGTCTGTGTTTGCTCTGGTGGGTTC
TGGGGCAAGTGTTAATGACCCGGACCAAAGGGGCTGCACCCCCTTACACTATGCTTCTGC
TTCTGACACAGATGGAAAATGTGTGGAGTATCTATTGAGAAATGATGCTGATCCGAGAGT
GAGAGACAAGCAGGGATACACTGCTGTGCACTACGCTGCAGCCTATGGCCGCACACTCTG
CCCTGGAGCTGATTGCCAGCGAAACCCCCTTTGATGTGTTAATGGAAACATCGGGAACAG
AAATCCTGAGGGACTCTGTGAGCCAGCTCCCACTGAGCCCACTCCATTTGGCGGCTTTCC
ATGGACACTGTGGAGCTCTGGAGGTCCTCTTGTCATCTCTGTTGGATGTTGGACGTTCGC
AGCCCAGAGGGCTGGACCCCCCCTCAGTCTGTCCTGCTCCAGGGGTCATCACGAATGCGT
GTCCTTGCTGCTTCATCATGGGGCTTCACCCATGATCCATGACTACATGCAAAAAAAAGA
CGGCCTTACATACTGGAAGCTATGAATGGCCATGCAGAGTGCCTGCGACTACTCTTGAGC
AACGACAACCAGCACATGAACATAGACACACAAGACTCAGTGGACAGACTCCTCTGATTG
TAGCAGTGCTGAGCGGACAC
>CL9303Contig1
CTCCCACTGACACTTGTGCACTCAGACGGCGATGACCACTGCAATTAGGGGCTCTCATGG
GTGCAGAGGGGGCCGGATCACAAATATGTGATAAAAAGGGAATTACGGTGAAGTTGCTGA
ATAAAATCTAGAGCTAAGGGTGTTTGAAATGTGGGAAACCATATTAAGTTAAATTGGGTT
AAAGCAAAACCTCAAACTACGCACAACACATTTTCTGTTACAAAAACCTCAAATAGAACA
GCGCTCATTCACTTCTTCATGTTGGCTCACAATCTTGTTGTGCTTCATCGTAAAAATGAT
TTTGCTGCATTAAGAATCATGGAACCCCAAAAATGTCTTTAAAAAATAAGCACTTGGATT
TTTTGTGTGTAAAACTTACAAAGAAGAAGCCAAAGTGATGCATAATATTTCAACTTTTTT
TTATTTGTTGAGTTGTTTTGCAATAATTGTGTATTTTTTTGTATGCCCTCAAAGTAGGAT
TCAGAAAGGTGTCAAAGGAAGTTGTAGTTTTTTTGTGTGTAGTTTCCAGTGGAAATGGCT
TTGCAGCAGGAAGGCTGCTGTGATTAATGGTCAGTGATGTGCTGCCCTCCTATCAACAGG
AAATTAAAGCCAGGCATTAGGATCGTTGCCGATCAACTCCACAGCTTTTATTACAGCTCA



TCTGTCTCAGTCACCAACTTCACTTCTATGTTTTGAGTTTTTGTTTTGTCATAACCAAAA
GTTTAATATAAATAAAGATGAACTTATTCTCTAAAAAAAAAAAAAAAAAAA
>CL9304Contig1
GTTTGGGCTCCTTGACGCACTGCGCCCTGCACCAAGGCTCCACCTCCTGCATGCCCATCC
CTCTGGATGCTGGATCCCACATAGCAGATCATCTTAAAGTCATCCTTATTGGCTTCCCAG
AACAGTCAAAGACGTCAGTGCTGCACATGTGCTCTCTGTTCCACGCCTTCATGTTCGCAC
AGTTATGGACTATCTACTGCGAGCAGACAGCTGCAGCTCCGTCCCTGCAGAACCAGAACC
AGACAGAGTTTTCTTCTGGCGCTATTCTCACTGGCCTAGAGTTCTGGAGTCGGGTTACAC
CCAGCATCTTACATCTTATGGCTCACAATAAAGTTATGGTAGAGATGGTCTGTCTTCATG
TTATCAGTTTGATGGAAGCTCTACAAGAATGCAACTCTACCATATTTGTCAAGTTAATTC
CTATGTGGTTACCCATGATTCAATCAAACCTAAAGCATCTGTCTGCGGGGCTGCAGCTGC
GGTTACAGGCCATCCAGAACAGAGTGAACCACCAGTGTCTTCAGGTCCAGAGTCCTGGAG
CTCCTCCCATTGCCCTGCGCAAATGGCTCCAGTGCACCCAGTTCAAGATGGCTCAGGTGG
AGATCCAATCATCGGAAGCAGCTTCTCAGTTTTACCCCATGTGAGCTGATGGATCCTCAG
AAGTCCACGAATCCTTACCCTGCACCTATAAAGGGCTCCTAGAAACTTTGTGGGATTCAG
ATGTTTGCACCTTTGGTTTAACACTTGTGCTTTTACGGCAAAGCTATACGACTTTGAGGC
ACTTCTTTGTGCCCACCTGATATATTCAAACACATCTGGAGATCCAGAGTTTCCGCATTA
GCAATAATGAGGAATGGAAACATGTGTTTGACGATCCTTGAAGAAATTCCCCTTGTTAAA
TTGGATGCAAGAGAAAAAAAAAG
>CL9305Contig1
GGAACTCTTTGACAGCGGGAAGGCCGCAGCATCACGGTGAAGGCCTTCTGTAAAAGAGGA
CAGGGGCGGACACGTCACGTGGTCTCCGCAGAGGTAAGTTTCCTGTTGGCTCATTTAGCC
AGAAACGTGGGTCTGCAGCCCTTTAACAGCTAAAGAGCCTTTCCAGTCAATGTCTACTGT
CCAGAACCCAGTAGGACCCACAAGGTGTCTCTTCAGCCTTTAGAAAAATAAAGCACTCCT
TTGCATTTTTGTTATTTTGGAAACTTGTGATAACTACTGGGGTTTGTTTGTTTGTTTTTT
GCATGAACAACATATAAAAAAAGACTTTTTTTGTTTTTTTTACACATTGTTAATTGTATG
TTGTTAGTACATCTCAGCCAGAATTCCTTTAAGGGCCTATATCATGCAAAATCAACTCTT
TAAAATTTGAAGTGTATTATAATATTAATTCCTCACAAAAACTAACCCACAGCGTTATTT
TGATCCAGTCACGCATCTCTCAGCATTCCTCTGAAACCCTCTGAGCACCAGCCCCTCTCA
ATTTACAATAAGAGGGTCCTCACATTGTGACGTCATAATAGGTGAGGCCTCTTCCAGGAA
GAGCCTGCGCTGCTAAAACCGCCTCCAGGCTAACACACAAACCCACTTTCTCCATGGAGC
TAGTGGTGATCAGTAAAATGCTTTCATTGCACAATATGCACATCCATCTTTGCAAATGTT
TGGATGGGAGAAACGCTGCCGACACCGAATCTAGGTTGATGTCATGAAATGGGTGGCACC
CACATGGAGAGAAAAGCGGAGCCTCAAAGATCGAGTCGTCTTACTTCTGGGTAGGAGAAA
GAGCTGAAATGTTCTTTAGTGGACTAAAGGTAATATATGATCATATATATATGAAAATAG
TTTACTCTAAATGGCTAGCATGGTATAGGCCAGGGGTGTCAAACTCTAATCCCAAGTGGG
CCGGATCAGTAACAGAAGAGCAAAAAACAGCTTTGTTTTTTCACTCGGTTGGAAAAATTC
CTCAACCAACATTGTAACCAAATCACTTANTATTACACATTCATTCNCAGAGGCCAAGGA
TCTCAAATAAAATG
>CL9306Contig1
TGATCATTTAATCTTTCTGCGATACGTGATGCAAAAAAACAAACAACTGCGTGTAGAAAT
GAGGTTCTGATTGTGTGACGGAGAAGCTTAGACTGACAGAGGATTTTGATGCTCATGTCG
TCCTTGAACTCCTGGCAACAAAATCAGTTTTTCTCCTTCCATAAATACCCACAAATTTGG
GATTTGACGTCACAACTGTTTACTCACTCATTCAGTGTCCACCTGCATCCAAATCTGGGT
TGTCATTATTTCCGTGTTCCAAGTTTTTTCTTAGCAGGAATGACGCTTAAATAAACTGAT
ATTGCATTGCCGGGGATTTAACAGAGACTGACATGTTGGCGAGATGATGAGAGTGCTTTT
ATTCTATAGTTGCTTAATTTATTCTGACAATATGAACCCTTTAAAGTTTTTAAAAATGGG
ACAAAATTTCAAAGGTATCACGTCATTGATTCTCAGTCGAATCTTTCTGAATGGATCCAA
AAACCTAACAACTTCTCCTTATTGTTTTTCTCACAGGTTTGAGGTTTTTAAGGGCCTTGA
GGTTGATACAGTTTTCAGAAATTTTACAGTTTTTAAATATACTCAAGACAAGCAACTCGA
TAAAGCTGGTAAACTTGTGTTCCATCTTCATAAGCACATGGCTGACGGCAGCGGGCTTCA
TTCATTTTGGTGGAAAACTCTGGGGATCCTTGGGGAGAACTTCCAAAATTCCCAGGCACT
TTCCTACTGGGAA
>CL9307Contig1
TTTTTTTTTAAAGTATATATTTTTCCAACTACAAGGGCACATCAAACGAAACAACTCATT
TAGAAACAGTTAATATCAGAGCACATATCGGCTCTGCGAGGCTCCTGAACACAGTTTTCC
AACTTTTTAAGTCAGTTTTTGGAAAATGAATCAAGGGGGGAATCATACGACACAGNAGCC
TTTCATATATCGGAATAGAGCTGTGAAAGAAAAAGCCATTTTACAACAAACCAAACCCCT
AAGGAACATGGACTAGCAATAGACCTGTGTGAACAAACGTTTAGAAATGTTTATGCGTGT
CCTTGAACGCACCACACGTCCCCGGTCTACGTAGTTTAAGGGACACTTGATTAACTCTGA
CTTAATTTTCAAAAGGTTTTTGAGTTTCTGCCTGAGATGCACCACAAACTGTAAAACACA
AAGGGTACTTTTATTAGTGTTAATCGGTGTCTACCATGTCTTATTTTGAAAGGACGTTAT
GTGAACCTCTGTCAAAAGTTATTAACCATTTTATATTTAGAGAACTTTCTTTTATTCCAA
AAAATGAAGTAAAAATAAAAATACTTCTTCTAAAGGGGGGAGTCAGACGTTTTAGCTCCT



TCTGGGTTGTGGTCAGTGAGAAATTGACTTGAAAGTGTTGAAAGAATTTCGATGAAGCAC
ATCGAAGGAAAAATGAAGCTTTTTATCAGAAGAGTCATTAAAAGAAACTAACGTGAGCAA
AACTTGATTTGAAA
>CL9308Contig1
TCGGCAGAGGGCTCCCATTATCTTCTGATCCCGGCGGTCTTTTCATGACCATGAGGCCGT
TTTTCATCCAAAGTCCTGAGTCATAGTTTCTGCAGAGCGGCAGCAGTTCAGCAGAAATCC
GCGTCTCGAGTTGTGGAGCTTGTCGGCATGTTTTCCACGTCACACTTTACGAGCTTTTTA
GAACGGCATTTTTCATCTCATTGTGAGAAAAATGCCACAAAACATGTTAAAAACACACTT
TTTATCGGAGTGGCTCTTTAAATAAACACACAGTTCAAGTCCACACTTTAAAAAGAGTCT
TTTCAAGCTGTATTTTTTATAGAACTTTACTGGGAAACAGATGTCCAAATGCATCTGAGC
AATGTGAATAAAGATGGATTTGTGATACNAAAAAAAAA
>CL9309Contig1
GAGGGTGTGACAGGGGTGCGTACTCCACGCTTCCTTCCAGACTCCACAGCAGCAGCAAGA
CTGGAGAGTCAGAACGACCGAAGGTCAGCGAGATTAGGGACTTCATCAACCTGGAAATTC
CTCCACTCAAAGACGGATTAAGCCCCAGCACATCTTCCTCTCAGGGTTGGTCCTGCCCCT
CTTGCACATACATTAATAAGCCAACACGTCCGGGCTGTGAGATCTGCAGCACAAACCGTC
CCGAGAGCTACATTGTTCCCGGGGGATACCAGCCCGACGCTCTGGAGCTCAGACGGATTC
AGCAGGAAAAGGAGTCCATCCGACAGTACCAGCAGGAGAAAGGGAGAAGAGAGAGGCTGA
GGAGTGCTGGATCTGAAAACAACTCACTGTTGTTAAACCTGGACCAGAACTACTGAACAT
GCGCACACCTCACAGCCGACACCAAACAATCCGCTTCACAAACCATCATGACAGTCCACA
TGTTTGAGACCCAGACATACTCTTCTGTCACGGCAGTGCTGAAGTGGAATGTATTTGAAA
GAGCTTGTCTGTCCATAAGCTAACATTGCTCTCTTGGGAAGTGAAGCTGCACTATTTTAG
CTGACATTATCAGAGATGAAAGGAGCCAGATTAAAGACAGTTGTTTTTTTTTCTTCAGGA
TTCCACAGTATGTTTATATTTTTTGTTATAGATATTATGATCATCTAGATGGATATTAAA
CACTGTGGATTTTTTACATCATTTTTTTTTCTCTTGTGAATTTGCGAGCAACAAAAGTTG
CCCCTAAATTGAATGTATCAGCTGTTTTGCACTGCAACTGTATAAACTCTGAGAAACTGA
TAAAAATAA
>CL9310Contig1
TTCGGCACGAGGGGCCGTTCCTCAAGGAAAAGCCCAACACCAGCCCCGGTTCTCAAACAG
CTCCTTCTGCAACAGTGAATATCTCATTTACAAGGAAAGCCAGTGTCGCCTTCGCTTCCT
GCTGGAACTGAAAATGCGTCAATGATTGGAATCACAGAGAAGCACTTCAGCATGAGCGAT
AGATAAGCTATCGTGGAGTTTAATGTACCTGAAGATCGCTTTAAGGTGTTGAGATGACTG
CTATGACCAAATCCTAATTCTTTTCTGTGCCTTCCAGCATGGTGCTGCTTCAACTTGTGT
CTTGCGTTGCATAAACGATGAAAGTAATGCTTATTTTCTCTGTTGATAGATAAGATTGTA
ACCTTGCACTGTAGTGTCACATTTATATTTGCATAGATGTGTGAACACAGCTACATTTGG
ACTTTTCATGTAGTTTGATGCTGCAGCCAGTCCTTTATTAAGCGACTAAGAATGTTTTGG
GTTTACCAAAGTCTGTTAGTCTTCTGCTCCAGTGTGGAGCAAATGGGATAATATGCAGGT
ACTGGACCCACTTGGCGAACAGTTTACTTTAGAATGAAGTTTCCTCTTCTTGAACATTGT
CTTTAAAAAGGTTATATCAATCCTTTTTCCTCTTTGGATTGTTTCTTCTTTGAATACCTG
TGTGATTTGGTTCAAGAGTTCTTAACTAGAAGGAAAATAAATGTCTGGGATCTTTTGCAT
GCAGCATGGCTTTAAAAATGTGTGGACCTTTGCAGTAGTTGTAAAATGACAGTACATCGC
AGCAACATTAAGGCTCTCTGTATTTGCAGAAAAGATGCATATGAAGTTTTGGGAGATGTT
ACAAGGTTTCTTGTAAGAAAAGCTCTGATTGTGTCTGAAATGCTGCTTCCAAGTGAAACT
ACATTGCACATGAGATCACTTTAATGAG
>CL9311Contig1
GGTTCTCCCGCTGTTTCCCATGCCTTCACAGGTACACAAATGCATAGTCGATGTTATTCA
TTGTGCTGTAACATATTTACTTTTACAATCCATAAACAAATAGAGCTAATTAGGAAAATT
TGCACCCCATCTGTATAAATCAAGCCATCATGAAGAAAAAGTTTAAATGTTGGGACTAAT
TTTGAACTTCTTAGAATGTCCATTGAAAGATGAATACGTTTCCATTATTTATGACTTCAG
TTAAAAACATGATCAGCTAATGTGAGCTCTTACTGTCATTAGAGCGTTCTGAGTCTGACA
AGACATCTTCAAGTATGCCCCTTAATTTCTAAGCTGATTATGTAACCGAGTGGAAGATAA
TTTTATATCCAATTTGAGTTTCTCTGCTCCACTACATGTGGAATGTAGCTTAATGAAAAA
CGTTCTTATTAAAAAAAAAA
>CL9312Contig1
TTCGGCACGAGGCAGCACACTTCAAAATGCGCTGGATCAAATGCATGTGGATCAGAAGCC
GGACCTGAGCGAATCCGGACTGGCGGAGTCTCATCAAAAGAACATCAAAGCGGTCCTCGA
CCTGCTGGGGAAATGTGATGAAGCAGTCTCTGTCCTCTCAGCCTTCCATCTCATCACCAG
CGCTTTGGAGGAGATGCCCAGTGATTGTCTCACCATTTTAAGAACATCCATCAACCCTAA
AAGTGCTGCAAACCTGGGAATTACTGGTGCAGTGTGTGTCAGGAAGCAGGAAAAAGCCCC
TGAGCAGTTTGGAGCTGGAGGCAAACATCTATAAAGAGACCAAACATCTGTTTGAGTCCA
TGAATGTGTCCCTGACTAATAAGGATGATGTGTTGTGCACTAAAGTGACGCCTCATTCAG
GAAACCTGCCCCTGATCCTTTGCATCAGCATCAGAGGTCTCGCCTCATTGGACACTGAAG
CAAAGTCAAACTGAGGGTCAAAACCTTCAACATATATTTTAGACCAATAACTGGTGCTTA
TCCATGAATATNTTTTGCTGTACAATTGATTTGACATTTTGTGAACTTTTAAATATTTAA



TGGAATATTTCACACAAATCCCAAAATGAAAAGGATNTGATAAATATTTCTCCAGTACTA
ATGAAAACTTGAATAATTGTACTTTAATTTTTTTAAATTAAGAAAAAAGCTTTAATAGAT
TCACATGATTTTATCTTTTTACTGTAAATTTTACTTTCAATTTGATATCTTTTTGTAAAA
AAAAAATTTGTAATTTTTAGGAATTCTGTGCCAAAAATCTGTTTCCGTTCCATATAAACA
TTTAACTTCTTGTGACTATTCGCTGACATTTGTTGTTACGGACATGTTTTTCCCAG
>CL9313Contig1
TGCTCTTCTTCCTCCTCCTCCTCTTCCTCGACACCAGGCGGAAGTGCCTTCATGTCAAAA
AGCTCGGCGGGCAGGATCGGCCTCTTCGGGGGTAGCGTCCCGATGGTCCCCGTCTTCAGC
TTGAGCTTCCTTCCTCCCTTCATGGCTCCNAACAGCGGTAAGGTCTTCTTGGGCTTCTCT
GGGTCCAGGCTGCCGCTCGGCAGCAGTGCAGGCATCTGAGCCGGCCGCGTCAGGTCCACC
AGCTTCCGCAGATTCTGGGCCTCTCTGCGCAGGTCGGCCATGTGCAGGTGAAGCTTCCTG
CGCTCCACGGCGTCCATAGACGCCTCACTTCTGACTGCGCTCATGAAGGCCTCCAGGGAG
TCCTCCCCTGAGGAGGCCGAAGCATTTTTTTTGCCAGCGTTGAGCCTTATCTGAGTCTCA
CTCAGCTCCCTCTCCACCTCTGACAGCTTGGCCATCAACGACTCGTAGGTCTCTGGCCGC
TCGGCGACTTTTCCCGCCTTCTTCATCCGTTTTTGTCTCTTCTTTTCCACCGTCCCCGTC
CGGTCCAGGAAGGTGTCATCGTCGCTGTCGTAGTAGTCCTCGTCTTCCCAGTTCTTCTTC
TTGCGTTTGCGTGACACTGCTTCCTGCCGCAGCAGCCCCCTGGCCTCCANCATGCGGCAG
GCCTCCNGGCAGCACTGCACGGCCGCTTCTTTCTTCT
>CL9314Contig1
TTTTTTTTTTGAGAACATTGGTGAATTACTTTATTTACATGGAAACCCCCTTCTACACTT
TGACTAAACAGAAAGTCTTCAAGGTTTAATTAAACATGTAAGTTGTTGGTTGCTTTTAAA
TCAGTAAGGAATTGTTCATTCACAGCAGTTCATAATTTGATCAACGTCCTATAATATTGG
TAGACTTGCATATAAATAAGTCAGACATTTTAAATTCATAAAGAAGAATCATCAAGAATC
TCTTTTCCAGTTGTTACTCTGCTTTCGTCTTTCTCCTGGACTTCCTGCAGCAGAGAAACC
TACAAACTGAGACTGAGACCCAGATGAAGGCTCCACTTATAGTCACAAAGAAAGCAGCCA
CGTCCAGGCAGAAGTAGGAGTACCAAGGCAGGTCAAAGCCTCTTGATTGTAGGTGAGCCG
CCCCTCTGTTTCTGATGACGTACTCGATCCAGAAGATGGCTGTTTCCAAAGGGGATATTA
GCCGGTCACGATGGAGTTGAGAGAGGCGCTGAATATTATTGCGGTAGGTAGGATTGTTGA
GGATATCATTTAGAGCTTCATGGAAGTTTTCCTTGTTCAGTGATCTGACTTCCACAACAC
GAGCTGCACCGCGCACCTCCAACCGGAGAAGGTTATCAAACTGATCAAAGAGGAGCGGTA
GACCCAGAACAGGAACACCGTGATAAATGGCCTCATACACACCATTGGTTCCTCCATGAG
CAACAAAGGCACGAGTCTTAGGGTGACCCAAGAGATCATTCTGGGGTAACCAGTTGAC
>CL9315Contig1
CGGCACGAGGAGATAGCAGCACAAACAAGTCTCACCCTTTTGCAAGTGAACAACTGGTTC
ATTAACGCCCGCCGGCGTATCCTCCAGCCCATGTTGGATGCCAGTAACCCAGACCCAGCT
CCCAAAGCTAAGAAAATGAAGTCGCAGCATCGTCCAACACAACGCTTCTGGCCTGACTCC
ATCGTTGCTGGAGTTCTGCAAAGCCACAGATCCCAAATGGGAAACAATTCAGAAAACCCA
CTCAGCATGGACAGCCTCCAGTCGCTGTCCTCAGACTCAGCCACTCTGGCCATACAGCAA
GCCATGCTTGGTGCTGACGACTCCNTGGACGGCACAGAGGATGAGGAGGAGGAGGAGGAA
GAAGAAGAAGAAGAAGAGGATGGAGTAGATGATGAGGAAGATGAAGAGGATGGAAGAGAG
GATCATGACAGGGGAAGGCAACTGTCCAGGGAAAGAGGGAGGAGAGATCTAAGCTTGGGG
CCCACAGAGGAACTGGACTAAGGGCTACATGATCTTTGACCTTAGCTGTCAGCTTCACAG
CCCATTCTTGTAGAACGACTCCAATGTTCTGCAAATCTTTAGCATTTAAGGCCATTCAAG
GTCTTCAGAGACTTATCTGTGGAACCTGTCAGAAACATTTGTCTTAACCCTCATGACTGT
AGACACATTTTAGTTAAGTATGTTGAGTTAATGCTGTTGGAATCTTTTTGTGGGTAACAG
CACACTTTTGTACTCCATAGTTCTGTTTTTCATGACTTGAATTGCACAGAAACTAAAGAG
TTGATGAGATTGTTGTCAGATTTTTTAGACCATTATTAGCCTGTTTGAACATTTGTTGCA
TGCTGTCAGGAAAACAAGACATTTTGAAATGCTGCACAGGACAATGACAACAT
>CL9316Contig1
TTTTTNTTTNGTCCAGACATATTTAATATTTAACAGTTTCTGTAAATATTGTTCATTTTT
TGTTAGAGATGTAAATACAGTTATTCTATTTTATTAATTTTAACTTCATCACTTCAAGGC
TGCTGCAATTTCATTGTATCACCATCTACAATGACAATAAAGACTCTGATTCTGATTTAT
TTCTGGAAGACGCCATTTTTGTCCCTAAATGTTGGATTCAGTCTGAATTCCAGTCCCACT
CCCAGCATTCCTGCTCCTCTTTAGCTCCTCCTCTTCCTCTTGATCAAAGTTTGAAGCCCA
GAGCCAAAAGTGCGTCTGCAGCTGCTTCTGCTCCAGCAGCCGCTCCCTCTGCTCCTCCTG
CCTCTCCTCCTCTGGGAGCTCCTGCATCCTCCTGCGCTCCTCCCTGTCCTCCC
>CL9317Contig1
CTTGCAAACAACAGCAGACATATTTTGCCATGTACCTAAAATTCTGCCGCAGCTATGTTG
GAGATAAAAAAGACAAATTGGGGGAAAATCTCCCACCCGAATTATCAGTGGAACTTGAAA
AAGAGAAAGAGCTGCCAGGAAATGCACGGCTGTACCGCGCTGTGTGTGCATTCTTGTTAG
TAATCTGCCTCATCCTTTTGGCGGTGGTCGTCATACTTGGAATGAAACTCCAAGTCTGCT
CTGGGGGCGCAGTGTGCAACGAGGGGCTGTGTATGGAGTACATCCAAAACACTCGGGCTG
CCTGTGAGAAGTGTCCCAGAGGATGGATCGCATATCGCAACTACTGCTACTTCCTGTCCA
CACTCAGGCTGAATTGGGACAACAGTCAGTCAAACTGCACCAAAGTTGGTGGATCTCTGG



CTGTTATTGAAAGCCAGGAAGTCCAGAATTTTCTGTCAAAGAACGGGAAATTGAACTACT
GGATTGGACTGAAACAGGATCAGTCTGAATGGAAGTGGAACGACAACAAGATGCTTGAAA
AGAGTTACTGGAAAAGCAACCCAGGAAACGGAGACTGTGCTTTGCTGTACAGTAGAGATC
CGGCAGAGAAGAACTGGGCAAAAATATCCTGCCAAGCCGCCTCTTACTATATCTGTCAGA
T
>CL9318Contig1
TCACCACTGAAATACTTGTGGCACACAACAGCAAAGGCCCAGATCCACTAATGAATATTA
CTGCACAAGTGTGTGGATGACACACTTGTGCAGTGTAATTGAAAAGCTTCCAATTATGTT
ATGAAGAAAGCACAATCCCCACTTATCATATTTCATCATCTGAAAAACTAAATTACTTTG
TAACGATTAGCTTTAGAGGACTTCCTTATTGAACCTTGGGTAAAAACAAAACACTGGAGC
AAGATCAGCTGATAAAGTATCCACTAGGAATTTGTACTGCAAGCGGGTCAGTCCCCATTC
ACTCAACTGCAAGAATCCATTTGGTACAGTTGGGCAGGAAAAACAAAGTCTTTCAGCACC
ATTAGTTTGGTCTGCCTGCACTCCCTGTACTCTCATACATGGACCANAGCCTGAAGCAGA
ACAAACCACCAGAAAACACCATGCAGTTCCTACAACTGTGAGCTTGGGGGTGGGC
>CL9319Contig1
GCACGAGGCCACCATCACCAGCACCACCCGCAGCAGCACAACCCCGCCGTCTCCACCGTC
CGCAGGGACGACATCTCCTACAGGGTGCAGATCGTAGATGCGACTCAGGTTCTGGAGAAC
ATCCACCTGTCCAAGAGGAAGGAGCTGCAGTGGCCCGACGAGGCCCTGAGGCTGAGGGCG
GGGCGGACCTGCTGGAGGGACTGGAGCCCCACAGAGGGCATGGAGGGGCACGTGATTCAC
CGGTGGGTGCCTTGTAGCCGCGACCCGGCCAACCGCTCCCATATCGACAAGACCATCCTG
CTGGTTCAGGTGGAAGATAAGCTCGTGCCCATCATGGAGGTGGGGGTCATCGAGTTGGGC
GCAGAGGTTTGAAACGCCGCCGGGGTCCCGGTAAAGTGTCCGGCCCAGGCGGAGACGTCC
GGCTGGCGTCTCAGAAATGCTGCAACAGGAAGTTCTCCAAGCTGTGGGTGATTCATTTCT
ATGCATCCNTCGTTTCTCTGGATTTATGACACANATNAGTGTAAGAAGCTTCTGGAGGCT
TTTCTTTTGGAAATCCTTTCATATTTTTGCCAAATACGTCTGCCATGGTTATTCACACCC
CGATGCTTTTTTAGTTTTTCTTGTTTTTGCTGCCAAGGCTGCAGAGGAAGCCGCGGTGCG
GACGGACGCCGGACTCGCCGGCGCCGCCCTCCGCAGACTCTGCCTCATNGTCGTCATTCC
TCTNTGATGTCTCTGAAATTTGACAGATTTATTTGCGCAAAAAAAACAAGAACTTGCACT
ATTTGTTCTTTTACAGTGATGCACTACAATCTTTAAATAATAATATCACATTTTATTTAT
TACAGACTCTGAATGGCGACGGTTACAGAGGCCTTGGGAATGACAAACAAATGCAATCAA
CTCTTTTGTTTTTCTGTTTTGAGTATNTTCTGTTTGATAAACTTGAAAAGAACTTTTTAC
TGTACGTGACTTTATCTGTACACACATGCATCACAAGTATCTGACGTATAGGAGACGTTT
TATTATTTATTACGGTGAAAATGGCTTTTCTTTTCCCACTTTGAGACAAACGTTTAATGT
ACTGAGGACCATCGAGGTTGGACTGTTTCTCTATTTAACTCGATTCTTTTCTATTGAAGA
ATTAAAGT
>CL9320Contig1
AGGAATTCGGCACGAGGAGTTTTCTTGCTGGGGTGGTTTGGCTGAGCGTTCTACACCGGA
TGCCCTTTGTGACACAACCCTGTATTTTATCTGGGCCGGGGACCCACCCAGGGGACCCAG
ACCTGGGACCCCTTGAGGTTACATAGTTTGGGAGTAGTGTGTGCTGCCCAAGGACCATGG
CGATCGATGTCAGCTATCCAGCTGACAGTTAAGATCCAGATTCCAGCTCAGACGAGAAAA
ACAAGTTTTAACAAGATCTGTTGGTCCGCAGGTGGATGCATCAGAAAGGGGCGGAGCCGG
GAGACTTTGGCCCCGCCCAGTGTATTTTCTAAAGCACAAATACTATCTTTTTTTAAAACT
GTATTTTTTTCATCTGTTCCTGATTCACGATTTGAATAAAGAAATTCTCAGAAATGCAAA
AAAAAAA
>CL9321Contig1
GCTGCAGGNAATTCGGCACGAGGATAGGCTCCTCCCACGTTCACAACACGGNAAGATCCG
GAGTCGGCGAGGGCGGCCAGCTCCAAAATCACCACCACTCTGGGTCTGGTGGTCCACGCT
GCAGCTGACGGCGTGGCGCTGGGGGCCGCCGCCTCCACCTCCCAGACCAGCGTTCAGCTC
ATCGTCTTTGTGGCCATCATGCTGCACAAGGCTCCCGCCGCCTTCGGCCTGGTTTCCTTC
CTGATGCACGCCGGCCTGGAGAGGAACCGAATCCGCAAACACCTGCTGGTTTTCGCGCTG
GCCGCCCCCGTCCTCGCCATGCTGACGTTTTTGGGCCTCAGCCAGAGCAGCAAAGAGGCT
CTGTCCAACATCAACGCCACCGGCGTCGCAATGCTTTTCTCCGCTGGAACCTTCCTCTAC
GTGGCCACGGTCCACGTCCTGCCGGAGGTGGGGGGCCTCGGCCACAGCCATGCCCCCGCC
GGAGGGAACGGCGGGAAGGGACTCAGCAAAGTGGAGGTGGGGGCTCTGGTGCTGGGCTGC
CTGATCCCCCTGGTTTTGTCCGTCGGCCACCACCACTAGACCGACCTTTGACCTCCTGGA
GGTGGAGGAGCAGGCGGAGCCCCTTCAGGACTTTGAAGGAGGCAGCTGCAGATCCTGTGA
GGTGGGGAGGGGGTCAGAGCTGCTGACTCAGCATCAGCTCTGTTGTATTTTACTGAGGGG
GGAGGGGGGGGTGCAGNACATNGATCAG
>CL9322Contig1
TCTGACAGGAACCATGCAGAAAGCAGCGGCGCTGATCTTCATAACTATCTGTGCTCTTTC
AGCACCGTCATGGGTCGAAGGCATCAGGAGATCCAAACCTTCTGCATCAGTGGGCCCCGC
CCAACAGTTTGGTTCCACTTCCACAACCGCTTCACCCAACACCACAACCCCAACACCTAA
ACCCACCACCACCCCAACACCTAAACCCAACACCACCACCACAACACCTAAACCCACCAC
CACAACACTTAAACCCAACACCACCACACCTAAACCCACCACCACCCCAACACCTAAACC



CAACACCACCACCACAACACCTAAACCCACCACCACAACACTTAAACCCAACACCACCAC
ACCTAAACCCACCACCACCCCAACACCTAAACCCAACACCACCACCACAACACCTAAACC
CACCACCACAACACTTAAACCCAACACCACCACACCTAAACCCACCACCACCCC
>CL9323Contig1
CCGTTTATGGCCACAGAATGTAAGTTTACATGAAAGATCAGGTTTTCACAACAGCACAGA
TCTCAGCTGGTTATTATCAGGTTAATGGATGTTTCCATGCAGCCTGTACATGAAGACATC
ATGGAATGTAGTAAAAAAAGGCATCAGCTCGAAAATAAACTCAACTTACCCACAATTCAT
TTAAAAACGTCAGCATAAGCGTGGTTTGAGCCTGGTTAAAAGAAGGCCGTCTCATCAAAA
ATGAGTTCAAACAATGTCCATCAGCTGGTTTCACTAAAGTTTAGCATCTTTGATTGGACA
TTTATAAATATGTGACTGAAATTCAAGGAGAATCCAGCAGCCAATAAGAGAGCTAGAAGA
CTGAATCAGGTTCATACAAATAATCATTTAAATTATATACNAAGAAATACNAAGTGTCTG
GCAGAAAGTGGTATAGAAAAGTAAAAAAACTTAAAATAACTCCAACAGCTGAAGTTTTTC
AGCTGGAGTCTCAGACATTTTTCTATCTTCACAGACCAAAATAATGTTTCAGACTTTAAT
GGGAGACTAAAAGCAGACGTCGCAGACAGTAGTCCCTCCGGCAGGCGTCACTCAACATAA
CTCTGGTCCACACTTACCAGGCTTAACAAGAAAAAACAAAACAACAACAACCAAAAAACA
TTTATTTTACATTTGGACATTTTTGGCAGGAAGAATTCCACTTGAAGCTTCTCCAGGGTT
TCAGGAGGTGACCTCAGAATCTGGGCACTTTGCTGTAATCAGTGCCGACGTTTCTGCACA
AGCAGATGGACAGAATCATCCCCAGCAGCTCAATCAAAGCCACTGTCAGACAGATCCCCA
GGACAACCCCGATGTTGGTGATGAGCCAGTTCTCCACGCTGGCAGAACATCCCACATTGT
AGACAGGCCAGTCGGGCGTCTGCGCCTCGCAGAAGCCGCTGTCAGATCTGTTCTGAACGG
TCAGGGTGAGGTTCCCCGGCCATAAT
>CL9324Contig1
GAGCGTGTGCTTTAGAAGACGGAAGCAGTCCTCGGTTTCCGGTGATGCTTTCTATCAGGG
CTTCGTTGAAAGACGGAGGAAGTTCGTCCTTCCCTCTGTCCGTCAGCTTACGGTAGTGGA
AAGACTCTTTGACCACCGGCTTATTCAAAAGCTTCTTTATCTGAGCGCGAGAAAGATGCA
GTCCCAGTGTGTATAAGATCTCCTCCACATCTCTCTCCAGCAAATAGCCACAGTGGCTCT
GGTCGAAGTATACGAAGGCCATTAGGAGATCCTTGTTGTATGTAACCATTTGCTTCTTCT
CCTTGTCTTTGGAGGATCTCTCTTTGGAGGACCTGTGATCATCTCTGCGGTCTTTCCTGT
CTCTGTCATTGGAGTCCTCGTCGTCTTTATCGTCATCCTCGTCATCGTCTGCGTCATCCG
CTTCCAGGGGGTCATACTCTTCAGGATTGGCTGTGCTGCTATCATCTTCATTCTCATCTT
CATCTCGAGACTCTTCTTTTTTCACCGTCTTCTCCTCAAACTTCCTTTTGTCCTCCTCAT
CATCTTTGGACTTTTTGGCATTTGGCTCGTCGCTTTCGTCTTCTTTTTCTTTCTTGCTGT
CGCGCTTTTCAGCCTCTTTCTTTTCCATTTCCTTTTTGATTTTCT
>CL9325Contig1
ATGTGTTCATGACCCATCAAGCCTCAAGTCTGGTTTCCCATTGGTTTACCCTTCACACCA
CCTGCACTCCCTGCACTCCAGCCCATTGTCCTCCAGCACCACCCCCTCTATTTCCCACCC
CCTTTACAAATATGGTTTTATGGTTCCCAATGAGCCGCTGCCCCATGCCTGTAACTGGGT
TTCTGTCACTGGTCCCTGCGACAAGCGCTTTGCCACATCAGAGGAGCTACTGTCCCACCT
GCGTTCCCATACAGCCTTGCCTGGAATGGTGGACAGCAAGCTGCTGTCAACTTACCCATC
NATCAGTATCATCAACGGCCTCATGCCATCTTCATTTACCCCCACCCAACAGCCCAAGTG
CCCTGCCAAGTTCATTCTCACTCAGAGGTTCTCCTGGCTTGGGCCTGGCACGCTACCATC
CCTACAGCAAGTCCCACTTACCTGGAGCTCCTGGTCTCCCCATGCCATCCCTCTCCTCCT
CCTCCCCTTATTACTCTCCGTATGCCATCTACAGTCAGAGACTGGGCTCAGCCTCAGCCT
TGGGATACCAATGATATTTGAGATGCTGCTAACACCCACAGACTGCAGGCATCAGTTTGG
ACTGTAGAGCAGCCCTGAAGATGGACTCCTGAGACTGAGGTCATCTTCAGTGCAGGGCGT
CACGCCTGCTGGCCTGCCTGCCAGGAATACCACCTGTTTGCCTCAGGATTGTGACTGGTG
CTCCAAAGGCAAAGCCTGTGATGGATGGTAGCAGAGGACCATCAGACTTCAACAGCAAGA
GACAAGAGTTTGAATTTTATAGAGTTGAGGGATTATCAAAACAGTCTTCATTTTTTTAAA
ATCTGTTTTTAGTTTCCGTCCCCCCCAAAAAAAGTGTATTTATTTTTTCACTCAAGCGCT
TGTTTTTGGAATGGGGGGTTTGAGTTGAAATGTTTGCTATCCACATAAATGTTTTCTGAA
GTATTCAGACTGGGGAAGATGATTTTAGTATATTACCATTATGCCTATCATACACTCT
>CL9326Contig1
ATTGTTAATCGTTAACCTTCAAAAGAAACCCTTCCCGACCCTGATGTACAGCTTTCCTCA
CAGACTCGCATCAAATGCGCCTCTTTTTCACACAAACACAAAGTCCGGAAACACAGTTGT
TATGTATCGTTGGTTCATACACGGAGAAAAAACGAGTTACTTGGTCTTTTGTTGGCAACT
GCAGTGATAATAAAAAGTTTGGAATGGAAAAGGTACAACGCACTCAAACAGAGAATCAAG
TAAGTCACATGTCCAGATTTTGAAATCAGTTAGATGAAATGCAAAGCGGAAACTTTAACT
CAGAGCATAGAATTGGCCCTTAAAGAGACTGAGTTCAAGTACAGCAAATAAACATAAAAA
CTCTCAGAAATGATCATTTTCTGCACATTCAGCTTTATGGTTATTCGGTTTTTACTTACT
GTACGTCTTAACTCTGGGCAAACATATAGTATATTATTCACAAAGTATTCACATGACTCT
ATACATCCATATATACATGTTTGTTCCTCTCTCGAGTGTCCTGGCACTTCCTTCAGCAAT
CCAGAGGATGTCAGATCACTGCACTGTTGCAAACCCAAACACAAGCTGCTTTATTTGCGT
GCTTGTCTTTTGGGAGCCTGGTGATGTTGCTGCATTGTCTGATCATCCCTCACACATTCT
GGCTCTCCCACCAAAGTCTGACTGTGAGCTGCCAACCCGCAGCAGAATGTGCCTATAGCT



GCTATTTTTCACCTTCA
>CL9327Contig1
AAAAAAGGGGGAGAAAGAGGTGAAAAGCACGGTGGAGGAGCTAGTAAAAGCACCAATTGC
TGCGCCGGCGCCTGAACTTAAAACTGAGCCGGAACAGGATGCAGAACCGACGCTGGATCA
GCAGTCAGTGAGCAGCACTGAGACCCAGCCTGCTCCACAAGAACAGAAGGAGGAACCAGA
GATAAAGAAAGAACCTGAAGTGGTGGAAGAAGTGAAAAGTGAAGACACAGTGCAGAAGGA
GGAAGAACCAGCAGAACAGGGACAAGCAATCAAAGGAGGGGAAAAAGCATCAGAGGTGCT
GAAAAAGGAGAAGCCCGTGAAGGAAAAGAAGACGGAAAAGAAGGCAGAGGAGCCTAAAGG
CGCCAAACGTCTGAAAACCATGCAGTGCAAAGTCACCTTATTGGATGACGCTCAGTTTGA
GTGTGAACTTGATAAACACGCTAAAGCCCAAGAGCTTTTCGCAAAGGTGTGTGACCATGT
CAACCTGCTGGAGAAGGATTACTTTGGCCTTGCTCATTGGGAAACTCCAACCAGCAA
>CL9328Contig1
GTCTTCCTTCCATCGCTTGCATTTTTTATTTGTTCTTTTTTGCCATTTGCTGTGATCTTT
TGGCTGTCCGGCTTTTGCTCAGGACTACTACAAGCACCTGTTTCGTTAGATTTACTCTTT
GACGCATTCATTTCTTCATCTGTAGAGTTGTCGCTCACAAGCTCCTCTTTATTCTCTGGA
TTTCTCTTCGGACTGATTGTTTTTACTTCTTGCGTTCTACCTTCAGACGATGATCTTGAT
TGACGGTCATCTTCACTTCCAGTTTCATCTGATGATAAAGTTGAAGGAGTGAATCGTCTT
TTTTTCCCCCTAGATTCAATTTCTTCCTCACTTTCCCCATCCTGGTTCTCTCTCTTCCTT
TTGTTTTGGGGCTCATCATCGACTTCTTCAGAATCGCTTTCATCATCGTCATTACCCTGC
ATCTTTGCAAGCTCCTCTTGAACCACTTGCTTCATGACCGCCTTCGCTTCAGGACTTAAT
GACTCAGCGTCCCACATGAACCAGATATTGCCTTTTTAAAAGCCCCAAAGTCAGTTTGCT
CAGGTCTGGTTTATCTCGTAATTGATGACGCACGAATTTGCCAATCTCCGCTCTTTCTTT
TTTAGTTGACATCGCTAAAAACAAACTATCTTTATTTTTTCCCGGGAACAATCCCCGGCC
ATAATGCCCGGGTTAACGGGCGCTCCCA
>CL9329Contig1
CGGCACGAGGGTTAGAGATGGAGCGTAAGGCCAAAAAGGAAAAAGGGGGCTGAATAAGTT
AGACGATGTTAAAAGAAGTAGGGGGCATAGAAACACAAAACAACAAGATGCTGGAGAAGT
ATCATAATTACTTTCAGGTTAAGATGTTAGTCCTAAGGGTGGCTGTCCACAGAATCACTT
AAACATCTGTTCATATCCCTTTCAGGAATTCCGCAAAGTTTCACAACCGTGTTGGAGCTG
GTCAAATTTGTTACCATGGTGATAGCCACAGGCTCCGCTCAGCATGCTGCAGTCAACAGT
GGACAGTATGACTACGGTAGCTGGATGCCAAACACTCCCATCTCTTTGAAACGGCCTCCA
CCAACCAAGAAAGGGGAAGCAAATGAAGCCACCATGCTGGAAACTCTGCCAGACATCAAC
GTAACGGTTCAGGGCATGGCCACCTTGTGGCTTCTTAGCCAACAGTCAAGTGATTTTGTA
AGTGGGCAAAATTTCTAAATAAATTCCAGGAAAGGAGACTGTGGTAAATAATTCTGTTTT
TGATTTCTTCAGGTTCCCCTTGGCGTGTACCCTGAGGAGCACTTCACTGAGGAGACTCCC
AGGAAGTTCATAAAGATCTTTCAAGCACAGCTGGAGGAGCTGAGCAACAACATTATAGCC
AGAAATAAAAAACTGGAGGTGCCGTACACATATCTGAACCCAAGGGAGGTGGAAAATAGC
GTTGCTATTTAAATATGACAGTGCGGTACATCCCTGGATCAACTGATCCAGAATTTCCAG
CTCTTTAACCTACTAATATCTTTTGATTTTTGCAATTGAAAGCTTTCTTGAAAATGTATT
TTTGGACATAATTTTTTGCTAACTTATTCTATTCTGATTAAACATCTTTGAAAAACATTC
CTAACTATAAAAAAGAATTTGTAACAGGTTTTCTTTATTNTTAATTAGGCAGGAT
>CL9330Contig1
CCACGAGCACATCCTCATCTGAGCATCCATTCCACAACTGCACACCATCGTCTGCGCACC
ACCGACGCCTTCAGTCTTCCTCGACTCCCTCTTTAAAATCTGTTTTCCATTTTTTATCGT
CGCGACGTGGATTGTATGCATTTTGTTCATCTGCGAATTGCTCGAAATGGTTTAAGGTTT
TGAATACGTGTTTTGAGAAAGAAAAAGCTCGAGACGAGGGGAGTCACCTTTCTGAGCTGG
AGATCTGCAGCGTATTTGGAGTGGAGGCCAATCAGCAGCAACAGCACAGACAGAGGTGAA
TCATTCCTCTTTTGAGAACTCTCAACAGTCTGTTCTATGTCTACCCACACCCTTCAGCCC
GGGATTCCCACCTCCCAAAACATCTGAGACTCTGAGACCCTCAGGATCTCCTGCTTGACA
GAAAACATTGTGACCTGGTACTGCTGAAGCTCCCAGCCTCATCCCCTGCAGTCACCATGG
GAACCGTGCTGTCCTTGTCCCCCAGTTACCGGAAGGCGGCTCTGTTCGAAGATGGACCTG
CGACTGTGGGCCACTACACCGCCGTCCAGAATAGCAAGAACGCCAAAGACAAGAACTTGA
AGCGCCACTCACTCATCAACGTCCTCCCATGGAAGCGGATTGTAGCTGTGTCGGCTAAGA
AGAAAAGCTCTAAGAAAGTGCAGCCCAAT
>CL9331Contig1
ACTGAATGCTCCAGCAAAGGCAGGAGGCCCGGCNCCCCACAGCCAGCGGCAGACAGCACA
GCANCCCGGCCGATCCNGGCATCGAAACTTTTTTTTTTTGCTTTCGTAAAATATTTTTGT
ATTTACAACACAAATGTTTTCGCCTGCGTTGTGTCTCATCTTGCTTTTTCTCNATCTTTG
ATTTTGCTCTCATAAGTTTCAGTTTAGTGTGACATNGCCGCCATCGAACAGCCTGCTGAT
TGGTCTAGATTCTAACCAATCAGGNGTCTCNGTTCGTATTGATGGTGCTTGGAGGCAGAC
ATTTACTTTGGACATTGTCGGTTCTGTTCGAACGGGATTNTGCAGTNTTCAACCNTTNTG
GCTCGTTTCTCTNAGAGTAAAATGCAGAAGGAACTNGAAGCCATAAAAAAATAAAACTGT
TTTTTTTTTATTNATTTATGTTAGTGTAGCGACCAATGTGTTTAAATGTCCCCAGCAGAA
CTCTGACTCCGTCCAGTCAGAAGTAACAGTTTTTACGATTAAGATTTGTATCTGAACCAT



TGTTTTATTTTCATCAATAAATGTTGAAATATGAAGACAAAATTTTTCTCCATGAATGTG
AAAATAAAGATCA
>CL9332Contig1
TTTATTACACNAACACATAANGCAAAATAAGCCATTTTTTTCATCATCATAAAGATATTC
AAATATAGATCCTGCTTAGATAAAAGTGTTTTAAGTGATTAAAGGAAAACCTAAATCTTC
ATCACAGTAGAACTTTGGCATTGAAAAAAACACCCAAAGAAAAAAACCCAGGATTACAGC
TGCCTGTGATAACTAAAAATGACACGATGAAATAAAAAAGACAAAAGGTGACAGAAATAG
AAGTAATAACAATCTTAAAACAAACTTTATAAAAAAAAAATATGTAAAACATCTNATTAC
TTTTATTCACTACATAAATACATTTTGTATTTTATTCTGTCTACTTGAAGCACATGGAAN
AATGAGATATTACTAAAATATACAATTTACCGTCTCGTAAAAACCCAAGTTCTGAANATG
GCATTTAAAATCCCAGCTTATCCNTAAAATCTTTTTCTTATTGTAACTAANTATCACCAC
ATTAGTTTGAGGTAAAGGATTTTTTGTTAAAGAAAAATAACAACTTTNTTAAAAAATATN
TTTTTTTNTACNAAAAAATGTGCCAAATAAATGTGNGTATGTATAAAAACAAGTGCATAN
AATTTGCTTTACATGAGTGGTATCACATCTNC
>CL9333Contig1
CGGCACGAGGAACTTGTGCCGCACTCAACCATCATCCTGTACGTCGTGGGTTCGGTCTCT
CCATCTGCGTCATTTTCTCCAGGCTAGGGCCCTGCTGGCATGGAACCAGCACATTGGGTC
CAAAAAGAAAATTTCCCTCCACGATCAGGAACAGAGTCGGGACTCAGGCTGGAGCCAAAT
GCATTCTGACAAATTTGACATCCGTTCTATTCACATGGACCCAAGCTGGATCGTAAAGCC
GTGGTAGCTCCAGACCTGATATGTTCTGACTCATTAAGTTGTAAATGTTTGTTGGCTTCT
CACTGTGCAGTCTTTCAAACCACAGTGTCCTCTGATGATTGTGCCATAAATACATCTAAG
AATGGTTGTTACCCTTATGTAGCATCAATGTACGTACGTTTGTCTAATGTAACCATTCAC
CCTTATCTGTGGGGATTTTTGTTATTTATAGCTGTCATAAAACACCATCCCTAANGTANA
ANAAAAA
>CL9334Contig1
CGGCACGAGGCAGAAGTGGTGGTGCCCAGGGACCAGACGCCTGACGAGAACGACCAGGTC
ATCGTAAAGATCAGTGGGCACTTCTTTGCATGTCAGCTTGCCCAGAGGAAGATTCAGGAA
ATCCTGGCCCAGGTGAGGAGGCAGCAGCAGCAGCAGCAGTTAAAACCCCAGCCTGGAGGC
CAGCCTCCCATGCCTCGTAGGAAATGATCTGCTGGTTTCAGAGAAATGGCGACTCGGTCT
GTCAGAAGACTCAAAAGACGGCCGGATGCAGAAGAGTGTAAGGGGAGGAAGATGACGACA
GACGGTCCTAACGCTCATCTCAGGGGTCGGAGGCTATCTGATCCGAATCGGACTTGCACC
CCTCGCTGACTTGAACTGTTGAGTGTGGCAAATAAGACCCTTTTGCCTTTGGAAGCTCCA
CCCACTCAACCTCAGCATCTCCTGTGAGAATGTATGTCTGAGGGCTCCCACTGTCACCGG
CCCTCACATGTACAATCCTTGGACCGCTCTCCTCCCCCCACGGGTGCGTTTGTTTTTATT
TTCATTTTACACTAGAAGAAATGCCCCCCCCTCCCCCCATACTCTTCTATTACGAATGTA
TAGAAAAGCTAAGTTATTAATAAAT
>CL9335Contig1
TGCAGGNAATTCGGCACGAGGGTTTTTATNCTTGTTCTTATAGTATATTTATCATACTTT
ATTTCATGTTTCCTTCTGAGCGTGGTATGTGTGATTGCACACTAACCCAACAACTGAATT
TTTCCGCGTGGAGTTTAATAAAGTATTCTCTACTTTACAAGGATAATTTGGGAAGCTAAT
CCAGAGATAACACAGATTTGGCAGATATCCTGACAGGGGATTGTACTTAAAAATCAGTGA
AAGAGAAAAATTATTCTAAATCTCAATTGTTTACCTCCCACAGAAAAAAAAAA
>CL9336Contig1
TCGGCACGAGGGGTATGTCCAGCCATTTGGAGCATGCCAAAGCAGGGTATTTTGGAAAAC
ATGTAGCAATACGGCCTTCGAGGCCTAGAGTTGGCCAACCCTGATCTATGGCATCTATGG
TGCTGCAGGGGACATCCAAAGGTTCTGCACTGTTCCCCAGCTTACAGTGTTCATAACAAA
TAACATTTCTAGACAGAGAAACTTCATATGCATTGTATCTTTCTTGTTTATTTGTTATTT
TTCTTCTTTTTGCTGCTTTTTTTAAGGGACGTGAGCTCACTGTATCCTCGCTTCAGTGTC
AAACTTGAATATTGTCACTATCATCCGTCTGTGGCAATGTGTTGTGTCCTAAGAAAACGA
GGGGCAGGTTATTTTTTTATTTTTTTTTTATTTTTAGAAGATTTAGATCTGGTGATGCCA
GAGTTTAGGTGAAGCTGATGACAATCATCCAGTCACACCCACCAGCGAAGGATTGATCGG
GAAAAATCGACTGATGGAAACCAAAGAGTCCAGACACCAAATGTTTGTGTAAGATCAGGG
CGACACATTTGGTTTTGTAAACTTCTGCCACTGACATTGTAGCAATAAA
>CL9337Contig1
AAAAAAAAAANAAAAAGAAATTTGGTACCAATTTGCAGCAGGTGGAGCAGCGATTATACG
CCTGAAAGCTGGGAGGACAGAGTGCATCAGTGAGTTTAGTATTTAGGAGCTAAACTTACA
GCCTGTAAGAAGGCTATGCAAGGATCAGCTCTGGTGTTTTTCATTTGTGATGGTTTGAAA
ACATATTCTTGGATGTTAAAAAAATAATGAACTGTTTTTAAAATACAAGGACATAAAGCA
GGTTTGATTTTTAAACTTCTAGCATTCTGAACTCCCTGATTCTGGAAGCCGACATTCATA
CTGTGATGCATGCTTTACTTTGGACCTTTCTGGTTGAAATTGTGTACACTGTTACTCACC
CAACCTGACCCCAAACCCATTTTTACTGTCATTTTTTTGTGGAAGGAAAAAATGTGGACA
TGCTGTAAACGGTTTGAACGAGTTTTTTTTTGTACATCTCTGACTGTGATCATTTAAAAA
CAAAAACAAATACACAACTGTTTTATTTGTATCGGCTTTTAATAACCTAGACGCTCAGTC
CAAAGCATTGTTTGTAATCAAAATTGCAACAATAAAAAGGCTATCATTACAGAAAAAAAA



AAAAAAAAAAAA
>CL9338Contig1
CTCTGGGATCCCTTCTTTCAGAAAAGAATGTTAGCCATGAGAAAATCCAAGATTTAAAAA
TATATATAATATACATAAAATATATCATAGTATTTTGTAGTTCCCCTTCAAGTTTAAAGG
CTGTGTTTTGTTCATTGACAGCCCATAGTGATGAGACTGAGGATAACAGACATTGAATAT
TTTTGCAACAATTGAATGAATGGGCGCAGTCTTTACAAAGGCGACCATTTTTGGATTTTT
CTTGTGGCTAACGATGAGATGTTAAGGTACATCCATGCCAAGTTTGGTGCTCATACCACA
AAATGTATGATTTGTCCAAAATATGAATGTCACCGGCTAGCTTACATTAGCTTTACCACA
TCAGTATAAAGCTATAGAAACATCGGGCATGTGACACAAAACTTGCATTCTTGAACGCAC
ATTTAGCCCATGGTGTTCATACTGGACAAGCAGGGAGGGGTTTCCTCAAAGTTGCACAAA
CGTTGCAAATCTTTCACAGCTTTAAGCCGATATTTAGATTGTATACTTCTAGCCGGGCAC
AAACCGCAAATATTTATTTCTCCTCCATGATCAATTTTCAAACGGTTGTCAGTTCCGTGA
ATTGAAAGGGACGCCATCCCCAATGCATTTTATATGCATTGCCATGGAGCCCAAAATCGG
TCGTAAAAACGTCAATTTCTTCACTTCAACACAAGAGTTTTCAATACAGAAACCCGAAAC
TCCAATTTACCATAGACTTTTCATTAAAAATGGTCCCTGGATCACCGCGTTGCTGAAGAT
GGTGTAAACGTATCTCAACAGAAAAACATCAGGAAAGTTTTACATTTCATTTTAAGGTAA
AATGAATCTGAGTACTTAGGGGGTTAAATTAAAAATGACCCATATCTACATAGAAGGCTC
CGTCTGATTGGTCAAACAATGCACGGACGTTAAACAATTTACTGTCAAACTCAAAGAAAA
ACTGTTCTTAAATTATAAGATGGATGATTAAAAACTATAAAATATTCAATTATTGACTGT
GAAATGTTGATTGTGGAATCAGAGAACATATTAATATGTGGGATATTGTGGATAAGTAGA
TAAAGGCATAGGCTTAAATAAGCATTGGCTTCTGCCTATCCCTTATTCAAGCATGTATTT
TTTGGAGTTCAGTCCAAGGTAGACTTTTTTTCTTCTAAGCATTAAAGATGATGAATGTAA
TGATACTTTTG
>CL9339Contig1
CGCTGGTGAACGGAGTGTCGTAGACGCAGCACTGGAGGACCTTCTCACATTCGTCCGCAC
TCTCATTCAGAAAAACACACACAACACTTTCCATACACACCATTGTAGAGGCTCAGTCAG
TTTTTTTGACTATTACAAAAGTTCTCACCAACATGAAAGAGCGGATGGTGGTGCAGTCTT
TGACCAGAGATGACCAGGTTTGTTCTTGCCGTTTGGGTTCTTCTCCGAAGGAAAAGCTAA
CCTCTATACAGAAGCTTTAAATATCCTAAAATACAGTAAACCATTTTGTTTTTCACCCTT
CTCTTTAAAATTTTTTAGCCAAGAAATCCGTGATAAATTAAACAAACCAAGATCAATGGT
CAGAAGGGAGGAGTTTCTCTTCCTTCTCCCATCAGGAATCGTTTTTTTTTTTTAAACCAA
TAAGGAAGTGTGAAAGCACCGTTAAGAAAGTGAATTTTTACATGTTGAAGAGTTTCAACA
GTCTGAGAAGTGTCTGCATCGTAAAACGTCTGAATCTCACAAAAAAAAAAAGCTGAACTG
AAATCTATTATCCACAGGAGGTAGAAATATTTTTGCATCATCCAGGAGCAAAAACAAAAA
CGACTACATTTTGGGAATCGTGACCTGTGAGAAAATGTTTGCAGAGGGCACTTTATGATT
>CL9340Contig1
TGAAGAAAATTAAGGTTTGACGGACGGAAGCAGCTCAGAGATCATGTTAGAAATGAAAAG
TTATTCCTATTTTCTTAAAGGTTTGTCCCTCCATGGCTGCTTGATTCAACCACAGTGTGC
TGTTGAAAAATAAAATAACAAAAAAACACATGGATATGAATGTTTCACTTTAAATCATTG
TGAATTTCTGGCTGTTCAGTTCTGCTTTCAGGGGTTCCCAGGTATTAAAAGGATTTTTGA
TCATTGTTTATTCTTAATATTATTTATTATAAATTTATGTATAGTATTTTATAATATTAT
ATCACTATTATTGTTTATGTTTTAATAGATGAAAGTTATTTGAAGTAATTGAAAGAGAAG
CTTTCTTGGCAATAAGCTTAGAAATTGTTCAACAAAAGAAATGTTTTGTGTAAGGTAGTG
CTTCTGCATTTGCAGACTCACGGCTCAGACTCTCATCGAGATTTAAAGTTGTAGTGACAT
TTTTCTACAACTATAAATGCTGATTGTTTCATTTTTGTTTCACTGAGGCTAAAATTTTCA
CCTTCAACCCGAAAAACTAGCCAGCAGAACTCCCCTTTAGCAGCAATTTCAATATTAACA
TATTACTTATTTTTGAAAATGTTGTTTTCCTGTTTTTGAACATTTGGTAAATAAATCCTG
GCTGACACATT
>CL9341Contig1
AAGGAAGCAGCAGGTGCAAAGCAGAGAAAATCATTTATCATTGGCTGTTTAAAAAAAAAA
ATAAATTTAGTCCAGTTTAAACATTCAAATTCAATTCTGTACTTGAAACTGTGAAACATT
TTTTATCTTTTAGCAGGAATTCTCAGAAGAACTGCATCATAGAAGATTCAATGCTGTTGG
CGGGAAAGCTTCTACCAGAACACGTGCACTAAATTATAGATGCAGTTACACTTTCAGAAA
GTTTTCTCTCAGTCTATCTGCAGTCAAAGCTGAAAATCGTAAAATAAGAAAGGTTTCCCC
TTCAGAATGAGAAACTTAATTTTTCTTTTTACCGGAAGTCTTCTTGCTATAAGGCTTCCC
ATAATGCACAGGTTCAATTTTTTGACCACACACAACATCAATTTTGATTGATTTTCCTCC
TGTCTCTGTGTAGGTGCATACTGGGAAGTTATTGTCTTTTAGTTCACAAAGGTGTGTGAC
AAACGGGTCTTTCGATGTAGCAGGCTCTTGGTCTTTCTTGCCATCACAGATTTCATGTAA
CGAGTGACTTGGATCAACAATAAACGTATTTTTATCTTTACATTTATGTAAAGGTTCATT
GATGGCTTTCATTTTCTCGTCACAATTCCCGTTCCATTCTTTTACGACGTGTTTCTCAAA
AAAGTTGTGTCCGAAGATGTGTTCAGCAGAGAGAAGCAGCAGCACAGAGATGACCTGGAT
CTTCATGGTTCCCTCAAAGTTCAGTTTCTCCTTCAGGCTTCCTTTAAAGATGTCTGAGGT
TAGACCTGGTGGGGGGCTCAGGTGTGATGTCAGCG
>CL9342Contig1



GGATCCGCGGCCGCCGGTTGTTGCATGGGTTGTGGCATGGGTTGCAACATTGGCTGCAGC
ATTGGCTGCGACATGTGCTGCGATAAAGGCTGCGACAATGACTGCGAAAGGGGCTGGAAG
AGAGGCTGGGATAGTGGCTGTGGAAGGGGTTGCGATAGCGGCTGCGACAGCGGATGGGAC
AAAGTCTGCAACATAGGCTGGGACATGGGCTGCAACATGGGTTGTGATAAAGACTGCAAC
ATAGGTTGTGATAGAGTCTGCGACAGAGACTGCGACATTGGCTGCGACTGCAATGGCGCT
GGGGCACCACGGTTTTGTGGAGTGGTTGATGGGGATGAAAAGCCTGTGGTGTTTGGGGTG
GTTGATGGAGAGGATGATTCATGGCCTGAATCTGATT
>CL9343Contig1
AGACTCCATTCGTCTGCTGGCTCTGCTCTCATTGGGCGAGGTGGGACACCATGTGGACCT
CAGCGGCCAACCCGAGCTGAAGACGGTCATCCTGGACGCCTTTTCATCCTCCAGCGAAGA
GGTGAAGTCGGCGGCGTCCTACGCTCTGGGCAGCATCGCCGTGGGGAATCTTCCGGAGTA
TCTGCCCTTCGTCCTGCAGGAGATCTCCTCCTCCAAGAGGCAGTACCTGCTGCTGCACTC
GCTCAAAGAGATCATCAGCTCGGCGTCCGTGTCCGGCCTGAAGCCGTACGTGGAGTCCGT
CTGGTCGCTGCTGCTCAAGCACTGCGAGTGTCAGGAGGAGGGAACCAGGAACGTGGTGGC
CGAGTGTTTGGGGAAACTGACACTGATCGACCCAGAAACGCTGCTGCCCCGCCTCAAAGG
GTACCTGCTGTCAGGTTCCTCGTACGCCAGGAGCTCCGTGGTCACAGCGGTTAAGTTCAC
CATCTCCGACCAGCCGCAGCCCATCGACCCTCTGCTCAAGAACTGCATCGGTGACTTCCT
GAAGACCCTGGAGGACCCGGACCTGAACGTGCGGCGCGTTGCCTTGGTAACCTTTAACTC
TGCCGCCCACAACAAACCCAGTCTGATCCGAGAGCTGCTGGACTCGACTCTGACCCACCT
TTACAACGAGACCAAAGTGAGGAAGGAGCTGATCCGAGAGGTGGAGATGGGACCCTTCAA
ACACACGGTGGACGACGGGCTGGACCTGAGGAAAGCGGCGTTCGAGTGCATGTACACCCT
GCTGGACAGCTGTCTGGACCGACTCGACATCTTCACCTTCCTGAACCACGTGGAGGACGG
CCTGAA
>CL9344Contig1
ACCTTCATGATTTACAGAGTGACTGGGAGAAGGAGATGTGCTCAGATGACACCAAAGTGG
ACCTCTTTGACATCAACTCAACCTGTCGTGTTTGGAGGAAGAAAAATGCTGCCTGTTAAC
CCAAGAACACCAACCCCACTGTAATGCATGGAGGTGGAAACATTATGGTTTGGGATGTTT
TTCTGCACAGGGCTACTTTACCAAGATGGGAGGATGGATGGAGCCATGTACTGTCTAATC
CTGAGTGAGGTCTTCGCATCTTCATCATCACATCTTTGCATTTTCTGTTTATTCCACACC
GAAAACTTGAAATGCAGCCTAAAACAGTACGACAAGCATGAGATCGTGCATACAAATGAA
CTCAGTTCACAGGAGACAATAGGTTACTTCATTACTGGTCGTCACAAATCTTCTGCTAGA
TGGTCCACGATAACATCACAGAAACAGGAAGCCAGAGAAATGTTGCTAACAGGCTGGAAA
GAATTTTGTTCTTTGGAATTGTTTGCGTGTGGACGACTGAGTGAACACATGGTTAGGCCA
AGACAAACTGCCAGTTTGTAAGGAGGATTTTTATACCTCTTATGACCGAGACCACAGAAG
TGGCAGGGTTAAACTTTAAAGTGTTTGCGTCTCCTTTCTTGCACTTGTCTCTGAAAACAT
ATATGCAGCCATTACAGCTTGCCACCTTCCACAGCGACGGGATGCAACTCCACACTTCAG
GAAAGCGCAGCCGCGTGAAACTCTCCAGGAGAGGGTTGTAGCACACCAAGGAGTCTCCTT
CTGCTACGATGAAGATGACATCCATGTGAACGGCGGCGTGCATGCAGCCCGCAAACGGCA
GCATGTATGGTTTGATCTGGCACTTTTGGGAGGATGTGTCGAAGCACTGAATGAGGCGAG
AGGGCTTCGTGAAGAAGTCCATGTCGTTCTCCTCCCCCCCAAGCAGGTAGATGGTGCCGC
CCAGGTTGACGCCAGCAGCTCCTGACACCGCAGTATCCAGCTGGTTGGTCTCTGTCCACC
CCGGCCATAATGCCCGGGTTTAN
>CL9345Contig1
CGGCACGAGGGTCAGCTCCAGTTGGGCACCGATAGCCGGGTAGCAGAATTACTCAACCAG
ACGAAGCTGCACAGTTTCGAAGCTGAGCGCGCTCAAATGCTGAAGGACGAAACAGCCAAG
AGCCTGGCTCAGTGCCAGGTGGAGTGTGAGAAACAGCAGAAGAAACTGGAGCTCCTCACT
CAGGAGTTTTATACGCTACAAACGTCGTCTGAGAAGCAGGTGGCGAAGCTTCAAGCTCAG
AACGCGGAGCAGGCGTCTCGGCTGGAGACGTATGAGAAGCTGGAGCAGGAGCTGGACCAG
GTCACCATGCAGGCGGCTGAAATTGAGAATGACGAGGAGGCAGAGAGGGTTTTGTTCTCG
TACGGTTATGGAGCCAATGTTCCAACAACGGCCAAAAGGAGACTAAAGCAAAGCGTCCAC
CTGGCCCGCAGGGTGCTGCAGCTGGAGAGGCAAAACACATCGCTGCGGAGAGAGCTGGAG
AGGCTGCAGACGGAGTCCAAGCAAACATCTGNAGGAGTTGTCTGCAGCCAACCACCTGTT
GCAGCTGGCCCAGCAGCCTCACAGCTACCTGATCGAGACGGTGAGACAAAAAGATGGCCA
GATCAGCACGTTGAAGGAACACATCTCCTCGCTTGAGGAGGAAGTCAGTTCTCTGAGGAA
GGACCACAATGCCCTGCAACAAGTGAGAAATGACATGGCCGCCGACCTGGAGCGACTTCT
CAACCATAGAGAGGAGTTGGCGATGATGAAACAGGTTCTGATCAGCATGCAGTCCAGACA
GGGCCCTGCTGTAGACCCGCTGGCAACTAATAAAGCTACCAAACCAATCAACAGGACTGC
TGCAGAGTCACCGAGCAAGCCCAAACCCACTGTGTTTACTAAAAAGGATGTTCCTGACTG
GTATCAGAAGCTGAAGCAGAAACCAAAATA
>CL9346Contig1
CAGTCCGCCCAGCTAGCTGCTGGAAGCTGCTTTGCTGCTGTGGAGCATATGTTAAACGGA
CAGGTAAATAATGCCGTGGCCATCGATCCGTCCTCCAGGCCATCACGCTGAGATGGACTT
TCCCTGCGGCTTTTGCCTCTTCAACACAACAGCACTCACTGCTCGCCATGCACAGAAAGT
CTCCCATGATCTACAAATCTTGATTCTGGACTGGGATGTTCATCACGGGAACGGGACGCA



GCACATATTTGAGGACGATAACAGTGTTCTTTATATCTCCCTCCACCGCTATGACAATGG
GGCTTTCTTTCCGTCATCAAAAGACGGTGCCCCTGAAAATGTGGGTGTGGCCAAAGGTGC
CGGGTATAATGTAAATTTGGCGTGGAGTGGAGGGCGAATGGGGGACTCTGACTACCTGGC
AGCGTTTCACCAAGTTGTCATGCCAATCGCAACAGAGTTTAACCCCGGCCTGGTTCTGGT
GTCCGCCGGGTTTGATGCAGCTCAGGGGGATCCACTTGGTGGATATCACGTGACTCCAGA
AGGATACGCTCACTTCACGCACATGCTGATGTCACTTGCTGGAGGGCGGGTCCTATTCAT
CCTGGAGGGAGGCTACAACCTCAAATCCATTTCTGACTCCATGGCTGCCTGCACCAGTGT
GCTGCTGGGAGACCCTCCCCCATCACTGGCGACCCCCCTCCCCCCCCCTCACCACTGCGC
TGCAGTAGCCATCAACAAGGTCATCCAGCCACCATGCCCCCTACTGGA
>CL9347Contig1
GGGGATAATGACACCAAAATAAAGTGGAGTTTGACCTGGAACAAAATAAAAAATAAAAAG
CCAAGTGGATACAGATTTCTTACCTGACTGTTTCATTTGATCAACATACATATGGAGGAA
ACAAAACCTTCTTGAGATCTACTCAATCAAAGGAGACATGCATCCAATGACGTGCATGTT
AACATAAAGCTGTTTTTTTTAAATGCAAATCTGTTTATATACTGATCCATATCTAAAAAT
TAGCACCATTTTTTTTGTTTTCTTTCCATAAAAAAATACAAACAAAAGGAAAAAAGCACA
TTTTCGGCAAAAAGCAAAATTACAGTGAGTTTAAAGCAGCAGAACGTTATGACGTTTGGA
GTTTTCTGTTCGACGTCCTGAGTTTCGCACCGAAGCTGCATGTGACCTTTGACCTTTTGT
GCTCCCCCATCCCAACAGGTTTACAGACTTTGAGCATGTTCGAGGAGAAGGAGTCCTCTA
CAGAGGTGAAGAGAGAAGGCCTAAACATCTTCAAGTATTAATGCAGATATAAACAGCCTG
TACACACACACGCACACGCACACGCACACACACACGGTACTAGAACCCAGAATAAAACAC
ATTAGGAAAGCTAGAAAGCAGTTTTATGGTTAGTTTGCATGTTTTCCCCCGACAAATATA
ATATATATTTTCATATATATAAATAAAAGTTCAGTGCTGTGAACCTCTCCCCCGGCCATA
ATGCCCGGGTTAAACG
>CL9348Contig1
CTGTTGCATTGCCCATAGTTTCACAAGCATCCAAGTGGTGGACAAGGTTGTTATCCTTCA
TCATTTTCTTCACCGAGTATGCCAGGGAGATTGTTACAGCGAGTGGCAGGCCTTCAGAAA
CAGCCACCACCAGAACAGTGACACCAATAATGAAGAATTTCACAAAGAACTGAATGTAGA
TCGGTGTGCATTCCTTGACCCAGGACAGATTCTGGATCCAGAAGGTGTCTACTACAAACA
GTACCACAAGGATAATGACAGTGATGGCAGACATGACCAGACCTGCTTTTCCAATCTGTA
CGGCTAGTTTGGTTAGTTTTCCTTGGAGAACAGACTTTTCCTTCTTCGGCAGATTGGATT
TCTTCTTTTCTTCAGCGTCTGCTCCCTCATCACTGTTCAGTGGCTGCATTTCCATTGCAG
CGCCGTCGTGTGCTTTAGCTTTCTTTCGGTTTTCCAGAGATCCATCCTGCTTCTTGCTTT
TTCTCTGTTTTTTCTTTTCTTCCTTTTCCTTTTTCTTTTCATCTTCATCTTCGTCTTCAT
CTTCATTAGCCCCAAGTAAAGTAAATATAATTCCAGTTTGTGGGTGTCAACTCAC
>CL9349Contig1
CCTGCTCCGACTTGAAAGTCCAGTTTCACTAGGAAGAATCGTAGAGGAAGCAAAAAAATG
TCACAGGAGACAGACAATAAGCGTCTGGTCGTGGTCGTCCCCAATGAGAACTCGTTCCCT
GCAATGCGACGGGCGTACACCAGCGAGGATGAAGCGTGGAGGTCGTATCTGGAGAACCCG
CTTACAGCCGCCACCAAAGCTATGATGAGCATCAACGGGGACGAGGACAGCGCCAACGCT
CTGGGCCTGCTCTACGACTACTACAAGGTTCCCAAAGAAAAAAGACTCCTACAGATTCCC
AAAGTGGCTGAAGTTATAGAAGAGCAGGAAAAGAGATCTATGTTGCCCAGCAACAGCAGC
AACCAATCTGAACCAGAAACGTTGGACAACCGGGTTCAAGTCCTCAAGTCTTTACCAGTG
AACCTGTCAGTGAACACAGAGCCCCAGGAGGCCAAACGAGAGCCGTTCAGCACCTCGACG
GAGCCGGGGTCGGCGGACGCCGGCTCACCGCCCCACGCCATGGTGAAAGCTGAAGGCTTC
CCCTCCGTCTTCATGCCAGGAGCTGGACTCCACTACAGAGGGGAAGGAGAGGAGCCCACA
AGGGTGGTGTTTGAGCAGAGCCCCTACGAGGCTACGACTGTCAGTCACAGCACGTACCTG
AAAGAGGACCAGAAGAGTCCACCTGACAGCCCGTACGACGAGGACACTGATGGGAAGTAC
CACTCGTCTTCCTCTCTGGCTCCAGATGATTTCTTATTTCACGAGGCGGGAGTGGACAGC
TTCCAGTACACGCTGGATGCGACGCGCTCACTGCGCCAAAAGCAGGGTGAAGGACCCATG
ACATATCTCAACAAAGGCCAGTTCTACGCCGTGACCCTGAATGAGCTCAGTGCCAACAAG
CGTCTCCGTCACCCCATCAGCAAAGTGCGGAGCGTGATCATGGTGGTTTTCAGTCAGGAC
AAGAACCGAGACGAGCAGCTTAAATACTGGAAGTACTGGCACTCCCGCCAGCACACGGCC
AAACAGCGAGTCCTGGACATCGCTGATTACAAAGAAAGCTTCAACACAATCAACAATATT
GAAGAAATCGCCTACAACGCCATCTCCTTCACCTGGGATGTTAACGAAGAGGCCAAGATC
TTCATCACAGTCAACTGTCTGAGCACAGACTTCTCCTCTCAGAAAGGGGTCAAGGGTCTC
CCGCTCATGATCCAGATCGACACCTACAGTTACAACAACCGCAGCAACAAGCCCCTGCAT
AGGGCCTACTCGCAGATCAAGGTCTTCTGTGACAAGGTGATGAAAGGTTCCTGCAAAAGA
GTCCAGAAAACATCATTTCTCTCCAGAGACGAGAAAGACTGAAATCCACATGTTTGTAGT
TTATGGCCACATAACTCACTGTAGGAGAGCTGAAGAAGGACCAATG
>CL9350Contig1
ATCAGAGCCAGAACCAGAATGGATCCCGGACCAGCCATTAAAAGAGCCACCCTTCTGCTG
TCAGCTGTCTGTCTGAGTGTCTGCTCTCAGCCAATCACAGACAGCCAACGTCTGTTTGCC
ATTGCAGTAAGCAGGGTTCAGCACCTCCACCTGCTCGCCCAGAGACTTTTCTCTGACTTT
GAGAGTTCTCTGCAGACTGAGGAACAACGTCAACTCAGCAAAATCTTCTTGCAGGATCAC



TGTAACTCTGATATCAACATCAGCCCATTAGACAAGCACGGCACACAAAACAGTCCGGTT
CAGAAGCTGCTGTCAATTTGCTATGTTCTGGTGGAATCCTGGGAGTTACCCAGTCGCTCT
TTGTCTGGGAGTTCTGCTCCAAGGAACCAAATCTCACCCAAACTGGCTGAACTCAAGACA
GGAATTCTTCTTCTGATCAGGGCCAATCAGAATGTAGCTGAGATATATGAAGACACCCTG
TCTCTTCCACTGGGGGAGTACATAGACTATTATCATGGACTTGGAGCCGATGGCTCACTG
CGGCGGACCTACGAACTGCTAGCTTGTTTCAAGAAGGATATGCATAAGGTGGAGACCTAC
CTGACTGTGGCTAAATGTCGACTGTCTCCAGAGACAAACTGTATCCTGTAGTCATACTGC
CCCCCACCATGACAACAGACTCCGCTTTTAAATAATTATGTTAGCATTAGCAGGAATAGA
AGGTGTCATAATAAAGTTTGTGTTGCATTAAAAAAAAAAAAAAAAAAAAAAACGGNCCGC
G
>CL9351Contig1
GCATATAACANTATTAAAAGAAGGTAATTNGAGAACAAAAGTCGGCTGCTGTTTGAATGT
TTTCCTTAAATATGTTCAGTACATCTAGGCCACAAGTTTAAGTTTTTCTCAGTCATCCAC
TAAAATACACCTTGGTTTTTTTCAGGTGGCTTAGAAATGTCATCAAACCAGCAGCTTTGT
GTAAAACTATTTACAATAAAAAGATTAAATGAAAGTTGAGTTTTTATCTTGGTCGGAATT
AAAAAACAAAAAGTGTTAATAGTCTCTTCTCCACTCTCAAAGCATAAGCAGTCCATACTC
AGAGGTGGAAGTTGTATGGCGATGCATATGAATGTATAACAGATAAAAATACAGCTGTCT
TTATCCCAAAAAAGAAAAAAAATGGTTTTATGAGTAACTTCTTCGTCCGTTTTCAT
>CL9352Contig1
AAATAAAGAGTACAGTTGAGTCATTGTAGATAGAAAAAAAAAGGCCTTTAGCTGTTTGCA
CAAATGCAGTCCCACTGTTGAACAGAGGAGGGCGCTCTAGCCTAACGATGTCAACACAAG
TCTGAGGTCCTAATGCTAGAAAGGAATTCAACTTGACAGTGAAATAGACCGTTCTGCTTG
ATTAATAACAGTATATAGGAAGAGAAAAAGGGCCCAAAACATCCCATAATACAATACAGT
TGATCTCATTAGACAGGAAAAGTGAAATTAAAGGATAAAAATCAAGCATTTTCTCAAAGT
TACAAGACAAAACATGGAAGTGGGTGGCTCATGTGTAAAAAAAAAAAAATNTTTTTTTTN
TTTTTTTAAAGNAAATGCNTTNAACCCGGNGGCCTGAACCCCCCTAGGGGCCATAATGT
>CL9353Contig1
GGGATAGTTGTTTGTGATAGCAGAGTGAAGATGTTTGCTAGCAGGCTGCTAAAACGACAC
GTTTTGGAACTTAAACATGTCTGTGGCGGACGACAAGCGTTTTCTTCTGGGACTACAAGC
AAACAACGGAGCCAAATGGAGAATCTTGAAAGCCACACCTCTCAAACCCGGCTAGAGACT
TCTAGCGCCAAGACCATGATGGACATCGGGACGCGCCAAATATTCAACGAAGACCACGAC
ATTTTCAGGCAGAGCGTCAGACGGTTCTTCCAAGAAGAAGTGGTTCCACACCACAAAGAC
TGGGAGAAGGCGGGGCAGGTGAGCAGGGAGTTGTGGGAGAAAGCTGGAGAGCAAGGCCTG
TTGGGGGTGATGATACCAGAGGAGCACGGAGGCATAGGAGGAGACGTGTTCTCCGCCGCC
ATCACATGGGAGGAGCAAATGTACTGCAACTGCACTGGCCCGGGTTTCGCCCTACACTCT
GACATCGTCATGCCCTACATTATCAACTATGGGAGCAAAGAGCAAATTGAGCGCTTTATT
CCCAACATGACTGCCGGGAAGTGCATCGGGGCGATTGCCATGACAGAGCCTGGCGCAGGC
AGTGATCTTCAGGGTGTGAGGACGTACGCCAAGAAGGACGGAAGTGATTGGATCCTAAAT
GGCAACAAGGTTTTCATCACAAACG
>CL9354Contig1
CGTGACCCCAACCTGCAGAGTGCGTTCCAGCTAGAAGGAAGGATTTCCAGTCCCCCCCTC
CATCACCTCCCTGCTTTCTTCGCAACTCCATTTCTTAAGTTTATGATGTGACTGTTACCC
ATTTCTATCCTTTTATTGATACGTCTTTTTGGTACAACTGTTCTACCTCAGCGAGCACCA
CGTCATGGGTAGTGTGTAGGAATGTGAAACGCTAAACTCTTCAAATCTGGACCCCCCCTC
ACCAGATCCAGCCAAACGGCCTCCAACCGCAGGGCGCACTGTACAAACAAGGAGGATGCT
CTCTCCATGGGGACGCTCTCACGGCCTGACTGGTGCCATTGTAAAGAATGTCAACTGCAT
ATTTGTTACGAAGTCTCCCAACGGAAGGCAAACAGTGCCTGTAACGTCAAGCTGTGCCTG
TAAGCCGGTTCAATAAAAAAGAAACAGAAAGAGAAGCATTTCAGAGTACCTGCTCCTCGG
TGGGATGTACAAATCAGGAATTTTCACTCTCCTGCCACTTTCCTGTGTCAATTAAATTAT
TTCGATTTGCCAACTACTTTCTGTGGTGGAGTAGAACAAGTACTATTACTTTCTGTTTTT
GCCACAGAGCCGGACAGTGTGTTCGAGCGACAGACTGAGGTGTTTCTATGTGTAAATCTT
AACGAAAACGTTGTCAGTTTACCCTGAAAAGTGGCCTTTATCGTGTGAAATTTTATACTT
TCGAAATAAATGTGGTTATATTTGTTTGATGCAAACCTGCTCAATTATTATTATTTTGCT
GTACATTTTGCAATTGTGTTTATTTTAAGAAAAAAAA
>CL9355Contig1
GTGTGTACAGTAGAGGAATAATTGCATGTGCAGTGATCGTCTTTGTGCATGGACCACCAA
CCTTATAAGTGTAGAGGGAAAGCCACCATACAGTAATCCACTGTTGCTCCTTTTATTTTT
TTTATTTTTATTTTTTTGTGATAAAAACAGTGACATGATACAACAAGGTCTTTGGCATCA
CTGAACTTGCTTTCTGACTTTGAACTTACTTTGTTTCAAAAATTAAAACCATTTAAATTG
AGAGATGTTTTAAGTTTTTCTAAATTAATAGGTATGCATTTTTGTTTGATGTACTGAGCT
AATCAGTGTGGGGCTTCTTTAGTATTTGTATTATCTTTAGCTCTTGTCATACTTTAAGAA
TTAAAACTTTTCTTTTATAAAAAAAAAA
>CL9356Contig1
ATGACTTGGGCAGTAATACACCCAGTGACAGACATGAAGGAGGGTGAGGAAGCTGCTGGC



CTGGGTGGTGGTTTAGGAGCTGAAAGTGGTCTTGTCAGGGCTCTGAATCCAGAGCCATGA
CTCTTAAGTTTTTGACTTTGCCAAAGTGTAGCTAGAACATCTTTACCTAAAACTGTTTTA
ATCAGGGAGTTCCCATTGTGGCTCATTGGGTTAAGAACCTGACTAGTATCCAAGAGGATG
TAGGTTCGATCCCTGACCTTGCTCAGTGGGTTAAGAATCTGGTGTTGCCGTGGCTGTGGC
GTAGGCCTGGCAGCTGCAGCTCCGATTCACACCCTGGCCTGGGAACTTCCATATGCTGCA
GGTGCAGCCATAAAATTGTTTTTTAAAGACCAAAAAAAAAA
>CL9357Contig1
GAGGCTTGGAATAAATGGACCCCCATGATATCGTTTCCTCACAGCAGAACCGAGCCAGAC
CTTCTTTAAGCTGCAGTTCTTTGTTTGTTCAGGGTTCTACTGGGGGAACTGGGTGGGTGG
AGGGAGGAATCTGGTGAGGGAGGGGTCCCATCTGTGTGTGATTGTCCTGTGGTCTCTGTT
TAAAATAATTTTCATTTTTTATGATTATTTTATCTGCTTTTATTTGAGTTTTTTTAACTG
AAATGAGAGGCACTATATAAATAAATAAAGTTTGAGTTAATCACTTATTAAACATTCATT
CACAGAGGTCAATGGATCTAAATAAAATGCACTTCACTGTTTTTATTGGTTTATTCAATT
CTAAACAGACTGAATATTTTTCTTCTGACACTGATAATAAACTTAAGAGGGGCTACAGAA
AAAAAAGAAACAGCTGCTTAAAATGTAAATGTGCAAATCAATGAAAACTTAAACTAATTT
GAACTTGCAAACATTTGTGAAAAGAAGAATTTGGAGTTAACCTCCTTTCTCTCCTGAAAC
GTCACCATCAATATCAGGATTCAGATCCTATGCAGAAACACATTTACTGTCATTCAAGTG
AGCAAAGCAATGAAAAGTCCAAGAATCTTTTCCTGGTTTCTGCCAAACAACACCTGTCTT
CTTCCTGACCTNTGATGGGCGCCATCAGTGACCAGTTCACTCCAACATTGTCCAGCACAG
TAACTAGAGAGCTGACTGTGTCAGCAGCTGTTGTGTCCATCATAGGAACAAACTCTATGA
ACTCTGCTATGATTGTCTCTTTAACACTTCTAATAAGTTTGCACAGCTGCATTTACCTGT
GATGTTGGTGCAATTATCAATAGTGACTGAAAATGCAATCAATGACTAGATTTCTTCATT
TGGCGTCCAAGTCTCCTCAGAGATGATGGATCTGTAGTCCTAATCCTTGACACACTTATG
CTAGCAAAGATCGACGGCTTTTTGGGAACAAGGGGAGGGTGCTTTGTCACGGTGTGTGTT
CCGGAAGAGGCTTCGGACTGCAGTCCGTCAGGAGAACCCTGTCTCCCCTGGGAAACAGTC
TCCAAACAGATGAGCAGCTTTGGGATGGTGTGTGGTGGTTTTTAAATGCGGAAGTGCCAC
TTTGGGCAATCCTGAGAAACCGTGTAAACAATCATGTGAATTTAGTTTCCAGTCAAGCCC
AGACAAAA
>CL9358Contig1
TTTTTTTTTTCAAAGATCCTCAGATGAATCTTTATTTACAATCCTTAACCAACTACAGGA
GCCAGAGTTCAACCCCTCCCACAGCAGCAGAGCAGAAGAAGAATTGAACAGATTCTTTGT
CCGCTGTGGCTGGTTCGCCCGTCGTCCTGAGTCAGGCGGACCTCTATTCACTAATGCGGA
GACGAGGATCCAGATGGTGGAGTATGGGAGTCTGGGAGAAGAGGGACTTGGGTGGCTGCG
GGCATCCAGACGCTGACATCTTTTGATCAGCGAGGTGAGCAGTGCAGTGACTGGTGATGC
CCCTGATGAACCGCTGGTTGACGTTGGCGAACCCCAGAGCTGTCGCACAGACTTTGGCTG
TGGCCACTGAACCACAGCCTCAACCTTCCCTTGGTCC
>CL9359Contig1
TTGGACTTTAGTGCCACGCTTTACCACTTGTGTAGATAGAACTTTTCTGCCATTTATTTC
AAGCTACCAGAATCTTATTGAAATATTTTTGTGGTGGACATGGGAATTTTTGGAGCGATT
GTAGTTTTTTCACAGATTTCCAATGGAATGTTAAAGATTTTAATACACCACTAAAGCTAG
GGTTTTATATCATGAGTGAGTTGGTGTTTCTGCTTGTTTTTCCTATGGTATGACTGTTGC
CAGGAGCTTTGTGGCAGTGAAAGAAGACTCCCAGGCTTTTGTTGTGGAGTTTGCNTGCAT
TTCCTGGGTACTCTGGCTTNTTCTTGCAGTCCACAAGCGTGTGTATGATTAGGTTGATTG
TGTAGTCCTGAGTTGTGAGTGCGTGCGGTAGTTGGTCTCTGTGTGGCCTTGTGATGGANT
TTGGTGTCGGTGACAGCTGGTCTGCTGTGCTGCTGAACATTTAGGTGGCTATAGAATAAA
AAGTTTATATTTGGGTCTTTAGAACTTGCATAAACTTAGTATTAGACTAAATCTAATAAA
GTGTAATTCAAACTGAAGTGGCATTGAAGGACACCAAGAAAAAAAAAGGAAAACAAAAAC
TCGTGTTAAACTCTACTATTCCATAGGAAATCAACTTTTCAGTAACATTTCAATATTGCT
GCCTTGTTCAACCAAATTCACAAACTTTACAGTCACGATGCATGAATGAAAAAGCTGAAA
TTTCAAGTAATTGTCGATTAGTTACAATTTTGATATCAGTTAAATGAGAAATTTAAGTTT
TGTATGTGTGCGATTGAAAAGATTTGTTTTTGTACTATGGGTATTTGTTATTAAAAAAAA
ATGAATAAAGGAAATATAAACTAAAATTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACC
TT
>CL9360Contig1
GTTTAAAGCTCTGCGGATCATCGTCCGCATCGGCAGCGGCTACGACAACATAGACATCAA
GTCTGCTGGAGAACTTGGCATAGCAGTATGCAACATGCCAGCAGCTTCAGTGGAGGAGAC
CGCAGACTCCACTCTGTGTCACATCCTCACCTTGTACCGCCGTACCACCTGGCTGCACCA
GGCTCTGCGGGAGGGCACGCGCGTGCAGAGCGTGGAGCAGATTCGAGAGGTGGCATCGGG
AGCGGCGAGGATCCGAGGAGAGACCCTGGGACTCATAGGACTTGGTCGGGTGGGCCAGGC
TGTAGCGCTGCGAGCAAAAGTGTTCGGCTTTAATGTGATTTTTTATGACCCTTATTTGGC
TGATGGAGTAGAAAGATCTCTGGGGCTACAGAGGGTCACCACCCTACAGGATTTACTTTT
CCACTCTGACTGTGTCTCTCTGCACTGCAGCCTCAATGAGCACAACCACCATCTGATCAA
CGACTTTACCATCAAGCAGATGCGTCAGGGAGCCTTCCTGGTGAACACAGCCAGGGGGGG
TCTGGTGGATGAGAAGGCTCTGGCTCAGGCCCTGAAGGAGGGGAGGATACGAGGAGCTGC



TCTGGATGTTCACGAGACAGAACCTTTCAGTTTCAGTCAGGGTCCACTGAAGGATGCTCC
CAACCTGATCTGCACGCCACACGCCGCTTGGTACAGTGAGCAGGCGTCACTGGAGATGCG
AGAAGAGGCGGCCAGGGAGATCCGAAGGGCTGTGACAGGTCGTATCCCAGATAGTCTAAA
GAACTGTGTGAATAAGGAGTTTCTCTCCCAGAACAACCACTGGGCAGGAGTGGACCCAGC
CGCAGTCCATCCTGAGCTCAATGGGGCTTACAGGTATCCACCAGGAGTGGTCAGTTTGCC
ACCCGTGGGCTCCCCCCTTCA
>CL9361Contig1
AGGAATTCGGCACGAGGGGGAAGCTAGGACTCCTGGGTGGTGGTGGGTCGCCTGTCTGGG
GCTTGGTGTGCCCCCCTGGGTCTACGGGTCCGGCTGGGGCTTGCGCCTTCTACCCCCTGT
GTAGACGCCTTAATGCCAGAGATGACCATTTTGCATTTAGTGTGTTAGTTCAGTTTACAG
CCAGTAGGGGGAGCCGGGGTTTCACTCTGTAGTTGACGGGTGGTCACGCAGCAGATGCAC
GTCGGTCTCAATTTTGGAATGGAGTCAACAGTTTTTTGACCTCGCTAAGTTCTTCTCGTT
AATTTGCATATTTTCTTCATATTTATTCAGTTTTCCCTTAAGTTCACTGTGGATTATTGT
TCATTTTTCAACCTGAAGAAAAAGGAATTAAAGATTTTCTCTTTTAAAAAAAAAA
>CL9362Contig1
GGTTTTTTTCTATTTCACTTGGCATTCGGTATGCCTGGTTTTATAGCTCCATTCTATTGG
CAGCTTGATTTAAAATGTGGTGTGTGTATGTGAAGGAATGTGGTAGTTAAAAAGCACTGT
CCCACTTTCAAAGCTGACTCCCAGTCCACCTCACAGATCCTTTGGCTTCAAACAAGAGCG
TTCTGCTTACCTTTTACTTATGTTTTCAATTAATTTTGTGGCAAATCATTTTCTGAGCAG
TGATCATTACTTGTAACATTTTAGTCTATATAAAGATAGACACAGAACACGACTCTTTGC
TTTTCAACTGTGTTCAAATTTCAACCAAGCCTTCTGCTGGTCATACCAACTATTGTATTG
CTACGTTCATGCCAGGCATGCGTCGCAGACCAAAAAAAAAA
>CL9363Contig1
GGCACGAGGGTCATACTGGACTCTGACAGTTTCCTTTAGTGGAAGATTCTCCCAGCTGTG
CTCACCTCAAACACACATACCACACGGACTATGTCACGTCCTGCTCTTATCTGCTCTTCT
TCTGCACAGAATCAAGCTGGATTAATCTCTGTTGCTTCTGCAGGTTAAGCCCCACGGGAA
GAACCCCTACTGCTCGGACCTGCTGACGGACGGCGGCTGCGTGGCTCTGCTGGTGGTGGG
ATTCCTGTTGGTCACCCCCCTGCTGGTCCTGGCGCTGGCTGCGTACTGCCGCCTGGCTCG
CCACCTCCAACTGGGCCTGTGCTTCATCCCGTACAGCCGGGCCGTGTACAAGAACCTGCC
GGCCTCCCAGCACCGCGGCCTGGGCACAGGGTGCTGCGGAGGCGGAGATGCAGCCGACAG
CGGCGGGAAAGGAAAGGTCTGGGTGTGAGAGCAAGAAGACAGGGGGAGGGTAATTATAAA
GGGAAGAGGACGAGATTCTTATTGGCTGTTAGTAACTTTACATCAACACCATGAAGTATT
CATCGGAATAGGAAACGCAGATGCTTAAATCAATGTAATCCAAAAAATTTGTAAAAGTAC
TTCTCGTAAAGAATCACAGGACTGTTTATGTCACTTCTAAGATTGTGTTA
>CL9364Contig1
TTTCTCCGATCTCAACTCAGGAAAGACCGAGCTGAGTTTGCCCGCCTGATCAGGGCTCTG
ATTGGCTGCGCAGCTCTGCCCCTCTGCAGCGATGACTGCAGCTCTCTGAGCGCTGCAGCC
TATCAGAGCGTGCCGAGCCAGGCCATGGCGGTGTGCTCCGCCCTCACAGCATTACTGGAA
AACTATGGGAAAGGGGGAGGAGTCAAAGGACCTGCAGCACAGCTGTTGCATACTCTTGCT
CCGCCCATCTGCGTGTTTGCCGTCACACATTTCCAGGAACAGGCATGGACATTTGGACAT
CTTGCTCGTCTACCTCTAGTCCCACGAGGATCAAGACTCTGCAGATGTTCTGACCCACGA
ACTGCTGCAGAGGAAATCAGGGAGGGGTCATCACCGGAGTGTCAGCAGGTCCGGTCTGTG
GTTCCGAACCGCTGAGCTCTGCTGCTGCTTCTTCAGACGGCAGCGCTGAAAAACACAGAC
AGCTCCTAAGGGGGCGGAGTTTCTGAACATCAGAGTATTTGACGTTTGGCCTGTTTGGCA
GAACACGTCTGTGAGTTTTTATAAAAAATATTAAAATGTTTCCCTTCAGATGTTTCTGTC
ACAGGATTTTCTTCAACCTTCAGTTGTTCTAGAAACATAAACCCACTGGAGGATCACCGT
TACCACCTTTTTTCTTCCTTTAGTCTCTTCCAATAAATGTGAGCAGTTTAACAGGAAATT
GAATTAAAAATTACTTATTAAA
>CL9365Contig1
CCAACGTGAAGTTGATTAATGTACCTCTAGCGAGCGGGAGTAAAACTTTTGGAATACTTA
GCTTAGAAGTGCCGTCCACAACGACCACGGCTAATACTGCCGTTAACAAAAATGGAAGTT
TAAACTTAAACAGGTTCATTTCCGATTTGCGGATCTCAAGGATTTATCATATCAGGGGCA
ATCCTCAGAGATTTTTATGAATCTACTACTTGTGTTTTGGCTATATTCTCTCCAGCTCAT
GGAGTTGAGTATTACTGCTGTGATGTTGCACTTTTATCTAAAAGGTTATCTTCACTGCTA
CCTAACATAGCCGCCAATGAGGCTAACGCTACAGTTCCGTCCCGTTGCAGTTTCACATTT
ACTTCATACAATCAATGTCGCCGCATGTTGGTGGTAACAACTAAAAAAGTCCTCTAACGT
TCTTATTTAAAACAAGCGACTAATTTAAACACAACTATGCAAACTGGACATTAAATAGAA
ACCTACTGTAACGGAGTAACACAACTGGTTCGTAAGCATTAGCTCAAAATACCTATATTT
CATACAATACCCGCCATTAGCAATAATTGGACTTCCAGTGAGCATCCGGGAGTAGAAT
>CL9366Contig1
CTTAAAGCCAATTTCTGAGCTGTATTTGTGCACAATTGCTTGAGGTGTGTGCCANTTCAC
ACTACATGATCCCCAGGACTGAAGGAAGAATGGCAGCCGGATGACAGCGGGGCGTGTGGG
TCAAGACGTAAAGAAACGTTCCTAGTTATGTAGATGGAGTTTCGTTACACTCTCCATGTT
CCTTGCTGAAATTTATTGCCGGATGCTGATGAGTGATGACTGACATTCCTTACTGTAAAA



AGCCTTCTGTACAGAATGTATTTTTCTTTTTAAAAGCTGAATGTTGCTGCAGACTCTGTT
GTTTTGGTTGTTCCCTGTAAAACACACAAAGAATAAGACAACATTTTGATCCATGTGACT
GTTTATCAGCGTCAAACTACGTGTACCAGGTAAAACCAAGCTCTATATTTCGTCCAATCA
CTGAAGATCTTTATCAGGTCGCATAAATAACTCAGATCTGGTCAAAAAAAAAAAAAAAAA
AAAAAAACAT
>CL9367Contig1
GGTAACTTCAGTAACCTTAAAGGAAAGAAATTTAAAGTCAATCCAAAAAGATACATTGTA
AAGGAGGGTGGTTGGTGTAACATTTTTAGCTTTTTATGTATCCAGTTTCTATTTCAGTCG
GATACCCAGTTTGTTAACAAAGTGTGTAATCATAAAGATTTTAAAATGTATTGGGTTTTT
TTCTGTTTCCACTTGGTGTTACATAGTACCGCATTTTTTTCATGTACTTTCATGTACTGT
ACACCTTATTAGAAGACATTTGGAACTTTTGTTAGCATGATTTCATCAAATATTGGCTTT
TTGACTGCTTGTCTTCGTGATTTTGACACAAATGTATTTGAAAGTCAAAACCAAGGAGAA
GGTTGTACCAAAGATCTGGTATCTTCAGTGGATTTTAGTTTAATCGTAACGTCAACTTAA
AAGCAATCATATCCACGGTCGCTCTTCTCTCCTTGTGGGTTTCATTCATTTATGAGTTGC
TGCATACTTTTGCACCCTTATTTTATTTTTTTGCAATGTTTTTATCTAAGATGCACTGCT
AAGCAAAACTGAGAAGCTGCAGACATGGGGCTATTCTCTTAAAAACTCTGTTTTCAGGTG
TTCTTAAAGAAAGACACATGTAGACTTTGATGTACATCCAGCTCAATTTTCTCTTCTTTT
AAATTTGTCATGCGCTTTTTGTTTAATGAGCTAAAAGTGGGAGCAAACCTTTTTGAAATA
AAATCTACACATGACTGCCAAAAAAAAAAAAAA
>CL9368Contig1
TTTTTTTTTTTTTAGCTCAGAAACACCCATAACAATGTAAATTAAGGTATTATTAATGAA
TTCTGAAAAAGCAACACAAAATCTGAATCCTCCTCTCCAAACAGCTCAGCAGATTGTTAG
CGGCAGAACACGGCTGCTCCCTGCCAGCGTGGCAGATGGCGTGTTTGGACCAACTTGCTA
CAGGGAGGTTTCACTCTGCTCTGATAAAAGGTGGGTGATAATCTCCAGCAACAATCAAAA
ACCTGCATGCCAAGGAAGCAAGAGTGATGCCCCACTGTGTCTTTTTTTAACCCAATCTGT
GACCCAAAAAAAATGTAAGGTGGTATTGACCTTTTATTTTGATAAGTGATGGCATGTGGG
TGATTTTAATGGTGAAAAATTATGTCTTGTGGAGGAGCAGCAGGGTAGTTACCAGCTAAT
GAGGTGTGCGTGTGCAGCAGTGGCTCTGTGAAGTTACTTCAGGCTGGAATAGAAAGTTCC
TGGACCTCCTGCTTTAACTTTTACTCCATCAACTATGTGTTTTTTTTTTTAATGGTTCAG
ATGATTCACTTCTCTGTAGGATTCTCATTATTAATCAAAGTATTGGTCCAAATAGAGGGT
AGAGTTTGAGAAAATGATGTTAACTCAGATCCAGATCAGTTAGTGGCTGTCCGTTTTTTT
TAATAAAAAAAACAAAAAATGTTTGTG
>CL9369Contig1
TTAAACCCGGGCCTTATGGCCGGGAGGAGCTTCAGGGTCACCGCTCCTTCCTTTGCAACG
TTGACCTCCGAACAGGACGATAAACGACCAGAGAAACCATGGCAACCATATCCCCCTCCC
TCCCTCCCCCCAGCATCATGACATCACAAGTCAGGGAAATCATGATTTTCAGTGGAAGAT
TGTTTGGACTTGGGCTGCACCCGTTTCCCGCTCAAAACATGCGGACCGTAAGCATCTCAG
GTCCACCAAGGAAATCCTCATGGTGACGTTGTTCCAGCGTGTGTGTGTGTGTGTGTGACG
TAGCGTAGGGCTTTTATTTGTGGTTTTTTTGGGAACAGGTCCTCTTTCTTCTTTGTTTTT
TGAGGAGTTTCTTCTTTTTGTTTATTTTTAATTAATTTGTTTACCGATTAGCAGCCGGTG
AATTTGATTATATTTTTTTTTTGTAG
>CL9370Contig1
CNGCACGAGGTGTCCTTCCTCGGCCGCGTGCTCGCAGCGTTTCCGACACCAACTCTGAAC
ATCGACATCAAAAATGCGGGATCGAACAAAAGAGGTAGATAATAAAGCCGAGGCCTCAGA
TGAGGAGAACGAGGAGAAAACGGCTTTGATGAGCAAACCTGGCAGCTCTTCAACAAAGGA
AGATAAGGAGAATGAGGCTTTTTTCAAAAAGGCGCAAGAAATCCACGAGGGGTCGCAGAA
CTTAAAGAGGATGGTGTCACAGCTGGAGAACAAACAGAAGACGGTGCTTGGGCGCGGCGC
TGCCAGAGGAGAGCATGAAGAAAGAGCTCCAAACTCTTCGAGAAGAGATCAAAATATTAG
CGAGCCAGATCCAGAGGAAGCTGAAAAGTATTGAATCCAAAAAGCCGGACGATGATGGCA
AATATATTCCCATAAATGTCCGGATGCAGCGCACTCAGCATGCCATACTTTCCAAGGAGT
TTGTGGAGCTAATGGGCCACTGCAACACCATCCAGGCCAAGTACAGAGATCGCAACGTGG
AGAGAATACAGAGGCAGCTTAAAATAACCGGCACAAACGTGACAGAAGAGGAACTGGACA
CGATGCTTCAAAACGGCCAAACGGATGTTTTCACTCAAAATATTTTAAATGATGCAAAAG
CTACTAAACAAGCCCTAAATGAGATCGAGTCGCGGCACGATGAGATCCTGAAGCTGGAGC
GGAGCGTCAGAGACCTGCACGAC
>CL9371Contig1
CCCGGGCATTATGGCCGGGGAACGGAAGAAAGATAGCTTGGTAGCCACACGCTGCTAAAC
CCTTTTCTAGCATTGTCAAGGTTTTGTATTTTGTTCAGAGGTCAAGACCTACTTATTTAT
ATCTTTTGAAAAACAGGTTTAGTCTGTATTTTTTATGATATAACGCTGAAGCGATGACGG
GCTCAAATGAATACAAGCTGAACCAGGGACCAGAAGACAGCATTTCTGCTGTCAAGTTCA
GCCCCAGCACTGCCCAGTTCCTTCTTGTTTCATCTTGGGATTGCACCGTTCGTCTCTTTG
ATGTTGGAGGCAACACCATGCGAATGAAGTACCAGCACACAGCTCCAGTTCTTGACTGTG
CTTTTTATGATCCAACACATTCTTGGAGTGGAGGCTTAGATGCCCAATTAAAAATGCACG
ACTTGAACACAGATCAAGATACAATAGTTGGAGCACATGATGCCCCAATTCGTTGTGTGG



AGTACTGCCCGGAAGTAAATGTCATGGTAACAGGCAGCTGGGACAGGTCTGTTCGTCTCT
GGGACCCTAGGACCCCCTGCAACGCTGGCACATTTACTCAGCCTGAAAAGGTGTACACCC
TCTCTGTTGCTGGGGACAGACTGATTGTTGGAACAGCTGGAAGACGAGTCCTGGTGTGGG
ATTTGAGAAATATGGGATACGTTCAGCAAAGACGAGAGTCCAGTCTCAAGTATCAGACTC
GCTGCATTAGGGCATTCCCCAACAAACAGGGCTATGTTCTGAGTTCAATTGAAGGACGTG
TAGCTGT
>CL9372Contig1
GCACGAGGATTTTTACTTGACTCTCATTTTTACCTTTTTTTATATGACTGATTCGCCTCA
GATCTGGACCAGGAATCGTCTAGGAGCAGTAAAAATGGTACTGATGTGCTTCTTTTTCTG
ATCCAGAGATGGTTCTACTAGATGGGGGTTCTTCTCACCTGGGACATGGTTTAAATTTGT
GCGCCTGAGTCACCAATGATGTCCAAAATGAAGAAAAAAATTAAAATTATTGTACTAAAA
TTGGGTCACATTGGGGGTTTTCTGTGACAGGAAATGATTAAATACTGTCAAATATTTGTC
AAGCTTGTAAATTGATTGTTTATTCTGAGTTTATATTTGAATTTAAACTGTCAATTTAAA
GGTAAAAGATTTAACAAAGAACCTCAATGTTTTAATTGAAAGAGTCCTTTGCTGACTGCC
TGCCCCTATTGCTGGCCATGGTGTCCCCCTTTCCAAGAGTGTGGTTTGACCATTCTGGGC
CCCTGGGCAGACCAAAAAGGGGAGCCATTGTGAATGAAGACCGCTTTTCCCATTAGGCCC
AGGCCGGGTGGTGAGGATGCCATGGGGTTAGGAGCAGATGTGGGTTCAGCTCTTATAGGT
GCCTGAAAAAAAAAACCTGTTTATAACAGTCAAATGTTGTTAGTTAGGTTAGCTTANACT
CTTGCTGTAGTTGACCGTAAGTACCTTCAGCAGTTATGAATTTTTTGTTTTTGTAAACAG
GCTAATGTCTACGCTATTTTGTAAACTTTGAAGTACATTTTTTTTAGGTAGACTGTTAGG
GAGTTAAATCTTTTTTTGCTTTTTGTTTTCCAGATGAATACTGATGCANAATTTGTAGTT
TGTAG
>CL9373Contig1
CACGAGGCTCACTCCTATGAAGCAGCAAGTGGTTTTGCCGAAAACGGAAAGGGAGTTCAA
AGATATTCTGATCAATGGACCATGTCCGTTTCCTCTTGTTAATAATTCCAGCCATGTCTT
CTCTGCTTTTAGTTCTGTGGAAGTGTCTTTTTTGGACCGCTTTCATCAACATCTGTGTTT
GACTAACATTGGTTAGTAACTGTGTGCTTGGAAACTGTTTTGTTTAACTGTTAACCAGAC
TGTGAGACACGCAGGCTAAATGCCGCTGTTTGATGTATTCTCCCTGGGGATTCTTTTTCT
TTTTTGCCTCCATGGGCTTTCTTTTTTGAATACATTTGATACAAATTTTTGTTATGTTTA
CCCATATTTCTCTCAATTTTACCAAACTAGAAGTTATACATGATAATGTTTGAATTAGTA
AGGTGGCGCTTCAAAGCGAAAAGTTTTTTGACCCCTAAAAGACCATGTAGTGCCCTGGAT
TTAACACAATTCGGACACATGCTCACTACTTTTTTCTATTTTTTTCAAATAACAAATATG
ACATCCTCTTTTTTTATCCATGTTCATCTGCAGAGAAAATCTAAATTCACGAAATTTTTA
AATTTGTGGTTACTTTTATTTAAAAAATGTCCCAACCTTTCAGGAATTTGGGTTTGCATT
CTAATGTTATGTTTTCTGTTAAGATTATATTAATTTTTTTCAATGTTAACTTCTTTTTGA
CACAACCACAGGAGTTCACACGTTTAATCTAGCATATCCGTACCTGGAACACTCTGGAGT
CTGGTGGCAGAACTTGTATGGTTTTATTCATGCCTTTTCTTCTTAATGTGTGTCTTTGTG
TTGATTCACTTTTTGAATTATCGTTTTGAGTAATTATAATTTTTTTTTGCAAGAAGACAA
TGTGGGAAAGAACAGTATA
>CL9374Contig1
CGGCACGAGGGTTTTATGACATGCGTGCTGGGAAAGAGAGAAGTGACCTTCAGGACGAGG
AGCAAGTGTATGTGAGGAACACACTAAAAAAGATATGGGAGCCAGGCACTATCTTGAACA
GGCCTAATCCCATAAGAGAGCCCAGGACATACCTTGTTGACATCGAAGGAAAAACCTACC
AGAGGACAAGGGAACATCTCAAACCCAGACAAACAGAGACACCCAGTGGAAATCGACAGT
TAAGATCACCTCCAACAGATGAATCAATACCAGTTTCTCCACCATATCACTCACCAGAAG
ATACCACATCTACCATATCTGGCTCACTGGAGAAGACCACTCTTGGTTCCCCACAGAAGT
CAGGAGATGTGGAAATCTCCGGAGAGAAACCCCCAGTGATGTACAACAACAGGGGAGGAT
ATCAGATGAGAAGCCAGAGTACTAGATCTGGGAGGATTACACGCATACCACTTAAATTTA
ATGAGTAGAAAAACTTATACTGTTTTATAAAGTTAAACGAGTATGTTATTAAAAGGAGGG
GGATGTCATAGTATTATTATGTTAAGAGTAAAAATGCAAGGAGACAACATAGATGTTGTT
ATTCAGAGCACTTTTGTTATATTCCACTAGATGGCAGTGTGAGAGACCAGATGCTTTATT
TTACGCTCTGTATATTCTGTTCAGCACTCTCTTTGACTGTTCTGTATGCCAGTGTGCATC
GATCGTTGGCTGAGGAAAT
>CL9375Contig1
AGATTTTATTTGGAATATTAAGACAATGAAGCATAAGCCAAGCACCAAGAGTGAGCTACA
AGTGTTGCATGATACGACTCTTAAAAATGAACAGGTTATGTTGGAAAACAGGGTTTTTTT
GTCCCTCTCTTTTGATTGATTTAACAGATACACAGAATAGAGAGAGAAACATGAACATGA
TAATGCCATTTACACGTGCCCAGTCCAATCTGACAGCAGAAGAAGAGGAAGAGAGGAAAC
ACATCAGGAGAAGCTGAGGAAAACCAGAACAGTGATATCCGCCTGACGACAGCACGGTCA
GCCTGAGCCCACCCCCCCCAAAAAACACACCTCCCGTTACAGGCCCTTTGTGGTGGGCCT
GAACGTGTATGGCGCTCTAGGAACACTGCAATATTGCAGATCGACGACCATCAGTTCCCG
TCAATGTCAAGTCCCGTTGCCTCGGCACCCACATCCACAGCAACTGGTGTGCACATAAAG
CATTAAAGTGACAGGATTGCAACAATCGTTCAACTACACTCCGTTGCGTATTAGGGAGAA
GTAAGAATGAACTTTCACACATATTTTTCTGTTTGCATATAGCACTCAACCCAGCTTTTA



AAATATATATNGGAACTTGAAAAAAAAAATCGTTTTTTTCTCTCTTAAAGATCTGAAACA
AAAGGTCGTACCAA
>CL9377Contig1
TTTTTTTTTTCTAAACAAATTCAGGTATTCTTAGAAAAACAGGATGATTGAATGCACGGG
TCTGTCTGCAGGACGCAGGCGGCGTCTGTGGTGAAGAGCTACACCTACGATGATGGCTGT
GAGTCCTGCGGAACCGACACCTTCAACAGGGAGCCGTTCGTGGTCATGTTCTCCTCCAAA
CTCAGCGGTACGCTCAGCAGGAGAGTGCTGCTCTCCTCTTTTCAGTCATACCTTCAGTTA
GGACAATGCTTTCGTGAGAGTGTGACGTTCCTTGGTCTGGGTTGATGTCAGGAACGTTCT
TGCTGTTTTGCAGCCGCCGCCAGCTTTGCTTTGGTTCCTCAGCACACCTCTCCAGACTCG
GCCGTGCAGGAAGTGGATGCTCTGTACGATGTGGTCACTGATGTCCGTTCTCGC
>CL9378Contig1
GAGGAATTCGGNCGAGGTTTCTGTTTCTTTTTCGGATCCTAAAGCGAAATGTGTCGCACC
TGCGCTTGAGGAAGCACACGAGGAGAACAGGAAAGCCTTTTAAAAACCAAACCTTCGTGT
TGACGGAGACTAAAAAGTTACGTTAAAGAAGTTTGGACTGCGAGGACACATGGCATGTAA
CAAGGCGGCTAGAACGTTTAAACCGAGAGCAAATTGTTTTCTTCAAGGAGGAATGAGGGA
AAGGCAGGTTTCCTGAGCGATGGAAAGTGGAAAAGTTGGTGCCTCGTGGAAAGGTGTTTT
AATACCCGTGTCAGAATCTGCGGACATATTTCGGAATACCATCTTGACTGCTCTACAAAG
TGCACACCTGTATGAAGAGTCAAAGCAGTTCTTCAGATACAAATCTGCAGTTCTAGTAAA
GAATCCTGCATTGGAAGAAAAGTACAATGCCTTCCGAACAAACAGGAAAAATGCAGGATA
CACAGAGGACGAGCTCAAAGAATCATATGGATTTCTGCTTTTCGACGATGCCAGCAAGGC
TAATGCACTCGGAGAAACTGGTGTGCTCACTGGAAACAGCTCATGCTCAATTCTAGG
>CL9379Contig1
GCGTCTCGTTGGCTGGGGGTTCGGCTTACACGGGCACCGTACCCGTGGGTCTGCCCGGCA
ACATAACATTCGTCCCCATAAACAGCGTGGACCTGGAGTCTCTGGGGCTAACGGGGGCTC
AGACGGTCCCCATTGCAACGGGGGTAACTGCGGAGGGCCAGCTGATCATGAGCAGTCAGA
CGCTGGAGAGTCAGGGACAGGAGGGTGGTGCCAAACAGAGCGATGCCAACGCCAACCAAG
ATCTCTATGTGCCAACCACCACCGCTTCTTCTTCTTCCAACTCCTCTCAGCTTCCGGAAA
CCATCGACGGCACCGGGGTGCTCACCCAGGCAACAGCCGTGTCTGCAGGCGTGTCTGACC
CCTCATCCTCCGAAAACTTCCACTCCCACAATCACATGCAGCAAATCCAGGTATCGTCGT
CCAGCGCCTCCACAATCTCCCAGCCCATCCTGCAGCTGTCCGGGGACAGTCAGGCACAGG
CCCAGGACCTGACTGCGACAGGCCAGACTCTGCAGAGCGTGCAGCTGGTCAATCCTGGGA
CCTTCCTCATCCAGGCCCAAACTGTCACGGCTACTGGACAGATCCAATGGCAAACCTTTC
A
>CL9380Contig1
CGAGACTTTGTGATGTCACAAAGTGAGGAACAGCCCCTTCCAGGAAGAGTCTGCGCTGCT
AGCTCCGCCCACAGTTTAACAAAAACATCCACTTTCTTCGTGGAGCTAGCGGTGGGCGGC
TAAACGCTTTCCTTTTCTACGCACAAATGCATGGCCATCTTTTCAAAAGTTCAGATGTTG
GCCTCAGAGATAGAGTCGTCCTACTTATGGGGAGCAAAATGAGCTGCGAAAATAGCTAAT
ATTCATAAAAATGTGTTCTTTACTGTACCAAAGGTAATATATGAGCATATATATGGATGT
AGTTTACTCTGAAAGACTTAAGAAAAGCAGGATATAGACCCTTTAAACTGGGATTATTTT
TCTGTTAAAAAACTTTCTTGAGATAATTTTACTTGCAAGACAGAAAATAAAACGTCTTTT
TCTTGAAAAAAGCATCTTTTTATTGTCTTAAGATTCAGTTTATGCAGTGTCACTGTGACC
CAGTTTAAGGACTTGCTGTCCCATATTAGTCCAAGGAGGGAAAAAATAAAAACAAGAGGA
TCTTTTTTGTTGTTGTCTTGATACTAATGAGGAAAATCGGTTGTCATCCTGCGGCGTTAG
CAGCAGCACGCTAGACCACCATGCCCGTCCTTCAATACACACTGCAGGACCTCCTATTGG
GTGTGTCCATTGACTTAACTGGACGCCCCTGCCACGTGAACCACGTATGCAGCTTTAAGA
ATCAGTTTTTTCCTGTGTGCTAACAGTTTTGATTGAAGCTCCACCCACTCTGTAGACCAT
TTTCCTCTGAATGGAAACCAAACCAAATTTAATGCTAGCTGCTGTTTTTCCATTTTCCAT
TTAAGGTGGGATGTACCTTCTTCTCAACTGCAAGTGAAACTATTCCCCTTTGTGAACCCT
GAAGCTCATAATATAAAGTGATACAAATAATTGTATTTTTTCAGCTGACTCCTGGATAGA
AGTTGTTCTATCAGAGGGCGGTCCTCCATAAATTAACGCAAACAAAACTATAGCTGCACG
TTTGTTTATGAAAAATAAACTGC
>CL9381Contig1
GTTTGGATGTCCAGCCAAGTAACAGCGGCCGAGTGTGAACTGCACAGGGTTCCTTTTTAC
ACACAGGCATCCGCATCACGGTAGGCTGTCATTTTGTAGCATAAAGAGGCCGCCGTAGCA
GACTTTCACACTAAGTGACTTCGCTTTTTTACCTCATCTTACAAGGACAGCATCCGCAGG
GTTAGCTCGCTCGTGTCAGTAAGTTGGCTAGCCTCCGGATTTCTGCTCTGACCACAACAC
CCAGTGGAATGCTAACTTGTGTGTCAAAAATAATTCACGCCTGTTACATTTTGCATCGGG
CAAAAATACAAACTAAATTACTTCACTTTTGTTTTTTGCCTCACAAGTTTTCCCATACAG
TTAAGCGGGTGAGAAATGTCATCAACCTTATAGCTAAGCGGGCAAAAAGAAAGAAAGCGT
TACAGGAAGTATGATCAAGTTTGAACGTTAAGTAATTTCTTTTGAACACATTTCAACCCT
CCCCTCCCCTCTTTGTTTGGCACACACAGCCATGTCCCCATCAGTTCCCCTACAGGAGAT
GATCCGGGCCATCCGGTCAGCCCGGACCCAGTGTGAGGAGCGCGGTGTCATCCAGAGGGA
GTGTGCTGCCATCCGGGCTCAGTTCAGGCAAAGCGACAATGGGGGACGCTCACACAACCT



GGCCAAGCTGCTCTACGTGCACATGCTGGGCTACCCTGCCCATTTTGGTCAGGTGAGGGG
ATTTTTGGCTAAGTCTAATCATGTGTTTGTTTGTGTGGGTTGGTATGAATGTGGAAGGAG
TCATGGCTGAGTCCTGGATGCTTCTGCATTTAACTCCCTAAACACCAGCAATGCAAACTT
GCAATCTATTAAGGACAAACTTGAATATCTCCCAACTGAATTAACTCCCTTTAGGATCTA
CAGAAAGCATTTGGGGCTTTCTTAATGTGAAGGAGTTGCACTCTGGGAAATGTAGTTTGG
CTAAGTCGTCTTTTGATCCATTTTAAAAGCATTCACAGTTGTCTGAAGTTTGTCGATAGC
AACAGCAATATTTTTCT
>CL9382Contig1
GATTTATTCCTACAGCTGGGGAAATTCTTTTGTGTGGTAGCAGCANAAAAGNACATCCAA
ATAGCAATGTGACATCAAATAGCAAAAGTCCTCAAAAAAACAAAC
>CL9383Contig1
TTTTTTTTTTGATAGTAAGAAGTTCTGTTCACACCAAATACAAATGGGCCATCAAACATT
TTGATTGATTGGTTTCAATCACTGTAGTCAAAACAATAAAGAATTCACACAGATTTGTCA
AACACATTACAGAAATGGTGAAATGCATAGATTTTGCAAACTTTGTTCAGTTATTGGACA
GACTATCATCATTACTGTAAAAGCAGCTGCTGTCATTCTATAAGCTTTTAACATAAGGTA
TAGTTATAGTTTTCAAAATGTTTCTGCATTTTGCTTTTGTGTTTTAAGAAATTACTCAGT
TTCAATGGTTGGAGTGTTTTTTTCTCAATCCATAATCTAAACCAGATTATTATTTTTACC
AGGTCAATTTAATAAATAAGGCACAAAAAGCTGATTATCTATTTTCAGTTCATTTCTATA
GATACATTATGAATGATTGACAGTATTTAATCCAGAAAATGTAAGTCAAGCTC
>CL9384Contig1
TTTAAGGCTTGTTATTTTAGAATGAAATTTGAGGTAACATTGTTTGAAAGAAAGCAGCCT
GACGTCTGACCTTGCTGGGCCAGGACATGTTTTGGCTCGGGATGCAGTGAGACAAGTGCT
GAGGGAGAGAGGAAGCTGTAGTGAGCGATCCCTGATGACAGCCTGTACATAATTGATTGT
TTATCTGTCTGCAGCCTGAGCAGTGATGGGCGAGGTAATACCACCTTCACACTAACACAC
ACACATGCTCATGTCTTAGAGATTTAGTCGATGATTAAATTGGGAGCCTTTACACTGTGT
GTAACAGGTATTAAGCCTAAATTCTCAATAAACATGCACACAGACATGCACAGAAAATCT
CCTCTGACCTTGAAAAAAAGGGATAACACTTTATAATAAGGTACCCTTTATTAACGTTAG
TTAACGCATAGTTGAGCATTATTTAACTATTTAGTAACATGTTAATAGACACTTTTATGC
ACTACTTTACATAAGTGTATTGTTTAATGTATTAGTTAACAGTTAACTAATGTTTATTAT
TCAACCTTACTTAATGCATAAGAAAGCATTTATAAACGTGTCCCTATGCAATTCCTTTGC
GTTATGTGTGTATTAACAACATATTAGTAAAAGCCTAATAGTTACTGAAGTAATCTTTTT
CTCTCTATCTCTATCTCNATCTATCTCTATCTCTTTACTACATTTACTTTCTTCCACGCC
ATTTCCCTTGTTTTTCTGTGATCATGAGCAGACTTTAATTTCAGGTTTGCCTATATGTTT
GCATCAAAAAAAAAAAAAAAAAACGG
>CL9385Contig1
GTCGCGCTGACCCTCGGTACCACCCCCCCCCAAACGCCAAACTGCCCAAGAGCGACAGGC
CGTGACTGAGCCCTCCCCCATTTTCCACCGGGTAGCAAAACCAACGTCAGTGAATGAAGA
AACCTGTTCTGGTGGAAACCGAGCGGCGTGTTTGCTGCGTGGGAAAAGGGAGGAGCTGAA
AAGACGTCCGTTTATCTAGAAACCGCCTCGGCGCCTTCAAGAAGAACACTGGGGGGGGTA
TTTTTAACTTTCTTATCCACAGAGGACAGATAGACTGAACCAGGATCCGTCTGTAGCAGT
GGGTCTCTGGGACCGCCGACTCCCATGTGGAATTTAGGACACAGGAGCTATTTTAGTGCC
GCTCTGCAGAACATCCACTTCAGTGTTATTTCCTGGTTCTGGATCAGGCTGCAGCCCACA
CAGAACCGCCGCTTTTTGTTTGAACTTCTCTGGTGTTTTTTTCATTGACTCCTAAAGACC
TGCTCTCACAGGACCTGCAGCGCCCGAAGCAAAGGGAAGTTAGCTTTAACCTCCCATGAG
TCCGCCGGCGAGTGTTCAGTACGCAGCCGGCGTCGACCTGACTGTGGGCCGCAGAGAGGA
GGCGGAGCTTCAAACCCAAGCGGGTTTGTAAAGTAGATGGCTTCTGTTCCCGTTTTTCTG
GTGTTTGTTCTTGTGGGAACGCACCTCACATGACCTTCCAGCACGGCGAAACCATAACAC
GCTGTGAATCCTCATCCACACGCGAGCGCACGGCAGGATGCCAACCCCCTCCGTTCGTCT
TCCATGGACAAGAAAATCACGCTTTTTTCTGCTCGCTCCTATTTAAAGATTTTGGTACGA
ACATCTAACGTTGCCACATTTTTACAAGCAGCATGCTTTGATGTTCACGTTTGGGCTCAG
GCTTTCTGTTCATATCATGAGTTCCTCTGAATAAAACCA
>CL9386Contig1
GTTGCACGTCGGTTTCTCCTCTCCGTCCAACACATCTTCCTTTGTAAAAAGTCTCAGGCA
GTCTTTGAGAGTCACCTCTCCAGGTCGTTCCTGGGCGATGGGTAGGGACAGGTCCCAAAA
CGGGTCAAACATGGTGGAGCGGAAGCCGCAAACGGTGCACGTTAAAGAGCTCTTCAGCTG
TCCCACAAACAGGTCCACAACTTTACTGTCCTCCCTTGCCAGGTACAGGTTCCACATTCG
CTTGCTTTTCTCCTCATCTGAGTAATGGTCAAAGTCCTCGACAGACGACCTCGGACGGAC
CGTCACCCTGTTCACCTCGTTGTGAAGGCCGTCCAACAGAGAGCGCAGAAATTCTTGGGC
GTCCTGCTGATTGCAGCCGACGAACTTTGGAGCGACTCTCTGGATCTCACTCCTGAAGTC
AGAGGGGCTGATGGCTTCAATGTTCACGGACGTCCACAGACTCTGGGTCAGCTTAGCAAA
CTCTTCCATGAGCGCCGCGTTGGTCCTGTTGTTCACGTCCAGGCGGTGCACGTTCCTCAG
GCAGTAATCCCTCAGCTCTGAAGTGTTGCTCAGACATTGGAGGATGGAGTTCATGAAACA
CGTGTTGCCCAAGTTTCTTAACCCCACCAAACCATGAGGACTCTTGTTCTTGGCCTGGTT
GATGATGAGACCCATGAAGGTGGACACCAGCACGGACCGGGAGAACCGCTGGCTCTTGCG



CCGCAGCTCCGGTTTGTCCAGAGGGAAGGCGGCCGGTTCCTCCGGTACCGTGACCGTGTA
GGAGTGTCGCAGACTCGGCATGATGTTGTCGCGTAAAGTAAACGTTCACGGACACCCGCA
CGGGGCTGGAAATGTCCGCTTTTTCCAGAGAAAGGGGGGCGAAGGGGGGTAAAACTGCCA
GTTAAGTAAAAAAAAATCGGTGTGGAGTTCTCACGCGTGTCGTCTTCTCTTCGTGGTGAC
GCCAAAGGAAAAGCCACCAGCTGCGTGGGTGAAAGCTGCTGTCACGCGCGTACAACTGCG
CGGTGTTGA
>CL9387Contig1
ATTCGGCACGAGGCTCTGACAGCAGGCCTCACATCTTTAGTGAGACATTCACAGAGACTT
CAGCAAGACTTACAGATCTCAGCAAGACCTCATAGAAATCTAACCAGGATCTTCACAGAG
ACATTAGTGAAACCTCTAGTCATCCCTTTAGACTTTAGCTAAGACATTCAGTCAGACCTT
CCTGTGGATCTTCAGAAAGATGTGAAGCCTTTGTTCTAATGATGACTCACAGTTTGAAAA
GAGCTTTCAGACCCTGAAACCTGGCTAACTGTTCTGAAGTTGGGGTTCTCTTCACCTGGA
TGGAGTGAAGACAGACTGCAGGGGGACAGTGTGTCTCTAATGTGTGGAGAACTGCTTTGA
TCGAAGTGTTGATGCTGTTCCCATTTAACCTGCTGCAACACATAACTGTCTTTGTGGAGA
ACGGAAGGAGAAGACAGGTATGTTCCGTACGAGCAGATGTGCCTCGATCTTCTTAGGCCA
TCGTCCCAGCTTTCAACTTTCCTGATTTCTATTTGATAGTTTTAGTTTGGCAGCTGAGAT
CTGAGACGTCAGAAACGGCATGAGAACAACAACCTGCAGCTGCAGTCTGAGGAGGACGCT
ACAAAGACAATTACTCACTCTGTTTGTGTCCTAAAGTGGAACAGTGCTCTCCCATAACCC
CCTCAAAGCCATTAAGGTGTTTAAAATGGGAGGCCTGGTTCTGCTCAAAAACAGAGGGGA
GAACTGAGCTGTTCTCTTGAAGGGGGGTTTTTGGATGGAGCATCTGTAAATGTGAGTTAA
CTATTAGAAAACACAGCCTTGGGATTGGGAACGACAGAGAGCACTTTAAATCTTTAAAAC
CCAAACAGTTGCTGACTAAAGCTGTTGGCTGGAACAGAATATTCTGAGGCTGGAATCATC
ACGAAGCCGGTCAGTCTGGTTCTGTTCAGGCTTTAACAGGATTTTTAGTAAGTGGAATTT
GACGTGCACAGCCATTCCTACAGATCGTCCCTGTTCTGGTTTTGGAGTTTAAGATTTTTG
ACTGATCCCTCGTTCTTTATAGTTGATTGTCATTACAT
>CL9388Contig1
CGCCGTTTAACCCGGGCCTTATGGCCGGGGCTGCTCACCTGCAGCTCTGTCTTCCGCCCC
TTCCGCCAGGTGTAGTGGAGCTGTTCAGGAGCTCAAACACACAACCACAGTCTAAATCGT
TGGGAATAAAGAACGCTGGAGTCGGACTTTGGACAGTTTTCATTGACCTTAAGTTTCGGT
TAGCAGGTATGAGTCATCCGTCCCGTTCCAACCGGGATCACCGGGACCGAGACAGACTGG
ACCGAGACCGGGGGGAGGCCTCATCGCAGGACAACAGCAGGTCATCTCGGCCACCGTATT
ACCCATCAGACTCCCATTCCCGTCCCAGGAGTATCCGGGAATCGTTTCGGAGTTCTTCCA
AATGCACAAACATTTGTTCTAGGAGAGGTGTCATGCTGATCTGTACTGTCCTGACCAACG
CCCTGGTTCTGATCTGCGTGGTCTCAGCTCAGATGGTCATGTCCGGCATGTCCTCAATGG
GCGGGTTTAGCACCTTTGACATCAACACCAACTTCAACCTGCAGGGCACTGAGCTGGAGC
AGGTCCGAAATCTGGATATGCAGTTCAGCCAGATGAGGGCGCCAGGCGTCTACGGAGGCG
TGGCCTTTAGCCTGACCTTTGGGGTGGTTTCACTGCTGTTTGTGGTCGCGGGGAACAAGC
CGCCCCATCTGATGTCACAGAAGTTACTGAAGGGGTCGTTTGGGTTCCAGGTGGTGGGGG
CGGTCCTCTATGTGATAGCTGTGGGCCTCTACCTTCA
>CL9389Contig1
TGTAGTAATTTTTTTATTTGTCTAAAAAAAACAAAAAAATCTGTGAAATTTAAACAGCCG
CTGTGGCGGAAAGAGACAAAACCTAAAACTGCTGGAAAGAAAAACAGTTAAAAACTGCTG
AATCATGGTTTGGTTGTTGTGCCGCGGGACGCATTACCTCAAAAAAGACGGTCTTTGAAT
ACTTCCTGAGAAAAAAAGGAAACATCTACCTGGCGTGAGAAGACGGGGGGGTTTCAGCTG
TTTGTGTCTCACTGTGGGTTGCTGCAGAAGCAAGGAGGAGGAGGAGGAGGAAGAGGAGGG
CTGGGCGGCAGTGCTGGTGTTTGTGCACAAAGGAGGAGGAGGGAGGATGGATGAAGAGCA
CGAGTTGATAGGGTGCAGGAGCTTGTGTGGAAGTACTTCTGTGTTTGGGAGCAAAGCCAG
CAGGTGTCCTTGAAGCGACTTGGAAAGTAAAAACAGCCAAGCGTCACTTCTTCTTTTCTG
TTGGGCTGGAGGCTGCCTTCACACAGGACTTCACCCAGCTTCTAGAAGTTTCCACGCTGG
ATTCAAACTTTTTGCAGACAATGGAATTAGGAAGAAACTCTTGGCTTTGAGGAGTCTTTA
GTTCTGACAGCGGTTAGCATTTAGGTGTCCTGAGAGAGCTGTGGCCGAGCTCGGTGCTCT
TCGTCGGTGTGAACGCAGACGAGACGCTTCTGTTGATTCTTTGGTCCTCAAGAAGCAAAG
GAACCTCGTGCCGCCTCGT
>CL9390Contig1
AGGGTTTTGTAATATTCAGGGAGCTGCCAGTGAATCATCAATCCCAATGGCATTCTTGTC
AAAAACAGTTAACAGAGACAGAAAAAGACTTTCTTGAATATTTTTTACCATTTATTCTGA
CTCATGAGTAATAAGTTAACTAAAGGGAATGATGTAAAATAAATGAAAAACAATGCTTTT
GCGATGAGCCAAGACCATGGCAGTCATTTATTTTAGTTGCACGTCTGTGGCCGTGTACAG
ATTTTATTTAAAACCACTCAAGTATATTTCTTCCCTGTCTCTTCAATTTAATTGATCCCA
TATAATTGCATTATATTAAAAACCCAAGCCAATTATTTCACGCAATCTTTGAAAGCACTT
CATTTATTTTTCAGGAAAATATTTAAGCAAAATGTATGTGTTTGAAAAAAAAGAATAAAT
TATGTCACTTTGTACATACCAACCATTTGATTTGCAGGAGTATAACTCAAGTTGATATTC
ATGTAGGTTCAATACTTGGTCAACTTGACCCTTGGCTCTACACAGAACATCAAAAGAGCT
TTTCCAGGATGATGACGGCTGGCATCCACAGGATGTTTTTGTAAATATTACTCTCACTGT



CATTGCAATGTTTACATTCATAGGATGATGCTAGTGCTTAGAAGTTCTAGTTTTATTAAC
TCCTTTGTAAAATAAAACTTCAAACGCAAATGTGGAATTTTGTTGTACAGAACCCAGCTA
CCCCGGCCATAAGGNCCGGGTTAAACGCGC
>CL9391Contig1
GTGTATGACACCGTCGATGAGGTGACCTGCCTGGCCTTCCCCCCACAGAACAGATTTTAG
CTTCTGGGTCCCGGGACTACACCTTGAAGCTGTTTGACTACTCCAAACCTTCTGCAAAAC
GATGACAGCGCCGTACAGTACGCGATCGGACGCTCAGACACAGTGGCGCCGGGGGTCGGC
ATCGATATGGAGTTTGATGCGGACGTCCAGACCATGTCACCGGAGGCGTCGGAGTACGAG
ATCTGCTACGTCACGTCTCATAAGGGGCCCTGCCGGGTGGCCACTTACAGTCGCGACGGC
CAGCTCATCGCCACTGGCTCCGCCGACGCGTCCATCAAGATCCTGGATACAGAGCGGATG
CTGGCGAAGAGCGCCATGCCTATCGAGGTGATGATGAATGAGACGGCTCAGCAGAACATG
GAGAACCACCCGGTGATCCGAACCCTGTATGACCAGCACACGGACACCATCAGCGGGGTC
AGCTACAACCCCAGCGCCAACAGCTATGTCTCCTGCAGCAAGGACGGCAGCATCAAACTG
TGGGACGGCGTTTCCAACCGCTGCGTGACCACCTTCGAGAAGGCACACGATGGGGCGGAA
GTCTGCTCCGCCATTTTCTCCAAGAACTCAAAGTACGTCCTGTCCAGTGGGAAAGACTCG
GTGGTCAAGCTTTGGGAGATCTCCACAGGCCGGACTCTGGTCAAGTACACAGGTGCGGGG
CTGAGTGGCCGTCAGATGCATCGCACCCAGGGCGTGTTCAACCACACCGAGGACTATGTT
CTGCTGCCCGACGAGCGCACCATCAGCCTCTGCTGCTGGGACTCCCGCACGGCTGAACGG
AAGAACCTGCTGTCTCTGGGCCACAACAACATCGTCCGCTGCATCGTCCACTCGCCCACA
AACCCCGGCTTCATGACCTGCAGCGACGACTTCAGGGCCCGCTTCTGGTACCGCCGCACA
ACCACAGACTGAATCCAGGGGGAGGGGGGTCCAACTGCATCGGAGCTCTCCGTCATCTCA
TCCAACAGTTTTGTTTTCCTGAGGGGGAATGTTTTTAATTTTTTTTGATGAAAAGGNTCT
GAGCATAAAGACAGCTGGGACTTTAGGAGGGAAGCAATCTCA
>CL9392Contig1
ANAAGCGAAACTGTGCACTAACAATTGATGACTGAGTCACCCAGACTGGAACTTGCTCCG
CCATGTGTTTCTAGATTTTTGAAATCACTGGTCAAGAGAGATCGTGGACGGATGAACATG
ATCGGCTTTTAAGGCACTTACACTCAAGAAGGGCACGAGGCGTAGACACACACCCTCTAT
ACTCACCAGGACGATGATGGGGAGTCACGAAGACAAGGGTGCTCGACAGACAGCTGCTCG
CTCATGGGGTGAAACATTCCACATGTATGTTTTTTTTTTCTTAACATTTCTATTGTGGAG
ACTGTGTGAAACAGTGGAGGACATAGTGTATTTGTGTACATTTTGAAAAGTCAGGAACAT
GTGCATGGTGCAGAAGCTGTTATGGGGTTGCTAAAAGCGTTTCTGAACAGCCTGGCCCAT
GTTTGTGTGTCTCAAACTGCAGAACTATGGGGATCTCCCTCGGCCTCCACCACCCACTCA
CACCCTCACAGCAGCCGTTTGAAAATGAAAAACGCAAAGTCTATAGATATAAATATAATA
TAAATATATAAATATATATATTCAAAACTAATATTTTGAAGTGTTTTTAGCTTTTTCAAA
TATTGTGGTACGAGTTGTGTATTTGTTTTTTTGTTTGTTTTTTGAAAAAAAGAGAAATGA
GAAAAAAAAGGCTGTTTTTTCAATGTCCCTCCTCTGTTGGAGTTTCCTGTTTATTTTCTC
TCTCTTTTGTTCACTGGATTTTCTGTTCAGCACT
>CL9393Contig1
GGNATCCGCCGCCGCCGGTCTGGGCGGCGTGAGCAAGCAGAGGCCCCTCTCCCCCTCCTC
TTCCTCCTCCTCCCTCCTCGCTGCAGCTGCTTCTTCGCCTCTTCTGGATGGCCGCCGCGG
TTTGAGACTCCCCCACCTCCTCCCCAGCAACCCCCCTGGGGTCCCCGCGGGGGCCGTCGG
AGCAGTCGCTGCCGCTCTCCTGGTCCTCCGGGTCGGAGGCGAAGCTGTCCGTGCGCGCGG
CGCTGCAGCCGGACTTCATCCTGTTGCAGGTCGGGGCGGAATGGAGCTGCCGTGGGCCGA
GGGGGTGAAAATAGCCCCCCGGGGGGTCGAGCAGCTGCCGCCGATCCGGTGACCGTTGGG
GGGCTCGAGGGGGGGCCCGGTACCCAATTCGCCCTATAGTG
>CL9394Contig1
AAGAGGAGCAGGAATATGAGGAAGAGGAAGAAGAAGATGAAGAAGAGGAGGACGAAGATG
ATGAGGAAGATGATGGGGGCATGGGAGAAGAGGAGGAGGAAAGTAACGATGGGAGTGGAG
ACGGCAACTGAGGGTTACTGAAGGAGACGACCCAGAGGGAGCTTGACTGTGACAGACGCT
TGGCACTGAGACCGAGGAGAGTCTGGGGGCGTCGGACTCCACCCAGAGGCCAGCAGATTC
CCAGACACCCAGCTTTGAAGGGAGCACAGTTGAGGCCTTTTCCACTGAACAACCAATCTC
AAGTTCTGGCGCACGCATGCCCCCGTCTCCACGGAGACCGGTGCAGCAGCTCTCCCCACG
TTTGAATGTCCACCCTGCCCAATCGTCAGAACTGGGACCACCCGTTCAGCAGCGTGTTCC
TGTTCGCCGCCAGTCAGTGGGTCGGCTCACTCCTGGAATGCAGAGCTGTGTTCCCCTTCA
CAACGAGGAAGATGACAGGATGGTTCCCTGCACTCCCACGCTTCCTCACCGGCCTGAAGG
CCTGGACCAGGCCGTACACTCTCCCCAGGTGACTGGAGTGTCTCGCTTGTTCGGTTCTCC
TGAGGACGTGCCGCAGACCAGCTCCTCCTCACACTCTGATCTAGGACAGCTCGCAGCACA
AGGAGGTTTTGGAATGTATGAAAACCCTTTATTGCCAAGTCATGAAGAGGAGTCTGGTGG
ACGGAGCGTACCAACTACACCCCTGCAAGTTTGCGGTTCAGAAGCTGCACCATCCGACAC
AACAGAGCATGCTTCTCAGTCAGTCCCCACGGTGAGCACATCCACACCCGGCCTTGTTGC
GGCAGTCACAGCCAGCACAGGAGATGAAGGGGAGTCCTCCCTCTTGGAGTCGGACACTGA
CAGGTCCAGTTCTGAAGTGTTG
>CL9395Contig1
ATTCAGTCTCCAAGCTGCTGGTTTCAAGAACTGTGGTCAAATAAGAGATTTAGCAGCATC



TAGTGACTATAAGGGGAATTGCAACAAAATGCTGTTTAGAGCATCGCCTTTGGAGCATCC
TGAGCTTTAGTGTGACCTACCTTCAGATCAACTGAAAGGGTTTCATCTGTGGGAGTTTTT
ATAATGCCGGATGTCAGTCTAAACTCTGCGTGTCACGATTTCTGCTCTGTTCAGACCAGT
TTTTACCCTGTCTCCTTTTATACAGTTTATGTCAGACAGTGTGAATGTGCATGCAGAGCA
GTTTGTTGCAGCATGTTGGGATGTAAAAAAAAAAAGCTCTGACCCCGCCCTCCAGACACA
TACGCAGAATATTACTGTAAAGAATGGTTAGAAACTGTGATGAGCAGCAGGAAGGCTGGG
ATGAACCTGCTATCACTCTGAAATGCTGCTTTACTGTTTGACAGGTTTACAAGGAGAATT
ACAGCATTGCAGTCTGAATAAAGCGAGCACTTACNTCATAAAAAAAAAANTAAAAAAAAA
A
>CL9396Contig1
CGGTGTGCCGAGCCCAATGAACAGTCATCCACAGAGGTCTGACAAGAACAACGAGTTCAT
TGTGATTCACAATGGAATCATCACCAACTATAAAGACCTAAAGAAATTCCTGGAGAGCAA
AGGCTATGAGTTTGAGTCAGAGACTGACACAGAGTCTATTGCCAAGCTGACAAAGTACAT
GTATGACAACCGGGAGAATGATGACCTAAGTTTTGCCACATTGGTTGAACGTGTTATCCA
GCAACTGGAGGGGGCTTTCGCCCTGGTCTTCAAGAGCGTCCATTACCCCGGGGAGGCCGT
TGGAACAAGGAGAGGAGGTCCTTTGCTCATGGGCGTTCGCAGTGATCACAAGCTGTCCAG
TGATCACATCCCTGTGCTGTACCGCTCCTCTGGTAAAGACAAGAAGAGCTGCAATTCCAT
CCCCAGGACAGACCAGGACACCTGCCTGTTCCCTGTAGATGAGAAGGCGGTGGAGTACTT
CTTTGCCTCTGATGCCAGCGCTGTGATCGAGCATACAAACCGCGTGATCTTCCTTGAGGA
TGACGACGTGGCTGCTGTGGTGGAGGGCCGCCTGTCCATCCACAGAATAAAGCGCAGCGC
>CL9397Contig1
GAAAATAGACACACTAAACCGTGGACGTGGATGTGAGCCAGCATGTATATGTCTCCCTGT
GCTCACTCAGACAGAGGGACGGAGCTGCTCCATCATACAAACTCTAGTTTAGACTTTGAG
ACAAACTAGTTCAGACGCTGAAGAAGGTGGTCTATACACTTATGCAGAATCCAGTCCAGG
ACTTCGTAGTAGACTCTAGTTCAGAATCTGAAACAGACTCAAGTAATCAAGGATAAAAAC
AGAGAACTCGTCTGTTACCTTCCTCCCACAGCAAAGTCCGAGATGGCGTAATAGTAGGAC
TTGAGAACTTTGGGGTCATTGAACACTTCGTCTCCAAATGTATTGAGTCGGTTCAAGGTC
ACCTTGATGTCCGTGGCTGTCACCCAGTCCTGGAGCACAAAGATTACAATTATTTTTCTG
TGTCAAAGGGATGTGAAGAACTGTGCAGGTTCAGGTAGAACCTAAATAAATAAAATAAAA
CAAAATAAAATAAAATAAATAAAAAAGCAGAAATGTGTTGATAATAACAATGCTAAAATG
CTACATATTGAAAACTCTAGATAAAAAGCTAAATTAACTGCATTAAAAAGCATAAAACGG
ATTGTTTTGCTGAAATGCTAAATATTAAAACAAGCAAAAAGAC
>CL9398Contig1
TCTGATATGTCTGCTCAGCTGCTGGACTGATGCAGATACTCAGAAACAAAAGGGAAGAAC
GGTGCACTGTGGTGCAGTGGTTAGCGCTGTTGCCTCAAAGCAAGAAGGCCTCTGGTTCAA
TTCCTGGCTAGATGACCTGAACCAGAACACCAACCTTTTTGTGTGGAGTTTGCATGTTCT
CCCTGTGCACATGTGCCCCCCCCCCCTGTGAGTGTGTGTGATTGTGACCCTGAAACANAC
NGGTGATCTTCCCCAACGAGNGGCCNCATAAGGGACAAAACTGGTTTAAAGGATGGATGG
AAGGACAATGAAANAAACNCTTCAGGTGAATGTGTGTAANGTTATGAGTANCTGTGTTTC
ACCTAACTATCAAATTGCNCAAGGNGGTATTGCGATAAAAAGTTTGAAATATATTGAAAA
AACGTTTTTGCGCTAGGAGGAGGAGGTTTTTGAGATGTATACAAACTGACATATTTCCCA
AAACTGCAATGGAAAGACTTTCTTAAATAAAATGAGTGATGTGACCAACAACCGGATGGC
GATGCCCTTCTTGGTAGGCACTGGTGGCCTTAGTTGCTGCACAGCGGGCTCCGCCCCAGG
TCCCGCGGCGTCACAGCTCATCTAAAGTTGAGCGTGTGTGTTAGCCTGGGGGCGGGGCTG
ACAGCATAGACTCTGCCTGGAAGGGGCAGTTATACACTTTGTGATGTCACAATGTGCGGA
CCCACTCATTTTCATGGATTGGGAGGGGCTGGTGCTCAGAGAGCAGGTTTTTGGAGGAAT
ACTCAGAAATGAGTGAATGGATCAAAATACCACTTTGGGGATGTTTATAGTGAGGAATGG
ACATTATAAAAGACTGAAAAACTCCAAATGTTTATTTTTCATGATTTGGGCCCTTTAACA
GGGCCCCAGATAAAACCTAGAATGTGATGCTCTTGCATGTGGA
>CL9399Contig1
ATTCGGCACGAGGGGAAAGTTGCTGCTCAAACTTGACACGCACCCGTCTCCNGCTTCAAA
TTAAAGGTTTTGAAGCTCTAAAAACATCANGATGTCAGAGAAAAAGATGTCTTCAAGTCG
GAAGCATCAACTGAAGAGTTTGATGCTGTCCATTGCCAAAGGCATACTTGAGGAAGAAGA
CAGAGAGCGAGAGGAGGAGAGAGAGAAGTATATGGCTGAGTGCTGTCCACCCCTAGCTAT
GCCTCGAACTCTACAGGAGCTTCAGGAACTCTGCCGGGAGATCCACCACAAGATTGATGT
GACTGATGAAGAGCGATACGATCTGGAGGCTAAAGTCAACAAAGCCAATAAAGAGATAGA
TGATCTGAAGATCAAAGTTCAAGACCTGATGGGCAAGTTCAAGAAGCCAGTACTTAAGAA
AGTTCGCATGTCTGCAGATGCCATGCTGAAAGCACTGCTGGGATCCAAACATACAGTCAA
TATGGATCTGAGGGCCAACCTGAAGCAGGTGAAAAAGGAGGTCAAAGAAGAGGAAAAGGA
ACTCCGTGATGTTGGGGACTGGCGCAAAAACATTGAAGACAAATCTGGAATGGATGGGAG
GAAGAAGATGTTTGAGGCGGAAGCTTAAGATGTGGCTTAATGGCTTCATATCTTCTGATT
AATTTGGATCGTTTTATTTGCCAAAGGCTGTAAGCTCCAAACCCAAT
>CL9400Contig1
TACACCCCCCCCCAGGACCACACATTCACGGAGCTGATGGAGTCGGTTCAAGATTCTTCT



GAACTGGTGGGGTGTAAAGCCGTCGGCCTGCTGCAGCTGCTGCTGCAGCTACACTCCTGC
CGGCTGCTGCACGCAGCGCTGCGACCCAACGTGCTCACCTGCTGTCACATAGGGTGCCAG
GAGCCAGCCTGCATCTTCCCCATTGACTGGTCAACCTCGGTGGATCTGGACCTGCAGCAN
AACATCACATCCGTCCAGCACCTCCCATCTGCACAACCTTACATCCNCCTGGGTCTTCTA
GAACCCAACGACCCCCCTCACCTGGTTGACCTGGTGGGCGTGGCTGAAACAGTTCACCTC
CTCCTGACCAACAGCGCCGTGGTTCTGGT
>CL9401Contig1
TTTTTTTTTTGACTGTTCCAAGACCAGCTTTTATTGGAAAACATAAAGACAAAAGGCAGA
AATCCCACTTCAAGAATGCTGATGGATTTTAAAAAGGGAAACCATGTGAAGAATCCTCAG
CAGAACATCGTCAGCCTGCAGTCTCTGAGAGCAAAGACAGTCTGTCTCTGGTGGATCTTA
ACAGAAGTTATGGGATGGGTCGGTTCAGGAAAACATGCAGCTCACATCAAAATCATATGA
GAGGTCAGAGGTGAAGTCCTTCCTTGACTGAAGTCCCATTTGAAAAAGAGAAGCTGCTGA
CGTTCTGTTTTGGCAGAAGAAAGTTCTGGAGCTGGTGTTGCGGGACGTTCCTC
>CL9402Contig1
TCGGCACGAGGTCCATCCTTGCATCTAAGCAATGAAAAATGCAACAGTGGTGGAAAATTC
ACTTTAGGAGACGGTGTTTTGTAAAGTAAAGAAGATGGTGGAGGTAGAGATGGAGCAAAA
ACCAAAGAAACATGGCAGCAGAAGTCTAGACTTTCTGTCTTTGCTGCCCTCTGGTGGTCA
TTGAATGGACCCACAACATTTCAACACTTCAAATGCAAACCGACTTTTAAATGACAACCG
GGAAAACCCAATAATCAAACTGTTCAAAGCCACAAGCTTTCTGATAAGGAAACGCTTTGA
AGGACCACACATCTGCACCTCTTTCTAATGGCATCTTCCATTTACATTTATTTTTTGTTA
TCAAATAATAAAAGAATTGTTATAAAAAAAAAA
>CL9403Contig1
GGCACGAGGATACAATATAATCACCAATTCAAACCAGCTCAGTGGCCTTGTGGAAGAGTG
TTCGCCCTGTGACTGGAAGGTCAGGTGTTCAAATCCAGGCCGAGTCATACCAAAGACTCT
AAAAATGGGACCCAATGCCTCCCTGCTTGACACTCAGCATTAAGGGGTTGGAATGGGGGG
GGGGTTAATCCACCAAATGGTTCCTGAGCGTGGCTGTGTCTGCAGCTCACCACTCCCCCA
GGAAATGGGTCAAATGCGGAAAACAAATTTCACACCTTGGTGTGGGTACTTTAAGTTTAA
TATAATATATTTATAAGCAGCTCAGGTTATCTCAATAGGTCTGCAAATTCAGCCAAATTG
AATCGTCATATAAACCATGTATAAATTAATGTATAAAAATGTATACACATTCTCCTAGAA
ATAGAAAAAAGGCTATGAAGGTAAACACTGCAAAACTATTTTAATTATAGAATGGTATCT
CTCTTCAAGCGTGTTTTGGGTAATTTAATGAATCAAGATGTGCAAGAATATAAATTGGGA
CTGTTGGTTAAAATAATAAACTTTAATTACAATTGTTTTTAAGTAACAACAAAGACGTTT
TCTTCAGTTCATTTATTATTTCAGTTTGCACGTTCTCCTCGTCCATGTGTGGGTTTTCTC
TGTACACTCTGGTTTCCTCCCACAGTCCAAAAAATATGCTTCGCAGATTTATGTGTTGTC
TTAAAATTGCATCTAGATGTGATTATGAGTGGGTGTGGCCCTGCAATGGACTGGTGACTT
GTTCAGGGTGTACCCCACCTTTCCCCAACAGAAGCTGGGTTGGTTCTTGCAGCCCCATGA
CCCCAAAAAAGATACAGCAGGTTCTGTGGATGGATGGATGGATGGATGGATGGAATGAAG
AGAACATTTTCTGACTATTTAAGATCTTTTAATGTTCTTATTGACATTTATTTTAGCATC
TAAAATCTAAGGTATCTATTCAGCTACCATTTAGG
>CL9404Contig1
ATGGAATAAAGTAATGCTCTCTTTGCTTAACTAAATATTAAATTACGTAAAAAAGATTTA
GAACACAAGAGCTGAAGACTGCTAAAAACAAGCCTGACTTTTTGGAAAAGAAAATGTTCA
CAGCTGAAAAGAAAACACTTTAAAAAAAATCAAAGAATGTTATTCAGCAGAAAAGAAAGC
AAACAAAACTGAGAATTGTTCATGCTTAAAATAGCTAAATTTGTGTTTAAACAACTGAAA
AGAAAATTAATAATATGACAAGTAATAATTGGCTTGGAAAAAGGAGACTTCACTATGGTA
GAGTAACAGTAGAACATAAATGACTGAAAAAGGAGAACAAATGATATGTGCTATAAACAT
GCAGAGAGAAGTTCAGGAAGGTGAAAACAGAACGATTATTGAGTTTTGTCAGGAAAGAAA
GGTCCAGTGATGCAAGAATTTATGAAAGGAGGTTATCAGAGGCTAAAATGGGATGAAAAG
GGGGGGCAGATGTGTTCTCTCAGAGATCCACCGTGGAGTTAAAGGTTTGGTTTAGGGGGA
CTCTGGAAAGTAAAAACCTGGAAGGGGTACAGGAAGTTTGAGGTTTGACTCTTTAGTCTG
AGCGCCTCCTCCTCATGGGACATTTCAGTTGTGCTGTGGTTTATTTTTTTAGAAAGCAGA
GTATCTTCAGGTTGCTGCCTCACGAGGCTCCAAACTGATGTTGATGCTGCAGGCAATGCA
TGCTGGGAGTCGTAGTCTTGTTGGAGCTTTTAAAGCTGCAGGACCAATCATTTCAAGGTA
TTTATTATTGTATTCACTTCTTCCAAAGTGTCCTTCTAAAACCCAACTGTTCCAACCACT
TCAAGATGGAGAACGGTAAATCTAAATGACATGCAAGCACCTGCACTTCCTAAATCTGAT
GTGGTGTCTTCCAGACGTGCAGTTACAGCCGTCTCCCCACATTCTGTTGGGCTTTGAAAC
ACAAACCGTTCGAAGCAGCTCAACGTTCTGAACGCTGAGAGGCTTCAGGATTCCAGAGCT
CAAATGTTTTTCTGAGCCACATTACGACACACAGATACACAAAACACACGTGTATGCAAC
ACTAAGACACCCTTTCAAAATAAAAAGCAC
>CL9405Contig1
TTGAGAAGATCCCCAGCCAGCTGTTCTATTGCCGCAAGCTGCGCATCTTAGACTTGAGCC
ACAACAACTTGACATCCATCCCAGCAGACATCGGCTTCCTGCAGAATCTTCATTACCTGG
CAGTGACGGCTAACAGGATTGAGAGTCTGCCAAACGAGCTCTTCCAGTGCAAGAAGCTTC
GCACCCTGAACTTGGGAAACAATTGCCTCCAGTCTCTACCGTCCCGCTTCGGAGAGCTGA



CCGCACTGACGCAGCTGGAGCTGAGAGGAAACCGTCTGGAGTGTCTCCCCGTGGAGCTGG
GCGAGTGCCGACAGCTCAAGCGGACCGGCCTCGTGGTGGAGGAGGACCTTTTCAACACCC
TGCCCTCTGAAGTTAAGGAACTTTTGTGGAAAGCCGATAAGGAACAGGTTTGAAAAGCTC
CGCCAGTGACATTGGAGCGCTGATAACTCTGTGTTGACGCAGGAAGTACTGTCTGCTCCG
TCCCAAAGGAAGTCTGACGTTGGCGTCAGTCGTGCTGTCCATGAGGCCGACTGTGTCCCT
CTGCAGGAATTCTGTCTGTGGTCG
>CL9406Contig1
ATCATAATTTGAAAAGATTTTCCTCTAGGAACAGAAAAAGGGGAAAAAAAAGACTCGATC
AGCCACAGTCTCTGTCTCCGTTGTGTCCCTCACTTTACTACCTGCCTTAAGTGTTTGCTG
CTTCAAAAGCCTGAAACAACACAAATGATTTGATTGGAAAAACTAAATGTATATAACTTG
GAGCAGTGCTCCCCAACCTTTTTCAGGCCACGGACAGTATTTTTAACAGACTGGCCTGTA
CGAGGCTGAAGTGGGTGTCCGATTTTATAATTAGCTTCCAGTTTCTCTTAACTTTTGAAG
GTCAAGTTTATCTTCATCCTCTATAAAGTTGCTGCTGCTTTAAACTTTATTTGAACACTA
GATTTTATGCAGGGATCATTAAACTATGATATAGATCTTCTCTTCACCCATAACTGTCAA
AGTGGAAGCTTAAAAAATCAAACCCCAACTTCAACCTCTTCCAACTTTTAAGGTGCGATG
CATAAATAAAAAATAAAAAGGTCACTGAAACTGGTATTTTCTAATCAATAATATGAATCT
CTGGTTGAACAACTTTATTAGCAGCATCCTCGTAACATTAGACAGCCGGTTGCTGAATAT
TCGGCATTAATAATATGGTCTGCAAACCAACTGTCCCAATTAACCCATATTTGGAGTAAA
GACTCCTGGGTTCTGTCTATTAAATGCTGATTTCTTTTATTTTGAAGACAGAGGATCTTC
TTTTTGTTTTCTCTCTGGGCCCTTTCTGCTAATAAACACTTTCCAAATACATTTATTTTT
TGTTAATTTTGCTTGCTTGGGGGCTCCAATGTAGTGGTTGGTGCCATCATTTTATGAAGG
TAGCAGATGGATTTTTGACATGTGACCGAGCGACTTGACATGCGTCAAGAATGAGTGGAA
TGTGGTGCAGAGAATCCAGTAGTTTTCCCAAACAAAACTTCCTTCAGAATAAGATTAAGA
ATAACATGGAAAAAATGTAGGTTGTTGTTTTTTCTTTTCCCTGCGGCCCAGTACCAAATG
TCCAATGGGGCGAGGTTGGGGACCACTGACTTAGATGCATTGACTGTATACAGAGAACTG
GATTGGCGACAGTAGTTGCCACAGAAACGTGACTCAGACCGACTCGGACCAATCGCTGTT
GACTGGCTCCAACATGGCAACTGAATTGGCTTCATTTCGCTGGAGCCGGAGCCAGTAACG
CATTTTCTACGGGTCACGTCACACTCGCTCAGTCCAGTTCAGTCAATGATTAGATAATAA
AGTATTCTCTTTAAGATAACTTATTTCAGTCTTTCTTCATTTTTTCTACTGAATAAAGCT
TGCAGCTCACCGCTCCCCCAGGGGATGGGTCAATCGGAG
>CL9407Contig1
TCGGCACGAGGGTTTAAAGAGGCTGGCTTTGTGTCTGTGGTGAACGACTACGTCCTGAGA
GAAACGGTCAACAAGAAGGAAGGGCTGTGCGTCCAGAGAGTCTTTTTGCAGAGTAAATTC
ACCAAAGCCGCTCTGCCTCAAGTTTCCGTGATGTGTCTAGGATTGTTATATTTGTTTTAT
TCCGGAGAAATGTTCAGAACTTTGAACTGCTCAGACATGAAAGGAAAAAATCATGAAACT
GGGCAGCACAACATTCACACGATCAGATTTTTTAAACGATTTTTCTGTGAAATTAAGAAA
ATGAGGGAGAAGAACTACGTAAACTGCATTCTAGCTTGGAAAATGTGCACATTTCTTTAG
CCGTTTAAAAGATGATCTTGTTCCTGTAAAAATTCAAAAACTGTAAAATATTAAAGCCTT
GCACATCAGTAGGCCTTTTCCTAACCTCTGACAAGAGTTTAACACGTTCAATATTTCTCT
GAGGATTCTCTGTTTTGTGAGCAAATATTGAAACATTTGTACAATAAAAAATGTTTGCCC
TTTCAAAAAAAAAA
>CL9408Contig1
GTTGAGTCTTAGGATTTATTGCTGAATGGTAAAATGCAGGTTTGTGGCAGTCCTCCATGT
TTGAAAGAACAGATAAACAAATAACCTCAGTATAAATAACAAAAAAAACTGCAGCTGGTG
ACTTTTGTGTGAATTAACTTTTTCTTTTAGAAATTTGCTTAAAACTTTAAGATCACCCAC
TTCTCTGGAGTTATGGAGAAACGAGTATTCTCTAATCTGAACATGTGAGGTCACCGTCAG
TGACTTCTGCTACAGCACAAAAAAAATCCTTTGTAAATTTGAACAGACAAATTTGAAGAG
GTTGGGATAGTAGCGAGTTTCTAAGAATGGCAGGAACACATGGAACACGTCGGTACAAAT
GAATACTTCTACCTTATTTAAAAACACCCTTCCCAAGATGGACAGTAAGAGAAATAAGTA
GGGGCCGTTCCATCTACAGTACATTGGCTAGTTTATGCTACAGTACTGGAGCAAAAAAAG
AGCCAAAGGCAAAAAGGAAACCACAAAAACCCAAACAAAATGGAAGCAAATCCGAATTAC
AGAAGAAGCAGAAAGGGACTATATTGAATTCCAGCAGCATTGTGTGAATGCGTGTGCGTT
TGTGGAACTGCACAAAGAAATAAGTCACAGTCGAGCCTTTTAAAGTAGCGTGTCATCTGT
GCATCCGCCTTCGAGGCCGTAGCGAAACTCCTGCAAATTGGAAACTCCGTA
>CL9409Contig1
GATTTGTCAGCAGGCCGGCACGCCGAACGCAGGGCGGTGGAGGAGGAGCACGGGGTGAGG
CAAGGGGAGTGCATGTGTCCATCACGCACACCAGACAGGCTGCCACCAAGACAGGGGAGT
GATGAGAGAGCAGCACGGGCCCATTGCCATGTAAGTGAACGATAACCACAGTCCACAGAT
ATCAAATGTAGTTATGCTTATGCTGTCTGCCTCTATTCAGTGCAGCGACCGATCAGATCA
CAACCCAACCTGCCTCCATCCCCTCTCTCATCTATCAGAGGCCTGTTTATTTCCCAAACA
ACACCACCTATTGCCGATTTTCATGGTGTTTTTATGATATTTTTTATGGGCTATCAGCCC
AACTTATGGTATTTTGACCAGTTTATGTTTTGACCTGCTCCCAGAGTATACTGTACAAAC
ACAATATGGATAGTTTTCATTGTCTGCTAAAACCAACTTGTTGATCCCAGCTGATGGTAC
GTTTGAATGATCTTATTTATGTTTTTTATGTCGTGTTTCCTCAATCTCATGATGTTTTTT



CGTCATTTCACATTGTTTTACAGAATATAACCTACTGTTATTTTCATTATTTCATAACAC
CTGCTGGACATTGTGCCAGTTTGAAACCCAGGAATATTATGTATCAGAAGTAACATCTAT
TGATGCAAATTTGCATATACTTCTGATCCAAATTTACGTTAATTTAGCATCTACTTGAAA
GCTAAAACAGAGGTGAATTTTCCCCCCTAGCAGTAAAAAAATTCAGTTTTCTTTTTCTAT
CACAGATCCAACTCATCTAGATCCGCTGCGCCAAAAGGGAACTTTCAAAATCTGTAATTT
AAAACTAAGGAAAGTCCAGATTAGCAATGAGGTGCGTTGACTTAGCTGTCACAAAAACAG
CTTTTTGGAATTTCTTTTGGAAATATTTGATATGACCTTGTGTCATCCTTTGGAAAATAA
AAAGAGGCCTTCCTCTCTGATGACTCAAATCATAGCAGGAGGTTTTGAAGGAAATGCAAT
TAAACCAGAAACATTAAGGATCATTGGCTGCTATTATTCCTAAAATATGAGGCTTTTGGG
GAAAACATGTTTTTTAAATAAGTTACATATT
>CL9410Contig1
TATGGCCGGGGGTGGGAGAAGGAGTCGTCAGCTGTGAGGGTCTCCGGCTGTTTAAGAGGA
TCTGTTTCGGCGTACAGACCCAAAAAAGAAGAACAGATTCTCGTCTACAAACTGGAAAAT
GGATAACAGTAAACGGAATGTGGTCGTGACAGGTTTTGGACCATTTGGAGAGCACACCAT
CAATCCCAGCTGGGTAGCAGTTCAGGAACTGAAGAAACTGGGACTTGGCAGCAATGTGGA
CTTGCATGTATATGAGGTTCCTGTAGAATACCAGACCGTCCAAAGTTTGGTTCCATCGTT
GTGGAAGCAGTATCACCCACAGTTGGTAGTTCATGTTGGAGTCTCGGGCATGGCCACTAC
TGTCACGCTGGAGAAGTGTGGCAGAAATCATGGTTACAAGGGACTGGACAACAGCAGCTT
CTGTCCGGATTCACAATGTTGCATTGTGGGAGGCCCAGACTGTATCAACTCAGTTATTGA
CATGGAGTCCGTCTGCAAGAGAGTGACTGCGTCAGGACTGGGAGTAGCCGTCTCTGTTTC
CAAAGATGCTGGAAGGTATCTCTGTGACTATACCTACTACACATCCCTGTACCTGAGCCA
CGGCCGTTCTGCCTTCATTCACGTGCCTCCTCTCGGAAAGCCTTACAGCGGGGAAGACCT
GGGCCGGGCGCTGCAGGCCATCATCCGGGAGATGCTGAAGCTTCTTGAGCAGGCGGAGGA
AAAGATCAATTCCCAGCAGCACATCCACTAAGTGCCCTTCAAATTCTAAC
>CL9411Contig1
TCTCCAGAAGATGACCTTTGTGGGCCCCTTAAGCTTTGGTGGTGTCGCAGTTTTCCTTCG
TTTGGAGATTTTGTTTTTCTTTGTGCACCAACAACTCCAGCAATCCAGAAAGAACGATCC
CAGTTCTGATCCCACATCCTTCATGGCAGCAGCAGAGCTACAGTATGTGTCCAGATTACC
GGTTTGAGTGGAGCTGAGGACCCAGAGGTCAAACGTCCTCTAAAAGTCTGCCGAGTCCTC
CGGCTGCTGATCTTGGCCCTTCCTAACTCGATGCCGGCGCCGGCGCCGCTCGCCACGATG
ACTGCTGTGATGCAAGTGTTGGTGTGAAGCACGACTGTCCCTCAGCCTCCTCACCATCTC
ATGGTCCTTGTTGCCCAGCAAGCGAGGCAGGAAGAGAGAGGCTTTGTCAGTGCTACGAGT
TTTAAAGCCTCGCCGTGGCCGCCCTTTACCATTGATGGAAACATACCACAGCTTTTCGGT
GCTGGCCCGCCGTTTGCTGCCCCCTCCTGATGGCTGAGGCAGCTCTGTGGAGTGGTAGCG
AGATGCATAGGTGTTGTATCCCAACTCAAGGATGCGCTCCACAAATTCACACTCCTTGTT
AAACACTTCCGAAGCATACAGCCTCCCTTTTTCATTCATGGCAAGGTATCTGCCAGAGAA
AAGACCTTTAATGGCCACGACGCCCACTTCCACTGCAGTGATTTCCATGATGCTCAGCGG
TTTGTGCTCCTCCAGGGTCCCGTCTATCTTCCCGCTGGGGTGGATCTGAAGGTGGTATTT
GGTGGCGCAGTAGAGCTTCCTGCGCCTCGGCGCTCCTCCGAGGTGCTCATACACGCCTCC
GCGACCCCCGGCATCCCTTCGCTGCCGGGGGTCGCAGGTCTGGCCCGCTGGGCAGCGCGC
CTGGGACAGACGGGGTCCAGGAGGCTCAGCAACAGCAGCAGAGGAATCACCAGCATTGTG
GCATGGCCGGCGAGGTTCGGCTGCGGGGAAAAAACGGAGAACTTCTCCCCAGTCCTCCGA
GTCCCATCCAAAGTGTGAATGCTGAGCGACGCGTGGTCGAC
>CL9412Contig1
TGGTTCTGCAGATCTCGTATTTAGGACAAGTTTATAATCAAAATAAGATAGAAAAATACA
AGGTTTGACACCTTTGACATGAAGATGCAGCAGAAAAGCTCTTTGACTGGGAAGAGAGCA
GCGGCGGTGATGTGTGCTCTGTTGCTGCTCATGGGTCAGCAGGTCTGTGCCCGTCCAATG
GCTTCACAAGCTCAGTCTGGTTCTGAGCAGCGAGCAGATGTGAATGTTCAACAACCTGTT
CCTGCTCTGAGGAGAAGCGCCCGGATGACGCCGCTGTGGAGGATCATGAGCAGCAAACCG
TCTGGAGCTTTCTGCCAAAACAACTTTGAGTGTTCAACAGGATTCTGCAGGGCGGGACAC
TGTGCCACCAACCAGCGGTCGGAAGCCGTCAAATACTAGACACCACAGCAGGCAGGAGAG
GACCAAGCNGGATCCTGATCGCAGTCTGTGTTTTAAATAAGTGTATTTATTACTGCTAAT
ATGACATGAGTTAGGTATCATGGAATACCCTGAAGTGCCACAGAAAAGGGCAAAAGACGC
TGCAGGAGTGCACAAATTTGCACAGCCTTGGCTGGTTTGGAACTGACGCTTGTGTTTGTC
CTGATAAGAGGGTTTGCTGTCTGTTCAGTTCACCGAAACTACAATGACACTTTGGGAAAA
ATGTCTCGTTATCCTCAAAATGAAGCCGGAAAAATGTTGTCAATGTAGAATTTTTTTTAA
AAATAAGACGTTATTATTTATCTGTAATATCATTGTAGTAAGAAGTTCAGATGGCAGGAG
CATGACAGGAAACAAAAAAAGCTCAATATTAACTTATTTTTAAAAGAAACTTTCTGGGTT
TTTTTTGTTTTTTAAATTACAGCTTAAATTCAAAATCAATTTTGATTC
>CL9413Contig1
AGCGCGCGTTAACCCGGNCATTATGGCCGGGGATCCCGGTAGCTGTGCAGAGTCCGCCTG
GCTGATCTCGATCACGTCTAGTGCGTTTTTAGGATTATTTATCTTCCTGAACGCGCGCGC
GATGCTTGTCTTCATGTAGAGGCTCGTTTATGATGCAGTGTTTGTAACTTTAAACAGACT
GACGTCACGTTTTGGCCTCATTTTGTGTGCTAACGTTAGCATAACAGTCTGTTTTCCTGG



TTTGCTAATAAAGTTTTGTTTGAAGATGGACCGGTTTGTAGTTCGGCTTCCTAAGAATGA
AGCGCGAAAACAGCCGAAGATCAAGGAGAAACGTTACAGGCAGACCACCATCGAGTCTCT
ACGGAGGGTGGTTGTGGTTGAGGACATCATGCGCTACAAGGCAACGCTCGAACTTCCCGC
TCAGACGAAGGAGAACCTGCTGACAGTCCTGACGGAGCTGAGCACTGAGAGATCCCCTCA
TAATTTCCTCAAAGCGTA
>CL9414Contig1
TTCGTGGTGCATTAAATTACTACATTTTAAATACGTTGCCTTCAGAAATTAACTTTGCAA
GAAATAGGCTTTTCCTGAGTCAAGAGTGGCAGACTCTCATTGCCTTCAGGGATAAATTTC
ATGCCACACACACAAAGTTAGAGCCTCTTTTATTACACAATTAGCTTTAAAATCACTTTG
CACACAGAGTTCCCCTTGTGGCTCAGTGGTAACGAACTGCAATAGTATCCTTTCTCAGTG
GGTTAAATATCTGGTGTTGCCGTGAGCTGCAGTGTAGATCGCAGATGCGGCTTGGATCTG
GCATTGCTGTGGCTGTGGCTTAGGCTGGCAGCTATAGCTCCAATGCAGCCCCTAACCTGG
GAATTTCCATATGTCCCAGGTGTGGCCCTAAAAAGACAAAAAAAAAA
>CL9415Contig1
TGAAGCAGGTTTGAACAGTNAGAGATGGGGGGCCTCAGGGGGCCGACTAAAACTTGGATC
ACATAGTTTTTAAATCACGACAGAGTCCAACATCTCAGATAGAACTGGTCAACACAACAG
GACAAAAATAAAAGACCACAGAGTGAAAACTGTGAGTTTGTCAGTGTGTTCATGCGCAGA
AACAGCCTCCTCNTATTCGTCACACTCACCAGCGGCCNTGCTTCTCCAGAGGATGAAGAA
GAGGAGATGGATGAANGTCTAGGACGGGTTAAGATATTCCAGTGCCACTTCATAGCAGAA
CTTGTACTGTTCCAGCAGGTCCACCATGTTTGGTTTATTGTTCCGGAGCATCTTCACGGC
GTGAAACAAGTCCACGCACCGCTGCTGCCGCAGCATCTCACACACGATGGTGACGCTGCA
GAACACGCCACTGCGACCCCCGCCGTTCAAGCAGTGGACCACGGTCCGGCCCTCCCCGCC
GTCGTACTCCTCCTGCCATTTGTCCACCTGGTGGATGAGTTTGAGGAAGGAACGNTTGGA
CACGGGCGTGTCGCGGTACATGGGCCAGCCCAGGAAGCTGGAACTGCTGCAACCATGCGG
TACCCGTCCTGTGGCCGCGGCTGTGTTGTAGATCCTC
>CL9416Contig1
GTGAGTAAGAAAACTCGTCACATTTTCATCCAGTAATGCAGAAAGGGTCAGAGGTCAAAG
ATGGCTGCAGGATTAAAAATGCTGTGGGTGGGCGAGGCTTCTGAGGCTCCCTCTTTATCT
TAATGCCAGTTTGGAACAGTTTAGAAATGATCACATTGCAGATCAGGCGGTGACGCTGAC
TAAAGTGTTTTGAGTTTTGCGCCTGCTGTGATCTCTGACCCGAAAGGCGCAACAAACCCG
CTTCGGTTCATCGTCTATTGCAGCCTGGACCCCCACCGGGGCAGACAAACATACGGACGA
CTTCCCAAAATGCACAACATAAGAGCTGAACGTTCTTCTTGCAGCTCATGGAGCCAATCA
GCTGCTTGAATGCTGCAGGAAAAAAAAATTCAGTTTATTTTGTTGTGCTTTTCTTCCTCA
TCCCTTTTGTTCCTCTGAGCAGCAGCTCCTTCGGCTCCTACGCCCCCTGCTGGCATCTGA
GTGACATTACAGCACATAAATGCTTTCCTTTGCTCCTCAATCACGGAGCGTGACGTAAAA
CACGCCATCGCCTAAAGAGGGCTCGTCTTATTGAATTTATGTTGACTCAAGTTCAGATTA
GATAAGGTTAATTCGATTTAACTAATCTCAGGTTAAAGCAGTGGTCAGACTGAAAGGATG
AACCAGGTCCATCAAACATTCTTGCTGTTTTAAATGCAACAAACAAACATCAAAAGCGAC
GTATCAGGGCCATTGTGGTCTGGTAAAACCTCACTGTGAGGGCTGACAGCC
>CL9417Contig1
GCTCTATGAAAAGATTAAGGTTCCTGTGAACTGGGACAGGGTCAACAAGCCCCCATACCC
CAAACTGGGCAGCAACATGAAGAAGCTGGAGAACTGCAACTACGCTGTGGAGCTGGGCAA
AAATGAGGCCAAGTTCTCTCTGGTCGGCATTGCTGGTCAGGACCTGAACGCAGGGAATCG
AACCCTTACCCTTGCTCTACTCTGGCAGCTCATGAGGAGGTACACTCTGAACATCCTCGA
GGACCTCGGTGACGGACAGAAGGTGACAGATGACACGATTGTGTCCTGGGTCAACGACAC
GCTCACGCATGCAGAAAAGAACACCATCTCCAGCTTTAAGGACATGTCTATCANCAGCAG
CATGCCGGTTCTGGACCTGATCGATGCCATCCAGCCCGGATCCATCCNATATGACCTGGT
GAAGGCAGAAGACCTGACGGAGGAGGAAAAACTCAACAACGCGAAGTATGCCATTTCCAT
GGCCAGGAAGATCGGCGCGCGGGTCTACGCCCTGCCTGAAGACCCTGGTGGAGGTCAAGC
CGAAGATGGTGATGACGGTTTTCGCCTGCCTCATGGCTCGCGGCATGAAGAGAGCCTAAA
ACCTGACTCAGCAACCTCCCACTCATGACCCAGAAGATCCAGAATGTGAAAACAGACCCC
TGGATTCCCTNTTTGANGTNTGTTCCAGGCCTTTTAAAAGAATGATAAAGAACAGAAGTG
TCATTAAGATGCTGTAGTTCAACTTTGAAAAGAACAAAACAGAAAAGTGAATTTCAAAGA
ATTTTAGCCATAAAATCCGGCTGATNTAGAAGCTCTTTTCACCTGAAAAAAACCCCCAGA
ATGTTCCCTTAAAAACTGTTTAAGAATGAAGACTCTGATTTGGCAAACACAAAATTCAAT
CTTTTGTTGAAGGTCTGGCCATTGAAAATATCAGATTCTCTCTGGGCCTCTGACCAGTCT
GATTTTAAACCAGCTTCTGGCACCATTTCGGTTTGAAACCTAGAGCACTGAAGCCGCTTC
TTTTTTTTGCAAACATGAAACATTTGTCTCTTCGGTCCACTGTTTCTGATTTAGAAACAC
GTTTCAGATGCTTAACAGACATGAATTCACAGTTTTTATTAAA
>CL9418Contig1
CCCAGCTCGGGCGGCACCGCTGGCGGCGTGGACGGCCTGGATGCGGGCTCTCTGCTCAGC
CGGGTGGCCGTGTCTTCCTCCGCTGGAACTCCGGCGCCGACCAAAGCAGTCNCAGACGAT
CAGCCCGACGTCAGTGTGGTGCTGTCAGCCTACAGCCAGCAGGGAGACCCGGCTCTCTAC
AAAGTTTACTACAGCGACCTGAAGAAGTTCATCGAGTCGGTGTTGGACTGCCACCGGGCA



GAGCTGTCGCAGGTCTTCTACCCGCTCTTTGTCCACATGTACCTGGAGCTGGTGTACAAC
AATCATGAGAGTGAAGCCAAGGCCTTCTTTGAAAAGTTCAGCGGGGATCAGGAGTGCTAC
TACGAAGACGACCTCCGGGTTTTATCCAGCCTCACCAAGAAAGAGCACATGAGAGGCAAC
GAGACGCTGCTGGACTTCCGCACCAGCAAGTTCGTCCTGCGCATCTCCCGTGACTCCTAC
CAGCTGCTGAAGAGGCACCTGCAGGAGCGCCAGAACAATCAGATCTGGAACATCATCCAG
GAGCACCTGTACATCGACATCTTCGACGGCATGCCCCGCAGCAAGAGCCAGATAGACGCC
ATGTCAGGCAGCTTAGCAGGAGAGGCCAAGCGGGAGGCCAACAAAGCCAAGGTTTATTAT
GGGCTGCTGAAAGAACCAGAGATTGAAGTGCCCCTGGATGATGAAGATGAAGAGGCGGAG
AACGAAGAGGGCAAGCCGAAGAAGAAGAA
>CL9419Contig1
AAAAGGGTATGTGATGGTTTTGCTGATCACACCAGCGCCACTGCCACACACCAGGCTTTT
CAGACTTCCTCCCTGAATCTCCACCTTTGGATGGAGGACCTAGCCATTTCTTGGAGACGT
TGTAGAAGAAGAACTGCAATCCTGCGTAAGGATATACGGCAACCAAAGTTGGAGATAATC
CGCGAAAAAATGTCAGCGGCCCCTCTGTGCGCCACATGGTGCTTACAGCATGCCGCAGGT
TCCTGTACACCTTTGGTTCTCCCTGAGAGGCAAAGCGCGTCCGCAGTGTGTCCAGAGGCT
GGCAAACCACCGTGGCTGAGCAGGCTGCCAGACCGCCACAGAAAAAATGAACTCCTGCTG
ACTGGCTGTCATAAGGCGTCAACTTGTAGACCATTTTTGTTAGGACTTCAAAACTGGTAA
ACTGGACAGCACCATAACAGATGGATAGGAGCTGTGCTGGAACAAGACCTTTCCAGAAGG
CAGAGAGTCCTTCCTCTGAGTAAATGCAGCGAAAGGCCTGAAATAGTCCTGCATATTTCC
CCTCCGGTCTGAGTGCAGACACACGCTCGATCTGTAGCTGAAATCGTATTTTTACCACGT
CAAAGGGACTGATGAGAGCTCTGGTAACCATCCCAGCAGCCGAACCGGCCAACACGGCTT
CTTTCGGGGAGATAGCAGCCTCCTTTGCTCCAGGGTCGAAACCCACCATGTCTGCACAAC
TTCAAAATTTTGTTAAAAGTTTCGCCCGTTTGTGTCTTTTCGCGGATGGATATTATGACG
GCTAACAAACCTGATGCCTGACGTTTAGCTGTTTCCCCGGCCATAATGNCCGGGTTT
>CL9420Contig1
TTTTTTTGCTTTTAAGAGAAAACTGGGGACAAAAATAGTTCTGATTCAGACTTAACAGCA
AAATACATCCGAGCTTTCTATGCCACAGGCACTATTTGGTGATCGAGGTCAAATACATTT
TATAAAATAGCAGAGAGTCTGTTGATCTAGAACTTCCATTCACATAGATGCAGCATGCTT
CATCTTTAGAATCAGACATCAACCTTTAGTTTGAGACAAAATTGAAACATTTCTAGATTT
TAGGAATTTTACACAAAAGGCTCAAAATAATTTCATCATCTAAGTAGGTGTTAGCTAAAC
GGTTAGGGATTTTTTTAATCCATAAAGCAGAGTAAATAGAAAAAGCACCACTGTATATAT
GTGTATGTATAAGAGAGGATGTTTTTTTTTTTGCNCTTCTNGATGCGGNNAAGNAAATNC
CCAANGGAACTTTGAAAANGTTCNCTNTNGATCAAAGCAAATCAAAGTCTTTTCNGGTAN
CTGCTTTGAAGGAATATCAAAATACTTTTAACA
>CL9421Contig1
GNAAGCATTGGAAGCATGTCAGACCAGGATTTCTAAGATGGAGCTTCAACAGCAGCAGCA
GCAGGTCGTCCAGTTGGAGGGGCTGGAAAATGCCACAGCACGAACTCTCCTGGGAAAACT
TATCAATGTGCTGCTGGCCCTAATGGCTGTCCTTCTGGTGTTTGTCTCAACGGTGGCCAA
CTGTGTGGTCCCCCTCATGAAGACGCGCTCACGCTCCCTGTCCACCCTTCTTCTCGTTCT
CCTGCTGGCTTTCCTGTGGAGAAACTGGGACGCTCTATCTGGGTACACGCACCGTGCTCT
GCAGCCCCCAGGGTGACCAGAATTGAAACCAGCGTGTTGTTGACTGTTGTCCCACAGGAG
GCTTGAAGAATGTGACTGCTCTGAGATGACGCTGTGCACGCTGAGCACATTTTGACAAAA
GCCGAGGATCAAGAGAAAAAAAAAGCCGAAGAAATGGAGTCAACTGTCACATTTAGAAAA
GAAAAAGAAACTGTTTACATTTTGAAATGAACTGATGTGTTGTTTTTCTCTCACAGGATG
CAGCACTGTACTGTTTTTATCTTTTAGAGTTTTATCAATTATAAGTTTATTTCTAATAAT
GTTATTTTTAAAGTAATTTTATTCAGTACCATGTAGCATTATGCTCTTCTCATTCTATGA
AGGGGACTTTCAGTCAGGTAAACGGCTGATGGATCATCCTGAAGCTCCAGCTTGATTGCT
GAGGCTTGGGTTGATTGCCTTTAGGAAGAGAATTTCTCTGATTGGTGGATATGAGCCAGT
GTTGAAAACCTTTCAAAGGTTGCTCCTTTCTTGCTGTGATGAATTTACAGAACCTGTTGA
AGGACTGACCATGACTTTAGTGTGTCGAAATGATTGTAGAGACACTGGGCTTCCTTAGCA
TTTCTATTAGCAAAGATCTCCCGTTTTAATTATTTTGTTTTTATAAAACATAAAGAAAAG
TTGATTGGGACAATTATGAATGTTACATGAAGACTAA
>CL9422Contig1
GCTGCAGCTGATNAGTAACATCCTGGACGACAGCAATTTGACAGGGTCCAAGTACCGTCA
GTGGAAGGAGGAAAACGAAGACCTGTTTCAAGAAATTGCTAAAACGGCTGCTCCCCAAAC
CTCTACAGCAGAAGTTGATGCTGCCCCGGTAAAGGTCACGCCCACTGAGGAGGTTACCTT
GGAAACTGTTGCTAAGGAAACAGCAGGAGCATGCAGAATCAGCCTGACTGATGGTGAGCA
GCTTGTCGATGCGGAGCTTTCTGATGTTCTCATGGAGATCCCGGAGGACTGTACGGGTGC
AAAGATGAGCCCGGTGCTGGAACTGTCTTTGGGATCGTTGAAGGAGTCGATAAACAAAGA
AGTGGGGGAAATAACAAAGGCCGGCGAACCTGCTGAACATTACTTCTACATCTAAGACTG
CATAGCAGTAGAAGCAGTAGTAGTTGCATTTGTCTTAGTTCATCAAAGTCAAATGAACAG
GGGCTGTTTGCAGAAATTTGTGTGACGGATTTNTGCTAAAAGGTCNCTTGGAGCTGCCTC
TATTTTAAAGCNTTAATCAAGNAACAAAAAAAAAAAATCCTCCACGACTTTTTTCATCTT
TTGTAGANNATAAACTTATAACCAGTT



>CL9423Contig1
TAACGGTTTCCAACATAAAAGCTCAATAAAAACCGGCTTAAAGAGAGAGCTCATCGTCAC
AGACATCAAGGTCCGTTCATTCCTGCGTCATTAAAAATGTTCCACATTTTACCCGTTCAC
TCGTCTTCTCGTCCCTCAAACCTGATGGGCGTAAACAGCAACACTTTGCTGTAAAGCATC
AGGACACATAAAGATATCTAATGAAATTCCACAGACAAAAACAAAGCCTCCAATCAGCCC
TCCACCTCCAGGAACACCATTCTCTTGGCCACGCCCTCCTCCCCGTGTTTCTCCTGCAGC
TGCTGCCGGATGACAGGATCAGCTGAGAGCAGGAGACTGTCGTCACGGCGACTCCAAATC
GGGACAGAAAGAGAGGAGGGGTTCAGCAGCAGGTCTAGAGCGGCAGAGAAGTTTCCGCTG
GTCTTTAGCAAAGCCTTGGTGACACTAACCAAGTCCTGCTGAGTCTGGACCATCAGCTCT
TTGATCCGCTGTTTGTCCTCCTCTAGCTGCACTTGAGTGAAGGACAGAGACGCGTCTTTG
CTGGCTGAGTGTTGGGGGTTGGATGGAGCCGCTGAAGCGTCCCCGGCGACACGCTCAGAG
TCGCCTCCCTGTGATTCGCTGTCGAATATGAACAGGTGGGCCTTCGAGGTCACGCCGGCG
GGCTCAGAGGCGGCCGGCTTGGCGGCTGCGGGATCGGAGGGGCACGTGTCTGGTACCC
>CL9424Contig1
TTCGGACGAGGTTCTACTACCCAAGCATGAGATATGAAGTGTTTCAGCTTGCAAGAAAGT
ATTCGCTTGGTTTCTGCCAAGTGTATCTGCAGTGTGACCTGGAATCCTGCATCCGCAGAA
ACCAAATAAGGTCTCGGCCCATTCCTGCTGATGTGATGCTGGAGATGGCAAAGCGCTTGG
AGCCTCCAAATCCTGAGAAGAACTCATGGGAGACGCAAAGTCTGTCAATTTATACTGCAA
GCAACTTGTCGAAAAATGACATCCAGAGAGTAATGGACTTGATCTCTTCAGCTTTAAGTA
ACCCGTTAAGTGCAGCTGAAGATAACACTGAACAAAAGGAAGCTGATCGTCAAAAATGTG
CATCTAGCGTCATCCACCAGGTTGACCAGGCCTGTCGACGCCTCATTTCTGAAGCCATGA
AGACTGCCAAAGATCATCAGATTATTTCTCGGCACATGAGATCATTGGCCACACAGCTGA
ATGAATCCAAAGCAGCACTTCTCCACAATCTGCGCCAACAGTTGCTTCAGGAAGCAATTT
TCCTTCAAGAAGAAGACCTCGATGTAGACCTTGTCAAGAACAGAGCTGTCAGTATTTTTA
AAGAAAATAAGAAAGAAATCCTAGTCAAATTTATCAACAATCAGATGTAATTTTTTAAGA
ATTAAATCACATGGGATTTGTGATGCTCCTGACAAATTTAAATGAATAAAAAAAATGTGT
TTGGTGTTTTTATCTAGAAATGAATAATTCAAAATGAAACTGCTTTTTGCACCAGCTTTA
AGCTATGAAGAACTGTGTACAACCAGTACATGCTTAATTAGTTGAATCTGATTTTAAAAA
TATATAAAACATGGAAAAGCTTGATGTAAAACCACCTAAAATTGCCCCAATTCTCTGAAA
GAAAACTCTTGAATACTA
>CL9425Contig1
GGNTTTAAAAAAAAAAAAAAAAAAGCTAAACACTGAAATATTAACCTCCCTTCAAACACC
AGTCATTTCCTCAAAAAGGTTTTTGGAAAATATAAGCATCGCTAAAGGAATACAGCAGTC
TTCACTTGAGCTGAATCGGTCCTAAACCCCCCCAGAACGCTTTTGACTTCTGGGTTTAAC
TACTAAACAGAAGTGGGAGAATAAGAAATGAAAATCATGCTGTGCAGAGTTTGGGATTCA
ACGCAAAGGGTTCCTGATAACCAGCAAACTGATTTGAGGAGGTCTGGGTCTTCACGCCAG
CCGTGTCGATCATGTAGGAGGAGGGGGGTAGTACTGGTTGTACTGGTTGTACTGGCCGTA
CTGTCCCCAGGAGTTCTGTCCCCAGGCCCCATAATGCTGGTACCAGTTGTAGTTGTAGGC
AGAGTTGTTCGCCTGCATGTCGGTCATTGAATTTGCTGCGACTGCAGAGCCATCGTCGGC
ACGCTGCCTTTTGGCATCTGGCTCCAGAGAGTCGTCACATCCGTTCTCAGCTTTCCTCTT
TGCAGAATCGCTTTCTCTTTGTAATCTTTGTTGTTCTTCATACGCAGCTACAAGCGTGTT
GATGTCCGTGCCAAAGTCTTCCAGGAACTCCACTTTACGCTGAGCAAACAGGACGAGGGT
GTCCAGCGGCATGGGGCTCCTGATCGCTCGGTCAAAACAGGCCAAGACCTCGGCCTGGTT
CTGGGTCACGTCTCCACTGCACTCCAGCTCCAGCAGGTTCAGATACAACTTGGAATTCGT
CGGGTCTCTCTCAAGAGCGTCCAGCAGAACCTTCTTAGCCTTGCTCGGGTCCTTCTGCAC
>CL9426Contig1
CAATATTTTTTGATGATAAACACACACACACAAAAAACGGTAACCTGATGCTCTATAGTA
AGACCCAGACTCTGTGAATTCTTTTAAAATTCAACTAAAAACTTTATTTTGCAAAGAATT
TTTCCTGAATCCGTTTTAATTTGGGCTTGGGATGATTGTTTTACATTGTGCATATTTTTT
GTCTTTTATGTTTTTAGATATACAGTACAGACTAAATGTTTGGACACACCTTCCCATTCA
TTTGAATGAGAAGGTTCTATATAAATAAAATGTACTTACCGGTACTTACCTGTAAATTGT
TTATAGGAAATTCAGCCAAGATAGAACTTAACTAAAAAGTTCTCATTCAAACGCACAATA
AACAAATATTTTCTGACTCCTAGCAGGCCAAGATTTAGTCAGCCCCACAATGGGGTGCAG
ATAGAATAACAGGGTGCTTAGAGTTTTGCGGTGTAATATCCCTCTAAGCATCCCTCTCAT
CATATAAGCACATCTTTTTGATATGTCTTCGAACGTTTGTGTTCAATGCTCTTCCTGACA
CCAACCTCTGCATTTAATTATGTGTTTTTTGTTTGTTTTTTTGTAATTTTAGTTAATTGT
GGATTTTTGCGGGCTGTCAAACTTGAGGGTAGCAGTCACTGCATATAACCGGCTCCCAAA
ATGAATCCAAACTTTCTTTTGAGAAAACCCTTTCTTAGCGTCAGGTCGTAGATCACTAAA
CACATCATTTAACATGATTTATTTCACGTNCTGCTGCCGTTCATCTTNCCTTGGTAGGTA
TNCTG
>CL9427Contig1
ACAGAAATGTGTTTTATTGAAAAAAATGGGCAGAATTACTGACGTAGAATGGAGTTTAAA
GGCCAGAGAACAAAACAAATGGACTATTTTCTCATTTCTCTTCATGCAGGATTAACATGC
AAATTTAGTTTTAGTTTTCAGCACAAACCAGTGAAATTATTGCAGAAAAAGAAGTAAAAC



ACTAAATAACTTTATATTTCTGTCAGATGACGACACCTGCTTTCACAAAACTGAACCCAT
GAACAACATTTAGAGAAGCTTTCAGAGGAAGATCATGAAAACATCCAATCAAAGTCCAGG
AAACGTCGGGTCTTTTCTGCAGCAGAAATGTCTTTAGCAGTGACTGAATGTGAGCAGCAT
CAGCTGTCATTAGAGATAAATATGCGAAATGAGGTGATGCAGCAAACAGAGGTCATGTTT
CCGATTTTCCAGGTGGCAGTTCTGCAGAGATCAGTGTCCATCTTCAACAATCTGTTAATC
CTTGGTGACCCATCGGAGTTCGCTCTTTACATTTTTCAGCTCTGACAGGTTAACTGCAGG
TCCAGGAAGCTTCAACGCTCCTGGCGATGGCTTCTTCTCCTCTGGTGTCGGGGCTGCAGG
GCAGCTTTGCTCCGGAGGAACCTCCTCCATCTGTGCTGCTGTCTCCTCTCTCCTTTTCAC
AGGAAGTCCCGCCCCTGGCCGCAGCGCGCCCATCGGGATGTTCAGATTAGCCTGCAGGGC
CTTAACGTTGGTCGAAGGTTTGGACATAATCCTCCAGGTGAGTCCGCTGAC
>CL9428Contig1
GAGGCTTGCATCCGGTCGGTATGTTGCTCGTGAGAAGGTGGCAGAGGCTCAGACCTGCCT
CCAATCTCCGCGTGGATCAAGGAGTGAGGACGGCGTCGTTGGAAAGCGTCCAACAACAGG
CAGATGATGTGGTAAGTGATCGATTATTGACCCAATAGATCCGTAATCGATCACTTTAAG
AGTTTGTGTTGCAGCTCGTGAAGATGGAGAACCCGTACAAGCAGCCGCAGAGGGGCTGCA
TCCTCTGTAACCTTAACGTGGACTACAAGAACACCCAGGTGAGTGTGACGCACAGAGGTC
AGAGAGTGTGACGTCATCAGTCTGTCATGCAGCTGTGCTCACCTGTTCACAGCTGCTGTC
TCAGTTCATTTCTCCACACTCTGGGCGGATCTACGGACGACACCTGACAGGTGAGTGTGA
GTGGCGGCGGCGCAGACTCGACAGGTGAGTTTGCTGAGGGTCTCGGTTGTGTTGCAGGGC
TGTGCGGCAGGAAGCAGAAGGAGGTGTCCAAAGCCATAAAGAAGGCTCAGGCTCTGGGTT
TCATGCCGGTGACCCACAAACACCCCCAGTTCATGAAAGACCCAAACATCTGCAGCACCA
AGCGGCTGGAGTAGAGCGTCCGCACTCACCGACGGCCGGTGCCGGACTTTTTACCTGCAA
CACTTCAGCAGCACCTGGATGTCATGAAGAAGCGGCGGCTCTGTCCACACGTTACCATAG
AAACCGCTCACCCCGCTCGTAACTCTGTCCCGGTTTCAGGAACCAGTTTGGACTCAGTCC
CAGTGTGTTCTGTCAGTGTAAAGCTGCTTATGTGAACATTGACATTAAAATATCATCTGA
AACAGTTTGTCTGCAGAAGTGTATTAGTCTTTAAAACATCTGTTTCATGGTTCCTTTTTA
CTTTGCTGACATAATTATTTAGGTAATGTCTGCCATGCAGCTTTTCTAATTCACACAGAT
GTTCATGATGACATGTTTTACTCTTATTTGAAACATCATTTTTATT
>CL9429Contig1
TATTTTATGATTTATACAGAAAACAGTAAAGAAAATTTGTCTTTAGAATAAACTATGTAA
CAATGCTGTCAAAAATTAGCCATTTCTCCTATCAAAATGATGCAGTATTGTTAATTGCAT
ATTTGTTCCTCTGATACAATAGAAAAAATGAATTTAGATTATTAGCAAGCATGCTGAAAG
GAGAAACTTGAGGGAAATTCACAGCATCTGTGTGTGAGGTAGAGAACAAGGAACTCATAG
TCAGATTAACCATCATTTTACCACCCTAAAAGCACCAAAAGAAACACCAAAACGCAGAAA
AAGAGGGGAGCTGTGAAGGTCCAGCATCCAAGAATGAGCCTCTTTGTAGGAATCCAGAAC
AATGAAAAGGCTGACGCAATGAGGCAGTCTTCTTCTCAAGCTTAACATGATGGCAGAAGA
CTCTGCTTCTCATTGTGGAAACAATCAAACCATGTGAGGTAAATGCTGCTCTGCAAACAC
ATGAACCTATGATGTCTTTAGCAGGGAGCTATTTAAAAAGGTGTTACCATGCAGCTGATT
AAGGGCAGCTTTGATTAAAAGCATGACCGACTGCAGTCTTTTGGATCAACTTGACTTTTC
AGCGACGTTTCAGCACATCCTGATTAGAAGAGCTAATCCATAAAATAATAATTCTATAGA
TTTGAAAACTGTTTTGGTACAGGATCTCCCTGAATTTGGCAGTTTAGT
>CL9430Contig1
ATGAACATTTTCACTCTACAGGCTCAACAGGCGGTCAACGGTCTTAAAATTTCGTGTGGA
CCCCCGGCAGTACAGATGAGCCCATTTTTTACCTGCAGATAGCCCGTATCCACCCGTACG
GGCAGCTGTGACTGAGGCCTTTACAATCAAATGCACAAAATTAAAAATTACAGGGGGAAA
AAAAAACTGAGAAAACCAAAATGCTTTTCTCCTTTGTGGTTGTGAAAAGATTCCTTCTTG
TTCAACAACTAAACCTTCATCTCCGTTTTCATCTGCATGGTCCTGGTGTGTCAAGATTTT
TGAGTCCTCTTTCAAAAGACAGAGCTTGAAAGTTTTAATGGAATAAAAAAAAAAACTGCC
AGAGTTGAACTTCAAAGAATGCAGGACAGAAGCATCTTTCCGTGAAAAGTGACGAGACGC
GTTTTCTTTTTTTAAGAGAAAAAGCTGAAAAGGAGGTTTTATGGCGAACAGCAGGAGAGG
CCACGCTAAATGATGACATTATGGATGACTCAGCATTTTGCATAACTTTAAGGACCTTGT
TGCCATGGTGCCAAACTCTGGCCGATCACTGCACGGCTTCCTGGAAGCATGCAGCTGTGG
AGGCTTGTCATCTCCCTCCAGACACACAGTTGCCTCTAAAACGGCTGGGAAAGCTCGGTT
TGTATCAAACTTGCTGTTGTTTCTAAGACACGTTGTCTCACTCCATCTGAAGGAATCGGC
TTTGGTCAGGATCACTTTTGTTTGGTGTGTTCTGCACGTGGGAACCGCTGGTTTGTGTGT
GACCGTAGAAGTCAGTGTGCATGTTGTAGAGAAGCCTTTCTCCTGTCATGTCTGGAGCGT
CTGCCAGAACATTTTCACACATTCCTCAGTTTGCCGACCAAAGGAGGAGGTGGACTGCAT
GACAAAGACGAGCGGCTCAACCACATTTTTCTACCTTTCAACGGTTTGTTTGGAGCATGA
GCAGGACGCCCCTCAAAGGGGGGG
>CL9431Contig1
AGCTTTTTAACNCTGCTGCTTGGTAAACCACTTTTTATTTATTTTTTCTGTTTTTTGTCT
TTTTTGTCATAGCGTTGATGCAACACTGAAAAAGCGCCATTTCCAAACAAACACAGGTCC
CTCAATAGTTGATATGTAAGAGGCAGAGAAAATCTCACCTGGACAGTTTTGCATGAAACA
TACAAATGAAACAGGTCAAACCTTTTCTTTTGTCTTTTTGTTGTTTCACATATAATAATA



CATATCCATACTTATAAACACTCCAAAAAAAAAAGAAAAAAAAAANGGNGGAAATAAAAA
NGGAAAAATNTTAAGNCCCNGGTNCGGGAAAAANCNCCCCTTTAGNCCCAAGGATAAANG
TNCAAAACAATANACNTCNCAAATAANNGTTAAGGGTTTTTTTGTTANANACTTANTTCT
AATTTCAAAAAAANTTAGGGGATAAAACTAANCTNGGANATNCCCTATTNCCGGAGGTTT
AGGGGTNCCCCTTAAAAGGCCAGGAAAGGGGAAGGGCTTTTGNGTTNCCGAGGANANGGA
NCANCNGGNCAAAGNGTNCCTTTNGGGGTNCCGGTTGAGNCAANGGGANCTGCCCCNGAC
NTCNCCNCCGGGANATAATTANCNCTTAAAANCTTAATAAANGCNTCTGC
>CL9432Contig1
GGTTAAACTCACAGTCATGTCATTGTGGTATTAATGTTTGTTACTTGAAGCAGTGTATGG
ATGTCTAACGATGAAGGTCGCAGTTTTTTACACGGGGGCCGTCACTCCACTAATGCTACG
TACACACCAGGAATGTCCCACACGGTCAAGAACAGGCTAAATGCGCATTTAACATGCAGT
GTTCACACACCACCCAACACTCACGCATGTGCTTGCAGTTGGAAGAGGCTTAGTGGGAAA
TGTTGAGGCGGTGCAAATACCAGACTTTTTCTTCCACAGCTCTATTCCGATAAATGTAAG
ACTTGGGGTCATACAAAACCCAATTATTAATTACTCCTCCNATCAAATTTTAAATGGTTG
GTACTTACTTGAATTACCAAAACCTACCAAATCCTACTCCCTGATTGGTTAAAGTTCAAG
CGGTTTTATTTTCAATACGTGTTGAATGGCTGCACGTTTTGTACGTAGAGCCCGAAGATG
TTTTTAAAAATGTATGTAGCTCCGCGAGAGTTTTGAACACAGAAGCCCTAAACACGCATT
TCCACACATTTGCACAGACTTTTCATTGGAAGTGGTCGCTTGAACAACGTATGTTACCGA
CTCTGGTGTGAACGTAGCTCAGCAGGTGTAGTTGAAGGATGCATGTCAGGAGATGGTNTG
ATGTTCCAACCTGAAAAAACTTTCTTTGTATGACTTTTGACGCCNCTAAAAAATGTGATG
AACCTTCAGAAGGTGATTTTCCNGTCTATTGTAGTTTACTCAGGCTGTTTCCTTGACAAA
GATNTCCTGAAAGTGCAGAACGAAGGTCAGATTGTGATATAAGNTGATGTGTCAGGTTGC
AGTGAGTCACTAATCTTTTTCTTTTTTTTTCTGTTATGGCATATTTACAAGTATCGCAAT
TATAGTNTTATAAGTTGTGTTTTTTGTGTCCAGAATATAACTTGAATCCTGCAGAGATCC
TGGACANGGATGCATGTACAGACACTGTTGGACTTATGAACTTTTTGATAAGTTTAAAGT
AGACATGAAGAAGCAGAAAGTGTTGTGCTCCCTTAACTTTTTTTTTTCCTAACCAGCTTT
GTACGTGTAGTTTTGTCGTGTCATCTCAATGTGAGAATGTACTTTATTTTTGTAACCACT
TGCATTAGAAAAACA
>CL9433Contig1
AGACTTCCCCAACGTGACCTCTGGGATTTACGTGCACGAGGTCGTTCCTCACTCTCCTGC
TCAGAAAGGGGGCATCAAAGACGGCGACATCATCGTGAAGCTGAACGGGAAACCTCTGAC
GTCCACGTCTGACCTGCAGGCGGCGCTGCAGGAGGAGACGGCTCTGCTGCTGGAGATCAG
GAGAGACAATGACGACCTGCTCTTTAACATAGAACCAGACGTCATCATGCAGTAGACTCT
GGACATCCAGCTCTCACGCGGGGCTGGATGGAAGGCACAGTTTAGTGGAGGTACAGGTCA
GATGGCAGAACTCTGCAGCACACGTCTGACGCTGAGGGACCTCGATGTTACGACGGCTGT
AAAGGAGCAGAAGGAAACCATGTGATGCAGGAAGGCGACGGATTACTGCTGATGAGCTGA
AGCACCCGTCCACCTGCAGAACTGCATCAACACAAACCACTTTAGTGCATTTAGATACTT
GAAGCGTTTTCACTCCAATGAAGCATTTTCTTCTTCTTGTACACAAATGGACAGATACCT
CAGAACCAGTACAGGCTGGTAATGCTCCTCTGTTGATGAACACAAGACAGAACTGATGCA
GTCCACGCTCAAATGGAAGGATGTTCATTTAGCCAATTTAATTGTAAATATTATTTTTCG
ATCAAAAAGCTGAAGTCCAAATGTTATTCATTTGTAATTCTTGCTTTCCAGTATAGACCT
GTTTAAGTACAAATACACAAGTCTTCCTACAGTTGCTTCTTTCAGAAAACGTTGGACAAT
CCGGTTTTGGTTTGGCAATCTATGAAACAAACGT
>CL9434Contig1
GCTAATTAGCTTTTTTTTTAATTGTTTACCACAAATTACAGATAAAAACATCCACAGTAT
GTCCTCTCATCTCAATGGCCCAAACTGTAAGGATCTGAAGAGGCAGTGATACGAGACCAA
ATAAGGATACATGTTTCTGCGTGCTTGTAAAATATCTACTGTCAGCAACCTCTATTAAGC
TGGATGGCATTTGTTTTTGTATGCTTTGCTGCAGTGGGTATTGCTTTGTAACTGAGTGAC
ACATTCATTCACAAGCAGGCCTAGAAATGAATGCAGATACAGTACATCATGGCTATTTTG
GAGTTTTCATCTTTTCCACCTCCCTCCCCTCACCTCTTCTCTTTTTTCCTGTATTTTAAT
GCAAGCCTGAGTCGATACAACACAATCCACACATTTAAACTCAAAGATACAGTATTTACA
GCGCAGGATTATATGGAGAGGAAGACTTATTAGAAAGGAGAGCAGTTTACTCGTTTTTAC
TGGAAAATAAACAGTCACAACCAGTAAGAACAGAAACATACACAGGGTCAAATCCTCCAG
CTTTTATGAAGTCCACCATTTCACCAATCGGCCTGTTTCATCATAATATTTTACTGAACT
TAAACCAAGAANATTANGTTTAAATGTTGTGTAATTCTAAAATTACTCTTTGATTATAAA
NAAAACTTGCAAAACTGATTCTGTTTA
>CL9435Contig1
ATCTGCAGGGATTCATTTGATGTCAGACTAATACAACAGATTATGTGAGGGTCGGGGTTA
AATGTTCATGTGTGTTTGTCATGCAGCAGATGCACATACAGCAGTATAGCTGGGCCATGC
TGAGGCATTTTAAGGTGCTTCTTGCGTTTGCTTCTTTCCGTGCCACATTTGGGGCTCAAG
CTTGGAGGCTGGAGGTGAACTTAAATGACATGCATGCGTCTTTTACCGTCATTACTGCTC
AATGATACTGATACAAATCAGGGGGGAAAAAGAAAAAAAGTCACTTCTGTGGAAGAAAAT
TCTCACATAGGAGAAAAAGATGAAGTGATCTAAGCTTGTGGGATGAAGAAATTGATGTTT
CCTTCGTCAGTGAACGATCCATAAAACATAGTATAGAGATATTCCAAAGCAAATTTATAA



ATTACGTTAAAACCCCCAAATACTAATTTAGGTTCCTTTTGAAAACAAAAAAATCTGTTT
TCTGAACAGGCATTTGGAATGTCCCAGAGATGATATATAGTGACATTTTTTCTTATAACC
ATATAGCTATAATAAAAATGATTTATGGTAGATTTTTAATGTTATTTTTTTATAGGTAAA
CTGGTGTTTATTTATTGTATGATAATGTAGAAATGAAATTGAAAGCATTCTGTTGTTTTT
TCTCTGAACAATCAGCATGTGTGTGTGCTAAAAAACTTTATTCAATGTCTTAAATTCCTC
ACTTCATTTCTGTTGCCTTCTTCAAACAAAAGTCAGATTTGTTGGAAATGAAGTTACATT
ACAGGAGTGCCAGTATTTGATTTTCTGTTGGTTTTTTTGTATAATTGTATGATGTTTATG
TTTTTTTAGCTACAAGGTGGATTTTTTATTTCGCTTTTTTCTTGTTTTGGAGGAAAAAAA
TACTGTCAGACTAAATGTACTGATGTGTGTTTTGGTGCAATATTTAACCATCTTCTCTAA
ATCCATATTACATTTACTGACAAAATTCTTGCTGCTTTTTTTATTTTTTCTTACTTTATG
CTCAAAACGTTTACTTTACTGGTTGAAGTTTGAAGAAACCTTTCTCAGAGTTACTTCCTG
TTCAGTTTAGGCTGAGAAGCTGAACTGACTGATCCCAGATCAGCAGGGTGAGATGTGATC
AGTGTCTCCTCACCTGTCGCAGGAGAATCTGTCACCGGTATCCATGACCTCCTCTGTTTG
TCCTCGTGCTTCAGAGCCTTTAAAAGGTCACCATCAGGGTTTGCTTTTCCCGCCAGCATT
TCTGCTTGTAGAAGCCATACTGCGTTGTCTCCTCGTGTTGTGTGGGATAAGATGTGGAAT
TTCTTCAAAATTGTAAATAGGAGAGCCAGGAAAAATAAATATACACAAGAATATATAAAA
TATTGTGCAGAATAAAGCTCTCTGTGAGGTTGGAATCAAAGATTCTCATGAATGTATCAC
AAGTAGAGACAGAAGGCTGTACAGAAAAGATTCAAC
>CL9436Contig1
GGAATAAATTCCAACCCATNTTTCATCATGAAAGCAACTAACAACGTGTGTGTTTGTGTG
ATCAAGGGCTGGAAAGAATGAATAAATACAGGAAGCATCTCTCTTATAACATTTTCTCTT
TACGTCAATAAATCATCCATTTTAGATTTTTTACAATTATAGCACAAGACAAGAAATAAT
CCAAGGTATTACTAGTTCCCCCACTCTGAGTAGGAGTATCTTGCACAATTCCTGCAGAAG
GTGACTTCTGTTTTATGCACACTAGAGCCGAGTTGCAGGTATGTGTTGGGCAGGAGTTCA
AGTGAACAAACACGTCTTCATCATGATTGAGAAAAAAATGGATGCAGGTCAAGTGCACAT
TTGTGCCTCGTAAATGTCAGAAAACAAAATACGATGAAGATTGAGGGAACATGCAAGAGC
CTGCTGATGGAAGATGGATGAGAGCAGATCACTGGCTGTGACCAGTAATTATGCTCCAAG
GCCTCAACACTGACGTTAGCCTCCTGAGTGTGAAACGATGAAGTGCAGGGAACGTTCTGG
AGACGGCTGCATTTCAAGAAATGAGCGTTGACTGAATCGCTGTGTGTGTTGTCGACGATA
TTAACCTGCATGTGCCACGATGGGTTAATGAACTGTGACACAGATGGACCTTTTTCTTTT
CCAAAATAAACACAAAAAAGAAACTGGGTAAAATTGCAGGGGGTGGAAAAAATGGAGACT
TTCACATGTCTTATTCAGGGTAACATCTGTGTCATCTTGTGTACTGTGCCAAAAAAAGAA
ACGACTGAATTGTCTTAACTAAATGCAATAGTACCATCCTGTTGTGAGCATCTCCTGCTT
TCGTTTCGCATTAATTACTGTCAGACAGCACATGGCGATAGACCCAGGTTTGGGTCTTGA
TGAGCGTTATGTGGCACTAATAATAAATAAATGTGATGTTCAAAGTTGGGAACTTCTTTC
AAGACTGTTAGCTCACAGCAAAGAATGTTTCAGGCAAAATAATGTCATGTTGATGTACAA
ATTCTGAACTGGGGCCAAAGGGCATGGCATGTTTACTGTACATGCCATGCGGTTTTCAAC
ATTCTGATTGTCTTTCTGCCTTCTTCCTGTCATGTACAAGTGCAACTACTCAGAGACGGT
TGAGCTCGACTGGCTCAAGCGACAGCTTATGAGACAAAAGTGCAAATAAGCTTTTTGGAT
ATGTAAAAAACGACAGTCATGTTGATGCAAGATGGAGGTCAAAAGTTTGTCTCCAATTGC
ATAACCCTCATGAACCCCCAAAGGATCATATCGACATGGCATTCGCTATGTTTGGAGGGC
CAAGGGGATGCTAATTTGAAAGCACAATGAATCAGGGTTACATGTTTGCTCATTTTAGTT
CAATTCCATCTTTAAAATGCAGATGGACCACGTTAACCCTTCCCGACACGTTTTAGTCAT
CAAGTTTTTCACCAGAAACGAGCGGATTT
>CL9437Contig1
AAAACAGGATGTCTCAACGCCAAGCACCCGGACTCGTACGGACACTACAGGGAAGCTTTC
ATCACGCAGACCAAACACCACTGGTGGTGGAAGCTGCATTTCGTGTGGGAGCGAGTTCAC
GCCATGCAAGGCTACAGCGGCTTTGCCATCTTCCTGGAGGAAGACAACTACATCCTACCG
GACTTCTTCAGTTTTCACAAATTAATGGCTGAGTTTAAAAAGACTTGCTCAGACTGCGAC
TTGCTCGCTTTGGGCAATCACAATGACTTGAGTGACTTCACCAGCGTTTCTAATCAAGTG
TTAACCACGGGGTGGCTGTCCACCAAACACAACATAGGTATGGGCATCTCCAGGGAGGTG
TACTACAAGCTGATGGGCTGCAGTGACGAATACTGCACTTACGATGACTACAACTGGGAC
TGGACGCTGCAGCACCTTTCCGGAACCTGCATATCCAAGCCTCTGAAGGTTCTAGCCGCG
CTGGGGTCCAGGGTCCTCCACACAGGAGACTGCGGCCCCCACCAGAAGGAGAGCTGCAAT
CCTGAGCGTGCCTTAAAGAGGGCAGAGGAGATCGTGCTGAAGGCTAAAAGCAGCCTGTTC
CCTCAGTCGCTCGTCCTCAGTGCTGCAGAGACGGTGGAGCACAAAGCCCACATGAAGAAC
GGAGGATGGGGGGACATCCGGGATCATATTCTGTGCAAAAACTATGCCAATACGTCTTTG
AAATGACACCTTTTCTTCAGCCTAAAATTGCAGATGTGTCATATTTAAATGGATTCAATT
GGCGC
>CL9438Contig1
TTTTTTTTTTAGACAAACTTTATTTTTCCAAAATGGAGTTCATGAACAACAAGAAATCTA
ACTATTCAAGCCTTGTACTGATTTATAAGCGACAAAATACAAGAGAGTTTGAGGTGATGG
TTGTTGTGTTTCACAGAGATGTCTGTATCCGGGGCTTTGCACGCGCTTTCTTTTTTTCCC
CAATACTGAGAATGACTAGATTTCTCAGGCAACTGTCAGCTACAGTTGATTTTTTGAAGT



TGAAAAGCAGCATTGACATCCAGCAAGAGTTCATTTAAATAATGTGCTTATGTTTTTTTT
GATGACCTTTTAATCTTTGTCAATATTGATACTAATGCTGACTAAAAAATTTGGGGCCAA
GTAGAGGGGGGGGG
>CL9439Contig1
GATTTGATTTGTTTTTTGTTTCATTTTGTATTTAGAGTGCCTTATATTTATGCCTGTTTT
TATAAATGTTTCATTTTCTCATTCATGTATATTTTCTCAGTAATCAAGGCATTTAGTGTA
ACTTATGTTTTATTTACCTTTAGTGTTAAAAACGTGTCACATTTTGAGATTATATATGCA
AATAAGATCGTGTCAAAGGTTTTTCTTTTTTTCATTTTCAGTGGCCTTACAGTGGCTGAG
TGAATTACAAGAGTTATAAAATCACTGACCACTACTAACCGACGAACGACCTTATAGATT
TCAAAATAAAGCTCCTAAATTATGAGATAAGTAAAGAAAATGTTCTAAATTGACATAAGG
GGTGCATGATAAGCCAGTCCTCACAAAAGGGGTGTTACCCTGACAATCCTGAACAGTGGA
ACCATTTTTCTTTGGGTTATTTTGTTCCCCAGCCGTCACTTGAGCAGCATCTCGACTTTC
TGATGGCTTTGTGGATGTGCATTCCAGGTGCTTTCTTTCCCTTTTGTCTATTTCAAGCAA
CCATGGCTTCTGTGGTACTGTCACTTGCTTTCCTGATTCTCTTCATCATGTTTTGAGAAA
TTAAGTGCTATTATTTAATCTATTGGTAGTTCAATTTTCACAGTCCATATGTTTATTTTC
TCATGAAAAACTCTTTTTGTTTTGTCCATATGCACGG
>CL9440Contig1
ATGCTGCTAAGTGGCTGACCTGGCACTCTGTGTACGCTCTGGAGGACGACCTGGACATCA
GCCTCAACAGCCACACCTCCATAAACATCACTCTGTCTGGGTTTAAAGATTCAGTGATGG
AGCTGGTTCACTTTGTGGGCCGTCTGGCGTCTTTGGGCCTTCAGCTGGAGGGCTGCAACA
CTCTGCTCCTCAGCTTCATCCTGGACTTCTATGAGACTGTGTGCGACACCTTTCTGAAGT
TTGGCCTTCCCCTGGTGGTGATGCCCCCTCCTGGAGTTTTCTACCCCGCCCTGTTGGCCA
CTGACCCCGTAAGCGTGGACAGACTGGCGTATATCATGCACAGGTACAAACTGAACCTGA
CATCCGCCAAGAGTCAGGAAAAACAGACGGAGCCCCAGCAGGCCTTTCACATCAGCCGCC
ACACTTTCCGCCAGTTCAACCACTACCTGGTCTTCATGGTCAACTGCCTGTGGAACTGCA
GGATGTTTCATGCAAACACGGACATGCACGTGAGGGAAGAGCTGCTTCACAAGAGCAACG
TTCCTCAGTACTGGACACGGTTCGACTTCATCCACCACCCGGCCTTCACGGGCTACGCCG
TGGACTTTCACCAGAAGTGCTGGCCGGGCAAGAAGGATGTGGACGTCAATTCCATAAAGC
AGTCCAAGCCCTGGAGCTGGTACCTGGAGTATCTTTTCAATCAGGGGTTTGACGGCCTTA
AAGACTTTGTTCACAGCAGCATCAGCAGGCAGGTGACGGCGGGCGACGAGCTGCAAGATT
CGCAGCAAAGGTAGAAGCTCGTCTTGCAGGAAAAGCTCCACCCATTTTTTTTAAAGTTTA
ATTAAAGGCTTGTATATATTTTATTTCCTCGTCTCCGTCAAGTGTTAGATTTCTGTGAAT
TCCTGTTTTTATGTACATACCTTTGTCTTTGCTAAAGCACTTTAAGCTGCTTTTTTTCGC
ATTTTGCCGTGCAAATAAATTATTATTATAAGTTCATGTCTGAAGAAAACATAACCACGT
GATGCTAGTGTGTGCTGACAACATGGAAAGGTCTTGTGTTTTAAACTCTTTAGTTAGAAG
TGATATTCACTTACTGTCCTTATTATTCATAGTCTGTCCAAATAAACAGAGAAACNTTGT
AAATACNCCTGCATTTTAATGAATGATCCNCAATTTTCCTGCATTTATGTTAACCTGCAT
CTATAATAAGGTCATTCAATCAAAACATCAGTTAGCTTTCAAACC
>CL9441Contig1
ATGTCTTTATAAGAAATATAATGCAAGTTTAATAACAAAATACAGTGCATTACATAAGTT
CATCATATTTTATTTAGCTTAATAAATTCATGCTTTTTTAACTGGTATATTGAAATATTT
CTCCATCTTGTCAATGTACTCTTGCAAGAACAGATTANTACTGCGGCCGGTGTGCAGGTT
GGCANCTGGGAAGGCTTGGTATCCATCGGCCATCTCTGCTGCAAGTTATGGAGGTGGGAC
CTTGGATGGAGTAGCCCCTGTCACAGTCGATGGAAATCACGTCCATGGCGTTGAACTTTT
CACGATGGGCCCCCATCCAGTAAGCATGGGGCACGTTGGGTGGCGGGCATGTAAATTCTA
TGCATTGTGGAGGAGATGCATTCCATGTCCCATTGGAGGTGCAATAGATCTCCCTGGGCC
CGTCCAGCATTCCCACCTGGCACTGATACCGAATCACACTCCTGTACCTGTACGGTGGCT
CCNCTGGGC
>CL9442Contig1
CTGTCCGCGTTCGGCTGCTGTCCGGGCCGCCGCCATGGTCCAGACGTGCTCGGNGTACGG
CTGCAAGAACCGGTACCACAAAGACAAAGACATTTCCTTCCACAAGTTCCCGTTGGCGCG
TCCGGACGTTTGCGGGAAGTGGGTGGCGGCCATGAGGAGGAACAACTTCAAACCAACAAA
GTACAGCAACATCTGCTCCCAACACTTCACCANCGACTGCTTCAAGAGGGAGTGCAACAA
CCGCGTGCTGAAGGAGAACGCCGTGCCGTCGCTCTTCAGCGCCAACCTCAGCTTCAAGGT
GGAGTCCATGGACGACCCTTTCTCCTCAGAGATTCCCGCCTCGCTGTCTTTGCCTCTGAC
ATCTGACTCGCCGGCAGAGGAGGAGCCTGAAGGGGGCGCGCCGGGCCCCCGCACCGACAC
GGCGGTGGTCTCCTGTGACCACAACTACACGGCCGAGGACTCGGCGCAGCAGAAGNAAAC
GCATCGAGCAGCTTGAAGGAGCAACTGGAGCATCTCAGGAAGAAGCTGAAGACCGCCCAG
CAGAAGTGTCGGCGGCAGGAGAGACAGCTGAGGAGGCTGAAGGCCGCCCAGGAGGGGCCC
CGGGGCCCCGCCCCTGCATTCAGTGAGGGCTACGTCATTTTACCCAAGCATATGTTCCAC
GCGCTGAAGGGCATCGAGTGACGGACAGCCAAAGCGAGAGGAGGTGAAACGACGAGCAGA
GGGGATCAGTCTGGCTTCATGTTCACAGACTGAGGTCCTGAAGCTCTGCCGGGCCCGTGG
GGGCCGCCTCTGGCTGGACCCCGCCGTGGACGCCACGCGGGACGTGGATGTCCTGGTGTG
GACAGAAAAGCTCTGGAAAGGGACTCTGGTGAGGAGTTCTGGCTTTTGCTCTGTAAGAAA



GTTAGTTCTCCAGGAAAACGACTGAAGGGGGCGGGGCCAGTTAGCTGGGTTTTTGATTGG
TTGGGATGGTTTTCAGAAGAACAAGCGTTTTGGTCCCGTGAACATAGAGTCCTGCATGAA
CTCCACGAGGAGCATGTGTTGTTCTTCAGCTCCGCACTGGAGCAGAACCTCAGTCCTTAC
TGCCATGATCGGTCACTTCCTGCTTCTCCCGCCGCTGCGTCCCGGTCCCACGTTGGTGTT
TCTGCACAGGAACCTGCAGGCTGATGGAGCTGCTTCCCTCCCAAAAAAGACGGTGGAGCT
CCTAGCACTCCATCCAGTGATGCTTAAACCTGAAGACAAACTCACCCAA
>CL9443Contig1
CGAGGGGCGCCAGCCGGTGTTGGTGTAACCAGAGCCGGGGCGCCAGCCGGTCACTACAAT
GGCAACACCATGAGAGTTGTGCTGGTGCCTTGAACATCATCCAAAGACACTAGTAGAACT
AGTTCATGTTCATAGTGCTCTCCACTTAACTTTGGACAGTCAATGAATTATTTCCTTCAA
TATTTTGAGTTTTGTTTTTTTTGTTTCACTTTTAGTTGGAACAAAAATAAATAAAAAGAT
CACCAGAAAAAAAAAA
>CL9444Contig1
GTTATTTTAGGGAACTCTTTTGGGAGCTTCCTCCCAGAAAACCTTTTCAGTTTCATGCTG
TTTTCTATCTTCACTTCTTCTTGTTTTCAGTTCTCTGCACTTTAGCGCCTCTCTNAAGGC
CAGAGTGATTCTGGCTGGTGAATTCTGAATTCTCTGTGATGAATTTTAAACAGTGAGATG
CTCACTGACATCATATTTTAGAGGGATACCTTTTCCTGCTTCTGCGTTACAAAACTATCA
CGTTCACGCCTCGCCATGCAAGTTTCCACGACTAGCGCACAAAACAAACTAGATCTAACT
TTGACCAATCGGAGACTCGGATTTGGTAGAGGCGTATGGATGACGTCCCCTTTAAATAAC
GGAAGTGCCAACATTTGAAAATTGATCATGGACATTTGTGGTTTGTGTGCAGCTGGATTC
ATAACAATAATAATGGATTGGATTTATCTTCCAGTGTGTCCATTTTTCATTCATACTTGC
TGATGGTAACTACTGATGCAGCCTCAGCTGTCCTGGGGCAGACTGACAGACTGCCAGTTC
ATGCCTACAGCCCCTCTGACCATCACCGGGACATTCATGCACATTCAACCACCAGTGGAG
CTACTCTGGAGGCAATTGAAGTGTCTTGCCCAAGGACACAAGGACAGTTGACTGGGGGGA
GCGGGGTTCGCACTGCTGACCCTTGACCATTGGACGCCCTGCTCAACCGCNTGAGCCACT
GCCGCCCATGTCTTTCATAAATCAGACAAGAATTGAAAGTAAGAAAAAATCCTGGAGCAA
GATCCACCAGATTTGGACCGCTTTGACATTTCGCACCAAGCCTCTCCCAAC
>CL9445Contig1
AGGTTTTCCTTACAGAGACTCCAAGAGAATCCATCTCTCCCAGCTGGATCTGCCTCCGAG
TCTTCACCACGTCGAACGGCAGAGTCAGCACTGCAGCCGCAGCTCCTGAGACGGCTCCTG
CAGTGAAGCTGATTGAGAAGTTGGCCTGAGTCGTTCCACAATGCTCACAGAGCTGAGCCT
TCACCAGCTCATAGTTAAACCAGTACAACCCAGAGAAGGGCACGTCTCGGAGAACGGTGG
GACCCCACCCCCCTCCACAGCGACAGCGGGCCCCCCCGAGCCACAGCAGACCGGATGCAC
ACCCGCAGCTCGCTGTACGACAACTTCCTGGACTGCATTTTGGTCCTGATGAGCTCCAAA
GGGCTGATGACGGTCACGGCCCCCAATCTGGCAAGAGCTCCAGCAAGAAGAGGGACGAAA
CTTCCCTGGAGGCCCACGCCGAACCGCAGGAAGTCCCGCAGCTGGTCGTAGCAGGTGAAG
TAGATGATGGTGGCCGGGACCGCCATGACCAGCGTCGGCGGCAGCCCACTCCACAGAGTC
CTGAGTCCCTCATGACGCGTTATTTTGACAAAAGCATCCAGAGTCCCGCTGAAGTGTGTG
GGCTTTTTGTACCAGGTGCTGCAACTGGTTCCATTCTGGCAAACGTAGATGTGATCCATC
AATCCATTGCAATACAGGAAGCATTTCCTTTTGTGAAGACGGCTGACACCCCCCCATGGA
GCCGGTTCACAGGTTAAAGCTTGGTGGAACGGCGTCTGCTGAGCCTGCAGCCTTATCTTC
ACAACGTCCAGCGGTGTGATTTTACTTTAGCCGCCTGCTTCTCTGTAAGCCACATGCGCC
TTCGCCCATGTTAGACAAGCACCAGTTGTATTTTACTTCATCCTATCCGGGACTCCATCA
TCTAATGCTCATCGATATTTTATCAGTTCAAGCTCGTAAACCAG
>CL9446Contig1
AGCCAACATCCGTCGTAAACATGGCTGGAGCCACCACAGTAAAAAACGCCCTGGCCAAAT
GGGAGATGGACTCAAAACAGAAGGCAAGTGAAGCTACAGAGATCAAGCTGTTTGGACAGA
TTCCTCCCATTGAAAAGTTGGATGATTCTCTCTCAACTCTCATCAACTGCGAGTGAGTCA
TGGCATCAAACTATGGCTTTTTTTTTTCTGGACTGGACTGTTAAAAGCAACATTTTACAC
ATTTAATACGGAATCTTGGATCCATTTTGTTAAAAAATAAGTTCAAAATATACAGTTTGT
GTGGCACATCCATGAGCGACTATGCTGGCATAGATAAAAAAAATACCACTTCAAGAATGA
ATCAAATAAAAGGTTTGCATGGAAACAAGCTGATGGTTTAACACTGTATGTGTCTGACTT
TATCCACAACAGGAAGTTGTCTCTATCAACAAATAGGATTGAGAAAATAACTAACCTCAG
TGGTCTCAAAAACTTGAAGATTTTGTCATTGAGCAGAAATAACATCAAGACACTTGTTGG
GCTGGTAAATTACTTAAAAAGTTTCAATTTAGTTTTGTTTTCATCAACATTTTAAGTTTA
ACTCGATTTGCAGTTTGAATGGACCTTGTTTTTCATCAAATCTGTATTTTTCGTATTTTT
AGGAGCCACTTCAAGACACTTTAGAGGAGCTGTGGATTTCCTACAATTTGATAGAAAGAC
TTAGAGGAATCCAATCCTTCAAGAAACTAAAGGTCCTCTACATGTCCAACAATTTGGTGA
ATGACTGGGACGAATTTATGA
>CL9447Contig1
GTCGACCACGCGTCGGACTTCTGTGCCTCAGAGGATGAAGTGGTTGGGGTCAGCGTCAGT
GTTCGAGACAGAGAAGATGTGGTTCAGGTCTGGAACGAAAATGCCTTCTGCTCCAACGAG
TCAAACGTGCTTGAAAGGATCTACCAGCTCTTGCCACAGATTTCTTTCAAAGCCGTGTTT
TACAAACCCCACAAGGAGCACCACGCCTTTGAAGGAGGCCGATCTCGACACTAGCACGCT



TTTGCACGCCAAACCTTTCGAGGTGTACAGTGTTCCTCTCTGCTGATGAAGGTGTTTCGG
GTCATGGCGCTCAGGCAAACCACAGCGGTTGAGTTAGTCCTCATGAGTACCTCAATCCAG
CTTAGGCTGTCACATGATTCAGACAATTGAGACATCACTTTTTTCTGAAAAGTACTTTTC
ATCACGAAATACTATTTTAGTCAAACTGTTTTAGCTTTGTTTTATACAGTGTTTTATACT
GGAGTGTTTTACAAAACCAAAAATGAAAGCTTTTTCCTTATCTTTTTCTCCCCCCTAAGT
TACATTCAAATGACATGATTGTGCAATTGAGTATAGTTACTGAGTAAACAGATTTTTTTA
AATTCAAATGAATCCACAAACAAACCTATATGGTGTNGTTGGCTAAAAGTTTTCTCTCAT
T
>CL9448Contig1
TTTATTTAAAAAACAAAACAGAAAAGCTCTACAATCTTAGTAAAAGAACGCTCAGCCAGA
GACAGGAAACCAGAGAAAAGACAGGAAGTGACGTGGAAGCATTCACGCTCCTCAGTTAAA
GGTGGTCCGGGTCAGAACACTGGTGGGTCACAGACGTGTTTACGGATAAATATTTCTGCT
CCAAAGTCCAGGGTGAAGGGTTTGACCTCTGAAGACCTGAAGAAACTTCTGGAGACGTTC
GGTCGCGAGCAGCCGTGTGTTACGCCAGAGTCGCACAATAAAAACTACAATAAAATACAA
TTTACAGCAAGTTACATACTTTCTGTGCCCCCTCCCCCTGCCTGCCCCCCCAACTGTCTT
ATGTATGCCGGATAGACGTGACCGAAAGAAGAGTGAGGTGAGTGACGGGCCATTGATTCA
TGGGCATCCTCATTCGGGATCCAAGGGGTGGGGTACCAGCTGATGTCCATGGGTGAGCAA
TGGGAGCCTGTATTTTGGAAGGGGTTTGTCAATTTATCAGACTGAGGATCTGTTCAGGTT
ATTCTCTGAGAGTGTGAGATGTTTCCATGTGCATACTGTACAGCAAAAGGCCCCCCTCCA
TGGTTGCAGTGTCTTCATGTGCCCCTGTCAGTCTTTAGTCCCCTCAACACTGCTGCCCCT
GATTATAAACAGTAATAGAAATTCAGCCCCCACCCAGAGGCACACCTCTAAATTTCAGTG
GGAGTCTTAAAATGGCCGCTTCACCCCCACCCCCCCGCAGCAAGATACTGATCAGTTCGT
TCCCTCGGATTGTCACCGGCTCCGTTCAGTTCATTCCACTGATCTCCTACGAGGAGGCGT
CGCTCTCGGGGGGCTTTGGAGCTCCTTCTTCGTCTGGACGGGATTCGCAGCAGCTTCCTG
GGTTTCCGTTCTCTGCTCCGCTGTTCAGGGTCATGTTCTCCAGAGCNTGAAGTGAGGCGG
CGTTGTTGTTGGGTGGAGCCCCGCCGCCGCTGCTGCTGTCCTCCAATTCATCCAGATAGA
GGCGGTATCGATGTCCGCTGTCCC
>CL9449Contig1
AGGCCAAAGCAGGAGTCCAGGTGAAAGCATGGCAGGAAGGGAAACAGGGAGGAGAATGGG
GTCATAGGGACTTTGTGGGAGTGGACTGTCAGAGTGAAACATTAGGGAGCATAGACTGGT
AGGAGGAGGTTGAGGGAAAGATGACCTGGTCTTTAAACTGGATAGCAGGGCTTCACCACA
CCCACCTCTTTATTCAGGCACTTTATGTGCTCCCTGCATGCATGGGGCATTTCCAGTCCC
CTTTATGTTGAAGGTTAGGAACCTTTGACCACATCTTCAGCANCTGCTCTGTGGTGCTTG
GTGAAAGATGGAGGCACAATTGTTTTTTTTACATAAACTCTNAAGCTGTCGGCAGAACAC
AAAAATGTCCTCAAAAAAAGATCACCCTCGTAAGATCAACTCCTGCTGTCAGGTGAACAT
CTCCGGGCATCCTGACCATTGCAAGAGACTGACAGCTGGGGGTGGACGCGAGCTGCAGCT
GAAAGTCTCAGCTCACACTGCTGCTACCATCCTGGGATCTAGACGTCGTGCTTGTGTCTG
AGACCTGAGCACTAAAGCAGACGTGGTGCTGAAGCTGACAACCGCATTGGAAGAACAGAT
GATTGATCTTTAATAACTGAAACTTTTGACATACGCAGGACAGTTTTGCAGCTGTCATCT
TACTGAATGGCGATTGTGGTGTTTCCAGTGGAGGGGTGGTGCAGAGGTTTTGTGGCTTGA
TTTTTAAGTTTTGCCTTCCAGAGATTTGATCATAGAGGAAGAGAGGAGACATTCTAGAGT
TTATCAAAACAGCAGGAAGGGCCTCCAGATGAAGGTACCTCAGAAGAGGAGATCCTTGAA
GTCATGTCAGTAACTGTAATCCACCTAGAAAAAAGCAAGATCTGATGATTCCTGACTGGA
TCTTCCAGAGGAGGATGTACGATGATGAAAGACCCCAAACACCAGGAACATCCCCGACAA
AGTATCCAGAGACATCTCTTGATGGAGATATAAGATATCTCTAATAAGACTTGACTGACA
CCATGTGGCCGAACACAGTTATGATCAAATGCTCCAAGCTTCAAACTAATGCTCACTGTC
ACCAGAAATGCTGCTCCATCTGCCTAACAGTAAACATC
>CL9450Contig1
GGCTTTTCCTGATGAATCTGGCTCCAAAGACTGCTCTGAAGGTTTAGTGGGCAGCTGCAT
AAGAGGAGGGGGGGAGCTGCCGCCGACTGGACTAGGCTTACGCCTGGGGGACCGTGATGG
ACTGCGCTTCCTTTCTCTTTTCACTGGTGACCTTCGACGTGGTGATGGAGATCTTGTCTT
CCGCCGTCTAGGACTCCTTGATTGAGCTCTCTCCCGGTTGTCCTTTTCCTTCTTATCTTC
ATCCACCTTCCTCAATGAAGCAATCTTCTCCTGTTCAATCTGTCTCTGTCTGATTTCCTC
CTTCTTTTGCTCCAGGAAGGCAGAGGGGATGCCGGCGATGTTTTCTTGGGCGCTCAACAG
CAGGGGCCACAGGTCTTTCATGAACTCTCGGGCATTCTTTCCATTCAGGAACCCTGTCAG
GTTGATCTGCATCATCTTGCTGTCTGGATGCTTCTCCTCGAGTTGGTTGAAAATGAACTC
AATGACCACATCGTCTTCAAATCCCAGAATCTCTGTCACACGCTGAGTAATCCAAGGTTT
GATGACTTCTAGGTTCACTTTGGTCATGTCCACCTTCTTGTCCAGACATTCTGCAAATTT
CAGCTGCTTCAGCAGTTTCTTCTGCTTGTTGCTGAAACGGTTGTCTTGCTCCGCACTTGT
ACCGCGGAAAAATCCCGCGTCCATTATCGGGGAAAATGAATCGTTTCAGGAGCGGTTGAA
AAAGACTTGCAA
>CL9451Contig1
GGGTTTGTTTTCGTGGGCGAAACTCAGACACGCTGTCGAGGCTGGCACTTGGTTGATGTC
ATGAAATGGGCGGCACCCACACAGAGCCAAAGCCGGCCCCTCAGAGATCGAGTCGTCCTA



CTTCCGTGTCGGAAATAACAAGAATAGCATGAACTAGGTCCTTTAGTGGTGATCTGTTAA
ATTCTGTTACAAACTCTTGTAAACATGTGAAATGTAATTGCTGGATCCTTCTTTCACACT
TTCTGGCTCTGTAACAAGTTACTAAACAAGGTTTTTGTTTTTTTTCCCAGACAGACATTT
TCTTTATTTTATTTCTAGTCTTCCAATACAAAATCCACAGTAACTTTAATAAAAACGTAT
TTCTGTTCTATGTAAAGAAGTGAAAAGTATCCCATTCCAAGTGTCACTATAGCCCTTCAA
CAGCAGAGCTTTGGCTCCAGTGTTCACATTCTTTGGGCTACCTGTACTCTATAACTGTTG
AGGCGATTGACGTAATTCCAATGGATTCTGAAGCAGCGAAAAGCCCTGAGATGCAAACCC
AACAGTGGTGAAATGATTACGCAATCAACACAAATCAGCTGATTCTGTTATGGACAGAGG
GAGCATTGTGCTGCAAAAGCGGTATAGAAAATCCAATGCGAGCGTTATGGTATGTCACCG
TGTGTTATTCAGGTGTCGTCTTCAATGTTAAAGGGTTAAATAATTCACTTATTGTTATTA
TAAGGGTTTAAAGAATGCAAGCCAATTGGTTAGTCCTCACATTTTTAAACTAACCATGAT
TTCTTAGGACACTCCTGGTCTAAAAATATTTTATCATGACTCAAAAATGCCACAGGCCCC
AGAAATAAGTCAAAAGTTCCTATTCGATTGACTGATTTGTTTTAAATGAGCCAAAAAAAA
ATCTGCCAATGGGGTAAGAAAATAATTCTAAGAATCCTCATTTTAAACTAAGCTTTTGCT
CAAAAGTTTAAATGGTACATGTCTGTAATTCAATCTAAAGTTGTGATGTGATGACCCACA
ATGCTTCTAAAAATGTGTTTGTTTAGCTTGCTATCTGTCAAACTGTATTTCTTTGGCTGA
TAAAAAATAAATCA
>CL9452Contig1
TAAACCCGGGCATTATGGCCGGGGAAAGGAGCGATGGTTTTCCCACAAGCATGAAACAGA
AGAATGAATTGCCGCCGTCTTTATAATAAGAACCGGTGAAGACCAGTTAATACAAGGAAG
CTCTCCTGACAGTTTCATCTCCATCCCAAACCAGCCATGTCCTGCCGGGACATCCACGCC
ACCAACGCCTTTTCCTTCATCATTGCTTTCGTGTCCGTGGCTGGGATCGCTGTGGCAACG
GTAATCCCACAGTGGCGCATAACAAGACTTGTCACTTTCAATCAAAATGCCAAAAACATC
AGCGTGTACGACGGGCTGTGGGCTAAATGCGTGAAACAGGACGGATACTCGGGCTGCTAC
TACTATGATTCAGAGTGGTACTCTAAATTGGATCAGCTGGATTTGCGGCTCTTGCAGTTC
TGTCTCCCAGCAGGCCTCATGTTTGGCTTTTTAGCCTTACTCCTGTCCACCACAGGGATG
TGTAAAACCTGCTGCTGCTCCGACAAACCCGAACCAGACATCAAGACCATCAGATTCTTG
GTGAACAGTCCGGGCTGTCACCTCGTGGCTGGGATGTTCTTTTTCTTGGGTGGGGCCATC
GCCATTGCGCCCTCCGTGTGGTTCCTGTTCCGCACCAAGGAGATGAACATTAAATACGAT
AACATTTTCTCTGATGGCTTTGCCGTGTATGTATCCATAGGCTGTTCAGGAGGCCTCATG
TTAGCCGCACTCCTAATGTTCATGTGGTACTGCATGTGTAAGAAGCTGCCTTCACCTTTC
TG
>CL9453Contig1
TGAAAACAGCAAAAATACTGATGAAGCTTTATAGGAAACAGCAATAACACACATGACATT
TAAAGTTTGGTCAGACATCATCTGTACAAATTTGGGAATCAGTGTCAACATTTTGTTCTC
TTAAAGTTTCTTTCTTTCATGTTTTTTTTTTGAAAAATAAACCTTCATATAAATAAATAA
CAGTAAACAAACAAACTCTCGTCGAAGTCTCAGTCAGTGTTGAACAAATGTCCTTTCAGC
TGTTGTTCATGAGGAAAACTCGGGGGAGTCGTAAAGTTTTCTGAGTCCTGCAGGTCTTGT
GTCGGGTCCTTAACACGAGGTTCTGAGCAGCAGGAGTCTCACACAGNGGGACGACAGCAG
TTCATCATGAAAATCACTGATGTTCCGGTTGGTTGAAGTGACCCATGAANAGAACGACAC
CTGTGGACTTGTGCTGAATGAGAAAGAGGAATGGTCGGTCCAGTATGATCTCCTCCACGG
CCATGCGA
>CL9454Contig1
TTTTTTTTTTATGTCAAAAGGACTTTTATTTTCTTAATTATTTTTTATGAAATATACATT
TTCTACTTCATCACTGGTATGCACAAAACCTACTTGTTTATATTATGTATACCGTAAACA
GATTTTTTTGCACTGATATGGAGACAGCTTTCTTTTTTTGTGAAAATCTTCCATTTTAAA
ACCAATCACACACGTAAAGCCGTGTTCCAAATGCAGAGAACATGTCGTCATTATCTCACC
ATTTTAACAATCAGTTGCTTCACATGTTTTTGTTGGGCAAATCAACAGAATCTTCCATCT
GTTGGATAAAAGAAAACATAAAAAATTCTCAATGAAATCCGTTTTTGATAAACTGTTGC
>CL9455Contig1
TCTCTTTTTGNAGGAACGAGGGGTTGAACAAAGGAGCATACATTACAAAATAGTCTTATT
TTACACATAAATATGAAACACAAAGGCAGATGAGTAGAGCCTTGCTTAGGTCCATAAAGC
TTTTGACCATGCAACGTTCAGTACCTTAAAAAAACACACACACGCACACACCAAAAGTCA
GAAACATGGCTGAGTCCACCAGAGACACAAAACCATGTCCAATATGTACACAGTATAACA
AAAATATCACTTTTTTTTCTGAAACAGCACGGTTATCGTATTTTTTTTTTTACAACTAAA
GGTGTACGTTTAGTTCAGCACAACAACATGTGTTCAGACAAGCCACTAATGCTACAAGTC
AACACTTTAGTCTTTACAAATTAAAAAACACCGACTGAAATTGTAGCGGTAAAAGTAATA
TACTCCGAATACATTTATATATATATATATATATATATATAAATATATATATAGTTACAT
CCATATACATATAGGGTTAAATACTGATCAATCTGAATCCCTGGAACGCCTGAAAACATC
CTTTGTCGATTTAGGCAGCTAGCTAAGTGAAAGTACCTCAGTGAGGCGCTCGCTTAGC
>CL9456Contig1
TTTTTTTTTTTTTTTTTTTGAGCGAAAATAGATTTATTTACTCACAGAATCAGAAACTTT
TCATACACCTTTTGTTCTTCTTTTCCACTCATCCCAAGATGAACAGAATAAATATTACCT
GGACACTGTGCTTTTTCCCTGATTGTCTAAGTAACTGCCAAGTAAAACCCCAACAAATCA



CCCGTCCCGTCATCTTTCCCCTTCCCCTTAATGATCCATTGCACACAGTTAAGGAATGGC
AGCTGTAACATCGAAATGGTAAACTGGGGGAATTGTTGGCTGACATAACAGAAGAGAAAT
GATGTCAGTGAGAATCATACAGTCAGAATTCTGCGAGAGGCTGAAACAATATGGACAAAA
AAATAAAACAGGACAAGGGATGCAAATGAAAAGTGTGGACTGAAAAGTTAAAGCTCACAA
TTTCAAACCTCCCAATATACACTAGCTAAAAATCAGACATAGCACTAGCATTTCTCTGTT
TAAAACAGCAGTTGGAAAAATGGCCAAT
>CL9457Contig1
GAGGGTTCGCCACAGCTTTGGGCGGCCCGTCCTGTCTCTGCGGCTCCCTGCAGGTCACGA
GGGCCGCTTCACTCTGACACCGATGCTGACCACAGTGGACGACCTGCTCAAGGACATCCG
CGCCAAAGACCCTGGGATTCACACAGCTGCACTGCTCAGTGACGATGGTCAGAGAATCTC
CCTCTGCACGTCCATGGAAACGGTTCTCAACAAGGACTTCCAGCTGGTCCTCAATGACAC
CATCTACAACATCCGCTCACTTGGAAGAGGCATGTCTCGTGAACACATTCTGGGTCTGGA
TGACATGAAGTACCTGGTCCACCTTCTTCACACGGCCTTGACTCTTCCTCAGCAGCTGCA
CATCCAACACTCACAGCTGCTGGTCAAGCAGGAACAGCTCCGGCAGCAGCTGGAACCTCT
GGAGAAGGTAAGAGTCCAGATAGCAGAGAAGGCAGAGGTGAGAGCCTCCATGTTGGGGTG
GATGGGCCTGGCCTACCTGTCCCTGCAGGGGGGGTTCCTGGGATACCTCACCTGGTATGT
GTTTGCCTGGGACGTGATGGAACCCGTCACCTTTTTCATTTCCTGCACGACAAGCATGAT
CTTCTTTGCGTACTACATCCTCACCAAGCAGGACATCATCTTTCCAGACATCAGAGACCG
CCACTTCCTGTTCTACTTCCACAAGAAAGCTGCACTCCAGAAGTTTGATGTTCTAAAGTA
CAACATGTTGAAGGACGAGCTGGCAAAGGTGGAGACGGATCTCAGGAGGCTCCGGAGGGC
CATCCAGCTGCAGCTGCCAGTGGACCAGATCCAGAAGGACAGGAACTGAGAGTTTTACCT
CCACGACGTCCAACATCACGTCTGCACTTTTTAAGTCTGTCTCCTGGTTGGTCTGCCTCG
GTTCAAAAACCACGAAAAAACTTTTATCGAAGTTTCTCTCTGATTTTAGCACAAACACTC
TTATCTATTCGTATTCAAATGTAAAAGTTGACATAAAATGTGTAAAT
>CL9458Contig1
TCGGCACGAGGCATGTGTCCTCCTGCTCTGATCCTGCCCCACTCACACTCGCCGAGCAGG
AGCTAAAGCAGATCAAAATCACAGAGGTGAAGACAGAGATCAGCGTGGAAAGCAAACACC
AGACACTCCAGGGTTTAGCATTTCCCCTGCAGGCGACGGCCAAAAGAGCCCTGCAGCAGC
TCTCTCTCAGGCACATCAACTATGTGCAATTGAGGCTGGATACAGAAAAGGAAACTATTG
AGTTGGTTCACTCAAACCCAACCGAGACTCGAGATCTGCCCCGTAGAGTTCCCAGAGACA
CTCCCAGATATCACTTTTTCCTTTACAAGCACTCCCATGAAGGAGACTACCTGGAATCGA
TTGTGTTCATATACTCCATGCCAGGATACAGCTGCAGCATTAAGGAGCGGATGCTATATT
CCAGCTGCAAGAGTCGGCTACTTGAGGAAGTGGAGAAGGATTACCAGCTGGAAATATCTA
AAAAGCTGGAGATAGACGATGGAGACGAGCTGACAGAGGAATTTCTGTACGACGAGGTCC
ATCCCAAGCAGTATGCTCACAAACAAGCCTTTGCAAAGCCCCGAGGCCCTGCAGGAAAGA
GGGGACATAAGCGTCTTATTAAGGGAACTGGAGAGGCCACACTGGATAGCTAAAGGCAAA
TAACATTTCAGAGAAAGCTCTAACAGTGCTCACTGCTGACTAAAAGAAAACGCAGTGATG
CCTTCTTTTTTTTTCCGTTTATGTGCTGAAAAAGGATTTTGGAAAAAGTCTAGCTCTTTT
TTTGTGCTGTTCATTACATGACAAAATAGACAATAAATACAGTGACATTTTTAAAGAACT
CAGGGTGACACGAACACAGCCTTTTGCCTTCTATGAGACACATTTGCAATGCAGTGTTTA
CCAAGAAAAGCAGCAGTGTTGTCTTGTAAAAGCACAGACATACATTTGAATGTAGCTTTA
GATAAATGTTTTGTATCAACATTTCTAAGACTTGAGCCAACTCTGAGAACAAAAAACACA
ACAA
>CL9459Contig1
GGTACGGAGCCAACCCGGACCCGCGCTTCTCCACCATTTCCCGCTTCATGGGCTCGTCGT
CGGGCATGAACATGGGCAGCATGGGGAGCCTCGGGTCCCTGGCAGATGTGGGGAAAGGCA
TGAGCTCCCTGTCCAGCACCCCGAGGCGGAAGCGGCGCGTGCTGTTCTCCCAGGCGCAGG
TGTACGAGCTGGAACGGCGCTTCAAGCAGCAGAAGTACCTGTCTGCGCCGGAGAGGGAAC
ACCTGGCAAGCATGATCCACCTCACCCCGACCCAGGTGAAAATCTGGTTCCAGAACCACC
GCTACAAGATGAAGAGGCAGGCGAAGGACAAGGCGTCGCAGCAGCACCTGCAGCAGGACG
GCGGCTCCTGCCAGCAGCAGCAGCAGCAGCAGCAGTCCCCGCGGAGGGTGGCCGTGCCGG
TGCTGGTGAAGGACGGGAAGCCGTGCCAGGGCAGCGGCCACACGCCCACGTCCTCCGCGC
AGACGCACCACCAGCAAGGAGGCAACGTCATGATCATGTCCAGCGGCGCGTCCGGCCTCG
GGCACCAGAGCCAGCAGGTGGGAAGCACGGGTCACTCCCCGGACTTGGCGTCGTCCAGTC
CGCCGTCCATGCAGAGCCAGGTGGCCGGCCTCTCCCACCTCAACTCCCCCGGCGCGGAGT
ACGGCTCGGCCCTGCAGTGTTCCGCGCTGCTGTACGGCAGGACGTGGTGACAGGAGGCGC
CGGCTGCGACCCCCGAACACGCAAAGTTTTTCTCTTTTTAAAGATTATTGTAAAAATGTC
AACAGAAAAGCCGCCATTTTTCAAAGACCACGCGTGGAAAAAGTTTTCCCAGAAACTGCG
GATGTGAAAATGTTGGGAATTATTTATGTAAATTATATTCAGAGAAAAAGAGGAAAAAGC
CGGGCGCATGAACACGAGTGGACTGCTGCACCCCCCTCCCCACGGACACGAACCCACGAC
ACGACTCTGATTTATCCTAGAAATTCATGTAAGAGTAGAGTAGCGTGTATATTTCTGTCC
GAGGTTTGGATTTTAGATCTTTGTTGTACAGATGTTTTGGAGGTTTTTGCTCGTTTGTTG
TCGTTTCTGGTATTTGTACGTTTTTTTCTTTGTAACTAAAAAGAAATT
>CL9460Contig1



CCAGGATGGCCAGAGAGCGCTGCAGGATGGACACGTCCACCATCGGCTGGTTCACGTAGC
CCGCAATCTGTTTGATGAAGGAGATGGAGATGAGATCCCAGGACACAATTCCATGGTCCA
TCAGCTCCAGGAAGGCAGTGAGAGTGAAGGCCAACATCTCCCCAAAGTGGGTGCCGCTCT
CCACAAGGCGAGCCAGAGTCCCAATGCCCTCCATGTTGATGTACTCTGCAGCAAAGGTCG
GGTCTGCAGACAGCTTGGCCAGCTCTTTCAGAGCCTCCAGGCGAGCATCTATGCTGTGGG
ACTGGATCCTCTCCAGGAGCTGACGCGCAGCACGAGCTGGAGAAATTGCTAATCGAAGGA
TGGTGCCATTCTTGATGTCTCCACGGCTCTGCTCTGTGATGTAGAGCTGAGGACCATCAG
CGTAACGCAGCGCAAACTGTTCTGAGCCTGACAAAGACCAGCCATCACATACTTCTCGAA
CAATGGAGGACAAAGGCCTTTTCTGGTCCATCTCTATTAGCTGAGCATTGGCACCAGGCC
ACTCAATGGCAACCTTGACAATATCTGCTGGAGGTGGCATGGTTGTCTGATCGTCTCCAG
CCTGATAGAAAACTGCAGGAAGGGTCAGACTGAGTCAGAAAAGTCCTGTTGGCTACCCCA
TCATCCTCTGCTGTCTTCGATCTGCTGTGATGAGAACTGCTTGATTTTTCGCGTCTGATG
ATTGGCTTCCCGCTCGGAGGGGACTTTTCATTGAGACCAGTTACTGATGATTTGGCTGCG
TGCGCTGTGACGGTAGCATAGCAACAACTACAGAGGACTTCCGAGCCTGAAAGAAATTCA
ACAGTGTGGCCTCAGAAAAGACTCGTTTTGACCTCAGCCGTTTCCTTGCGTTTTCACCGA
CGCACGGATCCTTCTGACGCCATTTTAACGCTCTTCTCTCCGGTTTGCCCTCCCCGGC
>CL9461Contig1
GGGNAAAAGNAAAAAACCCAAAAAAAAAAAAAGGAAAAAAAATGTTATTAAAAAGAAAAA
AATGTCACAGCATCCATTATTTGCACATACATTTTTAATAATAGGTAAAGCATTTAAAAT
TACTTAAACCAAAAACAATACAAGCTTACCTAAATGGTTTTAAATTTAAAACTCGTCTCC
TCTGCTTNATATATATATATATATTTATTTATAACTTTAGAAACTAAGTAAAATAGTTTA
TGAAGCGATAAAAATAAACAACTGCTTGATTGTGAACTTTAATGGTAGGTGAAGTGGCTA
CTGCTTTTCACTCACACTTCATTCTTTCTGAGCAGCAGCAAAGTGCTGCGTCTAGACATC
CATCCCATAATCAGGTCATCTTTAACCAAACTTAAATCCCTCTCTACGCCAATGTAACCG
TGACGATGTGCCAATTCACCTTTTCTTGGTCCAAATTTCCTTCCAGATATGCCTAAAACC
CTTTCAGAGTTATCAAATAAAGGGGAATTTAAATTAAGTACAGCTTCTTTACACAAACTC
CTGTCAAACGACGCTTGCATCTCCCTCTAGTGGTTGCTGTGTGAACAGCAAAGGTTCAGT
TCTGTGGTGGACTGTCCTCTTTGCTGAAGGGCTGAGTTGAACCAGGTTTCACCCACGACA
AGCCAGACACCTGCATTCCCTTGTGCTGCTGCTCCTCCGGACGTCTTTTGTA
>CL9462Contig1
GGCTCGATAGCGGCATCACAATTATCCCGAGCTTTCATCTGTTCCAATTCAGCTTATTCT
GGTTCAAGCTAATTCTGGGCCATTCGGGAGCTTCTTTAACGCTCACAAACACATCAGCTG
CTTTGGGATCAACACTGTTCCTTTTTTTTTCTGTGTTAAAGTGCTGATTCGAGTTTTAGC
AGCGTTTGTGCCCGGGTCCACTCAGCTTCTCTGTGTTTTTTTTTTGGTTTTTCCCTCCAA
CACAAGCAAAAAATTAACTTTATTAATCCCGGTCCTTGTTTTTTAGCCACTGAACGGCGC
CCCAACACCCTGTTTCTCTCCTCTTTGGGCACAAAAACGCTTGATGTGCTGCAGCTCTTT
TAACGTCTCACCGAGTGAGGAACAAAAACGAATCTAACATCTAACATCAAACTTCACTTT
TCTCCTCTAAAATCAACATTTTTGTCTTTGATCTAAAAAGGGGTTTTTTGTTTTTTACAA
CTCANGC
>CL9463Contig1
CGGCACGAGGCTGTACTGTATTCTTAGCTGTACTGTCTAATACTGCGCACACTGTCACGC
CGCTGTTTCTGTGCCGACTCTCACAGACGAAGCAGGGAGGGGGAAGGAGGATTGTGGCGT
CTGCTTTCACCAGGAGTCCACGGGTGGCGGTCTTAGAACACCCGATGGGAAGGGATGAAT
GTAGCCGGACTGAGACCCGGTTCTCGGTTGATTTCTGGTTCCCAGAATCCAGGCCTGGAG
GGCCGGTCGGTGTCCTGCCCGTTTTCCAACCATCCTGCCATTGAAGCTCCTTATTGGCCA
AACACGCCCGATCCAGGTAATCAGCCGCAGCAGCAGAAAAGGCGGGGTTTCTGGAAAACC
AGCAGGAGGCTGGATTTGGGAACGCCTGGTTCAAAGGTTCGACATGTTCTGATTTGTTTT
AGAAAAGAACTCACTTCCACCTGCGTTTTCTTTCCTCTGTATTGTGCTGTAGGGTCTCAT
GGCGGTTGTTTTGATGTTCAACTGTGCTTTTCCCTGCACACCTTCGTCAGTAGTTTTCAT
TCACTGTCACCATGTCTTAGCAATAACAAAGTGGTAGTTGCAAAACTGTGTTTAAGAAAA
AAGAAGTTAGCACAAAACGTGAACCCTTTTTCTTTTCAGAAGCAGTGGGATTGAATATGT
ATTTATGACGCTGGAGGAGCCTGTGCCTAAAACTGGTTGTAAAAGGATTGTTTCTTTGTT
CTCTTNTGATAAACACATGCCTTGTCTGTGGCTCACGATCTAATCTCATGTGTGAATGCG
TCTGCGTGTGTGTAGTTGATGACAGCAAAATGAGTTCTTATGCAGTGGTTTCTAGAGCAT
TAGTGCGAGCGCCGGTGAACCACACTTACAATGCCAAATGTGTTTATTTGTGTACAGAAC
TGCCACAGAAGTGTCTTGTATTTAACTCTATTATTTAAGCTTATTTAACCTAAAGCGGTT
TATTTTATTAAGGGTCTTTGTTTTCTGCACTAAGGACAAATAAAGCTCTGTGTATGTTGT
AAAGTGTGTAGCTTGCCAGGGCAAGAAAAAAAAGAAAAGAAATTCGACAACAAGGAAATA
AAAAACAAGACAAAACTATATATTTGAATATATAAATAATGGTTTTGGAGATTCCAACTT
TTGGATGCTGCTAGATTAACGGTTTGCTGGTTTGTATGCTTTTAAAAATGTCTCTCTCCA
TTAACTGTTTCATCCCAGGTGGGTGTTTGGTTGGT
>CL9464Contig1
CNGGCGTCAACACTAGAAGGGGCCTGACGTGAGTCTGAGCGCGATCCTCCAGCTCATTCT
GATCCAATGGGTGCTGCACGGAGCATCACCAGTGACTTTACAAGGGTTTTCAACATTCTT



CTGTCTTCCAATGTTTACCTAAAAGCACTCACACTGAAGCTATACATACACTTGCTTATA
CAACACCACTGCTAATGGCCTTAGAACATGACCAGACCAAGATGCCAGATTTTAATATCC
AAACGCAAAATGTCTCCAAACTTAAGGATAACAAAGATTAATAAATAAATTCATTTTGTT
TAGTTTTTTTCTTAAAAACAAAACAAATACGTTTTCCAGCAAGTGGAAATGACACAGATT
TCTCAGAGTAACAGGTTTGTGCTTGTCAAGGTCATAAAAAGGCATATCAGAAATGTCAAC
AGTAGGCTATATGCGGATATTGGATTTGGCTCACAAATGAACGAAACACAAGAACAGCCC
TAAAATAAGGAAAAAGAACAAAACGATCAGTTAAACTCACAACTCACAGCACATATTGCT
TTCTGCACAGGCCTATGGCGTCACCAGACACTTTAGATAAAGGTGAGCTATTCTTTTAAC
AGCGTGCACACATACTGTTATCCTACATGGCGCTTTCTGTGTGAGTGTGGGTCTTTGATT
CCTTTTTTTTTTTTTTTTTTTTTTAAAAGATTGGATAATTTTGGTGGCAATGCTTGATTA
AAATATTGCTAGTCTGAATCAACAGTTCATGCAAATCCTAGCATGCTGTCCTGTATCCAG
TGGTTACACAATGCATTGGCTCTGTGAACAGGACAAACACTCACACGCGCACACACACAC
ACACACACACAAAATATGCACATACGTGCACAGATTTGCCAGCAGAGCGCTAACGTAGAT
GGCGGACGTAGCGCTTGTGCGGTTATGCCGGGTAACCTCCGAAAGATGTAGTCCATTAAC
ACACGACTGCTTTTGTACAGATCGGTTTCCCCCCCCCTCATTTGGATAATCAGGGTCAGA
AGATTCCCTGCAGCTGCATGTCCCATCACTTGCAGTCCATGACCTCAGGCTCAGCAGAAT
CTGCATGGAACCACAGCGAGTCACACTTTCACAATCCCGGCAATAATGCCCGGGTTT
>CL9465Contig1
ATTTTAAAGACACACATTTATTGCATTGGTTTTTTTTTTTAGAATTACATTCTTTGNCAA
AATAAAAATTAACAGCTTGAATAATCNTGTNTATAGGAACATCTCCATTGCTTTCACTCA
TTCGGAACATCTTTAGGTCTCAAAAANGGACANGATGTGATCAAATGTTTAAAAAAGTAA
CGTCAGCAGAACAAAAGAATCTGTTGAAGAGCGAGCTGGTGGCGTGTCCCACCTTCATCT
CCACTTGATGATCAGACNCCACAGCGGTCTGAGCCGNTTTGTGTGCNCGTTGGTGAACGG
NTNTNTGGCGGCGTCCAGCTCCCAACGCTTTCCAAAAATGCTCACACATCCAAGTACCAA
GCAAATATNTGATATCCTCAGGCACTGGGAGGGCAGTTTGACCTTGTTATGAAAGTATCC
TGAGAAAAATGGCGCCATCACTCGACACTTGTCGAGACTCAACTCGTCAACGCANAAAAG
CCTGCACTGTCTGCCATGTGCANATCCACGGGCAGCTCGCACANAATGCTTTGCCGTGTT
GTTGGGCGCCTTGGTGCCATAGGNGTCTTTCATGTAATCATTTCCTCTCCCAGCATGTGT
TTCGAGAACAAAAATAATTTTAAAACGGTTTAAACGAAGAATAAAATTAGCAACCACATG
CAGTGCGGACTCTGACCTAAATCAACAGTAAATTAAAAAAGAAATGAAGCT
>CL9466Contig1
ACTGATAAAGCTTTTATTGGTGGAAAAACAAATCCATACTGACATGAACAGAAGTGACAA
CAGCTGTGAGAGTTTCTGCTATCAGCAGCCTCCCCACGTGAGGCGCGCCACATGGTCCGT
CTTCTGCTTCGTCGACTTCACGAAGCCCAGGAACTCGAGTTCAGACACGGCGCGGATGAA
ACGGGCGTGTTTGACCTCATCCACTTTACCGAAAGCGTCCTGGTCTGGGTCGACCTTTGC
AGCGGAAACCACCGTGGCGTAGGCTTCTAGCCAGTCATACAGGTTAATCAGTCGGCCACA
CTCGAGGTGGAGCTTGTAGGCGATGCAGATATCAGGGGCAGCGCTGGAGAGACTCCCGTC
TTCCGTCTTCAACGAGTCATTCTCCAGATAGTGGTCTGGATTGCTGAGGGCGACCTGGAT
GGAGGTGCGAGGCGAGGCGTTGAGGTGGTGTTTCACGGTGGCGACCGAACTGTAGTAGCA
AACTTCATGCAGGGGCTGAGACTCTGGAGGCCATAGGTGGCTCCTCACCAATCCGTCAAC
AAACTCCACGGTTTCATTCCTCAGGATCTCAAACGGACTGAGTTTCTTGGACCTACGAGA
CTCGTTCATCTCCAGCAGAGTCTTCTGTAGCTGGAACAGATCTGTTTTCTTTGGCAAATT
TTTCGGTGGAGAGAGGACACACTCGTCCTCACTGGGGGCCACATCCACGGCAGCATCCAG
CTGCTGGAACCTGCAGAGCAGCTCCTCCAGCTGTTCACACGCATTCTTCATCGTCTTGGA
TTTGAC
>CL9467Contig1
TTTTTTTTTTCTTCTTTCCTCTTCTCCATCCTCTTCCTCTACACTCTGAAGCAGCTCCGG
GAACAGATTCTTCATTTTTTATGGAGTGAAACAGCTGCTGCTGGTCTTTCAGGGCCAAGC
CCAGGTCAAGACATTCACTTTGCTCTTTCAGCAAGTTCTCATGCAGCTCTGTGTTGGGAT
GAGAATGAGCATCGTTGACCGGCCAGCGGTTCCACTCCATGGAGCAGCACACCACGCTGG
CTGGACACACCTGGAGGTGGGCTGCCCTGGAGGAGCGCGGCAGCTGGACCGGACAGCCGT
ACTCTGCATTGAGGCAGGGCACTCTCACGTTGGGACAGAGCAGCAGGTGATCCTCCTCCT
TGCACAGGTGGAAGAG
>CL9468Contig1
TTATTGGTTTCTGTAAAACATTTGTTTAAACCCATGAATGTATGCCTGTCCCAGCTACTG
TTGGGCAAAGGTGGGGTACACCCCAGTCAGGCTGTCACAGGGCACACAATCACTGTCCCA
CACACACTCACACATGCACACCTTTACTAATGAACCTAAGCATGTCTTTGGATGGTGGGA
GGAAGTCGGTGTTCCTGGAGAAAACCCATGCATGCATGGGGAGAACATGCTAACAGAAAG
AACCCAGCCGAGATTGGAACCAGGACCTTCTAGCTTTGAGGTAGGAGCGCTAACCACTAC
ATCATTATGGTATTGTCAAAATGTTTTGATGAATTTTATTATTAGAATTAGAGCCATCTC
TGCATTAAAGACCTGCTCTCTATCATTTGATGAACAGCTAATGAGTTCACTTTTGTCACA
TTTGGGTCGTCATCATTCCAGGGATCCGAAAACTCACAAGTCTGGTCCACATTTTCTCAG
CAGGAACAGCAAGATTGTTAACTTGTTGACTATGTTTGGTGAGCAGGTAGGAGCCCCCCA
AAACAGCCCCCACAGCACTGAGGAGCAGGCCCGTAGTTTATCACTTTGTTTTGCCAATGC



CAGCGCTCCACAGCATGATGGTATGGGATCCTGGTAAAAGTGACCATTGTGTAAAGTGGA
ATTATTGTCTTCGGCAGGAAGAA
>CL9469Contig1
ATTTATCACATTATTTTTGCCTTAATGTTTGTATTCTTTGTTCCTTTATTAGAGCTGGGA
AGTCTTTAACTAAAGAAAATGTCTGTTTTCCTCGGATAGTTGAGACGTTCGTCTTCTTTC
TGCAGACAGTTGGGAGACTAAGGATGTTTTCTCACGTTTCTTGATGCTCCTCATTTTATC
AAGTGACCATAATTTAGCTTTATTAAAGTTACACAGCCAAGTCAAATAAAGCAAACTTTT
TTCATTGCGTCACCTTTATTTGTAACTTTTTCTTTTTCTTTTTAATTTTTCTTTTTACTG
CAGCGTCACAATTTACAGACAAAACAGTGTTTTGTGTGAGTGTGTGTTAAAAGTATGTGA
TACACTTCTAGCAGACGAAGGGATCAGTATTCGTGTGTGTTTGTGTTTTGTTTTTATCAT
TTCTAAAGTCTGAAGAAAAAAAGAAAACATGTATTTGTAGCAGAGATGTTGTTTTATAGT
AAAGGTTTAACATTTGACTTAAAGCTAAAGNTTTACTTCTAGCNTTTGNGNGAAAAAACC
CCCAATCAAGATTGTGGGTCAGCAGAAAAAAAACCATGTTTGNTTCTTTGTAACCTTTGC
AGCGGCATTACATGTTAGTATAATAAACGTCTTTTTCTCTAACANGTCTAACTGCTGTAC
TGTATTTGTAGATTTTGTCTTAATTTGGATTTTTTTTTGCCAAANTGCAGTCTAGTTGCT
TAAGATTTCCATCAGAGGTTCTGCAGGATGCGATTGCACCGTCCCACCCGTCACATTAAG
ACGCCTAATGATGTACTTTACAGTGTATGCAGGAAATGAAAAGCTGCACTTTAAACTGTT
CTCATGATATGGAAGTAAGAGGTCATTAAACAAGACAATCATTTATTATCTGTGAAAGTC
TTGCATTGAAGGGGTTTGAAAGGAATTACATATTTGATGAGTTTGTTCANTGCNTTGTCT
GCACCATGTCNTCCTTATGTAAGGGATTGTGTANTGAAGA
>CL9470Contig1
AATATTATATATTCTTCACATATTCTGGTAGTATTTTGTTCTTAAAGGGAGAAAATAGAT
AAACAAAGAAGAATTCTTCCTAATAGCATTTTTCTTTTATTAATTTTACTGTTGTCTTAT
TCATTTATCAGGGTTGAATTTAAAAGAATTTGTCCTCTCATGTCACTAAAATTGTTAAAG
CAAAAGTTCTCGTTTGTTTTTGATTATTTTAACTGCTGCATTGTGGGACACAAAGCCTAA
ATCCCTACAACTTCTGACTCAAAAAGCGTCTTCTAACCCAGATTAAAGGCCCGTTCGTTA
CATTTGGAGTCTAACTTTGTGAGTGAGCTTCCCCACATGAAGATTAAGTCATCCCAAAGA
GTTNGTGGACGTTTTTTAAAATCTTTCATGTGAGAGAAAACCTTCTCAGGTNTGAGCTCA
TGCTGTAAATTCAGTATT
>CL9471Contig1
TTGCTGGACCCCCTGGTCCTGATGGCCAACCAGGAGTCAAGGGAGAACCTGGAGAACAAG
GACAGAAAGGAGATGCTGGGTCTCCTGGACCACAGGGCTTAGCTGGTGCTCATGGACCTC
ATGGTCCAGTTGGTGTTGCTGGATTAAAAGGAGGAAGAGGAACACAAGGTGCACCGGGTC
CCACTGGTTTCCCTGGGTCTGCTGGACGAGTCGGACCACCTGGCCCAACCGGTCCTGTTG
GAGAAGCTGGTGCCCCTGGACCACCAGGAAAAGAGGGTCCTCCTGGTCTTCGTGGAGATC
ATGGACCTCCTGGAAGACAAGGCGAGCGAGGACCTGCAGGACCACCGGGTAGCCCAGGAG
ACAAAGGAGATGGTGGAGAAGATGGCCCCACGGGTCCAGATGGTCCTCCCGGTCCAGCTG
GTACCACAGGACAGAGAGGCATTGTTGGTCTTCCAGGCCAAAGAGGAGAACGTGGTATGC
CAGGACTTCCAGGACCAGGGGGTCCACCAGGAAAGCAGGGAGCCCCAGGACCATCTGGAG
ACAAAGGCCCTTCAGGTCCAGTTGGTGTTCCAGGTGCTACCGGACCCCGTGGAGATCCTG
GTCCTGAGGGACCTGCAGGAACTGATGGGCCCCCAGGAAAAGATGGTCTTCCTGGACAAA
GGGGAGACAGAGGAGATCTTGGTCCAGAGGGCTTAATTGGTCCTCAGGGACTTCCTGGAC
CTAATGGCCCCGTTGGAGCACCAGGTGATCCAGGAAAGAGGGGAGAACCTGGCTCAAGA
>CL9472Contig1
AAAAGGAAAAAAAGAAGAATTTTCTGACTTTTTTTTACATTTGGATGACGCGTTGACCAT
TGTGACACTGCCCTCTGCTGGCCACTCTGCACAGCCAGGTTTCTACATTCAAACTGAACC
TAAAAGCTTTATTTTCTGTTTGTTTGTCTCTTTGGTATTCTAGGCTTCTAAAACATTCCT
GCATTAAAATGGCAGCAGTTAAAGAAAATTCTGGTTGTTACAGTATTACCTTTAAAGAAA
CAGCAGAATAGAAAAAAAATGTTTTTTTGCCATGAATACAATGAAAACCCATCAGTTCAT
GCTGCAGGAAGAGTCATCATAAGGCAGAGTGGTCAGTTTGGTAATGCTGGAGCAAATGTA
GCATCGTTAAGGCTAAAATCTCCTAAAATATTTGCTAAATTGCAGCTTTTCTGTCCGTAG
AGGCTTTGGTGGATGATGGACTTCCTTTCCAATCCTTTCTTTTCATGGAGTTTTATATGA
CGGGTGAAATGATATTTTTTTGTGGGGGGGGGGG
>CL9473Contig1
GACGCCGAGCAGGCAGCAAGAAGCGTGGAGAGCGACAGCGTGTTTCCTGAGATACCTGCA
CAGCCAGTCGACATCACTCAGGCTGTAGCCGAGAGGATAAAGGCTCAGAAGAGGCTGGCC
GAGAACCCCAACGACATCAGCGCCATGTGCATGCTGAGCCGGGCTCAGGAGCAGATGGAT
GCATGGGCCCAATCCAGCAGCGTTCCGGGTCTCTTCACCGGATCCACGGGGGCCCAGGTC
CTCAGCTCTGAGGAGCTGTCCAGCAGTGGACCTCAGGCGTGGCTGAAGAAGGACCAGTTC
CTCCGGGCCGCGCCGGTGTCTGGCGGCGTGGGCGAGTTCCTGATGAGGAAGATGGGCTGG
AAAACCGGAGAGGGTCTGGGAAGGAACCGCGAGGGCACCGTGGACCCGATCGTCATTGAC
TTCAAGGTGGACCGGAAAGGTCTGGTTGCTGAAGGAGAGAAACCTCAGAAGCAGACGGGG
GGGCTGGTGGTTACCAAGGACCTGATGGGGAAGCATCCGGTGTCGGCTCTCATCGAGTTG
TGTAACAAACGGAGAATCGTGCAGCCGGACTTCGTCTTGGTTCACCACAGCGGGCCGGAC



CACCGCAAGAACTTCCTGTTCAAGGTCACCGTAGACGGCGTGGACTTCCAGCCTCAGACT
GCCAGTCCCAACAAGAAGCACGCCAAGGCCATGGCCGCCACCGTGGCCCTGCAGGCTCTG
GGCGAGGTGTCCGCCGATGGACCGGGACTCTACACCGGCCCGGTCTTCACCGCCGCCTCC
ACCGGTCCGCTCTTCTCCACGTAATCATGGTGGCGAGGAGGGCGCGGCTCGGTTCTCTGG
GTTCTGCGGGGGAGGGCGGAGCCACACATTCCCCATCACCCTTGTTTAGCTTTAGATCCA
TGAACGTGTGGAGAAGCAGCGGTTCTGACCAACAGGGGGCAGAGCTGAGCTGACCCAGAA
CTTCAGTGGACGCTGGGTTCTGATGGGCGTCTGCCAAGCCGAGCCGGATCCGTCCCGTGA
CCCAGAACCCTCAGCGGTTCAGGAGATTTTCAGGAACTCTAGAGAGAGCTGAAAAACCCC
TCAGAACCTGGATTTGGTTTCGCCGTTCTAGACAGAAACTTTCTGTGGAGGAGATCATGC
TGCCAGAGGACGCCGTTCAGGCGGTACATCGTCCCGTTTGTCCAGGCTCCGCCCACTGAC
CGGAGAGATCCCAGTGAAGGTTGTTTGTTCATATCAGTGAAAAACT
>CL9474Contig1
CGGCACGAGGGCAGTTGACACACAGACTGATGTGAGTTTAACCTCCTCCAATAAAGCTGA
GCAGGAGGTCAGACGCTTTTACTTATTTCAGGCTTTTACAGGAACGAACACAGTAATGTT
CTCAAACAAACACTCAGTGGTGGAAACATGGCAGCAGAAGTAGACCCACTCCGGCAGGCG
CAGCATGTTGATACAGTGCTGGCAGATCCTCCCCCAGGAGCAGACATCGTGGTGCAGTAC
AAATGGAGCCCAGCATAGTGTAAAAGCTCCTAAAAGCACAGCAGTGCCTGCATCACGCGG
CTTGGAAGGCTAGAGCGCTCCATCACAGGAGCGATTACACAAAATGAAACTGGGTCGGAA
TGAGATGTGCGATAAGCTGAAGGGTGTCAACTCTTTCCGGCTGTCTTTGTGTGTTGGCTT
CTCGTCTCTCAAACTTTTCCTGGGGAAAACTCTGCCACATTTTTCAGCCCTATAAAAGAT
CAAAAGGAGAGGAAGTGATAAACCACTTCTCTTTTCTTNGTTGTTGCTTTCTTTTTTCCC
CTTTCAAGGTTGTGCTTCTGTCTTTTCGTGTTGGACACATCAAAAATGAGACGTAGTGTG
CATTTATGCATAGATAGTAACAAGGACTATGATGTTGTTCCTCAACAAAAGCATAAAGAT
CTAATTATTTTCTGTTTTAAAGCAAGTATCTATTGTGAGCTACAACTTGGAGAAATGGAT
TTGCAGAACAAACTGGCTTTTGTTTGACTCAAATCTCCAGCAGAAGTTGCTGTTTCTGAC
AGATGGTTAGTTTATCTAGTTTTAAAAAAGCCCTATAAAACAACCCTAATGTTTGATTAG
GGTTCTGTCATTTCTGTCTGGCTTTTTTTTCACAATCAGAAAGAAA
>CL9475Contig1
ATTCGGCACGAGGCTTGAGTGGCGGACTGTTAGCATGGAGGAAGCCTGCCCTCATTTCCC
ATCATTTCTTTGTTTACGCTTTCTCCCGCTAGCTTGCAGCTGCAGCCGTGCAGTTTAGAG
CCAGATTCCAGGTCAGACGAGGAAAACAAAGACGTTCGTGGATCTAATCGTCTACAAGTG
GATGCATCGGAAAAAGGGGGCGGGGCAGGGAGCTTGTGGCCCCGCCCAGCGTGTTTTCTA
CGTCACAAATGTGATCTTTTTCAAACAGCATTTGCTCCTGATTCACGACAATTTGAATAA
AGAAAAACTCTGAAATGCATAANANAAAAA
>CL9476Contig1
CGTAGGTGTGGCACAGCTGGTAGGTGAGCAGCTGGAACTCATCGGCTGTGAAACAGTTGT
CGTCCCACAGGATGTGGTAATGTGAAGGCCGGCTTGTGCCCTGGATCCCAGCGTGGCTGC
ACAGGTAAAAGTCAAACTCGTACGGGTGAGTGATGTCTGTGTCCACGGTGGTGCCGGCGG
GAATGTTCCCGCTCCGTCCGACCCGCTCATTGCGATCAGCACAGAAGAGGCGCGTGTGAT
GGCGTTTCTGCACGACGATGAAGGTGATGCCCGGCTGGTACTCCTTCTCCAGACTGATGC
ACGCCTCCCGGATGGCCAGCAGCTCGTAGTACAGCACCTGTCTGAACTGGCCCTCCGACA
CCCCGTCTCTGTAGAAAATGATCCTGGTTGGCTTGTAACGGGTGGATTTGTAGAACTGGA
TCAGGAGCTCCCGCACCATCGATGCCAGGTCCTGGATGATCTCCTGTCTGGGCTTCTGGA
TCCGAACGGTGGCACAGTACCTGCTGGGGTGGGCATCCATGCTGCCCACCACCGCTGCGA
TCGACGGCTTCTTCCCGTCTCCTGCAGGAGGATGAGTGACGTCGGCGCCGAGGAAGATGA
TGGGCTGCTGAAACACAGACGGTCGCTGGTGTGGAACCAAGATGTTGTTAATCCCGCCCA
GTTTCACGTTGATCTTCAGGCAGAGGTTGGAGAGCGTCTGAGGGGACGTCTTCACCACGT
TCTTCATCTGGACGCACTGCGTGGCCATGCCCAGGAGCGTGTCTCCCACGCGCTTCACCT
CAGCATAGACGGGTGTTTTGCCGGGCAGGATGACGATGATGAGCTGCAGGCCGGTGTAGG
TGTTCTTCAGGTGCCTGAACATGGGCTCCACGCTGTCTGCCCCCTGAGCATATTTACAGA
AGCACGGCTGTCCCCTCGTGCCGAATTCCT
>CL9477Contig1
GTGAATGATCATGATCCAAATTCCCTGTAGATTAAGATGAAGAGGATTAAATGCAAAAAT
CTGAGAATACATAACGTTGCTATTAATTCCTTAATTCAAACCTGTGATCAAAGGAGTGTT
TGTGATTCTAAAACAGTGTTTTATTTTGTTTTTATCGTGGAAGTAAAACTCGGGTCAATA
TTGCTGCAATGACCAGGTTTACGCAAAGAGCGCCTGAAGTTGAGCGCAGCGAGGACGCGC
GCGGCTATATCCTGTGACTGGAGGCGTCCTAACTTAATTCACTCCGGAGACCACAGGGAG
GTGACGATTTCTCTGCTCTGAAGATTCGTTTTCCCCCTACTCTCTTTTTGCATTCGCTTA
ACTGCAACATTTTTGGAACTGAAATTAAAGGAAGACATAATACCTCATCAACAGCTTCAG
GACGCGAGGGAAAACAGATATTCGCGTTTTGATTTTTGTAATTTTTTTTGCGCATATGGA
CAACACAGTCAAGTTTCTCAGAGACTTTCTCAATACCTGCTCTTCTGATGCAAACAAAAA
GAAAGGCTGGACATCCTCTTCAGCTTACTTTTTTGTGGTTTAGATAACTAATAACACTGG
ACAACCGAGAATTGTTTATTTTTTCCTAAATCCCTATTTACTGGATATATTGTTCCATCT
TTGTTTTCTTTTTTTTTTAATGGAGTGACTTTGTGCGCAAAAGACGATCCCACGTCATTT



TTACTTTTGCTTCAAAAGGATTTTTCTGAAGCTTCCCAAGACTCATTAACTGAAGTTCTG
GATTTTGACCATCACCTC
>CL9478Contig1
TTTTTTTTTTCAAGTTTTTGTGTGAAATTATTATTTTAAAGAAAACACACAATTTATTTA
AATGCTGAGACAGCAGAAAAAATATGATATAAAACCAAAAGCATAGAAAAAGCCAAAATC
AATGTCAAAATCATTATATGAAGCTGCTGAAGTGTCCTGAGTCTTCTGAATAACACAATG
TTCAGTTTATGTATAAAAATGGAAATAGAGTAAATTATTATTCATTACTTCATCTAAATA
TTTTTATAACCCAAGTTTTGAGTACAAAGGAACTCTACTGCCATCTTCTGGTGGTAAACA
CACAGTGCAATTTTTTCCACATTGCCCTTTTGAGCCTAANCATGGATCTGCCTGGGCTTG
TGCAACTGTATTTGTC
>CL9479Contig1
ATTCACCAAGATGTGCGCCTAGTTGAAGGAGCCTCTCCACACCCGGTCCCCACTGCATGC
TTTAAACTTTCTAATGAAATCCATACACACTTTTTGACAAACATAACTTTTCCTTAGGGA
TCAAGAGGGTTTCTATCAAATCACTTCGCCTTTTGTATTAAGAAGGAAACTTCAGAACAT
GGAGCCCAGTTCCACAGAGGGAGGAGCTGAGGAGAAGGCCATTAAAAATCACCCAACAAG
TCCTCCTCACAAAGTGATACGCAAACATGGCCAAGAGCTGGAGGAAGAGCAGGAGAAGCT
GGCTGAGCATCAACCACTAGAGCAGGAAGACCTGAACTTTGAGAGATGGAAGCGCAGGCC
GGTTCCCGAGAGGACGCTCCACCAGAAAATAGCTGACTTGAAGACGTACCTGTGGAATGC
AGAAACCAAGGAATTCATGGGTCGCTCCGGGAAGAGCTGGAGTCTCATCCTGCTCTTCTA
TGCTGCACTTTACGCATTCCTTGCAGCCATGTTTGGCGGATGTTTGTTTTGCCTCATGTG
GTCCATTAGCCCCTACCATCCCACATACAATGATAGAGTGATGCCACCAGGTATGACGAT
GGCCCCTCACCTAGAAGGCCATGAAATTGCTTTTAATGCATCTGACCGCAAATCATGGAA
GAAATACGCCCGGTCGATGGATGAATTTCTAAGACCATATAATGACGGTGCACAGGACAG
GAAGAATATTCGCTGCACACATGACGCATACTTCATGCAGGACGACTTGGAGGAAAGTGC
AGAGCGGAAAGCGTGTCAGTTCAAGAGGTCCTGGTTGGGGGACTGTTCAGGCCTGCAGGA
CCCACACTATGGCTATTCTCAGGGAAGGCCCTGCATTTTACTTCGAATGAACCGGAT
>CL9480Contig1
GGAAGTTCAAGGCGGCAAACCTTGTCACTCTTCATCTTGCCTCACACACAGAGGACATCG
TCTCTGCAGCAGTCTATTGACCACACCACAACCCCAGTGTTAGAAACCCAGCATAGAGCA
AAGCCTGATCAGCAGAAGACAAGGTGGGAGGATGAACGAATAAAGGGTTGTTTTCCACCA
GTTTGCATTACTTGGACGTAGTAAACTAACCTAAAGAAGATGGCTCGGTTTGAACAGCGC
ACACACAGCAAAAACATCTTGTCCTCTCCTCCCTCCTCTGCTTCAAACGTTTTTTTTCTA
TCTACACCTGAACCCAGCCGTCTTTCCGTCAGAACCTGGATGCGACCGAAAGCTGCTATG
TGACTGCCAGCGTTGACAGATTCCCAGTCCGTCTGTCCTCCTGTCCGTTTTGGTTTTGCT
TGTACGGTCCTGTAAGGGCCTCAGCTTAGGACTGAACTGAGCTGCTGTGAATCCTGCTTG
GAGGATGTGGAGACGCCACAGCTGTGGTGTCCAGTTTTTTTTCCAGACNAGACAAAAAAA
AAGATTTTAGTAGTTTATAATTTAATCCATTTTCATGGTTTTGTTTTGATGGCAAAAGCA
GCTCGCGTGAGTTGAGCACTTTGCTTCTGCTGTACGCAGTGTGTGAGTCTTACAATATGA
TGAC
>CL9481Contig1
AAGTTGCAAAGTGTTCCAAACGTAAAAAAGAAAAAAAAAGAAAACTCGTGAATCAAATAT
AAAAGCCACCAGGAGCTTCAGGTCAGAACCACCATCCAAAGCGGTGCCTCCGTGCAGACG
GAACAGAAGAAGTTCAGGTAGGAACGTGTGGATGAGGACACAGCGGGGCTCGTTTTGGTC
TGCTGTGAGGACAAAGGGACCCGGGGGTCACAGAGGTGCACCGAGAGTCCAGCTGGCTCT
ACGACTGACAGGCCTGGCCGGCCTCCTGCTGCACCAGCATCTCGTCCTTACGCAGAGGGA
AGGTGTCGATGGTGGTGAATAACTCGGCCGCTGTGATGGGGAACGGGTAACGCTGCTTGT
CTATGCCCTGCTTGTCTACTATCACCATTTGGAAAGACCTCTGAGGAATCCGGAGGAGTA
GCCTGAGCTGCAGAGCCAGGCCTGGAGGAAGCAGTCTGTGACGAATACGGCCTACTTGCG
AGGGGTAAATCCCGACCAGCTCCACAACCGTCACATGTCTCAGGTCCAGTCCACACTGAG
CGTGCTGGAGGTTAGTCATCTGGAAGCGGTAATTGTGATTGGAAGCCGTCGGCGCGGAGA
TAATGAGAAGCCGCCGCTTCTCGTAGAACTGGTCCAGCAGGGCGGCGGCGGAGCGCACGC
CCACGTTGATGTTCATGGGTGTGCAGGTCGTATCTGAGCCGGACCAGGTGAGTCCGTACT
GACACACTCTGGCCGAGCTGCCCTGCAGCTCGAAGCCGCCAGTACAGGTGAACTGACAGG
AGGCGCCATAGTTG
>CL9482Contig1
GGGGTTGGAAAAAGGAGCTCGTAGATCAGATTCGTATCGCATCCCAGAGTTATAATGGAG
GCGAACCTGTCCAGGTTACTTGTAGGACTGTCTATTCAAATCAGTCGCAGTGATGGTCGA
GTCCATTCAGCCACAGTGAAATCCGTAGATGCTGTGAAATCCACGGCTATGGTGGAGTGG
ATGGAGAGGAACGTATGCCGAGGAAAAGAGATTGAAATAAGTGAAATATGTTCACTAAAT
CCAGAACTTGTGTACCAAGTCAACACTGCCAACAAAGAAGCTGCTGAGCCTCCCACTGCT
GCTACTACTGACAAAAAGTATGAACGACAGCTTCGATCTTCAAGGATTCCTGCACCTTCC
TCCTATACATCGAACTCAAAACTTCAAGAGTCAGTTGCCACTCGATCCCAGGTGAGACAG
ACGTGTCTTTTCCAGCCCCCAGCACCTGGACTTACACCCAGCACAACCATCAGGTCTTCC
TCGGCTCACCCTGAGACCACTCATCAAGATCTTAACCCGCCAGCC



>CL9483Contig1
GACTGTGTCTCGGTCCTGCTCCCGGTGTCAGAACTTTGTGGTTCGGAGTCCACAGAAGCA
GCATGTCTGTGACGGTGAAGGCTTACCTTCTGGGGAAGGATGAGCATGTGAAGGAGATCC
GCCGCTTCGCGGTGGACCAGGACGTGTCCTGCAACTTCGAATATCTCAGCAAGNAAAACC
GCGGCGGTCTTCTCCAACCTGATGAACTCCTCCTTCAACCTCTTCTACAAAGATGAAGAT
GGAGATCTGGTGGCCTTTTCCTCTGATGATGAGCTGATGATGGGCCTGGGCTGCGTGAAG
GACTCCACCTTCCGCCTCTACATCAAAGAGAAGAAGGAGCACCACCGTGATTTCCCACTG
CATGCCCTACCCCCTTTCATGTTTGGACACCCACCACCCCATGGCCCCCCTCATGCTCCA
CATCACGGCCCTCCCCCCGCCCTGCACCCTAACGTCACCTGTGACGGCTGTGAAGGGCCG
GTTGTGGGAATGCGGTTCAAGTGCTCCGTTTGTCCCGACTACGACCTTTGCTCCACCTGC
CAGGCTCAAGGGAAGCACACTGAGCACGCTTTGCTGCCCATCTGGCACCCCCTGCAGTGG
TTTCCCCGTGGAAAGTGGATGAAGAGAATGAGACACTGCATGTGGAACCAGAACCAGAAT
CAAAACCAAAACCCAGAGCAGCAGGAACAGCAGGACCA
>CL9484Contig1
AATTCGGCACGAGGTTGAGAGGATGATTNGCTCACAATGTTCTGCTTTGGAGCCAGTGTA
GGGTTTTATCAAGGGGACATCACTCTTCTCATGGACGACATGAAGACTCTCAAACCTACT
TTCCTCCCTGTTGTGCCACGTCTTCTCAATCGCATCTACGACAAGATCCTGGCCTCCACG
AAGTCCCCGTTTCGAAGGGCTCTGCTTCACTTTGCCGAGCAGAGGAAGCAGGCGGAGCTC
AGCAGGGGGATCGTGCGGAACAACAGTCTGTGGGATAAGCTGATTTTTAACAAGATTCAA
GCGAGTTTGGGAGGCAACCTGCGGTTCGTCCTGACGGCCTCAGCACCCATCTCCTCCACA
GTGCTGTCCTTCCTCAGAGCCACTTTAGGCTGCTTGATATTTGAAGGTTATGGACAGACG
GAGTGCACCAGCGGGTGCACGTTCTCCATGCCGGGGGACAGTAGCACAGGTCACGTTGGT
GCTCCTTTACCTTGTGCCATGGTGAAGCTGGTGGACATCCCTGATATGAATTACTATGCT
AAAAATGGAGAGGGAGAGATCTGTATTCAGGGCCCAAGTGTGTTCAGAGGCTACCTGAA
>CL9485Contig1
GAGGCGGGAGCGAGCGACAGNATCTCCTTCTCCAAAACATTTACGCGCAGCATCGTCTTT
ATCTCTCCCCACGCAGCCTCGTCCACGCAAGGCAACCCCGCGCAGAGAGAAAAGTACAGC
GGGAGAGGAAGAGGAGGAAGTTTTCACCCCCTTTTTTCTCCCCCGCCCCCCACCCGCACC
CGCTCTGTCGGCGGAGAGCGCAGGGCTCAGCGGCACTGGTGAGTGGCGGCTTTGGGGATC
ACTGGCTGTCAAGGCTCTGGAGGCTGTGCGCCGGAGCGCGCGCTTTGACTGGGAAACTCC
TGAACTTCTGAGAAGTTTTCTGCTGTTTAGAGGTTTACTTAAAGAGCAAGGATTTTGGCA
CAGATGCAGGTTTATCTGGAAGGAGTTTGACAGGAGTTTGGGATATTTCTTCAACCCAAT
TCTTGGCTTATTCATGTTGGAATATATTTTTGGGTTACTTTTTTGGAGCAATACTACAAA
TAAGTTTTTAAGTTATAGTGGTTTCATTTTACACAATTTATGGTATTTTTTAATTTTTAT
TTGGAGTTAAAATAACCTTGAAAAAAGTTTATTTTAACCTCGGAGTCTGGTTAAAACAAT
CAAATTTAGGTCATTTTAAGGAGATTTTAGTTTGCGTTTGTGAAGTTTCACAGGGTTTTG
GGAATAAAGTGGAGTAGATACTGATTTTTGACGTTGTGCAGTTGGGTGTCCTTCCCAAGA
AGTGTTCAGGGAAGCCTGAGGACAAGGATCTGAGTAGAAGGAGGTGTGAAGTCAGAGCAT
CTTGTGAGGTGTCTTCTGAGTGCACAGTGATGGTGTCGCTGATCTCTGAGGGAGTGTGCG
CTCATCTTTACAGTGGCTGGCCCCACACAATGCTGTCCATCAGCAGGGACTCCCTGACCT
TCTTTTCTGCCAGTCTCCCTTCTCTCCTCTTTCTGTCCCATCCTTACCCTCCACACTGCT
TTTTTTCCCCCCTCTTTTCTTTGCTTTTGTTTACCCACAATGCAGCCATGCTTGCCATCA
CAAACTCCAATTCATGCTCCCGATCCTCCGGCTAACCGGACAAAGCAGCCGAGACATAAA
GATTCCTC
>CL9486Contig1
ATACTGCCAGAGAAACTCATTTCAACAAACTTCTTTTCCCATCCATTTAGGGAAGTTTCT
GCCACTTTGAAACTTGTCATTTCTAATTTCAACCAGGGAAAAGTGAGTTCTGCTGTCATT
NATAGCTTAGCCTGCGCTTTCTTCAGCTGATCCTTCAGTTCCAGGTATGCGATGGTGGAG
AGGTGCACCTCATCGGGTCCATCTGCGATGCGCAGAGTCCGTGCATACGAGTACATTTGT
GCTAGAGGAAAATCCCCAGACACCCCTGCGCCTCCGTGCACCTGGATGGCACAGTCCACC
ACCTTGCAGGCCATTCTAGCTGCCGCCACTTTGATCATGGCGATCTGCTTGCGAGCAGCC
CGGCTTCCAAGAGTATCTAGAGCTTTAGCAGCACAAAGCGTCAACAGACGAGTTTGTTCT
ACCAGAAGACGGCACTCTGCTATCCAGTGGGCAACAACTTCATGCTGGTACAGCTTCTTT
CCAAACGTGCTTCTAGAAGCTGCCCTCTGACACAACAACTCCAGGGCCAACTCGGCTAAG
CCAACCGCTCTCATGCAGTGGTGCAGCCTCCCTGGCCCCAGGCGCCCCTGAGCGATCTCA
AACCCTCTGCCCTCCCCCAGAATGATGTTGGATGAAGGGACACGGACATCTTCAAAGAGC
ACCTCGAAGTGTCCGCCATGGATGGCGTCGTCCTGTCCGAACACTGTGATTGGTCGGATG
AGCTTTACACCAGGTGTGTCCATACCTCGTGCCG
>CL9487Contig1
AATATGCAGAAAGGATGCACTAAATTCTTCAAATAGTCAACATTATTGCCCAACGTCAGA
CCGTACTGAGAAAACTGCAAAGGGAAAAGAAATTCAAGAGTGAAAGCTCAGGCCAAACGC
AAGTTTGAGACAGAGGGAAGCTGTAAAGCATGGTGGTGGAGGGTTGATAATTTGGGGCTT
GGTTTGCATCAACAGGACCTGAACACGTTCCTGTCATGACGTCCTCTTTACAGCATAGTA
TTGCAAAGGTAAAAATCAATAGTGGGTGACTCATAACATGAAGCTCAGCAGCAAATCTAG



TTCTATGAAATCCTGTTGTGGGACATAAGAACAGATGTGTGTAAATGTTAATGAAGTGTG
GTTCTAAAGAAGACAGGGGTCAAACCCCTTAAAGAGATGAGAGCTGAAGGCATCAGGTTT
GTTCAAACTGTTGGATTGTGGGGTGTTTTCACAAACTGCATCTACACTTATGTTTGGTTT
TTGTTCAGTAATGTAAAAACCATCTTTTCATCTTTTTTGAAAGATCTTCAGATAATTTAG
TTGAATGATTTTGTTTATGCCTTTTTGAATGTAGTAGATCCAAACTAATGAAGACGAGTT
TGAAAAAGACAATAAAACCCACTTTCACAAGCTTCCCATAGAACTCCTCTGAGCGTTTTG
TGCAAACACGAGGCCGACATGATCCGCAGGTTCCTCCTTTGCAGCATCTTCATACCCAAA
GCCTCGTTAAATTCATTGGGCTGTCATTCAGCTGGCATGACAAATGTGTGTACTCAGTCA
CTCTGAAGCGAAGTGGTTCAGCGTTTTCAGAAGGAGATCAGCTGACTTAAACCATTTAGA
AGCTCCTGCTAATTATTGTTCAACATCTTCAAATAATCCGATGTAAAAGTGAGGAATAGC
TTATAGTTCAGCCACTCCTCTATTGCTAATGCAGAGATGCTTGTTTTCTGTTGAGTTACG
GGTCGTTCAGCTACACCGTTTGGTGGGTTTGATAATTCCA
>CL9488Contig1
AGCACATTCCTTTTTGCAGCAGCCTTCCATTTGTGTCTTCTAACAAACCTTACATGTCAT
TTCTAAAACTGGGACTGCAAAGGTCATGCTGCTACATAAGATCCATGCAACAGCAAGATG
GAGATGCATCAGTGGTTAAAACAGGACCATAGAATGATGCTACTAGATTTATTTGTCCAC
TTAACTGGTGTTTGTAGATAAGGAACTGCAGTTTGTTTGTTTGAGGCTGTTTGACTCATT
TGTTTCGGCTGTAATAATGTTTTTGTCTTCTTATGTTTTTATTCTTATTTTTTGGTTAAT
GTTTTTCTAAACCAAGAAGGTGACTATGCTCATCCCCAAAGCGTTCTTCATTCCTTCACT
CCAATTGTGAGAGCTGATTGCACAACCCCAACTTGCATCTTTCTTTTCTTTTTATGTCGA
AATCTACTTTGTTCACAAATTTTTTTCAATGTGTGTTGACATTACCAGCAGGTGTTTTGC
AAGTTTGTTTTCTCTTTTTAGTTTTAAATATATTTTTTGTGTCTTTTTTTTGTTGACAGT
TTAATCTGAAATATTAAATCATCAGACACAAAGCAGCATTCAGCGGGTTCTGATGTAAAG
AATGTGATAGACCTTTAAACTGTAAACGATGACTGTGGATCACACACCTGAGGGAAGAAG
GCTTTGCGTGCCTGTGTACTGTTGTGTGTTTTTTTCGAGTGACTGCTAGTTCTGTTTAAA
CTAACGTTGGTAACAAACTGCAACCTCTGTGGTGCTGATCATGGTTTTACCATGTNTGCG
CCGTATTGGGGATGAGAAAAGGAATTTGGAAAAAGGGGATTGCAGCACCTTCTAGTCTGC
TGAAGCGGGACGAAGAGGATCTTAGATGTTCTGCAGTTTAACTGTTTAATGATTAACTTT
AAGTTTAGGGGGTGGGGCATGATTAAAG
>CL9489Contig1
TTAGATGGATAAACATGCGAAAAAGGTTAATATCANCTCTGTATGTTNTATCAGGTTTTT
CTGCGTAATAAAGTAAAGTGGCACGTTGAATTTTGAAATACTTTTACTGGAGTCAAAATG
ATCATATTTATTCCCACATTTCAGAACTTTTCTTTAAATAAAAATAAGTGTTTAGTTATT
TTTTACGCTGCTCTTCAAACCACAGATCATCCCTGCTGGATTCTGGAGGAAACGGTGGTG
AAAATCCAGCATCTGGGCTGAAACATGGGAATAAATATGTGAGATCTTCATGTTCAGACT
TAAAGCCACTGCAGCGGTTAAAGGCAGCACGCTCTACGCCTGGGCCAGGGCTCGCGTCAG
GTCTCGGAGCAACATGGACGCCATGACGGTTTTCTCGGTGTTGATGGTGAGCAGGACGGC
GGACGAGTCCTTCAGGTCCAGAGAAACCAGAAGCAGAGCTTTGCTGCTGACTGTCCGTCC
GGAGAACCTGAGCATGTTGTCCTGGCTGGATGACACCGCTCCGACATTGGCTACAGACAG
CACCTGCTTGCTGATGGCCTGGCGGGGGGTGTTGGCTGTTGCCATGGTGACGGTTGCCGA
GGTTTCGTTCATGCCCTGCAGATTTCTTTGCTCTCTGCTGAAGTCAGCTTCTGTCATGGT
GAAGGGCATCAGCAGCTCTCCCACGGCGGGCTGGATGGACACGCCGAACTGGTCCTCCTT
GGTACACAGCTGGAAGTTGGCTGCTTGTGTCGAGTCGCTAAAGTCGACACCCATGGAACC
CGTTACCGACGCCCCCGGCTCCAGACGCTCAATGGTGTTAAAGCAGTGGACGTTCAGGCT
GGCCGGGCTGCGCTCCCCTATATGGATCTCCTCCAGGG
>CL9490Contig1
AGTGCATCCAGTGATTGGGTGATTATCCAGTTTTTCTGCAGACATGGCATCACCAAAACC
CATAACCTACGTTTCCAGGAAAAAGAAGCTCTGCAGGCAGAGTTTGCCTCACACCTCTGC
ACAAATGTGTTAAAAGCACCTGCCAGGCTTCTTGGCGATATGGTGATGCACTTCCCGGTG
TTTCAGGAGGAGATAACTCTGTCCGCGACGCCGCTGCGATTCAGCCTGAGAAATTACGAG
GAAAGTGGTGAAAGCCAAGTGAAGATGATGTACACAGAGATGTCCTTACACCCAGAGGAG
TTTGAATACTTTCACGTCGACGTAAACTCAGAAATAACCTTCTGTCTGAAGGAGCTGAGG
GGTTTCTTGTCCTTCAAAGAGTCACATTGCCTTCCAGTGTTGGTTCACTTCGACTCAGCA
GGAAAGCCTGTGTGCTTCTCTGTGGAGGACACGCTCTTTGAGGCCTCTGTGGTTCTGGCT
ACACTGATAGAATCTAAAAGCACAGACTCCATCCAACCTGTAGGGATTCAGGTCCACGCC
ACATCCAGATATGTGGATGCTGCTGCCCTCCGCGTGCATGCATGTGAAGGACACGGTGAA
ACAGGCAGAGAGCGCATCACATCCAGTCAAGGCAGCACCGTCAGCCCTCAACCCGACCCA
ATTCCTCCTTTGCCTCAGACTCAACAAGCTAACAAAGAATCTATAAGTGTTAATACAAGT
CCAGCTTCCTCTATGGTCTGCACTCTTCTATTCAAGGCCTTGTCCTCAGAGCACGATGAC
AACGTTTGTGCTGCAACTCCGCCTGTTCTGGCTGGTTACAGCGATGAGGAAATGATGGAG
GAGTTCTGTCCAAAAAGCCCTTCTCTGTGAGAGCTGTTAAGATGTCATCTGTTCTGACTT
GTTCTTTCTGCTAAAAGCAATAGAGTTCACATTTAGTTTGAATTTCCCTTCATTATCAAG
CTTTGCGTTTCAGTGACTTAAGGCATGTAGCTTCCTGCTCAGAGGCTGCTTTAAATATTC
AGGATGAAGGCATCCTTCTTTGATAATTTATATCCCGACTAGCTTTTCAAAATGTGTATT



>CL9491Contig1
GTGAGACGGCTGTCATAAACTGTGTCCTCAGTGCCGTTGACCATGGGGTCTCCTCTGGGG
TTTGGTCCCACCACCTCAATAGTGCTGGTGTAAATGAAAGACGTGACGTTCTCATGGAGG
CACGCCTCCAGAAGCAGCTGCGTTCCTTTCACGTTGACTCCGTAGATCTCGCTGTACTCC
ACCGACTCCAGCACATCAATCATGGAGGCGACGTGGAAGACGTTTGTTGCACCTCGACAG
GCTTTCCTCACAAAGTCAGAGTCTCTGATGTCTCCTTCAAAGGCTGCTGAGTTTCGTCCC
GCCCCTGCAGTCCTCCAGACTCTGCAGAACTTGCTGTGGGACGTGTTTGTCCAGCAGTCG
GATCTCGGCCGTCTCCTCTTCCTCCAGCAGCAGCCTCACCAGCCTCTTTCCCAGGAATCC
GCAGGCGCCCGTCACCACGCACAAATCACCTCTCAGAGACATCGCTCGCACTTTCGATCA
AAGCAAAGCAAGGAAGACTTTCTTTTTTGCCTTGGAAGGAACGCGAGACAGGAGGAGTGA
AATGAGGTCTTGTTATCTGTCGGTGGGAGAGCAGCAGCACCTTCTGGCCTCTCAGCCTCA
GCTGCTCTGCTTTTTGTAAGCTCCAGAAAAGTCCCCGGCCATAATGCCCGGGTTTAACGG
>CL9492Contig1
CTCCAACGGCTTCTTGTCGTCGGAGCTAAAGAAAAACGTTCTATTTCATGAAGTTAAATC
TCTTTGGAATCTGAATCATCTCTTTGAGCCCACTGCTTTCACCCGGGCTAAGGTTCAGTT
AGCCGCTCCAGAAGGTCGTTGTGTAGAAACAACTGACCAGCAATCATGTTTCTGTACAAC
ATCACCCTGCAGCGCGCTACCGGCATCAGCCATGCCATCCATGGAAACTTCTCAGGAACC
AAAATGCAGGAGATTGTAGTTTCCAGAGGAAAGATCCTGGAGTTACTGCGCCCAGACGCC
AACACGGGGAAAGTGCACACACTCCTCACAATGGAAGTGTTTGGTATTGTGAGATCGCTG
ATGGCCTTCAGACTCACAGGAGGAACTAAAGATTATATTGTTGTTGGAAGTGACAGCGGA
CGCATCGTCATCCTGGAGTATCATCCATCTAAAAACATGTTTGAGAAGATCCACCAGGAA
ACCTTTGGGAAGAGCGGCTGCAGACGGATCGTCCCGGGACAATACCTGGCTGTAGACCCT
AAAGGCAGAGCTGTCATGATAGGGGCCATAGAGAAACAGAAGCTGGTTTATATTCTGAAC
AGAGACGCTGCAGCCAGACTCACCATCTCCTCTCCTCTGGAAGCTCATAAAGCCAACACT
CTGCGCTACCATGTTGTTGGAGTCGAC
>CL9493Contig1
CTTGGTCTGGTGTTTTGTCGGGGTTTGGCTCTGTGGGATGGCCACGCAGGCCCGCGGGTC
TACGGGGTCCTCGTTTCTACCTCTCCTGGAGGGTCATTTTTACCATCATATCTGCAGTGG
AAGGTAAACAGGTGATAAAGATGGAGGTTTTGAAAACCACATTAATTTCAGTTGCTTTTG
AATTCATTCATTTTCTTAACCCGTTTATCCCCTATAGGGTCACAGGGCTACCAGAGCCTA
ACCCGGCCACTGTTGGGCAAAGGCAGGGTACACCCTGGACAGATTTTATTATAATTATTA
TTATGAAGAAAGCACAAGCAGAAAAACACTCAGCTGCATATTTTTAAGGTTTCAGCGATC
TATTGCAACAGTTTTGTGAGCGTCTCCAAGGGAAAACCCCCAGATCAGATGTTTTCTTCC
TTCTTTCTGGAGGACAAAGAGAGCATGATTCGGGTCTTACGAGCGGTGGACAAGGCCAAC
GGCTACTGTTTTGGAGATTTGGAGGAGAGAAATCTACAGGCTATGATGTCAGCTGCGGTG
GGGGCAGACTTCCATTTCAACTTCACACTTGGAGTTCAAGNAGAGGTATGTTGAAACTGG
TGGAAGGACCGTGGAGGAGGAAATGATGGAGCTGTAAATGAAGACTCAGAAGAGAAGGAC
CGCCGTACATTTGAAGACTCTTATTCAAGTTCTCATCTCACTGCCAGGATTTCACTACTG
CTATTGAAAAAAAGGGAAGCCAGTGAGAAAATGAAAGCTAACTTTGCTGTGAAATATCAC
CTCAAATGAACCACAGAAGAGAGCATTCAGTTCTTCTAATAAAAAAGCTTTTTGGTCCTT
TGTTTTATGAAATACATTTTTGTAAATAAAGCTTTTTTTGAAAGGTGTGAAAGTATTTCC
TTTTTTAAGAGAAATTTTGAAATGCTGTGTTTAAAAAGTTACATTACATCATGAAATGCT
GCCTTTATTTTATTAATCTGACATTTCCAAAATGCATTAT
>CL9494Contig1
TCGGCACGAGGCCTACATCCATCGATCCCCCATCTGGTTTATGTCACCCACAGCAGCTTC
TTCCACTACTCCTGCAGCCAGGACCCTCCGCCCTGCAGCACCTCCCTGCTGACAGACTGC
TGGTGCAAAGAAGTCCAGCTCTCCTCTCTGCACCGTCCCCAGTCGTACTCAGCTCTTGCT
TTGCAGATGAGACATTTAACTGTCTGGTTCACATCGCCGGCCAACGCAGCACGGCTGCTC
AACCACTCCNAGGTGAAACACCTGACCCTGATCCACTGTGGGCCTGAAGGATCCAAAGGA
TCGGCTTTGCTGTCTGTGGAGGGGCATTTCGTCGTGCAACACCTAGAGAGGGCTGACAGT
GGTGAACCTGTCAGAGGGACCGTTTGGTGTTGCAAACAGAGCCAAAACCACAAACTCCCA
ACCCAGAGAGAGAATACGGGTCTCACTTAGACAAAAACAGATTCAACTTGGACACCAACA
TGGATTTTATCGAAGACGCGATGGGAGATTCTTTAGCTGCGTCCTCAGTTCAAGTCCAAG
ACATCTTTTCTGGGGAGGGAGCTCGGAGCGGCCTATCATGAACAGGCCCGTCTGGGAATC
ATTAACAGCTCCGTGCTGGACTGGGGGGCGATGGCCAAAGCCTATACGGTGAAAACACAT
ATAGGCAGTGACGGCGCTCTGCCCTTCCCTGACTTGCACTTACCAAAACTACCAGAGACA
TCTGAGATATACGTCAGCTTTGTCTACAGTTAAAGAAGAGCTTAATGTGAATATTTTATG
TGAATATTTTCTAGATTAAAAGACTAAACTTCCAATCAATCAGCAAAAGAAAGCGTACCA
TAATATTTTTGAAATGGGACATAAAACTTGTTCAAGTGTAAAAATTCTCATAAGTGAGGA
TCACAGACTCAAAACATATAACTAAACATATCCCATAACTACAAGGTCACAAATGAGAAA
AAGCTCATGCTGAGATGGTCAGCTACAAATGCTATCGTTTTCAGGCTGTTTTATGATGTG
TGTTGCAATGTGACGTTTAAGAGGATTTGTCAGCGGATTCCGTTTTGTTGTAACAAAGAG
TC
>CL9495Contig1



GGCAACTACAGGAAATCAGTCGTAACCTGTGCCGCACATTTAGCTTCATTAGTGGTGCTA
AATAAGCAGTTTTCTTTGATTTATGCTTTAAAGATAAATATTCTGGTCAAGGCGAAGGCC
CTTTTTTTTTCCAGTTTCTCACAAATTTTGAGGATTTTGAAAGGAGAAAGCAAACGATTT
CCCAAAAAAAGCCCAGAAATCAGAAGCGTCCATTCTCACCCTCTGGGTGAATTCGGGGCA
CACCGACCGTTTCTGTTCAGGGACATGCTTGTGCCCCTTCAAACAGCGTTTCCCTTTTAT
TTATCCTACATCAGCTGTCCAGGCGGACGCCGTAGCACTCGGTGGTTCACGTCCCCGCCA
GGACCTGTCCACGCTCAAAAACAGTCCACCATCCACGTCAGACATGAACACGCGAAAGGC
GAAACTCCCGTTCGGTGTGAAGGAAGCTGGGATGCTAATGGGAGGAAGAGGCTTGTTGCT
GCAGAGGACTATGGCACGTTTTATGAAGGGATGCTTTGACCTGCACTCTGACAGCGCAAC
AAAAGAGGGAGTCAACGTGACGAGTCCTTTTTCTCCTGTTGTTCCTCACAGAACTCCTCC
ATCTCCACTTTGGCTGCCCTTCACTCATCTGTCCTTATTCCTGCTTTAGTGCAGCACAGC
GTTCAGTCCATGTGGGGCTTCTCAGTACCGCCCTGAAAGGAAACCAGGATCATTTTCATT
AAACAATTATTATATTAAAAATTAACAATGACACACCCCTCTGTTCCATTATGTGTTATA
GATGCAGGTTTTCACATAAAAACATACAATTATGTGATTTTGGAAGATTATTTTTTTTCA
GTGACTAATAACTTCTGTCTGCTTTTGTGTTTTGATTTCTGTTCTTCTTTTAAAAAATAA
CAGAGAAAGCCCTTCCCATGTTCTGAAAAGC
>CL9496Contig1
TCCTTAAAGCAGTCCNATCTGTGTGAGTCCACAGCACATCTGTACAGAACAGCATGCAGT
GACAAGCGCCGAACGGCTTTCAGCCGCTGTTTAGAAAAAAATGGCATCCTGAGTTTTCTA
AGATGTGAAGACCACTCGGCTCGGCTCGGCTCGGCTCGGCTCGGCTCGGCTCGGCTGTAG
GCCCCGGTTCTATTGCAAAGAAAATGTGCTTTAGGATTGTGCTCACGTTTCGATGAAAAT
GAACCACAATGCCTCTCCACTGAGAGCTGCATCTGCTGAGGGCTTGGCTGTTCAACCCGT
GAGGAATTTGCACGTTTGTGTTTGAGCGTTTGTGCTTGCATGTTTTGTCCCAAATTGAGA
AAATTCTCACCAGCCGCTTTAAAGAGTCAAATCCCTTTGAATCGTGATCACTTTTGATCG
CAGGTCTGACTGAGGCGAGCAACTTTCACAAAGTTCAATCAGCAAAACCATGAATTCTGA
ACCTGGTAACTAGAATCTACGCATATCTTTGGTTTGTATACGAATGACACATAAGCTCCC
CTTCAGCAGACCAGACTGCTCCCTGTTGTCCTCAAACCCACCCGCAAAAGCCTTCTAAGT
ATTACTGTTCATGTTTAAAATCCACCTTCCAAAGTTTCTTTGGACATCTGAGGGTCTGAA
AACATCAAAAATAAAGAATAGTGTTTTTTTTTCTTCCCTTATTATTATCCCAGAGCGTCT
GTCACATTCTGCAGTCATAAAGCTTTTCTTGGTAACTTGTTTGGTAGTTTCCTAGCTTAT
ATTGCATAATAGAAAACATTTCTTGTCTTCTAGTCTTTGGTATTTGGGCTAGTGTGTCCG
TCTGCTGTCCATGAGGAGACATCAGCCGTGACAATCTATGATTCGGAAGGTTTCTGCCCT
CCAGTGAGGTTTGTGTGTTTTAAAGCTTCCATGTGGATTTATGAGAAATTTGCAAAAGGC
GGTTCGGCTACAACAAGTGGTGGCAGTGAGCAGCCCCTCTCTCAGTTTGTCACCCTGGAG
GAAAGCAAAACAGACAAACAAAAATATTGTAAAAAGTTTGGTTTTCCTCCTCGCT
>CL9497Contig1
CGAGGTAATGACCCAGAGGGAGACGATACTGTTCAAACCTTCACTGTTCCAGCACATGGG
AACTTTTTCCTCCTTCCGGGGAACATTCAACAAGCTGAAGGACAAAGACTTTGAGGGATC
CTCCTACTCTAACCCTGCAGCTGAAGTTTACACTGACCTGTCTGCCTACAAAAATCACTT
ACCCCAAAATGCCTGGGAACCTGGGGAACAATTCTTCTGGGGCCGCTCCCCTGAGATAGG
GAACTACCTGACTGCAGTGTTTGTCAACCCTGCAGTGGTGACGGGGGTGTTCGTAGAAAC
AGGATCGGGGGGTAAGGACCTCTTGGACTCGGGTCAGGTGGAACTCGGCTCTGATGTGGT
CACCACAGAGAAAGTGAAAACCTGTAAAAGCTTCCGCTCCTTAGGAGTTTTTAGGAACGG
GAGGTTTGAGATGCTGGAAGTGGACAAGAAGGTTAGCTCCGCCTCTTCCTGTCTGAGGAT
ATTAATCACAGCTGGTCAGAAAGACTGGATCATCATTCAGAAAATCAGGATCACAACAGC
ACAGAGTACTTCATCGCCCAAATCCTAGGTTGATAAAAGAAAGACATTTTTGACCTGACA
GACCCTCAGTAAGAGCTGTAAAGTTTTTGTGCCTCGGTGTGGACGTCAAGCTGATGTGAG
GAAAACATTCACTGCTAACCGGAGGTTGGATTTGTCTGCCTCCCATTAAGCCTTAGTCGC
ATGCACCCGTTCTGGGGTTGACCACTATGTTTGCTGAGAGTTTTTAGGTTGTTCGGGTTT
TCACCACGTTTATTTTCTTTTGCTCTGCTACTTTGCTTCAAAATGCTAATTTGTTTCTTC
AATCATCTCCAACAAACTTGAAAATGATCACTACCTCAGAGATGTGTTTTGAAACTTTGT
GGAAAGCTGCTTTCACAGGGGTTTGTTAATAAAGTGCGTTCATTTGCATTGAAGATTGGA
AATTATGTGTGTCTTGGTGTTTTAATTTGATTTGGGTTGCACTTGGTCTTCTTTGAATAG
AAAATATTCTATATTTTTATAGCACTTAAGAAAAAAC
>CL9498Contig1
GAGGGTTTTTTTTCATGCAATATTAGTTATTTTCACAGCTCATTGCCATACCCGGAAGTA
AGACAACTCGATCTCTGAGGCTCCGCCCTTCTCTCCTTGTGGGTGCCGCCCATTTTATGA
CATCCACCTAGAGCCAGCCTCAACAGCGTGTCTCCGTTTTGCCCAAGAAAGCAACAACAT
CCGAACTGTTGCAAAGATGGTTGTGCATACTCTGCAGCGTGGACTCTTCCTGGAAGGGGC
GGTTCCTCACTTTGTGATGTCACAATGTGAGAAGCCACTTGTTTTTGAGAGCGCAGGGTT
TTAGAGGGATACTCAGAAATGTGTGAACGGATCAAAATTCTGCTTTGGGGTTGTTTTCTT
TTGGGAATAATAAACATTATAATACACTAAAAACTCAAAGTTGATTTTGTATGATATAAG
CCTTTGAAAAACTGGCTTCTTCAGAATTATAAATCATTTCAGAGTAAGAAGAGTGACTTT
GTCCTTTAGGGTGCTTCACAAATGGGTGCTTTCCTGGCCTACCATCAGTTTAGCATTTCG



ACTTTTGCATACATTTTCCTTAATAGATGTTACCCTGCCTCCTCCTACAGCAAAAAGAAA
CATTAATTTTGAAAGGTTTGCATTTGTAATTTGGTTGGTTTGACCTGCTTCTAGAGAATG
ATCTGTATAAATGAACATTTGTACCATAAATATGCCTTTTAACAATGTTTGGGCCTATAG
AACTGTATCCACTGTAAACAAAGACGTTAATGCACCATGAACTCATGAAAAGTGGCTGTT
GCTTAGTGTGAAAGTCAGTGACTTGGAAAATGTTTTGCTTGCTTGCTTGCTTGAAGCACA
TTTGTCAGTGACTCAT
>CL9499Contig1
TCCCCCCCCCCCCCCAAAAATTGACATTGTCGTCTCAGTTGTGTCAACATGTATATTGCA
TGACAATATCGCTGGAGGGATTTTAATGTTTTTGTAAACTTCCAACAGTTTAACTTTGTG
TTTCTGTGAGAAAGCCCAAAGTGCAACCCCCACCCCACCCCCCGTACTCCACGCAGCATC
TCCCTGAGCGAGAGTCGGCACGAAGCCCAACCTTCAATCCACCAACGAGATGCCCATCAA
AACATTTCAAGTAGTTCAGTTTGAGAATGTGAGTTGTGGAGATTGTGTTTGAAATTATTG
CTCATACTCATCTTTTTAATGCTTTGCTTTTATGCATCACATCATTAAACAGATTCATTA
GAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL9500Contig1
GTGAGCGGTAATCGGTCAGGTAGTGGATGTAGGGTTTCTCTGAGCTGATCTCGTAATAAC
GGATGTTCCCATCCCCCTTGCCAGCGAGGTACAGCATGTGTGTGTCAGGGTCATAAAAAG
GGAAGAGGACTCCTGAGGAGCCGTCCAGGTTCTCCGCCAGCAAAGGCACGGACAGATCCT
CCTGATCCCAAAGAGCTATTTGTCTCTCATTCCAGCGGGAAGTACCGGTTGTGACAAGCA
TCTTCATGTTTCCCAGGACCAACACCTTACTGGCTTTGTGCGTCTTGCTGTTGCCTTCCT
GCAGCAGGTTTCCGGTGCGCGGCTCCATCAGCCGGACCTTCCTGTCCTTGCATGTGGTTG
CGAGGAGGCTGCCGTCTGTGTTGAAGGACATGGACAGGACCACGTCAGAGTGCTGCGTGA
TGGTCCGCACGGGGTTTTTTATCACTTGCTCTGGAGAGTCCAGATTCCAAATCATGACCT
GGTAGTCGTAGCCTGTGCTGAAGAGGATGTTGTTTGCGGTCGGGTGCCACTCAACAAGGC
TGACCCTGCGACTGTGACCCTGCAGGTCCTTCCAGGGCACCGTCAGGTTTTTCATCACGC
CATGAGGAGGGATTTCCCACACTTTGACCGTGGTGTCTTCAGAGCAGGAAGCAATGCAGT
AGTCGTTGAATGGATTCCATTTGATATCCAGCACGTTACCTCTATGACCGGATACTCGAG
GGTGATGAGGGTCCAACTTACCCGTATGATGCAGCGAGAACACTAGGAAGGCCCCCCCTC
CGCCACATTCAGTGATGACGGCCAGGAAACGAGGGTTGACCGCACAGAAGTTGTTGTCCT
GGACGCTGCGTGTGATCGGCACGCCATCGAAGCAGTTCTCTTTGGTCGCAGCTTTACCAA
ACACGTGTCGAAACTTGGAGCAGCGGTACTGAGGGCGCCATGTCATCTTGTTTAGTGAGT
TGTCAGCGATAGGAGGAGCAGCAGCAGCAGCAGGTCCCTGTGCAATAATAAAGTTACCCT
TTAGTAGTGAGCCAATGAAGAAAAAGAAAAAAGAAATCCCGGTTTGTGTTGTTTGATGTG
AAGCAAACGGATAATTCTTGTCCCTTCACCAGCAAAGATATCCGGTCCAAAACCAATCAG
AGTGAAAAGTCGTCTTCTTTGGCGTGCATTTGACCAGATGAGGCGGTGAGCGTGCGGCAT
TAATCTTAGTGCTTGTGGTCCCCGGCCATAATGCCCGGG
>CL9501Contig1
GCTGCTGGCAGATTGGCTGGTCTCTGCACTGGACTTCTGCTTCTGCTGAGCCTGCTGGTA
GTTGCAGCTTTTTTCTCTGTCAGGAGAGAAGTTTCTGCTTGTAGCAGGAGTTGAGGGGGC
CTCCTTCTTTATAGGAGAGCGTTCGCGGGTAATTACTAATGACTTATTGGCCCTAAAGTC
ATCCCGGTCATCTCTTTGAGCATAGCCTGGTCGACATCCTCTCTTATGGAAATGACTATG
ACTTCTGTTGCCTTTCCTCGAGCTTAATTGATGTCTCAAGTCATCTTTCCCAAAACCTTT
TTGGGAGTATGGGCCCCCAATTTGCTGCTGTGATGAATTCCTCTGAAAATTGACATAGTA
GGGTTTTTCATCAAAGAATTGCTCATCGTTTGGTGGATAACCGTCCTCACTGTAATATCC
CCTTGCCTCCTGGTAATGTTGAGGACCGCCATACCACTGAGGGTCATTAAACTCTCTGTC
GTACTCCAAGCCTGGCCGAGGTCCCAATTTCCTCTTTTCCACAATATTGACCACTCGATG
AACCGTCACCTCTCTTTTATCAGGGGAGAATTGCTCCTCGTATTGTTCTCTGATTGACCT
TTGACCCCGCCGATATGACATGTTGAATGATGCGTTTAACTTTCGTCTTAAAGTTTATTT
ATTTTTATGTTATTTTTATTAAGTTTTCTTCGAGGCCTCAGCTCAGGGAAAACCCAAACA
ACGATGTCAATTCTTCATGCCTCAAAGATCGCGTTGCATATCCTTCAGATGAAAGTAGAC
TGTTAATATAATGTATGTTTTATTATTTAAGTAGTTTCACTTAGCCTTCAAAAATAAACA
GGGAAAATTCCAGCATGCTCTTCCCCCGGCCATAAGGCCCGGGTTAAA
>CL9502Contig1
TTTAACCCGGGCCTTATGGCCGGGGAGACAGCTGAGGGTGGAAAGTGTTGAAGGTCTTTA
GGTCACAGATGGAAACCAAAGGTCACGGTCTAAGCATGAGGACGGCGGTTATTCGGGTTC
TGCAGTTCTCCTGCGTTGCTTTTCTGCTCTTCGTGGCTGCTGACTCGTATCCCGTCAGGA
AAAGTCCAACTGGAGCAGGGTTCCCCTCTGGAACTGGCTTTGGGGGCGGAGCTCCTTCTG
GATCCGATCATGGCCTCTCCGACGAGCAGGAGGCTGACATCTATGACCTGATCGCTGACG
GCATGAGCTATGAGCCGGAGCGCCCCTTCCCACGCTTCGCCTGGACCTCTGACCACGTGC
CTCTGGGCATGGTGGAGGAACGCCCAGTCTTCCCGTCATCCCACATCGTCAAGTCCAGCA
GCGGGTACCAGCGAGCTCGGGACTTCCGCTCTGACGCCAAATACTCCCAGGATATCTTTG
ACCACATTCCTCTGCCTGAAGCCCATCAGGGGTTTCCGATGAGCAAAGAGCAGAAGATGT
ACTGAGGGAAAGGCCGCGCCCACCTGAAGGAAGACACCTGATCCCTGCAGGTGAAGCTGG
AGCATCAGCTGTCTGAGACTCCGCCCACTAAAGAATAAATCTGAGCATTAATGTCATANA



AAAAAAA
>CL9503Contig1
ATTTGAGTTGTACATGAAATTATTTGACTCGTACATTTGAAGATAGAAAAAAAGCAACCA
AGTTGTAAACGTCTAGATGACAGAACCACCACCTTACATGTAGGCACATTTTTTTTTTTT
TAATNGNANACNNAACATATNGCNCNCNGAACATTTTNGNCCTTCTTTGNCGGGTNGTTN
CCAAGCAAGCCGGGGGTTGNCNTTGGGCAACACAAAAGNGNCTNGAANGACTNGACAACT
NCCCNCNGAAACGNAAGGNCNCAAAAGTCAGTAAGNGAACCNCANACNCANCAGGAAACA
NCANCNCTGNGCAANAGGCAAAANCTTCNTTTNGGATTNGCTTTTNGCANATNCGTTTTA
AATTTCNGAAACGTTCTTTTCAAAGCTACAANCNCCGACTTTAAAAGNCCCCAAAANAAA
AANGGGACNGCTTTACNCCGNCGGGNANCTTTANCNGGCANCNCNGTATCNGNGGGACNC
CGGCTAGGGTTNCTNAA
>CL9504Contig1
TGCTTCATGGGAGAGGCAGCTCTCCGAGCAGAAACCTGGTGCTTGATGGGATCAAATGTA
TCATCTTGATAACAAAAAAAATTCCTTTCAACGGCTGCGTCACGTTCTCCAGACATGTTC
TCCAGAGAGAACCCAGAGTAACGCCGCTGAGGCCGGGTGTACTTTGAACCCCGGTCACCG
GCAGGCGACAGCCAGCACCGGATGGAGCCGTGAGCGAGCGGAGAGAACACCTGACCTGCC
CCATTCAGGAGTGAAAGAGTGACCATTAAACTCACGGGATCTCCAAAGGAAAGAGTTAGA
AAATGTCAACGTTTGGTTTAAATCACCAAACTTCCCCACTGTGAGAAACTGAAAGTTCAG
TCAAAGCCAGTTGTCATTTCCCGCCTGAAGCTTTTCAGTTCGAACTCGGTTCATTCTGAG
AACACCTGAACAGGTGCAGCTTTACGGGAAGAACCAGTTCACGCCCGACTCAAACTCCAG
GCTT
>CL9505Contig1
ATTCGGCACGAGGGTGCATTGGGGCAGTTTGCGGCCGAGTGTGAAGCGGCTGGGATGAGG
GTCAACACCAGTGAATCTGAGGCCATGGTTCTCCACTGGAGAAAGGTAGTCTGCCATCTC
TCTGTGGGTGGAGTGTTCCTGCCCCAGGTGGAGGAGTTTAAATATATTGGGGTCTGGTTC
TCGAGTAAGGGAAGACCGGAGTGTGAGATTGACAGGCGGATCGGAGCAGCGTCTGTAGTC
ATGCGGTCGCTGTATCGGTCCGTTGTGGTGAAGAGAGAGCTGAGCCAAAAGCAAAGCTCT
CAATTTACTGGGCGATTATCATTCCAGTACTCACCTATGGTCATGAGCTCTGGGTCATGA
CAGAAAGAACAAGGTCCTGCATACAAGCAGCTGAAATGAGCTTCCTCTGTGTGGGGGCTG
GGTGCTCCTTAGAGAAAGGGGGAGGAGCTCCGTCAGCCGCGGAGAGCTCAGAGTAGAACC
GCTTTCCCCTCCACATCCAGAGGAGCCAGTTGTGGCTTGGGCTTCTGGACAGGATCCCTC
CTGGACTCCTCCCTGGGGAGGTGTTCCGGGCATGGCCCACTGGGCAGAGGCCCTGGTGGG
ACATGACCCAGGACACACTGGAGAGACTACTTCTCTCTTCTGACCTGCGAACGCCTCGGG
GTCACCAAGGCGTTTGTACTGAAATGTCTGTCAAATCTCTGAGCCTGCCTGTTTCTTAAA
TGCAGCTCTAAATTTGTGGCGTGTGTTTAGAAGGTAAGCGCCACCTTCAGTGTAGTGTCA
TCCTTCATGTTTCCAACAAAGCCATGTAAGTACAATGTTAGAAAAAAGCAGATTTAAAGA
TTTAGTTTAATTTCAGGAAAGATTCTTTACATTTCAGACTATAAAAGTGTTTCCTCGGCA
CTTCAGTTATTTTTTACTCAAGTAATTATTATTATTTTTATTTTATGAACTGTCATTCTA
TTGTTATTTATTGTGTGTATTTTGCTGCCGGACACCGAATTTCACCCTTGGGAGATTCAT
AAAGTTT
>CL9506Contig1
GCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGAGAGTTGAAAGGTTATCAAAATTTGTT
AGCGTTAGCAGGAAGCTAGACGAGCTTTTTCTATTTACATTTGTTTTTGCAAAATGTCAG
CGGCAGAAGACAATACTGATGTGACTCTTCCGTGTGTCCTAATCACTAGCTCTGATAGTG
ACTTTAAGGAAGAAGAGCTGGTAAAACAAATCCTTAATTCGAGGACTTTACCTGAGCCGA
CAAAGCGAAGGGAAGCAGTCGCCTGGTATCCTTGGATCATCAACAACAAATATTATACGG
CAGATGTCAGACTGTGTACTGTACCAAGAATCACTCAAATGTCCTCAGAAATTGCCCAGT
CTATGCAGGCTTTTATTGCTTACTTCGATAGTAAAACGAAGGGTGGCTTAGAAAAGCTCA
ACCCCTGGATATCAGTGGTAGCAGATCTTGCTCCTGAAGTCCTCATTCTAGTGTGTGACA
GAGTCAGTGAAGACGGTGTCACCAGGCATGAAGCACAGCAGTGGTGTTTGGCTCACGCGT
TTGAACTTGTAGAGCTTAATCCTCAGGAGCTTCCAGATGAAGATGATGACTTTCCAGAAT
CCACGGGAGTTAAAAGAATAGTTCAGGCTCTGAATGCTAATGTGTGGTCAAGTGTGGAGA
TGAAAGATGGACACAATCAGGGTTTTAATTTAATGAGCAGTTTGGTGGCATCCAGACACA
ACGACCCACTTAGCCGCCAGGATCCTTCACCCCCCAGTTTACCAGAAGAGAGTCCTCCTT
CTAATGAGGAGACTAACCAGACAGACAGCCGAGTAAACACAGATGGACAGCAGGACACTG
T
>CL9507Contig1
AAAGGTGGAAAAAAAACAGATCATACCAAAGGGAATTCATTGTAAAAACGATGACAGCAA
GGCACTGACAAACATGAAGACTGTAAAAAGGCCTTTTGACGAGTCAGTTTTGAAAAAGGG
CTGTAAAAATACAGAACTCTGAACGGTGATAGAGTGAGGTAAGTTTCTGCCTGGAGTCTG
CAGCAAATCTTCAAAAACATGTTCAAACACAAAACCAAGAAGTGGGAAATTTCCATTTTC
CCCCCCTGGGGGTCACTAAAGAAAGCAAAAAAAAAAAAANCCCANNCTTTTTNGAGGGGC
CNNAAAANANCCG
>CL9508Contig1



ATGGGTTCTGCCGTCAGAGGTTCTGTATGCAGTTCTGCTGCTGCTGCTGCGCTGGCGATG
AGGATGATGACGATGAGAAGCAGCCACTAGTAACTCCAGATCCGTTGGATTATTTCACGC
GTGAAGTCCAAAAGCGGCGAGATGAAGAGACCAATCTGTGGAGTGAACCCGGAGATCCCA
GCCACTCTGAGAGAGCCGACGACCGGACCCTGTACACCCTGCTGCAGGCCAGGAACAAGA
CCCGCATTGGGATCCACGGGCCACCGTCGTCTGAGTGTTGACATAGAGGCCATGAGAGAT
GTACGCAGAGAAGTCCGAGACAAATGGAAAACCATTCTGGAGAATCTAGGTTTCATGGCT
GAGGCAGACTCTCTGCTGACGGTGTCTGCCGGGGCCTCACTTGACCGCATGCGGAACGCC
CCGGCAGCACGAGCCATGCTTCAATCTAAGCACTCGGAGACCTCCATCTTCTGCACCAGG
GAGCCTCCTCCAGAGAGATATCTTTTCATCCTGGATCGTCTCGTCTACCTCGATATTGCG
GATGACTTTTTAGCAAAGGCAAAGCGCTTCTATCCTCCAAAGGAGGACTCCGACGAGGAG
ACACCCGGCCTCTCCATAAACCTGCCGCTACTGCTGGCCAGGGTGGAAGCCTTGAATGGA
GGCGGCGATGAAGACGAGAGCGAGAAGGATGACGAGAACTTGAGTGACTGATCCTGAAAT
CTGCAGTGATAACAGACA
>CL9509Contig1
CTTNTGCAGCACCGGAACCGTGTACAAGATCTGCGGCTGGATGCAGCTGGCTGCAGGCAC
ATGTCTGATTCTGGGCTGTATGATCTACCCTGACGGCTGGGACAGCGACGAAGTGAAGCG
AATGTGTGGGGAACAGACGGATAAATACACACTGGGCGCTTGCTCCATGCGCTGGGCTTA
CATCCTGGCCATCATGGGCATCATGGACGCCCTCATCCTCTCCTTCCTTGCCTTTGTACT
GGGGAACCGTCAGGACAGTCTGATGTCTGAAGAGCTCTTAGCAGACAAGACTGGAAATAA
TGCGATATAATTCTGGAAATTAAAAAGCAGGAACAAGGTTGGTGAGTTTTGAGGATCCGG
CTTTCCTTCTCTGGTGGCTTAAATGAGCAGAAGTGTTGGGAATCATCAGATCCGTGCAGA
AGATGCTCTGGAGAAGTGTTGGAAAGCTGAACTCCTGTCCCTCCTCCAAAGACTCTCTTT
CTGTAAAATAAGTCCCACATCGTGCAGGAACAGTGAAACCTGCTCGTCCTGTCACTTCAT
CATCTCACCCCCTCGGGTGCCGGAGCGCCGATTCGGCTGGAGAGACTTCTACCAACTTCT
GATCAGTCCAAGCCCTCAGACTGGCTGTGGCGTCAACCCAATGACGTCAGATCGCAGTGT
TTGGACCGCCGCAGAGGACTTTGCAGACACGAGGTCAAAACGTCCTCACATTTGTGGAAA
AGTCTGGCGTTTGCACAGATTTGAGGACTGAAGACATTCACA
>CL9510Contig1
ATGGCCGGGGCTCTTTTTCTTAGCCAGCGCATTTGCAGGGTTCGTGGCTTTGATGGACTG
GTGAATTTCTCTAAATTTGATCTGAGTCAGTCCGTTTTGAGTATCAGCAGAGTTTCGCCA
AAATGCCGGCGTATTTCCAGCGCCCAGAAAACGCTCTGAAACGAGCGAACGAGTTCCTTG
AGGTTGGCAAGAAACAGCCAGCCTTGGATGTGTTGTATGACGTCATCAAGAGCAAGAAAC
ATCGAACATGGCAGAAGATCCACGAACCCATCATGCTCAAGTACCTGGAGCTCTGTGTGG
ATCTCCGAAAGAGTCACCTGGCCAAAGAGGGGCTCTACCAGTACAAGAACATCTGCCAGC
AGGTTAACATCAAATCCCTGGAGGACGTGGTGAGGGCGTACCTGAAACTGGCAGAGGAGA
AGACCGAGACTGCCAAGGAAGAGTCCCAGCAGATGGTCCTGGACATTGAGGACTTGGACA
ACATCCAGACCCCAGAAAGCGTGCTGCTGAGCGCCGTGAGCGGAGAGGACACTCAGGATC
GTACGGATCGCCTCCTGCTCACTCCGTGGGTGAAGTTCTTGTGGGAGTCGTACCGCCAGT
GCCTGGACCTGCTGAGGAATAACTCCAAAGTGGAGCGTTTGTACCACGACATAGCCCAGC
AAGCGTTCAAGTTCTGCCTTCTGTATACCCGCAAAGCAG
>CL9511Contig1
AAGATGAAGTGAACCAAGATGCTGCAGTGAACATACAAAACTGACAACAAAAACAAAATC
AACAAACGGAGGGGGGGGGGTGTCTATNTTAAAAAAACNCNTCATTTAATTAACATTTTC
TAAANCACATTTAGTCTTATTTTANTTGGCATCANTTCAAAAGTGTGACANCAGGATTGT
GGTAAANCCTATNCAAAAACNCCAAACAGTACAAAACGGGGGGAAGGGGGGGGGGNGTNA
NTTTNTTTGGNGNGNGGTTAAAAANCNC
>CL9512Contig1
TTTATTTACGTTTAAAATAAAAATACACTGATTAAAATATTTTTAAAGTGTCTCTTCTAC
TATCCTGGTAATTTCCTCAGTCTGTTCAAACTGGGCATTTACCATTCATGTTAGACAAAA
GCTGCAGGCCACCACAGCAGCAGCCACCAGCATAGCAGTGAACGGCTCCAGGGCGACGGC
CCGGTTACAGTACGGCCAGTCACAGCAGCTGTAGCTCATGGTGTAGACGGTGCCCAGGAG
ACGTAGGCTGTGAACCTGACTGCAGTCTTTCTCCAACATGCAGCCCCTGGCTGATAGGGC
AGTGTAGTTGCCGTAGCGACCCAACCCCTTAAAGCACATCTCATTCGGAGGGCATTCTGT
CACGACGAGTTCAAACGTTATTTCCTTCTCCAGGACGGGGCTGTAGTAGCAATGCAGGTT
TTCACAGAGCAGCAGAGGAAGGGGAAGGCAAAGCCACAGCAAAGCAGCATGGAAGAGCTG
CCTGGTTCTCAGTGATCCCATCTTCCTGCCAGTGGAAGTTGCTCCCCGGCCATA
>CL9513Contig1
CCACCATGCGTGATGCTAAAATGGCTCGTGGATCCCTAACCAGCTGAATAATTCTGACAT
CCAGACGGAGGTCCTCCAGCAAAGGCTGCAAAGTTTCCAGCAGTCGCACACGAACTGTCT
TGATGGCACGGTATTGTTTAGAAAGACAGGATTCAGACGCAAGAGTCAAGTTCAGAGGCC
CGCAGTGTCGAGTCTTACAGTGATACCTTTCAAAAACCTCCTTAATTTCAGGAGTGCAGA
CAGGTTCCTCACAGAGTGCCATACTAGACTCCCTGCGGAAAAGATCAGGAGTGACGTGGT
CTTGAGGTGGGGGAGAAATGAACTTCTCAAGCGGAGAGAAGTCACAAAGGAAGAGTGCCT
GGATTATATCCCGGTAGATCTCGGGCAACAATGTCCCGTTGTTTGCCTCCACATCTGGGA



AAAGCATGCGCTCCACGTGCCACAGGGGCTCAAACAGGTAGAACATGCTCTCTCCATGCT
GGTTGAAAAACTCTCCTACAAACGAAGAGCCCGTTCGTGTGGAGGCCATGAGTAGGACAT
GCTTGTGGTCTAAGCTGTTGCCTACGTTGTCCACCTCCTCGGGTTGTTCCTCTGAAAAAT
TTGAGAAATTTCCTTTGGTTGAAGGCAGTTTGGAAAGCAGCACTTTGAGAACTGTGAAGG
AGCTTCTAGCTGTCGTGTTGCTGTAATCCTGAAGAGTCTCTGGAGTCTGGTGTGGATTGT
GCATCTGGCTCAGCCTATCAGAGACCCTTGACAAAATACTGCTCTCCTTTTCAATGATAA
CCAGGGCCACAACACAGATGAAGAGGATGGCATACTTGGACTTCATTCTTAATTTCTGGC
TTTCACATCGAAGGTCTACCGTCTAGTCTTTGCATTAGTCATAACTTCCCAAACACAGTT
GAAAGCTTCATTCTTCGGTTCTCTCGGTGCAGTGGAGCAAAGCGTTCCAGATTCGTGCAG
AAGTGAGTTCTCCTCGCATCCTTCTGCCTTTTCCGAGGCGCGGACGGACACACTGCCTCA
TTGTGTCCGCGGGTTCCTCTCCTCTGCCGGATGCGGCGTTGAGCCGCCAAAGACGAGGCG
TGGGGTATCTGAGAGCCCGAACACGAGGAGAAAAGTTACTTATATGTAACCGGAGCGGAG
CCCGACGCAAAGTGTAGTGCAGAGTAACCAAAAGTTTGGGCTGAGGAGTTTTCTTCAGTG
GAAAATGACCAGTATCCAATAACCAACAGTAAAAGTCCCCGGCCATA
>CL9514Contig1
GGAACATCTAGACGGTCCACAAGAACTTTTAAACATCTGGACTCAAAAGCCAGTCATGCA
CAGTGGGGGTAGTTTGGTGGTGTGGGCTGATTTACAGCTTCAGGACCTGAATTCTGTTCC
CCTGTAGAAGGTCTCCCATCACATCTGGGTTCTGCAGCGGAACAATGATTCAAGCGTCAG
CAGATCAGACGTCCGTGCAGGTTCCTCCTCAAATGTCTCTGAACCCAGGCAGCTTCATGA
AGAGCAGATGAGAGGACCGCTGACAGCCTTCCCAAACTTTTAATTACACATTTTGCCGCC
AAGAACGGCTCAACCAGTTATTAGGTGTTTTGTTTTTCAAGCAGAGCCAGTGGGATGTTA
AAGCGGTGAAAGGTTCTCAGTGGTTTGACGTTTTCTCTGTGCCTGCAGCTTCAGCGGCGT
CACGAACAGATGAAGAAGAACCTGGAGGCTCAGCACAAAGAGCTGGAGGAGAAGAGACGC
GTCTTTGAGGAGGAGAGAGCCAACTGGGAGGCTCTGCAGCGCCAGGAGCAGCTGAAGCAG
GAGGCCTCCAAGACTCTGGACAAAAACAAGAAGAAAGGCAAGATCTTCTAAGCACAGCCG
GCAGATCCACCTCCAAATCGGGGGTTCTGTCGCTTTTTCCAACGATGTCAGGAGACGAGC
GTACGGCGCCAACACTGCACCCATCTCCTCCTCTTCCATTTTCCTCCTATTTTTTTTTCC
CCTCTGTGCTCCTACCGCCCCGTGCCAGC
>CL9515Contig1
GAAAAACTCTCAGATGAAATAAAACCAAATAGAAAGTTAAGGAATTAGTGGTTTTATATG
GCGAGGCTTTAGAGGACAAGTCGATGAATTAAAGCAAACATTCTGACTTTAGTGCCCTCC
TGCAAGCCTGTGGTTGGACTGGGTTTTTAGTCAGCTGACCAGTTATCTACCTCAGTTTTT
TTGTCCTCTATATTTAGGTCGGGTTAGCAGGTCCAGCCCGCCCCTCCAGGCCAAACGCCG
CACTCAGGAGCCGGCAACACACTTCTGTTATCTTAAACGTTCCAAATACTGTTTTATTTC
TCTCCAACTTGTTTTATATGACGTGTAAGTTACAGTCCTAAGGAGGAGATGGCAACGAGA
ATGTTTTCCACGTGTTTCCTCGCCTGATCTTCTAAGAGCAGCATAGTCTGGATGCTGATG
TTCAGCATTTCAGAGAACCTCTCTCTGTGAAGCTTTGAATCGTCAATGAAAATGCTCATT
GATTTTGTCTTGGTTCAAGAAAACAGCTGCAGCTTTTTCTTCTACATTTTGCTGGAATGA
GTGATAGACGTAAAGGGCTGCTGGAATTATACTTGAGATTTCTGTGTAACCACTGAGGCT
GACAAACTTTGTCTTTGTGAGGTTTATGCTGCTACTAGTGTCTGAACCAAGTGCCACAGT
GTCTCAGTTTTGGATTGAAAAGGTGCACAAGTGTAAAGCAACCACCATATTGAATAGTCA
TTAAGTTAATTGAGAAAGAATTTTAACTTATGAAGATTTTTGTAAAGACGGCTTGAGAAA
TGAGGCTTTCATTGAGCTATGTGAAAGTTTGTGTACAGAGTTATGTACAAAGCAAAGAAT
TTCTCCTCTGTTTGTTCAAAAAAAAATGTTTCCCTGGATTGTTGCATGATTCTGTGCATT
TCTTTTCTTTTTT
>CL9516Contig1
TGCAGGCAATTCGGCACGAGGCGGCAGCGAGNAGCAGGAAGAGGCACAGCGCAGGCAAAA
AGNAGGAAGAGGAGAGACGGGCACAGGAGGAAGCGCTTCGAAGATTAGAGGAAAAGCGAA
AGGAAGAGGAAGAAAGAAAGAAAAGAGAAGAGCTGCTTCGCAAGCAGGAAGAGGAGCGCA
GAAAACAGGAAGAGCTTGAGGCCTTACGGAGGCGTGAGGAGGAGAAGCGGGCGGAGGAGG
AGGCAGCCGTCGCAGCTTTAGCACAGCAACAGGAGGAGCAGAGAAGAAGGGAGCAGGAGC
TGCAGAGACAACAAGAGCTGCAAAGACAACAGGAGCTGCAGAGACAGAGGCAGCAGCAGC
AGGAGGCCCTCAGGAGGCTGCAGCAGCAGCAGCAGCTGGCACAGATGAAACTCCCGTCTT
CCTCAAAGTGGGGGCAGCAGTCAGCCAGCACCATCAATCAGGCCCACAATGCTCTGTCTC
TGGCTGAGATACAGAAGCTGGAGGAGGAGAGGGAAAGGCAGGCGCGGGAGGAGCAGCGGC
AGCAGCAGCAGGAGCTCCTGAAGCTGCAGCAGCAGCAGGCCCTGCAGCAGGCCCAGCAGA
CCCAGGCCAAAATGTCCAGCTGGGGAAATGCTGCCAAACAGCCCGTCATCACAAAGTCTC
TGCTGGAGATTCAGAGGGAGGAGGCCCAGCAGATGAAGCAGAGGAAGGAGCAGCACCAAC
ACCAACAGCACCCCGTCTCCACCCAGCAAACCCGACCACAAAACAGAGCTGTGTCACTGA
GTAACTCGGTGTGGGGGTCTGTCAATCCCAGCACCAACTGGGGCTCCGACTCCAGCAGCA
TCTGGGGGGACACCCACAATTCAAACATGGGTTTCTGGGACGAGGCTGTGAAGGAGGCCG
TCCCGCCTCCCCAGCAACCACTACAGACCAAAAAAGCCAATTCTCAGAAAAACAACAAGG
GCAACGCCAACATCAGCAACTCTTTGAGTGGTCGGGCCAGCAAGAAGGTGGATGAGGAAG
AAAAGCTGGTCAAGTTGTTTCAAGGGGTCAATAAGAGCCAGCAGGACACATTCATGCAGT



GGTGTGAGCAGACTCTGCATACTCTCAACACGGCGAACAATCTGGATGTTCCCACGTTTG
CATCCTTCTTGAAGGAAGTGGAATCTCCATATGAGGTGCATGACTATGTCAGGGCCTACC
TTGGAGACACCTTCGAGGCCAAGGACTTTGCCAAGCAGTTCCTGGAGCGCCGTGCCAAAC
AGAACACTAACC
>CL9517Contig1
AAAGCGTCAGTCGACATGTCGTAACCGTCGCCGTGCACACGCAAACGAACGCGCTCTCCT
CATCCTTAATGTAAACGTTGCAGGCTTGAAGAGTGATACAAAAAGCAAAAAGGTGGTCCT
CTAAAGTTTTTGCTCTGTCCGAGTCTTGAGGGGGCGACACAAAAAAAAGGTTTTTGTATA
GCTGTTTGGGTTTTGACAAAGTCAAAAAAGTCCAGAACTTCTTATTCACTGCAACCACAA
ACACTCACACACTCATTCAAAGTACGCAATATTTGAGGAAAGTTCAGGTAAAGTTCTTCC
TGTTGAATGCTCACAGTAGGCAAAGGGGACAACAGTGAGAGTGAAACAATTAGCAATGCT
TTCTGATTTTATTTTTCACTTCAGGAAAAGGCCTTGTGTGTCGGTTCCCTTGTGTTCTCA
CAAAGCGAAGAGTCTGTTTTTCCAGTCACACCTGACCTGTAGCTGCATTACCTTTTAGCA
CGTACAAAGTACAAGGCATTGGTTTTGGGGTAGTACTTCACATTCTGTTTTTTGTCCATC
AGACCTCCAAAGATAATGAGCTCTCCTCGGCCCTGCACCACAGTGTGAAGGCTGGTTTCT
GGAGGCCCGGTCACTGCGGGCGTTCCATTCCCGTAAACCTTCCAGGACACGACCCCGGCA
GAC
>CL9518Contig1
AGCTGGCTACAAAGTCATGGCCTGAACACGGCAGGCCAAAAAGGATACAACAAAAAGGTC
CTCGACTGTGCAGACATTTGAGCTGAACCGCGGTACCAAACTGACCGAAAGCTTCTTGAG
GAGATCAACGATGCCTTATGTCTGAGAATGGGAGGAAGTGGGTCCAAAGTTAAAGGTGTC
TGGCCTTTCTCAGGCAATTCAAGTGATTCAGGCAGTGATGGAAACGAACAGTCTCTGGCC
CGCCTAAAGGGTTCCAGGAATGCAACACCATATGTTTTCACAAGAAGGAGTTCTTTGTAC
TATGACGAGGACGGCGATCTAGCTCATGAGTTCTACGAGGAGACAGTGGTGACCAAAAAT
GGCAGAAAAAGATCCAAGTTGAAGAGAATACAGAAAAACCTGATTCCACAGGGAATTGTG
AAGCTTGACCATCCTTGTATTCATGTGGATTTCCCCATTGTCCTCTGTGAGGTGTAAGGA
ATTGTCCAGGACTGAAGTGAGATGATATGCTGTCGGTCACAATTAAAACTACATTTATTG
AGATGTTTTTCTCTTAAAACTGAAAATCTGGCCCCAAATACTGAGGAGAGCGTGGAGCTG
TCATGTTAAACTTAAATGACAGAAATTCTACATGTTTCACACTAAATGTGGTCAAAAATG
TTAGTATTTTTTAAAATCTATGGCAACCTTTTCCATGAAGTGATGAATCGCGTATTTTAA
TCATCCGTCTGATATGTAAGCAGTGTTGAAAAGTACTTTGTGGCAAGGAAAAAAAAATGT
TGTCAAAAAACCTAAATTATGTACATAAATTGTTGGATTGATAGTTTAATTTGTTGGGGA
G
>CL9519Contig1
CCTTTTATTTNAGNAAGCCTTAAAAGAGCGTAGAGACGCCAATTAGTGACAGCAGAGCCC
GACACCCCCCTCCCCCTCTAACGTCATTTCATGGGGCGATCCACCAAACCGGGCCATAGA
TTCGGTCTAGTTCGACCCCGACTCCATCCCGCCGGGGCCGGACCCGCAGCAGCGTCACAT
GATCCCGGCCGCTGTCTTCACATCCACAGCTCTGTCAATAGTTTTAGGTTGAACATCGAG
AAGCGTCTGAGATTTCTACCTAGCAAAGTTCGGGGTGGTGGAGCGATGAGCGCTGATTTG
GGGGGGGGGGGGNGNAAG
>CL9520Contig1
CGTTCTCCCTGGAGCTCACCAGGATCCTGATGCAGTTCAGACCATCCCTCACAGGCAGAG
GAGTCATCCGTTCCTATGTGGAGGAACAATTCCTGTGGGACTGTAAGCAGCTGGGGGTGT
ACTCCCCCATGACCCTCCTCAACACTCTGCTCTTCTTCTTCTGCAAGTACTTCCACTTCA
CCACCATGGAGCAGCACCTCCAGCTCTCCTTCGCCCAGCTCAAGACATGCATCAGATCTN
AGGAGGATGGACGAGAAACCGCCGTTCTCCGCTTCCAACTCCCCACGTCCTCAAACCAGG
ACGAGCCAGGGGCAGATGTTGTTCCAGCAAAGAAGCTCAGGTTGAATGACTGTGAAGATT
TCCTAGAGATTGAGGAGAACTCAGCGATCCCTTCCCAATGTCCCGTTAGGCTCTTTAAGT
TNTACATNTCCAAGTGCTTGGAGTNGACGACANGCCGAGACGATGTTTTNTATTTTCAGC
CGGGTNAGAGCTGCGTTCCCAGCAGCCCCCTGTGGTTNTCGTCCACTCCTNTGGANGACG
CCACCATAGAAGCCATGATGGTACGAATCCTCACCATNAGAGAGATGCAAAGGGACAAGA
AGCAAAGCNCCTTTCCAAATGCNCCTTAGCTATGGTGTTATGTTGGAATCCAGCTAATCA
TATCAACGAGTGAAGAACACAAGATGTCATAACTTTACATACTGGTTTGNTTAATAAGNC
TACATAATAAGAATAAGACTTCATCTGAAGGTTTTTCAGGATAACAATAAATGCAGAANT
TCTTTTTTTNTTTTTTTTTTAACACATAAAAGGATTATT
>CL9521Contig1
ATTGATAACAGTAGAAACAAAATACAGAAATAATGATATGAACATAATTTGGACTTAAAT
TTAGTTTCTTTTTACTAAAGTAAGCATCACATATATCGCTTTTTCAAAAACTCTGAAAAA
TAGTGTGAGCTAAAACAAAACAATTAAAAAATGAAAGCAGTAAAACATGTTTTTTCTCTC
ATTTTTTAAGTCACAGCCAATCCTTCACTCACTGCACTTACATGAAACAAGTGTAAAATG
TTGCCTGTGACCCGCGGGTTGACATGCAAAGCAGCGCTGATTCACAGCAATAGGTGACAA
ACTTCCAGGCCGAATCTCATATTTCCAGCTGAATCCCTGCAGCTCGTCCCACTCAGATCA
TTGTACAGAGAAAATGACAGGACAGCAGCACGACACGCTCTACAAAGCCCGCCTCGCCTC
AGAATCCACCTGACAGAAACACGCGGCGGATGAAAAGGCAGCGGCGGCGTTTCCTTACAT



CAAAGTATGTTCTGAAGCAGCAGGGACAGCCTCTTCTGCTGTCGTTCACTGTGACCGCCT
CTTCATCAAACAGACAAAGTCTCA
>CL9522Contig1
GAGGGCGCTGCCTTATCACCGCGCTCCATCTCGCCGTGTTTTCCCTTCAGTAATGTGGCA
GGAGTCGGCCAGTGGTCATTTACTATCTTGGGGGCAAAAATCTGCTGTAAATTGTACTCA
GTCCAGTTCCTCTGGTTGAGCCAAGCTGGTACAGACAGCGCGCATAGGGATCGGCGACCT
CTTATCTGGTCCTGGCATCACCTGCAAACGATACAGTGACTGAAGCCACAACAAACTAAA
CACCCCCACCTTAGACACACACACACACCACGTCAAAAAAAGACCCCAGAACGGAGGGAA
CAGGGAGCAGCTCGTGTAGGGTCACTTCTCCTCCTCAGTTTATTTTCCTTCTCTGAACTG
CGTTATTTCTGTCGGGTCGGTCGGGATGAAGTTCTGTGCGCAGAAACCAGACCTAATGCT
TGTTGGTTTATATCATTTCTTTTAATTGAATGTTGAGATGACTTTTTTTTTCTTTTTGAC
CCAAAATAGCAAATATTTGAAACTTTCAGGTAATAACAAATCTTTTTATTGACCGGTTGA
TTTTCTGCCTTTGCAAAAATATTGAATAAAAAAAAACGAAAATAAGACTTTTTGGAAAAC
AATGCAAACACTTTTATTTTATTCGTTTTCCACAAACAAAAACTATTATGCATTTATTTA
TTTTTTTTTAATTGTTTTGGTACACGGAGCTCCTCAGAGACCTAACGAGAATTTTGAATG
ACAATAGACAGATTATAGATTTGTAATTGAGCTATTTCAAATAAGATAACGTATGCAGAT
TAAGATAGCGCAGATAAGTGAAGAATAACAATGGAGTTTACAGGCAAGAATGCAGAGCTT
GTTAACTCTCCTTTGCAGAAAATCCTATAAAAGCAAAGCAAAAGGTTGATGGTTGATAAT
AATGAAATAAAGTTTTTAAAAAAAGCAACAACATTTTTAATTTAAAAATATATTTAAAAA
CGTAAGAAAAAATAA
>CL9523Contig1
CGGCACGAGGCATCAGCCTACCTGCACAATGGCACATGTCAGATAGTTTTAGTGGAAAAC
TAAAGATGTTTCGTCTGTCAGACATTTACGACGTTTGCTGCCTTTTAGAGGTCACCAGAT
GTACTTAGCATGTTGTATGTTATAATGTACGGTCAGTTGCGCCATCATGGATGATGTTTT
GTGTCTGTGTTTCTGTGTTGGTCTATGAAATCATTAATAGTTTGGTTTAATGATGTAAAA
TGATACTGATAACTGTTGTGGAGGCTCCCAAGGAGCTTGTGGAGGTCAGGTATCAGACAC
TTGGCCACATGTTCTCCTGCAGGTTCCAGTTTCTACCGATGAAGATACACTAAAAGAATT
GAAGGCAAACAGGAGGAAAAATATTCCACGAATTAGTTCAATCCTCGTGTTCTTGTTCAT
GGGGAACTGAAATATATTAAGGTTTCTAGTGTGTATTAGTTCTGACACTCTTGGTGTGTG
TGTGTGTGGTCACAGGAGGTCATGTGACGGTCTNTGGTGTAGATGATGTGACAGATGTAC
GGGCAGATGCTTTTTCGCAGATCTACTGAACCCTGCCCCTTNTTGTAACCCCCCCCCACA
CACACACACTCAAACACATGCACAGACACACACACAGAATGTGTTTGTGCATCCGCATCG
ATGAATCTTATTTTGGATCATGCTGATGTGCGGTGGTTTGAGTGTGTTTCATTTGCCGCA
GATTTGTGTTGTTGTTGTCGTACTTTGTCAGCGCAGCTTGCTTCACTTTGTGTGTCTGCC
TGCTGCTTTAGCACAGGATGTTTGGTTGTGTTGCTGGTCACTGACGCTCTCACTTCTCCT
TCCGCCTTTGACTCAGGAAGAGACGCATCTTCATCCTGTGTGTCTACATT
>CL9524Contig1
TTCAAAATAAGAGCTCACTGAGACTGTAGCCTAAATAGCCAAAATGAAAGAACGTATTTA
GCTTTAAAAAAAAACAGTAATACATGAACATAAATACATATAAGACTTTTATACTAAAAT
GACACTAGAATCATAAGAGACATTTACTTAAGACTGAACCACCGATGTAAATAGCCCCCG
GCAATAAAACTCTGGCAATCCATTTCATTTTACCGTAACTTCACAAAACTGGTCCCGTCT
ACTTTCTATACAGTTAGCAGGTCCTTGCTTTACCTCTACTGTGCACATAAATGCCGTCTG
TATGTAAAAAGAAAGGGGATGTACAGAATGTAGGCGTTAGGTCCTCACAGAGGAGTTCGG
CTCACCAACACAACTTCTCGCGTGACTCTGTACAAGAGCGTTTTTAATAGCAACAATATA
ACTTTGTATAAAATCAGCAGGCACTTTTTCTTAGTTTATTTCACGCTCCTTAGTTATGNC
CTTTATTCCCC
>CL9525Contig1
CTGAAAAACGGAAAATAGGGGCTTTAGTAGGAAAGGTAGCATAAAAAAAACACTTGGATC
CTTTAGTGAAAATGGAAGCGTGGGATTTTTTCCCCCATTATAAAGTTTACGATAGCAGTA
TTGTGATCTGCGACTACTTTGGTTGGTCAGGTACAGTAAATGTTGCTAATTTTGTGAATT
TGTTTGCACCAGCTGATAATTATTTGACATTCGTGGGAAGATGCAAGAGCAGGATTAGTT
AGCATTTTCAGCAAAAAAGCATTGGCAGGCATCATCTGACAGACAACAGCTGTTAGCGTT
TGAATTTTTGGTTCCAGAAACTGATCTTCTGGGTGGTTGCTGTCCTGCAGTGATGGTCAA
TCTGCTCCATTTCAATAGCCGGTGTGATACACAGTACAGAGTGCAACATAACTGTCCGAT
TTTGTCTTTGTTCTCAGCTGCTTCCACATCACATCTGTCCCTTTACAAACCTCAAAGAAG
TGATTCAACATTCTTCTTTCAGTGAATCGTAGATTGAAATATTCCTACAGAATGACCAGC
ATCTCTCATGTACCTTGACAGGAAGCAGTGCAGGTGGGATCGGACATACAAAGTCAACAG
TGGTTTGTGCTGTGTGTGGTTTGTGTATGCATACAGTTGTGATGATTGTACTCTTCTTTT
GTCATCTGACCTGTAACTTTTGCACATTTGCCTTATGTTGGAATCATCTGTGGTCTTTAA
GATCTCAAAAANCAGGGAAGCTTTGGTTCTGTGTTCAGTGATGAGG
>CL9526Contig1
CGTAGCCTTTGGTTCCGACAATACTGCGGATATTTCGAGCCTCCAGGATTGTCTCTGGGG
ACCAGACAGCTCGGCGTGAGCGCTTGGGGAGGGACAAAGCCCTGATCTGATCCTCATACA
GAAAGCTCTGGAGACCCATCTCAATCCGACTGAGCCTATAGAGGCGCTTCTTCATCACTC



TTACCTCTTGCTTTAGTCGCAATGTTTGCTGCATCTCCTCGTCCAGCTGTTTCTTCAGGA
GCTCACACTCCAGGCAAGGATCGTGCTCCGCTGCAGCGTTCTCCTCCCCCATGCCAGGTA
GGGGGGTGTGCCTGGCGTAGCCATGGTCTTTGTAAATAAGCTCCTTTTCTTCTGGTTCAT
CCTTCAGTGGCGTCAGTCGGATGTATGGAGTGGTGACAGCAGGGTAAGGAGGGTTCCTGA
CACAGAACAGAGTGGGGATGGCGTTGGGCTTTAGCTTCTTGCGGCCGGCTGAGGACTTGG
CTATTTCCTCAAACTGGCTCTGCTCAAAGTGATCTTGACACAGTCTGGAGTGAGGAGTCG
GTTCAAAGTCACGTTGACAGTTAACCACCCATTTCTTCTTACGTTCAGGGTCTTTGGGAA
ACCGAAACAGCTGTTTGCCTATGTAGGACGAGTCACAGCAGTGCGGTGCAGAACAGACAC
CCATAGCAAAAGTTATATATATAAAAAAAACACGAAAAGCTAAGGAAGAAACGCTTAAGT
GAGTTTGGTCGTAAAGGTTTCCGAGCGTGCTTTTTTTCCTTTTGGCAAAATATTAACACA
ATAAATCCAAGCTAAAATAGGATTAGGTGCAATTTGTCCCACCAAATTTCTAGTCTAAAT
GAAAATTTAAAACGTAAAAGATTGAAAATATCGAATCCAGAATAAGCTACTGGAGTACAT
TAGAGCCAAAATGGC
>CL9527Contig1
TAAAATAACACTTCAATACGTCTTTACAGAGTCATACAAAGTTTGCAAATATTGTCATTT
GTCATATGAAAGTTAGTTGTATAAAATTATTTAAATATTAGGTTCATATATTACTCATAA
AACATCTGTATACATGGAATGGATCACATTGGCAGACACCCGTAACTTGGAAAACATGCA
CACAAGAGAACACTTTAGTAGACTCGATTTACTCACACACCCGAGATTCATGGCACTCAT
TCTCTTAAAGGCACTTCAACTTTTCTGAACTTTTGATACATGAACAACAGAAATGTTGAA
CTGATGTTGCTGGACTCACACTGAAGACATTTGGACAGCACAGGAAGGTCTCAGATTTCC
TACATGGTAGGCTTCTGCTTATTGTCAGTCTTTGAAAGAGAACTGAAGGCATCCCATAAT
CAACGGCACAATGCTTGTCCTCTTCCCTGCACTTGAACCTTTAACCAGTGGCTAAAAATT
GAGACAGAAACTCACAGCTTTTGTGGATGTCAGAATCAGATCAGGCCTGGCACAGTTTTT
GCGCCTGTTATAGTACCACTCTAGGACACAAACACACACTCACTCACACACAAAAAAACA
AGCAAAGCAGCTCCAGAAATGTGGCTGGTGAAAAGGTGGAATTGCACTTATTCTGGCTCA
TAACGTCTATGAAATGTTGCAAAGCTGCAGTGCAGCCTGTTCTGGGGAAGCACTTTGCCT
GGGAAAACCATGAAAATAAATAAATAACCAGAAAAGCAGGTGTCCTTG
>CL9528Contig1
ACTTTATTGACATCAAAGCACAGACGTTAAACAAAAACGTTTCAGCTAGGAGATAAAAAA
TTGTGACGTTTATGAGAAATGAAACACATTCATCTAAAACTTTGATGATTCTCTAAATAA
ACGCAGGTCCCTGCCGACGGTCCCGCCTCCACCCTGTACACGCTATACAGTATAGGACAC
GCCCCCCCCCCCGGAGCGNGAGTGACAGGAAGTTCTCCTCTANATAATAAATTAATCTGG
TTATTTAGTCATTCCAAACATGAAATCTGATTTTTACNGTTCATCTNAGCACCAACANAC
CCCCCCCCCCCCNCGGGGNANNCCCCCCNCCNNT
>CL9529Contig1
GCACAGAGCCAGCCTCCAACCCGACTGCGCTGCTCTGTCACTGCCTAGCTGGGTTTTTTT
TCTTCCTAAGGTTAGGAGGGAAAATATTATTAAAGACAAGGCCGAAACTCTACCCAGCGC
CTTCCTCGAGCAAGCGTCTCGTGCTCGGCTGATTCACGTCTCAACCGCTGCAAACAGAAT
AAAATGTCAGCCAGAGGAGGAAAGAAGAAGGTCACCAAGCTGTCCCGATCATCCAGGGCA
GGCGTCATCTTCCCGGTTGGCAGGATGATGAGATACCTGCGTACCGGCACACACAAATAC
CGCATCGGCATGGGCGCACCCGTCTACATGGCAGCTGTCATCGAGTATCTGGCNGCCGAG
ATCCTGGAGCTGGCAGGAAACGCAGCACGAGACAACAAGAAAGGCCGAATAACGCCGCGA
CACATCAAGCTGGCTGTGGCCAACGACGAGGAACTCAATCAGCTTCTGAGAGGAGTAACC
ATATCCAATGGGGGGGTCCTGCCTCGCATCCACCCAGAGCTGCTCTCCAAGAAGAGAGGC
AGCCGAGTGAAGACGGACAGCCAGGCGTCCGTCCCTGACAAGCAAGAAGAGCGCTCAAAA
AGCAAGAAGCCCGTCAAAGCCTTCAAGAAGGTCAAAGGCAAGCGAGGCCGCAGGCCAAAG
GGCACAGACAACGACAGAGACTCAGTAGCAACGTCTGCCATGGAANATGGACCCGGA
>CL9530Contig1
ACACACAAAGGTTTAGAGAGCATAGTGTTGCAAGTGAGTTGTCTTTAAATCCTGATTTGA
GGGTTTAAGCCTGAAGCAAAGGGTCACTTGGGGTGTATGTCAGGAGTCAAAGGCCAAAGG
TCACAGTCCAGACATGGGTTTGGTCAGTCCAACGCTAAGAAGGGCGTGGAGATTTGAGGG
TGATACGAGGTCAACAGAGAATTCACTCCGCATCAGAGTCACCTGCAGCACCAGTGATGG
TGTAGGTCTGTTCTTGGTGGTCCATCTCCAGCACATCATCCTCCTTCTTAATTGTTACCG
TCCATGCTTCCTCCACTGAGGCTCACACCAGCACCAACAGCACTCATGCTACAGCTGGTA
AGAGACAAGGTTTGTATCATGCTGGAGAGCCGCAGGTCTTCACCCTCGACCAGTTTCCTG
TAAGTTGTGATTTCGATCTCCAGAGCCATCTTGACATTCAGTAGTTCCTGGTACTCACGC
AGGTGCAGTGCAATTTTCTCCTTGGTGGATTTTAGCTCAAGCTGAAGGGCTTCAATTCGA
GCCTGCAAGTCTTCCAGTTCCTTCTTGTACTTTTCTTGCCTCTCTCGAATCTGGGCTTCA
AGAGCTTCATTTTTAGTCCTCATGGAATCCAAGTCACGTTCTTTATTTTGGATATCTTTT
TTAGCACCAGCTATTTCTTCTCGAATGCTTCGAACCCTGTCAACGTGCTTTGAAGTCTTT
TGGGTTAAATCTTCAAACTTGTTTTTGTACCATGAATCCATCTCCTGG
>CL9531Contig1
ACGAGGGGCCATCTCTAATCGTCCGCATTTATTCGGGTTCGGTCGTCCTTCGCGTCCCGG
TTCTTATTTGACCCTAAAGGCTGTTCTCCGGCCCTGTTTCTACAAGCTGTCGTTGAAGGT



TCGGTCCGTTCAGTTGGGAGCTGACACTGACTCGGTAACCATGATCGAGCGACCAGAAGC
AGCACTTCCTCCAATTGCCCAGAGGAACCTGGAAGGTTATGTGGGTTTTGCCAACCTGCC
CAACCAGGTTTACAGGAAGTCAGTCAAAAGAGGGTTTGAATTCACCCTGATGGTTGTTGG
TGAGTCTGGTCTTGGAAAATCCACTCTCATCAATTCTCTGTTCCTGACGGACCTGTACTC
CAAAGACTACCCAGGACCCTCCCAGCGCATCAAGAAGACCGTGCAGGTGGAACAGTCAAA
AGTTCTGATTAAGGAGGGCGGGGTCCAGCTGACCCTCACCATTGTGGACACTCCAGGGTT
TGGAGATGCCGTGGACAACAGCAACTGCTGGCAGCCGGTTATCAACTACATTGACAGCAA
GTGTGAGGACTTCCTGAATGCAGAGTCCCGGGTCAACCGCAGATCCATGCCTGACAACAG
AGTGCACTGTTGCCTTTATTTCATCGCCCCCTCTGGACACGGCCTGAAGCCTCTGGATAT
TGAGTTCATGAAAAGACTCCATGATAAAGTCAATGTGATCCCCCTCATTGCCAAGGCAGA
CACCCTCACCCCCGAGGAATGCCAGCTCTTTAAGAAGCAGATTATGAAGGAGATTCAGGA
GCACAAAATCAAAATCTATGAATTTCCTGACACAGAAGAAGACGAGGACAACAAGCTGAT
CCGGAAGATCAAGGAGAAGATGCCGCTCGCCGTGGTCGGCAGCAATGTGGTGGTGGAGGT
GAATGGGAAGAAGGT
>CL9532Contig1
CTTCAATCTTGAAAAAATAACAAAGAACCAGAACTAACATGGAGCAGATACAATAATAAT
ATTATTAATAATAAAAATGTCTCCAAAAAATGTTATTCACCAAAAAAAAGTGTGCTATAA
GAAATAAACCTGCAATATCACATGCCTCATAAAGGGCACGGCACACTGTGACAGAGTTCA
AACACTTCTTATGCCTTTTTTTTTTCCTTTTTCCNGTTTNAGCCTTTTTTTTGTTTTTCT
TTTTTTNGCCAAGCTGTTTGCCCGNCCNTCGNAGGGTTGGCNCGGGGCCGCANCANCNAC
CCTCCTTCACNGCTCANANANAANCCAAAANCTAACGCANTACTAGNACTATCTNCAAAC
CGGTTTNAAACACCNCCCCNGNGCCGNAAAAATTGNAAACNCTCCCAAAAAACAAACTGN
CGNANTGNATCGGCCTCTCAGGAAAAACCA
>CL9533Contig1
AACCCCCTAATTGGTGATGTTATCAAATAGTTAAATATTTGGTATTAAAGGATTTTCTGA
ATAAATGTTAGACATTTTTCCTGTTTAGTTCTTTAGTTCTTAGCTCTGTGCAAAAACATG
GAGTTTCTCCGGTTCAAATGTTAAATCGATCACTAATGTCCAACAGAAACTGTCCCAGAG
CTCGTGTGGACGCCCAGCAGCCCACTGACAGCAAAGCGTTTAAAAGCCACTTCACGAGTC
CTTCTGTCGCAGCTGGAGACACAAGTGGAGCAGCAACAGTGGTGTCTACCTGCTGCTCCA
TGAGTAATGGCAAACTGAGGCCTACACCTCCTACAGCACCCAAAACATTACCAGCAAACA
GACACACCATCAGGCAGCAGGACAGAGACGACAGACCCAGGCAGCGAGTCAACACAGTTA
GAGTTTCAGCCGACAGCCAGTCTGAGAGTCCCAGTAGCAGACAGGAGCCAATCAGGAGGG
TCCATGCGGTGCCGTGATCCTCGCTGAGCCACAGGAATTCAAAAGCAACCAGCACTGGTG
CCAGCACCTCCCCAGCCCAAGTGGCTTGCTTTTTGAGAGAGGCCAGGTGTGAGCTTGAAG
GCAGGAGGACCCAAAGCGTGGCAGAGAGACCAAGCAGGAAGAGGCCTATTGAGGGGCCCC
TGTGATCCTTGAAGAGTTTGCGTGAAAAGTATAAAGCTGTGGTGGACAGAATGATGTTAC
TACAACATGCCATCCACTCTGTTGACGCCATTCAGGAAAGCGCGCCGGAACACAAACCTG
CAAACACACCGGAACTAAAGTGACAATATTTTTACTTAAAGTTCAAATGAAACTACTGAC
GCTGCCCCTTTTTATAACTGGACTGAACAGAAAGACTAAACTTTGGGGCAAGGAGGAGCA
GAACAATGTTTGTGTTCACACGCGACAGAATGTCTTCAGAGCACTCCCCGGCCATAAGGC
CCGGG
>CL9534Contig1
GGTATTTTATAATTTGTCAGACAGATAAAATTTTCTGTTATGTAAAATCAGCTAGAAGAT
GTTAATATGATCAGGCATGGAGTTCCCGTCGTGGCAGAGTGGAAACGAACCCGACTAGGA
ACCATGAGATTGCGGATTCAATCCCTGGCCTTGTTCAGTGGGTTAAGGATCCGGCATTGC
CATGAGCTGTGGTGTAGGTCACAGATACGGCGCGGATCCTGAGTTGCTCTTGCTGTGGTG
TAGGCCAGAGGCTACAGCTCCAATTGGACCCCTAGCCTGGGAACCTCCATGTGTCAAGAG
TGCAGCCCTAAAAAGCAAAAAAAAAA
>CL9535Contig1
CTCACACAGACCAGCAGACTCTCTGTCCCTCCTTGCCTCATTTTTATTTTTTATTTTTAC
TCTCACACATGCATATAAACCAGCTGTCTGTGCTGCTGGAGCCCCTGAAATCTTCCCAGC
TGTGTAAACGTCTCACGCCCAACACAGCATGTCCCACACGCCCATCTAAATCAAGTTTGA
CACACATGCTGGAGATAGATTCTCTCTATTATTTTTCTTCCTGAGAATTTTTTTGAGGGG
TAGAGCTCACCCTTTTTTTTTTACTGTGTGACATTATGCAGATGTGTGGATTCTTTCTGG
TTTCTGCCCTTCCTTGTCCACTCATTTGTTGTCCGTGAAGCCATATTCCTAACAGTGAGC
ACTTTCCAGCCAAATGTGTGTGCGCGTGCAAGCGGGAGACCCTCTGAAAGATTACAGCCT
CCTCTGATCCTGAAGCTGGTATTTTTGGTGCTGAGGGTGGAGGAACGGCCCAGGGCAGGG
TTGCTGCGGTGGAGGCTTTTGGCTTCTTGTCATCGACCCCCCCCCTCACACACACACACA
CACACACACACT
>CL9536Contig1
AATTTATTAAGTCTCTTTTTTAATAGATTTTAAAATTGAAATTATCTCCAATCTCTTTAG
ATGATACAGTTATATCTATATGCAGCCCAACATTTACAGGCTATATACACCTTGAACTTT
CTCCATAGGGAAAACACACAAGTAAACTTACTTCTTCAAGTATATTTATCCCTGTTTGAC
TTTTAAACATGAGTTTTGCTGAAATCGTTGGAAAATGTGACGTCCCACAATCTTTAGCAC



AAAATCTGACAGGGGGGGGGGGGGGTNNCCCAAAAAACNAA
>CL9537Contig1
TTTTTTTTTTGAACGTGACCTTGTATTTTTTGTGCCAAACATTTACAGGAAAACAACACA
TTTTCAAAAGAAAACAGCACACACTATGAGAAAATCAACTTAGGCCTCATAAACAGCAGA
ATTCTTGTGGACTTTTAGCAAATAAACTGCAAATAATGTGAGTTCTAATTTGACTTTTAC
CATGCTCTGTTTCTACAGTCAATCTCATCCACATTAGATGCAGATCAACAATTTTTAGAA
CAAGGTGTAGCCTGAGAATCCAGGTCTATCAGTATTTAATGTCCCCCTCCAATTAGCAGT
TGCAATTTACTCAATGGTATATAAAATCTTGCATGCCTGTAATTGGTCAATGGAATATTT
TATGGATACTTTGCAGGTCAAATGGGTCTTTTACTGGTAATTAGAAGCGGGGACGTTTGC
TTATTTGCAAAACTTGGAGAATGTAAAAGAAAGAAACCGGTTTTCTTTCCAAACGCACAC
ACACAGATAACAGAATAGTCGTTCCCGTTTCAAAAAGAAAACATTTTTCATTACATCAGA
GCAAAAACCGAGCACTAACGTGATTTCTATTTCACAGAGAGCAGTGAAGTCTGATCTACG
AAGTTCCCAGTGTCCATAGTGATACAGTACAGCAAGAGGGCGCTACAACAAATCAACTCC
AAATGAAACTTTTATGCAGAATAACAATACATACCAAATATATCACTATTATATTGAATA
TAATTAACATCAACAACATTCAACTGGGTTTTCTGAATCCTAGATGATGCTTTCTAAGTG
AGAGGAAGGAACTTTCCACCTGTTTGACATCAAAACCTTTG
>CL9538Contig1
TTTTTTTTTTAGCATGTTTTATACTGGTGCTGGCCTCTCAAGTAAAACAAACTCAGATGG
CCCCGTACAGCATTGTTCACCACCAGGACAGATATGAAAAGGCTATTACATTCACAAACA
CAGCACAAAAGCTATAAACTGATTCATGTAAACTCACTGCTCGTTTGCTTAAGTCCTCAA
AAAGTCCTCGGACAAGTTTTTGCTAATAAAGACAGGAGTTATCTTTTGTAAACAGCTTTT
GAAGCTTTCCAGATAATCGATGTAGCATGTGTAGCAGTCTCTAAAGGTGATGATAATTAT
GCCACTGTGGTTTTTTTAATTTATCCTCGTGCCGAATTCGGCACGAGG
>CL9539Contig1
TGGNAAACCCTAAACTGTTCCAATCCAAACTGTGCCAAATCATCAGCACTGAGGGATTGT
GGGAAACCTCAGACAGAAGTCTCTGCCGTTTCTCCTGAAGTCTTTGCTTTGACAGGTGAA
TCGGGGGATTAAAGGTGTGGTGAAGGACGTGGAGGGAAACCCGCTGCCCAACGCCACCAT
CTCTGTGGAGGGAATCCAGCACGACGTCAGAACCGCTGCAGGCGGGGACTACTGGCGCCT
CCTGAACCCCGGAGAGTACAAAGTGACGGCGAAAGCCGACAACTACACCCCCCAGACCAG
GCTGTGCCTGGTGGGGTACGAGCCCGGAGCCACGCCCTGCAGCTTCACCTTAGCCAAGTC
CAACTGGAGCCGCATCAAACAGATCATGGCGCTGCGCGGCAACAGGCCCATCCGGCTGGT
GAAACGCCCACCCAGGACTACGCCGCCCCCCAGCACCACCGCTGCCACCGAAACGCAGGC
CACCTCCCACAACGCAGACCGACTGAGGCGCCTGCGACTCATGCGTCTGCGCAGACTGCG
TCAGCAGCAGAGGTCACGCGTGTTCAGAACCACAACAGCAACAACAACCACCACCACCAC
CACAACTGCGGCGCC
>CL9541Contig1
CTGGCTGTGCTGCTCGTCTTCTGCAGGGAAGGACGTACTAACAAATGAAGGCTGGGGGGC
TACAGCAGGCAGAGAAGCAGCCTGGATGGCTTGGATGGAGGGGCCAGAGTGAACACTACC
CACTGCAACGGTAGTGGTCAGGGGGAGGCCCGTTTCTGTGTGGTAGGGGTGGACAGCAAT
CTGAGTCATAGATGGAACAGGAACACCAGGAAAGGTGACAGCTGTAGCTGCCAAAGGCTG
TTGGGGACTGGTAGCCACCGAAAACGGGTACTGGGTTCCAATGAAGGCTGGGTGCATTCC
CTGTCCATATGAAGCCCCAGAGACGGGGAAGACAGCAGGTCGTTGAACATGCTGTAGGGG
ATGTCCTAGGTACTGTGGGGTGCAGACAGTGGGAAGGTGGGCCTGGATGGTGGTGTAGGG
ATGCAGTCCTTGGGTATGGGTGTGGGTCAAGGCCTGGCCAGGCAGAGCATGGGGCTGATA
AATTGTGGAGCCCACAGAAATGACTGGCACCACAGCTGTGGCAGTGACCGAGGCTGTGAC
CGCAACTCCTCCAGACTCTGGATTGCTTCCATTGTCCAGAACACTGCAGNCTGGAGTCAG
GAGGCCTCCTTCCTGTCCCACCATTTGCTCCGCAGCGCCCAGAGGTCTCCCGCTGCTGAA
CTGAGGAGCCGCCCACTGACTGCTCATAGAGCCAGTACCACTGATGAGCCACTTCAAAGA
GAACCTCCGGATATACCCCCCCACCTTTTGCTGCCTCCTCTACTGCCATACAAGCCTTCT
CTAGCATCAAATTGTCCTGCTCCTTACACTGTACCAGGGCCCTCTGGATTTCGTTTGGGT
TCAAAGCATGGGCATGAGGGAGACAGCTGAGAGCCAGCTCTGCCGCAGCCCGCACCATGT
TAAGGTCTCTGGCTCGAGACGCTCGATCTGCAAGAGACGCCACCTCTGGGGGCGTGAGGT
GTCCATCCCAGCATTCGACTAGGATGTTAAGAGCAGCACTGCCAATCTCCCCCGGCCATA
ATGCCGGGTTTAANNG
>CL9542Contig1
TTTTTTTTTTGAAATTAGGCTGGGAATTTATTTACAATGACAACTCAAAATCATACAAAA
ATATCCGACCCAAATTACCAGGATCAATAAACTCTAACAATGTTTGTTCTAATGCTCTGC
TGCTGCCAGCTGGAGGGGGAGGGGCTTCAACAGATGAGGTGGCAGTTTTTAAAGCTGCCG
CTGGGAAGTCCTCAGCCAATCAGCTGGTCCGGACACGATGGAATCTAATTGGCACTATAG
AGGAGGGAAAAGAAAAGGAAAGACAGACCCTCCCAAAAGAAAACATACAGAAAAACATTC
CAAACATACAAACAAGACAATATTACGGCCACAGCCGTAACAATCCTCCAGCCTCTCATT
GCT
>CL9543Contig1
TACACGTCATCGGACCAACATACAGCCAATCAAATAGAGCGATGTCATCATTAGTCGCAG



ACCCCCGAACACTTATTGCAGGCCGAACAGTTTTGTGACCCACACCGTCACATTTTATGT
TGCTGCGATTGGCGGCTCTCGGCCACCGTAAACTGCTTTATCAAAACCAAAATATTTTGT
GTTGACACAGTGTTCAGCACATACACGAATGAACTCCCCTTTTATTGAAATTATTTCAAG
TGGTCTAATCTGATCAAACTCTTTTTAGTTCAAGTCTAACAAAATGAAACGATGGTTTGT
GCTAAAGCGTTAAACAACTAACTAATGTAGCATGCTAAAACCTTAGCTTGTGTTTGCAGC
TAAATAGCAAGCAATAGCTGACATGTTACACTAAGAAGTCACATTTTTGCATAAAAATTT
TTTATGCAGTAAGTATTAAACATTTCTTCCAGTTGAAGCAACATTAAAAAAAGGTTAGCA
GTAAAAGTTGTTTACACAGGTTAGCATATGCGTCAACCTTATCGGTTCAAATGTAATTGG
CTTTTACTCCCTAAAAATGTTTTTGAAATTACTTCTGCCTGTTAAATTGAGGTAATTCTA
CTTAGCTGTTATGGTGGTTCTGTCCCACAGATGGAGGCGCAGTCAGCGTGCTAACGCCGC
TAGCTAATTTCCATCCCAGAAGCCTTCAGTTTTTGTTGTTGTCATCCGCAAACTTGAACT
TTGATGTGGTGTATGTGATAACATTGTTAACCTGACGTTAAAACAAAATGCTCTGACAAA
AAGAAAGTGTAACATTTGCCTGTTTTGCTGTCCCTGGTTTTCCGCACAAACGGAGACGTT
TCTCTTCTGAGACAGTTGGTGACGAGTCTCCCTGAGGCCCACCCTGAGGCCTGCGGCTGT
CATCTCTCCCTCTTTCCTCCCTCGGCTTCACTGTCCCATTTCCGATCCTCCATTTGATAA
TGAGACATCTTTTAATTCTGGACTAGTTAAAATGGATGAAAAGCAGCGGTTGAGTCTGTC
TGTCTGCACACACCAGATACTGAGAGGCTGCATGCAATGTGCTGTAGACGAAAAGCATAA
CCAGATGAGTTGATGCTGTATGTGTATGTGGCTGTCAAATATAAATGGAATACTACACGT
CAATATTTTCTTGTTCCTTCATGATATGTATGGCATATATGACCA
>CL9544Contig1
GCAGCAGCGGGTCCTGGTCACCTAAGNAGGCCGGATCGACCCCCGCCGGCGGATCCCCAG
CGCTGCCAGAGGGTCTGTTTGACCCGGGGGAAGATGGAGACCCCAGTTTAGGAGCACCGA
GACTTCGGAAACATCCAGAACGATGTCGAGTTTCTCAGCCAACAGGCGCATCGTCACCTG
CCTGCTAGTCAACCTCCTGTCCTCCATCTGCATCGTCTTCATCAACAAATGGATCTACGT
GCACTACGGCTTTCCTAACATGACGCTAACGCTTGTCCACTTCCTGGTCACCTGGCTGGG
GCTCTTCATCTGCCAAAAAATGGACATTTTTTCCCCCAAAAGCCTCCAGTTGGGCAGGAT
TGTGTGGTTGGCCCTCAGCTTCTGCGGCTTCGTGGCCTTCACCAACCTCTCCCTGCAGAA
TAACTCCATAGGAACGTACCAGCTGGCCAAAGCCATGACCACCCCGGTCATCATCCTCAT
CCAGACCACCTACTACAAGAAGAGCTTCTCCACCAAGATCAAATTCACGCTGGTGCCCAT
AACCCTTGGGGTAATACTGAACTCCTACTACGACGTGCGGTTCAACCTCTTGGGGACAGT
GTTCGCCACACTGGGCGTTCTGGTGACCTCACTTTACCAAGTGTGGGTGGGGGCCAAACA
GCACGAGCTTCAGGTGAACTCCATGCAGCTCCTGTACTATCAGGTATGACTCCGTCCCCA
CGCCCGTCCCTGAGGACCAAAGGTTGTTTAGTGGAATCTGTTGAGTCATGACGTTTTCGT
CCTCCATTATAGTTTTCTAGCAAAACTCAGCTGTGGATGTGGTCAACTCATGACCGTCGC
CAGCAAGATGAAGGTCACCTGAGGTTGTTTTTGCGGTAGACCCTGTTCCAGCTCAGTCTT
TGATGATAAACCTGCACTCTTAACGTCAAAAGTCCCATTATTATCTGTGGGAAATTCTTT
TGACCCATTGGGTCCCATTTATAGAGTCTTTGGTGTGACTCGGCCTGGATTTGAACTCAC
AACCTTTCGTCACAGGCTGAACACTCTATCACAAGGCCACCGAACTGGCCAGAGGAGCTC
CTGGGTTTCTTTCCTCTTTTGGTTTCTCCTCTCGTCATCGTTTCAATTCGCCGAAGCTCT
AAAAAACGGCAGTGAGAGTCCTGGTAAACGGTAACTTCTGCTCCACTTTTGGTCAGAAGA
TGTCGGCTCTTCATTC
>CL9545Contig1
AAAAGCGCGAGCCCGAATAACGCAGCGAAGTTAAAGGGGTGACTTGCTTTACGTACCGCG
TTCCGCACCGAAAACGTAAAAAGTTAGATGAACAAGTGTCTGCAAAACGATAGTAAAAGC
CAAAACAAATAGGAGGATATATTATAGCTTTATAAGAGGAGCAGGTGCGCAGTGAGTGTG
TCACATCTATTTATAGTCAATAAGAAAAAAACCTGTGGAGTCTCAGTGTTGTGAGGGAAC
AGCCATGATCCTCCTAACTCCATCCCCTGATTTATTCCAGCGTGCCAACAAGGTCTTCCT
GAGCGATCCCACCACAGGGCTCCAGATCAAAGAGTTTGCACGCAAAAATGCCGCCAACGC
TCTGTCTGTGGCCAACATGGTCATGGGCATGGCCTCCATCCTCAGCAGCCTTAACGGGCA
CCATCACGCGGCCTGCTGGCTGGTTCTGATTGGCTACCTGCTGGATCTGGCAGATGGAGC
CGTTGCCAGGCGACTGGATGCCTGCTCCGCTTTGGGTGCAAAGCTGGATGACTTTGCCGA
TTTCACCACCTTTGGGATCGCCACCTCGCTGCTGCTGAGGACGCCGGACTTGCTGGACAA
CGTCCTGTGTATGTGCTACGTTCTGTCTGTGTTTGTGCGCCTCTGCTTCTTCTCAAGTGG
GATCCCTTTCATGTACCGCGGGCTGCCCTGCATCTACTCCTCAGCCATCCTGGCCAGCGC
CTCTCTGCTGTCGGGGGGCGACATGACCCTGCTGCGGGTCATCGCGGTGGCAATGATCCT
CTTTATGATCAGCCATAACTTCTACCCCCATGACAGAGTCCTGGAGTCCCAGGCCTGGAA
GAAAGCGGTTTATGCGGGAGGCGTGGCCATGGTGTTCTGCTCCTCCTTCCCCCCTGCGTG
TGTATACTACCTGCTTTGGTCCGTGTCCTACATTTTATTTCCCACATCTCTCTGGAGCAG
TAAAGTATAAAGCAGCGCTGCGCAGACCCGGGCCGGTCCGAACCAGGCCTCCCAGACTGC
TGCTGCGGGGCTGAAAACAGGCACACGTCTGTCACGACCTCACCACGCCTCCTCAACTGC
AGAGGACCAGAAAGGACGATAAGGGAGGGCTTTCTTTTTTATGTCTCTGTTTGGGATGAT
GC
>CL9546Contig1
TATGGCCGGGAGGACAGAGGGACTGCATGAAGTTGTAGCCTCTGGGAGGTTTTGTGTGTG



GTCTCTGATAACAGCTATGGCTCCTGGCATAATTTTGTGGGTTTCTTGGGTTTTATTGTT
TAAAAGTGGCACTGTTTCAACCAGTGAGGCTTCATATCGTCTTTCACAGCCTACAAGAAA
CCTTCTTCTTGATGATGATGACTCTCACCTGTCCTTTGATGAGGGAAATAAGGAAGCTGA
GGAGATGAGTAATCCTAACTCAAATGTCTATGCCAGTTACAACATGCCCTCAAGAGAACC
ACCTGAATGTGGGCCCAACTGGACAAAGCCTACCTGAGATGCAGAGCAGCATTCATTTAG
AAAAAATGGTTAATGCTGGGTCAAAATACTGGAAGCCTAACCCTTTTAATCCAATTACAT
TTCCTTTAAACCATGGCATCCAGGTGGCTGATCAGACACAGTCCAAACTGCCAATTGTCC
TTCCACAGTCAAATACGCTGAATACTTTTATGAATGTCAAACCTGTGCCTCCAAGACTGG
GTGAAACCAGCAGTGCTGCCCAAATGACTAATTTAAAGCAAAGTCATCCTTCATCCTCTT
GGTCTGTTTCATCTAGCTTGCAGTCTAGGCAACCTGTAACCCATGGTAGTGACAAAACTG
TGTCATCTGTCCATTATCAGACTCCTGATAAAGGTTCCAGTCAAAGCAAGATGACTATTG
GCAAGAGCCAAAGTCCGGACTTTGAGGGAACTTCTAACTACAACATTGGATCTAGTCAGA
TGCAGCCCAAGCCAGCATATGTCCACTCTCAATCAAGTTTACCAGCTCTAAAT
>CL9547Contig1
CGGCACGAGGCAACGAAAGTCCTCTGAACACGACAGCGGCAGAAATGTGGGACAACCAAG
ATGGTAAGGAACCCACTTGGATCAATCCTAACAAAAGTGAACAATAACAGGTTTTGCTTG
TTTTAAAGCTGTTCTTTCATTCTTCAAACCGTGAGAAAATCTTAATTCTGATTGGGTGGT
TTTACAATGAACATAATCAACAAAAGCAAAAACATGTGGGGTGAATTCAGTCTTTAACCC
AATCACATCATATGTTGCTAATTTGCTACATTAAATCCAGGAGACGACTTAATCTAGCAT
AAACTTCAGCGGATAAAACATTGAATTTTTTTTTTTTATTCTTTCAATTATTGCGGGGTC
ACATTCTGAAAATAACCAGCACTAGGTGAAATCCGTGAAGTAAAATTATGGATGTTTTAA
GGCCTTATTATACACTTTTCTTAAACAGACATTAACATTTTCACACTTTCTCTCTTGTTT
AAACTCTCAAAGTTCAACCTTCATAGAAATATAAGTCCAGTATTGCAGAACAAAAATCTG
CTCGTGATCAATAAATGTGGCAAGCTGAACACATTTTGTACAGGAGACACGGCATGTATT
ATATTGATTGACAACGTTTTTTTAATTATTTTCTTTTTTTANTGATGTGCGTGCAGGAAG
ATGTTTACTATTTGGTGACGTGGATGGCAGAGTTGCTGTTCTTGCAATATATGGTACCCG
TTGTAATTCTTATGTATTTATTCTCTTTCAGCTTTTAAAACTCACCTTCATGCCACCTTT
CAGAAGTAAAGCACCTCCAAGATTTCATCTGTCTTGTCTGTTTGTATAATATTTTTATGT
TTGTATCTTTGTCATTCAATAAAGT
>CL9548Contig1
AGCATTGTGATGAGGGAGGTGGTGGCAGCGGGGATGATGATGATGGGGGTCCGAGACCCT
TTCTTTTGGTTGGGAGGAGGTCTGGCTTGTGAAACTGGACGAGGAACAGGCTGCAGCGCC
GGGGTCTGAGCTTTCCGAGCAGATGCTCCTTCCGTCACCGACTTGAGGGTCATGCCGTGG
TACGTGCCCATGGTGTCGATTTTGAAACCCTCGGTTTCTTCTTTTCCTTTGAATCGCTCC
TGATCATATCTGTTGTAGGCGGCAGGAATGGGCTGCTTGTTCCTCAAAGACGGATCCACT
TGGGTAGTGTTCTGTGCTGGTCTCTGCTCCGGCGCTCGCCCTTCCTCTCTGGCTTTCACC
GACTGAAGGATGGCAAAGATGTTCTTGGAGAACGTCTTTCCGGTGCTCTGGAGAATGGTG
GTCCTGGTCCTCCAGACCCTCTCACGGCTGACGATGTCCCTGGTGACGTCCACCTCTGCG
TCCACAAAGCTTCTCTGCTTCAGGGGGATGTCATCGTCCAAATCCGGTTTGATGGTTGAA
CGTTTCTTGGCCATAATCTTGGCCTTAATGGCAGCGATCTTTTCAACGGACATGGCCTCG
GACAGAGATCTGATCTGATCAGTCTGGACGATTCCCTCTTTGTGGCCCTCCAGACGAGCA
GCGAAACGCTCTTTATCAAGACGCACCTCCTCATCTTCCACTCTTGGTTTTTTTGCTTCA
GAAGAAACTTCATCAGCTGCTCTTTTTATTTGTGTCGGCCTTTGAAGACCTATTTCTATG
GGTGCACTCCTGTCGATGCTCGTGGAGGTTGAAATCTCTCCATTGAGGTATGACAGCAAA
CCCTTTCGATCCGGTCGTCTGACAACTGGGATGTTTTCTGTTGCAGCTCTTCTGACATAA
GATGAATGCGGTAGATGCACATTGTTGAGCAGGAACAGGATCGAGTCCAATGTGTAGTAC
TCTTTAGGCTGTCCCTCTTTGCCCGTTCCCCAGATTATGTAGTTGGTCTTGACATTTTTC
GGCCAAGAGAACTCTCCAAACATTACCTCATCTCCTTTAGCAACTATTTCTTTTTTCTGG
ATGTTGTACTGACGAAGAACACTCAACACATCCGCCATCTTCACTCGTCTTAAGCTAATG
CCCCCCCGGCCATA
>CL9549Contig1
GGCTTTTNAACACATATTTNNGTTTTATTAAGAATGCGTCAAACAGCTCATGCATTCTCC
CTACTGTAAAAGAAAACACAAAGGCTTGGATTACTGGTATGCACATTGATGACAAACCCG
TCCTTCAGACATACAAAAAATAAAAATAAAAAACAAAACACTGGACAAGTCTAGAGAAGC
TCCAACCCGCAGTAGACCCCAAGCTTAAAAAATTATTTTTCCTTCAAGTTTTGGACATCA
GGCGAACCCCACTGAAGAAGGGGGGTGCCTCAAGAGCTGAAAGAAATAGTTGCTTTTGGC
CTCCCACGACACAAAAGGGTCTTTTACTGAGTAATAACACACACAAAAAAAAAAANTCNT
CAGGAGGGAAAANCANAAAAAAGTTNGTTTTAATTTCAAACTTTTGAGGCACTCCTGGTA
AAGNGGAAATTCACCGGCNCTNTAAAAACAGTTCATNAAACATTCACCTNTNTAACTAAA
ACTNTTTAAAACAGCANAANCCAAANAANACCAAAANTAAANTCTACAGTCGT
>CL9550Contig1
CTACCCAGGTGGCAGGNATAAGCAATGATCGCTGCGGTAATAAATACCCAAATTCCCTTC
AAGCCAATTTGTACTGGCATCAGCACGGTTCCGGCACCAATCGCCATGCCTATGCATAAT
AAAACCCAGCCGAAGTCGTAGCGTGTAAACGGCAATTTCTGATTGTGTTTCGATAGTGTG



TTGTGCTGCATAAAGTCCTGTCCAGAAAGAAGTCGGCCTCGCAAAAATGAATAAACCCAG
TTTCTCTTGCGCAACAGGTGGAGAAGTCGAATACGCAGTATGTAAAAAATGAGGCAACAG
ATTCACTGGGGAGGTCGCGAGGAGGCGCAATTCTACAAAATTGCGCATTTCACTACCAGT
CTGGAGTCAGCCCGGATATGAACTGCAACTATTGCAAATAAAGAAATTAAGCTGGAAGGC
ATCGCGCAATGAGGAAGATTGCCGGGTGCTGACAGTAAAAAGCAATCGTAGAATCAGCGG
CAAGCCGGAAAGGTTCCGGTGAGGCGCAATGTTGCGGGGGCTTTATCCCTGGTGGCATTG
GTTGCTGGAGAGAGAAAACCCCCGCACGTTGCAGGTATGCACCTGACAACACCACGGGGG
CTAATCTTGACTCTAGACCACTCAAGAATAGCCGCGAAACGTTGTCATTACAACACAGGC
GGCTATATGACGTTCGCAGAGCTGGGCATGGCCTTCTGGCATGATTTAGCGGCTCCGGTC
ATTGCTGGCATTCTTGCCAGTATGATCGTGAACTGGCTGAACAAGCGGAAGTAACGTGTC
ATGCGGCCGTCATGCTGCCGTAATGGCAATT
>CL9551Contig1
GGAAGGGACTGCTTTCGTGGTCACGCATGGTCCACACGACAAAATAAACCATGTCCCTGT
CTAAAAGTAAAGATGACTCGAACCGAGAAGTTTTGGACAGCAACTCGGACACAAACGAGG
AGGATAAAAATGAGCTATGTCCCGGTTTTAAAGACGTTGACGCCTTCGTTAAACATGGAT
TTGGTGTGGTGTTATCAGCCACCAAAGCATCTGCAGGTTTACCTCAGCCTGGAGATGAAT
TTGATTTCTATCGAAGCTTCCCAGGCTTCCAGGAGTTTTGTGAAAGTCAAGGAGATCAGA
TTTTGCAGTGCATGAGTCAGATTATGCAGCACCATGGCTGCAGATCTCACGTCAAAGACC
GGAACAAGCTGACAGCCGTGGAGGAGAGGTTTGACTTGGTCGTAGACTCCAACGATGTCA
TCCTTGAAAGAGCGGGGATTCTTCTTGATGAAGCTGACGGGGTGAACCGGAATCAGAAGC
CAGTTATGCCTGCTGGGTTCCAGCCTCCCAAAATTGTTGTTTCCAGCTGGAACCGCAAGG
GTTCCGGCTCCAGCAGTCAATCCGAGACGTTCCGACTTCTCCATGCCAAGAATATAGCTC
GGCCTCAACTGAAATTCAAGGAAAAGATAGATAACAGCAACACACCTTTTGTGCCCAAGA
TCTTCATCAAGCCCAATGCAGTAAAGCCTCTTCCATCCTATTTTACCAACAAGCAAATAC
GCAAT
>CL9552Contig1
AGGGTTTTTTTCTTACTAATATGTATAATAAATGCAATTATACCCTAAAGGTGCAAGACA
ATATTGTGTTTAATATATGTCTGCAGATTTACAGCAAATAAAATGCTTTGATATTTTTAT
TTGCTTGACTTTTGCCGGGATGTTTTTTTTTCCCCACATCACTGAAATCATATTGTTTCT
TCAGTGTTTCTTTGGTTTTCTGTCATATAGGTCATGGTTCTGACGCTGTTCTCTCAGTGC
TGTCATGTTTAAGAGCATCAGAAAACAAAGATTTCAGTGTCATGTTGAACATGTCTGGGA
ACCGTTGCTTTAAAGCACTTTTTAGATTTTAGAAATAATGTTATAAGTAGTTTTGATTTG
GTACACGAGTGAAAACGTAGTAAAGTAGATTGAAAACCAAATTTTATTATTCGTATTTTG
GCACATTTTGGGGGAAAAGAAAGCACCTAATTGATTTATAAAGTGTAAAATGCATTTCCA
GAACCAAAGCACCATATTTAGTTAGAAAATAAAAGCTAGACAGAACGTTTGTTTACATGA
AAAAGTGGACATTTGTATTATTATTTGAATCTTTACAAATGGGATGTTTTAATACTCGCA
GAGCTGTGTCACTTTAAGTATTGGGTCACTTTTTTCTTGATGATTTTGTGGGTCTGTATG
TTATATGTGACAGTGTCTGTGTACCAACATTTAACTTTGCTGTTTTACTTCTCTGCATGC
CCT
>CL9553Contig1
AAAAAGGCGCAGAGAGAGAGAGGCTGTCAGAGCTGCGTTCATGCAGCCTCTCCACGCTGT
CCCTGCTGCGCTACACACAGGACAGAACCGCCGGCGGAGCGCAGATCATGGAGGATTTGG
ACGCCCTCCTCGCCGATTTGGAGAACAGCGGCGCTCCTCTTCCTCGGTGTCCTGTTTTGC
TCACCTCAGACCCTCCGCAAAATCCGGATTCCTCCAGCCAGGACCTGAGCCACACTCGGC
CACCTCCACCTGCCTACACACCGCAGCAGACCGTTTCTGCTGCCATGAAGTCCTCACAGA
ACTCAAACCCTGACAAGTTGTACAGCACAGTGTGTAAACCGCGCTCTCCTCGCACAGCAG
ATCCTCCTCCCGCCTTCTCCTCCTCTTCACTCTTAGGTGGAGGTCTGAGTGAGCTGGACC
ATCTGCTGCAGGAGCTGAACGCCACCCAGTTTAACATCACAGATGAGATTCTGGCCCAGT
TTCCTTCATCTGACAAAGATGAGAAGGACAAGATCAAGGAGAAGACCTCCACTTCTAGCT
CAGCAAAACCCTCAGCAACGTCAGCCACATTGGAGCTGGACAAACTTATGGCATCGCTGT
CAGATTTCAGAGTCCAGAGCACACCGCCAGCTTCTGTCACCCCCGTGGTTAAAACACAGC
AGCAGCCCCCTGCGCCGCCCCC
>CL9554Contig1
GAGAAAGGCTGCTATAAAAATGAACAGATGAAGGTGCAGACCTAACGCCACCTTAGCTTT
GGTGGATCCAAAGCCTTAGTCACATGCACCTGTACGGGGGATTGACCCATACAGGGGTGC
CGGTTTTTCGTTTGCCCATGGAGGTGTGTCTTGTAGTTCCTCTGATGCTAGGTTCATAAC
GGGTTGTGTTAAGGGATGTTGATCATTTGGTTTCTACCTTCTCTAAGCCTTTTAATTGTG
AGCTGGTCTCCCCAGATCAGATGATGCTGCCGTATTCCAGAATGGGGCGAATGTTGGAGT
AATATGCTGTAATAAGAGCGTTTTGGTCAAATTCAATTATGACAGACGGGTGATGCAGTC
AGACGGCGCGTATACTGGATCCTTACTGACCCCACGCCAATGCGTACACATGTTCAGGAG
GTACCTAAGTGCTTGTGGGACATCCACGAACTACACTCTGATTGCTTATTTGGTCATTTA
GAACAATCATTTATCACATGAACAGCACTAACGGGCTACCTGCTCAGCTCGCAGGATTTG
GGTTACGTGTCGCGTATGTTTTTCGCTACAACTTGTCGCTCGCAGAAAGCCCTTTTCTGC
GAGCGACCTTCTCTTGTCTAAGACCTCGTCGTCTGGTCTAGGACCTCGTTGTGTGCTCTA



CGAACTTGTTGTCTGGTCTATGACCTCATGGTCTGGTCAATGACCTCGTTGTCATGTCTA
CGACGTCGTCGTCTGGTCTACAACCTCATTGTCTGGTCTACGGCCTCGATATTTTGAACT
GTCAACTGCGTGCCCCGACAGGTTTGAAGATTTTTCACCTTATCCACCAATAAGTATGAC
TAAGGCTTAACTCTGTCCTCCTCCTCACTTCCTTCCACTAGTGTGGGATTTAGTTTGCAG
GGTCGAACAATGGCGAGCTGTCCCTCTGCCTTTGTCCAGCA
>CL9555Contig1
GGGTGGCACTTTGCTTTTCGTTGCTAATGTTTCGTTGAGTCTTTCTAGACCATGCTGTCC
TGTTTGACTAGAAATATCACGTTTCTGCTCCTCTAACAATGACATTAACCGTTGTATGTT
AGCTCTGTTCAAGCTAACGTGAGCTTTCCTGATTTTAAATAGCTTGGTTGGTCACTTGGT
GTCATTCAACACAATGTTTAACTTGGAACAACAGTGTTCGTGTGGCTCCCATTCTGTTTC
TTCTCACAGTGTTCATCAAACTCTCGATGAAATGGACTTTGAGCGAGGAATCTGGTCTGC
AGCAGTGGATGGGGACTTGGACAGAGTCAAGTCTTTCATCCACAAAGGTACTGACCCAAA
CCTGAGAGATTCATCAGGGTACACAGCTCTGCATTACAGCAGCCGGAATGGTCATCTGGC
TGTTTGCAAGATTCTTCTGGAGAATGGCGCCTGTGCATCACCTCAGACGCGAGGCGGGGC
CACGCCACTGCACAGAGCAGCGTACTGCGGCCATCTAGATGTGGTCAGACTCATTCTGCA
TCATGGAGCAGACCCCN
>CL9556Contig1
GACGGCACGTCACCTCTGGTCATCCACTCGCCCCCCTCGGCTCCCAAACCCAAACTGTGG
TCCCTTGCGGAGATCGCCACGTCCTCAGACAGGTGTAAAGGCAGCGGCGACGCGCCGCCG
CCGTGTCCCGGTTTGCCTCAGAGCGCAGTGATGGGCACCAGCGCGTCACCTTCCCGGTCC
TCCCCCCAGTGCCCTCTTCCCAACAGCACGGTCCTATCCAGGCCTCTGTACTACACCTCC
CCTTTCTACCCCGGCTACACGAACTATGGGGGCAGTTTTGGACACCTTCACAGTAACCAC
GGCTCGGTAACCACGAGCTCCACGGCACATTTCAATGGATTAAACCAGACTGTGTTAAAT
AGAGCTGAGGCTTTGGTAAGGGAGAGCCAGAAAGTCAGAGGCCAAACGCAGATAGATCTT
TGTAAAGACTCCCCTTACGAACTAAAGAAAGGTATGTCAAATATTTAATACCTGAATATT
TTCCTCTCACCACGGACTTCTATTTATTTTATTTGTAATTTTTTTGTGGTTGCATCTAAA
AACAAAATGACAGTGATAAATCCAATTTTGAAAACAGTTATTTTCTGAGTAAATGCTTAT
CTTCAGATTTTTTAGTTTCTGAATGGTTAATCCTAAAAAAATGTAATTGTGGTCTTAATC
GCTGCAGCCGCCTGAGTCTATTTGTATGAAAGACTAACATGTATATTTAATGTAGCATTT
TTGTATTTAAAAATGGACAATACACTATCTTTGAAGTAAATTATGAAGAAAAAAATCGTG
TTCAGCGATTATTTGAGGGAAAGGCTGCCTGTCCACTTCCTTTAGGCCATTTAATCTAAG
CGAAAGACTTTTTTTGCACGATGACAGATGGTTTAAATGTACGTTTATCTGGAAAAAAAG
AGTTGTCATGGACTCTTGCAAAAAAGAAAAGATCTGCGCTCAGTTAAAGGATG
>CL9557Contig1
AGATATTGAACTGTTTAAAAAAAGCTTTTGGAGTCTCTGCTTTGCTAAAATGTTTTAGAG
AACTGGCTGATTATTTTAGCTGAGTTTTATTGGAGACCTGGAGGCATTTTAAAATTAAGT
AACTTTTAATTGTTGTAGTCTTCAACAACAAAGCTAATGTTTTTCTTCTGTAACATGTCT
GCTGCAGACAAAGAAAAGCAGAGAAGTAANAAAANGGGTTTAAAAGTAGAAAA
>CL9558Contig1
GAGGTGGAGCTCGGGGACGGAGAGAGCTGTCGCCCGTCGGTCGCATTTGTGTTCATGAGC
CCGTCGCTCTGCGGTTCGGTTTTTATGTCGACTTCTTCTTTCTCGTCGACCATTCCACCC
TGCACGGCCGCCATTTTCAGAATGAAGTGCGCATGTGCGAGGTTGAAAAACGAGAAGAAC
TGACTGCGCAAGATAAGCAAATCTGATTGGTTCTCAGAGTGACATGTGTGTGAGAAGCCC
GGCCCCCTCCTGGACGGCTCGTGCGGTTCCGGGTTTTTTTTTTTTAAACAAACCTTTNTN
GACTTTTAAAAAAAAAA
>CL9559Contig1
GGGGGAGTATGGTTGCAAAGCTGAAACTCTTCATTTTCCTTCAGCAGCTCACCCCCCCCG
CCAGGGCCTTCTCTCCTCTGTGAGGACCCCCGCTCCGCTCGCCCCCATATGAAGCCATAC
TGATGCGACGCAGCTTTAGCTTTTGTCCCGCCGCCCCGCCGCCGTCTCCTCACTTCAGTC
CGGTGCCTTCACTGTCGAAGAGAGCAGCGATGGAGGAGCAGCTCGCCAAAAAAAAACAAC
CCAAAGAAGCAGCTTCAGAGTCCTGCAGCAGGCGTGGATCAGAGGATGGAACCTCCAGCA
TTTCATTTCAGAGGAGCTTCAGCCTGGAAGTACGTGGAGGGTTGGTAAAAACTCCCATCA
GGAGCTGCAGCTGCATCTATTTCCTCTACTGCACTGACATCTAGTGGTGAGAACGTCAAA
GTACAGGCGTTTCCTTTTCCAAATACTAATTTTCTAAAATTTCATTTATTAAAATGACCT
TTTAATGTTAAAAGGAGCAGAAATAGAAATAATGACCTAAACATGAAATCAGAATCCAGT
TTTTACCAACTCTTACTGCCTTCCCGTTTCCTGGGAGACGGCGACTCCCTCCACCTTCTT
TCTGTAGCTCATTCCTGCACCACCTGACGATGGATTTGTAAATCACTCGCTCTGATTGTT
AATTTATTTAGCGGTAATCAAGCCGGCCTCTAGGTGGAGCTGTGGGGATTCAGCCAGAGG
TCGGAGGAAATGGCTTTATTTTTAGAGGGGTGAATGTACCATCAAATGTGAAGAGAAGAA
CTTTTTTTTGCTTTTNGTTTCTAATTTTTTTGTGCTTTTATTGTTTGACGCCGTTTATTG
AACTCTGAAAGCACAAAACAAGTGAAGAGGAGGAGCGGCGCGCTGAGATGAAGACTCGCT
GGACAANCCAGCCAAAGTCTGCAAACGTACATCAGAAAATCTCATCTTTTCAGGCAAAAA
ACGTAAGGTGATAAATGAACTTTTACTAATTTAATGAAAGACATAGGGATCATAT
>CL9560Contig1



TGGCTTCCTNAGGGGGGGGTTGACTCTCGGCAGGCTGAAGCTGATGGGAGTTTGAGGATG
ATTTTAACTCAAGTGTTGGTGAAGAAGTTGACAATTTGAACGATGGTGAAGTTGATGAAA
GTGTTTCACCGGAGACGCTCAGATCAGAACTTTTTTCTGCCACAGACAGGAGTGTTGTTT
TGTTGACTCTGGACAGAGTCCTGCCGCTCAGCGTGCGAGCCTGTGAGTCCAAATCTTCAC
CTTCATTTTCTTCATCCACCNGGAAAGGAAGTGGATCAGCACTGATGGGAAGGGCGAAAG
TGTCACCTCGGCTTCTTGTGTTGGTTGGTCTCTGATTGTGGACTTCCTCTAGGTTTTTCC
TCACATTATTATCCCCAGTATGTTCATGGCCATTAAATTCATCAGTATCCTGGAGGTTGA
TTTGATTAAAATCATTGTTTCCATTATGGAGTCCATTGGTGATGTGACTATAGATAAAGC
CTCCATTTTCATCCTCACAAAACTGACTAACAAGTTTAGACTCCAGTGCTGCTAGAGTAT
TGAAGTCATCAATGAGGTACATGTGTTCACTATCTGGGTCAGAAGCAATTAGATTTAGTT
CTCGCAAGAACTCAGTC
>CL9561Contig1
TTTTTTTTTTGATTTATGAGGCTTTATTGAAACTGCATGTATACAAAATAAACAGCTGCA
AAGTGACATGACAATAAATCCATCTTATGACAGCACCTTTGATCATATTTGTTCAGGAGT
TATGGCTAGGTTAATTTACTGACACCATTTGAGAAAATCTAAAGTGCTTGCCCTACTCCA
ATCCACATGTAGCAAACCTTTATTACCCAAGTATGCCTAAAAATCATTTCAATTCAACAA
AAAAAATTTAAGAATAACATTATATTTTCTAATGAGCAGATAGAATAATTCACAAACTCC
CTCCAAGTCCTATATTATAGAAAGAAAAAAAAGAAATCAAAAAGGCTCAGAAAAAAGTCT
GGCTTTTCTTTGCAGGGCTCAGCAAAACTTCCAGCGGTAACCACACTCATTACACAAAAC
AAATGTGGTCATGGGCTCGTCAGCGCTGCGAGTTTGAACCTGGTTGTAGGTGCAGTTTTT
CTTATTGCATTTGCCACACTGCAGCAGGTCCGTGGTGGTCCCACCAGTTTTGGCCATCTG
ATGCTCTCTGATGGCCTCCTGGGTGAGAACGTTCCTCAGCTGCTTCAGCTCGTCACTGGC
CATTTCTTCCGCAGACATGGAGGCAATACGGCTTAACTCGATGCTGCCTGCCAGAACATT
TCTTCGCAGCCCTGGGTTCTTGGGGTCTTTCAAGTTACTGATGCGACTCCGCACTCTGTT
CTTGTACTTCATGTCAGTGGCCTTTATTTCCTGGTAGATATAATCTTCAATCTCTGCTCC
CATGCTGTCACAGTTTACTCCAAAT
>CL9562Contig1
TTTTTTTTTTGCAGCGTATCTTTCAAAAAACCCAAACAGGTTTGAGGTTCTAAAAATGAT
AAATGGATGTATTTTTAACTTTGGGTTAGTTCTGATGAGCATCGACACATTTCAGAAATC
CTGACACGTAAGGCGGGGCTAAGAGGATAAAATGTAGGTTTTAACAACTCATTAAGCCCC
TCCCCCTTAAGAGAAACAGCTGGGCAATGTCCAAATTCTCTTCCTACTCTCTGACTACTA
AAGATTATATAGTGCGGGACTATCTAATGCCCTGAACTTTAAAAGCAATTCGGACACCAT
GCTCATAACTTTGTTTAGTTTTTATTAATGCCAAATATGGCGTCACCCATAAGCTGAAAC
CTAACACAC
>CL9563Contig1
TGAGTAGACCTGATTCTAGTTGGTTTAAAGTTCCAATAATTGATTATAACGACTTTCCAC
TGTACATGACATGTTGAGAATGGTTCTCCTGTTTTCATGTCCTGTCATCGTACGAGTTAA
GGCCGTGAAGTCTCTCAAATACTTTTGTTTCATTCGTTGGTTTTTTTAACTGCACTTTTT
TTAAAATTTACATATGAACAGATGTGAAAAAGAAGACCCATCCAGGCCTGCCTCCATGAC
AGGACACAATTGCAGATTTTTTGTCCCATTACCTTGAATATTTTTACTGCTTCAATAAAA
TAAGGTTTTTATGTTGTAAATATAGAATACATGTGTACAAATGTTAGAATCTGACAGCTG
TGAATGCTTGAAGACACACGCAGTATATATATCATATTGTGGTTTAAATGTCGGGAGGTT
TTCATAGCTCTTTCTTAAACAACAAAAGTCTGGCCTTATTGGCAATAATGTTGCCAAATA
GTAAATAAAATACGATACAACTGTTCCATTTGCCTCCATTATAAAGTCAGGCGGTTGTGT
ATTTTCATGACTCAAAAGTCGTATGTCAAATTTGTGCACCAATCTTTTTCTTTATTTNGA
ATTTATTTCNCAAAGCATGCCCAAATTACTTGTGGTCGANACCTATAGTGCGGTG
>CL9564Contig1
CTCTGTTTTGTTGTAATAATATCANACATTTGTATGATAAACATGAACCATAAACCAAAC
CAGAGCTTTTGATGTTGTGTAGAGTCTAATACTTCAAATCAAAACAAAACTGATGAATTC
TGGTTGTAGTCTGCATACCAATACTCCAGCAGAAAACTTCTCATTTCTATTTCAGTTTGA
TGTTATCAGACCTGTATTACAAGGTTTTCAAAGTTCAGGGTAAAAAAGGAGCTCAAAGAG
CTAAGTTCAGTCTTCTTTTTGGCTTAATTTGGATCTGCCTGGTCCTGTTTACATCACACT
GATTAAAATGGATTCATTTGCTTCTGCCCTGTGCATATACTGTATACAAAACAATGAATC
TGGCTCTGTAGGGTCCAGTCTAGTTTGGTCTGGTTTAATCCAATTACCCCTGAACCTTTG
CAGATGTGTCCACATAACCGCCATGTTTGAAGTGTGTTACATGATTGTGTGTGTGTGTGT
GTTTGATACTAGTGTTGGTTCTCATTATATTTATTGCATGTTCAGAATGTCGGGGTTCTC
GTGTTTGTGTACAGAAGTGTGTGAAATTTTGAGGAAAGTGTGTTTCTGGGTGAATAGATG
AACAAAGACTTGTAGGTCTGTTATTAACTCTGAAGAGAAAAAAACTATATCCTGCCAAAC
TGTTGCATAGCGACCACAGCACACATTAGTGTGTAACTCCCTGCCACGTGTCTTCATATT
GATGAGAATACACAGTAATATTGACACAGTCTTCATATGATTATTTTTCAAGTGATTTGT
AAATGATAGAGTTAGTACTTAATATAATGGTGATGAGTATGACTTTATTTTTATGCAGTG
TGAACCATGGACTTATTCTGTAGAGTAAACTTGTTGTCTTAGGGTTTAATCCTATACGAA
GAAGCACAATGTGATTGTACAAAAATATTGTGAATGTTTGTATATTATAGAGGCAATTTA
GTATAATAAATC



>CL9565Contig1
TTTTTTTTAAAACTTCAGTCATTTTTATTTCAAGTCTGTACTATATGCATGCAGTTTTTT
TTTTTACTATTATTTATGATCTAAAAATATTTAAACAGGAAAAAGTCTGACAAAATTTTT
GTGTCAAAGGTGCATAAATCATGTCTTGGGAAAAAGAAACTAGCATATTGCTGCCAGAGA
GCCTATTTCATATAGATTACAAGTACTGTAGTAGAAACATCTCAAGAGAGAGGACGACGT
CAGGAACGCACTAAGAAAACAAAGCACAGAAAAAACTAGCTCAGTGTTATCCGTCCAAAG
CCACAAATGGATGCTGATATTCCAAATTATTAAAGAACTTTAAAAGCTTAAGTGGCTTCT
ATTTGCTGCACTGCATAAGCATCAGAAATCACAAAGTTGAATATTTAACAAAAAAAAAAA
AGCATGCAATGACTTTCCACCCAGCAATGTTTCGTCTCTGGTTTGTTTATTGCGCAGTGA
AATCCTGTTTGCAGTGGACTTCCTGCAGCTATTTATGCATGCGCCTTTGTCGTATTGATA
TATGCAAGTAAGACCTTTTCTGGGGGAAACAAGTGCTTTTTGCCATATTTGTTGTTGAGA
AACAACAGGCTCCACAAACTGCTGTGTACCGACGCCGCTACACTGCTGCTGTTGGAGAAG
TTCAAAAGCAATAGTTGTGCCTCCATGTGTGCTAACATTTGATTCACTTTTAGTTTTGTA
TTTGATGTGCAATAGGAAAAAACTGTAAATGTCTTTT
>CL9566Contig1
AAAAAAGNAAAAAGCGGGACAACCACTGAATTTTTGTTGTTTTTATTAACAAAAAATGTA
AAATTGGTATAAAAAATAAACAAACCTTACAAATTTGCAATATAGTGTGCTAGCGACGCG
TTTCGGCAGATTCTGCCTTCCTCAGGCTACATGCACACTCAAAACAACCAAACAGGTTCC
AACTTGGCACAACAGGTTATACTGTGAGAGTGAGAGAAAGGCTGGCTCTTATAGGGTCTC
AGGGTGATCACGCGTTGACCTCGTGTCAGGAGCCTGGGTCCCCGCATGCACACAGTGTAT
CCCCCTTCGTGCAGCACCTCCCCTACCCACAAACTGCTGAGTAAGGGAATTTAACCCCTG
CCCTCCAACCGTTTTTTGTGTTTGTGACTATTTTGCCTTTTAATTACTGATTAAAATTAG
TGTTGGGATTGGGGTTAGGATTAGCGTCAGGATTGAGATTAAGGTTAAGGTTAGGG
>CL9567Contig1
GCCATGGCGTGTTCTGGTCTGTCTCTCTAATCAATGTCTGTCTTGTCTGTCTTGCACTTC
GTGCTGCTGTTTGCACAGTCAACGCCACACATGGAGGAAGAGGTAAATCCAGAACGGTTC
CACGACTGCCCCCACTTCCCTTTCTCTCACTTATGTTTCCCTTTTAAACTGACCTGCTTG
GATTTTAAGTGTGACTAGGATTTCTTGTTATTATTATTAGCTGTGATTCAATGCTTTAAA
AATGGCTATCATCTTTTTGTCCTGTTTCAAGACCTAGGTAACGACAGCAGCAAGACAGAT
AGATGTTGGTTCTAGGAAGAAAAAAGAACAGTATTATACACACTTTCTAGGAACACAAGT
T
>CL9568Contig1
AATGTGTTCTCCCCCCGCTCCAAGACGTGGACTTTCCCCANCTTGAAGACCCCTTCAGGA
CATGGAGAGGTTTACCTGGNAGTGGAGGAGGAAGANGAGGAGCCGGTGTCCTACGGGTCA
CCGTATCGAGGGGGCGTGAAGGCCGGNGCCCCGTCTTCCAGCCGGGTGGTGGACCCGGGC
AGCCTGTCCATCCCCGCCCATTCGGGGGGGAGCCGCAGAGGAAAGACTCGCACCCCCAGC
GTCCCCGAGATGAACCGGGAGGNCGGCCTGGAGCTGCTCAGGGAGCGGCCGGAGGAGGCG
CTGTCTCCGAGTCGCCCTCAGGTCCTGGAGACCCCGGAGTCCCTGAGCGATTCTCTGTAC
GACAGCCTGTCTTCCTGCGGCAGCCAAGGATGATGCAGCCCGGAGCGTGGCGCGGGGGGC
GTGGCCTCGGGTCGCCTCTCCTCTCCGGAAAACGTGACGATGAGCTCGGCGCGGAGAAAA
AAAGAGCCTGGAGAAGGTTTCCTGGGCTTGTTGCAACTGGAAAGACGGATCGATCTCCTC
TTCTCAGGATTTCCAACAAAAACAAGAAGCCAAAAGCCACCAAATAAAATAGGTTCTTCA
CTTTTTCACAGATGTTGGACTCTGGGATTCATGTCGACTCTCAAAACGCATGGCGAGTTA
TGGATCAGC
>CL9569Contig1
CGGCACGAGGACTTGGACGAAGCATTGTTGTGATCGCAAAAGAGAAAACTGGAGGAGAAC
ATGTTCATATGTACCAATGAAACTTTGATGGTATTACTAAAAGACTTCCAAGTCACAAAC
TGGAGCCGCTCCGGACAGAAAAGGAGGACACTTTTCAAGTGGATGGCAAAAAGACTTTTT
CTGTCAACCTTGTGGTGTTGTGCAGTTGTTTTTTCTTAGACTCTTGTATACAAAACAAGT
AGAGTTTTAGGCGTGAAAAAAAGGAAAATGAACATTCATGGTTTAAAATGTATGGAATAA
AGTTTGGACCTAATGTCANAAAAAAAA
>CL9570Contig1
ACCCAGATGTTTTTGCAAGTCAGAATTCTGAGGAGACAAAGCTCTGTGCTGCCATCTAGT
GCTGATGAGAACAAACTGACCTGCGGACGAAATGCATCTGACTCCCACAGAAGACATCCA
GGATGAGCCGTTCGTAGGCGTCTGGAAGCTTCACATCCTTTGAGCATACGAGTTTGACAG
CATCATTGCATCTATTCACATGAAATTACACCTGATACAGTTTGACTAAATGTCTTTCCT
TGTTGGACACTAAAGGCTCCTCTGGCTTACTTTGTATCTGCTCTTGTATGTGAGGTCCAG
CTCCGTCTCTTCCGGGCTGAAGTAAACGCCAGGTTTCTTGCTCATCATTTGGGCGTAGAT
GGCCTCATTGGGCTGCACTCGAACGACAAGCTCATTCCTCTGACACTGGTTTCCAAAAAT
GTCTCCTGGGACATCCGTGAACTGCAGCCGCACCTCGGCTTTCCTCTCATTCAGGGCTTT
TCCACAGCGAAGGATGAACGGAACACCTAAGGAAAAACATACGTAGATTTCTGATGTCTG
AGCAAGCAGCACTAGATAAAGTGTGGGTTTGATTCGTTTACCATCCCAGCGTTCGTTGTG
CACATAGAGCACAGCAGTGGCAAACGTAGCCTGAGTGGATCCTTTAGGTACTGTGGGGTC
ATCGAGATAACCCAGTTTGGCTTCTCCTTCACCGTCTGGATTCCCCATATATTGACCCAG



CACCACATCAGACATGGTCACTGGAGCAATGCACTTCAACACCTTTACCTATGAGGGGGA
GAAAAAAACATGCAATAATGGATCAAAAGCCTCTAACCATCTGTCACATTACAGACCATT
AAAGAGGTTTGTTCCATGTACCTTTTCATCTCTCACATCATCTGAGCTTGTGGAGGCTGG
TTTCTCCATGGCAACCAGGCAGAGCATCTGGAGCAAGTGGTTCTGCATGACATCTCTGAT
CACAACAAAGGGAGCAGGTGGTCACATAAAAAGGCAGACTGCTGCGACAGTTGAGCCAAA
TTAAAAGTAGATTTTCCAATAGTACTGGAAAAACTTGGAAACCTTAAGTAATACGCAATA
AAAACAT
>CL9571Contig1
GCTTTTCGCAGAACGCACATGAAAAGTAATCCAACATGAGGTGGGGCGACTTCTCTACTC
CGACACCTTCAACGCAGCTATGAAGGAGAGGATGAACGAAGAGTCAAAGGGAACCTCAGC
TGTTGGGTCGGCCAGTCAAAGGTGCACCTCTGCAGGACATGAAAGACAAAAAAGAAACCA
CTTTTTATGCCAGTTCCTACTTCTATTAAGCCTACAATCATCCGTATCATATTTGATACA
CGTGTTTCTAAGACCACTATCTCATTATCATGATCCAAACTTTCCCTAAAACCAATTGGA
TATGAGCTGGTCCCTGTTTTCTGTCCTGAAGTGCATTATTATTCCATTAGGAGCAGCAGA
AGGGCTTTTCCTGCTCATTTTAAAATAGCTACTTCAGTGAAATCTTCAAAAGACTTTTGG
CGGGAAATGTTTAGCTAATTTCCACAACTTTATGGTGAGAGTGACTCATCTATTGTTATT
CATATTTTTTAAATGACTACTTGTTTTATTGTGAGAAAGTAAAAAGTTGTTAATACGTTT
TTTTAAAAACACATTTAAACCATGTTAAAAATGTGTGGATCAAATATGAGACAGTGGGTA
AATAATGTGATGTTTCCTGAACAATGAACTTACCAAATCATCCAACGTCTCATAATTATA
CTATATGTATCTCATAAAATATGTTGCAAATTTTTTTTATGGATTTAAAAAAAAATAACN
AACTAAAAAT
>CL9572Contig1
ATTCGGCACGAGGAATCTTTTTCCATGCTCGGATCTAGGAATAGTTTTGTCAGAAATGTG
TTCCCTTTGATGCTATATTAGAGCTGCTGATTTGTCTTAATGGATGAGTTTGTTGAGTGC
AAGTGTGACCAAATCAAAGCAAAACTGTTTTCTAGGAAGCTTCTGTGATCTGACATTCGG
AGTAGCTTTGATTTTCATAATGAACCCTCTGTGGGAAGATTCTGAGAAGGCTGTGTGCTC
TCAGACTTGGGAAGTGCAGAATGTCCATCGTAAACTTCGAGAACGTTCTTTATGAGACTA
TTTATGAGACTCTAAGAAAGATGGAAAAATGATGTGGATTTTCCTCATTAAAAACAAAAA
AGTTCAATCATGTTTTTGTTCATATGGGGAAAAGGATTTTGCAGACCTGACAAATAAAAG
CTTGAAGTTTTACTGTCAAACCTAGATTTAAGTCAAGACAATATACAGTGGAGGAAATAA
GTATTTGATCCCAGCTGATTTTGTAGATAAGCCTCCTCCTTATCTTACCGACCCACTTCA
TATCAAAAGCACCTCTCGTTCTCTTCGGTCCTCATCTTCTGTTCAGCTTTCTGTCCCTCC
GGCCCGTCTCGTTACCACGGGTAGTCCTGCCTTTAGTTCCCAAACTCTGGAACTCCCTCC
TGACCCCCGTAACTTAGACTCCTTACCAGCTTCTAAATCCAAACTTAAAACTCATCTGTT
CAACTCTGCTTTCCTGTGATTCACTTTTGATTCTCTGTCAGTTTTTAATGAATTTTTGAA
TTTATTGACCCCTGTTTTGTACAGTATCTTTGAGCTTCACTTTTGGATGTGTCAACTCAT
TATTTATTGTGTTTTTAATTGAGTATTTTTTAACTTACTGAACTCTGTTTTTGTACGGTG
TCCTTGAGTTTCTTGAATGACGCTTTTAAATTAAATGGATTA
>CL9573Contig1
ACGTCCCGCGCCCTCACCGTCCGCTGAAGATGGAAGCGGCCTTTGCTTGTGTCGTACAAA
CGAATGACCTGGTCTTGGCAGGCAGAGAGGAACAGGTTGCCATCTTCACTGTAAACTCCA
CAAAAGGCTTTCTGCTGGTACGTATCCTTATGGGACACGTGGTTTGGCAGGAAATGTGTT
CGTATACGGCTGCACTCTCCATGAGAAAAACTAGAACCTCGACAACGGCCTTGTTCCCTC
TCTGTTAGCATGTAGGTGAAGCTGTGACGGCTTTTCAAGGACGACGAGGCAGTAGCAAGC
AGGATCTGTGTTCGGATCTCGCTGCTGTCGATTTCATGTGTGTCCGGCTGGGTGTCCACT
GGTGGATTGTAGCGGTCACCCAGACGTCCATCCCAGGCCCCTTCGCTTTCATCGTCAGAG
TCCGAGTGTGACTGGACCAACTGAAGCCCTGTGGCTCCGCTGCCATGGACCAGCCTAACC
TGGCCCCTTCTCAATAGATAAGCCAGCACTTCAGCTAAATCGACGTCCTCCTCCGAAGCA
GACTGTCCTTCTTCTCCCTGTTGCCTGTCGGCCGTCCTGCGGCCTCGGCTGCTGCTCTGA
TTCGGTTCTGCTGCTTCGGACTGCTCTGCTGGGTTGCCACTGGAAGAACCTCTTCCACCA
GACATCCCAGAACTAGACTGAGAGCCCATAAACCCCGAGGGCCTATGACAGTCTTCGTGA
CAGCTCGGTTCTCAGTCGTATCGACCCGAACTGGACGGTTTACTATTTCTAAGAAGTCAG
CCTGGTCTGTCACACATGACTTGTAAGACTGGAAGTTGCTCTACACAGGTTTCGATCAGT
TGACTAGCAGGGCTAGTCCGTGAATCGCCATGTTGTTTACTAAAGTCCCCGGCCATAATG
>CL9574Contig1
TTGGGCCATATGTGGATGGCTTCTGGTTTGGCCATCCTCTCGTTGACCACCTGTTGCTCA
ACAGGCGGCGTCCTCCAGGCACATACATGTTCTCCAGCAGCGGTCTTGAGCATGGGAAGA
ACCACTGGCATGACACCCACTCTGTCAGAGATGTTCCAGCAAGCACCCAACAATTCCAGC
CCTTCCCACAGTCTAAAAGCATAAAGCAGTCTGCCCAACATGCCCACAGTGTTGGGAAGG
CTGGTTATGGTCCCAGTGGAGAAGTAACTGGGTAGGACCAGGCCTACAGCTTGTTAGTAA
GGTTTCCTGCTTAAGGCCAGGGTGTCTGTGTCAGAGCTCCCCTAGCAGGTGGATGGAACA
TGACTATCTGACAGCAAGAGATGTTTTGAAAGTATTTTTGAAGGCTTAATCTTCAGGGTT
TGTCTTCCACTGGTCAAGTGTTGTAAGCCTTGTTTGGACTCTAATAAAGATCTCCACTCT
TCGTANNNNNNNNCGAAAAAAAAAAAAAAAA



>CL9575Contig1
GATTCTCACGCCGTCTCAGCGTTTCCCCCCAAGAAATCTCTGCGCTTTCGTCAAAACACT
GAATGGGAAGAAAATGTGGTCTGAAGAAGGCGAAGGCTGACCCCCACCACCGCCCACCGT
TTTCAACCGAGCCACAGCCGATCATGGACCCGGGGAGACGCAGCAGCCGCCGACAGCAGA
GACAACGGAGCACAAAGCGGTTGCAGGAAAACGTCGTTTAGCGTCTCCGACTCATCCGCC
TGACTCAGCAGCCGCATCCAAACCCACACAGAGGAGTCTGAGTGGAGCCCCGGGTGGGCT
CTGAACCCACGGAGCAACCGAGGAGCCGGAATAAAGAAGGAGAAAATGAGTGAGCAGAGT
ATCTGCCAGGCGAGGGCCTCTGTGATGGTCTACGACGACGCCAGTAAGAAGTGGGTGCCC
ATCAAGCCCGGCCAGCAAGGCTTCAGCCGCATCAACATCTACCACAACACTGCCAACAAC
ACCTTCAGAGTGGTGGGCGTCAAACTGCAGGACCAGCAGGTGGTGATCAACTACTCCATA
GTGAAAGGCCTGAAGTACAACCAGGCGACTCCCACCTTCCATCAATGGCGTGATGCTCGA
CAGGTTTATGGGTTGAACTTTGCCAGTAAGGAGGAGGCCACCACCTTCTCTAATGCCATG
CTGTTTGCCCTCAACGTCCTCAGCTCACCTGACAGCGGAGGTCCAGTGGTTCAGCGCCAA
AATGGGCCTTCCTCTGAAGAAAGTGAAGCACAGAGAAGGATGATGGAGCAACATCAGATG
CAGGCCCACAAGGAGAGGGAGCGGCGGACGTCAGGTTCAGGCCCTCCTGTCTCTGCAGGG
CACCCTGCAATGCTTTCTGTGGCGCCTCCTCCTTCTGCAGCTCCAGCACCCATGTCTGGT
CCTCCAGCACCGCCGCCACCTCCGGGTCCACCGCCGCCAATGGCGGTGCCCCCACCCATG
CCCCCTCCGCTCCCTGCTGGTGGAGGGCCTCCTGGCGCTCCTCCTGGGATGCAGCACCAA
CCTTCAGGACTGGCTGCAGCTCTGGCTGGAGCCAAACTACGGAGAGTGAACAGGGATGAA
AGCAGTCCACCTGGTTCTGGTGGAAAAAGTGACTCCAACAGGTCCAGTGGCGGCAGCGGC
GGTGGTGGGGAGGGACTCATGCAAGAGATGAATGCCTTACTA
>CL9576Contig1
TTTGTCCTCATGCCACATAAAGCCAATCTCTGCCCCTTAATGTTGTGCCTCTTTAGCACC
ACAAAAAGCTGCAGAAGCTCCGCTAAAGGAATGTTCTACATGTTAGTCGGACAAGAATGC
TGGAAGTGCATCAAGATTGATATTTGCTTCTGCTCGAGTCAACTCTTTTACACCTTAAAA
ACCATCAGGTGGACATGTCCCTTCTGAATTAGAAAAAGAAAATACAGAAGTGAAATAAAA
AAAGGCTTAAATTACTGTTAAAGGATGAGAAGTTTTGACAGCATTCACACCCAAGTTTGA
CAGAAGAATTTGAAAACAAAACAGATTACAAATACTCTCATCGCAAGGAAAGCTGGCCTT
CATCTTCCCATCGTTTCAGATTTTCTAAATCCAGTTGCCCTGCCAATTATGTGAAGTCAA
CTAGCACAGAGGATGTATGTGTCTTTGGAGAAAATCGTCATGAATAGATGTTGGCCTTTG
ATGGAGATGACTCATTACATCCCAGCATTTTCTCACTTCTTCCAACCATAACTTGATGTT
AAATCTGAAGAGGAAAGTGGATCTGTCCATCTTGTCTACAGACCTCTTTCAATCATCTTT
GTCTTGAGGAGACAACCAATGCTGCAATCATCTCCAACACCGGAAGCCCGTTCGCTTGAA
ATGTGGAAAAGCAGTTGTGGAAAGAAGCTTCGGTCCTTGGTTTGGAAACGTTCTTCCTTC
TACTTGAATAAAGAGGTCTGCGAGCACTTAAAGGTCTGTCTTGTGACGCTCTCATGGATG
GAAACCAAGACTCAAGAGCACTCAAAAAAAACCAATTGGATGAAACCAACGGATCTCCAG
TCCTGCACTCAAGTCAAGAAGCTGCCCGCTGTGTTCCTCAGAAGGCCGATGGAAGACTTG
GTTTAATTTAGGCCGGGCAAAGTCCTCCCAAGATTTGGCTCTAATATCTGCAGAATAAAT
GGAAAGAGCTCAGATTGAATCAGGTTACAAAATAGGATTAAAGGAGCATGGACTTGCCAT
AGTTTTTGTAAGTACCCCAAGTGATGACTTACTTATAACTTATCAGACATGTTACTGGAT
TGAAATGCTTATTTCTTTAAGAGCTGAAGGGTTAGTGTAATTTTCTTTTTCAGAGTTCTT
TAACATGCAAATAAAGTAAAGGCTGTTGAGGATTAAAAATGAAGTACGAACCATCTTTTT
GGACTTCACAGGTCTTCTCCAATAGAGAAACGGGATCTTGTAGTTTTGTCTCACTGGCCT
CCCGGGCCCAGT
>CL9577Contig1
CCCCCCCCCCCCCCCCCCAACTCCAACCCTGAAGNGGAAAGCCNATTGGGGGAGCTGCAG
CAGCATCGGGGAGTGCTTTTTAAAAAGCAGCAGNTGACNCNTCCTGTGCCAAATAATTTT
NTTTTTTTCGANANTGTTATTCATGGNGTTGTTGTTTTNTGTTCCCNCCGTGCTTTGAGN
TACTGTAACGTGACTGCAGAGCAACTGTAGTCCATCCAAAACNCTGACAGATCCTGATGA
ACTTTGAGCTGCAGAAAGTGTTTGGAAACCTNTGAGGTTTAGATTCCTACTTATTCCTGC
TGTTTTTTTGTTTTTTGTTTTTTTTTTTATGTTTCATAGTTGATTGTGAAGAATTATTTG
ACTGATGGGATCAAATGATGATGATGGAGGTCAGATGCTGCCCCCACACCTCTGCAAGGC
AGACCACTGAAAATGACATCTTCTGGTTTTCAATAAAGTCCAAAT
>CL9578Contig1
AATGATGAAACTGAAGCAGAGAGGTGTTTCAGATCAAACGTTTGAAAAAGGTCACTTTTT
TAAATCCGTTTCCCCAAAGATGAGCGGATGTTTCAGCTGCACTGCGGCGAGGCGGACTCA
GGATGAGCGCGGGTCCCGAACATCGCCGGGATCCACGCGGGATCTGCTCAACGCCGGCGG
CAGCCTCACATCCAGAAAACACAGAAGCAGCCGGAGACGAGGGATTCCTGCGGAGGGTTC
GAGCACGGAGCGCAGACGACGCANACGGCGCAGGAGACGCAGACGGCGCANACGACGCAN
ACGGCGCAGGAGACGCAGGCGGACAGAAGCTAGGAAGGACGCTCTGGACCTCTCAGCAGA
CGGTTCTGCTGTTCTTAAAACCAACTCCAACTCTTTGGTGAAGTTCTGAGCCGCTCGATT
GCACCGGGGGGGGGGGGGNAANAANCCCCCNNTANTCCNGGGGGGGNTA
>CL9579Contig1
TCGGCACGAGGTGAAGAGGTTGGTTTAAAGTCGGTCATCGAGCAGTTTCCTGATAAACTG



GATTTCCATCTGGTAGATGGAGGCAGCGTGCTGAGCAACGGCCACAAACAGCTGATCTGT
CTTGCCCGCTCCATCCTCAGCCGGGCCCGCATCCTTCTGCTTGACGAGCCGTCTGCTTAC
CTTGACCCCATAACTCTGGTGATCCTGAGGAAGACCCTAAAGCAGTCCTTCTCCAACTGC
ACCGTCATCCTGTCGGAGCACAGAGTGGAGCCTCTGCTGGAGTGTCAGTCGTTCCTTATG
GTCGAGAATGGTGCCTTGAAAAACTATGAGTCCATTCAGAAACTCATGAGTGAGGTGGCC
CACCTGAGACAGGCTATAAGCCCCTGCAGACCAGCACCGTTTCCCAATGCTCCACCGTCT
CAACTCCACCAAGAGGCCCCTGCCACAGACCACCAAGATCTCCTCACTGCCAGAGGAAGC
TGAGGATGAAGTTCAGGACACCCGACTCTGAGAAGCCAGCTGGAAACACATCCATAGACG
AGCAACAGGGCTTTGAACCTTTTTATAATTTGGGATTATTTTTAAAGCACTAGTTGTTAA
AAAGGACAAATGTGAGCAACAGGTGTTGCTTTTGTTCAGCTGTAGATTTCTTTTTGAATG
GAATCACATGAGCCTAAACAAACACAGAAGTGATGACAGTGCATTTTTGTGTAAAATGAC
TCATCAATGTTTGCCTTCAGATTATATCAGGTGTGTACAGAAAGAAGTTGAAGGCTGTAA
ATAAAAGGAA
>CL9580Contig1
GCATGTAAAAGGTCATCATTCAGTCACATGAACTAGAAAACAAACAACCAAAGGACATGG
TTGACAAATGAACATTGCATTCCATTTCTACATTAAAAAAAATGAGACCACAGGAACCAG
AACTCTTGCATACACACTCCCCTCCATTATGTAGCTGTACATTAACGGTCCAAATGGTCC
CAAGGTGCTCCGGAATCTGTGTTCTGAGGATGTCTAACAGAAATATAATCTTTAGGATGA
GCCTAGGCCTTTGGCATTGCGGGCTGCAGGGTCCACATTCACAAAAAAATATATAGGTTT
GTTCGATAAAAGGTCTGACACCGTCACCCCAAAAACATTCAAGGCTCTCTTTCCATGCTG
AGGAGCCTCAACTCCCTCTGCTTCTATAACGCATCTACAGCCGTGTAAATAACAAAGCTT
CAATATCAACTTCAACTCTACAATACCAGGACATTGTTAAAATAAAGACTAACCGGGATA
TGTCGATTGGTAAATGCACCCTCAGATGAAGATCAACACAAACGATATTAGAGCGTGTTC
CTGTACAACAAAAACTAAGGCACCGTGCAAAAGCAGTGTGTGAAAAACTTCCACAAAACT
GGCAAGTTTCAGTCCAGCTGTCAATCCAATGCACTTGAGCAGCAAAAGGGATCACCTCTG
TAAAAGCAGACTTTGAGTTGGAAATGAAGGTGTTGCAAGTAAACATAAAGCAGAAAAGAC
GATGATCGACCACTCATCCATTTAAAGAGTCAACTTGTGAACAATGACTAATTTCTCGTA
ATTCTTAAATGGAAAACATTTCCAGAAATGAACATTTCATCTAA
>CL9581Contig1
AGTCACGTTCATTCATTCTCATCCTGATGATCTGTTGACACAACATGGAAGGATTCAAAA
TTAGCATAGATTAAGGATTGACCAGCTTTCTCTAAAAGAAAAAAAAAGTAGATCCAAAGA
AGCAAATGTAACTTTTAAAGGAAACAATGAAATCAAAAACCAGTTTGTGATTGCCCAGAA
TTCAAAATTGACTCTAATTGAAAAAAACGTCTTGAAATTGTAATTGAAATTATGTTATTA
TTCTAAACTTTTCTCAATTTCAGTTACACAATTATTTTTAGCAGCTGAATCAAAAGTTAA
TATTTAGGCTATTAGAGGCAAAATGCAGGGAAAAATTAGATACTTTTAATTATGTTTTTT
TTTCCAATGTTGCTAACATGTTAGCTTTGTTCTTAAATATTAGCTAGTTATTGTTAGCTT
AATCGGTGGCCCTTAAACCAACATAACCCAGTTAATCTGTCAAGCTGTCTGTTATTTTCG
ACATTTGTTTTATTAATGACCACAAAAAACCTTCTTTGATCATGTAATCTTTGATTTAGC
CTTCCTAGTTAATTGAATAGCCATCTAGGTGAANAGCTAGCCAGCCTTTATGGATCATCC
AGCAAGTGTCCCCTTTCAAAGATATGCTGCTCCATATTTAAAGATAATTTAGAGACATAC
AGTTGTAATTTTAACAATTTCAAATAAATAATGTGTTAGCAGATAAATGTTTATCCGCTG
GTGGCNTTNTAAATGGCAGAAATACACAATTTTGCTACATATCAATCATGTGCTAATACT
TTATGTTGACGTAATTACTGTNTAAACTGCTNTTATTTTTGTAAATAAATTATAATTTAT
TTTTTTAACTTCACTTGGAATTAATGTTATTTTCCTTATTGTGTAATAGACAAATATGTT
TAAATAATCAAAATTACTAATGAGAGCTTAGAAGCCCTGCGTNGTATGTGACCTTTTGAA
CATTAAAGACTTATGTCATGGTTTGATTTTATTTACATGCATAATAATTTGTCATTAATG
TATTTTGTTAAGACTTTTTTTGTTATTCAAGCTTTGTTTAGCTCAATCATAAA
>CL9582Contig1
TGAGGGCGTCAGATCAGGCTGCTGTGCAAGTCTGTTCCTCAGAGAGGTGCCTCTCCCGTC
CTCTAAACCTGTTCCAGCTCTGCAGTGGAGGATCTGGCCTCTGTGGTCACAAACCAGCTC
CAGGCGGAGCCAGGAGCCAGGATGCGTCTCCATCTTCATTTTAGCCCTCTCCATGACACG
TTTGCCTACTGGCAGACGGATTGGGATCCATGTGTGTCCCAGCACTCCTAGAACTTGAGG
AACCCCTTTCCCGTTCTCCTGCTCGCCTTTTCCAAGCAGACTGGAAAATGGAACAAGCGT
CTCCGCGGCGTCACTGCCTGGACGGTAACATTCAACCGTCAGTTACAACATTTCAGCCCA
GAAATGACCCTGACCCTCTAAACCCGCTTAAACTCACCAACTGGCCATCTAATGAGCTTC
TCCTCCAGCCTGTTGATGCGCTCACAGAAAGAGAAGAAGATCCGGTGGATGTTTCCTTTC
TCCAGCTGGAAGCGGTCAGACACTGCCCGGTAGCTGACCCGCTCCGACAGCAGCGTGAGA
GACAGGAGGACCGTGTGGGACAGAGACAGTNGAGCCCGTCCAGCCATCCGAGTCCCAGCT
TTGGAGCTTTGCAGGAGCTTTGAGATGTGCTGGAGACAGAATCACAGNTCATNTTTGGAT
GCAACTGACATTCAACATGTTTTCATTCACTCCCCAAACGCTATGAGGTTGACTTTATCC
TACAGAAACGTTTACGAGTGTGTGTGTTTTTTTTTTCTTTTTGGACATTAGGTGACACTT
TAGGTGCAGACTTTANGGAAGTC
>CL9583Contig1
CGGCACGAGGGCCATCTCTACTTTTACCTCGGAACCTGTTCTCATCTCCTTCGCTGAGTT



CTTCTGTAAAACATCAGAAGGAATGAAACATAAAGAGGATACTCAATTGCTGTTCTCTGC
AATGCTTTATGAATGCGTGACAAAGGAGTGTCCAGAGATGCTGCCCACATATATCGCTAT
TGAGCAGGCAGTGACTGCTATGCGCCACAGTGATGTGCAGCAGACATTTCCCTTGTGGCA
GCTCCGTCTGGTGATCGAGTTCTGGGACAGCAGAATGCTCCGAAGTCCTGGCAACTGCCA
TGACACTCTGCTGACATCAGAGTTTCTGCCTGTCATGAAGAATGCTGTGGATGTGGCTCT
GGACAGTTGGCTCAAAGAGAACAGTGTTGTCGTGAGGTCCTACATGAGGGGGCAGGTTCC
CTCCAGAGAAGCCCAGTCCTTGATGCTGGCCTGCTTCCTGATTTATCGCTCCATCCCATT
TCTAAAGAGCTCGCATACACAGCTGGAGGGCTGCACTTCATTTGGGGATTTGGTGTCCCA
CGGCAGCCAGCTGGGTATCCCTCTGAGAGACTTGCTCCGGCTTGTACCCATTCTGCTGGA
CTCTCCTATTGGATCCCACAGTCTCCTGGGTTTCCCTCTGCAGGCATTTTCTTCATGATC
TATTTAACTGATGGGCAGGTTAATAGACTCAGAGATTAATGTTGCAGTTTCAGATGGGAT
TGAGTTCAACACACAGTCTGTAGTACTATGTTGCTAGTATGATGCAAAGTTTATGTAGCC
TTGAGTGGGGATGTGGCTACAAACTGTCTTGTTCTAAGCTTGTTAAAAGTGGAACAGAAA
TGACAGTTTTTGTGTAATATAGTCTTATATATAGGATTTTTTACAGTTCTAAAAAGGTCT
GGTGCAGTCATCATGAGGTTTATGTGCCATTGTTGTGTAACAACAAACCTGAGGTTGGAC
TTTTAGAAAAACTCACAGGCAGCTTCATCCTCTTCCTGCTGAGTGCAGATGTGAATGAGG
ATTCTGTCATT
>CL9584Contig1
ACGAGGCCTCAGTTTGTCTCCCTCTTCCCTTAACCCGCTCCTGCGAGCCCTCAAGCTCCA
AGACAACCTCACCGAGCTGCGCCTCTCCGGCAATCGCCTATCTGACACCCTGTTTCCTGA
ACTGGTAGCTGCGGCAGCCACCACGCCCCGACTCCGACTGCTGGACATTTCTGCCAATTC
CGTGACGGGAGAGGGGCTGGAAAAGGCCGTGGATGCTCTGAAGGGACAAAGCCATTCTGC
ATTTCCGTGTCTGGAGGAGCTGGATCTCAGCATGAACCCTCTGGGGGACGGTGTGTCCGA
GTCTCTGTCCTGTCTGCTGTCCAGATGCCCCCTGCTTACCAAGCTGTCTCTGCAGGCCTG
CGGCCTCACCGCTCGTTTCCTGCAGCAGCATCGCCTGCTGCTCGCTGGCGCTCTTGCAGC
TTCGGACCATCTAAAATCTATATGCCTATCCCACAATGCACTGGGCTCCACTGGCTTTGA
GCTGGTCCTGAAGACTCTGCCCTTGCATTGTCTCACACACCTGGACCTGTCTGCTGTCCG
CAGAGGTCTTACAGACGGCCCGGCACTGGAACACCTCGCCAAAGTCCTGACCCAGGACTG
TACTCTCATCCAGCTGAGTCTGGCAGCAAATGGCTTGACTGACAGCAGCGTTTCCGCCTT
AGCCAGGTGCCTGCTGTCGTGTCCGACCTTATCAAGCCTCGACCTGTCAGGAAACCCGTC
TGTGACATCGGCGGGACTTAACTGCCTGCTCGCATCCTTGAGAGAGGCTTCCCGACCGCT
GAGTCTTCTAAACCTTAAAGGTTGTCAGGTGTCAGGCCCATGGAGCAGTACAGACCTAGA
GGATTTAGCGGAGCTGGTCCAGGATCTCCATCTTTGCTCTCAGGGCCTCAACAAACTGGA
CCGCGACGTCTTAAAGCAAATCTGGGACAGGGGTCAGCCACAGGGACGCTTCCTGGACAG
AAACTCCAAATTCCTGCTTTCTGCTGCAGCCTCCACATGATCATCTCATCATGGTTTTTT
ATATTTGGAATCCATCAAGTTATCTCTATAGTGTTTTTGCCTTCCTTATTTATACAAGTA
AAGACTGTTCTCAACCCAATCAATGATTGGACCAGAATAAAGA
>CL9585Contig1
AAACNTTTTTTTTTTCCTACNTTTTTTTTAAANTTTATTTTATTTTTTTTCAAANTCNNG
NCTTTTTGTAGAAAAAATTAGNTTCNANAAAANAAGGGGNGGGGGGGGGGGGCAGCTGGA
ATATTTCATACGTCCATAAACTGCTATGTACAAGAGTATTTACATTCTAAAACTCTGTTT
AGTTTTCCAAAGCAAACGTCAGTAAACAAAGTTGTGATCGTGTTCACTGCAGCTCTACAA
ACTAGTTACAAGCGATGTTTATACAGGTATGGCTGTCGTTGGGTTCAGACGACGTACGAG
CAGTCGCTCCACAGAGGTTGGCGTGCAGAAATCACAGGTAAATGACATGGCGGCAGAATA
AACAGATGAGAGCTTGGTGGAGAAAAGCTGCATGTGGCTGAACATACAGTTCCAAAAGCC
CCACGTCAATCAATGAGCTTCAAATCAATTTTAGATAAATGTGAAAAGTTGTGTGTGTGT
GTGTGTGTGGGGGGGGGTTAAAGCTAAAGCTATTACTTTGCAAAATCATTCAAATACATA
TTTTATGTTCAGCCACTCAACTATTAAATAAAGTTATTATACCGATGGATTCCACAAACA
GAAGGTAAAAGCATTAAATTAAATATATAATTTTAAAATTTCATTACCAAGAAAAAAAAT
GGACC
>CL9586Contig1
TTCGGCACGAGGGAAAACTCTTATTTTGTGAGTGGAGACTTGGGATCGCTGCAGATTGGT
GGAGGAGGTGGTGGCTTTGCCCTGTGGCTGGATGCTGATCTGTACCACGGTGCCAGTTTT
TCCAGCTCTACCTTTCACAACGCAACACTTTCCACACATGAAGACTTCATCGTACAAGAT
GCCGAGGTCTGGACCGTGCAGAACTGACTGAAAAATAGTTACCCAGCGAAAAAGCTGCTA
TTTATGGAGTTATTCAACTTCATGATCTCAGGGAAAATGTGAGGTCGAGACACTACTTTT
GTTTAAAAAAATGTGTTTGGGATTCTGATAAACAGCCTTTTGCATGACTCCCAAACGATT
TTGTGAACCTTTTCAGAAAAAGGTGCTGTGCAGGTTCCATCGCATTGGTTTCATGTGCTT
TTAACTTATCTATTTGCTCTTTGCAAAGTAGGTGGATGTTAAGGAGATCATTATGATGTA
CGGTTGACCAAACTAGCTGTTGTATGTTTTAAGTCCACAGCAACTGGAAGCACATTTTGA
ATAGAAACCTATTTTTTCAGTTCTCTTAACCTTAATTCATTTGTTTATGTTTAATTTTTT
TGTCTGCAACATTGCATTGTGTTTGCGATGCAGTATCTACATTTTGTTGTGTTCTAATCA
GCTTTCATGATTACGTTTTAAAGCTGGGTTCTAAAAATAGCCCATCTTAGTTGCCATTCA
AAGTTTGGTTCTGAAGTAAAAACCAAACCAGAGCAAAAAGAAATTAGAGATGCACTTCAA



ATAGTTTGCTGTATACTCTTTGGTGTGAGTTTTTTTATTTTTTTCTGGAGAATTGAACCT
CTGCTGTTCTGATCTAAATGCTTGTAATTGCACAAAATTTTACTGTATGACAGCTTCTTA
TTTTATAAAGGACTATTTTTTAGAAAAAGAATAAAGCAAAGTATATGTGAATGTTTTTGG
TTTGAGTATGACTGTGCATGAGGGCCTGCTGTGCAGAGTCCTTCATTTTTGAAACCTCAA
TAAAACT
>CL9587Contig1
CTCTACTACTGAAATTGCTGACTATTTTCATGCTCCACGTTGGAGTTTCTCTTGCAGGTT
TCATTCCCCAATTTGACATGAAATTCAAAAGAGTTGGAGAGGACGTCCTTTTAAACTGTC
ATGTTAAAGAATCCTCCGACCAATGCTCCAACAGTACCTGGTCATTCAACAGACCCTCCG
ATGATCGCAACATGAAACGAATGATCTTTGAAGAAAATGCTGACCAGAGTTCAGCTACAG
ATTCCAGGCTGAGTTTGAGCAGAAACTGCTCTCTGCTCATCAGAAACCTCACTGCTGAGG
ATGGTGGTGTTTATGGCTGTCATAATGAGATGGCTGTGTTACTTGGTATTTTGAGTATTA
CTTCATCTCCACCAGATGTTAAGGGATGGGTCGACTTGACATGCTCTTTAAAGGGTTTGC
AGAAACCTGGTCAATGCGGTCCAAGACTCATNTTCGGGGTGGATGAGACAGGAACTCCAC
TGTCTGATAAAACTCCCTGAGTTTGAAGTTAAACAAACAAATAACTGTGATNTTGTTNTG
AGTGTGAAACATGAGAGTGGAAATAACAANAGATTCACNNGCCAGTT
>CL9588Contig1
ACACAAAACTGAAGCAAACTAAACAAAAGCCTTCAGCATCATTTTAGACCAAGGAAAACA
ATTTAACTGAAGAAGCAGTTTTTAAATATTCAGAGTTTTAAATAAAAACAGGTCAAAAAA
GCAAGTTTAGTAAAATGTGAATGAAAGGGAGAGTCTGGAAAGAACATCCAGAGACAGAAA
TGTTGCATGTTTGCCATTGAGAGGAATCCACTACCTGCATAAAAACCAGACATTTCAAAC
AAGACAAACTCATCGGCTTCTGCAGACCCCGGGGTTAAACAGACACTCCAGTGCTTAACT
TCAACAAATAACTTCAAACTCATAACACTCTCACCTCATTTGCAACTCAGTCAGCTCCCA
ATGAGAACAAAAATTTAAATTAGCACTCTTGAATCGGTTCTTTAAGAGAGACCAAGTCTC
CCGTACAAAAAGTATGTACTATCATCCACCAACAACTATATCAAAGGTAGCATTCAAATG
CAGCAGCAGCAGAGAAAACGGCTAAATGAAGCTGGATGGGGGGCTGGATGGGGGGCTGAA
GGGGCCTGTAGAATAAAGTCAGATCAGCTAGTTTTTCAGCCTTTCAGCTCATCTCAGACT
ATCTGTAGTTGTAGTGGCGTCACAGGAGCACATCCTGCTATTTTTATCATTAGACCATTG
ATAACAGTTTTGTCATCAACTGACTGTTAAGAGCAAATCAAACACATAATCAAAAACAAT
TATTGCAGTTCTTACTTCCAATTTTTACCTTTGTTTTTTTTTTAATCCAGCCAATATCCA
ACAGTCCATTTGACATCATTACCGGCTAAAAGTATCTGGCAGGTTTAGCTTCAGGCAGAA
GCGTCAGAAAACATNTGCACAGCAGGATGAATCATCTGTCCTGCAAGCTTTACACCGAAA
CATTTTTCCTGATTTGAAGCAGAAAAACCCATGGTGAAGTATAGATTACCATGGATATTC
ATGTATTGCTGCCACATCCCAATTGATGTCTATTTGTACACGCTCCCACCACAGATTAAA
TCTCTTAAATCTATGGATTTAATAGAGTCTAAAGCCGTGTTTGTCCCCGGGCATAA
>CL9589Contig1
TATGATGATTGCCATTTCAATAGCTGTGAAATTAGGTGATTTCTTTCTGAGTTTCAGCCT
AGCGTTCTGTATGGGTCCTTAATGATCTGAATTAGAAGTAGTTTGGATTTTGGTGGTTTG
CGTTCCCTTGTTGGAGTGTCACTGTAACTACTGTATTGCAGACGATAAACATTAGTTGCA
TTTGTCGTTTCTCGGGTGTGTGCGTGTTATTGCATCAGTATTTTAACCTTATTCTAACCT
TTTCAGGATCATCACTGCATATAAATAATGTATTAATGTAACTTAATTTTTGTATTTTTT
TTTTGTNCTTTNCNCATTAANGTTTTTGNCTTTACNCATCTAAAGCTATAGCTNGCAGGA
TTGATTTAACTTTCNCGGGCTCNCNCCACCCNGNACNACCAGTCGNCTTTATGTGAGTTA
CAGGANCACTGTGAAATGCCGGGCGTGGGGGGTGGGGGTTGGGGGGGTCNNCTGNGNCCC
CNGNAAANCNTTCCNNANNNCNCACNCNANTTCANCANTTTCCNCNCNNCNCNNANAANG
NNNGNANGCNAANNCNNAANNNCNNCCCNNCNCNNCNNNCNNNNANNNGNNNCNCANAAN
NNC
>CL9590Contig1
TTTTTAAATGGNTGNGCNATCTTTGTACAGTGAGGATGACAGGCACGTTGCGCTGAAAGT
CATTAAAACTTCCTTTGTCCCCCCAAAAAAACCTTTAAATCCAAGTCATTGCTGTTTTTT
GTAACACTCCATTTACTTTTACATTTAAAAATTCACGAGCATGATGCATTTTTTCTGAAG
CACAACTTCTTCTGTAAGGGTATTCTACCTCGGAAATGAACACGCTTAGTGTTATGGCTA
TTTTAGGCATTGAAACTGCTGATTTGACAGCCATACCTACATTTCAGTTTCATTAGGAAA
AAAAATGGATTTGCAATCTTTTTTTTTGTTTTGTTTACATATTTGGTTAGATGGTTTGAC
TGTGTGTGGGTTTTCTGTCATCATTTTGTGCATAGAGCTCCTAGTTATCTGGAACCCCTC
CACCCCAAATGGTTACAGCTATGCAATGTTCAAAAGTTAATGGCAAATACAGCTTTGTTT
AAATATGAAGCAATGATATGCACATATTTGTTTTACTCTGTAAACTGGCAGCAACACTGA
AAGTAACGTTGTTCTAAAGAAAAAATCCTGTATTAAACCAAATTATGTATAACAGAAATG
TAAAGTGTTGATTAAAAACTGCTCCAATTTCTTTTTTATTTTATTTTGACAGATGCGTCC
AGTGTTTCTTTTCTTGCAGCAGTCTATGCATGTGACATACACAAGTAGCAAATCTATTAG
AAAATCTTTACATGTGTTGTCATTTTATGTATGTTTTTCATTCCCGAAAC
>CL9591Contig1
CTTTACATACATAGCTGTTAGTGTGGTTGACTGGCAGAGTGCAAGATTTTGTAGTTTATA
AAGAGTTGAAGTCCTGTTTTCTCAGAAAAGTAGAAGTTCTTTTTTTACATAAAGGGAAAT



ACTTTTTCCTTGGTTCAGAATGCTTTTTCTTCGCCTTTTAGGTTCACTCTATTTCTGTCT
ATCTCTAGATGGAAAATAAAGACGTCATTAAAATGTCTACAATAGTTCATAAAGAATGAC
ATTATTAGCATGAGCTGAGGAATCTAAAGGCTGTGATGATCCTGGTGTTGGGCAACAGGC
AGCTCTCCTCCGCGTGCCCCGTTTCACCTGGCAGACAGAGCCCACCCCACCCCTCCCCTT
TCGTTCTCACTCGCGCAGCCGCGTGTGACGCAG
>CL9592Contig1
ACAAAAGCAAGCTGTTCATCCAACACAAATGTATCCTTTCCTTTTTCTCGTGCTACAGCT
GCATCCACAATAAGAGTATAACCAAATGTCTACAAAATAAAAGTGCATCCTACACAGACG
TTACTGCTGAAAAAAAGAACAGTACCAGAAAGGCTGGGAAACTGAAATGTACTGTACAGA
CAGTTGGCCTCAGCCGATTCAGGCTTGAACATTTGAGCATTTCTGCTTTCTCTTTTACTC
TCAAGGACGTGGAACATAGATGTTCCTCTACAATCCATCCAGCAGCTCTGACACAGGCNA
TAAATTAGACAAAGCAAAATTCTAGTACTTTACGAAAAAAAGAAGGTTGCATGCAGTAGG
TTAAATCATAAAAGAATATAAAAATATCTGAGCACCCTGCGTTTTTCATGCTCAAGGTCA
GCTTGCACCTGATTAAATAGTGATGACAGAATAAACAGAAAGCCTCTTATCCGCAGTTCA
GGAATTCAGAATTCCCTTTTTTTTTTCCAGCTCAGCGGGACCAAAACAGTTCANAGTTGT
GCTGAAGG
>CL9593Contig1
GATCATGACNGAAACCTCGCGAAAAATATAGATATAAAACCACCCCCTGGGATTGAGGTG
CTACAAGAAGCAGCAACAGCTGCTCCATCTTTCTCATATTTTCTTAGTTCCTACTATGTA
AAACTGAGACAAACACAAGTGTGGACAGGTTGCTCCTGGATTGGACTCAGTGTTAACCGG
TTGAACTGAGACACCAAAAACAGATGAAAAGACGCTGGAGAGGTTTAAAAACAGAGCGCC
NCANCCCAGCAGTGGATTTACAGGAGAAAATGTTTGTTGTATACAATGAAGGAATTTCTA
ATTCAGCTGCTTAGTCTGGAGCTGAGAGCCCCCTGCTGGTGCATTCTGGAAGTGACAATT
AATTGGGAGAAGCCTTCTGCACCTGCACAGGANATAATAATCTAAATTATGACCAGCAGC
GTTAATGGGGCAATTTTTACCAACAATTTACCACTAAATTACATATATTAATCATTTAAC
ACATATTTAAATGCTTTGGAAATAATCATCTTTCTTAATTTCTCAAAAATGTATCAGAAT
GGCTTTCTGACTAAAAGCTTTATTTAACAATAACCTAAAATTAAAACTCGCTGACCAAGC
AGCTTCACAAATTCCTCCATATGTTGCCNTGGAAACTGTACAGATGGGTTGCACCAAAAA
TGTCAATGCATAGA
>CL9594Contig1
TCGGCACGAGGCTGGACTTCAGTGACCCGAGGAGAACATCTGGACCTCAGTGACCCGAGG
AGAACATCTGGACCTCAGTGACCCGAGAACAACTGGACCTCAGAGACCCGAGGAGAACAT
CTGGACCTCAGTGACCCGAGGAGAACATCTGGACCCGGTGAGCCTGGAATGAAGTCCACA
CTTGATGGAGCTCTCAGCCCCGTTGGGTGAGAACCGATGCGTCGTCTGGGTGGGCGGAGC
CAGAGGCTTCCATGTTCTGCTGCATTACTGTCTGAAACGGTTTGATTTTTGACCGACATG
CAGCCTGACGGACTGAAGACCGCCGTATCTACTATAACAGAATTCACTTCCTAAAGCCCT
CAGATCCATAACAGCACCTTTATTCTAACAGTAAAACTAATCAATATTAAAATGATTATT
TCCAGTATTGAAGATGGCGGGTCTGTCCACGTAAAATGTCTTCAACTTAATGACATTTCT
GGGATTGAAACAGATCAGTTTCCACTCTTCTCTGA
>CL9595Contig1
AAGGGGGGGAAGGTAATGGCTCAGAGCAAACTGCATCCACTGCTGATGAACTGGATGTCT
TTGGACCAATGGTTTCCAATCCTCTCTCTCCCAGCAAGGCACAACAGGGGCAGTCTAGTT
CCAGTCCTGCTCCTCAGCAGGTGGACTCCTCCAGCTCCTCCTCTGCCTCCACCAGCACAA
AGGTGATGGAGAAGAAGCTTTTATCAAAAGACTCCATCCTGTCTCTTTACGCCAGCAGCT
CCGTGGGCATTCAGCCACAACAGAGCCAGCAGCAGCCTGCAGAAGGACCAGCAGGTGCAT
ATGTGGGCCAGCCTCAGATGCAGTTTGCCCCGCAGTGCTTTGGCCCCTCTACGACTGCAG
GAGCTCCTCCTACTGCCATGATGTCTGCTATGACGCTGATCAATGGGGGCTACATGGGTC
TGCAGCAGCAGCAGGGTGGGCCCCCAGCTAACCAAGGACCAAACATGTACAACCTGCAGC
AGGGTCAGCAGTGGAGCATGAGCATGCAGGCGTCAGGTGTGGCAGTGAGCAGTGCAGGAC
CCCCAGCAGCCACTTCAACCCAGTCAGGCACCTCAACAGCCGGGACCACGGCAAGTTTGG
CACCAGCAGCGGGCCAGACCCTCAGCAATCAGCTGTGGAAATGAGGACGTCGCGAAGACG
AGGTGATGCCCGCAACCGAGAGCAGAGAACGCGATACAGTGACAGCCCCTCTGTCCCAGA
ACCAACTCGCCTTTACTGTGGTTCCTTAAGCGGACCAGGAGGACATTATAATGAACAGAG
TGAGGAAACACATTCCTGCTGTCTCCTGTCTTTGTTTTACGTTTGTCCTCCTTCTTTGTA
GTTGTCAGAAAAAATGCAAAAGTGATGAAGGGTGTTGGGTCAACAGCTCCAAGTTGTTGT
GGTGTGTTAACATTAGCTTTTGTGGTAACTAAAATGGACAATTAGTGAGTAGTGCTTCAT
TATCAAGAGTAGTTATGGATATTTTGTGGTTGGTCTGTGCTACCCCACCCTCAGCTTTCT
CTACAGCGTGTATTGTAGCCCCCCCCACCTCTGCAGATTGTCTGATCATTGTGGGGTTCC
TGTGAAAATGGAGGGGCCTCCCAAGT
>CL9596Contig1
ATGATTTATTGCAGAATTCACATAGACATCTTTTGTNTAACTGATATAACTTATCTTTCA
GAAATTACAGTTAAGTGATACAATAAAATCCCAGAAGTAGTTAGGTTTTTGTAAGGAGCA
ACAAATTACACATGAACTTCTTCATGATACGTTTGTTAAGGCAATAGTCACCATTTAAAT
GTTTTTAGGTAAGTATAATGAAAGTTGGTAGTTCTTTATGTTTTGTTACTGCTTATGTAT



ATGCATAGCTGTAACAAAAGTTCTGAAAACACTTTCCTTATTGTTTCAAAATCCATCAAC
AACAATAAATCCTTTTTTTAAACTTTAAAACTGTTGAAGTTTTTATACATATACATTTAA
AGATAATTAACAATAAAGAAAAAAAACATGTACATTTTCATCTTTGCCATGTGATTTGTA
AAGTAAAACAAACAAACATAATAAATATCAACTCCAGTTGTCACATGAAAATACTCAGAA
TGTTCCCTTCTGCGTTTCCTCGGTCATGGAGGATGAAAGGCCCCTGTTTAGACTAAAATG
ATTACATACCTTCAAATCTCAATCACTCTTCTCACTTTCAACACTCATGAAAACATGGCA
GTGCAAATAGGACTTTGTACACTTTTAACATTCCTGTTTTTAAATCTCGTAAAGGTTTTG
CTTCCTCTCAGGCTTCATGCTACATATCACAGAAATCAAGCCCAACTTTTGGCACAGTAC
TTTATATGAAACACTGTCTCTGTCCCTTTGAAAAATAATAAAATTGTGCACCTTAGCAAA
CATACTTAGTCAAAACACCTCTGCTTT
>CL9597Contig1
CTCAGATTTGTTAATTATTAGGATTATTATTCCCTATTTTATCTGTCTTGAAATTTACAA
GGTTTGGTCAAAAATACGTTTATTTAACCTTTGCAGTTTCTTGTCACCTGTGCAGGTGGA
TGAAGAATGTTTATATGTGTCTGCTGTGTGTTCAGTCGTTTCTGGTGTAAAAATACAGGT
TTTGTGTTTAAAACAAACAAAAAAAATAGAGCCAAAAACATCAGAAAAGTGAATGTAAAA
TTGTAAAAATACAAATGAAATGCACTCCATGCAGCTCAGAGCTTTCATTTTCTCAAATGC
AAAGTCTGACTTACTACTGAAAGGCTTCTCCTGGTTTGATTTGCTCTCAAATGCTGCATT
TTTCAGTAAAGTGAAGGACGGTGGAGTTCGGATTTAACACGATGGAGGAAAAAAAGAAAA
ACAAAGCAAGGCTGATGTCTGCACCTAGGAACACAAGGCTGCATTGTGGGAATTCTCCTC
ATTGCTGTTTGAATGTCCTTCATTTGTCGAGGCCTCTGAGGGAGGGGCCAGAGCTGTTAT
TTTTGGTCTAATGTGTTTTTGAAGGACGTGATAACTCAAACGGGAGCAGAAATCGCACCT
CAGATGCTTAAAGATGCTGGAAGGCAAACCCTCCACGCTGGAGTAGGGAAGCAGGCTGAG
TGTCCATCTGTCAGACAGAGTCAGTATGTTCCCCCAAATGTTTAAGAAGCTTCCCCAGGA
GAGCCAAATCATCTCACCAGATCAAGGAGAAGCTGTTTCTGAAACAGATACGACAAGAAG
ATGAAGTCATTCTTCACAGCTTGGTGTAGAAACAAGAAAACAAGTTTTTCATGCCTCAGA
AAATGATGCATATTGACGAGTTAACTCTAATTTACCCATTAACAATACCCCAGGGGAAAA
GAAATGACTCCATGATGCAGCTTATCTTTAACATTTCCCAAACTTCCTGTTTCCAACGTT
AAATTTATCTCTGATCTGCAAGAACACGTCATTTCTCACCACTGGTAGCAGCGATGAGAA
ACCTTCTGAACATGTGACTGCACACTGTGAACCGCTGAAGGAAAACGATGCTTTGTGCCA
ACTCTATAAAGATGGGTTTAAAAAAGAAGCCTTAACGGACCAAAAATGTGTGTCACAAAT
GATCAGCGCTTCGCCCAAAAAGTCTGATGCTCTCACCAGGGAACTCAGGAAAAGATGCAA
AATGTGCACATCCAGCTCTTTGTGCCAATTTTTCATAAGAAAAGAAAAGTTATCCAGAGT
TTTAAAAAGGTGGTGTATATAATTCAGCCAAAGTATGTCCTTTTTTTGAGTGTCATAGTG
ACAAAATGTCTGAAAACACGAGCTTGAACTGTGATTTACTTGATTATTTATCTGAAATGT
AGGAGCCATGAATACCTGTCC
>CL9598Contig1
ACGCGGTCGCACCACGCAGGTACCCGGCATTTTTCACTTGAATCCCAATTATCAGAGCCA
GTGTCATATTTGTAGGTTGGTTGAAAATTGATGTCTCCTTCTTCAAAGCCAACAAAGACG
GCCTCCTCATCGATTTGCTTTTTGAGCTGATCATAAGAGTGCAGCGTCTCAAAGTCTTTC
TTGCTGATCAACTCCTTCACTCCGTCCACATCAAGGTCACTGATTCTGTAGTTTAGGTCC
CCGATCCATAAAACCACATCGTGCTTCATGATTGTGAGTGGAGGCTGAGTCAGATCCAGC
TGGCGGAACTGAAGGCGACTGCAAATGTCTTTGAAGTCTTGGTTACGTCGCTCATATTCC
TCAACGTGGGCAGCAAGGTGAGAGTTGACGACACAGATGTCGGAGTTATGAAAGCGAAAG
CGGATGGCCACAGCACCTTTGTTTCCCATTCTTCCCATGATGCCGGTCCCCACAGTCTCA
GCCTCCAGATCAGAGATGAACTCTGCGTGCTCCGTCTTCACATAGAAAATCAGCATGATG
CCCACCAGACGTACCAATTTCACTAAAGCATACTTGGCATCTGGGTGCAAACCCTCAAAC
ACAGCCCTTGTCCACTCAGGCTCTTTGGGGGTGTCAGTGAAGAAGAAGGCCTCTTTGCTG
AGGTCAAGCTCCTGAAAACCCACACAGTAAATGTCAGGAGGATGCAGGGTGCAGCTCAGC
CAAGGGCGGAGGCTTTCCTTTGGCGTCTGCCCGTTCACGTTGTACGTGCCTAGAAAAAAA
CTGAAGTTCTCCAGAAAGGTGTACACATCCTCGCTTTTCAGCAGCTCACACTTGATGAGG
TTGTCACGCAGGCCAAACTGCGGCATGGCCAGAATCTGTGCTTTATTTTCAGCGGTGTGG
CTGGACGAGCGCACCAGGTCATTCCGGTCTTCTCGACTAGAGAAGCTCTGACTCTCCTGG
ATGGAGCTCCTTATGGAATTGTCAGAGTCACTATTATTTGTTTTGTCCTTTTCCAAGGTT
CCCTTTTTGTCTGATGGTTTTTCAGAGACTTTCATCGCCCTAGACATCTCCTTGTATCGA
TTCCACGCATTCTGGGCAGGAGATCAAGGTCCGGCACATTTCAGACCTGCCCATGCTAAC
TCTGTAGGAGGAGTTTACAGTAACCTGCCGCAGTCAGAATGACAAGCTGCTGCTGCCCCC
GGCCATAATGCCCGGGTTTACGCGC
>CL9599Contig1
TCGGCACGAGGCGTGAATTTAAACACGCATGTGCAGTGACGTGTTTCAGAGGATGTCCGA
TTGGCCGTTCTGCATGTCAATCATGTCCCGTACTTCTCAGTGAGGTTTTGATTGGCTGGT
GGATTTTTAAGAAGTACTTTTTTTTTGTTACTTATCTTTGCTGACCTGCGATCTAGCCTC
ATGTCCTTGAAGATCAACTGGTCGATGGACGTAACGAGCACACCTGACTTATACAATTTA
TAATAAAAATGTCATTGTTTTTTCTTTTCTTTATTCTTCTCCAAACTTAAATTGCATTTC
TGTACTATTAATATGTTATTTACTTAAGTCATTTCAATGAAAACAGATTTAAAGTTAACT



ATGAAGTCAAAAAAAGTGACTTTGGTGTATAATTCCAAACCTTAACTACTATATCCTCAT
TCTTCAAATTAGACTACATATATAGAATTTTCGGGCTATATTTTTAAAGTTTAAGTACAA
GTATTTCAAAAACTAAAAAGTAAAAATACACAGGTCTGTGTGAGGTGATACTGTGGGTGA
CCTGTAGAACGAGGACATAGTATTCTTTTCCCAATTACTTTACAATCACGGCTGCAAAGG
TAGGAGATAATCGATAAAAATGCCAAGGATTAGTTTTCATTTGTAGCTGGTACTAAAAGC
GTTTTTTCTTTGAAATCGAGATTGGCTTCTCTTCCCACGGTCAACGGGGGATTGAAGACT
CGAGTTGGCATCAGGTGTGTAAAATTTTTATAAGATCCCTCGATCAAAAGTTTCTTTCTC
CTATATTGTGCAAAAACGTGAAAATCGCACATTAATTCTTAGGTTTTTGAATATTTGAAA
TTTTGAATATATTTTTTATTTTGNT
>CL9600Contig1
CCCGCCGTCATCCCCACCGCGGCCGCCGGCACCCGTGCGGCGGCCTGCGGTAGAATTCCG
GCGCGTCGTCGTCCTTTTGCCACTCGTAGTTCCCCGGCGGCAACGGCCGCTCGGTCAGCG
AGTCGAAATTGTATCTCTGCGCAAAATCCTGCGCGCCCTCCTGCGTGATCTCCGCCAAAT
ACCTCCGCGTCTCCTCCGGGTCAGGTGTGCCGAAAAGCGTCCTGCGGACCTGCCGGACGC
TGTCCTGCTGCCGCGCCTCCACCCGCTCCACCGTGGGGCTCCCGCTGGAGAGGCGAACAT
CTGACATTGCGGCGCGCGAACGAGACGCTCTGAAAACGGCTGGTTAGATTCCCGAATGGT
GTTTCCTTCAGACGCAGCTGGAGCGCGCACATGCCGCGCGTATCATCCAAAATGCGCATA
AACAGAAATAATAGTAAATCGTCTCCAAAAAAGGTGCCAAAAAAAAGAAGGTGGTGGTGG
TGGGGGGGAGGTTTAAATGGAGCCACTCCTGTCAACTTCGTAGTAAGTCAGATGCGTCAA
GGCACAACAACCAACATGG
>CL9601Contig1
CAGGGAAACTNTTGCNCATTAATTAAACTNCTGAAANATTTATTGACTTAAAANGATATT
TTTTAAGAAAGCNCAAATCCNTTTATCNCTCAAAANNGAGTTCATNGGAAAATNGGGGAA
CCCCGTTTTTTTTTTATNTTAGATTAGGATGTCTCGTTATTCCAGTTATCAGCCTTGTTT
TCTTCTTTTCCTCTTGTCTCCTTTGCCTCATGGCACNGCNNNGGTCACATTCCCTCTTTT
AACTTAACTCAGAATGTCTTTCTTCTCTGCCCTCACTCTCTGCCTTCAGCAAACACACCT
CTCCCAGCGATTACATGCCCAAAACAGCACCCCTCTCTGTCTCCCACTCGTCTTCTTTTA
TGTTTTCTCTCTCAATCCACCCATCTATCCGTCAACCCCCCACACTTTCTCTTTCTCTCC
CACTCATTAGTCTCCCCATGCTGTGGGTTGTGTCTCCCGTCTCTGTCAGAACTGTTATCA
CTGCTGTCAGCTCCCTTGGCGAGAACAAAGTCATCCTCTGCTCTCAGCAACACAAAAGAC
TCTAGAGAAATAAAAAGGAAAGATCCCAAGTCAGAAAAAAAGGTAGAATGAAGGAATAAA
AAGGAGGGAAACGTTCAAAAAATAGTTGGGGGTGGGAGCACCTGTTTCATTTTCATTCTT
ATGTATTGGCATCTGTTGGATTATAACAATTGATTTCTTTCTGTCATTCCTTTTTATCTA
TTGAGCACAGAGCTTACAGTTGGTAGGAAGATATGATTGCTATCTCTATACACATCAAGT
TCTTTTTCCCCATAATATAAATATCACCTTCTAAATCAACCTAAGCCTAGTACGTTAACC
TCTGATAAGTTACGATGTATTGAGTTGAGAAGAACAGCATATCTGAAAGACACGAGATAT
CCNAAGAAGA
>CL9602Contig1
TCATTTTGTGAGAGTTCTGTGGGGCAAACCATGGTTCTTGCTCGCTCTTGTTCCATGGAC
TCAGAGCTGTGGACCCCTAAAGAACATAACTGGTCCTGCGCTTCTGCCAATCTCCAACTG
GAAAAGATGGAGGCCTTCACACAGTGCTGCTGGCTCTGACACAGCGACGCCATGGCACCG
TCACAGAGGTGTGGGGAGGGGGCCTGTTGGTGAGGACAGCCTCCACTACACGACCTGGCC
GTGGAAACGTGATCACAGCCGGACTCTCTGTTGGGGCGAAGTGAGGCGCCGTGGCCCGGC
CACTCCATAACTGCTAAGTAAGTATCTCTGGCTTGCTAGAACAGCTTCCGTTGGACCTGC
GTTTATGGAGGCAGATGCAGTCCGGCCCTTTTTATTTTAATTATTCCCTAACGGCTCTGT
GATATGAATACTGGTGAGGAAAGCCGAAGGAACAAATTCGGAGTGGGGTTAATAATGCGG
CGCGCCGTTATGACAACATTCCCAACAATAACAACACTCTGTCCC
>CL9603Contig1
CTTTTATTTTGACGAGGTAAGAGCCACACATGTACAAAACATGATTCGGAAAAAGACATT
TAAGACAAAAATGTTGATTTATCGGCAAATTCCAGCAAATCCTGAACAAAATGACATTTG
AAGAGTGATTCCATCCAGATAAAAAGGTTTAAAACCACACATAAAACACCACAAACCCTA
AAAGCTGAGGTCACTTTAGACTGTTGATGAACTTGGCGTGCTCCTCTCCTCGCGGTAGCA
GAAGCTCCGCCCCCAGCTTTGGTCCAGTTTTCTCCTTCAGCATCCCGTCACGCTCCCATT
TGAACAGGCCGCAGTTGATGCAGTGTTTGTGCGGCAGTCGGTCCAGAGCGATGGCTCTCT
GCCCGCAGGGACACCGGAAAAACCGCTTGACGGCGTCGTGCCACCGCAGGTCGTGACTCT
CCTGGACGCAGCGATCCGCCGGCTTAAAGTAGGTGTAGCTGCACTTTTTACAGGTGACGG
CTCGACACTTCATCTCCTTGATGCCCTTCATCTTCTCCTCCATCTGCTCCTTCTTGACCA
AAGCATCAAAGTAGCGTTCCTGCAGCTGGTACTCGGCCGCTTGGAGGACGGTCTCATGGC
GAGATTTAGCGTTGAGGATCTTTTGGAACTCCTCANACTGGGATGTAGCGGAGCTCCTCT
CGCTTCT
>CL9604Contig1
GTTCGGGTGGATGAAAGCTCCACGCAGCATCCCGGCTCCATCAGGGATGACGGACAACAC
GACCGACTGGCAGCAGCACCGGATGATCTGAACAGGATGATCTGAACAGGCGGCTGCGGC
ATCGAAGTCAAAGAAACGTCTCGACTCTGCTCATCTTTTCCCGGTGTTGGCTAACGAAGA



ACGTCACTCGGACATCCAGCTCCTCACCATGGGGGTAACAGTCTACAACATCTCCGCCAC
CTCAGTCAGGGTGAGCTGGCCGCCGTCCCCCACCTGCCGGGACACGTTCTACAGCGTCAT
GTACGACCCCAACTGGAACAGCCTGATCATGGGCTACAAGCGCAAAAGCTTCAAACACGA
GGAGCGCATCCCCGTCAGTCAGACCGGCACACACCTGGCCAACCTGCTCCCCCTGACCGC
GTACTTCCTGTGCGTGACGTGTCAGGCCGCCGATCCGGTGCGGGAGCAGTGCAAAGTGTT
CAGCACCCTGAGCGAGAGCAGCGAGACCCACGACAGGGGTGGCTGGGAGCACATGGCGGG
GGTCTGGCTGACCTGCTGCCTGCTGCTCCTGGTCGTCGCGGGCCTCCTGGTGTGGGGGTG
CCTCCACAGCGTGTGCCCCTTCCCCGGGCGGGCCGCCGACAGCTGCCCGGTGGTGACGAA
CGTGAGCCGGCAAAACAGGTCTGCGTCGGCTCACCTCTTCAACCCCCGGAGCAGCAGCGA
GGACAGCATCAAGCGCGCCGCAGCCATCCAGCCCTCGCTTATGCAAGCTCACCCACCGTC
TGGTAATTACCCAGAACACGAGAGCTGAGGGTACCGGCTAAGCTGGCTGACAGCGAGCCA
GCA
>CL9605Contig1
GAGGCCTTGTGGTTCAACTGAAGCCCAAAATGAATTACAGCCACCATTATGTATGGGCCA
CACACTGCAGTGAGTGTTTGGTGTGGAACAGAAACCATTTTCCATTTGTTCCATGAGAAT
CTTTAATTTTTTTTAAAGCAAGGAATATAATTTGACTTTTTTCTTTTTTAAAACTATGTT
TTACTTTGAAAAGTTTCTGTATTTCAGTGAGAAACATATAAAAAGACAACTGGAAGCCTT
TAATTGTCCGGACGCACAAAAAATGAATGTTGACAGTTTAACATCATTAAGACTGTTTAT
ATTAGCTGTTAGCCAACAAGAAATTAAAATGGTCAAGATTTAGTATAAAAAAAAAA
>CL9606Contig1
CGATCGGTTGGGATCAGATTTAAAGCAGTGACCTGGAAATGTGTAAGTTCCAACAAAGGG
CTAAAATAGTCTTGAGGGCTGCTCTTTCATTTGTGGGCGCTGCTTTCACTGGTTGACATG
TAGACNNGNTTTGGATACGTTTACGTGTGGACGAAACACTAAATGAAATGGTTATAACGA
CTGATCTCCAAGGCATAAAAGTCTTTACAGTGAGCCATGTTTAACTTCCACCTGAAGCAC
TCATATTATTGTAGAAGCCAGTCCTCCCTCTAGTTCTTAGTGTGGTTATCTTCTTGATAT
TAAAAGTGGTGGTGTAGCTAGACAGCCTCGTTAACATATCCCATTTCTGTAAGCTTTTCT
TTTGGCATGATCTGTACAAGGCCCATACCTATACCCTGAACTTCTACCTAACTTTGGCCC
TGAGGACCATCGCACAATGTGTATGTGAAGGGGTATCAACCTCATTTTTCAGTATATGGG
GGGGTGGGCAGAGAAAATTCATAAACTTGTTAATTGATAAAGAGATATGTATATTTAACT
GATATTATAAAAGTACTTGGCAAAAGTCAGTCACCCTTCACTTCTTACAAATTGCTTCCG
AGGAGCCAGATTTTTACTTCTGTAATCTTTTAAAATGCACTGTTGAGGTTGTTCTTGATT
TATGAAGGACTGTTTTAATTTTTATTGGACATTATTTTGGCCTTTTTTCTGTCTTCTTTC
AGTCCACTTCTTGCTCTTGATCATTTTTAAAGAGTGTGAAATTGGTTCTATTTATTATTT
TTCTAGTTTTCATTTACATAAATCGGATTCCCCCATGTTACTGTATCAGGTGGCCGAGAA
AACAGAAAAGGTTTTCCGGAAATGGTCAAGAGGAACAAGTGGATTGAAAACTAGAGTCGG
GGAAAACTTGGAAAGCCTTTTGCAGAGCCAGGAAACAACTTAAAAGATTTAGGTGACGCA
GGACACAGCGGAAGCAAAACACAGCATAAGAAATAGGAGTGCCTATGACTTTTGCACAGT
ACGGACACACAAAGAGATGAATGAAAAC
>CL9607Contig1
AGGCACCCGGAGTAATGAGGCTGCCGAGGGGTCCCGACGGCACCCGCGGCTTTCACAGCA
TCACTGTTGCTGAGAGAGGAAAGTCTGCCGCCACTCAGACTTGATACTTGATACGAGGCA
CATCCTTATGCATTTCCTGCCCCTTCCAGATCCATCAGAAACTTGGCCATGTTTGCCCCG
CCCCCTCCCTCGAACATTTGAGACTGTGTAGATATATTTTTGTCAAGTGCGTTAGTTTTC
AGTATTTGTTATATTTTTATACGGCATTTTGCGTTGCCATGGTAACATGAGGGATTTACC
AATGGAAATCAGAGTGAATGTAAACGGACGTTTGAGAGAGGGCGCCACGGAAACGGACCG
TGCTGCCTCCATTTCCTCGGACTGTGTGCTGGTTCGGGTGAGCCTGACAGAATTCCACCT
CGTCCACTTTGGTTTGAGCGTCCCATTTGATGTGCAAACCCCCTCCCCCTGCAACATTGT
CTGGATTTTAAATGTGCAAGTGGCACAGGCACATGGGTTTGATAGAGATATCACCATATG
CCTTCTCGTGTGTTAGTCTAATGTGAATTTCACTCTAGGATATTTTGAATTGAAGCCATT
TTTGCCATAAAGGTTGAATTTTTGTTGCGTTTTTTTATTCTAAGTTCATTTTCTGTATGC
TTTGGCACTTGCTACAGGCAGGTAGCTGCTTTATTTATATTTTTTAAGCTGTGTTTTCTT
TTCTTTTTTGCTTTGACATGCTCACATTGAGGTTTGAGGAAAGTTGAGGTCTGGCAGAAT
CGATGCACATGTGTTTATTGCCTTTACATCTGAGCTGGGGCATCTGTACATTGAAACTCC
TATTGTACAAATAAATCACTGAAATTGC
>CL9608Contig1
GAGGGGCGGCCAGCGGCGACTGGAACACCACGCTGGCCTGCTTCGTGGCCATCCTGATCG
GCCTCTGTCTGACCCTGCTGCTCCTCGCCATCTTCAAGAAGGCGCTGCCCGCTCTGCCCA
TCTCCATCTTTTTCGGCCTGGTCTTCTACTTCGCCACCGACAACTTGGTGAGGCCCTTCA
TGGACAAGCTGGCGCTGCACCAGTTCTTATATTTAGCGGGACGCCGTGAGCCCCCGCCCC
ACGTGCCCTCACAACAACACGAGAGGGCCCCCCCCCTTTTATATACNGAAAAAACTTTCT
TATAACTGGACGACTGTAGCAGAACTGCTGTTTGATTCAATTCCTGCTTGAAAAACTTGC
TCAGAAATTAATCTTCTCTTTTTTTCATTTTTTGCTGTTAAAAAATATTTTCCCACAGTT
AAGACACTCTTAAAAAGTTTTGATGCTGTTTGGGAAAGGGATTTTTTTTCTACCACTAAA
AAAAGCCACGGGGAATTAATTTTTCCTTAATCAAATCCACAAGAATTTTTTTTTTCANGT



AGAAATTGCTCATCTTATACCANGGTACAGTTTCAGTTAAATTTAAAAAAAAAGAAGCAT
TTCTNGAAACCNCGGTACAGAAATCCTNGNATTTTTTTGTNGTNGCTTCNCCCGCTTTGA
AACAACGGTNGGGGGTTTTGATGGAGTTGNGNGTAGCANCNCCGTTGNGCACAGGGTTAA
TACAGAGTTGTTAGNGCANACTTGAANATCTGTCAGTCANACTTAAAGGTNGTNGGAGCC
GATTACCCATCAATTGNGTTGCAAAAACCNCAAAGTTTTGACTTGTAAAAACGAANATGC
NCCGCCNGGTTCAAGAANGNGCNCACTTCCTTTGTAACTCAAACTTGAGANGCTCAAACT
TGCCAAAGAGACTCTGTGCAAGCTGTCAGAAAGAAAAAGGGGCTTTGCAAAAATAATCAA
TCAAGTCTCCAGAGAAACTAAGGTGCAATGTTTTTAAAGAACTGCTTTAAGGGTAATTAT
GATTATAAGTANGAT
>CL9609Contig1
AGCCGACCCCCGAACCGCCGGCAGGAGGCAGCACACACCTCTTCACAACGCCTGCGCCAA
CTGCTGCCCGAGGATCGTAGAAGTCCTCCTGGAGCACGGAGCAAAGGCCGATACCCCCAA
CTCGGCAGGTTACACACCGATGGACTGCCTGCTGCAGGTGGTGGAGGATTACCAAAACCA
GCATCCAGAGGCCATAGCTCGGTCTCTTTTGAACCACGGAGCTCCATCTGTCCCACCAAA
GATGCTGAAACAGTGTCTCGTCTCTCCTGCCACCCTGGAGGTGCTGCTGAACTCCTACCC
CAGCGTTCCTCCCTGTGAATGGATGGAGTCTCTCTCTGTTGAAGGGTGTGAGGAGCACCG
GCCTTTCCTTGACCTGGCGCGTGGGGCGCAGCGGTCAGCCTCGCTCCCTGCAGCATCTCT
GTCGCTGCGCGCTGCGTCCGCATCTGGGAGCTGGCTTCCACGCGGGAATCCAACATNTGG
ACATTCCCGGCTCCGTGAAGGAATACCTGCTGCTGTGCAACGACGGGACTNTCCACTGAA
TNTGCTTCCTCCACATATGTGGAAACTTTATTAAATATTACTTTTTGAGGTCCAAACGAA
TCAGAAGCATGTTGTNTTATTGTGTGATCCATCATTTCAGAAAAAAATATGTTGTTAAAC
GATGTAAAGAAAGTGTACAAGGAGAAAGAACGCATGAATTTACTTAAATCAGCTGCACCA
CAAATGTCAAAAATAAATTAGTGTTCAGCAGTTGATCCCTTTGGTAAAACTACCCAAAAA
AATCCCAGTATATAATATTAATGCTTTAAGTTTATATGTTATATAACTCCAGGATCAACC
AAACTGAAAAAAACACAAAAATGTTTAAAAGTTTATTTTTTTTTGGTGCTTTGATGAAGT
TCTGT
>CL9610Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTCAACATTAAATTTTTATTGA
GGCATTGTGCTCAAACACAAAAAGTGAACCTGACTGTAGGAATGCTCAGTCTGCAGACCA
CTTATTTACAGTAAAGTCACAAGTGAAAGGTTTGTTGTTGCAATGGTATTGTAAAAACAT
ACTAGCATACAGTTAGCAGTGGTTATAAACTGTGGTAGGAATCATATAAACATAACAAAT
ATATCTGTTAAACTATAATGTTCAAAAAGAGTAGAGCTGCTTTTTGTTCCAAACTGCTTC
TTTTTTTTTTTTTTTTTGCTTGGCACACAAGTGAGTTGGTAGTTCAGCTATTTTGTAAAA
AAAAAAAAAAAAAAAAAAAAACATGTCGGGCGCCTCGGCCTCTAGAATCC
>CL9611Contig1
CGCCTGTCTTGGTGCTCTGGCTGGCCATGTGCCTGGGCGCAACATGGGCCGTGGACAAGG
GCAACTTCAAGACCTGTGACCAGAGTGCTTTCTGCAAGCGTCAGCGGGCCCTCAAACCCG
GCGACTCCCCTTATCGAGCCCTGCTGGAGACCATGGAGCTGACAAACACCAGACTCACCC
TGCAGCTCATCAACGACAACAACAAGGTGCGTCTGCTGCTGGAGCTTTACCGTCTCCAGG
GAAACATAACGAGGGTGAAGATAAACGAGCTTAAGCCGCTGAAGCCTCGCTACGAGGTCC
CAGACGTGCTCATCAGGGACCCCCCTACAGAGCCCCTGTCAGTTCTGTCTCAGGATGAGA
GCGGAGTTGTTCTGTCCTTGGGGGCGGAGTCTCAAAGGGTCATCGTTAGCGTCCGGCCCT
TCCGCCTGGACATAATGGAGGGACACGATGTCCTGATGTCACTGAATTCCCGCGGCCTGC
TCGCCTTCGAGCACCTGAGGATGCGCAAGGACACTCGGGCAGACCCCGAGGCTGAGAAGA
AAGAGGAGGCCGATTCTGCAGACCAGGCGGAGGCAACCAAGGAAGAGGAAGAGAAAGCGG
AAGAGGGGATGTGGGAGGAAACATTCAAGTCCC
>CL9612Contig1
CGGTGGTGACACATGTCCGTAAGCCGATAAACATTTACGTCAAGACCAAGCGAAGAAGCA
TTGACAAAAAATGTCTCGGCACAGAAATGTGCGGGGTTACAACTACCAAGAAGACTTTGA
GGATGATGATATATATGGACAGTCTGTTGAAGAGTATGACTGTATATCACCAGCTACAGC
AAATCAGTTCCTGTACTCACGTCAACAGAGGCAAGTATCTAAAGAAGAACCTCTAGAGGA
GGAAGGATATGAAGCTGAAGATGTTGTACTGTCACCAACCATCGATCCCAGTCTGGACCC
CTTGGACCAAGCCAAGCTGTATTCCTGCCTTGACTATATGCGGACTGTGTTGGGCGAAAG
GTGCCAGAGTCGGTCCTCACCCAGGCAGCCATAAAACATGGATTTGACCCACAGAGAGCA
CTGGATGCTG
>CL9613Contig1
GGAGCGTTAGGTTTTATGTAAATGAGTCATCCAGCATCTGCTAACTCCACCTCATTCACA
TTTTGATGGGATCCTATCTGCAGACCTGAACTGCACGGTAACATTGGAATCACTGAAGAT
GCATGTTAATATCAGGTGTAAAGAGGACCAAAGAAAATCTGTTTTCGTCATATTCCAGTG
TCAGATTAGTCTCTGTGTGACCATCATTCTGAAAACACATAGTTGCTTGTTAGAGATCAT
AAACCTTGAAAGTGCAAACAGTTTGCAGCTGGACTGTTCCTTGTTTTAGATGTCAAAAAC
AAGCATCATGATCACGTAATTTTCCCCGTTTTAACATTCAGATGGATCAACGTAAACGGC
CCTACATTTCTGGAGACGCATTCAAAGCGGCACTGTGTGTCAGTAAACCATCCTTGTTGG
TTATGAGAAACATTTCGTAGGCGTTTCTTCTCCTGCAGATCCTATGCACACCTCTGTAAC



TGCATCGGACTTTTATGAGAGGCACAACCTGTCAGCGCCGCTGGCATTCCATGTTGATGT
TCGTGAACATAAAGGTTAGCACAAATTCAGCATAAATCTGTGAATATCTTCAAAGGACAA
AGTAGAAGTATGTGGACCTGAAGTTTCTTTATGATTGACCATCTTCAAAAAAAAAAACCT
GCTAGATTTCAGACTGTACAGAGTTTCTATTGTTAAGTTTCATAACTTTGCAGTACTCGT
ATCAAAAGAAGGCAGGTCAGTGCCTTTCACCTTAAGACATTCA
>CL9614Contig1
GGGGGGCAAAACGTAGATTGTTTAAATGAGGTTGACCTCTCCACCGAAGCATTCTATGTG
GAAATATTTGTTTGATGAAGCCACTCGAATGGACTCTGTGGCCCCTTCTGTGGGGACGAT
GGCTAAATGGCAGGCGGCACAGCGAGGAGCCTGGACCCTGTGGTAGTCACTGATGCAGTA
GACCCTGGAGCTGGAGTCGGCTGCAAACGCCTGACCCTGCAGCTCCTTGCTGCAGACCAC
ACAGCGGAAACAGGACGGGTGGTACGACCTCCCACAAGCTTGCAGGACCAAGTCAGTGAC
TGTACATCCACAAGTGTTGCACACCTCTGGAGATGGATGGACCCCGGAGAACAAAAAATC
CTCTTCGCAATAAATTAGGTTTGACATGGTAAAAAAGGGCTTTCCACTGAGCTGTTTATT
GCAGACGGCGCAGGTGAAGCACCTGATGTGGAACACCTGTCCCATGGCCTGACAGGCTCC
TTCTGCCATGTTCACCGCCTCCTTGCAGCTCGAACAACTTCCAAAGCGGAGCCTGGACCG
GCCTTCCTGATCCATCTCCTCCAGGATTTTCTC
>CL9615Contig1
GTTTTTTTTTTTTTTTTTTTTTTTATTTTTCTATCTTTTATTGAAAGGATAAAAAAGGAA
TTCAAAGTTACCAACAGGAAATTATATGACAGATAAATTCAGAATCTCAGGATTTGTTTT
CAAACATTCCTAGCACATTTTATTTAACCCCTAATTCTGCAACTGCTCTTCAATTTATGT
CATTGCTGGTAAAGTGATTTTCTTTGTGTTTTAAAAGTAAAATCTCAGTAAGATCTTTGT
CAAAAGAGCTCACCTTATGCTTAGTTTTAAATCTGAGAAGTGGTTGGTAGATCAGCAGAT
ATAAAGATAAAGTACAGAAGGTTTTGTTGAATTCTTTCAGAGCTTGGTGTCTTAGCCACA
AACAGGCTGTTCCAGCTTTAAGAGGGAAGAAAACATTTGGTGCTGTTAGCAGACATTTAG
NTNACCCTCCATTATCCTGAACAAACTCACACGTCGTGTGTTTGTGCACAGACAGTTGTC
TTTCGTTAACACTACTATTTTCAAACTTGCGCACCAACAAAAAAGAAAGTTAAAATTGTT
TCCAAAATGATTTCTTTATAGCGTTTGGTTGTGCACAAAAGCTGAAGCCATGCAATTTGG
AACCACAG
>CL9616Contig1
TTTTTTTTTTGAAAAGGTGAAACTTTCAGTTTATTATGATTTGGTAACAAATTAGAATAT
TTACACTTTAAATGTTATTAAAAATACAATATTTCTTCCTGAGTTAGTCACTCTTTGAAA
CACAGTGACACTCACAGTATTAAGAAGACATCAGTTGGGTGTCTGGAATGTAACAAATGG
TGTACATGAAAAAGCACAAGTATAACAACAGATTGTTTGATTGTAAACAGTTGGTGAGTC
CTAAAATGATGATGTCAGATCCATCCGCCGCAGCTGTAGATTTAATCCTTCTTCTTGGAT
CTGCTGGCTCTCTGGTAGTAGATGACAGTGAGCAGCACCCACAGGTTCAGCAGGGTCATG
ACCCCAAACCGCACAAGCACCTGTGTGTCTCCAGTTGTGG
>CL9617Contig1
TNTGTTGTGCTTTTTCTTCCACAATATTTAGTGCTGCCTGTTTCCGCTCCGCAAAGGCGA
TGCCACCAACCTCACCTGCAATAAACTCCCGCGCTTCCTCAAAATGTCCGAGAGGCACAA
GTATGTGTAGAAGATACAACTCTGCAACTGTCCGGAAACCAGCAGATCCGCAATTTGATG
GACAGTTTAACCAAACACTGGCTGCCTCCTGCATCTCAGCAGCTTCACCCACCTTGGAGT
ACAGAAGTATGCACATCTGCATTATTTTTGCTGGTATGTCTTCCTGGCGCTCATACTGCT
GCAGAACCCAGGCGAGGACTCCGTGCCAGCGATTCAGCTCAGCCAAGCGCCTGAATCCCC
AAGATGCAGAAAACAGTCTTCAACTCTGTACATCTGTTGTCCTCCGTGCCAGCGAGCTTT
TCCAGACCTCTCTGGCACGTATCAAAAACAGCCTGGAAGTCTCTGTAGACCATCATCTGC
TCTGCTGCAGAGTCGAGCATGTTTATCATCTGTAGTGCAGCAGAGGACGGCGGAGGGGAA
CTGCTAACGGAACCGAAGCTGCAAGGCGTCTGTCTGCTTGAGCAGCTGCTCATGACTCCC
AGAAAAAGTGTGCCCCCCGCAAAACCTTCAAATTATTTTTATCCTTCGACCTGACTAAAG
TAAATCTACGATTAGTGAGGGAAATGGACGCTCACGCCGTTTGTTTACAATCCACAAATC
CCC
>CL9618Contig1
TTCGGCACGAGGGTTCAGGTGGTTAGCAGGGGGGGGCGGCAGAGGACGTCGGATGTTCCG
AATGAGGAAAAGTCTGACTCAACACGACTCATCCCCAAAGCAGGAAGCCCTTCANAACAT
GTGAGACGGGAAAGCTCTGTCCCCAAGCCGTGTGCGCCGGAGCTGGCGGGGCTCCTGCAC
TACAACCACACCGCCGCTCAGCTGTTTCAGTGCAGCGGCGTGTCCTGGAGGCCGTGGACG
CCGACGCATCAAACGTGCCCCAAGGGGTGGAGCTTCCACGGCGACCGCTGCTACCTTCTC
AGTACCAAGCAGAAGGTCACATGGAGCGCGGCGAACAGGGCGTGCAGAGAAAAATATCAG
GGAACTCTGGCAAGTGTTCTCTCCAAAGCTGACATGGACTTTCTGTGGAACTTCAGTGGC
AGGAAACCGTTTTGGATCGGTCTGAATGACCTGGAGGGCAGAGGACGCTGGGAGTGGGTG
GCTGGTGACCCGGTCAGCTTCACCAACTGGAAAAAGATGCCCCCTCGGTCCAAAGGGAAG
GCGAGTAAAAGGTGCGTCTTGGTCCAGAGAAGGGCAAAGTGGCAAATTAGGGAGTGCAGG
AGCGGCAGAGGACACCGCTTCGTGTGCTCAATCACGCCCTGAGAAGAGCCAAAACTCATC
CCAAGGATTAGACTGAACCTCTGTTTTAATCTCTCTGAAACTCTGCTGTAAATTCTTCAC
ATGCTGTTGTTTACCTCTGAAAGTCTTTTTATTTAAGAGCAAGCAGCTGATTTGAATTCA



GGCCCCTGAGGCTTGATGGGTAATGAAAACTCCTGGTTTCCTTTTCTGTTCCCATGAAGA
CACTAATGTGAAATGTATTATTTGTATTTATCTCCGTCTTATAATGTATATATTCCCAAA
TTCATTTGTTCTTATTCAGTCTATGAATGTATTCCGTCATGTAGAGATGACTTTCTGTTT
GTTATCTAAAGAGTAAATAATA
>CL9619Contig1
GAGGTGGCTTCCCAAATTGCGAAGGTCACCAAGGATCTGACCACCGCTGCAGACATGCGG
AAAACTACCCAGATGCTGATGCAGCCAAACGCAAACTGGGAGGAGTATCTGACTCCTGCT
CCCCTCTCCATCGCCATCATGGGGGAGTTAGTCTTCATCTCCTCAGGGACAGACTTCTCC
ATTAACAAGAACCCCCCAAAAGATGGATTCAAGCACATAAAGTACCCAGAATCCTTCAGG
GCTTGTCTTATGCAAGTCTGTAACTCAGGCTGGCAGGCTTTCAACATGGCCCACAAGAAT
ATGGATCAAATCCGTATTTATACAGCCTCTGTTCCGGAACACATGAAAGAAGCAGTAAAA
ATCCTCTTTCAGGGAAATGATGAAATTATTGAAAAACTTCTTCCAAACGAGTTGAAAAGC
ATCCGCACCATAGCAGATGAATGTGTGGAGCTAGCAGATGGTGTAGAAAAGAAATATAAT
GATGTCATCTGTTTAATCCAAGAGCTGCTGGAAGCCTGCATTAATGCTAAACACATCTAT
GGAGAGGACCTGGAAAAGGTTAAGAATAAAATTGAGGAAAATAAATTGAGAGAACGGAGT
GCAAAAGAGCTAAACGAAAAATATACTAAAGCAATGGAGGCCATGGAAAAGCAGGTTGAA
GAAGCACAAGAAGAGTTCAAATCATCAATGAACTCCCTCCCAACAGGGATGGAAATGCTT
GGCATGGAGATGGCTGAGTCAATATCACAGGCTTTGGCTACAATGGGTAGTGCAGTGGTT
ACAATGGCCGCGCAGAACCCCCAGATTTTTATGGCAGGATTGGGTGGACCGGCTGGAATA
GCTGCAATGACTGGATTGACTGGATTGACTGGAGCTGGTCAAATTGCTGAAAATTTGGCA
CAACCAAAAGGTGGACCACAACCCAAGACTAAAACTGTGGACTCAGTCTCAGACATAGCA
ATCTACAGCAAGTCTGCACAGATTCCTAGTCTCACAAAATCAATCCTAAATTACATAAAT
GGAGTAGAGAGCAATAGAGGTACATCTGAATTTATCAGACGACAGTTTAAAAGGATCTCT
ACTGATATAGCAAATGCCCCACAGAGCTTAGTCAAAGACAAAGCTTTGTCTCTGTGCAAT
GATGGCATTGCCATCTGTGAAGAGCTGTCTAAGTATTCTCCAGATCAGAAATTGGAAAAG
AAA
>CL9620Contig1
CGGTGGAGCCAAACTTCTGGTTGAAAAGCGTTAATCGTTGAATCGGAGGCCATGGCCGTC
GACTGGACTGGGTTCATGTATGCTGCTCTGGTGTCAGCAGGAGGAGTTGTGGGTTACCTG
AAAGCAGGAAGTGCCACCTCGCTGGCAGCAGGGCTCCTGTTCGGCCTGCTGGCTGCTCTG
GGCGCTTATCGCACGTCTCAGAACCCCAGGAATGTGCTGGTTTCCTTCGGTGCAGCGGGA
ACGCTGGCTGTAGTGATGGGACTGAGATTCCTCAGCTCAGGGAAGTTCATGCCAGCTGGA
TTCATGACCTTAACCAGTGGACTCATGCTGGTGAAGATTGTTTTTGGAGTATTGAAGAGA
AGCTCGCATTCAACTTGAGCTTTAGCCGTTCGGCCTGTCAGTGTCAGTTTTTGTTGAGTT
TTCTCCAGATTTATTCAGTCAAGCAGCCCTACCATCAACATAAAAACACAAATACTTGAA
TACAAATCAAAGGAAACTTTGTTCCGCTTAAACAAACGCCTTTTGCTTTTGAACTCATGA
GACTGAGTCGATCTAAACTGTTTTATCTACACAAATCAGGGCCTATAGGGCAATAAACAT
AACCACTGACCGACCTTCATGGTGGGGTAGCTGG
>CL9621Contig1
ACCAGCGCGGGGAGCCGCGTCTTCTTCCAAGGCGCGCCCGGGGTGGGCCTGCGTGGGGTC
CGGCCCCATCAATGGGGAGGATCCGGTCCAAAAGAAGCAGGGCAAGGTGACGGTCAAATA
CGACAGGAAGGAGCTGCGGAAAAGACTGGTGCTGGAGGAGTGGATCATTGAGCAGCTCAG
TGATTTGTATGACTGCGAGGAAGACGAGATGCCCGAGGTAGAGATAGATATTGATGACTT
GTTGGAGGTGAACAATGACGATGAAAGAGCCAGCAAACTTCAGGAATCATTAATAGACTG
CTACAAACCAACAGATGATTTTGTTCGCGAGCTGCTGTGCAGGATAAGGGGAATGAGGAA
ACTCAGTGCTCCAACCAAGAAGGGTCTATAATGGCTTTGTAGCAACCATTGACGAAACAT
CAAGCAACGCCATCTCAGCTCTACCAACTTCATCCACTGAACATGGGCTGTCATCGCACC
AAATAATTCATTAGACGATTAATACCTACTTTGCGACTGGCAAACATGTTCCGTTAAATA
CATAAATTAGCTCTGGCCATTCATGTCACACAAAAAACCATGGTTTATTGTAATATTTGA
CTGTTATAAGGTAATCATGCTTAACAGAACCAACAAAAGATTTAATAAGCAACGGGAAAA
TGTTAATTTGAATGTGTCAGAATGGAAATGTGCTTTAATATGGATACCAAGTTATTACTT
TTAATACAAAAAGCAGCCATTAAGAAAATAGATCGTGAATCTTGAAAAGTGGTGGAAATG
GGTGGGTCTGGATTTGCTGTAGCACTATGTAAAGTGCTTCAGGATTTTGTTGTTTTATAA
ATGAGGTGTTTTTCTGTTACGTCTCTTTAAATAATAATAACGTATGATATGTTGCAGTTT
TTATTGTTTGAATGAACCAAATGTTGTTTCCAGCTGGTTTTGTTAGTGTCAGCCTCCTAA
GTAATTGAATTGTTATGTTTTTTAGAAGCCAAACTTCCTGTAAAAATGTACTAAGGTTTT
TGCATATTGTTCCTGTAAGCTTACGCAAGATTTAATGGGTTTTGCCTTTTCTTTTTAATA
TGAGACTGCAAATCACTGTATCATTTGTGGCTTGAAGAGCATGGAATATGTATATTCTTA
AGCTTCTTCAATAGATAATGAAAAGTTGGCCATTAGGATTTTTGCTTAAAGCTCCCACAT
ATCTGTTTCTTGCAGTT
>CL9622Contig1
GATTTCTTGAATATCTCATGTTTGTGAAAAATTTGTATTTCTATTTCCTTAAAACTGTTT
TTAAACAACTTTTATTTGGTAATTATTGTCTTAACTTTGTATGCATTTTCTTATGAATGT
TTTAAGGGGTTTAACTATTTATGATGAAATAATATTTTTATAACACTGTTTTGATTGTGT



TAGTTTTTGCACTCATTTCACGTTTTTACAACAATCTGTAAGGATGAAGTGAGTTTGAGC
ATTGAATAAGATGAAGAGCAGAAAGGCACGTGGTCCTGATGATTTACCTGTAGAGGTATG
GAAGTGTCTAGGAGAGATGGCAGTGGAGTTTTTGACTGGGCTGTTCAACAGGATCTTAGG
ATGAGGAGATGCCTGAGCAATGGAGAAGTGTGATGGCACCCATTTTGAAATGAACTGAAG
CAGGGGGGCTCCAGGAGACCAGTCTCTGCACAAACCTCTAACAAAACATATTAAAGGTTT
TGGAGATACAGTCAGAGAGGCCAGACTTAGATGATTCGGACATGTCCAGAGGAGAGACAG
TAAATCTATTTGTAGAAGGATGCAGAGTCTAGAGCTGCCATGTAAGAAGAGGAAGGCCAA
AGAGGCTTATGGAAGCAGTGAAGGAAGACCGAATAGAAGAGATGATGCAGAAAACAGGGT
TAGATGGAGGAAGCTGACTGCAGCATTAAACAATTATTATTAAATTATTATTATTAACAT
CAGTTTGAAGCACACTTATCCAAAATAACTACTGTGACATGTCCTATGAATCCAGTTCAA
TCCCACCTGGGGGAACTGAAAAAGAACATTTCTGTGTGGAGTTTGCATGTTCCCCCTGTA
CATGCGTGGGTTTTCTCCAGGGACTCCCACCATCCAAGAACATGCTTCAAGTTACCAGGA
TAGGCTCTGGTGACCCTGAAAGGGACAAAACAGAAGAAAA
>CL9623Contig1
GAAGCTGGCCTTAAAAACAAATATCTATCTCTTTTTTGTTTGTGAAATGTGTCAGAACAA
TTTCTTTAAAAATGTATGTGAAAGGCGTGAAAGGTGTTATTTTATATTTCATTAAAAATG
AATAAGCTACTTTTCAAATACTTAAATGTTTTCCTCCAAAAACTAATAAATGTGAAATAT
TGATGTGATGGACATATTTGGAGGGCTCCACTCCTTCATGTGAATTCCTACTTTAGTCTA
AAACAGAGCATAAAGTTAATTTCAACCACACATCTGGTCCCTACTTAAAGCACATGACTG
TATGGCACAGCAGTGACTCCATGATGATGTGTTAAATCCAAACGTTAGCTCCTATTTGGA
TCTTTGACAGGAATCTTTAGGATAATTTTCAGCAGCCAGGCCGGCCGTTTTCCGAAACGT
AGGACATTGTATAGAACTAAAGAGTCACTTCAAGGTCTTCAGATTTCTTCTCATTTGGAG
AGTTTGCTGATGACCCGAATGAGAGCCCCGTTCTCATCCTTCAGCCGCTGATTGTCTGAC
TTGAGTTCTGTTAAAATCTGCAAAAAGCAAACAGAAGAAGCCATGAGAAATAGTTCATGA
GTAGAATTTTTTTAAGTGTAAATCCACTACTGTTAGGGCATGCATTAGGCATGTCATTAT
GCAGTGAATGGTGAAACTGGCAGTTTACTCTGCATTCTTAAAGGTGACAGAATGAAGTGA
GACAAAAAGAAACACAGGGGAGGTCAATTTCCCAAAAATCTAGGCCACATCTCTCACGAG
CAACAACTAAAAATAAACACCCTCTCTTTGTCTCAGTGTTTGAGCTGGAAAAAAACAAAG
AGGATCATGCTGAGAAGGTTGACTAAAAACACAGACCAATCCAATGAAATCAGCATG
>CL9624Contig1
ATAAATCTTTATTTGACATTGATCAGGATCTCCAAAGGTTAAAAAAAATGACAAAAGGGA
GGAAAACTTGAGGCCCCATGGGAACATCTTGAATCCTCTCCTTAAGTTACTGTAACCACA
ACGTAAAACACAATGTGAAGCAAAACGCTTTGAGAAATGAAGGTTTTTGCATTGCAAACA
AGGTCTGACATGCAACACTGAGCAAAATGTTAAAACCAATTGAAACCACAAAATTTAAAA
CCCATTGATAACCTGAAGGAACTAAACTTGGTCGTGACTCACGATTAGGAAATGAATACA
ACAGGTATATGTTTATAAAAAAAAAAAAGGNGNGATGTTTGTAAGTCNCCCCCCCNGGAG
NGTTTGATTTTTCTTTTAATATTAGGAGCANCGGTNCCCAANCGACTTGTTTTTTAANGT
TGTTNCNGCTGTTGTTGACCCTGATGCTTGNGTTTCTNCNTTAAGANCCCAAAGAACAGA
ANCNGTANAAATGNGNCTAAAATCNCANGCAAATNTTGNGACNGGAAATTATATCANCAA
TGNGCCNCTTTATAATCAATAAACATTTTTTTTTAAATAGCAAAGCAAAAAGCAAAAAAA
CAAAAATGCTTGGACATTTTCNCGGCATGCTTTGGGTTTTGATG
>CL9625Contig1
ACCTCCTCCCTTCCGCCAGAGAGAATATTTAAATTGGGCATCAGCTGCTGAGTGACATTT
CCTTCTTTTTCTGTCGCATTTCTCCACCTTTGTCTGGTACCTTTTCCGCCTACAGAAGAG
CTCTGCTGCTGTGGCATCCATCCATCTCCTTAAACACGCCTCATCTCCTCTCTGCCTCTT
TTTCTGTCTGGCCTTCACTACGTCTCTCCAGATTTTAAGTGCTTCTTCTGGTCTCCACAT
AAATCTGTTTTCTGAATTCTGCTTTGCGGTTTTAACTTCTTTTTTTACTTTGGGAAAATG
ATGTCGACTTATCTAAGGGTTTGCTCAGTTGAGAAGGTTGCTAAAATCATCACGAAGCCA
TGCCAAACGTATCTAACAGGCAAGTTCTTAAAGTTACTGAATTTCGACATTTGAGGCCTT
CTATCGTGTTAAACCATGTTGGATCAAAACTCCATTAAAAACCAATTTTGATGCAGTTTG
TGGCTGAATGCTTGTTGTCTTACAGTGGGAGCAATTAGCACTGTTTCAGGACCACCTAAA
AACAACAGCTCAAGATGTTTTAGCTTTCTGTCCCAGATAAGTGTAGTGACATTCGTCAGG
TGGTCTACAAAAAACCCCTGAAGGGGCCACAAAACCAATCAGTATGAGCCATCGTCCAAC
TCAAGAAGGTGTGTTCTGTGCCAAACATTTCTTTCCTGCTGTCAATGTGCAAATACTGTT
TTACTTTTATGAAGCTTGTCATTGAATACCACACAATTATTTACTTGAGTCCGCCAGGTG
ATCTGTTTGTTGGTGAGTAAACCAGATAGGTAACCATTTTTACCAATTGCTAAACTAATT
AGATAGGTTTTATTAACTTATATTACATCTAAAATATGCAACCAGGCAACTCTATTGAAA
CTGTAAACTTTTGATCAGGTAACCCCAATAAAACTGTGTTTGGCTTCAATATATGAGAGT
TGATTTTAAAGCCAGTTAGCATGCTTATGTGCTGTTCTTCTCTTGATCATTGGCTGGATT
TGTATTTATGCTGTGTT
>CL9626Contig1
TTTACAGTATTTGGGATAGAAAAGAAAAAAGAAAACATTAACATTGGCGTATTTTTCTGT
GAGGATCCTTTTATTTTTCCTATTTTTCCAAACCCAATGGTTATTAACAGTCCTGCTACG
CGTTATTTGCCAATATTAGACCTTCCCTCTATGCTGACTTTCACCTCATGAGGGATAAAG



GAAGGTTTGGGCAGAGTTAAGGGCGGCTCCTCCTCTGATTTTTCTATGTCTCGACCCTCC
GGAGCAGACCATCTTCGCTTCCTGCTTGTTGCCGATTTACCGCCGGCAACCTGACCTTTG
AAAACAGACCTCCTTTCCTCCAACACGATATCCCCATTTTCCATCCTGGAGCTTTCCCCA
CTCCTGTTCCCTCTTTCATCACTCCTCCGCTGACTGATGCCATTCTCCCGCTCCCGGTGC
CGGGAGTTTCCTCCACTGCAGCTCTGCGGTACGTCTGACACGGCTCTGTGGGTTTTTAGG
TGCTGGAGGCTGCGCGGTTGAACAGAAGCGGGGCTGGGTGGCTTCTTCAGGGATCCGTTC
TTTAAATTCTTGAGGGTGAGTGAAATACAAACATCGCCGACAGACAGCTTGGAACAAGGC
AGCTCCAGGAGCTGGGTGGTCCGGTCAGGGCAGCATGACGACCAGCCCTGACCGAAAACG
AAGAATGNGTACTCCAACAAGACCTCCACGCTTACCTGTGAACGATGTTTCACCCANAGC
GAACTGAACGACT
>CL9627Contig1
AGTCAGGGCTACAGAGCTCCAGGAGTGAAAGTCCACTGCTGCTACAGTAATGACTGCAAC
ATGACAAGCTCCGCCTCTCGGCTGCCTGGCCTGAACTTCCTGCTGCTGCTTTGTCAGCTG
CTGATGCACGGTTGGTTCCTGACACACGGCTGAGCTCAGTCAGCCAATAGGGACAGAAAC
GCCAACTGCAATGCCAAATTAAGATGCCTGTTTCGAGGCTGCAGCCTACAAGCCACTGCT
CAACACTTGCTCTGGTAATCTGGAGAAGACTTTCAGCTTGAACCCATTCTATTGATGGAA
ATTATTCGAAAAAGGATTAGAAGTGAAGGAAGCAGAAACTTCTGCTGCTTTTTCCAGTAT
TTAGGAGTTTTAATCAACTACGTCAGAAACAAAACTATATTAGTTTTCATCAAAGGAACT
CTTCAGACAAATCTTTTTTTAAGCATTTGTTCACCTAGTAACATTGGAGCTGATCTAACG
CACATGCTTCCAGGTCTAAATGTGGAATGCTGAGCTTCTTAAGCCAGAGAGTTGTAATGC
CATTAGTTTCTCACCTGTCAATCACCTACCTCAGGTGTGTGAAATCCTCGAGAAGTGAGA
AAAATCTCTCTTGTGCTCTGTAAATCCCTGCAATCGCTTTACACGCATGTGGCCAGGTGT
GTTAGTCTGATGAGGCTAATCCTTTGTGTTTTAAGTCATTTAGAGAATTATAGACTTTAC
AGAGTCTGAGTGCACTTCCTTACAGGACGGATGAAGAACGCTGGTATTGCTCTACGATCT
CCCCAAAACGTTGTGTCCACTTTACATGGCGGTTGCAGGAATTCATGTTGTGACGTACAT
TAAAGACACTGTTTGTGTCTTCGTGCATCATATATTAAGCGTTTAGGATGCTAAAGTGAC
AAAATACATTTTGTGAAGTGTCCATACTTACAAACCTCCCATACTTGAAATGAGTATTTT
TTGTTTTCACAGACAATTCTTTGGTGTAAATTTGAATTAACACAAAATGTGTTTATTTTC
TGTAAGACATGTGATGTGTAGTCTTTAGCGGTCAAATATAGTGCCAGTGTG
>CL9628Contig1
GGACTCAACCAAAGTGCTTTACTTCCGGTGCTTATCTTTTACCGTAGACAAAAGTGTTGG
CACCAGTGCTCAGACATTTTTTACGAACCGGAGCGTTAAGCCTTTTCACTCCGGTCCGCC
TCTTAAGCAGAAAGTACCCGGTTCCGTCTCTACGGAAAACCCCGTCGCCGCAGCAGCGCG
TGAGTGGACCGTGCCGAGCGAGAAAGCTGCAGCCCGAGCCCGTGGAGTCAAAATGGCGTC
TGCTTGCCCACTAAACTCTGCTTTAATCCATTTGTGATCACCCCCGAGAGCTGCTCCCAG
CGACCCGCAGCTGCTCTCTAGCCCCTCGGCTCCACAGACGGTTGCAGTAGGAGCACCGGG
CAGCATCATGTCGGACTCAGAGGAAGACAGCCAGGACAAGCAGCTGAAAATCGTCGTGGT
TGGAGACGGAGCATGCGGGAAGACATCACTCGCCACCAGGTTTGCACAGGAGTCCTTTGG
GAAGCAGTACAAACAAACCATAGGCCTGGATTTCTTTCTGAAGAGAATAAGCCTTCCAGG
AAATCAGAATGTGACC
>CL9629Contig1
TGAATATTAAACATCCTGATGAGTTTCCTTCAGACACATAATTCACATAAATCTACTTTA
AATATTTTGCCCATGAGGCAAACCAACACAGCCTGAAGCCTCAGTCTGGATTCTTTCTGC
TAGAAGGATCAGCTGATGTGTGACCAACTTTTACAAGAATCTCATCAAAACACTCGACAG
TTTAGAATGTATTCATCTGTGGTGCGACTTTTACCAGCCAGTCGGTGCCGATTTCCAAAG
AGCAGAAAAAACCATAAAAAGCAGCAACGATGCTAAAATGATGGATATTTGCTCAGAACC
TGCTGGTTCTGCTCACGTTCTCCTGTCAGAACCAGCCGGTTCTGCTCGTGTTATGCTGTC
AGAACCTGCTGGTTCTGCTCGCGTTCTCCTGTCAGAACCAGCCGGTTCTGCTCGTGTTAT
GCTGTCAGAACCTGCTGGTTCTGCTCACGTTCTCCTGTCAGAACCAGCCGGTTCTGCTCG
TGTTATGCTGTCAGAACCTGCTGGTTCTGCTCGCGTTCTCCTGTCAGAACCTGCTGGTTC
TGCTCACGTTCTCCTGTCAGAACCTGCTGGTTCTGCTCGCGTTCTCCTGTCAGAACCTGC
TGGTTCTGCTCACGTTCTCCTGTCAGAACCTGCTGGTTCTGCTCACGTTCTCCTGTCAGA
ACCAGCCGGTTCTGATCGTGTTATGCTGTCAGAACCTGCTGGTTCTGCTCACGTTTTCCT
GTCAGAACCTGCTGGTTCTGCTCGCGTTCTCCGTCAGAACC
>CL9630Contig1
AGATTCACGACGGTAGAGACGGGGGCATCTGCATTTTTAACGGAGGCAGAGGTCTTCTTG
AAGAGAACGACATCTTCAGGAACGCTCAGGCCGGAGTCCTGATCAGCACCAACAGCCATC
CAATCCTTCGCAAGTAATCGCATTTTTGACGGCTTTGCGGCAGGTATTGAGATCACTAAC
CACGCCACGGCAACACTGGAGGGCAATCAGATCTTCAACAACCGCTTTGGGGGGCTTTTT
CTGGCCTCAGGAGTCAACGTCACTATGAAAGATAACAAGATTCTGAATAATCAGGATGCT
ATAGAGAAGGCAGTGAGCAGAGGACAGTGTCTGTACAAGATCTCCAGCTACACCAGTTAC
CCCATGCACGACTTCTACAGATGTCACACCTGTAATACAACAGATAGGAATGCCATCTGT
GTCAACTGCATCAAAAAAATGTCACCAAGGACATGATGTGGAGTTTATACCCGCATGATC
GGGTTTTTCTGTGACTGCGGAGCAAGAACCGTTGGTCCAACCCTTGCACGCTGGCTTGGA



GAGCCC
>CL9631Contig1
CTAGCAGGGAGAGGCAAACATGGCCCTCGATAATTTGATTTTCGCCCAGTGCATTTTGTA
TTTCTTAGCTTTCGTGTTCGGTTTTATTGCCGTGGTGCCTCTGTCAGAAAACACGGAGGA
TTTTGGAGGAAAATGTCTGCTCTTCGCGCGGGGTATGTGGCAGAACGAGAACATCACGGT
GTCGAAGCAGCGCTTCATCGTGGAAGAGTGGGGACCCGAGTCTTCCTGCAGCTTTGTCAC
TTTCGTCGGAATTGCGTCCCTCGTCCTGTCCGCAGTGCAGGCGTGGAGGCTGCTGTTCTT
CCTGTGTAAAGGACACGACGACTCCATCTTTAACTCCTTTCTCAACCTGCTGATCAGCTC
CCTGGTGGTGTTCACTGTCTTCCTGTCCAGCACCATTGTCAGTGTAGGCTTCAATTTGTG
GTGCGACGCCATTACCGAAAGGGGGACCATGCCCAGCAGCTGTGAGAACCTGCAGGACAC
AGACCTAGAACTGAACCTGGACAATTCAGCATTCTATGACCAGTTTGCTATAGCCCAGTT
TGGCTTATGGGCTTCCTGGCTTGCGTGGCTTGGAATTGCAGTCATGGCCTTCCTCAAGGT
TTACCACAACTACAGGCAGGAGGACCTGCTGGACAACCTGATCCACGAGAAGGAGCTGCT
GCTCGGTCGCTCCTCCCGTCGTAACTCTGATGACCTCAAGACTGGCCCGATCTACAAACT
GCTCAAAATAACGTTCACCCTCCAGTTTTCACGGTCGTCCCGACTGCCATGACAAAACAC
CAATGTTTGCCTCTTCAGACAATCACAATCAATTT
>CL9632Contig1
AAATATGTTGTGGCAATTCGATGAAGCTAGTTCAGTTTTTTTAGTCTAGTTTAATGTTAA
CTGAAAGCTGGTTCACATTTTATCTTATCATCAAAACTATTCTGATTTTCTACAGTTTAG
GTAGTACAGATGATGGAAAACTGTCTCCAAAAAAGGACTTCCGAGACAAAGAGAACAGGA
AATGGAAACATCCTGCAGGAAGCAGGAAATGATTTTGTTTTTTGTGTGTGCAGACCTGAT
CATACGTGACAGCAGCTGCTTCTCCTTTTAGAGAATCAACAACATGGATAAGCCTATTAA
ATAGTAAAATTTCGTTGGTACCGGATTTTTCAGAGTATATGTCGCTGTTTTTTTTTGCAT
TGTGTGGTTGGGGTTGTCTTGTACTCAGGTGCAGCTTAAGAGTGATTTTTAAAAACGAAT
AACAACAAGCACTAAAGGGCGCTGTAGAAGTGTATATCCGTATTTGCAACTGACAGCAAC
ACAGAAGAAGAAGCAATGCTCAGTCTTACGCTGGGCTTGGTGGAATTGTTCCAAAATGGC
CCAGATGATAAAGAATTCAAAGAATTTACTGATTTAGAGTTATATAGAGTTTAGTTGACT
TGTTAGCATGTTCCTTATGCTATGGTTATCACATTTATTGCTTATATTTTGCACTAATAA
ACTAGGCTCCTCCTATGTTTCCCTGAAACTAAATATGGTTACAATAGTGAATATTCCGTT
TTTATGATTTGCATTTCAAGATAAAATGTCTGTTCTTGTTCCCGTATTTTGATAATCATA
CATTTCTCCCAAAACTGCGACTTATATATAATATTTTTCTTTTTAATTATGCTTTTTTCT
TTTTTTTGACTTATACTCCAGAGTGATTTATAGTCTGACAAATCCGGTAGTTTGTTTTCC
TAAACTTCCTTAAAGTATTGCCATGGATGGACTTCCCTATCAACATGTATGATGCTGCAA
ACTTGATGGCCTGACACAGGCACAGCTTGTCAGAACATGCAGAGAATCCNATAATAGCAA
TAGGCTCGAGGCAAAACTAGACAAATAAGTAACAACATGTTTGTTGGTTACTGTAGTTTG
TCTTTACATATATCAT
>CL9633Contig1
ATACACATGCTGTTTCATTAAATACCAATCTATTTATGGTTAAGGGAGCGTTTCAGATTA
ATCAGCATCAAAGCAGTGATATTTACTGGAAGCCCTCACCAAACAAAAGTTGGGGACCTG
AGTCCAACAGCACTATGTGCTGTGAAGGCCTCGCTCAAATCAGATATGCATTCACATCAA
ACTTGCCTTGATGTATTGGGGGGAGGGGGGTACTGCCCATGTTACTCCAGCGCCTTCACA
ACACTACGAACCATATCTACAACACTTCAATACACCTGAATGAAACATGAGAAGAGGAAA
AAGCCACAAACAGAGATGGACTGGGTCAGAATAATGGTGGTACATACGGTGGTTAGACAC
AGTGTAAATATTTCCCATGAGTTCTGTGATGCCTTCGAAGGTCTTGTGCTGTTTTTTTTC
ATCTTCTCTTCCTCATTTCTCAGCGGTAGAGTCGTCTGTATACTGCAGTAGTACAATAGC
AATACTGCTAGCAGCTGAAGGCTTATAGAAAATGCTTGAGTCCAAACCTATTGGAAGAAG
AGAGGAAGGCAGACTTCAGTAGCGACCTCCAGGGGACATCACGGGGGGTCTCACGCCCAT
GGGTGGCCGAGACGGCGTTCCCTGGTATCCTGGGGGAATCCCAGCATGGGCCTGTACGAA
TGGAAGCATCTGACCTGGAACGTAACCCGGCAATCCCCCGGAGTGGGCCGGAAA
>CL9634Contig1
TGGCGAGAAGAAACCCAAACTGGAAATGGTCCAGGCTGATGGAGCCCAGGAGGACTGTGT
GACGTTTGTGATGCACNGATGAGGATCACACGCTGGGCAATTCCCTCAGATACATGATCA
TGAAGAACCCCGACGTGGATTTCTGCGGTTACACCATCACCCATCCATCCGAGAGCAAGA
TCAACTTTCGCATTCAGACGAGAGGGGGAGTTCCGGCCGTGGAGCCGCTGCAGAAGGGTC
TGAGCGATCTTCACCAAGTCTGTCAGCACGTCCTCAACACCTTCCAGGCNAAAAAAAAAA
AAAAAAAAAAAAAAAAAACAT
>CL9635Contig1
CTCGGAGGGTAAACAAGAGTAATTAACCGACAAACAAGATGGATGATTTATGCGAGCGCG
TGTGTTTGCTCACTAGCGTGAAGTCATAACTCCTTCCCCCTGATAGGGTGACGTTTGAGA
GGTGGTGCCCAGCGTCTGGGTGAAGCAGCTCAGGAGGGGGTGTGCTGGCAGTAGTGTCCT
TCAAGTGTCTCGCATCCTTTAAACAAGCCCCTCCCCCTTAGCCTGCCCATGGCCTCCCTT
TGCTGTGGTCTTTTCTGGTGCTTGTCCTGTGCCTGTGCAGTTGTTCGTCCGATGTGCTCC
AGGTCTGCAGCTGGAAAACTAACAAACAAACAAAGGTGTGTGGGGGGGTTGCTAACTACT
TTCCTCCTCTGAGGACAGACAGAACAAAAACATGTAAGAGTGGAGGGTGTAAGAGGCAAG



CTACATGGTAGGGAGGCGGTTAAAGTGTGAGATTTTCCAGCTCGGCAGTTTTCTGTAAAA
TTGTCTGTTTCCATCAGGCCAAATGTCAAGTGCTGCTCAGCTGGCTCCAGACAGCCACTT
CTGGCTCCTGATCAAAGAGGGTGACGAGTATTTCCACACACATTTCTGTTGATCCTTTTC
TCTTTTCTTCACGTGTTAAGATGGCCCATTGTTGCAACCCATCTGTAATTTGTTCTTTGG
CTCATGTGCACTTTTGCGTCAGGCTTTGTCGGAGTGTGAGCAGCAAATGGACGTACAAGA
ACGGATAAAGGGAATTTTGGGGAAAAGCACCTTTGCCCTG
>CL9636Contig1
TAACCCGGGCCTTATGGCCGGGGATCTTGGCCTGCCTGTTCTGCGAGTTCCTCACCCTGT
GCAACATAGTGGTGGCCCAGGCCTCCTGCGGCGCGTGCACGTCGGAGGCCTGCTGCTGCT
GCTGCTGCGGCGACGACCTCGGGGACGACTGCAACAGCCCCTGCGACATGGACTGCGGCA
TCATGGACGCCTGCTGCGAATCCTCCGACTGCCTGGAAATCTGCATGGCAGTGTTGCGGC
ATCTGCTTTCCGACATAAAGAGGCTTCCAAGGAGCGCGAATCCAAAATAGGGGCTGTTGC
TGTCGTCACTTGAGATTCAGCAGAGAAACGGGAGCGGACACGTGCGAGCATGAGCGATTG
TTGGCGTGTGTGCTTGCAGCGAGATTTTTGACACTGGGCTTCTGTGTGAAAACCAGCCCG
GCGCAGGCTAGTAGTATTTCCAGATTTCTGAACAGGACAGTTACATCTCCAATGTATTGT
AGTTTTACGGAAAGTCTTTAGTTACTTTCAAAATCAGCGTCTAAATATTTCTTTTCATTT
CATCTTTTTAGACCAACGTTTTTCATAAATACA
>CL9637Contig1
GGTATGATTCCGGTAAAGTTTTGAGCTTCCTGCCAAAATCCGGCATCCTTCTCCCAGGGC
GCTGTCAACTTTAGGGGATGATGATACTGTTTACCTCTCATCTGTGACCTGTGAGCGGCT
CCCACCGCCGGACAAAGCAGTTTACATACACAACAATGCAGCAATACGCTCAGCAGTGCG
TGAGTGTGTGCGGGCTGCACCCGGAATTTATCACCGCTTCAGCACCGGCTGATTAGGTAA
TATATTCAGCAGCAGTTCGGAAGCGACCCGGTCCTCACTGCACTGCGCAATGATCCTCAT
AGGAGCGGCGCCTGGAGCGATTCACGCCGACGGCTGCAGTGATTCGGTGGGTGGCCCGCG
TTCAAAACAAAAACGAAGAAGGAGCCTTCATCGTCACAGACGCCCTGTTCTCCCATGTTC
AGCGGAGGAATCCCTAAAACAGCTCTCCTCTGAAGCATCCTGAGAAGACGCGTCCTGCCG
GGATTCACCGCGCGACACGGTGGAGGGCGGGTTTAATTTCTCCCCGCATAAAAAAAAAGA
GCGGAGAGGCGGTTGTCCGGCCGCGAAACACGTCCAGCTCCAGCGCTGGTTTCATTGAAC
CAAAGTGAGACGAGTCAATCCTTCCAGGAGGGCAAGGCCCGCCCACCGCCCCCGGCCATA
AGGCCCGGGT
>CL9638Contig1
TTTTTTTTTTGAGCAGAAAAATACTTTAATTCAAATAGACGGTTGACAATGGCGGTCTCA
CTTCTTGTGGGCGGGGCCCCACCAGGCAGGCCCCTGCAGCTTCAGGACATCGCTCTTCTC
CTGCGGACTGAAGTGCAGGATGGTGAGGATGGCGCCCAGCGTCTGCTGCCGCCCGCCGCT
GTCCGGCAGGGTCAGGAACTTGTAGATGACGTTCTTCAGGTACTCCAGGTTGGCGCCCTC
GCGGCTCTGGTCGCGGACCAGCTTGTCGAGTTGAGCTCGGAGCTGGGCGGCGTCCTCGTC
GTGCCGCTCGGCGTTGGCGATGAGCTTAGCCTGCAGTTGGTGCAGGTCTTCCTCCAGCTG
GTGCTTCTGCCGCCGCAGAGCCCCCGCCTCCACCTCCATGCGGGCCAGCTGCTGGGCGTA
CAGTAGCAGCGTGGACTCCGTGGGCGTGGCCTGCTGCAGGGCCTGGCTGACGGCGTCGCC
CTCGCCGTCAGAACTAGCCTCCGCGCCTCCGTCCTCCTGGGTTTCCCGCCTGCAGCTCAG
GGTTGCGGCCCGGAGCCTCTCCAGTTCTTGGTCCTTCTCGTCCAGCAGCACCATGGCGCG
GTTCCGGTGTTTGTGAAGCTCCGCCTCCAGGCACAGCAGCCGTTCACGGTGGAGCGCCTC
GGCCCGCTCCAGATCCTGACGGTGGGCCTGCTGCAGCGCCGCCATCTGCTGCTGCCGCTC
CTCCAGCTGCCGGCGGTGTTGAGCCTCGGCCTCGTCGGCCTGGATCCGCAGGCTGATGTA
CTTCTCGC
>CL9639Contig1
GAGGCGGGGGCACCCCTCTGTGCGCGGCGTCGACCACATCAGAGGCAGCCGCTGCTTCAT
CAACGACGACCTTCACAACAGCACCACCATGCCTTACCAGGAGGCTGCGGCCCAGAAGCC
CTCCTCCTCCTCCTCGTCTTCCTCCTCCGCTCCTCCTCAGGCCCCCACCAAACAGAGCAA
GTCTCTGCTGGGCGGATTGCTGGCTCGCTTCCGGCTCCTCAGCCACTGACACCCCCCACC
CCCCACCCCAAAGGAGCCTTCATACTTTGGGGCTGTTGCAGGTTGAACTCATGATTAGAA
CATCAGCTGCCTGCCCCCCCACCCCCACACGGACAAAGCAGGGACAGATTCTTTCAGGTG
GAGGTTTTTAAAGCCAAAGCTGACCTTCAGGACGTTTTCCCCTCTCAGCCTGAGGCCAGC
CTTCCTCCTCCTGCTCCTCCTCCTCAGACCTGTCAGTCACATCCTTAGATGGTTGGGACA
TTTTTCTACGTTACACATGCTGTAAATGACTGGCCTTGAGGGACTTTAAGCCACTTGTCT
TCATTTCTGTCATTTTGGTGACTTCTGTGGTTTTGAGGAAAAATATAACAGAAATGAAAC
GGCTGGAGAGTCGGTCCGTGTCCAGCCTGTGCAGAAGCTGGTGGTTTGATGGTTCTAGCT
CTGTGTTCTGGACGATGAGCAGTGCTAGAGGTTTCTACACTGTTCCTCCTCAGGACCCTC
CTCTGGAACTTTGACCATTCACTGCTGCAGCCTTTCTTATATCCGTTTATTTTTTATGTT
TTATTGTTCTAATAAGGAGGAGTTCAGCCTTCTTCCAGAATGTGTGAATCATCATAAAGC
CATGTGTTTTTTCCAGGCCACT
>CL9640Contig1
CCTGGGCAGGTCCACTCCAACACAATCAACAGCAAGGCAAACAGTCCTCTGCCCGTTTTC
CGCAACATTCGCGTAAAGGAGCCGCATCCTTTTAAAACCATTGTGAGAGGATTCAACATG



CGCGCCGGTGTCCTGCTCAAAGGCACCGGTTAGGAAAATATATTTTATATCTATATCTAT
ATAGATACACATATCTATATAGGTNCCAAACTGCAGCAGCCGCGCGCCCACTGCCAAAGA
AAATAAAAATAAAAGGTAAAGCTCCCTCCTGTCGGCCACTGCACTCACCTAACAGGCTCT
ACCCCCGGCCATAATGNCCGGGT
>CL9641Contig1
CGGCACGAGGATTCCAGCCACTCAGGGCTGCTCATCTGTGACATGCACTTTGGTATCACT
CATTTTGTCCCTCATCACTGTATTCCTCCTATCATAGTGTGGGATTTGCGTGGCGCCTGG
AGAGGAGCGCTTGCCTTTTCTCTGGCCTCTGCTTTCACACCTTAAACAGACTTTGTCTGG
GACAGATGGGTTTCTGTTCCAGAGGACAGAAGGGTGCTGTATTGCTCTAGAACAAACCAG
ACATCCGTACAAAACCAAAGGCGGTGGTAATCCTTCACTTCCTGCCGATGTACACTACTC
AGCAGTAGCTCAGATAGTTCTCAGCAATAGACAACAGTGTTTACAGCCATGAACAACTTT
GAACCTTCTTCTTTTTTTTTGTTGTTGTTACAAAAATAGCAGCTAAAGGCGAGAGAAGAG
GGCTGAACCTGTCTGTTTACAGAAACACTTGTGTTTGTCAATGTTTCACAGAATTATGCA
GATTCACGGTAAACGTTTGGAAATTAACGTTGGGAGTATTTAGAAGACGAGTGAAAACAA
ACGTTTGTAAAGTTTTTAGTGTTTATAATGACCAACTCTAAACAGAATCTTATTTTTGTG
ATGATTACTATGAGAGACGTCCTGGTATTTCTCATGCATGTTTGTCAAATGTCACTTGTA
ATTTCACAGTTTGTTTCATACACTTTTTATTAAAGAGTGAGCCGTTTTAGTATCTATCAG
AGGCACACCAAAAACACACACACACACACACACACACACACACACACACACACATATATA
TATATATATATATTTCTTATTAAGAGGAACTTTAAACAAAGAATGAAAATGTATCGAGGT
TTTGTTGAAACAATGAAAAACTTGACATATGTGTTGTCTAAAGATACCCTGCATGTTACT
AACACATTATAAACGTTTGCTTGTCCATCAACCAAAT
>CL9642Contig1
TCTGAAAGGCTCGTGCCACCAGCCAACAAAAACCACACCTGTATCACCTGGAGCCCAAAA
CGCCTGTCCAGGTGAAATATCATCAGGCACTCCTTCTAGCACAGATACGTTGTCACCCTC
TATGTCCAAAACGCAAAGCACAGGGCAGCTCTTGTTGACTAAGGCTTCACCCCAGTCCTC
ATGGTAGGCAAATTGCTCCCCCTTAACAGTCTCTTTTCTGTCCAACCTTGTGGTCTCCTC
CTCATCTATAGAAGAAGACAACTCTGGAGGTACCATCTGGAAGAATGATTCAGCCTTTAG
TCTCTTTTTCTCCGCCACATACAACAGGTGCGTCTCTGAGTGTGACCAGACCAGGCAGCC
AAACTGCTCATCTTCATAGACTTTCCCATGCTTTTTCAAGGCTGTCAGATTGATGCTCTT
CATTTTGATGTTTTTACTCCAGATCTCCAGAAACTGCTTTTCCTCTCCTTTGATCGTGCA
TTCTCTGACAACTGCCTTCATTTCACCGGAAGGAGAATCCTTACTTAGCACCTCTCCTCT
GATCTCGGTGCAGTTTCCTGATGCTCCAGAGTAGACCAAAGACTTGTCATCGTGAAATAC
AATGTACTGCCTACAAAACTTGACATTTTCATTCCTCTCCAAATCTCGCTGGCTCCATTC
TGTGTAGATGTTGCTGTATTTGCCTCCATACTGAGAGGTAATGACAGGTCCCACATCCGC
TCTGCTCAGACTGGGATACAGGCTGAGTTCTCTGTACAGCTTGGCTATCTCCTCCGGGTT
GGTCACCACCTGTGACTCCATAACAGGAGCGGTCCTTGTTTGTACTCGGAAGGAATATTT
CCTTGATGCCACAATAAAAACTAGCAATGCCAACCGGACACAAACCTAGAAACCTGTCCC
CGGCCATAATGCCCGG
>CL9643Contig1
CCCGGGCATTATGGCCGGGGGTATTCCGTTGTTTTGATGTGAGAAGAGCCTTTATTTTTG
GTTTCGACGTATTGCTACGTTAGTTAACCGCTATTCTTTATTAATAACATTTTCGCTACT
CTTTTTTTTCTTTTCTTCCTGATCGAGTCGCTGAAAAAGGAGCGACTTGATCCCGCTAAT
ACAATTCGCTTTGTGGAAATCAGGTCAAAAGGGATGCCGCTGCAGAAAGACTCCGACGGA
CGCCAACAGTCTTTGGATTTAATCTCATCGCATATAATCGGAGAAAGCAGCTTTCCTGTT
ATAAAATTAAAAGCCCTCAGAATAATTCCTGCTCGACCGAGTGCTTCTGAAAGATACCCG
AGCTTGAGTTCACACTAAGGCTCGGTGGCGAACACAGAGAAGAGGCGTAACAACAATTAG
CAAGTGCTAGCGTTAGCAGAGGAACAACAACAACAGCGGATCGTTGATTTTTCTCCATGA
AGCTGTTGGAAAACTCCAGTTTTGAAGCTCTCAGCTCCAGACTTTGCGTTGAAACTGGAG
AATCTCGTATCATTGGAAGGATTGAGAGCTACTCCTGCAAGATGGCTGGTGATGATAAGC
ACATGTTTAAACAGTTCTGCCAGGAGGGGGAGCCGCACGTCCTCGAGGCTCTGTCCCCTC
CCCAGTCCACAAGTGCTACCAGCCCCTCCCAGCTGGGAAGGAGCAGTGA
>CL9644Contig1
GTTTCTTTATTAAGTGTAAAACCAAAATAAATCAAGTTCTACTGGTTTGATAATTAGGAA
AAACATATGGGATGAGAATTTAAGCTTTAAAAACAAAAAAAAGAGGTTTACAGACAAAGG
AACTGCAGGGAAAAAAAGTCAAAGATAATCAGACAAACAAAGTTTCATCAACGAATACAG
TTATTTAAAAAAAACTAAACAAAACTAACGAAAAAGATCCTGAACATAGAGTTTTGGGAA
ATAAAAACAGTGGCGGTTACATTCATCCGTCTCCCGCCTAAGCTGCCCCCGGTTCGTCTG
AGTTTCTTCCTCACAGCTCAGTTTTCCGCGATTTGTGGACGATCTGACTGTAGTTTTTCC
TTCTGCTGGGTCTGTAGGTAAGAAGGTGGCTGAAGTTGGTCAGCAGTTGCTCCCAGTAAC
AAGAGACGTCTTCCATGCGGAGGTGCTGGAGGATGAACTCCTGACCTCTCTCTGCGATTT
CTTGTGCCACATCATCGTTCTCTTTGACGAACTGTAAAAGTCCTCGAACGTCTGACAGAT
CCTGCTTGACTGGGATGTAGTGGACCCACGGCTTGAGCTGAGGGTAGAAGAACTCCTGCC
ACTCTTCCCCGACGTGGAAGACCAGGGAGCCGCAAAGGAAGAGGTGTTTGAGGCGGAAGC
TGGCCGCCACGCCNCGAAAGTTGAACAAATATTTGTATTTGCAGTGATCCAACAGGGGGA



TCTCTGCAGCTGGAGGTCTTCCCAGTGTATCCTTCTCTGACTT
>CL9645Contig1
CGGCACGAGGAAAGCTTAAAGGAAACTGTGACAACATCAGACTTTCTGCTGAAGTTGGGC
TGAGGCAGCCACCATGGCTGCGGGGCCGTTACATGCTGGTGCGGTATGAAGACATTGCTC
GATTCCCAATGAGAAAAGCAACAGAGATGTACAAGTTTTCAGGGATCCCCTTCACTTCTC
AGGTGAAATCCTGGATTCTGAGGAACACTCATGCGTCAAAGGAGGCTGGCGGAGTCTACT
CTACACAGAAAAACTCTTCTGAACAAGTAGAGAAATGGAGGTTCAATCTGCCATTTAAAA
TAGCTCAGGTTGTACAGAGAGTATGCGGACCAACTCTGAAGCTTTTGGGATATAAATTTG
TAAGCAGCGAAAAAATGCTCAAAGACAAGTCCATTAGTTTAATTGAGGACAGAAGGTTTA
ATATTTTTTAGATTCGGCCAAAAACAAACTTAAAGGACAAAGGCAAAGGTCGGAATTGAA
AACTATTCTTGCAATAAAGTATTATTTATTGAGATTTTATACTAATACATATTTCTATCA
TTTTGACAGTTTTCTATTCAAAACATTTTACTATTTAATACGGTTTTATGAGAATTATTT
TTTTGGCATTTGCTATAAATGTTGATGAAATGGCAGTGAAAACTAAAATATCCATCTGAT
ATCTGCATGCCTGGCTGACTTTGAATTCTGAATACTGTTGGGTTTTTATAACTGGTACAT
GGCAATCCTAATGTCATTTTGCTTCTCTTCATCAACTAACTCCAGTTTTACCAAATTTAA
TAGTGTCTCAAAGAACTTAAATTTGTTTAACAATACGTATGGCTGAATGGGGAAATTAAA
ACAGGTCATTTGGCAATTTTCTGGGTATTGGGGGTATAGTAACGTCCATAGACTTGACCA
TATAGACCAGTCATTAACCAAAAACTGAAGTGGTGTGGCATTATCAACTGGAGTTTAGCT
GGTCCGGTAAAGTGAGAGCTTTGTTGGAGCTACACATTGCCTACCCTTTCTGTCACCTAA
AACCCTAATTATGTACAACCCCTCTACCCCTCACACAAACACACATACAAACCAATTAAG
CAAAAAGT
>CL9646Contig1
TATGAAGCTTTATTNCTTTGAAGACTGTACAGGTGAGACACACGCCCTGAAATCAGTACA
AAGGTGCAGCTATCCTCCGTGCACAACAAGCACGCGCTTAGAAAAGGAAAAATAGATTCA
CAAAAGTAGAGTTAAGACTCAATCGCCCCCCCTCCGTGTATTTACAGCATCTATGTACAA
ATGCTGCTTCCTGTGAGAGTAAAACTTTCTGCAACAAAAACATCTGTTTGTGTGTTTGTT
TCCTCCGCTGAGCTCTGGAAAACATTTTACTCATGACGTTAAAAGTCTCTGGCAGAAATG
ACACAAATCTAAAACCATGGCTTTCTCCTGTGTCTGGGGGGGGGCACCTTTTCATAC
>CL9647Contig1
TTCGGCACGAGGGTCTTCTCTTTCAGATGTTCAGCTTCTCTGAGAGTTCTGGAGACGTCG
ACCTGACCTGCAGACTGAAGCTGTGCTTCAGACGGGAGGAGAGCTGCTCACCTGAATGCA
GCAGATCTCTGACACGCAGATCGGCCCGGTCCAATCACAGAGGTGCTGCTGCCTCCATCC
TGGACCCATGAGGTCAAGCTGGTCCAGAGACACGAAGGTTCTGTTCAGATCGGAGATCTG
CTCGTTCTGAGAACAGAACCACGACGTTGTGAGGAGAGGAGGAGTCAAATGAAGAACAAA
AACCTGAACATGAACGCTGCAGAAAAGCTGTGAGGATGATGAAGGTCCAGGAAGAGGATG
CTGGTGCTTTCTGGAGGATGGAGCTCGTTTAGGAATGTGATTGACTATGATCCTCTTCAG
GTTCTCAGACGTTCTCTGGTCTCTGCTGCAACATTCCATTCTGACATTCAGGGTTTATGC
TTCAGGACACAGGAGGAGTCTCTTTAGATAGACTCCCTCTGAGCTTTAACTTCAGTGTCT
CATTGTGTGTATGTTCAGTTTTGGGCTGTGGGGGGTCAGATGGGTGGAGGGGGGCACAGA
ACACAGATTGCCTGGTTGAAGGTTGGGTTCCACCAGGTTCCCTACAGTCGTGGTTTTCTG
ATCACCACTAGTTCTGGTTTCCATCGTGGATGTTTTGGTTGGAGTTTGCTTGTTTTTGTC
GTCTTTCATAAAGTTT
>CL9648Contig1
AACTGGTAAAAACTGCATTATTCAGCAAGCTGTTCTTTTGCTCACCTACTTATATAGCTT
TTCTTCTTTAAAAGGACAAGGATCCTCTCCCAATGTCAGGGGAAGCATATTTAATAAGAT
AGTCCTCAGTAAACAGAATGGACTTGCTCCAGAAAAAGCTGCCTGGATACAAAATTCTGT
TTTCCTGTTGACGTACATTATAAAAATGGAGTTTTTGTTTTGTGTTTTGTGTTGTTGTTT
CTCATAAAATATTGTTTGCCGTTAATAATACCACAGCTTGGAGTTCCCTGGTGGCTCAGC
CGGTTAAGGATCCAGTGTTGTCCCTGCTGTGGCTCAAGTCACTGATGTGGCACAGGTTCA
ATCCCTGGCCCCAGAAACTTCTGCATGTTGGGGGCACAGCCAAAAAAAAAA
>CL9649Contig1
TCGTCTGGAGTGGCTTTGCAGGACTCGACAAACACAGTCACGTTTGGGAGCTCAGAGTTT
GCCTGGATTCCCATGTAAATCGTGTCCATTAGCATGACCTGCACCGGGTAGGCACTGGGC
TCCACCTTGTTAGTAAAGTTATTGTCCCGGTAGATGTCGAAGGCGTAGCCAAAGCTTCCA
AAACTGGACTCTGTGAAGATGTAGTCGGAGTTGTGGAGGTTGTAGTAGCNGGAGATGCTG
ATGGTTTTGGAAAACTCGCAGGAAAAGTCAATCTTTATGGTCCTTCTTCGGACAATGACC
TCATTGGGCTGTACAAAGGAGTTGATCCGGTTTTTGAAAACCATGTTGTCCCCTTTATCC
TCGAGTTCTGTGCCGCAGGTGCTGAAGGACATGGCGCCCATGATGTGAGTGTCGTTGGAC
GAGAGGGAGCAAGACGGGTCAATCAACTGGAGGAAGTTGACGTCAATACCAGGCATGGAA
GCTTTTTCCAGGATAATCACCATCTTGTTTGGAGAGCATTGTACTGTGGCATTGCCTTGA
ACAGTAGATGCTGAGGTTACCATGACAACAACACATCTCATCTCTGACTGCGTGTTGTTC
AGTGTGTCTGCAGTGAAGCAGACTGAGACAAATCTATAGAGGTCCGAGCTCTGAGGGGTC
CAGTTCAGACTCAGCTGTGCCTGGGCGCCCAGACTGACGCTTTTGTTCATGTTCAGGGGG
CCGCTGACCTGGAAGTCTGTGATCTGAGATGTAGCCCTTGCTTCTGCGACAAGGTGGAAG



GCCTTGCCCACGGCGGCGTGAAGAATGTCTCCATGTGAGGGTGTCCTGGACAGAAACGTG
GGCAGCGTGCCACAGCTCGCTGCCTGGAGGACCAAAGGCAGAGCCGGCGTTAGCTTCCTC
TGGGTTTGGGCCGTTGGTCAGTCTGATTGCCCCC
>CL9650Contig1
CGGGCGGCAGCACGGGCGCACGGACGGTGTCTGCCTCAACACGCTGGTGGCGCTCGTGCC
CGATCGCGTGCAACGTGACGAGGACGGACTGAAGGTGGAGCTCCCGCCTACGGGGAGGCC
CCCACCCATAGAGAACCCCCGATACGTCTGGTTTGAGGTTCAGAATCTGGATCTCAGAGA
GAAACTTCTGGAAAAAACCAGAAACACGTCCGTGCTGCCGATTCACAGCCTGTACTGAGC
GCGCTCAGTGACAGCAAGCGGACTTTCAGGGTGACCTCACGACCTCAGCGTCTCAGATGG
AGGGAAAGTATTTGCCCCCTGAGGGGTATTATCATGTTGCGTCAGTGTTTCCTGCAGTTG
TCAATGTGAATGTGTGACTGTGAAGCTTTCAGAGCAGAATCGTTCTCCTCCCAGGAAGGT
CCGTTTGTGGCTCATCCAGATGTTCCTCTGGGTTCTTGTTCCTCAGCCGTGTCTTTTTCC
TTCATGGATCCGCGTTTGTTCTTCTGACTGTTGGATCGGGAACCATCTTCTACTGCTTTC
AGGATGAGATCTCTTTGTGGAGCCGTTTTGATTGATGGTTCCACCGAAGGTTCTCTGATG
GATCTCTGAAGTTCTAAAGCTGCAGGAACGTCCGTGTGACTCCTGGAAACGTGTCAGAGG
CCGTGGGAGAACCTGAAGATGTTCAGAACATCCAGACTTCAGGAGACACCGTTTCAGATC
AACATCTGTTCCTTCAGCTGCTGATGAACACAGAAGCTTCAATGTGTGATGAAGAAATCG
TTTCTCAGGGAGGGGGGCAAAGACTTTCATTGAGGGGTTTTTGAGTGCAGATCGTGGGGT
TAAAGGTCGTGTTTAAATGAACTTTTCTCTAGGAAATGAGACAAACGTTTGGACTGAAAT
GTGTCTGAATGATGTGTGACGGCATTGATGCACTTTAAACGGCGTTCTGTTCCAGAGAAA
AGCAGTTTAT
>CL9651Contig1
TTTTTTTTTTAACCTGTAAATATTTTTATTGTATTTATACACTAATTTCGGCTGCACATG
CACGAAGGTTTTTATCTGGTAGTTTGTTATTGAAGCTCAACACGACGACAGCAGGTGGAT
GATCGACTGTCTGAGCTGCTGGTTGGAACACTGACTGTAAAGGAGAACTGGACTGAGTGA
GAGTGGCGTCACCCATACAAAATGGTTTACTTCCACGTCCAACGGAAGGATGTCGCCATA
TAGATGTCACCATGTTGGAGCCAACAAGCAGTGATTGGTCCGAGTTGATCTGAGCCAGCA
TTTCTATGGCAACCACTCTAGCCAATCAGGAGTGAGCTTGTTGGAATCAAGTCTACTTGA
AAGCAGGAGATCAAACATTTTAAATGTTGGACGTGATGAC
>CL9652Contig1
GTGTTGGTGGACGTGACCACATATTTTTAGGCAGGCCTGTTTGGAATATCGTGGCATGTT
ACTAATTTTAATTGCAGCCAGCTGGCATGACTTGACTTGTGTAAACCCAAAGAACCAATG
CAAAAAATAATAATACATCGTTACGCTAACAAGATATTTATTGCAGTTTAGTATTACAGC
AATGAACGGATCGTCGGTTAACTTCCACATCCCCTTGACGTCTGGACCGTACAGATAAAC
GAGCACCGGAAGGCCATTCGGGAAGAGACGAAATGGAGACTCCAGGCCCGAAGCAGTAAT
GATACCGCAGAACCACAATTAAAAGTTAGCAAACACAAACCCCCAAGCCCCGGTTGCATC
CCTTTTTTTCTATGACACAGCCAGTTCATGCCCAGCTAGATTCGGTGGAATCGCTTTTGG
ACGAGCTCCCATATATGTTTTATTTGGGCCTGTTTTTTGTGAACGTCCTAATCCTCTACT
ATGCCTTTCTGATGGAGTATATCGTCCTGAATGTGGGTATAGTGTTTCTGCCTGAGGATA
TGGACCAGGCGCTGATGGACCTCGGGGTGCTGTCCGACTCGGCTTCCATTCCCTACGACA
CTGACACGGAACTGGACGTTTTCGAGGGCTATCTGGAATGACAAGAGGTGGAGGTATGAA
GCACGTGTGGAGGCCAGGGGGGGGTCCCCGGATCTGCCATGACTGTGGGGGACTTTGCCT
CAAACGACGTGGACTCTTGCAACATCTCACTCTTATGGAGATTCACAGTCCAAA
>CL9653Contig1
CATTAAGACGGGCTGCGCAGAGCTCGTGCCGGTCACATCGCGTGCGCATCTGCGTCCACG
CCAGGAGACGTGAAGACAGCGCGCTGCGACCATCTCTCCGCACTTAGGTGACTGCCTGTC
CTTTTGGGCAGCAGGTAATTCAATCCCCAGCAGATCTTTAAATATCTTCTTTGGAAACCT
CCCTGTGGCCACACAGTGTAAGGCGAAACCCCCCCTCCCCCACTAGCCAGTGAACGGACC
GGTCCGTACTTGAGTCTGCCTCCTTCTACAGCCTGTAAGGAACTATTTAGGACTGACCGC
AGGGAAAGGTTGCCATTGCCCTCAAGAACATATTCTTTTAAACGTTTTGACTAGTATGTC
TTTTTTTGCCGGCCCACTCTGAGCACCTTGCATTGAATGGAGGACCTACTGGTTCTGCTA
CCAAAGCACCGACAGGAACACGGGCTCTGCAGACGCACTGCCGCCGCCTTTCTGGACGTC
TATTCCCGCAAAGTGCTTTTCTCCCCTTTAGCGTGGGTTCTAACTACCTGCCTGCTTCTT
TAATGGGATAAATAAAACCTGGGCTGAGCAGGTTCAAGACCAGAGCAGGTGACTGTTTCC
CTTCTGACTGCCCCAGAACCATTGGGCCAAGGTGAGCTGACCTTTTCTTGTCAAGTCTAC
TGTCTTTCAAAGGCCTCCGCATGGTGCTTTGGTCGAAAGAACAAGAAAAAGTCCCCGACA
TCGACATGTCCTCGGGGGCCATT
>CL9654Contig1
TTTGGTCAACTGATTACAAAAAAAAGTTTTCATTTCTGCATCCCAAACACACATTTTGTG
ACAATTTCTGTTCAATAAATAAAAAGCTAAGCAAGTGCAAAACATTCAGAGATCTGAGCC
AACACAGGTTTTTGTGACTGCAGGGAGTAAGTTCCTGTCTACTTAACACACAGTGGTATA
TACACTATAATAAAGAGATATGGCATGAATTTTGCTGAGTAATTGGACATTTTTGAAGTC
GATTCAGCACAAACCTTCTAAACAGTATGAAACTTGATGCTGGCTTCCTTAAAAACCTTG
TGGGCCACACAGGAAGCTGACAGAACACCAACTTTTTTTTTTTTAANAG



>CL9655Contig1
CGCCGTTTAACCCGGGCCTTATGGCCGGGGGCATTCATTCATTCTTCGCAGTGGAGAGGA
GGATTAAAGAAAATCAGCACCATGTCAAGACGCAGTGGTCGCATCACACTTCAAGCCAGA
GATTCAAACACGCCTGAAACCGACAGACCCCTGCTGAAGAAAAGGAAGTCAGAGCCTTCA
AAGAAGAAGCTCCAGCCTGCCTCCAAGAAGCAGAACTATGAAATACAGACCTGTTGGTCA
GAGGATGGTGCAAGTCCCTGCATCCTCATTGAAACTCCACACAAAGAGCTGGAGCCCACA
GACCAATCCAGATTCAAACAGTACCGATTCAAGAACCTCTTCATCAAGAACTCCCCCATC
CCTCGCCTCAGCTGGGCTAACTCAGAGGATGTGTGGATAAAAATGATCAACAAGGAGCTG
ACCTACATTCACGATAAGAGCTACCTGCAGCGGCATCCAAAGCTGCAACCCAAGATGAGG
TCCATCCTGCTGGACTGGCTGCTGGAGGTGAGTGAGGTTTACAGCCTCCACAGGCAGACC
GCTTACTTGGCTCAGGACTACTTTGACCGCTACATGCTGACTCAAGAGGATGTCAGCAAA
GATATCCTGCAGCTCATCGGCATCACCGCGCTCTTCATCGCCTCAAAGATAGAGGAGATC
TATCCTCCCAAAATCCTCGAGTTTGCCTTCGTCACAGATGGAGCCTGCAGCGTGTGGGAC
ATCCAACAAACAGAACTTCTTATACTTAAGGCTTTGGACTGGAACTTGTTTCCAGAGACG
CCCATCTCGTGGTTGAAGCTGTACGCCCAGGTGGAGGCCCAGAAAGATGAGAACTTCCTG
GAGCCACAGTTCAGTCAAGACAAGTACATCCAGATTACACAGTTGTTGGACTTGTGTATG
ATGGACATCGACTCGCTGGACTACAGCTACAGCGTTCTCGCTGCTG
>CL9657Contig1
GGCCTACTAGAGAAACGATTTACGTTCGTTACAGCAATGAGGGACAACGCTGCCGTTTTG
ATGGCTCGTTTTGAGTGAACTGTCACAGCTGACAGCCATATAGTGGAGGATGGATCCTGT
GGTTCTGAGCTACCAGGACAGCCTGTTGCGGCGCTCCGACGTGTCCCTCCTGGAGGGGCC
GCACTGGCTCAATGACCAGGTCATCGGTTTTGCCTTTGAGTATTACGCTGCTGAGCGCTT
CCGCGTCCTGGGAGGTGCCGTCATCTTCATCAGCCCGGAGGTCACCCAGTTCATCAAGTG
TGCCTCCTGTCCCGACGAGCTGGCGCTCTTCCTGGAGCCGCTGAACCTCACCGCTCACAG
CTGGGTCTTCCTCGCCGTCAACGACAACTCCAGCCAGACGGCCGGAGGCTCCCACTGGAG
CCTCCTGCTCTACCACCACAGCTCCAACCACTTTGCACACTATGACTCTCAGAACGGCAG
CAACTCGCTGCACGCTCGGCGCATCGCCAGCAAGCTGGAGCCGTTTCTGGGCCCGGGGAG
GAAAGCTCTGTTCATGGAGGAGCCCTGCCCGCCGCAGCAGAACAGCTATGACTGTGGCAT
GTATGTCATCTGCATCGCGGAGGCCTTGTGCGAGAGCATCAGAGCGGAGGGCTCGCCGCG
CCTTCCCGTGCAGGTCCTCACGCCGGCCTACATTACCCAGAAACGGGCAGAGTGGCGCAG
ACTGATCCAGAGTTTGGCTCAGAACGACCTGTGCTGCTCGCTGACCTTCCCTTAGCATGC
TGACTGCAGACCAGCTCTGCACACTCCTACTGCTGGGAAATCTGAATGCACTTCAACGTC
TACGTATAAAGTCCGTCCCTCCTACATCCTCAGAGGCCCATGAAAGGAAAGACTGGAAAG
CTTCAGAGAACGGCCGGTGTCCCGTTTATCCCATGTGTGTGCACGGCCGTATGTAGTATG
TAAACAAGAACACCAGCATGCCTAGAAAGCTGAAACTATCGCCTTCACGCTTCGACCAAC
AGAGAACGCATGGCGTGGAAATGTTTACGCAGATTACCGCTCAGGGTCATTTTTAATGAA
CTTAATTAACAATAAGAATGTGCTGCTTCTGTCTTTCACCGCTTTGGATGTGTGGGTGGG
GCAAAGGGCGTGGCCCGCGTTGGTGGAGAAGGGCCTGTTTAGGTTCTGACAGAGCATCAA
ACTCACCGTAAGGTGACCAGAAGAAAAATGGCTTTAAACTCGCTCTGTGGCTCTTCTTTA
AGCTTGTAGGTTGATTTTTTTTGTAGTTTGTCCATCAAATTTTGTTTGGCTGCTGCATTT
TGAAAAACCATAAGTCTGTTTTTATTTCCCTTTGAAGATGTCTGCATCGTGAGGAGGATG
GAATA
>CL9658Contig1
CCCATGCAATTGAAACAAAAAGGTTTATGTGAACAATAAATTTGACAAAACATACTTTTA
AAAGAAAAGCTGACAGCCTTTACTTATCCACATTTTCACTTTTTATGTTTAATACTCATC
TTTATTTTTCTTTCAACACATTGGTAATGCCACAATGGATTAAGATACAGTCACTTTTTA
AAATAAATACAACAGAAACATCCAGCAAATACTTGAGTGCTTTACAACGAGTCTCAAAAG
CAACAGCACCGCACAAGTTCGTGCACTGAGGGCTGCTGTGTTCGAAAAGACCCAAAGAGC
TCAGGCCCAATTCCAGCCACGAACATGTTCCCAAGAGCCTCACAAATACTCTTCCTGTGG
AGAGACCAAAGACGAGGAAAAGAGCTCCGAGAGAGTAATAAAATACATCTCTTAAATTGA
CCTGTGTTGCATGCTATGAGGAAGTACAACTCCAAACCAGCAAGGAGCGCAGGAGAACGT
AATCTGGGCAGTACCCCAATTGATTACAACCTCAAAATATAGGGAAGATGTACAAAGAAA
GAAGGGAACTAACGGTCTACTTGCCTTTTCCCTTGTTATTTAAAGTAACTAAAAATATAT
GATACATTTTTATTAAAAGAAGTATTGACGAAAATATGTGTAATCTATCATTTCAAATAA
TCTACAATGCATATCTCAATTTGAACACAGTTCACAAATTTTTTGCATGTTTAAAACAGT
CACTAAAAACAAAATACCTGAAAACAAAAAGAACCTATTTGATGTGCTTGATGATACGTC
CAGATTCACAGAGCTTTCGCTTTGATTCCAGGAACTTAAAGTGGACTGGTGGGAGAATGA
GCGGCCAAGCAGATACCAGTTCAAACGAGACATTAAACATAGCTCAATGTCTTAACATTT
AGGGGTAAGGTGCAGGGTTGACCAGTGAAGTTACACCTAACAAAGTCCACATCTAACNAC
ACATGTCCCTTGGCTGGGAAAATGCNCA
>CL9660Contig1
TCGGCACGAGGTGGACTTTAGAGAGAATTGTGTATTGTGCCCTCGTGGCCCCCGTTCTTC
ATATATGGGTCACCTAAGAGGCTTTATTTGATCCTGTAAGGGCCAACAAGATCCTAGAAT
TTTATTTTTAACATCAAGTATACCTTGTGTAACAGCTGGATTCAAACTCAGACCCTCTAA



GAAATACGAAGTCATCATTTAAAGAAAGTTGGAACTTATCTCCAGGAAAAGCTGTGTTAA
TCTTTACCGCAGAGAGCACTAAAACAGATTTAAAGCCAGTCTTTGTAAACATTGTGACGG
CCTAAAACATGTTGTTTTACCCTTTATCTCTCTTTGGGCCACATTAGAACGGTGCTTTTT
CCCCCCTTGTATATTAAACTTCTTACATGTTTTTCAGCTGTATTTTTGTATGCATTTAGA
TTGAGAGTGAATGTTGGTGTCTAGACATTTTTCATGGGTGTATTCATACCTGCCATCTGC
TATTTTTTTTTTTTTTTTTTAACATTAAATTTTGCNGGGNAAATTNCAAT
>CL9661Contig1
ACTCTGAGGCTCTGAAGGTCGAGAAAGAGCAGCTGCTGGAGGAACAAGTCAGATTTACCA
AGCGGGTTGAGGAGAACAAAAAAACTTATGACACCAAACTGAGGGAATTCCTGGATTTGA
GCAATCAGTCCGCAGCAAAGAAGACGAGTCTGGAAGATGAGATCAAGCGGTACCAAACCC
TGCTCACCTCAGCCACTCGGAGGTCTCACACAGCTCAGCTGTTTTTGCTTGAAAGCAGCA
GAGACCAGAAGCTGAACGGACTCCACAGAGAGCTGGCGGACAACAAGACTCTGCTGTCTA
AGCTAGACGAGGTCATTCACAGATTCCCAAACAAAGGTCTGGAGGTCATCATGGGAGGAC
TGCAAAGTGAACATCATAGAGGTGGAGAAGAAGATTTCT
>CL9662Contig1
CTTTTTTTTCTTACAAATCACAGTTTAATAAATAGTCTGTAAAAATGAGTACAAAAGTGG
TTTTTCTTAACATTTCATATATGAATCACTCGTGACTCGTTTCAGGTCAGAGGAGACTTT
TTTTTCTTCTGTCAGGAACTTTTACAATCTAGTTTTGCTGAATTAAGGCCTCTTGATTTT
GGCATCAGAACAATCCGTCAGTCAAATGTTTTAGTTTTTTTTTGTCTGAATTGGTGGAAA
GTTAAAAGCTCCCCTGGTTCCACAAGTTCAGCAAAAGATCCGTTAAATAAAGGACATCTA
ACAAATAAATAAATAAATAGAAATGGCTCAACGTGCAGGATCCCTTTAGTCCTAGAAATG
CTGACGAAATGAAACAACACTGCAACGGCGGAGGATTCCATCAAGGTTGACGTTCTCATG
GAGGTTTACAACGACAGTCTGTCTGGAATCCCCCTCTAANAAGTTCAGCGACGACAAAAA
GTGCAATCCCACCTCGTGAAAGACATCTTTACTGCATTTGGTCGACCCCCTCNTGCTGCC
GGACCTGCAGGACCTGCAGGTCCGGCAACATCAGTAAGCAACTATAAATTACTGCATATC
AAAGCTAACTTTGTTCAACACTTAAGGACAAAGCAGTTTAAGAAATTGATCGATTCAGGT
CCCTC
>CL9663Contig1
TCGACTCGGTGCTGCAGGCGACATGGGGCATCTATGACAAGGACTCGGTGCTTCGCAAGA
CCCTCCATGACAGTTTACACGACTGCTCCCACTGGTTCTACACTCGCTGGAAGGAGTGGG
AGTCCTGGTACTCCCAGAGCTTCGGCTTGCACTTCTCCCTTCGAGAGGAGCAGTGGCAGA
AGGACTGGGCTTTCATCCTTTCCCTCGCCAGCCAGCCAGGGTCCAGCTTGGAGCAGACCC
ACATTTTTGTCCTTGCACACATACTTCGAAGGCCCATAATCGTCTACGGAGTGAAGTATT
ACAAAAGTTTCCGTGGCGAAACACTGGGGTACACTCGTTTTCAAGGGGTGTACTTGCCTC
TTCTGTGGGAGCAGAGTTTCTGCTGGAAGAGCCCCATCGCTCTGGGCTACACCCGGGGTC
ACTTCTCAGCGCTGGTTGCTATGGAGAACGACGGCTTTGACAATCGCGGCGCGGGCGCCA
ACCTCAACACGGACGATGACATCACCGTCACATTCCTGCCGCTGGTCGATAGCGAGAGGA
AGCTGCTTCACATTCACTTCCTCACGGCGCAGGAAATGGGTAATGAGGAGCAGCAGGAGA
AGCTCCTGCGGGAGTGGCTGGACTGCTGCGTGACAGAGGGCGGAGTTCTAGTGGCCCTTC
AGAAGAGCTCCCGCCGCCGCAACCACCCGCTCGTCACCCAGATGGTGGAGAAGTGGCTTG
GACGGCTACCGGCAGATCCGCCCCTGTGCCTCTCTGTCCGACGGTGAAGAGGAGGAAGAC
GACGACGACGAGTGAAGCAGCTAGAAAGGATGGAGGAAGCCCTCCATCAGACTCAGATTT
TTGTTTTTTTGTTTTTCTGACACGGACAAACTGTGAACACCTCCAGCAGGGAAGAGAACC
ACCAGATCCAAACCTAGTGTTTTTTGGCTCCGCCGTACATTTGCAGAGGCAGCAGCAGCA
GCAGCACTATTTTGAGCATCCTGACAACTGAAGAGAGAATAATGG
>CL9664Contig1
TTTTTTTTTTTTTTTNTNAGGGTGTACTTTTGATCTTNGGCTATACAATCCAAGCTTAAT
ACAGAAAAATAAACGACCAAAAAAAATAGNAAGACCAAACCATCTAAACAAAAATGAAAC
CTTTAATTTTACATTGTAGGTGGCTTGTTAAATACTTTGTTACTTGTAACAGAGGGTGAA
CGCAATCAAATGAAAAAGCACATAAAAAATGCTAAATCTGAAAAAGAAACAATAATACTG
CTTTATATATGGGTACATTTCATACAACATGACAGGTATACTGTATGTGGTTTTTTTTGT
ACGTGAAGGCTGCAGTGCAGTTGGTTTTGAAACTTTCTGGAAGCGTCATGGGGCGAANAC
GCATGTCCTGAAACCTTTGCAAGTGTGTGGCANAAGGTCGTCTCCTGCCCAGTTGTCAAG
CTGTAAAACATCGGTTTCCAAGGCTTTTATTNTGGAATAATTGCNTGAAAATCTGTGACA
AAATTGTAAAGGAAACNAAACAAAATAAAAATCTTTGCTCGATGTCTATAATGGANATTN
AAGNTCTTTGCTNANATGTTACATAAACCCCCTTGTGAGGAATA
>CL9665Contig1
CTTTTGCTTTGGACTCTAGCTGATCGGAATTGTTGTTGTGGCGCTTCTGAAATAGCACAA
ACAGCACATTCAGTATGTGTCATGGTGGTGTCTTAATCATAGATTGAATCAATGGGACGT
ACGATAGAGAAATAATCGAATTCATAGATGGTCAGTTGTTTTTCTGCCTTTAAGATGACA
CTCAATAGCAGTAATGCTCTCCACTCCAGTTCACTCCTTTTTTTTATTTTTTTAAACAAA
TATCAGTAATTCAAAGCCCAATTGCTCCATAGTTTTGATTTGATCAGCATTAAGCATCAT
AAAAAGACTGCTTGGAGTTTCTCTGTTAGAGGGCATTGATCAAATGGATGTGTCAGCAGT
CATTTTATATCTGAATGCATTCAGGAGTGTGCTGCTCCTTATCTATAATGAAGGGTAACC



ATAAACCACAAATAAATGTCGTTTGGGTTGTTTCAAAAAGAAATATATNGTCTAAGGNGT
TGAAACTTAGTCATGTACTCANTCTCTTCTCTGATCTTAACTGGTGTATTTCTGAAAGCT
TCTATCATCCTAATGGATATTCTTCATCACAATAAGAAAAAAAAAGATCATGCTCTACAC
TAA
>CL9666Contig1
CGGCACGAGGTTAAACTTCCTAGTCTTCCTTTTCCTCATAAGTCTTCAAAGTATATTCTT
TTATTTATTGGTTCTTTGAGTTGAACCTCGTGCCTGCTGCTGCTGCACATGATGGCATTT
GTTTGCAGTTGCCCCTGTGTCTGCTCCATGAACCCTAAAAAATTTCAGCTTTCTGGTTTT
GGTTAGGAAGGAATGTCTGCTTTGTCCAGAGGCTTTTGCCCAAGAAACCTCTCCACCTCC
TCCTCTCCCCCTGCACACTCCTCCTGAAGCCCAGAGTGACTCCTGAAGCAGAAAAGTCAT
TAAGCCAACATTAACAAACGAGCTTTTATTTTGGTGAAATAAAAGGCATTTATTTTTGTA
GTAGGTTGCAAATATTTACCCCAGGAATCATTTATTGTTGGGACAATATTGTTCTGGTGA
GTTATTATTGGGGCTTTTATTTTGGTGTTCTGGAAAGCTTTATTTTTTTCAAAATATAGC
TAAAACTCCAAATCCAAATAACTGACAAAGAACTTTTGAGTGTTTTTCAAAGTAAAAGTT
TTTTTGTTTTTGTTTTTTCGTTCTTGTTGTGGTTTCTCCAAGAAATGTTTGTGGGGGAGT
TTAGGAAATTTCCGAGCTGCATCCGATTCTTTTTGGGTGACTAACGTGTCCTGGTATGTT
GGTTTAAAACACAGAGGTGAGATGTTTGTCTGTCTACGCTAAACTGTCAATTTAAAAATA
AATAAATAAATTCAAAACAGGTCACTAAAAGGTCTGCACCCCAGAGAAGTTTCTTTTTGT
GTGTGCAAACGTTTAAATAGCATTGCTAGCATTTAAATGTTATTAGCTGCAAGAAACTTG
ACTTAACGAGCTGATGGTGCCAGCAGAGGAAAGGTATGTTGGCAGATCGT
>CL9667Contig1
TAATGTGATGCTGGACTCTGAGGGTCATATAAAGATTGCAGACTTTGGCATGTGCAAAGA
GAACATGCTGGATGGAGTTACCACCAAGACCTTTTGTGGGACACCAGACTACATTGCCCC
AGAGATTATCGCCTATCAACCTTATGGAAAGTCTGTAGACTGGTGGGCCTTTGGAGTACT
TCTTTATGAAATGCTTGCTGGACAGCCTCCTTTTGATGGGGAGGATGAAGATGAGCTCTT
CCAGTCGATCATGGAGCATCATGTCTCCTATCCCAAGTCCATGTCCAAAGAAGCTGTTGC
CATCTGCAAGGGGCTCATGACCAAACACCCTGGAAAACGCCTCGGCTGTGGTCCAGAAGG
GGAGCGGGACATCAAAGACCATGCCTTTTTCCGTTATATAGACTGGGAAAAACTAGAGAA
CAAAATGGTTCAGCCGCCTTTCAAGCCCAAAGCTAGGTCTCGCCAAGATGTTGGGAACTT
CGATAAGGAGTTCACGAAGATGCCAGTGGAGCTGACGCCGACTGACAAGCTCTTCATCAT
GAACCTGGACCAGAACGAATTCCAGGGCTTCTCCTACACCAATCCAGAATTTGTCATACA
AGTTTGAGGACAAAATTTGATTTCTATAGGTAGCCCAGACATATCAATCCTTAGCCCAAC
CAAAATGAGTCCAGCTGGTTCCACCCAAGACTTAGGAACTCATTATAACCTCCACAGCCA
CTGTATCTCACTTAAACATATCACCATAACCCTCAAACAAACTTCAATTAATACAAATGA
CAACATTACTGCTGGACTCACCCACTTCATAGTGCTGGTTTTCAGGAAGCAGCAGGATTG
GGATTGTTGACGATAACGGAAAAGAGATCCAAGGATCTCTGAAAAACATTTTATTAACCA
ACAACAATTCTTTTTGTCCTAAAACAGTCACATCAGGAATATTCCATAATCAATATGTCA
TGTGCGTGCTCTCACTTGTGCCATGGTACAATGTGAGATTCTGCAGGGAAGGAGTACTTT
TGAGAAATAAATTCCCTGAATTACAACCTCGTGTCCTCAAGTCAAAAC
>CL9668Contig1
CTACCACTTTGTGGAGTGGAGGCCAATGGAGGAACCCAGGTCTTTCACAGATGAGTGGGG
TCCCAAGCACTGGCCTCCTTCCAGGTTCAACCATGTGATGAAGCTGANACAAGCTGGCTC
TGAAGGCCTGCGCTGGGAACGATGGGCCGACTACATCCTGTTTGCAGATNCTGATNATCT
GTTGACCAACCCTCGGGTACTGGACCTGCTGATAGCTGAGAACTTAACCCTGGTTGCTCC
CATGCTGGAGTCCCGCTCTCTCTATTCCAACTTCTGGTGTGGCATCACCCCACAGGGCTA
CCTACCGACGAACCCCAGACTACCAACCAATCAGGGAGTGGAAGAGGGTAGGCTGCTTCC
GCGTTCCCATGGTGCACAGCACCTTCTTGGTGGACCTGCGGCGTGAATCTAGCAAAGAGC
TGACCTTCTACCCACCTCACCCAGACTACAGCTGGGCTTTTGATGACATCATGGTGTTTG
CTTTCTCAGCACGCCAAGCAGATGTGCAGATGTTTTTGTGCAACAGGGAGCACTATGGCT
TCCTGCCCGTCCCTCTCAAGGCGCAGCAGACAGTGGAGGACGAGGCAGAAAGTTTCATCC
ACACCATCACCGAAGCTTTGATTGAACACGACATGGCGCCATCTGAACATGTGTACATGT
T
>CL9669Contig1
ATGTTTAATGAAACTGTCATGTAGTGACCAGCAAGAAAGGGGTACAGTAAAACTACAAGG
AAAAGGGATGGAAGTGTGAAACCCACAAACACACACACCCAAAAAAAAAAAACAAGTCAG
TCCCNTTTCANNTTCNTTTGAAAGGAAATGCTGCTATNCCCTTCTTTCTGCATGAGTTCT
GNGNGNGTCGGGATACTGATGGAAAACANANAAANAGCNCTATGGAAATNCGTGNGCTGC
TNTTAACACAAAANTAAAAAAAATGTAAGGCAGGGAAACAATAGTTCTTTCTAGTTNAAC
TATTTCCCTCTAACCAACGCAGGAAAAACCANTTCCAAAGGAGCTAACCTTTGCTCCCGT
CTTCACTTCCTTTTTCTTACAGTGAGGGGNGGGGNGGGGAACCTTCTGTTTTCTTTATCT
AATTAGTTTTTCNCCTTTTTTTTTNGT
>CL9670Contig1
GTAATTTCAATTGGGAATAAGTGGCAGAAGTGACTGTAGTCAGTCTGCTTTTATTACTGG
CTTTAGTCATGGGGCCTCTTATCAGGTTATCACTGTTCTCCTTGCTTGTGATCAAATGGA



TCAAAGTAGATGCATTGGATCCAACAGAGGAAGAGGAGCAGTTGTCAAGCAATGAAGCAG
AATTCTATTCTACTTGGTCACCCGATGGATTCCAGGAGCAGGAGCATGGCCCTTTAGTCA
GGTCACTGAGGAATTATAAAGTACCTCTGCATGACAAACGGGGCACGGTTATCCAGACTC
GGCATAAAGGCCACAATGCCAAAGTTCCCCCGAAGCTGTGTAGAAGTGTCGTGT
>CL9671Contig1
GGCACGAGGGCACGGTTTCTGAGGAAACGGAGCAGCCTGAAGGAAATCACAGTCCCTCAC
TTCCTCCTAACCTTACATTTCTTAGAATCTCATTTTTTAGCTCCTTTCTGATGGAGAAAG
CCCCGCGTCCCGTCTGCCTCAGAGAACTTTGTCTGAATCTATGAATATATGATATATTTC
TGATCAACATTAAGTGAGAATCGTTTCAATGTATCTGGAAAGCTGTGGAAACGGACAAAC
GGACAGCAGACGCTGACCCAAATGTTCTTTTGAGATAATCTGTTTACAACAATTCCTATT
ATTTTGATAAAATTCAAAGTATATCAGAAAAAAAAAA
>CL9672Contig1
CAGCATAATCACAGACGTCAACATATTCCTGAACTTCCCCCACTCCCTCAACATAGATCT
TGCCCATTTCCAGCGACACCAGGCTTCCAAGTACTTTAATTTTCTTTCTTAATGCATCTC
CAATCTGCCGTACAACCTCGCCTCGTTTTGGGGCTGGAATATCTGCCCATAACTTCCAGG
GCATCTTTTGCCTTTTGGACAGTTTCTTCATATTCTGCCAAAGTAGCCTGACCAACTCTG
GCAATCGGCTCGTTATTGGCAGGACAATAAGATGTGATGACCTCCCCCACTACCCCCCCA
GCTTCCATTGTAAACTCCAGGGTTGTCCTCTGACAAACCAAGTTCCTTCAGCCAAGAATA
TTTGGGCTGGTTGATGAGCAGACTTGACATTGCTGCCGATTGTTGACAGTGGAAAGAACA
AATTCTTTTCTGTAAGAGGAGCCTCTTGTAACGGCCAAGGGTCAGAGTCAAGCAGCGCTG
CATGGGTGATGAGAATGAAGGCGACAGGCCACGTTCACTTGAGAACGCCCCGGCCATAAG
GCCCGGGTT
>CL9673Contig1
TTAAGAATAGGCATTTTTGTGGTACTGGCTTCACAGAGGCTCACGGCACTTACAAAACAC
ACTTTTTAAAAAGGATTTCTGTGCACATGCATCATGCAAGATTCTAAGCCCTTGCAATAA
TCACAGCTCTTTGCTCCTAAACTTTAACAGTTAATTAAACGTTTGTGTGTTGGCCTAAGC
CTGCCTTCAGTGAGCTCTGCTTTTCAAATCGAACTAAAAAACTCAAGCTAATAAAACAGA
AACACTCACACACACCGTGTACGGCGAGGCACACACACGCGCACACACACAGGCTGTAGT
AAAAGCTGAATGGCACAACAGTGCACATCACAGGCTTTTTATGAAGGGGCTGTTTTTTCC
GTTTTTGCAGCCACTGACAAAAGCACACATGTATTGATGGAACTTGAAGTGCAGTATTTT
CCGCGTGAAGATTGGTTTGTGGCTTGTCGTCCATGTCACCGGGGCTTTTGTGCTATCAGG
ATCTTTCTGGATTCTACAATACAATAATACAGAGCAGTGCAAATTCGGCAAATGCCAAAA
CATGGTTCTGCTAAAAACAACCGCCCAAAGCTTCATTAGTAAAGTCTGTCCTAAACAGTC
CAGCTCACCTTTTATTTTATCTACTAATTCACATAATACACATTTTACAAGACTCAAACC
AATACCTGACATTAGTGGAGTGAAATATGAAATATGGCA
>CL9674Contig1
TGGTTGTTGACATCATCAACCTGCTGGGCGCCTGCACTCAGGAGGGCCCTCTGTACGTGG
TGGTGGAGTACGCCTCCAAGGGGAATCTGAGGGAGTACCTGCGAGCGCGCCGGCCGGTCG
GGGGGGAGTACTGGAGCGGCGCGCGGCAGCCGCTGCTGGGGGGGGTGGAGATCAGGGAGC
TGGTGTCTGCAGCCTACCAGGTGGCGAGAGGGATGTCGTACCTGGCCTCAAAGAAGTGCA
TTCACAGAGACCTGGCAGCCAGGAACGTGCTGGTCACTGAAGACGACGTGATGAAGATCG
CCGACTTTGGCCTGGCCAGAGACATTCACCACATCGATTACTACAAGAAGACCACCAATG
GCCGCCTGCCGGTCAAGTGGATGGCGCCTGAAGCTCTGTTTGACCGCATCTACACCCACC
AGAGCGACGTGTGGTCGTTCGGCGTCCTGCTCTGGGAGATCTTCACCCTGGGCGGATCTC
CGTATCCCGGCGTTCCGGTGGAGGAGCTGTTCAAGCTGCTGAAGGAGGGTCACCGCATGG
AGAAGCCCTCAGCGTGCACGCAGGAGCTGTATCTGATGATGAGGGATTGCTGGCACGCCG
TTCCGTCCCGAAGGCCGACGTTCCAGCAGCTGGTGGAAGATCTGGACCGGACGCTCTCGC
TCATGTCCAACCAGGAGTACCTGGACCTGTCCGTCCCGCTGATCCAATACCCTCCAGTCC
AGTACTCCCCGATTATCAGCGCCTCCTCGGATCCTTCCTGCACGTCTTCATAGTCGCCGT
GGATCTTCGCTCCTCGTGCTGCACCTCCTGGGTTCCCCACAGCCTGGAGGAGGAGCCGCA
TGGATGTGAAGAACATCTGGACCTCCTCAGTGAGGGAGACAGGACTCCTGTGAATGTGTG
TAAATACTGTAAATATGGCAGAAGATCAACTCACGCGGCACAGGGATCAGATGAAAGACA
TGTAACCATCCTTTATCATAATCCATCACTTATTAACTGATTCATTGATTAACCCCCATC
TTCTGCTGCTTAGAACACGACCAGCTTCCAGCTGAGCGTTTCATTTAACGGATGTTAAAA
CGACTTGACCGTTTGGGACCGCGTCACGCTGGATTCTTTGACTCCTGATGTCC
>CL9675Contig1
GAGGGAGAGAGAGGAGGATGCGCTGACGGATCCGCGGTCCTGTTTTGGTGCTGTTACTGG
AAGGATCATGAACCGCACGTTTGACTAGCCAGCTCTGAAGTAACAGTTGCAAGGAAGGCC
AACGTGAAGCAAGAGAAGCATGGCCGTCTTCAAGTCTGACATCGTAGAAGACCTCTATGA
GATTGGGGAAGTTCTGGGAAGTGGCCATTTTGGTCAGGTGAAAAAGGTCCGCGAGAGGGC
GACTGGAACCAGCTGGGCGGGAAAGTTCCTGAAAATTCGGAGAAAAGGAGGCAGCCTCTT
GGGAATGGACAGAACCAGCGTGGAGCGTGAGGTGGAGATCCTGCAGGCGCTGAAACATCC
CAACATTGTGTTGCTCAAGGACGTTTTCGAGAGCCGATCAGAGATGGTGCTTGTTCTAGA
GCTCATTTCTGGAGGTGAGCTGTTTGACTTCATTGCTGAAAAAGACAACCTCCTGGAGAC



AGAGGCCATTCAGTTCATGAAGCAGATCCTGGAGGGACTGAGGTTCATGCACAGCAACAA
CATCGCTCACTTCGACCTGAAGCCAGAGAACATCATGCTGTCCGAAAAGGTGTCTCCTCA
GCTCAACGTCAAACTGATCGACTTTGGCCTGGCCTACCGTTTTCACCAGGGACAGGAGTA
CAAGAGCACAAGTGGCACGCCTCAGTACGTTGCTCCAGAAGTGATCAGCTTTGAGCCACT
GAGCCCCGCAGCAGACATGTGGAGCATTGGAGTCATAACCTACATTCTACTGAGTGGTAT
GTCACCATTTCAAGGTGATACGGATGAAGAGACTCTGAGGAACGTCGTGGCGGTGCATTA
CGAGTTTGAAGACCTTTACTTCAAGACGACCAGCTCCATGGCCAAAGATTTCATCCAGAA
GCTTTTGGTGAAAGATTCCAGAGAGAGGATGACTGCAGAGGAGTGTCTACTTCATCCATG
GATCAAGCCCATCACACGCAGACAGGTGGCCAACCGCAATCGCTCCTCCATCAACATGAG
GAACTTCAAGAGGTTCAACG
>CL9676Contig1
AAAGTTCGTTTGACAACAGATGAAGTCAACGGATGACATGAGTTCTGTTTAATACATTAA
CATCATGACCACGGATGTGTTTCCAAAACTTGGAGAATCTAACACAATACAGCATCAAGT
ACAAATTGTTGTCAGAGCCTTTAACAAGTTCCTAAAAAGCAACAATTGAAATGGTTGTTT
AGCTTCACAAATAACTGTTGGCGCAAGCTCCACCTCCTTCCTCCTCCAGCATGGCGTTTA
CTACTTCAGCTGTCAAACATCACTGCCTGAAAGCCTCGGCAGCCTGTTGCTAAGCTGTGA
CGCATGAATGTCAGCGCTCTTCCTGTGGGCTCACTTGTTACTCGTAGAATTGTCAATGGT
TGCTCGAGATTTAAAGTTACTCTTCTCACTATTTCTGTGATCTGGAAAACCGATTTGTTT
GACAACATATGACCGCACGTATTTCATGAAAGCTCGACGAAACACAAGTTTACACTTGCT
TAATGTATGGACGGGTACAACAACATCGTCACAGTTTAGCCACTGCCAGGCGGTGAAAGA
TGTGTCTGAACTGCCTCTGAACACACGGCTGCGCAGGCGCTGAGCAGATCCAGCTGCTGC
AGAGCAGGAGAACAGGAATTTTTCCACACACAGCTGCAACTCCTCTTCATGAAATTGCAT
GGTGGTTGAATAATATACTGTACAGTGTGTACAGTAGAGATGTTATACAAAAGGAGCCAC
ATTTCTGTTCTCAATATCTCAAAGTGATGTTTGCAACTGCAGAAAAAAAGCACTTCTGCC
TTATGAACACAAACTTCTGTTTTGTGATTGTTTAGAGTTCTCTCTACTTGATCCAGTTGG
GAGACATGTATTCAGGATTTTTTGTTCTTTTTCATTAAAAAAAAACAGTTTACTAACAGT
TTATTGAAACTGGAGCTGTTGGTGCATTTCACCATCAACCAAAGTTTTGTGTGTTTGTTG
TGTGGATGTCCGACTTCTCAGGCTTTAAACTCTTCACTCTGAATGTCATGTATGGATTTC
CTGTGGTGTCATTTTTCTGTGTGTGTACTCTGTGCTCTCTTCAGACGACCTTGTCAGGAT
TGTGATCACTTGTGCTCTGCAGAGCATTGCCAACAATTTAAGTGCAAGCAGTCAGGCTGT
AAATATGTCATCCATGTTGTTTGTTTGTGTGCCAAATTTTGCTTTGAAAAAGTGCTTGAT
TGTCTAAAAGCTTTATACTCTTTACTGAAGCATCTTTGTGTATTTATAAT
>CL9677Contig1
CATTCAGTATATGAGCAATACGAAAAACATCACTTTAAAACCCTTTTCACCTTCAGGTAT
AGATGGCTCCGCCCTCGCAGAAACGAAAAGAGGTGGAGCTTAATTCAGCCGCTTTTCTTT
CAATACGTTTATTTAAACAAACCTTTTATACTCCAGTTGTGTGTGGACGAATCAGATGTC
TGCTTTTCTTCTCGACTTGAATTTCCACGACTGAATTCTTTTTGTTAAAAAAATTTTTTT
TTTTTCTTAAATTATCGNCAATCGAGATAACTTTATTTTTACCNCGTTCTTTTTCCGGCT
AGGCGGCCGTCANANGGAAAAACGGGCGATGTCTTTGTTACGAGAAAGCGGCGGTACGAG
AANCTTTCTTTTTTTTTTTGGCCTTTGGCCAANGGGCCTTTNCCGG
>CL9678Contig1
GAGGGGAAAAAGTCCACCCAGTTCAGGTGGAACTGCTGCTGAACTAACTGAAGCCAAGGC
AGCTGCTGGGAACCAGCGACGAACAACCTCAAGTTCACGCCACAGACGCGACACAGTAAA
CGACGACGGGCTCCGCCCACAGGAGCTTCTGCACTTTCACAGCAACACTTTAGGAGAGCT
CGTCGTCCACAAAGGCAAATGTTTGGGTGAAAGCCAGCGCCTTGGTCGTAGCGTTTACTG
CGCTTTTGAAGCCAACTCTGGAGAGTTTTCCGTCCTCTATGAGTGGTCGTTGCGCTGGAG
CAAGAAGATGGGCAAGTTCTTCACCAGCCAAAAAAAAAA
>CL9679Contig1
AACTAGTCTCGAGNGNCTGTGCTGCAGCGAACGGTCTCTCACGATGGGACAGGAGGCGGG
AGGCATCAGGGTCTGATAGAAGCGGCGTCAGTGTGACAGGAAATGGTGAGCAGACTGAGC
TACCTGGTAAAACATGAACTCCTTTCTCTTGGCTGCGAATCAACAGGAACTTTGCTGAAT
ATAGATTCATCAATCTTTGCCATGTCTTTGAAATAAAAATACATTAAAAAAAACAAAAGA
AAGGAGGGAACCTATATTGCCTCATCCTGCCTGCTACCTGTCGGACCTGTTTGGAGGTAA
AATGAGTGAAAACGGTGGAGTAACAGGCAAAGGCAGGAAGGAAAAACAAGAACTCAAGAT
TGTCATTGTGGGAGATGGAGGCTGTGGGAAAACATCTCTGCTCACGGTTTATGCCAAAGA
AATATGCCCCATCCGTGTTTGACAAGTATGTCACGACTGTTGATCTGAAAGGGAAACAGA
TAGAACTCACCCTCAATGACACAGCTGGACAGGAAGACTACGACAGACTGAGGCCGCTCT
CATACTATGGGGTCAGCCTGGTTTTAGTGTGCTTCGATGTCACCAACCCCACCAGCTTTG
ACAATGTTCTAGTCAAGTGGTTCCCAGAGGTGAAGCACTTTTGTCAGGACGTCCCAGTTA
TCCTCATTGGGTGCAAAACTGACCTCAGGAAGGACAGGGAATGCATGAGGAAGCTGAAGG
CCAACGGGATGGCTCCCATCTCATACACACAGGGGGAACAGACGCAGAAGGAAATCAACG
CAGCGCTCTACCTGGAGTGCTCAGCCAAATTTCAGGAGAACGTGGACAACTTGTTCAGGC
AGGCCACCAAAAAAGCCTTGGCCTTCAACCGAAAACAGAGGAAGCTCAAGCGGAAGAAGA
AATGCGTCATTTTCTGAGGGGGGGGGGGGTGTCTTCTGAACATCAAGACG



>CL9680Contig1
ACGGATGCTGACAGGTCCGACTGGTGTGAATGGTCAACACATAGCGACAAGACTGAGGCT
CATCTACGCGAGCGATGTAGTCATCTGAGCCCTCCTCACATACAAACCGAACTTCAGCCT
CTCTTGGGTTTCCATTCAGGTCACATTTGGAGCCGTTGACATAGGTCTGACTGTGGTGTC
GCCTCAGTTTGTGCTGTTTGGAGGCCTTTGCCGTTTCGTTGTTCCAGTCAAACTCAGAGT
CATAATAGCCCAAAATGAGAACATCCCCTTTAATTTCTGAGTCGTCAAGATGGTATTGTC
GAATGTGTTTACTATAACAAAACTCATACGTCCACCAGTCTTTTGTCTTCAGTAGACATG
GAGCCTGGTGCATGGGCTTGAGCAGATCCGGGATATCTGGCCCGGTGTATCCCTGGGAGT
CCGGCTCAGAAGCTGGATCTTGATGAAACCGCACAGCCTGGACTGGGAGGCGGCACTCAT
AGAGCTGCTTATACTTACTGGACACCATCATGACCTCCTCAGTCTTAGTCTGGCCCAAGA
TAACGGGATCCGGAAGAATCTGAATGCCATACTTCATTTCATTCAGCTCCTCTATATTTA
AAAAAGCTGGGACACATAAAGGGCATATTAAGAAAAAAATATACAATTTCTTCAGCCATC
GCACCAAGGAAGCAGCCATCATTGACCCGGTGAACAGCCCCGGCCATAAGGCCCGGGTTA
>CL9681Contig1
CGGATGTAACAGAGAGAATCTGGTCACTTTTCAAAATAAAACGTTATAAAATGGAAATTA
TTTTTTCTTTCTGTGCGTCCCGGTACCAAAATTTTCCGCGGACTGGTACCGGGCCGCGGT
GGTTGGGGACCACTGCTCGGGGAGCTAGATGGGAGAGCTTCATCCCAGTGTGTGGACGGG
CTTTTGTGGATGAAATGAGACATATCATGGTCGCTGTGTATTGGGGGGTGTTTGTTCGGA
ATCACGTCTGCCAGGATAACCCAAGGATCGCTGTAAATTGTAATGACCCCATCCACAATG
CATTGTGGGAGTTTGCCTTTTTTTTTTTCTCTCTCTTGAGTAGGTTTTCCCCAGTAGAAT
CAGACGGACTAGACTTCACAGATTCAGCTCACTGTGGCGCTCTGCTGTTTTTCATTTCTG
TCACCACTCAGCAAGTTTTTATTAATCAGATCAGAGAAAAGACATTTTCAATTGGTAAAT
AATATATTACAGATATATTTTAGTGGCATTTGCTGTGAAGTATAAATGGTGATGGAGGGA
CAGAAGACAAGGAAAGCAGCTGGGAATTCAAACATTTATAGCTTTTTTCATCTGCTGCAA
AAACGTTTCTCTTGCAGTTACACTCCAAATGCCTGCATCACAGCCTTCCCAGGGTTTTGA
GGTTTTCAGCTCATCAATTGACCAATTACAAAAGGGGGATGGATGGAAATAGAGCCTGGG
TGATGGCATGTGTTGCAAAAATCAGAGTATTTTCACACCTATGTTCTGTGCCGAATCCCT
GCAGCTTTTGATAGGGCTGTAGTCCTCCAGGACATTTTGGACCAAGGTTTGAATATCTCT
AGAGAGCCAGGACTGACCACAACTGCTGGATTGGATATCTGAATCTGTTGGTTCTGTCTA
TGCCGGCGTGTTGCTGATATGTGCCAAGGTTTTGCTGCAACAGCAAGAACTACGGGACGA
CTGTCAGAGACCGTCCATGTTGTCAATCCAGCACTTTGTTTCTGAAACAGAAGCACAGAG
GAGCATGTCTCTTCTGGTAGTATGATTGGAAATTTTCCCACAGTCAGTTTGACAGCATTG
GGTGCTCAGACTCTCGTCTGAAGCCTGAATGAAGTCTGATGGCACAGATGACTTTTAGTT
TGAAAAGCTGTGCTGCATGCATGCCGGTCGGCTCATATCCTGCACCTCTATTATCTG
>CL9682Contig1
GGCCTACGGCCTGCCTGGCACACAGCATGGATACAATATGGCATAGTCAACTTGTCTTTC
TTATTCTCTCCCTGCTTCTACCTGAAATAATTTTTAAGAGACTTCCCACTGTGGCATAGC
AGGTTAAGAATCTGGCTCAGGGAGTTCCCGTCTTAGCACAGCGGAAAGGAATCCAACTAG
GAACCGTGAGGTTGTGGGTTCGATCCCTGGCCTTGCTCAGTGGGTTAAGGATCCGGCGTT
GCTGTGAGCTGTGGTGTAGGTCACAGACATGGCTTGGATCTGGTGTTGCTGTGGCTCTGG
CGTAAGCCAGCAGCAACAGCTCCAAATCGACCCCTAGCGGGAGCCTCCATATGCCACAGG
TGTGGCCCTAAAAAGACAAAAGCCAAAAAAAAAA
>CL9683Contig1
TAGTNTAGNATAACCTTNTGAACCCCAATTAATTTGCCGTTTTTTTTTTTAACATTCTAA
TATGTTTCTTAAACGGTTATATTAAATGTGTAACTAATAGTAAAAACCGGTAATCTCNTT
GNGTAATCGGTTTGNGNTTAGNCCTTAGNCGAATTTCTCTTTTTAATCAATTTAAATCAT
NTAAAGTACTTTTACGTAACTCATTTTTTCAACNAACCCCNTTAATTTCTTATTAGGTCA
GAAAAAAAGTTATGTACTCCNGAAATNCGGTAGGCNTTACTTTTGNTGATTTTTGNGNTT
ATAGATACGAAAAAATAATTTATGTTAACNTTGNGNCTTAACNTTCAAGGNGAGCTTTAG
CCTATTGAAACTAATAATTCATATCNTTACNTGAATCAATAAAACNTTTTNTGCAGCAAA
ATAAATCCCTTTTTCCNGGNGTACTTGAACGCNTCNCGGTCTTTCTGTGCCGGATGAGGC
NGGTATGGCATCGGTCTGTGGCNGGAGGGAGGGGAGGTTGGTCAAGNGTATATACNTGTT
TTATACNCGGTTGTNTGAGGNGATTATTGGTTTTATATCCGATGAAAACTTGTATATTTT
GATTAAAAGTGTGAAACCGGTTCTGAGCCTTACACTGTTTGTGTCACAAAGAAAAAAAAA
ACAGATTAAATAACTTTTTATCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL9684Contig1
AGGGGCTGCATGAAACACAAATGCACAATGTCAAAGGAAAGCAATGAGAAAGTAAACGCC
ATGTTTTTCGCTTCGGCAAATTAGAAGTTTCTAAAGTGCAGGAAGATGCGTTCTACACTG
AAGAAAGTTCCGGGATTAACGGTTAAGATTTCACCCCAGTGTCCTGTACAAACTTGTTGT
AATGTGCATGCCGTGAGGAGGTTTCTAAGATTTCTCTGATTGTGCATCTACTCTAATTAT
CACACAGGTTATATTTACGATTGACGAGAGCTGAGATAAATTACCGGAACAAAAACAACA
GCTGTTTGAGTCCTAATTCATGGGAAAGAAAAGAAATTAGAAAAAGGAACAAGTTCAATC
ACAACATGTCAACTGTTAACTTACAGTTACAACATAGAACAAAGTAAAAGGATGGCAAAC
ATAAAAAAACAAGCTTCCCCTCTCCTGAAAACTTACAAAACATTATTCCCCCTGCACCCA



TTTCTAAAGGGGAGGAATCCTTTAAAAACTCTTTCTAAGAGAGAATGCATATATGGTCAA
ATGTGATAAAGAGGCTGAAGAAGGCTGAGTACAGGAAGGATGACTAGAATACCACTGTGA
GTCTCTCTGTGGCCTGTAGTGGGCGACACAGTCCTGCTAAGGGCCGTCCTCCACAAAGCC
TGAAGGAAAAGGCTCAGCAGTGAGGCAACAGTTTGGCCATGATGCTCTTCGGCTTTTTCA
TTCCATTACTTCCTCTACAACCGTTCTTCTGTTGTTGTTTTCTTCACTGTCTGGAGATTC
AGCGTCTTCTAACAACTCTCCATTCTGCAATGAGGGGTTGTGTGCTCCCTGATCCGATCC
CCCCGTGAGACCATCTGCCGGTCTGCTGACCGCGGCCGCCCC
>CL9685Contig1
TGTTGCAGACCAAGAGTCCGGCTTGAGCTCTCGGAGCTGCCCAAAGAAAACCATTCTGCT
CCCCTCTTCCTCCTCCACCTCCTCGCTCTCTCTGCACTCCGAGGTGACGCTCTGTCTCTT
TACTCCTCTTCCTCTCCCCACATCCGTCCATCTGTGTGTCACCCTCTTCCTTCTGTCCGG
TTAGAATCGGCGTTCCGTTAGTCCGTGTCGTTCCAGCCGGCGTCGCTTCTGGATAATCTC
ATGGGGCGGAGCTTCTGCACAACAAGCAGGTTAACGGATGACAAAAAGTCAAAAAGCCTG
TTTGTTCGAGAGCAGAAAAGGAGCAAAAAAGATCGTCTTTCCTTCCATCTTTGAGGAAAC
TTTTTCGGAGGCGTCTGACTCTAGGGCGCCGATGGATCGCATCAGAACCTGGTAAAACGT
CAGACGCCGATCCGTCATCTGTGAGCCTCACCTCAGCTCCTTTGGCAGGAGGAGAGGCGT
CGGATCCTCGGCCCTGTGGTAAAGCAGAGGCTCGAGCGCCTTAAGAGCCAAAGGTGATGC
TGCGGATGCTGCGCGCACGTTTGTAGAGAATCGGCGGCTCGAACTCCCTGTTCCACTCAT
TCCTCTCCTCTAAAAAGCCGTCGCGGTTCTTTTTAGAGCAGTGGTTCTCGTCCCGAGGCA
TGAATCTCCGCCGTCCTCTCCTGATGCCTCCACAAAGGTTTGGTGACGTCTTCCGAGACT
TTTCACTGATCCCATAACTTCCGTTCATTTCATTTTTCCAAAAGAGTTGCTGACACTTAG
TTCAAATCTGGGGCTTGCACAGATTTAAAGGCAGTGATGAATAAACCAGCATTGCTCTGA
GTTTGTGTGGTTTTTCACGTTGAACCGACTTCCTGTGGTGATGGAGTCCGTCGTTTGTCT
GCAGGATCCAGCAAAGCCCCTGGACTCTGGCCAGATGCCCGTTTATGTGCTCAGTATTCA
GGAGAGGGCCGAACAGTTGGCCTCTATGTTGGAGGGTAAACCCGCCAGACCCGAGGTGAA
TGCCCCCCCCCACGGCAGGTTTAGGAATTCAACATTCGTTCTTAATTCTTTTGATTTTTC
ATCTTTACATGATGAAATGCCTAACGTGGTGTGAATTATCAGAAATGAATGGGCTTTGCA
GAAACGACTGCTTTGGTAAACATCTATGGATGCATTTCTGTAGCATCAT
>CL9686Contig1
GAGGCTCCGAGGACGAAGAGGACAACGACATGGACTCAGACGGAGAGCAACCTGCACACG
CACACCTCCCACACCATCAGCGCAGGGTGAGTTTGAGTGACGGCAGTGAGAGCGACACCT
CTCCACCCCCCTCCCGTAAAGACACATCCGCCCTGTTGAAGTCCACCAACAGCCAGATTC
TGGAGGTGAAGAGTCCCATCAGGCAGAGCAAGCAGGACAAGAGCAAAAACCTGGACTGTG
ACAAGGCTTACCTGGATGAGCTGGTGGAGCTGCACAAAAGACTGATGACACTAAGGGAGG
GGCACATATTACAGCAGATCGTTAACCTCATCGAAGAGACCGGACACTTCCACATCACAA
ACACTACTTTTGACTTTGACCTTTGCTCCCTGGACAGAAGCACAGTCCGAAAGCTTCAGA
GTTACCTGGAAACGTCTGGACTGTCCTGAGGCTCCGAGCAGCTGGCTGCTGGGTCTCCTC
CTCTGCTCCACAGAACCCATCGGACCGCCGCTGTGCTTGGACGCGTCCGGCTCGATGGTG
GGATCGGGCTTTTGGAGACGACGTCCTGCCGCACGAAGCAGGACTGGCATTGCTGGAAGG
AGCCCCCGAAAGCTGTGGGATCCTTGTGGTCGCTGCGTTGGGTCTCCGTGGTCGCCATGC
CGGCAGTATGCTCGTCCCTTGACTTGTGCATCAATGTGACAAAGGCGTGGTCAGCGGCGC
CGGATGGCGTTGAATGTTATTTATTGAGTTTCCTTNGTAGGAGTGTGTGCTTTGTGTGAG
TGGGGGGGGGTACAAAATGAGGAGATTTAGTGGAAGCACTTGACGACTGATTTATCTGAC
ATCCAGCTTTCAATGAGGGGGGGTTTCAGCAGTGATGGATGGAGAACAATTGTTTAGCAT
GTTTCTGCTGTTCTAGATCCTGTTTCTAATGAACGACGACGCTCTTCTACCAAAGTTCAT
CTGAAACCTCCTTCTGTGCCGTCTCACCACCAGCTTCACTTTTGCTTTGTCTTCATATCA
TATCCAAACACACAGAGTTGATAAAAAGAAAA
>CL9687Contig1
CAACACTTTACCACTGNTTTCCATTTAGGCAACATAAAAAGAGTCAGAAATAAATGAAAT
CTGCTACTTCACTGTCACAGCTGATGAGAGTGTGTACAAAAAAGGTTTTTACAACAGATC
TCTGCTGATCCATAGAACAGCACATTGCCACCATATTTCACCACCATACATTGGGAAAGA
AAGACAGAATGAACACTCACTAAACACAAGCATACACTTACATATACCCTTTTTTTATAT
TTTTGCTTTAGTTTTACACAGGATTTTTTTTCTTTTGTTTTGCTTTTTATAAGAGTAAAA
GGGAAGTGGTAGCTATTGATAGCATCATACATATTTCAGTTACAATAATACAATGTTAGT
TAGATCAGAGACAAAGTGTGATTCCTTTTTCTTTCTTTTTTTCTCCTTTTGCTTTGCTCA
TTCTCAAAACAGTTGTTGGTAAGAGAAAAATAAACTTGCATTGAAAGGTATAACACTATA
GCATTTACAAATATCTAAAGAGATTTAGTGGATGCCATTTAACATCTGTAGTGTGTGAAG
ATGGTAGTACATAGATGTTTGGCAGAGACAGCAGTACAAATATCTCCTGTGAGAGTAATG
AAGAGAAATGATGATACAAAATAATAAAACCAATAGCTATCCATCTATCTATATATATAT
TTCTCTATATAGTATGTGATTCTTTAGAGCAGTACATGCAGCAGCCACTGAATGGAGTGA
CATCATACTGAGCCGCAAACTCTGGGGACATGGCAACANGTAACAGGCAAAGGG
>CL9688Contig1
ATGGTTTATTCTACAGCCCACATGCACATTTTATAATGAAAACCTACACAAACAGAGTGT
CATTCTCCTGAGAGCCTCCAAAATATGGACCACAAAAATGTACAGATGGATGACTTGGAA



TAGATCATTTCTTGGGTACACAATGTGTTTCTCATCTAAACTCTCAGCAGCATCAAAAGT
GATCACATAAAGTGCCATCCTCCATTTCTTTAGGAATCTCAACCGTAAAATATCAAAAAT
AAAGCCGCCTGTCTTACATAAACTGCGTCGGCTGGGTCTGGTCCTGTCAGCTGCATTTTT
TTGACAGAACCTTCAGCATTTTCATGACTTTACTTGGGGGGGGGGGGGGTNGGGNAAAAN
GGGNTNGGNTNCAAAAANNTAACNNTTNNTNNANCGGGGNNTTTNAAAAAANGGNTTTGA
NAANGGGGGGAAGGGNNGGCCCCANGGTTNAAANTTACA
>CL9689Contig1
AGGGTTATCACTGGGTTTAATGGTGCCTGTGGACAGCTGCTCTCTTATTTGCTGTCAAAA
AAATTCTCACAGATCATGTAAAAAAAACTATTTTTAAATGTCTGGATGAAGAAAATGCAG
ACTGTCGAGTGTGCAATGAAATTTTGCTGGTGGGAGGAGCTGACGATTGTGAGGGGGCGG
GACTTCCAGTCACATGAGAACACTACTTAAAAAAAAATCAAATAAAAAGGCTGCTTTTCT
AATTGTGGGGCAGAGAGGTTCTCCTTTTCAAGAATTTCAGTCAAAAACGTTAAAATAACC
TGCTTGCATTGCTAAATTAATTTCTTTGTGCTCATTTCTCGTGTCATCGATGTGGATTTG
AGCGGCTCCAAATGGGATGTACAGGTATGAACTGTAGCTCATACAGTTATATTCCTTTCA
GTAGTCACTAGACACCTCTCTCCTGCCCCCTACAGGCCACCTGTATGTTAAACACCTGTG
TTGAAACCAGCAGTCTCACTTGAAACATCTATTTAAGGAGATCTTTAGATTTGACAGTAT
AAACTTGCTTAACCTTGCACATTTGAGAGATGTAACTTTTATGTTAAAATGTTCCGATGT
ATATAAATGTTTGGTTTATTATTTTTTTCTGTCTGTAAATTTGAAAATGATGTAACTACG
TNGTAGGTATGAGGTTTTGTTTTTGTAACTTAAAAGCGGAGGTGAATCAGAGGGACATAT
CACAGCAGTTAAATGAAGACAAACGTTCTGTCCTTTAAACCTGTAGATTTTAAATATTTT
TACTTCATATTGATCATGCTTAGTGTAATTGAAAGACATGTTTATAATTACACGGTTTAA
TA
>CL9690Contig1
ATAATACGGGGTTGTGGAATGATAAGAATTGAACTTAGCCAAGTGTCGCCAGACATGCCA
AGTCTGCAGGGGAGGGCTGGTATTCATTTATCATGCCAAATCCACCTGTATTAGGGACAT
GTAACCTTGTGGCCATAAGCTCCCTTTCTAAGCTTTGGTCATCCACTGGTTGATAAGATT
AGGGTAACAATGACCTTAATA
>CL9691Contig1
AGGGCTGGAGACACAACGAAGAGAGTTGCATCAACGGTTTGAGCTGTCTGATGACCGTCC
ATACTTCAGAAGAGCAAATGCTTACCACTTTCCCAATGAGCCCTACAAGGATGGCTATCT
CCGAAACCCGCACAATGCCCTCACACATCCNACTCTAGAAAACGGAAAAGTATATATGGT
CCAGGGGATCTACAGCTACCACCATTACATGCAGGATTGGATGGATGACAATGGCTGGGG
ATGTGCTTATCGTTCCCTGCAGACCATTTGTTCCTGGTTCCAGCAGCAAGGTTATGTAGA
GCAGCCTGTGCCCAGTCACAAGGAGATCCAGCAGGCTTTAGTGGATGTGGGAGACAAGCA
GGCATCTTTTGTGGGGTCACGTCAGTGGATTGGATCCATTGAAGTTCAAGCCGTCTTGAA
CCATCTCCTTGGCATCACCTCCAAGATTATGTTTGTGAGTCAGGGCTCTGAGTTGGCATC
TAAAGGTAGAGAACTGGCCAACCACTTCCTTACTGAAGGAACCCCTATCATGATCGGGTG
GAGGAGTTTTGGCCCACACAATCCTTGGGGTGGCATGGAGTGAGTCTACAGGACAGATTC
GCTATCTCATTCTTGATCCACATTACACTGGATCAGAGGACCTTCAGGTCATTGCTGAAA
AGGGCTGGTGTGGCTGGAAAGGACCAGAGTTTTGGGATCAAACTGCATATTATAATCTCT
GTCTGCCACAGAGACCGAGGGTCATTTGAACATTTTGGTTGACTTAAAAGGACATTGTGC
CAGGTTGTTAAATTGATTTGCGGTAACATTTCATTCAATCTATTATCTGTTAAACAAGTG
TATGTCAATACTTTAATAGTTGTTAAATAAAAAGAGAACCGGTTTGCTTTGTTTTCCAAC
TGTTTTTTTGAAATCTACTATTTTATATTTTGTTATTTGGAGAAGACCTAAAATAATTGC
ATAAAGCT
>CL9692Contig1
TTTTTTTTTTCNTTCTGGGAGAGGTATTGGAAAGACCAATTCCCAGGAGCAAACCAGACA
AGAGTGGATGAAGAATAAAAGCATAGGAAAACTGTAAGAATACAGAAGGTGTTGATTGAC
ACTCAAGGTCTCACAGCGAGTGTTTAGGGTGTAAGAACCTGTTGGGTGAATCAGATCAGG
AAGGAGGTGAGGCAAAGAATACAGATGGATTGATTTCCAAGAGAATGTGGAGAAAAGTGA
GTGAGTTGCAGGCCGGATCTGAATTGCCCAGCGGGCAATGGAAGTCCATGGAAGTCACTT
CAAAGCAGGGTGTCACGGGGGCTGCGGATGCCCTCTATATCATTAGAGATGAG
>CL9693Contig1
GGCACGAGGCTTGCATGTTCCATTAGAAACTGAACAAAAAAAAAGATTTCAAAAATTGAA
GAAGGTTTGTAAATATTTCTCTTTGTCCCGTCGGACTGGAGCTGCGGCTGTCATGCCTGT
TTCTGAGGACAGACCGGTTACAAGAGGGATCCGAGCGGACAGAACCCTTTCACTGAACAT
TTATATTGTTTTTGTAACGGTGCAGTTTTGTTCATATATTTGTATTTATACCAATGTTTT
TGGAGCTGAAATATTACAAAAACCTGCACCAAATGACCTCCTCCTCCTCCGGTTCCTGTC
ACTGTGAAACTGTCACCACATCACGGCTTTTCTAGCAATAATGCACATCAAAGAAGGAGT
CTGAATCTCTGTTACATTGAACTTTTGCTCATTTCTGCACCCAAATCCTGCTCCAGAAAC
GATCAGGAAATGGTTTGGCTGGTTTTTGTTTTTGACCAGCGATGCTGTAAACAGGCTGAG
TGTCCTCAGGATCCCAAAGGGCTCAATGATTTCATATCTTTGGATCTGCAGATCGTTCCT
AAAGTCATGAATTTGTAAAAGGTGTAAATATCTGGTAAATGAGTTTTTCTGTCCAGTTTC
CACTGTGATAAAGCTGCTGAAGTTGATCCTGCAGGTTTCCTTCCACATTCCCAGACGACA



TTCCACTGCACTGAGCGGCCTGCACTCACTATTTATGCAAGCAGACAGCAGCGCCGCTCA
GTCAGGTTCTTTTGACCAAATTCCCGAAAAGAAAGTAGAGTTCTTTGTGTTCAGGACCAA
AACCACTAAAAGAACCTACAAGCTTCCTATTTCTGTGTAAAAGCTTCCTGTCAGGTTTAG
CTTTCTGAACGTTTTATTGAAAGCTGCTCTTTATCCTCTCAGTATTGGTTCGTTCACGCT
AACTCATCAAGTGTCATTTACCAGCATCTCAA
>CL9694Contig1
CTCTCTCCACCAAGTCCTTGGGGTTGTTTCTCTTGATTTCAAACTGGCTCTTCTTCTCAT
TATAAATCGATTTCATCTGCTCAGTTCCAGTTACGTGCTGGAGTACCTTCTCCAGTTCTT
TCTCGATGCGTTGAGCCCAGTGAATCATTGTGTAGTGCTGAGGTAAGAGGTGGGTCCCGG
CTGTCGGCGTGGACACACAGATGATAAGTACAGTTTGGATAGTGAGTAGGCAGAAAACAC
CAAACGGCTGCGCGCAGATCGCCATTTTCCATGAAATATTCAAGAAACTGCGATAAATAA
GAGAAGGGCCGAAAGGACAGTCTCTCCCCTGACGGAGCTAAGAACAACCGAGCTCCAGAG
AAAGTGAGCGGCTGGAGGTGACGGCTGGAGGAGCCGTCAGGACGCACGGAGATATCAATC
AGAGACGCACAGCCACGGACGCGGGGGATGAGGATGAGGAAGATGCTCAGCTGCTGTTTG
CTGATGATGCGCCCGCCTGGATGCCTGTTCGCGCACACGCAGTCCTACCTCCCTCCCCGC
CACTGTTC
>CL9695Contig1
CGACGTTGTAAAACGACGGCCAGTGCCAAGCTTGCATGCCTGCAGGTAAATGACGGACAC
ACCGTCCGCATCCTCCTCAAGTCCAAGTCAGGTGACTCCTCTTAACCCCAATGCCACACA
GTTTTTATTCTGCCATTGGTTTGTGTTGGCTGAAGTACCAACAAACATTCCCTTTCAAAT
GACCCCCTTTTTTCTCAAATTCCGTGTTGCTCAAACACTTTACTAACCTTACTGTGTGTG
CTACCCACAATCCCCCTGAGTTTCCTTTTTCTTCCTCTAGTGGTTACAGGGGGCCCGCTA
CCCAGTGACCATGAGTATGAACTTCACGAGGTTCGGTTCCACTGGGGCAAGGAAAACCAG
AGGGGGTCAGAGCACACAGTCAACTTTAAGGCTTTCCCCATGGAGCTCCACCTGATTCAC
TGGAACAGCACCCTGTTTAACTCATTAGAAGATGCACTGGGGAGGAAGAACGGGGTCCTC
ATCATCGCTCTGTTCGTCCAGGTTGGTAAAGAACACCTGGGTCTGAAGGCCATCACTGAA
GTTCTACAGGACCTACAGTACAAGGGAAAAAGCAAGATCATTCCATGCTTCAATCCCAAC
ACCCTTCTACCTGATCCTCTGCTGAGGGACTACTGGGTCTACGACGGGTCTTTGACCACG
CCCCCTTGCAGTGAAAACGTCACCTGGATCCTCTACCGTTACCCACTCACCATCTCACAG
ATGCAGATCGAGGAGTTTCGGAGGTTGCGCTCTCATGTCAAGGGGGCAGAGCTTCTTGAA
GGGAATGACGGGATGCTGGGAGACAACTTCCGTCCCACCCAACCCCTCAGTGACCGTACG
GTTCGCGCTGCCTTCCAGTGACTCCTCTGCCCTCTTAAAAACAACTGTGACCCC
>CL9696Contig1
TTCGGCACGAGGATTTCTTATTATTCCAATAAAAAATACATTCATACAGAAATATAACAA
TTTTGCAAAACAATTTCAAATAAAAATTTCATAAAGCATAAACATAATTTTACAAAAGTT
CTTTCCCCCCCCCTCTCCTTTTCTTTTATACNAAGATTCAGAACAAAGAGCTGTGTGGGA
CTTAACAAGTCAGATGATGGGAAGGACATGATGATGATGATGATGAAAATGGAAGCAAAA
ACAATGAGCTTAATCAAGGCTCAATGGGAAGCAGAATCGGCTGCTGCTCTGCCCACAAAA
AAAAAAAAATTCNNCCCCCTATTNCCCAAANCCCA
>CL9697Contig1
ACATATCTTACAAGAAGAGTTTGGTTCTGCTGGACATCTTCTTTTGATCCCTTTTGACCG
GTGTTTTCCCCTCAGCAGTTTCTTAACTACATGCTCAATATGGAGGAATTGCACCAAGTC
TTTTTTGCATATTGTGCGGATCACATAAACATTGTTATTACAAAGAAATTATAATAATTT
GGCCATATTTGATTGATTTAAGTTATTTCCAAATATTACAATCCCATGTTTTTGGTTTTT
GCTTAATTTGATGTTTGTATTTCATTCTTTTTATACCAGAGGATAAATAGAACAGACTGA
TGACCGATCAATAATAATACTGTTAATTTTCAGATTGAATGTACATTATGCCACAGCAAT
CTCAACTTCTCAACAACATGTCAATTCAAAGACAGCAGCATCAAACAGTCTGTACCTCCG
CTCCGGTGGACTTTTATTTTGAAAGAAACGTATACCCAGGTTTCCTTCTAAATAGTTGCT
TGAAATGGTTGCAATATCTTTTATTGCTTTTTAAAAAAAAACTTTAGCCATACTTGTTAC
TATTCATGGAACAAAAACAAAAACTATACGTGTGCTGGGGTGAAAAAAAAGGATTTATCC
AATTGAATTGATTGTCACCAAGAATTTGCAATATGGAGCAATTAAATCTGTGAACATATT
TTTTATAAGATATTTATTGCGGGGGTTTTTTGTGTGCAAAATTTGCTTTCCTTTTAGTTT
ATAATGCACAAATTCATAATTTTATCAATGGGAATTTCACCTTTGTCCATTTAATCTCAC
CAGTTTATGTAAAAACTGTTTCCATGACTAAAAAACATTAATCTTAGAATGAAAATTTGA
CGAATCAAATCGTGTTGAATCCTAAATCTAATCAAACTGTTGACTTCAGATTCAAGATTA
AATACCCTTAAGTGAAAAAGAAAAATTACAAAGTAAATAATGCAGGTAATATAACAAAGT
TGTAAAAAATTAAAGCAACTAACATCCTCCAAGAGGGTAAATATTTACCGAGCTAAGATG
TTTGTCCCCAGAGCCAATTGGCATTGAAAATTACCACTGACATGTCTCCATGGTGGAGCA
ACACTAACGTGGTGCTACAATGAGTCATGAAGCATCAAGTGAACAGCATCCTTTCAAAAA
GTGTGTGTGCCATATCAATTCTTCTCTGGCCTTAATGATTTATTATGATTTAAATGTATT
TTTACATTTCAGTAAATCTGTTTATATTTATAAGAAATAAAACTACGTTATGGGGCGTTT
AGGGGAAAAGGAAGCTCGTAAAAATAAAACTTTAATGAAACACTAAATGCTTCGTAAATC
AGGCAGCTTGTATTCTGTTTCATGATTGTGGTGAAACTGTGTACAGTATTATTTCTCATG
CTGAACCACTTGTGAAAACTGAATAATTCTGACACTGATGTGAAATAGTTGTGTACCT



>CL9698Contig1
GACAGAGTTTCATAACCTGCAGGAGCTGAGGCGCAGCGCTTCCCTGGCTAACAAAGTCTT
CATCCAGAGGGACTACAGTGAAGGGACAGCCTGCAGGTTCCAGACCAAGTTCCCCTCTGA
GCTGGAGAGCAGGATCGAGCGGACGCTGTTCGAGGACACTGTGAAGACGCTGAACACCTT
CTACGCAGAGGCAGAGAAAATTGGGGGGCAGTCGTACCTGGAGGGCTGCCTGGCCTGCGC
CACGGCGTACCTCATCTTCCTCTGCATGGAAACCCGATATGAGAAGGTGCTGAAGAAGAT
AGCCAAATACATTCAGGAGCAGAATGAGAAGATCTACGCCCCCAGAGGTCTGCTCATCAC
CGACCCCATAGAGAGAGGCATGCGGGTGATTGAGGTTTCCATCTATGAGGACCGAGGCTC
CAGCGGCTCCAGCTCTGGCAGCAGCTCAGTGTCTGGCAGCACGGCCCGGTGAGCAGGGGC
CCCCAGGGATAGGCCATCAATCAGCCCCCCCCCCCAAGCTGTGTATGCGTGTGGAGGGGG
CCCAACACTCATCAGTTACATGAACTCATCATCTTCTTTTTTTACATTTCAAAGTTCGGT
GTGCTGCAAACCCTGCAGGAGGGCTTTTTCCANAAAANACGGAAGGTTTTTAAAAGTCTC
TCTCACTCTGANACACGCAGTCAAAATGCCCACGCACTGGTTTGNGTTGCCTTTGGTTTT
CCTCCTATCCTTGGTCCGTAAAAAGTCCCCCTGCATTCACAGTTCATTTGGTTCAGTTGA
ACTTTTACACATGCCAAACCAGGAGGACCATCTGAGGAAACCAGCTCTAGTGTANACNAG
GATCAAAGCAGGATTAGACCTGGACCTGACCTTCCCGAGAACATGCTCCTTAAGCTACCT
ACGCTCCGGCATG
>CL9699Contig1
ACCCGGGCCTTATGGCCGGGGAGAAGAAAAGCTGTAGGTCGTTTGTTTCCTGTTTTGTTT
ATTCTGAATACAATTTTCAGGGTCAGAGCTGCTGCTGATGCCTGGCTAAGCCTGAGCTGA
GAGGAGATAAACGAGATGGCACAGTGGGGGGTCGTTTTCTCCGTAATTGCTGCTCTTGGA
GGAGCGGCGCTCTTAGCATCTGTCCACAAGATTGAAGAAGGACACACTGGCGTGTACTAC
AGGGGAGGGGCTCTGTTGACGGCCACCAGTGGTCCTGGTTTCCATCTGATGCTGCCGTTC
ATCACCACCTACAAGTCTGTCCAGACGACGATACAGACGGATGAGGTGAAAAATGTACCG
TGTGGAACAAGTGGGGGGGTGATGATTTACTTTGACCGGATAGAAGTGGTGAACTTCCTC
GTTCCATCTGCAGTGTACGATATAGTGAGGAACTTCACTGCAGACTATGACAAAGCTTTG
ATTTTTAATAAAGTGCACCACGAGCTCAACCAGTTCTGCAGCGTTCACTCCCTGCAGGAG
G
>CL9700Contig1
ATTTTGTTTTTGATGAATGTTTTTCTCTTTGTACCATCATGATTAATGATTTAAAAAATA
ATAAAGAAAAAGAAAACCCTTAAATGACTCAAACGTGTCAAGCAAATAGTCAGAGGCTTC
CAGCATCACCATCAAACGTCATGTCTTGAGTAGATCAGTCGGGAATGTCTGATGCCTCCT
GCTTGTCTGATTTATAAAGTAAAAGTGTCCTGTTTTCATTTTTATTTTTCTCTGTCTGAC
TTTAGCGTGGGTTGGTTCCTCTTCTGCACTCGCACATTCTGTATGCACAAATGTAGAAAA
TGCCTGCAAAGAAAGTCATGAGCATGGCCACCCAGCCAAGTATGTAGGACCAAGAGAAGC
GCCAGTCACCAAATCGCCGACCCAGGAAGTTGATTGTCACTCCAGTGTAGATGGCCATAG
CCAGCAGGACAAAAAAGGTGGAGATGAAGAACATGATCCCTGCAGCAAAGGAGCGATTGA
ATCTCTCAAAGGAGGAGAAGTGTGAGAAGGACATGATGCCCGCAATGATGCCCGCAAAGC
ACGACATCCCGGACAGGATCATGAAGGCTCTGGTGGCGTTCCAGTACGCTATGCTGTCGG
TCTGCATGTAGCATTTGTTGGACATGCAGTATCTCCNAAGGCCTTGGTGGGCATAGTTTC
CAGAGAGACGGTATTGCATCCAGTAGTCTGTTGCAGTGGAGACTACCAGCAGTATATTAC
CCACGA
>CL9701Contig1
ACTGTTATTCATCTCACACATTAGATAATTGCATTTCAAATTGTTACTCATCTGTCTATG
CATCGCGTCAATATGAAATTCCTTTGGTCCTTCAATAAATAAAACTAAGATATCATATAC
ACATTTATTCTTTGTACAGTTTCATACAGTTTAAAGGACACCAGCTTGGTCTAACATGGG
CTAAAGTGAATTCAGACTCTTGAACCTCGCCGCTATAAAAAAAACAACAACAAACAGAAC
AGAGGATTCTGGGAGGAACTGCAGCGAGTTTAGCCTTCAACCACAGGAGTCGGACACAAA
AACGGCTCTGCCCGCTCTCCGCCTTTGTTCGTTTTTGTGTTTGGGTGTAAAAACAGTCAC
AGCTGGCGTTTGGTTTCACCAACAAGAACTGCGTCTTTCAGGGGGAAACGGAACGAAAAC
GCACGAGCAAAAGTCTGCTGAAGGAAGGCTTCAGCCCTCAAACCATCCACAGCTTTTAGT
GTTTCACACGTCGGCCCGTCTGAACAGTTCGGGGGCAGAAGATCTGTGGGGGGGCACGGA
GGAGGGCCCACAGTCATGGAGGGCAGGAGAATGTGTCAGATGGAGTGAACGGGCAGTCTC
AAATCTGCCAAACCGCTTCACAGTGTGTCTAGCACCANTGTGTGTGTGTGTGTGTGTGGT
C
>CL9702Contig1
CGGCACGAGGCGCCCTAAAAACCATCCTTTTGTATCACCTCACAAATGCTGTGTTTGTCA
GTGGGGGACTGGAGGTTGGAGTGACTAACCTTCTGAAGTCTCTGCAAGGCAGCAGCCTCA
AGCTGATTTTTGCAAACAGCACTACCCAAGTCAATTCTGTCAAAGTCCCAGAAGCTGACA
TCATGGCCACAAATGGTGTGGTTCACTTTGTCAACCAGGTTCTGTACCCCGAAGATATGC
CTGTGGGAAGCCAGGATCTGCTCATGGTGCTGAGGAAGCTTGTTACATACATACNAGTAA
AGTACATTGCAGGTTTCAAATATCAGGAAATACCACTGACCTTTATGAAGACGATTGTGA
CACATGTTGTCAAGGAAGGTGAACCCAGCACCATCATGACCACCAGGGTTGTTAAAAGTG
GATCTAAACCCAGGCTTTTTAAGGAGGAAGCCTTTAGCACAGGCAGAGTCACAGGTGACG



TAGGAGAAGAAGAGCCTTGGTTCTGAGCATGGACACATGAGGAGATCCGTCTTAAAATGG
AGGAGACAGACGTCGAAATCAATGGTTGAAACTTGTGTTGTAATGCTTGTCTACCCAAAG
TGTCAGACTTTAAATACAATGTCCTGCCTGTAACTGATAAAAAAGAAAAATCCATCAGTA
CGCATTTCCAATGGTGCTACAATTGTATATATATACTGTATATTATTGAATGTTTAACTT
CACTGCATGCTACCTGCTCCAGTGAATAATTTCCATCAACTTTTTCAAACTTTTGCTTGA
TAAAATTTTGAAAAAGAAGACTTTAAATTTCATCATTACAATACCA
>CL9703Contig1
TCGGCACGAGGATTTGGCTGGATCTTATAACCTGCATATAAATCTGGATGTTAAATAATC
AACAGGCTAACTCTAAATTTAAGCTAAACTAGCTCCTCAGTAATTGTAGCATGCTAGGCT
CTGCAGGTGTGCAATGTGTGCAAGAAAGTGGCTGTAGGACCGCAGAAACAACGTATGCCT
TTAAAGACAATTTGCACTGTTAACACCTAGAAGGCTATTTTATATTTTGCGCTTTTAAAT
CTCTCCTTGTTGGGAGAGAATCTTAACAATCATGAATGCTTGAAATGTTGGCCCGTGCTT
TTGTCTCCATGTGGTTTTGCTGAGGTCTCTGGTCTTGACTTCATGTGATGTGCACAGAAC
TGCAAAGATGTGAAAATGTGTTGGGATGCTGAAAGAGGCCACTTTTTCTGCTTTGCTGTG
TAGGGATTTTAGGAAATAAATTTTTGGAAACTTAANAAAAAAA
>CL9704Contig1
TGTGAATTTCTCCAATTTGCAAAGCAGTTTTAGTTGTTGGTTTGACAGCAGCTTGAAAAT
GTTTCTCTGCTAATGAGAAACACGCATCTGTTTTAAAAGAGGATTAAAAGATTCCTAAAT
GCTTAAAAGTTCAAGCTTGAACCTCTCAATGTCAAAACCGAACTTCTTCTGCCACGACTG
AACTCCCAAATCAATGAGCACACAGAGAGGATAAAGTTGCTCCTTTCGTAACATCATGAT
GGAAATGTTGCCGGTCAGGCAGCAAAAGAGAACCTGAACCAAAGGATGTTTGGAGGCAAA
TGTTGTCGGAAGCTGCTTTGCTTAACAAATCAGTTTACATGTCAAGAGTCTTTTGGCACA
TTTTCTGCTCTGACATAGATTGACCTTTATTCTCTCAGTTCTGGTTAAAAATAAAACATC
CTCAAACCTCAAGAAAAGAGATGCCATGAGATGAAATTGACCTTTGCTGCAGTGTCATGT
TTTTCACACTAGGTGGCGACTATGGACACAAAAATTGATTAAACCTTTTTTTTTTTCCTC
GGGGAAAGCTTTGACACAACTGCATAAGAGAAGATTCTGTAATCAGTTCTGTATTCAGCT
TTTAAAAATGGTAACGGATAAGAATTTTCAAAA
>CL9705Contig1
CGGCACGAGGGTCAGGCCAGCACAGGCAGAACTGGACCAAATTCAGACACGAGCTCCAAT
GCTTCCAGCACAAACCAAGACACAAAACCCCACAGTGTTGACGCCAACAGCCTAGATTTA
AACCTGACTCCTGCAGTAAGTACGGCCTCCCCGGCTGGAACAGAGGAGTTGATGTTCATG
GCCAGCAAGCTTTTTAACGCCACTTCATCTTCCTCCTCGTCCTCCTCCTCTTCCACCGTA
AAAACATCTGTGACCTGGGATGCGAATGTGGATAGCCGACCTATCCCTGAGCTCAAAAGA
GAGCCAGATATTGAAATTGAGCCGCAGCAGTCACAGAAACAGCCCACAGATGAAGCTCAG
CAGCGCGCTCAACACAGAAAGCTGACTTCCCATCCCCGCTTCAAAAGAAGACACAAGTCC
CGGGAAGATTCCCCCAGGATGGTGCCCTCCAACAGCAAGGCATCCCTACCCTTTCAGCCC
CCTCCACCCGCCCTTGGACTCCCTGGGACCTTTGGCACAACTTGCACAGCTGCCCCAGAT
GCCCCTGGATCCAGAGGAACTATGGGTACACGAAGGGTGTATAGTGTGGACCAGTGGAGT
GTACCTCGTCAATGGCCGACTGTACGGCCTCCAGGAGGCACTAGATGGCGCCAGAGAGAC
GAGCTGCTCATACTGTGAGATGCTCGGCTCGACTTTGGGCTGCTACAGCAAAGGCTGCAC
ACTACGCTATCACTACCTTTGTGCCATTGAAGCAGATTGTGCTCTGAATGAGGATAACTT
CTCTNTGAGGTGTCCGAAGCACAAGGTAAAAAAGGAGAGGTTGGTTTTCATTTATGTAGT
TCTTTGATGATCCTCATTTTTCTTTGTATGAAGTTTCACGCCATCCCATTAATGCTATTT
GTCTTAAATCAGTTTATCCAAAGCCTCCGGCCAGCCAAGGCTGTGGAGCAGTCAGAGAGA
GGCTGAGGAAACCGGAGAGAAAGAAGACACACTTGAACCTGGGATCTGTGAGTTCAAGCT
CTTCTTGATGCTTTTGTGTCGTCGTGTGCTCAGCTATCTCCAAACCAAATTCATCTTTAT
TTATAAAGCACTTGGAACAGACAAAATAAAAGCACAAAAGA
>CL9706Contig1
TTCGGCACGAGGAGGCAGTTTGAGGTCAATGCCACAGCTGACATTGGCAACTCTGCTTTG
TTGGCCTGTGACGCAGATGGATTTCCCGATCCCATCGTCACCTGGACACATAACAATGTT
GTCCTTGAAGAGGGTGATAAGTACAGCCTGAACGAGGATGGTTCTGAATTGATTATAAAG
GATGTCATGAAGGTGGATGAAGGCGACTACACCTGCATCGCCAAGAACAAGGCCGGAGAG
AAATCACAAGAAGTCAGCCTGAACGTGTTTGTGCAACCAAAGATCACCTACCTGAATAAT
AAAACTGCCATTGAGTTTGATGAAGAGGTCATCCTGACCTGTGAGGCTTCAGGTGATCCC
ACACCAACCATCTCCTGGAGTTCTGAGAAAACTCTGTTTCCGACAGAGACTATGTGCCAC
ATGATTTATTGCTCCTGTTAAAATGCAAATGAAGCCGTGAGCGCAGGAGAAACAAGTGTG
TAGCCACCTGTGAGAACAGAGCTGCGAAACGCTCTCGCTATTCTGATTGTGGCATCAAAT
AGAATTCAGATCTGCAGATTGCAGTGCAGCTTATAGGAGGACAATGGGGTTTTCTATTCA
ATCTTTTTCTGTTGGTACCTCTGCTTGCAAGCGTAGCAGAAAACAAACACCTTCGTCCTT
CACTTGCCTGTTTGATAATATGTTCAGGTTAATCACAAAAGAAATNTGCCACAGTTNTAA
GAAAAAGAACAAGATTAGATTGGAGCACAGACAGTTTAAAAGATGGAGGGAAAAGCCACT
CAAGAAATTCAATTTTTTTAACTTNTTCTCTGTCCAATACAGGTGGATTTGCACTACAAT
TACAACCCCAGAGTGACCCCAAACATATGCAATTTTTAGTNTGGAAAATGTATATTTTTC
CCTAATATTCAAGGATAATTTTGTGTGTGTAACACCTATATTCCTGATTGCCTTTTTTCT



ATATTTTCTTGGGTTTTTCTTTACTTGGACCCATTACAATCTGTCTCTTTTCTTTGGCCG
ATCATGTAGAAAANAAAAAA
>CL9707Contig1
CTGATTGTGTTGTTCACTACAAAAGTTCATAGGAACAGCGATGGTACTAACTTTATAATA
GCGATAAACCTGAAAACTAATTCACAGTAGAAAAAGACTGAATGAGGATGACGAAATGTT
TCATAAAATCCAACGTGAGATGGAAGCGGAGCCCACGCGTGAGGATCAGCCTGAAAGGAA
GGAAGGAAAGTCTGGATGATGAAGATGCTGAACGTCAGGTTGGTTTGCTGCTGCAGCTGC
TGTCAGAAGCTTTGGGATTTCTTCTCTGCTGATTAAAGCCTTGATTTGCGGACATTTCCA
GGGGAGGAATCTTTAGAGGAGCTAAAGGACGGGTTGTTCTTCACCACCTCCAGGATCTGC
AGAGGGGGCGGTCCTGCAGAGGGGGCGTCTCAGCCCAAACAAACCCCCGTGTTGTTTCCT
CCAGGTCTCCCTCCTCCCTCACAGACCGACTCCCTGGAAAGCCTCAGGACTTGTGGTTCC
CGATGAACAATGGCGCCTTTTCAGTCCGGCGGCTAAAGCAGACGGGGCGGGGGGCCGGGG
GTCCTGCTCTGCTGCCCATCACAGCTGCTTCAGGTGACGTCTTAACGCATCCATGATATG
ACATAACGGGTTGGGTGGGCGGGAGCGGAGGAGGAGGCTGAAGGGAACCGGGAGGAGGTG
GAGGGCTGGCAGGAGCTACAGCTGCTTCTTCTCATCCAGGCTGGCTTTGAGCTGCGCCTC
CAGCACCATCTTATCAACGTGCGCATGTTGGTCTCCTCCGCACTTTCCTCGT
>CL9708Contig1
TTTTTTTTTTGTGCACAATTTTTTTTATTTTAAAACAAGAAGCCATTCCAACGGTATCGG
TAAAATTATTTCATTTTACAAATTATTCGTTGTCACTCGTTCCGATCATTTCGTCCTCGA
TGTTCGGTTCTTCAGTATCGTCATGGTCGAATGCTTGGTCCAAATCGATGGTTTTGTCAG
AAAGGAATTGGTCCATTTCTGCCACCATTTTTTCAGCTTCGTCGGATCCGAATTTGCTGG
TCAGGTCATTTTGCATTTCTTTCATTGCCTTGTTGTAAGCGTCAGTGTCCTCGTCTTTGA
GTTGACGCAAAGCATTTAGATCAGTGTCGCCTCTCACCCACTTGTATACACGATACGCAT
GGCCAGCCCATTTCACAACCACCCTCCAGCGACGACGACGACGAGAACTTCTTCGTCTTC
GATCGTCTCCTCCACGCATCTGAGTTGATGATCATCATCATCAAGCAAACAACGAACAAC
AATTTCCAATTCATCTTGTTTGATTCTAG
>CL9709Contig1
TCTCAAAGACAACCATGGAGAAAGTTCGCTGCAACATGACAGAGTTTTGGAAGGAGCACT
CAAAGGATGCCACAGTGGAGGAGATGATGCTGGATTCTCGTGCCAAGGAGCTGACTGAGT
ACGAGCTGCCGGAGATCCTCTCCATGCTGCCGCCTCTGGCTGGCTACCGAGTGCTGGAGC
TGGGAGCCGGGATTGGCCGTTACACCAGCCACCTGCTGACCAAAGCTGCTCATGTGACTA
CTGTGGACTTCATGGACAGCTTTGTGCAGAAGAACAGGGAGAACAATGGTCACCATAGCA
ACGTGACTATCATACAAGCTGATGTCACAAAATTAGATGTCCCCCAGCACAGTGTCAACT
TCATCTTCTCCAACTGGCTGCTGATGTACCTGAGGGATGAAGAGCTGAAGGCTGTTATGG
AGAAAATGCTTAACTGGCTGCAGCTGGAGCTTCCTGTTATTCCGAGAGTCCTGCACCATC
GATCAGGTGCAGCAAGAGAGATTTTAACCCCACCCCGAACCGAAGCGAGGCTCAAAACAC
CCACCCGGTTCAACACTGAGGGAGCCCACAGGAGGACAAAGTTGGTTAACATTGTGAAAA
GAAACAAAAAA
>CL9710Contig1
GCACGAGGCAGATGCTAGACTCTACAACCACCCAGACACTGGACGATAAAACTGAAGGGC
TTCCCTAGCCCTACATTTATCCATGCAAGCGGGGAGATGGGGAAGAAATAGTATCTTCAT
ATCGGGACGTTGCCACCGCTCGATGACATCATCAATAGCTGCTGTTCATCTAGCATGTAG
CTACCAGCACTCAGAACATTTAACATTGGTTTTAGAACTTTGAAAAGTCTTTATTTACTT
TTAAATTTAAACTTCTCGCAGTGTTTAGCGCTCTTGCCTCACAACGAGAAGGTTCAAGTC
CCAGTTGGGGGACCTGGACCTGAAGCAGAACATCGATGGGGGACCTTTCTGTGTGGAGTC
TGCATGTTCCCCCCATGCATGCGTGGTTTTTCTCCACGGACTCTGGCTTCCTCCCACCGT
CCAAAAACATGCTTCATAGGTTCATTGGTGACTGTAGATATACTGTACCTAACTGTGAGT
GTGTGATTGTGGCCCTGCAACAGACTGGCCACCTGTCCAAGGTGTCCCCTGCCTTCGCCC
ACTATTGGCGGGGATAGGCTCCAGCAGCCCCGTGACCCCGAAAGGGATCATATGGTTCAG
AAGATGAATGAACCTTCTGTGCTTCAGAAAAAAACACTTTCAGACACCACTAAAGCTTCA
AATGCCCCTACAATTGAAGCAGGGGGTGGGGAAGCAATCCAGGTGGACCTGAAGGTCTCA
GACCAGTGTGTTGCTCAGTGGAAAGACAAGAAGCTGCTGACCAAACTGGGACAGATCACA
TGTAAGACACTGAGAGGAGCCAACATCAGCTAAAGCCTGCTCCCCACAAAACTGCTGCTC
ATCCAGCCACAAATCGCCATGGCATCAAGAAGAAAGTTCACCTTAAAGCTTATGATTGAT
CTGACTTCAATCCTAAGTCTCTTGTAGGCTCCTTTCCCGGTTGGCTCCATGACCAGATCT
GTGGCAGGAATGCAAGACGGTTGTGTTTGTGGTGAAGTTCCACACAAATGTTCAGCAGAT
CAAAATGTTCCAATTCATCTGTAAAACAAAATAAAC
>CL9711Contig1
ATACACCAAGGAGAGGGTTTTCCTCTGGCCCAAATTTATATTTTCCGATCTTAAAATCTT
TGACACTTTCAGACGAGTGATCCACGATCTGACGCAACAAAATGGAAAAACAAAAACCAA
ACAGTCGTCAGAGTTCAACAGCAAAAGTTGAAAGGCTCTCGAACTGTTTGAAGGTCTCTG
TTGATGTCATTCACAGAAAAGCTGAAAAAACGGGTTTCAAACGGTCGGGTTTGAACTGGA
GTCCGATCACACACTAGGTTGTCACATCCGACTCTGCTTCTCCGTAGAGTTCTGCTAGTT
TCTGGAACTCGGGGCCCCAGTCATCCAGGTAGTTGTATTCCTGCTCCGATTGTACACCAA



GAGAGTCTAACGGACTGATGGTCCCTGCAGGAGAGCCCTGACCTTCATAAGCGTAGGTCT
GTAGGGAATCGTAGGGTGGCACGCTGGCGTCCATGTCAGCCTCCACCAGTCTCTGTTTGA
TGAACTTGTGCACGTCCACCTCGTCCAGCTCCACAGACGGGCTCCGCTGGCCGTGCGCAA
AGCCACACTGACTCCTGGCTTCTGGGCGGATGTCCCGCCTGAACTTCAGCTCCTCTGCTG
CGGCCGGATTACGCAGAGCAACGATGTCGAAAGCTTCCGTGTCCTCTTCGCCGCCTCCCT
CGTCGTCGTAGGTCACCACATTCTCCCTAATGTCTTCTTCAGAGATGATGAGGGGCTCCT
TCTTGCTGCGCCTCAGTGTGATGAA
>CL9712Contig1
TGATTACTCCAACTGAATAAAATGTAAATTTAAGACTTGTGAATGAATCATTTGCTCTTT
TTAATCAACTGTGCATTTCATCACACAATCCTCAGCTAGAATCAGTGCTCTCCAGAGGAG
TAAAGTGGTAAAGGTTAGCACAGTCACATTATAAAGAAACACTTAGCTAAAGCACTACTT
GAATATTTACAGACCATCTTCTAAGCATCTATTTGAAATTCAAAAATGACTCTGTCAACT
CTTCAGTTACTCAGAGAAGATCACAGAATAAGTTCTTCATAGCTAGCGTTTGATTCCCCT
TGATGGCATCTAATACATCCTGGACTAAAGTGCTTGATTCCACATTGAAGTCAAATATAT
TTTTAAATCATTTGAAATGATCAGCTTATACTTCACTTTTCTTGAGAAGATTTTAAGACG
AGGTTAACAGTGACTCGGTTCCAAAGTTAAATGTGCAAACAGGCTGCTATAAGATCAGGA
TTCTTCAGCGACGATTCGAGCTCGACACGTCGTCCGCAGTTTGGTCAGCGTGGCCTTGGA
GAGGCTTCCCGGTTCACTGAAGATTTTCTGCATGAATGTGTGACACTCGTCCACTAATGG
TCCGCGGACAATCTCCTTGAAAGCTTGGCAGACGTCTGGCAGGGACTGGGCCTTTTCAAT
CAGAGCCTGGTTGTGGTGGATCACCGTCAGAGCGACACGGAACAGGATTTTAGAGCCCTC
GTAGAAAAGGCAGTCCCAAATGCGCAAAACTGTCTCTACAGGTAAGATGTCTATGTAGAG
ACAAATGAACCATCGAGAGACCACAAGGGTCCACATGACATTATGGTCAGACATAACCTG
CCAGACACGGGGGGTTTTAACTTTCACCAGTTCCCCCAAAACCTCCTGGTCAGCTTTCAG
TCCCC
>CL9713Contig1
TGAGCTTCCTTCTTGGTTCCTACTAAAGAGGGGGATTACTGAAGAGAGGACGGGGGTCTT
AACGTCTACCTCAAATACATTCAGAAAGTAGTAGCTGTGTCGTTGTCTTGTGCTGGTTTT
ACAACAGTCCGTTTTCAATCAGCCATGTTAGAAGTGTGTCTCCTTCTCATAACAGCACAA
TGTTACTATTTATTTTCTTTCTTTCTTTTTTAAAAATGTTTTTTTTTTTCCNTTACNCTG
ATGCAAACTAATCAAANAAATGTCCTCACCGNGTCGCANGTACTTCCTTATTTACNGNGC
TGGTTCGGAACAGNGACNTTTCCNCCTCTNCAAAAGCAATGACAANAACAACAAAAATAA
ATNCNGCAGCGTCNTACACCGGTNGTCANGCTTCCNTCCAAAACATTTGGTTCGGATNGT
TTTTTCGNCTTANGGTTATTTTGGTAGCANAANAAAAAAGAAAAAAAANACTTCCCTTCT
CAAACAAATTTTGGCNAAAGAAAATGTTTGGNATATTTTGCCGCACNATTATCCAAAATA
CTGAGGGCGGGGTCTCAAAAATAAATGATTTTTCTTTTTTTTTGNGTCACCGCC
>CL9714Contig1
GNCTGAGGTGGGGCAGGAGNAGGCCCGTGATGACGGCTTATGTTTAGTGTGGAGGCTAAA
GTTGGAGAAATACTGTAGTTTGAAGGAAACCGGGCATTGACCTTTTAAGGTTCCTAATGA
GGCGGGATCTGGAAGCTGCTCGTTGCCCTACACCCCTCTACCCCGAGGATCCAGAGATGC
CAAGAACCACAAAGGTGTGTTTGCCAAGTGCCGCTACATCTACTATGGGAAGCACTCAGA
GGGCAACAGATTCATCCGAAATGACCAGCTTTGACGGACATCCTGAGGGGCTTAAACGAT
GATGGATGATCATGGAAGAACCCACGGATGCACTGCTTCTATTTATTGTAACCACAAATG
AGTTGTAAACTTCCTGCTAGGGAAATGATTTCACTGCCGTCAGTAGAAGAATGGCATTGG
TATGTATTACAATGTTCAAGCCTTGGTTCTACAGCGCCCTGTGCTGAGCTGAGTGGGGCT
CCCCGCTTGCCACTCACAGTCAGAGATGACACTCCCACTGACATGATTGCCTCTAAGCAT
CAGCCGCCACACGACCGCANGACACACAACTCACACAACAAGCAAGGACAGTGTCTCCCT
CCTGTCTCTCATTGTCTCCCAGTCAGTCAGCGACAAACAGACCCAGCCAATTGCTTCCTT
TTCTTTGACAGCCATGATGGATCACTTGTCCACTACCACCTCTAATCAAGGGTGAAAGGG
GTGGTGGTCACACACCTGGGCCCTGACATGGACTCATCTACTTTATTCACCCTTTTCCTT
CCTTCTCTTCCACACACACACACACACACACACATTTAAGTGCTGATTAAAAGCTGATGT
TTAACCCCTTCATGCCATAGGTTGCTAATCCGCAGCGAACCATTAAAGTCAGGACTCCAT
TTCACCTTAAA
>CL9715Contig1
TGCAGATGCTCTGAATGAGGCTGCGCTGGCTGCAGCTGCTCTATATGAGACTGCACTGGC
TGCAGCTGCTCTGACTGAGACTGCGCTGGCTGCAGCTGCTCTGACTGCGCTGGCTGCATC
TGCTCTAACTGAGACTGTGCTGGCTGCAGCTGCTCAGACTGCGCTGGCTGCAGCTGCTCT
GACTGTGACTGCGCTGGCTGCAGCTGCTCTGACTGCGCTGGCTGCATCTGCTCTAACTGA
GACTGTGCTGGCTGCAGCTGCTCTGACTGCGCTGGTTGCAGCTGCTCTGACTGTGACTGC
GCTGGCTGCGGTTGCTCCGACTGAGACTGTGTTGGCTGCTCTGACTGTGGCTGCGTTGGC
TGCAGCTGCTCTGACTTAGGCTGCGCTAGCTGCAGCTGCACTGATAGATGGTGTGCTAGC
TGAGACTGGGGTGACTGCAACTGTACTGGATGAGGCTGCGTTGGCTGCAGCTGCTCTGAC
TGAGGCTGCGCTAGCTGCAGCTGCACTGGCTTAGACTGCGTTGGTTGAGACTGTGGAAAC
TGAGGTTGCATCGTCTGCGACTGTTCTTGTGCATCCTGAAACGACATGTGTTTGCTTCGG
AGCAGTGTATCTCCTGAATTCAGGTCTTTCTGATTTGTAGCAGCAGACTCTGTAAACTGG



GTTGTTGGTTTACAAAACTGTGGGGACTGGGGTGGCACAATCTGTGAGTTTGTGTCTGCA
GAAACTGGACTGTTAGATGTTGTA
>CL9716Contig1
TTTTTTTTCCTGTAAAAACTCAATTTTGCTGCTATTCAACAAAACAGTTCCAGTGACTGG
AAGTAGTAGCAATCATGACCAAACAAAAAGAGCGAGGTGTCAGTTTGGAATTGTTCTGTA
ATGTTTTCCTTTTCAAATCTCAAATTCCATCTGGCTGGTTATTGTAAAAGCAGCTGAAAG
TGACAATTGCCTGGGCAATCATGCACTCAGCTGCCAATGGGAAAAACAAAACAAAACAAA
ACAAAAAAATGCTTAAAGCAACTTTTCTTCTGAACCAGTTACAGAAAAGCTTTTTTTTTT
TTAAATCATTTTAG
>CL9717Contig1
GCGCGTTAAACCCGGGCCTTATGGCCGGGGAAAGAAGAAACTCCTGTTATGTCATTTAGT
CTGGCCGGTCACCTGTCTCTCCAAGGATTAAACTGACGTCAGAAGTTAGCTGGCTGAGCT
AACTGGCGAAAATGCTCTCGCGCATGCTAGGACTGCTAATCAACAACCTCCACCTGGTCG
AAAAATTAGCAGAGTCTCGGCCAATTCGCAGGGCGGCCCAGATCACAGCTTACGCCATCA
CTAAGGCTCAGATAGTCGGCCAGGATACGTCGAAGCGGGTCCTCCAGTCGGAGACCCTGC
GGCAGGTCCGACAAGAGGCCGGCAAAGTCCCGAGTGACTTGGGAGAGATAAACAACCGCC
TCCGGAGAGTACGAAATACCTTCGTGGAGGAAGTAAAGGAGGGATGGAAGGAGGGATCTG
GAAGGATCAAGAAATAAACTACCTTGAACTGAGATAAAATGGAGACACAAAACAAGCTGC
TGATCATCTAGAGAGAGCAATACTCTGTCCAGCAGACATGTCAGCTCTCTAAACAGTTCT
CTGAAGCAAAACAGGAAGTAGTTTATGGATATTAAATGATTAATGCACCTTTTAATATGT
GTCTTTATTGCCGACTTAAATTTTTTATTGCCCTTCCTCAGTGGGCTTGTAAACAACTCT
GCCAACAAACCTGAGTTCTGTTTTTGTTCATGTAAAACACATGTACAGAGATGTTATGTA
CATACAATAAGAATGAAGC
>CL9718Contig1
AGAGGGAGCAAGCGTTGGCTAGGGAAAGGGAGGAGCTAGAAAGGCAGAAGGAGCTTGAAA
GACAACGAGCTCTGGAGCAAGAACGCCTGCAGAGAGAAAGAGAGGAGAAGGAAAAGCGGG
AGCGGGAGGAAAGGGAGAGGCAGCTGGAGTTGGAGAAAGCCAGGGAGCGGGAGAGAAAAC
AGCAAGAGATTGAACGGGCTCTGGAACAAGCAAGATTGAAGAAAGAAAGAGAAGAGGCAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL9719Contig1
TTTTTTTTTTAAAGAGAAAACCTTTATTAGGAAACTATACAGAGGAAGTGTTGTAGTGTG
GCTCTCTACAGTGAAAATCAGGCAGTTTTTACAGGAACACAGCGAGCCAGGATGTCACTG
ATGTAGGTGTTGTTTTTGGAGATGAGCTCCTGCTTCAGTCTCCTCAGCTCCACCTTAACC
TCCTCCTCCGCCATGGTGTCGACAGGAAGGGACTTCACCTTCTGTAGAAACTCCTGGATC
AGACTTTCTCCCACTTGTTTGTCCGTCCTCCTCCTCTTTGTCTGGGGCTCATCCTCCTCC
TGTTGATTCCCCATGGGCTCCTGGAACTCCTCCAGCTCCTCAGCCTTTTCCCTCGCCACC
GCGAGCACGGCTGGAGGGAAGCAGGCCAACTCCGCAACGTGAATCCCAAAACTCTGGTCA
C
>CL9720Contig1
ACACACTGAAAAAATGGGAGGGGGGTGAGGCTACTACATGTCATCACAGTCAGCAGAAGA
GAAGACACAGTATAGAGGAAAACAGAACATCACCTTGGCTAAAAAGAGGATATAAAAACC
AAACAAAACAAACATTACAGTGTGAAACTTTACATTTATACACAAGCACCAAAAAGCCAA
ACATGGTACATAGACATTAAAACTAGAATCCAGTGAAGGCAATTCATCAGAACCCAGCAG
GCTATCACGGGAAAGAAAAAAATATTGGAGTCACATAGAAAAGAAGAAAAAAAAGTAATA
ATTGAATCTGTTTTTTAGGATCAAATTAAAAAATGTTGTGTTGGCATCCATTTTTCCCTT
CGCTAAAACTCTAGTCACCAATTATACCTTTTCTAGGGGCTTTGGGGGTCACCTTGGATC
ACACTACAAAGCCAGGATAAGACCACAAAAATAAACAGTAGCTATGCAGAGCTTTTTGCC
TCCACACCAGATTAACTCGTCATGAACTCAGTGCACTTTAGTGTTTACATAAATGTGCCT
TAAGCCCCCCACCCCCCTTTTTTGTGCCTAAGTCCTCTTACCAACACCAGAATTCGAACT
CCTTGCTTTGATACGTATCTATACAGGTCTATACACATTCTCTGTCTATGTTCCAGTAGG
CTTTTCCATTTTTTTTAAAGTGATGGGCAGGGGAGGTTGGAAATAAATACAGTGGGCTAG
CGAATGGTAACAATGACACGATAGAGTTGGTAATGCTCACACAAAATAAAGGCTTACAGC
CTGCAGCTGGTGACTTCCACCACCAAATATTTAAAGGCTGGTTAAAGGTTTATAAATCCA
GACATTTTAATGAGGTGACTGCCTCAGGAGACAACGTGTTCTCTACTCAGTGCTCCCGGC
GCTCCAAAATGGATGGCCATTTCTGTGTAAACAGGATTTAAGCTAATGAATAATGCCCCC
GGCCATAATGCCCGGGTTTANCGGCCGTACCC
>CL9721Contig1
TCGGCACGAGGAACTGTGGACGCTTCGGTCAGGGAGGAGCGGCAGAGAGAGGGGAAAGAC
ATCCGGGAGGAGGAGAAGGCTGGAGCACGGAGGCAGAGGGGGGTGTTTGCATTTGCGCTG
GCCGGAGAAGACATGCTCACCCACTCCCCGTTTTATGCTGCGCCCTCTGACCCTTGGACC
ATGAGACTGGAGCGGGCTCCTCCCATCCCAGAGCCAGCCAAATGAGCTCCACCCTGTGGA
AAGAAAGAAAGAAAACCCAAGGACAGGAAATTCCCCCGAGCATCGGTGTCTGCTCCACCC
CAGAAGCTAAAGCACCTTTTAGAAGTGTCATCAATGAACTTTGTGAAGCCTGCTGATGAT
GCAGAGGTTGAGCCGTCAGCGCGTTAAAAACCAGCGTCAGATCTGAGAATGTGCACAGAA



ACGAACTGCTCGCTGCAAAACTGTTTGCATTATTTTTTAATCTATAGTGGTATTAAGTCA
AAAAGCGAATAACTTCAGTGCAACCAACCCCTCTAAAGTGTCAAGTTTTGTTATGCAAGA
AAACGCACATCTATGCTGAACAGAAAAAGGATTTTCTTTTATAAAAGACACATCTACAGG
AACGTTACAAAAAATAAAGGTTTCATTTTTTTATTGGCTGTTTAAAGCTGAAAAACTACA
ACTTCCAGATAGTTTTTAATGTTTTTAGAACAAAGGAAACCCACTTGAAGATGAACATCA
TTCCTCTGCATTTAAGCTCCTCGTCTGCACTATTGTACATAGCTAATGTTGATTACAGTT
GATGTAAATTTTGGAAAAAAAAGGTTTCTCACAATTATATATATTGTTCTTTAAGAAATC
CACCCAAAGAGGAGTACTTTGACATTTTAAGACTTGAATGCGATTTTGTTTTTTTGATTA
TGTGTCTTTAGAGGATGTACAAGTTTGACTAATCAGCTGCCGCTTCAGTTAAACATGTAT
GCTTGTGTCTGTTTTTTTCCAATGCGACAAATAAAAAGG
>CL9722Contig1
TTTTTTTTTTAATGATCCTTCCGCAGGTTCCTACGGAAACCTTGTTACGACTTTTACTTC
CTCTAAACGGCCGAGTTCGGTCATCTTCCCGGTCGCGCGACGACCCAGCCCCCGGGGGGG
CCGAATAACGCGCGTCCAGTCCGAAGACCTCACTGCGGTCGTTCAATCGGTAGTAGCGAC
GGGCGGTGTGTACAAAGGGCAGGGACGTAATCAACGCGAGCTGATGACTCGCGCTTACTG
GGAATTCCTCGTTCACGTGGAAAAATTGCAAGCCACGATCCCTAAGCACGAAGGAGGTTC
AGCGGGTTT
>CL9723Contig1
TCGGCACGAGGGGGATGGCGAAGAGAAACAAGAATCAAAACAGTGGCAGGGCGCCCACAG
GGTGAGGTGGCCTACTATGCACCCTGTGGCAAGAAACTGAGGCAGTACCCTGACGTGATG
AAGGGTTTACAGTGGAGCCTGCTGAAGGAAGAGGAGATCATTCCTCGGATTTTGGCAATG
GAGGGCCGTAGGGGTCGCCCCCCAAATTCAGAGCGGCAGCTCGCAGGCGATGGTGCCAAA
GGTAACCGAAGGAGGAAGGGACGACCCCCTAATGTGGGTGATCCACTTGCACCTGAGGGC
CCAAGTCCTAGTGAAATCAAACTTCTGCGCAAAATAGAGGCTCAAGAAATAGCCCGACAG
GCAGCCCAGATGAAGCTGATGAGAAAACTGGAAAAGCAGGCTCTGGCACGTGCAGCCAAA
GAAGCTCGCAAGCAGCAAGCTATCATGGCAGCAGAGGAGAGAAGAAAGCAGAAGGAGCAG
ATCAAGATCCTCAAGCAGCAGGCCAAAAGGAAAAAGAAGGAAGAAGCTGCCAATGCCAAA
ATCCTGGAGGCTGAAAAACGCTTGAAGGAGAAGGAGTTAAGGAGACAGCAGGCAGAGATC
CTCAAACACCAGGTAAAGACAACATATTTAAACATCTATTGTGAAAAATATAAAGGTGTG
TTTGACTCTACATATACATTAATGTGAACTTAAATACAGGCATGTGTGAATATATATATA
TATACAGCATGAATGAGATGAATTGCCAGACATCTGTATAATGACATACTTCAGTGTTGC
TCTTTATTAAACGCCATGCTTATTGGTACTGGATATTACTTCTGTTCCATAATATTTTGC
CAACTCTCTCTGCCAGGAGTTGGAGAGGCATAGACTAGATATGGTATGGGTATGTTTATT
TTTGTACATCTAACACCTGCATCGTGTAACTGGTTGTGTTATGGTTGTCATAGCAATGCA
TTAAGTGTAGCACTGGCTGCTGTCATACTACA
>CL9724Contig1
TCGGCACGAGGGGGAAAGGTGTTGGTCGATCTAAGTGGGGACGATATATTAAAAGGATGC
ACACAGTGGTATAACCTCAGTGAAGACGGTTTAGCGTCTGAACTCAGAAGAAGCAGTCAA
GAGGCCGTCCCTTCATAAGGAAAACTCCCGTCTGCTGTAAAATACCATGAAATGACAGGA
AATAGGTTCTGCTGTTGTGTTTATGTATGTTTATATGTAGTTTACTGGAATAATTTCAGC
ATGAAAAATGATTTTTAAGACATTTCCAGTTTTTTTTTCTTTTTTGTAATGATTAATTGA
CCTGTCTTCTATTTCTGTTTTCAGTGTTTTATTTAATGAGACTTATTAGATACACAATAA
CAAGAATTTTACAGGGGTTTTAGTGGCATTATATTTTTAAAATGGGATTTTTTTAGTAAA
ATCTGCTGAAATTCTTATTTATTTCTGCCCTGTTTAGCAAAATGTGAAAAATTAAATTAT
AATTTTATTATGAAGTCTAACCAAAGGAACAGAAAGGGAGGCTGAAGTAGCAGTCTTTGT
TTGTTGTTGTCAGTCAATGTTGTTTTGTTTAAAAAAAAATTGTTCTTTATGCTAGATTTA
AAACATNGGATGCACAAACTGTATGCAAATGATAAAATGTTTGTTTNGTATATTTTAGGA
GATTTGTGCAATATTGATGGGGGGAAAATTATGTTTTAGGGCTATGAACAAATGTTGTAC
ATTACAAACACTGCAAAAAGGGTTTGCTTGTGCAAAAACATGTCAGTTGAAGAAACTAAG
TGAAGACAAAAATGATTGATTTTTCAAAAAGCCGAGAATGCATCTATATCTTTGCTTGTA
CATGTTTTGTTATGTTGTTATAATTGTTTGAAACTTTGAATACATTTCTTGTTATCTATC
CCGTGCCTTAAAAATCCAGTTTTTGTTTTTTTGCCTTCTTTACTATTATTATTTTGAATG
ATATGATGCC
>CL9725Contig1
CTCGCAGAAGAGACATTCACCCATCATGGCAGCTCAGAGGGAAAAACAAGTAATACAAGA
CAACCATACCTAGATAAATAGGAACCTTCGTCGACTTCATTTATCAAGAATTAAAAACAA
ACAAACAAACCTATAACTAAAAGGGCTGCTAAAGAATGAATCGTGGGTTGTAATGGTTTC
TGTGGAAGAAATGACTTTTGAGCAGTTTTTTTTCTGTCTAGTCTGTAAACAGTGTGGGCC
AAATGCGGCTTCACTTGTCATCTTGAGACGTTGTGTTTTTGCCGCAGAGTTATTGAGAAC
ATGATGCAACATATCACAAACCAGATAGTGGTCAATTTCTTGGCCAGGATAAAAGTTGAA
GCCAGAGAAGACAGTGCATCATCATGGTGTCTGACAATGACAGTACATTATTTAGAAATC
TGATTATAATCTGTAAACAAGAAAACTTCAGTTTTACACACCACATAATACTTTAATCAC
AGGGTCACCATCTGACAGGTTAAACTTTTTCAGATTTGGTGTTCATGCAGGTAAAATTGG
GAACTGGTTGCTTCATCAGCTGTAAATGTTTTGAAGAGGTTTTAAAAGGATGATCCAAAA



AGTTAAAGCCATGTATGTGGATCTATGAGCTCTTTTGTATTTTACCCATGCTCGCCTCTA
GTTATCTGTTTGCTGAATGGGAAATGCTTTTTTGTTTACAATCGGCATAGGTGCTCCTCA
TTCTCCGATTACTCCCACACCTTAAAAACCACCTGAGTTTTTGTTGCATTCTGGATGGTC
CTCATT
>CL9726Contig1
CNTTCTCTCAGGTTATGGGATGCAACCAAATACTTTTCTGTCCATTAGACGAAAATGAAA
AATAAAGAACAGGCAGACTGCTTTGAGAAAGAACCTTTTCCAAGGATCAACCTGAAACTT
AAAGGAGAGAAAGCTGAGAGATGTTGGAAGAGTCCCAGCAATGTAACAGCTTCGACATGT
GTGCTTCACAGTTCAAAGAGTGTCTTGATGATCTGACAGAATCTGACATCACTCTTTCCA
GATTCAGCTCCCATTTCGGAGGGATCCAGTTTCAACTTCTGAGGGACACGTCTTGGAATG
TAAATATACTTTTTTTTTTTTTTTANAAANTTGTTCCNTTTTG
>CL9727Contig1
TTTTTTTTTTATTAAAAAACACTAAAAACCATCTAACTTACAATAAAGTAAGCTTATCTA
CAGCTAGNAAATATTAAGCCCTATGTAACCATGGTAAGATGTTTATTCAATTAGTGCATG
CTAAAATTGATCAAATCCTTAATAAACAAATGTAATCTGACTACATCTCATGTCACAAGT
GTGAGTTAGAATGACTGATTTACACACCAATCCTTCTTTACACACGACTACATCTCCAAA
TCTGCTTAACTTTCAATAGCATTGTGCAGCTGACAAATATAAATCAAAGGCGCCTGAATC
TGCTTGAATGTAAAATTTATGAGGAGCTGAAACTCATTAAAAGAAGCAGTAGAACTGCAT
GTTTCTGCCAACACAACACTGAAGAGCAGCCACAGATGCGTGCAGGCTCTATGTAACATT
TGTATGCCATGGTTATCATACAGGTAAGCACTGCATTGAGAAGGGAAGACAAATGCTGAC
AAATGTGCTCGAGGACTTCACATTTTTACATTAGGCTCTAAAGTTCTGTCTATGCTCCAC
TGGGAATTTCTAAACTCCATCAAAGATGTGCTCAAAAATCTATAAATACATCTATTTCTC
TCAGAGTTGACCCTATAATTATAACTTCCCAAATACTTAATCATTGTCATATAAGCATTG
TCTATTACTTAATTTATTGCACTTTAATTGACTGTTTTAACATGCTGCTGAGGG
>CL9728Contig1
AAATTTACAGCATCCATAGCAAGTTCCAGAAGGATCACAGTTGCTTTTAGTGCACCAAGT
GGGACTTAAACCACAAACGAGTCTTGTTCTCTGAATTTCATTTATGGACCAAAAAAGGAC
CACATTTTGTGAACTGAAGTTGGAAATTCGACTTTTTTCGACTTGACCAGCTCACCTTTT
CCTAAGCAGTGACTTGACCTGCCATCTCTTTACCTGTGCTGCGCGTGAAACCCGACTGCC
ACCATGCAGACCTCATCGATCCGCCGCCAAATGAAAAACGCGGTCCACAGCTACACAGAC
GCTGAGATTAAGGTCCGGGAGGCCACTTGCAATGACCCCTGGGGACCGCCCGTCTCTCTC
ATGTCTGAAATTTCAGACCTGACCTTCAACGTGGTGGCCTTCGCCGACATCATGAGAATA
ATCTGGAAGAGGCTCAACGATAACGGCAAAAACTGGCGCCACGTCTTCAAGGCCCTGGTG
CTGCTGGAGCATTTGGTGAAAACGGGCTCTGAGCGTGTGGTCAAAGCGTGCAAGGAGAAC
ATACACAGTATTCAGACATTGAAGGACTTCCAGTACATAGATCGAGATGGACATGACCAG
GGAGCCACTGTCCGAGAGAAGGCGAAGCGGTTGGCGTCTCTGCTGAGGGATGAGGAAAAG
CTGAAGAAAGAGCGCTCTCATGCTTTGAAGTCCAAGTCGCGTGTGGCGGGGCTCCCCTCC
CCCTTGGATCGCTCCATGTCCAGCTCATCTTTTGATTCCGACTTGCCGCCGTCCTACCCA
TCCACCCCGTCTCGTCTTCCATCTGAGATTGAAAAAGCTCTTCCNACAAGCGCTGAAGAA
GAGGAGCGGCAGCTGAAGCTGGCCATCGCTTTGAGCCAGCAGGACAATAACAAGCCAGCC
CAACGTGCACCATCCATTCAGCCAGCCCAACGTGCACCATCCATTCAGCCAGCCCAACGT
GCA
>CL9729Contig1
AACATTAAAGCATCACATCAATCACAGAATCCAACAACAAACTTAGAATGTATGGAGCTT
ACAGATGAGGAGAAACAGATTTGCTCCATAAATCAACATATTGAAATATAGAATGACTAA
CTTTAACTTCATTTTCAGACGTTCAGCCAGAAAAAAAGCATTTTTTTTCTCCTGATTATT
CTAAACCTTCTTGTGGGTTTATTCTAACTTTTCAGTTCATGCTCCGTGGGGGGGAGTAAA
TATAAGATTTAGAAACCAGGATGTTCCTTGTGAGTGACTCTCTGTGGTGGTGGTGGTGTG
GTTCAGAGACCAAGAGGGGTTGACAAAGAAAACATGCTTTTTGTTTGCAGCAGTGTGTTG
GGACATGGTCAGTCGGGTACAGGAGCTGCCGGCGCGCTCAGCTCTGCTTCCATCCACTTC
ATCATCCCCATTGCTACCAGTAGAGTCTGCTGTTTGTGTCCGGGGAAGAACTCTGTAGCT
TCAGACATGCTACACACTAGAATGCAGCGTTTCCATGGCCTCCCCCCACAGAGCGGGGAG
AGTAGACATAGAAGCTTGGTCATCGTCATTGACAGACTGAGGTTTACAGACACAAGAAAT
TCACTGTCTCTACTACCTCTGACACAAACGTGAAGGTACAACAGAGTCCAAACGCAGGAA
GAAACCAGTTACAACAATCTGAGCTCAGGAAAAGGCTGCGCGATTCTCAGACAGTACTTA
ACCTAACCCCCACCACCTGAAAACAATCATCAGGCCATTGGATCTAGTTAACATTATCGT
CTTCATCGCTGTCCCTCATGGAAATGCCCTGCATCCCTCCTTCCCTCACAGATGTGGTGG
CCTCCTCCAGGGTGAGGCGGTTTCTCACCGTCTCGTACATCTTACTGTTCAGCGTGGAGT
CCAGCACACCCTGCAGGCGGAAGTCCCGGTACTTTTTTTTAACGATCCCCGGCCATAAGG
CCCGGGTTAAACGG
>CL9730Contig1
CGCACCGGCATGGNAAATATTGGAGAACTGAATTCGAGCCACCTCGAGGAGTGCCGAGCA
GCTCCGATCCTCCTGCAACACTTTTTGAGCCCCACAAACGAGAGGACGCGCACGGCGTTT
ACGCACAGCATTCCCTGAGCCGGGGCTGGAGGATACCCGGCTGGAGCGCACACGGACCGG



GTTGACAACCTGGAGGGATACTTACAATAGAAACGCAAGTCCTGTGAAGAAGAATAGCGC
AGGGAGGAGGAGTGAAAGATAACACTGGAATGAAGAGGACCTCGAGATTCCTGGCGTGCT
GCGGAGTGGTGACTGATGGATGAATGTGGTCATCTGTAGGCTATAAACGGCGACAGGTAC
AGAACCCATCAGGGGAGCCTTGACAAAGACGCGGCGCTGAGCGCAACCAGCAGCCGCAGC
GCCAGATTTCGTCCCCCAAAAACTCTCCGATTGGCTCAATTTTCCTGATCCGATTGAGTT
TTCCCCACAGGGTGAAGGAAAAAGGTCGCGGGGGACTGCTTTTTTGTCTCAGCCAGCCAC
AGGTCATTCAGGACACTCGGGGCTA
>CL9731Contig1
GCAAAACGGATCCAGTGATTGATTCATCTTTGGTCCAGATTTTTCTGCGCATTTTATCGG
CATTGTATTAAAGTTACTTCTTCTTTATAAAACAATGAGTGGACACAGTTTCTTTAGATT
TCCCTGTTAATATCACTATAAACAAAATAAAAATAATCTATAAACAGTTTGTTAGTTTGC
AAAAGAGCATGGCACAGATGGAGGGTCCTCTAACTGAAGGGGAAGGCAGCCCCCAGATGG
TATCCTTAAGGTCTGGCACAACAGGGAACCATGTGGATGATGGAGAGGTGGCACCGTCCA
TGAGGAGGAAAAGGAGAAAGAAGAAGGAGCCACGTCCAGAATCAATTATTGTGTACCGCT
CTGACATAGAGAGGGCATCAGGGGAGGAACAAGGTGGAGAGGATGGGGCAGAGAGGAGCA
CAGAAGAAGGAGCAAAGTTTCTCCACACTCCCACAGGTGAAGGAGAAAGCTGGAGCCTTC
CCCCAGACAGTCGCTACGTGACTCTAACTGGCACCATCACCCGAGGGAAAAAAAAGGGTC
AGGTGGTGGACATACATGTCACTTTAACAGAAAAGGAGATCAGGGGTCTGGCTAAATCAA
AGGAGCGCCTTGATGCTGAGTGTGAGGCAGGGGAAGGGTCGACACGTAACTGTACTTTGG
GTGTGGGGCGGGGGCCGCATGTTGTCCTGTGGAGCATCTCCTGTGCTCCTATTGTTTTTG
TCCTCTCCTTCATTACCTCTTTCTACTACGGCACTCTTACC
>CL9732Contig1
TCGGCACGAGGCAAATTTGTAGCTTGACTACTCTCTCAACCCCAAATCCTAATCAACTAC
AATTCCGATTGAAAGAAACATTGAAAACTCTGAAGTTACTTTTGAAAAGGGTCCCTGGGT
TTATCTGTCCAAACAGAAGCTATCTTGCCACCTAGAGTTTGGTGGTGTTATTTCAAGGGG
ATGCCAACAGGACCTTTTCCAAAAATAAGGAAGAGCCAGTTTCCAGCCTTTTGTTTTTCC
AGGAAGTTACTTTTCTGAACCTTTCCGCCTGAATTTTTTTCAAAACAGCGTACAAACCAT
CTTTCTGAAGAGTGATGGACCTCACGGTGGGCAGGAGCTCATCTCTCTGAATCCTGATGG
TTCCCACTCACTGTGCTTTGGGAATACTTTAGGGCAGTTCATACATCTCTCTACTAAAAG
ATACCCATACTTTCTTTAATTTCACAACAGTTTCTATCAAGATCTTTGAACCTGATGCAG
CATACTGAATAAAAAGATCCCTGGGTTGAATAGGAGTCCCTGAGAACTAAGAGGAACCAT
AAGCACCTGTTCTGAAGCAAATGCCTCACTATGAGCGAAGTTTTCTTCACTGTCTGCGTG
TTTTCTGGATTCTTGCCTTACTTGTTGTCAATGACAGGTTTCCGGTGCAATTTTCCCGCT
TCTCTCCTGAAATCCCGAGATTCTGTAAAACTGCACCTAACGAGTTTGATCTGCTGTGAA
GTTTTGACATTTCGCGCCTCGTTTCTGAGGTAAACTGGATGGATTGGGACTGAAACCTGA
GCGGAGTCTTGTGAAGGTGCCCCCGTTTTGTTGCACTGTGTTGTATAAAAATGTGCTGAT
GTTTTGGCTCCTCTTTTGTTTTGTATTTATGTTTTGCAGCACTTTTCCCGCCTGAATGCG
CTCTCCTTGAAGGACTTCTTGAAAGATTTCACCTCACAGAATCCTTATTTTTATGTTCTA
ATAAGGATTCCGTTGATGTCTGTAAAATCACAATGAATGTCAACACTTTTATTTCCATAA
CTTTGATTTGTTCCCAACTCCACTACACTCTTGTCCAAACTATGCA
>CL9733Contig1
GCTGGTGGGGCGGTACCCGTTCCAAGACACACAACCTGCAGCTCTGTTCGCCAAGATCCG
GCGTGGAGCTGTACAGTCTGCCCAGCTGGCTGTCGCCGCAGGCCAAGTGCCTGATTGGCT
GCATGCCTGCGCAAGGAGGCCGACGAGAGGCTGACGGCGTCAGAGCTGCTGATGCATCCG
TGGCTGACCGAGCCGTGCACGCCGTACCAACGCGTGCACAAGACCTTTCACAGCCAAAGC
ATGACGGCGGGCGACAAACAGGAGAGCGACGAGCAAGTGGTCCCAACGTGGGCGGAGGAG
CGCCGGCAGGAGAAACCGGCCGGGTTCCTGTCTCCTCTGCTGCAGGCGGGAACGTACAGG
AGCTGAAGAACAGCTGAGACCCCCCCCTACCTGGAATACTTGACCCACAAGTGCCTCGCT
CCCATTGGTGTTCTGGACCTGTAGCTCAAACCTTTGATCTGAGCCCCGCCCCCTTCAGCC
TCAGCAGTCCTGGATGAAGCTGCCGTCCGAGCTGATGTTTGCAAACGGTTGGGCCTAAAG
TTCAGCCCCCCCAGGGTTTTCATGGTATGGAGAGAAGGCAGAAGAGGAACCACCGGCACC
AGGGACATGCCTGACACGCTCGGGACATGCCTGACACGCTCGGGACATGCCTGACACGCT
CGGGACATGCCTGACGCGTGTGAGTCTGTACTGACGGACACCTCATGATCATGATGGCTT
TTTTCGCTGAACATCTGATCATCCAGAGAAGACGATGACAAAAACT
>CL9734Contig1
CGGCACGAGGGTTTTAAATAATTCATTCTAGTATTTTCAAAGCTTTAAAGATCAGAAAGT
CCTCTCATAATGCATCTGTCAGTGAGCCATTAATGTCTTTAAAAATCTCAAACGGCAAAC
GTTGTTGCCTATGATCATACATCAAGAATTCCAAAACTCCCCTTTAATCTTTCAGTTTAA
ATAAATAAGAACTGTGTGACCACAGCCTTCTCCTCACAGGAGGGGGTTTGCTCCTCATTT
TTGGGCTGAAAAGGCTTTCCTTTCTTTTCTCTGGGCTTATCTCCCGCCCCACTTTGTCAT
GTAAAAAGGCTCTTATCGGACTCTGATGAGGAGTCGTAGGGACGTAGGAGCCTTGGATCC
CTAGGGTCAACAGAAATCAACACATAGGANATAAGTGACAGTGACTGACAGGTCCTTTGA
GAAGAGTAGCTTGGACCCGCCCACCCATGTGTCCCTTAGGGAGGTCAACTTTGACCTTTC
CTGGCCACCTGCTCGCCCCAAAAATCTGACCTTTTCAGATGAACGTGAAGTCATTATGGC



GTTAGAGCATAACACGGAGAATAGACGACTAAAAGGGGTTTTTGGGGGTATGATATTTGC
TTTTTTCTAATTATGCGAACGAACAACATTTTTTTTTTTAAAGATGATAGGCAGGGATTC
ACTTTGCCCATGAATCGGTCCCATGGTGTAGTTTATGGTTTGGTTTTAAACCGATAATTG
TGGCATCCCAACATCCGGATGTTTTTTTTATTTTTTTTTTAAAAGGAACTTCCTAGAGAA
AATGTTTGGTTTTGTTCTTAAAACTTCACATTTGTGTCTCCTAAAGGCCTGTCATATTAT
GACAGTCAAATAGGAAGAAAATAAAGAAGGTCATAAACCGACGTCATCTCCCAAGCCTTG
ATTTAATTTTCCTCATTCNGGGTAAA
>CL9735Contig1
TTTATTTATTAAATGAGAACATTTTAAACAGGGCTTATGTTTCAGAGTAAACATGTGCAG
TTAGTCTCCTCACCCGCAGTTTTTCCTTCACCTCACAAATGAATTCAAAGTGCAGAAAGC
TAATATTACATGGGGCTAAAAGGTTGATAGGAGAAACCTGTGCTTTACTCCTAATCGAAC
AAAAATTCAAGGGATGACTGTGTTTGTGAAATTATGTAGTGAATGGAAAGACAAGGTTGC
TATGGTTACTCACAATGGGTATGACAATATCGACTGACATTAGTCCATAAGAAACCAAAA
CTGTGTTGGTCAAATTCAAAATATGTCATAAAAAAAGAAGAGTTCTTATAAACAGGAATT
ATTCTTTTAATTACAATTCAAAAAGATATGTTGTATGACCTACAAAAACAAAACATAATG
TGCAATCATTGACATCTTTTCCCTCTGAGGCGACGGCTGTGCAGAGGATGATGCAGCACA
GCAGCAGCTCTCCCTGTTTGTTCCTACGTCAGAGTGGCTCAGCTCAGCACTGGGCCCAGT
GCTAGAGGGGGCTGCTGCTTTCAGTAGTATTTCAGTAGTGATTTAGAGAGTCCAGGGCTC
GCTTTCCCTTGAACGGCCGCTTTAAGGCTTCAGCTGCACGCGGTCGCGCCCCTGCAGAAC
CAACTGTGGTTGATTTGTGTCAAACCCCCCTTCCTCCGAGCTCGCACGTCCAGCAGAGGT
CACCAAGAAGTCACCGCGGCTGCTGTCCGTCGGCTTCATAGTCACTGCTATGATACTTGC
TCTACCGGCCTCATCTGCACGTCTCCGATCTGAACATGGGAAGGCGCACTGAGGACAAAT
ATGACCGCACTCGCGATGTCCTCTGCTTTTAAACATTTCATGCTCTCGTAGACTCCAGCT
GCTTTCTCTGGATCGCTGTTGTGATGCCGGAAGGCGAACTCAGTCTCTACTACTCCAGGA
GAAATACATGTTGCTCTGACGTGAGTGTTTGCTTCTCGGAGTTCTTGTCGTATTCCTTCG
GTCAGAGCGGTCACAGCGTATTTGGTGGCACAGTAGAAATGCTCGTCAGCACTCGCCACA
ACTCGGTGCCCCCCCATACTGTTAACGTTAATGATGTGGCCGTCGTCAACATTCCTCTCC
TTCATTG
>CL9736Contig1
GGCACGAGGCTTCGTTTTCGGATAGCTAGCACGCTAACCGTAACCATGAACGACATACTC
GTATTTTGAAGTTTCGCCTCAGCGTTATATGAGAATTTCGAAATGAACGAGATGGGTATG
TAACATTTTGCGAAACACAACAACAATGTATGATATTGCTTCTAATCAACCTAAATAAAT
TACCAAAGCTAAGGATTGGCCGAGGCTTTGGCCTCGACTAATCCCTGGAACAAGAATTGT
TTTGCTCACTAACATGCCGGTTTTTACACCAAGACTTGCGGCCTCAAGGCTAGCCTACTT
GTTAGCCTATGCTAACGTTCTACACCGTGTTTAAGATTTAAAAAAATAATTCTTTTTGTT
GAGATATGTTTCTACTGTGTATGTATTTTAAAACGCAGTTCATACTTTTCTCTTTTGACC
GCTATTATTAGTTTTAAAGTTTTAACGGTGTACAAGCAGGTCAGGTAAACACAACGTCTT
GCTATGTTGACAGTTAGCAACGCTGCATTATAATTGTGGAAATCTTTCGTTGTAAACCAA
AGAATGCGCTCTATTACTGAAATTAGGTCCACAGCCTGAAGAAAGTATCCGGAATGAACT
ATATTTTCATAAATAACTTCTTTCTTTTTTTTTTAAATTGCGGG
>CL9737Contig1
TTTTTTTTTTCTTGTTAACTTTTATTATGCTTAAAAAAGAAAAGTAAAGACAGGTGGTGG
TCAAAGAAAAGAAAAAAATATATTCAAATATCAGTATATGTTTGTATATGATTAGGAAGC
AGAGAAAATAATGCTGTTGTCTTCCATTTCAATATAGACTCTCGTAAGAAAATAGGCAGT
TTACCAGGTTACATTTGCAGACATCCAGGCCCCGCCCACTCATGTCACATGACCAACCAT
GTTCTTTATGGTGACACAACCTTCAGGGTTCCAGCTTAAAGTGCAGAAGGCGCCATCCCC
CAGACTGC
>CL9738Contig1
CAATTTGCAACTAAAATGCACAACCTGTAACACACCAGATTTGAGCATTTATTGCTTTCC
ACGAATACTATCATACAAGCTTGAGCCTTCCATTTTCAGCAATTTTACAAAGGCAGTGGA
CATGTATTAAAAGTCTACAAAAACAGGGATGTTTCGTAAAAATCCTAATTATCAAAAGTT
ATAGCTGTCGAACTAATATGTGACATACAGGAAGTGTAAGTACCTTGTGTTTTGCAGACG
TTGCTACCTTCACACCAAACCAAAGTTGTGTGTAACTAATGAAAGTGGTCACTACTGGCA
CGACTGCGTTATACTGACTTCATACAGTTACAAAGTAAGAGTTTCCACATCTTTCAGGGG
GTCAAGCTTACCAAGTGCAAGATAACGAAATGGATTTCATGGTGTGTGCTTCATACAAAA
TGCAAAAATACATCATTAATGACAGGACACCTGGAGAAACGGAGTAATTCTAAAACGTAA
AATTTAAACTACTGTGCTTAAGTGAAAACACAAGTCTGCCACAGGATCTCTTTAGAAATA
AATGCCAAATAAAAATGAAGCTACTGGATAAATTATCAAGATTAAATTACAATTTTCAGA
TACCAAAAAAAAAAANATT
>CL9739Contig1
AGGGCTTTGCAGAAAAAAACTCCAGCTACTCCCAATGTGGAACACTGAAAAATGAAGATC
TTTGTCCCTGCATTTCTCATCCATAGTGATATTCAGGGAGTCAAGCAGCATCTTGTGTGA
TCCCAAAGCTTGTCAAATCCTGATTCCTGTGAAAAATCTCATTTCCAGCTGTTACATTCT
GTTTGCTTATTCTCTGTGTGACTTTCTGAGCTACAAGGAAAAAAAAAGGGAATGTCACTT



CATAAGGTTCCATTTCGTCTTGAGATGCTAGATCCACTTCTGGCTTTAACCATCTGGACA
AACAGCGAAGAATCTTTTCAATAAATGCTCTTTGCTGTACAAACGACACTGTTCCATCCC
TGACGGGAAGGTTGCCGGCGGATCAGCACTCTGCGTCCACGCTGTGCACGGTCACTGCAG
CCTGCAGGTGGTGCGTGTGCAGGGGGTGGTGGTGCGTGTGTCGGTATGGATGGAATTTGT
GGCTCAGCAACGCGGCCGTCTGGGGGGGCGTGTCCAAGTCCAGGTCGTCGTCGTGGTTGC
CAACGTCAACACCTGCCGAGAGTGGATCGTTGTTCCCGGGTGGATTCTCGCTGTCTTCCT
GTGGACTCATGGTGCTGTAGCCGTGATCGCTCTCCGTCCCAGATCTGCCCCAGTACCTCC
GTCTGCGCTCTGGGGTGTGAGTGTGTCTCTCGATCACAGCGGCGATAAACCTGGTATTAC
TGATGATCCCTCTGTCCTCGTGGCTGTCTTCGTCCCTCTCATCCCTCTCATTATCAAGGT
TGGACATTCTCACCGACATTTCTGCA
>CL9740Contig1
AATCGCATCAGCTAGCATTGCACAGTCTCAGAGGTTTTTGGGGATGGAATGGAGAGTTAT
CGTCCAAACAGTTGGATGAACACAGAGGGGGGGGGGGTGAAAGTTCAAAAAANTTCAANA
ANACANAGGATGGCTGCTGACTTAGGTAAACNCTCCCCNCACCGGGCGGCGGCGGGAAGG
GAGGGCGGTGCATGTGTCGTGGTTTGGATGTTAAACGACANCTAANGGGAAAATATAAAA
AAANAAAAAACTTCAAAANAAAATGGANTTTCTNAATCTTTTCCCATCNAGAAAAGTCGG
ATGGANAGACTGATTTNCAGAAAANAAAAGGGACANAAANAAAGGAGGTTGGGGGGGGGG
GGGGNTAANAAACTTGGANNNCCCCCCCNNNNNT
>CL9741Contig1
AGGCACAATGCGGGACATGATGGAAAGACTGCAGACCATCGTTGAGGAGGAGGACGATAA
AGACTCGGGTTGCTTTGTACCTGAGTACGATGTAGACAAAGGGCCTTTGACTCTGGAGGC
TGTTATATTTGAGAAGTCCAACACTATGGAAGAAATCCTTCATGAGGCCAGTTTGATACG
CAAAAGTATCATCTTGCTCAGCTTGGACGTAGAGCGTCTGAAAAACAACAACGAACGGTA
TGGCACCTCTGTGAGTCGATTCTCCATTTTGAAACGGGATTCAGATTCCATCGCCAGAAA
GATCCAGCAGCAGGGGGATTCGGTGTACAAAAGGATTCAGGCTCTGGGTGATCGTGCCAA
TGAGTTGGAGCAAACTGAGGGCGGAAACCGGGCTGTTAGTCGCATTGCTCGCATTCAATA
TGACACACTGGCTTTTGCCCTTCGAAGTGCAATGGAAAATTACAACAGTGCAGAGGAGAA
GCAGAGGGAAATCTGTAAGACGAGGATCCAAAGGCAGGCTTCCATCATTGGGAAGGACAT
TAGTGATGAACAACTGAATGACCTGGTGAACAAAGGTGGAGAAGGCTGGGAAGAGCTTTG
CCAGAGTCTTCAGCCACCAGGTGCACAATCGTGCCGCACAGCTCTGAATGAGATCAAAAC
TAGACACACGGAGCTGGTGAACTTGGAGGCCAGGCTTAAGGACATCCATGAAATGTTTTT
GCAAATGGCTGTGCTGGTGGAGGAGCAGGGATCTCTTCTTAACAGCATTGAGACACATGT
GGGCAAAACTGAGGAACACATTAAGAACTCTGACCATAAATTTAAAGAGGCCTTAATCCA
TAAAAAGAAAAACCCTTGTCTGACATGTTGTCCATGTTTACCTTTCTGGAAATAGCTAAA
CTTTATTTATTTTACTTTGGTCTGGAATCAAACTAAGACCAATATTAACTGGAAATATTG
CTGAGATGTTTGTGGCAAAACAAGATTCAGAAGGAACTTTGTGCTGCAGAGATTAACTTA
ATTTTAAAGGTTTGAAAGTGAAGGTTGTCAAAAACTACATGTTTTGTTTTCATTTGATCA
AGAACTTATGACTGTACATAAACATGGAAAAATGTACCTTTTTTTTAGATGAAGAATGTT
TTAATCCTATAGCATAATGTCCCTCTAATGATTGTCACTGCCAGTCACTGT
>CL9742Contig1
ACCAAACCACCACCCCCCTCCCAGTGTGCACGCACACTCCACAACCACCAGAGGTGCTAA
ACCCGGGTGCTAACCTTTTATCCGCCACACAGCAGGCAGCTCTCCAGAAACGCTCAGACC
TCCACCAGCAGACGTCTGAATCCACACCGACCCTCCACCGGATTCCTCGCCATCGTGCGG
CTCATTCTCTCTGCCATTTCGGTCTACTTGACTCTTTACGTACTTGAGCCGCCAACGAGC
CCCCCCCCTCCCCTCGCCCTGAACAAAAGGCGCTTGACCGCCNGCACATCCNCCAGGAGG
TCAGCACAGCGGGACCATCCGCATCCTCGCCATCACCACGGATGTCGGGACGATCCGTAG
AACAAGCAGGAGGAAGCTGGGCCCACAGTCGGGTCTTCATCCGCAAAACCCCCTCCCCTT
GGGCGGAGGGAACTGGAAGCGGTACAAATCGGAAGGCGTCTGTAGTTTGCACTGCCTAGC
GTGTGCCTTATTTAAAACAACAACAAAAAAACACAACCTCTTTGAGACGAAAGGATTTGG
TGGAATATTTGATGCGGGTCGGGTTCCAACCAATGAAATCGTTGAAGCCATTAGGCCCGG
TAACAGAAATCTGAGGTTCTTCAAATGTTACAGATGGTGCATGTGGGGAGCG
>CL9743Contig1
AGGGCGGGCTGCAGGTGGGAGTGGTGTATCATGTGGAAGTGGCAGCCAGTACAAGTGCGG
GAGTTGGAGTCAAGAGTGAACCTCAACCAATTGTCATTGGGAAAGAATTCCAGGAAGTGA
TTATTCATGGAAACCGGAACAACAGCATCACAGAGCAGATCACCGACGTGGTGAAACAGC
CTGCATTTATTGCTGGTATCGGAGGTGCCTGCTGGGTCATCCTTATGGGTTTCAGCATCT
GGCTGTACTGGAGGAGGAAGAAGAGAAAGGGTCTGAGCAACTACGCAGTTCAGTCCTTCA
CCTTCACCCCTGCAGGTACTGTTCATTTGTCCCGTCTCCTCACGCCCACCTAAACGCTGC
TTCATCTCCTGTCCGCTTTTAATAAACAAGCTTGGACTTTCAGATATACGGTCATGGCTG
TTTAATATTAAAAGTTTCAAGACTAAAAAATTGGGTATCATCAATGACCTGGTCCATGCC
GTGCATACAACCCCCCTGCCCAATCTCCAGCCATTTTCCATGTTGTTCTGTGTTTGTGTT
TGCTTGGTTTTGCTCACTTTAAGAGAAGTATCATCCTTCTTTTCCATCAATTTTTAGATT
CAGGGCAAGACAGTCGATTTTATTTCTCTTCCTAAAACTCTATCAGTTTGCTTTGCAAAA
TTCACTTNATCTATGTACATTTTTATTTCTATTCTGATATTTATGTGGTCTTCTCCTCTT



AGTTTGTTTGCTGTGTAGCACTTTTTCTACATGGTTGTGTCAGCTTTGTTTTATTTTCTT
TAAGGCTGGCTATATTAGATTTAGATTTTATCAAAGTAATTATTTTTAATGTATTCTTTA
AGTGGAGGTTAAGGAACATCAAGGTACACAGATTATCCCATTTTAAGACTGAAGTGTTTC
TTTTTCTACAATAACATTTCCAGCATCATAAAACAAATATAAAGATTAATTTAACCCCTT
GATGCCAGAA
>CL9744Contig1
CTCACATCATAAAGTAATTAAACACTTCAATGCAAACAAACTTGGGTAAAATTGCACACA
TTTCCAACGCCAAATAGACATCAAAAACCACGATTACAAATAAGAATGGAAAATGGTGAA
ACTCTCATGCGTTCAAAAGTTAAAGGGCATTTAGGAAACACTGAAGCTACAACATAATGC
TGAAATGAAACGGCATTGTTATTTTAGTATAATCATTTATTTTCCTTGAATTTCAAACCA
TTTGATTTTTGCAAAGATGTTAAACCTTGTTTTTAAACATTCAAGATGTTTTATCAGGTT
TTAAATCGTTTAAACTTCTCTTTGCTCCACCACATTCCCAGCTTTTCACCTTTTCGTCTC
GCTAAGAGCGAAGATCTAAAGGTAAGGAAATTCTCAATCAAATCAAAATGAAATCCTTTT
GCTCCAAACTCTTGACAATAGAATAACTCAGTAAAAGACTGAAAAATATTCAAGGTGCAC
TGTAATCTTTGGTACAATTTTAGGGTTTTTATTTTAAAGTTCAATAAATGTTGACAAGTT
CGACTGGCATTCATTGTTTTGTTTTTTTGGAAACATAAATTTAGATTTATGTTCTTAGAA
AAAGTGCTAGTTTTAGATTTTAAAAGTTTTTATCAAGATGGGCCAACTTGTACTAAGATC
ATGTTCTCGTGTTGTTCACATTGTTCTAAAAGGAGTCATTTCCACTTATTACACTAGTGT
TTTGTCACTGTAATCAAAATAAACTAGAATTAGATACATGCAAACCCAAGAAAATACAAC
ATTCGCTTAGAACTACCAAGGAA
>CL9745Contig1
CGGCACGAGGCTCCTCACCAAAGCAGCAGAGCAGAAACTTTTCTTGCCTTTTCCCTTCAG
TTTTCATATGAAGGACAAGCAGTAGGAAGACTGAAGGGAAAAGGCAAGAAAAGGTTCACT
CTCCTCACCAAAGCAGCAGAGCAGAAACTTGATCAGAGTTTGTGTTTGCTGATGAAAAAC
AAGATTTATTCTTGAGAATTCAGTTCGATGATGAAACCATCTTTCAAAGCACTGTCAGAT
TTTATTCCGGTAAAAACTCTGATGATGTGTTCGCCTAAAGTCACTCACTGTAAAATGACA
AAACATTCTTCTTTTTTTACTCTTTAATAAATTTTCAATGCTGTTCAAAACAAAAAAAAA
A
>CL9746Contig1
TCGGCACGAGGATCCAGAAGCTCAATCCTCGCCTGATCCAGTTCAACAACTCCTCTCAGT
ACAGACGCCTGGCCAAGTCCACCCTCCTGCTCATCCCTTTGTTTGGAACCCACTACATGT
TCTTCAACTTCCTGCCCGACTACTTCAACGTGAACCTGCGCCTCTGCATCGAGCTCTGCA
TCGGCTCCTTCCAGGGTCTTCTTGTTGCCGTTCTCTACTGTTTCCTCAATCAGGAGGTGC
AGAAAGAGCTCCATATGCAGTGGCTGAGGTGGCGAGAGAGGAGTTATGGGGTGGTCTCAC
CTGCTGCAAAGGGCAGCCAGATGGACACGCCCTTCTAACACCTTCATGGAGGGCTGGACC
TGCCCACGGGACTCGTTCTGCACACAGCGCGCTTTCACAAGCCGGTCCTCGTCTGCATCC
CTGAAGTGTTTGGGTGTAAGTCATTCTTCACAGGCTGTTTCATGACTGCACTCCGTCAAC
CAGGAAGGAGCCACAGAGCCCAGGAGAGTCATCACCCAAATCTCTTGACATTTATACACA
CAGACACCGTCGATTCAGCAGCTCCTGCCAATTCTCATAAGCATCACCCAAACAAACACA
ATGGCTCATAAAAGGTCAGCTTCCAGACTCTCTCTTAGCCGTCACACATCAAATCCATGA
ACTGTAATCTTGCATTTGCATTTTTATGTATACACTGAATATGTTCTCGAGAGCATCTCC
ACTGAGATATTCGAGCATGATGGGACTGTGGTGCCTTCTCACCACAAAAGACCGTGTTTT
TACACAAAAGATTGTTTAGTGACTTCTTCTTTAAACATTTGTTAGCATCTTCTTGTGCTC
ACCTATTTATTTATTTATTGAAACTGTTATTTAATCTTTAAAAAAAGTATGTTTAAAGTT
TGTATTCATGTAGTGTGTAGATAAAGCAGA
>CL9747Contig1
ATGTATTAAATATCTCCAGCACAAACTAATTTCAGCAATACTGTTACAGACTGAATCTAA
AGGTATAATTCTACACTGCATCTGGGTTAGGCACTCTTCCAAGTATGGGCATGGTTTTTA
ACACAGATGAAGCAAATTATCCTGGCAGGGCTAGCAATCACAACGTCAGTGTTACCTTCA
GAAAAAGCAATGGGAGCATGTGTTTGTGTGTGTGTGTGTGTGTGTGTGTGTGAGAGAGAG
AGAGAGTGAGGAGCATCTGGAATCATTTCCAGCAAGCCTTAGTTTCCCACAACGGTCACT
TAACAGGAAGAGTGATATGTTTTCTTGCTGAAGCTTCTCTTGTTTCATCCACATAGCAAA
GCTGGCCCCAGAGCAGCTTTGTAGAGAGAATGTCTTCTCAGCTGTGTGTTCTGCGGCAAA
TGGAAAACATGATCAAGTTCCTTTACCTATGGCTTCAAGTAGTTCAAATGAAACACATGT
CAATTTATTTCTTGCACAAGTGATTGTAATTGTTTCAAGACTTCATGGCGCTGAAGATGC
ACAGATTTATTTGTTTACATCGTCATCTCTCTCATCAATGACCACCACTTTGCCATTTGG
TTTCAAGAACACAAACTGGGCTGGCTCCAGCATTGTAGAGCTCTCTGGGTGCAAATGTCA
GTGCAATACCTTTTC
>CL9748Contig1
AAAGAAANCTGCAAAGTTTTTTCTTATTAAAACNNACAAAAATGTATTTGGCCTTGTTCA
GTCTTTTTTTTGCAACACTAACAAAATTCAGTAAAAAAAAACAACAACTCTGCACCTGAA
CAAGTTTAGCTGCTAATCAGACATGTGCAGAGTGCAGACCTGACAACTACTGTAGCATTT
GACAAGTTAGGAAAAAAAGAAGACAAAGGAGGCCCTTCACTGTCCGGCAGCTCAAATTAT
AACGAGCAGGAGTTGGAAGCATTTCGTCTTTTCAGCTCCCAAGTGCTTACAGAGGCAGTC



ACCAATGCAGCTGATGTAAGACGCAGGCAAACATGCTGCAGATCCCAAATGCTGGAAACA
TGCTGCTGGCATTAGCCTTGAAAATGAGGATGTATTTTTTGAAAGAACTTTTGTTTCGAT
GGCTTCTCTGGTTTTACTTTGTGCAAAGTATTGTATTTTGTAGCTGATTTAATCTCTAAA
AAGCTTTGAATATGATAAAGATTTCCATCTTTTAAGAAAAGATGCAGAGGATTAATGTCC
CACTGAGACATTAGTCTTTTTTCCAGAAGATAAATTATATCAATTACCAGAAGAATGCAC
AACAATTTCACAATTTTGAAAAAAAAAGAAAAAGTGTTTTGATTGTGTGGGTATATTCTT
CAGTCATGCAGCCTGGTAACAAAAAAGGGCAACCAGAAACTATGGTTAAAGAATCGAAAC
AAGACTGAGCATGCTCTCTGCGTCTTTTTCTGCTGCANGCTTCCCTGC
>CL9749Contig1
CGCTGTTAGCATTTTATTTTGATGAACTTTTTCNCGTTAATAAAAACATATAAACAAAGA
CAGCACTGAAAATACATTGAAAACTGTTGCAGTCACTGTGTGGATGGAATAGGCATGGAT
GTGTGCGAGTCTGTCCACAGAAGGCTGAATCCAGCATTTACTGGGTCATGTGAGAAATGG
TGGTCTGGAACGCGAAGGTGATGTGCTTTCGTGAGTAATCAAGGTAGGGGTCCGAGAACG
AGTGCGCGTCCCCGGAGAAGTGTCTCCACTGCATGAGCTCAGACATGCTGAGATGCTTCT
GCGTCTGTCCCTTACGGTCACCTTGACGACCGAGCTGGCAGGGCCTGCCAGAAGTGGGGT
CCTCCTCCTCTTCCACCACATCGTTTACTGCGCCGTCCATGCTGCAGCCGCAGTTCAGCA
GGTCATGAGTCAGACAGGGAGTTTCCGTCAGACTGAAGAGATCTCGAAGTTCGCTAGAGG
AGAAACTTGTGTGTTCGGCTCCTTTTCCCATGTCAACCACGGTCCCCGATAGCCCCTGCT
TGGACACCTGTCTCTGATATATACGCTCTTCAATTGTTCCTGCAGTGAGAAGACGGTAGA
TGTGGACAGTTTTCTTCTGTCCATCTCTCCACACTCGGGCCATGGCCTGGATGTCGTTGG
CAGGATTCCAGTCGATGTCGTACAGCACCAGGTGAGA
>CL9751Contig1
ACAAGCGAGGATTTCCTCCTCCCTGACGCTCCTGGGATGAACTGCAAGTTATAATCAGCG
CGCAGCCACTTCCAGGGCCGCGTAACCGATCCGGGATGGACGCGTGGGTTCGTTTCAACG
CACAGAGTCAATCCAAAGACAGACTTTTCAGGGCTGCACAGTATGCCTGCATGTTGTTAG
GGTACACGCTGCACAAGAGCAAGGCAGCGGCAGACCTCCTCAAAACGCTCAGTGACCTGG
AAAAACACCTGAGCCTCACCAGAAAATTTCTGCGTCTTGGGAACTCCGTGGAAGCTCTGG
AAGCTGCCAAAAGAGCAATCCACATATCTGATGGCGTGTTGAGGCTCTGCCTGACGATCA
GCCATCTGAACAAAGCCATGTACTTTGCTTGTGACAATGTGGTGTGGGCAGGAAAGACGG
GCCTTTTCTCCAAAGTCGACCAACAGAAATGGAGTCAGAGATCCTTTAGGTACTACCTGT
TTTCTCTGCTCGTCAGCCTGACTCGAGACGTGTATGAGCTCTGCCTCCTCATGGACAGCG
ATGCGCGCTACCAAAGTGCCAAAACATCTTCATCACCTAATCCCAGCCACGACCCCCCTG
CTGACTGCCTCTCCTCCCCCATCACCAGCAGCCGCCCCCCCCTTATGTGGGCGTGGCTGC
TCAGACACTTCCGGCAGGTGATCACGGTGCTGCAGAACAACCCCCCATTGCTTCTGGACC
TACTGAAGAACAGCTGCGACATCTTCATTCCTCTGGACAGGTTAGGGATTTACCCAACAG
GGCCAGGCTTTGTGGGGGCATGTGGCGTCACCTCCTCCGTGCTCGCCATCCTCGCTGTGA
CCCACCCCTGGCTCAAATTGAAACCCTGAGGCTTAGGACACTTTGACACCCCTGCTAGAG
TGCACAAACTGCAGCTGAGGCGTTAGACTCAGCAGTTTTTGGATCCACGGGATCCATGTT
GACATAACAGTTTAGGTCAGAAATGATAAAGCTTTGAAATGTGAAAGAATTTTCCTTAAA
ATGTTTTTAATGTTTCTTGACCCCAGTTTGACAGATTTTTAACATGATCTACATGATTTA
TTCTGTTTTTCTGTTATTCAACATTTGCTCAGAGTTTAAAAATCTACTTTGCTTT
>CL9752Contig1
GCGGGGCAGTCGACCAGAAAATACTCTCAGCCTCTGAGTGTCTTCATTTTTAACGATGTG
CTCAACCACATAACGTTGAACTCCTGGTACATCAGTTCCTGATAGATTGAGATCAGGCAC
ATGGGAAGGAAATTGAGCTCTTGGTTCTGGTAGACTACGCAGAGGTGGTTCATGCGAATC
GGGACCAGCGGCAAATGGTGGCACTCCAGCAGAGGACGCAGATGAGGACGTCTCAACTTC
ATCTTCCAAGGATTGGGGTCCTAGCTCAGCTACAGAGTGGCCAAGCAGGGACATCACATC
CCTAAGAACTTCAGCATA
>CL9753Contig1
CGGCACGAGGGTCACGGTCAAACCGCCCCCCCCGGAGGTTCCCTTCGCCTCAGAGTGAGC
CTGCCCCCAGCCTCAGCCCCCACCCTGGCGTGAACCTTACAGGAGGAGCCAGGGGGGGGG
GAGTGGCCTGAACCAACACCGTAAGGAGGCGGGGCCANAACACCGGGAGGGAGTGACCAT
CATCACAGCTGGATGGCTGATTTCCCACAATCCCCTCTGACAGTGTCATCGGGACGACTT
GGACTCGACAGGCAGGAGAGTCCCCCCCCCTCCCCCCATGACCGTCAGCTGGTGAATACA
GGACGCACCTGAATGCAGCCCTGAGTGCGTTTGCAGTCGGCGTGGAGCTTTCAGTGCTCA
CTCCTCCTAAACTCCGGTTTCCTGCTGCACCTGAACGTGTGCTGAAACGGGAGGGGGGAG
TACCTGGAGGGGGGGGGGGGNT
>CL9754Contig1
TAATCAAACTCGATTTGTTGTACTGACTCTGCTCTGTCCTATAATAGAGAATATTGGACC
AATCTTCCTCTATCACGTGGCTGTCTTAAGACATATCATGTGGTGTTATTTCGGTGTTCC
CTTCGTGGCTCAGCGGTTAACAAACCCAACTAGGATCCATGAGGATGCGAGTTTGATCCC
TGGCCTTGCTCAATGGGTTAAGGATCGCGCATAGCTGTGAGCTGCAGTGTAGGTTGCAGA
GATGGCTCTTGATCCCACTTTACTGTGGCTGTGGCATAGGCTGGCAGCTATAGCTCTGAT
TCAACCCCAGCCTGGGAACTTCCATGTGCCATGGGTACAGCCCTAAAAGGCCAAAAAAAA



AA
>CL9755Contig1
ATCTAAAAAACAAAACNANCTACAAGTNGTGTACAGCACACAGTTGACTACAACTCAAAT
TTTTGAAAATTAGCACATATGATCACCTTTAATTGAGGTCCATGGCCAGGCCTTTATGTG
TCTTCACAAAAGAATATCGGTAATAACTGTTATAACAGACTATAAATGTGGAATTGTTAT
TGAATTCAGTGACCTGAGGTCAAATTCACATTAGGCATATTTTTAGTGTGGGAAGAAAGT
TATTTTAAAAAAAACAAAAAAAAAACAGCATTCTGATTCATATAAGTATTTTAGCTTTCA
TCAATTTGAATAAAGCATATTCTGTCCGTTAAGCATTATACTATATGAATAAAAACAGCT
TTGTTAGTTGCATCGGATCTTTCAAAGTAACCANATGTCTTTTGGATTAACACGTTAATG
TAATGAATTCAGGTTGAAGAGTGACTTCCAAATACTATAAAAAGTGATGCTACANAGGGG
AATGCTACACAGTAGTGACCTTAATGATGAAGGTACACATTAAGGTTTCCAGGGTCTTTT
TATCTGAAAAGTTTTACAGGATAAAAGCAAATTAAT
>CL9756Contig1
TTCGGCACGAGGTGCAATTACAACTACTTATACTCAAGACATCTGCAACTGCTCTGGTAA
TTCTACTTTATCAGGAGGTGGCAACAATTTCACGAGGAATTCCTCTCAGTCGCACAGTGG
AGTTCAGAGACCAGCTGATGAGCCAGAGAATGTGACCACGACATTAGAGGCCAGTCCGAA
TGACAGTCGTCATGAGCATGCCCACCACCATCATCCTCATCATCAGCATCTCCACCACCA
TCATCCTCATCATCAGCATCTCCACCACCATCATCCTCATCATCAGCATCTCCACCACCA
TCATCCTCATCTTCAACAACATTCAAAGCACCAGAATGATGATNGTTATTAACTACNATA
GAATTTACTCGTACAAAAAGTTTTGTTAGAAGTAACAACATTCTCCGAGTATCTGAATAT
ATTTTTATACTTAAGTTGTGGATTCCTTGATGGTATTTTCATGCTTCTCTGCTGGGATAA
AGTGCACAGATCTCCTCATCTTCTCCCATAAATGAAGTCCACGGGGAAAAACCTGCCTGC
AGGAGGCTGTGGATGGATGAACAG
>CL9757Contig1
ATCCTATTAACAACTTTCTGCTGATTGAGGCAGAGTGGACACGGCTTTCTCATTCTTCAT
TATCTTGCTTTAAAAGCCTGCTTTTATTTCTATTTTTTTAACTACTAAAGACACTCACTG
TAGAGCAAAGTTTGGCATATTCACCATGTCAACAGACAAGAAGCCAAAAAAGAAAAAAGA
GACCAATGGCACAACTGAGGCCAAGTCGAATGGCAGTGATGCCAAACCCAAAAAAGCAAA
GACAAAAAAGAATCTGGATTTACCTGAAGAGGACAGCTCCACCACTCAAAGTGGTAAAAA
GGTAAAGAAAAAGAAACCAGAAAAAGACAAAGACGATCCTGAAAAAGAAAAAGAACCAAA
GAAGAAACCCAAAAGTGTTCCGAAAAAGAAGAAAGGTTCAGACACGGAAGGCGACGACAA
TGACGACGAAGAAGAGGATACCCCAAAAAAGAAAACAAAGAAAAAAGCGGCAAAGGAGAG
TTCCCCATCTGCAAGTTCTGCTAAAGAGAAAAAATCCAAATCTAAAGAGGACAAAGACTC
AGATGGAAAAGAAAAAAAGTCCAAATCAAAAGAAAAAGNCAAGAAGAAAGAGCCAGCGTC
AATGTTCATGATCAANGGAGACAAAGACTCAAAGAGCAAAAAGAAAGCTGCCAAGGCAGA
CAGTGATGAGAGCGAAGAGGATACAAAGTCAACCAAATCGAAGAAAAAATCCACGGCTGC
TTCCGCATCCCATGTTCCAAACGTCCGGGGATAAGGACAAAAGCAAG
>CL9758Contig1
TCGGCACGAGGGGCACGAGGCAGCGCTTTAAACAAAAGTGTGACGTGCTCTACATAGCAG
CCTGATGATGGCATGACTCACTTCTGTTGGGCCTTAAGCAGGTTTTGAAGCAGAACAGGT
TTGAACGAGTCTCTTCAGCTTCTGAAACTGACGGTTTTTGACTGGTGGACCTCCACAGGA
AGGTCCCTCAGGCAGGAAAACTGCAAATCAACAAATCTCAATGTTTCTTCAATCATTTTC
ATTCAGTTGAGCACTTAGACCACGTTCCTCTGCTCTAGACTGGGATCATTAACCCTTTGG
GCCTAGGACTAGGTCTAACCCACAAGAATCCAGTCAATCAAATGTTTCTACAGATGTCAA
ATGTTTCATGTGTTTGAATGTTGTTGATGTTAGGACTTAAATTTTGAACTGAACTGCGTC
GCATTGAGAATGTGTCATAATGCTGCTGTTGTGTCTTCAGATATCTCACTGCCTCAGCCA
CTTTGGATGACATTGCCCACTCTGAAGCGTGAGTTCCCCCCTTTCTTCTCTGATCTTACA
CTGATGTAGATGAGCTTGGCTTTGTTTCCGTTCGGTTTGCTTTCTGGGACGTTTGTCTCT
CTGCGCTCTTCGCTTCTGAGCTCAGGAGGCTCCTGTAGTTCAGCGGGTCTTTTCTGTCTC
TGAGGTAGAGCGTGATGCACATTTCGGTTTTTATGTTGGCTTTCCTTCTTTAGAATTGAC
TATTTCAGTTCCTAAAGTTTTTTTGTTGTTGTTGTAAAGTTTAATCTACGGTTTGCCACA
GCTGGTGAAACTTCTGAATTTTCTGTTTGGAGAAAAATGCATTAAATATCAGTGCTTTTA
CTAACATGTTTACTCATTTAGCCAGTCCAACATGCAGATACCTAATCATGAGTTTATATC
CAGATGTTCTGAAGGAAAATGTGTTTTTCTCTCTATTTTCAGTCTGTTTTTTTTATACTG
ACCAATTTGTTTTGGGATAATGTTTCCGTTTCTTCAGTCACTCACCATTGACCGAATGGT
TTACTAGTAAAA
>CL9759Contig1
TTTTTTTTTTGCTTTTTTGCTTTTTAGGGCTGCACGCACGGTGCATGGAAGTTGACCCCA
GCCTAGGGATCAAACTGGAGCTTATGCCACAGCCATAGCAACGCCAGATCTGAGCCACCT
CTGTTGCCACCACAGCTCATGGCTACGCTAGATCCTTAACCCACTGAGTGAGGTCAGGGA
TCGAACCCACATTCTCATGGATACTAGTCAGATTCGTTTCTGCTGCGCCACAGCTGGAAC
TCCCTGTCCTCATTTCTTCTTTAAGTTTTAATGGTAGCATTCATTGA
>CL9760Contig1
ACCTGCTCCAGGACGCGGGTCACGGAGGAACGGGGTCGCACAGGTCAACAGATTGAATCC



AGCACTCACAATGGCAGACAGTGGAAAGACGGCAGAGGGCTGGAGCTGAGGCCACACAAC
CNGGCCAATGGAGACCACTGAGACCGTCGTCTCCCGGGTCACCAACTTGACCCTGGTCAG
CTCGGCATGCGAGGTGGTCTCCAGCGCCTACAGCAGCACCAAAGACAGCGTGCCGCTGCT
GAAGGGAGTGATGGATGCGGCCGAGTCCGGGGTCCGAACCCTGGGGGCCGCCGCCGCGGT
GGGCTCCAAGCCTATCATGGACATGATTGAACCGCAGCTGGCCACGGTGAACGAGTTCGC
CCTGAAGGGTCTGGATAAGATGGAGGAAAAACTACCAATTCTGCACCAACCAGCAGACAA
GGTGGTGTCGGAGACCGTGGGAAAGGTGTACCAGTCTCTAGCGGGAGCCGTGATGGGGGG
TCTGGAGCTGACCCGGGCGGCGGTCA
>CL9761Contig1
TAACCCGGNCCTTATGGCCGGGGAGTGACAGAGGATGCTGCCCAGGAAAACGGTGTCTTT
TCCCTCCTTTAGGTCTCCACTGAATTCCCGACAAAGAAATGAACCACAACTGGACCGAAC
CGAGCAGCCATGTCGGCCTCAGAGCGAAAAAAGCGAGGACAAGCGAGCCAAAAGTAGAAG
AAAAAAAGCAAATCCCTCAGCTTTGAAGGTAAAATTAGCAAAAGTTAGTCCAAACTCGCC
AGCGATCCCGAAAACATCGAGAAGAAGATTGACCTTGGAGCCTACGACACCCAAGACTAA
TATTAACCAAGGTTCTGGTACCTCTCCTGCTCTCGTCGATAGGGACGTTTTCCTTTTCTC
TCCAGCATCCCAGACCAAAACTACAAACGAGAAGGACAAGGCCAGACTGTCGGTTCTCAG
GACCATCTCCAGGATGCTGGAGGAGAACCTGCTCATCAGGAGGAGACTTGAAGTCCTCAG
CCAGGCCAGATGAGCTTGGTTGCTCAGTACAAAAACGGGTTATTCTTACTAAACGTTCTA
ACCGTTTTAGTTTCAGAAGCACTGACTGCTTTAATCTGCTGGAAAGCTGAGAGGTTCAAA
ATAGATAAGCATGTTT
>CL9762Contig1
GATTCGCATGCTTCTCTACCTATAAAAAGGGCGCCTGTCTGTCTGCGTCAGACACTTTTC
TCCAATGCCTTCTCCTCCAAAGGTGACAGAGTAGGAGCCTGACTCTCCTGCCGGCAGAGA
TGATGGATGACTCCAGCGGAGTCCAGATGGCGCGGGCGCTGAAGCAGGCAGCCCTGTGCC
TGATGCTGCTGCCCCGCTTCCTCCTGGCCGCCGTCATGCTGTGGCTCCTTGATTTCCTGT
GCATCCGGAGGAAGCTGCTGCTGAAGATGGGTGAGAGGCAGGACAGCCCGGACGACCCGC
CGCTGTGCGTCTCCGACTCCAACAAGATGTTCACGCTGGAGTCCCTGCGGGCTGTGTGGC
ACGGCCAGAAGCTGGACATCCTCAAAACCGCGCACCTGGGTCAGACTGCGCCCAACACCG
AGGTGGTGCTGGTCCAGGAGCGGAGGCAGGTCCGAATCCTGGATTGCATGAAAGGGAATA
GACCGCTCATTCTCAACTTTGGCAGCTGCTCTTGACCGCCGTTCATGATGCGTCTGGCGG
CGTTTCAGCGCGTCGTGAGCCAGTACGCAGATATTGCGGACTTCTTAGTTGTATATATCG
AGGAGGCGCATCCCTCGGACGGCTGGGTGAGCTCTGACGCGCCGCACCAGATCCCCAAGC
ACCGGTGTCTGGAGGACAGACTCAGAGCCGCCGCGCTGATGCTCACGGAGGTCCCCGGCA
GCAAGGTGGTGGTGGACAACATGGACAACTCGTCCAATGCCGCGTACGGAGCCTACTTTG
AGAGACTTTACGTCGTGAGGGATGAGACGGTCGTGTACCAGGGCGGCAGGGGCCCGGAGG
AATACCGGATCTCGGAGCTGAAAACGTGGCTGCAGCAGTACAGGAAGGAGCTGCTGCATT
CCCAGAACGCGGTGCTCCATGTGTAGCTGCGCAGAACTTCTGTTATTTTTGTACTGAAAA
GAGTTGATGAAAACCGGATCTGATGATCCATTTATTTTTGTATAAATGCCGGTGTGTGTG
TGTTCGTGCGCGCGCGCGTGTGGATCGGTGGGTGCGTCCTCTCTGATGCTCCAGCCCGGA
GTCTGCGTGAAGTTCGGCTTTTAAAAGGCGCGTCCAGAAAACCGACACTGATGTTTCTGA
CTCCACGTCAGCGGCAGGATGCTCCCACTGATC
>CL9763Contig1
CCGTTTAACCCGGGCATTATGGCCGGGGGGAGTAACTGGTCACTGTGCAGAGATAAGGCG
TCCCGTTTTGGAGGACCTGCACCAAATAATGAGGACAAACTGGTTGTGAGACAGTTCAAG
CATTAGCCGTGCGTCAAATGATGGAGGTGCAGGACCAGGAATCCTTGGGTAGGTGGGACA
GGCTTGGGCAGCCGGGACCTCAGCACCAGACTCGAAGCAATGGAGATCATTTCCCAGGAG
GTGACAAGGAAAGTGGAGGCCATCGGACCTCCGACATCGTCGCCCCCAGCAACTGGGACT
GTGCTCAGCAGTGATCTGAATGACATCTTGGCTCATCTTCTTATGCTCTCCAAACGGTGT
CCTTTTGAAGATGTGAGAGAGAGGTGCATTCAGCTCCTTCAGGAGGTCCAGAGCCATTAT
CCCCTTTAGACTTCCACAGTAGACCTACACTGTGCTGTGGCTGCTGCTAATCCCATAATG
GGCTGACTCTGCACTGGAGCTGCACAAATACGGCTCCGCTCGGTCAAAACTGAGAGTGTG
TGGGGCTGCATTACAGTATAAGTTGCGTGCAACGAGTGTGTGTGCTTTGCGCCTCCTCAG
GTGAGTGAGCAATGATAGGTAATCTAGTGAACAAAGTCATCGATT
>CL9764Contig1
GCTTTAAAAAGAACAAGGAACAACTCACAAGCAAACTCTACCAGCTCTATAATTCCAGCG
TATTTGACAATAAGCTTCCAGTCGACATGTCCGTGACCTGGAATAAGAAGATGCGGAAAA
CAGCTGGTTACTGTGTCACCGGGCAGGAAAAGGGTGGAGGAAGTCGCTACGCCCGCATTG
AACTTTCAGAGAAAGTGTGCGACTCTGCAGATCGTCTCAGGGACACCCTCATCCACGAGT
TGTGCCACGCTGCAACCTGGCTCATCAATGGCGTGAGAGACGGGCACGGCGCCTTCTGGA
AGCTGTACGCCCGCAAAGCCACAGTGCTGCATCCTGAGCTGCCCATGGTGACGCGCTGTC
ACAGTTACGACATCACATATAAGTTCCGATACCAGTGCACGCGCTGCCAGAACACGATCG
GTCGACATTCCAAGTCGCTGGACACGCAAAGTTTGTGTGCGCCCTCTGCACGGGGCGTCT
GGTCCTAATGACCCCCTCCAAGCCACGCGCTCCCACGCCTTTCGCCAACTTTGTCAAGGA
AAACTATGGTAGCGTGCGGCAGGAGCTGGCAGGACAGAGCCACGCGGAGGTGATGCGAAA



ACTGAGCACAGACTTTGCTTCCAAAACCAAACTCAGTGACAGCTGACCTGCTTCAAAGTC
GAAATAATATTTTTTTAAATGTTATTTGCCTTTCACGTTTTTGGTATTAGAGTTAGACGA
TTAACATCTAAATGAATTATTTTTATATATAAAAATAAACGTGTTTTTTTGTTATTTTTT
TACTTTATCAATATTTAAGACTAGAAATACAGTTTAAACTTTTACTTGAATAAAATTGAC
ATTTTACGCTGTGAACAAATTTACTTTTTACAAATTTTTGATAACTGTTTTGATTTATTT
GAGACTCTTTCATTAAACTCTGGGAATTACCAATCTGCTCTTGTGGATTTTTTGTACATT
TTCAAAA
>CL9765Contig1
CAGTTTCAAAACAGCGTTCTCAATCACACGCACGGGCTCTCCAGTACAAATCCCTGATAC
AAGAAAGATAAAGCTCCGGCAGACGTGAAGGGCGCAGAGACTGAGCAGTCAACATGGCAG
CTGAGAGTCTTGCTGAGCTGCGCGATTGGCTCTTTCTGCTCCTTTTAGTCCTCACCTTAT
TGGCTGAGGTGCTGGAGCTGGCGGCAGCAGCAATTGCCATGGAAACGGGCGAGGGAGATG
AGGGCATTGTTTGTCCCTCAGTGTGCCGCTGCGATGAGGGCTTTGTCTACTGCAATGATC
GTGGCCTGAGCATAATTCCTCCACTACCCCTAACGGCTGCCATCCTCTACCTACAGAGCA
ATCGGCTGAGTAATGCCGGGCTTCCCCCATCGCTGGAGCGCAGCACGTCCATACGAGTGA
TTTACCTGTATGCTAACCAGCTGGATGAGTTCCCCATACACCTTCCGCCTTCATTAAGGG
AGCTCCACTTGCAGGATAATAATATACGAACGTTACCGCGGTCAGCTCTGGCAAAGTTAC
CATTACTAGAACGTTTACACCTGGATGATAACTCTATATCTACAGTTAGCATCCAGGAAC
GAGCTTTTTCTGGGACTCCACGGCTTCGACTACTGTTTCTTTCTCGGAACCATTTATCGA
GTATCCCAGCAGGTTTACCAGCATCACTGGAAGGAGTTGCGACTGGACGACAACAGAATA
AGCACCATCCCTACACATGCTTTCCGTGGCCTCT
>CL9766Contig1
AGCAGGGGGCGTCCGAACACCCAGCGGACACAGCCGTGACCGGTGAAGAAGACAGGCCTC
GTTCAGAAAGCCTGATTAGCTTAGTCAGCAGATGCCGTTTTGGGTCCATTTGTGCCGGAG
ATTGAAAAGACATAATAATAATCATGAAAAACGAAGGGATAGAGGGGGCAGAGCGGTTTC
TGAGCCCAGACAAAGGCAGAGGCCTGCGGGCGCTGAGGGACTTCGCTGTTGGGGAGCTAG
TGTTCGCCTGCCCTGCCTACTCCTACGTGCTGACCGTGAATGAGAGGGGGGCTCACTGTG
AGCACTGCTTCACCAGGAGAGAAGACCTTTTCAAGTGTGGTAAATGTAAGCAGGCCTATT
ACTGCAATGTTGACTGTCAGCGAGGGGATTGGCCCATGCACAAGCTGGAGTGTGTGGCTA
TGTGCACCCACGGGGAGAACTGGTGTCCATCAGAGACGGTCAGGCTGGTGTCCAGAATCA
TAATGAAACAGAGAGTAACAACAGAGCGGACCCCATCAGAAAGGCTGCTGCTGCTCAAGG
AGTTTGAATCCCATTTAGACAAGATGGACAGTGAAAAGGACGAGATGAACCAAGCAGACA
TCGCAGCTCTGCATTATTTCTACTCCAAACACATCAGTGACCTTCCTGATGACCAGGAAC
TCACTGAGCTATTTGCACAGGTAAACTGTAATGGCTTCACAATAGAGGATGAAGAACTCT
CACATCTGGGCTCGGCTGTTTTTCCTGATGTAGCACTGATGA
>CL9767Contig1
CACGAGGCACCGCTCATGGAAATGTTCAGCTGAGGGATTTACTTCAATGTTCCGTTTTTG
TTGGCACTGAAAACTGTTTGAATTTGTTCATCAGAATTGTCTAAACTAATTTAAGCCTTA
AAATGTGAGATTATTGGTTTTAGGTTAACTGTTAAATAAAGTAAAATATTATTTGAAGAA
AAAAATGTGCCTGCATATGATTTCTAATTAAACTCGTGAAAAATCCTGCCGTCTTAACTT
TTTCCTGGTTCTTTTGTGTGAAACCCATGAAAGAGATGTTTTTTATAGGTTTGACTTCTT
AAAACCAAACGTTCAAACCATTTGAGTCCAGTAAACCAGAATCTTCTCACTCAGCGGTGA
GGTTGAAGCCGCTGTAATAGTCTGTAAACAAACGTTCTCCAGGTTTCTCTGCTCATCAAA
AACAGGAATTCATTCATCAATAAAAACACGTCTTGTAATGCTCCAAAGGAGGTGTAAATG
CAGAATAATACAACACAACAGTAAATGTTTGGAAATTGAACCCTGAGAGTCCGATTGAAG
CATCTTCAGTGACTCTGCAGGAGAACGAGGTCTGGCCTGTTTAAAGTATTTAATTTATTG
CTAAATCGTCCTGGACGAAGACAAAGGGCATTGGGAGGTTTTCCACTGATTTCAGGCAAA
ACTAGCTTTTACACTAAATGTAAACACACTAATGTGTGAAGATGAGCTGAACTGCTGCTG
CACACACATCGGGATGGAGCTCAGACCCAGAGCTGTTCACAGCAGCACTTTTTTGCTTCT
TGGGTTTTCTCAGACTTCATCAGACGTGTACAGTAATGCTAGAGTTTAGACTTTGGTTGC
TAATAATGGACGTCCTCGGTTGTTTTGTAGCAGACTGATGGGGTTCATGACCACCCAGGC
CTCATTTCTGCTGCTGTGTTCTCTGGCCAGCTACAAACTGAGACATGTACAGATTGTGAG
TTTTCTCTCTTTGCTGTGGCATATAAAAAGCAATGTAAATGTGTCATTTGGATCACAAAA
TAAAATGGTTTTGCATGTTTGTATCTCTTCATTCAAGGGGAAATGCATTTTTTTTGCATG
AATGAAGGAACATTACACGTTTCAAAAAGAAAAATGATCCACAGACAAAATGTCAAACTA
AAAAACAAAATAAAGAGAAAA
>CL9768Contig1
GNAAGAAACCACAGGNACCGAAGTGGACAGCCCAAAATTCTGCCGCGCAAAGTTTCAGGA
AAAACTTTTTGAAGCTCTTTTCATTTTTTTCGCCTGAGAGGAAAGGGCTGAACTCAAGCA
GGCAGGCAGGGAGGGAGGATGGGAGCTGGGCAGATTTGAAGGAAAGGGGAGTTGTCATGG
TAGAAAGCACTTGAGGAAAAGGGAGGAACCTCTCTTGTTGGCTTTTTTCCCCTCCTTTAT
CTTCTATCCAAGAGGACGACTGTCTCATGTCCACGAAGACTGGCCTTCCTACTGAGGGGC
CCGAGGGGACGACAGGGGGCCCAGGACAAGAGAAGACTCCCCTGTTGTCAGTCTCACACG
ATGCTTGTGACGATGAGTCACCAGGATCAACGTCGTCTAGCCGGAAACCCTTCACTGAAG



GACAAGGTCACGTGACGGAGGAGAAGTCCAACAATTCCACGCCTGTACAAACTCAGCCCC
AGTCCGACATTAACCCTCCAGCCTCTGAGTCTTCTGGTGGGGATGCCACCAAGGAGCAAA
ACGGCTTTCACCATGGTAACGTCAGCAAATCGTCCCTGCGTAATGGAATCCAC
>CL9769Contig1
TCGGCACGAGGGAGCAGGGAGACATCATCCAGATCAAGTTGAGCGAGCACACGGAGGTTT
TGCCCAAAGCCGACGGCACCGGCAGCACCACCATGCTGGTGGACACCGTCTTCGAAATGA
ACTATTCTACAGGACAGTGGACACAACTCAAAAAATACAAACCCATCACCAATACCTCAT
GAGACCTCAAATATGTTCAAGAAAACAAATCCCACATTTCCTGGACAACAAAACCTGTTT
ACACAGCATTCACACACGTTTGGGTCAGTTCAAGAGATGGGAGGGTGTCTGTCAAGGAGA
GAACGTTCCTCCATTTGACAAAAAGCAGGACACTGAAGTTTTTAGTTTTTATTCAATTAT
ACATTTCTGTTTTTAAGTTTTCTGAATGTTCCCCCAGTCAGAAGAGGTGGTGGAGTTCCT
CGTAAACAGCCAGCACCGTTCACACGTGTGCCAAGGTACGGACACGCTCAGTGCTGCTTC
AGGCCAGAGGAAAGGCTGCACAAAAAAAGACTTTTGCAGCCATTTTTGTTATCCTTTTTG
CCAAAATAGAAGATTTACTGTCCTTAGANGTCACTGCAAAAACTGNGGACGCATTACCGT
AAACCTGAATCATTTTTCCTTATTCAAAAGAAGGGACGAAATAAANTGATGGAATNTTCC
AGGGGGGGAAGTAGTTATTTTTTTTTAACCATCATTTAATAAAATTACTTTTTTTNTTTT
TTTAAAGTAGGGTATAAAGTTGTATTTAACTCAGGTTTTTNGTACTTCCTTTGGGAGTTT
NTTTACAGTTTCCTAAAAAAAAAAGCAGCTAGTTCAATCCCCGTGATTTCTTTCTTCATC
AAACCTCAACACAGGCGGTTGGTTTTATGCCTTAGTTTGATCAGATTCCTGTTAAGTGTA
TTTATTTT
>CL9770Contig1
AACGATGACGCCCCCTGCTGTTCAGAGGTTCTAAGTCCCAGTTTGACGGTTTCGGAGGGG
ATCTAGGGCTGCCAATATGTGCCGACGTGCACGCTCCTGCTGTGCTCCAAAACGCAGCTG
AGGATGAGGAGCTCCTCCGAGACTCTAAACACGAGGAGCAGCTTCGGAGGAACTCCCCCC
ATGCTGAATAACAGGTGTCCGTGGGGGCTGATGGGGGTCACAGATGTGCTGCCGGGGGAA
CGTGGAAACTAAAAAAAGGCTGCAGGTGTGACCACTGAAACATGATTCCCAAACGAAACT
GTACCTGAGCGCGTCTGTTCTGGAGGCTGCTGGGAAACGGAGGCCTCTCCGGTATTCAGA
TTGCATAGTCCTCCACAGGTTCTGCCCCCCCCTGCATGTGCAGGAGCGACACCCAAGACT
AAAGCATCATTTATAATTCAGAATGCTCCTTTGTCAGC
>CL9771Contig1
TTCGGCACGAGGCTCCTCCAGAACTTAGGCTAAGAGGTGGGGGGGGCGGACTAGACACAC
ATCGGAGACAATGTAAACTAACTGATGGTTGTAAGACGAACTCCACACACAACGCCNCAG
ACCAGTGTAAATCCGGTGTTACACCCCACTCCTTTGTTTAGTTGCTGTATCTTCTTGGTT
TCATTCTTTAAATCACATAATACTGTGAAAAAACTGCAGTGTGGTATTCAAGCAAAGAGC
TATTAATGCTGCAAAAAAATCATAAAATTACTATATGTATTGATTCTATATAAATATATG
AATATATATGTTAATATATCATAAAGAAATACTTCCCCTGCGCCAAAACTATCATCAAGA
AATAAAGTTAAGTGACACAGGAGTAGCTAACTGGTAAAACTAAATCAAGGTGTCATGGAA
ACCACATCACCATGAAGAAGTCTGTAATGGAAAAGGCTAAAGCCTACCTGAAAAACTGAA
AGTAGTAAACATTTGACATGTTCTTTTTTCTGCAACAGCAAAATATTTTTAAGGAAAAGC
TGACCTCTGGTTTTTTTGTTTTTTTGCTTTCTTGTCGTTGCTTTTTTTGTCCCATAAAAC
GGGACAAACAGCAGAGAGAACTTTGGAAAGCTCTCTTTGCAAACTTTAAGAAGACTGTGG
ACAATGAGCCGTCACTACTGCCAAAGACACAAAGTAGTGCGTGTGAGAACATAGCTGCCA
CAAAGCTTGAGCTAAGTGACGACAAATAATGAATTTACATGCATGCTTGTCAAAAATCAT
CTGATCTACTTTTAATGAACCTCTGTTTTAAACAAATGAACAATTATACAATATAAGGGC
AGTGGGAAAATA
>CL9772Contig1
CCTTATGGCCGGGGAAACTGGTGAGGAGAAGGGGAATAGCGCACAGGTTTAGTCATGGGC
CAATCCCAATGCGGGCGTTCATGTGTCTGGCTCACTAACACTGTGGTAGTCTGCTATAGC
GTCTTAAAACTCCTGTTTCTCCCCGTTCTCAGTCCCGGTTTCTTGTCTGTCCACGCAGCG
TCTCGTCTCATCGAAAACATGGATTCATCCGTGAACCCCTGCGACAACTTCTATCAGTAT
GCCTGCGGAGGATGGCTGAAGAAGAACATCATCCCGGAGACCAGCTCCAGATACAGCACG
TTTGACATCTTACGAGACGAGCTGGAGGTTATCCTCAAAGGTGTCCTTGAAAAAACAGTG
GATGGAGAAGCAGCTGCTCTCACCAAGGCTAAAACCCTATACAAGTCCTGTACCAATGAG
AGTTTAATAGAGCAAAGAGGAGGGGCTCCTTTACTCGATATGCTGCCAGATATGTTTGAG
TGGCCCATAGCAGTGGACGGCTGGGAGGAAAAATACGGNGCAACATGGAGGTTGGAAGAC
GTCATTGCCAGGTTAAATGAGAAATATGGGACTCAACTACTGGGTAACTTCTTTGT
>CL9773Contig1
ACGAGGGCTCCACCTGGGGGGGAACGTGCTGAAGGAGGTCCCTGTTGAAGCCCTGAGCAG
AGCTGGGAGCATCAGGGACCTCCGCCTGTCAGGAAACCCCATTCGATGGGTGGGGCCTGG
CACCTTCAAGGCCCAGGAGAACTCGCTGAAGGAGCTGTATCTGGATAACATGGGCCTGGA
GAGGATGTCCCAGGACTCCCTGGCAGGAGTGGGACCTGGGCTAAGAAGTCTGTTTTTAGA
GGGGAACCAGCTGGAGGAGGTGCCGGACCTCCGTCCGCTCAGATCTCTGGAGGTCATCAA
CCTGGCTGACAATCCCCTGATGTGCGACTGCCCCCTCCTGCCACTCCGCTTGTGGATCGA
GAAGGTCAACCTGAAAGTGCGAGCCACCTGCAGCAATCCTCCCGAACTGAGGGGTCAAAG



GGTGCTGGACGTCCCCGTTTTCAAGGCCTGTCCTGGAGGAGAGACGCTCCCCGACCCCCC
CAAAAAGGAAGAGTCCACAATGCCGGGACACAGAACCAAAACCAAGAAACACAAGAGTCC
GAGCAGAAAACCGGGAGCCACAAAGAAAGATCCGACAACCTCAAAGAGACGCAGTGCAGC
TTAAACCACCGAAGTTCTCCTTTCATCTGAAAATAATGATCAGTTATTTTATCCAAAGCT
TTTTGATCAGTTTATTGTTTTAATGATGTCACCTAAAGGCTTTGAAAGCAGACGCTTCTG
TAGAGCAAATCAGAAACTAGGTCATAGTTTCTGCAGAGCGACAGGAGTTCATTAGAAAAT
CCCCCCTCCCTCCATGTTGCTGAGAGCTCTCTGTTTACATGCTGTCTTACAGCGGAGCAA
CAAAAATGGCAGAAATATCGGTGCCATCCAGTTCTGATACAGATTCAAGTTCAGACCAGG
AAAACAGAGGCGCTCATGGATCTGTTGGTCTGCAGGTGGATGATCAGAAAGGGGCGGAGC
AGGGAGCTCGTGGCCCCGCCCAGCACTTTTTCTAATCTTTTTCGTCAATTGA
>CL9774Contig1
ACCCAAACCACTGAATCGAGAAGTTCAACTTTTAAGAAAGTATCTTGAATAATTTGTATT
TATTCCGGACATATTCTATTAGTGTTGCTATTTTTACAGAACTGTCTTTTTCTCATTTGG
TAAATCTTGGAATTTAACGTCGCGTTTTGTGTCAGTAAAGTGGTGAGTGATGCAACATGG
CAGTAAGTGCTGCTGTCCGGAAGTGTTTTGTGTCCGCTTTGGTGACACAAGCCCGCTGTC
AGAGACTCAACGCTCTGCCCAAGAACACGTTTTCTCGGGCGTCTTCTGCTGTGACCTGCG
GCCACGGAGAACCCACGGGGAGGAAGAGTCTTTACGACAGAGCCGAGGCGGAAGGAGACA
GTGGCCAGAGCGGCGGCTCTGTCCTGTGGACGTCGCTGGGTTTGGGGCTCT
>CL9775Contig1
GTGTACAGANNCCAGAGATTAANCAATTGTTTATGCAGAGAAATTTAAAAAAATATTAAN
AAAATAANATCAACCCAGTACAAAATTAGATTGCTGTGTAAAATTGTATCCTTTCCAAAG
TATGAATGAACTGAATTAATCANAACAGCTTTTATTTGTTGTGATGACTTTAGGACAGAC
TGAAAGAGCTTCAAGTAATTTANCCNAAATCCAAAGACAANATAAAAGTCTAAAATCAAA
TGTTTCCTGTTTGAAAATTCTTTCTGAAAAAAAAAAAAATTAACATTTTTAATTCAGNAA
AANGTTTTNTTTTTANATCAACATGATNCCGGTCACTTGGAGCTCTGCGNCNACAAAAAT
CTGTCANTCATA
>CL9776Contig1
GTACAGGTTCCTGACAGGAAGCACTTCGAAGCCTCATAGACGTTCATTCTGCAGATTTGC
AATTGAAGCTCTTTAAAAGCACAAAAATTCAATGCAGCTTAGAAGAAAGATTTTTGTTCT
GTCAAAGATATTTTATAGATGTTTTCTCACATATCTGCAGACTTCTTGCAGTTAAAACAT
TACCCATCAGCACTTTTTGTTTACAGAAACCTTTTACTTGAGTCAATTGGTTTATTTTTC
CATTGTATTTCTGTAACGGCAGAGGCACTTTTATTTATGTCCTTCAGGTAGATTTCCATA
TGGACGTGAGTGCAGAAAACAGCCGGCTCGGAGGACTGTACACGCTGCAGGTGCTTTTTT
TTAATCCAAACAGATGTGAACTTTTTCTCCGCGGCAAATAATACCTGCGTAGAATGATGC
TTCCTCCTCAGCTTTTGATCCGTTGTTTTAAAATGCTACTGGTGTAAATGAAAAAATCCA
TGCTAATCAATGACCGTGGTGTGTGAGTCATTGGTACTGTATTTCTGAAAACAAAAATGT
TCTCATAAAACGTTTAATTTTATCATTTAGTTGCTTTATTTTGACATTCTCAGAGGGCNC
TGACAGAATGCTNTAAAGTCTGACCCAACNCNCNCNGAAGCNTTTCAATTCAAATACNGT
TTATAATTCATATCCAGCTCAAACATGTCATCATTGCCTTTGCATGTTCATAAACCGTCG
TCNCNTTCTTTCCCTTGTTAATATGTTCAGGACNTTGCGCATTTACGNGACNCTTTTTTT
CTCCTTGACTGTTTTTTTTTCCAGTTCTGCTTTCTGGATATTAACTGAATTCTGAGCAGC
CAAAAGAAAAATGTGAGCTCTGGAGAAAGTTATTTTTATCAGAACAAATCCCCAAATGGG
GGAAATGTGTGTCTTGGGTTGACATATAAACCTAAGGCCTCAAACTCAAAATACTGAACT
TGAAGATGTTTTTAGTGACTGTGAGAAGCGTGGCATCCGCCTGCNCTGAGGACCTCTCTG
TACAATTACTCTTCTGTGGGGTCTTACAGATCATTGAAAAGCTAACCTCTATAGTGTAGA
AATTGAACTCGTGTTGTTTGAAATAGTGGAATGTATGGGTCAGATTTAAGTACCGTTAAG
TCATGTTTGCCTGTCTGCTGTACAAGTGTTACTAAATTGTGTAAAAAAAAAATCTCTTCA
GGTGTTTCTTTTCAGCTCTGTTTGCTGTTGCAGGATGTACATAGTAAACCAGTGCGATGC
ACAGCAATAAACT
>CL9777Contig1
TTTTTTTTTTTTTTTTTTNTGTTGAAAAATCTATTTATTAATGATTTACAAAAGGNTAAA
CATCTGATTGGTTGGTTTGAAACCTACAAAGGAAAAGTGTCTCAGATCAGCTGAGATGTT
CCTGCTGAGCTACATTTAAAGTCTGAAATAAATATCTGTAAAAGCAAACGGAGGGAGAAC
CGGCGCCGTTCCTCGGTCGGCAGGAGGTCCCGGCTCTGACAGACGGGCGTGGGGTGGGGG
TGGGGGGTCACTGCAGTATTTACAGAAACATCCTATCAGTTCAGAAGAACTGCAGCTGTG
GATGCAACGCTGAACAAAGGAACCAGGACCAGGCTGGAACCGGTTCTGCAGCAGAACAGA
ACCGGAGTTATGAAAGAAACACGGAAAGAACAAAAAAAAGGATAAAAATGTTCATATTTA
AAAAATTAAAAATGAGAATAGTCTGATCCTTCACCCCAGAACCACTTTCCAAACAAAAAT
AGATCCTCCTCCTCTGAACTACATAGGATTCAAAATGTACAGTGCTTTATCGATCTACGT
CTGTGAGCGACAGAGGCAGGGAGGGCTAGACGGCGGCGCCGGAGGCTGCAGTTCAGCGGA
GGCGGCGTCTCCGTGGCGACGCCTGGGCCCTACTGCTTGGTGTTGAGCTCGTTCTCCAGC
TCCATGAGTTTGCGAGACGCCTGACCTGTGAC
>CL9778Contig1
GTCCAGCAGAGCCGACGGACATCTCCTCTCCAGAGGGGGAGTTGGAGGCCAGCCGCTCCT



CCCAGGATGTGGGCTTCTGGGACAGCGAGGAGGTGGAGGATAAAGAGGAGGCGCAGCTGA
CTGTGGAGGAGTTGATCAAAAGAAACCGATGCTACGATGAGGAGGAGGACGACGTGTGAG
GAGAATTCCAGGACTCCTCCTGCCTTGTGGAGGAGCGCTGAGTCTTAGTGCCTCTTTGAA
CCGTCTGAAGCCATTTAAAGTCCCTCTGGTGTGAAAATGTAGTCGGCTCCTTCTCAACAC
GTTTTTAAAGAAGTGACCAAAGCTTTTGACCTTCAGGACCTGACAGATAAAGCAGAAGAA
CGCGCTGAAAGAGCGCCACCTGTCTGTCAGGGTTCTGCTGATGGAGAGTCGACACCTTTG
GATCAGAACTTCCACTTTTAAAGAGCTGTACCCGAATGAGAAAATATCCTGCTTTTAAAG
TCCGCTTTCTTCTGTTGAAATAAATATTAAATTTGATGGGAAAATCTATTCCTGACAGTA
AAATGTTTAAGGATGTGCTCATGTTTTAAGCTTTTTCATGTTTTATATATTCTAGTTGAA
ACCTACAGTAGCAACATTTAACCTTCTGTCATGTCAGCAGTTGAAACCAGTCACTGAAGT
CCATTTAAACTTTTGTCTTTTTTCTGAAGAACCTTTTGTTTCCTAAAATGATTTTTACTT
GCTGCAATAAAGAATTTTATAATG
>CL9779Contig1
TNTTGTGTCTCATCCTGCGGTTCTGAAACCAAATCTTCACCTGTTGATCGGTGAGCTGCA
GTCCAGCAGCCATCTCCAGCCTCCGGCGTCGACAAAGGTAAGGGCTGAAGTGGAACTCCT
TCTCTAACTCCAGCAGCTGGGAGTTGGTGAACGCCGTTCTTTCCCTCTTCACTGCCGCTC
CTGAACTGCTCGGCTCCACACTGACAGATGCTTTGGAGTAAGTTGTCCGAAGGGTCATCC
AGGGAAAAATGACCCCTGAGTGCCAAATGGCGAGGACCCTCTTACTGTCCAGTTTACCCT
TGGCATGGCAGTGAACCCCAGGCTCCTGCAGGCACTCAGACTGTCCATGTGGGTTCAACC
TGGAACAGAAGGGTGCCGTAGTCACGTGTGCTCCTCCGCCAATGGCCGAGCTCCGCAGTT
GCAGGCAACTTGGGACGCCAGAAGAAGCTCCTGCCATATTTCTTCAGACATTTCTACGAG
CACGCTGCCTTTCTCTGTAGCAGCAGCTCGCATGCAGGTCTCTGTACCGCTTTACCCCCC
AGCCCGCTGAAAGGTACTGCAGCCTCGCTACCACAAAGCCCTTTCTTCCTCCGATGAGGG
GAAGCCAGCAGCTGCGATTCCGGACAGTTAAGATTATATATGATCCCCGGCCATAATGCC
CGGGTT
>CL9780Contig1
CACAACCAGGTGCATCACTGCCAGCAGAGCTTCAGGGAGCATCAGTACCAACATCATGCT
TCAGCTTTGCACCATCAGCAGCAACAGACATCAGAGTTTCAGCATCAGCACCATTATCCT
TCTTCAGCCTTGCACCACCACCATCATCAGCAGCAGCAGCAGCAAACTTCATCTGAGTTT
TACCCTCAGCTACAGCAGAATCCCTCCGCTGCATATAATCCGTACCATCAGCTTCAGCAG
CAGCTTAAAACTGAGCTTCACCCTCAGCAGCACCGACCGCATCCTTCAGCCTTATACCAC
CCTTACCATCAGTCCCACCAGCAGCAACAGCTTAACACTGAGCAGCACCCTTCAACTCTG
AATTACCCTCACTATCAGATGCAGGAGCAACCTGCACCCCAGCCCCCCCCTCAGCACCAG
TATACAGTGCAGCAGGGAGGGCCAAGTATTCAGTTCAAGACTGAGCCTTCTGATGTACCT
CAACCTGTGACACCAGCAAAGAAGAAGAGAGGCCGGCCTTCCAAACAGCAGGTAGAAGAA
GAAACACTTGAAGAGGAGAATGACATTGTAGCTGCCAAAAAAGCCAAGAGGACTCTGAAC
CGCTTTAACGGCATGTCAGTGGAAGAAGTCATGGCCAAAACTCTGCCGGATGTCATCACC
TACAATTTGGATATTTTGATAATAGGGATTAATCCAGGACTGCTGTCAGCATTCAAAGGA
CATCACTACCCAAACCCAGGAAATCATTTCTGGAAATGTCTATTTCTGTCTGGTCTGACT
GAAGAGCAGCTCAACTACATGCACGATCAGAACCTGCCAGAGAAGTACAGCATCGGCTTC
ACCAACATGGTAGAGAGGACCACGCCTGGAAGCAAGGACCTCTCCAGTAAGGAGATTCGT
GAAGGAGGTCGACAGTTACTTGAAAAGCTGCAAAAATACAAACCATTAATAGCAGCTTTT
AATGGCAAAGGCATTTACGAAATCTTTTGTAAAGAAATATTTGGTGTGAAAGCCAAAAAT
CTGGAGTTTGGCCTGCAGCCCTACAAAATCCCAGAAACTGAAACGGTTTGCTACTTGATG
CCATCATCAAGCCCCCGCTGTGCACAGTTTCCACGTGCACAAGATAAGGTACATTTTTAC
ATCAAGCTTAAGGAGCTGCGGGATCAGATGAAAGGCCTGCTCCCTGGCGGCGAGGTGGTG
GAGACGCAATACTCTTTTGACCTGCAGCTCGCTAAAGAGGATGCTAAAAGACTCTCAATC
AAAGAAGAACAAGTGGATCCAGAGTATGAAAGCTGCACTGGGCTGCAGACAGAGCTGAGA
CAAAGCAGCTGATGCTGAAGAGCAAAGAAAAGTGGACCAGTTTGCCTTAGCACTCAGTAT
CGGCTTCAGCAGGCATGTCCGAAGACGACCCCATCAAGGACCTCCTGAACTCGGGTTGTT
TGTTCATCAGAGAGGCAAAAATCAGCTGATTGCGAGACACCCCAGTGATGAAGACAAACC
TCATCATGAGAGAAAAAGATTCTCAGACTTTTATAATTCCACACAATGAACTGCAATCTG
TTTACAGGCATGAATTATTGTTATTGTTTTAGTAATGTTTATTGCATTTTGTAGGTGATG
TTTTTAAATATTTATTTTGAATTTGATAACTTCGCTTTGTATGTTGTTTTTTATTTGTGA
AGAAAAGTCCTTCACCTGAACCCCAAGAATTCATTATTATAACCTTGTTATTAACTAANC
TGTGCAGCA
>CL9781Contig1
TTTTTTTTTTGCAAAGCAGATACCATTTACTCATTTATTAATCATATTTACAAACAGTCT
GAAGTGCAGCGAGTCTAAAATATAATCCATATNCTACTGTACATTGCATTTTGGTTTTGC
AAAACGTATACAGAAGTACCAAACTGGAGCTGGAAATGAACTTGTCTTTAAAATCACAAT
TGTGAAAAAAAAAAAAAAAGTTAAAATANTNTTTTAGGGAATTTTNCTTCAAATTTTTGG
GC
>CL9782Contig1
TCGGCACGAGGGAATTACTGGGAGGTGTCCGCCTCAGCTCTGGCAACGGAGCTATCAAAG



TTGGGAAAGAGGAGGTGGAGTTGGACTCTGTTGGAGAGGAAGTCAGTCTGTGGCAGAAGA
TGATGCAGTACCCTGACTCGTGGGCAGAGGGCACTCTTCCTCTGCGCTCCACCATGGCAA
AGACAAAGGGGAAATGAAGGCTGAACACTAAGAGATCCAGACACTAAAGTGATGAGAAGT
GAAAAGTGCAGAAACTGAGACCAAATTGATGTTCTGGCTTTCTTCCAGCTTTCATGCCAA
CCAGCCACCGCCACTGTTGGATATGCTGAGTTAAGACCTACCTCTCTGTAGGTTCCATGA
CTTCAGACTGTTGAGAAACGTGCCAAAGCATCACCACACTCAGTTTATTTCTGTTTTTAA
AATCCAGATTGTGTTTGTTAAAGTTTCCAAACTTTAGATCCACTTTGCCTCACTGCTTCT
TTTTATTGTATCCAGAACACAGAACAGTTCTCTCTCTCTATGCTGTAACCGAACTGTGCC
TTTGTTCAATCCAACACAATTGCACTTTAGGACTGACGTGAATGATCTGTGTATATAAAT
AAGTTGAATTAAAGCCAGTAAATGAAACTCTTGATTTTAAATGTACATTTGATCTCTTAA
GCTCGTCTTTACAATGTGATGGAGGTCACACTGACCTCAAAGATTTGTTCACCCAAAAAA
GGA
>CL9783Contig1
GTGGAAAAGAAAACAGCACTGACAGCTGTGATAGCGGAGAGGAGAAACAGCAGGAGAGCA
GAACCCCTGATAAGAGGAGGAACCAAACGTTACAGGGGAAGAAAACTGGAGGATCTAAAG
CGTCTCCTGCAGAAGAAGAGCAACCTGGAGGAGGCACAGCAAGAGGTCCAGCGGGCCCCA
CAGAACCATTTCACCATGAGTATGTCTGGGACTCTGGAGAAGGGCGCCCACCACCAAGCT
CTGGACCTGTCAGAAGAACTGCCGCCTCCTCTGCACCACCACCACTCCAACCACCACCTT
CACCTCCACCACTCCAACTCCATGGCCTCCACCTCCGCCGTAGGCGGGGGCAGAGAAACT
CCCTCGCGGGTTGTCATACCTCCCCCGTACTCTGCGGCCGAGAGCGGGGGCGGGGGGAGC
GAGGCTCCCCTGGAGCTGCGGGGTTCACTCGACTGCTGGGCCTGCTCGGTTCTGGTGACG
GCCCAGAACCTGGTGATTGCTGCCATCAACGCCTGCCTCGCCGGACTTGGTGTTCGGCAC
CATTCTGACCCCGGCCATCGTCATGGTCCTGTTCGGCTTCCTGTGCCACTCCTCGGTTAA
GCCCCACGGGAAGAACCCCTACTGCTCGGACCTGCTGACGGACGGCGGGCTGCGTGGCTC
TGCTGGTGGTGGGATTCCTGTTGGTCACCCCCCTGCTGGTCCTGGCGCTGGCTGCGTACT
GCCGCCTGGCTCGCCACCTCCAACTGGGCCTGTGCTTCATCCCGTACAGCCGGGCCGTGT
ACAAGAACCTGCCGGCCTCCCAGCACCGCGGCCTGGGCACAGGGTGCTGCGGAGGCGGAG
ATGCAGCCGACAGCGGCGGGAAAGGAAAGGTCTGGGTGTGAGAGCAAGAAGACAGGGGGA
GGGTAATTATAAAGGGAAGAGGACGAGATTCTTATTGGCTGTTAGTAACTTTACATCAAC
ACCATGAAGTATTCATCGGAATAGGAAACGCAGATGCTTAAATCAATGTAATCCAAAAAA
TTTGTAAAAGTACTTCTCGTAAAGAATCACAGGACTGTTTATGTCACTTCTAAGATTGTG
TTATTTCCTTTTTCTAATAAAAATT
>CL9784Contig1
AGGAATTCGGCACGAGGGTTGAACGGGGCCGACGTAACACCAGTGCAGGGGGAACGGGAG
CGAACACACAAGCAAGGCGCTTCTGTCGAACCTCGGTGGACGATGGCATGCAACGCAATG
TCGGCGAAGAAAACATAGAGTACGGCGCGATCGACGTCGCCTCTCTTCTGCTGTGAAAGC
TTCCGCATTTCTTGTAGATTAAGGACCCCCAAATGAACTCCGTCAGAGCAAGTAACGTTA
GCAGAAGACCTAGGCGAGTATCGAGGCCGCGCCCGGTGCAGCCGGAGAGGAATCACCAGG
AAAGAGATGAGGACATTCCTGCAGAAATGGTTGCAGAAGAATCTGGTCCAGGAGCTCAAA
ATAGTCCCTACCAACTTAGAAGAAAGTCCTTACCGAAGAGAACTGTGTGTCCAACTAAGA
CAAACATGGAGGGAGCATCCACTTCAACCATAGAAAACTTTGGACATCGGCCAAAACGTC
CCAGAGTTTCAGGAAAGTGTCAAGATTTACCAGTAGCCCCAGCAGAGCAATATTTGCAGG
AGAAGCTTCCCGATGAGGTGGTGCTTAAAATCTTCTCATACCTCTTGGAACAAGACTTGT
GTCGTGCAGCATGTGTGTGCAAACGCTTCGGCGAGCTTGCCAATGACCCCATCCTATGGA
AGAGGTTATACATGGAAGTGTTTGAATACACCCGACCAATGATGCACCCAGAGGCAGGGA
AGTTTTACCAGATCAACCCTGAAGAATATGAGCAACCGAAT
>CL9785Contig1
GTTTATAATGTTTAATGTGTAATGCAGCACTGCTTTGAAATGGCTACAGAACATGAAAAC
ACGTGTAAATGCAGTGGATTTGGTGATGGCTGCTAACAGGCTACATGATGCCACCACAGC
AGGTTTGGGTTCTCCTAAGAATTCAACCATCATAATACATAACGTCACTAACTCATTTGC
ATATTAAAAGAACACCTTAGTAGAAGCCAAAAAACAAAGGCATGATATCTTATCTTCTAT
ATTTACAGTAAACATATTAACACAAATGCTTTTACAGCAATAAAGAAGTAGCTACAGTGC
TTCAAAAAACACACTTAGGTCAGAATAATTATCTGCTCGTCCCAAGTGTAATACAGCTAA
GGTGGATATAAAACAAAAAATACAAAAACAACAGGGCTGAGAGTTCTGTACAAAGGCAGC
AGTCTTTTTCTCTGCTAACATGGTGCTGAGGCACACTGTGAAGCTGGAGGTTGAGGACAG
TCTTTGTTGCTGTGCTCTGTCAGTTTGAGAATTACAACCTTTCTCTGGAGCTGCTTGGNA
CTCTGGAGGTCGAGGCTCCTCTGCCGCCGGCTGCTGACAAACCTCCTGCGGCAGCAGCAT
CTTTATGNACATTTGAGTGCCCGGCCCCTACAGCCAGGTGCAAGGGGCTGAGGCCCTCCT
CGTCTGTGACACTGCCGGCGTCTGGA
>CL9786Contig1
AATGCAAGACAATATTCCAGACGGTAACATTTGGGTGCCAGCCTCTCAGGGCTGTTATTG
GAGTCTGCACTTTAAGGACATGCTCGCACTGAAAACAGACTCAAAAGGAAAAAAGATTCC
ACGAGAATCAAAGCCAGGCTCTCCCAACGTTGCTTAGCACCAAATTCATGGCTGTTTCCA
GACGACGTCAGACTGGATCCAAGTCCCTGACACTGAAACATCTGGCTCCTAACCCTTTGA



AAGAGATCTTTGTAGCTTTGCTTTACAATAAAGAGACTTGTCCAAATTTGATCAAGAACA
TTGTTAGTCATGACAGTAAAGCATCAAATCCTTGGATCAGGTGACTTTAGCTACACATGC
TTTTAAACTATGAGACCACACTGGAAATGAAGCCGAATTGCAGCAGCAATGTGATTCCTC
TATGCTGACCATTCAAACCTGTTCTGAATATTATAGATCAGACGCTTTTTCATTGTTAAA
AAAGCTCACTTAATCGTACAGTGCTGTTCTTTAATCGTGCACATTAATGTTTCTTTTATG
GAAGCATAATCCTCACAGTTCAAATTTGAGCTTTTTTGTCTTGTGTTGATTTTTTTGCTT
TAACCAAAGAAAAAAAAAACAAAAGGATACTAACTACAAAAAATAGTCATTTTGTGCATA
ATTTTAAAAACTTTTCACTTTTACGCCGCTAAAAAAGGCGTCTTGTTTGAAATTAAGTCT
TTCAAA
>CL9787Contig1
AATTTATTTAAAAAATCTTTTTATATATGAAGTAAATGCATTTTATGAACAAAAGTAATA
TAGCTTCAATCACAGGACCATTTTATGGCATGATTCTAACAGTACAAAATATTTACAAAA
TATAAACTGAGTATTAAATGTAGGTGTATATACAAACTTAGAAAAAGCATAAACTGATGT
TTGGCAAGTGAACAGTAAGATGAGCCAGACATTGATTAGCAGTACAGATAACCAGTAGTG
AAGTCTCATGATTGAAGTTTTCATTGCAGATGGGAAGCAAAAGCTTCACATGAGCTGCTT
CCTGTCAAAGGAAAAACTGGTTTCCTCAATGTAAGACTAAGTCCACAAAGGCGAAGCTTC
AGACAAAGGGCTGCTGCACAGTGATCTAGAATAAGGAGTTGCACATTCACATGCTGCTCT
GGTTAAATCTGACATTTGCTACTGCATGCTTTAAATCAGGCGACAGAACTCAAGTTCATT
ACATGATGCAGAATCAAAAAAAAAAAGTGCCTTGGTAAAGTAACGTGTCACGTCATGTTG
GTTAAAATTCCCACCAACTTAAAAATGGAAATAAAATCCAGC
>CL9788Contig1
TTTCACCTTTAATTTTACTTCCAAAGTAGTACTTTCCAGCACATGTTCATTCCAATATTA
TATTTAAAAATACAACTTCAAAGCCGTGGAGTGTAGCTACTCTGTAAAAGTTATATTCCA
TATAAAAGCATAAAAGAAAGAAAAAATAGCCGGAAGAAGAGACTAAAAAAAAAAGTAAAG
CTGTAGGACATCTTCATTGCTTAAATGATTGAGGTTTTTCAGACAGTGCCTTTTAAAAAT
ACCAACAGCCCTTTTTTATAGGTTTGAAATAGAAAGGAGGAAGTTTGTCCCTGCAAGTCA
CCACTGGAGGGTAGTTTTACCACAGAACTGCTGTTCAGTGAGAGTGCAAAGAATGACATG
TGGGAGTGAACCAAGCTGGAGTGTTTCTCTAAACCATTCACCAGCCTGAAGAACAAGCTG
TCTGCCAGCGTGATCCTGAATCTGTCCAGGGGCTCAACTTAGTCAGAATAATCTCTAGGC
TCAGAGTCTGGCGGTGCAGGGAGAAAAAAATAACAAATAGCAAATAATTGTGGGCAGAGG
GAGCCGTTTGGATGTCGTGTATCATCTGTAGCAGTG
>CL9789Contig1
TTCGGCACGAGGCAGAATCCCTCTCCCAGTTCAGAGGACATCAATGGTCTGCACCAGGTC
TACTTGGAAAACCTCACAAAGCTCTTTGAGCATCACAAGCTGGCCTTTGGTCTGGATGAG
AACCAGCACCTTACCTTCACATGAGTCCTGGTTCCAGACCCGCCACAACAGCTGACCTCC
TTCTGACCGTCATGTGACAGTCATATGACGGTCATGTGATCATCATGTGACTGTCAGGAC
TCTTTTAGATGTATGACTGTATGGCTGCCTTTAATGATTCAGGGACTTCAGAAAAGTTAA
CATGTCCAATACAAAGACTGAACAGCAGGGGGCGTCCCCCACCAGGACAACAGAACAGCA
GGGGGCGTCCCCCACCAGGACAACAGAACAGCAGGGGGCGTCCTCTGTCAGAACAATAAC
CCTCAGGCTTTCCAAAGGTTTAGCTGGGACTCAACCTGCTGTGATGATGATGATGACGAT
GATTATGATGATAATTGTGATGGCAGTAGCCATGGTGATGAGAGTGAGGATGATGGTGAT
CAGGACGAAGATGTTGGAAAGGATCCTTAATTAAACGCTGGTCCTGCTGCTCACTTTTTT
CCTGTTTCTCTGTTTTCATTGAGTTCTACTGAAGATCTCTTCCTGGAGGAACTGTCTACT
TTGTCCATTTTTGCTTCCTGTTTTTCTCTCCATATCTACCTGATTCCCATCATGCCTCTT
T
>CL9790Contig1
CACGAGGCACGGACCTGGTTAAGGTGCTGGAGAGGAACTGGAAGACGATCCGGGACGAGG
CTCTGGCTGTGATGGATCAGGACAGGGGACGCTTCTTACCAGAGGATGAAAACCTGCGAG
AAAAAGGAGAATGGGGCCAGTACACCCTGTGGCAACAAGGGAGAAAAGCTGGAAGCGCCT
GTCAGGGCGTCCCAAAGACCTGCTCTCTGCTGGACAGATTCCCTGAAGCCACAGGCTGTA
AGAGAGGACAGATCAAGTTCTCGGTGATGCAGCCTGGCACCCACGTGTGGCCTCACACCG
GACCCACCAACTGCAGGCTGCGGATGCACCTGGGCCTCGTCATCCCCAAACCCGGCTGCA
GGATCCGCTGCACCAACCAGACCAGGGAGTGGGAGGGAGGGGAAAGTCCTCATCTTTGAC
GACTCCTTCGAGCACGAGGTGTGGCAGGAAGCTGACAGCTACCGGCTCATCTTCATCGTG
GACGTCTGGCACCCGGAGCTGACGCAGCACCAGCGGCAGACCCTCAGCGCCATTTGACCT
CCTGAGCAGGCGAGGAGCGTCAGGTCGACCTCGGTACGGTGAGGGCCTCATGAAACTAAA
GAGGATGGACTGACGGGACGCCGCAGGACCAAAAGAACTGTTTTAACTACTGACTCGGTA
CCTGAAGAGGCCCGGTTCTGGGCTCAAACTATTTGCCAACGTTGAAGAATGTTTTCTGTT
GAGTTTGATGAATTACGAAACACTAGAAGCATCAAAGCAGAACTGTGGTTTCTACCTTCA
CTTGTCATTTTTGCACATGTAATGGAAAATCTTTTGAAATGATTTATATT
>CL9791Contig1
TGNGNGCGCTAAACCCGGGCATTATGGCCGGGGCCTGTTCTTCTCTCGGTAAAGGGGATG
ATTCTGAACACTTAAAGACGAGGCCACAACTTTTAATCAACCACCACTCTTTACGCATTT
AAAAACAGTTACAGAGAATCTGTAAACCTCGAAGGTTTTTCGAAACATTGAAGCGAACGG



GCCCGAGAGCACAATGACCAACGAAGAACCTCTGCCCAAGAAGGTTCGCCTCACTGAATC
TGATTTGAAGACCTTGACCAGAGAGGAGCTGTGTACACGGTGGAAGCAGCATGAATCATA
TGTCCAGGTCTTGGAGACTAAATATGCAGAGCTGTGTTCCAACGACGTCCCGGGCCTAAA
GGAGTCGGAGGAAAAGCTAAAGCAGCAGCAGCAGGAGTCGGCGCGGAGGGAAAACATCCT
GGTCATGCGACTTGCCACCAAGGAGCAGGAGATGCAGGAGTGCACAACACAGATCCAGTA
CCTGAAGCAAGTCCAGCAGCCGAGTGCAGCCCAGCTGCGGTCGTCCATGGTGGATCCAGC
CATCAACTTGTTTTTCCTCAAAATGAAGGCTGAACTGGAACAGACTAAAGACAAACTGGA
GCAGGCCCAAAATGAACTGAGTGCCTGGAAATTTACACCTGATAGGTAAAGACAATCAAA
ATATCTCCCCCCACCTAANAAAAAAAGAAAAAAAAA
>CL9792Contig1
CAATTCGGCACGAGGCGCGTGTCCGTTCTCCTGCTCCGGGCGTTCCAGCTACTCTGTGGT
TCCAGCTGCTCCCATTGGCTGCCCGCTGACGGCTGGGCCCATGCTGGCAGGCTGTACGCC
CACGCAGTTAGGAACGTGTTGAGCTCTGTTAAAGTCAAGCTGCAGCTTCCTACAGCGAGC
ACCGCAGCCGTCTCTGAGTCAACTCCTCCAGAACCAGCACCATCCGGAGATCCAAACTCT
GCTGTCAGTCCATACCAAGACTCCTGCATGAACGGCCGGGCCCCCCCAGACCCTGGAGTC
TCCAAAGAGGGACATGTGGAGAGCAAAAGCCAGGAGGTCCTCTTCGTTCTCAGCCAGCTC
TTCTGCCACGTTCAGCACATCCAGGTGATGATGCCTGGAGGTCAGAGTGAACCTCTGTTC
CTGTGCAGTCTGGAGATCCTCAGCTCCTACGAGGCCATCATGGCCGCCTTCCCCGACAGC
TGCAGCCCGCTGGAGAGCGACAACACGCGTCACTTCTTCTCCACCATCACGGACAACCTG
CTCAACCAGGAGATGAAAGCGGTCCTGCAGCAGAAGATTGCTCAGCTGGTGTCATCAGCA
GCGTGACGCTCCAATGGACGCTATGCAGAAAGAAAACACGCTGACGCACCTGCACAGGTG
CAACAAGCTGTCCTTGAATCTGCTTATAGTAAGCCTTCCCCAACAAAACAAATGTCAGAA
TAAAAGCAAGAACAATGAAGTCAGGACAGTTTTGGTTTTCTCATGTCATTCAGGTTTTTC
TTT
>CL9793Contig1
CGGCACGAGGAGCCTGAGAAGTTCTCTGTAATTCTGCCAAATGCAACAGAAGTTTGATGA
TGGATTTTGCACTTTGCTCCGATAACAAAGGACCAACTCTGTACATAACGAAAAACCATC
TTTTACACACCAATTTAGTTTTGTATGCTTTTACTATCAGAAATTAACTATGCAAAGAAC
ATTGATGGAAACTCTTCATATGTTCAGTTTCAGATAAGAGTCATGTACCTAAAATCTGTT
TAGGTAACTATTTACGATGCTGTTATTTTAAATCATATAAAAGTGAGATTTTATAAAATC
AAAGAGCAGACCTAATTAGCTGGGGCTTGGTAATTATCCTACGCACTCTTTCAGTTTTTA
ACCAGCACTCAGGAAGTCCATGGGGGTTCATAACTCTAAATACAGTTCTGCCATTGTCTT
CTGAGAATATTTATGTAACATCTGTTGGGGTGTGTTGTGTGGCCTTTTATACTACCTACC
TGGAACTCCAGTGGTTGCATATGTGGTGCTGTCCTATTGTTGCCTTATTAGAGGTGTCAG
AGAGAACTGCAGAAAAGATTTTTCTTTAAGTGATGTTTTGTTCTTTTTAAAAAAAAAA
>CL9794Contig1
TTCGGCACGAGGCCAGAACCCAAGGTCCAATCAAAGGTGTAACTTTGCTGTGAGTATTGT
AAGAACCGGGGATGGAATCCCACAGTAAGAAGTTTGTCTTTGAATCACCAGATTGGATGT
CTGGAGGAAAGTTTAGATTTGATATTAGGAAAAAGATTTGTGCTTTGGTGTGATTGTCTG
TTTATAGTCGGTAGTTGAAGACATTGTTGTCTTGGGCTGCATTGAGTTTGAATTTTCTTT
ATATTCTGTGTTTTGTGTTCTTTATTTCTGTCAGAGTGGAACCTCATTTTTTCTTGCGTG
TCTGTCTCTGAACATTTTCACCTGGAGGCCAGAGAATGCAGATGTGTTGTAACCTGTCTC
CAGCTCAGCTCTCTCCACCATGACTGCGTTCAGCTGACTCGTGTGTTTTACCGTGTGTTG
CTCTCTGGAGTGTTTGTATGGAAGCATTTCTGTAGCATAATTCAAACTAAAAGTCAATAC
TAAAAATGCTGTTTCATTCTCAAAATTAGGCTGCATTTGTTTAGTCAAAATTAAAAAGAA
AAAGCAATCCACCAAACTTCTATTTTTTTCAACACAGGTAATTCAGTCACTTAATAAAAA
TGATAAAGAAAGTTGTATTTGACATTTCATTTTCAAACAGTAAATATGTAGCAAATTTCA
ATTAGAAATATCTAATTTGACAAAATAGATTAACAGAAATGCTTTTTTATTTTCACAATG
TAACTGCATCAGATGACTCAT
>CL9795Contig1
ACGACAAAGACATCGAGGATATCGTGAAGGAGAAGGACCGTTTCCGGAGAGCTCCGCCCA
ACTACGCCATGAAGAAAACGCAGCTGCTCAAAGACAAGGCCATGGCNGGAGGAGAACGGA
GACGGCGAGAAAGTGAAAGTGATCCAAGATGAGCTGAACGAGCTGGAGGAGAGGGCAGAG
GCGCTGGACCGACAGAGGACCAAGAACATCTCTGCCATCAGCTACATCAATCAGAGGAAC
AGAAGCTGGAACATTGTTGAATCTGAGAAAGCTCTGGTGGCTGAGGGGCAGAACGCCAAA
AACCAGCAGATGGATCCTTTCACGCGGAGACAATGCAAACCCACCATGGTGTCCAACGCC
AGAGATCCTTCAGTCCACGCGGCCATTCTGGCTCACCTGAACCAGAAGTACGGCTCTGGG
TCGGGTCCGGATCCCTCCAGCACAGAGAAGAACACGCAGGATCAAGCGAGTCCAAAGGAC
AAAGACGTACCGAAGCCAACCACAGACCTCTCAGAAAATTTGTTTAAAGTCCACGATTTT
GACGTGAAGATCGACCTGCAGGTTCCCAACGCAGAGGCCAAGTCGCTGTCGGTCAGCTCC
AACGCTCTGCCCGTGAAGGACGGCGCTCCACGCAGGTCGCTCAACCTAGAGGACTACAAG
AAGAGGAGGGGCCTCATCTAACGTGGGCGGAGCTTCGTTGGGATGCCGCCTTGCATGTGT
GTGTGTGGCTGGACGAGAGCGTGCATGAATGTTTTTTTTTG
>CL9796Contig1



GTATGTCGAAATCTGAGAGAGTCTGATACAATTGCTTGAAGTCTGTGTTGTTCACGTGTT
CAAAGACCAGAGCTGGGGTTCGAGACACAGGATCCTTGACGATATCTAACAGTGAGATGA
TATTTGGGCCACCCCGCAGATTCTCCAGGATCTTTATTTCTCGCTTGATTTTCTTTTTCT
TGACGGGCTTTAGAATTTTGACGACCACTTTTTCATTGTTTGTGATGTTTATGGCTTCAA
AAACTTCACTATATTTGCCTCTTCCTAGTTTTCTGACGAGCTGATAGTCGTCTTGGTTCC
CCCACTCAACGACATGAGACTCATAGTCCCAGTATTCGCGGGGTCTCTGTGTGTTTACAT
CAGGGTAAACTCGTGAGCGGCTTGGAACGGGCCCAGACATACTCTGCACAGGTTCTTGAC
TTAGATCTCCTGGGTGAATTACTCCAGGATAAATGGTGAGGTGGAAAGGAACGGACGGCT
GAGATGCCTCTGGTATCAAAGCTGGCTGTTAAATGGGGGCATCCAACCGGTCTAATCAGG
GCGCACAGGGTTCAGTACGGTCATCACTGGGGGCTACAACAACTTCCTCCTCTCAGCGTT
GTTGGGTCTTCAATATGGCGATGCTCGAGATCAAGAGCTTAGTGCCCC
>CL9797Contig1
GAGGAATTCGGCACGAGGGTCTCTGCTGCTGACGCACATCACAGGCACGCTCTTCTGCAC
GAGGAAGCCCCAAACTACAGAAACCGACGGATCAGCAGCTGCAGCTCAGGAGGAAACAAC
AACAGAAAAACAAACCATCACAAACTGGGACGTGCACTCCATTCTCACTGTCATGTGCAT
GGTCATGTGCACTTGAGAGTCACTGCAGACGTTCATGGAAGTTTTGTAGCATGTGGCCTG
AGCTGTGTGTGCTCCCTCTCATGCAGGTGCACACCAGCACAAACTAACTGAGCAGCTCCA
GGTAGGTGACCGGCACCCTCCCTCTCTGGTTTCCTCTCTCCCCGACCAGCCAATCAGACT
CCATCCCCGGCATCGTGTAAACTGTGATGATCTGGAACACAGGAGACGGGACAAAACATG
AAGCACAAGAAAGATAAGCAATTTAGAAAGATAAGAAAAGTTTTGATCAATTTGGTAATT
TTTTTAAACTTTTTTTCAACTTTCTCATAAAATCACGAGAAAAAAGAATAAACTGTAAAA
CTGTGAGAAAAACATTGTGACAGCACAAGCCATGTTTTTTTTGAAAATAAGGTTTGTTGC
GTTAGCCTCCATCTACATTACGTGCCGACTACATCCATCAATCCATTTATGGTGATGCCA
TGTGTGAAGAATAGTTAGAAACTGCCTTTAACTTTTATTACACTAATGGTTTAAACTTAA
TTCACTAAGCATGTATTGTCATCTCAAAATTATATTACATTTGAAGACAGCACAGCCAAG
CTTTTGTTCTCAGAGTTTATTCTCATCCTCCCTTTTTTCTGTGCATGTGTGATCTGCTGA
GCAGGCCTCAGAGTTATCTTCACTTTAGCCTTGGAGCTTCTCTCCAGCAGTAACCTGTGG
GTGTGATTTTCACACGGGGTCCATCGGACGATCTTCTGAATATGCAAATGCAGGGTTTTT
ATACTAAGCCCATCCCTGAGCTCGTGGTTCGGACTTGAAGCACAGTTCATCGTCNGTCCC
CTTC
>CL9798Contig1
GAGTAAACAACGGGTTTGCTTGAGTAACTATGGCCTCTGTCTTCAGCGGAGTACTGCAAC
TGACAGATCTGGACGATTTTATCACCCCTTCCCAGGAATGTGTCAAACCAATAAAAGTCG
AGAAGAAACAAGGCAAATCTGTGGCCAGAATACAGATAGAGGATGATGGTAGTTATGTCC
AAGTCAACCAGGATGGCGGGAAGGAGAAGCTGGAAAAAGCAAAGATCTCACTGAACGACT
GCTTGGCGTGCAGCGGCTGCATCACCTCAGCTGAGAGTGTCCTCATCACTCAGCAGAGCC
ACGAGGAGCTTTTAAAAGTGCTTCGGAACAACAAGGGTGCAGCAGAGCAGAAGACTGTGG
TGGTGTCCGTGTCCCCGCAGTCCAGAGCGTCCCTCGCTGCACACTTTGGTATCAGCAGCA
GTGAGGCAGGAAGGAGGCTCACCTCTTTCCTCAAAAACCTGGGGGTTCACTATGTGTTTG
ACACCAGCTTTAGTCGGACCTTCAGTCTGCTGGAAAGTCAGAGAGAGTTTGTGGAACGTT
TCCAGAGGAAGGGACAGGACAACAAGGCTCTGCCCATGTTAACCTCCGCCTGTCCAGGTT
GGATCTGCTATGCAGAGAAGACACACGGNGAGTATATTCTCCCATATATCAGCACCACCC
GCTCCCCCCAGCAGNATGA
>CL9799Contig1
GACCCAGATGCACAACTCGGAGATCAGTAAGCGGCTTGGCGCGGAGTGGAAGGTGATGTC
CGAGGCGGAGAAGCGTCCTTTCATCGACGAGGCGAAGCGGTTGCGCGCCATGCACATGAA
AGAACACCCGGATTACAAGTACCGGCCCAGACGGAAGACCAAGACGTTGCTGAAAAAGGA
CAAGTATTCTCTCGCGGGGGGGCTCCTTTCTGGACCCAGCGGTGGCGCTGGAGTTGGTTT
GGGTGTCGGCATGAGTTCATCTGGGGGTCGGACAGAGGTTGGAGAGCCCCGGGGGTCACG
CGGGTTCCGCCGGTTCCGGCTACGCGCACATGAACGGCTGGGCGAACGGCGCGTACTCGG
GGCAGGTGGCTGCAGCCGCGGCGGCCGCTGCGATGATGCAGGAGGCTCAGCTCGCCTACA
GCCAGCACCCTGGCAGCGGGGCGCACCACCACCACCACCACTCGCACCACCACCACTCGC
ACAACCCGCAGCCCATGCACCGCTACGACATGACGGCCCTGCAGTACAGCCCCATCTCGA
ACTCTCAGAGCTACATGAACGCCTCTCCATCCGGCTACGGCGGGATCACCTACACGCAGC
ACCAGGGCTCCGGTGTCTCCTCCTCGGCCGCCATGGGCACGTTAGGATCTCTGGTTAAAT
CGGAGCCAAGCGAAAGTGACCATCAAAGTCATTTCCAGTGGATCACAGAGGGCCGACTGT
GATGCACAGATAGCACCTTGTCTCATCCACTGGCAGGCCGTCATTACGCCAAACACCAGG
AGAGACGGCTGCTGTGGGCAAGAAGACCTTTAGGAAAATGTCAGCACCTCCAGTTTTCAC
CATTTAACTCTTCCCTCTGCAGCACTACCTGCTCTAAACCCTTTAATTACACTATCTGTT
TTTTGTGTTTGTATCCGAGTGATTTCAGAGCATGTGGGGCTTTTTTTAAATGCATTCCTG
CTG
>CL9800Contig1
TTTTGTTGACCTGCCACAATNAAAAGGCTCAGATTGCAGATGGCTCTTCACAGAAGAAGC
AATATTCTTCACTAAAATGTGAAAGCAAACAGAACCAGCAACAAATAAAATAAAAAATAC



ACCAATAAAACACAAACATCTACTACTAAAGGATAACATTCAATGGAAAAAAAGGCCAGT
AGGCAAAAATCCCAACGTTGGTTTATCGTCCATTGCAGAAATCAGCATAAGAGAATAAAA
ACAAAACAAAAGCAAAGATATGCCTCAAAACAGCAAAACAATTTCACACCCAGACATTTT
GACAATATAAAAAAATAAAAGTAAGTGCTCACAATTTTTTTTTCTAGAGTCAAAATAAAT
TTTACATACTTATTAAATTTTCCAAGCATAAAGCATTTAGCAGACCAATTGTTATTAATC
AAATATAAAATAAAAAACATCTAATTTTTTAATCAGAACATAAAGCATAATTAAAAAATG
TAGGGCTGCAGATTATTTTTATGCTTTAACTACTGAAAATATTATCTGCTGGAATTTTTT
TTACAAAGAATATCTGAAAAATATATACTTTTATCTTCTTAATTAAATACAAGATTGTGC
TAAATCAATTAGCTAGGGATTATAAAGTGAATCCATATTAATCCTCAGTATAATTGGTCC
AGGAAGAAAGGCAGAGATGTCAAAGTCTTGGAATAAAAAAAAAAAAANCAAANTNGGNGG
AGGCTGGANCCCCTNGCCNNCTTTTNCAANNTTTTTAA
>CL9801Contig1
TTTATTATATTACAGTCCAGAGATCGTTTGGTATAAGAACAACAACAACAACAAAAAAGG
TTACATCTATTGAGTCATGGGTATGGCAACACAAATATTCCATATATTAATGAAATTTGC
TTGCTTTATTACTGTGCAAAACAACATATACATATGTGTAAAAAGGCAATGGGCCCCCAC
AGTGACAAAACACTTGCTTTAAATGTAATCAGATGACCCAAAAAAATGACTGACTTCCTA
TAAATATTAGTGTCCATAAACTGAAAAGGGCATCAGTCCAGAGGCTATTGGTAGATGAGA
CATGTAACGATGGCTTGCATAAAACAGTTTTGAAAGGTTACCTTGTTATGTGCCTTAAAC
CATAACAAACTACGTTTACAATCATGCTGGTGTTCTTGATCCATTTGTCAATCGACTGAT
ATAAGGAGCGTCCAACCAGGTCTTGCATGAAAACAAAAGCGAGAGCAATTGAACAAATTG
ACTATTAGGTAAAAACATTAGGTAAAGAGAGGC
>CL9802Contig1
AGGGACACTTTACGCTGGTAGCATGCTTTTTTATTTGTCACTNGCCGCAGTTACTAGAGG
TAGGGCTAGTTTAACTTGATCAACCTACTTCAAAAACAGATCGCGTTACGGTTACATCAC
TTAGGTTTTTGTGTGACCTACTTCGAAAATAACGACCCTAAAGTAAAGTACCAACTCTTT
CTTGGCCACTTAGCAGATTCGGCTCTAACAGTCAGTGTGATGCACTGGCTTTCCAAGTTA
AAACAACAGAGACAGTTTTAAGGATTTAGAAAATTTGGTTTAACCGTAATTGTCAAGTCG
CGTAGTTCCATCGATCATTAAAACTTTTTACACAGAAGCAAAGATGTCGTGTCCGTGCAC
TTCAGCCGCCAGGTTGTTCCTTAACACTGCGCACAGAGGTTTGTCATGTTCCAGAATCCA
ACTGTTTTCCCTGAGTCGCCAGGGGTCGCGGGAGGCTCATTTTCATCCTCGGATACATGT
GAGATCGTTTTCAGAGACTGCAGTCTGTTATGCGGCTAAAGATGGAACACCCAGAGATGG
TGGGAATGATAGTGGAAAGAAAAGTGTTAGTGAGGGTAAAAGACTTTCTGGATCTGGAGG
ATCAGGCAAAGGTGGAGGCCAGCTCCGCTGCCCTAAATGTGGAGACCCTTGCACACATGT
AGAGACCTTTGTATCTTCAACAAGATTTGTCAAATGTGAGAAATGTCATCACTTTTTTGT
GGTCTTGTCTGAAACGGACTCCAAGAAAGGGTTAAACAAAGAGGCAGAAT
>CL9803Contig1
AGTGGAGTTATTGTTTACTCNTTGTNCAAACCGAGGGCGGGTTGGTTCCCTTTTACGCAC
GAGGCAGCCCGTCGGTGTCAACGCGGAGGGATTCCGGGCGCAGAGCGCCGCGCACCTGCC
GGGCTTGGAAAGCCCCTTCGCGGCAGCGCGGAACAAGAAGAAGATCTACAGAGGCTGGAA
AGTTTGAGGAAGAGCCAGCTGATGACTCATGTCAGTTCAATGAGTCCAGACAAGTGACTG
CTGNTGAGTCAAAACGAGTCGATGTGTGTGAATCAGCAGTGAGCCAATAAGAGGAGAAAT
GAAGTGGTAAACAGTCGACCACAAGGCCATGCACACGCATCCTCACACGAACGTATGCGC
GTGACAGGGCCTTCAGGGAATTTCTGATCTTCATGACCGGAAAGCAGACTTCGAACACTG
AAAGAGAAAGGACAGTTGTGGCGTTTACGCACACATTTGACTGCTGCTGTGGACTTTGTT
CAGTCGATACTACTGCTGGGGGAGCTGTCCTACTTACCTTGATCAGATGTTTTTTTTGTT
TGTTTTGTTTTTTTCCTATTGCTGGTTTCTTTTTTGGTGTGAAATCCTCCTGTTCTGTGA
AATAACATACCTCACATTCCAAGGTGCTTTGAAATTTTGTGAATTTCTGTTATAAAA
>CL9805Contig1
GGGGGACACGAAGAAGAGATGACCGGGCATAAACATGGCGGCTGCCTTAGCATGAGGAAG
ATATCTCAAATGAAGATTATTATTCCCTTCTAAATGTCAGAAGAGAGGCCACACAGGAGG
AGCTGAAGGCGGCATACAGGCGTCTGTGCATGCTGTACCACCCCGACAAACACAGGGATC
CCGAGCTAAAGCGCCAAGCAGATCGGCTTTTCAACAGTGTACATGAAGCTTATGAAGTGC
TTAGTGACCCACAGACACGAGCGATCTATGATATCTATGGCAAGAGAGGACTTGATGTTG
AAGGATGGGAGGTGGTGGAGAGGAGAAGAAGCCCAGCAGAAATCCGAGAGGAGTATGAGC
GGCTCCAGAGGGAGCGAGAGGAGAGAAGGCTTCAGCAAAGGACCAACCCAAAAGGAATGA
TAAGCGTTGGCATTGATGCCACAGACCTTTTCGACAGATATGAGGAGGACTTTGAGGATA
TGGTTGGAGGTGGACTTCCATATGTAGAAATCAACAAGATGCACATATCCCAGTCAATAG
AAGCTCCTCTAACAACCAGAGACACAGCCACTCTGTCTGGATCCTTGTCCACCCACAATG
GAAATGGAGGTGGAACCATCAA
>CL9806Contig1
GACTCAACGCCCCTCTCCAGTCCTGGGGCGAGCAGCGTAGAGGCCAGCCCCACCATCAGA
GGGAAATGCACCTGTGATCTGACAGAGTTCCCTGAAAAGAGCCAAACCGCATGGGTCAAC
GCTCTGATTGGTCGCATTTTCTGGGATTTCCTGCAAGAGAAGCACTGGGCCGACGCCGTC
TCCCTCAAGATTCAGAAGAAGCTCAGCAAAATCCGACTGCCTTACTTTATGAATGAGCTG



AGCCTGACTGAGATGGACATGGGCTGCTCCGTGCCGCAGGTCTCTGCGGCGTCCAGACCA
GAGGTGAACCACAGAGGCCTGTGGGTGGAACTGCAGCTGGTCTACACGGGTAAACCTGCA
GATGACCCTGCAGACCAAGTTTAANCCTGTCCAGGCTGGGAAAAGAGGCCGGCCGGGACT
TGGCTCACTGTTTCACTGAGACTGGTACCCCATGCTCAAGGCCCATACTCAAGGTGTTGG
CAGACAGTGATGAAGAGTCCTCCAGCGCTGCTTCATCTGATGAGGAGGAGCTGCTTCTCT
CCGAGCCTCCGGGTCCAGCAGGTGAAAAAGTCTCCACTCCGGCCAGTGAAGGGGCGGGAG
GAGGAAAGACTGGAAGGAAGATTTTAAGATTTGTGGACAAAATCGCTAAATCCAAGTACT
TCCAGAAGGCGGCGGAGAACGAGTTCATCAAGAAGAAGTTCGAGGAGATGTCCAACACCC
CCCTGCTGCTCACCGTGGAGGTCCGGGAGCTGTCGGGGACACTGGTGGTCAACATCCCAC
CGCCGCCTTCAGACAGGATATGGTACAGCTTCTGTGTACCACCAAAGCTGGATCTCCATG
TGCGTCCCAAACTGGGGGAGCGAGAGGTGACGTTCTGCCACGTGACGGAGTTTATTGAGA
AGAAACTCCAGGATGAGTTCCAGAAAGTATTTGTTCTGCCAAACATGGATGACATCTACT
TCCCCCTGATGTGCTCCGGATTGGAGAGCCAGCAGAGCTCCTGCTCAGACTCTACAGAGA
AGATCCCGCCTGAAACGTGCCTCAGTGCTGATGGTTTGTGAAAACGAGTTTGTCTGAGGA
CGACATCCCTTCCTGTCTGAATCAGGAGCTCCGATGTTCTTCGTTTCATCCAGAAATAAA
AATGTTTCAAACTGAATGATACCTTTGGAAAATGTTTACATATAGGTAATCGATAAAAAT
GTGTTTATTTACTGATTTGATGTTTACAACTTGGATAATAAGATG
>CL9807Contig1
TTCGGCACGAGGAAACAGGGNAACTATCCCCAGGCTCTGGAAGACTTCCAGGAATGTTTG
GCCATCCAGCTGCAGCACTTGCCTCCTCACAGTCGTCTACTTGCTGAGACTCACTACCAT
GTCGCTACAACACTCTGCTACATGGATGAGTACAGACAGGCCATCCAGCACTACAACAGT
TCCATAGAAGTCATCGAAAACCGCCTGTCCGTGCTACAGAAGGCGATCGACGCAGCAGAA
GGAGACGGCGGTGCAGCAGAGGAGAAGAGCGAGATGGAAGAGCTCAAACAACTTTTGCCG
GAAATCAGAGAAAAGGTGGAAGACGCCAAAGAGAGCCTGAGGACAGCCAGCGCCGCGTCG
CAGGCCATCCAGCAGACGCTCGGTGGAACCTCGTCTTCATCAGCATTCCTCCGTGAAAAC
GGCGGGCCTTCGTCTTCAACGGCAGCTTTTGCAGAAAGTAGCCAGGATCCAGGGAAATGT
GACAGCAGCTCCTCTTCCAAAGCGGCGTCGGACATCTCTCATCTCGTCAGGAAAAAGGCT
CCCACCCAGTCGGCCTCTGTGGAGTCTTCAGCGTGAAAGTCCTGATCTGCCTCCTGACTT
CTGAAACCAGCACAGCTCCGACTGTCTAGCCCTCTCCTCCAAACTGATTTTTCTGTAAAT
ATCCATTTTCACAGAATTGTCTGTCAGGTTTNGTATACTTGTAGTAAAATAATAAACA
>CL9808Contig1
TTTCTGAGGGCTTTCAAGACATTCCTAATGACATTGATGCCGCGTTTACCGTGCCGGCAC
CAAATCACCGTGGAAAGGAGAAGGCCTACTTTTTCAAAGGGGATAAATATTATAAGTATG
AGTTCAAGCACCAACCATCGCATGAGGAGTGCGTGCAAATGACCAAAGCTTCTCCATCTG
TGCTCTTCACACAATACACTGACCTGTTCTGTGATCAGACAGCAGAAGATCTCTTCACAG
GCCTTTTTGGAAGTTCCTTTGACAGTCAGCGCACTAATCCTCGCTTCATCAGTGGAGACT
GGCATGGGATCCGACCTCCGGTAGATGCTGCCGTGGTAGGGCGAGTTCACCTCAGTGTCA
AGCCAACAGCATCTCCTCCAAGGAGGGGGAGCAGCCGTAGGAGGGGATCCAGCAGAAGAC
GGGGCCCACATCGGAGAAGACTAAGTCACAGATGGTTTGGAGATTTGTGGAATGACGATG
ACTTTGATTTTAGCATGGATGAAAGCGACTTCACTGATCAAAGCACCACAACCGACAACA
GACAGATTCCTGTTCAAAATGTGTACTTCTTTAAAAAAGATAAATACTATAGAGTGGGAC
TTCGTTCAAAGCGTGTGGATTTTGCCAACCCTCCTTACCCTCGATCCATTGCAAAATATT
GGCTGGGCTGCAAAGAGGAAGAGATGCCTGATAGTTCCAGGGCAGAGAAGAAATAAGTCA
ACCAATATACAAACATTCCCTGTTCTTTAGTAAACTTTACTTTTTAATTCTTCTATTTCT
TTATCTTGGAATCACCCTAAAACCATAAACAGACACAATAACTTTTTTGTAGACTGAGGT
GCTTTAAAATATATTAGATAGCATTGTTGTGAATCCTTTTTTAACTGCCCTGTGCATCTA
CATGCATGCTTAACTTACTATTCTAAACCATGAAACTTGCATTTCCTGTAAATGTAACAC
ACATGTAGTCACAGATTTTGCTAAGCATTTAAAGTAATAAAACAAA
>CL9809Contig1
TTTTTTTTTTGAGAGAGTTAAAATACTTTTATTGTGTTTGTTTTAAAGCTTTTAATTGTG
TGACTGCCCCTTCTTCCCATCATCCATCTATTTCCATTCTCTCCTGCTAGCTTACCGTCC
CTCACAACCCCAACCTAAGATTGGTGGAGCAACATAAATTGTAAGCAATATTGGAGCTGT
CCAGCCGTACAGTTTTAAGTCAGATGCCAGCTCGGATGAGGAAAATGAAGACAGACATGG
ATCTGTTTGTCTGCAAGTGGATGCATCAGAATGGGGCAAAGCCAGGAGGTCCTACAAACT
TTTCTCAACTGAATTTTT
>CL9810Contig1
GAAAAAAAAAAACACTGCTGTGGAAAAGGCAACCGTTAAATGAGGTCACCATGGTAACCA
GAACAGCTGTAAGGCGAGGCTGATGTGGAATTTCTCTGCCCAAAATGAGAAAACCGCTGA
TTCACATTTTCTGCCTCGTAGGGACGGGTGTGAAGGATTTCCACAGAGAGGAGGACGTTT
CCTCCCGTTTTATCTTTCAGGGAGGCTTCAAGGCCGACGACAGCGAGGAGGTTTTCCTCC
TCATCCCTCGCACTACCAGGAGGTGAAGAAGGGGCGCTTGCAGTGGAAGGTTTGCGTGAA
GGCGTTGCCCAGAGTGACGACTCGCCCCTGTCCGCCTGAGCGGCTGCGCTCCACCACCAC
CCGGGGCATCTGCACCAGCTGGATGGGGCTCTTCCCGTCCTTCAGGGCTTGGGTCAAGTT
CAACACCTGTCCCCTCATGACAGACATCTGCCTCTCAAACATGGTTTTGTCAAAGCCCTT



ATCAGCCTTGAAGAGCTCGTAGAGGTCCTCACAGAGGTCCTGGACGAAGTTCATGTCAGA
GAGGCGGGACAGCACGAGCTCTCGGGTTTCCTGGGAAAAGGCCACCTTGGNCCTGAGGAA
GCCACGCCCAGTGGAACGGGTAAGCTCTCCACTCGTCGGGGTGTTTGAAGGGGAAGGCCA
GGCCGTTGTCGATGGCTGCGATCTTGATGCAGGAGTCTGGGCTGCTCTCCGGCCACTCGG
CCTCTTTCTGCCCCTCGCCGCTCTCTCCTGGATTTTCGTACTTGATCAGCCAGTTGTCGT
TTCCTCGATCTGTGTTCCTGATCACGTAGTCCAGCACCACCAGCCGCTCAAACTGGGACT
GCAGCTGCTTNCCTGGTGTTNNNCCGGCAGAGGCTCCGCCC
>CL9811Contig1
TTTNTNTTNNGAGTATAAATTTTAACTTTAATTTNAGATGCAGGGATATGAAATATGTTA
GAGGATAAATATGTACAGTAAAAGTTTCATGACACACAAAAAAAAATAAAAATAAAGAGG
GAAATTCGAGGAAGTGAAGAGAACACAGCGGCACCCAAAGAAGCAACGAACGATTGTCAA
CGAAAAAAGAAAGCTCTGTGAAATAGCAATCAAAACAGGTCACTTATGTCCTTTAAAACC
AACCAAAAGGCTCGATTCACTGAAAACTGAGTGTAACATTGCATCATGGGGGTGAGCTAT
GCTGGTGCGGGGCCTTGTTGAAGAAAGTTGCCTCAGCAGAACGTGAGGTGACATCAAAAT
TTCTAAAGGAGACTCCAGGAACCTTCAGTAGAAAACCTGACTACACATGCTGAAGTGTGC
ACATGCACCTGCCTTCACATTTTCTGCAAGAGGATGCTGCAACAAGGAAAACTCCAAGGA
GCTGTGAACGGTGACAGTACTCCTAGTAATGTACAGCTTTAATACTAAACGCAGGGTGAA
CCATTGACCTGTACCCTGAGGAAATGGCTGGATTTTACCCAAATAAAAGCAAACC
>CL9812Contig1
TCTTATTGAAGTCCTTTAGCTTTGGATTATTGAAGTTATTTTTATTTATATTAGACTCTC
GAGTGTAAAAGGATGCCATTGAAAAGGAGCATTGATAACCGCTACAAACTCAATTCAGGG
GTTAACAAGATCAGTTGGCAAGGAGGAATAGGGGGAGGGGCTTAATGAAATCTCATACTG
CACCATATATACACAAAACATTATGGAAAGATGTCAGAAACCCAATGCTGTACATAGTTC
TTATTGCTTGTTACGGCAGAGCTACTGCAGCACAAATAGCAAGATTCATATTGCTATGTA
CCTGCTGTTGTAAGGGATTTGTAGTTCTTAAGACTCAAGTGGCAGTTGTTGCTCTTCTTT
TTTTTTTTTACNAANAAAGNCTNCCCANCNCNCCNCAATTTTTTTTNCTTTNCNCTTTNC
CCTTTTTTTTTTTGNAAAACCNANG
>CL9813Contig1
GCGGCCATCAGCGCTTCAGTACCGGGACAGCGGCAGGTTCATGCCGGCCGGGAGCTAGTA
AACAAAGACCGTCCGGGTCGATAAGTCCGAGCTTCCCGCGTTATCATAATTTCTCCCCCG
GTTGCAGTTCTTGAACAACCCTCCCTCCTCTCAGAAGGAGCTGCTCCGCTCTTCCACCCG
TGAGGCGGCTCCGCGCTTTGTTCCGCCATGGCGATCGCCACCGCCGCCACAGAGTACGTG
TTCTCCGACTTTCTGCTGAAGGATGCCGCCGAACCCAAATACAAGGGGGTGCGGCTGGAG
CTGGCACTGGACAAGATCGTGTCGTTTCTGGCGGTGGGGCTGCCGTTGTTTCTCATCTCG
CTGGCTTTCGCGCAGGAGGTTTCCGTGGGGACCCAGATCAGCTGCTTTGCTCCCACTAAC
TTCTCCTGGAGACAGGCGGCATATGTGGACTCCTTCTGTTGGGCAGCGGTACAGCAACAA
TCGAACAGCTCGCCCCTGTGGCTGCACAAGTTCTTTCCATACGTCCTGCTCCTGCTGGCC
ATCCTCATGTACATTCCTGCCTTACTGTGGCGCTTCACAGCTGCTCCACATCTGTCCTCT
GACCTTAGCTTCATCATGGAGGAGCTGGACCGCTTTTATAACCGTGCCATCAGACTAGCC
AGGAATCTGGCATCTTTGG
>CL9814Contig1
TATGGCCGGGGGGAGGTTTACACATTTCTGTTGCTGCCTCAGGCGTGCGCACACCGGCTC
CGCCATCGCCGGATTCACCTCAACGCTTTACTTTTGTTAGGAAACGCCCCAAAAAGCTTT
TTAAAAACCGGTTCCGTTATTCTTTTTATATCAAATGTCTTGTTCTTTTGTTTGTGGTTG
GACAATGGATCGTAAAGCCATTTTATCCTGGACTTTCCTTCTTTGTCTATGCGTGATGAT
CTCCTCCGCTGCTGGCGCAAACACTGTTCTGAAAGATGAAGAGGAGTTGGAAGACTGGTC
CAACCGCAAGGCCCCAACTGGTCGGATCAAGTACAACATGAGGAAGAGCTTGAATCTGGA
CCAGGATGGCTGCTACCTGCAGAGGGGAAAAAATGCTTCTTTAGAAGAGTGTGGCTTTAA
TGCTACAGCTAAAACGATCTTCATCATCCATGGCTGGACGATGAGTGGCATGTTTGAAAC
CTGGATGCGGAAGCTGGTCTCTGCAGTGATGCAGAGGGAAAATGAGGCCAATGTTGTGGT
GGTGG
>CL9815Contig1
CTGACCCCTGGTTTTAGAGCAGGAGACACGGCCTGTCTAGAAGAAGTTCTTGAACACGAG
CACTGTAATCAAAGAGGAAGACAAAAAACCATAGAAACCTTTAAACCAACATGGCTTTGC
TGTGCTACAATAAAGGCTGTGGACAAACGTTTGACCTCAACAACAACAAGGATGACTCCT
GTCTCTTCCATCCAGGAGTTCCCATCTTCCATGATGCCCTGAAGGGATGGTCCTGCTGTC
GGAAGAGGACAACTGACTTCTCAGAGTTTCTCTCCATCAAGGGCTGCACCCACGGTCGCC
ACAGCAACGAGAAGCCTCAAGAGCCTCTGAGGGCAGAGGTGTGTTCGGATAAGGGCAATA
GTAGGCATACCAACTGCCAAGAAATTATCTACCAAGGCCCCAAATCTGCTGAAATGTTGC
AGAAAGAGAGACCCAGTTCAGATGAGCCTATGACAAAGCTTCCCCACAAAGTGTCAGCGT
CTCTGGTTCAGGTTCTTGAGAAGCTGGACATCAACAAGACCTCCAGCAGCGAGACCAAAG
AGAGTCAGACTGTTATGAAAGGTACCCGCTGCAAAAATGCAGGCTGCAAAACGATCTATC
AAGGATCAACAACTGACATGGAGGCCTGCACCCACCACCCTGGAGCCCCCGTCTTCCATG
AAGGGTATAAATATTGGAGCTGCTGCTGCATAAGAACCACAGACTTCAATGCCTTCATGG



ACCAGAAAGGCTGCACCACAGGGAAACACAGCTGGGTTCCAAAGCAGGACAAGAAGAAAG
TGGCATGTCGACATGACTGGCATCAGACCCGAAATGCTGTTGTCATAACAATTTATGCCA
AAAATGCACTTCCTGAATTCTGTACAATAGAGGCCAACCAGACAGTGCTCTCATGTCAAA
TCCAGTTTGACAGAGAAAAGATTTTCAAGAGGAACTTCCACCTCTGGGGGGTTATTGATG
TCAATAAAAGCTCTGTCAACCTGGTCCCTTCCAAAGTAGAAATAAGCCTTCACAAAGCTG
ACCAGGTGTCCTGGGGCAAACTGGAAGACACGAACTACAAGCCCGAGCCAGAGCCTGTGG
AGGAGCCGGACAACGAAATGCCAGAGTCATATCAACCGGACTGGGACATTGCAGATGATG
ACATCAGTGACTCAGATGAAGAGTGGGCTTACGACACTCCAGAGAACAGAAGACAGGAGA
GCAAAGAGGATCAGGAAAAGATGAAGATGGAGGAAACCATGCAGAATTTGAAGAGGAAGC
AGGTGGAGGAGGAGATGAAGAATGCAATGAGGGAAAATCTGAGAGCAGAGGAGGAGAAGA
AGAGGCTAGAAGAGCAACGGAAGCAAGAGGAAGGATTTGAAGATATGCCTGATCTTGAGG
ACCATGATGCAGATGTAGAGTGAT
>CL9816Contig1
TGGAGTATCTGACGAGGAGGAATGTGTCGTGAACAGAGTTCCGCACCGCAGCTGAACATC
CACCAAGTTCAGTAGGCCGGCCATCCTGGTCGTGGTCGTACAGCAGGCTGCCGTTCCCGA
GCATCACAGATACGTATGGAAAACTCCTATCATGGCTCTTTTCAGCATTGGGGTAGGTGT
CCAGAAAAACTCCAAGCCCAGTGAACTGATTCATGTTTCCAAACACAGCACCGTTATTCA
TGCGATCTTTAGTCAACCAAATGGCCAGTCCATCGCCATTTAGGTTCTTCTTCCCCTGGC
CGTGGATTTTAAAGTGCACCTTGAGCTCCCAATCCTTCAAAATAAGAGGGACGCGGCTCC
ACACAGCTCCCTGTCTGCTCTGCAGGTCTGGGGTCAGCCGGATGTGATCAGGTGTCACCA
TGGCGGTTCCCATGAGGTCCCACTGCGAAAAACTAGAGAAGCCCAGCCCGCTGTACGGTT
TGGCTAGAGAATACTCCTTCTTAAAAAAGTCATCCGTAAAGTCATGTTCGTCTGCTGCTG
AGAAGCACTGACAACTAAAAACAGCTACGAGCAGATATAATAAAAAGAACCAGTTTTTTG
AATGAAAGACGGGACATAGACAGCGCAAACTAGTAACTTTGAAGCTGCTGACGGTAGCGG
CCATCTTTAAGCGCCTCTTTACTGCTTGTCACCCGGCCATAAGGCCCGGG
>CL9817Contig1
AAATGATCACCAACAAATGACTGTAGCTGTTCAGAAGAGATCTGACCAACCATGTAATCA
GGGCAGTACAGGGAGTTGGAGAGGGCATTTTTGTATGCTGCTTCGTGCAACTTCTCGATT
ACACCTATCTGAGGACATTGCTGAGCCAGAGCCTTGTCTATCTGTACCCTGGTTATTAGG
TCTTGTAACTCCCATGGCCGGAACTCCTGCGCTGCTGTCACATTGATTAGAAACTCCAAC
AGAGAATCTAGGTCGTCTCTTAGGCAGTCTGCGGTGTAGACCATGGTCTCTCGTGACGTT
TTCACACTCAGGCTTCCCCCTATTGCTTCAACCCCACGACAGAGCTTGAATGCAGATGCT
CCCTTTGTTGTCAGGTTCGCTGCCAGCCGCAACACGTGAGAAACACCTTGGTTTTCTGCC
GTCTCATAGCGACTCCCAGCCTTTACAAACACACCCACACTGGAAACTGGGGAGTAGTTT
TCTATTGAAGCTATCACCAGACCATTTGGGAGTTTTGACACCTGGACGTCTTGTGGAGGG
AGAGGTTTGGAGGGTTTCAGGCTTTCCAGCGGCTCAGTCAGAGTTTCCCTCCGTCTAGCA
GCAGCATAGCAGCGTTTCGAGAAATTATTCAGGGACCGGATTCCTCTCATGACTCCTAAA
TCTCTCCTTCACCCGGCCCCC
>CL9818Contig1
GCACACAATACGCCCACAGCTGAGACAGTTGTTGACGAGTTTGTGCTTTTGAGCAAGGCA
CTCACAGGGATATCGGCCTGGGAGTAGAACAGCCAACTTGTCCTGGCCCTCTTTGGCATA
GAGATTGACAAACTTTGATTTCTTCTTTCCTGAAGAAGAACTATTGTGTTCCTGAGCCCT
TATCAAATCGATGGGCGTCTTCACTGCTTCGGGCTCAGGTTCCTTTATGGTCGCAGTCAC
CATTTCCTGTTTGTTACGTCCTTTGCGTTTAGCCTTTTTTTGAGTGTCTTTAGACCAGTC
TTGCAGTTCTGGTGACACCGATTCTTTCAGAAGAAAAAGACTGGTGGTGTCTGAGGTTTG
TCTTTTGGACCTCATCCATCTGCTGAGGAGCTCATCAATAAACTGTCTTTTAGTCCCATC
AGTGCCCTGCAGGAGATCTCCCACATACTCTTCAATTTCCTCAGCTTTCTCAATGGACAG
AATGTACTGTACGATGTCTTCGCTCGCATCCAAACCAAATTTATGGTGTAACTGGTCCAC
ACACCACTGCAACAAGGAATCCGACATTGTGTTCAAATTAAGCGACGATTACTATAATAT
CTGGTTAAGTCAAAGCTAGATATTTCAAGATCCCCGGCCATAATGCCCGGGTTA
>CL9819Contig1
TATGGCCGGGGGGTTCAGGAAGCGTTTCCAAACATCTACATGGACGGGTTTTAGTTGTTC
CTGGCGTGTTGAAAATATTACCATTAGAAAAGGCAGCATGTTGCCGACCACTACACCCTA
CAGCAACGGCACTCCCAGCTCCAGGGACGCTGCGCGCCACACAGCGGGCGCCAAACGCTA
CAAGTACCTCCGGCGCCTTCTTTATTTCGGACAGATGGACTTTGAATTTGCCCTGTGGCA
GATGGTCTACTTGTTTACGTCGCCTCAGAGAGTCTACCGCAACTTTCACTACAGGAAGCA
GACCAAGGACCAGTGGGCCAGAGATGATCCTGCGTTTTTGGTCCTGCTCGGCATCTGGCT
CTGCGTTTCAACCATAGGTTTTGGTCTTGTTCTGGACATGGGGGTGGTGGAGACCTTGAA
GCTGCTGCTGTGGGTGGTCTTTGTGGACTGCATAGGAGTCGGCCTTCTAATATCAACCCT
TATGTGGTTGATCAGCAACAAATACCTAATGAAGAGTCCTAGCAAAAACTTCGACGTGGA
GTGGGGCTACGCGTTTGATGTTCACCTCAACGCTTTCTACCCGCTGCTCGTTATCCTGCA
CTTCCTGCAGCTCTTCTTCATCAACCATCTCGTGGTGATAAACTCGGAC
>CL9820Contig1
TGCTCAAAGTCAACCTTAAGCGTATGCATTCTTCTTCAGCAGACAGCTTTTGTTGAGCTA



TTGTTCAGCAAATGTCCTCTGTTTCTCCAGCTCTCTCTCTGCATTCTCCTTCTGCTTGAG
CGCCATCTCCTCAACTTTAGCCCTTCTTTTAGCATCTTGCTCTGCTTCCAGTTTCTGTCT
CTCTGCTTCTTCTTGAGCCTGAGTCTTCTTCTGAGCTTCCTCCTCAGCTTTCAACCTCAA
TCGCAGAGCCTCGTTGGCTTTCTGTCTCCACATCTCCAGCTCTTTCTCTGCCTGCTCTCT
GGCTTTGTTGGCTTCCTCCTGCTGTTTCCGGAGTTGGTCAGCTTCTACCTGAAGCTGCAG
GACAGTACCCTGCTCTTTTTTCAGAGTCTCTTCCAGCTCTGTTGCCTTTTGAGCGAATGG
CATGGATTTGGTTTGCAGGTCAGTGGCAGAGGACTTCAAAGTCACTTCCTCCACTACCTT
AATCTGCCTCAGTTTTTCATCCTCAGCCTGTTTCACTCGCCTTTCCGCCTCTTCGGCTTG
CATTTTGAATTTCTGCAGCTCATCCAGAGCTTTCTGCTTCTGCCTAGCAGCATCTTTCTC
TGCCTCAGACTTCCGTTTTAGCTCATCTTCGGCATTTTTCTTTTTTTGAGCTTCCTCTGC
CACCTGCTTGCGAAGCCTTTCAGCCTCCTCCTGTGCAGCCTTTCGTAACTTCTCCGCTTC
TGCAGCTTTATCTCTGAGCTTCTGTAGCTCATTTTCAGCTGTGCTTTTTTGCTTCGTCGT
CGTCTCCAGTTGAATTCTAATTAAGTGGATTTCCTCCTCGATTTTGGTGTGGCTGTGCAG
AGCCTCTTCCAGCTGCTGACTCTTGGTCCTGATCTCCTGTTCTGACAGCCTCCTCAGATG
CTGCAGCTCCTGTTGAATGTTCTGCTTCTGCGTCTCAGCGTCCACTGCAATGTCTTGTCT
CTTGTTTGCTTCCTCTTTCATCTTAAGCTTTAGCTCATCAGCCTCTCGTTCCGCGTTCGC
CATGGATATTGTATGTGTTTCAGCCAGCTGTTTCTGCTTTTCTAATTCTGC
>CL9821Contig1
TTTTTTTTTTCTTTAAAGTCCTTTTTATTGACACTCTTGATCTTAAACAGTATGTTACAC
GTCGTACTCTGGTACAGGAATTCACATATCAACAGGTCATGTGATCAATCGCCTCCCACA
CACAAACAAAACCGGACGGAAATTCTGCCCAAATGAAAATAAACGCACGCTCCGACAGGA
AGTGGCATCATCATTCTACAATTCACCAATCGGCTCCATCCATAAAACTAACTAAACCAA
ACTAATGTCCCTTCAGGCCATTGCTGAAGCCACGCCCCTTTTTAAAAAGGCTGTAGTGTC
ACATCATTCTGCTGTCATGGAGACCCACGTCTCCATCCTTATATCAACTCATCAGCTGAC
GGACAAATAGCAAAACTCCTTTAAATGTAAACTTGTTAACAAGCCAGTCACACGTTTAAA
AAAAAATCCCTGCAAGAGTTAAGCTGAGAGTTGGAGCAAAGGCTGAGAGCCAATCAGGTG
ACTGGCTCTTGAGTGTGGGAGGAGTCTAACATCACAGATGCTGCCAGTCAATGGCAACCA
GTGTCTGATTGGCCTCTTGAGCATGACCGATGACTTCGGGGATGCCGTGCTGCCGCCACA
GACGCTCGATCTTCCGGTATCG
>CL9822Contig1
TTTTTTTTTTCTTCCTCTTCTTCTCCTTGGCAGCCTGAGCAGCCTTATGCTCGTAAACCA
GAGCAGTGAGGTTGGCCACATATTCATCCGTCTGCTGCAGCAGGTAGGCCAGACGCTTGT
CTTTCTTCTGATCAATCAGTTTTCTGTACCCCTCCTCATCCTCAGCCATCAGCCTCCTCA
TCCTCTCCTTCTCGATCCTCTCCGTCTCCTTCTTCTGCTCCCGCTCCGTGTTAGTGTGCC
ACGTGGCAACGGATCTGGTGATTTTCTGGATTTTGCCGGAAACCGAGCGGTGATACTCTT
TGAAGTCCTTGGCATGCTGCAGAATGCTGTTGAGGTATTCCTGGTGTTTCTGCCTGCGCT
TCTTCTCCTGCTCCAGCTTCTGCTGCTTCTCCAGCTTCTCCGTCATGCGGGCCTCCCTCA
GAGTCTGCCGCTTGCTGCGTCGGTAAGCTTTCGAGTTGAGCGCCGTCTCCAGGGTGGTGT
CCCGCCTCATGCACGCCACCACGTCCTGCCTCAGCTGCCGCTGAAAGTTGAGCAGACGGA
GCGCTTTGAGCTCCACAGTGGCTTTGGTCCTCAGGTCAGGAGGCAGAGACCCCGGTAGAC
TCTCCAGCTCCT
>CL9823Contig1
ATCTTTATTGCACTTTTATGTGGAACTGTGTAGTGCTGAAATCCTGATGCAAACTTGTTT
AGAGGCTTTTCTTTAATTAAAAAAAAGAGGAAAAAAAGTCTGCACCCACTTTTATTTTTC
TAAAAGAACTATACATTATTCTGATAATGTGCAAAAATTAAATAACTTAATTTTCCAAAA
AAAAACTTTTTCTGAACAAACACCTAAACGTTAAACAGATATTTACCTTTGATAGGAAAA
AACCCCAACTTAGTTCCAATTTACTTAATAGATCCTCAATCATTTCATGTTCTAATTTAA
ACCACACAGAAAACAAACCATTTCTGACAATCTTTGGTATCAGCACAGATTATGTGAACC
AGTTTCAGGTCATGAAAGCACTCAAAGAAGAATCCTCATCGTTTCCAGGAGAGCAGGAAC
AGCTTCCCCTGACCGTCAGCGCANACCAGCTCGCCGGGGTTTCTGGGATTCACCTGCAGA
AGCAGGACTGGACCTCCACACACAAACATGCCCAGCTGTTTCTTGGTGCTCCTGTCCCAA
ACCTTGACTGTTCGGTCGTAGGAGGCGGAGATGATGGTGCTGGGGGTGACCTTTAACCCG
CTGACCCTGTCAGTGTGAGCTGGTTTTCTGGTGCTCCATGAANAAATGTTTGGCTGCTGG
TTGAACCACATGTTGCCGTCCATGTCGCCACACACCACAAAGTCTTTGTCCATTGANACG
GCNGTGATGGGGCTGCCGGCCTTCTCGTCCTCCTTAAAACTGATGGTCACATTGCTG
>CL9824Contig1
ACGCTCACACTCCTGCTAAGTTACTCTGCAAAACAAAGAGTCCGAACTGGCAGGGTTCTG
CTTCTGACCCGCTGCCGTGTCTGAGAAAACCTGAGAGATAAAAGGACTTTAGTTCATTCT
GGCTTTAACAACACGACCAGCATCCCCCGAAACGCCATGTAGCACATGGACGAGAAGGTC
ACAGACAACCTGGAAGCTGCATCCGTGACCCGTCCGGACGTCATCTCCACCGGCTTACCA
AAGACAGTGGACACCCGTAACCATGGCAACGAGCAGACTGAAGCAGCCCGGAGCTCTCCA
TCCCTTCTGAACGTGGTCTTGTGTTTGTTGGAAGTCACTCTGTAATCGTCCCAGAATGGC
CTTGAATCTTCTCGCTCCTGCCCGAGCGCCGAGGGTTTCCACGAGGTGCTTTGTATAAAA
GTGACAATAACCTTTATTACAGATGTTGTGTATATCTTTAATATTCGAATGTTTATCCTA



TTTTGTGAAGAAGAGAGTGTTTAGTAAACCCAGACGCCAGTAACGTTGGTTCAGCACAGG
GTCTGATCTTGCTTTCTAACCCTTCCCCCCAATATGGCTAAAAGTATGTTAGATATTTTC
TAGCTTTGTAGGGACTTTGTACGCATATAT
>CL9825Contig1
GAGGAATTCGGACGAGGCTGAAANAGGGCGGTACGCGTCAATCTGCACCTTTACAAGTTA
AAAAAAGGAAAATTAGCCCTCAGTCTGTCAGGCTATGCTGACACAACACATTTGGTCTCT
GGAATTTTCAAGGAGGACATCTCTTTTGTTCTTTTTTTATCCGTGTAGGACGTGGCGCTC
GCATTGAAGTTTAAACAGACCTGCTTTTTAGTTTTTTAAGCGCAAAAAACGACAAAACTG
CAACCTGGACGTCTTATGTGAAACAGGAATGGTTTATCCTTCCGAAGGTTTATTCTACAT
CGAAATGGATCAAGCGCCACCAGCTCTTCCTCCCAGATCAAGTAAACCAGTAATGTCTGG
TATGAACAACAACTGCCTTTCTCTACCTGTGCACTCGCTGCTGGATGCTGAGTGGTACTG
GGGAGACATAACTAGAGACGAGGTGAATGAGAAGCTTCGGGACACACCTGACGGCTCTTT
TTTGGTGCGTGACGCATCCACAAAGCTGCAAGGGGACTTTACACTGACATTAAGGAAAGA
TGGACACAACAAGCTGATTAAAATTTATCACTGTGACGGCAAGTACGGCTTC
>CL9826Contig1
TTTTTTTTTTATTTCAGTCATTTTTCAATAGAATATCATGTAAAGGCTGTGATGCAGATA
TTTTGCTGATGCAAACACATGAGCCTGGGGGGAGTTCGGGAGGCCATGGAGAAGGACTGA
AGTCATCAAAATAGTCAGAAAGCCTCTGGATGGAACTTCGCAGAGGATAGATGAGATTTG
CACCAAATGCCTCAGGTTTCTGGGCTGTCTTTGTTAAAACCCCTATGCACAATTGAAT
>CL9827Contig1
GCTGAGCAGAGGGGCAATTGGATGCTTGATGGCAACAGCAGTCCGGCTCCCGTCTTTTTC
CCCCCGTAACCCACACACCTCCGGAGGCTGGGGCACCACAGATGACGGAGCTTTCCCAAC
GTTTAGGCCGCAGCACTGGATCCCCTGGACCGGTTGGTAGATGCAGTTGTCAGTGTTTGC
ACAGAGCAGCAGGGCTGTCCCACCGGTCATGGTGCTAGCAGCTGGCATCCTGTCTGAGCT
GGGTGAGCCCTGATGAAGTGCTCTCAGAGTGGTTTCTCATTTTGTGAAACCTGACCCGGC
AGAAGACAGAATCCACTTGCATGGCTCCTTTTCTTCAGTGTGCTCCCACTTCCCCTCTCC
GTCTCTCTGTCTCCGTTTGTGCACCCCTACCCCTGTTTCTGCTTTCTCTGGCTTTGCATT
GCTCCTGTCAGTACCTCCCACCAAGAGCCGGAGTGTGGCTCCAAGTGCACTCACACAAAA
AAAATGTGGAAAAAAAGTCACCGAGTTGGGAAAATCCTTGTCCTTCCCTGCAGCCTTGGG
ACTGTTTACGGCTCCTTCTCCTCTACTCCTCTCACACAAACTCGAGACNAGTTCTCTCC
>CL9828Contig1
TGCTGCAGGACGTAGGAGTGGAGCACCTTAGTTGGTTTCTGCAGAATCCAGACTGCAGAT
TGAAAACTCTGAGGTTGATGGAATGCGGCTTGTCAGGGCTGAGCTGTGCTGCCCTGAGCT
CAGCTCTAAAATCCAACCCGTCCCATCTGACTGAACTGGACCTGAGCAAGAACATGCTGC
AGGACGTGGGAGTGGAGCACCTTAGTGGGTTTCTGCACAATCCTGACTGCAGATTGAAAA
CTCTGAGGTTGGTAGAGTGCGAGTTGTCAGAGATCAGCTGTGCTGTCCTGGCTTCAGCTT
TGAGGTCCAATCCGTTTCACCTGAAAGACCTGGACCTGGGTTGCAACAGTCTTCAGGACT
CTGGAGTGCAGCAGCTGGCCAGTTTTCTGCAGAGTCCAGACTGTACACTGAATGCTCTGA
GGTTGGACATCTGCAGTTTTTCGGAGTATGGCTGTGCTGCTCTGGCCTCAGCTCTAACAA
TTAGTCCATCCCATCTGCTAGAACTGGATCTGAGTTGCAACAAAAACCTGAAGGATGCAG
GACTGCAGCATCTGTGCACTTACCTTCAGCATTGTGGATGCAGGCTGAAGAAACTGAGGA
TGGCGGAATGTGGGCTGTCAGAAATGAGCTGTGCAGCTCTGGACTCTGCTCTGAAGTCCA
ACCCATCCTACCTGGAAGAGCTAGACCTGACCATGAACTCTCTGAAGGATGCAGGACTGG
AGCAGTTGTTTGGTATTCTGAAGAATCCACACTGCGGACTGAAGACTCTGAAGCTGGAGC
TCTGCTATATGTCAAAACCTGGTTGTGCTGTTTTGGCCTCAGCTCTGAAGTCAAACCCAT
CCCAGCTGACAAAACTGGTCCTAGATCGGAACCTAATTGAAGATCAGGGTCTGCAGCGTC
TGTGTGATTTTCTGGAGAGTCCAAGATGCACACTGCAGGCTCTGAGCGTGGAATCCTGTG
GTTTGACAGAGATCAGTTGTACTGCTCTGCTCTCAGCTCTGAAGTCCAACCCATCCCACC
TGGCATTTCTAGACCTGAGCAGAAATGACTTAAAGGCTTCACAAGTGAAGAAGCTGGAAG
ACCTGTTGAAGAATCCACACTACAAACTGGAGACTCTAAGATGGAAGGCGTGGACCTGAC
AAAAAAACTGCACCACATGGATCATTCAGATGCTCGGACGCGGCAGTGGCAAAAGATGTG
TACTGGAAAAATACCACAATGACTCAAAAGTCAGTAAATCTCTAAGAAAAATTGGGGTGG
GGAGCTTTAAATCGTAAAGAACATACCAACATGGCTTCATCCACTCTGTTCACAGGTAAC
TGTTATC
>CL9830Contig1
ATGTTTTATTCCTTTNATGGTTAAAAAATAACTCTGCAAAGAGACAATACTTTCTAGTTT
GCGGAGCAAATTAGATGTCAAAAAAAATTGTGATCTACCACTGATAACAAGCGGAGCAAG
ACAACATGAGGTAAATGGCAAAATGTACAATTAATCATGCTCCAAGTTCACAATAATAAT
AATAATATCAATAAACAATACAGCTTAAAAATCTGATATCAGCAACAACCAAAGAAACAG
ACCAGATTTACAGGGCATGTGCACATCCACCATACCTCCAACAGCAAATCCACCAAAACC
CACTATCTGACAACAAGGCACGACACACACAGTTTGGAGGGTCCAATGCAATCATCGTGG
CAAAAAGCCCCACAGCCTTGGCACATGATCATGGCTTTGAGGCGGCAGGAGCACTTCAGG
GCCACCTCGTCGGTTGCACTGTCGGCGAATGCTTGGATGCTGAGAGTAGCGTGGCTGGGC
GCCAGACGAGGGCGTAGCTGGAGCACGCTTTCAGTCACACCCCGGGTAAAACCACTGTTG



TCCATCATTGACAGGTTGGCTGTGTAGCTAACAGCTCCCACACATCCACTCTGTTTGGGA
AGCTTTCCATACAACGGGAAGGGCAGGGAGGANGCGGAAGATGAAGGTGAGGGAGA
>CL9831Contig1
AAAAAAAAAAAAAATACAGTTTTTTTCTTAGTCCTATTAAATTCNCAGAATATTTGCATG
ACAATAATTTCAGTGTCTCTGCAAGAACAATTATTGCTTACAACCTTTGTCACAATTAAC
AGACAACAATTCAATTATCTTTTACTGAACAGATGTATATTTTGCCAACACTGGTAAACC
AAAAAAAAAAAGAAATGGCACTTAAAAACAACAACAATGAGCAAAATCTCCATTTGAATG
TTGAAGAAAGAAAGTTAGGTTTTAACCTTTTTATTGTTGACATTTCCTATCAAAGTACAT
TTTCCTTTATTAACGATTACCAAATTGAATAGACTTTTAATGGAAGTATTTGTTTACTAC
AAAATCTAAGCAAATATTAGCTTGTATCTTACAATCACCTTTCAGAAAACAATGCTTCAA
TAATAATTTATAACAGCTGGGTAAGTGCTTCCTTTGGTACAAAATGGTGGTAAGTGCTGA
ATACATAGATAATTAGAAATATAAGAAATGCAATCAAACACATTCTCTTTGCATTAAAGC
ATCTCTCCTAGAACTTTCTGAAAATAGAAAAACAAACACAAAACAGTACCGATCTTTTTT
TGTATTTGTTGGAAAAGTTTTAACTGAACTGCATACATCTTCAGATTTTGGCATTATTAA
AGTTAAGGATCTTCAATGTCCAGGAATTCTTTTCTGGGCGGTGTGCTGCCTCTGTACCAG
GCACAGGAGTCATCGTTCCTTTTGATGCAAGCGTAGTGTTTGGCTTGC
>CL9832Contig1
AAGATTGTGGTTACCAACACCCCCAGAACCCTGAGAGAGATCCTCCCTACCCTGTTCAGT
CTCCTGCTGGGCTTCCTGGCTTCAACGTGTCCAGACAAGAGAACGATTGCTGCTCGGACT
TTGGGGGATCTGGTGAGGAAACTGGGTGAGAAGATTCTCCCTGAGATCATTCCCATCCTG
GAGGACGGGCTGCGCTCAGATAAGAGCGATGAGAGGCAAGGTGTCTGCATTGGCCTCAGT
GAGATCATGAAGTCCACCAGCAAAGATGCTGTGCTCGTCTTCTCTGAGTCACTTGTTCCC
ACTGTGAGAAAGGCTCTCTGTGACCCTCTGGAGGAAGTCCGAGAGGCTGCAGCCAAAACC
TTTGAGCAGCTCCATGCAACCATCGGTCACCAGGCGCTGGATGACATCCTGCCTACTCTG
CTCAAACAGCTGGACGATGAAGAAATGGCTGAGTATGCTTTGGATGGCCTGAAGCAGGTT
ATGGCAGTGAAGAGTCGCTCTGTGCTGCCATACTTGGTTCCAAAGCTGACTGCCCCTCCT
GTGAGCACCCGAGTGCTGGCCTTCCTCTCAGCTGTGGCTGGAGATGCTCTGACTCGTCAC
CTCGGGGTCATCCTGCCTGCCCTCCTCTCCTCCCTTAAAGAGAAACTTGGAACAGAGGAA
GAAGCTCAGGAACTCTGCAGCTGCCAGACAGTGATCCTCTCTGTGGAAGACGAGGTGGGT
CAGCGGATCATCATAGAAGACCTGCTGGAAGCCACTCGAGGAGCCGACCCCGG
>CL9833Contig1
CAGCTGGACTTCTCAATGTTCAGACCATGTTTCTGCTTCACTATGATCATTAATACTGAA
TATTACACCTCTGCATCAATAAACACGAGAAAAGGGCTGTGACATCATTAATTGCCTTTG
TCTACATTTCATGCTGATTTCCCAATAAACAACTAGAGGTCATAGGTCACTTTTTCCACA
TGACAAAGCTACATTTCCTCCATTACATATATTACTACTTACAGTTGCTTCTCATGACTC
CTACATTTTTTTTAAAGTGTCAGTTTTAATATTTAACGGACTAGATTTGTCAGCTGATCT
GGCAGATCGCATCCNAACTTCATTTTGTGCATGACGGAGAAGAACTAAGACTTCTTTTGG
TCTCTGATCATACCTTGGTCCTGAGCTGTGTTGATGGCCTCGTTCAGCTTCTTCTGCTGC
TTCATGCACACACCTGGAGACAGGTGAAACACCAGAGAGCAGATATGTATCCTTAAACAT
GGTGCAAATCCAAACCTTGGTGTTTTAAAACAAGAAAATATTTCGATTGAATGACAAAAC
AAGCAGAGCATGACTACACACCAGCCTCTTGCTTAAACATGAGCATGCGTACCAGTGTAT
GAACACGGTTCGAATNTCCGTAACAGCTNAAATGTGCANCAAGCAGGCTGCCCACGGCCT
GAAAAATGGGACTCACCCGTCCTGGTGGGGTCATACACCGCCCCCGTGTGAGGGCTCATG
AACTGCTGCAGCAGCTTCACGTTCTGCAGAGGAGCACAGCAGCAGATTAGATCACAGGCC
CAACTGCTCNTGAGGCTCCTACACACTAGGACCCAATTGGACGTGCCGCTGTAGGCAGNT
ACGCCGCCTCTCAATAGTCAATCAGATTGCGAATTGTTTACGTGATTAATTCAAATGGAT
TTNTCCAGTGTTTATTGGACTTTAGTTAGTAAAACTGTGATCACTGTCATCATCATANGT
AAGAAACATACCATCGTGACTGCAGTGATCCCAACTGTAAAAAGTTTTAAAGTGATTCAA
AAATCACTTGTGTNAGATATTTTCATGTCCATCAATAAAGTATGGATA
>CL9834Contig1
ACGACGTTAGTTATGGCGGCGTACGGAGTCAGTTTTGAGAGTTCCAGCAACATCGAAGAA
GCGAAAGAAAAGAAACGACAGGCGCGACAAGAGGCGATACAAAAGGCTAAGCAACAATAT
GAGAAGGAGGAGAGGAGAAAGGAGCTGAAGAGGCAGAGAGGAGAGGACACCTGGATACTT
CCTGAAGTCAACCAGAGACTGGAGCAGTTAGGAGACGATGGATCTTTGAAGAGCAAAAAG
AAGAAAAAGGAGAAGAAATCCAAGAAGAAAAAAGAGAAGAAGAAGGACAAGAAAGAGAAA
AGGAAAACGGAAGCAGGAGATGCTTCAAGTGTGGATTCAGAGGACTCAGCAGAGGAGTGG
GTTGAGGCTCAGCCTCCAAAGCAGCCGGCTAAAGCATGGCAAACGTCAGGAGAAGCCAAG
TCTTCAGACAACAGCGGAACCACTGAGCACACTGTCCAGAGAGATGAATGGATGACTTTT
GACTTTCTGGCTATGAAAACCGTATCAACTTCTGAGCGGCGAGCTGAGAAAGAACGTCAG
AAAGAGGTGGAGAGAGCCAAAACGCGTGCCGTGGAACAGGCTAGTTTGGAGAAATTGGAA
CTGAACCCTTTCTGGAAAGACGGAGGAAGTGGTTTGCCCCCTGAGGAGATTGCTGGTACT
GCAAATAAAAAAGCTCCAGTGGTGAACGATGGAGGCCTGAGCTGGTTGAAGAACAGCTAC
AGGAGGATGAAGGAGCAAGCGGAGAGGGAGCAGCGCAGCCTTGACAGTGTGGTGTCGGAA
AGATACGGGTCAGTGGAGGAATTTCAAAGGAGACTCACTGAAGCTGAGGAGGCTGTGTTT



GGTCAACGGAGGGACGGCCGTTCAGAGAGAAACGGACGAACTACGGGAGAGGAAGAGGAC
AGGAAACGGTGGAGAAGACATGAAGACACAAAGGAGAGAAGAAGTGACAGAGACTCGTCA
CCCCGACGCCGAGGCAAATATCCTGAGGGTGCAGGAGAGAAGAGGGAGAGACATCGAGCA
AGAGAGGAGGAGAGGAGCCGGGATGGAGATGCTTTTAGAGAAAGAGACAGAAACGAGGAT
GAAGAAATGGATGGAAGAAGAGACCAGAGTTAGAGA
>CL9835Contig1
CAGCTTGGAGAACACTTTGTCTTCTTCTTTCTCATCCATGTCAATATGATGGCTCTCAGT
GAATGGAAGAGAACACTGGTCATTTTTAGAATCCATACTTATTGGGATACCGAGTTAAAA
GAAAGAAATACTCTTTTAGTCAACGGATGTTTAAGGTAAACGTTTGATTTGATTCACTCT
GACAGTATCTATAGTGAAATCAGGTGGTTGTGTTGTCTGGTTCCTCTCCTAGCTGTTAAA
CTTAGTTGGTTTCTTTCCAAGGTGCTGGTAATTTTGTGCTTCCTCCTCAATTTGGGCATA
AAGAACAGATGTTATTTTTAATGTAGCTCCTGTCATTAAAATGACAGTGTAACTACAGTA
TCTGTATAGAGGAAGTGAATGCTGCTTTCTTGTTCATTGAGATAAGACAGTTAAGCACAT
CTGAGTTTTCTTGGCGGGTTTTGGTTATCCTTAATTTGCTTAGTTTCAGTAGTCTCTCCT
CTCATTACTTTTGGATAAAAAACCATTGACTGTAAATGGGAACTGGACTAAGTAACCCCG
CCCCCTCACNTTNTAAACAGGGAGTTCCAGAGGCTCCAAGAAGTCCAAATCCCATAGACT
TCTATAGCCAAATAAACAGCTGTAACTCNGTCGATNTATTTGTCAGNGNATATATTNTTG
CACTGATACCGTTTTTTAACATGTTNTTGATAATCCTGATTTATTTATTTTTTCTGTAGC
ACAAGTTATACAAGTTTACACCGGGCCCATTATTATTATTGAAAAAAAAAAGTTATTCAA
GTTATAAACTGACCAATCAGATGCTTCAAGTGTTTGACAGATTTTGTGTAGCCGCTTACA
TGAAGTAGGGGTGTGGACTTCCATGAAACTCACTTCTGATTGGCGAGAGTGTTTACCATG
AAAACAATGACTCAGAATGACTAAAGACCAATCCCTGCTTATTGAAGTCGTCTGGCTCCA
GCATAATGACGCAAAAAAA
>CL9836Contig1
AGAGACCTCCCGTCTACAGATCTGGTTTCTTCAACAGTTCAGGATGCGCTGGCTTTGCAC
CACGGGGCTCTTTGCGGGCCTCCTGCACCTGTCCTCCTCCCTGCTGCTGGGGGCCTTCAA
CATCAGGACTTTCGGAGACGCCAAAGCTTCCAACGAAACCCTGATGAACATCATCAGCAC
GGTTGTCCATCGCTATGACATCATTCTGATCCAGGAGGTCAGAGACGTCGACCTTTCAGC
GACCACAAAATTGATGGAGTACGTCAACAAAGGTTCTTCTGAGTTTGGGTACATCGTCAG
TGAGCCTTTGGGGCGTAGCACCTACAAGGAGAGATACCTCTTCCTCTACAGGACGCAGGC
GGCGTCTGTGGTGAAGAGCTACACCTACGATGATGGCTGTGAGTCCCGCGGAACCGACAC
CTTCAACAGGGAGCCGTTCGTGGTCATGTTCTCCTCCAAACTCAGCGCCGCCGCCAGCTT
TGCTTTGGTTCCTCAGCACACCTCTCCAGACTCGGCCGTGCAGGAAGTGGATGCTCTGTA
CGATGTGGTCACTGATGTCCGTTCTCGCTGGAGCACCAACAACATTGTCCTACTGGGCGA
CTTCAACTCCGGCTGTAGCTACGTGGCGGGCTCGGATTGGGAGCAGATCCGCCTTTTCAC
CGATAAGAGCTTCCACTGGCTGATCCCAGATTCCGCGGACACCACTGTAACCCACCACCG
TCTGTCCCTACGACAGGATCGTGGTCACAGCTGACATGATGAAGGCCGTGGTGCAGGGCA
GTGCGCAGGTCTACGACTTCATGGCGGACTTGAAACTCAGCCACAGTCTGGCTCTGGATG
TCAGCGATCATTTCCCCGTGGAGGTGAAACTGAGCTCCTGAAACGGACGACCT
>CL9837Contig1
TTTTTTTTTTAAGAGTCTCACTTTTAATGTCACAAAGACACAACAGGAATGTACAAAAGC
AGCAACCGTTCGGTTTGGTTATTTTTTCACCTTTTTTGTCACACGAAGCAGCAACTTTTC
ACTTTCCACACACAAAGTTGTGCTCTGTTTTTGCACGGTTTGACAGGTCTTTAGTTGCAG
TATACTGACTTTGTATTAGTTTATTATTCTTCTTCACAGTTCACAGTCAACACTGACCCA
CACAGCAAGCATCACTTTCAGACTGACGGAACAGTATGTGGCTGATATACAGCATCTCTC
AGATACTCGTCTAAATAAACGCATGTTTTTCTTCTTTAGTATTTGGAACGTGATACAAAA
ATGTCGCTGTACAATTATTGTTTACTCTATTATACACTCACAAGTATACACAGATTTATT
GACAAGAAAATGAGACCTCTGTTGACCCAGCGTGCAGACTTTCCAGGAATGTATACAGTA
TGCATGCCATTTGGGAGTATATTTATATATATTTTTCACTTCCTATAGAAAAGAAAATTC
ACATGAAATCAACATTTTAATATTTG
>CL9838Contig1
AACCCGGGCCTTATGGCCGGGGTCATTATCTCGTACTTAGTACTTGAGCGTGGAGTTTGG
AGTCTGCCCTCCCTGCAGATAAAGCGGAACAGGAGAGGCTCAGACTCGCTTTGCTCCTCT
CTTTTTTTTGGCCTTGTTGGAGCCCTCCAGCCAGTCTCTCTCGTGGTTTGAACAATCTGG
CTGCAGGGAGAGCTTACAATGTTTGCTGTGGTTCTGTTCCTGCTTTGTGCTGCCTCCTGT
CTCTCAGCATCTGCCAAAAGTGCTGCTGCTGGACCTCGGCTCCACAACAAACAGCTGTAC
AAATTCAGCTACACCACCGAGGTCCTGCTGGACAAGGCCAAGGGGTCAAAAGAGGGCGGG
GCTGGCTACAAAATCTCCTCTGAGGTCAAAATCAACCTGGTCTGGAGGGATCCAAGCAGC
AAGGATGACCAGCTGATTCAACTGGCTATCTCAAACGTGAGGATCGATCACGTGTCGCCA
AGATCAGGGAAGAAAAACATCCTCCAAGGATCCACGGTTGAAAGCATTTTGGGAAAAAAC
AAACTGGCAGCTCTGACCAAGCCTTTCCTGGTGCATCTGAAAAATGGAAAGACAAAAGCG
TTTTACTCTTACTGGACAGAACCTGCAGTTATCAAGAACCTAAAAAGAGGCCTGGCTAGC
TTATTGCAATTTCAGCTCCAAACTGGGAAGGTTGTTGAGAATGACATTTCTGGAAGATGT
ACTGTCCAGTACCAGGCAGCTAAAGATCAAATCACAAGAACCAAGATCCTGGACACATGC



AAGACTTCAGAAACTGGATTTACCACACATAGTAAGGTGTTGGGTGT
>CL9839Contig1
GGACAGAAGCTTCCTTTCCGGNAGGCTGTTCCACTTTTTAAATTCGGGAAACTTTTTTGT
GAAAGGAGAAAAAAAAATGAACTGCTGGAGATCTCTCATTTTGCTGGTTGTGGTCATTGC
AGCAGCAAGCTCTCTGACCTGTCGTCAGTGCAGCATTGACATATTTGGCTCCTGCTTTAG
CCAAAAAAATGTCAACTGCAGTGATACAACTGATCAGTGCTACTTTGGGAAAACTAAGTT
TGATTCTACAGACAAGGTGGCACTTTACACTCGTGGATGCGTGAACTCATTCCTGTGCAA
CGCAACCTTAGCCGGCACGCTCCTCGGTGCTGGTTACACCGCCGTCTACTCCTGCTGCAC
CGCAGACCTTTGCAACGGAGCCACATCCGTGCAGCTGCCTCTGATGGCGGCGCTCCTCAG
CGGCCTCCTGTCCTCTCTGTGGGGCTTCTGGCAGCTGTAAATATGAAAATAATAGGAGGA
TTTTAACCCAAAAATCATGCATTACTGCTTGATCTGAGTGTCTGTCAAAGAAATCTGCAT
AAATGAAATAAAATTTACATATTAACACACAAAAAAAAAA
>CL9840Contig1
TTTTTTTNTTAAAGTTTGAATGTTTTTAATAACTACCAGTTTGTTACAATTCACTTTTTT
CTCCTCTTGGACAAAAGAAATATATTTCAGAGGCAGTAAATGGTAAACATTAACATCCTC
AAACACATTGACAAACAGAATATTCAGTCTGGCTTGATTGCATATAAAAGGTTTAGGAAC
AAAGTGTCTCAGTTTGAGTCTTTACATAAATATGAACACTAAAAAAAAGACTACTTATTG
TTTTCTTGTATTTTCATGCTACCTGTAGAAATATTTGGGTTAAAATACTGCCACCGTTAC
CTCCCTAAAAGAAAAACTTTCAGAATACATATGAAGAAAAATACTGACTATAAAACACAA
TAAAACGATTCAAGCTAAGCTCTCAGCAAAGGAAGTACCTAGAGTCATTTTTCTGAATCT
TAGTTGTCACTATTATGTGTAGCTGCTTTGTTCTGCTGTGACACAACAAATCAAATCTAC
ACCCTTCCTATGAAGGAAATACTCCCAAAGCCAGGAAAAAGTGACTTCAAATATGCCCGG
CAGCCTTTTCTGCCCACAAAAATCTTCCCCTCTGAGCTGGAC
>CL9841Contig1
TTGTTAATGATTGAGGAACCGGGCTGATTGGGGGTTTCAAACACTCAGTCAACCTGACCA
ACTAGTACTAGTTTGGCCAGATATTTACCCCATGGCATCGGAAGTGATAGAAGGTGAAGC
GGTGTTGACGGGTTTGACTGATATTAATTTGAACAATAGCAGCCCAGATGTAGTCACACC
CAGCAGAAGTTCCGAAAACATGGACAATAGGGAGACGTCTAGCCCGTCATCTTCCGGAGT
GTCGGGAGATGACGAGGATTTAAACGAGTTACAGACAAGTGCAGCCTCTGTTGTCGAAAA
TGACAAAGAAGAGTCGGGAGAAAGTCCAACCAAAACAAAAGAAGTGTCCCAGAAACGGAC
GGGTAATGTGCAGATACAGCCGGCAGGAAGGATGGTCTCTACCCCAGTAACCCTTCACCA
GTCACCGTTAACACCTGAACCCACTGGAAGTCTTGAGCGTCAAGAGTCGGTCACCACAAC
AGAGGCCCGTTTAAGAATGGAAGGAGTTGAACTGAAGGAAGAGTGGCAAGATGAGGATTT
TCCACGGCCTCTCCCAGAGGAAGAGGAGCTGGAAGAGGAGCTTTTTGCGGGAGCCTCAGA
AGAAAGAGATCCTGGCTACACAGTGAAGCACGACAAGAAACCACGGAAAAGACTTTCTGC
TCCTACAATCAACCTTGCACTTGACCGCAGTGAAGGTTCCATCCTGTCCGATGAGCTGGA
CGAAAGCACAGAGCTGGACCTGGACGACATCGACACGCCGTCCGACAACAGC
>CL9842Contig1
CGGCACGAGGGATTGAGGTAAAATCGTAGAAAGGAAGTTTTTTCAAATAAACTCCCTGTG
GTTTAGAGAAAGACTAGAAACATCACGACGGTCCAGCGTTTCACCTGATAGTTCCACGGT
TTTCCGCTCTGCATCTCCGTGCACTGAAAGCCTGACGTTAAACACCTGGCGGTGAACGCA
GTGCCTTCTGGGAAAAGCTCCATGTCGATGCTCTGTCCGAGGTCGATGAGGACGATGCCG
TGGTCGCCGCTCTCTGGATCGAAGCACTTGTTCTCCAGGAACCTGAGGAACACAGAAGCT
GTCAGAGACGTTCTCTCCATCCGGCGGCGAAGGTTCTCCAGAGGACGGGTCAGCACCGTC
CGCCCAGCATGAAGTTGTCGGGCTTGATGTCGGCGTGAATGAGGCGGAGGCGGTGCAGCT
GCTCCACCGTGTGCAGGATGCAGGCGGCGAAGTACAGCACCAGAGGCGGCGGCATCCCCT
TTTCCCCCAGGCTTTTGTAGATGTTCACCGCGTTCTGCAGCCACAAACAGAATTTACATT
CTCCTTGCTTCAAAAGTCGGCAAAGATCTTTCCAGACAAACTCTGCAAAATAACTGAAAG
ATGTGTAGGGGTGTGACGATAACCGATGAGGTCATCACTGCGCTGATGAGGTCATCACTG
CGGTGATGAGGTCATCACTGCGGTGATGCACTTGTGTGATGCACTTTTTTTTTGGTGAAA
GTTCTGCATNT
>CL9843Contig1
TCGGCACGAGGGTTTCTTCTATGGAGTATACAGACATACTATATTTGATAAATATGAAAG
CAGATCTTTATTTAAAAATGTTAGCTTCTTCTCGGTCGTTTCTTTAACACCAAAGTTTTG
GCTCCAGTGTTGACATTCTTTCAGCTAGAGTAACTCTTCAACCGTTTACGCAATGTAATG
TAATTCCAGCAGATTCTGAAGCGGAGGAAGGCTTTGCGCCGATATGCAATTTTTATTTTA
GCAGTCGAGTTTTTACGCAGCCAACGTAAATCAGCTCAGTCTCTCATGCAGCTTTATGTT
CATAAAGTGTCGCACATAAAAAGCTGCTTTGCTCCGCGACAGAATCAGGTGATTCGCATA
AACACTGGAAGAGGTACGGTACGTCAACGACAGCTCCAGTGTCAGAAACTCAAAGTGCTG
ACAAACAAAGACGACGGCGAGCGGTGATCAGCACCTCATCCTTTAGATATCTGCCATGCT
CAGACCTTTATGTGATGTATGCAACAACAACAACAAAAAAAGAATATTTAATGGAAAAGT
TTGCTTTCAAACAACTGCTTTGTGCTTTCACTGCTATGACAGATTACTGTTAATCGTACC
GCTGGTCTTCTTTCGGTGCACGGGACTGGTGAGCCTCTGCCTCACACAGTTTGTTTTTTG
TTTTTTTTAAACTCAAACTCCTTTACTTGTCAGAAGTAACTGTGTATCTGCATCCAACCT



GTGATTATTATTCGTCCTTTGCGTTGTCATACACCTCCTTTAGATCTTCTGAACATGGCT
CTTACTATTGGTTCCCTTACCCTCCTCTCTTTGCTCACCAC
>CL9844Contig1
ACTAGTTTGTTGGCCACTGGGGATGGACTGGCTGTACCTGTGGCTGCTGCTGGGTCCTCT
GTGCAGCTGTCAAAACGAGTCCAGACCCAGACGATCCCGTATCAAACGTCGCCCACCGTC
CTCCCGCCACGTTAGCGTCACCGTCTGACGCTGAAGGGGAATCGGGAAGCTAACCATGCG
AAGAGAGGGCTCTGATCCCCCCACCCATGAGGTGGTGGGTCAAAGACACCCGGCGGTGTG
AGGACGGCAGCAGAACTGGTCCTGAAGGGACCAGTCTCCTGGAAAAGGAGAGGACTGCGG
TTTTGAAGTATTCAGGAGTTGGTTCTGAATCCTGTACCAGGAGAACACGTCTGATTGTTT
ACTATTTCATGGGGATTTTATTTTTGCTGAATGTAGACATAGGAGGGGCTTTGTGTTGAT
ATGATGCTGCAGATCAGCACCTTTATTTATCACCTTCCAGCATCAACAAATCCTTCACAA
GCTGCCGGAAATTCTGGATAAAAGTTTAGAAAACATCATCTGCTTAGAACTTACATTCAT
CCCTGTCCCGTCTTCGCTTGCCGAAATTTTTGTACCTTCATGGGGTGGGGGGTTCGTTCT
GCGACGAAGTAAGCAGCAGAAACGGTGACAAAGGACGGGAAGCTGAGGGTCCCGCCTGTC
TCAGAGGAGCGCTGGGGTGATTCTCTGAGACCCACACATCAACATTTAGACAGAAAACTC
TTCAAAGGGAGAATCTAAAGTGTTCTATTTTTGCATGTTGAGTGTAAACTGATTCTAAGA
AAAATGCGCCCGTGAGAGACCTCCAACAGGAACAGAAATGACGGACTTTCTCTGAATGTA
GAGATGAAGTCTGCTGCTGAAAGACGGATCGGTTCTAGATGAGCCGTCATTGCTCTTTTG
TGTGTTCATGATGCTTATTGTTGCCTTCCCCACAAGAGAAACTGAGCAGTGATAACGT
>CL9845Contig1
AGCTCCACCACGCCGTACATGGCGACGTTCAGGTATCGGCTCCCGGACATGTCGCCGGCC
CCCAGAGTCAGACCATAGTAGACCAAGCTGCACGCGTACCACACATACATGAGGACCACG
GTCCGCAGGCGGAGCACGGGATGGACGATGAGCTGCAGGACTCCAGAGCGCCTGTTGTCA
TGGTAACCAGCCTTACCAGCACTGACACGTTGCAGGACGAGGTTGTTGGCCTTGTTGGAG
TTCTTCTGAGCCATGTACCTCAGAACCTCTTCGGCTCGCTCCGTCTGGCCCTGGGAATAA
AGCCACCTAGGAGACTCTGGGAGCATAACTGACAGCAGGAAGAAGAGAACGCCCGAGGAG
TTTGCCGCCATGGCTAGCGTCCTCCACGGCCGGATGAAGTATCCCAGAGCGGCGAACAGT
GCTATCCCGACAGCGAATGACATGCTGGCCAGCGTCCCTGTCATGGCCCAGTACGACTTG
CCCACATATTCCTGGGTGAGAACAAAGCAGACGAGGCCGATGCCGCCGTTCATCAACCCC
ACCAGGAGACGGGAGGCGGCGAAGACCTCGTAACTGGGCGCCAAAGCGGTCACATAACCA
AAAACCACCTCAAGGAAGAGACCTGTCAGGTAGACGGGCTTCCTGCCGATCTTGTCAGAC
AGCGGTCCAAAAACCACATTCCCAACCAGAAGTCCAGCAAAAAACAGCGATCCAGCAAGC
CCGACCTTGTAAGCCTGCTGCTTGACGAGGAGCCATTCGGTCACTATGGAGTCCACATCT
TCTGTGAAGGTGGGGTGTTGGAGCTGCACCTGCTGGCTGGGCTGGGCGCTGTCCTTTGAC
TGGATTTGGTATTGTGGTGTAGATCCAATCAGAACGATGAGCATGGACTGACAGGCCATG
TAGAGCTGGGACAGGTTGAGGACAAACACGGCCCGTCTCTGGAAGGGTCCGAACTCGCCG
ACCGTTTGAAAAGCGCTCTCTAAATCCATTCCAGTCGGGGCACGACAGCGGCTNTCCGAG
CTAGCATAGCCACCGAAGGACC
>CL9846Contig1
TTTTTTTTTTGAGATTTAAAAATGTCAGATTTATTTAGTCTTCCCTACAGAAGAAAGTCT
TTAACAAAACCTCTAATGCACAACCTAATGAAACACAATTTAAGTGGTCTTAACAGAACA
AGAGGGGACACATGTGGTGGTATTTACATACAATTACAGATGGTGCATCTATCAAAATTC
GTGCTAGCTCCAAAAAAAGAAACCATATGATGCATCAAAGTGCTAGGCTGCAGAAAAACA
CTATTTAGTGTCTAAACTGAATACTGACAGCTGTGAAAAACTATGCAGGTATAGTCTGCT
ATGGTCAAATAAAGCATCAACACACTTCTCATTCTATACAAACACGGATAAGCACAGTCA
GGATACATTTGTCTGTTAAGTGTTTTGACAAACTTAAAGGTCTTCTTTGTAGCTCTATAG
CACTCTCTGGTGGTGAGTGATGATCAGACTGGTTTCTGGGCAGGATTTTTACAGTTTTCC
CTTTTTGGGATAATAAAACCATTGACTGTATATGAAAACTGGACAAAGTGACCCCTCCCC
TTTTGTGTTCCAGACAGGAAGTACCATCAGGTTCCAAGAAGCCAAAATCCCTTCTATTGA
GAAATAAACAGCCATTATTCA
>CL9847Contig1
TTTTTTTTTTGGATTTCTGGGTATTTATTTGAATCAAGAGAAAATAAAGAAAATACAGTT
GGAAAAAATTTATTTGTATGAGTGGATAGTTCCAACAGTCTTTTTTTGATAACGCTAATG
TTGGGTTGGTGCACTGTAAGCTAGAAAAAGAGCCTGTAAACAGAGAGCTCTCAGCAAGGT
GGAGGGGAAGGGGGGGTGGGGTTGGTTTCTGCTAACAGTCCAGCCCAAAACCAAGAGGCG
AATTTATAATGAACTACAGCCGGTCTGCAGAAACTATGTCCTGGAAAACGACACAGGTTT
TTAGATTTTTTGAAAAAACCCGGTAGAATCATAAAAAAAAGACCACTGGGAACGCTGTTA
GAATAGATCAAAGATAAGCGGAGTGGGACTTTAAAGACTTTAGAACTGTGATAAAAACAT
TTCATTTGCCAAATCATTTGCAAACAGCAAAAGAAGAAAACCAGCTGCAAGCTAAAGTGC
TAAAGTGCTCATTTTCCGAGCGTGTGCTGGATTCAATGGATGCTAGTTTCTCAAAGGTGC
TCCACTTCCT
>CL9848Contig1
GCACTGGTTGGCCATCGTAAACATATTTATGAAGGAAAACAGTCCATCAGGAAGCGTTTT
GAAAACAGTGTCAGCAGTTGATGCAGACATCGAACAAAATGGGCGGGTGACCTATTCACT



TTTACATACCAACATTAACTCAATGCCACTGTCCACTATGATAAATATCCGTTCAGAAAC
GGGAGAAATAATCAGCCTTCAGTCTTTTGACTATGAGAAGTTGAAAACGTTCCAGTTCAA
AGTTCAGGCCACAGACTCTGGTGTTCCTCCGCTCAGCAGCAATGTGACTGTGAACGTTTT
TGTTCTGGATGAAAATGACAACAGTCCCTCCATTCTTGCTCCTTACTCTGAGCACGGCTC
CGTTAACAGCGAGAACATCCCATATCCTGCTGAAGCGGGATACTTTGTGGCAAAGATCAG
GGCTGTGGACCCAGACTCTGGATACAATGCGCTGCTCTCTTATCACCTGTCTGAGCCCAA
AGGAAACAACCTGTTCAGGATTGGAACCAGCAGCGTCAGGACTAAGAGGAGAATGAGCGA
CAATGACCTGAAAAGTCACCCCTTGCTGGTGCTGGTTTCTGATAACGGGGAACCTTCTCT
GTCAGCTACTGTGTCTATTGAGGTGGTGGTGCTGGAAAGCACCGCTGACATGCAGACTCC
GTTCAGACACGTGCCTCTAAAGGAGGACAGCTTCTCGGATTTGAACCTGTACCTGCTGAT
CACCATAGTGTCGGTGTCCGTCATCTTTCTGCTGAGTCTCATCAGTCTAACGGCTGTCAG
ATGCCACAGGACAGACGGAAGTTTCAGCAGATACAGCGCTCCAATGATCACCACCCACCC
TGACGGGAGCTGGTCTTACTCGAAAGCTACTCAGCAGTACGACGTGTGTTTCAGTTCGGA
CACACTCAAGAGTGACGTGGTGGTTTTCCCCGCACCGTTTCCTCCTGTAGATGCAGAACT
GATCAGTATAAACGGAGCAGACACTTTTACCAGAACTCAGACTTTACCCAACTCAGACAA
GGTAAGATAAATTTCAAGGATTTTTAGCATTGAGACAACGAGTAAAAGCTC
>CL9849Contig1
ATTCGGCACGAGGGTTTTTAGAGTTTCTGTCACTGTTGGATTCACTGGTTGTGTGCATGT
GTTGTTGCAACCCGCCCCCTTTCCCCATGTTTCTTTGATGTATATAAACCCAGATGGTAG
GGGGCAGTGTGTACTGGGGGAGGTCAAACCCCTCCTCTCCCAATCAGCAGCATTCAGTCT
TCATTCCTCAGCTTCAGTCACATTCGGGTCCTGAAACGTGTCCTGCTTTTCCAAAAAACA
GGGTTGTTTACTTGGAGTTAATCAGAGGGACACGGGGACCCGAGTGACCTTTGTGTGTCC
ACATGTGTGTTTGCGTGTTCATTCTTATCTCTGTGAAGGACAATGCTTGATATGTTTGGT
TCTTTTCCATGGGTCGCAACATTTGTCATGCAAAAACTGAAACCGTTTCATAATGACTGA
CGAACCAACCGCAGCCCCACGTGGCGACCGACCGACCGTCTGGCGGGAAACGCCGTGGCA
ACGTTCTGTCAAACAGCATCTGTGTGTCGTTTCCTGGTCGGACTGAACGGTTGTCGTTGG
GGGCTGATGTAGACGCCCCCAGTCACACTGTGCTCTCCCTCTTCTGTTACCTGTTAATCA
ATCAGAACCAAGTGTCTTTGTGATGGTAGAAGACAATCAGTTTCAAAACAAGAATAAAGG
TTTAGAGGGCAGGCCAGTGGGGAGGAGGGGGAGGAGGAGCAACAAGAGGCTCTCTGGT
>CL9850Contig1
CTATTAAATATATATTTTTTCTAATTTCTCATTAAGGTTTAGGGTTTCTGAAATGGTAAA
ACTGTAGACATACATGGATGTTTCCAGCAGACATTTCAGTTGTAATCAAGCAAGTCACTC
ATTTCTATGCATTTAATAAAGCTTTAACTTTTAATGTTTCTTAGTGTTCTTTGCTTATTA
ATCACTGATGTGTCTTTGTATGTGGTTGAGTAAAACAGCGTCTACATCCAAAACTTTGCT
TACGTAATTGTGTCCCATGTCATTCTTTGAAGTTCGGCAGGCCTTAAGATGATATCTTGG
AAATGTGGACTGAAAGTATCGTTTTTCCACAGAACCAACAACAGAAGGCTCACTTACATC
TAGTGACAGTAATGAGTTACTATCACCAAAGATCAAGAGGACCCTTCATGGATGATAAAC
CTCAGTCTGTGTGTTTGAGGGCTAAGAAAAAAGCCTCACAGAGACATAAAAGTTGTGAGA
ATAGACTCAAGATGTGTAGTTTTGTTTCCTGATATGTGCTGTACTTGCTTGTCTAATTTA
TGCCGGATTTCCAATTTACTATCCAAGATGATATTAAAACCCCCACCACATATTAATATA
CCCTCTATTTCCTGGGTCATAATGTCAAAATAAGTTTTAAAGAATTGTTTTCCACTATTC
GGAAGGGGCACAGACTTTAACCCTTGTGCTATCCTGGGAGTTGGGTCATCTAGACCCACT
AGACAGTGCACTGAACCTTTTTTTTCAATGATTTGTGATATTCACTGTGCTTCAGAAACT
GTTTCTCCCTCTTGGCTTCAGAACCAATAACTAAAATTTCAGTTTTATCCTGGTTGAGCC
GCAGAAAATTATTTGCCATCCATAATTTCACATCTAAAATACAGTTAAAAAGTGCTTCTA
TTTCTAGTTCATACTAGGTCACGTTTAAGTGGTGGGCCTCTATCTTTTTTCTTCATTGTT
CATTTATGTTTTGGCCACAGCTATAGGTCTTAACTTTTTCTCCTTTTTGAAAAAGACTTG
GATTTTAAGTTATGTTGACTTATTTAATAACACTTGCAGTAAAATGGAAATGTAGGAGAC
ACCAACCTATTTTATTCCTGGGCATCTATATAATTTTTTTGTAATCATTCATCATAGTTT
TGGCAAGTTCTATGGTAAATATATTTTCTTCTTTTTGAATAAAACTTGCACGTTAATT
>CL9851Contig1
TTCTTTGGTCAGCTCCACAAAAACACTTTCATGACTGCAGACATGCAGACCGGAGCCCAC
AGCAGCTGCCGGGGCTCCACCCGTCTGCGGCCCCACCTTCTTTGTTTCATAACGCTGCAG
CTGCCTCAGATGGCGTGAGTCACAAAGAAGACGAACTCCATGTCCATGGCAGTCTGGGGA
ACGCTGGCTCCGCCTCCATGGATGACGGGGATCAGAGCGCTGTCCATCTCGTTCATGTAG
CGCTGGGGGAGGAGCCTGCCTCCGGAACCTGCCTGGTACTCCACCATGTCGGCCTGCGTG
GAGATCCGGAGCGAGAAGGAGTTGATGCCGCTGGAGGCCAGGACGGCGAGGTGAGGGGTC
AGCGTGCTGCAGGTGGCTAAGGCGATCTCCTTCTGGAAGGCGCTGCAGGCGGACAGCACG
GCGGCGAGGCTGCTGTCTGGAGCCTTCAGCTGGTAAAACACCTCTGTGCATCGGATGCTG
CGGCCGTTCAGCTCAAACTCTGCGTCCTGCTGCAGCCGCACGCTGTGGACGTCGTCCAGG
GCCCGCCCATCCACCCCGCTGCTCC
>CL9852Contig1
GTTTTTTTTTTTTTTTTTTCCACCTGACTTTTTTTTGGTATCCTGTAAACCTCCTTCAGG
TTTTTCCACGTTTCCAGCAGCCTGGCAGCCATGCTGCTTATGTCCAAAACATTATGTTGG



GGCTTTTGACTCCTTTCACTCTCCACATGGGGAAAGGCCTTCCTCTTCATCCTGAGAAGG
AGTTCCTACAGCTGAGGCTTCCACAGTTGTTGCAGTGACTTCAGGGGGCACGGTTGCCTC
TGTGGTCTTTGAGCTTGGAGACACATCAGTAGTAGATTCACCAGGGTGGGGATCAGTCTG
TGAAGGAGGAGGCGGTGGGGGTGGAGGAGGAGGGGGAGGAGGTTTATCTGCCTCTTGTAA
TTCTTCACACACCTCCAAAGTCTCTGAGGGCTGCTCAGCTGGGAGATCATCAGCACCTTC
TTGGCTGGACTGGCTTTCTGACACATTTGGCTGGTCTACTTCCAAATCGGGCTTTTCTGC
CAAAGTCAGATTTATCTGCTTCTCTGAACCATCCTGTTCATCACTAGGAACTTCCTGCTG
AGGGTCTCTCTGATCCTCAGCAGTGTCCTCCTTCATCTCAGAGTCTTCCATTTTCACATC
AGAATCAGATTTTGTTTCTACAGTCAGACTTTGAGGCTGCTGCTCGCTTGTTCCACTCAT
CTCCAGCTCTTCCTGCTTCCCGCTACCATTATCCGCCACAGACTCGAGTGTTGATTCTTT
TGTCGCGTCCGCAGCTTCAACCTTCAATTCCTTTCCTTCAGTTGGATCTCCTTGCATTGG
TTCATCTTCTTCCTCGTCTTCTTCATCCTCCTCCTCCTCCCCCGGCCATAAG
>CL9853Contig1
TNAAACCCGGGCATTATGGCCGGGAGAAAAACAACAAAAATGAAGCCCTGCAGTGTCCCT
TTTATGCCACTGTGTTATCTCAGTGGGTTTTGTTGTTGTTTTTAAAAAAAAAACTTATTT
CAACCAGTTACAATGATTTGAACCAATCTTCCATCCTCATCTGAAACGATCCCTTACCAG
CTTCCATGATTGTAGCCATATGAGAGGTTTCCCTGAAGGTTTACAGGACAACGGAGTTGC
CATATTTTCCAGCGGGTGAAGCAGATGTGCTGCAGTTGGGTGGAGGGTGTGGCTCCCACG
GTGGCAGAAGGGGATACTGCAGTGAAATGATTTGTATTTCCAGGTATCGCATACAGGAAA
CTGCTCTTCAATCCCAGTTTTCTATACAGTTAACTCCCTCAATAAGAACATAACAACCAC
CTTTTGAAAAAAGGAAAAAAAAACATGTTAGCAGTTTTAAACTATTGTTGGTGGCCAACA
ACGTTTTTTGCATTCCTGCAAATAAATTGTTTTATACTGTAAAATGGAGGTGAGTGTAAC
TTATTTTTGTAATAAAGTTTTTGATTTGCNNNNNAAAAAAAAAAAAAAAAAAAAAAACCC
TT
>CL9854Contig1
AATTCGGACGAGGCAACAACGAAGAAGAAGCTGAGGCTAATCCGCAGTTAGCATATCTAC
AGTAAACAGAAACCGATCGCTGACGGTGAGAGATGTCTGCAGACACGAAGATCGCAGAGC
TGCTAACGGAGCTCCATCAGCTCATCAAACAGACACAGGAGGAGCGGTCTCGCAGCGAAC
ACAACCTGCTCAACATACAGAAAACCCACGAGAGGATGCAGACAGAGAACAAAACTTCTC
CGTATTATCGCACCAAACTGAGGGGTTTGTACACCACAGCTAAAGCAGACGCCGAAGCCG
AGTGCAGCATCCTGCGTCACGCTCTGGACAAGATCGCAGAAATCAAGTCCCTGCAGGAGG
AGCGGAGGATCGCCGCGAAGTCTGCCAGGGTTCAGAGTGACAACGACCCCCCCAGGAAGA
CGATGCGGCGCGGCGTGCTCATGACCCTCCTGCAGCAGTCGGCCATGACGCTACCACTGT
GGATCGGGAAACCCGGAGAGAGCCCCCCTCCTCTATGCGGGGCCATCCCGGCCAGCAGCG
ACTACGTGGCCAAGCAGGGCGACAAGGTGGCGGCCAGAGTGAAGGTGGTGGACGGCGACG
AGCAGTGGATCCTG
>CL9855Contig1
TTAACCCGGGCATTATGGCCGGGGGTTTGAAATTAATGTCGTTTTGTTGTGGCCACAATG
TCCGGAGTGACAAACTTCGGGTTCTCTGGAAGTAATCAAGGAAACTCTGGAACAGTCGCA
TACCGGAAAAAGGAATGCAGCCCGTCCGCTTGGTTCTGGGACAGCCCCGACACTTTATCT
CAGCTGGAGCTGGTGCGGCAGTGGATCGGGAGGCACTACAAAAAGTATGTAGTGGTGGAT
GCCCCGTCCTGCCAGTCTCTGGCTGCACTCACCATGCAGCTTCTCCAATTTCAAGAGGAT
GCCTTTGGCAGACATGCTTCCAACCCAGCACTCACAAAACTTCCTGCACATTGCTTCGTG
GACTTGCGGCCGGGTGGTGGACTCAGTCACATTCTTGGCACTGCTTACAAGTTCAAGGTT
GAACAGGGCTGGCGAAGATTTGACCTGCAGAATCCATCAAGAACCGAGAGAAACATAGAG
ATGTTTGCTGTGATTGAAAAGACTCTTCTACAGAACAACTGCATATCCCTGCCGGTGGTG
TGTCTTGACTCTTCGCTGGATCCTGACCTGACTAGCAGACTATCTGCCATTATCCTCAGA
CATCAGGGTTCAATCACAGAAGACAGAGCAATGGCCAGTCATCATGTCTGCGCATCAGCT
GCTCCAATTGACGAAGATGAGTGGATGCGTCCTGTTATGCGACGAGACAATCACATTCAA
GTTCACTGGGGCATGCATCCTGACAGCTATGACCGTTGGCTGTCCTCAAGTGACGTTGAA
GGAGACGTTGAGGAGCTGCTACACATCCAAAGGCCTTGGAGGGAATCAAAGTCTGCTCAT
TCCAAAAAGAGGAGACGCTCACCATCGCCTCCTTTTCCTGAAGGCAAGAAGAAAGGAAAG
AAGGGGAAAAGACGTGGACAACATGAAGAAGAGCCAGAGGAGGATCTGACCAAAGATATG
GAGGACCCAACGCCAGTGCCTAACATGGAGGAAGTTGTACTACCC
>CL9856Contig1
TCGGCACGAGGCGGCTACCCNAAATGTGACTAAGCTTGTTGTCATCTCAACACAACAAAT
ACCGACACAAAATCGACGCANACTATGGAGGATGTTGAGCAGGAAGCAATAAATGAAGAA
CTAATCAAGTTTGCCATCCGGGAGAGCATTCAAGATGCCTACAAGTTGCCAAGCTCAGTA
GATAAAAACAGGAAAAAGCAGAACAGTGAAGCCTTTGTGAAAATAATAGAAGCTATTGAT
GAAGGTGATGTTGATGCGCTGCAGGCACTGTCATGCTGCGAGTCTACCTTCCAGGAGAGA
GATGGCAGGGGCTGGATGCCTCTGCATGCAGCAGCGGTGCAGCCACATCCAGAGGTGCTG
CAGGTTGTGCTGCAGGTACTGACATCGGCTGACTTCACGCTAGAGGAGCAGACGGTGGAT
GGAGACACGGCTCTGACACTGGCAGCTGAGGCCGACCGAGTGGCAAATGTGAAGATGCTG
CTGCAGCACGGAGCTTCGCCACACAACACCAATGGCAAAAATGAATCTCCACTGCTTCTC



GGTAGCTGAATATGGGGTTCCGTTTGTGCCAAAAATATGTTTTTGTGTCCACACCACACT
ACAAAAAACATACACCCTTAAGCTTCAGCACTGGTGGACATATATGGAGTCATTCACTGC
ATAGACAAATTTATTTGGGCTTTACCACAGATACAGCATTTTCAAAATAATTTTGAAAGA
ATGGCTTTTTTTAGGTCCCCACTCTGATCATCTTTTGATCTATTTTAAGAAGTGTTCCCA
CTGTTTTCTTTGTGTTTTTAGC
>CL9857Contig1
TAAAGTTTTATTTTCCCAGATGCTGGTGCCCTACAGCCACACCCCCCGGACCATCACACT
CCCACCGCCGTGTCTGTGATGTTCTGGTTGAATCTGGACCTTCTGTCCTGCTTCTGCCTC
CTGGGTGAGTCCTCTCCTGTATGTTGTCCTGTCCTCCTGAGGCGGTTCTGGTCCGTTCAG
GAACGTCTTTCACCATCTGATGGGTCAAATCTTTTCATCTCTTCCTGAAAACTCTGAAGA
CATTTTTTCTTGGACGCTTCTTCTGGTCTTGGTTTTGATAAACACGCGATTCCTGCTCAG
ATTTTTGAACTTTCTTCATAAATGATTTGAAAAATGTTTTTGTTTTAAATTCTGTAATGT
TGGTCTTACAGAGAGAAAGAGGAGAATTTAACTCCATCATTTTTGGGTCAAATAAAGCTC
ACAGAACAAACCTGCATTAATTAAACTTGATTCAGATTTAACCCACTTTGTTCTGAAAAA
TTAGATTTTTATCAATTATACTATAAGTAATCACTTTCAGAGTATATTTCGTGCTGCGAT
GTCCATCCCTTTTTTATGTGCAAAAATTAAGTGCACCGCCATTTTCTGTTAGTTAAAAAA
AAAAAAAAAAAA
>CL9858Contig1
ATTTTTTGAGAACAATTGTCTGTCAGCAGTGAAAACCTTANAATATAACAAAGAGCGCTG
TAGATGTGGCAATTACTTATGGCATGTATATGTAGTAGTCTTTCTCTCAGTGTGCATGTG
TTAACTGTGTCACCATGGCAACCAAAGTGGCACTGTCAAAGCTTGCAGCCGAGGAAGAGG
AGGGTGGTGGGGGGTGACCTTGGCTTTGACAAGTGCACACAGCTGCATCCATCTCCCTCT
TTCTGTCTCCATCCATCCATTCCTTTAGCCAGCAACCTCTACCCTCCCACCGCCACCGCC
GCCTCGGCCTGCTGGACAGGAAGAGAGCTGGAGCTTGTGCCATCCTCCTCAAAAACTGGA
CAAAAAGGCTTCTTCCACTTACTCCCACACAAGCTTGACTTTGTGTGAAATGAGATGCAA
AAAAAAGGTGTCCAACTGTCAGGCAGGAGGGTTACTGGGATCGGAAGCAGGAGGAGCAAG
TCCCGCCTTTGTCCTTCTCCAACTGAGGGGTGATGGTGTCAGGAACCTCTGACTGGAGCA
TGTCGTTCTCACTGGAAATAATGTGCTTCACCAAGCAGTTCGCTGCTTCATCAATGTTGA
TGTTCTCCTTGGCAAGACGTCTCAAACCATCCCACGAAGCCGTTCTCCTGGCAGAACTGG
TCCATCTTTATTCCGTTATTGGTCAGTACATCCTGACCTTGGTCACATTTGTTAGCCAGT
AGCACCGTAGNTACATGTTTCCCGTTGGAAAGAGTCACTTTGGAATCCAAGTCCTCCTTC
CACTTGGTGACAGCCTCAAAGGAGGCGGNCCGTGTCACATCGAACACGATGAACGCCCCC
ATGGCTTCGCGGTAATACACGCGGGTCATGTTACCAAACCGCTCNTGACNTGCGATGTCC
CACAGCTGCAGGCGCACCGTCTCNTGCTCCCAGTTGAGGACTTTGAGAGCGAAGTCCACC
CCGATGGTGGCTCGGTAGTTGGGGCTGAAGTTGTGGTGGACATACCGCTTGATGATGCTG
GTCTTACCCACCCC
>CL9859Contig1
AAGTGTGCGGGGATTCAGGGTGACCGACTCAAAGGCTCTGTTGGCTGCAAAGTTGATGAC
CTCTTGCTGTTTGGGAAAGGTGTACTCAGGACTGCAGTACGTGGTGTCCAAGTAGAGCGT
CTGGACCCGACAGCCGAGCAGCTCGGGGTAGGTCTCCATGGAGGGGTCAGCTCGAAAATC
CGCAGTGTGGAGGACCGTCTGTCCATCAGGCAAGAAGAACAGCAGCATGGCCGCCCCTGG
ACAGTGGTTGGCGTCCAGGAGGCAGATCCTGACTCCTTCTACGATGACCTCTGTGTTCAT
GGGGAGGATGTGAACATATTCCTCTGCTACCCTCAGTTTGCTCTTCACCAGGTTCCCCGT
GATTTTGTTGCAGTAAATAGGAAGTGCGGAGTTTCTGGTCAGTCCTCCATAATGATCCGA
GTGGAAATGTGTGAGGAAATATGCAGAAATGCCCTCAATCTCTCCGTACTGAAATGCATC
GATGGCAAACTTGGTGCCTGGAATCTTTTTATAGAATGGACAGCGAGGTAACTGCACTTC
TCCATCTGCATTAACTCTGCTCCAACCTCTTCTTCTCCACCCTTGAGCCCCTCCTCTCGC
TGCTTCTTGTTGCCCACCTGCTGAACTCAAATCCTGCTGGGCGTCACCGGGAGTTTTGGT
AATCCCTTTGCTTTGCCCGTTTCTCCTTGGTCCCCTCCCTCCCGTGTTCTCCCCAGCAGG
CAGAACAGAGGAGCTGGGTCCGCTCGCAGCCTCCTTCTCCTTCAGTGGTTTAAGGCCGAA
AAACAACCCGATGTCCATCTGCTTCAAACCAGAGGCCTGTCCCGCCGTTTTGGATCCCTT
CTGAGGCGGCATGTTTTGCTCTGGTTGAACGCCGGACTGACCCTGTGAGGACTGAAGAGT
TTCTCTCAGGTGCTCCAAAACAAGACTCTGTGGTGACTTCATCCAAGCACCAGAACGGCC
ACACGCTACTTCACTCACAGAGGGCGTGGCTCTGTTTGCA
>CL9860Contig1
GGCCAGGATTTTTAAATGAGTGAAAGTAAATCATGTCACCCAGAGAGCCATCGGTGAGAG
CAGGACTGAACACGGGGATGTTATTCTTATAGGCCCAGTAGTACACAGAGTCAGTATTAT
TGATCTCTTTGCCCAATCGATGGATCATTTTGGAGGGAGTCCAACGCACACCCTCTGTGT
TCTGCTCCAGCAGCATCTGGTCCAGAATGGGCATCAGCCAGTCTTCAAATTTACAGTAGT
TATCATTGGGAACCAGCAGATTCCCAATCCTGTTGATTCCTTTCAGCCGGAGTTCCTTCC
CAGACAAACTAAAATCTCCTAAATAGGTGTGAGCCAGACATTTAATCAAGTCCTCTTCAA
TTCCTCCAGCTGTGGTTACAATCGCATCCACCATTTTGTGCTCTACGAGGTACCGGATGC
TTTCTCTCACTCCAGAGCTGATCAGATTGGAGGTGTAACCCAGAAAGATAGTGCAGCCCG
AGTGTTGCTTTAACTCATCTCCATCGTCTGCTTCCATTGGCTCGAGGCGTTTCTCAATCA



TGTTGTTGATCTGTTGAATGGCCAAACTTAGGCTGCTGGCCTGAAAGCCTGTGGTGAGGT
AGGACTTCAGCACCGCCTGCAGATCGACTCCGTGGTTGAAGTCATAGCCTCGGATTTTTG
GCATGTCGTCAGGGAGGTCATCGCTGGGCTTCAAGACAGCCTCCATGGCTACAGAGGGGG
CGTGGTCTGACATTGTTCCTGTTATCAAAGAGAGACTAAGTTATAATGGGATTAGGGGCC
AGGTGACGGCAAATGCGCAGATGTAACATCCCCGGCCATAATGCCCGGGTTTAACG
>CL9861Contig1
TTTTTTTTTTCAGATTTCCATCACTTTATTGTTTCCCATGTTGTAGCAAAACAATAATTC
AACAGATTTTAATAAACAGGTTTTTAAAAATCCAAAGAACACAAAAAAACCCTGATCATG
TCACTCAGAAGCCATCAGATGACAAACATTTCCTAACATGGCAATGTTTTAGGCTAAATA
AAATGTATGTGTGATCCTTTGTTTTGGAGAATGCTGTATAAATCCCCCCAAAAGCAGTTT
TTCTAGGCGTGTTAGTAGAACTCAGGAAGGGAGTTGAGGTGTTTCATCCG
>CL9862Contig1
GTTATTTTAATAGGTTTTCAATTGACCTTGACATCAGAGTTCCCTTTGTGGCTCATCAGG
TTAAGAATCCGACTGGTATCTATGAGGATGAGGATTCCATTCCCTGGCCTCGCTCAGTGG
GTTAAAGATCCAGCCTTGCCATGAGCTGGGGCATAGGTCACAGACACAACTTGGATCTGG
TGTTGCTGTGGCTGTGGTGTAGGCCAGCGGCTATAGCGCCGATTCGACCCCTAGTCTGGG
AACCTCCATGTGCCGTGGATGTGGCCCAAAAAAAAAA
>CL9863Contig1
GGGAGGGCCGTGGGATTTGAACAACATGACGCGGAGCCTCACCATGGAGAGATTTAAACC
ATAATCCGGAACCCACCTCACACTTCAAAACGTCCCTGGTCATCATCATTGACATTTATT
CCACGCAGAGCAGCAGCACTGGAGGGATGGATGTGACCTCAAGTCCAGTAAACAAACAGG
CTCAGTCTAGAGCAGCCAGGACTTCATCCAATCAGAAGTCCAACAGAGAGACGTTGGTGC
AGAAAGACAAGCCTGCGCCGCGCAGCAAAGAAAATCCTGCCACTGCAAGGAACGAACCAA
GCCAGGGACCATGCAAGACTTTTCCTGATAAACCGGGGGAGAGGAAGCGAGGGCGATCCT
CCAAATTGACCAGACTGAGCGGGAGAACAAGTTCGGGGGAGAGAGCTCCCATGCCTCAGT
CCGGAGAGGATGCTGCACAGCGGAGGCCCGCTGTGGAGGAAAGAGACCTCACAGAGCAGC
AGCTGGGCCTCCGACAGGCGGAGGAGCGCCTCCTCAGAGACTACATCCACCGTCTAGTCA
AAGTAAAGAGCTGCTGAAGTTTCCTGCCACTCCCACATTTACAACCACAGCAGGGATGAA
CCGAGAAGGAACCTAATTCCAAGTTTGAGAACAAAAATAACAAAAAAAGATCAATTACAG
AGATTTCCTCACTATTTACCTCCTGCTGTGTTGTTTTCAACAA
>CL9864Contig1
AGAGAAAAAAAAAATCACATGAAATACATGAAACACACGTCAGTNGTTTGTGTTAATGCT
TCTTCTCCTTCAGCTTGTCTTTTATTTTCTGAGGCTCATCGTACTGTATCAAGCGCAAGA
TGTCCTTGTTGTCCATCACACCCTGAATAAATTCCCCCTCAGAGATTTTATCGTTTTCCT
TTTTCCCGAAAAACGCCCAGATTTTCTCGGCCCTCTTCTCCGGCGTGTTTTCGTCGTCGG
GCAGGTTCTTCTGGTCGTCGGCCGGGATCATGTTGAATATGGACCTAACGATCTCTTGAA
TTTCGTTTTTGCTAATGGTTCCGTTTCCGTCCACGTCATAAAGGGCGAAGGCCCACTCCA
GTTTCTGCAGAGTCTTTCCTCCGGAGGTGAGGTGCAGCGCCACGATGTACTCCTTAAAGT
CCAGGGTGCCGTCTGCATTGGTGTCGAAGCTCCTGAAGACGTGGCGTGCGTACGCCGAGG
GGTCTGCGCCCGGGAAGAAGCTGGCATAGATGCCTTCAAACTGCTCCTTGGTGATCTTCC
CGCTGGGACACTCCTTCAGGAAGGACTGGTACCAGGTGCAGAGCTCGGCCTCTGAGTATT
TGGTGTTGGACTTCAGCTCTTCCAGGAGCTCCTTCGACAAAGCGCTGCTCTTCGTGTTCC
CCATGTTGCTGAAAGAAAAGAAAAGCTTTGCCCTTCTTCCTCCTCTTCTGCGCTTGAGGG
CTAAACCTCTGCAGAGCGACCCTGCGCTGCTCTTCCCTCTGC
>CL9865Contig1
TTTTATCTAAAACTGTGGACAGAAANACAGAAATGTTTGAAAAAAGTAAAAAATGATACA
TGTGTTAGGTCTTGCTGGTCACGATGATTTACAACGCAAACTCTTTAACATCTGACTGAA
TCACATTTTTTACACCATTAAATCTGCTTTGAACAAACACTTTGAGGGCAAACTGATAAC
AAAACACACACACAGCCTCTGCAAATATCAAGTATTCAGTCACAGAGTATACGTTATCCA
CAGTGAAATACAAACTTCACCATTAGCAGAAGGTGAGTTCAGAAAACAACAATAACTTAT
CAAAAAAATCTCATTTCATAAACTGAAGGCAGAATAACAATTCTTTGTGCGGCCGCTCTA
CACATATTTACAGACAGTTGAATCCTTTGAACCTGAGACGGCATGAATGTAGACCATGAA
AAAGAAAAAGGCAGTCAGAAAATGATAAATAAAAATATCATGCTTTCACTTTTTGTACCC
AATACCTGGACATTAATGTTTACTTTGCAAATTTTTGATTCACTCAGAAATATAATTGTT
GCCTCCTGTGAAGCTATGTGGTGTAAAGGTTCAAATGGAACTAATTGAGTTTCCTAAACG
TCTTGCTGCAACACTTCATGTTTCCATTTGCAAAAGCTGACGGCAACCATGCTTGAAGAA
GAGCAAAAACCAAAGGGAACCATATTTATCTGTTGAGCCGCTGCTTGTTGCTTTCCAGG
>CL9866Contig1
GGCTTCTCTTGGGGTTTTATGCTCTTCTGGCTGTCAAGCTGTCACATGCTCTCTGACTTC
TTCTCAGGTCTCCTTCAATCTTCCTTTCCTCCCGTTCTGTTCTAACTCGTGACCTAAAAT
CTTCCAGAGACTTTGTCTCGTTTTCTTGTTTGGCTCGTATTTTCCGTCGATAGTGTTCAA
GCTCCTCAACAGCTTTCCTTTTCTTTACCTCCTCCATTCCGATACCTTCTCTGTCTGTCT
TTATATTTAGTGGAATTGGATCAATCCTGCCGGCTCCCCCCTTCCCGAGACCCTGCCCAG
CTTTGTAGCCCATCTTCTGAAGGAGAGCAAAGCCTTTGTTCTCGCTGCTTAAGGAGCTCT



GCAAAGCTACTTCTCGGCTTTCCTTCTCCTGCTCTTTGTAAGTCCTCTGTCGGTTTTTGA
TGTTCTTTTCTTTTTGTTGGACCTCTTTCTTCATTGCTTCTTTTACACTCCTCACCATGC
TGACGCCTGGTTTCACATCTTGAATTTTACTGAGAAACGCGTCAGACATGTAATCTTCCT
CTTCGTCCGACATTATATGGGTTTTATGGGATCAAACGCTCTGAAACAAAATAAATATCT
CAAAATTATGTTCAGCGGTAAATTCAACGACGCTGTGATGTTGTGTTCGCCCCCCGGCCA
TAATGNCCGGGTTAA
>CL9867Contig1
CAAAATTGAAGAGCTTAACCAGCACACTATGAAGTCAAATGTGCAGAAAATCCATGTGTA
CAATCTGAATATTAAACTACATTGTACAAGCAAATAGACAAAATAAAAGTCAGAAATGAT
TTATTAAAAAGAAGGGAATGTTTTAGTTAAAAAAAAAAAAAAAAAAATTTTTAATGAAAT
GTAGCTAAAAATTCTGAAAAAACTGAAATTACTTTTTTTTTTTTTTTACTTAAAGCTGTT
GTCTGAAAATGCTGTTAAACATTTATACAAACCATTTACTTCTGGATAATCCAACTTTTT
TCAATATGCAAGATTTATTATTTCTTTCAGGAAATCTAGATTTATTGTTGGAAAGGTATT
AAAGTTTCGCTTCTAACATTAACTTTTTCTGTTAAATTATACTCTCACAAATGTCTACAA
TGGTAAATGCTGATACTTCTTCCTTTTTTTTATAATGGAGAATGAAAATGGCTTAAAATG
GCAATATTTTGTTAAAATTAAAACCTATAGCTCTGAAACTAAGATATGCATTCTGTTTGT
TGCCTTTTCTAATGCTTAAATTACCATCCTAATGCAAATTCAGGCTGCATTTTATTCAAA
AAATACATACGTGACATTGTTATACTCAATATATTTAAAATCTAATATAATTCTATTATT
TATAAATTAATATTATTTAATTGAAATTACTTTACTTCTGCAGCTTTAGTGCTTTACAAC
TAAAAATCATTAACTGTTTTAACCCAATTAAATCAGGTGTTTTTATGTTTGAATTTTACA
GACTTTTGGCTCAATCAAACCAATGTATTTTTTATATTTTTGTGTGA
>CL9868Contig1
CAGTTCCCGGTGGGTCACTGCCATCGCTGCAGCCAAGCCATGTTCACCATCATCTACCCC
AAGCGGTTCCCCCTCCGGGACACCGCCCTGGCAGGCGTGCACCGCAGGTCGGAGCAAACA
AACCCTCTGCTGTGTTTTTTAAACACTCTCATCTCCCCGTTTGACCCCTTTCCTCTTCCT
CCAGGACGACCGTGAGCTTTGTGGCCTACTGCTGCTCCAGCCGCTGCCTCCAGAACTTTG
ACCTCCAGGGCTGACGGGTTCCCTGAACGGACCGCAGGAGATCTGAAATCCGCTCGGACT
CGCTACCCGAATCAAGCCTGCGAGAGCCCGATAACCCCATGTGTGTTTGCTGCGTACAAA
CTAAACGGCGAGCAGAGCGAGCGGCGTTCTGTCCCTAACCGAGCTGCTGAGGTAACACAG
GTGGGCCTTACTCCCAAAGCAAGCACTTTACCAGAAAACCTTTCTGTGGGACGTTGGAGA
CACTTTCTTACTGAGGCTTCTTGGAGCAAAGACATTTGATTGATGGAAGGAAACCTCTGG
AGATTCGACGAAGTCTGTTTTATATGGTGCATTCCCGACGTCCCAGCGTGGGACGTCCAG
ATGTGAAGCTCCTCCCGTTTCCCGGCAAAAGCTGCTTTAGCTCCGGCTGCTGACAGCCGG
AAACACCCGGGGAGGTCCAACCTCTCTGAGACCAGGTCTCCATGAACGTTTGCTTGTTGG
TGTTTCTTATACTCATGTTTGTTTGACAGTAAACATA
>CL9869Contig1
TGACCTTTTTATTTTTTCNATATTGTTGCAATTTCAACTTTGTCCCATACTTTGTATATT
TATATATCTTCATAGACATCTAAAATGGCACAAGCTGTTTTTTTCTTACCAGTGCTGATG
TGTAAACCGAGTAACAGGTCTCTTTTTTTCTGGTATTTACAGTCAAATGGAAGAAATGTA
CAAGATTGAACGGCATGACACTGATTCAACATTAAGTACAGATACAATTTGATCTTTCTG
TACAATCTAACATGTAACTACTCTTGCAGGATTTACAGATGAGTTCATGATCCAGTTCAT
CTTCTCCACATACACCATTCTCTTTATTTTTGACTCCCATCGCGTACCCTTGATTCCACG
ACTCACACCTTTCAAGCATGCTATCGCACTAAAGCTAATAGCTACAGACATCAGGACGCG
CCGCTCCTCGCTTTAGTGTCCCTTCAACAGACCCTCGGCACGATTCCCATCTCCCTCTGC
TACAAAATAAAAGCTTTCCAAACGTTCTCTGGTTTCCTTCCTCGGCACACATTCCATCTC
TCTATCTGCTGAACTCCTGTCCACACGCACACACTCACTTGAGCACAAAAACACGTATAA
AAAACAAGTCCATGAAAAATGCTGTCGTTTCCTGTGCCCCCCCCCCNNACACTTTTAGCT
GCAGGAGGAAAATGTTCCCCTTTGAAGTTGAATGCTTANACCCAGGAGTCAGGAAAGCCN
GGGTACTGCTCC
>CL9870Contig1
GCGTGGATCTGAGGGGAACTAAGCAGCAGACTTATTTAACCACGGACTGTACGCCGGACT
GGAGACTCACTGAAACGGTGTTTTAGCCAAAGTCCCGAAGCCACCGAGGTTTGGACCGTG
CGTAATTTGGAGAGCTGTTGGAACGCTGCGTCAGGATGCGCGTCTGTCCGCTGCTGGTTT
TCTGCTGTCTGCTGTGCGCTGGACGCCCTCAGAAGTTCTCCGCTCTCACGTTCCTGCGGG
TGGATCAGGATAAGGAGTGCAACATGGAATGCAGCGGGGCTCCCCGTAAGCCTCTGTGCG
CCTCCGACGGCAGGACCTTCACATCTCGCTGCGAGTTCCTCCGAGCCAAGTGCCGTGACC
CCCAGCTGGAGGTCATCCGAGGGCCGTGCAAAGATACATCCAGATGTGTTGCAGAGAAGA
AGTACACAGAGCAACAGGCCAAGAAGCTTTTCCCACAGGTCTTTGTGCCTGTGTGCAACC
CTGACGGCACATACAGCGAGGTTCAGTGCCATAGCTACACCGGTTACTGTTGGTGCGTCA
CCCCCAATGGGAGACCAGTCAGCGGCTCCGCGGTGGCCAATAAAAAGCCGAGATGTCAAG
GATCCAAACAAGAGAGAGCGACCACGAGAGAGCCGAGTAAAGCAGATGAGACCGGCCTGG
TGGCTGACCTGCAACCCTCTACAGATGATGAAGACATCACCTTGCAGTATCCCA
>CL9871Contig1
TATGGCCGGGGGCACAGTCACAGGTGATCCTCTGGAAAAGTCAGCTGGTGTGAGGTTTAC



AGCTGCTGTATTACTGAAATGCAGAGCAGAGTCAAACTCAGCGTCCTTTTACAGGGCCTG
ATTCTCTGTCTGTTAGCCCGGACAGGCGAGGCCTCGTCTCTGGGGTTCACAGTCCATGTT
GTGCCTCTGAATAGCAGTGGAGAGATGGTCCGGGCTCACTTCAGCGTCATCACTCCATCT
CCTTGTCCGGACCTTTCCAGCGTGTGTGCAGAGGAACCGAGCTGTCAGCCCCACCTCACT
TCAAACCCCTTCACAGGTAGCCTTCCTGCCCCGGGCTGGTGCGTCCGTCAGTGGCAGACC
ACCCTCCCCAGTGTTTATAAAAAGCAGCTCAGTCTTGGAACCACTCTGTTTAACGTCACA
ATAAACGCAGAGCCAAAAATCCGGTCAAGCAATGGGAAGCTCAACCAGCCGGCATACGTG
GCTCTCCTGCCCCCACTGAGGGCTCAAGAGAACTGTCCTCGGGACTTCCAGCTCTCAGTG
AAAGACCTGGATGGAGACAGGGTTCAATGCCGCTTTGCCAGAGAGGACAAGGGAGAATGT
TACAACTGCTCTCCGCACTCTTTTCTTGAGCTGGATGAGGCCAAATGTAAGTTGACT
>CL9872Contig1
TCGGCACGAGGCTTTCAGAGAGTTTTAAAAAACGGGAAGGGAAGAGTGGATCGTTTTCAC
AAGCATGACCTTTATCAAGTTTTTCGTTGAACTGCAGTGTACAGAAATCATCCTCATTTT
ACTTTTTGTTTAGATTTTAGTTTTTCTGCTGTTTTACTTGGAATTTAACGATTTGTTTTA
CCGATTCAATTCATGTCATATTTTATGGTTGAAGATACCATTCATGGTCGACATCTTTAG
CCAAAACTTCAACCAGTGTGACCCGGAAATAAATACCTGGGAACCAAACAATGCAGGGGA
AGCTTTCCAGATTCCTTGTAACACAAAATTAAATGTGTCTACNAACAAACAAGTATGAAA
GTCAAATCCTTTCACATTTTAGTTTCCTAAAGTTCAGCCCACTGTTGTTTTTCCACATCA
NAATAATCCAAAGGGAACATTATTAGAACATTCTAGCACACTGTATGGTCACACGTCTTT
GATAAGTGTTTCCACACATTAAACTGGAATGATGGCTTGATTCGTTTTTGCTGCCATCAC
ATGTGTGTTTTCCAATGTGATTGGGTACTTGGTGGTTTTTACGTTATAGTTAAATAAACC
TACCATATGTCAGTCTAAATGGTATTTTCCAAGATCATGATAATCAATTTATTTCATTTT
GAAACCATTTTATAAACTTCATNGGGTGTTTGGTTGTAGAATCAAATGGATGACCTCCAT
CTATGAAGAAAAAGAATGTGACGATAATCAAAAAACAGTGCTCTGTTATCAATTTCTTAA
CATTTGACTCTGTGAGGCTGCAGCTGAGGGTGGGTCCATCTGCAAACTGCTCTGGAAAGT
GTGTTTGCTCAGCATGTGAAGACAAACACCACGTGAGTGCAGGTTAACCGAGTTAACTCA
TGACAATGCAGATCGTTTGACGCGTGCACCGGTGTCATGGAGTTCATGCCAAACTAAATC
TGTCAGTCGGTGCTTTGATATATTTAAAGGAGAAACCCGTTGGGATTCTGCTCTTTCTTT
GCCACTGTGACTAAATGAACTGAAATGTGCTGTGCTCCTTGAAAAATCAGGTCATTTTGT
GTTGGTGTGATGTGTGTAGGAGCTGAGTCATCTCAGTGGTTCCTTCGGTGACCTAGTAAA
TATTCAAGGAGCTTCATTAGCAGGACTGCAAGATATTTTCCATTTCTACAAGTAATAAAA
GC
>CL9873Contig1
GGTTGTGTTTGTTTGTTTGTTTGTTTTCCCCTCNNGANAAAANAAAATGGGATGGTGCAT
TTGGGGACAGTAGAAATAATATANANNAAGGGGCGGGGGAGGATTTGATATGGCAGCTTG
AGGATACAAGTGCTGATGAAATAAGAACAAGCCACTGATCACAGAGTTCTGTTAAGCCAC
ACACTCACCTTTCCCCCTTTTGCTCGACCCCTTTGGACTGTCTGGGACTGTGAATTTGAG
GATTAGTGACTTGGAGAGAGCGTGGCAAAAACAAAAAGATATACAAAAAAAAAGTAAATC
CTAAGACTGAAAATATTTAAATGCCTGCTCCCTTGCATGTGAATGAAACAGGAAGTTGAA
ACAGAAATCTGTGTTGTAAAATGAAAAGAATTGCATTACAGCAGGCCAATTCCACGAGCT
TCCTGAAGCTGTTCCTGCAGCTGTCTCTTTGTGGGTGCTATACAAAAGCTTGTGTATTGG
GCTGATCATCCAGTCTATTTTGCTTTTTGTTCTTATTTTCGTTTTCCTCTCATTTTTGCA
TGTTAAATATCACATCAGATGCATGTCTATTTATTTTAAAATCACAAACATTTCCCTTTT
TCAGTCTGTCTGATTCAATGCTTCCCTGTAACAAATGAGACCTTTAATCTCTGAGCTTTA
ATGTCTGTCAGTCTTGGTTGTTGACAACCTGTGAAATAAGCAGAGGTTAGAGTTTAAAGG
TCAAAAGCTATTAGTTCTTCACTTCT
>CL9874Contig1
CGGCACGAGGCATATTTTTACCACATTTATTCTCTTATATTCATTTGTTTTTCTTTCATG
GTGGTTCTAATACTAAATTGTAGTTTATGACTTGATTAATAAATGTCCTGAAAAAATAAT
TAGGATCATCCACATGTTAGAAAAGCTTGAAGAGCAAGAACGGTGATTCTGACCAACAGA
ATGACTGAGTTACAAACTGTTTATTTCTCTGCCATTTTGGCTTCTGGGAGCCAGCAAGTA
CTTCCTGTTTGGAGCGCCAGAAGGGGAAGGGTGACTCAGTCCATGTCTCTGATACAGTCA
ATGAGCAGCATTTTTAGAAAATCTGGTTTCTGTCAGGTATGCTCTTTGTGGTTCCTTCTT
TGACCCCTAGTGCTTCGTTGAGCGGGTTCCAAGCGACTTTTCTCCGCTTGTTCGGCGCAG
CTATCTGACAGGGAAAGCTCAGACGTCAGTGTGGGCAGATCTGACCCCGGAATTTAACCA
CGCGTTAGCCGTCAGTATTATTTCAGTGTCTCCTCTTGTGTTTCGGCGTGTTTGTAATGA
ATGTTTTCATCCATGGCAGTATTAACCCCCCCTGACCTTCAACCACATGGGTTTGTCTGT
GTACTTATAGAGAACTTTTATATTTATGTGTCTTATTTTTTATATTTCTTTGTGCTTATT
TATTACACCACGTAGTGTACAATACTGTCGTCTGTTTTAATGCCATAATATATTTTAGTA
TGAAGGAAAAAAAAGAATCGACTCCCAGACTCCGGCGTTCTGAAGTGATTTCCGAACAAA
TGAGACGATTTTCTTCAGGGAAAAAGTCAGAAGCTCACCTGAAAAGCGGAGGAATTTGAT
CCTGTGACCTAAGCTCTACTGTCACGTTAGTTTTCTGGCCCCTCCCCCCTAAATATGAAG
CTACTGAACTGTGGAAAAGGACCCATCTGTCCAAAAGCATGAGTGTGTGCCGTCGTATTG
AAAGATGACCCGTGACTCTGTCCTCTCTGCCAAGCCAAAACCATGCTGCCCTTCTGTTCC



TGTTTTGATTTGTGCCAACGTTATGCCACGCCCACTTTTATATGCCCCACCCCCTTTAAC
ACCCTCAACTTTTTTTATAGTAATTGTTTTTGTTCATTTTTTTTANACTTCCCATCTCAC
AANAA
>CL9875Contig1
TTCGGCACGAGGCTTTGTNGTGGCGTAGGCATGTCGGTGTGTGTTTTTAAGCTACTTTTT
GAACAGTTTATTCAATTCTTCGTAAACTTGAGAAACATGCCAAAGATCTGTTTACGTGAC
AAGTGAACGGTTAGTTCTCTACAGTATCGGTTTCTGAAATTAGCTTCTCTGTAGAAAAGC
GCGCGCGCGAATAAGTTAGTTCGCTCCATCCATGCTTGCCTCGTTAACAATAACATTAAC
ATCCTGCAGTAATTGCAACGACAACAATCGTGTTTAGTTAGTCGAAAACTTAACAACTCT
TCGAGGAGTGTGGAGTTGATTAGGCAAAACTTTTGTAAACAGTTTTAGGTTTATCTGCCT
TTCGCGGCAGTTTCTTTCACGTTTTTTCCCGGTGTCCGTTGCGTTGCGATGAGGAAGAGC
AGAAGAAACGAGGAAGCTCCGCGGCAGAATGGCTCAGCAGACTTTGAGACCAACCCGGTC
GGTCTGCAGGACGGACACGACGACAACGATACGGGCCGCAGGAGGGAGATCCGGAGCAAA
TACCGGGACCTCATCAACACCGTGCAGCAAAACAGGGAGGACATGCTGAGTCC
>CL9876Contig1
TCATTTGCAGGACCTGTCAGCTTTCATTTTGCTCCTCCTGTCAAGCAAAGCTTCATGAAA
CTTTCCATCCAGTCTGGCTCTCTTTAACGTGGAGGCATCTTCCTCGTTCACCCTGAGCCG
GCGGTCTTGAAAACTCTGAAACTTTTTCACATAATTGACCTCGCAGGATTTAACATTCCC
CCGATCTTCATCTGCAATGTCATCCTTCCGCTTGACCTGTCGTTCCGTGTTGGATCGGAT
CTTCAGCATCTCGCCGTCCCCTGCCGTCTTACTGTTGGCTTCAATGTCTCCACTTTCACT
GTAGGAAATGAAACAGCTATTTGCTGCCAGGAGAGCCATTTTGCCATTCTCGAAGACTGG
TTCCCACTGTTCCCTGGAGCCGATGGCATCAGAGCGCCCAATCACCAACCCCTCAGAGTT
GATGCCCAGGAACTTTCCATATCCAGATTTCAAAGCTATCCGCGAGTCGGAGAGCTTGAC
TGCTGTGAACTGTTCTGGTGGATCTGGTCCTTCATCCTCGTTGTGCGGTGCTCCAACTGT
GAAGAGTCCAGTATCAAGGGCATGTATATACGAGTTGTTGTGCATCTCTATGGCAACTGT
TCCTGTAATTTCTCCAAAGCAACTGACAACCCACCAACCAGCAACAATATCAGGCTTTTC
ATCCTGATCTCCAGCTTTTTTCTTCTTATCTTTGTTCTTCTTCTTTTTCCCTTTGTTGGA
ACCTTTGAAAACCAGTTTGGTAGATTTTACGCGTGCGTATTCGGCCATATCGTTAGCTTT
TGGGAGTGACAAGTTAGCATAAAACTACCAAACACAATTTCCTCAGTACGGAAGCCCCC
>CL9877Contig1
CGGCACGAGGCAAAAATGCTGTACTTTTGTTTACAGCTACAAAGTATTTACACAAAACAA
ACAAAAACCCAGGTGTTATACCACCTGCTGGTAAGAATTTCTTATCACGGCATCACCTGT
TTTTATCCATTAGTCTATTTGAAATTCGCTGAGGAAGAAGCTCCTAGTAAGAGTTTCTAC
CGCGTTCATACCTCATTGCACCTGCACCAGCTGGCTAGGGGGTGGATTATTTTATTATAT
ATTTTTTAACCTTTTTTCAACCATAAAAGTTAAGAGTTTCATTCAGAAATGCCCAAAAAG
TAGGAGTTGTGTAGCTTCACAGCGGACAGAAATAAACCAGCTGTCATACCCGTCTAAGAT
AATACACAACCACAGGTGTAACCATGCGGTGAGGAAGGGGGGCTGGGGGTCATACTTCAA
GCCAACGTACTCTGAGACAGAAATCAGCTGAGCTGAATAGAAGAAATGTAGGTCTGTGCT
ACAATGGTAACACCGCACAAATTTAAAGTCAACTTAAGGTGACCTGGGCTCCCTGGGGAC
TCCTGGAGAAACGGGTTTTAGACATCCTGAAGTGAGGGGGGCTTCAATCTGCTTTGTTCA
TTCTGTAGAGAATTATGTAATTAATGGTTATCAATGATGATTTTTTTTAAT
>CL9878Contig1
GTGGNAAAGCAGANAGGATGCTGGGATTTTCCTGCTCCTGAGTACCACAGGACATTACTC
GCTGTTCCCGCTGCTCTTCACCCCCACAGAGCTGCCAATCAAAGTGTGTCTGATGCTGAT
GTTCTCCCTGTTCTCCTTCTCCGCTCTCAGGAAGCTGCACAGTGCTGATGGATCCCTGCT
GCACCCCTTGGAGGTCGTGTATCTGCTGGGCTTGGGAATGGTGGCACTGTTCTCAGAGGT
GCTATTCCCTCTGTCACCATGGAAACAGAGACTGCCCTTCTTGCCCCTGCTGGCCACTTC
GGTGTACTGCTCAGTAGGCGTGTCCTACTCCTTCCTGCGGATGTATGCCACTTTGCTGCG
CTCGGACAGCAAACCCAAACAGCATTAAGGCAGCACGCGGCGTCCTGCACACTCGCATCA
TCACGCCGCTCTACCTGCTACCGATGCACGAGGAAAAACGCCAAAGAGGGTCGGTGACGG
AGGAGGACGTCCATCTGGCACTTTTCTTGTTTAGCTTAAAAGATTCGGTTTCTCAAACCT
GCTGAAGCCCGATTATTTTCTGGAGAAATGGATGAAAGACTGTTTTGGAAATTAGGATCG
AAGCAAACTAGAGGAAGAAAGGACTTGTCTCTATAGAGAATACACAGACCAAAGCACAAC
ACAATAAGTCTACACTATAAGTCCTTTTTTCAACATGGAGGCATAAATGGGACGTTGTTA
CTAAATTAAATGATGCA
>CL9879Contig1
ACCATCCCACTCAGGATGGAGATCAGAACAGAGGAGTGGATTGATGGTGGAGACCTCAAC
TGCAGGGTGAAACTAAGAGCCAGAGTCACTAAGGGCAGGAGAGGAACTGTTACAAGGAAG
AGGCTGGCACTGGAGCTGCTGGCTTTGGCCCACATGGTCAGCACAGCCTGAGCGCTGTTG
CAGATGGCAGGAAGCAGCAGCCGCTCACCCAGCGACCTGGAGTAAGGTTTGAGAGCCACA
AGGTTCAGAGCATGGAGGAGGTTCAGGAATAAGAGAGAAACCAGAACCTGCGCAAAGGAG
AGAGCTACAGGATATGGAAAGTGGTACTGTGGGATAAAGATGCCCGCAACAAAGTTTCTT
AGTCGGTCAGCCAGGCCATAGATCAGCACAACCACCAGGCACAACCTGGGAATCAGGGGC
TTGAGCGCATGGTTTGAAGACAAGCTCTTGACCACTGAAACGCACCACTCTGTCCTCCAT



CTGCCTGAGCTTTTCCCAGGAAGACATGGTCTCATTCTGTGTAGAGTTTGCTGCTTGGGT
TGCAGGCGTCAGTGATCATAACTCCACAAAAGCTCCTTTATTCACCTTCAAATAGTGTTT
ACAATGAGAAAAAGCATTAAAAACATTTAGGTAATATTGGTAATCCTTGTCCGTGACATC
GTCTGTGTGTGTCTCCAGCGGCTGTTGTGTTCCCC
>CL9880Contig1
ATTCGGCACGAGGGTTCTGACTCGGTTCGTTTCTGGCCAAAGGACGAACATCTGCAGCTC
TCACTGAGAACAAACGAGAGTCTCCGTTAGCTTCTTCTGGATTATCCGAGGTGTCACGTC
ACCTGGAAGGATGAGCGTGGGGTTCATCGGAGCGGGACAGCTGGCGCATGCGCTGGTGAA
GGGCTTCACTGCAGCAGGTGTGATTGCTGCTCACAGGATCACCGCCAGCGCTCCGGACAC
TGACCTGCCCACCGTCAGCAGCCTCAGGAAAATGGGGGTGAGTCTGACGACCAGCAACAA
AGAGACGGTCAACAAGAGCGACGTGCTGTTTCTGGCTGTGAAACCCCACATCATCCCCTT
TGTTCTGGACGAGATTGGACCGGACATCGAGGACCGCCACCTCATAGTCTCTTGTGCTGC
GGGTGTAACCATCAGCTCCATAGAGAAGAAGCTGCTTCAGCACCGCCCAGCTCCTCGAGT
GATGAGGTGCATGACCAACACCCCTGTGGTGGTGAGGGAGGGCGCCACGGTGTACGCCAC
AGGGACGCATGCCGAGGTGGAGGACGGCCGGCTGCTGGAGCAGCTGATGGCCAGCGTTGG
TTTCTGCACGGAGGTGGAGGAGGACCTGATCGACGCCGTCACCGGTCTGAGTGGCAGCGG
CCCCGCCTACGCGTTCACGGCGCTCGACGCTCTGGCGGAT
>CL9881Contig1
CTGTTTTTTTTTCTAAGGCACAGTGGTTCTCAGGTGAGTTAAAGAAAGCATCTTGGTACA
TTCTCTCAGTACAGCAGATTCTAAATAGTGTCATCACTGCTACAAAAAAGACAGCTTTGT
CTTTGGCCACTCTCAGTAGGATTGTAACATTAAATGTCATCAGGACATTAGATAGAAAGG
AAAAGTTTGGAAAGTCTGATAAAAAAGAATTTGACTTCAGAAACCGAAAACGTTCCTCTA
AAAAGGCAGGAATGTTGCAACAGCTATTCCCTCGCCACGCTGCAGCTCCCAAATCCCTGA
AGACCAGCTAGTGTGCACATCTGGCTCTTGGCCACGTGCCCGTGCCCATGCTGTCAACAG
GCAGTCTGGGATTTGGCTCCTGCAGACGCTCTTTGTGTATCCTCTGCCTGCGGCCTTCGA
GCCCCTGAGTCAGATTGGTGACATCGGCCAGCTCTGGCCTCTGCGACAGGGCGGTCACCA
TGTGTTCCAGTTTGGAGCGGATGGCAGAGTAGCGGTACCGGCGCTCTTTGGTCAGCTCCA
GGAAGCAGTCCTTTAAAGTGGTGTCTGGAGCNTGCCTGGGTGGCCGAGACCGGCCCGGAG
GAGGTGTCCTGGACCGGTGCTGTGCTCGCTGACGTCTGCTGCGTGAGCTGCAGGTCAGTC
TGGGTGTCGCTGTCGGTCACTGACTGGCTGGTCTGCGTCGAGGCGTGGCAAGAGATCCCC
TCGTTTCCGGAGAGCAGATCTGCAGGGCAATGCAGCGTCGTGCAGCCAGCAAGGATCTTC
TCCTGCATCTGCTGCTGCTNCAAGTCTCCATCCATA
>CL9882Contig1
GCACGAGGGGAAATAAAGAAGAAAGCAGTCCAAGGAAAGAAAAGGCAACGAAGATTAAAC
ACTGCAAACTGTGCAAATTAAAAGCCCTCTTTAAGAAAGTGGGGTCTCGTCTGCAGAGGA
ACAATCTATTCTAAATTTTCCTTGTTGCAGCATAATTGCACTGAAGGCTGTGGGAAGCTT
CAAGTGTACAGAATGCTGTCTGTATTTTTAAGCTATTTCGACTGCTGCACTTCAAATACA
CAAAACAGTTAAAAAACAAGATAACATGGCAGAACACACAGTTGTTCAGGTATTTGGTAG
TCATGTTGTAAGTCTGTGCAAATAAAGGAACATTTTTTTCATTTGTCAAACAAGACTGAC
AGAAAATATGCTTATGCATTTCTGAGGATTGGTATCTAAACAAGCAGCCAGAAAGACAAA
GCAGTGGCAGACTGACTCACTTCCTGTCCTGTGGTCAAAATTCAGCACAAAGATTGTTTG
TCACTACTGTACTAAGCAGGGAACCATCTATATGTTACTGTCTGCTCGTGCTTGCACACA
GCAAAAACAATATGGCAGCAAGGCCTGAAGTGAGATTTCAGTGTCTCATCTTGTCATCAT
TCAACATGACCCTTTCAGGATGGAACAGAGACCCCCACTGGGAGTCCAATGTCATCGTAC
CCATTCCACCCCTTTGCCCTATCTCTGACCAACACACAACGTCCCCACCCTGGAGCGCTG
ACAAACCAGGCAAGGATTTTGTAGCTAAGTTTTTTTTGTGTTTCCTGGACATCTACAGGT
TGTCATGCTGTTACTTAAAGCCCAAAC
>CL9883Contig1
GCCTCGTGCCGATTCGGCACGAGGCTCTGAGGACCCTACGGGGCTGTCGGGTCCAAAAGT
GTTCATTTACACTGCCCCCCATCCCCCGCTCTCGGCTGTTACCGTGTGACCCTGCCTTTT
CTCACCGCCCCCGCCCCCCTCCCCATGACAATCTAAGGTGCCAGCGTTCACCTGAGCCTC
ACCTCTAAACCGGAACCAGCTTTCCACGGCCCACCCGCCACGAACAGAAGCTGTGAAGAA
GACGTCTGCCCGCCAACATGTACATGCGTGCAGCGCGCCATCGCTCCCGCCTCCACTCCA
CGCCGGACGGTCGCGGGTGCAAACCCTCCCTGGAGAGATTCAGATTGTCGTCTATTTTGA
TACCAGAGGAGATGTTTATTTTTGTAACAGAGATCCTGCAGCACAGACTGACCCCCCCCC
AACCCACCCCGCCTGCAGGACTCCGGGCGTTTTTGAGGATCCAGCAGCGTGATTACCAAT
CATTCGTGTAGATGAGGAGAAGCACTGGAGGCGGGATGAAAGGATGAAGATCGGCCAAAG
CTTTGTGTTTCCTCTGCATACTGAAACCCATGGTGGTTCTGGAGGAACCCTTCTCTCCTC
CTCCTCCTCCTGAGCTTCCTCTGTCCTCCTGACAGAAGCTTCTCATTGCCTCCTGTGTTG
TAACAAAAGGTCCAAACTCGGATGATGAAGGTGCTCGGATGACGCATTTGTACGTTTTAT
TGTTGTTTTAATAAAG
>CL9884Contig1
GAAATTAGTTTAATTGTTATTTGCATGAGTAAAATATAAAACATGAAGAAAGCAAACATG
CAAAATGAAATCAAAATTCTCTATTAAGACTTCAGTTTGTTGAAACACTCCAGAAAAACC



TCAGATACACCATGTTTGCTCATGTTAGCACCTAATAACACCATCATTTTAAATAATTAA
AATAATTTGACAAACAAAAATGACATTGACAAAGTATAAAACTCTGTTTTATTGAAATTA
TAACAATTAATGCAGACCATAATTATACCAAGTTAAATATATTGCATAAATCACTTCTAA
ATATTAAAACAAAAAAGAAGAACCTTTCAGTCAGTGAAATTCACAAAACCTTTGGTTCAT
TGTTGGTCTTTAAAGCTGGTGTCCTGGAACAGAATGTACAGACGGCGCACCATAAGCCGT
GTCTAACTGTGATGGAAGCATTTTTTTTTCTCCCTACATGCATTCCTAGAAGGATTTTAT
TATTTCCATAGGAAACATGCAGCAAGGTGGTATTCCTCTAAAATGCACAAGCAGCTGTTT
GATCAGAGGGCCACGTTCTCCTGTGTGCTTCATCCCCAACAACTGTTCCACTTAGTTATT
TCTCTTTTAGAGAACTGCAGATTTAACCTCCATTTACTGAAATGTCTATTTGGTCTTCCG
CAGGTTCCACCAGCCGGTTATATGAAAATGCCAGCATTATTGTCAACATTACCAGTAGTA
CCACCATCACTCCCATCATTACATACATATTGTCGGTCAGCCCACCAGCCCACAGCGGGC
CCAGGATGGTGGCCAAACCCCCCACTGAGCGACGGACCCCCTGACTGAAACCTTGAGTTT
TCTCAGAGGTAATTTTGGAGAAGAGGGACACCTGAGCCACAGCAACAAACGGTAGACCCA
AAACCTGCAGAAACACTCCGATGATGAACTCG
>CL9885Contig1
CAAGGATGATGGACAGGGTACGGATAGAGACACTCAAACTGGTCTGGCGGGAAAAGGATG
CATCTTTTGTAGCCTTTGATCTGTGCAAAGAAGTTCTGCTGCTCGTCATAATGTGCTGGA
GTTACATTTCCCTCCATGCCTACAAGCAGCAGGTTGGATGTCAGCTGGCCCCAGTTCCTC
TTGGCTTGCTGTTTGTTGATCCAGTTCCAGTTGAAACCAAGAAAGTCAACGACTATCTTT
TTTCCTACTGTGTCATTCAAAGTTTGCTGTAAATAGACCCTGCTCTCTCCTCCTGTTTCC
TCCGTTTGATGCATTTTATCTACAAATTCAGAAAATTTCATTTCCATTCGCTGGGACTTG
GGGACAAAGTTCTCAAAATTGGGCATTTTCTTCTCATCATAGTAAAGGAATTTGTGGTTT
TCTGACATGTAAACAGAGAAGTCTCCATTTCCAATGTTCTCCAGGAGGTACGGGATGTCC
CACTTGAGAGCTGGATACACAAGGTTTGTGTCTGTTAAAACCACCGGTTCCTCGTTGTTT
ATTAGCATCTCAGCCCTGGGGTCCGTGTGAGAGAGTCTGGGAATGGGCTTAGTGGGGAAA
GAGTATTTTCGGAGCTGAGATTCATCCCAGCCCCTGGTCTGAACGCCAGAAAAGGCGGCA
CCTCCTTCGCTCGTCGCCGGATCAGCCTCCACAACAGTCGCCGCTGCCATAGTCGTCGAT
GAGCGTTTTTTTTTGAGATGCTCCCTCCGTCCTGCTCACAGCCCAAATGGCCTCTCTACT
TACACTGCTGGGTTTTAAACTAAGAAAGTTGCACTTAAGCTAGCCTTCTCGTGCACCGTT
ATTACTTATTAAAACGCATTTTCGTGAGCTCACCGCCAGCAGTGTCTCACCACAGCTCGG
TTCCGTGTGTCGCTGTTTACACGTTGTCCCCGGCCATAAGGCCCGGGTTAAACGGCG
>CL9886Contig1
CGCCATCAGAACCGTTCACAGTAGTTCAGCTGTAGTTATATAAGCTCAAACACACTTTGC
ACAACTCAAGATGGAGTAGCAAACACTAACAATGAGGTTGTTTTTTTGTTTTTTTTGGGG
TGGTTTAAAGAGAAAAAACTGCTCTTTATTGTCATGCTGTATAAGTTAAATGTTTCTCCT
TTTCTCGCTCATTTCTAGATGTAAATGCCAAAGTTGTATGCGACAAGTGTAACATTACTG
TTGTAGATTTCTTTTGGTGATTTATGAAATGTGAGGATGATGACGGGTCATGTGAAGAAG
TGTGAACATTTGACCAGAGGTGCTGTATTGAATGTATTAGCTGATGTGCAAATTTGCACT
GCAGCTCTGATGGTTGTAAAAGTGCACAAGCTTTGGTATAGAAAATGTACAAATGTACAC
TACTCCTAAAATCCTCATCTGACAAGAGTTTTTTTGTTTTGTTTTGTTTCTTTAATTTGT
GCTGTAAATTTCCAATATTTTTTTTTATCTTAGTCACTTTAGGCATACAGTGTTTAGATA
ATAAGGAACAACAATGAAGCAGAAGTGAGTATTTTTTCCATTCATTTTTCATTTGACATT
TCCTTTTATGTCTTGTGTTTGGTAGAAAAAGTTCCTCATCTCTTATTAAAAATTAGATTG
CGGCAAAAATGGTTTTTGATGAGTCTGTCCAATGAGTGAGGTAAAGTATAAATAGCAAAC
CCACCTTTTTAGTTTTGGTGCCACAAATGAGAGCTATTAAAAGTGATACCAGAATTCTTT
AGTTTGTTTATATTTCTTTCCTCATTTACTGGTAGTTTTTGATCTGGGAATATTGTAGAC
ATGTTAAATTTGTTAAGTTTTTCCATAGTTGCTTTGTGCTTCTGGAAAAATGAGTCATTA
ATTGTATTGAAATGGAGACACAAAAAAAAAATAAACCTGTAAATTTCAAAAAAAAAA
>CL9887Contig1
CGAGGTGTCGGTATCCTGGGACACTTCAGCAAGACGATGCTCCTCTTCTTCATCCCTCAA
GTGATCAACTTTGTCTATTCCTTGCCTCAGCTTTTTCATATTATCCCTTGCCCCAGACAT
CGGCTCCCCAGACTGAATCCAGAAACAGGAAAACTGGGAATGAGCTATTCAAAATTTAAA
CAGAAAGATCTCTCCNAGCTGGGAAACCTAATTTTAAAGGTAGCAGAGTTATTAAAGCTG
CTGGAGGTGCGACGGGGGCAGGAGGGAGATGATTTTATTGAGTGCAACAACATGACTTTA
ATAAATCTAGTGATAAAGATCCTGGGACCCGTCCATGAGAGAAACCTCACAGTCATCATG
CTCATCATACAGGTGTTGGGCAGCGCAGTGGCTTTTGGGATACGTTATCATCTGGTGCGA
CTCTTCTATGATGTCTAGACGGTTCACAAAGAAACGGCAAAAAGCAAGCACACTGAGAAA
ACTTCATATGTTGTGAAACTATTGGAGGGCTTCTGGTTCATCTGTTTTGGATTGGACTCT
GTTGCTGTTCTGCCGTTGACAGTAGTACATCCAGACATATAAGGGTCTCACATAAAGATT
TGCACTGAGTTACAGTAAAAAACAATGCACTTGCCTATCCATCTGAAAAGTATATTTTCA
TACTTTTTAAGGACAGTTCAGTAAGTGGGGACAACTTTGTTCAATCCAGCTAAAATCTTT
GGCTGAATTTGCTCTAATATTGTGATGATTTATAGAAAGAAGTTTTCTGAAAAGAAAATC
AAACATACATGTGCAGCATGCTTTCACAGAGTCTTCTCCAGACGCAAAAGATCACAATAG
TGGTCACTGTAAGAAAAAAGCCAATAAGCTTTTTGTGTTACTAGGTGGGCACAGGTAAAT



CCGGAGTGGGGATTAGTAAAACCTTTTTTAGGGTGAAGGGTGTTGAGACAAGTGAAATGA
ATGCAACTGTTCTGAATAAAA
>CL9888Contig1
CGGCACGAGGGTTCGGGTAACATCGCACCCTCTTGGACGGGATGGAGTTTTCCGTGCAGA
ATTTGATGTAGTCCGAGACACAGTCTGTTAGTCCATCCAGATCGTCACCATGACTTTCAT
ACAGAACAGACCAGTCTGTGGTTTCCAGGGCATCCTGCAGGCTTTCCGTGGCACCGTCAG
ACCACTTTGTAATATTCCTCACAGTGACTTGTTTCTGTTTGACCACCGGTATGTATGATG
GGGAGAGCAGGACCAGGTTGTGGTCAGACTTGCCCAGTGGGGGAAGTGCAGTGGATGTGT
ATGCGTTGGTGACATTAGCATACAGTAAGTCCAAAGTCTTTTTGTCCCTTGTTGTGCACT
GGATGTATTGATGGAATGTGGGAAGAGTGGAGGAGAGGCAGGCATGGTTAAAATCCCCTG
TGATGAAGAAGAAGGCACCAGGGTGTTTAGTATGCAGGTTGGCAGTGACTGAGTGGATGA
CGTCACAGGCCGCGTCTGCTTTGCCGGTCGGAGGAATATATACGTTGATGGCGATCACGT
TTGTAAATTCCCTTGGCAAGTAGTATGGGCGAAGTCCGATGGCAAGGAGCTCCACATCGG
GATTGCACACACGTTCCTTGACGTGGATGTGCTCCGGTTTGCACCACCTTTTGTTTACGA
GTAAAGCAAGCCCCCCTCCTTTCTTCTTGCCGCTCGCGGTGGTGTCTCGGTCCGCTCGCA
CTGTATGGAAGCCCGTGATCGTCACGTTTGCGTCCGGTGTCAGTTCGTGAAGCCACGTTT
CAGTGAAACACATGACACTGGCCTCTCGATACTCCCGCTGGGTCCGTACGAGAGCCCCCA
GTTCATCCATCTTATTAGGCAGGGATCTGACGTTCCCGGTGATGATCGCGGGGACGCAGG
GTTTAAATCGCCTCCTCTTCATCCGTCGTTTAGCTCCTGCTTTGCACCCTCGTCGTCTCC
TCCTCCGGGAGAAAGAGTTTCTCTCCAGTTTTGAAGGTAGGTGGATTATTTAGCGCCAAC
AGCTGATCGCGTGTGTAAGCTATGCAGGGGGTTAGTCCAGGCCCCCGAGGGCGAGAAAAG
GAGGGAAAAAGGGAAAAAGTATCCAGAA
>CL9889Contig1
GTTCTCGGCCAGAATTCCATCACACCGTGTTTTTAATATATTGGAATAGAGCTGTGGAAA
AAAGAAGTCCGGGACAAGATTTGACATTTCTTTGACATTTCTCAACCAGCCTCTCCCAGC
TGCAGTGAAGGAAAAAGAAGAGTGGGTGGCGGATGTGATCGCCCGGGGGGCGGTTGTTCT
CCATCTGCTAGCGTGCGGGTGTTGGGGGGGTTCTGGCTGCCGCTGCTGCTGCGGCGGGGG
TCTTGGTGTGGGGATGGCTGGACTCTCCCCCTCCTTCTTTTCACATTCCACCATCCATTT
TAGAAGAACATAAACACTCACCTGAGCACAGGTGTTAGCTCACCTTTGCACTAATAGTTT
GCGTGATTGAATGAAATATTTCACACTAGTTGGTCTGAAGGCATAAGTATGCGTGTGTGA
ACACTATCTGTATTGTGTGCATGTTGACATGTGGACATTTTTGGAGCCAACAGGTGTGTT
GATAACATTTGAGTGTGTGACGACAGGCCCCACCCTTACAGACCTGTATTACATCTGAAC
CTTACTGTATGAGTATAACCATCCAGAAACTTGTTGCTTTATGCTGCTTCATGGCTTTAC
CCCCCCCCATAATCACCCTCCTATCCCATCCCCTCTCTCTAACGTCCCTCTCTCTTCTTC
CCTTCTTTCCTTTTCCGTCCGGTCCAACACAAAAGATTTTCAAACATGATTAAAATGAAT
AAAGTCTGGCCTCGATTACAAAAGGGGTTTATTCAGACATACCTCTGGTTTGTCTGAAGA
TTAATAACCCCTGTTGTTAAAGTAAAATATGTTCAACACAAGAGGCCTC
>CL9890Contig1
AATTCTGATCAGCTGGCTGATATGCCGCGCGTTAACATCGGCTTACTGCATCTGTTGCTG
CAACATACCTCCGCCTCTCTGACACTTAATGAGAACTGCGATCCCACCGTACGCCACGAC
ATGGAGCGTTTTTTCCTCCGCACCGTTCCCGACAACGGAAATTATGAGCATGACTATGAG
GGAGCAGACGATATGCCTTCTCATATCAAATCCTCAATGCTGGGAACATCGCTTGTATTG
CCGTTACATAAAGGGCGTATTCAGACCGGCACCTGGCAAGGCATCTGGCTGGGGGAACAT
CGCATCCACGGCGGATCGCGTCGCATCATCGCGACACTACAAGGGGAGTAAAAAATGACC
ATTTCGGAGTTGCTACAATATTGCATGGCAAAACCAGGCGCAGAACAGAGCGTGCATAAC
GACTGGAAAGCGACGCAGATCAAAGTGGAAGATGTACTGTTTGCGATGGTGAAAGAAGTA
GAAAATCGCCCAGCTGTTTCGCTGAAAACCAGCCCGGAGCTGGCGGAGCTGCTACGTCAG
CAGCACAGCGATGTGCGTACTAGCCGACATCTGAATAAAGCGCACTGGAGCACCGTGTAT
CTCGACGGTTCGCTGCCGGATTCGCAAATCTATTATCTGGTGGATGCGTCTTATCATCAC
TGAATTTCGCCGCACGCTCAACGTTTACCCAATCCCCCACTTTTAAATCGCCAAGATTGG
TAATGCGTAACGTTTCTTTCATCAGGTCAAAACTGACATG
>CL9891Contig1
GAGGGTTGGATTTTAACGAACTGTGAATTAGGTTTTGAAACCCCCAAACAACTTTTTAAC
TTTTTATGGCAAGAACAGCAACATGTATTTTACTTGTTTGTTTTTTTGTTGTTTTTATTC
TACTTTTAGCTGAAAATCTGTAATGATGTTGTGACTTGGGCGCACTAGTGTGCAACAGAA
TCGTACGTAGAACCGTAGCTTGTTCTACCTTTTCTTGGACAGAAACGGCATTGTGCTTAA
TCAAAAATATTTCTTATACTGACACTTCACAAGTCACATGCTTAGAAATGGACGTTTTTC
TGCGTGCACAATTTCAAATTGACTGTAAAATTTTCCAGACAGTCTTAGAACTTGTAATGT
ATATGGCATGTATTTTTTTAACTTTCCGAAGACTAAATTGTATATATTTTCTCAATGAAT
GGTTGTAAAAAAATTGTTTCTTGGATATTTTTTTCTCTTGTATAGTACTTCAACCTGCCA
GTGTGTCTGTGCTACAACTTTTTTGTTTTTCTTTCCAAGTTGTGTAAAGTAGTCCAACTT
TTTTTTATTTTTTTTCCTTGTTTCATTTTTTTTGAAAATGCCTTTTGAAGTGTACAAACT
GAGGTTTGGAGTTTGTGGAACTGAATTTAGAAACATTTACAAAAAT
>CL9892Contig1



TTTTTTTTTTGCCATCATTCAGTTTTTTATTCACATCCGTAGGAAATGATCCAATATTGC
ACCACAATAACTATTAGTTCCAACCATTGACTGTATCCGAGAACTGGACTGAGTTAGTGT
GACGTAACTCGTGCTTTACTTCATACAAAATTAAGTCGATTCTGTCACCAACCGGTCACC
TTGTCGGAGCCTGTAGGCAACGCCCAGTTCGTCAATGTTTCCATGGCAACCACTCTTGCC
AATCAGGAGTGAGCTTGTTGGACGGCCACACCCCTCAAACTTAAAGGCGGTCTACATGGC
TAATGTCAAATGTTTAGCCTGGGGGCCAGCAGGCTCCACCTACTTTTAATCGAGGCATCT
GATTGGTCAGTTTGCAACTGCAAACTACAGAAAAATGAGGAAAAAGAAAGAATGGTCATT
CTGACCAAAAGAATGACCCGGTAACAGCTGTTTGTTTCTCTAGATGGGATTTTGGCTCCT
TGGAGCCAGCGGGTCCTTCCTGTTTGTAACACCTGGAGGGCGGAGCCACTCAGTCCAGCT
CCCATATACAGTCATTGGTTCTGTTGGCATGTTTGGTTTTATTTTTCTTTC
>CL9893Contig1
TGGTTGCCGTGTTACAGTACTTTCTGTCGCTTATGTCATGATTTCCTTTGCTCCGTTAGA
AGCTGACTTTGAAGGTTTAACTCATGTTTGTGGAGATGAGCTTTCTCCCGGTGTGTCGGT
GAATACTAAAGGAACTCAGGAGACTATTTGTTGTAAAAAGGAGTTTAAACAGAGTTAGCT
AAACAAGTTTTTCTGCCTAAAGTTGTAGCTAAAGATCCCGTTTTGCACCTGCAGGGTCTT
AATTTAAACTAAGCCAAATTTGGAGACAAAACCATCCAATATAAGCCAAATTTAAACTTA
GGCTTCACTTGTTTTTAAAAATAAAACTTGTAGTGACATTGACTTTCTGTCCTCAGAAAG
GAGCATGGGTGATGATGTACTGTGGTCTTTTTTAGGAGAAAATGTAAACGCAAGAGATCA
ACGCTCTTCCTGTACAAAGTAATGGTTTCTGTTTGTGTCCTTCGGATGAGAAAAAACTGG
TCCCACTTTCCAACAAAGGCCTACACTATATAAAATATAAAGTTACAATACAGTTTCTTT
TGCTACTTTGATGGCTGCTTGATCAAAGCTGTTCGGCAGGTTGAATAAATGAAGGACCCA
TTTCAGAATACAACAAAGCACACCTTCAACACTGTTCATCCACCTACTGNGTAGTCATGA
CAACNCAGGTCCTGAAAATGCCCTGCCTATTTTTTAGTTTTATCTTTTTTTTTTATTCTT
TTTTTTCTTTTATACATATTTTAAGCACACCCCTTAATCAAAGTGTATATTGTTAGGAAT
CTAAATGTCTTTCTTTCTTCAACATCCCATAATGCATACA
>CL9894Contig1
ATTTGATAGAGAAATACGATTTTGGGCTGACGTTTCTTAATGAATGCCATAAGAAAAACA
CAATTTCCATCAGAGTGGGTCTTTAAACTTTAAGGATTGTTGCTTTTGAAGTTTATTCTT
TTTTTGTCATGTTCATGAAAACAAGTAGATATTCCATTTTTTTTTCTTTTTAAATGACAA
TTTAAAAATGATTATAATTCAGTTTCTTTTTTGTCCACTGTATAATCTTCATACAACTAG
ATGTGTAACCTACAACTGCAAACAGGACCGTTCAGGTGTGCTGTTTCTTTATTCTGATCA
AACCGAGGCATTTCAGGAAGCTACCGATGCTTTTCAGATAAAATGTGTAACACGATTTTC
TATTTTCACTCTCTTTTAAGGATACGGATTAAATTTTAAAACGCAATTTCAGTGTTGTGA
TCAAATGCTGTTCTTCATTCTATTTTCATTTTGGTTTGAACCTGACGTTTTATTTGTCTA
TTGGATGGGTAATATCATAAATACACAGATTATACCTCATCTTGTCATACATTGTTTAAA
GTAGCCAGCCGACATGACGATGTTGGTAACTATTCTCTTTAACAGTGGTCTTCTTTTGTT
GTTGTGTTTTACAGTTCTTTTTCCTGGCTCAGCCAGTCCTGTATACCAGGCCCTGCTGAA
AATACCATCCATCAGTTTTGTGTCCTGCAGCAATTTCTCTCTCCAGTGGGCTCTTGTTTT
TAAATGTTTTCCCTGTNGNGTCCCTTCTTTTTTTGGTAGGTCTTCTTATTTNGTGTNTTT
GTTGCACTGGGTATTAAAT
>CL9895Contig1
ACCCGGGCCTTATGGCCGGGGAAGAACAGACCGAGGACGGCAACATGGAGGCAGGCGCCG
CTTTGCTGCTGTTGATCGCAGTTTTGGGGACGAGTTCAGCCCAGTTCTACGGAGACAGCA
TCAATTTCCAGAAGCCTCGGGTGAATAAAGATGGAACAGTCCAGGTGACCTTCTACCACA
GGCAGAACGGCAGAGGCCACTGCACCAACCAGTCGTCCCTCCGCTGTGTGGATGGAGCTT
GTGTTGGCGTTGATGCGGTGCTGATCCAGGAGACAGACAGAACCAGTACTGGTCAGAACC
AGTCCTGCCAGACCGAAGGCTACAAGAGCGCCACCGTCTTTGCCAATCAAACCTCTCTGA
GTTTAAGTGTCTCAGGCTGCTGCTGGACAGCTAATGATGAGGGAAAAACCAACTGGACCA
CCCAGGCCAAGCTGGACCTGGGAACCCGATCGGACTCCCACGCCATCAACCGCTGCCCTG
TGACTACCACTGTGTCCTCTCTACGAATTCCTCAGAACTGTTTCACCAGAGTCCGTCTCC
TGGCGCATGATCCAGACGGAGATAAAGTGAGGTGCCGCTTTGCTGATGGAGCCAGTGCCC
CGACCAACATCACTCTGGATGAGGCTGCATGCACACTGCAAAGCACAGGCCAGGTCCAGG
CTGGCGTGCACGTGTTTGAGGTGATGGTGGAGGACTTCTCCTCCAAAAACCTCACTCTGA
CCTACAGAGATGGGACCTCTGCGGTTCGGACCGGCTCTGATGCAAACTCAG
>CL9896Contig1
CAGCAATCTGAGCAGCATCTACCACTGATCTCCGCTCGGCATCGGTGTAGTAGCAGGGAA
CAGACACAACGCAGTCAAACACGGGCTTCTTCAGGGCACTCTCTGCTGTCTCCTTCAGTT
TGGTCAGAAGCATGGCCGTGATCTGTTCAATGCTGAACAGCTTCTCTTCCTCCATATAGG
TTACCTTAATGCCTGTTGTTCCTGTAGGCATTTGTGCAATATCATAGACAAGACTGTTTT
TGATGGATTGCACGTACGGGTCTGAAAAAACTCTGCCATGAAACCTCTTGAACCCTTGGA
CTGTGTTCTTGCAGTTTGTGACAACCTGGCTCTTTGCAGCTGCACCAATTGATCGATTCC
TTGGTCCAAATGACACACATGCTGGTGTACATCGATCGCTGTATTCATTAGCCACAGTTT
CAATCCCTCCAGCTCTGGCTACTGCTACATAGCAGTTCAGAAACCCGACGTCAAATCCTA
TAACTGACATTGTAACTAGCTAACTTCTCGGTGTTTAGTTATAACGGAGAACAAAAGTAC



AACCAAGTGCTAAAAGCAACAACAAAAACAACAAAGTTTTCCTATTAATGGACAGTGAGA
CACCCTTGTTCCATTAAAGTGAGTAGGAGCATGCGGTGTGCGCCGGCCCCCGGCCATA
>CL9897Contig1
ATTCGGCACGAGGGTTGGTTGCTGTGAGGAACACTTTTCAAGGATTGGTCCATCGTTGGA
CTTCTGTAACTAACATGACCAAAGTCTTATCAGAAGTTCTAATCTCTCTTCACAAGTGGA
TCATAGATCTGGACAACCTGATGACCACTGGAGTGGAGTCGGACCAAGGAGATGCAGGGC
CAGAAGAACCAATGAGACGCGTCTCTAATCTTTCAGCAGAAGGAGGTTTGATGCATTTCA
GACCAAATCAACTCAGAGAAGATCCTGCATTTGTGGAAGTTCCCTTAGCTGGGTGGTCCA
CAGCACCGAGGTCGGTCTGGTCAGCCCCAGAGATGCTACAGCCTTATGGATCCACAGACC
AGGAAGAGAAACAGACCATAAGAGAAGAATCTGAGATCAAATCCTCCCAAGAAGAGGATT
TAGGAGACCATCCAGCCATGTCCAATTCTGCTGCTTCAGAGACAGAAAGCTTCACGGAGG
ATTTTGTATTTGTTGATTCATATTTTGCTGAACCGCTTCAGCCGTCATTTAACCCTAAAC
CTCCCCTGGGTCAGCCAAGAGCAGAAGATGGGAAGCTCCATGTCGGACAAAGTTCTAAGG
TCAGGAGGCTAATTGAGACAACGGCGGAGGAAATCAAAGCCATGGCGGTGCCGGAGCTCG
TGATGGTGAGTCTACAGGAAGGAAGACAGCTCAACGGGCTGTCCTGGTTGAACGTTGGCT
CC
>CL9898Contig1
TATGATGTGTTTGGAGCGGCGCTGCCTCCCCATCACCACCTTCAACCTCAGCACGTGCCC
AGGTTCTTCCTCCTCCCACGTCTGCTCCCACCACGGCACTTGCAGCAATGAGGTGAAGTG
TATTTGTGATCCAGATTACACTGGGACGGACTGTAGTGTGTTCCACCCAATCCCCACCCC
GACGCCGGATGACCAGACCGAGAAGCACAAAGGTCCAAGCGGCACCAATATTATTATAGG
CTCGGTTGCTGGTGCAATTCTACTGGCAGCAATCATCCTTGGAGGAACAGGCTGGGGATT
TAAAAACATCCGGAAAGGAAAGTATGAGTCCACCTTTTAGTCCTAATTCCAGCAGCTTCA
TCAGCCTCACGTCACTGTGTATCATTTAAACATAAGGCCATCTGTTTTGTAATCCAGCGT
CTAATATCTGCTTTATTTTATTTCATGTGTGTTTACACAGGAAGTAAAATCTAAAGAAAA
ATGTATGATAATAATTTATGATTTTCTGTTATATTATCCATTAAAAAGTTCAGAATCTTA
ACAAGCATTATAAAAAAAAAAGAAATGTATTAGTTAATTATAGATTTGTACTGTTTGCTC
TATCAGTAAGTTTGTGGTTAATTGTGTTGATTTTGTAAAGTTATGGAGCTTATTTTTGCA
GTATTTTGAGCATTCATGTGCTTTCTGTTAATTTTTGGTTGGTAAACATAAAATACATTT
TACTTGTTTTATCATTGAAAAAAAAAA
>CL9899Contig1
TCGGCACGAGGCTCGGTCCAGCAGCAGCAGCAGCGCTCGAGCAGAACGGGAGGACTAGCA
TGGCGCTCCCGCTGCTTCCACGCTCCTTTTCATCGTAGAATTCACCCACGTCTCCTCTCT
GGATGGAGCAGCCATGGCAATAGTCCAGGCATGGGAGTGACGTGATGCTGCTTGAGCTGC
GTCAGAGCAAAAGCCCCCGTCATGACCGTCTGAAGTGACGCCAGAGGATGGACGAGTCTG
TGTTGCTGGATTTGCTGGAGTGCCCCGTTTGTCTGGAGCGGCTTGACGCCTCCGCCAAGG
TTCTGCCCTGTCAGCACACCTTCTGCCGAAGATGTCTCCAAGGCATCCTGAGTTCCCGCG
GGGAGCTCCGCTGTCCGGAGTGTCGGACGCTGGTGGAGTGTGCGGTGGACGATCTACCGA
GCAACATCCTGCTCGTGCGCCTGTTAGACGGCATCAAGCAGAGGCCGCGGAAGGCCGGCG
CCGGACCTGCTGTCTGCACAAACGGTACACCTGGAGCCACGGCCAGAGCACAGGGAGCCG
GGACCAAGGACCAGAACGGCCCGGGAGCGCCAACCCAGCGCGCTCAGGCTAAGAGCACAG
CTGTTAGGGGGAGGGGGCTAAAGCCAGCCAGCTGACGAGGAGCCCTGCTCTACCATAAGC
AGAGATTTACAGCAGTCTGTGATTTAGCTGCCAAGTAATTCTTGTCTGTGTCAACAGCAG
ACGCAGTCCTGATTAGCTTTTAATTGCAGCTATTGTCAGATAATAAAGCCTGTAGGGTTT
TTCATGGTTTGCCTGTCAGTCAGTGGGACTGCAGGCCGCTTTTATCTGCTAATGCTAGGC
AACCTTGTAAAGTCATTCAGAGAAAAGGGAAAAACTCACATTTTGACTTAGAAAACATGA
TGAGTTGACAGAAACATACCCTATTTTCTGGGATTTTTGTTTTGTAGTTATGACAAACAA
AGAAAAAGTCGTTTTGAGGCGGTGTAATATGTTACAACATAGTTAAGGGAAATAAAGCAA
ACACTTAAACGTACATGTTTACAC
>CL9900Contig1
CNCNAAAAAAAAAAAACCCNAGGAACATTTNTTTAAAGGGAAAAAAAAAATCACAAAAGA
ATCAAATTGAAGAAGAGATGAAATAAAAAAAAAGCTNGGCTGTATGATACACGATGAGGA
ACCTTTAATAACCCAGTGATTTGAAATAATTCAGAAAAAATGCTGGTATTGCAACTATTA
CTATTTACAGTGATTGCCTTTTGTCATTGCTTTCATATTAATGCATTTGGTCATACATAT
AACCAACANGGCTATATAGGACGAAAAAAAATCTCACTTTTAAGAAAATCGTTCACAGAC
GAACTCTTCACAGAAAAAGTTCTTTGTGCTTTCAGCAGCTTGAACTGCATTTAAAGTTTC
TGACAAACTGTGATGAGACACATATGCCGCCATTCTCCTGCACACTGAGGCAATGCTGTG
TTTTCCTCAAATATGCTGTCATTCATAAAACACAGAAACATTTGTGCTAAAAAGATAAAT
TACCTTGCATGGACAGTATCCAAAATATACAAAGTCTACCTATGCTAGTAAACAGAATGT
TTGTGAGCAGTTTTATTTCAATCATAAATCCTAATGTGATGACGCAGCAAAAGCCTACAG
GCATGTCTTTGTGTTATGTGTGTTTTTTTTTCCTTTATCATGGCCATTTGTGTACATTTT
TCTTAAATATCTAAAATAAAAAAACGTAGTGAGGTTTTACCATATATAGGGGTTAATGAA
CATAAATCTCAATGCAACCGTTGTCACTCCCACCAGACTACTCTCACACAGAGAATCCAA
ATGATGTGTTTATGTACAAGTGCACACAAAAAACTAAAAATAAAGAAGGGCAAAAACATT



TGACAGAAATTAAAAGTACTTTCAGGAGCATACCCCGCCCGGCATGAAGGAGGCAGAACC
TGTAAAACAGTGCAATGTATTTCTCTGGCTTTTTCAGCAGTTAAGCAGTTACTGCCC
>CL9901Contig1
ATGTTTGTTTTTTTTTTTTTTTTTTTTTTTTNTGCTACATTTTTAACAGACGAAGACTGT
TCCTTGCAGAAAAGCACATATCCATTAGTAGGAGGTTTAGGAGGCACGTCTGGATGTTTT
TTATCACTTCCAAGAGGAGCCCTTTTTCTTAATTGGCTTTTCTTCTGAGGGGCAGGACAA
ACATACTTTTGACAGAACAGTTGCATCTTTTTTTTATATTCCACACATTCAAGGACGTGT
TTTTCCTCAAACTTGGCCTTCTCCTCTTCTGGTAGATTATTGAACTTCTTGGTGGATAAT
ACAAGAAGGCTTTGTGTGTCACGTTCTGGGTGCTTCCTTCTAAATTTTTCCAAGTTTGCT
TCCAAATAGAGAGCATTTGGAGGAAGAGGGATCTTTGGGCACTCGGACTGAATCGTATCG
TTGGGATTCGGAGTGGAAACGAGACCTTCAGCTTCCTCAACAATTTCTTTTAGGGACCGA
ATCTTGCGCATCTTTTGCATGAAACATGTCCACATTTCCCGGCATTGTTCAGCAGAAAAA
GGGGGGAAAGCGACGTTCTCCCAGTCGACTTGTTTCAGTCCTTTGGTGTAAATGAAAGCT
TCCTCCTCTGATGGGATGTTGGCTTTTAACGAGGCGAACAACTTCTGAAGATTCTGCGTG
GTCCAATCACACTCCATTATGTTAATTCTCTTTTAAATCAAATTTAGCCACGACTTCACG
AACATACGGAACTAGCAGCGTGGAGTTAAGTTTTGTTCCAACAAACTCTTAAGCAAAGTT
AATTGATCCGTTAAACTAAATTCACACAAAAAACTTGTAGAAAACAAGCACATGACACCG
GATTTTACCACGTTCTTCTTCCCCCGGCCATAAGGCCCGG
>CL9902Contig1
CCTGAACTCATCAGTGACACAAACCTCCAAAAAGTGAACGTAGATGTAGTTCTCGGTGAA
TTCCAACATTTCCAAGCAGCCGATCTGCTCTGAGAACTGGAAGATTCCCACACAGTTGGA
GGAGTCCATGTGACTTTTAAGGAACTCCCCGCAGACGGAAACAACCTCATTCAGGTGCAG
CATGTCGGCGGCCACCATCAGCTCCTGAACGTTGTCCACGGTTACATTGATCGCTCCTGT
GTACACAAATTCCAGCAAACTCTCAAAGACGACCGGGTCCACTCCAATGATGTGCACTTC
GTCCTTGTCCGCCTCCTTCATCCCCCCCGAGAACAGGGCTGAGAAGTACGGGCTGCTGGC
AGCGAGGACAAGCCGGTGGACCCTGAAAACCCGGCCCCCGACGTTCAGACCCACGTCGCA
GAAGTCTGTGCGGAGACGCAGCTTGTTCATCTGGGCCAGCATCAGCCTGGCATGACAATC
TGAGGCCAGCACAGCCTGGTCACACCCTGGGGTTGCCATGGCAGCCGCAGCATCACCACA
GATAGCGGATGTTGACAGGGAGGACATGGTAACCGAGGTGCAGCGGTGTTACCATGGAGG
CCAGAACCCCTCCTCTGTAAGGGGTTTCAGCATTGGTTTGTTTACAGAGGAAGTAGCCGC
GGACCCCCGGCCATAATGGC
>CL9903Contig1
TCCAAGTCGTAAACCGCCTTCCTCCAGTTCACCGGCTTGGCCGTACCTTGGAACGCCACG
CTTAGATTGCTGCTTCCGCCGGGGTTCCTGAACTTGACGTGCTTGTCCGTCCACCACGCG
ATGCCCTTTTTGGTCACATTCACTCTTTGCTTGGTTCCGTTTTGATTGATGTGGAACAAC
TCCAGGGTGTCATTGAAAAGGCTGTTAGCTATGGCGCCGCATGGAGCGATGGGCAGGCCG
TCACTGGTGCGGTACGGCTCACATTCCTTGCTGGGTTGCTTCAAGTTGGACTCGACGCCG
TTGAGTTGGCTGTCATCTCTGGATTTCACATAGCGCCGGTGGTTCTGGTAGAAGTTGGAT
AGACCGTAGTACATGTAGACATTGCTCTCAAAGGGTTGGTCCAAAGTGAAGTTCACAGAA
CAGACGCATGATGTTGTGCTGTTCCAGCTGAAGTTCTTAGCACATATGTAACATGGACTA
TCAATCTCGACACCAGTGTAGTCAATCTCGAACTCTTTGATGTTGTTTGAAGTCACAAAC
AGCCCGATGCCGATGGGGATGAAGATGAGGCCGATGACGAAGAACGCCGGCAGTACGGTG
CCCGCCGTCAGAATCGGCTGCCAAGCGGGTAGCCTTTGCTGTTTGAATGCTGTATTGTCC
GGTTTTTTGCTTTTGATTGCTCCTGGTCCACCGTGACTCGAAGAGCCAGAGTGGTGGCCG
TCCTCTTCCTTAGCGTTGTAGCTTGACGCCATCATGGTTCGCTAACCGCTTCGAGCAAAA
CAATCCCGACACTTGGCAGCTGGGAGCTAGGCGGGGATCTCGGACGCGAAGAAAAAAGTG
GAACAAGAACCTAAGAAG
>CL9904Contig1
GCACTGTGGATTCATGCGACCACTTTCTAGGAAAAGTCTATGTAAACGAGGGTTTGCGTG
GACTTTTCCTTGAAAGTGGTCTCTTGAACGTGTGTTGTCGAGGGCCGTGTGAACCTAGCA
TAAAACGTACCACTGGCTCCCAGCCCAGCAACATTTTGGCTTTTCGGATGTCCGGCCTTC
TCCTCTGTGGGTCGTCCTGGGCTTCTGCGAGGAACTGGATTTGGCTGTGGCTCACTGAGG
GGGAAAAACAACGTCAGCACTATCGCCAGGATTTGTAAAATACTGAGCTTTGTCAAGGGT
TGTCACTAAAACAGACCTGGGCCCAAAGACCAGAGGCTACATTTGAGGTGTTTTTGCTTT
TTAAAAACAAATATGGAAGTAAAAAACTTTTTTTTTCTGCATTCTGTCACTCAAAGCTTT
AAAGAATGAAATCTTTGTCCTTTAAAGTCCCACTCTGCTCATTTTTGGATCCATTTTAAA
AGTGGTCTTGAAATTACGATGATGCCATTTTAAGCCAAAATCAACAAACCTGTCTCGTTT
TCTAGGACATTGTTTCTGCTGA
>CL9905Contig1
TTTTGAAAANCAGAATTATTTTTTATTTTAATACTAAATTAGTCTTTATGTGACAGAAGA
TAGATATAAGATTTAAACAAAAAGATGTCATTGTATTAGCTTATGTACTAGAAAATGATT
GATTTTTTTTCATAAATGCCAACATGTTAAACATAAAAACACTAACTTATAGTCTTTCTA
TCTCTGTCTCATTTCAAACGTTGTTAGAACTGGATCTGGAGCAGCTCTCATCTTTTCATN
TCACACACTCCATGTGAGTAGTTTGCGTGTTTTCTGCAGCGTCTGTCGCTGTGATGGTGC



AGTTTTCATGTTTCGTGCGACTTCAGTTTGACAGCTGGATGACGACTGAAGGCTTCAGTT
TCGCTGGTCGTTTCCTGCTGCAGGTTTACAAATGTGGCTGATGCACCGAGTATATGAAGC
TACATGTTGGAGCGTCTCAAAGCTCTAGATAGTTGTGTTTTTGACACCATGCCGGATGTT
ATACAGTGTAAAAATAAAAGAAATCTTAGTTCCTGTTGTTTTGATTGAGGATTATTAGGA
AATCCTGTGTTTTCAAATATATTTATTCAGGTCACTCCTGACTCTATTCTGATAAACGGC
TGCATCTGTTTATCCATAAAACAAGAAAGTTGCCAAATTTCCTGATTGTTATTCCTGGTC
TGTGTTTCTCTGTTGTTTTCTTTTCACATATATATTATGTCACTGAGTTGGACACTGCTA
CCTTTGTATTTCTTGTTTCTTCTCCTCATAGAAAGTGTTTTTAATGATCTAATTCCTCCT
TTTTTAAATGCAGGAAATTCGACTTTGAGTAGAAAATAGAAGAAGAAAAAACCCGGTCAT
TTCATTCATTTAACTATCCAAAAACATTGTTAGAAGAAGGCAAATACTGGACATCATTTA
ATCAAAGTGTATCAGTTTGTAGCGAAATGATGCTAAACTAATGCAGACAAACAAAAATAA
ACTTCTAAAAATATGT
>CL9906Contig1
GAGGGTGGTGCATCGATGGAGGTGAAGTCGCTCCCAACAAAGGCTTGGTACGCCCTGCTG
ATTGCCCTGGAGTCGAAGGTTCCTGCAGCAGAGGCTGCCTGGGCATCGGTATTCCCGGGT
AAGGACCCAGCGGAGATTTGGTGGAGCCTGAAAGGTAGTATTTTTCCTCATATGGTATGG
AATACGGATTTCAGACTGCGCCATAGAAAAATTTATTCCAGTGTAGTCCTACATCAGATC
AATAAGGACTTATATGAAAGGACGTGTCCTGTTTGTGGCACAGTCCCTGAGACACTGGAA
CACATGTTTTTGGACTGTTCGGTGTTGCAGCCGTTTCTGCAAGGGCTCAGGGACATGCTG
AGGGACCGGTGCTCTTTTGAGTGGGCGGTGGAGGAAGATTGGAGGTGGGCAACCCTGTTC
GGAGTGCACAGGAACCAAAGACGTCCAGGATGGAAGTTGGCGGACCTGGTCCTCGCTCTT
GGACGATTTACCATCTACCAGGCCAGGAACTTGGCACTCAAGGAGAGGAGGACTATGGAC
AGATGGAGCTGTCTTATGAGATTGTTGACGGGGCATCTGGAGACTTTGAGACGGATGGAA
CCTGATGGACGGCTGAAATGTGTTTCAAAGGCTGGGCTGTTAGTATAGATATGCACAATG
GAGTTTGGCTAAAAGTCTAATTTATTTATGTTTGCTTTTGCAGGATATTTGAAGCTAATT
TTGGACTCTGTATGTTATCTATTTTTGTTTTGCTGTGATGAAAAACCTTTGTATATATTT
TAA
>CL9907Contig1
CGTTTTCCTTCCCGCTGCCTTATTTTATTTTTATTTTTTTCTCTAACAGCATTTAGCCTC
AGCAGGGGGATTAAAAATGAAAGAGGGGGCAAAGACAACAACACAATAAAAGCAGGCAAG
CCGAAGAAAAAGAGAAGGAAAAAAAAGTAAAGAAAGGGAAAATTTAACACACAACCTGGG
GGCCCACGCGCCGTGTCAAATTGTGTGATTAAATACGTGACTGGCTCCCTGGATTTGTGT
GCTGAGGCGTGGAGTCTGAGCTATTACTGAGTGGAGTCTATGCTATTACTGTGTAAGAGC
ATGCAACTGCACATGCAGACATGCATTCCTGTTTCTAAAACACCAGCATGCATCTGATTT
ACAGCACGTGTGATCGAACGAAATCTAAAAACCCTTTTTACATGCAAACAGAAACAGGAG
AAAGACCTGGAAAATAAACACAAAACACGCACAATCGTGTGCACAATCTGAGCCAGCATA
TCATGTTCTCCATCTCTGCTTTGTTTCCATAAGTGCGATGATAAGCTCTTGTCGGCTGTT
TGCTCGAGTAAAGCACTTCATCCTGTGTGTCGTAAGTATCCTCTGAAAGAAGCCGTGGCC
CGCCCTCAGGACAACATGCGCACAGGTGCTACAGCTGCCACGTGGTGCATGAATGTTTTA
TCTTTTTAAACCGGAGGAAAGCTGCACGCGCTCTGTACAAGAGACATGCACNGGTGGGGG
GAAAAAATAAAATCGGTGAACTAGCGACCCTCGTGCCG
>CL9908Contig1
AGGAACCTCATTTGTGGGAAAACAAACGCTGTCGGTTCCGAAAAACCATGGCTGCGGAGA
TCCACTCGAGGCCCCAGACCGCCAGACCGGTTCTGCTGAACAAGATCGAGGGCCACACGG
ACGCTGTCAACGCCGCCGTGCTCATCCCGAAGGAGGATGGAGTGATCACGGTCAGCGAGG
ACAGGACCATCCGAGTGTGGCTGAAGAGAGACAGCGGTCAGTACTGGCCCAGCATCTACC
ACACCGTCTCGTCGCCCTGCTCCTGCATGTCGTACCACCATGACAGCAGACGGATCTTCA
TAGGACAGGACAATGGATCGGTCGTGGAGTTTCTCATCTCTGAAGATTTCAACAAGATGA
ACCATGTCAAGACATATCCAGCCCACCAGAACCGCGTGTCGGCCTTGGTTTTCTCCCTGG
AGAGCGAGTGGCTGGTGAGCACCGGCCATGACAAGAGCCTGAGCTGGATGTGCACACAGA
GTGGCAGCATGCTGGGGAGGCACTGCTTCTCCACCTGGGCCTCCTGCCTGCAATACGACC
ACGAGACGCAGCACGCCTTTGTGGGCGACTTCTCTGGACAGGTCACCATGCTGAAGCTGG
AGAGGCAGACGTACTCCATAGTCACCACGCTGAAGGGCCACGAAGGAAGCGTTGGAGCCT
TGTGGTGGGATCCCGTCCAGAGGCTGCTCTTCTCAGGCGCCTCGGATCACAGTGTGATCA
TGTGGGACATCGGCGGCCGCAAGGGGCGGACGCTACTGCTGNAGGGACATCACGAGCGGG
TTCAGGCCATCCGTTACCTCCAGTTGACCCGGCAGCTGATCTCCTGCTCAGCAGACGGAG
GCGTTGCCGTGTGGAATATGGACACCCAAAGAGAAGAGGCGCCTCAGTGGTTAGACAGCG
ACTCTTGTCAGAAGTGTGAACAGCCGTTCTTCTGGAACATCAAGCA
>CL9909Contig1
AACTACTCTGCAGAGCAGTCTTTCTGGGCTTTGGCGTTCAGCGACGGCGCCAAACGACTG
AATTTTCGTCTTCCCGCTTGTCGTCTGCCGCGGCCGGCGTGCCGTTTTTCGTACTTGCGG
GTTTAGGACGGCGTGGAAATGCCCGTGAATCCATTTTTTTTTAGGTCAACAGTTCATGTC
CGGCGCGGGTGCTGGTACGGCTCGTTTCGTCTCAATTGGACCAGATGAAGGAAATCTTTT
CTAAAAAGCTGTACTCTCATCCCTCACAGCCCCCCCGAGTGTGTACATATGTGTCAAAAC



GGTGAACTCCGAGGCTGCTGGGGCCAGAAATGTTGGGGTTTCTGCATTTTCTCATGTATA
AAAGTCAGAGTTCTATATTGTTAAAGTGTTGCTCCAGTGCTGGCACTGCCGACAAAGAAA
CTGCACCCGGCATCAGTTCCTTGGGACATTTCAAGCCCCCCCCCTCCACCAACCAAACCT
TGTTTTCCTAAAGCTGCAGTGAATGTGCTGCCCTCTTTGTACCATATGGAGTGAATGTGT
GAGTGAATGTGTGCAATTGTGGGGGGTTTTTTATGTCTGTTTTTACACACTTTGATTGTA
ACTATGAGCTGTCGGCTCCTTTTACTCGTGTAACTATTCTGTTACAGTTTCTGTCCTATA
TATCTGCTCGCCAAGGATTTCAAGAATATACATTTGTCACAACTGTTTTTACATCGATTC
AAATAAA
>CL9910Contig1
TGAAGTCAAAAAGTTCGTATTCTTTGGTGATGATTTGCTTGACACTTTCCGCGAGGCGTT
TGGACATGTCTGAGGACAGCTGGTAGCGGATCATTGGACATTTCTTCAGAGCCAGAAGAA
CGGATGTCAGACCCTGAGTGCAGCGACTCAACATGGAGGGTTCCCAGCTCCGCCCTCTAG
CGACTCCCTGCAGGTTGAGGGAGAACAGGTGAGGGTTCACAGCGATGAAATCTCCATAAA
ACTCCTGGACCTCAGCCACCACCTCCTGTTCATCCGCCTCAGCCAGAACTTTGATCTCAC
TCTTACTGATCACGTTACTGAAGTAGATGAAGTAGATGCTGTATTTGGGCCTCCTCAGCT
CCTGGATTAGATGCTGAACGTTCTCCTTAGTGGGACGGAGGAAGCAAATGGCCTTCAGGT
GCTTCATGCTGTCTCTGCTCTGAGAGTCGATCCGCTCGAACAAGTAAACTTCCTTCTGCA
GGATCTCGGACTGCGTGTACACCACACTGACTATACTGGTCGTCTCTTTGTCCATGAGCA
GCACCTTCATTCCGGGCCCGCTGCTCTCGATCATTTTCGAGATGTACTGCTTCACCGCGA
GCGTCACGTTCATGATGGCCTCGCTGACGCACAACAACCGTGAAAACGAATCAACCAGGA
AGAAAAAAAACAGCAGCAGCCTCCAAGAGTCTGTGTCGCTCCGTTTGAGGGATTTTCTGG
GGTGCTATGAGGAGGACTGAGCTGTTGTGACAACCCCCGGCCATA
>CL9911Contig1
GCCTTTTTGATTTTATTGTGTTTGACATATATTTCCTCTAATACAAACTCCGTCCCATAA
TGCTCGTCGCACAGCGTTCACAGAAAAAAATCCATTTGGTTGTTTGCTAAAACACGGGCA
GGAAGGGAATCAGTCTCATGGAAGGAACTTGGTTGAGTCAAACCAAATTTANCTTATTCT
TGTGAGTTAGTATAACAACAAAGTGCCAAAAAACATAGCAGTATAAACAAAGACGATTAA
AAAATCAAAATAAAAGGGTATAAAATACTCGTACATAACTCAAAGCGCACAATATAATGC
ACATCATAACCACTGTGTAAACTCTGGAAGATTGGAATAAGAGGAAACAACTCAGTCTAA
TACAGTATATATGGGGCTATAACCTTTGGAGAAGTAGGAGGCGGCTTAACAAACCACATG
TTCCAAGGCAGTCGGACAGCACCATCGCAGACTTCAGTTTCCAGGATCAAGTTACAAAGA
CACACAAAAGTCTATTTGCATTCCATTTAGGGCTGAAAAATAAACTGAGGGGGGAAAAAA
AACAAAACACACACACACACACACACACACGATAAGAAGAGCTTGTTTTTCTGAACTCCT
TTATAGTCTTTCTCTGATAAAAGTCTGTTTCATCCGACTGTCTCTCCATCCCTGAAGTGG
CATCTAGTCTGGGAAGCGCTGGCAGGCCTTTTTCCAGCGGCAGGCCGTGCACCACTGATC
CTTGCGCTCCACGCCGTACACCTTGCGGCATTTCTTGGCTTCACCGCGACCTTTCCTGCC
CGGCCATAAGGCCCGGGTTAAACGCGGCTG
>CL9912Contig1
TCGGCACGAGGATATCTTGGTTTCCTGGGCATGTTTCCTCAGCCTGATTTCTTTTTTTTG
TATCTTTTTGCCTGTCCTGGAGTGAATGGCGAGGCCTTTCGACATTACTGAAGGCCTGCA
TGTTTCCCCGCTCCTTTTTGACGGCCTCCTCCGTTTCCGAGGGACTCTCAGTCTTTTAGA
GTGTACAGTATGTTTCAGTGCCAATTTCCTGTCAGAGCGGCGTGATCCTCACACCCTGCT
CCTGCAGCCTTTCTCCCCGTCCTCATTTCATTTTGGGAAGAAAAAGCACATTTTCCTTTA
CATGGTAGTTGAATAGCATTTGCCGATTTCTACGATGACTTGTTCTGATTGTTCTTAATA
TTGGTATTATCAGTAGTAATATTGAATATTCGTTGCACAGCACTGACGGCTCCATGACGT
GCTGTGCTACTCAGCTCGTATGATACTTAGAAGAAAAAATATTTATAAGTCATGCAATTA
TTGTTACTAGCCGAGTATTTTTTAAAGAAAACAACAACAACGATGGTGAGGCTCGTTTAC
ATGACATGATCCCCTTTTCTCGGTTCAGCTTTTTGCATTTTTGTTGGTGAAAAATGAAAA
AAAATGAGGAAAATAAAAAAAAATCCTCCCTCCTGATACTTGAATCATCATCGATGGGAT
CATTTCACGGCGGTCAGAAAGCCCGAGACGCCGCCTCAGGACTCTCTGACCTCGTCTTAA
AGTTGGTGCCAAACCTGTAACCAGAATCACAACAGCTAGAGATTAATATTGCATGGATTT
ATTTCTGTCTGTGAGGGAAAGACCTGACATGAAATGTTATTGACCTTCTGGGTGCTTCTC
TGCACTAAAGGATCCGGTAGAGTCAGGTCATGTAGATCAGTATTGTTTATTTNGGGTGGG
TGGGGCTTTGTTAACTCTGACAGAACAATTCAATAAA
>CL9913Contig1
TTTTTTTTTTAAAGTTGAGATTTTATTTTTTTATTGAATAGTTTCTATTTTTTTTCTTCG
TGCCTTCCAACCAAAGTGTGAATCAGAAGGAACAAACAAATCCCCCAGACTGAGTGTACA
ATTCTTTCAGAAAGAGAGAAATAAAGATAAGCATGGTCAATGCAGCTTATTAACCATCAC
TTGCTTAGCTGTTATGGCATTTATATACTGTTTAAAGAGGAAATATTCTTAATAAGCAAC
AATCTTTAACATATATTAGTATTCTAATCTGAATACAGCCTTGAGGAGAGACAAAAAAGC
TTTTTCCTGGATCTTTGCATAAGGATGTTGTACAAGTGGGCAATAGAGAATGTTTGATCA
AAAATCAATGTAAGCTGGCCTCTAGGAGACTGCTTAAGACAGTGATAGACAACGCTGCAA
TCCACATCTAGCTTTCCCATTAACCTTCTGTATACACACTGTGTGACTTTTTTTATTCAC
AGGAATTGTGAAAGCTATAATGGTTGATATTATCTGATGCAAATCCAGTGTAAAATTCAT



TGTCTATAAAAATATTGAGATTTAATTGAACATAATCTTCAAACTATGTTATAAGAAAAA
CTCCAGATGTCTGCTGCAGTTGCACAGTGGGATGTACTGTATAAATATTGTATAAAATAA
GGCAGTCTTTTTC
>CL9914Contig1
CGCTCATCCAGAGCGACTGCAGTCTGAAAACTCAAACCCAACCAGAAAATGAGCGATATG
CTGAAGAAGAGGAGGAATTCATTCCAGAATTTAGAATTTCCTCCTTAAAAATGAAAGATA
AAAAAGCAGATGAACCTTCTGCTTCCCTTTTTCTCCTCTTTAAGTTCTGGATGTTTGGGT
TGGACCCGGTTAATGATCGAGCTGCTCCTCCGCTCGGGCTTCACCCAGGGATGCTGCTGC
GTCTGAAGTCTTCCTCGCCGAAGCACAGACGGGTGAGCGTCGGCCAGGCTCCGCCCCTCA
TCCAGGTGCCTCATCTAGCATCTTCAGACGCCACAAACTTTCAGTCCGAGGGATCGGAGT
CCCGGTTCTACCAAAACCAAGAGACTTCAGGTTCGGTTGTTTTTCTTTTTTTGAGACGTG
AAAACTTTGAATACTGGAAAAAAGTCTTTCTGAAGTTTTGTGGTAGAAAAATCCTTCGGG
CAGAAAGTGCCTTTCACCTGCAGAAAACACCAGCAACACTCCAACCGGATCACAGATGGA
GCTCGCCACACGTCTCTACCTTCAGGACCTTTGCTACTTTTGTCCAACGTGTTTGGTTTG
GTGCTGATCTTTGACATATCCACCCCTGAGATCC
>CL9915Contig1
ACGGGCGCCGTCTCCTTTAAATCTTCCTTTTCCTTCAGCAGACAGATGTAGCTGTTTGGT
CCTGATCAGAGCAGGTTTTCACCGTCTGCTGAGGAAAAGACGACCGGCGCTGCCTTCACC
TGTTGTGGCTTCAAACTCGACGTGTTTTTAAAATTCTTCTGTGTTATCGTTTCTGTGTAA
TGATATTCTTGACGTGACTTTTTTTTCCATTAGGCCCGGCCTCTTCTCCTTGAATTCCTG
CTTTCTTGTGATCTCTTGTGCCAGTTTGCACTCATGAGCTCGGCCCGGCCCGGCTCGGCT
TCGGTGCAGTTTGTATTTTTGTTCTCGCGTTCATTTTGTAATTGTTTCTGCAGAAAAACG
GAGGGCCAAGTAATGCCTACATACAGCTGGGGGGGTTACAGGTTTTCGCCTTTTTTCTTT
TTTTTAACTTGTGTACATATATTTTTGCCATAATGCAGGATTATGTAAGAGAGAAAAAAA
ACATTGTACTTGTTTTGTTATTTGACATGTGTGTCCCCCCCCCCCCNCCCTNTCCAATTT
TTAANCT
>CL9916Contig1
TTCTGTTTATTAATACGGTCATCATTATAAATATCATTACTATTATCATTGGTTAAAAAC
CGAATAAACTCTCACATGGCTGTGATTGATGTGAAAAAAAAAAAAAATCANGGNGCCCCT
NCTANGTCAAAGTTCATAAANAACAGGGCCGGNANCCNANGCCANCNTTNGGGGGCAGGG
GGGGTTTNGTTATTNAAAAAAAACCCCCCCGGGAC
>CL9917Contig1
TTCGGCACGAGGAGAAACCATATTGTCCATAATTGCCCCAATATCAGAGTCTTCCTCTTT
TAAACACTTGCTCCAATGAAGATTGTGTTTTTGATATTTGTGGCCCGCAGTAGCAGTCAC
TGACTCTTGCGGACCATATTGTTTTCGCAGTTGGAAAGATTTCGGCGCCTTTTAGCGAAA
ATTTGACCCCTGCCGCATACTTGAAAAGTCACCAAAATGTGTACATACCTAGGAAAAATT
GAAAGGATGATGAGGACATATATAAAATAATTTAAGAATGTATCTGCATTTCTTAGAATT
TTTTTATTCAAATTGTCCTAAAACAGGAGCAGACAAAGAATGCTTACTTTGAAAAAGCTC
TGTTGTGACGTAGAAACAGAGGTGGGTGGGCCAAGTCTCCCTGCTCTTCTCCATTCTGAT
GCATTCACTTGCAGACAAATAAATCCATCAAAGTCTTTATTTTCTTCGTCATAGCTTGAA
TTTGGTTTAAAACTGTACGACTGTATAGTTCCATTATTGCTTGCCACTTTTGTTGCACGC
TATTGTTATGTTGGGGTTGTGAGGGGCTGTAAGCTAGCAGGAGAGAGTAAAAAAAAAA
>CL9918Contig1
AGCTTGACACCCCCAGGTCATGTGCGTTCTTCTCTGCGTGCAGCTGGTTCACGTTCAGGT
CCCACAGTCGCAGGTCTCCGTAGGTGGAGCCGCTCACAAACATCTGACTGCAGGGGCTGA
AGGAGCAAGCTACCATTGTGGTGTCGCTCACAGCGGTGGTCCTGCGTAGTTGTTTGGATG
GAAAATCCCAGAGAGCCAAAGTCCCATCAGATGCACCAGAAACTAGGTGCACAGAGTCAG
GAGATATGGCACAGATCCTGACAGGACTGCGGCCCGGATGCTCCAGGACGGCCTCGATGT
CCCCCGTGGTCATCGACCAGACCATCGTTGTGGCATCTGTGGAGCAGGAGGCAAGAAACT
GCCCACAGGCACTAAAGCAGCAGCAGTGAACGCTGTAGCCGTGTCCTGACAGCGGGGAGA
AGGGCAGCTCTGAGAAGTCGCTGGTGTTGTAGATCCTGATAGTCTTGTCTCCGGAGCACG
TGGCCAACAGCTTGGTGGAGAAGGCACACCAGTTGACATCGTCTTGGTGGTCTTGTAAAG
TGCAGACGAGGGAGGCCATCTTGGGAGATGTTCCTCAAAGGATACTATCTTCGCCTCGAT
CAGTTTACTTCCTTGTGGATCAGCTGAATGTCCCGGCCATA
>CL9919Contig1
AATGAACTTGTGCTGTGCCATACATCAAGGCATCGGGAAGTGGAAAGGGGGTTGGCAGGC
AGCTCCCTGGACACGAGAAATCGGACAGACTTTGGCGCACCTTTGGCGTGGCTGCAGTAG
TCTGCAAGCGTGACGTGACTCTGTTCCCCTAGATCCGCCCTCCTCTCAGTGACCGACGTT
TCCTGTCCGTCTGCTCTCTATAAAGAGCCTGTGAGATCTTCAGAGACTGAAGACCTTCAG
CAGCTGACGCCTCAGAGGTCCTCCTGCCTGAACCAGCGTGGGTCCAGCATCCCGTTCTGA
AGCTCCTGAAGAACCAGAGACTGTGGGTGACCATGAAGATCCTGCTGAGCTGTTTGCTGA
TCCTCATGCTCGTTGCTGACTCATCACTGGCTACATATGAAAGCTTTTCCTGGAAGCACG
TACGTGACAGCATGGAATTGCTTCACTGTCACCAAGAGATGGAAGCAATAAACAGCCACA
TCAGCGAGCGGAAATGTAAAGATAGCAACAGTTTCATCGTCTCTTCCGATTACAGAGTTA



AACAAATCTGTATAGGTGAAGGAGAGCCATACGGAGACAAAACACTGAGCAAAGGAACGT
TCAGGATCGTCAGGTGCGAATTGGCGCCAGGAGCCAAGTACCCCGACTGCCGATATCAGG
GCAGTGTGCTGACTAACAGGAAGCTGTTGGTCAAGTGTGAGAACAACCTGCCTGTTCACT
TTCATGGTGACAGAGACTAACCTGGATTCTGATGTCTGTATTCCTGAGGCGACAGTGAAA
TGTCCTGCTGACCTTCTCTGAATCCCACTGAACATCTGGCTTTACTGCAGCAGAGCCGCT
TATCTAGATCAGCTGATCCTGTTCTGTGCTGCTCACAGTTTGCATTCCTGTACTCTGCTT
GCTCCAACTC
>CL9920Contig1
TTTTTTTTTTATNTTAAATGTTTTTTATCTAATTTTAGTCACTGTACAGCACGTTAGAAA
CTGTTTGTTTGGGAAATGCGCCATATAAATTAAGTGGATTGGATTGCTCTGTTTCACTGT
TTTTATTTGGTGTTTTTACATTTTTATGTCACTTTTTTATCTTTCATTGTATTGTCATTT
ATTGTCGCTTGAGCTTTATTCGTACAGCGCCTTGTTTGACCGAGGTCATTTTAAAGCACC
ATATAAATGTAATAATCTATAAACACCAACCATCTTGGACCATCTTGGTAGAATCCCTCG
AATGCAGCACACCTGCGTCTTAATCTGCACCGGCTGCAACTGTGCAAAGGCGAATGTTTT
CT
>CL9921Contig1
GTTAATTTCCTTTCTTTAGCATTTCCTATAGGTGAAATGTTGTGCCAGGCTTTTTCTGTG
CACAAAAACAAACTTTGACCCCTGCACAAATATTGCTATAATTGAAACTTGGTTTGCTTT
TTCATAATAAGCTCAACATAATCGTGAAAACTTGTGTTTGTACATGTCTTAGAGAAACAA
TGGCTAATGAGGTAGCATGTTTGACGGCTCTACAAATACTTTGAGAAGATAGGGATTACA
CTTCCATAGTGATATCTGGTTCATTGACCATAGCGACCACCACGCCAGAAAGACCAATAT
GTTTTCTCCATCCGACCAGTCAGCTTAGTTGCATCTGCAGTGTGATCCGACGGCGTTCTT
CCATCCACTTACCTCATCCAGTCGGCTCTTAAGTTTGCAAAATCAGGACCAATCAAATCA
CTTTGCTTTTTTTTCTTCATTTTAATTCGTCTATTCAGTTTTGAGTTGAACTTGCGTCGG
AATTATTTTTGAGTTAGACAAGTAAGCAGTCAGAGATTTAGTTTGTTTTACTCAATATTT
TTTTTTGTGAAGTAATAATGAAAGCAAATGTAAAGACAATAGAAAAACATTTCCCCCTTT
GTGTTAATTCTTATCTTAATTTGATTTAAAGGCCTCACAGCAACAGGGGTTTGAAGCTGA
ATGTGTAAAAGCACCACGTTAGGAAGATGAAATGTACTGTGAATTAGTTTTCCCCCCAAT
GTTTTGTTTATCATGGAA
>CL9922Contig1
AACCCGGGCCTTATGGCCGGGGGAGAAACATGGCGGCCTCCTCGGGATCAGCAAGCGCTG
CCGACTCCGATTTAAAAGACCTAAATTCGGTTGGTTCTGACATGGGCAGCTCCACCATTC
AGTACAGCATGGTTCTGGAGCATCTCATTGGAGACAAAAGGGCCGCGAAGGACCTCAACC
CCGGCGTGATGGGGGGCCTGCCGGTTCCTGCTAAGAGCGACGAGCAGAAGATGATCGAGA
GAGGAATGGAGAGCTGCGCCTTCAAGTCTGTGCTGGCCTGTGTGGGAGGGTTTGTCCTCG
GAGGAGCGTTTGGCGTTTTCACAGCTGGCATCGACACCAACGTTGGCTTTGACCCCAAAG
ATCCTTTAAGAACGCCAACAGCGCGAGAAGTCCTGAAGGACATGGGTCAGAGAGGGATGT
CGTACGCCAAGAACTTTGCCATCGTGGGAGCCATGTTCTCCTGTACAGAATGCATCATAG
AATCGCACAGGGGCAAATCCGACTGGAAGAACGCCGTTTACAGCGGCTGTGTAACCGGAG
GTGTCATTGGATTTCGAGCCGGGCTGAAGGCTGGAGTTCTTGGATGTGGAGGATTTGCTG
CTTTCTCTGCTGCCATCGAATACTATTTACGCTGAGTCATGCTTTGGAAGATGAGGACTT
CCCTGCTGCACATGCAGACGCTCACTGAGGACAGTGGGATTGAGACGTTGGGCCGCACCG
ACAGAAATGAGACTTCTAGTTTCCTTTTATGTGGACTGAAGTGAGGCTTTCCATGTGCAA
C
>CL9923Contig1
CGAGGCCGGTGCTGCATTCAAGGATCTCTGTGTTGGAGGTCAAAACTTAATTGTTTTTGT
TCACTTCCTTAAGTTTAAAGACATTGACAGTTAAGGTGAGTCTGAAGTTGTGTAAAGATA
AAGCAAACTAAAAGTTAGAAATTGTTCTTTGTTCTTTATTTAGTGAAGAGTTTAAAAATT
TGTGTTTATTTTCAAACGTTTTTACAGATGACATTAAAATTCCCAAAGATGGAGTGTGTG
GGGGAAAAATGAATTTAGTGTTGAAAATAACACTTTTTTGAAATCCTTTTAATCATAAAC
ATTTTTTATCCACATGAATGTCATGAATGTTCATCCTCGGGAGATGTTTATTTTATAAAA
ATTCCCATTTTATATATTTTTTAATTTTTGTTTGTAGCTTGTTTTCTGTTTAGTTTTACT
GATTATGGATTTTTTTCTTTGTTTCTTGTTTTCTTTACCAAATAATATTTTATAAATATT
TTTAAACCACGATTTTTTTTTACAAAAACTGTTTGTATTTGCAGTTTTTAAAACTTTCAA
AAAAGTTAATAAATTTTCTTTCAATTGTGAAAAANANAA
>CL9924Contig1
GGGGCGAGTGAAGAGGGGAGGCTGATGGCCAGTGCTGTGGGTCAGATCGTGGGTCTGCAG
TCGCAGGAGATCAAGCAGATGGTTTCAGAGTACGCGGAGAAGCAGTCCGAGCTTTCCTCG
GAGGAGCGGCAGGAGCGCTTCGGGCCGCTGCAGCAGCACCGCCGGGCCGTCGCCTCGCTC
AACAAGCAGGTCCAGACGAAGGTCAAACAGCTGGAGCAGCTGCAGGCGGAGCACGCAGAG
GTCAAGGCCAACTGTGACAAGGCCAAGCAGGAGCTGATGGAGGCTGCGGAGCGCTCCGGG
CAGCTGGAGCAGGAGCTGGAGTCGCTGCAGGAGCAGGAGGAGCAGGCGGACAGTAGGCTC
CTGGAGAAGCTCAAAGCTTTGGTCACCATGAACGAGAACCTGAAGCAGCAGGAGCAGGAG
TTCCGCACACACTGCAGGGAGGAGATGGTTCGCCTGCAGCAGAACATCGAGGAGCTGAAG



TCCGCTTCTGGACAAGATTTAGAGGAGGAGAAGAGGAACCAGATTGACGCGCAGTACAAC
TCGGACCGGGAGAAGCTGCAGAAGATCCGTCTGCTCATGGCACGGAGGAACCGGGAGATC
GCCATCCTGCAGAGGAAGATCGACGAGGTGCCGAGCCGCGCCGAGCTCACGCAGTACCAG
AAGAGGTTTGTGGAGCTCTACAGCCAAGTTTCTGCGACGCACAAAGAAACCAAGCAGTTC
TTCACGCTGTACAACACCTTAGACGACAAGAAGGTCTACCTGGAGAAGGAGGTGAACCTG
CTGAACTCCATCCATGATAACTTCCAGCAAGCCATGTCCTCCTCAGCAGCCAGGGAGCAG
T
>CL9925Contig1
CGGCTTCACCAGACCTCACCTGCTCAGACAGACTTCACCTGTTCAGACAGACCTCACCTG
CTCAGCGGACCTCACCTGCTCAGCGGACCTCACCTGCTTCATTCCATCATGTCATCACCG
AACAGCAAAACCAAAGAGAAGCATGAGATGATTGGACTCAACGACAAGTTCGTCCAGCTG
ATTGGCACGGTGAAAAACCTGGAAAACGAGAAAAGAAAGCTGGACGAGAAACTGAAGATC
CTGCGGTCGAAGGAGGACTACGCCGGGAGGGTGGACGACATCGTGAGGCAGGAGAAGATC
GAGCTGGAACAGCAGGTGGAGACTTTGCTCAGGGACCAGGAGAAGCTGAAGGATGAGCTG
TCCACGAAACAGGAAGAGGTGGAGGACACCAAGAAGAGGTACGAGAAAGAGTTGAGAGAC
AGAGTTGAGAAGGAGAACAACTTTGTCATAACCAAGAAGGAAGTGGATGAAGGCCACATA
ACAACTGTTGACCTCAAACTGGAGCTGGAGGATCTGCTTGGAAAGCTTGGAGCTCCTCAG
AGCTTGGATTTGATGAAGGAAATCAAGGAGCTGGAGTCTCAGGTCCAGAATGAGAAGAGG
GTCATCTCTGACACCAACAAACGCTCCCTGGACCTGGAGCCCATCATCCAAAGCGTTGAG
ATGAAGTACTCAGAGATGGCAGTTCGTGCCAAAGAGGAAGCAGAACAGCTGAACCAGAAG
AAGATGAATGATTTGGTCCAGACTGCAGGACAGCGCGAGCAGGAGCTGCGCGACATAAAG
CGGGACATCGCAGATCAGATCCGCATCATCCAGAAGCTGAAGGTGGAGGTGGAGACTCTC
AGGAGGAAGGAAGAGTCGCTGAGAAAAGCCATGGAGGACGCCAGACAGAACAGCGACCAC
GA
>CL9926Contig1
TTTTAGACAGAGCACCACCTCCAACTTGTGAAAGAGGAGAGGTTTGTCCGGATTCTGCAG
CAGCATCTGTTTTGGAGGCATTCACACCTGCATTCAGACCATGCTAACTTGTAATTAGAC
CACCCGGTGCAGGTCTTTGCAGGGAGTGCATGCTGTGGATGTGCCCACCGAATTGTGTAA
ACTGATGTTTCACATTTAATACTCTGAGCAGACGTGCCTTTTATTGTCGGCTGAAGTGCT
GAATAACAGTCAGAAGGCCAGACTTTTTCCAGACAATTCTTTTTTAATTTTTGCTGTCAG
CTTGAATTATAGCATTTTATAAGATTGGCTCAGTTAGAGAAAGAGGCATTTATTAGATAC
TTCATTGAATCCAACATGTGTCATCAGTCATCATCATTGCTCCATCTCCAGCGAACTTAG
CTTTTCCTTATCTGCCATTCACTGCCAAGCTATTCACTCAGTGGGCCATCTCTCCTGTTG
CAGAGCCAACTTCTGCTCTTACTGAAGTCCACGCACTCTTCTCTTTTTCCACCTTGATCA
TCCAGCCAGTGGAGTGCAGCCAGAAAAAGACACTGTTGACCGTCTGATCAGAGAGCAGCA
TCCAGATGGCCTCCATGCTCTCTGCATCCTCGATATGAAAGACGATCACTGGTTGTGCGA
ATAAAAGCGCCTTGTTCTTTTGAAATGGAGAAACAACATTATCAACTGTACAAATGGCGT
AACTGTTAGTTTTAACACATTTCTCTTGGTAAATGATTCTCCTCCTTTTTGGTTGAATTT
GTGACTTTTTACCCATCAGTGCTGTTACTTTTTGAAGGTTTCTAAACTTGTTCACCCTTT
ATTTAGTTTGACATGACCATGGATTTCACCTGTACTAATATAAACCAGAGGTT
>CL9927Contig1
GAGGGTCCTCTGATCTTTTTCTGTGAAACCACAAATTAAAAACTGTAGCCTGTTGTCTAT
GCAGTTTTTGTGTTTTAGAGGAAAAATTTCAAATTATACGAGTTAAATTTGGATTCAGTG
GTGCTCTTGCCTCTAACTGCACCCCCCCCCTGTCTGACCGCTGTCATATAGGTACAATAG
TTGCTGACCCCCCCCACCCCCCCATAATGTTTTTATTATATTTTATTAAAAAACTGTAGC
GACACCTTTTGCTTTTGAATAGCATTTTTCTTGACACTATTGTAGATCAGTTTTTTTTTC
ATTTTGTACATTTATGTTTTATTATTCCTTTTTTCATGTGTTTACAAAGACAGCATTATT
AAAAACAAGGTCTTTATTTTTATCTGTGTACAGAAGTAAAACTGATCTGCATCTTTTCTT
GGGAAAAGGACTTTGATGGTAACGTTTGATTGAATATGACGTGTAACCAGCTAAAAGCAG
AAACTTTGTACTCTTACTGTTCTTTATATCAAAGCCTGACCCGACGCCGCTCGGCTCANA
CCCTTTTACCGTAAGCTAGAACCACGAGGATGACCAGGATCTGTCATTGAATACGTCTTG
TTGTGCATCTTTGCAGATTTTTTTTTTTTTTTTNCTC
>CL9928Contig1
GGCCAGAGCGTCAGCATCCTGCAAAAACTCCTTCAGAGTTTGAGTGTCCGACAGCAGCCG
TCTCACCATTCCTGAGACTGAAGGCTTGTAAAGGTGGACCTCGTGTGAGGCGTTCAGGGA
ACAGATGGCCGCCTCCATCTGAAGGAGGAGCGCATTACTGTCAAGAAGCAGCTGCTGCAG
AGCTTTGAAGTCTGCTGCACGGCCGACATCGCAGAGTCCATCAGATGTCACAGCCAGATG
GGCTGTCCTATCCTGGTTTTCTTTGCGGTAAAGCCGTAGAGGGGAGGAGGGACTGCAAAG
CCCGGTGTCTCTCACGGGAGGGGAGACCACATTATCCTCAAAGAGACACCTCCTGGCTCC
ACGCTGCCCGTCTGTCGGCCCGCTCAGCTTCTCCAGCTGGAGGTGCAGCTCTCTGGGGTC
CAACATGGTGCATCCTGGCTGGCAGCCGTCTCTGGCCTCGCCAGAGTGTGTGTTTGCAGG
AAGGGGGTTCGGTCTTCTGTTAGTCTGTGCCTCAGTTTGGAGAGAAAGCAGCAATCTGCT
GCTCTCACTCAGCTGCTGCTGAAGGACGCTCAGCTCGTGCTGCAGCCTGTTGATGGTTTC
CTGCTTTTTCTGCTTCTCCTGTTTTAGTTGGAGAATCTCCTGAACGTGGGCTTCAGCCTC



TGCTTCCAACTTCCTGCTTTGCTCCGCCCACGTTTCTGCATTTAGCTCCGCCTCCTTTAG
CCTGGACTGCTGCTGCAGCATTGC
>CL9929Contig1
GATTATTGTCAAATCAGGACCAGCCATGGACACTTTAAAGGAACTGGCTCTTGCTGGCGA
GCAGTTTGACATGGTCTTCATTGATGCTGACAAAAACAATTACATCAATTACTACAACTT
CATCATGGAAAACAATATGCTGAAACTGCGGGGAGTCATGTGTGTTGATAATTCACTGTT
TAAAGGAAAGGTTTACCTGGAAAATGCTACAGATTCCAATGGATTGGCCTTACGAGAATT
CAATCAGTTTGTTTCTAACGATCCCCGCGTGGAACAGGTGATTATCCCTCTTAGAGATGG
CATCAGTCTTATCCGTCGGGTGTCTCTGGCGCGGTCGTGTTCACTTGCTCAGTGTACCAT
AACAGATGATGACGTTTTCCGTGGGGTCAAAGGCCTTTCCATTTTGGATCGAATGCGCCT
TGACGAAAAAGTGGCTTACGTAACTGGTGGAGGGCAGGGTATTGGCCGGGCATTTGCTCA
TGCCCTGGGTGAGGCTGGTGCCAAGGTTGCAGTGGTGGACCTAGATCAAGCACGAGCTGA
GGCAGTTGCTCAGGAGCTTTTCATCAAAGGTATCAGTGCCATCTCCATCAGTGCTGACAT
TAGTAAACCAGCAGACGTCCAGAGAATGATAGACACCATTGTCTCCAAATGGGGAGCCAT
TCACATCGCTTGTAACAATGCTGGCATCAACTTGAACTCAGCCAGTGAGGAAACCACCTT
AGAGGAGTGGGACCAAACCTTTGATGTGAACTTGAGAGGCACGTTTATCTGCTGTCAGGC
AGCGGGTCGCGTGATGCTAAGACAGGGCTACGGAAAGATCATTAACACCGCCTCCATGGC
CAGTCTGATCGTGCCCCATCCTCAAAAGCAGCTGTCCTACAATACTTCCAAAGCTGGAGT
TGTTAAACTGACTCAAACTCTGGGAACTGAATGGATTGACAGAGGAGTGAGGGTAAACTG
CATCTCTCCAGGGATCGTTGACACGCCTCTCATCCACTCAGAGGATCTAAAGCCTCTGCT
GCGGCGCTGGCTGTCAGATATCCCTGCTGGTAGACTGGCTCAAGTGACAGACCTGCAAGC
TGCTGTGGTCTACTTGGCATCTGACGCCTCTGACTACATGACAGGGCATAACTTAGTCAT
AGAGGGTGGGCAGAGTCTCTGGTAGAAGTGCCAGAAAAGTGTAACTTTATTCTTTGGTTA
CTTGATATTTGTCTCAGAAATACTAAATGTATCATTGGCATTATCTCATTATGGAATTAT
TATCCAGGGAGAT
>CL9930Contig1
GAGCCAAAACCCACAGCCTGCCCGCCCCCACCTCCTCAGCTGCCCTGCCGGAGCCCAGCG
CTGCCAAGAAAGACAAGGAGAAGAAGTTCAGCCGCTTCGCCAAGAAGAAGTGAACGGAAA
CCGCGGGGGACTGAGCGTTGCCTAGGCAACCTGGAATGCGAAAGAAGTTATTGTGTACAA
TCACATATCACTTGTTTTTTATATATTTAATTTTGTGAGAACTATAGCAGTTTAGGGTAA
AACCATCACTATTTGCCTGTATGTAAGCCAGAGTATTTGTTGTTTGTGTTCTTTTTAACA
AACCAAATTCAAAAGCACAGGAATGCTCCTTTCACACTCAACCAAAGATTGCTTTTCTTT
TCTTTTTCTGTAACTTCTTGCATCAGTGAGGCACGATGAAGCCACGGGAACGACGCTTCC
GCCTTAAAAAAATGGTTGTGAACTGTAATACTGTGCTGTTTGACGTATCGGAGCACGGAC
TCGACCAATCGGAGCGGGCCGAAGGATGTTTTTACAACGAGCTTTGTAAATGCGGTGTAA
AGATTTGGTGAAGAGGCGCCACTCCAGCTGAGACTTGCTATTGGCTGACTGGCAGTCATG
TGACACCGGTCACTTCTCAGCTGATCTGTGGAGGCATTTATTTCTGTCAACTTTAATTAT
ATCCAACACATGTATTTACCTCTTCTATATTTTCTATCTACTCATCAACATATACAGTGA
AGAAGACGTATAGAGATAGCAGATGCATGACTTTGACCAGCTTCAGT
>CL9931Contig1
GCACCCCTTAGCATTGACGTCTTTGAGGACTACATCTACGGCGTCACCTACATCAACAAC
CACGTCTTCCGAGTGAACAAATTTGGTAAAGGCCTAGTAGAAGACCTGACGACTGGACTT
AACCATGCCACAGATGTGGTGTTGTACAACCGTTATAAACAACCTGAAGTGACAAACCCC
TGTGACAGGAAGAAATGTGAGTGGCTCTGTCTGCTGAGCCCCAGTGGACCAGTCTGCACC
TGTGCCAACGGACGCACGCTGGACAACGGCACATGTGTGGAGCTGCCTGCTCCCACGTTG
TCTCCTGTCTCTCCTCCCAGCGGTCCCTGTTCAATCCAGTGCATGAACGGCGGCAGCTGT
TTTCTAAACGCCCACAAACAACCCAAATGTCGCTGCCAGCCCAACTTTGGAGGCGAGCGA
TGTGAGGTCGATCAATGCATGGACTACTGCAAGAATGGCGGGACGTGCACACCCTCTCCC
AGAGGCTTCCCAACCTGCCGATGCCGGATCGGCTTCACTGGGCCAAAATGTAACCTGCAT
ACGTGTCGAGATAACTGTAAGAATGGAGGAAATTGCACAGTCAGTCCAGGAAACCAGCCT
ACCTGTCACTGCCCTGCAGACTTCCTTGGTGACCAGTGCCAGTACAGAAGCTGTGAAGGC
TACTGCCTGAACAAAGGAACATGCCTGCAGAGGGATAACGGCTCCATGGTGTGCCGCTGC
CCACCGCAGTTCACCGGCAGCACATGCGAGATCGACAGGTGTCACTACTGTCGAGACGGT
ACCTGCATCCCCAGCGATGGACTTTCCTCCACAGGGGAGGTCACCTGTCGGTGCAAAAAT
GGCAGAATCCAGCCAAGCTGTTACACATGTGACACAAATGGATACTGTGCCAATGGCCAG
TGTTTTATGAATCTCAGTACTCGATTACCAGAATG
>CL9932Contig1
TTTTTTTTTTCCCCAAAGAACTTTATTAATACTCGTTTCAAAAGCAGAGTGCATAGAAAA
TCAAAAATAAAAGACTTTCATTCTACAAGTTGCATGGAGACTTTTGCTTCAGAAAACAGA
AACAAACTGCTTGTGCTGTGAAAAATAAAAACTTCTCCTGCAGTCGCTGCGCTCGCCGGC
GTCAGCAATAAAGGAAACATCGAAGGAAAGTTTGTCATAACAAACATGTTGCTGCTACAT
TAAAGCAAATCTCTAAAGACGTGGGAAAATTCTTTAGTAAAGTGGCAGTGTCGTGTTTAA
ATATATACTTTCAGTTTAAATAAAAGAAAAAAAACGGACAACAAAAGCTTGGCAAAAAAT
AAAATGCACAAAGTATTGCACTTAAAGATCTCTTAGTACCCTTAAAACAGCAAAGAGAAT



TCCTGAACACCAAAGAGACCTGCAGCGGAGGTTTTTGGAGGAAACAGCTGCTGTGGTGCG
TCTGCAGAGAGCATGCCAGCGCTCTCCGCTTCGGTTTGGATGAGGGGAATGTGACGCTGC
GGCAGTCGGTTAAGCGGCATCCGTTTACAGGCTTTAGCTAATTATCAAAGCCAAATCTGG
AGACCCGGAGAACGTGTCAAGAACAGGTCTTGTTGGACTGAGACGCCACCGTTTCTCCAA
AGCGAAGCATTAAAGCAGAACTCTG
>CL9933Contig1
CAAGTCCTGCAGGTTTANAGCACAGATTGGATATGACAACCNTTATGNGTCCNNGACACG
ATATATCAACTTTAACTTGTTAAAATCTTCAGTACACACAAACACACACCCACACACACA
CACACACACGCACACAAACGTGTATAATCTGTCAATCCCTAACAGATAATATACTGGAAT
GATTTCACGAGCAACTATAAAGATACGATGTAAAAAATTCTTACTTTAAAAACAAATCTC
TGAAGAAAGTGCAAAAAAGAAAGAAAAAAAAACACACGGGTATTGTTGACACTTAAAAGG
ATATTACTGTATTTGTATCTGCTTGCAACCGGCCACATAGTTATAATTTTTTTTCTTTCC
NCCTTGACNTTGGAAGATGATAAACATCTATTGCACATTTCTTAATACAGATACACACAA
GTACAAAGTCACAGGCCCTGGCTCTGGTCTCATTTCATTGGGAGGGAATCAAAGAAATGA
GACCGAGAGGACGGATCCTACATCTCAATAAATACCTACACCCAACACGTTACGTGAATA
ACATGACATTTTACAATATATAATAATAATATTAAAAGATTTGTCTTGAAAGAAGAACAT
TTTTCAGTGGGAATGCTTGACTTTTTGTTGTTGTTTTTTTTTTTNGCNACGGGGATNTNT
ATAATNGTTANAGCTNCNCCCTTNGNCCTATNTTATTATNAAAAATCTTNTTGGGCTGCT
GGTTG
>CL9934Contig1
TTTTGTTCCTTTATTTTGTTCCAGCACAAAATCAAAATTCGTAAGCCGATATGCCGATAG
GTTTTGAAAAACACAAAGACTGGGAGTGGTTGGAAAGAGAAATGGCGAAGCATTTCAGAT
GTCCTTCAGTGTTCCCATTCCAGGCCCATCAATCCAGGTGGGAGGCCATGTTTTCTTGAT
GCTGGGTCTGTCCCTCAGCTTTTTGTAGTAAGCTGCCACGTTGGGGTAACGCTCCTCACT
CCCTCTGAAGGCAGCAGAGATGTGGTGAAACTTTAACATCGAGCTCTTTCAAATAAGTGA
AAAACTAAGCGGTTAGGGGAACTTACCCGTTTCGTATGAAATAAGCAAAAACTGGGAAAA
TAATCACGTCAGCCAAAGAAAAAGACTTTCCAACCAGGAAATCACCACATCCCTGAAAGA
AGAAGAAATGATTGCTACAACTCAAAAACCTAAAACACACCAAGAACAGCATGAGCATAG
ACGCAAACTCGGGCTGCGCGCATCAGAAACTTCCCCGGAGTTCACCGGTTCGAGAGCAGA
AGACGCTGCCGTGGGTTTGTAACCACAGTTGTGCAAACACGCACGCAGCCTGTTTCCTAA
ACTGTGTCGCAGCAAATGGGCAACTTCCGCTTTGAAAATGAAACCAAGTGTAGGC
>CL9935Contig1
AGCGTTCAGTAAGTAAAGGCCCTTCTTCACAGACCAGCGTTCCTGCTGCATGGCTGCCTG
ATGAGGCCTTGCTTCCTTCTTTCCATAGCGCTCCATTTATTCACAAATACTCTGCAGGAA
CTTAAGCACAGCAACCACGACAGAAGCTGCACCAGAGCAGGAAGGAGGAAACCGTTTGGA
CCCCAGAAACACCTGCAAGCAGAACCCCCCCCAACACCCCCATTAACCCAGGACAATAAT
CTAAGGGTTTTATTTACAGTTTGTATTTTTCAGTGTTAAAAAGTAACAAAATACACAGAT
TTTTCCAGAGAGCATCGACGCCAGTAAGGCTGGATGTTGTTCTACACTTTGGTAAAGGTT
CCAAGACCAACTTTTCTCCAGCTTGGGTCCAGGCTGCAGTGTGTTTTGTCCTTCCTGTGG
GCCCAGACCCGATCATGGAGAGCAGCGTCGCTCAGCCAGAACCAGAATCCAGAAAGACCT
CTGTGCACGCGTGTGTCTGTGCATGCGTGTGTGCACAGCGAGGCGGGCTACGGGTCTCTG
AGCATGCTAATCTGAGCAAAGATTTTGAGCGCTGGGCCCAGTTTGATGTTCATGGTTCCC
ATGAGGTGGTCCTCCTTCAGCAGCAGCAGCGCCTGGCCGTCGATCTCCTGCGAGCGGAAC
TCCTCTGCGCTCTCCAGACAGCCTGGCAGGGAGGAGATGAACTCGTAGACGTCCTCCATG
TTCCACTGGCCCGGGTCGCTGGGTAGGAAGGTGTGAGGAAGCTCAGAACCCAGCACTGCA
GGGACGCC
>CL9936Contig1
GTTGTTCCAGCGGGGTCAGACATGTCACAGCGCACCCAAAGAGGATGTAAGGCGGGATTC
TTGTCAGCAATCGACATACCAGGATTCAAAGATAATGTATACCAAGACAGCAACTGCCTT
GCTTTCATGATTGTGAGTGGCTGTGGCACCAGTTCTGTCTGCAGAGCATCTGCATCTGCA
TCATCAGCACCATCATCATCAGCATCATCAACATCAATATCATCATCAGCAGCATCGTCA
TCGTCGTTATCATCACAGCTTGATGTCATTTGCTGATTCTCTGGTTGACATTTTTTTGGG
GTAGCTTTTTCACAAACAAAGATGGTCTGGTTGCCACAATACATGTTCACTGCAGCAATT
TTGTCCCCATTCATTTTTACAATATGGATGTCCTCCTCAAATGTGACTGAATCGTTGCTA
CTTTCAACCTGAAGCGACCGAAGAATAGAGAAAAACTCCTTAGCGTTAAGTATCACCTTC
GAACCCATCACGTAATTTCAGTCGATCGCTCAAAATACAAAGAACCGCAAATAAGAACCC
AAACTATAGCTAAAAATGTGAGCCACTGTTGATGTTTTGACACTCCCGCGCTTCTCCACC
CCCGGCCATAATGCCCGGGTTTAACG
>CL9937Contig1
TTGGATGACAGACCAAGTGACAGGAGAAGCCGGGGAGACCGTTACGACAGCATGAGTGGA
GACCGATATGGTGGTAGAGGCTCATACAGCGATATTGGAGGCCCAGTCATCACAACACAA
GTCACCATCCCAAAAGATCTGGCGGGCTCCATCATCGGTAAGGGCGGACAGAGGATCAAG
CAGATCCGTCATGAGTCCGGAGCATCCATCAAGATCGACGAACCACTAGAGGGCTCTGAG
GACCGTATCATCACCATCACGGGGACACAGGACCAGATCCAGAACGCCCAGATACTTGCT



GCAGAACAGTGTGAGGCAGTACTCCGGTCGCTTCTTCTAGAAAGCAAACGGGAGGATGTG
AAGAAGAGTGACGCCATGCTTTCTCCTTCCTCTATTCAGAGCCAACATTCCTCTGCTTTT
AGTGGATGTCCCTCCTCCCCTTCAGTCACCTGTGTATACGTCACAGTTTTTAACTCTCTG
AAAATCCGTTTTTGTGCTGGTGTGACTATTTTGGTTTTTCCTAAGACTCTCATGCCATCT
CTGGACTCATCTGTTGATGTTCAAAGCGAGCCCTGGACCTTTTCTCCCACATTACGGAGC
AGCATGCAGAATGTAATTATTTTCTTCAGAACATTTTGTGGTACCCCTCTCCCCTTTTTA
TTTTGTTTTTGGAAAGATATTTTAACCAAGATGCATGTTTATAGAAAAGTTGGGTTCCTT
TTTTTTCCCAGTATAAAGTGTTCATTTGCAAGAAAAAGTTCAAGTAAAGTACTTTTGTCA
AAATTAGATTATTTTTTTGGACAATTTGTTACTAAAATACTGGTCAGTTCGAGTGTTACC
CTGGAAACATGGACTGTGTACCATGTTTGCTTTGATTTAGGATTGCTAACTCAATATTTA
AAATATTATCTGCCTTTACAGTTGTAAAAGGATGCAGTAGTAGAAAAACCATTGAGCAGT
CTG
>CL9938Contig1
TCTAAGACCATCTGGAAGCCTTAACTGTAGATCTGACATGGACCAGAATTAAATTGTCTC
TAGGATTCAATTTAAATCGTGGGAAACCCNGGAGGTGTCAACTCGCATGACAAGGACAAA
GGGTTGAGACTGACTGCCTGCGGAGAGGGATCCGGGCGGCTGTGCTGGACCCCCATGGGG
ACACCGTTGGTGGTCGGACAGTGGTCCGTCTTTGAAATAACCCCCCTGGACGTTTGAAGC
AGGAAGCCAGGACCAAATGCTGTAACTCCTAATATGGACGGACGAGGTAGGCAGGCTCCC
TGCCAGCCAATCCGAGCGTCCAGAGGAGGAGTCTGGACACCATGCTGTGCTACGAAGGAG
GCGGCTGAAACCGAGATGTTAAAACAGCTGGACGGAGGAACTTTCCGTTGTTCCCAACAG
GCTGACACGTTAAGACGTTTGTAATTTGGCGCTGTGCAAGCTCTGAAACTTTGGGAAACC
GGATATCTGTTTTATTTTGTTTTACTCTGTTTTAGAAATATTGTTAGGGAAATAAATGTG
TTAATCTCCAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL9939Contig1
AGTACATAAGAGGGTTGAAGTCAGAATATGAATGACACATATGAACTCACATTTTAGAAG
TCTATCAAACATAACTTTTTCCAATTTAAAACAAAAATTGTATTTAAAAAAACCAACCNT
GTANAAAAAAAAAAAAAAAAAAANNGGCCCCCNTAAAATGGACGTTTTNG
>CL9940Contig1
GGTAGATATTTATGCTCTCCACCCCCTTCCTTTTTTGCCTGTGTGGGTGATTGTGTCTTA
TGATCAGAGCTCTAGGTTTTATAGCAAAGGTCTTTAAGGAAATGCCTTATCATACCTCCA
GTCAGTATTTTAAGGTTATCAGTCTTTCACTTGTCAGGAAATCTTGGGGAGAGAGGAGCC
TGGGAGAGCAGGAGCTCTGCTGTGCCCTCAGTGGATGGTCCTGGCGGCACTGGCTCTCTC
CTCCCCATGATGGAGCAACACTGTGTCTGTGGAGGAGGCTGACCAGGCCAGAGGGCCAGT
GATCACAGGCTGCTGGGCAGGTGGGGGTGGGCCCCTGAGGAGGAGGAGTTGCCAAGTCCA
GCTGGAGGACTGGGTGGACCCTTTACTTGAGCATTGAAGGCAGATTAGAAGTTAGATGAT
GGGGCTGGTTCTGTGTAGAAGGTCAGAAACGGGTGGCATCATGATCATTCAGAGAAACCA
CATATCAGAGTTCCCTTGTGGCACAGCAGATTAAGGATCCGGTGTTGTCACTGCTGCGGC
TCTGGTCACTGCTGTGGTGCAGGTTTGATCCCTGGCCCAGGAACTTCCACATGCCTTCGG
TGCCCCCCCCAAAAAAAAAA
>CL9941Contig1
GAAACCAGATTTTGATTTGCCTCTCGGACAGACAAAGAGTGTGCGCGATCTCGATCCGCC
GCCGCCTGGTCAGGTACCTGTTAAAATGAAACTCCTTTTCCAGCTCCAAAACCTGCTGCC
GGGTGTAAGCCGTCCTGGACCGTTTGGGCTCTGATCCCGTGTAGTCGGGGTTCACGGTAG
TAACGTGAACTTTCTTCATCCATGGATAAACTACTGCTGGCTGCTTGGCTTGTATCCCAT
TTTGGGTCTTTGTGCTTTGCTGTTGTCCACAAGTCCGAGGTCCGGCCGCTTGGACCGGGG
GGCCTTGATCAGTCTGTGCCGCAAAATGGCTCGGATGGTTGGCTCTGTCGTGCACATGAG
CTCGTGGCTGCACTGCAGGGTCCGGCACAGTGGTGCAGCTGAAGGGTTGCTCCGTGTAGT
TTGACCGTGGGTAGATCCCTGGATGCTGAAACTCTGTGTCCTGCGATTGACTGTAGTAGT
CCGAGCCCTGCTCAGGTATATAGTTACTCTGCGAATATTCATCGCACGGAGGAAATTTGG
GATCCACATACTTAGAGTTCACCATATACGAACTCATGGCCATTAATTTCTGAAGGTAGA
AAATACTAATTTTTCTCCCCGGCCATAAGGCCCGGGTTAAA
>CL9942Contig1
GAGGCTCTGACCGACGACGAAATGAGGAAACTCAACATCCCAGCCCTGCAGGACGACGGC
TTCCTCTTCCTCTGGGTCACTGGCAGGGCCATGGAGCTGGGGAGGGAGTGCCTCAGCCAG
TGGGGGTAAGCTTAGCTTTTTAAGAACCCATCATGTCTTTTTTTTTTCTCTCAATTTCTC
TCTGGTATCCTTTTTTTCTTCCTCANCTACAAGCGTGNGGATGAAATCATTTGGGTCAAA
ACCAACCAGCTTCAAAGAATCATCCGGACGGGCCGGACGGGACACTGGCTGAACCACGGG
AAGGAGCACTGCCTGGTACACGGAAAAAAAAATCCTCCCATAATCCAAGCTTGAAGAACG
ACTGTTTTGAGGGGAAAGGTGAGCCGGTTTTGTGTCTGTGCTCAGGTGGGCGTGAAGGGA
AACACGCAGGGCTTCAACCGAGGTTTGGACTGTGACGTCATCGTGGCCGAGGTAAATCTT
TGCGCCGTGTGATCGTGAAACCGTCCGAAAGCGCGCGACTCAACGTGAGTACCCGCCCAC
TCAGGTCCGCTCCACCAGCCACAAACCAGACGAGATTTACGGCATGATTGAGAGGCTCTC
CCCCGGAACCAGGAAGATCGAGCTCTTTGGACGGCCTCACAACGTCCAACCCAACTGGAT
AACTNTGGGGAACCAGCTGGATGGCATTCACCTGCTGGATCCTGAGGTTGTGGCGCGCTT



CAAGAGTCGCTATCCAGANGGCGTCATCTCCAAACCTTAAGGCCTCCTGCAGGATGCGCT
CGGACCTTTTTTTTTTAATGCCTGTAAATATTATTTTTTTTACAAAAACTGACCAAATTG
AAAGTCTCTGTCAAAAACGACAAAATACATG
>CL9943Contig1
TTTTTTTTTTCAAGGTATTAAAACTTTATTGTTTGTGGAGAGTCAAATATTTGAAGATAC
AGCATGTAATAATTTCTCATCTTTATCTAGCATTACAATATTAAATCTAACATGTTACCG
TGTTACATCACCTAAAGACATTTTTTCGGTGGACGCGTAATGTCCTATGTACAGTTTATA
ATAATCTTTGTACAAGAAAGATGAAAAATAATAGTTTTTTCATTTCTATCAAATTAGATT
CATAAAGTAAATAAGTGTTAGTCATGTTTTAAAGTTGAACAAAAATATTACTTTATTTTA
TGGAGTCTACTATAGTCTACTCCATTTGTGTCTTTTATATAGTACTCATTGTTTTTTTCA
AATGAAGTTGCTGGAAATGTGGCAATGAGTTGCTGCTCCAGTTGAAACTATACAGTGAGG
TGCTGGTGGTCATGGGGGGGGGCCCAGACAGGAAACGCGTGGTGCAGTGGTCCACGGACG
CTGCCGTGTGAAGCTTCAGGCTTGGCCCAGCACGCCCTCAAGACGCTGTATTCTTCCGGA
CACGTCAGCTAGGTTGGCTGTGAGCTGCTGGATGGCCGCCTGAGTCTGCTTCTGAAAGGC
CACCCTGGCCTCACATTTGC
>CL9944Contig1
CTGAACAGTCATTTTTTAAAATCATTTTAAAACCTCTCAGACGCTGCCTTCGACTAATGT
GCAGTTTGTACTCATTGAGAGGTAAATTAGAGCTAAAACTGTTTGGGTTGCAGAAATTTA
TTTTTTGTTTTTAAATGAATTTCAAAGACGTTTACGGCGTACAGGTCTTTAGCAATAATC
CTTCTTCCTGGTTTTCCTCTGAGGGCGAAGCTGAAGTGTTGTGAGATTGGAAACGGTACT
GCAGTATTAAGATCTCACGTTTGGAAGGTTTTCTCTTTTACCTGTGAATATGAATTGTAA
ATACGACTCAAATGTACGATATATAAATATATATNAGCTTTTGTAGATCACATACCGTTT
TTGCACAGATTGTAAGGCTTGATATTTAAAGTGTAATTTTCTTATTCTGTCTTAGGTCAG
TTTTTATTTTCAGAAATCATCAGATGGAAAGAAAGGGCCTCTTTTTGTAAGCGGTGCATG
CAGATCTTTCATACTGCCATTTAGTTTCCTCAGCACTTTTTCATTTGTGCTAATTCAGAT
CATGAACTTCTTATTTTCCTAGTATAGTCTTTGCTACAGAGTTGGTTATCCTTTTTAATA
GATTTTTTTTGTCCTTTTTTAAA
>CL9945Contig1
TACCTCCAGGGTGATCTTTCTTCATAATAACAAAATCAGCTATGTGGGAATGAACGACTT
CTGTCCCAGCTCGACAGGTGGGAAGAAGAACCCGTACACAGGCATCAGCCTGTTTGCCAA
CCCTGTTAAATACTGGAACATACAACCAGCTATCTTTCGCTGTGTGACTGGACGGCGGGC
TGTACATCTGGGCAATTTTAGAAAGAAATAGGGAAATGTATGCACAGAGACGCACCTGTG
ACATTCACCGTGACAGAATAAGGAAAGAGCTTAATCCATCATCAGTCACAATTTAGGATG
GGGATGTATTATTTTGACTGATAGCTTGTGTTTAGAAAAGATTTTCCTCAACTGTTCTTG
GGATATGATACATTTGCATTAGAGTTATGTATATTCATAATTATTGGGTATGCTATTGAA
TGCAAGCCAATTTATATTAATAGTTGTTTTTGTCAGGGAATAACAGACAAGGAAAAAAAT
CATGAGTGCCAAGGTTTATGCAGCTACAAACAGCAAATAAGCGAAGGGAAAAAACAGCAT
TATTATTCAAATTGAAAATCACAGCCAGTGCTGTCAACTCTGAAAAAAGTAACCCATGTT
TTACATCTCAGCTGTTGTTTCCTTGAAAGAAATGCAATGCCCCATGTCGGTAATTAGCAT
GATAAGACGACTTCGTAACTTTACTCTTGACAGAGATGCTATTTTGGTTTACTCCAGTCC
AGGTTTAAAGTAAGATCAGGTATTATTTAATCTAGTTTGGAAGAAAACTGATCATTTTCT
TCTCTTGACAGCTATAAACAAACTTTTGTAACTTGTTATATTTTATGTTTAGTTTTCTTT
AGGCAGAAAAGATCAGATTACCATTGATGAATTTCGACAGACTAGGACTTTTCAAAATCT
TCCTGGTTTCAACCCTTCACATAGAATATCAAATCAGACACTGAACATGTTATAATAAAT
TCAATTATGCGCTAATGTAAATGTGGCCTCTGCAGGGCTGAGGTCAGACTGTATAACAGT
TCAATTTAATATAAACACTCCTGTTTCAGTTTTCCTAATTGCTGAGTTATTTTCTGTGTT
ACGAACTTTCCCTTCTCCGCGGTTATTAACCCTGAAATGGTGC
>CL9946Contig1
CGTGGGTTCAACTCCACGACACGCAGCCGTGGCTTTGACGTGACCGGGACGCGCACTGAC
ACGTTTCGGAGCAGAGCGCGGGTCTGCAGAAGCTGTGCGTGGATGTACCGGGATCACTGG
GATTCATTCCACTTTGTCCTGAATTAAATGAGATTATAGGACAGTTGTGCAAAAAATAAA
CTGACCTTCGAGAGAGGAAAAGGCGCTGAAATTCACTTTTTTGGGGGCAAGATTTTGGAA
TTAATACCTTGTTTCTACTGAGAAGGTGTCTCCATCCAAGATGTTGCTGCTTCGCTCCTC
CCTGCTGCTGCTGTGTTTGTTCCAGCTGCATGCTCCGTCCTCTGCTTTGCCCTTTGAACA
GAGAGGCTTCTGGGATTTTTCTCTGGACAGCATGGAGAACATTGGGAAGATGGCAATGAT
GAACGATGAGGAAGAAGGTTCAGCCATGGAACCAACCCCCTCTCCCGGGATGCCCATGTG
CCCCTTTGGCTGCCACTGCCAGCGGAAGGTCGTTCAGTGCTCCGACCTTGGTTTGACGGA
GGTGCCAAGAAACATTCCCCCAGACACCAGGTTCCTGGACCTACAGAACAACCAAATCAG
TGAGCTGAGAGAGAATGACTTCAAAGGCCCTTACGGACTTATATGCTCTGTCTGTGAGGA
ATAACATCATTTGCCAAGGTGCACCCCAAGAGCATTTGTTCCTTTGAAACGGATGCCAGA
AGCTCTACTTTTCAAAGAACCTGCTCTCAACTATTCCAAAAAATTTGCCAGCATCTCTGA
TAGAATTGAGGATCC
>CL9947Contig1
CGGGATCCAGACTGTGTATCGCAGCCAGGTGAGGGTTTTCCACTCCGTGTTGAAACAGCC



CAGCATATAAAAGGGGTACCTAAAAATCTCAATTGCACTCCAAAGATAGAAAACAAAAAA
CACGACCGGCCGATTGTGCATTTCATCCAAACTCCCAAAAATGATGAAGAGGATGAAATT
CCTTCCAATCACCTGAATGAAGGTGGGAACTACGCCTGTCCGCACCACACCAAAAGCAGC
ATTAAGAACTTCAACTGCTGCCAGGGTCTGGCAGAAGAACATCACATCCGATATGGTGTG
AAAAGTGTCGTAGAGAGAATCTTTTCCAAAAATAAAGAGGCGCACAGTCATGTTGACAAA
TATCCACGAAAATCCAAGAAACTGGACCAAGTTATATGCAAACAAAAAGCCGGTTTTAAG
GCTAATAAACCCTGGTTCTTTGAGCCTTGCAGACCTCAGCCTGTTCCTTCTTTCTTCCTT
TTCCCTGATCTCCATCTCAGCATCTGATTCTTCCAGCCAGCGATCAAAGTCCGGCGCCAG
GAAGACGGGCTTACGCTCCTGCGTAACCAGCCTTTCCCACCAGCCTCTCTTCTCCTTCCC
CACCACGACATTCACCTGCCTCTGTGTGGACTTGTAACTTACCTCAGGCTTTACTGGAAA
AAGAAACTCCAGGCTGAACTCGTACTCGTTTTGTCCTTTGGCACCATGACCTCGAGCTCT
GAACTGAAGAACTTTGTCGTGCACTTGGACATCAATGTTCTGAGCATCCGTGAGCTCCAC
TCGCAGGTAAATTTCCTCGTGACGCTGGGCCCAGTAAACGAGAGGCGTTAGCATCATTGT
TGTGCTCGAGTCGTGTTTACTTCAATTAAAAGGTTCTAACTAAAAATCGCATAAAAGCGC
GCTAGCTGCCAGAAACCCGGTCAGCTAATACCCAGAATATTCCGTCAGCGTGCGCGCTCT
CAAAGCGTCAGTTTAAGCCCCCGGCCATA
>CL9948Contig1
TGTCGTGTGAAGACAGTAGTTTTATTGTACATAATAGCACAGTAAAAACAGGANATAAAA
AGTTCCACATTCAGTATGTTTTTGGACATCTCTGCTTGCTTTCACNAGGTGTCTTGATGT
TTTGATCTACCCACNAACGCTTTAAATTANCAATGAGACCATGAAACACATCANGTAACT
GCTGCAAAAACTGCAGCAGGAAAACTTGTACACATTCCTAAAGAATTAAAAGGCTCTTAA
GAGATTAATAGTCTGAAAGATGTTCAGATGTCTCCCCTGCTGTTTGTCACTGGAGGCGCT
GTAGGAATCTCCTCTGTGAAGCAGGAGGTGCACGGGGTCGTGCCGTTCACAAACTGGCTG
ATGGTTTCCAGCTCTGGCGTCATGGTTGCTTCTGTGCCGTTGAAGCCGGGCTCAGGAGTG
GTGGTGTCCCCGTCTCCGGAGGTGAGGGTTGTCATGGCTGCTGTAGTCATAGCCAGCGGG
ACAGTAGGCTCCTCTGTGGCGTCCTCTTCTTCCTCCGAAGACTCTTCGGAGGAAGAAGAA
CTCTCAGAAGACTTGGAGCCTTCGGACATCTTGTGCAAATCCAGCCTGTGGACTCGAGCC
AGCTGTTCACGAGAGTGGTCTCTGTCAGGGATGTCAGCATCGTGGTACAGGCGGTGTGGC
TTAGCAGAGACCGTTGACAGAAGAATAATGACCAGGGCGGCTTTCAGAAGCTCCATCTGT
CCGACTGTTTTGTGTTCTCCTGCTGCCTCTCTGTTCTCCTTCTAATGCGTGGGGGGAACG
CCCTGCTGCTGCTCAGGTTTGTGCTTCAGCGCAGGAACCCC
>CL9949Contig1
CACGAGGGTGGAGCGGAGGAAAGTTCTCCGGCGTGGACAGTGAAGCTGCCTGCTCAGCCC
CGCCACACGCTGCACCGTGTCATCATGATGTGGTAACCACTCCAGCATCACCGTCTCCCT
GATGTAACGCGTTACATCCGCTCAGTCCAACGTAAAGAAACATGCTCTGAGAGAGCTGTG
TGTCATCTTGTGTTGGTTTGCACACAGCGCTGCGTTCTGCTGTTGAATGCGGCGTGGCTG
ACATCATGGCCGCAGGCAGGCTGACCTTCAGGAACATCAACGCCCTGGCCCCCATGGTCC
GGGTGGGAACTCTGCCCATGAGGCTGCTGGCTCTGGACTACGGAGCTGACGTTGTGTACT
GCGAGGAGCTGATTGACATAAAAATGGCTCAGTGTCGAAGGGTAGTCAACGATGTGTTGG
ATACGGTGGATTTCGTGGCTCCAGATGATCGAGTGATGTTCAGGACCTGCGGGAAGGAGA
AGGAACGAGTTGTCTTCCAGATGGGAACAGCAGATCCAGACAGAGCGCTGGCCGTGGCCC
GACTGGTAGAGATGGACGTCGCCGCCNTCGACGTGAACATGGGCTGTCCAAAGGAATACT
CCACCAAGGGGGGCATGGGCGCTGCTCTACTGTCCGATCCGGACAAGATCGAAGCTA
>CL9950Contig1
ATTTGTATATTCTGTAAAAATGTAGTTAAAGCATAGGAAAGTGAAGGAGACGTTGCAGAA
ACACTTAATTCCCAAAGCACTACCGATATGAATTATTTATATCCATAGTTAACACTGTCA
TTTAGTCATGCAGTTTTGTTCATTTAGTCTAGTGTGTAACCAACTTTCTTGTCACCCCTC
CATTGTTTAATCCCTGCTGTATTGAAGCTGCGCTGACCTCCACCCTTTTCTCTGGTTTGT
CGTATTTTAACATCTTTTGCAGCATTTCATTCACAGGAGGAGTGTTTCTCTCGTTCAATC
TTGTAGTCGAGCACAAACTTGGCAGGTAGTTATTTTATGTTTGACTAGAAAAGCAGTATT
TGTGTCATTGAGTTAACTCCAAGTGTGTTTTATTTTGAAGGACATGACTATGCACTGATA
CTTCGAGTATAACTCTGTTATTGTATTTTAACATATTTTATTGTGAGACAGTGTTAAAGG
TCAAATGTTTCAAAGGTGTTTTTGTTCATATTTAACTCTCATCTATATATTAGGAAAATA
ACATTTCTGTATTTGTTTTTAATGTGTCGTAACACAATCATGCTTTCTGTTATCAGACAC
TTCTAACTTTTTACTACTTATATCTTAATTTCAAAGCTAACAGTGTTCTGGGTTTGTTTT
TAGTTTTATTGCTGACCATATTCAGAAATTTGTTTTTTACATTTTTCCATCATTTACAAG
AACTAATGAGTTTTTTCTGCAGCTTAAAGTTAATGAGTTCATGAGTTTAAAAAGAGAATA
AAGAT
>CL9951Contig1
ATGCACTGGGCTATGTCACTGTGGCAACAGTTTGAGCAGATAGGAGAAAGCTGGAGCAGG
AATTTGTCCTTTGTTTGGGGGGGGGGTCACAGCCCCACCTTCATGGAAAACAGAAGGAAA
CTGTTTCACAGACTTGGGGGGTCACTCCAAGTCCATGGGGGTCTTGGCCTCAGTTGACAG
ACCCACCTGGTCCCAAGGATGGCTCCAAGTCCCCGGTGACTGGGGCCCGTGACCTCTACC
CCCACCCCCCATGATGACATGAACTGGGGGGGGGGGGTTCTAAAGGTTCTGTCTGAATTG



TTTCCCTAACTATTGAAGGTTCTCCATCTTCTAGTTCGTCTGGATCTACGCTTCCAAAAT
CCAGAACCCTAAAAATTTCCCAGAAGTCTCTGCAGAAAACCAGTGTGCGTCCATCCTCAC
TACATCAGTGAATATAGACCACAATGCAC
>CL9952Contig1
ATCTTTGTGGAGGAATCCCACTTCCTCCCGAAAACGGCACAAATGGCAAAGAAGACTTGA
ATAATTACATATCAACCAAAATAGCATTTCCCAACATGTGGAATTTTAAATGTGAAATAA
AAAGTAAAAAGAAAGCGTTTTCTCTGTGTCACAGTGCTTTTAACCTCAGCGAACAGCTTT
TGCTCCATTCTAAAGGCCTGTACACACCGGGACGAGTTTCGCGCAGCGATGTTCGCCGAC
GTTTATTGCCTCGTGACTAAACAAAAGGCACCAATGTGAGTGTGCACACCGATGCGAGAA
AACGCCACGCGTCAAAGCGCCACTTTTTAAAAAACGCCTCGTGTTCGTTTTTTTGGTTTG
ACGCGCCGCGTCGAAAACTATACGACCAATGAGAATGGCGCTTTTGCACACGTGTCTGGA
GCTTCTGAAGTTACAGTAAAACACAACTTTGGGGGCGCTCAAACACAAACTGCCTTGCTG
AACACACATACCAGCGAAGAAGATAGACGCCGAGTAGCGTCTACACTGCCGCGAAGAAAT
AATGATGGACATTCTAAAATATCCCCGAACCACCATTTCAAACACCAGTTGGAGCTACTG
GTGCTTGAAATATTCATGTTTTCTTTGTATGATTCTGAAAAGCACGTAAATACTTGCTCT
CTTCTTCTGAGTGAAAAGCGAGTTTAAGAAGCGTGAAGTTGCGCAGCACCACCTTGTGTA
CAGGAGTATTTCTGTTTACATTAAGCGCCATCTAATGTCAGGGAATGAAATTGCATGTTC
GCTCGGCTCATCGTCAGCGAAAATCGCCTGGGTGTGAACACAAAAAACGAGGCGAAAAAC
GCTGGCGAGTGGCGCCTGGGGAATATTCGTCCCGGTGTGTACGGGCCTTTAAGCGCTGCA
CTTTTTTCCTGCTTACAGAAGAATTGTACTGTAACATACAGCAGACTCCAGAACTATGCA
GGCCAGTTGTCCTATGGGCGAAAATGCAACAGAAAATGT
>CL9953Contig1
CTTATGTTATTCTCAGAAATGTACCAAATATCAAACTTTTTATTTCCCAGATGCTTTAAT
TCATTCCATTTTTTTTATTGTTTATGTTTGTTTTCATGCGTTTAAAAGCCAAGTTTCCTT
TGACGGAGTTTGTTTTTCAGTGTTTTGAAGGATCTTTGTTGCTTCCTGCCTGAAGGCCCT
CTGCTTCACGGCGCAGAAAATGACTGAAGCCGGTCCATAGATCCAATCTGGTGCCGTTCA
GTGTAGTTCATTCCAGCGCCGCTCTCACTGCCGGGTCAGAACCCGGGCGCTTCCTCCGGT
TGTTGTTGTACTGAAGAAAGTCGCTGTTTTCTCACGTCAGTCTTAATTATTTTTGTCTCG
AGAAACCGTAACGCCGTTTCTTTTGCTGCTCGGCCTCGTTGAAGAGTTCTTCAGCTGAAA
TGAGAGAAGAAAAAAACAGGAAGTTTCCTCAAACTTCAGGAAACTTTCCTGAAATTCAGG
ACACTTCCTGAGACTTTAGGAGACTTCCTGAAAATAAGGAAACTTCCTGAAAATAAGGAA
ACTTTCTAAAGTATTCTGAGGGTTACTTTATTTCCCTCAGAAAATTCCTGAAATTCAGGA
AACTTCCTGAAATTCAGGAAACGTCCTGAAACT
>CL9954Contig1
GCCCCNGNGGNANTNACNAAAAANGGCTTTNTTTNAGNCCCCCCCTTTTTGGGNAAAAAA
AAAAAACATCTTGTGACTGATTCTTTACGAAGCCTGTGTGATTTTTTTCTGACCTCAGTG
TGTCGAAGTGGGAGGCTCTGTGGGCGATTTGGTGTGATCCTCCATGCTATTTCCATCGTC
CTGGGTCTCTCCGGCTCTCGGCACACCATCCACCCTTTTGTCTGGCTCTTGACTTACCAA
TTTATCTGCTTTGCACAAGCCTTGGAGATGGTAGCTAGTTGCATACAACAAACCCCAACT
CCTGAGTGTGTAATTGTTGAGGCACTCTTGTCTGTATTAGTGTAGATGTCCTCAGTGGAA
GCTGTGGGCGCCCTTTTGCAAGCCTCAAAGAAAAGAGAAAAAAAAACGATTAAGCATAGC
AACTAGTAAGCATAATGGACATTAAGAGTAATGGAGACTTATTGGATGTGAACCCCCACC
ACGGGAAAGAGCGACTGAAAGATGGAGGCGCCCTCCGTACCTTTTGACCTCTGCCCTTTC
TTTTGCCTTGACAACGTGCCCCANCGTGGTGATGTGAATGTGTGAAGACCGCCCTAGGTC
CACCTTGGGTCCTTTATTGGCTTTTAAGCGCA
>CL9955Contig1
GTCGACCACGCGTCTGTGGAGAAGCAGGAANNGCAGGATGAGACAGCCGAAAAAGAAACC
CAACAACAGGACCGAGAGAAAAGAGACACAACCCAGAAGAAGAAGAAAAAGCAGTCTCAA
AAGTCTCTCTCTCTGATCCCAGAAATGGAAGAAGTATGAGATGCTTTGTCGAGGAGAAGG
AGTCCGGATGACATCTCGCAGACAGAGCAGGCTGTTCTGTCGTTACTACGACAACAAACA
CAACCCTAGGTTTGTGCTGGCGCCTGTTAAGCAGCAGGACGAGTGGGACCGCCCCTACAT
CGTTCGCTACATCGACATCATCTCCGAGGCGGAAATGGATAAAATCAAGCAGTTGGCCAA
ACCACGGCTGCGCAGGGCACCATCTCCAANCCCGTCACTGGAGTGCTGGAGACAGCTCCT
TACAGGATCAGAAAAGCGCTTGGCTCACTGCGTACGAAGATCCCGTGGTTGAAAAGATTA
ACCAGAGGATTGAAGATCTCACAGGGCTGGAAATGGACACCGCAGAAGAGCTGCAGGTTG
CAAACTATGGTG
>CL9956Contig1
ACGGCGCCTGCCCCTGGGACCTTACCGCACAAGGGCCGAGTAAGGTGCTAACTGCGCCCT
CTCCCCTGTCTGTAGAGGGACGGTGCCCCCCCAAATTCTGTCGACCGGGGCAAACTGCTA
ACAGTGCACTCCGATCGTGTTGCGCAGCCCCTGGCAGGAACCGGCTCTTGGAGAATGGTA
ACAGGCTAGTGTAGCATCTCTAGCAATGTAACTCATTGGTGAAATCAGTGTTTTCGTATG
TGCCAATAAAAAAAAAAGGTGAACATGGTGTCCGAATTGCTTTACAAATCCAGGGCACTA
NATAGTCCCACACTATAGTTTCTAGTTTTTAGGAAGTAGGGAGGGAATTTGGACACAATA
TTAGTTACCCTAAGCTAANATATGCTAAGCTAACTAACACTGCTCTGTTTTGATTTTCAC



TGCAAAAACTTTATTTAAATTTCATAAAAAGAACACATCAACACTGCCCATATTTGAAGT
AGGTGGGGCCACAGTGGGAGGGGCTAGACCAATGAAGGAATGAAAAAGGAAATATTAGTC
ATTATGTGGACTATTTCTCAGGGTGCCTNTTNTAAAGCATNTTAAACAGCTGAGACCAGG
TGGAGGTGCCAGTGGGAAAAGACACGCGGTTTGAATAAAATGTGTACGTGGAACCATTGA
AACCATAGAAACTTTTTCTGTCGAGGTTGAACATGTGAATACTTTGCTTGTGTGCTGGCA
ATGAGACACAGACGCACAAAAAGGTTNTNGTCCTTGCGTCCAGACGTGCGCCATGCGGCA
GCGACCGCTGTCACTGCGTCAACGGGAAACTTGTACAAAAACACAGCACTTTGTTTTCTT
TATTTACACTATTTTATTACTACTTTAAATGAGAATTGTTNTTATAAAAATGTATGNATC
TATGTTTTGTTTTTATTTATTTATTTTTTCCGTTTTAAGAGAGTGCAGTGCCATCACATT
AGCTCAGTAAGGTCTTTTTTTTTTACTAAATCATGACTATAAAGC
>CL9957Contig1
TTCCGCAATCGCATTTTATAACTAACGTAGCTTTTAAATCCAAAGCCCAATGTAACCACT
GGGTAGCCGATGCAATGCGCCGCGAAAGGTCGACACAAATCCACGTGAAAATTCTTCAGG
TCTTTGAATCGGATTGCCGCCTCTATGTACACAAAGAGTATCCATAGAGACACCGTGGGG
AGGCAGACCCCTCTCTCTGTGTGCCAAACATACTGCACCCACACGTAGGTACTGGCAGCA
AAGAACAGCCATTGCACTGGGATGAAGAGCAGGCAAATTATGTCCGAGGTAAACGCCACA
CAGACGAAGAATACGGAGAAAGCCAGTCCTTGATATCTAAATGAGTCGTACACACTCCGA
ATGAAGAGCCAGAACGGCCAGAGGTACTCGAACCTGAATTCAAGCACAAAGTCTGCCAGC
AGCACTAGAGCCCACACCACCAGGAATTTCAAGTACAGGAAGGTACTGCCGTATATACCC
TCGGTGATTCGGTTCCGTTTTAACGGCCGTCGGAGTTTGCTGCAGTCCGCATTGCGCCGC
TTCATCCTCCTCCCCTTGCCTTTGGCCTTCGAGCAACAACTGTAATCTTATCCAGTTTTC
TTGTGTATACGAACAAAGATAATAAATTAAATATCGTAGGTATATGTCTCTGCTATTATT
TCCCCCCTACTGAACACAAAGAAATAAATAAAGGACTCTATTCGGGAACCTCCTCTTTTT
CTGTTAGCGCAGGCTCCCC
>CL9958Contig1
GCACGAGGGATTAATGCACTCTTATGGGAAACTCAAAAACAAAACAGAAATAACCTTGAT
GATCCTTCTTTCTCAAAAGCTGTGCGTAAAAGTCATCCTCCAAATTAGCTAGAATTTTTT
TATTGCAATTTCCCATCTGAATCAATTCACAATGCCGACGGATAACGATTTATTTTATAT
AAATCTGCACTTTGACTAATTAAAACGCAAATCTTCCTTTCATGGAGGAAGAACGAACAC
CTAAGCAGAAAATGTTTCATCATAAATCCGTGGGATAACTTTCTTCTCTCCTCTCTGGAG
AAGGGGAGAAAAAAAAATATTGCTCCACCTTAACGAAGTACAACAGTTCATCTGTAAATG
GCGGCTGATGCGCACTTTTCATGAGCAAAAACCTTTTGTCCAAGTGTTCAATTCCTCTTA
CAATGTGTTTTACCTCACAGCAAAGACAAGTGCAATTTGTATGACATGTTGTTGTTTATA
TTAAACATGATGTAAAATAGCTCTGCATTTACTCTGTCTTTTTCAGCTGGGAAATGAAGG
ACAGGTGATTGTATATAATGAAGTGTTAAGCACTAAAGGGAGGAAACTGGGCCTCTCTGA
CTGTCTGTCTCTCTTATTTTAAATGCTGTTATGAGGTGGTGCTTCTGGAAAAAAAAGA
>CL9959Contig1
GCTTTTATTTTATTGTCTTTTATTATAATTCAGTTTGAACAGTTTTGCAACTTCATTTGA
TTTTAAATTTAGCAAAGCTGCAATCTGTATGCTGTTCTGACATGACAAAAGCATCAGGAG
AGGTAAAGAATGACTTTCTTAACACATTTTTATCAAAACCTGCCTTTTGATAATTAAAAA
AACAAACACTTGTGAGCTATGAATTCAGTCATTTTTATATAAATAAAAGTTTTCAAGATA
GCATGACGATTACAAATACAGAATTCAAAGTCAATAATTTAAGTCATGATAGGTAGCTTC
ATACAAGCATGTTGTTTGGGTTTTGTAATGAAGCAGCTTTATGAGGAAGGATATGTACAA
AACATACAAAACCAAGAAACGATACATCACAACAATGACAAAATCTGACAGAAATATAAA
GACGGCAACTTTTTATGCTGCCTAAATTGTAGTGATGGCTACAAAAGAACCTCACCTTCC
CCCCTTTTGCCTTTGACAGCCCGTGCACGTCTGCCGTCAGCAAGCATGGGGTCCTTTCAA
CCCCGTCTGCGTAGAAATTCGCTCGCCTCTCAGCCTCGGCATCAACTTCATTCTGATGCT
ACAAAAGAAAGGTAAGTCTGTCCCTCCCTCCATCT
>CL9960Contig1
CAACTTTATTGTTTTATTGAATGAACAGGTTTTCTTCTCAGACTTCCTGAATAAACATTG
CTACAGATACAGGAAATGACTCTTCAGTAAATTTTCCCAGCAGCTCAAACTGATTTGACA
TAGTTTCCTTCTTTTCCATGACTTGTAAGGTGTAAAACAAACCAGCAATTCAAGGCGTTA
AAGCTAAAAACAAGAATGTTTACCACATGCTGCTATCCCATATCAAACACAAACACATTT
TTCTCTTATGTTTCTTGATCAATCCTATGCAAGACGATAGAAAGTGGCAACATTTGATCA
TTGCTTGAACAACGAACTCTAAAACAAGACATATAAAGCATTAAAGAGGAGCCAACTTAA
AAAAACTAACACACAATCTGTTTGTACTATAGCCTCATGACAAGATCAAACCATTATCCC
ATAGCATAAATGTCTTCTTCACATTGATAAACAGTGTAACCTTCGATTAAATAAAAAGGT
ATATTTTTTTCAATTACAATAACTCAACAAAACCAAGAAGATTCTACACCCTGTAAATTA
TCAATCATTCATAATTATTTTTTTTCAGTAGTGACAAGATTGGTCATCATGTTTGCCAGA
GCTCAACACCTCTGAAGAGGATTATTTATGGTGCATTGCAGTAACAGAATCACATAACAA
TGGGATTAAAACCAATAACATTTCTGAAAAGGAACATTTTAAAGGGAAACAGAAATTGTG
TTTTTATGTCAGAGGCCAATGAATCATACACAGAAATCAAGGAGGAATTTCAGGACGATG
TCAACTGTAAAAATACACTGCAAGGGATACACCCACCCTGACAAATGTGCATCTATGCTT
CAGTGAATCTCCAAGGGCCTGAATGGCATGGGAATCAGCTTTTAACAGATACCAGGGGGA



GGAAGAAAGGAGTCCCCCCGGCCATAATGNCGGGTTCTNNCC
>CL9961Contig1
TTTTTTTTTTCAGCAATCCAGTGTATTTATTAACAAGTAAATATACAATCCCATGTGTGT
TTATGCAATCAGATTCCTCTGAAGCACGCTCAGTTGAATAGCACTTTTGTTCTTCGTCAG
TAAAAAAAAGAATATAAACTTTTTGATCCAGTCCCCCTTTTTTCAGGCTTCTTGGCGATA
TGGTGATGCACTTCCCGGTGTTTCAGGAGGAGATAACTCTGTCCGCGACGCCGCTGCGAT
TCAGCCTTTCCTCTGCTTCTACTTGGGATTTATAGACTTTACTGCCACCATAGTCTTTAA
TGCCTTTTTAGTTGGTAAAATATATGTAGGGTCAAGTAAATCAACAAAATTTCTAAATCC
TTCATCCTCTACCACTGAAAATGGCTGACTGTCCTTGATCACCATGTCAACCAGAGCATC
GTCTAATAATTGTTTCCTGGAATCTTTGCTCGGCCTGTCTCCAGGCTCATGGAAGGACCG
GTGATGTCTGATCATGGACGACGTGTTGTTGTTGTAACCAACCTCCTTGTCACAAATTCG
ACATTTCACCTTGGTGGGAGAAATCATGTCAAAATACTCCCACGTGGGTGAAAACTTTCT
TTTGGGTCCCGGTTCCATAGCAGGTCTGCAGAACTCTCCCGAAGCGCTGCATAAAGGAGC
AAAACGCCTCTCTGCG
>CL9962Contig1
TTTAATCTCCTCACAATGGAAGCTTTAATTGACTCAACACAGAATATACAACATAAATCA
ATGCTCTAAAATGCAAACAAAAAAAATCAAATCTCAGAAACTGAATTTTAAAATATAAAA
AAGTTATGACTTTAAGCTTAATGGTTTATTTGGAGATAATGTTTTGTGCTGTAATATCGA
AGCATCTTTAACAGGAATAGTCATCTCCAAATCTGTCCTTGACGGTCTCAAATGTACAGA
TGTTCTCCGGTTGGTTCTCAGTCACACAGATGTCTGCTTGTAGTTCTTGGTGTCCAATAC
TTTCTTTCCACACATTGCACAGATTCCTTTCTTGTAAGCACAGCCCTGGCAGTAGTGCGA
TCCAGGCTGATGAACAGAGCTCTTGCAGATTCTGCAGATGGCAAAGCCCGTCTTACTGTA
AGGGTCAAACCTGGCCTTCTTAGATGTCAACATCTTGTTTTCATTTAGTTTACGGCCTCC
ACTCTCAGTCGTATTTCGTGCTCCATCCTTCCAAGTGTCAGGAGTGATGACCTTTCCGAG
CTTCTTTTCGCATTTTTCACAAACCATCTCAGCTGCGTTTACTTGGCCTGTCTTGATATA
AAATGTCCCCGGCCATA
>CL9963Contig1
TATTTTTTATAAAAACTACAGACGTGTTCTGCCAAACAGGCCAAACGTCAAATACTCTGA
TGTTCAGAAACTCCGCCCCCTTAGGAGCTGTCTGTGTTTTTCAGCGCTGCCGTCTGAAGA
AGCAGCAGCAGAGCTCAGCGGTTCGGAACCACAGACCGGACCTGCTGACACTCCGGTGAT
GACCCCTCCCTGATTTCCTCTGCAGCAGTTCGTGGGTCAGAACATCTGCAGAGTCTTGAT
CCTCGTGGGACTAGAGGTAGACGAGCAAGATGTCCAAATGTCCACAACTATTTTAAAGCC
ACCTGTGCAGTCTGTGGCCCCGCCTCCAACGCCGTGCGTTTCAGGGGGCCAGGGTCCGCT
CTTCAAGTTTCACACCGGTGTCCTGGCGGTCCTGCAGCATCACTGTTGCCAGGCAACAGA
GGACGTCTGAGCTGCAGCAGCTGCTGTCGACCTGCTGGAGGAGAAGCTGCACGCGTCCGT
GCGAGCAGGCGTCCAGCAGCCGGATGGAGGCGGCGGTCTGATCCATCAGTTCCTGTCGGA
CCGATTCTCCCAGCTGGCGGTCTGAGGAGACGTCCACCAGCAGGCGCAGCAGGCGGAGCA
GCAAGGCGTCGGCGCGAGCCTCCATCCGTGGCCACGCCGCTTTGATCGTCTTCTGCAGCG
CGTCCAG
>CL9964Contig1
TTTTAATTTGAAATTTGAGCTTTTGAGAACAAAGTCATGAAGATATTTATGTGAACAGTC
AAGAAATGCATTTTTACACAAAGCAAAAACAGTTTCAGATAGAGAAGGAAAAAAAGGATA
ATTTTTCTTTTAAACAATGACAGCTTACAGGCTCAATGAGTTTTGAGCTTCTGACAAGGT
TTTTTCAGTTTGCAACAAAAGAATCAGAAACTAACATTTTTAATTCAATTCCATAAACAG
ATTTGTTCACTATGTTTGACTCATTTTACGGGGATTTATAAGGAGGGATGTGTCGGCTTA
AAACTACATTATAGATGTGGGTGTTTTATTACATCTATAATCAATAATCAACCTGCCAAA
TCCAGAAGCTTTCTTAGAGATTTGGAAACTAGAAAAACAAAACAAAGCAAACAAAAAACA
AACAGGTTCTATGATGAGGATGGGGCAGGATTTAAAAATAAAAGAGAAAGGAGTATAAAG
GGGTCAAGGCAAAGACTGTATGCAACACTGGAATATTATCAATGGACAGACAAAGGACAG
GCGGCTGTGTGTAGTAGATGGGGTTTGGTCTTTAGAAGTCTCCCATGTCCTTATCTTCGG
CTCGGCGGGAGTCTGACCTGCCGTTCACGCCATCCCTCCTGTCTCGCTCCCGCGAGCGGT
CTCTGGACGAGCGCTCTCGATCCCTCGAAGACTTGTGTCTGGAGCTTTGCTCGTGGCTAT
GGCTGTGGCGGTGACCTCGGCTGCGTGAGCGGGACCGGGTGCGGTGCCTCCTCCTCCTGT
CTCTGGAGC
>CL9965Contig1
AGACGGCCTCAGGTAGATGGCGTTGCTTAGCCACTTCTGTGCTTGTTTCTTCACTGACGA
GCTGGTGAAGTCATGTATTCGCTGTAGCATTTAGATCTGTGATGACTTGTTCCTGCGTTG
GAGAAAAGATGCATATTTATTTCTGTATGGAAAACATATAATTTATTCTCAAGAGATGAT
GTTAAAGAATAGAGTTTAAGAGGAGTAGCTTTCATTCCTATTATTAAGCTAAAAAGGACG
TTTTTTCTGCTTGTTTGCAAAGTCAGGGATGAAAAGTGAGTCACTTACAATAGCATTTCT
GTTTGATCTGCTTACCATAGAAAATCCCATCANATGTCACATCGGTGAGCAAATTTCAGG
ACATCTGTACAATGTTGAAGGACACGTGTAAACGTAGATACTTCATCTGCAGGACCAACA
TTTCCTTTTAGCTTTTATGTGCTTCCTTTCATCCTTTTTTCATGTGTTTCGATTAAAATC
AATCATGTTTTGTCTTTTTTTCAAAAAAGGATTATTTTAAAGGATTTGCACCATTGACCT



GTGATCTTGATCCTTCTGCCTTATTCACAGCTTTTTCATTTAGGGAGCATGTACTTTGCG
TGGGGTTACAAAGCTGACAACAGCAGAACTCTGTCCAGATCCCACAAGCTCTTCAGGGTT
CTGTGCGGGTTTTTTTTTCTATAAGTGACACAAGTCAACACTCCTTTCATATTTTGGTTT
TCATTTTATTTTGGAAAGTTTCATTCTTCCTTACTTTAAAATCAGCCAACAAGTTAAAAA
AAAGCGAGTAATTAGAAGGCATTTTTGCTGATTTGATTTGTCAGGAATTTAGTATTTTTG
ACAGTTTTATTGTTGTCGGGCTCACAAAAAGTTCTTACAAACACATGCACAAGAACTATA
TTAATCCTTGTTTTAGCCTTTGGCTTTCCCAGAATAGAGATGTCATGACAAATCATGTTT
TTCAAGGTTGGGGAAGAGCCTGGGATTTCTTTTTATTTTTTAGACAGTTTGACATTGGAG
ACAGCAAAATGTATTTGGTTTATTGTTGTG
>CL9966Contig1
CCATCTGATATTCATTTTCTGCAGCCTTAATGAGGTTCACCAACTCCTTTGCAGTTTGGC
TTTCGCTAGTGACAGTCAGTGATTCCTGTACATCTTTATGGCTGACCAGCTGCACATTCC
CATCTTCATAATAATGCACCTGAACTTTTAGGACTCCAGTCACGTGTGCTGTAGACTGGG
AGATACTGAACTTCCATTCAGACCTGTAGCGACCATTCCAGAAGTTCTTGGGCTCAAACT
GATGGCCTTCAATACAAACGATAATGGTCTTCTGACCATCGATGGTCTTTGCATAAACTG
TGCAGACTCCACTGGTGTAGTGATCCTTGACATAGGCCCGGAGAGCTGAATCACAGGCAT
CTCTCCAAGACCTGAGGGCAGGCTCGCCCTCGTGAGGCTGGGGGTCACTCGCCTCCTTTC
TCAGGTGGTCGAACTTGAATGAGATCTTGTTGTGTGGATCAAAAAAGCGCCCGTTTCCTA
AGTCGCCATGTTCGGTTATAAGAACCGGATCTTCATATCCATTGATTTTTGCACCGGTGA
ACTGATCCATATTGTACTGAGCAAAGGCATGCGCTGCCCCCTNCCCTGAGAAGACTATCA
TTGTTGAGCAGTATTCGCACATCATTAAAGACTTCATTGAACTCCCCTGGAGGAGCATGC
ATCACAAAATTTGCTGCAATTCGGACCTTCTCCTCTTCGCCGAGCTCTTCGAAATCTGCC
ATCTTAAGTCGATGAACCCTTTTATATATATGTATCTGGATGAAGCCTAAAGAAAGCGAC
TGTCCCCCGTTGCTTCCCGACAGATCCCCCGGCCATA
>CL9967Contig1
TTGTTGAGAGCAGAAACAACATCGCCTTCAATCACACGGTTGCAAAGATAGCACACATCA
CCAAAGAGCTGGTTATAATGAGTCTCACAGTAAGCCAAGCCCTTCCTCTCGTAATGGCGA
TGCCCTAGGAAAGGCTTCTCACATTTGGCACACACGAAATGCTCTACGTGCCATTGCTTG
CCCATGGCGTTGACCACACGCCCCTCAATGGGCCTCCTGCAGGCACCACAGATCGGCACG
CCCATCTTGTCATGGCAAGGCAAGCAGAAGAGCTCTCCCTTCAGCTCTCTGGCATCAGCT
GTCAACTCCTTCCCGCAGTTGTTGCAGTTGAAGTGATCTGGGTGATACGGGTCATTCTTG
AAGATAAGTGGTAGCTCGTCAATAATGGCATGGCACTTCTGGCAGATATATTTGCCCAAG
CCACGAGCTTTCTCCCGGTTGTGGCACGGGCGACACAGATGTCTGCCAGCATTTTTGACA
AATCCAACATCTGCGAGCACAGCCAGGCATATATCACAGCAAAAACAATCAGGGTGCCAA
CTGTAGTTCATAGCCTTAATAACACGTCCAATGATGAATTCACCACACTGATGGCAGCAA
GGAGCAAAGAGCATCTGGAAGTCATGTTCACAGTATTTTCTTCCTTCAAACTGCCCTGAA
GTCCGGCCACCGCCAGCATCTCCTGTGTGGAAAAGCAGCAACACGTCCTTTTCTTTCGGG
ATTGAACGAAGTTTGCCGAGCCCCAAACTGGAGAATCGTGCCTTCAGATGTGCCC
>CL9968Contig1
GTTTTCCAAAGAGATGGACTTCCAGAGGAGCATGTCCTTCTCCAACATGCCATTGTCATC
CTGTTTGGTGTTGGCGGATGGCAAAACTGTGGCGTGTTCTTCGTGGGATAACAACGTATA
TTTCTATTCGGTCCCATACGGGCGGCGGCAGGATACGCTGATGGGTCACGACGACGCCGT
CAGCGAGATGTGCTGGTTTGAGAACAGACTCTACACAGCATCCTGGGACTCGACTGTTAA
GGTCTGGCAGCTCGACTCCAACGATTCAAGTGTGAAGAGATCCCGCTTTGACTTGCTGGC
TGAGTTGGAGCACGATGATGGGGTGAACACCGTGGGTTTGAATGCGGCGGGAACTCTGTT
GGGGTCTGGCTGCAAAGATGGGACGCTCACCATCTGGGACACGAGCAGCTTTGAGGTTTT
CCAGCAAGTCCAGTGTCACACTGGAAACATCCACCACTTGGCTTTCAGCCCAGACAGCAG
ACACATCCTCAGTGTGGGCTCAGACTCCTGCATGAAGATGACAGATGTGCAGACAGGCAT
GGTCATCTCTGCTGTGAAGGCAGAGGAGGAGCAGAGGTGCTTCTGCTGGGACGGGAGCTC
AGCGCTGTGTGGGGGTCAGTCCGGTGACCTCATTCTGTGGGACTTGCTGAGCAACACTGT
GACCACCAAGATNCCCCGCACACTCAGGTGCCGTCACAGCCATGTGGATGAATGAGCTGG
GCAACACCGTGATCACAGGAGGAGAAGACAGACAGATGTTCTTCTGGAAAGTCCAAAGCT
GAAATCTAAAGTTCCTTTCTTTGAACCCACGCCTCCAGCTGGAGAGACAGAGTGCAATAG
ATGTGATGAGGCGGGCCATAGATCCTGCTATCCACACAAGCAACGGGCTCAGGAAGTGAA
AGCGTTTCGTCAAAGTAGTGTTTGTTAGTGATAACGGCCTGTAATCACTCTTGGCTGTTT
GCTCTGATATTTAATGTCATAAAACGTCCAGCTGCAGCTTTTGCATGAATGCAGGAAGAT
ATGTGCGCTCGCCTTCATTTTTGACTCTTTTAACCTGCCGTGTTTTATTTTTTTTGCTCC
ATGTCGTGGTCATGTGGGAGTCGATCAGAGTCTTGAAGATCAAAGTATGAGTATCCGTTG
GATGAAAAAAATGTTACTGTGCTTTTTGTAAGAAGTGTTAACCTTACAGCTATAACGGCT
TTTTTAATCATTTAAGAGTTTGCACGCTTCTCAGGTGTTATAAAAAAACA
>CL9969Contig1
CCGCCGCTCCCGCCGGGAAACGGCCACGCCTCCCAGGACTGGAGGGGGTACAGCACGCTG
CCCTCAAAGCTTTCCCAGAACAGCCAGAGTACCTGTGATAGATCGGCAGATGTCAAAGAT
GTCCCCAGCATTGAGAAACTTCAGCTCAACGATCACAGCAACAGAGCCGGTAAAACACAG



CTGACAGAGTGGGCGTGTCCTTCATGCACTTTCATCAACAAACCGTCTCGTCCCGGATGT
GAGATTTGCGCTACAGCCAGGCCTTGATGCGCAAAGCGGCGTCCAGCAGGAAAAGGTGAA
GCGGGAAGATCGCGGAGAGTCGGGTTTCAGCAGCAGCTGACTGCACATCCTCATGGTCTG
GACTTCATTCGGCTCACTTAACACACTTCCATGCGCGCCCTCGGAGCGAGAAAGCCGACT
CTGCCACACACGTGCTGACTAAATACCCCCACGCAGGAAGGTCAGGGGCGCCGAGGCCCC
TGTGACGGCCGCTGAGGCCCAGCGCCGCCCCTGCAGCATGACGCAGAGCCGCTCCGGTCC
GGGCTCAGACAACGCAGAGCTTTCTCCATTCATGTGGACGGCGTGACCATGACGTGCACA
TGTGCATTCAGCCAGACCCTCTTGCTGTTTATCTTGCGTGGTGTTTCTGATCCAACACAA
ACATATTTATTTGAAGCAGAGGAAGAAGAAAAGATGCCGTTTCCGAGCATCAGCCACCTG
TGAAGGAAGAGGAAAGCCTTCATGTCGGCGGTGTTGTCGGTGCTAAGGGAACTCTGAAGG
TTTGAAGGTTGAAGTTATGTCTCGTTTACACGATTGTCAAGTGCTTTTAATTTTTTTAAA
TGTACTTATTTTGTTCTTGGTGTATTATTTTTACCAAATGCTGTGAGCATTTGTTGTACA
TTTCAGCAGCAGGAGTGCATAGTTTCCGCTGAGCGAGCAGAAACGATCTGTTTTTAGGGC
ATGGCTGACTAAAAGGAGAA
>CL9970Contig1
ACACAGAGGAGAACCTCCAGCAGGGTTCTAACAGGGTTCTGTCTGGTTCTGCTATAATGC
TCTGCAGGAGGACCTGGGTCTGAACGGAACTGTCTCGGTGCTGGTGGGTTCTCACAGGGT
GCAGATGAACTTCTATGAAAATCTTTCTTTGGTTCTATTGTTCTTTGGTTCTATGGTTCT
ATCGTTCTTTGGTTCTATGGTTCTTTGGTTCTATGGTTCTTTGATTCTATCATTCTTTGG
TTCTATCGTCCTATCGTTCTTGGTTTTCACAGGTTCTTCTCATTGGTCCGATTGGATCCT
CCTCCTCGGTAAATTCAGACCCTTTCAGATTTGACGTAGAACCGTTTCAATCAGATTCTC
CTTTGTTCCAATTGGTTCTCCTCCAGGAGCAGCTAAGAACCGTCAGACCGTCAGAAGACG
TCTTTTTTTTTTATTTACGGTTTTGACCCGTTTACNGTCAAAACTANATTTTCCTTTAAC
ATCAAAGCAAAACCNGACCANAACCGGTTCAANGCCAGTCCNAGGCCCAAANAACCTTTG
CNGGTTTACACTCAAGNGGAAAGTTTTCCNGATTCGTTGATGCAGCTGGTCGTCCGCCTG
GCGACGTTGGGGCGGCTTGTGGGCGGAGCCTGTGTCAGGCGTGTCTCTGGCA
>CL9971Contig1
TAGTCCGTGACAGAAGCAGCCGTCCGCCAACAGGAACGCCTCAGAGCAGCAAAAGCAGCA
CTGAGAGCAGCGGCGAGAGGGCGGAGAGCGACGGAGCCGCAGCGCTCCGGACGCTCTTCT
GAACGTCTGGCAGAACCACCACCGGGTCGTCTGCTGCAGGCAGTCTGTTGGACGGGTTGT
GAACGCCGCCGCCTGCTCCAACCACAACCCCGCCCCTCCGTCCGTTACCCACTCTGGCCT
CTTGAGAACCATCAGCTGCTATGACGTCCACTCTGAGCCGGAGACACTCCTGACCATGAT
GGTGCAAAGGCTTTGAGATGTAATAGTAGCTCTCTCCCTGACGAAACTCCTTTCCCAGCG
TGAACGGAGTAAAACGCTGGAACTTCTCGGAGAACTTCTCCGGGGCGTGGGGGGAGAACG
GGTGGCTGCACTCCCAGCGCATTTGGTCGTACGACTGGGGCTTGCAGGTTTCGTAGTCCT
GGCGCTCCACCATGTAGAGCACGTAGCGCTCGGCGTCCAGCAGGGGCACCTCGCCCTGGG
GGTAGTGGGGGCAGACGATGTCCAGGTAGTCGTTGAGCTTCACCTCCACGGCGTAGTCGT
CCAGGTGAAACTTGGTGTTGCTGCTGTTCCAGTAGACGCTGTGCCGCTCCGCCGAGGCGC
ACCAGGCGCATGCGCTCACCACGAACCCCGCAATCCACGCCAAATCCATGCTGGAGACGA
ACGGAGACGCAGTCAGGGGAACGTTGCTCGGAAGCCCATGCGCGTGCACGTGCAGGCCGC
GCGCTCCAAAGGAACCAAAAACAGGAGAAATCTGGCAAAAGTCAAAAACTGTTCAGAGAC
GCAGCGAAGCGCGGATCCGAACCGAAT
>CL9972Contig1
TCGGCACGAGGGAGCTGTCTGAGGTCAAACGGGCCAATCGACAGATGCAGGTCGAGACTT
CAAATCTGGTTTACGGGGGTCGGTACGATGGCAGAGAAGACTTTGCTGTGGTTGTCCAGC
CGTTTTTCAGAAACAGCATCCTTCCTCTAACTGCTGATGGGAAACCTGATACCACCTACT
TCTCTGTGGACTGTTTCCACTTTAGTGAACGAGGACAAGCTGACATGGCGAACGCTGTGT
GGAACAACATGTTGGAGCCAGTGGATGAAAAACAGACGTACAACAATTTCCGAAATAACA
GAAGCAACATTAAGTGCCCGACAGAGGAGCATCCTTACATTTTCACTAAGTTTAACAGTA
TGCCCACTTTAAGCACAACCAAAGGTCCAGGTCCCTCCACGGTGGTCCCACCGCTGAGCA
CAGACGATCCCTCCAAGACAGATTGCTCAGGGAAAGTGCAGGCATGGCTCGCTGCTGTGC
TGGCTGTAGTCGGTCTGCTGGTCGGCGGCGCCGCCACAGGACTCTTCTTCTACTGCAAAA
ACAAGAGAAGCAAGAAGAAGCAATCTGGAGTGGAGATGAGGGGCACAACATTTTGAAATG
CCACTTGAGCTGTTTGTGTTCCAAACCAACCACAGAAATCAAAATGGGCAGTTGTGTTAA
AAAAACAACAACATCAACAACAATCACATCATTTAAAGTGACTTTGGGAAGCATATTATT
CACTCATGAGCGCCTCTCAACCACAAACATGTACTTTTCTCAAGAAAGACCTAAACTACA
TAACATTCTGGCGGGAGGTTCATTGTTTAACGTGTGGTCCCCGCAGTGTAAATTAGTATA
AATTCATATTTAAACGTTGTAGCTGGTCTAGCAACAAACTCTAAAAGCCCATAATTACAA
CCCACACTAATATGCAAACAAAAACCCTTATT
>CL9973Contig1
GTGAAAGCAGNAGGCAAACCGCAGCCACATGAAGTTCCAGCACCCAGAAGGAGACCACTT
TACCCTCATCAACATCTACAAGGCCTTCAAGCAGCATCAGCAGGATCCATACTCTAACGA
AGAAAAGTGGTGTCAGGATTTCTTCCTGAGCCACACGGCTCTGCTGATGGCCGACGCCCT
CCATGCTGAGCTGACAGACACTCTGAAGAGGATCGAGCTGCCTATCTCGGTACCCGCCTT



TGGATCTCGAAGCAACACCCTGAACGTGAAGACTGCGCTGCTCGCCGGTTTCTTCATGCA
GGTGGCACGGGATGTAGACGGGTCCGGAAACTATTTTATTTTGACGAACAAGCATGTGGC
ACAGATCCATCCCCTCTCTGGCTATGGAGCCAAAAGCCCTAAGCGGGGCCTGCCTGAGTG
GGTGCTGTTCCACGAACACAGCTTCTCAGAGGACAACTGCCTCCGTACTGTAACTCACAT
CACACCAGAAGAGTTCATTCAGATGACACCTCAGCATTTTTTTCACAATCTGCCACCGAG
TGAGAGCAAAGACATCCTCCAAAACCTTTTCCATCACGCGGCTCGTCGGTGCAGGGAGGA
GAAACGTCCGTCACAGGAGGAGCGACAGCAGGAGCAGACCTCGGAGCGCTGCGTCTTACA
GTAACCAGCAGAACCCCCGTTATCTGCAGGAGTAACAACACTGTGTGGTCCACCTGAGCC
CAGTCCAGATCACTGCAACACTTTCAAATCAAACCTGATCCCTTCAGTTTTTCTTTCTTT
ACATTTTTATGTT
>CL9974Contig1
ATGACCCAGTGGCTTTAAAGTACTCGTTCCATGAGGTCATCACGGCGGCCCGCAACGCTC
CGGTTAAACTCCGAGTTCTCCAAAATCGATGTCTGGTTCCCGGCTGGTACTCCATCCACC
TGGAGCGCTGGCTCAATTTCTACCATTCTAGCCAGTTGTTAGTTTTGGACGGACAGATGC
TGAAGACTGAACCTGCTTCAGTCATGGACAAGATCCAGAAGTTTCTTGGTCTCACCAACG
TCATTAACTACCACAAGATTTTAGCTTTTGACCCCAAGAAAGGATTCTGGTGTCAGCTGC
TGGAAGGAGGGAAGACCAAGTGTTTAGGAAAAAGTAAAGGACGCAGGTACCCCGACATGG
ATCCTGAGTCCCAGGTGTTCCTCAGGGAGTACTACAGGGATCACAACATTGAGCTGTCGA
AGCTGCTCTACAGGATGGGTCAGCCTCTGCCCAGCTGGCTCCGGGAAGAGCTGGTGCACA
GCAGGTAGCAGCCCCGGCAGAGGGACGGCCCACTGCTCCCCTCGATGCGTCGCTGCTTTG
CTCTGCAGGCGTTCAGATCCCAAGTTGTTCTGACAGAGACTGCAATCTACGGAGGCTTCA
AGATGCAATGCCAAACTAGAGCTCAGAGCGCAAAGGTGGTGTTCAAGAAACATGAATATT
CATCACTGGGAGGACTTGGAGACGGACACGAAGAAACCTCTAGTGTTTGATAATCCCTGT
CATGTTCTCGTTAATCTAACTTTATCTCATCCCAAGAACCTGCTGCTGGAAACTCCAGAA
AGGAACTTTGAAGACTCAGTTCTTGAAAACGAGTGACAGACGAGTGAACATGTTACCATG
GTCAACACAATGTCCTTTTG
>CL9977Contig1
GATTGAAATGATAGAAAGTTCCTTCAAAAACAAAAATCAAACCGTTGACGTAATCATGAT
GCAGGGATCTGAGTGGATTATTAAATTCTCCCTGCTGCTTTTGTGCAGATCCTGAGATTA
CAGAATAGGTATGTTCCAGTCCCCGCTATTTATACAACTATTCTTCTAGTGAAAGTTAAT
TAAGTTAACCAAGGTTTAAGCTTACCAATTAGTTCCATTTCATTCCACTTAATCGCCAAG
TTCAAATTAAACGCCCAGTTGACATTTACGTCACAAAGTCAAGGAGATTATAATCAGTTT
GAAAAAACAAACAAGCAAACATAATCAAGTGAAAGCCTCATTTCTTTTTTTGTAGGAGTA
TTTAGCAAAACAGCCTCGCCTAGGTCCTCAACCGCCATCAAGTCAACTGATGTGTACATT
TGTGCCGCTTCATTGCCCCGAGGGCATGAAGATCTAACCCAAATGAAAATCTGACTCAGC
GTGATGCCACCATCAAGTTAAAAAGGAAAGAAAGACTCAATTAAACAGCCTAGATATAAC
ATGTAAAAGTCACAAACAGCTCTAGTGGTCCAATACAATCATCTTCAGTATGCTCAGAAC
AAGGAAATGAGTCAATATGACAACAAATAGTAAGAAAAATTAATATTTGGATTTATGCTA
TTCCAGAAATTAAAAAGAGGGGAAAAATGAATTGGGTATTAGCCTAAACAATGTTCCCTC
TCCTTGTCCTCTTAGCCCTATTTAATCATATTAGGAATATCGATTCCCTAATAAACCAAA
ACAATCATCCCTCCCATCACTCCATAGGGCGGTGCAACATTGCTAACTATTAAATAGGTG
GCAAAAAA
>CL9978Contig1
TCTGCTCGTAAACCTCATCAAGGGTAACATTCTTCCAAATGCAAACATCTGGATAACTTC
TCGTCCTGCAGCAGCCAATCAAATCCCAGCAAAGTACGTGAACATGGTGACAGAGATAAG
AGGGTTCAACGATGCGCAGAAAGCCGAATACTTCAGGAAGAGACTGAGTCCAGACTTAAG
TCTCGCTGAAAGAGTCATCTCACACATTCAGTCCTCACAAACTCTAGACATGATGTGCCA
GATCCCCATCTTCTGCTGGATTTCTGTCATCTTGTTTAAAGACGTTTTTAGAGGAGGTGG
AGATACAGAAACCCCCAAAACTCTGACTGAGATGATGGCCCACTTCCTGTTTGTCCAGAC
AAAACGCCAAAGCAGAAAGTTTGAGAAGAGTGAGACAAGCAAAGAAAAACTTCTTAGAAG
TCACAGAGATTTCCTCCTGAAACTTGGAAAACTCGCATTTGTTCAGCTGCAGAAGAACAA
CCTCATCTTCTACGAGGACGACTTGAAAGAATGTGGGATTGACGTAGAAGAAGCATCTGT
CTACTCTGGATTTTGTAACACAGTTCTCCGAAAAGAAGAAGTCTTCTTCCAGAAAAAGGT
CTTCTTCTTTGTCCATCTTACCATCCAGGAATTCTTTGCAGCTCTTTACATCTATGAATG
TCTTGCTACCAACGACATTGGAGATCTCGTCAGTTTTCTTGATCTGAAAGAAGAAAATTC
TTTACTTGACCTCCTTAAAAAGACAGTGGACAAAGTGTTGGAGAAGAAGAATGGTCATCT
GGACTTTTTCCTGAGATTCCTCCTCGGCCTGATGGTGGAATCCAACAAGAGAGTCCTCAA
CGGTTTGCTGACCCCATTGGATCCAAAGGAAGATACAGACAAGAAAATCTTGACGTACCT
CAAATCCATTCGAAGGAAGACCCTGTCTCCAGACAGTTGTATCAACATTTTCCAGACCAT
GGTGGAGATGAGAGACCACAAAGTCAAAGATGAGATTCAGGAGTATCTGAGACGGTCAGA
TCGTTCAGAAACAGAACTGACTCCTCTTCACTGCTCTGCTCTGGCCTTCATGTTGCTGGT
CTCCAAGGATGAATTAGATGAACTGAATCTGAAGAGTTACAAAACGTCACAGGAAGGCAG
AAGGAGGCTGATACCAGCTGTGAGGAGCAGCAAGAAGGCTGTGTAAGTTCATATCTCTGA
TACTAGACCTTGTCATGCCTCTGACACTTTACCATTAAGCTGT



>CL9980Contig1
GAGGGCTCAGGACCAGAAGCATGCTCCTGATCCACCTGTGGACTTGGAGACTCATAACCC
CACATCCAACACTATCACTCTGACTTGGAAGCCTCCCATGTATGATGGTGGTGCCAAGAT
TATGGGTTACATCTTGGAGAAGCAGCAGAAAGGCGAGGACAAATGGGAGAGGTGCAACGA
CTTTTTGGTACCAGTCCTTTCCTACACTGTCAGAGGACTGACAGAGGGCAAGAACTACAC
TTTCAGAGTAAAAGCTGAAAACGCAGCAGGGATGAGTGAGCCATCCCGTAACACGCCTTT
TGTTAAGGCAATGGACACCATCGATCCTCCGAAAGTTTTCCTAAGTGGCAGCCTGCAGTC
TGGTCTCAGCGTGAGGCGGGGCTGTGAAATCTGCCTGGACGCAAACATATCAGGCTCCCC
GTACCCTCAGATCACCTGGTACTGGAACAATCAGGAGATCCAGCCTGAGCAGCTCCGCAA
GAGGCCAGAGAAACCTCTAAAAAAGAAGGCAGAGGTAAAGGAGGAGGAGAAAAAGGAGGA
AAAGAAAGAGGAGGAGAAGAAAGAGGAAGGGGAAGCAGAGAAAAAAAAAA
>CL9981Contig1
NCCACTTCTTGGTTAAATCCAGTCACTCGAATCTCTCCGCTTTCATCCACAAGCTCCATG
GAGAAGAGCTTCCCGTCACCACGAGAATTGCTCCACGTACGAATGCCACTCTTGTTAGTA
ACACGTGCGCGGATGGTCCATTTAGACTGGTAGGGGTTGAGGCTGGCGATGGGAACCACT
TTGGAGCTTCCTCCTGGAGTACTGGGCATGGCGAGCGGAGCCTTCTTCCCAAAGTCTCTG
TTGAAACTTTTGACTTCCATTTTATTTTGAGGCTGCAGTGGAAGCCGGTTTTCCTGAGCT
GGAGCCGGTTGTGAGACTCCCTTCTGAGCTTCATTGTAAGGAACAGGGTCTCCCAATTTA
CCACCAACTTCTCCAGCAGGCTTGATGACTTCAATTTCCAAAATGATCACAACACGTCGG
CCGTCCTTTAGCACATTGGTCACATGTCTCTTGAGAAGACAGACGCAGTTTTGGGCCAGG
ATGTTTTCCTCTGCCATGCAGTTCAGCTGCGTTGAGAGCATGAAGGAAGACAACGTGTGC
CGTCCATCACTCATCATCACCCGGAAGCGAGATGGTCCACTTCCTCCATCGATCTTTCGA
ATGTTCACTAACTGCAGGATGGCCTCGTTTCCCCCGGTTCCATTGGCTAAAGCCTCTATT
GCGCCCTCTGAAAGCTTCGTCATGGTTATGGAAAGTTGAATTACTAACTAACTTTACTCA
ATCGACAGCTGGGCATGCACTGAGCCCTCGACGCGGCGATTCTGCTGTTGTTCTGGCGCC
CCCCGGCCATAAGGCCCGGGTTAAAC
>CL9982Contig1
GAGGGGAGACCTATCGCCCCCTGGGGGAGGACTTCAGCTTTGGCAGCAGCACCCTGATCG
GCCTGCTGGTGATCGCCGTGGCCATAGCAACCGTGATTGTGATCAGCCTGGTGCTTTTGA
GGAAAAGGCAATACGGCACCATCAGTCACGGCATCGTGGAGGTCGACCCCATGCTGACGC
CCGAAGAGCGGCACCTCAACAAGATGCAGAACCACGGCTACGAAAACCCCACCTACAAAT
ACCTGGAGCAGATGCAGGTCTAGCCACAGCCTGCAGATGGAGGGGGGTTGGAGGCGCCGT
GGAGCCAGACGGAGGAAGTGGGACGAAAAACTACTGACCAATAACACGCGATAATATCGT
TAAAATCATTTACATATGTCCAAACTCCATTTACTGGTTTGTTGGAGAGAATCCTTAAGT
AATGCTACTACATCTACTACTGCTACTGTTGTATCATAGAGCTCTTTTTGATTACCGTTC
TTTTGAAGCAGCTGGTGTCATGTGTGATTCTGCAAAATTTGATCGATACGGATCGAGATG
TATAACATTTTTTCAAGTTTTTTGTTGTTTTTTTTTCTTTTGAAAAGAACAAAGCGAATC
AAACTAATCTTTCTTGAGAGGCCATTGTTTCTTTTCCAGCATGCGAGTGTGATTAACGCG
CTTTCCGATGGGTTTCCTCAAAAAGAATCATGTCTTCTATCCTTTTTTGTTTTGTTTTGT
TTTCTCAAACTGAACCAATTGCTNGTATATGAATTTTCTTTTTACCGTCTAAATGTTTAG
GAAACGG
>CL9983Contig1
CATGGAAGAAGAGGCTGCACAAAGACACACACTGCCTTACCCGCTCTGCCTCACAACATG
AAACCTGAGCTGCTCAAGACTGCCACGCACATCCAGCCTCCCGCCCCGACACCCACTCCC
TCCATCATCTCTCATCACAACTCCATCCAGAACAAAGTCCCCCTGCTCCAGGCGCAGACG
CTTCTCGCAACTCCCCCCCAGCCGCCCTTGAAGCCCGCAGCCTCGTTCACCCTCGCAGCC
CCTACATCAGGCATGGTCACTGCAGGTCAGCCCATAATCCCCCCCCAGGCTCAGATGGCA
ACCCCACCCAGCGTGCATCCAACTGTCATTGCCCACGCGTCAGTGTCCCACCCTTCAGTC
ATCCAAGCAGTGAATCACGTCATCCACGCGGGGGGCCCGAAACATGTCGCCCAGCTGGCC
CCCTCCACAACCACTAGTTCTGTGCAGTTGACCCCCAGTCACCAGCCCATCGGACATATC
ACTGTGCACCCTGTGGCTCACCTCAGCCAACACATATCTGCCCTGTACCCCCAACAGATA
TCTGTCACACAGCCAGCGGTGGTGGGTCATATCACTTCCACGCTGAACCACCCCCACCCT
CAGGTGAACGGCACTGTCCCTCCCCAAGCAGCTGCCACCATTGTAGGAAAGCAGGCAGCT
GTAAGCGCCCAAATGATGGCACACCCCTCGCAGCTGGTGGGACAGACAGTGCTCAACCCC
GTGACAATGGTGACTATGTCATCATTTCCCATCAGCACTCTGAAGCTCACCTGAACACTG
CCAGGAGGTGCTCCTAGGCGACAACGCCACACCGACCAGAGGAACTCCCCGCTCTGATCC
GGCCGTTAAACATAGTGCACCAAATCTGTGGGATTTGAAGAGTTTGATGGTCATTCAGAA
CAGGGCAGCAGGCCCAGAGCTGGAACAGTCCTAAGATCCGACGCAAACGCCTGCCAGCAC
CAGCC
>CL9984Contig1
TCGGCACGAGGCAGTTAAATAAAGCTGTTATTTTCCCTTTCATGGGATTCTGTTTTCATA
AATGAGGAAAATAGCAGGCTGATGCATCGTTAGACATTTTCTTGCTTCCCGTTCAGAGGT
CGCCAACATGTTTGCCACAGCTGTCTGCAGTTTTGCCATCGATGATCTTTACTGTACAAG
TGAGGGACTCAGAAGAGGAGTTGGACTCAATAGAGCATGTGAGGTTGCACAGGAAGCTCC



ACTTAAATCTATTTTGCTATTTATATGATTTTTTTTTTTTCCTTTTACCTAAAACAGCAN
NGGAGCAAAACNTTATAAACTAGTTGATTGACNT
>CL9985Contig1
GTATTTAAAACTTTTGGGTTTTGTACAACGGCAGAAGTAGAGTGGTCGACCTCTGACTGG
GGATCGCGGGTTTGGTTCCCTCTCTGTGCACCCATGTGTACCCTTGAGCACAACAATGCA
CCTCTCATTGCTCCAGGCAGCCTTGTTAGCACCTTGCATTGGTGCATAACTGTGCGTATA
AACGGGTACTATGCCTGTATAGCGCTTTGGGTCTTGAAGATGGTAGAAAAGTGCTATATA
AACAAACACCATTCGTCATTTAACCATTTTGAAAGAGAAAAGAAAAGAAAAAAACGCCAA
CGTGAAGCCCTTTTCTTTCCTGCACAGTTTTGCCTCTTTGAAGCTTGTTTGCTTGTGCAG
GAACTTGTACATTTCTGTTTTGATTGTTGTACACCAGGAGACTTTTTGGTGTGTAATGAT
GTGCTCACTGCATTGATTGGTAGTAATTAAAAGCGAGGCTCAGTGAGACTGTTCAATACG
TGGAAAAAATGCTAACAGTGTTGTCAATGAAAACTGTGTGATCGAAGCAGGTAGCAGCAA
ATCTCAGCACTCTTATGTCATAAAGATAAATGGTGTATATTTGTTTGATGGATAGTTAGA
TTTTTTCAAAGCAACGGATCCTGCTAAGACGAGTGGAAGTGTGGTTAATTATGCAGCAAA
AGGTCATTTTAGGTCAGCCAGAGATGAATCTGAATGTCACAACCATGCAGTATAATAGAT
ATGATATATAAAGTGTACCAGTTTATAGTAGGCAATTATCCTTGTTAGTGTAACTCTTTT
TTGTTGTTTTTATGTTCTAACAAAAATCTAATAAAG
>CL9986Contig1
AGCCGCCCTTCACCTTCTTCCCAGTGGAGATGTTAACCACCTGCAGGTGGTTCTTGCCAT
TTCCCACCACTGTTAGGTTGTTGTTCATGGGTTGGAAGGTGCAGCAGAGCAGCTCACTGG
ACTCTGGGTCTCTGACCTCTCGAATGCACCGACCGTCCTCTGTGTCCCAAATACGCAGGG
TCCCGTCTAACGACGTCGACACGATGATGTCGTTGCTCAGAGACCAGGCGAAGTCGGTAA
CGGGACCGCCGTGGCCTTTCAGGATCACCTTCACGCTAGCGGGAGGAGGAGACAGCATCA
TAATAGACAGCGTGGCATCCAACGAGCAGCAGGCCAGGAGATGCTTGTCATCATTGGCAA
ACTGCAGACGTGGGACAGCAGAGTCAACATGTTGGTCAAATATGTGGTGCATGCCAGCAA
AAGCATAATTTTCACTCAGCGTAGTGTCTCCTGCCATAGCACGACTGGCCTCTGCCACTG
ACGTGGGCACCAAGCTGCCCGGAGGCCTCTCATCGTAGACGGCTCTGTTCATCTGGGCCT
GTAGCTGGTATGAACCTCTGCTAACAGAGCGGCGATGGCCTCGAGCCCCTTGGGCACGGG
GGTCCTCCTCAAAATCCTTGCGTCCACGGCCAAAACCTGCTGCCAAACTGCTGCCATTCC
ACACGCAATATGAGAAGGGAGGAAGCCACTGCCAGGCTAGAATCCTTCCTTAGCTTTTCT
CCATCCCC
>CL9987Contig1
TTTTTTTTTTATGATTCAACTGAATGCCAGTGAGAATCAGGCGAGCCATTCATGCCGTCA
GTTGATTTAGGCATGCCTCGCTACACACCAATCAGCCCAGTGTCAAACCTCGCCAGCCAC
GTCTTCCGTCCCAACGCAAGATGGAGACAGTGGCAAAAAGTTCCAATTAAAACGGCCGAC
ATGGTGATGTTTGTGCAGAAAAACAAAAAGATATATATATATATGTGTGTGTTATATATA
CGTTCCACGACTTTTCAGGAGAAGAAAAGGCCATGAAAAGCTGCCAAGATTTCACAGACA
AGGCCCATCCTTAATAATTTTCTCTTTAAGCAAACAAATGGGTAGAAAAAAAAGAAAAAG
AGTGTGTATGTAGGCAGAATATTTGAGTGAAGACAGACAGACGAAGCATGTGCGCCTATG
GGAGAAGGAACGTCTTGTTATGGAGGAACAGAGCATGTTGCAGATAAGAGGCCGATGTGT
TCAAAGGGAAAGGCAGGCCAGGAAAGTGTGCGCCGATTCCACCCT
>CL9988Contig1
AATTCGGCACGAGGCCTCGTGCCGAATTCGGCACGAGGGGTTGGAACATCCATCTCTGGT
GTGATCATGAACGCCTTTGTACTTGGCACCGAGTGGACGGGCTTAAAGCAGCGAATGCTG
GCTGGTATAATCACAGACTACTTCTTCGGCTTTGGATACATCCTACTGGCTGGTTTAGCG
TACCTCATCAGAGACTGGCGAAAGCTGCAGTTAGCCATTTCAGCACCTGGGTTCCTCTTC
ATCATTTACATCTGGGTTTTACCAAAGTCGGCTCGCTGGCTAATGGCAAACAACAGAGTG
GAAGAAGCTCTGGAAGTGATTGAAAAAGCGGCGCAGATGAATGGGAAGCCCATCAGTAAA
GACATAGAGATGTGTCAGGTATACAAAGCTGATCAGAACTCTGTGCTGAAGAAAAAACAC
TCCTTCATCGACCTGGTTCGAACCCCAACCATGAGGAAAAACTCCCTGATCGTCTTCTAC
CTGTGGTTTGTCAACGTCCTCGTCTACTACGGCCTGTCCCTCAACATCTCTGACTTTGGA
ATGAACATCTACTTGACGCAGATGATCTTCGGTCTGGTGGAGATGCCCGCTCGCACCATC
ACCCTGTTCACTCTCAACCGCTCTCGCAAAATCTCGCAGCTGGCGTTCCTGGCAGTGGGT
GGCTCTGCGTGCCTGCTCACCATCTTCATCCCCAGCAGACTCTTCATAGT
>CL9989Contig1
CCTATGTTCAACTGACCTAAAATTAAGGGGCAGTGTGAAATTCTTGCAGCTTTTGTTTTT
CTTGTTCAGAATTGCCACAGTTTTTTTTGTGAGTTTTCTGATTCAGCTGAGAGGATTTTT
ATTCAACAATTTGTTGTGTTCCTCCCTCTTGTCCTCTGCCTTTTTTCATTGTTCAGCATT
TGTCATTAATTTTTGCTTCAGGTTTTAAGATGGGTCTCAGCAAACCAAAGACAGATTGAA
AGAGTGTCCCTTTAAGCTGCTGAAAAAACAAGCCAACATAAAGGCAAAGCTGGATTTTTG
TTTTCATTGTACATTTTTGATGAAGAAAAGCAAAGAGCTTGTGAAAAAAGGAACCGTGGA
CAAAGGAAGTGATTTTGGTCACGCTGGCAGAGCGCTGGATTTTAAGACTTTTTGCTCGAT
GATGGTCAAAGGAAATAACTCTTTATTGTCCCCATTCCCTTCTGTTACAACTGTGTCACA
CTGTCCTCGTGATCTGTTTCTTCCCTCCGTGTTGTGTCATACCTCAATTCCCTTGCCTTC



CTTTTTTGACCGATACAGCTCACCATAGGAATATGGTTGAAGCTCCTTCCCAGGATGCTT
GTCATGTGTTTGAGTAACTTATTGTGGTGACAATTTTTCTATATTTAAGAAAAAGAAAAA
AAAGAATACTGTGGACTTTTAGGTGGCTTAACATTTTATAGGACACGTCTT
>CL9991Contig1
GAGGTACAACAACCCTCAGCAGCCTTACAAAGCCAGGTGGGCAATCCAGGAGCCCCCACA
TCGAATTACCAACCTGGGCCAACAAACGGTTTGCAAAATAATGGTGGTCAGTATGGAGCA
GCCGGAACTGCCAACCAGTCTCAGTTTAACCCCAACCCAGGCCAACCTCAAAATCCAGCC
CAAGGCCAAAACGCAGGTCAACAGGGATATACTGGAGGACAATACAACGGTGGAGCTTAT
GGGCAGCCAAATACTCAGCCTCAAGGTGGTTCTTATGGACAATCAAACACTCAGCCTCAA
GGTGGGGCTTATGCCAGCAATTCGAATGGAGGAAATGCAGGAGCCCAGCCTCGTGGAGGC
GTAACTGGAAGCAGTAGCAATCCTGGATATAATCCATCATATGGGCAAGGACAGCAAGAC
CCCCGCATCCAGTCAACCCAACAGTATTCATGGAGGTTCGAATCCAGGCAGCATCAACAA
CAGCGCTGGAAACAATCCAAACGGAGCAAATGCTAACCCATACTATACCCAATCTGTGGG
ACCTCAAGGATCATCGTACGGAATGCAGCCACCAGCTCGGGATCCTGATGTGATGGTCGA
GTTGAAGGAGGCTTTCAAGATGCTGCTTCCTCAGGGTAAAAGTGATCTTTCCGCCAAGGA
AATCAAGATTGCTGTCAGAGCCTTTGGACTGAACCTTTCGAGCAACGCCATAGATGAAAT
GACCAAGAAAAATATCAACCAACTGGAGTTCGAAAACATGTTCTACCCGTTGGTGGTCGC
GAATATGTACTCAGATGCTGAGATGGAGCGATTGTTCAAGATCTTGGATTTGGACGGGAA
GAGCAAAATAACCTACCAGAACCTGAAGGACATCTGCAAGCACGCAGGAGAGAACTTCAC
GGACGACGATTTGCGAGACATAATCACGGAAGCGGACCGAGACAAAGACACAGCTCTGAA
CTTCCAGGAGTTCGCAGCGATGATGAGACCAGCCAAAGCCTAAGAAGGGAGTGGCGACAG
CAGAGCGGCGGCTTCGGAGCAGCTGAATTTGCTGAGAATTACTAACTAACTGACTAACTA
>CL9992Contig1
GGCACGAGGAGCTCACGAGGGGAGTCTGGTTAGATTAAATTCTTTTGGGCGCTTGCAGTT
ATTTGTTCTGCTGGTTGAGTCCTTGACTGGTCTGGCAGATTTGGAGGGAGATTTTGATCC
AAAAGTGGGCATTTTAGACCAGTCCTCCCTCAATTCAAGCAGAAACACGGTCCAAGTTGA
CATCCATCTTCCGCACAAGTTTAAGGGTCGCAAGACCCTGCTTAAGTGGGCAAGACAAGC
ACAGTGCTTTTGATCCATTCATGAAAGTTTCTCGTTGTGAGTCTCTACTGCCCGAAGAAT
TTTCACACAGAGCTTGGACTGATCGCCTCTCTCCGTCTTTTGCTCCCAGACTGCCCAATA
AATCAGAAATCTTCCAATCCCAATTGGGAGAAATCCAATTATCAGAAATCCGAATAGATG
CATATCTTTTATATCTTCCAGAGACAGCTGAGCCAAGGACACCAGCCTCTACTTGCCCCA
TAGATTGTTGGTGTATCCAGTCGCATGGGTTCCGTCTGGGCAGAAAGGGTCCTGTAGGTT
TCCATTAAACCTATCANGGCGGGAGCGTGTGGCTGACGCATGTTCTCCACAAAAAAAAAA
>CL9993Contig1
CGCTTCCCATCAGCCAACTGAAGAATGGCACTCGCATCAGAACGCGAGTGGGTGGTCTTA
CCGTTCTGGGCGTGGCAGACCTACTTGATCCGTCCTCCCTGGCGTCACGTTACGTTAACG
AGCACTTTATCATTGATTCCAACATCCAAGCTTCTAACGGTTTGATTCATGTTCTACTGG
GACCTTTGAAAGCTCCACCCCCTAATCAAGAGCAGATGCATGTGGCACACCAGGCGGGGG
TGGGTGTGGGGGCAGTCCTTCTGGCCCTTCTGATGGTTGGAGTGGCATTTGTTGCCTATC
ACTTCTACAGGCAGAGGAGCAAACCTTTTCAGTTCCACTACTTCAAGGAAGAAGATGGAG
ATGCATCTGCAACCGCTACCAGCAGCCGCAGCATCTGCAACCCGGTTTATGAAGACCAAC
CGTCTGAGCTGCACGACGAGGGTCCGATCAGTTCAGGGCTTCTATTGTGACCATGGTCTG
CTTGACACTCCTCCCCCAAATAAAAGCCTGAGAGTTGAAGCAAAAGTTAAAATAAACTGA
TTACAGGAGCAATGTGCACCAGGTGAGGGAGGGAAGGGCCCCAGCAGCCGCTGCAGGAGG
ACCGAGCCCTCTGAACCAGATCCAACCTTCTCCTTTTGTCAGATGTGAGTCCAGGATCAG
TTCAGCTACACTGATGAAATTCATTGAACAAATGTCAATAAAGAC
>CL9994Contig1
ATCTGCAGATTTAACATCACAGCAGCTTCTCTTCCTGATCCACGTCCGCGGCGGGGCACG
CGCAATGCGCGTTCGTGACGACAGTTTGTTGTTTTGTTAAGGGCAGGGGCGGAGCCACGG
TGAAAACACGGAAGAAGACGCGGGGCAGCTGAACTCACTCAGCAGGAAGGCACTGGTCCC
TGAAGAACCTGCAGAACCTCGACAGATCTCACCTGGTTTCAGGAATGACAACAGTTTGCA
GGTTCTATGATCCAGCTGAGGACCCGTGAGGAGGAAGAGGGCTGCTGGGAAATCTGCGAG
CTCAGACGGGCGGCGCTCCAAAACGATGCCAGGCTCCTGGACGAGATGCTCTGCCAGGAC
GTCTACAGGAAGGAACTCCGAAGGCTCTGGCGTCCCAGTGCCGCCTGGCTGTGCGACGGT
ACCTGAAGAAGATCAACCGGATCCAGAGCATCCGGCTGCTGCAGATGCCCACCAGCCTGC
TGAACTTCCTGCAGCACGAGGCTGAGCTGTAGATGAGGATCCGCCGCAGACTTCCTGTTC
CTCTGAAAACGTTTCCTGTCTGTGTTCAGATTCTACAATGGATTAAAGGAGTTGAAACTG
TGGCTGTAATCTGCTGTAATCTGTGACACCAAACATCTTCAACATGAACCTCAGTCTCTG
CTCACCACCACATCTGGACCAGGGGGCGGCCCCCCCAGCAGACGGCGCTGTGATCTCCAG
CTCAGAGTCCAGCTGCTCCCATCACCAGAACCTCCTCCATCCATCACTTGACTGACTGTC
ACAGCCTTCTCCTCCATGATCTCCTCCTGCTCCTCCTCCAGCAACCCAATGACTGACAGG
GATGAAGGAGATCCAGAAGATGGATGGATGAAAGTCGTTCTCAAGAGAAAGGCGCCTTCA
AAAGAGATGTATGGAGATCAGATCATGTCTGTCTTTAT
>CL9995Contig1



ACTGCCGTTTAACCCGGGCATTATGGCCGGGGGGGAGAAAACTGTTAGCCGAGCCCTGAG
GTCAAACGGCTCTCCCCTGCAAGGCTGAACAGAGTAATCGCAGCAGTCGATCTCCAAAGT
CAACCGACGGGATAAGGAAGTACGAAGAAAGTGTCGCTTGGTTTGACCATTGCTGCGGAG
GGCAAGGTTGTTTCCATGGAGACTGGCCAAGCGACTGCTCTGGCCTCCGATGGAAAAGTC
CTGTCGGAGGGCGGAGAGGCCCTGATTCAAACTGGCCAGGGGGATGAGGCCGGTACTATG
GAAATGATGGTGATGGATGCTCTGGATCCAGCTTTGCTGCAAATGAAAACAGAGGTCCTT
GAAGGGGGCGGCACTGTCACCGTTACTGGTGGAGATGAGGGGCAGATCATCACTCTCCAG
GTGGTGAACATGGAGGAGCAAGCAGGAGCTGCATTAGGCCTAGGTCAATTACAGCTAGTG
CAGGTTCCAGTCACAACAACTACTGTAGAGGGGCTTCAGGCGACTTATGTTGAGGCATCT
GCTGCCAACAAAGATGCAGTTATTTGTCACACACTTCCTTTACCTGAGGGGTTTCAGGTT
GTAAAAGTGGGTGCCAACGGTGAGGTAGAGACTGTGGAGCAAGATGAGCTCCAGGCTGCT
CAAGAGGATCTCCAAGGGCAAGAGGGTGAGGAAGTAGAGGAAGATGAAGAAGCAGCAGAA
ATTGTAACATCGGTGCCTCA
>CL9996Contig1
GAGGGTTCTGCTGCTCCGGACCTCCTGAGCCACAAACAGCCCCGAGATGAAACTGTGAAG
ATCCGGATGAGTTCTGATGAGCCCCGTTCTGGGAGGGAGGAGTCCGACCTCAGCCGTTCT
CCGACGAGGAAGCTGGACTCAGCAGAATCTACAAATCACTTTACCTCAAAGAAAGACACA
AACACCTGAATGATATGCAACCTAAAGGGTCCAAGAAAACATTTCCTCTTCAAAAGAAAC
GTTGATTTTCCTCTTGAACATTAATCCAGGTTTGTTACGATCAGATGAACGGCTTCCTCT
CATTTCCTGTGTGGAACTTCAGCTCCAGCCTGCAGCTGGGCGAACCACTGGTGCACAGCG
GTGAAGTTCAACCTTTTTTTTTACTCCGACCCATAAAGTTTGTGCTGCAGAGAAATACCT
TTCCTCTCCTTTGTACGTCAGTGTCTGTAGTCCTGCTGCGTCTGGAGAGAACTTAGTCCT
TTAGGGTCGGATCTGAAGAACTTCATCAAACGGATCCAATCTGAGGTTCTGCAGCGACAA
TCCTGAACGTCACGGATCAGCTGGGAGAAGCAGAAAAGGAATCAGTCAGTGAAGTGATTT
TTTTGACCCCCCCCCATCATCCTCCACAGTTGAAATAAATCTGCTTTTTCCATTTTTACT
GAAAGTATTTGACCCCCCGAGTCCTGAAAAAGTGTCTAAAGGGTCACGTGTCATGTAAGG
TCCGCTCTCATTGAAAGGGTGATGAAGAGCATCTGAGTGGCGACCTGAGCCCCCCGAACA
TCTGCTGTCCTCCAACCTCACCTCTGAGCAGGACAGACTGAAACCGGCTCCTCTGATGGT
ACAAATGTTCTGGATCCAGGAGACCGGACCGCTCCAGAGCTGGGGATTCAGCCAGCACAC
TGATGAGTGTTACTGTCACCA
>CL9997Contig1
GTCCTTGACGATCGACTGGTCGATCTCGATCGACGTAATGAGCACCCCTGATCTGGACAG
AACTGGATTATAACAAGGGTAAAATATTAAAAGCTTATTTTGATGTTTTTTCTGCCGTTT
GTGTTTAGGTTGACTGTCTCGATTAGGAATAGGCACCCTATTCTTCTTCTTCCACTTTCG
GCTTCTCCCATCAGGGGTCGCCACAGCGAACAAGTCGCATGGTAAATTTGGCAATGTTTT
ACGCCGGATGCCCTTCCTGACGCAACCTTCTCAAACCGGGCTTGGACCCGGCAGAGGTAG
AGAACGGAACAGGGAGCAGCCTGAAGTCGAACCCTGGTTTCACGGATGGAAGGCGCCGCA
AACCAGCACGAGCTAAACCGGCTCCCCAATAGGCACCCTATTAGTAAATTGAATATAACC
GATGTAGCAGAAAGTAAGTTGAGGGGGATGTGATGTGGGCCTGGAAACACTGTTTTAAAA
GTCATGTCAGAAAACTCCTCTTATTTAGATGGACAGTGATGCATGACTTAAAGACTTGTA
CATTTCAATGGAAGAGAGCAAGAAATCTTGGTTTGTTAAATCTCCCTCCAAACACTCTGA
ACTCCCCCACTTACTTATCTCATCTAGCAGAGGGGTGGGACCTTCCTCCCACAGGCTAGC
TGGATTACACGATGGTCTAATCCCACTCTCAGGATGCGGTGCCACCCGGCCATGCAGTGG
TCCGTCGCATGCTTGAACACACAAACATATGTGCACGTACATGTGGACTCAGGTGCTGGT
GTGTGATAAGGGGCTGTGTGGAGGCATTAGCCTCGTCTGCCCAGCCCCATCCCAACATGG
GAAATGCCATTTCCTACCCAGGATCTCCAGCTTCTTCTTATCACCGCGACCTGCTCCAAA
GCCCTAAACCCTTGTGTCACCACACGCCTTCAGCAGCTTTGAGCCATGGATCATCTCTTA
TGTACACTGAGGGGCGGATTAACCGGAACATGTTGTTCAGTATGCAGCAGCGTCTTTTAG
AATAATTTTTTAAAACGTGTTGTTTACTCTTAAGAAACTCAGTCAGTTTAGAGGCCACAT
GTTTGCCCAGTTCTGTCATTGTTGTGGAATACATTTTTACATTCGTGGAATATAAATTTA
GCCACCTTTTTTATCTTTACTTGTATGTGTTGGTGCATTAACC
>CL9998Contig1
AGCGGAGAGCTGGAGGAGAAGTGTGAGGAGGAGAGGATCTCTAAGGTGGCTGCAGAGGAA
CAGAGGACAGAGGAGGAGGAGGAGTTTGGGGTGTTTATGCAGGCGGAGGAGGCGCCAGCT
TGGAGCGAGGGGGTTAACATGTGTGCCTCGTCGCCTGGCGGGTCGAGCCTCTCCACACCG
GTAGGAGAAGATCCCTCCTCTCAGCAGTCTGAGGCCTCCTGGGCAGCCTTCCCTCTACAG
AGATTGGACACAGGTGTTGGGGAGCGCCAATGGTGGCCCACCAGTGCTGTGGAAACCAGG
AAAGACAGGCTGTCAACCAATCACAATGTGGCATCTGTTTTTGCTGTAGCTTTCCCCGCG
CCGCCCAGGAGTGACCTCTGCGACCTCAGCACCATCCCCACCCTGACCCAGCTCCTCAGA
GGCAAAGCCAACCAAGATCAGAGTTTGCTGGAAAGCTTCCATGACTTGAACAAAATGATT
GGCCAGAGATACAAGAGAGGCAGCAGTGTGTCTCGTCAGCTGCTGCTCAAGACTTTGCAT
CTCCAGGAGACGGACACTGAAGTACAAACCGCCCCCTGGACTACTAATCGTCGCCTCTCC
CCTGGCCTCCCATCATCCAATCAGCATGCTCTGAGCGGCAAACGACGACTATCCTACGAC
TACAACAGAAACATGGCGGAGTAGCTCTGCTGCTTCTGCTCTGTCCCTGACTGCCTGAAG



GACCGCAGGTTCATGCCGTGTGATTGATCCCCCCGTTTTTGCACTCTCCACGTGACGATC
CGGAGAGAGTGACGGGGATTCCCGCAGTTTGATAGCT
>CL9999Contig1
ATCCCGAACTGCTTCTGGTGGAAGTTGCTTTCTAAAATCACAAGAAAGGTGCTGGTCAAA
CCCTGACTCTAACTCAGAACATCATGGTTAGCNGGGAAGGTCCAGACTGTTCTAGGTCCG
GTGGATCCAGAGCAGCTGGGGCGCACCATGACCCATGAACATCTGACCATGAGTTTTGAG
TGTTGCTACTGCCCCCCTGCAGCTGGAGCTGAGCCAGAGCCAGAAAACCCCTTCCAGATG
CAGCACATGCACTGGCTGAGGCAAAACCCCTACAGCTGTCAGGAAAACCTGTATCTGAAG
CAGGAGACCGGCGCGGTGCGCGACGAGCTGCTGGCCTACAGGAAGGCCGGAGGAGGAACC
ATAGTGGAGAACACAACCACAGGCATCGACCGGGACCTGCCCACCCTCAAACAGCTGGCA
AAGGACACCGGGGTTCACATCATCGCAGGAGCTGGGTTTTATGTCGACGCTACCCACTCT
GAGGCCACCAGGAAAATGAGCGTGGAGAAGCTCACAGATGTCATTGTCAGCGAGGTGCTT
CACGGTGCCGATGGAACAGACATCCGCTGTGGCGTGATTGGAGAGATTGGCACCAGTTGG
CCTATCACAGACNGCGAGACCAAGGTGCTGAGGGCCACGGCTCAC
>CL10000Contig1
TTTTTTTTTTGTCTTAGTTATTGTCTTGTTTTTCTTGCAAAAAGAAAAATGGACAAATAA
TTCTGAACCAGCAGAATCTATTTACTTACAAATTAAAAACAAATCCAATGGTGCATGTCT
ATAAAAGGCTGTGGATGCTCATGTCATGAGGTTTGGAAGTTCTGCCGCCACCAGCCTGAG
CCCCCGTCCCTCAGTCCAATCTAAAGTTTGCAGGAAATGATCAAGACTTCCTTAAAAACA
CAGCTTCCTCTGAGACGTTACAGACCTCAGGCAACATCACCAAAAGAGCTCTGAAGCACG
GCGGTGGACGTGTGATGATTTGAGGTTGACAAACTGGGGGATTTGATCACAGAACAGCAT
GTCTCATCAGCACCAATGGTGAAAGTTGGTGAGATGAGAAGAGGTGAGGCGTCCTGCTGC
TGAGGGGCGGCGCTCTAACACTTTAAACTTCAGTCACTTCCAAACACTTTTCTCTCTCTT
CTAACAGAAAATAAATAAACATGTAATGTTTGTCTAAAGTGAAGCAGCTTTTTATGATTC
GTTCGGGGGGGCAGGGCTGCTGTTTTTCAGTTTCTGAGAGACTAAATCCAGAATTAAGCC
CTTCATACCCATTTGGTTACAGAGGTCCGTGTCTTTTACCGAGATCAACGTTGTGTTAAG
GGTTGCATCGAGGTTATATT
>CL10001Contig1
AATTTTGACTTTAAATATTTCACTGAGTGCCGGTCAGAGTATTATTTTTGTAAATATCTA
TATTACAGCTTCTCTGATGTAGTTTCCTTTCAATTTAAATTGTAATGAGTTTCAAATTCA
CCAGAGTTTAAAAAAGCATTTATGTTTCCACCGTAGATTTTTCAAAGGCATTTGGATTGT
GCTGTTCTTCAGAGCTCCGGACTCTGTTCTTGCTGTGGGGTTCGAACACGTGACCTTACG
GTTCCAGAAAATAAATGGCTGCTAATCTATTTTATATGTTTATTCTGTGAAATGCATGAA
AACTGCTGTATATTTTATGAGTGGAGCTTCCAGACATACTTTACTGTTGGCCTGTTTGAT
TGTTTGCCTGAAAGCTGTGTTTCCCCTCAAAACAACTAACTAGTGGAATATTTGGAGCAC
GCTTTTCAGCTGCCGATGCCACCACTGTGCTGCTGCAATGCTGCTGCTCAATAAGCCAAA
TGTGTTTTGAATGAGGACAACATGTTAAAAAAACAGATTCTCTGAGAGAGTGAGGAGATT
TGTATCCCTTTTTAGTTTTAGTAATTGGTTTGTATCCAGTAAGGTTTACTCAGAATGTGA
TGTAAACAGCATATTTTTAAGGATAATTGACTCAAAATGTATTATATCTTAAAAATAGAA
GAATCTTTACGATTTTCTTGGTTGCAAGTATGTTTGAAGTTGATTTCTAAGACAAAAAGG
GGGAAATTTGCATGAATAAAAACAGCAGAAATCCACTCCTAGATTTGCTCCAGATTTGTC
TTTGTTTACAAAAAAAGCAGTAAATTTTTCAAATGTTCTGGAAAAAGTTCTGACATGTCT
GAGTGGTTTTGACTGTATAGAGATTTTTATCAATTTGGCTCTTTGGTTTTAAGAGTTTCC
AGTGTTTTGTTGAAGCTGCATGGAAAGAATGTG
>CL10002Contig1
AACATCAGGCTGCCATCAGGAGCAAACGTCAGGTCTCGCACAACATCAGTATGATCCATC
AGATTCAGCAAAAGTTTCCCAGTGTAAACATCCCAAATCTTGATCCGACCATTATTAAGG
CCCGTTGCTAGAAGTAAATGATTCTGACCAAACTTGAAGTGGTGCCACTCAATGTTGACA
CAGCGACTTTCTTTTTCAGGCACAGAGGAGCCGAAGGCAAGGCTCCAAACGATGTCACCA
CAGTCTAAGGTATGTTCACGGGGATCATCATCCACTGTAATGGTTTGACTTCTGTCACTG
TTATGTCGGGACAAATTCCAAGGATTTAAAGCAACAGTTTCTTCGTCACCATGGTTCATA
GAAAAGCTCTTTAGGCATTTAGTCCATGGAATGAGTCTGACTATTCGATGCCCCTGAGAC
CAAGCAAAGTAAGAACCATTGGGTGAAAAAGCAACACTCCAAGCCTCACGCCCAGACTTC
TGATCGAAGGGAGCAGTAGGTACAAGGAGTTCACCAATGAACTTAGCTTGACCTAAATCC
TTTTCGTTCACAGTGTCCGGGAAGCTTGCCATCTAAATTAGGGCCAACACTAAAACAAAA
GGCCAAATGGCAACAGTTCACAAATACAAAGAAGACGAGCGGCCCGAAAGTCGGCAGCGC
TTTTTAGAAAGAAACTGTGTAGAAGCTAGTCGAATCCTTCCGCCTAGCTTTTCGGAGTTC
CGGCTAGGGAAAAAGGAAATAAAACAACGTCATCTCAACGGAGTAAAGAAGAAGAAAAAA
AAACTTAAGGAGTGAAGCTTCTATTATCCTTTCTGTTTTCTCTTTGCTGTGTTGATAAAT
ACTGTAGGTCAAATATTAACCAATCTTTATGTGGCTTGATTTAGAGATATCCAGCACGAC
ACGATATTTTAACCGGAAGTCCCCGGCCATAATGCCCGGGTT
>CL10003Contig1
TCCAACAGAGCATCTATGAGCACTTCAGCCCCCTCCTCGCTCTCATGGAGTGTGTCGATG
TCTGTCAGCTCCTGCAGCAGGTCCACCACTGCGATGGCGACATCTGTGTTTTCGTGGCTT



AGAAGGCCCAAAAGTGAGTGGACGGCATTGAGCTCCACCAGCAGGTGGTAGAGATCCGGC
ATGGTGGCGATCACGTGCATTTCCTGGATGATGTCGTTGAGATCCAGCTCCGACTCCATG
AACTTCTCAGGATTGTCAGGAAACTTGATCCTCAGTTCCTGGTTTTTGTATGACCTTTTC
TCAAAGGTCAGGATCATTTTCTTCACTGTGCTTTCATCCACCGGCTCGGCCTCGGGTTCT
TCTTCATCCTGGTCCATCAGTTTTTCCAGTATCCTCTTCTTGTCCCCGGTCTGCTCTTCG
CCGTCCCCCGGTTCAGCACGACCCTCTGATCCCGCTCCAGCTTCCCGATGTCTGGCCGGG
TCCCGGGATCCCAGTCCCTTCTGCTGCTTCCCTCCTCTGGAATCATCGTCTCCTCCTGCT
GCTCTTCCTTCTTGCTCCCTGGGACGTTTTGCTCCTCTATCGGGCTGATAGTTTAAAAGT
TCTCCAACATCCATTTATCCAGCCGGGAACTCTCACAATAAAACACAGTCTGCTTAGAAC
GCAATGAGGGGAAAGTGCGGCTGTGCGACTAGCTGCACGGCTAACTACAAGCTACCCAGA
AACCCTCGTGCCG
>CL10004Contig1
TTTGACTCGACAACACTTTATTTTGAAGGCCAACCTCCTTCCACGCAATCTCTGCGGCTT
AATTGACTTGAACCATAAAATTCTGCCCATGGGAGCCACATTGCGTCGCCAAACACACGA
AATTTGGTGCTAGGAGTCGTGAATTCGACTATTACAATAGGAAAGCAGGACTGGTTTCTT
TTCTATACCCCTGTTTCAACATTTAAATATCTTGCTATCAAATATTCTGTGGTAAACTTC
CTGAAAACGAACAACAATTCCATTCAAACTTCAGAAGTGCAAACAGAAACTTTGCATATT
AGAATAAAATGTAAGCAATACATTAGAGAGTGCATTTTTCTGGCTCTTGACTGCTGAACA
TCCAGCCTGATAATAGCCAGTAAAAAAGCTCCAAAACTACAAAAAAACAGAAAATGCATG
AATGCACAGGAAGACATTGTCTATTTTCTGTCACACAGAACTTGCAAAGTTTATACTTGG
CATCGATGTACAGGATGGAAAAGTTCTTCTCTTAATCCTTCCTGCCATACATGAAAACAC
GCAGTGGCTGCTGCAGGCATCATCACTCCCACACATATAAATGAGTAGTACCAAATATGA
CACATGTATGTACCTGTCAGGTAATTTATAGTATGAAAAAGGGACATTTTATC
>CL10005Contig1
CCACCTCCGCCTCCCACCCGGGGGAGGAACCCTTCTGCGCAGCCGCTGCAGCATCAAAGG
AAGGTGCTTCATTCACAAATTTGTACTCTGTGAACCCACAACTTCACCCAGTGGCACCTC
TGAGGGAGTCACTGCAAAACGCGTGCAGCAGAACTGCAGGGCATGCTCTGTGTGTTTTTT
GGAGGGCTAAGCCTTTTTAAAATAAATTTTTTAACAACTGCATGCAGAGGTGGAACTCAG
CTGCAGCCCTTTTTCTTTTTTTCCTTTTTTTTTGAAAGGTGCATTTCAGTGCAGCAGCTT
CCTGTGATCTGCAGCTCCGAATTTCAGCTTTGTCAGAAATCAACAGGAGCTGTGATGTTC
GAGTGCCACATTTCTGCTACTAATGGTCTGTGAGGGTCTGCTGAGAACAGAAATAGGGGC
CCAGTGAGCTTCAGCATGTCCTCATCATCAAATCTTAGATTAAAATAGACCACTCGTCAT
TTCATCTCTTTATGTAATTGAGCCGGTCCACTACACTCACGTGCTCTTCGATGAGAATAT
ATGC
>CL10006Contig1
GCATAAGCTGAAGTCTTCGCAGAGGGACAAGGTACGGCAGTTCATGTCCTTCACACAAGC
TGGGGAGAAGACAGCTGTGTACTGCCTCACACAGAATGACTGGAAACTAGAAGTCGCCAC
AGATAACTACTTTCAGAATCCAGAGCTGTACTGTAAGGAATCCATGAAAACTTCGGTGGA
CCGGAAAAAGCTGGAGCAGCTCTACAATCGCTATAAAGATCCTCAGGATGAAAATAAGAT
CGGCATTGATGGGATCCAGCAGTTTTGTGACGACCTCTCCCTGGATCCCGCCAGCATCAC
CGTACTGGTCGTTGCGTGGAAATTTCGCGCTGCCACTCAATGTGAGTTTACCAAGAAGGA
GTTCCTGGATGGAATGACAGAGCTGGGGTGTGACAGTCCAGAGAAATTAAAGGCCCTATT
GCCAAGATTAGAGCAGGAGCTAAAAGACAGCGGGAAATTCAAGGACTTTTACCAATTCAC
TTTTAATTTTGCCAAAAATCCTGGACAAAAGGGTCTAGATTTAGAAATGGCCGTGGCTTA
CTGGAACCTGGTTCTGTCAGGACGATTTAAGTTCCTTGATCTTTGGAATAGATTCCTTTT
GGAACACCATAAACGATCCATCCCTAAGGACACATGGAACTTATTGTTGGACTTTGGTAA
CATGATTGCAGATGACATGTCAAACTATGATGAGGAAGGGGCGTGGCCGGTTCTTATTGA
C
>CL10007Contig1
CGAGGGGAGATCTGATTGGCGTGGTGGAGGCGCTGACACACCTGGACCGAGCCACAACAG
TCCACGCCGTCAGGGACTCGGAGCTTGCCAAGCTGCCACAGGGAACGCTGAACTGCATCA
AGAGGAGGTACCCCCAGGTGGTCACCAGGCTGATCCACGTGCTGGGGGAGAAAATCCTGG
GTCGCAGTCTGGCCCTGCACACCCCCAGCAGTAAGTGGGACAGTGGGAACCCAGACTCCA
ACCTGTCCACCGTTGCCATCCTGCCCGTGTCTGAGGAGGTTCCCCTCACTGCCTTCACTC
TGGAGCTGCAGCATGCTCTCGGTGCCATCGGCCCCACCTCCTTGCTGACCAGTGACATCA
TCAAACAGAGACTGGGCTCTGCTGCGCTGGACAGAGTTCAGAAGCAGCATCTCAGTGAGT
CGTTCCAGAGAGGCTGTTCTGCCGGGCCTGGCTTCAGTTCATGGAGGTTCAGCTCTCTGA
GCTCAAACTCTGAAACCATCTTATGTCTGAACTTGAACTGGATAATTGCAGCTGCTTCTC
CGTTGCAGATGTACAGTCATTAATCATCCTCAGTGTTTGGTATATTGTTTTTTGTTTCTC
TCACGGCTCAGTTTCTTCATGATTATTAAAGAGTTTCGGTTCCTTTTAGAGGCCCCGCCT
CCTGTATTTTGGGTCCTGCACCGCTGGTTTCTGTCAGCTCAAGGTTCTGTTAATAATCCA
GAT
>CL10008Contig1
TTCTCAGCTGGATGGCTTCATGGAGTCTGGGGGTGCCGATGCACAGCACCTTCCTGAAAC



CCAGAGCAGTCAGAGCGTCCAGCAGGAAGTCGGCGCTGCGCTGGCTGAACATGAACTGGG
CGTGGCTCTTCTTGTTGTCCAGAGGGCGCAGCAGGAGGCTGGGCGTCCTCAGCTGCACGT
CCAGCACCGCCGTGGTTCTGTGAGCAGAATGGGTTCTGTGCTCGTCCGGCAGCAGTAGAA
GCTGACAGTCCACGCAGAACTTCTGCTCGCGGGCAGGAAGGTTGGTGAACACTTGGAGCC
TGTCCTGGCACTCCTGCTGCGTAAACCGGGGCGTCTGAGACCGCCGCTCCGCCTCTCGGG
CCTGCAGCCGGGACTCAGACACCTTTTCATCTGCCCACTGGAAAAAGCTGCAGTCCTTCC
GGTCTCGACAGGCGGAGCAGGCGTAAAAGCTCCGCCCTCTTCTGGTTCCTTTGCTGGCCT
TCTGGAACAGTAAGGTCGGCCCGTGCGGACACCAGGGCGCCGCTGTCCCGGCCTCTGGAA
GCACAGGTTCGAATCCTAGTCCGTCGCTGCTGTCCTCCAGCTCCTCCATGAGCCCTCAAC
CCGGAAGTACGGCGAGAACCGGAACTCTGATCAAAACCATAGACTAGTGAAATATGCGGT
CTACGGTTCAGACACGAGACCGGAGAGGAGAAACCCTCGTGCCGAATTCCT
>CL10009Contig1
TGCAGGNAATTCGGCACGAGGGCGGCATAGCTGCTGCTGCAGCCCGAGCTGTATAAGAGA
ACTTTCACCAACAAATCCAACTTTCTGCCTTCACAGCAGACACGCAGCTCTCTCCGTGCG
TCAGGACGCAGCATGTCTCAGCCGCAGCGATTACGGGATGAAAGTGACTTTGATCAGCTG
CCAGGCAACATTCCTGTCAGTGCCACCATTGCTGACACTGAGGAGAAAAGGGGTTTTATT
GACTACTTTAGGTTTGTTATTGAGGTAAAAACTAAAGGAGGAAGCAAGTATCTGATCTAC
AGGAGGTACAAGGAGTTCTTTAACCTCCACCAAACTCTGGAGGCGAAATACTCACCGGGT
GACTTAGAGAGACCCGGTCCAAACACCTGTGTCCTGCCTTCTCTTCCAGGAAAGATCTAC
ATTGGAAACAAACAGGAGATTGCAGAGAGCAGAATCCCTGAACTCAACACGTACATGAAG
AGATTGTTGCATTTGCCCGCATGGCTGCTGCTCGATGAGACTCTGAGGATTTTTTTCTAC
CAAACTGACGAGGACAGTCAGATACAACCAAGGGCCCTCAGACGT
>CL10010Contig1
CATGACNACATTGGTGTATTAATCTAATGAGTTACNATGTTTAAGCTGCATTAAATTCAA
TGATCTGCTTTCTAAAAGACATTGTTCATAGATTAATGACATTTTTCTGATTGAAATGTA
ACTTTTTTGGGGGGTTAAACAGCTGCAGCTGCATCATTAAAGGCTGTGCATGATGGGAAT
CGATGTCCAAAAGGGCCGACTGTGAGTCAAACACCCCCATTAACAAGCCGGGTGACCTTT
TCTCCACCTCATCCTAGAACCTCACTGGCCCACATTTCATTTCACTTTTAGATTCCTCAA
AGCGTTCGGGCTCCGGTCCAAGTTTCCTCCAGACGGCTGCAGCTGGAGTGGA
>CL10011Contig1
GAACAGAGTAACTCGTTCTTGGCTTTGCGTTCTTCCAGCTGCCCAAGAAGCAGCTTAAGA
GCAGCAATGTTGTCATTGGAGAGACAAAAAGCGTCCTCGTCCTCACATATCACATCAGTT
TCAAAGCTCGTCTCTGGGATTTGTTCCAGATCATCCATGCACACAACTATTTCCTTCTTG
ATGCTCACAAATTCATCACGGCGGCGCTCCTTTTCTTTAGTCAGGTCATTAAGATAGGCC
TTATAAGTTTCCAGCTGATCCAATGATGGGACAGAAGAATGGTTAATGAAAAAAGGGGTG
GTGCACATAATATCACACAGATCATGATCTTTGGAAATGAGTCCTCTCAGCTCCTCCATT
CGCTGCTTATTGTGCTCATTCATCACCTCAAGACGAGAGCGGCTGTTTTTCTCTAGCTGC
AACATGGTGCAGCCATCTTCCTCCTCAAACGGTGGAAGCTGGAGTTCTGCACACAAAATG
CTGAGTTCTATGCGACAGACCTCAATGCTTTCCGTCAGTCGTTTTTTCAGCTCCGCTTCC
TCAGCGATCAGCAAGTCCAGCAAACCCTTGATGTGTTTGTGAACATCATTGGTTCTTTGG
ATCCGCTGCTCTTCTGGAATCCAGATTTCTTCCCAAATCTCCTGGAGCATGACCATTGCC
ATGTTGAAGTAGGCAACGGACTCCGCAGCGTGCACCTCACTCACTATCATCGCCTCCAAA
GGTATCAGACACTAACCAAAAATAACCCACTACAACAATGGGAATTGCTTTACCAATAAA
TAAATTAAAAAACCCACCGTGTATATCAACGAAGCAACAGAAGCTGTCCCCCCGGCCATA
AGGCCCGGGTTAAACGGGCGCTGGGAGCC
>CL10012Contig1
CGGCACGAGGAGTAGGGCTGATGTATCTGTTAAAATTTTCTTTTCATAAGAGAACACTAA
GTGTATTTGCTGTTTTTGTGATCTCGTGTGTTGACAAAAAGCACTTTTCTTAGCCTAATA
CTCAGTGTCTGTCTTGTAGTCCAGCTTGTAAACACTACAAATGAAGAAAATTGTCTCTCT
TGTTGAATGTTAAGTCCATGGTCTTCATTTTATGATGCTGTTTTATTCATCATTTTTTAT
CTGATTGAATTTGTTGACTTTTCAAAAGACAGGTAAGAGTAAGTGAGCAAATTGGACCTG
TTTGAAAATGCAACCCAACTTCTTTCATAATGTCTTAACAGAGATTTTCAAGAAGACTCA
ATCATAAGAAACTGTTTTCCATCTTTACTATTCTTTATTGTCCTCTTTCATCAATGGTGC
TTGTTAAATCATGAATATAATTGTTTTCTTCCTCAGGTTCTTTTTTGGTTTTTGTTGTTG
GATTTTTTTGTTTTTATGAATGGAATAAAGATGTTTGTACAATCTGAAAATGAAATAAAA
AAATGTGATCGTAGATGCCGTTTTTATTAAGAAGTTCCTTGTATAATCCATGTAATTTTT
ATTACATCCTGTTTTTATTCTTTAGTGTTAGTGCACTATTAAAACGTATGTTTAAGAANA
AAAAA
>CL10013Contig1
TTCTGGAATGCACTTTTTGCATACAGTGTTCACACTGGACTGTTGCTAACCGATACAACT
GTATGTACTCACAGTTGGAAGAGGCTTGATGCAAGATGTCGAAGCTGTGCAAGCCTTGCG
AATCTTGCTCCAGGATTTTTCTTTGACAACTCTATTCCGATATATTAAAGGCTTGGTGTC
ATATAATTCCAGCCGAGCACAAACCGCAATTGATAATTTATTCTTCATGATCAATTCTTT
AACCGATGGCACTGCCTTGAGTTAAAAAGGATGCTACCCATCACTATCAAAGCTGAGTCC



ATGACAGGACAAAGTTCAACTGGTTTAACTTCAACGCGCGTTCAATGGCCACGTGTTTTG
TACGTGGATCCCAAAAACAGACTTAAATACAAAATTCTGAAATGCGCCTTTACAATCATA
AGGCTGATCCTACAGCTAAAATTTAAGGCAAAATGTTATAACTTTGAATTATTTGTTTTC
ATGAGTGACAGCAAACCAAATCAAGATTTGACCGTCTTTGAAGTCTAGTGGATATTTCTA
CTCTCTTCGTTTCCTTAGTAAAAAACTGGATGATTATGTTTTCAAGCTAATCAATGAACT
ACTGAAACCAAAAGACTAAAACCTAAAGAAGTTTGATGGTGCATTTAAAAAAGGATTTCA
AAACACTTTTTTTAAAGCACTCTAAATGTTTTGCCTTAATTCTCTTTAAAAGGTACAGTT
GGTTAAAAAATGACGTTTTTATCTCCAAATCTCAAAACATTTGTTTTCTTTTTTCAATCA
CTGAGTATTAAGATATTATTTTGTGAAGAAATATATTCACACACAAAAAAAAAGTGAAAA
GAAACACACCTCAGTGTGTGTCTTGGCGGTCATTTTGGCATTCGTATATTGTTTGATTTT
ACGCTCTTTGCTTAACCACATAAATGAAAGGGTTTGTGTTGAAACGGTGAGACTCGAAAA
CCTCCCACACTGACTGACACTGTTGTGTGGTGGGAGGTGAGTGTGATGCTGAAAGTGTGT
GTTGTTGACCACAGTTGCTCCAGCTGCTGATGGTGCGTTTTACAAGGCCAGAGAACGTGT
TCCTCTGGAAAAGCTGCAGTCAGG
>CL10014Contig1
CGAGGTCTCCTTCCGGTGTGCCAGGCCATGAACTTCCTGTCCTCCAAAAAGTGTGTCCAC
AGAGACCTGGCAGCGAGGAACGTCTTGGTCTGTGACAACAAGCTGGTGAAGATTTGTGAC
TTCAGTCTGGCCCGAGACCTCCAGAAGCACCAGGACTATGTCCAGAGAGGAAATACCTTC
ATGCCTCTGAAGTGGATGTCTCCAGAGAGTATCTTCCAAAACATCTACNGCTCCCAGAGT
GACGTCTGGTCCTACGGGGTCTTACTCTGGGAGATCTTCTCTCTTGGCAGATGTCCGTAC
CCTGACCTGCAAAAGACTCAAGAGATCTGTTCTGCTCTGAAAAGAGGATACAGAATGACC
CAGCCAGAACACGCCCTTCCTCATATATTCGAGCTGATGCAGCAATGCTGGGAGGAAGAT
CCTCTGTCCAGACCGTCTTTCTCCTCTTTGGTCATTTCTTTGGAAAAGATAATGAGTGAT
GGCTCCCGACAGCACTATCTGCAGCTGACCAAGGCCTTCCTGGAAGAACAAAACCCAGTA
ACTGCACGATTAGGAGAAGCTCAGCAGCACGATGACTCACACACACGCGGAAGTTCTGCT
GTTGAGGTGAACCTTNATCGGTNGGAGGTGAAGGAAGTGGAGGCAGGCTCCTCCCACAGC
GCTTCTACCAATCCTGCTGCTGACATCACTGCAGAAAGCAGCAACGCTGCCCTGGACACA
GACCGCCCTCAGCTGTCAGCCCCTCCCGGCATCCCTCAGCAAAAACCTGGGGCTTNGGAT
GTGACATTACCAGAGAAGGGGTTACAGCTTCCAACGCTGTCCTGCAGCTCTGACAAAGAG
GAGGAGAGCTGCCTGTGAAGGTGGTTTCTGCCGGTCAGATAGCAGAAGGGCATTAAAAAA
ATCCACCTACATCTGGACAGTAAGGCTGCTCACCTGTACACCTGCAGCAGTCTGAGTTTA
GATTGATGTTCTGCATTGTCTTCATGTACTCTGCTTTGGTCTAAAGTGTATATCTGGGCT
CTATAACAAATCATTTGCCTCATAAAG
>CL10015Contig1
GAACAGCTGGTATGCTCTGGTTCTGACCGGAAGCTCAACCTCAAAACTGGACTCAGTCTG
TGCCTCTGTGGCTTCACCTGAAGGTTCTCCTCCACATCTGAAGATGGTGCTGAGGGAGGT
CCCCACTGAGAACATCACCCGTCCGCTGGGCAGGAACGAGGTCATCGGCCTGCTCTTCCG
CCTCACCATATTTGGAGCCGTCACCTACTTCACCATCAAGTGGATGGTGGACGCCATCGA
CCCCACCAGGAAGCAGAAGGTGGAGGCTAAGAAACAGGCAGAGAAACTGATGGACAAGAT
CGGCGTGAAGAACGTGAAACTGTCGGAGTACGAGATGAGCATCGCCGCTCACCTGGTGGA
CCCGCTCAGCATGCAGCAGATCACCTGGAGGGACATCGCCGGTCTGGACGAGGTGATCAC
AGAACTGAAGGAGACAGTGATCTTACCTGTTCAGAAGAGACACCTGTTCCAGGGGTCCAG
GCTCCTGCAGCCCCCCAAAGGCGTGCTCCTCTACGGCCCGCCCGGATGTGGCAAAACGCT
GATTGCCAAGGCAACAGCCAAGGAGGCGGGGTTTCGCTTCATCAACCTGCAGCCGAGCAC
GCTGACGGACAAGTGGTACNGCGAGTCACAGAAGCTGGCGGCTGCCGTCTTCTCATTGGC
CGTCAAGCTGCAGCCGTCCAT
>CL10016Contig1
AGCACATCGAGCCTCAAGGAGAAGATCCCAACCAGATGTGGCATGTGGGGCTGGGGGGTC
TCCTGCAGGCTAGCGTCTGCGCTCTCCAACCTGTGCCTTTTTTTTCTCAACAGGAGGCCG
CGTGAAGACGTGGAAGAGAAGGTGGTTCATCCTCACCGACAACTGCCTCTATTATTTTGA
ATACACAACAGATAAAGAGCCTCGTGGGATCATTCCTTTAGAAAACCTCAGCATCAGGGA
GGTGGAAGAGCCCAGAAAGCCTAACTGCTTCGAGCTCTACAACCCCAACCACAAAGGCCA
GGTCATCAAAGCCTGTAAGACGGAGGCGGACGGCCGGGTCGTGGAGGGCAACCACGTGGT
GTACAGGATATCAGCGCCCACTCCTGAGGAGAAGGAGGAGTGGATCAAATCCATCAAGGC
GAGCATCAGCAGGGATCCTTTCTATGACATGCTGGCCACCAGGAAGAGGCGGATAGCCAA
CAAGAAATGATGACCGCACCTCTGCGGGCCGCATCTGCCGACAGCACTTCGGGGAGCCGC
GAGGATGTAGTTTTTTCGGGCGGGAGAAAACGTAGAGGAGCGCCTCCATTTCTGCCTCCA
TTCTTGTCCAATGTGAATGTGGAGATGTTTTTTATTTTATTTTTTCTTTGCTCGGCACGG
AATAATGACAAATGTGGGAAGGGAGAATTGAAAAGTTGAGGAGCAGCTCCCTTATTTGAG
GTGCCTATGAGGAGACCGCCCTCTAGTGGACAAACCGGAACATTCTTCCTGACGCTCAGA
TTCCCAGATGCCATCAGACTGCAGCTTATTAAAGCCTCAAGCTCATCAGTCAGCTGGTCT
GATTGATCAAAAGGACTTTATCTTTATATGCAAACATTCAGGAAAAGGTTGAACTTCAAT
GTCATCAAGTTTTCTCCTGTGTTTCATTCAAAATCCAGCTCTGTGAAGGTCAGTTCTTGT
GTATTTATTTTCTGTCACAAAGAGTCCCCTCCCCAGATTACACTTAGCATGTATAGTATG



TCATGTACAAACCGTTCACAGGAGGAGTAAATCTGTCTCCTATTTAGAGCAGAGGAGACG
CTCTAAAGGAGACTAACTCCTCGTTTCCAGACCGATGCTTTTCCTCGTCTGGGGAAAAAA
AATTATTCCTCAGTTTTCTGGAATAAAAATACAACAAATAACAACT
>CL10017Contig1
TCGGCACGAGGAGAGAACTAGTCTCGAGTTTTTTTTGTCGCCATTGAAAGGCAGCTAATT
TGATTAAATATGGCTTGTAAACAATGGAATACGTCTCACTCAGAGGCAGACTCGGCCTTC
GACGCTGTCATTGGCTGTATAGAAGATATCTTCATGGAGGATCAGTTCCAGCAGCTCCGG
GGGGATTTCATGGAGAAATACTACCTCGAGTTTGATGGTTTAGATGAGAACAAGCTCAGC
TACACGTCCATCTTTAATGAATATGTAGGCCTGTTGGAGAAACACCTGGAGCAGAAGCTG
ATGGAGAGAATCCCCAACTTCAACATGAACACCTTCACAGAGCTGCTCATGCAGCATAAA
GATGAAGTTCAGGGCGACATCTTTGACACGCTGTTGACCTTCACAGACTTCCTGGCTTTC
AAAGAAATGTTTCTGGATTACAAAGCAGATAGAGAAGGTGGAGGTCAGGGGTTGGTGGTC
ACAGCTCTTCCTGCAGCTTCTTCACACTGAAGTTTGATTTCAACTGTTTTTTGCTGCAAT
AATAATAGATGAAAGTTCAGGATTCCAATGTAAATCTTCTTTTTTGTTGTCTTTTGTTAC
ATTAGGACACAAATATCAGATTGAATATGTATTTGAATCATTTTCTAAAGCCGTTGTTAA
TGTTTAATATCTGTGTTTGGAAACCAGCACGCTGGCTTTTCACCAGTGTCTGNATTTTGT
CTGTTTTCACTTAAA
>CL10018Contig1
TTAATTCTCTGTCTCAGCACCTGTGGTTCCTCCACGTTGCAGATACACATCCAAATGTAT
CGCTTTCTTATTTTCTCTCCACGGTCCTCCTCTTCCTCTCGCAGTCCACCTCAGTACCTG
TTCTGGTGTTCATAGTGCCAGCGGTTGAAGTCTATGTTAAATGCCACGATGCTTCCAGAG
GCCATCCCAGTGATCAAAGTCCTCTGGTCGTGCGAAAGGTCCATGGCGCGGATGCCGGCG
TCACAGCCTGGATAAATATAAAGCTGTTTGAAGTCGCACGCCTGCCACACCTCCACAACT
CCATTATCACCTCCGGTCACTAAGTTTTGCCCATCGCTGCTCAACAAGATGGCCCGTGTG
GAATCATTGACTTCCATCTGTGCCAGCAGTTTTCCGTTTATGCTGAAGTTGCAGAATCGA
CCCCTCTCATAGTAGATGATGCAGTGTCCCTCACTGGACACCGAGATGAGGCGAGGTCGC
TGGCACAGCTCCGGACCCTCCAGAGCCCGAAGCAGGTCCCCAGTGATGGTGTGGACGAGG
CACGGGCCTTCTTTGGCTCCACTGATAACCAACCCCAGCTCCGCACACACAGACACACAC
ACCACCTCGTGGTCGTGTCCTGTCAGCACTGCTCTGGGAGCAGGATAGTCACTGTTGTTG
GGAT
>CL10019Contig1
TTTTTTTTTTCATTTTCCGGAGGCTTTCTGCAAGCAGGTTTATTACAAAGTAGTTTTACA
GTAACAATTTCAGCTCTACCCAAATTAACCATACATTGACATGAACACAGAGAATGGCTA
CATGGAGTGGCACTTCATGAAGGCCACACATTGCAGAGCAGAGGTGGATCTGAGGAAGGG
CTGCAGCGGCTGACAGACAAACATGACTTGAAAGCTTCAGGATTACACGGTTTCTGCTAC
TCTCTTCTAAAAAGGAGATTTTCCAAGGTTTCTGCAGTGCTTACAAGGGCTTATTTTAGC
ATATTGCATTGCACATTAAATGCAAGTTGGTAGTATAACATACCACTTAAATAGGTAATT
GCAGTGCAACTCCACACATCAAAAACTTAAATTACAGTACGTCCAGTAACTCTCCAAGCG
TTAGCCTGTGAACTGTCCTTCATTAGTGTGATGAAATGTTAATTAACAGTTCAACAGGGT
CATTCCTAGATTTTCTAGTGTTTATGAAAAATCGACAGGATTCACATAAATAAAATAAAA
TACAATAAAAAAACATTTTGATATTTTCACACAAAAATAATGTACATGAAAAAAATACAG
AAGGCCTTTGACATTCCAT
>CL10020Contig1
CAGGGGGCCTGGCTGGCCAAACATGGCGTCCGGGAGGTAGTGGGGTTCCCCATTGCTCAA
CTGTCCATATGAGGCCAAGTAAGGCATAGGAGGGTCCCCACCTGTGGACCACGCCGCCTC
ATTCAGGGAGTAGGAGAATCCTATGGAGGGGCTGTAGTAGCTGGGCATGTAGGAATCCGA
CATGGCCGTATAGGCATTGCTCTGTCTAGCCTGAGAATTCAGGTAAGGCTCAAACTCGTC
GTCATTCAAAGTATCCTTTTGGGTCACAGGTCCGTTTTGCACTTTATTAGCTTGGCCTTT
CGGTCTCTGGATTGGGTCCAAGTGATTCATGAAGGTTTGTTTTATGAGAAGAGAGGAAGG
GGAAAAATAGATGAGGAGATATATTTTCAGGAGTCAGTCCTTTAGCAGGTTGTCAGGCCT
ACTGCACTACTGAGCCACAGCCGCTGCCTTTGAGCTAAGCTATCTGCACTAGCCGTCGCG
ATGCTGACAAATTTGGCCCTCGTAAATGTTCAGAAAACACCTCTCTTTACCTGTTCAAGA
AGGCTGCTGGCTGACATGTCTTTCCCCCCCCGGAGACAAGGCAACTGTATTTACTCCTAA
ATAAAAGCGGCAGAGAGTCTATCTATTAAGGAGTTTCAACCAAGCGCTCTTATCTCTTTA
CAGAGCCTGGTTTCTACACAATGGCGGGCCCCCGGCCATAATGCCCGGGTTT
>CL10021Contig1
GGGTCTGCAGAAATTGTTAAGTGTTATCCATCATGTTTACCTGATATCTTGTTCTCTTTC
ATATAAAAAAAAACAGCCTGCAGATTTTTGCAGTACTGATCAAATTTTAGGATCCTTGTT
ACACACAAGAATTTAAATATGGTATATTTTTTAACAATCATAAACCCTTTGTATTAAGAA
GGAACTTTTAAGACCATTGTTGTGCCCTTAAAACCGTGTAAATTGAGATCAATCTAAAAT
GTAAAGTTTTTTTTTCTGGTTTTTGTAATGTGAAGTTTGGTTGTAAAGTTGCAAACTGGC
CTTTATTTTCTCTCTTAGGACATGTTTCAAAAAATCTGTTTCCCTGGAGAATTTCAGACA
CAACTGACACTTTGTGTAAGACTCCCCTTTTCACCCGTTAACAGGGAGAGGATTCTTCTG
TGGATTTTGTAAACAGAAGTTAGGATGAGGAGATAAATTCTAAGCCATCAAAGATATAAT



CCCGTCTCCCCTCACAGCATTAAACCTTCACCTCAGTGTCGGTCAGAAGGAGAACAAGAC
AGACATTTTTAATAATAACCAACACTTGTAAGTCAAAAACTTCCAAAATTATTGCATCAA
AAATGGCAGGTGAACTTCTTATTTATCTCCAATCATATTTGTTGCAGAGAATAAATATTT
AAAACTATTTATTGTCAGTAGCTCAGGAATCCTTCAAATTGCGAATGTTTTTTTCCTCTA
TCTCTATATCATTTGTTCCTGATTACATCTGAGG
>CL10022Contig1
GGGATTNGACGTTAACATGGNACACTCTGTGTCCTTCTGTGCAAAATTTCTCAGGGTGAC
GCACAAGAAGAAATACAGTATGTTGTGGCCGTTCCTGGAGTCATTGAATCTGGAACTGAA
GCCAAGTTCTGTGCAAGTCTCCTGGAGCTTAATCAAGCTGTGGTCATGACTGTCGTTTTG
AAATCCAAAGAGAAAAACACAACACTTTTAGAGAGGACTTCAGACAAGAAATTTCATGAA
TGTACTGAGTTTCAGGCACCAACAGTGCAGAATGAAGAGGTGCATATACTCGAAGTGTCG
GTGCAAAGTAATACGTTTTACTCCAAAAAATCCCAGAAGATCATGATTAAAGCCTTTCAG
CCGAAACCGTTTGTCCAAACAGATAAACCAATTTACCTTCCCGGACAGACGGTAAATTTT
AGAGTTTTTGCATTGGACAGTAAATTAAGACCTGCAAGTCTCCTGTTCAACGTCATCGAA
CTGCAGGATCCTCATGGGAACAGAATTGGACAATGGCTCAATGAGACGTCGGATGGTAAA
ATATTAGCGCTTTTCTTACTCCCTCAGCTCTGAGGCACGTGAAGGAGTACACCAAATCGT
TCTGTCAGTGGGTGATGATAAGATTTCTCACAGCTTCAAGGTGGAGAAGTATGGTAAGTA
AAGGTTTTGGATCTGCATACATACTCATTCTGTTT
>CL10023Contig1
TCGGCACGAGGGGGGGCTCTACGAGGGCTGGGAGGCGTATTGGCTGCTCCCACGGCTACA
AACCCTCAGTTCTGCCGTCTGAGGAGAGGCTTCTACTGTGCAGCTCTGAGACTGCAGGAT
GAGTCCAAATCTGACAAAGCGTCTTCCTCCTCGTCTTCATCATCATCCACAAGCTACCAT
GAGCACTACCAGGCTCACTCGGCTCAACAGGACACGGCCGGCCAGCATCACTCTGATCCT
GCGGCAGAGGGGACCAGCTCCAGCGCTGACGGCCAAAGTGAATACCAAGATTCTTCTCCA
GACTTTCAGGACACTTGGGCGTTCCTCGATAACCGGATCCAGGATGTGGTCAACATGGCA
ACCACAGCCAAACAGGTGCAGTCGACGGGTGAAGCAGTGGTGCAGGGCCTCATGGGAGCT
GCTGTAACTCTGAAGAACCTCGCAGGATTGAACCAGAGGCGATGATGGGAAACCTCTCCT
AATCTTTGATCCCGACCATCTGAGCCGCTGATCAATTTCCCTTTTCTCCTCGCATCTTTG
TTTTTGCTTTAAATGTATAAAACAAATGTAAAAACATTGGACTTTGGTTTTCAATAAAGC
ATGATAGCTTCAAAAAAAAAA
>CL10024Contig1
GAGGGCTTATACTGACACCTTGACATACCTACCACCACTGCACTGATTGGGCAAGCCACA
GACCAAATAATCTTTTTTCTGTGTTCATGGTAGACGCCAAAATAAAGAGTTCAATATCAA
GTGAACTTTAAAACGTTTAATAAGATCAAATCTGAACAAAAGGGAGTGTTGGTAAATATG
TAGCGGTGTCCCTATCATGCAGAGGTGTGTTTGCACTGCAGCACTGAAAAAGCAGCAGAA
CTTCCTTGTGTTCTTTATTTAACACGTTCACGACAACGGCTGGCTGGTTTCCCAGGAAAA
CCAGTGACCTGGAAATGTCAAGGAGAGGAATGATCCAACAGTGGCGTAAAAAAAGAAAAC
CCACACGTAACCGTTGCCTGCCTTGACGTAACAACCTCCTTAATGATCCTTCTTTTCAGT
GCTGTGGGTGGACCCTCTGTATTGTATGCTGCATTATTGTTTAGGACACAACACCACAGG
AAGAGCATGCCATGGCAGCAAACTAAAGCTGGTTGTTAGAAGCATCTGTCCTTTTAGATA
GAGCTCATCTCCCCTCTCGATTCTGAATATTTGGTATGAAAGAGATGTTCATTGTGATTA
ATTGTTAACTAGTGATGTGACTATTAATCATGAAATAAAAAAAAAGATGAGCAA
>CL10025Contig1
AAGAAAGTACTTTAATATTTTAAAACAGCAGAAATCACAATCATGACAGTTTTGGGGCAA
AGAATTGTGATACAACAATTCTGACACTTCTTTTTAAATCATTTTTTAAACAGGATTGCA
AGGTCCTTAAAATTATTTTTTTTTTTAAATCTTAGAATTAATCTCAGTTAAACACTTTTC
ACTAACTTTTTGCTTTATAGCATTTTTTACCTATACAGCTATACAAATATACCTAAAGAC
ATGCCACATGTAACTCGGATTTTTTCCTAAAAAATATATGAAAATAAAAGGTGATGCTTG
CATCTACTAAAGACGTGAAATCAAATGTCGGGATCAACACCAAAAAGAATTTCAGACTGT
GACAAAAGTTTCACAGTTTCTTAACTTACAGGGAAAACCAGCAAATTGAAAATAATGAGA
AAAGGGTTACCTAAATATTTATAAATACACAGAATAAATGTCATACCAAATGTTGAGTGC
AAAGCAGTGTTGAAGAGGCTTTCAACATCTTTTCAAGGCCCAAAGTGTAACTTTTTTTTA
ATGAAAAAGGGGATTTAAATGCATAAATTAAATTGGGAGGGAAGAAAAACTTGAAAGAAA
ACCACCACTAATCTGCTTTCTTTTCAGCAGTCAGCTTCTTGAAGTGAAGAGCGAAGGTCT
CGGCCACAATCAGAGGAAAAACCAAAGAGGCATCTGCGTACACCTTTACAGGCGTGGCAT
CCGCTCTGATCTTTCCCCACGATATGGCTTCATCAGGTCGAGCCCCAAAGTCAGAGCCAT
CAAACTCCTGGCCTGTGTTCACGTAAACCGCATAATCTGCTCCATTCCTCATAAGGTTAG
CATTGGCTATATGATGCTTCACCAACCCTCCTCCCAAGATGATCATTCCGGTCTTCTTGG
CAAAAACTGCCAACCGTTCA
>CL10026Contig1
GGATTTGCCGAGTGTAAACAGTGCCGGATGTTCTTTTTTCTTTTTAATCCACACGCCATT
GGGATGTTTTTAACTTTTTAACGGTTGCTACGCCAATCTATAACAATGACTTCCAACGGA
AGAGGATTTGGAGAATCATCCCTCCATTGTGCCAGTTCTGATAGTGATTCTATTAAAGTC
TTCATCCGTGTGCGACCTCTGACCCATGGCACCGGGCTGACCACGGATGGAGACCAGAAC



CTATGTCTCACAGTCACATCACCCAACACCATCCGTCTGCTATCAAAGCCAGAGCCGCGG
ACCTTCACTTATGATCATGTTGCTGACATGGATACATCTCAGGATTCTGTATTCAACATT
GTGGCCAAGAACATTGTTGAATCCTGTATGAATGGGTATAATGGAACCATATTTGCATAT
GGGCAAACCGGCTCTGGAAAAACGTTCACTATGCTTGGCCCATCGGAGTTGGATAACTTC
ACAGATGAAATGAGAGGGGTTATTCCTCGCAGTTTTGAGTACCTGTTTTTCCTCATTAAC
AGAGAAGCAGAGAAATCAGCAAAGTCCAAGAATTTCCTTTGCAAGTGTTCATTTATTGAG
ATATACAATGAACAAATTTATGACCTGTTGGACACGGCGTCTGCCAGCCTTTTTCTACGA
GAAAACATTAAAAAAGGAGTGTTTGTTGAGGGAGCTGTGGAGAAGTTTGTCAGCTCTGCA
GCAGAAGC
>CL10027Contig1
AAGAGCAGGAGGTATGAACCTTCTAGATACATTATCCTTTCCGTAACATGACATGTTTTA
AATTACCATCTTAGATAGAAAATACACATAGAACTCCTCGAATTCAAATAGAAGTTATCC
TCAAAATTAATGTTGATCATTAAAAAATATCAACAAAATGAAATGACGCGTGGGACTATA
TTTGCACTTAACCACAGAATTAAAGCAAAATTAAACATCTTAATTAAAATGTGTGTTTTT
TTTGTTCTCTTTGCTTTTTGTCATTTTAAATAGACCATTTACTTGAATGCTCAATTTTTT
TCCCAGCCAATAAATATAAAGAGAAAAAACCCGTAAGTGAAGCAGCCCGAGTGTTCTGAT
GTTGACCAAAGGTCCAGATCATCATCGAAAATTTGCCAAACTGTGGGCTGTTTTAGGCCT
GTACAGGAAACGTGAATGCTAATTGTGCAAGCCGATTTTCAAAGTAAAAGAGCAGCCTAT
CAATAATCAACACAAATCAGCATATCAGCATTAAAATGTACATCATAAATAAAGTTAAAG
GCCTCCTTTTCTGGTTGCCATAAACGTTATAACATTTACATTTCTTACAGTTCGCTGCAG
CTTCTTTGCTCAGCCAAGAACTGGTTGTGAAAAAAGTTTTTTTTGTGTTTTTCTTTTCTT
TTTTTTTTCTGATCACAACCAGCCCGGGCAGGTAATACTGTTCGTGCCTTTGAATGGGGG
TGCGCTGTCCATACCCTCGNGCCGAATTCGGCACGAGG
>CL10028Contig1
GAGGTGGCAGAGGCTCAGACCTGCCTCCAATCTCCGCGTGGATCAAGGAGTGAGGACGGC
GTCGTTGGAAAGCGTCCAACAACAGGCAGATGATGTGGTAAGTGATCGATTATTGACCCA
ATAGATCCGTAATCGATCACTTTAAGAGTTTGTGTTGCAGCTCGTGAAGATGGAGAACCC
GTACAAGCAGCCGCAGAGGGGCTGCATCCTCTGTAACCTTAACGTGGACTACAAGAACAC
CCAGGTGAGTGTGACGCACAGAGGTCAGAGAGTGTGACGTCATCAGTCTGTCATGCAGCT
GTGCTCACCTGTTCACAGCTGCTGTCTCAGTTCATTTCTCCACACTCTGGGCGGATCTAC
GGACGACACCTGACAGGTGAGTGTGAGTGGCGGCGGCGCAGACTCGACAGGTGAGTTTGC
TGAGGGTCTCGGTTGTGTTGCAGGGCTGTGCGGCAGGAAGCAGAAGGAGGTGTCCAAAGC
CATAAAGAAGGCTCAGGCTCTGGGTGCGTTCTCTGTGTGGATCAGTGAAGCTGGAACGCT
GCGGCTCTCTAACACGTCTGTTCTCACAGGTTTCATGCCGGTGACCCACAAACACCCCCA
GTTCATGAAAGACCCAAACATCTGCAGCACCAAGCGGCTGGAGTAGAGCGTCCGCACTCA
CCGACGGCCGGTGCCGGACTTTTTACCTGCAACACTTCAGCAGCACCTGGATGTCATGAA
GAAGCGGCGGCTCTGTCCACACGTTACCATAGAAACCGCTCACCCCGCTCGTAACTCTGT
CCCGGTTTCAGGAACCAGTTGGACTCAGTCCCAGT
>CL10029Contig1
GCACTCTGCTGATTCTCCTTATTCTCGCGATTATAGGGGTGTATTGTCAAAGAACTGGAA
AACTTCAAAGGTTTTCCGATCTTTGCGGTGAGATGAGGCAAGTTTGGAGACAAGATCCTC
CAGCAGCAGAGACTGCGGAAGGAGCGGAAGTAAGGCCCTTGCAAACCAGGTCGTCATCTG
GACAGCAAGAAGAAAAGGTAAGATCAATAAACAGATATAAGGCTGTGCTGCATGTTTTGG
TTACCTGAATGAAACACAGCGGGACTGAGAGACTAGTGGTGACTTGAAACAGATGAGTGA
CAAGTAGGGACAACTGTATTACAAAGTAATACCACAAATATCAGTCAGGGTAGTGAATTC
CAAAGAAGAGGAGCAGAGCAGCTGAATGCTCCCTGTGACAGAGGCAGATGGAGCAGTGAG
ATGGACAGATGAGGAGGATCTGAGAATGGAGGCTGGTTCAGGGACATGGAGATCAGTGAG
GTACCAGAGGGCGACTTTGTGAATGGTATTGTGGGTAAAAAGTAATGTCTTGTACTGAAA
GTGATATTTGGTTGCAGCTGGTAAAGGTTTGGCGCTATGTGTTTGAGGTTGGCTCTGCCA
CAATGAGCACTGCGTCCCGGTGCTGAGGCTAGTGGTGTGTGAGTCCTTCAGGCAGCTCGC
ATTAAACCATCTAAGGCAGGGATGTCAAAGTCAAATGCACAGAGGGCCAAAAAAACCAAT
TGGCTATAAGCCGAGGGCCGGACTGGTTCAATGTTTATTAAAACATATTGAAATGGTTGC
ATGTAGCCTATTGAACAAGACCTAATACAGCGTAATATTTAATGATTAAATGAATAATCG
GGNAAAACATTTTTCAGCAGGCACACAGACAAGAACAAACTGCCTTCAAAGAAAAAATCA
CATGTCCTGTACATTAAATGAATAAAGTAATATTTTCTTATGGCTCTGTCAGTAAGTAAA
AGAGAAAACATTTTCAACAGGCAAACAGCAAAAAAGCATGTTTTCTTCAAAAACAAAACA
TGTTCCTTATATTAAGATAAATGCATAAATGAAACTGCATGCATTGTAAACTGAAACTGC
AATATTAAGCTGCTCTATTATCCTATCAATTACTACTTCAAATAGTAAAATGAGAAATTA
TAGAAAAAATCAAATCAATTGTATTCTTTCTCATGGCTCTNATCTGCAATTTTGCCTGAG
TCCATTAACTGAAAAATAAATATACATAAATAAATAAAAA
>CL10030Contig1
TACTTCAATCACCTCCTTCATGTCTTCGGTCCAGTGAGACTGGAACATTGACCTGAAGTG
TTCGCATCTGATTTTGAGGACCGCTTTGTGGACGTAGATGTACTTCCCATCAATGCAGAA
CTTGAGGTCAGCCGTCTCTGGGTTGTCAAACTCTTTCTTCAGAGACTGAGCCACCGTCAA



GAAGTCATCGTGCTCCACAGACAGAAGCCGCCACATCACTGAGGGAGTGGCGAAGCACGC
AAAGACGTCATCGGTGCAGGAGAAGTGGGTGAGATGCGGTAGAACTATGGACTGGCCCCG
GCACTGGCCCCACATGTACACCTGCCCACTCTGAGTCTTTGCAGCTGATGTGTGCGTGGA
GTGACAGGCGGCGACCTCCACGATTCTCTCCTTCTCGGACATGATCTGGACCGGACTCAG
CTGGTTGCTCTTGTTGCCCGTGCCCAGTTGTCCGTAAGTGTTGGAACCCCAAGCATAGAG
CACCCCTTCATCCGACAGAGCCAGGCAGTGGGCGTACCCACAGACAATCTGAAGCACACA
TAAGCCCTGCAGGGCTACAAGCCTGCAGGGAGTGAGCTGGTTCCCATTATTCCCAAGTCC
AAGTTGACCGTTCCCGTTGTAACCCCAACCGTACACCTCTCCATTGTCAACAACCGCCAA
CGAAGACGTCTGACCACAGACGATACCGACAGCCACTT
>CL10031Contig1
CTTTACTGTCCCAACAACCAAACAAGAACTCAAATATTTGTTTTAATGTTAGTCTGATGC
AAAAGAGTAACCTGGAGCATCAATGCTGAACTGAGCATTTCACAAAGCTGCGTTTTCAGC
CTACAAAAATAAAATAAACATCCCTTTTCTCCTTGTTTGTCGCACACAAAAAATGAACGT
CTCTGAGGTAAACCTGTTAGTTGGTCTGAACTTGCCACTTAGCGTTAGCACAAATTTGAC
TGTCTTACTTTCTCCAATGTGGAGAGCGAATACTCCAAGATTTCAATTACGATTTCTCTG
CACATCACACAAAAATCCACTCAAAAGAACGGGAGCCCCATTCAACTGGAATCTCAAAAC
TAAACAAAAAAAATACAAATAAAAAATAGCTCTGAAGCCATATTTAGTGTATGTTTTGAC
ACACTGACTTGTGAAGGAAGAGAGGGCAATAAAAATATACATGCTTCTAACTTTTTAAAA
GACTACGGTAATGTATTATCACAAGCACGCTTATTATTAAAACAAGTCTAGAAAAGAAGC
CAAAGACAGACATGGACACACACACCAAAAGAAAAGCAAGAAAAGAAAAAAACCTCAAAG
CTAGCAACCTACTAATGAGCTATGGTACTCATCTTACCCGTATGAATATATAGTTTATAA
AGTTA
>CL10032Contig1
TCGGCACGAGGAGTTGGCGATCACCTGTAAAGAATATCCCCAATATGACTGCTAGAAAGC
TGTCGAGGAATGAAGTGTTGCCTTTTTCTTGTACAAAAGAGAAATTTATGAAAAAACCTC
GTTGGTGAGGAATGTGATATTGTGTTTATTTTCAGAAATGGACCTGATGATTTATGAGAA
ATATGTTGATTTACTCTGGATCAGGTATGCAAAGACATTTTAAAATGAGACTTTATTTGG
TCAGTCAGAAACTGTTGGTTTGACTCTGTCAGTGGTTAGCCTGCCTTTGTATTATAAAGC
ACTTGTATGCAGTCTGTGTTCTTCAAGCATTATTTCTTGCTATGTGCTCTAGACATAATG
CCGTCTCTGTGTTGATAAAAGCAGTACATGTATATGGGCCAATCTTTTTTATATAACTAT
GCATATATAAATACTACATTGTTCATAGCTTTATTTGACCCATGAAGCTACACATAACAT
TAGTCAAAGTACAAGTAAATGTGGACTTATCCAGCTTCTTTCCTTGAGATGGATTACAAT
GTATATGTAGCTATCAAAAAAAAGTCTGTGAATGCTATTTTTATTATCAAATAAAGTTTT
CCATA
>CL10033Contig1
CCCGGGCCTTATGGCCGGGGGGTCAGAGGAATGCGATTGCTAAACAAGCCCTCGGGTCCT
GACCACTACCATCCTTGACACACGCTTACATGCAGCACTTGCTGTGTTCATGCCGGCACC
CATGCTACCCACAATGGTTGATTTCTCGGAGAAATACCTGGAAAGGGCCAAAGACATGAA
GAACCGGCTGGCTTTCCTGCGAAGGAAGAATGAGTCCCCAGGAAGCACTCCTGCCAACAA
GTTAGACAAATCCATGAAGTCAGTCAAGCCCACCCCAGAGGAAGCACTAAAATGGGGAGA
CTCACTTGACAAACTACTGGCACACAAATATGGCCTGGCAGCCTTCAAAGCTTTCCTGCG
CACAGAGTTCAGCGAGGAAAATCTGGAATTCTGGCTAGCATGTGAGGAATACAAGAAGAT
CAAGTCACAGTCCAAGATGGCCTCAAAAGCCAAGAAAATCTTTGCAGAATACATTGCTAT
CCAGTCTTGTAAAGAGGTGAATCTGGACTCCTACACAAGAGATCACACTAAAGACAACCT
GCAGAATGTGACGCGTTCCTGCTTTGAACTAGCACAGAGGCGGATATACGGGCTGATGGA
GAAGGACTCATACCCCCGTTTCCTGCGCTCAGAACTT
>CL10034Contig1
CGGAGGGAGAAGTGATTTGCCTGCAGGACGTCCCGTCGCCGGTGAGGCACAAGAGGAGGA
AGAGCCCCAGAGCTGTGAGGGGGAAGAGGAAGAGCGTGGAGGTGGAGGACCTGGTCTTCA
GCGAGAACAAGAGGAACCGGGGGAGGGGAGGGGCCCTCAGCAGCAGACAGGAGCAGAAAG
TCGCCGCGGCGATCATCGACTCGCCGTCCAAAGCCAAAGGTACAACAGCAGCCGGTCTGG
TGGGGGCAGTAACCACAAAGCCCCGCAGAGGGCGCAAGAAGCTTTTGAAGACGGGGGCGT
CGACGCCGCTGCTGGATTCCCCTCTAACGGCGTTGGGGGATCCAGACGAAGACAAGGAAA
GTGATCACCTGATTATTAAGAGGAAGCTGCGCTCTAAAACAGGCAGGAAGTGATGTCATC
TGGCTGATGGACAAGGCCTTAAAGAACTCTGAAAACATGTACAGATTTTAGATTGTCTCA
GGATAAATAAAGAGTAGATGACTGTTTCACAACCAGACCCCCCCCCAGATGGGGCCGATC
AGCTCTGTCGTCAACCAGTTTCAATAAAGTTCTGCAAATGGCCGACGGTCTTAAGAGAAA
CTTTGTTCAAATTCCCTCCCTCCCNACCTAAAGCCTAATAAATAAATACCAA
>CL10035Contig1
GTTCTGTGTGTTATCACAGTGCAAATAGCAACTCAGTATCATGAGGGCTTCCTATTAGGA
GAAGTAAGGCAAGAAGAGACTGTCAGCATCAGTGACACACAGATCAGCAGTTCAGAATTT
GTACAGATTGTAGAAATACATAACCATGAACCGTGTGCACAATTGTTTAGCTTTTATGAC
TACGCAGGTAAAATCAATGAAGAAAACCTCAACAGCGTTCTTAAAGACCGACGAAAAAAT
GTCATTGGTTGGTACCGGTTCCGGAGGAACACCCAGCATCAGATGTCATTTAGGGAGCAG



ATAATCCACAAACAGCTGACTCAGCTGCTTGGTGTGCCCGACCTCGTCTTCCTTCTCTTC
AGCTTCATCTCGACTGCCAGCAGCTCCACCCATGCGCTGGAGTATGTGCTCTTCAGACCT
AACCGCAGTAGGTACAACCAGAGGATTCAGCTTTCCATCCCAAATCTCGGCAACACAAGT
CAGCAGGAATACAAAGTCTCCTCCGTACCCAACACCTCCCTCAACTATGCCAAGGTCATC
AAAGAGCACGGGGCTGAGTTTTTTGACAAAGACGGTGTGATGAAGGATATCCGAACAATA
TTCCAAGTCTACAGTGCACTGCAAGACAAAGTCCAGGCTGTGTGTGGGGATGTCGAACAA
AGCGAGCGAGTCAAAGAAAAACTTCAAGAGGATGTGAACAAAGTCAAACAGCAAATTGCT
CTCAGGAAACGCAAAACAGAGGAAGATAGAAGACTTCAAGAATCTCAAAATGCAGACTCC
ACTTCAACTCCAGAGATCTCCTTAAAACCTTCAGAGACTTCCTTCGTTTCCAGGACAACT
TTCCAAACGCCGTCTGCCCCAGAGCGACCCAGAACCTCACCGAATCCCCCCTCTTACACT
GACCTCTTATCCCAAGACGACAATCTGCTCTCCTCATCCCCTCCTACCAGTGCTGCTCTG
TTGCC
>CL10036Contig1
GGATAAGAGTCATTGCAAGTGTTTCTCCCAAAAAAGCAGATGGAAATTAGGTGAATTGGT
AACTAAGAACTCAGTGAAACTATGAGATAAATGTTTGTTGTGACACACAGTATGATCTGC
ATGTGCACTTCATCTCAGCAAGTTATCATAAAAGATTTAAAATCCTTGGTACAAAGCAGA
CATGGCATGTTTCCCCCCAGCCAGGCAACATAACTCTGCTAACAGGACCTCTGCAGTCAC
CACACACTTGTTATCTTGCTTGTACTGCTCGTTACTGCGCTGCATTTCTTTGTGTGTCTG
TCACTGAAATGATTTAAACAGAAGCGCAAAGGCAGAGAATGCAGCTGCAGAGGGATGAGG
ACGAGCTGTGCTAACTTCTTTTTCCTGAATTCCTCCAAACCGGCTTTCTGTCGGATTCCG
TTGACTCCACTCAGTTTGGCAGGAACTCAGTGTATCACAGGGCTTTTCATGATGTGTCTG
TAAGAGGTAAACCAGGCCTCCCCGCCTACGCGCTGTATTGATTTCCTTTAGTCAGAGTGC
TGTGTGACACAGAGGTAGCTCATGATCATAACTCTCCTGTAAAGACAATTCATATAATGA
CAGGCCTGCCCATTACCCACTTTGGGTAATTCAGATATTGCTCATCAGCATTTCTGCTTG
ACTTTGCAGTTTGGCCACAGCCAAGCGGGCCGGATCCAGATTGAGCCTGATGCGTTTGCT
TGTGTGCAGGAATGACATGCC
>CL10037Contig1
AATCTGCACGATAATTAGATCGTCCAAAATAACAGATGGTACCATCTCAGCACATCTTTA
ACGACACACTATAGGTAAACTAGAACAGTACCATCGTACAGCATATATAGACCAAACCAA
TACTGTGCAAATCCACGTTCAGGACGTACAAAGTTTTGTTCGTGTTTATCTCATTTCACG
GATGCAAAAACTTCACGACACATTCCAAAAATATGACAGCTAATTTAGAGAAACGACAAA
ATATACATCTTTTTTTCCCCACCTTGTGCATTTACTTGTACATTCTGCAATTACTCTGAT
TTGTTAACAGTACATATGGATGAAAAAGCTATGACAAAGACCTACAAAGTGCAAAAAGAG
CAGGTTGAGTATGCGTAAGACCTGATATTTTACAATGCCTCTGCAATTCTGCTGAATCTC
TAACATAACTCAAGCTGAGTTTAACTGGAAAAGGAGCAGGCATTATAGGAAGTGTCCAGC
ATCTCTTGTCTTAAGGTGAGGTCATTGTAGATGAACCGTTGCTTGTGTTCAGATTCCCGC
TTAAGGTAATGCTCTCAGGATCTCGTTTAGATCTTTGTGGACACTAGCGGGCTGAGAGGC
GGCACATTCGCTCAGGCTTGGTCCCATCTGCGCATACATGGCTTGGCACAGGCCGACAGT
GGCACCCCTTAAATTGCTTCCCCTGCTGTTGGTGGTGCCNCTTTGGGGTGGANGTG
>CL10038Contig1
CTCGCTACTGAATACATGAAGAGAAAATCGTTGTCTGGGGAGCCTGGGTTCTTGCCGTAG
TCCATGTATTTTTTCTGGGTGGTGTTCTTGATGTCTTTGATCACCAATTCCATCTCTTTA
CTTAGGTTGGACTCCGTTGGGAAAAGGGCGAGCCTCTCCTGAAGGTCATCAACCTCTTTA
ACAAGTACAGTAGTCTTCTTGCTTGTGGGCGTGTGCCATGAAGCGGCATCTGCGGCCCGC
CCAGGGCGACAGGGAAGGACGCTATTAGCAAACTGTCGGCAGAGTGGACATGTGAATTCA
CCCTTGTCAACAGAGAAACCCTGAAGGACCTGGTCGTTCCGCAGAGACTCCATATATGAC
TTATGGCAATCTATATGCAGAGTGTGACCACAGGTCTGGACATAAACTCCTCCGTCCCAT
CCTATTGACACTGACTGAAGACAAGAACTGTCTTTGAAGAACTGCTGCATGAGCGTAAGC
CTGACATCGTGAGCCACTCCACACGTGTCTGCAGAGTAAATGTGCTCTTCGTCGCTCGTC
GGTAGATTCTTGGGCTCTTTACTTTTGCATCGATGCCCAAGCACCGAGGTTGCCTGCAGA
AGAACCACGAGGCCGGTCGGCCGATCTTCAGTGGAGGGTCCGCTCTGACCACAGATTACA
CAGTCATAGTGCGTCTCAGACTCCATCACTTCAGATGATCCTAAATCCATTGCTGCCTCG
GCTTCTGGGGATTCAACATCCATGGCCGTTTCCATGAAGCTCTTCTGCCGGGAAGCAAAC
TCAGCAAGC
>CL10039Contig1
ACGAGGCAAGGACCCTGAATTTGCAGTTGGATATGTGTTCAAAGCAGTTCTACTCCCTGG
AGCCAAGATTCCCACTAAAGTCTTGAAGCCAGGAGACTGGGAAAGGGGGAACAGGGGACC
ATGGAGACCCCAGCTGGGATTCAACCCCAACAGACAACAGGCTCACCTGGACCAGTCTGG
CTTCAGAGCTCTTGGTCACAGTCTGAACAGGAACCAACAAGGTGGAGGACAGTACAGCAA
CACTCCACCCCCAGGCACCTACCACCAAGGAAGCTACCGTCCACAGCACGCCGGTGGCCA
CCGTGGATTTCAACATTCCAGACCAAATCCTCAGTTGGGAGCATCACAACCTTACCAACA
GCCGCAGTTTTCAAGGCATCAACAACAGCCGCCGCAGTACTCGGGCGGCGGACACGGATG
GAATCGGGTCGTGCAGTCCCAGCCGTCGGCGTACCAGCAGAACGCCAACCGCGATCGGGG
AGGGCCGAGGCATGCCGGCTACCAGCAGCCCCACGATCACTGGCAAGACCGCCAGGACGA



TCGAAGGGGCAACCGAGGGCAACCGCAACAGATAAAAGAAAAACAAAGGAAATAGTGGGG
GTACGGCTCCAGCAGAAGCTATCCTCCTCCTCCACCATCCAGACGCTGGAACTGAAATGG
GACAAATATATTTTAGGGGGATTGAAACTTCTTTTGTTAGAAAAATGTGTCCTTTTTTCA
CTGTCTTAATGTACAGTGTTTTTTTTCTCATTCTTTTCTCAACTTTAAGGAAAAGAATTA
ATTTGTCATTTTTATTATCAACAACTTGTTTAGCTTGTAAAATGCAAGTGAGTCATGTAC
AAAGTGCCCCACTGTTTTCGCTTTTGAGAGAAATTCCTCCAAGCAGTTCATGTTTAAGAA
AAAAAAACTGGA
>CL10040Contig1
GAAAAAAAGCGTTTTTGGTTGTNTGCATCTCCGCAGTAGTGAAGCGATCGACATAAATAA
GCTGAATTACCTTCACTGCATAAACGGTCGAAGAGTCCTAAGAGTGTGTTATTTACTGTC
GCCGGTGACATCTCAGGTGTTAAAGGAACAATTCAAATGGAATTAGACTTAAATTTCCAT
CTATACTTGATTTACGTTACATGTTTATGGTTAATTTGATGTCAAGGTGCCTCTAAAACA
CCGTATGTCCGTTCATTATGAAGCATCGGTGGGCCTTGCTGAGAAATGGGAAACCAAGGG
TGGAAATGAATCTAAAAGGAAACAAGAATCAAACAAAAATTCAGTGATTTGATGGTTTTC
TAATCCAACCGTGATGGATGCAGCCTTTTCTTTTCTAAACCTTTGTAATGGACGGAGAAA
TTTTCATGGAAGTGAAGCTTTGTCGCAATTTCTAAAAGGAAGATCTACCTTACTTGCGGG
TATGCTGGCTTCTTAAGGTACTGAGTTCTGGGTGCGTCACTCACTCCACACGCCACTCAT
CAATTAAACCTTCATCCTTAACCAATAGCTAAATTCTCTGCCTTCTTTGCTCAGCCAATC
ACAATCATATTTCTGCTTTTAAAGTCACAGATGTTTATCACTTTACAT
>CL10041Contig1
CAGATGCTTCCCGTTGACGAGTTCCTTCCCGTGATGTACAACAAGCATCCGGTCTCGGAG
TACATGGAGCGTTTTGAGAGGCGGGACCTGCACGCCTTTTCCGCCGAGCCGCTTCTAGTG
TACCCCACCCATTACACCGGCGATCCCGGCTACGTGAGTGACACGGAAACCTCGGTCGTC
TGGGACGACGAGACGCTGAAAACAGACTGGGACCGGGCCAAGTCGAGGAAAACGCACGAG
CAAGGGGAGCTGAGCTTCGAGGCACAGAATTCCGATGTGCTGCAGTCGGAACTGGAGAAC
TGGAGCGCACGGGATGAGCTGTGACCAAAAAAAAAA
>CL10042Contig1
TGGACTTCTAAAAGGAGACAGGATTCCTCCCGTTTCCTGGCGCAGCGATGGAGAGCGCCT
CCCTCTCGTGCTCCTCGTGTGGGGAGAACATGGCGGAATCAATAAAAAGCGAGTCTGGAG
CCACAGAGCGTTTTCTTCCTGACGGATAAAAGACGAGGTGGAGGAATCCCGTGTAATCTG
TCTTTCCATCTGAGACTTGTCGGAGGATTCTCTCACTTCCAGAACTATCAAAGAAAACAT
CAAGAGAGACCAAATTTTTACATCCATCCCCGAGCCATGCTCAGATATATATGATATGAC
CTATAGTGTTTCTTCTGATAATTTATTTCTTTATTTTTGTCTGTGTACGGTACTGTTAAA
AGCCAGTATATTATCCAGCCTTATGGGGACTCTCAGCTATCAACCTTTTTCAAACATGGG
TCAGATCATTTCACCACTGCTTCTCCACAACTCGGGAGGAGGAATTGCTTTTATCGGAGC
TGATTAAGGACTGAGGATTTATAGTGATGTTATATTCATATAATAAGGATGTAGTTGTCA
TGGTTACCTCACAAACAGAGGATATCTTCCACGTCGTCTCTCCTCAGGATGAGCACACGA
AGAGACGAACTTATTTTGTTACGTAACTGGAAAAAAACAACCATAGTTAGAGGATTGTTG
CTGTGTGGGATTATGTGGAGACTCAAATTGGCTGTGCGACGGGATTAAAACAACAATCTC
CCCTCGTTAAAAAAGCCTGTGTTAAGCAGGAGGAAAAACATCTTTTTTTTTAAGTATTAT
TATTATTCTCCCTTAACCAGAGTGTGTCAAACAAGCACAACTTGTTTCCTTAAGTGACAG
ACTTATATTCAGTAGTGGACTCATTTTATGATTTTAATCCACCTGGTTGTATGATTATT
>CL10043Contig1
TTATGGATGCTGACAAGTGAGGTGTTGATAATGCTGCAAACATCAGCATCAGTGAATTTT
TTGCACCAGTCTTCAAATGACATCCAGAACTCCCCATCATCTTNTACTGTGAGACCAAGA
TTGTGCCTCTCTGTATCACCAATCTTGGACCATTCCTNAGAGCTGTCACTCCAGGATCCA
TTCCACTCCATTCTTCCCCAGGGGTTTCTCATTCGGATCATAGGAATAGTTTCATTCTTG
AAGTATGCCACCAGCCCATGACCTAAACGTATTCTCTTCACTGCCGTCACAGAGTATGCA
TGACCCTTCACCAGACCGTTTGCCATCTTAAACTCAAGTTCATGCGGTTCTGCCTTGATG
GAACAGCTAATGATTCCTCCGCGTTCATAAACTNTGAGTAGGTTTTCAAATAGTGTGTTT
TGTTTTTCTGGATCTTTGTAGAAAGCCCCTTCCTCTAGGTTGATGGGTTCATATACAGCA
CCACTGAAATCCACCACAGCATCTCCAGTGTTTCCTCCCTTTAAGGACTCATAGCAGCCA
TAGAGTTTGGCATAAGCCTTCTCCAGCAAAGCACTCCAGAATTCATTTTTGCTGTTTGAT
TGACAGTAGATCAGTTCTCCATTAATAGTAGGCAGCCGGTCGTCCACGACCACATCTGTC
CACTGACCAAAGACCCAGAACTGAAAGTGGAAGATCCCGGCATAGTTTTCAGGATGTTTG
GGATCCCACTCCTGCTCCTGCCAATCAGGAATCACCTTTTTCCAGAGTTGTGGCTTCAAC
GCAAGGCATGAGCTCGCAGCAACAAACCAGCAGTTTCCTACATTTCCTTGATTCAAGTCA
TGGGAATTAATACCTTCCACAAACAGATGGGGATCTGAGCTTATTTCCCCTGGTCGTTTC
CATTGGACTGTACCAGGAGGGGGTTCCCTATAAAACACAGATGAATTGTTTGCAGGGAAC
TCTGGATCTTCAAACAGCTTCTTTTTCTGGAGGCAGTCCCTCTTCAGGTCAGCATAATGT
TGATTTTTGAACGCCTCAACAGATGAGAACATGGCTGAGTTACTGAAACCTTATGGACTG
AAAAGTGAAGTTCTGACAGCATTAAGTTTAAACACGTTCAAATGTCTCGTAGTTTCTTGT
TTAGATCTGTCAACTGAGAGAGCTTTAACAATAGTAGCTTCACAAACTCAGCGCCACCC
>CL10044Contig1



TCGGCACGAGGCCTCAGCCCCGTTCATTCCAATGGAAAGATCTCTATTGGTACATAAAAT
ATTCTTTGAATTGTGCTTGACTGATGTGATAAGTGTTATGTGTGAAATTTTGCCATGTCC
AGAATCCAGCAGACTGTGGATGTTTGTAGATTTGTAAAACGAATACCATACCCCCCATTC
AGTGAGGCCATCTCAGTGTTTTGTGTCAGTGTGAGCTCTGCAAAGACAGTCCTTGTAGTT
TGCTCTCCATTCGCTCCGGGATGCTGAACGGAACAGGTCAGTTCCTAACTTGAGCCGGAC
AGACTGTTAGAGCTGGCGGTGTAAAAAGCGGTCATGCTCTCAGTGTTTGTGATCATCTGA
GCTTTTTCCAAGAATTTTAGCTCTCACTGCCTTTGTGTTCAGATCATTTGCTCTGCTGCA
AATTCTGCTGCTTGAGAAAGAGGAAACCCCGGTGGATTCATGTTTACAGTATTTCTGTCT
TATCGCTTTTTAGCAACAAGAAATGTAAGAAGCTTTAAATATTTTTTAAGCAATTAACAA
ATTCTCAATAAACAATTTTGTGTCAGG
>CL10045Contig1
TTTTTTTTTTGCATTTCTGAATATTGCTTTATTCATATCGTTGTGAATCAGGAGTAGATG
CAAAAATGCTCTTTGAAATAGTTTATTTGTGACGTAGAAAATCTGCTGGGCGGGCCAGAA
AAGACCGAGGAGGGAGGTTGCTTTGCGCCAACGGTCCCGCCCACAACTCAAAGGTGAATT
TCTCTGCAGAAACTGTCCATGAAAACAGCACAAACCGTTTGATTTTTGGCTAAAAAATAC
TGGTAAAAATCATTATTAAAAGACCACTGGGAACACTTTGAAAATAGGTCCAAAAGATGA
AGAGGTTGAGGAAAAATGTAAAAAACTCCATCAGTTTTAGGAGAAGACGGAAATATTTCA
GATGTAAATGGCTTTTTATTCCTTCATTTCTCTCAGATCTGGCAACCCTAATCATAAATC
AGCATATTTGAAACCTGCTTGTTTTGCTAAACTCCATCACTCTTAGAGAACGTTTTAGAA
CCACCATGTTTTTGGACTGTGGGGGGAAATGGAAAGCCCAGAGGACACCCCCCTCCACAC
ACAGAACCTGCTAATGCTGGGCTTTTTTC
>CL10046Contig1
TCGGCACGAGGCAGAGTTTCATCTGTAAAATAAGGAGCTCAGAGACACGTTTGGATGTAA
ATGACCACTACTTTATTGTCCTTTTTATTCACATACCCAGAAGTCCATTTTGTCCCATTA
CGTCATGAACCTGTCATGCACACAAGACCAGAGAGGAATGAAAACTGTTCCATACGCCCC
CTCCTCCAGATGAAACGTCCCGTTTCAACATAAAACAACAAATATGAATGAAAATTGTCT
GTTATATTAGCATTAGAATGTTGAAAATGCTGAAAAGTGCTCCTCCTCAGATGGAAGCAT
CACACAAACGTAGAGATCTGGTCTTTGGTGGAGGAAGAAAGGATTGAAGTGGACGTCTGC
AGGGACACCGATCTCTTCTTCAACGGCTGCAGAGATCCTGCAAACCACCCATCAATGAAT
AAAACATGAATAAATCATAAATCAAACAAAGGAGCTTCCCAACATTTGGAACGTTATCAA
TAAACATTCAGCTCACCTTTTCTACTAAGTTTAGACGCTCTGCTCTGCTGCTGCGTTGCG
TTCACCTGCTGCTCTGTAAACTCACTTTCACTTTAATCTCGTCTCGTAAATTTATGAGTT
TAAATCTCTTAATTGTACTTTTTTTTTTGGGGCCCTAAAACTCCGTCATAATATTAAACA
CAGATTGTCAACAGGAACGTATTTGTGTACTGCTCTTATCTGACAAGTTGCACTTTTAAG
GAGAATAAGATTTCACTTGTACTCGGTTGTCTTAACTAAAACAGACAGACNT
>CL10047Contig1
TTTAGAGCTTTTTCTTTGACCGCTCCAAACATCCAGACTAGGCTGCACCGTGCTGTAAAC
ACTCCTGCAGAGCCGCCAAAATGTCTGGTAGAAGAGCGTCTCTGTTCTCTTGGGACACAT
GAAAAACCTTGACGTCTCTCCTGCTCCGGACCTCTTCGACCAGCCCGAGGGGTCTGCCTT
TGGGAACAGGTATGGTGCCCAGAATGACACAGGGACTGTCCAAAGTCTGGCTCACGGCTC
TGACAAAAGACTGGCTGAAAAGCTCCATCTTTCCAATCTCATCAATGACAAACACCTTCG
TGCTGCTGCTACCCGCCGACCTGAGGTTTCTGAAGAGGGGGAGGGCCACACGTTCAAATG
AAGGCAGGTCAACCGCATATGGTCCCACTGTGTGTGTGCTGTGAGATCCAGCAGCGCCTC
CTCTGATTCTGGACAGGAGGCCTCTCTCCCCCGCCAACGTGACGACATCAAAGCCCACTC
TCCTGCCCCCCTCTCTGACCTCCTCGGTGTAAAACCCTTCCACTCCCACTCCTGAGGACG
ACAAAGCTTCACAGGCTTTCTGGACCAGGGTGGTTTTACCCACACCTGGAGGTCCTGTCA
GAAAAACGTGCTTCAGCATCGACGAGCCAACGACCCGCTCCAAAAAGTCACTTCCGTCCC
CGGCCATAAGGCCCGGGTTAAACGGCG
>CL10048Contig1
CATTTCCTTTCTTTATTTGAGTTAAATAAAGTAATCCCAGGCAGAAAGGTAAAAACAGTT
TTATGGAGAGCATTTCACACAGAATCCAACAGTCAAAAACATTTCCTTTTTGTGGCATTT
GGTTCTACCTGCAGACAACAATTAAAAACAACAAAGAAAGCTTGCATCTATGTGACCTTT
AAGAAAATATTTTGCACACAAATAAACTTCCCAGGTGTTTTTTCTCTCCAAACCTTGGGA
GAAAAGTTTTGTTCTATGACAACCATCTGAAGACAGAAAAGAGGTAAATATTGCCTTTCC
AGTGTAGAGCCACATGGCTCTTCTTCATCCCACATCTTTTTTTTCCCCCCATCTTCTCTG
AAATTCATTTTGTTTTTAAAACAAAGTACCAATGATGAAATGGAAAATACTATACTAGAG
ATGATGAAATGTTGCAGCCCTAAGACCCAAACATTCCAAAACAAACAGGGATCCTTCACA
TTGTTGAGAATTCACAGAGAAGATATTTGTTATTTTCCATCAAGAGGGACTTTGACTGTA
AACATAACTTCATGTAAAGACGTAGGAGATTTGACTCGTGGTATTTGCTCAGATGGAGTA
TGTACCAAATATTTAATGGAGATCAGTTAATCAGTTCAGTGTGGCAATGGAGTTTATATT
TTAACACTCTCTGAAGGT
>CL10049Contig1
CAAGTCTTTACGTTTTTTATTTATGTACAAACAAACAAACACAAACCTCATTCAGGTATC
ATTTCGTTAACACTGCTCTATGTAACTGATCGCTCTGCCATAGCAGAGCGTTTTATAAGG



TTGGTGGTTGAAAAACATGTGGGATAAAAGGTGCATTTCACATGTCAATATGACATTTGT
CTGCCGGCCCATTAAAATAGTATTTCCATCACGTCACTCGTCTATTGGCTCGTGTATCGC
CTCAGCAAGTTCCGGCCAATCCATGGCCATCACCACAGTGTCATCAGAGGTTGGAGGATT
GTCCAGATTCCAGTAGGTCAGTTTATCAAACACAGAGGAGACTCTAACTATCCTGTCCTC
CTGGTCAGAGCCAGGCTTGTTGGTGTCTTTAAGTACCAGGCCTGTGTATCCTGCTGGACA
GCAGATCTCCTGACCTTTCAGCCCGCGTCCTCTGAATGAGACGGCCTTGACTCCTTTGTG
ATCTTTCATGGTTGCAGTAAAGTACTGTGAGACCTGGGCAGGCCCATTGTGTTCAATCTC
ACAAGGGAGGAGATGGACCGGGACTCGCTCTGCCTGTCCCACAGGAGACACGTGGAGATG
AGTGACGCTGGAGTGACAGGACATCTTTATGGCGACTGTATTGCATATAAGAGTGTGACA
TGAAAAGTTGATCTTCCGGGTAGGTTTAGGGAGCCGTTCGTGATTGGACGGTGAATGTCA
CTTCTTCTACCCCCGGCCATAAGGCCCGGGTTAAA
>CL10050Contig1
CGAGCGGCCGCGCACCGTTTATGCTTTCAAGNACCAGAAAGTGCCCTGAAAACTTCAACG
AGGCCAAGTTCATTGGGTTCACCATGTACACTACCTGTATCATCTGGCTTGCCTTCCAGC
CCATCTTCTACGTGACTGCTAGTGATTACAGGGTGCAGACCACCACTATGTGCATCTCTG
TTAGTCTGAGCGGTTCTGTGGTTCTCGGCTGTCTGTTTGCCCCCAAAGTCCACATCATCC
TGTTCCAGCCCCAGAAGAACGTGGCCACACTCCGAGTCACAGCCAACCGCTTCAGCGCCA
CAGTGTCCACGTTTGTTTCTGCCCCCAGCTCAAGCTGCTCCAAAGGATCTGCCTCCAACT
ATGTACCAGCTGTCTGTAATGGCCGTGAAGTGGTGGACTCCACAACATCCTCTTTGTAAA
ATCATGGAGCCCTGGTCCACGCAGAGGAGCATCCTTTCATCAGCGCGGCTGGACTGGCTT
TGACGGACCCTCCATCCCATCTCAATTTGCAGAGATGACCGCCGGGTTAGACCAAGCCCA
CAGCAGCAGTTTTGGTCTCTGGAAGTTAACTTTGGTTTTCATGTCAAAAAGTATGTATTA
AGTGGTAAACCCTGTGTAGATTTTAAATGCTGTAATCTCTTTGGTTTACAGATAGCCTTG
TCCTCCAAGAGTCTTATTAAATGAGTGCTTGTGAAGCAATAGTGCAAATTACAAACGGTA
TTCTTGTCTCAACAGTGGTGTGAATATATCCAATGGTTTAGACATTAAAGTTGTGGATAA
ATGTAGCCCCTTAATAAATGAAAC
>CL10051Contig1
ATGGAGCTCATTCTCGCTTCCTTAAGATGACATAGATGAGTCCGCTGATGAGCACCAGGG
GGAAGGCCACCCAAGCCAGGATGTACGAGTAACCGAAGGTGTCTGTCTCCGGCACCCACT
GTGGACTCATCACTGTGTAGATAATGGCTCCGCTCATCACAAACAAACTCGCGAGGATCT
GGAAGGCTCCAGTGAGGAAGAAACGTCCACCCTTCTGCAAGGTGAAGAGCTGACAGAAGA
AGAGGAAGAGAGCCAAACAGCTGAAGATGATGGAGAGGATCATGAGAGCCTGGACCGCCT
GAATCCACTCTCCAGCTGATGCTGGCACACATGAAGTGGTACAGTTGACCCAGAGGTCTG
AGGTGCTCCCTTTCCCTGTTGTCCATGCACTGACAATTGTTGACACAAAGAGCAGAACCA
GTGCAGCAATGTGCAGCAGGATGATTCCCAGTAGTAAGATCAGCATCTTCACGGCCAGTT
TCAAGCAAATCGCGACTATTCCAACAACAGAGCGAGTTCGAGCTCACAAAAAGCAGAAAA
GAAGATTTCCCAAAAGAGTGGACCTGCAGTAGTCCTCCGTCCTAAAAGCTCGTTCTTATT
AGATTGATGCCAGCACTGACGTTGTGTTATAAAGCGTCTCATTATGGAAGAACCCCCGGC
CATA
>CL10052Contig1
CGACGTTNGTAAAACGACGGCCAGTGCCAAGCTTGCATGCCTGCAGGTCGAGGATTATCA
TCATTACAGTCTGGTGTAAAAGTTAGCTAAAAGGGGCGGGTCCTGTCCTCACACTCAAGT
GTTACAAATGTAACCCTAATTCATTTTAGATATTCACTCACACATCTCACAGACGGTACC
TTTACTCTGACTAGGGGGAGACACTCTTTTGAAAGACGCTTTCTAAAGCGTCAAGGAGGG
AGGACGTCTTCTTCTTATTGTTTTTTCCATCTGCGACGACGTGGTGAGATGAAAGGACAT
CAGTGTGCTTCTTGAAAACATACAGACATAGTAACTTAGCACGGATCGACACTGGAGGAG
TATTCTAAAGATTTCCAAATAGAGTTGTGTTTGACAAGGAGATCCTGGTGAGTTGAGTTG
AAGATTGTTTTTCAGTTGTTTTTTTTAATAAGCTGACCACTTGGACGAATTACCAAGCTA
ACGAGTTAGCGTGCTAGCGCATGAAGCCAAGAAGAGAAAGGTTGCTTATTCATTCATTCA
TTCATCCGTTTTTCCCTTTCG
>CL10053Contig1
CGGCACGAGGGTTACCGATCAGGTAGCGAGAGTTGATTCTATAGGAACAAGAACTTTTAA
ATTACACTATATCGTGCACCATGTGGTGAAGGAATTTGGACATACCCAGTGAAAATGTCC
TCTGTGGTAGTTACAAGACTCCATCGCTAGAGAGCAGTAGACAGTAGGCCCGACCAGGGT
TTGTTTACATCTTCAACAATGGCGACCATCACGGAACTCAAAAGCGCCATCAGGGACACT
CTAGAGTCTCGCGGCGTTCTGCACGAGCTCAGGGCCCGCGTGCGAGCGGAAGTGTTTAGC
GCCCTGGACGTGGAGCGCCAGTCGCTGCCGCCGCTGTCCCACGAAAACCTGATCATCAAC
GAGCTCATCCGGGAGTACCTGGTGTTCAACAGGTACAGGCACACCGCCTCTGTTCTCACA
GCAGAGTCAGGGCTACCTGAAGCTCACCTGGACAGACAGTTTCTCGCAGAGGAGCTGAAA
GTGTCACAGGATGCGAGCTCCAAGTCTGTACCTCTTCTGTATGGCCTGGTGTCTCACTTC
ATGAACAGCGGTGATAACAGAGGAAGCGTGTTTCTCCAGGGAGGAGCGTCTGTAAAACCA
CCTGCAGGACCTCATCAGTAAATATGGCTGGAGGTTTTAAGAAGCTCCGGCTGTTGATTC
CTGTTCACATCCCAGAGAGATTGCAGCAGATACATTTAAGCGTTTTAAAACGTCTCGTGT
AAAGTATTGAATGTTGTCGTTTATGGTTTTGTTTTATTGGTGGAACTGGTGCTGATGGTT



TTATTCTCAATTGCTCATGTTTTAAAAATGTTTTTATACTCACATTTGGGATGTTCCAAA
TAA
>CL10054Contig1
TCGGCACGAGGGAACGACTCCACGCTGGGGGTGTAACATCCATGCTGTTCTCTGTCCACA
GCGCCGTCTATTTCGTGGTTTACTGCGTTCTCATCTGCCTCAAGGAGCCCAGGAGGCGTT
TTCCATGGAATCTGCTGCTGTTGGGAATATTTACTCTTGCCTTATCCTACATGGCTGGAA
CCATCTCAAGCTATTATGAGACCAAAGCGGTGTTCATTGCCATGGGGATTACAGTGGTCG
TCTGTGTGGCAGTGACAGTCTTCTGCTTCCAAACCAAGGTAGATGGGAGGTGGAGGTTTG
TCAGAGGATGTCTTTGTGGGCGGTGTAAAAGAACTCCTTTGTCTCGCATTACAATAGGCC
ACTGACTTCCTTTAAATATTTAAATCATTCTGGGATAAGATGTGAATCCCACAACCCAGG
AGGGCCTACGTGACATTTTTTTCCCCCCTCTAACCCTGCAAGTCAGCTGGTTTCTCCTCA
CAGGTGGACTTGACCTCCTGCAGTGGACTCCTCTGCATTGCAGGGGTTCTGCTCATGATT
ATCGGGATCGTCACGGCCGTCGTGCTCTCCTTCCAATACGTCCACTGGCTGCACATGCTC
TACGCTGCAATCGGAGCTGTCGTTTACACTCTGTTTCTGGTCTACAACACTCAGCTTCTC
ATCGGGAACCGGGAGCTGGCCATCAGCCCGGAGGAGTACGTCTTCGGAGCTCTTTCCCTC
TACGTGGACATCGTTCACATCTTCCTCTTCATCCTTCAAGTCAGCGGATCGGCGACCGAG
TGACGATGCGACGAGGACGGCCGGTCTGCCAGAGTTCAAAGCGTTTCAAGCTCCTCCTGT
CGAGTTAACCTCCGTTTGCCTGATTGTATAGAGCTGGAGAACTTTGTCAGAACAACCTAA
TCTTTTCATTCTCTTCTTCA
>CL10055Contig1
CGGCACGAGGGTCCTTTGTCTCCCAGGATGAAATGGAAACCTTAACCATAAGTACAAATG
CCTTCAAACTTTAAAGAAGAAGTTTTTCCTGCAGGTGAACAGAAAATGAAAGAAGAACCT
GTTGACATGGAGGTGGACGAAGAAGGTAAAACCTTAAGCAATGAGGAAGTCAGACTCGTC
CTCATTGGGAAGACTGGATCTGGGAAAAGCGCGTCTGGGAACACCATCCTGGGCCGCAAG
CAGTTCCTGTCGCAGATCAGCGCCAGCTCTGTCACACGGATCTGTGAGCTTGGTAGCGCT
GAGGTCATGGTAGAAGAGGACACAGAGGAAGATGGACTGGCTGCCAAAAAGGAAATAGGA
CGATATACAGACTGTGAGGACCAGGCTGTTTGCCAGTTGATCAAGATCTTTGGAGAAGCT
GCTGTTCTTCATCACACCATCATCCTTTTCACTAGAGGGGATGACCTGGAAAACATGACG
ATTGAAGATTATCTGGAGACTGCACCAGCTGGCCTCAAAGCTCTGATTGCAAGGCTTTTG
CCTCACAGCAAGAAGGCCCCCGGCTGGGAGACCTAAAACAGAACATCAATGGGGGACCTT
TCTGTGTTCTCCAGAGGACTCCAGCTTCCTCCCACTGCTTCATAGGTTAATTGGTGACTC
TAAATGGTACCTAGGTGTGAGTGTACATGGGTGTGTGATGGCGACAGACTGGCGACCCGT
CCAGGGTGTCCCCTGCCTTTGCCCACAAGTAGCCGGGATAGGCTCCAGCATTCCAATGAC
CCTGAAAGGGATAAAACGGTAAAGAAGATGAACGGATAAATAAAAATAATAAACAAATAA
TAAAAA
>CL10056Contig1
GCACCGCCGACTTACTGAGNACGTCTGATGTGCGGCGGGTACACCGCTTTTGATCTGAAC
ATAGTTGGACTAGAGCCAAACGAAGGTTGGAGACGCTCAAATATGCGCGTAAATGGAGAG
CGGTGTCGAGGCGTCCTTTGCGCCTCTCTCAAGATAGCACAGTCGTGATGTTCAGTACCT
CCAGAACTGAGCCAATATCAATGGCACTGTCTGTGCTGCTGCTCTATTACACCCTTGGCA
AAAACTCCACAACCATGTGGAACAAGTCGTGCGGAGAACAGCTGCTGGATTTTGGGCGCC
CGGAGAAGATCATTATCGGAGTGATGCTGGCGATCATCACGGCCGTCACCGTGATGGGGA
ACACGCTGGTGGTGATCGCGGTGTGCGTTGTGAAGAAGTTGAGACAGCCTTCAAACTACC
TCCTGGTGTCCTTAGCTGTGGCAGACCTGTCAGTTGCCATCGTTGTTATGCCATTTGTCA
TCGTGACAGACCTCACCGGGGGCAAGTGGCTGTTTGGGGAGGTATTCTGCAACATCTTCA
TCGGCATGGATGTAATGTGCTGCACTGCTTCTATTATGACCCTGTGTGTGATCAGCGTGG
ATCGGAAAATCCTGTTCTGACACTCACCTGGTCGCGATCCTCTGGCCTCACGTGCTGCGC
TCCTGGACTCCTGCTGCAAGACTCCTCCAGCCAGCCGACGCTCATCTCCCGGGAAAAAAC
TCCATTACTCACCTTCAGCCAAATTAAACCTCCTCAACC
>CL10057Contig1
TTTAGTCCCGCCTTTCCGTGGTGGGGACGGCGAGTTTCATGCTCCCTCAGTTCTTTTAAT
TTCCTGGGGACACATTTTGGCCGTACAGTCTCTATTCCCCCACGCAGGGAACCTTATTTT
CTTTTATGTTTTTGACTCTCTAAACTCCGCTCATTGTAGTCAGGACTCCACTTTCCCACT
TTTCATGACCTGCACGTCTGAAGCCATGTTGCCACCATCATCTCTGCTGGTTGTCCTCAG
CCTCCTCACCTGGACTTCTGGCACATCGTTGGCCGCTAAAGTGATTGTTGTTCCGCCTAT
AATGTTTGAGTCACATCTCTACATCTTCAAGACACTGGCAACGGCTCTGAGCCAAGAGGG
TCACGAGAGCCATTTTCTAGTTTCTGAGGGTCGGGAAGTCCCGCCTTCCAATCACTACCA
TTTGCAACGGTACCCAGGAATTTTTAATAGCAGCGCTGCTGACAGTTTTCTCCAATCCAA
AGTCACCAACATCTTCTCAGGGCGTTTGACATTTCTAGAACTTTTCGACATACTTGATCA
CTACGCCCAGAACTGTGACGTTGTTGTCGGCAATACTGAATTAATGAATCGTTTGAAGGA
AGAGAAGTTTGATCTTGCTGCTAGTGGACCCCAACGAAATGTGTGGTTTTGTGATTGCCC
ATATCCTTGG
>CL10058Contig1
AAGACGTCGAGTTGACAACGTGCAGCGGAAACGTCTCCTCAGAAAGGTTGGACTGGAAGC



AGCCCTGGAGGTGTACAGAGGACGGGCGTCTGCACCACCACCACCACCACCACCACCACC
ACCCAACCGTCTACATCTGGACCAATCCACTTCCAGGGAAGCCATAGGCACAACAATGTT
AAAATTCCAACACCAGTGAGCCCTTTGCTGTTAGTGCCAACATCAGCAGCATCGGTGGAC
AGATTTAAACTCATGTGTAGAAAAAGATCATTGGGGCACATTAAGGCCGTCCATGTTCAT
GGTAGGGGTAGGGGGGGGGGGGGGCCCNTTTTGNNNNAAAAANNNNCCCNGGGNAAAAAN
CCCCCCNNAAACCNNGGGGGGGGGNNC
>CL10059Contig1
TTCTTTTCTTCTTTCATTGGTGGTAATGATTCATCACTCTTACTAATAACTTCTTCTTCT
TTGCTGAGCTCAGTGATGGACTCCTCCTCTTGTTTCTTTGGCTCATCTGTGAGGGGTTTG
GTGACAAGCTCACTTTTTTCCATCTCTTTTTTCTCTTCTGCTAGTTCAATTTCTGATTTT
TCTTTCCCCTCTTTCTTCTGATCATAGCTGCACTCAGGAATTAATGTGTCTACTGCAGAA
TCTTTCTCCTTCTCTCCTTTGATGGCTTTAATATCTAAAGGTTGGACATCCTCTATTTGT
GTCTCGTCAGTCTTAACAGAGCAAACATCCAACGTGTCTGTCTTTTCTGACTCTTTCTTC
TCATCAACTTTTAAAACCTTCCCATCAGGCACTTCTTTCCTGGCTTGTGTCTCCAGGTGA
TCATCACCAGTTCGGAGGTCAGATTGATCTCCTTGGGTTGCTTCCTTGCATTTCTCCTCA
TCTCTGACCTGTTTAACCTCAGATGGAACAGTTTCCATCTTTGCTTGTTCACTGCTTTTG
ACCAAAAGCTCTTTGTGTTCATCTTTAACTGCACCATCAGTGACAGCAGCGTCTTTTTTC
ATTTCCTCCTTGTCGAGTTTATTAACATCAGGAGTTTCCTCCTTTGCTGCTTCTTTCTCT
GCTTTTCCATCTATGAAGGATTTGGCGGTGGAGACGTCTTTATTCTGTTCATCCTCCATT
CGTTTGACATTTAGGGTGTCATCGTTATCTTTGTCTTGTTCCACAAAGCTAGTTTTAATG
GCAGATGGACTGCCATCATCGTCTTNCTTGTTATCCTCGTCATCACTAAAGGACTCTCTG
GACTCTGGACTTTTTC
>CL10060Contig1
GCCGCATCAACCTTACCAGCTGCACCAGCAAGAAGGTGGAACCGGCCAACAGGGAGTTCT
GCGCCAGGCCCAACACCTTTGAGCTGGTCACGGTGCGGCCGCAGAGAGAGGGCGACAAGG
AGACGCTCGTCAGTCAGTGCACGGACGCCCTGTGTGTCACCACGAACTGGCTGAGTGCCG
ACACCAAGGAGGAGAGGAATCTGTGGATGAAGAAGCTCAACCACATCCTGCTGGACCTGC
GCACGTGGCAGCCGGACGCCTGTCACGGGCCGCAGTGACCACCGCCGCCGCCGCCCCACC
TGTGTTTCGGAGTGTCTACATTTTCTGAGTGCAATACATAAAAAAAAACTAACTTTTTGA
ATAATCGCTCCATGCATCCGAAGGGAGGGAAAAAAGCCATGAGACATTTTGTCGGAGCAG
AGCTTTGGCACTTTTACACAGAAGCTTGGTTTGCAAACGCTTGTGCTTCACACTGCATTT
TTATTCCAAGGCTAATATTGTGTTTTCTTTGAATATGAGACGTGGCTCATTATTGTTGAA
TTAATCTAAAAGTTTTTTTCTCCTGCTGGACTAAAGCAGCAGGAAGAACACTTTCTACTT
TATATTTTAGCTGTTACAGCTTACGAACGTCTGATTCGAGCAGAGGCTTCTGCTTCTCCA
ACCCTGCGCTGTACCTGCTGCAGCTTAATTCATGTCTTTATAGTTGTTTTACTGACATGT
TGTGCATGTTTCTGTGTGTTTCCTGCAACCGCACAGAGGATGAGCAGACTTTCGGACCAC
AGTTCTGTGGAGAAACTCCTGCTCTGATGGTTCAAGTGCTGAGTCTAATTCAGGTCCTGG
AGCAGACTGCAGGGTTTATGATGATAAAAAAAACTGAGTTTTTTTCACCATGTTGAGCAT
CAATACAG
>CL10061Contig1
TATTAAAGTGATTTATTACAACATAGGACAGTTGGTTCTTTGAAGGGGTGTCTACAAAGC
CCCGCCCACTTTAGGACAGCACATGCTCCAGGACGCCCTGACGAATCAGATGCTCACATT
TCCAGCGCGGCAGGAAGTGCTGGCTGTTCTTCTTCAGCAGGATAACCGTCCCGTCATCAA
TTTCAAACTCGCCATGGTCCTTAATGCACCTCACCTGAATATACAGACTCTTTGGGGGCT
TCATGTCCTGTGTTATGTCGAGACCCTCCCCTCCCCCCGATGGAGCGCATGAAGGAGGCC
AGAGACTTCTTATACTGACTGAACCACTCCACCTCCTCTGCACACATGTGAAAGCGGACG
TTTGCCGGCAACACACTGCCGTACTCCCAGCGGAGTGCTCTGATCCTCAGCAGCCGGTCA
TAAAGGTAGGCGGTGACACAGCGCTGGTTTCGGAGCAGGCAGCTGTGTCGGAGCTTGATG
GAGGGGATGAAATCGGAGCGCCCCGCCTTCGCCTCGTTCACGTCAGCCTGGTTCTGGTCA
TACAGAGACTCCATCTCCTGTAGAACCTGCCGGAGTCCATCCTCGTTAAAGGCGGGCAGC
TGTCCATCGCTCAGCCGCTGCAGCTCCCGGACCAATTCGACGGCTTTCTCACAGAACATC
ATCAAACCGAATCGCCACACACGAACCCGAGCCCTTACCGGCGCTGAACAGT
>CL10062Contig1
AAGCTTAAAGATGAGACTGTGTAGCCAAATGGATTTCATTCGATTATTTGTTGTTTTGCT
TTATTTTGAGGTTCATCCATTTGTAAGCTGCTGACAACTTTAAAAAAAATGCTACTTTTT
GTTTGGTCTCTACAGCATCCCATCCCACCGTCAGGTTTTCTGGAATGTCCCTATTTGTTC
AATGCATCCTGAATGTAAAGCGGCCCTGACCTGCTCCATGTTGTCTTTATCTCCAGCTCC
AGTGTACATACCTTTAAATGAAGGGGTCGGAGCTGCAACAACATTCAGGCATTTTGAGCG
CCTACGTCATTGGCAGTGCAGGAGGCGCCCTGCTAATTGGCATGCTTTTCTGTCAGCCAC
AAAGAGAGGCCCCAGCTTATGGTGAGCCAGATCACAACAAACTCAAAAGCCCCTGAATGA
TGTCAGCCTCCTCACAAGCACAGAGAATTGTAGAAACTATTGGGTTTGGGATTGTTTAGA
AACAAAAAAAAGAGAGAATGGGGGAAATTAAATGCTAAAAAAAGTGCATTTTACTCTGCT
TTTATGGTGTGGGTACTTGTTGTTCATGTAATTGCAGCCCTAAATCACCGTGAGCCTTAT
TTTTGAGGCTGGAACTCAAACTTGAACTTATGTAGGGTTTTTCTCAGCCTCTGGACGCTG



TGGCACAAGCTCCTTTTCAAGCAGGGTAGCAGTAAAACGGAGGGGGTTGCATAGGGAGAC
ATGGGGGAAGGGGGGGGG
>CL10063Contig1
TTTTTATTATTTTAAAATGTTTGTATACTCAGTATGACAATGTGCTTACACGATACTTAC
ATTTAAGTGGGGGTGGGGGTGGAAATTTTGTACATAGAAACTTAAAAAACAACAAAAAAA
TACAATAACAACAACAACAAAAAAAGATGAGTATCTCCCTGGCCCAATGAAATAAAATAC
AAGAGGGGGTGTGAGCTTGACAGGCTGATGTGAAACTGGATCAGGACTGAGCTGGTGGGT
TGAACCACTTTCCTTCGAGTCCCCCCCACTGCTGCTCGCCGCTCCTGCAAACAGCCTGGT
AAGCTCACACAATAATATGTACACTGAAACGATAGTCCTTTTACAAAGTGTTTTAGTCAT
TTTAACATTCCCAAAACTATCATTCAATATATTCACAGATAAAGCAATATACATATGTTT
GTTTAATGCGATTTAATGGGCTCTGACAAAACTGATGACCT
>CL10064Contig1
CGGCACGAGGCCAACATGTGGCTTTCTTTGGCTGAACTCCATTTATCAGTTACAGGCTTT
GGAAATGACAGACGTTGGAGGTATGCAGTTTTTATTCCCTTCCTTCAATGAATTCATGTG
TCTGATCACAGCCAAGCACATTAAAAAAGCAAAAATACTTTTCGACATTTCCTCATGAGA
AAAGAGGAGCAGAAGGAAAACCTTTGGAGGAACAAGACGGCTAATCTTTTCTTTCTCTGT
CAGTAAACCTTTGTATTAAAAAAAATAAAAAAGCCTAGCCAACCTTGATTGAACTCTCAG
TCTAGACTTATTGCAAAAAAGTAAAATGAACTTTTGGTAAATACTTCTGAAAATTGAAAC
CAGTGAATTTGCATTTGAAATCCTTGTTTTTCCCCCTCTTTTTTAGCAGTTATGTGTCCC
TCCTGGTATGCCATACCACCATTGGTTTTGTAAATGAAATAAGAGATTTAAAAACGATCA
CATTTTTTATATTGTACATATTTGTATCTTTGATTGCCTTTAGACTGTTTGCATCTTAAT
AGTCACTCATAATCTGCTTGTGTTTAACTTATTGTTCTGTCCTCACAGTGTGGTTCTGAT
TTTCTTTTTTGCTGTTTTTTTTAACGTTCTAAATAAAAAAAAGTGCATTGGCATGACGTG
ATTGTTA
>CL10065Contig1
CCCTCAGGACTGGAGGGAGACGCAGCACACGTCCGCTCCAGTTAAAAAAGACGCGGCCCT
GAATGGCAATAACAGCAACGGCTTTGGAGTCAAGTCCTTGGACGAGCACATGGCCAGCCT
CAACCTACTGGAGAGCAAATAATTCAGGAGATGATCTCCATGTTATCTTGTTCTCCGCAT
CAGCAAAGCAACCTCACTTCTGTGGAGCACTCCTGATCCAAGAAAGAGTCACTAGAAAAG
TGGCTAGAAGCTGTAAAAACAGACTTTGTTGGGCAGAATTTGCCTTAGGTGGAATAATTC
TGCAGTTAAAAACATAAAAGCCCAATCTGGAGGTAGTCATGCACTGTTAATCTGAAACAG
TTCCATCCCAGTCCACTAGAGGACGACAATCAAAACTACCGGTAGTATTGCGTTTCCAAG
AAAAGTGAGGTCATCTTAAATCTAATTTTGGAGTAACCGTCATTAGTTGAGCTAATAAAA
TGATCAGAAGTCAGGAAATAAAAGCCCCCCTTCAGCCATACATCTGTCTTCACCATGTGC
CTCAGTGTAACAGACCTGTGTGCTTTGTGCTGTATTGTTAATGTATTGGACAAGTTACAT
AAGGACAAAAAAACACACAAGCTACATGATGCAGTCATCACTACAACCTTTGTGCAATCT
CAGCCTGGTAACATGAACCTTTTAACTAAATGTTTTATAGTGGCCATACGAGTATTTTAC
AAGTTCAACTTCATTTGTCATCATTTCACGTGTGATAAGTTCATTTAGCGAAAGAAAATC
TGTTCAATGCCAAATATTCTGACTACTGCAAACTAATCAGAAGTGACAGCGGAGACTTTT
TTTTTTTNCCTTATTTAGGAACGAAAAGGTTAAGTAAAGCTTTTTANCCCTNGGGCTATC
TTANANGACCCCNCCCTTACNTTGACGNCTTCNCCCTACCANGACTAAGGGGGATAANGG
NGGAAAGATTTCAGGTAANCCA
>CL10066Contig1
AAAAATCGATAGTTATAGTTTAATGTAGAAAGATGTTGAATAAGATGAATGAATGTAAAT
GTGAACAGGACATCCTTTTGTTGGCTCCTTCCAGACAGACATAAATAGAAGGTAAAAACG
ATGTGCAGCTTAGTTTAGCTTAGTTTTCTCCAGACATCCAAAGCTCCGTCTGAACTCTCC
GGGGATCTTTTAATCTGGTGGATTCGTTTAAGGTGGATTTCTAATTTCAGCTGTGCTTTC
ATGTTTATTTACCAGTTTTTTTCCCAGTAACCCGTTCACACAAGCGTGTTTTTCCACACT
TGTATGCACATGCATGTTTGCATGACTCTCTGCAGCTTGATGACAGTTTCAGCTCAGTGG
CGCTAAATATCACATAATAAAGTGCATTTAATGAGTACAAACTGTCCTTCCCTTCATTCC
AGAGCTCCTGTACTGATGTTCCTTGATAACTCAAATAATGAAGCTGTGGCATCTCAGCTG
AGACTGGATCCTCCTGCAGAGAAGACCTGCAGATTCACGGATAATTCAGGAAACTGTAGT
TTTAGACTGGACAAAATGACACCTAGTTAGCTTCATTTCTGCAGCTTTTGTCCAAACCCA
GTCCTGAATTCATTCATGCTGAATGGGGGGGTGTTGCAGTTTGGTGTCCTCTCAGGAAAC
GACAGTCAGTCCAGGTTCTTCTCAGCATGACGGATGTGACAGTACA
>CL10067Contig1
AAGCGTTTTTGAACTCCTCAAGGAACCGAGCAAAAGGAAAGTCCCTGCTCAGAAAAGCTC
AGCGGATCAGATAGTTCTGGTTCTGTTCACTTCTAACTTCATTGGCATGTGCTTCAGCCG
TTCGCTGCATTACCAGTTCTATGTGTGGTACTTCCACACTCTGCCTTACCTGCTTTGGAG
CGGGGGAGTCGAGAAGCTTGCACACCTGCTCAGAGTCCTGATCCTGGGTCTCATCGAACT
CTCATGGAACACCTATCCCTCAACAAACAGCAGCTCAGCCTCGCTCCACGTCTGTCACCT
CATCGTCCTCCTTTGTCTGTGGCTGGCTCCACCTCTGCCCGCTGCCCCATCAGAAGCCCA
GGAGCACACAGCTGATAAGGACAAACGCCACTGAGCCACACAGCAGGACCGGAAGTTGGT
CTTACCAGCTGCTGTTTCTGCCTTTGCTTCAGCTAACATCCTCACAAAGGGAAGCCACTG



TGCTGGACTGTTCTGTTCTGTAAGGACACACTCACTCTCATCTGTCTGTTGCTGAACATC
ACAGAGGGTGATGTTTTTGGAGTAAAAGGGATGCCAGTACAGCTAATTCCACTCGTAGAG
GAAATGAATGGAGTCTCAGGTTTCATTTTTAGTCAAAAAGTGTGCAGCTCATTGTGACAA
ATCTTTGAATGTTTTGCTGTGTGAAAGTTGTCTTTTTATGACGTCCTAAATTGCTAGTTT
ACATTAGCAAACTGTCACTAACTTTAGTTTTTTCCCTCTTTTTGCTGTGTACAAAGAAAG
CAATACATTAAAGAACCTCAATGACTTCCCAAAGAAAGATACAGAGACGCTGTACATTAA
CTGAACATTTGGCAATTGTTTGACATTTCTATTGTAATAGACCCGACAAAAGCAATCCTT
ATGTTTTTCACACAGGTCTTCAAAAGTGAACTGTAGTTATCCCATTAGTTTCAGAATAAA
ATGACAAATCCTGTTATTTTGTTTATCCTAACACGTTGTTTATCGCAAGCATTTCATTAT
ATTGCTAAATTCAGGTACTTTTATTTGTACTTGTACCATGGTCCTGGTGAATAATTTATT
CGGATTGGCTGCCGTTGTGGATTAAAAAGTGATCATCCACAGTGATAATGCACACCTAAA
ACAGTTCCAATCTAATGGCCCTCTAATTATTGGAGGGGTCTAGATGCTAGTTGACAACCA
AAACAACAGAAACATGGAACGTATGTCGAAATAGGTTATTCCACAACTTAATACAACAGC
AACACAATTGAGAAGACACGAGTAATTTCAAGTTTCCTTTAACCTGTTTGGTGAATTTGA
TTATTTTGAAGAGGAAGAGAGAATATAAAAAGGAGAAGATGAGACACGAGAAGTTCACAC
TGGAGTAATTGAACTATTTGGACTCTGTTTCTTTGGGGGGAAAAAAAACGTTTGTTTCTT
CATGTGGACAAAAACAAGCGCTAAGAGGTGAGCTTTCCCTCTGAAATGATGCCCAGTTTA
ACTTAAGACATTCAGCTTTTATACCACTTTCCTTTGCCGCAGCAGAGCCAGGCTCTTTAA
CTGTTACCATGACAACGTGTCACCACAGTGTATCAAATACTCTGCTTTTGAGAAAAACTT
>CL10068Contig1
AACCGGGACTTGTTGCTGTGTGCGCCCGCTCCTAGCGACAAGAAGACCGGAAGCTTTTAG
CTAAATAACCGGGTTTGACACACCGAGAGAACGGCTCTTTCAGAGTGTGAACGCTGAGCA
CTTTTCGAAGTTNTAAGACCCTCCTTTTATTGTTAACTTCGTCTTTCGGCCAGTATAACA
GAAGTGTTTCAAGTACCAAAACAGTTAGCTTTGTCACGGGCTAGCATCACTTCAAAATAA
AAGTCATAACCAAAATAGCCTTAAAACAAAAATTAAACCTCATGTGGTTTATTATTGGGT
TTTCATTTTGTGCGGGGTCTTGTGTGTGGGCTGATGATTTATTTTGAATTTAAATTTGTA
TGTTTATTTAAATCTTTGTTTTTAACTGTAAAGCGCTTTAAGCAGTTTAAACGCATGACA
AGTGCGTTTTTATTAATAAAGCTTGATTGAATTTGTTGTAGATGATCTCTTTCTTCATCA
TCATAC
>CL10069Contig1
TTCGGCACGAGGCTCACCCGCAGAACTCTGGAGGACCCTCAGAGGGGCGCCCTCGAGTCT
CCGCAGGAACCACGCCCTCTACCAGTGAGCACCCGGAAACACCTGTTCAGGTATCCTCAT
CCTGACCGGCTGTACGTCGTCCCAGCGCCGCCCTCGGAGCCTGCCCTTCTGATTTCAGAC
TCAGAAGATGAGGTTGGAACCTCAGCGGAACCTGGATCTTCCCTAGAAAAACCAGCTAGC
TCGAGCAGACCCCAGGCCACAGAGGTTTCAGAAATGGACCAGCTGGACCTCCTGATTCAG
TCCCTGATCCCCGAGAGAGACTTCAGCGAGTCAGACAGCTGTTGTGAGAGTAAAGCTCCG
CCCCTTTTAGTCTCGCCACAAATGGACGATATGCACAGCTGTGCAATCTGCACGGCGGCA
TTCGCAGAGCTCTCGGAGCTGCACGCACACTATATGGAACATGCACGGATACTTTAACCA
GTTCAGGTTTTCAGTGTTTAATGTGACAAAAAGAGAAAACAGCACCCTCTACTGACGGCC
TAAAGTTTTGCTTCTGCTGTGAAAGTTTTTATTCTCTATCTAGGAAACATATTTCAAATC
AAATGAATTTAAAACAGTTTTACAAATAAATAAATAAAAACCTACTGCTGTAACAGAAAA
ACACATCATCTATATATATTGCACTTTTTATGTCTTTTTTAAAAATGTACAACTTTAACT
ATTCAGCTTGTTTTTACATGTGTGGCTTAAAATAGAAAA
>CL10070Contig1
TTTTTTTTTTCTTCTTCGTTTTTGGTGGGGGGTCGGGTTTAAGGTAAAGAGGGGTTTGGC
TACACTTGATCAGCCGCTGCTGTAGGGTACTCATGGGTTCAATACGCTTGACTTTCTTCC
AGTCGGAGGGCAGCTGCGAGGGCTCCATGGAGGAAATCTTCAGCTGAACGTCGATCACGG
CCATGACGGAAAGCATCTCAACGTAGATCCGATTGGCCAGGGGCAGGAAGTTAACGAAAG
GAGATATGGAATCCACCACCTTCATGATCGTCATGACCAGGGCTGCTGAAGTGTCAGTCA
CCTCCACTGACAGCAGCCGGTTATTCAGAAACTCTGGATCTGGCTTCAGAGGACTGCTCC
ATTTCATCAGACTCTTGTACACGGTGCTCTGGTTGGAGCCCGGGTGAATCTTCTCCAAGA
CGACCTGCACACTCAGAGTGTGACCTTTGAGAGAAACGGGGGTTCGGACGTGTTCTTTGA
GAAACTCGGAGCACGCCGTCCAGTTGCTGAAAAACACAAACGCCCTCCTCTGCAGAGGCA
GGACGTACAGGTTCTGGTTCAGGACCTGGAAGTTGGGCGTGCTGAAGAACGGCCACACCA
GTTTGGCCACGTCCTCATGGGTGTAGCCGTTTTCC
>CL10071Contig1
CGAGGGCAGACTGAGCAGAGATGCCCAGACTTCCCTCACCCCCAGCCACTTCCTCCAGCT
CCTCTGGGGGGTTCCCGAGGCGTTCCCAGGCCAGCCGAGAGACGTAGTCTCTCCAGCGTG
TCCTGGGTCTTCCCCGGGGCCTCCGCCCAGTGGGACATGCCCGGAACACCTCTCGAAGGG
AGGCGTCCAGGGGGCATCCGGAATAGATGCCCGAGCCACCTCAGCTGGCTCCTTTCGATG
TGGAGGAGAAGCGGTTCTACTCCGAGCTCCCCGCGGGTGACCGAGCTTCTCACCCTATCT
CTAAGGGAGCGCCCAGCCACCCTACGGAGGAAGCTCATTTCAGCCGCTTGTATTCGGGAT
TGTATTTCCTGTCCTGGGTTTTGTGTGTAGATCACTGTCACTAGAGACCCAATGTTCACA
GTGTGGTCTACTGTGTCTTCCATAGTCTTTAGAGCATAGACCCATTGGCCCACAACAGGC



AAAGTCTTTTTTGGAAGTGTCATGTAATCATTGTTCTAATCCTTGTACTTATCTGTGAAC
TTTATCTTGGGCAAAGTTTTTGTGAAGCGGACACGTTTCTACTGCTAAGTGCTGTTATGG
AGCTAGCTGCTTNTGCTAT
>CL10072Contig1
AAAATGCAGCTTCCGGGATAACTAAATTTCTTACAAAACACTGCTTATTTCTGGATATTT
TGTGGTTATTTCAGCATGTATCGCCAACCCGTGTGGGGGGACAGGCGTACACTTTTGGAG
AGAGCCGAGAAGTTTATCTCTGACGTGTATTTCACAGACTGCAACCTGAGAGGACGACTT
TATGGAGACTCCTGCCCCCTGCAGTCCATTGCCTCATTCATCTCCCCCAAGAGAATTCCA
TTTTCTGAGGCTTCCACGCAGAAGTTTGAACCGTACACAGGGGGAGACACCTTTGGGCCA
ACGTGGTGGACTTGCTGGTTTAAAGTGACACTGACAATTCCTGAATCGTGGAGGGGCAAA
GAGGTCCATCTTTTGTGGGAAAGTGATGGGGAAGGAATGGTCTGGAAAGATGGACATCCA
GTACAGGGTTTGACTAAACAAGGGGAAAAGACAAGCTATATCCTATCGGACTGTCTTCAA
AGTGAAG
>CL10073Contig1
AAATGGCCGGGTGACATTGCAGTGGACATAATTTCTAATTCGGACTACTAGAGCATGTAC
GGCCATCCTTGGCCAACAAGACACCAGTGGGACACTTGCAGACTGCCTTTGATTCTGGGG
CCAAGACACACATGTGAGAACATTCCATTTTCTTGCAGGGGTTTCCAGTGTCCATCTGAA
GTATTGGGTGGATGATCTTTAGTGCAACAGGTTGTCCAGGCCTTTTCAGTACAATTTGAC
GGTTTTTACCAGAGAGTTTTGTAGCAGCCTGCACTATCCGCTGCTTTGCATCAGACCAGT
ATAGCATGTCATTAAATACAGCCACAGAAAATGGATATGTAATCTTTTTCATCTGAAGAA
TCCTAATGTCATCACCATCCAGTGTAGCAGAGCCAATTGCCTTCAGTGTCTCCTCTGTCC
AGTAGATCCTTTCAGAAATTATGTCCACTGCAATGTCACCCGGCCATTTCAAGCTTGAAT
TTACCACAACCTTCCTCTGAGAGCCATCCATCCCTGCACGCTCAATCTTTGCGCTATTAC
CAACCTCAGTCCAGAACATCAGCCCTTTCTGTGGTAGTAGAGTGAGACAACGGGGCACAT
CCAGGTCTTCATCCAGAATGGTGGTTTTGTCCATGGATTTCATTGTGATTTTTGCCAGTT
TTATGGCAAAAATTTTACTTTTCCCACTATCAATCCAGTACAAGTTTCTCCCAAGCCAGT
CCACAGCAACAGAATTAGCCTGGACACCTTTAACCAGTACTCCTGTGCTCTTCTGGTCAA
GTGAAGACCATCTTATGGCCTTTGAGTCCCCACTGACCCAGAAAGCCTTTTGATCCCT
>CL10074Contig1
CGGNAGCTCCTCCTGGCCTAGCCCTAGCCGGTTCTTCTGTCACAGATGCTCAGCAGAGAT
CAGTCCTCGACTCCCTGAGTATACGTGTCCCAGATGTGAGTCTGGCTTCATTGAGGAGCT
GCTGGATGAAAGGAGTGCCGACAATGGCTCCATGTCCACAATCTCCAGCGGGCCCCAGAA
TCAACAACCTTTTGAGAATGTGGACCAGCACTTATTCACATTCCCATCAGGCTACGGTCA
GTTTTCCCTCAGCGTTTTTGACGACAGCTTTGACTTCGGTGGGGGACTTAGACCAGAAGA
CAACAGGGATGCTGAGAACCGCCGTGAACAGGAAACGGCATCACGGCAACGATACGGTGC
TAGACAACCCAGAACTCGTCACAGTGCACGACGACAAACCGGGAGGCATGAGGGAGTTCC
TACTTTAGAAGGGATCATTCAGCAGTTAGTAAATGGAATAATTGCACCCACTGCAATGCC
AAATATAGGAGTGGGACCCTGGGGAATTCTTCATTCAAATCCTATGGACTATGCCTGGGG
GGCCAACGGCCTTGATGCTATTATAACACAGTTATTAAACCAGTTTGAGAACACGGGTCC
CCCGCCTGCTGATCGGGATAAAATCAAAAGTCTTCCCACAGTTCAGGTCACCGATGAGCA
TGTCGCCTTTGGACTCGAGTGCCCGG
>CL10075Contig1
GGGGGAACCCGGAAGTCATTCACCTCATCAGGATACTAGTACAACATGCTGTCCTAGAGT
ATGCGTCCAAATCAGCTGCATTAAAGTAGATTCTATGATTTCTGTCCGCTGCGTTGCATA
TGAGTTAGCTAAAGTCAGAGGCTCGTGCAGACTAGCGGCAGCAAACATGTGCAAAGAACT
CAAGACTAAAATGCTGCGTCTGATGCCGCCGAGCTCCAACGGGCCAAATGAGGAGGATCA
TGATCGGACAGATGACAGTGATGAGGTCCTGAAGTGTACAGTGAAGGCTCTCCAAGACGG
TCACATTGTGGCTGTGCCAACTGATACCATCTATGGTCTGGCATGTCTGGCTCAAAACTC
TGAGGCAGTCCGAAAGATTTACGCCGTGAAGGGGCGTAATGGACAAAAACCGCTGGCCAT
CTGTGTCAGAGAAATTCAGGACATCTACAAATATTGTAAGGTGGAGGTAAAGAAGGAGCT
GCTGGGTGACCTGCTGCCTGGTCCTGTCACTCTGGTATTCAAGCGATCAGAGGCACTAAA
CCCCGCTCTCAACCCCTTCACTTCTCTCGTAGGCGTCCGTATTCCCAATCATGGCTTCAT
GAGGCGCCTGTGTCAGATGTGTGAGGAACCACTCGCGCTCACCAGCGCCAACGTCAGCTC
TCATACCAGCACAGTGGAAGTACACGAGTTTCAGGAACTCTGGCCTCACGTAGCCGTG
>CL10076Contig1
CACGAGGCCCANAACTGCTACNAGGTGGCCAAGGGGGCGTTTACAGGAGAAATCAGCCCG
GCTATGATAAAAGACTGCGGGGCAGACTGGGTGATCCTCGGACACTCGGAGCGGCGTCAC
GTGTTTGGGGAAAACAACGAGCTGATTGGGCAAAAGGTGGCTCACGCTCTTGAAAGCGAT
CTGGGTGTCATCGCTTGCATTGGGGAGAAGTTGGAGGAGCGAGAGGCGGGAACAACGGAG
GAAGTCATTTTTGCTCAAACACAAGTCATTGCAGAGAATGTGATGGACTGGGAGAAAGTG
GTTCTGGCGTATGAGCCTGTGTGGGCCATTGGCACCGGCAAGACAGCCACACCTGAGCAG
GCTCAGGAGGTCCATGAGAAATTGAGGGCGTGGTTCCGAGCAAACATCTCANAAGAAGTG
TCTGACTCCCTGCGCATCANTTACGGAGGGTCAGTCACAGCAGCAAACTGCAGGGAGCTG
GCATCCCAGATGGATGTGGATGGCTTTCCTGGTGGGCGGAGCCTCCCTGAAGCCAGAGTT



TATTGACATCATCAACGCACGTGCATAATACTGTCCATCAATGCCAAACGCTCTGCAGAC
TTTCAGCTGTCTCTTGGTGTCCCCATGCATGGGCTAAAAATCTGGGCTCAATAGCTAAAT
AGAAGTAAATATGAGTTTTTCTTTCAAGCAGGTGGAATTTTTGCTGTCCTGTTTGGTTTA
AATTATTTTGCATAGAAAACCAAACCATTTCTAGTCCACATTTAGAATAACAATTATAAG
AAAATGTGGTTGGTGTCTGTGTAAGTCACACAAATAACAGCTCTTAGGTCACTTTTAGAT
TTTCTTTATTGTATCACCTTTGAATTTGTTGATGATTTTTCCCTTCAGTAAACATGTGTG
TTTGCATGCAGAGCAATAACTAAACTGTAGCATCTGCTTCTCTCACTGTGTTGAATGTCA
CTGGTAAAGTTAAAGTTGACCTGAGTAAACCTCACAGACAGAAACGGAGCTTTGATCTGA
AGCGCAGATCTAATGAGTCTGAGCTTTAGTAGATGTTGTAGGATCACCTGATGGAAGTGA
ACGTTGCCTCAGACCAGATATTTGAATGAATAGACCAATCTAAACAA
>CL10077Contig1
TCGGCACGAGGGATCAAAGCGACAACAAGAAAACGTCATGCCTCTGAGACTTTATCCACC
ACCAGGAGCTAAAAAAAAAGATAAAGAACTTCAACATCAATCACAAGTTTTGGTTCTACG
TAGTGATGATGTTTTGCACAGTTCCGTCTCAGCCGACAGCTTCTTCTGCTCTCAAAAAGC
ATCAAAAGTACTGGAGGAGGTGCAGCGTCCACATCCCAAGATGTTCCTGGCTTCACTGAA
GATTTCATCTCAGAGGCTCCAAGAGAGGCGTATATGGAAGAGGAGCCGACTGGATCCAAA
ATTCCACCTACCTCAAATCCAGTTGGTCCAGCTGAATGGCCAACCACACTCTCTGATCCA
GTAAGAATGGATTTGGTGCAAAGAGGTCCTTTTCAGACTGATAAAGACTCTGACTTTCCA
AACTCCCCCTCATTGAGCTGTTGTTTTCTTTACTTTGGATTGTTTTATAGTTATTTGATT
TGCTATTAAGTTGCTGTTTGTAATAAGTTGGAGTTTTGTGAATGTCATTTGTTGACTGCC
TAATAATACATTAAAAAATATATATCTATATATCTA
>CL10078Contig1
TTTTTTTTTTCTGAGTGGCACTTATGTAATACCAAACATGACGAAACTTGCTGGTTTAAC
AATAGTAACTTTTAAGTCTAAACTGGGCTACAAGAAGTGTGTGGGAAACCTTTTAACACT
TTTTTGGCCCAACTGACAAAAGACTTTATTCACATTGAAGCAAAGTCATCCGGATCTCTG
ATTAATGCCATTGATTCTAAAGATAAGGGCAGTTATTGTGAGTGCTAACACTGGATCACA
ACAGCACTGTATCACTAACGTCTTACACAGTTTTACATTTCTGTCTGCCATCAGCAAAAA
AAACTATGATCAATTTTTGAAAATAAAAAAGAAAGTAAAGCCTGCTTAAATTGGCATTTG
CTTAAATTTATTAAATGTGTAACTCAATGAAAAATTAAACTAAGTTAAACTTGCAAACAT
TTGTGAACATAAGAATTTAGAGTTAACCTCCCTTTCTCTCCTGAAACTTCACCCAGTCAT
TAATATCAGGATTCAAATCCTGTCCAGCGACACATTTACTGTCATTTAAGTCTGTAATAC
ACAATGAAATGTCCAAGAGTCTTTTTCTGGTTTGCTGCCTGAATTTGTGGCACAGCACAG
TAGCTAAAGAGTTGACTATGTCATCAGCTGTTGTGTCCATCAACTCAAGAAACGCCGCTG
TGACGTC
>CL10079Contig1
ATCTAGTCGGAAACGAGTGCTTCATTGCATCTGAATCTACAGAAATTCCCAAGAACCACT
GCAGCCTGGTTACAGAACAAAACCAGATATTTGTTGTTGGAGGACTTCTCTACAATGATG
AAGATAAAGATGAACCATTCAAGTCTTATTTCCTGCAGTTTGACCCAGTCAGCTCAGAAT
GGCTGGGGATGCCCTCGCAGCCCAACCCTCGCTGTCTGTTTGGCCTGACTGAGGCTGAAA
ACTCCATCTTTGTTGTTGGAGGAAAGGAACTGAAGGAGGGGGAACACGCTTTGAACTCGG
TTATGATCTATGACAGACAGTCCTTCAAGTGGGGAGAGTCTGACCCGCTGCCCTATGAAG
TGTATGGTCATGGAACCGTTTCACACAAAGGCCTTGTGTATGTCATAGGGGGAAAGTCTG
AGAGCAAGAAATGCATGAGAAGAGTCTGCTGCTACAATCCGACTAAGTTTGAGTGGAAGG
ACCTGGCTCCTCTGAAGACGGCCCGCTCTCTGTTTGGAGTCACCGTGCACAACAACCAGA
TCTTTGTGGCTACAGGCGTTACAGACTCAGGCCTCACCAGCTCCGTGGAAGTCTACGACA
TTGCCACCAACAAGTGGTCTGAGTTCACAGAGTTTCCTCAGGAACGCAGCTCCCTCAATC
TGATCTCAATAGGGGGCTCCATGTATGCCATAGGGGGCTTTGCCAGGGTGCCCACAGAAA
CCAGTGAGGTACCCATCCCAAAAGAGATGACAGACATCTGGAGATATGATGAGTCGGACA
AGAGTTGGAATGGGATCTTACGGGAGATATGCCACGCAGAGGGAGCCACCATTCTCCCTG
TGCGACTAAACACACTCCGTCTCACAAAGTTATAACCAAGCATTGTTGCTGGTGTCATAA
AGGTTATAAAGGAACATTAGTAGTCAGGAGAATTACAGTTTAACTTTGAAAAATGCAGCT
GTCGGGTTGCAGGACTGTTTCATGTTACCAGCAGGGGGAGACAATCTCAAGTTGAGAGTC
ATCTTTTTACTGGTATTTAATATAAACCTGAAATCCTGATTTGTACATTTTCTGGAATAG
TTTTTCCAAAAATTTTCTATAGAGCAAAGTTATAATTACTGAGAAATAAAGTTCATAATA
AATATAAATGAATGAGCAGAAAATATGC
>CL10080Contig1
TGCGCCGACTGGACGTGCTGGAAAATGGAGCGGAACTCCGGATCCTTCTTGGAGGAGTTC
AGCAGGTCGCGCGGAATGAGCCGGTCCTTGGAGAGCGAGGAGCTCGGCAGCTCCTCCAAG
GAGCTGAATTTGAGCTCGAAGTCTTCCCTGGAGGCGGAGAGCGGCCGTACAGGTGACGGA
TCCGAGGGAGGAAAAGCGCCGGGGAAGAGCGGCCGCTCCTTCATCTGCGGGGAAGCGCTC
CTCCTCTGCTTCTCCTTCTTTTCCTTCTTCTTGGACTTCTCCTCTTTCTTGGAGAGCTTC
CGAACCTGGTACATCTCATCCTCCATGGCGTCGGAGGGATCAGCTGCCTCTCGGCGAGCT
TTCTCCTTGGACGAGTAAGACGTGGAGATGCTTGGCTCATCCCCCCACTTCCCGAAAATG
TCCCGGGCTGTGGGGGTGCGCTGGGCGTCCGCGTCGTCCGGGATGACCCTCTCTTTCAGC



CCCTGCGACTTCAGGAACTCCTCCTCTTCTGGGTCGAAGAACGGCAGAGACTTGTCGTCC
TTGGAGTCGGCGTAGGCAGAAGAGGAGACGCTGAAGATCTCTGCAGACTTGGAGCTCTTC
TCCTGCTCGCGGTCTGCAGCCAGCGCCTCCTTCTCTCTGCTGCTCTCCTTCTCTGCTGCC
TGCTTCTTACTTTTGTTCTCAGCCAAGAACTTCTTGAAGGCGGCGGAGATTGCAGAATTG
TCTGCAGGTTTGGCGTCATCCTTTGAGAAGAAGCCGAAACCACTGAAGGTGGCGCTCTGT
CCGGACTTGGCGGGGCTNTTTGGGGGCGGGGAAGGAGAGCCCACACTTTTCCACATAGAG
GCTCCGCC
>CL10081Contig1
GGACTTTTACTAGGAATGTTTTCCTATTTAAAGATTTTCTTTCTCTTTACCTCCTAGGTT
ACAGCATTGTAGTGATCCTTTCAAATAACGTTCACAACTTTAATCCTTTCACGTCCTGCT
CTGCTTAAAGTGAGGGCTTCTTTGTCATTTAGATGAAAGCATCTCTGAAGAAAGTTGGCT
GTTAAATTGGTTCTACAGCACCTGGAAATAGGTCAAGGAATCTATACTTTTCTTTATATA
TGTATATATAGTAAAGTTTTTTGTAGAAAGTCTTTAAGTTGCCATCTTGGATGCTGTTTC
TTCCCCATGTCATGTGACTATCAATAAATGAGTAAGTCCCTGTTGAAAAAAAAAA
>CL10082Contig1
GTGTCTTTGACCAGCACGGATCTCAGCTGCCCGTTCATCTCAAAGAAGACTTCCCTCTGG
CCGTTCTTGTTCAGGTCGCCCAGAGCCAGGGCCTTGATGTGCAGGGTCTTCCCCCTCTCC
AGCTCCACCTCAAATTCTTCTGCGATCTTGGGTCCATCCAGGAACAGCCTGGTACTGAGA
CAATCCACAGGCCCAAAGTTTGCTGTAAACTCCTTGAACTCTTGGAAGACTTTAGGGTAC
ATTGCTGCCGACATCACATCCTCAGGGGTGATCTCATCAACGTGCGCCTCTCGGAGCCCC
GCCTCCAGAGCCTCGAAATCCATTGATGGGAGAGAAGCACCAGGACGACCTTCTATACGG
GGGAGGGACTTCAGCACCTTGGACCGGAAGGGCTCAGGGAAGCCTCCATGCGGTATCCCA
ACATGCCCCTGGAGGAACTCCACCACAGACTGGGGGAAAGACAGCTCGTCAGCTCTCTCC
TCTACTTCTTGCCTGGTCAGGCTGTTCTGCACCATGAACTGTGCCAGGTCACCAACGATC
TTTGAAGACGGAGTAACCTTAATGAGGTCTCCCAGTAGTTTGTTAGCTTCAGCATAAGCC
TTCTTCACCTCCTNAACTATCCTCGTCCGAATTCCT
>CL10083Contig1
TCGGCACGAGGGTCACGAGTGTGAGCTCCAGACTAGCACAGACGCCTGGATGAGTGTGTT
GGCTGTATTGATGCAACAGCAACAACTGAGTTTTCATGGACATTTAGAGCTGTGCAAATA
ACATTTCCTCAACTGTTAAGGATTCTTCAAAAGCTCAGCAAAGTACGAGAAGCAGGGACT
GCTGGGAGAAGCAGGCTACGGGTCCGTTTATGCTGGCTGGCGTGTTTCTGATCGTTTCCC
AGTCGCGATCAAATATATCGCGGCAGATATGGTCTTAAGACAACCAGCAAGTTTAAATGC
AGTCCCTGGTGCTCACCTGAAGTCTCACCTGCAGCTTCACACCCTCATCTTACACTTCCC
TGGCATTTTACAGGATGATGATGGCAATCAGATCCCCAGAGAGCTTCTGATCATGTCAAA
GATCATTCTCAAACAGCTAGTTAAAGCTGCTAAAAAGCTGGAAGAAAAGGAAATCTTCCA
TCACGATATCAAAATGGAGAACATCCTGATAGAGACCAGCACAACTTGTGTTCCCTGCAT
CTGTCAGCTTCATCCTGTTATTCTTCTTTCTCATAGATTGCAAGGTAGCCCTGGGTGCAC
ACTGGGTTGCCGACTGTTTATGCTCACGTTACACAAAGCTCACACGACGCCATCTTNAGA
TCCGCTTGTTTACCCGGAAGTAGTCACTGAAACACCGGGTCATGTGACGCATCGTTTGAC
ATTAATGGGATTCCTCTGTACAAAACAGACTGTTTCTCTGAGTGGATTGTTTATTTTATT
TATGTTTTTGCAGAACAATGTAAAACTTTTGTTGGACTAATGAAGAGCAATGCCCAGTAG
GAGGGGCTTATGGTTAAAAGGAAGTGTCACAGGACATGTGAGTTGTCGAGAGAGAGGATG
ACATATGCTGATGTGGCCTTACGTGGAGCAGTTGATGTGCCAT
>CL10084Contig1
CAAATTTACTTTTATTTTAAATTAGATTAATTAACTTTTTATCTGCAGGAGTTGTGGGTA
ATTACATAATTAGAACAAGGGTTACAAGGGAAGAATCAGTTGAGGAGAAATATATACAGC
TATATGAAAAATGATATGAAGGAAAATCTTTCAGAAAATCAGGGTGAAGTTTTAAAAAGG
TTTCATAATGTGGACACTAGTAGGACAAGATGGGGCTAAAATAATCCCACAGTGAGGGCA
TTTCTGTTTTTACAGCAACTAAAAAGTAAAATCATTTTCAATGTAGAGGATTCTATTTTG
GTTTCATCTGACCATAGGACATTCTCCCAGTCCTCTTCTGGATCATCCAAATGCTCTCTA
GCAGACTTTGGACGGGCCTGCACATGTACTGGCTTTAGCAGGGGGACACGTCTGGCACTG
CAGGGTTTGAGTCCCTGACGGTCTAGTGTGTTACTGATGGTAGCCTTTGGTACTTTGGTC
CCAGCTCTCTGCAGGTCTTTCACCGTTCTTGTGATCATTTTGACCCCACAGGGTGAGATT
TTGGGGAGCCTCAGATGGGGGGAGATTATCAGTGGTCTTGTTTGTTTTACATTTCCTAAT
AATTGCTCCCACAGTTGAATTCTTC
>CL10085Contig1
TCGGCACGAGGCCAGATTGAAGAGAGAGCCATTCAGGACCTCCTGCTTCACTATCAGGCG
CATGACAACCCAGACGAGCTGATCGTGGTGGAGCGGTCCTCCGCAGGGCCCATGGCGGCC
CCCACCTGGCACAAACACTGAGGATGAGTCATGTGGCGGCGTAACATGCCATCAGACTGA
GAGCCTCGCCTCTGGCTGTCAATTTTAACTGTTTACCACATCCAGCTTCAAGCTTTGCTT
CTCTGCAGTGTCGCCTTCATTTATTTGTTTGCTAAGTTTAAGAGAGAAAAAGAGCTTCAG
TCTCAGAGGGAGAAGTTTAGAGCTCCTCTTTAATTTGGATTAGTTCAATTTTTTCAGTGT
TTTTTTTTCCCCTTTAAAAATGCAACTAATGTTCCTAAAATAGAGACGGATTGATGTTGT
GATCCCAAAGATCTAAAACGTCAAATCTAGTTCTGAACTAAACGATTAGGACCGTTTCTG



TGTGGATGCTGTCAATATTTTTTGATGAAAGTGCCAAACATTGACTGTGGCAGAGCGTCA
GAGCTTTACATTGATCTCATTCATGAACGTATTGCCTCAAGTGAATAGCAGAAAGCTGAT
TAAAGGCTTCAATGTTCATCCGTCTTAAAGGCATGTCTGTTGGAAAAGTGAAATCCTGCA
AAGTTGTGAAGAATAGTTTGAAGTTCAGGATGGATGAGGATGTCTGGAGCTGAATTTTCT
CAAACTCTTTTGTGTTCAGACGTCCAGCTGTGAGGAGAAAATGGCACAAACTAATAAAA
>CL10086Contig1
ACTGGAGACGCCATGGCTCAGCTGGTGGAGTGTGTCCCCAACTTCTCCGAGGGTCGAAAC
CAGCAGGTGATCGATGCCATCTCAGCGGCCATTTCCGGCACCGCGGGCTGCAGCCTGCTG
GACGTGGACCCCGGCGCCTCCACCAACCGCACCGTCTACACCTTCGTGGGTCCCCCCGAT
GCAGTGGTAGAGGGGGCGCTGAACGCCGCCCGCCAGGCCTTCAGCCTCATCGACATGACC
AAGCACTCAGGTGAGCATCCGCGGACCGGAGCGCTGGACGTCTGCCCCTTCATCCCCGTC
CAGAACGTCACCATGGACGACTGCGTTGGCTGCTCCCGCGCCTTCGGACAGAAGCTGGCG
GACATGCTGCACGTTCCAGTTTACCTCTACGGAGAGGCGGCTGGCACGCCGGCAAGGAGG
GCGCTCCCGTCTGTGCGTGCTGGAGAGTACGAGGCTCTTCCTGACAAGCTCAGTCGGCAG
GAATGGACTCCCGACTTCGGCCCGGCCGCCTTCGTGCCGTCGTGGGGCGCCACGGTGACC
GGCGCGCGGAAGTTCCTCATCGCGTACAACGTGAACCTGATCAGCACCAAGGAGCAGGCT
CACCGTGTGGCGCTGGACATCCGGGAGCAGGGCCGGGGCCAGAACCAGCCCGGCCTGCTG
AA
>CL10087Contig1
TCGGCACGAGGGTAAAAACGTTCCCAGTGGTCTTTTAATTAGGATTATGCCATTTTTACC
CATATAAAAAAGAAAACTGTCTTTTTTAGGGCTTAGTTTCTGCAGAGCGGCTGTAGTTCA
TTAGAAATTCGCCTCTGAGCGGGACTATTGGCACAAATTGGCCACGCCCCCCTCCCCCTT
TGAAGCAGGCGGTTCATTCTCTGTCGTAATCAAGTCCTTTTTCAAACAGCATTTTACCAT
TTGCTCATGATTCACAGCTCGGAGAACTCTGAATACTGAATACTCAACTTAGAATAGATT
CAATACTCAAAAATTATCTTTATTTATGTCCTCTATTCTCCAAAAAATACCACAAGAGCT
TGTTTAAAAACACCAAAAATGGGATTTTCATTGGAGTGGGTCTTTAAGTTTGTGTTTTCC
AAGAGAAATAACACTTACCATTAACAAAGTGATGTTTAAGTGATGATTTTATACAGTTTA
GGCATAACTTCATTAACACATTCAGGTGACCGTGTGATGATGTAAAATGAGTTGAAGCGG
TTGGTTCTGACATGAATAAAGTTTAATAAAGTTTCTTCAAAAAAAAAA
>CL10088Contig1
CCTGCTGCAAAAGTACACAAGCTGCTCTGATAGTTAATCCTGTTCAGCTCTCAGGAACAT
TTGAAGGAGCTGGTTCTGCAGTATTCTGCCGGTAGGCACAGAGCTGGAACACACCTGCAG
CAAAAGCCAAGATGATGGCAACCCAGCCGATGATGAAGGACCAGGAAAAGCGCCAATCCA
AGAAGCGCTTTCCAAAGAACGTGACAGTCACTCCGGTGTAAATTGCCAAAGCCAGAAGAG
CAAGAAAGGCTGACAGGACCAGAGCGATGCCGCCTGTGCGCACTCTCCTGTTCTTTGTCC
CGTTGGTGAAGGCGCTGAGGCCCAGGACCACACCAGCAAAACAGCACAGCACTGCCAGGA
GCATGAAGGCCCGTGTGGCATCCCAGAAGGCCACGGTGATGGTGTGTGCGTGGCATTTGT
TGTTGATGCAGAACCTCCATAGCCCCTGGTTGGCTGAGCTGCCAGAGTATCGATACTGCA
TCCAGAAGTCTGTTGCTGTCGAAACAATGAGGAGGACCAGGGCAGCTACGCCACACAGGG
TGCCTCCTCCTGCTAAAGTGTACAGCATGGCGGAGAAACCCAGGAAAGCACAGTTCTCCT
GACCTTAAAGAAAGTTGCGTCTTCCAGTAAATGCAGTATTCCTGCTTGCTCTTGTTTGGC
TGCTCTCTATCCAGGGTGACTGGCTTAAACCGTGTGTCTATCCTTTTTAAGCCCTGCACC
TCTGCCTGACAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
>CL10089Contig1
GAAGCTGGAAGCCGTCAGAGAGGAGTTCTACAGCAGCCTGATGGAAACCCGAGACGTGGA
CTGTGTGCTGACCTCAAAGGAGATTTACCGCCTGATGGAGCAGAGGAAAGTGTCGGTGGA
GGAGCTGGACTCGGTTCCACTGGACCAAGTGCTGGGGGAGGCGGCAGACGCCGCTCTGAC
CAGACACGACGGCCGAGGCTCCGAAGGCTTCCTGGAGCACGTGTTCAAACACGCCGCCAA
GGAGCTGTTCGGGCTGGACGTCCAGGAGGTCACGTACAAGACCCTCAGGAACCGCGACTT
CCCAGGAAGTGACTCTGGAGCGTGACGGCGAGACGCTGCTGCAGTTTGCCGCTGTCTACG
GCTTCAGGAACATCCAGACTCTGGTCCACCGCATGAGGAAAGGACGCGTGCCGTACCAGC
TGGTGGAGGTGCTGTCCTGCCCCGGAGGGTGCCTGAGCGGCCGCGGTCAGAGCGAGGAGG
CGGGGCGCGTGGACAGAGCTCTGGTCCAGCAGATGGAGGAGGTCTACAGCAGCCTGCCGG
TCCGACTGCCGGAGCTGAACCCCGCCCTGAAGGTCCTCTACCAGGACTGGCTGCAGGGCC
AGGACTCTCTGCAGACCAGCAAGCTGCTGCACACAGAGTACAGGAGTCAGACCCACACAC
AGCCCCCACACATGCAGTGGTGACCCGCAGGGGGCGCTGTCCCCTCATGATTATGGACCA
GAAGAATCTCTCTGAGAACTGTCATCCATTTGACCACAAGGGGGCGCTCATGCGCTTCAA
TGAACTGGACTCAATGTTTTAACAATGTTTGATCCTGTTAAAAAAATCAGACGATGAAAT
ACCAAAC
>CL10090Contig1
TTGAACTTTATTGACATCAACGTTTTTTTCATCAACATTTTCTTTTCAGGTCTTTATTAA
CAAATAGAAAACAGACTGTGTACAACAGGTTTAGTTCCTACAGCACGAAGCATTCACAAG
GTAAAAATGAAGCCTTCCAAGTCCCGCCCCCCTTCTCCCCTCCCACCTCTGCTCAGGGGG
CGACGCCCCTCTGGTTGGGGGAGACGGCGTGTGCTTGTACGGTGAGGAGTAATCCGTTTC



AGATGGGCGAGGGGGGGTTGTGCTGTTTTCCTGGCAGAACATGGTAGTACAGTAGATACG
ACGCGTTTCCATGGAGACACTCTAGAACCGGGTCTCCCGTGGATCCGCAGAACTCTTCCT
GGTCTCGATAGATTCTGAAGCTGTGCATAAATCTATGTGTCATTGTACATATATATATAA
TCAGTCATAATTATATATCTATATAGAGTTTGTTCTTTATAAAATATTAGCAGATTTCAG
TCCAGAAGGCTGAGGCGAGGCGCTCTTGCAGGAATGGTTGGTTCTGTACAGGTTCTGACT
CTCCTGGACCCGCATGGACCACACCCCCTCCTCACAGTCCACTCCGGAAAACAGACAGAA
CAAATGCAGGCAATTAGATGGATGGGGGGGCTTGAAGAGCGTCTTTACTCTGGACTCAGC
TGATTGTTCTGTC
>CL10091Contig1
TTTTTTTTTTGAAACTTAATCCATGGACATACCATGTTTTATTGATAGAGATTTGCTTCA
ATAGTTTTTTTCATAACCAACCTTCACTGGTGCCATCCAACAAAAACCTGCAGAACGCTG
CTCTGAGTGAAAATGTCCCTGAAGCACGAGGCTCCATGCTGACCACCCTGACCTCACTGG
ACTCATTCCACTGTTCATGTGTTCACAGAATTCAACATCAAAAACTTCTACTTGAACATT
TCATAAATAACTAATGGCTAAAAGACAACCAACACAACATTATGCTAGGATATTAGCATC
AGCATGAGAGAACAAAAACACACGGCTAACGTGGCATTAGCATGCACAGAGCAACATCAT
GCTAACCACTGATTAATGGATAATATTTACATCAAACGGTTTAGTTGTTGTTAAACAGGT
ATACTCAAAAGCTGGGCGGAAAGTTTAGCTTTTTCAACATTTAATTTTTGAGTGGATTGG
TAACCCGCCCCATGAAGAGCAGGCTGCCGGTGGTCTGCTGAAAAATGATGAAGATAAAAG
GTCTGTTGATAGTCAGCCGAGGAGGAGGGGTGGCGAACGCAGCGTCTCTGCCCTGAATGC
CATCATCGGTGGCCTCATCAACGGAGATGACAGATTTATGATAAACCTGAGTGAGTTTAG
TTCCTTTAGCTCCACCCATGTTGCTGATGTCAGCG
>CL10092Contig1
CCTATCAGTCTGGATCTGAAAGTCCCACAGGCATCTTTGCTCTCTCATTCTACCACCTTC
GGAGGTGTTTCCCATTTTGACCTTGGGGTTTCTAGTCTAGTCTAGTCATATTCTGCACAT
TTATTCCATCCATTTTAGTGTGGCGCTCCATGTATGCTTTCCCTGCCAGCATCTTCAATT
ATTTTGACCAAATATCCCTGCTTTTGGCCTTTGAGTGGCCTGTCCATCACAGTCATATCA
TGTTTTAATTATTCCAAAAGTTCACATTTTCTTATGTTCCATCTCTTCAAGCACCAAAGT
AAAATGGCATAGACTTCTATAGCATTTTTCAACCTTCCTCAAAGGCCAAAAAAACTTTAC
AATCACAGTCCCATTCCCCCATCCCCAAACACATTCACACACTGATGGCAGCTCTGCTGC
TGAACACTGGCGCCATCCTTCCACCAGAGGCCAAAGACACTTCGACAAATGGCGGGAAAA
CAGGAATCCGAACCTGCAATCTTCGGATAAGAGGTCGTCCACCCTACCACTTCACCACGA
CAACGCAAAAGAATTGGTAGACAACCTTGTAATAAGCTAGAC
>CL10093Contig1
GAGGGCGGTATCTAGGCCCCGGTGCTCCCTGCTGCTGTATGCTTTAGTAAATATCAAGAA
CCGCTAGAACCGGTGGAGCTCTGGGAGAACGTCCAAATGTTGGAACCCAGAGAGCAGGTT
CTTTGCATGCATATATTACGTGTCAGAAAATATAATCTTTTGCATCTTTAGGTGGCAAAA
AGAGAGACCCCCCCCCTCCTGCATGGGCTGTACAGATCGTGACCCTCGTTCGTCAACCCC
CCCCCCCGGNAA
>CL10094Contig1
GAGGCGACATTTCTCCGCTGGTTTTACCGTAAAGAGGACTCCACAATGTGGAAATTTGTC
TTGCTGGGACTTTCCTTCATCTGTCTTCTGTTTGGATTCCTGCTGCTGGGAATGGGAGCC
ATGGCAAACAAGAGCCGAAAAAAGATAGCAAAATACAAAGCAGCCGCAGCCCGTAGGCAG
AAAGATGAAGAGCTGCAAGACAGTTCAGGGATCAGCGACAATGGTAAACCATCACATGGC
GGACCGCCACACTCTTCCACATTCAACAGGGAGACTGATGAGCTCAAAGCAGGGAGCATC
GTGGTGACATGGAAGGATGGCAACACTTCCTGCCTGTACTCTGATCCCATAGAGGAGAAA
CAGAAGGAAGAGGAGCAGACAGAAAGGCTGGTGCTTGAACAAGAGGGAGATGATGAGAAA
ACAGAATGAAAACACAGAGAAATGATAAAACCCCACATTATGATCATATAAAGTCATATA
ATGTAACAAAAATATGTAAATATATTCCATTTGAATTGATTATTTTGTCGTCACATCAAA
CCTTTTGTTGTTGTTCAATGCTTCAATTCCTCATTAAATCATTTTGTCTCACTGAANAAA
AAAA
>CL10095Contig1
GAGGCTTGCTGAACGTGTCAGCCGACTGCCCCAACCACTTCGAGGGCGCCTATCAGTACA
AGTGCATCCCTGTGGAGGACAACCACAAGGAAGACATCAGCTGCTGGTTCCTGGAGGCCA
TTGAGTTCATAGATTCTGTTCGGGACTCCAGTGGACGAGTGCTGGTCCACTGTCAAGCAG
GCATCTCGCGCTCTGCCACCATCTGCCTCGCCTACCTGATGAAGAGGAAGCGCATTCGTC
TGGATGAAGCCTTTGAGTTTGTACGCCGGCGTCGCAGCATCATCTCCCCAAACTTCAGCT
TCATGGGACAACTGCTGCAGTTCGAGTCGCAGGTCCTCGCTACGTCATGTGCTGCGGAAG
CGGCCGCCACTGCGAGCCCGCTGCTCGGACCCAAGTCCACGGCGGCCACCAACTCAGCCA
CAGCCACGCCCACCTCCCCCTTCATTTTTAACTTCCCTGTTTCTGTGGTGAACCCTGCGT
ACCTGCACCACAGCCCAATCACGACCTCCCCAGGCTGCTGATGGACAGCCACCCCCACCT
CTCGACCCAACTTGAAGGGCAGACTGGGCTGCCATTGGCTGAAGGAGCTGTCAGTCTCAC
TGACCTCTGCAGGACGTAGATGCTTCCAAGGCCCTGAGATAAAAAACGTCAAGGTGCCTG
ATTAAAGACACAGTGAAAGGACTTTGTGAAGTTCAGAAACCAGCTGACGCTCCTTTCCCG
ATTTCTTCCCAGTGA



>CL10096Contig1
TCTGTGCCCGTGTTGCTCTGGTACTGGAAAGCGGCGCCGTGCCGTTGGTCGTCTGAGCGT
CCCGCTTTCCCACAGCCACGGTTTGCTGCCCAGATGAGGGTTTCTCACCGGAAACCCAGC
AGCGGCCTGAGGGCTCCTCTGTGCTGTGGGAGGAGCCTGTGGGCTCCTGGGGTTGATCAG
CGTTCCCGTTGACTAAAGCTTGATCGTCGCCAGCCTGCGCGGGCTCTGAGTGGGCGGGGC
TTTGAGGTAAGGAGAGGTCAGAGATCGGAGAGATTTGAGACTTTGTTTCATCCGAAGCAG
GACTTCCATTTGTGATGGGCTCCTCTTCATCTGCAAACATGTCGGGCGACTGGTCGTAGG
TCTGCTCCTCCTTGATGTCACCTTCGTTTTCAGCCTCGTTTCCATCCTCCTCTTCCTCAT
CATCTGGTCCATCCTGCTGAGTGCTGGCTTCAATCTCGTCCTTAATGTCTGGGTCTGAGG
ATTCATCCTCTTCATCGTCCTCTTCTTCTTCTTCCTCCTCCTCCACCACTCCGTTTGTCC
CTTTTGTCTTAACTTCTTTGTTTGCCACATCTTTGCCCTGCCGTCTCAGCCTCTCCTGCT
CCTCCACGTCTTCCTGCTTGACGGCGTATTTGGTGATGACTTCCTCCAGGCGGGACATGG
CGACCTCTCTGTTGGAGCGCAGCTTCTGCTGCAGAGACG
>CL10097Contig1
ATTGGGAGGATATAGAAGTAACNGTANGGTGGTCAAAGCTGAGAAAACGCTAAGAAAGTT
TGGATTATTTTGTATTATTTAAACTCTTCAAAAACATTTTTGTTCATCTTCCTTACGCTT
TNACACAGTCANATGAGGCTGAAAGCTTCAAAAATATCCTCTCAAATGGTCTTTTTGTTG
ATACTGTACTTGTTTCTGTGTAAAATGTTTGAATTACAGTATAAATATACGGGTATATTT
AGTTCTAGGGAACTTTTAAAAACGCCTCGTGGGCTTTGTTGGATGAAGCCCATGAAAACA
TCCGTCTTTGGGATGGAGGAGACAAAAAAAATGCACGTAACACGGTGCTGTGACATCATC
AGGAAGCGTGAATCGTCTTATTGGGTGGCGTTAAAAAAAAGTGTTTTCACTACATCTCTG
AAGGCACTGTCGGTGATCCTGATTCTAACGGAGGTTTGGGAAGAGGGGCCATCAAGCCTG
CGAAGTCCCGCCCACTCGCTCCGCTAAGGTAACTGGCATCCCGATGTACGAAGGCTTTTC
CGGAATGATAGGCAGAGAAAAACGGCGCTCAGCTGTGAAGCAGCGTCTAAAGAGCATCGC
TGCTTCTGCTCATCTCTATCACAGCCGACACCTTATAGTGTTCACAGATTAATGGAGGTT
AAATCGGGTGTTTTCAAACTAAGTGCGCTTTGCTTGAATCTGGCCTCAGAGTGCAGGGAG
GGGAAGCCGGAAGGCACATTTCTGCGGGTTCCCTGCAGCGCCGCCTAAGGCCCAACTTCA
GCTGCGGTGGGGGTGGGGGATCCGATTGAAGGAGAGGAGGGAGAGAAATGCGTTGTTGCG
>CL10098Contig1
TGGTTTCAGCAAAAACTGTGCAAATCATGCAAGAAAACTATGTTGTGTTTTTGATTAGAA
GCATGGTCATTAAGAACTGTCCTTAATGGGCTGGTTGTAGTTTGAAACTTCAATGAGATT
ACTGTCAGGATCTCGGAAATACAGAGAAGTGATGGCTCCCACCGCCCCACTCCTCTCGAC
AGGACCCTCTTCGATCTCAACTCCACACGTCTTCAGATGAGCAGCTACTGCAGTCAGAGG
GGTTGTGGTGATTAGGCAAAGGTCGGCTGAGCCTGCAGTTGGTTGCTTTGCTTTTGGTTC
AAATTCTTGACCCAACTGGTGAAGGTTGAACTTCTGCTGCGACTTTTCCTCTTCTTCTTG
TTGTGATCATCATGTCCATTTGCATGAGAGGACTTGTTCTCGTCCTTTCTATATGGAGCT
TCCAGCATGGCCTCAACATCAAAGTCGTCAGCCATAATGACCCGTCAAAAGCTGATCAAA
CGACGTCACAAATCCAAAATATCACGGCCACCGTGTAGTTAGAGGTATTCGGGGTGCTGC
GTGCCTCTGAAGAAAACACAAAGCTTGGGAAAAGTAAGTTTTTGATGTTATGCAACCCTT
TGATAC
>CL10099Contig1
ATTTTTAGAGCTCAAACTCAAAGAAGTCACATGTTTTTAACAGCGATGTGGGGATTGGGT
CTAGAAGGCAGGTGGTTGGCTTTAACTGGGAGACAACTTGACCAAGTAGCATCAACCAGG
ACAAACTTTCCAGTGTTTCCTTGCATAATACAATGCTATGGATCATTAAAATCTACACCT
TTTTGAGGTAATAACTAGATCAAGCATTCATTTTATTCCTGAAGTGTTCTGTCATAAAAC
CAATTCATTTAACACGCCTTTGTTTTGAAACTGTCAACACAATATTTTCCTAAATACTCA
TGTCCAGTCCCAAGTGTCCCACTTGGAGCACTCCCATGCCCAGCGCTTCCTGGAGGTGAC
AGCCTATCATCACAAGGAGCTGGAAGAGGAGCGGGCCCGCCTGAAGGACAGTCAGCTCCG
AGCAGAGTTTGCCCTGGACAGCAGGGAGGCGGCTCATCAGCAGAGGGTCAGATGCCTGGA
GGAGCAGGTGCTGGCTCTCAGAGAGCAGCTGGATCAGGAGTCCAGAAGACGACAGGCTTA
CTTTAACCAGATGCTGCAGCCGGGCAGACAGTGAGGCGTGAAGCTCCTCGCCTTTCAAAC
GTCCCCACTGTGAAGCACAAGAGCACATTCCCAAAGTGCACCCGCACCGCACACGTGCAC
ACAAGATTACGTTAATCTGCGGAAAAACTCAACAACAACAAACAATGAGTGTTTTGTTTG
TGTGGGAACTGGATGTGCCCGTTTTTTTACTGTCTGATTATGCAGCATCGTTCACTTCTG
TTCTGGTTCTTCACATAGAAATCACCGTACTGGTAAATATCATGTGCTATTTCTATTTAC
AGTGGATCTCAATAAAATAAATGATCCTCAGAGAAATACTTGATCAATAGTGCCTTGCAA
TTTTTATTTTTCAATGTGGAAGTCTCATAGAGGAAGT
>CL10100Contig1
GATCGCTCGAGGAGAACCACCACCGCTAATTAACACTACAACAATGACTGAATTCCAACC
ATCGGGATGCTGCGATGGGAAGATTGTGAAAATGGAGGTCGACTACAGTTCGACTGTAGA
TCAGCGTCTCCCGGAATGTGAAAAGATGGCTAAAGATGGTAAGCTGCAGGAGGCCGTCGA
GAGCTTGCTGTCTTTGGAGAAGCAAACCAGAACGGCGTCAGATATGATATCCACATCCAG
GATCCTTGTTGCTGTGGTCCAGTTGTGTTATGAAGCAAAGGACTGGGATGCGCTAAATGA
AAACATCATGCTGCTGTCCAAAAGGAGGAGTCAGCTCAAACAGGCTGTTGCCAAAATGGT



GCAGGAATGCTACAAATATGTGGACGCAATGAGTGACCTGACCATCAAGCTGAGGCTTAT
CGACACACTGCGCACCGTCACTGCTGGCAAGATCTATGTGGAGATTGAGCGTGCCAGACT
AACAAAGACTCTGGCAAACATCAAGGAGCAGAATGGGGATGTCAAAGAGGCTGCTGCTAT
TCTTCAGGAGCTGCAGGTTGAAACGTACGGCTCCATGGAAAAAAAGGAGAAAGCCGAATT
CATCCTGGAACAGATGAGGCTCTGCATTGCTGTCAAGGATTACATTCGCACCCAGATCAT
CAGCAAGAAGATAAACACCAAATTCTTTCAAG
>CL10101Contig1
AGCTGGACTTGTTCCCTGTAGAAGATGATGTGGGTAAATAATGAGGAGGACCCCCTCTCT
CGTCTCGTCCTCTTCGTCCCCTCCCCTGAGGTGAGTAATCTCTGGATGAGGGCATTTTCT
CCCTCTCGCCCTCTCTGCTGCTGTGGCTCCTGTGATGCAGGGATGGATGCTGGGTGTCAT
AGTCTTGGTAGTATTTGTTGTACCAGTCTGTGTACTCCTTCTCCCATTGTCGGTACCGCT
CTCTTTCCCAACGATCGTGGCCAGTGGGGCTGTGCCCTTTGAGGTCATAAGGAAGTAACT
CTCGAGGGGGCAGCCTCCGCCCACCAGGGCTGCGGCTTCGAAAGCCACCAGGGGAACGGG
ACCGTGACCGGTAGGGTCCAGCCCCTTCAGCTCCTTCCCAGACTCGAAAGGGAGAACGTG
GCGAACCAGACCGCCGGTAGCCAAAAGACCTTGAGCGGGAGCGTGACCTTGTCCGTGAGC
GTCCATAACTGCGTCCGTTTCGTCTAGAGTAAGGGGAGCGTGTATAGGATCGGCCATGGG
AACGTGAACGTGACCGACTTGGAGAAAAGGAGTAAGACCTGGATCTTGATCTGGATCTAG
ATCTTGATCTAGAGCGAGAATACGGAGAACGGCTGAATGGTGAGCGACTGTATGACCGGG
ACCTGGGGTAAGATGGCCTTCTTCTTTTTGGTGCATTTCTATACTTGATAAGCTCTTCAT
GAAAGTCTTTAGTAAACTCATCAAGTTTGGATGTAGCCTCGTGCCGAA
>CL10102Contig1
ACCCGCATCCACTCAGGAGAGAAGCCGTACAAGTGTGAGACATGCGGCTCCAGGTTTGTG
CAGGTGGCGCACCTTCGTGCCCATGTGCTGATCCACACTGGGGAGAAGCCGTACCCGTGT
GAGATCTGCGGCACGCATTTCCGCCACCTTCAGACGCTCAAGAGCCACATGCGGATCCAC
ACGGGGGAGAAGCCATACCATTGTGAAAAATGTGACCTGCACTTCAGACACAAAAGCCAG
CTGCGGCTGCATCTGCGGCAGAAGCACGGCGCCGTCACCAACACGAAGGCGCCGTACCGT
CGGCCCTCCAGCAACGCGGCGGCCATCGGCTCCTGCTGAGTCTTCGGCTCTGCTCCCCAA
CAATTCCTTCCTTTATTTAATCAGTTTTGGAAGAAAAGAAGAGACTCTGATAGCAGAAAT
TGTTAATATATGTTTGCCTTTCTGAGCTTGTAAATGGTGCACAGTTCCTCCCTAATGTGG
CGTCTGGATGTGAAGCAGCAGAATGTAGACCTGGACGACAGTTTAGATTCCTGCTTTGTA
AAGTGAGAAGAGCTGAGCGGTGAGAAATACTGTTACAGTTTGGCTTTTGGTTTTCGGTAC
AGCAGATAAAGATAATATATTTTCAGACGGCGGTCTGCTCTCACACATGCATGACCTGCA
CTTTCCCAGCAAACCGCAGCTTCACTCTCATAAGGGCTTCTGAGTCACTGCTCTGTTAAA
AGTACTGATGTGAAGCTTCAGATTCTTTTCTATCATGTTGATATTTTGCACATACTTCTA
ATGTCGTCCTAGTTCTAAGTATTTCCACTATTGAAGTTCTCATTGAGTTCCATTCCCAGC
ACTTGCTCGGTTTGTTTTCATCTGGTACTGTTCTCGTCGTGCTGTTTGAGTTTCTCCTCT
GGGAATCCTGCTTTTATTTTGAAACTCGTGCTCTCAGCATGCAGTCAGTAGCAGTGATGG
TGCCTTACGTTCTCCGAGCTGAGAATGACTGCAGGGGTCCTCTGCCTCTGCGGCGCGTGC
GAGCGTCTTGGGCGGTGCACGCGCTCATGCGTGCGGTACTTCAGACTGCAGCTCGGTCTA
TAGAATGAAGCTCTTCAGATGCAAACACCAGGCCTAAAGCTAAAACACTCAGGAATGTTC
AGTCACATGTAAGCAAATGTCTTTTGTAACAGTAGATTGTATATATT
>CL10103Contig1
GGAAGTTACAACAAAAATGAACAAATCTATAATGAATATGGCCGTTGGTTACACACACGA
ATGCGCTCCTGTGTTGATTTATGCATTTGCCTAAAGACATTTAAACAAACATCAAACATA
TTTGGAACAAAAAGTCTTTTTTTTAACATTTCCAAACTGCTGCTGAAAGTAGAAACCCTT
CCTGCTGGAACCACAGATGCTGCTATTTGGTACTAAAGTGTGTGGAGAACACTAACACAA
CAGTTCTGCAGCAACAAGACAAACACACAAAGAGTTTGGTCTTTTATAGTGTCAACAAAA
CAACCTGTGTGACATTTCTGTGACTCCAAATCACTTGGATTCAGCTTAAAAACCAGAATA
TTCATGGATTTATTTGAAGCAACTTCTTTCTTAACTCCTCAGTTTACATTTGATCTGGTT
TCAGACTTTAATGGTTAAGAAACAAGTAAAGCTGCAGAAACTAAAACTATCTTTAGTTCC
CAAACTGGAAAAACAGAAACTTTTCTACAGAGTAGAGAAGTTAAAATCTGCAGGCTCATC
GCTTCTTCAGCCCAACGCTGTTCACTGTTCCGTCTCTGAAATCATAAATCTTGCCGGACT
TCTTTAATTATTCAACGGCTAAAATAAATTAGGCTCTAAAAATATAATATATACTCCTTA
CAATCTGTTGAGTCTTGATAAAAACCAGCAGCTGCTGAAACTTCATTGCAGCAGTTGAAG
A
>CL10104Contig1
ATTCGGCACGAGGGTTTATTGTAAATCTGGCTAAAACTCCGTCCTCTATCACTGCAATCG
CCTCCAGTGCAGAAGAGTTTCCGTCCTGTCCTCCTCATGCTGACGTGGATTCCTTCATTT
CTTCTACAAATGAGATCACAAATGTACCAATAGCAGAGGAGCCCAGTGATGGCACTGTTT
GTTTATCGGGGATGGAGAGCAGACTCTCAGCGTTGGAGGTTCAAGTGAATCAGATTTTAT
CTCGGTTCAACAAGCTGGACATTCTGGAGAAACGTCTGGAGGAACTTGAAAACTGGAAAA
GCACCGACAAGGGGGACAAAGAAGTTATCACAATACCTCGAGAGAGCTGGGAAAACCTGA
TGGGCAGAGTTCTTCTACTGGAAACCAAACTAGACTTGAAAAATCCAGAATTTTGGGAGG
AAGACCTGAAGGGCATGCTGGGATGAAGAGCACCTCTGGTCTGTTGAGACAGAATGAATC



TTCTGACACAGCACTTTTTTAATATATCTATTATTGGCTGTTATACCAGATTTTTGTTTG
TCTTTCTTGTATTCTTATAATAAACAAACTTAAAATTTGTAAAAAAAAAA
>CL10105Contig1
GTCCTGAAAACACACACACACTAACAAACACACACAGATCCTGCAGACAGATGGACACGA
TGAACAGCTCACACTCAGAACAACACTTGCTTAGGGAAAACGTGAGGGAGAGGGTTTAAT
AAGCTGGGAGGTTGAAGATGGGAGCATTTAATGTTACAGGATGTTCTTAAAACGATCAAG
GGAAGCGGAGATTTATTGCTATTAACCCTTCATGGGTCTGGAGTTGAGATTTTTGTCCTT
CGTACGTGTGACTCCTCGTTCTTCTTTGTTGTATGTCTTTTGAACTATCTTTGAGCAGTT
TTTAGCTGATGCAAAATGGAGGCTTTAAGAAGCTGCAGGTACTCGTCATGTACTTGCATT
GAAAAAACTGAGCTAGTCTGGGTGCATTTCGGTGCTCCAACATGCTTTTCTCTATGGTTG
GAAAGTATGTTGGACAGGAAGCCCAGTCAGAAAACAAAAAGAACACCCTTTGACTTTATG
ATTTTCATGTCATGCGCTTTGGCTCATATGTGACATTAGTGCTGTCTCCCTAATGACTTA
TTAAGAACAAGTTTCTCACAGATCACTCTTAAGCTTGTAATATAATGTGTGTATCTGAAG
TCAGAATGTCCTCTTCTAGTCAATGCCTTGAAAGAACAGCAGAATGAAACTGCTTAGCTG
ACAAGTGTGCATCATGTCATTATGTGGATCAATTACTGTGTTTAATAAAAAAATGAAATT
AAATAAAGGTATCTC
>CL10106Contig1
ACCCGGGCATTATGGCCGGGGATACTTGGGTGCAGCTCTACCAGAGAAGGAAGCGGAGTT
TCCGGCTGTTTGCAGCGGAGTGAGAGGGTTGCTGACGCCGCGAAACCCCGAGGAAGAAGA
ACGCCGCCGGCTCGGGGGGCCCATTAGCTTCATGCATTGATAGTGGCCGGTTGGTTTTAT
ACCGGGAGGTTGTTGAATTGTTTACAAACTTGAGGAGTGGTGCAGCTAATCAAAGGAAGA
AGCGGCACAAGGCGGGGGTGAGCTACTAGCTACCGGCATGGCCAGAGACTACGATTACCT
CTTCAAGCTGCTCATCATCGGTGACAGCGGAGTGGGGAAGAGCAGTCTCCTCCTGCGATT
TGCAGACAACACATTTTCAGGTAGCTATATCACCACGATCGGTGTAGACTTTAAGATCCG
GACAGTGGAGATCAACGGGGAGAAGGTGAAGCTTCAGATCTGGGACACGGCAGGGCAGGA
GCGCTTTCGCACCATCACCTCCACATACTACAGGGGAACGCATGGGGTCATAGTTGTATA
CGACGTCACGAGCGCCGAGTCTTTCGTCAACGTCAAACGATGGTTACACGAAATCAACCA
AAACTGTGACGATGTGTGCCGAATATTAGTGGGGAACAAGAACGACGACCCCGGCTCCAA
GGTGGTCGAGACGACTGACGCGCAGAAGTTTGCAGAGCAAATGGGAATCAGTTTGTTTGA
GACGAGTGCAAAAGAGAACGTCAACGTGGAAGAGATGTTCAACTGCATCACAGAGTTAGT
GCTACGAGCCAAGAAGGAGGTGCTAGCGAAGCAGCAGCAGCAGCAACAGAACGACGTGGT
CAAGCTCACCCGGAACAGTAAACGGAAGAAAAAGTGCTGCTAACAAACTCCGAGCCATCC
ACCTCAAGACCGGAGGCAGCGTTTCGTCATAAAAGCATTCATATTTGATGGGACTCAGAG
CATCTAAATTAAAGAG
>CL10107Contig1
AGGCGCTATCGGTAATCGTGGTAAAGTTGTAGAGAAGGCCCCTCCTCCTCCTAAGCGGGG
AAAAATGGATGAGGTTAAAACGCTCTCTCAGGCTGAGAAGAAAGGGGTTTCCACCCCAGC
ACGTCAGCAAGCAACCACACCAAGCTCTGTGCTTAAATCCATTTCTTCCCTACAGCAAGG
CACTAAAGAAAAGGCACCTGAAAAAGCGCAGCAGAAGGAACCAGAGAATGACACAAAAAA
TGCCCAGAAAGATAAAGGTCTGCTGGTGGAAGTGCGCGTTAATAATGAGTGGTTTACGGG
AAAGGTCATCGCTGTGGAGGTGAACAAACAGGGCGTTCGCTGGAAAGTTAAATTTGATTA
CGTACCGCGAGCCACCCCTAAAGACAGATGGGTTTTTAAGGGTAGCGATGAAGTCCGACT
GATGAGGCCGCCATCTCCGATCTCTCAGACGCCTGACACCCAACAGGAGACTGAGAAAGG
TCCAGCACCCATGGAGCCAGACACCACCCAGCCTGGAACCAGTCGAGAGGTGACCGACAG
CCTGGTCACTATGCTGAGGACAATGCTGCGCTACTTCTTCCCTCCAGCTTTTCGTATTCC
AAAGGATGATGTCAGTAGCATGACGGCTGAGGAGCTGGTGGCCTTTCCATTGAAAGAGTA
TTTCCAGCAGTATGAATCGGGTCTCCAGTCGCTGTGCAACTCTTA
>CL10108Contig1
AGTCTATTTTATTTGATTTCCAGGTTTGTTTGTAACATCTGTTTGGTTTAAATGATTGGA
CAAAGAACTGACATGCAAAAACAGATTTTTATCAGAGGTCTATGTGGGATTTTCAATCAG
TTGCCACATGGGAGATGTTTTCCTCTGACTGCTTTCAGGTCTTATGGTTGATGATCAATG
CTGATTCCCGGATGCGAGAGTCTCTCTTCTCCCTGTTCTGTTTCAGCCTCCGAAGCACTG
GGGCATTGCTGAACTCAGATGCCCAGGGACCATCACCTGCTGCTGGGATGCATGTCTTTC
CTGGATGGGGATCCTGTAACGTAGACGATTGCTCCGAATTCCCTGCCATGACCCTTCTCC
TCCTTTGGAGGACCAGCAGGAGTTCTGAGTTTTCCACTCTCCGGCTGGTTCCTCTTTTCG
AAGAATCTCGACGTTTCATATTGTCCAACATTCCTTTCAACTCTAGGATGGCGGATTTTC
GGTTTTGACTTTTCTGGTCCTTCCAGCAGGTGTCTTCTTCCTGTATTTTCATAACGGGTC
TAAGGACAATGCCCTTCTTTATTCTTTCCATCATTTCATCCACTGCCTTTGCCTTCATGT
TCAACAAGGGTGTTGAATTGTTTTGTTCAGTTTTGCTAACTCCATCTTTCCTCCTACTCC
TCANAAAATCTTGGAAGTTAATGGCAGGTGTGGACANA
>CL10109Contig1
GCAGCGCTTGGCCCCTGTCGCACTGAAGGAACTTTTTGATTACTCATGTCCCTCTGGTTG
GGAGAAGGAGCCCCTGGCTCTAATTTTTGGTGGCTAAACCCCCGTGCCCCATTCACAGCT
CGGACTCAGAAAAACCTCCCGAGAGCCATTCTTCATGTCTGCTCAGCAGCACAGATTAGA



GGAGCAGTGCTAAGAAGGTCAGGGCGAAAATGAAGAGAGCAAAGCAGGAGTACAGCTGCG
GCGCTGCCCCGGCCTTTTCCCTATTATTAGCAAATCAAAGCTGCCTCCAGAAAGATTCAC
ACTCCTCACCTGATTTTGTCCTTTTCCGCTAATCACACGGCCACTTTGCCTTGACTGACA
GTTTTCTTTATAATTGGCCCATGATGTGGCAGGGATCTAATAACCAGAAAATCCCCTCTG
AGGGTCCGCCAGGCTTGGGCGACCTATCTGCACGCACACACGCACACGCAGCGCGTCCAC
CATCCCCCTAGCACCATCTGCAGAGGGCCGTTGCCATGCCACACTGTTTGTGCACCACAG
CGGCAAGCTAATCTTAACGTTCAATAATGGTGTGAATATTCAATGAGCAGCTCGGGCAGA
GGATCCACAGTAGCACACTCTAATTACTGTTCATTTGCCAGAGTATCAAAGCCTAATTAC
TGTTCATTTTAATGCTCCAGAGAGAAGCCAGGAGAGCCGGGCAGGGTTAGAGGAGGATGC
CCTCCAGAGATCAGGCCTTTATCCGGCTCCTGCTGCTCTGCTTGCAGTCGCTTCATTGTC
TTTGTGCATCTCTCAGAACACGCAGCGTGTTTTGTGCGTTTCATTGAGCCAGCAAACATC
GCGAATTTCTTCAAACAAACACGTTAATCAATCACACAGACAGCCCAGAGGAGAAAAAAG
AGGAGATGACATGAGGCGGAGGGAGGAGACAGGGTCCGTAATCCCGAGCTTATTGTTTCT
TTTTCTCTCTTTTATGTGTTTAATGTGTTTTGGGTAAATATCTGACACACGAGGGGAGGG
GACCGCCGTCACAGTGTCTCTGCCTTCATCAGACGAAAGCTCACTTTTTTCTTCCCTCTC
ACCTAATCCTGACAGAAGCCGGCACAATCACTATCTGCCACCCGTTTGACAGTTTCTGTC
ACCAATTAGCAGCTAAATCAGCGTCTCCCCAAACAAGACAACCAAGCAATTTATATGTCT
ATTATTTAGCACTTGTCTAAGTGGGT
>CL10110Contig1
CAAGAAGACACCTTTAGACACAGTTTTGGGGGAAATAATTGGATTTAAAATAACTTTAAA
CTCCTGTTTTGTTGAAATTTAATAAAGCTTAAGAAGCATTTATTTTATTTATTACGGAGA
AACAACAAACTATAAATAAATCTATAAATCTTAACAGCTTTTTCACAAAGATTTGCATTA
ACAGTCAAAAGAAAACACACAAGGAGCAGCTTAAATAACAAAAACCAAACAATCACAGTG
CATTGGTGTGATATATGGCACATGTTCTAGAATGATCTGAAGTACTACACGTTCAAGGGT
TTTTACAGGGAGTCGGAACACAGATGAGCGAGTCTCTCTGTTAAAGGCATGAAATGAGCC
ACAAGCTAATGGCAAATCACGGCATATTCACCATTGCACATTCACCCGCTGTTTGGAGCG
CAAGAGGAACGCCACGAACACAGACAAGAAAGCACGAGCGCTACGTTACAACAAGTTTTA
AAGAAAGCTTTTTTTCTGATTACTGTGAAGATCACAAAAACATAGAGATACAGTCTTTGG
TCACAAATATAATGTAGAAATCACAGGAGCTAAAAAATGTAATAGGCAAAATCTTTTGAA
AGTAATTTGGATGATTTTGAAAGGAAATTAGAAGAATCCTGGGGGAGGGGAGTAAATGAT
CAAGTAAATGAAATAATTTGACAAAACATTCATGTAACCGTGGTTATTGCCACCTTAGTA
TTCGTCAGCCAACAGGAGAAGTCTGAAAAAGTAATCTAAGAAAAGCGCATGTGAACATTT
CTAATTAAAATTTTAGTATTTAAAATCTGTTTTAATATGACCAAAAAAAGAGAAAACCCT
TGGAATAAAGATAACTACCGGCTTTTC
>CL10111Contig1
GAGGCTTTGAAACAACATGCAAGCAATTAAATGTGTAGTCGTTGGTGATGGTGCAGTCGG
TAAAACATGTCTTTTGATCTCATATACAACAAATGCTTTCCCAGGAGATTATATCCCAAC
TGTTTTTGATAATTACTCAGCAAACGTTATGGTTGACAACAAACCAATTAATCTTGGTCT
TTGGGATACAGCAGGACAAGAAGATTATGACAGACTTAGACCATTGTCATATCCACAAAC
AGATGTTTTCTTAGCATGTTTTTCAATTATTTCACCAGCTTCTTTTGAAAATGTTAAAGC
CAAATGGTATCCTGAAATCAATCATCATTGTCCAAATGTTCCAATTCTTGTTGTTGGTAC
CAAATTAGATTTAAGAGAAGATAAAGCAACTATTGAAAGATTAGCAGAAAAGAAACTTGC
TCCAGTTACTCATCAACAAGGACTTCAACTCACAAAAGATATCAATGCTTCTAAATATCT
TGAATGCTCTGCATTGACACAAAAAGGATTAAAAGCTGTTTTTGATGAAGCTATCAGAAC
TGTATTACAACCTCCAGCATCAAAAGGTAAAAAGAAGGGAGGATGCTCATTGATCTAAAT
TAATTAATAATTCAAATAATAATAAATATGTAATTTACTTTTAAAAAAAAAA
>CL10112Contig1
GGGGAGAGCTGGGTTGTTACAGGAGCCTCAGGATTTGTAGGAAGTAGATTAGTAGCACTT
TTAGCAGAGGAATTACTAGCAAGCGACGCTACCGATGTTACCATTCATTGTATTTTACGG
CCCAAATCAGATACAACACAATTAGCCATGTTATGTAAACAGGGTATATTAAAAGGAATA
ATAAATATAGTCAAAGTAGAAAACGTTCGAGATCCAGCAGTATTAATGGAACATATACCA
GTAGATACAGTAACATATATTTACCATTCGGCAGCAAAAGGTGGTGATTGGGGGAATGAG
AAAGGTTTTTACAACTCCNACGTTTTGGTTACACAAGCAATGATTGAATTTGCTTCTCAT
TGTAATAATTTACGTAGATTTTTACATGTTAGTACAGTTGATGTTTATCCACATTTAGCA
CCAAGTAAATGCCATGAGAATGTTGAACCAATTACAAAATCTAAATATCATTATTCTCAT
ACAAAAGCTAAAGCAGAAAGAATTGTAATACAAAGCGAAGTTCCTTGGACTATTATAAGA
CCTGCAGTTGTTTATGGTCCATATAGTTATACTTGGGGACTTCAAGAAGCAATTTTAATA
AATCAAGGAAAAGGTGTTTTAATTGATGGTGCTAATTATAAAAGTGGTGCCATTTATATT
GATGATTTAGTGGAAGCTATTATTTTAGCTTCTCGTTCTCCTGTTGCTTTACGAAGGAAA
TATAATGCTTGTGATCCTACTTCTGGAACTTGGAAAGAATTTTATGATGGAATTGCTGAT
AGTTTGGGTAAACCTAGAATTACATTTTCTATTCCTTATTGGCTTGCTTGGATTGCTGCT
TTTATTATGGAATTTATTTGGAGATTATTTAGAATTGAAAGTAGACCAATGATTACATTT
TTCCTTTTAAGATTAGTAGGTAATGATCAAGATTGGCCAATTTTTAGAGCACAAGAAGAT
TTCGGATGGACTCCACGTACTCAACTGAAAGATGGTTTAGATAAGATGACGGAATGGCTT



ATTAGAACAAGACTTTACATGGATACTGATTATTTACACTAGATAGTCACAGTTACTTGT
TTCTCATAAAAAAATA
>CL10113Contig1
ACAAATGATGGACTGTTCCCATCTGGTGATGGATCAGGTGATGCCTCTTTCGCTTCATAT
TTCTTAGCAGCAGAGAGCACATAAGACCGCTTCCTGACCGAAGAACTTTTCAAAACACTG
CTGGCTGCCTCCCTCCGTTTCTCCAGCTCCTCTGGGCTGAGCAGGCTGTCCTCTGGGCGT
GAAGTGGACCTCACAGTGTGGGGGGCTATTAACTTGTAGGTCTCTGAGGGTTTTTTCGAG
AAATGTCTTGTTGTGCTGATGCCATTAGGGGGTGGGGGAGAAGCAGGCTTTTCCACTTTA
GTAAAAACACCTCTGATCAGGTATCCTTCTGTTGGTGCTTTGATTTCAGTGTCAGCTGTC
AGGGGAGGTGGGGTGGAGCTTACGGGTGAAGAAATTGGACTGGTGGGGGCTCCGTTCAAA
CGGCGAGCTCTGACCTCTGCCAACCATGGTTTCTCCTCCTCTGAAGTTGTGGGTCGAGTT
GTGTCCCGTGGCTGCATCCAGCTGGCATCTGGCTTCAGCTTGGTTCGTACTTTAATGTTG
TCAAGCACGGTGTCTCTGTTTCCCTCTTCTGACATGGTTATTCCGGTTGTTTATCTTCAG
CTTTCTTTTTAGGCCACCTGCTATCTTAAAAGCCAGCAGAACAACGTCCACACAGCTGAT
GCGTCCAAGCGACTGGCCCCGGCCATAA
>CL10114Contig1
GGACGTTTCGTGTCTGTTTAGACTTAAAAATGCGTTACGTGGCCGCTTACCTCCTTGCCG
CTCTTGGTGGAAACACCAGCCCCTCTGCAAAGGACATTAAGGACATCCTGGGCAGTGTGG
GAATTGAGGCCGATGATGAACGCTTGAATAAGGTAATTGGTGAGCTGAATGGGAAGAACA
TCAATGAAGTTGTGAACTCAGGACCTCCTGGCTGAAGGAACTCTGACAGGGGTGATGGAT
GACAGAGGGAAGTTCATCTCTATCACCCCAGAGGAGCTGGACTCGGTGGCTCAGTTCATC
AGGCAGAGAGGTCGGGTTTCCATCACAGAGCTGGCTCAGGCCAGCAACTCCCTCATCAAC
CTGACGCCCCACAGTCGCAGCACCGCCTGACTGATGGCGCCCTGCTGCAGGAGGAAGAAC
TGAACCAAGAACACAACAACCTGCTGGGATCTTCACCCAAAGACCATCAGAAGATTTTAG
CCATTGAATTGTTACTTTGGGAAATGTAAATGTAAATTATTTCAAAAGAAAATCTATTTG
AATCCAAAAAAAAAA
>CL10115Contig1
TTTTGTCCTTGTTGAGCTGATGTTGCCTTTAGATATTGTTTTACAGTTAAAGACAAGGCC
AAGATTCTTCCAACAAAATGTACTTTTTACACAAAATGTTAATGTTGGTAATGGTAGTTT
TCTTTGCAAACTCTGGAGGAACCCTGTTTGATGTCATGATCTACAAAACTTTCAAAACAA
AACAATAATAAAATTATGACAGATAAAACAGAGAAAGCTCTTCTGCAAATCAAACATTTT
CCCAATTTTTGACGCGACTCAAGTGTTTTCTCTTGAGTGTTTTCTCAAGACAAGGGGATG
AAAGTCAAGGTTCAGGAGGACATTTTACTTAAAATATATACGCTCAGAGAATATACAATA
AAATTATGCAAAGGTCTCTAACATGATTTAGTCGGCTCTGGAGGCTCTGGGATCAATAAC
AGTGACTTCTGCACAAATATGACCTTCAAGAAGAAGAAAAGCTGTCTTGGCTTGGAATAT
TAAGCTGCAGTGAGTAAAACTGTGTTTTGGGGGAAAAGGTGCAGGCCTATGTTTTGGTTA
AAATTCACTGAGATGTTTTGCTGGATTTTAGGAGCACATAGAGCTTATTTGCTCCACAGC
AAATGGAAAATTACAGAGAAAAAAGTTCATATTTCAATTTCCAGAAATCACGATTTAA
>CL10116Contig1
CACGACCTGAAAATGAACGCCGGAGCGAAGCACGTCTTGGACGCCGTAGATCCGAACGCG
TACGACGCCTTCAAGGCCTCCCGTAACCTGGGCGACGTCATCCAGAGGGTTCTGAGAAAC
CAGACAAGAGGCGTCCAACGGGTCGGGACCCCGGAAGCTGCTGACGGTTGAGGCGTCACT
CATGACGCCCGTGCAGCCCATGCTGGCCGAGGCGTGCAAATCCATCGATCAGGCCATGAA
AAAGTGTCCGAACGGGATGTACGCCGAGATCAAGTACGACGGCGAGCGCGTGCAGGTCCA
CAAGAGCGGCGACTCGTTCAGCTACTTCAGCCGCAGCCTCAAACCCGTGCTGCCGCACAA
GGTGGCCCATTTCAAAGACTACATCCCTCAGGCTTTTCCTGGAGGACACAGTATGATTCT
GGATGCTGAGGTCCTCCTAATTGACACAAAGAGCAGCAAACCTCTGCCCTTTGGGACTTT
GGGGATACACAAGAAAGCAGCCTTTCAAGACGCCAACGTGTGCCTTTTTGTCTTCGACTG
CATCTACTTCAATGGCGTGAGCCTCATGGAGCGGCCTCTGAAGGAGCGCAGGAAATTCCT
GACGGACAACATGGTGGAAGTTCCCAACAGGATCCTCTTCTCAGAGATGAAACACGTCAC
GAGAGCAGGAGACCTGGCCGACATGATAACGCGGGTCATCAGGGAAGGACTGGAAGGCCT
GGTGCTCAAGGACATCAAGAGCACCTACGAGCCGGGGAAGCG
>CL10117Contig1
AATTCATATTGGTCAAAGAAGATATCTCACACTGATTTCAGCTTATGCACCAACAATGAC
CAACAACGATGAAGCTAAAGAGCTCTTTTATCGCTCATTAGACATCTTGCTCTCTAAGAC
TCCTGCTGCAGACAAGCTCATACTATTAGGAGACTTTAATGCAAGAGTAGGAAAGGAACA
TGAAGCATGGCATCAAACGTTGGGAAAATTTGGAAGAGGGAAAATGAATTCAAATGGCGA
AATGCTCCTGACAAAGTGTTCTGAACACGAACTGGCTATCACAAATACATTCTTTAACTT
CCCAGACAAATGGTACCACTCCTGGAATCATCCAAGATCCAAGCACCCAACTCTACTGGA
TTACATCATTACAAGGAAGTGTGATGATGATGATGACCATTTTCGTAGCACCAGAGCCAT
GAGGGGAGCCGAGTGCTCTACTGAACCCATGAACAGTGCTCCTGAATGGTACTCCACTGG
CTGAAGTAGACAAGTTCTCTTACCTGGGAAGTACTATCTCCAATAGTGGAAGTATAGACA
CAGAAATATCAAAAAGAATTCAATCTGTAGCATCAGCCTTCG
>CL10118Contig1



TTTTTTTTTTTTTTTTTTTGAAGTACACGTTACCTCTCATTTTATTGAAGTTTGTGGTCA
TATTTGTCAATGCTTTGTGTGTCACAGAAAAAAAAAAAAGAATTGTTACCGTGACTGAAA
AAGCTAAGATCACAGTTACAAGTAAAAAAAAAAAAAATGTTATAACAATTTAGTTTACAA
TTTTTTCTATGCATTAATTCAACTATTATTTTAACAAAATAAGCAAAAGTTAGCTAAATC
TCATGTTCAAAACCAGAAAGGCAAGAGCATCTAAAACACTTAGCATATTTAACACAGGAA
GAAAGAAAGCAACGGGTACTAAGGAGTTTTCTACATTGGACTGGGAGTGTTGAGAAAAAA
AAAGCAAGTAAAGTAAGACATTTCTAACTTTATACGGTGAATGTAAGAGAAGGCAGAATT
TTACAATTTATCAAGGATAGGCAGAAAGGACACAAATACAATTAAAAAAAGGCAGATAAA
GGTTGTTCACAGGTTAGATCCAAATCCAATGTGTGCAAAAACCCATGCCACATAGCAACA
GTTAGCCAATATGTTAAAGCGTTTTTAAACATAGAAAGTAAACAAATTTATGAAAGTGTA
AACAAACACTGTATTTAACAAAAAAAAACTAAAGCTTTCAAACTAACTTTGAAAGAAAAC
AGCTTAATAAATAAAACCATAGTTCATGCTTTAAAAC
>CL10119Contig1
TTTTTTTTTTGTTACTATTACTTTATTATATAAGAAAAAAATCACTTTAAAGTTTGTCAC
AAACTCAGAAACTGCAAAGCTGTTTGATAAATAATGCAAATAACAAGAAAAACTTTCTCT
AGTGCAGATAAAACAGTGTAACCTTAGGATTCGGTCAATGAGGAATCTGTCACCATGTGA
TGGACGTCACATTTCAATAACC
>CL10120Contig1
TTGGCCTATAGTTTCTCCGCAGCGAGTGACGGCGCGGCCGACGAGACGGGGGGGAAAGAC
TCGACCTCGGTACAAACTGTGAAACTGAGCGCCTAGCATGTTAAGAACACACCCCTCTCC
CCCCTGCAGACGGGAAGCGGTTGCTACCGGCAACAGCGTCTGGTGGCGTGTGATCCATCA
CAGGGACGCCCCTCTGCAGGCGGAGCTCCGGCCGCGTGGGAAGCGTTCACATGTACAGAA
ACACGGAGGTTTAATCCCGGCTATGCTCACAGTAGACTGACGTAATCCCATAGGACGCAT
GCTGACACACCTTTACCTCAACAGGAAGGACTTTTACTTTGAAGAGCCACTCACGCCACA
AGTTTCATTCCACAAAAGTAGTTATTTCAAAATAAAGGCAGATGAAACTCTGACTATTTA
TGAAGCAACACGCCGGTCTGCAGCCTCACAGCAGCTGAGGCTGCAGCTGCGCAGCTCCAT
CCGTCTGCAGATGAGAGAGTCTCATTCGGGTGGGATCCAGGTGGGCCGGCGAACCGACCC
GCTCCTTCGCCGTCAACAGGACGTCCGCGAGGATTCGAGGCCGCCACGTTCCACCCTCAC
ACACGCACAGAGGAGACATCAGAACTGAGGTCGTGACCTCCATCGTTCACACAGAAACAA
TGGAGACTCTGCTCAGCTTTCAGTTCGGTTCTGACCCGTTTCTCTGAACCGTGCTCACAG
AAACTCTGCATCCAGGAGGAGGAGCTGCATCCTCTGGAGTCACAGTGTTGATGTGCCGTG
GAGCCGATGGGCGTGTCTGGATCTTCCTTTTGTCATGTCTCGGTTCAAACACACACGTTG
TGCTTTGAGGGTTTTTAAGTGCAATATATTTATTTTGCTCTCTGGAAACATTGCGCTGTA
ACACTACGCGGCATTTAAGAC
>CL10121Contig1
TCCTCTGGCCAGGCCAAAGTCTGCAATCTTCATCACGTTGTCCTCCGTCACCAGAACGTT
CCTGGCTGCCAGGTCCCTGTGGATGCACCTTTTGGAGGCCAGGTACTCCATCCCTCGGGC
CACCTGGTAGGCACAGGACAGCAGGTCTTTGAAGGTGAGCTGTTCCTCTGGCACTTTGGT
CACATCAAAGGTGTAATCCATGCCTGGAGGTCGCCTGGCCCGCAGGTACTCCCTCAAACT
GCCTTTGGATGCATACTCCACCAGCACATAAAGAGGGCCGTCCTGTGTGCAGACTCCCAG
CAGGTTTATGATGTTCTTGTGCTTGTCCATCACCTTCATCAGCTCCATTTCAGAGATAAG
GTCAGCCAGGTCTTTGTCTGTAGCGTCATCTTTGAGCATTTTCACCGCCACCGTGGTGGC
CTGCTCCGGGCCGTCCTTGTTGATGCCGTAGGCCTCAGCCCTAACCACCTGACCAAAGCA
GCCTTCCCCCAGAGGCTTGCCAAGCGTTAAATTCTNTNCTGGGGAACTCCCACTCNGATC
GTAGGGAAGCTCAAACCT
>CL10122Contig1
AGGAATTCGGCACGCGGGAAAAAACACGGGAGCAGCGAACCAGAGCTCTGCGCAGCTGCG
TAACTTTCCAAACAACAGTCGTTTGGGCTTTTTTTTTTTTTTTTTTT
>CL10123Contig1
TCGGCACGAGGGTACGACCCTGCCGACCTGTTGGAAACCTGGAGGTTGTTCATGGAAGCA
GCTCCATCGCTGATGTCCAAGGAGACCTTCCGCTATGATCTAGTAGATGTGACTCGCCAA
GTCCTCCAAGACCTCACAACATACTTTTACCAGGATATCAAAGATGCTTTCCACAGTAAA
AAGATGCCGGAGCTGCTGACGTCCGGCGGCGTTCTGATCTACGACCTGTTTCCCGAACTC
AATCGACTGCTGAACAGCGACCGGAACTTCCTGTTGGGGACATGGCTGGAGCAGGCTCAA
TCCTTCGCCCTGGACGAGCCGGAGGCGCGGCTTTACGACCTGAATGCCAGAAACCAGCTG
ACTCTGTGGGGTCCCAGCGGGGAGATCCTCGATTACGCCAACAAGGAGTGGGGAGGCCTA
GTGGAGGACTACTACGCCCAGCGGTGGAGCCTGTTCGTCCAGACGCTGGTGGACTGTCTC
AACAGCGGGCTGCCATTCAAGCAGGACGCTTTCAATCAAGCGGTTTTCCGGGTGGAAAAA
GGATTCATTTCCAACGGCAGGAAGTACCCAACCAAACCCCAAGGGGACACTTATGAGATA
GCCCACAGAATCTTCCTCAAATATTACCCACAGGCCCTCAAGAGGCTATAAGCCCCCGCC
AAGGCCCGTCTGCAGGCACAGCAAAAGAATGTTTCTGTCTTTGTCCTCCAGCACTGTCCA
CGTATGGAAGCTCAAATTGAGTTGACTTAGTTTCAGT
>CL10124Contig1
GTGTCGCATTAGGCTGTTATTTGGAGAAACACGGTGGTTGTTAGTTGCTAAAAAATTCAA



CCGCCGGACAGGTTTCCCGACTGTGAATAACAACAATGGCAGAACCAAGCAAACAGGACA
TTTCGGCTATTTTTAAAAGACTTCGCTCCATTCCTACGAACAAGGTCTGTTTTGACTGTG
CTGCTAAAAACCCCAGCTGGGCCAGCATCACCTATGGTGTGTTTCTCTGCATAGACTGCT
CTGGGACGCATCGCCCTCTGGGTGTTCATCTGTCCTTCATAAGGTCCACTGAACTGGATT
TTAACTGGTCCTGGTTCCAGCTAAGGTGTATGCAAGTAGGAGGCAATGCTAGTGCGATTG
CATTCTTCAACCAGCATGGCTGCACGTCCAGTGCTGCCAATACCAAGTATAACTGCCGAG
CCGCGCAGCTGTACAGAGAAAAGATAAAAGCGTTAGCCACGCAAGCCACCAGAAGCCATG
GCACAGAGCTGTGGCTCGACAGCCAAGCTCCGGTCTCCCCAACGTCACCGGATGACAAGC
AGGTGGATTTCTTCTCTCTTCATTCACAGACCTCTCCTGATAACCTGAACTTTGACAAAA
TGACTCTCAGCTCCTCAACTACAAAAACGTCTTCAACTGTGGAAAAAGACAAAGACCCAA
ATGGTAATGTAGAGAAGGGTCCCAGTGTGGAAATGTTGAGCGTTTCTCCAACAGCAAACC
TAGAAGCCTCCTCTTTATTCAAGAAGAAGCCAGCAGGC
>CL10125Contig1
ACGAGGGCACGTTTCATGACCTCCGCCACTCGGTGCGCCGCCTCTGAGTCTCCATCCACC
GCTAACTATCCACCTGAACTGCGCTCGGCATCACCTGTCAGAAACGAATCACAGAACGGC
GTAAAAGGCAGGTTTTCCGGACATGGACGCGTCGACTTCCCCCTCCACTCTCCGATGCAG
CTACAGTTTTGAAGACTACAAGCAGACAGCAGACTGGTTGTTGGCGCACACAAAGCAGCG
TCCTAAAGTGGCCATCATCTGCGGTTCAGGTCTGGGCGGTCTGGCTGACCTGCTGGAAGA
CAAGACTGTATTCCCATATGGGGATATACCAAGTTTCCCCTCCAGCACTGTTCAGGGCCA
CGCAGGTCAGCTGGTGTTTGGGAAGCTGCAGGGCTGCGAATGCGTCTGCATGAAAGGACG
CTTCCACTTCTACGAGGGCTACAGCATACACACGGTGACGTACCCGGTGCGAGTCTTCCG
CCTGCTGGGCGTGAAAACTCTGATCGTCACGAATGCAGCTGGAGGGCTGAATGCTGCTTT
TAACGTGGGAGACATCATGCTGATCAAGGATCACATCAACATGCCGGGGTTTGCGGGGCA
GAACCCACTCTGCGGCCACAATGATGACAGGTTTGGGGTGCGCTTCCCCTGCATGTCCGA
CGCCTACGACCGAGATTTAAGGGCTTTGGCCAAGAAAACAGCAAAGGAGCAGGGCTGCAA
CAGCTTCCTGCAGGAGGGGGTTTACTGCATGCTGGCTGGACCCACCTATGAAACCATTGC
AGAGAGCAGGG
>CL10126Contig1
CACAATACTTCCTTCTTGTCAAACACATTTTTCTTTGTTATTTATCTTACTTTACTTATA
AAACATGTACAGGCTGTTTAGAACAACAACAAATATACAATATCCAATTTATATGCAACT
TCTTTTTGTTAATCATTTATTCGTCCTCTTGAAGTCTCTTTTTCTTCTGATTGTTTCAGT
CCATCTGGGTGGTGAAAGGGGGACTATGACTTGGCAGGTGAGGTACAAATAAATATTTAG
GGAGGGCATTAAAAAAATCAAAACAAGCCTGTTGATTATATCTAAATCCAGATAATACCA
GATAGTTAAAGATGTCCATCACTGTTTATCCATACACCAATTTATGGATTCGTTTATGTC
CAAATACCATTTGTTTTTATTAAATTAAAAAATGTCTACAGCTGTCCACAGAGTATAGCA
TATTGTTTCAGATATAGTTGATCCTTATTAAAGTTCAGTTCATGCGTTAATTCTCCATGG
TGGCAAATAGCGGAAGCTGTTTTGTACAGTATATTTGTGTGCAACAGGATACACTCACAC
ACCCAGGTATACACAATCCCACATACACTCACACATCCGCGCAGACACACTCAGGTAGAA
AAATGCACACCAAAGGCCAAGGGGTCTTTCAATAGTGTAACCACAATCCTTGCCCCCTAA
TCACATCAAGTGTCCAGCATGGAGGTGGGAAGGGTACTTCGGTCTGACCGGCCATTTTAA
AACTACAGATCTCCCAAAACTGTCAAAAGGAATTCCAAAGAAACAAAACATGTAGTATGG
ACAAAAAGACAAGTAAAAACCATTTTATGTTTACAAAAAACACAGTTGATGGGNCAGGTG
TTCCTGCAGATGTGGAACTACCCTGAGTCACTTCAGGTCAGAGTGGAGAGGTCATCTGCT
GACCCATCAGTCGAAATGAGTGTCCAAAAATGTGGCTGCCTTTGACCTTGGTGATGTCCA
TCATCCTCTTGACCTACAGCTGCAGCCCATCTTCATTTTTTTCCTTCACAACCTCAACTC
ATGCCAGCAAGTGCCCTTATAAGTAACACACCTTCAATATGAAGATGGCCGGCCATAATG
NNNGGGTTTN
>CL10127Contig1
TATTGTATTATTATCCTGTAATGTGTTGTACTCAAATATTAGAGCCATCCGTCACATATT
ATACAAACATTAGACAAATGAATATTATGATGGTCAAAGCTGGTGGAAACTGACTCCCTT
TCAGGTAATGATGCTGTTCATCAATTTTCTCTGCAAAGTAGAAATGACGATAAATTGGAA
CATGTCTGACTACAAGTTGATGTTTAATCAATAACTATTTAGTAGGTTAGAGCTTGTGCT
TAAGAAAATGGACCTGAAATGGAATTTATTGGAGACGAGAATGCACTGAAATGGATCATT
GCGTGCCATACTGAAATTATAATGCACTGTTAGCACAGTTTTTCAGCTCTACCCATCTAT
TCTCAGTTTTTGTTCTTCATCATTTGGCATTGAAAAGGACAAATCTGGTTGGCTACTTTT
ACTTATTATTATTTTTACGACAGCTCAGAGGCACAAGCCTGTAAATGTTCTGTTACATCA
ATCTTTCTCTCCTCAGTCAGTTAGCCGCATAGAACCCTAACAAAATACTTGCAGTATTTT
TTGCGTGATGGAGTAATGTGTTTTTCGTTTTGGTGTACAGTGCAGGATCTTGTGACTTTC
CAGATTGATTGGTTTTGTTAAATGTCATTTTCGTGTTTTCGGTGCATGAGTCCAGTCCCA
AACCCAGTATGTGACTCACCACAGCAGCTCTGCTCCACTCCAGCGCTTACTGCAACACAC
AGAACTCAAGGCTGCTTTGGCTTTGTGAGCCCATTTAACATGTTGAATATGTGTTTGTGT
GAAATACCTCTAAGTGAGTGGTGCACTGTGTCTGTGTTGGGCAGATAATTGTGTATGTTT
TGTATTCGTTGTAAAGATTATGGAATTTAATCATGGAGTTTTTCATACATGTCTTATGTG
AATGTTTGATGTTTGTGGCTTATACTAATACCTAAATGCAATGTGGCTGACAATGAGGGT



TAAGAAAGGAAATATCTTTGGTGCAGCATTTTATCAGCCATG
>CL10128Contig1
TTTTTTTTTTCCCCACNCATTTTATTTTTGTTTTGAGAAGAAAAACCAGTCGGAGAATAA
GAGACCAGAGGCGGCGAGTAGAAAATGAGTTCTCTTTTGTCTCCAGGCCACAACAAACTG
CACGTTTTCAGTACAGACTCCAGATTTGAATTTGATTCTGCACACATCACAGTTCAAAGT
TTTCAAATGAATGAAAATAATACTACAGAATCAAAGAAAAAAAAAGAAAAAAGACAAACT
GCNCAAATTAAAACCAGTAAAAAATATAAAAACAGTACTAATTTCATTTGCAAAGTACCG
TTTCAATTACACATTTGATAATGCACAACAGATCAGACAAATTAAACCATTCATTTTTTT
TAAATAGAAGGAAAAGACATGTTCATCATGCAGAAGACTTAATTAAATAACCAATCAAAC
AAAAATATATACTTCTATATTTATATATATATATATATATATATCTATATCTCTCTCAAA
TTTTCAAGTCCGAGCACTCCCATACCCTGAAACAGGGAAAAACAAGACCTATTTAATAAC
ATTGGTGATGCTTTGCTCANCCGTCNCCGTCACGTGGCC
>CL10129Contig1
TCTCACACTGACCGTGGGTATGGCGTAAAGAAAGGACCACATCATCGATGTTATTGTTGT
TGTTTTTAGGTATTATTTACTTTTAGAATTAAGAAAGTTAGTTATGGATCAGCTGCGTGG
CTGGAACTTCCAGTCCAAAGGGATGGACATGGAGGACGATTTCTACTTCGACTACGGGGT
GGAGGAAATAACAGACTATCAAGACCCCGCTGAACTGGTGGCTGCTCTGAAACAAAAGGA
GGAAGAGGTTATTTTGGCAGCGCAGCTGGGAAAGGCATTGCTGCTGGAAAACCGTCAGCT
CAAAGAGCAGAGCGACAAACTGCACGAACAATACGCAGACAAGCTGGAGGAGCTGGAGCA
GGGACGCCATGAGCTGCAGCTGAAGCTGGAGGGCAGCCAGTCCCAGTGGGAGAGCCAGGT
GGGGGATCTGGAGAGGGATGTGAGGGATCTGAGTTCTCAGGTGGAGCGACTTAACCAGGC
GCTCAGCGAGGCCGAGAAGGACAAGTGTC
>CL10130Contig1
CCGTNAAAAAATGNAATGCNAAAAAAAAAAAAAAAGAACATGACAGGGCAGAAGAGAAAG
AGGGTGGGGACATGAGGCAAGAAAGGAAAATATATTTTCTGTACGTCGGGGGCAAGTCCA
AAGTTAATCTTCAGACAGAGTTGGAGACAGCGAGGAATCTGGGAACTTGCTGTTGTGTTT
AAAATGATGGGAAGGCAGCGGGGAGAAAAAAACAAAAACAAAAAAACAACCAAAATGAGT
CGAGTCCAATCCAACTAGGGGAAGGATCCAGCAATCTAAGGCAGGGATTTATTCAGGAAG
GGCATTTTTCCTTTCTGGATGAAAGAAAATCTCACTCCTCTCCAACCTGTGTAATGCATT
TTTGTTTTGTGTACAGATGTATTTGCAAATTTGTGTATGCAACAGCCTC
>CL10131Contig1
TCCTATAATAACTAAAGATCCTTTATGCCACCTACCATTAGACACCTATTCAATTTACCT
TAAGGGATAACAGACGCCATTAACAAACTATAGTAAACTATTTTTATTGTTTTACATTGA
TTTGACTTTGTTCCTCAAAAACATTTTCTGATCTATCCTATCATAATATTAATCTTTGGA
GACTAAAATTTAATAAAGATAACACATATTAACACTATAGCTTCAAAATAAGACATTCAT
TCAGGGAATTTTGATATTAAACTGCTTCTTTTTTCACCTAAATGCTAACATTTAGGTGAA
AAAAGTGTGAAAGTGTGACAAAATTTTGTCACACTTCTAATTTTGCCATGTTTAAGTATC
ATCATTGTCAGGAGAGCTCCATTTTTCTACATTTAAAAGAAATCTATCGACTGCCTATTC
TCACTATGCTACACTGCTGACAAATCTGTAGGGCTTTCCTTTTCGGGCTCCACTCAGTTA
CTCCTTTCCCGGCAGCTCCTTCCCTCCAGCAGCCGGCCAGTGTGTTTGCAGGCGTTGCAT
C
>CL10132Contig1
TCAGCAGCCTCTTGCATCCACCAGGACAGGAATGAGCAATGAATGTGTGACATCTGTCTC
TCGGGGGAAGAGAAGCCTGAATCGAAGGAGTTACAATGAGGGGGGCACCCACTTCCTACA
TGACAGGGAACAACAAGGGTCCATCCCCCATCGCAGACTGAGTGAAAACTACACTTGGGG
CAGAGTCAAAGACATTGTAAGGAAAGCTAAAGTAGGGAATCAGAACCGTCTTGGATTGAC
TTCCAGTTCTCTAAAGATGTCCTGTCCACAGCTGTACAGGCCGGATCTGAACCTGGCAGA
ACCAGCTGTGAGGAACAGGAACTCCATGATTGCTCTGGGCCATCAAACCAAATTGGACTT
GCCTTGGCTGCAGTGAACACGCAGGTCCTTAAAGTGCAAAGTCAAGGAGATGTCCTGTCA
TACAGACAACATTCAAGAACAAAGAAAACTCTAGGGGGAAATGGAATGAAAAAATGAGAG
GACAGGAGCAGCTGCTGCTGCTTACTAGGCAGAGAGAGAGAAGAATAACTGCATGTAAGA
TATAAATTGTAAAATATTTTTTACAAGTATGGAGTATATGAGTGATCCTGTTATGAAGTG
AAGAGGATATAGCAAATAAGAGACCAAGAGGTTGTTTTTTTTAATACTTGTTATGCCAAT
AAACTTGGTTTTATTAAGACGCAACAAAATCAGTTATGAACGACACTGTCAATATTTTAT
ATTTAACTTAACGTGATAATGTTGATTAATTACNCCAAAAGAAAACTCCTTTGTATGTAA
AGTGTACGAAACNCCTTGTTTGGGGATGTTCAAAGACCATGTAAAGAATGTTNTTATATG
AGAAGAGAAAGCCTGTATCATCAGACCAGCTGTTTCTTTTTTTTTTGATATTCTGTCGTT
AAATATTCATAGATTTTTGTAAGATCAGTCATTGTTTGGTAATATTTAAAATGAGAAGTC
TGCGTTTGTTTGACACATTCCTTCCTGTGGTTTACTTTCCTACTGGCAAACTGTTCAGGG
TGGATCCCACCTTTAACTTTGAGTACCTGGGAGAAGCCCCCAGTAATCGCTGTGACCCTG
AACAGGTCCAGGCAGCAACAGAAGTGAATAAATGGGTTTACCGTTTGTATTGGGTGAGTT
CTTTTTAAGATTAGATGAAAGAAATTAGTATT
>CL10133Contig1
ATTAATAAGGACGCGCAACTTTTTGGGGTGGAAAAACAGCGGTGGGATGATTTACTAAAG



TTTTATAGTTTGTACCAACATGTCTAAGCCAATGGATCACGTCAAACGTCCGATGAATGC
TTTCATGGTCTGGTCCAGAGCCCAGCGCAGAAAAATGGCTCAGGAGAACCCGAAAATGCA
CAACTCCGAGATCAGCAAGAGGCTGGGAGCCGAATGGAAACTTCTCTCCGAGTCTGAGAA
AAGGCCCTTCATCGACGAAGCCAAGCGGCTGCGAGCGATGCACATGAAGGAGCACCCAGA
CTATAAATACAGACCGAGGCGGAAGCCTAAGACTTTGATGAAAAAAGACAAGTTTTCCTT
CCCGGTGCCGTACAACCTGGGGGAGCACGACGCGCTCAAAGTTAACGGACTTGCCACTGG
AGCGCTTTCCGAGTCTGTCATTGGGAATCCCGACAAGGCGGCAGCTGCAGCGGCGGCCGC
GGCGGCTAGAGTTTTCTTCAACCCCTCTATGTCTGCGAACCCATATTCTTTTTTCGACCT
GGGATCCAAGATGACGGAGCTTTCCCCGCCTTCTTTTCCGTACGCGTCTCCGCTGGGTTA
CGGGCCGGGAGGTGGGTTCACCGGGACTGGCGGTGTTGGTGGCGGGACGCACACTCACTC
CCACCCGTCTCCGGGAAACCCGGGCTACATGATCCCGTGTAACTGTACGGCCTGGCCCTC
GGCGGGACTCCAGCCCCCATTAGCATACATCCTCCTCCCAGGGATGGGGAAACCTCAACT
TGAACCGTACCCCGCCTACGCTGCGGCGTTATGATGCCCCTCCAGAGTGAGCCGACAGAA
CAACTCATGCAAGAGTTTTATAATGCATGCACAAACTTGTTCATGTGATGAAGTACTCGT
CGTCTCAGATATCACATGTGTATGTACATTTCCTAATGCCTTTATCTAAGGTAATTGTAA
TTTAGAAGACTTTCTGATCTATTATTGCTCAGCATCATCACCTCCTGCAATCCCAGGAAA
AGTCGACGCTTTTAGGGTTTGGGGATCGGAGCAATTTGCTTATAAAAACTCTCATTTCTA
TCTGTTGCACCTGCTTGACTGACCTGTCGGAATCAAAGACACAACGAGCCATTCCGGAGA
TGACAACCGTTCTCCATTTTTACGCAAGGCGCAAGGATCAAGAACTGTTACGACTTTGTA
AATGTGTACAGGATGATAAATTGACCTTAGTTTATTTGCTGTTGACGGCCTAGTATTTGA
TCTAGGGCCGACATTTCCCTAGAAATCCGGTGTATATTTTGAGTTTTTAAACCGTTTTTT
AGATGTCTGTAATATTTATTGTTTAGTGAATCTATGGTGACCCAGGAAATTAAAAAAAAC
GACGATACATTTGCACATGAGTATGTAATTTATTTGAAAAGGTG
>CL10134Contig1
CCCGGGCATTATGGCCGGGGAGTTTGGCGGCTAGCTCAAAACAGGGAGGATGGAGTCGGC
TCGAAATGGTGCCGTTTGTAGACATTTCCTTAAAGGCACCTGTCGCTATGGGCCAAGATG
CATCTACCGTCACGAATGGCCAGTCATGCCACCATCCCAGATATGCAGGTATTTTCAGAA
AGGCAACTGCTGGTATGGTGACCGATGCAGGTATCTCCATGTACTTCTGCCCAACATGGA
CCCAACTTTAACATCTAGAAGGAGTTCAGTGCCGGCCGTCTCCTCCTCCTCCAGTGTTGC
TTCCGCTTCACTTGAACGAAGTGGGTCGGAACCAGCACTCCCACAGAACGCTGCTTCCAT
GCAGGAATTCAGCGCGCCTGAGTCAACGTCTAATCTCTCAAACCGTCAGCCTATTCACAG
CTTACCAGAAAATATATCAGAGGAGCAGTCACACGAAACCGGTTTTGCGATTACTCAGAG
CTCAGAAGTTTCACATGCAAGTGCAAGTCATGGCAGGGCTAAGGTAGAAGAGTCGTCTCA
GGAGCAACTCAATGAGGCTGCTGGCACCTCCAGTGACAGTAGTGAAGTGGAGGAAATTGA
GGCCATTCTGCAGAGTAAAGACATGACTTGTGGCATCTGTATGGATAAGGTGTATGAGAG
AACGGATGCAAGAGAACGTGTTTTTGGCATCTTGCCAAACTGCAATCATTCCTTCTGTCT
GCAATGCATCTTGACTTGGAGGAAAACAAAAGGATTTGGGTCGGATGTTGTAAGGGCATG
CCCACAGTGCAGAGTAAAGTC
>CL10135Contig1
CTAATGTTTATTTACNAAATGACGCAACAAGTCCTTGAAAAATAGATTGAAAATGCAGGA
ATGATGTCAACAGAAACCACACTTTTATTTTTCAGTTAAAAAACAAAAGTCGAAGTAAGT
GAACAAAAAAGCTGCTTTATCTGATGTTTTCTATCATTTATGACTGTGGCCCGAAGTGAG
AAAAGACCTGGATGCTGGTGGAACTGCTCCCTCTACTGCTCCACCCGACTCCTCATTGGT
TCACAGTCAGAGACTTTTGCCTCCATCATGAGGTTTGGATTAAGAACAACCAAAAGTCTG
TTTAAGAAACAAATCTGATCTAAAAAATGTTACCAACACGCTTTGTTTTAAAGAATGGGT
TTCAAACAGCATAAACACATCCTGGCTCAGACTTCTCTGTTTTGATTGTTTAATGTCTTA
AAGGCTGCAGATTTGCACCTTTGTTCATTAGAAGCCTTCAGGAACACTTTCGGTTTCTTT
AAAATGGTCAGAGGTTGTAGCAGGGACTACTGATCCACAGTTTTCCATCAGTTTGCCGCC
GCAGCATCCTCCTCCACAGGTTCTTCCTCTGCGGGTTCCTCCCCCTCTCCCTCATCCTCC
GGATAAAGCCTGCAGTATTTGTCCACCATGACGTCCAGGTCGTGCTTGACATGACTGTTG
ACGTGCAGCATGGCCAGGCTTTTGTGCCAGTTTTTAACAGGCGTGTTGTCCAGATACGCC
TGCAGCCGTTTGGTCGCCGTGTCGTCGCTGCCGCTTTCCAGCT
>CL10136Contig1
GGCGATTAGGAAAAACACCACAGAAGAAGAAGAAAGTGTATTTAGACACCCGGAACCATG
CAGAGAATAGTTTTTGCCGGACTGAATTCTTCGTGACCCCTCTCATTTATGGGATGGTTT
TTGTCAACATGTTGTCTAAACATGGACGATGGGAAACTCTGGAGGCTCTAAAAAACTCTC
CGAAGGGGAAACTTTCCTTTGACCCGCACTGGTTAGACAGAGGCGAGGACATTCTGGCAG
GCTGTAAAGACACCCTGAGCTTGTCCCCACACTCTGGCTCCATTTTGGAGCGCATCAGCT
CATTCTCCCCACAGAAATCTTTCCTGGTTTCCAAAGACTACGGCTCAGAACTGTCAGAGA
CGCCATCCTCATCATCCTCCTCAGCATCTGACAGCAATGGCAAAAACTCCAGACGTTCAG
CTGCTCCCCACAACCCTACTCTTGATGCTGAGGTGAAGCATGAAAGTCCAGGTCCAGAAT
GCAGCCAGGATCCTGGTCCTGTGTCACCACCTGCAATCTCGCTGCTGTCCCCCAAAGCCA
TGGAGACGGCAGGTCGCATTCTCAGGTTTCAGGAGGAGCAGCGCGAAAAGGCCAAGATCT
CACTCAGACAGCGGCAGGAGGTGCAGGAAAGGCTGGTGGAGGAGGTGTCCAACGTAGAAT



CTGAGCACCTGAAGCGCTTCGAGGAGCTAACGGAGCTGAAGCAGAGACAGGAGTTCCAGA
GTATGAGGGACATGATGGACAGAGAAACTAAAGAGAGCATGGGCCGTCAAGAAAAGCTGA
AGGAAGAGCAGCGCCA
>CL10137Contig1
AATCGTAGCAACAGATAATGAACCACTTGATGTGAGACACTCTGGACTTTTGGTTCCCAG
CAGAGAATTGCCTGTTGCCTTCATCAAGCGATAGGGTAAGAATAAATTATGTTCCTGCCA
AAATTAATAGCTTTAATAATACAAAGCCAGTCATAAAATGGATGTAAGCGCTTTGACACA
AGCAAAATGTATCTGTTTTTTCCTCCCCAAATAATTGTAATGCCTGATGAAACCAGATTC
TGAACTTTCTTTTACCCACTGTCAGATAAAATAACACCATGTTTTTCTTCCCTCTCGTCT
CAGGCCTCATGTGAAAGTGTTCTGGATGTGACGACAGACAGCTGATGCGTCTGTTGTGAT
GGTCCTGATGGTCCAGTGACTCCTACCCACTGCTGCTCTGTACATAAAAAAATGACATGA
TTGCGCCTGAAATACCTCATCATTATTTAAAGGTGGTTTTGCAACTAAGTAAGACTGACC
AAAACACACGATGTTATGTACAATTTAAAGATTGTAACAAGGCAGCTGTCTTTCAATCTT
CATTATCACACTTGTAGAATGTAGATGTTAAACTATTACTTTATACTATTATTGTTTTGT
TGTGTTTGTACATATCCATTTATATAGATCTATATATGTATATATCAGTCGTACATTCTG
TTTATCTTTTTAATGTTTATTGGAGAATCACTACAATAATTAATATTGTATTCCTGTACG
TTGTATTATGTAGAAACATATTTTATTCTCTGAAATAAATGCAT
>CL10138Contig1
GCGATCTGAAGCTTGGACCGAACCAGAGACAGCACCATTTAAGTGGTCTTGTCTCTGGTT
CTTTCGTATTTTTTCCAAGATGGCCAAATTTTCCTTTTCTATTCCGTCATCTTCTGATTT
TTTTGCCGTCAACAGGCTCCTCCTCTTTCATTTCGTAATGGTCCAGGTCTTGGTCCAGGT
CTATGTCCTGCCCTGCCATTTCTTCCTCCTCCTCCTCCTCTGATGTCACCTCATCGGATG
GCACATGCTTGCGGTCTTGGGTGATGGGACAGGCGGGGAGAGGCTGGTCCAGCATTTCCA
CGTCAGGATGTTGTGGAAGGTTGTAAAGCCGACAGAGGTCACAAATGAGGCGCTTCAGCT
GCTGGAGAAGCAATGTGCTGCCTTTCCTCACATCCTCTAAGCGCTCCAGCACTTCAGCAA
GACTGGGATCATCGGAGTCAACAAACCATATTGGGGGGGTGGAGGGATAGGATTCCGTGA
TGTTGCAATGAATGATCAGCAGCTTCTCTCCAGTTACGTTGAACTGACAACTGAGCTCGT
CGGGTTTCCAGTCTATTATTCGGAACCGCTCGTGATTTGGGTCAAAAATGGACTCCAGAA
ACTTCAGTTCGGCCTTCAGCCCCGACACCGACATCTTCTGTTCATCTCAAAGCAACCAGG
CCGCTGGCAGAGGGGAAGTCGGGGCGGAATGCGACCGCGCAGTCGTGTCGGCTCCTCGGA
TCGCGCACGTTAGCGTGAGAACAACAACAAAGGGCAGGAGACGGAGCGTTATATGAAGCC
ACCGCGCGGATCACGGCGCGCGCTCACTTTCCTTCGGAGCCCC
>CL10139Contig1
AATCTCCCAGCAAAACTAAATCTCCAGAGCCATCTGCACCCTCCCCAGCAAGAAGCTTAA
AATCACCAACTCCAGGTGTTAAATCCCCTGAGACGGAGGGAATAAAGACACCACGAGGAA
TAAAATCTCCAGAACCCAGACTCAAGTCACCACCACCAATCAAATCACCAGAACCTGAGG
ACGTAAAATCGCCTCGTGGTGTTAAATCTCCAGAACCAGCGGGAATCAAGACACCAAGAG
GTCTGAAGTCTCCAGAGCCTGTTGGAATCAAAACAATAAGAGGGGTTAAGTCTCCTGAAC
CATCAGGTATCAAATCACCAAGAGGTCTTAAGTCCCCTGATCCTGAGGGAGTCAAATCAC
CTCCCAGAATGAAGTCTCCTCCTCCCATTATGTCCCCTAAGAGAGTTGTGTCTCCTCCCA
CTGTGAAATCCCCAACCCCCAAACCTCCCAGAGTCCTGAGTCAAGTCTCAGCGCAGGCTT
GTGATGGCTATGTCAAGATGTCTTGTCTTTGTGAGAGCAGTGTCAGGGAGGTGACATGGT
ATTTAAACGGGAGAAGGCTTTCACAGAGCAGCCATTTTGAGATGCACTACTCTGAGGGCA
CCTGTAACCTTCTGATTCATGATCTGACAGAGAGTGATCAGGGGGAGTACATGTGTGAAA
TGACATCAGATGGAGGGGTGTCCAAATCCTCCTTCTCTTTCACTGGACTGGTGTTTCAGT
CTGTTCTCAAAAAGATCACAGCCTACCGTGAGCAGGAATTGGTCCTGAAAGGATCAGCAA
CAGTGAGTCACACGGAATTATTGTCATCAATGAGCTCTTCCATGATGGCAAAGAAAGAAA
CCCACATGGTGGAGGAATCTTCCTCTTTTTCATCCTCTACTCATCAAGCAATGATGTCAT
CCATGATGGAGTCCAGCTCTATCAGCAGCATGGCAGCTGAGATGAAGTTTGAGACCATGT
CCATGTCTAGCATGTCATCCATGACTTCAGAAACATACGCCATGAGTTCCAGCAGCCTAA
CAGAAATGGCTACTCACATGGAGGG
>CL10140Contig1
ACACACCAGAGGAGATCCTGGCCCGGATCGGCAGCGGGAACTTCTCGCTCACTGGAGGCA
ACTGGAACACCGTCTCTGCTGAGGCAAAGGATCTTGTGTCCAAGATGCTGCATGTCGACC
CTCACAAGCGTCTGACTGCAGGTCAGGTCCTCAGACACCCTTGGGTGATGCACAGAGACC
AGCTGCCCAAGTACACCCTCAACAGACAGGACACGCCACTGCTCGTCAAGGCGGCGATGG
CGGCGACCTACTCGGCCCTGAGCAGGAATGTCCCCCCAGTTCTGGAGCCGGTGGGCTGCT
CTAGCCTGGCCCGGCGGAGGGGAGCGAAGAAGATCCCACCCCCACGCCCTGCACCTTAAC
TGCTTCCTTTGAATGGATCTCCTCTGCTGTCTCACTGTAGAGCCTAAGCTTTAGCCCCGC
CCACCCACAGCCGCATTTTCCCCGCGGCGTTTCTCCTTCAGACAATCAGCGCAGAGGGGA
GGCTGTGCGCGCGCACGTCAGGAAAAACAAGTACTGTATTTATTTATGCGGGTCGAGTCG
TCAGAACAAGTTTTGATTTTCGGAGCGGAAGTGGATGTTCACCCCGCAGGCGGAGGCGGC
GCTCTCAGAAGCCACGCCTCCTGTGAGTACCACAGGCTTTCTGGTTCCAGTGTCAACTTT
CAAAGGAAGAAATCAAAGACGGGAATCCTCCGTTTTTAACTGACTCCTTTGTCCAGCTAG



CTCTGCAAATATTTCGAAAATCCTTCACTGCGATGTAACAGTGCCCCCTGGTGGCCAAGA
ATAACATTATTCTCTCTATTCTTTTTCTCTGCCTCAGTCATCTGTCAGACTTTACTCTTT
TATATTTAACTTTATTATTTGATTGTAAAATCTCACACTGGAGAGACAAAAAGACCTTCA
AATCCTTAAATATTAAATCCGAGCACTTTAANATTTATCAATATTTTTTTCTAAAGAACC
AAAATTAAACT
>CL10141Contig1
TTTTTTTTTTGTTACTGAATTGAAATATTTTAATCATTTGGATTTGATTCAACATTTACA
ACCAAATCAAGAAAATTATTTCAAATTTAGTGCTGAACTCTCTCAGTTTGATACTAACAT
GTTATTATTTAGAATGGATAATGTTCCTGCTGGTTCAAGAGTTAATTTTACTTTGAATTG
TGATTTTTGGAAGAAGGATTGGAGTTTCTCATTTTCATATACTTTATACTATTCCACTTT
GACTAATATTGCCTATCCAAATATGAATAATGCAAATGTTATTGTAAAGAGTCAAAAATC
ATCTCATCCAGGCACCTCAAATATTTTCTACATGCCAAAGGACAGCACTCAATTCGCTAT
TGCATTCTATTATGATACTTATTATTATGGAGAAATGTATGCAACAGCTAAAATTATTAA
TTAAATAAATTATTTCTTATTGAAATCTTTTGAAATTCATCGTCCAACTTTCGAATAACT
TATTGAAGGTTATATTACGAAGCTCCAATTACAGTACACTATATTGGTAGGACTATTTAC
AATGATTGTAATACTGGTATACTCTGCAAGTTGTAAAGGTTTTTCCAATCCAGCTGGTGG
AAAGTATACTTTTTGACCATTGCAGAAAGC
>CL10142Contig1
TGATTTTGCTGGAGGTGCTGACGGCCAGCACCGTCATCCTGTCGGCGCGCTCTGCAGAGG
ACTGCTGCCGGCACAGGAAGAAATACAGCCGATCGGGGTCAGTCAAACCTGCCGTGTTCC
CAAGGCGACTCCTCAAAGCTTATTCCGTGATTGAAGTCATCGTAGGAATTTCTGCTGTGT
TTGGAGGCATCATTGCGCTCAACATGGATGCTTTGCTCCCCGGCCCTTACTTATCCGTCA
CTTTCTTCTGGATCCTTGTTGCTTGTTTTCCAAGCGCCATTGCCAGCCATGTTGTGTCAG
AGTACCCCACCAACTGCCTGGTGGAAGCGTTGATTGCCATCAGCAGCGTGACGTCCCCAC
TCCTCTTTTCGGCTCCGCGCGGCGGCTCCAGAGCGCCAGGACAGCGTGCAGATCCAGACG
CACTACAGTGAGCAGCATCTCGCAAACGGAACGCTGCCGGATTTTGACAAGGACAGAGCC
TGGAAGGCGGTCGTGGTCCAAATGGCTCAGTGAGCTGAAGTTTGGTCAGGACCGCCGGCT
GGAATCATCTGGAACTGAAGCAGAAGAGAAAAAATGTTCAGAACAAATTTCTTGTTGTAG
ATTCTGCTTTGAGCTCTTTGCTCTCATTTAAACTTATTTTCTTGTTTGATTTTACTTTTG
AAGAGAATTAATCAGAGTTTTCATCAATTTAAACAGAAAAAGAAGTTTAGGATTTTTTGT
ATTTTTGCTATCTGTTGGTCTTAAATGTTCTCAGCGCTTTAGAGTCTCTCAGAAGACTTT
TAGTTTCTGCATCAGAGTTCTGACAGAACAGATTATTTCCTGCAGACACACAAAAGTAAA
ATAACTGTTGTTCATGTGAAGATTTTTGAGCAAATACAAGCTTTTCAGTGTATGAAAAAT
GTGTAAATAAAACTTAAATCCTATTGTCATGAGGACCAGGAAAACACTGCTG
>CL10143Contig1
CAGNAAGTGCATCAGAATTTACTTTACTCTTACATTAAGAATTTTCTCAAACAGAACATT
TTTAAGTAGAATTAATGCAGGAAGAGGGCTCCTGCACATGAATGTGGTGCGTAAACCGGT
TTACTTAAACATGATTTTGACTTTAAGCACCAAAACATTTTCTGACAATTTGGTGTTCCT
CTGCACAGAGAGAGTGCATCTCCATCCATGTGGGTCAGGCGGGTGTCCAGACGGGAAATG
CATGCTGGGAACTGTTCTGCCTGGAGCACGGCGTTGGTCCTGATGGAATCTTTCTGAACG
ATCCGTCCGAGCCCAACTCACGAGAAGATCCATTCAACACTTTCTTCAACACCGGGAGCT
TTGGCCGTCACGTTCCGAGAGCCATCTACGTCGACCTGGAGCCTTCGGTCATTGATGAAG
TGAGGGTTGGAAAGTACAGGGAACTCTTCCACCCTGAACAGCTGATCTCCGGAAAGGAAG
ATGCAGCCAACAACTACGCCCGAGGCCACTACACCGTCGGGAAAGAAATCATCGATGGAG
TCATGGAGCGGATTCGGAAAATGACGGATCAGTGCACGGGTCTACAGGGATTCCTCGTCT
TCCACAGCTTTGGAGGAGGCACCGGTTCTGGTTTCACCTCTCTCCTAATGGAGCGTCTAT
CGCTAGACTATGGCAAGAAAGCCAAGCTGGAGTTTGCTGTGTATCCAGCTCCCCAGGTGT
CCACGGCTGTGGTGGAGCCCTACAATGCCATCTTGACCACCCACACCACCTTGGAGCACA
CCGATTGTGCTTTTATGGTGGACAACGAGGCCATCTACGACATATGTCGGCGCAACATGG
ACATCGAGCGTCCTGGCTACACCAACCTGAACAGACTGATAGGTCAGATTGTGTCCTCCA
TCACAGCCTCTCTCCGTTTCGACGGAGCCCTAAACGTTGACCTGACGGAGTTCCAGACCA
ACCTGGTTCCATTCCCTCGCATCCACTTCCCTCTGGTTACTTATTCGCCCATCATCTCTG
CGGAGAAGGCGTACCACGAGCAGCTGACCGTGTCCGAGATTACAAGTTCCTGCTTTGAAC
CGACCAATCAGATGGTCAAATGTGATCCTCGTCAAGGCAAGTACATGGCCTGCTGCATGC
TCTACAGAGGGGATGTTCTCCCCAAAGACGTGAACGCTGCCATAGCAAGTATCAAGACCC
GCCGTTCGATCCAG
>CL10144Contig1
CAGTAGGCTGGAACAATAACACTAAATCCATACTAAACGCAGAGCTACTTTCTAAAGCGC
TTGAACAGAGGATGAACACTCTTAGCGCCAAAAGAAGCCTTGTTGCTTTTGCTCTGATAC
TCCATGTAGACGGTGTCATCTGCACCTGACATGGAGCTCATGGTGCCCGCTCGCCTTGAA
ACCTGTGGTCGAACGCCCAGTTCAGTTGCCACTATTTCATCCTCCGCGTCCAGGTCTGAA
GCAGCTAGGACCTTCTGAAGCAGCTGCTGCTGTTCCTCTCGGGTGGAGAACATCAAGTCC
TCTTCGTCCATACCTGCCAACTTTGTTATCACCTTAAAGCTGTATCCCTGATCAACGAGA
AACCTCTGTCTTTTGGTGGAATAGGCCATTTCCTGAGTGTCCTGTGATACCAGTGAATAG



AAGTACGCGTTGTACTCCTCTGCTACCATTCCTTTCTTGGCTCTTAAAACTCTGCCAAGT
CTCTGAGCCTCTTGTCTTCTGGATCCACCGTGAGATGAGATCTGGATCAGAACATTGGCT
TCTGGCAAGTCGAAGGATGTGTNCTCCGACCTTGGAAATAAAAATGGTGTTGATNCTTGG
GGTTGTGCTTGAAATTTTGTAAAATCTGCATTCGCTCCCCCTGAGAGGTAGGACCATAGA
TGTAGGGCTTGTTGAGACGTACGGCGTATTCCTTCAGGGCAAACACGTTGTCAGCAAACA
CGATAATTTTGTCGTTGCGCCGCTCGTGGAAGCGAATGAGAAACTGGCAAGCACGGAATT
TGTTGGGGTTCATCGTGTAAAGCAGAATCCGCTTCTTCGTCTTAATGGCCACATATTCTC
GGTAAAACTCAGGAGACATCGGGCACCACACCTAGTATTCCCCGGCCATAATGCCCGGGT
TAACGCCAGATNCC
>CL10145Contig1
CGGCACGAGGTTATTCCTTTTAGTTTGAGCTCAACAAAACACCACTTATATAGACCTAAT
AAGTTGTCTTTGTATTTAGGAAACATCCATGGTAACCTAATTTCTTCCACATTAATGGCC
TTTCTTCCCTCTCAGTTGTGCTTGTTTTTTTTTCTTTCAGTGGCTGCAGCTCCTCACCGG
ATTTCTATCCCTTGTTTCTTTTCAAATGCACCTTTTCAGGTTTTTTTCTCAGATTTTTTT
CCCCTCAAGAGGCAGATGAAGCAACAAAGAGAGCATGTTTCTCCTATTACAACCTTCATC
CTGGTTCTCATCACTTGAATTAGATAGTGATTTTTATTATTCCTTTTTATTTTTCCTTTA
TATTGATGTTCCATGAAGTGTTTTTATTCAAATTTTTTTTCTTTTTGTTTTGTTATTGTG
CTGTCAACTATGCACTTGATGTGGTCAGTGCCATACATTTGCTGTGATTTATCACTTGCA
ACACTCATGTCTTTATATTTCATTTATTGCACTCCAAGTAATACATGTTCATTCTTGACT
CTAACCATCTAAAGAATCCAAACGTCAGTGATATTTATGTAATTTTACCTTAATAAAC
>CL10146Contig1
TAAACGTATTCCCTATAAAGTGTNTATGTACTAAGAACATGGCATTCGCACACATGCTGA
AGGAATGTAACATAAATAGCCACAGAAAGATTTGTGCAATTAGCTTCAAGACTGTGAAGC
AGAAAGGGTTCGATTCTCCTCATCCAACAGAAAAAACTGCAGCTGGATGAGGAGCGTCCA
GCCGAGACACGGAGCCGTGGAGCGGCGTGTTCCCGCCACAACGCCAACACAACGTCGACA
CGAGACTCAGAAAAGCACAGGAGCAAAAAGCCTCGTTTAGAGTTCGTGACACGCCGTCAA
CTGGGATTTTCTCTTTTCCATATATTACATTCTTTCTGCCAAACAAATTTGGGGCACGGA
GGAGGAGGAGGAAGAGGAGGAAGAGGAGGAGGAGGAAGAGGCCGTATGTACATCACAGCT
ACATGGTTGCTGTGCAGATTGGCCGAGTCAGGCTGGGAAAAGCAGCCGTTCACGCCCCCC
TGAACAGGCGCTAACACTGGAGGAGCCGGTGGGAATACTGCGCTCGGGCGCGGGAAAAGC
TGGAAAACACTTTTGTTTCTTGATCCTCGTGTGGCGCAGACGTAGCGTGAAACACGCAGC
TTTGGCCTCTGAGCTCAGCAGAATGAAACGGATCTGCGTCTGCGGCTTCATAATGAAAGG
GACGCCACGCCGCGCTGACGGGAGGAGCTCANGTTTAGCTTAACAGAAGCGGCGCCGATG
CCAAATGTGCAAAGAGCCGACCGTGAAGGCGGGGCTCGAACCAGCGTCACGCCGTTTCCC
GGCGA
>CL10147Contig1
TTTTTTTTTTCTGATTTGGAAAACTTCCTAAACCTTTCCTGCCAAACAAATGAGTCACAC
ATTTTGACACCGATTCTATGCTTCAATCATTCCAAGAGTAATGCTGAAACTCATTCTGAT
ATCAAGTCAAGGGCCATAAATCAGCGAGGAACACATTTATAGGGTTGAGATGCAGTGATG
ACTCAACAAGTGCTCAGCCAAAGTTCGCTATATGATAAAGAAATTGTTTCTATCGTTTTT
TGATAAGGCGAGCTCAAAGACAAAGAGGTCTTTCACTGAGGCGTGTTTGTGCCAGAAAGA
TAAAGCAGAACACATGAATTTTATGGAAAGAGACTAGTAAAAAACTCTATTCAAATGTCT
ATGTTTTGATAAGAAATAGAATGTTTCAAAATTCATTTGAAGCCAGTTTCATTACAGTTT
GGATTATTTATTTATTTTTGCCTTAAAGCCTTGTTTAATTGGTTCAAGTTATCCTTTAAA
TAAACCTTAAAATAGTCAGAATTAGTGTCATAAAACCTTCTACACTGCCATCGCGTTTAG
GTTAAAAAACAAAGTTTCGTTTTTTTGATGGCACAGGTTGTAAAAGTGAAAAACACAACA
AAAAGCGGCCAGGGGAAAAAGAAGAGACAGGTCATGAAAAAG
>CL10148Contig1
TTTTTTTTTTGTAACAAAGATTTATATTGATGTTATATATCGACATATTTATACAGAAAA
TTGAGAAAAGACAAAACGTTCAAAGTTGAGCAAAGAATAAAAAGATGCCGTAGGTTTAAG
GATGATTGAGTCAGAAACCTCTGGCAGAGGGCTGGATGGGTGTAGAGGTGGCATTTTAAC
ACAGTACAAAACTGTCA
>CL10149Contig1
TCGGCACGAGGCTGAAATTTACTGGCTTTTTCTTTTCTGTCTTTTTTCTTTATTGCTTCT
CTTCTCAAAATGTCTTAGTTCCATCCAGCAGTTCTTTTCTTCATCTTTCTCCAGCCTTAA
CTCTTCTCGGTTGTCCCTCATCACTCCATGGGTTTTAGATATCTGTTTCACTCCTGTTTT
GTTTCAGATTCTGCCTTTTACTCCGTTCCTTCAGTCATTTTTGATTTAAAGGTTTGTCAC
TTCCTTATCTACTCCTTCTTCTTGTGTCTCTTTCTTATCATCAGTGCAGTGATCATCCCC
CACCCATTTTTTTTAACTTTACAATACTCAAAGTAAATAGTGACTCCATTCCCTGTTTTA
CTTTCTCTCCCCCCATTTTCACCTCAACACCTCCTACAGACTCCTCATCGTCTTATCTGT
CTCCTCTCTTTATTATCTTACCTCACACCTTTCCTCTATGCTGATCAAAGATCGGATGAA
GGGGGAGTGGGAAGAGCTGTCAGACGAGGTCTCTATCTCTCTGACTTGCTCTCTGAGAGA
CGGAGGAATTTAAGAAGCATTTTATTGATTGTCCCTCAAGGCAGCATTTGAAGGAGGGAG
AGTGGGTGTGCTTGTGTGTGTTTGTGAGCAGATTCTGCTACTTGGTTGTGTTCACATTTT



ACTGATGATATGCGAAGCCGCATGAGTGTGAACCTG
>CL10150Contig1
CATCTTGCACACACAGTGCAGCCGTTAAAGGGAGGTTCCCGTCCATTCTGCGGGCATTCT
CTACGCTTCTCAGTTTTCTGTTCTTGTTGTGCCAGTCTCACCTTGTGCCAGTATTAGACT
GACCCAGTCGGTCGTTTCATATGCCTTTATTTCTTTATGATGGTTTTCTGAGGCCAAATC
TCCAGTGAACATCTGCCATGCTCCTTTTCGGCCTAGATGATCAGTTAGGGCAGCTAGTTT
GAAACCTTTTTTGCCTTAAGCTGATATGTTTCTATTTGTAACCAGATGGGAAGCCAAGGC
GCTGCACTGGATTGTGTTCAACGGATCCAAGGTTCAGGGTTGCTTTTTTATTATTATTTA
TTTTTGTTTGGGGTGGGGGGCTGTGTGAATGCCTGAGACGCTGTGAGCTGTTGACTTTGC
AACACACAAACGCATTGTCGGAGTCCAAGCCTAGTCTGGGGGGGGGCACACGTATATGCG
TACTGCACTGTCTGTTGAGATACCCCTCTGGGCCCTTCCCCTCACTTCAACTGTCACACT
GAAAGACACTGCTTCACCTCTGTCCAACCTACCTCTTACTGTAAACTTCAGCACCGACTC
TGTTCCCTTACATTTCATCCGGTTCATGGACTTGGAAAATATAGATAGCATAGAGCAAAG
CATAGATTTGTTTTTGAAGAGATTCTGCGTCAATTCTTTCATCGTATTCAAAGGATTTTT
GTTTTTTCTTTTAGAGTAAACAATAATTTTTTTGTTTATTTGTAGTATAGTTTAAATACA
AGTTTTTATTTTGATGTAATGAACTGTAAAAGTACAAAAACAATTTCTGTGACTACTGAA
TTAACTGTTTACAAAACAAATTCAAACCTGTATTCTTTTAAAAGTAATGTGACGCAGACA
AC
>CL10151Contig1
CGGCGGCGGCGGATCCCCTCCGTCCCATCATCATGTGGATCATTTTGGTGTTTCTTGTCA
GCTCCGTCTCCCCCGGGGACAGCTGGGGGTGTCAGCTCCCCCACGACTGGAGACCCCAGA
CGGAAGCGTGCCGCGCGGAGCTGGCGGAGATCATCGTTTTTGCCAAAGTGCTGGCTCTGC
ACAAAGAGTCTTACAGCGTTTACAACTACCTGCCGTGGCAGCACGACACCGACCTGCTCT
TCTCCGCCGAGATCGAGCTCCTGTGCGACCAGGCGTGGGGCAGCATGCTGGAGGTCCCCA
CCGGCTCCAGGTTCAATGTCAGCGGCCTGGGATACCTGCCGTGCGTCTCCTACAGCGTCA
CCAGCAACAACAACTACTACTTCTTTCTCAGGATGGATGAAAACTACAACATGATTCCTC
ATGGAGTGAACTTCCAGGATGCCATTTTCCCCGATACGGCAGAGAACCACCGCATGTTTG
CCAGCCTCTTCCAGTTTTCTAACTGCACTCCGGGAACTCAAGTCCACAGTTTTACCCCAG
AGTGGGAGGCCCAGGAGGACAGCCGGCTGCTGTGCTCCACAGTGCAGAAGGCTCTGTTTG
AGGAAGAGGAGCGGGTGAGGACTCTGTCCCAGAAAGTGCGTACCTTGGAGAAAGCCAACG
GGCATCTGAGGGAGAAGGTGAAGACTCTGAAACGTCTGCTGCGCCAGGCCCAACGAGACA
CAGGCAAGGAGCATCAGACTGCGAGCCTAAAGCAGCTCTACGAGCCAAGGAGCCCACACA
GCCACCCTGATCAGGACACCACCCGAGAACAAAAGAAAACTCCTCTGAAGAAGGTCCTCA
AGCTAAAAACCTAAGGTTTTCCTCTCTGTTATAGCAGAAATAAGGGAGCAAAATTCAACA
AAAATGATCAAAACAGAAGATTTAACCACAATTTCAATGTTTTCTATATTTAAAAAAAAA
GTTTGGAAAACTTGGTCTTTTCTCTTTGAGTGCTGGACACCATTCATCAAATGTGTATGA
CCCTCTCGACTCTATGTGACAACCACTACATGCATTTTGTGCATATTGCATGGATAAAAA
TTGGACATACCTGAATATATGTGAAAAAAGTGAGAAAAGTTGCGGTCTTTATGTGAAATC
TTCACC
>CL10152Contig1
TTTTTTTTTTGCAAAAGCAGAGTTGAAAGTATTTTATTCTGGGGGGAGAACAGAGCAGTC
ACAGATGAGACTCATGGCGAGCAGAGGGAGTTGAAGGAGTCCTGCGCACGCTGATGCTGC
AGATGCAGGTCTGTCGGTCTTGAAACTACTCAACTTCATTTCCGTTTGCTTTCTGCGGCA
GCAGCATCTCCCGAGCCCGGAAACCAACCCCGCATCTCAACAGAGTCCACGGACAGGAAG
CGGATGGGTCCAGAAGTGTAGGAAAAAGTAAAAAGAAAGAAAAAAAAAGAAGGTAAACTT
CC
>CL10153Contig1
TTTTCTTTCACTTTGCTCGCCTGTGTCAGGGAACGATTTTGACATTTGTCATCGGTTTGT
TCCGGCCTGCTGTAGCTCCCTGGTGGCGGTCGCGCGCACACGTCATCCACGTTTTCCGCT
GTTTGCTTGTTGTGGACAGCACTTCCTACTAGATCACGATCATCATGGCTGGGCCCGCCG
CATCAGAGAACCAGAACTTCTGCTTTAAGGAGGAGCTGGACGCTTTTAAGTTGAGCTTGT
CACCCACTAAGGAGGTGATTCTCGAGCATTACTTGGCTGGATGGAGTGGGCTTGTCAAGT
TTCTGAACCGCCTGGGGAACGTCTTCGGCTTCATCTCCAAGGACGCCAGCAGCAAGATCC
AGATCCTGAGAAACTTTCTGAACGGTGAAAGCGGCTCCGAATATTTCACCGTGCAGTCCA
TGGTGAAATACGAGCTGGAGAACAAGCTGGTGGACCTGAAGAAGGCGGGCAGCCACCCAG
AGTCGGGCTGCCGCACTCTGCTGAGGCTCCACCGCGCTCTGAGGTGGCTGGAGCTGTTTT
TGGAGCGCCTGCGCACCAGCCAGGAGGACGGAAAGACTTCCGCCATGTGTGCAGAGTCGT
ACAACGAGTCTCTGGCCCAATTCCACCCTTGGGTGGTCCGTAAGGCTGCGGGACTGGCGT
TCTGCATGCTGCCGGGGCGGCTGGCATTCTTCGAAGTCATGAACGTCGGTACCCCTGATC
AGGTTGTCGCCATGCTCGGGGAGGCGCTGCCGGTTGTCACTGAGGTGTACCAGATCACAC
AGGAACTCTATGCAAAACACGATTTGCTTGATATCCCATAGAGAGGACGATGAATCCGAT
CCCAAAAACATCCGTCAAAGGCCGGTGGAGCCTGCTGCTACTCCTGTTTGATGCAGGACC
GTTTGAAACCACTAAAACTCCTCTGAAGCTCGTCTGCATTTAACGGAACTTTAAATTATC
TTTTAAATTCTTTCCTTGAAAATTGATTTGGGTTTAGAATTTCTCAGATGAGACTTGAAA



CTGTGCATAAAGTATTCTTCATAAGGTGAAAGCTGATGACATTTGATGTGTAGTAATAGA
AGATAAATCATTTGAGGTAATTTATTCAGAAAGTGAAAATCTGTTTTTAAATGGTAAAAC
GATAACATTTTAGAAATGTCAGTCTCACAATGATGTAAATAAAGGGTTATTCTTTATAAA
TTTGAATGTATTTCATTAATAAATG
>CL10154Contig1
CTCCTCTGACACCAGCAGCTGCTCCTCTGCTTGCCCCGCCTCCTCCTGGGCCTCCACCTC
CGACCACTTTCTCTTGGTGGAGCGGGAGGAGGAAGATCCCGTCACTCTGGAGACCGTCAC
GCGGGCCGAGGGACTGGGGGAGAGTTTGAGCCGGTGCTCCTCTCCCTCCAGCAGCTTCCT
GTAGGCGTTGATCTCCACGTCCAGAGCCAGCTTCACGTCCAGCAGCTCCTGGTACTCGCT
CAGCTGAGCGTCCATGCCCTCCCTCAGCTCGCTCATCTCCTGCTCCTTCCTCTCCATGGC
CCGGCGGTGCCGGTCCCGCTCGGCCGACAGGATCTCCTCCAGCTCCCTGATCCGATCCTC
TGAGGTTCCCACCTGCTTCTGCAGGCTGCTCAGCTGGTAGCTCAAGCTCTCGATCCTGGA
GCGCGACTCCTGAAGCTCCTCCCTTGCAGCATCCATGGCTGCATTGCTCATCTCAGAGGA
AACGTGAGCATTTTCCAGCTTGGCCTGGAAGGTCTTCTCCAGCTCCTCCTTGTAGAAGGA
GACCTGCTCGTCGTGTTGCTTCCTCAGGTC
>CL10155Contig1
GCATTAAAGGGAGTCTCCTTCTTTTTCATTTACTGCATGCGATCTGTTNGGAGTTGCTGG
GGCTGGTACTGGCTGAATGCCGCTGCCGCTGCAGCAGCTCCTGGGGTGGCAGCGGTCGCA
AGCGGCTGCTGGACAGTGTATCCATACCCTGCTGTTGTCATGTAGCTGGTCGGCGCTGGT
GAGGCTGCGTAAGGATACTGCTCATAAGCGGCGGCAGCGGCGGCAGCAGTGGCAGCGGCT
GAATACTGCGCATAAGCCGCTCCGGTATAATCAAGGTATGGAGAGGTTGCAGCAGCAGCG
GCAGCTGTTGCAGTAGCAGCAGAAGGCTGCACATGAGGGATCACCACACTGGGTTGGACA
AAAGCTTGAGGGTAGACATAGTGAGCAGGGATCCCATAAGGCCTTTGGATGAATGCAGGA
TGGATTTGAGGTACGCCAAAGGCAAACCCTGGCTGAATGACCCTGGGTTTGGCCCCAAGA
TAGGCCAGGTTTACGTTGGCTTTCCTTCCATCTATTATGGGGTTGGGGTCCTTACAGGCT
CTGTCTGCTGAGGCCCGGTCTGCCATGGTCACGAATCCATAACCTCTGGATTAGCCGGTC
TGCCGGTCAGTGATCACCACAGCCTCCTCGATGTCGCCGAACACCTCGAAGTACTTCCTC
AGACTGGAGTCCGTCGTGTGATAAGGAAGGCCTCCCACGAAGATCTTGGTGAAGGTGGTG
TCTTTCTGCGCCGAGTGCATCATGCGTGGAAATGTACTTCGTCGGGAGCTTTTAAGGTCA
CTTTCACGCGAAGAAGAAGAGAAGTTTCAGGAAGTTTTTCTTTGTGAGCTTCTGTATGTG
TGCGAAATCGCAGCCCCCGGCAATAAGGCCCGGGTTAA
>CL10156Contig1
TTGGCCTACATCTACCTTCAATCCTGCTCCTCTTTCTTTGTCTTCCATTTGTGTCAGATT
TGTCATTCAACCGTCTTCTATTAACCTTGTTTACATCTCGCTTCTCCTCCTCCTCCTCCT
CCTCTCAACTCATTCTCTTTTCACTCCTTCTTTCATTCTCTATTCCTGGCGCCATGTTCT
CTTCACACCATTTCATCTTCACTTTCCTCGCACTTCATCCTCCTCCCAGGCTTTAATCCT
CCATCACGTTGGCATTCCCAGGCTGTCTCTCATCTCATCGTTTCATCCTTCCATCTTTTG
GAGCACACTTCCCCCTTGATTCATTTTCCTCTTCACAGACAAATGGTGGGAAATATGGAA
ATGTCAGCATGACCAGGCAGGAGATCACAGAGGACTATGCTAATATGGCTGGCCTGTCAC
AGCCCCATCAATACAGTGTGTGAGTGCGTGCTGCTTGCATGCACCTCATGTGTGTTAAAG
ACGCGATGATAGGTGGCAGTGCTTACATTACAGATCTCCGACTACTTGAGAATGTTGAGT
AGTGTTATTTTTATGGCTGTGTGTGAGCCCTAACCTGCTCTTTTACAGAATTGGTTTTAT
TTTTTTGATGTCAGGCAACAGAGCTTCTGTAAAGTAAAGCGGTGGTGACACTCTTATTTT
GTCTTTCGTCGTTGGTGTTCCCTTTTTCTTTTATTTCTCCTTCCCAACCACAAACTTTAA
TTCTGCTGCCCCTCACACAAAAAAACTCTAATATGACCAGTGCTCTCTAAATATTTGTGC
AATCACTTTTCCAAATGTGGCTTAAAATTTCCAGAATTCGTTGGATTCTTTCTCTTCTGC
GTGTTTGCTGTCCTAATGGCGCTTTCTCTGTGTCTACAGAGTTTGGGTTGTGGAGGAGAC
TTTGCTTGTCTCGTGTATGATATTAATTTCCCTGGGGGCAGTGCGGAGTCTCATAAGGCC
AGCCTGTCTCCCGTCTTGGTGCTGACAGGATCTGACCTGTGTTGGCTCTCCTCTTATTGC
CTCAGAATGACAGGCAACAGACTCGCCATTGCTCTGTCC
>CL10157Contig1
CGCCCCCCAGGAGGGGGCAAGGCGTCTGCGGACAACAGCCCAGGACGGAACAGCCGGGGA
GGGAAGCACCTCCTCTTCTGTAGACCAAGATGCCTCTGAGAAGCAGGCCAGCAGGGGAGG
AGGCAGACAGGCACATCTCCCTTTAGGTGGAACACTGGGACGAAGGAGCGCATGCTGATC
AAAGTGACGGACAGAGAGCCCAGCTGCCTGGCTCATCAGGGAAATGGTTACTCTCCTTGT
GAATCCCCAACCCCAGGGGTTCCATTCGGAGGGGGCACCGCCTCACGGACACGTCGTTCC
TCAGGAGGGGTCCAGTCCTCAGACCCTGACGGCTCGCCTGTTCTTTATGCCGACCGCCGT
CAGTCGCCATTTTTGAAGCGAGCAGAGATGGCCTGCACCTCCTCTCACCGACATCCCTCA
ACTGACTCCCAGCCGCCTTCGCCCCGCTACGCCTTTGAGCCTCCACTGTACGAAGAGCCC
CCCTCTGAGTACCAGCCCCCTCCCATCTATGAAGAGCCTCCCACGGACATGCACCTTCCT
GACTCTGGCTCCTTTTACTGCTCTGGAAAGTCACCCGCACGCAAGTCCTCTGCCCCCCTA
TACCATTCCCCTAAACAGAACCAGTCCCCTTACGGGCAGCTGGTTCTGACCCGGCAGAAG
TGTCCAGAGAAGACTCAGAGTCTGGAGTAC
>CL10158Contig1



GCAGATGTCCAGCTTTGCCACTGCTACAGAGTAAAGCAAACTCCAGCATTCGACATGAAC
CGGGTCTTCAGCAAAGGTTCCTTGAAGAACCTGACTGGCCTCATCCAGCGGTTTCAAAGC
ACCTTGGTCATTGCAGAACACAGCAATGAAAAACTGACACCTATTACTCTCAACGCCATC
ACTGCCGCCAGTAAACTTGGTGGAGATGTAGCTTGTCTGGTTGCAGGCACAAATTGTGCC
AAGATTGTGGAGGGGCTAAGCAAAGTAAAAGGTGTGAAGAAGGTTCTGGTGGCGCAACAT
GACGCTTACAAAGGAGCCTTGCCAGAGGAGTTGACTCCACTTATTCTGGAAACACAAAAG
CAGTTTAACTTCACTCACATCTGCGCTGGTGCATCTGCTTTCGGAAAGAACTTGCTGCCC
AGAGTCGCTGCAAAGTTGGACGTCGCCCCAATTTCAGATATTATCGAAATCAAATCTCCT
GATACGTTTGTAAGGACCATCTAGAGCTGCAGTGGATGCTGGATTTGTCCCAAACGATAT
GCAGGTTGGACAGACAGGCAAAATTGTAGCTCCGGAGTTGTACATTGCAGTTGGTATTTC
AGGAGCGATTCAACATTTGGCTGGAATGAAAGATAGTAAGACTATTGTTGCTATCAACAA
GGATCCTGAAGCTCCCATTTTCCAGGTGGCTGACTATGGCTTAGTGGCAGATCTTTTTAA
GGCCGTTCCTGAGATGACGGAAGCACTGAGCAAGTGAAGAGCCGCGCTCCACCAAACCTT
CAACAGACTTCAACAGCTTCAGCAAGAGTAATAACAGGAAACCTGCTCATTGCCTTAAAG
AGTTCCTGAAGCTGCGTGTTTCAGCGTCGAACCAATGCCGCCGTCAAGATCCACTATTAG
TAGTTTCAAGAAAGAAATACCAGTTTTT
>CL10159Contig1
AGGAATTCGGCACGAGGGAAAAAGGAAACAGAGGATGGTCGTCGGAAGAAAGAGGACACA
GGCGGCTCAACAGGTCCCACTGCTAAAGATACAATAGATGAGCTGCTGGGGGGGCTGAGC
TCTGATTTGGAGAAAATTGGCGTACGCACCAACCCAAAGGGCCACTGTGCAGCCTGCCAC
AAATGCATTGTGGGAAAGATGATCACAGCCCTGGGGGAAGTGTGGCACCCCGAGCACTTT
GTGTGTGCGGTTTGTACGCAGGAGCTGAGCACGACAGGATTCTTTGAGCGTGATGGAAAA
CCCTACTGCCACAAAGACTACCACGAGATGTTTTCCCCGCGCTGCGCCTATTGCAAGGGC
CCCATCATGCAGAACATCCTGACAGCTCTTGACGAGACCTGGCACCCAGACCACTTCTTC
TGCACACACTGTGGAGAACTGTTTGGGCCAGATGGTTTCCTGGAGAAAGATGGGAAACCA
TACTGCAGTAAGGACTTCTACCACCTCTTTGCTCCCAAGTGCTCTGGCTGTGGGGAGCCA
GTGAGGGAGGACTACCTGACGGCAGCCAACGGCACCTGGCACTCAGAGTGCTTCGTCTGC
GCGGACTGTCTGAAGCCCTTCACCAACGGCTGCTTCATGGAGCTGGACGGCCGACCCCTC
TGCTCGCTGCACTTTTACTCCAGGCAGGGCACTCTGTGCGGCGGCTGCGGCGAGCCCGTC
ATTGGCCGCTGCATCTCCGCGCTAGATCGCAAGTTTCACCCCGAGCATTTTGTGTGCGCC
TTCTGCCTGCGGCAGCTCAGCCAGGGCATCTTCAGGGAGCAGAAAGGAAAGCCGTACTGC
TCCTCCTGCTTTGGGAAGCTCTTTGTGTGAGATCATGTAACAGATTAGCCAACCTTCAGA
CAGTCAGAGATGGGAATGTGTGGATGTGGCTGATGAGCTTCAGTGAGTCTGGAATGCTGT
ATTTGTGTTTTGTATAAAACTGTTTGGAGGTGCCCAAAATAGGGATGTAGGTTGAGATAC
TTTGACAATAAAAACGTA
>CL10160Contig1
CGTCCCACACACACTCCTCCATGCCCTCCTCTTTGCACTTTCCTCCTCCGCCTCCCACGA
GTCTCTTCTCTCGAGTGCCAAAATAGAACAGAGAGGAAAATGACGACAACAACAACAACA
ACAGCAGCAGCAGCAGCAGCCATTCCAAGCGTTTCTTTGAGTTGTTCTTGTGTGTCGGAC
ATCCATCCTGGAAGCACCCATGAAGCCAGCATGCTCCGCCCTCATAACATGATGTCGCTC
ATGACGCCTCAACTGATGCCCACCACCACCACCTCCTCTCCTCCTCCTCCTCCTCACCAC
CCCCCTCACACGGGATTAACCCCCTCCGCAGGTTCCACCTGTCCGCCCGCCTCCAAACAG
TAACCGCTGGTTCCAGCTGCTTTGTCATTTCTGCAGCCGGTGGGACGACACGGGTCGTGT
GCCATAGAGTCGGGGGCACCTCCCACTCTCCTCACCCCCCCCCCCCCCAAACNTNTTTTN
TNT
>CL10161Contig1
ANAAANAAAAACNGNCNNTTTTTTTTGNGGGTTTTAAGTNAAACCCNGTTTTGNNTGTTA
NGGGTTTTGAAANTGNTTCNAGNAAAAAAAAAAAACATGTTAAAAAGGTGTATCTGCTAG
TTTGTCCTTTTTCTGTTTGTCATACCTAAAAACTTTGTAAAGGTAATTATGTTTTCTTCT
CGTTACTGGGTTTTCATTGCACTTAAACTCACCTGTGCAGACTGACAGTTTTCAGAAAT
>CL10162Contig1
GTNATCGTTCTCTTNTGATGACTTTTATTTACTGTATTGTTTTAAATGTAGTTAACGTGT
TTAAAAAAACTTGTTTAAGTAATTATTCAAAAAATCACTATGAAAATAAAAAAAATGAAA
AATCTCTTTTTCAGGCGTCAAATTTCAAAACCGACATGCTGTCACTCTGGAAGATTAATT
TCACCCATAATTCAAAGAAATATGCAGTTCTCAATCGAAGATTCAATTTGCAATTAAGAT
TTCAATATTAGAATTTCATTACAATTTCACAATAAAATAAACCAAATATCAAATAAAATC
AGTTACATTTGACATTGTTGTGGGTTCTTGTGCCATAATTTGGGGTTAGCAGAGGGAGGG
CGGTTGACTTCTAAACAAAAAACTGCAGGTTTGATTCTCGCCACGTCAGAGTGTCCCAGG
GACAGACACTGAACCCCAGCGTCCCTCTGGTGGATATAGGCTGGCACTGCAGAACGCTAA
ATTGTCAAGTGGAGGAAGAAAAGCTGTCCCCGTGTTTACCATTCAAAGGAAAATGCATTT
TTTAATTCCGCAGGACCAGAGGAAATCAGCTTCATATGACGCCNTCAGGGGTTTTT
>CL10163Contig1
ATTCGGCACGAGGTGAAAACTTGTTCTTGGAGCAAACCTCTGTTTCCTTTTTTTCATTTG
CACTAGTTAGGTTATGTTGGTTGCTTAGGATTGTCCTCTTTTTCTTCTGGAAAACGGGTG



CGTAAACTCTTCTTGTGTTGCCAATGTCTCCATCACCCAGGAGAAAGGAGGAACATAAAA
AGCGACTGTGCAGCTGTCTGGATGTGACATGCATGGCTTCCCTTCCACTGACTGGTCTCA
GCAGCATCGTCCGCCATGGTTGATGTTTATGTTCTCGTTCCCGCCTACTTCAACGCAGAA
TGATGACGTTTGTAGCGTATCGATGACGTACGGGTCGGATTCATGTGGCCTGGCCGTTCA
GACGGAGGTCGCATTTGAAAAAATGGGATACGTATCGGATTCAGGACCACATACCCAACT
GGCTTGGGTCGCATTTGAAAAGATGGGATCTGTGTCGTTCAGACTGTCATGAAAAGATCA
GATACAGGTCGCATAGGGGCAAAAAAATGGAGTTGGGTCGTTTCAGCCTGCAGTGTGAAC
GTAGCCTTAGTTTGTCAAATCTTTGAGCACATGAGACTGCAACATGTACAAATCTTTTTT
TGACTTCATTTGAACTTTTGAAAGCTTCAAGTGTTTAATTACCCAGGAGCTCCAATGAAC
TAAGAAATATTTTAGTTATTGTTACCGTCATTGTGTGCTAATTTTTGCTGTTTTTCCTCA
TAACTGCCTCCAGTAGTGTGAAACTTTGTGTTTTTAAAAAGGGAACGTTTATTTTTACAA
TTTAATTGCTTTGAAGAAAAAGGTTCATTCAGATTTTTTTACTCGGGTTACAGAAACTTA
GGATATTCCCTGTGACTAGGAAACATGTTGCAATGAAAATAAATTTGAATTATGATGTCA
AAGTCAGCAAAGGGTAATTTCTCATTAAAAGGAAGAGAAAGCTGCAAAAGAAACAATAAA
AAAATATGCAACTCCAGCATTAAATATAATTAATTCTGTTAAAACCTCTTTTCAGATTTG
TTCATTTAACTATTGAAATAAAGTTTTGCCTATTTGTTTTCCTTTGTGTTTTTTATGTAT
GCTTTATTTCCTTTACCCTGTTCTCACCAAAGACTGTATGGTTTATAATTAAACCCTGCA
AAGGATTCTTATGTTTTGTACTTTAAGCAGTCTAGAAATGACCTCTAGTAAGGCCGAGTG
TGTTCTAAAACTAGAAAACAGAAACGTTAGCCTTTTTAAATGAAAGCCTGCATGTGTAGT
CGAATTCAAAAAA
>CL10164Contig1
CCGGCCTTTGGCTCGTCGTTTTTGGGCTATTTGCGGCGGCGTCGCCTGCTTGGAGCAAAC
CGGCACAGTTTGAAGGAGGTGACGGACGCGAACTGGGACAGAATCCTGGCGGGAGAGTGG
ATGATTGAATTCTACGCCCCGTGGTGTCCGGCGTGCCAGCAGCTGCAGCCGGTGTGGAAG
GACTTTGCGGACTGGGGGGACGACATGGGCGTCAATGTGGCCAAGGTGGACGTGACGGAG
CAACCAGGTCTGAGCGGCAGATTCATCATAACTTCACTTACCACCATTTATCATTGTAAG
GACGGCGTCTTCCGGAAGTACCAGGGCCCTCGGACTAAAGAAGACTTACTCAGCTTCGTT
GATGACCAGAAATGGAAAACTGTGGAGCCGATCTCCTCGTGGTTCGGCCCGTCGTCATTT
CTGATGAACTTGATGTCGGCTCTGTTCAAACTCTCCATGTTCATACGGCGTTGCCATAAC
TACATGACGGACAGCCTGGGCATGCCGGTGTGGGGCTCCTACGTGATCTTCGGTCTGGCC
ACCCTGTTGCTGGGCCTGGCTCTGGGCCTGTTGCTCGCCTTCATCGCAGACTACGCCTTC
CCCCTGCAGACGGTTTTGCTCCGATTATCACCAGCAAGTTCCGGAGCATACCGACCATCC
C
>CL10165Contig1
TGGCTTCAGCCGAACCAAAGGCTGCGAGTTTTAATGCGACATATAAGTGTTCCAAAACAA
CATGGATACAACAAAGTTGGGCTAACATAGCACTGCATGGATTGAGAGAGAATCATTGAG
GATGTCAGATTCACATTTGATTGTGGTGTTTTAAGGTTTTTTTTTTTTTNCANCGAACCT
CCCNTTTNCAAC
>CL10166Contig1
ATGCAGACAAATCCACACATCAGTCCGTTCACAGTGGCGTCTATGTAGCAAACTTCTTCT
GCCGTACAGGCGGGGGCAGCTGAGACACGATGTCCGCCAGGGGGCGCTCCACCACCACCA
GAGAGCTGTCGTCCAGCAGGTCTACGCTCAGGAGGTGCTGGAACATCTTGCAGATTTTGA
AGGCGTGGCTCTCTTGGATCCTCTTTTGTGGAGAAATAGTCTTCAGATCCATCTGGTTGT
AGAGCTTCTTCCTCGCCTGTGGCAGCGGCAGACTCTGATCGATGATGCAGAACATGAACG
CGTCGTGCAGGAAGACGTGCGCCGGCTTGTTGCGGTTGAAGGCGATGTGTGTGATGGGCG
TGTCCCTCTGCAGCCACAGAGGATGCAGCCCCTCCCTCTGCAGGCTGCGGCTCCACGCTG
TGTACTCCTTCAGCTTCAGGGAGAACTCAAAGATCTGCTGGTCGGCGTGCGCCGACAGGA
GGTGACCGGTCGTCGGGTGGATGGCGATGGCGGTGGGGCAGGAGCTGTAGACCGGGAGCG
TACAGTGGAGTTTGAGTTTGTGGAGGTTGAAGACGTGAATCTGGCCGTCCGTGTGTGCAG
CGGCNAGCCAATTCCCGTTCTCGCTGGCANAGAGCANGTGGATGGGCTGA
>CL10167Contig1
ACACATTCAACAGTCTTTTTCTTTTATAAAGTCTTTTCTGAACAATTAAACAATTTTCTT
TGAGCCTAACAGCATTCTTGGCACATTTCTACACATCTGTTAACAAGTTCTGATCAATGG
AATCAGAGTATGAGCGAGCCTAACGCAGTTTAACAAACTTATTTTGACAGAGTTTGTGAT
AATTTAGTGCAAGTTTCCTTAATCCAGACATCAGCAGCCTTAGTGAGGGGGAAAAAGTAG
GAGGATGAAACATTAATTGTTTTGTTTTTTTCATCATTCAACATTCAGGATGGGCTTGAA
ATGAACTTTTTGTCTTTAATTCCAAATTGATTAGGAATACCAAGGGTTTAAAGACGCACT
CCAATAAAAATTGTTATTGACATGCTCTTGTGCCATTTTTCTGATGATGGATGGAATGTA
TAAAAGAAAATTTCTGAGTATTTTTTGTTAAATCATTGTCAATCAAGAGCATATTAAAAA
ATGTTGTTTGAAAAAGC
>CL10168Contig1
TATGGCCGGGGAGATTCAGGATAGTAAGTCATTCCGTTCAGCTATTAACTGACACCGTTT
TCTGTTGCTTTTTATAAAACTGCGTCGTTTTTGTAGGCTGGCGTTTTTCCCACCGTCTGT
CTCTCTATATATAAACATACATAACTGCTGAATATGGAGTTCAGCTCGACGCTGCGGTTT



CCCCGACCAAAACATCGGACTGCAACCGTTCCTTTCGTCCAGCAGCTAGCGTCTACTTTG
AACCTCCGGCTTCCTTTCACCGAGCTTTTACGTTTCTAACTGGCTATAGCTAGCTCTCTT
TCGCGGTTCATTTTGCACGCGCATCTGTAGTTAGGCATTTACAAACATTTACAAACATGT
CCCACGTCAAGCGTTGAGTGTTTTCATTGTTGTTGGCTGGATTTCCTATCAAAATGAGGT
CTCCCCTGGCTCCCGGTATACGCCTCATCACGTCCTTTTCCCGGGATAGCTGGTATCGTG
GCTTCATTCTTCTCCTCACGTTCCTCTTCTACACGGCTTACCACCTCTCCCGGAAACCTA
TCAGCATTGTAAAGAGCGAGCTCCACAGAAACTGCTCTACAGTCATCAGACCTCCAGGCA
TCAACATCACTGACAATGAGACCTGGTGTGACTGGTCGCCCTTCGACCAGGACAATTATC
AGACTCTGTTTGGGGTCTTGGATAACTCCTTCCTGGTTGCTTACGCCATCGGCATGTTTA
TCAGTGGTATTTTCGGAGAGCGGCTGCCTCTGCGGTACTACCTGAGCT
>CL10169Contig1
TTTTTTTTTTGTTTCACATCTTTATTTAATTTTTAGCCACACAGAAAACACGATGGCAGC
ATGACGGACATGCTCACCGACAGGAACCAGAGGAGCCGAGGTCAGACGGTAGTGCTTCTG
GTCTTTCAGTGACTCTGACCTAAACTAGCATTTTCATTGTTCTAAGTCCAGCTGGAAGAG
CTGGATCCAGAAGAGCGGGATGTTCCTCAGACCGGAGGAAGTTCCAACAGCAGAAGAGCC
TCAAACCTGAAGGATCTGAAGCAGAGAAACCAGAAGCAGCAAAGAAATGAAACCTTAGTC
CACTTCTGACACCGCTGGTCTGGTTCTGGATCTGACAGCATCACAGGCTGAAGGACAATA
AGGATCGTGGATCAGACCCTTCACTACACGCACACGCTGGGGCTCGG
>CL10170Contig1
GCACGAGGGCTCAATCAAGTCCGAGTGTTGAATCCAACGAAAGGTCTGGTTTCTGGGACG
TGGCAGCATTTCGTATTCAAGTGCCAGATTTCATACAAATACACCCCCCACCCACCCACC
CACCCTCCTCCATGCAGTCCCCCAAAAAACTGCAGAAACCAGATCAGCTCTGTTGAGTCA
TGTCTGATAAAAAGACGCTCCTGCAGAGTCTTTGAATGAAATGTTTTTTTTTCTGACGGC
TGCAATGTTAAATCCCTGCTTCAAATGTTCCTTTACGGAGCGGACAGGAATTTCCTTCAC
GGTTTTCTCCCAACTGAGTCCATGTCTGACGTTTATTTAAACCCACTACATGGACATATA
TGTGCTATACTTCCTCCCGTGCTCTTAGAAAACAATAATCCTTCATATGTTTGTTGAGCT
GTGGCATTTAGGGGGAGATATGATGTTAATGTAAATTTGATGGCCTAAAAAGACTTTTTT
TATTGACGTTTTATGCTCAATTTTAGCTTTTAAAGGTTTAAAAAGGCACCATGTCCATCC
AAGAAAAGGTTTTGTACCAAAATAAAATCCTTACATTTCTATGATTGGACTCAGTCAAAA
GGGTTTTTGTAGAAAATCTAGAATTTTTGTTTTCAGAACAGGACCTGTCTGTCTTTTTGC
TACTAACCCCTAAGTGTAACAACCAAGCCTAATACTACATCTGACATGCTTCGATCTGTA
TTCTTTAAAGGCGCAGACTTTACTTTGTATTAAACCTGTCTTCATTTTTTTTGTAATTCA
TGATGGAAAAAGCAGGTTTGTTGTATTTATAACTTTTTGGCATTCTGGAACTAATGAGAT
GCTATAAAGAG
>CL10171Contig1
GAAGAAGTTCTTTTATAACAAAACTACAAAAGAATCAACCTACGATATGCCGCCAAACTC
TGCAGCTCCTTTCCACATTTGCCATTCTGAGTGTCTCTTCTGGGCCTGGGTGGACGGCGT
TATAGTTCACGACTCCCAAACCCGGATCGACCCAGAGAAACTGTCCAAAGATGAACTGCT
GTCCTTCATCCACCAACATTACCACCCCTGAAGAAGAAGAAGGGCTTCTGGAGATGATTC
ACAGAAAGGACTGGTTATGGAGCACATAAGCCGTTGGAAAGCGAATCTGTTTCGTTTATT
TTAATTTGACACCAAAAGCAGGAAAATTGGAAGAAAAAGTCAATTATCTGCATTTATTTA
GCAGCTGTGACGCTCATTGAGCTTCTTCAGTAGACGTGAAGACTGCAGGAGTTTGAATCT
GAAGTGGGGACTGGTTTGTTGCCCGCTGTAGCAGAGATATCTTTAAAAACCAGTCTGCCT
TTTCACTTTTTCAACAAATCTTTGTGTGTATTGAACAAAAAGATCAAGAAAAAGCTGCTG
TTGTTTCTGCTTTGCTGTGCATGTTCATGTAGACTCCTTTTTATTCTCTGGTTTTTCCGC
CGTTTTCTTCTTGGTTGTGTGTTGATCATACTATTAACGGCAGGTAGGGTAATAAATACA
ATATGCAACAGTTTTTTGTTGTTTTTAGTGCCCTGTAGCTTGTTTTATACCTGCTGTTAG
AGAAGTTTGTCTGTTTGAAGTGGACACAGATCCTTTTTCTTCACCTAAAACTAACAGACT
TGTGAAAAAATGTTCCTGAACTCCGCAAACATCATGCTAAGCATCTTACTCAGCGTTTCA
GTGCAGATGTGTCCTATCTAGACTCCATCTACTTTGAAAAGTGTGACTGACTTTTTTAAT
TTGGGAGTGGTCTTTAAATGTTTTCATGTTCACATGCTAGGTTTTAGCTTTAGTTGACCC
CTCAGACTCTGAGTAAATAAAAA
>CL10172Contig1
TCGGCACGAGGCTTAAATTAAAAAAATCTAATGACCCTCCTTTGAATTTGTAATAACAGG
CCCTTTCTGAAAACTTTAAAAAAAATAATTATGATGGGTTGCATCATCTCTATCTTAGTT
TCTGAGAGTTTTCTTTATTTTTTTTTTTTTTTNAA
>CL10173Contig1
AAAACACAGTGTTTGCAGCCCCCAGAATCCTTCAAAACTCAGACCAACAGCCACAATGAG
ATTTCTTTGTGTTTTCCTTGCTGCAGCGTCATTTCAAAGCGCGCTCTCTGCATCTATTCA
GTCCGCATCAAATGAGGAGAAAACAACTCCATATGATGGGCTCAAAGAGCTACAAAAAAT
AGACCAGATGGAATTTGAGGCTGCTCAAAAGGCCGAAGAAGCACAGATGAATGTTACAGA
GGGACGGGATGAAGATGTCGAAAAAGCCAGTGCTGGTCAAGAAGATTCTGTGGAGAAGCA
TGTTGAAGCTGAGAATGACAGCACAGGGCATCCTAACTGTGACGCTGTTTCTCCAGCAGA
GGGCGCTGGGAACAATGCCGACTCTTCAGCAGAGGAGTCAAATTCTTGTGAAGACGCTGT



GGAGCGTCCTGAGGTTGTGACAGAGATGACCAAGTTAGATGTGTTGGAGTGATACAATGG
ACAGCTGCTCTGATGCACGACATGAAACCTGAGCCAACTCGGGGTACCATTACATAAATA
AAGAGATCAAATCTGAAA
>CL10174Contig1
GTTTGTTTTTGTTGATTTAGTTTGGTCACTGATAAGTGAGGCGGTGGTTTTTCTTAAAGG
TTCAGTTTGTTGGTTTTGGAAAGGCTGGCCCCCTTTTTGATCTGCTTGTAAATGTCCTTC
TGTCCCGTGTGTGTGTTTTTGTCTGTTTCGCTCAGCTGAGCTTCGTCTGTTTCATACATT
TCTCCCTCTGGAAATTATTTTCAGTTTTTGTTGTCTTTTTATGAAAGTTAATTTCCTTCC
TGAAAAATGTCCATCTTAAGAAAACACACTCATTGTTGGATCTACGCAAACGTTTCCACC
TAAACTGTCAGTAAGTCAAAGTGAAGGAAATATAACATAAAAATGTATCAAATTATTTGA
CTTTATAATTTATTAACTGTGTACATTCAAACATTTTTTTCTCGTAATGCTGAGCTTCTA
ATTTATTTTTTTAATCCTTTTTGTGCTGTTAGGGTAGTTGATATTTAAAATACACTGAAC
ATAGAATGTATGTTTGCATTTTTAACAAAAATAAAATGAAATTACAATTTTGGCCAGAAT
TATTTCCAGGTGTTTCTCTTAAGATGGTCATCTGTTGGTTTGCCTCCATTGTTTTCTTTT
CCTCCTCCTTTCCTCTCACCGTCACTCTTCCAGTCTGTGTCCAGATTTCCCTGCAGTTCT
TCTCCTTGNGTCTGTCTTGTTTGTTGATGTAGGGGATAAAGGAGGAGGCGGGGCCTCTCT
GCCCTTCCAAA
>CL10175Contig1
GCTGTATGTGTTTATTAAAGACAGTTACAGAGAAACACACATGCATGTTGGCTCCACATC
AAACCACGGCTGTGCAGAAACTGGAACGAGGACGGCGAGTTCGGCTCATTTCAAGTCAAA
AAAAAAAAAATCAAAACNCAACACCTTGTGCNCAACAAAAAACCNCNACCCNCTAAACAA
ACGGAAGGTCACACGNG
>CL10176Contig1
CTTTACATGTGAAAACAGATGTCATTTTCCCTTCGATCAGAACACTGATGAAGCATAGGG
TGGATCACAACCTCACACAAACAAAGCACAACACTCACAATCCAACATCCAACTCCACGC
ATGTAGGACTCTGAATGTTTCTTCCTTTATAATTAAACTTAAAAAGGTCACTTTTTAAAG
CAGGTATTAGTTTTTACAGTTTTCTTTAAACGTGCTTGATCAATCACTGTTTTAAAGGCA
CTTTTTTATGCTTGATAGCAAATATCTGTGAGGTGCTTATTGATAAAACTGTGGGGATAA
ACTAGAGAAAAATAACAGAAAAAAGAAATGCATGATGGGAATAAAATTCTTAGAAGAAAT
GTATTGCAAATAGGTTTCACTACACCTGACTGATGTTTTTGTTTGTTTTGAGGCATTTTT
AAAAGTATTTCTTTCATGTTAAAAACTTTTGCGAGTTTTGGTGAAGAGTTCGGAAACAGG
GTTGGTCAGTGTTCCTAAAATCCTGAAAAAGAAGCACTGAGTGGAAAAAATTGTGACTCA
TCAATTCTTCTTTTATTGTTTTATACACAATAAAAAGCATTAACATCTCTATCACCCAAC
TTAGCAATAGTGTTTCAAAGCCCACCATACTGTTTTAATGCATCCGATCCCTGTACATTT
ATATAAAAAACTGTCACTTCTGTTTACATTGAGGAAAGTACAGCCTAAGCTCTGCACTAT
GGCTTCAGTTCAAATTAATGATAAAAGCCACAATTGTTTTATATGATAAAACTGTAATTT
TAAAATATTTTATTTGACATTGTATCAACTTTGCTTTTGTCAAAACATTTTTTTGATTAA
AAATGCTTTTTTTTTAATGCATTTTGTTTCATGATGAGCGATGGCAGATAATTAAAGTGG
CATTTGTGAAACAAAAAT
>CL10177Contig1
TTTTTTTTTTCTTATTGCAATATCCATTTATTGTTCTGATCACATAAATCTCTACAAAAC
AGAGGGTTCTTCTGCAGTAGGTTCAAAGGAAGCGCAGCCTTCGCTCAGTGCTGCAGATCA
GACGGAGACAGGTGCTTTTTATTCGCATGTCAGTCAGCCACGGCGTGTTTGTTCTTTGAT
TTTAAACAAGTTACCAAAGACTTTACAGGAAAGTAAAGCTGGGCATCTGACAGCTGAACA
AAAGGAGAGTCTGTCTCTTCAAGAAGGGTGTTTCACTTTGAGGGTTCACTCGCCTGAATC
TCATTTGTGATTTTCTGCTGCTTGGAGCAGCACTCGCACACCACAGTGATGACTCCACTC
ACACAGAGTCTTCACTCAACCCACAATGCACCATTGTTTAGAAACCTGCAGCAAATATCC
CAAGGGATAATTTCAGGGCAGATGAGTTTGACTGGGATAGATAAGAATGCAGCAGACATT
GTCACGAATGTTACGGCTGTGGAAAGTTGTGAGACCAGCAGACTTAGCTTTCGTTGGTTC
AGTTTGCTCTCGCAGGTTGGTGGAGTGAACCACCTGTAACCATCATACTGTCACATGATG
CGGTACCAGGAAGAAGAAAACTGTCAGGTTCTCTGATTGTCATCCTGGTAATAAAT
>CL10178Contig1
GCTTTTCCCCTGCAGGGTGGGATTTGAGATCTGTGCTGTTCTGCCAACAGGAGGCTGGGC
TCTGGTCCAGGATTTCCAATGGAGTACCATCAGTCTACGCGGCAAATGCAATGGCGTTTT
CCCTCAAATGTGTTCACTTTGTGTTGTCAACCTTCCAAAAACACCAATGTGTGAGATAAT
GTGTGAGATAATCCCCCAGTAGTTATCCAGTTAGCCAAGTTCCTTTGGTCAACAGACTGA
GGTGAAGAGATTAGAATAAAACACGCTGGTCTTCTGGTCTCAGGAGTAATATTAAGGATT
GTTTCATTTGACAGAACGACCTCTCGGTTTGCTGGTCGACAGACTTCCATCAATCAAGTT
AAGAGGGTGTGGCCTAAAAGACCTTCTCTGACATGGTCGCTATGACTGTTCAGTCACACC
CCTCCACCAGCCTCCACCCCCTCTACNGGAAAAATCCCACAGCTGTTGAATAAAATGAAG
TTCTCCTGAATGGAGGACGTTTCTGCGCCACCTTCAGGACGTCAGGGAAACTACAGTGTC
CTTTGTTCCGAGATGTCTCACCTTAAGTTCTTCATGGAACACGGAGGCCCAGAGAGTGGA
ACCTGTTAATGACTCTNAGAGGTGAAGATGAAGAGCAGTGATCAAGGAGAAAAAGTTATG
ATGACATCAGCTAATGAGAAAGGAGGAGGAGGAGGAGGAGGGTGAGCTTTGGACTCAGGG



GAGACATTGACCTGTTAGAATAAATGCCTTCTCTGCAGAGAGATGAAATCATATTTAAAG
ATCAGAGACTTTAAACCTCAAGCAGCTCAGTGTTTGAAGGAGCAAAGAGGAGGAGGAGGA
ATTTCTGGATTTGACTTTCTGCTTTTTCGTTCAGTATTGAAGACACAGGAAGCTCATTCT
GAAGCTGCTTTATTTTCTGTTTTCTTTTATTTATTATAACTTGTCCTGATTTTACTCTGA
CAACAGGGGCTATGAATCTCCTGAGACACGAGGTGTGTATTTTTATAAACCCCTT
>CL10179Contig1
CACCTTTTTGCTTGAATTTTTTTCACACTGTTCTTTGGTTTAACTGTCACTACACGACCA
AGATGCAAAACCACAGTCCACACAGCTGCTGGAGTTAACCCAGGGGCACTTGCATGAACA
TGAAGACTGGATCTTGTGGACAGTGAAAGTTTATTCAGGTTGAGACCATGGGGAATGTGG
CTCCAGGGAGTGGGAGACATGCCTTTTAGAAGTCTTTAACAGTGCTACTGTTTACCTCAA
AAAGATGAGGAAAGTGGGAGAGGGCGGGGAAGAGATGCCATCCTTGTCTTAAATCTGTTG
TGCGAGGGATATTCTGTTGTCATCAGCTGCATTCTGCTTTGAGCTTCGCCTCATCTGCTT
CTAGCTTTCGTTGCAATTATGGCATGAGTTTCTTTGATTTTCATAGTGGTTATTTATACG
CTGGACATTTATTGTCACCTTTACCACGATGAATTATGTATTCATTGTACAACTAACGTG
TAGGTGGACATCACTCATGACAAAAAAAAAGGGCTTGAATATGTGTAGGTTTTCTTTGCC
GCAAATTTGTTTTTGAAAGTTTGCTTGAATATATTGTGATTGAGATGAGCAGCGCTTCAA
ACTTCAACACTTTTTCAGTCAGATTGTTAACAAACTGACCATGAAACTACCGGAAACACT
AAATTAAATCACTATATTGTATAGATGATAATTATGAGGAAGACTGGTGTTTAAGAAGGA
TTAACAGAATGGTCAGCAGGTGGGATATTTTTTTGAAATGCAACATTGCATGTTGGAGAT
ATTTATATATAGATTATTATATACTATTTGTATGGATTTTTACAGAGCACAATCCAGAAT
CTGGTATGAGTAGGTATTTTTCTAACAANTTTGCACATCTGTATTTTGACAATGAATATA
ACTTGTTTGTAATTGGTAATGTAATGCACACATAACATTGTTTGACGGTAAAAAATAAAA
AAAAACTTTATTTCTAACTGGTCATACTGTATGTACCATTTGGGGACATGGACGGCAGAT
GTACTTATTTGAGGATTATTGGACATATTTAGAAACTATGAGAGAATTTTGATATTTAAA
GGCTCATTTTACCCCAATGATTTGTGCAAAGTCTTGGAGAT
>CL10180Contig1
TCGGCACGAGGGAGCAGTTCCAGTTCGTCAGGGCTCACGCTGTCCGGGAAAAGGACGGGG
AGCTCTACCTGCTGGCTCAGAATTTCTTCTACGAGAAAATCTACCCCAAAAACTGAAGGG
GGCTTTTCAGAACGGTCTGACTACAGCTGCACAATGGGCCCCCCTCCAGCCTTTTAGAGC
GAGCTAAAGTGCGACTTGGAGCGGCAGACTGGAGTTCTTTCTGATTTTACCAGCCAGCTG
AATGTGGGGTTTGTGTTTCCCTGCAGAAGGGGGGGGGGGGGGGGGG
>CL10181Contig1
GGCGTTTGCCCATCGCCTTTTCCCGCCACGGCCCCATCTGCCCCGCCTGCTCCAGAGCAA
CACTCAGGCCTGAGTACTCCGAGAAGGCCCTGTACAACCAGCTCTGCTTCTACAGATTCA
TCTTTGACTGGGAGCACGCCTTTTCCAAAGTGCTGACTCAGGAGGAGAGACTGCTGGTGA
ACCAGATGAAAATGCAGAAGGAGGTGTATCGGAAGCTGAAGGAGGTGCCAGAAAAGGCCT
TGGCGGCCAGCGGGTACTCAGAGGTCAACCTGGCCAAACTTTTCCAAGCATTCTCCTCCC
TCAAGTAAAAACTAGTCCCCACACAGTCTGCTGCATATGTCTTTAGTTTATATATACATG
AACAGCTCAATTGCTTGGAGGCTTTGTCCTCATTGGGCTTGTTATTGGCTATAAAAATGC
CCATCACTCCCTCCCTGAGTCCAGTTTCCTCACATACGCCGGCACACACACTCATAGCTT
GACCCCATCACCCTTACTCTGTATGGTAAGGGGAGAGGCAATCATACCTAAATGACAGTC
TATTGTATGTGCAGAGGCTAGCTGTGCCCAGATATATATATGTGTGTGTGTGAGGGAGAG
GGTGTAAAAATGACTTGTCCTCAGAGCGGCCGCGTACTCCAAAAGCAGCTAATTAGCCAA
TGATAGTGACCCCGGCCACTGAGACCGCTGGATGCCTGCAGCGGTCGGACACTTGTTCTG
ATTACCACCATTCATCCCGCGCGCGAGTGTGACGAGTGTGTGTCAGATCAGCAGAGGAAG
GGAAAGAGCGAGGAGGGCGCAGGGAGTGGCGGGGTGAGGAAGGCCACACGCGCTGCCGCT
TTGCTCTTTTGTCCCGGTATCGAACAGCTGATCCGCTTCCCCTCCACTGCCTCTGTTTAA
CCGTCTCTCTTTTCCCCTCATCCTTCCAGACAAACTGTGTTTTAAAGTGTCTTTTGTCAT
AAAAATGATCGTATTTCATGTGTTTTCATGTTGATGCTAATAATTTTGTTACAGAAATTN
AATAAAGATTT
>CL10182Contig1
TTGTACATGGACATTCAATAACAAAATAACCCCTCAAATAATAATAATAATGATNATAAT
GGCAGTCAAGGAGAATAAAAACAACACAGGACAATTTGATGAAAAAAATACCAAAAATGA
CCATTTTTTCATTTTTTTATTTAACACCGTGGCATAAAAACCATGATAGGAAAATGAAGC
TGCCACGTTATTTATGTCATTATTTTTTTTACATGTTTTTTGCCAAATATCTGTGTGCTC
ATGTTAATTAGTAACCACTAGCTGCCCCTTAAAGAAATTTAGTGGTAAAGGGTGCAGCAC
GGTCTGCAGCTCCNAATATAANAAAAAGACACAAGATTCATGCAAAACCTTCTCTTTTTT
CTTCTTCTTCTTCTTTAACCTGGACAAGGATCACTCANGCTGGTTTATCCATGCCATCAG
TGGTTCCNAAAGTCAATTTTTTCCTTGTTTTGGTAGCACTTTTTAAAGTTAGAAACCAGA
ACATGCTGGGA
>CL10183Contig1
TTGGAGTAATCATGATAGAAAACAAGACCAAGCATTTTCTAGAAAAATAAAGGTTCACGT
CGCAGTTTTTCCCCCCCAACATTTCTTCTGAAGGAAAAGCATCCGTGCACTGACTGCATG
TGGCCTCAACACGGGATTTTAAAATTGCACTAAAAAAAAAAAAANTTTGAGCAGTTTATA



CANACTTTCAANACTGATCANCATATGAAAACGGAAACNTCAAAACNCGTCANCCAAGTG
NGAAACACATGAAAAGTTTTTACAAAAATGAGGCAGTTAANCTAACATTTCCGGAAATTA
GTGAAAAGNACCTGCTGGAAAACAACCNCTTTTCACAGGATTAANGGCAAAAAGNANCCN
CTTTCTCTGGGGTTTGGACCCTGACAATAACAAACTTTANCANTTCANCTCCNAACNGGA
AAAAATNAAACTTAANGNGCAAAGCTTTTATTTAATCAGGGGGCTTTCCTTAAAAANATA
NCATTTTGCTTTTACNGGACNTACNCAAAAAAGCTAAGGCCAAAAATCGGAT
>CL10184Contig1
TTCGGCACGAGGGGAACTGCAATTTCTTTGAAAGGGAAACAGACCATCCATCATCTCTTT
TGTCTATCCAGGGAGACTTCCATTGATTCCGGATCGTTGCAAAGATATGCGGCGAGTTTC
GCTTTTTGGCTCGGCTCGGGCTCTGCTGCTTGGGCCTCACCAGGACTTTTGTCTTTGAAA
TAAAAGTACGATTTTTATCTCTCCTTTAGAGATCTCAATCCATGGCATTGATTTTCTCTG
GCAAAATGACTTTTCTTTGGTGAACTTTTATTAATCCTTCCCTGATTCTGCTTAGAGAGA
AAAAAAAACATTTTCTCAGTAGAAAAAAATGTATTTATGTAACAGAGAACACAATAAAAA
ACAATGTGTTATTCTTTTGTTGTTTTTTTAATATTTCAACACGTTTTGTCATGACTCAGA
GTTGGACAGAGCAGCTTTTTGTGTGGAAGCACAATAAAAGTGTCAGGTGTCTCTCAATTT
TCTTCGTATTTTATTGTGAAATTTCTGGCTGGAGCCCCCAAAATGGGAGTCATTAGCATC
CAGTGACTTTTAGCATTGTTTATGGCTTGTTGCATACTTCAAAAAACTTTACTCAGTTTC
CCATGCCACCCAATCTCATTGGCTGTGAGCTGATTAATAATGAGGCGTTTGTGCAGACCT
CTCTGGGAACCACAACGCTACGTTGGACACAAACGTTGCAAAGCTGCTTGTNGTCTGCGC
TTTCCAATTTGCTTTATTCGTTAAGGATCTTGAGCTAAAAGTAACTTAAAAGCTCACAGA
GGCAGCATTTTTAACAATCTCAGGAGTAGCTGAAGGGCTCTTATGGATGAAGACTATGCA
TCCCCCTCATCCCCCTCATCGTCCTCCCTCCCCAACCCATGTGGCCTCAAGTCATTAATC
ACCCGGATCTTTTCAGCTGTCAATACATACAAAGAAAGACCCCCAAACCCAACAAGGATG
ACTCCAATGAAACATTTTTTTTTCTTCTTCCTCTGAGCAGGGGCAAATTTAGTTCACAGA
GCAGTTTTGTTTACCGTCTGGGGCAAATTTAATACAGTATTCATAAAGAGCTTATCTAGT
GGAAAAATCCTTGTCTCCTACAACACAGAAT
>CL10185Contig1
TTTTTTTTTTAATCTTTTAGGGCAGCACTTACAGCATATGGAAATTCCCAGTCTAGGGGG
CGAATTGGGAGCTACAGCCACGGCAATGCCGGATCGGAGGCACATCTGCAACCTACATAG
CAGCTTGTGGCAACATCCAATCCTTAACCCACTGAGCAAAGCCAAGGATCAAATCCGCAT
CCTCATGGATACCAGTTGGGTTCCCAACCCACTGAACCACAACAGGAACTCCTAAAGTGT
ATTTCTTAAAGCCACT
>CL10186Contig1
ATTTTTTACAGAACACATTTTAATTTCTGTGCTTAAATTAAAAAAAATTAAATTAAAATT
CAGTTCAAATTTGAATGACATTTATAACAACACAGCAGCAGGAGCATCGACCCTTGCAAC
AAACCTGTAAGCATTGAATACAGTCAAAGCAATGTTTAATGTGTTAAACATAAACTGTCA
GGAATTGGGATTTAGGTGTAGTTTTATTCTTAGCTCAGTTCTTTGGTATCACTTCCTTTT
TGCAACTAATGTTTCTGAATTCCCTCACTACTCACTACTAAGCGCACTATATAGGGAAAT
AAAGTAGTTTTTTTCAGTGTCTAAATGTAAAAATTCCAAAATTAGATTGACCTGGAAATA
TCTCAAACATCTCTGTGAAAAAGTAGTGAGCACTGATGCTCACTAAATTGATAAATATAG
ACCACAATGCATTGCGTTTGAACAATTTGTCATTAGAAAAAAAAGAAGGAATTGAATCAT
TTAAATTTTCATCATCACAAGACAGTGGATTCATAAATAAGTGTTCATAAATGTAC
>CL10187Contig1
TATGGCCGGGGAACTCCAACTGGGGGGGCCGGCAAGATGGCGGCGTGACCGGTTTGTTTT
TATCGAGCTCCGAGCACCTAACTTTTTTATTGAGCTTTTTTGAAGCAGCAACATTTTGCT
TTTTCTTGAAAACGATCGGTGAACGTTGTGGATTGTACTTTTTGGATACTTTTTACAAAT
TCCCACCATTCAAAATGCCCAAACCTCCTAAAAGAAGCGAATCTTCAAAAGACAAACAAA
GCTCCGCTAGCTTGTTGTTAGCCGACGAGCACGACTACTCCGGCAGCAGCATGGACATTC
CCATGACTTCGGAGGAGGAATTTCCTTCACTCCCAGTGACCCCAAGTAAGCCTCCTCTTG
CTAAAAAGCCTACTATGCCCTGGTCCATGAAGTCAGATGAAGCAGTCAATATGCTCGCCG
AACTAATCAACTCAAGAAGCGATGCTCTTGAAAAAATGGTTGAAACTGTCCGTTCCGAAA
TTAAACTCATAAATGACAAAGTTGAGGTCATGGAAAAACGTGTGANAAAAAAAAAAAAAA
AAAAAAAAAAAAAACAT
>CL10188Contig1
TTTTTTTTNTGTGTTTCCTCTGAACTTGACACGTTTTATTACTGCAGGATGTCTTTGGAA
ACTCAGTTGGCAAGAAAAGATGGAAAAATGAACATAAATGTAGAATCAAAGGAAAGACTT
GATCACAAACATTTACCTGAAGCACAAACGGATTAACTCCGGGACAGACATGAAACCAGA
ACCAGCAGAACATTCAAAAAAGCCTGAAACATTATTCTTAAATCAAGTTCGTCTCCAGAC
TGAAGCCAGACTGGAAGAATGGTCACTTCAGCCTCTGCGTCACGTTTGCCAAGGCGACGG
CGAAGGCCTGCACCGCTGAGAAGGGGTACTGGAAATCCAGGATGTACGCGTTCCCGTCTA
TCCGGCCAAACTGCATCACCTGCCTACCATCCAGCTCTATCTGAAAGTTCTTCGCTGACT
CCTGAGTGACCCGGCCCCCAAAGTCCAGCTGGTACACCTGGGTGGCTTCGTTCCACAGAG
GCTGCTTGTTGGCCATCACGTACAGGAACCCTTGGCTGCCTAAACTGCGGTCCTCTCGCT
CGTTTGCTTTGCGGCTCTTGATCTCCTCCAGCTCGCTGGCCATGCGCTGACTCCTCTTGC



TCTTCCAGCTCTTCTTACTGCTTTGGTTCTGC
>CL10189Contig1
CAACAATGAGAGTCTTTGCAGTCTTCAATCATAAACTCCTCCGTATCTCAATAAATAGTC
CGGATTTTGGGGCGTTCTGCTTGTAAATTTGCACGAGAGCAGCTCGTGACAGAAAGCGGG
GCGGCGAAATAAGGAATCACAAATTGAAAACAGGAAGCCAAGTGAAGCGTGGGTGTGGCT
GCGATGGCTGGTGGAAGGAGGGGAGCAAATCGCACCACATACTGCAGACCGCCGGTGAGC
AACGACCAAGGATCTGTCAGCAATGGCAACCACACAACCAGCTCTCCGGTCACGGGGGTG
CGATCCCGTATAAGAAACGGCTCGGGGACGTGCATGTCCAGCCCTCCGCTCGCCGCACAG
ACCGTTGTTCCTTTGAAGCACTGCAAGATCCCGGAGCTGTCTGTGGATCAAAATGTGTTG
TTTGAGCTCCATCTCTTCTTCTGTCACCTCATTGCTTTGTTTGTCCACTATGTCAACATC
TACAAGAGTGTGTGGTGGTATCCTCCATCACACCCTCCCTCCCACACATCACTGAACTTC
CATCTTATCGATTACAACATGCTGGTGTTCACAATCATCCTTCTTGCAAGGAGGCTAATT
GCAGCGATTGTGAAAGAGGCATCACAAAGTGGGAAACTCTCCTTCCCTCACTCAATATTT
TTGGTA
>CL10190Contig1
CGGCACGAGGGGTCGGCTCCTTCGCCTACACCCGGCACACGCTGAGGGATCTGGAGGTGG
AGGCGTACCGGCTCATTAGGGGCCTGGGGGGGAACCCTCAGCTGGAGGCTCTGGTCAAAC
AGCTCAGCCAGATGCACCACGAGGCTGAAGCCACAGCCAACTCCAGCGGTGGGCCCGACG
CCAGCCCAAAGCACTGATCCAAGCTCCTCCCACTCCTGCTGACGCACAGAGCACACGCAA
CCGATGCCTTACTTGAATTTGAACCCTTTTTACAGAAACCCTTCCGAGGCCTTCCTTCTG
ATGTGCATTACGGTCTGATCTCCTTGATGTTTGAATGACAGGTGGGGGTTTTCTCATAGA
TGGCCGCGTCGGACCCGCCCCAAAAGAGCGTGCGTCCAGAATCGATGCGGATCAAACGTT
GAAGCGGCGTGAACGCTGCTCTGATGGGAAATCTTGTTTTTCTAGGTTGAATAAAAAAAA
TCTAATGTGGAACGGAGATTTGTCTGAGATTGAAATTACATTTCTGTTACATCTGAACAA
GATCACAAATGGATCTTTTACCAGATATATTTGTCAAATCTATTCAGGCGGTTTGTCTCC
AAAGAAACGACTATTTCTTTTAAAGGCAATAGAAGTTTCTTTTTAACCTGTAAGTCAATT
ATTTCATAAGTAAAAGTCATTTTTGTTCAGCTTGTATCACTGAAAAAAAACGTTTTCTAT
GTGAACAGAATTTGTTTTAAAAAAAAACATAATCAAAAGGTGAATTT
>CL10191Contig1
ATTTTATTTTAGTGTTGTAAATGACGCTACATTAATACATTATGTTTTAAATGGTTCTAA
AATAGAAGGTTTTCATGCAAAAAGTATGCTTTTTGTCTTCTACATCCTTGTTTTTACACA
GAAAAGTATCAATAAGAACACAGATAAGAATACCAGATTGAAAAGCAGCAGATCGATAAG
AACAGTAGTATGGATAAAATCTTAACAATACCCATCTCTACTAAATGGTTACTTGACCTA
ACAAAGCATACACTGCAGTTGCTACTTTTTGCTAAAATAATGAATAGTGAAATGTTCACT
GATCACGTAAAAGTGTTAGAATTAAAGATGCAAACAAAATATTTCAAATGTCGTGGAAAC
ACACACAATGTGTACATCATATTAGCATAAACTACAAAACAATGAAGACATTCAAGTTTT
ATCTCTCATTATTGAAAAATTTTTTATTTACAGGTACATCTAAAATAATTCATTTTGTGA
AAAGGCTGTACATATTTTGTCAGCAGTAAAACTCATTGTCTAGTATCAGTATACAAAGAT
TGAAATGGATTGATTCTTTACTTTTTACTTTTAATAATAATTGTGTTTTAGAGAAGATAA
GAACAAAAAAACTGTCCTAGGCAGTTAGAATATCACATCAAAACAATGAAAGTATGTAGA
AAATGTAAATTCTACATATTCAATATTCACTTGTGCCTCCCTCTAATGAAGTTACTCCAT
CAATATGGTATGGAGGCCA
>CL10192Contig1
TTTTTTTTTTGACAAAAGGTTTGAAATGTTTATTGATCCNTTTGAGAAGCTTTGAGGCAT
CATTTCATGTAGAATTCACTAATCAATCTTTTATACCACGGCAGTGGAGCAACATCACAA
CTTTGGAAGACAAAAACAGCAACTTTGTCTCGTTTGAGAATGAAAAAAAAAACGGCATTC
AGGGAACCTTTATAACCCTTCCACAGGTACAAGGCTGCACTCATGTTAAGAAATGAAATA
GTTGGTTTCCTATGTGAACTGGTTCGATATCCTTCCCTTTTGAAGCACAGGCGGGAAGAA
GGTCGACAGACGTTTGCTGCAGCATCAGAAGACCCCCCCCAGGCGGTAGCTGGTAACATT
TGAGGTGAGAGGTGCAGAACGAGGTAGCGTCTTGTGGGAAACTCCCTCTGAGTGCTGAGA
GCAGCACACAGCAGCCGTTTGCATGGAGACTTCTGCACAAACTCTCACCAGAGGGCAGTT
CAGAGGCTCAAAGAGACACCTGGAGTCTGTCTGACGGCGACCTGAACTTCCACGAAATAA
TCAGCATTGCACTTCACATAAAAAAAATACAGCACATACGTATAAATAATCAAACCACGA
TTGCAGATATAACTATTTCTGTACAAACGGAGACTTCTTTTTTTGTCCTTGAAACTATCA
GACCCTTAAAAGAAATCTACAACATGGGCTGANAAGAAAGGANATGTTCTGAAAGAGGAA
CCAAC
>CL10193Contig1
ATCGCTACGGCTTTCACCTGAGGGGGGCGGTGTTGTTTTTGACCCACACAGATGCACAAT
CCAGCTCGTGTCAGACACCTGGTTGCCACTCTGCACAAGTTTGCGTGATCCGGACGCTCC
TGAAGATTTCCCAACGCCCGGAGGCATTTTATCGTTCGCCCATGATGCTTTGCTGGAAGC
AAGGCAGCACAGAGTGGCTGCAACCATGTCACATGACTTTTAGCCCCTTCCCTCTGCTCT
TTGACATTTTACCTTGTGACCTCATGGCTCCTTCGGTTTGCCGCTGCTTTTTCTACATCC
AGAGGTCACATGGTCAGCAACACCCACTTGCACCCAAAGACTTTTTGCCCCGCCCCCACG
TGTTTCCTGTATGTTAGTTTTTATTCCTCGCTAGTGTATGAGATGATATTAAAGTATGTG



TAAGTATAAAAATATATGTGTATATTTACAAGTCTAAAACCTTCAAAGTGCCTACGTGGA
ATCATGCTCCTGCTGAACGTGGGGTGGGGGAGGGGTGGGGGGCAGTGTGACTGTAAAGCT
AACTTTTTTTTTTAGTCTTACAAAGCTGACAGTATTGTACCTGTAAGTTGAAACAACACT
ACTGAATAAACATTGTGGCCTAACGTCA
>CL10194Contig1
AACGCCTGACGACGAGGACGTCATCAAGAGGATAGACCAATCAGAGTTTGAGGGCTTCGA
GTACATCAACCCGCTGCTGCTGACCACAGAGGAGTCTATATGAGGAGCAGCCCCTCCCTC
AGCCACACACAGGATGCAGACTCCTCCCCTCTGAACTGGTCCTCAAACTGGGCGGAGCTT
GCTTCCTGGGCCGTTCTGAACTTTTCTCTGGTGTGAGACTCTGGACTTCCACACCTGTTG
TTCTGTCTTCTCCTGTCTTACCCCCGCCCCCCCACCCCGAGGGTCAATCCCAGGGTCAGA
GCACGGTCGGCGCTCGCCAGCATGGACGCTCCTGAATGAACTTCAAAGCATTTCATCTGC
ACTTCTGTGTTGTTTTCCACCTGGGGCGGCATGTGGGGGGTGGCCTCCCACAAGAATGTA
AGACGACTAAAGACTAAACTAAGTTATTGTGTCTCATCGCGTAGAATCAGAGATGGACTT
TAATCGATGCAAACGGCACGTTTCCATGGTTTCCTTTGATTTCTTTCTGTGACGGATGAA
CAAACGTTTCATTTAAAAGTGCCTCCGAAATTGACTTCAGTGCCCCCCCCCCCCCCCCCC
AAAAAAAAAA
>CL10195Contig1
TTTTTTTTTTACATATTAATGTATATTTTATTTAATGTANTGATATGCAGACAAAAACAA
CCCACAACATCTTTGATTGATGTGTTGATGTCAAATAGATTAAAATAATTGTTGATGCGA
TTGAAGAACAGGCCTGATGGGATCAGCGCAGATCACTTTATCGTGATCACAATGTTCTAT
TAAACACACGAATAATGAAAAACACGAAAAATAATGAGGTCATGTGAACAATTAAGACAT
CGTTAACATAAATAGCTGTTTATGTATTTAAAAACCTGACGCAAAGTCAGGAGTTAGTTA
GTTTTTAGCATAAAATCTTTGATCGTGCCATTCTTTTGTTTGTTTTGTTTCTCTTCCAAA
CTTCTCTGCTTCTTCACGTCACGTCCATGTGGAGGAGAGAAGATGAAAAGTCATGGAGAA
CAAGTTCCACATGTGTCCGCTTGGTGTCGCCAGAGCTTCTCCTCTGAGGAAAAATGCGTG
TTTCCAGCTGTGAGCAGCACCCCACTGCGCCTACAGGGGGCGCCCTCATCCACCTGTTTG
CTGCAGACAGACGTGTTAAAAAAAAG
>CL10196Contig1
TTTGATGTCAAGTCTGCTATACTCTGAAAACTGGCAGACTTCTAATTTCACATGGGAAGA
ATCATTAAGCAATGGCAAAATTCAAATCTGTCACTGGTAGGAGTTCCCTGGTGGCTCAGC
AGGGTAAGGATCCATGTTGTCACTGCTGTGACCTGGTTACCGCTGTGGCGCAGGTTTGAT
CCCTGGCTCCGTAATTTCCTCATGCCAAAGGAGTAGCCAAAAAAAAAA
>CL10197Contig1
CGGCACGAGGGAAACGTTTGCTTATAACGATGTTTTAGTTGGTTAATTGTGACAACAGAC
ATAAAAAAACAGATTCCCCCACATTACCATTAAAGAATTAATTTTCCTGTCTGAGTGCAA
TAGTAATGTGAGAAAACAGTGGTGCCTAAAGGGTTAGAACCCTTACTTCTAATTTTGCAC
ACAACTTTAAGCTGATTTACACAAAACAACAAATCTGTGATGCATGAGGGATACATTAAA
TTACAGATGAATGGTTCCAGTTACAGGTTGTATACCTGACTCAAATAAGCTGAACGGCTT
TTAAGACAAATGTAAAACAGAAATGACTCATAAAGCAAACAAGTTCTCCGGATCTGACAG
CTCTTTAACGTGGATTTGTAGTTCAAAAGGGTCACATTTGACCTCTACTCCTTTAAACGG
CTTCATTCTGAACTTCCCTTGAAGCACCATTCCAAATAAGGAAAACTGTCATCCAGATCC
TACGGATAGTATTTTGACGTATGTCCTTTCTCCTGATGATGTCATTGGGTCGTAACAAAA
GCATCTCAAGTCCAAACTTGGTGTGTAAATGTTGTCTGTCTCTGTTTCAGTGTAAAAGTC
AAAGACTTGTGCCGATGCTCATGACTGAGCGCATAAGAAGCTGTGTTATTACCTCAGCAT
GAAGATGTGAAAAACACATGAATGTAGGTGTTGGTGTTGTATTTGTGTGCATCCCCCCAG
GTGTCTTAAGGGCACAGAAGTGAAGCTTTAGATGATCTTGTACAGAAAAGTGAATGTGTG
TTTGTGTATTATTAAA
>CL10198Contig1
TTTCTACCGTCTGATCAGCTCAGATGTTGAAAGGTTCATGCCCATCATTTACACCCCCAC
CGTTGGCCTGGCCTGCCAACAATATGGCCTCATATTCAGAAGACCAAGGGGTCTATTCAT
CACNGATTCATGACGGCGGCCACATTACTTCAATTCTTCAAAATTGGCCGGAAAAGGACA
TTAAGGCCGTGTGTGTGACTGATGGAGAGCGGATCCTGGGGCTTGGAGACCTGGGTTGTC
ATGGTATGGGCATCCCAGTGGGCAAGCTGGCCCTGTACACAGCCTGCGGAGGCATGCCAC
CACAGCAGTGCCTGCCTGTCATGCTGGATGTGGGCACAGATAATGAGGCCCTATTGAAGG
ACCCCCTCTACCTTGGGTTAAGACACAAAAGAGTGCGAGGTCAGCCCTACGATGACCTGC
TGGACGAGTTTATGAAAGCTGTGTCAGACAGATACGGTATGGACTGTCTGATTCAGTTTG
AGGACTTTGCAAATGTTAACGCCTTCCGCCTGCTGAGCAAGTACCGCAACAAGTACTGCA
CGTTCAACGACGACATCCAAGGCACTGCTGCAGTAGCAGTAGCTGGACTTTTGGCTGCTC
TCCGCATCACCAAAAGCAAGATGTGTGACCATACCATTGTGTTCCAAGGAGCAGGAGAGG
CAGCGATGGGGATTGCTGAGCTGATCACCATGTCCATGGAGAAGGAGGGACTCT
>CL10199Contig1
AGGCTGCAGAGTAGTGATGCTCCTCTTTGTTGAAGAGTGTGGCGCCCTCTAGCAGGTACC
TGTGCTGACAAAGAACCAGGTGGTATGGAACATACGACAGATCCTCTGACCTCCACTGCT
GCATGTTGAGAATAACAAAGGGTGGAGGACCATGGCAGAATACCCTGTGAGAAAACTCCC



TTAAGCCATCACACCCTTTTTCAGTGCAGNGGAGGAGCTTGGGGCTGAAGAACTCATCCA
CAGCGGACTGAATGGGATCTCTGTGTGGGAGCTCGTGAGGAGGGCTGATGTTGATGGTAG
TTTTGGTGATGTTTTGAAAGCGAGTTGGACAGCTCCAGTTGGTGCACAGGCTCTGCTGCA
TGGTGGACATGAGGTTCTCCAGGTTCTCTGTGAAGTTCTGGTGCTCATTCCCAAACAGGT
CGATCTCCAGTGCCGTCTGGTGGATCTCTGAGCGATACTGTCTCTTGGACATCCTGTTCC
AGATCCACAGCATCTTCACTGTGGTGTAGTCACAGGAGTCCATCAAGTACAGAAAACGTT
CAATGAACTGCTTGCCGAGAAAAACAGCCAGCTCCCTGTGGAAACCCCGGTTGTCCCGGA
GAATCACATATAGGATCATGAGGAAGCCGTCGATGGTGCACGTGTTCTTCAGCTGGATTT
CCACGCACAGGGGGATGCAGGACACGGCCTTCCGTCCTGCCCTGATGGTGAAGACGCCGC
CCCACGGGAGCACAGGCCTCCAGAAAGAGCGGTCCTGTTCTTCATTGTTGTTTATGGAGG
CACGTATCTCCTCGAAAAGGGTTTTAGTTCTTTCGAAATGGAGATTGTTGTCTGTCGTAG
AAAATCGCGAGAAGTCCCCGTTGTCGATCAAAACACTGAATCTATTCTCCATAGTTTGTC
GTGTTTCGTCATGTCTTCAGTCGGAGATTAAAGCCACAAATAAGGACCCTGCATTGATTT
TACTCGTATTTTCTAGATCAGTAATTGATATTAAGAGGAAAAAAGAAACGATACACTGAC
CTATATAAACAAATAGACTTATATATGGGATATTTACGTC
>CL10200Contig1
TGGTGTGCCGCGGGATTTTTGTCAAGGTTAAAGTGTGCCGTGGCTCAAAAAAGGTTGAAA
AACACTGACCTAGAGGCAGAGCAATGATAATACAGTACTCTATACCCCACCCACCCACTG
CTTACACCAATAAAACCAACATTACACAAGACAGTGGAATCAACTCATTAATAGATTCCC
TACCTGCTGTGAAACACAGCATGCCAATCGCCCCTTTGGTATTGTTGTAGAAACCCCATT
AGAATTACCATGAGACAAGAGGCAACACCTTGGCAACAGCAGAAACCATTCTTCTCACAG
ACAGCTTCAGTGGCAAATTTTAACAAAACATAATGAAGCTACTTCTAAAATGGATGAGAT
CAGAGTTATGTCTTTTGTGATCAAGTACCAGAGGAATTGTGGTCAAACTTCACCAATATC
AAAAATACTTTTTCCTTTCTTCACCAACCTATAACTAAATGCTTTCAAATCTGCGCAAGA
CAGAGGTTTAACAAGAGTTTGCATAAGTGCAAGGTATGCAAGTTATTGTCAAGAGGAAGC
AAAGTAAAAACAGAAATGTATGTTTCATAAACTGTGTAAATAAAAGTTTCATGCTCTTAG
CTTGCCATTTTGCATTTCCTTCCCTGCAAAATCTTAGTAAAC
>CL10201Contig1
CCTGGACATGACTGAGGGACGCCTGGCTGGGCTTGTCCAGCACAATGGTGTTGAGGATGA
TGTAAAGCAGAGGAACCCCTGGAATCTTCTTCAGGCCTGCAGTCACCGTATGATCCTGCG
TGGCAACAAAGTAATGGTGCGGGTTTGTGTCCTCCAGCATGGACAGTAGGCACTCTGACG
CAGGAACCGGGTCCTTGAAGTGAGCACATCTCCTCAGCTGGAACCTCTGCAGAATAATTT
TGGCTCCATAAAGCTGTTTTCCGAGAGTATCGAGTTCTTTCAGAGCGCAATTTGTGGTGC
ACAGCTGCACCTCACCCATTAGATATTTCGGCATTTGCTCTTTAATCTGAATTTTATTCT
TCAACGCCGCCTGACAAAAAGTCCCGTCAATGAGAATCTGAAAAGGTTCCCTGAAGCTGA
AGTTGTATTTGTAGAAGCTAATCGTTTTCTTGGCTTGTTTCTGTCGTTTGATCTTCATGT
TCCGCCTTGAATAAAACAAGCAATCAGCGAAAGCAAAAACAAAGCTTTAAACTTAAATTA
ATGTCTTCTTTCTGCAGTCAAAGAGGGTCAAAATAAGATCCTAAATCA
>CL10202Contig1
GAGTATAACCCAATTACCAATAGCAATAATGAAATTGACCCTGACCCCTCTTTTAGGATA
TTATAAACAACTTCATGCCAAAAATGAAATAGAGTTCCCATTGTGGCTCAGTGGAAATGA
ATCTGACTAGTATCCATGAGGTTGCAGGTTGGATCCCTGGCCAAGCTCAGTGGGTTAAAG
ATCAGGCATTGACGTAAGCTGTGGTGTAGGTGTAGACATGGCTGGGATCCACATTGCTGT
GGACTGTGGTGTAGGCCGGAGGCTACAGGCTGATTTGAGCCCTAGCCTGGGAACCTTCAA
ATGTGATGGGTGTGGCCCTAAAAAAAAAA
>CL10203Contig1
CCGGGTCTACTCCACCGACTCAGGAAAACTAACTCAGATTGCGTCTGGCAGGTCTACAAC
CTGAAGCAGCTCTTCAGCTACCCCGGCTGTGATGCTGGCGTCCGCTCCATGGCCATGTCA
CACAGACCAAAGGTGCATCATAACAGGCATGGCGTCCGGAAGCATCGTCCTCTTCTACAA
CGACTTCAACAGGTGGCATCACGAGTACCAGACCCGGTACTGAGGCCCAAGCATGGCACA
GAGTGATGGAGGATGAAGATGATGAAGTCGTTTTTGAGAGTGACCTCTTATCGACGGCGC
TCTTCTGTCGAGAGCCTGAACTCCTGAATGTATCTCCACATGAGAAGAAACAAAGATCTG
TCCAGTTGTAGTACAAGAATTAAACTATTTTTAAACAACACTGCGATATTTTGTAGATCA
GATTTCATATAAATCTTTAGGTGGGGGTTCGAAACAGATCTATTTTTAGCTGCAAGTCTA
TTTTCATCTCCTCCAGATAAGAAATGAGGGATGTGTGTGGAATTAGTGAATTTTAATAAT
CCAAACCTTTGAAATTTGTTTTGTCTTCTTTGGGTGAGTGATCTTTTTTCTGTAGGTGTG
TTTGTTGGGGAAAGATATTAATCATTCACTTCAACATCATTTTTCCTTGTTTTGGCACAG
TAGGTAGACCTGAAATGTTCGTGAAGAAAAATAAAAACTTGATAAACACGTGAAGAGGGG
AAATACATTTATATATCTGTAACTGTGGTCCTCC
>CL10204Contig1
GAGGGGAAAAACGACAGCTTTGGNATCTGGATCGTCGTCGACTGCCTTGCAGTGACAACA
CAAGGACCGCGTTCAGGCTCTGGTTGCAACGTTTCCGACCTGCACCATGTCTGACCTACT
GAGATACATCGACTACGACCACAAAGCCACCTTCCTGAAGATGCTGAACCAGCAGAGGAT
GGAAGGGGAGCACTGCGACGTGGTGGTTGTGGTGGAAAACATCGAGTTCAGGGCTCACCG



CTGCGTCTTGGCGGCCTGCAGTAACTACTTCAAAAAGCTCTTCAAGAAACAGAGCGAGGA
GGACAACTCCATCGTCGAGCTGGACTTCATCCGCTCCGACATCTTTGAGGAGGTGCTCAA
CTACATGTACACGGCCAGGCTGGCTGTGAGGAAGAAGGACATCAACATGATGATGTCGTC
TGGTCAGATCCTGGGGATCAACTTCCTGGACAACCTGTGCACCCAGAAACGGGAGCTGAC
CAACATGAAGACGCGCGAAAACCAGGCTCCCGGTGACCACGGGATGAGGGCGCAGGACGC
CATCCTGAAAGAGCTGGCCATGGAGGAGGTGAGGAAGAACAGTTTCTACGACCAGGGCAT
GGACGGC
>CL10205Contig1
GAAAAACTCCACCTGCTGCAGCCTGCGCCTCCAAACCNGACATAAATTATGATTCTGATG
TGGATTTTGAGTCTATCAGCATCTTCAAGTGCTCTGTCCCCCATCTTCTGCCCGGAGCCG
GAGGGCAGCAGTGGACTCGCGGGTCACATGACGGATTGTCTGGGCCTGCGCTTCACCTGG
CTGCACGCCATCTTCCATAATTTCCCCTCTCTGCTGAACTTTGCATCCAAGCTCCGCTGT
GCTTCGGGGATTTGCCCACGTGACCTGGAAGATTACGGCTGCTCCTGCAGATATGCGGCG
CGTGGAAACCCCGTGGATCCTCTGGATGTATGCTGCGCGAACCACAGATTGTGTTATGAG
AACGCTGCCCCCTGTAGGCTGGAGCTGCCTCCAGCGCCGTACAACTTCAGCTGTTCTGCA
GCAAACAGCAGCTGTGACGTTGGTGACACGTGTCAGCAGAAGTTCTGTGAATGTGACCAG
GCCGCCATCGCCTGTCTCACTCTGAGCCACTACAACGCCTCTCTGAGAGGCTTTGCTGAG
TCAGCGTGCTTTGTTGCAAATCACTCAGATTGGCTCAGCGGCGCCACGGAGACTGGCGAG
CTCCTCACAG
>CL10206Contig1
GGTTAGATGTATGCCTTTTGTGTATATGTCCTGCTGACGGGCGATGGCTAAGGCTGTATG
GAGGCTGTGTGATCATCAACTGGCTGAGAGCAGAAACAACGATGAGAATCAAGATGGGTA
AAATCTGGACAAATAGAGCCAGACCTCCATCTCTGTGTTGCTCTCGCCTCTCTTGCCTGT
TATGGTGTGCAAAGTGCATTCTGCCATTTCTGTAAACATGTACATTACTTGATGGAAATC
CTCCACCAAAAAACATGTTAAAGAGGTCCTCAGGGGAGATGTCTGCTTCAAAATCGTGGT
GATGCCTTTGCCTGTTTGGGTGTGTTCTCTCCTCTCCATACTGATCGTACTGCCTTCGTT
TGTCGGGGTTACTCAGAACTGCGTAAGCATTGCCGATGGCTTTAAATGCTTCAGTGGCTC
CAGGTGCATGGTTTTTATCGGGGTGAAATTTTAAAGCCAGCTTTCTGTAAGACTTTTTAA
GGTCCTCCTCAGAGGCAGTTTTTTCCACTCCGAGAATTTGGTAATAATCTTTACAGCTTT
TAATCTTTTTGACAGCCTCCAGCTGCTCCGCCGTGTAAGACTTAGAGGAGTCTGCGGGCC
CCTGTGACACTTTAGCTTCGTCTCTGCGACTGCGGTGCCTCAGACTGGGTTCTTCTCCGT
TCAGAGGACCGCCATTTTCATCTGGAGGCTTTCCATTCTGGGCCAAGGACTCCAATAAGT
TTCTGGCTTGATCTGTGGGGAAAAGACGCTGCGCCTTTTCCAAAAACTTCCTGGCTCTGT
CCGGCTGGTTGCTGGTGATCGAATTTAGGGCTATTTTAATACATCGCTCTGCTTCGTCCT
TGTTTGAATCCATGGCGACACAGCGGAAATGTTTACCTGCCCTAAGTCCCCCGGCCATA
>CL10208Contig1
TTCGGACGAGGCTTAGCTGTGCCAGTGTTGCCAAATGTTTGTTATATCAGACATGCACAC
GAAGAAGTGCACTTTAACAATTGACATCTAAAAATATCGTCAAAGCTGTGTTGGGTCTAC
TCATTGTCAACATCTCTGTTTAGATTGTAAGTGTTACCTTCTGAAAGACTCTAAGGCTCC
TGTAAAGACTTAACTATAAAGCCAGTAGAGTGTGGGTTTTCCCCTTAGACTGTTGAATAA
TCACCAGTTATTCTTGACATATTGTTGTAGAAATATTATCAGTGCACTGTAGTTGATGAA
CTGTCAGAAAATGCTGGGCACTTTTGCAGATGAAATATCTGACCCAATCAAATACAAGTA
TTTATGTAGGCATAGTGACAATTATTAAACCCTGTCTTATATCATTTTTACTTTCAGTCT
AAAATATGAAGTAAAATCATCAATGTAACCATCATAAAAATGATCATCATGAATCCGACC
TTTGTTGATGTCATTGATGAGATAAAAAGCAATTCTACTGTGGCAGCCATCTTGGAAAGA
ATAAAAACCCTTGATGCCNAAAAAAAAA
>CL10209Contig1
CACCCAGGGTGGTGTGGAACAGCTCGTACAAAGTTGGCTGTGGAGTGACTCTCTGCTCCA
ACAACATCTATCTCTACGGCTGCCATTACTATCGCGCTGGAAACTTTAAGAGGTGGCCCC
CCTACAAGGTTGGAACCCCGTGTGCTTCCTGTCCAAACGACTGCGTGGACAAACTCTGCA
CCAACCCCTGTCCCTATATAAACCGCTTCCTGAACTGCCCGGCCATGAAAGCCTTGGGTG
GATGTCAAAACCCCCGCGTGTCCTCCTGGTGTCCTGCGTCATGCAAATGCTCCTCTGAGA
TCATTCCAGTCTACTAGACTGAAGTGTGCCGCCAGTGCTGTGACATGCACGGGACTTATC
ATGATGACACATGGAAAAATAAAGCACAGCTCATTTTCTTGTCATCCTTGAAGGGACGTA
CTGGAGTTTTTCTTTCAACAAAACGTATTTATTTTCAGATCCTTTTGGGGGAAAAAGAAA
ATCCTGATTTGAAGGTTTGAGAATGAAGAAATATGGAATATGAGCGAAACGTTTTTCAGG
TTGTGTTGCTACCATCTAGTGGTTTCAAAGCTTAAAGATAAAAAAATGATAACTTTTTTA
CTAGTTTAGAATAAGCTTAAATGGATGTCCATCAATGGCTAGCTTGGCAGGTTAGTCATA
AAAATGATTTATGCCNCCCAAAGTGTGAAAGAAGAAAACTGTAGAGAATTTCATTTAAAG
TGTAAGTTTCCNTTAATATAAAAAAATATGATGATTTAACTTTTAAAATAGTTTTTTTTT
GGGTATTTAGTTTTCAGAGGCTAAATGTTTGTGCATTCACATTGACTTCACTTCATATTG
ATACTTGACTTTCTAACCAAATCCTAAATTCTTCTGCAGAAACCGTGACAT
>CL10210Contig1
ATCCCCTCCCTCCTGTTCCCTCCCCACCAGCAGGACCACCTCCTGTCCCACCAGCACCTT



CACTTCCACCGCCTTCTATACACAAACCACCTCCCCTCCCCCCACATCAACCAAATTACA
AAATGAGTGGACCATCCGGACCACTCGGACCCAAGCCCCCAATGCCCCCCCCTGGATTAG
CGAAGCAGCCTCCACAGAGACCTCCTGTCAGAACTGGATCTGTAGAGAAATCAGGTCTTC
AGTCCAAATCTCCACATAGTCCAGCTCCTCCATTACCCAAACCCAGAAAAAACCTCTCTC
AGCAGAAGCCTAAAAGGGTGAAGGCCATCTACAACTGTTCTGCCGACCAACCGGATGAGC
TGACATTTAAGGAGGGGGAGGTAATTGTGGTGGAGGGGGAGGAAGACCATGATTGGTGGA
TCGGACATGTGGAAGGAGACCCGGGCAGGCGGGGTGCGTTTCCTGTCACCTTTGTTCACT
TCATCTCAGAGTGATTCCTGCTCCCCCCATCCTGGACCAGCAAGGGAGGGTCAACTTCTG
AGAAACATGCAGCCTGCACCCTTGCAGCACCTTTGTGCCTTCTACAGACTCTGAACTTGT
GCCCGCTTTCGCTTGAACCCTGTTTTATGCAGAAGATAATAATGTCATGCTCTTTCAACA
CAGACATGGGTGGGATTTAAACTGTGGATGAAACCGG
>CL10211Contig1
TTTTTTTTCATACTTATCTTTATTGCCTTTTAGTGTTCTTTTTTTTTTCCNTTGNGTACA
ACAANAGCACCAACGCTCACACACNTATTTNGCANCTAANTAGTCCNTTCTGTTGCATAT
AACAGTCACAAGGCCCGTGAATCGAGAGGGNGGCCTCGTCTTAAATACACANAGCAAAAA
CACTGCCTTCATTGCCACCTTTGGGGGGGGNGGCTAAAACAGTCGNGGCTACNCACTTTG
AATAAATCTTATATGGANACNCTTTATCTNTAAAAAGCATATCAAAAAAACAAAAATAAA
AATTTGAAAGCTAAAAANAAAAACTATTTCCAAGCNATCTTTTTCCATAANCTTTATATA
ANCACTTAAATTCCCTATATACAAATGTCTTTTTGCAGCTAAATACNTGGTAACAGCACC
ACTCTGGCTAGGAAATAAATGAAATATGTAAACAGCCCCAATGATAAAGTCCAGNGGGCG
ACTGATAAAACCACAAACAACAGTATTCATACAAAAAAGCTTGTAACACAAACTTCAGTA
GTTATCACACNCTGNGTTTTAGTAGTGAAACCTAAGNATCAAAATCAATTCAATGACCTT
TAAAAAGANACAATCATCGCTTTGCTTTCGNGT
>CL10212Contig1
GGNCCGGACAGACGCGCGCACTGGTACGGGTAGGAATGCATTGAAAATGAGGCGGACCCA
TATCGCCCCCCCTCCTGGCACTGTTGTTCAGTAAGGAAGTTGCGGGAGTTCAGCTGCAGA
CAACCTGCCACCAGGTTGGTCGTGGGCTGGGAGAGTCCCTTACACAGCGTCTGAACATAA
GACACGAGGTCAGGCCTTTTCCCTGAGCGCAGTATCTCCGACAGTGCCCAGATGTAGTTT
TTGGCCAAACGCAAGGTCTCGATCTTGGACAGTTTTTGCGTTTTGGAGTAGCACGGCACT
ACTTTACGGAGATTGTCCAGCGCAGAGTTCAGGTCGTGCATGCGGGTCCTCTCTCGAGCG
TTAGCTTTTATCCGCCGCAGCTTGGAGCGCTCGATACGGGCCTGGGTCATTTTGCGCTTC
TTGGGGCCCCTTTTCTTGGGCCTGTCCCCTTCTGTATCCTCTGCGTCGTCTTCTTCCTCC
ACCTCGTCATCATCGTCGTCTTCTCCTGCGTGCTCAGATTGCGTCCGACTGTCTCCTCTC
ATGTCAGAGGAATCCATGTCGTCCTGTGCGTCCTGGTCCTCATCCTTGATCGTGTGGACC
TCTTCATCGCTGTCCTCCGCCCAGGATGAGTATTTTTGGACGTCGGGAAGAAGCGAGGGG
TCACTGAAAAGCCTCGTCAACATGGTGGCTCCCGAATCGCGCTCCTCACTGCAGAGGAAA
AAAAAGAAAAGAAAACAAAAAAGCCACGCGCTTTGGTTTCATCGCAG
>CL10213Contig1
TCGGCACGAGGATGGACGTGGACTTCACCATCGTTTCCCCTGAAGGCGTTCGGCTGATCG
TCGAGTCTCGGCGTTCTGACGGCGTTCACGTGTTCGTTGCTTGAAGCCCGGCTCACGTTC
GACCCGACGGACTCTACAAGTCTAGTTGTTTATTGAGTTTGTTCCTGTTGTTTCAGGGTG
GAGCCTACAGAGGGCGGGGACTATCAGATCTGCTTTGATAACAGCTTCAGCCGCTTTTCT
GAGAAGATGGTGTTTTTTGAAATCCTCACGGAGGCGCCGGGCGGAGACGCCGGCGGAGAC
GAGGAGTGGCCGATGCTGGACGAGCCTGACGGGAGCCTGCTGGAGTACAAGCTGGAAGAC
ATCCGAGTAGGAGACTCCGTTTGACTTTAGGAATCAGAAGCTGGAAGGACTGTTCTAATG
TTTCTTCATAAATGAACGAATGCAGGCGTGCAGAAAAGGGGGAGGAGTCTAAATCCCAGA
CCCCGTGGCTGATGGTGAGCTGGAATCCACTGCTTGTGTCCGGCGCAGCGGCCAAGCGAA
CCCTGGGCTAAAAGTACATAGAGGCACTGACAGGTGGAGCGGAGGGATGTATAGATCTAT
GTAGAACTGAGGCACCCTGACCATGAACGCACCAGCTGGAAGCTGTACGACGATATTTGA
AACTCCACGAACAAAACCAAAACTCGGGGCGGGGATTGCCAAAGGAAGTTTTCAAATTAT
TATGGGATGCCACAGAAC
>CL10214Contig1
TAACCCGGGTTAGCAGCGGAAACCCTCACGTTAGAGAGCTGCTCGCCTCCCGCCGACCCT
CATGGGTTTGACCAAGCAGTACCTGCGCTACGCGCCCAGCGCCGTGTTCGGCGTCATCGG
CAGCCAGAAGGCCAACATCGCATACGTGACGCTGCGCGGCGGGGAGAGGGGGCGCTACGT
GGCAGTGGCCGCGTGCGAACACGTCTTCGTCTGGGATGTTCGGAAAGGAGAGAAGGTTCT
GATCCTGCAGGGGCAGAAGCACGAGGTGAGCTTCCTGTGCCCCTCCCCCGATGGAGTCCA
CGTCGCCGTGGGTTACGAGGACGGGGCGGTGAGGATCTTCAGCCTGCTGAACGGGGAAAG
CAGCGTCGCCTTCAACGGCCACAAAACGGCCGTCACCGTCATGAACTATGACGCCCTCGG
GGCGCGGCTCGTCACCGGCTCCAAGGACACGGACGTGATCGTGTGGGACATCATCAACGA
GTGCGGCTTATACCGCCTGCGGGGTCACAAGGACGCCATCACGCAGGCCTTGTTTCTGAA
AAACAAGAACCTCATGGTCACGAGCTCCAAAGACAGTTTTGTGAAGTGGTGGGATCTGGA
CACACAGCACTGCTTTAAGACCATGGTGGGCCATCGCAGCGAGGTGTGGGCTTTGGCGCT
GCTGAA



>CL10215Contig1
TTTTTTTTTTGTTGTATTCACATTTTTTATTTTAAGATATGCATGTTTCTTATTGACAGT
ATTCTCTTTAACAAACAAAAGCAGATTCTTGAACAGTTGTGCTTTGTGAAGACCAGCAAG
TGAATCCTGCAAAGAGCACAGTTTATAGTTAAAGCCAGTTTTGTTTTGTGGGTTTGATCA
AAGCTTCGGCATCTCATTCTGCTCAGAGGTAACAAACAAATGCCTCTCAAATGCTCCCAG
CACAAAGCATTGTCCACAGTGAGATACTCAGGTTCACCATCCTCAGCCTCCAGCTGAGGC
CAAACATTACATCTGACAGAGAAGTCGGCTCTGCTGTCCAGCCCACTGAATGGAAGGAAA
CCTTTTCCCAGAACCCTCAGCTCTTAGGTGCAGCTTTCAGCTTCCTTTGTGCATCTTTGT
GCTTCTTCCGAACCTCCCGTCTGAGCGTGGTCCTCCTCTCCTCCCACTCCTCCCTCTGCT
CCTCTAGCTGGCTGGAGCGGCAGAACAACGTTGGACCTTCTTTCAGTCTGGTGTCACCAG
GGTAGAAGAAGAACAAATCCATCGACTTTATGGGAGTTTCTTCTGTTTCAGTGGAT
>CL10216Contig1
GACTCCTCCCCGCTGACTTGAGCTGCTGAAAGGAAGCAGAAGGAAGGGACGGCGTGCAGA
GATCTCAGCACGTAACATATTTACAATAAACAGGCATGTTTTTTGAGTGTGGCCTGCTAC
GTAAATGTTATTTATCAAAGTGTGGGGAATAGAAGACTTGGGACAAACTCTTACGCTGAA
GGGGAATGCATTTTGGCTGCAAACAAGCACACAACACTCAAATTCAAGAATAGTGTTTAT
TCCTCTTTAAACGTAAACATGCTTTAGCAACTCTTACACTAAAGCTCCGTCTTTCGCATA
TCCTCTGGCACGCCGCTTCACATCACAGACCACAAAACGGACCAACTTTGCTTCTCAAAA
TCTTTATTTAGCTTTTCTTTTTGCATCGTTTCCTGAACTGTTCATAACCTCTTCCAAGCG
TTTCTTTTGGGTCTTATTTTCGCACTGTTACTGTAAAACTTGGTCAATTTGAAAGATTTG
CTTAGATGTTGGACTTAACTCTCTGTTTGAAAACCTAGTTTCTTTAGTCTTTTGCTCAGG
GAGAAATCGTTGCAAATGTCTTCCGTGCAAAAACACTGCAACACACGCTGAGCCCTGGAT
TCGTGTGAAATGCAACTTTGTCCGTGTCTAAAAGCTGCAAATGCTCCGATGCCGCTTCTT
CATCAGCTCAGATCAGTATTTGTNTAAGATGCATTTGACTTGTTTGGTCTATTTATTCCC
CCCCCCGTTTCCCTGTTTCCATGACTGTTGAGCCGTTGTCAGTG
>CL10217Contig1
GTCCCACCCAAAAAAGCATATTTACAAAGACAAGAAAGATCTAAAAATAATCACACAAGC
GTGACATCATGAGGTCTGATCATTTCATGGCAGCAACAGTGTGCGACCACAGGCTTGTCA
TCATGCGGGGCTGACATGAATGTCAAACAAACTGAGGGAATTTTAATGAACGTCAGAACT
GACGTGTCCCAAAAAAATGAGGTCAGCAGACGAACTGCCGGGAATAATTAGGAGAAGGTG
ACATGAATCCATTTTTTTTGGTGCATTAGTGTCACTGAAGGTCTTTCTTAGAGCTGCTTT
GCATTAACAGCTGAGCACCTGTTTGGATTGTAAATGTTGGGGATTTTTTATGTCAGTATC
TGTTTTTCAAGCTCTCACTGCAACTGAAGGAAACAATTTGGCGCAAACACACCACACGTA
TTAAAAGTCGACTAAAAAAAAAA
>CL10218Contig1
ATATAGTGGATAGTAAGAATAGGAACAAAAACAGCAACAACTAAATAGTCCTCTTCCCCT
TAAAACATGCATTTGACTCTGAACAAGTCTAAACCAGATCCAAGCAAAGACCAGCGCTGG
GGCTCCTCTGAAGGTCCAGACACAGAGAGGCCCAGAGTGACCCCCATTTCTCCTTTTTGC
TCTCTCCAGTGGCTGACTCCGCCCCTTAGGACGTCCCCCTGTGTGGATCAGTGGTCAGTG
GGTTGGAACCTGCTGCAAATGCAGGCTCTGGTTCTAACTGCTGGATCAGAAGTGGAATGT
GAGCTGTAGTGGTGTGTCTGCAGCTGGATGTGGAACACATCAGGGAGGGGTCAAAGGTCA
ATCTTTCTTCCAAACAAATGTTGTCAGTCTATTCTCCAACAATGCTCCAACATCTTCAAA
GGTTTTTGGTCCCAAATCCAGAGTGGAGCTGGTAGGACGTGATCATTTCAGCCTCAGATT
TGGGATCTGTCATCTCTCTGCCACCGTGACACCGAGTGATGAGTTCATGCTCCAAAGCGG
CCCGATCGCTGGCTTTAGGGACTATTCCAAAAGCTTTCAATGATGGCGGGGAATGAACAT
TAGGAACAGATGACGGCTTGAAATGTCTGCTGTTGGTTTCTGATCCAGACAGAAATTCAA
TCAAATGTCTGTGAATCCATGATTTCCTTAGAATC
>CL10219Contig1
TTGACAGAAGAAAAAAATTACATTTTAGCAAACCACAGTTCCCAAGGAAGTGCTGCAAAG
GTAAGAAAGGATCTCTTCTTAAAGAACAGCTCACATAATCTACTGATGTTAAGACGTTTA
TAGGATGCAAACAGGACAAGAAAAGACAACAAGTCACTTTAAGGAAACATTTCTATAAAG
GAACATAAAATCCAAACAACTTCTGCACCTCTTAGCTCTTCTCACAGCTCACCTCCATCA
TCCACTTCTCCAAAAAGTCTTGCAGGTTTTGATTAAAGACCTCAATGCCTTTGTTTGACA
GATGGATGCCATCAGCTCGATACAGGCCTGTGTTTGTGCCACATCGAATGTTTTCATGGC
TCAGAGAGGTACCACCCAGCTCTGAGACAATGTTCTGAATCCTACGATTCACAGTGGTGC
GCACCAGATCCACTTCGTGGCTGTCGGGGGAGTGGGGCCACACCCTGCGAGGGAGGATGT
TGGACCACACCAGAGCGCATTGCGGAAAGATGCTCCTAATGGAACTCAGGTCTTTCTTGA
CAGAGGCCAGCAAGTTGGTGGGGCTCTCAGTGCTCAGATCATTGCCGCCCAGGTGTATGA
TGAGGACGTCTGGATTGGGCCAGTTGGTCTTCACCTGGTGGAGCTGGGGCAGCAGCTGAG
GCCACATCATGCCTTGGATGCCTTTCCACCAGC
>CL10220Contig1
TTTTTTTTTTGTCTTCGTCCTTTTCATTTAATGGACCCGGTTCCTGTGAGACGTTAGGAT
CAGAACAAAGTCCACTGGACTCTGTGCAGGAGAGGAGGAAGCTTCTGCCGTCAGTGGAAG
CTCTGCAGCACCGTGGATCATGCAGAACTTTCAGCTCTCTCTTTATCCTGATGGGGTTTG



AGCTCACGACCTCTCAGAGGCGCACACTCCTCCACTAGGCCAGTGACTGTTGCATTCATT
TCTCCATAGATTTGAGAGATGTGAAAAATGCTGCAGGAGGACAGATGAAGGCTAGAGGGT
CAGACCTTCAGGCTTCTAGTCACCTTCATGCTGATGTCATCAGACTTTCCCACAGATTCT
GGTTCTGTCCTTAAATGTGGGGGTGGGGCAGGGGGCGTGTCTTTGATAAATCCCTTGACG
GGGGGCATCACCTGTAACTTGTTTTCATTAGTGGCATTGAGATTACCTTGTCTTCCCCGC
GTGACATCATCAGGTGTGCACGTGAAGATCTCCGTCCATGGATCCGCGGCTGTGATTTAT
GCACCTCTCCCGCCGCAGGTGGGACATTACATCTCTGGAACCCCCCCGGCAAGC
>CL10221Contig1
ATTCGGCACGAGGGAAAACATGGNAGCACGGAAGGGAAACCCACGTGGGCCGTGGCTCCG
GTACGGACTCTCGGAACAAACCAAGCAGAGCCTTTGATTGACGGTGGAGGGGCGGGGCGA
TGGGAGGAGTGGAGGACGACCGCATGGTGAGATCCTGCTCTCAGTTCCACGCTTTACACC
ATTGTTTTTGAAAAATACTTTATAATCCCCCCTGTTATGTTAAGGGTCAAATTGACCCGC
TTTCACATTTAAAAATATATTAGAAAATAAGGATTTTTCCACTGGAAAATGTTTGTAAAA
TTGAGCAAAAATTAGTTTTATAAAAGCTTTAAATGTTTAAAGACTATAAAATAAGACAAA
TACGATTTAAACAAATAAAAAAAATTAAGATTCCACCAACTACTTACCATTAAAAGCCAT
TTTGAAAGTCTTTGGTTCATGTTTAAGTTGATGCCTCCAAAGAAATTCTGTCCCAAAAAA
TATTATCTTTTTTAGAAACAAATTGTCCTGTAAAACAAATTTCAACCCTCCTGTTGTGTT
CTGGGTCAGGTTGACCCGTTTGGGGGAAAAGAAAAAAAAAA
>CL10222Contig1
TTCGGCACGAGGCACGGATATTTGATCCCCTCCAGACTCGGTCCTCTGAGATCATGGCGG
ACTATGACATGGTTTTGAAGCACTGGGGTCCAGTGGAAGCAGACTACAACACTCATGGGA
ACCTGGTTCTGACCCGTTTATTTCATGAGTACCCAGAAACTTCAGAAGCTGTTCCCCAAG
TTTGCTGGCATCGCCAAAGGCGACATGGCAGGAAACGCAGCTCTGTCGGCCCACGGAGCC
ACGGTGCTGAAGAAGCTTGGAGAGCTGCTGAAGGCCAGAGGCAACCATGGTGCCATTCTC
AAACCTCTGGCTAACAGCCATGCCACCAAGCACAAGATCCCCATCAACAACTTCAGGCTG
ATAACTGAGGTGATCGGTAAGGTCATGGCGGAGAAGGCCGGGCTGGATGCCGCCGGGCAG
CAGGCTCTGAGGAGCGTGATGGCGGGCATCATTGCAGAAATCGAGGCCGACTACAAAGAG
CTGGGCTTTGCCGGATGAGGTCACGGTTCTTGCTGGAACTTGACAGCACGCGGGTGCTTT
CATTTTTAACAAAACGAAGCTACTCCGTTTCTTCTACACTTGCCCAGATTCTAATTGTTT
TGTGCAAAAATAACCCAATGTGCTTCACAAAGTAGGATGACTGCTCTTGATTTGCATTCA
TCTCTCAACTTTTCACCTAAATTCTNGGACATGCGAGTTTCTCAGTGTTGTAAATCATCA
TTGACG
>CL10223Contig1
CTCCTGGACTGTGAGCGAGCTGGAGAGGTCAGAGGTCAGAGGAACAGAGAAGAAGTTCTT
AATAAACAGGAAAGACTTTCCAACGAAAACTGTGTTTTGAAAACGATCAAACAGGATCTG
TAGGTTTGCATTTAGACCGGTTTGTACTTCCTCATTGTCTTTTGTCCACTATTTCACTTG
AGGTGCCAAACGCCTTTTTGCTGAGAATCATTTTTGTTTCATTTTTATTTTGTGTGTGTG
TGTCTGTGTGTAAGAATAAACACGAGGTATTTGAGAGAGAAATGCACTTAAAAAAACGAG
TATTTGTTAAATGTAGGGTAGCATTTTCTTTCTTTATTTTCCGCTGTGACTGTCCGTTAC
ACTAATCACTAACATGCATGTTGTTGCAGTTTTACTTTAGGTCTCACAAATCCCTTTAGA
TCCATCTTCAGTCGTGGTTTAAACACATTGTTGGATCAGAACCAGAACTAATTATTGTTT
GCTTAAAAAAAGAAATATATTATTGGAAAACATTTTATTTATTTTGTAATTTATTTGAAA
GCACCTTGAAAGTTTTTTGTTGTTGTTTTTTAAACATTAACCAACAGCGCAGCTCGCCAC
TTGACCTGATGTCAGCAAACTGCCTCCATCCACGGCACTAGACGGGGTTACAGTGTGTGT
GTGATGCTGCGTCGATGGAACATTGTGGGGTGTTAAACGGATCCGTCGTGGCGTGCGCTT
CTGTCGGTGCTTTGTGTGCCGCCGTGACCACAGTCTGACGCTCTGCGTTTTACTTTGAAG
TCACACGGCGAGGAGAGCAAAGTTAATGTTTAATCAGTCGCGCACGCTGCAGGGAGTGAT
GCATTCTGGGTCATCAGCCAAAATGAAGCGGTGCTTTTCAAAGCATCTTTTCTGGATCCT
CTTGGGAAAACAGGATTAGTTTAGTATTTATCCCTTGAATTACTGCCCCCCTCCCCCCAG
ATGTTTCCACATGTTTATTTTCAGTTGAAA
>CL10224Contig1
CTGTTGTTTGTAGTGGATGTGCTGCAGAAAAGTTGTGATATCTATTCGCTGCATTAAATA
GTCCCGCTGCTCTTTAACTGAATTGGAGATGTCTCAGGACAGTCAACATGGCAAGTGGAC
CATCTCCAGTAGTGATGATGATGATGAGGAGGAAGATCTTCCTCTCTCTGGAACTACAAC
AACCCAGTCCCGTCTGCCAGCGGAATCCGGTGTCAGGTCCCCCTCTCCAGTCCAGGTGTC
AGCTCCTGTGGAGGTAAAAGTAGAACCAGCCAGACTTTCTGCAGCAGCTCCACTCACACT
GGGTTCTGAAGCAAGACGGTCAGCTGCAAAGAACCAGTTAAATCCGGTGAAGTGTGAGCG
AAGCCCCTCGCTGGCGGGAAAGAGGAAGAGCGATGCCTCAGAGGGCACAGGCTGGGCCCT
GTCGGACAGTGATGACGATGACAAAGATGTGAAGGACAACAGTCAGAGTCATTTGCCAAA
GAAAGCACCTCCCAGCCCCAAAACAAAGAAACCAAAAGTGAAAGAAGAGCGTCCACCGAG
CCCCCATGGACGACTCTACTATATCGACGAGCCGGAGGACTTCTTTGAATCCAACATTCC
CTGTCTTAATGACACTTACAGGTTCTACCTCAACAAAGTCACAGGCTTGGACAAAAAGTA
CAACACGGGGGCGCTGCACATCAGGGACATTCTCT
>CL10225Contig1



TGAGTGAGTGCGGTTACTTCTTGGGGTGGTACTGTGGGACTTGTGTTGTGAAACGGCCTC
TTGTTGTCCCTCCACGGAGACCGCTCCTAGTTTAAAGGCTTCTTTGTTCTTTTTAGGCAA
CCAATAGCCCTGTGGCCTGGCTCTCCACAAACAAAACAGTGACTGCAATCTTCTAAACCT
TGTTGTATACAGTTCATACAGCAGAAGGGCTTTTCCTTTCTCTGGGGAGGAAGAAGATTT
TGAGAGACAGCTGTTCTACTGGCTGAAGGGCACTGTGTGTGGGAAGATAGGCCCTGTGCA
GAGGCTGCATGGTTTTTTGTTGTTTTCTGGTCCATTAAAGCAGCAACCATGGTTGTTAGT
GCTTCAACCTGTGCACTGAGTTTTTGGATGGCCTGGTGGTCTTTTTCCATCATGGCATGA
TTCTCATCACCTACCCTTACACTGTGCATGTGTGCAGGCTTTTGTCTGGC
>CL10226Contig1
TTCGGCACGAGGTTTTTAGAAAGTACAGGAACTATTGAGATAGTGATGCATTTTCACTCC
ATTTAAGTAAGCCATGCAACAGTTTTAGGAAATCCAGGAACCCGTGTAACTTAATAAAGA
CTGGGATTGTACTTGAAAACCTGTAAATGTAGATAATCAGAAAAATAAAATCAAAATCAG
AGATGAAAGCAGGAGGTCCACACACTCACTGAAGATTTAAAGAAGCCAAAGATTTCGGAC
CTCTAAGAAGACAAAAACAAACTAAAACAACTTCGAGACTTCTGCAGATTGTTATCTTCG
TCAAGTATTTCATCTATGTAAACAAGGTATCGCTCTATCTAGATTGAATATTTACTATGG
GAACATCTGAGTAAACATGGTGTCATCTGCATACAGTGAAACATTTGTGTCACTCAGTTA
GACATATCCTCCTCTCCAAACACCAGGTCATGGGTTTTTGGTCAACAACACAGTTTGTCA
TAGGTGTGTCTTCCCTGGTGGGAGTTCCTCAGGGCCTTCTTTTTGGCCCCTTTAATTTTA
CACACAAACGTTGGTCTGTTGGCCAAA
>CL10227Contig1
TTNCACATTGGTCTTTTAAAATATATTTTTAAAGTCTGCCAAAAAGAGCTTATCAAGATC
TCTTAGTTTTTAAACCAAACTGGTAAAACTTCCCCTTTTGGCACTAAACTGTTGAGAAAG
CAAAATATAAAGGAGATAAAAACTTTTACATTTCAACACTTCTGCAAGAATAATTTCCCC
AAAGAAACAACCAAAAGGAAAACTCTATACATGCTAAATAATACCTATATTCATCTATAC
ATTGAAAGAAAAAAATGGCAACAGCAGGTCAAAATGGAAGCTCAGGACATTTAGAGGCAA
ATAGTCAGTAAAGGTGGAGAATGAAAACTAAAAATTCCTTCAGTTTTCACTAGAGGACAA
GGATTCTCGTTTTCAAAATTGAACCTTTTAAAGGCAATTCATGCCGATTCATTTAACCTT
TTTAGGTTTCCTAGCATTTATATAATCTTCAGAAACCAACAACGTGTTTTAAACTAGGTG
GTGTTTCCTAAAAGGCTTCAGAAGGCGCTGACAGCAGTAGCCCGCAATGAGAGCAGAGAG
AAAGTTAAAAAAAAAAACTAAAAGAAGTAGTAGTTTGTGTCAAACCGTTAACTGTTTGGC
CACATCTTCACAAAAGGTGAAAAGTCCTTAAATGACACATTTAATAAAAACAAAGTTTGG
GCAGTTTGCTGAGAGGATTCA
>CL10228Contig1
AGAGCTACTGGAAGGCCGACTACCCCCCCGCCCCTCCCTCCTCAAAAACTTCTACATTGT
CTTGGCTTTTTTACTTAAAAAATGACACTACAAATATTTTGTAGATATTTAGCCACAAAT
ACAAACGAAAAAGATGACATTTTAAATGCATTTTTTATGGACATTTCTAACATGTTTCCT
GACGTGACCAATCTGTGTGAAATTCTTGGGGCAGTATGGACAGGAACATGGTCTCTCTCC
TGTGTGAATATATTTGTGTCTTTTGAGGTTATTGTAGTCTAAAAATCCTTTATCACAGTA
TGGACACCAGTGTCTCTTCTCACCGTTATGCCAGCGCAGGTGCACATTCAGTTTCACCTG
CGATGTGAACTGTCTTTCACAAAGGTTACAATGAAAGGGCGTTTCTCCTGTGTGACTTCG
AATGTGAATTTCTACGTCTCGTTTAGTAAAGAACGTTTTATTACATGTCTGGCATATAAA
GCGCTTTATCTTGTCGTGGACCATTTCAAGATGTTTGGAGAGACCAAATTTGTAGACAAA
CCCCTTTCCCCTCG
>CL10229Contig1
CGGCACGAGGCGTGGTGTCCAGCCTGGTGCAGGTGATGAGCGACCCGCACTGTCGGGAGC
CAGCACGGCTTTCAGAGCCTGGTGCAGAAGGAGTGGGTGATGGCGGGACACCGCTTCTAC
AGTCGCATCAACTACCACCGGGACAACGACAAGGGAGGAGGCTCCGGTTTTTCTGCTCTT
CCTGGACTGCGTCTGGCAGCTCTGGTTCCAGTCCCCGTCTCGCTTCCAGCTGACCGGCGA
CTTCCTGCTGGCTCTGCACGACAGCATCCACCTGCCGCTCTTCTCCACCTTCCTGGGGAA
CTGTCAGCGAGAGAGATGCAAGCGATCGCAGAATCTGGGTCAGTCCTACACGCCCGTCAA
CGGCTGGAGGGACGCGCTGCAGCCGGACTCTTCCTCGGACCCGTCGGACCCTCCTCTTCC
TCCGGTGTGGGACTGGGCTCTGCAGTACAGCGCCGACAGACGAGCCTGTTTCACCCAGCC
TGTCCCCCCCACGCCCCCACCGCAGCCCCTGCTCAACGGAAACCTCAACATGAAGCTGGA
CGCTCACAGGGTACGAACGCGGGACGAAGGTCAGACTCTCTCTGACTTTGATGAGTGTCA
GTCAGGAATTTTGATTTCAGGAAATTGATTTTCCGTTAGAAATAAAGCACTTGTGATCCG
AGTGAATCCTTTTTAGTAAAAAAAAAA
>CL10230Contig1
AAGGTTGAAAAACACTGATCTAAAACCCTGCGCTCTGAGCACCAGCCTTTCCTAATCCAC
AAAAACGAGCGGCTCCTCACATTGTGATGTAAATAAGTGAGGACCCGCCCCTTCCAGGAA
GAGTCTGTGCCGCCAGCTCCGCCCCCAGGCTAACACACACACAAACACTTTCTCCGTGCA
GCTAGCGGTGATCGGCAAAAGGCTCCACCAAATCCATCTTTGCAAAAGTTCGGATGTTGT
TTGTTTTGTGGGAAAAACGCTGCTGAAGCCAGCTCAAGGTTGACGTCATGAAATGGGCGG
CACCCACATGGAGTGAAAGGCGGAGCCTCAGAAATTGAGGCATCTAAGTAAGAAAATAAC
TCATAATTCATAAAAGAAATCATTCTTTTGTTTGCCAAAGGTAATATATTATTATATATA



TGGATATAGTTTACTCTAAAAGGCTTAAAATAGCATGAAATAGGCCCTTTAAATGGCTAA
AACATTAATGTTAGTCTATTTTGCACATTTATCAATGATAAATATACATAATGGGCATTT
TAGCAGAACGTATAAAAATTGCAGAATTGCAAAATTGAGTTGATGCAAATAGATCAGTTA
AGTGCACCAAATGTGATGGAAAAAGAAACATATCAGCAGTTGTGAATAAACAATGTACAA
TGTTTAAGAATTCTGTATTGAAC
>CL10231Contig1
CCCTCAGGAGAATAAACTCTGAAGACTTTGACTTGAAATCTCGGAATGAGCTGAGAGTTG
AAACTCGGTCAAGGAACAGCCTTTTGGAGCAAGGTCACAGAGGCAGCCACTCCACTCTGA
ATGGGAAAAGGGGCCATCCAGCTATGGACGATCTGAACCGCCCTGTCGACTATGAAGACA
ACAGAGAATACATGCTGAAAGCAGAGGAGTGCCAGAGGAGGATGGAGTTGAAGTCCAGCA
ATATGTCTGTGGACTCTGGTATTACTTCATCTCTGGTTCCTGTGAAGCCCCAGCAGGATG
AGTACGCTGCACCGAACGAGTCGGACCTGGGCCTTCTGCAGGAGAGAGACTCTCCTCTTG
AAGGCGATTTGGGTTCCTACAACTCCACAGAGGAGGAGGAAGAAGGCAACCGGCAGTACA
TAGCATCAGCTCTGTCCCGATGTTTTTACACTACAGATGGAACCCTCAGGCCGAAACCGC
ATTCCAACGCCATTGTGCTGCAGCTAAGAGAGCAGATCATCTGAGTCTGACCTGACGATG
GCTCCGACCTCCCTCCTCCTCATCACCTACTCACTTTGAACACAGTAAAACTTTTGGAAG
AAGCTACAGAAGCACAAGTCTGCATATCGTTTATGAAATTTAAGTGTTTACCCCTATGGT
TTATCAAGTGGGAGGTGTTGAGTTATTTTGTGGATCTTTTTAATGCCGCCATAGCTGCAG
GTGGAGGGGTGATGGGGGATCTGCAGACAAATGAAGAGCAACTCTGTCGTTATTTAGTTT
GGAACGTCCA
>CL10232Contig1
TTCGGCACGAGGCGGCAGCGGCAGTAACATGAAGTGTGAACACTTCATATCGGAGGTGAA
AACATTTTTTGACTCCCGAACGAAGAGATGCCTTTGTTAATCCAAAACAGAGAGCTTGGC
TGCGTAAACTCATCTGCAGAGCTGTTCGAGAAATATCCTCATCTGCAGGAAAGTGCGAAA
ACATTTCGCTCCAGGCCTCTTGTTGATGTGGATCCAAAGTGCCTGCTGTATGTCCACCAG
AGAGAGTTTGCTGCAACGACCCCAGCTGACAAGTTTGTCTCAGTCATTGGATCAGATGAC
GCCACCACCTGCCATCTGGTAGTACTGCAGCACACTGGAAGCAGAGCCGCCTGCCTGGCT
CACTGCGACGGCTCCAACACCTGGTCGGAGGTCCCTCTCTTCGTGAAAGCAGTGGCATCG
CTGAGCACCTTCTGTAAGGAGGGCAGGTTTGAGCTCCACATCGTTGGGGGATTCATTGAC
GACTCCAAAAGATCTCATGATCTCAGTCTTGACCTACTTGCAGCGTTTCAGAAACAGAAC
GAGGAAATTCACCTAGAAACCTGCTGCATTACAGAGGTGAACGACGTGGTTTGTGATCGG
ATTCACAGACCTGCGGTGTACGGCGTAGGTGTAAACGTGAAAACAGGTGAGGTGTTCCCC
GCCTCCTTTACGGACAAAGGCCCCGC
>CL10233Contig1
GTCGAGCTTGTTGACGATGATCTTGCTGTAGCACTNGTTGTNGTCTCTGTNGGCAACAGT
GAATTCCAGAGGCCAGAACAGAGAGTGGTACACCTCGATGTTCTCCAGTCCGTACAGCTC
CACGGCTCTCTCCTCAGGCAGGCCACAGGAGCCGTACTCCATCGGGGTGAAGACCGTGGT
GGGAACGTTGATGTAGTCGCATTTGAGCGTTGAATTCCCGTAGAGGCGGCGTGCCAGCAG
CTTTCCTGCCTGGATGGCTACGGGCGTCAGCTCCCATTTACCCTCCAGAATGTCTCCGAT
GGCGTAGATGTGAGGCACGTTGGTCTGCTCTTCATCGTTCACTGGAATTTTTCCATTCTT
TGGGTTCACTCTGACGCCCGCCTTGTCCAGACCGATCCGCTCGGTGCAGGCGTTTCTCCC
CACGGCGATCAGAACAGTGTTGTACTCGCCCTCGATGATCTCGTCTGTTTCTGTGGATTT
GGCCGTCACCTTCAGTCTGCCAGGAGACCCTGCCTCCAGCTCTTCGATCTTCACGGGAAC
AAATTTGCGGATGAACTTGACGCCATGCTCCTCCATGTGGTCTCCGGCCCGGTTGGCCAT
GTCCTGGTCAAATCCTCGCAGCAGAATGGAGCGCACCATGACGGTGACGTCCAGCCCGAG
GCCGGCCAGGAAGCCGCCGCACTCCAGGGCCACGTAGGAAGCCCCGATGACCAGAGTCTT
CCCGGGACAGTAGGGCAACGAGAAGAGGTCATCACTGGTGATGCAGTACTCTCGGTCTCC
AGGGATGTCCAGATAACGCGGCCTCTCTCCCGTCGCCAGGACAAACTTTGCCGCCGTGTA
AAACGTCTCCTTCTTCCGTTTGTTTGTCGCCTTGATTTTGTGCG
>CL10234Contig1
AATCGTCACCTTCTTCACACCTCCACCTCCGGCATCCTCGGCGAGGTTGCCCTGGGCGAT
CAATGTGTCATCATCGTCCACAGCCATCGCTGGACGTCACGTGCGGAGCAGCTACAAGCA
TCTTCAGGGAGATGTGCACAAGAGGAAACTGGTCTCCTTCAAATACTTCTTCCTGCGCAT
TGGCGAGAATGGAGCCATCAATGGGACTGAGAATGAGGACGATCAATACTGTGAGTTGGA
GATCAAGTCTGTGGAGGTGGGAGTGGTGGCCATTAAAGGGCGCAAAAGTAACCGCTACTT
GGCAATCCGCAAGGATGGACTTCTATACGGAGCGAAAAAATATGGTCCGGACTGTCATCT
AATAGAGCGCATCGAGGAAAACAAGTACAACACCTACNCTTCGGCTGAATGGAAGAACAA
GAAAAAGTTTATGTTTGTGGCAATCAATGCCAAAGGAAAGCCAATTAATGCGACAAAGAC
GCGGAAAACAAAAAAAGTCACTCACTTCCTGCCCACCTTAGTGGAGCCATGACTTTGGAC
ACAATGGAAACCTTTTACCGTGCAGGTGGATAAGGTAAAGCCGACAAGAGACAGATCTGA
CGCTGCTCTGTATGATGCACTGAGGAGGAAAGAAAATGAAATCTATAGACATTCTGTCAC
TATTCGACAAGGACATTTCAGTTTTTAAAGAAAGATATATCTATATACAATTTGTATATT
ATTTTCTCTTTTAAGTTATAACATACACTGGCACAGTTAAAATAGGAAATGATGTATGTG
CCAAAACACGATGTAATAATTCACATTTCTAGTTGTGTGCAGTCTATGACTGATTTCTAA



ACAGAAAGGACAGTAAATATGTGAAGAAGGGACAAAAACAAAGGTTTCCAAGGAAACATG
ACAGTAAGGAAGGACGCAAAAGGACAATGGAGACAGAAGAAACCTGTCTGGTCAAAGCAC
CAACACAAATCTAACATTATCATGTTTTGTTTTTTTCAGATTTATTTATTTTATGTGCTA
TTTAACAAAAAAAACAGAACCAAAAACACAAAAGATCTATTGTAAAGCTATTTTCTGTTT
TGCTGCCATTTATTCTTCTCTTTTCTATACTAATCCTTTAAGCCTAAATAAA
>CL10235Contig1
GCAAATACGGATTTATTGTTCCCACAGNACCATAATAATAATGCAGAATATTCAACAACC
GGCTGTTTAAAGTTACAAGGATGCTGCTAATAAAGTTGTTCAAACAGTGTATAGAGATAT
ATAATTATATTATATTTACAAAATACCAGTTTTCGTGACATTTTCTTCTTTTTTTCTTTC
TTTTTCATATTTATCCATCACACCGTAAAAATCGGACGAAGCTTAAGTTGATTATTTTAG
CTTCCACTGTGACAGGTTTGGGTTAAGGGAGAATCTATATCACATTTTAATGGTCCCTAT
ATGAAAACTAGTGCACTACTAAAGTTTAAAGCAGCTGCAGAGATTTTATAAAGGATGAAG
TTAAACTTTTCTCTCAAAAGTTTATGGACACTGGAGGTGACAAAAAAAAATCAGGCATCA
ACTTCAGCCTTGTCCATGAAAATATTGTCAATCTATTTTAATTTTTCTGGTCCGTGGCCT
GAAAGCGATTGGACTGCTAGATTAGGGGATCCCGCTGGTTTCTTCTTTGCGTCTTTTTTC
TCGTTTCGGAAAATGTTGCCCCAAATTGGTCATCCCTCAGAACTGCACATGTTTCCAAGT
GGTTCGGACCGCTTCGGTCCTTCTGACATTTCGGTGTTTGTCAGGGCGAGGAGCCGCCAG
TTGCACCAGTCAGAATCCAGAAAGGAGAGCAAAGGAACAAGCGAAGCTTCCACACCTGTG
ATCTGTGTGACAAAGTCATCATTGGTGACCTGGAGTGGACAGCTCACCTGAAATCCAGGA
AGCATTACTACCACGTGAGGAAGAAGAGGAAGTCGGAAGAAGCTTCCTCTCAGGACTGCT
GTGGTGCTGCTGCTCCAGATTGCAGCGGAGCCGCTCAGGACTCCTTAAAAGACTGCACAC
TGACACACACGGACGTTACCGTCACACTCTGAAAACTGCTCTTCAGCTTCCCAACACCAC
TGTGCCTCAGGATGCTGCAGAGACCTGCTGCATCCATCCATGTCTGCAGTNAAGAAATGT
TCACATTTCCCTTTT
>CL10236Contig1
TGATTCCTGGAGTAATCAGATTACTGAAGTCCCGCTCTGATCATCATCATCAGATTGATC
ACCTTCGCAGTAGTCTTTTTGTGGGGTTTTCTAGGACGTAGTTCCTGCAGAGGGGCAGGA
GTTCATTAAAGATTCACCTCAGAGTTGTGGGCGGGACTGTTGGAGAACAACCCCGCCCCC
TTCACTCCACTTGACGGCGTCTGAATGAAGGTGCCGCCTCCAGCTTCAGGTTGGAGAAAC
CGTCTTCCGTGACCTCCTGTGCTCCGTCATGCGTGTTTTTTAACGCTGCTGTGATGCAGA
AACCCTCCTCTTCTTTCTCAATGCAATAATTTCACATTTTCAATGTTTGGAGATCAGGAT
TATTTCATCTAGAGAGTTCAGTGTCGGTAATCGCGCCTCCACGTCTGACACGTCATGACA
TCATCCAGAGACTCGGCGGTGCGGCGAGCTTCACCGTCTGCTGCATGGCGGCGCTTTCAG
CGCTACTTCTGTCTCCGTGACCCCGTTTGACGACTTCCTGTCCCGCTTTAGTTGGAGGCA
GGGGTCACTGAGGTGCGGAGGCGGGGTCACTGAGGTGCGGAGGCGGGGTCACTGAGGTGC
GGAGGCGGGGTCACTGAGGTGCGGAAGCGGGGTCACTGAGGTGTTTCTGCTCTGACTGAA
ACCAGACTGAACAGAAACAAGAAACAGATTTTCAGTAATCTGATTACTCAGGGCCAGCAT
GGAGCGCAGCTGAGACTCTCCTGTCATGGGGGGGGCTGTTTGTAAATGAGAAAAACTGAA
CTGGAAAACAGGAAACAGGAAACACGGATCTGAATTTCAAAATAAAAGTCTTCCTTGAAA
AAGAAAA
>CL10237Contig1
GCCTTATGGCCGGGGGGCAGCCATTCATGCACACACACAAACAGACACACAGAGGGAGGA
GTTCTGCTCTCAGTCAGACAGCAGAGTTCATCCAGCAGACACACAGACGTTGGAGTTTCT
CCATTTTCTTCTTCTTCGGACATGTACCCGATGCTGAGATATGCGGTGAAGTGGCCTGCG
ACAGGACAGTTTGTTAGGCCTGTGGACCAGGACCTGACTCCTGAAGAATAGCAGCACATA
GCCTCAATGTTGCGGGAAAGGCGACCCAGAATGGCAAAAAACAGAGAAGACCCCTCCAGA
GACCTCATAAACCTTCGCACAGAACACCCCTCCGCACCACTGGTAAGTGAAGGAGCAGAC
GCTTACGTTTGCTCACACAGCACTCCAGCTCGACAGGGAGGAGACTTGAGACAGATGCTA
GGCGTAACAGTCACTGAGATCCAGTCTATGGAACAGCGTGCGGGTGTGCAGGACCACCCA
GACTCCACTCTTTTAGTGGATGTTCAAGCTCCAGTTTTTACTGCAATGAGGGAACTTTTT
CCAGATCCATTGACCACAGCCCCATCGAGTTTCCCATATACAGGTAAGGACCCCAGCACA
TATTACTCCGAGTGTGTCCAGAAATGGATTGACAACAAGGGCAGAGACCCCGGCCTGTCA
CCCCCTGAAACAGTCATGTTTAGAACAGCAATCCTGGCAGGATTGCCTCAGGACGTGCAG
GATTTATTAAAAGCAGACCCAGACTTGTTGGCTGGTGATGAGAGTCGATTTAAGAGGCAT
TTGATTCATCACTGCAGAGCACACTTGGAGAAAAAGGAGAGAGCAG
>CL10238Contig1
TTCGGCACGAGGGTTCATGGGAGGAGATTCGGCCGCCATGATGTGTCCAGGAGAGGAGAT
TCATCAACTATTGATAAGAGTTTGCACGGAGGAATTCCTTTGTTCTCAGCTTGGCTGCGA
GATAAATCACATGTAACTTTTTGCGTTTTGCAGGCTTCGTAACTCTGAGAACCCAGATGA
TCTGTTTTGATGTGTTCTAGAACTATTGTTAGTGAAATAAAACTTTGTGTATTTTCATCT
GTTCGAATTCTGGTTTTCTTCTCCCGACTCCTGAACACGCATGGAAGAGATCTGCAAAGC
GAACCGATTTCTTTCCTACAATTTTTCTGTATTTACTTTAAGGAAAAATTCAATTTGAAA
TGTATGATTTCCTTGTTAATTAATATTGAGAATGTTCTAGATATTATTTTTTTTAAGTTG
ATGCAAGTATAGGAAATGGAGTTGGCTAACTGCCTGCATCCTGCATACTGCATCCTGGGA



ATGCAGTAAAAGATTTTATATTGACCCGGCGGCAGCTGTTCACCTAAATCTGCAATAAAT
CGGCCTAATCTACAGCGGTGAACAAACCATCACAAGAAATGTTTAGATTCATTTCCTAAC
TTTTGTAAACCATATTTGTGTGTGTGTGTTTGTACCCCTTACCCTTTAGAAATGAATGTC
ACATGTTGTATGTTAGGAAACGCCCAGATTCTAATAAATGTTGGAGCAGAGCTTTGCAAA
ACTCAGAGCAAACTAGTGCGTTGTCTGAGTACAAGCTTTACT
>CL10239Contig1
GCCAGNACGTACTGCAGTTGTTTCCGGACAACGTGAGGAGCTTTTCGAGGTGTCGATCCC
GACTCGTCGTGTTTTAGAAGCCGTCTAAAGCCAAACTGTCCAGGGTTCGTGTTTGTGCTG
CTGCTGCTGTGATCTTGCGTTTTTAGGAAGATTACCAGTATCCTGGTGTCCGCCTTAAGC
ATCGCCCCGCCCCTCCCCCTTAATCGACACAGCCCCCCCCCCTTCGAGGGTGCTTCAAAG
CAATCTTTGTGTTTCCGACTGGAGCTGGGATGAAAGTCTGCGGCATCTGCAGCGTCTTCG
GGGTCGGTTTAGAGAACATCGCTCGTTTGGATCACCTCGGCCTTAACTCCAACCCCCAGC
TGGAGTTTTCTTTTTCTTTTTTTTGTTCTCAACACAAACGTGCTTCTTGTAGGAATGTCA
CACCCACACGAGGGCCAGAATGTACGCCGAGTGGACTCAGACCGCGTGTACATGACGGAT
GCCTTTTTAAAAAAACAAAACAAAAACGTTGGCTTCGTTTTTCTTCTTGCTTCTATTTTT
TAGGGTGAATGTGAGTTTTTTTGAGTTTGCGGACTGGATCAATCTGTGCGTCAAAACACT
CTAAACTGAAAAAAAAAAAAAAAAAA
>CL10240Contig1
TACTGGATTTTCCTAATCTCTGTAGGATCAATAAAGAACATTTATCATGTCTGGACGTGG
AAAGACCGGCGGAAAAGCCCGTGCCAAGGCAAAGACCCGCTCCTCCCGCGCTGGTCTGCA
GTTCCCCGTGGGTCGTGTCCACAGACTGCTGCGCAAAGGCAACTATGCGGAGCGTGTGGG
AGCCGGAGCCCCCGTGTACCTGGCCGCCGTGCTGGAGTATCTGACCGCTGAGATCCTGGA
ACTGGCCGGAAACGCCGCCCGCGACAACAAGAAGACCAGGATCATCCCCCGTCACCTGCA
GCTGGCTGTCCGCAACGACGAGGAGCTCAACAAGCTGCTGGGCGGAGTCACCATCGCTCA
GGGCGGCGTGCTGCCCAACATCCAGGCGGTGCTGCTGCCCAAGAAGACCGAGAAGCCCGC
CAAGACCAAGTAGATCCTTAATGATCCACCAACAACACAACGGCTCTTTTAAGAGCCACA
CACGTTTCATTCAAAGCATCATCCTCTAATTATATGCTACGTTGAATATAAAACCGGGTA
TATTTAATGTCTCTTAACCCTTTGTAGGATTCACTTAACGCATTTCTCTTTAATGAATAA
ACTGCCCTGCGAGAAAGATCTTCTGATGCAAATATTGATTAGCTTTATAAGCTTCTTTAT
CCTATACTCTCCGGTTCACGAGCGCCTTTTTTATATATTTTTACAAGCTGTTTACACTGG
GTCGAA
>CL10241Contig1
CTCAGACTCCAGACCAGGAGGCTTTCCTGAAGGAGAACTTTGTCACTTTGGCTGACCCGT
CTGCCTCAGTTAGAAACTTCTGGAAGACCTTGTTGAAGATCATGTGACCCGCGTGTTTGC
AGGAAGTCCCAGCAGAACCTCTCACAGCTCCAGCGAGAGTCTCAGCATCTCCTCCAGGTT
CCTCCACCAGAGCTCAGCTGCCAGCCGAGCCGGGCTTCTCCTCCCAACACGGAGCGCAGA
AGGAGCAGGGGGGGAGGTGAAGGTCCAGCTCCTCGTCTCTGAGGTCCGACCCCTCATGGA
CAAGAACTATAGCAGGAGGAATGACGGAAAGGCATTAGGCAACCAGAACCAGGACCAGGA
CCAACCACAGACCCAGAAGGACCAACCACCGCTGGTCCAGGTCCAGAACCCAAACCAGCA
AGGACCAGATCTGCCTCAACAGCAGCAGGGGGCGCCAGAGGAGGCCTCCTCAGGTCATCC
GGGCTTCAGGAGCGCCACCTCGAAGAAGAAGGCCCAAACTGAGGTGGAACCCAGGAGGAA
CATGGTTCTCCCAACTCCCTCCCACCAGAACCCGGGNACTACACAAAGCTCAGTCGGTCA
ACAGCCTGCTGGCGGACGCCGGTGAGCTCTCTGACCCGCTGATCTGTCGCTCGTCCAGAG
NAGGTCGCCCCCCAGCGCCCCAACACCCTCCCGTCCTCCCTGCGACGGCCTCCATCAACA
GCCCCCCCAGCCCTTAAACAAAACTCCGCCCCCTCTCCCCGATCCCCCCTGCAGGAGAGC
GCTGCTGTCACGTTGAGGAAATCCTCCTCTTCCTCTGCGGCGGTTGTGGCTCCCCGCTCC
TACATGAGCCCCACGGCGAGCTCCATGGCGAAGATATCACGCTCTGTCTCCATGGGAGAC
AGCCTCAACATCCTTGAACCTTCTGACGCCGTGATATCACCGCAGTTAGCGCCAAACACT
CCCATACAGGCAAAAGAAGCCCCGCCCACTAATGTGGCCGTTGGAAACTCTGCTGCGCTT
CCAGCTACGCCCCCGCACGCAGCCGTAATCCCAGTTGTTGTCACGTCGTCATCCTCAGCT
GCTGGTAACCACGGCAACAGGGCAGGGCCTTCTCC
>CL10242Contig1
GTGGGCAACATCGTCGTGGTAACGGCCAGCTTACAGGACGGCGGCGCTTGGGTTCCTCAG
CACAGGAGCTTCAGGTCTCCGTGGCAACTTTGGGCTGACTGACCAGGAGGCGGTGCTTCG
CTGGGTCAATGCCTACATCTCGCTGGTGGGCGGAGACTACAACCGGGTGACAGTGGGCGC
GGAGCGAGGCGGTGCTGACATCACCAGCCTGCACCTCCTGTCCAAGCCCCGCCCTCTGTT
CCAGCGGATGATGCTGATGGGTGGTTCCGTGTTTTCTCCCTCCCTGGTCCAAACCTCCGC
CTCCGCTCGGCGCCGGGCCTTGGATCTGGCCCAAGAACTGGGCTGCGTGACGTCCGACTC
CACCGATGAGAAGCTGGTCTCCTGCCTCAGAGCGGTGCCGTATCGGGATCTGAACGCCGC
TCAGACCAAACTCCTGGTCACCCGCGACCCGTTTCAGTTCTGGTCTCCAGTCCATCAGGC
GGTCTCCAAATCCTCGCCGTTCCACAAAGTGGACCTGTTGCTGGGAACTTCAGAGGCGGA
CGGCCTGATCAGCCGAGCTCGCAGGATAGAGGAGTTCGAGGTTCTGCCCGGTCAGGTCGA
CGACTCCATGCCCTTCTACCAGGCTCTGAGCCGCGTGCTGGGCGGAGCCAACGGAAACGA
GCTACTGGGGGAGGTGGTCTCCTCTCTGGACCACAATCCTTCAGCTGCGGGATACAGCCT



GTTCTCCAGAACGCTCGACAACGCCACCAGAGACCTGTTCATCATTTGTCCCGCGCTGCA
GATGGCGGCTAACTGGGCCGAAAGTAGAGCCAACGTCTTCATGTACCACCAGCCTGCCGC
GGACGCCGCTGACAGGGGCGACTCCCTTGTTCCGTGGGATGTGCAGCTGGTGTTTGGCGC
TCCACTTTACTCGCAGCGGTTCACGTCTTCTGACCGGCGCCTCTCTCTGGCCGCCATGAG
CTACGTCTCCAGCTTCATCCGGACCGGAAATCCGAACCCGTGGCCCGTGACGGCGGAGTC
GGTTCTTCCTCGCTGGCAGCCAGTCACTTCATCTCAGGCTCCGCCTTCCTACTTGGAGCT
AAGCCCCGCCCTCAAGCCCCAGCAGGGTTTGAGTCAGACCTTCTGTTCCCCGTGGGGTCA
GCTGTTGGCGAGGCAGAGCAGCGAGGCAGAGCGGCGAGGCTGAGTCAGATGTGTTGGGGG
CGGAGCCTGTCCTCACCCCAGCACCTCATCCAGCCAATCTTTGACGGAGACAGACGTCTA
CAGACAGCTTTGTTTCCCATAAT
>CL10243Contig1
AGCGCGCCTTTAACCCGGGCCTTATGGCCGGGGAAGCGGGGGTTAAAAAAAAAGCCTAAA
TTTCCTAAAAACCCATTGAGTTAAGTTCACTGCAGCAGAGAACAGCAGGTTCCTGCTCCA
AAGACAAACCCTCTCAGGTGTTGCCTCCGGCCATAAGGCAACACCGCCGTCTCGTTTGAA
GCTCAGAAGGGCCAGAACGCCCCCGTTCCCTTCGGACGTACATCCGCGTGTTTTTTGTAT
ACCTCAGCTCATAAATACCTCATAGCTTCTGCACATGTAAACAATCAAATACCTCAACTT
TCTTCATTGATACCTCAGTTTGTTGTCCAGACCTGGATGTCTCCAGCATACCTCTTCTTG
TGTGGCAGTGTGGTGGAGTGCGTGTTTGAAGGACCAAAGATGGCGGCTTTGTTTGGCGTT
CCGACAGAACCATGCTGTATACTGCCTGCTCCGTAAATGCCTTTTTATATACCAGAAACC
AAATGGGTCCGATGACAGCATTGTGCCAAAAGCACCGGTGAGTTCTGTGCCAAACGGTTG
GCGTGGCGACCGCTGGGCTGCGATATCATGGATGCAGTTGATGGAACGAACCTCTTAAAG
GATGCACTTAGGAGGGCTGGGACGTGCTCCTCCTCGCCTCGGTTTGAGACCCTGCGTCCG
CAGCGAGGGAGCGTCCGCCCTCAGCACAAGTGTGTCCGTGCGTCTCAGGATGACGGTTGC
AGAAAAGCTCAAACGCGACAGAAACGCCATATGGTTTCCCAGCCAGCTGCTTCCTGCTGT
GAACGTCGCGTTTGTACCGATGAAGATAGTTTTTCAGTATTACCCTCATCTTCACTCGAC
CTGGATTGCTTTCAT
>CL10244Contig1
AAGCCTCCAGAACACCCGTATTTTGAAAACCCCACAAGTTGACATCATATTAGAGAAGAA
ACTGAAGGTTCCCCCGTAAAAGAGGTCTGCAATGATTTAGATCAAAGTTGTTCTGAGTAA
TAAAACACACAATTACTTCCTAGGTTAGACGTTTGGCACAATTGTATCTAAATTAGTAAT
GCAAAATATGTTAAACAAGTTAGCATAATTTGCAAAGTTCACATCAATGAATTTTACTGA
TAAATATTAGAATATTTGACTCACTGGTGTGAAAAAGAGAACTTAACCGTTTTCTAAACA
AGATAATTTCTCTTTCAAGTGAGTTGTTGAATTTAAAAGAGCTATTGATTTAGATCTACA
AATAATCAAGATTATGGACATTTATGATTCAATTAATTTAAGTAAACATTGTCATTTCAA
AACCAAAATAGTTGGTAATGAAAAACAGTTTTCAAAGGACAAAAATGAACAAAGATGGAA
TTTTCATTAATACACACACAAAAAAATCTTGATTAAACCAACAGAATAAAAAAAAAAAAG
AGCAGGAANTNCANTTNGTAANTTACNTCCATAAATANGCNNCTNCCAGGGGNGGANCAT
ATTAATTATCNNCTTAAANCCNGTTTAGGGATTCNGGGCNCATATTTCANGA
>CL10245Contig1
CCCGGGCATTATGGCCGGGGCCCTCCCACTTGTCGAAGGTTCCCACGTGCGCACAGGAAT
GTGTTCGTGACTATCAAATGTACTTATTTTCCCACTCCTACGTCTGATTTAAACAATTTA
GATCTGTTTTTTAACATGGACCTCGCTGCGAAGGACGCGTACATTCAAAAATTTGCAAGT
AAAGTCTTTCATCAGCACCAGGAATCTAAAGAGAGACCGTTTGTTTATTACAGAGGTAAA
AGCACAACTGATCCTCAAAAGAAGAAGAAGAAGAATAAAAAGAAAAATATTCAAGACAAG
AATGATGACAAAAAGACTCCTAAACCTCAACAGAAATCTTCTCCTTCGCCATCCACGCAA
AAAGGAGCCGCTCCAGCAGAAAAGAATAAACCCAAACATATCATAAGCACTAATGGAGCC
ACAACACGCATGACTGAAGAGAAATCCCTCGCCAGCTTCTCCTCTGTAGATCTGTTGCGA
AAGAGGCTACATGAGAAGATTGAAGAGTCCAGAGGCCAGGGAGCTCCTCAGGATGCATTA
TCAGAAGCTGTCCAAGCAAAGCGTGCAAAGCGAAAGCTGGAGCGAGAACGCAAAAAGAGG
AAGAAGAAAGAATTTCAGATGAAGAAACTGGCTGAGAAAAGTGACAAAGTGCCTCCAGTT
GAGGTGAAAAAGGAGGAAGAGCAAGCACCTGCCCCCAAAAAAAAGAGACGAGGCAGCTAT
TGTCTTTAACACAGTGCAAATAGTAGAGGAGGCATACGTTGATAAAATGCTGAAAAAGAA
>CL10246Contig1
TCAGGCTGCCCAGACTGGCTGAGCTGTCCGACTGAGAGTTGTTGGCTCCCTCCCCGTCGG
AGCCTGCCTTAACTCGCTTCTCTTTCTCTTCCTTAGCGGCCTGCCAGAACTCAAACGCCA
CTTTGAAAGCCTGAGCCACCGTCAGGGTCACCGCCTGAGCCATTTTTCTTTTGGTGCAGA
GGAAAGCATGACACTCCAGGGTCTCGTTATGCTGGCTTTGGGCAATGTAAGCAAACACTT
TGTCATGCATCTTGTCCGCTGTGCAGTATGATATTCTGTATATGGAAATATTTTCAATCA
GTTGGTTGGAGGCACTGTCGTAAAGGATGATCCCACGCGGCGACACGGTTAGCGTGACTT
TCTGAAGTTTTTTCCCGCTGGCTTTGGCTGTTGTTACTATCCTCTTGACAGCGGTGGCAG
ACACCTCCTCGCCTTTGGGCTGCTCCACCATGGTGACCCCGAGATACTTGAGCTGGAACA
CCATGCCCTCCAGCAGGGTCTCCCTGGTGTCGGTCCAGTTCTCTGGAAGCTTTTTATGTC
TGCCCGAACCCCAGCTCTGTTTGGCGATACTGGGACTCCGTATGATCGCCCTCCCAGCGG
ATTTTAAAGCGTCCATTATCGTAAACCGAAAAGTGGAGCAAAAGAGCTCGACGAGGGTCT



CCGTCGACTCGAATCAGTCCCTCCCGGTCAGAACAGCAGCAGCCCCGCGTCCAAACTTTT
CTTCATCTGCTTCCCCGGCCATAAGGCCCGGGTTAAACGGCGCGCTCAAGCC
>CL10247Contig1
TTTTTTTTTTAACAGTCTGGTTACTTTATTTGACAAATGGAACAAATGCATTTCAATTTA
AACCGTTTTTCCCAGCATGCTTCTGCAGGAACACGTGCATCAGCCGCGTATAGCCTCCTT
AAATATCTTTGGGGGGGTTTCTCCCTATAATGCTCATTACAGTGTATTCAAATGTGCTGA
ATATTTCAAAGAGACCAAAGAAAAGAGTGTAATAGCTGTGATAACTGGTGCAACTGTGGG
CTTTGTAATGTGTAAAAAACAAAAAAACTACAGTTAAAGGTGAGCCTTTACAAGATAAAA
GCAGCTTTAAAACCAACCATCTGCTAAAATGTCATCCACTGAACACTAACGGGGTCAGAA
AACGCTGAGGCTTCAGAAACGACTGCATGTCCTGGTTTGGGATCAGCTTTCAGTCTACTC
CAAAGTGCAGGAAGCTGCAGGCGGCGTGGCGATGGCGGCGGTGGCGGTACAGACACAGGC
GATGCTTCCAGATTCCCTTCATGTTTCTTTGCTTTTATTTCTGCTGCAGTTCTCTCTCAG
TTTGACC
>CL10248Contig1
TTTAAAAAACGACTCAGGACAAAGNGGTGCATTTTAGGAAGCAGCTGTATTTGACTATAA
NGGCATTTCTAATCCAGNGTTTCTAANCTGTTTTCTTTATATCTCAGNGTAAAAAGCCTA
TNCNATTANAAAAAAAAANAACCCAAAAAATAACATTTCAAAAAAAAACTGTCAAAAATT
AANTCCCCAATCACCAGTTATTTTAATTAAAAAAAGGAACATCTAATTTGTTTTTCCCTT
AAACATATNTTTTTGTATTTCCNCANATNTGNATTTNTNTAATTTCANATNATTCTCANG
GCAATTGGTCATGGCCAAATTATCTNACCACATGATGGCCATTTTAAGTCTCAAAATTAA
AANAAACACAGCTGGAAGGGAACAAAATAATAAATGGCAGCACAGTAAACNGTAGGACCA
CTGCAACGGCCAACNATTTCTCGTTTTGAGTGAAAGGGAAAAGCCCGTCATGGTAAGGCN
ACANACACACATCCCCTGGATCGAGNGCAATGCAAAATATCANTACAGTTGTCAAACNTA
ATAAAACTACAACACGCTCCTCTTTCACAGCANTCGCTTTGTCCCTTTTGCTCGTCTCTT
CTTCTAGCGTTTTCTGTGTTACAGCAGTGAAGGCTTAGGTTGTA
>CL10249Contig1
CCCCCCCCCCTCCTCAAAAAGCGGTGTGTACAGTACAGAGGCGTTCTTCGGCTGTTGCTC
GCCTCAGTCGGCGTGTTTGTTCTTGGGGGGGTTGCAGGGGGTGCGCGTGTCGTTTGCATG
AAGCGCTTTGGTTTTTCTGTGCTTTTCTTTCCTGCTAGTAAACTAAGTTCTCGGCTTTTT
AACGCGTAAAACTTCTGTCTGGATGATGAGTGAAGACGATTCTCAGGTGAGCGACTCTGA
GGATGAAGATGTGATGGTCCTGCATGCTTTTTCTATGCGCGGCGACACAGAGGAGCTCTG
GGAGGTTGTCCAGCAGGAGGCGCAGACGGGCGGAGGCTGCAGCGACGGACTCCTCCCACA
GACGGTGAGCTCCGCCTCCTGCAGACGGTGAGCTCCGCCTCCCGCAGACGGTGAGCTCCG
CCTACCGCAGACGGTGAGCTCCGCCTCCCGCCGCCGTTTCTCACCTTCTGGATGTCAGTT
TCTGCTGTAAATGGACCGTCTGGTTCTTGATCTCTTATCTTTACGTGTTTCTGGATCTTC
ATAAGATGTTAAGATGTTATCAATAAAACCAAGA
>CL10250Contig1
CACCTTTTACCCTGTGTGAATCGTTTNGCAAGGTAAAGAATTGTTTTTCTTCGTTGCTCA
ACCTCCCCCTCTCTCCTGTCCTGTTTCTTCAAATGTGCTCTGGGGGTCAGTCACTGCTGA
CTCGGCTCCCTCCTGTGAAGGTATAGAGCTGCGGAGGATGGTAAACTTATGCGCCTTTGT
CACTCACCCACGTAGCAGAGGGGGGTTTGAAGCAGAGGGTGGTTTTCTGCGTAAAGATTT
ATGAGGTCTGCTCTTCTGCTTGGAAAGAGATTTAGAAATGTATTAGTCATGTTCAGTCTT
CACCGTCTCCAACACCGTCAGTTGATCAGTAATGAAAGCCAGCAAAGGGAAAAAATCCCT
AAAATTTTCTTTGGCCGAAATGACGGACCTGGAGCAAAATCTTTGAAAAATATATTGTAT
TACATGCATTCCGGAAGCTTTTCATTCACTCTTAATCAAGAAACAAAGACAAATGGTTTT
GACTTACCCTTAAGGACTGTTTTTGCCCTACAAAAAGAATTTGGAGAAGTACTAAAAGCA
ACAAAATCCCACAATTTAAGCTTTTCCTTATTTAACCAAAAACACAATTCTCACTCTAAA
ACACAGACAATCAATACAAAGACTATAACTTTTAACCGTTTTTGCAAAAGACATAACACA
ACAAATTAGGTACCTTACACAAAATTAAACCATTTCACTGAAATGAATCGTTCATAACTA
GCGTTTTAACATTCATGTTCCCTCTTCTCCTGTTCTACCATACCCTGCACTTTCATACCA
CACTTTTCCATGCCCACA
>CL10251Contig1
GGGAGTGTTTTTACTCTGTGAGATGCACTGGGGGACTGGAATGATGTTCAGTGTGGTGGA
ACACAATGTGGGAGAGGAACGGCCGAGAAGAAAGACATCTTCATCAAATGTTTTTTAATG
TTATTGAGTTGAGTTTACTTACTTAAATAGTGGTTTCCAGATACAATTCAAGATTATTTT
CTGATTTTTTTATTTTATTTATTAGACATTGTGAGGTTTTTACCACATTGAACATATAGG
TTGGTATTTAAGCTATATGAAACACTGGGAAAGGTGAAGATTTACGGGAGGGAAGAAGCC
TTTTATTTGTCGGAATGTAATTCGAAATGACTCACACTGATTCCAATGCATAGACTGATC
ACAAGCAGAACTGCCGCGTCACATTCTCTCATCAGTCATCTAATGACAAAACAAGCTCTT
ATGGGTTCCTTTGTTTTGAGGAAAAACAACAAATTCATTGCTATAAATGTGGAATTTGTT
GTCAAAGCTTACCTGGAGAAACATCAAGTTGTTTTGAGTGACGTCTGAACAATTTCACCT
TGATTTGTGGCTATGAAAGGTTGAGTAAAGAGAGTTCTAAACAAATGGTGTGATGGACCG
GTCAGTTATTCTGGGACAGCTGGTTCGATGAGGAAACCAGAAAGGAAGAATTTTGACAAC
ACAAGATGGAAATCTCTTGTAATCCTTTAAGAAAAAAAGAAA



>CL10252Contig1
AGGCCAGGAAGCTGGTCAGATCTCTGTCCTGTCCTACACCGCACCACTTCCATCGAGGCG
AACACAAAGTGTGTTACCCTGGAAATTTAACCATCAGAGACATGTACTACTTTGTGTTTG
CTCCGACTCTTTGCTACGAGCTTAACTTCCCTCGCTCCCCTGAAATACGCATGAGTTTCC
TGCTGAGACGGCTTTTTGAGATGTTCTTTTTTATCCAGGTCTTGGTTGGTCTAACCCAGC
AGTGGATGATTCCCATCATTCAGAGCTCCATGAAACCACTAGAAGACATGGATTTATCCC
GGATGACTGAGCGCCTCCTAAGATTAGCGGTTCCCAATCACCTTTTGTGGTTGATGTTTT
TCTATTGGTTCTTCCACTCGTCCATGAATTTTACGGCGGAGCTGCTGCGCTTTGGGGACA
GACAGTTTTACAAGGACTGGTGGAATTCCGAGTCGGTGACATATTTCTGGCAGAACTGGA
ACATCCCCGTGCACAAGTGGTGTCTGCGACACTTTTACAAGCCACTGCTGAGGAAAGGAT
TCAGTAAAATAGCAAGCCAATCAGCTGTCTTCTTCTTGTCTGCCTTTTTCCACGAGTACT
TGGTGAGCGTTCCTCTCAGGATGTTCCGACTTTGGGCTTTCACCGGCATGATGGCACAGC
TTCCACTAGCCTGGTTTGTCGGTCGCTTCCTTCGTGGTAACTATGGCAACGCAG
>CL10253Contig1
ATGATTTGTCCACAAACTCCAATAGGTTCATATCTGGTAAATGTCAGATACTCTCCATCC
ATTGGAATAGAAGTGCCATGGATTTTGTCTGCATATCCAGCAAAGTATCTGAGAGTCTTT
ATAGTTCCTTGGAGGTCAACAAACAGCGTTGGCAGAAACGGCTTCCCGCTGTTCAGAGAC
TCAATTGTTGCTAGGTAGACGCTGTCCCTCTCCACCAGGTCAGCCAGTTTGGCCAGCAGT
TTTCCTCTTTCAGAGGCATCCATTCTGCGCCAAACTGAACCCAAAGAGAAGGCAAGGCGA
GCTGCCTGCACTGCTTTATCAACATCAGCCTTATCAGCCTCCTGGACTTCACAGATCTGC
TCTCCAGTTGCTGGGTTGTAGACAGGGAAGACCTTCCCACTCACAGAGACATGCCACTCA
TTGTTGATGAAAATCTTTGTGTACTTGAGCTCAGGGTTGGGCACCGGTGAGGGCATCAGC
TGGAGGGATGCCATGAGGGCAGCCGGGTCACTCTTCACCTCTCCGGGGATCTCGATCTTA
CTGGAAGTCATGACTGCCGTGGCTGCGCTGCTGTGCTTGCGTGCTGCGCGTCTCTAGGTT
CCCTCGGCAGATTTCTGATTCGGGCTTCTAGGTTCCTTNCCTGGGTTTATAGCCAGGTGT
CGC
>CL10254Contig1
GATGAGGCTGCAGCTGGACCTCCACGAACCCCCACTGTCTCAGTGTGTGCAGTGGATAGA
CGATGCCAAGCTTAACCAGCTGAGGAGAGAAGGCATCAGATATGCCCGCATCCAGCTGTA
CCACGACGACATCTACTTCATCCCCAGAGGAGTCGTCCACCAGTTCAAGACGGTGTCTGC
CGTCTGCAGCCTGGCCTGGCATATCCGACTCAAACTCTACCACCAGCACGAGAACAAGGA
GGAGGAGGAGGAGGAAGCAAGGAGGGAGGAGGACAAGTCTTCACCTGGAGTTTTAACGCA
CAATATCAAAGACGAGGAAGATGAGCATGAAGAGAGGGTAAAGATTGACCTAGCTGTACA
GACAGGTATAAAGCTTAAGGAGGAAGACCTGGAGGAAAAGCAGGAGCTGCCCTTAAAAAA
TCGGACACAGACTTTTAAGGAGGAAGAGCTGGAGGACAGAATTGAAAGTGAGGAGGTGTC
AGCAGGAAATCCCCCACTTTCCGCTAACAATGAAAGATGTGAAGTACACTATTCCACACT
GACAGTTTCCAAAGTTGAGGAAAATGAGAAAGAAGGCAGTGAGCGGGGTGTAGACGCATA
TCAAAGGCTGCAGAAGGTCCCTGAAGGCAGCACAGAGGACGGCCCTGCATTCAAGTCTTT
GCAGTATGTTAGGAAGGAGAATGACGTGGAGGAAGAGAGGCAGCAGAAGACACCTCTGTC
AGGTCCCAGTCTAAAAGAGAAAGCTAAAGATAGTTCAACAAGCCCTTCCAACACGCCGCA
TATCAAAAAGGAAAAGGGCAAAAGAGAAAAAGATGAAAAAATCAGAATGAAAGAAAAAAA
GGACAAAGATAGGTGTAAGGACAGGGACAAAAGAGACCGGGGCAAAGACCAGGGAAAAGG
ACCAGAGTACGAGAAAAGG
>CL10255Contig1
TTTTTTTTTTGAAATGCAAACAGNACATTTATTGCATTGGGAAGCAGAATTGTACATTTT
TCCCCTCCACAAAATCATTTGCAGAACTGTAGCACTTAATGAGATCATAGTCTGTTGTGC
AACGTTTTCAGCCCAGTTTCTCATCACGATGAAGTGTGCATTTCAGATTCTTCATGGAAT
TATTTGCTAGTCATTCTTTCATCTAGTTTGGATTTTTTTTCTTCCAAAGAACAGGATGCT
ACTTCCTCACAGTGGAAAATACTGACTTCACCTTCCTTGGCAGCCAGATAGGTAATACAA
TAACAACAGGAGAAACTGTACAAGGAACAAGTCCAAAAGTTACCCAAGATGTCTGCTACT
GTCTTTATCTTTCCGATACAAAACTATATTTTCGTGTTTCGTTTTATTTTTGCTACAGTT
TGAAAACAGTTTTTTTTTAAAAAAAAGCAACATCAAATACATCATTCTGTATTGTAAACC
ACCATCAACACTAACAGTAAATAGTATTTTATCATAATTGTTATTACAAGATAGTAGGCC
ACTGTACAAATCAGTGTGAATCATACAGTACGACGCAAAATTAAAACTGTTCTCGAGGTT
TGTCATTCAAAGCTGTATACAAGGTGCTTCAAGAATACACAAGTTTCANAACTGCTGCCA
TGCATGCATGAGTTCATATTTGCCATGCATGCGTTGGTATTTAAGTGTTTTACCAAATGC
CC
>CL10256Contig1
AAGGTTTTTTTTTTTTTTTTTTTTTTTTTTTTCACAGGCTTAAGTGTCCTTTTATTTACA
ATTTCACACACTAAATACTGAACCAAAGAAAAGTTAAATCTGCTTCATTCATCCTGTTCA
CCGAGCATCAAAAACAACCAATCTCTTTGTTCTCTTCTTGTACATGATCCTGTAGCCACA
CTCTCTACACCTGATGGGGTCTCGAGCCTTGATTTCATTTTCAGTGTGACATTCTCCACA
AATGTAGATCATAGGCTGCTGCTTGGGCGGCTGCAAATCTTTCTGTGCATCCATTTTCAC
CGTTAGCTTCCACAACTCTTAGCTTTTCTCATGTCTCACTGGCTTGCAACTTGCGCATGC



GCTGTACCCCCCGGCCATAATGNCCGGGTTAAACGGCGC
>CL10257Contig1
CTGGCTCGAACTTCAGGAGCAACTGACAAGTTTGATTCCATGTGACCCTAAACACTTGTC
AAAAAACCTCTCAATTCCTCTGGTCAATCAGTGGATAACACCTGAGCCATACAACAGCCA
AGACGACATGAAGCTGTTCCGCAGAAGGAGTTTCCCAAGTACAGAGCTGCTGCATCTGGA
AGTCACCCTGGATTCTGACCCCCAGCGGATGGAGGGGAAGCAGAACGGTGGAGCCTGGAG
CACAGAAAAGGACTATACCCCCTCCATGATGGGCCTGTGTGGGTCCTTGGCTTCACTCCC
AAGCTGCAAATCTCTGAGCAGCCTGAAGTCCAGCGAGTGCCTGGTCCACATCAGCACAGA
AAACAGTCCTTCCCTGTCTCCCAGCTAGGGGGCGCCAAAGAATCACTGCCAACAGACACT
AAGACAATTCAAACAAATGCCCCTAATGAACTGACACTTGCTCTCCTTTTGAATCCTTTT
ACCTTTAAGCTCCAAGCCTGGCAATGTCTCAACTTACACCTTTAAGCAAAAGTGTAAGAA
AAGCTGCTGAGCTGCCTCATGGTATGTTACGAGTTTCTCCTTGAATGCAAACAGCTGGTT
TAAGCTTGACTCCTGTTGAACCATATAAAACAGTTTTGTGCATCTGCAGGCACTCGTTGG
TCACAGCCATCACTGTAGGAAATAGTTGACTGTCCGCACCCCTTTTTCTTCAACTCTTAC
CAGTCTCTCTATTCTTCCAGTTGCATAGTACTGACAGAGTGGATGAACTGTTGTGACTTT
GTAAAGAGCAGAGTCAACATTTTATTACAATGTTTACTCTAATATGGTGAGAAACGGCAG
CAGAGCTGTGTATGGAGATCATTTAGAGAAACAAAAAAGCAGCATTATAACATTTAGGAA
AAAATGACCCGTTAGCCTTATTTAAGCATACTCTAGACTACATAATAGATTATGACACGT
GGTTATTTTCTCAAGGTTTGATTGCTGAAATGTGAAGATATAGACAAACCTTACATTAAT
TGCAGTAAAATGCAATGTGAATTGTGACTATGCAGAATATTTTCTTTCCTTTCCTGCAGA
CTTGGACTGAAATCTGATGTTTTTTTGCAGGAAGGCTATTGTGAATACGCAACTTAAGTG
TGTCTTTGTTTGTCAAATTCCTTCCCTGTTTGTTTTTAATACTCTACTCAAATAAGTCAT
CGTGTAAGTTGCAATCTGATGTGGCGTTGCTGAAAAGCTG
>CL10258Contig1
AATGCGTCTTAAATTTAGTGGGTTTTAATCCAAAGAGGTTATTTATAGGCCTTCAAATGT
GTGGAGGAGGGGAAACTTCTCACTGTGGGCTGCACCGCTCAGCTTTACCGCTGACAGACT
GGAATATTCCACACAGGGGATTGGCCTCTCTGCTGCAGGACAGCTGTCTCTGTTCTCGAC
GAGAGAGAGAAAAAAAATAGTTCTTGGTGTAATGCTGGTAGATGGATGTGTGGATATTCT
GTAGGACAAACCCTAACATTCTTTACAGGCTTCCTTTGTTCAAACATGAGGCTTCCAGTG
TCACTCTGTAAGTCAAGCAAGCACTTCTTATTGTCTGTGATTCAAAGTACAGCATGTTGT
GGATTAGTGAGGATGAAGAAGAAGCATGTGGGGGAACAGTGGAAAAAAACAACAGGGTTC
TTTTTGTAATTTCAGATTTTTATTCTTGTGGATTATTTAGTCGACTGTCATATTTGGAAA
TGTGTTTTATTTCCTTTTGCCGTTATCAATAATGTCCTTCCATAGACTATGGTTATTATA
CTTTTAAAATAATATTTCCTTTTAAATCTCTCGAAAATTTGCATGTGTTCAGAGTAAAAT
TCCAGAATATTTTTCTCTTTCCATGCTGTATTTTTTTTAATGTTATATTATTCATCTTTT
CACCCAAAAATGGCATTTAGCTGTGATTGTTAGGACTTTAACACATAAAAGTAAGCACAT
CTAACATGGTATTACTGCAAAAATAGTTCAAACTAAGTAATAAAAAATGACTTAAACTGA
TCATCCAAAAGAATAAAGGCACAGGAATAAGGGTGTCATCTTTTTCTCTTAAAGGGACAG
ATTGTTCAACTGTCTGTAATCTTTAAATTCAAATAATTGGCTTTGTTGCCCTTTTTAATT
TAAGGATGGCGTGGAGAAGATTCCAAACTACTGGAGCTGCTTTTCAGATTTTAGTGCATT
TTGTGGACAAACTGTTTTCTATCAAGAAGTTGAAATGGTGATCTGTTTTTGTTGATAGAC
CCTCCAAAACCCATCATTTTTATCTCAAACCTAACATCAGTGTTTATTAAAAAGCTCTCA
GGCACAGAGGTCTTTATATAAAAACATTAAAAGTGAAGATTGATTTATTATTTCTGTTTG
TCACATAAAAACTGTCATTTTTTCATGTCTAACATTGTCAAAGAGG
>CL10259Contig1
GAGGGGAAACCCTCATCGCCCACGAGGACGTCGTCTTCTGAGAGCGGAGACGAGGGGGAA
AACTCTGGAGATGCTTGAAAGTCTTCAAACCCATTTTTTAGCGTTGAAGAAGCTGAGAAG
AAATGAAGGAAGTTCTGAAGGAGAAACCGTAACGAATAAACCAGCGAGAGGACAGAAGGA
TGCCATTTCTCTCTCGCTGTGGGATCCATCCTTCTGTCTTCATCCCTCCTTTCTTAAATT
GGACTCCTTCACATTTTTTATTTCCCATAAAATTAGAAAGCGTTTGTGCCTCCCACCTCC
GAAACAAAACGAGCCTCGGAGCGCAGGATGAGTCACTACGTTCAGGAAGACGGCAAACCC
AACGCTCCATCAAAGGGAGAGTTTGACGTGTGCGTTAAGGAGGACAGCATGAGAAGTGAC
ATCATAAGGTCTATTTTAGGTGCAGAGGAAGCGTTTTTCCTCCATAACCTTCGTCACAAA
TGCTTTCCTTCGCTTCAGTTCCAGATGTTTGCTGTCCATTTCTGGCTCTGAAGGTTAAGA
CAGCAGGATGAATGAATCANAGAAGTGACCCGCCCACCCCTCANAAGGATTTCACGTGAT
CTGGACCTACTCAGTCTCTTTTTTCTCTCTCATGAACTACTTTAGCTAACCTAAAATTGC
ACAGAGATCT
>CL10260Contig1
ACATCCTGTACTCCTGCAGCTACAGGACTCCTGTGCTGTACTTCAGAGCTTCCACTCGGG
AGGGGAGGAGTTTAACTCTGGAGGACGTGTGGCGCACCGTTCACCCAAACTACAGGCTTG
GCCTCCAGAGCCGCCCTTTGGATGCCATCACTCAGCAGGAGCATCCCTTCCTGGGTCAGG
CTTTCTTCTATCTGCATCCCTGCAGGACGGAGGAGTTCATGAAGCCTCTGCTGCAGATGG
CGAGGGATCAAAACAGGCGGGTAAACTACGTGCTGTCGTGGCTCAGCGTGGTGGGACCCA
TGGTGGGCCTGGAAGTCTCCCTGGAGTGCCTCAAACAGCAGCAGCTTCACCCCACGACCC



CCCAGCAGCTCAGAGTTCCACTGAGAGGCTCCATTCAACAACCAAAAACCTTGTAGCTCT
ACTGCATCTCCTCTTGGGTGAAGTTCTGACTTTGATCTCCATTCTGGGGACAATTCAGTC
CAGACTGAGAGCTGCAGTCATGTGGTTTAAATCCTGGCTGGTGCTCTCTGGAAGAATTGT
GCAGATCTAAAAACTGCTTCTGTCCATCATCTGTTGGGTGCTTGTGAGTAATAAAGACTA
AAGCTAAGTGAGTGCAAAAGCATCACTTAGAAACTTCACAAGTCCTAGAATGGAGCAGCT
GTCTTTTATGCATCTGTTCTGTAAAACATGCAGGAGTCTTCATTCCTGTTGGTGGAAAGA
CAGTT
>CL10261Contig1
GATATGTGCAACAGAAGAGACTGAAGGCAGCTGAAGCGGAAAGCAAACTGAAGCAGGTTT
ATATTCCAACATACAACAAACCCAACCCAAACCAGATCTCTGTGACGAATGGGAAGATGG
CGACGGTAAATGGAGCGGGCCCCGGGGCCTTCCATGCAAGCAGGAGGAGGAGGGGGCAGG
GCCTGTGAGAGCTGCTACACCATGCAGTCAGCTCAGTGGTACTCCTGGGGCCCTCCGAAC
ATGCAGTGCCGCCTGTGCGTTTCCTGCTGGATGTACTGGAAGAAGTACGGGGGGCTGAAG
ATGCCCAGCAGAGCCGAAGGTCCAGAGGAGAGAACCTCGCCCAGTCCAGCAAGCAATGAG
TCCCGCCCGAGGGGTCACACCGCTCGTCAGTCCAACCACATGGTTCCGATGCGAAACAGC
GGCAGCCCCAAATCCTCCATGAAGACCAAGCAGGCTTTCCTGCTGCAGGCCACGCGCCTC
ACCAAGCTGGCTCGGCACATGTGCCGTGACATCATCAAGCTGCGCCGTGCTGCGCGCCGC
CCATTTGTCCCCATTAACTGTGGGGCCATAAAGGCAGAGTGTAAGAGCTCTTTCAATTCC
TCCTAACTCCTGCCACATGGCCACACACACATCTGCAGACAACTCAGCACACACACATGA
CCCCTGTTCACCCCTCCCTGCCCTGACTGCCCTCTCATCAACCCCCATCTCTGTCCCCTC
CCTTTCCGTCTGTCTCTCTTTCTGTTTTTATTATTATTGTTATTATTATTATTTTGTATT
CTCCCACCCCGTTTCCAAAAAGAC
>CL10262Contig1
GGAAGGAAGTCCCAGTCTTCCTCCAGGTTTCCAGACTCCACCTTCTTGTTGTCGATTTTC
ACCTCGTAAGTGTTGTCGGGGTTAACGACGAGTGTGTACAAATGCGTGAACTCGTCATCC
TTGCACCTGATGTCCTTGTTAATCAGATGGTTTTTGCCCTTGTAGTTGAAGATAACGTGC
ACTTTCTTTGTACCCGGGCCACAAATATCAGGACCAAACATGATGTTGTACACAGAGTCT
CCGTGCATGTCCTCCTGGTTGAGTTCAGAGGGGAACAGTTTGATGTATCCTCCTCCACAG
TCGATGCTCTGCTCGTGTTTCACGGTGAACTGGATGACCAGCGGCTGACCCTTGTTGCTG
AAGTCATCAAACCGGGCCGACGAGGCGTAGAAGTGGGCATCTTGGCTCGTCTGCAGACCT
TTATCTTTCTCGCCGTCTCCGTAGAACTTCCCTGCAGTCAGGACCAACTGGCCGTAGTCC
GACTTGTGCTTGGATTCTATCCAGCGACTCTTCCAGGCATCGCCATCCTCGAACTGCTCT
CGGAAATAAACGGAGGACTCGGCGAGGACAGATGTGGCACAAACGGCCATCAGAAGCAGC
GACACGGCAGTCATGGTGGCGACGTGGAGAAGCGACCCCGCGGAGAGAAACCCGCACCGA
ACACGCGCGTGATTAACGGCTAGTCTGATTTCCGCCCGCAGAAGCAGCGGCGTCCGTCCA
GCTCGACTGCGGTTGTCTCACAGCGAGCAGAAGAGACACCGTCGCCGCTCTCCTCTCGCC
TCAGAACAGATGTCTGAATCTCCCCCGGCCATA
>CL10263Contig1
GGCACGAGGGTTTTACAGAACATCAGTAATAATTTTCTGGCATTTCAAAGCATTCACAGC
GTTTACATTGGGAGGCCTTAATAAGTGGTTTACTTTTCCTTTGTGTCCGAATGTGTTATA
AAAAGTGTTGCTGTTGCTTGCACTCCGTTTATTATGTTCTTGTTGCCAAGGAAGGGAAAA
CACGCGTGTGCAGTGGTACGAAGTAAATGTGCATTTCAAAGTGTACAGTGTTAACCAAGG
CCAGTTTGATTTTGGCTGAACACACACACTCATGCACACACTGAGCAAGTATGTACATTT
ATTCATTATGTTTAGTAGTTGTTCTGTTGAATGGTTCCATTAGAAAAAAAAATGGATCGT
TTTCTCCTTTTTTAGGTTCTCTGTCATGTTGTATTTTATCCTGCTACCTTTTCTTTATGT
TACTGTTTAGATTTTTATTTCATGCAAGTATGTCAACATATTTTGACAGCCAAGAAACAT
TTTGTTACACAGCTAAACTTGAAAAAGAATAATGATAATAAATAAATACNAGTAATAACA
AACCTTTTCCNAAAAAAAAA
>CL10264Contig1
GGCACGAGGAGTTTATATCGTAAGTGACTTATTTTCAGCATGTGATTATAGACAATCATT
GCGGATTTTACTGTTGACTTTACACATGATTTTTTTTTACTCTAGTCACTTTTAGTCACT
AAATCATGACCCATCATTGAAGTTCTGATTGTTTACTAATGAGTTTGTGCAATAACATTA
ATCATGTGAATGTAGGAGCAAAGGATCGATGGACCAGAAAGGGAAATAACTCATTTTAAA
GATTTTTTTTATTGTTGTTTTTTTTCTTTGTACTGAATGTCAACAAATCATTGTGACTTT
GTCCTTGTATGTTTTTATGCAGTGATCATTACAAAAACGCAGCAGGTTCTATGTCATTTC
AGCAAAAATTCAAATGTACAAAACAGAGTTTTTGTTTTTATTGGTACAAAATCTATCAGG
TATAAGTTCTTATGCTACAAAGTAGATAGAGCTTTATTTTTTAAACAGTAAATAGGCAGA
AAGAAGAAATCTTCAAGTTAAAAGTCTTTTTTTTTTTCAAATATTACAGTTAGTTTTTTT
TACAC
>CL10265Contig1
CCCAGACAGTTAGGTGCTGTCGGGTTATATTTAACGATGAGCTCAGAAACCTTCTGGATG
AGTTTGTCGTTGTTGACCTTGATGTCAACGTTGACGGGGGTGTTGGGGAAGGCATCAAAA
ATGTCCCTGAGGAGAGGGATGCGTTTGTCCTCCCCTCCCTCGCAGACACAATCCTTTTGA
AAAGTTACACCCAGCTTGCAGAGGTACGGAGGAAGTTCAGCGTAGGCCACGTTGGCGATT



TCAGCGTTGACGCCACAGACCCTCTGTAAGTTGGAATCATGGGAGACCACGACCTGCTCG
TCTCTCGTCAGGTGACAGTCCAACTCCAACATATCTGTGCCAACGTTCACAGCGTGCCTG
AAAGCTGCCATGGTGTTTTCCAGGTTTTCTCCCGCTCCTCCACGGTGGGAAATGTGCTTG
CAGAGGAACGTCCCATGCTTCTTTCGGTGCAGAAGTGTTGGACATTTAAGCAGCAGGGCA
GAGGTGAGAACGTAGCCCGTAACTGTTGACAGGACATACACGGCAGCACACATCTCCACT
GAGTCCACTCAAATGTATTCCTTGTTGTTTTCTTCCTGTTGGGCACACCTCTGACGTGAA
AGATTAAAACTCTGGGGGTAAACTGCTGAACCGGGCCGGCCTCTGATGCCCAGATCCAGA
TCCAGATCCGGGAGTCTG
>CL10266Contig1
CGGCACGAGGGTGTTTTCCTCCTGAACGCANATGCAGGACAGAGATCACACGCCGGCNAA
ACGCCGGTCCTGCAGGATCAAAGGGGGGCGGGGTTAACTCAGCTTCACATTCATGATCAG
CAGCAAAGTAACAATTTTAAAAAATTAGAAAAACATGGAACATTATGTACAGCTAATGAC
ATATTACATACCAGCTAAATAATAGATGATAAACATTTCCTAATAGGTCACATTCATCTG
TGTTTGCCAAAACACTTTAATTCAACTCATTCATAAAAGTTACGCTAAAGGGCGACGCAA
AGAAAGCAAGAAACGTAAAACCAAGAAAGAATTCATGTATACTCCAATTTATGACAAATA
ATTCTAAAAGCTGTTTTTGTGACCAACAGAGCATTTTCTGTGCAAACCCCTCTATGGTGT
ACTTTTCCACTCCAATCCAGCAATAAGCAACAATGAAGAGGAAAACTTTCAAAGAAAAGG
GGAACATGGAGAAACCTTTAGCTGAACCAGATTCAGTAGAAATCCTCATCTGATTTGGTC
TGACAGGAAAGAGAAAAAACTGAAAAACATCTGCTTTAGGACAGAAACCAGACAATTACA
CAGTAACTGTAACAATGGCAGACCTCTAGGGAGTCCAAATGAACTCCAATGATTCAACGT
TTTCTTTTGGAAATGGCCATAATACAGCCTAAAAACTGAATAGGTTTGGGCTTTAATGGT
AAAATAACGCGGTTAAATAATACATTGACTAATAAGTAAAATGCTCCAGTGATAAAGTCA
AATATCCTGACAATGTTTTTTTTTAACTAAAATAACTAAAAACAATTAAAATTTGAGTGA
ATTTTTAAGTGAATAAAATGTAAAGAAATCTGTTTCCTGATTCTACTTTTAGAATAATAC
TGATTAAAGA
>CL10267Contig1
ATCGAGCCTCTGTTTTCTGCCGTCGATCAAATAACCTGCGCAGACCCCCACCCCCGGACC
TGTAGACATGAAGGACCCGAGCTTCGGCACCACGACCCACAGCCTGACCTCGGGCAGTGA
CGTCATACTGAGCAGCCAGTTCAGCCCCGATGAGGAGCCTTTCGCGGAGTACCTGTGGAT
GGAGCACGAGGAGGAGTTTAATCGGCAGGTGGAGGAGGAGCTGTGGGAGGAGGAGTTCAT
CGAGTGCTGCTTCCAGGAGATGCTGGAGGAGGAGGAGCAGTGGGAGTGGTTCATCCCGTC
CAGAGACCTTCCCGCCACCAGCGTTAGCCAGCTGCAGGAGCAGATCGGCCTGCTTGTCCT
CGACGTGGACGTCCACCCCAACGCCGACATCCTGGACTCAGTGAAAAGCAGCATTCTAAA
CCCCAACGCCAAGGAGTTCACCCCGGGCATCCAGAAGCATGCCATGTGACCCAGCGGGGC
TCCGCCTCCTCCCCTTAGTCCGCACTGGGATGTCACGTAGATGTCTGCTGTTTTTTTCAA
GCCGTCACTCGAACCTTTAGCTGATGTGTTGCCAAAGTTCAGCGCTCGACTCGCACGTGT
TCAAGTTCACTACGTTGTTCCCGCCCACCTGTTTCCCCCCTCCCACTTGTTTGTGCTCTG
AATGTAAATCAGCTGAGAGGAGCGTCACTTTTCTCTGGGGAACCAGAACTCCGGCTGCGT
TCTGTCAGATCTCCTGTAGGTGCTGCCCCACCCTCCGAGCACTTTCTGCTCCACTTTCAC
TTTGACACGCCACTTTGGATTCTGATCCGGTTTAGTCCAGCTTAACTAGCAGTTTGGGCG
TGTCACTTATTATGAGTTTTTTGGCTGTTTTCCCAGCATCCTTTGTGTTCGGCTTTTGCT
TGCTATCGCTCGCTGCCTCATGTATTATCGTTGTTTTTTCTAAACGCACAGAAAGTACTG
TATAAAAAGTGAAATAACAAAGAAAAAGTGAAAAAAATCT
>CL10268Contig1
AACCGGAAGCCTTTCTCGGGCCGGTCGCACTCGTACGTCTCACCCAGGACAGGGTTAAAG
GGTTTGCTTCCCGCCCGGCAGTAGGTGGAAGTATAGGCAGATATTGCAAACGTGGCAACA
AACACCATGCGCTGGTAGGGGTCATGAGTCTGGTTTGCGATGTCCAGCAGGTTGCTGTAC
TCCAGCTCCTCGCACAGTCTCTGGAGGGTGTTGAGCGGCTCGTTGAGCTGCACGGGCATG
GCGACTTTGGACAGGTCTTTGCCGATGTTGTTTCTCAGGATGTTCCACAGGCTAACACTG
CTGGAGGGGCAGGTGGATGGCAGCGTGGAACGCCTACGAGCGACGGTCACCACGCTGCTG
ACAGAGTTTTGTCTCTCGCTCCTCCCATCGAACGTATCCATGGAGACGCTGTCACTGACA
TCGCTGACGTAAGAGTCATCATCAGACACCTCATTTTCAGATGAAGAAGAGGACAGCAGG
TACTCTTGGGCGTCAAAGAACTCTGATATGGATTCTGGAATGGAGGTTTTGCTCTCATTG
GAGATCTGGTGGACCAGGGACTGAGGGGTTCCAGGCGATTCTGAGGAAAAGACACCCTTT
AGACCCACAACTTGTGCCGGCTGGGGGCCCTGCAGGTCGATGGTGTGCTTCAGTCTGTCT
CTCTCTGCTGTTAGAGAACTGTGTGCTGATTTTAAGGTAGTGTGAATGTTGTTGGCTAGC
CGGCAGAAATCTTCCTGTAGACGCGACACGTCTGTCGGGGAGTCTGGGGACTCGGAACAG
ACTTCCTGGGAGGAGGTGGTGGAGAGGTTGGGATTGGAAGCATGAAGACGAGGGGACTGA
GAAGAGATACAGCTGGGGACCTGAAGTGGGCTTTAGTTTCCCGGCCATAAGGCCCG
>CL10269Contig1
AGCATTGAAGTGAGGTGCAGAAACACGTTTGTATGGAAAAAAAATAATAAAAAAGGCTGC
CTTAGTATGACAAACAAACTACCTTCAAAACTTTAACAATACACGATAAGATGACAAAAA
CTAAGCTGCTGATAGGTAACTGTACCTGGCGTGTACATATACAAATCTAATGAAATTGAA
ACAAGTAGCGTGGGTACTTGTTTGATCACAAGCATGTTACTTTGGTAAACGGGTGACTCA



GACGTGGGTTTCTGAACGCGTGGATGTGAGAGATCACCGTGTGACATCTAGGAATCAAGG
ATAAGCAAGGATCTCTGTTTGAGGCTATGAGAGAAAAAGCAGGCCAAAAAATAATAATAA
AGTTCCACATCCCCCTTTCCCGTCGTCTCCTCTCATCGCCTGACGTTGAGGAGCAGACTG
TCCCGAGCACCAATTGAAGAGTTTCCGTGGTAATGTAGCAGCATCGTAATGGTCTTCGAA
GGATAGGCGCTTCCAGAGCAGAAGTGGAAGACTACTTTCAGAACTTCTTGCAGAAGTTTC
CTCACCTTTTTCCATCCATCCATGCGGAAGACTGATCAGACTTTTTATTTTTTAAAGTTT
TTTAACTAACCTTCAAAATCCACCATGAAAACATGACGGGTGATATTTTTTTTCTGCCAC
TCCTGCACATCCGTTCAAGGTTCTTTGCCTTAAGTCGGTTCAAGCCAGGCACTGGCAGGG
TCATTCACGCCCCACAACTTCTTTCTCC
>CL10270Contig1
ATGTTTTTTTTTTTTTTTTTTTTTTTNNNNNACTTNTTTAACATTTTTATTTTCATTAAA
GGAGGTTCCGCAAGTGCAAATAATAATAGCAGACAATAGATTACATCTTCGTTAGTCCCA
TGCCTCAGTGTCTCAGCCTTTTTCCCAGAAGACCACAGTTCAGTCAATTATGACAGAGCT
TAGATCATCACTACTGCTTTTCAAATGTCAGCAGTCTCCATAGTTCCACGTTCCTTCCCC
TCTTTTTTTGTAAAAGGGAACAAGCCGGGACAAGGGTCCATTTTCCAGCAGTCGTCCTCA
TAAAGGTCCATCTCAGGGTTAAAGTGACGTGTTCACCTCAACCTCACTTATCCAACATCC
AACATTTCTGCTACTTCACCTCTTGGATGATTGTGGTTGCTGCCCCTGGGCTGCTTCAGA
GGGAGATACTTCTGTCTTGGGGCTGTTGGCAGCAGCACCCAGCAGCGCTGCTGCCTCCTG
CTCCAACTCTGTCAGCGACACGACCTCTGCGTCAGACGTCTCCTGGCAGTGTTTGATCAC
TTCCATGATGCCGCTGAGGCTGGTCCTGATGCCTTCCATCGACTCTTTCTGAGCGTTGGC
GATGTCCTTCACCTCAGAGGCACAGCAGCGAGTATTTGGCCTTGACAGCCTTCAGGTTTT
CCAGCATCACTGCCGGGTTCTCCTCAGCAGAACTTCCATTCTCGGCAGTGCTGTTGATGA
AGTCCAGCTTTAGCCTCCTTTCAAGGTAATCCAAGTCTGCCTCTGACTTCTGGAACATAG
CTTCTAGCTTTTCAACCGTCGTCTCCATGTTGAATCCC
>CL10271Contig1
GAAAATATAGATTACAATCGAATATTCTTTTTCCACTGAAGAGAAAATAAAATAGAATTT
AAGTGAACTACATTAGCTGTAATTGTCCCATATGAACAAAATCTTCACCTTAAATAAAAT
ATTAAAGAAAGAGTTGCAGAAATTGTTTTTTCAAAGAGGAAACAAAATAAAGATTTGGTC
TTTTGAAGAGCAGTGCCTCAGAAAATGAAGAGAGGCTCCACTTTTCTGTGTTAGCACGTC
AAGCTGAAAAAACAAAAAACAAATCTATGCCCATATACAAAGTCACACACTCACTCATTT
AAGACACAAACTTCATCCAGAAACCTCAAAATCACTCGGAGCTCCCACAAGAAACCTTAG
CTGAAATGGATCCGGACAGAACCTTTTTTATTTCCTACAAATCTATCAAATGTGGAAGGA
ATGACTTAAAAAAGGAGTTTGGGAAGCACTGTTATAAAATCTATAGAGACAGAATAGACA
TTTACTCGTAAAAATAAAAGAATGATGTTTTTTTTTAAATCACTGCTGTAAACATAAAAA
GGAAATTGCTGTTTTCCTTCATGGAGAATGTATCTGTTTCTTTCATCGTCTTTAGGAAAA
CACTCCAGTTTTGCATTTATTTTTGCAGTGTATTCGCCTAAAACCCATTACAGAACCATT
GGACAAATGAAGAATTGCTTCACTTTCTAGTCACATTTATTTATTGGTATGATTG
>CL10272Contig1
GTGCTGTCCTGACCCTCGCCGTCGGCAGACCTCCCCGGCACGGCCAGGAGGACGGAGTAC
CCGCTGGAGCTGGCCGCCTTGATGCGGCGGGAGACTTCGTCCAGCTTGGGCTGGTCCATG
CGCAGGCGCTGGCTGATCTTCAGCTGAGAGACTTTACCTCCTGTGGGGCCTTCCACCAGC
AGACTGGAAGCCAAATTCATGTCTCCCCCCAGGAGGTGCAGGGAGGTCGGAAAGGTGCTG
TTCTTGAGCAGGAGGACCCCCTCCCAGGCCTGACTCAGCTTCTGTCCATCAGGGTCAGAC
TTGGATGGAGACGAGTTTGTGGATGGATGTTCTTTCTTTGCTGAGCTCTTAGAGGAGTCC
GCTTTGCCTTTGCTGTTCTTCTCAGCGGTGGCCACAAGCTCAGGGGGGCTGCGTGTCCTC
CTCTTCTTTTCGGCAGGAGCCCCCTCGCGGGTGTTCTGCTTCTTTTTGCCAGGAGAGGTC
TTCCCTGAGGGAGGCAGGCCTTCGGCGTCGCTGCAGCGACCTCCATCGCGGCTGCTCCCT
CCGGGGCTGCGTTCCAAAGACCCGGCGTGGCGGCGCGTACCGTAGTCCCCGTTAGCAGGA
GAGCGTTCCTGCTGCCAGCCATCGTCCAAATGTCTCCTTTTGCGGTTCAAATCCCGCTCA
ATAGACCACTTCTCTCTTGGGCGCCTCTCCAAGTGGTCAACGAGTTCCAAGCCTCTGATC
CTGTCATGAGGG
>CL10273Contig1
GAATTTTAAACTCGTTTGTTGCAGACTAATGTCTTAGAACAAACAGGAAATTATTGACAT
TCCTACATCTCCTGCCAAAATATTATCTTTGCCGCCTCCAATCATTATTCAATACTAAAA
TTTCAGATCTCAATGCTGCTTTTACAGAAGACAATCATTGAAAAATGTCCTTAATTATAT
TTTACATTTCAGAAAGTCCTATCTAGATAAGCGGTTGATTTTGCTTGTTGGTTCTTAACA
TTTCTTTAATCAAATACAGATTTCTCTCATCAATCTCCCCTGTTGTGTTTAGTCACTTTC
TGTGTTGCTGTGGTGTTTTTTTTTTGTTGCTATTACTCAAAAGGGAGATGAGTTTAATTA
AGAATAATTGCAATTAGAAACAGATTTTCTTCTTAGCTTTAAGAAACGTGAAACTGAACT
ACTGACATTTTCTGATGAGGCCTCACCAGAAATCATAACGGCTTAATTCTTTTAAAAACA
AGTCAGTTTAGCGAGTCGTGATTTCAAACGTGGAGCTATAATGCTGCACATACAGCTGCA
ACCCCTGGTTTCTGTCTCTTCTTCTTTGGTTTTTACTGTTTATATGAAGCTGTATGTGAA
TCTTCATCTTGCTGATTGAAGCAATTTTAGAAAATGTGCAAATTGTTGATGCTCCAGCAT
TCATTATTCATCAATGTTTGAAAACGCTGATGTTTTGCACAGAAAGTCGGGCTGTAAATC



TATACCTGCTGGTTGCTT
>CL10274Contig1
TGGTGGCTTAGTTGATTCAAACGATGTGTGTCTCATAAGCGTACTGCATTGTCTGTGCTC
TTTGTGGTCACAGAGAGAGCGCTGTTTGCTAATGGGTGAGTCAGTATTCTGCAACACGAT
GTCCAGTCTCATTATGAAAAATGATTTGGTTCAATGCATTTTTAAACTGATAAAAAAAAA
ATCAGTATAAAAACAGAAAGGCCTCTCACGTCCATGCTTCATCAGTATATCGGCCACACA
CGGATGTGTTTTGCATTGTGTCTGATGAAAGATCCAAATTGCCTTTGCCCTGAGGGCAGC
CCGGCAGGTCGGAATCGAAAGTGCTTTCACTCACCAAAATAGGGCTCCACTCGTTCCCAA
AGCTGGTGGAAATGAATCAGGCCTGCAGGTGTGCTGGTTCCCTTTACAGACTAAAGGTCG
TCCATACACGCCAACCTCGGATGTATCCCGCCTANACACTCGGTGGCTCTCGCACAACCG
CAGCCCACTCAGCGGATACTGCAAGGGACATTTACCCCAGCTTATTTTGAAATGTTATGG
CGGGGAAAACTCCAGAGGCTATGCTGGAAAGCGTCCCACTGGGTTTGACGTGTTCTGAAC
TATGCTAAGCCATAGCTCTCCGTCCATTTTTCCAACCAGCTTGTCTGCGTGTGAGTGGGG
GGGGGGGGTTACAGCAAAGGCTG
>CL10275Contig1
CAATGTGAGGAAGAGAGAGAAGAGGAGAGTGGTGGGGTGGAGAAAACTATTGAGGTGGGG
ACAGAAATGGAGGGTGAGGAGGAGGAAGGAACACAGGAGACTGCTAACGAAAATGAGGAT
GCAGAAGAAGAGGAAAAAGAGGAAGAGCAGATAAACATGGAAGATGAAGGTGAGGAGCAA
GGAAAAGAAGAGAATGAGGAGGTTGAAGAAGCTTCCCAGGAGATTGAGGAGGATTAGGTT
AAAAGATGTATGAATTTATTGATAAAAAAATGTCATAATTTTAAAAGTTGAGAAGAGACG
AAGAGAGCCAGTGATGCTTTGATAAGCTGAAGTCAGGCTACAGAAAAGGATGAAGAGCTG
GAGACGCCCTTCTTTCCAAGTAATGTGCTCTGACAACTTGATCATGTGATGCTCCTATAT
AAAGGCTAGTTCTGATGGCGAAAAAATATCAAAGAGTGATATTTAAGACAAACATGACAG
CACTGCAGAGGTGAGAACCTTTCCAATTCTTTCTGGACAACTTGATTGCTCCAGCTGGTG
ACGGCAGAGACTGGAGTCAGGTTCAGCTGGTGTCTGTGCATCAATCACTGCCATAGGGGA
CAACCTGGGGCAAAAAAGAGCAGGGGATCAGGTTTAATCAACCTTTTGTAGCTCCTGGGA
TAAAAAAAAAGAAGTGCTAAACTACATACATGCAAATAAGTGTGTGCCTGTTCTCCACCT
CCTGTAGACCATCGCCCGTCATCTCAGTTTCCGTCTACGTCTTATTAAAGAGGAAATAAC
AGACACGGTTTCAGCCAACTGAGCAGAGTAAAAAAACAAACACCTCTGGAAGGCATTCTC
TGTTGTTGTATATGTATTGCAAGACCTCTCCACTCGTTAAAGGACAGCTTGACCTCGTCA
TGCAGCAACGCAAAAGTGTTTATCCCTTTTGTGACTTTGTCACTGGAATCGTGCCAAACT
GCCCCACAACCAGCACTGAGCAATTCCGCCTCCGGACAGAGGAGGGGGCTACTCTTCATG
AAGCAATGAAAATGTGGAACCTGGTCAANCGGGTGTGATGGTCTTCCACTTTTAATTTTC
TTTTTATTTGTTTATTTTTAATTTTGTAAAAGTTGTTTTTGGCACTTTATCTAACACCCC
TGTTACATATTTGTACATAGTAAAACATGTATTTTATTCTGCTGAT
>CL10276Contig1
TTCGGCACGAGGAGCAAGAGGAGGCCCCCTACGACGTTTGAGGAGCACACAACATCGTTC
TCCTGAAGCTGAAGTTATTTTCAGGATTGGACTGAGAGCTGGGTCAGGAGAACCTCCCGC
TCTTCATCAGTCTGACCATGCTCTGCTGGGTCCAGTGTGGATCTTGAGACATTCCACCTC
GGACTCTCAGAATTTAAATCCGACACGCTGGTCGCTGATGCCGGTCTGAAGTTTTCTTCT
CATCACAACAGAAAGGTCATGCTAAAGGAGCGCAGCGAGCCTCCACCTGTCTGGAACTCC
GCCGCAGCTCCGCCTGAGTGTGGCAGAAACATCTTCACCAACCCCCTGATCGGGTTCTGC
AGACAAAGGACGTCTGCTGGACGCCTCGCCACCAACCTCAAAGGAAGCTGATGAAACCCT
GTTCTGTCGTCTTCATCATCCTCTTTATCTTTGCTGCTGTTCTTCACTCATCATCACTTC
CTTCAGCTCATGTCTCACTGTTTTTGTAACTTTCACTTCTCTGCTTGATTCGTTTTTTTC
TCTTTCTTTTTCATTTTTGCTTTTATGGAAAAGTTCAAACCAAACCAGAATGTGTAAGCA
CAGTTCTATGGTGGCTCCAGAGGGACAAAACTATGTAAAGATGGAAAAAAATGCCAATAA
ATAATTTAATGAAAAAAAAAA
>CL10277Contig1
AGGTGAAGCATAAGTTGTGTACGTTTTTGTCAGAAAAGCTGTGCATCTCTATTTTAACCT
CAGCGGTCAGATTCAAAGCCGTTCACATAAGCAGCAAACGGAGCAGCTTTGCTTTTGTGC
TGATATTTTAGACCACAGTTAACAGAATTCCAAAGGACTGAGAGGAACTTCCAGTTTGGG
AATTTAAGGTCTAGGAAAAGGTAGTCATAAATCATTAAAAAAATTCTGAGTTTTTATTCT
ATCCGATGCTTGAAATGTGAGCCAGTTGATTTCAAACAGCTGGACTCGTTCTCGAACCCT
CCTACCTGTGTCCGAAGTGCCTTGGGACAGTTTTGTTCGGACACAATAATCTGAGCGTGT
TCCACACAGGCAGCTGGCTTTCTGGCACTTCTACAGACTGAATGAANGGGGGGGTGGTCT
ACACATGTGTTATTGGATTAACTTGATGCGCCATGCAATGCCATGCTGAATAAAGTGGGC
TCTTGTTCACAGATGAATCCGGTGCTGCACAGGTTGGGGTCGGTACACGGTGACGTGTAC
TTAAGCAAAAACGCATCGCCTATGGAGTTGTGCCATAGACAGGCTGGTCCTTTTTAAAGG
CAAAATGTTTTGGGGCTTACTTTTGGTGATTTTCTGTTCCTCTTCCTCCAACATTGCACT
GTTGTGACCGTCATATCCCAAAAAAGTAAAAAAGAAAAAATCTCACATCATCTTATCTGG
TGTTAACAGATTTGAACCTTTTAAGAGGTCATGGGTTGTTGTGTTTTTTTTTGTATTT
>CL10278Contig1
ACCTGGGATACAAAGCTCTGAACCGCAGCTTGTACTACCGTCACATGCAGAACTGGCTGC



AGTTCTTCCCCCTGGAGAGCATTCACGTGGTTGATGGGGACGAGCTGATCAGAGACCCAT
TACCGGAGATGAAAAAGGTGGAGCGCTTCTTAAAGCTGGAGCCTCAGATAAACACGTCCA
ATTTCTACTTCAACAAAACAAAGGGATTCTACTGTTTGAGAGACCACGGACGGGAAAGGT
GTTTACATGACTCGAAGGGGAGAGCTCACCCGCATGTGGCTCCTGCGGTGCTGCACAAAC
TCCACCTGTTTTTCCATGAACCCAACAAGAAATTCTTTGAGCTGGTGGGAAGAACGTTCA
ACTGGAAGTGAACTTCCAGCCTTCCGTGTTGACTCAATCGGGGAAAAGTCGCCACAGACG
GTCCGGTTTCCTCATTGAAGATGAAGAAAAGGACACAAAGCTCTTGTCACATTTATTCAT
AATATATTTTTGTATTTGTTGGTTAGTTTTAGAAGCGTGATCGAGCCAAACATCACATCA
CACTTAAGATTTTTTGCAAACATTGTTAAAAACACCCCCTCGCCTGTCACCTAAAAACAA
AGCTGAGCTAAAACAAGCACTGAGCAGATTTCTGTTATCAATGCTCTTTTTAACATAAAA
ACTGAATTTGGAGACATTTACCTGCCGTAATCATTTAGGGTGTTTCCCCGTTGGGAAAAG
GCCNAGATAAAACGCNGTTTTGTTAGTTTTTTTTTTGTTTTCTCATGACTTCTCTATGAA
TGTGAAAGTGTAAAAATCAGTTATACCAATGGGCGTGTCCCTGTAAAT
>CL10279Contig1
CGGCACGAGGAGATTGTAATGGCAGACCCAGAAGTGTCAGGACAAAGTGGGGGCTACGAT
GTGGACATGTTTGTGGACCCCCCAGACTACGATCTGATCTGCACTATTTGCCAAGGAGTC
CTCAGATGTCCAGTGCGAGCTGCGTGCCACCACATCTTCTGCAAGAAATGCATCCTACAG
TGGCTAAAAAGACAGCAGACCTGCCCCTGCTGCAGAAATCCGGTCAATCCGAGTTTGATC
TTTGTCATGTTCAAGCTGAGCAAATCCATTGGTCGCATGAAGATCAAGTGCACAAATGAG
ATTCGGGGCTGTGCAGAGACTTTCTCCCTCTCAGAACAATACTGCCACAGCTTGAGTTGC
CTGTATGAGCTCATCCCCTGCCCATACCAGGGATGCAGGGCACAGCTTCTCCGCAGAGAC
CTGGAGACTCATGCACGCCACTGCGAGCACTGGAGTCAGCCCTGCAACATGGGCTGTGGT
GCAATACTCTCCCACCGCACCCAATCTCAGCACAACTGTTATAAGCAGCTGAGACAAGAG
TACGAAGTCAAGCAGAGGAACCACAGGGCAATCGCTGCAGCACTACAGAGGAAGATGAAG
AGGATGCAAAGCACAATGGCCCACATGAAAAGACAGCTGGGGCTCATCTGTGAGAGCCTG
GAGGGGATGGATGATCTGTATGAGGTGGAGGAGGATGAACAAGGTGAGAGCAGTGGCAGT
TCTAATGGGACCCCAAGTGGCAACAGGAATTACTGAGGGTGTCAGCCTGTTATTGCTTTT
CTCCATCAATCTCTAAGTGTGATTTAATTTAAAAAAAAGGTGATTGCGTTAAAATGAGTG
AATTTACTGATATATATCTAATATTTTAGTTTATTTTTATT
>CL10280Contig1
GGGAGTGAGGAGCCCGATGAAGCGGCGACGCGGCCCATTTCTGTGTCTCTGCGCTTCTTT
CCTGCCTCTTCTGCGAACAAACTGGACAGAGAGATGTCAGGTGTGACAGAGGATGGGGGC
TCCTTCTCCTCCAAGGTCATCCGGATGGTCTTTGTCATCCTGCTGCTGGACCTGCTGCGA
TTCACCCTGATTCTACCTCTGCTGCCCTCCATCCTGGACCACTACGCCCAAACTGGGGAT
GCCACATACCANGTCTCTGCAGAACGTGGTGGGTTGGTTCAGGGCGGCCGTTGGGATTCC
CATGGAAAAGAAATACAACACCGTTCTGTTTGGAGGTCTGGTCGGGTCGCTGTTTTCCCT
GCTGCAGTTCTTATCCTCACCTGTGACGGGGGTTCTGTCAGACCGCCATGGCAGACGACC
ACTGCTAATCCTGACCACTGTGGGGCTCATATCCTCCTACGTCGTGTGGGCCGTTTCCCG
CAGCTTCAGCATGTTCCTTTTGTTCCGTGTGATTGGGGGCATTTTTAAGGGCAACGTCAG
CCTCTGCACCGCCGTCGTAGCCGACCTGCCTTGCCCAAAAGCACGCAACAGAGGAATGGC
GATGATCGGCATCGCCTTCTCCGTGGGCTTCACGGTCGGACCGCTCATGGGAGCTTACTT
TGCCATCGCCTCCAGAACAACAGGGAGCGTCTTCTACCAGACGCCCGCTCTGATCGCTC
>CL10281Contig1
GTGAAAGCTNAGCGTGGTTAAGAAATCTGTGCGGTTGTTTTGAATTCGAGNATAGCCGTT
TCTCTCTGACAGTGTGTGAACATGAAGCTCCTCACACACAACATGTTGACCTCTCACGTG
AAGGGAGTCACTAAGGGATACCCGCTGCTCATTAAGGCCACTGAAGTAAAAGTCAATCAG
CTGGACTTCAACCCTCAGTTTGTGAGCCGGATGATTCCCAAACTAGAGTGGGGAGCTCTC
GTCCAGGCTGCAGAGGATTTGGGTTATCGACAGGACCTGCCTGGTGAACTTATTGCAGAT
TACGAGCAAAATGAAGAGTTCCTGAAGAAAGTACACAGAGTGCTGTTGGAGGTGGAGGTG
ATGGAGGGATGTCTAAAGTGTCCTGAATCAGGACGGGAGTTCCCGATCACCAAAGGAATC
CCCAACATGCTGCTGAACGAGGATGATGCCTAAGATCTCTGCATCTGCAGACCAAACCTT
TCCCCCCGTTAAGACTGTGTGCAGAGAAACAGACCACTCTGTTATTAGTTGATAGTGCTT
TTAGCATTTCAAGTGTCAGATACCCAAAGAGATGCTGAAAAAACCCATCTGGAAATGTTT
GAACAAAGTGAACCCTTTTTGATTTTATCTGTATTTATTTTTATAACTTGTTTTTCTTAA
TAAAACTGTCCAGATTTTC
>CL10282Contig1
GTAGTCAGCCACGTAACGTGCACCGTCTGTGGCAGAGTGGAACTGCGTGGAAGGAGCCCG
ACGTGCAGAAAGAACTGTTGAGGGTTAAAGGGAGATCAGAAAACGGGGAAATCTACATCA
ACTATGGAGGAAACCTGAAAATGTTGGTTCGCCCAGCTTATCTGGGTGACATCCGGACTG
GATACAGCCGGGAGGATGTACTTTTCTACCTGGGATTTACTATGGAAGGTCCGGTGGCAT
ACGATGTACAGTATGAAAATGACAAGTGAACACAGCCTGGTTACAAATGGCCAGAAAACA
ATGAGCAGTGAAGGAAATGGTCACAAGGTCATAGTCTGTTTTAGTGTTCCACTTACATAA
AAGGGGCGTGGCTTTAAGTACTTCAATTCAGATAAGTGTGTGTTATTCTGATTAATCCAA
CCACTTTAGATCATATTTTACTGCTCTATCTACTGAAGAGCAAAAGAAAGATTTTACAGT



TTGTGTCAGATTTGAAAGGTTAATATTACTGCCTGTATTACATGAACTTTGACTGGATGT
GTCTGCCAATAAACCTTTTTCCTTTACAATCTCATATTAGCTAAATATTAAAATATTTAA
TACTGTGGGGAATCAACAATAAACACAAGTGCCTCTTTGATTACGGAGGTGGTTGGTGGC
ACATGAGACCACAGTGCCGGACCACCAGCTAAAACCCACATAGAATAGTACATTTGATTT
TTCCGTTGTTTATAAGTGTATATAAATAAAACTGTTCTAAAAACAACTACTTTTTTAAAA
GCCTGTTCACTTACGTTTATATCATATGTAGCATATGTGATTTTATGTCGTTTCATAAAC
GCCTCTCCCATCACTTCTGTCACTGTTTATAATTCATGTTGAAGCAGAAATGCAGGCCTG
GTAGTGACATGCAGGTTGACATGAACCGTCTCATGTTTGTGCTGCATTCTTCTGATTTTA
CTTTGGTGTGTATGAAAGACCTGAAAGTGTCTGCATTGCTTTATTTGGGGTTTTACTCAA
>CL10283Contig1
CCTACTGGGCAAACACCAAAGCTGAGCAAAATACCCGGACTGTGAAAAGTCCACGGAGGA
AGGCGCATCGCGCAGTCCTGAGTTCTTTTCAAATATGGATGGATTAGCACGGATTGGTAC
AGGCTAACTTGAAGACCCTTAATTAATGACAAAGACTTCCTTTGGTGTTTTTGTTAAAAG
GAAAAAAAAACTTTCACTATCATTTTGCGAGAGGAAAGTTATCTTTACTAGTTTGAAAAC
ACCGGAGTTAAGGAGAAAAAAAAAGCAACAGCTGCTCTCTGCTTTTACGACCAGAACCAG
CGGCAAGGCCATGAACCCTACGGGTGTTCCGAGAGGATGCGACCCCAGCATCAGCGCCAT
CTTTTACCAGCTGTGCGACCTGACAGCAGTGTGGGGTATTGTGCTGGAGGCCTGTGCGGC
TGCAGGCATGAACCTACAACGCCGGTGTCTCCATATGCAGTCTATAACGGTCAGCGACAG
AGCAGTGTGTACCAGCCCACAGAAATAGCCTTAATTGCCAAACATCTCAAAGAGATGGAC
CAAGGTGCCAGGATCCCCCGCGCCACAGCCCCACCTTTAAACCCAGGAAGTGGGAGAAGC
TCTCTGTCCCGATCTGTTGAATCTTTAGCATCTCAAGAATGGTCGTAGATTAGCAAACTC
CAATTTATTTTGCATGTCTGTGATTTTTGAAGCTACTGTAATCATTTTCATCATAGATAT
GCATCAGAGTGCCCTTAATATGCATTAAACTTAGTTTCAATTCAAACAGTTCAGCTCTTT
GTGGCATCTAGTCTTTCTATTCATCTTGAAGTTCAATCAAAAATCCAAACACTGAAGATC
AATACAAAAAAATAGCTACAGCAATGGTTGCCTTTATAGTAATTTTTATTTTTCATCTGC
TAGAACCTCAAATTACAAGCTGAGTGTTGAGACTGTGCGTTT
>CL10284Contig1
ATCGTTCGACACCTCTGCTCCAAGCAGCTCTGTGGATGTCTGTCCAACCTCCCATCTTTA
GTCAGAACTGGGTTGCCCAGGTTACATGTGGAGTGAAGGGTCTAAGGGATTGGTGGTTAG
TAGTTATCAGTATCTTTGTCGTTTGAATCTCCTCGCTGCAGCTACGGGGGGGTCAGGCTT
GTTTTAAGGTTTTAATCAGCTCACATTCCACACACGCCTTTCTTTCTGGTGAGGTGATCT
TCTTTTCTCCAGATGGCACATAGGAAACCCCAACACAGCAAATTTAATTATGCAAGAAAA
ACAGAATTTTAAAAAGCAATCTTACAAACATCAGTTAGAATGATTAATAAAGAAAAGGAA
GTACATACCTCCAACACACTTCATGTGTGAGTCAAGGCAGGTGAATGAATACTTTTGTTN
ATATAGTCTATATATCTGCTGTCATTTCCCCTTTGTGGGATCAATAAAGAATTGTTCTGT
TCTGTTTCTGTTTCTGTTCTGTACCGTAATGTACTGTGCCTGCACCTACACATGCATTTG
TGCTGTATTTGGTAGCTTCAAGTCTAAGATGTTACTTGATTTTTGTAAATTTCTATGTTT
GTTCTGAATTTAGAATCAAACAGATTATTATTAGTGGAATAACNGTATATAAACATGAGC
AAAAGAATGTCATTAAAGTATCCAGCTTTACCAGT
>CL10285Contig1
ATAAATGCAATCAAAATAAAAGTTTCCCAGATGGTACTACTCTTTAGTTAACAAAGTCAC
TGTATACCATTAACAACTGTGGAACATTAACAGTTTTACCCGTTTGAACCCGTTTGAAAC
CTTTTCTCGTGCGCGCGCGCGCTCACACACACACACACAGTTCAGTTTACTCACGGTACC
GGCACCTCAAAAGCAAAAGAAAAAAAACGTTGCAGGCCTGTTGCTTCTCTTGCAAAACAT
TGAGTGCGTTGAAATACTCCAGTTGGATCCAAGGACAACAGAAAACACGACTACTTCGCC
TCAATGTGATCCATCGTGATGCACACTAGCTTAGCAGCCTCCGCTCCCGACTCCAGCGCC
GTCCTCTCCGACCCAGAAAACGGCTCGCTCGCTTCCAGCTCACCCGCCTTTCCTCGACTC
AGAAGCCAAGATCCTCCTCCCAACTCTCCGTTAAAAATTCTTCGTTTGTGTCCCGGTTTT
TGTCCCTTCGAAAACACAGACTTCTCTCCTGCAGATCTGGAGGGAAAAATCCTTCGCCGT
CCACCTTCTTGAACTTTCCCCTTTTCAGCAGCGTTTCTTGTTTTGGGAATTTTATACACA
GATACACTTTCACTAGATGTATTGCTACATCCAGCTGCCACACAACGACTTGGCATGTTG
ATGATTAACAGATTTAAACACGAGAGAAACGAAGACTACCTGTTTTGTTTACATGCTGTC
CGAAGCGGAACTGCGAAAGTCAACGCCTTTCATGACGTCACAGGTCATATCGGGTTCACT
TCCAGCCTGCGCTCTAGCGGCAGATCCAAATCTCTGATTCCTTCGAAAGATGTCTATTAT
TCATATGCTTCGGATTTTTTTCGACGCGAACTATTGGTATCAATAGAATCAGCGTTTAAA
GGGCTTTTTTATTGACAAAGTGTCAAA
>CL10286Contig1
AGTTTCTGTATGCCACACAAACAAATGACAAACGTTTTCACACACACACACCTATAAACA
TGATGGCAGAAACATAAATGGTGTTATGATACGGCAAGACTGTAAAGAAACACCTGATTT
TATCTACTAAAACAAGAGTAACCTGCCCCTTGAATAGTGTGTGTGTGTGTGTGTTTGTCT
TTATTGGTGTTTCTAGGAGAATGCCATTAATTCTTGATGTAAGCCCAGACAGCATCGATT
ATTTCAAACTCTATGAAAAACCCAGTTGAAAGTCATTCTTTCCAGAGCTTTCTGCAAGGA
GGGAAACCGCAGTAAATTATGATGAGTTTGCGGTACTAGGGATGTACCGATGCCAACTTT
TCACACTGAAGACAGAAACTTTTCACATGAAATTCTGTACTGTTGCCATCTATCTGAAGG



GTTCCAAGATTTGAAGTTTCTGGCCTATTTTTTATTTTTATTTTGTGGAACAAGAAAACA
ACTCCATCTCTAAAGGATTTAAAACTTTTTTATCTCGGATTTTCCACATGCCATTGTAAC
GCCACTGAAGGGAAACTTCTTTGTCCAGTCAATGATATTTTAGC
>CL10287Contig1
AGTTGCAAAGCAGGGAGCCTAAACAAAGTCAGAGGCGGAGCACGTCAGGGAGCGATTCAG
ACCCGGGATGGTCCTCCAGTCGGGCTGCACATGTGAGCCACGGGCCACCGGCGACTGTTT
TCGTTCCTGTAAGGGGCAGTGAGGAGAAAGGTTTGGGCAGAAACGAGGCGCGCTCCCCGA
GAGCTGACTGTCACAAGTGCACCGGCACTTTGAAAGCATGGGCCCCCAGCCAGGACTCAG
CTGGGTCCTCCTGAGCTTCCTGCTGCAGGCGGCGGCGCCCTGGAGCTCAGGCCGACCGTC
CAGACCGAGACAGTGCGACGCGCCGAAGGCGCAAAGTGAACTAAACTCCTTCCTGTGGCA
GTTAAAGCGTCCACCTCCTTACCCACCATCGTACTTGTTCGGTACCATCCACGTGCCCTA
CACCCGAGTCTGGGACTTCATCCCCAACAGCTCCAAGCAGGCTTTCTACAACAGCAACCG
TGTTTTCTTTGAGCTGGACCTGACGGACCCGATGACCATCTCCAAACTGACCAGCTGCCA
GCTGCTTCCCCACGGCGAGAACCTGCAGACCCTGCTGCCTCGAGACCTGTATCGCCGCCT
CAAACGCCACCTGGACTACGTCAAGCACATGATGCCCTATTGGATGACTGCTGACCAGCG
AGGCCGTGGCCTGTATGCGGACTACCTGTTCAATGCTATAGCGGGGAACTGGGAGAGGAA
GAGGCCCGTGTGGGTTATGCTGATGGTCAACTCTCTGACGGAGTGGGATGTCCGGTCCAG
AGGGACGCCGGTGCTGGACCTCTTCTTGGCTCAAGAGGCGGAACGGATGGGAAAGATTAC
TGTAGCGGTGGAGCAGGTGGAGGAACAGTGTCATCCACTCAATGGACTCAACTTCTCTCA
GGTACGAGAAGGAAGGAAAATGGTTTACTCTGGCATTTTCTGTTTTTCCCCCCACGTATT
CTCTGTGTGAACACAGCTGGAATATCAGGAGAGTCTGGAAGGAGAAGCTGGGCTTAGAGG
GAGCATGAGCAGATCCTGAGTTTGTTTATCCATCATCCTAATGTAAAGAAACGCTCAAGT
CAGCCACATTTCACTTTCAAGTC
>CL10288Contig1
CGGCACGAGGCAGAAATCTTCTCAGCTTCCTCATTTTTATCATTTGATGGGAGCTTTTTT
TGAGGCAAATAGTTTGATATATTTAAATGATAAATGGTTAATTACTTAGACTTCAAGCAC
TAGGAGGAATGCGCTTCTCACATGCTGTAAAACCCAACAATGTTCCACTGTGATGCTTAG
ACCTGCAGTTAAGGTCCTGCTTTAAAGACACTGTTTTCAGTCCGGTGTAATTTTTTAGGC
TACAGCTCTGATTCAGGGCCAATTTGCACTTTGCTTTCCATCGCTTGTTTCTGTATGAAG
GATAATGGATGCTCCAAAACAACCATCACTCAAGGAAAACTTCACCTTGGATATCTCCTG
AGTTGGCAATAAAAATAATTATACTGTTGTGTAAGTATCACTACATATTATATTTTTGCT
TCAAAAGTAAATGTTTACTTTTTTTTTTGTATGTGGGTGGTGGCCACATGTTGCATTTGA
TTTGATTAATTGAATGCTGATTAAACCTTCTCTCTTTTTCTTTTCTTACCAAGTTGGTTT
GGATCTTGTGTGGGTTTGTTTTTATTTGGGAGAAGCATAATTTATTCGTCAACTTTGTTT
TTCTGCCTGTCACATGCACATTTATTTTAGGAGTTGTTTGATTTTCTTTCAAATAAAAAA
CAAAGG
>CL10289Contig1
TTTAATACAAAATGTACATTTCATATACAAGAGCTGGCAGTCCACTACAAAATGATGGCT
GTTCTACAAAAAGTCTGCAACTACAGATATGCTTCATGTATCGATTCTCTGTACAGTAAA
TCAACTCTTTGAGTTCTCTGAAATAACACATGTAGGCTGGTTAAAAACAGAAGGCTTACT
TACTGTGCTCCATTTCCTATTATTAAAGTTTTTCCCTAAAGAGTTGGTGTTTTTTGCCTA
AAATCTTTGCAAATTTATGGGGAAAAAAAGACATAAAAATTGTTTGTTTTTTTAAACAAA
TCTACAGGGAGATGCACAATCTGGAATTATCCCAACATAAGTCCTCGGTTTGTTAGTTAA
GTTCTTTCTGGAGGGGACAGGTGTTGGGAGAGAATAGAAAATGTTTATTTGTTTTCACTG
AAAGGCTGGAGAAGACGAAAAGCTTCACCTTCACTGCCACGACGAAGCAAAAGTCTTTAA
GAATTACACGTGTATCGTTTTTGGCGCTCCTTTTTCTCCCACGATTTCCGTGTGAGCCAT
AGCGGAATCATTTGCAGACCTGCTGCACCTGATTGATTAGCTCTCCAAAGCGATCAAAGA
GTCCCTCTACCCACGCTCCGTTCTCCAGACACTTCTTCACAGTCTCCTCCTGGCCCAGAT
TCCCCGTCTGAACCCGCAAAGATGCAATCTCATCCTTACACATGAGGTATGTGTGGTATT
TGTAATGCTGCAAGGAATGGTACAGGGAGAACCACTGAGTTTTCTGCTGGTCCACTGTGT
ACTCCTGGGGAACTTTGCTCGGCACTTTGTGAGGCTTCATGGTCTTCTTGTTGTAGGCCT
TTCCACTAAGGCGTACCTTAAAAGCTGGAGTTTCCCCATCTTTCTTTAACTCGGTCACCA
CTGAGATCTCTGGAAAGCTGTCCAGGGCCATCTTCAGGACTTGCCCGAGGTGCAGTTTGT
GGAGCAGACGTTTCCTGTTGTCAGTGATCAACCCGTCCACTCTTTTCATGTGCGGCAGCA
GCAACTCATCTGAAAAGCCACAAAAATAAATATAAACCTTTAACGGTCAAATCTTGAAAC
ATACATAAAACGCTTATCTCTGACCATTTGTTCTTTCAAAGGGCTGTCATCACATCTTCG
TCCAAGGCGATGCTGATAAGGAGCTCCACGAAGCTTCTGAA
>CL10290Contig1
TTAACGCGCGCCGCTAAACCCGGGCCTTATGGCCGGGGGTTGAAGGTTGGCAGCACGCGC
GTGTGCACGCGCATGTAAATCGGGAGAAAAGTGGCTTAAAGGCGAGATTTGATCATATTG
TTGGCAGCATCGTAATCAAAGACGTCCACGGTCGTCTCACCCGTGACACTCGACTCGTCT
GCGCTCCAACACGGGCACCGCTCAGCCACGCCGCCATCTTCCTCCAAGTTTTGTCCTGCG
ATTTACCGGAACAGCCGGTCCCTCTTATTTTGAAGGATGTGTGTTTCCGGTGCGGTTTGT
CCGAGCTGATGGAGGTCCGAGGTCCTGGCCCCAAGTTGGTCCTTGTTTTTAGCGGGAAGC



GGAAGTCCGGAAAGGATTATATCACGGACCTGATCTTAGATCGGTAGGCATCCGGTCCAA
ACAAACGAATGATCTCGATCTCACAAGCACGCGCGAACTCTAACCCTCAGAAAAACGAAA
CGATCGCGCATGCGCAGGTGACGTTAAGGTGACGGACTAAGGGAAAGGGGTGGAGGAATT
TGTATTACATGCATTTGGGTGGTGTTGCGTTTATGTTCAGAATGAAAACTAAACATCAAG
TAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL10291Contig1
GGCTCGGCTGCAAGGAGCGACATTCAACTCATAAGGATTGGTCGTAGCTGGTCACATGCT
CTCAACACCTGCGGCTGAGGGCTTTAAACGGTAATCAGCGCCAGGTGTTCTTGATTGGTT
GAGGTCTGCAGGATCCACATCCCGAGGCGGAGCCTCAGTTAAGATGGTCGACCATGGAGG
CTTTGGAAGTGCCGCCCTCTGCTCCTGGCTGGTTGGGTGGGCGGTCCCTTCCTTCCCCCC
TCCCGGGCTGCTTGTGTCCCATCGCCTGGGGCGCTCCTGGCCTGGAGGTCTCTCCTCCCC
TCTCCTGGTCTGGCTGGTCGGGCTGGGTAGGATCTGGTTCCCCTCATGAACACACGGTTC
ATTTCAGCAGCGTGCATGTATCTCCACCCCCACGTGCACGTGCGCACTGCCACACTGCTC
CCTGTCTGCTTCATCCCTCCTCCTTACCCACAGTGTATTGATGGACAGATGTCTTCTGCT
CATTTTCCTGTCAGAATTTCACCTTTGATGTAATATTTGTCTTTCCTGCAGATCTGGTAC
AATTATTACACAGTTTAAAATAATAACTTATTCAATTGTATCCCCCACTTTCTCCACCTC
TCTTCCTTTTATTCTCCCCCCCCCCCC
>CL10292Contig1
AAAATGGTGTCACAAAATGAAATTTGTAGAAAAAAAAAAGATTTCTGTAAATTTTTCTTC
CAAACGGAGAACAGCCAACCGAAGCGGGAGTCTTAACTAACTTTTTGGTCTGACGAGCTG
CTGGAGAACGAGTACGCCTTCCCGAGGACTATTCTGTCTCTGAGGAGCTTGAANAATGCG
TAGTAGTTGCTGAANAGAATCAGAGCCAGCGATATCGTCTGATGCCATTTTTCTGAACAT
ATCAGCGAGTAAAGCTGGTANAATATCATGGCGCCCTCGAGGATGATGAGGATATTTAAT
ATTCGTAAAGGTTTGTTGAANAAAAAATAAAAGCGGTAATGGGACACATCTGATGGAACT
GCAACATTATAGTGGCCCATGGCTTTAAAGACGTTTTTATTATGTTTTACAAGGACTCCC
TGTGGCCACATGTACTCTTCGCTCCATATGTGCTGAAGGACGTTGGAGCAGCTCGCTGGG
TCTACTTTCTGCCAGCAGCCGAGGTGAGCTGCAGCTTTGTGTAAAAGATCACAGTACTGA
GGTGGTAGCAGGTGCCGCATGAGGATGACTGATGTACTGACTGACACTAGGATGAAGAGC
TCACAGGACCATCGCTTGTCTACATACTGGGTACTCTTTACAAACCACACAGGTACGAAT
GCCACATAGTAAGCACTGAGCATTGAGCTGACGAGGACTTCCTTCATCCTCCAGTTGAAG
TCCATCTTCAGGTACTCCACCTCCTTNCGG
>CL10293Contig1
CTTTATTCATTTCAATCCCCTGATGTAGAAGTTTTGTATAAATACATGGTTTGTACATCA
AGAATGCAGGAAAAAAACGAGTGTCAAAACAAAAATGTCTTTTTTTGTCATTTATAATGA
AGCCAATAAATTAACTGTGATAAAATTAAAAATGTTGTTTTTTTGTGGAGCGTTGCATTC
AGGGTCCATTTGGAGAAAAACATGAAAAAGTCTTGGGTTCCATTTCGGGTTGTTGGTGCG
AATGCAGCTGCAGTTTTACTGGATTAATCCTCTAACCTCTTTTCCTTTATCTCCGGCCTT
TGATTTTCTGGATCTCCTTGGAGCTCAGGATCAACATGCCGTTCTTGAAGCGGCCGACCT
GACCCGATGCTGAAGCAGCAGAACCAGCGGCTCCTTTTTTCTTCTTCTTGTTATCTCTTT
TGACTTAGCTTTTTCTTTTTCTTGGTGTCCGGCTGAGGCTCCTCCTTTGCCTTCTGCTTC
TTCTCCTGGATTTGCTGCTGCAGGGTTTTGTAGTTCACGTATTCCCTCTTTGGAGGCTTG
GCTCCCAGCATCACCGCCCGGTCCTGCTCGAAAACCCGCTGCTGCTCCTTCTTGTAGCCC
GTGATTCCGAAGCGGTGGACCTCCAGGCGAGCCTTTTCCAAGCTGAGCTCCACGGGTGAC
GATTCTCTCTTCTCTACGACCTGAGGAGCCTGAAGTGCTGGTTTTTCCTGAGCGAGAGCC
TGACGGCTCTTCCGTTTCTTCGTTGGGTCCTGGAAGGTCACCACCTCCACCTGCTTCTCC
TGCTGGACGTTTGGACCTGGTTCATTCATTTTGTGTTTCTGTCCATCTTCTGCTCCAATT
TCTGTGCACTTATTTAAATTCTCCTGCAATCCTGTTAACTCCTCCTCCTCTTCTTCTTCA
CACCTTTTTCGTTTCTTCTTCTTCTTGGGTTTCTTTTTCTCAGCTGGCCCGAAGTCGTAA
ACAGCATCCAGCAGACGTTCAAGACACCACGAATGCGGGTCCCCTCTTTCCCCTGAACCC
GAGCTCATTTCTACGAGCACAAAGTCAATCGTTTTACAGAAAAAAATGTGTTCTTGTTGT
GATGCATGGGCGCACGCGAGGGAGTCTGTGTGATATGTATTTTTGACCCTCTTCCC
>CL10294Contig1
GAGGGTGGGAGCTGGTGAACGCCAGAGACCTGCCGAGTTTCTACACCCGCCTGCCGCGGC
GAGAACGAGGCGTTTGCCCCGGGAATAACAATGTGGATCTAAACGGGAATCATGACTGTG
TCGGGACAGTTCCCAGCCGCTCTGACGCTCAGATGGAGTGCACGGAGCAGTGCGGCGGGC
TGAGGAAGAGACCTGCGTGTCACGACCCTTCGGCCCCAAGTAAGAAGTCTCACACCAGCC
CGGAGGAGGTTAGCTGTCCGAGCCTGAGCCAGTCTGCAGAACACACACCCAGAAAGACCA
GCCCCAAGAGACCAACGTGAGCACGGCGACACGAGCTCAAGATGTGCCCCTCCCAGTTTT
TTTTTCTCTGTACGAGTGTGTTTGCGTATGCGTGCATGTGTTTTTTTTTGTTTTTTTGTT
TTTAAGACTGCGTTGATCTTTTTTTTTTTTTTTAAATNATNCTTCCCTTTTTTGGGA
>CL10295Contig1
CTGGTATCCTGGAGGCAGGAGGCGGATATTGTGAAGGGAAATCTTCCCTCTGTCTCCATC
ATCAAACTCCACCATCACCCCTCCCTGCTTTCCGTCATCACATGGACCACCTCNGGCGAA
CGTAGCCTGGATACAGGCACCGCTGAGCGCTCGCTCCAGTAAGCACACACCCGAGTTCCT



TCACCGAGAACAGTCTCAGACTCTGGACGTATATCCAGAACAGCCTCTTGTAGCAGTTGT
TCCAGTGAATAGATTCTTGAGCGGTTTCCTCTTTCCCCATCAATACTGATTTTAAATATG
TCAGGGATTTCCAGACTGTGGACCCTGGCAGCGTAAAGCAGCTCATCCTCCTTAGAGATC
AACACCTTCAGTCCATCAGTTAAAAGTTCTTTGGTCAGGACACAGTTTGGAGCTTCAAGG
CTTTTGTTGTTCTGTCGATGGCTGCTGTCATCTTCCTCAGAGAAGCTGCTGCCATCCATC
TGAAAGCCCTCATCCGCAGCAAAGCTCTCTAAGAGACGGCTCACAGCTCGCCCCTTTGAC
TGGAGAGTATTAGTGAAAAAAAAAAAAAAAAAAAAAAACGGTCCGCGGCCG
>CL10296Contig1
GTTGTTCGAATGCTATGAACACCTGAGTACATGCGTGTGTGAGTGAATAAAGAGGAGCCC
TTCAGCACTGAAGCAACAGGAAAGAAGTGCTGACGCACCGTGTCAGTGATAGCACTCTGC
TGCCACAAGGGCATGAGAGCCCACATCTGCTAGCATTATCCTTCTAGACTAATGGACCTG
GTTATTTTTAAACAGATTCTCACACTGCAGCGGAGGTGCCCAAGGTTACTGAGGATGAGA
AATCAGAAAGTGCGCATGCAGTGATTGCTGCTGATTTTGATGCAGGTGGATGCCGCGACG
GAGCCAAAGAGACGTGGCGAGTAATCATCTAGATTTGAAGAAGCCACACACCAGATCTCA
GAAGACAGCATGTTACCACGACAGAGATCTTCCTATTCTGATCAATACTAAATGCAAAAC
ACATCAACAGAGTATCTGTTGTGGAGCACGGTTAATGCAAAATGGAGAGCTACAGATGAG
GAAAGAAAAGTCCACATGATCGGGAAAATAAAGCCGAGATGAAGTGGCTCCTTAAAAGCC
AGACAAAGTGTCAGGCTACCCTCAATGAACCTGCCGACCTCTACAGCAACAGACTTTTTA
AAGACCCACAGACTGACAAAAACACTGCTTCCACATTC
>CL10297Contig1
GCACGAGGCATCCACCAACAACTGTCTCCACACGTGCATCCACCAGGAGCTGCGCCTGCT
CGCACATGCCGGCTGCAGAGAAAACAAAACCACTCTTGCCTTGTGATCCACTTATACTGG
GCTCTCTAGCCGGAGGCTGTGGCCTTCTTCTTCTGCTTCTCATCATCATCACGCTGTACT
GCAATCGGTTGAGGACACGAAGATGCCCACACCATTACAAGAGAAAGCCAAGGGTTTTGG
CTCCTGAAAAGCAAATGACCAACGCACGCATCTGATTGAAGAGTTGCCATTTTACTGCTG
AACCCATCTTTTGAACTTTAAAAATAAAAGTGAATTTTATTGACATTAATCTTAATCTTA
GAAAATGTAATTTACATTGTGGCAAAAGCATTTTTGTCCTTTTTTTCTCTTGAGTTTGAT
GGCGAATAACACTGTGTTGCAAAACCTATTGACATTTGCTTTTTTCAGCTCTTTTGCTTT
GAAATTGATGATGCAATCATTACACAAAACCAAAAATAATAAACAGTTTTTAGATTAATT
CATACTGTAAATACCATTTTTTTAAACCTGTCCGTTCACAATTTTTACATTTTTAAATAA
TTTTTACTGCTTGTGCGTAAACCTTTTCTCACATCCAAAACTATTTCTAAATGTACTGTA
TGATGCTTTCTAAAGATGGAAAGTCCTTTTTAAATTTTTTTTAAAGTTATAATGCCCATT
TAGAAATTTTACATGTGTACATATTTTCTTTGTTTTGCCGTTTCAAAAACA
>CL10298Contig1
AAAAGGTTAATCTGGATGCCATATTTGTAAGTTACATATTTACAAATGGTTTCTACTTGC
TGTTGAAGTCCAGATTCCAACTAGAACTGTTTACTGAAGGGAGGCATAAATCCTTCCATG
AAGAGAGAACCAAGACAGGTTGATGAATCCCTTTGGAGAACAGCAACCCCTCACATGTAA
GAGCCAAGGTGTTTGCAGAATTTGATCCAGCAGAAGAAGTCGGGAGCGTTGCTGTGAATG
ACAATGAGCCTGAACTTCACATAGTCTGGAAAATGCAAACGATGTGTGGAGGCCGAGAAG
CACTGCAGTGGTTTAGCCTTCCTCTGCATTTGCTGCCATGGGCTTGTAGAGTTCTGCTTG
GTCAGACTCTGACTGCAAACTGTAAACTACTCTCTCTGACTTGGCACCACTTTGTGCATC
ACAAGAAGTGACCTTAAAAGGCTCTTGGGTTTAATTATTTGTTGAAGTATAAATAAAAGT
CCATGGCCTGCACCGTGGGTTATCGGAGGCGGTGCCTGGGTGTGACGTTGTCTATAATGC
GAGGGCTGCTGTGGGTCATGTATTGCAACGAAGGGTCAAAGAAGTTAAAGGGGTGGAGGG
TTTTGCAGGTAGTCCGGGGACGAAGTGGGGGAGGTCTCCTGTCACAGTTTTCTTGCGGCA
GCAAAAACAGGCCAGAACTGTGAGAAGCAGCAGCAGAACCTGCAGCCCGGGGG
>CL10299Contig1
TTTTTTTTTTGGTTAAAGTCATCAGTCTTGTAATCCAGAATCATCTCCGCATTTAAATAA
AAACTTCTCTTTTTTGGGGTGTGGAAAGTCCTCTTCTGTGATTGGTGGACACATGCCAGT
CAGGAGGCAGTTCAGGACTGGGTGGGGTGGGGTGGGGGGGTCAGGCGGCCCTTGTAGTCT
GAGCAAGGCACTGTGGGTCATGCTTTGCCACCCCTGACCTGCAATGGTCCCAATCCAGCC
ACTAGAGGGCAGTCAGAACCACAGCAGAGGAGCCCTGATTATCCAGAACAGGGAGAATTT
GTTGGGCTTGGGTTTTGCAAAGGTGCTGAAAACTTGGGTTTCAGTCGGAGAAGGTAGCTT
TTTCTTCCTCCTCATCCTCTTCATCCTCCGCCCACAAAACATCCGGCCGCCTCCCTGAGA
CGAAATTGTACAATCTTGATTCGATGTCAGTTGATAGTTTTTAATGGCGCACAGGATTGT
CCCAGTCCGGCTTTTCTCCATTACAGAGGGTGGGGGTGTTAGGCCCCCTCTAATATAAAC
ATTTTTACAAGCGTGTGCCCCGGTAAGCCGCAAAATGCTTGATCCATGGCGTTGACAAC
>CL10300Contig1
CATTAAACAAAATATACATCAGTTTAGTTCCTCGATGAGCTCTGTGTCGTCTTTCTTTCC
CTTTTCTTTTTTCCGATTTTCTTCAACAAAAGCCTTGGCTTGGTCCATGCAGTTTCTTAA
ACTCTCTCTTTTACTGTGCTCACTCCACAACTCAATGGCCAGCCTTTGAATCTGATGTTC
ATTCTCCAACACCCAGGCTTGATAGAACTCACACTTTTTAATAGCTTGAAAGAACTTCTG
TCTCTTTGCAGCATCGTCTCCCTCTTTGGACAGAGTTTTTCTGGTATTTGAAAGAATCAT
GCGAAGCTGGTTTAATGCAGACAGGCAGTATCCTGTTGGATCTCGTTTGTTTTTGCCAGT



CATGATATGGGCAACCGCTTCCACTGCCATAGCTGGAGCTAGAGGATCCTCTTTGTCAAG
ATACCCTCCTCCTAAGATGAGAGGCTGTACACAGTCTATAGCTTCTTGGACAGAGCTAAA
CACTTTACTTGAATGGAGGGCTTCAGACAGAGCAAGGATCATCTCACAGAACTCTAAAAT
CAGAGAATCAGTGTCTCCATTAAATCGGCAGAGAGTAAAGGCATAGCTATAAAGAGTATT
CACTAGACTGTAACAAACCAGAGGAGATGGATTTGCACACAGGGAACTTAACTTTGGAAT
TTTTGCAGAAACTGGAGGAACTCTAGCTGAACTTCCTTCGCTTTGACGTGTCTCTTTTTT
GTTTCTCCTTTTATTTTTCAGCTTTGAAGTTGATTCTCTCGCTGGTTCGACTTCTCTCTC
TCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCNCNCNNNC
>CL10301Contig1
TAACCCGGGCCTTATGGCCGGGGGGGTCTGTTTCCCAAGCGGAGTTTCCACGACAGCTGG
AAGCCGAGCGGCGCGGAGCGGCGCATCGCTTCTTCCCTGAAATAATAGACAAAAACTGGA
CTCCTGCTTGTCTCAGCTTCTCCCGATAAACCCTGCTCTGGCATGGGCGACAAGAGGAGC
CCCACAAGGCCGAAGCGTCAACTGAAGCCTTCCTCCGACGAGGGGTTTTGGGACTGCAGC
GTGTGCACATACAAGAACACAGCGGAGGCTTTTAAGTGCATGATGTGTGATGTCAGAAAG
GGAACATCAACAAGGAAGCCTCGTCCCGTCTCCCAACTTGTCTCCCAGCAGCAGGTAACG
CAGCAGTTTGTGTTGCCGTCTCAGCCCAAAAAAGAGAAAAAGGAAAGGGTCGAGAAGGAG
AAGAGTGACAAAGAGCCGACACTCAAGAAGAACAGTAATAAGAAGATGAGGCCCAGATTA
AAAAACATTGACAGGAGCAGCGCCCAGCACCTGGAGGTGACGGTTGGAGACCTGACGGTC
ATCATAACGGACTTTAAGGAGAAGCCCAAGCCATCCGCCGCCTCGGCCACTTCCTCCGGT
TCCGCCTCGTCGGCCGATCATCACAGCCAGAACGGCTCCAGCTCGGAAACCACAGAGAGA
GGGCTTTCCCGTTCGTCGTCGCCTCGAGGAGAAGGAGGCTCAGTCAACGGGGAGTCCCAC
TGAGTCACTCCTTCAGACAAACGTCACCCTAATCCCCCACGTGTTCCTCACCTTCCTGCA
GTTCCACATGTTTTTTTAGTTCGTTCCTAACTCTTACC
>CL10302Contig1
GCNGCCAACAAAAAAAGCNTCTGTCNNTTCCCGCGATNGCAGCCCCCAGNTNTGNGCCGC
TCGGGTGGTTCNTCTTTGTCNCGANTGGANTTCCCGTCNAGNGAGTCCNTTCTGTGAATN
TTCTCGCAGACGGGAACGTGAAGATGGACNGTNTCTGTTGCTCTGTGTGTCTTCNGGGGT
NGAGACACTCCCCTCAAATGANGCAATTAGGAAAACCCGTGTGTGTGTGTGCACGTGTGT
GTGTGTGTGTGTGTGTGTGCACGTGTGTGTGTGTGTTGGGATCAGCTGGTTTTTGGTGCA
GACTGTTCCTCATGCATCCTCCTGATCCTCGGTCAGGGTCAAACGGAGATAGTAGGTGTG
TGTGTGTGTGTGCGTGCACGTGTGTTACAGGCTTCTCTGCTTCAGTATTCATGGATGACT
GACGCCCTCTCCTCCAGGTTGTGGGATCAGAACTGTCAGTCATGCGCCGTCCACGTTCCT
CATGTCTAAATCTGATGTAATAAACTTGTTTTCTTTCATTCTGACTCGGGTTTCTTCCGT
GGCCTCATGGGAATTTCCAGATGTGTAAAAGAGCTTCAGTTGTTAAGGATAAAAGCTTCT
CTGAAAATAAACCGGTTCCTGTGAAGTTTCTTTGTGACTGGAGCTCATGAGAAATCTGTT
CTTTAAAAAAG
>CL10303Contig1
TTTTTTTTTTAAGTTCAGCACAACGCTTTGATTTTATTCATTGATATCATTATTTGATTT
CACACTGCATTAAATCCCTCTGATCCACGCTGCTGTGAGAAAAGGCAGCACATGTCCCAG
CATGCCAAACATGTTCGCCTCAGGAACAGGGGCAGCTCCTCGAACAAAGGCTCTCCAGAA
TGTCTGGTTGTTCTGTTTCTGGGTTTCCTGGTAATGAGGCCGTTGACCTTGATCCGAGGA
AGCACTTTTCTGCTTGTTGAAGTTGCCGCCCCCATGCTTTGGCTTGCCGAACAGGCCCAG
TCCGTACCCGGTTCCCGTGCCTCCCAGCATGCCTGCTGCTGCTGCTGCCCCCGCCCACTT
TAGGCCCTGCTTGGAGAGGCCTCGACCCTGAGAGGAGGACCCCTTTTCGTCGTCACCTTT
TCCTTTGCCTCTGAAAGGGCCTCCTCGCTTACCGCATGCATACTGTGGGCACAAAGCCGC
CAGGAGCAGCACCAGAACCCCAAATGAGACAAGCTTCTGCTGGAAAACCATTTTCGGAGC
TCTCAGGGTGATCATTCAGGGATGGAGAGGTGCTGTGGTCCTTGTTCATG
>CL10304Contig1
TGGCCGAGGAGGGAGATGATGATCAGGAGGAAGAAGATCAGGAGGAGGATTCCTCAGACT
CCGATGACGACGATGATGACGATGATGAGGACACTGACGCACTCTTGGAGGAGCTGATCA
ACGACGGCCCAGAAAATCTGGACCCAGTGGACTCGCCTGCAGATGAAGGGGTGGGAGGTC
TTCTCAGCAGTGACAGTGATGACGAAGGGGAGGAGTCAGACCATTCAAACGACTCCAGTG
ACGGGTCCGATTCCCTCCACTCTGACATTTTGGAGGCCATTTTCCTGGATGGGTCAGATG
ATGAAGACTAGGAGAGGTTTCATCACATCTGGGAGGAGATGCTGCGCTGGTGACCATGTG
ACCCTGAAGAAGGAACTTCCTGTTTCTCTCAAACCCTCATCACACCTAACCAGGCAAGTT
TCCTGTGGGGGCTCAGACCTGCGGCATGGACGTCCCGGTGTGAGACGCTGAAGCCTTTTA
AGTTTTAAGATGTGGACTTTGGATCCCTTTCTTATTCGTTCCTGAGAGTAAAGAAGAAAA
ACCTCTGCGACATTTGAGAAGGACGCTCGCTCCAGGAGATGCGTTCAGATCAGCAGCAGG
AAGGGATTTTGATCTGAACAAGTTCTTTTCAAAATAAAAGCCATCATTTCTTTTNGAA
>CL10305Contig1
TTTTTTTTTTGTTCAAAGAGGCTCATTTTATTGACAAACTTTCTGTAGAAGTAGATGCTC
AGGTTCAGCCTTCTTCGTTCAGGATCGGCTCCTCTGCTCTGGATCCTGCAGGATGTCCAC
CACTGTCTGTCCTGTTTTGTCCAGCAGGGGGCTCCACTGTGAGTCTTGGACGGCGTCCAG
GAGAGCAGCCAGCTCTGCCTCCAGATTCTCCACTGTGCTCTCGATCCTCTTCTCCACTGC



ATCCATGCGGCTGTGAAGATCTATGTGTTCTTGACAGACACTTGAACGCACCGCACGAGG
CTGCAGGTCAGATTCAGGACCTGCTGCTGTGATGCCAGCTAGAAGGAGGAGGAGTCCGAT
CACAGAGTAGGAGGACTGGATCATGATGAAGAGGAGAAGCCAGCGTCAAAGGAT
>CL10306Contig1
ATCTGGTTGAGAAGAATTGACTCAGGAGCTTTTTGCCTTGGATGTAATCCAACACCGTGA
CGCAGATGATAGAAGCAGAGCACTAACGTCTGCTCCGACCACACGTCCAACCCCTCACAT
TCCTCGGTCGTCATCCCCCCACTCTCTGCTGCCTTATGTCTCCCAAACTTCCAAATGAGC
TCCCCAGATATTGTTTTATGTTTGTGACGATCTGTTCTTTTGGACAAAAGTTAAGTTTGA
CTTTTCAGTGTCTAAAAATCTGAGGTGTTAACCAAAGTCATCCACTAATGCTTTTCTTAT
TGCTTTAATATGTTTTTTTATATTTTTTTATGACTAATGCATGCTTTATTTTTCAAATAA
AACACTTAGAAGCATAGTCAAATTAAAACTCTTTTCATTATGTATTAATGTTTAATGGGG
CCATCTGGTGGTCAGATGAAGTACTACACCCTTTCCTAAAGTTGTTTTAGTTGTGCACCA
CCATTAAAAAAATTAAATTTATGAAGTAAAATAAATGCATTAGTAATGGGTAAGTTAGTT
TAAATAGAGTTTTATGTTTTTCTTTTTTTATATCCACAACACTGTAATCATAAAAAAGTG
AAATCCAACATTTTATGTACATTTTATCCAAAAGTTCCTTTCCTGTACTGAGCCTTAAAG
GTGTGTGGTATACATTTTCGTCTTTTTCTCATGTATTTCTGCATTGATGTCACTGCAGGT
TTTTTCACCCTCATTTTTTTTATTCTTATAAACACTTTTTATGGCCTTCTGTCTTCACAT
GGCACTGACTTGTCTGCATCAT
>CL10307Contig1
AGGCGGAGATGATAGCGATGAAGAAGAAGGCGCACCTCGACCTAAAAAGCAGCGCAAACA
TCANGGAGGACGAAAGAAGATGGAAAAGCTTCAGCCTGAGCGCATGCCACCGTCTCTTAA
GGGAAAGATCAAGTCCAAGGCCATCATCTCTTCCTCTGAGTCTTCTTCAGACGAGGATGG
ACTGAAGATAGCAGAAGACAGACNACAAAGAGACAGCGGTTCAGGCTCCGACGACGAGGG
CAGTAGCCACAGGAAACGCATCATGTCCGACAGCGAGGCAGGAAGCCCTCAGCGGTCTGC
AGGCTCGGAGGACGACGAGTCCGGCAGTGACCGTCCAGTGAAGAGAAGGGTGCTGCGGCA
GTCTGACTCGGAAGCGTCGGACAATGAGAGCAAGAAGAGCCGGTCGGGATCAGACGATTG
AGTCGAGGGCCGGCTCACCTGCTGCAGCTTCAGACGGAGCATCTGAGGCGGGATCAGATA
ATGAGGGCTCCCCACGCCACTCTGACAACGACTCAAAGCAGGAGGGGTCCAACGAAGACA
GTGACTAAAGACTCAAAACTAAGATCTGGATTGTTATTTCCCATCAAGATCAAACGTGCA
TTTATGTTAAAGTTTAGGTAGTTACATATTCCCCACTGGAAATATATATTTTCTTTTTGA
TGAAACTGTTTTTGGATCATGAAAAAACAGAAAATGGAGAAAATTCGGAGGAATTAAAGT
GCTGTAGATCTGTTTAATCAGGTCAAAAT
>CL10308Contig1
CCTTTGGCTGCCTCTGACCAGGCCACGTCTCAGCCTGGATTTTTGAAGGAGCAGGGGCTG
CTGACTGACGCCTTTGCTTTGGTTTGGTTACTGTTGCGTTCTCACGTGTTTCTTTTTGGT
TTGGTAGCTTCAGTGAAGGATGATTGATGGGGTGAAAGGAGAGGGACAGACAGTGACAGT
GGCTGAGGATTTAGCCTGCGCTAATTCTTCTATCAATTTAGACGGCGCTACATTCGAATA
AAACCTCCTAAAACCAATGGGTACGAAACACGGAATTAATGGTCGGAAGACAACAATACA
GAGAGCCATTGATAGACTCCATCAAAAGCAGATGTTCTCTTCCTGTCAGTCTGGAGTCTG
TTTCCTTTTTTCCCTCTCAATGAGTTGATGACAGTCATTGAAATGAGTGGCTGAGGTTTG
TGTTGACATTTTCCGGCTCACCGACCTCCTGGAAGGAACGGACTGGCCAGGCATCGTCTT
AAGATTGTCCTCTTTAATTATTACAAAGGCCCTGATGCGCCTGGACAGTTCGTCCTCTGC
AGGTTCGGCCGGTTTGCCGCGTCTGCTGAACGCTGTTTGTGGCTGTGAAGGCAGGAGAAA
CCTCCCAAAAGCATCTGAGTTTGCAGCCAAAGCTAAATGAAAACCTCACTCTAAAGCGTA
TTCAGTAGGAAGTCAGAGGACTAAAATGTGAAACGTAGTCTTTGGTTTCGTTGAAGTCTG
CATAAGTGGTGCAGGCCTCTGGTTTTCGTGAGCTCAGATTTGGGACTCATGGTTTTGCTT
CAGCTTTCCTCTGAGTGAGGAGCAGAGACAGCGGTGGCGCTCCGATGCTCCGTGGAAAGG
CTGATCTGGA
>CL10309Contig1
GCACGAGGATTTGTTCTTACTGTCTGCACAGGAATGAATCAATGTTATTTATCCCCTCAC
TTATTCTTTTGCTATTTTGGGGGGAAACAAAGCACTTTGGGCTGAGAAGGGTTAGAAATA
AACAATTAATAATGGCTCTTTGCCAAAATCTTTTTTTTTTTTTTTTACAGGTAATAGTTT
TTGAATTGGCCTTGTCACCTTTTTTTCCCAGGAAAACAGGGATTTTTTTATAGAGTTTTT
GGTAAAAATCACTTCTTAAATAAACTGTTTTATATCATTATATATATATATATATATCAT
ACATGTTTATACACAAAAAAATTCCTTACTACTGTTATTTCCACAACAGTTTTAGGCCTG
GGATATAAATGTGCAGCTATAGATCCGCATAGCCACAGATGTTTAAGGAGTATTTGATGC
AACAGCCTGAAATGACCTTTAGATGACAGTTTTAAAGCCGGCTCTCTTCTGAATATCAGA
TGCTTTTTAAACTCAACATAAATCATGTCTTCAAATCAATAACTTAATGCAGATGTTTTG
AAAGAGGTCCGTTTAAGACTAAAACTGCT
>CL10310Contig1
TATGGGAGTAAATTACCTTTGGTATCTTTGTATTAAGTTACATGGATGACTGACAATGGT
GTCAAATGAGACAAGACAAAAAAATTGGAATAATGTTCAGGTGAGATGCCAAAAGGAAGA
CGAGAGACGAAACGAATAAGCAGGAGGAAAAGAGGATGATTGTTAAGAGAAAGGTGTTGA
TTCCTAAAATTGCATTGGTCAGAATACGTGTATTGTAATGACTTAATCATCGTCGTCGTC



GTCATCGTCGTCGTCGTCGTCGTCATCGTCATCGTCGTCATCATCGTCATCATCATCGTC
ATCGTCATCATCGTCGTCGTCGTCGTCGTCATCGTCGTCGTCATCATCGTCGTCGTCATC
ATCGTCATCGTCATCGTCATCGTCGTCGTCGTCATCATCGTCGTCATCGTCGTCGTCGTC
GTCGTCGTCGTCGTCGTCGTCGTCATCGTCGTCGTCGTCGTCATCATCGTCGTCGTCATC
GTCGTCGTCGTCATCATCGTCGTCGTCGTCGTCGTCGTCTTCGTCGTTGTCGTCGTCATC
ATCNTCATCATCATCATCATCGTCGTCGTCGTCGTCGTCGTCGTCGTCGTCGTCATCATC
GTCGTCATCATCATCGTCGTCGTCGTCGTCGTCGTCGTCGTCATCATCATCGTCGTCNTC
GTCTTCATCGTCATCTTCTTCAGGATCGATGTCACCTG
>CL10311Contig1
GTCCTTTTGGCGCAAACTCTTTCCGGTGGCCTGCTTGTCCCTGTTCTCCTGCTCCAGCTG
CTCCTCCAGCTGTGCCACTTTGGCTTCCAAGGCAGTAATGGAGGACTTGAACTTGGACTT
GACCTGGTTCTCCATCTCCAGCAGCTTGGCCTTTAGCTCCTTGTTCTGCCTCTCCATCTG
CTGCCGTGCGCTCTCGTTCTTCTGAGCGGCGCTGCGCTCCGTCTGCAGCTCGTTGCTCAG
CTGGTCCACCTGCTGTGCGCTCTTCCTCAGCCTGTCATTAAGGATCTCCATGTTGCTCTG
CTCTTCTTCCAGCTCTTCCTCCAGCTGGGCGATCTTTGCTTCAAGGCGCCGCTTCTCATC
AGCCAAGGCTGACTTTCCAGAGGCGTTGCTTGCCAGTTCATCGGACAGTTCGTCTCTCTC
AGCTTCTGCCTGCTTCTTGGCCCGTTCAGCTGCAGCCAGTTCCTCCTGCAACTGGATGAG
CTCCGCTTCCAGACTCTTGGCTTTCTTCTCGTTCTCCTTCGCAGTGCCCAAGCACCTCCT
CCCGAGCAAGCACGAAGCATCCTCGAGCTCCCTCTGGTAGTCCTTCATCTGGGCCTGGAG
TTTGCGAAGCTGCTTGATGGCTTCATCTCGACCCTTATTGACCGTCTCGATCTGTCCCTC
CAGGTCTTTCATGTCCGTCTCCAGCTTCTTCTTGGCTGCTGCTGCCAGAGCCTTCTGTTT
ACGTTC
>CL10312Contig1
TCGGCACGAGGCACTGATGTCAAGTACAGCAATGAAAAGAAAACAAGCGAAAAGCTTCTG
CCAGAAATCTTAGTCAAATCTGTTGTTTCCAATGAGGCCACAAACGACATCAATAAGAAA
GTTGAACTCTCAAAGAAAACCACCAAGACAGAATCATGGACCGTCTCTGGTACTCTCAAC
ATAGGTATCGAAACAAAGTTTGAAGCAGGAATCCCAAAGGTTTTATCAGGAGGAGTTCAG
GTCACCGGTCAGGTCTCATTGCAGCTTTCACGTGAAACCTCGAGGACAGAAGAGATCAGC
CATTCTGTTTCCCTAGAAGTTAATGTTCCAGCACAACGAGAGTGTACGGTTGTGATGCAG
GGTTTTCCAGTTACAGTGAACATCCCCTTCACTGCACAACTCACTCGTACGTACAAAAAC
AATAAAAGCAAAACTGTACCCATCGTAGGGTCGTACAAAGGCAGCTACGTTGAAGAAACT
AAGGCGGAAGTGACAGAGTGTGCTCTGAAAAAAATTAAAGGTTAAAAAGTCAAAAGTCAA
GTAGAGCTGGAACGTGTGTCACCTAAAGACTTCTTCACTCATCTGTTCTTCAAGCAGCTG
TGCTTTGCAAAATGAATGAACATGGAATCAAGTTTTTGAGTTCATGGACGACAAATAACA
TCTTTTTATTAATAATAGTTTTTGTTTTTTGAGGACACAGAAGTTTTAGACTTTAAAAAA
GTCTCCAAAAAGTTTAATTGGTTCAAGAAAAAAGCATAAACAAATGCTTGTACTGTGAAC
TGAAGTGTAATTGTACTTTACTGTAGCCGGCCATGCTTTGCTCTTCTGTTATATCTAAAG
ACAATGAA
>CL10313Contig1
GTGGATACTGCCACTGCATCGCTGGAAAACAAACCTCTAAAAAAGACTCAAAGACCTCCT
GACGGTGCTTCTCCTGCGCCCGGATGACAGCTGCTTGCTGTTTGATGAAGTCATCCTCCT
CCTCTACAAAGGTTTCTAAAACAGTTGCCACTTCGTCTTTAAATCTCTTCATGTCCTCCT
CTGTGATGAGAACTTTATCTTTGAGCTTCTGGTCAGCTTTATTGTCCCACCAGAATTTGT
GAGTGTTCTTCTTATGTTCTTTAGTAGCCATGTGTTCCAACAGGCCTCCATACAGCACGG
TCATCTTGTCGTCTGTCACATTTTTAACAACACATTCGGCCTCACAGCAGTAACACCAGA
ACGTCTGCTTGTGCTGAATACAGTCAAACTTTTCCACTTGAGGCTTTTTGATTGTTCGGC
GAGCTTCTTTCACCTTTTCTATGAATTTCGTCAGTACGACTCTGAGGCTGCTTTGATGCT
GTTTTCCGAAAATGTGTTTTTTTCCAGAAAATGTCGTTTGTCGACATATGTTGCAGTAAT
GTGTTCCCATTATGAATCCGTTAAGTGACCCCCCAGTACACTCGAGGATTTAAATTTTTA
ATAGCACCAATACCATAGGTTCTGCACGTTTGTTCAGCCTTACCTCATTAAAT
>CL10314Contig1
GAAGTAGACCTCCTCGTCGATGGTGAGCTTGCCGTTGTGGTAGATGATTCGGTAGTGCTC
CACTTTCCCGTCGCAGCTCACGCAAAGCGTGTAGTCGCCGGGGAAGTTGGTGCTCTCTCG
CACCAAGAACAGGCCCGTCTCCGGGGGGTTGAGGAGTCGCTCTGCCTGATCCCGAGTTAT
CTTCCCATGAAACCATGGCATTAGGCTCAGTTTTCCATCAGTTTTAACACCTTCTCTTTT
CTGGACATAGTTGGCTGGAATCGTTCCCTCCTGGCCAGCAGCATTTTTAGCTTTATACCA
GTTTGGATCCTTTGTCACAACAATAATTGTCAAGATGTCTCCTTTGTTAAATGGTAGGTC
CTGCTCTGATGTCCCTTTAAAGCTGTACCTTGCCACACACTCTGTGCCTTGTGGCCATGG
ATTCTGGTCCTCTGTCATGGTGAGGTGCTTCAATCCTCTCACAGGTGAGATTTTCTAACT
GTTACCATTAGAGCAGTTGAATACACACAGTACCTGTTTGCAGCTATTGCCAAGTGATCT
GAAGCTACGGCGGCTGGATCGGTCCGTTTTCATCCGAGCAGCAGCTCCAGTATTTCCATC
CCAGCCGCAGATCAGTGACAAGAGGGGCGCGCTGTCTTCTCTTCCCGTCAGAAACCCCCG
GCCATAATGCCCGGGTTTACGGG
>CL10315Contig1



AGTGTACTTCCGCTGCCCTGCGGGTCACGGTGTGTTTGTGAAACCATCTCGACTCACCAA
AGGGCCGCCCTCAATGGAGACGGACACCCAGACTCTGATCAGATAGGACCCAAAGAAGGA
CTGCGGAGCAGCAGGGCTCCCCAAAATGTTACCCAGATCTCTGCTCTGACCCCAACTCAT
TAAAGAGCTGACATGTTCTGCTGGCCTGGAGGCTTTGCTGGATCATATCGTAGCTGTGCA
TTTAACGAGGATCATATCGTAGCTGTGCATTTAACCAGGGGGTTTTGTAGTTCACTAAAG
AAATCACTATGCACAGATCTGAGTTTCATATGTGGTCATATTTTTATAAACGACACAGGT
TTGAACTCTATCATCCACCTGCATTTCTTTAAGCAGCAAACATATTTATATATTTTATAT
TCTTCTAACGAAGCAATGTGGGATTTAAAGATCAGGAATGTACTACTGTTATTATACATT
GATATTTACATCAATATATGTCAGGGCTAACCAAAGAACTACGGTTCCATATCTGCTGTT
ACATGTGATGTGCTATTTTTTTTTTTATAACATGCATTCATGATGAAGCTTAGTGCCATA
TTTCTAGGATTTGCGCCGCTATGGTGACATGGAATCTGCGAAAGCAGCTTCCAATGATCC
GTACTGTAGTGATCCCCGTCGAGCAGCAGACTGTTGGGAAGCTTGCACTGGAAGGGACTC
CTGGAGCGTTCAGACCGTCTCTCGGACGGGTGAAAAAAACGAGTAAATGAAGACTTGTGT
GTGGCCTCTCCAATCAAGTATAGAAAGGCAAAGCGTTGGAGAAATGGATGCCTTAACGTC
AGGTTTGCTCATCAAGGCACATAAAACCCAGACCGCTCGGTGACGACGCCACTGAGTCAC
AAACTGTTTGGACCTGTGTTCAGAATCCTTCTGCGTTGTTGACTGAAGAACTGAATCCCC
TTTTTTAACTGAGTGTTAAAAAGGTTGTAGGTTATTTTCAGCTGCAGGACTGAAAAAACA
TCTAATAGTATCAGAATGTTGCTGCAAACTACTTGTAATGAGAGAACGATTTGTCCTATG
AGCTTTCTTTTTATGGAAGTGATGAACTGTGGAGCTGACTAGACATAGTTAAATATTTGA
GCTAAAATCTCAAGTAAAAAGAAAGAAACCCTGAGACCTTACTTTATAGAAGAAAACTAA
GCTGCTCTCCTCACAAGGAGCTGTAAATAGAAATGTATTTGAACATAGTATTTACACTTT
TTATGTACAGTATTGTATTTATGATCTACCCTGTT
>CL10316Contig1
GGAGTGGTGATGTCCAGAAAGTACTGGGAAGGCTTGGTATATGGTGCAGGGAGGGATACG
GGTCTCATGCGTCCAGTTACTGATCACCCCTAGAGCGGTGTTCCTCTCCTCCAGGAACTC
CACTTTGACAATTTGATTGACAGGTGGAGCATCCTCCAGCTTATCTATGAGAGCCGTTAC
CAGGTCCTCGTGGTTGCCAGGGAAAATGCCCAGATGGTCGCCAGGCTTGTAGCTCAACTT
GTCGTGGTTGTTTGTGTGGAGCCGCACAAATATGGTGGAGCGATTGGATTTGGGACTTTG
CAAGTTTTGGGACTCTATCATCTTGGCGCCATAAACTTTCCTCTTGTGAATGCTGTATAA
TCCCTCAGTGAGGACTGGAGACTCCGCCATGTACGTCATGCGGAACTTGCTCTTCTTCCA
GCTGCGGTCGTTGCTGATCAAAGAGTCGTTGGCCTTCTCGATGTTCACGTCGTCGCCGAC
GCAGAAAACGTCGCAGGCAGCCTTAAAAACTTTCTTTGCCCATGTTCTGAATGACTCCTC
CTGGCCACACAGCTCATCTCCTTCTCCCATGCGTAGGATGCGCTCCCCCCCCAGCTCTTC
AAACAGCGTGTCCACAGCGTGGGCAAAGGCGCAGAAGTGTGGGTAGGCCCTGGAGCCAAG
GCCAAACACCGAAAACCTGACGTTAGCGAGAGGTCCAGTACTCTCAAAGTTAATCTTGGT
CTCTGGTTCATCGCTGGAGGACTTGCGAGTGTCTGA
>CL10317Contig1
GACGCGTCGTCTTTGGCACACAGCTCAGTATGCAAACATCTGCAACCAGAACAGGAAGGC
TAAATGGGTCAAGAAAGCAAAGGGTTGTTTTTATCTCGGGGTCTACTCAAGCTCTGGATA
GATCATTCAGCATAGTGGATGTTCCTACATCCAACAGGAAGAAGCGGCTTGAACGAGAGC
GCCCCCTGCTGATGTACAAAAGTGATTAAAAACCACCGCCACCTCCACACGTGGAAATTA
AAAAGTGCAAAATCAAAAACTATGTACACAGGATTCACTTTAGCTCAAGCCGGTTCAGCA
GTCTCCTCCAAAGCGACGGCTGAACCAGCTCGCACATCCAGCAGCGGTTAAATTCTATCG
AGCTGGATCAACAAAGCAAGTTTAAAGTAGTACATCCAACATTTTGTGCCCATTCAATTG
AAATTTAGGAGGGCAAACTAAAAAGGAAAAAAAAGAGCTACTGAAAAATGTTTAAGGGAA
AAAAATAAAAAGGGGGGTTTCCATAAACAGCCACCTGGTAGAATTCGGTTCAAAATTTTC
ATGTCATGACTTAAAACCATTTGTGTACAAATTAGTAAAAAACTGCGTAAAAATGTCTGA
AATGCCC
>CL10318Contig1
ACTGAAAATGATTTNTTTTTGCGCACATCCACATTATGTACACACAAACCGTATTACACA
ACATCTTACATTTTGCATATACTTTCAAAAAACAACATTCACAATTTTTGCCTACTGAAT
ATTAAAAATATAAACTTCTCCATAAACGTCTGTTAGATCGCTTAAACAGTAAACAACAAA
AAGCAGAGAAATAGAAACAAAACAAAAAAAGGTTACTACTGTGGGTATTTACACACAAAT
ATACAATTTTTTATAAAACTAGCCTTCAAATAAGCCCAACAAAAACCCATCGCACCAGAA
AAACTTTGTTTCTGGGCTTGTGAGGAAGGAAAGCAGTTAAGGCAATCTTGCAGAACGGAT
GATGAGAAGGAGGCGGAGTTTAAAGGGACCATCAGATAACCCATAATGCAAAGAAATCAG
ACATGAACTCGTAAGGTCACGAGGGGGCGTTCCTTCTCTTCCACTTCTTTCTTCTCACTT
ATTGAGGAGCATTTTGGCAAAGTCTGAGTTTGACAAAGTTCTGGGCTCTCCAGTTGTGTT
CACTGTCCCCTCCATTTTCTCAGCCGCCGTGCCGTTCTCCACTTTCCCCACGCCTGCTGC
TTGACGGTGCAAAGAGCGAGGGAGTAAGGAGAGCTGG
>CL10319Contig1
TTTTTTTTTTCAGTTTCAGATTTTTATTAGTAAGTTGTTTAAGAAAGATTTTACAGAAAA
AAACAAATATATAAACATAAGTTAAAAAATTGCATTTTGCACAGTCTGCGAACTGACAAA
TAAAACATTTCCTATAAAAATAAACACACAAAGTACAGTTTCATTTTTGTAGGAAACAGT



GGAAAACCCACGAGAATAACAGAGTTGAGATTTACTTAAGGTAGAAAAACAAATTGTATA
CTAAAGATAGAATGACATTAACTTTGACCTCACTCAACATGTGAGCACTTGTGACTTTAA
TGGAGGTAGCCACACTGACTGAAAAAAGCTTTAGACACACGCCAGTCCAGTCACAACTCT
AGACTTCAAAGTTGTCTGACACCTTAAGATATTATCTAAGTATAAAAAGTACATCATTTC
AAGCACTGTCAAACTTTATTACATCTGGAATAATTTCCAGGACTAATATTTTTCTAGGTA
GTTTTTTTTTAATGACTGGTGTTAAAAAATGTCCTATCAGAATCAGAATTACACTGGAAC
TTACTTGAAAAGAAACAATACAATAAGTTCTGAAGTTGGCAAAACTTTATACTCCCCTCG
TGCCGAATTCGGCACGAGG
>CL10320Contig1
GTCAAAGTTTAAAACGTAGCTTTCAACGACCCCACCGAAGGAGTTGGCATGGCTTTGAAG
AGAATACAGAAGGAGTTGAATGACTTGCAGAGGGACCCGCCTGCCTCCTGTTCAGCTGGA
CCTGTAGGAGAAGACATGTTTCACTGGCAAGCGACCATATCAGGACCGAATGACAGTCCT
TATCATGGGGGTGTTTTTTTTCTTTCTGTACATTTCCCCACTGATTATCCCTTTAAACCA
CCAAAGGTCGCCTTTACTACAAAAATCTACCATCCAAACATAAACAGCAATGGCAGCATT
TGCCTTGACATCCTGAGATCACAGTGGTCTCCTGCGCTTACAATATCGAAGGTTCTACTT
TCCATTTGCTCTTTGCTATGTGATCCAAATCCAGACGATCCTCTGGTTCCTGATATTGCA
CACATTTACAAATCAGACAGACAAAAGTATAACAAACTGGCCAGAGAATGGACCCAGAGG
TATGCAATGTGATGGACCTTAAGAAAAAACAAACCTCATGACAGTACTGTTCTACTGCTT
TATATACACTGGTCATAGCTGAGGTGTTTAAGCTTGAAGCACTTTGTCTTCTAATATCTT
ACTTGACTAAACTGTTTATTTCTTTTTCTTTCTTTTTTTTTTTTTACCACNGTTTTGCC
>CL10321Contig1
GCAGGNAATTCGGCACGAGGGTGGAGTCCATATTTATTGTTTTGGAGTCCAAGCGGCTGG
ACCGGGCCACGGATAAGTCGGGGGACAAGATTCCTCTGCTCTGCGTCCCATTTGAGAAGA
AGGACTTTGTGGGTTTGGACACCGACAGCAGACACTACAAGAAGCGCTCCCAGGGCCGGA
TGAGGAAGCACGTGGGGGACCTGTGCCTGCAGGCGGGCATGCTGCAGGACGCGCTGGTCC
ACTACCACATGGCCGTGGAGCTGCTGCGGGCCGTTAATGACTTCCTGTGGCTCGGAGGTG
CGTTGGAAGGGTTATGCTCGGCGTCCGTCATATTCCACTACCCAGGAGGCACTGCAGGCA
AGGCTGCTGGGTGCAAACCCAGCGTCTGCCAGCCGGTGGATGCAGGGAAACGCCACAGAC
CAGGCGCCCTCACAGCCAGTGGCATCAGCCCCGACACCAGCGCCGAGATCGGACGAGCAA
AGAACTGCCTCAGCCCCGAGGACATCATCGAGAAGTACAAAGAGGCCATCTCCTACTATG
GGAAGCACAAGAACGCCGGCGTGATCGAGCTGGAGGCCTGCGTGAAAGCCGTCCGGGTCC
TGGCCATCCAGAAGAGGGCCAGGGAGGCCTCAGAGTTCCTGCAGAACGCCGTCTACATCA
ATCTGGGCCAGTTGTCAGAAGAGGAGAAGATCCAGCGCTACAGCATCCTGTCAGAGCTTT
ACGAACTGATCGGCTTCCATCGAAAGTCAGCGTTCTTCAAGCGCGTGGCGGCCATGCAGT
GCGTGGCCCCCACCATCTCGGAGCCAGGCTGGAGGGCCTGCTACAAGCTGCTGCTGGAGA
CGTTACCTGGATACAGCCTGTCGCTCGACCCCAAAGACTTCAGCAAAGGCACCCACAGAG
GCTGGGCGGC
>CL10322Contig1
TTCGGCACGAGGCAGAGAATAGTTGTGTTTATGGGGGCACAACGATATAAATAGATGCAT
GTTTGTTTCTGCCAGAGGTGATCTTAGTGAGGAGCTTAAACATTACATTTGGATTTTTGT
TAGATCTCTTCCATCTAGCAGAAGTAGAGACCCACACACCTGACTGGTTTGCTGGTTTCC
CGCCCACATGACTTGCATGGATTTATGGTAAAGAGGTTGGCAAGGGAGAGACATGAAAAC
TTCTAAACAAGAAAGAGGGTCGATAAAATCGAACTCAAGACCTTCTTGCTGAAACCAAAT
TAGGAACTAAGCTTTTGACTAACTCGTTTTAATTGGACGTTGCATTAAATAAAAATGAAT
GTTTCATTTTTATCTTGCTCACAAATGTCTGTTAATCTGAGCAAAGCTAACTTAACTAAT
AGTTTAGGTTTTTGAATCATGTGACCCACTGAATCCAATCTTTACACATAAACACATTAA
ACAAAACCTTCAGAAAGTCATGTATTCGTGAAGTAAAGCCTTTTTTTTTGTACCAAAGAC
ATCTGGTTACCCCCCTACAAACAATGGATTTCCAGTCTGGAGTGCTACCTCTCTGCTGAA
TTGAGGTTTGTTAGTTCATGTCAGAGCTCGCAGAGAATAAGTCCATACAAACGCAGACTT
AGTCTCTTTACAGTTGTTGGTCTAAGCTGGTGTTTGTGGCTGGTTATGAGAAAACAGAAA
ATTACGTTTTATTTCCTAAGGAGCCATAATCCCAGTGTTTCCATGTGTGTCTTTCTAACC
ATGGAGTTCTAATATTTTGAATATTGGATTGTTTTATTTTTCTTATGGGATAAAATGACA
CATTTAATGTTTAAACACGAGCCTCAATTTTTAGCATTAAAGTAT
>CL10323Contig1
TGCCGCGGCTCAGAAAAGGTTGAAAAACACTGCCTTAGAGAACCAAAGGGCTCCTCAAGA
CTAGTTCCACAAAAACGCAGGTAAGCTGCTCATGCCAGCAGAGCGACCTGAGGACTTCAT
GTTGCCCTGTAACCGTATGGCATGCTACTTATTTGATGACCAAATCAGCTGATCAGGTAG
TCTCCTGGGTGATACGGTACGACCGCCAAAGTAATGGAGGACCAACTACAGGAGGACTGG
GATGAGGACAAACCCTACCCCTGTGTGGACGAAAAACAGGAAGGCGTGTTTCAGATGCAG
CAGAGAGCTGCAGCCGCTGCCAACACCAGGTTCTAACTGAGGAGCAGCTGCCGAAAAACG
CGTCTGGCACCTGCAGACCTGTGACTCCTCCTTAAAAACGGACATTTTCAGGTGTATGTG
AACCTCAGCGACCTCGATAAACGCCAGTGGAGCACATTTCTCCACAACCCTGGGCTGAGC
GCAGTTTTCACTCCCCTGGTGGGTCAGTGATCCACCTGGTCCGATGAAGGTGGATGTCTT
CATCAGACCAGGGGGGGGGGGTGNGGACTGACAAGCAGGNTCA



>CL10324Contig1
TTTTTTTTTTCTCAGTCATGCTTCGTTTTAATTCAATGGATTTTTCCCTCTGCTCAGGTT
TTTGTTTATTTCACACAATTTACAAAAGTGCTTTTTTTGTTTTTGTTTAAATAGAAATAC
CTGAAAATATTTCACTTTGAAAAAAGCCAAAAAAAAACAGTAAACCAATATGGGGAACCA
AAAAGGAATAGCTTTTCCTGACTGGTTCTGTTCAGATGGCTGTGGAAACGTGTCGTCACA
CATGTGGAGTGACTAGGATCCGTGGTAAAAACACACATACATGAATAAATATTGGAGTTT
TCATTTTGCTTTCTTTCTGGGCTCACTTTCTGAAGGGTCAGCATTGCGGTTCAGGCGTCA
GCTTTGACCACGTGTCCCTTTTACCAAAGTGTCACATTGGAAACATGCGCTGATTGTCAT
CAAGCTAAAATAACAAGAGTTTCTAGATTGAGTTGGAGCTGATTGGAGTTTTTCTCCTTA
GTGCTTGGATTTCGGGATCTACGTGTGGAAAAAGTGCTTTTTGTCCAAAACGTCCTCTTT
CTTGGGAAACGGAGGCGCGCCGATGCTCTGGACAGTTTATCCCTTTTGGTCGACTCTTCT
GCAGGCTCAGGATTGGTGGAGCTGCTCTCTCATTCTCACTGCGGTGCGCTCCCTCTTCTC
ACAGTGCTTCTTCAGGTCTCTGACCTCCGCCGGCAGCTTGCTG
>CL10325Contig1
CCCGGGCATTATGGCCGGGGAGACGGGTACGTCTCTGCCAGTCATGGCTGCTTTGATTCA
AAGTTTGCTGGAAGAAATCTCCAGAATAGAAGATCCAGTTGAGGAGTTACAGAGCTTAAA
AACGGCGCTACTTTCTATATCCGTCAGTGCATTGAGAGACTCAGTGAGCGGACAACCGTC
TGGATGTAATATTTTCTCTGCTCAGCTCCAATGACAGGCAGCAAGTGGAGCTTTGTGTGG
AGATTCTGGACCGGATCCTGATGGCCCTCAGCCCTCTTTATCTGGTCCAGAACTACAGGA
CAGAGCTGCAGGGAGGCTTGACCCATCCAAATGAAACCGTGAAGATTCTGGCTTTAACGC
AGATTGGCAGAATGGTGGATCATCCAGACGCCGCCACAGAAATCCTCAACAACGAGGACA
TTCTAAAAGCTGTTATCCTCTGCATCAGAGAGGAAAAGATGTCTGTGGCAAAACAGGCAA
TTAAATCCTTGTCTAAACTGAGTTACTCCAAACCTGGATTGGACAAATTATTCCACAGCG
AACTTCTTAAAGCGATAAAACAAGTGATGGGTACAAGTGACATCATCCGATACCGAGTGT
ATGAGCTTTTGGTGGAAATCTCCTCAGCATATCCAATTTCTCTTGGTTACTGTGCCAACA
CTGGCCTTATTTCCCAGCTGCTCAGTGAACTGACCGGTGATGATGTGCTGATTAGGGCCA
CAGCCATAGAGATGGTAACCTCACTGGCTCACAGTCAACATG
>CL10326Contig1
TTGACTGTCGCTTTCCGCCCCTCTCTTCTTCAGAGGAAGCCCGCTTGACCGCAGCAGCAC
AGGCGAGCACACAGCAAAGACACCAGGCTTTAAGTTTGAAATTATCTCGCCCTGCGTGGG
AGTTGGACTTCAGCGAAGCGGCAGAGGAAAGTTCGGTCTTCATCGCTTTCCGGAACCAAC
GTTCAGGTGAGGTTAGGCCTCCGCGCGGCTCTGTTCGCCTATGCTAACACATTAGCCTGT
CGTTTGAAATTATTTCAGAAAACGACATATAATAAAAACATGAAATAAAAAAGACAGATT
AAGTCCAATAAACCGAGATATTATTTCAATGCAGAAATAACAGATTTAAATTAATGAAAG
AATTCCAACTATGTTATTTGTGTTAATGTCGTCGTGGGGGAAAGCTCCCTGTTAGAATTA
TTATTTATTGAAGTTTATTAAAACCTTTACCTAACTATAACTTTATTTTGCACCATTTTG
CAATGTACTGACCTCTCCGCCTCTCTGAAACAAGTGAAAAGCAGATATCTCCCATTTAAA
TATTTTATTTTTGTGAAATCTGAGAAACATTCAGACTCGCTGAGCTCCTTTAAACTCCAT
GTTTTCAACTGACGCAGAAAAAAGGTCAGCTCTTCCTTGAGATTTCTGAAAGTACCTTTT
GTTTTAGCAGCTTTTAAATCTAATATAAATCTTGTATAATTTATTATTTAATCTGCAATT
TGCAAATGAATGTTTGAAATTTCATAAACTGCTCTGTAGGAGCTCAGAAAGTGGGAAAAC
TTTCATAAAATCATTCATTGGCCATTTTTCTACTGTCTTTCTAACCCTTGCTTTAAAATG
TTCCTCTGGCTTCCATCTTACAGCTGTTCTGGTTTTGTAGACTTTGGACCAAT
>CL10327Contig1
TTACATCCCTGCGCCAGCTCCAATATTTACGTGGCTTAAGGGCAACATGTGCACAGTTCC
AGAGATGAAGAATATAAGGCTGTGAATTGAACATCCTGTAAACATGTGACCAAGTTAGAA
ATACCGAATGCAAACTTCACTACTGCACAATTCCACGTTAAGGTTTTGATGTTGGTTTCC
ATCCACCCGTCCACAAATTGTTGTTACCTGAGGGGGGCAGTGAGCACCCTGGACAGGTGG
CTATCACAGTGCACTTGGGGTTTCAGTGTTACTTACTATGAATGTCATCAGATCCGAACC
TTCAGGAGGTAACTTATCAAGATGTTGTAGGTTCAGATAACTGTTGAGAGATGTGATCCA
TGTGTACGAATCTCCTCTGACGGCATCATAAACACAGTACAGTGACAGCAGTTTCACAAA
TGTCGTGTGAATGTTGCAATCACAGAGTCAAGACACACAAACCAGAAGTCCAAGCCACGG
CTGACATCGTTTTTAGGCATGTAGCTCCTTTTTGTTTTTTAGGTTTGTTTTTTCCTTTGA
CCAACCAGTGCAAAAATCCTAAAAAATATGAATATTCAGTGTAAATATCAAACAAAGCTG
CTTTCAGGCTATAAAAGAAAAGTAAAACGCCTTTTAACTAACCCTTAAGTAAAAAAACAA
AAAAATTGAAGACATAATTATACATTTAACAGATTCTGTGATACATTCTGGACTCACAAA
AACTTTGTTATGAATATCATAATGTGATAGAAAAAACACAATCTTGTTGTATTTTTGATT
ATTTTTTCCAGTCATGACACTTAAATTGAAGCTGCCCGTGAGAAAAGAGCGTCTGTCCTT
GTTTTTCTTCGGTTACTCTTTCTGTGGATAAGGTTCTAAGATGAATTCACCCCCTTTTCC
TTCTTCATGTGACTGTGGTTTCAGACACTGAATGTTGAGTTCTGTTTTCCTNTTATACGC
TCCATTTACTGAGTCATCACCTTGTGAGTTTTCTTCTTATCATGTGCTTTTCTCAAAGAA
GCGCCCGCTGCTGTTCTTCCTGCAGGAATGCCTGTTTCTCCATCAGTTTCCTGAACTGTC
CTTCCCGGTTGCTGAGCAGCTCTGTGGGATTTCCACACTCTGCGATGTGCCTCTGATCCA
GCACAGCGACAGTGTCTGCGTTCTTGATGGTGGACAGGCGATGAGCAATGATCACCAC



>CL10328Contig1
GGCTCGTAGTGTAAATGCTAACTATTNGGTTCGTTTTTAACACGGAAAACACATTTTAAA
TAAGGCTAGCCATAATGTCGGCTGAGGAAAGGGGCTTCCCTGCACCCACAAAGTTCGGAC
AGGTTAGTCGATTTACAAACGTACAACTACAACGCCATGATACGATTGAGTAGATGTGCG
CATGCTCCACTCACTTAGCTAGAAAATTGGATGCTCCTATTCTCACATCATCCCCATCAC
TGTAAGGATGCATGCAAGCCACCCAGTGCACCTACACAGCAGAGGAGTACCAGGCTGTCC
ACAATGCCTTGCGACAGAAACTGGGACCAGAGTACATCAGTACCAGAATGGCAGGAGGAG
GCCAGAAGGTGTGTTACATTGAAGGACACCGTGTCATTGGCCTGGCCAACGAGATGTTTG
GGTACAATGGATGGTCTCACTCCATTTCCCAGCAGAATGTCGACTTTGTAGACCTTGTCA
ATGGGAGGTTTTACGTGGGAGTCAGCGCCTTTGTCAAAGTGCAGCTGAAGGATGGGTCGT
TTTCATGAGGACGTGGGATATGGAGTTAGTGAGGGCCTGAAATCTAAAGCTCTGTCTCTG
GAAAAAGCCA
>CL10329Contig1
GCAGGCTCCGATCGCGGGTGATAGATAACTCGCCGCTAAAAGGACAGGCACGACCCACGT
TCCGGATTGCCGGGTTGCTGTTTCTCCCACGAATCTTTTATTTTTACCCGGTGACAGAGG
GATCCGGGACACAACTCCACGTTTTTTCCCAACCTAAATCGGCTTTGGGTGCTTGACCCG
TGCAAACCCTCAAAGTAAAAAATGCCTCCCATCGGGAACGACGCCGGGAAGAATGACCTC
AAAATGCGAATACAGCAGCTAATCGAGTCCAACGCAGTGATGGTTTTCAGTAAAAGCTCC
TGTCCGTTTTGCGTCAGGGTGAAGGATTTATTCAAAGAGCTGAAAGTGGAGTGTAACGTG
GTGGAGTTGGACCTCATAGAGGAGGGCACAAACTACCAGGAGATGCTGCTGGAGCTCACC
GGACAGAAGACGGTCCCCAACGTTTTCATCAACAAGAAGCACGTCGGCGGCTGCGACAAA
ACCATGCAGGCTCACCGAGACGGCAGCCTGCAGCGGCTCCTGGGTGGACAGACGGAGGAA
AACCAAGAAGACCAAACGTACGACTATGACCTGATCGTCATTGGAGGAGGTTCAAGAAGT
CTGGCATGCTCCAAGGAAGCAGCCAACTTGGGG
>CL10330Contig1
GCTTTAAACAGTCTAAACGTTTCCTAGAACTTGTGACTAGAAAAGTTTTGTAAGTACGCT
TCAAAATTAACTTAAAATGTTAGGCGGGGATGCATGAAAGAAAGTAGCTACTTGTACTTG
GCACGTGTTGCCTTCTTCTTGGAGTTGGACAGTGCTACTACATTTTTACAATTAAAGTAA
CGACTTTACGCATTATTAAAGTTACGAAATGCGTGTCGAGTGGCGCGTCCAAATATGATT
CACACGAAAAACCCGCTGAAAACCAAAGTGGTCCGGAGATGGTTTATCCCCATAGTTGAC
GTTCACGGAAACTGAAGACTTATAGATGATGCCAGAGATGGAAGATTCTTCAAGAGTTGG
TGACTAAGTATTACCGGTAGTCATCATTTCNTGATAAATACAGGTTGTTGGTGAGACTCC
TTTGTGTCGAGTGGGTGAAGGATTGGCACGCATTTTTATTGTACCAGCTGTTCAACTGTT
GCAATTATTTGTAAAATTTGAGGTTTACCTTTGAGCTTGGTTAAATTTTAATATATCCGT
TGACTGTCAAAATAAACTTGGATTTCTGAAGTGAAAAAAAAAA
>CL10331Contig1
TCATTAGGAGGCCGCCCCCCCCTTCTCCAAAACCATTCAAAGCCAGTCAAACAGCAGAGC
CCAGCAGCCCCTCTGAGCTCTGCTGAGATTAGTTTTCCTTCTTCTGGGTGGAGAGATGCC
GTCAAATGTCTGATGGAAATCTTACCAATGAGAAGGTAAGTCAAGGGCAAGAGACTTAGT
TCTGTGTTGTTTCAGTCTTCATTTGTGTTTTTGACGAGTTCATGTAAGAATATTGCAAAT
AAAACTGCCAGAAATGGTCAGTTTATCTAAGAAAAGCCCTGGTCTATACAGACGGGTGAT
GAAAACTATACCAATATAACAATTCAAAATGAGATTGAAAATCTTGGAATAAAACATTTT
GCTTGCGACCGGAGGTAGCCTTATTGGACTAAGGTAAAAACGACCAAGTGCTTAACTGTG
GACAACGTGTGACGGCAGCAAAAACTGATCATTCCAGTCCAATGTGTGGAAACACCTTTA
GCAAAGTCATGTGACCATACGGTATGCCCTATGTTCCCTTTGGATTCTTTGGATGTGGAA
AAACAATGTTGGGCTGAACTTCAGGAAACTAAAATGTGAATGGATTTGATATTGACAAAT
GTTTTAGTCATTGAGTTTATAACACAGCTAGACGGAGCGGATGCGATGTCACCAGAGAAA
ATGACTCCAGCTCCAACCAAATCAAATCGGGACGCTTTATTTTTTTTAATTATTTATTTT
TTTAAAAACCATATGGACTTTGCCATGTTGGAGCCCGACGTTGGTAAGCAGTGATCGGAC
CAAGTCAGTCAGAGTTATTGTTTCTATGGCAACCACTCTTACTAATTTAGGAGTGAGTTA
GTTCGTTGTCCACACCTTTTCTGCTGAAAGTTGGCTCCACGAAATCTGTCAAACAATTTG
AACGCTCAATGTGAAACCATATACTCTTACTGAAGCCTCTGGTCAGTTTGACTTGCAATA
ATGAAAGAA
>CL10332Contig1
GGCACGAGGGTTACCACAACAATCAAGTCTTCTCCACCAAAGACCGCAACCCGGCACCCT
CCATCACCAGCTGTGCCATGTCCTATCGAGGAGGCTGGTGGTACATGAACTGCCACGAAG
CCAACCTGAACGGCCTCTACGGCATCGACGTCAAGCACCAGGGCATCATCTGGACCTCGT
GGAAAGGAAAGGACCACTCCATCCCAGTTCACTGAGATGAAGATGAGACCGGCCGACTTC
AGACCTCCTCCCAAAAAGTGAAGCCGAGGAAAATGATGAACTGCTAAACACACGCTTAGA
CAGCAGTGTGTCCAGATGCACACAGAGCTGTGCTTCTACATGAGGAGAGTTTTCTGGGTC
TTTTCCATTTGTATAAAGTCAGTTATAGTATATTTTGTGCAGATTAATTCTCTTTTGCTA
AATGTAGAGTTCCTCTTATTTTTCACTTGGGCAGCTCTGATGTACGTCATCTAAAAAAAA
TCTTTTGCTTGAACTTTTCTTTCAGGAATTTTCTTTTTTTTTATCTCTGTTAGTCAAACT
AAATGTCAGACTTGGATGTGACAAACTTTAAATTCATTCTGCTTCAGCTCAGCAGCGCCC



CCCTTCAGTACTATGAGGTACCACACTGTGGTGCTCCAACAACCAGGAGGTCAGGTCTAA
CTTTGCACCTGCTGGAGTTTCCTCACCGAGGTTTTTTCTCTCCGTGTTGCTTTGTGCTGT
TTCAGTTACCAGTTATCAGTGTTTTATGTCTCTTTCTATGTATGGGGCCTTAAAAAA
>CL10333Contig1
CCAGCTGCAACAAGATGCAGGCTCTTCCGTGCTGCACTTTCAAAGGGTCAAAGAGTCCGT
TCGTCATCGCCCAATTGTTTCTCAGCCTTGCAGGACTCTTGGACGAAACAGAGGGTCCCA
TCAGGGCCTTAAGACTTCAACACGTTTGTGTTTTCAGCCATCAGTGTGAAATAGTGCAAT
ATTGATGGGTGCTTGATGCTCAAGCAAGACGCGATATTATGTTTTCGGCAGAGTTTTTCT
TAGAAAAAAAAACACTTTTATAACATCTTCCTCATATTTAAAGAGAATATAGATGCTTTA
TGATAATATTGTATTACAAATCTGTACTAGTAATTCAAGGAATTCATTCACTAGATACAT
TGTTCGCACAAGTCTCCATATTTGGAGCACTCTGACAGGTAGATAATTGTATTTCAATAA
AGATTTTATAGAATTAATAATAACGTACAATTATCTCTTAATTGTTCTTCAGGATACTTG
TTATTACTCTGAGCTCTACAGCAACAGATAATAGAACCTCTTGTCTTCTGTAATGGTGTG
TTACTGTGACTCAGCAGTATGTACAACCAGCCAGTCCCCCCGCCCCTCTCAAATCCCCCC
ACAGGTCTTCTCATAGTGCGAGTTACTCGTATGGAACACACATTTGTGATTTCTTGTCAC
AACATTGTTTTTTATGTTGTGTTTACCTCCTGTACATGAACAGTTTTCACAGCACAAAAT
GAATGTGACTTATTTTTAATAAAAAC
>CL10334Contig1
GAGCCCCGAATACTTCTTGCAGTTGTGATCAACTTTCTAATCTTTATACACATAATCAAA
ATTCTTGTGTCCAAACTTCGAGCACACCAAATGAGATACACGGACTATAAATTCAGGTTG
GCCAAGTCAACTTTGACCCTGATTCCATTGCTGGGAATCCATCAGGTGATCTTCATCTTT
GTCACAGACGAGTCCACTAAAGGCACCATCAGCTTGCGTCTCACCAAGCTTTTCACCGAC
CTCTTCTTCTCCTCCTTTCAGGGTCTTCTAGTGGCCATTTTATACTGCTTTGTCAACAAA
GAAGTCCAGTCTGAGATCCTTAAGAAGTGGAAGCGTTGGAAGTTGGGGAGGAACATTGAG
GAGGAATATCGGCACACCTACAGCAATACCCCCAATACAAAGTCTGGCAGCCTGCTGAAC
CACGTCTCTCGGCTCCCTCAGCTGCCAGACATCACCAAATCCTCTGCTCCAGTTTGCAAC
CCTGAAGAAAGGTGCATGCTGGTGCCTGGCTTGCAAAACGGTGTGGTAAACTCCAAGTGT
GCCTCCCATACGCGTGAAGGAACCATCAGCAACTGCACCCTGGTGGAGGATATTAGCCTC
ACAGAAAAGGCGCAGTGTAACGAAAGCCATCGAGAGAATGTGGAGAGCCTCCTTTAAAAG
ACAAAAGGGACGGAGAACTTGATAAAAGGCTTGGATGGCTTTCCTTTCGTTGGAGCTTTC
GTCCAGCTTTGGCTAAATGCCCAGGATGTCCTGAAAAGAACAGTGTTGACTGAATCACCC
GACAGAGCAGACCTTAGCGGTCAGCATCGCTGGTATACAGAGCAGCACCCAAACCCCGTA
AAAGGACAACAACGTCAGACATCTGCGCCCAGATGCCCGATGTGCCGTGAGTCTCCTCAA
TGGATTGATGCTTGCTGTTAAAGTATGTAAAGCTGCTTCTTGTGAACCAAGT
>CL10335Contig1
CGGCACGAGGGAAAAGTGAACTCTTTGGCATCCCCTTTAAGAGCCATCATGGAAAACAGT
GGAGACATTGTACCATTTATGAAGGAGGTTCTGAAGGAGGGGCCCAGCAGGAACATGGTG
AAGATCTACGCGCTGGGCTCTGCTCTGACCCTGCTGGGAATGGTCGGCGGAATGGTGGAA
ATGATTCTCCTGCCCTTTTCTGGGGACAGCCCTGCTGATGGCAAACAGACTGCTGAGCTT
TTCATGGACAAGAAGAGAAGGGAGAAGCTGCTGCTGAAATCCCACCATGTCCAGATCCCC
ACTGAAGCTGAGGATATACTGAGCGTGGTGGTGCCTGAGGTCAAGCCCAAACATCTGGGC
ATGGTCACAAGGAGAAGCTCGGCCACTCGCCTGCATGCTTCCTAAAAAGACTTTCTCACT
TTAACGGAAATGGACAATGGCAGACCTTTTTATTTTTATGAATTTCTAATTTATTTTAGT
TTTGGTAAAAATGTTTTCTGCCCCTTTTTTTAACAGAATGTCAGATGTGGTGATACACTA
AAAACTGCAGGACACAGTGACCTCAGGCTGCTGGGCAGCAGATTCTAATATGGATCAAAT
ACCATGGGAAGGAAAGGGGAATTGTGCAATTCAATTTATTGTGTGTTTTAATAAAAATGG
TGTTGTGCTAACCACTGGTACTCAGATTATAGGAAAATAGTGTCTACTTAAAGAGGCACA
TTTGCTGCTCCTGCACTGAAAAATCGTGAGAAATTGAACAAAACTTTTTTCTTTTAGTCT
TGCTTTGATGGCATCAAGTATTTGGTGATTGAGGTACTTAATAGATGTCTGTGCAACAAG
CCTGAATAAAA
>CL10336Contig1
CGTTTTTTTTTTTTTTTTTTTAACTTTGAGGATAACATTTTTATTCAGAAGTGTAGAATG
AATTTATTTGATGTTTCCTTTTGATAACAAAAATTTGTGAGACTGTGATGTTTTCTGCAA
AGGGGAAAACAAATATAAATATCTGTTTCAACACATTTTCAGCTCAACAGAAAAATGATA
TTCAATAAATTGAAATGGTTAAGACGATATTTTTACACTGAAAAGCATAGCAGTAGTATT
TCTCACAGCAGTTATTTTTTTAACCCTTTGAAGCCTGAATTTATTAGTTAAAAAAATTCA
TGTTTTTGCTTTCAAGTAGATGCTAAATTAAGGTAATTTTGGAGCTTAAGTGGTCGGATA
TTTATTTAGGGTTAACAGGCATTTTATGTTCTTTACAAGACATCTTATGGATTTCATGTT
TAACAGAAACTTCATGTGCAAACAAGCTGCATTTTCATTTTGTTTCAAGGGCATTTTTTT
TATTTATTTTTCATTTCTAACAAAAAAACTGTCACTATTAAGCCCTTTTTCTAAAAAAAA
AAAAGAAAAAGCTGAAACAAAATATCTCCTGGTTTCTGTTCAAATTTGAGCTAAATTCAT
AAAGGGGTGTTTTGAAAGGTCTGTCTTATTAATGCTTTATTCTATTA
>CL10337Contig1
TTTCTGTTTATTTACATAGGCGGTAAGTGTAGGGAATCTATTTTCATCAGCATTGTAGGA



TTATTTCGATTTAAAGTTTTTCCTCTGAAAAACATTTTTATTCAACTGAAGTACATTCCT
GACCTTTTAATGACAATTATTTCAAGATTATTTCATTTTTTTTGCTTGTTCTGAAATAAA
CTTAGGTCTCCAATTTACCTCAGTCCCTTAAAAAAAAAAACTTGATCATCTGCGGGAATT
GAAATGACGTTTCTATTGGCAATCCTCCCAAAATAAATCCCCTTCGTATCCAAAAGTCTG
CAGGAAGCCGTAAAAACGACTGTCCCGCGCCTCCAGGGATTCCTGCTGCAACCTTCAAAG
TAAAACGCCAAACAAGTTTGACTCATACATAAGGAGCTGACATTCTCTAAGCCCCAGAAA
CTGAAAAATGAATGAAAAACTCGCTTTTTTAAACATTTGATGAAAACTGAANAGGTTTTT
GGTCCTCTCCTCTTCATCCTTTAGTAGGTCAGNGAACCCAGCACTGAGCTTTCATTTGCA
GCCTCTTCATAACATGAAGTCCTATAAAAGAAAACGAAAAAAGCACTTGGATATGGTTTT
ACCTTAAACTCCAACACACGTCTATTAAACGNGTTTAGCANCTGTCGATACAATAAATAG
AAGAGTGAAACTGATTCTCCTGAGAAACTACNGTACAGTAGTTAACTTTCTAATGAACNC
CAGACGATGACAAGAGGATTAATACTGTTGGATAGGTCTAGATTACAATACACCATACNG
GCTCTACGTA
>CL10338Contig1
TTTTTTTTTTGGGAGGGGGTGGTCTGTGGAAGCCGCAGTTGCTGTGTGTTTTCTGTCAGT
GAACGCCGGCGGTCTTACCTAAAGAGGCGTTACGATCCAGGAGGAAGCGCCGAGGCTGAG
CTGAAGGGGGAGGACGGCACCGCCGAGGAGACGGCGCTCATCCTGGTGCGAGCGTTGGCG
GAGGCTGCGGCGTTGACGTCGACGTCGCTGCGAGAGCGGTGGAGCGAGCCTGGAGACGAG
GCCGTGGCGGGCTTCCTGGTGGAGGGGACCGCTTTGGATCTGCTGCTTCCAACGCTGTTC
TTCACAGACAGGGGGCGATTGAGGCTCTCCTGAGACGAGGAGGAGGAGCGGTCAGACGCG
GGCAGAGACATCAGACTGTCTCCGCTCCTCAGATGAGCCTGCAGAGCTTTCTGATAGGAC
GACTCCAGAGCCTGGAACAGCTGCTCCGCCTCCCTGCTGAAGTGGGCGTGGAAACCCCAG
TAACACTTCCTGGCCACAGAGCGGGCCTCTGCATCGGCATCATGAATCCCTTTCTTGATG
GTTTCCATGAGAACGGCTACGTGTCTGCGGGAAGAGGAGTCGATGACCGAGAGAAAGACG
GATGGAGAAAC
>CL10339Contig1
ATTTTTTATGACAAAATGAAGACAGAAGCTGCTGAGTTTCACCATGTTTGCAGACAGCAC
AGCTCAAGAACAATGACTTTCTAAGACAAGTGGCCTTTTTCTGTGAGGATTCTCAGGTCA
GAGTCACTGAAAAGGTCTTAGAAAAAAAGCTTTATCATCTTCTACTTTAATACATATTAA
GAAAGATGTTTCACTACTAATACAACACAATTTTTATACGCACATTGAATTTTTTTTTTC
TTAAAGCACACAAAAGTTTAAAAAACTGATATGCCCCGGTCTGAAGAAGACTCTAGAAGT
TTCTACAAAGCATAATCTCACCGGTATCAGCAATTTGATCAGCTATTTGCAGGTATTTCA
GTCGGCATTCCAGCAGGTAAAACAGCCTTTTCTCTTGTAGACGTCAGAGAAAAGGTTTAG
TTTGAGGACGAGCAGAGGGGCCTTTTTACTCTTTATTTATTTGTTCCTAATTTTATCGTA
CACGTCTGGGGTCCTGTGATGCAAAGACTGGTATTGCTCGTCAGAAACGTCATTAGGAAC
GAGCTGTTGTTTATCAAATCGTTTTTTCTTAGAAGGGCCTCGACC
>CL10340Contig1
TTAAGCAGGTGACCTTAAACGCGACTGATCATGACGAAGCAAAGAAAGAGTACCGTCACC
TTCAGATCGAGGTGGAGCTACTTAAAACCCTCCAACACATCAACATTGTTGGCTTTCTGG
GAACTTCGCTTGATCAACACGTGGTCTCAATTTTCATGGAGTACATCCCAGGAGGCTCCA
TTGCCAGCATCATTCACAGGTTTGGACCACTGCCGGAACAAGTGCTGGCTCTCTACACTC
AACAGATCTTGGAAGGGGTGGCCTACCTCCACCGGAACAGGGTGATTCATCGGGACATTA
AAGGAAACAATGTCATGCTGATGCCAACAGGGGTCATCAAGCTCATAGACTTTGGCTGTG
CACGGCGTCTCAGTTGCTTAAACAGCACATTTGGTAACAGTGCAGAGCTGATCAAGTCGG
TCCACGGCACTCCTTATTGGATGGCTCCCGAGGTCATCAGTGAGTCAGGTTACGGCAGAA
AGTCCGATGTTTGGAGTGTTGGTTGCACTGTTTTTGAAATGGCCACAGGGAAACCCCCTC
TTGCACACATGGACAGGATGGCAGCTTTGTTCTATATCGGCGCTAGGAGAGGGTCGATGC
CATCTTTGCCAGATGGATTCTCCCAGAATGCAAAGGACTTTGTAAAAATCTGCTTGATCA
GTGAGGAGAGACTGCGGCCGTCAGCTGGTCAGCTGCTGAAGCATTCTTTCATTCCTCAGA
GGGATTCGTGCTGTCTCTTTGGAAACATGGAGGCAGAGAAATCATCGGCACCAGCCAGAC
ATCTGTAAATTTAAGACGGTTTTGCCGGCCTTCCTCCACCTGAACCAATCCTTCGTTACG
GACTGGCCCTCAATCACCATCAGCATCAAGACCAGTCTTCTCTGGTCAAAGCTTATCCCA
CCAGCACGCAGGATGCCTTCAGCCCAGAGCCTAACTGCCAAAGACTATGGACTCATTTCA
TGCACATTTT
>CL10341Contig1
GCGCAAGCGTTGCTATATTATAGCACGTGTTAAATGGCATGATTAAGGTGAAAAAGTTCA
TAGTTTGAAATTTAAAAGGATCTAAAAAGTTTCATCCGATGGAGGAGGTAGACGTTGAAC
CGACGATAACCAATATTCCTGCACTCAGAAGAGGAAAGCATATGGGCTTTGCATGGGGTC
AAGGTAATATCTTTGTCTATGAGACCCTCTTCAAAGCAACAGGTGCAACAGGATCTGGTT
CCCCCTTCATCCATGAAGTCCGGAAAGATGAAGACATCTACTCTCCTATTTTGCGCAAAC
TCTTTAACGAGTCGCATCACATTTTTGTTGGCTTGCAAACAATCAGGGAGGATCTGCCCA
GCAAGAACAAGAAACCTCAGTTTGTCAGCATCAGTAAAAACTATAGATCTGTTATTCGAG
CCTGTATGGAGGAGCTGCAGCAAGTTGCAGTTTCCACAAAAAACGCAGAGATGTCCGTAC
AGTATGGAAACCAGGTCTCCATTCTTTTAGCTATAGAACTGATCTGGAATCTGTGTGAAG



TCCTTTTCATCGATGCTGCTCCTGCCGGCTCGCTCCTGCTTCACCTCCTGGACTGGGTGA
GGCTGCACAAGGCTGACGTAGA
>CL10342Contig1
ATTCGGCACGAGGCTCCCACCGTCCCTCCCACTGCCCCTGAGCTGGTAAAACTGGCCTTC
ACTCTCGACTTCACTGCCAGGGTTGCTGGACTCTCAAAACAGAATGTGGGCCATATTACG
TGCCTTGGGAAAAGCTATCTGCAGAATCGATTTGAATACAAACAGGTATGTTCGGATCAT
CCCTGGTCTGACAGCGACTAAGAGGAAGCGACCCCCTAAAGGCAGCATTTAAAAATTCTT
CCATCGCACTAAACCGCTGGTGGACCACGACAACATCAACCGCTCGCAACTTCCTCTTCT
TAATTTAATTAAACACGCAGCAGCTTCTAATCAGATATGAAAATATTACAGTTTTTTTCT
GAATTTTAATCGTCTGTGACTTAAAGAATGTGATGTAGCAGAGTGTTTGATAAGATGTGC
ATTTTCTAATGTATACAGATGTGAAGGATCTACTCAAAGAGTGAGATCTGAGCTTGCACA
CAGGCCAAAGCACAGAACTGTGAGAAGGCAGCAGCACTACAAATATGTTCCTTTTTATTT
TAATTGTTGGTGCAGTAATTGTACAGATATTAATATATAAGAATATTTTAAATACNGTAT
GTTTATGAATGCAGGCATTCATATTTTCTACTAAAAAGATACCTGATGTCAAATTTTTAN
TATCGTAAAAAAAAAAAGCG
>CL10343Contig1
CCGCTCCTGTTTGTGCAGCAAGCAGCAGCTTCTTTTCTAAAAGACGGATTTGTGTCCTTG
ACAGACGTTTACAGCACCACAAAGGCGCATCCTGAAGACTGAGGGACTGTTATGGAAGAA
CTGTACTGTTTTGTTAAAGCATTGGATGCTTTTGATTTTTTATTTTCTAATATATAACTG
TAAGCTTTGGGCATATCACTATTTGTAATCACAGATAAGGTCATGTAACGTATAACGAGG
ACTGAATTAACAAGGGTAAGTATGCACACCTTGTGTTTAAACAAACAGAACTCCACATAG
GTGAGGGTTCACGTGGGAAGGTTTGTACAGGGTCCATGCACATCCACCGTTTAGGCAGAC
GTTTGTCTGCTTCAGGGTCAGAAAGGGATTCCTGAGTGAAAGTGACATTTTCACACAGAG
TGAGGCTCTCAGCTGGACAACGGCATGAACCGGACTCATCTTCTGTTTGTGGCAGAGAAG
AAAGTGTCATTGCGAGGTGGAAAGGGGCACGGGGGTTTCTGTTGGGAACCAGGAAGAGGT
CTCACGTTGTTGCGTCAGCAGATGATATTTATGGATAAAAGACAGAGTTGAGGGCGGAGC
TTTTATCAGGAAGGTGATCCATCCCGTTAGACCAGGACTAGAACACACACGGTTCTTCAT
GATGCGGTTCTTCTTACTCGCTTTGAGCACTTCAGAGAAGAAGAAAACGTTTAGGAGCAG
CAGAACCAGACTGTGGTTCTGGGGAGCCCGGCTGCCCTCCACCCCCACCCCATCATGTAC
ATTTATGAATACATGTATAAA
>CL10344Contig1
GGTCGTCTGCTACATTCTTTAAAAGGTTTCTGTTAACTGCCACCATGCTGCTAAAGGTCA
AATACGGAAGTACCAAAAAATACATCCGATTAAAGTCAGGATTTCTCATCTGTGAAGTAA
AAAACAAGTTTGGAATTCCGGATGGAACTGAGCTATCACATTTTTGATGACACAGCAGTG
GAGGAAGATGTTCTTCTTGAACTTATAGAAAGCAAACCTGACCTGTGTCTGACTGTTAGT
GACAGCATATGAGATAAACATTCTCGTCCATCCACCCTCCCTGAAGAACAGTCAGTCACT
TTGAGTGTGACTGACTTCTTGAACTTCTTGAACATTTCAATGAGCAGTTTCATGCGTACA
AAGTGTTCGTAAGTACTCAAAATGAGTTCATTAAAGCAGACAGTCTTGCCATTCACAGGC
CGTTCAACTTACAAAGTGCCTACAGTGAAGACGACAGCATTTATATTGTACCTTTGTCTT
TGTTGTAATGATGGTCAAGTTTACCTTGTGCTCAAAATGTTATGGTGCTTGGATGATCTC
TTACTCTTAATAAAGAGTTCAAAGCTTTCTC
>CL10345Contig1
CGGCACGAGGATTTAATTTAGTCATTAAGTCACAGACTGCTCTGAATCTTTGTCATGCTC
AATCTTGCAGCGTAGTTAGTCACTTTCCAATTACTCAGCCAACAGTGTGTCAACTCAAAG
ACATAAATAGGCCTGAATGTGACAACTCTGTGCATGTCTGTGCATGCATCTCCTTCAGTT
TGTTTCCTTTCTTCCCCCGTCTTTCTGCCTCTCTGTTTATCTGCCACACCAGAAATGTCC
ACAGTGAGCACGTTTAGTTCTGCTGAACTCTTTCATGTGCAGCTGGATCAGAAATCTGTC
CCTTCTTTTGATCATAATCTGTGAAGTGTATGGCTGAAATCTGGGATGAAGGCGGTTGGT
TTTATTAGGCTTCGTATTAGTCAGAGCGACGGGAAAGATGACCTTTCTCTGCTGTTTATT
TTGGGAAGGCATCAGGAAGAATGCTGGAGCAGCTGTTCTGTTCCTGCTGGCAGATCCCAC
CCCTGTGAATTCCAGTCTGCACTGGGACGGCACTCCCTTTAGTCATGCAGAGGTTTGGGG
ANGGGGGGGTATGTGTGCTTTGTGCAGTGTACATTTCATTTGCGTTTTTATGGGAGAAGT
GCAGCANAAGTAAAAAAAAAA
>CL10346Contig1
GGTCATTTTAAGCTTCTGTTTGTGTCAAATAAAAAATGTAATCCCTCAGCTCAGGTACTT
TTTTTCAGAAATCAATCTCAATATTTCAAATGATTCTCTAAATACTCATTCAAAGAAAAA
GAAAAAAAACTTTGTAAAAGACCTGAAGCTCGACAACCATAAAACATGCGTGGCAGTAAC
CCAGGGGGATGTGTGTGCGCTTTGGGGGGTTGTTTCGAGTGTGCTCTCCTCCTGTGACAG
GAGTGGACATGGAGCAGAGGAGAAGGATGGCGAGGGAGTGCAGGCATGCGTAAGCAGCTT
ATCCACAGATAGTGATCCCAGCAGGAGAAGCAGCAGGAGGCTGACGACTGCTGGACCATT
GATGTAAATGTAGAAACTCCACAACAGAGGCTCTTTTTTTATCACTCTGTTCAACTGGAG
ATCACAACTCAATCTCTGTGGAGTTGTGTACCAGTGTAGACCAAAAAAAAAATGAAGAGA
TAATTAAAGTTACTGAAAATTGAAAGTTAACAATTCACTAAAAGGCAAAAGTATCATTGT
CTTAACCCCCTTTAATAATGTATAAAGTGCTAAATTAAAAAAAAGGAAATACAGTTACAA



TGAGGCCTTAAAGCATTTTAGTATTTATGTTAATACATGTGCAGAGAAGCAGCCAATGAA
ACTATTTGTACTTTCAGTTTTTCTAATCAAGGCATTTTAACTTATC
>CL10347Contig1
GAGGCTGGTCTACACCCAGCACGTGCAGTGACGGTCCACCTTTGAGTGGGAACCCTCACC
TGAATTGTCTGGACCATTCTCAACCCGACCACTCAGTGGAAACGAGGCTCAGGAGTCTCC
AAGCAGAAGACGCAGATTTCCTGGGCGAAAAGTTGAAGCTCCTCAAAGTTCCTGAAGCAG
ATTGTGATGTTTAGTGTTCCTCTAAATCCAACATTACTGATGTAACGCTGCTGTGTGTGC
CTGCATGCAGCACCTACGTCTGCACTCAGACTCCGGTGACTGCAGCTGGTCTGTCCACAT
TGATGCAGCGCCTGCATCTGCTGCGTCTGCATGGATGCATCTGCTTTGCAGAGATGTGTT
GTGTTGACTCTGCTGTTTACCCTCATGTGGCTTCAATATTCAGGTGGTAACAAAGGTACA
CGCTCAGAAAAACTCATCAAAACAACCATTTTAATGAGATTTTAACCCTTTAAATGCCAC
TTCCCTCGTGTAGTCAGACCGCTGCATCATCACAAAAGTAGAAACTGACCTGCCATCATT
AATATTATTAGTAGGAGCTGCACTGTGGCGTCAGGGTTAGCACTCTTGCCTTACAGCAAG
AAGGCCCTGGTTCGAATTCTGACCTCAGCCAACAGTAGCTGGGATAGGCTCCAGCAACTC
TGCAATCCCAAGAGGGATACGGTAGGCTTATGAAATAATAAATGTGCCGTGTAAAAGATT
AAAATCCCTGAAATGGATTGTTTCGGTAAAAGTTTGAACGATTTATCATTTTAGGAGGGG
GGAATTAAAGGTTAAGAATGGATGAACAGTGAAGCCATTTTTCATATTGTGTACGTTTAC
ATGTCATTAACTTATAGTTTTTTTTATTTACACTCTAGGAAGCTCAGTGCACGAGTGTCC
AAATAATTTGCAGGATGTTTATAATCTGAGTGTAATCTGCCACCTTGTCAGCTGTCACAC
TACCTGATCAA
>CL10348Contig1
TTCGGCACGAGGCTGGAGAAGATCCCTCCGCAGAGCAAACCTTTCAAACAGAGGAAGAGC
TTTGCCACGCGGAAACAAGAGGTGGCGGGAATTAAATCCAAATTTCCGAACAAGATCCCG
GTAAGTAGGCGGCCGTCACGCGCAAAGGTGTTTGTTCGTTCCCACTCAATCAGCTGCTGC
GCCCCCCCAGGTCATCATCGAGCGCTACGACAAGGAGAGGTTCCTGCCCCCCCTTGATAA
GACTAAGTTTCTGGTGCCGCACGAGCTCACCATGACGCAGTTCGTCACCATCATCAGGAA
CCGGATGGCGCTGCTGCCCAGCCAGGCCTTCTACCTGCTCATCAACAGCAGCGGGCTGCC
CAGCATGTCCCTCACCATGGCCCAGGTCTACAAGGACCACCAGGACGAGGACGGCTTCCT
CTACATGACCTACGCCTCGCAGGAGATGTTCGGACGCTGACGCCGCCGCCGCACTTTTAC
GGACTTCCGCTGTGAATCTGCTGTAAATAGAAAATATTTTTATAAACTGACGTTTCTGTG
GACTTTTAAAGATGAAGCAATAAATGTTGAGCAGTGGANAAAAAAAA
>CL10349Contig1
CTGAGGAATTCGGACGAGGGTTTTGTGACTCTGCAGCTTTTTACTNGCTTTGCTGCCAAA
AAAGCAGAACATCAGTCCTGCCCATCAGAACCAGCACAGCAGCTTCTCTTTCAGGCCTCG
ATCAAGCCTGAAGATCCGGAGCCAGTTAGACCCGGCAGCACCGAGAAGCCCATCAAAACA
CTGACAAGAACAAGCGCAGCTCCAGACCAGTTTATGACCTCCTCCTCTCTCACCGGGGCT
GTCAGTCACACATCAAATAGCCGCACATCCGGCGTCCCATCTGTTCGCTCCGATCTTCCA
GCTCCACGCCTCAAGAGGATGGGCGACACCACAAACTACGGAGACTCGTCCACAGCAGCA
GATCTTCTACATCCATCAGTTCACGCCCTCAGAGGAGTTCATGAGGAGCACTTCCTCTGT
CCTCGCTCCAAGGAGGAGATTTCAGAGATCTTCAGGAATGTTGGTGTGGACATTTCAGAG
AAGACATTTGAGGAAGCCTGGACGCTGGCGTCCATGAAACGTCCAAACAGGGAGGTTTGT
GTGGAGACTTTTCGTAACACACTAAAGGAAATAAAAGCAATGAA
>CL10350Contig1
ACCCGGGCATTATGGCCGGGGGCAGTCCGTCCTCCATCACTGCCTGAAAACACCCAGAAC
CGAGCAGAACCTCACGACGCGTGGAAATATGTAGTTAACTCGGCCTCCAGAGCAATTATC
GATCACAGCGGGTTTAGTGGAACCGATATCTCGCATGGAAAAGTTACCATGGGTGGTCAT
GATGATGAAGATATGACATATGTTGTAAATAAACAAAGGCAAGAGGAAGAGCTGAAAAAC
AAGCTGAATGAAGGCAGCCACTGGTGCGACCAGGAGTCTACAAGCAACAATGCCAAGTGG
GTCAAAGAAGGCCAGAACCAGCTCCGGAAAGTAGCTGAGAATCATCAGGATCAAGATCAC
AACTGTAATATCAGTCAGAATGGAAACGAGGATGACTTTCCTCACCAGAACATCACTCAG
GAAGAACAGCAGGGAAACGAAGAGCAGACCAAGGTTCCCAAACTAGCAATGACCCCTGGT
CTTAGTCAGGAGGACTCCAAGAACATCCTCAATGAGCCGCTGCTCATCAACACTTTGGAG
TCAACGGCAGAGAAAGAGAAAGAGAAAGAGAGAGAAGAGGATGACAAGGAAAAGGAAAAC
AAAGAGGATGTGGATAAGGAGTCATCAGATGCTACAGAAGGAGAAAAAGTGTCCAGACAG
GGGAGTGTGGAGTCTCACAGAGAGGGCAGCGTTGTGGGGAGAAACGCCTGCCTCCTCTTC
TCCAACATGAACGGGACACCAAGCGATGAAGAGCCCAGCTGGCCTCCACTGTCTCANGAC
AACGCTGGCGACACTTCTCCAAATGGCAACAGGGAGTCCTTCTGGGACTCCAGTGCTTTT
G
>CL10351Contig1
TTTTTTTATAAAAATATCTTTATTGTGTCAAAAAGTGAAAAAACAACAAAAAACAGCTAA
ACCAATAATTTAATAAATTTAAAACTTAGTGCATTTTATAAACAAGAACAACAATTTGCA
ACAGACACTTAAAAAGGAAGATCTGCCCCCATTCCTCCACAATTCCGTGGAAGCCATTGA
GCGATCCAGTTTCAGTCACTTTGTTCAGCATAAATGCCAAGAGAAATTTCCAAAAAAGCT
GCGATTTCATGCCTTAAAAGATTAAAAACACTGGCTTAAAAGGTTATAATTGACAGAATA



AAGCGAAAAACAGAATATACATGCTTTGGATACTGCATATCTTTAAAATAATTTACAAAA
ACCATATTGAAATGAAAGATTAATAAGTTGTATGTAACTAACTGGCTCTTACAACATCAT
AATAGTTTGCATTTACATCACCAGCTTCAATTTTGATGCTTCATCATTTTTCATTTTTAG
CAAATGCACAGAGCACATATGTACACACAACGTCCCCATCTCACTGCAGCTCCTCATCGC
TGTCGTCCACTTGCTGGATGATGAGGTCTGCCCCAGAGTCCTCTGCAAGTTCATCTTCAT
CGTTCATCATCCAGCTTCTCTTGCTGTCTACCTCCTACTCCCCATACACGCCTAGTAACA
GGGCCGGCTCCTCCTTGGACTCCCCTAGACTTTC
>CL10352Contig1
TTTTTTTTTTCCATCGTCATGTTTATTAGTTACATGTTTATGAACAGTATTGTTTATGTA
CTGATGATTAAAAACTACACAGTGAGTTTACATAAAGATACTTTTGTATTAACAGATGAA
GCATTTTATTACAAAAACAGAAAGCAGCGACCATCGTATTCATGCTCTGCTGTAACGGTG
CAATGCGGGGAGCGTGGCATATTGTGAGGCATTTGGCTGCTTGTCTGCTGGCTCCGTACG
AAGCGCTTGCCTTGCAGCTTCCTTGATGAGCTCGGATTTATCTGGGGAGAACTGCAGAGC
TGATAGCAGGAGGAGACACGCGGGGTGGCTTCAATAAAGACTCCGGTTGCTGGTCCTCTA
CTGGGGACATGATGCGCCGCGGGGCAGAAAAAGCCGCCCTGACGACAGAGAGCCCGCGCC
GAGTGAATCCAAACCCGCGTCTGCAGTGACGCATGTGTCAGAGGATGTCCGATTGGCCAT
TCTGCATGTCAATCAAGTCCCGTACTTTTCGGTGAGGATTTTGATTGGCTGGTGGATTTT
TGAGAAGTACTTTTTTTTTTATGTTCTCTGTCCCGCGATCTACACTCATG
>CL10353Contig1
AATTCGGCACGAGGGTTCTTTCAGCTGCGCTGTTGTGGATTCTGCAAGCCAGTTGTTACG
GACTGGACGCAGCAGCAGCACCCGCCGCAGTGTGACCAGTTTTTGTTCGATCAAGGCAAC
ATGGTCTGACCTCCTCCCCCCCTATCCCTCAGGGTCAGACTCTGGTTCTGGACCAAAAGC
ACAGAATGTATTTATTCTTGTACGTGTTGGTTCCTCTCAAAGGGAGGCTGTGGTACTGTG
GGAACACAAACCAACATGTGGACTCTGTCATTCAGCTGATCTCTGTACAGACTGCTGCTG
CTGCCTTATACTTGACCGAAGTGAGGAAAGGGAACATCAGATCCATGGCAACGTGGATGA
ATAACCATTAAAGTCCTAAGCTGTAATTGAAAGGATGTGCTGTTTATATATTACAGAAAA
TCTAAAGCCTATTTTTATCATCCGTTCTGACATTTAAAAACAATCTTTGTATGTGTACGA
TGGTTTTATCACTTTTGTAAGAGTTGCATGTGTTTATTAACAACCACTATGATGGTTCAA
TAAAGCAACTTTGTGCCTGTTTTTGGAAAAAAAAAA
>CL10354Contig1
TNTGATGGCTCTGGGCGTCGTGTTTTATTTACGGAGGTCACGGAGGAACCGAGAGGTCAA
GAAGGTGAACATGGACCTAGCTGAGCTGGAGCTCATGCAGCCTGTCCAGTGACGCTGGAG
AACCTTTTTTTTATTACTGAGGGGCTAAGACTCCTTCTGGCAGCTCTACAATGAAAGTCC
TATGAAGTGCTGGATTCATGAAGCCAATCGCTCCCACCAGGGAGGAACCAAGTCGACTGA
TCGATTCTCATTATTCGCTTAGATTTCAGAGTCTGCTTTCACAGGGCTAACGAGGTTTAA
GCCCACAGCATCCACGCAGCATCCATTCTTTCAGTGTTCGTCAGGGGGCGTGGCAGAGGC
ACAGAAGTGGAATGTGTATGTGTTGCCTTGAACACAGTCGTTGTGTGTCTGATGACTGCG
AGGAACGCTCAGGATTTGTTGACTCGGCGGGAACACCAAATGCTCCTAAACCCCCGTTTG
GACTCTTTGGTGACTTTGTGCCACACAGGACCGGATTCCTCAGCCGAAGCCGTTTGTGTC
CGTTCTTCTGCCGGCTTGTGGTCCATCATGTGACAACAAAAACACACAGTCTTGTTGAAG
AAATATTATTCATTCATTGTTTTATAACTATGTTTTTGAGTTAT
>CL10355Contig1
TTTTTTTTTTGCAAAGACATGAAGAAATGTATTTTAAAATAATCACAATTTGCAAGCTTA
TGTCTCTTTCAAGCACAGTTAGTGGGCATGCCATTCTGTGGTTATTACATATAAATTCAT
ATTTAACACAAAGCACTTTCCATTTTTGAACATTGAGTTTTTTTCAGACCTAACACATTT
TTTTCACCTTAATGATAAAGCAAAATAAAAACACCATAAGCCCTCCCAGCAACCACAATC
CCACATTTTCATTAAACATAACTTCAGATGTGACTTATACGTCACAGACATGTCACTTTC
ATCAGTGATGGAAATTTTCAGAAGACTGACTGGCACATTTTGCTAAACTAAATAGATTAA
TTGGCAAATTGTCTTTACTTAAAATTAATTAATATTGCTTATTATCCCTAATCCCTCCCC
CGTCCTTTTTTTGTACTTTGACATCTTTTACTTACTTGACGTATTATAAAAAGTATTTTT
CTTACATTGTTTTGTTCACACCACTAGAGAAATGACAAAACTTAAACCAAAATGTTAGTC
AGCCTGCATCTTGTTGGCAATTTTTCTTAAGTACGACCTTAAGTAAAACATCAAACTGGC
TTCCATAACCACCTTTCAACCCATAGGTTTTAGATTTCTGTTCCAATTCCCCTATTCCAA
AGCAAGGACATTTTTACAATTGACAAATGTATATTTTAAC
>CL10356Contig1
TGTTGAACTGGGTTATGATCCAAGACCTGAAGGAGGAGATCCGGGNGTAGACGTCAGGGG
TGCTGGGATCTCCACATCGACGCCCAGAAAAAGACACAATGCCCGCTGCCTCTCCGTCAC
AAATCATTGGGCCGCCAGAATCCCCCGAGCAGAAGCCCTGAAAGCTGCGGGCCCCAACAC
CACAAACCATCGACCTCAGGACACGAACGTTTCCCCATCTCTGTCTGCATGTCCTCTGAG
CCAGAATGGTGACATCAACTTCCTGCAGCCGGTTTGCTATGGTCCTGTTGTCCCCGATGT
CCCCCCAGCCAGCTGTAATGCACTGGCTCGCTGGTCCCACTGTTCCTGACTTCAGAGGAA
TGACCTGCACCTCTGGAGTCAGCCGAGCTCTGCCATCAAGCTTCAGAAGCATGATGTCGT
TGGACAGCTCATTGTAGTTTGGATGTGGAATGGATCTGAGAACCCTGAAGGTCTGCCTCG
ATGGCTCATTCTCTTGCAACAAGTCTGCCCCGAGCACAACGGTGAAAGGTATGGGCAAGT



CACAGTGAGCCGCAGTCAGCACAAAGTCCTCCCTGACCAGCGCCCCCCCACAGATGTGCT
GACCCCTGACCTGCAGCGATGCCATGTAAGGGCGTGAGTGGGGGGCTGCATCTCTGCCTC
CGACAATATGGGAACCAGCAGCCCCCCCCATGAAGAAAAGCAGCACAAACATGACGGCCA
TCGTCTCCATCCCCCGGCCATAAG
>CL10357Contig1
ATCTGTTGTCACGTCCGTTTTCAGGTGGAGACATGTGGTATTAGGTTACGATTGTTATAC
CGTTGAATATAACGTTGCCTTTTGTTAATACCGTTGTAAATACATATCCATGATGCCATA
TTTATCAATTTGTAATTTAATTATGGGTTTAAGTTCTGAAACTTAAATGATATTTATGGA
AATGTTTTCTAACAAGAACTGTACAGCTTTGGTCATAACCAGCTTAACATTGAACAAATG
ATAAAGCTCCAACATCGTGATTGTATCCTTCTGTTTTCTTTTTAACCAATAGGCCTACAT
GTGTCTTATTTGGATTGAAAAATCATCTATATGAATACTATGGATTTGTCTATATATAAT
GCAGATTCTTTTTCCAGTCACTTTCATTTTCTTTATGAGACCATTGACATGTAATAAATC
ATCTACTTTGTAGAACAGTTGAGCTGCAGAGGCTATAAAATGGATTCTGTTGATATTTTC
CTTTTTGGGACGGGGAAAGGGGAGGGATGGTCAAATTGAAACTTTTTGTGTATTTTATTT
TTTATAGAATGAGAAATAGATGTCAATTCTTAGCAGGAGAACAAAAGAAGAAACTCTTCC
ACCTTACGCACTCTTATACAGGTCTTTAGGTTCAAGATTTCCACACACAAAAAAAAACAT
TTTTTTTCTCAGTTGGTCAAATTGGGGGTGAGCACCCAAACAGTGCGCCTGTGTGGCAAA
TTCTTTCTATAGTTCCAGCAATGTCTTTGTGCAAGTAGCCTATGTTTAAATGTGTGCATC
GGCAACAATGGAACTGTCACGACAAAGTATCTTCAAAAACAAAAAAAAAAG
>CL10358Contig1
GCCGACCCGGGGNAACCTTGGNAAAGGTTACCCCAACATTGACCCAGNANACTGACCCTT
ATGTGACCCCCGGCAGTGTCATCAACAACCTCTCCATCAACACAGTTCGTGACACCGATC
ACCTCAGGGATAGGAACAATGGGCCACCCTCATCACTGAACACCACGATGCCTTCTAACA
GTGCCTGGTCATCCATTCGTGCCTCCAGCCACAGCGGTTCCCTCACCAGTACAGCACAAA
GCACTTCAGCTAGACCAAGTGAGTCAAAGTGGTCTCCTGGAGGTGGTTCTGTGTCCAACT
CCTCCCTAGCCCATGAGCTTTGGAAGGTCCCCTTGACTCCCAAGGCGCTGCCGGTTGCAG
CTCCTTCCAGGCCACCACCCGGCCTCACCAGCCAGAAGCCCTCTGGCTGGGACAGCTCTG
CTCTGAGGCGGGGGGGCTGGGGCTTCACCGAGTCAAGATACACACCTGGTTCCAGTTGGG
GTGACGGCAGCAGCTCAGGAAGAACTCAATGGCTCGTTCTGAAAAATCTCACACCTCAGA
TCGATGGCTCCACACTTAGGACCCTGTGCATGCAGCATGGCCCTTTGATCACATTCCACC
TCAACCTGCCACATGGTAACGCCGTGGTCTGCTACAGCTCAAAGGACGAAGCCACCAAGG
CCCAGAAGAGCCTGCATATGTGTGTTTTGGGGAACACTACTATTATGGCTGAGTTTGCTA
GTGAGGAAGAAATCAGCCGCTTTTTTGCACAAGGGCAGTCATTGGCCACTCCCACCTCCG
GCTGGCAGGCTATTGGCTCCTCCCAGAGCAGAATGGATCAGTCTCAGTCCTTTCCCAGCC
GCGCTTCTGAACCCAACCAGTGGAACAGTGGTGAGCTGCATGGCTCCTCCCTCTGGAGCA
GGTCCTATTCCAGTACCCTGTGGGGGAACCCCAGCAGTGCTGACCCTGGGAGGATCAACA
GCCCTTCTCCAATCAGCTCCTTCCTCCCAGTGGATCACCTGACAGGGGGTGGAGACTCCC
TGTGAACCAGCAGCCAATCAAACCGGCTAAGTAAATCAGATAAAAACAAAACACAAAAAA
ACGTAGTTCTAAACGCAATGGCACTCGTAGGACTTTTTCTCACAAGTTATTCAACAAAGC
GGGGTTTACCCTGTGGAATACAAGTTACGTTCTCTGCACATATGTCCACTTTGTTTTAGC
CCAAAAACATATCAGTCAGAATACTGAATCATGCAGGCCAATTCTATAATG
>CL10359Contig1
CGGCACGAGGCTTCTCACCTGTACGCAGTCTGTGGCCAGAGGTCAGACCTCTGTTCTACC
AGCGGGATCTGTTGCAGAGGAACCTGCAGGAGCTGCGCAGCAGTCTGGAGCTGATGGACA
AATTTCAAGACAAGATCCTACTCTTACAGACTCCAGGAGTTCAGACAAGAGTTGGATCTG
CCTGAAGGCCTGAACCCTGAAGCCGTCACCTGCTGCCTGTCTCCAGACGGAAAGCTCCAC
ATCCAGGCCGCCAAAGAGGAGGCTGACAGAGAACTGACCATCAAGAGGAGCTCGGAGGAG
GAACCACAGCAGAGAGAGAGTTCACAGAAACAAGATAGCAAAGTGCAGACTCCCAATACA
TCATAGAACAAACAGGAGAACCTGGACTTAAACTCTACATGTGCATATCTGATCATTTCT
TATTAATGGTATTTAAGCTAATTTAGCTCATTTTGATTTTAAACACGTCTTCATTTTTAA
ACGTATTAGCTAGTTCTGACTGTGAATAAACGATTAAATGCAACAAGATGACATGAATGT
AGTAAAGGGACTTTTTTATTTTGTTATATCTTTGTTTGATGAAAGAGGAACAAAATAAAT
GTTTCATGTTGAAAAAAAAAA
>CL10360Contig1
GGTTCCGCACATCCTCTTCTTCCCTTGCACTTTTGTTTTTCTTCCTTCCGGATCCTGAAT
GTGGTTCTCTTATGTTTGATTATGAACAGGACACAGCTGAAGCGGTCCGGTATTTTGAAG
ATGGCAATCACTGGAGCGGAGACAATGGTCGACGAGGATCACGGAGAGCCGTTCGTGCTC
CGCGCTACCAAAATAGCCGCCGTGGTTGCACTCTACTGGTTCATTTCAATAACAATGGTG
TTCCTCAACAGTTACCTGCTGGACAACAAAGACTTGAACGCCCCACTGTTTGTCACTTTT
TACCAGTGTTTGGTTTCTGTCGGACTGTGCGGACTCATGCAGCTGCTGTCAATGATAAAG
CCGGATTTTGTCAACGTCCCTGCTGTCAACTTTCAATTGAAGACGTCCCGAGAAGTCCTG
CCGTTGTCCATCGTCTTCATCGGAATGATCACCTTCAACAACTTGTGTCTAAAATATGTC
GGGGTGGCTTTCTACACGATCGGCCGCTCGCTCAGCACGGTTTTCAACGTGCTGCTATCT
TTCATCATCCTGAAGCAATCCACGTCGCTGCAGGCTCTCGTCTGCTGTGGAATCATTCTG



GGGGGATTCTGGCTCGGTGTGGACCAAGAAGGCTTGGCGGGGTCCCTCTCGTGGTCAGGG
GTGTTTTTCGGCGTGCTGGCGAGTGCCTGTGTCTCTCTGAATGCCATCTACACTAAGAAA
GTGATGCCTGCTGTGGATGGA
>CL10361Contig1
CACCAAAAAAAGGGGGGGGGGGGACCATAGTTATTGCATGTGGGATGCCAACTTCTTAGA
ATAAACACTTTAAAAACATAAAGTCTGATTCTTGAGTCCAGCTCATGTTTTTACTTCAGT
CAGAAGGCTCCTATCTCCATCCCCCAGGGTCTATAGGGTTTGCCCACATTGGAGCTCTGG
GCTGGGGGGCTGATGGTGCTGGTGGGTGTGATGATGGGACAGGCACCAAAGGCAAAGGGA
AACGCTGAGAGAGCGGACAGGAGCGGAGGGGAAATCTTGGACGCAGGCGAGGGAACCAAA
GCGGGATGCAGGACGGTGCTGGGAGCAGCAGTGGTGGAGGGGACCCGGATGGAGCCCGGA
TCCGAGTGGGGGGTGACCCTGCCACTGTGCCTGCCTGGGAGGTGAGTCTCTGCAACCAGT
GAGGATGACGAAGGTGAGGTAGAGGAAGGGGATGAAGCGGCTGTGGAGGACATGGGGTTC
TGAGAGCTGCTGCTGGTGCTGTGGGTCAGAGGTGCCAGAGGAGCCCCTGTTTTCTGCTGG
AGGAGGAGGGGGTGTGTCAGGTGGGCGGCGGGCGATCCAAAAGCAGAGCCCCAGGCCAGG
TGACTGAGACCGGAGTGCGCCTCCCGTTGAGTGGCGTAGTTGTTGAGATGGGAGACCAGG
CGCATCCGCAGAGGGTCAGTGCTGTCCAAACCTTCAAT
>CL10362Contig1
GCGGTGCCGGGTGGCTGTAACCTCCCTCGTCTCCTTTCAAGGGAGACGGTTTTCCCTGAG
AGCTTGGTGAGGACTGTTGTGCTTTGATTGGGCAGCTGGCGACCATGTGATCGATGCTCT
GGCAGAAATGGCACTTCTTGGGCTGAGGTGGCAACTTACACTCTTTGGCATGGTGGTCCA
GACCTCCACAGTTGTAGCACCTGGAACGTCGCTTTTGGACCTTTTTGCCTTTCGGTCTCC
GCTCGCTGCCCACACAGTAGATGCCTCCTGGTCCTGTGACTCGCTGGGACTCCAGGCCTT
TTGATGACTTCTTGTAGGTAAACTCAACTGCTTCTCCCTCTTTCAGGCTGCGAAAACCTT
CCATGTGCAGCTTACTCTGGTGGACAAAGACATCCACCGGCTCGTCCAGCGGCACTCCCT
CCCGCTTGGTCATGGACAGAAACCCAAAGCCCATGCGGACGTTGAACCATTTACACACGC
CGGTTCCATGGAATGACTGCGAATCCTCCTCTGTGCTCGGTCCTTCGTCTTCTTCTGTCT
TGCACACTCCTGGGAACTCCTGGTTGGAAACAGAACCCATGTTCTTCAGGTCGGGTTCGG
GTCAGAATCTACAGTCACGTTACAGTATCCTCTCCTGCGCGCGCACAAGGTAATCCTCGC
AGATTGCCACTTTCATGCAAAATGCTGTAAAAGCAGAAGCGGCACAGCCCC
>CL10363Contig1
GTTATTATTGTCTCTAAGTCTTTAACATTTCTTTTCAGTTGTGTTTTTCTCAAGTTCCCT
CCCTCTATCTTAGATTTCTTGCTTACAGTTAATTGAGCAAATCACTTCATTTGTTCATGT
ATTTCCAAACAGCTTATTTTCTGCCAGTTTTAAAGTTTGGTAAAAAGAGCATGAGAAACT
TTCTTTCCTTTGATACTATTTGTAGATATATATAATTGAAAACCTCTTTAGATAAAAATT
TTTCTCAATCTTTTTTTTTCTTTTCTTTTTAGGGCCTCACCAGTGGCACATGGAGGTTCC
CAGGCTAGGGGTCTAATCAGAGCTACAGCTGCCATCCTAAGCCACAGCCATAGCAATGCC
AGATCTGAGCCACAGCTGCAACCTACACCACAGCTCACGGCAACACCAGATCTTTAACCC
ACTGAACAAGGCCAGGGATCAAACCTGCAACCTCATGGTTCCTAGTCAGATTTGTTTCTG
CTGAGCCACAACGGGAACCCCCTCAATCTTTTTTAATGAAAAAAAAAA
>CL10364Contig1
AGAGGCCAACTACCAAAAGACCAGATCTGCAACCGTGGACTCGGACTTGCTGCCTTGCTT
TGTGCTTGACGGTCTCGGTGGTGGGAGAAAGGTAGTGTTCACCGGAGAGCCACAGCCAGA
ATAATATGATATATTCCAATATAATAATAAAACAAAGAGCATGATTTTCAAATGGCACCG
GGATGGCGGTGGGCGGGGCTTTTGCTAGACTTTTACAGTTGTGTGACTTGACCTGATACA
GGTTAAGATGCCGTTCTCTGGATCTCTTTCAATCGAACGGCTTCAAAGGAACATCTGACA
TTTGGTCGACAACGGGGGACGATTTCTAGTTAACTGGGGGGGGGGCTTCATTTGCCATGT
GAAAACCATGCTTCCTCTTGAAAGCGGGGGGGGGGGGGGGGGNNNAAAACNNNGGGGGGG
NG
>CL10365Contig1
CGGCAGAACGGCGGCGGACTGTGCCCCCAGCGGGGGAGGTGCTGGGCCCCATCACAGAGG
AGGATGAGAAAGGTGACCATGGCTCCAGCAAGTCCCCTGCTGAGCCGCAAGACCTCAGCA
GAAAAAGGGGGGCTGTTTCATGGAGCCGGCCGATCTTAAACTAAAGGCCACTGGGGGGTT
GTGCTATCACAAGCTGACCAGTGATGATGAGTCGTAAGAGTCTGATAATGCCCCCCTGCT
GAGAGATGACAGGAAGCTGGTGGATCCGAAGCCCCCCGGGGGCTCGCTGGCACTAAAGGG
GAAGGACTACCTGTCTGACGCCACACTTGACAAGAAGGACTCATCCGACTCCGGGGTCCG
CTCCATTGAGAGCTCTCCTAACCACTCTCTGCAGGATGAAGAGGCGGACCTGTCACAGCT
GGGGGGCACCAACCTAATCGAGTTGGATGCGGAAAGCCGTGTCCGCAAGCAGGGAGTCCC
CGGCAACCTGAGTGGCCTTCAGGACCCGGCTGTGGCTCGCATGTCCATCTGCTCTGAAGA
CCAGTGCAGCCTCCTGGCCAGCAGCCCCGAGGAGAGCTGGCCCCCCCCCAAGACGGGAAA
CCTCAACCGCACACTCAGCAACGTCACCCTGAATAACAACACCAACAGCCAGCAAGGCAC
CGGCCCCCCCTCGTTACCAGAGGGCTCCACTTCCTCCATCACTGATGTCAACACCAACGT
CCCCCGGCCCGGGCCCAACAATGAGAATGTGCGCGTGGTCCACCTCAAGAGAGGCCTCAA
ACCCGGTGACCCCCCTGAGATCTGCACCGTGCCCACCGATGTAGTTGTGTTTGGGGAGGA
GCGCGAGAGCATCTTGTGAGCGGCGCCATGGA



>CL10366Contig1
TTTTTTTTTTCAATTTTCAATCTAATTTTTATTTTGCAATCAAACATCCCAAGTATTTTA
CATTGTTTTTAAATTACCNCCCAACTCATTAATTCAAGTGATTTCAAAGTCAGTAACCGT
ATTAAGTTACTTAAGTCTAAGAAAGTGACAAATGTTTATGCAATGACATGTCGTTTTGTG
AAACCCAAACTGACAAAGCAAAAATATAACTAGACATTAACATTTTTGGATATTTAAACT
TCAAAAGAAAAGAGGCACACATTTATTTTCAGTTTTTTTAAAAATCTTACAAATATGTGA
CACTGTATTTGATAAAATAATTATATTTTTAAGTCAAAAATTAAGCCACGCGTGTAGTTT
TTTTTTTGGGTGCATGTTGCATCTTGAGGATACAGTCCCAGCCTGTGGAGTTTTTAGGTC
CTGACATCTGTTTGTAGNGACAATATCCCATCTCCA
>CL10367Contig1
ATGTTGCCCCACGCCAGGCAAGAAATGCAGACGCCCCGGACCCGGCCGAGACTCTCCGCA
GGTGTTGCAGAGGTGATAGTTCTGGTGGGAGGGCGTCAGACCATCGGCATGAGCCAGCGC
TCTTTGACAGCAGTCACCTGTTTTAACCCCCAGAACAGTAAGTGGTACCCGCTGGCCAGC
CTGCCCTTCTACGACCGTGAGTTCTTCAGTGTCATCTCTGCGGGAGACAACATCTACCTG
TCAGGTGGAACAGAGTCGGGGGTGATGGTGGCTGATGTTTGGTGCTACATGTCTCTGCTG
GACAACTGGAATCTAGTGTCTCGTATGACTGTTGCTCGCTGCAGGCACAACAGCTTGGTT
TACGACGGCAAACTGTACACCATCGGAGGACTGGGCGTGTCGGGTAACCTGGACCACGTG
GAGAGGTACGACACTATCACAAACACCTGGGAGACGGTGTCTCCTCTCCCAAAGCCGGTC
CACTCTGCAGCAGCCACGGTGTGCGGAGGGAAGATCTTCGTGTTCGGGGGAGTGAATGAG
GCAGGCCGCTCGGCGGGGGTCCTCCAGTCCTACGAACCTCAGCGCAACAGCTGGAGCTTC
ATCGAGTCACCCATGATAGATAACAAATATGCCCCTGCAGTGAGTTTAAACGGTTTTATA
TTCATCCTGGGAGGAGCCTACGCTCGAGCTACTACCATCTATGACCCAAACAAAGGCAAC
ATCAAGGCTGGTCCCAACATGAATCACTCACGGCAGTTCTGCAGCGCTGTTGTCCTGGAC
GGGAAAATCTACGCCACAGGAGGCATCGTCAGCAGCGAGGGTCCCGCCCTGAGCAACATG
GAGACGTTTGACCCTTGCACCAACTCTTGGACACTCCTGCAGTCGCTGCCCTGTCCGCTC
TTCAGACACGGCTGCGTGGTCATCAAGAAGTACATCCAGAGCGGCTGAGGCGGCGTGCAC
CGGGCCGATGGCTTAGCCCCGCCCACCCATTCAAACAAAAGCCTGTGCAGAATGTACTCA
TGTCCCGCCAATGCCGTGTGACGATGCCTGTGGTTGTAGGTCATCCGTTCATCCAGCAGG
GGCACTCTTAGTAATTCCGAAGCTCTTTGGAATCTGATTT
>CL10368Contig1
CTTTCTGATCCTGTACTACTTTGGAATGGCGTCTTCCATCTGGTGGGTCATCCTGACCCT
CACGTGGTTCCTGGCAGCGGGGAAGAAGTGGGGTCACGAGGCCATCGAAGCCCACAGCAA
CTACTTCCACATGGCTGCTTGGGGCATCCCTGCTCTAAAGACCATCGTCATCCTCACTAT
GAGGAAGGTGGCCGGAGATGAGCTGACGGGGCTGTGTTACGTGGGGAGCATGGACTCGGG
GGCGCTGACGGGCTTCGTCCTCATCCCGCTGTCATGCTACCTGATCATCGGCACGTCCTT
CATCCTCACCGGCTTTGTGGCCCTCTTTCACATTCGCAAAGTGATGAAGACGGAGGGCAC
CAACACGGAGAAGCTGGAGAAGCTGATGGTGAAGATTGGCATCTATTCCATCCTCTACAC
GGTGCCGGCCACCTGCGTCATCGTCTGCTACTTCTACGAGAGGCTCAACATGGACTACTG
GAAGCTAAGGGGCCTGCAGGAGGAGTGCGACTCCTTCAGCAGCCACAACAGCAAGTGCTC
CCTGGAGACGTCCGTGCCCACGGTCGCCGTGTTCATGCTGAAGATCTTCATGTCGCTGGT
GGTCGGCATCACGAGTGGCGTGTGGGTGTGGAGCTCCAAAACCCTGCAGACCTGGCAGGG
TCTGTGCAGCAGGAAGCTGAGCGACAGGACTAGCAGCAGGAAGCCCTGCAGCGGAGTGAG
CTGCAGCAGCACCCACTGCCACTACAAATCCCCCACCGCAGTTCTGCACATGGCCAAGAC
GGACCTGCACTCAGAAAACCCCACGCACGTCTGAGAGGAAGCACGGGGGGACTCCGGGGG
CCCCGCTGGAGGAGCGGCTCCCCTGAACTGACACATGGTTTCTCTGCTGCCCTGAGGGAC
ACACAGGTACCGCTGAGACGAAACAGTATTGAGTTCAGAAAGGGAAGAGTTCAGTATTCA
CACTCATATGTTCCTGTTCAAAGTGTTCTGTAAAGTGTTGCCAGACAAAAGAAGTTAAGC
TGTAAAAATCTGTATAAATGGTTTATTTATTGTAAATATATTTAATTTAAAGCCCTCCCT
GGCTCTTACTTATTTTGATGTAAAGATGCGTTCATGAGAAGTGCCTTTTAGAGGAGCTG
>CL10369Contig1
CGACGAGGGTTAAAGCATCTGAATTCTTTGTGTGGAAACTCTTCTAGCCGGTGGAAGCTG
GTAAATTCCACATTTGTTTAAAGATGCAAAGTTTCACAGATTTAGTTCCAATTTTGATTT
ATAATCTATGTATTTAAAGAAAGAGATCTATATACATGCATAATTTTCAAAACTGCGTCT
TTATTATTGTTCTTTTTTGGTAAAATGTAAACAAAAATGTTTAGAAACATGTTGAAGACA
CAGAAAACGAGCTGTTTTGTAAGATGGGATATTAAAACAGGATTGGTGTAGCTCACCCAT
TTATCATTTTAACCAGATTTGTTTATATATTTGCATTTATCATTCTAATTAAGTACGTTG
TATATTAGATGTAAAATACTTGGATTTATTATTGATTAAAGTTGCAACTTGGCTTTGGTC
ACAGCTACTTGCCATTGAATGCCTTGTTTTTGTTTTTTTTGGTTGTCAATAGAAATGCAA
TAACATAGATGCGACTTCGGCAAGCAACTTCTATCCCTCCATTCTTCAGACATGTATAAT
GCTGTATATTTAAGATATTTCTGGAAAAATTCTTTGATCTAGTATTTTAAAAATACTTTT
GTAATGGAGCAAACTCACAAATATTCTTTGAAATAAAAATGAAGATATAGAATTTGAAAA
AAAAAA
>CL10370Contig1
TTTGCTTTATTGANTATAAGATGCCTTCACAGAGGTAACAAAAACAGACTGAACAAACTG



ATATGCTTGAAATGAAAAAAAAAAGAAACACATTTTATTGCACTTAAGTTATAANAAAAT
AAAATTCTAAGTGAATCAAACAAATACACAATCCCTTTCAGGTTTTTTTTGTCTGTTTTT
TGCTTAGTTTTTTTTTTCTGNCGGGGGCCTTTTCNCTNCTTTTTTTTTCTTTTGCCAGGC
AGTTNACNTGAACTGAACAAAGNAAAACNCCTGCAACAAATCTNATTTCATAANCCAAAT
NATAATTTAAAACANANAAAACAANAGGANATANAGCGAGATNGTTTTTTCTTTTTNAAN
ATACNGGGTTATACCACTTTCACAGTTCANCT
>CL10371Contig1
GAAATGAATTTNAATCAAGGCAGAAAAAAAACCAAAAATNTAAATCGCCTGAAACCAAAC
CTCACTAGAAAGCTCCCGATGGTGTTTTGATGCAGGACGGCGTCCCTGAGGTCAAGCGTC
TGCCTCCGCAGACCACATTGTGACAGCAGCAGATGGAGACTCCAGTGCAGAAATATTCTC
ATCTCTTTATGTGGAGCATTTTCTGAACTTTTGCAAGACTCACAACTGCAACTGTTTGAT
GTAAATCCCTGTTCTTTTGCCTTATGATTCTTTCACGCTGTCGATCGCCGCCAGCAGGTG
GCGCCGCAGTGCCTCAGTCCGCCTCTGACTGTGACGTTTCTAACAACAGAGTTAGAGTTT
CTATTGAATTGTCTGTATATTCAAATAATCTTAAGTTTTTTTTTTGAGGAATCTTGATGT
GAGGAATCATCTTGTCATGATTTCTTCATGATCAGGTCTGGATAGCANATCCATCAACTT
CCAGTTTGATTCCATGTCTAATTTGATTAATAAATACCTATGTTTGTTTCCAGAATTGAC
ATTTTAAAACCAATTTTGTTTAGTTTAAAAAAAAACTTACTTTATAGCTNGTGATTTAAA
CTCCANAAATCTGGAACTTTTATTAATAAAACAATCAATTCGAGTTTTACGGCCAGTTAA
CCAACACGTTTCTTTTTTTAATTTAC
>CL10372Contig1
TTGTGGTCGTGTCTGCACAGGATCCTGTTGGAGCTGCTGCTGGTCTTGTTCACCAGGACC
CGCTTGTGCTTGGTTGTCTTCAGTAGAGAAACTCACCTGCTCTCCACTGCCAGTGGTGAG
GTAGCCATGCTGCTGGAGCTCGAAAGCAGCAGGACTGGAGCTGACGGGCAGCGAAGTCTG
GGTCACGGGGCTGCCGGAGCCTATCCTGGCCACTTGGGGGCAAAGGCATGGGACATCCTG
GACAGGTCGCCAGTCTGTTGCAGGGCCACAAATCACTCAGCCACGCACTCTCACTCTAAC
ATTCACACCTATGGACAATTTAGAGTAACCAATTAACCTATGAAGCATGTTTTTGGACAG
TGGCAGGACCGGGGCCTTCTTGCTGTGAGGCAAGAGCGCTAACCATGCGCCACCGTGCAG
CCATTCTTCCTTATTTCAATAATAACAAAATGATGAACATCTCTCATGGCTTGGCATGGT
TTATAACATTTAGGACCGTCTACTGAAATACCTTACATCTTTGTTTTTAAAGCAATTGTT
GTTAAAGCGTTTTAGCCAAAAAAAAAATCTCCAAACGCATTTTCTAAGCCTAATCCATGT
AATGAAAATAAAAAAATAAAAAGTTAAGTAAAGCATAACAGGGTAGAGATTATTTTGCAA
TGTGTCGTGTACTGTATAGCTTAAGCTAAAAGGTCTATTAATGATTAAGAGTAACAATAA
TTGTATTATTTACAACTGTATGTGGATGTAAATGCATTTTCCTTTCAATTCATGACTAAT
TATCTGAAGTNTGATATGTCTCTGTATTTCATACATTTCTGCTGTTTGTCTTGTTTATTT
TTAATTTTGTTTTGAATGCTTGACATGAACCAAATCCAACCGTGTTGCTGATTATGCCAC
GTTGAGTGTATTAAATAAAT
>CL10373Contig1
CACACTCGGAGCACATGGTCTATTTATAGCGCGGGATTATAAAACATTGACATCATCAAG
AGGGCTTGCTGTACATTGAACCGGTCCCGCCCCCGACTAAGACACCATGCTGTGTGTGTG
TGTGTGTGGAGTTACACCAAACATGCGTGGTGCAACTCTCCGCTGCTACCGCTGAACCCG
CACAGCTACAGAATTTAGTGTTGGCGGAAAAGCTTTGTCATTTACGGCGGACAATCTTAG
CGATAGAAGCTCCTCCCCCTTTTTCCAGAGGCTCCTGTATTGTCCACATTTCAAAAGCCC
CCCCCCCCCNAAANGNAGNGGCCCCCCCNGGGACCCCCNCGGGGGNCNGGNATCATNAAA
NNCNCNTTTCC
>CL10374Contig1
GGCGGCCTGGTGTCCCACACCCGCAGCCCACCGGCGAGAAGTCCTACTCCTGCCAGGTCT
GCGGCAAATGCTTCAGCCACAACAGCACGCTGCTGCGGCACACGCGGACGCACACGGGCG
AGAGGCCCTTCCCCTGCCAGACCTGCGGCAAGCGCTTCAACAACGACAACCCCGGCGTTC
CCTGCACACCAGCGAGAACCTGTTTGCCTGTGACGCCAAGCGTTTCAGCGGCGACTCGCC
AGGCAAGGAGAAAACATGACATCTTAACTTCACAAAATCTATTAACAATAGGAGAAAGTG
ATGTGGCAGAACCAGAACCAGGATCTGGTCTTAATCTGGATTAACAGGAAATCCTCATAA
GGGCGACGCTTCGCCGCAGCCTCACAGATCTCTGTTTTCGGATGTGTTTGTGCTGTTTTT
ACGCTCTGGGACTGTTTTTCCTCTGTACTTCATGGATGCTCCGGGGTTTCTCCTTCCTGC
TCTCCCATCTTTACGGTTATCAGCAAAGGTAGCAGAGATTTGGGATTATCAAGGTGGAGC
AGTTTTGGTGGAAGGCCAATGTGGAGAGAGTTGCAGGATCTTCTTCAGGATCCATAACTG
CTGCCAAAACGACAAACATTTCCTTCTTCTTCTTCCCATCGATGATCCGTTGTTTTGCCG
TTTGTCCTCTCTGGTTCCGTTAGACGTTTTTCTCTCCGCCGTCGCCTTTTGCTTCCTCGT
TCCGGATCTCAGGACGTCGTCCTTTGGGACAGCTGGACTTGGAGCTTCTTCATGTCTGAC
TGAACTGATCTGAAGAAGGAACGATAAAGATCCGCCTCCAACCTCAAGAATGGAGTCCTG
TGAAAACCGACCACGAATCTCCACAGATTAAGATCATCTGGATGGAATTAAACTGTAAAC
CGGTCTAAGAAGGTGTTATTTCCTTCAGATGTAGCTGCATTAAACATGCTAACAACATGA
TTGTGACAAACGCTTTGAAAATGCAATTCAACCTCTTGAATTATGAAGGATCCTAACATT
TAATGGTTGCAGAAAGTTTTTTCTTTTTTAAGTGAGATGTTCAGACTCTAGTGTCTAAAT
GAAAACACTACTAGAAGAAAGTTTAACTTTGAAAAGCTCTCATTATCTGTTACTATAGTT



TAGCTTTTTATCCTTTAGGTTTAGTAAACAGTTA
>CL10375Contig1
AAAACTGTGACTTTAACAATAGCGTTGTTGTCTTTTTTTCTCTATGGACGCCTTTCATTG
CTTTCTTGTAGCAACACAACAGCAGTGGCTGTCAGCGGAAAGCAACATGTGATTGTTCTG
CTTCAATCTAATCAATTTATGGTGTGCAGTGTGGTTTCAGAGCCGGGAATGCTACTGAAC
TAAACAGGGAGGTCTGTGGAGTCATGCTGGACCAGATGAACTATATGTCATGTTTGACAA
TGTGAATGTTTTTACTCTTTATTGGGAGGCAAAGTTTAATCCTCATATATTTTTGTAGCA
TTAGTTAATTTTAGGAATGTGGTGTTCAGATGTAAGCTTTTCCATTGTCTGTATGTAGCA
GTCAGCCTACACTGCCAATTGAATGAATCTTGGAATGATATAAGCTACATGTGAGACTCA
GATAAGAAATGATTTCAGGCATTTTGTTGGCGCTTAGATCCAAATAAAGCGAGACTGATG
TGTCGAATACTGTAAAAAGGCTTTCACATAAATAGGCGTGCTGTTTATTTTCACTAAAAC
TTTGGAATTTATAGTACATCCATTTTTAATGTTAGTCCTTTCACCTTATTTTGTGTTTGT
GTAAGTCTATCCAAATAATGAAATCAAT
>CL10376Contig1
TCGGCACGAGGGCTGCAGTTACCGAATAGTTACCGGTTTTCATTGACACGGTATTGATCA
GTCACTACCAGACTTCTGTCATGGGGCAACTGTACCGACGCCATGATCACATCAATGTTG
CTATCATATCATAACTGTAAGCCATGCAGATTTACTGTGTGACAGATTTGTTTTTGTGAA
GAGCCAATCGACATAGCCACGTTTTTTGTTCTTCAATGTTCTTCTCTCTTTTTCTACCTT
GATGATAGGCTTCTGAAATCAAGTGCTTTCACAAATACCATTACTGCCCTGCACTTTTTA
CAGTAATAAGTAACAGCCATGCTNCTTTTTGGACCTGTCATTATATAGACTAGATGACTC
TTTCCTAATAGTCAGTAGTGCCTCTGTGATTTTATAACTTTTATGAACTTTTACCTTATA
TGCTTTTCCTTCTGTGGTCAAGCCTAAAAAACTCAAACTTCTACAATAATTCTATAATGC
TAGCTTAATATTTTTATTATGTTTTCTATGAAATGATGTGATTTTTGGGTCACATTTTTA
TTTGTACTGGTGCAATGTCAGGATTGTAAATCTTTTTTACAGGATGCATCTTTCACAGCT
TTTTTTTATGTATGCATTTTTGAATTTCCATTATAACAATATATATAATAATACATCCAA
ATCCTTTTTTTTAAATTCAGAACTAACCTGTACATGTATTTCTTTTCCTTAATTTGCCTG
TATATTTAATCCTCATTCATCCCTGATGTCAGAGATTAGCAGGTCAAATCTTACTGCACT
TGATTAGACAGAAATGTAACTTTTGAGCTTTGACAGTTGCTATTGCGACTAAATGTGTGC
CTCTTTCTATATTGCAATGCTGAATAAATGTTTATGATTTGATTCAGTCATGCAATGCTG
TTGTTATCTGCAACAGAAGCAGTGCATCTCATGTGTGACTGAGCTACTTTGAACGATA
>CL10377Contig1
TAGGACTTTTATTGGGAAAAACAAAACAATGAGAGCCATGAGTGACAAAAACTCTGCACG
CTGCACCTAACCGGCGAGTCTTCAAAATGGTGCCTGGCGTTTTTCTTCGGCCTTGGAGCC
CCACCCGTCATTTATGCGATCAGGTAGCAGCCGCCGAGTCCAGCCGCTCGCTCTCATCAA
AGCTCGTCCCTGGGGGTCCGCAGAGGGAAGTGCTGAAACTCCTCTGGCACCTCCTCCCCT
TTCTTCGACCTCTTGTAGAAACCAAGAGAGTCCAGAAGGTTGCTGATCTCGTCCGCCGTC
ATTTCCTTCACAGGGACAGTCTTCACAACCTCATCTCTTTCATTGTAGAGTATCAGACGG
GGATTCTTCTCCTCTGATGAATCGTATTCTAAGTTGTGATATAAAGCCCATCGCTCCATG
AGGAAACGGTTGAGCTCAGGCAGTTTCTTTATGGCTCATCCAACCACACTGGGAGCCATC
AGTTTCCCTCGAGCTATGACCTCTGCGGTGCTGTTGGAGCTGTCTGACGCTCCGACCGAG
AACGCAAAAATGAGCACAAAGGCCCACATTTCCTGATGGTTTTTTATTTCAATGTTCCTT
GCGCTTTTCACGTAAGC
>CL10378Contig1
CCAGTGTGCGGCGGCACTCGGCCGGTTGCGAAGCGCAGCTCACGTCTGCTCCCACCTGCC
CGACCTGAAACGATTTGTGCTCGAGCAGAAAAATGACGATGGCCTGCTGCACCTCGCCAG
CAAGTGGCTCAGGCGGGGCGAACACGCAACCGTCGGGATCGAGATGTTCGGGCCCTTTTT
CGTCGATGTGGCTTTCGCGCCGGTTCTTCACAAGATCTTGAGATCTGACTGGCTCGTTAT
GCGCAAACGGAACTGTGGCACCTGCAACGAACTGAAACCGGGCTGGGCTCAGGAGTTCTA
CGACGCTCGCGAGGTCCCGCGCTCGCCAGACAGTGAGATGAGGTTCGTGGGCCACCCGAC
TTGTCCTTGTTGCAAGCCGGGGGAGGCGAAGGACCTTGGCGTCGTGGCTCGGGCCATTGT
GAGGGAGATGAGGCTCTGCGGATACACCCCTTGGTCCGCTGTGCAGGCGGTGCGGCGCTG
CGAAAGCTCCATGCTGGAGCTGTCGTGCTCCGAGTGCCGTCGGGTGATTTTTACCCATTG
CGCATTTCTCATGGAGTGCGCTGCGGTCGAGGCTTCTCGGGAACGCGACTGGCTGGTCCG
CAACGAGGCCGTGATTCAACTGTGCTGGGTCGTTCATTCCCTCCTTCCGC
>CL10379Contig1
GGGCCTTTTTACCCTCGGCTGAATATTTCCCGGGCTTCCGTCATTTTCTTTCAGGTGGAG
TAGAAAATTCAGATTCTTGTTGACCAATAACATGTCAGCTTAGCTCCCCAACACTCAAAA
AGAAACCAGACCTTCTGAAAAATTACAGAGTCTCCTCAAAGCGTCTTCAGTGTCTCTAAA
ACAAACTTTTTTCCAGATGTTTGGAAGTGGCCAGTAATTCTACCAAACCCAGAGCTCGCG
TAGGCTATTAGCCTGCTATTAGCCTGCTGTTAGCCTGCTATAAGCCTGCTGTTAGCCTGC
TACTAGCCTGCTATTGGCCTGCTGTTAGCCTGCTGTTAGCCTGCTGTTAGCCTGCTGTTA
GGCTGCTGTTAGCCTGCTGTTAGGCTGCTGTTAGCCTGCTGTTAGGCTGCTGTTAGCCTG
CTGTTAGCCTGCTACTAGCCTGCTGTTAGCCTGCTATAAGCCTGCTATTAGCCTACTGTT
ACCCTGCTATTAGCCTGCTGTTAGCCTGCTATTAGCCTGCTATTACCCTGCTATAAGCCT



GCTATTAGCCTGCTATTACCCTGCTATTAGCCTGCTACTAGCCTGCTATAAGCCTGCTGT
TAGCCTGCTATTAGCCTGCTATTAGCCTGCTACTAGCCTGCTATTAGCCTGCTATTAGCC
TG
>CL10380Contig1
CCGACTCCCACGGTGGCTCCTGGACCAGCGCCTATTCTGCCACCAACTCAGGCCCCAGAG
ATTCTGCCCCAGACTCTTCCTCCTGTCCATTTTCTTCCCTCTGCTGCAGCACCACCCAAA
GCTCCACCTCCAGCTGCTCCCACCAGCCAACCACAGAAGAGACGTTTCACAGAGGAGGTT
CCAGATGAGAGGGACAGCGGCTTGCTTGGATACCAACATGGACCCATTCATGTGACTAAT
TTAGGTGCAGGCTTCTCAGTGGGCAGCCCAGACTCTTCAGGACCCCCATCACAGAGTTCC
TCCGGCTTGGCGAGTGAGAGGAACAGTCGGCAGCTAATGCCTCCACCACCGACCATGGCT
GTGAACGGAGTACGACCCAAAACAGAGGAGAAGAGGGTACCCCCAGCCCCTGTGGAGCCT
GTAGTGAAACGACTGAGAACAGGTCTGGTGGCATACAGCGGCGACTCCTCTGATGAAGAG
GAAGACCAACCCACCTCCAAAGCCTCAGGGCCAGGTAACCCTGGAGTAGCTCCCCCTACC
TCAGCCTCTTCAGGGTGGACACCAGGCTATCGCTGTCCTCCCCCACTGCCCCCCCGGGCC
AAGACGCAACCACAACAGCAGCCCATGCCTTTCTGGATGGCACCGTAACACAACAACTAC
AAAAAAAAGAGATTTGTCAGTGTCCTACAGGATGTTTGTTCATATCCAGCTCAGGCCACT
GATGCCTGCTGCTCACAT
>CL10381Contig1
TCGGCACGAGGGTTGTGCCTCTGAGCATTGCTGTAATTTTACAATCTGATGAATTCCTGA
CTGATGGCGGGAAGGATCCAATCCTGAAGCAGCAACTTTTTTCCAATTTTGGATTTGGAC
CCATTTTTTTCCACCTGTGCAGAGGTGGTACTGATTTCATTGGACTCTGCAGAAATAAAC
CATGAAGTCCCATGGAGATCCTGCAACTGTGCTTTTCTCCATTGTTTGCCTCAGTCTTGC
CCCTTTGTGTTTGGGAGCTGCAATTCCTGTTGCATGTGGATCCATCTACAGAAGCTTTGC
TCAGTGTTTGCTCACGCTTGGAGACAGTTTAGTAGAAACACAAAAAGATCAGAGCACACA
GGACATTGATTCAATCTGCAGGTCCTGGAATGCATTTCATGTTTGTGCCAACTCGGCTCT
GGCTGGCTGTCCTGGAGAAGCAGCAGCCATCTGGGAGTCTCTGAGACAAGAGTCCAGGAA
GACACAGTTTTCTGGAAACCTCTACGACATGTGCGCTAGCCGCACCACCCTCCCCTTCCA
GCACTTTGCCTGCACCCCAGAGTCCTCCCACCTCTGATCAGATGAACCAGGAGACGTTGA
AAGGGCAGACGGACAGAAATGGCCCTGCGATCTTCACACTGTCGTTGCCTGTGTGCAGCT
TGCTTCTGGTTCTCCTCAGGAGTTAGTCAAACCACGCAAAGACACTCCTTCAGCTAAGAG
ACTGTCACAGCTGGATCCCACCTTCTTCTAACTGTTTTATCAAGAGATGCTTCTTGTGCA
TATGTGATTTTTGTCAATAATGCATGAACCATAATATTCAGGATTTAATTACTTTGATTT
ATGGTTTTGTATTCTNATATGTGATCTTAATCTTGATATTTTCTGGTTAAACAATTCAAA
TAATAANCTCCAA
>CL10382Contig1
TTTTTTTTTTTTTTTTTTACAATAAAATCTTTATTTAATCAGCAACCGAACCAGCTCAAA
TAAGTTATGACATTTCTAGTTTACATTCATTCAAAGTGCAAGCCTTCAAGTCAAACTCCA
CTTTTCCAAAAACAGATCCTGTCAAAAGTTTCCATTGAGCCTAAAAAAAACCAAAGGATT
GGAGTTGGCACATTAAGAAAATAAAAAGATCTTCAATCATCGTAAGGTGATAAATGTTGA
TTGGCAAACATGAAAGATGTCTGTCAAAAGTCTAGCACCATCTGACAAACAGGCGATGCA
TCGATATCCAAGGAAGGACCCACAATAAATATGATGAGAAACATCTGAACCTATTAGAAA
AGAACCAGCCCCTCCCAGCCATGTAGTTTCTTACTGCATCTTAGTAAAGGAGTGGCTTTC
TCCAATTTTCCTGCTCTTTGGGGAAGAACCAGTCCAGACGTGCTGCCTGGACTCGAGTCT
TCCAGTGGTGGAGAGTTTGTCCACATGACGTTTCATCACCAGGCATTTTCATCCCCCCAG
TTCAAGTCATCTCCGTCTCCCCAGCCATCCGTTTCATTCTCGGGGAGGTCAGCTGCTGCA
AACTTAGCCGTGAGCATCACAGCACTGATGGATGAATCCCCCTGCAGAGGGTTTAGCGGG
TTCTGCAG
>CL10383Contig1
AGGAATTCGGACGAGGGACCTTTGACCCCTTCTGCTACCTGACGCTGCCCCTCCCCATGA
AGAAGGAGCGGACCCTGGAGGTCTACCTGGTCAGACTAGACCCGGTGGCCAAACCCACGC
AGTACAAGCTGACCGTGCCAAAGGTGGGCTGCATCTCTGACCTTTGCACCGCCCTCTCCA
ACCTGTCCGGAGTGCCTGCTGAGAAGATGATCGTCACCGATATTTACAACCATCGCTTCC
ACCGGATCTTTGCCACCAACGAAAACCTCAGCAGCATCATGGAGAGAGACGATATTTATG
TTTTCGAGGTGGCGGTGAACAGAGTAGAAGACACGGACCACGTCGTGATCCCGGTCCACC
TGAGGGAGAAGTACAAGCAGTCGGGCTACAACCACACCAGCACGCCGCTGTTCGGCCAGC
CTTTCCTCATCGCCGTGCCCAGAACTCTGAGCGAGGACAAACTCTACAACATGCTGCTGC
TGCGCCTCTATCGATTTGTGCGATCTTCTGTGGAGGAAGACGAGGACGACTGTGAGGAAA
CGCAGCCATCCAAACCGCACACCGTCAATGGCAACGCCACCAAC
>CL10384Contig1
TGGATCCTGCCCAGGAAACTCATGGGGATACAGCTGAGTGCTGAAGGGGAAATAAATCTG
CAGTACCTTGCAGAAAGTTATCCCACGCACAATTCTGTTCATTTCCTCAGAAATGTAATC
ATGGCTGAAAATCAGGAGGAAACTGTGGACCTCTGCGGCTCTCTCCAGTGACCTGATGAG
CAGTTTGAGGTATTCTGGACGGTTGTGAACCTGCACGACCAGAACCAGCTGGGGCTCTCC
TGGGAACTTCTCTGCGTTGAAAACGCACTGTTTGTAATTGGCACCGTAAACGGACTGCCT



CAATCCGTCCAGAGAGTCATACTTGAACCTGAACGTGTCACACGACAGCGAGTCCCGATT
CCTGTCAGTCACAGTTCCGGGTAATTGAAAGTCACTTTCCTGCTCAGAAACGACCAAAAC
CCGAGTGGAGAGCAGGAGAGTCACCACCACGAAGGCGACCCCCAGCAGGGCGAGCAGGTT
TCTCCTCAGCAAACGAAACCTCATGTTTGCCTCCAGTGAAAACACAGCTTGTCTGGACGA
CGGCACGCGCTCACCTCGTCACCTTAGTCTTCGCAGGGCGGCCGCGTGTCCCCGGGAAGT
CGTAACATTTCAGATTTTTTTTTTTTTTTAGTGCTCCTATGTTAGACAAAAAAAGTGAAA
TAAAGTCAGCAAAAAAAAAAAATCATAAACAGTTGAACTCGTGTAAGAAGTGGAGTGGTT
TACCAAGCAAATGGGTCCCCGGCCATAA
>CL10385Contig1
GGCTGAACTGCCTCTGGTCCACTCTGCCTTCAGGATGTCTGGATTTACACCTTCACAGAT
GTGCCTCCACTGGCTGACTCAGTGCTTCTGGAACTACCTGGACTGGAGTGAAATCTGCCT
CTACCTCTGCGCCTGCGTGCTCTTCAGCCCCGACTACCAGGTGTACCTGTGCGTGGCGAT
ATTCCGACACCTGCAGCCGGACATCCTGCAGCGCACACAGTCCCAGGAGCTGCAGATCTT
CCTGAAGGAGAATCCGATTGAAGGTTTCAGGATGAGCGACCACCTGGAGTTCATGCTGGG
TCTGGAACGCAGCTACAGGAAGGACGTTCTGACGGCCATGAAAGGTTTTTTAGAACCCTG
AAGAGCAAAAGCAGATTGTTTTTATATTTATTTAAAAGAAATGTGAATGATTTGACTATT
TTTATTCAACCTTAATTCAAGGTCACTTTATTCCTCTGTGAATGCCACTTTTTTGCTGTT
TGTATTTCTGAATGTTTTTTGTGCTGCTGAAGATAAGAGAATTGCCCCATTGTGGGATGA
ATAAAGTTTATCTTATCTNANANAAAAA
>CL10386Contig1
GAGGGTGAGCCTGAAGGATTTCTGCCGTTTGTCAGGAGTCTCTGAGTTTCTAGACCTGTG
ATTGAAACCATTACAGTCAGATTTCACTTAAACCAGGAGTTCTGATTGTTATGTTTATGA
GCTCATTCTGTATCTATTTATCAATGAACTTGTATCCATGGTGAGATGATAAAATTGTTG
GTTTGTGAGAAATTGATTGAAGAGCTGCATTAAGGACTTTCTGTAACAGTTTAGTCTGAT
GTCACAACTCAAGACCTTTAAACTTGTTAATTTTAACAAAAATGTTGATTATATAAACAG
GATTATTTAAATATATATATACAGTTTTTGTTCTTTCTGCATTATGTTTCTCATAATAAT
GATATGATTACTTATGTTAAAATATATAATAAATATAATTTTAAATAAATGTGTATCACA
CATGTTAAACCAGCAATAAATTTGTTATTTAAAATATGTTGCTCAGTTTGTTTTTTAAGG
CAATTTTTGTGTGTATGTAGTGTTGTACAAACCGTTTTTTTCTTTGTGTTTAGACGGTAA
ACACTTTTTTTTGGACATGACNA
>CL10387Contig1
CTCATATCCTTTTAGCAAACACGTTACGGCATATCTATGGTGTGAACTGGCTCCTCCCCA
GTCTACAGTCAATGGCGCAGCACCAGTAATTGTGGGCTTGTTCGTGCGTCGCTATACAAG
TTTTAAGTCCGGTCCCGAGCTGTATGTACACATCAGGTGTTGATCTTGCACTGACAGTTT
GCCTGGTTAAACATTGTCACGCTGAATGACAGCAACGCATTACTGTGAACAGTCGAGGAC
TTGGATTTAGTAGTGACGTGTGTGGTGTCCGCTTCAAAACACATTAGTTGCCAACCGTCG
TAAACATGATCTTGAAGGAGACATTAATAACTGCGGTCTGTGTCCAGTCGGATCAATATG
ACTCATGAGACGGATATTTATGTGAACAGAGCTGCGCACGAAGCCTCTTCCTATTGTAGG
TGGCGGACGAGCGCTAATTAAGAGTAAATGCACGTAAAAAGAAGAATCTTCTCCCTGTTC
ATAATATAAACATAGATGACAATT
>CL10388Contig1
ACGTCCGCCATCGACGCCAAACCAGGAGGGAAGCCAGTGAGGCCCAGGGGATGAGGATGA
GCGCCTCCACAGAGATCCGACAGGTCCTCCTCCATCCCTCAAGCTGTCAGCAGTTCCTCA
ACTTCGTCTCTCTGAAGGGAGACTTCCTGGAAAAATGACGTGCGTTTCTGGCTGGAGGTG
CAGCGCTACAAGGACCTCTGTCACTCCCACAGCGACGAGGCCACCATCCAGCAGAAGATC
TCCATCATCATCAGCTGCTTCATCAACTCCTCCATGCCGCCTGCGCTGCAGATCGACATT
CCTCCTGATCAGGCCCAGCGCATCCTGGAGGAGCGTCACCAGCTGGGCCCATACATCTTC
AGAGAGGCGCAGATGTCAGTCTTCAACGAGCTGATGACCGTGTGGCCCGAGTTTCAAGAC
TTCAGAAGCAGCGTTGGGGAGGAGCAGCTGCTGTCTGTGCTGGAGCAGAAACGAGCCGGT
CACAGAGCCAGAGTGAGGAGGCAGAGGAGGAAAGAGGAGGAGGAGGAGGAGGAAGAGAGG
AGAACCCAGGAGCTGAAGCTCCAAGAGCTGAGTCTTCTAGAAGAGGCAGACTATGAAGAC
AAAGAGGAAGGAGTTGGAAAAGAGTCGCTGAGAAGACCGAGCAGAGCGCAGCTGATGGAA
ACACGGCCGTTGCTGTGGTCGTACTCCAAGTACATGGCAGGTCTGCAGAAGGAGCAGGTG
CTGCTGAGGAGACAAAGTCAGCTGGAGGCCTCCTCCTCCACATCTGCAGGAGCTTCTGAC
TGATCCGTTCGGACCTCTGCAGTAAGTGAAGGACCCCCTGCTGGCACCTGTTCAGCAGAC
ATCCGTTTGTGTGGGAAAAGATGAAGATGATGAAGATGT
>CL10389Contig1
GTATGTATGTTCTCTGGAGTGCCTGTCATGGCTCAGCAGTTAACAAATCCCATTAGTATC
CATGAGGACTCGGGTTCGATCCTTGGCCTTGCCTAGTGGGATAAGGATCTGGCGTTGCCA
TTAGCTGTGGTGTAGTTTCAGAATTGGCTTGGATCCTGCTGTGGTTGTGGTGCAGGCTGG
CAGCTACAACTCTGATTCGACCCCTACCCTGGGAACCTCCATATGCTGTGGGTGCAGCCC
TAAAAAGCAAAAAAAAAA
>CL10390Contig1
CAAAGGGTTGGAAGTGCCGGGCGTACTGCAGAGCCTGCATTTGGTTACCGATTCCTCCAC



TGAGAAGACTTATAAAGTACAAGCGGTGCAACTTGAACTCTAAACTGCTGTTGAGGTCCA
GAAGGCGCTGGCGATTTGTAACGGCCCATTCTAATGCTGGCCGAAGGTCCTGCATTCTCA
GAGCTTCAAGGATCCTGTTTAGTTCCAGAAAAGGTTGCTTCATACTCATGTCAATAACTA
CACCAGACTCCTGACAAAGGTCCTCTGCAACACTGAGCATGCCTTGTCTGTACAGATGCT
CCACAATGGTCTCACTCAGGTATTTCTGTCTTTCTGGGGTGTCCCAAACTGTTTCTGCCA
CCACTGCACTGATTTCTGCATCAAAATTCCTGTCAATGGCTTTGCCAACTTTCGACACAC
TGCCGTGGATGTCTTTATGTCGAGAGGCGAGCATCTGCACTGTCTCCTTGATATTTTTAC
AACACTGGGCCATAGTCTGGGATAGCACTGATAGGTCTGCATCTTGTACTCCAAAAGCAA
CTAGCTGTGCTCGAATATCACAGACACTGCGCAGGAGTTCATCTAGCCTCTCCTCAGACT
GGTGGCCGTACGTCACAAAGCGATGCAGCACCTTCTCCAGCTCCCGCTCCACACACAGAC
ACTGTTCCATGGCTCAGACTGGAACAACTGCACACAACCAAAAACCGACGATGCTAATTA
CTTAGCAAACATTAGCGTTAGCCGCTTGCCTGTTATGGCATCACTTCACTAGCTACCGTA
ATGCGGAACTTCCGGTGTC
>CL10391Contig1
CGTTGACTTGCTCTTTAACATCTCACCATTCATATGTATCGTTTTCATTCATAATTGCTT
CACTTACAGTTTAATCTATTCTTATGATTTTTTTTTCTGTTTTCAGTTTCAATATTTTTA
AATGACTATTGAACATTTACTGAGATATTTAGGAGCCTGTTATATAGTTTATTTAAAGTA
TTATCATTGCCATATAGGACAGAGTGTTGAAGTAGCAGTATTTTCCTGCTGTGACTGTGG
TGCGTTCAGGGGTTTTCCTGAGCCTGTTTTTTGTGCTTTGTACTGCCATTCTTCTGCCTG
ATGTCGTGGGCGGCCACTAGAGAGCGCCGCAGCCTGTGTGATAGGATGCTCTGAAACACT
GACGCTCTACATGACTGGAGAGCTTTTGACACCTCTGTTGGTACATTCCAGCTCCCCTAC
AGGTGAGATCATAGAGACAGAGTGGAAGACATGCATTTAAAGCACTGTGCTTTTGTGCAC
CTCAAGGAGCCTATCAAAGGAATGTATGGGAGGCGCGTCTGTCACACATACTGTATATTT
TCCTTTTTATGGCCATTATTTTGTGGTTCTAGATTCCTACAAATCTGTAAAATCTCAGTG
AATATTCTTAAATCGTGCAATTCTTTTTAATTTGTACATGTTTTAGATAAAAGCTGTATT
CTTTGATGCTAAAAT
>CL10392Contig1
GCTGTGTTTGGCGCCCTGTTGTCGTAGATGGGCTGTGACACGACCGGCTCCAGAGGGTAC
AGCTCCCCTGTGGGGAGCGTGATCTTGGCCTGGAAGCAAAGCCGCACCGAATTCAGGTCA
AACTCCTCCTCCCACACCTTGGACTCAGGAATGTTGAAAGGGTTGTTGTTGGTCTGCAGC
CTGCAGGTGATGGCGTCATTCACGTCCTTCTTCTTCACACACTGAATGCCCAGATTCTGA
AAACTGTGTATTCTCCTCTCCTGCAGGTCTGCCTCGTAGTAGCCATGCTTGCAGTCTTTT
CCAACCAGTTCATGGGGGTGGGGCTTGTGCGGTGTGTTTTTGGTCACCAGGGAGATGCGA
ACTCTCAGCGGACCGTTGTAATTATTCACCTTGATGGCTGGATACGTCTTGGTGGTGTCG
TTGCTCTTCTCTCCAGGAATGCTCCCGGCGGAGCGGCCCTCACACTTGTACCGGAACCTC
ATCCCCCTTTGCTTCGGCTGCTCGATGATCTCTATGTAGGGGTTCGTCGGCATGACTGGG
TTGATTGAGGGGTGGCCCCATCCGTACACACCGTCCATGGCTGCGTCCGGGTCGCGCCTC
TCCTCCTNCCGCGGGCGAACTCTTGGCTTTTCTCGGTGAAAAGACGCCGCAGGACCGTCG
ACGTTGGAACTCCGCTGACTTCTTGACAGAGCAGCACCGCCGCCTCCTTCGC
>CL10393Contig1
CAGGCAATTCGGCACGAGGCTGGAAATGATGGAAACCCCTGGTTGTGGCTGGACCAGAAT
GCAGGCCTTGCTGCGGCCCTGTCCATCCATGTGCAGATTTATAAGAAGAATACAGACGCC
TGGTTAACCTTTTCAAAGGCCTCATTGAAGCGGCTCCAATGACTAAAAAGGTGGCAGTGA
GGCTCCACCCCAGCACACACCTGGTTCCGGTTCTGCAGAATCTCATGAANCCCACGTAGA
GGCAGGAAGGAGACTCGTCTGGCGGCTCTCCAGGTAAGAGCTGCGATGGGGTCGCTCAGC
AGTGACGTCATTTCAGACAGGATGAGTGTGAATCAGGTCTCTGATCCAGTTGAGGATATG
AACAGAATTCTCTGATCTGGATGAGTTTTCATTTCTAAAGAACCATCACTGGTTTGGTTA
TAAATTGACGGTTGATTTTTCTCTTTAGCAGATCCAAAAGATCGTTGAAACGTCCTGTTC
AGAACATCGATTATAGATTCACCCCCTCTGGAAACGAAGGCGTCCGTATGGGCACAATAA
AGTTTACCAACCTACGGTGCTGAACCTGAGCGGGTCTGGAGAACCGGGCCGACATCCATC
TGCTGCTGTGAACGCCTTAAACNTTATGGAAACNCCNCAATTCTGTCTTTTTTTTTTTCT
CCTGTTTATTCTTCGGGGNATAAAACGTTA
>CL10394Contig1
CTTTTCTCGAATGTAACCCCAAATCCCAGCAGGCGCAGATCCGGTGGTACATTCAGAGAT
CGGGATCAGAACACAGAGAGGAGGTTTCCCTGCTGGATTTTTGGATATGGATGAAGGTAT
CCACGGACAGCTGTCCACAACACCTGCAGCTGGCTCTAATGTTCTCCTTCTCATGCATTT
CCACTTTTAACCCTCCAGTAAAACACGTCTATAAAAGCTAGAAAACCATGCGTCTATCTG
TCTCACAAACACGTTTGCACCTCCAAGAGCCTGGATTACAGATCCATGAAAAACTGACTC
ATTGTGTGTAATTCTTTCAATCAAAAAAGCACAATTATTGAAAAAAATATATAATTTCTA
TGCCTTGCTTGGCCATCATTCCTTGATGACTAAATAACACAACCAAATACACACTTAAAC
ACACACGTAAAGAAAGACCATCTGGCTTAGTTTAACTGTCTGGCTTTGTTGTTTAGTCAC
AGATGCCTGGATTTTGAATGGTTGAGGTTGGCTCAAAAACCATCCCAATGAAGAGCTAAA
TACTAATTGAGTTTTCCGAATGGATTTTCATACGTTTAGTACAGCAGGTACTTTTTTTGC
CTACAAGAATATTATGATGGAACGGTTAAAATAATGCTCTTTTAGACTAATTTATCATTG



GGGATACACAAGCATTGCAACATTTACACAAA
>CL10395Contig1
GCTCGGTTCGGCTNGTTTCCTGTCTCCCGGACGGGTTTTCGTTGTCCCGGTTCGTGTCGC
TGACCCGGCAGGCATGTCCTCCCACGAGCCTGTCAACATGAAGCTGCCCCCGATCCAGTC
CACGGCGGGGGCCGTGCCGGTCCGGAACGAGAAAGGCGAGATCTCCATGGAGAAGGTGAA
GGTGAAGAGGTACGTCTCGGGAAAACGGCCAGACTATGCACCCATGGAGTCCTCGGATGA
GGATGAGGAGGACTTCCAGTTTGTGAGGGGAAAGGAGGTGGAGCCAGAGGTGGAGGTGGA
GCAAGAGGACGTTTCAGACCCACGTCTGAAGCGTCTGATGAACCGGACCTCTGAGGACGT
AGAAGAGAGACTGGCCCGGCACCGGCAGATAGTGGAGCCTGAAGTGGTGGCGCAGAGCAG
CGAGGACTCCGACGAAGGCACATGGCATCCACGGCATGAGGAGAGCAGTGAGGATGAAGA
GGAGGAGGAGGAGGAAGTGGATGATGAGGAAATAGAGAGGAGACGAGCGATGATGCGCCA
GCGAGCGCTGGAGAG
>CL10396Contig1
AGGGCCTTTTGTCACACTGCTCTTACCGGACTATGAAAATGTGGTTTAGCTTGTAACACG
GAGCTCTCCGACTCTGGCGATGCCTCAGATGGACTGGAGCCCCGTGGAATCAAATAAAAA
CAGAGCGATTCAGAAAAAGAGATGGGTGTAAATTTACTTATTGAGTATACATATATATAA
ATATATATGAATCTTACAAGTTTACCAAGTTTTTTGGACTAGCTGTGCTTTCCCTCTCCC
TGTTTGATTGACTGTGTTTGATTGTGGGAGATGGGAGGGGGTCAAAGCTTCGACGAAACG
TTGGACCTCAGCCGCAGCAGCGGCAGAAGCATCGGTGACCGATCGCTGCTAACATGACGC
AACACGGATGTGGCTCTTATTGATTTCTAGCTGGACTGCACGGGAAGCCCTGTGCCCTCC
GTGTCTCGTCAACATTCCTGGAATATGTTTGGCCGTGACGCAGACGAAAGGGCACACTCA
CACATCCATGTGCTCTTTAGCAGAAATGCTCGTTGCCCGTGAACGCTGGTGAGGACAGAG
GCCGGCACGTGCGCTCAAATGTAAACAGAACGATTCTGGATTGTACACTGTGCTCCTGAT
CCTGTCGGCATTTACCACACAGAGACGTAAAAAGAAAAAAGGGCAAAACGCACCTCTGAA
TCACACCAAAGTATGTAGCAAATGCTGTAAGCACTGAAAAATGTACAGTTGTTAATAAAT
CAA
>CL10397Contig1
CGGCACGAGGGTTCAATGAAACAAAACAGATCANAGGAGTTCAGAGGATCAGTGGTTTGT
TTAATATAAATTATTTTGTTTCTCAAGACTTAATTCTGCTGTGAGGCATCAGACAGACCT
GTTGTCTCTAACATTTAATTTAGAAAGTATATCTTTGTTTTTTTTCACCATGTGAACTGG
CCATTCATGTCATTAGCTGTGGTTACATGGACAAAATACATTGAAATAAATGACTGATCA
GAATAAAAATGTTATGTAAACACGCCATTCGGAATCAGATCAGAGTAGTTCGGATCAAAA
TTTCCTTCTGATGGAGATTGGTGGGTTACGCCGATTGTTGATCCGTGGTGCGTACAAACA
GTTTATTCCAATTGTGGGTCATTACTGCGCTGGTTGTACGTCATGCATATAGACAGTGTG
GCGCTCCAGAGAAGGCTTTGGAGCGCGAACAGGACCGGCTGGCTGCTACGCAAGCGAACC
ATGTCTTTAAGTAGAGCAGCCGGACTTGTAGCTTGGTGTTTGCTGGCAGGGCAGGGTGCT
TTGTTACAGTGTGCCCTCCAGAGGAGGCCTCGGACCACCGTCTGTCGGGCTGCTTTGCAT
CAGCGAGCTGCTGGACTCAGAACTTTGTCTCCTGGGAGAACGGTGTCTCCGAGCAGAGGA
GCGCCTTTGGGACGGAGCTTTTCAGTGCGGATATGTCGCTCCTCACAGTCCTGAGAAACC
ATGTAAACAGTCGTGATTTATGTTACTTATCGTGTCCAGACAAAAATAAAGG
>CL10398Contig1
TTCGGCACGAGGGATGAACTTCCTCAGACTATTAGAGATTTCCTGCAGGAGTATGATGCT
TCCATCTAAGCTGCTGGACTGACGCCATGAAGGGGGTTAACTGAAACAAACAAAGCCAGC
AAAGAGGCGCGAGGACTGGCATCGTGTCAGGGGAGTGACAATGCAGTAGACAAGACAGAA
CCAAACTCTGTCTGAAGATATGAGCCGCTCTGACAGAAACAGCTCAAAAGCAGCGCTGAG
ACGTGGTGGTTTCTGTCCTCTGCCTTGGTGATCACCCACAACTCCCCATAAACCCAAGCC
AGACTCACAGTCAGTCAGTCAGCTGTCTCCAAGACAACGACGCTGCTAGTTCAAGTGCTG
TGAAGCCGGGAGGCTCACAGCCAACCGAGACTGTTTGAAACGATGGCTGAAAGTTTTACG
GAGAGAAGATGTGGCTTCACGGGCTGCTACAGAAGAAAGGGATTATGCCAAAATTGTCAG
AACAAGACACCAGTATGTTGAAAGATCAACATGACTGAATCCACATGGAGAAAGCGTTAT
GCCAATAAGTCAAAAATAAAAGACCTCCTAAAATGTGGTAGTATTTTTGTGGCACAGGCA
GGATGGCCACAAATGAATGTATCACACTTGGTTTATGTCTTTTTCATATATATAAAGAGA
GTAGTACTTTGCTCTCCTTTAACATGTTTACATTATGAAATTTTGAATCTGTTGTGCTGT
CTTTCATAAAGATGGATTCTTGCCAGCCAACAACCTGGCTGTGTGAGCTTGAAGTTATCT
GAGAAGTTTGACGAAGCAAGCAGACTGATACAACTTTGCACTTATTTATATCTGTGTGAG
CATTCCTA
>CL10399Contig1
ATGAACCTGAATCAAAGTTTACACAGCTTGGCTTCAATTTTTCTTTTGACAGAACCCATC
TGCTTAATATCTGTTGACTCGTCTGACAGATGCTTGGAAAAACACGGCAGCACAACAAAT
TCTGCAGCAATAAAAAAACCCAAAAACTGCTGTTCATTCAGTTCACTCTCACAGTGTGGG
GACTGAGTTTCTCTGCCTTGACATCAAACAAGTCTCTTCAGCATTTCTCTGTAAAAATCA
AAACTGACTTGTATGATTTACCAAACGGAGGGAAGTTTGTCTCATGTTGCAAAAGGCGGC
AACCACGTGCTCACCGGAACACGTGTGCAGCATTTTCACAAACGTTTGCTTTGCTTCAGA
TTATTTTTGTGTGAACCAAGTCAATAAACGTGCAAACTCTCAAACCCCAAAAACGCATGC



TGCATTCAAGTGCCTGTAAAAAGCTGGAATAAGTCACATTATTATGATCTGATCCCTTTT
CTATGGATCATAGATAAGCTTGCGGTTTATATATATTTTAATTTTAATATCTTCTGCATG
TCATCTACTCAAGTAGTTCTTTAGCAGTCAGAAAACCCAGAAACCAAAGTTACAACTAGG
TGACGAGCAAATGTCCCAGCTTTTTCTGAACTTGGAGGCAGCACGAATGTGAACACTTGG
CGTGTTATAAAACGTAGTTTTATTGCAAACACGCTTACCTAAACGTGTGC
>CL10400Contig1
TTCTTGGCCAGGCGGCTGGAGGGGAGGTCTTTTTTAACTCCTATTCTTTCTCCTATACAA
GGCAACCCTGAGTTTCAGCCGGGCATGATTGATGCAGGTTACAACATCTGGACACAAAAG
GGGATAAAGAATATGTCTCATCTGTTTACAGGAAATTCTTTGTCTTCATTTGAACAGCTC
CGTGTCAAATATAACCTCCCTAACAGTCACTTCTTTAGATACCTACAAGTCCGGGATTTT
ATATTTAAGAAAACAACCTTGACCTCCGATTCTACGCCCTCACAACTAGAGAAGCTACTG
CTCACACATCCTGGTAAAAAAATAATCCACATGCTTTTATAATGTTCTAAATCAGACCAA
TTCATTGACTGTACTAGAAGCAGTAGAGAAATGGCAGACCGATCTGGGTGTGATTATTGA
TGAGGATACATGGAATGTTATTTGGAACCAGACAAAACGAATATCTGTTTGTAATAATGC
CAGGCTCTTACAATATAAAATTATTCACAGATTGCAAATCTCTCCAAACAGAAGACATCA
GATGAACCCTCAAATGTCACCTATGTGTTTAAAATGTAAATCCTCACTGGGAACTTATTC
TCACTGTATCTGGTTCTGCCCTAAAATCCTATCATACTGGAGAGACATTTTGGAGGACAT
GGAAAAAATATTAGGGACAGCCCTGGTCCTGAATCCGGTTTCTTTGCTGCTGGGTTATAG
GGACGATAAAGTCATCTCTACGTCTGGCAGATTGTATGACATCCTAACATATGCCGCACG
TAAAAATATTTTTCTGTCATGGATCAGTGACAAACCTCCATCCAAAGCAAACTGGCATAG
ACTTATCATTGAACTCTTTCCTCTGGAGTACTTGACCTGTCTGCTCCACTCAACTAAAAG
TGATTTCATGAAAACGTGGACCCCCTATCTTTGCTTTACCAGTCTCACTATTGCTTCAAT
ACTAAACAACGTGATTGTGGACTGACTCTATTATTATTATTTTTATATTTTTTTTTGCTA
CTTGTCTTATCTATTTTTATTTGCCTTGGTATAAAAAGGAACTTTAATTTGGAAAACACT
TCTGCAGAAATGTACCACGACTTGNGGAACCAATGTTGTGC
>CL10401Contig1
CAGCTGCAAGACTAGAAAAGACAATGCAGGAAAAAAAAAATGCATAACCTGAAATAGAGA
AGCGCACATTTAAATTAGGGCGACTCTTTAGTGTCACCTTTCCAGGCATAGGCGTTTTAT
GCTAATTATTTTTACCATGGCATCGAGCATTCCTTAAGCTCACTTTTTCTCTCCAACTTT
CTGTTTACCCCAGGCTCTCGCACTTTCCAATCATCTTTCACTTCACCGTCCCCACTGCTG
TTTAGATTCAAGACCATCTGCAAAGCTTCAACACCCACAATTTTCAGTGAAAGGTCCTCA
TCAGGTTCTCCTGGAGCCTCAGTGCCCATCTGGCTTAGCTTTGAACACGTCTGATTCAGA
GCCGGGCAAACTTGAAGTTGGTCCAGACTTGGGCGAATTGCTGTTCCCCTCGACAAACAT
GTTCGGAATGTCCTGACCAAAGTAGATCTTACTGTTAGCAGCTATGGCCTGATACTTCAT
CAGCTCCAGGTACTCCGGCGTCAACTTAAGCCTGTTTGCCTCAGAAAACTTAGCAGCAGT
GTAATACTCTGCATCTGCTTTGGCCCTCTCCCTGGCCAGGAAAGCAGCATCTTCTATTTC
AGAAATCTTCTTCTCAGTCTCTTTCTCCATCACCTTTTGTCTAAAATGGATCTCTGCTAC
TTGAGCCACTTTCTGAGCCTCAATAATGGCTTTCTTCCTTTCAGTCTCCGCCTCCTTTTC
CACAACCCTCTGAGTCTGAACCGTTATTAGGAGACGAGTTTTCTCTGCTTCCATGAGTTC
AAAGTTTCTCCTGATAGACTCGGGAATCTTCGGTTTGGTGACACGGACAGCCTGTATTGT
AAGTCCAGGTGCCATAGCGTTCAGATCTTTCTGCAGTGCAGTTTTGAGGTTTTCATCTAT
AATATCGAACAGCTCAATGTAGACTTCCTGAAGTGTGTGGACGCTACAAAACTGGTTCAA
TTCGTGGTGAATCTTGTTAAAAATGAGAGTTTTGTCATAATCGGCCGTGTAGTTCCTCAC
AATGTCCACCACTGCTGTAGGGACCAACATATTTACAACTTCTATTCTGTCAAAGTAGAT
CATCACACCACCACTTGTCCCACAAGGCACATTCTTGATCTCATCAGTTTGAAGCGTGGT
CTGCACTGCTCTGTATGTGGTGATGAAAGGCAACATGATATGATATCCTGGACCATTGGG
AGTAGTTAGTAAAGCTCCACCTCTGTAGTAGACGGCAAGGTGTCCTTCCTCTATCTTGTG
AATGGAGGAGTGCAGCATGAGGGCAACCACTCCTGCCATTGCTGCAAATACTGCCCCCAC
ATGCGGCATTGTCATCCTCACTTACACACACCCAAGTATCGAACAGTTGCACTCTGGTCT
TATCATTCGACGGACCATCCCCCCTCCCCCGGCCATA
>CL10402Contig1
TTTTTGNAGCTAGCTCATTTTTATTGTTTAAACAGTTTTGCATAGGAAATATATCCACTT
CCAGTAATTGACTGCAGTAAAAACAGCTGCTAGCAGTATAGGCTGGATATAACAGTAACA
ATCACAAAAAGTTGAGCCTTTATTTACACTGATTTTTAATCTTGTGGCAATTTTAGCCCC
TGCATCAAATGTAACCAGCTCGAAGGCATTGCCTACTGCTTGGTGTCTCTAAAAAACAAA
AACAAAAACAAAAAACAAAGGAAAAAAGTAAAAGAAGGGATATCAAGGCCTTCGCTATTC
ACAATGGACACCTGTGGCTCCTAAACTGCAAATTAGAACAAAAAAACAAACAAACAAACA
AAAAAGAAGTCCTCTAAAACGTACATTCAGATACATACATAGACCGTTGCACACACTCGC
AGTGGAACTACGATCACTACTGGAGACTGCTCACTTGTTGGTGTTGTTGTTGTTGTTCCT
GACTCCACCGTGTTTCCTTGAAACGGCGCGTAGAGGGAAGTAAAAGTGCCACAAGACCCC
CGCCCCACCCCCCAAAAAGAAAACAAGATATCAGCTGTGGGGGGGAGAAAAAAAAACAAA
CAGAGAGGGGTGACTCTTCCCAAGACTTATTTCGTCCACTTCCAGGAAAGAGAAAGAAAA
AAGGGGGAAGCACGTCCTTTCAAAATAAAATCTGAAGTGGGCAGGAATACGTCACAAAAG
AGATGCCGCACTTTTCCTCTGAGTAGCTGCTGTTTTTGATCTCATCAAGCAGGAAGTCTA



TCACATTTTACATCATATGTATGTACACA
>CL10403Contig1
GAGCGGAGAACAACAAGGGGAGGTGGAAGGAACCAGCTCGGCATCTTCATCGGGGGAGGA
AGACGAGGAGCTGCTGGTTGAAAGGATGAAGCAGCAGACTCTGGCGTCCAGTTCTCCCAC
GGCGGCGGAGCGGGGAAGCAGCGGCGCCGCCAAAGGAGGGATGAAGGAGTCCGGCCACCA
CTTTGTGTCCGTTTCCACCACCAGCTCGGTGTCGTCCACCAACAGTTACGACCGCATCCC
GCGGGAAACTGGCTCCCCGGGGGGGCGGATGCTGGTGGCCACGCCCATTGAAATATGCGT
CTGAGGCACTGGAACAGCGCCCCGTCACTTAGGTAGCTGTGCATGTGTTTNGGACCTGAG
CGCGGAAACGTCATTTACACGGAAAACGTAGTGACGTCTGTAAACCAATACATTGTTGTG
TTAGAAATCCAGTCACTAAAAGAAAAGCCAAATAGTGTTTATTTAAGCAATACTTCTAGC
AAAAAACATCAAAATGAGAACAAGAAGGAGGTCCAAGAATCTTCGTCTGAAAGGAGGAAT
TAGGGTGACAACCTGGGACCTTGAAGCCTCAGAAGGCTTTTCTGTTTCTGCTGTGTTTGT
AATATTTGAACCATAAAGTTTAGGGATGAGTGAGGATGTTGGCATCAGGAAGAACTGCTC
CGTCTTTCAGCGTTTGGATCAGATCAGAGGCAAACCGGAGCAGCAGTCATGTGACCTTCC
AGAGAGCAAAGACCTTTGGGTTATCCTTCATGGAAGGATCCAGCTGGATCATCCTTTTGG
AGACAACAACACGTTCAGACTGAAGTTTGGTCGCCTCCTTTTCACTCTTCTTTCCGGGTA
ACGTTCATGTCTTGTTCTCAGAGGAAGGCGTTAGGAGTGTGACTGAGAAACCTCTGTCCT
CCTGAACTTCACTTTGTGTTTTGCCTGCTTTCCTTTTCTTTCTACAGAGATGTTTACCGT
TAAAGTTTTGCCTGAAAACCACAAAAAAAATGACATCCTTTTTGTCTAAATCCAAAAAGA
GATGCCAATCTTTCTGAACTGCATGATGGGTAGCTCACAAATAGAAGAAAACTATGGAAA
TAACCAGAAAAAAACTAACAACAAGGTCAAACGTTGTGGTGTGAATATTTTGTGGTAGCA
CAATTTCAATCTGTTCTTGCATTGTGTCCAAGCTGGTGTTGGGATCTCCTGAGGGACACT
AGGGCTAAAAACATCTCTGAAAACCAAACAAGTGTGTATTGTGTGTTCATGTTGTGTAG
>CL10404Contig1
TGTGAACGACGTGGAGGACAGTGAGGGGCTGCCATCGCTGGACAAACCCGGCTGGTACTC
TCAGGGCAACTGGCCACACCTCCACAAGCTGCTCAAGACCATGACCGGGAAACCAGAGCC
CAAGGTGGCGTACTTTGGGGACAGCATAAGGTCAGACATGTTTCCTGCAAGGACCTTTGC
CGATTGGGAGACGGTGATGATCGTGGAAGAAATGGAGGGGGAGGGGGTCCCAAAAAGTGA
AGCCACAATGGCCAACGAGGCTCAAGCGGAGCCACTGGAGAAAAGGGGAAAGTTTGAGGA
GCAAGGCATGAAGTCACCCTCAGCCGTGTCCAACCAGTGGGGGTCTTACTTTGTTGACAC
GCAGAAAAGTGATGGAGAAGATGAAGATGCCCAGAAGCTAACCTGGTGCTGCCACTGCAT
TCACAAATACAGCACCATGGCCATTCCCAGTGTGGAGCACATAGCAGATCTTCCTCTGGA
TTACAAATTCCCCAGGTTTTCCCCGGACAAGCCCTACACCACCGGCTACTACCCCAGACC
TCCAGATTCTGTGCTGAAGAGGTGCAAGAATGTGTCCTAAGAAAAGGCAAAAAATGAAGA
AAGTCCTCCCAACCCTTTCTGCTTCAGGAGAGGAAGGTGCCTCCATATTTTTGCCTGTAG
TTTTTTCTTTTCCAGGTGACCCCAGCCATCATCTGTGGAGCACAGGAAGCATGCGTTCAG
AGAAACCATGTGAATGTAAGCCACATAAATGTAATGGAAGTGTCCCATACTGCAGTGTGC
CGTACTGGTGTGTGTGCTGCATTCAGTAGTGGTATACTCTTCACTTG
>CL10405Contig1
TCCGCAATGGGAGACAGTTTTTGCGAGCAGCTGATGGAGGACGGCGCCTTCCTGAAAGCT
GACCGGCGGCTGGACACTGAGCTGGTGGACAAACTCATCCTGCAGCTCAACAGAATCTAC
CCGCAGATCCTCACCGACAAGGAGGCCACCAGATTCAGAAACTTGGACGTGCCGACAAAT
GTTCGTCTAGGTGAGCTCCTGACGCACCTGCAGGGGAAAGGTGAGGAGGCCTGCAGAGAG
TTTTACAGAGGCCTGCACCTGCATGTGGAGGAGGTTTACTACAGTTTACCCACACGGCTT
CGCCTCAGAGATTCTTTGGATCCACTAACGTCTCCACCTGTTATCCCAGCAGCGTCATGT
TCTGAACGACAGAGGTCCCCTCTTCTTTCTGGGAAGTTTCAGCTTTGTTGTGGGAATTGC
TTTACTCTACTACTACAGCGAAGCTAAATTGTCTGGGGGAAGTCGAGCCCTTGGGATGGC
TGCTCTGGGTTTGAAAAGAAAAGCTCAAGAAGTCCTTGTATGGTACACAGAAGATAGTTT
CATATAGTAATTTTTTTCATGTTCTTTCGAGTACCAGTTTGTTTGATGTGAATCACTGTT
TTGATATATCCATGAAGTGCCAACCTGCAACCTCCAAGTCACGCCGCAATCGCCTTTTTT
ATGGACCGTTGCCACCATCTTGTGGACAAAAGGGGAAGTGCATTAGAACAATTGTTTTAT
GTAAAAGAACGTCCTAGTTTGTTTGTTTTGTTACGTTTTCCCGTTTATCAGAAAAAATCA
ACAAGAATCTGACATTTTATGTGGATAAGGAGAACTTAACACGCGTTTTATTAGTGATAA
AATTGTTTGCGATACTTTTCACCAATGAAAACCTGCTGATCAAACGCAAGGCATTGTGGG
TATGGACGTTCCCAAAGAAAATAGTTAAGAAATG
>CL10406Contig1
GCCTACTGCTGCGGTCCTCCTGCTCTGTTAGAAGATGTCGCTGGTTCTTCTGAGCCGAAA
CCTTCTGGCTTTTACAAATGGCGGGACGATGGTGATGGTGCGGTCCACTCAGACCGTCGC
CGCTGCAGCTCCAGAGCCCAGGATGAAGGCGTTCCAGGTGTACCGCTGGGACCCGGACAG
GCCCGGCGACAAACCGCGAATGCAGACGTATGAGGTTGACCTCAACACTTGTGGCCCCAT
GGTCCTGGACGCACTTATAAAGATCAAAAATGAAATGGACCCCACGCTCACATTCAGGCG
TTCTTGTCGTGAAGGTATTTGTGGTTCGTGTGCGATGAACATCAACGGAGAAAACACTCT
GGCCTGTCTGAACAGGATCAACGCGAACAGCAGCAAAGCCACAAAAATCTACCCGCTGCC
ACACATGTACGTCGTCAAAGATCTGGTGCCGGACATGAGCAACTTCTATGCACAGTACAA



ATCGATAGAGCCGTACCTGAAGAAGAAGGATGGTAGTCAGGAGGGGAAGACGCAGTATTT
TCAGTCCGTGGAGGACAGACAGAAACTGGACGGCCTGTATGAGTGCATCCTCTGCGCCTG
CTGCAGCACCAGCTGTCCCAGCTACTGGTGGAACGGAGACAAATACCTGGGACCTGCTGT
CCTCATGCAGGCGTATCGGTGGATGATTGACTCCCGGGATGAGTTCACTGAGGAACGGCT
GTCGAAGCTCCAGGACCCCTTTTCCCTTTACCGCTGCCACACAATCATGAACTGCACTAA
GACTTGCCCCAAGGGTCTCAACCCAGGAAAAGCCATCGCAGAGATCAAGAAGATGATGGC
CACTTACAGAGAGAAAACCACCGCCGCCGCCTCATGAGTGACAGTAACGGTCGCCTGTTC
AGAGCTCTACCACGTTGCTACATTAACACCTTTGTGGCGTCTCTGTCTGTGTGTGGGTGT
GACGCCTGTGACTGTAGACGGGATGGAGGAACAGGCTAAGAAGGAATATTTGTGTCCTTC
ATCACAAAAGCTTTTGCTGTTTGCAGAGTAGATGCAGCTGGATTGCATGTCGTTGCTTTT
AGCTGTGCGAAATTGTGTATTTAATGGTGATTTGTTGAGCTAACAGCAGCACAGAAAAAA
AGCTGTTCTTTCAGTGACTG
>CL10407Contig1
CTGGGTTAGGTTTTCCCTTCACACAGTACTGTGCACGCAGAGCCACGCTGCTCCTTAAAT
AAACATCACATACATTCATCATCAGGCTGCCTCTGGCTGACTGACTTCTTTAGTACTGAA
ATGTTTAGAAACAAGGATCTGTGTAGAAACTGTAAACAGCTTTACATTCGAGCAGCAACT
TCTTCCTCAAAATTCAAGTTTCAACAATCTTTGTTGCTTGAGGCGTTCTGGCGTCGCTCC
GACTGAAGCATTTGGCAGTTGGAACAGGAGAAGGTGGAGGGCTTCGTTTGCCAGCAGTGG
CTCTAAAGACGTGTTTGGGTTCCATCTGGAGCAGCTGCACGCCCATGTGTCCACGGGAAA
CTAGGAAAGGCAGAGCCAACGTGTGTGGACGGGAGCGGGACCTGCAGGGGGGGTTCCCTC
CCAGTACCGCTGAGCAGAGGCGGTCCTGCAGGAGGTCTCAGAGCTGCGTCTTTGGCCTTT
ACGCCACCAGCTGTCTTTGCGTCAAAGTTGACACTTTTTAAAAAAAATCTTTTTAGGAAT
GAAAAAAAAAAAC
>CL10408Contig1
GAAGGGTTCCCCCCTCTCAAATTGCAGAGGCTGCTTTTTTTGACGACACCGCGCTTTTAT
TCAGTGAGATGAAAGCTTCTGGAGGCTGCACTCAAACACACTCACAAGAACACAGAGGGA
AAAGACTGACTGTGTTTAGGTTAGGCTTTACAGGGGCCGTTTTTGATGTCTTTTAATGAG
GATTGCCATGACGCGCACAAACACACACCACCCTGTCCTTTCCAGAGTGCCTTGATGTTG
TTGATTGCTCTGTGGGTGTGCTTGTGTGTGACAGAGTGCCTGCGGTTTGCCAAAACCTCA
GCAAATTCACACAGATTATAAAAAGCATTGTTATTTTTGATTCTTTCTGCACAAAATACT
TTGTTTTTAAACAAGATGGAGTGACTTCTCCTTTTCGGCCAGTAGATGGCAGTCTGCACG
AGTTTAAGGGATCTATTATAAGAGCGAGCATCGCTCACCACGTTGACCTTTGCAGATTTT
TAATTTTCCTTTTTACCTGGACAGACGATAGGCTTTAAGAATCTTGACACAAAGAGGCTT
GACAGGGATGGAGGGTTAACGGGATCATTTTAGCGTTTTCACGGCAGCATCACTGTTCAA
CACACACTGGCAGACTCACGTGACGGACAGCAATAACAAACCAAATAAAAAGGAGCAGAG
CCACTTCTCAAAGCATTATTTTAGAGATCCATTTCACTCAGAGCACTATCCCAGTAATTG
TAGA
>CL10409Contig1
TTTTTTTTTTGAAAAAAAGAAACTACATTTTTATTTCAGTCTACATTTGAAAAAACATTT
GAATGCTTACATTGAAATCTATAAATACAATGTAGAAAAAGCTGTACAGGCTGAAGAATC
AAAACAAAACAGAAAATCGACCTGTACATTTAGGGAAAGCAGAGTTATATGATAAAGAAG
GACAGACTGGGGGTGTTCTCAGTTTTCTTTGCCTCATCTGTTTATCACAACATTCTAGCT
GTATTTAAATACGCTTTTGCAGGATCATGGCAGGAGTCTGAATGAAAACACACCTTCACG
CCTCTTTCTGTCAGGTATGTGTAAGGCTCAACGCCTGGAGAGGTCGCCCCCTTGGCAGCT
GGTGCACTCACAGCTCTGTATGACTGGAAGAACAACTGGTTCCACCTCTCCATTCTCACA
CTGCAAGCTGAGGAAATGGACGGGATGGGCAGGATCCAGGCGGTAACTACAGCATTCACA
CTCTGACTTTAGGTAGGGCTCCTCCAAGATGACATCAGTTCTGGAAAGACAGCGCCCCCT
GCAGAAGCTGACCTCCACGTTGTCAAGATGACAGCGTCCCTTAGTGATGTTCTGGAACTG
AACGTAGCGCTGACACTCT
>CL10410Contig1
ACCCGGGCCTTATGGCCGGGGAGAGGTGAAAAAAAAACTGCCTCGGCGGACTGCTCTCCC
ACTTATGGTTTTCTCTGGGGTTTGATAGCGAAAGGGAAGACGGAACCACCGTAAGCTGAA
AGTTGTTTGCTTATTAGTGAAGAGTTGCAGGTTCGAGAACGATGTCCGCCTCAGCTATTT
TTGTGTTGGACCTGAAGGGAAAGGTGCTGATATGTCGGAACTACAAAGGCGATGTGGACA
TGGCAGAAATCGACCACTTCATTCCTTTGCTCATGCAACAGGAAGAGGAAGGCATGATCT
GTCCTGTGATAACACGTGGCACCGTGCACTTCATGTGGATCAAACACAGCAACCTGTACC
TTGTGGCAACCACGAACAAGAACTCAAACGCCTCCCTGGTTTACTCATTTCTTTACAAAC
TGGTTGAGGTGTTTACGGAGTATTTTAAAGAACTGGAGGAGGAGAGCATTCAGGATAATT
TTGTGGTTGTCTATGAGCTTCTGGATGAGCTGATGGACTTTGGATTTCCTCAGACTACTG
ACAGCAAAATCCTACAGGAATACATTACTCAGGAGGGGACCAAGTTAGAGGTGGCAAAGA
CCAAAGTGCCGACCACAGTGACCAATGCCGTCTCCTGGCGGTCAGAAGGCATCAAATACA
AGAAGAACGAGGTCTTCATTGATGTCATAGAGTCCATCAATGTACTGGTGAATGCCAATG
GCAGTGTGATGAGCAGCGACATTGTGGGCAGCATCAAGCTGAAGACCATGCTGTCTGGGA
TGCCT



>CL10411Contig1
CTTGATGCTGCAAATGCATGCAATAACCATGCATTCTTTCTCAGATCTATGTAGAACCAC
GGGATTCGGCTATACAAATAGTTGAGCTTTAAGCACAAACATTGCTGCTCCATTTCCAGA
TATACTTTGATTAGAACGTCAAACATCAGGATTAAAAGCGGTATAAAAATAATTCCTCTT
TCATTTGCCACTAATCCAGTTCTCCACAGTCGTGCTTGGGCTAACATCTGCCGCTCGCGT
TGCTCTAAAGGTTTGAGTCTCTGATGCAGGAACAGGTCGGCGTCGCTGAAACGGTTGGGC
CTGCTGGCCTCAGGTGGCCGGGCTGTGACTCATCCTGATGTCGTAGGACACCAGGTGAAA
GTTGTCCCACGCAAACAGCTTCCTTTGGGCCAAGCTGTAGTCGATCATGCTGTTGTAGCG
ATACTTGTTTTTGAAAGGGATGGATACGGCCTTCCCCTGGCTGGTTTCTGTGTCGTAGAC
ATAGTTGATGGTGCTGTCCGGAGCAGAGTAGCTGGCCACGGTGTACATCTTCCCACAGAT
GATGAAGGAGTTGGCCACGGACGACTTCCTGATGTTGGTCTCCCAGCTCCTCCTGACCTC
CAGACTGAGCGGATCCAGCAGTGAAATCACGATGGCTCCTTGGGCCTTGCTGGTGGAGTA
GACCGCCCACAGCCCCTTCTCGTCCACAGCCAAGTCGATGTCCGTGTAGCCTCCCCAGGA
GTAGGGGAACTGGCCGTGGAAGCCGGCGTGAGGAAGCTCCCGGCGGGCAGCCACGTGCTC
AGCAGCCAGCTCGTAGCGGATCAGAGTGCGGCTGAGTCTTCTCTGGTAATAC
>CL10412Contig1
GATTGTTTTGGCGCAGTGCTTGGGCAGTAGCTGATCGCTGAGCGTGCACTGCTCCGTGCA
GATGTCAGTGATCAGGTTTCGGGCCTGCTTGGCCATCTCGTCCAGGAACATGTTGCACAA
AGACAGGCTGCGATCTCCTATGTGGTGACGCTCCTCAGGACAGAGCTCATGTGTGCAGGA
CATGAAGTGTGTGCAGAGCAGAGGGAAGCAGATGGAGTGCCGGCTCTGGGAGGGGAGCTC
CAAGCACTGCTGGAACATTTTTTCAAAGGCGCGGCTGTAGAAACAGAAAATAGACAGATC
CGACGTCTCCACCAGCATCTCCACCAGAGAATCCACCATCTTGGTGTGGAAGATGATGGT
GTTCATCATTTTCCCCAGCTCTTTGTGGTCTGAAATCCCAAGACTGGCTTTAGAGACACT
GGTGTAGGCCTGCAGTCTGAACCAGTCCAGCCTCATTCCTCTGAAGTCAAACACCTCTCC
ATCTTCCACTTGTTTGACACTCAGGGAGGTCATGGTGTTGACAAATGAAGACATTATGAT
GGAC
>CL10413Contig1
TTTTTTTTTTGGTTTTATGTAAAACAGCTTCTTTTATTTTGAAATCTAAATGTGCCTCAT
TTTTTTTAGTTCTTTTAAATAAGGTTATTAAAATCTTAGACTGTACCAACAGTCTAGTTC
TGCTGTTTTGTTCCATTGAGCAAAAATATTTTTACTGTTTACATTTTTTTTATCATCATC
ATCAACAGAAACTTTGTATCAGAACAATAAACGATTTCCATCTTCGTTAGTGTGTTACTT
TCCCAAAAAGCTTTTTAGACCTTTCAGAATTCCTTTTCCATAACAACCTGGAGTACAAAG
GTGTTTCCAGTCAGTTTGTAGTACAGACGCCATCCAACATACGAGCAGAGGGTTCTAGTT
TCAGGAGCACTCCTCTGTCTTCCAGACATCCATGGTCAGAGGTAGGTCAGTAGGTGAGAT
GCACTGAGTTAAACTAGAAATGTTCTGGGAAGTCTTTGTTGGGTTAATGGATGTTTATCC
CACGGTGACGCCGAGGCCCACCTGCAGCTTGTCGCCTCGATGATTTACAAAAGCCCCCAT
GATGACGGTGGCTGGCAGTGGTGACAAACGCTTCTCCAGTACTCCCCCTATAATGCAGCG
AC
>CL10414Contig1
GATGGCACTCGGCAGCTGTGATTACTTCTGTCAGCTCTTCCATGTGGCAGGCTTGAATGT
CTACAATATTAAAACTTCTGTCTGTGATTTCCAAGTGCCATAGATTTATTCTTAGGTCAT
CTGCGGAGAGGTAAGTTTCGTGATCGCTATTTACAGAAATGGAATTAATGTGATAGGTGT
GCGCGTTTGCAAAGATCCTCCGTGGGCTTGCTTCTACCATGAGATCCATTGGCATCAGCA
CAGGTACCCGTAAAGAGGTGATTCTAAAAGGATCTCTGACTCGCCCATCTTCATCTTTCA
GGTTGTAACCCTCCGCCCGTTTATCTCTTTCACTAATTTTCCACAATTTGATAGTTTTAT
CATTTGTTGAAAGTAGAAAGTGAGCAGCATTTTGTTGGGGTAGCCATCTTATTTTATTAA
TTTTTTCCTCAATTTCTAAACTTTTCAAATAGTCAAATTCTGGCTCGTGACTCTGAAAAG
TGCTATAGACGTTGTACTCCCCACGCAAGTGTGGACGATTCTTAGACTCCTGTTCATGCT
GAAAAATCACTACTCTCCCGCCTTTGTCTCCAGTTGCAAGTAATTCTCCAGAATAGTTGA
ACTCAACCGTTGAGATGATGTCCGCTTCCGCAACATCTTCATCTATCGCTCCTTTTACTT
GAGAGAAACACCACTGGAAATCATTTCCTCCTGCAACTCCCGCCATTGCTTCATTTAGCA
GCTCTTGTTGTACGAAACTTCCAAGACCTGATCGACCAATGCGGCTTGCTCAGAGAAAAC
AGATAACATCCACAATCAGTGTGCAGACTCGGCTCCAGATCTGTCAAGACCACGGAAATT
ATCCGTATTTTTTTTTCTTCCAAA
>CL10415Contig1
AGTGGGAGGACGAGGTAAGGAATCAATCGCGCTTTTCCGGCGTGGGAGAGGTCTCGAACA
GAGGAGGACATCCTGCGGGCGGCTCTGAGGCCCGGCAGCAAACCGACGCACAGCGGGCCG
ACCTCGGCCTCCGAGGACTCCAACGCTCTGGAGTGGGAGAACGACTTTGTGAGCTCCCGT
CCGGAGGACAATCCAGACGTGGAATTCCAAGGGTTTGTCAACCCCGTCCTGGACACTCCC
TCCGAGGCCGTGTCGGACTGCAGCCTCCACTCAGACGTCCAGGACAGATAGTGTCCAGCA
CCAAAGGAGACATTTCTCACGCCACATTGCAGGTCACCAGCCTTTCTGTTGCCTCATCGA
GCAGACGCACGCGCGTTACAAGGTCCTCATAGTCTGGAATGAAACTGTGATGCTGCCGGA
ATGTGTCGTCCATCTCTGCACGGCGACGCAGAGCAGCGACAATTTTATAAAAACTTGTTT
TCAGTGCCTTTATTTGCTGCATCTGCTGACCATTTAATGCACCAACGAGAAACTAATGTT



GACCTTAACCTTTTTTTTTAAGAGCATAACCTCAGTGACTGTGGAGTTACTTCAGGAGCT
GAGTGAGCCAACAAAACGGGATCATTTGTCAAGTTTCCCAACACCTAGAGACCAAATCCA
ATGTTGTAAAAGCATCAACGGTATCCACGGAAACCGTATAGGACTTACCAATTAATTAAA
AAAAATATGACTGAAGAATCAGTTAAATTGCTGACAATTATGTTTTTAATGCTATTAATG
AATGGGAATAGATCTGGGGAAGTGATTATCTTTTTTTTAATCATCTAATCAATGAAAAAA
ATATTATTTCACTTAATTTTTATTGAAGAAAATCGGTAAAAGCTGTTTTTTTGTGTGTTT
TTTCTTTAATTTCTTTTAGGATGAATGAATATTAAAAAGTATAAAAGTTACAGAGTGGCA
GGAGTTCATTGGAAAT
>CL10416Contig1
GGCTCTGAACTGTTGCACTCCGACCTCCTGGNANCCGTTGTAGCCGAGCTCATCGCTGAT
GCGGTCCCACAGATACTGGGTGACCAGGGGAGCCTGGAGAACCAGAGCAAACGTGGACAG
AAAGAGCACCGGCTCCACGGACACCGGCAGCCGCGATCGTACCGGCGGCCGCGCAACCTT
GTCGAGCGGGAGGCGATCCTCCTCCTGGCCATGAGCGGCTGGATTGGACGGCTGGTCGTC
CGTTGAAGCGGTGCTGAGGAGGTCTTCCGGGAGGATGGCTGCGGTGTCCGGCTCGTACAT
GTCGAACCGACTTTACTAAGTGAGGTTCCGGAGCATAGAGGCTCGCCTTCTGCTTAGCTC
CTCTGCTAACTTCCATGTCCAGAACTGAGGTAAACGTCATCAAAAAACGAAGCAACAGCT
CCCTCTGCTGGATATAATGTTAAACTACACATTCATGTTTTGGTTGATCCTCCTTAGTAA
ATGGTTGGTACCTAATAATTAACCTAATTGTTTTTACTTATATAATAATATACACTAATG
TCATATAGTTCAATGCAATACGGTATTTGCTATTGTAATATGTGATATCATGCATATTTC
TCTTAATTATGTTTATATTAAATTAGTGTATTTAGTACTTATTTTCCTAAATTTAGATTG
TTAAATATTTTAGGGGTTCAGTGAAATTATTATTTAGAATGAAAAAAACTTGATTTTAAA
CATTTTTACTTTTCAGCTTTATTTTAACCTATATAGTTTCGGACTATTTTTGCATTATTT
ACATCTGTCCCGCTTTTTTCCCCTTATAAATTAATAAATAACGGGAACAC
>CL10417Contig1
CTTTATTTCAAAGGCATTTTTGTTTTTAATACATCATTTCTGCTGATTTTTTTCTTTGTT
TCTGATGAATTTGTTCCAGTGGTTATGCTTTAATAAATATTACCCCCCTTATTTTTTTTC
ATTATGCGAAAATTGACTTAGGCTCCCAAAGTCCCAGTAAAATATGCAAGAACTGTCGCT
CATTACAGTGTAAATCCATATTTCTCTAATTTTGGCTAAAAACCTGATGAGGTTTGTGTT
TAAAGAGGAAACATCGTTCTGTTTTACTGTATTTTGTGATGAAAAAAAAAACTTTCTATA
ATAAATCTGTTCATTATAAATATATTTTCTGCATTTAAATGTTACTTCT
>CL10418Contig1
TCGCACGAGGGTTCGCATGGAGGACGACGCCCAGGCGGGCCAGGGGGAGGAGCTACGCAG
GTTCATCCTCTCTGCGCTCAGCGCCAGCGAGAGGAACGTGGTGAATTGTGCGCTGTGCCA
CCGGACGCTGCCAGTGTTCGAACAGTTTCCCCTGGTGGACGGGACGCTGTTTCTTAGCCC
TTCACGCCACGACGAGATTGAGTACGATGTCCCCTGTCACCTTCAAGGGCGGTTAATGCA
CCTCTACGCCAATCTGTGTGGACTGTCTGGAAGGAGTTCACAAGATCGTCTGCATCAAGT
GTAAGTCGCGCTGGGACGGGAGCTGGCACCAGCTCGGCACCATGTACACCTACGATATCC
TGGCTGCCTCTCCATGTTGTCAGGCCCGTCTCAACTGCAAGCACTGCGGGAAGCCGGTGG
TGGATGTTCGAGTCGGGATGCAGTACTTCTCCGAGTACAGCAACGTCCAGCAGTGCCCTC
ACTGCGGCAACCTGGACTATCACTTTGTTAAACCCTTCTCCTCCTATAAAGTTCTCGAAG
CTTATTGACAAACGTGCTGATGCATGCTAGTCAAGCTGCGTATGTTCTCATGTTTATGTT
TTTTTAAACAAAGTCTAGGAAAGATTTTATTTTTTTGGGCCTTAAGGTGGTTTTAGGTTG
ACTCTTCTTTTTGCATAGAAATATGGTGAATGGAGATCTAAAGATTCTGAGACAGTGTCT
CTGCTGCAGTGTCTCTGCAAGAAATGTTCTGAGAAAGTGTGGAATTGACATCAAGGTCAA
GGGAACACGCTTATCTGTGACAAGTGAATGAATCTGTATGCCAAATTTGCTTTTATTTTT
TACCAAAAAACAATCTTAAAAAAGAGAAAGAT
>CL10419Contig1
ATTAGTTGAGGAATAATAATGCACAGATAATACAACAAGTTTGGGAAAAATTTGTAACAG
TTCAGACGCATAGGAGGATGTGATTCCTCAATGTTAGATACTGTACAGCTTGATATCAGA
TTTGGAATATCTTTATTACATAATTAGTCTCATTGTATCTTCTATGTATCATAAATAGTT
TAGAGCTGCAATAACATCTCGTAAAACTCTCAAAGGTTTCACCACAATAGCTGGATGTCA
TCTCCTGCTTTTCAAGTAGGTAGCATACAAAACAAACCACTGTTATTTAAATAAAAGGTT
AAAATTCTTAGGTTGTCTAAGGGGGTTGCTAAGGATTAAACCTTGGTTTTGGAAATAACA
TTGCTGACATTGGGAAGACATTTGAGCTTCCTGTTTCCCCAGGTACAAAAGTCACACCAC
ACACAGTCCAGGTAACTAGAAAGCTCCAACGACACTCCTATTTCAAGCCTATTTCATGTT
ATAATAAGTGCACTAAATACAGAAACAAACACACATACATATGCCTTGTTGTCCAATATT
CAATAGATATTGAG
>CL10420Contig1
AAAATGTTTGGTTCCCATCGAGGACACGACATAAAAGTTGGCTTGGGCCTGGGCCTGGGA
GACCTGGTGGGGAGGGGCGGGTCCCTGCATGGCCCTGCCCCTGCAATCCCATATGTTCAT
GTCTGTGTGCACGAGGAGGGGCCGGTCGGAGTGTTGTGTGACAGGAAGTCTTCTATAGGT
TCTGTGAATTTGAATAATGTGATTAAGACTCCTAAACAGTTGTGTGGATGCTGATAGTGT
GTGTACGTGTGTGTACGTGTGTGTATGAGCATCAACGCATGTAAGTTACATGTGACAAAA
ACAAGTCTGTTCATTTTCTGCTCAGAAAAAAAAATGTCAGAGGATCTCTGATCTCCATCA



AGTCCTGTTCTATGCTGATGACGCTCAGTTTTCATCTCTCAGAGAACAGTATCTTGTATC
TCTAGAAGACAACAGTCCTGACCCCCTGCACATCCCTCCATCACTGAGATCCACCCCTGC
AGCTTAGCTCTCCACCTCCTACTGGTCAAAAAGAACCAAACTTCTCTACGTCTGGTTGCA
CATCATCAAAAATTCTACTCCCTGACATTTCGGTTCTTCATCCTTTGGATAACAAGTGTC
TGAAAATGTGCCCTTGTGTAAAATCGGTCTGTTTGACGGGTTTGTCTTGATCACAGGGGC
CAAACTCCAGGCATGGAGGGCTGGTGTCCAACATGTTTCCGGCTGCCGTTAAGGCTCCTT
GTTTGTATAACTCGCCTGATTCAGGTAATCAGCTGCAGGTAGGGCTGGGTGTCTGAATAA
CCAGCAGGATGTTGGTTATTCAGACCTGAAGTCTGACACCCCCCAATGTAGATCACAGAC
CAAAGCTCCAGACATTTCTAAA
>CL10421Contig1
ATGGGCGCAGGCCCAGCACTCCTGCTTTGATGCATTCCTTTGCCATCCTTGTGCTAGAAA
AACATTAAAGTTTCTCATGAAATGCGGCCTCTCTGGCAGCTAGTCGGCAGTCACGTGACT
GCCCATGTGAAACGCCAGAAAGGTTTTTAATGCTGTTTTATTTATTTTTTTTCCGGCTTT
CTTTGTTGAAAAAATGTTTTTTTCCATAAACATTTCCATTTGGAACCACATGTAGAACGA
CTCGGTCACAGGAAGTGCACCTGTGCACAAACAGTTCAGTATAATGAAGTAGTACATGTG
CAAAGGAAGTGATGTGGATGATGAAGAGGAAGCGGTTTGTTCCCTCCAAAGCAAAACACA
ATTTCTCTTCTAACAAAACATTCTGCAGATGTTGCGATGTAGTGTGTGTCTCTGTCTGTT
TCTTCTTCCACCTTTCTATTGCCAAGTCCAATGTATAATTTCTCAGCGATTATCTGTCAG
GATTTAGTTGTTCTGCTTTTGTAAGAAGCAAGTGGACCTTAGAACCTTTTTCTACTCTTG
AAAGTTGTACTGATGGATCTGTCCTTATTGTGCTTGAGATTCGCGCTACCTAGACTCTAG
AAAGACAAAAAAAATAACTTTCTGAAGTGACAGTGCTTACTGGGTGAAGTTGCAGTTTGT
AAGTAAATACATTTTGCTTCTATAGTTTGCAGAATACAACATTTACTGTTAATGAACAAT
GAAGGAAGAACACATTTTGATCTGAGGACACACTGTATGATAATCATATGTGCCATTTTT
TTCATCTTAAAATTATTATCCTAGTATTAGTTGTACAAACGTGCAACTAATATGTATTCT
TATTTATAATAAAGAGCCGGAACTGTGCGAATTCT
>CL10422Contig1
CACAAATATTTATTTAGTGAATATACAAGGATTATTTAGACCCATATTTGTTGATGTCTG
ACATTCAGAAAATATAAAAAAACATACATTTCAAAAACTACAGCTTTAAGAAAACTTTAC
TTACAGCTGTTCATAGTATAAATGTAGCTTATTATCAATGTTAAGTGGAAAAAAAAAACT
TCTAAATGAATCACAGCTACAAAATGGGCAGTAGTGGTAATAAGTTACCATAAGTGAAGC
AAATATATATAAATACAAAAAACAACCATAAAAAATGTAGAAAATCTCAATTTTTACATA
AATTGGTCATCCAGAGAAAACAGCAAGACATGAAAACACGGTTATTTTTGTATTTATTCA
GTTGTTCAACTGAATACATTTGAAAGTCAGTTTGGATTTGAAGTCTGTAAGATTCTCGCA
GTTAAAGGGTGCAGTAGGTCATCACCTTATAAAGCATTGAANAAGTTCTTCACCTGTGAA
ATAAACTGCTTCCTAACTTCTGGATCAGTCAAGAACTCTGCACTGCCGTCAAGTTGAAGG
ACAGGAACGTTTTTTAATTTTTCAAAGTGTATCTCGGCGCTTTTCTCTACAAGCCACTTC
TCATGCTGAATGTGCAGCTTCTCCAGGTAGTCCAGCTCCACTTCCTTCTCCTCTGATCTT
CCCCGGAACTTCAAACGCTCCATACATTTCTCAGGANAGGCCCTTAGGTAAATGATGCCC
TC
>CL10423Contig1
CGGCACGAGGCACACACAAGACCAGACACTCTCACAGATCATCACACACCAAGCAGAAAT
GAACTTATTGCTAAAAATGATGTCAGGGGTTGAGCTCTAAGAAAATGACAAAAGAGCAAA
GAAATCAGAATAATTTGATTTATTATTTCTAATTATTAATGTTTCCTGGCTTTGTTTGTT
CATATTTGCATCATTTGACAGAATATATTTATTATTCGGTCTGTTTTTATTCACATTTAT
GTTTAAAAAGTTAAAATTAAGTTGAAGTTTTAAAGGTTTAAAGTTTAGCTTTAGTGTGTT
CAATAAATGTTTATCTTGTTTGGCTGCAACCTAAAGTGTGTTTTGGATTTAGGCCCCTTC
TGCAACTGACTTTGACCCCCCCTGTAATACGAGTCTGGAAAATTCATGCATGTTTTTGTG
TGTAAAATGAGCAAATAAGGGCCCACAAAGGAAGTCCTCAAATTGTGTTTTGTTTTTGTT
GTTGTTTTTTTGGGGGGGGGTGGGTGGGTGTGGGGGGGGCTAGGAGGTTTTTAGTGGCGC
CCTTCATACCACTTACTGCCCATGAAATAGCCCTCGGTCTCAAAAAGGTTGGTGACTCCT
GCTATAGAATGACACAGTTTAGAACTGCTGAAACTGCTGTTGGATTTACTTATTTAGTCA
TGACGTGTACTTTTATTTCCACTTTTTATTACTATTTTAATTTTTACAGACTATTTGTTT
TTTGAACTGCTATATTTCTTGTTTGGCTGCTGTAACAACTGAAATTCCCTCCCGGGGATT
AATAAAGTC
>CL10424Contig1
TTTTTTTTTTCGGTGCAAGAGCTTTTACATGTACTTTACTCTGAAACCCCTCATGGCATA
TACAGGCCGACAGCACCATCTATTGGTGGCGGTGGTTATTACTGTCTATCACAATATACC
ACATCCCTCTTTTCCCAAGACATGTTAGTCATAACATCTTCAACAGTTGTTTAAACACAA
AAGCACCCTCTAAATAATTTGAACATTAGACGGTCTTATGCTCTTAACATAATGGCTAGG
CAAATTCAGATTGTAAACAACCTTACATTTAACAATGTGCATCTTAGTGCAGTAGTCTGA
AACTTCGACATACAAACATTTAACTTATTTCTTAAAATGTTTTAAAACGAACATACTCTT
TTCTTTTACGTAACCATTAAACAAATCAAAGCAACAGTATGAACACAAAACTGTCACATT
AACTAGTCTCTGTATCTGGCAGGACGTATGACTGCTCGACCACTGCGTGTGAAGTACGGT
GCTGTGTTTTCCATACTCTCTGAAGATGATTTCTGTGGGGAATCACATGCTGGTGGATCA



ACTGACTCTGGGTTTTGAGATAATAGTCCATCCGAGTCCAAATTCAGAGTTGTGTCCTTA
AACAAACTTGAGTGTGTTTTCCTCAGATGCCTTCTGTTCCTCCTGAGAGTATTACCTGAT
GGTGTTCGCACGGTGTAGGAG
>CL10425Contig1
GAAACACCTGACATAGAAGAGACTTTATGGCAACCCAAGTGTACTACACACACTGTATTT
CTGCATACATTGGATTCAAAACTCATACTTAAATACAGACCTACAGTACAACATAAGACA
TATTTAGTGTTAACCTTACCTGTTCTGTCCTAAACATTCTGTATTAATTAGATAATACAA
ACCAAATAATTGCAATAATTTACGAAACTCTAGTTTCTGATTGCTCAAAACACTGCATTA
AATGCATGATAGTTATCACTCTAAATAAACATTAAAATATGCAATAATATCTCTTAATTA
AAAAAGAAAAAAAAAGTAACCATCTACATATTTTTATGTATCCTGGCAAGGTAAGGAGAG
TCACAGAAGAGGCCTTCTTTTGGGGCGATTTAAGCTTCTTGAGAAGTCCAGGAAGATGGG
TTGTACTCTTTATTTTTTAGGGACTGCACTCTCCGGCCATTTGAAGACCCTCCTCCCTTT
GCAGACTGGAGTTGTCCCTTTCCAGCTCTCTGCCTTCACAGTCCTGCTTCAGACAGAATA
GTCCTCTTGTTTCTGTGATTGATGAAAGACTTGGAGTGGGGGAGGTGGGTGTCGAGGTGA
AGAAGGGAGGCGACTTAGGCCCATGCGACAGAGACTGGCTCCGTCTTACAGCAGAGGAAA
CGGCCTGGGCGAAGCGGGACGGAGTTAAAGGAGAATAAGGTTTAGGGGCTGCAAAACTCC
TTAATTTTTCCACGCTCAACCCTGCGCTTGACTCCCTCAGCGGCAGACTAGTTTGCCGGG
ACAATGCCACCTTTCCGTCAACCTGCTTGGGGCTCAGTTGGATGCCGGTGGCCTCTGCAG
TTTCCTGTTGACACTGCACAGG
>CL10426Contig1
TTTTGGCCGCTGCAGCAGACTCTATCCACTGACAATAGCCTTCGGAAGCTGCAGCCAATG
CTGTAATTTCCATAATAGAATTACGCCTGGTTTTAAATCAGGGCTTCCTGCATTGAAGGT
CAAGGCCATTCAATATTGGTTTTCAGGATTGTGTCCCGTGGGTTCCAGGATTATTATTAA
TTTCCAGAATCTTTTAATGAAAATGTGTACAGTAGATGATAAAACCTCATAAGCAGATCA
GCTTTTTTTTCCAAGCAAGAGTGATGGCCAAGGTAATGCATAATCTTCTATTTAAAGACC
TGAAAAAGTTGTCAACATTACTCTTTGACTGCAGTGCTGCATTACAAATACAGCATTTTC
AGCATGTGGGGCGCATCGGATTATAAGGTTCAACATCAATGAATGGTGTATTTTCAAAAC
GTAGCATCCGATGATCGTTAGCAGCTGCTCGCCTTCGTTCATTTTTTCTTCATCCTCTGC
TGCACTCTGCTTTGCACTTGCTGGCTGGAAACTTTCGTAGTTGTGTTTACGGCTTCGGTC
GTTTGTAACGGAGTTGCTTTTTGTGATTCCGTATTTGTTAACTTGCACCTGGATTTGCTT
TTGTGTTTCAGGACTCTGTAATTTTTTTCGGTGATTTGCTGTTTTTTTTCATGATTTACT
GTTGTGTTTCAGTATTTGTTCCTTTATCTTAAATGTAAACAT
>CL10427Contig1
GGNCTGCAGGNAATTCGGCACGAGGCACCTGTGGGCCTCCGANCAGAACTCGCACAGGCC
GACGCTGCACGCCTCGCAGCGGCTCACCGAGCTCCCTTCGCCGCAGAGGTCGCAGCCCAG
CGGGCCGCCGGACACCAGAGCTTCCAGGAAGACCTCGTCCAGCGCCAGGTGGTCGGGGCT
CAGCCCGCCCGGTCCGGACGGAGGGAGGTCCACCTCGGAGTCGCAGTCCGGACACAGCAC
CGTCACACGGTCCGCGGTGGTGTCCGGGCGGGTCACCGAGAAGGGCTCGAGGCCGGCGAT
GCAGTCGGAGCAGAAGGAGTGCAGACAGGGGAGGATCCGGGGGTCCCGGAACAGACGCCG
ACACGCGGGGCAGACCGCTCTGGGGTTCGGCGGGGCGCCTCTCTGCTCCGGTCCGGGACC
CGGAGCTGGTTCCGCCTGGGGTCGGTTCTGCTCAGACTCCAGCATTAGTCCTGCTGTTTG
TCTTCTTTTTGTGAGAAAGATCTTCAGAACCAAACTCGCATGGACTTTGTTCTGGTGGAA
CTATTTAACTCGAGTTAAGGATAAAAAGTCCCAAATCTCTCATTTCCACAGCAGTGATTA
CACGTTCCAGTCCGGGTTGCGTTCACGTGACGTGGGTCATTTGACNCCTCGCATTCCAAT
GGGAGGCCCTCACCCCCAGCGGGCCCCTGGCGGGCTGTTCGGGCCTGTANAAATACTTTA
GACTGCCATCAGTNTGGATGCGCCATCTACCGGCAGGACTGAACAATGAGCTCAGCTGAA
GTTGTCAAAGAATGAGAAAGTTATGCCNCTTTAAATGTGCAAATTCTGTCTCTCCCCCCC
CCCTAATAAACAGCAAAGTTGTAGAATTTTTGTGACCCAAAACAAGGATGAGAGGGTTTA
AATTGTCATAACTTTCTTATTCTTTGTCCGAATCAAGAAAGGGAGGTATCATTACAAAGC
TAGTGAAAAGGACTACAATAAACAATCTTAAGTAAAATTGTATTTATTTCCATGTGATCA
AATAAACATGCCTTATGACTAGAATCGAGACAGTATTCAAAGCTAAACAGATGTTTNGGA
AAAACAAATAAATAAAAATNCAA
>CL10428Contig1
GTTGGAGCTACTGCAGAAAACTCAGGGAGGAAGATGAGTTCGGTTCCTTGCTTTCGATGA
AGACACAAACACGTCTACATCTTAAACGGAGACTGAACTTCTTGCCCCGATGAGGTTGGA
CTGCTTCTTATTGTGGTGCAGAGCTACTCTTCAGTGGATTGTGGATAGATGCGAGTAATG
GACACCCATGGACAGGTTCACCAAGAATCTTTGCAGTCTGCCCTGATGTATGCAGAACCC
TGATGAGAACCAACACGTTAGAACTAGAGGATCAATCCTTTGAGCTTCATTTAAAACATG
TTTGCAGTGTGAATCTGTGTCAGACTGGGACTCCTCATCTGCCTGTCATTTGAGATGATG
TGAATAAAGAGACCACAACAGTTTTAGAAAACAATAGGTTTTGTATATGGACTCATCAAA
TCCTGTCCAGTCAATTCATTTTACTCATAATGCATCAAATTATAAGACTGTCTGAAGATG
CTACAGAAAAGGCAAGAAACATCAAACCAAGTTAGTCATTAAACAAATATTGTGTTCCGA
TTCAGTCCAGATTTTTAGGCCAAATTTTCTTTACTGTATTTTAATGAAAACGTATAAAAG
TGACCCAGCAGATTACCTTCATTCATCATCTAAACCCGTTTTGTCCCTTTTGGGGTTACG



GGGCTGCCGGAGCCTATCCTGGCCACTCGAGCCAGTAGATTACACTAAAGTGCAACATCT
GTTTTGGGTGACGATGAGAGGAAGACTGTACTGCAGAACCATGGCGACCATCTGATGTGA
ACGGTTGGAGCCTGACAGGACAGTGGAGAGAGAACAAGAAGTAGACCAATACAAAAATTA
CTAAAACATCTAGAAAATCGCAAAAACACTGAATATATCCATTTTTCTTGTCATATGCTG
TGTATTTTAATATTTAAAAAAATAGAACATTGTGTGGTGTATTTATGATATGCCTAAGTA
TCACTGCACTGAGTAAAGATTTTTCTTGGAACTTGTATATATATTTTTTACAGATCGGGT
ATAAATGAGTTACTTCTTGTACTTTTGTCCTCTTCTGCTAAATTAAAAAAAAAGCCTGGC
TTTTTTGGTCTGTTCAAAAGTCAATAGCAGAGAAAAAGCACTTGAATCTTTTTAAAGGTG
GATTTTTGGCTGATGGTTCAAAGCTTTTTTCCCCTAATAAGTTATGTATGGAAGCGATTC
>CL10429Contig1
TAACGAGCTGAAGGTTTTCAAAGCGGAAACTCTAAAGTTTCAATGTATCTACCCGGACAC
AATTCCGTGCAGTGGACTTCTTCTTCACGGATTTGCAGGATTGTGTGGAAGGACCATGTC
TCGTGCGAGCATGCGCTGTCCGGGCTGCGGCTCCTCCAACATCGTGGACGATGATCTGTA
CTGTCAGGCGCAGCTGGTGTGCGCAGACTGCGGCTCCGTGGTTTCTGAGGGGAGTTTGGC
CGAAGAGTCCTTTAACGGCCCAGACATCAGCTACAGCAGGACCACCGCTGTGACAAGAAA
ACCCTGCGTCAACCTAATACAAGGTCTCGAGCGTGTGAAGGAAATGTCTCGGATTCTCAG
AGTCCGCAGAGAAATCGAGGAGCTGGCCCTGACGTACTACAAGCAGGCTTATGAGCACGA
GACCTTCCTCCACGTGACGCTCCAGAGGAAAGAAATCCTTGGAGGTTGCTGCGTCCTTGC
AAGCTGCAGACAGCA
>CL10430Contig1
GGGAGCCTCGGNGGGGATGAAACTCAAAAATTGGGTTCGACCGCGGAGGAATTTGACGTT
TTACGAACTTTAAGAGGAGAACAGAGGCTTTAACTCGGCGGGCGGAATGATTTCAGCAGC
GCACTTAACGATCTTGATGATTGTTTCGGCTGGAGCNGGCCAAGCCCAAGGATGGAGGAG
ACGATGAGTGGGTTCATCTACCCAACAAATGTGAAGTCTGCAAGTTCGTCAGCATCGAGA
TGAAGTCGGCGTTCCAGGAGACGGGGAAGACCAAAGAGATCATCGACAGTAAATACAACT
TCATCGACGGCAAAGGAGCGCCGCCCATTAAATATGTAAAGTCAGATCTGAGATTCATCG
AGGTCGTCGAAAATGTGTGTCAGAGGCTGCTGGAGTACAACCTGCACAAAGAGAGGAGCG
GCAGCAACCGCTTCGCCAAGGGCATGTCGGAGACCTTCTCCACGCTGCACGGCCTGGTGA
ACAAAGGCGTGAAGGTGGTGATGGACATCCCCTACGAGCTGTGGAACGAGACCTCCGCAG
AAGTCGCAGACCTCAAAAAACAGTGTGACGTGATGATAGAACAGTATGAGGAGGTGATCG
AGGACTGGTACAAAGGAAGCCAGGAG
>CL10431Contig1
ATTCAACCGAGTCGTACCCGCTCATCACCTAACGGCAGGAAGTGACTGAAGTCGAGCGGA
CATTTGTTTCAAGGACGAGACGGGAAGATGGATGAGCTGCAGGACGTCCAGCTGACGGAG
ATCAAGCCGCTGCTGACCAACAAGAATGCTCGCAACTTTCAAGATTTCGACTGTCAGGAG
CACGACATTGAGACGCCTCACGGTGTTCTTCATGTGACGATGAGAGGTGTTCCCAAAGGC
AACAGACCCGTCATCCTAACCTATCACGACATTGGCCTCAATCATAAATCCTGCTTCAAC
ACTCTCTTCAACTATGAGGACATGCAGGAGATCACGCAGCACTTTGCAGTGGTTCACGTA
GACGCCCCCGGCCAGCAGGAGGGCGCACCCCCCTTCCCCACCGGTTATCGTTACCCGACC
ATGGACGAGCTCTCCGAAATGCTGCCCTCCGTAATGACGAGGCTGAAGATCAACAGCGTG
ATCGGCATCGGCGTGGGGGCGGGATCGTACATCCTCACACGCTTCGCTTTGAACAACCCC
GCCCTGGTGGAAGGACTTGGTTCTGATCNGACGTTGACCCGTGTGCTGAAGGCTGGATTG
ACTTGGGCTGCTTCAAAGTTGTCTGGATGGACCAGTAACCTGGTGGATATCGTCATGGCT
CACCACTTCAGCACTGATGAGTTGACGGAGAACCAGGAACTGATTCAGACCTATCGCCTT
CACATCGCCCAAGACATCAACCAGGACAACCTGGCTCTCTTCTGTGGCTCCTACCAATAC
CGCCAAGATCTGGGCATTGAGAGACCCGTCGTCGGTTTGAATGAGGACACAGTCAACACA
TTAACGTGCCCTGCCCTGCTGGTAGTA
>CL10432Contig1
TCGGCACGAGGAAAAATGATACCAAACCCAGGCATTATTGCTCCAGGATATGGAGGTCCT
TTGAAAGACATCCCTCCAGAGAAGTTTAACAGTACAGCTGTGCCGAAGTCATACCGCTCA
CCCTGGGAGCAGGCCATTATCAACGACCCAGCATTGGCTGACACACTAATTACCCGAATG
CCTCACACAAAGCCTCAAGCAGAATGTCCAGGATACAAGAGCTTCAACAGAGTCGCAACC
CCTTTTGGTGGATTCATCAAAGCACCCCGGCCAGTTCCTGACAATCAACTTCAGGTGGAA
ACCTTCCCAGACCTCCAAGCACTTCAGGACGATGGTGGGCTACATCGACCATCCTTCAAC
AGATCTGCTCTGGGCTGGACGTCAACTGCCAGCCCAGCCGCACTCCCAACTGTTTGCCCG
GAGCTTGTTCTCATCCCTGAGTCAGAAGACCTTTGAATCTGTGAAGGAGTAACCCAAAGA
TGCTGACTATGTAGTTTCTTTAGCAGAGATGAATGTGGGTAGGATGTGAAGGGGGAAGAA
AAACATCCTGTAAGGTCTTGGCTGTTGAGGTTTAGGCTGTGTGTGTGTTTATGCAGAATT
TCTTTTCTCGCTTTTCTGCAACATAAGTGTAAGATATTGTATTAAATGTTCATGTGTTTA
TTTTCTCTCATAGCAAAGTATCTGTTGCCAAATAAAGTTGCATAAATGCTACTGAAACAG
CAGAATCTACCATGGGAGTAATGGTAAGATAAATGTCTGATGGATCCGTTCAAGAATAAT
CTCCAAGAAAGCTCATAATATGGTTTAAGTTGACTAAAATATCAACACTA
>CL10433Contig1
GTTCCTTCTGGTTCCTCCTGGTTCCCTCGGGGTTCCTCGTGGTTCCTCGTGGTTCCTCCT



GGTTCCCTCGGGGTTCCTCGTGGTACCTCATGGTACCTCTTGGTACTTCATGGTTCCTCT
GGGTTCCTCCTGATTCCTCCTGGTTCTTCGTGTCATCATGTCAGGCAGGATGCTCATTCT
GGATCACTTGGCCTCATTCCTGCAGCATGTTTCTCTGATCTTCATCACTGTGTGTTCATC
TCGCCCTTCACCTCCTCATCGTACCTCCTTCATCTCAGGGTTCCAGCCTCTCCAAAGCAT
ATAGAAGCATCCTCAGTTCTACCAAAGTCATGCGTTCCGTCACGTCTGTGTATATTTTTG
TACGAGACCAGCTCTTCTATATGCAGGAGCCATGACCGCCATCATGGCTCCTCCCACCTG
AAATTACTTGAAGTGTTCCTGACAGATGCCTTCACCGAGCTCAGAGGAGGGGGGCCGTTT
ATGAGCTCCACCAAAGCACAGTTCTGAAGTTCTGCCCCCTGCTGGACCGCCTGAAACTGT
GACGGGACTTTGGTGTCCACCGTAGCCGTAGATGGTTGTGGCCTTTGCGTTTCCGTGGCG
CTTAGTAATTTCTCCAAGAATAAATATTGTTTGGAACAATATTTATTTATGATGCACAAG
AATTCTGGCTGTTCTTCATCCCAGAAGCTGAAGCACTGAAGCTCAGGCTTCTCTGCTTCC
TCGTGCCTTCATGCTGGAACCGGTTCCTGCCAGCCCGGAGACGAGCGGCTGCTGTGATTG
GACGGGGGGATGTGGGTGGGGTCTTTGTGGGTCAGAAGGATGATGGTTCTGATGTCTGTT
GATGAAACT
>CL10434Contig1
ACTGCTCGCGGACCCACCAGCATACGGATCCAGTACAGTGGAGCCCAGTTCCAGCTGGAT
TCCAGCACCCAGGCTCGGCCCAGCCTCTCCTCCTTCCCCAGCGTGCCCAGTCTGGTGCAG
CACTACATGAGAGCAGAGAGGACAGCAGAGGAGGGGCGGGTGGAGGACGAGGCCCCCTCC
AAGGCCCTGCCACAATACTTTTGAGGAGACGTCCCTGGTACTGAAGCTGAGGTCGGCTGT
GTACAAGCCTCAAGGCCTTCCCTCTTTGCAGCACCTCACACGGCTCGTCATCAACCGACA
CACTGACTGCCCTGACCAGTTACCACTCCCGAGGCCTCTGCTGCGCTACATGCAGGAGTA
TCCCTTCAAGGTATGAGGGGGGCAGGGGATCTGTGAAATCGATCCCTGTGGCCGAAGCTC
GGCTTATTTCAACTTTCAAAAGACACTGTGAAACAGGCCTTTCATGCCTGTGGAGGCCAG
TCACAAAAAACAAGTGCAAATTCAACTCAGACTCAGACTGACGCGTNTGGTTTCCAGACC
TAAAACTGGCACGGACCCGACCGACGGAGAGGAATNTCACAGAAGACGACTTGCAAGAGA
AATACAGTACTGTAATCAACACTTACTTTGAGAAAGAGGTAGAAGTTGTCTTGTTTTTTT
TTCTAATCTTGCTAGTTCNGGATGTAAATACTGCTCCTGAGGGGGAGAAAGAACTAATTC
CACTGACTTCTTTTATGCCATTTTATTTTATTTTTTCAGCAAAAACTTTTTGTAACTTTT
ACA
>CL10435Contig1
TTTTTTTTTTTTTTTTTCATAAGAATTTGTCTTTTATTCAATAAATAACTTACATTGTAA
ACAGCCGGTGTGGGACCACATTAGATTTACATACATGGTTTGAGTAGTTTTTTTTTCTCC
CATCCAGCTATTTTTTTAAAATCCTATTCATAACCATCACAAGGTAAATCAAAAGAAGAG
CTAAATGTAACAAAATAAAAGAACGTAAAGTGCTTCAAAGTGAAAACAAACACCGCAGAA
CATTTTCCTACATTCTGGTCTCTGGAAGGTGAGTTGTGGTAACCTGTGTAACTCTGAATC
ACTTCCATGACGACAAAAAGATGCGCTGAAGTAACGACTTCTGTGAAGTTCATGTTTGTT
AAAAAAAATACATATATATATCCTGAAAGAACAAAGGCTCACATTCTTCAAAACATCTCG
AGAGATACGTTTCAAAACACATCTGGTGATACACACTACCTATTTACAATCGTATGATAC
AAACACACAACACAATTTACATCTATAAACAAGAGTCAACGCCACAATTGTTTTTGAAGG
GGTTTTTTTTGTCTATCGTCATCAAACTGCACGGATACATATTTCAAAGCAGTAGTAAGG
CCTGCCACACACTTCAGTGTAAAGAAGAAATGACTGCAGAGACGGCACACACACAGAAGC
CCCAGAACACAAGCGCTGCACCTCACTGTATGCAGGGGTCACACACTCCAGGCCTCGAGG
GCCAACCTGCTGGTTTTCAGAAATTCTGCCTCATCTGCTGCAGATGACCTGCCTCAGGTG
TGATTAGCCAATGAGGAGCTTCAATTGCAGGTTAGTTGGAAAACATGTAGGCCCTGGAGG
GCTGGAGTCTGTCCAC
>CL10436Contig1
AATGTTTGCAGAACATGTCAAAGGTGCAGCTGAAACACAAAGTCAGCTCGTGCATAGATG
ACAACAAAACAAAGCTCCACAGCCTCAGTCAGGACATCTGGAGCTGTCCTGAGCTGGCCT
ACCAGGAGGTCAAGTCTCACGACAGACTGGTGGCCTTTTTCCATCAGGAGGAAGGCTGGC
GGGTCGACAGCCACTTCAAACTGGACACAGCGTTCAGGGCCTGTTGGCACTCTGCGGGCG
TGGCTCAGGGTCACGAGGTCAGCCTGGGTTTCCTGTGTGAGTATGACGCCCTGCCTGGGA
TTGGCCACGCTTGCGGACACAACTTGATAGCCGAGGTTGGAGCTGCTGCAGCTATCGGCC
TCAAAGCCACGCTGGAAGATGAACACAAACTCCCCGTCCAGGTGAAGGTGACAGTGCTGG
GGACTCCAGCGGAGGAGGATGGTGGAGGGAAGGTCGACATGTTGAGGGAAGGAGCGTTTG
AGGGTTTGGATGTGGTGTTCATGGCTCATCCATCAAAGGAGGATGCCACATACCTTCCCT
GTGTGTCCGAGCAGGATGTTACAGTGAAGTATCACGGGAAGGCAGCTCATGCCTCAGCCT
ACCCCTGGAGGGGCATCAACGCTCTGGATGCGGCTGTGCTTTGCTACAACAACCTGTCTG
CTTTCCGACAGCAGATGAAACCCGACTGGAGAGTCCACGGCATCATAAAGAACGGAGGAG
TGAAGCCCAACATTATCCCTGACTTTACTGAGCTGGAGTATTATCTGAGAACCCCGTCAA
GGACTGAACTTCCCATCCTGAAGGCCAAAGCCGAGAGCTGTTTTCGTTCAGCGGCCATGG
CAACGGGCTGTGAGGTCGAAATTGAATTTACCAGAAACCAATATGACAACATCCTACGGA
ACTCTGCTCTGGAGGAGCTCTATGAGAGGAACGGCACAGCTCTGGGGATGACCTTCACCA
CTGATGAAGATGTTCTCAAGAATGAATCTGGCTCCACAGACTTTGGGAATGTGACATTTG
CTGTTCCTGGCATCCATCCATACTTCTACATTGGCTCTGATGCCCTAAACCACACAGCTG



AGTATACAGCTGCTGCAGGCGATGAGAGAGCTCAGTTCTTTGCGCTGCGGGTGGCGAAGG
CTCTAGCCATGACAGCTCTGGATTTGCTGCTAGATCCAGAGTTGCTGCAGAAGGTGAAGC
AGGAGTTCATGGAGACTAGAAGAAGGGAGGAACAGAGATAGAAGAGGGGGGAAGGGAGAA
ACCATTGGGGAATTGCTGATACAGGTGGGAAAGCTCCAGATGGGATCATTGTTAAGAAAC
TGCTTTCATAATGACAAAATGAAAAAAA
>CL10437Contig1
ATTCGGCACGAGGGCCGTTTGTCGTTCAGTGGAAAACACTGAGGACTTGTATGCGAGCCA
GTAAGTTAGCCGTGTGGTAATTGCTTTGTCGCTACCGTTTCACTTCACTTTTAATAAAGT
TTTCTAATTTCATCTTGGCTTTTGAGCCTTTTTTAACAGACATTGGTGCTATTCAATAAT
GGACTGTTGACAGATTTTGTCCTCCAATGTCATCTACAGAAAAGGTTTCTTCCTGGATGG
CTTTTGTTTTGTGTGAAAAGAATTCTTTTCCTCGATTCTCATCCCCTTGAATCTTAAATA
ACTCCTAATCAGCCTTATATGGTAAAAAGTCTCTTGAGCAGGAAACCGTGACAACCAAAC
ATATCCTACCTTTAACTTCAGTTTTGAACTTGTGATGTGAGAAACCTTCAAACCTCTGCT
GTTTTCTAAGCACAAAAATACCCGTAAATGTGAGGTAATGACGAAGGAAGCTTTCTCACA
GACACAATAACTCAAGGGCCACAGTTTATACCTCTGCAACTGTCTGTTCGCTATGCATCT
CCAAACTGCAACAAAGTCACTCTGGACTCGACAATGGTGCGATATCCTGTCTTGACGACA
ACACTGTCACACTGTCATTGGATGTGTCAACTAATGTCAAATGTTAGTCAAAAAAAAGAA
A
>CL10438Contig1
ATCTGATGAGTCCTGTTCAGATTTAAATTCTGAGAAAGAAGCAAACCGAACCACAGTGTT
TGGGTTTGCCTCGGGGACTTGGTCTGCCCTGTGATCGGCAAACTTTGATTCAGGAAATGA
AAAGTTAAAACAGGACAGATCAAATTTGGAGGCGTGTGCATTAAAAATTTCCCATAAATC
AATGTGCCACTGTTTGCTAAATTCGGTTTGTTTGTTGAACTTAACTCTGTGGGAACTTGG
TTCTCCAATATTTTCCCTATTGCCTGTGAAAGTGCAGAGAAGCCCGCGGCCAAACAGCAG
AGCGACCTTTGAAACATCCAGAGTCTGTTCATCTCTGCTGTTTAAGGGCTTCTGTTGGGC
CAACCAGCCTGAGTTATGCCCGTCCTAAAACGCAGGAAGTGATTACTTTCACCAGTCTCC
ATGAGTTATGTGGCAGGCAGGTCCCATGATAGTTTCCACATCGTGATGCCCGGTTTTGCT
GATTCTTAAGGACCAGGTCCAGTTCTCATCCGTTTCCCCCTTTGACAGATGAAACCTCTT
TAAGATCCTGGTTCCTGCTGAGACTCGGCTGTCAGCGCTCCATTTCACAGAAGAGGGACG
GATTCTGTCTTACACTGTGCACTTTATGGACCTCAAGTCAAACTTTAGGATTCTTCTGGA
GTCCAGACAAAAGAAATGTGTAAAATCTTTTGGCTTGACACCCCCCTCCCCCCTCTGCGG
AGTGCTCTGGTGTAGTTTTGCAGAGAAGAACCAATGACACGCTGTAATTCTGCAGACTGT
CACTGGGATTGACCTTAATCAAACAAGCTCCTGAAAGAGGCCCCCCCTCACCCCCCAACA
GAATGCATGTGGATCCAGCATCCCCCCTTACAGCCCTTATAGCCGTCTGTTTGCCCATCG
GGAATCGATGAAAGGAGAAAGAGTTTCGGGGCTTTTTCAGATCCGGGCGTCAAGGGCAGA
GAGTTTCCACGGACTGCAGGAACTTTGCTCATGCAAACCAAAAGCTCTTTGACTTTTGGA
GCCTGAAGAGGCCTCGGACGGCTGAGCGTACATTTATGCAGCTCTCGTATGTGAGAGTGA
ACCTGACCCAACAGATCCTTAAGTGCTGTCAGCTCTGGGAGGAGCTGACCTGAACCTGCC
CTTTAGCAGAGGGAGCGTGACTGAAGTCTTGTTATTGCTGCTGGATCACCTTTCATTCCT
TCAAACTGAATGTCAGCCATGTTTGAATCCACTGTGAAGAACATGTTTTCATTCCTTTTT
CTGCTGCAGACCGTAAATATAACTCACCTGTGCCAACTCTGTCACATTACATGTTGTGGA
TCAGACTCTGTTCATTCTGTGGTAGCTTCAATGTACAAATATAAATAAAAGGTATATATA
TTGCATAG
>CL10439Contig1
CTGTGAGTCTGTGGATTTCAGTTCGATAGAATATCAGGTTCTTCCTCATGAACTCATAGC
TGGCTTTGATAATAGCATCTATCCATTCCTTACATTGGTCTTCAGAGTCACATTCAAACA
CATATTTCCTCTCTGCTTCATCTAGAAACGCAATGGAGAAAGTCTGTTTCTCCTCCTTCT
CCACTCGACACTGCTCCAACAGCAAAGCTCCAATTGGCTCCTCTTCATCTATCCGAAAGT
AAAACAGGAAGTTAACGACGAGTTTTACTAGTCTCCTCTTGACAACGTCTCCTTTTTTGG
GTCCCCGCATTCCTAATTCGGCTGCCATCTCCGAAGGCTGGCGGCTCAAAGAGACCATCT
CCTTTTCGTTAAAACGCATCCCAGTCCCGGTGGAAGCAGGTACATTCAACCCGGACAGGC
AGGCAGGCGGGCGGGGTGGACTTCAGTCTGTTACTGCTCCGCTTTCCTGACTAAAAACAT
CGTTGAGTTGCGTAACAACTTTACGACGTGTTAAGCGACAGTTTGTCGTGGAATTAGTCG
GCTCGCTATCTAATGTCTTCGAAAAGTGTCGAGGAATAACTGGTCATTTCTGCTGTCAAT
TGTAACACTTCTCCTTCTTTACCCCCGGCCATAATGCCCGGGT
>CL10440Contig1
AGTGCTGCAGCCAGGAAGCAACAGAACACAGAAGACGAGTGGCCACATGTAGAGCAGACC
GGTTTAATTAATTCACCGGGACGTTCAGGCATTTTATTGTTCTCTGACCAGAACCCAACA
GGATGCTTCACTTTGTGATAGTTGCGTTGATGGCCCTACCTCATACTTGTGGACAGAATC
CTGCCATACAAGTCCTCCTGACCAACAAAGGTCTTCAGTACGGAAAACACGTTGGGGCAG
AATGGATACAAGACATGTTGGATCATGTTACCCTGCCCGACATCCAGGGCACCTTCAGTA
CGCTGTTTGGCACAGTCTCTTATACACTGAGCGGCATCACCATAACCAAGTGTGACTTTC
CAGAACCAAATGTCGAATACTCTCAGGAGTACTCAGGATTCAAGACTAGCATCACAGGCC
TCAGTGTAGCTCTCTCTGGTAACTGGGCAACAAAGTTTGGCATCCTACATGAAAGTGGAT



CCTTTGACATGGCTATATTTGGTGTGGATGTGACCTCTGTGGTGAAGCTGAAGAGAAAAG
CTGACGGGCACCTGTCTGTCAGCAGTATCATCTGTGATGGCGAGGTTCAAAGATGTGGAC
ATACGATTATATGGAGGATTCAGCTTGGATTTTTCAACCCTTTTGTGCATTATTTTAAAA
AGGCCATATCATTGAGGAAAATTAGAAAAAAATATCTGCCCC
>CL10441Contig1
GTCGCATATTGTTCATATTGTTGAATTAATTTTATTTTGTTATTAGACATTTGATTTGAT
CAAACCGGTTGGACAAGATAAATCACCAAGCTGATGCTTTATAGGGTTAAATATATTTTT
TAAAGGCTTGATTTTATGAAAAGACTGTGGAAACAAGGGAAATTTTTTAAAAATATTTTA
CTCAAGTACTGTCTTCTTTTGACTAAAGGTTGTATAGAATATCGTTCTTAGGCTTATTCT
CCAGGTTATTGGTGTGATTAAACACGTTTTTTTGCATTATTGTATCCATAACATTTAATT
TTTGATTTTTTTTCCTAAATGCCTTTGCTCTGGTAAAAGTATATAATTGTTGGTTTTTTA
TTGTTAATGTGCTGCTGGAAAAAAAACTGCATTGTTAAATTTGATCTGGGGCTTTATTCA
TGGATTTCTTAAATCAAAAAAGTAGAATTTGAGGCAAATGTGAAGAAAATGTTTTCAATT
CTCTGTACTCAAACAAAATGTCTTATTTTACACAACAGCTCTATAGTTTTTATATAAATG
CTAACAATAATAATAGCAACTAATAATGTGGAATAGGCTTCATGAAAATATATTAAAAAG
GTATTTTTATTATACTTATGGGGACTGTTAAATGTAAATCTGCTGTCATCTTTATAAAAG
TGAAAATAAATATGAAAATAAATTACTATCCTGTAATCAAAAAGTCAATTATCAAAAAGA
>CL10442Contig1
TTTTTTTTTTGTGTTGTTTTAGTGTTTTTGCACTTCTACTAATACTGTTATTAACTTTTA
TGGGTGAAAAATATTAGATTGAGGTTCTGGTGATGAACATGATGTGAAGCGGAAAGTTTT
AAATTGGTCAAATAATTACTGTTAATATTTTTTAAATCAAAAATATTTTTTTTGCACATC
CAGAAACAGCCTTTTGTTTGTTTATGTTCTATTTTGGGTCTGTGAGCTTTTTACTGAATG
TCTGTTGTCTCCAGCAGCTTCTTGTGTGACCAATCACAGGATGTTTCTGCTCAAATAGAA
GCAAACTTTAAAAGTGACGTTTGTTTTGTTTCTGCAGGTTGCAATGTCCTTCTTACTATG
TAAGGAATGTTGGGATGTTTCAATGTTAGGTTACAAAAGGGCGTTGAATAAAGTTTTGTT
CCAAAGGATAACTCTCCCCTCTCCCCATCATCAGAACACTCTCTACAAACAAGCATCTGA
ATACTTTCCTGCAGAGCTGAGGCTAAAAATGAACAGCAAAGCCAAAACAGCTGGAGATCA
TCAGCTGACAGAAAAACAAGGAAGAGCTTGTTAATGATAGAAAAAATCTTTTTGTCCAGA
ACCCAGAAAGAGTCTTCAAATCATGATGGGTAAAAAAAAGAAAGCACCATCT
>CL10443Contig1
GTTGCTCTTCTGCCTGCACTCCTCTTTCACATTCAGACTCTATTCTCACGCTCTGTTTAG
ACAGTCCTCCAGACGAGCTTGTGTCCGGCTTAGACCATGCTTTGGCGTTTGTGCCTATTC
CTCCTGACCCTTCACCTGACCACTGCTCATGTGTTCATAGATGGCTCGGCAGCCAACCAG
GTTCTGACCAGGCCAAGACGAGCCAACAGTTTATTCGAAGAAATGAAACAAGGTAACCTA
GAGAGGGAGTGCGTTGAGGAACGTTGTGACAAGGAGGAGGCGCGAGAAATCTTTGAGGAT
GACCAAAAGACTCAAGAGTTCTGGAGCAAATATTTTGATGGCGATTCATGTCTGTCAAAG
CCCTGTGTGAATAATGGACGGTGCAAAGATGGGATTGGAACCTACTCATGCTACTGCCTT
GAGGGATTTAAGGGCCACAACTGTGAAATTGTCATTCCTCAGCTCTGTGAAACTAAAAAT
GGTGGCTGTGAACATTTCTGCCACGTGCGCAATCGCGCTGTTCAATGCTCCTGTGCTGAC
GGCTACTACCTGGCCCCAAACAATAAAAACTGCCACTCAAACAACACCTTCAAATGTGGT
GCCATCGTCACCGACAAAGTTCGTACCATTTTCCGGTATGACCGGAACTCAACCGAGGTG
AACTCTACAGAGCTGATTGGGAATGAAACCTTCACAGACGAAAGGTTCACGCCGAAACAT
GAGGCTGCCACACTGTCCACATCCAACAACAGCAGCCAAACTCAACTGGAGTATGTGGTT
GAGGAAACCGTTGTACCTCA
>CL10444Contig1
TCGGCACGAGGGTCCAGCAGACGAGCCCATGTTCTCACTGAGCACAAAAGTCCGTCTGTC
CGTCAGCTGCAAAGACGAGCAGTCGCCACGTCTGCATTTTGTCCTGTATTTCTGCCAAAG
TGCGGGAGGCGGCGAGGACGCTCGGCTGGGGTCAGATGGCGTTTCAGCTCTGGAGGACAG
CTGCTGCTGGGGAAACACAAGAGGGAAACGGCGTTCTTTTGGCTAACGTGAACTAGCACC
AGCAGCGTTAGACGAGCAGGGGTCGAATTACTGTTAAAGCTATCATCCGACTTTTCCTAC
TTCACAGATTATTTACAACATTTTGATATGTTATCAGTTCATCCAAACAATCTGCTTTAC
TTACAGTATGTATTCAAGCTAAGGCCCTCAGTACGATATGCACAGAGCATGGTCATTATC
TATAGACGATGTACAGTCAAGTTTTCTTTTCAAGCAGATGAGTAGTAGTTGGGGTTTGAG
GGACGTCCGAAGAGTTAGGCGGGCCGGTTCGTCCGGTCACAGGCGAGCCCCAAGCTGACC
TTCACCTGCTTTGTCCTGTTCCGTTTTCTGGAGTTCAGATCCACCTGCTGTCAACAAGAC
TGCACGATGAGAGCAGGGAAGACTACCGTTTGCTTTCAGCCTGGGTTTACCATCATCTGT
TTGCTTTACTGACAAAATGTCCCATTTACCCCTCTGCAGAAATATAAAAATAAATGTATA
TATGTCATATATATATATATATATATTATCTATATCTCTGACAGAGGCTAAATTGTGTAT
TTTTCTTTCCTTTTATTTAAGCAGTTGTGATGTAATAGGTTTTAGGCCTAAGGTCTGTTA
TTGCAATACTTTTACAGAAAAGAAGAAAATCAAATAAAAATGTTGCTCCAAGTGCTGTTG
TAGTCAGATTTGAAGCTTGTTCTTCTGCTGTAGTCCAACTGCAGCGTAACAAA
>CL10445Contig1
GTATTTAATAGACCACAAACCCAGCCAGTNGTAGAACCCCAGAGACACAGAGGTGCCTTA
CTTCCTACTCCAAAAGAAGGTCCTTTATTAAGACCAGATCATTCAGTAAATCATGATGCT



TTTAGCATGACAGAAAAAGAAATGGGTCACCCAAAACACATGGAACCAGACAGAGGCCGA
GGAATGGATTCCCGACACAGAGGGCGAGCAAGAGGGCATAGATGGTAAAGCCTAACTAGT
GAGTACCTTAAGTCAAGAAAAAGTTGAAGATATCATTAATTATTTATGTGCAGAAATGAT
TACCAATAAAAGAAACTAGTCAACATTACTTTCAAACAGGAAGTAACGAGTCATATTCGT
CAGAAATTGACAAAGGCAAACTAATCTTTTACCTTTGCTTAAACCATGAACCAAAACTAC
TGAAATACACTTAAGACTTTACACATAGGTGTGTTTAATGCTTTCTTTGAATACTCTTAT
GATTTCAATATAATCTGTAGACAGAACCTTTTAACATTTGGTTTGGGAGCTGGAAACAGA
AAAAAATATGTATCTGTAACTTGTATTTTTGTTTGTTTTGCTGCATTTGGATAAAGAGCT
TGGGGTTATGACTAATGCCTCTTAACGAGATTATTTGTTTTTTTCTTAATCCAATGTAGT
GTTCATGGTAGAAAAATACTCTGATTGTTGTACAGATCATGTACAGCCCTTTTCTTTGTA
ATCATAATGTCGCCATTGTAGTGTTCATTTGACTTGTATATTTTGCTGATTAAAAATAAA
CCTTATTCAGGATGTTTTAAAAATGCAAGTAGTCAA
>CL10446Contig1
GCCTTTCCAGGTCTGCGTACCATCACAGCGTCAGTGACCTGGACTACAGAGTTCTGCTGC
GCTTTCCTCAGCGAGTGAAGAACCAGGGCACTGCAGACTTCCTTCCACAGAAACCCAGAC
ACCAGTGGGAATGGCACAGCTGTCACCAGCATTACCACAGCATGGAGGCCTTCAGCAACT
ATGACCTGCTGGATGTTTCCTCTGGACAGAAGGTCGCTGAGGGGCACAAAGCCAGTTTCT
GTCTGGAGGACACTTCCTGTGACCCAGGAGTCCGCCGCCGGTTTGCGTGCACCGCCCACA
CCCAAGGGCTCGGTCCTGGTTGCTATGATACGTATCACGCCAACATTGACTGTCAGTGGA
TCGACATCACCGACGTGCCTCCTGGAAACTACGTTCTTAAGGTGACAGTGAACCCATCTC
AGCTGGTCCAGGAGTCGGACTTTTCCAACAACGAGGTGAGGTGTGACATCACGTACACCG
GCAGCCACGTCCAGGCGAGAGGCTGCAGGATTGTTGTGTGAGCACCAGCAAAAGACGACT
CGTCTGCTTCTGAGCTTCATCGCTCTTGCTGCCTGATTTCAGCTGTTGTCCATGTTTGGA
CAGAAAGGTCTGTTCGCTGTGCAGCCACTGCACCACAGCGCCCCTCCTTCCTGGTCAGCT
GGTTGATTCTCAGACTAACCTTTACGCTCTCAGCAAAGCTGATCAAATCTCCATTTGTGT
AAAAATGTCCTCATTTTAGAGGGGGGCGGGCAAACAACGGCACAGGGGCCACATCCGGCC
CCCTAAACCATGTCATCTGGCCCCCAAACTGGAAGAAATGATACCGATAATCTTGATGAT
CGTTTTATTTTCCATGTCCTTATGGAGTCTCCTTAAAGAATAAATGGACCTTTGTTTATG
AGCAGAAGGTTATTCTGCATTCTGGTGTTCCAACGTTTGTTTTCCCGGTCGGGCGGGAAT
CGTTTCGATCGTTCCGACGCCACATGAAGGCAGCCTTTTTCCAGGTTTCACCTGGACCGA
CAGCGACCCACCATGGGAGCTAAAGCCACAGATTGGGAAATAAAAACTCTAATAAAAAGC
TTCCATCCAGACTCCACGTTAATTCTTTGTCTGATGAGGTGAATTTCCAAAACACTCCAT
GCATCTGTCCCGGTCCGGCCCTCAAGTCCAATTTTAGAACTCTATGTGGCCCTCAAGTCA
AAAAGTGAACCCACTCCTGGTTTAAGTGGATATAGTTTTAACGGTCTCATGGAAAATTCT
TTGTGTGGGTTCAACCAACAAAAGCTGTTGAAGTCTAATAAAAATAAAGCATCTTTTGTA
TCTTTTTAATTTAAAAAATCATGCCCACTTTTAAATGATTAGCATTTTGATGAGTTAAAC
TATTTATGAAAGCTTTTCTGATGTCAAATATGGTTTATTTGATAGATTTTTAACCTTGTG
AAACCCTGGAGTTCCCATCTGCAGAAAGGACCTGATTGTGTTTTTCACAGCAGCAGAACC
GTGAAGACGTCCTCGTCCCTCATCTGCCTGTCATGCTTTGATTTAAAGTCTTTCCTGTCA
ATCACACCAAGTCGAGGTTGTCAATCATCTACAGCTGTCCTGATTTGTGTTAACGATCCT
TAAAAGTCTGCTTTTCAGTTCCTTTGTCGTCTTTTTGTTTCTCCTTCATTCAGTGGATTT
GTCATGTTAAGT
>CL10447Contig1
ATAAAAAACAGATGCTGATCAGCATCGTACAGTGAAACAATATTATCTCACAAGCAGGCA
GTTGGTGTGGAATGTTTTGATGCTGGAAGGCGAGGCAAAAATATAAGATCTAAACATTGG
AGCCAGTACATAATCCAGTAACTCTTCAGAGAACAAAGGTTTTCTACATCAGACTGACTA
ACTTTGGCTTTTAATTGCTCCAAAAAGCCGCCTTGGCCGTCAAAGAGCAGTCTGGGTAAC
CGGGGGAGTGAAGATCCTGATCAGATTGCTTCGGCAGGTTGTGCCACGCCACCGTCTGTG
TGCTCTCTCTCTCTGAAGAAGCTCCTTTGCCCCTCAATGGCTTTCTGCAGAAGGGCAATG
TTTACACCGTCAACACAGTTCAGCACGCGAGCACAGATCATCACGCCAAACCCTTCATAA
GTCTCAGTTTCACCCAAAACCAGATACTGAGCTCCAATTATTGGGTTAAAAGGTTCCACA
AACGAAGTGCGGACAAACACATGGTGCTCTTTAGAAGCATGCTGACATGAGAGAGTGGCT
CTAGACGTGTCGGCTTCATAACAGCTGAGTCTTCCAAACGTCCGGACTGATTTTCCTTCT
CCAAGACAGTTTAACTCCCACGGAAAGTGAAAGACTGCATGCGGAGGAAGCATCGTCATT
TTCAAAATGTAATCAATAAATAATAATAGCGACAATAATAATAATTCGGTTTTCACCGCT
CCCCGGCCATAAGGNCCGGGTTAA
>CL10448Contig1
GTCATCCAAATCTTTCTTTGTTCCTTTGGAGAGTTTCTTTCCCAGAACCTCTCGCACAAA
TACATCGTCAAAGGCATAGTATCTCTCTATCAGCGTGGCTTGTCTGTGAGGCGGGATCTG
GAACAGCAGCTGGTTGGCTAGTTTGGTCGGACTGTGCAGCAGACGCTCGCACATCTGGAA
AGTCCGGTACTGGTCCATGGTATCGCTCAACACCACATCTGCTTTAGCGTCAAACTCGTC
CAAGACTCCCCCCTCCATGCGAACCTTCACTGCATCATTCACTGTGTATCCATCCAACCA
GAGCTGGTAAACTTCCTCGCTCATGATGATGGTGTTCCCTACAAACACATCCAGTTCTAC
TGCCATCTTGTTTTCAGCGTTGAATTAACTGTTTTTTTTTATGTAAGAACCTTTGATTAA



AAGTAAATCTTTGGTTTCTGTTAGCTGGGCTTTGGTGGACTCTCCATCGATAATTGGCTT
TAGCTTCAGTGCTAGCTAGGAAGCAAAGTTAGCATCCGTTCATGATTTACAGAGAAAAAA
ACCTATCATACGACGAAACTGTAACATGGGACAAAATTGAAAAGAAAAAACAATAAATAA
ATAAAACGCAATCAAACAACTGCCGTAGGCTTAAAAAGCAGTTTACAGGCACGAACATCT
CTGATAAAACGGTACTCGATCTCTGTGGTTTGGGCTCTGCAGTGTCAACACACTAACACG
AGCTTCCGG
>CL10449Contig1
ACACATATTACTTGGGCGGCGGTGCTGCTGGAGCTGGCTTTTGGCTGCGATGGACGGCGA
AGTTTCACTTGCAGGTCTCGTGCAGGCGGACACGCGGCCATCCAGACTATCGGTGCGTTT
TGCGCGCGTGTTGCGTGGGGCCCTCCAGTTGACTGCGGCGATGGCGACACATGTCCCGGA
CACAGGATGTACATGGCAACTCCACAACTATCCCGTCTGGATGTTCAGCATCCAAACATT
CGGACACACATGCAAGCATATCTAGGGAAAAATAGTGATGAGCACGGCGCAGCGGCGTGA
CTGGACAGCAGAAGGATCAACTTGCCAAAGACGTGGACCCACAAGCAAAACTCACCAAAC
CGACCTGCAGCGATCAGGCGAGTCCAGTCAGTCAAAAGCTGAAGTGGTTGGAGGAGAAGC
AGGACAGAGCCCTTTGGAGGTGTTTGCTCCTGTTCTGGGACAAGCATTTGTGAACTCACC
ATCTGCAGGGAGAACTTCTTTTACGGAGACTGTGAGCTGGAGCTCTAAGCTACTCAAACC
GGAGGTACCAATACTGGACATTATACCAAGCAGATCAGGAACCTGCTAGAAAGACTCCGT
TCCTCGGCTGTCCAAAGCAACGTTCACACCGCCCTCCCCCTCGGTAACACGTGTTCAAGA
AGTCACTTTCAATGAAAGTCTATGTAAACGCCTTAGCATTGAAAGTGCGTTACCATTTAA
ACTAGGTGAAACATTGACCAATCACGGACTTGGATTTAGTAGTGACGTATAGATTTGGAT
TCATGTGGTATTCCCGACATGCTACAAACTTAACATCTGCGTTTCTTTTACAAATAAAGA
TAAACCAAGGAAACTCTCCTGACAGGATGGTAACCCATACCCGCCATTAGAAGGATGCTA
GCAATGAACTGAACAATTTTGATTTTCTGCTCAAATTGTGCGATTTGCACCGCTTG
>CL10450Contig1
GGGACTCTAGCACGTGTAAATAGTACGTGTACAGAACATAGTGCCTAAATTTTCTTGTTT
GGACATAGTCCTCAGGTTTTCCATTCGGGGGGCTCCTGGTAGGCTTTGCCAGGGAAGTCT
TCAACATGGTGAAGCCGAAGTTTAAGGGGAAATGCTCGATTAATCCCTCATCTTCCACCA
GCAACCCCGATCGGGCAAAGGGAGCTGGTGGGAACAACATGAGGGACCGAGCCACAATCA
AGCGTCTGAATATGTACAGACAGAAACAAAGAGGTAATAAACATGGAAAAGTGATCAAAC
CCCTACAGTATCAATCTACAGTCGCTCCAGGAACTGTAGCCAGAGTTGAGCCAAACATCA
AGTGGTTTACAAATACCCGGGTGATCAAACAGTCGTCTCTTCAAAAGTTCCAGGACGAAA
TGGGGGCTGTGCAGAAGGACCCGTATCGTGTTGTGATGAAGCAAAGCAAACTGCCTATGT
CTCTTTTGCACGACAGAGTCAAAGCCCATAACTCTAAAGTCCACATTTTAGACACAGAAG
GCTTTGAAACCACATTTGGACCCAAGGCTCAGAGGAAGAGACCCAGTCTTATGGTGGATG
ACGTGAAGGATCTTCTGGAACGAGCAGAGGCATCAGCACTGAGCTACAACTCCGACCAAG
ACAAAGACTTGGTAACAGAGGACACAGGA
>CL10451Contig1
TGCAGCATCAGTTCTTTCAAAAGAATGTAAGAGTTGTGATGGTACGTTTATCAATGCGTC
ATTGTCTCAAACAAGTGAAGTACACTGTTTAACCCTGAAGTCCTTATATGTTATTATTTT
TTCAACAGACATCTCCTAAAAACCAGACATCCCTTTGCTATGGTTACATATGAATGGAGG
TTATTGTAAATGTCTTGTAGTAAAGTGCTACACATTTGGTTCTTGTGGGTAGTATTTATG
CTGAAAGGATGTTGTTGATGACATTTCATTTGATTAATAAGTGCCTTTTTGAGGGCCTGC
ATTTCAGAACGATGATTTCACAAATGCTGGCGTGTTTACAGGCTTTTCCTGACATTCTCA
GCTGTTTACATGTTGCAATTAATCTATGAAGACTTATTAAAGGAAGAAATGGCGTGTCTG
GACGCTTCGTCCCCCGTGGAGGAGCTGTTGGCTGCATCACAGGAGGTTCTGTACTCGGTG
CTGCATCATGTGAGCATCAAAAACATTCTGTTTGCTATTTCAAAAGCACATATTATCTTA
TGCTGCACAACAGTGTTTTGGAATAGATTAACAGAAGGAAAAAGTAAAAGACTGATGGCT
AACCAAAGTGGACTGATTGTATTTAGCAGAATGGCAAATTGAACTTTTATGTTAATTTTT
TTCTTTGAGTAAACTTGCTTCAGCAGAGGATCCTGTGGTACAAAGGGTGTGACACAGGAT
CAAAGGTTGTTACAAAGGGTGTTTTATTTTTAACAATGTGTGTGTGTGTGTGTGTCTTTG
TTCAAAGCTTCTTTTTAAAAATGTACTTGGAAAAAAAA
>CL10452Contig1
CCCGGGCCTTATGGCCGGGGAAAACAACAAGGACTAGCAAGCAGGAACACAAATCCAGAA
GAACTTGATGAAGAACACGATATCAAGTTTATCTCATGGATCATCAAGTGATCATCCTCA
TTTTTGCAGGAGCACTGCTCAGTGTTTCCTTTGCACAGACTCGTCAGTTCTACTTTGTGA
ACACCCCTTTAAACTGGAGAGATGCTCAGAGTGTCTGCAGACAGAACTACGCTGATCTGG
CCACCATAGAGGATACAGCTGATGTTGATGCGGTTATTGTTGCATTATCAAGTTATACAG
GGAAAGCCTGGATTGGTCTTCACGATGACATGGTGAACAGTTGGAGGTGGTCTTTGAGTG
ACAGCAGCTTTTATGGTGATGGAGAGTTATCATTTAGGAATTGGTACCCTGGCGAGCCCA
ACAATCTGAATGGACAACAGTTGTGTGTCCGTTTTTATGGTTCCGTTAACGGTTTATGGG
ATGACGATGATTGCTCTGAGGCACTGCCTTTTGTTTGCTATCGAGGCATGGTTTCTGGCA
CCCCCGGTTACATTCTCATTAACACCCCATTGAACTGGACAGACGCACAGAAATACTGCA
GGCAGAATTATTTGGATTTAGCAAGCATACGGAGTATTGCAGAGAATAACATAATTGAAG
CCGTATCAGGAAGTGAATGGGTCTGGATTGGTCTGTATCGCCAGAAAGTGTGGTCTGATG



GAAGCCAATCGGTGTTTCAGTACAACATAGTCGTTAAACAAGGCTCTACTGGAGATCAAT
GTGTTACT
>CL10453Contig1
TTCGGCACGAGGGCACAGCTCTGAGTGTTTGTGAAAAGTAGTCAAACGGCTGCTTGTGTA
ACACGCCTAATGATTATCTAGACGAGGAACAAGACTGTCATCACTTTAGAGAATTGATTT
AAAGGCACTGAGTGATCTACTGCAGTCCTCAAGGAGTCATTCTACTGTCTAACTGTCAAA
TGTGAAGCAGGTGAAATGCACGGAACCGAAATGTGTCAACAGGAAACCTAATCAACCACT
TTGTCCAAAACTCCATCATATTTGGAATCTTTGTTTTCTGAGTTTCTCTTACAAAAAGCA
TAGATGGATAGTAAGATATTTGTCCTAGATAATATTTTAGACTTTGTGTTTTTGCGACAG
GTTAGTCATTCGGTCTTTGCTTTGCAGAGAACACAAGTCTCTTTTACCAGTCCGGGTCAA
ATGTTTTAGAAGTAATGCTTCTACAACATATTTTGTCATAAAATTGTCATTGAACACTCA
TTCATATCATTGTTTTGATCCGTTGTAAAAGTGGGGACCTTTTATAATGATTGGGCAATT
TTCTTTATTTTATTTTTTTGGCAAAATCAAAAAAAAAAACTGTCGTTTTCTAGGACCTAG
TTTCTGCAGAGCGGCAGGGGTTTGCCTTTGATTTGTGGGTGGGACTGTTGGCATGGAGAA
ACCCCACCCCCACTTCCCCTCCCTGTTGCTGAGAGGTCTCCGTTCACACTCTCTCCCACT
AGCTTACAGCCCCTCACAACCCCAACCTAACATTAGCGGTGCAACAAAAAGATGTCAGAG
CTGAGAGCCGTACAGGTTTGAGTCAGATGAAGGAAATAAAGACGTACATGGATCTATTTG
TCTACAAGCAGATGAAGTAGAATAGAGTTTTTGCAACGG
>CL10454Contig1
TGGCACATCACTGCATATCAGTCCTCCCTCTTCATCAGCTGCCTCCACTTTCACCGTCAA
CTTCAACCAGATTGCTGTCTGAGCCTTTTGATTCCACACCCTGTTTACAGTCTAACCTAC
AAGCACAGTCCCCCCGCCCCCCACCCACCTTGTCGAGTTGTTCCCCCCGCCTGCGCTGTG
TTCAGGTCGAGTCTCCAGGCAGGAGAGCAGAGCTCCTCTCTAAGAGGGAAGCACGGGGCC
TCGCCAAGATGGCCAACCAGGTCTGCAAAGAGCCGCTGGAGCCTTTGAACAACCTGGAGC
TCTTTGCTTCCCTCTCCACCACAGCACCAGTCAACAAGAGCAGGGACCGGCCGGGGAGGA
GCCTGGGACTTGCACTGACTCTGCCCCCAGCCACTGGCGGCCTTGGTTCCAGGCTGTCCC
CCATACCTGCCAACAGTTTCTATCAGGACGAAGTCATCCGACAAATGTCACCAGTGCTCC
GATCAGCAGCCTCCTATATGACCAACAACTGTCTCGCGTCCGCTGGAGGAGTCGTGGCTG
CAGCGGGAGCGTTAGGCACTCCAATGTACCACCTACCTCCAGTCAAAGCACCAACAGGCA
CAAAGAAGAAGAGCTCAAAGCATTGCTTCTTTTGTGGGAAGAAGACTGGGCTGGCCACCA
GCTACGAGTGCAGATGTGGCCACAATTTTTGTGCCACTCACCGCTACGCAGAGACGCACG
ACTGCACGTTTGACTACAAGAGTGCCGGACGGCGATTTCTGCATGAAACCAACCCTCTCA
TCAGCGCTCCAAAGCTGCCCAAAATCTAAACCCCTGCAAGCCCCACGCCGGACCAGGAGA
GGGGACCAGTTCAGCCGACTGTGGAGCAAAA
>CL10455Contig1
GAGGCAACAAACACGGGTCTTATATGAACCAGCTTCAAGTGGAAATATGATAGCCAAGGT
TAATTCATCAGAAACACAAACTGTTTTTGCAAGAACTGAACCAGACCTTCAAAAAAGTCA
AAGTTTCTCACAGAAGCAGCTCTCTCTCAGCAGACTCCCCTCTCAGCAAGGAAATACCAC
TGTGGGTCATGACAACACTGCTGTGAGCTGTCAGTCACATGTAAGTCATACATTAACTGC
CCCAGGAGGCTTCAGCAACTGTGGCCTCTCGCCTGAATCCTTCGTGTTTTCCTCTGCATC
GCTGAGCCAGGTTTCTCAAGTCTGCAGAGCTGCTGCTGGGCGAACAGGAGAGGTCCAGCC
TGCAGAAAACAGCCAGAGTCGATCAACACTCTCTGCATGTCCACTGCCTGGAAAGACCCG
GGACATGACAGACATGACACCACAGGACAGCAGCAGGGAGAGCACAAGCTGTGGTGGGAG
TGGAAGGCAACAGCAAACATCAGTCTGCCTTCCTGACTGGGCTATTTCATGGCCTTCAGG
CAGCTGAGTGTCTGAGCGCAGTGAGGCCTGTGCAGCAGAGCTGTCAGGACACAGACACCA
GCAGCAGTGATGATGAAGGAAAGCTCATCATTGAGCTGTAGAAGAAACACAAACACACAT
CATAGGACGAGAGGTTTTTCTCAAAAAAAGAACTGAACAGAGGAAAATCAGAAAAGA
>CL10456Contig1
TTGAGCGGCGTTNAAACCCGGGCATTATGGCCGGGGGCTCCCCTTTAAGTTACCTGCAGC
CACACCTGAACTGCGCTTCCTCTAACATTTCATAACATCGGGAGAACGGCCGAACCGAAC
CAAAGCCGGGTCCAGAACGGACAGCGAACCGGAGAGTGTCTGTGAATCTTTGATCGGCTA
ACGACCTTCTGGCTACGCTGCATGAGGGATGACAGAGGCAGAGGGGAGACAAACCCAGGA
GAGGAGAAGGTTGTGACATCGTAAAGAACCCCCACCCCACAGCGGGCAGACAGACGGGCA
GATGGACTGAGAGGTAAAGGTGACCGGAAGAGCATCAGGTCTGACACCTCCATCCATGAG
GCGTCCAGCTGTACAGAGAGTGAGAGAGCGTTGGGGGCTGACGGCAAGGCCAGACAGGAA
AGGCCAGAACTTCCAGGTGAAGGAATGCCTCTGAAAAAAAACATGCAGAAAGAAGAGAAC
CTCGGAGAGAACCGCCTGCCAGAGAAAGCGGCTCAGGTGTTCAGTCCTGCGGTGACCGTC
CCACCCTCGCACTCAGCACCCAAGGATGAAGTGGCATGCTGGGAAATAGAGTCTGAGAAA
AGTCCCTTCCTAAACTACACAGGAGTGGACTACGACCAGCATGGCTTCCAGTATGAATGG
ACTGAGACCAGAGCACCTACCAAATGTGGCCTGTGTTGTTCCAGCAGAGACATTTTAAAG
GTGGGCGTGTCCTTGATGATGTCAGCACTCATCTTCCCTGTCCTGGTGTGGGGTGGGTTT
GTT
>CL10457Contig1
TTTTTAAAACCCTTTACTTTTGCTTAAATGTGCAGATTTCNTTATTCACACTCGCTGGTC



AGACAGACTTTGGGATTAAAACAAAAGAGAACCCCAATAAAGGCAAGAAGAACCCCCCAA
AAAATCCCCATATTTACTCCATTACCGTTTAAGACGATGCAAAAATCAACTACTGTGCAA
CTAGATCGACTACTTCCAACGGCTTTGTGACAACCACAAGTGAAGGAGGGGAAACTGCGC
AGGCTCTGAAGTCCATGCTTTGTTTCTTCAGGGGGGTTTTCAAAAGTCCTCAGGTCCTGC
GCCTCACAACACAGACAAAGATCTGCTTCCAAAACTTCCTTCAAGATCTCCTGTGTCTCA
GGTAGCTGTGTGTGCATATATTTACAGCCTAAACCAAAAAACCTTTCAGATACTCCTTCA
GACATGATGTACCTGTAGGATGACCTTCCCCCTTCATATGAGCACCCATGCTGTCCCATA
ATCCAACGGTTTAGGTGATCTCCCTCCTTCCCTTCCCTCTTGCTTTTGAGCATGGCCTTC
TATATGATTGCAGGGAGTTGTGCTTGATTTTGGAGGAGAGGGGTCAGGAGAAGGAAGCGG
GACGGTCTGAGCCTTCAAAAGACGGGCAGTTTGGTGGAAGTCAGAGTGTAGGTGTTGATG
TCTTCCGGGTGGGAGGCTCTGTGCAAGGACGGCTCCGAGGCACTGCGGTTGATCTTTGGG
AGGGCGTGCTGCAAGAGCTCGATGGAGGACAGGATCTGCGGAAAGAGAGGCCTCTCGTCC
TTGGACTTCTTGATGCAGT
>CL10458Contig1
AGGCTTTTTGTCCTTATACTATCANATATATACNAAAGACTGGTGTAGAATCCACATTTA
AAACAATATAAGCATTATGAAAAAGTATTATATAAACATGGAAACATTTTTCTATCATTT
CCTTTAGTTTATGTCACTTTAAAAATGGAAATAAAATTAGAACAAATTAACCAAAACTAC
AAACCCATTATTTATTTTAATCATTATTTTTTCAAAGCCAAAGATCCACATTGGAGTGAG
AAAAGGGCCGCATGCGGCTCTGGAGCCTCAGGTTGCAGACCCCTCCCTTAGATTGAAGAA
CAAAGGGAAATTATGCTCCTCATGTTTGGTACTGGATTTTGTTCTTATGTTTGTTTCTTT
TAATGCCATAACAATTTACAGGCAGCTCTTTGATCCATTTCTTTCCAAATATTGAAAATT
ACAGACCAACATAATAGACTTTTATGGTGACTTTTCTTTACTTATAGATTGTATCCCTGT
AAAGGTCACCTGTCATCGTGGACTCCGCTTTTAACTTTTCCGTCCCATTAATGTGCTTAT
GCATTTCCATGTTGCACATGTCTGTTTGCAAACTGGTTATTTGGCAAATCTAAAAACCTA
AAAAGTTCATGTTTAATGATGCTGTGATTTATGTTCCAGAGGTCTGTTCCATGTCAGCAT
TCACACACAACACTGCTGTAGAGTTCTAGTGCTCTGAAAGCAGAGTTTAAGGACCTAGAA
GCTTGAAATAAATCCATCCCAGTTTTGTATTTCCACTTGATTGTGAGTGAAACGCTTTCA
ATAAAAT
>CL10459Contig1
CTTGGATACTGATACAAACACAGGCACTGAGGTATAACACTGCAAACTCTTCACTCATCA
CAGATTCAGTCAAAAACAATTAAGGCATATACATTGTATTTATGGCAAACTCAGTGCTTC
TCTTTTTCTATCTCTGACTATAAGTATTCCCTTCAGTGACGCTTTAAGGGAGCTGTTGCG
TCTTAATCCACAATTTCCTGATAACAAAGAGCTGAACAAGACTTGAGGCCAGAATTTAAT
ACATTTGTAAAATGATACCGAACCAGTACTTGCATATCGGTGGTTTCTAAGCATTCTGAT
GGTTAAAACAATTTTCAAAGGTAAGTTTAAAGTGCTAAAGTACTCAAAGTATTGAGTAAG
ATTGATTTAAGAAAATTCTGTTCAATCTTTTGAAAAACTTGGGTTACACAGTAATAAAAT
AACAAATCTCTAAAACGGTTAAATTAAAATATATTTAAAAAAAAACAGGGATTACACATC
TTTGTGGTAAAAATCATATAAGTATCATTTCTGTTGAGGTACTCTTCATCTTTACATTAA
CAAAACAGTTAAAAACGTTTTCAAAACAAACTAAAATGTCAAAATAATAATTCTGTCATG
GAGGGTTATGTACGTTTAAACACTTAAGCATCCTATAAGGGTGTTTAAGGCTCCTTTTCT
TCTTCATTTTTGCCCTGAATAGA
>CL10460Contig1
AATGTGCCTTATTGACTAGGATGATAGATGTATATTGATTCTAAATTATTCTGTCAGTAA
CCTAGGTGATTATGATAATGATGATAGTGCTATAGACAACAGCAATGTTTTGGAAATTGT
AATCTTATGTGTGCTGTCTAAAATGCTAGATGCCCTGCTGCAGCCATGTGTGTGCCAATA
GGCTGAAGACATTTCAGTATGATTTCTGTAATGGTTGCAATATTACTGTGTGCGTTTTTT
TTCTTTGGGTGTTGGTGTGTGCTTACTAGGATTTTGGTGGCTCTAAGGCAAAAAAAAAGC
CAAAATGAATAAATGTAAAACAGTGTGATCAGGGGTTTCCCCTGAAAATGTCAGGCATTC
AAAACTAGTCTGAAGATAAAAGTGTAATCTTATGTAGACTGAATGAATATAGCTCAAAAC
CGTTCCAATGGTGTTTTATTTTCCCACCCTGTATTTCGAAAACTATTTCAGAGTGTGTAC
GATAAATGACTATCTATACTCGACAAAGGACCTTTCTTACTGCTGTGCAGTTATTATTTT
TATTTTTGTGTTTCCTATAACATATAAATCTTTGTAAAACAATGTTGAAATACTGTTATC
TAACTGTATACTCCTATGCAATGAGTCCTGGGACAAAAGCAACAAAAGAGAGAAAAAAAA
AATGTTCGTGCAGTTGTCGAGACCTCTCCCCCCCTTTCCAATTTTGAAACTTGTGAATGT
GCTGTAATGATAAAAGAATCTGGGACGCTCTATTTTCAGTACAGAACAGTACAGTTAATG
GAAGCCAATGTTTTCTCCACATTTAAGGCAGCTTAGAAGATTCACAATCTTGTTGCTAAT
CTGGTTGTGATGGATGTACCTAATTTTACTACATNGTATGTGTGGACGGAGCGGTTACCC
ACTGGTTTCGTCATGCGGT
>CL10461Contig1
GGAGCGGTCTTAAGACAGCCCGCGTTATCTTTTGCCGCATTCAGCGCCACAGAAAGCCAG
AGGAGCCAAGGTTTGCTGTTCCTCCTCGACGGTCATCTCTCGATTCAAACATTCTTCTCA
GGAGATTGAAAAAGAAAAAAAAATGATGCNGGAAAATGTTTCGACATCAAGTCGAACTTC
GTTCTTACTGGAGAAAACTGAAGACCTTCGTAAAGACGCTCTCACTCCAGAGGCAGATGA
TGGAGAACCTCATCATAGCCAAAGCCAGACAGGATGCTCTTCAACGAAAGATGGAAGAAA



GACGGCTAAGGCTACAGGAAGAAGCCAACAGAAGATTTGCAGCATCTGGTGCAATGACGG
CAGAGGAGCAAGAGCAGCGTCTTCTCTACACCAACGTGTTGGAGTATGAACAAGACCATG
ATTGGCCCAAACAGTGGAAAGCCAAACTAAAGCAGAATCCTGACGAGTCACTGGTGTCGG
ATTTGGTCTCTTATTTACTCAGCCGATCCGATCACCCAGTTGTGAAGATGCTGCGAAAAC
ACCAGTACAGAATTTACAACAGGCTCTACCCCCTCGTCATCAAAGGCGCTCCTCAAAGTC
CTGCCCTGCCCCTGAGACCGTCACGTAGCGTCCACAGTCTGCTGCACACAGAGAGTAACT
GGAACCCGGGCAGGACTGCAGGTAGGGGTGTCGGGGGTCAGAGTTTCAGCATCGACTCGT
CCGCTTCCTCCACGCACTCGCACGACCTCATCAACAATTACAGCGAAGACTCTGAAGGAG
AGGAGCTTCACACTCAGGTGACCGTGTACCGGGAGAACTCCTTTGAAGAC
>CL10462Contig1
GTTCAACGCTTCCATCGGTTACGATCAGAGGATGTGGGACGCAGACATCAGAGGAAGCAA
AGCTTATGTCAAAGCGCTGGAAAAAGCGCAGCTGGTCAGCAGCGAGGAAAAGGAGCAGAT
CTTACGTGGGATGGATCAGATTTCAGAGGAGTGGTCTAAAGGTAACTTTGTCATTAGACC
TGGAGATGAAGACATTCACACTGCCAATGAACGCAGGTTGAAGGAGCTCATTGGTGCCCC
TGCAGGAAAACTTCACACAGGCAGAAGCAGAAATGATCAGGTGGTGACTGATATGAGACT
CTGGATGCGAGACGCCATCACCACCCTGACAGAAAATTCTCTCCAGCTCATCTCGACCAT
GGTGGAGCGGGCATCCGTGGAAATCGAGGTTCTTTTCCCCGGATACACCCACATGCAGAG
GGCTCAACCAATCCGATGGAGCCACTGGATTCTAAGTCATTCTGTCGCTCTGAGCAGAGA
TGTGGACCGGTTACTGGAGATCAAGAAAAGAGTTAATGTCTTACCTCTGGGCAGTGGTGC
GATTGCAGGGACGCCGCTTGACATTGACAGGGAGCTTCTTCGGAAAGAGCTGGGATTTGA
TGCAATCAGTCTGAACAGCATGGACGCCACAGGCCAGAGAGACTTTGTTGTGGAGTTTTT
GTTCTGGGCTTCATTGTGTTTGACACACCTCAGTAAAATGGCTGAGGACCTCATGCTGTA
CAGCACTAAAGAGTTCTCCTTTGTTACGCTCTCTGATGCCTAC
>CL10463Contig1
CGGTGAAGAGGCTCCACTCAATGGCCTTCAGGAAATTCATCTCCAGGTTATTGATGGTCT
CAACGTCCAAGCTTCCCAGCTGCTCCCCATTCGTCATTGAAGACCTCCTCTTCCTCTCCT
TCATCATACAAGTATTTGCTGGCAACCATCATAGAGATCAAGAACAGGTCAGAGGAGGAG
ATCTTCTGCAGGTATTCAGGGTTTCGATGTCGGAGCCTTTCGATGTAAACCAAAGCCAGC
ATCATGGCACAGGGCGAGATGCAGGCCTCCCTGGCAACATGAGCAGCATATTTCTTCTGG
AGCTTTCGAATCGGGCTCGGGGCGGACTTCTGGAAGATTTCAACGGCAATATCTGTGACG
GGTCCAGACAGGGCATCTAGAGAAACATCTTTGTCCAGACCATAATACAGTCTCTTCCTG
ACTCTTTCAGTCAATCTTTCATGTCCAGGAAGAAACGTAAACTCTTGGAAGTCCGAAAAC
TGAAACATGTTTTCGTTAAATAAAGCGTTGAAATCCATGGTCGACTAAAGTTTTGATCAT
TAGTCCTCAAAAGGCGGTAGAAAAGTACGCTCCACCCGGTTCTGGTCCCGCAAAGCTATA
GATCCAAACACGCCCGACCGGCGGGGC
>CL10464Contig1
TTCGGCACGAGGGGCAAGCTTACCGGTATGTCTTTCCGGGTTCCCACTGTGGATGTGTCA
GTTGTTGATCTCACTGTTAGAACCGAGAAGGCTGCATCATATGATGACATCAAGAAGGCT
ATCAAGGCTGCTTCCGAGGGAAAGCTCAAGGGTATCATGGGTTACGTTGAGGAAGATTTG
GTCTCCACCGACTTCGTTGGTGACAGCAGGTCCAGCATCTTTGATGCTAAGGCTGGAATT
GCTCTGAACGACCATTTCGTCAAGCTTGTCTCGTGGTATGACAACGAGTGGGGTTACAGC
AACCGTGTTGTCGACCTGATCCGCCACATGGCCAAGACCCAGTAGAGCGTTCTGCTTTCC
TTGTGGCGCCTGGTCAGAGGTGCCCCTTTGTCTATGGGAATAAATGTGGATGGTGTCGCT
AGACGCCTGGTTCATGTTAGTTGGACATGAGTTACCATCTGTTTTTCCGCACCGAGTTGC
TAGTCAAGTACTCTTGATTTATGTAAATCGTTCAGTCCATTTACAACTTCTGTTTGCCTG
AGTNAAAAAAAAA
>CL10465Contig1
ATTTTCTGGCTAAATCAGCTTTTTAGACCCACAGAATTCATTTCAAAAATCTTTTTGTGT
TTTCCTATTAGAACTTTTGTCAGACAATTATGTGTAAAACATCAAATCGATCCCAAAAAT
CTGTGAAGTGAAACAAACGCTGTTTATGACAGTTTTATGACAATATCCCAAACTTATTGT
GAGTGTTGTAAATGGTCAATTTGAACATATCTCAGCGTCACAGCGAGTTCGACAGACTTC
GTAAAAGTAGATCCCCACATTTTTTACTTTCATTTGTCGGATTTAAGAAAAAACAGCTTG
ATGAAAAATGACAGACAAAAAGGAAATAATTTATTGTTTGTTTGAATTGTGATTTTAGTG
GCTTATTCATATATTTCTTTAAAGCCTTTTTAGTTTAACTTTTTTGTAAAGCACTTTAAA
ATACCTCAAGTATACTTTTATTGCTCTACATTCACATAAAACAGCATAAACATTAAAACA
AGCACCCCCTTAAGAAACACATACACTCGTATAAACACAAAGATGTACATTATTTATTAT
TTAAAGTCAGACAAACAAAAAAACCAAGCGCAGACTTACAAAAACACACGCCCACATAAA
GAAAATCACACAGACTCTAACTCTCGGTTGTCTGCTGCCCCTCCGTCAAAAACAGACCCT
GCTGTTTGTGCAGCGTCCCCCGGTCATCTTTGTTTGTTGGTGTCCAATATTTCTGTGTAA
GTGTTAACCCCACTCCCCACCCCCCCCACCCAGCTCTTCAGTGTGTCTCTCTGTGAAGTT
GTTTACTGTGATGATGAAAATTTCTCTTTGCCTAAATCTTTTTAGGGAATATACAACTGA
CTTGGTATTACGATATGGTGTGATAGACATATACAATTATTCACTATTGTAATAAAGTAA
CTAAAGATATATTAATTTTGGTATGAAATTAAAAAAAACTCTGAAAAAGTCAGTTTTTTT
AACATGGCATGAGGTGTATGTGTAATGGAAGAACATGAAGGCTTAATCAAGTGACCTGAC



CTTAGTTAATTTCCTTATCTATTTCAAAAAAAAAAAAAAAAAAACGTCCCGGCCGTCGAG
GGGGCCCGTACCAATCCCCTTAGG
>CL10466Contig1
AACTAGCAAAACCGTTTCTTCCGAATTTGCTCTTCTACGATGAATCCCAAAAACGCGCCG
TTTCTCAATGATAACGATCTTGAGCTGGTCAAATCTGGCAAGAGTCAAAACGGGGTACCA
CACGCTAGATGGTCATATCTCCCAGATTCCTGGTTTGTCCCCAAGCATCAGGACTCTTCC
TGAAGAGAGGGCCCGAGGGAGAAGGACCGTCGTCCTGGAGAGTGATTCTGCTTATGTCAA
GCTTGCAAAACAAGGAGGACATAAAGGACTTTTGTCCCAAGAGGAAGCAGTTACCTCTAC
ACCAAATTCATATAAACCTCCAGACTGGTTCTGCTCTGAATCAGGAGACATCAGCCAACA
AAGAAAGGATGAGAAAAACTCTGGAGCCTTTCAGACATTAGAAGCCCCGTTTGGCTCTGA
CAACATGTCAGCCTGGGAGAGGGACAACGTGAGCTTCACTGAAAAAGAAAAGAATGCTGA
AGGGCTTCCCATCCATATGGAGGAGCTGAATTCCCAAACCGAGCATCAGGAGCCCGGCAA
ATACAAGAGAGTGTTTGACAAGAAGCCGGCACCTGTTGACATGTCTAAGCTTCTGAGTTT
TGGCTATGCTGAAGCCAACAGCCCAATCCAATGATGCAATCTGGAGGTCTGCCAGATCCA
AAACCATGCCGTCTTCTCCTATGACATTCATGTCTGTTCCTCTTTCTCGTTAAGTCCCGT
CAAATATTGTACCGGCATTTCTTAGAGGATT
>CL10467Contig1
TCTGCGAGGAGGAGTTCTCCGATTCAGAGGACGAAGGGGAGGGAGGCCGGAGGAATGTGG
CCAGCCACAAGAAGGGAGGCAAGCGGCCCCGCCGGGAGGAGGAAAAGAAGGAGGGAGAGG
AGAAGAAAGCTGGTTGGTAACGGGGCAGATGGGAAGGAAAGAAGCTGGATGGAATCTGAA
GCGTCTGACGTTTCTACTTCCATCCATAGATGTAAAGGAAGAGGAGAAGACGAAGGACAG
CAACTCACAGAAAACGGATTCCAAAAGGTGAAGTGTCAGCAGGTCCTGTGGAGGACTCCA
TCCTGTGATGGTCTCACGTTGTTTGAGCTTCCTGTTCGGACTCCACCCTCACATCCACCT
GTCACCTTCCTCTGCAGTGTGAAGACGGAGCAGAGCAGCAGCGCCTGAACCCGGTTCTCC
GCCGTGCAGCTCGTCACGGAGAGGCATTATATTTATTGAGACTCCATGGTTGGACTCCAA
GTCCCTTCCAACAACCACTTTGCATTTTTTCCAGAACCATGTGTTTCCAATGTGCTTGAT
CTTCTGAAGGAAACTTGAGCTCTTTTTGTTTTTAGCAAAACTCTGCAGGTGAAACTCCAA
TAGAAGTTGTTAATTTTTGATAATTTGCCTT
>CL10468Contig1
AACGCGTCGGTAATTGTTCTTAATAGCTTTCGACCTGTAATATATACTTTTTAAAACGTA
AATTAAGTTGATGTTAATGTGACAGAGCCGTATTGTATTCCATAATTTGATATTTTTCAT
GGCTTTACGACTTTGATGACGTTTTGAGGGAAGTCTGTTGCTGTTTTTCCGTTTAGCATC
GATGGAGAAGAAGCTAGCAGAGTTCAGAGCCAGACGGCGAGCAGAGAAGAGTAAAATGAG
CGAAGCTGATCTTCAGAGCAGACAGCAGTCAGCTGACGTTCACGACGAACAACCACAGAA
AACAGACGACACCAGCGCATATCACAGCCAAGAAGACGTCACGGGAGTTGAGCGCCGCAG
AGACTGGCTGCTTGAAAGCCGTCTGGGAAGATGGTTGGCCTCCAGACAACTTGTGCTCTC
AAACGTCACGTTGCTCAAAGTGCTGCTGTGGCTGGTTCTGTTGGGTCTTTTTGCTGAACT
GGAGTTCGGCTTGCCCTTTCTTTGTCATCTCCCTTTTCTACTGGATCTATGAAGGACTTC
GCAGCCCAGATCAGCGAAAGCCTGGAGAACTTAGTGCTTATTCTGTGTTTAACCCAGACT
GTCAGCCTCTCCTGGGCTCCCTCACTGCAGAACAGTTGGAAGGAGAAATGGGTTACAGAC
CTCTGGCAAATAGATAGTATCTATCAACTTGATGTCTAAAGCAGAAAAAAAACCTTTGTT
TGTGTCACATATTTCTAAAGGTGGTGGAAAAGGTGTACTTAATTTATCTAATAAAAAAAA
ATCACAGTCATTATTTTTTATTGAGAATAAAACAAGATTCTGAATTTATTGTTCTAATTA
TTGGAAAACATGTGGAA
>CL10469Contig1
TATGGCCGGGGGACGGAAGCGGAAGTGTGCATGCAGCATGACGGCGTGTTGGCGTGGTCC
ATCACGTTTCGTCTTTGCTTCTCTTGGGTCTGGATGCTTTAGAAAATTCCCCGTGGCTCT
TCTTGCACGCGGACATTCACGCGGTGCCAAAGTTCTCCTCGGCAACCAGTTTAAACAGGA
AGTTTGTCCGCGTCACGCGGCCTTGAGTTTAGTCTCCAGGTTAAGTTTTGTTTCGGACTC
CGGCGGAGTCGACATGTCGTCCTCGGAGATGTCCCACAGAATGGTGTGGGTTGACCTGGA
GATGACTGGTCTTGATATTGAAAAGGACCAAATCATCGAAATGGCGTGCATCATCACAGA
CTCTGACCTGAACATTTTGGTGGAGGGGCCCAACCTGATCATTAAGCAACCAGATAAACT
CCTGGATGAGATGTCAGATTGGTGCAAGGAGCATCATGGGAAGTCAGGGCTGACCCAGGC
TGTGCGAGAGAGTAAAATCAGCCTTCAGCAAGCGGGAATACGAGTTCCTGTCCTTCATCC
GACAGCACACCCCACCCGGACAGTGTCCCCTTGCAGGGAACTTCCGTTCATGCAGACAAG
AAGTTCCTGGAGAAGTACATGCCCTCAGTTAAATGCACCACCTTCACTACAGAATAATTG
ATGTGAGCACCATCAAGGAGCTCTGCAGACGGTGGTTTCCAGAGGAATACAAAATGGTGC
CTTATAAGAAAGCCTCCCACAGAGCTTTAGACGACATCCAGGAGAGCATTAAGGAGCTCA
AGTTCTACAGAGCCAACATCTTTAAAGATTCAACCGAGGAGAAAAAATGCAAAGTAGTTG
AAAATGGAGAGAACAACAAGCCCTAACACA
>CL10470Contig1
TTGACCTTTGAACTTGTGAGTTCTCAGGAGAAGCTGGAGGGGCTGATGGCGCCAGAACCT
CACAGGAGGTCGGTCCTACACCCGCCATGACACCTGAGGTTCCTGCGGTCCTCGGTTCTG
GTGATCAGTGAACTTCATTTCCATCTGTATCATAACATCTGCCTGATGAAGCCACGCCCC



TCCAGAACCGACTCATCCGGGTTGGATGTGAGTCGATTCTGGACAGAAACGTGTCCAGCA
GAACCAGACCTTCCGTCCTCGGGATGAGTCCAGACCCTCAGACTGCAGCGTCTCAGAAGC
TGTTTGGACTCGATGGGTTCTGGTTTAGTTGTGGTGGTCTTGATCGGGTCACTTTGGTAA
GGTCTGATTCTGGTGGGTCTGAGCGTGGAACCCACTCTGCTGCTGGCTCCCTCAGAACCT
CTCCCTAGGTTCTGGGCCTTTCCTCGGATCCCTCCAGAGTTGGAGCTGGAACTCAGGTCC
AACTTCTTCTAACCTCAAACTCAGACGTTCTGACCCAAACCGCTCTTCTCTGACCTCACT
TCCTGTTCTGAGGATCATCACAGCATCAGCTCAAACTCTGCTGGGACCCGGCGGGCAGGT
GGCTGTCCACTCTGCCACCAGCACGCTAACCCCTGTACATACTACAGCCGTGTAAATACG
CAAATAGTATCGGAGACTCTATTTTACGTAAGAGAGTGGGCGGAGCTAACTCAAGGAGAA
CTGTTTGGTGTTTTTATTTGTGATGAAGACTTTCTGAAACCTTTGTTTGCCGGTTCTGTT
TTCTATCGGACCTTTCCTCGTTTGCTTTTTGTACAGCAGTGGTTGTTTACATCATAGAGT
CCCCTCTTGTGATGCAGTGTGATTGGAGCACAGGTGTGATGGGGCGGGGCTTCATACATT
AATGAAACCACCGTGCT
>CL10471Contig1
CAATCAGCTCATCACAGATCTTTGTGAGTTCTTCGAGCTCCTGGTTCTGCAAACACACAC
AGATGATTCAATAAGAGTTCTATTATTTGTAGAATAGTAAGAAGATTCATCAGGTTGGCT
TTTACTTTCTGCTGCAAAGCTTGCTCCAGAGATTCATTTTTCATCTGCTCCTTCCTCAGG
CTGGCGGTCAGCGCCATGTTCTCAGAGCTCGCCTTAGCACGTACTGTAGCAATCTCCTCG
TTGGCCCTGAGAAAACAC
>CL10472Contig1
TTTTTTTTTTCTGAAGTTTTTTGTTACTTTATTTTCTCATTTGTGTGATTAAGTGTACAT
TTCTTTAGGTGACACAGCTTTTACAGGGGGATCAGAACATGTGCAAAGAAACGCTGCAAG
TTTTAGAGTTAAGAATGTACATGAAGATGGTTTTGGATGCAAAACAACAGCAGGAAAACT
GTAACTTGGTGGTACATTAAGGAAAAGGCTGTGAAGAGGTCACGTTAGGGTGGGTGGGTG
GGGGGAATTCTTCTTAGATGCTCATCTCTTTAGGACAACACCAAAGTTTGAAACTCTGCA
GCTCCAATCCGTCCATCGCTGTCGCCATCAGCCGCCACCAGGAAGGCTTTGGTCTCCTTG
TCTGTCAGCACTCGAGCGCTAGGAGTGAACCTCTGCAGGAAAAACTTGAGCTCTTCGTCC
TCAATATATCCGCTGGCATCATTGTCAAGGATTCCAAAAACCTTCTTTATATCCTGAGGG
CTCTTCTGGGTGAGACCACAAATCTGGAAAAACTTCTTTGGGCAGAAGGAATCTGGAGCT
TGGCAGTCCTTGATAGCCTTGTCGATGGCATCTGCAGAGAGGATAGATGAGAGCGACATT
TTCTTCCTTGTTCAGGTGTTCTGGTTCAGAGCGGTGATTCTGCGGAG
>CL10473Contig1
TGTACTGGATAAACCTACACCTCCAATGGGACCTCTAGAGATTATTGAGGCCTCATCTTC
TGGAATTGAATTCAAGTGGAAGCCACCAAAAGACAGCGGTGGCTGCAAGATACAAAACTA
CATCCTGGAACGACAGCAAATTGGCCGTAACACCTGGAAAAAAGTGGGGCCAATTGGTCC
AGTTGCTTTGTACAAGGACACTGATGTGGACCACGGCAGAAGGTACTGTTATCGTATCAG
AGTGGAGACAGAAATAGCAATCAGTGAACTTATGGAGACAGAGGACATTCAAGCTGGAAC
AAAAGCATACCCTGGACCTCCATCAGCACCAAAGGTTGCCAGTGCTTTTAAGGACTGCAT
CAACCTTACCTGGTCTCCACCTGCCGACACCGGAGGAACCAACATTCTGGGATACAACCT
TGAGAAACGCAAGAAGGGTAGCAACCTCTGGGGCCCAGTCAACCCGCATAATGAGATAAT
CCAAGCTAAAGGATATGCCGTTAAAGATGTGGTTGAGGGAATTGAGTATGAATTCCGTGT
GGCTGCAATCAATAACTCGGGTGCGGGAGAATTCAGCACACCGTCTGAATTCATATTTGC
CAGAGACCCTAAAAAACCTCCAGGAAAAGTCACAGACTTGAAAGTGACTGATTCCACATA
TACCACACTGTCCCTGTCTTGGAACAAACCTAAAGACATTAAGGGGGTTGAAGATGAAGC
AAAGGGATACTTTGTGGAGATTAGGCTAGCAGAAAACACAGACTGGGACAGATGCAATTC
CAACGCCATAACTATGACTTCATACACAGTA
>CL10474Contig1
GCACGAGGAAAGGTTAAAGCCTCTGTTTACTTTGAGCTGCCATATTTGTGTTGCATACTC
TACACCTTTGAGGGACACCCCGTCTGACATGGTGTCACCCGTTTTCCATGGTGGGAACAA
GCCAGTCGCTCCTACTTCTTCTGAGTGGTGTTGTTACTGATGTGTGTACAGATTCATATG
AGGAAAAACCCCTTGCATGGACTGATTGAGTAGGTTTGGACTTTTATGGTGACTTTAAGA
AGGGATAGCTGTTCATGCTCCGGCTGCAGCGGGTGACGTGCGTCTGTGTACATAGGTGGT
GGATGTCACATTACAGTGAATCCTCACAAAGCTGTGTGACGTTGTTGGAACATGATTATG
CCCTTTTGCCTCTTTGTCATCCGTGTTGAATTCCAGGAGTTTTAGGAACTGTAAAATTAT
AATCATTCTATATGAAAAATCATTTCTTTACTGTTTGGTGTTTCATGATCATGGTTTTTT
GTTTTTGTTCCTCTATGGTGCTTAAGTGCAATTTCTGACACAGGTGTGTACATGTGTGTT
CATTTTGTAGTATCTGGTCCCCCAGATAGTAGCAAATATGGGTTTATTCAAATGTTTTTT
GAAACACTATAACCTGATATTTTGGTTTAAGGCTCCTCATTTAGATTTTTCTATACAGTT
ATTAAGTGATTCTTTCAAACCCCTGTCTACTGATTTACCCTCTTGTACACTTCAGAAAGC
TGCTGTAGCAGCTGACGTGCATGTGTACAGTGTAAATGTGGAAAAAAATCTTATCTGGAA
ATCAACTTATTAAATAAA
>CL10475Contig1
AGCCTGACTGTAGGAGGGGTCCAGCGGTTGGGGCGGGTATAGCCCTGGTTGCATCACAGG
GTACTGTGGGGGCATTCCCGGATACTGCGGTGCCATGGGATAACCCACGTGTGGATACTC



CGACGGTCCCAGCGGCTTTCCATAAGCATCATACATGTGCTCCACGGGATAGCTGGCCAT
GGGGATCTGCTGTGCTGCATCATAGGGCGTCCTGCCCCTCTGCTGCCTCCTCTGGTAGAG
GTAACAGCAGGAACACATGAAGCAGCAGACCATCGCCGCAATGACGGCCACGAAGAGGAG
GACGGAGGACGCAATGCCGGCCAAAGTGGTGGGGCTGAACTGAAAGAGCATGCAGCGTTT
CTGCACCCTTTCTGGGATCATTTTGAAGGCGTCCAGGCAGCAGTAGCGCCGCTGACAGTT
GCCACAGCAGAAGGTGATGAGAGGGCAGTCGAAGCCGTTGTGCCAGGTGCCGTTTTTGTC
CACATACCACAGACAATCCTCGTTCCCGCCCACCGGCGTTGCGCAGAGGACGATAGCGAA
CAGCGCCAAAGTCGGCCAAATAAATTGCATATTTCCTCCTGAAAAGGCGACTTCCATCCT
AAATCTGAAAGAGTCGTGTTCTGCTCGACTTAACTGTTGAAATGAGAGCGCTTTTTTGCA
CGAAACCGCGCAACAATCGAGGCTAACACTCGTCCTCGCGCATCCTCTGTTTGGTTGGTG
AAACGAGAGAGCTGGGGCGCGCGAGCTGGCAGAGCTACTCAACCCCCTCCCCTCCCCCGG
CCATA
>CL10476Contig1
AGGCTTTTTTTCTTTGTGATCTTTTAGGTTTAACAAAAGAAAAAATCTATTTAATTTTTC
AGGAGGTTTCCTGTGAAGTACAAATACAGAAGAAACAATCCTGCATCAGCAAAGACAGAT
GATTATTGTACAGCTTTTGTCCATAAAGGCTAAAGCAGTAAAACGAGTGCAGTCTGGCTT
CAATGTTGTGGTTTTTGAGGTAGAAATAAGGGGCACAGTTTCTGTTCTGCTCACTTTTTC
TGTTGACTTTATAATGAGAAAACAGCTCTTGAAAAATGCGATGATAAGCAGGGCTTTTTG
AATTATTCACGTGGCAATTTTACATCCTAAACTAACTTCACATCTCTCAGACTGAAATAT
CATTTCCTCTCCCCACAATGAGCATCCTTGTCAAATTGGCGGTGTAAATCAGGATTCTGG
CGCGTGGCTCCTCCTCTTCGTCGCTAAGCTCCGTGCTGCCTGTCAAGTCCAAAGCTGAAA
AGTTTACCGGCGCAAATTAAGGTGGAATCCTTGCAGCTCATTAAGGTGGAGGAGGGAAAC
TGAAATGCCAAAGCTTTGGGTCCAAATCTGTTTACTGAGCATTCAGACCGGTGTGTAAAA
AAAAAA
>CL10477Contig1
CATTGGCCGNNAAACCCGGGCATTATGGCCGGGGTCATTCCGCCACGGTCAGTCTTGTCG
GTCGGAGTATCCTTACAGCAGCTCCGCAATAATAATTTCATCTACGAACAAAATTGAAAT
TTCTATTTGAAAGAAACATTTTTATTTATTTAACGTCAACTTTAGCTTACTGTCGGTACA
AAATTTGAATTTGTTTAAAAAACAGGCTAAGTTTTAGTTTAGGCTCTGCCGATAGTGCTA
ACAAAGAAAATCGTTTCTCTTCAGAAGTAATCCCTCGACCTTCTTTAGTTATGAGTCATG
TGGTCGTTGATAATCCACACGGTCTAGATCAGCAGCTTGCTGCCCTAGACTTAAACTCAG
CTGACGGACAAGGCGGCGGAACTGGCAGGCGTTACATTCCACCTCATTTAAGGAACAAAG
ATGCTCCCAGAAACGATGCACCAGGATGGGATGGGGGACGCACCAATGGATTTGTGAATG
GTTACCATGACAACCGTGCAAACGGGGGCTTTGGTGGACGTGGATCCTCTCGCAATGATA
GAGCTTTTGGTGGTTATGAGAACAAGGAGGGGAGCTGGGGAGGAGCATCCAGGGATTCCT
ACAACAGCTTTGGAGGACGCAATGACCGGACCAAGTCATCCTTCTTCAATGACAGAGGGG
CGGGCTCAAGAGGAAGATATGAGCGTGGGGGCTTCAGTGGGGGAGGAAGTAGCCGCTGGG
GGGAAGACACTAGAGAAGATGACTGGTCCAAGCCTACTGCTCCCAATGAGCGTTTGGAAC
AGGGACTTTTCTCTGGAGGCAATACTGGAATAAACTTTGAGAAATACGATGATATTCCTG
TGGAGGCTACTGGATCCAAC
>CL10478Contig1
TCTGGTACTCCAGGCTCACTCTCAACGCTCTTCAAGCCGCTGCGCAGGTTTCCAATGTCT
TTCTCTAGCTCTGTCATATTCACTTTGGCCGCCTCTGGAACACTCTTTAGATCCTCCTGG
AACTGAAGCACCTTTGGATACTTCTTCTCCAGGATGGTGATCAGGTAGTGCAGCAGAGTG
ATGTTTTTGTCAATACTGGACTTGGTATCAGCGATCTTGTTGAGTGAGGACACCTTGAAG
CCGTAAGCGTTTCCCCTCTGACCCTTGTTCATGTAGTTTCCAAAGGCCAGCACCACCTCC
AGCAGCTGCTTCAGGCTTTTACTGTTCAACATCTGCTTGGAGGCTTTAGTTAGAGCTTCA
ATTTTGGGTTTGATCTCCGCTATCCTCTCTGCAAACTTCTTTTTGAAGTACAGAGACTGT
AACCTCTGCTGGTAATGGTTTATTCTGCTCATCTCATAGAGGAAGCGGTCAGGTTTGGCC
ATCCGGTCGAGCTCGTGTTTGTGTTCCTCCAGCAGATCCACGTCACTCTTCTCTGGAATG
AACTTCAGCAGCTGCTCCAGCATGTCTTTAGGGAGATCCTCGTGCTCGTCCATGGTCAGA
ATGGCTCTCTTGATCTCCTCATTTGAAAGCCTAAGTCGTGAGAGTAGGATGTTGCAGTTC
TGAGCTCGACGGCCGTCAATCACCGACAGCTCTTTGACTTTCTTGGAGCCGAGTGTGTCC
TCCTTTCCGTCTTTGCCTCCCCTTCATCTGCCGGAGAACCCATCCCGCTGTCCGAGTCGC
TCTCCGGAGCAGCTGCTGCTGGCTCCTCTGCTTGTTGTTGGGACAGAACCAGGCTCATCT
TTGTCTCCGGTCAGTCAGTGTCTGAGTCTCTGCCTCCTCTCACCGAAAAAAACCTGCTCG
GACTCGGCTGCTTCGATCTGCTACGCGCGTTACAGACGCGGGATAAAAGCAGTTCCGAGC
AACAACCACTATTTTAATCTTTCAGGGAACATTCACAACCACAGACGGTGTCTCCGTTCT
TC
>CL10479Contig1
ACTTCATCTGTTGTCAAACGAACTTTGTATAACTTTTGTATAAATGAAAATCTGTGCTGC
TTTTAGACTTTCACCAGTTGAATTTCACTTTACTACTAATGACAGCTAATTAAACCATCA
GCTTGCACTACTACAATAACCATTACATCCTAACAAGCCAATAATCATCTTGCTTATCGT
GCCTATGGGTGTAAATTATTTTAAAACTAGCTTCGAGACTATGCAGTGTTTGCCGAGCTG



CTTCCTGCAGAGAAATCTGGAGGAGTAACCGGGATCCAAATCTCAACACAGCTGCTCCAG
GTACGCAGACAGCAGAGGACTAGGAGGCAGAAACTCCTCCTGTTTGTTCACCACCTCCGT
CTGACGCGACCCCTTGTGGTCGGAGCTTGCAGACAGGAGGTCCATATACTGGCAGATGGC
ATGAAGCAGCAGTCTTTCAAAACTGCTGCTGAGGTTGGTTGTGTAAACTGAGCGAGGCTC
CGCCTGGAAAAAGTTCAGAAGGTTTCCCTCAAGGAATTCAAGTGTTCCCATTCCTCGGGT
CTTTTAGAAGTTGGCTGTGGTGTTTCCTCTTTGCCTCTTCCTGCTCCACTAGAGACAGCA
GCCTCTCTTGCTCCTCACCGGAGCAATTCATGAAGTCATTCCATGGCTCTATGTAGTTTT
CATTGGTGCAGGCTTCAGTGAAGATGGACGGGATGGCAGGATTACTGCCAACCTCCAGGT
CATCTTTGGAGCACTCATCCTTTTCAAGAAGGTTGGCAAGATAGAGAGCTGGCAAAAAAA
GCACAGTTTAATAAATGAATCCATTTAGCATGCACATATAAATGTTACAAAATGCCTACT
TAAAATATATATAGAAAAATAACTTTCATTATATACAAGGCTTAAACAGTATTTAGGGGA
AACCTCCAGCTTGTCCAACCTTGTTTTACTCAGCACCATATTGCCTTATATTGTGATCAT
GTGAAATGACAGTTTACTGTTCTCCTGTCGACGGAGGCTTTTTTTGCCTTTGGCACGGGG
AGTGAGGTCTGAGTTGCGGATGGCTTGGTTGCAGAAATGCTTCTTTTTGGCAGGTGACAC
TCGCTTGGCTGGAGAGCAGGGCAGTGAAGAGCACTTGCGCTCCTCAATCAGGATATAATC
CTGTTCTTCATTGCTATTTGTCAAAACGACCATCTTATTCCAGTAGGAACACACGGATAG
GGATTGCCAACTGTATATTTATAAATAATGTAACAACAAAAATTACACTTAATAGGTAAA
AAAAATTGAAGCGGTACTAGGGTGGCTAACAAATACGGCGGATCCGCCGCCGCCG
>CL10480Contig1
CACCCTGGTGTCCAGCAGCCCAGCATCTGTTGCTGTGATGTCAGCATCAAGTTTAGGCAC
ATCTGCAACACCGTCACTGACCACGGACCTGTATGTCCCCACTACCTCAGCTGATGTGGC
TGCAGACATTGCCAAGTACACAAATAAAATAATGGATGCCATTAAAGGAACAATGACTGA
ACTCTACAGTGATCTCTCTAAGAATACTTCAGGGAACACATTAGCAGAAATAAAACGGTT
GAGGATTGAAATAGAAAAATTACAATGGTTGCATCAACAAGAGCTGTCGGAAATGAAGCA
CAATCTGGAGCTGACAATGGCAGAGATGAGGCAGAGTCTGGAGCAGGAGCGTGAGAGGTT
GGTGAACGAGGTGAAGAAACAGATGGAGGTGGAGAAGCAGCAAGCTACGGATGAGACAAA
AAAGAAGCAGTGGTGCGCCAACTGTAGGAAGGAGGCCATCTTCTACTGCTGCTGGAACAC
CAGCTACTGCGATTATCCCTGCCAACAAGCCCACTGGCCAGAACACATGAAGTCCTGCAC
TCAGTCAGCAACTGCCCCACAGCAAGAACCCGAGACTGAGTCTTCAACAGACCCCCCAAA
CAAAGGTTTAGGGCAGACTAGTGGTGCCTCAAACCCTCTAAAAGATACACCTGTGTCTGG
GCCTGTGGACAAGGACAGTGACATGGAGAAGAGCACTGACAGTATTGCTGTAACTTTGTC
ATAGTACACTTGAACATGTAAACCTACATATTCATTTTTTTAAATGTATTTATAGCTACG
TTTTTTTATGTTCTTATGAATTGTTTTGTTAGGCCTGTTTCTTAATTTACGATAATTTGT
ATGCATCATTTTCTTCTGCATTGAGACCTTGCATCCTGTTCCCAATGTACAGTATTCTTA
AAAATGCCTGACATCAGGCAGTAAAAACTGCTAGGGAGCAGTATGTACACAGAGATCAAT
CAGCAGGAAGAATGTAAGCATGCATGGGTGTCAAATACACTAACACAGTTCTGTAAAAGT
TATAAAACGATCAAAAATATTAATGGACCAACTTAAATGTAGGTTAGAGGATGTTTAATG
GAAATATCTGTAAATCACTTATTTTGTATTATTTGTTAAGGTATT
>CL10481Contig1
ATTCCTTAAAACATATTNTTGAAGAGAAAAACATTTTTGTCAGAATAAAGCACCAGCGTT
CAGTTTTTTGCTGTTTTTTTGTGTGAAACCGATAAAGTTCCCTCGAATGTTCTCGTCTTT
TCGTCCACCCCCATTTTAAACCTGGAAAAGTGGTTTCCAACCAGCCTGAAATGTATTAAA
AAAGGTCTCTTGATCCGTGACCTCTGGCCGCAGCAGGGGGTGGGGGGTGGCGGCGTAGCT
GCCAGACGTCTTTGTTACACTGAAGACCAAAACTATTCCAAAAAAAAAAATAGACACTTT
CATTTTTCCAGACGTAAAAACTGACTTCTCTTCGACAGACATGGCATGTCTGCTGCTCTT
CCTCCTCCTCTTCCTCAGTCCAGGAAGCGCTGACAGGCTTTCTTCCAGCGGCAGGCCGTG
CACCACTGGTCCCTGTGTTCGATGCCGTACACCTTGCGGCACTTCTTGGCCTCGCTGCGG
ATCCTCCTGCAGGGGGCGCCCTGGTGCTGCAGCCACTGCTCCCCCACGCTGACGGAACGG
ACCCGGAACGTGGAGCCCGGTCTGCTGCAGGGGGCGGGCGCAGTCATCAGGCGGCACAAG
GTGGGCGGAGCTGGCAGCACCACGTGGCTTGGAGGCGGGGCCTGGTAGGAGTGCTCTGAT
TGGACCTGCCAGGAGCTGCCCTC
>CL10482Contig1
CAGATCACCAGTGACATCTCAGCGAGGTTGATGATGTGGACCATGGCCTCTGTCCCCAGC
GTGTCGTACAGAGGAACCACCGCCATGGAGTAAGTGTAGCAGGCTAACTCTGAAATGACC
CACTCAGGTTTGTTTTGCCCAAATATGCCGATGTATTGCTCCGGGGTGGGCAGGCAGCCT
TTTGCCAAGAGGCCAGAGCCAATCCACTGAGCCTGCTGAGCCACCTCAGTGTAGGAGATC
CACTCATAGGGCTGACCCGGTTTCCTGTAACCCAGACACTGGCCATTTCCTGTGATCCTC
AGCCCTCTCTGGAACAGATCATAAGCCGTCCTCACATCGTCATAGTAAAACTCCAGCAGG
GTGTCATCCTTTAAAAGGGCTGACCTCCTGCAGCTTGGATTTCCACCGACAGCAACCGAC
TGGGCCTGAAGATCACAGGGAGGCTGTAGCGGCCGAGGACGGGTCACCAGCCAGTACGCC
GTGACGGAGGCCAGGGCTCCTAAGCCCAGCAGAGAGGATGTGGACAGGGAGATGGAGGAC
ACGGGCACAGGTGGAAGAAGACTCCAGAGGTCCTCCAGCTCAGATCTTTTGAGTCCTGCA
TGTGAGCGAAGCGACCGCATCCATTCCTGAAGAGGCATACCTGAGCGAGACGCAGCCCCC
CGAAACTGTCGCAAGCCACAAGACCAAATCAATCCCCCAGTCAGT



>CL10483Contig1
GGGAAGCTGGAGCCTGTGTATCCCGTGAGCTGAAACAGAGGAAACTTTGTTAAGCTTCAT
TTGTACAGAGGAATATATTGAAAGACAGATATGCACGCTCGGATTTTTCGCATCTTGAAA
CCGCTCTGTCGTGCGTAAAAACGTCAGAAATGGACACTTTCCGAAATGCAGAACCAGCAC
GTTTGATGGGAAGCTGGCTTTTTTAATTAGGCTGCATTTCGAGTGCCAGAGTTTGGACTT
TTTATGCCATTACTGGAAGCCAAGACTGGGGTCCCCGTTCCCGTGTTAGTTCAAAGTCAA
GGATCTTGGAGTCTGAAGCTATGGAGCGAGTCGCCGTCTGCGCGCTTCTGTTGTTGGAGG
TCACTCTTGTGAATGCCTGCTCCACTCTCAAGTTCACTGAAGCAGGACAGTGCTGCAGTC
CCTGTCCTGCTGGCTATGAAGTTCTGGAAAAGTGTGGGAAGGAGGATACCAAATGTTCCC
CATGTCCACGGGGAACATTTTCTGAATCTCAAGGCCTTGGTCGTTGTCTTCCGTGCAGCA
ATTGCCCACTCGGAGTTCCTACTCTGCGCCCCTGTTCAGC
>CL10484Contig1
AATTGTTTTAATGGAGAACAGGAGTGTTAGNNCTAGCAGACCCACCATCTCCAAATAAAA
AGTTCACGTCATTATGATGATTGATGACAAAGTGCTGCTGTAAAAAGGCCGTCAAGTTGT
AACCATTTGCTTAAACAGTTCTTACATCCCCATACAATTTAAATGAAACTATTAAGAAAA
GAAAAAAAAGCAAAACAAAACAATGCAGTATTGTGCCTTACATGATTCTAGCCACAAAAC
AAAAGACACCCTTCAGTTAAACATAAAATCCATTTGTCTTATACAAACTAAAAGGCTTGT
AAAGGGTTCAATACTCGTCCAAATTATCAGCTTTGGGTATGGAAAGGCCTCTGTCCTTCA
GAGCTTGCATTTTGACTTTCTCCGTTTCCTGTTTGGCCTGCTGCTGCAACCGCTGCTCCT
CCAGGATAAAATCAATTGAAACCTGCTGCAAGACTGTGTCGCAGGGCTTATCCAAATCTA
TTTCCCCAAGCAGGACTACATTTTCTCCCCTGACGATGAAGATACCTCTGGGAATATCTC
CAAATTTCTTTCCCACGTGGATACGCTCCACCGTCTGATGAAAGACTAAATTGGCAAACT
GATCGATGCTTCTCAGGTAACCGATTAGTGTTCTGCCATCTCGCAGCACGACCAAGTGCT
TTTTGTCAGTATCGTCAATGAGACTGGCCGTCCCTGGTACGTAATTCATGTTTAGTTGCA
GTTTTCACGCGTTTAGTTGATTTCTGAACCATCAAGCCATGAATGTTTTTACCCGTTTCT
CCCCGGCCATAATGCCCG
>CL10485Contig1
GCAACGACGGGAACCTGATGGACGCCTCCAGCATCGCCGCCATCGCCGCTCTGTGCCATT
TCAGGCGGCCCGACGTAGCCGTCCAGGGAGAGGAGGTCACGGTGTACAGCCCAGAGGAGA
GGGATCCCATTCCTCTTAGCATCTACCACATGCCCATTAGTGTCAGCTTCTCCTTCTTCC
AACAAGGGACGTATCTGCTGGTGGACCCGTGTGAGCGGGAAGAGCGCGTGATGGATGGGC
TGCTGATGATCGCCATGAACAAACACAGAGAGATCTGTTCCATCCAGTCCAGCGGGGGCA
TCATGCTGCTGAAGGAGCAGGTCATGAGGTGCAGTAAAATAGCCAGTGTCAAGGTGTCTG
AAATCACAGAGCTCATCAGCAAAGCCCTGATGAACGACAAGACAGCCCGGAAAGCGGGTG
GACGGTGTGGGTTTGCAGAGTCCATGCCTCAGGAGCGAATCACGGCTTTAAAAGTAGACG
AGACGCCGGTGGAAACGGCTGACGTGACGGAAAAAGCCAGCAGCATTATTAAGGAAGCGG
AGGCCCCGCCTCCAACAGCCCCATCGCCAGTGGTGCCCGTCCCAGGGGTTGGACAGGTGG
GGCTGGGTCTGCAAAACACCTGGGGGGTGGAGGAGGAGGAGGAGCTTGAGGAGTTCAGCA
GCGGAGATGATGTAGAAGAAGTGACAAAGATGGAAGAGGACGAGCGGAAAAACACTAAAG
GCGATGTGGTTGAGATATCGGACAGTGAGGAAGAGGAGGTGGTCATTCTCCATCCAGAGA
AACCTCAAAAAGCAGAGAATGTAAAGTCCAGCTTTCATCAGAAGGGGGCGCCATCATCAA
AGAAAAAAACAAAGCAGAAACCTTGAATAAATTATGTTTTGACTGCAGCTTCTCTAAGAA
GAAAAATAATATTGAAAAATAAAAACTTTGCAGAAAACATTTGTAAGAAATTTT
>CL10486Contig1
AAAAACTTTGAGGCTCGTGCTGTCCGTTCGGTTCAGGCAGCGCACGCGGCTCATCCAGCT
GCCCACGCGCCTCGAGGCACGAATCGAAACCGGGTTGGGTTTAAAGGGCGGCGGCAGCGG
CAGCGGCAGGCCCGGGAACCGTCAGGCTCCACATGGAGGGACCGATGAGAGGAGCTCCGG
CGCGGGGGGGACTCCCCTCCGCCCTCGCGCTGCTCGCGGTGCTGCTCACCTGCTGCGTCA
GGTGTGCCGGGAGCGCACGAGCGAGCAACGTCGTCCTCGTGCTCGTCGACGATCAGGATG
TCCAGCTGGGGGGAATGAATCCGATGAAGAAAACCAAAGCCCTGATAGGAGAAACGGGAG
CAACCTTTGTAAATGCTTTCACCGTCACGCCGCTGTGCTGCCCCAGCAGGAGCAGCATTC
TGAGCGGCCGTTACCCCCACAACCACGGGGTGCGGAACAACTCCCTGTCCGGGAACTGCT
CCAGCCTTCTGTGGCAGAAGGGCCCCGAATCGGGGGCCTTCCCCGTCTACCTCAACAAGC
TGGGATACCAGACGTTCTTCGCTGGGAAGTATCTGAACCAGTACGGGGGAAAGGATGCAG
GAGGCGTCGCCCACATTCCACCCGGCTGGGATCAGTGGAACGCGTTGGTCGGGAACTCTC
AATACTACAACTACACCCTGTCTGTCAACGGGAAAGA
>CL10487Contig1
AATGCACATAAAAACCAAACTATTTACTCCTTTAGCACACAAACCTTGGATCATGGTTGG
CATTATTCCTCTTTGGAAATATAAAGTCACACCATAAATACAAAAAAAGGTAAAATCCTA
CTCAAAAATAGATGTTTCTGTCTGTATAAGGTAACAGATTGATTTAAATTTTTTATATAC
CAGATCCCAATTAGTTTTCTTAAGTGCTTTAACAGTACTCGTCCCTATCCCTACATCACT
TAGAATTCAGGAATTTAATATAAAACAGAGGACCGAATTGAAGACTGTTTTAAGGTGTTT
GTCCTGATAGGCTGTAGATCAGGGGTGCCCACACCTTTTTGGCATGCAAGCTACTTTTGA
GGCAAGCGCCAAAAGATCTACCAATATATACACATAACCTGCACAATAAATCGCAAGTTT



TATATAAAAAAAAATGAGGCCAGAGTAGAGACAAAATGTAACCTAGGATTCTGCAGAAAG
TCCTGCCATGAGTACTTGTTTCACAACATGGTGGATTTTCCTCATATAGCTTCATATTTA
TGGAACTCTTGAGTCTCTTATTTTATCTTTTTCCTATGAAGTGACCGCCCCACCAGGAAC
TATGGAGAACCTGTCTTTGGCTGTTGGAGTTCGTCTGGCTCTCCCCTGAGTGGAAGGAGG
CGGGGGAAGCCCTTCCATCCTGCGGTAGTCCCGCTCGA
>CL10488Contig1
GGGGCTTCCCGCCTCCTTTAAACCCGTCGAAAGATGCTCATTTTGGGGAATAATACCAAA
AACCCAAACCCGACTAGTCTGGAAGAACTTTACCCAAGTGTCTGGAAAGTTTGAAAGAGC
GCGTTGCCTGCCCCGCATCTTCTTCCCATCTGTTTGCATTGTTTTAATCTCATTGAATTA
ATTCAGCCGACGCGTTTTCCTCTCCGTCTGGAGCGGTCCAAGTCTGATGAATTCGCCGAA
ACGCGACGGAGACGACGACGTGCCCGTTAAAGACCCGGTGAAATACGGCGAGCTGGTCGT
TCTGGGGTACAATGGATCTCTGCCAAATGGAGACCGCGGGCGCCGCAAGAGCCGTTTCGC
TCTTTTCCGAAGGGCCAAAGCTAATGGCGTCAAACCCAGTGCTGTGCACATCCTCAACAC
GCCGCAGGACAGCAAGGCGGTCCACAGCAGGGGTCAGCACAGCATCTCTTTTACTTTGTC
GCGTAACCAGACGGTGGTGGTGGAATATTGCCACGATGACAACACAGACATGTTCCAGAT
CGGACGCTCCACGGAAAGCCCAATTGACTTTGTGGTGACCGACAACTCCGGAGGGTCAAA
GGAGGTGGAGGACCCGTCCATTGCGCCCAGCACCATTTCACGGTTTGCCTGCAGAGTGGT
GTGTGAGCGCA
>CL10489Contig1
AAAAGAGCATCTGTCACACAATAAAGACTTCACTTTTAGCTGCCAACCTTTTATAACCTC
TCAATGTAATTGACTGTGAACACAGCTTCATGAAATAAATGGCTGAACAAGTGAGATCAG
AGCAAAATGTGTTTTCCTGGAGACTTGAGCAGCAAAAAGCAGCTCTGGATGCAGGTCTAT
TTCTGTGGGTCTGAGTTACCCCCACTTTTCTTCATCACATTTCACTCCAACTCTGGAATG
AAGACCAAAGAATCAGGAGAGAGACGTGAAAACACAAATCTACAATCCAAAGTTGTCAAA
TGAAGCAGAAAGAACACAAAGTTGTAAATGTTCTTCTTTCCACAAACAATCTTCTCCTTC
AGCTTCTTCTGTTGGCGTTTCTGTGGAGAACTAACCAGAGAAAGTCTGGGATGGTGACCT
CACTGATTCGGTTTGGGTTGCAGCTTCCTTCAGTTCCCATGACAACACAAAAACATTGGA
ATCCCAACGTTCAAGGAAAACAACAAGAACACAGATTGGACTCCCAAAAGTTTGACATTC
ATGTTCCAAAATGTCTCCAATCCACATTCTAGAGAGTTTCATTTCTCTCCATTTCTGACT
CCAAACATTTCTCCACAGAATCTGAACAGTTCAAACGTTTAGTTCTAGATGATCCAAAGC
AGAGAAATCACTGAAAACAAACATTTCACTTCTTTCAGGAACTACTTCACTTCACACAAC
TCTGCTGCGGCTCCATAATAACCCGACCACAGTCCAGCATGGAGCGGCTGAGTGAAAGTG
GTCTGGACTCTGTGGAGGAGAGTCATGCTTTCAGAGACGCTGTAGAAGGACAGAACACCT
GCTCTGTGATCCAGGTACACTCCTACTCTGGAGGAAACACCACCTGAGATGGAAGNTTCC
TATGCTGTTGTGGAAAAAATGAGAACCTGTCTGGNATGACAATATAATGCCCNAGANTTA
TCATTAAAACCAAATCCACTTTCACTTCCNGAATCTGCTGATGTTCTTTTG
>CL10490Contig1
GAGGCTTATATTGGTTTCATTACACAAAATGTGAAGATGTTCAACCTAATTAGTGCATTT
GAATAATACAGAAATAATCCTAATATAATATATAAGAAGAATTTTGACAGCTAAATCAGC
ACTGAGCTCCTATTTTTACAGCTCTTATTGCTATTTCAGAACTGTTTTGCACTTATTGAT
ATAATAGTAAGGATGAATTTTAAGCTTTTATGCAGTTCCATATCCCAAACAAAGTACTGA
AGCATCTTTTGAACCTCTTTAAGGAATACCAGTGGCTGATTGAAAATTCCTTTTTAATTT
ATGGAGTTTTTGTGTATTTTACTGACCAAACATTCCCAAATAATGCTCAGATTAGATGTT
TTTTTCTGCTTTTTACTACTTTATTTAACTAAACAGTCATATTTTTTGAGGGTATTATAT
CATTGAGTGAAAAAATGTATCTTTGTTTTAAGACAAAGAATTAAACTTGTTCCCTTTCAG
TTCCACACACTTCCCTAGGATCTGTGATGAATATAGATGGAGCTTAGGAGGTGTCAGCCT
CCTCCTGCGTCATTGACTTCACAGCACCTCCTTCAAGTGAGAGGGTCAGTGTTTGGGTGT
GATTTTGTTGCATTCACTTAAAGGCTGGCAGATGTAAACTAATATTAAAGTGTAGAAAGT
TTTTTTTTTTACATGGACCAACTGTCCACAAAAAGAAATGGCCGTAAATTACCTGAATGC
TAAAAACTCATTGTTGTCATGGCAGCTGTGCAAGAAAGTCCCATCGGGTGCAGATGTGCA
TTTGTGCATATGCACAGTATTTTAATGCATTGTGGATGAGAGCAGCTGACTGGAATTCAC
ACATTNGTCTGTGTGGTGTGATCAGAGGAGCCGATGGGGGCAGATTCCTCAGCGCTGTAG
TGCCTTTATATCCACATTTCTCAGACATGAAGGGGGTTTGAAATCTCCTCTGTAGTGGAT
TGATTGGTCCACCTTTGTATTGATCCGTTTGACCTTTAACTGGCTTTTTCCACCAACAAA
CCAGGCAGGCGTTCTTTCTTGTCTCTTTCTGTATCAAAGTGTAAAGATGTGAGAAAGCAA
CGGCCAAAAGAATCAAAATAAACATCAGAGGACT
>CL10491Contig1
ATTCTCCATCAGGCAGCATGAGAGTCTGTCAGAGTCTGATCTGTTGTCTCTTCCTGACAG
CTCTGCAGGACAGAGACTCTCTTGTTGATGCAGAAACCAACATCTATGCAAAACGTGAAG
GAGAAGACATCACTGTTAGATGTTATCTTGGATATTTAGGGAGCAGAAAGCTGCTCTGTA
AGGAAACATGTGAAGAAGGAAACATTCTCATAGACACATATGGAGATGAAGATCAGAGAG
GAAGATACAGCATTAAATATGAGTATCGATATATTGGATCAAGTATTTTAGATGTGACGA
TCACTAAACTCACAAAGTCAGACTCAGGTTTGTACAGATGTGAATTACAAGAAGACTGGC
ATCCAGATTCAGAAGACAACTTCAAAATAATCGTTACAGAAGCTTCAGTAACTTCAGCTC



CAACCAGGACTGTAGAACTTTCTCCAACAACACAGATCTCCTCTGGTCTGCTGCTGTATG
TGAGTCTGACTCTGGTGGGCTTGATCTCCATGTTTTCTGTGGCGTTGCTGATTTTCTGCA
GGAGCCGGAGATTCAATCAGAAAAAAGAACCTCCTTCGGAAACATATGCCAACGTCCCTC
TGGTAGAAGACCACTCCGTAAAATACCCTATCATTCAAGCCCCCATCTCTACTCCACCCA
GCAGCGCCCCCTGTGGTCACATAGAAAATGACATTTACTCATCTGTTTAGCTTGATGTGA
ACTCCACCAACACACACGATGCTTCACCTCCTCTGTTCTCTGCTGTTACTCTACATTAAA
CCACAGTCTGGATCACAGTCTGGCTTTAGATTCCTTTGCTTCACCTTTCTGAACCACGGG
AAAATTTTCTGATGATCAGCGGTTTCAGACTCCCACCCTCCAGCCACACACCTTCCCCTT
CTAGCTTGTGCTGCAGTGGGACAGCAGCACAAGACAATCGACGAGGGCTACTGCTGGGGA
GGGGGCCCGGCGATGACTGGACATGAATCTGGCAATCGTGGTCACCATGGGTCTATTATG
GTGGCTTCTGTCAGTGCTCCTCCCCTCCCCTCTCTCTGTGCACCTGAAGATTGGAACCAG
TTGTGGACACTCTGCTCATCACCTCTCTGCCTTCATAAGGAGATCCAGCCCAGCATTCAT
CGCCAGTCCGTTGCCTACCTCGGTGCATGTTGAATCTCAAGTTAAAGTTCTTATTCATGT
TCTGGCCTTCTACTAACCTTGCTGTTAAGATGTAAAGATTAAAGTGCGCCCTTACTCAAT
GTGTTATGGTAAAGTTGGAACCTGTGTATGTGTGTGTTCATACAAGGTGCTTTACGGTAA
CCTGTTCACAGTGGTGTCGGGTGATTCTGCAGCAGAGCTGCGCATGTGCAATGTTCGCTG
TGTATGGCAGAATCCATGATCCGAGGAGCATGTACTACATCTT
>CL10492Contig1
AGGAATTCGGCACGAGGCTGCTTTATGGGCTGGTACTTGCTTCACGTTTACACAAGACCC
TCAAGGACCTTCGGTGTTCAGTTGAGCTTTCACACTCACCAGGACAAAGTGGATTATATC
AGGAAACAGATCCTTGTGCATTGTGAACGCAACCTTAATTATAAAAGTGTGATTATGTGT
CACATGTGGAGATACCATAAAATAGCCCAGTCTATCTTTTCTGTTGAACAAAATAAAATC
CATCAAAAAAAGTAACGTTTGAACTGTTTTAATTTTAGGCTCAGCAGAAAAACTACAGCG
ACCCATCGAACGACCAAGGTGAGCATCATCGCCCGTCTCAGAATCAGCCGCCAGCGAGGG
CTAAATACGTTTCGCCGGAACTATCCGAAGCTGTCGAGAGAGCCCGCAGGAGAAGGGAGG
AGGAAGAGCGACGCGCCCGGGAGGAGCGGTTGGCTGCGTGTGCTGAAAAACTCAAAAAGT
TGGATGAGAAGTTCGGAAAGACTGAAAAGCAGATGTCAAGGACTGAGGAGGGTCCAAAAG
ACACAGAAGGCAAAAGAGTCCCTCTGTCCCCAAGCAAAGAGCAGATTAAAAGCCACAGTG
ACTACTGGCAGTACAGCTCAAAAGGTAAAAAAAAAA
>CL10493Contig1
CTAGCCTGAGGAAGGAGCAGATGAAGGTGGACTCCCTGGAGCGGACGTTGGAGCAAAAGA
ACAAAGAGATCGATGAGCTCACAAGGATNTGCGATGAGCTGATCTCCAAGATGGGGAAGT
GTTAGCAGCAAGGCAAGCTGGCTTGACGCAGAACCACGGAGGTTTAGCTTTCCAAAAGTT
CTATGGGAGGTTCTATGGGAGGGACTTCGCTGTACNTTTTCTGGTCTCCCTGTGCATTGT
GCTGTTCTGAGACCCGGTACAAAGTTTTAAAAGATTTATCATATCNCTAATGAGTGTGTC
TGTGTGCAAGTGTGTGTTTGGGACTGAGGGAGTGTTTGTGGGTTAAATGATGTTGCCNTG
ACAGCCCCTGAGGGAGAAGNCTGTTTACCTGCTCCTGTTGTTGTCTCCTCTGGATCGTAG
AGAATGCTAGACTTTGGAAATAAAATAAAAAAAAGATTTATGTAGAAAATGTTGTAACGG
AACNCAAACTGTCNCTGGTATAATTTTTTTTTTGCATGTAAAAAAATACAAAAAAATGTT
ATTGTTTGTACATATTGTACTGTAGGAGAGTCCCAGTATAAAATGAATTGTGCATTTTTT
TGATAAACAAGTTATTCATCCGCTTTCTCTCATGTAACCGTGTAGATATTTGTCATAGCT
TTTTCAATGAAATTGTGTAACTTTATTTTTTGGATTTAATTTTGATATAAATCAAACTAA
TGTTGTTCAGTTGTGAGGAAGAGCTGAATTTGGAACAAATGTGCTCATCCTGCAACAGCT
GTCACGCCCAGAAATACTCTGCACAGCTACTGACAGC
>CL10494Contig1
GGGATGCACATCAACAAACGCATTTAGGATATTTTTGAAGCTATAAGATGTTGGACATAT
TTAATCAATGATTTGATTATGCTTTTAAGGATTTAAATGAAATTATTAATTGCTTACTGT
CAGAAAATGGTGGATTTAGGACATGGGATGTCCTAACATCACCGTGAGGAAGAAAAATAC
TGCATTGTGAGATTGTAACGTTTGCTTTGTCGATGCTTATCATGTTAATGTTCATGTAAG
CTTAAAAAATATTTTTCAGTACCATTACAGAAAATTATTATAATTTTTTAGAACTGATGA
AGGCTTTCATATCATATGAATGTTTGTTTTTAATGTAACTTTTCTGTAAATATTAATAAA
GCGGTCAAACCTTG
>CL10495Contig1
GGTGGAGTGGTACCAGAACAGGCTGCCTTTGACACCAAGGCCAAGTCGTCCTCAGCTGGC
TGTGCACACACGTCCCACACCTTTGAACCCGTATGGATGTTCATGTTTTCTGCTGAACGA
CGAGCAATCAGAAAGTATCGTAGTCTAGAAATTTGGGATTCCAACACTTGTGGGAGAGGC
CATAATCTCTTGGAAAACGTATCCACACTCGGTCAGAGTGTTTATCAGTCGATCTCTGGC
AGCGGATGTCTCGAAGCCCTTCACGTTCTCCAGCAGAATAAAGCGAGGTGGCCTGTGCAG
CCTGGGCAGAAGATGTAGGATGTGGAGAAAGCTCTTGGTTCTGGGATCGCTGACATCCCC
CTGCAGTCCGATCCTGGTGAAAGGCTGGCAGGGCGGGCTCATCATCACCATGTCAACAGA
CAGGCCAGCAAAGTCCTCCAGGGTTAGGCCCTCAATGGACTTGTTCCAGAGCGGCGTGTC
AGGGAAGTTGTGCTTGTAGATCTGGTTGGCCATGGTGTTGATGTCAACAGCAGCCACCAC
CTCAGCAGGAACCCCACTCTCTTTCAAAGCGTAATGCATCCCTCCTATGCCGCTGTACAG
CTCCAACACCCGAACGGTCTCCATGCTGCCGCTGGCTGTCC



>CL10497Contig1
GTTTGTCTTTGACGGCGGAAAGGACTAACAATGGCGTGGATTCCGATCTAAAAGCCCCAC
GAGCGGTTATTTGCGGCAGCCTTTCGGTTCACACGGTTTCCGCGTCGGCTTCCGTAGTTC
CCCTACTTTTACCCACCATGTCGGCGTGGCGGCAGCTCCCCGGAAGGGCGCGCGCTGCCC
CCGGACTCCTCACCTCCACCCGGTTGACACAGCTGCCCAGGGACCGGCGTGCACCTTTAA
CCTGCCGTAGGAGCCTGTGCACGAGTGGGTCTTCCCCAAATGACTACTTTAAAGACCTGC
AGGCTCAGCNTGGCAGGAATGAACAAGAAAGCTGCAGATGTTCTTCCAGGCAGCAGCTGG
ACTTCTCTGGAGATCAACACCAACCTGCCTCCTAAGAGGGCAGACATTGTGATCGTGGGA
GGGGGCGTGGTGGGATGGTCCATCGCCTACTGGCTTAAGCAGAAGGAGAGGGTGCGAGGA
GGGGTGCAGGTCATCGTCGTGGAGCGGGATCCTTCCTACACCCAGGCCTCCACCGTGTTG
TCAGTGGGGGGGATCCGCCAGCAGTTCTCCCT
>CL10498Contig1
CCCTTTATTGATCCNAATNAAAGGGACTTGACAAATTTCAAACACAGCTTCAGAGCGTTG
GCCTGTGGGAAACAGCTGCTTTAATAAATTCACTTCAATAAATCACTTAAAGACAGAGCA
TCTTAAAAGCAGCTGGACTTATTAAGCCATCCTCATCAACTGGACCTTTAACATCACAAT
CTTGACCTTTAAATATATAAATCACCAAACTAGAAAATGAACGACTGAATTTGTTGTTTA
TTTTAATTTAAATCCAAATAACTCAAATTCAGAAGAGCCAATTGAACAAATGTTCCTCCA
ACTAGCTCCAAGTCCAAAAAATAACTGCCAGTGCAGTTCTGTTTTCTGTTCCATCCCTTA
AATTGTGCCGCATGTATGACAGCACAACTGGAAATTCTGTAAGAGGACAACATAATGAGG
CAAACACGCTTCTGTGCAGAAAACAGGCATATATTTTAAGCACTGAACTGTGATTGGCTG
GCAGGGCTCGGGTGCACGCTGCTGCATTCAGTAAACTCTGACGCCACATCAGCAGATGGT
TGAAACATAAGTGACATTTATTTTGTCAAGAACCTGAACAACCAACGATCATACAAACCG
ATTTTCACAACACGGAGCTCTGACGAACGAGAACGTAACGAGCCGTTTGACAACTAAAAA
CTGCGCCGGGGTTTTCCACCGTAAAATTCAGGCCTTTCGCCAAACAAATGAAAGCGTCAA
ATAAAACGGAGTGAGTGGAAAAAGCTGGTGTGAAAAGCAGAAGGCAGCAGGATCAGCGGT
CAGTAAGAAAAGCCAGACATGTTGGGAAACGTAGGAAAACCAGCGAGAGAGAGGATGCTG
ACAGTGAAGCTGGCTCTTCATCGAGCTCCTGCATACAGAAAAGCTTGTTAAACTGCACAG
TTTCTTCAGTTTCTTGGCAGAGCTGAGCCAAACTGTAAACGCAGAAAACCTCTGAGGATG
CTGCAGCTGTGAATATGCGTCCGCGTCGCGGATCCGTCTCTGCTGTTGCCGTGGAAACCA
GCTGCTATTTCCAGTCACCGGAGGCAAACACATTGGTAAAATAGCCCCCCCATTTCCTCC
GGCGATTAACACTAAGCAGGAGAGGTGCGATGGGGCGGGGCTTCAATGAAACATGGCAGC
AGCAGGTTGGATAAGAGATGCTGGGGGGGGGGGGGGGGGG
>CL10499Contig1
CGGCACGAGGGTTTGACTCAGTCCATTGCTTATAACTTTTTAATTAATTTTTATTTCTTT
GTGTGATCTAATATAAATGATGCATTATTGTGGAGAATGATTCTGATATTGTCATTTCTT
AATGAAAAGGGATATAATTTCAAAAAATGTCTAATTATGGTGTTTTTTTTCCTCCTTTTG
TGTGTACAGTTAACAATGTATTAAAAACATCCAGACTACCTTTATGTGTACTGTTTAAAC
TGATTTTCAGTGGATGAATATTCTATACATATGGATGTCTTATGTTGTATTCTGCTACTT
AAGTGTTCAAACGGAGAGCTCTACTGTGTGTACTAACAGATGAAACTGAGGATATATAGG
CCAAATGTATGTTTTCATGTTTTATAAGCAGAAATTCTATATTTTCTATAGTCTGCCAGT
TCTCAAATTCAAATAAATCTTCCGCAAGCCTCANAAAAAAAA
>CL10500Contig1
TTCGGCACGAGGCATGGCTGTTTCAGAAGCTGTAAGTTAATGTGTTGGTGTCCGAATAAA
GCATGGCTGCTCCGCTCACGCCCCGCCTCTTCCGTCGTCAGCAGAAAGAAAACACCAGAC
CNTGGTTCCAGTTAAGCCGAAGTCTAAAAACCTAAAGAATTCTCCAGAATTTTCCAGCCA
TCAGATCTGGATCTTTCACTCCCAGGAAGCATGCTGGGAAATGAGTCTTCCTACCCTGAC
GTGAACGATCAGGTGAAAACTCAACTCGTACCCACAGACTTCATAGAGAAATAACCAGCA
GTTACTCAGTCCTCCTATTGGTCAGAAGAACCGATGCCTCTGTTAACGTCTCCTCAAACT
GACCAATCAGATGCTTCGATTAAAAGTAGGTGGAGCCTGCTGGCCCCCCTCATCCCAACA
TACAAACAAGTTTGACAGATTTTGTGGTAGGGGTGTGGCCTTCCAACAAGCTCACTTTTG
ATTGGTGAAAGTGGTTGCCACGGAAACTTTCGAGTGACGCCACATCCACTCGTACCCGGC
CCCAGATACAGTTGATGTAAACTCTTATAGCCGCGTCACTCAATCGCCACATTTTCCACG
TATGACATTTCGGTTTTTCGGGCTCCACGCGTGATATACGGCGCTCATAAGTGGGGCTTT
TTGCGTTTGTCATTCATCGATGTCCATCGAGGTTTTCAGCCAACGGCTCTTTTACACAAA
TTTCTGTTTTGAGCTGTTGAAAATGTTTGGTTGTGAATTCTGCAGCTTAGTTTATATGTA
AATCTCACACAATGGTACGTG
>CL10501Contig1
TTTTTTTTTNGCTGGTGNTGGTGGGGAAGCTTTTATTACATTTGCAGACACGTTTAGAGC
TCACCGCTTCACGAAGGAAATGACCAATTACTTATAAAGCAACTAGCCGGCGTGTCAGTT
TGGACACAGACGGGGGGCAGCTTTGACCCAGAAGCTGGAAGAGTTGTTGCAAAGTGAATG
ACACAATCATCTAAAAGTCCAAAGTCATCTATTGTTAAGCTATAAATATCTATTCACCCT
TTTTTGAGACAATCTATGCAAAAAGAAAAAAAAAATCCATTAAACCAACAGGAATTCATA
TTAATAGACAATTTTTAAGTAGAAAAGTTTCAATGGATTAAAAAGAAAGTGACACATGTA
ACAAACGTCAAGAGAGGCATAAGACTTTGCTATTGGACCTTGGATTCTTTGGTTTAATAA



CCAAAGCTCCACAAAAATACATGACCAGTGTCTATTTAGTTTGGTCAGTGTGTTGTCAGG
TTCCAGGGGAACAGAAAGCACTAAAGTGCCTGTGAAGCAGCATGTGTGGCTGAGAACANA
AGGGGCAGCTGTGCGTTTTGTC
>CL10502Contig1
TGTTGGTGCCGTCTTTCCGGCTCTTCTGACTCTATAATGGAGCTGCCTTCGCAGGGTTCT
GCTTTGTCTGCTCCGCTCTACAACGCCAGCGTGCCGCTAAATGCCTCAGAGAATTTCACC
AACGAGCATCTCACTGAAATCAATCTTTTGGAGATTCTTGGTCCCAAAAGATCTCCGTTC
TTCCTCCCCGTGACGACGGTTTACCTTCTCATCTTTCTGATTGGCCTGTCTGGAAATGTG
CTCACCTGTGCGGTGATAGCAAAACACAAGAGGATGAGGAACCCCACCAACTTCTACCTT
GTGAGCCTGGCCGTGTCGGACCTCCTAGTGCTGATGTTCGGGATGCCCTTGGAGATTTAC
GACCTGTGGCAGAACTACCCGTTCCCCTTCGGCGAGGGCGGCTGCTACTTCAAGACCTTC
CTCTTCGAGACGGTCTGCTTCGCCTCCATCCTCAACGTCACAGCGCTGAGCGTGGAGCGG
TACATCGCCGTGGTGCATCCTCTCAAAACCCGTTACCTGTCCACCAACCAGCATGCCAAG
CGCGTCATCACAGTGGTGTGGGTGGTGTCAATGGTCTGTGCCATCCCCAACACCTCCCTG
CATGGCATCTTCTACCTGCCAGAG
>CL10503Contig1
GAGTTCTCCTGCAGCTGATATAAATAATGCTTTGAATTAGATGTAGCTCCTCTTAGTTTC
ACAAAGTTTTACTGGACAACATGACCCCAAAAGACAAAAAAAATGTCCTAGTTGCTAAAA
TAAATCAAAAATATATTTTTGAAAGTCTTACAAATGCAATGAAGCTCTAAAGTAACAGCT
GAGGGGGGGGGGAAGTAAAAACTTTTTTGTAATCCACTAGGGGCTGTTTAGTTCATGCTG
TATTTTCACCTAGCTTTTTTTTGTTTGTTATAGTTAATTTTGAGAATTGGGGCAAACTGC
AAGCAAGCTGCATGAAAACAAGGGTTTGATAGCTTGTAAGTGAACCCTGGTGTGTTTCAC
AACAGTCTGAAGGCAGAATTGTGTTTTCCTCAGCGGGGTCCTCCACACATTGGCCAAGCG
TTCTTGTGCATCAGGGTTGTTGCAGTGGGATATTCCTGGTCTAGCTGCTTGCCTTGTATT
CGGTCCCATGGTGACGGCCTCTGTGATCATGATGGGGTCTTTGGCTTGGACAGTTCCCCA
AAATATAACTTCCTCACATCAGCCAGGTTTCCACGCCGGTTTCTATTTCTATTTACACTT
TGAGTTTTATTCATTTGTCACTTTATGTCTTATGTTGTTGGGTGCGAGGGTTGAGGGCAT
TCTGTGTGTGTTGTACTGTTATTTTTTATTGTTTTAAACCTGTACAGCACTTTGTGTTGC
TGCGGTACGAGAGGT
>CL10504Contig1
CTGCTCACTCAGCCCGCTTCGCCTTTCTTCCCGTGGCACCTCCTTCTCCTCCTCAAAGCT
GCCTGCACTTTCATGCCTAATCCGGTTTTCTGCAGCGCTGCTTTTTTTCCCTTTTCCCTT
GGTTGGAAAAATCTCCACTTCCCTCCGAGGCATCAGGGAGACTTTGTTCAAAAAAATCTT
TTCCAAGGGGAGTGCCATGAGCACGATGTCATCTGTGGGCTTGTTATAAATGTAACAGTT
AGTGAACATGGTGTTGAAGTCTTCCATACATTCGCTTGCACTCCAGTAATAGTTGTTCTC
CAGCCGTTTCTTGATCGTACCCATGTCCATGGGGGATGTAATGATTTTATGGTAATCTGG
TAGTCCAAGAGCAACTGCATCGACGGGTTGGTAGAAGGGCCAAGCAAACGGGTGTCGCCA
CAGGGATTTGATCACCACGTTGTGCATGTACTTCAGCTGGTTGGTCCTTCGACCCGGTTT
GTCAGGATTGGTCACCTCAGGAGGTGGAGGGTTCACAAGCTGTGGAGGCTCTGACATGTT
GGCGGGAAACGTCTGCCGGCTCCCGTTACCAAACCAAGGTGACCCCGCTTTCTCCTGGTG
CAGCAAACACTGATCGAGCTCCGGCTTATTGAGGGTATAGTTTTCATTACCACACAATGC
AGCCTCCACGGCGAAGTCAGTCACCATCTGCTAACTTCCTCTCCCGACCTGCTGCACCTA
CATGGCTGGCAATTCAATTCGTGTCTATT
>CL10505Contig1
TGCCGTTTATTGAGTATAAAAAGGTCTGTCTACAGCAGCAGCTGCAATGGTGACGGCCTC
CGACCTTCCGGTGCTCCGGTCCACACAGGAGACGTGCAGAGAGCCGTCCCTTTTCATGGT
CACCACGGCGTCGATGCAGCGGTTGTCCTGCACGGGCTGGAGCTCTCTGAGGATCATCTT
GGACAAAAGGTCCGGCCGCTCCGAGGAGAATCTCTGGTATATCTCCAGACAGAGGGAGGA
CAGCTGTCCGTCTGCAGGCAGGCTGTGATGTCTGCGGGCAGGAAGGGGAGTTCCTGACGG
AAGGAGAAGCGTGAAGGTCTCCGCTCCGGCTTCATCCACCTCCTTTAGTAAAATGTCAGC
AGCAGAAACATCCACGGTGACGGACTCCTCCTCCGGCGCCAGGCCTTCTCTGCCCACCAG
CAGGCCGGCTTCTAAAGCCGCTCCCACAGCAATGACCTCATCAGCAGGCGCCGAGTTCAG
CAGCTCCACGTCAGGAAACATCTCCCGGATCAGCTGCTGCAGCCGAGGGATCCTGGCCGA
GCCCCCACAGAGAGCCACCTTGTTAATATCTGAGGTGGACAGCCCCGCCTCTGCCAGCAC
AGACCTAATTGGCTGGATGCTTTTGTTGAAGAGGGAGGAGCAGAGCAGCTCAAAGCGAGC
TCGGGACACGTTGCACTCGAAGTCGATGCCGTCGTGCAGGGGAGTCCACG
>CL10506Contig1
CGGCACGAGGAAATAATATATCTAACATCTAAAATGTTATTTTAATATGTTCCGTACAAA
TTATTTATAATTCACAATTTGTTTTCTCCCCCCAGTAACTATTGTAAAGTCTAGACTGCA
GAGAAAACGTTTAGTTTTTTTTCCACATCCATCTTTTGAGCAGACACTTGTATGCTTTTG
GAAAGCAGACTGAGGGGCTGCTGCTGCTCTCCAAACTCCTGACATGTTCTCCCTCAATCG
TCTGATGGATGAAGCACACTTCTCTGCAGGCAGGATTTAAAAAAAAAAATAAGTCATCCT
TCTTTGCTGCTTCCTTTAAACAACACTGGAAAAAAGGCTTTCATGTCATAACTTCATTCC
TTTTTATTTTTTTAGTCTTACGTTCCAAATATGGCCAAAACTCTTCAGCTGCACATTGTG



CTGCTTTCAAAGTTTATTCCTTTGGTATTTCACGACATTCTCTGATTTCATCTTTGTTTT
TGCACTGTTTTGCAGCCATAACACTTTTTGTTCATCGCTTGTGCATGCAGTGTCTAGTGA
CTCAGCAGTCACTTTCTGTGCACCTTAACGCCAAACGTCATTTCCAGGTTTTCATCTTTC
TCTTTGGCTNTGAGTGAAAAAGCAATTCAGTTCCTGTAAAAAGTTGTATTTTTATCTCAC
TAAAGCTTTTTTTTTTAAATCTGAGAATCAATGGCAGAGTTGTAAACTTTTTAAGAAGCT
TTGTGTCTCATTCTGTTGTACTTTTGAAAGTAGAGCTCTGATGAACGTCGTGGTCTTAGA
TCCTCGCTCATCGTCAACAATCAATAA
>CL10507Contig1
CCCGGGCCTTATGGCCGGGGGAGTCCGAGAGATCCGCACCGAGCTGCGAGAGTGGAGGAG
AGGAGGAGGATGGGAGCGAGTTTTAGCCCGTTTTGGTGACCCAAAGCTTACAGTAGAGCA
GGATTTTATTCAACCTCATCGTAGTTTAGGAAAAGTGTCCCGCAGAGATGTCGGCGTCGG
CGATATTCATCCTGGACCTTAAAGGAAAGGTCCTAATTTGCCGTAACTACATGGGAAACA
TGGACATGAACGAGATTGACCACTTTATGCCCATCCTGATGAAGAGGGAGGAAGATGCAG
AGATGACACCGCTGGTCAGCCACGGCTCCACACACTTCCTGTGGATCAAACACAGCAACC
TGTACCTGGTGGCGATGACTAAGAAGAACGGCAACGCTGCTCTCGTGTACTCCTTCCTGT
ATAAAATAATCCAGGTTTTTAAGGAGTACTTTAAGGAGCTGGAGGAGGAGAGTATCCGTG
ACAACTTTGTGACTGTGTACGAACTGCTGGATGAAGTGATGGACTTTGGATTCCCCCAAA
CCACAGAGAGCAAGATCCTCCAAGAGTACATCACCCAGCAGGGCCATAAATTAGAGGTGG
GGGCACCTCGACCGCCCGCCACCGTCACCAATGCCGTTTCATGGCGTTCAGAGGGCATCA
AGTACAGAAAGAATGAAGTTTTCATGGATGTTATTGAGTCAGTAAATCTGCTGGTGAGTG
CCAACGGCAGCGTCCTGCGCAGCGAAATCGTCGGCAGCATCAAACTGAAGGTGGTCTTGT
CTGGGATGCCGGAGCTG
>CL10508Contig1
TTTTTTTTTTCACATTTTNGTCTTTTTGTTTATTTANTCAAGTACAAAGAAAACCTGTGA
TTCTACAGATTACGATTGAATATGTCGACAGATGCGCAACTGAGTAATTTACAACAATAT
CATACAAGAAAAAAAACATAAATGAGATAGAATGTATAAAGCCACTCTTTACCAACACCT
AGATTTCCTGCTTCTCAGTCCTACTGTTTACAGTGGCTTAGTAATTTGAAAACATCTATT
GATACAGCTCTTGGCCACGTTTGTTTTATATAAGAACTCTATGACAGCTGTAAATTTAAA
GACATAACGTAATATAACCAGCGACAGACTGGCGGCCTGTCCAGGGTGCCCCCTATCTTC
ACCCACAAGTGGCTGGGATAGGCTCCGGCAGCCCCGTTTCCAGCCATGGGGCAGCCTCAA
ATAATCAGTCTTAAAAACCCCATAATGCTAAACTAATTTTTTGCTCTATAATTTCCATGT
ATTATCATGATAGCATTTTTAAAGCTTGACTTCATTGGGAACCTGACTACCTTTTACAAC
AGCGACAGCGTTCTCCACCATCAGCTGCACCATCTTTCTCACTGTGGTGTTAGTGTTGGT
CCCTGCATGGGGAGTGAGGAGCACATTGGGAAGGCTGAGGAGAGGATGATCTCTTGGTAA
CGGTTCANGATAAGTCACATCCCAA
>CL10509Contig1
TTTAGGCCTGGTGCCATCTAACTATCCATCCATCCAATTTCTGAGCTTGGTTCATTCCTT
TTGGTGTCACTGGGCTGCTGTAGCCTATCCCAGCTACTGTTGGGTGAAGTTGGGACCTGG
ACAGGTTACTGCGGGGCCACACGCTCACATACACATCGAGGAACAATGTAGATTCACCAA
TTAACCTATGAAGCATGTTTTTGGACTGTGGGATGAAACCAGAGTTCCCGGAGAAATCTC
AAACATGCTCAGGGAGAACATGCAAACTCCACCCAGCTGGAACTTGAACCAAGGTTTCCT
TGCTGTGGGGCAAGACTGTGCAGACCCTCTACTGTTTATTTAAAATGTTCTGTAATGTGC
TTAGAGTTTTAAGGAAACATTTTTGACATAATTTTCTCAAAATACAGGGAAGTATTTTTC
AAACTAGTCTTCTTGATTCTTGGAGATGGTTTTGGGAGGGGGTATTCCACTCAGCAACCC
CCCCCCACACACACACACACACACACACACATACCTTTGGTTGTGCTCCTTTTGCCACAA
ATATCACAGGTTTGTGATGCTTTCTTGTGAGACAAACGAAACATGCTGCCATATTTAATG
GTAGGGTGTGGGTCATTGACTGTACTGTATATGACTACTGGTCTTAGTGTGTGTGACATC
ACCCATAGAGAATGATTTACTTCTGGCTCCAACGAAATGAAGTCAATTCAATCAGTCTGA
GTCATGGTAGCCACTCTCACCAATAAGGAGTGAGTTTATTGGAAGTCCACACCCCTACCA
CTTGAAAGTGGGGTTGGAAGAATCTGTCAATCAAACGTTTCAAACGTTCAACACAAGAGC
ACGTGGTTTTTTGAGGCACTTGGTTGGTCAGTTTATAACTTGAATAACTTCCGATGAACA
AAAAAAACATGAAAAAAATTTGGATTTGCAAAACAAGTTTAAAAAAAAGGTTTTTGAGCA
ATAATGGTTACTCTGACAAATACAATGACTGCGTTTTTTCTATAGAAGTCAATGGGATTT
TGACTTATTGGAGACAGCAGGTACCTCCAGAACATGTCACTAGTAAAGTCATGGTGTGAT
TGGTTAAGACTTG
>CL10510Contig1
TCGTCCAGGAATGAAGGTGCTGCTCTTCCTCTGGCTCGCCTTCGCTGGTGTGCTGCGAAA
CTACAGAAGACCACAGCGATCAAACCTCCGACTCAGCTGGGACTCCAACGCCAGAATACG
ACTACACCGCCACCTATGACTATGATGACTATGTGACCTCAGCTAAAGAGCAGGAGCACA
GTGCCACCATGGGGCCTGAAGGTCCTCTGACAGAAACTACAGAAGACCACAGCGATCAAA
CCTCCGATTCAGCTGTGACTCCAACGCCACAATACGACTACGACTACAACGCCACCTATG
ACTATTACTATGTGACCGCAGCTAAAGAGCAGGAGCAGAGCGCCACCATGGGGCCTGAAG
AAACTACAGAAGACCACAGCGATCAAACCTCCGATTCAGCTGTGACTCCAACGCCACAAT
ACGACTACGACTACAACGCCACCTATGACTATTACTATGTGACCGCAGCTAAAGAGCAGG



AGCAGAGCGCCACCATGGGGCCTGAAGAAACTACGGAAGCCCACAGGGATCAAACCTCCG
ACCACAGCGAGGACTCAGCTGTGACTCAGTCGAAATTTGACCATGGCTATACAGTCCTCT
TCAAGCGTCACTTCAAAGTAGGGCAGGAGCAGAGCGCCACCATGAGGCCTGAGGAGGCCA
GGACCGTTCAAAAGAGGATGAAGGATCCACAGAGAGTCTCCAACAGCTGCAGACCGATAA
CGCATCACAGATCCATCATCGGAACTCTGCTGATGTCACTTCCTGCTCTCCTGTATGAGA
GGGGGATGACTTTTGTCCACTCGATTTAGGACAGGTTACCATAGTGATGCCCCATCGGTT
TTTTTGCTTCACACTCAGACAAAACTCTGAAATGGTTATTTCGTTTACTGCAAATTTTAA
AAAAGCGTTTTTTTATCGTCTTAACAGGAAAACATCGGATTTAATGCTGATTCTCGTGAA
AACAAAAG
>CL10511Contig1
AAAAGGCTAAAGTCTTGCAGAAACAGCCTTTAATGGCCAAGCTGGCAGCTTATGCTCAGT
ACCAAGCAAGTCAACAGTAACCAAGCCAAGTCGAAAGCCGGTAGGTGGTCAAAAATCAGT
GCTTGGAGGTAATGCAAACATTCAGTAATGATGCCGTTTTGTTTTTTGATTCCTGTTCTG
GTCAGTTGTCACTGCAGAGAGTTTTGACTGGGGGAAGTACATCTGCAGCAACAATGTAGT
CGGAGCTCCTGTCAGCTGTTTCAAGCATGCTCCTATGGGAACATCCTGGGGAGACATAGA
AGAGGGGGTGAGGATCGAAGTCCCCAACTCTGACATCAGCCTTCCAACCAAAGTGTACTG
GATAGCGGAGATCGTGAAGCTCGCGGGGTTCAAGGCCCTCCTGCGTTATGAGGGCTTCGA
CAACGACACAAGTAAAGACTTCTGGTGTAACCTCTGCATCCCAGAGGTTCACCCGGTGGG
TTGGTGTGCTTCCAACGGAAAACCCCTCGTACCTCCAAAAAGCATCCAACACAAGTATTC
AAACTGGATCGTCTTTCTTGTGAAGCGCCTGACCGGGGCAAAAACCCTTCCCACTGATTT
CAATACCAAGGTACACGAGAACATGCA
>CL10512Contig1
GAGGCGGACCAGGTCAACTCGTCATCAAGCCAACCTCTGCCAACATGACTTACGACTCCG
AGTGGTTCGGAGACATGGATCTCTATGCCAGAATTACAGTTGGGTCCAACGTCTACAAGA
CTTCTGTCGCACACGACCAAGGCAAGCATCCAGTTTGGCAGGACCAATTCACCGCTATGG
TGAATGGCGACCAGACTATGCACGTATGCTTGTTCGACAGAGACAACGTCAGTAATGATG
ATTACATCGCCGAAGCTCAGATCAACCTGATGGATGTGTACCAAAGGAGAATGGTTTCCA
ACTGGTTCCCACTCATGAGAAAGGGCAGAAGCGCCGGCCAAATCATGATCACCCTCGAGT
TTTACCCTGGAGGTGGTATGGGAATGGGCATGAACCCTGGAATGGGTATGGGCATGGGAA
TGGGTATGAACCCTGGAATGGGCATGAACCCTGGAATGGGAATGGGTATGGGCATGAACC
CTGCTATGGGCGGATACCCACCTCAAGGAGGAATGGGCATGGGCATGGGAATGGGTATGA
ACCCTGGAATGGGCGGCTATCCACCACAAGGAGGCATGGGTCCTGGTTACGGAGGACCTG
GCTTCGGCGGCCCTGGATACGGAGGTGCTTGGTAATGAGACAGTCTACACCCTCCTAATT
ATCTTAACTGAGAAGTTGTATAACAGTT
>CL10513Contig1
GTGCCGATTAGATGAGGGGTAAATCCATCCCCTCTTTCCACGTTTTCATGTGCTGCTCCC
ATGTGTGTCCAAACTAAAACACTGCCTTATTTTTTAAGGCTCACTCAGGTTGAGTTTTAT
CATGACGATAATGTCTCTATATAGAGATGGATTGCTAAAACATATACTGGTAATTACTTT
TATATTTGCTCATTTTTAGGTATGATCAAAATCTCTTTACAGTTTTCTTTATTACAACTT
TATGAGACTTTTTGCCGTTCAACCATAAAAACGGTCAAAATGTTAACTGGGAATTGGACT
AATAATCTGTAAAGCAACCTATAGAACTCATAATGGCAAAGATTAAGCCTGAAATAGGTT
TGGCACCCAGCTGTCAATCGAAGAAAATCTGGTGAAATTTAAAGTACAATTATGTAAAAA
TATCAGATTTAAAAAGAAAGGCTGAAATGGGAAGACACCTGAAATAGATGAAATTTCAAA
GGCTAAAAATACAGCTGCATTGTTACAAGACATGTCTATTTGAGTTTCTTTTTAAAATTT
ATGCTCATTCTCAGTCACTAAGTCTACAGGCCAAAACTGGATCCAAATGAATAGTAAATG
ATATTTAAACTCTGGCTGTTTTTTAAGCTTCGGTGTCGCTCAGTTTATGCATCATATTGA
TCCAAAGCTGAAGCAAGCTGACAGATGATGCATGATGCCATCATCCTCCAGGGTGGATGA
GAGGGAATTTTAGGAGATTCTCATGAAAGGTGTAATTCCACAGAAGGGCTTGATCTGGTT
TGTGTGATGTGATAAACCAATCTCAGGCAGAGCTCGGCATCAGTCACTCGTTTGGAAATG
GCATGTTTTGCTTTGATGCCTGTCACATTTTCTGAATGGATTATAAGGAAAGATCAAAGA
GCGCGTCCCACTACCTAAGTTTCTCCCTGGTGAATAAAAGCCCCCCCCTGGAAGTGTCTG
GCACCCTGCAAACGTTTCCATCTGCTGTGGGATGGCGGAGGGGTTTTGGCGGGTTGTATA
TAAGCATAGCTGTCTGCACACAGGTTGGCACTTCTATCGTTCTGTAAGCTTGCTTTGTGC
AGCTGCCACTGGTGAGCAAGTAAGCCCCTTTGCCCTGAAACAAGAGCCTGCTCAGTTCTA
CACCCACCTTCACTCATTTTCCAATTAAGCTGCTTTCATGGTGACCGGGTCGGCCCCTTA
GAGAATACTGTAAAGCTTCCATAGTTGTTCCATATCCCTTCAGTAAGGACACTGATAAAA
GCTGTGCCCCCCCCCTGAGAGCATGGCCATGCGCTTTCAGACATTGCCTCACCAAACTAG
ACTTTGTCATTGAAATATAAGATACTTATCACTTTTTGCTGCTCTTTCACCCCCTCCATG
ATAATTACATGATGGTATCTCAAATGGAGTGTCTTTCTCTTAATTTAGAACAGGAAGCTG
AGCCATCAC
>CL10514Contig1
GGACCCGTACTGCTGCTCCTACAGATTTAGACGGTGAAAGATGGCAGACGCAGCCGTTCC
AACACCTGCCGATAAGAAGGCGCCCCCCAAGTTCAAGCAGAGGACCACTCGTACCTTCAA
GAGCAAGGCCCCTAAACCGGGACAGAAGGGATTTGGAGACGACATTCCCGGCATGGAGGG



CCTGGGCACAGACATCACGGTGGTTTGTCCGTGGGAAGCCTTGGGCGACATGGAGCTCAG
CGACCTGGCGAAATACGGAATCGTTTAAAAAGCTCCTTCTGTCTTTACCCCCCTGCCTGT
TTTACTGTCATGCACTATTGATCCTACACCCATCTCCACCGACCCCTTCCCTGAACTAAT
TTACAGACTCATCCCACAGAGCTATAAGCAGAGATGTGTCTATAGCTGATTTATAAAAGA
TGCATTTATTTATAATTGCTTCACTGAGATGTTCAAGCTTCCAGACCCCCACTCAGATAG
CCCTCTGAGAGACTGCAATAACCCCCAAGGATGATGAAAACATCCCTAAGCTCCTCTCTT
CTGCCTTTTCTGTCACCCTTCCCCTCTTTGGAGCTATTTTCTCTTAATGTACAGATATTT
AATAAATATAAATATATATTTTTATTTTTAATAATTACTCAAAAGTACTGTCAGGACACT
GTTACACAAAAAACTGTTTCTTCTGTGAGTTACTGCTGAAGTTTAATGAATGACAGTAAG
GTAAATAGGAATCCACTGATTGTAGNTGATGTGCTTGTGCTCAGTTAAAGCCGCTGCAGT
TGGTCTTGTCAATATCGTGAAGGATGGTTGAACTGATTTTTCCATCTGGATGGTCCTACA
GACTCCATCTTTCATT
>CL10515Contig1
CAGCTCATACACTCCACGCACGTCTCTCACACACACTCTCCTGCCCACTAGAGACTTGTT
AAATCCGCAAGAAAACTGCAAACATCAGAGCAGTCGCTTTTATCCGATTGATCGGCTCCA
GCAACACGCGTGAACCGGAGGAACTGTACTGCGCACAGCGGATAGGACAGCCGGGAGTTT
TCATGTCTGTGTAGACAAACTGATCGAGTTTTACGGTCATTTGAAGAAGACTTTTGAGAT
CAAGAGCCACCATCCGCCAGAGAACTTCCATATTCCGGGAGGATGAGGCAGGGCAGAGGT
TGGAGCTCAGCTCTGCTGCTGCTGCTGGGGCTGGGCTGTTTGGCCCAGAAGCTGCCTACA
AGAGATGAAGGGCTCTTTCAGATGCAGATCAGAGACAAGTCTCTGTTCCACGACTCCTCA
GTCGTACCAGACGGAGCTGAGATCAGTGGTTACATTTTCAGGGACACACCCAAAAGATAC
TATTTTGTGGTAGAAGAAGACAACACCCCCCTGTCTGTGACAGTCACCCCCTGCGATGCC
CCTCTGGAGTGGAAACTCACCCTGCAGGATCTGCCTGAAGAGTCCAGTGGAGAGGCATCA
GGGGAGCCTGAACCCTTGGACCAACAGAAGCAGCAGGTGACTGTAGACGAGGGCACAGAT
CTCTTCAGCTACAAGGGCAACGATGTAGAGTCCTACGTGTCAACCAGCACGCCGTCTGGT
CTCTACCAGCTGGGAGCTGCTGTC
>CL10516Contig1
CATCTCTGTGTCCAGCTGCTGTCGGCTTTCTCGCGATCAGGATGGGAGATAAAGGAACCA
GGGTCTTCAAGAAAGCCAGTCCCAATGGAAAGCTCACTGTCTATCTGGGGAAGAGAGACT
TTGTGGACCATGTGGACTTCGTAGATCCTGTCGACGGTGTCATTCTCATCGACCCGGAGT
ACCTGAAGGAGAGGAAAGTCTTTGTCACCCTGACCTGTGCCTTCCGTTACGGTCGGGAGG
ACTTGGACGTTCTGGGTCTGACGTTTCGGAAAGACCTTTTTTTGGCAAACATTCAAGCAT
TTCCTCCACTTCCTGAGGAAAAGAAGAGTCTGACGCGTTCTTCAGGAACGCCTGATCAAA
AAACTGGGAGAACATGCGTACCCGTTTATCTTTGAGATTCCTCTGAACCTGCCGTGCTCC
GTGACCCTGCAGCCGGGACCTGAGGACACCGGGAAGGCCTGCGGGGTGGACTTCGAGGTG
AAGGCTTTCTGTGCAGAGAATGCTGAGGAAAAGATCCACAAGAGGAATTCGGTGCGTCTG
GTGATCAGGAAGGTCCAGTACGCTCCGGAGAAACCCGGGCCTCAGCCCACGGCGGAGACC
GCGCGGCAGTTTTTGATGTCAGACAAGCCGCTGCACTTGGAGGCCTCCCTGGATAAGGAG
ATTTACTATCATGGGGAACCCATCAGTGTCAATGTGCATGTGACCAACAACACCAACAAG
ACGGTTAAGAGGATGAAGATCTCAGTGCGACAGCATGCAGACATCTGCCTGTTCAACACA
GCGCANTACAAATGTCCNGTGGCCGTCNAANAGTCAGATGACGTGGTTGCTCCCAGCTCC
ACCTTCTGCAAAGTCTTCACGCTCACGCCGTTCCTGGCCAACAACCAGGAGAAGCGTGGC
CTTGCATTGGATGGGAAGCTAANGCACGAGGACACGAACCTGGCGTCCAGCACCCTTCTG
AGA
>CL10517Contig1
TTCGGCACGAGGGTTTTTTTTCTCCTTCCCACTAGACCTCCTCGTGTGAGCGTGCAGCCA
CAGTTAGAACCCGTTCGTCCAATCAATCAGGCGATCCGTCAGCCTACCGGACCTGATGGC
ACCCCGGGCTTCCGCCTCTGTAGATAAATCAGAGCTGCCTGGTCCAAGGCAGCAGCTGCC
TCCATGAGAAGACACAGCGGGTGGAGGTTGATGGGGTTTAAAGAGCAGAGTGGTGGGTGG
GTGACGAAGCTCGGACCTAAACTAACTCCTGAACCCCCTCTCTGCTCTGCTCTGCTCTGT
TGGCTGGATCAGTTCTTGCTTTTTGCCTCGTCTTTGTAAAGGTGGCAGAGATCAAAGAAA
CCAAACCCCTTCTGTTCCACACAGCAAACAGGCGCACACTGTGATGCTTTGATGCACTGG
GACGTGTCCTGGGGTCCAAAGGCCTGACTGCTGGGCTGCATGATGACCTATCAGGTGTTT
GTCCTTTCAGGCAGAAACAATAAAACTTGTGACTCTGTGGGGAAAGTCACAGTGTCATGA
AGGCAGACGAGCTGGTCCTGTGCTGACGGGTCATGACCACA
>CL10518Contig1
TGTGGTATAGTGGCAACTTCATGCTTATGCTAAATATTAATATGTACCATACACAGTCTG
GATCAAAACTTGAGTGGGTGAATTCACTACCAGTGATAGCAGGCCAAAACAAAATAAAGC
GTCTCCCCATCGGTCATTTGCAGTTGAATAGTCTGTGAACCAGTCGTGAAGAACACGCAG
AATATTGGACTCTAATAGTGCCCAATAAATACTCCAACTTCATTTCAACATTTAGTTTTA
GTTTCTCCTAGCCAGCAGTACTCCCAGCAAGATGGCCCCCACGGCAATGACAGCACCACC
AATCAGAAAGGGGGTCAGGTGTTCCAGACAGTTTGTGCCAGAGGCTGCCGTCTCGTCACC
TGCTGCTGCTGCTGCTGCTGCTGCTGCTGCTGCTGCTGCTGATTCAGCCTCTGCCGCTCC
ATCCTGGGAGGCAGGGAGTTTCTCTGCTTCAGGGACTGCAGGTGTTGGTTCGGCTTTGCG



GACTGCTGCCGGTTCCTTTTTCTCTGCTTGTGATGCTGCCTTGGGCTTTGGGGCCCCAGG
CTTAGTTTTGGCTTCCATGGACACAGGGACTTGAGGTGTGGTCTGGTCAGGAGCAGTCTT
CGCTTTCCAGTAAGTGCAGGGATGAGATGAGTAAAGGATGAAGGAGCAGGCAGAGGAATC
TGTGGAAGTTACC
>CL10519Contig1
TTTTTATGAAGTACCAATCATCTAATCGTTCTGGATTCTTTATGCTGCCATTAAAAAAGC
CCACACAGACTGTGGCTCTGCATTTGTGTACAAACACAACAGCAATAAGACTCAAAAGAG
AAGAAATGTGACATTAGTGGTAAAAACCTTTAGTGCAAAATGTACTTGCTAAACATATGA
GCATTACATGTCCTCTTTATAAATTATTTATTAAGTTAGAAATGTTATTTCATTTGTACG
AAAACCAAAGAGATAAATAAAATGAAAAGAAGGGAATTTGCCAAATAATCATTAAAGGGG
TTAAGGTCACAGCAGGTCATCTTTAAAGACGAGCCGTTAAGCTGCAACAGACTCAGGTTT
GAGTCGTCCATAGTTAACATGAGCCGGTCAGCAGGTAGCGACAGCACAGTGTCGTGTTTC
AAGGTAATACAGGAAATAAACTGATGTTAGTCTGGTGGGAATTCTCTCCCAGCAAATTCA
GCAGTGAATGACTGCAGCTTGACAGCAGACGTGAACATATGGAGACAGGAAATGGATGAC
AAACAGGCAAATGCATCATTTTAAGTCAAATTGTTTGTTTTTTTTTAAGTGTTCAGCCAC
GCCTTGTGTCCGTTCTCTTTCCTTCGCTGCCCTTTCTCCTCAACTGCTTCCACTGAAAAC
TTCTCCATGACTTCCATTTCAAATCCTTCCATTTCTTCCTCGAGCTCGCTATCTTCCTCT
TCCTCG
>CL10520Contig1
GAGGCTTGGACCGAAACCCAGAAGCACAACAGCGCCACCACGCTCCATCATAGTTCGCTT
TCTGGACTTTCAAGTGAAACAAGCTGTGCTGCAGCAGGCATGGAAGCAACGTCAAGTCGA
GTTCCAAGGGCACAAGGTATATTTTGACCAGGATTACTCATCTGATCTACAGAAGAAAAG
AAAAAAGGTGCGAGAGGTTATTAAAAAATTGAAGGAGAAAAACATCAGAGCTCAGTCACC
ATATCCGGCCCAACTGAGAATCTTCACGCAATCAGGCGCAAGATTGTTCCCCTCCTTACT
GGAAGCAAAATCTACATTGAAAGAGCTGGGAATAAACATGGAGATGGAGGACAGAGATGT
CTTGGAAATGGAATTAGCCAGAGATGGATGGAAAACCCACTACNACGACNGAAGACAGAA
CCGACTGCAGCTGAGCACAGCAGACATTAGAGCCCTCATCAGTGGAGGCCACAAAGACCC
AGAGAGTGTTGGACATGAGTAAAGTAGGCCAGGTGGTGAGGTAAGATGTAAACACCTGCA
GGGACATTTAACATTAAAAAAAAAA
>CL10521Contig1
GCGTCGTCGAAACATCACCTGCGTTTCTGCGCATGCGGCGTGTCTACGTCATCAGTATTG
CACTAAATATGACTGCACCGAAAGGGATGCGCCTGCGCACCACCGGCGTCACAAAATATT
CTCTCAATTTTGTAGTGATGAAGAAAATTTATTAGATTAAGAGCTGAATTAAATGTCCTC
AATTAACCTTGTAAGTTCTGACCGGAAGTAAGTGGTGGGCCGCTCGCGGAGGATCACAGG
CTGCAATTATGTTCGCGTGCTGCGCTTCACATAACGCACGCGGCAGAACACAACATTTAG
TGGAATGACATCCTGAATGCAGCAAAGTAAGTAACCGACATTCATCCACAAACCAGACCC
GAGATTTTGATTCATGCACACTGTGGGTTGGAACCCCGGTTAAACTCCACTCAGTCTGAA
CGCATTCTGAGAAGTTTTGAGCGCTGACAGACACAGGCGGCTCTTCTGACACTGAGCCGG
CCGGTATACGTGTAGCGGCTGACCTGCTCCTTGCTCGCCTTCTCGGACTTCAACCTCCGG
ACCAGCTCTCCCTGGGTCTTAATGTGCTCCTGGATCTGTGCACGGTCTTCCATGATCTCT
CATCCAGCTGCTCTGAACACACCGAATGGAATCGCGAGCGAATAGAGCCTCTGTAACGTT
CCCCGGCCATAATGCCCGGGTTA
>CL10522Contig1
CNCCCCCCCCCCCCCGGTGGGCGTGTCACATCCTGTTGTCAGGTGTCGATGGCGTCACAC
GTAGCTCATTTCTTCATTTTTGTTTCTTATAAACAAAGTCAGCCCCCCCCCTCCCCATTA
GAGCCCCATAAAAACGCACCCCCCCCT
>CL10523Contig1
CACAGGCGAGCGCAGCTCTCCGCATCTCCAGCGTCCACATCCGCGCACTCGGTCTGCATC
GCACAGAGACCTGCCTGCGCACAGCTCGGACTTTACGCATTGTCCTGTCCAACTCCAGAG
AGGAGCCCCACGCAGGAGAAGCCTCCAAAACGCAGAAAAACGGATCTTTTCAGTACGATT
GCCTTTCTTTCCTCTATTGCCACAATGTCTGAGGTGCTGCCATACAACGAGAGCAAAATG
AACGGCTACGGCGCGGACAGCGAGGTCAGCCAGATGTCCTTTAGCTGCGGACTGCAGGAC
ACAAGCGCCTTTTTCGCCTCGTCGCAGGCTAAAAGACCCCCGAAGCTCGGGCAGATCGGC
AGAGCCAAGAGAGTGGTCATCGAGGACGACCGAATAGATGAGGTCCTGAAAGGGATGACG
GACAAGTCTTCACCTGGCGTTTAAGCATCAGCGATGCCTTGCAGACTTTTTTAATTTTTG
ACCACCGATTTGAAGCACTAGTCGGCTGTGCATGTTCGAGGATTGCGGGAGAAAGCGGCA
GCTCAAAGTGAAGATGGGGTGATGAAAGAAACTGAGATGAGGCAAGCTGGAGAGAGGATG
AGGAGGAGGAGGAGAGGAAAGG
>CL10524Contig1
CTCCTGGGGGAGTAAACAGAACTCCATGAAAGTTTCCTTTTTTCACAGAAACTCTGCTGA
CACCATCTGCCATCAGAAACCTCTCATTGGTCGCCTCTGCCAGCTTCCGGTCCTGTTCCT
GTTCATCGTGCACAGAGAGCTTCACTATGTGAGGCTCTAATGCCTTATTCTTATAAAAAT
ATGTGTTTAAAGTGTTTGCTTTCAGGCTCCTCAGTAGACCCATGGGTTCAACTCCAACGT
AGCTCCCGCTGAGTGAGGCGTCTCTGACCAGGTCAATCTCTCCATTTTCATCAGCCCTGT



AAGTGGCTGAAGAGCTGAACAGAACTCCTCTTTCATCAGTCGAGCTGGCTTTAATGCTGA
CCACCTGCCTGGATTTCAGCCGTAAAACCTTGACCTGAACCGGCTCATCAAACAAACACC
TGGCATTCGGGAGAAGTTTCAGTCTGACTTGAGAGCTCATCTCTTCCGATAATGGCAGAC
TGAATCCAACACGCAGTATCACCGACAAAAACACCGAAACGCCTAAAGAACGCGCGACAT
TTTCTGTTTGTAGTATTAGGAGATGGTGTTAAACTCCCGTAAGATCCCCGAAACGATTCT
ATTGTTCCGACGTTCAAAGCTGAAGTCCTCCGTGTGGAGCTGTGCTCCGTGAGT
>CL10525Contig1
TTAAANTGGAGTANAATCCANAACAGAACTGAAATTGTTGCATCATATTCTTTCAATGGA
CACTAATAAATGAACCTGTGGTCCTAAATGGAGATAAAGTCCAGTAAGAGGACCCCAAAC
TGAGCTGATTTAGTAAAAGCCTAATAAACATTTTAATTCTAAAAAATTTGCTTACCGTAA
CAAAATCTGTACATATATCGGAATTATTGACTGAAAATATTTATATATGAAGTAATAACA
TATAAAGATGAAAATAAATTTCTGCTATCCTAAAGTCAACTGTTTTTTTTCCAGATTTAT
CATAAAGCTTCTTAGTTTTTACTTTTTATTCACATGCAAAAAAAAATAAACACCCCTAAA
TGAGAATAGAGGGCAGCTTGATGCTTAAATTGAAAGTGGCGCAGTCGTCTTTAAATAGAA
CCAAAAGCCTTTTGACAGAAATGATGCAATCTAATTTAGCTGTGAGCAATTATTTACTCA
AAGGGTCAGAGCAGGATAGGAGGTGCAGCAGTGTTCACTCAACCACTGTCAAGCCAACAG
CGCCCCCTAGAGCTTCATCTAACACACAACTCTGGAAGCACAAATCTTTTAATACCTTTA
AATACTAAAGTTGTCTGTACGATTACATTTTTAACAAAGGCCACATGGACTTACAGAGTC
ACCATTATGAGTCCGCTACAGTCTGCTTTAGTCGCCTACCTTGCCTGTAAGTCCTTTACG
GCGTACAGGCACTGCGGTGGGCGGTGCAGCCTCAAAGACCGAGCCACTTGATGATGTAGT
AGTTCCTCTTGCCCACTCTGAGCAGAGTGAGTCCGTTGGACAGGACGTGGAGTTTGGGGA
CGAGAACCTGCTCCGGTTTGTCCGCCCGTGTGTGGTTGATCCACACGGCTCCGCCTGAAA
CCATCTGGTACCCTCTGGGACCTTCAGGGATGGCGCTGACCAGACGGCAGGCATCGATGA
CGGAGATGCCCGGCTCCAACAGCAGCTCATGGAACACAGCCTCCCTGAAGAGCTCCTGGA
GCTCCTCATCGCTCATTTCCTCCAAGGCCCGCACGCTGCTGTGATACCGTGCAAAAGCAC
CCCTTTTGGCGCTCTCCAGACCCTCTTTTCCATGAACCAGCTTGGTCACTTCTGCAGCCA
GCCGCTTGTGGAGAGTCGTTTACCGGGATCTTCCCTTCC
>CL10526Contig1
CCGGTCAGAGGGAGGCCGAGGAAGAACCTCCCCAACCAGGAGAAAGCTGAAGTGGAGGAG
GAGGCGGAGGTGAAGCCAGGGAGTGTTCAGATCTCCTCCGAGGGGGAGGGCGGCGCTGCA
GGCGGCGTCCGGCACGCCCTTGTTTACGTCCACACAGAGCACCTGTCCGCATCGGCCCCC
GCCTCGCTGCTCCTCAGCGCTGACGGTTCGGTGACCACAGGGCCAGAGCCGGGACTGGTG
GAGGTGCTGATATCGGAGAGCTCGGAGCAGTGCATTGTGGTNCCAGGGGGAGCAGACGGT
GGGGGAGCTGCTGATCCTGGAGGAGGACAGTGGCCTCTGCTCCAGTGGCTCAGACGGTGG
AGATAAACTCAGCCTGAATTCTGAGCGGGGGCACGCCACCATGACCACGCCCCCACTTAC
CCCCTTATCCTCACTCCTCTCTGAAATCGAGCAGTAAGCTTGACTATAAGGAGGGGGAGG
ATTAACCGAACTGTTGTCAACGTTGGGAGGCGGGTTCAGTACCTCCTGCTGGCTGCAAAG
GACATCACACCTGTTCTAGAAGCTTCATGAAGAATGACTTTTTGGAAAGTTCTGCCCAAA
GCCCTGCTCTGTTACGTGTTGGATTTTTGAAAAGGTGGAAGTTGCTCTTAAAGGGAGCAT
CCCTGCCTCCCTGAGCACATGCATCTGACAGGAAGTGAGCAAAGCTTCAGGGAGGTGGGT
GTGAAAGAGGGAGCGCTGTGTGCCGATGGTCTGGTAAAGATGAAGCCACGCTGAGAAAAA
GGTCTGAAACCTTTGAGGACGTGAAGCAGAAAGGGGCTGCATCGCATCAAGTTTGCTCTG
AACGCTTGAGGCCGTCTGTGTTCCAGCAGACGGCTGCAGAGCAGGCCACAGGAATTCCCC
TCTCTGCAAAGAAACGGCCCCTTCACTGTTAAAGGACACTCTATAGAAAAGCAGCATCAG
TTTTGGAAAAAGAAAAACCTTTTTGCAAACATGTCATTTTCTGAATCTCTTTTTTACCGA
GTGTCAGCTGATCATTACCTTCAGTGGCGTCCTGTAAACTTTGGTGAGGAGCTGAATCTC
ACCTATTTAAGCCTGATTTCCCTGTTTGGTCTCTTTGTTTCTGGAATCT
>CL10527Contig1
CAGTGTTTGGACATTTTTTCAGACTAAAACGATGTGAAGCAGTTTGGCCGTCAATCTTCT
GTCTGTGGACTGAGGTTTTGTGGGGGTTTTCCCCTGTGCTGACATGCCGAGCTTTTGTAA
AAAACAGTGAAAAAAGAGACACAGAGCACCTCGGCCCCATCATTCAGACAGGAACCAGTG
CAGCCGAAGTTCGTTCTGACAAAAAAGGTTGACCTGAGCAGGAACATGATATTTAAGCTA
AATGTTAAGTTGGCTGAAAAGACTAGTGATTTTGAAATTTGCTGAAACACTTGGCACTGC
AATTTTGTAAGGACTAAATGCTAAATTGGCTAAAAAAAACTGGAATTTGGATGGGGATTT
GTTAATGTAAAAGCTTGTCTGATCAAAACAATAATGTTTCTGTTTGGACAAATATTTGGT
GGGAAAATTAGACTAAAGAGTCATCCTTCTCCTTGCTCCATATGGAGTTCAAACCTAAAA
ACCTTTATATTATTCTTTTATTCCCTTTTGCTTTTCATGAAAAACAGAAAATTTGACCTT
ATTAGAATGATCTGAAATGAAAGTAACTATCCCAATTATAAATATGTATGTTGTTTTTTT
GCCTTTTGTGTAGCGCTTAGGGACAACCTTGCATGTGAACTGGCGCTTTATAAATAAAAT
GAATTGAAAAGAGCTAAACGGTTTAGAACTTACACACTAGCTGAGATTCAT
>CL10528Contig1
TGANGTTTTGGACATGGCACTTGTNACACGCAAATCTCTTTTTCAGCAACAACACCGCTT
CTGTTGTGAAACCTTTGATTGGCTTCAGGTGTGCACTGGTGAGCTTGTTTATTCCACAAN
GGGNGTACACATTTGAGAACTGTGGTTGTGTTACAACAGACATGAACAACAAAAAAACAC



CCCATATGATTACACCCCCCTAAAGACACGATAACATGAAACTTTTTTTTTTATCTACGG
GAAAAGCTTATGTAGTTTAAACNCCAGGGGCCANAAAAAAAAAACGTTNTNCANAAANGN
CTNCCAAAGGGGAAGNGATANAAAAANCNCCCAANANACNTCTTTGNCANACNCAAGNCN
TTTAACATATTANCAACNNGGCTAAAAGGNCNGAANGTAGGCANACNTCTNANCCCANGN
GCCNCNTTNGGAAANGTNCCNCCNGNCAAGACNNCTATAAAAANGNGGGGTNGGNAAAAN
GCANCTNATAANCTACAAAGCTTATAANTTAAANATTTTAGTTNGAANGCTAAAAAAAAA
AAANNT
>CL10529Contig1
TCTTCTCGCAGATTACGTCCACTAGCCTGTCAAAGACCTGCTTCACATTGATGTTGTCTT
TAGCGCTGGCCTCAAAGAACTGAAAGCCCAGTTCTGTGGCCACTCTTTGACCATCCTGTC
TCGGGACTTGTCTGTCCTCTTCCAAGTCCAACTTGTTCCCCACCAAGACCACCTGAGCGC
TGTCCCATGAGTACGTCTTGATTTGAGTTGCCCAGTCCTGGACGGCACAGAACGACTCCT
GGCTTGTGATGTCATACATGAGCAGGAATCCCATGGCTCCTCTGTAGTAAGCTGTGGTGA
TGGTCCTGTAGCGCTCCTGCCCTGCCGTGTCCCAGATCTGCAGCTTGACCCTCTTGTTAT
TTCTGTAGATCGTTTTGACTTTGAAATCAATTCCCACTGTGCTGACAAACGCCGAGGTGA
AGGAGTCATCTGCAAAGCGGAAAAGGAAAGACGTCTTTCCTACGCTGCTGTTGCCAATGA
TCAGCAGCTTGAACATGTAGTCAAAGTTCTGATCGGCGGCATCTCTCTGCTCCTGGACCG
CCACTGGAACTTTGGCTAAAGCCATCTCAGATGCACTTATGAGTCTGTGTCCTCCGTCCT
TCCCTCAGCCTGCCACATCCACCTGAGAGTCGAAGGCCGTCTGCTGCTGCCGCCAGCCTC
CCCGGTTCAGGTGCTCCTTCCCGGATCTCCACAACTGGGCACCCCCCCCGGCCATAAGGC
CCGGGTTAAA
>CL10530Contig1
AGCTGAAGCAGAGTCGGTAGTGATATATTCACGTTGATGGCCAAACTCTCATAAATGAAG
CCTGGAGTCTCTGTATGCAGGCTTTTCCTAAATCCAAAACCTCATTTTGTATCAGGACAA
TTTCAAGCTTTTTTTATGTTCACATTTCTTAAAATATCTGAGTGAATTTATATTGTAAAT
AGAAGGACTGCGTACCATGGACAGCTGTGTAACTTGACTTATCAGTAGCATTAAATCGAT
CATAATCACATCACCATGTTGGAACGCAAGTGTAACCTACAGGGATGCAAAACGTTAAAG
GTGCTTTATCTCAGTATCAGATTTTAACATGAAATGTATCTCGTTGCTGCTTTTTCAGGA
TTATTTCTGACGTGAATTGTTACAAACAATGTTTTTTTAATAGGATAAAATTGAAATCGT
TTGACTGTAACCAACCTCTTTTCTTGGTTAGTTTTAGTATTACCAGGATCCTTACGTGTT
TTTTTTATTATTCCTGCTGATTTTTGTATTTTTTTTTGTCTCATAATTACATTTAATGAG
ATCATTTGAACATTTTTAGAAAAAAGTTGTATAGTTATGTGTGGGATGTCATTCCAAACA
AGAAATGTATAGATTGGAAAAGGTTTCAGCCTTTTACCACAAACCACTGCAGAAAATGTT
TCACTGGTAAGTTTTGTGGTCACACGAGACTCAAAATGACAGGAAGGAAAAGAGACGCCT
TGTTGCAAGTTACTTTGCAGAAGGCTTTGCATCACTTGTGCAAAAAAAGAAAAACACTTT
TTAAAACTTTCTCAAGATGGTGCTCCCTGAAAAACACACCACCACTACAACCTCAGCCTT
TGATGAATGTAGCCTAATCTTTTTTTTCTTCACACTATCTTTCATCAGTTTCACCTCTTT
CTGTTTACATTGTTCAAATGCAATATCTATATATATTTCAATGCAATTGTAAATGTTTCT
TTTCAAGTGTGTAAAAAAAGAAAGATCAACTTATAATGTAAAATTTGCCACGCTGTTGTG
TCCTCCTAGAGTTAAAACTTGCATAAAAGTTTTCTCCAAAAGTTCTTTATATACATCATC
ATATTTTCAGTCATCAAAGCCAGTAGTTGAAGACAAAAAAATGTGGGTTAACGTGTAATT
TTCCTTTCTTTGATTTTGGGGGTG
>CL10531Contig1
CGGCACGAGGGTTATGAAGGGGGAAGGTCAGTGTAAACATTTTTCTGGTAAATCTTTTAG
AATTGACAAAAAGAATTAATGACCTCAAAAATTCATGCAATTTATGCTTTTTCTTTTAAT
GAAATTAGCTTTTTTTATTTTATGACTTATGCATGTCTTTTTATGTAGGGAATTCTGTGT
AACACTGAAGATCTGTATCAGATTTTAACTTTCAAACACTTGATATTTCTAATAACTTCT
ATTTTTGTGGACCCTTGATGCCTCAAACTCATTCTGTTTCTTTGTTTGTTTGTTTGTTTT
AGTTAATGGCCTTGTTGTGCATACTTTCCTGGATCATGTGTTTGGTTTTATTGTTAATAT
TTTAATTTTCAATCACAATTGCACTTGTATTCGCCTATAAAATCTGGGTTGTTAGTTTTT
GCATTACTAGCAGTGAATGCCATCACTACATTTTTATCTTTGTTTGATGTTGGCACAACT
CTTTCTCTTCTTTATTGATTCTTTTTGATTTGAATTTTGTTTGATGCTTTATTTTCCAGA
AAGCTCAATTTAACATTCACCATGACTTGCACATTGCCTCATCTTAAAATAAATTTGGAA
ATGCCNAANAAAAAA
>CL10532Contig1
ACTTGTGTGGTCGTCATACTCTCACATGGGACAGAGGTGAGCCACAACCGGTTCCCAGGT
GCGGTCTACGGTGTGGATGGAAATCACGTCTCAGTTCAGGAAATCACAAACTACCTCAAT
GGCCAGAACTGCCCCTCCTTACAAAGCAAACCCAAAATTTTCTTCATCCAGGCCTGTGGT
GGAGGGGAAAAGGACATTGGCTTTGAGGTTTCCCCTGATGAGGCTAAACCCTCCATTGGT
GGAGATGGGGACCAAACAGACGCCATTCCTTTTTCATCTAGCAGCGAGTCTCTGAGCACG
TCGGATGAAACTGATGCCATACCAACGCTGCCCACCCCCAGCGACATCCTGGTCTCTTAC
TCTACTTTCCCTGGCTACGTTTCCTGGCGAGCTACAGTCTCAGGATCCTGGTATGTGGAG
GTTCTGGACAACATTCTCGAGGAACATGCTGCAACTCTAGACCTGACAACAATGTTGACG
TTGGTAAACGATAAGGTTTCCCAAAACTCTGCAAAAGGCCTCTACAAACAAATGCCTGGC



TCCTTCAATTTCCTCCGCAAGCACGTCTACTTCCAAACCTCAGAGTAACGGGAGAACAAA
ACAGCTACAGAATAAAGGCAAACCCCTTTTCTTGCATAGTGCATGCACCCAGAAATGGAC
TTTTTTGTCACGTTGTACCAGAGAATCCTGTTATCTAAATGCCTTCAAGTGTTTTTGGAA
TTTCTTAATGGATGTTTGTGACGTGGGTGTTATTTTGAAAGGGCACATATCCATACATGG
ATGTAAATGGCCTTCTACTGTCGATCGAGGATATACTCTGTGCAACAGTTGTCTGGATGA
GGGAATAAAGGGGGATTCCTGAATGTCATTTTCTAAAAAATAAGTAGATGTTGAGGAAGT
GTTGCC
>CL10533Contig1
TTTTGTCAAAACTGTATGTGGATCGGGTCTGCGAAGGAGGACTGCGATGTTTTGAACTAG
GAGAGAGTCTGGATGATGCAGGTGTCACGCCTGAACTAGGAGACGGTTGAAGAGAGCCCC
CTTCAAACATTTCCTCGCTCGCTTCAATAGCCGTCACTACATTTGAGTCATTTAAAACAG
ATGAATTGCTGGTCACAGTTGTGCAATTCAATTCCTCCTCTTCCTCCTCTTCCTCCTTCC
CCAAAGCAGAGAAGTGGATGGTGATGCTCTCCTTTGACAGGGATCCCTGGACCTGGAGCT
TTGGACCCATGGCAGGTGGCTGCTTGTTTGAGTTTGAGCTGACTCCATAGTTGGGATGCT
GGCTGGTCATTTCAGTTCCCCCCCTGAGTTAATCTTGTATCCTCAGTGCCATTCAATCCA
GCCTGAGACTTGCATCTGCCTGTGGCGGAGTCAGGTTTCATACATCCATGATGCTCAGGG
TGCCTCAGAAAAAGCCTCGAAAGTAGGAGGCTTCATTTTGTCCGGGGTGTTCCGAAAATG
AACCAAATTTAAAAAAATGTTTATATATATTGTAAAAATAACGAATTTTTTGGCACTAAG
GTGTTGTCAGCTCCACGTACCAAACGCATCAAGTCGTGCTGTTGACCCCCGGCCATAATG
TCCGGGTTA
>CL10534Contig1
GCACGAGGCCCTCTTTCAGCTGCCCTGGCGCAGACCATCGCCCAAGGGATGGCCCCGCCT
GTTTCCATGGCCCAGGGGGCGGTGTCCGTGGCACCTGTTGCTGTGTCCATGACCCAGCCT
CTGCCGGGCATCACCATGAGTCATGCCACCACCCCTATGGTGTCGTACCCCATTGCAAGT
CAGAGTATGAGGATCACCACCCTGCCTCACTGAAGAAACCTAGCAGACTGTAGGACCCTC
AACTGGAAGCTGCTCTTTTTATATTTAAGACTAAAATGATGGCTGAACTTTAATCATCCA
AAGGAGGCTAGAATAAAAAACTAAATGACTTTACAACACATGGTGGTGTAATGTGACTTT
ACTGAACTGCTTTTCTGTCTACTTTTCGATTTGAGATGATGCCGGGCGGGCCACAAGCTC
AATGGACCTTTTTTTTAATTTAAAAAAAAAAAGTCAACAGCCACAGAATGCGTGACGTTT
CCAGACAGAGACTGCTTTGTGTCCGTTGTTTCTGTCGGTTGCTCTTATGTAAACATAACT
TTGGTACTTTGCACATAAAGCAAACAC
>CL10535Contig1
GAGGCGAAGAGCTCGACGTGGACGCGGCCGAGGAGCCCGTGCGATTGTGCAAGTGACCAG
TGTATTCCCAAGTTTGCGGCATGCCGTGCGTGCCTTGTTCTGCGAGCGTATCTCGTCCCA
CCCAATGGTAGATGAAGCGGTATGGCGTGTTAGAAGACTGACAGACTAAACATACGAAAG
ACGCAAAAAAAAAA
>CL10536Contig1
GAGGAAGAAGTACATGACCAAAGTGGCAAACGATCTCCCCAGCTGCCCGTGCTCTTACCC
AACCGAGGTGGCGTACAGCACAGCAGACGTCCGCGACGCCCCAACGCGCAGAGATTTCCG
CTGGAAAGACGCCAGTGGACCAAAGGAGAAGCTGGAAATCTACAAGCCCACAGCCCGTTA
CTGCATCCGCTCCATGCTGACCCTGGAGTCCACCACGCTGGCGGCTCAGCACTGCTGCTA
CGACGACAACATGAAGCTCATCACGCGCGGCAAAGGTGCCGGCACGCCCAACCTTATCAG
CACGGAGTTCTCAGCCGATCTGCACTACAAGGTGGACATCCTACCCTGGATCATCTGCAA
AGGAGACTGGAGCCGCTACAACCAGGCTCGACCGCCCAACAACGGGCAGAGATGTCCAGA
AAACCCTCAGGATGAGGACTACTACAAACAGTTTGAAGAAGCAAGGGAGTTCTAGCCTCG
TTAGAACGTAAGGACTAAAAAGAAACTGCTTACATCTTCACCTAAACCCAAAGAATGGCT
CTTTAGGTCAGATTACACCTGAACTGTGAGGAAAGGCTTTTACTGCTCGACTGAACTGAC
ACCACTCCAACAAACTTCCATGCCAAGCAGTAGTGCCCAACCGAGTGCTGCTTTTTTATT
TACACTTTCTTTTTAAAGAAAATGAAATGCTACTATTTCTAACTCAGATTTGGTCAATAT
AGGGATAAGAGATTTCATATCCTCAAAAGGGAAGAATAGTATTGTAGAGAAGTCAGTTTG
CCCGTGTTTGTTTCTGTACATTCTTTATGTTAGTAGAATNTGAGAGGTAATGGAAAATAC
AGCATCCCTCGGGAAATTGTCAGCAATTAGAGCACAGAACAGGGTTTTCCAGTTTTTCTC
GTTTTGTGGGTATGTCTATTTAGCATGCACATTTTTTTTTATTGCATTAATTTACCTGTT
ATTTAACTGCATCCTTTCTGTCTCTAAGGCAGTTTTTCAATGTAAAAAATCCTGCAATAT
TTTTGTAAAGTATATTTATTAAA
>CL10537Contig1
AGGGTCTTCTGCTCTTAAGCCAATTTTTACACTTTCAACTGTTTGCTCTGAAATGCTTGC
TGTAGCCCCTCCCCCTTTTGTCCCCACCAATCACAGGCCTGTGTCAAGCTGATGATTATG
CTGATGATTCTCTTTCTAAAGATGAACAAAAACTAATGTAAAGCAGGAGTCTAAATGAGT
CAGCAGGGGGTGCTATTGTGCTGCATGAGCTCTCTTGGTTCACGTTTGTTCTCTATTTTA
TCCCTCACGGGACACAATATTTAGAGTTTTGAACTACTCTGTGTGGCGCGAATTCCCTCA
GTGTTCGTTTATGGTTTGGAAGGTGGAATTGTCAGCATCAACACCAAATAAAACGGCGCG
GTCTGAGCCACGACCTTGATCACCATGTGTCCGACTCCTGCCTCACTGGGTACCCCTAAT
TAACAACAAATAACACAACGCAGAGTCTTCGGGGTAGAGAGGTGTGGCTCCTGCACGGAG



TGGGTTACACTAACATGATGACTTTTATTTTGGACAATTTTCCTTCAGTTCTTGTTTTAG
ATTTCTGATCATGTCTGTATGATCTTTTTACACAATTCTTTCTAAAGTCAGATGTTTTAT
GATTTTACTGCATGTTGGAATCATTAACTGGAGTTCAATACTTTAAGGATATATTTTAGC
AATTGTGATTGTGTGCTGTTTTCTTATTCTTTTAATCTTTTTACCTTTGAGTTAAAATCA
CAGACAATCAAAGAAGCACTGAGCCTTCATTCAACGGTCATGTAACACTGGATGAACGAA
ACTGACTTTATGCATGAATTCATGTAATAAAA
>CL10538Contig1
TCAGAGCTGCTTCGACTTCGCTCGCAGTGGAAACTGCGCAAAGTTGGCGACAAAATCCTG
GGAGACCTGAGCTACCGGAGCGCCGGTTCACTTTTTCCTCATCATGGCACATTTGAAGTG
ATTAAAAACACTGACATTCATCTGGACAAGAAGATCCCAGAGGATTACTGCCCTCTGGAT
GTCCAGATCCCAAGTGACCTGGAAGGATCAGCTTATATCAAGGTATCCATCCAGAAACAA
GCTCCTGACATCGGAGATCTAGGAACCGTAAATCTGTTCAGGAGACTCCAAAAGAACAAA
TCTGGTACGCAGCCGTGGCACGTCAAACTGGAGGCGGCGCAGAACGTTCTGCTCTGTAAG
GAGATCTTTGCTCAGCTGTCCAGAGAAGCGGTCCAGATCAAATCACAGATCCCTCACATT
GTTGTGAAGAACCAGATCATCTCGCAGCCGTTTCCAGGCCTGCAGCTCTCCATCTCACTG
TGCCACTCCACGGGAGACAAGAAAAACAGCCGCTCCTCCCCAGAGAAACCCAAACCAGAC
GACCATCTTTATGTGCTGGAGCACAACCTACATCAAATGATGAGAGAGTTCCACAAGCAG
CAGCTGAGCTCTGTGGTCATGCCGCATCCCGCCACCGCCCCGTTCGGCCACAAACGCATG
CGCCTGGCAGGGCCACTGGCCTACGACAAGGCCGAGATCTCCAGCCTGCAGCACAACGAA
GGTTTACTGGAGAAGATCATCCGACAGGCTAAACACATATTCCTGCGCAGCAGGTGCCCC
AACCGCACTACCACACCTGCCCAGCAGGAGGCCTAAGTGACCTTTAGCCTGGAGTTTATC
ACACGAAGAAGTTCCAAAAGTAAAGAAAGAGATCTATACTAATCCACAACGCAAGGAAAT
AAACACAAAGACTACGAGGGAAAAAAATGGATATTTTATAGATCCAACATTAGGCCTGCA
TATATAACTGATGGCAGGTTCGAGTCCCAGCTGGGACCTTTGTGTGGAGTTTGCATGTTT
TCCATGTGCATGTGTGGGTTTTATCCAGCTTCCTCCCACAGTCTAAAAACATACTTCATA
GGTTGGTTGGTGATTCTGATTCATGTCTGTGTAAGCCGGTGACGTGTCGCCACTTTTGCC
CTGAAGGGCTGGGATTGGCTGCAGCAACCCCATCACAGAAAAAAAAGGCATTTTATAGTA
GAAGGTG
>CL10539Contig1
GAAAAAAAAAAAAGTTTCACTGAACATTATGAAGTACAAAACAAATAAAGCGCAGGAGCA
TGAAGTGTTTTTTTAAAACACATAAGAAACTAGTTGACTGCAGTTTTCAAGTCAAGTACA
AATATCTAATGACTGAACTTTGATTTATCCTTCATGTCTACACCAAGTCAGTGATCTCCA
TAGTCCGTTTGTGGACGAGCATAAGGCACTCTGAAGTGTTTAGCAGCTAAGCTACAACCT
AAAGAGAGGCTTCATAACCTGGCTATTCTGTCTGTTGACACACGGCCAATGACGTGCTTC
GCTCCTCCACTGTTCTGACTGCAGGCGAAACCGCCAGCTCAGACTCTAGACAGAGCTGCA
GCTACCTGCTCAACGGCTGCACGCCTTTAGGTCTGCTCTGCTCGCCAGTCTAGGGCTGAC
ACCATCATGCCACCACACCCGTCTGTCCCCGTATGGCCAGAGTTAGAAAATTTTAAAAAT
GACATTCAGCAAAAATATATCATGCTGTGGTTAAACAACAAAAATGCGCTCAACACTGCT
TTAATATGCAGACTAAGAGACTGCATTTTTGTCAATCTACTAAGTCACTAAATAAAGCTG
TCAAACATTCATCATCGACAAAAACCGTTTGTGCATAGTTTGAACTTGAGGGCAGATTGG
TCACAGGTGAACCACGCACAGATCCTTCACATATATGGAGACACAAAGCCTGTACACACA
CAGCTGCTCGTCACAATC
>CL10540Contig1
TTGTGACATTTACGATCTGGGCCTCAAACCACGCGCCCATGTTCAGGTCTTTTGCATCCA
CTAGTTCGTTAATTTTGTAAAAGCCAAATCCTGGATCGATGAGCTCGGGGCTGCTGGTCT
GAGCCGACGTTCCAGCAGGTTGTGCTTCCACTTCGCCATGGGTGGAGTTCTTGTCAGACT
CGCTCTGGGTTGAGCCACAGCCAGAATCGGAGTCTGACAGCTCAGCTTCCTTGTCCTTAG
TTTTTACACCCTCTGCAGACGGCATCTTCTGTCTAACCAGCAGCTGCACTATGTCATTTA
AGCCCACGTTGTAGTCAAATATGGTGTGACCGTCTTCCATCTGCTTTCCACGATAGAAAA
GCCTCTGTCTCTCTGGCTCCACATTGAAGAGCTCCATGATCTTCAGACGCAGTTCATCCA
CTTTGGTGAGTTTAGACAAGGAGTCCACCCGGTGGGTTTCCTTCCCATCCATTGTGCGCA
CTTGAATCCACATTGCAGCTGCCCTCTGTTTTGACCTTCAAAGAAAAAATAAACTGAATN
CTTGAGGACGAACGTGCAAGTTTGTCCTTAATCAAATCAAAGACAGGTTGGTACGACCAA
CTCCCCCGGCCATAAGGCCCGGGTTAACGGCG
>CL10541Contig1
TTTTTTTTTTAACATGTTCTTATAAATTTTCTAATGATGGAGGATATGTAAAACGAAAAT
TAAGCTTACAACTGCATTTCTAAGTATTTCTTTATTTAAATCGTTGTGAATTAGATGCTC
TTAGAAAAAGCTTGTAGGTGTGACGTAGGACCACAAGCTCCCTTGCCCGCTTCATTCTGA
TGAATCCACTTGGAGACAACTATGTAAGTCTTTGTTTTCCTCATCTGGGTCAAAACTGGA
CAGCTGGATAGCTCAGATATTGCTCGCTATTTTTGTTGCACCGGTATTGTTTGGCTGGGA
TTGTAAGGGGCTGTAAGCTAACGGGATAAAACGTATAAAAATTGATAAAATCATAATTAA
AGACCAATGAGAACGCTTATACAATCGAAAAAAAGGTAAGTCAGACTTTTGCTTTTGAAC
TAAATTGTACTTGGATGGTTGGGGTGTTGTAAAACTTTTGACTGATGCATGCAGATATAA
ATCCCTCTCTAAATGTTAGAAACATTAATTTTTGAAAACATAATAACTTTGACCCAACAT



TATCCCAGGCCGTGTGCTGAAGGAATGCGCAGAAGAGCTTAAGGATGTCTTCACAGACAT
CTTTAACATCTCCTTGGAGCAAGCCATCGTCCCATCATGCTTCAAGGCTACAACCATC
>CL10542Contig1
TCTCAGTGCCGTCACTTTTCCCCTCCTGGTCAGGGTAGGAGTTGTAGAAAAGACCCTTCC
CATCATGAGTCCAGGACATGCAGCTAAACTTGACCCGCTCCAGGTGGTCCTCCAGAGGAA
GGGCACCATCAACACGTAGAAAGCGCATCTCCACCCAGTCGGATCCGCTGGCACTGGTGC
CATACGCTAGATATTCGCCATCCTCAGAGAATGCATAGCCTCGCAGAGCTACAGTCCCAT
CATCAGAAAATGTGTTTGGATCTAAGAAGACTGTGGGTTCTGCCTCTAGACTCTCCTGAA
CATACATCACACTCTGATTCTGAAGACCTGTGTTGTAGAAGTGAAAGTACCTGTTTCCCC
GTTTGAAAGGACAGCTATACTTGGGATAGTCATACAGTTCAGTCATGCGCTCCTTAAAGA
GGTCTCGCACCTCACAACCCTCTAAAAAGGGCAAAGTCAGCTGGTTCTGAGCATTGACGA
AGGCCTGGGTTTTTTCACTATCCGGGTCCTCCAACCAGCTGTATGGATCCGGTATCTTCG
AGCCATGGTAGGTATCCACTACTGCTTCGTCACGGTAAGCCTGCGGATACTGGAAAGCCA
TTTTTGAGGTTAGCTTTCTGGAATGGCGTAAAATATATAGAAGATTCGGTGTATTTAGAA
GGGCTTTTGAAATTATCCTGTAAATCATTCACTTGTTGGAGCTTCTGTCAGAGGAAATGG
CCAGCTCACTCATAAACAACCCCCG
>CL10543Contig1
CGGCACGAGGTGCCTTTCCTGTCCTTTCAGTTATCCGCCTTAGAAAACACTTCAAGACCA
AACTTCTTCAGCCAAGGCCTTCCAGCCCAATGTGGTGAACACACAGCCAGCCACTGCTTC
CCACTATACTGTGTCCCCTCAGCTGACAGATTGGAGTACAGGCCCCTGCGACTGCTGTGA
TGACTGCGGCATTTGTCTATGCGGAGCGTTCGTTCCTTGTGTCCTGGCCTGTCGAGTGGC
TCAGGACAGCGGGGAAAACTGCTGCTTGCCTTGCCTTCCCGGTGCCTTGATTGCCTTGAG
GACAAGCATGCGCAACAAATACAACATTAGTGGCTCGGTGTGTGATGACTGGGTGATCAT
GGCTTGTCTGGGACCATGTGGACTCTGTCAGATGGCACGAGAGCAGAATATGAGAGGATA
AACAAATACATTTAGACATCTTTATTCTCAACTGCAAAGCAAGAAACCACCTCTTCCACT
TTTTGGGTCTTCATTTTTTTTTCTATCCACTGGAATAAACCTAATAACCTAATTGTCTTT
AACTGGATCATAAACATTTTATTGTGAGCACTGGATGCAATTTCAGCTTTGCAAGTTGCT
GCAGCTGTCATTCAGCCCAGAATACCTCCAGTTAAATCTATTGTTATGTGTACAAATGCA
AATAAAGAA
>CL10544Contig1
CTGTGAGCGCCCGNTAAACCCGGGCCTTATGGCCGGGGGCCGTTCATTGGCTTCTGGAGG
AGCTTTCGTCACCGTGAGTCAAAATGCGATCGTTTTTACCCGCTGTGGCCGAACAACTTT
TTCGAGATATCCAGCAAACATATCACGAAACATCTCGAATTCCTGATGACCTGTTGATTG
CGTTGAAGTTTGTCTTCGGCTCCTGCGCGTTACCGGCCTTGGACCTCGTTGACCACCGTT
CCGTCACCTGTCTATCTTCCCCGAGTGGTCGCAAGGCTTTCCAGGTGCTGGGAGGCTCGG
GACGCCTGTACGTGTGCCTCCTGTCCTGTCACTACTGCCCGTGCCCGGCCTTCAGCTACA
CCGTTCTGCGGAGAACCGAAGGCCTCTTGTGCAAACACATCCTGCCCGTCTACCTGAGCC
GGGCGATGGCTGTGACTCTGCAGGAGAGCGTGTCTGATCAGCAGATGTCCGTGCTGCTCA
GCGGGACTGCAGCTCCGTGACACCCCCCCGCCCCTCATCAAAGCAAGCTGGGCTCTGGTT
TTCTCCACAGGCGACCCGAGCATGGGAGCTCTGCCGCATGTTCCTGCATGTTCTTTCCAA
AAGGCTGCAATGTTGTTGTTTTTTTTTAAAATAAACATTACTGATGTTAATTTCAAAAAA
NAAAAAAAAAAAAAAAAAAAAAACAT
>CL10545Contig1
TTTTTCCCCTCTTTTTTTTTCCATCAAACGGGCTTCTCCGGAGGATGGCCAGGCTGTGTC
AGGGCTTGGTCGTTTTTTTAATCTGAGAAAAGGAGATTTCGGCAGCATGGAGGAGCGAAG
ACACTGAATCCGCGCATTTCAACGATGATCTAACCGCTTAGTTCCAGGACCCGCCATGGC
CATCCGGGAGCTCAAAGTTTGTCTTTTAGGGGACACTGGAGTCGGGAAGTCCAGCATCGT
ATGCCGGTTCGTTCAGGACCACTTCGATCACAACATCAGCCCGACCATCGGAGCATCATT
CCTCACCAAAACCGTCCCCTGTGGGAATGAACTGCACAAGTTTCTGATCTGGGACACGGC
TGGTCAGGAACGGTTTCATTCTTTAGCACCGATGTACTACAGAGGATCAGCTGCTGCGGT
CATCGTCTACGATATAACTAAACTGGACTCTTTCCAGACACTGAAGAAGTGGGTGAAGGA
GCTGAAGGAGCACGGCCCAGAAGACATCGTTGTAGCTATAGCGGGGAACAAGAATGATTT
AGGAGACATCAGGGAAGTACCAATGAAGGAAGCAAAGGAGTTTGCTGAATCCATCGCAGC
CATTTTCATTGAGACCAGCGCCAGAAACCCCGTCAACGTGGAGGAGCTCTTTCAGAAAAT
CAGCCAACAAATCCCACCTCTGGAGAATCCCGAAGCGGACAGCAATGACTCCTTTAAACT
CAAC
>CL10546Contig1
TTCGGCACGAGGGTTTTGTCCAAACGGAAAGCAGCAGTTCAGGCCAAGAAAAAAGTACCA
GAACCCGATGCTCGGTCTCCAGAGACTGGATTAATGATCAGGATGTGTGTAGGTTCAGAA
CAGACTGGAAAAAAACAATAATGTAGCTGTTAGTGAACTGTTCTCCTTACCTCAGCTCCT
AAATCACCTCAGAACAAACTCCCAGCCTCCCCGGGTTCAGGAACCTGTAAAACGAGTGTG
TTCTAATCTCACTGTGCTGTCTTTGTGCACTTTTTTACTGTTGTTGTTGTAATCGTTTGC
CAAAGAGGGACTCAAAAAGTGCTGATTTAGCAAAGTAAAAGTATGAAATGTCACACTGAC
GAGACTTAACCTTTTAACCAAGGAAATGAATTATTTATTTAACTTTATTTTTAACTTGAA



TTTTATCAAAGGCTACGATAATCATTCTGTCTTCATTCCTGCTCATCTGTGATTGTTTTT
TTGTTTTTTTTATTCCAGACAAATCCTTAAAATGGTTTTGACCAAGAGTTTAACGGCTAA
CACTATCTTCCTGACACTGTGTGCCCTGTCACAACCCAATAAACAGGTGGGATCTGTCCT
GGAAAAAAAAAA
>CL10547Contig1
GTTTAGAATACACCTCGTACTTTCTGCTCTGTCATCAGTCTGTAGTTGTAGTCTAAATTA
CTTTCTCCTCTAACAGCTGTTTAGGCATTTCACTCGCACAAAAACCAACACAGAGGTGTT
TGGTGAAGCATTTTGCTGCGTGATAGTCCACGATGGCCCACTGGCAAGTTAGCTGCAGTG
TTGATTCGTGTTTGACACCCAATTGGCTCAAATAACCCTATTACCATGCCTGCATGGTTA
ATGGCTTCCCCTGGGGCATGCAGCGTAGGGGCAACAGGCATTAGGTGCGCCAGCTTAAGG
TGAGAACACACATGAGCCAGGCTCAGAGCCCCGTCCACACCCAAATCAATCCTGACACCT
CTTAAGAGCCGTTCAGCATCAATGGCACTCCAGTGCAATTACCCTGTCGGTAATGACATA
AGCACCCAGTTCCTTCCTGCCCCCACCTCCCCAGGCCGCTCCGTGTAGATGCTGTGGGTT
GTGCTGGCGTTAAAGAGGCTTGTGCTTGATAGGCCAAGGTCCTGAGATTCTGTGCCATGA
TGGTGAGACAGAAGCTGCCGTAAAACGGGAGAAGTTGTAAGATCTGTAATCTCAGATTCA
AAGTGATGTGACCCAGTGAGCTGTCAAGATCAGCACTCGCCAAAAAAAAAAAAAAAAAA
>CL10548Contig1
CGAGGCGTTAACGAGCAGCACGGAGCGTCATTTGAACTCCGCTCACTGACAGACGCGTCG
CGGCTGTCTGTGCGCGACACACATGCGCCAGCCCTCGACAAACGGACACGCCGACCACCC
AAAAACCCTCAGTGGTCCCCAGTCACTTGCTGTTAGAAAGACTTTTTGGCTTTTCCTCTG
CTGGGAGACGCTTCGTTCAAGTCCTCCATGATGCTTGGAGCAGTTAAAATGGAAGGACAC
GAACACACCGACTGGAGCACATACTATGGAGAGCCCGAGTGTTACACCTCTGTTGGAAAC
ATGAACACCGGCCTGGGAATGAACTCTATGAACACCTACATGAGCATGTCCGGCATGAGC
ACCACCGCAAACATGACGGCCAACTCCATGAACATGTCATACGTCAACACGGGCATGAGC
CCCTCCATGACCGGCATGTCACCAGGCACCGGAGCCATGAACGGGATGGGAGCAGGCATG
ACGGCTATGAGCACAGCCCTGAGCCCCAGCATGAGTCCTATGACCGGACAGCCTGGGTCT
ATGAACGCCCTGACATCCTACACCAACATGAACGCCATGAGCCCCATTTACGGACAGTCG
AACATCAACAGGTCCCGAGATCCAAAGACGTACCGGCGGAGCTACACGCACGCCA
>CL10549Contig1
CACGAGGGGAGACCGGGATGGCCCGACGCTGCTGGAAATACACGTTAAGAAAAAATAATT
CCGTTTAAAAGATTTTTTTATTTTTATTTCTGACCAGCTGGTTTGCTTGGCATTTATTCG
AGATGACTGGGATCAAAGGAAAAAGTTCTGCAGCTCTGTCGCTTTCAACTTCGAACAGCT
AACGAAGCTACCTGATGTGGTTAGCCTAGCTATCTACTACGTATTTCTTTTTACGAACTA
AGTTTTTCGGTCTGCGCATTTTTCGGATTTTATGGTTTCCTTATTTTTTGTTTGGTTTAA
CGGCGTACTTAGTTGCGTAAAGATGAGTGCTTCTTTTGAGAGGCTACGATTAAAGCTAAT
TAGCTAAAGTTAGCCTGTTGTGGCTAGGTGGAAGCTAACGTTGCCGGGCCGGACAGCAAC
TTCAAAGGCGAAGTTTTGCGAAGCCAAAAGAACCGTGCGGTGGCTCGAAGGCAGTTCCCC
TTGCTGAAAGGCCTCAACTCGCAGCCATGTTTGAAGTTGAGACCCATATATCGTGCCTTT
TCCCGGAAATTCTGGCCATTATTTTCAGTTATATGGACGTTAAAGACAAAGGGAGAGTAG
CACAAGTGTGCACGG
>CL10550Contig1
GGCGGCGTGCTCGCGGCTCGCCGGCGCCATGAGTCAGGACGAGCTCCGGAAGAAGCGGGC
TCTGCCCCCCAGCACCAAAGCCATCGACTGCCGGCGCAGCTTCCACCCCCCCCTGGAGTG
CTGAGAGGTCTTCGGGGACAGTGGCAGCTGGGGCACCACCCCCCAGTCTCCAACACCGGC
CCTTCGGTGGGACACGGGGTCCTGGACCGGATGTGATGCTCAGAGACGGACTCTACATCC
TGAGAACCATCTTCTGGTTCTCCAGACCAGGTTCTCATCCGGAGCATCGTTCTTCTTCAA
ACCTGGGAACAGTTCTGGTTCCTGAAGCTTCCGCTGAACAGAACTTTGTTCTGCATATCA
GAGATGAAAGAGGTTCTCTGAAGGCAGTCCACTCCTCACCTGCCAGCCGCCTGAAGACCC
CAAAGCGGGGGCTCTCTGCCAGGTCCCTGAAGTTCTCCTGGTCTCCCTGACCTTCCTGCA
GGTCACGCAGAGCCTCCATCGTGGACTGAGCGGTCAGACTGAGCCCCCATTCTGTAAATA
TGAGACCGGTTTGTCCTTCTCACCTCCTCAGAACCTGCATGAAGAGTCCCGAAGCTCCAC
CCAGACAGGAAGTCTGAAGATGATGTAGTGACATCACTTCCCTGTTGAACTACAACAATT
TACTGTTAAATTGTTACAGTTTATTTATTGATGTCATTTCGGAACCAGAAGATCTCCACT
GAGCATGCTCAGTTCTTTTTTAACTCCCTCAACGCTCTCTTGATGATCACCTTTTATCTA
ACTCCTCCCCATTAGTCATGACTCCTCCCCATGAGTCATGACTCCTCCCCATGAGTCATG
ACTCCTCCCCATGAGTTATGACTCCTCCCCATGAGTTATGACTCCTCCCCATGAGTTATG
ACTCCTCCCCATTAGTCGTGACTCCTCCCCATTAGTCGTGACTCCTCCCCATGAGTTATG
ACTCCTCCCCATGAGTCATGACCCCTCCTCTCACATCTTTCTGGATGGTCTGAGCATTTG
CGGTTCTGTTGGACCTGCACTGATGGTGTTGAAGTTTTCTGTCTCTCCTCATTGCTCTGG
TTGGATTGGCCTTCGCTCAGAGCAGCCGGGTCCGACCAGAACCAAACCCTGAGTTTGCTG
TTATTTATTTCTGGCTGTGATTTCAGGTGTACATGTTTGTTTTTTAAGAAAACAGAAAAA
ACGAC
>CL10551Contig1
GATGGAGGTCCATAGTGATGACATGAGACGCTCCCGCTTTAGCCAACATGGATGCCAGCA



GCTTGCAGACGACCGAGCCTCTCTTCCTCAGCTTGCACTGTTTGCTGTAGGGAAAGTAGG
GGACGACGCCGATGATGTTCCTGGCACAAGCCGACTTCAGCGCGTAAGTCATAACCAGCA
GCTCCATGATGGCTGTGTTCACGTCTCTGGGGATGGTCTGAATGATGAAGACGTCCTGTC
CACGGACGGATTCCTTCAGGTCCACTTTGGTTTCTGAGTTGGACTCTTGGAAAACCACAG
ACTTTCCCAACTCCACACCGAGGCGTTCGGTGATCTTCTTGGCCAGCTCGGTGCTCGCGG
GTGTGGAGTTGGCAGAGAAAACCCGGTATCCGCTTCTAGAGATGTTCATCTTCTTGGTGA
AGCCGTAGGACAGTTGGAGAGTTTTAGAAGAAGACACCAAAGACCTGTGAGCCCCGAAAC
GACGAATGGGCATGTTGCATTAAAGTGTTCCAGAAACAGCTTCAGGTTTTCCCTCAGCAG
TGCACACAAACAAAATATCCGGACGACATCAAATGCCTCAGTTAATGATGAAAACAATGC
TGCGTCTGCGCACTCGAGTCTTTCAGACTAAACCAGGCGCGCGGTATTGTTTTAACTCGA
ATAGGAAACATAAAATTATCATACACATCTACCGCTCGGCTTGGAACATTTCAAAGTTAA
CCACAAAACTCAAAACGTGGCTAAATACCGAGCCGAAACCGCCATGGAACCGCACGAGCA
CCCCCGGCCATAAGGCCCGGGTTAAACGG
>CL10552Contig1
CACGAGGCCCCCACAGTGCAGACTGTCATGGAGCCTCCAGACTTTGCGGCTCTAAACTTG
ACGCAGGAGCACGCGTCCTCGCGGCACCCACTGTGTGCGGAGTGGGAGTCTCACGCCCAG
GGCCCGGTGTTCCACCTGGCGCACATCCTCCTCTTTTTGGGCTTCACGGGCGGCAGCGGC
TCGTACGGGCGGCTGTATTCCTTTTCCTTGCTGGTTCTGGGCTTCCTGTGCAGTTCTCTG
GAGTCCTGGTGGGACCCGTGCGCGGTCGAGTCGCTCCTGTGGAACCTGGCGCTGTCGTGC
GCGTGTCTGGGGCAGACGCTGCTGATCTCCTTCCGGCTGAGGAGCCTGAACTTCAGCGGA
GACGTGCTGAAGCTCTACGACTGCGTCTTCCGGCGGATCGGGGTGTCTCCGGCGCACTTC
AGGGAGATCATAGTCTGCAGCGACCCGGACGCGCACGTGCTCAAGAAGGACCAGTGCTTC
GCTGTGGAGGGAAAAACCCCAATCGACAAGCTGTCTGTGCTCCTGTCGGGCAGAGTTCGA
GTAACAGTTAAGGGAGAGTTCCTGCACTACATCTACCCCTTCCAGTTCCTGGATTCTCCA
GAGTGGGATTCTCTGAGGCCCTCGGAGGAAGGAATCTTCCAGGTGACCTTGTGTGCTGAG
GAGACCTGTCACTACGTGTCCTGGCCAAGGAAGAAGCTCTACCTACTTTTCGCCAAACAT
CGGTACATTGCTCGGAT
>CL10553Contig1
TTGGTTCCACATAAGGTTGAGTTATTGTCTTTATTTTGGAATCAAACTTTAGTTTTACAA
ATAAAAAAATATACAAGCGCACGTCTACAAAAAATGGACTTTTATTTATTTTTAAGTGAA
TCATTATTTCATGTTTCTCCAGTTCTGACTCATTTGTCAAAATTTTCTTTGTTTCACCCT
TTTAGCTTGTAATTTTGTGATATTTTTCCTTCATTCAACTCTGGGCCTATTTTGAGAAAT
CAAAGCATTTTTTGTATGCAGTTTTATTCTGTTACATTAAAATTTACCTCCTTATTAGTG
TAGTTTATCTAAATTTGGTTAAAAATTAAAGCTATAAGTCATATACATTACATGTAAAGA
AATGTCGTCAAAGCAGTCTGTAAGGCTTTTATGTAACTAAAAAAAACATTTATTTGCAGT
CAAATGAGATTTCCATGACTGTTATAATCAAAGAAAAACACATCTGGTCATTAATCCAAA
GAAGTGATTACAGATTAATGAGTTGCTATTTTGAAGGAAAAGCTTCTGGAAAATGAATGA
TGGAATGAAGGATTCAAAAAAGCAAACGTAAAGGAAAAATCTCAATCTCAGAAAATACTC
ACTCTTGTAAAAAAAAAAGAAGATACATATTAACCTGGTTGTTCATATTTTACATGTTTG
TGCATCATTACTGAACCATGCAGGCTGGATAAACAACAAACATCAACACCTATCTGTGCC
TGGTAGCATGCACAGCCCCTTTCCTCTAAACTTCCTTTTCCATGCACAGACTTCCTGCTC
TAACACAAAAACTTGCTCAAAGTCTTTCTAAGCTGTATCACAGCTACCTTCAAAAAGAGA
CATAAGCCACATTCAACATAAGAAAAAGAGTTTTTACTTGTGACACTTTCAGTCCTGAGC
TGAAATCGTTCTAAACGAGTCCAGAAAAGCACCTGAGGCATGATCTGTGCCCCTGAATAC
TGATGAACCGAGCAGGTCCTGGCATCGAGAGCTCCTTCCTCTTTAATGCGAGTCGAACAG
ATTAGCCAGTTTCTGAAAGCGAGGCCCCCAGTCGTTGAGGTAATCATAGTCCTGATCCTC
ATCAGAGCTGCCCGAAGCGATGGAGCTGAGGCTGCCTGCCACAGACCCGTCTCCCTCGTA
GTCGTAGATCAGGGCCGTGTCATAAGGGGGCACGTTCGGGTCGGTGTCTGCAACCACCAA
GCCATCATTGATGTAGTCCTCGATGTCTGTG
>CL10554Contig1
TCTTCTGATTTATTGTAAGCACAAAAGCATCCATTTGCACCGTCAACAGACAGCTGGATC
ATTAGTCAGCATTTGGATTCATGTGTGTTTTTTTCAGTTAAATGCTTGTAAAAGAAAAAA
AAAGGTGACAAACAAACTGCTTCTGTCAACAAATGAGAAGCATTTGTGCTGTTTTTGAGT
ATTTTAAAACCTTAAGAGTATAAATTAGTTCTCACAGCTACATTTGCAACTTTCACACGA
GACATTCATTTTTTTTTTTTCAAACCGGNNCTAACAAAGNATTAANCTNANTTACNNACT
TTNCCCCCNCGTTNGACAAAAAAAAAACTTTTNCAAAANTAACANATAAAAANCNGNGNG
GTNAAAAAGNATNANCGTTNACTTTANCCCCTAAAAGGGCNGGNATNGTTTTTAAAAACT
NGCCCTTNGGCAAAAATCTAAAAGGACTTAAAANGAA
>CL10555Contig1
TTTTTTTTTTGTCATTATAAACTGTTTAATCCCAATTTTACATTACAACATTTAAACACA
ATAGAAGGCCATATGTACAGTGAATGCTGAGAAGGAGAAGTCAGCCGGTTTGAACCATCA
TTCCAGAAACGACTCCGTTGAAGGCTTTGGACTGAATGGGATCCCCAGGATTATAAAATG
GGTTGCACATAACATCTGTAAAAGAGTTGTGCAACTTCCTGAACATACTTCTGATTTCAT
TGTCCCGCAAAGATGTATTCGATGAGTCCACAACAATAACAAACTTGACCTTGGAGTTGG



TCACATACCCATACACTTTATAGTCCTCGGTTGGGTAGAGGAGACCGAGGTACAGTTCCC
TTTGGTCTCCCAGGGCTTTCCCAACAGAGGAGATCTTCTCCTCCACCACATCCAGAGAAG
TGTGCACTGTGTAGTGAAACTTCAGCTCGTTTTGAGTCGCCACGCTGCGGATGTACAGCG
GGTAGTTCTCTTTAGCTATCACTGCTATGCACACCGCCATGTTGAAT
>CL10556Contig1
GTTTGAGTAAACAGTTTTCTGCTGGTAAACTGGAAAGATCGAACAATACACATGAAATGA
TGCTGGAAAAGGGTTATTCATTTTCCGTGGAATCCAGCTATCGTTTTAATTAATTCACAA
GTAACACATAGCCGCAGGTCTATTTACTTCTTTCCAAATCTTCCATCTTCTGTAGAACCT
AAAGTGAAACCATCTCCGGGGAAGGTTTTAGGTTACTTTACAGCCACTTCGTCCCAATTG
TATTGCATCCGTTACAAGTTTTCCCAAAGGACACCTTTGCTGGGTCTCATTTAAAGTCAC
TGGTGTGTCCTAAAACAGAAACACTCCAAACTCTACTGATACCCAAACCCCTCCCTCATC
GCTGACACACGCCGATGGTAGACACTAATCTACTCAGCTGTGGCTCCCCTGTCCACATGA
TAAACATCTTTGGGTGACACTGCTATGTCGAGACAAAGAGGGGGGCGGGTCTCTGAGGAC
AAACACACGAACAGGGTGACACAAACAGGGACGCCTGATTTAATCGGCCTGGCTAAGCTG
ATAAAAGCAGAGGGGCAAGAGTGGCCCTAAAATGCATTAAAAGGCAGAGCCCTTTGTTTT
TGCAAAGACAAGCCGGAGTGTTGGTAAAAATCCCTTGACGCTCTGCTGAGACAAACAGCC
TGTGGCCATGAATACTAAGGCTTAAACACAGCAAAAGGATCCTTTAGGACACCAACAGAG
AATCCTGCAATAGTGTGGAGCAAAACTGTGTTCACACCTGACGCACACAGAGGAGCCGCT
TTACCTCAGGGGAACATCACTGCATTAATTCCAAATATCCTCCCTCAAACTGACATTTTC
ACAAAGTCCTACAACAGTTTCTAAA
>CL10557Contig1
TTTTTTTTTTCACATTAGCCTGTTTTATTTCCATGCAGTAAGACAGTGCATATTTAGTTA
CAGCAGTGGTGGGCTGTCAAACCATGTTGGTGAAAAAACATTAAAGACTTCAAAGTGAAA
CAGAAAACTCAAACTGATACCGGCTTTCTTCTTCCTTGTTACATCCAGCAGAAGCACAGT
CAAAACATATAAAAAAATAACCAAAAATATTGAGTAAAGAGAACAGGTTCAGGTTCAGCT
AAATAAACTACTGCATGGGTTTACAGATGGACAGAGGCATGCAGCAGCTTTATAGTTTTA
CTTTTCTGAAGCTCTGGCTGTCTTGCAGATCAGGGACTGTCTGCTGATGGAGAGTGACTC
ATTTTTAGCCATGAGTTGCAGAGGAGAACCAGGAGGGTCTTAACTTCATCTCTGTGAAAG
GAATGGAAGAGTCTTTGCCTTTCCAGTCTATCCAAACTATTCCCTGATTTTTGCTGTGAG
CGCCATAAAGGCCATTTAGATTGGCCTTGTAGCAGTTCTTGTACCACCAGCCTCCCAGGT
AAGACTTGGCACAGTGGGTCTCCAGGCGATCGGGGTCCTTATCGCTAGTGGAAAATGGCC
TCGTGCCGAATTCGGCACGAGG
>CL10558Contig1
GGAGCTTAGTAGCTGTCAGCGTTAGCTCCCCAATCCGCGGATATATCCGTTTTTCTGGAG
GGACGGGCGTTGCAGCTGGCTTGGTTTTGTCGGAAACATGAGTCTGTCTCCGGCGGTTAC
AACTCTGTGCGAGAACTCCACGGATGTTTTCCTGGACGCCGCCAAACTGCTGCTCACCTA
CGCCGATAACATTCTGAGGTACCCCAACGTGGAGAAGTACAGATCCATCCGGATAGGTAA
TCCCACTTTCTCCACTAAGCTGCTGCCCATCAAAGGAGCTGTGGAATGTCTCTTTGAGAT
GGGCTTTGAGGAGGCTGAGACACACCTGGTCTTTCCCAAGGCAGCATCGGTGGAGCAGCT
GAGGCTCGTGAGAGAGTCCATAGCAGCGGAGCGTGATCAGAGGCTAAAGGGGGAGTGTCC
CGTTCCGCCTGCTGCACAGCGTGTTGCCTCAGCACAGCAGAGTCCAACTGCAGCCCGCTG
CTCCTGCGGCTGCTCCCACTGCGGCTCCTACTCCCCCTTGCAGGTGCCCCAAGCCAGCTG
GCAGAGTTCTCTGCTCAGCAGCCCGTCCGTCTCTGGAGAGCAGCATGAGCCTTTTCCTGA
TCCTTCAGTCCAACTTTANC
>CL10559Contig1
TTTTTTTTTTGAAAGCCTTAGAGGAAGAGGTGTGTGGCTGTAAAGTTTTTTTTAATGCTT
GCATCCTTGGTTTTACAGAATTTAATGGGCTTCATTTAATGTTTTCATTTTTTATATATT
TCTTAATTTCAATCTGCTGCTGCCTCAAGACCATGACATTTAGATTAAAACGTATTACGA
TTTTAACCTAAATGAGCTGCTTCTGCTTGAATTAAGGTTAATAAAATAACTAAAGTTGTG
CGCAAGCGCAAACTTCCAACAAGGACCATGCGCACGAAGAGCAAGAGAGATAGAAGATGT
ATCACTTTGACCTCTTTTTTGTCTCATTCTACTTTTTCTTTAAATACAATTTTTGACAAT
ATTTTGTTAATTTGAATCATGTGTAATACAATTTATTTATCTCATAATTTATATGAAATG
CATCTTTCAATTCATCCATTTCACAAAAAAATCCTATTTTGTTCAACAGAGGAGTGCATC
TCTACTAAACAC
>CL10560Contig1
TCCTGCTGGCGTTCCCGCTCCTGCTGTGAGGTGGTTCGGCGTCTCCTGGCTGTGGATGGA
CCCGCAGAGATGAGCGTCCTGCTCTTCTGACTCGGCTGGAGGACTCACCTCTCAGAGGAT
CTCTGTGACCGTTTGGACTGGCTTCTGGCCTGAGGACCGCTGCGATGGACCCCAACGGTT
CCCGCTCTCTGCTCTCGAAGGAGCACCTCATCTACACCATCACTGTGCCGCTGTCCACCT
CCATCATCCTGGCCAACCTGCTCATCATCGTGGGCATCGCCTGGAACCGCCAGCTGCACA
ACACCACCAACTACTTCTTCCTCAGCCTGCTGGTGGCCGACATGTTCACGGGCGTGGCGC
TGCCGTTCATCCCTCTGATGGGTCTGAACCGGGACCTGAGCTTCAGCTCCTGCCTGCTGG
CCCACGTCTTCCCCAACTTCCTCTTCTTGGCGTTCCTCTTCAACCTGGTGATGGTCCACT
ACGAGCGCTTTGTGTGCATCGTGGACCCTTTGCACTACAGCAACCTGTGGATGCACCGCC



ACTTTCCTCTGGCGCTGCTGGTGGTGTGGACGCCCCCGCTTTTGTTTGCGTCTCTGCCTG
CTTTCGGGTGGAACGACTGGGCGGGGCCAGATTGGACCCACTGCTGTGAGAGCAGCCAGA
ACCTGACGCTCCTCTCCAACTGCTCAGTGAACAGAACCATCTGCTGCTCTTACCGCCGCG
TGTTCACCGACGCCTTCATCTACCTGGAAGTGTACGGGATTGTTTTGCCCGCCATTCTCA
TCATCGCCGCCATGACTGGCCACGTTCTGCGGATCACCCGCGGCCAGATGAAGGACATCT
GTCGCCTCCACCGGGCCGTGGATCGAGGCGGCCAGGCCTCGGACCAGGAGCACCGGCTGA
ACTTGCGGTACACCCGTTGTGTCGTGGCGGTGTCCCTGACCTTTCTGGCGTGCTGGGTCC
CGTACCTCATCTACATGCACGTGTGCGTCGCTTTCCTGATCAGCGACAGCAGCTGGAGCT
CCACCGCTCACATTGTGATGTCCTGCATCGGCATCGGCAGCATGGCTGTGGTGCCGCTGG
TGCTCGGCCTGGCCAACAAGCAGTACACGGAGCCGGCGTTCAAACTCCTGCAGAAATTCA
GGGACAGATGGAGGCGATCCGCCAAGAGGGCGGAGGAGGTTTCACTCTAGAAGAATGCAG
GAGCATCTAAATATTTATTTAGTTCATTCTGCAAAAGAAACACAACCTGTGGTGGTTTAC
ATTTGTGGTTCTCTTCGTGTGTCGTCATTTTCACTCCAGAAGTC
>CL10561Contig1
TCGGCACGAGGGCTGTTCATTCGACGCTTATCGCAGTGAGACCGTGGAGATGGCGAGCCG
CCGCGTTGCCCTGAAGGCCGTCGACTGGTTGGCGTTTGCCGAACGTGTCCCGCCCAACCA
GCGCAGCATGTTCAACGCTCTGAAGACTCGCAGTGATGCCATTTCTGCCAAACTAGCATC
TTTGCCAGAAACTCCTGCTGCTATTGACTGGAGCTTCTACAGGAGTGCAGTGGCTAAAGC
TGGAATGGTTGATGAGTTTGAGAAGAAGTTTAAAGCACTGCAAATCCCTGAGCCTGTTGA
TACTCAGACCAGCGCCATCAACGCACAGGAGGCCGAGGCTGTGAGTCGCTAAATCCAGTT
TATGCCTGTTCTGAGGAGTGCTGCTGTAGTGCATTTTGGGAAATTTTGTATCATTATTTA
GTTTTCTTTCCTAAAAAAAAATCTTAAGAGTGACAGACGTTGTGGGTTATTTAGACTGCT
CTTCTGCTTTGTCACATGTCTCATTTTTCTCTTTCAGAATAAAAGCGCATTAGCTTACGT
GGAAGCATCAAAGGCCCGCATTGCTCAGTATGAAGAGGAGCTCACTAAATTTAAGAACAT
GATCCCCTTTGACCAGATGACCATGGACGACCTCAGCGATGCTTTCCCTGAGACCCGACT
GGACAAGGTCAAATATCCTTACTGGCCCCACAAGCCCATCGCAGACCTGTAATTATCT
>CL10562Contig1
TTTTTTTTTTTTTTTTTTTCCTGTGCTTTGGGCCCAGGGCAGAGGTTCCTGATGGTGCCA
GGTCAAAATGCAGCGGTGGTACTCGGGTCTGGGGTCCAGCTTCACGTCACAGGAGAGTCT
AGCTTTTATAATGGTGGGCCGTGGGTCCAGAATGCCTTGCATTTTCCTCAGAGCAGGAAT
CACAAACAGGTTACACGTCACCACTGCAGAGACCGGGTTTCCTGGAAGAGCAAAGATGAG
CTTCCGGGTTCCATCGATGTCCACAGTGGAGAAGGTGGTGGGGAGCCCGGGCTTCATGAA
GACTCGTCCAAAGTGGATCTGAGCGTGGAGGTCAATGTCCAACACCTGCTTCAGGTAATC
CTTTTCTCCCATGGACACGCCCCCTGAGGTGATGATGACGTCAGCACGGCTGATCCCCTC
GTGGAGAGCCGACAGCAGGTCGTCAGGGTTGTCTCCCACAATGCCGAGGTTAATGGTGGG
ATATCCGTGCTCCTGGATGGTGGCGAGCA
>CL10563Contig1
CCCGGGCATTATGGCCGGGGGATTAGAACAGGTAGAGTTGGTTAGCGGTGGCTTAAATAT
TTTTTCCACAACTTATCACCACTCTGTTCTTACGGCAGCCAAGGAAGGAAGAAGACAGAC
AGAGAGGCCAAGTCAAGGCAGGAGAGGGGAAGAAGTTTAAGAAAGGAGAAACGAGTCTTA
GAGGGAAAAAAAGAAGAGTACAGACGAGGTCTAAGGAGGGCAAAAAAAATAGCTGACAGA
AAAAAAAAGCCTAGAATGAACTCCACGGACTACTGACGTCAGCAAAATAAAAAGAGGAAG
AACGCCAGGGGAGAAGTTACTTTGGTCTGTGTGGCATGCTCGAGAGAGTCTACTATGCAA
GTAAGACAGCTGGGATAAACAAGATTTGGGCACACTTCCAAAACAGCACCTTTCTCTGAA
GCAGCATGTTGATGAAAGAATATCGCATATGCATGCCACTGACTGTGGAAGAGTACAGGA
TAGGGCAGCTCTACATGATCAGTAAGCACTGCTGTGAGCAGAGCGACGGCGGAGAAGGAG
TGGAGGTGGTGAGGAATGAGCCGGATATGCACCCTGAGCACGGCGCTGGACAGTTGACTG
AGAAGCGAATTTACCTCAGCAGCAAGCTGCCATCTTGGGCCAAAGCCTTTGTTCCACGAA
TCTTCTATGTGACAGAGAAGGCGTGGAACTTCTACCCATACACAATCACAGAGTATTCAG
CGTCATTCATCCCCAAGTTCAGTATTCGTATTGAGACAAGATTTGAGGACAACAACGGCA
ATAATGACAGAGTGTTCGGGGATACGCCAACCCCAGCAGAGAATGTCAG
>CL10564Contig1
GCGGNCCGTTTTTTTTTTTTTTTTTTTGAAATTACGTAATTTTAATGTGATATGTGCCCG
TTATATATCTGTTGTACATGCGTGAAAAGTCTGTTAGTCCTTGTGCTATCCTAGGCACTT
TAACGTTGGGAGTGGGGTCATCTAGACCCACTAGAGAGTGCTCTGAACCTTTCTTCTTCA
ATGATTTGTGATCTTCACTGGTACATGAAATCTTTCCACATTTATCCACCTTTGTCATGG
TAGGGAGAACACGTCAATGTAAGGGTGGGGTCATCTGGAGAATGTGCAAAATGCACGTAG
TGGCTGTGTGACAAAAGCCTTGAAATCCTGGTAGTCTGATTCTCCAATCATGCAACTATG
CAGCCTTCAAATGTATGTGGGGTTTTGATGGAATCTTTCTGTGCCTGTCTCTCTGCAGTT
CTTGGTGTTTGATACCATGCTCATCCGGGGTGGGAAACACAGGCGATATGAAATCTCGCC
TGAGGAATACGTGTTTGCCGCTCTCACCCTGTATGTGGACATTGTCAGCTTGTTCCTCAT
CATCCTGCAGTGCATCAACCTGTGCTTTGGCAGATAAACCCCCAAGTACCTCCTTCATGG
ACAATGATGATCATGAGATGCTAACAAAAAAAAGACAGAATATTTTCTGCTTTTATGGAA
CATAAATTACACAAATTTCTAGTAAATCTTNGTAGACACTCTGATTTCAATTTTGTGTTC



CTTATAAGTGTCAATTCTTTTNATATAGTCAACACCTTTCTTTCCTGTTGTTTATCCTTC
AGTTGGCACTTTCTGTGCTTTCATTTCAGCAAAAATAAGCTATTAGTTGTCATTATTACA
CTTTATCAGTTCTCATCTAAATGTAGTAAGAAGTTTTCTGAACTCTTTTCACTTTAGACT
GTTAAATTTTGTAGGTTTTATAAAAGAAACTTAGAAGTAATACGAGAGTCTCGTAAAATA
TTACAACTCTGAGTAATATTGTATGGTAAGGGATTACTTTTGAACATTGAAAAATAATCC
GTTATGCATTACAGTTTTGAAGTAACTAACACAACACTGTGACACACAGAAAAATGCTGA
GAGTATCATGTGTTACATGTTTAATGTTCTGGCATTGATGTAAAATGTAAAGTAAACATA
GGGATTTTTAAA
>CL10565Contig1
GTTCTCGATTACACACAGGTTTAGACTAAAGCAGGCTGCAGAGATGTGATGGAAAAAGTC
GTTGTTGTCCTGAAGGGATCATCAGATTTCTGTCCCTGACTGGAAAGTCTGACGGGGAGG
ACCGGAGTCTGGCTGCTGCCTGTCGTCTTACCTGCAGACAGTTGAGTTTCCTGAGCTGCT
CCACCAGGGTGATGATGGTTCGAGGGCACTGATTGGAGGGCGATGTCAACATGGGAGGAA
ACATGAAGCACAGAAACACACCGAGGACAGCTGGACCCCCCCTCAGCATGGCACAAGCAG
CAGAACCATCATCTGAATCACTTCGGCATCCTCACCAGCGTGCCGTGCATGCTCCGCCAC
GGCTGAGCCAAAAAAAGCAACAACCGTGTGATCCAGGAGTCCTGCAGGCTTCAGTCCCAC
ACCGGACGGTTCAGAGGGAGGGGGGGTCCTCAGCCAGAAATGGATCAAACTCTTCCCATC
AAAAGGTTCATGCACAGACTCAAAGCTTCCAGGCCACCATCCGAGTTTTGAGAGGAACTC
CTGAAAACAGGCAGGAGCTCCTCCTCCTGCCAGCAGAGCTCAGAAGGCTGGTTTTCCTGC
TCCAGCAGCTGATCCTGCAGCTTCACTTCTCCTCCTGGACGCGTCTCCTGCAGGAGCAGG
ACGGGAGCACATGGATGAGCAGCATGAGGACAAGCCTTCAGCAGAGCTCCCTTTCTGCCC
TCTGGGGCTTTTCTACTCCTTGAACTGACTCCTCCTCTGCCTCCTCCTCCTACTCCATCC
CTCTTTCTTCAGAATTCCTCTATTAATCCTCACACCCAAGGGCCAGGAAGTAGCTAGGGG
TTGCCATAGCAACTGCACGATTTGACAAAACAACCCCATTGTAACCCCAAATATATAAAA
GTCTAAATCTAATGCTTTATTTAAAAAAAAGATAATTGTAGGACATTTTATTGCATTTCA
ACCCTTCCTATTTAACATTTAACGTATTTCATGTTTGTGTCGTTTATTTTGTGTTGAACT
TTGACCTGAAACCGCCCAGAATACAGTTGGTGAGGAACGCAGTAGCACAGTCTCATCAGA
GAGGGCGCTCACGAGTTTGTTCCTCAGTAGTTACTAATTGAGTTTATGGAATAACAGCCA
GTGTTTGATGTTTGATGTTTAGCTTGGACAAAAATAGCAGATGTAATCTCATTAAAAATG
ATTAAAGGCGA
>CL10566Contig1
TCTCGTGCTGCCTCTGCTTCTGCAGCCATGGCTCTCTGGAGCTGATGTGGAAGTTTCACA
TCTTTGATCTCCACGCGCTCCACCTTAATTCCCCAGTTGTNTGTGGCTTCATCCAGATTG
GACTGCATGCTGTGAGCAATGCCCTCCCGGTCGGACAGGACCTCTGCGAGGTTCTTGGTG
CACAGCACATTTCTGAGGGTGGTTTGTGCCAGCAGTCGGGTGGAAAAGTCGGCATTAGTC
ACATTGGCCACGGAAGCGATGGGGTCACTGACCCGGAAGTACACCACGCCATCCACACTA
ACAGTGACTGAATCTTTGGTTAGAATCTCTTGTGGTGGAATGTCAAATGAAACAGTTCTC
AGATCCACTCTAATCAGGGAGTCAGTGCATGGCAGGATAAAGAATATTCCTGGTCCTTTG
GGTTTCTTGTCTATGATGCGGCCCAGCCTGAAGATGACAGCTCGCTCATACTCCTGAACA
ATCTTCAAACAGAACCAGACTGTGATGGGAAAAAGAAGAACTGTGAAAAATCCAGAGAGA
ATGACTATAAACCATCCAAGGCATCCCAAAGACCCTGTCCGTTCAGAGATTAAAACATCT
TTGCTTTCTTGTCTTCTCTTCTGGCTTTCCATCTGGTCCTCCATTTCTATATACTCCTTT
CAGCTGGTAATGTTCTTCGGAAGTCTGTTGAGAGTTTGTTAAAGTGTCCCCGGCCATAAG
G
>CL10567Contig1
CAGTGTGTTTGATGCACAGGCTCTTCCAGCGGGTTCATATCTTTTGGGGGAGATTTCTGA
TGTTCCCTGCAGGGGAAATGCGCACCATGTTGTCTGTTTCTTCAGCTCGTCAGCTCTGCA
GACTATTTTTTTCTTTGCAGCTTGTTTTCTTGAGCGCAGGCGTAGTAGGGAGCAGCGCAT
CCGCGCAAACAGACTGCGTTAGATCAGATGGTTTGGACTACAGAGGAAAGCAGCAGAGCT
CCTCCTCGGGTCTAGCCTGTCTGAACTGGATCAATATAACAAGAGACTACGATGCTGAAA
TCCATCCAGATTCCCAAACAGGTGCTGGAGATCATAATTACTGCAGAAACCCAGACGCCT
CTGAGAGGCCTTGGTGTTACATTGCTGGCCCAGATGGGACGATCCAGAGACAGTTCTGCA
CCATTGAGACATGCAAAGAGCAAACCTCTGCAGCACCAGTTGAGACTGCGTCCTCTGCGC
CGACAGGAAGCACGGCCTCCGAGGAGAGCTTCCAGCCGGCGAGGTCAAGAATTTCTCAGG
CAGAAGTTGCTGCTGTGCAGCCAGTTATGGGAATCAGCCAGCGTGTGCACACTGGACCCA
GAAAGAAAAAGGATCTTGGGACTACTGGATATGTCCTGGCCATCCTCATGATGGCAATTA
TTATCATCCTTGGGGTCGGCATTACACTGGGCTACTTTTATAAACGGGGTCGAGACTTAA
AGAAGCAGCACGATCAGCGAGTGTACGAGCGAGAGATGCAGAGGATCACACTGCCCCTGT
CTGCCTTCTACAATCCCACCTGTGAGCTCATAGATGAGAACACCATCGTGATCACCGCA
>CL10568Contig1
TCGGCACGAGGGCTGCACCTGCCGGACAGTGGACTGGCTGATGACCACACCTCCTCCACA
GCCAATGGCGTCAACCGCCGTGCCGGCAACGCTTTACAACCAGTTTACCCCAAAGAGCGA
GGAGAACAGGTCCTATGAGGGGATCTTGTACAAACGCGGAGCGCTGTTGAAAGGTTGGAA
ACCCCGCTGGTTTGTGCTGGACGTTACAAAACACCAGATGAGATACTACGACACCGGCGA



AGACACAAACTGCAGGGGTCACATTGATCTAGCTGAAGTGGAGTCTGCAATGACCGCCAC
CCCTTCATTAGGAGCCCCCAAGCACATCAACGAAAAGGCTTTCTTTGATCTAAAAACCAG
CAAGAGAGTCTACAACTTCTGCGCGTCGGACGCTCAGAGCGCTCAGGTATGGATCGACAA
GATCCAGAGCTGCATCTCCGACGCCTGAAAGCTGGAGTGAAAAGACACAAAAGCCACTGT
GGGGCTGCATCAGTGGCCTGTCAGCATCTCCCACTTCCTTAGACCTTTGGGGACTTCTGT
AAAAGTGGCTGATAGTGAAAGATCGGTTGTCTTTACCCGCCACCGAGCAGCCAAAGCGTC
CAACTCCTCGGCCTGGCCTGTCAGCTCCTTCTGACACCGATGAAGTGAAGATAAGCTGAA
GTTTTTAGGGGAAAATGCACTACCAAGGAAATGTAATCCTACTTGGCTGTAAATACTTTA
AAGCAATATCACTGACCAATTGAAAAACT
>CL10569Contig1
AGTGCTCATTTTACTGGAGTTTTTAATGTACTATTTACGCTTTTATCTTTTTTTCTGTTC
AGCTCCGTGTGTTTGTTTGCTCAAAGAGGGAAATGGTGATCAGGAGCCCTGCTTTTTCCT
GAAAGGCCTCCAACCCTCGTTGTATGTGGAGCTCAGCCATAAGGGCTTTCACAGGGAGGT
GGTGACCACCGTTGAGCTTGGCAGTGAGACTCCGGCGGATGTCAGAGCTTTGTTGGTTTA
CAGGTGGCCCAGGGACGTCTATGTGGACCCATATCAAGTTGCATCTCTGAGTCATCAACG
TGGCTGGCAGATGTTGTTTAATACCGCTATCGACCTAGAAGAGCCAGCCCACAGGACTTC
AGAGTTTTCCACCTACGTGTTTCCCTCCCATGCCGGACCAACTCCCAATCCGCTAAAAGT
AACAATTCCTATTCATGGTCGCTACCACAAGCCCTCCTTTGATGGGAAAACCTTTACTCC
TGTTCACATTGAACTTCCTGAGCTCCTGCTGTGGACTAAAAAGTGCACTCCATTCCAAAG
GTTGGAGCCACACACTGTCCTGGATGCTCCGTGCACTGCCAGCAATACCAGCATCTGTTC
ATGGGTTAAAATCCAGAATCCAAACAAGAACTCCGTCCCAATGAGTTTACACCTTCCAGT
TGGTGATGGATCTACAGTCAGGCTCATTAGCACTGGGACTCTTGTAGTTACACTTATCTG
CTGTGTTGTTTTGTGTCACTCCATGCTGAAGCATCAACTCAGATGACTATCATGGTTCCA
TGTAAAACTGTATCTT
>CL10570Contig1
GGGGATGCCGGCAAAGCAGCCGGCGACAAAGAGGAGAAACAGCGGAAATGAAGCAGGCCC
AGGAGGGGAGCGCCGACGATGAAGAGGAGAGAGGGACAGAGGCATCACACCTTTTCCTCT
AGATTTGCACCACTGCGGCTGCCCTGCCACCAACACAGAGGTCGAATAGGAGGATNTGGT
GAAGAGAAAACGGCAGAGAAGAGACACCCGTGGGCCAGTGTCAGAGAGCACAGAGGGATT
TTTCATCTGTGTTACACTNTTCTCATTCCCCCGAGGACATACCGTGCTACATCCATTTCG
CCCCCCCCCCGCCTGCATCCTGTGAGACTGAGATGCTGCGAGCAGCAAGCAAACAACATT
GTGTCTGAGTGAGTGTGTGCCTGTGTTTGTCTTCACTGAAAACGCATCGCAAGTTTGGAG
TTGATGATATCTGTTAAACAGGTTTGTCCGGTTATTTAATGCAAACGGAAGCAAGGTGGT
AATATGTGTAAATATTTATTTATATTAATTTATATGGATGGTCGTGTAAATAGGCGCCCC
AGCTTTCTTGGAGTAGACCTATTTATCTGTGACCTTTGTGACCTTTGTGAGTCAGTGTTG
GGGGGAAAACAGGCCTTGTCCAGTGTGGGTTTTTTTTCTGTTCTCATAGAGCTGTTGTCA
TGGTGCTGATGATGGGTAGACATGCTTTAACTGTCCAGTGATTTCATTGCTATCATATTG
ATAATAAACCATTTGTTTTATTACGCTAGGTGTGCAGCCTGCGCTTTGTCTCCCAAAGTC
TGATCAAACGTTGGGGTCAACTGGTTCAATCCCTCCATTCAAAGGTTTGTGTGATAGTGA
AGAAAATTGTGAATGAAATTAGTTTACGGTGGGACTTTAAAGTTTTAATGAAGTTTTTGA
TGTAAAACAATGTAGAAAGCGGCAGCGCTGTAACAATCAGGTGGAGCAACATAAATAGCG
CATTTAAAAGTATTTAAAATAAAAAATGACCAAATG
>CL10571Contig1
CTCCTGGAGTCTTCCTCAGGTGGAAACTGATCAAACAGCTGCATGCAGGACACCCAAAAA
TGCTGCTATTTAAACTCTGACTGGGGTCTGCAGAGAAATGCTGCACAGCGTGACCGTGAC
CGGCGTGGGGCATCTCCTGCCTCCACATTGATGAGTGTTTTTGTAGCTCTCCGAGCCGAG
TCGTAGAGGGAGCTCTCCGCTGGAACATGTGTCTGCGGCTCCGAGCCTCCCGGTGGGCTA
AGAGCAAGAGACGAGCGGGCGCAGCAGCCGCTGAAGACGCAGCTCGTCTCCACGGGTCAC
GAACACGGCCGGGGGCGACTGTGGATTGTGGAACACGGCTCGTGGACGGGGAGAGTTCGG
GCTTTTTGAGCTGCAGTGATTGATTGGGGCGCGTTTCCGCGGCCGCGTCGTCCTCGCGGG
CTCCGCGCCGGCCGGACCCTAACCGTGTGGCGGGAAGACCGTGGTGCCGGGATGCTGCCG
GAACCACAGCTCACCTCCATGTTGGTAGATGTTTGTCACCTATTAGGGCGATTGACGAGC
AGATGCGGCCCCGCTGACGCACCTATTATGCCTGAGGAGCGGGGAGGCCTGAGCCGAGCT
AAACCGCGAACGTCCACCGCTTCCCGCGCCCGAAGTACAGACGGTTAAAGTCATGCTGGG
CCGCATACGGTGACGGGCGGTCCGGCTTCGCATCTCGTCTGAGTGTTTGTTTGTGTGGAG
CGGGAGCACCGGCAGCCGCAGAGCGGGTTCGGGCCTGCGACACAGCCCGCTAGCTGCATG
GCGTCAGAGGCGGAAAGACGGGAAACAAAAGAGGGCAGAAAATGGACGCCTCGGCCTAAA
CTCTATAACCATCATCCTGCCTTTAAATCACCCGTTCGCCACATTTTCTCGGGAGTGACC
GGAAAACACACAATTGTGAGCCGTTTTTGACATGTTTGGACATTTAAGCATATTTCGGAA
GGTTTTTCAAAAACGATAGAGGGAGACAAACACTCTTGCACGAGCTGTGGAGACCGAGCC
CCATCGTGACACCTAGAGGCCGGTGAAAGATCCTGCAAAACTCCCCCCTTGTCAGAAAAG
TAGTGATACTTTACCGGTTTTGGTGCGTTTCTCGTCCCGCGGATCCCGCCTGAAAGCTCA
GAGTGTTTGGCACAAAGTTTCTGGAGCTGGTGAGAAAAGCAGCTTTCTCCCGGCGGGTTG
TTTTAATCCTCTCCCGCTTTACAAGAGTAGCTTCTGCCACAAAATGGCAGTTGGGAGCTC



AGTGCGCCTGTGCGGCCGCTGGGGGGTGGTGTCGAAGCCGCTGCACACACACTGATTGGC
CAGGAGGGGCGCCCGTTAGAACACATTCAAACCGAACTCATTCATCTGTGCTGGGACGGC
GCTGCCTTCACGGCGCCCGGAAATTCTACACTCCGCCTTGATATGACAGATTCTTGACGG
AATGACTGTGTCTATAAG
>CL10572Contig1
GGNAAACGTGGCCTTATTGCGAGTCCCGCCGCCGCCGCTGGTTGATGAATGAGCGCCGCA
CAGCTTCAGCTGCTTCCTCCATCCGACCTACAGTTTTCCTCAAAGCCGGAGCAGTCCACT
TCAAGACGCCGTTTTTAGAAAAGTCATGTCTGAGGCTGAACAAGTCCCGGCCTCGGCCCC
GGAGGCCGCCTCCGCTGTTATCCTGAACGCCACGGACTCCAACGGGACTGAGGCGCTCAA
CGCCACGGCTAAATTCGTGGCCACCCCGGAGGGCACGGCGCTGGCGTACGGTAGCTTGGT
GTTCATGGCGCTGCTGCCCATCTTTTTCGGAGCTCTGCGGTCCGTGACCTGCTCCAAGTC
CAAGGAGCTGGGAGAAAATGATTACCATTCTGGGTTCAGAAACTCTGCAGACATGCCGGA
GACCATCACCAGCCGGGACGCCGCCCGCTTTCCCATCATTGCCAGCTGTACTCTGTTTGG
GCTTTACCTCTTCTTCAAGGTCTTTTCTCAAGAGTACATCAACCTGCTGCTGTCCGTCTA
CTTCTTTGTGCTGGGCGTCCTGGCTCTGTCGCACACTATGAGTCCACTGATGTCCAGAAT
CTTTCCCGTGTCTTTGCCAAACAAGCAGTACCAGCTGCTCTTCACTCAGGGCTCCGGGGA
GTCCAAAGAGGAAATA
>CL10573Contig1
TTTCTCCTCCTCATCGTCATCCTCATCCTCCTGCGGCTCTTGGAAGCTGTAGGCCATGAC
GAAGGCCACCAGCTCTGTGTACAACTCCAAGGTGTGTGTCTTTGGGTTCCACAGATCAGG
GTGTCTGGTCATGAAGGGCAGAACAACATCTTCGTATTCCCGCTGGATGTTGGATAAGTC
CTTATCCACGGCCTCTGGCACGCCGGGTTCCCCTTAGCAGCCGGTCCCGCTCCTCCTTAG
ACCAGAACATGGGATGATCCAGCCTCCGCAAGTCAGGCCACAGAGACAGGTAAGGCTTCC
AGTCAGACTGAGGGGACGTGTACTCATACAGCAGAGCCAGCAGCAGAGGGACCCAGCAGG
AGGAGCTCTGCAGAGACGCAGCCTCTTTTTGCAACAAGGCAGACACGGCTGTAGTTCTCT
GGTGGAGGAGAGCGGACCTAGGGATTGTAAATAAAACCTCGCCTTCTTCGATGTCCGCTT
TAGCAAGCATCCCATAATCTGCTACTGTTCCTTCTTGACAAACGCACACCTTTTCGCTCA
GGTGCAAACTAACTTTGTCACACCATTGAAGAAAGTCGTGAAGGAGATCTGCACCTTCAT
CTACCTTTTGTCGTTTTGCAGCAGTCGCCATTTCTCGACCTTCGCCGAACTTTGCTACAG
CTAACAAGNATGTTGGGTAAA
>CL10574Contig1
TTTTTTTTTTGGTTCCAATTTTATCGTCTTTATTGTTTATGAACACATGTTGGATGCTTT
GTCTCTTAAATCTCACAGAAACAGCTGTCATCAGGGTTGCATAAATGGAAGGACACTGAC
GTATCCTGCTACTGCTACAGACACGATGATCACTACAGATAACCAGGCTCAGCTAGCTGC
ATGTGGACTCTAATAGGAGTGATGCAGAGAGATTACACAGGATGCTCGGTAAACATGTTA
GCAGGTCGTTAGGATGGATTCAAATGACATTTGTTGAGCTTGAGATCGTTGAGCTTCACT
CTCGCACGTAGACCCTCGTGCACACCACGTCATCTGCACCAAACGTCTGCAGGAGGCACA
AAGAATTCTGCATTTCAGTCATATGAAGAAACAAAACTTTCCCATCTTGGTAACACTTTA
TGAAAGTGGTTCATTTACACTGACCAAAAATATAAACGCAATCCCATTTTTTATGGTATG
AACCCAAAGATGTGAAACATTTTCCACACACACAAAACAACCAGCTCTCCCAAACATAGT
CCACAAATCTGTCCAAATCCGCGATAGTGAGCACCTCCCCTCTACCAAGACAATCCACCC
CACCCCGCAGGTGTGCCACATCAAGATGCTGACCAGACAGCATGACCACCGCACAGGTGC
GCCTT
>CL10575Contig1
GCACGAGGCTTTATTTTTAAAGTGATGCTTTTGATTTAGTTTTTTTTAACTTTATTGTTC
AAATATTATTTTAGAGATGTATTTAAACATTTTTAATCTACAGCATTACCTCTTATTCAC
AAATTTATAATAAATTCTACTTTATCTGTGTTGGTATAGCGCAAAAAAGAAATGTATGTG
AACGTGTGGAAAATTAGGATGCATCGATTATATTCTTCCAAATAACATACATGCCCTTTT
TGACATATTGGCAGGAAGATTGTCGGTTTGTTGGCTGGCATTGAAAGTGCCCTTTGGTTT
AATAGATTTGCAATGCAAAGAGAATTTTGACGTAAAACCTTTCTAATTTGATTAAACTGT
GGATCATTCTGAGTCTCCTTTAGCAAAGCAAACACTATGTTTTTATAAATGTGGAAATAT
TTTTCTGTAATTCCTTTAGGCTAGGGGTCTGCAACCTGAGGCTCTTTTAGCCCTCTGTTA
TGACTCTTTGCCTTTGAAAAAAACATGCAAATGATTTGAATAAATAATGGGTTTGTAAAA
NAAAAA
>CL10576Contig1
CGAAGGTTTTCTTATTCTCTACGTAATTTATTTGCAATATGTGATTTACCATCTGGAGGG
AAATTTTGTTGGTGTTTGCAGAAAGCAGAGACCGGATTTTTCTTTTTTGGAAAAGCGATT
CTTTTTTTTCTCTCGTAGCGTTAACGCGCCGTGACGCGTTTTATTTTATAATCCAGGTTT
TACTCGGTGGGCTTGTTAGCTAACCCTGTCGGGAACAACATTTCAGAGGATTTAGTCGGA
AATTTTCGTTTTTTTGTGTCGAAAGATAACGTGAACCATGGTCCATAAAGAAAAACCAGT
GGATACTCAACAACTAGTTGTTGAAAGCAGCCCCAGCCCAGTCTCCGGAGAGCCCTGCGT
GGAGGCCCCAGGCCCGGTGGAAGACTCCGGCATTGAGGTGGAGTCGACGGGACACAGAAA
ATTCATCAGCGGTGTCGTGGAAGGCTTTTATGGCCGCCCATGGACAATGGAACAGAGGAA
AGAGCTGTTCAGAAGGCAGCAGAAATGGGGTCTGAACACATACCTTTATGCACCAAAAGA



TGACTACAAACACAGAATGTTCTGGAGAGAGCTGTATTCGGTGGAAGAAGCAGAACAACT
CATGACCTTAATTGCTGCTGCAAAGGAGCATGGAATTGAGTTCATTTATGCCATTTCTCC
TGGGTTAGACATCACCTTTTCTAACCAGAAAGAAGTTTCTGCTCTCAAGAGAAAACTCGA
TCAGGGTACTCATTTTGGCTGCAAGTCATTTGCCTTACTTTTTGATGACATTGACCACAA
TATGTGCCCT
>CL10577Contig1
CAAATCTGCAACACAAGACAGCAGTTTGGTTGACTAAATGAAATCGAATCTCTGTCAAGG
CTCAGATTTCACTTTAGTTAAAAAAGAAACTAAAGACTTTTTAGTTTAACCAAAGNATTT
TCCTACCTCAGCGTTTTACTGTCTGCCAAACTGGTTTAATCTGGGTTTGGGCTTTTCATA
ACAGTTTTAAAAGTTGGGTTTTATCTCCCATTTTAGACAGACTGAACCATTGTTTGCTAG
TGTTGTCACTGGACGTATTATTCAAGCTACGCCTGAAGGAATGCAGCTTTCAGCCGGCAG
GCAGAAATGAGCCAAACACTGGGAGTGGATGAAAAGTGAGTGAAAGGACGCCACTGTTTA
TATGTAAAGAAAGAGGTTGTCATTTAGAAGGTCTATCTTCACGGTGCCACCTTGTTGTAG
CCTGGTGCTGATTTGTTCAGGGTCACCGTGGTCGTTTGCTGTACGGTCAAGGCTTATTGG
CAGAAACCATCATCACAGCCAGCGTTTATTACTACATTTTACGCCGTTATCTGCTGATAC
CAATATTGCGTTAATATTTTCATGCATTCTAAATGCTTCTTGTATTCTGGTGGCAATCTT
CTAACCATCCAGCCACGACCTAAATTCGCCTTTGCTCTCTTCACACTCATGTTTTAATTT
GTGTTCCATATCCTCCCAGCTTCTCTGCTTTAGTGTTCAACTTTACATGACAAGAATTTC
ATAGTAAATCGCATTTTAACTCCTCAAAACCTTTGACACTTTCACACATACTATTTCTTC
TATTTAAAACGGCTGTCCACGATCTATGGTTGGTGGTGCAATTGCTCTGTTTGGTCTACG
TCTTTACTTGAAAACTGACAGAACTATGGACAATTTCAAAGCAAAGTACTGAGGAAGACT
TCTGTATTTGCTTACAGTTGAGCATAAATAGGGTCTAAATTGTGCCTTAAGGGCGAGAAC
TGGATAAAAAAAAGCTGTTTCAGTCTCCAACCGCTCTTGCTTTGCTCCTGTGATATGCAG
AATGGTGGCTTTCCTAGTC
>CL10578Contig1
GNAANATCNAGGGTATTTTTTTTTCTTTGNTTAAATCTAATTTTTAGTCNTATTATTTCN
CTCAANTACTTTTNTTTTAGNTCAAAAAGCCTCAAANGNGNATTTTTATGNTNAGNAATG
NTGNCTCNTNTGNAGTCAGCTGNGCNAAAGNTTTTTTTTTTCTCAATCCATAGNCCNGTT
CCATAATTCTCCTTTTACAGCGCNCTTTACTAATTCTTGTATTGATGTGNCTGCTTTCAG
GGNGCAAAATCTTTTTACCCTTTGCAATTCNCNGGGGNTTTCNCNCCGGAATTGTGCCCN
AGAAAATNGGAACTGNTTAAAAGCCTGTCNGNATAAACNTTGTGATAATGGTTCTACCCC
AGCCTCAGCCNGTGNCAAAGAAAGNAAAAAAAAACAGTTTTTAAACATCAGTGTATCACT
TTACAAGAAATAAAATCCTCTTATCTGTTTTCGATAAATTATTTAATATTTTTTGTACTT
TTCCTGAAATATATTAACTATGATTTTATTTATTTTTTATTTTAAACGTTTGGACATGAT
CTATTTTACGGTTTTAAATAATGGTGAACAGAATTGAAAAATAAGCTATTTTGTATGTAC
AGATATAATGCAGCTGCGTTGTCAGGAGAGCGGTGGAGATTGAGTCAAGCAAGCAGGGGT
TCTGCTGGGATCCATATTTTGATCTCTCA
>CL10579Contig1
GAACTTTGCTTTTTAACAGAACCTAACCGTAGATTCTGGTTTCAAAGCGTCGACATGGTG
ACCACTGAAACCCACCAGAGCCAGGATCTGCTGGTTCCCCTCAAGAACCCGGAGCAGCCG
GAGCTGGCCTCGCCCTCTTTTCCCTCAACAGAAATGGATCCGGACAAGTTGAGTCAGGGA
CCCGTCAACGCAATCACAGTCCTCACACTGCTGGATAAGCTGGTCAACATGCTGGACACT
GTGCAGGAGAACCAGCACAAGATGGAGACGCATCAGGTGGAGATGGAAGATGTAGTCAGA
GGGATCCAGGCGGATATCACCAAACTGTCCAAGAACCACAGTCACACCTCCAACACCGTC
AGCAAACTGCTGGACAAGAGCCGTAAGATGTCTGTGACCATGAAAGAGGTCCGGGAAAAA
ATGGAGCGTCAGGCTGTCCAGGTGAAGAGGCTGGAGGCAAACCACGCCCACCTCATCAGC
AGAAACCACTTCAAAGTCCTGATCTTCCAGGAGGAAAACGAGATCCCCTCCAGCGTCTTC
GTGAAGGATCCCCCACCGTTCCCCAGAGATGAGATCCTGGAGGAGGGAGAGGAACCGGCT
CCAGGAACAGCCGCCAACCAAGAAGACGGACTGCAGACCATTGAGCTCTCCTCTGATGAA
GACGTGGGTCTGGAAGCA
>CL10580Contig1
TTTATTCAGTTGGAGTAATCATGATAGAAAACAAGACCAAGCATTTTCTAGAAAAATAAA
GGTTCACGTCGCAGTTTTTTCCCCAAACATTTCTTCTGAAGGAAAAGCATCCGTGCACTG
ACTGCATGTGGCCTCAACACGGGATTTTAAAATTGCACTAAAAAAAAAAACTTTGAGCAG
TTTATACAGACTTTCAAGACTGATCAGCATTTGAAAACGGAAACATCAAAACACAAAACA
CGTCAACCAAGTGTGAAACACATGAAAAGTTTTTACAAAAATGAGGCAGTTAAGCTAACA
TTTCCTGAAATTAGTGAGAAGTAGCTGCTGGAAAACAACCACTTTTCACAGGATTAAAGG
CAAAGAGTAACCACTTTCTCTGGGGTTTGGACACTGACTATGACAGACTTTAGCAATTCA
ACTCCAAACAGGAAAAGATGAAACTTAATGTGCAAAGCTTTTATTTAATCAGGGTGCTTT
CCTTAAAAATATAGCATTTTGCTTTTACTGGACATACACAAAAAAGCTAAGGCCAAAAAT
CGGATTAGCTGATCTTCAATGTGGAGGAATATTCAGAGCTTTCCCTTTTACAACATAATA
TTCTTTAAGGCTGAAAGTATCCCTGTGGACAAAAGGAAATTCACTCCGCACTAGCTTTTC
TCCTC
>CL10581Contig1



AGACATTGTTCATGATCAGCACATCTGCGTTCTGCAGCAGAACATCTTGGGTGCAAACAT
CAGCATGGAGAACCTTGACTCTGTCCGTCATCTGGTACTTCTGCAGCATGTCGTTCTGCA
TCCGGGCAAAATCCCCACTGAGCTCCAGACCAACCAGCTTAGAGGCTGAGCTGTAGACGT
AACCCCCGTACAACACCGCCCCCAATCTGGAGCCAACGTCCACCAGCGTCCGGCCACTCA
GGTCCGGAAGGACGTTCTGGAACAGGAACTGAAGTTCTGCCGCTGAGAAGGAGTGAGAGA
TGAAGTCTAGAGGAGCGGTCTGGGTGGATCCACATCTGAGGCAGTAGGTTCTGCTCATGG
CCCCCTCCTCACACAGAGAGTCCACCTGCTCGTCAGAGTACAGGAAGCTGTCCACGTGCA
CGGTGGGGCGTGCACACTGCTGCATCTTGAGGTGGGCTGTGGTCTCTGAGGGCAGCATAG
CGTCCAGAGGCAGCAGGGCCCGCAGGTCGTCTGCGATGTTCTGCAGGATCACCTTGTTGT
TGTCGTCCAGCAGGTGATCCAGGTCGTCTGAGTTTTTCATCCAGTCCAGTAGCTTCGGCA
GCTCGGAGGGACTCAATCTGCTCAGCAGCTGCAGGACTTCCGACCTGCCCGCCTCGAAGT
TCATTTTTAAGCCTCCAGAACCGGAACCAAAACAGAATACAGTAGGGGGTCGACACAAAT
ATTAGGAATATATTTGATGTTCACGTGCCTCAGAATTGTGAGAAGAAGACGCGCTTCTTC
TTCCCCCGGCC
>CL10582Contig1
GGGTTAGCAGGAGGAGGACCGGCGTCGGGTGCAGGAGGTTTGACCAGCTTGATGGGGGGT
CGCAGCACTTTTGGTGGAAAACGCCGCAGGACAACGTCTATGGGACATGGCATGAGTGAG
GCTCAGGAGGGAAAGATCAAGTTGGCGTTCTTCGTGGCCATTGTGGGCGTCGTCCTAACT
GTTCTTGGTGTCGGGACAGAGTTCTGGGTGGAGCTGGCACCCTCAAAGAGTTTCTACAAC
AATCAGTCCTGTTTAACTGCTCACTTGGGCCTGTGGAAGGGCTGCACCAAGACCCTGTGG
GTAGCTGACATTGACCCAGAACGAGAGAGCTGCGGACCCGCTGAGCTGCCGGGAGGTGAC
GGAAGTCTCACTGACTGCTTGGCTGGATTTGTGTCTGTTATGTCTGCTGACTGATCTGTT
GCAGGTTTGAAAGTGTGATTGAGAGTTACAGTGGATGACTGGACATGTGTCAAGCGTACA
AGCTTGGACAGCTGTGGTTGAGAAAGTGAGTGGTAGAGAAACAGTTTGACTGGTTGGAAC
AGCCAATTTTAATCTGTTTTATATTTCTATTTTTAAAAGATGAAAACAAAAAAAAAGAAA
GGTTCTAACACGTCGTATTGAAGTCAGCATTTAAACCCTGAAAAGTAAAACTGATCAGAG
GACTAGCGATTCAGGAGCACATAGCACTTCTTTTGTTGGAGAAAAAAATATGTTTTCTAA
GTAAAAATTGGGTATAAAAGAGCC
>CL10583Contig1
TGAGTTTCNCAGTCTGGTCACATTCCAGTCCAGTGTCAANANATGACTCTGGTTTATTTG
ATTTTGTTTTTTCACATGACTGTAAAAAAAAAAGGACGTATTTGCTGTTTTTGTTGAAAC
TAATCCATTAGTCTCAGAGCCTCTGCAGCAGACGATGGTGTTCCCACGAGTCTTTCATAG
GAAACGGATCAGATCTAGGGTCTGGTTCAGTTCTGCTGCACTGACTGTGTGAATCCTGGA
TCGTCCATCCTGCGCACAAGCGAGCCCCCTCCTCTCAAATTCAAGTCCTGACTTTTCAGG
GTAAAGGCCCCCCCAGACGCCATAAAGCACAGATCTACATAATCTAATGTGTGTACGGTT
TGGCTCAATGTGTTTTATCAGTTTTGATTCACTAAGGGAGGAATGTTTCTCAAACTTTGC
CAAGAATTATTTTAATGCTTTTTTTTTATTTTTGTAATCAAATATNAAGNAGTTTAATA
>CL10584Contig1
CTATCAGATCTGATTAAATCTGCACTTGTTTCAAGTCAGCTTTGAGGGTAAACTCTGGAA
GATTCAGGCACCACCCTTCAGTCGCTCCGCAACAACAAGACCGAACGGAGCTTCTCCTTT
ACTCCAGTCCCCCTCCCTTTGTGATGGATGTCAATGGCCCTTTGACAGGACGGTCAACCC
TCACGGCAGCGTGAGATCATAGAGATGGTTTTGTCTCTGGATTCCCTCAATGACATGTTC
AACAACACTTGGGAGGCGGTGTGTGGAATTTTGTCCAGCGGCTGCAAGGCATGCCGTCAC
AGTATTTCTCCCTCCCACGAGTCTCTGTCTCGATCCCTTCTTCAGGGCTGTGTTGGGTCA
TTGATAGATGTGTTCAAAGTACTGAGGCTGAGGGTTTTCTTTGACATACTTCTGAATGTA
CCAGCAGGTCAGGTGAGCCTTCAGGTCCTCTTCCACTACAAAATCCATGGCTGCCTTGGC
TAGATGTTTGGCAATGCCTCTCCCTCGGTATGCATCTGGAACTTCTGTGTGCTGCAAATC
CACCGTTTTCTTCCCGACATACTCGTACAGAAGAACTGCACGATCATGGGATCCATTGAG
CCTAATGACAAACTGCCGGCGCTTTTTATCGTGCTCCACCTGGATCTGAGAGCCGCTGGT
GTCAAAGGCATGCGCTTGAGCCATTATTGGGGGTATTACAGCTACTCTACGGTGCTGATA
ACCAGAAATGGCTACATGAGACGACGATGAACGTACTGAAGCAAAACACTTCATCCAACA
CAATCAGCTG
>CL10585Contig1
CGGCACGAGGAGCTTTTCTGCCCCAAATGGCCCCGACAGCATCAACTTGGTTCCAGAGTA
CAGCAGCCTCGCCAACCTGCCTCGCAGGTACGAGCTCATCGCCACTCCACGCTGAAGGAA
CAGGTCCACCCAGGAGCTTCAAGAGTTTGATGACTCATCAAATCAACAAAAAGTCTTCAG
ATTGAGATTTCTACCACTAAGTTCTCCCCATTTCACACACACAGGTTTGCCCGTTTGAAG
TATTTAAAGGCAATTTCTATAAACTAACAGGTTATTATTTGTTATCATTCTTTATGACCG
CATTTGTAGAACGGGCAAAACAAACCTCTAAATCCTTTGTGCAATAAGATCCTTTCTTGT
GTGAATGAGTCATGCCTCATTTGTTGTGTATTAATATGAATCTGAAAACCAAACCAGCTT
GAGTAAACATTGAAGTGTCCTTCAAAGTCCCCATCGAAAAAGCGTTTTACTCGACTGTTT
CTATGTATTTTGATTGATTCTTGTTGCTTGTTTTACTTCAGAAATACCTTTTCTAACGTT
CCAAAACATTTAGGGAATTTTGATGTTTAAAAAAAAACAAAAATAAAAATATTGTACATA
ANAAAAAAA



>CL10586Contig1
GGCCATGCTGTACTTACTGGGAGTGAGTTGGAACTCTTTGTCAAACATTTACCTGTTTTC
TTCAGACAGAAGGACCAAAGTCAGGGCGTGTTTCTGTCTGTTTTTGATGTGTAGATCACT
GGTGGACTCCTGATGATCATCATTTTTGTTTCCAAGGGACTTAAAGAGGAAAAGAAGTCC
CAAAAGTCTGTGCTGGCTGATGCCTCCGGAAACAACATGATGAAGGACATGAGTGAAGAT
GACCTCCATCTCCTGACGAGGATCATTTCAGTGGGTCTGGTGGACGCAGATCCGGACTAC
CTCCAGCACCTCAAAGGCTTCAGAGACCTGACAGCCAGCTGACTGCAGCCCGAGGAGACG
AGGATCCTCAAGTTTTAGTGACAGATGGACAAAAACAGGGAGGGAAGATAAGGAACACAT
GGAGACCCCTTTGTGCTCAAAGCCCGCTCCTCTGCTGCAATCCTGGTTGCACTTTTTTCT
GAAAATCTGGTTTTTGTTTGGATCAGAAGTTTGTAAGAATTATGAAAAGACACAGCAGAG
CTGTTGTTTTGGAAGCTGCTTTATTGGGATTCATTGAAAGTTTCTGATATTTTACAATAA
TAAATAGGCCTTTTTTGAGCTTCATAAAGAAACCGTCGCAGACAGAAGTGGTTTGAAATG
TTGCTCATGGGCAGAGGAGGCCGTTTTTCCGGCTCAGTCAGTTTGCTTTTTCCTTTCCTA
GAATGAAGAACAAACAAAGAGGGGTTAACAGATAGAGACTGCTGTCTGCTCTTCTGTGAT
GACTGTTTCTTACTCCAGACGAGGCTGTTGAGTTTGTCCCCGAGCGTGTAGAGCAGCGTC
ACCACAGACATGTTAAAGAAGAAGAAGGCCGCCAAGCCGGCGGGGCTGAAGTGCCCGAGA
AGAGGGTACACCCAGACCCCCACGGAGACGTACACCCAGAGGATCCTGCAGAACACAGAC
AAAAAAAGTGCCGCTCTTGATTTTAGTGCAACATCCTCTGATTTTTACTGGAGATCTATT
CTGACTGTGGTCACTGGTGACACCAACAAATGAAAAGCATCACAGACTTTTGAGGATTTT
TATGTGAAACTTTTAAACAGTAAAAAGATCTTTATTGAATTAATCAAAAAGTCCTTTAAA
AGTTGAAAACTAAATCATTTTTCAGAGGATTCCTTTGCTTTGAGCCCAGAATGTAGATGT
TACTCATCAAATGTTTGCTGNAGTTTTCAGCTGTAAAATCA
>CL10587Contig1
ATGTCGTGAAACCCGCTGAAAGAGACTCCAGGGCGTCGTCTGTGCTCAATGGTTTAGGCA
CATCCTTGGGTTGTTGTTGAATATTTGCAGTAGGTGGAGTCACATTTTCAGATCTGTAGC
CTGGAGGCAGCGTGGACTCTCTGTCTCCACACCTCTGACCTTTCTCAGGTGTGATGTCAT
GCTCTTTGACCTCTGGCCCAGTGAAAGAAGGCTGTGAGGGGGTAACAGGGTCAGATGTTG
GTAGGCTGCTGGCCAAGGCGTCAAATGGATCTGCAGCAGGAGCCTGTTTGGCTACTGGTG
CTGCAGAAGAAACTTCCACCTGAACCTTGGCCGAGTCTTTGGGCGACTCTTTAGGTTTTG
TAGAGGATGCTGCTGCTGTCGTACCAGAGACAGCTGCTGATCCAGCTGTAGGAGAAGGAA
CTGTAGCCTTGCCCTTGACTTGAGATGCAGTCTCTGGTTTAGCTTTAGCCGTCTGTTTCC
CTGCTGCCGGCCCACTTCCTGTAGCATCGCCTGTTGCTGTGGCAACCATCCCAGGCTTTG
CAGCCATGGCAGATCCTGATGATGCCTTCTCGAACTGCGCAGGCTTCCCAGCAGAGACCT
GAGGTGTCGGTTTGGGTGTTGCCTGACTCGGCTGCGACTGCTCCTCCACAGACGCATCCT
GCAGGGCCGGGGCGTNCCCGTGGGCCTCGGATCCAC
>CL10588Contig1
ATTTTGCTTCCAGGCTTAGAGGAAGGAGATAAGAGCTGCATTCCTGCATTCACTACTCAA
CAATGTCCATCCCAGGGCAAGAAAAATGTATAATAATAATAATAATAATAAAAAAAATGT
TGGCCTTCCACATTGTATTTTGGTTTCCAAAACAAGCCCACTAAGAGGATATCCATTGAG
ATCATTCTACTGTTTATCAATTGGTTTTCCAAAAAATAAAAACAGAAGTCAGCCCTTTCA
TATTTTCTTTCAAAGTCATCAGGGTACATTTGGTAGTAGAGGGTTTAAGTCTTGTGTCCT
CGTTTTTTGTGCCTTAACCACAAAACCTTCATTGAAACTTTTGATGAAAACTGTGAACTA
AAAATGCAGAGAAAGTGGGAAGAATCTGAACTCCCTGAAATCCAAATCCTTTTGGTTCTT
GTTGAGGATTTAAAAAAAAAAAGGGGGGGGGGGNAAAGGTTNNT
>CL10589Contig1
TGTCCCTGGCTCAGAGGGTGCTGATGACTTGGGTTTTTACCCTGCTCTTCCTCATCATGC
TCGTCCTCAAATTGGATGGGAAGGTACAGTGGAACTGGTTCCTCATCTTCCTCCCCGTCT
GGGTTTTCGATGGCATCCTCATCCTCATGCTCGCCATAAAGATGGCAGGTCGTTGCAAGC
CTGGCTACGATCCACGAAACGGCTCGCCGGACCTGCGCCTTCGCTGCTGGTACCTGACAG
CCATGCTGCTGAAGCTGGGCTTCTGCTTGACGCTGTGTGCCAAACTGGAAAAACTGGCGG
ATGTAAAGCTGACCTTTGTGTGCATCCCTTTGTGGACCATGCTACTGGGAGCTCTGGTGG
AACTGGGGCTGAATATATTTCCTGAAAGGCGAGAGGTTTAAGCAAAAGTGGAACCTTATC
GGGAGATAAAACCTGATGTGATGGGGTCAATGGGACAGAATTGAGTCTTATTTTCAGGGA
TCACGACCAGCTAGTGGTACGTTTCTTTTTGTGCAGCATCTTTAAAACTTCCACAAACTC
AACACTGGACAAAGTTTTATTTATTCATAATTAAGCTTCAATTTTGCCCCAATTTTTGAA
TGTACAGTGTAAATATTGGTATATTGTGTACATTTGTGGCTGTATTTGTGCGCTCATTTA
GCTTTCCAGACATTTGCCAAATATTTTAGCAGAATTTTGATGGCAGAACGTTTTACTGGA
AGGAATGAACCTGAGCGTGAGAAGTGTTTGGAAAACCTGAACCATGTCTCTAAATGCTTT
ACAGCCATTATTTTGCCAAATGAATATTTACATTTAAGCTGTAATAGTATTACAAACACC
CACATTTGCTAGATTCTAATAGCATCCTAATGTTGGCTTAAGTAGTGAATTTGTTTGTGA
ATGTGTTTGTCTCTAAGTATTTTGCATTTCATTTACATTTTATGAATGGTAATAAA
>CL10590Contig1
CCTGAAGATGGCTCTCCAACAGTCTGTGTGCGGGTTCACTGTGATGATCTTTCTGCTATG
CACAGGTTGTCATTCACAGAGGCCTGCTTGTGGCAGAGTTCTAATCAACAGCCGAATCGT



GGGGGGTCAGGACGCTTCTGCAGGAATGTGGCCCTGGCAGGCAGTGTTACTCCAAAATGG
GGAATTCTCCTGTGGAGGCTCACTGATCACTGATCAGTGGGTGCTAACAGCTGCTCACTG
CCTTTCAATTTTGGACCTCAACTCCACTATTGTTCAGCTGGGCGCCCAAAACCGATCAAG
TGACCCCAATGCCGTGTCTCGAACCCTTGAAGACATCGTCTGCCACCCTGAATATGATAC
TCAAACCCTCGACAACGACATCTGCCTAATTAAGCTCTCTGCTCCAGTGGAATTCAACTC
GTACATCCCACCTGTCTGCCTGGCCTCACAGGACAGTGCCTTCCATGATGGGACTTCCAG
CTGGGTCACAGGTTTTGGAGACAACGGGTTTGGCTCTTTACCTGAGATTCTTCAAGAAGT
AAATGTGCCGATTGTGGGGCCAAATCGCTGCAGGTGCTACTACCAA
>CL10591Contig1
CAATTTTNCTAAACAAATACAAATATTGGTTATTTTTAAAAGCTACCCAGCAACATAACA
AAATCATGAAAATGTAACAAAAAACACACAATAAAAAAAAAAGATGCAATCTTTTCTCAG
TGCGTTCAGTAGGGTAGACTCAGAGCAAGTGCTGTCTCTTGGTGCTATTGCCTTGAGCAG
TATTGGCACATGCTCAGTAGGGCCACAGTAAATAAGGCTGCCAGTTTGAGTAAGAAGGAA
AAGTTTGGAAATGCAAAGGAGGGCTTATTGAGGAGATTACAGTAGTGGCGGCTCTGGCGA
AAAGCAGCTTCAAGCCAGTGAAGGCTTTGCCAAACATAGTGTTCAGCTTCAATTTCACTC
TGAAACTGACAGCATCATTATGGGAAACGTTTTCTCGTCTTTCCAAGGTCATATATCATC
CCATCTCAAAAAGTTGACCCTTCAATTCATTGACTCATAAAGCAAACAAGGCTTTCAGCA
ATGTAACGGTGAAGAATTACAATAATGTTTGCCATTAGCCACTAGTTTCAAAATATAGTC
GTAAATTTACATTCTCTACACAAGTACTGTATCTTTCCACACATAAACAACATTAACACC
AAACACAGAAATTAGTTGATTGTCCACACTCGGTCCATCATTTNTGTTTCTGGCGATGAG
CAGNTTTATGCTTAAGCGA
>CL10592Contig1
AATTTCCCATCATGCTCTTCGCGTGCGCTTCACAAAAAGCCAGCTGAGACCGCCGACAAG
AAGGAGGGGAGCTGCACAGACGGTAGTTGTTGTTAGGAGTCGACTTTAAATTGCAGTTGT
CTGTCAAATAAAGTGATCGAAAATAGAGACGGAGAACAACTAGAAAAAAGCCGCAACCAG
ACGGACACTCGCCTCCGAAAGTGGCACCTGTTCCGACAGCCCAGTGGCATGTTTTCCGTC
GCCGCTTGCGCTACGTCTTCAGGGGATCTTGCTGATCGAGTCCGTCCTGATCCAGTCTGC
TGCACGCGGCGATGACAACAGCCACCCCGCAGGTGATGAGAGACCGGCTCCTTCAGGCCA
TCGACAGCCAAAGCAATGTATGCAACATGGTGGTGGTTATAGAGGTGATTTCTTTTTTGG
AAACGTTTCCCATCACCAAAGAAGTACTTGAGGAAACTCGTCTCGGAAAGCTAATCAATG
ATGTCCGAAAGAAAACTAGGAATGCAGATCTTGCAAAGAGAGCTAAGAATCTTCTACGGA
ACTGGCAGAAGCTCATTGAGCCAGGAAAGGGGGAATCTCCATCTAAAGGACTTTCTGCTA
CATCCTGGTCTTTCAAGGGTGCCTCTTATCCCTCCCTCGCTGCTCCAGGAACCATCTCGC
CATCTGGTAAAACAGGCCAAGAGTTAAAAAGTAGAAATGACTTTAATAACTGTTCTCCTG
GATTGGGAAAACAAAGGAAAAGGAAA
>CL10593Contig1
TGGAGTCCATCAAGAGGGCCATGCGAGGCCGGAGCATCTCCATGGAAACCATGTCGCGGG
GCGGACCACTGCTGCCCACCAGCCTGAGTGGAGGGGGTCTGGCACACCTGAGCATTGAGT
GCGGTGCAAAGTCTCCGGTGAGGCGGCGCTCAGGACTCTTCCCTCGTCTGCTGAGCATGG
ACAGTCAGACAGAGAAACACAGCCAGAGGAGCCTCCTCAGTGAGCAGCGCAGCTTTGACT
GTTATCATCCCACCCTGGAAGTGCCATCGGAGCTGCCGTCCAATCCCAGCTCTCCGGAGG
CAGGACAGCGGGACAGGATTCATGGGAAAAAGGAGAGCAGTAAGATTTCCAGATCCACAT
CAAGCACCTGCAGCTTCAGCCTCCTTGCAGACGACGCACACTTGGTGGCGCTAGACGCTC
AGACTTCGTGTCCGCTCATCATGTGTCGCAGCCCCACAGAGTTGAAAAACAAGAGCTCCC
CCCGATCCAACCTGAAGTTCCGCTTCGACAAGCTGAGTCACGCGGCTGCACCAGGGCACT
AGACCTCCAGGCCTGCAGTGAGAGGAACTGTCGCACACAGACAAGCTTCCCCACCTTTGT
GAGGACCACTGATGGTGTATTTCACTGCAGCTCTTCTGTTTCACACTCAACAACCTGGTT
TCTGAGGATCACAGCAAGATTTTTGGAGCTTTTAACTTGTACAGTTTGATGTATGAACTT
CACAAAAGTCCTTTTAGTTTTTTTACACTAAACGAGTCAAAGTGTAATTTATTTCAATAA
TTGTCCTCTTTCGTCTGAGTGGTTTCTTTGGGATTTAAATTGTCTGTTTTTCACATTTAT
TGATTCCAGCACTTTTTGTAATCCATGTGATCCGTGTAATGTGAGGTGTT
>CL10594Contig1
TTTTTTTTTTCAGTGTGGGATGAGTTTATTAAAACCACCAAGCTCAGAAGAGTAAAACCT
GTTTACTGGAAATAAAAGGTTGCATAGATGCGTCCAGAGCTTGGTGAAAGTCTTGGAGAG
CCACCTGATTGCAGGCAGGAGCTCTTAGCTTTCCCTGCCGGATGAGGGAACACAGTTCAT
CCAGCATGACTCCAAACAAGCTTCCATCAGAGGCGTGGTCTCTTTTCCACTGAGTGACCC
AAAAACCTCGAACTTTCACATCTTTAAAAATGAGTGCACTCTGAAAACAGAAAAATTTAT
ATTAAGCTTTTAGAAAAACAGTTTTGGTTTTCAGAGTTAAATACCACTTATAGAGAACTG
ATCTCAGCTTTCACTTTATTGCATTTTCCTTCTTACCACAGGCACAGTAACCGGCTGTTT
TGACATGCCACCATAAGTCACCATTGATCCTCCAGTCCTGAAAGATTGGAGCAAATGTCT
GTGGGTGACGGCCGTGTGACATTAGCTGACGCAAGATTCCTTGTAAAATCCTTTGAGTCA
ACTGTAAAATGTAAATGATTGATGATTATCATAGTTAAAAATAGACATGATCTAACATGC
TTACTGTAAGTGTCGAAGGAGTTCC
>CL10595Contig1



TTATATATAAATACATACATTTGGCTTCAGCCATGTGAGTCGGCACAAACAAAGCAAGCT
GGTGGAGGCACAGAAAGTCTCGGAGGCAAAGATAATTAAAAAAAATAAAATAAAATGCAA
AGAAAGCAGTATGTGGACACTTAAAAAACAATATAGCAGTAGTATGAGTGCTTCAGAAAC
AACCAAACCCTTAATCTGCCACCATCTCACTACAAAATAAAAAACAAACAAATTGTACCT
CTGACCACGATTAAGAAACACTGCATTGATTCTCTGATGACCAGACAGAAAAGAGCTTCC
CCGTTTACATTTTAAGCTCTACTGAATTGGATCTTCACAAAGAGACACCATAGTTTTTGT
TCCAAGTGACAGAATCCCCTCAAAAAGAAAAGAAAAAATATTTTAAAATTTCACTAAATC
ACATTGCAATAATACAAAAATGAATAGAATATTTTTAAAATGCTTAGAGTAGATTTGTTT
TGCCCTGAAAAGACAATTTCAATTGTTTTTAAACATCAAAAGAAGATGAAAAAAACTGCA
GACTTGAATTGTCTGTAAGCTAAACTTTAAGTTTAACCATGCTTGAGACGGGCAAAGTTT
CTCATTGTTGCACATTTCTGCTGCAAGGCACTAACAAGCACTCAATTCATCTTCCTGTAG
CACATTCTGACATGCTCTCATATAGTGTACACTTTGTTGCCACTAAAAAACCATTTCCCA
CTAACCAAGCTTTGGATCGACAGTAGCTTTAGACACTCCATCTTGGGGAAAAAAATAAAA
AAA
>CL10596Contig1
GAGGCCGGGGGCTGGGCCTGCTGGCATCGATCCCCACCAATCCCAGCAGCGACGCCGACG
AAGGTCAACGGGGGTCATCCGAGGTGCCAGAGGGAGCCTCGCGCTCAGGAGGAGGACCGT
CGACGCAGAAGCGCCGACACGAAGACGCTCCGTCAGCCAGCAGCTCCAGGTCCCTGAAGC
AAAGCAAGCTGGGCGGAAGCTGCAGCAGATGAAGGACGTCAGTCGCTCTGCTCTGCAGAC
GATGAACCAGACGGGACCTCACATTCACAGGACACCATCTGGTTTGGGTTTTTTAGCCCT
TCCTCTGTCCTGACGCTGGGTTTGAGGAGCTGGACCGATGCGGGTCAAGTGTGAAGCAGC
GGTTCCAACCGGAACACGCCACAACATAACCTGCAGAAAAACAGAAGGAAACAAATTCTC
AGCTACACGCCATGGTTCAGCTGCTAAATATTTCACTGTAATACGTTATTTGAAAGTACA
TAGAATAGTGTTTTTGTACAGTAGGAGAAATGTAAAATAATATTTCAGGCAATATTAAAG
GCTGCTGTACATTTGTAAAGGTTTTTGTATATTTGCTTGTGAGATTTAAAAAAAAAAGCT
CCTTTTGTAAAACGTTGGTACCAAACGAACTGAAAGGTGTGGTTCTTTGGTTTGGTCCTG
ATTGTTTTTCAAAAGTCCGTCT
>CL10597Contig1
TGGACCTGTTCCGGACGGACAAAGGCGGCGATCCCGAACTTGTTCGTGAGACCCAGAGGA
AGAGGTTCAAGGACGTGACGCTGGTGGACAAGCTGGTGGCGGTGGACACTGAATGGAGGA
AATGCCGTTTCACCGCCGACAACCTGAACAAAGCCAAGAACCTGTGCAGCAAGAGCATCG
GGGAGAAGATGAAGGTACTCGCTCAGCACATCCACAGCAGGGACAACACGCCCTCTTTCA
ATAAAGCTTTACTCCTGTAAGAAAGCAACAACAACAAAAAGGCTGGAGATCTTTTCTGCT
CCTCAGAAAGTGGGAATCCGAGTTACGTTCTTTGTCCTTCGCTTTAAAAACAAGCGGGTG
GATGCAGCGCTCCGTCATCCTGGAGATCAGTGGGATCAGATTCATGTGACAAAAGCCGAC
ATACAAAAACCTGGTTTGGCAAGAGGTATAAGGTGTAATGAGCGATTAATAATCCAGATT
TGAATAGAATAAAACTTTATTGACCCCACTACAGGGAAATTCATTTACCACAGCTCTATT
AAAAAAAACAGTAGATACTAAAATAACACCACAAATACTCTTAAAATAACAAATAACCCA
CTGCGCTCATCTTCTGATTGATTTTCATTTTTCCCAGTGGTCTTTTAATTATGATTATTG
CACTTTTTCAGCCCACATTTAAAAAGAATCAGTCGTTTTCTAGGACTTTGTTTCTGCAGA
GCAGCCGCAGTTGGTTAGAAATTCATATTTTCGATGTCACAAATAAGTTCATTTACAAAC
TGCATTCTTGCGTCTGTTCCTGATTCACAAAGATTTGAATAAAGAAAAACTCAGAAATGC
TTGATTTACTATAAATATGTATTTATCGTCAGAAAAATGCCACAAGAACATGATTTCTAT
TGGCCTGGGTTTCTAAGTATGTAGTAACTTGTTGACGACATTTTTGATCAGAATTTAACG
ATTGGATTTTCTTTTGAAATTGTGTCACAAGAAAAACAATGAAAAGAAAAAAACAACAGG
CTGCTGGGATTTTCTTGTCATAATTGTATTTATTTGTTGTACATATTTTGATTATTTAAA
GTATTTTTTGCCGCTCCAAGGCTGCTACAATTTCAT
>CL10598Contig1
CGGCACGAGGTGAAGACATCGACCACATATTTTTCCTGTGTGATGTTGTACAAGTGTTTT
GGTTGGATGTTTACAAATGGTTAAGACATAAATTTCCATTCATCATGGACTTCTTTTCCA
AAGAAGTCATAATCTTTGGCCTGTCACTACACAACAATGTAAATAATGTGTGTATCAATA
CTGTGTTATGTTTAGCCAAGTTTTTTATACACAAAAATAGGTTACAGAAATGCCACCCCA
GCTTTAGCTTCTTTAATAATGAGGTCAATTTATACTTAAAATCCATAAAGTTAATCGACT
CACCTAAAGCCACAACAATTTATGACACCCTGAGTGATATTCCTGATGTCTAAGACAGTT
TATTTATATTTTGTATCCCCCTGCTTTTTGCAACACTATCCAACTCTGAAATTGTTGTTC
TCTTATGTTATACTTTTCCCTGATTTCTCTATGATTATGAATATAAATAGGTTTATGTTT
GCATACTGATAAGAATTTTTCTTCTTTTTGCTTCCTTTCCAATTATAGTATTCTCTTTTG
TATTCGCCATATTTTGTAATTTTTATGTAAATGTTCTGGTATTGTTTTGTATTGTGTTCT
ATAAATAAATAAAAAAAAAA
>CL10599Contig1
GAGGGCTGGATGGACGGACGGGTGTTTGTGTTGGCAACATAGAACTGATCGAACGTATCA
GAAATTTCTTTTACCGCGCTCTCATCAGCTGACATTGAATGCAGCTTTTTGAAATTCGGA
GGCTACAGGGTCAGTGCTTGCAGTTCCAACATTTCCTAAAGGTTACATGACTGAGGAGAG
CTCTGCTTCTCTGTTTGCTTTGTCACACCTTTAGACTTTTAAAAGGATCTGTTTTTTTTC



TATTTCAGCTCAATATAAATCTGTTCAAATGGAAAAAAAAAAACCTTGGTGAGGATTGAG
TTCTGTAGTTTGGTTTTTGGTGATCAGTCACAGCAGGTTGAGGTAGCCAATCATCCACAG
CTGTTTTGATGGGAGTTAATGATCCTCAGTGTATTTAAGTGTCCGCTTTGCAGTTGTTTG
CGGTTACATCATCTCTGTTTTGTCACTTCTTTTTTGTTTCTGTGTGGTTTTTGTCAGGTT
AAAGTTTTGCTCTTAAATATTTACATTTCTGCCAAAAAAAAAA
>CL10600Contig1
GTGTGCCCCATCATCGTGTGTATCTGGGGACTACCTGAGACGGACATAGCAGTAAATTGG
CCTCACTAGTTTAGTTCTTACTTTTCGATTGGAGAGCTGCGATCGTCCTGCCAATTCTGT
GGGTCTTAATGCTGCTGCAATACTCGCTGGTTCCAGTCCTCTCGTTCTCTGCTGTGATTC
AGCATTTTGCAGTATATGGATCTCTATTTTAAAATTTTAAAGCCTTTTCAGTTGTGTGTA
TTCTCTGCACTTTACTGCTGCGTGGGTAGGGGCGCAGGGAAGGGGGGGAGGGCTTAACCA
TGCATTGTGGAAAAGAGTGCAGTTGTGGCTGCATGGGGAAGGGTGGAGGCGCTTACCTTT
GAGTGGATGTTTTTAGGCAAGGAAGGAAGGAGAATCACAGGTGGAGGTGGGTAGTGGGAA
AGAGACCATAGCAAATGAAGGACATTTTCTTTTCTTTTTATATTGTCAAGCGTTATATTT
CATAAATAATCATTTTCTTCAATCCAAATTAAAATGATGCTCCTCCTCCTGCTTTGGCTT
CTTGACACTAGCCCCTCCTTGCAATGTCTTAAAGAACTTTTTTTTCACCTTTTTTCCGTT
TGTTGGGGTATTTTTTTCTGTTCCATCGTGTCCCGTCTGGTCTCTGTTCGCCGAATGATT
CTCCTCCTCCTTTCTTTGTGATATAGAATGCACTTTTTACTAAAATCCTTAAGTAGTTAA
GTAAAAAAATAACATTGTATATTCTTTAAAGAGGTTTTAAAAATCATTATACTTTCCCCT
TTGTATTTTTAACCACTTAATGTAGCATTGTGTATTTTATTATTGTATCTGGTACAAAAA
ATGTGCAGCATTATAATGTCTTGGTTTGTCTTTTGTTTGTATCTTCTTTGAAAACTGATG
AGAGAAGTGAAAAAGTTGGGCCTTTTTTTGATAATGTACATTTAACTGACTGCTAACTTG
AGAAGAAAAGAAAA
>CL10601Contig1
GGCACGAGGGTTCTGCTGGGTGTCCAGGATCAAGCACTCACAGTAAGATTCTGAAATAAA
ATAGATAAAATGCTGAGATATAAAAAAGAGAAGCAGCAAAAGAGAAGGACAACGATCAGA
GAGTCGGCTCCAAAATTGAAAAGTGAAAAAGAGCGACTGGAGAAGCCCCGCCCCCAAACA
CACAGGTGACTTTCAGGTGACATGGACGTTAATCTTAATCTAAATTAATCTGTCTGCCCC
CCCACTCTCCAGATCCCAGTGGAGGGGGTTGCACCGGCGCCTCGACACTCCCACTCGGCC
TGCTCATATGAGGGGGGGGTGCTGGTGTTTGGTGGACTGAGCGAAGGGGGGGTCCCGCTG
GGCGACACCGCCATGTTGAGGCCAACAGAGAGAGGCTTTTGCTGGGAGGAGATGGATGTG
CGGCCCCCTCCTGAGCCCCGATATTCCCACCGAGCTCATGTGTTGGAGCAGAAGCTGCTG
GTGGTGGGCGGGGGTTTGGATGTTCTCTGAAGGTGTTCCAGGCCTGGCGGTGATCGACCT
CATCACACGTACCAGCATGGAGGTCAGCCTGGACACGGCGTCCGTGCCCCACCCTCTGAT
GCTGCACTCCTTCTGCTCCGAGCTCGCCGCCTCTGAAGAGCCAGAGCTGCTCCTGATTGG
AGGAGGCGGGAACTGCTTCTCCTTCGGCACTCACCTGAACCGCCACCCCGTCACCGTGGA
TCTCCGAGCTGTCCTGACATGAAAACACAATGACGAGCTGGGAGGAACAGGTCTGTGTGC
TGACTCCTCCCACCACTGATCTTGGCTATGATGTCATCATGTGAGGTCATCGCTCACTCA
CAAGTCTTCAGAATATCCACCAATAAACCGACT
>CL10602Contig1
GGATTTTATTTGATTAATCAAGAAATAAATGAATTAAAGAAAATGTTTGACCTTTTCATC
TCTTTGTCACCTCTTTTCTTTTTCTTTTTTTCTTTAGGAAACGGCATTGGCAAAGGGTTA
CTTTGCAAAGTTGCTGAGGTGGGGAAAAAAAAGGAGTGTGTGCGGCTGCAGCTGTCTGTG
CTGGACTGGAATACCCCCTCCCGAGATTTTTATGCGGCTAAAGGAGCTCAGGATCTCACT
GTAAGCGAAGGCTGGCACGCCATACGCTTCGATGGACAAAGCCTGGACAATTTAGCAAAC
GAAGCTGCTAAAATCTAAACAGTTTATGGCAACACTTTTCTGTAATCCTTCCTAATACTG
TTTAATTCCTTTGTATAAATGATAAACATTTGACTTAAACATTTTTAATGACTTGGAANA
AAAAAA
>CL10603Contig1
TTTTTTTTTTGGACTTTGTGATAATATTTTATTTAACAAAAACTCATGTTATCTTTGCAG
CAGTCGTTGGAAGAACCTCAGCTCTGTCTGCAGCTCCTCCTCCTGCTCACTTTCAGCCAA
CGCTTGCTGCTCCACCACTTCCATGATAGGACCAAGATGTTAGCAGCTGGAACTGCTCTC
CCCGGCAGAGGATCTGGATGAAAACAGAGATGGAAGCCTTGGGACTCTGGCCTGGGTCTC
CACCACAGGAAATTGATGTATTTCTCTCCAGACTGTGGGTTGTTGTTGACTTCAGCCTCT
GACAGAAAACACCTGTTTGAACTCGGGAAGATTCACAAAGATGTTGGATCTAAATCAGAC
AGACTGAGTCTTACAGAGAAATGTTCTCTGGTGATAAAGAAGATCACAGATGAAGATGCT
GGAAGATACACCTGTGACAGACTGGTGACCTGTCTAGGGTGTCCCCTGCCTTCGCCCACA
AGTAGGGATAGGCTCCAGCAGCGCTGTGACCCTGTCAAGTTATGCTACGACCTCGGTATT
GCGTAAATCCCTCGTGCCGAATTCGGCACGAGG
>CL10604Contig1
AGCCCAGGGGCAAAAAGAAGGACGTTCATTTTCACAGACACAGCTAAACTGTAAAGGCCA
CATCCCACAGTCCAGTATCCATCGATGAATAGATTGATGGATGCAAAAAGCAACATCATG
GCCACTGGATCGTTAAAGAGACGAAGCACAAAGATGGAATGGATCCGATAGGATGCACAA
CACACGAAGAAGAATACATAGGGCGGAACCTTTTTTGTTCGGTTGTATATTCTGAAGACA



AGCAGCAGTGTGATGAGGTAAAAAACTGCAAAAATATACTGGCCCAAGCGGATGTTCGTC
CCATGGTTGGTAATGTAGTACAAAGCAGTGAAAACGTAGACAAATCCGGCTGGGTACACT
AAAGGGCCGGTGTCTCCTTTCAGCTGAGTGTAATCATAGGTTCCATTGATGACTCCCTCC
ACTTCGTCCATATAAGCTTTCCAGTCGATTTCAGTGTATGCTACTCTCTGTATCACCCAA
AAATTGATTCCGATTTCAAGAAACCACAAAACTGAAACGACTAAAAATGTGTATTCCGTT
TTGAACAAGACCAAATGCTTGTCTTTCCAAACTGCGTGGATTTTCCCCCACAGTGGAGAC
GGGGAAACTGCAGGTTTTCTCCGCACACCTCCTGCCATGTGGCTAAAGAGAACCGAGCGA
CGTATTGCCCCCGGCCATA
>CL10605Contig1
AACATAACANTAGCGGCAGCAACATTTATTNGGCAGCAACGTTTATTTGTACAGTTTAGA
TCCAGATTCCAGCTCAGATGAGGAGAAAACAAAGACGTTCATGGATCTATTTGTCTGACA
TTGGATGATCAGAATGGAGCGGAGCAGGAAGCTTGTGGCCCGCCCAGAGTATTTACTACG
ATTGGAATAAAGAAATCCTCAAAAATGCAGTTTTAATCTTTCATTTTCTTTATATATGTC
CTCCATCACAAGTAAAATGGCCACAAGAGTATGTTAAAAACAGCATTTTCATCGGAGTGG
GTCTTTGACTTTATAGTACAAAACAAGAAAAAAAAAGTAGTCTTTATTTGTGAAAATCTT
TTTGCCAGAATGTACCAGTAATTAATAAAAACACTCATGTTTAAAGAGGCAACACCGCCT
AAATCTGATGAATGAAATGTACATATGAAAACGACTTGTTCACGGACACAAGTGGATTGT
GAACCTTAACACTGCCAGAGGAAAAATAGACAAACATCTGTGTCTGCTTTGCACACATGC
TTGTGTTTACATGAATGTGTTTTTGTATTGCATGCCTTCTCATGACGATGAGCCAAAGTG
TTGCTTGGTGTGCACACAGCTGCTGCATCTTCAGGGTTTCATCCGTGTGCCTGTACCTTG
TCACATGCGTCGCTTACTAAGCTGTGATGTTGCCTGAGAGAGGTCAAGTCTTTCACAGAG
TCTCAGTGATTTTAACACTGCTGCTGTGTTAAAGTGCACTTTATCTAACTAAACCTGTGA
TTGTGATTCTTTCAGACATTCAATAATAAAGTCTACAAAAGTGAAAAAAAAAAAAAAAGG
GCGGCCCTCTAGAGGATCCAAGCTT
>CL10606Contig1
GCGTTTAACCCGGGCCTTATGGCCGGGGGAGGGAGGGGTGGCTTCCGTCACAACTGGAAC
ACAGTTCTGTCTTTTGATTAAAAAAAATATAATAAATAAACCGGGGGGCTCACGGCTCCC
AAAACGGTTCACATTCGCGTGTTTGTGGGACACTTTGCCGGAGGGCGCCGCGGTGGAAAT
GCGATGTTTGATGGCAGTAGAGGAGTGTTTGCAGCGCTCCCCAAGAAGAGGCATCACGGC
GCGACTTGGCTAACGTTACCTCGCTAACAAGAGTGGGGTGACATGGCTCTCTGACAGGCT
GCCAAAGGTCTCTTCATGGATCACACAGGACGGGCGGAAGGGAAAGCACACCACTTGTGA
GCATATTCGAGCTCAGTAAAGTCTGACCCACAAGCATATCATCAGCCTGACTTAAGCGGA
TGTGGCCTTTTCAGTTGTTCATAGACATCTGTTGAGCAGCTCAAAGGTCTCCTGCTATGC
ACTATAAACAAAGAGACATGAGCTGTGGGAATGTAAGGAGAAGCAGGCTTCTTTCCTGCA
GAACTCTACTTCTGGTAATTGGGCTTTTGGTAACAATAGCCCGAGACACTGTGGCTGACC
AACAAGGTACAAAGGTGGACATGTTACCAGTGGTTCTAGAGGCATCTATGCAGTCCTCTG
TACTCCCTGAGCTACAGGCTGCAGCATCTTCCGTAG
>CL10607Contig1
TGTTCCACCTTATGTAAGCGTCTTTTCTCTTCTTGTTTTACATATTTAAGATAACGCACT
AAAAGCATTGGACACTTTGGTGAGTACTGATACGCCAAACTGCGTTGTCGTGACAGTGTG
TTAGACTGTGGTGATCACACAGTTTTGCCTCTGCGAGAAGGAAGCTAACCGTAAGCCTAT
ATGCGTTCCTAAATTTGACTTTTTAAATGGCTCATTGACGATTCGTGCTTTGGGGTGATC
GGTAAGGAGAAGCTCTCAGTCATGTGGTGGTGGAAAGTTTCGATGAGTTGCCTGTTATTG
CGGAACTGATCACATGACAACCAACCTACCATGTTGTGACCATACCATAATATGGAAGCC
ATTGAGAACTGTCTGGGATTTTATGCATATAGGATGCGCAGGTAAAATCCAGCAGGTCAA
TTGGGGTCTTAATCTGGACCCAAATGGAGATTAAGTGGGTGTGCTCAAGCAATAATCTAA
AAAGTAAAGAAAGTCATGTACACTTCTAAAATAAAGCAGTTTATTTACTTAACTGTTCAC
TTACTATCCAAATTTGTTTTAGAACTATATTTAATCTGTAGACGTTAGTTTTTCACTAAA
CAGAAAGCAATAAAAAATTGAATAAATATAAAGTTCTGAAGCCTAAAGTATCCCCAGCAC
TTGTTTTATCAGATCACGGTATCGTTACTTTTCAACCTAAAAAAAACTAGCATTCCAATT
TAGATTTGTCTTCTACGCTTTAGCTCCACAGACTTTCATCACCATTAGGGCGGATGAGAT
TTTTCTGCCAGCAGCAATGACAGAATTCTGGTTAATTTCTGCTCCGGGGGAGAAGACATG
CCAGCAGACGTGGGACAAACTGATGGTGGCCACAACACGCACCAACAACCTGTCCACGAA
CCACAAGCTAAACATCCCGGACCTCAAGGTTGGAACCTTGGATGTTCTGGTGGGTCTGT
>CL10608Contig1
GGCAGTTTGTGCAGATTGACAGCTGTCGGCTGGGCAGCGTCAACGAGAACCTGGCTGTGC
TGCTGATGGCTCACAAGTTCCGAGGTTACAAGAAGCATTGATAGTTATTCACCAAGAAAT
CAGTGAATACATGTGTTTTTGCAACTTTATCCTAATGAAATGCATGTTGGTCTAATGTCA
GGTTAGATCCAAACTGTCTGGTCCAACTCTTTCAAAGCATTCCCAGCGGTCTTTTAATTA
TGATTATTTTGTTGCCAAAATAAAACATAAAAGCCCACCAGCTTACAGCCCCTCAAACTG
CATTTTGTTTGAGCTTAAATTTTGAGCTTAATTATCTCAATTTATGTCCATCATGAGAAA
AATGCCACAAGAACACATACACAATTGTCATCAGAGTGGGTCTGTAAGTTGTTGGGTACT
TAGGGTTTATAGAGGCAACTTGTTGATCAGAAGACACATATAAATGTTAACATGTCCCCT
TATCTCAAGGAAACCAATAAAAATAAAAGAGAAATGTTGAGATCAATGGTAAGTATTCAG



AGGAGTGTTTGTGTACGTTCTAGTCCCAGTGTGTCCTCACGCCGGAGGAGTCGGTCTGTG
CGAGCTCGTCCAACATCTGATCCTGTTCGACTACATTCTGCGTGTCAGCAAGTCTCAGCA
ACCGAATGTGCGAGTACGTCGACCATCTCCACGAGCACTTTGTTTGTCCGGTGGTGATCC
ACAACGCTCGCTACATGCCCCCAAAGATTCCTGGTTATTCCTGTGAGATGTTGGAGTCTT
CAGTCAAAAAGCATCAGTATCCTGATGGAGACGCAGGAAACTCTATCCAAAGAAATAAAA
ATCATATTTT
>CL10609Contig1
TCATATTTCCACAGCAAGCTGCGCCTTCCAAAAAGGTCTCTCCCAAACCAGAGATAATCT
TCAGCCTTTTGATAGAAAACAAATGCCCAAGGCCCTTGAATGGCAGACAGAAGTGCCAGA
ACCTCCAAAGAGTTTTTACAAGATGACAATTTCTGACAGATGACAGCGGTGTCATTCTCT
TCTGGCATCACAGAAATCCCTCCAAAAACCTCTCCATTCCACATCAAGACATTCCCAGCG
TCGTCTTGAAACGGCTGAAGAGTAAGGAGGCCTCTCATATGGAGAACATGGGCAGAAAAT
GAGCAGTGATAGCTCAAATCTACAGCAGGAAACGATAGCTCCCTGCTAGAGTTGGGGCCC
CTTCTCTTCAGAAATTCATAAATTCTTTTGTCCTTCTCAAATTGAGCAGCTGACAAAGTC
AACTGGAAAAAGATTCCACACATTGTTGCAGCTCTAAATATCCTGCAGTTCTTTTTTCAA
GTAATCCAGTTCCTACATACTTCTGCTTGTAGACAATGTTTGACTTCTGTCAGCCAGGAA
GAAAATGTTGCTGTTTCTCTGTTGGATGTAAACTTTCCTGTTCTTCTTTAGGTTAGAGAG
TTCATCCACAACGACCTTTTGCTCTTTGATCCTTTTACTGAGTTCCTCTTTATATGTGGT
TTGCTCTTGGGAATTATCGCTGTTATTGTAGTTTTTTGAAGACATTTTCATAAAGGAGCC
ACGAGGGAAAACTTTTTATCTAATTTTTCTCTTAACAGCGTCTACAAATGCGACAAACAT
GTCCGGATATGCGTCCC
>CL10610Contig1
GATATTTTTACCCATTTATACACTTGCAGACGCTTTGCGTTACACGTGATTTGCCTACCT
TTGAAAACACATCTGCAAAATTTGTGATTGGATTTTATATCTTAATGGCATCTATCACTT
GAGTGTAAGAGAATATCTAAGAGTTCTTTATTTCTTTGCACCTTTTAGTTGTTGTTTTGC
TTTGCTGTTGTTTCTCCTTCACATCCTCTTTTTCTTCATACTTTGTGAACTCTGTCACAC
ATCTGTGACCACAGGGATCGATGTGGGACTTAGTGTTTTACTCAAGAACGCAGTGACTCT
CGGTGAGGATCAAACCGACCAATTTGAAGCCCTCTACCAACTGGACCGTCACTTGTTTGA
AAAAACAGGAACACAACAGCTCTTTTGTATCTATCATGGTCTCTAGTCTAAGAGATCAAA
ACTTGATGTCGTTTTTTTCTTTGATGTACTTTTCCCCACTTGGGTGCGTTGTGTATTTAG
CAGACCATGTGTTCAATAATGCCCATTCATTTTGTTGAGACCACTTTTTCTTTCCTTCAT
TTTCTGGCTCTTGCAAAGCACCTTGGGTATTGTTTCATCAGTTCTTGTCCGGTGTCGTGC
CTTTTGACCGGTGTTGTGCAGAGATGTGTTCCCCTTAAAAAAAAAGCCAGGAAGCTCCTC
CTCTAATGTTATAACCTGATCTCTATTGTAAATGATTCAGTAAGAGACGAGCCAAAAACA
AAAACACATTGTTCCTGTCATAGTTTTTTCTTCTATTCACTCGTCACCTTAAAGTTTAAG
GCTTAAACTGTTCAAGAGCCACTTTTATTTTGCCAATTTTGACCCACATTTAGCTTCATT
TTATTATTTCAAGAGATTTAGACGTGTTTCTATATCTGCTGTTAAACATTGTCAGTGTAT
TTGAAAAGTTACCAAACAAAAGACAGTTAAAAGAAAACATTGAAGTTTATTTTCCGCTTG
TTCTTTTTTTTAAATTAAACTTAGCAGTGATCTTTGTATTAGCACTTCTAAATA
>CL10611Contig1
GGCCATGACACGTTCCTCCAAGNCATCCTCCATGGCTTCTCTCTCTCTCTTTTGTTTTGT
TTGTTGTAGGAGTTAATGATGCTCTCTCTGTATGGAAATCCCATTTTCTTCAGCTGGGTC
TGTCACTTTGACCACTGACCTCCAGTTTCTCAAGATTGAGTCTTTTTGGTGCCTGACGCA
TCTGCGCTCCTGTGGATCCAGAGGGGTTTTATCTTGTGCGCTACTGTCCCTCATCCCATC
TGCCTGCAGCCTGGGAGCAGTTGTCAGGAAGAAATGTCAAAGTGTGCTGCTCGGACACCC
GGAGCCTGTGAGGAGAAGTGGCAGGACGCCGCGCTGTCTCCACGTTTATCCAGACAGACA
GAGGCCGCGCGCGCCTGCGGGACGGCTGTCAGCGGAGATTTGTTTGGATCCCCCATTCTC
TACTATGTGATGTGACATCAAAGAGGGATCAAGTGCATTTCCACAGACTCCTGAAATCTG
TGGAAAACAGAGGCGGTGTTTTTGTTTCCAGGCCAGCGTCTCCATCCTGTGGAGCCAGCC
CTTCTCCGTGTGTTTTGTCTCAGGAGAGAAGGTCAGGCCTCCGTGTACACTCTGTGACTT
TCCCCGAATCAGCTGTTTGGAGC
>CL10612Contig1
CTCAGAACAATTCCGCTATCATATGCAACGTAGTCAAGCTCACCAGACTTCATTGTTTTC
CCCAGGTAGAATGGTTCATTTGGATCCTTTGTGAGAATAAGATACTTTAGATTTTCAATA
ATGGCAAAGGTGGTGGGCTGGGCCACAAAGAACCAGCGCAAGTCCCCGGCATTCTCATAA
GCATGCTTGAGAGCTTTACGCAACCTCGCCCAGTCATCCTTTTCTTTAAGGTCAATCGCT
TCAAGTGCCTTAGATGACTCTGATGTGTAAAACTCGGCCTTGTCACAGTGTTTGCTCCAG
GTTTCTATAACCGTTGCCCAATAAATAAGGTTTTTTGGCTGGACCATGATGACGCAATAG
ACCCGAATTTGATTGTTTAATCCCTGAACTTGACTGTCAGAGAAGCGTCTGCTAAGCTCC
TCTTTACTTGCTGCTTTGACGTGGTGATGGTGATGGTTGTCTGTCTTGTAGTCGCTGATG
GGACTGAAACTGCCCATGAGGGACAGCACCAGGCAGAAGAGGCCTCCCATGACCATCCCC
TTCATGAAAGAGCTTCCTTCTGACAACATGTTGACGACAGATCCAAGAGTAGGTTAATGT
CGCTGTACCAGGAGGTCTTTGGGGGTTCAGCTGCCTTTCACACTTCTCCTTTTTAATCAG
CCCCCC



>CL10613Contig1
TCGGCACGAGGCGACCGGGCCCGTACCAGTTCCCACCGGGGCCTTTCCCGCCAAATGTGC
GCGGTCTTCCTCCCCCAGCCAATGGGCACCCAGGAAAACCCCTGCCTGGACCTATAGGGG
GAGATTTTGGACCTCCGCCTGCCAATGGACACGCATACATGCCCAGAACGGGCCACGGGC
CTGTGATGGATCCACGGGGTCCTCCACCTCCACACTTCCGTCCTCCACCACCACACCACC
CGTTTGGACCAATGCCCCCACCACACGTTCTCCGCGGCCCGCTGGGACCTCGTCCTGACC
TGCGGTTCCCAGGTCCCCGAGACGCGTACGGCCCCCCGATGGACCTGCCTCCCCACTCTG
CCCCTGTTGGTGACTCTTACCCCCCCCAGAACTCGGCGGGGGCTCAGGGAGGCCCTGGAC
CGGGCCAGCAGGGGAAGCAGGAGCCCCCTCAGGACTCGAGGCCAGCATCGGTCCAACCTT
GAGAAAAACCTTGAAAAAAAACGCCCCNGGAGNGGATTTAAACTCATCNCCCCCCCCCCC
CAATAAAGAAAAAACTCTGAAATGCATCCAAGGTGCAGTCCAACATGGTGATTTTCATGT
TTCTGTTAGACTTTACATTTCTTTATTAAAACAACGTCTTTAGGATGAAGAAAAATCGGC
GTCTAAATTCATGACTTGAAGTTTGCCACTTGGAACCTTCTGTGCAATAACGTAGAATCT
GTCCTTGAATGTGATGATCTTTACGGGGCATTCCTTTTTAGTTTTCTGTTGATTTTTTTG
TTTTGTTTTTGTTTTTAAGGAGAAAACCAGTATNGGGTGGGTGGGGAAGGGGGGGTCCAG
CTTCTAACATTTCAGGAAAACCAGTTTCCAAAAATGATTCCATCAGTGTAAACAGCAAAC
GTGTCGTTTTAAAGGAAAATGTATCACATATTTTACTACTTTGGTAGAAATTTTAATAAA
GAA
>CL10614Contig1
GAGGTGGAAACAAAATGAATAATTTTATTAGATTTTAGAAGTTGTTGGACTTTGAGATAT
TCCCTCAGATTTTTAAGGAGTCCTGAGCTAACACAACTGCCCTTCAAACGTTTCTCTGTT
TACCGACACGTTACAAAGCCTACATTGTCTTTTTCTTGGTTTGTACCTCATAACCTATAG
ATCACAGCCAAAGCCCTGGTATTATATCTNAAAGTTGTTGGATCTAGAAGAAATCAGGAG
AACATTTAGTTAATTTCATTGACACAAAAAACTTTACTAAAACTGGAGAAAAGTGACGTT
AAAACATGGAAGAGAAGGAATGTTATGTCATTTTATGCATCTTGTACAAAAGATCATAAT
CTATTTATGACTGCATGCAGATATTTTAGATTGGTTTTGTACAACTCAATATAATAGCTG
ATTTTAATGTGATTTGTTTTTGGTTTGCACAGTGTTTTTCATGGAGGAATGTTGCTTTTG
GGGCTAAATCCTCTTATATGACAAGGAACAAAACATGAATCTGAATGTTTTCTTTATATA
TACATATATATATATTAACAAGGCTAATCTGCAGCCCTTTAACAGCTCTTTGGTCCTGCA
GGCGGACGCAGACGGACATAAGCCGGTGAACGGCGGCGTCTGGCCTCGTGACTGTCTCAT
GACTCCACCATGTGCTTCTCCCTGCAGCTCCATAGCGGTCTGTTTACGGCGGGATGCTCT
CTGTTTGACTGCAAGGCAGCGACAGAGACCTTCCAGTTGTACATCAACACATTTTGTCGT
TTTCAAGTTACTAATAAGTGTAATTATGGTCATAAAACGAATCTACAGAGAAAAAGAAAT
GAATATTTGAAGCTTTTCTTTTCTTTCAGTTTTGTTCGTCAAACCAAAGAGAGGCGTTCT
TTTTCTGATTCTTGAATGTTGTGACACAAACACTTTTATGTTCTGCTGACCTTCTCGACT
CCGTGAATGTTCTTTCAATTCGTCTGCGGTGTCAAACGCCTCTGATGAACACGGCGGGAC
GTTTTATTCATAAATATTCAGTCAACCTGCAGAATGAGTGGAACAGAAAACGATGCCATC
GGAGCTCATGGGGGTTTGTTTCATCCGGCAGGAAAGAAACTGCAGAACTCTGTGCATAAA
>CL10615Contig1
TTTTGTCACAGGAATAATCGTAAACAAGAGATTTAAAAATGCAGATTCCATCTGGATCTC
CATTCAGATTCAAACACTAAACAAACCATGATTCTGCTGCAGTAAAACAAGTCTGCTAGA
TGAAGCTCAACGACACACAAACACACTCGCTCCTCTGACGCACAAACACACACACGTTCT
GCATGGGCTGGGTGGGGGGGGGGCGTGTGGATGTTGAAGTCACTTCTACCTCGATGAGGC
ANAGATTTGCAGCTTGTCCTGCAGCAGCTCCAGCCTCTGCCGGTCCACATATCTTGAAAA
GAGGGACAGCAGGTTGGGGGGGGTGAANAGTGGAGGGGAGAGCGATGAAAAGGAGACGCT
GAGCAGCTCCCTCATCACCGAGAACACCAACTCAGTCCATTGATTGTCGTCCATCANCTG
ACAAACGGGGTCGGAGCTCTGCATCCGCTCGCCCTCGCTCAGGATCAAATACAGCAGCGT
CACGCCGAACTTGTTCTGCAGCACCGTGGTCAGCTGACCCTCGCTCCCCTGCAGNTCC
>CL10616Contig1
ACTGTGCAGCCCGTTTAAACCCGGCATTATGGCCGGGTCCTGGGGGGCTCTGCCCTGCAA
TGTGGTTCTCCCGTGGGAGGGGGTGGTCCCTGAAGGACACCGTCCCGGAGCAAAGCTGAC
TCTTCATCGTGAACGTTTGTACTCCCCACCAAACCGTAGGATGTTGGCGGTTTTCTGCTT
GGGTTACATCAGCCGTGCCCCTGGGGGGGGGCGCGGCGCTGTTGATGAATCAAACAAAGA
GAGCTGCGGTGTTGACAGACGAGGCATTAGACTGAGCAAAGACAGATGGATCCTGAGAGG
AGGAGGACGAGTTCTGCGCAGGAACCAGCTTAAACATCAGCTTTCATGTTCCGTCTGTGT
TTTTAACCTCTCTGCTTTCTGTCTGCCTCAAAAAAAGAAAGAAACCTTTTATGGCTGACC
CACCCCACCCAGGTTAAAGAATAGCAGTCAGTTGACGGTTCCACCGGTCCTGCAGGCCTT
TATTTCCTTGTCCCCCCCCTTAAACCGCGTCGGGCTTGGAAACAAGGCAGTGATTGGTCC
GCCAGCTCTACCTGCGTGGCACATCCTGAAACGTTCCTCATGAAGGCGCCGCTTCCAAAG
CTGTGTTTGCTGATGGAGAGCCAGGCTGAAGCATTACAATGATGGGGGGGGGGGGCTTAA
ACCTACCACAAAAGAGGGGCGA
>CL10617Contig1
AAGTTTGAGTGTAATGTAAACGTTGGAATTGCCGAAGAAAATTACAGGTTTTAGACTATT
TCAGGCCCACCAGAGCGGGTAGAATGAACAACGTGTCACCTGAGGTGGCCCTGCACCGGA



TCTCACCTGAGCTGCGACCCTTGCTGTGCAGCCTGGTGAGGAACGGCCGCGTGGGGCTGG
ACGCCACCAACTGTCTGCGGGTCACGGACCTCAAGACCGGGTGCACATCTCTGACTGCTG
GTCCTTGCTGTGATCGCTTCAAACTTCACATCCCCTTTGCTGGACAAACCCTCAAATGGG
ACATCATTTTCAACGCCCGGTATCCAGCTCTGCCTCCTGACTTCATTTTTGGAGAAGACA
CTGAGTTTCTGCCCGAGCCCTCTGAGCTTCCTCACTTGGTACAGTGGGATGCTGGGAACC
CAGAGAGTTTACTCCAACTGGTGAAGGAGCTCATCCAGCAGTACCACCTCTACCAGTGCC
AGCGTCTGCGGGAGAGCTCCAGGTTGCTTTTCGAGTACGACAGCCTGCTAGAAGATCCAA
GCTACAGCCGCAACATGGAAATCTACGCTGGGCTCAAGAACAGCTGGACTGGAGAGTTTT
CGGCCCGTTTTCTCCTGAAACTGCCCGTGGACTTCAGCAACATCCCTGTTTATCTCCTTA
AGGACACAGCATTGGACCCAGGAGAGGATGTGGCCCTTCTTTCTGTGAGCTTTGAAGATG
CTGAAGCC
>CL10618Contig1
GATTGCACTCATGCTCGCAGCCGAGGAGGAATGTAAGGTACGGGCAATCCACCGCCCTCA
CAGTGCGCGGAGTCGCGTTATGATTCAGGTCCCTGTCTGAGTGCCAAATCGGTCGGAGGA
AAGAAAGATTAAAGATCAAACTACTTTCGAGATGTGAATTTTTTAAATGTTTTTTTAATT
CTTCAACCGTCTCACTTGTCCTATGCTTCCGACAAGGAGGTTTCAAGAGGAAAATGATTG
TGGCATAAACTATTTCTGGACACGTCTGTCACAGGTATCACCGTTGGACTGGACAGGGTG
GATGGTTATTTCCCAAAAAATTCATGTATACTGCATCCAGTTGTGGGAAACACCTCCTAC
TATCTTCCAGAACAGCTCGAAAAGAGGAATGCTGGTCCAAGATTTAATACCATTTACTTT
AAGTTTTTGGCCTCTTTTCTTCGGCCACTGCCTGCTCTCGCTGTTTTTACTTTCGTGCCA
GGGGGAAATCCAGAGGTCATGCTCTCGGTCTGTGGCGGAGAAGGTTAGTGAACAGTGCCA
GTTGGCATGCCACTGTAGGAGATACCCTCCCCTCCCTCCACCACCGCCTCCACCTCCTCC
CCCACGGCTGCTGGGAACCACAGAGGCAGAGCCCATGGTGCCCTTGTTGACGCCCTGGTG
GATGGAGGTGGACCTCATAGTGCTCGGGACGGTGGGCTGTGTGTCAGTTGTCTTCCTCCT
CTCTGCCATCATCATCTGTTATAAGGCTATTAAAAGAAAACCACTGAGGAAAGAGGAAAA
CGGGACGAGTCGTGGAGAGTACGCCATGAGCATCCGAAACACGAAGACCATTAGTACGAA
CAACACTGTGGTATAAACATTCTCCTGAAGTCCACAGGAGCTGACTCACATCATGTTTCC
CACCTTGTTCTGAAAACAGCAAACTCCTCTCACTGAATGGTTTCACCTGACATTTTTCAA
AAAGGTAAACCTTTCTTCTTTGCTTGGCTTGCTGCCGGGGCAGGAGAGACAGCACCGACC
TGAGAAGAGC
>CL10619Contig1
CAGGAGCAGGGAAACAGCAACTGGGAGCTGTTGAGGATGACGGCATTATTGTTCCAGTCC
TCCTGCCCCATCCAGCCACAACACTGCATCTTCTTCTGGATTAAGTCCCAGGCCTGCTCA
GTCCTGGAGCTGTTTCCTGCATAGCTGCCCAGCACCTTGTCGACAATCTTGGACATCTGC
TCATTCACCTTCTCCTTCTGCAGGTACACGAGAACGCCGGCTGCAATCTGAGCAACAAGG
ATCACCAGGAGGCAGGTAAAATACAATCCTAGCAGGCACTTGATCTGGAAAATGGCCCCA
AGGCAGCCAAATAAACCAAGGAGCATGGAGAAAGCTCCGACGCTGATGAGGACATAGCAC
GCCACTTTCACGTCTGTTGAGTTATTGATGATGACGATGAAGCTTTGATTGTCCAGGAGG
AGCCAAAGTCCAAAACCCAAGATAACGCCTCCCAAAAGAAAGAAGATGAGGTTGAGGAGG
AACAGGAAGTACTTGCTGGCTGTCATGCACCCGGTCCCCATGCTGACGGATCTGTTTACA
GGTGAGAGGAGACTCGAGCGGCGGTGAAAACGGAGCACTGCGTGTCTGAGAGCCGACTGA
CTAGACGGAAGAACGGCCCCCGGCCATA
>CL10620Contig1
AACCCCCCTCGTCCGCCCGCCCAACTTGTGTATTTTCAACATCAAAAATAAGCAATAAGC
TCTTTTTCAAACAACATTTCTTCTGCTCCTGATTCACAACGATTTGAATAAAGAAGAAAT
ACCCAGAGCTGAATTTTATTTTATATATGTGTCTCCATCATCAGAAGAATCCCACAAGAA
CCTGTTCAAATCACCAAAGACGGGATTTTCATTGGTCTATAAGGGGGTTACCAGTCTTCC
AAGCAGCAGCAGATCTGTATTACAATCACAGTTAAACAACGATAAAATGTTTAAAAAATG
AAGAAGAAAGTTTCAGATTTGAACCAAACTCTTGTCGAACTGTGCTGTTTTATTTATTTT
TGTAAGATTCCTTAAAATAATCCATGCACTTTAGTTTGTTCTTTGTAAATATGAATGTAT
GTGCAGAAAGACGGTATATTTCGACGTGCACATGTTGCTCATACATGTGGCCCTGGATTT
ATTCAGGGAATCAGGTCACAGTGTGTTTATGCAACAGTAAAGAGAGGATTTTGTAAACTG
CTCTTCCTTATTTTCTACTTCCTATACTTTTCCATAGAAGTGTTGCACTACAGCCTCTGA
AAAAAATAGTAGTTTTTAAAAAAAATGTCAAAGTTAAGAGGATTTACACCTGCATGTAGC
TGCATCAGACCACTTTACTGCCTCTTTTTCATGTGTCAAAGTCTAGAGAATTCTGTGTAT
TGTATTAAACCTAAACTGACACCTTCTTTAGGTCCTTTTAGGATAGAAACAGTCTGTTTA
CACATTTATTCAAGTCCTTTTTATGCTCTCCAAAGCGTTGTTGCCTCTCTGGTTCTCCTT
AATGTTGCACAAAACCTTTCCTAACCTTGGAGAGCTTGGACCATAACCTTGCATGTGTAA
CCTTTCAACGTTTAGGTGTGCGTCCTCAGAAATAACTGCATTTGAAAACAGCGATGAGAA
TCTCCCACACATCCTCTGTGTGATGCATGATGCCTTGTCTTTGACCCTATGACTCGCCAC
AATTGCTTTCCTGAAAACGCACAAGAATTTTAAAATGCACAAGATGTTCTTCATGGCCTT
GTTAGGTTTCTTGAATGCA
>CL10621Contig1
TCGGCACGAGGCGATAACTTAGATTTATGTTATGCAGAAGACATTTCTGCAGCTTCATGT



TTGCACTCCAATAAAAAGCAGCCTTAATTTGAGAGGACATCACTGTCATGGTGAGAGGGG
TTCACTCAGACTCGGAATGAAGAACTTAGTTGTAATAAACCTGCATTTTATTCCTTTTTT
ATGTTATTTTTCTTACCAAGAAGAACAAATGCTATGGTTGATATGGTGTCTGTTCTTTGG
GGTTGTTTTTTTTCCTCGCTTTACTGCAGACTTTACTGACTCCTCCCTAAGCTGAAACAA
AGTAAATGTGAATGTAAAATGTTCATCCTGGAAAGTCTTTGACATCTTTGAACATTCAAT
TTTTTTGGTTTTGTTTTTTTCTGATGCTGTTGTCAGCTGGTACTCTTGTTTAACTCTGTT
TATTTATATTTTGAAGGAAAAAGGGCTGCTCTGTAAAACAAATCAAACTTGATTGAAAAC
TATCAATGCTCTTTTGATTCCCAAAATGTTTTTTTCCTTGTTTTTGTGTGTGTAAATNAA
TGTTATTTAAAGAAAAAAAAAA
>CL10622Contig1
CAATGACCAGCGAGCGAAATAAGAGGGTAGAAGAAGAGAGCACTAACCGATGCGCATGGA
GATGGAAGGAGAGGCCGCGTGAACAAGCGAAAGGCAGGAAGCGATGCCCGTGGGTAGTGA
TGGAAGGAGGTCGAGAAGATGGCGGCGTCTGGTCGGGCTGCTGAGGGAAACGTGAGAGAT
CAACAGTCTCTGAGAATCCAAAAGAGGTTCAGTCCCAAAGAAAATGATCCATGCAACAAT
GCCCCCCACACACAGTCCCTGTGAAGGCTTTAGTCCAGTTTACTCGTCGTCCGACGAGAA
TCGAGGCTTTTCAGCGGAATCTGAAGAATTCTTTCTCCAAACCTGGACAGAAATGTGTGC
GGGAAGCTTTCAAGCATTCAGCACAGACAAAAATACAAGTCCCCCATGCTGGATGTGGGT
TGTCTGATCAACCCGAACAACGTCCAAGACTCTTAAAATTAGGTTAATCGTGGGAAGTAA
TGTTCACCCGGGCCCTGACTCCTCGGCAGCCTACGAAGGAAGCAGCGGTCGACAAACCTT
CTGAGAGAGGAAACAAAAACGCTGGTTTCTGTGCTCGAGTCTGATGTTGAAATACCTTTC
ACTTGCCTTGAGAACCACTGGCTCAACCACAAGGTTTTCAACGGGGTGGTTTCGACCACG
TCAGAGGTGGAAAAGTGTGTGGATTTCAGACGTTTTTGTTTTTTTTTCCTTCTTTTCAAG
GCATGAGAATCCGCAATATCGCAATCCTCATGGGACAGTTTTTCCTCTCTGGAGTATCTT
TCTTATCACAGAGCACAAAATTGCAAAAAACAAAAAAAAAA
>CL10623Contig1
CTCTTGTTTATTTGTGATTTTACATNACAACGGTGGAGGGGAGGGGGCGGGGGCACACAG
TTCCGTCTTTCCAGGAGAAACAACAGGAAACGAGCATATTGTTAACATCAATATAGAACA
AGACTTACATAAAGATTATATTCAGTGCAAAACAACTACCGCTATATCACCAACACATTA
AAGTAAATTGACCTCACTTTAAAGACGTTGTAATTGTAGCAGGTACCGCAATAAGTGTGC
GTCATAGGCAGTTTTAGTTGTTGGGGAAATATAGCTTGCAATCACGTCGGAGCGATGCCG
CACTTGTGCGGAAGGTAAACTCCGCAAAGGCAAAGCTCTGAGATTAGGTAGTGCCGTGGT
AAAATCTCTCAATTGTTCGCTTGGCTTTCAGCTACTTGTCCTCCCAAGACTCCAAAAAAT
TGTCTTCAACAAGTGTTTATTGTATACTGGGTAAAAGCTACATACACATAACTTAATCAT
AAAAGATTGATATAGAACACTAAAAAATGTTTTAAACCATATGAAATCTCTATATTCAGA
AATCTCTATTGCAATTTCCCCAGGTTTAGGTAGCATCAAAGGATTTCAAACTGTTGCGTT
TCCCTGGTAATCCTAGAAAAAAATTCTGATGTCTGATGGCTAAAGTTTCTTTCAGCTGAA
AACAAACTGAAACAGTCACAATTCTGATAATCGGACGTGTGGTTTATACATGGGCTGTTA
GCCAATGTGGAGCTGCTGTAATGATGTCTGAGCA
>CL10624Contig1
CTTCAGGTCGTACTTCAGATGCATGGGGGATGATCCGGGGCAAGAGATTGTTCATCACCA
CAATCCGGATGTTCTTCCCACCCGCCTGAACGCAGTACAGCCCGTAGAATTTAGGGAGCA
GCGTTCGCTTGTTTTGGTTTATGTTCATGAAGTAACCGGGTAAGAGTTTCTGAAGAAACT
CCGCTTCCTTGTGTTGGACAGTTTTGATGATGAACTCATCATCGCTTGACACATAAAAGA
TGGATCCGCTTGCTCCAGGGTTGGACAGCTCGATCAGTGGCTCATTACATAAGGAATACA
TATAGTCATCTGGACGGATCCCAAACATTTCTCGAAAGTAGCGGAAGGCAATGGGAGCAT
AAGTCTTGAAGCGAAAGTCGCTGTAGTGATGAGCCGGGGTCAAATTACTGCCCTCACTCG
GGAAAAAGATGCTTTCCACGACCACAAAGTCCTGCATGAGAACATCCCTTTCCGCCTTTT
GGCTTAAGCTGCCGACAGTGTGAGCAATACCAAGCTGGATTGCACCTTTCAATGCCGACG
ATGTGGTTTTTTTGTATGTGGTCTCCCCAGTGGTTGTCTCTACACCTCGATGCCCAATTG
TTTTCTTCATACTTTGCGTTGTACCTGAAGAGCCAGGCATCTCGGCGGGGGCCATTTTTC
GAATGCTGCTGGCCCCTGTCGGGGCTGTTGATCCAGAGTCTGCAGTTCCAGCAGTCGCCA
TCACGTTTAGACTGTTCTCATCACAGAGATCGCCGAGACCTCCCCGG
>CL10625Contig1
AATAGCTTAATCACAGGTTTCCAAACTTTGGACGGAGTAGTGAGGAGAACTAAAAGAGTA
AACCAGCCCCTCCCTGTGTCAGAATGGCGCGGGTGGTGTTTCTCCACCCGGACCTGGGCA
TCGGCGGTGCTGAGCGGCTGGTGGTTGATGCTGCTGTTGCGTTGAAGTCTCGGGGTTGCA
GTGTTCAGATTTGGACCGCCCATTATGACCCCAAACATTGCTTCTCTGAGACGCTGGACC
CAGACCTGCCTGTGGTATGTGCTGGTGACTGGTTACCCACCAGTGTGTTTGGTTACCTAC
ATGCCCTGTGTGCATACCTAAGGATGATCTATGTGGCCTTCTACTTGGTTTTTCTCAGTA
CAGTAGAGTATGATGTGGTCTTTTGTGATAAGGTGTCGGCGTGCATACCTGTGCTCAAGC
TGTCTCGTCACAGGAAGAAGGTTTTGTTCTACTGTCATTTTCCAGACCAGCTTTTGACCC
AGAGGAAGTCGGCTTTGAAGAGGTTTTACAGAGCGCCCATTGACTGGCTGGAGGAGCGCA
CCACTGGGATGGCAGATATGATTGTGGTAAACAGCCGTTCACTGCAGGCATCTTCAGAGA
GACATTTCAGAGTCTGAGCACAATCCAGATAGACGTTCTCTATCCCTCCCTCAACACGCG



CGCCTTTGACCAGTCCAGCGCTGA
>CL10626Contig1
CCCACCCCCCACCCACACACACCTCTGTGGTGAGTTCAGGGACCAGGATGGGACGGGGCA
GACCTGCATACTGGTTCCTCCCTGTGGGGGTGAGGAACATGCAGCGGTGGAGAACCTTAG
ATCTTTGATGGTTCCTACTCTGAATGCTCCTGATGCTCCTCCTCTTTTCCCATTGCCGCC
CCCCTCCCCGTCACTTTCTGCTGTGGTGATGGCAGCCCACAGGAACCGTTGACTTTCTAC
AGAACCCGGGTTCTTGATTCTGTTCTAATGCTTCATATTTAGCTGTTCTGGACACCTGGG
GGGTAATTTAATGTTTGTATAAAGTTTAATTTAATTTGAATGTCTGCACAGAAGTTTTTA
ATTGAAGCGTTCTTCTGGATGTGGATCTGGTCTGCTGGTTCTCACCGGTTTTCAGGATCC
GTTCAGTCTGGAGATCCTGGCCTGGGGGGGGTGTGAGGACCACAATAAGAAAATAAAGTT
TCTTTTGCAGATGTATTTATTCAGAAGTATTTCTATACNAAGATACTATATTTGTTCATA
ATAAAGTGTGTTTTCTGCC
>CL10627Contig1
CCCGGGGGGCCGGGGTTCGAGAGCAGGGTGTCTGGATTTGATCTGAGGGGATCCGACTTT
ACTTTGGCCCTGGCGCAGGAGAGAAGCAACACAGCCCTGGACGGATAGTAACTCCTGACT
TGGCCACGTTTGTCAGAGGATGCTGGTTGGATGATTGTTTGGGAGCTGTAGTCCGATCGA
CACCGCACTGACCCGCTGGGACTACGATCCAAAGACCCGCAGATCTGGTGTTTAGGGAGG
AACTGCAGCTCCGTTTCAGAATGTCCACACTTGTTCCCATCCTTTTCTTTTGACAATCAG
TGAATCGGTGTGGTAAAAAAAAGGAAGGAAGGATACCAAGGTGTGTCAATATTTACATGA
CAACAACAACAACCTGTACATAGACTGTAAATACCTGGAAAACATTATGTCTTCTGTTAT
TCTTTAATTTTTTTTTTTACATTGCTTTCCAGTTTGGATGTATCGTGCTTCAACATAAAA
AAACGGAGCCCAAAAATGTTTTGTTTCTGATGAGGGAGTTTCTGCTTCTGTTGATCCTGA
CGTTGATGCATCAGTAAGAAAATGAATGAGTTCAGCCTTGGCTAAATTATTTCATGTGCA
ACTTGTACTGTAGAGCCCTGTTTGCCCTTTGAAATAAAAGAGAATT
>CL10628Contig1
TTTTTTTTTTAAGGCNGTAAAATTAGATTTTTATTTTCAAGCTCCNTGCATGNGTNTAAA
ATTTGACAAGGATTTTTTTNTGCAGNGGAGATATGTTTGCATTTTACAGCAAATGACAGA
CAGGAATAAAATACATCTATTGCGTATATTAAAAAAAAAAACCCTTGTAAACCATTTAGG
AGCACAGTTTTGGAATTATAACGAAACCCTTTAATCACTTATGAAAATGTGTTTGGTCTG
TTTTGTGCCCCCATACTCACTATCTTTGGAACAACAACCACAGATACCTTTCAGAAAATA
AAATATTCCATTTCAATTTTGCAAAAGCGATTATTTCACGAGAAACATTTTGGATACCTG
TAATAACATGAGAAAAGAGGTGACATATTGCACTGAAATTGTGAGTTGTGTCACAGCGTG
NGCAGGTGGAATANAC
>CL10629Contig1
TGGACACGCATGCATCCACACACAGAACAACACGCACACAAAAACCACTACGACCAAATT
CTGGGCCATTCAACAGCAGCGGACCTGGACAGCCGCGCACACATCCTCGACGGATCCCCG
GCGTGGACAATTTTGAATCTCCACATCAGCCTCTGTGGATTTCTGTCCGCGGGTTATCTT
AGAGCACGCTGCTTTGGCGGTGATGAGGTGTGTTTGTGTAACTCAGAAAATCCTGATTCA
TTGAATGGAAAGCAGGAGCACTGAGACACCGCCACGTTTCCCACATCTTGCTCACCTTCT
CATCGGTGAGGTTTGCGCAGCCGAGCCGGTGTCTGCGCTCTGCCGGGCCGGGCGCGCGTC
ATCAGGGAGGACCAAGGATGGAATCATTTTTCGCAGAGGTAAGCCATGGAGAATGTGAAC
CACTGTAACCAAGCTGAAAGCTCGTGTCAGATTATGCCTTCGCGCATCCGACAGTCTGAT
CTGGAAGGATGTGCGTATTTTATGCAAGATTCCCCCCCTGGTATTTTGGGAATTTGATTC
ACGCACGGATGTGGCAGGTGTTGCTTTGACTTCTAATCGTTTTCTGTATCACCAGAAATG
AGTCGGATTTATGGATTTGCAGACCAAAACAACAAACACCTTCATTTTAATTCATTATCA
CCGCAGAGCATCAGGGCCCGGCAGCCGGCTTGGTGGATTAAATCCACGCAGATCTGCAGA
AAAATTGGCCAAAAGGAGGGACGAGGTTTTTGCGTCTGTAAAGCTGGCTTTCGGATTAAA
GACAGTCTGTTTTAGGTGGAGCAAGCAGCACCACGTCCACACACAAACCCATTCTGATGG
CTTTACAGCGCCGTGGAGGGATGGAGATCCATGGGTGGGTTTGGCCCGGTATGGAAGAGT
AAAGGGGGAGGGGGTGGCT
>CL10630Contig1
CGCTGATTGCTGCTGCTGTTGCAGCATTTGCAGCGCTGTTTGGACGTACATTCCTAAAGT
TGAAGGACATAAGTCTTGCTTCCAGGGAAATTCCTGTGAAACGCCTCAACTGTCAATACT
TAAAAAACATAGATTATGGCGCAGAGGATATCACTATACTCAAAGACGGACTGGCCTTCT
TAAGCACAGGCCTAAAGTATCCTGGACTGCATTCCTTCTCAGATGAACCAGGGAAGATGT
ATGTTTTGGATCTGCTGCACCCAAAAATGACCCCAGTGGAGCTCCAGATCAAAGGCCAGT
TGGACCTGAGCTCCTTCAATCCTCATGGCATTAGTGTGTATGAAGACGAAGCGGATGACT
CCATATATGTGTTTGTTGTTAATCACCCTGAGCACAAAAGCCAAGTGGAGATCTTTCGCT
TCGTTGAGGAAGACACACTTATGCACCTAAAAACCATTACTCACCCTTTACTGCACAGTG
TGAACGACATTGTTGCAGTCGGAGCAGAGCACTTCTATGCCACCAACGATCACTATTTTC
ACCATGAAGCTCTTCAGTTGCTGACCTTCATGTTTGACTTGTCCTGGTGTGACGTGGTGT
ACTACA
>CL10631Contig1
CACAGCTGAGGAGCTCAGATTTTAGATGAAAAATGGCGGTGGAGAAGCGCCTGGCGTTGG



CTGTTGTTCAGTTCCTCCGAGATCAAACGCACTGTGGAGCTTTGAATTCTGACGAACAGG
AGAGCCTGGAGGTTGCCATTCAGTGCTTGGAGACAACTTTCAAAATTAGTTCCAGTGATG
GTCACCTCGCCGTCTCACAGCCGCTTAGAGAGATTTTTCTCAACGCTCTGCTCAAGAACG
GCAACATCACCTCACCAGAAACGCCCCCGTCTCCGGAGGACATCGAACGAGCAGAGCAGC
TGAAGAACGAAGGGAACAATCACATGAAGGAGGAAAACTACAGGTGTGCGTTGGACTGCT
ACACACAGGCCATTGATCTGGACCTGAGAAACGCCGTGTATTACTGCAACAGGGCTGCAG
CTCACAGCAAACTGGGGAACTACACTGAAGCCACAAGCGACTGTGAAAGAGCCATCGGCA
TCGACCCCACCTACAGCAAAGCGTACGGCAGGATGGGTTTGGCTTTGACAGCTATGAACA
AGTATCCTGAAGCAATCTCCTACTTTAAGAAAGCCTTAGTGTTGGACCCTGATAACGACA
CCTACAAGTCCAACCTGAAGATAGCGGAGCAGAAACAGAGGGAAGCGTCCAGCCCGATAG
CGGCTGGACTGGGGTTCGACATGGCCAGTTTGATCAACAACCCGGCCTTCATCAGCATGG
CGGCGAGCGTGATGC
>CL10632Contig1
CGGCACGAGGGTACTGATTTATTTCACTCAAAAAAATCTGGAATTTAGGTTTGGAGTTTG
GCCATTTGGCTTTATGAATATGGACTTTTGATAAAAATAAAAACAATTGTGTAATAAAGA
TACAATCCTTGCTTACCTTAACATTAAGGTAACCCAGAATAATTTCTTTATCCAAAAATG
TAACTGTTTGTTTAGTTATATTACCAATATAGTTTCCCAGATCAATCCAAAATATATTCG
TATGTCTGCAGTCCACAAACAGATGATAAATAGTTTCCTTCTGAGTTCCACAGAATGAGC
AAAATAGGTCCATGTCCACAACAAATCTACTCAAAGTTTTTTTGTTAGGATATATACATA
ACAGCTGTATCATGAGGAAGCTGTCTTCCTCTCTGGGATGTCACTTCCTGTTCATCCTTG
TGTTGGGCGCCACCTTGTGGATCCACGTGATAGTGAAAAATACTTTTGTTTCAGTTCAGT
CTCCGGAACTAAAAAGATTTTGACAGAGGGGTTTTCAAAACGTAACCATTTTAACTTTGT
TAAGGTCTACCGCCAACATCTTAAAACTCTTTCATAATCGTAATAACAGCTGTTGTTGTT
NTGATTGTTCACAGATGTGAGGTTTTGACAGAAAAGCAGTG
>CL10633Contig1
CCTTTGAGGAGAGCTGGCATTACCACCTGACCAAACACGCTCCTTTCACTCCAGAGAAAG
GAGAGTCTTACACTTGTGTGGTCACTCACACGACAGGCACCAAGACCTACACCTGGGAGC
CGGATATGTGAGCCCTGCACAGCTTTTGCTCCTGGTCAGAACCGTGTCGTCCATTTGAAA
TCGACACGTTTGAATCCAACCGTAACCTGTGTGACTGTCTGATCTCACAAAGGCAGAAAG
AAGAGCCCCCCTCCCCCGATGATGGGCCGCAATCCCCCTTGACGCTGCGCAGGGAGACGT
GATGAAGATGACGGAAGACGAGCGAAGCTTGACTCCACTTTTCCTTGCGTCTAATTATTT
GGACCCAGAACTGTCAATCAGATGAATTAGACCCCATAATGCAGAGCGCCAGC
>CL10634Contig1
TATGGCCGGGGACATTACAGCTACACAGAGAGTGAAGTGAAGAGGAGTCGAGTGTTGTGC
TGCCAGATAATGAGCGTGTAGCGGGAAAGCCGGGAAAAGGTTGAAGTTGCTGATTGAACA
AGAAAAAGCTTACCAGGAACGAAAAGACAAAGAAAATAACAAAAAGATCACAAGTCTCAA
GGAAGAGCTGACTAAACTCAAATCGTTTGCGTTGATGGTCGTAGACGAACAGCAGCGCCT
CACAGATCAGCTAAACCAACAAACAAACAAGGTCCAAGAACTGAGTACTGCTTTTTCACA
AGCTCAGGAGGAGTTGAGCTCAGCTAATGCTCGTCTGCAGGAGGAGGAGCAAAAAGTTAT
TCGCCTGGAGGCTCAGCTGCGTGACCAAACTGACCGACACCATCAGGATCAAGAAGCCAT
GACGGCCAAGTTTACCAGCGAAGACGCCCAAAATAGGCAGCTGCGCCAGAAACTGTCCGC
CCTCAGCCGGCAGCTTGATGAGATGGAGGAGACCAACAAGACCCTGGGCAGAGCTGAAGA
AGAGCTGCAGGAGCTGAGAGACAAAATCAGCCGTGGCGAGTGTGGAAACTCCAGTCTTGT
GTCCGAACTCGAGGAGTTAAGAAAACGAGTACTTGAAATGGAAGGAAAAGATGAAGAGCT
GATCAGAATGGAAGGACACTGCAGAGACCTCAGATCCTAGAAAAAAGGAGGTCTTTTTCT
CGTGAGCCTTATGACTGGCGAAAGAAGGCTGAGGAGAGAAACAAGGAGAAAGAAAAGG
>CL10635Contig1
CCTCTGAAACATGTGGTACTCTGCTTGCTCACAGATAGGAGGAATCTGGTTGAACTGCCG
CGCCACTGAATATGCTTCCATGATTTCCATTGGGCTCCAGCGGGACGTTCCCCAGTACAT
GGCCATGCCCTGATTTATCACATGCGTCATTGCTCGAACCGTTTCTTCCATAGGTGTGTT
GGGGTCTGGTCTGTTGGCAAAAACCACGTCCACGTAGTCTAATTGCAGTCTTTCTAGTGA
GGCTTTTAAACCTTCTATAATGTGTTTTCGGGATAAGCCTCTTTCAGTCTCAGCTTTTCC
ACCCCAGAAGAGCTTTGTTGTGATCACCAAACTGGAACGTCTCCATCCTTTCTTTTTTAT
GATGTTTCCGAGCACCACCTCCGCCTTCCCAGCAGCGTAGACCTCTGCTGTGTCAAACAG
ATTGATGCCATTTTCATAGGCCAGAGTCATCAGCTGCTCTGCCATCTCGTCCGTTATCTG
TCCACCAAACGTCACCCATGTTCCTAATCCAAGACAGGATACCCGCAGACCTGACTTCCC
AAGGTTTCTGTAAAACTGCAGCTGCCGTTTGGGGCTCCCATAACGAGCGCTGTAAATCAT
GCCAGGGGAGCCGGTCTGTCGGTGGGAGAGACGGGCGGGGGAGTCTGTGGTAGATTCAGG
ATACATGGAGGCAGGTTGGAAGAGGTGGGGCCAGCCTGCCGGGGGTAGTGCTCTTTCACT
GGGACCACAGATTGAACTGAATCACTGCTGAGGGCCTACTTCGTCAAAACGCTTCTCTTC
CTTCTTGACTGAGATGAAGACCCTCCGGATTGTGTTGCTCTGAAAC
>CL10636Contig1
CTGTTCAGAAAAAAACATTTATAAGTCAACAGAAATAAAAGTGCTGCTCTCCGAGAGCCA
CAGAGGGTAGAGTTATAGAAGCAGCTGCTTGGGTCTGTGGGGGGGGGGCTCCCAAAAGCT



CATTTCCGCTGAACCTGTGTGAAGGATGATGGCAGCTGGAGGGGCTGGAAGGACTGCAGG
GATGACGTAGCTTTCCTGTGGGATTCTGGAGAGGTCCTGTGGACGGCCATGGGCAGAAGC
TGGTTCCGTTTGATGATCTGCAGGGCCAGCTGGGTGTTTCCGTTCTGAAGCTCCAGGTAC
ACGCCCAGCAGGATGGCTTCAGGGGGGATCTCCTTCCCGTTTGTGATGAACACAGCCTGG
TTCAAACAATTGCGGGCCTTGTCGTACTCGCTCCTTAAGCAGTAGGCGCTGCCCAGGTTG
AAAAGCATGATGGAGCGAGCCGCCGCCACCCTGCCGGGGTAACATAAAGGCGTCTTCTTC
CCTGAAGGCTCCACTGGCTCTTCTCCCCTCTCTGGACCCTGATCCGGATCGCTGCTCACA
ACACCCACCGACACGTCGCTCACATTCTCTGGGTTAAGGTGGCTGATGGCGTCT
>CL10637Contig1
ACGAGGAGAGTCTTCATAGNACATGTTGAAACGGGACGTTTTTCCTCCGGNGGAGGGGGC
ATATGTAACACTGTTTAGAAAAAAATCGATTCAGCAATATATCCCGATAGTTCATTTGGC
GATACTTGTATCGATTCAAAATGCTGTCAGGGCGATATTTATTGAATTGTTTCTGAGCGT
CTGACTCTTGTTGTCCACTTCACCCTCCGACCGCTAGTTGGCAGCAGAGAACACAGACCT
TCTTTGAGCAGCTCTACTCCACACAAAACAACAGGAAGACTGCAGCCAGAGGCAGCTTGT
TCTGTTGTTATGAGACATGAAATACTTCGTTTTTACTTGGGATGGATACCAAACAGAAAC
TCTGAGCCATGTTGCTGCCAGTAACATAAAGAAACGTGGATTGTGGTGCTTTTAGCGGCT
CAGATAAGAACGAGGGAAGCACTGGAGCTACACAGGTTAAGTTAGTAGGCTAATGAACTT
AGCATCAATCAAAATGCTTTCGGTAAAGCGGGCTAAAGTTCTGCAGAACCTCCCAGCAAT
GGATTTTAGTTCAGCGACCTGTTGGATCAGAGGGATGTGTACAACGCTCTGAATAAAGGC
CGACATCGTGGTGATCAGCTTTAGTTTACTTATGCGTGTGAGAAGCGTGGCTGCAAAGGT
GCA
>CL10638Contig1
TCGGCACGAGGCAGCAAATGACAGAGCTGTTCTTCAAGCCATATTCAACCCCACCAGCCC
CTTTGGCGACATCCCCGGCATCAACCGAGAGGAAGAATTAACTGATGATGACAGCGGTTT
TGACACAGAGTTGCTGAAGCAAGTGAAAGAGCTGGAGATGCGGGGCGTCTCGGCAGCAGA
GGCTGGGGATTTGCAGGGTGCACTTCAGCTGTTCAGCCAGGCAATCCAGATCCTGCCTGA
GCGAGCTTCTGCCTACAACAACCGAGCGCAGGCCCTGCGGCTGCAGGGGGACACCACAGG
AGCCTTGCAGGATCTGGACAGAGCCATTGTCCTGAGCGGCGGCGACGGACGGACCGGCTG
CCAGGCTCTGGTGCAAAGAGGCCTCCTACGAAGATTAGGGAGCCAGATGGATGAAGCACG
CGCAGATTTTGAGAAAGCAGCTTCACTCGGAAGTGAATTTGCCCGACAGCAGGCCGTGGT
TCTTAATCCATATGCTGCCTTGTGCAACAAGATGTTGTCTGAGGTGATCAACAAACTCCG
CAACCCC
>CL10639Contig1
TCAGGAGATCAGGATTAGGAGAGTTATTGCTGTACAGGCACTCGCTGAGCAACGCCTCGG
AGACATCGCTTGCCTTGATCAGGCCCTGCTCAACTCCCCAAGCCATCTCCCTGACGGCGT
TGGTGATTTCATATCTGGACGTGTAGGCAAAGCACACGTTGAGAAAACATTTGTTATTAG
TTCTAGTTGTTAAAACAGCTTTGGCAATAAGCTGCTGAAGATCAAGTGGCAGCATGTTCA
AGTCACCCAGCACCCGGATACAAACGCCATGTTTCTCCAGATTTTCCCGTTCCTCCAGCA
GCCTCTCAAACTTCTGCCTGGCCAGGTCCAGCAGTCCGTCCACCTCTTCTTTAGTACGCT
TGAAGTTCTCAATGCTGAAAGCATAAACTGTCACTTCTGGGATACTCAGCTGCTTGCACC
AACGCAGCGTCTCTGCCAGCTTGTTAAAGCCCTGCATGTGCCCTTCCTGGCGCTCCATGT
TTTTCTTACGTGCAAAGCGGCGATTTCCATCCATGATAAAGGCCACATGTTTGGACATGG
GTCCTGCCTTAAGGACATTGGAAGCGATCTTTTCAAGCAGATTTAATTCACCTTCCCTTA
TCCACGACATTTTCTGCCTTCAGACGATTCTCAACGGAAGCCGCGTTTTTCATTCAGACC
ATAGAAGAACACGTTGTTTCTCATATTTCACAGCTTCCAACTCCCCGGCCATAATGCCCG
>CL10640Contig1
CCCGGGCATTATGGCCGGGGTCTGTTTCTGCACATGTCCTCCGAGGTGACGTCGTCTTCT
CAAAACACTGGAATACACGAGCATCCCAGAGACCAAGTTATGCATAGAAAGACTGACCCG
CCGCAAAGTGAAACTGCATGTTTTTTCTTTTTTGTTCGACTTCTGCAAACTCTGAAAGTA
TTACACTGATGCGTCACCTTTGGGCTCCGCACTGTTCCGGCCTCGCTCCATCCAGAACCC
GTTTGGCGTCCGTCTTGCATGCTGTATCAAACACTGGGTCCTCCATGGTCTTTTTCCTTC
TCCTGTAAAACCCATGTTTCTGTTTTCCTTTATTTTTTTTTCCTGACGTTTCGAGCCATC
GACTGTTTTCAAGAAATGTTGCTGCTACTCGAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL10641Contig1
GGATTTGTTTTACCGAGGTGGACTAGGAAGTACTAAGTATTACCAGTCACCTGGACCCCT
TCTACTGCGATCTCCTCTACTATCACCAAATTGTATTCCCTGCATTAACCCATCCACCCT
GAGGGAGCATTGGGCTGTAGTCCCAACGTGCTCTGGAAACATGTAGGGGTTTCCCGATGG
ACCTCTTTATGCTGTTTTTTTTGTACATACTTTTTTGTAAACTTTTTTTCTGTTACTGCA
ACTTTATTTATTTGTTTGAAAGATGTTTGACCCAGAGAATCATCTGATACAGTCCAGAAG
AAACTGGACTTAGGATGTAAGCCGAATGGAAAAACGTCTGTGTTCACGGACGCGACATTT
CCGCCTCAACAACTCTCCAATGAGCTCAACATTAACAGGTGCTAGCTCTCAGGTGCAAAG
CTGGTTGCTGGGGTTTTCCTGAAAGAAAATGCTGCAGATGTTCCGTGGATGTGTGGTAGG
GGGGAAAAAAAGGAAATCACAGGGACAGTCCAACCTGGGGAATCTCCCTTTAACTGACTG
GAGGGCTGGACCTGAGAGCCGGCAAAACACAAACCGTCCATCTCTTTTTAAGTCAACAAA



TTATAATGAAACGTCCCCTTTGAGACTGTTCATGACTTACTGGTTTTTAACCAGGAGTAG
AAAAATATTGTTGTTTTCAGGCTTGTGTTATCAATTCTAAATATTGTGAAAATTTGATCT
GTACATGCAGAGACATTTAAAAGAAATAAAGATTTTC
>CL10642Contig1
ATATATGTTCATGCAAAACTGTAAACACAAAACTTTAAATGAAGGAGAGAGGGTACAAGT
AAGGCATAACAATGGTCAAGCAAGCTACTGCAACCTGAATCACTTNGTAGTCACATGACC
AGTGCAAAAGCAGGAGTTAACAAGCCCAGAGTTCAGGAACAAGCGATGTTCAGCTCAAAG
TGTTTAACATGTTTAGCAGAGAACATATGGAGCGGCATGAGCAAGAACCTAAACATACAG
CTTTCTTGAGTTCGTCCATGCTGTGCATTTTAAAATAGGAGAGTAGATGCGCATCTAGTC
AGGAAGTACATTATTTAATGCTAGTGTTGTGAAGCCCAAATGTGGATCCAGTTTCTCTGT
CATAAACACTAAACTCCAAGCTGCATTACAGGCAAAGGATGATGCAGGAACTGTGGATTT
CAAGACTCTTCCAGGATGTCCAGAATGGGACTTAAAGTTCCAGGATTGTTCTCGTTCCAA
TCACCGCCTGCAGAAATCCCAGTTCCAAGGAAGGACTATCAAAGAGTTGTGGGCTGACCT
CTGCCCCGTGATGCAATGTAGCATTCGTGACAGCTTAGCTGTCCATTACGAATCCTTACA
TCCGTCCCTGCACTGGCATCTCCCAGCTGTCCTTTGCACACTCCACACTTAAAACATCCC
ATGTGGAAATACAAGCCTAAAGTATCAATGATCATTGCAGCTCCTTTCCCCAAAGGTTTC
GAACAACCAGAGCACAGCCGCTTTCCGCTGACACACCTGCTGGGTGAGGGAGGCTGAGGA
GTGGTCGGGGAGGACTGCTGCTCCCCTGTTACAGCATCATGTGATCCTGATCTTTTGACA
TTCTGGGTCTGGCTCAATTGTGGGTTGCGGTCCAAGGAGGCAGTTTTCCACGGTTCTGGT
CTCTTTGAAGGCTGACCGTCACATGCAGAATCCTGGAAAAAATGCAGCTTTGATGCATGC
TGATCTTCCCTGCCTGTGGGGACTTTTTCCCCCCGGCCATAAGGCCCGGGTTAAACGGGC
GCTCCAGACCT
>CL10643Contig1
TTTTTTTTTTACACACAGCAGAATAAACATGTTTGGAAGCAAGGTCTTCTGGTGGCAAGT
CAGATGTTCAGAGGTCACATTTCTTTTTTGTTGTTGTTGTTGTATTGTTTTTTTCCTGCC
CGGTCTCTGCAGCTCAGTCCTGCTTGGCTTGGAGCTGCTGCTTCCAGGCCTCGTTCAAGT
AAACCAGTCGCTTATAGTTGAGAGTAAAGAGAATGAAGTTCAGCACATATGTGGTGATGC
AGATGACGCAGAAGTCCTTTAGGACAAAGTAGAGGATGTAGCCCAGGTAGAGCGAACCAA
CCACCGACAAGATGGATGTCGTCATGAGAAAAAGGGCGGCCATTGCACTGACAGTCATTC
CTAGTAGAAGTTGAAATGCATAAAAGACGATTCCGTAGACACTGTTTGGTTGGTTCAGTG
CACTGTCGTTTCCAAAAATTGAGCCCAGGAGTCCAAATCCTCGACCCCACCTTGAAGTGA
AGACTTTCGAACAGCTGATGGAGCTGCTCACATCGCACACCGCCTTGTAGTTCGGATCCC
GGGCCTTCTCCCGCTCCACGTGAAAAGCGTATAGAGACAGCAGGATGCCCAACAGGCAGA
CCAGGAGCCGTGCTATTCTCTCCCACCGAGGGGTGGATACTCTCAGGACGGGCGCCGCCA
TCGCTCTCTCCT
>CL10644Contig1
CTACTGGCTGACAACAGCTTCCATAAACCTGAACAAAAAAGGCTTTTTTTTAAACGCCAT
AAATGACCAAAGTCTACCGTGTTCTCCGACGGTACCTTCTGACCTTTTAACCCCCCCTGG
AAACTAATAATCCCAACAGAGCAAGGATGGAGGTTTGGATTTTTCTAAAGGTTTGCTAAT
CCCTCTAAAACAGCTGGCCACTACAGTTTCAGCAAATATTACTGGAGCAGAATGCAGTTG
TTGAGGATTACTTCCAGCAAGGGATTACTGCATATTTGGTGGCCCAGTAGGTCTCTGTAA
ACTGAAGGAGGTGTTTGGGTTCACGGGAACGCCGGCACACGTCGGAGCCGGCAGGTTCCT
GCCCCCCCATGATTCAGGTGAATGGAATGATCCGTTTGGAGACAAACGATTGGCATTTGT
GACCATCTGATGAGTTTTTCCACTCGTTAATCCCCTCTTGGGTGAATTTTTTCCGCCGTC
TGGTTGGACTGATTCTTCTCCTAAAAGTCAGATTGTTTCTTAGCAGACTGGTGTTCAGCC
GCCCACACCTTCACTCCCACCTCGCTGACCATTACAGCTTCTTTGTCTTCAGCGTTCCCG
CCGACGGCTTCTGCCTGCCTCTGGAGGAACGTTTGCTGCGTTTCATGCAGAGGTTTCCTT
TTCAACGACGGCGTGTCGGGATTTTAATCCCACTTTCATCTACGCAAATCTGTCACTTTG
GTCGTCTTTAAAAAAATGTTGTTTTTACCTTCAAAATTTCAAGTTTTGATTTCAAAAACT
TTTTTTTGACACCTGACAAGCTGCTGATTGGTCTAGAATCTAGACCAATCAGCAGCTGTT
TGATAGCAGAAATGTCACACTGAACTGAAAACTTATGAGAGAAATTAAAGATGGGAAAAA
GGCGAGATGAGACAGAACGCGTGAGAAAAAAAAC
>CL10645Contig1
TCGGCACGAGGGATGAACATGTGGGACTTTATTCAGTTTGCGGGAAAGTCGCTGCTCGTT
GTTTACATGGCGGAGGAGGCGGAGCTAAGAGGCGAATTGTAAAAATTGTGTGACACCTGA
ACGCCTCATCCTGGAGTCACACCATGCAGGTGTTGCCCATCTGGGGACTCGCCATTCCTC
TGCCCGCAGTGATGATCATCACCGTCAGTCTCTACATGGTTCTGGTGGGGGTTGGGTTTT
GGATCCGATGCTGTCTAAAGGACCGCTGTTCTTCAGAATGTGGCGGCTGCTGTCCGGAAG
TTTCTCTGTGCGAGAATTGCCTCCGATTGGCTGAAATGTGTAACTGCCGCCTGCCAGCCA
TCGGCGCGTTCCTGCCTAATCCGTGCCTTTCACCCAACTGTGTCAACCTGGACTGTGCCT
GCACCTGCCAGCCTCCCGAGTGCGAGTCCTGCAACTGCCTCTGCTTCGAGATCCGGATCA
AGTAGACGACTGAGGTGCCCACCCTGTGGTATTTTACACCTCTAAGTGTTGCCAGATTGG
ACACTTACCCACCCAATTGGGTGGTTTAGATAATAAATCTGTGTGCAGTCAGGGGCGTAT
CTCACCTGTGAGCATCCTAGCCGTCAGGGACACCTAATA



>CL10646Contig1
GAGAACAAGAACGACAGGAACAACAGAAACATTGTAAACCACATTGAATATGTTCAAAGA
CCGACAGTTTTCAATGGCTTTTTGTTTAGACAATTAGAAATAATATGTAAATAAAGTTTA
TAATTCTTTAATTATTACAGGGAAAAAAGTTGTGAAGAAAATCCTGATTTGTAAAAAATT
ACTTATAATTTTATGTTTGAATTTGTGTTCTTTTCATGTAGACCAAATATGATTGATTCA
AATTTCATGTGAAAGTGTGAATCAAATGTGTGATTTCTAAAACGTGTTCATTCTGTCCAA
AACCTTTTAGTAATATCAGTTTCAATGGGTGACTGATAGTTTCTGGTGTTTACAGAGAGG
ACAGTTCAGGTCAACTGTCTGATTCTGTGCAGATCCGACAGTCATCGTCGTTTCTGCTGT
CAGTTTAAACCTTTGGACCTAAGAAACATTTCCTGAAAAAACTGATTTAGCTGGTTTCTC
ACAGTTAAAACATTCATTTTCTCTATCAGAAGTTATTTTATTAAGATGATTGAAATGCAA
ATCATTCCAATTACCTCAAATTAAATCAAATCAAACTTTATTGATAACGCACTTTTTACA
CATGTAACTCAAAGTGTTATACATATGTATAAAAAAAAAAAANCNATA
>CL10647Contig1
GAGAAGGCTTACCCCTCCCTGAAGCCTCTGGCAGCGTGGACCAGAGATCTGCACCAGCGA
GTCGCCCAATTTGGCCACTGGGCAAACACAGCGCAGCCCCCCATCTTGTTTTGGTTGTCC
GGCTTTACTTCTCCTAACGGTTTCCTCACGGCTGTGCTGCAGTCCTATGCCCGCCAGTAC
AATGTTTCAGTGGACACTCTGTCCTGGGAGTTCATAGTTTCCACCTCGGATGACAAAAAT
CTGATTTCTCCTCCTATGGATGGGGTGTTTGTCTGGGGTTTGTTCCTGGAGGGCGCCAGC
TGGGACACAAAGAACTCATGTCTGGTGGAACCCACCCCCATGCAGATGGTCTGCCCTGTT
CCCCCCATCCATTTCAAACCAGTGAAGAAGCGGAAGAAGCCGTCTAAAAGTATGTACCTG
TGCCCATGTTACTACTACCCAGTGCGAGCTGGCAAAGGATCTTTTGTAGTTGGAGTTGAG
TTGGGGTCCGGAGCTGAGACCCCAGAGCACTGGATCAAGAGAGGAACTGCACTTCTCATG
AGTCTGGACAACTAAATTCTTAAGACACACACACGCACTTCAAATGTTAAAGCGAAATTC
CTTCAGATTAGTTTACACTTTAAATNATTATTTCATGTTCNACATATTTATTTGTGTTTC
TTAAAAATTAAAGTATGTACCAAC
>CL10648Contig1
TGGGATGATTTNTGAGAGCCGCCCAGAGAAGACGACATTCACAGCGGGCGATAAAGAAGG
CACACGACAGGNGGAGGAACTGGTTCAGAGAACTGGGGTCGACTCTGGACGGTNGGAGTA
GAAGCTGTTCAGGTTCAGACAGGCCATACTTGTATCCCAATAACCCAAACAGCGTCTCAA
TCTGTGGCATGGACAGCACCGGCCTCACGTAGTGTGTGAATCTACCGGAGTACATCTTGA
TGACTTTGTACTCTTTCCTCCAAGGACCCAGGTACAAATTCAAAGACGCCTGCTCCAGGA
ACTCAAAAACTTTAGCCAGATCCTTTAACCCTACTCGTACTTTCACTCTCCTCCCTCGGG
CGGTTATTGCAGCACTTGCTTTTAAGGAGTCCTCCATCACCCGCAGTGGATCCAAACCCA
GGCAGTGTGTATCCCTAGCATCCCCGTTCTTCAGCATCTCCTCCACTTGCCTCCAAATCT
TCTCATCTGTGCATGGCAGGCTTGAGCCCCGCTCCAATATCTGCTGCTCCAGGCAGTGAT
CGTACACCCTCACTAGATCTTCAGCTACAGCCTGTTGTTTATGCATCCTATTGTTGATAC
TCGAGTGATGTTAAACAGAGAAATAAAACTTCATTTCCGCCTCTTCAGCCTCAGCTAAGA
TTCACTCGGTTCTATTTAGGGGGAAAAAGTAAACATTCATGTCACGTGACATTGATTTTA
CCAGTCCCCGGCCATA
>CL10649Contig1
TTTTTTTTTTTTTTTTTTTNTTTTGCAAAACAACATGTCTGAGCAGAACAGAGAAAAACA
TTCAAGGCTGTGTTCACATCTGTGGTTGTTGGATGTGGGTGATTTTCTATGAAGCACCTT
CAAAACCCAGGGGAGCACTGAGGCAGATGTGTGAGGATACTGCCACCTACAGGATTCACC
CTTGAACTGCACATTCTGGTTTCACTGACATTCCCCTTTTCAATGCTCACTAACACAGCC
CTCTGAAACCCAATTATTAAGAGTAGAAAATAAAGTGCATTCTAGATAATAGCTCTGTCT
GTGGGGGGATGGGGTGGGGTGGGGGGGGGGTCAAACTCAGGCGAGTTAATCTCTGAAATT
AAAAATGAGCCTTCAAAGAAAAACTGTGAGCACCAGTCTATGTGACAGTTGTGGAAGATG
AATATTAGGGATCAAACAGGTCATGAGCAGCAGGATTGTATAGAATACTTTGCATCATAT
CACCTGGGTTACCATGCACCTTTTGATTCAAAAACAGCCCATCTGGAGGAAGGAGGGAGT
CTTGATTTTCCCTAATGGGATCAACAAAGCCTCCTATGAAAGCAGCTTCTTTCCTTTGTG
GTGACAGTAGCACAAGTCAACCCCACATCACCATCTTTCCATTTAACGTTCAAAGTGCTC
ACTGAGCACTTTGAGGAGCTCATCGCCAAGTTTTTTTTAATTCTCACTGGGACAGTGCTC
CCCGGCCATA
>CL10650Contig1
AACAGCATGGAAGTGACTTCTGCTTCCGCCCTCTCACTCATGTTTTTACCCAAGATTCCC
CACTTCCCATAAGTCTTAGGGACTCAAGGCTAACTCCCAGGTAGCTACAATATTTTTGAA
AATTATCCAAACATTTTGTTTTGCATATTGGGTTATATTTTAAGTAGAACAAAGGTATTC
ACTTTTAAAAGCAACAACAACCTTTTCTCAGTTTAACGAGGCATTCTTAATTATTTGACA
GTACCTGGTGTTACAGCATTGTAATAAAATATTGCAAATGTTGCTGAAAAGAAAATTTTA
TTTTAGTGATTTGATTTAAGTTTTGATATTTTAACTTATTTATAACTGGCCAAAGCACAA
CTAAGATCATATGAGGGTGCTCTGCCAAACTAAAATAAAATAAAATAAAAATAAAAACCT
ACATTATTTTAACTTTTATAATCCAAAATATGGTAAACAACACATTATTTTTATTATCTA
TTTCTATTAGTCACTCCAATAAATCATTTACATAATACTTAATTATAGTAATTGAAGTGT
AACACAAACAATAAAATATGCAGAACTTTTTTTCAAAATTTTGATTTAAAATATATCACA



TTGCCGTTGGAACATAACCTACTGTGCCGTAGTCAATAGAAAATTAAAAAATGACATTCT
TTTCAACAAAAATTGATTATAATTTTATTTTTTAAGTCAAAAGAAGTGGAAGACCTGTAT
CTAAACTGTCTGTTCAATTGTTTTGAGACAGACTTATCTGAAGCTCAGCTCCACCAACAG
GTGGAGCCCAACTGCCAATAAGCTGAGGCACAAGAAGGAGGACTGAGCGAGTCTGGTGGA
AACTTCATTTCCGTTGCACAGGCAGAGGCCCACATTACCGACACGATCCACAACGAGTAG
GTCCACTTCAGGAGAGCAGCAGGAGGAGGTGTAGGACACCAGTGTTATGTTCTCATTTCC
AGCTTGCAGGCTGGTGTTCAGGGTCCCAGTGCCTCGGTAGAGGCTGACTCTTTCTACACC
TGTCCCATCAGCCCCATCAGTCACCCTGACGGAGAGCTCCCACATGGACTGACTGCAATT
CTCAGGGCATTTGGACTGCAGGCTGAGCCGCTGACATACTGGAGGAGTAAAGTCAGCTCC
CGGATTGACAACGGAGAAGCGCAACACAATGTAGTTAATGTCTGAGGCTCCAGGAGTCTC
TGCTTCGATGGTCAGCCCGGCCATAAGGCCCGGGTTAACGCGCGCTCCCAGTCTC
>CL10651Contig1
GCACCCCTCCACGGGCTTCTACTCCGGCGTGGGGAAAAACAACGTCCTTCCGCAAGGGTT
CGATCGCTTTTTCGAGACTGCGTACTGCAGCAGCACGGATCATCAGTCAGACAATTGTTT
ACAAAAGAGCGAGGGGGGGAAGCCGGAAAGTGACTCCCAGCAGCAGCAGCAGCCCACAGC
CCCAGCCGGAGCTCCGGAGCAGGAAAAAGACCCAGACGACCAAGAGGAACATACAAATTC
AGGTTCTTGTGCTTCTTCCACCGCGACAAGCAAGGACGGCAACCCCAGCAAGAGCAGCCA
CACGAGCGTTCCACGCACAAGGAAGAAGCGCTGTCCGTATTCCAAGTTTCAAATCCGAGA
ACTGGAGAGGGAATTCTTCTTTAACGTTTACATCAACAAGGAGAAAAGGCTTCAGCTCTC
CCGAATGTTAAACCTCACCGACCGCCAAGTGAAAATTTGGTTTCAGAATAGAAGAATGAA
AGAGAAGAAGCTGAGCAGAGATCGCCTGCAGTACTTCTCTGGAAACCCCCTGTTGTGAGC
AGGAGCAGAGTCACAGTCTGGGACACTGGCATAAAGGCCTCCTCTTATCTCACTGAGTTG
TAATCGTGGGCATAATCATTTTCTAAAAGAGCCCATAACACCAACAGTGCAATGTTGAGC
GGACATGAGAACAAAATTGGCCTTCGGTGGATGAAATGTGCGATTTGCTTTTGCGGCGGT
GATGCGTTCAGGCTCAGAAAGGCCCCTTGAAATGAAAAAAAAAAATCCTTCCTTTGCTGT
TCTTGAATATGTCCTATTTATCATCGGTTATGTTTATTCTACTGTTCATATTTGTAAAAG
CATCAAATGTAACAAAGACCGCTGGAATCACGACTGCGCAAACAACTTTGAGCTCTTATC
CCATCCTCTGTATATAGCACATTTATATGAAAATATTTGGCGATCAGAGAATAGTCGAGT
CCTTGGAAATTTCAGGGCTGCATTTTTTCACCTTTGAAAACTGTGATGTACAACTTGTGA
AAGTATATACCCCAAAATGTACAGAGTATAGCCTATATGCAATGTGCATTTGTAAATGTA
AATAGGCGTATGTTGACCCCCCCTCCCCTCCTACTCCTATCCCCGCTGCTATATTCATCA
CACCGCCCATGTAACTCCAATAGCTTTAACGCCACCTCTCGTTAAACATTTGCTTCAAAA
ATTGTTGGTGCTTTGGATTTCAGAGAGGATGGGCAGATCGTCGCCCTGTGTATCACGAAG
AAAAAATAAACAAAACTCAT
>CL10652Contig1
TCTGGGATCCGAGCGTTAACCTGTTCGGTCACGTCGGCTCCACAACCGCAAGCCGAGGCG
AGCTCTTCCTCTTCTGGAATCTCTATAAAGCCCCAATCCTGCTGGCTCTGATGGCTGGCG
AGGCTGCTGGGATTATGGAGAACATCAGCGATGACGTCATTGTCGGACGCTGTCTGGCCA
TTCTCAAAGGAATCTTTGGAAGTAGTGCGGTCCCACAGCCTAAAGAAACAGTTGTCACTC
GTTGGCGGGCGGACCCCTGGGCGAGGGGCTCCTACTCGTACGTGGCAGCTGGCTCCTCGG
GAAACGACTACGACCTCATGGCGCAGCCCATCACGCCCGGACCCGCCATACCCGGAGCCT
CACAGCCCGTCCCTCGTTTGTTCTTCGCCGGCGAACACACCATCAGAAATTACCCCGCTA
CAGTCCACGGCGCCTTGCTCAGCGGCCTCAGGGAAGCCGGACGCATCGCAGATCAGTTCC
TCGGCGCAATGTACACACTCCCCAGACAAGCCACGCCCACCGCCACCAGTAACCCCCAGC
AGGCGCAGCCCGCTGCCAGCGTCTGAGCGACTCCGAAGGCCCGGAAAAAAACGTGGATTT
TTGAAAGGACAACAACCTTCTAGTTTCAGAAAAGTCATTTAAAAACCCAAACATTCTAAC
CGCATTATTAGCTCTGCTTCTCGTTTCATCACATTCATGAAATTCTCTTCGTT
>CL10653Contig1
CAGCAGACTGAGAGAAAAGGCGGCAGGGAAAGAAAGAACTTTGACAGAAACTTAGTGGAC
GTGACGGGCAGCAGAACTTTGGATCTCCTGTGTTATCAAGAGATCAGAGGAAAGAGTGCT
GGGCTTCGCCGGTCGGGCCATGTTTACAACACTTATTGTGGACCCCCTCTTTCCTGGGGT
GTCCTCCTGGGCGGGGACGGCTCGCCCCTGCCTTGCTCCTTCCTGGACCAACCGTGGGCC
GGGTGGGTGGCTGCCTGGAGTGTGAGGCGGGTCTCCCTTGGGGGGTCCTGGCTCGTACCC
GGGGTTTGGGCGGGGGGATGCCCAGAACTCCTGGGTGGTGATGGGGTGCTCGTCTGGGGC
TGTGGGCCGTTCTTCTGGGGCGGGGCCCCGCGTTGAGCCTTTCCGGCGTGGCGGGGGGCT
GCTTTCCTGTTGGCCCTG
>CL10654Contig1
CGGCACGAGGTGATGCTACGCTTCGATGGAAAGTCCCGGCAGGAAAAGCGAGAGGGACTC
CGCTGTGAGATTCTGTACCAGCAAATGGTCCTAAACAACCAAAACCCACACCTAGAGAGG
CCATACATCAATAGCACCCAAATGATGCTGAAGTTGAAGTTTGCCCTCCCTCGTGTGAAA
CCAAGCTTCTCTGTGGTGTTGGAGCCTCGAAAGACTAAAGTAAGAACCAAAGTCCAGATT
GTTCCAGAAGGTCTGCCAACTCCAGAAGTCGTGGTTCCTCCAGCTGAACAAGACAGTGTG
TTAGAGCCTGTTGGTGAAAATGTGGACGAATGACATCGTGGGACTTCATATTGAGAGAAA
TGGACTTTGACTTCAGTCTTTTTGCCTGCAAATTTTAGATGTTTACTTTTGTGCCACTGT



AGTACAATTATTGCTGTTGAGAAGGTTTTAATATTGCATGTTTTTGAGAGTTTGCTGCAT
ACTACTCGTTACCAATACCAAGGTAATATTATGTTACTTTATTTGGCGCTGTCAGATGTC
TGTCTCGTTTTCTTGATGATGTATGAATTTAAAAAAACAAAGTGCCAGGTGTCATTGCAA
GTAAAATGTAGAAACCAGTTAAAAAAAAAA
>CL10655Contig1
TCTACCACGTCGCTGAGAAGGAAACCTTGCTGGCCTGGGTAACCAGTAAATTTGAGCTGT
ACACCTGCTTCAACCCCCTGGTGACCAAAGCCTGCGCCATCACCGCCATCACCAAACTTC
TAAGATGGATTAAGAAGGAGGAGGACCGCCTCTTCATCCGATACCCCCCAAAGTATTCCA
CTACTCCAAACCCCAGCAAGAGCTCTAAAAGCAGCAAATCGGAGCAGCAGGACTCTGCAG
ATAATGGCTTGTCTCTTCTGTAATAGCTTTCCCTCTTTCAAAAGTTATTTCTACACTGGC
TCCAGTATATTTTTGAAGTTTTTTCCCCCCGAGGATTGTGGATTTTATAGACAATGTAGG
TGAATCAGACACTACGTTTTACATTATTTAAGGAGGACTGGGATCTTTGAATCTCGTATT
CTTTTACCTGAAAGACAAATGAGCTCTTTTACAGAAAAATCATGTGGGGGGTAAACACCG
AAGTGATGTTTCAAGGTTATTTTATAACATGAAAAAGAGAGGATTTTCCTCACAGAGATA
ACGGTCATTGCAATTATTTATTGTTTATTTCACTGAAGAAGAAAAAAAAAAGCGTCTACC
TTTTTACTCAAGTAATCTCATGCATTAACGTTTTAAAATATCTGCACAGTTCCTAACTAC
TGGTTATAGAAGTGGCTTGTTTTTGGGAACAGTATGAACTTGGAATCATGATGCTGTCTG
GAGAGAGATAAGCCTTTAGAATGAGCTCACTCATCCCTTTAAAGGAATTAGAAAACATGA
CAGCATTTTATAGTCTTAACTCTCGTGGAACACGTTACCTTTTTGTGCAGAAAGGTTCCA
CGTTCAGATCCTCATTTTAGCAGTCTTCACCGTGTTCTCCACCATGGGTTCTGCAGATCA
GGTGACCATTTAAAAACAAAATAAAACCTGGCTTACAAATGTAGCTTAATCCTTGTTTCT
TCTCAGGCATTTTCTGTGGAAACCTTGTAGAATT
>CL10656Contig1
GCACGCTGGTCAGTAAGGAACCGGAGAGCATGCTGGCGCACATGTTCGGAGGGAAAGACG
TTTGGGCGAACAAGCGGGACTCTCACGGGGCGTACCTGATCGACCGCAGTCCCGAGTACT
TTGAGCCCATCCTGAATTACCTGAGGCACGGACAGCTGATCATCAACGAGGGCATCAACC
CTCTGGGCGTGCTGGAAGAAGCTCGCTTCTTCGGCATCGAGCAGCTGGCTGAGCAGCTGG
AGACCCTCATAAAGTCCTGCCGCCCCCCCGACGACCACTCCCCCCTGACCCGAAAGGAGT
TTATCCGCTTCCTGTTGGCAACGACCACCAAGTCGGAGCTGCGCTGTCAGGGGCTGAACT
TCAGCGGAGCAGATCTGTCCCGTCTGGATCTACGCTACATCAACTTCAAGATGGCTAACC
TGAGTGGAGCCAACCTGTCCCACGCCAACCTGAGCGGCGCCAACCTGGAGCGGGCCGACC
TGTCCGCGGCCTGCCTGGACTCAGCCAACCTGCAGGGCGTGAAGATGCTGTGCAGCAACG
CAGAGGGCGCGTCGCTGCGAGGCTGCAACTTTGAGGATCCTGCAGGAGTCAAAGCCAACC
TGGAAGGTGGAGCCGCTTCTCAGCTGGTTTCATGGAGAAGCTGCTGAGGTTCTTTTCTCA
CGTGCGCGTGTGTGCATGTGTGTGTGCGCGTGATCAGGGGCCAACCTGAAGGGCGTGGAC
ATGGAGGGCAGTCAGATGACGGGAATCAACCTGCGGGTCGCCACGCTGAAAAACGCCAAA
CTGAAGAACTGCAACCTGAGAGGAGCCACGCTGGCCGGGACCGACCTGGAGAACTGCGAC
CTGTCCGGCTGCGACCTTCAAGAAGCCAACCTGAGAGGCTCCAACGTGAAGGGCGCCATC
TTCGAGGAGATGCTGACGCCGCTGCACATGTCACAGAGCGTGCGATGAAACGTAGGACGT
TTGAGGTCAACGCCCAACCGTGATGCACGGCTTCGATTCCTCGACGTGAAGCTCGTATTT
TTCTGAAACGGAACCGTTTTGGATTGTTGTTTTATTTTGAAATGCTGTCGTACTTATGCT
TTTATTTTGAATGTCAGAAACACTATTAGGTGTTTTATCCTTGTCTGCTGAGTCACCTGG
TTGCCATAGTGATTCTGGCC
>CL10657Contig1
GGTCGGGGCAGCCCTCTTCCTCAGCCTGCTCTCCAATCTGAATAGTTTTTTGTACAAAAT
TCGGCGGTTCGACTGAAAACCTTTTCCCGATTCTTTGCCCTTCCAAAGCTGGATGATATC
AGCGGCGCCTGGTGATGAATTCCGCCGTTTTCTTTTCCGACGCTCCTGTAGCTGTCATGG
ATCTGCAGCTAAGTCTCTTCGTCGCCCTCAAGCGCAAATATGGAAAACTCACAGAAGAAT
TTCAAAACAAGCCAATCCTTGAGTTAGGAGTTAACCATCGAGACTTCAAGAAAGAGATCC
CAGAAGAATGTTTCCTCCACCACGAGTTCTACTTAAACATTTCCAACATTTTCATCCGGA
GCGACTTTGTTTACGGCCCGGTCGTTGACTTGTTTGTGTGCGACTGTTATCACAGCGCCA
GCAGAAAGACGATCCTCACCGTCGGAGTGGGTGGATCCGGGAAAAGCACGCTGGTACAGA
TCTGCTGTGTGGAGTGGGCCGAGCACCGCGGCACGCCGGACATTTCCTGCCTGCTGCCGT
TCGCCTTCTGGGAGTTTGAACCTGATCAAGCACAAAGTGAGCCTCGTTCAGCTCCTGCAG
ACGTTTTACCCCGAGCTGAAG
>CL10658Contig1
AGGCTGCCGCTGCGGTTCCAGCAAACGTTGTAAATAACATCAGGATGCATGTCATCCAGG
GTGATCATGGCTTCACCCGTGCCCACGTTCCAGATGATTATTACATTGTCACAACCTGCA
CTAAGCAAGACGTTGCGTGCTGTCGGATGCCATGTGATGACGCCAACACGCTTCGAGTGT
CCTTCCAGAACAACCACCGGCTCAGACAAAGGAGTGACGAGGCCATTCTCAGGAATCTGC
CAGACCATCACAGTGCAGTCCTCGGAGCCGCTGGCAATCACCTGGTCATTATGAGGGCAC
CAGTCAATGTCCAACACTGGGCCTGTGTGCCCACATACTGTTGGGTAGGATTTGTCAATG
CGTCCTGTCTTGTGAAGAGGAAGAACAAGGAAAGCTCCACCCCCACTGGCCTCCACAATA
ATGGCGACAAACTTGGGGTTCACTGCACAAAAGGCGCTATCCCATGTGACCCTTGAAACG



CGGATGTCATCGTAGCACTGATCATTCTTTACCGCCTGGCCAAAGACGTGACGGAATTTG
CTCTGTCGTACAACTCGTTTCATATCTTAAAAAATGAAATTAAAAGTGTTCTTGGAAAAC
AAATGGATAAAACACAGTCCAATGTGTGGCGGAATTGATTTCTGCTTCCAAGTGAGCCGC
TCCTGCACTCCCCCGGCCATAAGGCCCGGGTTTAACGCGCC
>CL10659Contig1
CGAGGGGTGACTGTCATGGCATCTATTAATAAAGGGGGAGACGCAGGAAGAAAAAACGAG
GGAATCCGCATCCGCCAGTCCGCTGCGAGGATGATCCCGCGCGCACGTCACGCCGAACAA
CAAAGCCGCAACTTCCGATAGACCCAGACGCCCCTCATCCACGCGTTCATCCGCCTCCTC
CGGGCTGCTTTTGTCTCCTTCACCTTTTACCCCGCTCGGCTGCCGGAGCTCTGCCTCGGC
TGGCGCGCGTGTTTGCGGTCATCCATCCGCGCAGGCGACCGAGCTTGTTGGTAAACACAC
GGATCCCGGCGGCGAGGACTCCCTGGCGCATTGATGCACCCGTTCCAGTGGTGTAACGCA
AACTACGACACCAAGCTCAAAGTGAACGCTTTGGATACAGAGAGGTAATTTTAAAAGGAG
ATCCCAAAAAATTAAGTCTTCATGGGCAAACATGCGCCGTCTGTCTGGAGGACTTTAAAG
TGAAAGACGAGCTGGGAGTGTTACCATGCCAACATGCTTTTCACAGGAAGTGCCTGGTAA
AATGGTTAGAGGTGCGCTGTGTCTGTCCCATGTGCAACAAGCCAATAGCGGGACCTCCAG
AGCAGCATCACAGCATAGGGACTCTACTAGATGAACTGGTGTGATCCTAAGGCCAGCGGT
CAGCCTCACCCGCCAGGAGAAGGGAACACCTNTTNGCCGTTAAAAAAAAAGCACCAACAT
TGTGATCACAATTTGNGGTAACNTAGTTACCACCCGGAGAAAGACTNTTAAGAGATGCAG
TTGCCTAGCAACAACCTTTGTGAACGCAACACAACACCTTCAAATGTCTGAGAGATTATN
TTCAGCNGCCCACTCGTTACTCCACATCTTCATTCAAGTTCCCCNTCTTTTGCACCCGTT
CTTCTCCNTCCGTTGCTGCCGTCTGTGAGGTTAGCGGCACCGCCGGGGGAGGTTCTTTCA
CTGCGATGGATGAAAGGCGTCAGCGAGAGGCACCGTGGGTCTTGCATGTCACGGTTGGCA
CAGGCATGAAATGATGCCCATATCAGCGGAAACACCAGCAGACACTCTGACAAACCCTTC
AGATGAGGGGATTTGGGAAACACTACATACGGACAAATGTAGCCTCCTTTGCTCCTGTGA
GAAGCCCAAGACGGATTTTCAGACTTTTAAAAGTAAACGTAGAGAGCTAAGCAAATAA
>CL10660Contig1
GGAAGCGCCGGCCCAGGGGGGTTCCCTGCTTCCGGACCCCCTTAGGTCCTCTGTCCTCCA
GGAGTGCCCCAGCTTCTCCCAACCACACGGGGGCGCTGTCTGCCCATTCCAGTGGGGTTC
AGACTCCAGACAGCTTATCCAGGGAGGGGTCCCCAGTTCCCATGGAGTCAGAACCAGCTC
CCCCACCCCCCACTGTGGTCCAGCCAAAACTTGCAGTGATTCAAGAAGCCCGCTTTGCAC
AGAACTCCCCCGGCTCCCCCCTCAGCGGCCAGCCTGTGCTCATCGCAGTGCAGCGCTCGA
TGAAGCCCGTTACCTACGCCATGGCAACGCCCGCCATCGTAAACACTACGGTCAGCTCTG
CCCCCGTCATGCAGACCGTGCACGTTGTCCACCAGATCCCAGCTGTTACCATGGCAACAG
TGTGTGGACAGCCTCTGTCGGCGAGCCCGGAACCGCAAGAGAATCGAGGATCGAATCACA
AAGAGATGAAAGTTAAGGTGGAGCCACTCCCCTCTATAGGCGGAGTCAGCCGCATCATTC
AGAGCACCCAGGCTCCGCCTCTGACAACAGTCACTATTGTGCAGCAGGCCCCAATAGGTC
AGCACCAGCTGCCTGTGAAGGCCATCACCCAGAATGGGACACATCTGGTTCCCATCAGCA
CTGCAGCATGCACAGGAAACCCTCTTCATCTACTGGCGGCTCACGCGTCGGCTTCGGCGT
CCCTCCCCACCAAGAGGCAGAATGGAGAACTGCAGGAGCAGCCTGAGTCCAAGAGGGCCA
AAGGGGAGGAAGAGGAGGGCAGCGAGGAAGCAGCTTCCACCACCAACAATGGCAGCACAG
ACGCAGCTGGAGAGGACGGCAGCAACTAGCCTTCTAACCCAGACTACCTTCTCTCCCCCC
CCCACGATGTTTTGTTTAGATTAAACATTTTTTGTAAGTCGTATGTGTTCAGTTCACCCC
TNATGTTTTT
>CL10661Contig1
TTAGGTGCCAACGAATGAATCCGAGTNGGCTGTTGCCCGAGTGGGAAACNCTTGACGCAT
CAGTGAGAAGCCTTTTTTCCTCCTGCTGCCTGCAGTGCAGGGCCGCTCCCNAGAGTCCTG
CTGTTCCGCACAGACGGCGGCAGAAATCAGAAAATATTGGNATNGGCCTGTTTGGCNTTT
TGTACAGACGTATAAGNTTNTTNAAAGNTGNGTNTTTAAATAAGGCAGCTTTGGGGTATT
TTTCNCTAAGTGNGTAANAANTANTAAGGNGNTGCAGTGTTCCTNTTTNTNTGTTGAAAA
GAGACGAGATGNTTNTTTGCAGGAGAAAATNTGTCACATTTACAAATTATGATTAAGTCC
ATGTTAAATNTATTTCCCTTNTTTGATTTNTNTCCCGTAGTGAGAGTACGGGCTGCAGAA
GGGGGGGGGGGTCACGTTAAGACTTTCCTCACCAATGGTTTTAATATTGTTTTTAATTAT
TTTATCATTTTAGCATAAAGATTTGGATTTTTCTTTTTTTTTATTTCTTTGAGTACACCC
ATCCAGTGGTGAATGTACAAAAATAAAAT
>CL10662Contig1
CGGCACGAGGTTATTATGTGATGTTTTGCTGTGTAATCATAGTATTTTTTATTATTTTAC
CTCCTTAAATACCACATAGAGCTCCACTGATGGTAAAAGAATCATTTTTCATTCCTTCCA
GTAACTTTGGTGATAATGTATAAAAGGATAAAGAAGTAGATATGGGATGTTTTGTGCTCC
ATGTTTTTTTTTAAAGGCAATCCAGCCGGTTGTATATAGTTTATTTACACGGAATTGTCC
GGTTTCGCCTCGTCTATCTCCAGCCAACAGCCGCGGTCGTCCTCGCCGTCACACGTGTCG
GTTTAACGGTGCAGTCTTCCCTCGAATCTCTTTTCAGACCTGCAGCCGTGTAAGTCTGGA
ATGAGATTTCATGAGTTAATTCCTTGTACTAAACTATTTACAGCATGGATTACTGAAGGT
CTCTGTAGGAGAAAAAGGTTAAGGTGTCTTCAGGACCGCAGCCTTGGCAATGTGACCAAG
AATACCGACAGCAAACCCACGCCGCTTTATTTGTAATAGATGTTTTACCTTTGATAGTAT



TCTAGAGGAACGCTGGTCTGAAATCATGTTTTGATGTGCTCTGTACTGTATGAAAGCGTG
CAATAAAGCTATAAATGGTCAAAAAAAAAA
>CL10663Contig1
CGGATCTCCCACCGACCCCCCGCTGGTTCTGTTAAACTTCAGGTTTTTGTTACAGCTTTT
TCTTTCGTTTTGGATCTTTTTATAGGGAACGTTCCCGCCTCCCCATGAATTATGAATATG
GGTATATAGCTGGGTGGGAGAGGTATTTTATTCAACTAACTCCCAAATCACAAGTCTATT
TTCTGGGGTCGCCCATGGATTGTACAGAGGAGACGTTTGTGGCTTTTGTTCCTTTTTTTG
TTTTTTTTTTTGTTTTTGCATTTCTCTAGTGCTGTAAGTGCTGTATTATATTGTTCATGT
CCTTTTTGGGTGAGAGGCAGCCCGCCAGAGCGCGGTGTACATTTGGAAGCAGCCTTGTGT
ATATTTACTACGAGCACACCTGTAACCATAAGTGTATAGTTAACAGAACCTGTGTATGCT
TATTGCCTGGGCAACTATTTTTTGTAACTCCTGTTGTAGATTGTCTCTAAACAATTGTGT
GATCTTTATTTGAAAATCAAACTGAACAAAAAAGAAAAAAC
>CL10664Contig1
CTCGGTGGCAGTGACTGCAGCCACGTGCCCCTATGCCACCACTGCCAGCCCCTACATGTA
CAGAGACACCTGCAACTCCAGCCTTGCCAGCCTGAGGCTCAAAGCAAAACAACACACCAA
CTTTGCTTATCCGACAGTTCAGAACCCCGTCTCCAATTTAAGTCCCTGCCAGTATGCTGT
AGACCGGCCGGTATGAAGAGGCCGCTCTGACTGCCGCCCCCTATCTTACCTACCAGCTTT
AAGTCCTCTTCCCTGTTCACCTCCTGATCTCCACCTCCCAGCTGCCAAATGAGCAGTACC
GATGGTACATTGTGAGAAGAATCCTCCAAACTCACACGGCTAACACCCACACTTCAGACA
GAGCGACACTTCTTGAAGGAATCCTCTTTTTGTGAGACTTTGTTGCTGAACTGACCAACC
ACTACAAAGGATTTCTTGAGATTGGCGCCCATCAGAACTTTCCTTCTCCTGATCGGCAAG
AATGAAGAATCCAAGGGAAGGCGGACATCTGCATTGTAACTGGACTGCTCTGGTCCAAAG
CATGAACCCCCTCTTTGTTGCAGGAAAAAGAAGCTGTGGTTGTTATGTTAAAAAGAACGG
AGGCTGTACATAATAGACTTTTTCTGTTTTGTATGTGACACAAAAATATATGAAGATGTA
GTACTTTAAAAATGACAAAAGCATGTTCTTGAACAGCAAAAGACCCCGTGGTTCTATGAG
CGCATCATTAGGGAACTTTAAACTTTGTTGTGAATTCCTGAAGGTCACAGGTCAAAGGCC
AACTTGGACGGGTGTGAGAAGGGCAGTTCTGGAGGGGAACTCCAGTTTTTTAACACTAAA
CCAATAGTTCACTTGCATTTATAGCAGAAAAGCAACAGTTGAAAACTCTGAAAAGCCATT
GAGTATGTAGATTTGTGTGGTGTTATAAAAAGGAGTCAATGACTGTAAAAAATTTTATGT
AAGAGTGCAGTTGTTCTAACAAAAACA
>CL10665Contig1
TTTTTTTTTTAAGACTAAGATGCTCTTTATTGAGTAGTCATTACAGTAAAATCCTTTTAA
GAATTTAGTTTTTTTTTACTTGATTTCCTCTCCACCTTAAATGACTTTAGTTAAACTCTT
CTTGATAAGGGTTTCTGGTCTGGTGCTCAAGGCTTAACATCTATGTGGTTTGTTTATTTT
TGCATTTTCAACCATGACATGTTGAAAGTTTGGTTTATTTAAACCATCATTTAAGAGTTT
TATACTCGTATTTTTAATAATTTTCGTTTTACCTGTGATTCCTATTTTGGCCACAAGGTG
GTGCCATTTGCCCTGTTCGTCTGTCGCACAGACCATAAATGAGTTTTTTAGATTCTCACA
GCACTCGTTTGGCTCCACAGGTGTACGCAGATGCCTCTTTGGTTTTTCCTCTGATTGTGG
CCGAGACCTTCGCTCTTCACTTCAAGAAGCTGACTGCTGTTGTGTAGCCATGGCAACTGT
AACCGTGGCGCAGGTAGGCAGCGACAGGTGAAGGAGTGGAGCGCGTGGGCGTAAAGAGGC
AGGATTTGCAGAGCGAGGAGCGGCGCGGCTCGCGCTGCTTTCTCAGAAACAGGAACCGCC
ATCTCCTC
>CL10666Contig1
CAGTTTTTAGAGAACCTCACTCCCATCGTCTTCATACGTACCTAGTTCTGTTATTTCATC
TCTCTCTTCTGCTGCTATGTAGGTTTAACCTGCTACTTTTAGATCCTCTGCATATTCATG
ATTCTTTCCTGAAATTGCATCACTCCGACGTTTTTCAGAGAAAATATTATTAAGTATGGA
AGCCAGAAAAAGCCCCTGTTAACCAGTGAGATGTTAGACTTTGTTTTACCTCTGCAAACA
AATGTTTATGTGAATAAATTCAGAGGCTACAGCATGTAAAAAATAAAGAGAACTGAAAGT
CCTCTAAGCATTTCTTCTTCCATTATTCAACACTTTGAACCTCTTTTTTTATTCATTGTT
GTTTTTCACAGTAGCTGGATGAATCAATCAGAGCTACTTCAAAGCGTGCCTTTTTAATAA
TGAAGTATCTCTTCTCTGCAGTGAAAACAATGACTCGACTCCTCAGATGGTTCACAAATG
AAGAGCTGAGACTTTAAAGAGATGATGATGAGGCCAAGAAGGAAAGTGGAACACACAAGT
GCTGTTCAGCTGCAGAAAGAAAAGCAACAATGCATATTCAAGGCCAATCAGATACCAAAA
TGTGGGCTTAGCA
>CL10667Contig1
TTCGGCACGAGGACAAACAGCACTCTCTGGGTTCGACCGCGATTAACTGCCAGAAAAAAA
CACCCGGGCGTTTAATACTAAACCTTAAACAAAGTGCCAAAAGTTTGTATAGATTTGAAA
GAAAACTAGCTGTTGTTTAAACTGAGCAAAATGTCGTTGTTTGGTAAAATATTCGGTGGC
GGCAGTAAGGGTGGCAAAGCGGCGACTCCCCAGGAGGCTATCCAGAAGCTCAGGGAAACC
GAGGAGATGTTGGCGAAAAAACAGGATTTCTTGGAGAAGAAAATTGAACAGGAACTCATA
ACGGCGAAGAAGAACGGCACCAAAAACAAACGAGCGGCTCTCCAGGCCCTGAAGAGAAAA
AAGCGGTACGAGAAGCAGCTGGCTCAGATTGACGGGACCTTGTCCACCATCGAGTTCCAG
AGAGAGGCTTTGGAGAACGCCAACACTAACACAGAAGTGCTCAAAAATATGGGCTTTGCT
GCTAAAGCCATGAAGGCCGCGCACGAAAACATGGACATAGATNAAGTAGACGATCTCATG



GCAGAGATCACAGAACAGCAGGAAGTGGCCCAGGAGATCTCAGACGTCATCTCCAGACCA
GTGGGATTCGGCGAAGATTACGACGAGGATGAGCTGTTGGCTGAGCTGGAGGATCTGGAA
CAGGAGGAGCTGGACAAAAACCTATTGGAAATCAAAGGAACGGCAGATGTTCCTCTGCCC
AGCGTACCATCCACTTCTCTTCCATCCAAACCAGCC
>CL10668Contig1
ATGGCCGGGGGAAGGAAGGCTCGCTGGAGAGGGAAAGTTGGAGCGGCGAGTAGTGAAAAT
CAAGCGAATGGCCCGGCTTAGTCGACTTTAAAACCTCAGTAGTTACTCAGCAGGAGCGGA
AGGTCTCCTGGTAGTTGTGCATAACAATGGACCCTGACAACAAGATGACCTCGTCATACG
CCCCAGCTGACCTTTCCTCCGAGACCCAAAGACTGACTCCGCTGAAAGCCCCAGGCTGCA
GCTGGTTGGTGGTTCTGGCAGCTTTCACAGCCTCCCTGAGTGGCCTGATGTTGGGCTATG
AGATGGGCCTGACCTCTGGGGTCCTGCTGCAGCTGCGGGGCATCCTCTCGCTGTCCTGCA
GGGAGCAGGAACTGCTCGTAAGCTCCCACCTGCTCGGCGCTCTGCTCGTCTGCCTGGCCG
GAGGCCCCATTCTGGATCGCTACGGCCGCCGCTGCTCGTTGTTCGTCAGTGCTGCCATGG
TGGTTGGAGGAACCCTGGTGCTCATTTCCGTCACCTCGCTCGTTGCGCTCACACTGGGCC
GTGTAATAGTTGGCATGGGGACAGCTCTGTCAGGGACAGCAGCTTGTCTTTACATTGCAG
AGATTTCCCCGAGGGAGAGGAGGGGCCTGCTGGTGACTCTGTAC
>CL10669Contig1
TTTTTTTTTTGGCAGGATTACAAACTCTTTATTTAATTGAATTTCCCCAATGTGGGATCA
ATAAAAAATTTCTTAACTTATTTAATTTTTCAGTCACGTTTTTCTTCATGCAGTTTCATC
AGTTCACCACCAGAGGGCGAAGCAGATCCTGGAGATCTGGCTCCTCTGCAGTTCAGTCTT
CTGATCTTCAGAGGTGTGAGGTCACATGACTTTACACCTTCTGAGCACGCTCATCCCCCT
TCGTGTTCAGGTGCGCGGCGTCTGTCATGGCGGCGTTGTGGGGTCATCTTCAGCGTCAGA
CCGCATGCTCCTCATGAGAACCGGTCTGCAGAACCCTGGCTGCTGGTTCAGTGGAAGCGT
TCCCTCCAGGTGTGTCTAAGTCAGCCTTGGTTAAAAGCTCCGCCCCTTAGGACTGGGCCC
GCTCCAGTTTGGGCTCCAGCGGCGCCTGGATGGTTTCTCCAGACATGAAGGCCTCCTTGT
CATAGATGACTTTGATGATGAGTGAGCAGCTGGGACACGTGGCCACCTCCTCTCCGTTCT
CCAGATCCTCCTCCGTGATGACGAAGCGGTCCCCGCACGGACACGGGAAGTAGTACGCGC
ACGTGTCCTCGTCGTACTCGAAGTCCTCGAGCTCCACTTCATCGTGG
>CL10670Contig1
GCACGAGGCCGATGCCACCTGTGTGAAGTGGAGAGTCGTTACCAAGGCAACCCCCTCAAA
GGGACCTGCTACTACACGCTCCTCATCGACTACCAGTTCACCTTCAGCCTGTCGCAGGAG
GATGACCGCTACTACACAGCCATTAACTTTGTGGCCACACCTGAAGAGGCAAACCGGGAT
CTAGACATGTTCATCAATGCCTCCAAGAACTTCAACCTGAACATCACCTGGGCAACGAGC
TTTACTGCAGGCACGCAGGCCGGAGAGGAGATTCCCATCGTGTCGCGGAGCAACATCAAG
GAGTTCAAAGACAGCTTCTCCAACGAGAACTTTGACTTCCGCAACAACCCAAACATCACC
TTCTTCGTTTATGTCAGCAACTTCACCTGGCCCATCAAGATCCAGGTATGCTTTGTATCT
GCTCAGCGAGCCCCACGTTCTGTGACAGACCCAGGTCCGCTCTGAATCGATACCTCTTCA
CACGCAGAGGTCAAAGGTTGTCTCGGCCTGCAGCGCTCATGTAGTTTCGTGGCGGTAGCG
GTGGCTCGGCCGTGTTCATGGTGTGGAAGGAGAAGCTCATAGCCTCTGTATTATTATCTG
ACACAATTTGTGATTTCTGAACCTTTTTATGAACACGTACCTTTCTTTAAAGCATCGCCT
TTTCATCAAATGTTTGTTTCTCGTCATGGTCATTTCTTTGTTTTTTTCAGTGGACTACAG
AAGAAAAAAATATTAAAACTAGACAGAAACAATAAAGTA
>CL10671Contig1
ATTAATCCGTGGAGCAAAACCGCTTTGAAAAAACGCAAACTCACCAGCCCGGTGCAGTTG
GACGACTTTGAGGCGTACTTTAAAGACATGGGCAAAGACTCCGCCTACAAGTTCTCCCTG
CAGTTTGAGGAGCTGAAGAGCGTCGGTCTGGACCTGAGCCACGACGCCGCGGACCTCCCG
GTCAACAGGCCCAAGAACAGATACACCAACATCCTGCCCTACGACTTCAGTCGGGTGAAG
CTGATCTCGTTGCACAACGATGAAGGTGCAGACTACATCAATGCCAACTACATCCCCGGC
TACAAACACTCCAGGGAGTACATCGCCACCCAGGGGCCGCTGCCCGAGACGCGCGTCGAC
TTCTGGAAGATGGTTCTGCAGCAGAAAGCGCCCATCATCGTCATGCTGACTCAGTGCAAC
GAGCGGCGGCGGGTGAAGTGCGATCACTACTGGCCCTTCACGGACGAGCCAGTGATGTAC
GGCGAGATCAGCGTGGAGATGCTGTCCCAGAGCGAGTCCCAGGAGTGGATCACCCGCAAG
TTCAGGCTGGAATACGCGGACGAGACGCAGGACGTCCTGCATCTGAACTACACATCGTGG
CCGGATCACGGCGTTCCCACCGTCAACGCCATCGAGAGCATCCTGCAGTTTGTCCACATC
GTCCGGTTTGGATCGGCTGTTTGCCTCAAAGGTTTCTCTGATCAAATGTACATAGGACTT
TTCTGCTGGTGGAGATGTTGCTTCAGCTGTAAATGTGACGAAACCCAAACGGGAAACTCC
ACGCTCTGGAGCCACAGCGGCTCTGCCGCCGCCGGACTCCCCGCCATGAACTCACGTTGA
TGTGTCGGTTGAACTTGTCATTGGTGCCATTCTCGTGCGTTGTGTCACTCGGTTCGCAGC
GTGATCTCCGGATCGCCTCGCTCCGT
>CL10672Contig1
CATCGGCCGGTCTTCCTCCAACACCAAACCCCCCAAATCCTTCATGTCCCTGCTGTTCAC
CAAAAAGCCTCTTGGTGTTTCTCCGGACGAGGCGACGGCGGAGATTATGAAGACGTTGAG
TAACAAGAAGAAGGAGGTCCTGATGGCGCCTTCCCTGCCCAAGCTGGCCGTTTACGCCCG
CTCCTTTTTCCCCGGCGTTTTCTTCTCCGTGATGGCAGCGGGAGTGAACAACTCTGCTGC



TTCTGAACAGACGTGAGGCTGCTGCTGCTGCTGATGATCAGTGCTGCAGATAAACACGCT
GCAAAGTCGGAAAAGTAGTCTTTTGAAAAGTTCAGACTTGTTTTCTTCAAACATTTATCA
GGATAAAGCTTAATTCCACATTAGGGTGTAAGTTAGCCTTTTTCCATTTACTCGTCTTAT
TTGTTTATGTCTACATATAATTAAATCATCCAGATTTCCTTTGTTTTGCACCAGATCTTC
AGGTTTGTTTGCTTTTCTGAGGTACGCCTGATTTTGCTGGAACTCATATTTCTGGTTTTT
CGGTTTTGAACTTTGTGTTTAGATTTTGCATTTATGAATTGCTGTGATTTGTTGGTTTAT
CCCGTGTGTGTGGTGTCCTGCATTTGGATCCAAATAAAGAAGCAGCTTTCAGTTCTAATG
TAAGGACTTTTAAAACTTTGCATTTAAGTGTGTATCTTCTAAATTCAATAAGGAAACACA
AAAATA
>CL10673Contig1
TCGGCACGAGGCACAAGGGTTGTCTGTTTCCAGCTCTCCTCGTGAGAAATCGTACCTGAC
TATTTGCATCTGTTTCCTTTTGTTAATACTGTCTTGTGTATTCAGGAATAACCTTGACAA
ATTGGTCCTTCGAGCCGGATTCCAAAACTGAAGGAAGATCCAATCGGGGAGAGGACCTCG
TGAAGACCGTAGCCACGAAGGGTGTGCTTCAGTAAGCAGCTGCTTGAGACCCTTTCCAGG
ATGAGATTTCCTCTTACCGACTGGAACCCCAACAGTTGACGGAACTCCGAGGAACAGACA
AGAAGTGACCTAAAGCGCTCACAGCAGATGGTTGACCTTCCTGGATGGATGAGCTGATGT
TCTTGATGAGAACATTGTTGTTCCTGCTGAGAGCTGAACTCTGCTTTGTTCACTAGAAAC
TCCTTCTTACTGTGAGTCTGAAGGTCCTGGATCAGTTCTGAAGTTTAGAGGATCCGGTTT
GGACTGGTCACTCTTCATGGACCCACAGCTGGAGGCTGCAGACTGGACTCTCTGTGTGAC
CTGTTGACCTCTGCAAACACAAAACCATCAGAGTTAGGGGTGTCTATCGGCAAGAGTCTG
GCAATACAATCGTATCCTGATATGCATCCCACGATATGATACATATCGCTAGATTGTGGC
AGAACATGTTTTCTTTTCTTTTTTNTTATAGAATGACTTTAAAAAACTCTTCCTGAATAT
GAATATTTGTCTTCCACTGTAATAATATGGTGAAATTTATTTTATTTATTGATCACAATG
TTAAGCACTGCAACTGTATCTCATATACAAGTTGCTTTTACCCAAGCAAATTCATT
>CL10674Contig1
CAGACACCTCTGAACCAGCAGGGCAGCCTGCTGATTGGTCCATGCGCAGAAAGGGGGGGT
GAACCTGGACCCTCCTCTCCATCAGTGTGATGAAGGTCTGAGTTTCAGCTGATTCACGTT
TTCCTTTTGAAACGTTTTTATTTGGTCACGGAGGAAGTTCCGCATTAAACAGATTTTCAC
AATAAAAGCAGGACCGTCTGAGGTTCCAGGAAATGAAGTCATAAAGATCTGGAGCGATGA
AGACCTGCAGGCTTTCTGAGCCCAGACCAGCCCAATTCACAAAGATTAAAACCCAGCCGG
TGGCCCCCACCCCGCCCAGGACGGAGCGCTGAGAAACTCCTCCTCCACGCTCATCCAGAC
GCCAAACGCTTTTCTTGAAGCCCCAGATTCAAACGGTGACCCTCCAGCAGGCTGCAGTGG
AAGCGCTTTATTCTTCCACCTGCTTCAGTTTGTGTTGAACCTTTGGAACAGAGAAGGAGC
GTCTGACCCGGACCTAGGGAGCGTCTGACCCGGACCTAGGGAGCGTCTGACCCGGACCTA
AGCGCCAGCGGCGAGGAGGAGCGTTCTGGAACGCTTCTGGTTCCTCAGAAGCAGCTGATG
TTCTGCTGCTAGAACGTCTGGATGTGGCGTT
>CL10675Contig1
TTCGGCACGAGGGTTCCTCCGTAACCTCAGCAGCGATGCTGGTCTGATGCGAGTCAACAC
AGAGTTCAGAGACAACGGCAGAGAACTGCTGCCCTTCCACCCCATGCAGGTGCAGATGTG
CGCCACTCGCAGAAGAATCACTAATGACACCAACGCCAAAGAAGTGCCGTGTTTTATCGC
AGGTGATGGCCGTGTGGACGAGAACATCGCTCTGACATCCATTCACACACTGTTTGTGCG
AGAACACAACCGCCTTGCTCGGGGGCTGAAGAACCTGAACCCACACTGGGACAGTGAGAC
GCTCTACCAGGAGGCCCGCAAGATCATGGGAGCTTACACACAGACATTTGTGTTCAGAGA
CTACCTGCCTCATATCGTGGGCGATGACGCGATGAGGAACCAGCTCGGCCGATACCCAGG
CTACAATCCTAACATTGACCCCAGCATCGCAAACGTCTTTGCAACAGCAGCTTACCGCTT
TGCTCACTTGGCAATCCAACCAGTGCTGTCAAGACTGGATGCCAACAACAACGAGCATCC
CCAGTTCCCCAGTGTGCCCTTATATGAGGCCTTCTTCACCCCCTGGAGAGTGGTCTTTGA
GGGTGGAATTGACCCTCTGCTGCGGGGTCTGATTATCCGGCCAGCCAAACTGAACACCCA
GGACCACATGTTGGTGAATGCTTTGAGGGAGAGGTTGTTCCAGTTCGTGCAGCACCTGGC
TCTGGATCTCGGTTCTCTAAACATGCAGCGATCTCGGGATCATGGCATACCTGGCTAC
>CL10676Contig1
TTCGGCACGAGGGGCCCGGGCCCAACTTCTCTGTACGAATATTTAGAACAAACCGCTGTT
TGAGAATGGCTGACGGGGCCCTCAGACCCGAACTTCATTCAACTCCGAACGGACCCGGTT
CTTCATCAGGAACTTGCGCGGCTGTGCCGGTGTCTGAACCGAGCGACGGCGAGGGAAGAC
CACGCGTGAGCAGCGCGCGGTGCCCGGGTGAGGACAAGGGCGGCCAAAACCCGCCTGGTT
GTCAGCCCACCGAACCTGCGAATGGAGAAGAACCCGGCGCTCAACCCCCTGAGCCCCGTG
GGGGGAGCCGGGCTCGGGCGGGCTTGTGTTACCGCGTGGAGGGCGCGCGGGTGCCTGAAG
GAGAACAAAGAGCACCTAGAAGGTGTATCGAATCCGCGGAAGGGCACGAGCGCGGTTCCG
AAAGCCAGACTGGCACCGAGCTGGGGTCACTGGACAGGGAGTCGCCCTGCCGAGTGGATT
CTGAAGACAGTATCAGCTCCACCTTGATGGACATGGAAANGCAGTGCTCCTGGACCCCAC
CCTCTACAGGATGTTCTTATGACACGTCCATGTGAACGCCGCCTCCTCCTGTCATCGTTC
CATGAGCCTTTTTCCTGTTCCTCCGGAGCAGTGCTGGGTTGAAGTGAATTTTATTTGAAT
GTTCTTTGGTTCTGAGCTTACTAAAGCTGTAACTGTAAATAATGCCATACAGATTTGTAA
TATATTTTTTATAATTTTCTTTTAAATTGGAAGTGTAGATTGTTTCTGATAACTATTTTC



TTTTTAACAAATAAATGTTAGAAACTTATGCTTGTCAGATATTCCTATAGAGCACCCCAG
TTTGAAGGTATTAGGTAATTAATTTATTTAGTTTAGTTTCTTTTTTACACCAAATACTTG
TTGGTAGAAGGGGGTGGAGTTGGACCCATGTTTGTGAATAACACAAACAGGCGACATGCA
GATTTTTAAGAATATGAAGCAGAGATGTCTGTTTTACACAAAAAATGTATTTGCCACATT
TTACTTTTTAAAAACGGNATTAAAAAGG
>CL10678Contig1
ATTTATGGCTCAATTTTAGAGGTTAAAGATTTTATTAAAAATATAACACCTAAAAGGTAA
TNGTGCTCTGCAATATATTATAGCTATTGTTTTTTCAAAATTCTACATTTTAACATAAAT
ACAGTCTACCTCCTGTTCACCTCCCTGGGTTTTACTTCAAGATTCTAACTAAATGATCAA
TGGATCTCTTTTAAATAAGCTGTTGACTAATAATCAAGCAATAGAATCTATAACTGCTCG
TTTGTAAAGCACTTCTATAAAATCATTATTTGTAATTTATAAACGAAATTAAACAAATGT
TAGAGACACACAGAATTAAAGCAAAGACCTTCCATTAAACACAATCAAATTAGATCAATT
CAACTAAATGTTTCCACAATTATTCTTTTTGACTGAGAGTCTGATAATAAGGTCCAAACA
TGGTTCTCCACATCTGTTTAAAGAGCTGACAAAGTTTGGAAATCCACATAAATGAGGACG
GCGCAGCTGGATCCAGTCTGCTGAAGAGCATGTAGAGGATAACAGCTATCAGGAAAAGTC
TCCGGAGAGGGAATAAGCCAGAACCGGCTGTCAAGATTTTTCTGTATAAAAACCTGAGCA
>CL10679Contig1
GACTGGCTTTTTTTCCCCACTGACCCCTTCAAGGAAGCCCAACTGTCGAGAGGACCCTGC
AAGCTTTGAAGATCAGGATGAAATACTACGAATGCCCCGTCTCCCAGTCTGTGGGAATTA
CCAGGTACACCCAGAAGTGTGGCGTTCCACTGTCCTGTAAGGCTGCGGCCTCCCTGAAGC
CAGCCCGGAGCGTCCACTTCCCCAACGACATCGTTTTCCAGGACTATGTAAGGCACGGCG
AGCTGGAGAGGATCGGACGCTTCATCCGAGCCGGAAGAGTGAGCCTGGGCACCATTTACC
ACTCAGGCATGGCGGCCATCCATGAGGCGGTGCTGTCTGGAAACCTGGAGTGTGTGAAAC
TGCTGGTGCATTACGGAGCAGACATCCATCAGAGGGATGAGGAGGGATGGACCCCGCTGC
ACATGGCCTGCAGTGACGGCTTCCCACACATTGCACGATACCTGCTCTCTTTGGGTGCAG
ACCCCGAGCTGGAGAACGATTGTGGGGAGAAGCCGGCCGACCTCATTGACCTGGACAACA
GGGAGCTGCTGGAGCTCTTCGGGTTGGCAGCAAACGACTGAGAGCGGCCAGCTTCTGGGG
TTTTTCACTCTCATCTAAAAAGCTGCTGCAAGTGCTGCAGAAATAGGCGAGCAAGAGAAG
CTGCGTTTATCGTGGACTCCGATGTCCTGAGCTGCCTCAGTTCTCACGGAGCTGCAGGGC
TGAGGAGGACAGAGGCCTGACCAGAGGTGACCGGACCTCCTCCAAGTTAACGAATGGAGC
TGCAAGCTGATGTCTTAACTGCTGAATGCTTTCAGAGTTTCACATTTTTTATATATATGC
ACACATTTTAACCTGTAAATCCAGCAAACCACTGTCGTCATTTTGAATCTACTG
>CL10680Contig1
CTTGGTTTCCTCACTGGGTCACTGGTTTACACTGCCCAAAGAACACCCCCCCGTTGCACA
GGGGGGGGGACCTCAGGAACATCTGGAAAAGTGTCCTGGGAATATTTCAAATCAGAACTG
AAGTCCTTTGCTCGTTGGAAGCCGCTCCCAAACTGGAACAGGTGAGATAAGGGGTGAACA
GGGGGGGCCGGCAAGTCCACAGGCACCTCTCCATTGTTCCAGGCCTGAAAGAGGGGCATC
TGCCGGGCCTCCATCAGGTCCCTACTGAGGAGGGAAAGTTCCTCTGCGACACCTGTAGGT
GGAGACGGATCTGCAAAACCCACACCTGGAAAGGCTTTATACGGAGAGCCGAAGGAGCGC
GCCATCCCAACGCTGCTCAGTCCAGGCCCAGGTTGCTCAGGGAAGGAGGGGTTGCTCACC
AGTTCTGGGGCACCATCATACAGAACTCCTCCGGGGGAGTCAGGCCGGAGGTTGGTTGGA
CCCTCCTCCACACTGTCAGGGCTGAGTGCTTGATCAGGCTGTGCTGCAAAGCTGGTTTTA
TTCTCCACATAGTGAGAGTAACTCCAGGTCCAGGGGAAGTCCACGTCTGGTACTTTGGAA
TGAGCATCAGGGTCATAGGTCAAGATGAACCCTTGAGGCTCATACCTGTGCTGCTGGAGT
TCTGGATCTTTTAAAAGAAGGTTTTTTGTTGCAACAATCATTGGATCATACCGGTGATAA
GGAAAAGAAGCACAGCATCCAAGCAGCTGAACAATCCAAGAAAGCCTTAAAGCAAGCTTT
AGAACCATGTTTACCTCAGAGCAAAAGATGAGCCCCCGGCCATA
>CL10681Contig1
TATGATAATCTAAACACAATTTCACTTAGGCATCAGAGGTAGCCCTGGATGGTTNTTCGT
TGTTACGATCAGCCTGACCTGGTGATGCAAGCAGGTTAATATGTATTTACAATGTATATA
ACATGGAAATCCTTAACATTCAGTCTGTCCCTATTGACCTCTCTGATTCAGAAAATTACT
TGACAGCTGATTATGACTTCAAAAAATGGAAAACTTGTTTTTTACAGAAAATCACAAACA
CGGCCAATAAGTAACAGCAAGCAGAAGTGTATCTATAGATTTCTTTACTGAACCTTTTGA
GTCACCTTCCCAAACCCCTGTTTTCTAGTCTACCGTAGAGTCTTTTCTTATATCACATCC
ACTACCAAACCTTGGCACCTGCTTTGAATCCTTTCTCGTCTCCGTTCCTGTTTAGGCCCC
ACCAGCCAAAGCCTGCCTGCTCTCAGCCCAGTCCAAGCTTTTCTTTACCCGAGATGTGCC
AGTCTCTTTTGGACACAGATCCTGAAGCAGTTTGGATTTGAGGAAGCGCCTGTAAGAGTC
CTTTTCCATCAAGGTGTAGATCAACTTCTGGGCCTCGTCAAAACAAGACGGGCTACCCTT
CTCCACTTCCTGCCGGGTTTTTTCTCTGGCTGCAGCATCTAGGTTTACCTCGTTTGGGGC
ATCTGCCTCCACATATTGCTGATAGATTTGTTTTGCCCTAACCGCCATCTGAGAAGGCGG
AGTCTTCTTGAAGTCCTCGCAGGCAATCCAGAAGTCCACGTTTTCTTGACTGAACTCAGA
CCGCAGGAAGCTGGTAAAGACTGTCCGACCCGTTTCACTGCTCATCACATGACTGAATGA
CTCCTTCCATTTTTCCACCTCAGATGGATCTGGCACCCTCTTTGAAGCAGCGGTTTTCTC
CTTCACCTCCTTCTGATCGGCTGTTTGGGGTTCAGGCTTCTGCAGTAAGAAGCTTAGTTT



GTGCTTGATGTCTTTGGCGCTTTTCAAGCAGGTCGCAGGCAGAGTTGCTAGTCCTTTACA
CATGCTGGAGCGTTAAAAATCTCCCCAAAAAAATCAACAAGAAGGCAAAAAGTGTGTTTG
TTTTTACAGCAGCGTCCTTCTGTATCTGAAACAAGCTCTCCCCGGCCA
>CL10682Contig1
AGAACTGTTTCATGGACTGCGTCAAAGATTTCACCACCAGAGACGTCAAACCCGAGGAGA
GATCGTAAGCCCTTCGAGCTGGACTGGGAGTAAAACCCGGACGGAGAGATGAAGGCAGCG
GACGAGCCTGCCTACCTGACAGTCGGCACAGATGTCAGCGCCAAGTACAGAGGAGCGTTC
TGTGAAGCCAAAATCAAGACCGTGAAGCGCATGGTGAAGGTCAAGGTCACTCTGAAAGGT
GAGAGCGCGTCTCAGGTGGTGCAGGACGACCAGGTCAAAGGTCCTCTCAGGGTGGGCTCC
ACCGTGGAGGTGAAGACTAACGAGGGTCTGTGCGGCGAGGCCGTCATCAGCAAGCTGACA
GATGCCAGCCTGTACACCGTGGTTTTTGACGACGGCGACGAGAAGACTCTTCGCCGGACG
TCTCTGTGTCTGAAGGGGGAGAGACACTTTGCAGAGAGTGAGACGCTGGACCAGCTGCCG
CTCACAAACCCGGAGCACTTCGGCACGCCGGTCATCGGGAAGAAGTCAAACCGAGGCGGA
CGGCGCTCCTCCCAGGCCATTCTAGATGAGGAGAACGACACCACATCCAGTGAGG
>CL10683Contig1
TTTTTTTTTTCTGTCAAATCTATATTTATTTCCAAATGATCGCATAAACATAACTTTTCT
TCTATTATTGAGATGTAGATGGATGAGACAATTTAAATTCATCAGAAACTGATGGGGCCT
CAGGTGAAGGCTGAGCTGAGGTGTGGCAAGTAAATTCTTGGTCACACACATCATGAAAAT
GCTGCTTATCACTTTCACGTGTGAAATGTGGGTATTTTCTTATTGTTTTTTTCAGCAAAT
AATTAATCTGCCATGGTTTCACTACGACATTTGATCCTAAGATCTTGGATATTTCCTGGA
TGGTCTGCGTAACTTTACGCTTTTGCTGGAAGAAAATGTTTAGCACATGCCCATTCCTCA
ATGGTGGAGCATCTGGGATGTTGCCATATTTCTCAGCAATGAATTCAACCATTGCCCCAG
GTTTCTTTGGAGGCATGCTGAAAAAATTTAGTTTGAACAGAAGCGGCCGCATGTCTGCGT
TTCCTCGGCAGAAAGTCTCGACTGAAGCGCTTGTCGTCATCGGTGTCGAAAACTCCTTTC
TTTTCTCTTCACCACCGATTCGCGGACAGAAAAGCGACTTTTCGGCATTCAAACCACTCC
GGAGCCAGGGCTCGTGC
>CL10684Contig1
GTTGAAGGACTCTCATCATCTGCAGCCAGCACTCGTTGGCGTCCTGCTGAAGATACTGCC
CCTGGTCTCCCTTCTCAGCAAACTGTGGAAAGGCCATGTGAAGGAACTGCAGCAGAATAA
TGGGGGGGAGGCTGGACGAAGTCTTGTCCATAGTTTCATATAAATCACGAAGCGCTGCTG
TGATGTACTGCGACGGCGCGTTTGCTCCTGAAGATCGCAGAGCACCCGAATACCTTCTCA
GGGCAGTTTTGAGCTCTGGAACAGAGCGCAGACATTGCACGGTGGCGTTCATGTAGCAGG
TGTTGCCCAGGTTTGTCAGCCCACACGGCAGCTCCATCGCTGAGGCCAGCTGCTCCTCAG
TCATGTCCTCCACAAACATGGGCCGGACAGCCGGTTCCTCCGGCAGAGCTTCTGCCGACC
CCATCATCAGCAGAGTCATTCCATTTTTCAGCTTAATGTTACCCCACTCATCATCCTTTA
GAGTGCCTCCTTTCACCATGACCTTCTGCCGGTCTGGTTGAACTCCTGTCAGAGCGAAAA
GCTGAGCCTTGAAAACCATGGGTGGCTCCTCTGTGTTCAGCTCCACTGCATCGAACTTCT
CTTTGCCCCATTTAACGTTTACCGTGAACACCGGCATGGTTGTTCGCTTTCACTTCCTTG
GTCCTGAGTTTCTTTGGGGTTTTTTTCTTTCCTGTTTCAGTTCACCAGGGAGCAAATCAA
GAGTTGGTGCGGCTCGTTGTGGGTCTGAACTTCCCCCGGCCATAATGCCCGGGT
>CL10685Contig1
TTTTTTTTTTATCAGACTATTTCAATATTTTATTAATGTGTAGAAAATGTATTAAAAAAG
GAACTATNTTGGAGANGTNTACCTTAAACTACTTCTAAATTTGACAGTAATAATCAAAGG
TTATAAAAAAAAAACAAAGTAGTTTCAGCATATATGAGCTTCTCAACAGTCAAGTTCACA
TTTTTATCAACATTTACATTTTCATGCCGTCAACGTTTCAAAGGGTTGCAGGTAATTTAA
CTGTGAATGTAATTCCAAGAAAAAAAGCAATTTATTATATTTTTTTTAATGTGCAGGATC
ACGTTTTGCTGCAATAANAAAAGGTGGCCAAAANAACTACAGGAAATAAAGGGANAANAT
TTGTTGTTTTTTTCCATGTAAAAGGCTCANCAAATACAATGGCGCAGGGTTATGGTTTTC
TC
>CL10686Contig1
GGCCGCGCGCGCGCGCGCTGTCAGGATGAAGACAACCTGATGATCAACCGCAACTTCACA
TGAAGAAGATGAATCCTGACTTTTGCCTTCAGCCCTCACCGAGTAGTTCCTGCATTCTTC
CCCTGCCCTCCCAGTGAGCCGGCCCGTATCTGTTGTCATGCATTTGGGATGATACAGGAC
ACAGGCGGCCCCTCCCGTATCCCTTTCCTTTTGTGTGTAACCAGGACGCCTCTCTTCATT
CTGTCCTCGTGATTACCCCTCCTTCCCTTCCTCTGACTTTGTGCCATGATCAGAAAAAAA
GGCTCCCTCATTCTTTTCGGCGCGCTCCTGTTTGTCACCTGGAACGCCATCCTGGTGCTC
CTGCTGTGGAGCAGACCCCCGTCGTCGAGCCAGCAGAGCGATGGGACGAGGGAAAAGGCA
GAGGAGCCCACCGACGGTCTGATGAAAGATCTGTTTGGGATTTTGGACACCTTTGCAAAT
GAGCTGGATAAGCAGAGGAAGATCCTGCTGCAGA
>CL10687Contig1
ACGGCACCAGTCCTTCACCACTCATTCTGTGGTCCCCAATGGGTTCAGAGTCATCCATGC
CCCCAGCCAGCTGTCCTCCCTCTAATGAGGCCTGGCCCAAAGAGGAGCCCATCAAAATCG
AGCCTCCGGATGTGGAGATGCAGCCCACACCCATGGCTGACCTGCCTCCCGCTCCTCTTC
CTGATCCAATTCTGCAACCGGCTCCTCTGTCTGATTCATTTTTTGCTTCTCCAGAAATGT



GGATCAGTTCTCTCCCAATGACGGACCTGGAGGTGCAGTTTCTGTACAGAGGGAAGGAGA
TGTGTCCCACCATAACTGTCAGCAACCAGCAGGGCTGCAGGCTGTTTTATGGGGACCTGG
GACCCATGGTCAACCAGGAGGAGCTGTTCGGGCCGGTGAACCTGGAGCAGCTGCGCTTCC
CGTCCCCAGAACACATCACCAATGACAAGCAGAGGGTCTTCACTCACCGCCTGCTGGATG
TGATGGACCGAGGCCTCATTCTTGAGGTCAGCGGACATGACATTTATGCAATCCGCCTCT
GCCAGTGTAAGGTGTACTGGTCCGGCCCGTGCGCTCCAAACCCAGCAGCACCGAATCTTA
TAGAGCGGCAGAGGAAGATCAAACTCTTCTGTCTGGAGTCTTTCCTTAGCGATGTCATCG
CTCACCAACGCGGCCAGACACCAAGACCTCCCCAGTTTGAAATCAGTCTGTGTTTTGGGG
AGGAGTGGCCTGATGGAAGACCCAGAGAGAGGAAGCTCATCATGGTCCAGGTCATTCCGG
TGGTGGCCCGGATGATAAGTGAGATGTTTTCCAACGATAACACCCGATCCTTCGACAGCG
GCAGCGTTCGCTTGCAGATTTCCATCCCAGACATCAAAGACAACATCGTGACCCACCTCA
AGCAGCTGTACTGCTTGCTGCAGACACACCAGGGTCAGGAGGGCTGGGCTTTGCCTCCTG
GCCCCGGCATGAACATTGTCCAAGCCCTGCACAATCAGTGAGGTGGCCTTCTGCGCATGT
GTTTTCTCACTCTGCTTCTGTTAGGAAAGAAGTACTTGACATGTAATCAAACCTACATGC
ATGCATAGTGTACTGTAGCCTCTGTCTCTGTTAAACCTTTGCTGTGAAAATGTTTCCTCG
TAGTTAAGCCTTGAAGTCTGCATGATGCATCAAACACCCATGTGGTGTTTGAATGGGCCA
AAGTCCTGTTCCTGTGAGGGAACATTCATGGTTAATAAGTTACAGATGTTGCCCCGTGTC
TTATTTAGTCACATCGGACCGCTGATCGTCTGACCATTCAGTCCAGAAAGAGGTTCTGAA
GCCTGTTTGTGTTTTTCCTGAAAGAACTCACATTTCCTAAGAGTCCAGCGGTCCAAGCTG
GACCTGTGTGCGTTAGGGGTTTCTGGACCTCTAAAGGGCTTTGGCAGAATTCATCCTGGA
CTGTTATGGGCTTCTCTTCTCCCATTTTATCTTTCCATTTACACTGTAGGATATTTTTCG
TGCTGTATCCTGACAGCCGTCAGCTTCACAGCTCTGTTTTTATTCTGCTGCACTTTGGGT
GCTGTACTGTGTTTTATGACCTGTATATATGCTC
>CL10688Contig1
CCTGCTCTGTGACCGTTATGTGGTTTGAGCTTGTCATTTTCCTCGTGTCAACATTGGTCT
CGACTGCCTCTTGGATGACTATCTCTCTTTTCATTTCTCTTTTTGCATTTGCTTTTTAGG
AAACACAGTCAACCTCCATGAATAAGTGTGAAGCTCATTGGGAGAAAGCAGGATCTGCTA
CGGGTTAGTTGGTGACTAAGTCAAGTTTACAGACGTTAACAGGGTTAGGTCCTAAATCGG
GCTCTATATTCAACAAACAGTTCAGTGATCTGTTTGTTTACCCAAACCATGTGATTGGTT
GTTTGCAGTCAAGGGAGTATTTCCTGTAGGCTCCAGTTTCTCATGTTCCCACTTCTGTCT
GCTCTCCGTCCTCATGGTTTCATGTTTGAGGCAGTTTGAGGCTCTCCTTTGGATTTATGT
TTGCTCCATCAGTCACAAGCTGTAACTATGAGAGCATAGTGCAGGTTTTTCCCTTTAAAT
CGCCTCCAATTTGAGCTCATTGATCATTAAACAAACTAGAATGACTCGTAACGAGGGCTG
GGTTTAAATGTTTGACTCTCTCCATAAATCAATGTTGAATTGATCTTTACTTAGAAAATA
CATCATCAATATATCAAATTTATAAATCGAATTTCCCTCAGAATAATTTCTTTGGAGTTG
GAATTGCAGTTAGTATTTTTTTTTCACTTTAAATGGAAAAGTGTTTTTTAGAACAAAAAA
GTATTTTATGAATTGAAATTAGAAAAAATAAAACAATAATTTGGATCTTATAGAATCATG
AATGTCAAATGTTGAACTCATGAGTTAAAATGGACTTTATTCGGTATTTTGACAGTGTAG
CGAGTTCATAAACAAAGTTTCGCTGAGAGGCTGACGCTGGGTCCGGTCAGTGAACGACAC
GCTCAAAAAAATCATGACGCTTCACGAATTTCCTATTTTGAACTTGAATAGGAAAAAAGG
TCATTA
>CL10689Contig1
GCTTTGTCAGCGTGTGAGCATCAAGCCTCAGGGAGAAGAAGACTTCCAGTCTTTCCACAG
CGTCTTAGCCCTCCTCTCCTACCTCTGCAAGGCCCCAATGGTGCCATCAGGGACCCCTGT
TATCAATGCCTTCTTCCGTCAGAGGGCTTGCATTGAAAACATCATGAGGGCATGCCTTGG
TCTTCCTCCTCAGAACCACATGATGCTTGAGCACAAGCTGCAGAGGAACTTCCTGTCTGC
ACACACAACCTATGTCAACAGCGACGTGGCTGCTTTGAAAACATTTACACTCCCCAATGG
GAAACATGTACCTATCCCCATCACAAACGGAATTCACGCACACGAGAATGACACTGCATG
TGCTCTGTGATTGCACATTTTTAGCTAAAACAAAGTGCAAAACTACTGTAAGCCTATTTT
TTTAGAAGAACAAGTATTTTGTGATCAAACAAAAGACATTTGAGAATTTAACTAGGTGTT
AAAATAAAATGATTTTAGAGTACTTGTGATAACTTGTGATAACATTCATGTAGAAGAAAT
GTGTTAAGTCTTTTTAGTCTGTATTATATTTGAAGTTTACTAAGCTGCTGTGCCTCAGTA
CTGTTCAACTGTATACTGTGCTGCATTCCTAAAAAATACTGTTTTAAAAACAGATTTAGG
TTTTGCTTTATTTGTTTTTTTGTTTTCTAGTCTTGTGTCATTGTGTAAATGCCTATTTAT
ATACAATAAACATAAGTATTGATTTCCCTAAACTGCTTTTTTTTTCT
>CL10690Contig1
ATTCGGCACGAGGTTTTGTTTTTTTTCCTTTAACTTTTTTTTTTGTCTTCTTATTACAGT
TTTTCTATATTTCCATTCAATCGACACACCACCAGTTCAAATTAAACCCTTAATTCCATT
TTTCGTTTTCTTCAAAGTGCCTAATATAAATTGTGTTGCATTTCAAGGTTTCTCGAGTTC
TGGATGCGTCTTTCTTGTGTCCATGCTTTGCTAAAATGTCTCAAACTTTACAAATAGCAA
AGTTGGCTGAGCTCTCGGGGCGGTTGTGCCCAAAGTTCTCATGCCTGCACTTTATTTCAG
GTTCAGGTGCATTTCTAATCTGCCATTTATTTGTTTGGTTTTTATATTTAAATGAAAGAA
AGCAGCTTCTTGAAACCTTTTTATTGTGTGTTCTTGGTTAATTTTTACATGTAGCAGGAT
GTATTTATTTATAACACCCCGGAATGCTTGAGTTGAAGGGGTTTAGCTCTACCTCATCTA



AATTCTGTGACCCCCTC
>CL10691Contig1
GGGTGGGTCAGAAGAGATGCAGGTCCAGCATCTCCATAGCAACGTGAGAGACGCATGTTC
CTTCACTTCTGCTTCCTAATGGTTACTGATGCAGAAAATGTAAAGACCGATTAAGTTTGT
CCTGGTTTCACAAGCACAGCTGACTTCAATGAATCCAGTTTTAAAACACTCAGATGTCAG
AGGGGAAGTTTTCTTCTCAGTTGAGGCTGTTGCAGATCGTCCCAGAGATCGTAAATGCTC
TGCAACGTGAGCAACCTGCACCTCTGAGATGCGGACTAGTTGGAATAAAACAACTTCTCT
GTCTGAACTCCAGATGATTACACAAAGGATGTATAAATGTGATCATGGGGCAGGATTTCA
AAGAATCCTCACAGATAATGAAGTTTGATCTTTATTGTTCAGTTTAAAAGGAAATCATGT
CATCCCAAAATGTTGTGCACACATTTTTTCATTTTTGGCCTGGGAAATTTAAAAAAAAGA
TGAGCTACTGGTTGGATGGCACAAACCATCTTGTAAGTTTTCTTAACCACAAGTGATACC
TGAAGGGAAATAATCCTGTCAGGAAGGAAAAATAAATGTTGGGTTTCCTGTTAAAAAAAA
AA
>CL10692Contig1
GTTCAGAAGATTGGTGTTGGACTGATGGGATTCGGTTTGTTCTTCCTGCTCTTTGGGGTT
CTGCTGTACTTTGACTCCGTCTTGCTGGCCTTTGGAAATATCCTGTTCCTTGCTGGTTTG
TGCTTCATAATTGGCATCAGGAGGACAGCACATTTCTTCTTCCAAAGAAACAAGTTCCGA
GGAACACTTTTTTTTCTTGGCGGAGTGACCTTGGTGCTGTTTCGCTGGCCAGTGATTGGA
ATGCTGGTGGAGAGTTATGGTTTTGTTCTTCTGTTCAGGTCCTTCTTTCCTGTGGCCATT
GGGTTTGTGCTTTCAATCGTTAACTTACCTTTCCTCAGTGCGTTCCTCCCCAACAGTCAA
TCCATGGTGTGAACACAGCTACACAACAGTGTGGTAAAGGGGATGCCTGGCTGGTCAGCC
ATTCAGACCAGCAAGCGGAGAACCAGAGAAGAAGCAGAGTTTTGTTGAAGGGATGTTTCT
GGTCTTTGTGTTTTGGCAGTGTAAGATCCATCCATTTCTCAGACTTCTGCAGACATTTGC
TTATAAAAACAGGTTAAAGATTTTTGTTTTTGAAAATAATGCCATCAAAGCCCTCTGTTT
TCGAATTTCATAATATTCCTCACATCCCAAATTTACCTTTTGGGGATGGTTTTTCATTTA
AATTTTAACTTTACACATAATGTAACATTTTGTATTCAAAGGTCTGGTTCATAAAATAGG
TTTTTATTGTAATAGCCATGTTATGTCATAAAAAACTGTACAGGAAGAACTTTTTAATTG
>CL10693Contig1
TTTTTTTTTTGGAGGTCTCCAAAGAAAACTTTATTGGCATCAAACAGCAGTGACAGTAAA
CTACAGACAGGTGGACCCCTGACAGACAGGAAGTGAACGTTTCTGCTCTCAGGAACAGCC
GGATGGCGGAACGCGATCGATTCTCCTGACAGTCCGGAGGTTTCAAAATAAAACCTGGTT
TTACGGCGCCACTTTTCTTGAAAGTATCGACGGCAGACCGGATCCAAACCAAACGTTTCC
GGGAGGTGAAGGGAGAGCACGCTCAGGTGAAAGTCCAGGACTGATCTGCTGTGACCCCCC
AGCAGTAAAGGTCACTCCACTGCGCGGCACAGTGGAAGGCTCAGCTTTAAACATCATCCT
AACTTCCTACGACACAAACATGGATCAAAGCGGATCAGCTGAGCGACAG
>CL10694Contig1
GGAGCGCTTTAGGCCAGACATTCATTTTCATGACGGTGGTGTACTTTGGGCCTCTGACCT
GCTCCATCGTCACCACCACACGGAAGTTCTTCACAATTCTCGGTTCGGTTATTTTGTTCG
GGAACGTCATGAGTTCGATGCAGTGGATCGGCACTGTCCTCGTGTTCCTCGGTCTCGGGT
TGGATGCTAAATTTGGGAAAACCCCTAAAAAGACGATGCATTGAGGCATCTCATCGAAAC
AGTCAGTGTTTTAGGGGGTGTCCTGTTCAGATGAACTGTCCGCGCCGGGAATCCTCTAAA
TATCCTCAGCTGTATTTAAAACTGAGCGGCCGCCGTTTTGAACTGTAGCTTTTATGTGCC
GTGGATGTTTGAAGAAATGAAATACACATTGGATCAAGGCCAGAGTCGACCATTGAACCT
CAAACAAAAAATGAGATTTCATGGACAAAAACGAACTGATGCAAGCGGAAAATCCTGCAT
TTCTTTATTAAACCCATTTCTCTGCAAGTGGACATTAAATGGAACAAATTCAAAGATCTT
CAAAGTGAAGTAAAATCCAAATGTTTTGCCAATAAATAATTATGATTGTCAGTTTTCATC
CATTGACTGTACTATCATTTAAAATGTGTTGGTTTTGTCTTTTGCAATTATTATTTTTAT
TTTGTACAAGTTAAAAATAACACACTATAAAAAAGGGGAATGGTTATATCANA
>CL10695Contig1
TGAGGGGCGACACTACTGGGCGTGCTCTGTGGAGCCGAGTTCCTACTTAGTGAAGGTGGG
TGTCGGACAGGAAGCCAAACTACAAGAATGGTTCCATCTCCCTCAGGACATGACAAGCCC
GCGCTGTGATGCAGACAGCGGCCATGACAGTGGGGCAGAGGACGGCCAGGACTCCCCTCC
CTTCTGCTTCCTGACCATGGGCATGGGCAAAATCCTGCTCCCTCACGGACATGGCCACAG
TCAGAGCCAGTGTGACAGCCAGAGCCACGGAGGACTGTATTCCCACAGTGGCAGCCACAG
CAACATGCCCCAGTCTCACACCGCTCCTCTCCCACCCCGGCTGGGGGTGTGCCTGGACTG
CGACAAAGGTCGGGTAACTTTCTACGACGCTCACTCGCTGCGTGTCCTGTGGGAGGGACA
TTTGGATTGCTCTGTTCCGGTGTGTCCAGCATTTTGTTTCATCGGCGGAGGAGCGCTGCA
GCTGCAAGAACTGGTGGCTAATCGGAGTATCGAAGAGCCTCCTCCCCGGAGGGTAACAAT
CCAAACACGGGCAACAAATCGGAGTAAATAACCTGACCGTTGCTTAGGTTCTTTGTAAAG
GTGGAGGTCAGATCTAATCCAACAGAGATTTGACTAAATTGCTGCTAAATGATCTGAAAA
CTCAGAAATGATAGATGTTCATTCACTTTTAGTTGGAAAACCATGAAATTTGACTTACTT
TGAAACATTATCCACTGTTGTCGTCAGCTTGTTTAGTGGCTGGAATGATTTTAGACTATG
CACATCTCAAAGAGGGATCCCACACTTTTTTATGGGAGGTTATCAATCCTTCTGTTAATC
AG



>CL10696Contig1
GTTTTTTTGNNNGGNATCACTNGNNGGTGAAAAACACNCCNTTTTGGGGGCCGCTACAAA
ACCCNNGGCATCCCCCGGGCTGCAGGTAATTCGGCGGCCGCGGNACCCGGNCCGTTTTTT
TTTTTTTTTTTTTGGGGGGTTCATGTTTTTTTTATTTATTTTCCATTCATTTCAGTTCAT
TCTATAAGCATCAATTCATTCTCTTTTTTTCAAATTAAAAAACATGGTGTCTAAAAATAA
GGGGTCAGATGCATCTCACGTTGTGTTTCCCACCCCTCTTTATGTTTTAATTTCTTTTAA
AGAGCTTAAGTTATAAACAGTTTGACTTAAATCAGGTTAAAAACCCAAGAAAAGAAGCTC
AGTTATTCTGGATTTAAGAATCTGCAGCAGCATGGGTTTGATCTGCACTCAATTTAAAAC
AGATTTTTGGGGTCGTTGTGGAGGACTTTGCTCCCAGCTTTGGACAAATGTCCAAAAGAT
CTTGTTTCTGAGAGGGACTGGCTCTGCTGCTACATTCAAAGATGCACGGCAGACAGAGCT
GCTGATGGGAGAGCTTAGCAGAAAACGGATAAAACCATTTGATCACAGCTTCAACTTAAT
CTTCATACATTGCATTTCACATTCAGTATATTTTGCACATATTTACAAACAGGTGTGCAT
ACAGTGGGCAAGTGCTCTGCTCTTTGACACAGGATGTAAAAACTGTTCTTCATGTGCTGC
TGTTATGGAGGCATGGCTGCAGCAAACAAGCAGTTTACAGAGAGATGATCGTCTAGAGGT
AAGAACCTGCCGTGAAAGCAAGAGTGTTAAGGTGGACAGCGCTGGCCCTCACAATAATGT
AAACTCACACATTCTTCCTCTCTTTAAAACCTCATCA
>CL10697Contig1
TNTCAGCCCCAGAACCAGGCACAGCTAGCACAAGTTCTGGGCAACAATGATCTTGCTCGC
AGACTCCTGGAGCTCTATGGGACGCCTGATAACATTGATATCTGGCTNGGAGGTGTGGCA
GAGCCCTTCGTGCGCGGTGGTCGAGTGGGGCCCCTGTTTGCCTGCCTGATTGCAACCCAG
TTCCAGAGGATCCGCCAGGGGGACAGGTTGTGGTACGAGAAACCAGGCGTTTTTACCCCA
AGCCAGAGAGCTGCTTTGCGTTCGGTCAGCATGTCTAGAATTATCTGTGATAATACCGGC
ATTGCAGCCGTCCCTATGGATGCCTACAGAATCGTCTCAAGTTCTAATCGCCTGGTCCGA
TGCTCATCCATCGCTGGCCTAAACCTAGCAGCCTGGAGGGAGAGGCCTGCTGACTCAGAT
GAAAGTAACTTGAAAACCAATCAAGGAGAGAACACAAACAGGCTGGATGTAAGTGAGGTG
AATGAGATGGACCCTCAGGACTATGAGCGTCCTCAAGGACCCCAAAAACTCCCCGAACCT
CTGATCCCCCTTGACAAAGAGATCCTGTAGGACCCTCTGCTGTCAGAAACCCCTCAGGAG
AACCATCAGTGCTGGAAAGCCACCGTCTGCTCTCTATTTCTTTCTGGGTGGATCTAACCT
GTTCAAATAAACAATTCCTGCAAAGTTCCTGTCTTTAGGGCAGGCCTCATTGACTCACAT
TGGTTCATAAATGGGATTTATTTCATTATAACTTTCACCTTTCCAGACACATTTTGGACT
TTTAGTTGAAAATTTAAGGAACTTTTCATTCCAAACTCAGCTGAGACATAAAGGTTTCTA
TGAAGAATATCAACTGTTCTAAACTTCAACCTCACTCTAATCTTCAAACAAACTATATAA
AGTCCTCCCATTA
>CL10698Contig1
TTTCTTAAGCATAAGAAAGAAGAGACTTCTCCNAGGTAGGAAAAAATAACAATGCAGTTT
AAAATCAAGTGCACTTCAACATCGTCTCGCTCTGAAAGGAATTCGGCCCCTTCTAACAAT
CTGATGTGAGATACACCAACTCAAAAGCTTCTCACTGTAAGGCTTTGGGTGGAGGGTTTC
CTTCACGTCAGGAATGGTGCAGATGCGGTTACGGTCAATCACAACAAAAACCTCCGTGAC
ATCTTGAACGGAGACATGATGAAACTCACACGTGGAGGACTCCAGAGCAGCGAGGCTTCT
TTTGTGCTAAAGCTCCCCACTGATAAGAACGCAGGCAAGGGTTGAATGGCAGCTGTAGGG
GGCAGCACCTCACCTGGCTGACACACACCATACTTGCACCTAATTCTGCACAAAATTAGA
GCAGATCCAGATGGGTTTTTTCTGGAAGGACAACTGCTGTCAGTCCTGGAGGGATAAAAC
TGAACAGATGGCAGCAAGTTTCAATAAAAACCACAGGAAATGATTTAAAAGTCAATTTCA
CCTCTTTTCCTGGTATAAAATAAACACAACCATTTGGTTTTGTTTAAATTACCAATCATC
CTCCACACTTAGCTACCATTACCATCTGACCCAAGTCTGAATACTATTACACACAAAATG
GTGCGTAATCCCCAAAGAANAAAAAAAAACANC
>CL10699Contig1
TTTTTTTNTTCATTATTAAGAGTTTATTTATTTAAAACAAGGGAAAATCCACAACAGAAC
ATTGATCGTTTCAAATGTGAAAAGATGTGCCGTGCCAGGTTAGAGTGGAATTTACCAATA
AAAGTAAGAATAGAAAATTAAGAACAGGAATAAAAGAAAAGGTAAAAGCAAAAACAAATT
AAACCCAAATGAGTTCAATCAGAGGTTAAGAAAATCATTAAACTATTGAGATAAAGTCCA
AACACCGTTTGTCACAGAGTTACACATTTTTCAGCAAAACGCAGGAAAATGTCTTTAGAT
TCATAAAATCCCACTCTCAACCATGTGGGGCAAACACTTTTGCCCCCTGAGCCCCAGGTC
TGAGACAAGCTTCACCCGACTTTCCTATTTCCAGCTATTATACCCCCTGGTCTTTC
>CL10700Contig1
AGAGCGGGGCCACTGGACGCGCGAGACTGTTGTCAGACAGGGATCCGACCTCAACAGAAA
TGTCGGAAAGTGGGAGTCAGGAAGCCTCGAACGGCAGCGGCAGCACTGTTAACACCCAAA
CCGTCTTTTGGCAACAAAGTGACAGTCGTGCTCGGTGCTCAGTGGGGCGACGAAGGGAAA
GGAAAAGTTGTGGATCTGCTGGCACAGGACGCGGACATGGTGTGCAGATGTCAGGGAGGC
AACAACGCAGGGCACACGGTGGTCGTGGACTCAGTAGAGTACTGACTTCCACCTCCTACC
CAGCGGCATCATCAACCCCAAGGTCACTGCCTTCATTGGCAATGGGGTTGTGATCCATAT
TCCTGGCATGTTTGAAGAGGCAGAAAAAAATGAACGCAAAGGAAAAGGCCTGAAAGGCTG
GGAGAAGAGGTTGATCATCTCAGACAGGGCACACATCGTGTTTGACTTCCACCAAGCAGT
CGATGGCGTTCAGGAACAGCAGAGGGAAGAGCAAGCAGGCAAGAACCTTGGGACAACAAA



GAAAGGGATCGGTCCAGTTTACTCCGCCAAGGCGGCACGCAGCGGCCTGAGGATATGTGA
CTTACTGGCAGACTTCACTCA
>CL10701Contig1
TTGATAGACAAAGAGGGTTTTTTTGAATAAAGACTGCAGCNTAGTACATGATTAAAAAAC
ATAAATATGAATAAATACAAAAATAAAGATATGGAATANTGATGTCTGCCTTATAGTATG
TTTGCAAATACATGAGTGTCCTCTTCAAGCTCTCAAAGGGTTACAGAAAACAAGGAGGGC
CACATTGAAACCCCAAAGAAAAGTTTGATTACATCCATCACAGATGCAGGGACAGATTTA
AAGAGACAGTATCCTTTTTTTCCAACTTGCTACAGTGATTATTTGTCAAAGCAAACTAAT
GAACTCTTAAAAAGACAATATAAACCTAAAATACTTCATTAATAACTTGAAGCTATATTT
AATTTACAATGGTAACCATACTACATCAAAATCAAAGGTATCTAGCTTCAAAATACAAAT
TTATACTCCTGTAATAAAAATACACTATATTAAATCTGTAAGTGTACGTCTGCGTCCTTG
GGTAAAAACAAACTTGCAACACTTTTATGCATAAAATGGTTGATCTTGTCAATTTCACAA
ATTGTAAAAGCAGGCACACTGCAGCAAAAAGCAAGGCAAGAAGGGTAATACTGATTTCAA
GAAGTTGTCAGAGAGCTGTGATATCACATAGAACTGCAAACAGCC
>CL10702Contig1
TTTATTGGGATCTCTATAGTGAAAAAGATGAACCTAGNACTACATAGNAAAAGTTTATGT
ATGAAAAACAGACTCATTGATATTTTAGGCCTCACTGAGGATGTCTGCAATTTGGGAGAA
GCCTGCGGCGTTCAGAGCCGTGACCAGGCTCTCCACTGTAGCTTGGGTTCCCTCTCGGTC
CTGCCAGGCCACCAGCAGCAGCTTAGCCTGCATTTCCACGTCTTCGCTGTCCGTTTCGAT
TTCTCTCAGCTCTGCTGCCTTCATCTCCAAATGCGAGGCCAGCATCTTCCACCGAGCTCC
CAGTTTGGCGGCGATGTCGTCCATCTGCTGGTTCGTCACCGCTTTGCTCTGGATGCTCGG
ACTGTCATTGCTCTCTTTGAGGAGGTTGTCTCCATTGTCGTCGTCGTCTTCTTCTCCCGT
CTTGATTTCTTCAGAGGGGATGTCCTTCGGCAGTTCTTTGGCTAATTTGCTAACCATGCT
GTCCAGGTAGTCTGCCAGACTCTTGAACTTCTGATTGGTCGGCTGAAAAAAGTGTGGACT
TCTTCTGGAGAGGAGCCTCAGAGCTCGCCAGCCCGTAGTTTGGGTTACGCACCACCTTGT
ACTCGTCCTCCACCATGTTGACCGGGTCGGCCTGTTCGATCGCTTCGGCAAAGAACTCAT
CCAGTGACGGCATAAACTCTCTGCTGTCTGATTTACACGCCTCCA
>CL10703Contig1
CCCCCTCCTCCTCCACCTCCACCAGATTTTCTGTCATTGTCCACGTTGATGAGGTCTGCC
TCCTCTCCAACACACACCTCGGGCCGAACCATGGCATCAGGCTCATACGGCACATTGTAG
TTCTTGGCGATCTCGATCAGATAGCGTTCCACTAAGATCTTGGGAGGAGCCTCCACACTC
AGTTTGTGCATTAGTCTGTCGTTGACTGTGCCAATCTGGTTATTTCTGCATAGCTTGCCA
TACTCCTTGCTATATTTTGCGCAGAGCTGTTCAGAGACTATTTTTAGTTCAGAAACCTCT
GACTGAAGTCGAGGAGCTGCCCAGATGAGGGTAGACACCGCCTCCTGCAAACCTGGATCC
AGCTCCTTCATGGACTGAATGAGCCCAAAGCGAGTGATCAGGAGGTCGCAGTACAGCTCC
AGGATCTCCATGGCTCCAACAAGATAGTCCTCTCTGATGATGTGTTCAACACGGATACGG
GCTCGTTCATCCTTGCCTGATGACAANGTAATCAGCAATCTCCTTCCCTGCCTTTTGAGC
AAGCTCAGTTTTCTTTTTCTCAAGAAGTTTGAGACGATTAATGACCAGCCGAAGGTTGAC
TCTTAGTCTTTCTGCTTTAAACCCTCCACCCAACATGATGACAGAAGGTCGAAAAATAGC
ACTAAACTGGAACTACTTGCTATAGATGTCACTCGGCGTTTTGTTGCCCGGCCATAAGGC
CCGGG
>CL10704Contig1
TTCACAGACACATAAGAGGTGACAGGAATCCCGTGGTTGTTGTCATTGAGCACTGTGTAG
GTGATCCGTGCATTCTCTTTTATGTCTGCATCTTGAGCTTTCACGGTACACAGCGGAGCT
CCAGGAGCATTGTTCTCACCCACATACACTGTATATGAGGTCTGCTCAAAGCGAGGTGGG
TTGTCGTTAACATCAGCCACATCCACCTGTATGGTCTTTTGGGAAGAGAGGGGAGGGTGT
CCTCCATCTGTGGCACTCAGAGTGACGTTGTAGGCATCAATGGTCTCGCGGTCCAGGAAC
GCTGAGGTAACAAGGGTGTAGTAATTTCTGAAAGATTTGATCTTGAATGGAAGGCCGGCT
GGGATCTCTAAGCTCACCTGCTTGTTGGCCCCAGAGTCTCGATCTGTAACACTAATGAGG
GCAACAACTGTGTCTGCGCGAGCATCTTCTCTTACAGGGCTCGACAGAGATGACAGCACT
ATCTGAGGGACATTGTCATTGACATCTACCACCTCTACCACCACTTTGCAGTGTGCTGCC
ACAGCCCCTGGGCCCTTATCCATTGCCTGGATATACATCTCATAGGAGTGGGTCTCTTCG
TAGTCGACATTGCTCCTCACTCTTATTTCACCTTTGTTGGTGTCCATACTGAACATCTGG
CGAACTCTTTCTGGAGTATAGCTGCTAAAAGAGTAGTAAACTTCTCCGTTTGTGCCCTCA
TCAAAGTCGGTTGCATTAAGTCTAATCACCAGGGTGTCTTTGGGTGAGTTTTCCAGCAGT
TTCACCTTGTACACAGAGTTGTCAAACACTGGAACATTGTCATTTGAGTCCAGCACCCGC
ACATTGATTCTAGCTGTTCCTGTTTTCTCCGGCGTTCCACCATCCACAGCACTTAAAATC
AACTGGTGATAAGGCGTCTGCTCACGATCAAGGGGCTTTTTGAGCACAAGCTCAATGTGC
TTTGTGTTGAGGGCTGGTTTGTTAGACACCAGTGCGAAATGGTCGTTTGTGCTGAGCTGA
TAAATACGGACAGAATTGGAGCCAACATCTGGGTCTTGAGCGTTTTCAATGGAGTAACGA
GACCCCGGTAAAGCTGACTCTGTAATTTCCAGTTGATATTCATCTCTAGGGAACTGTGGT
TCATTGTCATTTGCATCCACAATCTCCATCTCAANCATGGTGCACCTCAGTGGGGTTTTG
AGGCCAA
>CL10705Contig1



TCTTGAAATGAATNAAAACATTACAAAAAGCTTTATGGGAGGAGAAAGGCAGAGGGGGGA
GGAGGATGTTCCCCAAAACAAATGATGTGTAATTTGGAGTACAATCTCACATTTATTTAC
TTTCTTCAGACGAGTGGCATTCTGTACATTCTCGGCAGCTCTGTGGGTCATAGGTCGTTC
CCCCATGTTCACCTGAATATGCAGTCTAGTCTGGTTGTGCTCTGCCCATACATACAGCCA
TGCTGTTTCCAAAAGCAGTACCTTTTCGAGACATCACAGGTCAGCCACTGATTTACATTT
ACACCAGACGATGTTGTGTCAAAGGTTCCTCAAACATCTCAAGACCAACTTCACCTCTAG
TCTACAGTACGAAGATACGATACACAAAAGGCTTCTGATGTGATTCAAGCTGTTGTTAGC
TCACGCCTGGAGCAATTCTGACTGTGGGCTTATGAGTTTGACCTTGTTGTCTGGACTTTA
CAGCAGTGTCTGAATGCCCTTTTTTGGATTGTGAGCTTACAGACTTCGAATCTCTGAAGA
GGAATAGCTTAGTCAGCTCGAAAGCTACAACATCCTCGGCAACGTACGTTCAAGTGACCA
CTTCCAATAAAAAGCCTATGTAAATGCAAATTTTGGCCTTCAGTGTTCAAAACTTTTGAG
CTCACACATCGCTATGCAAGTTTCTACGACCGTTTACGTACAAAATGTGTGGCCATTTAA
TGTGCAATGAAAGTT
>CL10706Contig1
CGGCACGAGGATTGCCGAAGACCTCTGCCGTTAAGAAATCTACGGTGCTTCACCTCAACT
TTGTGATGGTGTCGTCTTTTGAGAGGAAATGGACGAGAAGAGATGGGGACACAAACAGGA
AAATTCTCTGATCTAGTCTGGCGGTTGCATTCCAAATTCAATGAGAAAGGCTCGTTTTAA
ATGAAAACCCTTTTTTTGTTTGTTTAAATAAAAAAATACTTTTCTCAGGAATTAATGCAA
GCTGCAGAGATTCTACATGATGTATATTTGTCTTTTTCCAAATGCAGGTTTTCTTTCTGA
GATTGTTTGTTTTCTGTTATACTTACAATTATGGAACATAAGAAAATCTCAATTTGTTTT
TTTTTGTTTGTTCTTAAAGTTCAGATCAACCCACAAGTGATTACTAAGAATCTGAAAACT
AGAATAATTTGTCAGAAACATTAGTTAAAAACTCCGTTGTTCAGGTTTTTGCCAAAATTA
AATAAAACATGAAGGGTTTTCAAAAGTAAGCTTCATACATTTCATGCTTAAACCTCTTTT
CTGTATAAACTTGAGTTTTTCAAAGCTATGTTTGATTTTTTTCTTTATAGTTAAAGCTAG
GAATGGATGTTGAGTGTTTTTCTTATAAATTATGACTTTTAATGGATGAATAAGATCAAA
ATGGATCAATCTAAGAAAATATAGTCACT
>CL10707Contig1
GGGAGGACTCACCTCGAACAGAAACAGACTAGCGACAGAGCTTGGTTCCGCTGGAGAAAT
GGCCTCGTCTTTTCGCCCTGCTATAAATCCCAAATGAGCTGCAACGTTTTCGGATTAGGC
CGAAAGACTATTTAGCGTTTGATCCACGCCCAGGACTACCGAGGGGTTTGTTTCGTGACT
TTGAAGAGCGACGAGGAGGGGGGGAAACAATGCCACACTCCCTGTGGTTCGATCCGCTGA
CACCCGCACAACTCAAGCGCCTGGAGGAGCATAAATACAGCGCCTCTGGTCGCTCTCTGT
TCGAGCCCCCGTGCCAGATTTTCTGGAACTGGCTCGTCCAACAAATACCGACATGGGTCG
CCCCGAACACACTGACGATTGTCGGGCTGTTGATCAATGTAGTTACAACACTTATACTAG
TATTATATTGTCCTACGGCAACCGAGGAGGCTCCAGCATGGGCCTTCATCCTGTCTGCTC
TGGGCCTCTTCATCTACCAATCTCTGGATGCTATTGATGGGAAACAGGCCACAAGAACAA
ACAGCAGTTCGGCACTCGGCGAGCTCTTTGACCACGGCTGTGATGCCGTCTCCACAGTGT
TTGTTGCTGTGGGAACATGTATATCATGTGGAATTGGAACCCTCCCAAACTGGATGTTCT
TCTGCGGG
>CL10708Contig1
CCCTGCGGAACGTTCTGGGCACNAGAACCTGGCGGAGATCCTGTCTGACCGTGAGGAGAT
CGCACACAGCATGCAGTCTTCTCTGGACGATGCCACGGATGCCTGGGGGATTAAGGTGGA
GCGGGTGGAGATCAAAGACGTGAAGCTTCCCCTTCAGCTCCAGAGGGCGATGGCGGCCGA
GGCTGAAGCCACCCGTGAGGCCAGAGCCAAGGTGATCGCAGCAGAGGGGGAGATGAACGC
ATCACGGGCGCTGAAGGAGGCCTCCCTGGTGATCGCAGAGTCCCCCTCAGCCCTGCAGCT
GCGCTACCTGCAGACGCTCAACACCATCGCAGCAGAGAAGAACTCTACCATCATCTTCCC
TCTGCCGCTGGAGATGATGCAAGGATTCATCAAGAACTGAGGATCCTGCAGAAACCTCCA
CCTTGTTCACACACTCACCCAACATCTGCCACTTAGCACCACCGGTGCGTTCACAGCAGG
CCGGTTTACCGAAACAATTTGTGTCAATGGCGCAGAATCTGGCCGCTTCCTGTTCTTTTT
ACGAGCGGCGCCGCTTCCTGCCGCTCTCTTCAGCTGGAGCAGCCATGAAGCATCACACAC
TTGTTTTACAGAACCAGAAATTAGCAAGGCTCTCATTTATCCTTCAGTTTTCAAAGTATT
TTCAAACTAAAGTGGCTGCTGGATGAGTGGCCCGCATGCAGTCACACACACACTCCCATG
CACACACATCTTTTACCTATCTCTGTGTATGTGAGATTTCCTAATGTCACACAGCTGGGA
TCA
>CL10709Contig1
ATGACCAAATCCCACAACCACATGTCCGTTCTGTCGCAAAACAAAATACACAAACACGTA
AAAAGCCTAAAGTTCTACACTTTGGTGCTTCGTGTTGTCAAGTTTCTGGTGATGGAGCAG
ACTCCATCACTTTCCCTCTTTAATTCACTTGAGGAAGATTTCCCTTCGTCATCCAGATAA
AGCAGAACACTGTCTACCAGGTAATCCCTAAACGAGTCCAGAAAAAACTTCACATTCTCT
GCTCCCTTTCCTTATCAGATGGTAATAAATGCTAGGTTGGGTTTTGGTGGGTTGAACATC
TAGTCATAATTTACACAGTATATTCATAACTCATACTCATAAACTGTTACAAGCTCAACT
GTAAATCCTCTCCTCCCCCAGGATGTCTCATCTTGCGCGGGCAGAAAAATATGGCTGCCA
GGGGAGGGACAGAGGGCAAAGGTGCGCCCTCCAATCAGGCGCCAGATGCATGCATCATCC
CATGGGGGGGGCAGGGTTCTTGGACTCAGCCTGCCCCCATCAGGTCATAGGAGGGACAAG



ATTGGTTGGTAACACGGAGAGGGACGCGATCTTGCCTGGCCGGGCTCCTGGCATGAGCCA
ATCCACGCAGAGGACGGGCCTCTTAAACACGCTTGCTGAAAAACTGCCCCCAAAACACAC
ACTCCCGTAGACTGGAGGCTCCAGACCGCGGATCACTGGAGGGGTGCAGCAGGCGCTCCT
GAGCAGTGAAAGTGCACGTTCAGCCACTTCCCGTCACGGCGATGCCACACCCTGGTCTCC
TCTGATTGGCTGGAACGAGGGCGGCCCATGGAATCCACAAATTGAGTGAGCCGGATGTAG
GCTATGCAGGCGGCGTCCTCGCCGATCAGGTGCACGTGGGGGTTGAGGAG
>CL10710Contig1
TTCGGCACGAGGGTCGGGGAAAGTTTAGAGACGGGAAAAATCTGCAGAGAGGAGCGGAGT
GAAGTGGGAGTAAAAATAAATAAAGAAAAGACTTCCGCTTTGAACTGTGGACATGAAAAA
GAGCGGCCTTCACGCACGTGGCGGTGACCGGCGTGCCCTCTGTAGTCTGAGGGAAAATAA
TTAACAGTGGAGTAAACGGACGTGTTGGTACAACAACAGCCTTTTGAAGCCGCCTCAGCA
GCAGAGAAACCCGCCGCCTGTGAGAGGAAGAATAAACATTCCCACACAAAGCCGACCTCC
GAGGACTTCTTCTTCCTCTTGTTGCTTTAGATGTTGTTTTTTTTACGTCTGTTTATATTA
AAAGAAGGTTGTTCAGTAACAGCTTCTTTCAACTGTGGGATAAACCTCTTTGAGGATTAA
GGAGACCTTGCAGAGAGTGGATTTATTTATTCAATGTTTTGGCTTTTTTTTCTGTAAGAG
AGCCGTGTTTCGACCAGAAGTCGTTCAAAAAGCGTCGACGGAACAGATTCGGATCAGCGG
NAAGGAGGCGGTTTTATGTCACCGCACTCGTAAAAACGAGGAATCCAAACGTCCAGGTAG
GGCGCACGGCGACGAGCCGCTAATGTATCCCATCCGATAAGCCGTCACCCAATAGGCCTC
TGTTGGCGGAGCTGCCCACAGATAAGAGCGG
>CL10711Contig1
TCGGCACGAGGGTTTTTTAATGTGCAATAAATAAATCTACTAGATGGCCACTAGAAGGCG
CTAGAAAACCACATTATTTTACATTTGGTATCCACAAAGAGATCCCATCAACTAAACGTT
CATTGTTAATGTTTGTATTAATGACGTAAATGAGAGGAAAACATTTTTAAAGAGATGTTA
GGTTTTCAATAACCTTCTCCTGGTGGGGTTCTGCTCCTTTGATGCTTTGCTTTTATAAAT
ATAGCCTAAGGTGCTTCTGTTTGACCTTTACTGAAATGCAGATATAAGTCCCCATGCTTC
CAGCGCCTGGGGGTGAAAGAATAAAACAGATTGCATCATGAGCCGACAAACCGAGTCCTC
GTAAAACCCAAACAAGAAATCTGAGGAGACGCGAGGAAATGAGCACGGCACTTCACCCAA
AACTAAATGTGCTTTTATTTTGGTACCTTTTCTGCATTTAGGTACAGTAATTCTCATAGT
CAAAATTATATTTTTGTTTCCCAGCCACTAGTTTGTTTGTTTCTAGGCTTTTTGCAACTT
AAGTTTAACGCTGTCATATTTCTATAGACCATCCAGAACAGCAGACTCTCTCAATAAACC
TTTGAACCA
>CL10712Contig1
TCCCCCGGGCTGAGGAATTCGGACGAGGAAGAAATGGGAGATTGTCTGGAGGAGCAGAAG
TCTGTACCGGGTCAGGGTCTGGGCTTACTCCAAACCGTCAACATGGTAATCTGTTAAACG
ATTTCACACATAATGAATGGTGATGAAGAGACCAAAGCTCGGTGTCTTTCTCTTCATGGC
CTTTCTGCTGGCCTACCTGTTGTTTCTGAAGTACCACTACTCAACCTCCAAGGCCTCCAA
CTTCAGACCACCTCCACATGCCGAGTCCAAATTGGTCAGAGCCGGTGACGACCGGCCTGT
CTCTGCAGACGGATTTGACTTCCAATATGGCGTCATGTTTGACGCGGGCAGCACCGGAAC
CAGAGTCCACATTTTCAAGCTCCAGATGAAGAGTAAAGAACCCCCCATAGTGGACCACGA
GACCTTCAAGGCCATCAAACCTGGGCTGTCTGCGTACGCTGATGATCCCGAGAAGTGTGC
AGCAGGAATCCAAGAGCTTCTGCATGTGGCAAAGTCCAGTGTCCCCCCTTCCATGTGGGC
TAAAACTCCACTGGTCCTGAAGGCCACAGCCGGTCTGAGGCTGCTGCCTGGAGAAAAAGC
CAAGCAGCTGCTGGAGAAAGTAAGACAGATTTTCCATGAGTCTCCTTTCCTGTCTAGAGA
CGACAGCGTCTCCATCATGGACGGCACTGATGAAGGAATTTCTGCTTGGATCACTGTCAA
CGTCCTCATCGGTGGTCTCAGCAGAGCTGACTTAACCACAGTGGGGATGTTGGATCTA
>CL10713Contig1
GAGGGTTTTGTCACTTCAGATCATTGATGCAACATTGAAGGGGAACTGCTCTCGGTTTAT
GAACCACAGCTGTGAGCCTAATTGTGAAACCCAAAAGGTACAAAGGCAAAATGGGAAATT
AAGGTTTGTGTTATCATTATTTAGAAAGCTGCTTGATGCTGTGACATTTGTTTGATTTGT
TTTCAGTGGACTGTTAATGGCCAGCTTCGGGTTGGGTTCTTCACCACCAAAGCAGTCGCT
GCAGGGACTGAGCTGACGTTTGACTACCAGTTTCAGAGATACGGGAAAGAAGCACAGAAA
TGCTTCTGTGGAGCTCCCAGCTGCAGAGGCTTCCTCGGCGGGGAGAACAGAGTTAGTGTT
CGTGCAGCTGGAGGGAAGATGAAGAAAGACCGGAACCGAAAGAGCGCTCTTACCACGGTC
AGTTGCTAACTGTGTCTACTTGAAATGGCATTTGAAGAGCGGTTGTTTGTTTGGAAGAAT
ATGAATTGATGTCACCACCAGGGNAGAAGTTCTGACTTCACAACAGTTTAGATTGAAGAA
GCTAATAAAAACTTGATCTCCCAACCCTTTGTCCTTTGCAAAAAATAAAGTATTACTTCA
CGGTATTGTAAAAGTGGAAAACTGTAAAAAAAAAA
>CL10714Contig1
TCGGCACGAGGGTCCACTGAATATCTTGAATTTCTTGCGCAGCCTTGCATAAGTTTATTC
ATCTTTTGATATATTGCTAAAGCGTTCCCAGTGGTCTTTGAATTATGATTGTGCCATTTT
GAGCCAAAATTTAAAAAAAATCAGTTGTTTTCTAGGACATAGTTTTTGCAGAGCAGCATT
AGTTTATTAGAAAGTTGCCTCTGAGTTGAGGGCGGGATTGCTAGACGCCAACGGTCCCGC
CCACATCTCAGAGGTGAATTTCATGAACTACTGCCACTCTGCAGAAAAATTTCTAGAAAA
GTTATTTTTGGCTAAAAACGGCAAAATCATAACAAAAAAAAACACTAGGAACGCGTTCAC



AATAGATCAAAACACAACTTGGAGTGGGACTTTAAAATAATTTTAACAGACTAAAGCTAA
CATGCCAAAGTTAAATTTAGCAGAAACGAAAGGCCTTTAAACAAAGAAGAATGCAGGACA
TACAGAAACGTATTAATAATTATTTGCTGGTGCTAAAATTACTTTCTGGCAAATTTTTGC
GAGTACTTGAATTCTGCCTTTTGGTTTCAGAAATTAGGGAATGTTTGTTACAAACATTTC
ACCAATGCTTACAAGTGGAAAACGCTGTTGTTGCCTTCAGAAAGCNGAAAAA
>CL10715Contig1
GTCTATTTGCCTTCCCTAAACAACAGTTACAAGCAGAAACAGCTGGAGTGGACCCAGACG
TAAATGAAGACTCATTCTCAAACAGTCTTGCTAACTGATGAGTGCTGTGGAACCCTGGAT
GGTCCAGATGGATGAAGTATTGGGTGGTTGGGGGATGGCCACTATGTCCCAACGATGCTG
CTAAGACAGCAAGGAGGTGGTGGAGTCATGATTTGGGCCAGTTTTAGCATGGCTTTTTAC
AATTATAAAACTTATTTAGTTATGTATTTGTTACGGCCCCAGGCCTTTTGGTGTGTGTAT
GTGTGTGTTGTGTGTATGTGTGTGTTGTGTGTGTGGTTGTGTGTCTTTTGCAGAAGCCTC
CACCACATCAGTTGACTTCACCTCCTGCAGGAGATGATTGCAGCTTTTTCCCTCCTCCAA
TCACCAGGCTGGGCGGGAAGCATAAAAGCCTGGAGCAGCCTATGATCCACTGGGCAGCTG
AATTCATTGGAGGAATCTGTTTGATCAGCTGATCCCTGTTGTTGGACTTGGGGTTAGAGA
CT
>CL10716Contig1
TTCGGCACGAGGGAACTGCAGTGTTTCCATGGAAACCAGTGCATGTCAAACAGACTCCAA
TCCACATGCTGTCATCTGAACAGCTTGGCGTGGTCAGGTGAGCTGTGGACAGGTACAGCA
TGGTTGTAGGAGGGCATTTATTAAGATATGTTGCCTTGTTCTAACACAAAAAAGAAAAAA
AAGAACAAACCAAGTGCTTTGTCCATCTGTTACATCAGCTTCACAGAGAACAGCCTGCTG
AGGCACTGCGGCCACACCGTTTTTATAGACTTGTATCTGAACTTCCTTTCTTAGCCGATC
ATGATATAAATATATATATATATATGAATTTGAAATCTTGTAAAATATGGGCAGATTGCA
ATGCAACTTTTACAGGAAAGTGTATGTAATTTTATTGTATTGGAAGTGTGTCCGCCACAA
TATTGCTGATAGTTTTTATTGTTACAGAGGTACTAAAGGTATATCTTTGTCATCAACTGT
TGTATGAGCAAATCACAATCCAGTGTATCTTATAGATACAGATATGTGGCATGAGCTGAA
CAAAATCAGGGGAACTGACCTAAACGTTAAGGATATTGCTGTATACATTTTGTACTGAAT
ATCATTTTAAACAAA
>CL10717Contig1
GCCTGAAGGAGGGCTTTGCGCTGCCTGGAGGAAAACAGAGGAAGAAAACCTCCGTCCTCC
TGCTCTTGGTCACTGACACGGATATTCAAGTCTTCATCTTGGACCTGATCCATGGCGAGC
CTCCTGGCTTCATGTTGGTCAACGGCTCCACTCATGATGAGTTTATGTTTAATTTGCTCG
ATTCTCTCTTTTCTCAGTTTCTGTCTGTGTCTTTCTCTGCTCCTGTGCTGTTGCTCCTGC
TCATGCTCCGCCATGGTGTACTTTCGGAGGGTGCTGTGTTTCTGAGCCATGCCAAGAGTG
GAACCTCCACGGCTGGGGACACTGGTGAAGCCCTGGCAGCGGTGGAAACTAAAGACCGTC
ACGGAGCCAAAGCAAACGCTCCTCTGTTCTTTCTGACGCTTCGGCCTCTTCAGGATGGAC
TGAATGGGCACACTGGGAGGTGGGAAGTCTCTGCCCTCCCCGTCAGACTCCCCCGGCGAG
GAGTTGGAAAACGGAGACGAGGAGGCGGCGGGGGAGTGCGAGGGATTCCTCTCAACCTCA
GCAAACTTTCTCTTATGTAGGCCTTTCATTGTTCTGCTCCCAAAGAGTTCACAGCGTCAA
AAGCTGCATAGTCGTGACCGACTTGGAGTAAAGTTTTGTCCTTCGGTGGAAACAGCTGAG
CATATTGTACCCGTCTGTTTCTGTGAAACAGCACGACCAGAGTAAATATGACAGGACTGG
CTGAAGGCTCCCAAAGACACCCCCCGGCCATAAGGCCCGGGTTAACGGCGCGCTGAAGGA
C
>CL10718Contig1
GGTCCTTCAACCCCCAAAACTTTCTGGACCAGAACGGAAACTTCAAGAAGAACCCTGGAT
TTGTGCCGTTTTCTGCAGGGAAAAGAGCCTGTGTTGGAGAGTCTCTGGCTCGGATGGAGC
TCTTCCTCTTCATCGTGTCTTTCCTGCAGGATTTCACCTTTTCTGCCCCAAATGGCCCCG
ACAGCATCAACTTGGTTCCAGAGTACAGCGGCCTCGCCAACCTGCCTCGCAGGTACGAGC
TCATCGCCACTCCACGCTGAAGGAGCAGGTCCACCCAGGAGCTTCATTCTTGTAAATGGA
GAACATTACTTAAGCTGTAATCAAACATGGAGGACACCTCCCACCTGCTGCTCCAGACCT
GAGCCCTACCAGTGCAGGGAGGAGCAGCATGTTTAGTTGAGAAGTTTCAATATTCATGCT
AAAATCCATGGAAAATTTGTGATTATAATGATTGGTGTAATTTAGAAAATCTGTTTACAT
TCATTTTTTCATTCTATTTTATGCAGTCTGATTAAGGTACTTGATTAAATACATTTTTCC
TCTATAAAAAGAATTCCTTAATAAATAAAAAAAACCTCCTCTTTTCAAAAAAAAAA
>CL10719Contig1
AAAAAAAGATCCTTGGGTTTAATAAGAAGAGCCGCACCTTTCTCCAGAAGTTTTGGGACT
CTAGAAAAGTCTCCAGGCGCGGAACGCCTCCACACGCAGGTTTTTCTTTTACGTTTGACT
GACCCCGGGCGCCGCCACTGGACTCACTCGAATTTGACATTCCTGACCGCTTGGTGTCCA
TTGTGAGTACGTTTTCATTGTGCTTAGCGTTGTGTCATAATCCTCTAGGCCAGTGTTGGT
GTTAGAAATGTACATGTGATGATTTGTTTTCTCAGGTTCGTGTTTTTAAACGCCTGATTT
CTTTCCTTCTTGACACGAGGATCATTCCCTCATGCTAGAAGTTTTTTGAGAAAAAGAGGC
TTTTAAAATCTCTCTCCCTAGGAGAAAACTCCAAATTCTAGTTTGAAGGCTCAAGGTTTA
AAGGAGCTGCTCACCCACAGCCAACAGTTCAGCTTCCAAACCTCCTACAGTCAGGATTGA
GGAGCTCTGCCCTGTGTACCGTGAAACACATCGGTGTGGGACGGTCGTCGTCCACTCCAT



AAATCCATCATTGTGCTTGTGGGTTTGGTCAGTGCTACGTAGTTTGATTATTGGTCAGGC
GGTGGGACATTTGACTCTGACATCCCTACCAAAGCAGAGTTACACACCGAAAGCTGGGTG
GGTGGAGGTCAGATCTCCAGAAAAACTTCCCAGAAACTTCTCTTTGGCCTCTGCTCTTTA
AGAATGAGGCAGGAAGGTACGACTGATGTGCACTGAGGTACTGAGGCAAAAGCCAACAAC
CCAAACCAGCCACTCCAAGAGAAATGGTCCACCTTTACTGCAGTCTGGTTCTACAATGTG
TCTGGAGACGTCTGCTGGATCTTCCCGTTGATGCTCTGCAGACGTTAAGTTGCAACTTTT
CAGATATTTGTTGCTTCAAAACTTTGTTTGGACCAAAACTAAAGCCCGCATGTTGTTGAT
GGAAACATCGGTCTAAAATGAAACTGGTAGGGGTGTCAAAAAAACG
>CL10720Contig1
TAAAACAGCAGAGAATTAGAAACAACATAGAGACCAAATGTTTTATTTTTTTCTTTCTTC
AGTGTCATCTTTGAGGGGAGGCTGCTTGGCGAGCATTCTGCTCAGCCTGGGCCCTCTGCT
TCATCCTCTCCTTGTGTTGAGCGTTATCTCTCTTCAGCTTGATCTTCATAACCACTCCCA
TTATGACGATTAAGGCCAAAGCTGCAACTCCACAGATGACTATGATGATCACGGAGTTGT
CATTTACTTTGACAGTTAGAGCTTCAGACTGGCAAGAATCCACTTTGCAGCTGTAATTAC
CATTCTTAACAGTAAGAACCTTCTTCAAAACAAGCTTGTCTTGACTTTGGTCTTTGCTTC
GGTCTTTGTCGTCAAAGTCTTTGTTGTTAAACAACCATACGACTTTCCAATCTGGCTCAG
ACAAGTTATAGTTACACATCATTGTGATGTCTGCTCCCTCCTGCACATCCAATTCGGTGC
TGTTGATACACAACTCAAAGACTTTTGTTGTGTTACATGTCTTACATTTGGATGTGCCAG
CTGACAAAACCGCACCAAAAAGAAGCTGAACAAGTAGGAGGTAAAACAGCATCTCTGTGC
TCACCACGCCCTGAGTTGCTGCTCAACCTGTGAACTCGTGTGACGATCTGGTCTGCTTTG
CTGAGACTAACCATCTGCATTAGCTCCAGTGCGCATGACTGGATTCCTAAACACACCTGT
GG
>CL10721Contig1
GGCGGTGGGTATGGATACCCACGGTATGGAGGCGGTTATGGCCCAAGACCGGGCTACGAG
CCTGAGGGCTCTGGAGACTTTGACTACTACTCTGGAGCCTCCAGCAGCGCCATCTACAAC
AGCATCATCGTTGTCATCGGCTCTCTGGTGTCTCTGCTCATGGGGCCCTGGATGGCAGTC
ATGTGAAAGTGGAGAGAGAGCCTCACCGAAGAGGACGACCACAAGGTCACATGATGTCCA
GAACGCCACCACGTCTACAAGACTTGATCCCATCTGTGTTTAGCAGAGAAACTAATAGAT
CCTACATTTTAAGAAGCCTGTTTTCTTTTATTGTGGCCACTTTTTTATACTTTAAAGTAC
GGCTGCACGATATGAGGAAAACTCACGATTTGCGATATTGGTGATCAATACTGCGAAGAC
GATATAACTTGCAGAACATAAACAAATAACAAAACACCCAAAACATTTCCATTTTACTGC
AACTGTTTAATTTAAATTAAATTCAAAATACCTTAAATTATACTCCAAATGATGGGAGGC
CAGCATCTAACATAAAAGCTCCATCCGATTGGTCAAATGCATAAAGGGGTTTATACGATT
CGTTAAAAACTTCAAGCTGCCATAATATTGTTTTAGCAAATTAAAGGTTTAGCTTTTATC
GCGATTTTTGCCGACTTTTGTGATATGGATATTGCACAGCTTGAAATCGTGATAACAATA
AAATTTGGGGTTTATTGTGCAGGTCTACTTCA
>CL10722Contig1
TCGGCACGAGGATGAAGTGAAAACAAATGTGCAGCTGTCCTCCAATCGGGAAAATTGGAG
ATGAAGTGAAAACAAATGTGCAGCTGTCCTCCAATTTTCCCTATTGGACTTGGTGTAGTA
CTACAGTAGAATGAACCTCTCATTCATCATTTAAATAAAGTAAATTTTGGTGGATGTGTC
CGCACCGCCATTTAAGATGAGTACAATCTTTTAACAGGATAAGCTGTGTATTCAGACTAT
ATTTAGGTTGCTGGGCAACATAATTCAATTGAAACCAATCATATCACAGGGGTGTAAGCA
TGATGGAGATACATGCATCTTTTCTAATTTCCCACTGGTGCAGTGATTGTTTTCCCATGA
CTAACACTCTGCCTCCATGATTCAAAGAGGCAATCTGCTGACCTTTTACTACCAAGTGAG
TCCAGATGACACAAAGGCGTGTCCAGGTTTGTGGAGTGCTAAACTACAGCACTAATATGT
AATTGGCAAACATAAGCATGTGGCCCATAGTCAAACATCAGATCATTACTGCACTTCTAT
TGGCAGGTCTTGTGTAATTTCTGAAAAAAAAAATCAATATTTGATCAAGTGTATTTGTAA
GAAAATTGGGA
>CL10723Contig1
TATATTTCNATTGTCATGTACATTCCATTTCGACATAAGCTTTCTTCACAAACAAAAAGT
TGGCATCTAAATAAATACTATATAAAATAGAACTTCAAAATAAATATATCTATAAAGGGA
ATTTTATATGAGATTTTTTTTTCTTTCTTATTTTGTTATATTCAAACAAAAACAAAAAAG
CACAGATCTTGTTTCTGAATCTCCAACAATGACAAAGCAAGGGTCTGAAGGAATGGAGTA
ACAAATCACTTTTCCCCTCATTGGGGCTGAAAATAACGTTAAAAACTCTGTGGGGTTTGG
TGTGTAAAAGCCACCGCATTGCAGCAAAAGAAAATAAAGAATTTTCTTGAGTTGTTGATG
ACTTTTCCACATTCAGAGCAGCCTAGCGAGCACATGTGACAGTGTAAAGTTAAAGTGAAA
AAGCATTGTTTTTGCAGTGAAAAGAAAGGCCATTAATGTTAAAAGGAAGCTCCATTGGTG
TTAAGGGGGGCTACCAAGCACAAATCAGGAGAAAAACAGAGGCAACAGAAGAGGAGGTGT
CTGTAAAAAAATAAAAATAAAAAAAACAAAGGAGGANGAAAGAAGATTCAGGCATGTCTG
TCTCTTCTGTG
>CL10724Contig1
CGGCACGAGGGTGATGGCTCACTCCTCTTCCGGGGTCTTTAAATGGATTCTAGAGGAGCA
GGATGTGGCGTTCAAGCGTATCCCCGCTCACCGGGCTATGCACTGGGTTGTGGAGGCCAG
TCTGGCAGCTCGCAGGAAGCTCCAAAACAAAGAAGGGAGCTTTGATGTCAGCCGTATCAG



CCGCGTCACGCTGCACGTGCCTCCATCCAAGTACATCAACTGCCCCTTCCCTGACTCAGA
ACACCAGGCCAGGCACTCGTTCCAGTTCAACGCCAGCTCAGCTCTGCTGGACAACAAGGT
GACAGTCGCATCCTACCATCCAGCTCAAATCAACCGCTCTGCCCTGAAGGAGCTTCTGTC
CAAAGTGGAGGTGCAGACGCCTGAAGATAACCGGCCCAGCTTTGATCACATGTACTGTCA
GGTGGAGATTGAAACCACCCTGGGGCTGAGCTACACCGCCAGGTGCAATACCTTCTACGG
CCACTGGAGGAAGCCACTGAGCCAGGAAGACCTGGTGGACAAATTCCAGGCTAATGCCTC
GTCTGTGCTGAATACAGAAGGGGTGGAGGGGCTGATCCATGTGGTGGGGAACATTGAGAG
GATCACAGATTGTTCTGATCTGTATTCATTCCTGAGGCGCACCAGCAGATGTCCAGAACA
AGAACTATACGATTATGCCAGAAGTGCAGCATCTTAAAGAAGTGATGGACACCTAAACTT
TTGATGTACT
>CL10725Contig1
CGCCGCTGCCGGAGAAGAAAAGCAAGCACATCCTTCAGTACATGCAGTTTGTAGAGGACT
ACTCGGAGCCGCAGCCTTCGGTTTTCTACCAGATGCCTCAGAGTGAAAGCATATACGAGC
AGCGCAACAAGCGTTTCCAGGAGGTCTGTGGCTTCAATGACTCTTTCAGCAGCACTGACT
CGGTTCAGGAGCCTGTGCTGCCTCCAGCTTTGCCACCAAAACAAAGACAACTGGCCTCCC
ACTCCTCTTCTCCTTCTTCCTCCTCCTCCTCTTCGCTCTCCTGCCACCTCCCGCCGTCTG
TGGCGGCCACGGAGGAGGCAGGCTCTGGGCTGGGCCTCAGCATGTCCGTCTCTAATTCCT
ACCTGAACGGCCAGGCGTCTTTGGCCACACCCACGAGCTTGGAGCAGGTTGCCCTGACCA
ATGCCACCGCTCTGGATGGCAGCGGGGGCGGCCCCATCGGTTCCGTGGCCGGCTCAGTGG
GCTCTGTGGCTGTCTGTCTTCCCTCTGAGTCTTCTCTCACTGACTCTCTTCACACCTCAG
CGAGCGAGAGCGCGAATGGACGAGGGCGGGGAGGGGGAGTATGTCAACTTGTACTCGGCA
AGCCAGGCCAATGGGGGAGCTGCCTCTCTCCCTCAGAGAAACGATTGCAGCTGATGATGC
TCTTCAAGACCCCACCCCTCATATGGCATCCAGCAACAGCAAAGAGGCTCTGGCCAAAGA
AAGGAGGCAAAAGAACTCTGAATTGGTCGAAAGCGACGAGGAAGACGTGGATGAGCTTTC
CCTCATTGATCACAAGGAGATCATGAGCAGGATAACACTAAAACAAGAAAATGACGACGG
CCCGGACGTTCGCGCTGGATCAGGAGACATCCTGCTGGTCCATGCTACAGAAACAGACCG
TAAAGATCTGGTTTTGTACTGCGAGGCCTTTCTCACTACATATAGGACTTTTATAACTCC
GGAAGACCTGATTAAGAAGCTACACTACAGATATACAACATTTTGTCACAGTCCAGACAC
CTTCAAGAAGCGCGTCAGCAAGAACACCTTCTTTGTCCTGGTCCGGGTGGTGGATGAGCT
GTGCTTGGTGGAG
>CL10726Contig1
GAGGTTTTGTGCTTTGAAACTTTATTGTGAAGGAACAGAAAGAAAAAAGTAAAATCAACA
TTCGTAGTAATTTTCTTTGCTTTTTAGATTGATGATACAGCGTTTACAAGAGTACTCAGC
ATTTTTATCTTTGGTAACTGATAATACTTCCTGTGAACACGTGGGGAAACAATGAGTTAC
CTTGCTATTCATGATAGATAAAATAAACTAAACATCTAGGCAGCAAATGTGACTTAAGAT
GAAGCAAAAGTTGGATTACAAAGTCTACTCCAAAGGTGAAAGTAAGGGTTTGTGATGAGC
CTGTTTAGGCGTTAATGGCATTTTAAACCAGAGTGACTGAGGGAGAAAGGGGAAAAAAAC
AGCACATCTGGTGTGCATGTTTTGTTGAGTGCATTTGTTAGAGTTTTATTGTTCCATGGT
GGTGGGTTTTGTCACTGTTGCGTGTTTCAGCAGCCCCTTTTTAAAGTGCTGACCGCCCCA
CTTTCTGCCGCCCTAATCCCTCTTCTCGACTTGCTGACCGGTTCACAGACGCAGCCGATT
CTGTTTTTCCATCCTGTTGAAGGGGACGCCAATTTAATATTAACAGTAGAGGACACACTG
ATGCTTCCCCGGCCATAAGGCCCGGGTTAAAGGCGCGCTGA
>CL10727Contig1
GTTGGAGAGGACACAGAGTCTGAGAGGGAGACGGTCGTGTTTATGAGAGAAAGGCAGAGG
GTGGAATCAAGCAGAAGGGAGTGTTAGGAGAAGGGGAGGAAGAGGTAACACACGAGTAGT
CCAAACTGAGAAATAAGATGGCTGAGCCGGAGCTGAAGTCACGAAGCAGTCGAGAGAGTG
TTGCCAAGGCAGTGAGCCAGGAAAAGATGGGGGCAGCTGAAGCTGACTCCAACCACGAGG
GTCTTATCGTGGAACAAAAAGAGTCTCCCATCGCTCCTGCTCCCTCTACCCCCGTCGACA
ACCTTACTGCCAAAAGTGAAAAGATCGAGCTCAAACGAAGCATCACCCTCTTCAACGGGG
TGGGGATGATCATAGGGACCATCATCGGCTCTGGCATCTTCGTCACCCCCACAGGTGTGG
TGAAGGAAACCGGCTCTGCCGGACTCTCATTGGTTGTCTGGCCTGCCTGTGGCGTGGTGT
CCACCATGGGTGCCCTGTGCTATGCTGAGCTGGGCACAACCATTGCCAAGTCTGGGGGAG
ACTACACCTACATCCTGGAGGTGTATGGGGAACTTGCAGCCTTTCTGAAGCTTTGGGTGG
AGATGCTGATCATCCGTCCGTCATCGCAGTATGTGGTGTCGCTGGTGTTTGCCACCTACC
TTCTGAAACCTCTGTACCCCAGCTGTCCGGTGCCCGGACAGTGCTGCCAAGCTTATTGCC
TGCTTGCGTCTGACCTCCCTGACCTTTGTCAACTGCATCAGTGTGAGGGC
>CL10728Contig1
AAGGAGCAGGGCAGGCGGCCAGACACCACATCGTCCCTCAGCTGCAAGCACAAGTAGTAC
CGTGTGATGTCCTCTGAGAGCTGGGAGGGGTCTGGGGGGTAAAACTTGACGTTGAAAGCA
AAGTTCCAGGGACCATTTGATTCCTTACTGCGGATCTGCTTCTTCAGCTCCTTGGAGGGA
TCCAACCAGTTCTTCTGGTTCTCTATATCTCTGTATGTGATGCCAAAGTAATCCTTCTCC
AGTAAGTTGAGGTGTTCACAAATTTTGCTAAAGAGGATTTGGCCCTTTGCTCGTTTCTCC
ACATCCACTGTGTAGTCGGAGCCGTCCAGCAGGGCCACTTTACACTGCATTATCTTCACT
TTACGGACTCCCCTCAAAGGAGACTTGGACAGACGACTGGAGGACGACCTGTGGGACACC



NTGATCCTCTCTCTGCTGCTCCTGTTCTCTCTTGGCCGGCGTGCTGTGTCCGGCGGCGGC
GGGGAACTTCTCGGGCTGGTTCTGTGGTGAGGTCTGCTCCTCCGCCGCTTTAGATTTCTC
CGCCTCCCTGTTCTCCTGCGGCTGCTTGGACTCCGAGCCTGACGTGACACAAACAGCTAC
AACCCCGCAAGCTGCTGGACTCACAACCGGAAGGACGGAAATCCAGATCGAGACGCGCGC
GCGGAGCCTCGTGCCGAA
>CL10729Contig1
TATTATCCTTTTTAATTATTTTCCTTGTGAGTTAAGAAGCTACATATTNATCTAATCAGG
TTTCCACATACCCCAAATATTAACTTAAGCTCTGTGCTCTTCTAGACAAATATTCATTTG
GAGGTATCTATGTGACCTGCGTTCCCCTCCTTTCTACAATATGTGGAGTTAATCTTGAGT
AATCCCATTACTATTACATAGATTCAATCTTTTTGGAAGAATCCCATTAGTTTGATTAAT
TAAAATTGATAAGATGTAAAGCTTAGTCTGTTCACATTTCTTCGACCTCGGCTGCTGGTT
CTTCTGAGGTTTGAGGCATGTGAACGGTGAACGTTTTAATATATAAAAAGACTGATATTT
TGTTTGATGAAAACCAACACAGACCTGATGTGTGTTTGCAGTTTCGGGATGTTTGTCACA
TCTTTGTGTTGAGTTCCTGTGTCTCATTGTGATGCTGTCCCTTTCTTCCTCTTAAAAGTA
TGTATGTGTTGAGTAGTCGTGAGCCTGTTCTCTGATGTAGTGATTCTGCTGGTTTGGTCA
CTACTGATGGGGATTTTTTTGTTTACTGTGAGCTTTGAACTAACAAACAGTTTAATAAAT
ATTATATATTTTATACANNANAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL10730Contig1
AAGCAACGGGGGGCTAACTGCAACTAGCCAAAAAAGGGGGGGAGCTGGTAGTTCAGATCT
CTCACCGACATAAGCAGCGGATCAGCTCGTTTTTTCAACTAAAGCATTGCATCCAAACGA
GGAAACAAGTGTCGCCAATGTATATGAAAGTTTTTATTTCCTTCACGTAAAGAGAGGGGC
GTTTGTTGTTGACATTAATGAGCGCTCCGGCAGAGCTGACTGGCTAGCTTAACTTTTTTT
CATGTATAATCTAAACCTTGCATTTGTTCTGATGAGGCGTTAAAGCCGGTCATTGGACCT
TATAACCGGTTACGATGAAGCTGCAGTGCGATGTGGAAGTGGTCAACCGGATGCTGCCCA
CGTTTGGGATGAGAAGTCGGGGGAAAGGAACGAGAGCGATGCTTTCTATCGGAAAGCATC
TGGACAAGACGGCTCAACGGCAAAGCGTCTTTCTGATGATCTGCACGGCCAGAGACAGAG
CAGGAGCAAAGTACAAGCTCAAAAACAACATCGAAAAGTTCTTCACCTGGTTTGTGGAGG
AAGGCAAAGCCACCGTGAGACTAAAGGAACCTGCTGTTGACATTTGTCTGAGTAAGGCTG
ATACAAACAGTTTGAAGAACTTCCTCTCAGCCGCTCGCT
>CL10731Contig1
TTCGGCACGAGGCGCACGAGNCGCCTGNGTTACGCGTTCTCTGTCTGGAGAATGGGGGGC
GCGTGGTCCTTGTCTACTTCATCCCACTAACTGGATCATCCTGCTGGAGAAGTGACAGCA
GGATTTTGCTGACTGGACAGCCAGAGGACAAGGCAGCCCTTCAAAAAGGTCAAGATTAGG
CCCACTCGGCCATTGTGCTTCAAGGTTCAGAGGACAGAGACCTTTTCCTAATTCCCTTTG
CATGGACCGTGATGTTTACAAGGGAGCACTTAAGAAGTGAGGTGAAGGACATGACTGAAC
CAAAACCACTGCGACTATGAATGTTGTAAAACCAAAAAAACAAGCTCTGGCAAAGTGCTC
TGTCTTGAAAAATGAGAGTGAAACGACAATCCATTCCACATTCCCTGTGACAGTATTTCA
CCGAAATGAAGTATTTTGTATTTATTTTTCTGTACAGTTATGAAACTTTTTTCCTTTCTC
TGAAATAAAAGCTATTTATTTTTTTGGGAAATACATCTAAATGGAAAGCANANAAAAAA
>CL10732Contig1
GCCGTTTAACCCGGNCCTTATGGCCGGGGGTCTTGGCTCCAGTTCAAGCAGAGGTGGCTC
CAATAAAACTCCAATGCTTCAAGAAGGAGCTTTTCATTACGACTCTGGAAATGCTGGGGT
TTCACCTGACCGTAATCTAAAACAGGAACGTCCTCTCCTGTACCCCTCTGCACACGCTAA
ACTTCAAGATGATGACTCTGTTGGTGCTAAAGATTATGGCCAGTCTGACAACTTTGCAAT
GTGGGCTCCGCCTTCATATTGGAAACCTTCAACTGTTTCTGTCCCACTGTGGAAACCTTC
ATTTCAAAGCACATAGGCCAAAGATCGGATGATGGGTTCTCCCTTTTCTGGTGCTGGTAG
ACTGAGCCGCTGGCCGCAAAACTTGGTGACCAGCAACCAGAAAATTAAGGTTCTTGAGAG
GGTCAGCCAGCCAGCTCTTCAAAGTTTGCCCAAGAAACGCATCGTCCACACCAAAAACGG
GCACAGGAGAGCAAGGGTTCTCCTCACCAAGACTGCCTATACTCCAGAATATGAAGCGTC
AGAGATGATGGATGCCATGGAAAGGCCAGCACAAGACTCTTGGGGCAAACATTAAAGGTT
CTGACAAACCAGTACATGCAAAGAAATAAAACTTTTTTTTTAAATATCNNAN
>CL10733Contig1
AGACTCGTCAAATCGAACTCGTTTTTTTTCTTTCTTTTCTATTGTTTGCCGCTCTCCTCG
TGGCCGTCACAGTCGGCGAACTTTAAGTCCTTTCCCTAAATTGGAAATGGAAAGGTTTGG
TTCAGGAAACCCGGATGATTGGACTCCTGTGTGTCTGCGTGTGGCTCAGCACATGCGTGT
CGTCTTCGTGGTTTCTTGTCAGCTTGCACGTGCGTCTGGTTGCATCCTGCCCCCCCCGCC
CCACTATCAGCTGGTCACAGGAAGTGGAAACCTGCCGTTTGAACCGGTGAGCGGCTAACG
ACAGACCGGCACGTCTTCTGGAGGATTCTTTATCACTGGCAGCGTGACACGAGTCTGGGA
GAGAAACTCCGCTCAAAGATTTCCAGTAGCCTCCATGTTGGGGAGGGGGGCGCCTCTGGC
CCCCTCCGGACAGACAGCAGAGTTTTTCCACCTCTGTCCTTTGTGAACGTCCCCCATGCT
GCGACCTGTGACCTGTGGAGCTTGTCTGACGGTGAACTGCTGGTAAACGCAGCTCTTTGT
GACTTCTGGTGTTGCGGTGTTGTGCTCCCTCAGCCCGCCTGGGGGTGGGGGGGGGGTGGT
GTCCAGATGTGTTACTTTACATGGAAGTGGCTCTTTTTCTGTTGCTGTCTGGAGAACGTT
ACCATGGCTACGACTCCATGGGAAGTGAAGTTCTCGGTATATTTCCGCGTCCTCCTCTGC



TAAAGACTGAAGACTGTTCACTTAGAGCTCATCTGAATTTCTAGAATATTTTAGCTCAAC
CAGATTGTGTGCAAT
>CL10734Contig1
ATTGCCTCCCCAGATGAGCGTTGGTGACTGGCCAGAGCTCAGGCGGGTTTTTACAGAGCG
TTTTGCCTCAAAGACCCAGGCGGAATGGTCAAGGATTTTTGACAAGATTGATGCTTGTGT
CACGCCTGTGTTGTCTTTCGACGAGGTCAGCTCTCACCCCCACAACCAGGAAAGGGGTTC
TTTCATGAAGGACTCCGAGGGAGCAGAGTGCCCTCGGCCAGCTCCGGTTCTGTCCCGGAC
TCCTGCTGAACCCAGCTTGACTTCCAACCCCGGCGTTGGAGAACACACTGTTAAGGTCTT
GGAGGAGTACAACTTTACATCGGCAGAGATAAACAAGCTGTTGGCTGCAGGGGTTATAGA
GTGCAATCCTGGCAAAGCAAAACTCTAGAAAATAATGAAAGTGGGAGAAATCATTAAATG
TTTTCTAATGAAACATCTGAATTGGAAAGTATTTTCATTAACACAAACTTTTGTGCAGAT
TTAAATCATGTTTTGGGAAGCAAAGAAGTTTAGTTCTTGCTTTGACAGATATTCCCAATC
AAACGAAAATGGTCTGCATTCTCAGAAGTACAGAGTTAGATTTGGGCTCATCAGTTGGCT
GAACAGCTTTTATGCTATAGTTTTGACCAAATAATAAAAAAGAATCCTTGATGACTTTAG
TTCCAAAAAAAGTCTTTTGAAGTGCAAAACTAACTGAACAGCTCTGGCGGGTGCAGATCA
CTCGGAACAGCTTGAAAACTCTCCAAGCAGTACCCGCACATTTAAAGAGACTTTTTTTTT
CCTGTCCTGTTTTTAATCAAAGCCTAAATGTCCTTTAATGTAATGCCTAATGTTTGCTGG
ATCTTCCTCTTTTGTGCTCAGCCATAGCTTTGTTATGGATCCATTGTCCAGCAACAAATC
CTTCAGAGTCAAGAGACTTGCTTGTGCAAATAGAAATTATTATAATAACAAAAGAACCAT
TCACTTTATAAAGTCAGTCCCTGAAGACGTTTAGAAGAAATAATTACGCAGCAGCATCAA
CGTTTGGTAAATCTTGAAAATATTTGCACTTAAGATGAAATATTTTAACATCAGTTTATT
AATCTGAGTTACATGTTTTAGTTTGGTGTTAAAATTGAATGATAATGCTGTAAAATTCTT
AAAACAAAGTTTACTTAATTGTTTTACTTAAATTCTTTGCTCAAGAATAAATGTTTTTGT
TCTTGAGCATCATTTCCAGTTATAATCACTCATTAATGTGAAATTAGTTTTATGGCTTAC
CACTA
>CL10735Contig1
AGGCTGAAGTTCATGGAGAGCAGCTGGAAAGACATGCAGAAGGAAGAAGCACGAAGCCTC
AGAATGGCCGTTCAGGAGGACCTGGAGGAGGAGAAGAAGGAAGAAGAGGAGATGAAGAAG
AAAGCCAAGAGGAAAAAGCCCAGCTGAAGCTGATCCTGTCGCAGGATGAAGATGAAGAGA
AGGGAAGGAGGACCGCCGCCCACACCAGGACCAGGCTCCGCCCCCGCCGGCCTCCCTGAG
GATTTGACCCGGAAGACAGAGACTGAATTCAAATGAAAGATATGGATGCAGAAGACACTA
GTATATATGACAGAAGCTCTTAGATAGTATTTATTTTCTCCTAGAGTCTAACCTTCAGCC
CGACCCGAACATCCACAGATCTTTGGTTCCGACACGCAGCAGAAATCTGCTCAGTTCTGG
GTTTTCTCCTTTTCTATCACAAACCACATTCTTCTCCAACCTGAGGAAAAACATTTGAAA
AGTTGAAATGACTTTGACGGAGAACTTCATTAAAGTGTCTGCGTTTGAAAAAAAAAA
>CL10736Contig1
ACAGTACTGAGCAGACGGAGAAACCTGTTGTACACACACGCAATCTGTGCGTTTGGGTGC
ATGTGTAGTCAAAGTAAAGAGTGAGACGGCAGCATATCTTTGTCTACGGAGACCCAACAT
GCTCTGAAGTTCTCTGGATTGGACAGAATTTGGAGCCAATTGAACACATTCAGGCATCGC
ATAAACTGCACCTCGTCCAACACAGAATCCCCGAGTGAATACAAGAGGCAGAACTTCAAC
AGCTCCTCAGACCTGAGGTTGTTTCTATTGGGGAACATTGGCTGTGGAAAGACGTCGTCT
GCTAACACCATCCTTAACCAGCCGCCCTCTCGCTCTGCTGATGACCCCAAAAGCTGCAAT
CTGCGAGAAGCCTTCACCGACGGCCGGAGAGTAGGCTCTGGTGGAAGCTCCAAGATGGTA
TTGGGCCGGCGAAAAGGTGGACGACAGCGTCAGAAAGGAGACGGAACAAGCTGTGGCTCT
GATGGAACCAGGACCACATGCTGTTTTGCTTCTGATCCCTGTTAACCAGTTTACTGAGAT
GGAGTCTCGTGTGCCTTCAGAGTTGCGAGAGATGTTTGGGCAGGAAGTGCTGGATCACAC
TTTGGTGCTGTTGACTTGTGGAGACTACTTGATGGGAAAATCGGTTGAGGAATACCTGCA
GAAAGAAGACCCAGGATTGAGGCAGATGATCAAGGGTTGTGGTGGAAATTTCCATGTTCT
GAATAATCGTAACCCATAAGACAGAGAGCAGGTCCGCGAGCTGCTGGAGAAGGTGGACCG
CATGGTGGCGAAAAATGGAGTATTCAATATGAAAACTGCTGAAAC
>CL10737Contig1
ACGTGGGTAAAGTTTAGCTGGTGCACGTGAAAAGCCCGCGAGCATGGCGTCGTCTCAGCA
GCCGGAGGTCCAGCTGGCCCAAAGACTGGCTTCCAACGAGAAACCCGTCCGGACCAGAGC
TCTGCGCAAACTCAAGAAATACATCAGCGCGCGCGAGGGCACCGCAGGGTGGATTCTCCG
CTGAGGAGCTGCTGAAGCTCTGGAAGGGTCTCTTCTACTGCCTGTGGATGCAGGACAAGC
CTCTGCTGCAGGAGGAGCTGTCCTCGCAGATCTCCAACCTCGTCCACAGCTTCCCCCACA
CCGACAAGCAGCTTCTGTTCCTCCAGAGCTTCCTGCAGACCATGAAGCGGGAGTGGACCG
GCATTGATCGCCTGCGGATGGACAAGTTCTTCCAGTTGATCCGCTTCATGTTCAGACAGT
CCTTTGAGGTTCTGAAGAGGAACTCCTGGGACAGCAGGGCGGTGACCCGGTTCCTGGAGC
TGCTCGGCTCTCAGCTGCTGCAGAGCGACAGCGAAACCCCTGCTGGACTCCAGCTCCATA
TTCTGGAGCTGTACCTGACCGAGCTGGCCGCCGTGGGTTCTGCAGAGCTCACTGCTGAAC
AGAACCTGACCTTCATCGACCCCTTCTGCAGAACCGTGGCCAAAACCAAGAATCAGATGC
TCT
>CL10738Contig1



GAGGGACGCTGCAGCAGGAGAGGAGGCAGCAGAAGGCCCGCCAGCTTCCATGAACTCCTC
AGGAAATGACAGTTTTGATGGCGTTCCACCTCAGACGGAACAAAGTCCTCAGGACGCGGT
GGTGGTCGGAGCAAAGAGGTTGCTCTCTTCAGGCAGCGACACCTCAGTTTCGCCCCAAGG
CAAAAAGCCAGGCTGATGAAAAGAGGAAAGCCGGATGCGCCCCCGTGGATCTGTACGCAG
AAGTATCCGGTGTGGGCCGGCAGGAGGAAAGTGAAGCGGGAAATCCTGAAGGGCCCGGAC
TCCGGGGCCGAGGGCAGCTGTGCAGAGCTGGAGTCCAAGGTCACAGCCCACATCCAGGAG
AAAGAAGCCCAACTCAAGGAAGCCCTGGAGTTCAGAGTTCAGCCCCAGGTGGTGGGGGGG
ACAGAGAGCACAAAGGCGGTGCTCCGGCTGCAGCCTAGCAGCGACAAACCGGGAGCTTTC
CACGACTTTTTTCACTTTCTGGAGGTTTTTGTACCCAAGATGGTCGACACGTTGCTGGAA
AAAGAAGCGCAGAACCATATGACTTGTGACTAAACTGAGCCACAACACAGATGTTCCTCA
GCAGAAATCAGAGATTTACTTTAGTTTGAATGTTGGTTTGACGTCACAGTGTTACTGTTT
TCATTTATACTGTATTTTTGTAATAAAAAGGGAATTATTGTTTAACGTTTCTGTTCAGAA
CGGCTCAAAAAGGCTGAAACTTGAAAATAAAAA
>CL10739Contig1
TCGGCACGAGGGTTTTACAAAAAACTTCCTGTCTAGACAGGAAGGGAAAGCCACATATCG
CAGAAAGTGGGCATGAATGGGCCCTCCTTTGATCAGAGGAAACGCCTGGCACAGGGTCGG
CACAGAGGCAGTAAAGTGCTTGGATGTTCTCTGTTGCCAATCCAGATGTTACACACCTCA
NAACTCAGGAGTGAAGCTGCTGCATTCGAGGAGATGCTCAAATATAGTTTGCGGTAATGC
AACGGTGCCACTGCCTGCTGGAGGGACACTCCGTGTGTTCCTACGGCCTGTGCCCAACCT
CGCTGCACCCTGTGGATCCAAATCTCTGAATGACAAATTCATTTTTAAAATTCTATTTAG
ATATCTAAATCTCAACATTATTTTATACCCATGAACATAATCAAATTCTACTTATTTTTG
TAGTCAACGAGGAGACAAAGACTTGGAGTTAATTGCAATCCACACTGCAAAATATTTATT
TAAATATGTCATAACTTATTTCGCATTCTACAAGATAATATATATTTTTTTATCCTCTTA
AGTAAAGAACTCCATCTCTAAAGCTTGCTTTGTGAATACAGGGCTGTCTGCGGCCTGGCA
GCTCGCGCTGTTGAGTGCTTATAGTGATGAATTTGGGCTCATCTGAAGCCTCCTACAGTA
GCACAGATTCATTTCAATAACCTACTATACATCCCTAGCTGAGAACACCTACATGGAGAA
GTGGGGGAATCATTTAGTCGGGAGGAGGAGTAGTGTTGTAATAATGACTTGAAGAATACT
AAGTTGCTTCCACTGTGTGCAGGCCTGAACTGAGTGACCTTCATTAGATGTGTCTGACCT
AAATTAGGTCCCTAGTGTGTATGAAGAGTGTGTATACACAACAGCACAC
>CL10740Contig1
GGAGGAGGGGGGTTCTGGNAGCCGTCTGGCTCTGTGATGAAGAGGAGGGGGGGTTCTGGA
GCCAGTCTGGCTCTGTGATGAAGAGGAGGGGGTTCTGGAGCCAGTCTGGCTCTGTGATGA
AGGTGGTTTCTGCTCTGTAGGAAACACCACCCCTGTTCTGAAGAACACCTGAACATTTTC
CACAGACGCTCTGGTTCTGAAAGTCGGTCCTCCTGCAGAACCACAACATGGACTGGGTTT
CATTGGAATCGTGTTCGCCAACTGAACAGTCACACCTGCCCACAGGTAACTCAGGAGTGC
GTCTCAGTGAACAGCTTTACCTGCTGACAAGTGAACCAATAAAAACGCTGCCTCTCCGTG
GTGTCATGACTTCATGTGTGTCTGAGACGTCTGTCACATTCTTCTGTTCTGTTTATTAAC
CACTAAAAACATCAGAAAACTCAAGATGGTCAAAAGAAAAAACTCCATATACTCTACATT
AGGATGCAGTTTTACTTCTATAATAGATGAATAAACATTTCACCCTGAAAAAAAAAA
>CL10741Contig1
TTTTTTTTTTAATAATATATTACATTTATTCAGTAATACAATAATAACAACGGTAATAAT
AAACAGTCACAGAAAGTACAAAATGATTTTTATAAGTTACCAACACTTTGAAATTAAAAG
AAAAAAAATCTGCGTTAGCTGCCTCTCAGAAACTCAATTTCCCATCATCACCTGTTGCAG
GGAACTTCAAACGGAGGGTTGCGTCCGTCACAGTAAAGTCTGGCAGAGGAGCACAGAGCG
GCTGTCGGATATGGCTTCTGACCCTTCCCAGGAGAGTGTGAGTGCGCGTGTATGTTGGGA
TTGGAAAGTAAAATAAACAGGGTAAACCAATAAATAAATAAATAAGAGCCCCTCCCACCC
CCAGCATTTTCAGAAGCCATGTCTGTCGGGGAGATGAAAAGGTCCGTGCGTCGACCTGAG
TCCCTTATGGCAAGCCAGAAGGGACAAAAAGTGGTAGGAAATGCAGAATCTTGTCGCCCA
AAACGCTGTAGTTCCCAGTGCTTCTTGTTTCTTTTGGCTTGCTATAAATCACCTCTTCAG
AAACATCGCCGGCCTTGGGTCCTC
>CL10742Contig1
GGGTGTTGGAGGAAACACTAACATTTAGAAATACAAACACTTTCAGGCAGGGGGTGGGGG
CGGGGGCGGGGGTGGTCTCTCTGAGGGAACGTCCCACCTTGAGATTAAAAATGAACCCTC
CCTCCCTTCCTAAAAACGAACAACTCTTCTTTTTCTGCAGGCGGCTCCACAAACTTCAGC
TGCAGTGACACTTTACTAGTTTTCTTAGAAATCTCAAAGTCCATCTTTAAGGTGGAGTTT
TGCACAACTTCCGCGTCTTGGCGTTGGGGTCGTGCGATCACTGATGTGGGGGTTCAGATG
CCTGTTGGGTCGTTCCGGCTTCGTGCTAAGTGATGCAATCAGAGTTTTTACTTAGTTTGC
ACTTAAAAAGAAAATGTTAAGGAGAATAGCTCCCTTTTTTTGTCAGGACTCTTTGACACG
GACAAACACATCTTTGTACCTGTTGAACCTTTATTTTATGATTGTTTGAGAGGATGTTTG
TAAATACTGTAAATGATTTATGGGGAGATGATCTTTATCGGAGTAGTTTTCAGATCTTTG
TGTGAGAAAATAGGAATATTTCTAACAGGTAAAGTGATATTTAAAGGACTCTTGAGTATG
CAAGTGAGCATGTCTGTTTCTGATGTGCAGAGAGACACTTCAGGTGTATTTTTCTTAAGA
AAAGCTTCAGTGAGTGCTTGCTTGGACATCAACCACCTCTCCCAGCTCAGGTGATTCTAG
TGTAACTCCACCTCCTCTTACCTGAAGGCTCTCATCCATCAACATACTTGGGAGTTCTCC



TCAAACCCGGCGTGCTCTGCAGGCAGGCCTGCTGAATTCTGCTCTGCAGAATGTCGCCCC
CTGCTGGCAGTGAACCTGTAAACCTAGCAGCCACATAGGAAAAAGCCTTTACCCTCATCG
GATGCCTATAAAAGATT
>CL10743Contig1
AATCTCCCAATTCTTGTTTGGAGGATTTTCACCCCACCCTCCCGTCGCCGTCGTCGCCGC
CGCCTGCATTTTTGGTGAATCTTTGGTCCCATACTGTTCCAAAGCAATACTGGACTCATT
TCCACCGCACACCCCTGCGGTTCAGGCTGGAGAAGCATCTGCTGACAATAGAAAAATGCC
GCAGTTTATGCAAAAGCACATCCGCGCAGACAGACGTCTTAACATTTCAGGTTCCAAATG
TGTGAGGCACAATTACTTTGTGATAATCATCACAATCTTCACAGACTCAGCTTGTAAAAG
GGAAACTTTACATCAGAATGGGTATAGTCTGTCTCTCCTTCCTGTTTTTGCAAAAATAGT
TACCCCCCCAGCTGAAATTTCAAGCCACTTCCTGATTTCCTGCTTTAAAATAAGGGCCTT
TCCTGCAGGTATTTAGAGAAAGCACAGTTTTTCCTTGAGATTTCTTACCTGGAACCTGTT
TCTCGTCATTCTTGTGAGCATTTTTTTTCTTTTAATTTCTATGTGACAATCGAGAATGAT
AGCAGACTTTTTTCTTTTCTTTTGAGGTCTTCAAATAAATCGCGATGTTTTGAAAGGTGA
ACAAAGAGTAACACAAGGAACCGTTTATATATCCAGCAGTTAATCTGAATGCTCTATTTC
ATTCATGACCTACGAAGCAATGATGCCTAAAGAGCTCGATCGGCGGGTAAAATGACAAAT
GTTTCAGTATCTGTTAAGCTATATTCATCTGATGGAGCACTTTATCCTGAAATGATCACA
CATTATAGTTCGAAAGCTCAGGGTTTTGAGGCACAATGGTCAACTGGAATGAATGAAACA
GGCCATTTTATTAACTCTGCAGAACATGGACTACATAGTGTAACATATGAATGCAGAAAT
ATAAAAAAAGTTCTATTATCTTGCACATATATGTTAATATACATGGATTGTGGGGATATT
TGTATTCACTATCTATGATCTTTAATGTTATTTCAGAGTATG
>CL10744Contig1
CCAGTTTGACATGCGTTGACTTTCAGGAAAAGCGGCGGCCAATTACGCTCGCCACTGAGC
TTCCTGTGGCTGTTTGTGTGTCTTCCCTCCCACCATCAGCAGTGTGTAACTAAAAGTCCA
CATCAGAGGTACTTCTGTGGTTTGTACGTCAGTTGAAAGACGTCCGAACACGTGCGGCGT
TTAAAGCATGACCAAATAGGAAACAAAATCGGAGTCACACAAGAAAGAGAGGCCATTTCC
TTTCTTTGCTTTGCCTTAGAGAGTCACGTCCTCAGACTCCTCCCCCCTCCATTCGCTCTC
CGCTCCACCATCCCACCCCGGCACAGCACGCTACTGCAGAAAATGACAAACCTTGCATTT
GTAGAGCAAAGGTTCACTTGTTTGTGTGATCCCTTTGGGTCTTAGTTCCACGTAAACGTC
ATCATTTGCTATATTGTTTTTTTGTTTTTTCTTCTTTGTCACTGTTTTTAATATGTAATC
CCTAGGTTTCAGGTCTGCTTTAGACCCTTTGTTACGAGTCTGTGTGGAACAGTGAGACTT
CTGTAAATGGAAAAGAATGAAAGGCGATTTTTATTGAGTGTTTTTGTAAAGTTGCAACAA
CCCGTGTGAACAGTGTTTGGGTTTTGTACCTCAACACTATTAGCTCTNACGAGAAAACGT
AATCCACAATGAGAAATGTTTCAAAAAAAAAA
>CL10745Contig1
GGGGCACGAGGGAGTGCGCAGGTGCGGAGCGGCTGTAACCGCGGCGCAGGTCCTCACCCG
GTTCCCCGGCTGTCACATTCGGCCGCTCGCGCGCCTTCTCCACGCACGTGCCCGCTGACA
CCATGCAGAGATTTGGGGGCTGGAGTCGCTGTTGGCGGCTGCTGAGATCCAGCTGTCAGG
GGGCAGCGAGCCCCCCCTGCAGAAGTTACAGCGCTCTCCCTCCCCAGGGCTGCGGCTCCT
TCGGCCTTCTCTTCGACATCGACGGGGTGTTGGTCCGCGGCGGGACGCCCATCCCTGCAG
CGAAACGCGTCTTCAGGAAGCTGGTGGACCGCAGAGGGAGGTACAAGGTTCCGGTGGTGT
TCGTCACCAACGCGGGGAACTGCATGCGGGACACCAAAGCGGAACATCTGTCCCAGCTGC
TGGAGGTGGAGGTGTCTCCAGACCAGGTGGTGCTGTCCCACAGTCCTTTGAGAGTCTTCT
CCAAGTTCCACCAGAAGCACGTTCTGGTCTCGGGTCAGGGTCCGGTTGAGGACGTGGCAC
ACAACTTGGGGTTTGAGGATGTGGTTACCATGGATACGCTCAGAGAAGCCTACCCGGTCC
TGGATATGGTGGACCAGAGCAGACGACCCAAGGACTCTGTTCCTCCCACTANAGGTTTAC
GACCAATANAAGCCGTTGT
>CL10746Contig1
GGTTCGGTTCTTGGCGGAACCGACTGGCGAGGCCGGAGCGGCGGCGTCGCTGTCCGCGGC
ACCGGTGCCTGCGCTCTCCCATCATCCTCTGGTAACCGGACCTGAATTCCAACACATACG
CGTTGGAGTCGGCCATCGCCTGGACGCCGCCTCCTCTGGAGTTCTGGTTCTCGCTGTTGG
GAATGGAAACAAGGCTCTAGATGACCTGTACAAGACACGAGTGACCCGGGATTATATGCT
GGAATGTGAATTTGGGATGGCAACCAAAGACTTCTCTCACACGGGTCGAGTTGTGGAAAA
ATCCACTTACGGTCACATCACTCTTGATAAGCTGGAGAGAGTGCTGGCAATGCTGGAGGG
AGTCAATCAGAAGGCAACGAGAATGTTCTCCAACGTTGACATGAGCTCCCAGGAAGCCTA
TGAGTTGGCCGTGCAGGGCCTGCTGGGCCCCGATGGGAAATCTGCTCCCATTTTGACAGG
ACTGCGATGCGTTCACTTCCAGCCTCCAAGCTTCACTTTAGAGGTGCAGTGCCTGAATGA
AACGCAGAAATACTTGCGGAAAGTGGTGCACGAGATCGGACTGGAGCTGCGCAGCACAGC
CGTGTGCAAAAACGTGAGGCGCACACGAGACGGACTCTTCACGTCCCACCAGGCGCTCAC
CCGAAACCAGTGGAGCGCCGCAGACGTCATGCAGGCGGTTCAGCAGCACCGCTACACCAA
GAAGACGGAGAAAACCGTGAGGCAAAGGTCTGAAGGAAGCTCCGCCGCCACTCGTCAGAG
CAAAGCGGATGTGATGTCATCGCACAGAGGAAAAGAACATGGCAGCTAAAGAGGACACTA
CAGATAATAAAAGGAAATATTTTGGAGAGTGACTAAAGAAAT
>CL10747Contig1



GNCGTCCGGTATAAGTGAGACCGGTAGCGATCTGCGCGTTCTGCACCCGCGGAGAAGCAG
CTCAGCAGAGGCCGCCGGCAGCGCTCCTCCACGCTCACACCTCCACGCANACCGGGACCG
TCATGGCCAAACCGCTGANCGACCAGGAGCGCCGGAAGCAGATCTCCGTGCGGGGACTGG
CCGGGGTGGAGAATGTCGCCGACCTGAAAACCAATTTCAACCGACACCTTCATTTCACCC
TGGTGAAGGACCGGAACGTAGCGACCAAACGGGACTATTACTTCGCCCTGGCCAACACGG
TCCGGGACCACCTGGTGGGCCGCTGGATCCGGACGCAGCAGCACTACTACGAGAAGGACC
CGAAGCGGGTCTACTACCTCTCCCTGGAGTTCTACATGGGACGCACTCTGCACAACACCA
TGGTGAACCTGGGCCTGGAGAGCGCCTGTGATGAGGCCATCTACCAGTTGGGGCTGGACA
TGGAGGAGCTGCAGGACATTGAAGAAGATGCANGGCTGGGGAACGGAGGACTGGGCCGCC
TTGCTGCCTGTTTCCTGGACTCCATGGCCTCTCTGGGTCTGGCCGCCTACNGTTACGGNN
TTCGCTACNAGTTTGGCATTTTCAATCA
>CL10748Contig1
TTTTTNNTAGTGTTTAAAAATAATTCTCTTTATTTTTGCCACATAAATCAGGATTTTAAT
GTACTGTTATACAAATCTTTCCATAAATTTTCCTTCTGACAGAAAAATAACCATCATGTT
ACACAGGCGCACGCACACCAACACACGCAGCCACACGTACACACAAAAACAAAGATGCGC
CATTTGTGATTTGGCACTGTGGACACATGGAGCAGTTTGCATTGATCTGTTGGTTCGGGT
GGCCATGCAGTGCAATAAATGCTCTAGCATAGCCTCCCACCCCCCACCCCGAACCCCCCC
TTCAGCTGGCCGTCCATCGCCTGCACACGGCCCAGGCTACAGAAACATGTAGAATGAAAA
CACATCCACATGTACAGATCACATGAACACCGGTGCAAACACACACACAGTTATGGCAGG
AGTATGCAAATGTTAGAAAGTCTTAGTAAGAAATGCACGGTTCACAGCTCAGATCTGCCA
CCTCGCTTTGACTCAACAAAAGCCCATTTTTGAGTCAGAACTTTTTCTTTTTCTCTAATG
AAATATAATTCACTTCCTTATCTTTAAGGAAAAATCATTTTC
>CL10749Contig1
TTTTTTTTTTGCTTAAAAAAATATTACAGAAAACTTTATAAACAACTCAGATACAGAATT
TTTTCAAGGCAAAATTTTGATCAGGCAACTGATTTTGCATAACATGTCCTAAACTTGTTA
ATTAAAAAATTTCGACACTAGAAGTGTACATTTTACTACTTTTTTTAGGGATAAACAAGT
GTTAAGATTAACTTTAATACAAATTTGTTTTATCTTCCAAATATCTAGCGAGCAATATTT
TCCAGAAAGAAATGTTAAGCATATTTAAGGCATTTTTTGATGTGTCCATGCTATTTTCTG
TGTTTGGATTTGTGCAGATTTGTATCGATTTGTCCACACAGAGATTTAAAACCAGTTGAT
CTTTACAAAGCTGCAATTGCATGAAAGTTATTCAGTAATGCATTAACACACAAAACAAAA
CATTAGCATAGTTTCACTATGCAAGCCTAAAGCATCATAATAGGCACAGGTTGTTAAATT
CAGATGTGGCAGAAGTAGAGTTGTGTAACTCCATCCATTGTACACTTTCACAGTCATTCA
TCTTGTTCCAGTTGTCATGCCTGCAATGAAGACAAAAAAAACAACAACTACCAACTGTAT
ATGAGAACTGGACTGAGTGAGTCCCCTTCCCACTGGCGTTCCAAACAGG
>CL10750Contig1
TGCGAACTCTGCCNACAAAAAAAAGGAAAACTGATATTTTGCTTGGATCTGACCCCCCCA
AAGGTCACATGATTAAACAATCTCCCATTTTTAAAGTGAAAGTTACTATAGCAACATTTA
GCTCCTCTGTAACTGAGAAGAAAAAGCGTCTCCCACGATGATTGCACAGCTTCTTTGGCC
AAATCAGCGTTACTTTGTTGGGTGACGGTGATGACATTTTGTGTGTTTTTATGGTTGAAG
CATTTTACACATTCCTCAAAAAAGAAAAATTGACATTCTTCAGAAAACACTTGGACTCTT
CCACGATAGAATGTGTAGATTAGCAGCAGGAGGCCAGATAAAGCAGCAGAACGGGGGGAG
GATATGTCTGAAGGTTCCCTTGTTTACTCCCCTGGGATTTGGCTTGTTTAGAAAAATATA
AAGGAACATTCGGATTCCGTCTTAAACTGTCAAGCAGGTGAGCAAAGGGGGCGGGGCATT
CTCAGGTGCACCACGGCAGGCTGTGGGGGTTGAGAGCGTGGGGTCTAAGAAAGCGGAGTT
TTGAAGGGTCCCCAGGCATGAAAGCAGCGGGTGAAGCAGTGCGGCTCGTTTCCCTT
>CL10751Contig1
TTTGGGATGATGGTGAAGGATCTCAGTGCTGATTCTCCAAACAAGCTCTTTGTATTGCTG
TGCTGTGAGATTAACTCTGTCCTCTAATATTTGTGCATAGCTGGCCATGTACTCTGCTGC
CTCCAGCCACCTGTGATGAAGCATGGCTTCTCTGATGTACTCCAGGCACAGTCTGACGCT
CTGGTGAAATCCATTTTCGTGCAGAGTCTTTTGACAAATTGGTTGGATCAAATCTAACTT
AAATGAGCTTCCTTCTTTTCTAGAGCTGTTGTCACAGGAGTCATCAGCATCATCATCATC
ATTCTCCATGTCTTCACGAGGGTTCAGTTCTTTCTCCAGGTCGTCCATGTTTAGCTAAAA
GTTATGGCTCTTCAACCTGGCCAGACTAGCCCCACTGAGGCTCACTGTGTTGAAGTTACC
CTACTCGAAAATAAGCGTCAAATTAGGATGAAATTAAGGTCTTATCTTACGGAAATAGGT
TTTACCTAAAGGGTGTCTAAATAAAAGAGTATGCTTGGCACTAAATTGATATTTCTGATT
TAAATAACAAAAAAAAACGTAATTCTTGCTACACATGTGAGATGTTTGTAGCCACCACCT
TCGGGGGTG
>CL10752Contig1
TGTGGCTCGGTGGGTAACGAACCCCACTCGTATCCATGAGGATGTGGGTTCTATCCGTGG
CCTCTCTCAGTGGGTTAAGGATTTGGCACTGCTGTGGCTGTGGCACAGGCAGCAGCTACA
GCTCCAGTTCAACCCCTAGGCCAGGAACCTCCATATCCCGCAAGTGCGGCCCTCAAAGAC
AAGAGACCAAAAAAAAAA
>CL10753Contig1
CAGTTCCACAACACCTTAAAGTTGTTCACAAATGACAATTCAGTGTGAAAACCAATATGA



GACACTAGCATCACAAAAAAAACCAAAGCGGAAACAGAACAACTAATAACCCCATTGACA
TTGATTGTAATGTCTTTTTTTTTAATCAATACACTTTTGTAAAATGGTACATGTTTAGAG
GAGTTGGTCTTTGGCTGATCCAATCTCTGTCACATTCATTAAAAATGAACATTACAACCC
GAACATCATTTCTATTTAAAGACATAAATTTAGTTTAGTTAATGTTTGCAAATCAATGAG
ATATATAATTAATTATTTGTACATAATTAGGTCCAAGCATGCAGGCTGAAGGAGTACATT
AAACCCAATTTGTCATTAAAATGTTTTAAAGGAAAACTCAATTTTTATCTTTCTTGACAG
GAAAAAAAGCAGACACTAACCCCCCCCCCCCCNCCCCCCNAAAAAAAAANNNTTTTTAAA
ATTNCCNAAAAACCNNAAAAAAAAAC
>CL10754Contig1
CACTGCTGCGCAAACATGCGTGAAGGAGCCGCTACTTTCTGAGGGAATCTGTGAATTCTA
CAAGTATTAAGGGGGAGGGATGGCTCACTGCTGAGGGTTGACGGGAATGTTTCACCTCAC
ACACACGGCTCACTGGCAGTTTCTGGGCCTGCTCACCGGGGTGGTGGCATGGATCCTCAC
CATGGCAACAGCCGGCCTGAACGAGTGGCGGCTCTGGTACGTGTCCGACACCTCCATCAT
CAACTCGGGTGTGGCCTGGGTGGGCATCTGGAGGGCGTGTTTCTACAGCCACGTCCTCTC
CAGCACCGAGACCTGTCAGAGCATCCGCTTCTCCGACGGCTTCGTTCCCGCCGAGATCCC
CGCGGCTCAGGTCCTCATGATCCTGGCTGCCATCTTCGGCCTGGCGGGGAACATAAGTGC
TGCCGTGGCCATGAGGCGGGCCTACTTCTCTGTGGAGGAACCAGGCAGCATCCGAGCCGT
CTTTGTCCTAGCGGGGGCCTTGTATCTGCTCACAGCAACCACGTCCATGGTGCCACTGAT
GTGGAACATGAGCTCCGTGCTCAGAAACGACACCATAGAGTTCCCCCCTGACTTCTACCT
CCCCGCTGCTCCCGTCAAGCAGAGCGTGGGTGCAGCCATCGGCGTGGGCATCATCGGCTC
CGTCATGATGCTTTTAAGCGGGGTGCTGTTCCTCTGCTACCGGTATGCGTGGCAGGCCCC
TGAGAAAGCCACAGACCCCCTTCATGGACCCTGGACGATGACCACACTCTCCCAAAGTCC
GGGGTCATCAAGGGCGGTCAGCGAGGGCACAGACAATCCTGCTTTCATCACCGAAGAGGC
CGATGAAGCCCTGTGATGCCTCTCTGCAGAACTCTTCATGGACGCCCCAACAGAAACTGG
AGTTAGGAGCAAATTTAGGAAATGTCCGTTCCCTAATCCAAACTGTCTCAAACGTAAGCA
GAAT
>CL10755Contig1
TTATTGCACTCAGAAACCTTTTAAACACAATGCAGTAAATTTCGGTAAAGTTAGCAGTTT
CCTCTTTTTTTTCTCAATCAAAGATTTAGTAGAAACCCGTCAGACCAAATGTCCTTTTAT
ATTTATGCGTGGTCATCAGTCCAGCAGAAGCCCCGCCCTATTGTGGATGTCATTTTAAAG
ATTTTAAATGATGACAGGTAGTTTTTATTTGTTTTTTCCCCTTCATTGATTGTAACATTG
CTGGTAATGCGAAAACTTTTAAAACGTGTCCCACGTTGGGCTTTTATGTTGGCTCTCAAA
CAAACGGCGCCTCCTGCAGGAGGGTCGCGGTAAATCCACCGACTCGCAGGGTCAGTTTGC
ACCAACGAAGTGCCAAATATTGGACAAATTAGTCTTAGGGTCACTTTGTTTGAGATCTTG
ATCATTTTTTGTCGGTTTTCTTTGACTTCAGTTTGATTTACACATCAGTCCAGTTTGTCC
GTCAGGGAACAAATCAGAGTTTGATGTGACTGAACAGCGGGGAAGTCATGTGGGATTGTG
GGAAATCAAAAGTACCTTTCCGATGTTGTTTGTGTGATGATTGGAGAGGCTGTGAAAACT
GACTCTGTCCCGGCTTCCAAGCTTTGTCGTGTTGTGATAGTCTTCTTGTTCCTGTTCAGT
TGTTTTGAATACCTCATACCACGGCTTCAACACTTTGTGACTCTGTGTTGCATTTCTGTC
CGTCTGTTTGAACTTGG
>CL10757Contig1
CGGCACGAGGGTCAAGAAGAGGCTGTTGATTAGGAAGCAAAACAGCCCGACTGAAGCCAT
TTGAATCGTTTTATTCCGTCTATGCGGTATGTATATATGTATGTATTATATAAATACATT
TGCTCGGTGAATGTTTGCTGTAAAATACGTTTATGCTGTACTGCTAAGTCAAGTTAATAA
ATAAACACAACAAACGTGTCACGTGGTGTTGCGGGTGTTAATAGGGATCTGAGCAAAGGT
TCGTACATATATGCGGAGATAGACATGAATGGATCCATGTTAGAGGTTTGCTTTTCTTCA
TTTTGTAAGTATAAGTATGAGTTGGTGCTTGATACAATACATTTAAACCGACAGATCTGA
GAGGCTTGTTTTATTTTTTTTATTTTTTATAATTAAAGCAAGTATTTCAATCAATGAATG
ACGGCATTTCTGTCAATCAATGTCTGACGTCAATATCAATGATGAGATAAAGGTAGACAA
AAACAAATATGAAAACAAATATNACTTAAAAAAAATAGATNAATAAAAAAAAAA
>CL10758Contig1
GTTAGTAAGCAAGTGCTCGACAGCAAAGTGCTTAAAATTTTTTTTTTAGAAAAACCACAT
TTGTGAAAAAGGNGAAAATACNGGGNGAGAAGCATTCAAGAGCTAGAAAAAACAACAATA
AAAAGAGAATTATGNGTTGTTTAAAAATTACAGAATTTCAGTAAAAACAGAACCTTTTCA
TACATTTTCATAAATTGATATTTTCCATCCCAGTCCAGTTATGATTATTTCTTTTTAGCT
TTAAAAATATCTCTTTTGCTCTTCNGTTTTCGGCTCCGCCCCTTTATTCTATTCAAGTCT
TGCTAATTTCATTCAAAACACAGGTCATGAGTTACAAAGGCAAAGGTATGTGCCTTTATC
TACTAAGATTCCNGTCCTTGAATCTCTTTCCACCCGCTTACCTTTAAACCTGCAGNGCTA
CATTACTCTCCAGCTCCACTAGAGGGAGCCATCCTCTAACTGCTCCCATTTTTGGAGCCT
TTGAGCTCCCAGGTGTGGCAGCAAAAATGCAGGAATTAGATTTTCCCACGTTTGAAGATA
AAACATTTCCCAAAAATGAAGAGGAACTTTTAAGGGATGTTTTTTCTTTCTCCTTTTTCA
GCGTCACAGCTCTCAGCACAGGCGTAAGTTTGTTCTTCTGCAAGCGTGCCTGGATTGAGC
AGGCGGATCCAGTGAGCCTTGTTCTTGTGCAGGTGGTCCAACATGGTTTGGCTGAACAGG
CTAGGGTGAGTAAAGCGGTTCCATTCTTC



>CL10759Contig1
AAACCCGNCATTATTGCCGGGGGGGGCAGCTGCACCCATCAAGAAGGAGCCGAAAGAGAT
AACATTTATTGACTCAAAGAAAAGCTTGAATATCAATATATTTTTAAAGCAGTTCAAATG
CACAAACGAGGATTTTGTGGCGATGATCAAGAGTGGAGACCGGAGCAAGTTTGACGTGGA
GGTGCTGAAACAACTTCTCAAGCTGCTACCAGAGAAGCACGAGATTGAGAACCTGAAATC
TTTCCAAGGAGAAAAGGAGAAGTTGGCAAATGTTGACCGTTTCTACAGCGCTCTCCTCAC
TGTGCCATGTTATAAGCTGAGAATTGAGTGCATGCTGTTGTGTGAGGAGACTGCATCCAT
GTTGGAGATGCTCAGGCCTAAAGTGAAGCTGTTGGACGAGGCCTGTCATTCCATCAGAAC
GAGCACACTTATACCCAGCTTCTGCAGGCTTATCCTTGACGTGGGCAATTTCTTGAACTA
CGGAAGTCACACGGGGAATGCCGAGGGGTTCAAGATCAGCTCCCTGCTCAGGCTCACAGA
GACTAAGGCTAACAAGAGCCGCGTCACTCTGCTTCATCACATCTTGGAGGAAGCAGAGGA
GAACCACCCAGAGTTGTTGGCACTGCCGGATGAAATACAGATATGTCAGAAAGCAGCAGG
AGTCAATCTGAATTCTGTTCAGTCGGAGTGCAGTGTGTTACTGAAACAACTGACCGACGC
AACCAAGAAAGTTTCCAACTCTGACGATGAAGTGAAGGAACAGTATTCTAAAATTCTTCA
GGAAAATCTGGAGACCTGTAGTGTTTTGGGTGAGAGATTTGCTGAGATTGAGAAG
>CL10760Contig1
AGAGATTAACACTTCAGAGTTGAACAAGAGCAGATATTGAAAAAAAAAAGTTTACAAACA
AGACGGAGGGGAAAACAATACATTCAACCTGAATATGATCAGAAAAGCAAAGATNTGAAT
TTAATGAAATCTCTCCAAAGAAAACTTCAAAGAGAAGTAGCCTTACACCAACGACGGTCT
GCTCAGTTTCCAACTCTTGAAAACCACAGAGGTTGTTTCCACGCTTTAGCCCAAAAGTGC
ACGGTTAAAGGAACAAGAAGGATATTTAATAAAGTGACTCTTGTCAAAGAAAGCAGATGA
CTGAAGGGTTGTGAGGGTCCAGTTCAATATCGGTTTTTAAATCCCGTCATTCCAGCATCA
TCCCATAAAAGGCACAAAAAGACAGATTGTGGAAATTCAATGAGTGTCTCCTGGGCTAAA
CCGTGTAAAACCACCAAGATGTTCAAGTCTTCTCAGGTGAGGAATGGGTAATTAACAGGG
AACGAACATGCTACGGGGCAAAATCACAACAAAACAAAGAGCAGTTTAAACTAGAGCCGC
AAACTGGGTCAATCGTTAAGTGTAAGGCACTGCCGCCATCTCGCCAGGGCGCAACAGTCG
CCGCTACCCGCCTCTCTGATCCTGCGCCCTCCAACCTGTAAAGGCGCTTCGGCAGGGGTC
AGGGCGGAGCACCCGGCTGCACCGGCCACAAAAAAAAAAAAAAA
>CL10761Contig1
TTTTTTTTTTGCTTTATTATTGAGTTTAATTATTTATACCAACAAACAAAAACTGTCTCT
CTCCCTCCATCTTTATCTCTTACCAAATTTCAATGTTCTCAGCAATGACAATTTACTCAG
AAAAAAGGCGATTAGAAATAATAATTTAAAGTTGAAGGTTTAAAAACCCCACAATCTATG
TACAAGCATAGATGTCGTGCAGGAAAAAAAAAGCTTATTTTTTTGTGAATGAAACCCGAT
GCCCCCCACCAACAAAAGCAAGGACCCTACAGATCCACAGGTCTGTAATGTTCCCTTCAG
AGTGAAGCTTAAAGGGAAACTGGAGTCCCAGGAGATGGTCTGCATGAACATCTGCATACC
TACAATGACAGAAACATCTGGATCTGAGGACAATATTGCAGATGTGACACACCTGGACTA
GGAG
>CL10762Contig1
TTTGACAGACGTCCAAATCTTCAGGACATCTGGAGCACCAGTCTCCTTCCACATACGGCC
GTTCGTCATCATAGTTCCCTGCTGGGAAGTAGTTGCAGACGAGGTAAGAGACGTTGTTCC
AGTCCAGATTCTCTATGGTGTTACAAAAATGGACGGCACAGCCAACTCTGTGTGTGTCCG
CCCACACCATCTGCGTGTAGTGTCCACACATCTTATCCTCGTCACAGCTGTTGTTCTCAT
AACTGTAATCCAAGCGTTCAAGAAACCATTTCTCCACAGCCTCGCTGAGATCAAGTTTGC
CTGTGCCAGCAAACAGATTCTCTCCAGTGTCCTCCAACTCAGTGTTGTGTTCCCAGATAC
ACTTAGCAGCGTAGCCCTCGGCAACCAACTTCAGATTTCCGTCCCATTTCAGAGGCAGCA
TGGCTGCAGCAGAGGGCGAAACTTGTCCTCTGTAGTGGTTATGAAGCTCCACCAACATCT
CCTCCTGCTGGTCGGTGAGAAGGCTCCAGGTTCCAGGAACCAGGAGAGCCACCAGAAGCA
GCCGGGCCCAGAGCGGAGCTGTTCTCTGTGGTTGGATCGGTCCCATGCTCGGCATGCCAG
AGACTCCAACCAGCTTACTCCATGGGGTCCAAGTTCCCTTGAGATGTGAGAGATCCTCCT
GGTGCATGATGGGAAATTAAGTCCTCTGGGACGTGTCCAGTGAAGTTTTTGTGCGTCAGA
CTGATCAGAAGGTAACTTTGCTGGTGTGTGAGTGTGTCTTATCTTCTCTCTGCCTCTC
>CL10763Contig1
GAGGGCGGAGCCCATGTCCTTCCAAGATCAGAGCTCTTCTGGAAACAGCGTGACATCTAC
CGACAGCCAACAGCAGAGCTTATTTCAAGAACAGCAGCCAATGCAAGTGACCCCAAGCTC
CGGGCAAGTCCCAGGCAGTCAACCGGTGAAGCTGTTCATACCCCAGACATCTCTCTCCAA
CCTGCAGAGCGCAATTGGCCCACAGGAGCTAACCAATCAGGCTCCAGCTTCTGCAGCAAC
CATTTTTGTGGTGCAAGGTGGTGTCGGCATGGTCGCCAGCCCTGTTCAGCAATCTCAAGA
GCAGCTTTTCCAGGCCACAGTGAGTGGCAGCGTGGCTCCACAAGGACAAACCAACCTGTT
TGTTTTCGGCATCCAGAATGACTCATCGCAGCTCCTCAGTTCTTCTGGAACCACTCTGCC
AGTCCAGAACCAGGGTCAGAACTCCAGTCTCATGCAGCCGCTGCTGGACCAGCCCATGGG
CCAGGCTCCCTCCGCCATGCACAGTGACCTGCAGAACACCCTGCATGCACAAATGCAGAG
CAGCCTGGAAAACGCAATGCAGTCTAACGCACAGTCCAGCTTACAGGTATCNATAGAAGC
AAACCTGCCAACTCCAATGCAGACACAGATGGAGAGCA
>CL10764Contig1



TCGGCACGAGGCTGCAGTCTGTGTTGATGCTTGTGACACAGTAGGTTAATTTATCTGCGA
TCGCCAACCCTATTTAAATATATCTAAAGCAGAAAATGGAAGGACACATTTGCAACATCC
AAGTTCTTCTTCGGGCTGCGGAGTTTTTGGAGAGGAGAGAGCGAGAGGCTGAACATGGAT
ATGCTTTGGTCCTTCCTATCAGCTCTCCTCACTCCGACAAGACGGGCAAGCAGAAGAGCA
AGAAAATATCAGTCGGTGGCAACAATAGTAACAGGTCTGTTCACAACGAACTGGAGAAGA
ACAGACGCGCTCAGCTGAGACACTGCTTGGAGCAGCTGAAAAAGCAAGTCCCCTTGTCGT
CCGACACGTCGAGGAACACCACCCTCAGCCTGCTGAGACAAGCCCAGCTTCACATCAAGA
AGCTGCAGGAGCAGGACGAGCGTGCAGAGCAGCTAAAGGGCCGTCTCCTCTGGGAGCAGA
GGGAGCTCCGGATTCGGCTGGAGCAGCTGGAGAGAGGCACGGAGAGGATGAGGAACAACA
GCCACGGCTCCACCATGTCCTCAGAGAGGTCGGACTCGGACACAGAGGACGTAGAGGTCG
ACGTGGAAAGCATCGTGTTTGAATGCGACTCTGATGAACTGAGCATTACACACACGGGTG
CAGACCACTGTTACTCCAG
>CL10765Contig1
AGCGCCGCTGGGACGTCCTGGCTGAGCTCACCTCTGCCTGGTTTTCTTTCCCTCATTGAT
TGCGCAACAGCCAGTAACTGAACTGAAAGTAGGCCAAACGGCTTTAGAGGGGAAATCCTC
GCCTTTTTGACAGAAATCTCTCAGAAATAATGAGGCGATTTACAGGATGTGCTGGGGAGA
CGCTGCACTAAAGGCCCGTTTTTGTGTGTTTTTTTGAGATCTTTGATAGATGGGGAGGAG
TGCAGCTTTACAGTAGCCACAGTTCCTCATTTAACAGGTTTTCCACGGAAGGAAATCTTC
ACATCTGAAGAATTTTTACTGTTAAAGGTGTTTCTAACGTGTTCTCGTGGCATTTTTCTG
AGGACATGGATAAAGAAAATGAAGCTTAAAGCTGCATTTCTGAGGATTTCTTCATTTTAA
TCGTTGTAAATCAACAGAAGCAGATGTGAAAAAATGCTGTTGGAAAAAGAAAATATTCTG
GCTGGAGCCACAAGCTCCGCCCCTTTCTGAACCTGCAGACAAATGGATCCATGAAGGTCT
TTGTTTTCCCGGTCTGAGCTGGAATGTGGATCAGAACTGGACGGTTGGATGGATCGGATG
TTGTTGCTGTTTTTGTTGCACCGCTAACGTTAGGATGGGGGTGTGGGGGGGCTGTAAGCT
AGTGGGACAGCATGTAAACAGATGGATGATGGGAAGTGGCAGCGGGGTTGCTCTGTGCCA
ACAGTCCCGCCCACAACTGATGAACCCCTACCGCTCTGCAGAAACTATGTCCTAGAAAAC
GACACAGATTTTTAGATTTTGACTTAAAAAAAACGAATGAAAAAACGACTGAGAAGGCTT
TGAAAACAGATCAGAAGATGATCGGAGTGGGACTTTAGTGAACCTTAGACTCATTTAAAC
GGATACAGATTTGGCTTAAATGCACAGCAACTGGTTCACTACCGAGGACAAAAGC
>CL10766Contig1
GGCTCGGTTTATTATAAGTGGGTTTTTCTGTTGGCGTTTGCCAAGACGAATAAAATGGGC
CAAACCTCCTTGAGTTCACTGCCAAAAAGCTTTTGCCGAAAATGAAAGTGTGATAAGAAC
CCTGATTTTATGTACGAGTGAGTTTACAGGAAGAATCATAAATGATGTTGTGAGATGTGT
TGTTTTTTTGTTTGTTTTTTATAAAAAAAAATCCCGAACGGATAAATGCTCTGGGGGGGG
ATTCTCCTGCTTTCATGCATTTGTATGTTAAGTGCCTTATCTGTGATGAGTCCAGAGCGC
TCCTGTCTTTCTCTCCTTTCCTTTTCTCCCCTTCTTTTCCGCCTCACACCTTAGAGCTGG
AACTTCAGGAGCCAAACAGGATCCCTCCCCACTCGTCTCATTTGAAGAATGGCCATTTTT
TTCTGGCTCCCATTCATTCCACTACAACATTCTGTTTTATTAACTCTGACCAACAGCAGC
CTTCCCATCCCCACTGATAAAGAAACAGCTCTGTCCTAATGACAGTGTTAAATTTTTATA
TTATTGTTTTGTTTTGTTAAATGATGCCTAAGCGTTGTTATTAATGATAAAGGCTCATGA
CTCA
>CL10767Contig1
TTTTTTTTTTGCCTAAATCGGAGTGAATGTCTCCTTTGACCACGAAAACAAACAAGTGCT
GTGTCACTGATAGCCACCTGGGGGCGCTAGAGGAAACCCGAGGATCAAAATGTTGGTTGC
CGCTAAGATATATATATATATATGTAGAGAGAGAGAGAGAGATAGATATATCTCTATATA
TAGTAGTTTTTAAAGACCTCCCCCCTTTCACGTGTTTGTCACAGAAACCCTGTCATGTTT
AGTGATACATACTAGCTCCGCCCCCTCACCTGCTGCAGGTGTTCATAGTTTTTTTTTAAA
GTGGTGCAGAGCTTTGATTTTCCGGCTGCTGGAACTGAGTCTGGACAGCAGGGGGCAGCA
GAACTGCGAGTTTCATGTTTAACAGGAATGGCTTTAAAAAAGGAATTTTACGGATGTGGA
TCCGTCTTTCAGTATCAGACGTGAAATGTTTGGACTAGATCTGCGGTTAGCGCTAACGTC
TGTTGTTCTTCAGTGGAAACTCTTTCTAGCAAACAATGGTCGTTCAAAAACACTTGGACA
TAGATGCACCTCTTGAATTGGACC
>CL10768Contig1
TTTTTTTTTTGGCTTTTTAAAGAGATTTAATTGTCATATAAATATCCAGTACAAAATATC
ACGGTTTACAAAGCAGTGTGATGGACGGCCCCTCCTCCACCACAGCCTCTCCGTTTCTAC
AAGAACTACACGGGAACACCACGCAGAGCTGAACCCAGCATCAACAACCAAACATCTAGG
CTTTCTGGAGCAACCCCGCCCTAAAACACAAGGAGGAATCAGACGCGGGGGCGTGGCCAG
CGCTCAGCGGCCGCTCTCCTGTCCAATAGAAGCACGTGGGCGTGATGTGCCGGCGGCCCG
TACCCAAACAGTCAAATACGGAATCTAAAAACGTTGATTTCCTGTGGTGGAGCCGTTTCC
AGCAGCAGATGATATGAC
>CL10769Contig1
ATCTAAATAGTCCACGATTCCTCTTTGGCAACACATTTAGGAACCCATCTCTGTGTTTTC
CAATTTTCTCAGGAGGATGGTCATCGCGCAGAAACGGGTTCAGGATTGATTTTAGCATCA
AACGTTCATGCACAGCAAAGGCTTGAAGTGAAATTCATAGAAAGAACAGAAGAAGAATCA



CACATGTAAACAAAACACTGTTTGGGAGGCTTTTCCACTACAGTCATTTCATTCTATATA
TATTAGCTTTTCCTTAAAGTTTCTATTTAGACGTAATTTACCTAAATCCTCATTTGGGTG
CATTTAGAGTCATTCGATGGGTTGAGAAAAGGTTGCCGTCTGCTGTGGGGTGAACGCCGC
CCGCCAGCACCGATCGCTCACGGGGCTCAAACGCGCCGGTCTCCCCGGCGGCCGGTTCAG
ATCATGCTGGGCGCGGCGCTGTAGAGGATCAGGTCTCCCGTGACTCGCAGAAGCGTCACG
TCCTCCAGCCCGCCCGCTCTGTGCTCGTACTCCAGCAGGTGGGTGCCGTCCACGGCCACT
TTGAAGGAGTCCTCCTCCACCAGGATCTTCAGCTCAAAGGTGCGTCCCTGCACAAATGGA
AAGCCCCCGTCCCGCTCCTCTGGCCCCCANCAGTGTCCCACCTCC
>CL10770Contig1
CTGAAGTGGAGGCGGGGAGCGCTGGTCCACCGGAGCCGGAGGTAGGAGAAGGGGATGCTT
CCTTTGGAGAACCACCTGTCAGCATGGACACAGAGTCTTCAAATGGCAAGGAGGGAACGG
AGACGGCGGGCGAAGGCTCAGAGGCCGCCGACGCTCTCATCGGTTCGGGGGATGAGGAGA
GCGGGCGGCAGTTGGGGGACGTGGAGCTGCAGTGTGCCCTGTGCATGAAGTGGTTCACCG
CCGACACCTTCAGCATCGACACGGCAACCTGTCTCCCCTTCATGACCAACTACGTGTTCC
ACTGCAACGTGTGCCATCACAGCGGCAACACCTACTTCCTCAGGAAACAAGCAAACCTGA
AGGAAATGTGTCTCACGGCTCTGGCAAACCTCACCTGGAGGTCCAGAACGCAGGACGAGC
ACCCAAAGACCATGTTCTCCAAAGACAAGGACATCATTCCCTTCATCGATAAGTTCTGGG
AGTGCATGACGACTCGGCAGCGACCGGGGAAGCTCACGTGGCCCAACAACATCGTGAAGA
CGATGAGCAAAGAAAGAGACGTTTTCCTGGTGAAGGAGCACCCCGACCCCGGCAGTAAAG
ACCTGGAGGAGGAGTTCCCCAAGTTTGGTCTGTTGGATCAGGATCTGGGGACCATCGGAC
CGTCGTACGACACGCAGAAACAAAGCACCGGGACCCCCACAGCCGGAGGCCTGAACGGTG
CTCTGGCCCCCGGTCCGGGAAAAGGCAGAGGAGCCAAGCGCAAACAGCAGCAGCAGCAGG
AGGGCGCGGCTGCAGGGGCGGCGAAGAGGACGCGCAGTGACCCTCTGTTCTCCGCCCAGC
GGCTGCCTCCTCACGGTTACCCACTCGAGCATCCTTTCAACAAAGACGGTTACCGTTACA
TTCTGGCGGAACCGGACCCTCACGCTCCGGACCCGGAGAAACTGGAGCTGGACTGCTGGG
CCGGCAAACCCATACCCGGGGATCTGTACAGGTCCTGTTTGTATGAGAAGGTGCTGCTGG
CCTTACACGACA
>CL10771Contig1
AATTCGGCACGAGGGGCAGAGCCTAGNGTGTTTTCGAAGNAGCCCGAGTTGTGTTCCGAA
GTTCACCAGCACCGATGTGATGAATAGTGTGAAGATGCATTCGTCCACTAAAGGAAACAA
ATTGGACAAGGGATATAAATTCGTCCACGAAGAGTTTATCCACCATTACCAAGATATCGC
TGGATGCAGAATGTGCCAACCTGAAAGCTTTCTTCTGCAGTTGTGTGGCTGCTAAAGGAT
TTTGCAATCACATAGTTGCCATCCTGTTCCAGAGCGCACATTATTCACAGCTGGGTCTGC
AGGCTGCTCCACCCCCCCGGCCTGCACGAGTGGCTTGCAAAGATGGCACAGACCAAGAGC
ACAGGTGGGTTTGTGATCATATTGTCATTATTTTTTAAGAACGGATGTGTATCCAGAACA
ACTCTAAATTATTATAAAAACACCCCAAGTAGTGACTACAGACTGTAATTGCTTTTTGCC
TTTTACTTATAAGGGAATCCATCCTGAACCGGTTAGTGAGCTGGTGGTGCAAAAGCCCAA
AACAGTTGGCAGGGACGGTCAGAGGTCCACACTGTACAAGGCATATACAGGACCACAGCC
AGATCCATATCTGATGGCATCTGGAAGCAGATTATGCCAGGTGCAGCCCCAACCTCTCAT
GGCTGTGTTGGATGGGTTTCTGAGATGGAATGAAAGAGAACTTGGATATATATTGTGGCA
AATGCATGAATGCATACCTTAAATTACACTTATCTTGTCTTTAACAATCAGTTCAGCCTT
CTGTCTTACTGTTGATCTGTAATGTTATTTTTTATTGTAAATGTTTGATGTTATTTGCAT
ACCAAAAAATTAAAT
>CL10772Contig1
GCGTCACAACCGAGTTTCATTTCACTTCCTCTTCCTCGCTGTTCAGACGAAGAAGAAGCT
TCTAGCGAAGAGGAAAATGGCGTCGACGCCCTTCTTCTTCCTCTCGGGTCTTTTGTTTCT
AGCCTGGTTCACCGCAGACGTTCACTCAGTGAAGGTCATTGACGTGTTAAAGGGCTCCAG
CGTTGTCCTCCGTCCAGTTGAAGCAGTAACGTCCATCACCTCCATAACATGGAAACATGG
AGATAATTTAGCTGCAGACTGGTTTGGAGGGGATCTATTTTTCTACAACATCTTTGAGGA
TGGCTGCAGTTTAAACACTGAAACAGGACAACTGACCATCAATAATGTGAGACCAGAGCA
CAGCGGTGTTTACACGCCAGATATTAACGGAAAAACCAGATCTGCTATGAAACTACGAGT
TCTCTCTCCAGTCCCCAAACCCACCATTATTCATGACTGTAATCCTGGGGAAACCCCCAA
ATGTACCCTCACCTGTACCCTCACCTGTAACCTCACCTGTACCGACACCTGTAAGATTGA
CACAACAGGTGATCTGGGAGATGTGGAGGTTTTCTGGATTCTTGATGACAGACACA
>CL10773Contig1
TTTTTTTTTTTTTTTTTGTATAGATGTTATCTGCCCACTTTCTGATCTGTCGCCACTTGT
TTTACTGCTGAATTTGCACAGTTTACAGAAACGTTACAAAGCAAACCTATATAGATATTA
TATATAAATACAACTACGTTTTGAAAAGAAAATGAAGAAGAAAACGGTTTTGTTTTTTTC
TGTTTCATTTGATCCAACAAATAAAACAATGAATCATGATTTGTCAGAACAAGAAAAAAA
ACTTAAGTGCTCGGCGTGAACAGAAAATTGAAAAAGAAACAAAAGTTCGTACTGTGCCAT
GTTTCCTTTGAATGTTGTTTAGTGCAGAGACATTTTGTGAGATGGAACGTGTCTGATTTT
AAATATGAACATGCCTAGTGACTGAAAATGGTTTGAATTAGGGCCCATCATGAGATCCTC
CTAGACAGAAAGCTGTAAGTTTATGACAGAAAGAAGCTCTATCTTCAGTCGGTGCAATCT
CTTGGTTTCATGAAGCCAAATATCACCAGGTTATTACTTTATTATATTCTTTTTTTTTTT



TTTACGACTCTACGGCTGCTGGATGTTTTGAAGGATGAAGTAGCTCCATTGCACTAGCTA
GAATATTTCCCTTCGCTTCGGCGCATCGTAGCCACCGTTTCTGGTTGTTCCTGTTTTTTC
TCCACCTGCTCCTATTCCAAAAACTGTCGTACAAGAGCCAAATCAGTTATAACCTTTCTG
CTTTTACCTTTTTCTTTGGGATCCTCCGTGAGGTCAGGTAGCGCTTAGCTGAGCCCTTTA
GAAGTTTCCAAACTAAAGCTACAGAATTATTTAGCATCTTCTCGATGTCAATTCCCAGAT
AAAGAGGCTGGAAAGATCCAACCTAGCGACTTTTTCCGCCTGTTTTAGTGGGAAAGTCCT
TCATCCACTTGGTTGGATAGATGGCTGCAGAAGAACCAGGAGGTGAAGCCCCTCTAATTA
TCAATTAAAGCAGGCAGAGGGACCCTCCTCTAAGCTTGCAGC
>CL10774Contig1
TAAAAGCCCATGCCTGGGACCTTTAGTACCCAGTGAGATCATTTNGGAGGCAAAAAAAAG
ACAGTTGAACATGACTCAGNTACGGGTGTTCTCACGGCCTATTGCACAGACAATTGCTAG
AAAACAGTGGATGAGGGACAGTGGAAGAGGGAGAGGAAGCAGCATGGGCGGGAGTCATNA
TCGTCGCCACTTCCCCGATGTGGGCTCACCAATTGCATGACGTTAGATACAGGTAGCAAC
AGTTGGACAGTTTGGAGGAGTTTTGGAATCTGGGTTGGTGGTGGTGTTCCTCTGCAAGCT
CACATCACATTTTCTTGTGTTTGCAAAGTCCTGCCACCTTCGGGTGTTGGCAGGTCGTCG
TCACCTTCTCAGGTCTCCCAACTCCTGCTTTGGTTTAAACTCACTTTCACACTTCTTTCT
TCAGTAGAACAGTAACTACAGTACAATTTTGGGTTTTAGTTTTCTGAATACATAACACTT
TTTGGACGCGATTGGGTTTTATTATTATCATCATTATTATTATTATTTTTTTTTACAGAA
TTTGGTGTTGACTCAAACAGACCCATCGGAGGATAGTAGGAAATATCGGTCAGTATTTGG
AGCGACACAACAACAAAAAAAACTAAAAACAAAAAAATGTTAAAAAATCTCAAATTATAA
AGTGAATATCACTGTGTAATATTTATTCAACCTGTAATTTATGTACTCTTTTAACCTTTG
TCTATTTTTTTCTGATATGACAAAGCATTTATTTAAATAAAGT
>CL10775Contig1
TTTTTTTTTTCCGATTTTTCAGATTTATTGACACCAATCGTTAACTACCTCATTTCAGAT
ACAACACATGTTCAGCAAAGCGCAAAAAGTGTGAAAAGCTTTCATCCTCCGCAGAGGATG
TACATTTAAACATCATTATCCTTCGCTAGCAGGCTAGGGTGGGAGGGAATACACAACATA
AGACAGATTATCTTCTATAAAAAGACCTCTTCTTTGTACTTCAGGCGCAGGATGTAAGTT
CAAAATAAGCACCCTTATCTGAGATGCAATACCTCATACATTCTGTTTTATATATATTTA
TATATATATATCTTTATCTTTAGAGATGTGGTGTATATAGATAAATAAAAAGGGGCTAAA
ACAGTTACAGTGATACAATTTCTTTTTTAAATAATTGCAAAGAAGCATACACAATTAAAT
CAAGAGAAGCAGGAAGGGGGTAAAATGAAAAAGCATAAAATACTGGCAAATATTCAAACT
CCATTAGGGTCTTCTCTTACTGCTTTTGTTTTTTTTAACCCTCACATCGTACAGAAAGAG
ATTCAGAAAAAGAGCAGACGAGAATAATAGAAAATATTCATGCAAAGAAAGGCTTTTTTT
TCACATAGTCACCAACC
>CL10776Contig1
GCCCAAGGACACTTGGGCGGGCAATTCCCTCTGTGGTAGTTCGACCGCCCTACCACTGCT
CCACAGCTGGATAGCTTATATCAGAGCTATCCCGCTGTACAGTTTTGAGCCAGATGTCAG
CTCAGACGAGGAAAATAAAGACGTACATGGAACTATTGGTCTGCAAGGTGATCCATCGGA
ATGGAGCGGCGCAGGGAGCTTGTGTCCCACTCAATGCATTTTCTATGCGACAAATACAAC
CTTTTCCCAACTCCATTTTTTTCATCTGCTCCTGATGGGGAAAAAATCAAATGCAATTGT
AAGCTTAATTTTCTTTATGTATGTCCTCCTTCATCAGAAAATGCTAGAAGAACAAGTTAA
AAACAGCAAAAAGAATTTTCATTGGAGTGGAGTCTTAAAAAAAATGAATGCAGAGCAATC
TGAGATGTTTTTTTTTCCTTCCTAGGCAAGCAGCTTTCATTGCTTTGCTAGTAAAAGTAG
GAATTATTTCAGAGAAACGTACTTGGGACTGGCAGAGTGTGGAGGCGGTAGCAACCGGCT
TACAGGTAAAATACGATGGAAATTTGTCATCCTTCATGTCAGCAGAAATTCCGTTTGAAA
CCTAGCTGTCTTTACTGCGTCTCCCAGGACTTCATCATAT
>CL10777Contig1
TTCGGCACGAGGGGTCAGGCTTTCCACCTGGCCCAGTTAATCGAAATCTGGAAGGAGAAG
AACGCCGACCATTGCTCCCGACTCATCATCGTCTTGGACACGGAAAACTCCCTTCCGTGG
GTTAAGGAAGTCCGCAGGATGGAGGGCGTCTACGTGGCGGTGCAGGGGGCTGAGTTTCCC
CACTCCAGGGTCGACCCGGAGGCCGGAGACGCCCCCTTGCTTGGCGACTTCACTGCCGAA
TGGGTGGAGTTCAACTGCAACTCGACCGGCGACACCCAGTGGTCGGAGAAGGGAAGAACA
GTGGTGGCCTCGTACGGCGTGTCCAAACGATGGAGCGATTACTCCCTTCACCTTCCGACC
GGAAGTGACGTCGCCAAGCATTGGAAGACCCATTTCCCGAAGGCCACATACCCTTTGGTG
CACCTGTCAAACTGGTGCTGCGGCCTCAACCTGTTCTTGGTGTGCAGTGTGTGCCTGCGC
TGCTTCAGGAGGTGTAAGCTCGCCTGGTTTCCTCCAGCGGTATTGGATATCGGGCAGGGC
ATTAAGCTGGTGCAGTNATAGACGATGAAACCAAAATGTTACGTGTTTGTTACCGGGTAC
AAGAAGATTTTGAGAAAAAGGTCCTATTTTTTTGTTTTTGTTTCTTTTACTTTTATTTTC
ACAGATTTTACATTGTTTTTACATTAATAAGTCATCATAATTTAAAATAATTGTTTTGTT
TTGTTTATAAAGGGATNTAGGACGTGGAAAGAGGGTCGCACAACTCTTAAGTTACTGAGA
AAAAGCAATAAATAATCAAAACCTAAGATATAACATATTTTAGTATTGAGTTTCAAAATT
CCTT
>CL10778Contig1
AAAATTATACCTCCAGTTTAGGAAGCAATCATAGTTTTTATTATCTTATTATTATTATCA



TATTGTTTTTTTTAAGTCTGCCTGATTGTGTCACCAAGAATTCTATAAATGTTGTCATTT
TTACAGTACGAAAAAACGGTGTTGCAGGTGCAGTTATCCTTTGCAGTAAATGCTTCATCA
GTCGCAGTAAAAGTCCCACTTAGTAGTTTTAACTTCAGTGTTGGCGGGCATCAGAGGCTG
CAGCTCCTCCACCACGCTGCTGGGAAAGTGACCGATGCGAGCTTCCTGTTCCCCGTAATA
AGAGCCTTGCACACTGCCAGCCCAGAAAAGGTTGCCTCTGTCTTTTAACATGGAATAGAC
GTAAACAAGCTGTCCCTGTCGGATGGGGATAAACCTGCAGTCTGCAGGGTAGTAGTCCTG
CGTTGCTCGGGCAATCAAAATGGGATGGCTGCATTCAGAGTCAGCACAGAGTTTCTTGTT
GGAAAGTTTAGACATCTGCCTTCCAGCTTCACAGATTACCAACAAAAGCCACAAGAAAAG
TGAAATGTTGAGTCTACAGGCCATTTCGGGGGCACAGGATTTGCCTGACAGCAAAAGAAA
GCTTTTGAT
>CL10779Contig1
AATAGTGGGTCGCAACCCTATAAAAATCGGTTACGGAAAAGCAACACCCACGACCCGTTT
GTGGGTCGGTGGACTTGGACCGTGGGTTCCTTTAGCTGCCCTGGCCAGAGAATTTGATCG
CTTTGGCACTATAAGGACCATTGACTACAGAAAAGGTGACACTTGGGCCTACATCCAGTA
TGAAAGTTTAGATGCTGCTCAAGCAGCATGGACACACATGAGAGGCTTTCCGCTGGGAGG
CCCAGAGAGAAGACTTCGGGTGGATTTCGCAGACACTGAGCACCGGTACCAGCAGCAGTT
CTTGCAGCCTCTCCCTATTCCACCGTTTGACATGGTGGCTGACTCGTTTGTCCACCGCGC
CACGCCTGAACCTCTGAGAGTCAGAGATCGGACTCCACCTCCACTTCACTTCAGGGACAG
AGAACTCTTTCCAGCAACGGAGTGGCCCAACCCGGCCATTCGTGAGCGGGTCCGGGGATC
CCCCTTTGAGCCTCTGGAACATTTGGAACGCGACCGGAGAACTCGAGAGCCTTGGTCTTT
GGAGCGTGAGCTGCAAGGGCGAGAACCAG
>CL10780Contig1
GGACTGACCTTTAACCCGGCCTTATGGCCGGGGTTTCATTTCTGAATGATCAGACCAGCA
GGACTGACCTCAGGGGTTTGCAGGATTTTTCTTTCACACTTGAGGCAGGCCTCTGTCACA
TTTTGGAATTTGTCTGGCCCACGGATTACACATTGAGTTTTCATGAGAGAGCTTTCTCAG
CCAGAGCTGCTGCTGCAAGTGAAGAATGCAGTCCATCAGAGAGCTGAAGTCCAACTTCAG
TGGCCCTCCTCCCACTGCCATCACTGGAGCCCCTGATGCTTATCTTCAGGGTAACATCAG
GATGACTCTGGAGGATCCCAACCTCTGGAGAACATTCCATGAAATTGGAACTGAAATGAT
TATCACAAAGCCAGGCAGGAGGATGTTTCCACACTGTAAAGTTAGCCTTTCAGGCCTCAT
TCCATGCGCCAAGTACATCTTGCTGGTTGATATGGTCCCTGAGGATGGCTTTCGCTACAA
ATGGAACAAAGATAAATGGGAGGTGGCAGGAAAAGCAGAGCCTCAACCTCCCTGCAGGAC
CTACGTCCACCCAGACTCCCCAGCTCCTGGGAGCCACTGGATGAAGCAGAGCATCTCCTT
TCTTAAGCTGAAGCTCACCAATAACACGCTCGACCAGCACGGTCATATCATTTTGCACTC
GATGCATCGATACCACCCACGCTTCCACGTCGTCCAGGCAGATGACCTGTTCAGTGTCCG
CTGGAGTGTCTTCCAAATGTTCACCTTCCCAGAGACGTCCTTCACTGCAGTTACCGCCTA
CCAGAACACCAAAATTACCAAAAAANAANNAN
>CL10781Contig1
GAGCCGGCAGAGTCGCGGCGCTCTGATCCCACCGCANAGTCTCCATCCAGCCAATCAGAA
AGCAGACAGCTGGCGCAGGCTCCAACCAGGAAGCTGTCGCCGCCCGCTGGTCAACCAGGC
GCCGGACCTAACGGTCAGGAAGACCAGTTCGGCAAACGGGAAACAGGCCAAAATGAACCA
GAAAAGCAGCAGCAGCAGCAGCTCTTCTTCATCCTCCTAATCGTCCTCGTCCTCTTCATC
TTCATCTTCGTCCTCCTCGGACAGCTCAGACTCTGAGGAAGGTCAAGTCAAAGGGAAGCC
GGTGAAAGCCCAGAGCTCTCCTTCATCCTCATCCTCCTCTTCTTCTGAGGACGAGAAGAA
CACAAAGAAGAAGAGCAGCCCTTCTGCGCGTCAGCGCGTGCCGGCCGACTCCCTCAGGGA
TTCCCGCTCGCTCAGTTACTCTCCTCCACGCCACGTGAGAGCTGCGCGCTCCCCGCTGCC
CAAACGCAGGACCGACAGCAGACGGTCACCGGGCTCCCGGCGGAGGACCTGAGTCCACAC
GGCGCCCACGCCCCCTCCTTCCTGTTCTGTGTTCAGAGATGGGCATCGGCGGTCTAATGC
AGGCGTGTTTGCTCTGCAGGGATGGACGGCGGCTGCCACTTTTTTCATGAGCTGAACTGG
AAATATTCAAAAAACCGTCAAAGTAGCCCTGAAACTGTCCTGAACCGATTGTTCTCCTGT
AGATATGAGCCGTCTGAAATTTGGTTTTATCACGTAACTGATTTGTGACTCCAGTGTAAT
GTTAGACAAATCTGAATTGTGGTTTATTTCTTTGTGAAAGTCATAAAATAAAACT
>CL10782Contig1
CTCAGAAAAAAAGCNAAACNCCTCAAGATATGCTTNATGTATTAGGCAGAAATTAAAGAT
TTTTTTTTATTTGTTTGGCTAAAAATATATATTTTAGGAATATATTAAAAAGAAAGAATA
TTTCAAGAAGAAAAATCAAAGCATCGTTGAAACCGTAGTAGAGGAGATGAATAAATCTGA
TGAAGAAAAAGCAGCGAGAATCAAAGGATTTCATGACAAGACACAGAAAGTCTCATTCTA
ATAATACGAGCAGTCATATTCAGAGCCCAACATGACATGTTAGGGAGCAAGACAGCTAAT
CAATGTCCAGGTGAATTATTTATGCCAGTTTTGGGTCTAATAGATTTATATTACAGCCAC
CGCTGACTTCAAAGCTCTAATG
>CL10783Contig1
CCCCAATGTGGTCACAGGGTTGCAGGAGAAGAACAACCCATCCACAAAAAGATCCTGAAT
CCAGCCGTGGTCATTTGGTACTGAAATGTTGTGGATGTGGATGTAAAGAGATAACCACAC
CCTTTAAGAATTGTATGGGACGTGTTGAGTTTGAAGCAGGAATGTATGAATAAAAGGCAA
AAAATTGGGAAATGGAGCAGAAAAATCAAGAGGAAAAAATTAAATAGAAGATTTCCCTTA



ATAAAAGAAAAAAAGCAAAGGAGCAAGAGACACATTTCCAGAAATTTTAACTCCAGACCA
AAAAAATTAAACTTAAATAAATAGAAAGAAAAATCCATAGAGATGAGTCAGGGGGCTACG
ATGAGTCACGGGTGATTCGGCACTATATTTGTGTGCTTGTGTGAACGCGTGTTTCAGGGG
AGGGGCAGGAGTGTGTGGTCTGAGTGTTTACCTTAGTGGGTGGACACCCCATCGTCCACA
GCAGTTTCAGGCCTAACGCTGCTGTTTTCCCCTTCCCACTCTACAGCTGCGTGTGGCGTA
CGTCCAGGGCAAGGGCTCAGTTTGGCTCCCTCCCACTCTAGGGTGTGGATGTGGAGTAGT
TTCCAGATGCCGCATAAGCTCCAGATGAATCATATGCTCCTGATGCCCCGTAGCCTCCAG
AAGTGTCATAGCCAGCAGAAGCGTCGTAGGAAGCATCATAATTGCCAGATGAAGTATCGT
AGCTTCCTGACGAGGCGTCGTAACCTCCCGAAGTGTCATACGTTCCTGGGGGGGCATAGG
CTTCAGATCCGGCGTATACTGGGGGTGCTGAATAT
>CL10784Contig1
GCGCAGCGTGGNACGTGTCCTGGTGTAAAGTGGTCGGCGGTCGCCTGGCGCTGCTGCTGG
ACGCGCTGCAGCCGTCTGTCATCGTGGAGCTCCGCCTCAGCAGCTGCAGGCTCAGCGCAG
ACGACCTGCATCACCTCGCTGCAGTCTGCAGGCGAGGCTCTCTGTCCTCTCTGAGAGTTC
TGGATCTGTCCTACAACGACTCGGTGGCGGACGACGGCTGGTCCGCCGTGTTCGCAGCGG
GAGGTCTGGCTTCGCTGGAGGACCTGGACCTCAGTCTGAGGCCTTCGGCGTCTGCTTCCT
GCAGCGCCTGGCTCCCCGCTCTGATCCACGCCCTGCCTCAAATGCCGGCGCTGACCCGGC
TGGCGCTGCAGCGGTGGACCGCCACGTCTCAGGAGAGACGGAGGCTTATCCACGGCACGA
AGACGAGAGCTCTCCTGGTGGATTGGGATTCAGACACGACAGACTCAACGTTCCAGTCAA
GTGGTCATGACACGCCTGAGGAGTGAGGACCGGCCCACAAAAGATCAGGTACCACACCTG
TCCTAGATGTCCTTCATCAGCAGCAGGACTGGAGACTGTCATCGGAACTTGAGACTCACT
ATTTGATGTTTTATTCATTTAAATTAAATTTTTATCTGAAGAAAAAAAAAA
>CL10785Contig1
TGGGTTCATCCGTGTTCCCTGCACTGCTGGTGCTGCTCTCCACGCGAGGCCGTTTGTGCT
GCTGACCCGTCTCCTCTGCAGACTGCCCCTCTGCTTTCTCACTTCTGCCCTCCTCCAGCC
TCCTCTTGGGAAACATCTTCCTCGCAGTCTTGCGTTTGCTGATTCCCGACGGTGAGGTGG
AGTCCGAGGTGCTGGGCGTTCCCGGTGAAGCCGAAGAGGCGGGAGTAGCTGGAGTAGCAG
GGGTTGAGGGTGTGGTTGGAGCAGGTGGTGGGGACAGAGGGGTGGGAACTGCCTTGAACA
CATCGTCCTTCTTTTCTGTTTTTGCAGGAGCTTTCCTTCCTCCTTGCTCCTCTGCTTGCT
CCTTCACTAGCGGGGCCTCGTCTTCATCGCTGTCTACGATCTGACGGCAGCGTTTGCCAC
TCTTCTTGATGGGGGAATCCACTTCCTGCACACCATTCTGCACCTTGAGGGGGCTTTTGG
CAATTTTTTTCACTGGCTCGTCGATCGCCTTCTTCTGAATGTCCTTATCTTTGCTCTTTG
GCTGGAAAAATGATGCAATGCTTCGCTGCATGTTGTCTCTCAGAAATTCTTTCACTTGAA
CTTCACGATGAACAAAAACTACAAGTTAAGGTGTGGACAAACCCTAAATCCACACAAAAA
CACACAAACTCCCGCGCTACAGAATCACAAAACTCGAGACAGC
>CL10786Contig1
GTTTTTTTTTTTACTGCCATTCCTATTGCTTCAACAGACAAGCTGAGGCACAGGGAGCAC
AGAGTGATTCAAACAAGTCAACACTACTGCCGATCTACAAACAAATCTTTGACAAATACA
AACAACAAAGGCGCAAAGAAAAAGAGACGCAAGAAAAAACAGCATTTGGCAACTATTAAC
ATCTTGGAAAAAACTTAAGTAAAAAAAGGAGTGCATTCTGCATTTTTAATAGTAAACAGC
GTCTCAACTTCATCATGAACTAGATTGAGAGAGAAAAATCAAACGAGAGGCTGCTACACT
GCTTTGACGTCGGCCTCCTTTTCCACCCTCTTTAGCTGTTTTTGAAAGTGGATTTTGTCA
GAAGCGCCGGATCTTTCTCTCGCTCCCTCGGATGGCCCGCAGCATTACAGGGGAATGTGG
TGCTCTACACGCTTTAAGAGTAATTAAAAGCGATTGAACAGCTGTAATTATGAGAAACGG
CGGTTGTGTTCCGGGTCATTCTATCAGTGCCGCCTTTCATCAGAGCAGAAGCAGAGGGAG
CTCTGCGTCGAGACTCCGTTTCTCCGTGTGCACAAATTCGAGAACAAACAACTGGCAGGC
AGCCCGCAGGCTCACACGCACTATCACATTCATCCACACTTCTTGTGGGAGAGCGAGCCA
CCGACTGATCAACGTATATTCACACGGATATTTGCACAGAAACACATGTTCTCACATCTC
TTTGGCACAAGCACACCACTGCACCCTAAACAACACCTTCTTCGTGTTTTCCGACCAGTG
ACAT
>CL10787Contig1
CGAGGCGGAAGTGTNTTTACCGAAACTGACAGTTAGCTAACATGTCTGTGGATGTGAAAA
CAAGATCCAAACGGTATGAGAAACTGGACTTTCTCGGAGAGGGTCAGTTCGCCACTGTGT
ACAAAGCCAGAGATAAATTGACTGACACAATAGTTGCCATTAAAAAGATTAAAGTAGGCC
ACAGAACTGAGGCTAAAGATGGTATAAATCGAACTGCTCTCCGAGAGATCAAATTGCTGC
AGGAGCTGCATCATTCAAATATCATCGGGCTGCTGGATGCATTTGGGCATAAATCAAACA
TTAGTCTGGTGTTTGATTTCATGGAAACAGATCTAGAGGTTGTCATTAAAGACACCAGCC
TGGTGCTGACTCCAGCCAACATCAAAGCCTACATCCTTATGACTCTACAGGGATTAGAAT
ACATGCACCAGCACTGGATTCTACATAGGGATCTGAAACCCAATAATTTGCTGTTAGACG
GTAGCGGAGTCTTGAAGTTGGCAGATTTTGGTTTGGCCAAAGCTTTTGGGAGCCCTAACA
GAGTCTACACACATCAAGTTGTTACCAGGTGGTACCGCTCCCCTGAGCTCCTGTTTGGTG
CCAGGATGTATGGGGTTGGCGTTGACATGTGGGCGGTGGGATGCATCCTGGCAGAGTTGC
TTCTTCGGATACCATTCCTTGCTGGAGACTCTGATCTCGAT
>CL10788Contig1



TGGCACGGGGTGGTCTGCTTACAGATTTCTTCCCGGTCAATTTTCTCCTTCACCACGAGC
GCACCGTTCTCCAAGTTCACCTTCAGGTAATTTGTCCGCGAGTTGGGCACCGTCTGGAAG
CGGCGAGCGGAAAGTTTGGTAATGTCCAGCCCCAAATCCTCAGCAATATTCCCAACCACG
GTGCCAGGCTCCTGCTCCTCTGGCACAGAGTAGCGCAGCTGACAGACAGCTCCATTCAAA
ATGGAGAGCAGGAGTATTGACCAAATCATCTCCTCTGCCTCTGTCCAAGTGCACTTTAAG
ACAAAAGTAAAACGTTATTCCCTTTTCTCAGAGGACATGGACAGCTCCTGTGCTTTCTGT
CCGTAAGAAGACGGGGAAGTAAACAGCAGAGAGGCTGCCCAACTTTAAAAATTCTCTCCT
GTGCCTCAGGTCAGTGGAACATTGCGTCGTTTCAGCTGTGACAAGCACAGCCATTTGATC
CAACCCTCTCTGTTAATCAAATCGGCACCGGTCTTTGAGTTTTAGCGTATGCGCATACAT
TGCCGGCTGGAGCCAGGACGCACAGCCAAGACTCCGTGTGCACAGAAACACACTCTCTTC
TTTTTTTTCTTTCTGGAAAAGTCACAAATAGAAGAAAAAAATTCCACTCGGGCCAAAAAA
TTCGGGAAACTCCTTTTTATGCACTCAATAAATCAATAACAGCTCCCTTCCAGCACGACA
AGACTTTCCCTCTATCTTTTCCTCTGTGGATGTAATCACTGCGCTTAAGCGCTCAAAGCG
GATGATGTTNCTCAGCTCGGCTTGCTGTAAGGCGCCTCGTGCCGAATTGCCTGCAG
>CL10789Contig1
TTCTTGTAAGGCAAAGGGAATAATACAGGGGTCTTAGACTCCAGGCCTTGAGGGCCAGCA
TCCTGCTGTTTTTTGAGAAATCCTGCCTCATCTGTTGCTGATGACCTGGAACAGGTGTGT
TTAGCCAATAAGGAGCTTCACAGGTTAGCTGGAAAACATGTAGGACACTGGGCCTCGAGG
CCTGGAGTTTGAGATCTGTGGATTAAAATCTAATAGAGAAATGTCACATTTGTTTTATTA
TATTCACACTTCACATTCTCCTGTGACAAAATGCGTTTGTATTTATAGATCATGTACATC
TGGTTTTCAGTGATACAGTCTCTGCTAAACTACAAAGACACTGTCCAAAAAAAAGAAAAC
ACATTTGTTTCCTCTCCCTTTGGAAAAAATGCCTCTAATCAATCTTCACCTTCCTTTTGA
GCTAGATTTACAACTTTATCACTTTTTATCATCAGAAATGGTAAAAGGTTTTTCCATCAA
CTTTTTTCGATTGTACAATATCATGTTTTCCTCTGAAATGTCACTTTAGGTTCCCCATCA
TTACCACTGGGAATGAAAACTCAAATGTAGCATCAAAAATGTCTTTTAGAAAATTTGAGA
AGTGAAGACAAGCGACCTTTTCTCAGTTATTGTAGCATTCCAGACTCACCAGATAATGAA
CCTGTCACAAAAGGCTCAGTGTTTACACCTTCCGGGATGTATTTATGTGTAACTACTGTA
AAGAGATGTCTTAAAATGTTATATGAGTTGTAATTGGTTTAATGCTGGTTTTGACTTGTG
TGTTTGCACCTAGATGTCCTCTTTATTCACAACATTTGAGGCTATTTTTTTTTAAATATG
GCCATCAGCCAAAAAGAACTTTCTCTGCCAGCAACTGAACCAGGTGTATAGACAAATAAA
TTAAGGAATAAATGAATGTATATTCACTAACATTAAAGAAAAAGAAAGTCACCACTACAA
AAGCTAAAGAGCAGGGAAGTTACCAGCTCTTGAGACTGCGTTAAAGGGGAAAGAAAGAGG
TATAAATTCCTTTTCCAGTTAAAAAAAAGAAAAAAACCCTAGTGTTTACAAGGAGCTGTT
GGCAGATCCATCAGGCAAGTCATGAAGGAGACATCACGTCACTTT
>CL10790Contig1
TTTGACAACAGAAGATTTTGGGGTTTAGCCAATTAGCACAAAATCCACTTACACACTAAA
TAACTTGTAGATTTGATTTACTTCTCTGGGAAAACGTAGCTTTTCTGCAAAATTTACAAT
ATACTTTTTGGACTTGTCAAAGTCACAGGATGCAAGCTGCCTCACATCTGTCATTTCAAA
AAAATAAAGAGAGGGCAAAACCAAATGTTTATTTCTCTAGCAATCATGAACAAGATGGGA
AGCTCTAAAGAACAGGTACAACAATAATAATAGTTCTACATAATGCTGTAAAATCTACAT
TCAAAAAAACCAAGATGTACAATTATGTACCAGAGTCCCTTTAAATAACTATATCAACAA
CAGCGCGTGTCTCTCAGTACATCCATCTGAAATTATTCTCAATGTTTCTCAGTCTCGTGG
TTTTCAGAGGAGACGCTCTGGAAGAGGTGAAGGTCAGACTACTGGATAGGAAAATAGAAG
ACTTTACATAGTCTGTAGTGGCTAAAGCCTTGTGGCTGAACGTGCCCCATCACACTGGTG
CATTAAATAGTCTGTTCAAATCATACAGGTAGCAGCATAACCCTGGAAATGGAGGGGTTA
AAGAGGAGAATAGTGGGTGAGGATGGGGATGCTGTGGAGCTGGAAGGATGGGAAGCTAAC
AGGAGGGCTGGGAGCCTTTAAACGTGGTCAGTTCACGGCACTACTGCACAAGGCTGTGCT
CGGGGGANGCAGTCTCTGTGTTGTGGCC
>CL10791Contig1
TCGGCACGAGGGTATGTTTGGTCTATTTTAGTTGTCTCCTATTTGGGTTTCTGTCGGTGT
TGTCTGTTTTATAAAAATTTGACTAAGGGAATCTATAAGTAAGCTGTGTTTCACATGCCA
CTGGTTGGCAGGTTTTATGTTACTCTCAATTTTATAGGCCTGTATATGTATGTATATATG
TATATACTTAGTTCTTACTTATTTAATCTTCTACGACTGTACAGTTTTAAAGCTGTTTTT
TTATATGTATGTGTGTTTCTATAAAAAATTGAAAATCTTTAAATAAAGTGTTCAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGAAAAAAAAAAAAAAAAAN
CCNAAAAAAAAA
>CL10792Contig1
TATAAAAGAGGATTTTATTNTTATAAACAAAGAATGAATGTGCTGCAACATGTTTTTGTA
GTAAAAAACTGAAGGCGTCTATCATCACAGTGGTTCCTGTTTACCACGCCAACCACAGGA
TACATTTACTTGAGAAAGCAAAACAAACCTTTATATACATGTTTAAAAATAAATGTCTCT
TTTGAAAGCTACATTAAATGTGTGTAAACGAACAGATTTCTCACACTGAATAAACCTTAC
ATTTGGATAAAATAAAAAGCTGTAAAATCTCAAAATACTTGAAAAAAAAAACACTCTGCA
CACAGAAGAACCAATAAGAACAAGTCCCAGCTACATAGCCCAAATAAAAGGCACGGGTGC
CAAATGTTGGGAAATGGTTTGGCACTGGAACGCCACTCCTCAAAGGGCGTCCAGCAGCTC



CTTTACGGCGACGGTCGTCAGGTCGGAGTAAAAGTTTCCCTCGTTGTCTCCGCCCCCAAA
CACCAGCAGAGTTTTCCTGCAGCCTTTCCCCTCCTCTTGGAAACCATGGANACTGCCCGT
TTCCATGGCGATGATGGAGTGTCCCGCTCTGGGAACAGACAGCTGAGGGAGCGCCGCTTC
CGTCCAGCTGTTGGTCTCAATGTCAAAGATAAAGGCGTCACCGAGGGCGTTGTTTCCGTT
>CL10793Contig1
TGCTCCTCTTTTATGTCCTCGCTTTGTTCTGTTTATCGTTTTCTGCTGCACACATCAAGG
CCGCCGCCGCCTTTGCTGCAGGACGCCGCTGTGAAATTTAAAGGTGACATTTGCAACAAA
AGAGCAGCCGGGAAAGAGCAGAAGCGCCGCGGCGTGCTCCTCTGATAACTTCGGTTTGCC
TCTGGGGGGGTGGAACGGGCGCCCACCCCCACCTCTGAGCAGCTCAAAGCAGAGCCGTTG
CTGTGAAGGCGCCGTTATCGGGCCGCCGTTTAAAGGTGGGGGTATCGGCTTAATCTGGAG
CCCTGGGAGAACATCTGTCGCCTGCACAACGCAGACCTGCTGGAGGGGGGCAGAGCCCCG
CGAGGAGGAGGAGTTAACAGACGTGAACGGAGCATTTCCCACCAAACATGTCTGCCGCCG
CTGTCCAGAGGAGTCAGGATGTAGGAGGAGCTCCTGGTGTCACAGTCTCAGCAACGTTCA
CACCAAACATGCGACTCTTGACGGCCTTTCAGCAAACAGTGTCCAGACTGGACGGCAGCT
ACGGGACACCGTGGCGTGTCCACAGCTGGACGAGGCTTGGAGACGACGGGCCAACGCAGG
CTTGAAAAGCGCAAATACTGAAGGGCGGCGTGAGCAAAGCTTCAGCCCCGGCTGTCCTGA
CGGGTGGATACGGGCGGGAAAATGCTCCAAGTAGCACACAGGTGACCCTCAGGGGATATG
GAGGTCAAAGGTCAGTGAACCCGTAGAGAGAAAATGTTCGTGCACATTTTTTCTAGGTTC
ATGCTGCGGGCGACAGGTTGTAGTGAACACAGGGATTGTGGCTGAATTCCTTCCCTACGC
ACTACAGAGCTCTATATAGAGCTCCATGTATGTGGAGCTCTGTAATGATCTATAT
>CL10794Contig1
CGGCACGAGGCAGAATGAGGTTCAACAAAGATTCAAAAATGAAAAATCCAGACATGAAAC
TGACATCTCTTCATTATGACAAGGCTTGCAAAAAAGTTGAAGTTCACTGCCAAAGTATGA
TTCAATAACACATTTTGAACTCTCAAAGACAACCTTAAAGCCAGATAAAGAGAATGTTAG
AAGCTAAGAACAACAATATGGTTACAGTAGGAATGGCTGCATATAGCAGTTGCTAGATTT
TCTTTTACATGTTTACTCAAAATAGGCTCCGCATTTCTAAACCTCAGAAATCCATAGCAT
ATTATTATAACCACGGTTCTATCATTTTCATTTATGACACATGCTGTATGTAATTTTGTA
GCCATATAGTTTATGGTATAAAGTCTCAATGAACTATTTTTGTTATTGTGCGAGTGTGGC
TGTAACCGTGCCTTAGGCTGCTTATTACCCCCAGAGAGCTGTCAGGAGGCGGGGGCAATC
AGGGCCTGCTGCAGAGGGAATGACCATTCAATGCGCTCTGAAGCTTTAATTTGGTGTTTT
TCCTTCTCTCTTTCTTTTTCTTCAGTAAAAACACTTAGAAGGTGTATTTTTGAATAGTGT
ATTTAAATGTGCTTGAGTTTCCACAGCCTCCCTTGGCGTCTGTTGTTTGTAGCATGTGGA
AACAGCTGAAAGTGTTTTGTACGCCATGTTAATGTTTTTCATTTTCTTGTGTGTTTAATT
GTACTGCAAAGCCCTGAGCTCTCTACTATCATATTATTAGACATTTTAATACCTGAACAA
TAACAGTTAAACACTGTTTTTGAAAACTAAAATGCAATTGTAATGTACATTAAAGGAGAC
TTTGGGATAAATCAGATGAGGAGGGTCGAAGAAGT
>CL10795Contig1
GCGCCCCCCTCCCTCAAGNACCGATTCTGTCGTAGACTAGCCCGCCTTTCACTTAGAGCA
GACTCAAAGGCTGCTCGCCGGGAAATGGAGAAGAAAAGGTGGGATTGCAGTGCTCTCCCA
AAAGGCTGGAAAATGGAAGAAGTGACCAGAAAGTCGGGTTTGTCAGCCGGGAAAAGCGAT
GTCTATTACTTTAGTCCATCTGGAAAGAAGTTTCGAAGTAAGCCTCAGCTGGCCCGTTAC
CTTGGTAACCAGATGGACCTCAGCTCCTTTGATTTCCGCACGGGGAAGATGCTGATGAGC
AAGCTGAACAAAAACCGGCAGCGACTGCGATACGACAACAACAACCAGAACAAGGGCAAA
CCGGACCTCAACACCTCCCTCCCAGTCTGTAGGTGAAGGTCAGCAGGAGGAGGAGGAGGA
GGAAGAGGAGGCCGCTCCGTCTGTGAGGTGAAGGTGGTAAACCCTCTACCAAAACGTTAC
CACTGAAATAGTTCCAGAAACTTAGAACCTCCTAAGAATGTGGTTCTTCTTGCGTTTCTG
GTGGATTCTGGGTTTTTAGGAAAAACAAAAATACATTTGTAGCTGTTTTCCTAAAAAAAA
AAGTGTCATTAATAAAGAACTGCTTCAAATTGNCTTTAAAATAAAAGTTCAAATGTAA
>CL10796Contig1
AGGGGAAGATTGACACACGGAAGGGCGCGTGCGTCAGTCCTCGAGAATGAACAACATTCT
CGGGCATTTGAGCCACGGAACCGAGCCCAAACCGAACACGGAGGACCGTTCATCACCGTG
AGACCACCGCCCCACGGAGTGACCCCTTTAGGCAACGGCCAGTGAACCAATGGAGGACGG
AGACGCCGGAACCACGAAGGAAACTGGGCCCGCGAATTCGGGTGACTCGAGCTCAGCAGC
GTCCGCCGGGAATGGACCGGACAGTCTAACAGGTTCCCACGTGGAATGGTGTAAGCAGCT
GATTGCAGCCACCCTCTCCAGCCAGATCTCCAGACCCGGCCCGCCCGACACGTTNAACAG
GGAGAACAAGGATGCAGATGAAGGACTTTGTTGCCGTGGAGAAAGTGATTCTGAGCAATC
CTCCNATGCTTTGGCAAGTGTCTGTCTGCTCTTCTCCGTCTTCAGCTCCTCTCTCTCCTG
CTTCCTGTTCTGCGCTCCCAGCAATGTCCCGTTTTCTATTTTCCTCTAGAAATCCTTTCA
TCCACTAGAACGAGTCTGTGAAATGTGAGCGTTTAGGTTTGCGACACAACAAAGGTTTTC
TGGAAGGCATTTCGTGCTTTTATTTTACGGAACGACCCCCATCAGGGATGGAAGACCGCA
GACCTCGACGGCACGTGTGCTGCTGCTTTTCCAACCACCTTTGCTCTCTCAGCCTCTGAT
TGGCTGGACACAGCTGCCCAAAGAAAACGTCGGGGTGGGCAGTAAAATAAAAAAAACTCT
TTTGCAGTTATCAGTTTATTCCAACCTTTAGGATGTTTTCCCACAAAACAACGGAGTTCT
GCTTTGATGAAACATTGATTTATGATGCTTAAGATGCAAATGGAAGCGTATTAAATAAGA



AAATTGGACTGTTTTTCATTGTAGTTTTCTGTGATGCTAGCTGAAATATCATAAAGAC
>CL10797Contig1
ATTTATTGAATAATTAAATCACACAACAGAGAGAACAAATGTAAATTGTGAAAAACGCTT
TCCTTTTCTTAAACGTGTTGATCATGAATCAACTTTTATTTAAATACTTGCAGCCTCACC
GACAGTGAACAGTTAGAAAACTCCCCGGAGATCATTTACAAAGTGAGGAAAACTAATGTA
CAAAAAAATCAACAATAACTGTTCCGATTTGTTTTTTCGTTTCTCTTCGCTCAGGCGGAG
GATTCCTGCATCCACAAGTTCAGAAAAAATAAAGTATAAAAATAATAAATTAAGAATAAA
GAACATTTGTACAGAAACCGAGAGCTGCCCTTCTGCCGCCGGGAAACCTTCTCCTCTCCA
GCTGAAAACGTCGCAAATCCTCCAGGAAAACGTTAACGTGAGGTCAGAGGAGTCGCCATG
GCGACGCCCGGCCAGATTGATTGAAAATGTTGGCGGAACAGCAGAGTTGTGATCAGGATG
AAAAAGGGAGTGGAAGCTTCAACCCGCAGCTCTCTGATCTAACAATAAAACTCTTCGATG
TCGCAGAAACTCGCAGAAGCAGCTCATGGGAGGGGGGGAAGGGGGGGGGGGTCTGCNCTA
AAAATGAAAAAAACAGNGCAAAGGAGGANTANAANAATAANTNCTANNAAAAGGAANGAA
NGAAAAAACTTTTGTGTTTTGAAATTTGAACATGGAAAAAACAAAAGTTAAATTTTTAAA
CAAACTTCCTGAAC
>CL10798Contig1
TGCGTACGGGCGTTAAACCCGGGCATTATGGCCGGGGGGCAAACTAAAAGACAAGAAGAA
GACTCGTGCCACAAGGAAGTAAATTGAGCTGTAGTGTGAGTTCAGGTTTCCACTTTTTAA
AGGTTTTTTTTCCTTTCTAGTTTAATTTTACATAATTACTTTTTCAAACATGTATCCAGC
CCAGAGCATGCGCAACTTTGTCTGTGATCGCTTAACTGCGGCTGCGCGGGAAATAGTGGG
GGCTTTTGAAAAGAGAATTGAGGATTATGAGGCAGAAATCGCTCGCCAGCGCAGAATGTT
GGACACGGTTTTTACACCTGAGCCAAAGTTTCACAGGTCAGAGAAAGATCTCCCCAGTAA
GGAGGGTAAGGTGGTCCAGAACCAACAGAACCTCGGTTCTCCAGAGGAAGACTCCAGACT
TTCATCACAAATCACCCAGATCAAAGATGAACATGAAGAAATCTGCATCAGTCAGGAGCC
ATCAAGGCAAACGCAGCCCTCCAGCTCAACTCCAACACCCGCTCCTGATGTCTCAGAAGA
TCAGCACCGGCCCTCGGAGTCAAACCAATCAGAGACTATAGAACCTGGAGAATTTCCGTC
CATCAGCTCAGAAAAAGATGCAGAACCTCAAGCAGACAGGGAGAGTTCTGCAAGGTCAAC
AGCAGAGGATGATCTGGAAGGACTTTCCAAAACCAATGATAGATCTGAGAACGAGGACCG
CACAGCCTTTACCGATGGATGTGAAACAGCAACTGGAGACGTGGAGGGCAATCCAGATGA
GGAGATGCCGGATGTGAGCTCACTGTCGGCTGCAGGTACTGAGCAAACG
>CL10799Contig1
TGTGGTTTAAAAAAGATTTGAAAAACTTTCTAGGAAATTGAGAACTATTCCTTCACATCT
GGTTTTGGATTTCAATCTCAAAGCTAGTTTGAGGGTCTTTTCTCACAAAAACCTAATTTT
TATGTCAATTAGGCCGATGTGTTTTGGTTGCTAATCCAGTTGCAGTTGGAGTTTGTCGTT
CAGCCTGACTGTGAGGGTGATTCTATTGTTCCTGACGTCCCCACATTGGGTGCATGATTG
CGGCTGATGCGTCCTGCTCTCTCAGGAGGCGGTCGGGTCTTTAGAATAATCAAAGGTTAG
CCGTTCTGTCTCCTGCCTTTGTCTTCGGCGGCTCATGCCAGCAGAGCAAAGACTCCTGTC
TCCAACCTGCACCCCCATCACACAAAAGGCTTTGACATCACTTATTTACAAGCTGATGGC
TGGCCCAAATTATGTGATAATGTTAATGGAGGGGGGTTCCTTTGAACTGCTGGAGAACAG
TGTCTGCATCTCTTATAAATCAGCACAAATTTGCACCTTAAAATCAAATATTTATCTCAC
AAAAGACTCTGGAAGGAGTTCTTGTAAGCTATGTTGAATCAATAAGACAATTACATTGTG
AAAACTCAAAAAAAAAA
>CL10800Contig1
GGGCTTCGCTAACGGAGCAGCTGGGGTGGAGAACATTTGGAGACAAACGTTCAAATGCTA
ATCGTTGATCTGTGGCTAACAAGGACCAGGACCCTGACATAAAAGCCAGATTTTTTTCTT
TGACCTTCAAACGTGGACACTTTTATATTTTCCCTGTTGGATTTACCTTGGATTAACTTG
TGGGGCAGCTGGAAAACTAAATTTCATTTGGATTGAGTGGGTTCCTCTGGACAGAAACAT
GATTTAACAGCTGTGTGGCTTCCTGTGAGAGCCGGACAACAAGAGCGACTGACAACAGGC
CAAATCTGACAGACGTTAGAGTGTAGTGACAGCAGGAAGGGATGTCACGGCCTCCTTCAT
CTCAGACCACTCCTCAGTTCTACAGAGTCAGTGACAGAGATCTGACCGAGATTGAGCTCC
ATTCTGTGGACTCCATCAACGATCTGCACCGAACCCACGCTGAGCACAGCCACAAAGGGG
TGAAGCCTCCTCCTCGCCCGGCATACACGCCGTCCCTGAACGGCAACCTGTACACACGTG
ACGGAGCAGCTGCCAATCACAGAGGTCATCCACTCAGCAGCAAACTGCAAGGCCATCTGC
AGGACCTGATGAGGCCAGGTTCATCTCGAGCCTACGCCATGACCTGCGCTGGTATTACAG
TACTCCTGATGACGGTGCTGCTCGTATTCTACTTCTTAGTCCAGCAGGGCGGGGCCATCC
GGATGCTGACCGAAGCAGTCAGGGAAAAGGAGGCTGCAGCCGCCCAGCTGACCCTGCTGA
TCCAAGAACTGCAGGCGCTGAGGCTGAACCTGACAGCCAGGAGAGGCGGGACATGAGGAG
CGCACGCACAGGCCATGCAACGCTGTGTGGCCTCACATACGCTTGTTTCAGGGCCGGAGG
GA
>CL10801Contig1
CGGNTGAGCTGGCGGCGCGAAGAGGGATAATACTCCAAAGCGCGAGTTTGGATTTAAGCT
TCGGATGTTCACACCCCGAGCAGCTTCGGGTTGAACTGCTGTTAAATGGATCCTGTCTGT
TTTTGGACATTTAAACTGGCTTTTGTCAGCAAGTAGGGCAGTCCAGCACTTGCCCATCAC
TCCCAGAGACGCGGAGTGGACCTGACCGTCATTTGGACACATCTCCCACGCAGAGAATTG



GAGAATTTCTGCGCCCGGCCGCCGTGGATGTTTTAATATGCTAGTATGGGTCCACTAGCA
TTCATCCTTGTTAGTGGATTCCTGTATTCACAAGTTGATGGATCCCGTCTACGCCAAGAG
GATTCCCCACCCAGGATAGTGGAGCATCCCTCAGACTTGATTGTATCCAAAGGGGAACCC
GCCACACTCAACTGCAAAGCAGAGGGGCGGCCGCCCCCAACAGTGGAGTGGTACAAGGAT
GGGGAGCGGGTAGAAACGGACAAAGATGACCCACGTTCACACCGTATGCTGCTTCCTACT
GGCTCGCTATTCTTCCTTCGCATTGTTCACGGACGACGGAGCAAACCGGATGAGGGATCA
TATGTCTGCGTGGCCCGGAACTACCTGGGAGAAGCTGTCAGCCGCAACGCATCTCTAGAA
GTAGCATTGCTGCGAGACGATTTCAGACAAATCCATTGAC
>CL10802Contig1
GGCACGAGGCCGACTGCGAACAGCTTCCCTCCAGCACGCCTCATGGCTTCCACCGCTCTT
TGCGCATTGTGCGGATTTATTCTAGCGGCTGTGGCCAGTCTCCACTGCGTCAGCGCACAA
AAAAGTCTGTGCCGCAACTCGGAATTCTGGAACTCTGATCTGGAAGTTTGCGTGCCCTGT
GCGTCGTGCAGGCAGTACCCAAAGACCCCATCATGCAACACATGTAAATCAGTTGAGGAG
ACTTCTGATGTGTGGAGACTAGCGGCCATCACCAGTTTCTCAGTGCTGGCTGCGGTTCTG
GTTGGGGCTGCGCTGATCATCGGAGTCATGGTGCTTCGGCGCAAGTCACACAAACAGCCT
CTACGTGAACCCATTGAAGAGACTGCAGGGCCTCTTTATCAAGCTTAAACAGCTGACCTC
ATCTTCTTCTGGAAACAGATGAAAGACACCAGGCGGAGGAACCTCTGGACCACAATCATA
GCCTGACTGCAGGGTGTGCCTTGACCGGAATCGGACCATTTTTATTTATTAGACTGTTAG
ATAAAAAGATGTGCTCAGTTCTCAAGCTCAGTCGAGGTTCTGTGGTGAGGACGGGACTTA
CTAAGAGCAACATTCCTATCTTTGATGGAACAGTAACACCTTCCTACCGTAATAGTGGTC
TCATCT
>CL10803Contig1
GCAGAGTTTCCCCCTTTAAGNCACGTTTTCAGCCTCTGTGATGCTCTGTGGATATCGGTG
CGCGGGGAGCCCCCTGTGCGTTTGAGGCTGCTCAGATTGGCACCCACTGTTCACACCCTC
ACTATACAATCGACGCAGCGTCACTGCAAGTCCAAACCGACTTGACTTCATTCCTCAAGC
CACATCATTACAGCTCCTTTGTGTGACCCGACGCAGTCCATCGCCTCTGCACTGCGTTTC
CAATTTGGATCGGTAGCTTTACGCATCCAGGACGCACTTATGCTGCTTCCAGTCCAGAGG
ACCCGGAGGATGGTGCTGTGGCGACGCAGACATCAGTAGGACAAGGCTTAATTTCCGCGG
ACTTTAGATGAAAAAAGTTTGGTCCTTTTATTAAGAGTTTTCAACCAACGCGCATCGGAG
GAACAGTAACCAAAGAGTGTAATTTAGAGATCGGCAATCTTCACTTGAACTCCAGCGCAA
CCATGAGGGACAGACTAAATCACCTGCAACTAGTGTCCAATGTCAACATTGAGCCAATGG
AATATGAGGAGTCCACTACGTCTGACTCCTTCAGTAACATCGACCTGGAGGAGGAATTGC
CTCATGAGGCAGTCATTTTTGACAGTAGCCCTGCATTGTCTGAGATCTTTTCCCAATCAC
AAGACATTCACAGAGAGATCCAGCTCATCCGCCTTGAGGTGAAAAGGCTTCGAGAGCAGA
ACTCTCGCATGTTCCAAGGCGTCACCACCCTCAGTACAATCAAAAGAGACACTAATGCTA
TCGGTGCTGACATAAAGAAAAGGGTAGAAGGTGTGCTAGCCCGCCTGCACGACATGGATG
GAACAGCCCATAAGCTGAAAGAATCTTATGGCCCTAATTCTGCCGTCACGCGCATCGCCA
GAACCCAGTATGCTTGCCTCAGTAATGGTTTTCGTGACGTCATGTTTGACTACAACGAGG
CTGAGATGAGCCATCGTGAGACCTGCAAGACACAGATCCAGAGGCAAATGGAGATAGTGG
GGCGTGAGGTGACGGGGGAAGACTTGGAGGAGATGATTGAGAAGGGCCAGTGGAACATCT
TCACTGACAATGTAGTGACAGAAGGTAAAACCGCTCGATCAGCTCTGTCCCAGATCGAGA
AGCGTCACCAGGAGCTGATGGATCTGGAGAATCGTATCAAAGGTATCCATGAAATCTTCC
TGGACATCGCTCTGCTCGTGGAGGAACAGGGTCCCATGCTCGACACCATCCAGACCAACG
TTCAAAAAACAGACGCAGGATTGCAGGATGCCCTCGTCAAACTTCGCACCGCCAAACGTC
ACGACAGAGACAACCCTTTCAAAAAGATGTTCTGCAGCTGCTTTCCATGTTACAAATAAA
GACAATCAAAAAAAAAACATGGTTGGAGGGATGTCACAACAAAAAACAAACATTTTCTCT
CTGACATTAGAAAATTATGGTTACTGAATGAACACGGGCTGGTTAGAATGGGACAAAAAG
TTTTGCTAGCATAGGAAAAAAAACCTGTACTTTAATTAAATTATTGTTTG
>CL10805Contig1
GCCGTTAAACCCGGGCCTTATGGCCGGGGATCTGCACGGAGTCTGCTTTCATTGCGAGAT
CTGAAATCGAAAAAGATGACAGCCCAGGAGGTCCGTCTGTGTGGTCTTCTGCTGCAGGAG
CACTTTGGAGAAGTGGTGGAGAAAGTGGGAAGAAATCTGCTCAAAAGTGGAACGCAAAAT
TTAAGAGCCATTGTTCATGAAACATGGCTTGTCAGTGGATCTGGTAAAGAAGTCTCTGTG
CGTTCTTATGCAACATGGAGCCTGTTCGTTTATTCAAGGTCGAAAAGGACCGGGGAGCCC
GACGGAATACAAAGCCCACTGCGATCGGGTACTGAGAATTCTGCGCTACCCACGTTACAT
ATACACAGCCAAAACGCTGTACGGCGACACCGGTGAGCTTATCATAGAGGAGCTGCTGCA
GAGGGGCCACATGACGATGAGCAACACAGTTAAGACAGTCGCAGACCGTCTAACTCAGAG
TATGGACGAGGGGTCGAGCATGGATTATGGTGAAGTGTCCGCCACCTTTTCCAAACTGGT
AGAGACTCATTTTCTCCAGCGCTGTCCCCCAGCAGCAGGAGCAGGAACGACAGGGAGCAG
TCAGACTGCCAATTCGACTTCTGCAGCTCCTGCCAGCAGCACTGCACCCACACCGGAAAG
CTTCCCCGACTGCTACAGGGTTCCTCAAGTGACACTCATAGGCCGGAGCAAACGCTCGCT
CGCCAGCGAGGAAGGAGAGGACCNNNNNANAAAA
>CL10806Contig1
GCCTCGTGCCGAGAAAAACAGGCGGAAAATCCAGCCTCCGAGGGAGGAGAACAGCCAAAA



GGAGGAGAAGAGGAGGAGAAGAGTGAACCGCCAAGAGAGGAGAGTGACAAAGAGGAGGCA
CAGGGGACGAAGAGGAAGAGGGAAGATGAAGTGGAGGAAGAGGCGGGACCAAGCACAGAA
AAGAAGAAGGTGGATGAGGACGCCATGGCGTCCATGCTGGCAGATTTTGTGGCGTGTCCA
CCTGATGATGAAGCTGCCGCCGCCGCCGCCGGATCAACCTGTTCATGAAAATCTGCCTTT
CTCTAATGAATGTTAGGATTACATTGATGTGTACATAGATGGTTGATACATTGATACATT
GACATAGATGGTCAACATTAGATTTCCCCCACATTTTGTCATCCCTACAACACTCTTCTG
ATCTTATTGTGAAAATCAAAGTCTGTTCATCATCCTCTACGTTCCACAGCATCTACTAGC
AGAAACTCACAGAACCATGTTAGCTGTTACCTAAAACCATCACTCTATCCGTGCATGCAG
TACGGATTCTCACATCTGTGTCCACTTTGAGACATTTCTGTTTTGTCTTTTTTTGTTCTT
ACAATAAAGTATTTCACCAGTTTTTTGGAAAAAAAAAA
>CL10807Contig1
TGATACTTTTATATGAAAGCAATGTATACATTTATAAATTTGGAAAAAAAACCACATTGA
AAAGGCGACATTTTGAGATAATTCGAATCAAGGCATTAGTAACATCTTGACAAAATTTTG
TTCGATAATAAAGATATAGACATCAATTAAACTCGTTTGAAAAATAATAAATGAAGAAAA
CTTGAGCCAGATTAACCCTGAATTCTTCATTGTGATATTTGTTTAACAGATTACTGGTTA
CACATCAGCTCTGGCCTTTGGAGCAAACAATCTTTACAGATTTCTCATCAAACAAATCTC
TGAGGGATGTTTTAACTCACATTAATTACAGCACACATCTTTTTTACAGCTTTTAATTCC
AACACTGTTGTAAAATGATGTAAATACTTTAATGAATGCAACACAAACTTGGAGCAAAGG
CATGAGTGCAGGTTATACACAGAGAAATGTTATGGATGTTTTTGGTCTACGTTGGAATCT
ATTTGATTTTAGACAAAGCAGCAGCTCTTCTCTCCGTGTTCTGGAATAAAGCTCGGATCA
GGCTCTTCACCTCCGAGCTTGAAAACTCAACTGCCAGAGGACCTTTAGCATCAGCCCACC
TGTGAAGAAAAGTCACAGGTATCAAACCTATACATAAAACAAGGTTTTATTCTATATCTG
AATGTAAACAACTAAGTTTAGGGAGTCTAGATTACAAAAATAAAACACATGGGTTTAAAA
TACTAATTCCATCCATTCATCCTTCAA
>CL10808Contig1
CCTCGCAGAGGGAGAGCTTTGTCAGGCTGAAGCAGCGGTTTACAGTAAAAATGGTTTTCT
TCAATTTCTTTTAAAGAAAAGGAATGTAAAGAATGTAAGAAAAGTAAAGAAAGGATCATT
CAACAGCACTGAACCTATGTACAAAAAAAAACAAAAGTTGTGTTAATGGCTGCAGTGTGT
CTGCTTTGTGCTGCACGTCTCATCGACCACATCCATTTGGGATTTCATTCACTGTCGTCA
CATCTGTCGGCTGTCCACCGTTTAGAGGAGTCATGGCAGCAGCTCCTGGGTCTTGTTCGT
CTTCTCATCATTTAACCAAAGAACAGTTGAGTTGACGTTCTAGTCCGGTTCAGCGGGAAC
AGCAAAGGTTTTCTTCTTGAAAAGTATGTCTTTAATCACGAGACACACCCAGCTAAAGCA
AAACAGCAGCAAGATGGAGGAAGGCCGACGGTGACCCAGAACTGAAAGAGCAGGACAGTA
GAAAAGCTCCAAACCATCCAGACGTTCGTCGAAGAGAAGACGTTTTCCCGGTTTTCCACC
GTAGTTCCACTTCAAAGGTCCACACACGAGAGAACCAGTCGAGACGAAGCAGCAGCGACG
CCACCGAATAAACCTGCTTTTACCAAGCGCCATCTTTCTTTTTTTCACCAAAAGATCTTC
CTTTAAAAATATGTATAAATGTATCTATGTCAATTCCACTGCATTATTCGGCCCCTCC
>CL10809Contig1
AGGCGTTTTGGTTTTATGATTGTTTAATTTCTGGTGTTTTCAGCAGATGTTGAACCGATC
TGGAGGATTTCCTTTGAACAAAATCCACCCTAAAGTTGGTTATGAAGAGAGGAAAATTAA
GCTGCTTGTCCAGGTCTTGCACCTCCTCTCATTTGCAGCTGGAGTTTGCACAGGACTCAT
GTCTTCACTGGATCAGAATCTGAATATTAAGATGGTTTTTGTATGTTTTTAAGCACAAGT
ACATTTATAAAAGTAATTTGAAATTTGCTCAAAACAGGCTTCCAGCAAAATGAGTATATT
TGTTCTCATGGAAAAATGGTAAAGATGTGTTTTACTAGACAGAAAATAATTCCTTTCAAA
TGTTGGACACCAACTGAAAAGGTCAGATACTCATCAAAGGAAAAATGAGGGAAAGTTTGT
CTGTAGTCGTATTAGATTTAAAAAAAAAAGACATATAGAAACCCAAGTTATCCTGCTTTC
ATGGGAGGAATACGTTTCTACCAACTGTCACTAATCAGCAGAAATACCAAACCTCATGGA
AGCCTAAGTTTGTGGCTTTCTTAGTCTGGATAATTCAGGTGTCTTTTATTGAAATAAAAA
AAATCTAC
>CL10810Contig1
ACGAGGCAGTGGTAACCGCTTAAACTTTTTGTCACGAGTTGCTTTGTTTTCTAGTCCTCA
CCGGCGAGCGGGGGCCTAAAGGCGGCGCCGGCGCTCACGTGGAGGCGCAGCGCCCGACTG
ATCGTGAGACGTCACTTCTTTGTTAGAATGTAATGTACAGAAGTCGGCCATGACCTTCCT
TTGTTGGTATTTCCTCCACACATGTATCTCAGCAGCCCCCAAATAAAAGAAGGCTGATTC
CAACAGTCGAGCTGCGCCTCANAAAAAAAA
>CL10811Contig1
TGATGCTTTATTTACAATCAGAGTACAGCAGAAACATGACTTCAGGGGGAGGGGCTTCTA
CAGTGCAAATCAAACAGCAAGATCTTGTGGTGATGTCCTGGCTGAAGATCCCGAAGGCGG
CGGCGGCGGACAACCACGACAAACCCACTGTGGAGGAGGTCACAAATGTGCCCGGTGTGA
AAACCGCTCTCACTGTCGGCTCCTGCATGTAACCACGCCACCGCTGGAATGTGGGAAACG
GCGTTTCCCCTAACCCTCGGTATCAAACATCTGCAGCTACCGCCTGAAGCTTTGGCAGCA
CCACAGTCTGAACACACGTCTGCCAGCCCAGAGCGTAACCGAGACGACCACGACATCTGA
TAGATGCATCCCTCCAACCACGGCCTGCGCCTGGAATAAAGTCGGGATCAGGACTCAGAG
GAACATCCTGTCCAGCTAAGACCCAATCAGAGCTCAGACGGTGACCCCGTACAGATTCAC



ACAGGTAGACACACCTGATATACAGAAACCCACCTCTACCCATCCTCGCTTAAGGCAAAC
AGGATTTCTGTTGAGTGCACAAAGCAGCAGTGTTTGATCCATGGGTGGGCGTGGCTTCAT
ATCTNGCATGTAGGATGAACGTTTGGCGCCAGATGGTTAACAATCTGAGGCTGGACGCAC
AACCGCAAAGCCATAAACGTAATTCTGGTTTAAATGACTAAATGTCAAAGTGCCTACA
>CL10812Contig1
ATTATTGATGTGCTAATATCACGATCCTTTCAGTACTTATTAAGTTATCAGCGCTTTGGA
TCTGTCTGGACGTCATTTTCCTCCTTTTTTTGATTCCAGTCCTCGTCTTCACCGTCAGAC
TGTTACATCTCATTGGTGAAGATGGAAGGCAAACGCTGTCAGGGCTTCAGCAAACATTTC
AGCTCGTCTATGCAATGTTTTTGTCGCGCTTTTGTTTTTACTAAGCACATTTCCAGAGAG
CACCAGGAAGTGGTTTCTTCTAAAGTGGTCCGAGGTTTCACAGAGGTCCCGCTCAGTCGT
GACTATNAAAATACATGAACATGTTCAGGTTTAAGATTCAGAAATGATGAACTAAAACAA
ACATGCAAATCAGTGTTTTATTTCTCTTTGTTTTAGGAACGAGCTATAGAATATATTAAA
CAGGGGTCTTCCTTTGTGTTAGGGTTAAGATCAGTCTCTCTTTTTTTTTTTACAAAACTA
TTGTTTAAAGATTATCAAGCCATATATTTAAAGTTTAAAAATTGTTTTGACATTGGTGAT
GACCTTCCTCAGTGTTTGCCTCAGCAGCATATGTGCCAAACTGTGTGATGCCGAACTGTT
CTCTGTGTAAGCAGCGGCGCCTCCAAATCAAAGATAATTCCACTGAGGTCCGTCTGTGAA
ATGGGCCCACAGCCTGCATGCTTCTAAAGTACACAAGCACCTGTGGCTGTGCTTATCAAG
TGCCTTTTATTAGGAATCTATGGAATCTAAGTGCTGTCCTTTTGGCCAGAAGTGCAGCGG
TTTAGCACTCCGAACTGTAACAGCACGAGTAGCTTTGCTTTTATCACTCGATTGTAAAAC
AAACTGAATGATTATATGACCATGATCACTCCAGATCCCCCTCCCCCCCTTTTTAACTCA
CATTGACTTTACCATGCAGGTGCACAGCAGAACCCCTGATGTGCACTGTAATAGAGATTT
ATATAT
>CL10813Contig1
ATTTGTGCAGTTCAATTTTACTGATGGTGTCAGCTTTGGCGATCACTGGGATGATGTTTA
CCTTGCTGTCCAGCTTTTTCATGGTGACAAGGTCCAGGGATTTGAGGGAATGGCCAGATG
GAGAAATGAAGTACAGACATGCGTGGACTCGAGAGTCGTGGTAATTGTGCAGAGAGCGCT
TGATTTTTAATTCCTCCTGCAAGTAACTCTCAAACTGCTTGTCGATGTAGTCCACCACTG
GCTGATAGCTGTCTTGTTTGTTCATTTGGTCTCCAAAGCCCACAGTGTTGACCACCGTGA
GACGCAGCCTGACATTGGTCTCCTGCAGGTCGTAGGTTTGAGCCCGCAGCTTTACCTGAG
GTTCAAAGTGGGACGATTCAAAGTTCTCAAAATTGGTATTGAACAAAGTATCCATGAGTG
TCGACTTGCCAATACCCGTTTCACCGATGCACAGAATATTGAAGCAAAAGCCTTGGCAAA
TGGACTTGTTCACAAGCTGGTCCGGAAGGCTGTCAAAGCCCACATGGCCGGCTAGAGACA
GGGGTCTTGCTCCTTTATCCGGCTGCCGAGCAACATCAGAAGAAGCCATGATTTCAGACT
AAACTTAAAGGCGTCAATTAGGACAACTATTATTAATTAAAACTGGGGGAAAAAATCCGA
GATGATGTCCTATGAAATCCAGAAAGAGCGCCGTTGAGTCTGCACTCGACGAATGAAAAG
ACGATACCACCCCCGGCCATA
>CL10814Contig1
GTCGCTTTGACTTTGTGGCGTTCTTCAACGGCAAAGAGACAGACGATTCACGTCTGATTG
GGAAGTTCTGCGGCGATCAAACCCCAGAACCCATCGTCACCAGCAGCAACGAGCTGCTGG
TCCAGTTTGTGTCTGACTACAGCGTCCCATTGGACGGCTTCCTCGCCTCCTACACCAGCC
TCCCTCGTGGCTCTCAGCCACCGGCGGTGGGCTCCGGAGCCAGATCTGTCCCCCCAGAAC
CTGTGGTCAAACCTGTAGCCACGGTAAAACCCCCCAATTCCCACCACCACTGCCCCACTT
CCCCCCACGAAGCCACCAAGAAGGAATAATCCTAGAACCAGAGGCGAAAACCAGAGGGTG
ACCCCCTCCCGGCCAAACGGAAATAAGCCGAATCCCCAGAACCCTGTGTGTCCCAAAATC
TGCAAAAGAAACGGGACCGTGAAGACCGGCTTCTGCTCCAGCGAATTCGTCATAACCGGT
CAGGTGACCTCCATGGCTCCTGGGCCCAGAGGAACTCTGGTCGTCAACATCTCCCTCATC
AAAGCCTTTAAAGCCGGACGACTTACCATTACGCAAGCGGGAGAAACCATGGCGGTGAAG
CTGGTGTCCCGGTGCAAGAAATGTCCCCTGTTTCGCCGCGGCTCCAACTACATCATCATG
GGTCAGGTGGACGAGGAGGGGCGCGGTACCCTGGAACCTGGTGCCTTCACCGCTCCATAC
AAAGCCCCTCACCAGAAATTACTGATGAACATCAGTAAGCAGCCATGTTAAGGCTCACCT
TGAAACACTTTACTCTTATTTTAATTTTTTTTCACATACAGTTTTAAATTAACTGTTTTA
TACAAGCTTTGGTCAAACTT
>CL10815Contig1
AGCCCAAAAGAAGAAAGCCGACACAGGCACGCATCGAGCGGGGTTCGATGCNTACATGAC
GGCTNATATCTTCGCTTTCTCCTGCGCTCTCTCCAAGAAGGAGGACTCTGAAGTTGGCGA
AAATGAGAAAGAGCAGTCATGTCTTCCTGCTTGTCTTAATAAGGTCTATCTGAGCGGCAA
AGCAGCTCCTCTCAATGTGGTAAAAAGCACATTCACAAAATCATCCAAGGCCCACTTGCA
GAAGATGGAGATGGTGTGGGGTGGGAGCATGTAGTGCAGACACTCTGATTAGTATTAACT
TTTCATTAAATAAAAATACAGGATTCCTCCAACCGAATAGGATTTTGGCACTTCTTTTTT
ATTTGGATGTCACTGCAAAAGTGTTTGGTTTTATTTTTTTACAAGCATTTTTGACAGAAT
ATCTGCAAAGTGAAAGATGTTAATTCGATTTTGGCTGATATCATTTTTGCAAAGGGAATG
ACAACTAAATAATTTCATTTTTTCATCTATATAAGCATTATTCAGCAGCAAACATTTTAT
TAGCCATTGATTTACACATAAAGGTGCTGAGAAGCATGGTTAATTTTTAACATGTCATCA
GAAAAGACCTGGTTTTGTTCAATTCAGCGGCATTTTCTAAAGATGTTAAAAAAGAAAATA



AAGCAATGC
>CL10816Contig1
ATAGTACATAATTTTTAAAATACAGAAGAATTCAAATGTTTTCTTAATAAAAGATTTAAA
CACCTAATTTATCTTTATTTTTCAGCTTTAGTTTAATAAAAATGTAGTTGTCTCAACAAG
TTAGAGCCCATTTTTCCCATCTAAAGAATCTCACCCATTAGTTTTAAATTGATATAAAAT
TCTTCTAAATGGTTGGTGTTTTAAGAATAAAAGATTCTACCAATCAGTTTTTACATGCAC
AGTTATTTCAAGAATACAAAGTAAATCTTTTGTCTGATGTGGCATAATCCTTCTACAAGG
AAAAAAAAAACATGCATCCAAAGCTGACAAAAAAAAAGCAGAAGAAAAAGAAGGTTTACC
AANGNCNCNCANCAGGAAANGATNGGATAAAGAANCNCAATAAACNCNGANGTNGGGTAC
NGNCANAAATNCCATCAAAATTCATAAGGAANCANCCAGAGGTTCANGTTCGNAACACNC
NCNCCCNGCTAGATCTTCNGGGACTTTCNCNGCGACGTTGNCAGCCNCNGCGGGGGCGTT
GGCGNCTTCNCCNCNGTNGCTNGGNAGGCNCCNGNCATACAGCNGGTNGGGGCGCTCNCT
TTGATCAAGTCCCCCGTNGCTTCNGTCCGGGTCTNGTTTCACCGTTTCNCCAAACCGTTT
GCTAAACTGAACCATGACACCAGCGCCTCGCCATTTCTTTCTCCAAACCAGGTAACCAAC
CNCCNCCAGGAAGAGCAGCNCGAGTAAAACACTCACAACTCCNGCCACAAC
>CL10817Contig1
ACGAGGGAATCGGTTGTTTGGTGGTTAACAGGCAATACTTGACTCATTCCAGGAAGCGCC
ACCAAAAGGTTCATGTGTGGATCTGATCTTAGGCAGAACCTGAGGAGACGCTCTGCACGC
GATAAAAGTTTGAAAACCAAGCACAACTGGCTGCTTTAGAACCTCTTCTGTTCCGCTTGT
TTGTTCTTTAGAAAGTTTATAGTAGATTTATCTTATAACTAAAAGTAAATAAAAAATTCC
TTTCTTTCTATGAAAGTAAAGTATCTTGTGTGAAAAAGTCACACTTCCTCCCCCCATCCC
AGGATTGCTGATGTTTGGTTTCACGCGGCTGCTGTGGAAAACGATCGGGCGTCACGTTTT
TCAGTTGTGGTTTCTTGTCGACGTGTTCGATCTTTGGTGGACATGTTTGTTCGGATGTAA
CGCTTGCATTTGATTGTCTGACCCACAGAAGAACTTGTTTGTGTTTTGTGTTTCAGCTGT
ATAGAAATGTTTAAAGAACAAAATCACTTGTATGAAGAAGAGAATCGAGGACTAACAAAG
TTAACGAACCCAGACTTGTGATCATATTTGTATTACATTTCT
>CL10818Contig1
GTACTGGCCCAACCTCATTGGATACCTCCGGATCAGCCTCGTGTTTGGCGCCTGTTCGGC
CTGCGGGACACCGGCGGTCTTCCTCGGGTTGTACTCTGCCTCCGCCGCCCTCGACGGAGT
GGATGGATGGCTGGCCCGCAGGCTGGGTCAGACGTCCAGGTTGGGGGCCTGGCTGGACGT
TGTGGTGGATAACCTAAGCAGAGGCATGCTCTGGAGCCGACTGTTTAAGTGGGGGTGGCT
GGTGTCTGCGTTGGAGTGGTGTGCGTTTGTGTGCAACCACAGCGGCAGAGGGGCGCAGTG
GAAGGCCAGCTTTGGCAGCAGCCCCCGTCTCATTCGGGCCATCATGGCGAACGGGTTCTA
CACTCCTCTGGGCATGTGGGTGGTGAGCGGTCTGCACCTCCTCCCCGTGTGGCTGTATGC
CTATCAGGAGGGTCTGCTGTCCGCCTGGATAGACCTGCCGTTGTGGATCCAGGTGGTAGG
GGCAGTATTCCTGACCATGGGGCGTCTCTTGGCTCTGTTAGCTGAGATGTGGTGCATCTG
GACACACATTGAGTACCTGACCAGCGATGAGCCAGAGGAGAAATGCACTTGAAAGACTCT
GCAAATGCACTTATGTGCTGCACACTAGAAGGACTTTCCCCTCTGCTGCTCCTCCAGCCA
AAGACAGGAGAGTCCTGAGGAAAAGCTCTCCGTCCACCAAAGGGACGACTTCATTGGACA
GTAGAGAAAGCTCTGACCATCTCCAGAGGTCAGCTCCAATCTGTGATGGTCAAATAAAGG
ATTCACAAGCAGATTGAAAATGCTAGTCTGCACTGCTTTATTAGACTTCAGATTATTTAT
TTGTGTTTAACAGGCCAGGTTTTCTTTGTGGATTTTTAAATGGTCTTTATGTAAAATGAA
TTGGTCCTGTCTGTTGTCTCGTGTAATTTTTTATTNTAGGGTAGAAAAGTATCAG
>CL10819Contig1
TCTGACGCCTTCACAAGGACCTGACGGAGACCACTTCCTTCTGTCCTCTGGAGTCATTGC
AGCCTTATCAAACGCCACCCCAGACTGACTCTGCGATTTTTCCGACAATCAGCGAGGAAA
ACACATCTACCTCAACATGAGCAAGGATTTAGCTTTTCCCCCAGAGGAAGCCCTCCGTAC
TGTTCCCGTTTTATGGGGTCTGTGTTGAGGACAAGCAGCTCAGGACTTCCTGTTGCTCAA
ACTTTTCAAGCAACTGTTTTTTTTAAAAGACTTCTTGTAATCAGTTTCTTTGTTCAGAAA
AAAAAAAGATCTTTGAGAAATCTTGCAAGTAATCATCCAGAANAAACAAAACTCTGCTGT
ACTTAAAAATCCNGATCCTCCAATCAAACTAGTAGCAGATCATTAAAACACTAAGGATCT
NGTTTTGTTTGACGATACGTTTCCTCACTCCNGCAGTAGGTTTTCACATCATTTCNGCCT
TTTTTTTTTTTTTTNNNGGG
>CL10820Contig1
CCCCCCCCCCCCATTTTAAGGCTGTTACCTTGATTTCTGATCGTTAACTGAAGTTCTACC
AAACCTACCCGCAGAGTTTATTCAGCAGCACATCTTCACTAAAAAGGGCTGTAATTTACA
GTCCCTCTAATCACTTAGTATAAAAGCAATTGGATGTTAAAATTCACAAGAAAGAGCAGT
TTTAATGGGGAAATTCAGAGCTTTAATGGAATATGTAAAAATGTAGGCCCTCTGGTGGTC
AAAAAAAATGTAATTTATGATGTCTCAAATCTTCAGTTCTCCAGAATTCTAAAAACTGAA
CACACTGGTTCCTGACTTCTGCTGGTACAAGCTACTTTTAAGTATTTTACACAGTTCATT
TCCAGAAAAATGCTCTACATGTTTTACTGATTAAAACAGTCTTATTTAAAAAAAATATAC
CTATTTAACTTTATTAAATTGTGATTTCAAATGAAAGCCAGTTATCACTTTTTTGTTCTG
TTTCATGCACTTCTGGTGATAAAGTTTAAAGTTTTGGACAGTTTTCTGTTTCCTTATTTT
TCTATTCCTAGATTATTCAAAACTTCTCCCTTATATGGTGATTTCACACCAACTTGTATT



TTTTTTGTGTCCATTGTTTTCGGAAAGTCCTGAGATGTTGGTTGGTTTCTTTTCTGTTGT
CATTTTCACAGTAATGGCTTGTCTTTTTGGAAGAGGGCTACAGTTTGGGGATGAGCTGTG
ATGGAACAATAAAGT
>CL10821Contig1
TTCGGCACGAGGCAGCAACAGNAAAAATATCGGAAGCTGTAAACAAATGGCCGAGTGGAA
TACATACTACCGGAATGAAGATGAGGAGGAGGATCAAGAAGAAGAGGAGCAAGCTGGAGG
AGACTATAAAGCCACAGGAAGAGACAGTCTGGTCTTCCTGGTTGATGCTTCCAAAGAAAT
GTTTATCAAGGGCGAAGATGGAGATCCCTCCAACTTTGACATGACCATGCAGGTCGTGCG
CAGCGTTTACACCAGTAAAATCATCAGCAGCTACAGGGACCTGGTGGCTTTGGTTTTTTA
CGGCACAAAGGAGAGCAAAAACCCCAGGAACTCCTTCAAACATGTTTACGTGTACCATGA
CCTGGATGAACCTGGCGCGCAGCGGGTCCAGGAGGTCGACGCTCTGAGGGGGGATAAAGG
GGCCCAGCTCGCTGCAAAGACGTTGGGCAGTGGGGAGGCGTCGTTAGGCGATGCCCTGTG
GTGCTGCGCCAACCTCTACAGCGACATCAAGCTCCGCCTCTCCCACAAGCGGCTGATGAT
TTTCACCTGCAGGGATGAACCGCACTGGGGCGACAGCGCCAAGGACCGCCAAGCGCGCAC
CAAGGCCAGCGACCTGAAAGAAACTGGGGTGGTCATTGATTTGATGCACCTGTTGAAGCC
GGGCGGCTTTGATGTCTCT
>CL10822Contig1
AATAAAAGTCTTTGAAACACAAAGCACTGTCTTTTTTTCAGAAGGATGTATGTGCTTTTA
CTTTTTTCTAAGTACTTTTTTCTTAAAGTAGAGATTCTTAGAAATGTATTTAGCACATTA
CGTTTTGACCTTAGAACCCTTTGTGTGGTTATCAATCTAGAACAAAAGATGTTAAAACTT
TATTAACATGGCGCATTTGCTAATTACAAATACAGCAAGTTTGTTTTATGATGAGAATCA
AACTGGTCATTCCTTCCGGTTCAGTCAGGTAAAAAGGAAAAAAATAATAATTTTAAATGT
TCAAATTCAATAAAGAACGCAGTAGGGTCAATTTTTCTCTACATTTTAAAGGTGCATAGC
TTTAATCAAGTAACGTTTTTCTCCAAATCTTTTTCATTATAAATATTTTTTTAAATGAGG
CAAAAATATTTCTGCAAACAGTTTCCCTTAAAAAAGACAAATCCCTTGTTTTCTTTTCTT
TTACGTTCATATGAATAATGCAAACAATGTTTGTAACTATTGAATAACAAAAATTATTCT
CCACAATAGGTGAACTATTGTGCATAAAGTGCAGAGAAGTTCAATCAAAACAACATTTTC
TGATTTCTATATCATTTCGTATGCAAGTTGCATAGAGTAAAAAGTTTAAAGACAGAATTA
GTGGACAAATATTCCTCAAATCAAAAGATTCAAAAATGTCATAATGACATTTCAAAATGA
AAATAGGAAAAGGGCAGAAAAAGTTACAATTATCACCATATTCCACTTAGCAGAAGAAAG
AGCGCAAATGTGCAAACTAAAGCAGAAACATAGAGTTCANCAAGATGCAGAAGAAATGTT
TTGTAAAGCTGTGTGCACAAATAATATTTTTGTCCA
>CL10823Contig1
TTTTACAATAGCTCAAAAGATGATTGGAGTGGGACTTTAAAACAAATGGGGAAAGAGCAA
GAGTTTCTGTTTCATGTTTTGTGCAATGTTCCTGTTAAATTCTCCTGAAATTCTGCCGTC
ACTAGCTTTATACTGTCACTTTTTTAATGACTCGCTCGTTCTCCATAAGAACTTGTTTCC
CATCCTCCCTCTCTTCTCGTTTAGTTTCTCTCTTCTGTCTTGTCAGAAGGTAAAACACCA
CAACACCTGCAACCACTGCAAAGCTGAGAGCCAGAACCACAAGTCCCAAATTCAGCAGGT
GAGATGTTCCCTCCTTGGAATGATTGAGGAGGTCCCACAGACCCACAGCTATACAGCTGA
GTCCAATGAGGGTTCCCCAAAAGCCAAAGGCCAGCATGCAGGATCCACAGGACAGTTCCA
CGCCTCCGGTTACTACAGTGATGCCCGCCACCGAGACAACGCCACTCGGCAGGTTCACTG
CCTCGGGGTGACTTTTGAAAGAGACAGTGGAGGTGATGTCTGCTAGCGCTGAAGGATTTA
GGGTTTCCATGGTTGTTGTCATCGCTGCTTTTTCTTGTATGGACAATTCTTTTACTCCAG
GGAATGGGGAGCTTAGCTGTCAGGAGATGCGGTCTGGTGGAGGCCCCTTGGATTCATCAA
TGCAGTTAATTTGTCTCTACACTTTCTTTGTAAATGAAAGTTCAAGGCTCCTTCTGCGCC
TTTCTCTGGACTGTGGATGCAGAAATGTGAGCCCC
>CL10824Contig1
CCAGGGTTATTACCCATCAGTTTTTAACCGAATAGTGTTGTGCATAATTGAACAATTTCA
AAAGATTTTAAAAGAAAATGGTTTTTGTCACTGCTTTTCAAAAATATTTATAGATGTTTG
AATTGTAGTGAACATGTCAGCTCATGTCCAAAACCTTACTTTCTCATTTTACTTTTGGCT
GCCATTCAAATTTACTGCCATTTTCTGCATTATATTTAATGCTCTCTTTCTTTTCTTCCA
TTAGCCTGTTCAAACAGATTCACAAAAGAACATTTTATGATCGAACTAGAATATTAAATG
CCTATTATTAAAATACATTTAACTAAAGTGTTCTAATTGTTAAGTTTCTTGTTCTGTTTA
GTTGGTTTTGTAAATTGTTTAGTTTATTTTCCTCTTTTTCTCATTACCCAATTGTTTTGA
CTGTGTGGTTACTATCCTATCTTTTTTGTGGTCATCTTCATACTTGTGTCACATTTGGCA
TTTCTTTTATTTTGGTGACATCTAATTGTGATCCCCACATGTAATGACCCATTGTCCAAC
TTGTGTTCATTTTGAGGGTTTTCCATTACTGTGGTGTCTTTGTGGTTTCAAAGTTTGAAT
GAGTTGGTTCTCTTTGAGTCTTTTTTTCCAGACATTCCTTATGCATTATTCTTTTAATTT
ATCATTTGCCTGTGGTTGTTTGACTTTTCTGTGAATCTTTTGAAACTGTTTCCATTTTGT
TGTGAAAAAAATATCCTGCAGGTTTCTAGGATGAAATTGGGCCTTTAGGTACCCAACTCT
GTCTTGTGTAAACAGAAAAAGTCACACTCAAGACTGCAGTCTAAACGTTTCCTTTACCAA
CACCCTAAACATTTACAACACAGAAAATG
>CL10825Contig1
GGCACGAGGGCCAGACAGTGTTTATCAGAATTTTCTCATTTTGTTCACGTCAGTCAGAAC



CCTAAATTCCCCCCTTCATCTTCAGGCAAAGGCAAAAGGTGGAAGAACCTTTACTTCATC
CTGGAAGGTAACGATGCACAGCTCATCTATTTCGAAAGTGAGAAGAGAGCCACCAAACCC
AAAGGGCTGATTGACCTAAGTGTGTGCTCCGTGTATTGTGTGCATGACAGTCTGTTTGGC
AGGTGGGACATCAAACATTGGCTGTAAAGTCCACTCATCTTTGCATTTTGAGTGACAGCA
GCTTCATGGACACCACACTGAAGAAAATTCTTTTAGCATTTGACACATATGAACCTAATA
CCCTTTATTCTTTTGTTTTGTTTGAACTTTTCAGGCCAAACTGTTTCCAGATTGTTGTCC
AGCATTTTAGTGAGGAGCAGTACATATTTTACTTTGCAGGAGAAACTCCAGAACAGGCAC
AGGTAATGAGACTGATTTCTCTTTTTTGTGCATCAGCTTTTAGAATGTTACCACTGCAGT
GGTTATTTTTACCTGACTGCAGTTTTCTTTCACTCATTTGTTGACTTGCTGATTA
>CL10826Contig1
GCTGTATCCCAATCCGGTAGCGTGCTGGCACACAGCATTATCATGGAAATGATCACGAAA
ATCACAGAAACTGAAGCTAAAAGCTGCGCTGCAATAGAGGAGTTGGGCTCCTCAACTGTT
TTGCGCATCTTCTCGAGCCACTTGGCGCGTCCGGTGAGCGCAATGCGTTGTACGGACTCG
TCTGGGGTCTCAGGCTCGTCCCCTGACAACACTATGTCCCCTTCCGAAAGAGTGTCCAGT
CCTATGTCAGACATCCTGTCATCCAGGCGTTTCTGACAGCAGGAGTCCAGGTGCACGCTC
TCCAACCCCCAGTAAAGCATTTCTGAGTAGAAGGACAGCTCACACACTCCAGGAACAAAT
CGGAGTTTGCCGGAGCGAACGTACAACATGATGAAGACAAAAGCCTGTGCGTGGCGGTCG
AAGAAAAACTCATTCCGGTCTCGGTCATAGTCATCACACAGTTCTAAGACCTCTTTCTCG
GTTGCGCATGCATGCAAGCGGCTGACGCGCCGGAGAGGGAAATCCTTGATCACCTCACGA
GTGAAGGCGTACCGGGTTCCCCCAACATTGAGTACGCAGATGCTCTTTCCGAACTTCATC
TTGGCTACAAATGTCCTAAGACTCCTCTTCGGAGTCCATTCCTCCTTCCACAGCTGGAGT
TTAAGCAACAGGGGAAGCTTCCAGCCTCCTGCGCCCCTGGGGCGTGGTTCTCCGTGAGTG
AAGGTGGTCTTGTGCGCGCTGGCGTCCGCGGCTGGAGGAAAACTATTTTCCTCTGTGTCT
CCCCCGGCCATAAGGCCCGGGTT
>CL10827Contig1
TTCTTTTTAGTATATAATATATTAAAAAATATTAAGGGCTGGATTTTTGGACTCATTTGA
AACAGGCAAAAGTGAGTTGATTTGAGGTTAAATATTCTGAATATGTGTATTTATTATCAC
TGATAGTTTTGAAAATAAATGGTTTGACATCATCTTTATCTGAGAAAACCAACACCAAAC
TTTAGTTTGCACTAATAACCAGAATCAGACAGCATTAATAAAGTCACTTGTGTTCTATAA
TCGATAACCAGACACACATTTTGAATAGTTTCTGTTCAAATCAAGAGTTTTGCACATTCA
TTCTGAGCCGAAATGGCTGTTAAATTATTGAATTAAGTGCATCATCAATGCAACACATTA
TACCTGCTCCACTACCGATGAGCTGCAGTCAGCAGATGTGGGTGTCACCTGTTGTCCTTT
TCCTCCTTGTTGAGAATGCAGACNGGCATATGTGTGCCTTTTGTGTTCGGGTCGTATTTA
TTTAAGTAACAAACTTGTTACACATGTTTTACAAACGTTTCTGTTGAAAGATGACGGTGA
AAAAAGAAGATATTGTGCAGATGATCATAAGATAAACGGTTGATCTGACTTTGAAGCAAT
CCTGAAGCTGCTTTTGAAGGACATTTTCACACTATAAACCACCTGACCTTTGACTTCTAA
CAGTCCTTCAACGTGGTAGATCTTCACATCTTAATACTCACCCACAATGTTTACAGGGGG
CTGAATCACTGCCTTTAGGTAGGAGGCGATTTGGTGCTGGAATGAGAGGAATATTAATTT
AAGGGAGTTAAGTTGGTGTTGAATTTCTTCTACTGTAGTAAATGGGTGGTGGTTTGAGTT
TGAAGCCAGATGTGTTGCCCATGATTTCATTCAATGAACTGTACTGGTGTGTGTTTTTCT
TTTTTATTATACAGCATTTATTATCCCTGAATGGGAAGTTTGTATTTTTGTTTTTTTGCA
GTCGTGCTACACTCATCAGGCAGCATGCAGAGGACATGTTTGGGGGTTTTTCAGCATTTT
CACGTTTGGACTGATGGTGAATGTTGTGGTGGCATTTGTTCTCCACACTGTTTGATTAAA
TCCTCCCTCCACAAATACCTTCTTTTTTCTTTTTTTTTAAATACAACAATTTGCACTTTC
TTTAGGTTTCACTTGATACATTCCCAGCTTGTCTCAATAAATAAAAAGTATTGCTGTTTG
GCCAAAACTNTAAATGAAATATCAATGCAAAGT
>CL10828Contig1
GCGACTCAGCAGCTTAGGAGACGTTTGCCTCCTATTTGGCATTTTTTTTTAGATCCAGTT
GCTGCTCTTTGATGCATTTCCACAAAGACAAACTGCATCTGCTCTGTTGTGTGGACCTGA
AGGTGAGCACAGTCCTGTTGGTCTGCATGACTGCAGTACAGTCCTGTTGCTGGAATAGTG
ATGATTTCACACCTTTGCCGTTTACCCATCAGACACTAAGATGGTGAATTTGTGCCTAAC
TGAATTTCCAGCACAACCTTAACTAAAAAGCCTTTATGCAATAAAACATGTTGTGAATAG
GAATCCATAAAACATTTATTATTCCTGTATTTGTTTCAGCTCCATCTGATCTCAAAGTAG
TGAACCTCTTGTTCACTGGATTTATGGTGGAGGCAAGAACAGAGACATACTACAGACCTC
ATGGCCTAATCACTGGCAAACAGAAGGGTAACTGAAAATATGCAGTGTTGGACTGTATGT
CAGATTGTAGGTCTGTTAATTTTTTAAGCAAAATTTCATGTTTTGATTACTAGGTGTAAA
GTTACTTTTTTTTTCTTTCAATAAAGGATTTGTTTTTCTCAAAAAAAAAA
>CL10829Contig1
CTAGTTGCTCCCCTTGAAATTGTCTGCTACCACTCTCCTGAACAGGACTTAAAAAATAAA
AAAAGAACTCAATTGTCTAAACATAAGTACAAGTTGCAGGTTTTCCTCCGACTACAAACA
CAGACTTGTGCCTCTAAAAGTAAGCTTAGTATCCGAGTTAATTCCATGATTTTCAGCAGG
AGATTGAAATGGAAGACTGGACGTCAGTCAAAAAAAAGAAACACTGATAAATTGTCAGAT
GAAATGTCGGATGAAATGCGAGAAGGCAGGAGAGTTGATCTGAAAAAAAAGGCAAGGCAT
TCCGTCTTCTTCTGCTGCAGATACTTGTGAGATGTTTTCAACGTTTTCTTCTTGAATCAG



TATCTACAAAATGACCCCATTTTGTACACAGTGATTTATGATAACTTGTAGTCATGTACA
GCATGGCGAAGCCCCGCCCCCCCCTCTGCCTCGGAGGACACAGTCCACTTAAAGCACTTT
ACCTGAGGTTTCATTAAGAATGCTGCAGTTAGCCAAAACGGGGAGTTGAACGCACGGCGG
GAGGAGAAACAGGCACACGCACATACACAGCTTGTTGATCGCATCCCTGCAGGTTCTTCA
AGCATGCTCTCAGAGGATTTAGGGATGTGGCGCCTGCATTCCAGTCAGGGGGAGGAGGAG
CTGGAGTCTGGTTGTGAATTCAGGGGGGTGGTTCTGCGCTGAACGGAGTCCATGCAGATT
CGGACAGACTTCTCCTCTCATTAATGGATGAAAGAAGCTCTCCAAAGTTCTTCTGCTCTC
CTCTTGTGGAGTTCAGTTCTTCTGAATATTATTATCATCAATTATTTTTCTTTTTCAGGC
TAGGTTAGCGGCCTCTCTCACGTCGAGGTCAAAATGCAGCTAGCTGGTATTGAATGACTT
CACTCCCAACTTTGAACCCCTCTGAGCTGGCTGGGGCGTTGGTGGGCGTGGGGGGGGTCT
GGGAGAGAAAAGCTAGGGCACATAGCTGGTCACTACGGGGAGGTAGAGGAAGTCCTACTT
GTGGAGAAGCTCTGCAGCCGGTGAACCATATGAGCCACCAGGGAGTCAGAGATCCCGGGA
CAGGCCTCCTCCGCTAGCAGGATCGCCTCCTTCAGCTCGTCCAGGACCATGGGGTTCCCC
CTCG
>CL10830Contig1
CTGGGGCTAATTGTGTTTGCCGATCCGTTGACAAAGCAACCTTCAGTGCTCAGACTCTTC
TGTACTGGAGAACTTCTTACTTCATCTCTTCTCTGAGCAGCTGTGAGAACTTGCATGACC
CAAACGATACAAATCTAGCCGGTGTGCTAGTGCTGGAAGTTGTCTACATCCCACTCCTGA
GGTTCCAAGTCTTCTTAGGTCATTACTCAGTGTTGGAGCCCAAACCCTGAGTAGAGTCTC
CAGGTCAACCAGACAGGAACCCACACTGCATTTTACTGTCAGTCCACGGTCAGCTGATCA
AGTCTTTGTCCACCATGTCGAAAATTACTGACAAACTTTACTGGAAGACCTATGAGGGAT
CTCCTCCAACAGGAGCAGTTCAGATTTTTAACTCATACTGCAATCGCACCGACTATGTGA
GCAAACCCTCACATCGAGATGATTGTGGTTTCTACACAGGAAGCCTCGGTTCCTATTGCT
ACTATCCATGGGGTGACCGTGAGCTGAAAGATTCCTCATTCGAAATCCTTGTGAATGAAG
ATGAGTTTGAAGATCTTGTTTGGATACCTGTCTCAAACCGTGGGGTACCTAAAAACGCGG
TGATGTCTGGTATTGGAATGTACGTAGGAAAGAACCGGTATGGCC
>CL10831Contig1
CTTACAGGGTGGTGGCCACTGCACCAGGGTGTGGAGTCATCGAGTGCATCCCTGACTGCA
AATCTCGTGACCAACTGGGCCGACAGACAGACTTCGGCATGTATGACTACTTCAGGAACC
AGTATGGAGATGAGTCCACCCTGGCATTTCAGAAGGCGCGCTACAACTTCATCCGCAGTA
TGGCAGCTTACAGCTTACTGCTCTTCCTGCTCCAAATCAAAGACAGACACAATGGCAACA
TCATGCTGGACAGCAAGGGACACCTCATCCACATTGACTTTGGCTTCATGTTTGAAAGTT
CTCCGGGCGGGAACCTGGGCTGGGAGCCAGACATCAAGCTCACCGATGAGATGGTGATGA
TCATGGGCGGGAAGATGGAGGCGACACCTTTCAAGTGGTTCATGGAGATGTGTGTGAGGG
GTTACCTGGCTGTCAGGCCATACATGGATGCCGTGGTCTCCTTAGTCAACCTAATGCTGG
ACACTGGCCTTCCCTGCTTCCGAGGGCAGACCATCAAACTACTCAAGCAACGATTCAACC
CTGGTTTGAGTGAAAAAGATGCCGCTGCCTTCATCATCAAAGTCATCCAGAACTGTTTCC
TCAGCAACAGGAGTCGAACCTACGACATGATCCAGTATTACCAGAATCAGATTCCATACT
AAACGTTTGTGCCTGAGCATGTTTGATGGTGCAGTGTGTGTGCCTTTGTTAAATT
>CL10832Contig1
GGCACGAGGGCGCTGTCACCAAAGAGGTTGCCACAATTCAGAAAACAGGAATCCACTACA
AACCTCCTGAGTACCAGGAACGCGACTTCTCTGAGGCTCCCAAGTTCACCACCCCTCTTC
TGGACCGAGCTGCCACCGTGGGATATACCACCAAGCTGCTGTGCTCTGTTCGGGGAAGCC
CAAAGCCAAAGATTGAGTGGTTGAAGAATCAGATGGTCATCGGTGATGACCCTAAGTTTC
GTCAAATATCCNACCAGGGCATCTGCTCTCTGGAGATCAGGAAGCCATGCAGCTTCGATG
GTGGTGTGTACACCTGCCGAGCAAAGAACGAGCAGGGAGAGGCCACTGTTTCCTGCAAAC
TAGAAGTCAAACAAGTTGTTATTCCAGAAGTTAATAAAGAAAAGGGCAAATAAATCAATG
TTGGAATTTCCAGAGGTAAGAAACACATCAACTTAAACAAAAAGTTATCACTTCCCTAAT
GAATTAGTTTGATTTAAACAAACTACAGCTACAACTCATTACAGAAAAAATCTAGTTTTA
TGAAGGGACAACTAAACAATAAAAAATCATGCAAAATCTGAATGTTAACTGGGATTGTAC
TCTTAGAAGAAACTACATTTGTGTAAAAACATTTCAGGTAAAATTAACATATTTCGGGTA
AAATTTACAAACATCTTATCAGTCAAGTCATTTTTGGAGTTTTTCATTTTCACCTCATCT
GAGGTTTCATTATTTTACAAATGTCCGCATTACTGTGTGTGCTCCTTGAATGGGAAATCA
CTGGTCTAAAACAAATAATTTATAATGTAATTGAAGGAGAAAGGAGATCAGAAGCTGGTT
TTTAGAGCTTAGTGGGAACTCCCCGTGCCTTTATAATTCCAGGACAATGGTTCTTGTGAA
TAGAGAAGTTATGAACAGAGAAGTCATTTAGATACCCTACTCTGATAGCA
>CL10833Contig1
TATGGCCGGGGGCGCCAGCGAAGTTCAAACTTGGACACAAATGTTGATCGAACGAGGAGC
CTTTCCGCTAAACACAAGAAACATGCAGAGAGGACTTCTAGCTTACGGGGAAACGTTTTC
CTGCTCGATATGTCTGGATCTGCTGAAGGATCCGGTGACTATTCCTTGTGGACACAGCTA
CTGCATGAAGTGCATTCAAGGTTTCTGGGATGAGAAAGAGAAGAAAATTCAAAGCTGCCC
TCAGTGCAGGAAGACTTTCACACCGAAGCCTGTTCTGATGAAAAACGTGATGTTAGCAGA
TATAATGGAGGAACTGAAGAAGACTGGACTCCAAGCTGCTCCTGCTGATCACTGCTATGC
TGGACCTGAAGATGTGGCATGTGATGTGTGTGCTGGAAGAAAACTGAAAGCCATCAAGTC



CTGTTTGATCTGCCTGGCCTCTTACTGTGAGAAACACCTTCAGCCTCATTTGGATGCAGC
TCCGTTAAAAAAACACAAGCTGGTGGAACCCTTCAAGAACCTGCAGGAGAACATCTGCTC
CCGTCATGATGAGGTGATGAAGATGTTCTGTCGCACTGATCAGAAGTGCATCTGTTATCT
CTGCTCCGTGGATGAACATAGAGGCCATGACACCGTCTCAGCTGCAGCAGAAAGGACTGG
GAGGCAGAGAGAGCTGGAGGAGAGTCGATAA
>CL10834Contig1
TTNGGCCCCNTNAAAAANGTNAAAAAAAAAAAAAAATGCACCCAAAATGACTTGTAAGCA
TGCATTTTTTCAAAAGTATTCAGGTCATTCAACAAACACTCTGGGGCTGCTGAATACATT
TCTGGAAAGACATCTAAAGGGTTTTCCAAACCCAGTCCTCCAGTGGGAAGAGAGCAGTCC
TGCTGAGGCTGAGCAGACCGTCGGATATGTGAGACAGAGGAGCCCTTGGCGTGTTCTCGT
CTGCAGAGTAAGGCTGAGGAAAGCTGCTTCGCGGCGCCGGCAGCAGAGCGGCAGCTCAGA
GGAGTTACAATCACACGTCTGCTCTGCNGGATGCACACTGAACAGTGCAGGTAAACAGTG
GGAAACATCAGCTCTGAGCGGGTTTTTTAAACTGGTGTCACAGGGGTTTCTGGACGGCGC
TCGGACTACTGACTGTTTGCATTCGTCCCTGTTTTGCTAAGTGGTCATTTTGCACAGAGA
AGTGAAACCGTGCACTGTCACTTAGTTTTTAGGAAGTTTACCACATCCAGCAACTGAAAA
CACAAGGACTCCAAAAGCATCTTTTATAAAGTCAAAACTAGCCCTTAAGTGGAATGACTT
TGTGATTTCAGGTGACTCTCCAGGGAATTGTGATTCCCATCTTTATTCATCCTGTAGTTT
TTAAATACACTGACTATTCTTGTAGTTGCCAAATTAAAGTAC
>CL10835Contig1
TTTTTTTTTTAGAAGTCTTAACATTTTTTTATTGCAGTAAAAACATCTTAAAGTATAAAA
GGATATGAAACAGTGATAAAAGTTGTGCTAAATATGGATGAAGTGATTAAAATTCCCTCC
TATTCTGATGGAAACATTCAAATCAGATCCATACATAGTTTCTGCAGAACAGCCACACAT
GAAGATCCTTCCTTCAACGCGTTTTATCCGGATCACAGCAAACGTCTCATCTATTAAAAA
GACGTTTTCATCTTCAGCATCTGGGACGTCCAGCATAGAGAAACACCTTCTAAGAAGACA
CACTTCAGAGGTCAACACTCCTCTTCCTCCTCAGAGGTGGAGGGAATGCTCCTCTTCCTC
CTCAGAGGCGGAAGGAACGCTCCTCTTCCTCCTCAGAGGTGGAAGGAACGCTCCTCTTCC
TCCTCAGAGGTGGAAGGAACGCCCCCCCTCCTCCTCAGAGGTGGAAGGAACGCTCCTCTT
CCTCCTCAGAGGTGGAGGGAATGCTCCTCTTCCTCCTCAGAGGTGGAAGGAACGCTCCTC
TTCCTCCTCAGAGGTGGAAGGAACGCTCCTCTTCCTCCTCAGAGGTGGAGGGAATGCTCC
TCTTCCTCCTCAGAGGTGGAAGGAACGCTCCTCTTCCTCCCCAGAAGTGGAGGGAACGCT
CC
>CL10836Contig1
CCCGGGCATTATGGCCGGGGAGTCCCAGTAAGAACCTCCACGCTGACATGAACACTTCCT
GAATTTAAAAAAAAAACAGTCTTTGAAGTTGGTCAGAATCGAGCTTTCAGAAAACCGGCG
GACTCCGCGAGCACCAGCGACAGACACGACTGTTTACTGCCAAAGAGGGGACTGAGGTGA
GAGGTCACCATGCCGCCCTTCCTGCGTATCGCCATCAACGCTTATGAAGCTGGGGATTTG
CCAGCTTTCAATGACCTTCCCGTATGCGCCATCAGACTGAAGGATTCTATCAACACAGAA
CGAGGGAAAGCTTTGGTTCAAAGGAAACCAACCATGTATCCTCCCTGGATGACCAGTTTT
GATGCTCACATCTACGAGGGTCGTGTCCTTGAAGTGATCCTGATGCAGGGCACTGATGTG
ACCGTGGCCAAAGCCACCATGGGAATGTCTGTGCTGGCAGAGCGCTGTAAGAAGGCCAAG
ACCAGTGGCAAAAATGAATTCTGGGTAGACCTGCAGCCATCAGGAAAGGTTCAGATGGCA
GTGCAGTTTTTCCTGGAGGACGGTGACGTAGTGGCAACAACACAGTCTGTGAAGCCTGAG
GAAGAAACATACACCCTGCCCAGAAGGAGAGGAGCCGTAAGGCAGCCAAAAATTCACATC
ATCAAGAACCATGAGTTTATCGCCACCTTCTTCAACCAACCAACCTTCTGCTCTGTCTGT
AAAGAATTTGTGTGGGGACTCAACAAGCAAGGTTACAAGTGTAAACAATGCAATGCTGCA
ATCCAC
>CL10837Contig1
TTCGGCACGAGGCTCANGCATTTTTTCACATTTTGCTTTGATTGGTAAAGTGACCTTGAA
CATTAGCTTTCCAGGTTTTTTGAAGACTTTTTGTGAAAATACAAGTGGAAAAAATAAAGT
AAAAGCCTAATTTTAATGAAAAAGGAATCAATAAACTTGGCTGAGGACTTCTGCACATTA
ATATACTAAGTGTACACATGAGCCAAATCCACGCTGGAGAAACCGTGTGAACAATATAAT
GTTAACTCTAACGTTGTAAGGATGTTAGAAATAATTTGTCCTCCATGCTCTGATTATATG
TGATACATAAGTGTCCCTGCTGTCCTCTGTTATCCAACAATGCCTTCTTGCTGGAATGAC
ACATGCAGGATAGTGCATTCTCTTTGTTACTGTGATTATGTGTTTGGTATAGAGACAGCT
GTGATTTGCAGTACATATCAACTATTGTAGCTGTGATAAGCCTTAAATATAGACATATGT
TATAAACACAACACCTGTATGTGAGTTTTAACGGATCCTGTTGAGCGTTGTTTTTTAAAT
TTTTTTATTGAAAATGTTGTTGGTGAAACACTAATTTCAGCAGCTACATCTGCCTTGCAA
TGAGCCTAAACCATATTATTACACACGTGAGGTGTTGAATAGCCTATATTTAGTTATTTC
TCATATAAAGACCTGTACACTCTCTATATGTAAGCATCAGTGTTTTACACGGTAAGAAAA
AAAGTAAA
>CL10838Contig1
TCGGCACGAGGTGAATACGTCCAAGTTGCCAAGAAGCAAGTTCGTTATGAATACATCCCA
GTTGAAAGACAAATTGTTCACTACCCCGACCAACCCCTCGAAGTTGAAAAGACCAATACC
TCCCAAGCAGTCTACGCCCAGCAAGGAGCCTCGACCACTTATGTCACTGGAAGCCAAGTA



CAAGGCGGCCAATACGTTACTGGTCAAACTGGTCAATACGTTACAGGGCAAACAAGCCAA
TACGTCACCGGCCAAACCGGGCAGTATGTTACTGGTCAAACCGGTCAATACGTAACTGTA
CCTGGAGGACAATACGTTTCTGGCGTTAAGGAAGTCGTCCAAGGAGGCCAGCAATACATT
AATGGTGGATCTCAATACGGAGCTAACGGACAGACCTATGCTACTACCTACGTCAACCCA
GGCACCACCACAACTTATGAGTATGTGAATGGCCCTTCGACTACCTACGTTGAGAAAGCT
GTTTCCAGCGGGCAAAGGTGGGAAGCACCCTATGGAACCACCACTAATTATGAATACACA
ACCTATCCTGAAGGATCCTACACCACTCAGAAATGATTAGAAACTCATA
>CL10839Contig1
GTTTGGGAGCCTCCTCTTTTTTAGGGGTTTCCTCTTTTTTGGGGGCCTCTTCTTGTTTAG
GGGCCTCCTCTTGTTTAGGGGCCTCCTCTTGTTTAGGGGCCTCTTCTTTTTTGGGAGCCT
CCTCTTGTTTAGGGGCCTCTTCTTTTTTGGGGGCCTCCTCTTGTTTAGGGGCCTCTTGCT
TGGGGGCTTCTTTATTAGGGCACATATTTCTCGCTGCCTCTGGCGCTTCTTTCAAAAAGT
TGCAAACAGCGCTTGGTCCTGCAAGCTGCTGCTGCAATGCAGCAATTTCTGACTTCCAGA
CCCCCGTTTCTTTCTCGGCTTCATCTTTAAGCTTATTCATATCAGTTTCTGTTACTGCCA
GCTGATCTTGAGAAGATTTCTGATTGCCCTGGCACTCATTGGCGGATCCCTTTGTGGAGT
CCAGTTTGGTCTGGAGGATGACCACCTGTTCCTCCAGGGTCTTCTGCTCGCCCTCGATCT
TCTCCTTCGTGTGCTGCTTTTCCGCCATCTCATTCTGGTAATCCGTCAGCACGTCGTTGG
TTACCTTCAACTTGATGTCCTGAAACCTGACACGCTTGTCGTCCTTCTCGTGGTCTTTCC
TCCGCATTCTCATCACCCCCACCAAAGCAACCGACACCATGAGGGTCATGGGAATCACAA
ACTGCACCTTCATGGCGTGCAGGAAGAACTTGGAAGATGGTTCCGAAACGGTTAGCGACG
CTGGAGTTGTGTTAGCTGAAGGTCTACCTGTTGCAGCGGCGGTTTCCTATGTTTCCATGC
GGGTGTCAGCGAGCTCCTCCCTGTTAGCAAACGAAAGTCAT
>CL10840Contig1
ACTGGGTATCCGTGGTGCTCACAGAGGGATGGACGTAAACGTCAGGTCCTCTTAATCCTC
TCGTGCTCAGCACCCCGAGCGCAGTGAGGTGTGCGCAAAAGTCCGGCTGCATGAGGCGCA
GCGCGGCGCCCTTGAGGACATTCAGGACAGCCGCAGGAAGAGCAAGAGAAGGAGGCGAGA
AGACCGGGAAGCGCGCAAATGGCCAGGGAGAGGTGACGGGGCGTTGGGCATGTGAATAAC
GGAGGCAGACAGTGAAGTTCCGTCCGGTGTTCCGCGGATCAAAGCAGGTGACTTTAAAAA
TGGAGTCCACACATCTCCTAACTGGCTCCAAGAAGCGCGTGAAGATCCACCCTCACACCG
TCACCGCCAAATACGCCACGCAAGCCCCCTACGCCCCGCAAGCTGGAGTCCACACCCACT
TCCCTCAGCCTGGGGACGAAGGCTACGACGACGCTCCCTCCTTTGAGGACTTTGGTTCAT
TCATAGAGGAGACGTCAGACAAAAAGAAGCTGATGGAGAGCCGGCGGTGGCCCCTCACGC
TGTTTGGCTCCAAAGAGAAGGACAAAGACACGGCCCACAAACTACAGCCTACAGGAGGAG
CAGAGAGCGATGGGGGTGGCAAAGCAGCAAAGGGTCCTGGAAAAGGGGTCGGAGAACAAC
TGGCCAGTTTTGGGGAGGCGTCGGTGTCTGCGTCGCGACTCACCTGGGTGCTGCTGCTCT
GCGCGGCACTGGCCCACGGCTGTCTGATCG
>CL10841Contig1
GCCTTTTATTCTGAAATGCACACAACCTTCCTCCGATAGCTTACGTTGCTTCTTAGGCTG
AATTCAGGTCACTTTGGTCTCTGTCCTGTTGATGAACGGCAGCATGCACTTGTCTCCTCC
CATGAAGCGATATGTTGCCAGGTTTGCCTCCCATGGCAGCAGTACTCTTGCGAGGAAGGG
GATGTATATGAGGCGAGGAATGCAAACCATCTGCTGTTCCCCTAAAATGGCCTTCATGGA
TTCCTGGACGGTGTAGAGAGGCTCCAATGGAGGGATGAGACTCCGAAGCTCTTTTCTGAT
TTCACAGCCTGCAAACATCCCGTTGTTTACAATATAAGGACACACTAAGGTGGTTTTGAT
GCCCCCCTGGTTCTCTGCTTGCAGCTCAAGCGCCAGGGACTCGTGGAATCCAACAGCACC
AAACTTAGATGCACAATAATCCTCCACACAGGACGTGGTGAACAGCCCCAGAGCGCTGGC
AATGGTCACGATGTGGCCGTGGTTTCTTGCTTTCATCTGAGGCAGGAAAGCTTTGGTCAT
CCAGAACAGCGCGTGGCAGTTCACCAGCAGAGTCCCCTCGTGCCGAATTCCTG
>CL10842Contig1
AGGTTCCTGCAGAAAAGAGAATTTTGAGACAAACATTCTCTCTTTATTGTCAAAACCTTG
TTTTTGAAAACATGGAAAAACAGAAAATCATCAAATCCTTCAAACAGATTCTCAGGTGGG
TGGAGACGTTCTTGTTGTGGATCCGCCCGGTGGTCAGATGAAGAAGGACGTCTCTGGACC
GGGCCCTCGCTGTGGGGAAATCAGGTTCTATTGGCACAGCTGTGGTTCCGGTTGAAGCCA
GAGCGGGTGGAGCCTCACCTGCCGGGCGAGGCCGGGTCCTCGTCCTCGGACTCTGTGGAG
TCCTGCTGGGTCCCAGGTGCACAGCAGGATGGCGTACCCGCAGCCCGGCTGAGACACCAT
CAGCTCCGGCAGACCCTCCGGACCCGGGTTCACCGACAGACTGTCCACCTGCAGCGGACC
AGAACCGCTCCGGTTTAGTTCAGCTTTAGCTTTGCGGAAGCATCTTTCTGCTGTTACTGT
TCCACTCAATTCTCACATCCGTGTAAAACTTCACATCAACTTTAGTCTGATGGAAAAATG
AAACCTAGAGCAAAAACACAAAAATAAATGCAGATTTTTTATGAAGATTTTTAAAAACTT
CAGCAAAAATGTTTAAAGACAGTTTTCCTAAAGGTGACAATTTATTTTACACAAAATGCA
TTAAAGTATGCATCTATGTTACATTTCCTTTGGTTTATAAGCAGCTCCATGTAAAGGAAA
ATTGTGGTTTTCGTGTTTTTAATGTTCTTGTGGAGTTTTTCTGATCATGGAGGGCATATA
TCAAG
>CL10843Contig1
AGTACGTGGTTTCTCTGATCGAGAGCAAGCTGGGCTGGATGAGTGTGTTTTACTTCTTCG



TCGTCATGACAGGGGGCAGCATTTTCTTCATCACGCCATTGCTCATCAGAGAAACTAGAG
ACTTGTGGAGAGACAGGCAAGCGCTGCGCCGCCAGCTGTGACGGCGGCAGCTTCCTCCAA
AAGCTTCTTGTTTGTAACCTCTGAGACCGACGGGTTGAAACGATGGGAATCATCCTAAAC
TGACTTGAAAGGCGACCTTAATCTGGCTGTCACATAATGCACCGATGGAAAAGGTCCACA
ATGTGAGAGCTCATGTCAGCTTTTGTGGACGTTTTATCTTTTTTCAGCGTTTTAATCTGT
TTTATTGTGGAGGTCAGAACGCTAACTGAAGCTTTTTTACAATAGAAAACGGCTCTCCTG
ATCCAAATCAGGTGTTTTTTATAAAAGTCTGTATTAGGGNCCACCATAAAAGGACATTTA
AAAACATGAGCATAAAGTCGTAAAATAAAACAAAAAATGTCATAAGATTATGAGAAAAAA
GGCTAAATTCTATCAGAATAAATGTGTAAAATTATGATAAATTTTTTTAAAAGATTAAAT
TAAAAACTGTATTAATTAAAGGCATAATTTTTCCCTGAAAGATTATGGCTTTCTGATGCA
TAGTTGTACGACTTCTGTCTCATAATCGCTTAAATTCATTCTTGTCAAATGTAGACCTTT
CTCTCATATATTTATTTCTATTCTTTTATGGTGGTTCTCTGTCGTAGCATCATGTCTGTT
TCAATGAAAGTTTACACATTTCTTTGTCTTAATTTAAAATAATGGGGTTTTGTTTTTTTA
CTGTAATTTTATTTCTTTTTGGTCTTTTAGGTTTGGGGTTTTTGGGGATTTTCTTTTAAA
ATATTTACTTAACTCAATACAGAAGTGTCTTAAATTTTATCTTGTACAAAATAGGATTAT
CCTTTTGTTGTTTATTTAATTACACAAGTTCCTTTGCTTTGTTTTGATTTTATTGTGGTT
TTTTGCTTCAACTATAACTTATTTTCTGGTTTCTGATGCATTTTGCCTAATGTGAGTTTT
AATCACCATGGGAACAGCCAATCAAATCAACGACACCAATTTTGTCAAGACATTGTTGAA
TGTTTTTGGTGTAAATTTACTATTGTTTGTTGTTGTGTAGTT
>CL10844Contig1
AGCAGCAGGTGAAGCTTCCACTTCNGACGCTCCTCTGATCCCAAACGAGGAAAACAAAGC
CAGAGAAAAGCAACCATTCATTCATTCATTCNTTCGATCATTCATTCATTCAATCATCCA
TTCATCCATTCAATCATGTTGAGTTTAATCCAAAAGCCTTTTAGTGTTGGTCAAAGTAAG
GAACCAGGCAGATTTGATTTTTTCTATACTTAATAACAAAATGATATTTGATTTGGAGCA
ACAAACTAAATATTTTAACATCATTTATGTTATACTGTCTTTTAAGTTATTGTTCTGATG
ATTTTTTTTTTCCATTTATTGGTCTCCTTTATTAATTTACTGTGTCCTGTAATTCAAAGT
ATCACCTCTAGTTGGCAGCATCTCCTTTAAAAAGAGGCTAAATAGAAAAAGTTTGTCTAG
AAACAAACTGGAGATTATCTTTGATTAAAGCCAACAACCTTACAAATCACACCAACATGA
AACAAACCTGCTTTCATTGCTATGAGCCACTGTGAGATTAAAGGATTCTCATTTTCAATT
GGTGCAACATCTTGGTGCAACTACTTTAAACTGTGAAATTAGTGAACATAAAGACTCAGG
GTTAATGTGCAAATACATCTAAGAGTTTTAGCTGCTTTACTCACCAGTGCAGTTTGAGTC
TGGAACAAATATTTGTGTTTGTGGGGCGTTCCTTTGAAACAAAAGCAATAATATATTTTT
CTTTAGACCACAGGAAACCTCCTTTTGTGAAGAGAATGAGACCGGGCGAAATGTGTGTGA
TATAACTCATGTAACCTTCTCTTATGTACGGCGTCCTTGAGTTTCTTGAAAGGCACTATC
AAATCAAATCCATTATTACTATAAAACATTTGGGGACACTCAGCTGCTAAAGGTGGCTCT
TTGTCTCTGTGTGATGGCACACTTCTGTATTCGCTGGTGAAAATCAAATAAAGT
>CL10845Contig1
GGGGGATTTCACCGCGGAGTGTCTGATTTTGTTTGTTTGTTTTTAAGCCGAACCCCGCGA
CAACAGCGATGTCTTCAGTCGAGTTTCTGAGAGAGTTTATCAGCGAGAGGCTCGACGCTG
CTGCGGAGAGGATCCTGGCCCGGTACGAGAGAACCGTGGAGGAGTACGAGGAGAAGAGCG
AGCGACGCCGGAGGCAGACAGACATCAGCTGGAGCCCTGATCAGGTCCAACCGCCCGCTT
TAGTCCTCCCCCAGGATTCTATGAACGCAGACGGGGAGGAGAGGAGCTCCGAGGTGAAGC
AGGAGGTAGCCGAGGCGTCGCAGGTGAAGGATGAAGAGGAGGAGCTCAGCATCGCTCCGG
ACGAGGAGCCACTGGACGTGAAGCAGGAGGCTGACGCCGCGATGAAGACTCCTGAAGGGG
AGTAATGGTGCTCCTAATGCCGGAAGCTCCACCTGTTCCGGTGTTTGTTGCTCCTCTAGC
CGTTGACGTTCGACAGACTGAGCAGCTTCAGCGCCAAACGGCAGCTTTCACAGCCGACCT
GCTGCCACCCTCAGAACTCTGGATGCTCGGGGACGTTCCTGCTTGAAACGTTCAAATCTG
GATTTGTAGGTTTTAGGCGGAAAAGTAAAATGCAGGTCCTGGAACGCTGCACTGAGGAGT
CCATGTGGAGAACATTTGAGCTCAGTCTGCCCTCTGCTGCTGGCTTTGTGGTCCTGTCAG
AGGTGAAAATCCAATCCGAAAATCCGAATCGAAGGGGGAGGAAGTTTTCAATAAAGCCAG
A
>CL10846Contig1
TTCGGCACGAGGCCGGTGTGGGCTTCTGGCCGACCACAACTTTCTTCATAGGCTGACAAA
CGCAGCGGCCACGTCGGTATGTTTTATAACTGGATAGATATTGATAGCCGGAGAACAGCA
GCATAAACATTCGGCTTATCTGGCGGAGAGCAGGAGTTTGACCCGATACGTCCAACGGTT
CTACTTTTGGATGGAGTTTGTCAGCGCAGTCCAAACAGAACCGACGCTGACGGAGATCGG
AATTTACCGGTGGAAACTCTGAAGGAGGAAAAGAAGGACGGGCCAATCTGCTAAAAGCTT
CAAAATAAAGTGTGAAGGACGAGATTTAAAGTTGTATCTGTCAATGAGAGGAATGCTGGA
GTGAAGGTCATCCCTGAAGCGCAAAAAAACGACACCAACTATGGCGAAAAAGTACGATTT
CCTCTTTAAACTGTTGCTCATCGGGGACAGCGGAGTGGGCAAAACGTGTCTGATCATTCG
TTTTGCTGAAGACAATTACAACACTACATACATATCCACCATTGGCATTGACTTTAAAGT
GAAAACCATTGAAGTGGATGGAAAGAAAGTGAAGCTACAAGTGTGGGACACGGCAGGGCA
AGAACGGTTCAAAACCATCACTACTGCTTACTACAGAGGAGCCATGGGGATCATCCTGGT
TTATGACATCACAGATGAGAAGTCCTTTGAAAATATCCAGAACTGGATGAAGAGCATCAG



AGAAAATGCATCAGCTG
>CL10847Contig1
GCCTTATGGCCGGGGGAAAAAAGGAGGAGGAAAGAGAAGAAAATGAACTCATTAGAGCAG
GCCGAAGACCTAAAGGCCTTTGAAAGAAGACTGACAGAATATGTCTCCTGTTTGCAACCA
GCTACAGGCAGGTGGAGAATGATTCTGATAGTGGTATCAGTCTGTACGGCAACTGGGGCT
TGGAACTGGTTAATAGATCCAGACACACAGAAGGTCTCTTTCCTATCGTCACTTTGGAAC
CATCCATTCTTTACCATCAGCTGCATCACCTTAATAGCTCTGTTTTTCGCTGGAATCCAC
AAACGAGTCGTGGCTCCATCAATGTATCCTTTGACTCATGCTGTAGATGTCAAGCTTTTT
CTGTAATACAGATTAAGTACAGCAGGGGACCTCAAACTCAGGTTACCTTGGGGGCCACTG
AAAGCAGAGTCCTCCTGAGGCTTTGGGAGCCGATAGCAATTTGAATCAGAAATTTAACAA
AATCCAGTCTTTTCAATTTTTTTAGAGGGCACATTTTAACCCTGGTCACAAGTTTTATTA
GAGAAGCCAGTCACCCACTACTATATTTTTATAGTTGAATTCAAACTGTGGGTAGTAAGA
GGATGGACGCTGTTCATTGGAGATTGGAACAAGCGTTACGCATGANATAAAAGAAAAGGA
AGAAATTCATTAACGTGGACTGCAGTCTCTATCAGATCAGATCTATCTTAGAGTAGACTA
CAATCACAATGCATCAAGCAACGTAACTTCCATGTGCTCCCATGTTAAATAGAGGTGGGT
>CL10848Contig1
CGCTTTCTTCATTCGAATCTCTCGACAGGACCACCGTCAGGATGGCAGACGCTGAGAACC
AGTTCATGGAGACCTCTGAGCAGAACGGCAACGAAGGGGAGGAGGACCAGAACGGAGCCG
AGCAGGAGGCGATGGGAGGAGACGAAAGCCAGGACAGCGGCACAGACGGCGGCAAGATTG
ATGCAAGTAAAGGAGAAGATGATGCTGGCAAAATGTTTGTCGGCGGCCTCAGCTGGGACA
CGAGTAAGAAGGACCTGAAGGATTACTTCAGCAAATTTGGGGAGGTGTCAGACTGCACCA
TCAAGATGGACTCCAACACGGGCCGGTCCAGGGGCTTCGGCTTCGTGCTCTTCAAAGACT
CCTCCAGCGTGGACAAGGTGCTGGAGCAGAAGGAACACAGACTAGACGGACGTCAGATCG
ACCCCAAAAGGGCGATGGCCATGAAAAAGGAAGCTGTCAGGAAGATCTTTGTAGGGGGTT
TGAATCCTGAGGCAACGGAAGAAGCAATCAGGGAATATTTCGGCGCCTTCGGAGAGATCG
AAACCATCGAGCTCCCCATCGATCCCAAATCAAAGAAGAGGAGGGGTTTCATCTTCATCA
CGTACAAAGATGAAGCCAGCGTCAAGAAGTGTCTGGAGAAGAAGTACCTCACTCGACCTC
TTTTATGACAGA
>CL10849Contig1
TTTTTTTTTNAACATGGTCTCTCTTTATTGTTTTACAAATATTAAGTTATCCACAAAAAT
AAAATAACTTAGATAATAACCATATTAAAACATACAAAATACAAACATACATTACATTTA
GCACAAAAAATGCATAGTGTTATTATTTTCCCAGAGTTTTCCTAGACATGGTTTAGTACG
TGCAAACTACCTATCAGGGCAGAGAAGGTCTCTTACACTGGAAAATAATCCCAGATTTTC
CTTTTCCTTTTAACACAAAGATACTTTTCCTTGAAAGAAATTACAATGTTTGATAAGAAA
CACTGTTTATAAATGTTTTTGAGACCTTATGATTGTACATAAACCCATATCTACTATCTG
GACTTTAAAAATGCAAAAGGAAATACCCCTGCAGCACACGCTGGAACACTGTGAAGAAGG
TGAGGGCAGATACATAACAAGAAGCACACAGTGCTGCATACGGTGAGATTGCATCACCAA
ACAGGAAACACCTTGATTTATGTCATATGAAGAGGTTGGTAGGGATGTTCGGTCAAGTGT
GCTTTGTTCCCTGCAGCACCAGGATTGGTTTTATGTGAAGACCTGCTCTTTTTTTATTTA
CAGATCACGTGTAAGGGGTAACTAAATGAGC
>CL10850Contig1
CATGCAAAAAGATGTAACACATTACATCACAAAATTGTGCAGCTGTTTAAAAAACAAGCG
TCCCAACAGGCCCACAAGAGCCCCTATGACTAACATCATCACCACCTACCCGTTCGAGTT
AGTCTCTGTGGACTTCCTGCATCTGGAAAGATGCAAAGGCGGTTATGAGTATATTCTGGT
TTTAATGGACCATTTTACCCGTTTTGCTCAAGCCTACCCCTGCCGCAACAAAGCCGCCCA
CACTGCCGCTGAGAAGATCTTTGGAGACTTTGCACTCAGGCTTGGGTTCCCCACCCGTCT
CCACCACGATCAGGGAAAAGAGTTCCAAAATAAACTGTTTGCAAAGTTACAGGAGTATAG
TGGTGTCCAGGGGTCCAGAACAACTCCCTACCACCCACAAGGAAATGGGCAGGTGGAGCG
GTTTAACCGCACTTTGCTGGCTATGCTCAGAAACCTGCCAGAAGCAGACAAGGCTGATTG
GAAGTCGTCTCTTGCCAAGGTGGTTCATTCCTATAACTGCACCAGGAGTGAGGCAACGGG
ATATGCACCCTATTACCTTTTGTTCGGCCGCAGCCCAAAGCTCCCAATCGATCTAATGTT
TGGTCTAGAAACCAGAGAACAGAGTTCATCTCAACAGGACTACGCAGAAAAATGGAGAGC
TAAAATGGCTGAAGCTTATAGGCTAGCCTCAAAGTCAGCTCAAAAGGAAGCCATGAGAGG
AAAAGCCCTGTACGACAGAAGGACATATGGTGCAGAATTGCTTCCTGGCTCCAGAGTGCT
TGTTAGAAACCTAACAGAAAAAGGAGGGCCAGGAAAACTAAGATCATTCTGGGAACATCG
AGTTCANGTAGTAACCCAAAGGAAGCACCAAGACACCCCAGTGTATGAAATTAAACCTGA
AAATGGCAAAGGACGCACCCGGGTAATGCACAGAAATTTACTCTTGCCATGNACTTTCTC
CCGCGGACACAGAAGAC
>CL10851Contig1
CGGCACGAGGAAGAGACACCGCCCTCCCCGTCGCCTTTTGCCTGGATCGAACCCAGGAGG
CGTCAGACGAATGTTGAAAACTGTTTTGAATCTGTGCAGCTTCTGAGATGATATGACTTT
TCAAAGGAACACATGCCCTCCTCCATTTGTTAGCAATAAAATAAAAATGAAAAAGTAGTC
AGCATGTAGTAATAAACGTATCCCCCCTTTACGTTGTTAGAGAGGGTTGGAGCAGAAATT
ACAAATAATCCCAAAAAAAATAAAAGAAAGAGAAAAAACAATCCAAACACCAGCACGAGG



ATGAGAACAGAGATGTAGAGATGGTACATTGTGACACGGTGTGCTCCTGAGCTGGCAGCA
TTGTTTTCTATGATTATTTTTGAAGCATGTTGCATTTGTGAATTGACAGTTTAATCCTAA
AGTGAGATTAGTTAAGATGCTACCATCCGTTTAGCTTTGGGACTCGAAAAGTTCTTCATT
TTGTCCAACGGCTGTACTTTTCTTTAGAATGTATAAATGTCCTCTGCAGGGACACACATG
TATATTTATATATACGTATGTATGCATATACATACATACATACATACATATATATTCCAA
TCATCAGGTTTAAGTGTACTGAGTCTTTTTTTCTGCTCTTGCCACAGATAAAATCTCAGC
ACCTGTGCAGTAATTGCACCAGGTTTTCCTGTTTTTCTAAACGTATGCTGAGCTCAATAA
CATGTATTTTTTTATTTACATTTGTTGTTAAAGAAATAAA
>CL10852Contig1
CACTTGGGGCTTGTGGCAGTCCTGGTGGTACAGATTATGACACTCCTGACACTCCACCAA
CTGGTTTCCCATGGTCACCGTCATTNGTCTGCAAACCACACAAGCCAGTCCCATTTCCAT
GGCAAAGTCGTCAGCATTAGTTTCATCGTAGTCGTGTATGTTGGGCATGAGGTCCTTGCT
CGTCTGAACAGTTATAGGGGACGAGCGATTGTCCGGTTTCTCCAAGCGGGACTTTTTTGG
AGGATCCACTTCAGACAACTCCACCCGTATCTTCTCTGATGGCCTCTTCTCTGCTTCTTT
CTTGCTCTTCTCTGAACTGGATTTGGAACTTCCACTGTTGCTGGAAGATGGAGTGCTCAA
AGACTTTGAGTCTTGCTTACTCAGGCTCAGTTTGGACACAGAACTTTTTGGCATTTCCAA
GTCTTTTTGTAATGAGCGGTAGGAGGAGTCACCTCCTCTCGCAAGGGACTCATCGAGTAA
AGCTTTGAGTTTCTCTGCTGAATCTTTGTTCTTGGAGTGCAAATAACCCAGAGCCTTTAA
AAAAAGGGGGTCCAACTCCAAACTGACAGGTCCAGCCATGGCCTCACATTCAGTTTCTGC
AAAATGTTGGTCTCTGCTGTAGATATTTCTGTTTAATAGAACTCTTTCCACCCCCGGCCA
TAAGGCCCGGGTTAAACGGCGCGCTGAA
>CL10853Contig1
GAGGGAGATATTTCTTTCAGAAGCTCCAGTCAACCAGTATCAAGTTGGCGCTCTCTCCAT
CGCCGCGCACGCCGAGCGAGCCCATCCCTGTTCAGAGCAGTCAGCAGCTCACGCTCAAGG
TGGAAGGAGTCGTACAGCACGGTTCGACTCCAGGACTCTTTAGGAAAATCCAGTCTGTCT
GTCTCAATGTCACATCCGTTCTCCAGAGCAAGACCGGACCTGACTACAAAATTGCGCTGG
ATGCTAAAACAAATGAGATCGAGCAGCGTGTAGAACCTCACAATGACTACTTCAGCACCC
AGTTTTTGCTGAACTTCTCCATCCTCGGCACCCACTCAGTCACCGTGGAGGCATCTGTGG
TGGATGAGAGTGGCATTCAGTGGAAGACTGGGCCCAAGACGACAGTATCTGTCAAGTCTC
TGGAGGATCCTTATTCCCAGCAGCTTCGCCACCAGCTGCAGCAGGGCGGAGCTCAGCCGG
CAGCACAAAGGAGTGCATACATTCGCTTCTAGTGACTTTTTTTTCAAGTACTTTACAATG
TGAGCTTGTGTAGTTGACCTTTTCTACATCATAGAAACTAAGCATGTACNGAAAAAAAAA
TTCAGATNATAAAAGACCATAAATTCTTTTTGGTGTTTTTATTTGAAGTGTTCATGTGGT
TAGACATTTTGATGGCATTTAAATTTCTTG
>CL10854Contig1
TTTGATAACCTGGAAAGTGAAGCTGCTGCTGTGTTCAAGGAAGTTGCTTTTGATTTGACT
GATGTCGAGTTTGCAGTTACAGCATCTCCAGAGGTTTTTAAGGAGTATGAGGTTACAGCC
AACAAAGTGGTGCTGTTCAAGAAGTTTGATGACGGCAGAGCAGACTTTGAGCTGTCTGAG
GAGGACAAGCTTGACAAACACAACCTGACAGATTTCATCAAGGAAAACAGCCTGGAACTG
ATCGTCCCGTTCAACCAAGAGACATCAGACAAGATCTTCACCTCTCGTGTGCGACTGCAC
TGCCTTTTGTTCATCAACTCCACTGTGGAGAGTCAGATGAGCCTGCTGGAGGAGTCCAAG
ACTGTCGCCAGAGAGTTTAAAGGAAAGGTGCTGTACATCCTGATCGACATGACAACTGCC
GTGTCACATGTGCTGAATTACTTTGGCGTGTTAGAGAAGGATTCCCCCACTGTACGCATG
ATCAACATGGACACGCAAAAAAAGTTCAAAATTGCCTCAGAGATGACCATTGACTCTCTG
AGACAGCTTTCCCAGGAGGTTGTTGATGACACTGCAGAGCCATACCTTCGGTCTGAGGAA
ATCCCTGAGGACTGGGACAAAGGGCCAGTTAAAGTTCTGGTGGCCAAGAACTTTGAGACT
GTTGCCATGGACCCGACCAAAAATGTCTTTGTAGAATTTTATGCTCCATGGTGTGGACAT
TGCAAGGAGCTGGCTCCAATCTGGGAGCAGCTGGGTGAAATATATGCTGATCATGATGAC
ATCATCATTGCAAAGATGGATGCCACGGCCAATGAAGTGGAGAGTGTGGCCATCGATGGA
TTTCCAACGTTAAAATATTTCCCAGCTGGTGACAAGGAGGTGATTAGCTACACTGGAAAC
AGGGATCTAGAAACATTATCCAAGTTTCTCAACAACGGTGGAGTGCTGCCACAGGAGGAA
AGTGATGAGGACGACGACGATGAAGACGAAGCTGACAAAGACAAAGCTCAGACAGATGAA
AGGGAAGATGCTGATAATCAGAGCAAGGGGACAGACGATTCTTCAGAGAAACCAACAAAC
AACACATCCAAAGATGAGCTGTGATAACAGTTCAAACTAAGATCAATTTTCTTCATT
>CL10855Contig1
TGGATCTCAGTGCAGATGTCCAGAGCCAGAGACTGGGCTCTCTGGACCTCATGTGGAGCA
AGGACTGCTCTGGTGCGGCAGTACTGCTGTAGGCGTTCCTGCAAACTGAGCGCACAAAGC
TGAATCCTTTTGGACTTTGATTCTGATTTAGGCTGCATATCAGGAGACGACGCCTCTGGT
TTCTGGCAGAGATCAGCTTTCTGCTGCCTGGTTGCCTTGGCAACATGCTTCAGGACCACA
CCTTCAATGCCCTTCCTAATCATAGTTGGGGAAGCAGAGGCTAAACTCAGGTCCTCCCAG
CTTTCAGCTATCTTCTGCTCCACTTTTTCATCTTCTGCAGCACGGCCGGCGCGCTCTATG
AATCGTTTCACCGCCAGTGTAGCAATTCCCAGCAAGGCAGCTCCTCCAACTCCCAGAACC
AGCCGGGCGTTCGACAGCAGGAAATCAAGAGCCACGGCGATGCCCTCTTTACCTCTCCTG
CGACCGCCCTGGAAGTACATGGCTGCCCCTTTGTGGTTACCCAATGGGTGAAAAAATAGA



AATAAAATTCATGAGCGTCTCTGGAAATAAGGCTTTAAGTAGCTTTTAATGAAATACATT
GTTTCATTTCTGGAGCGAGCTAAGCTAGGAGCTGCTGGGTCTTCTTCGTTTATTCAGTGT
CCC
>CL10856Contig1
TTCTGATCTTCAGATTTTAACAGAACGCTTTCATAAAAAATATATTATTTTGCACTTTTT
CTACCCCACAACTTAGTTCTCTTATTTAATTTCTCAACGTTTTTATTTAATTTCAAAACG
ATTAGACACATAAAGGCCAATTAGGAATTTATAAATGTATGGGCTTTGCAAAAATTAAAT
CTGAACTCTAAACATATTTTTTTGCTGTTAGAAATCTCCACCTCTCCTGGTGACAAAATG
CTCGCATTTGCTTCTTTTTCTTCTTTCAGGAGCTAAGATGGAAATCTGTGGGTGCTGATG
TTTTTTTTATCATGCACTTTGTTTAAAGAGACAAAAACCATCACTGTGTCCTTCACTTTC
TCAGTACATTACCATCACTACAGTTGGGTCTTTTAAGATAATTCAAGCCTCTCAGGTAGA
AAACTGTTCTGTTTACACATCCTTCACTCTAATATACATTTATTATGCACAGGAAGTGTT
CTTTAAATGCATACCTTGTGAGAATATGTGACCCAGGGTAAACTTGTGTTTCTGCATTAG
TGGTAGAATTGTTGGTGTTAATTTTAACATCCATGTAAGAAGAAAAAAAGACTAGCAAGT
TTGTGTACTTGAGCATTCACTGCAAAACTCGTCATTGCATGAATCATTTGTGTAACAACT
TAATTGATTTTGTGGAAATCTTGTTTGCCTCATTAAAAAGCCTTTTTATTTTTATTTTTA
CTTGTTAATTTTAATGTAAAAAAATTAAACTCCATAACCTACTTGGCCACAATACATACA
AAAGATTTTACTCGAAATCAGAGTTGATATATTTAACCCTTTTTTCTGGCTGGCCAGAAT
TTTCATTTTTGTTTCCATTTCAGGTCAAAATGAAAAGCAGTGATACTGTACAATCATTGT
TTGTCTTTATTATTTTGCTATTCTTATATTTTATTTCTGTGTAAAGAAAAGTG
>CL10857Contig1
TTCGGCACGAGGCATGGCGGACGCCGACCGGNATGAAGCGAAGCAAAACACAGAAGAAAC
TCCAGGTGTTTCCAGCTGTGACGAAGATGAAAAGCAGATTATTGATGAAGATGCCTGAGG
CAGCAGTGAAGACCTTCAAGGATCTGGGGGTAACCGATGTGCTGTGTGAGGCTTGTGATC
AGCTGGGATGGAAGAGTCCAACTAAAATCCAGGTGGAAGCGATTCCAGTCGCACTGCAAG
GGAAGGACGTGATCGGCCTGGCAGAGACCGGTTCAGGAAAGACGGGGGCCTTCGCTCTGC
CGATCCTCCAGTCGCTGCTGGCTTCCCCTCAGAGGCTTCACACCCTGGTCCTCACCCCCA
CCAGAGAGCTGGCCTTCCAGATCTCTGAGCAGTTCGAAGCTCTGGGCTCCAGCATCGGCG
TTAAGTGCGCTGTAATCGTCGGTGGGATTGATATGATGTCACAGTCCTTGGTATTAGCCA
AAAAACCTCACATCGTCATTGCCACGCCGGGTCGGCTGATAGATCATATGGAGAACACAA
AGGGCTTCTCTTCTGCGTGCTCTCAAGTTCCTGGTCATGGATGAAGCAGACAGAATCCTC
AACATGGACTTTGAGACCCGAGGTGGATAA
>CL10858Contig1
CCAAGGGGCNGCAATTATTCCAGTTNAGTACGCTACGTTACATAATTTCTAAGCACCGCT
TCAGCAGACGCATGATGAGACCAGCGCTGGGAAGAGAGGCTCCTGCTGATCAAACGGCGT
TCCGAGGCGGCGAGACCCTCACCGCCACGGCTTTGAAGTGAGGTCATCAACATTCACTGA
GAGCTTGGGGAAACCTCGCATATACACAGAGACTCATTTCAGTTACATCTGAGGTGGAGC
TGGCAGAAACTGTACACCACAGATACCCGTCTGTGTTGGTATGACGGCTCCACGTCCAGT
AAATCGTGTGGGGATGGGGTGGGGGTGGGGGGGGG
>CL10859Contig1
CAACCGGCTGAGCCCCAGCCACTACCTGTACACCCGCAACCAGCCGGTGGACTACTTCAT
CCTGCTGCTGCAGGGTCGCGTTGAAGTGGAAATCGGCAAAGAGGGGCTAAAGTTTGAAAA
CGGGGCATTTACGTACTACGGCGTCTCTGCCCTGACGCTGCCATCCTCAGTGCACCAGTC
TCCGGTATCGACCCAGCGGAGCTCTCCCAGAGACCCCTTTGATTCTGGGGAGGCCACCAG
CCCGTCCAGCTACTGTCCTGACTACACCGTCCGCGCGCTGACCGACCTGCAGCTCATCCG
GGTGACACGCCTGCAGTACCTGAACGCCCTCAGGGCGTCCCAAGTCGGCCAGAGTCCAGA
CCCCCCCGAGATCAAGATCCTGCCCAACAGTCAGATGAAGCTGCTGAACGACAGGAACGC
CGCACAAGGTGGCAGCCGAGCCCAGGAGAGCTCCACAGAAGAGGAGCCTCATGGGTAATG
CAGTCCAAACTGTCCTCTGCTAATTTAAGAAGATAAAGTATATTTTGAATTGATCAATCA
TCCATGGCTGGAACGTAGGACAAGACTGGAGTGAGAGGGACTTTCTCTACTAGACCCGCT
GCTCACTTTTCATCTCCATTTTCATTCCTTTCATGGATTTCCATGCAGTGTTTAGGTTTA
TTCCTGTTATGTAAATGTCTGTATAAATGTAGCGAAGGAGAGGAGCTATGTGAATCTTTT
AAAAAAATATTATTTGCTAATAAAT
>CL10860Contig1
TTTTTNTNTNATCTCTGAACTGATTTTATTTAACACATCGTGATGGCATAGATATCCCGT
TCCTTTGCAGCTGTAGTCAAAGTCAGTGCTGGCCCCACCGGTGCGTTATGTTACAGTGAC
AATGTGACACATCACGTAACAAATAGTCCGCTTTTTGAGAAAAACGCAATTTAAATCCAA
AAAATAACAAGAAGAAAGTACTAAAAACGGATTGAATATTTCTTTCTTTTGTAAGTGACC
ATGGTGTTAGCAGGTTAATGGCCTTCAAAGTGTGCAATATGAGAAATTAACGCACTTTGC
AGAAGAAACAGATCGGGCTTCCACGGTGTAGAATAATACACACTTCGTCTGTCAGTGTCC
CTGACATAAACAACAACCACAATGGTTAACTCAAAAACTTTTAACAATAACATAAAGTAC
AAAATTCTACTACGAAAAATCAACCAACAAAAATTGAACATTATCAGCATTTTTAAAAAA
TCAAATCTTACCCTCATAATTCAAAACAGCACATTTCTATTTAGCAGTATATCTAATAAA
ATTAATTTCATGAAGTTAAATAACTTAAAAAGTGAAACTCATGATGTTTAGAATCATTAC



ACAATCCCTGATTTGAG
>CL10861Contig1
TTTTTTTTTTTTTTTTTTTTTTTNNTCGCAGTTCTTATGAAGCGTTTATTGGTAGATTAG
TTTCCAGGATGAGGACGTTTAGATGGTGTTCAGGGATTCACAGTTCCACATGTGAGAATG
GGTGTGGTCTACAAACACACAATAATACAACCACACACAAATGAAGTTGTAGAAAAGTTA
CAAATATTCCAAAGTATATAAAAGGAGAAACTGTAACATTGTTTCCTCTGTAACATGTCA
TCAGTTAGTAGAAAATACTTGATCCAGACGTAGTAACAGAACAAACATTAGGATCCAGAA
CTAGTTTCAACCACATGTGAACAGAATGAAGTCACAAACTGATTTCTGGGTTCGTGTTGG
ACTAAAAAACAGACCTGGAACCACCTCAACCAGTGTGAGGGTTCAGTGCCTTGCCCAAGG
ACATTTTGACACCTGCCCCACACTTCTATGTTTCAGTGCAGGAAGAAGTTATAAAAGACC
CAGACCACTCTTTCCTACTAGATCTGTTTTCATACATCAGAATGAATACACTTTGGTTTT
TTTCTGCAGAAAACACAACAAAATCTGACAACTTTCTCTAAAAAAGAAGCAGCTTTTTTT
AACTTTTTGCACAAACCTTCATGAGTTTCATAAACATGTAGATAAATGATGGTAGGAAGC
ATTTCAGTCACTAAACTTCAACATAGTAGAAAAACATTCAAGCAGAGCATTCAAAGCATC
TCAATGAAGGTCAACGCTGGACTGGAAACATTTTTCTACCTTCAGGAAGCCCATCAGTGA
TTGACAGGAACTTTGACCTGTGACCTTACAGTCAGAGGTGGACCGCTCTACCACAGTGGC
TGCTAAAGCTATGATATGAGAAACACAACAACATGCAGAGTGATATAAATGTTTGACACT
TTTCTAAATATAGTAGAGAGACGTTCATGTTCATGTGTTGTCTGTAAGGCAGCAGAACAA
ATGTTGATGCGGAACAAAGTTGTTCCAGCAGAGATGCAGATTATAGATCCATGGATCAAC
ATCAAAGACTTCCTGTTCTGAAGAAGATCACACTGGAACTACAGCTTCAAATCTGGAAGA
TGAAATCAGAGGATCTGCAGCCTCAGGTCTTCCATTCAGAGACCCTTGTTCTTTTTCTTC
ATCCACCCTTCTTACATCCCTTTTGTTGATGATCATTGTTGAAATCCTCTTTTGAACATC
CAGGAGTGCTTGATAGTCATCTGCAGACAGCTTTAGTGCATTTTTGTCTCTTAAAATCCC
CCAAATCCTCTGCTGAACATCCTTGAGTTTTTGGTCTATATCTCTATACGGCAGTGCAGA
AGATGTTATATCTGAAATTCTCCTGGCAAGTCCATATGAACGAACACGTTCTTCATCATT
GGTCGACCTCCGTTCTTGATCCATAATTCTTTCTTTTTTTACGATGA
>CL10862Contig1
CCCGGNCATTATGGCCGGGGAATGAACCCAAGATAATATGAATTATTGTGACAATGAACG
GATGATGACCGCCGGGGCAAAGTCGACGCGCATTGCTAAGCAATTAGTGAGGAGCAGCGC
CAGAAAGGGTTTTTATTAATAGCAGGAGATCCCGGTCCGTGTGTGTCCGTCTCTCTCTGA
GCGCTTGTATCCAGCCAAGCTAGCGACGTTGAGCGCAGGTCTACTCTGTAAGCCGATCAA
GGTGGAATTGTACACAACCAAGATCAAGTTTGGGATTTCTGCGTACCGAGACGCCGTAAA
GGTGTGGAGAAGGTGCCAGGATGATCATGGTGCGACTGGCTTGTTGCACAGCCATGCTGT
TTGTGTTGAGGCTGCTGCTGGGCCTGCCTTGGTACCAAGTTCTTCCAGCCATTCTGATCT
TCTACCTGGGAAGTGGAGGATGGAGCTTTGTGGACATTATTGTCAAAACACTTGGCAGAG
ATTTACATGCAGCGTATGTTCTCCTGCGGGTGAAGCTGAACGTCAGGCGGCACCTCAGAG
AGAAGAACACTGTTCCTAAGATCTTTACTGAGACGGTGCAGCGCCACGGGGACAAAACTG
CCCTCATCTTTGAGGGCACTGGTGAGAGGTGGACCTTCCGACAGCTGGATGAATACTCCA
ACAGAGTGGCTAACCTGCTGCTGGAACGGGGCTTCAGGGAGGGGGATGTGGTGGCCCTTT
TCATGGAGAACAGGGCACAGTACGTGGGTCTTGTGGTTGGGCATGGCAAAAGTGGGAATT
GAAGCTGCTCTCATCAATTTTAACTTGAGACTGGAGG
>CL10863Contig1
TTTTTTTTTTGCTCAAATATCCTCTCTGGCATCAGCTGTCTTCCACATGAGGCAAGGGTT
AAAAAGACGGAAACGTTTTGGAGACTCGGTCCGAACCCCGGCGATAAATAAGACACTACT
TTCCAGAGCCGTCAGATCTGCCGCCTCAGCTTTGCAACATTCACGCGTTCACAGCGCCCG
CTGAAAACCTGTGCCCATCAGAAATGAAAAAAAATAAAAACATGGATCCTAACATGTCAA
TAAATATAGTTTGGTCACTTGTTGGCGAGAAGGTGTGGATTTTTTAGTGTGCACACAAAA
AAATAAGCATTAAAACAGACGAAACAAGAGCTGTGGGCGTGGCTCTGAGGTGCTGAAATC
TAAGAAATGAAATAAAAATCACCTTTTTAAAAGACACTGTTAAAAGATAATATGGTATCA
ACAAATAAAAAATAATAATAAAAAAAGAAAACCTAAATGAAACGAAGTTTGAGAATGAAA
CATCTGGATAATTTAAAATAGGCGACCCTTTCTCAGGGATTTGTAGTCTTTGTTGTCTCT
CCTGCGCTCCTCCCACATGTCCTCTTGGAATGCTCACAAAGCGGCTGCTTGAGTCCTCCT
GACGTGTTCAGTCTGAAG
>CL10864Contig1
GAGGGGCGGGCAGACGGACAGCTCTGAACACACAGAAGGCTTCGTAGAGGCGAAAGCAGC
AAGTTGTCTAAAAAGAAGGCAAACCGATCACCCGCTGAGCTTAAAGTGACCAGAATTCAA
TTTGGTGAAACGAGAAGTGTTGGCGCGTTCACATAGTTTCCACATGAAGATGAACACTGA
AGAGCTGCTTATGGCTGATTTACATTCCATACACAAAGAAATACGAGCATTTTTTTTTTT
GTCAATACAGCANCTTTNGGGACAAAACNCTTCTTTTAAAAATTCATTCNTTTTACAGCG
GGAAAAAAAATCTAATANGGCATTTCNCCTTGTCAATCAAACNGGGGTTGAAAAACAAAA
AGTAACNTTCTTGTTNGNGAGAAAATACNCAAAANCAACNCTTCCNGCANACCANAATAC
AAAANCNCAGTAAGNGCAGCTTCNCCAACCCNTTCGGTATCTNGGGGGGGNCCAGATGAC
CCNNCTCCCANGGTTANGGTTGGNANTTGGNTCATCNGNACCCNNNANAA
>CL10865Contig1



TTTTTTTTTTCGGAGGACGTGTTTTCATCCTTTATTTCCATTTTTGCTCTTAAATTACAA
CAAAGCTTGTTCCACAAAGACAGGTCGTGTTCTTCACTTTCAATTTACAAGATCCTCTCA
ATTTAGGTGTTCTGAGGTCTCCTACCTCACATTTGATAGTCACATGCATGTTTTAAAGCC
AGAAGTAATAAACAAATAACAGGAAAAATATACAGAATGTACAAGAGAATGTGAAAGACG
GGTGTGCACAACATGAAGCTTCTGTAGAGGGGGAGCAGGCAGACCGATGGGGGGAGGGAA
AGGATGACGAACACACAAAATAAATTTTGTTAAAGAGTCTGCAGCAAAAACAAATGGACT
GGCTGGAATAAAAATGGGGGCCAAAAGGGCCAGGATGTAAGTGTGTCAAAGAGGAAAAAG
ACTTGGCATCCAGTTTCAAAACCTGCATGTGATGTAGAAGGTATACTGAGGTTTCAAGGT
TATTTCCTCTACTCCTACAGAATTTCATCCTTTTCTCGTCTTTTTTTTTAACTCATACTT
GTTGCTTTATGGAAAAAACAAAAAACCCAAAAAGTTACTTTTTTACAAACACATTTGTCC
TTTGTATCTCTTTTCA
>CL10866Contig1
TTCAGGGCCTCTCCGGCAACCTCAAGGATGAGCTGNCGGCGAGGGAGATCCCGGAGGAGC
TGGAGGAGTTGATTGATCTAGCGGTGCGTATCGATCGAAGGATGCGCGAACGGGGTCGTG
AGCGGCGCAGCAACTCCAGCCTCCGCCCGCTGCTTCCTGTGAGTGATCCACCGTCCCGTT
CCAGTACCCCGCACCAGGTTTTCATTCCTCCCCCCGAGCCCATGCAGCTGGGAACTGGAC
GTCTGACTCCCGCTGAGCGACGGCGCCGTATGGGAGCTGGACTCTGCTTGTACTGTGGAC
AGTCTGGACACTTGGTGCGCGACTGCCCGGGAAACGCCAGGGTTCACCAGCAAGGAGGGA
ACTGGTGAGCCGTACTTCCTCTTTTTCGTCACCCTCGCGACCCTCAACCAAGGTGTTGAT
GAACTATGCAGGAGTCCAGAAGGAGCTGGAGACTCTTATTGACTCTGGTTCAGATGGGGA
CTTTATTTCTCACGAGTTGGTAACCGAACTCAAGGTTCCTGTTGAACATTTGTCTCCTGC
TTTACTCATTCGTGCTATTAACGGGTCTGTCATCCATAATGTGTCGACGTTGTAA
>CL10867Contig1
TTTTTTCCTTTTGACAACACACAAAGGAAATGCATAGAAACAGAGTAAAGACAATATAAC
AATAAACACCACTGAGTGTGTGTGTGTGTGTGCGTGTGTGTGTGTGTGTGTGTGTGTGTG
TGTGTGTGTGTGTGTGNGCGCGCGNGTGTGTGTGTGTGTGNGGGGGGGGGGGGGNTCCAN
NCAAAAANA
>CL10868Contig1
GCACGAGCAAGCATTGTTCACAGCCTCAGCAGCCATGGTAGCCATGACGAAGAGACTGAA
AACTTTTCAGATAGTCTTATCGGACCCGAGCAAGACTTTTTACTGCGGCGGGGAGAAGGT
GTGCCGGCCGCGTGGAGGTGGAGGTGAACGAGTTGACGCGCGTGTCCGCGGTGAAAGTCG
TGGCTCTGGGCTGTGCCAAGGTGGAGTACGCCAAGGGGAAGCAGCGATGCCGACAGGAGG
CCGAGTACCTGAGGCACGAGGAGGTCCTGAGCCTGCACGACCAGCCCAAAGATGCAGATG
GCTCTGTCGTGCTGAGGCCTGGGAATAAATATGAGTACACTTTTGGATTCGACCTCCCCG
ACCAAGGGCAGCTGGTATCCTCTTACAAGGGGAAGTTTGGCTATGTTCAGTACTATGTGA
AGGCTAAATTGGAGAGGCCGCTGCAGCCCACGCTTGAGTGCAAGAAATGCTTCGAGGTGG
AGGAACCTCTGGATGTCAACACCCCAGATTTACTTTCTCCCACAGGTGGCTCCAAGGAAA
AGAAAGTAACCTGCATGTTCATTCCCGACGGCCAAGTGTCACTAAACGCCAAAATCGACA
GGCGTGGTTTCTGTGAAGGCGAGGACATCTGCATCAACGCCAAGTTCGAGAACACCTGCT
CACGCATCGTGGTTCCCAAAGCTGCCATCATTGCCAAACACACATATCAGGCCAACGGCC
GCACCAAGGTCTTCAGGCAGAAGCTGTCATCAGTGCGTGGAAACCACATCATCTCTGGCA
TGTGTGACGCCTGGCAGGGGAAGACCATCAGGGTACCAAAGATCAAGCCATCCATGCTGA
GCTGTAACATCATCCGTGTGGAGTATGCACTAATGATTTACGTCCACATTCCCGGCAGT
>CL10869Contig1
CCCGGGCATTATGGCCGGGGGAAATGGGACAGTCGAAGAAGCAAGGGTTAGCTCTGCTCT
GACAAGCTAAAGCTAACCCTAGAATCAAGATATTTTCTTTTATTTTTTCCGTTAACTGAT
TTTAATAATATTTTGTAGGCAATTGGTAAATGAAAACAGTTGCTATGGAAGAGGTGGAAC
TAAAGCCAAGCCTGCAGGAGCAGAAGAGCTCCAAATACAGCGTAGATAATGAAAATGTTG
CCATGGAAGTGGATGAGTTCAAGCCAAACATTAAGGAGGAGAAGAGCTCAGAAGACAGTG
TAGATGAGTTCAATGGTGTGCCAGAATCTGCATATGAGTGCCCATCATCGCAATATATCA
CTCCCTGCAAGACAGAAAGTTTTCAGAATGGCGCAGACTGTCTGCATCTAGAGAAAGAAG
CCGTTGTAGTTTTAACCAGACTCCCAGAACACGTTATCAGTGCTCTGCAGTCGTCAACCG
CCCAGGAGTTGTACAGCGAAACAGAGTCGTTTGGGGAGGCTGAATCCGATACTCTGTGGG
AACCGGGGGAAGATTCCGATGACTCTGATATCCCACTCTCGCACAACAACAGAAAAACCA
CAAAGATGAAAAAGAGCGGCGCATCAGAAAAGTCCAAACAGACGCTGAGCATTAACAGCC
TGAGTACAGAAGCTGGGAAAGTGGACGAGTCCAGGTCAAGTGTGCCGGAGCCTCAGAGCT
CTAAGGACAGCATAGAAAACAATAATGAA
>CL10870Contig1
CGGCACGAGGGCACTGTGTAGTACGTTGAAAGAGACTGTTAAATAAAAGGTCATAGAAAC
CCAGCGACTGACTTGGCTTACTTTAAGATAAGCAAGACAACACATTAAAGACGTTATCAA
CAACATGGTCACTGATGCTGCTGAAAAAATCATCCGACACTTCGAAGAAAGCTGCGTTCA
GTTTGAGGAGGAGCTCCATCGTCAGAGCAGACTGCTGGAAATCATCGCGGATCCACAGAC
GAGACATCAAACTCTACGTTCCATTACCGGCATCCACGGCGGAGGTCAGCTCCAACCTCC
ACATGAGAACACGAATCTGAACACTTTCCCAAGGATAAGATCTTCAACCCAAATGTTCTC



CCCCACTATTTTCTGAGGAAGCAAGAGAGGAACTCCAGTTTGAAGCTGGAGAACTCAGAA
GCTCCACAGACTAAAGGGCAGCAGGAGGAGCTCTGCAGCAGCCAGGACGTCGAGCAGCTG
GATCTGAATCAGGAGACAGATATCTTGATCCTTACTCCTACTTATGAGAAAAATGAAGAT
CTGAACTGTCAGCATCGCCTAACTCAGAGCTTAAATGTAACTGATGATCAGAANGAGAAG
AAAC
>CL10871Contig1
TAAGGACTCGTACAAACATAACCCCATCTATCAGATTAATATGGAGCGACCCGGCCCTCT
GCTCGTCGAGCTGCGAGGATCCAGGCAATACAGTGTTGGTTTTGAGATGGTGACGGTGTC
GACGGTGGCCGATACTGGAACTTCTGCCTTCCAGAAGAAGAACAGTGGAGATTACAGATG
CGGTTTCTGCTACATGGAGCTGGAGCTCGTCCCAGCAGGAATCTACAACGTCACACCCAC
CACCTTCCTGCCCAAACAGGAAGGGCCTTTCTTCTTGGACTTTGGCAGCACTTCCCCTCT
CAAAGTCTCCCAGCTCCAGTGATGGAGCAGCTCTGGTGCTGAGGAAGATACTTATGGAGG
AGTATGCAACTGCAGCGTGACTTCAGGTTCCGCTCTCTCTTCAGAGAACTCTTAAATTCA
TGATCATAAAAATCAACACCACGATCAATCACCTGCGCCCGCATGTGACCAGCCGACAAC
CCTTACTTACTTATCTGTCACACGGAATATAAAGAATCAATACTATCTGCTGGACTTTAA
ACACCCAACAGCATAGGAGGAGGTTCGATGAGCTCCAGGAGTTGCAGCACAACGTTTTCT
TCTTCGCTGGTTCTCTAGATTTATCAGGAATGCATTTAAAGCTTAATCGATAAAAAGTGG
TCCTATAATTGCATAGTTTTTGGAGCTATCATTTCTTTTCTAAGAAAAGAAAAATCGAAG
GAATTGCGCTGCAGAACTACACAAAATATCCAAAGTTTCTTTTACTCCCAGCTAAAACAG
AATGTGTTGGTCTCTCCTCAGAGAAGTAGAGGACTTGGTCCTGCAGGGTGATTTTTAGTT
TTTACTCTAAAGTTTATTTAAGCAGCAGAGCAGATGTAAGGGAATGTCAGATCCCTGAAG
ACCTGGATGGGTTTAGAGCTGCAGCAGATGAATGATGTCTCTTCACATTGTATGAGGGCT
CCAA
>CL10872Contig1
ATCTTCACTATCATTGGCCAGTCCACCAAATAGATAGCATTTGTTTCCAACCAGTGAAAA
GCTATGACCAAGGCGAGGACAGGGGGGAGGGCCGTTCTTTGGATTTTTGGCTTTCAACTT
TTTCCATTCCCATCTGCTGGCCTGTAACTCGTAAAGGTCATTGCTGTACTTTCCATACTC
CACCATCCCACCAAAAACCAGCAACCGTGTGCCATCACATACAAAACCATATGCAGCACA
ACCAGGGGGAATATCACCACGAACCGCTGGGATAAACCACTGGTTTGTTGCGGTGTTGTA
TACATGTAGCTCATCCACAATTCCTTCGTTTCCACCGCCAAAAACAACCATAAGCTCTTT
TATAGCAACAGCTCTGTGTCCGTGTCGGGGCCGGGGGACGGGACCAGACCATCCAAGGAC
CCGTTTCCATCGCGGTTGCAGGACCGACGCCGTGGTCCCAGACGCCGCTGAACCAGGGAC
AGACATAACTTTTCACCCAATGCAGCAAATGCAAAAACACAAGTATGTGCTGTTATCTTG
CGACGTTAATCCAAATTCATTCGATTTGTGAAGAAGTATTTCCTCTCATGCCTGCCTGGA
CGCTGCCATCTTCTTGACAACCCCCGGCCATAAGGCCCGG
>CL10873Contig1
AATTTAACCAGCAGCCTTATTGGATGTTAGTTCATGTCTGGGGCTGAATATTACATTTAA
AATCTTTTGCAGTGCACTTCACCAGCACTCCTGTACCACGCACCCTTCTCCCACTTTTCT
TTATTTCATTGCCGAAGGAAAAGGTTAGGGGGTTAAGGAAAAAAAGAAATCAAGAACAAG
TTATGATCTCATAAACAGTTCTTAATTTTGCACCCTTAAGTTGATCTATCCCCAGGTTAC
TTCTGGCATCAGTTGTTGACACATAAAGTAGGAAATAAGAGTTAATCATGTTAATAACAA
CTAAACTGATAAATAATAACTTTTTATTGTGCCTCATAAACAGTTCTATTCTCAGTATTT
GATCAATGATCTGTAAAAAGGGCATACACTTATAATGTGTAATACTTCATACTGGTATGG
AAGATAGCAGAAATATTTGTTAATTTAACAATCATTTAAAAATATACATTTTATCTAATA
TGTCTACATCCAGACTCTATCTAAAATGCACCTTCTTCTGAGCTCCCCCTTTCCTTCTCT
TGGTTTAGAAGTAGTGGTAGAGCCAAAGGTTCTTACCTAATGCTACATTCATACCGGGCA
TGATATGCACATATTTGGACGGCAATCTTGAACGTGTTTTTAGCATACCGGTGTTCACCC
TGGACTGTCACTACCCAATACTAGCACATAT
>CL10874Contig1
GCTACGAGNCTTCTCTGTGAAAGTTAGCGAAAGTCCCACCTATAGCGACACAAACTGCTC
CTTTATGGGCTCTCCTGTAGCGTTTTTTAGGGTTTAATGTGTCTAAATGACTTAATTTCT
GTCACTTTACTTGATGCAGTGACTGTGTCATTACTCCTGCTGTGATTAAAAACCCTTTGG
GAGGATTTTGACCTGCTATGTTGCACAAATGTCACCAGAAGAAAACTCTGTGTCCAACCA
ACGATGAAAAGAAACCCAAAGACGAGGTAACAATTCACCCGTTTCATAAGATGGAACCAG
CTCTACACCACAGAGACTGACGCCTTCATGCCATTCTTATGTTTCTTCCTGTACAGGAAC
TAAAATAAAATGCAACAAAATAGTTTTATATTCTTTAAAAAACAAAGAAAATCGAACACT
AGATTAGTTTAGAAAATGTAAATGTATTAAGAAAGGAGCAGAAAAGGCCCAAAATGTACT
TTTTTGTGTATGTGGGCACACAACTCTCATTTCAGGAGATTTAAATCTTTTTTTTTCTTT
TCTTTGTTACATTTTAGGCACAAATATTTTTATGGATTTCAGNATGCGTTGACTTAACTG
TTTCAAACCTGCTGTTCATATGCCTGAATAAATGAGTTA
>CL10875Contig1
TTGATTATAGATTATGACTGATTGATTATGATTTGTCCATCCATCCATCCATCCATGGTG
CAGTCTTTCGTTCTCCGTTGGTTCTGGTAGAATCTCGGGTTTTTGCCACTCCAGACTTTG
GTTTGTGGTTTGTCTGGTGTTTTGAGGCTCTCCTCTGACCTTCTTCCTCATTTTTAAGCA



AAGCAGTTGCTGAAGTTATGAATCTGTTTTTTGGTTTGATTAAAAAAAACTCTTTGCAAA
CAAAACACACCTTAACCTAAACTTTTGATGCATTGGGCTAAATGAATTAAAACATGCGAC
TTATTTTCAGTTCCTATTCTCTGTTGTTTCTGTTTTTAGGGTTGGGGACACTATGATAAC
ATTTTGGTATCATGGTGGTAAAAAGGTGTGGACTTTGCTTCTAAGTTGCTTAACCTCTTT
GTCATAAATTCACATTTAAATTTGATTTACATCATAAAGAAAAAAAAACTTCAGCCAACT
TTCTAAAGGATCCCATGTCTCACCTTTACCAAGTTGAAAAACAAAATCTGTGAAGAATGG
AAAAGATTTTTGTAGAGTCCAATTGGGTGTAATGTAACATATAAAAAGGGCAGAAAGCCT
TTGACCCGTCTGTTCATCACATCAACGTGCTTTGCACAAACACACGACGTAACATGAACA
GGATCTGGCAACATTCAGGTTCCCCTCTCACTTTCTAAAGGGATTTTTAGCTTTAAGAAC
GAAAACTGTCTTTGTTTTTCTTCGTTTTTTTGGATTTCCACATGGATGAATGTATGTATG
ATGTGTTATTTTTCTAGAAGCAGACGGGTAATGCACGTTAT
>CL10876Contig1
CTCACTGATGAGGGAGCTCTCAGCTTCCATTTGCACCCATACCCCACCACCTACTCCCCC
CCATGCCCCACCATGAGCTACAACGAGGAATACTGCTCCAAACCTGATGCTCTGGGAGAG
GAACCGGGCGGGTCCAGGGGGGCCTTATCCGAGCGTCACCCCAGCTTTGAAAACCTGGAG
CTGGGCTTCACCGATCTTCTCCCTCCCCTGTACCCCCGGGGCCCACAGCCCCCCTCCCCC
TCCCCATGGCTGGACTCCCCTTACCTGTCCTCTTCGCCGTCCCCCTCCCACTCCTCTTCT
CTCAGTCCTTTCCCAACGGGGAGTCCCATCTCGAACTCTCCCTTGCCCCCCGTTCCCTCC
TCGCCTTATCCTCACTACCCTGCCTATACGCAGGAGGTGTGTCCCTCCCCTCCAATAAAC
CCCAACCCTTATCAGGACATCTGCCAAGTCCCATACTCCCACTTCGAGGGCTGGGACCCC
CATGTAAGGGTGCTGGGAATGGGGCATGGGAGGGAGGGGGATGGCAAGATCCAGGAGTAC
CCCGAGGAGTTCAGCAGCTCCACCTCAATGCATCACCTAACCTTTGAAGAAGTGTCAGAG
TTCATTGGGGAGGACATGCAGTCTTACCAGTGTGGCTCACACATCAACAGCCAGCCAAAC
TGAGCTCGGAGCAGCCCGTGACCTCTGACTGGCATCCAGCATCTTTTCAAATCGCTTTGA
TACCTTTGTATAAAGCTGCATCTCTGCAGTTCCGGGTAACTTTGACATGGGACTTTGCTT
ACCCGAAAACTTGATTCTGACCACAGATATCCATTTTATGAAGGGAATCTAATGTTTTTA
AGATGCTTTTAATATAAATTATACAACAAATTGCTTGAACTGAGGTTGTCTTTTGT
>CL10877Contig1
TCGGCACGAGGGCTGAGCATCCCTCCTGAACTCGGCCTGTGCACCAGCCTCAGGAGTCTC
AGTCTGCAGGGAAACCCTTTCCGGACACCCCGAGCCGCCATCGTCGCCAAAGGAACTGAT
GCGGTTTTGGAGTACCTGCGCAGCCGCATACCTGCCTGACGCACGTTTTTATCTCCACGA
ATCCAACCGTGTGTCTGCTGATGTACAATCGGTGAAGTTCCACACAAACGACAGATGTTT
ATTTCGCATGAGAAAACGAGGTTGGTTTACCCGCGCTAACCTGCAGGAGGCGTGGCTCAG
GAAAAAAAAATGCAGATGACATTTTTATGCAAAAACATCAAACCCCCAGCTAAGGACAGG
ATGGTCTGAAGATTCTACATCCAAAAACAGGAAGCAGGGGATCCCAGAAAAGATTTGTTC
TAATACATTTTCTTCCTCTTTGCTATTCTGGGCCCTAACGTGAACACGTGATGGAGAACT
TCAGAACAAGCTGGGGTTCTCTGAACCTGCAGGGAGGTCCTCTCCAGAAGGTCCTGAATG
TTTCCCCTGTGAATGTTCTCTGGAAAGTTCCTAACAGCAGGAGAACAGCTGCAGTTCTGG
TAGGGGGTGTTTGGGTGAATGTACCCAGTGTTCTCTGGATGTAGACGGACATGAACAGGT
GACATACATACATGTATACATGCAGGAATAGAGAAAGAA
>CL10878Contig1
AATAAAGATTAAAAAAGTACCACAAATTTTCTTAGATATACATCAATTTAGAGCCTCTTA
CATAATTAATGTTCACAACAAATACACAATACAGTTCCGGGATATTCATTTCGAAAAACA
AAACACACAAAAAGTCTGAGGCTATGATGACAGGGAGCAGGTTTTTTTTCTTTTTTCCTA
AATGGAAATAGATGTTTCAATGAGCTCAAATAGAGCGGATAAAAAGGGAGATGGGGAAAA
AAAAGGTTACTTTTAATCAACATAGTAGGTCATCATATAATATTTCATAATGTGGAAGAA
ATCTTGCCTTTTTTTAATCAACTGTATGAAGCTGGTCCTAAAAATCTACCAATACAACCG
AATGTAAAGGAAATAAAAAGGCAAAGCCCTAAACACATACGTTTAAAAGAAAAACAATGG
GGGGGGGAAAAATCAATACATCCTACATAAAAACAGAAAAGAGGAAGTGCCTAAAATGGT
CAATAAAACTCAAGGGGAAGTTGACTTTCATCAGCGTCTACAGTTATAAATGTTTCCCAC
AATGTGCTATTTAGCTTGAGTGCATTCTGACAGTAAGAGAATCTATTGTTACACATATGC
ATGGCTGGTAAATTCATTTAGTAAAGTTTATTTCACATATTTGGCATACATATTGTACC
>CL10879Contig1
GGGCGCGTCTCCCTCCCATTTCAATTGACTTGTGATGATTTACACCTTTTATGACTCATT
CCTGCGCCCCCCACCCCCCTACAACCCGATCAATGCGGCCTGGCAGTAAATACAGCGGTG
ACACGCGGCTGAATTTGTGTTGTGCTACACGTGCACTTTTCCATCTTCCTTCTCACTCCA
TCAAATTTTTTGCAAGATTTGGAAAATGTCTGATGGAGAGCCTTTAAATCAGCCCCCCCC
CCTGCCACANACCGCTTTGAAGTCCTTTAATATTTCTAATTAGTTAATGGAACCAATCGG
GTTCCCAAAGGCCCGCANAGCCGTTCCAGCGCTCACACCACATCGTTACCTCGCCTTTCC
TCGTGACACGTTTTCANAGTGAGGACTCCGCCCCCCTTCCCCTCACCAGGTCAACCAAAG
AACCCCGCCNGAACCAAAAAACGTTATTTCCCCCGTCGCTCGTGGCTGTGGGGCTTTGAG
GCCGGATCATTGGGAGGGTTCAGCCCCCTTCCCTTCCGTTTGTGATAAAGGTTTAGGATG
GTCGTTGGTTTGATTCACACAGATTCCACTGACTGTCACAGCTGGTGATGCTGAACTTCA
GGTCCGTTTCTAGTTTTCTTGGTTCTGACTCTGGACAATCTTCAGTTTGAGCCTCGACTT



TCTGTTGTTCATGGAAGCGTTCTGCAGATTTTTCTGTCCTGCTCTGAAATGATCCACACA
GACAAAAACATCCAACTTTTGGTGGATTCAGATTTTCTAAAGTCTTTTCTAAACGTTGAT
TAAATAGTTTTATTGGAAATATTCGGCTCATAAAGGCGTCCTTTAAAAGTTTCATCTGCG
CCTGAGGAGCATCAGAAGTTGGTGGAATATGAAGATGGCGTCTCCTAAATGAAAGATGGT
ATCCGTCAGAGGAAATGAGCTCCGTCTCTCGTTCCACCTGCACTAAATGAGCTTTTGCTC
TCTTATCTTCACATCATCTCCCTTTTTCTCCATAAAGTGCTTTTGGTTTCTTTTTGCCAC
AGTAACATTTTTGGGCTGCCCAAATATTCCATCTTCTCCGGGCGCCGCAGACTCAGTCTC
TCTGATTCAACCAAAATGGGGGGGTGAGCCCCCACGCCGCCTTGCAGTCCGCCTCAGAAC
GCCAATGTGGTGATTGAGCTTGTTGAGCTTCATGGTCTTGATATGAAAATAAATTGTAAT
GAATATGAAGATAATA
>CL10880Contig1
CGTCCTCCTCNTCGGCACGCGCAAACAAGCTGAGAACTTCNCCTACCGCCTGGAGCTCAA
TGGCAACCGACGCCGGCTGANCTGGNAAGCCACGCCACGCTCCATCCACGACGGCGTGNC
AGCCGCCATCATGAACAGCGACTGTCTGGTGTTCGACACCTCCATCGCTCACCTCTTTGC
AGACAGCGGGAACCTGGGCATCAACGTCACCATCTCCATGTGCTGACGAGCGACAAAGTC
CAGCTCTGCGGCGCCACCGCAGACGTCATGACCTGACGCCGCTGATGAAGACGAGCCCGG
TTGGATCAGCGCACAGATCTGTACACGGATGAGAGTGCACGAATGAGCGTGCACGTCAGT
TCTGAACAGAGAGTGGAAGTACTTGCTCCATGACAGAGCCGCACAAAGCTCCACCTTAGG
GTCCAAAACCGCCTGAGCACCGATCAGGGCAACCAGAACCGTTCAGACCCACAAAAGGAC
CACCTCAGTCAAGTGTCCTGCAGTCTGAATCAGCAACCTGTAACCATAGCAACCCTAAAA
TTATTATGCAAATGATGCCACGTGACGTCAACAGGGGGCGCCAGTGCATCAAAGCAGCTC
AGGTTTTCGAGGTAAACTCCGCCTCCTCAGATTTCCCGCAGCTGCACTGAATGTTTCAGC
GGCCGAACCGGAGGTTGCAGCGGCATTAAAGGGTGTTTGGCCCTGCAGACGCGCCGGAAG
AATCCGTTAGGTTTCTTCCACGGTTTCAGACATTTTCTGGCGATTTCTGCTTTTTCAGAT
TTCCTTGTACTGT
>CL10881Contig1
ACTGGAGGCACAGCAGCATAGAAATGCGCACCGCGCCGAGCCTCAGCCGGCGTTAGCCCC
GCCGTCCCTCCAGCAGCTCCGGCCGGGGCGTCGCTGCGGTGCTTTCGGGAGGAAATGGCC
AACTTTGACACACTTTGCATGAGGTGGAGGACGCTCGTCGCTGATGCGAGAGCCGTGCTG
CCGAGCGGCTGAACTGGGAGCACAATAACAGAGACTTGGGAGGGAGAAAGGAGGAGGTGA
AGGAGGAAGGGGGTCCTGATTTCGGTGTATCTGTATTCCCACTTTGGCTGTGAGAGATGA
TCACGGAGCTGGTGTGCACCGCCGTGGCCGTGGCTCTTTATCTGAACACGCTGGACGCAG
ATTTCTGCTACGATGACAGTCGAGCCATAAAGACCAACCAGGACCTTCTAAGCGAGACTC
CTTGGACGAACATCCTGTACGATGACTTCTGGGGAACTCAGCTGACTCACAGCGGCAGCC
ACAAATCTTTCCGTCCACTCTGCACCCTCTCCTTCCGCCTGAACTACACCCTGCACAGCT
TGCGACCTTTTGGCTACCACCTGCTAAACGTTGTGCTGCATGGCCTGGTCACAGCACTCG
TCACGGCCTTTAGTCGCACCCTGCTGGGTGGGGGCCTGTGGTGCCTCTTGGCGGGTCTTC
TTTTTGCCTCCCATCCCGTGC
>CL10882Contig1
GTCTGCAGAGTGGTCCTTAGGTGCATGAATATGATGGCCACAGGCCACAAAGCAATGACT
GTCAAGATGCCCACAAAGGGGTTAATCCACATAACAGCTCCTGTGATGCTCAAATCCGTC
AGGACAAAGTTCCCGTTAGTGTGGAGGACAATAGAGAGAATGGTGAAGACAACCTTCAGG
AGGGCAAACTGGAAGGAGCCAAGTTTAAGGAGGAAGAGTGTCCGTGGTGTGATGGCCACA
TGTGGGAGGCAGGGGCAGCAGCAGCAGCAAGGCCCGGTGCTAATCCTTAGCGTGTGTTTT
CCCATCCGCCGCAGGAAGGCCTGATCGCCTCCGATCTCCTCCAGCATCATGATCAGGAAC
TTAAACACCACGATGGCGAAATAACAAGCTGAAGTCATATCGGTATACATGGTGGATCTG
GGAATCCACATCCCCAGACACGACATGGTGCAGATGATCGGTGCTGCTCCAGTCACCCAA
ATGATCACACTCTTCTTATTGGGAGGCACTTTTTTATAGATGTATATACATTCTTCTATG
AAGACCAGCATGGAAACCGCGGTCATGAAAGTGAGGATGGCATACAGGATGGTGCCAAAA
ACGTCCAGCCCCAGGATGATGTCGACGGCCAGAGGAGGTTGGCCGGTGCAGTTCGGGTCA
ATGCCTCGAAGGGATCCGTTATCCATGCTGGATGTGGGTTTTTAGAAGCGACAGACTCGC
AGGGTTCCGTGCGTAAAAGTCAGGAGCGACGTCTCCTCTCCAAACACTCCTCAAAAAAGG
CCCAAGGCCA
>CL10883Contig1
TTTTTTTTTTTTTTTTTTTTTTAAATGAAGCAGTTCATGTTTTATTTTTTCTGTATAAAA
CAAAAGCAATAAATATCACCAGTAAATAAAATTTACTTTGTTTTTACTATTTTCTCCATA
AAAAAAACAAAAAAACAATCTAATGTACATTATGAAAAGTTGTACAGCTTTTGTTTTAAA
ATAAGGGCTCAATTTGTCTTTAATATGTAGATATAAATATATATATTTTGCCAAAATGTA
TGATAAAAGGGAAAAAAGTGAGACAAACATACAGATCATAGAAGTTATAAATAATGGTAA
ATGTTTTTGGGTGGAATTGTTTCTGCTTTGTTTGTTGCCAGTCCAAATGACAGGTTTTTT
TTTTCTTTTCTAAAAAAAAAGGTCTTCNTACTCCACGGGANCAGGACATTTTTTTCGGNT
TCNCAAGGTAAATNAAAAAAATCTAGGATNTTTTGAANCTAANCTTATTAAAAGNCCTGA
TNGGGNCCTCCTGCTGNGACATTACNCAATATATAATGAAAAAGNGAAAATNCAGTNCAT
TGAGGAAAAGGAAAGGAAAAATCATGTTGNATTTGNCGTTTTTAAANCAGGGNCTTCCTT



CANCAGNGNAAACCAATCGGCCNTNAAAAACTTTTTCAAAATGTCAACCGATTGTTTTTA
CNACATGGNCCATCAAATAATGCCATTCAGNCAATTTGCACCTAC
>CL10884Contig1
TGATGACTGTGGTTCCCATGGAAACGGCATCCAGACGCTTCCTGGACCGGTGGAGGCGTT
GAAGCTGATGCTGTTCAGACTGCAGACTGTGGAGGCGGAGCTGCAGAGACGGGTAGAGAC
GACAGCGCCCCCCTCCCTCTGTGGGACGCCGCAGACCCCACGAGCTCAGGTGGAGGCCTA
ACCCGTGACGACCTCCAGCGGGTTCTGGGGTTGAGGGTGGTGTTGGTGGGACTGATGTCA
GCTGCTTGTGTCGCAGGTTCCTGAGGGTGAAGCCCGGCTCCGGGGCTCACCTGGGAGCCC
GTCGCTGCAGAGAGCTCTGCATCACCTGAACCGCCTGAAGCTGCTGGTGGAAGAGCCCAC
ACGGAAAAACCCAGACCCGGGAGAGGAGAAGGACAAAGACGAAGATGAGGGACGATACTC
CTCTTCGTCTGCTGACAGACTCTTCAGCTCCCAGCAGCAGCCTTTGTGAAACCGACCAAA
GGAGCCGCATGTGTGGAGTCTGAACGTGGAGGAGGTTCCTGCTGCTCCAACTTCAAGGAA
AAGTCCAAACACGTCAACAGCCGGCCGTGACACGGACACGTGTGAGCGGGACTGTCGGCA
CAGAAACCCGACATGTTCTGTCACCACAGAGAGAAACACTGATACTGGATCAGTGCAGGG
ACACCGTCTAAGGAAAGGTTCACGCCACGTGACGGCAGTGTGACGTCATGTTCTCGCTCA
GAAGGCGGCCCTGCTGGACCTGGAGGACGAGGCCAAAGCTGCTGCCACGCTTTGGTCTGC
TGGAACCTCCGTCCCACCGTCGGCTTTAGCCTCTTTAACTGATTTTCCAGACAGTTTTGG
ATCTGAAAACGTTCCTGATGGTCTTTTCATTAAAAAAATAACATTTGTCGTTTTTCTAGG
ACATATTTTCTGCAGAGTGGCAGGAGTTCATTAGAAATTCATCACTCAGTTGTCATCAGG
ACCGTTGGCCAGGAGTAAGCCTGCCCCCACTTCCCATCATCCCTTTGTGTCCACTGTCTC
CTGCTAGCTTACTGCTAGCCTTGAGCTAACGTTAGCGGAGCAACAGAAATGGCAGCAGTA
TCGTAGCTGTCCAGCCGTCCAGTTTCAGTCCAGATTCCAGAGACGGGGGCGTGGCCCGCC
GACTGTACCACCTATGTCACGACCACAAGCGTTTTCCAGCAACATACTTTT
>CL10885Contig1
TGGGCACTTCTCTCCTTTCATGAGGAAGTCTGGGCGCGAGCTGCCCAGGAGCCAGGGGGA
AATATGAACTGATCTGTGTTTCTTCTGAGGCACATTGAAAACTTGGAAGAAACAGTCAGC
TGCTGCACCTTGCAAGGAAAGCCTGCAGGCTGCCGTGGACAGGATGTTCAGGAGCAACAG
CCCCTTCAGCTGTGACACCAACAGCCACACAGGATCCATGAGGTCCAACGGTTATTCCAC
GATGGATGAGACGTCATCGGAAATTTCAAACCTGTCCAGGCCTAGTGCAAAGTCCATTTA
CTTGCAGAGAAGGCATTACGCAGCTGCAGTAACCAAGATGATGGAAAAAAATCAGTATAG
GGTGGAGCACCTGTTCACTTGTGATCTGGATGGGAAGGACCTGAGCAACGTCAGAGACTG
TGTGGAGCGCCTGAAGCTGCTGGACCAGATGGGCCGAGTGTGGGGTCAGAACATGATGCT
GGAGGTGCAGGGGGCAAACCTGCTGCTCAGTGACATTGAAACAAAGGAGGAGCTGGAGTC
CATTTCTCTCAGCCACATCCTGGAGCTGAATGCCGTGTTGAATATTGAAGGGTTCAGCTC
CCTCCTCATCATGTCGGTGCAGCTGCACAGAAAACCCACCACCATCTTCATGTTCCAGTG
TGAGGAGATCAGGGCAGATTACATTGAAAAGGATTTAAAACGAGCTCTGGCAAACAGCAA
AGCAAGAGGGCAGAGACAACGTGAAAATGGCGAACTTGATGAGTCGAAAGTGGCCGGACC
TCCTGAAGATTATGAGGAAAAAGAACCTGCGCCTCGAAAGCCTCCCAGCAGTCCGCCTCC
TCCTAAAGCGTACACAGAACTCCAGAGGAAAGTGGATATTTTAAATCATATATTAAATGA
TGTAGA
>CL10886Contig1
TTTTTTTTTTATTGTTGAGCAAGGTGCCAATATGAAGTATTCCTTTAATAAATCAACAAC
CAAGATGGTGTTTGTTTGTTTGCTTTTTGCTACCCAGACTTTCGTGCAGCCTACTTGCCT
GCATCCACAAAGGCCAACCCCAAGGGGCTATTCAGTGAAATAGCACTTGTGTATCGATTT
GTGAAAATAGAGATGGAGAAAGTGCAATCTAGAGTTATTTCCCGGATCTGTATCCCCGAC
GAGCCTCTTCAAACAATACCTAATTCCATTCATTCCAACGAAAGAGGGAAATATGAGTCT
AAGGAAGAAAAGTAAGAGTCTCTGAGGGGGAAAAGGCTGAATCCATATTCCACAGCCCAC
ACACGCTTTGAAAAGATGTTTTTGTATGTTTGATGTTAACAAATGGCAAAACTGACGTCT
AATAGCAAAAAGTATAAATAGTTTAATATATAAAATTAAAAAAAGCTGAGATGAAAATTA
CATACCTGGATTTATTGTTGAGTAATTGCTACATACATTTCGGAACAATGACTATTTCAA
GTATAAACGGTTGTTTTATTCGAAATCATTTGACTGGTTGGCGCTGATGTCAGGGAGCGG
GTGAATGTATATGACTGTAAAGCGCTCTTGGTCCATAAAAGCACGGCAGAAAAGTACTAT
ATAG
>CL10887Contig1
GGCACGAGGCTGATTCGTCCTCTGCGGGGGGGGTGAATGTCCAGGATGTTTTTCACGTAA
TCCTTTTTTGATATAACAAAGTATTTGTGCATTTCAGCGAAGCAGAGCTTGTTTTTGTTT
TTCTTTCGGTTAGCAGCTGCGTTGGAAGTGCAGGTTGTGCGTTTCACTGACTCTGTTTTC
AGTCAGCTGCTTGTTGCCTCTCCCCCTCCTTTGTTCCCACAACCTCTTTTTTTTTTTTTT
TTGGGGCNGGGGNACCCGGGGGCNCCCCCCNGA
>CL10888Contig1
AATATTCTTTATTTTTCTTCTGATAACTTTGATGCTCGGGGCAAATCAGAGTCATGACGA
GCGTTTAAATTCTGTACAAACCCAGAAAACCAACAGTCAGACTGTGTTCCTGATAATTAA
AGCGGTGTCAAAGCGGAGTGCTATGAAGCTGCAAATCAAAGCGCTGGCAGAAACTGATTT
ATGAAACATGTGCCCATTTACAAAACAACTCTTTTGATTAGCTCCGTGCTTTTTACCTCA



CAAGTGGAGCATTGTGCAGGGTTTTTTTTTTTTAAATTNCCAAAANCATCCTACTGTANA
ATCAAACTGCNTTACTCCAAACAAAGACTCCATTTAATCTGNGAAAAGGCCTGAAAGCCC
AAGTAANAAGTTNTT
>CL10889Contig1
GGATCATTTTAACTGTCAGTCGAACCCCCACCTTTGTTCTTATTGCGACTGAGAGGGAAT
GTGGACTTGCTCTGTGGTTGAGTCATTTTGCTGGCCAGATAAACAAAGGGTTCGATGAGT
GTGCGACGGTCTACCACCGACACTTCAAACAGACGGACCTTCTCATTTCTCGCCCAATTC
TGGGCATAGGTGGGGTCAACTCTCCTCTCGTCTGGCTTGTCCAGTTTATTTCCCAGCACA
ACGATTGTCACCTCCTTCTTGTCTCTTTGACGATCAATATCCTTCTTAAGCGCCTCCATT
CGCTTAAACGACTCTTTGCTGTCAATGCTGTAGACGAGCACGAATCCGTCGGCAAAAGTG
AAGTAATGCCGGGGAAATTCCAGCCCCTCGCGGAGTCCACGAGTGTCATAAAAGCGCACC
TGCTCTTTGGTGCCACGGTCTGTTTCTATGGAGCCAATATAGATGTCCTCCAGGGTTTCC
ATTGGCTCCGAACCTGCAACATGGTTGGCATACAACAGCTGTTCTAGTATGGCAGTTTTT
CCAACTGCAGCTTGACCACACACCACAACTTTACAGCTTTTCCCCATGACAAGTCTTCAC
GCTCCTGTCGCACGTTCGCCAATTATAAAAAGCCTCCGTTTTTACAATATCATCAACAGC
AAAAACAGGTTCCCTTCCCTCGACGGTTACTTCCTGTTTACCCCCGGCCATAATGCCCGG
GTT
>CL10890Contig1
GAGGGTTTCCGTCTCTCTGTGACCCATTTTTAAGGCTTGCCGTCCCGCATTGACCCGGGG
GGGAAAATTAGAAAAAGAATAAGATTAGAGGACCTTCTTTATCATTGTTTTGGTGAAAAT
AAGAAACATATCACAAGGTCAGAAGACCCGAGCAAGCTGCCTCCCCAAACCACAGCGGCT
GCCTAAGCGAGCAAGATCGCTCCGGCTCCCATGGGCCCTGCGAAAGACTGTCCAGGGTGT
ACCCGCGTTCAACAGTAGCCCGGACAGTCTCTGGCAACACTGTTGCCTTGAAAAGTATAC
AGCTAAGAAACAGTTAAAAAATTGATGAATGGAAGTTCAGGAGAACAACTGTCAGATCAA
TCTAACATATTGAATGGGTATTCTAGCCGCTGATTGAGTCACTAAAAATGTCCCGGGCTT
AGATTTGAGTCCCTAATTGTTTAGCGCAACGTGGCGACCTGGATTTGAACTCTGAGCGCA
CTGCGCCACGTTTCCCAATTTGCAATTTGTATCATTTACTCTACATTGAAACTGGCGTGT
CTGCCGCACGAATCGGTGTGCCATCACATTAAAGCTGCGTTCGGTGTGAACGCAGCTTTA
ATATGAGACAATGTAATGATTTATAAAAATATATTTATTGTAATTCTTCAGAAAATGTAT
ATTATGAAATTTTTCTCAATTTACACATTTAAGCATATGTCACAAAATTAAATGTCATAC
CCTACAGCATTATGCAGCAGTTTTCATTCAATTAAATTACAGTCACTATGGTCCTAATAG
TTGGCTTTCATTCTGATCAGGGTTTTCAAATGTATTTTAAATAATGAAATTCATGAAATT
AAATGTTTAAAATTGTCAATTCAATGTATTGTACTTGTTGTTTAAAAGAT
>CL10891Contig1
TTTTTTTTTTGACGGCAGATTCTAGTTTATTAGAAAATACACTTTTTAGTGATAAAGTGT
TCCAGCAGAGATTGATTTCTCAGGGTTTTTGTGTTTTATAATCTCACATCAGTTTGACCC
GCCCACCTACAAACCACACGCTGTCACGTTTAACACGGCTCAAGTCGAAAACAATGTCGC
CATAGTAACGGATATACCAACGGCACATATGTGAGTTGCTCTCAACTGCCCTGCAGGATT
TTAATGTTTAATCCATTGGTAATTTAGCTTCAAGCAAATATTTCTCCCTATTCTTAAACA
AAGAAGCAATGCTAAGTAGTTTTTAAGCTCTAAAATGATGAGTTTTTTGAGACGATGCTG
CTTGCTTAAAGGGTTCATGTGTGTCATGCTGCAGTTTTTAAAATATTTATATTTGTGACA
GAGGAATGATTTTCCTACTGAAAATAAAAGATATTTATTATTTCTTATTTCCCCTATGTG
AAATTAGTCCAGCACATCTA
>CL10892Contig1
TGCATGTTGCAATCATCAAAGGGATGGAAAAGGAGAGCGCTTATTGCTGTTTACAAAAAA
CGGAGATAACATGTTCATACGTTTTNGTATGTAAAGAAAAAGCTATACCGTGACTACTCA
GGTTGGGAGCTGCTTGTAATTATAAGAAAAAAAAAGCAACAACATGAAACCTATACATTA
TTTTGGCGATCAGTGCGATGGGCATCATTGGACAAATGGTTGCAGCATTCCCTTTTGGGC
TTCTTACGGCTGCACTGTAGGAGGTGCTTTGTTTCCTCATAAACACCCTGCAACTGACAC
GTCTCACACCTCATACAGCTGTTAGTGACGCCGTTTGTACCAAAAACCTGTTTACGACGG
ACACCTGAAGCTGGATGCCAAAGGTTACAGCCAAAAGACGCAAAAGGACGAGGACAGTCG
TAGGAACGAGACTTTTTACTGGAGGCATCTTTACACTACACGAGTATGAAGCTTTTAGAT
GTCGGCCTTTGGAGTCCACTCGTTCAGGTGACCATTAACGGTGTACACGAAGAAACGTTT
GTCTTATTCCCATCCAGGAAGTTGTTTTTACTCGGGTATCTTCTAAAAAATTATCATGTC
TCAGCTGTTCTTTACTGACTCCAAAATGTCTGCAGAGGCTGAAACGTCCACGCACATTTG
TTGATTTAAAGTTCCGCAGATCATTTTGGAAGAGAACCCTCTCAAACATTTCCCCCCAGA
TTTTATTTTCAGCACCATGAATAAACCAGAAGAGTTTCCACTGCTCCGNNNAAAAAAAAA
AAAAANAAAAAAANA
>CL10893Contig1
CCTGGATTTTAAAGCGCAAGTAAGGGGGAAATAGAAAAAAAAAGACAAAAGTGATTAGAC
ATGCCACTTTTCAATAAAAGGATTGATTATTTATATTTTTTTATGTTTTCTCTCATTGAA
CAAGAGGAAAACTTAATGCAATCTGTTTTTTTTTCTAAGAAATCAGAGTTACCCACCAGT
TTGGCTCCATTCTGCTAACAAAGTTCGTTTATTATTTTTCTTTTATTCTTTTCACAAACT
GCCGGAAACTGAGATTGGGCGAACTTCGTTAGCAAGATACGTTAAGTTTGGATGTCGACA



CAAAATTCTTACAGAAGTGGGTGGCGTTTGGTTGTGTTTGGACCCTTCAGTCTTTGCTTC
ATCGTGTTGTGGGTGACTGCCAGCGAAGAACAAAGCTGTTTTTGGTTGNCTTTTTTTTTN
GAAGGTTTTNGCCCAAANATTTNGNANAGCAAACANATTTTNCT
>CL10894Contig1
GCGCCGGCGCACAGTCGCGTCTTTTGGAACAGTTGTTCTGTGTCGGTCGTTTGCCGTTAA
CTGACATTTTCTCTTTGCTTTGGGATTTTCACCAACACCTCGAGAGCTGTTGTTGTTGCT
CGAAGTGACACTGACAGCAGCCGCGGCGGAGAAAGAAACAACTTGACGAAAACACATGAC
CGGCTGGAGGTGGCGTCGACACCGGCGATGTTTTTCATGAAGTGTTAGCAGAGAAGACCG
AGCATTGTGATGGGCAAAGACTACTATAATGTGCTAGGGATAGCTAAAGATGTGTCCGAA
GACGAGATAAAGAAGGCGTACAGAAAGCAGGCTCTGCGCTTCCATCCGGACAAGAACAAA
TCCCCCGGAGCTGAAGACAAATTCAAAGAGATCGCTGAAGCTTACGACGTCCTCAGTGAT
GCGAAGAAAAGGGAGATCTACGACCGCTACGGAGAAGAAGGACTGAAGGGCCCGGACAAT
GCTGCAGGACACAGCGGACCAAATTTCAGCTACACCTTCAATGGAGACCCCCACGCCATT
TTTGCAGAGTTCTTCGGAGGTCGGAGTCCGTTCGAGCACTTCTTCTCCCAAAATGGAGAG
GAGGACATGGACATCAACGATCCCTTTTCTGCGTTCGGCGTTGGGGGGATCGGCGGCTTT
CA
>CL10895Contig1
TCGGCCGTTAACCCGGNCCTTATGGCCGGGGAGAGCTCGTTCTGGATCACAAACAGATGA
ATGCGAACAGCTCTTTGTGTTGGAGCTTGTGGGAGGTTTGTGTACAGGCAATCCTAGCTT
TCTGTTGGATCTACATTCGAAAGTTTCAAAGCCGTCAAGAGAGTGAAGTTGTTTCCACTA
TCACAGCGATATGTGCTCTGGCCATCGCTTTGATAACATCGGCACTCCTGCCTGTAGACA
TATTCCTTGTTTCATTCATGAAGCATCCAAATGGAACTTATAAGGAATGGGCAGCAAACA
ATGAGACAAGAGAGCAAATTGAAAATACTGTGTTGCATGGATATTACACTCTGTACTCCA
TCATACTCTTCTGTGTATTCCTTTGGATCCCATTTGTGTATTTCTACTATGAAGAACAGG
ACGACGACAACATGAACAAATGCTCGCAAGTGAAAAACGCTCTGAAGTACACAGTTGGAT
TTGCCATTGTCTGCGTGGTGCTCCTTTTAATTGGAGCATTTGTTCCACTTGAGGCTCCAC
CTAGTCAGAACTCAACTCAGTGGGAGAAAGTGCAGTACCTTGTTGAGGAGCTTGGCAGTA
GTCATGGTCTACCGGCTTTGGCTTTCTCCATCAGCTCTCTGACCTTGATTGGGATGCTGG
CAGTAATAACTTACACGGCATATGGCATGTCTGTCATGCCTTTGAATCTGATAAAAGGCA
CAAGGAGTGTGATGTATGAACGCCTGGAAAACACAGAGGACATTGATGATGTCGAGCATC
AGATAGAAAGGCTGNAA
>CL10896Contig1
GTGTCGACCTCTCCTCTCCCCTCCTGACTCAGCACCCCCTTCCTTCTCCTCCCCCTCACC
GTCCTCCTCCCACAAGCACTCCTTTCTTGCCTACCTGGGACTGATGGAGAGGGCCAAAAC
TGTCTGACACCCCACCCCCCATTTCCCTCACCCTTTGGACTGTGACCACTGCAGTGGGAG
CAAAGTTTTTTCCTTGTTTGTTCTAATCAGACCAGCAGAATAAGCTGGACCAGACAAGCA
TATATATTAAAGAACAGAAGAAAAACAAACATTTATATGAGAAAAACGCTGTACATGCTA
AAAAAAAATGCATTTATATCAAAAAGCTGCTTTTCTTATCAGTTCTATCAATTGAATTAT
TACTACTTCAGATACTCTTTTTCTGTTTTTGTTTCTGTTTTTAAGCATCGGAACGACCTG
GACCCAGTGGCTTTATCTGCTGAAACGAACGTATCCGTTATTTTTTAGTTGTTTTTTTTT
TAAAGATATCTTCNGTAGNCGTTNGACTAGATAAAAAAAGGTTAAAAAGACAAAACAAAC
TTTGCAAGGGCTATCTTTTAGTGCATTTTTGTCCAGTGCTATTATGCATTGAAAGAGCAT
GCCTGTCTCTGTGTCTCAGCTAGCTTTGACGTCATTAGGAAGCCGAAATTCGAGATATCC
GAAAGTGTTAGCGGTGGGCGGAATCAAAGGAATTCTTTTCATTGAAAAGGTAACGTTTCC
CCAAACAAAGCCTCAGACCACGCACTTAACTATTTATCAACTTTGTACAGTTTTTTAGCC
CCACCCCCTCCTCCTTTCTCTCCTTTCCCATCTTTTTTCAGTTTTGTTGTATTTTTGTAC
GATGGTGAAACTGTGTTGTGTGCTGCTGCTGATTTCACTTGCGTCTCAGAAGGAACGTCG
TTTTATCCGACTCCGAATCAGTACTTGTTGATAATCTTTGAAGTGTAAGCGGATAAAGTG
TAAATATGGAAAACGTTCCCATTGATCTATGGTGAGGAAGCAAACAGAAGAACATTTCCA
AGATAAATACAAACTGTTGAATCTGCACTCGCAGGTGAGGAATGTTGTAGATAGAGGGGT
CCCCAACTCTTTTTCCCACAGTTCAGCAGCCATAGTTAGATCATTAGCAGCATTAGCATA
ATCCAAAACCACAGTTTTTGAATGAAATGTCAGATGTTGATGAGATCAACTGAAAAACTC
TGATAGAAGTTTATGCTTTAGTACCCTTCTTCTATTAAAACCTTCTGCACCTCTTCTGAA
CTTCTGAATCAACTGTAAAAACGAGCCCCAAGAAATGAGTCAAAA
>CL10897Contig1
AGGCGAGCCTCTTCAGCTCTGTCACAGAGACGCTCGGACATCAGAAGCACGATGACAAAC
AGCAAAGCGTGCCTGGCAGCGGCTCTGTGCTCCCTCCTCTTCCTCTCCACCTTCCTCAGC
AGCGCCCATTCAGCCAGCTGCTGCTTGAGCTACAGCAGGCGCCGGCCGCCCTGCAAACTC
CTTCTGGGCTACAGCATCCAAACCATCACCGGTTCCTGCGACCTGCCCGCCGTCATTCTC
CACCTTCCAGGGAAGTTCCTGTGTGCAGATCCCAGCATGAGATGGACCCAGAAGCTCCAG
CTCTGTGTGGAGGAAAGGAAGAGGAAGGCTGCTCAGGTCCTCAACACCTCTGCAGACTAG
AGTTCACAACTCAGCGGTCTGGAGGAAAGCTTCCCCGGCAGCTCTGCAGTTTTCTGCTGG
CTTCAGCGCAGACATCCAGGAGCTGGAGTGGGACCCTTCCCTATTTCTGTTCTGTTTTAT
AAACAGAGAAGTGTAGTGTTCGAATACACAGTTGGCTTAAAGACTCACTAAAAACTTTGT



GCTGAGATTTGTCCGCTCCGGCGTCTCTGTGCTCTAAGATCAAGTAAGAAAGAACTTTGT
TTGTAAAAAGTGACCTTTGTGTTGTAAAAGATT
>CL10898Contig1
CCTACTGGGTCTGGATGTGCAAGAATAAGACTTCCAGTTAATCCAATCTCCTCTTCGGGC
GATACGCATTGTTGGAGGTGAGCGTGTGCCGGCATGTCTGATGAAGAAGAAGTGGTCGTG
GAGATCCAGGAGGAGGAAGAAGAAGCTGCTCCCCAGGTAGAAGAGCCTCCTTCCTCTGCA
GCTGATGAACCTGTGGAAGAACCAGTGGAAGAACCTGTGGAAGAACCACTGGAAGAACCA
ATGGAAGAACCACTGGAAGAACCAATAGCAGAACCTGCAGAGGAAGGAACTCCAGCTGCA
GATGAAGATGAATCCAAACCCAAACCAAAGGCTTTCGCTCCTTCTATAACTGTGCCAAAG
ATCCCCGAGGGAGAGAAGGTGGATTTTGATGACATCCACAGGAAGCGTCAGGAGAAGGAT
TTTTCTGAGCTGCAGTCTCTTATCGAGGCCCACTTCATCCAGAGGAAGAAGGACGAGGAG
GAGCTCCTAGCTCTCGTTAACAGGATTGAGAAGCGGCGGGCTGAGAGGGCCGAGCAGCAG
AGGATCCGCACTGAGCAGGAGAAGACGAGGCAGGCTCGCCTTGCGGAAGAAAAGGAGAGG
AAAGAGCAGGAAGAAGCTCGGAAGAAGCAGGACGAAGAGGCCAAGAAGAAGAAGGCTCTG
ACCAACAGGACCCAGCAGTACGGTGGCGTTCAGCAGCGGCAAG
>CL10899Contig1
TTTTTTTTTTGCAGGGTTTTGTGTCAATCTGGTCTGCTTTAATCCGTTCCCCCGACGCCT
TGTTACCTTTTGAGAGCGATCCCTTCTGGTTTTATAATTATTTCAGAAGTCAAAATTCCC
CCCACATCCATCCCTGGATAATTTGACTTAAATCTGCATCTTTCAGGCCCGCGCGGCCGT
CGCTGGGCTCCAAGGTGCGGGGCTGCAGTATAATGAGACTGCAGCCTGTTAAAATACATA
TATTTGGGAGGCATCTTGCACCAGAAATGAAAATGGGTGCGTAAAAGATATAAATCATAG
AAATGTTGATGCAAACATTTGTGGAGATTTTAAGTTGTAATAATGCACCCTCCCTTCCCA
AGCCCCGAATAATTTTTATAGTTTTTTTTTAAATATTTTTCCATGCGGTCAACCCACAGT
CCTGCAATGGGATTCATATATTACAAAAACAGCAGTTCGGTTGTGCGTTCATACGCTAAG
TCATGTTGTCTGAGATGGTTGAGGCTTTCTTTTTTTATCTGGTCAGAGGGACTTCTTCCC
TCTGGTCCAGTGTGACAGATGAGGATTTGCTGAGCACTGAAGGAGTAAAAGTGACAAAAG
TTTCTGTCCTGCTTGTTGGGG
>CL10900Contig1
ACAGTAGAGATAAATACATCATATCATAATGTGTACATGTCAGTAGTTATAGAAACAGAT
CTTTTAATCTTACAGCCAGTTAAAGGGAGAACATAAAAATAGGGAAGAAAAAGGTCTTAA
ACACACCTGTAACTGTTTTAAGTGTAAGTTTTCTCATAAATGTAAACACATTCACTAACT
CTTAAAAAAAAAGAAAAAACAATTTCAAAATAATCGTAAGAAATGTAGAAATTAAATGAA
GTGTAAATAAAAACATGAATACAGCTGAAGTTGATTTAAAAACGAAGAATGTATGTCTTT
TTTGTAAATCTGAAATATTTATCCATTTAATGATAAAACATGCACATTTCTAGACAATAT
ATCAATAAAGAAATGATGTAGTATTTTTATTAAAGTTGTAGAGTGAGTTTTATACCAGTT
TGTTTCGCTGCGAGCACCGCTTTCTCATAAACATTCATCATGGGGATGATGTGAGGTGCA
ACGCAGTAAGTTTACTTCTAAAAGGATCTTTGCACCCAATGATTGGGCTTTTTTTTTCTA
CTTTGGATGCAGACGCACTGAAGTCCTCTTGTTCTCCTTCCAGTCACATTGTCAAGGCAC
CCCCCCCCCNTC
>CL10901Contig1
TTTTATAGCAATGTGAAATGTAACAAACCTGTTTTACCTTGCTCTTGTAAAACATGATTT
TCACTTGTAGAGTTTTTAGCTGGTTAAACAAGCAAACCACTTTCTCATTACTAAATGTCT
AACAAGCTCAAATGAAACATTGCTTAAAACATAGGTAACTTGAATTTAGGGGTTGAGGGT
TATTTTGAATTTAGACAGAGGAGGGCTGCACAGTGGTGTAGTGGTTAGGACTCTCTCCTC
TTCTCACCTTGGACTTTTCTGTAAGGAGTTTGCATGTTCTTCCAGTGAATGCTGGGTATT
CTGGGTATTCTTATATAATTCAAATGGTAATTGGTGACTCCAAATTGTCTGTACCTGGGG
ATGTGTGTGATTGTATGCACCTTCAACAGACTGACAACCCGTACGGGGTGTACCCTGGCT
TCCCCCAACAGTACCCCCATGTCCCCAAAAGGGATTCAGCAATTTTGGAATATTGATTGA
TGGATGGATGCACAAGTAAAGGATGAATATGCATTGCCACAATAGCCTATTTTATGTTGT
GTGGTGATTTTGAGAAGATTTCCAGAGTGGGAACTTGACAGTCTTTACCTCTTTACAAAG
TAGTTTTGATTTGTGAGGTCTTGC
>CL10902Contig1
TTTTTTTTTTAGGACTGTACACTTTGAGTGGGGCTCTCCGTCACTGCGGGGACGACGGCG
TACCGTGTCGGGAGCTTCCTGTTGGGACAGGCGCTCTTTGGTAAGAAAGTGATGAAGGGA
AATGACCCGTTGTGGAGGAATAGATGTCACAGTTTCACAGAAGTTTCATAGAATCACAGA
ACAGTCTTTAACACAGTAGTCGGCGCTTCTCAGACTCAGCTGCACATTCATGGCTGTGGT
TTCAGTGATTGGACTGTCACGGCGCCGACCCGCCAGCTGAAGCGTGTGTGCAATACAGAC
ATCTCCGGATGAACCTAAAGCTAAAGTAGTGTTCATTCAAGACTTCAGGTCGGGCTCGCA
GGCTCCTCCCCCTTCCAGCAGGCCCCCTCCTCTACAGGGGTCTTGCTGTTTTTCAGCACG
CTTCTTCCGCCGCCTTCTGAGCGCTGACTTGAGGCACCTGATAGGTCAGCTCCTCAGTGG
GCGTGGCCTGTCCAGTGGCATTTTTTGGCGTGTCGTATTCCGACCTCTCGCTGTCTGTCC
GTGCGTGCAGCGAGGAGGGGCCCATGAAAGCGCACGCCTTCGAGGACGGGTGGCAGCCCA
TGTCCACCACGATGGGGGTGGCGTATTCGGACCCGGAGGCAGGAAGCGGTTCTGCGTAGG
CGTGGAACGCGTCCGAGACGGGGGCGTCGTACAGCTCCGGACCCTCGTCTGGTTTAAAAG



TCGAGCGTGCTCCTAAT
>CL10903Contig1
TCATTGAGCGCGCTGAAAGTTCAACCGGTTGAACATCAATCGGGAACTTAAAAATAAAGA
GACTGGAACAAAATTTGCACCGCTTTGACATTTCGCACCAAGCTTCTACCAACTGTAGTT
GGCAGACTCACGCTAGTATTGGGAAGCGACCGTTGAGTCGGGTTGAGTGGGCGTTCAAAA
ATGCACCTTTAGCGCGTTGTTGAAAACCTAGTGTGCACGTAGCTTGATGGATGAAGCTGT
GGGCGGGGCCAGCATTTATTCTAAAACCAAATAACAGATGTTTGCAGTTGCTCCACTGTT
GAATGTCTTACGAAGAACCGTAAATGTTTCACATGCGATGCGTTTCACTCAAAAGGTGCT
CCACAGCAACCGCATCTGCAGCGTTCGCCTGTTGCCATGACAACCAAGAGGCATTTACGA
GATGTACCGCTTTGTTTTACTTTTGTAAGCGAATATTTCTTATGAACTCATCTAAAAAGC
AGCCGTTAGATCAGATCCTATATGGAGAAATAACCTATGGAGACAATCATTTTTGAAAGG
CTCTCTGGCAACGAAAACTTCAAGTTTGTGTGTGTAGAAGTCGTCTTGCAAGCACCGCTT
TAATATCACCGCGCTTAAAAACTGCAGCACTGAACGTAGTCGCCTAGAAAGAAGCATTTC
TTCCTCCTTGTGTGCTTTTTTTTTGTCCCTCCCTCCGGGGTTTGTGCATCCTTATTTGTC
CAGTTTGTCACTTTAGCGAAGGCGAAACGGTGCCATAACTGCGAGCCCAGCTCGCTGCGT
TTAGTCCAGAAACACTTGAGTAACCTTTTATATAAAAGAGCAACCTTGTTCCATGACGAT
CTTTATAGCACACTTGGCCCACGGACCGTGTCCGACCGAAGTCCTCTGACGCTGGTCATC
GCGGTTTGTTTTTGTTTTGTTTTTTTAAACACACACAGACTT
>CL10904Contig1
GACCCGTCTTTTGTTTGCAGTGAAACCAGACTATTGGGGAAAAGCAAATCAATTTAAAAA
ATGCAGTTTTGTCCGCTTCACCAAAGGAACGGACGCTGACGACAGGACAGCTGACCGCCG
CCGCACTTCATCTTCTAGTCGTGTGTTTTTTTGTTTTTTTATGTCAGCGCGACAATAGGC
TGGGGTTTTATTTGTGGTTTTTGATAAGATTTGGGATTTTTTTTTTTTTTTGAACNTNCC
NCTTTNGTNG
>CL10905Contig1
GCTGATGGCTGTCGTGAGTCTTTTNCTCTGGGTAGAAACGATGCTGACCTGAGACTTGAA
GGAACCAGAGGAGATGGGGAGATGTTTTAAGAACTGGAAACATTCAAAACCTGGACTCCA
CAGTTCAGAAGGGCACATTTTGATGATAAAACATAAAAGAAAATATGTTGGGTAAGTTCG
TATTTTGCCAAAGAAGGAGATTGACAACCTCCTAAAAGGCTATAGGGTTAGTTTACATTT
TATTTCACATCACTTGTTACCGTTTGGTTCTTTATTTAAGAAAAACTGTAAACACATGTA
AAGCAAAATACTTGGGATTCAACCAGGAAACTGGAAACTTGTCCATTTTTTTTAACCATT
CCTCTTATCATTCCAGACTGAATATATGGAGATGGTGTTATTTATGGGATGTAATTCATT
CATTTTCTATAGGGTAATCAGTTCAGAGGTTTTTAAATGTCTTTCAGAGACTATTTTAAT
TTTTTTTTAAATCCCAGCAAGCCTTCACTTCAATATCTGTTATTTTAGTTATTCCTTCAA
GTGTCTTACAATCATTTAGGTCACGTTTTGTTTGGGATTTTTTCTTTTTCAACTTCAGAA
TATTTTGTGCACTTTGCTTGTTGCAAAAATGTTTATCACACTTTTAATAAAATA
>CL10906Contig1
GCAACATTATTGTAACGGCCTCTGTACTGGATNAACTAATTGGGTGTCAAGTGTAAGTTG
GTTTAGATTTCAAAAAGGGTTTTAAATTATTTAAAATTTATTAATAAGGCTTGCCATACT
GGCTTTCTGTCCGACACCCCTGTCGTTGCTGAGTCCTTCTTCTGGTACTTCCTTATTCGA
AAGTTTTATTTAGGGGAAGGCTCGAGAGGGAAAAGTTAGACTCTTGTTTGGGTATTATTT
CAATGTAAAAGCATGTACCGTATGCTTGATACATTTCTAGCGTGACTATAGTGTTGTTTC
ATGGCTTAAATTATTGGAAGCTACCATCCGTGAAAGGCTCGCCAAGAGGAAGATGTCCAC
GGCTAACGACGTTAGCGAAGACTTCAGAGTGAAGTTTCCCCTGCATGTCGCAGTGTGGGA
CAATGATTACAGAAGACTGGAGGAACAAATAAGGCTACAGAACGACATTGACAACGTTGA
CCCCAGAGGTCGAACAGCATTACACCTGGCCGTGTCACTGGGACACCTGGAATCAGTGAG
AGTCCTCCTGAGACATGGTGCTGCAGTAACTAAAGAAAATGCCAACAACTGGACAGTGTT
GCAGGAAGCAGTGAGCACTGGAGATCCAGAGATGGTC
>CL10907Contig1
GTTCTGGTGCAAATGGATGGTGTTGGTGGAGCTTCAGAGAACGAAGACCCATCAAAGATG
GTCATGGTGCTGGCTGCCACCAACTTCCCATGGGACATTGACGAGGCTTTGAGGAGACGG
CTGGAGAAGAGAATTTACATTCCATTGCCATCAACAACAGGGAGAGTGGAGCTGCTCCGG
ATCAACCTGCGAGAGCTGGAGCTAGCCAGCAATGTGGTCCTCGACAAGATCGCCGAGCAG
ATGGACGGCTACTCGGGGGCAGACATCACCAACGTGTGCAGAGACGCCTCTCTGATGGCC
ATGAGACGCAGAATCGAGGGGCTCACCCCAGATGAGATCCGCAACCTCTCCCGGGACGAG
ATGCACATGCCCACCACCATGGAGGACTTTGAGTCTGCTTTAAAGAAAGTTTCTAAGTCT
GTGTCTGCATCTGATCTGGAGAAGTACGAGAAGTGGATTGAAGAGTTTGGATCATGCTAA
AGGAGCTTCTCCTCGCAAGGACTTCCAACCAAACCCGGACTCTGAAGAAGATCCGGTTTG
GTTCTTTACAGAAGCTAAATGTCTTTAACACGAAGACTTTAAGAACTGACAGTTAGGAGA
TCTTTGGACATTGTCAAGATAAAGAAAAAAAATGTTGCACTTTGGAACCAATTCAATTAT
TTCTGCTTACCTGCTTTCTTGTACTTGATTTGTCTGTAAATGTCTGTTTTAACTTTGTAA
TTTAAACACATTAAAGAAACA
>CL10908Contig1
TTTTAATCATCTACTATTTACAAACGTAAGTGCATATCGTTAAATGACAAAAGATGCATA



GTGTCTGAAAGTACAAAAACCTCCTTTGAGGATTGTTGTTCTGTAGTATTTAACTATCTA
GTGGACCTTTGTTAGTAGTGTTTCGTGTTCAAAAAGAACCCAACACACAAACCTGATGAA
CCTCGTCACAGTTTCCTCCGTCTAACTTGTACAAGTTTTAGGTCCCTACGCCTGTGACTG
TGCCTGAGAAAATCTACAAACTACTCTAGCTTTCAGTGTCAGTAGAAATGTCAGTCATCT
GTGGCTGCTAGCTTAGCTGGAGGCCCAATCCCAGTCTTTGTTTTCCAGCAGTGACACCAT
CCTGGCTGCAGGTCAGTCTCCACTAAGAACCGGGTGTTAAACTAGTTCCAGCGGTGGCCA
GCAGGTGGCAGATGACCAGGTCTGGATATGTTGTTGATCTGCTGCATCTGGGTGGAATAA
GGTGACCGTTCCTAACCGTCCACACACCTGTGATTCTGCCATCTGTTGGAAATACATCTC
ATCATAGCTTGTTAATTGATAAGGCAACATAAGTGTTGTCCACACAAGTTCTGGTCTCCC
GCTCCAGCTCAGAGGGTTTCCTCTCTTTATGGCACAAGACTTTAGCCACAGTGATTAGAA
TGATGACCGCTAT
>CL10909Contig1
TCGGCACGAGGCTAACCCTCAGCTGGTGCTGACCGCTGTCCTGATCTCTGTGGGAGTTCT
GCTGCTGGTTGTCGTGACGACGGCCGCACTGCTCTGCTACCGGAGGAGGAGGCGGAGCCG
GAGGCGTTCAGATGTCAGCGATAAACCCGGACATTACCAGATGGGACAGAGTGAGTAAAC
AGCCAATCAGAGAGTGATGCAGACACACAACACAAACAACAACAACATGCTTTTGTTCAG
AAATACACAAGTGTCAAAGAAGGTAACACACATGGAAGTCCTCCATGGTCATGACCTTCA
CTGCTGCGGGTCCCAGCAGACCCACACAGCCGTTACTATCAAAGTAATAGATTACACCCA
GTGGCGGTTTTAGATATGGGCGATGTGGGCGATCGCCCAGGGCGGCACTTCATAGGGGGC
GGCATTTGCCGTGCCCGATGCGTGCGTTACTCATATGCGTTACTCATATTGTGCTAAGAT
ATTCAAAGAGGAAGCTTGCAGCTTTTAATTTGAAATTGCTTCAGCTGCTGACACTTAACA
CTTTTACTTTGACACATCAGACTGTTAAGAATGTCTTCATCCTCTTTGCTCTTCACAGTT
ATGGTGCAAAANANAAA
>CL10910Contig1
CAACGCCTGGTACTGCTGAGGGCGACTTTAGTTAGCTACCAGCTCGGTGTTTAATCCTTA
GAAAAACTAACACATTGTTTACCTTTAAACTTGTTCTTCTTTGCTTCAAATACTTTGAGA
TAGTTTCTATAAACCCACTGGTTCCGTGTTTACTGGAAGGCTGATCTAAGTCTGCATCAC
TTTGCAGGTTAGCTTGTTACTGCAGCTTCAGTCTATGGAAAGCCACGTGGGACACATCAC
TCAGGCTTTGGAATCACCGCATCAGACCGTCATAATCTAACGTGTAGGTTTGTTCCGGTT
CTGTTGGACAGGGGAACTGCCCCGGTCTTTGATTGGTGGACAACGTGCCACGTGATCGTT
TCTTTACTATCATGATCCGCGCTTGATTTGAGTAGACAGTCAGTTTACGAGGCGGCACAG
CGCACCAAGGGTTCCGCAGAGGTTTCATCTGCAGCTGCTTGGACTTCCTGCTGAAAGGAG
GTTTTGAAGACAAAAAGGAGCTTTTTCGAATACTCATGGCCCTCAGCACTTTTGACATCG
ACGCTCAACGATGGGATCAGTCTACGTTCATGGGCAGACTGAAGCACTTCTTCAATATCA
CAGACTGCAGAACTGCGCTTTTACCAGACTCAAAGCTGGATGAAGCCAAAGCTTTAGTAG
AAAGCTGCAGGGCGGGGTCCGTTCCTCCAGGTACCACCGAGGAGCAGCTCCACTACGCAA
AGAAGCTTTATGACTCGGCTTTCCATCCAGACACGGGAGACCGCATGAACCTTATCGGAC
GCATGTCCTTCCAGGTCCCTGGAGGCATGGCTATCACCGGCTTCATGCTCCAGTTCTATA
GAACAGTTCCTGCTGTGGTGTTCTGGCAGTGGGTGAACCAGTCCTTCAACGCTCTGGTCA
ACTACACCAACCGCAACGCTGCGTCCCCCATCACTCCAAAGCAGATTGGAGTTGCCTACA
TCACGGCAACCAGCACAGCGTTAGCAACAGCAGTCGGACTCAACCTCTACACAAAGAAAG
CTCCACCTCTTGTGGCTCG
>CL10911Contig1
AACACGCACATGTCCAAACTCTCCAGATTTATGGGGTTTATGTCTCTCTGCATGCCCAGA
AGCAAGGGGTTGAAGTTCAAGTAGGTAATTGGAGATTGGTCAACCCACAAGCTCTCACCT
GGACGGATTTTCAGGCCGATCCATATTTTGCCCATATTTTTCATCTTTGGCAGGAGGGTG
CTGATGAAGTCTTGTTCCACCTGATCTGCTATTGTGACCAGCGTTCCCCCTACAGACTGG
CAATCGTCATTGGCAGCTTTAAACGGTTTTGGCTCATCAGGTTTCACCATCAGTGTGTAG
CACTTATTTCTGAAGGGCAGCGCGTTGGCTTTACAGGACGTTCCTCCAGGCTGAGGGATC
AGGGGGTTTCTCTCCACTGATGTGATGTTGTGTCGTTCACACACAAAGGGAAATTGCTGC
AGGCAGCTCAACTGTGATAGGGTATTATCCGGACTGAGGGCGGTGCATCGACCCAATAAG
AAGAAGTGATCGGAGGACCTTTGGGTGTAGGACGAAGCGAAGCCTCGAGCACTCTGCCTC
ATGTCGATCCACCAGTTTTGTTTGCTGTCCGCCAACTGCTGAAGCTCCCACTGAACCTTT
GAAGCCGCAGTTGAACTCAGCAGAACCGCCAGCTTACTGCCACTTTGATTGCAATAGAGC
ATTGCTTCCTGAAAAGCCAACTTTGGTTCTTTCACAAACCAAAACTCTGACCCATCGACG
AAGATGGACGTCTCATGGTGGCCATCTGGATTGTACCACTCAGGTTTTTTGGGGTCGATT
CCGCGGGGTATTTGC
>CL10912Contig1
TCATCGTCGAGCCTCTGGAGCACTTGGATGATGAAGACGGGCTGCCGGAAAAACTACTGC
AGAAAACTCCAAAGTACCACAAGGAGCGAGAGCAGCCGCCGCGCTTCGCCCAGCCCGGCA
CCTTCGAGTTTGAGTACTCGTCCCGCTGGAAAGCTCTGGACGAGATGGAGAAGCAGCAAA
GGGAGCAGGTGGACAGAAACATCAAGGAGGCCAAAGAGAAGCTGGAGGCGGAGCTGGAAT
CAGCCAGGCATGAACACCAGCTCATGTTGATGCGACAGGATCTGATGAGGCGTCAGGAGG
AGCTGAGGAGGCTGGAGGAGCTCCGGAACCAGGAGCTGCAGAGAAGGAAACAGATCGAGA



TGAGGCATGAGGAGGAGAGGAGGAGGAGAGAGGAGGAGATGATGAAGCACAGGGAGCAGG
ACGTCTTTAAGCCAAACTACATAGAAAACGTGAGTATGAGTGAAAACTGTAGCTGTTTAT
CCAGAAAAGGCTTTGATCTCTGCTTTCTGTATCAGGAAAAACTGCCAACATTTTCTTCAT
TTTATCAACTTTTTTTTACTGTTTTGGTTTTCCATTTCTTTAAGCTCAACTGTCGTTCTT
TACATCCAGCTCTCATTATCACGACTAAAGACTTAAGAATTAATATTAAACATTTTCTTA
ACCTTCTGATTGTGCAAAGAAATATAAATGTTCTTCTTTTTCAATTATAATTTAATTATA
ATATATATTGATAATTAATTACACCCTAATTGCTTCATAGACGATTAAATAATCCATGAT
TGTTCTGAAGACGAAACATTTTCTGGCTGCACTTTTCTAAACTGAACGACTCTTTTGAAC
AGCTGTGATTCCTAAAAATATTACATTTCTCCATGACCGAACAAATCTG
>CL10913Contig1
CGGCACGAGGATTTGGTTTAAAAAGCAAACATGCACGTCTTTTCCACAAAAGACTAAATT
TACAACTAAATGTTTTTATTTAACACCTAAAAGGAGTCATTTTGACTCCGTTATCAGGCC
TCATCCGTTCGTCACATGACCCTTGTCGAGCATCGGTTCTTCATGGTGCGTGTTCTGGCT
GAGGTTCTGGTTCCTTCTTCATCTTCAGTGGTTTTTCTTAGTTTGAATTGGTTCTAAAGG
AAAATTAGCTTTAAGAAGTCAAATTAAAACAAACAAAATAGTAACAATGAGGAGAAACAT
TGAGGAAATATTTTTAAGGAGAAGGTTCTGAACTGGGACCAGAACCAGGCGGCAAAAGAA
GCGTGTGGTTCCTGTTTTGTGACGGTTTCCCCCTTCCTGGACCGAAGCCTTTCAAATGTC
TGTATTTCTGATCTTTGATAACTGTTTGTGGTACTCAGCGGACTTTGTGCGAGTGTGACT
GTGTATATCTATTATTATTCTTACCATTAATATGTTTATGGTTCTTGTGTTAATTTTGCT
GTTGTGTAGATGTTTTTCAGACCTGCATGATTCAGCCTGTTTGATGTTTTTTGAGTCTGT
AAAGTAAAAAAAAAA
>CL10914Contig1
CAGCATAATCATAATTATAAGACCACTGGGAATGCTTTGAAAATAGATCAAATGATGATT
GGAGAAGGACTTTAAACACTTCAATGTCAATAAAAATTGTGAAAACAGTGTTGGCATTAG
AGCTGATGGTGAATTGGACTTGATCTTCCATTCTCTGGAGTTACAGTTGCACCCGAATTT
CCTCACAAATTTCTCAAATTAAATAATATCTGAATGTAAATGAAGTGTGCAGATTGGGAA
TCTCCCCCCCAGCTGTGAATCCTCTGCAAACTGCGACAAGACCGGTGCGAGCCGCGAAGA
GTCCATTGTGAGTGTGCGGACGCGGATCGCTTGTGTGCTCATTGTGCATTCATGCAAACA
ACTATGCGAGACTCTTGCACCTCAATGCTAGTTTGTTGTGCTTCCCCAGCTCCCTGCTGC
ACACAAAAGCATGGTTATCCTCTTGTGAGCATTGCACAATTACAGCGTGAACTATATGAG
TGTGTCTGCGTCTCCCAGAGAAGCTGGCGTCCCACAACACAAGAAGCCTCAACTGAGCCA
GCCTTTTTTGCATAGCACCTTCCCTACACAAACACAACTGAATTAATTAATAAAACTATT
CATAAAAAAGCTCTTCTCTTGTTGTGCACAGCTTACAGTGCTTTACAATTACAAACAAAA
CATAGACAAAAAAAAAAAAAAAAAAC
>CL10915Contig1
AGCCTGCAGCTCTTAAAGAGGTGTCAGCAAGCACGGAAAACTCTTCCATGAGCGGATATC
TGTATAGGTCAAAGCACAAAAAAAAGCAGGGGAAGAGACTGTGGTTTGTCATCAAAGATA
AGGTCCTTTACACATACACTGCAAGTGAGGATGTTGCAGCCATGGAGAGTCAGCCTCTGT
TGGGATTTGTGCTGAAATTGGATTCTTGCAGAGCAGTTGCAGTTTAGACTCTTTCATAAA
AACACCCTCTATTACAATTTTAAAGCTGATGATGTCCAGACAGCTCAAAGATGGATTGCC
TCTTTCAAAGAAGCCACCATCCTGTGAGAGATGTGTGCAGCTGCCTGTGATGCTTGCTTT
ATCCATACCTGACCTGGATTTCCTAAAAAACAAAACTTTCAGTTGATTTGAATTTAAAAA
ACACTTAAGCAATTGCATTCTCTTGTACTGTAATTATAAGCTTTATGTGACAAAGGTGAG
CCATGTGAGGTGTAGTCCTTTCTAGTTAGTGTTTTAACCCCTCAAAATAAGTAGATACTA
TGAAGTAATCTGAAGTTAGTTCAACTNTTATGCTTTTTTCCCCCCACTATTTTTATTGGG
TCTTTTTGCACCTCAGATTTTCATTGTGCCTAGTTTCATCAAATTTGCTGATCAATGTTG
ATTGTTGAAGAATTTGTGAAAATCCCTGAGGTAACATGGATTATAAAATGTAGCTTCAGT
TTTGTTGGTTAAAGCCAAATTTTGTACAGATTTTGTTCTTTTTCTTTTGTTTNTGCTACA
GTAAA
>CL10916Contig1
TTTTTTTTCAAATCTTACACAGNATTTTTATTGGTTTTTTTTTAATCCATCACTTTCACG
GCACTAAAGCTTCTTCTTTTCAACAACTTTTTCTTAAAACCTGCAAAACCTCTCTTCAAC
CCTCCCCTACTTCCTTTCTCCATCTGTTTTATCCTCCTTACATCCAACACCAACAGGCGA
AAGTCTGGTCTCGCACTGACGATCTCTTTCAGGTCCAAAACCCACTTTGTCCACCACATC
TCTGCTCTCTTCTTCATCTCTTCTACATTCTGCTCACAGAAACTTGACCACAGCTTAAGG
CCCATCTTGACGCTTGACTGAAAAGTGATCTGTTACTTTGTGGAAAAAGCTTAAAAACAT
GGCTCAGTTTACAACTTAAAAAATCTAGCTTGTCTGTACTCTGACTTGAACATCTGATAG
TTATTGCTGTGCTTCCACTTGAGAAGCTGATCCTTTGTTTGATATAATGCCTGGTGAAGA
ATGTCCGAGGTCCCAAAGATCTTCTTTTAGGAATGTCATCAAAATAAGACATCTTCTGAT
GCAAGAGATTCACTTCCTTTCTTTCTTTTCCTAAACACACTCAAAAACTTAAAAAAAAAA
TTTGCACTACAGGTTAAAAAGTGCTGCTTTATATAAACCTAAAAAACCTACAATACATTT
TTGATTATAAAAATGTAAAACTTTCTTTAGCCCAAAACAGGTCTAAAATAGCGCTTAAAT
ATCACATGGCTAATAAACA
>CL10917Contig1



AAAAACTCTTTTTCTGAACGTTCTGTTTTTGGATGTAAAGCAGGACCACAGTTGAAAACC
GTAAGCAGATTGTAGAAAACACAGAAAGGTCAGGTGATGCAAATGTGTTTAAATCTTTAG
ACCTAAAATCCCCTAAACATCAAACTGCCAGACGGTTCTGAGCGGCTGCCGACCCAGCTG
GGATCATGTTCTGGCTCGTGTTTACATTTACGGGGACAAAGCCGGAGCTCTTTTTAATTC
TGCCATCTGCCATTTGAGGAGGGTGCTCAAAATCTAGGCCCATATCATCAACACCACACC
CCCATGCTTGACAGTTGTAGTAACACCATTGTGTTCTTTGTTATTTTTTTTTCCTAAATA
GCACCATCTTCAAACATTTTCATGTCAACACCAGTGCAGAAGGTTGCAGGTTTGGCTCCT
TGTTGGTGTGTTGACGTGTCCTTTAAATTAGAGCTGAACGAGGGATTGAAACAAACCAGT
CTGGTATGGATTCGTCCATCAGACTCGCCTTTATCGTGTCCTTCAGGGAAGTGTAAAATG
ATTGCCTTTCTAATGTTCTCAGGTTAGAAACAGCGACTCCACTGTAAGGGAAGGGGGAGA
GTTTCTGCAGCTGTGCAGCGTCTGCGCAGTTGCAGATGCTTTGCAGCAGCTGCTGCCTCT
CCATACAACTGCAGAGAT
>CL10918Contig1
TCAGCAGAATGTGAATAAGTGCGCTCTTTTTTCACCATGACTTTGTATATTTTGCAGCCT
CAGACTGGAGACGGTACCAGTCCTCTGGAGGACTTCCTGCCTGGTTCCGGTTCCAAAGGT
ACCTCATCCTATGGAACCAAACCACTTCAGACCTGTCGCCGTAACCTCCCACCTGATGAA
GACTATGGAGAGAATCATCCTCAGCCATCTCCGCACTCAGTGCTTTCAACACAATTCAGC
CATCACTGCTGAGGAGGAAGCTGGAGGTTGCAGGTGTGGACCAACATCTGGTTGCTTGGA
CCATCAACTACCTCACAGACAGGCCACAGTTTGTGAGGCTGCGTGACTGTGTGTCTGATG
TGGTGGTCTGCAGCATGGGGGCACCTCAAGGGACTGTGCTCTCCCCATTCCTGTTTACCC
TTTACACATCAGACTTCACCTACGACTCCCACCACTGTCATCTGCAGAAGTTCTCAAATG
ACAGTGCCATTGTGGGCTGTGTATCAGGGGGGGGATGAGCAGGAGTACAGGGGGGTCATC
TCCGACTTTGTTGGCTGGTGTGAAATTAACCACCTGGTGCTAAACACCAGCAAGACGAAG
GAGCTGATCCTGGATTTCAGGAGGTCCCCTACACCACACTCACCGGTGAACATCCAGGGT
TCAGACATTGAGGTCGTGGACACATTTAAATACCTGGGTGTTCACCTGAACAGCAGACTG
GAATGGTCCAACAACACGGATGCTCTGTACAGGAGGGGTCAGAGTCGCCTCCACCTGCTG
AGGAAACTGAGGTCGTTTGGCGTGTGGAGAATCGTCTGTTGGCTTGTTGTATCTGAGCCT
CTGTATAATGCAGTTAATGGATGCAGTTCACAGATTATTTAATTTCTGGGTTTAATCCAA
CAATCTCACTATCTATCTCACTTACAATGAAATACATTCTCACCATTTACATATTCATAC
TTTTTCAATGTACTACATTTTTCCTCTTTTTGACAAAGAATTCCACATGTATTGTGGCTG
TTAGAATAGATTTATACATAAGTTATCCCATATTTACTCTGTACTTTGTAGCTGTAAAAG
TGTATTACTTTTCTGAGGAAAACAGCCCTGCGGAAGCAGGACGAATCTTATGTCTGCATT
GATCTAGGAAGCAGGAGTACCCTTCTAACCTTTGACCTACTAGGATTACCCTGAAGCCAC
AGGAGCTGACAGATGACCCTTGATCTGCAGAAATGACCCTGATCTCCTGGGGTTAACTAA
GGAATTTCCTGAGAATGGACGTTTCTTTGTGTTCTCATCATTATGAGCTGTGTGTGTATG
TGTGTTTACAACCACCTCCTTGTATGCTGTATGTTAAGTAACGCCCAGATTGTAATAAAA
GTGAGGAGGCAGACCTTTGTAAACTCAGAGCACCACCGGAGAATGGCTGAGT
>CL10919Contig1
GGTTGTACATTTCTGGCAAGTATTATGGCAAAAGGCTGAATTAAACATGACAGTGTTTGA
TTACCGTTTTTATTACAGCGTTTATGCATTGAATGTTTTAACTAACAATTCTGCTGTCAG
ATGTTTTTGTTTGGTCTTTTTTACAGAAAACGATATTTTACGATTATAAGAGTTTGGTTT
AAGTTTCAGCAGCAGTTTGAGATTTGCATGTTTAACAGAACATTTGAAGTTATTTTCCTT
TGACAACCCTGAAAGTGAAAACCTCTTTTCTTCTTGCATCATGTAGCAATAGAACAAAAG
CTGAGGCAGCATACACTGAGGATGGTTAAGGAAAGTGAACAAAGCTTGCTTGGCACCTCT
TAGTTTTACTGCTAACCGTCTCTTCCAGCTGCAATCTCTGCAAAACGAGAACACCTCTCT
CAGGCGGCAGGTCACGACCAATATCTATTACACCCCCAGTGGTGCAGACTACCCTGACCC
CTCCAGCCCCTTAGCCCTGAAACGCCGCCAGTCTGCCCGGGCCAATCGGCCCATGTCTAT
GTACGAGACTAGCTCAGGCCTGAAGCCGTATCTCCCCAAAGGGGAAAGTCACTACACAGA
GGAGGGTGTTCCCACCCTGCAGCCCTTCACAGCTCATGTAAGTACGACCTGCTCCCTGCT
CTTCTTTGCACTTCCATCTCTCCTGCTCTGTTTTGATTCAGTTTCCTCGTCTGCAGTTGT
TTCCTCTCTGTCCTGCAGTGGGTTTCTTGCAGTATTAAAGATGCGATCAACATTTTAACT
CCATGTATTTGATTCCATTTCATTTGGGCCAGTTCATCAACATTATCTGCATGCATTTCT
CCTTTAGTTTTTTGTTAATTGGTGTGAATGTGTAACAAAACAGATAAGAAGATGCTGTTA
NCAGTGATGAGCCCTGAGTAGGTGTACTGCT
>CL10920Contig1
ATGATTTTACTACTGTTGTTGCCGTTGTTCTGTGCTCATGTAAAAGGAACTGATCGTTTA
AGAATAATTTTTCTGCTCTCTGCTCCACTCCATTCTGATGTATCCACTTGCAGATAAATA
GATCCATGTCTTCCGAGCTGGTATCTGGCTCAAAACTGTACAGCTAGATAGCTCCCATAT
TGCTTGGCATTTTTTTTGCACCGGTAATGTTAGGTTGGAGATGGTGGGGGGTTGTCTATG
TCCCATAGAATGACACAGCTTTTTAGATTGTTCCTAAAAACGGCATAATCATAATTTATA
GCAGCGCCAAGCCAGACATTTTCTTCATGCTGCAGTTCTTCGTTGTTTTACAGGGTTCTA
CTGGGAGAACTGGGTGGGTGGAGGGAGGAATCTGGTGAGGGAGGGGTCCCATCTGTGTGT
GATTGTCCTGTGTTTTCTGTTTTAAATAATTTTCGTATTTTATGACTATTTTATCTGCTT
TTATGTTAAGCGCTGTGTATTTTTAACCAAAATGAAAGGCGCTATACAAATCAATAAAGT



TTGAAGTTTGAAGTTTGAAAAGACCACTAGGAATGCTCTTACAATAGATCAAAAGATGAT
CAGACTGGGATTTTAATGAGTAAACAGTTTTTGTTTTGTCTTTTTTCTGATTTTCATGAA
TTGTAAGTGGTTTAATT
>CL10921Contig1
TTTTTTTTTTCAGTGTCACATGTCTCATTTATTCACATATTGATTTATTTTCACATCAAA
ATAATTTGTAGAGTAAAATAAAAAAGGCTGTCCAGCTTCTGACACCATTTTTTATTCTTG
TCATTCTTCATTGCACCAGTTGAAAAATCAGTTTCATTCTGTCTTATCCGTCAGATCTTC
AATCATTAATCTGTTGTTTTTTTCTATTCATGACCCACAAACTAAATAGCATTTAACACT
TTTTTATTGATAAACAAGAAAGGAACGTAAAACCAGTTACTGGGAAATGTCAAGAGCTCA
GGTAGACGATAAGGAACAACAGAAAGCAACTGTTGTTTCAAAAATATCAAAACCGTTGGG
ATTAAAAAGTGCTTTGCTATTTAAAAATCACAAAACACACAGATACTGCCATTAGCTGCA
ACGTTTTCCCCACAATTCCAGTGTCACGCTGTACAACACGGGAGCATGTCTTGCTGCGGT
TCTTGATAAATTGCACAGAGGTGAGAAACATTAAAAAAAAGCAAACCGTGGGGAGGGAAC
TCCGAAATAAAAAGACCAACGTGAGAGAAAAACAAAAAGGCCTTCATGTCAGAGCAACAT
TCACACAGCCACATTTAGCCTGAAATGGCA
>CL10922Contig1
AATGATGAAGTGGGCAGTCCAGCAGATGGGTACGAGGTACAGGAAACCCGGCGACAGCAA
AAAAAATACCAGAGATGCGTGCAATGCGGGCTTTAAGGCTGTTTACACCTATGCATTTAG
TGCACTTGACTCCCAAGGACCGCCAGAGCCAGGGCAAGACCACAGAGCAGGACAGAGAAC
ACAGTGAGGCCACGAGCTGCCTGCATGTCACTTGGCAGAGCCAGCAAGCTATCATATACC
TTACACTGGATCTGACCTGTGCTCTGCACTATGCAATTCATCCACAGACCTTCCCAGATT
ATCTGAGCCGTCACAATGTTGTTACCAATGAAGGCAGAGACGCGCCACAGAGGGATGGCA
CAGACTATTGCCCCACTCACCCAGCCCACAATGGACATGATGAGGCCCAGCAACTGCATG
CCAGTGGTTGCCATGATGAAAAGATCACTTTAGTGCCTAACTTAATCTCAGGTTGATTTA
TTGTCCCGCAAAAACAAGTCTGTGTTGCCAGAACAGTTGGGGTCCACTTCGGCTCCCACA
GTTCTCGGGGATGATGGTGATCAGTTCAGCTTAGTTCAGACGAGGACACTCTGATGCAGG
ACACTGTGCTGTCACGCTCCCTTTGGGGATGTTCCACAGGTTGGTTTTCTGGTCCTTCCA
GCTATGGACGCCTGAATTAGCCCTGAGAGTTCAGTTCAGTCAACAGGCAGCCTGCAGAGC
TGAGGCGCTCTGTCACAGAGGCTAGGGGTGAAGGGCAGAAAGAAGCGCTCGT
>CL10924Contig1
GGCTGAACAGTGCAGGTGAAGCTTTCCAGATTCCTTGTATTTCTTGGAAGATAATCAAGT
ATAAATTAAATATGTGTACGACCTGACAAACAAGAATTAATGGCAAAGCTGCCAACTTTA
GTTTCCTAAAATTGAGCGCACCGTTGTTTTTCCACATCAAAATAATTCAAAGGGAGCATT
ATTAGAACATTCTAGCTCACTGTATGGTCACATGACTTTGCTAAATTAAGTGATTCCACA
CATTGGACTGGAATGATGGATTGGTCATTTTTTGGCTGCCGTCACATGTGTGTTGTCAGC
TGTGATGCACTTGATCATTTTTACGTTATAGTAAAATAAACCCGCTGGGTCTCTATCCAA
ATTGTATTTTCCCTAGAATAATTTAATCGATTCATTTCATTTTGAAACTATTTTATAACC
GTACAGGTCGATTCGATTAACAACTTGCCTCAGACAGATCGATCTGGTTGGATTGCAGAG
ATATAAATTGATTCATTGATTAAGTCAATTAATCGTTACACCCCTAATTAATTTTTAACC
AATTGGATTTGACTTTAAAACCAATCTTATTACACAGGCTTTAAAAACTTTCAGGTACAC
AGTGTACTCTGTTTAGGGTTGAATAATTATATATGGTTTGTGAGAAGTAAAATAATAAAA
GATCACATTTCCCA
>CL10925Contig1
GTTTGAACGTTTGGCTCCGTTTCTGTTGAGAATCAGATGTTTTTGTGGAAACGTTTGGGG
TTGTTGTTGTTTTTCCCAGACGAGCAGCTTTGAAATGAAACCTTTTAAGTTTGGGATTCA
TTCAGACCTCCACCTCCATTTCTGACCCGCTGCAGCTTCATCTCCAGAACCGCTGGATTC
CTGCAGAGCGTGTGCGGGCTGGAGCCGTTCAGGGATTTACGCTGGTGGGGATTCTGTCCA
CGGTAGCCTTGAGACTTTATGCAACTTTTTCTTTGCACTTTGGCCGTCAGCAGAGCCGAA
ACCCGGCGCCCCGCGGCGCTTCGGATCCGACGGGGGGCAGGACCGCAGATGGAGAAGAAA
CGGGCCACAGCGCTCATTCACACTGCCCGAAATGACCCCGATGACGTGGTCAAAAGGGCT
CAGAAGACTGTTCCAGAACCGTCCAGAACTGCACGATCGACCCAGGAACATTTGGACTAA
ACCCCACCAACATGGACACATGAGAACGCAGACGATGAATCTGGATTCAACCCCCAAACG
CTGGAGGATCCGCGCTGTAGAGGAAGCACAAGGGTGGAGCGGGTTAAAGGTCATGGAGCT
GTCGGTCCAGAACCAACAGCCAAAGATCAAACCCGTCAGAACTCTGATCTGCTGCATCCG
CCCCCACACCCCCGATCACACGGTTTCCTTCTTTTCCGCGGCGTAGACTTGTCGGGGTCA
GAGGTTGCATGAAGGATGGCGTGGTCCAAACTGCTCTGCATGTCTTCAAGTCTCATCCCT
CCACAGATCAGTCACTGTAAGGGAGCGGGCGGTGGCGCCGAGAACAAACGCAACAATAAT
GTACAGAGGGATTCGAACCAACAGCCAGCC
>CL10926Contig1
GAGAGTTTTATTTATTGGTTCCAGCTGCACTGTATGCTATATGTTCACCTTGTACAAGAA
ACGAATACAAATACTCACAATAAAAACCAAACATTTTGTGAGCAGCGTCGCAGCGCTGAT
GGGACGGATGGCGGCGGCGGCGGTTTGATCCCTCCAAGAGCCGCAGCTGGCTCGTGTTGG
CCAAAAGAAGAAACTATGAAGAAGGGGAAAGGGGCGGGCCGAACCGCTCACATGAGACTA
CTGTTATATGAACATTTAACAAGTCAATACAAATCTACAGGAATGAGAAGTTTTAACATC



AAAAAATGTACATTTGATATATATCCATATGAGAAAAGAAAAATACAGCGATGGATGTGA
AAAGCAGAGATCCAGAATCGTTTTTTTCTTCCCTTTTTCAGTTTTCCTGAGCCAAAAAGA
GATTTTCTTTTGTTTTTAGATGTTTTAATATCCTACAAGCTTCTTGCTGGCATGTAATCA
AGGTCCTTTGGAAGTGACAATAATCTGTTCTTTATGAAACACCACAGGTAGTTTTTAATC
CGTCACACTCGGATGGAAAATATTGAACTAAATTTGGGAATTTCTTCATTTAAACTAACA
TTTGTACCCCATCCTGCGTCCCGATTCTCGTCCTTCTCATCTGCTAGCATCATGGAGCCA
AAATAAACAAAAATAAAAGCCGTGAAGGTGGAATCCAGATGTCCTGAAGATGAAACTGTA
AACCTGATCACTGTCACACACTAAAGAACATAAACTCAAACACAGAACAGAATAAACACA
AGAGTTGAAGGGAAAAAAAAAAA
>CL10927Contig1
GGAGCCCTCCTCCGTCAGCCGTCCATCTGCACTGCCGTCCTCAGCAGAAGTCTTCCAGGA
CTCGTCCACCTTTAGCACAGCAGCTCACTGCCGCACGGGTGACGGCGCTCCATCAGAGCC
ACGCAGCATCCAGCCGGAACGGTTTCACCCAAACCTTGCTGCTTTCAATCCTGGGGAGTG
TTTGTTTGATGTGGTTTGTTTCCTTCAGACTCAGGAGGCCGAAGGAAACTGATGTTCAGG
CTGTTTCTGCAGAACTCTGATGGGTGGAGCCTACAGATTAAGGGTCACCACAGCTTTGAC
GTGGAGCAGAGACTGTAGAATCAGAGAGAGTGGATGTCAAGGCTGTGGCTGGTTCTGTTC
CAGCTTTCATCACCGTTTCCAACTATCAGAACATGCCATCATTAAAGCCTTTTTATGAAA
CACCTGTGCTGTTTTGACTTGGTTCTGTTCCAACCCGCTTTAGCTTCACGTCACTGCTGG
CTGTAACGGATCTGAAAGAACACTGCAGGACTTCCTTAAACACCCAAACAAAATTGGGTT
TTTAACGGTGTGCCATTTTTCTGATGGACATAATTAAAGAAAATTGAGTCTAAAAAAAAA
A
>CL10928Contig1
TTTTTTTTTTCAGAGAAACAGGAGAAATGTTTGTAATTAGACACAAAAAGAGCACATTTA
CTTCCACAAACCCTTGTTGGTGAATTCAATCCTCTGGTAGCTAAAGCGGGTCAAACATAA
ACTAATGTTTCAAAGTTTTAAATGGTTCTGTGGTCAGACAACTTTAAATGGGAAGTGTTT
GTTGGTAATCAGGAAAGAAAAACAACAGACTTAGGCATAAAAACAGCTAAGCTTTGTTGT
AGTAGAGTTTGGGCCGTCAAAGGATCTGCTCATAGTTCAAACCTTTCAGGGTTACTAAAG
GGAATATTTTTTGCACAAAATCAAACACATTTATTGTCTAAAGGCTCCCATTATACCTTG
TGCTATCTTAAATTGAAACCCCCTTACGTTGACTTGTTCTCCTTACCATGACAAAGGTGG
ATAAAGGTGGAAAGATTTCATGTAATCCATGGACACCAGTGAAGATCACAAATCATTGAA
GAAAAAAGGTTCAGAGCACTGTCTAGTGGGTCTAGATGACCCAACTCCCAACGTTAAAGT
ACCTAGGATAGCACAAGGGTTAACTGTGTACTGATAGTTCCTGTTGTTGAATTGTGTTCA
GATTTCAAATCAAAGAAAGGTTCCAGCTTTTC
>CL10929Contig1
TGCAGGNAATTCGGCACGAGGGGCAAAGCAGCAACAAGTGGCCTACACGTGACCAATACA
ACCGCTGTGTCAGAGGAAGGAGGAGCATCTCCCAGCAGTGTTGCCAGATTCTGCGATTTT
CCGCACAGACAACCCGAAGCAGCATCGTTGAGCAAAGATGCAAAACCAACCCGGGCAGGG
GCCGCCGGCCCAGGGGCGGCCACTTGTTTGGCACAGTGCCGGTAATAGAGCGCGTGAGGA
AGAGCGTAAGGCTTCGGAAAATAAAGTTATCGTTCGGAGGCTGTTGCCCCTCGCCACCTC
GGAGGAGGAGCGGGCCCGCCTCATCATGGTTTATGGGCCCCCATAAAAAAATAAAAAAAT
ATTTGTATAAGGTCATGTTCTGTGACAAAAGTTGAATTGTATGACTTAAATAAAAAATCT
TACCCANGGAAAAAAAAAA
>CL10930Contig1
TTTGCTTATTACAGTTTAAAAGTCTCACGTTGAGGTAAATGTGTTCTGGCACGCCGCTGC
TTAAGAACCGAATCACACATCCAGTTCAAAAACTAAAGGCTATTCTGAGAAATCAGTTCA
ATTCCAGTTTTACTAAAACGACCGACTGTGTCAGGGAACTGGACTGAGTGACTCCTCCCA
CCTGGCGTTCCAACAGGAAGTACCTGGTCCCAAAAAAAAACAATCCCATTTATGGTTGTA
TCTGAATTCCCACCCTAACTACTAAAAAACTCTAAAGTGCAGCACTATGGATTTTAAAAG
CAGTTTGGACACAATGCTCACTACTTAAACGGCATTTCACAAAGTTAAAATCTAATTGAT
GAGCGTTTAACGATTATTTATAAATCTGTCTTCTGAAGACAGAAATGTTGATGCTTTATT
AAAAAATACATTTTTTTTGGCAAAAATTGTTCCAACACAATGCATTGTGGTCTATATTCA
CCGATCTGGTGAGCATCGATGCACGCTGGTTTTTCACAGAGACTTCTGGGAAATTTCTAA
GGCACTTGATTTTGGAATTCTAGGTTCTACAGCACTAGAAAATAGAGAATGTACTATAGA
GTGCACTATGTAGGGTTTATGGTGGGAATTTGGACATTTGACTCAAACCCACAACCGCTA
ACCTATAAGCTCAGACAGGAAGTAGTACCTTTGTTTTTGGTAAGAAGTGCTCCAG
>CL10931Contig1
CTTGAGCTTGTGGCCTTTGCTCCCTAATGACAAAAAACACAACTTTTCTGGAAATATGCG
AGTCTGACTTTAATGCTGACTGACAGTTTGTGTAGGCTTGGGATATATCAAATAGAATTG
GATGGCTTGGATGACTGGAGTATGTGCTCCTTCAAACTGCAAGTGGTAAGACGCGACGTC
TCAGGAGTTTATCTTTTTGGAGTCTCAGGAGGTTACTGACTGACAGCTGTAAATATATCA
CAACCGTCTCTCGCTTACCTCTGCGCCACCTACTTAAAAATAATATTTGCATCAGCAACA
AACATACAAACAAACAAACACAGCGTCTGTAGATTTCATATTTTCAGCAAATCAATGGCA
AATGAGTGAAGACGGTTTAACTTCAGTCGACTGTAATGGCTGGTGTTGATGCTACAGAGG
CAGAATGGCAGAAATGAAACGCATTTAACGGCGTTTCTGCGCTTTATAAATCTGCGCCCT



CATTATTCTAGTTTAGCGAGAATCAATAAGAAAGGAGTAGCGAGAAAACAAGCTTCTCTC
TTTGACAGAAAAAGAAGATTTAAAGGTAGATGAACAGAGAAAATGCAGGTGAGAGATGAT
TCATCTTTCATCTTACTGCTCTGTTGAGCTCAGACCAGCGACCTAACGAGGTGATC
>CL10932Contig1
GCTTCGTTTGTTTTTTTTCCCAGCCATGATATAGAAAGGCTGCAGCAGCCTAAAGGCTTC
AGAGGAGTCCGTGTGACCAGCAGGGACGCAGAGTTGATCGAAGTGCCTTTCATCAGGCTT
TTGTCTGAACTCGGACACCCTCGTTTACACACATCTCACAGAAAAGGAGCAAACAAGGGG
ATACGCAGCCATGCGCATCTTAATTTTGTGCTAGAGTAAAATAAATGCTGATGTCCTTTA
AATAAATTCCTTGAACATGGGTTAGAATTCCTCCATTCCAAGTTATAAAGAGTTAAATAA
ACTTTCCAAGGAAGTAAAGACACATTTAGGGAACACCATCAGAAAATAAAGCTGAGGACA
AAACTAGTTAAAAGATAAATGGTTGCATTTAAATATACAAACATGCAAAATACCAACTGC
TCATCTTTAGAAGTCATTCATGTGAGTTATGCCAAATGGTGAAGCCATTTTATTTTTTCT
ATTTAATTCGTGGGTTACTTGTAGCGTCTACATCACTGTTTCAGGCTTTTTCAAATGTTG
TTTTTTTGTCTGCTCCTGATTCACTACGAGTTGAATTAAGAAATACTCAAATGCAATTTA
AAGTTTAGTTTTCTTTGTACATGTCCTCCCTTGTGAGAAAATGTCAAAACAACATGTTAA
AACTCCGAAAACATAATTTTTATCAAAGTGAGTCTTTAACTAGATCTGAATAATGTGACT
GAAAAGCAGCCTATTCAATGCTGACTATTGAAATACAGTCT
>CL10933Contig1
AGGCTGGAATTTGCAGTGAACATGAGTAGATTTTCAGCTTCTCTGGTGGTGTTCTTGTCA
TAAAGATGAGGATGGAGAGTCAGCAGCTTCACGTCATCTGAAAGTCTGTGAAAAAAGAAG
AACGTTTCCCACGATCAAAGCCGACGAGCAGCTTCTTTGACCTCCTGGGACCTATGAGGG
GTGCAGCAGCTGGTGCAGGCCTGTGCAGTGATGTCCTGTTCCCCGTCCATCTACNACTCC
NCCCTCAGTACCGACNCCNGCTCCCCACTCTCCTTCAGCTCCATCACTATGTCCA
>CL10934Contig1
GGCACGAGGGCAGGACAGTCTGAGTCTCTGCACTTTAAGAGGCCAAGCTGTCTTGGCTGA
AGAGAGGCGGCTCTGATTCTAAGAGGAAGAGCAAGAAACAGAAGGACAAAGGAGGACTTT
CCCAGCCGCAGGAGTCAGCTGCTGAATCTGAACCGCAGGGTTCACGTGTGACGCTCTTGA
CTGATGAGGAGAAATCACCAGAAGAAGAAATGAGTTTCGGTGCAGCGTGCATTTTCTTGC
GAGGAGGGAAAAACATTTCCAGAGAGCTGGCTGACGATGAGATTGATGAGCTGCGGGACG
CTTTCAATGAGTTTGACAAAGACAAGGATGGGCTGATCACCTGCAAGGATCTGGGGAATC
TGATGAGGACCATGGGTTACATGCCCACGGAGATGGAGCTGATCGAACTGAGCCAGAACA
TCAACATGAACCTTGGTGGCAGAGTTGACTTTGAGGACTTTGTGGAACTGATGGCCCCAA
AGCTCCTGGCAGAAACAGCTGGGATGATTGGCGTGAAGGAGCTCAAAGATGCCTTCAAAG
AGTTTGACATGGGATGGAGATGGGGAAATCACAACGGAAGAGCTGCGAGCAGCCATGAAC
AAGCTGATGGGAGAGCACATGAGCCGCANAGAGATCGACGCCCT
>CL10935Contig1
CTTCCAGCCCACACAGGAACAACAGATGTGTAAATAGTTCACTCCTGTGTGCTATTACAA
ACCACTGATGATGTTACAACCAAATGACTTTGACACATAGATAGTTTTTTTTTATTACTA
TTTTAAGAACATAAGCTGGGCAAATATTGAGGATAACAGTTTGGTGGATGACAGAAGTAA
AACCCCTCTTAGACTGTCATTGTTGTCCCTTAAAAAGTTTACATTCCTCACCTGAACGTG
TGACATGTTGGTCACCTTGACAAACTTTAATTCAAATTTGTTTATGATTAAAACCCCCTC
TAATCAATTAGTTTCAGTCATAAACCTTTGGATAAACAACATTCTTGTTCTGTAGATTAA
ACGTTTCATTTAGGAAGAAAGGCCTGTAAAAACTGTTAAAAGTAAAGGACAAATATCCAC
ACGAAAGCATGTTATGTTGCTTTTGTTTTTCTGTACCACAACAGCATTGATTTAATCAAA
AATCCTAAAACAGAGACTTGAAGAGAAACATCTAAAATCAAGTAAATAAATAGTTACAGC
AATTGTTTCTATTTTTCATAAGGCAATAAAGGGGCTCCGAATTTATTTGTTTTCTTTGCA
ATATTTCTAAACCATCCCTGTCAGTACTAAGCTGCAGAAAATACACACAAATGTTTTAGA
ATACTTTGCTTTCAAACTCAAAATAAAAAATGACTTGTTTTTAAATCATGAAAAATCCCC
TCATGTGTATGTCGGTGCTGTTACATATACCCTTTTCCACCTTTATAATGTTTTGAGTGC
TCAGCTTTCTCAACTGTAAACAGTTAAAGTACCAACACAGTGTAAACAGTGGTGAAGATG
TCAGAGGGTGAGTCACACGTTGGTGATTTCAACACTCTTGTAAGTATGCATCGGGCTGCC
TTTGGCACGGGAAATGGCTTGCACTCTGGCTTCTCTGGGCAGAGAGCCGCAGTTACCGTG
GAGGCCCATGCTGCGCTCCACAGAGTGACTGTTTGCTCGCAACCTCAGTGAACTCNTTTC
CTGTTCTTCTGAGTGACNCCCCTCTCATCAGTAAAACGACTGACAG
>CL10936Contig1
TTCGGCACGAGGGTCACTTGTTAAGGTTTTTATTTTCACTCTNATGATCTTTACCACAAA
CACAAACAAAAGACTGAAAAAGGATATGTGAAAGACAAAATTAGCTCAAAAATCAAGTCA
GTGTACATGCTCAAAGCTTCATTCTTAGATGGGTGTGCAGGGATATTATGCTATTTGTTA
TTAATTGGAATAAATGTTCTTTACCTTTAGTTGACTTGATCATCTGCATCTGAATACATA
AGAAAAGCAGATTTTTTTTGTCATGTACAAAAAACAGTGGCTTTGCACCACCTACAGTGC
TGTGCATGTTAACAGTGTCGCAGCTTGTGGAATGTTCTATATTGCATGCATGCTTTGTTT
GGTTTTTGTCAGTTCATGATAAGTAACTGCTATGTTACTACAGTACCACAAAAAATGTAA
CATTTAACCGCGATGCAAAAAACAAAACAAATTCAGATTGGTTTATGGAAATGTTAGTTT
TTGGGTTGTGAATATAAAATCCACTCTTATCCAGGTTGTGGTGCACTTTATACACATTTT



AAACAACCAAAAAATGAAATCTAATCAGCACAATTTTTTTATTTCTGTAAATGATCCAGC
TAGTCATATGATATGTTAAATTGGTCAGTGCACTTCATGCACATTGATGTGTAAACCCCT
TATATCTTTAAAGTGACTGTAAAATGTTTTGGAGCATCTGTGAGGTGCATGAAGGCATAT
AAATGTGACTGGCATTACTTACATAATCCTTTCAGCAAT
>CL10937Contig1
TTTTTTTTTTTTTTTTGTTTTATAGAAGGATGTTTTATTGCTTTCAAAGAGAGTTACTGC
AGAACAAAGTCAGGAGAATAAACAAAGTGTACTTCAATTCAAACTTATTTTAAAAGCTAA
AAACAAGAATGACAGAATATGAAAAAAACATATTTTTTTAGTAATGAAATAAAAACATCT
TCAGCTTTTCACTTCTGGATTTTAAACAGTTCTACAAATGAAATACCAAGAGTTAAACGT
AATTACAACGTCTAAATGTGACATTAAAAAAGCTGTTAATAACTGTTTCTTTTTGAGAAA
TATCGCCACCTTGTGGTGGTTAATCGTAATAGAAAGCATTAGCTATTCTACAACTTAGCC
CTTCTTTTCTTTAGACATTTCCTCTGTAATAAATTAAAACTCAAACTCCTCATTCTAAAA
TGTGTTCAGTTAAGTCTACTTGTAATTCAATTTACCTGCCTTTGAATTTTTTGGTGCAAA
CTGAGCTACAGCAAAACACATTCTTAAAATTTGAAAATAATTCTGTAAATGAGCAAAAAA
AAAACTTTCAATGGGGTAAGAAAATATTTCGTATCAAGAATTATTATTTTAGGGGAAAAA
ATACATTTTCTCAAACTAAGATAAGTTTTCTATTGAAAAACTTTTTGATAATATTTAAAT
AAGAATTTTTTTCCTGAATCAAGAATCTTTGTACTTTCTTAAGACTCTGTTTTAGCAGTG
AAAGCTTTACTTACAGTATGTTTACGCCTTATATCTCCAGATTCATTTATTTTGCAGAAA
TGCGTTGTCTTTTATTCAGAGTTCATCGTTTTTAGTCTTGAGGGGGCAGCTGACCCCTGT
GCCCTTGATGCCGCAGTAGCCCTTTGGGTACCTTCTTCAGGTACTGCTGGTGGTAGTCCT
CGGCGTAGTAAAAGTACTGTCCTTCCAGAATCTCAGTGGTGATGGAGCCGTAGCCGTTCT
TATTCAGCTCCTGTTG
>CL10938Contig1
GCTTCAGTGGTGAATCCTGCACGTTTTCAACCAAACTCTTTTCTTATTGNGTTTAAAGTC
AGATTTTTNTGAGACAAAACAATGTTCTACAGATTTAGATGATAATTTAGGGGGTTTTAT
TTATATTTATCTATACATAATGAATGATAGTTTTCTTCTGGTCCTAATCTTTGCATGAAG
CNGCCTNTGGTTAACGAATCNTCCNGTAAACTTGTACTGNGTTGAACATATAGNGTTTTC
TCTNTACAGCCTTACNTTCAGTTCAGNGAAATGATAATGCAGCTTAAAAAAAAATCATAC
CTGTATTTAGTAAATGAATTTNTTCCAGTTTTTCTTTCACGTTTCCTAAGATTTTTTTAA
AAAATAAAACGTTTTTTTTTTGTGCGGCACAACCTGACCTGCATGCTCTTTGACCGTCCC
ACTGCAACGCTCTGAAGCGATAGGATCTTTATTTTTCTTTCTTTCTGTGCAATAGTAAAA
GAAAATCTTGAATGTATCTTCCTTGATCCCGTGCAGATTACCGATCAAACGGAGTTTCTT
TGCACTTTGTTCTCTGCGTCTGCATGTTTGTTGGAGAGCTGTGGTCTCTGATGTGTGCAG
AAAAAATAAAAGAGGTCAGCGTCAGACAACCTCCAGAAAATCCTGCAGCTGAAGCGCAAG
TT
>CL10939Contig1
CCCGGGCATTATGGCCGGGGTCCAGTCGAGGTTCCTACAAACACAGACAGAGAACATGGG
CTCTGCTTCGGTGCTGTTCAGGAGGTGGACCCAGCTGGTTCTCCTCTTGGCTGTCACATG
TGGAGCATCAGAGTATGAGTACACCTGGGCTGCGGGCTCCTACAACGGCGGGCGAGGCTA
CGGCAAAGCTCCCCAGTGTGTCGACATTCCGGACGACCTGCGGCTCTGTCACACCGTGGG
CTACACCCAAATGCTGCTGCCCAACCTGCTGGAGCACGAGACCATGGCCGAAGTGAAGCA
GCAGGCCAGCAGCTGGGTTCCGCTGGTGCACAAGAATTGCCACAAGGACACGCAAGTTTT
CCTCTGCGCGCTCTTCGCGCCCGTCTGCATGGAGCGGCCGATCTACCCGTGCCGCTGGCT
GTGCGAGACTGTGCGCGACAGCTGCAGCCCCATCATGGAGGCGTTCGGGTTCCCCTGGCC
GGAGATGCTCACTTGTGACAAGTTCCCCCAAGACGGTGTTTGCATTGCCGTTACGCAACC
GAACGCCACAGAGGCCACCTGGCCCTCAGGTCACTCTCCTGCCTGCCCCCCATGTGACAA
TGAAATCAAAAACGACGCCATGCTGGAGAATATTTGTGCCAGTGAGTTTGCTTTGAAAGC
CAAGATCAAGGAAGTGAAGCAAGAAAATATGGACCGTAAGGTGATCCTGCAGAGGAGGAA
GAGGATGGTGAAACAAGGGAATCTAAAGAAGAGGGACTTGAAGAAGCTCACTTTGTACCT
GAAGAACGGTGCAAACTGTCCCTGCCAGCAGCTGGAGAACCTGGAAAACCAGTACCTCAT
CATGGGTCGCAAAGTAGACAAGCAATTCCTCCTCACAGGGATCCACAAGTGGGACAAGTC
CAGCAAGGAGTTCAAAAAAATCATGAAAAAACTTAAGAACTACAAATGTCCCG
>CL10940Contig1
ATAAACAACAGAGACTTAACTGTCTCACCAAATATAACTTAGTAATATTTCTTTGTTTTT
GTTTATTTAAAACCCGCCCCTACTCTTTTCATGTTGCATAATTTAGAAAAAAAGACCTTA
AATGTAGTTAGCAAGAAAAACGGATGGGGCTGTTGGGAATTTGTGCATTTTGATATATGG
AAACAAAAGGAAGAGTTAAACCATCATTTTTGGGGAAATTAAAGGAGGAAAAGTGACAAA
CATAGGGAGTGTATTTTATTTCGTCTATTTTTGTTTTTTAACCGATTTAAATAGATTTTC
CTGTATAAGAGAATATCATTTTGACTTTGAGTGGTAATTACAACAATTTTACTTTGTTAC
ATCAGAAAATAATATCTCACTGTAATACTTTCCTTTTTAAATTTGCAAATCCCAATTAAC
ATTAGTTAGTTCTCTTTGAATAAAGAACATTTTAAAAGCGAGCTTATCTGGAGGTGGAAC
CAAAGACATGCGTCATGTGATTCCGCACGGACCTTTTATTCTGCAGTACGGTTAGGAACA
TGTGTAAACAAGAGGTCTAAAGAACATTTTACACTGGACAGACTCTGGTCTTGTTTCACC
TCAAATAATCGGCGTATTGACGATTCGTAATTGTAACATTTTGTTGGAGTATACATATTT



TTAACAAAAATGGCGGCAGAGACTCATAGCGACAGTGACGATGGCATGGACGAGTTCATG
GACAAATTCAAGACGCAGAGATATAAAAACGCCTTCAGTGAAAAAAACTGGGAGCAGGAG
TTTAATAAAATCCCAATGTTCATGAAAACAGCTCCTGAAGAAATAGACCCTAAGAATTAC
CCTGAACTGGCTTGTCTCCAGTCAATAATCCACGATGATGACCGATCTCCAGAGGAACAA
GCAAAGAGTCTGAAAGATGAAGGAAATGCATTTTTCAAGGAGAAGAACTACAAGAAGGCC
ATTATTTCTTACACTGGAGCTTTAAAGAAGAAATGTGGGGACCAGGAACTCAATGCTGTT
CTCCTCACTAACCGGGCAGCTTCACACTTCCACCTGGGGAACATGCGCTCTGCACTGAAT
GATGCTGCAGCTGCAAAAAAATCAAGCCGGGCCACCTTAAAGCCTTGATCAGAGGTGCTC
AGTGCTGCATTGAGCTGCGCAACTTTTC
>CL10941Contig1
CAGGAGGTTCATTCGTTTGTTCCTCAGCTGTATGAGACAAAACCATCAGCTGAAATATGT
CACATCCAGACCTGCTTATGCTGCATCAATCCTGAGTTTGTTTTGAGTCCATTCATCTAA
AGTGTCTCTAGAATAATGAAGATGCTGCTTAAAGTGCAGAGCTTCACCGGCGGGAGGAAG
GACAGGCTTGTGAGGGTCCATGAGGATGGGTTTGTTCTTCTCATCACTGGGCAGAGACCC
CGTTTCAATGCTGCTGTCCTGCTCTAGGACCTGATCTCTGGAGGCAGTTGGAGAACCATC
AGCGGAGGCGGGGCTGCTGCTGTTCATCCATTCAGTTCTCTGGTTCCTGATCCGATCCAG
GAGTTTCTTCAGAGCCTGTCGAGGAGCAGGTCTGGATAATGGTGCTTTAGCAGGAGTCTC
CTGCTCAGCGCCCTCGCTGCCCTCTTCAGCATCACCCTGCAGGTTTTCAGAGGTTTCCTC
CACAGTAACGTCCAGCTCTTGATCTTGGCTGCAACTGGACAAATCTGGAAGAGGTTCAGG
AACCAGCTGGACCACAAGGTCACCTTTGACCCCTGAGACCATACAAAGTCAAGTTTAAAA
AAAAAGGCAGCACAAATGTCTGGATTTTCATTTGGACCATCGGCTGTGCTTCCTCACTCC
TCTCTCCAGTGTACATGTCCTCAAAGGCGAACTCCATCTCCCTCTGGAGGTCCTCCCTGA
CCTCCTGTCGCTTATAGAGCGGCTGGAAGATCTGCGGTGGCATCCTGGGAAACCTGCTGT
CTCCTCCGCAGCAGGTCAGTCTGCTGCATGTGCTGCCAGTTACAG
>CL10942Contig1
CGGCACGAGGGAGTCCCTTCACTCTGACGGAACCATCCAGAACCTTCTGGACGGTTCTGA
CCCAGCAGCTCCTCCGAAGCCCAGCTGGTGTGGTGGTGGGGGGGGCTGCCTCCCGTTCCA
GTGTTTTTAGCTCAAGCCTCAGCCGTCTGACTCCTTCTCAGGGGGGGGGGTGTTTCTCCA
CACCTACTCATGCCGGCGTGCAGAACAGAAACAGGAGGGGGAGCGGTAGGACCCAGCAGA
ACCCGGAGTTCTGCCGGTCCAGAACACTACAGTTCTTAGGAAAGGCCCTCTGCAGTGTGA
CTGACGGACTCCGTTCACACGTTCAGGGGGCTGCATTTCTTTCCTGGGGGGGTCTTTACT
ATGTAGCGGTTGGTGACCTTCACACTGACCTCCTCAGACCCAGAGCTACATGTGCATGCC
TCGCCCCCCCCAGGCCCATGGCAGCGACACTTTAAGGTACTTGAATGGTTTTGGGTAGAC
CAGAAACGCGCTTTGCAATAAAAGCCGC
>CL10943Contig1
GGTGCTGTCCTGGCTCAGGGAGACCCAGGTCCGACTGCTGAGGCATCCACTTGGACGAGG
AACCTTTGATCAAAGTCACGGGGTTTTTCTGCCTCTTCTCTGTAAGGGCAGTGAGAGGAG
CTGCAATGGTGGCGAACTGATGGACAAACCGCCGGTACCATCCAGCTAACCCCAGGAAGG
AGCGTACCTCTTTCTTGGTGCGTGGTCGAGGGCAATTGCGGATAACTTCAACTTTATCCA
CCTGCGGACGCACCTCACCACCTCCCAGCAGGTACCCCAGGATGGTGCACCTCATAGGTG
ACAGGTCCCATCCTGCGGAGAATGGTGTATGGCCCTTGCCACTTTGCCAGTAGTTTGCTG
GTACAAGAGGGAAGAAGTAGCAGAACCTTCTGACCTGGACAAACTGGATCACACCCCTTT
CTGAGGTCTTTGTGGATTTGGCCTCCCAGCTCTTCTTGAGGAGATCCAGTGGGCCTTGGA
CATCCCAGCCATAGAGGAGTTCGAATGCATCCTCTTCAGGGTCTGGTTGAAACGTTCCAC
CAAGCCATTGGTCTGTGGGTGGTACGGTGTCGCCTTGATGGCAGTGATGCCAAGCTGCTG
TT
>CL10944Contig1
GCGGCCGNTTAAACCGGGCATTATGGCCGGGGGAGTGCAGACAGCTAACCCAGTGGAGTC
TCAGAACGGCAAGGATTTTTCATGGAATCTAGAAGAACCTTCAGATTTAAAAAGCGTGTG
AAGATGCTTAGGGAGCAAAAGAAAAGGTGCCAGAAGAGGTACACAGAGGGCCTGAAGACC
AAACATCCACCTGTGCAGCCCTCTGTATCCACTGAAAGCTGCAGCTCCTTGGTTGGATCT
TCAGACATCCCAGAAAGAGAAGATGCTGTTGGCAATAGCTGGTAAAAATAATCTATGAAG
GAATCGGAACCAGACACCAACACCACTGCTTCTGTGTCCAACGAGAACAGTCAGATACAG
ATGAGCCAGAGGTTCCTCCCCTGACAAGAACAGACAGTGTATTTGTAAGTATTTATCATG
GAATCCAGCCAATATCAAATACTTTTGTCAATGTTTTTATCAATAGGGCTCAGAATCTTT
ATCATCAAACTTTGCCTTAGACCAGGGGTGGGCAAACTTTCTGACTTGAGGGCCACATTG
GGTTCTAAAGTTTGATAGAAGAGCCGGACCAGGAGCAGATGCCAGGAGTGAGAATGAAAT
AATATGGAATCTGGATGAAAGCACTTTTCAAGCAAAATTATATTTTACAACATTTTAGAG
TTTTTAGGTTAAAACTTTTGTTTTCATTTTAGAGCCAATTACACTAACAGCTTGATGTAT
GTTGTGAAAACTCAGAGAAATGCTCCATTCATGTGGTGTTTGAATGATCATGAGAATGAA
AAAAAAAAACACATATTCAAACACC
>CL10945Contig1
TCGGCACGAGGGAGGATCTCTGCACGTCTGCGGGTCGATTCTGGTGGTTTTTATGTTAGT
TCTTCTGGATTCATGCAGTAAAACAAACACAAGATGTTTTATTTAACAAAAGACTAAAAA



GAAACGGAATAGTTTTAATCTTAGTCCAGGATTTTTAAAGGCTTTTGCTAGATTATGAAG
GACAATAAGGATGAATTTACTGATACTGCTACTAAATATGAGCTGCTCTTCTCTGCTGTC
CTTCATTTAGACTAAACTGGAAATTCAGCAGGTAAGCTCAGCAGAACCAACCAGAACCAA
CCGTCTCCCTTATTGGATCAAGTTCCTAATCAGAATTAAATGTCTGGAGGCGTTAATCCT
CGTCAACGAAAGTTTTCTGTAGATTTCTTCCGAGTTTCTCAGGAAATTCCCTTATTCTGG
TAAAAGGATTTTACAAATGCCGGGTTCTGCACCCTGAGGTTCTGGAGCCTCATGCACCTC
TTTCATCCTCCATTGTGGTTCTTTGAAGAAAACTAAGTTTGTACTTCTGTTATATTGTTT
AAGTTAATTGATTAGTCATTTCTGGATGGATTTTATTTTGAAAGGAAATGAGGTTTGTTG
CTGTCAAAAGTTACAAGA
>CL10946Contig1
CGGCACGAGGTTTTTACCTTGCATGTTTCTTTGGTGCCCTCTTGCATCTCACATGCACTC
TTAACTATTATTAGCTGCTGCGCTCTGGGAGTAGCAGTAGCCTGAGCATCCTGCCTTTAA
GCTTGCTTAACAAAAAACAGCAACATAGTCAGTTATGAAATTATTCATACCCCAGGCAAA
TTTTTTATGTAAAGTTACTTTTTTTCCATCAGAATCTTTCTTCTTTATTGGGAATGATGA
AAACATCAGTTCAGAAGGCACCAGCTCCTATTTTCATTTGAACCCCAAGTTGAACTGCCC
AAAATTGCCAGGAGTATGAATACCTTTGGCTTTGAAAGTAGATACTACCCCCGACCCCCT
ACTCCNACCCAATTTATTCAGTTTATTCATAAAGTGCCATGGTTTGACAGCTCCCCGTCC
CCGTCTCCCTCTCCTGGTCCTTGCTCCTAATGCTGCCCCCTGACCTCTTCTGTTTTTCTG
ATTCAGTTTTCACAGGTTTTATGGATGAGGGCAGGCCATCCTGACACACCTGAAACTCCT
CATTCCTCCTGTATCTAAAGCTACAGTCCCACCACCCTNGGCATCGCGCAGAAATTGATC
AGAAATTCACCTCCGAGTTGTGGGTGGGACTGTTGTAGCAAAGCAGGCCTGCGCTCATTT
ACCATCATCCCTTTGTTTACACTCTCAACCACTAGCTTATAGCCTGTTTGAATCCCAAGA
TCACATTAACAATGGAACAAAAACGATGGGAAAAATTGGATTTATGCAGGTGTAGAGTTT
TGAGAGAGACACCAGCTAAGATGAGGAAAAAAAAGGCGTTAATGTGTCTGTTTGTCTGCA
AGTGCATGCATCGGAATGGAGCACAGTAGAGACTTTGACCTGCCCATTTCAGTAACTGCA
TCACAAAAGAGAGCTTTTTCAAACTGCATTTTCTCATCTGCTTCTGATTTACAATGA
>CL10947Contig1
CAATGCAAGGATGGGGCATCTAAGATAGCACAAGGGTTACAAAGTGTGTTGTGTCCTTCC
TGCCAGCGACTGCTTTGGTATTGGAGGGGTAAATTATCTCAGTCAGACTGGTGGACTGAT
TGTATTCTAGCACCATCCCATATTGCCAAAATTGCCTAAATCTTTTTCAGTGACTACCCC
CAAGCTGGTGGCCTCAATGACACAGAGCATTGATGTAGTAATTCAGTTCAAAGGAGGCAT
TAACTACATTTTGTCCTGCCATTGTAAAAATTTATTATTTTAGACAACACTTATTTAGTT
GACCATTGTTGTATTTTCTGATAAGACAATGTTTATGTTGTCAAAGTGTGTACATTATCA
TGAGCAAATGTTTAGTCAAACATCTTTG
>CL10948Contig1
TTTTTTTTTTGTTTTTAGGAAGAATTAATGTCAGCATACAGTGAAAGAAATATGGATTTG
ATCAATAGCCGATTTTGTGGGTTAAATTGAAGACGGTCTTTTCCATGTTGGAGATTGCAG
TCTGTAACTCAGGTGACAGGTTGATTAGGAGAGTCTAACCTGTCTGTGTGAACCAGAACT
CCTCAAAGTTACTAGGGGTTCAAATACTTTTCTCTCAATTTAATCTCTCGTTGCTCAAAT
GAACCTACCATTAAGATGACAGACTGTCAGCTTCTTTTAACCCTTGTGCTATCTTAGATG
ACCCCACCCTGACTTTGACGTGTTCTCCCTACCATGACAAAGGTGGATAAAGGTGGAAAG
ATTTCATGTAATCCATGGACACCAGTGAAGATCACAAATCATTGAAGAAAAAAGGTTCAG
CGCACTATCTAGTGGGTCTAGATGACCCAACTCCCAACGTTAAAGTGCCTAAGATAGCAC
AAGGGTTACAGGGTTACAGTGGGCAAAATTACAAAATCCGTAAGAGATCAAATACTTACT
TCGTCCACTGTACATATTACAGTACCGACCAAAACTTTGGACACACCTTCCCATTCATTT
GAATGAGAAGGTCTGTCCAAACCCCCGGCCTGCACTGTATGTACCCACTGGAGTG
>CL10949Contig1
GCATCTTCCCACAGGATGGACAGGTGATGTACCAGAACTCTTAGAGAGGAATTAACTTAT
CAAACCCTACAACTACATTATTTAAAGTCCAGCAGTTGACCTTAATCCAGATGGAGTTGG
GAGACGGCTGTGGGCGCGAGACGAGCCAGTGTGATGATCCACAGCCAAGTGTAGGAGTTG
TAGTAGAGACAAAGCAGAGACGAGGTACACGGTCAGGTAAAGGAGCACGGACAAGCCAAC
TGGAATCTGGAAGCACTCCCACTTTCCTGGAGGGGATTGGGAAAGAGGGACAGTACATGA
ATCGTACTGCACCAAACAGAGATACGGAGAACTAAATGATAATCAAAGATCAAGAATAAG
AGGAGAGAAGTAGAATAGAAGAAGACGAGAATAGAGGACAGAACCCCAGTGCACCATACT
TTCCCCAGCTTCAAACTACTAGCAGCCTAGTAACAACTAATTGTTATTGTGAAGTTTACT
TTAAACATAAAGTTAAATATTATCTGATTACTAGCTAGTCTGGCAATAAGCCTGTCCAAA
AAGGAATGTTTTAGCCTAACTTTGAATATAGAAACTGTGTCGGCCTCTCTTATATGAGCT
GTGAGCCTATTCCTTAAACAGG
>CL10950Contig1
TTCNGCACGAGGAGCGGATCTGCGTTATGCTTGTCGCCAACGGCTGGCTTGTTTGCACCG
TCGGTGGTGGGGGAGCGTGAAAGGTTAATTTAAAGTTCCCAGGGAGAGTGAAGCGCTCGC
GGCGGCGGACAGAAACTGGTCAACTCTCCTCACATCTGCCCTTCCGAGCCAGTTTGAAAC
GATTTCCATCAAGAGGGGGCAGGAACAAAACCACGTTGGCTGTAGCTTTGGACATTTTTC
AGAAGTCTTGGGCTAAACAGAGATAGACAGCGCCCCCCCCCTTCTGTACTCCTCCGCGGC



TTTTGTGTTTTTGAATGGTGGTCTATTTGTCCTGCGTGACAGGGCCGATTCGATTGTCAA
GAAGTTGCAGCTGCCATTCACGCAAACATCGTTTCTGACTCGGCACAGATGGACTTGAGA
TAAAGGGTGCTGAAGTTCCAACCTCACTTTGAACTTCAGCCGGTCCTGGAGCCTTCAACG
TCCAACCAGAATGGCTGATCCCACTGAGATGAGCTTCGAAATGGAAGGGGGCCGGCGTGA
CTGAGGTCAACACCTGCAGTTTGGAAACAGCCAGAAAATATGACGTTGTCCCTGCCGTCA
TCTGCTCCATGTGCTGCCTTTTCGGCATAATCTACTGCTTCTTTGGTTACCGATGTTTCA
AGGCCGTCATGTTCCTGTCTGGTCTGATGTTCGGCTCCGTCATCATCTTTCTGCTCTGCC
ACAAGGAGCACATTCTGGACACTCAGCTGAGCGTGGAAGTCAGCGCGGGCATCGGCCTGG
GCATCGGTCT
>CL10951Contig1
TTTTTTTTTTGGTTTTTAAATTGAGTTTTAGCAACATTTATTTAAAAAAAAAATCGTAGA
AAAATGTTGAAGTTTTCAAGCATTTAACATTAAATAAAAAAGTGAAAGTTAAAACTGTTA
ACAGTCAAATGAACTCATCCAAACCTTCTTAACTTCTGCTGTCAAAATATTTAAAATATT
TAAATATTTTTGTTTCATGTAACATTTTAAATTGTTGCGTCTTTTAACTTAATGAACAAA
TAAAGTAAAAGTTTGACCAAAAAGAAGAAAATGGACATTTTAGCAGCAGAAGTTTCTGCA
GCGTTTTGGTGGATGTTTTAACACACGGAGCCTGAAGTCCAGATCCTCCTGAACTTTAGA
CGGTTGGAGGCAGCGCCGGCCGGACGGCGGCGTCTCCACAAGCAGCATCTGCAGAGGTGA
AGACGGCACAACGACTCAGGATGTGGCCCTTTGATGCCGAATGGATTCCTCATGCAGATC
AAGGCGCTGATGACGCCTCATCATCATTGATCTCCACTGCCGGCCGTCTCCAGCGGTTGC
CCGCCCCGTCTGTAACACGCTCAGTTAAGGCCTCTTCCCCTGTCCCATTGATCCCTATCA
AGCTCATCAAAGGCTCCCGGGGGCTTTGATGGGGGGCCCCGCGGGGGCGGGCCTGCTGGA
CGGG
>CL10952Contig1
ATGATGCGTGCGTTGGGGAGGGAATGCCTCATCCCGCTGGTGCCGGCCGCCAGGAGCAGG
CTGCCCATGCTGGCCGCCTGGCCGACGCACCAGGTGGAGATGGGGTTGAGGATGTACTGC
ATGGTGTCATAGATGGCCAAGCCGGCCGTCACTACTCCACCTGGGCTGTTGATGTACATG
TGGATGGGCTTGTTGTTGCTCTCAGACTGCAGGAACAGCAGCTGGGCGATCACCAGGCTG
GCGACAGTGTCATCGATAGGCCCCATGACACAGATGATCCTCTCCCTCAGGAGGCGAGAG
TAGATGTCGTAAGCTCTCTCCCCCCTTCCCGTCTGCTCGACAACGATGGGTATGAGAGGA
CTCCTCCACGCGGGACTGTGCTGGATGCATCTGCTGTGCTTCAGCGTCAGGCACCCAAAG
TTCAACACCCTCTGTAGCAACATTT
>CL10953Contig1
TTCGGCACGAGGGTCGCACTTCCTCTTTGGCTGTTTCTGTGGATCAAACTGCACTTTTTA
TGAACCCAAAACAGCCATAATTGTAGTCTTAATTAAAGTTTTTATTGAATGAGACAAATA
AACTAAAAGAAATGGTTTTCCCTCCGTCTTCTGGGTAAACCCGCCTCTGTCTTCTGTTTG
TTTTAACCCTCTGTAGTGAATGATCGTCCATCGTTTCATAAGAAAGGGAACATTTCTCGT
TTTCATTTCTTTCAGAAAGTTTGTTTTGTCCCTTTTCTGATCTGAACCTAAAGAAAATGT
GACGTTTTTGTGTTTCTGTGAGAACGGGTGCAACTCCAACCTCCTGCTGGTCTTCATCCC
TCCACCAGTTTTCTGTCAGGAAATGTGATGAAAGTTTTTATTATTTCTGTTTATACCTTA
TCTGTGCATAATTTAAGACCTGCTTGTGATCCCGGATTTCTCCAGACCAGTTTTTGTAGA
TCGGCATGCGGGCAGGAGGTTGTCTTAGGTTTTGATGTATATATATTTGCTTGTTTATGC
ACAAAACCATGTGATATTATAAATATATAAATATATAGATATAAAATATTTGAAGAAATA
TTA
>CL10954Contig1
GCTTGGACGTAGAGGGCCGCTGCCCGGACGCTGAACGGCCACAGATACATTCTGACCGTC
GCAGACTACTACTCCAGATGGGTGGAGGCCGTGCCCATGCAGTCCTGCCTTCCTTCAGAT
GTGGCGAAGAACGTTGCAGATATGATCGCCTACTTTGGATACCCTTTCAGAATCCTGTCC
AGACTTCCTCATGACATCGTGCACAAAGTTAACCAAGAGCTTAAAGATCAGCTGAAGATT
TCCGTCCCTATCGTGGTCCAACATCAGCAGACGGGCTCTTTGGATTTGGTCACACCTCAG
CTGATTGACAGGATGGTGTGTGATCTCACTGAGGAGCACGCGGCTGACTGGAACGTTTAC
CTGCCGGCCAAAGTTTTCAGTCTGTGCTTCAATGAACACCCCTCCCTGAAGAACAGGCCT
TTTTCAATACTCTGTTGTAATGGAGTGGAGCCTTATCGATCCCCCAGAGAGCTGGATCGT
TCTGCCTCCGAGATCCAAGACAGTGTTTTTGTTGTAAGATGAAGCCTAAAATGGGCCTTT
GAATCTGCAGCCAAGCCAGCTTTGTATTTAAACCAGGATAGAATTTCATATATATTCTTG
CTGGGAACTAAAGATTTTTTTTTAACCAGGAATAAAGTATTTTTCACCTCTTTAAAAAAA
AAA
>CL10955Contig1
AGAAACTGGACTTCTGAAGAGCAAACTCAGCTCCTGTGAAACCTGAAAGCTTCTTATTTT
TCCCCAAATCTCTGCCTTCAGAGTTAAAGCTTTCGATTAGGAATAAGCATTTCTTAAACC
TCTGACAATATCATTTAAGGATTTGCATTTTTTTTAACTTAAGCAAAGAAACAAGTTTCA
TCTCTCACAGTACGTCATAAAACTCTTCAACAGATTCATGGACACATCAATAACTATAAG
TCTGACTCTGTTTCTCACACTTTGTGTGAGCACACCAGGAGCTGGAGGACAGAAGGAAGG
GGCCAAAGGCGAACACAAACATTCACCTCGCTCCTCAGAGACAAAAGCAGGCAGCCGTTG
CTCGTACACCTTCATTGTTCCGCAGCAGAAACTGACAGGGGCTTTGTGCGTGAACACACA



GTCAGGTGTGACCAACCGCTCAGAGTTGGCCCTGCTGCAGATGGAGCTCCGACGACAGCA
GGAGCAGCTGGAGATGCTCCAGCGCCAACTGGAGCAAGAAGGCTCTCTCGCTGTGGAGGT
GAGAAACCTGCGCAGACAGAGCAACCACATGAACTCTCGCATTGCTCAGCTTTATGCACA
GCTGCTCAATGAAGTCATCCTGAAAAAGGACCTGGCTTTGGAGCAGCAAAGGATGGAGGG
CCTGCTGCTGAACGCCACAACCCAGGCCCTGGACATATCCAATAACCACAGAGAATTGGA
GAAGAAATATGGAACCTTAGCCTCCATGATGAGCTCTCAGAACCAGTTGATCACCCGTCT
GGAGAAGCATTGTCAGTGCCGGGACTCCAGCCAGCCGTCTTTGCCAAAAAGTGAACCAGA
GAAGAGCCAGTCGAGCGTGCATCATAATTACAGCTCTGAAGCCGATGAAATGACCAACAA
TGCTCAAAGGGATCAAAGTGCCCCCCAACTCCAACCCGTTAAACGAGAGGGAGTTCGTCC
CCCACTCATCACGTAACATATAGTACGCTGTTTATGGGAAAAGTGATCCAAATCGAACAA
AAAAACAAGAATTAAGGACTAAAACCTGGTTAATATGTATTGCTTTTGTGAGTGACCATG
GTATGAGCGGGTTGGTGGCCTTCGAGGTGTGCGGTTGCTGCTTTTTGGCGCACTTCGCGG
AAGCAACCGTTCAGGCTTCTGCGGCGTGCGTTGGAGAGTAGTGGCCGCACACTTCGTCGG
CCATTAACCC
>CL10956Contig1
GAGTATAAAAGTTTAGCTAAAAAAAAAAGGTTGATCCCAAACTAACAGGTTTAACAGACA
TAAAATGCTCAAACATCTTCAAGTCCAAATATATAGAAAAAAATAAACAAAACCTCCCAT
TAAACAGTTTCCTGAGGTAAAGGCACACTCCAAAAAGCATTTTAGTTTTTGTCAAAATGC
TGTCAGACTTTTTTAGAACAGTACTTCCTCTCAAACTGCGCCACGTTAAACTTCCGAAGG
CAGCCTTTGTAGTTCATGAAGCGGATTTTCCCAAAAACCGCTCTCTCTGCCCAGCCCTGG
TCATGGATGCCGCAGATTGACCACATACATCCAACAAAACCGTTGGGGTCCTGACCGTCC
AGCTCATAGCGATCGTTCAGGTACAGAGCGATGGAGAGCGCCTCCTCCGGCGAGGTGCTC
CACTCCAGAATCTTTTTGGCCCAGTACATCCTCAAGAATCCATGCATCTTCCCTTCAGTT
ACCATTTGGATCTGAGCTGCGTTCCACAGCTTGTCATGAGTCTGCGCTTTCTCAAATTGC
TCTCTGGTGTAGAGGTACTCTCGCTTGTCCTTGGCGTGATCCTTCAGAGTCTTCTGAGCC
CATTCGTACGCACCCGTCACGCTGTCGTAGTTCTTGTTGTAGAAGCAGAAGTTGTCCGTC
AGCTCTCTGCGCACCACCAGCTCCTCGATGAAGGCAGGCACGGACGGACTGGAATTCTTC
CGCACCTGCAGCGCCACACGCTGGGCTGAAAGCTGGCCTGGTTTGGCAGGGAGGAAAATC
TGAATGCTGATGGACTA
>CL10957Contig1
ATCTGCTTTTTGTTGAGAGTGAGCACTGTCTCAGTCTTGGCCAACAATGGAGGCAATAAC
TGCGGTTTTGGGCTTCGAATGGATCGACAGCAGGAGCCTTTTGATATTTCTGTTTGTCTT
TCTGCTGTTGAGTGATTATTTAGCCAACAGACGACCAAAAAACTTTCCTCCTGGCCCCCA
TTCCCTCCCTTTCATTGGAGATCTTCATCGCATCAACCCTTCCAGGCTTCACCTGCAGCT
CACTGAGTTTGCAGAAAAATATGGAAATGTTTTCAGCCTTCATCTCTTTGGTGAAAGAGC
AGTGATCCTGAATGGACACAAGCATGTGAAAGAGGCCTTGGTCCAAAGAGGAGATGACTT
TGTGGATCGTCCCAGCATCCCACTGTTTGAACAGTTCTATTCA
>CL10958Contig1
TTATCTTTACACACCAGGTTGTTTCAGGCTCACAAGAGGAACCAAACCCGTCCAACAACC
ACTGTATTGGGATTTATTTCATGTTAACATAATTGCTTTTACACCATTAGGATAATGATT
ACAATTTTGAATTGTTGTTGAAATGCNGGACNGTTATAAGAGAGAAATACTGTTTGTTCT
CTCTGTTGTTTTCAGTTCTAGGAATAAGAGCTGGAGAGGAAATATTTAAGAACCCTCTGG
ATGTGTGTTTGGTGTCTTCTGCTTTTCTGCATTTACAAGTGCAACATGCTGCTCTGGAAA
ACAACTGCTAATTACATGGTCAATATAAATTATTATTAATCTATGTGGTTTAAAACACAT
CTTTCTTGTTTTTTGAGTACAATCCTTCCTGAGTCCTTGCATCCACTCTCTCAAAGGACA
AATGCTTCTTGTAGCAGTTAAGGAAGCCTGGAAATAATAACAATAGTAAAGGTGTTTAAA
ACAAGAAACATAAATTTGTTTAACACAGCTGTTACGGTTACATCAAATTTCTGGAAGAAC
TCGTGTTTCGTGTCCTTTCAAACTGCTTTTTTGAATTTCCGTTACTTTGTCAGAATTTCT
TTTGATCATGTATTGCAGTTGATAACTTTTAACTGTGGATTTTGAATATATTTGTAATTT
AATTTAGAAAAAAATAAAGGCA
>CL10959Contig1
CACGCCGTCACCCTGGATGTTTGCAGTGAGCAAAGCATCTTCTCAGCTGTGGAAGAGGTT
CAGTTTATTGTGGGAAACCAAGGACTCAACTGTCTGATCAACAATGCTGCTGTTGGATCT
TCCAGCAGCATCAACAGTGTAACCCGTGAGGCCATGATGAGGGCTTTTCAAGTCAACAGT
GTTGCCCCTCTCTTTGTTACTAAGGCATTTCTGCCACTGTTGCAGACGGCTGCAGCTCGC
TCCACTGGGATGGGGGTCCATAGAGCGGCTGTCGTCAACATCTCCTCCATCCTCGGTTCA
ATCTCATTGAACTGTGGAGACAGCGCCACCTTCAAAAGCTATGCTTATGGCACCTCCAAG
GCTGCTCTAAACATGGTGAGCCGCTGTCTGGCGGCTGATCTGGGACCTGTTGGGATCCTG
TGTGTGTCTCTACATCCTGGCTGGGTGAAGACAGACATGGGGGGGCCTCATTTTCACGGA
ACAGGGACCATGGCGGTTTCAAGGATTACCGTGGACAAACGTTACCATGGTAAAATACAG
CAATGGGACTCTGATGATGGCCATATCCAACCAGGAAGTCTGTCAGGGTTTTTCTTTATT
TTATATTTTGAATGTTTTCTGGATAAGGGTAGCCCAATAAA
>CL10960Contig1
CAGACTTGACATTTTAGGACAAATTACGTTTGCACTGTCATAGTCACATCTTTGTAGACT



TTTGCACTGTTTTGCACCAGTGAAATTTTAAAAACCATCCGTTATGTTTTCCAAGCAGCC
AAGAAAACATAAAAGAAAAAAGAAGTTTGATATAAGAGACTTTAAAACTGTAAGTGGTGA
TGTGAGCATTTGTCAAAAATTCGGAACTATCAAGAATCGATTAAAAAAGAAAGGCTTAAA
AAGAAAATAGAATAATAAGTGATACTTCTTGTTGACATCATACACTTTTTTTCATTAGTA
ATTTGGCATATTAATCAACACCACCAGCTAATAACAAACCTTTACCATCAAACTGGACAA
GTGCCTCTGTTACCCAAATAGTTTTAGCCAGTAAGGAGTTCACTCACACATTGAAAGTCT
TTTTTAGTTAACAATAACCAGCACAGTTCAGCTCTCTAAAGCGCACAAAAGAAATGAGAA
AGTCCCTTATGGATCAAGCTTAGTTAAAATCTGAAAGAAAACAAACACTGTTTGTGTGTT
CAAGTTAGAAGGGACCAACTTTTTACTGCTCAACTGCAAACACACTGCCTACCACTTGCC
TAAATCTGTGTGCAGTCAGGGACAGCAAACTGAATCTGCCAAAAGAGGGGGAGAGGCATG
GAAACAGTGCATTGTTTGACACAGGAAAAGAAACCTTACAAACACACAACTTAAGAGGCA
AATAATGTGTGCCATCCAGCAAGGTTTCAGTGTGTTTGGAACAACGTGCATTCAGTGGGT
TGTTATTTTTACGGAGTTCAGTGACTTTTTTGGATTGGTTTGTTGTTTTCCCTTTTTTTT
GTGTCTTTTTTGACCGATATCGTTCCGATCTGTACAATAAATAGTAAATTAAAAAAAACA
ACTATAGAAATAATCACTTTTCAATGAGTGTCAATTCCTTTTATGTTCAA
>CL10961Contig1
TTGGCCTACTGGAAATCAGACTGGATCGCGGAATAAACAGCTTTTACTGAAAACAGGGGA
GTTACATTTCGGTGACAGAAATTCCTTGGACTTACCGAAAGAGCCGCCATGTTTGCTCCT
AAAAAAGGAGACCTTTCTCCGAGCGAAAAGGAGCTGTTTGAGGTCATTAGCGCAGGAAAC
GTTCAGGAGGCCTCCAGGCTGCTGGGCTGTAAGGACGTCCGGGTCAACTGTCTGGATGAG
TACGGCATGACCCCCCTCATGCACGCCGCGTACAAAGGCAAAGCAGACATGTGCAGGCTG
CTGCTGCAGCACGGCGCCGACGTCAACTGCAACCAGCACGAGCACGGCTACACGGCGCTG
ATGTTCGCCGGCCTGTCAGGGAAGACCGACATCACCTGGATGATGCTGGACGCCGGCGCG
GAAACGGACGTGACCAACTCCGTGGGGCGCACGGCGGCGCAGATGGCAGCTTTTGTCGGC
CAACACGACTGCGTCACCGTCATCAATAACTTCTTCTCGCGCGCCCGCTTGGACTACTAC
ACCAAAGCCCAGGGTTTGGAGAAGGAGCCCAAGCTGCCGCCCAAACTGGCCGGGCCGCTC
CACAAGATCATCATGAGCACCAACCTGAACCCCGTCAGGATGGTGCTGCTGGTGAA
>CL10962Contig1
GCGATTCTGCTGATTACAACAGGTAATGGTTTATATTTGATAACTTTTTTCATATATTAT
TTGATATTTGAGTGTTGGAACATTTGTCACGTATTATAGATAGCAGAATACATTAGTTAA
CTAGTTGGGTGTGCCATAAAATAGGGTTATTGGGTTGCCAGTAACTAGTAGTTAGCTTTT
GTGGCGTTAGCTAGCCAGATGTGTATCATTATTCCGAATGGTTTATATATTCGGGAACAA
CTGTATTGACTTTGACGTTTAGTGTTAAAATTTATCAGCATATGACGGTAGTGTTGGGTG
GCGTGGCCGGGTGGTATAAAGCTCAGGTAGCAGTTGGGCCTAGTCCCGTGGAGACGCCAC
CTCTGGCAGAACGGGCCCAATTAACCCGACGTATTTCTCTATATAGTACATGAGGCAGAG
CTCCATGTTGGGAGATGCTGAGTAAATGTGGCTCGGCACATTTCAAACCGTAATTCGCGT
AATTTTGACCCCAGCCTCCGCGGTTGCGAGGGTAGCCGCGAGCCCGTCCCTGGTTACATA
AAACGGACATTTTTGGAGGGGGCTGGCCAGCTCTTTGAATCTGACACGTGCGCCCACCGA
AG
>CL10963Contig1
ATTTTGAGTGAGGGGGAAAGGGTTTACAGACATATGGACCCACCTTCTGCTAATGTGCAG
GTGAACAGCAGCAGACAATGAGTGCAGAGATAAAAGAAGATCGATTCTGCAGATTCATCC
AAACCACATGCTTCCTATACAGTAACAGTACCGACGCCTACACGTCAATACAGCTTCACA
AACCCACAAATGGATCCAGTCACACACACACACACACACACATTCCTGCCATGAAACACT
TGATAAAAAGAGCTGTAGAAAAAGTGTACAAATAGATTTTTACAGAACTGTTATACGGCA
TCAATGGCCTGTATGCCGGTTTGACATTATTATAGCAGGAAACGACAGTTATAAAAATCA
ACAAGTAACCTTAAATTAATGCTGGAAAATATACTTTTCAGAGATTTCCACATCACGAAA
AGCACACAAAAAATGCAGTCTCAGATAGATCGGTTTCAGATAGTTCAGCATCAGTTGACA
TGTTGACAATTATCTAATTGGCTTTAGAAAAAACACTGACAATGAACCCCACATTTGACT
ATCACTTGACAACTAGTTCTATTATTCTTAACATTTATCTGAGCAAGTCCATTGGCATCC
TTTT
>CL10964Contig1
TTCTTTTATACTTTTAGATTTACTTGTACCTGTAAGAAGGGAATAGGGGAGTGAAAAACG
CTGAAAAAAAGGGGTAACAATAAAGCAGAAAATGTCAACCAAACTCCAAAGCCACGTAGA
TTGGAACTGTTTGCGTGTACAGCGGATGCTTGCGTGCATGCTGACATAGGCACTGATCTT
GACTGGTAGTCCCATGTTGTAGGTCCTCGGGAAAGAGCATTGTGGGACAAATCCAAAGCA
AGGACAAATCCAAAATCAGACCCTGAAGCTCTCATTGGCTTGGATTTTTTGCTGTACAGA
GATAACAAAATAATAAAACAGAAATCGTAACACGCACAAAATAGTGGCTTTACTCCAGAA
TTTTCCAATGATACTCTCGATAGAGGCTGACTCTACTGTTTGTTCTGCCCACAATATTTC
AGCAAGCCAGTGCTGAGGATTTTGGGTAATATAATAAAAAATAACATCCATGGAAAACCA
ACCACAAGAAGCACTTATTTCAGCTTCTTTTAAACACAAAAGAAAACAAGAGCAGTATTT
TAAAAAACATAAAGGAAAAACACAAGGAAGAGCAAAAGCAGGCACAACAAAAAAATCATA
TAAAAGGATAATTAAGGCGCGTTAAAATATTGCAGAAAATTTGGCCCCTGTGTCTCAAAC
AGACTGCCACAACAGTCAGAGCTCCCTGACTCTAAATCACCATAAAAATCCAGAAAAAAA



CGGAATGATGAAGAAACTGCAACAAACATGAAGTAGAGATTAACAGAAAAGTGATCCTCT
TTGGAGACNAATGTATTCTTTTGGTTTGGTCTTA
>CL10965Contig1
TTTTTTTNNNGGGNNNNTTNTTTNNTTNNTTTTTTTTTTTTTAAAGAGGTTCTGCTGATG
CAGCTTTTAATCGTCTTAACATGAACATCTAGGATTGATCACATGTGACAAGATTACAAA
GCCAAAAACATCGTCTCATGCCTTGGACCACCACACAGTAAAGAGTCTTTCTACATTCTT
GACACTTAGTGCATTGAATACATATACAAACAATAAAAAAACTTAAATGGTGACGTGAGC
CAAAAAATATGAAATGGAAGATAGAAGTCCACCTCCTGCAGGGAAACCGACTCCCAGAAA
AATCCTAAATCGCCGCCGACGCCGCTCTCGCCTGCCGAGCTCTCCTCTCTGCTTCGTCTA
CGCCCTCCAGTCATGCTTTACAGGTGGGGGGGATGAACTTCTCACTGCACATAAAACAGC
TTGGGTTTCTTTTCATGGCCACGCCCACAGCACTTTCATCACTTCACGTGTTTCCGAGTA
AGAGCAAGCAAAGTGTGGACCGTGGGTGCTTGTGCATACATGTTCAAATCGGGAGATAAA
ATGCAGGGTTGGTTTTTTTGTTAAACTCCACATAGTCACACTTATCTTCAATAATGAATG
AGTCAAAACGAAAAAGAAAAAATACTATTCTGAGATCAGTCTGCATCTTTAGGTCTTCCT
CTTTGTGTCATGCTGTTATTAAA
>CL10966Contig1
AAGTAATCCTCGTGACGTCATGGGTGATGCTGACGGCTCCAAACAGGAAGAAAACATCTA
GCCGTTGGTGGAGCAGCCTGTTTTGTCGTTCCTAACGTAATGAACCGCTTCTGAGACTGA
AGAACAAACAGCTGCGCTGTCATGCTATGCGCGGAGTAGAGGCAGCTGCGACGGATTCCT
AAAGAGTCTGTTTCTGATCGACTTTCGTCCGCTACGAGTCTCATAACGAGGAGTGAATGA
GTGACGTGGCGCCTCCCACAGCCCTCAGTGAAGTCCAGCTCCGCTTCCTCTGCCAAGATG
ACATAGAGAACGTCAAGCAGCTCTGCAGCGATTGGTTTCCAATCGAGTACCCAGACTCAT
GGTATCAAGACATCACCTCCAACAAGAAGTTCTTCTCCCTCGCTGCCACCTTCAGAGGAG
GCATCGTGGGAATGATTGTGGCGGAGATCAAAGGCCGGACCAAAGTACATAAAGAGGATG
GAGACATCCTGTCCTCCAGTTTTCCTGTGGACACACAGGTAGCCTACATCCTCAGCCTGG
GAGTGGTCAAAGAGTTCAGGAAACATGGAATTGGCTCCTTACTGCTGGACAAGTCTGAAG
GAGCACATCTTCACCACCGCCCAGGACCACTGCAAGGGCATCTACCTTGCACGTTCTCAC
CACCAACAACACTGGCATCC
>CL10967Contig1
ATATGAAAAATGTCACAACATTTAACCTTTTCTTCTTCTTCCTTTTTTCTCTGATGTGAT
TTCCTAAAGTTTTGGTCTGCTGTATTTTTCTTTGGGAGCAGTTAGTTTTGCAGGAACTTG
AGAGGAGCACAAGGGAAGAGTTTGTACCGTTTCTGACCTAAGGGTGGCGCTAAAAGCAAA
AACTGAAGAGGAGGACAGAGGAAGGGGAGATCTTATCATGACGGGAGCTGCTGCACTCAG
GAAAGTTCTGGCAAATAATCAATCAGGTGTCGATACAGAGACTATAAAAGGCTATAAAAA
AGTCCAGCTTTTTTTTTTCTGTTCCTGAAGGAACTTTTTTCTCGGCTGTTGAAAGAGAGG
AGAGAGAC
>CL10968Contig1
TCGGCACGAGGTGTAGATGTTCTCTGTTTGCTTTGTTCCTTCTCTGTTCCATCACATCCT
TCACGCAGGATGAACCCCCCCATTCTGGGGAGGAGAACGGATGAGATGAAAGACCAGAAC
AGACTTGGAGCTGGAGCTGTCCAGGGTGCTGACCTTTGCTCCAATTTCTGCTCCTCTCAC
TATTTTTGTTTAGAGCCGAGCCGGGCTTAACGGGGCCACAGTTAGCCCAGCACACTTTCG
GCACATAAGCCTTAGAAGCAGAGGAGGCATAATCTGCTGTTCCAAAACATCCCCTGCTGA
CCGATGGAACAAAGTGAAGGAATCCCACACTCATCCACCCAATCCTGCTTTTCCTGTGCC
AGTGTGTGCTGAAAACACCTGGACAGGTTTGGTTGGAGCTCCTGCTGACCCGATGACCTC
CTTCAAAGCTGCTCTGCGGTGGTCCTCTGCGTTCGATTGTACAGTTTCTCAAAAGATTGT
TTGGAATCTTCTGCGTGCCAACTGTGACCGAAGCCTGAAGCGTTGAGGTTTACATGTACA
TATCCCATATTTGGACTGTTTTCCGCTGCCTGTTCTATTGTAGCTTCAGCGTCACACAAA
CAAACCAACACAGCTTAACGGTATAGAAGTCCTTTTTATTCTTCTGGTTCCTCCTGGTTC
GGTGGTCACCACCTGCATCGGGGGAAACCTTCGTAACGTGTCGTGACTTTTGCTTGGAAA
GTGAAAACGATGCTGCTCTTTTGCACAACAAGCGTTCGGTGTTTGCACAGTGGTATGGCA
TAGCGGTGGTCCACTGGTGTTTGGCGCTGGAGTCTTCTTCATCACATGTCTGTCTCCAGT
TTCACAATCAGACCGTCTTTGGGCTCTTCGTGCGCAAAGTGACATCTCCAGTGTCATGAC
CAGGTCAATACAGTAGCTGTGTATGGTGACCCTTATGAAATAAATCC
>CL10969Contig1
TTGCAGAGGAAGCTGGCAGGCTCGCCATGTTTGACGATGATCTCCAGCAGGAAGGCCTGC
ATGGCTGCATCCAGCACCTCATCCGTCACACCAGCCTCATCCAGACGCATCTTCTCCCGG
CCTGAACGACTCCACATTTGCCTCATAGCCAGGATGCGTGGGATGACACGGGTTTCCTCG
CCACAACGCACATCTGGGTGTGCGTCCAGCATTGCTCGCATTAGTGTGGTCCCACTGCGA
GGCACACCACCAATGAAGATGAGAGGCATGTCTTTGTTGTAAACGAAAGGCGTGCTGAGA
TTCTGGCCGGTCCGTAAGGTGGTCCGCATGCTGCCTCCGAGCGCTGACAAAGGCAGGACC
CCGCCAGGTAGGCTGCGCTCTTCGAAGCGATGGTGGCACTCCATGGCGTGGCGGCCAAGG
TAAAAGACTGTGACTGAGCTGATGACCAGGCAGGCCACCAGCAGGTTCTGCTTCAGCTTT
CCCAGCATGCCGTAGGTCACAAACAGGGTAGGGCAGGGCAGGACAGTGTCACCACAGAGG
CAATTCAGGGGGAAGGGTGGGGGAAAATGAGTCTGAGGGTATTGACGTTTCCCACCCTTT



ATGGTTGTTTGCTGGGTACTAGACATGGATCAAGCTCCCTGGTGTACAGCAGGTGAGGAG
TCCACAGCTCCATCAGGCCTCGAGGTTGGATATTGTTCTGCTGATGACCTCAGACTCCTG
CAGAGGTGATGGTGCTNTACACAAAGCAGACATAAGCATATCCAGGCTGTAGCCAGTAGA
ATCGGTTGTGATTTGAATAGGCC
>CL10970Contig1
CGAGGGTTTCGGGAGCGCAACGCCACTCCTGCGGNACGCGTTTTCTCGCGGTTCGCTCAT
TCTTAGATCCACTTTGATTTTTTTTTCTTCATTTTTTTATAAATTAAATCTTTTCTTTTT
CTAAGGATAAACGCTTCAGCGAAATCTAACGTTTATGGTCCTGGCTGAAGATTTCACCAT
GTCTCGCACCGACGAGGTTCACCGCATGACGGAAAATGTCTATAAGACTATTATGGAGCA
GTTTAACCCTTGCTTACGGAACTTCGTCGCAATGGGGAAAAGCTATGAGAAGGCCCTTGC
TAATGTGACATTTGCTGCAAAAGGCTACTTTGATGCACTGGTTAGGATGGGAGAACTGGC
CAGCGAGAGCCAAGGAGCCAAAGATTTGGGGGATGTGCTGTTCCAGATGGCTGAAGTCCA
CAGACAGATCCAAGTGCAGCTAGAGGAGATGTTGAAATCCTTCCACAATGAGTTGCTGTC
CGAGCTGGAGAGGAAAGTTGAGCTGGATGCCCGATATCTAACTGCCGCCTTGAAGAAATA
CCAGATGGAACATAAGAGCAAAGGAGAGAGTCTGGAG
>CL10971Contig1
CCTGGGTCCTCGGCCAGACTGCACTTTCGCTCGTCGGTCATTTTGAAAAGCATCTGGCAT
TTTTCCGGGTCGTCGTTGTCCTCGTAGTCTCCGTCCGGGACAAAATAGTGATGAAAAGTC
CCGTTTGACATCTCCGGATATAACGGTCCCCGGTAAAACGCCCCACGTGCCGAAAGTGAC
AACATCCACGCAGTCAGGATGACGTGAAAAACAGACATGATACTCCCTCAATCCACAGAC
ACTGGTGAAAAATTCGAGATTAAATCGTGACAAACTCCTATTGATAGATAGATAGATAGA
TAGACTACTTCATTCTAGTGCACACACATTCAAAAGTTCAAACTGCACGGCTATAAAGTC
TTTGAAGTAGTTTTAAGTCCACTAGAATGTCCTTTTCCCCTCTAAAAACACATTTGGAAT
TATTTAAAAGCGCAATTCCGTCAGACAGACTCGAAAGAGACGAATAAAAGTTGAGTTTCG
CAGCCAAGAGGCAACAGTCCCGACTTCTCCCGATGCCTCAAACGCA
>CL10972Contig1
GGGGGTCCAGGTGGGGGGACAGGTTTCCCTGCTGTGGTGGAATCCCCCAAAGCCAAGAAG
GCAAAAGGCAGCGACGGTCCAAGCACCAAGGGTAAACGCGCTGCTCACCTTAAGGACCAG
GAGGAGAATCCGGAGTTTTTGGAGCCGGTGGATAGGGAGCCTCTCATCTACCACCTGGAC
TCCAGACCCCATCAGGCTCAGGACCTGGGAGATCTGCCTGATGAGTTCTTCGAGGTGACG
GTGGACGACGTGCGGAAACGCTTCGCCCAGCTGAAAAGTGAGAGGAAACTGATGGAAGAA
GCTCCACTCATGACTAAATCTCTGAGAGAAGCACAGATGAAGGAAAAGATGGAACGATAT
CCCAAAGTGGTCCTGAGGGTCCAGTTTCCAGACAGACATGTCCTACAGGGCCTCTTCAGG
CCTCTGGAGACAGGTTTGAGTTCTGTCGTACCAGGAATTAGATGCAGCCCTCCGACAACC
TGGAGGAAAACCCCTCACATACGTGAATGAACTTTGTTCAAGCATAAACTTTGTTTTTTT
TTTGTGTCCTTTGT
>CL10973Contig1
AACCAAGAAAATGCATGAATATTTTTTTTTAATTAAGAGGGAATGTTATAGTTAAAGACC
CACTATGATGGAAATTGTGTTTTTTGGTGTTTTTAACATGTTGGGGGAAGCTACTAGGTA
TATTTCCAATGAACTCCTGCTGCTCTCCAGAAACTATGTCCTAGAAAACGACACTGTTTA
TTTGAATTTTGCCTGCGAATTAAAAGACCACTGAGAACACTTTTAAAATACATCAAATGA
TGATCAGAGTGGGATGTTAACAGGACATTATAGAGAAATCAGCAAAGCATTGAGTGTGCA
TGTGTCTAATCAAGTAGGTGACTCATAATTCACCCATGAAAGGAAGAAGTGCTGTCCCAC
ATTTCACCTCTGCAGTTCAGAACAGTGGTGTGTTTTGTACTGCCAGCCTGGTGTGGGTGG
TCAATGGACGGGCCTCTGCCAGTGAGGCCTCGGAACAAAAATGAGCTAATATTTTCCTGT
TACATATGTTCCAAGCTCTGCCGTTTCAGAAAATATGTGGAGGTAAACATGATGCAAAAG
CATTTTTTGACTCCACAGATCCAGAATTTCTCAGTTTGAATGACTCTTTTTGTAACTGAT
GGCAGAGACCTGTTCTAGTTTCCCCATTGTTTCTAATCAGGACAAAGTTTTTCCTTTGTT
TTTATTTGTGCTAGAATTCAGAGGAAGGATGAGCCTCAAAAGCAAGACTGGAGAGCTGCA
TGAGCAGCTGAGCAAACACTGTAAAGCACACAAAAATACACAGTCCGACTATCACTTGCT
CATATTAATAGTTTT
>CL10974Contig1
GGGGATTGACAACCTGCGCAAGTTCAACCTCCTCAAAATGAAAAATCATGCATACAACCA
GGACTTTCCTGCACTCTCGAGTAGTTTCTATGAAGATGGCGCCATGGCAGGAAAGGCCAT
CCTCATCAACGCCAATGAGATTATGCGTGTGGTGCAGATTGCCAACGTGGCAGGAAGCAC
AGCGGCCAGGGCAGTCCAGGTTGCCAGTATGGCTACGGGTGTGCTCACTGGCCTTTTTGT
GGGTATGGACATCTACTTTGTGGCTAAAGACTCTAAAATGCTGAAAAAAGGCGCAAAATC
AGAATTTGCTGCAAAAATCAGGGAGGTGGCAGAGCAGCTACATGACGGCCTGGTTGAGCT
AAACACCATTCGATTTGAACTGCAGTCCACTCAACCCGAAAACAACACCGGCGACGATGG
CGCAGATGTAGACAATAAGAAAACAAAGGGTGGGAACAAGTACAGCAGTTCAGATGAAGA
TGAGATCGACCAAATTAAAAAACAAATCAAAAAGGACAAGGAAAATAGAGAATACGTTTG
ACACGAAACGTTGGAAAAGGCATTAGAATTGTTGGAAAAAAAGAGTCCCAATTGGTAAAC
CATTTTTTTAACATTTCTGTCAACTAACTGCATCCTCATGCACAGGTACGAGACGTCTCT
TAAATGGTTCTTGCCATATCTTAACAAGTAAATCCAAAGTATATTTTTTGTTTACCTTTT



TAAATATAGAACAAATGTTTATCTTGAA
>CL10975Contig1
ACCCTGAAGGCAGCAGCAGCTCGGCTGGACGAAACGGCTGCCACTGCAGTGGTGTTCGCT
GTTTCCCTAGGGAAATTTCCTTTAAAAGCGGCTTGTTGTTCGTAAGAAACTTCGCTCTGA
GCTGAGCTGAAGGAAGGAAGATGTCGGCCCTTCACAAAGATGAGCAGGGGGACTGGCAGA
CCGTGTGCCTCAAATATCTGCTTTTTATTTTTAACTTTCTCTTTTGGATGGGTGGAGCTG
CTGTTTTGGGTGTAGGAGTCTGGACACTGGTGGAGAAGAGCGACTACTTAAGTCTGCTGG
CTTCCAGCACCTTCGCCGTCTCTGCATATATCCTCATCCTGGCTGGAAGTCTGGTGGTGG
TTACTGGCTTTTTGGGTTGCTGTGCCGTCATCCGGGAGCGCAGAAGATGTTTGTCTGTGT
ATTTCTTCTTCCTTTTGGTTATCTTCTTGATTGAACTGGTGGCTGGAGTTCTGGCGTATG
TGTACTATCAGAGGCTGAGTGAAGAGCTAAAGCAGCATCTGAACCAAACCATGTCAGAGA
ATTATGCTCAGCCTGGGAAGGAGGCCATCACAGCAGCTGTAGACAGACTACAACAAGATT
TTAAATGCTGTGGCAGCAACAACTCCCAGGATTGGGCGCACAGCGTGTACATCTCATCAA
TCGCGGCAGAGCAAAGAGTGGTCCCTGATAGCTGCTGTAAGACTATTACCCATGCGTGTG
GCAAGAGAGACCACCCCTCCAACATCTACAAGGTGGAGGGTGGTTGCATTACTAAGCTGG
AACAGTTTCTAGCAGACCACTTGTTAGTCATTGGTGCTGTGGGGATCGGAGTGGCTTGTC
TTCAGATCTGTGGGATGGTGTTCACCTGCTGCTTGTACAGACGGATCAAGATTGACCCTT
ACTGAACACACCAGGAAACCAACACAGCGTTCAAAACAGATGGAACACCCGTGACACGTC
ACTTAACTATACTTCAATTCTGAGCTGGTCACAGAGAATACAGTCAGAAACAAACCCGGT
GCATGA
>CL10976Contig1
CGGCACGAGGACTAAACGTCATCACGTCTAGCTTCCAAGTATTGCACAATGCACAGACTG
AGTTTTTGCTGTGTCATAGATGCTGTTTGTGTTGTTTTTCCCATATGGCACCTATNAACA
CTTACCGGTATTTGTAAATCATCAAAAGTGATTTAGTTTGACTCTGGTTATCTGTTAATT
ATGTTTTAACCAAACAGTGTTGTGGATTAAGTCATTAAGCTACAAAGTATGAAAGAATGT
GAGATCAAAGACGTTAATATTTTAAGTGAAGTTTTAATTTTTAAATCCTAAGGAATAACA
CTTCTATGAGTCTCTCTTTGCCATAGATTGTGTTGCTAAATTTTATAATATTCATTTTAA
ATACTTTCAACTTTAAATAAATAAATACACTCCAAACCTTCGCATTAACTTTAAACTGAA
GTGGCAGCACTATTGTGTACAAGTTTAGAAACATGTTACACTGCTTTGCGTCTGGAACTA
ATATCAGCTCTAGCAGTGGATCAGACACACATGCTCATTNGGCGTCGATTCAGCTACAGC
AGCACACAAGCACAGATTGCTCAAACTCAATCAAGGAAGCAAATGAATCTGTCAATGCAG
GCAGAGATGTGTCCAAATGCAGACTGAGACAGACGTTCCAATATGTCAATGCATTCCTCA
CAGTGTGTGCGTGAATAACCAAAGCTCGACACCAAAATTTGCACGTCAGAATCATTAAAT
CGCACATTTTTCTCACTGTATTGTTCTGATGCACGGATGCTGCACAGCATTATGTCACCC
AATTTGTTTTGCGTGTTTTCATGCTGAAACGGTTTTCAAAAGTGGTTAGTACAAAGTGAG
AGAAAACAAACATGTTTCTACAAGAACAGAGAAGTTCTTTTGTTATTGTAATGTATTAC
>CL10977Contig1
GAGGGGAAAATCCTGCATTCCAACAGCCACAGCAGCAAAGGACTCAATTTAGCACCTTTG
TCATGGTCTGGCTCTACTGCACTGCAGGTAGACTTGATCATGTGTCATAGAAATGTTCTT
GTTTCTCTCTCTGTTTTTAAGTTTTTAGAAAAGTATTAAATGATGCACTCCTTCCACTCA
TCTCTCATCTGACTCACACATTTTATTTTTCAGTTCACATTTGAATTTTAGATCATGCTT
GCTTGTACTTTTAATCTCTCTTGAAGGTGTTAAAGATAATCTGACAAAATATTCTGTAGC
ACAACTCANAAACCTTTCAGATGTACCACATTGTAGTTCAGGGTGCTTTTGCCGTATGTA
AAAAATATATATATTTTCTTCTCATAGAAATGAATAGGAAATATAGAATTGATGTACAAT
CAAAAATTCATTGTAAAAAATATATTTTATTTTTTAAAAAAAGAGATAGAAAATTCAGTA
TATTTAATCTTCTATATTTCTTATGTTGCCAGACATCTAACAGCGCTTGTAAATGCCTTT
CTTGATTGTATGCAATATGTATACATACATTTTAAAATGAAATTCATGACTAATTTTAGT
TTTCAGTGTGTGTATCCTTCTTTTACAACCATATGAACTGCCAGTTTGCTTTATAGATTT
ACACCTTGTATCTTGAGTGAACCAAGTTTTCATTTATTGTGCCTATTTGCCAAAGTTGTG
GTATACTGACTCCCTTCATGCCAATCCTGCAGCTTTACAAGTCCAGGCTNGGCGTGATGG
CAGACGTTTTGGGACTATGTTAACACTTTTTTTGTGTGGCTTTTGATGTAATCCGTACTT
AAAACACGTTGAATCATTCGTTCAAACACATGTATATACAATAAATGCTTTTAAGAAAAT
AACGTAGTTTTGTAAACATACCAAAGTTTATTTGTATGCATGCCTTTCAGATAGCAGAGT
GATGTAAAAGAACTGTTTGCACAGGTTGATTCTGTAAATATTTGGTTTTCTCTCCTTATT
TTTCGTAAAGCTTTAATAAGTGAGCAATGTGGTAAAAGCAAAAGTGTGTTTGCATAGTTA
ATAAAGACTG
>CL10978Contig1
GAGGGTGATAGTTATTTTACAAACTCACAGAGAGCCGGGATGAAAGAGCTGCATGGGGCT
CCGGAGCTCTAAGTGATCGCTCCAAAATGATACACGCTGTAACTCTTACCGTAATTCCAA
CGGATTCTCACGCAGGGAAAAGCTGTTTTTCTCCATATCAGAACCAGCAGGTTAACGTAA
ACACTTCACTAATGTAAAGTGCTGTGTATCAGCACAAAGCTGCCTTGCTCAGCTTCAGAA
TCCGTTGAAATTATGTCATTTAAGTGAAGAATAATGGTAAATGGAAGAACATCAACACTG
GAGCTAAAGCTTTGGTGTTAAAGGGTTAACATCCTCTCTATCTTGTGCTGATACGACTGA
CACATGATACGTGAGTTACAAAACAAATGGCAGCTAAACATTGAACAGTGTCGCCAGCTT



CCTGCAGGTTCTGGTGTCTGGTGGTGTAAATGGGTCATAAAATGACAAAGCTCAGAAACT
CGAGTCTGTTCAGCATCAGATGCACTTTTTTGTTTTCACATTCTTTCTTCAAAGTTGAAT
TGTACCAATGATGAACATTACAGACCAAACTCATCTTTTTAAGTGGAGCATCAATGAATC
ACTTTANNAAAAAAA
>CL10979Contig1
CTGCGTGCACAGCTGCTGCTCTTTCTCATCTCCCTGTCGTCCAGGATGGGACTCACACGT
TACATCGAGGACAGTGATGCTGCAGATGGAATATATTCTCTGCTCAGTTTTGCCCAGAAA
AGAGAATCAGAGGACTTTATTTTCCGCCGACCTCTCAGATGCTTGGACATGCTGGCTACC
GAAGGCTACTTCACCTTTGTGGCATCCCGCCCACAGCTGGCCTGTGCAGCTTTTGTCATT
GCTGAGCCCAACGAGGTCATCAGTCTGGAGCTGTCTGATGTGAACATTGACTGCAGCGCT
GGAGACTTCATCAAGATTTTTGACGGCTGGGTTCTGAAGGGAGAGAAATTCCCCAGCAGT
CATGACCACCCCCTGCCCCCACACGAGCGCTACACAGACTACTGCTCCTCCATGGCTCCA
GGACTCAGTAGCCGATCATCTCAGAACGTGGCCATGATCTTCTTTCGGATTCACAGTCCT
GACAGTGGCTTCACTCTTGCTGTGAAAAAAATGCACAATCCAATGCCCTGTAACATCATG
TCTCAGAGTCCGGAGGGCAGCTTCACCATGGTGATCCCACATCAGCGCACGAACTGCAGC
TTCTCTGTCATCTACCCTGTGGAGATTCGACTGACAGAACTCAGCTTAGGGGAGGCCAAG
AGCAATGAGATCCGCCCATTGAGGCAGATGTGGTCTGGCTGCTCAGGGTCTGGTGACTAT
GTGGAGCTGCTGGGAGGGAACGGTGTGGACACCTCAAAGATGATCCCTGTAGCTGACCTC
TGCTTCTCCCCCAGTGGACTTGCCCAGATGAAGATTGGTTGTGATAACTCAGTGGTGAGG
CTGGTGTCCAGTGGGAACTATATCAACCGTGTTTCCTTCCAGTACCGACTACTGGATCAG
AATGAGTTACCCAAGACCAGGGAGAACAGCCTGGAGGATTTCTGCAGAAT
>CL10980Contig1
TCCTTTTTTNNTNCCCCTTTGAGTTAAAATTNTACCTCCNCGGCAAACTCNCCAAAATTT
GNACACACCTGATACTCGGTGAAAAGGAATTTTGGGAGTAGTAAATAATCCCCCACCCCC
NCCCCACTNCCATGACATNACAGCAGGAGAAACCGTCCAAGAAATGAATGAGGCAAAAAA
AAAAATGAAACGAAAAAACACACAACGGGGGTATCCGAAGGTAGTTTTGAAAATATTATG
GGGAAATTCATGGAATTTCATACACATGCCACCAGATAAAGCCTACAGCTACCACCAACG
TTTCGTATACCTTTGTTCCGGGAAGAGGCCGCCATTTTGAATAAATAAACACCTACAAAT
TTAAAATCTTCCTAGAGATTTCGATCTGTTGCCTCCTCTTTCCTCAAGATCATTGTTAAG
AAACTACTTGGTAAAAAATGTTGAGCTTGTAAATTTGTAAAATTTGACCGGCGTTCGTGT
GATGAACANGCGAAAGTGGCGTTCCCCTGTCGCTCGCAAATTTTTTTACTGAAATA
>CL10981Contig1
CGGAATGAGCGATATCCTGGATTCGATTGACAAAAAGCTCTCCAGCTTTGATGGCCGCCT
CAATTTGCTGGAGATCCTCCATAGAGAATTTCAAGGTCTGCGGGAGTCTCTGGAATTCAG
CCAGCAGCAGGTGCCGGGAGCCTCGCAGCGGAGAACCAGGCCCTCAGAGAGACCGTGAAG
ACCCTGAGCAATGACACCGACCATCTCTCAGAGGAGAACCGATCCATAAAGGAAACCCTC
CTGGATCTTCAGTCGAGGAGCATGAGGGACAATCTAGTGGTCGCGGGGGTTCCAGAGGAG
GCAGGAGAAGACCCCGAAGCCACCGTGAGATCCTTTTTACAGGTCCACCTGAAGCTCCCC
AAGGAGGAGGTGCAGAAGATCTCCTTCCACAGGGTTCACCGCCTCGGAGGAAGAAGGTCC
GACCACCAGCGCCCGCGTCCTATTGTGGCTAAATTCGAACATTTCAAACAGAAGGAGTTG
GTGAAGGGCCGCGGACGGGAACGGAGAGGCACGCATTACAGCGTGAATGACCAGTTCCCG
GCAGAAATCCTCCGCAGAAGGAAGATCCTGTTCCCGCTGAGGAGGAAGCATCTTGCTGCT
GGTTCGAGAGCGATTGTGGCCGTTGACAAACTGTACGTGGACGGACGGCTGTTCCGGGAC
CCGGAGATCACCCCCTGGCTGTGCTGA
>CL10982Contig1
CTCACTGGGATGCAGCTATATCCCACTGCCTTGAACCTGCAGAAGGGGTTCTCTTGGGTA
AACTCCACGGGTGGGTTGTTGTTGCCGTAGTAGCCCTTCCCTGTACCCCAGTAGGCCTGC
AGTTGGTTCCATTTAGCAAGTATGGAGTCGCGCTCATCACCAAGTAAAGTGGGGGCTGAG
AGAGCGGTGACCTGCTGGAACAGCTGGGTGGGCTGAGGCTGACCCTGCTGCTGGGCCTGC
TGGCTAAACAAGCCTCCTTGTTGCTGCTGGGTCGGCTGAATATTAAAACCTCCAAATCCG
CCCAGGCCAGCTGTGCCTAACCCAGTTCCAAACCCCGATGTTCCGGTTGCGGTTCCAGCT
CCAAGCCCGGTTGGGAACCCAAACCCTTTGTTCTGTGTGTTCCCAAACAAGCTTCCTGTT
GTGTTGGAGGGGTTGACAAAACTAAAAGAGGATCCCGGTGCAGCAGCAGTTGTAGTTGTT
GCCCCAAAGCCTCCAAAAGCGCCAGTGTTGGTGGAGCCAAAGCCGAATCCTGTGGCTGGT
GCGGTGGTGGTGGTGGCTGCCCCAAAACCAGGAGCTGAAAGAGTGCCAAACCCGGACGAG
GCGGTGGTCGTGATGGCTGTCGGGTTAAACCCAAATGTGGACGCTGTTGTCTTGGCACCA
AAGGAACCAAATGAAAACCCGGACGTACTTGGTGCTGTGTTGCTCGTGGCACCGCCAAAA
CTGAACGCCATGTTGACTGCTTGGGAGCGTTCTTCTTCCCCCGGCC
>CL10983Contig1
AGGAATTCGGCACGAGGCGAAGATGCCGTTTACTCCGGCAGCATCAGTACCAGCTCTGCC
CTGCTAACCGACGGCAGCGCGTGGACACAGGGGAACCGCACGCGGCTGGAGCAGCGCCCG
CGCGCCTCGACGGCAGGATGGGAGACCAGAAGGAGTCTCTGCGGAAGATCACCCACACGC
TGGCCGTGAAGAACGAGGAGATCTCAAACTTCATCTGTTCCCTCAAACAAAGCCTGGACA
ACTTGGAGACCAACTCCAACCGAGTGCAGGAGGACTTGGAGTCTGAGTTCAGCTGCCTTC



ACGCCGTTCTGGATGAGATGAAGGAGAGCATGCTGACCCGCATCAAGCAGGAGAGAGCCA
GCCGCACATACGAGCTGCAGAGTCAGCTGAGCGCCTGCACCAAGGCCCTGGAGAGCTCAG
AGGAGCTGCTGGAGCTGGCCAACCAAACGCTGTGCTCGTCTCAAACGGATGGCTTCTCTC
AGGCGGCCAAAGACATTAAGGATAGCGTGACGATGGCGCCGGCCTTTCGCCTCTCTCTGA
AGACCAAAGCCAGCGACAACATGAGTCACTTGATGGTGGATTTCAGCCAGGAGAGGGAGT
TGTTGCAGGCTCTTAA
>CL10984Contig1
GAGGATGGGAAAGGGCGGCACCAAGGAAAAGAAGACAAAGGAGCAGATCGCCAAGGCCGC
CGCGGCCGGAGGAAAGTCCAAGAAGAAGAAGTGGTCCAAGGGAAAGTCCAAGGAAAAGGC
CAACAATGCCGTCGTCTTTGACCAGGAGACCTACGACAAGCTCCTCAAGGATATCCCCTC
CCAGAAGGCCATCACCATCTCCTCTGTGAGCGACAAGCTCCGCATCACCGGATCCCTCGC
CCGCCGTGCCATCCGCGAGCTCGAGAAGAAGGGTCTCATCCGCCCCGTCTTCAAGCACCA
CCACCTCGTCCTCTACACCCGCTCTGCCGCTGCCAAGGCCCCCGCCGCCGACAAGAAGGA
GGGAGACAAGAAGGAGCAGCCCGCCAAGGGAGGCAAGAAGCAGCAACCCCAGAAGGGCAA
GAAGGGAGCCAAGGGAGCCGCTGATGCCGCCGCTGATGCCCCCGCCCAGGAGTAAATCCT
CCCCCTTTGCAGAGATTAAAGAGTGACAAAAACAAAAAAAAAA
>CL10985Contig1
TTCAAGNANACAGNAGNAAGGGTTTGTAGTTTTGTCTCTCAGAGAAGACAAATAGCTCGT
CTAAATTTCAAAATGTCCGGATATGATGACAATCCGTTCGCGGAACCCGTCAGCGTGAAC
CCCTTTAATGATCCTTCTGTAACTCAGGTGACCAACTCCAGCATAGAACCAGTTGACCAG
TACAACCCCTTTCCTCAGTCTAATGACGGCCTGGCGATACACACCACCCCCGCTGTTCTC
CGCACACAACAGCCCTCCACGTCTCCTGCCGTCTTACAGCCGTCTTCAGAGCCCAGCCCT
CAGGCGTCTGCAGCTCGCGCTCAGGCCGACCTGCTGAGGCAGCAGGAGGAGCTGGAGAGG
AAAGCTGCCGAGCTGGACCGCAGGGAGCAGGAGCTGCAGAGCAGAGGCTCGACAGGAAAA
GAAAACAACTGGCCTCCACTTCCCAAGAGCTTCCCCATTAAACCGTGTTTTTATCAGGAC
TTTTCAGAGGAAATCCCAGTAGAATACCAGAGAGTCTGCAAAATGACCTACTACCTTTGG
ATGTTCAACTGTGTGACTCTGTTCCTCAACCTGCTGGCCTGCATGGCTCACTTCATCACC
GACTCAAAGTACGGTGTGGACTTCGGCCTCTCCATTCTTTGGCTCATCCTCTTTTCTCCA
TGCTCTTTCATCTGCTGGTACCGGCCCGTCTACAATGCTTTCAAGACTGACAGCTCGTTC
AGCTTCTTCACCTTCTTCTTTGTGTTCTTCTGCCAAGTGGTGGTCTTCATCATTCAGTCT
GTTGG
>CL10986Contig1
GCATGATGACCCCCGGCGAGCTGCTAATGTCGGACGCTGTAGCTGTGACGTTTGCCAATC
GTGCTCTTCAGGGTGTGGCCTCTGCAATCCCCATTCTCGTGGCTTTGTCCTGCCTCGGAG
CGCTAAACGGAGGCTTTTTCGGATCCCCCAGGATGCTGTTCGTGGGGGCCAGAGAGGGCC
ACTGGCCGCCCATCTTTTCCATGATTCACATTCGCCGACGCACACCTTTACCTGCCGTGC
TGCTGCTGTATCCCCTGGTGGTCTTCATGTTAATCAGCGGAGAGATCTACCAGCTTATCA
ACTTCGCCTCTTTTTCACGCTGGTTCTTCATCGCCTTGGCGACCCTGGGGATGCTCATCC
ATCGATACCGCTTCCCCCTTCTGCCGAGGCCTTTCAAGGTTCCCTTGATCATCGCCGTGA
CCTTCACCGTGGTCTGCTTCTTCATCGTGGGCCTGTCTTTGTACTCGGACCCCTGGAACA
CGGGAAGGAGCTGTGCTCTCACTTTGACCGGAGTTCCGGTTTATTACTTGACCGTCCAGC
GTTTCCATCTGCCGCACAGATGGAGGCACTTCTTCAATAAATGCTGCAAGAAACTTCAAA
TCCTCCTGGAAGTGGCTCAACAGGAAGTCCAGACGTATTGAAGAACTCCAGAAAAGCGTT
TTCCTCCAACAGAACCTCAGAGACCCACAACTGCGGCGCTTCCATGGATGATGGCGGCGA
GGCGGGAGAGATTTCACGCTGGAGCTACAGAGCCAGAAGGGGGGGGCCATGGCGGCGACC
TGCTCACTCGAAGTGAAGTCTGCCAGAGCAGATGCCGCAGACAGGAACAGTAACAGACTC
TGGACCGGAACTAGAAGGACCCGCCCGCGTTTTCTAACTCCGCCCTTTTTCGTAA
>CL10987Contig1
ATTCGGCACGAGGAGCTTTCAAATGTGGCAGAGTGCAAAAATTTTTGATTTTTGTAGATT
TAAATCAGTTTAAATCAATTTAAATCATCTAAGGTGCATGAATATTATTTGTATCTTCTG
GAAGGGAGTGATAAATGTTTTTGTCCCATCTGAAAAAAATATTGATATCATCGAAAACGG
ATGAAATATTTTAAATAATGTTTGAATAGTTAACTCTGCAGCCCATCCTGTTCCACAGAC
TGATGCCAAGCGCTGTTAGACGACAGTTAAGCGGTGCAACAACCACTCTGCAGCAACGGG
ATGCTTGCTTTTCAGCAGCATGCTGGGCTTTCTCTTCTCTCCCCTTTGTATTTCTCTCTG
TCCTCTTGAAACCAAGTGAAATGTTGCAGTAATCTCTGCGGCAGTGACGAATATTTCAGA
ACTTTGATCTCAAATGTTACTCATCTCTCAGGAACAATAGTCATTCTTTTGACTGTCAGC
TCCTACAGTTGCTTAACCTGTAGGAAGCTGAATGTTTTTGTTAAATGTTGTCACAAAGGC
ATGTCTGCATAAGCAATTTAGCTACTGACTTACTATTGTGTTCCACTAAGGAGAGTGAAA
TGCTAAGGAGTGAAAAAATTGATCTTTTATAACCAGCTAAATCACGTTTTTATGTCCAAC
ACTCTCTAGCTCCGCTTCCTTTTTACACTGTTGTCCAACTAAAATACAAGAGATGGTTGT
CATTTCTACAGTGGATGTATCTCTGCTGTAAAAAGTCCATTGTCGCTCTAGTTGTCCTCT
TAAAAAGATTTGGTGTTGCCTATAAAAGTTGTGGATTCTGAGCACCTATTTTTTTACTGT
GTATAGTGATGCTTCTGCTGTCATCTCCTGGGTTCCTCTAAGCCTTTATGCCTGCTGAAC
CTTCCTCTGCTTTAAAGTCTCCTGTCCTTCTTCTCCTCCTTGCTCCTATGTGACTAACTA



ATTAACAAATCAGAAGTCAAATTTACTGATTCACATCTATAATGATCTCTTACTAACATC
AGCAGCCTCTGGATCCAAACTCCTGCTCCATCACTCATCAGGGCCTTTT
>CL10988Contig1
ATTATAAAACATTGACATCATCAAGAGGGCGTGCTGTACATTGAACCGGTCCCGCCCCCG
ACTAAGACACCATGCTGTGTGTGTGTTTGTGTGTGTGTGTGGAGTTACACCAAACATGCG
TGGTGCAACTCTCCGCTGCTACCGCTGAACCCGCACAGCTACAGAATTTAGTGTTGGCAG
AAAAGCTTTATCATTTACGGCGGATAATCTTGGCGATAGAAGCTCCTCCCCCTTTTCCCA
GAGGCTCCTGTATTGTCCACATTTCAAATGCCCCCCCCCCCAGAAATGCAGCGGCACCGC
TCGTGACGCCGTCAGGTGTCCGGCTTCATCAGAGTCTCCTTTCCGCTCACCTTCTTTACA
TCCGGATTGTCTCTCATGTCCTCCTCGTGAAGAGTGAATGGATCCCGAAAGCGGTGGGCG
TGGCCTGAAAACGTGGAGGCCACTTAAAGCTGGAGGAGGATGGGAACTGAGGGGGAAAAG
AACCGGACAGAGGAAGAGGAGGAAGGAGATGATGAACATGGCCCGTCCGTGGCGCGGCTG
TAAACCCGTGAAGGCCGGCGCCGCTGCTTAGGTTGGCAGCGGGTCGTCGTCGCCTTTGCT
GCACTTGCACTTGCAGCAGAGGACGATGGGCGTGGCCAGGAGGAGGAAGGGGGAGGCGAC
GAGCAGAAGGAGGCCGAAACCAGCGAAGATACCCACCACCTGCGTTCTGTGCCAGATGAC
GGATGCCCTGGAGTGGCCCAGCTTGTTCCTGCAGGGTCCTTTGTCGTAGTGGATGAGCAG
GAAGTCGTCATCCAGGGACTCCAGGCAGTACCAGCAGAAGGCGTGTTTGCAGTTCTTGCA
CATCATCTGCGCGCAGCCCTCGTCCCGCTCGATGTACACTTTGCACTTGGGGCAGCGCTT
GATGGGCGCGTCGTCCTCCTCCGACTTGTAGAAGGAGCTGTTCTCTCCGGGCAGGAAGGA
CGTTATGGGCAGGTTGCTCTCCTGGCAGGCCTGCCCCGGGTGCCAGTTGGCCTTGCACGC
CGAGCAGAACTCTAGAGTGCAGACGGAGCATCGGACCAACTGCGGCAGGGCTGGAGACTC
CGCCTCCTTTACCTGGCAGACGGCCTGACAGGAGGAAGACGGGCACCACGTCCGGCACGG
GTCCAGAAGAACCTCCCTTTCAAACTGGAGCTTCTTGTACCTCTGCATCATATCTGTGGC
CACCATGCACTCGATCTCGTTTTCTTGCAGGTGTCCTCTTTTGGGACAGGCAGAGTCCGG
ACAGCTAATTGCA
>CL10989Contig1
CGAGGGCCGATTAAAATATTTTGGCTTTTGGCTTTTTTGAAAACGTCTTTCCAGCCTCTT
GGATAATAAATAGCGTATTGTTGTCGGTGCGATTCCCGACCATCAAAGTTGGGAAAGCAT
GGATCCTGTACCCGACCTGCCCGAGAGCCAAGGTTCTTTTCAAGAACTCTGGGAGACTGT
TTATCCTCCGTTGGAAACTTTATCACTTCCAACTGTAAATGAGCCCACCGGGTCATGGGT
CGCAACGGGGGATATGTTTCTCTTGGATCAAGACCTCAGTGGAACCTTCGATGACAAGAT
CTTCGACATACCGATTGAGCCAGTTCCCACCAACGAAGTAAACCCGCCACCTACCACCGT
CCCGGTGACCACCGACTACCCGGGAAGCTACGAACTGGAACTTCGTTTTCAAAAATCTGG
CACTGCAAAGTCTGTGACGTCCACATACTCTGAAACTTTAAATAAGCTGTACTGCCAGCT
TGCAAAAACCAGCCCCATAGAAGTCCGGGTAAGCAAGGAGCCTCCAAAGGGCGCCATTCT
CAGGGCCACTGCGGTCTACAAGAAG
>CL10990Contig1
GACAGTCTCTATCATGTCTCTCACCAAGTCCACTGNTTGCGTCTGCACCAAGCTGATGTG
CTGTGGGGAACTGTGGCGTGGCCGCGGCGCTGTACTGCGCGTTATACTGCATGTGTTGGA
GCGACTGGGCACTATACGCCGAGAAAGGGATCCCGGCCTGAAAAGTGGCCGCCAAGTCCT
GAGCTTTAACAGTGTGACAAGGCTTTCCATCCCTGACTAAGACGGGCACGGCCACCCGCC
TGGGAGAAGGGAGATGGGTCACTTCCATACCTTTCTCAGCCCGGGCTCTCTTCATCTTAT
ACCGGTGGTTCTGGAACCAGATCTTCACTTGGGTTGGGGTGAGGCGAATCAAGCTGGCCA
GGTGCTCCCTCTCCGGCGCTGACAGGTACCTCTGCTGCCGGAAGCGGCGCTCCAGCTCGT
ATGTTTGTGCCTTGGAAAACAACACCCTTCTTTTCCGTTTTTTGCCGGAGTCGCTGCCGC
CACTGCTGGAAGTTTCCTTGTCATTGTCCGGCGACTCGTCGTCCGCGGACGGCTCCGGGG
ACTTGGCTGAGTCCTGCGCGCTGGCGGATAGACCGTGCAATGAATACTGAATACTGTCCG
TAGTAGCAAGCCATCGTGTGTAAGGATTGTCACTACTGTCATAAAAGGGGTTCTTTAAAG
GCAGGTTTTGAACGTTTTCTAGAGGACTTTGCACCAAAACTCCAGTGGTTTTTGTCGTGG
ACGTGGTGTCCGATCCCTCCGTGTCCTCCTCCGCTCCGGTGATAGATCCTCTNCATCGTT
CGTGTCGG
>CL10991Contig1
AACCCGGGCATTATGGCCGGGGAAAAACATGGTTGAACACGGGGACGTCCGCGTGGTTCA
CAAAGGTGGCAGTAAAATCAACTTCAGGGAGCCCGCTTTAAGCACTGACTCGAGGTTCCT
GTTGTGCGCCTCTGGAGAGAGTGTGAAGGTATTCAGCACTGCAACAGAGGAATGCTTACA
CGCGTTGCAAGGACACACCGACTTGGTCACAGGTGTCCTCCTCAGACCGTCCAACCATCT
GCAGGCTTACTCCTGCTCGCTAGATGGCACTGTCAGACTTTGGGACTTCACAGACGGCAT
TCTCATTAGGACTTATTCTATTGGATACCCCATTTATGGAATCTATGCATCTGCAAAACA
TGAAGGTGTCATCTTTATTATCACCCCCATGCACACGGACACCAATTCTGAGTTATTCCA
GCTGGTTGCAGTACATCTGCCACAGTGTGGAGAGCAGCTGGTGGAGGCCAAAGAGCTCTC
TGCTGTGCTCAGCAACATCAGTTCCAACCCAGCAGCCAGCGCCTTTGGTAGAGAGGGACA
ATACATAGTCTCAGCAAAACCTCTGCAACTGGAAGTTTACTTCTTTAAGAAGCAAAAATC
ATACAGTTTTTTTCTCTANNAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL10992Contig1



AGACAGGCTTTACCTCTGAGGCAAAATGGGAAACTTCCTCTACTTCTCTGCTGAAACATG
GACCCTACTTGTTGCTTTTATCACACTGCTGCTTGTGTATGCTTACTGGCCTTATGGGAC
GTTTAAAAGATTAGGAATTCCTGGTCCTAAACCAGTTCCCTTTTTTTTGGCACAATGCTG
GCTTACAGAAAGGGATTCTCTATCTTTGATGAAGAATGCCACAAGAAATATGGAAAAACT
TGGGGCATTTATGACGGCCGTCAGCCAGTGCTGTGCATCACAGATCCTGCCACCATCAAA
GCTGTTCTGGTTAAGGAGTGTTACTCTCTCTTCACCAACCGCAGAAATTTCCATCTGAAT
GGGCCAATGTATGATTCTGTGTTCAATGCTGAAGATGATCAGTGGAAGAGGATCCGTAGC
GTCCTCTCTCCTTCCTTCACCTCAGGAAGGCTCAAAGAGATGTTTGACATCATGAAGCAC
CATTCTGCTAATCTGGTCAACAGCATGAAGAAGAAGGCAGACAAAGATGAACCATTGAAC
CTGAAGGACCACTTTGGTCCATACAGCATGGATGTGGTCACCAGCACAGCCTTCAGTGTG
GACATCGACTCACTGAACAACCCCTCAGACCCTTTTGTCACTAACATCAAAAAGATGCTC
AAGTTTGACTTTCTGAACCCTCTCTTCCTTCTCGTTGCTTTCTTTCCTTTTC
>CL10993Contig1
TTTTAATAACCGACAAATGGTTAAAACAAACATGTCTAAATNTAGTGCAACTTTCCTAAG
ACAGATGATTGTTTAGCACAAAACAAATTTACTGGAGTTTTTTTAATGTTGTACTTTAGA
TTTCATGCTTAATACCTCAACAAAGACATAAACAGCATCAAAACAAACAATTTGTACTGT
GAGATTGCAGGTCTTAACATTGACTGAATCAAAAAAAATAAGCAATAAAATGTCTCTTGT
CTTTTCATGTTTCTTAGAGTCTTTTTTGACGATAAAAATTGGGATTACTTCACTCCGGTT
TTGGCTCCACTCTGGTTTTCTTCTCTGTACCATTGCTGTTTCACTTTCTCACTCCTGCCC
CCCTGAGGAAACTGGTGGTATAACTTATGAAGCCGTTCGGCATTCACATCAGCATCTTCT
GCTCCCTCACAGCACCTTATCCAAGACTGAGGAATGGCCTCAATGCCATAATGGGCCCCT
GCAATGGCACCAGCCATGCAGGCTATGGTGTCTGTGTCACCTCCAAGAGCCAAGCTATAA
GCTATTGTCCTCTCCAGGCCACCGTAGCTCTCTGGAAGGCCTTCCAGAGGCTGCAGGCAG
TGCAGGAC
>CL10994Contig1
GGGCGCTGCGCCCTGTTGCAGAAATGACCATGTGGTTCACTGTTCTCGCCGGGCTGGTCG
TCCTGTCGTTGTCCTACGTGAAGGCTTTTTGTCCGCACCTCCAGGCGGACTGCGTGTACA
TCCTGAGGAGCCTCGGATTGGGCTTGAGGCTGCTCAAATACAGGAGGAGGAAACCCATCT
ACAGCGTCCTGGACTGCTTCTTGGATGCGGTGAAGAGGCATCCCACCAAGACCTTCCTGC
ACTTTGAAGGACCCGAATACTCCTACGACGATGTGGACAGGCAAAGCAACAAAGTGGGCC
GAGCTCTGCAGGCTGAAGCCCGGCTGAAGGAACGGGACACCGTCGCGCTGTTCCTGCCCA
ACGAGCCCTGCTTCGTGTGGACTTGGCTCGGTTTGGCCAAGCTGCGCTCCCCGGCTGCTT
TGCTCAACTTCAACATCCGATCCAAGTCCCTGCTGCACTGCTTCTCCTGCTGCGGGGCCA
CAGTCCTCATCACCTGCACAGAGCAGCACGACGCTGTGGAGGAGATTTTACCGACGCTGA
GAGAGCAGGGGATCANTGTGTATCTCCCGTCT
>CL10995Contig1
CTGCAGTTCCTTAGACTGCTTGATCAAAACAAATTCTTCACCATACTGTAAATACAACAC
ATGAACACAAACACTTCAGAACGTCACTAACTTGGTCTGAACGCCACTACAGTAGCTGAG
ACTTGTTGGTTTGCAACCGAACAAGTTTTTGAAAATTTTAGCAAATAAATATAGGATGGT
ACCTTTGCATAAGCATGAGTACAAAACCTAACAGTCAGTGGATGCACAATAACTTTGAGT
GAAGCGGAAGAGGCAGTAAAACCCCGTCCATTCCGTCCAGACTGGAAACCTGAAGGGGGT
TACTCCAGGTCGTCCACATCTTCCGTCATGGTGGTGCTGGTCTGTTCTGAGGTCACACTT
GAAGTGTNGTCGTCGTTGGAGGACTTCTTCTTATTCTCAATGTAACCATGACTCAGCAGC
TTGGACATGCTGACTGGGGTAGTAGTCTTCTTATCATAAGACCTTCTCTTGTATTTGTTG
CCTAATGACAAACCCTCCATCTGATCAGCAGCTCCATCTGGAGATGCCTGATCTTTATTA
TGAGAAAAGCTATCAGGCTCTCTTTCCCAGGTGGGACTGTTATCAGTGCCAAACGGAGCA
GCCAGAGGCGGCCTTTCCCCCTTGGTCTGGCTGTTAGGAGATGTTGCTTTACTTTCGCTT
TTAGACTCATCATCTCCAAACCAGTTGGGCGGGTTGTATGCTTTCATCGGTTTGTCATCA
CTGTCTCCATCATGACTCAGCAGTCCTTTGTGCCCCCCTTGTTTCGCCAGCTTCACATAG
TCCGAGTCGCTCTCAAAAATGCCCACTCTTCGTCCGCTGCTCCGCTCCGCTGGCGCACTA
TCAGTTGCGCTCTGGCATAGACCAGGAATCTGGGAGGTTGGTCCAGTAACGCCACTGTTG
GTGGCCCCCGGCTCTATCCCACCAGGCTTGGTCCTTCTATGGTTGGGAATGGCAGTGCTC
ATTTCAGTTGATGGTGAAATTCAACCTTCTAGCTAAAGCTGAACAGTTGGAAAACGCCTT
TAGCTCGTCAGAATTGCTCTCCC
>CL10996Contig1
GAGAGAAAAGCTAAGGCAGCAGCGGTCAGCGGCAGCCGGCTCTTCACGCAAGNCGNCTTC
AAGAAAATCCGCCTGGTTCAAATGGCCAAGGAGGTGAATGCTGCTCCAGGAAAGGGCCAA
AAGAGGAAAGCCGTGGAGTTTGACGAAGAAGAGAAAGGGGAGCTGCTGACGCTCAGAAAT
ATTGAGAAACTGCATAAGAAACCAAAGGCAGACAAGGAAACTCGACTGGCAACAGCAATG
GCGGGAAGAACGGACAGAAAAGATTTTGTCAAGAAGCACAGCAAACTTAACCCTCATGCC
AGCACCAGCAACAAAGAAAAGAAGAAACACAAGAACTTCATGATGATGAGACACAGCCAG
AACGTCAGAACCAAAGGAAAACGCTCCTTCAGAGAGAAACAGATTGCTCTACGGGAGGCC
CTCCTGAAAAGGAGGAAGCAGTACAAGTAGCACGCTGATACTCATTACTAATATAATGTG
TTATATATTACTATACATTCACTCTATAGCTTGTGCTATTTGAAAGCTTGCTTTCTGACA



AAAATGCATACATTTTCCTTTTTCAGAAATAAATCTTTTTATCAAAAAAAAAAAAAAAAA
AAAAAAAAAAAACCTGGTGGGCGGCTTGGGCCTTTTAAA
>CL10997Contig1
GGGGAAATAAGGGACAGTGGTGCTGTGCTTCAAATCATTTTTACTTTTGTGACTTGATCG
TTCTTCTCAAACTTTAAGAGTCTTTTTTTTTTTTTTTTTTTAAGTGGTATACTTCCGTTT
ATTTCATCAGCCCCAAAATATCTGAGTTAGTTTTATGTTCTACAGTTTCAAAGCTCTGCC
TTTATGACCATAGTTGACCATCCGCATGCAAACCGGTGACTGTTTACGGTTGACGGACCT
CTCCATGCTGATCACAGCTGCTGCTGATTGAACAGATGAGCACTGAAGAGCACCTTTTTC
TGTACAGCAGGATCATTTTTTTGCTTTTATTAACTCTAAGAAGCATTGGTGCGGCACAGA
TGCAAGAGGACCTGACGGATCACTGTTGTTCTTGTGGGATCCACAGCAGACTTTCAGTTT
AATGAGGCATATTGCAATACAACACTTGCAGGAAACTCAACAGTTTAAATATGAGCTGCA
GTTTCCTGCATTTTGGTGGTGTGCTAATGAAGTCTTCAGATTACCCAGGCCAGTGTTTTT
GACTCTGGACTGTTTACATCTGACATGATCTTTACCAAAGAAATGAATGTAAATTTCTTC
TGCCAGTAATGGAGAACACAAGATTCAACTTTCTAGGATAGGTTCACTTTTGTTTTTGTT
TTTTTCTTCTCCCATTTATTTCTACCTACAAACCCACATTAACTCGGTTCACAGATGTTT
AATGCTTACAAATGTGAATAAATGTTTTGTTTTCT
>CL10998Contig1
CCGGGCTGAGGAATTCGGACGAGGCAGGAGTCGTCCCCTCATCGACGGTGTCTCTTGTCC
TCTGTGTTCGTCTTTTCTACATCTAAATGTTCTAATTCTCTCCGGTCACCTCCGCCTCCG
TTTGAACCTGAAAACAAATCCACAAAGCAGCTCAACGATGACCACCTACCAGGAGTTCAT
CCAGCAGAACGAGGACAGAGATGGGGTGAGGTTCAGCTGGAACCTCTGGCCCTCCAGCCG
GCTGGAAGCCACCAGGCTGGTGGTCCCCGTCTCCTGCCTCTTCACACCTCTGAAGGAGAG
ACCCGACCTCCCCCCGGTTCAGTATGAGCCGGTTCTGTGCAGCCGGGCCAACTGCAAGGC
TGTGCTCAACCCTCTGTGCCAGGTTGACTTCAGGGCCAAAGTGTGGGCATGCAACTTCTG
CTTCCAGAGGAATCCGTTTCCTCCTTCTTATGCCGGAATATCAGAAGTGAACCAACCAGC
TGAGCTGATGCCGCAGTNTTTCCACCATCGAGTACATTGTTCAGAGAGGCCCTCAAACCC
CCCTGATCTTTCTGTACGTCGTTGACACATGTTTGGAGGAAGAGGACCTCCAGGCTCTGA
AGGGTTCTCTTCA
>CL10999Contig1
ATACAATTATAAAGCATGATTGCATTTAAAATAGTTTTGCAACACACAATAGAAGTATAA
TAAAGGAGAAAATCCAAAGCAAAATGGGAAAAATAAGCACTGAGCCAAAAAACAAATCAG
TCAAAGGTTAGACGAAAGGTCTTCTCCTGCTCTTTGCGCTGGGTGTCGCACTGTTTGGAC
ACTTCCTCCACTCTTCTGTGCAGCAGGACAGAGTTCTGGTCGATCCACTGCAGCGAATCC
ATGTGAGCATTCAGGATCTTGCAAATCTGCTGAAGTGGATCACTGGTGTCTGCCGGCCCG
CTGGATGTGTTCAGGTGCTCAATGATCTCCTTCAGGTCCTGTGACATCCTCTTCAGCTGG
GCGTCCACGTTCTCAGCGAGCTTGTATGTTCTTTCGCGTTCCTCGTCTGCGTTCTGCATG
TAGATGGTTCCGCTCTGCTCCTTCACAGTCTCTTCCAGAGGGCAAAGCAAGTCCTCCAGC
TCCTTCTGCTGGGACAGAATGAAATCGAGCTCCTGGTTGAGCCTTCTCTGGTCCAGCTTC
ACCTTCTCCATCTCCTTATGCAGAGACGTGATCTTTTCCCCGTTCTCCACCAGCATTCTG
TCCCAAGCGTTGACCTGAGTTGCCTGCTGTAAGAAATCCCGGCCATAATGCCCGGGTTTA
ACGGCC
>CL11000Contig1
CGGCACGAGGCTGCTGTCCTCGACCTCCAGGGAGAAACGCGTCAAAAATGCTTTAGAGGT
TGTTTTGTCTTGTTGCAGCATCTTTAAGTGGAATTGGTTTGTTTCATGCAAACATCAAAT
GGGTCCATTTTTGTGTTCTGACAGCTGTGCAGACTCCAGAATCTGAGCATCTGGGGAGCA
AAGCACCCTGGGATACAATTGGGTTTTTATACTTCCTCCTTTCTAGCTTGGTGGCCCCGA
AGATCATCTATTTGCAGAGATGGAGGCTCTGCAGGAAAACCATGAAGTGGCCTCTGGAGG
AACCCTTTGATCTATTATCTAACATACTTCCAGGCCACAATCCTGAGATCCCGCCCCCTC
CACTGCCACGCCCCCTCGCTGCCCTCTCCTCTTACCTTCAAGCTCCAGACATCAGACTTG
AGGTTTTCCTGCAGAAAAAAAATCTCTATCAGATTTAACTTTTATTTTCTTTACGAGTTC
AGGAGAAATCCTGATGGTTTAGGCTGTGTCTGAATTCCCTCCCCGCTCCTAGACCCTAAA
ACCTTGGATACCGGTACCGGTCCGTGGGACAGTTGGTACTGCAGAGAAAAAAATAAAACC
AACACCTACCCT
>CL11001Contig1
CGAGGCTGAACCTCGACAAAAAAACCCCGGTGCACAGCGGCTCGTCGTCCCCGTTGCCCT
TGACGCCCAGCAAGGAGCGAAGCGGGCCGTTCCGCGGCCTGGAGAGCCGCCGAAACAACG
AGCTCAACGAGGTCCTGAGCTGGAAGCTGACTCCGGATAACTATCCGCTGAACGACCAGC
CTCCCCCGCCCTCGTACCTGTACGGGTCCCAACATCTCCTGCGGCTTTTCGTGAAGCTTC
CAGAAATACTTGGAAAAATGCAAATCCCTGAGAGAAACCTGCGGACGCTCATCAAACATC
TGGAACTTTTTCTGCGGTTTCTGGCCGAGTTCCACGAGGACTTCTTCCCGGAGTCGGCGT
ACGTGTCGGCGTCCGAGGCCCACTACAGCATGAAACAGCCCAGACCGGTTTACTGAAGCC
TTCCCCCTCCTCTTCATCGTCTCTTTGAATCTAGTCTGGCTCTGCGCTTCGAGGAATAAA
CACCGGCTTTCCTTTTTCTGCTCCCTTCTGACCGATGTTCTGCTGACGCCGTGGACGCCG
TCGGTCCCGACAGGCGCCTGCTTTGTTTTTTACTTTCTTAGACCTCCTGACTGCTTCTTC



GCCTGCTCTACCGCGGTTTGTCTGTTTTGGAATCCCGACAGAAGGTTNTGGATTCTNTAG
AGGACACAGGAACTTCCATNTTGTNTAAGGAGGGACTNTTCCTGGATTCCAATGAAACTA
AAAGACTTTTATCTTTTTTTTTTCTTCTCAAGAACTAACCCTGATCTGCATAGACGAACC
CCCGGCCATGTGCAGCGTTATTCAGCTTTTAGCTGTTTAGTTGACTGTAAAACACATCAG
TTGAAGAAAAAAGAAAACAAACGTCTAATTTACACGAGAACAAGCGTCAATGTTTACATT
TTACAGAGGTTTGTGTTGGCACAGATGAATGAAACTAATCTGATGCAAATAAAAACAT
>CL11002Contig1
GTTATTTTGTCCTCCTGTGCTTATGTCTCTGCACCATGAGTGAGAGTAAAGGATAGGATG
ATGAGTTTATATAGCATCCCTACCAACTACAATGATTATTACAGTGACGGAAAATTCTCT
AATGAATTTTTGCACTCCGTGCATTTTTTCCCGTTCTTTTTATTTTTATAAAAATGAGCA
TATCTGCCGGCTCAAACTTAAAAATATGTGAGTTCAAGAAATATAAGTAATTAAGATGGA
AAAAAGATTAATGGAGTAATGTGACATTTAGTTAGATAAATACATAAATTTGAGTTGTAT
AAACAATTATTGAGTTTGAATAAATTTAACTTAATTATTTAAATTATTTTTCAGCCGTGT
CACTTTTTTGATGGACTTCTAATCTTTATCCGCCGTCATTAAAAGCTCACACTCCGTCTC
ACTGAAGTATAGCGCTTTCTTTTTTTTTCTCCACGCGTTTCCATGGCGACTCCAGAAATC
GGCGATCTATTGAGAATGTCTTTATGTACCGTGCGTTAACCCACGGTTACCAAGTCGAGC
GTAATTACGCCAACTCATATCCGGTCTTTTGGAACCGACATACCCAGAGTAAGCAAGTTC
AGGCGGATTTCAGCCAGAGTTCCGGCTTAAACTCAGGGTAGTTTAAACATGCTACCTGGA
ATACCCCCCAGATGCTTTAATTAACTTATCCCGAAGTACAGCACATTTTGCTGTCCTTTG
CCGCTGCAGTCTAAGTCAGTGTTTGCTCCGTCAGGGCATTAAGTTACTGTAAAAACGTGC
TGCATCATGTAACAAATAGTCTGCTTTTTGTGAAAAACACAATCTAAATCCAAAAAATTA
CAAGAATGAAGTACTAAAAACTGATTGAATATTTCTTTCTTTTTGTAGGTGACCATGGTA
CACACTTCACAGAAGCAGTGGATCAGGCTTCAACGGCGTGGAGCAATGCTTACTTCGTCT
ACCAGTGTCTTGTACATAAAAAAACAACAGCAATGGTTAACCCAAGTACTTTAAACAAAA
TCATAAAAGTACAAAAACTACTAGAAAAAAATCAACCAACAAAAATTGAACATCATCAAA
ATTTCTTTAAAAATCTAAACATACCATTATAATTGAAAACAACACTCTATTTAGAAGAAA
ATATAAAAGCATAAATTCCATGAAGTTAAATATGTTAAAAAGTGAAACTCAT
>CL11003Contig1
ATAAACAAATCNTCCGNTGTATTCAACCNGCTGTTGGAGCTGGTCGCATNTNTGCACAAC
GTNTGGCAAAGACAGGAGCGTCTCTCTGACTTTATTAATCATGCTGTTCAATATCTGGAG
CTCATTCTCAATTTTGCGGCTGGTTAGTTTGATGGATGATTTGATGTCTCTTTGCGTGCT
TGCGAGGAGTTTCGCTCTAGCCTGATCGGCTTCCTGAAGTCTCACCTTCATTCTTTCCAC
CTCTTTCAATAATTGGATCTTCTCTGCCATGTAATGTGCCGGGTAAGATGACTGGCCTCC
TGCCCTCTTCAGCTCCTCTCGCAGGAACTGACCCTCAACTCTCGACTCCTGGAGAGAGCG
CCGAAGCTCGGCGACGTCCCTTCGCAGCTCGTTATTGTCGTTCTTATGTTTGCTGAGAAT
TTCCTGGGTCTCTTGAACATCCGCCATCAGCTTATTTAAAGTTTTCTCATCCTGAGCTTT
CTGCTGCAGAGCCTGGTTTCCTTTTTCAACCAAGTTATTCAGACGGCCGAGCTGAACTTT
GAGCTCTAGGACTTCAGCTTCGTGCCTGTTGGTTATGGTCTGTTGCTCCACCTGCAGGCT
GCAGATTATCCTCTGCAGCTCCT
>CL11004Contig1
TTGATATAGTAAGAATGGCGATCCACTACGTAAAGCTTTGTTTTTTTCTCTCTTAAAACG
TTTCCACACGTGCAAATGACTGCACTCAGCGTGTCAGTCTGCAGCGTGGAAGAGTCAAAC
ATCCACATCATGAGGGTTACAGGTCAATACTATGACATCTTCATGGCTTTATGTACATTT
TTTTTTTTTTTTTNCCNG
>CL11005Contig1
TTGCACTGAATGGGCATGTCATCATCAGGATAGGATGACAGGTCTTGTGGTGGCTGCAAA
GCACGTTCCATTGATAAAGTATCTGACGTATCCACATTTAAGAACTCATCCACGTTTGAG
ATAGTGGCACATTTGTTGGGGGACAGAATTCTTTTGGTTAACGGGTCTCTTCGTGGGGTC
TGAAAACAAACCTTTATCCCCTTTGGCAGACCCTTGTTGGGCAGGTTCTCCGTCTGACGC
AGGATAGAAGGTCTCCCAGTAGGTTGATCAAGAGCAAAAATGTCTTGATTCAAGCTGTTA
AGTTTCCCACCTGGGAAGACCCCGCAGTTATCATCATTCACTTCAGAAAGACTCATCCTC
ACAATAAAAGGCTGTTTTTTAAAATTACAATCTCTTTCACGCAGACATTCAGTTGTAGAC
CAAAATGGATTTG
>CL11006Contig1
AAGAGCTTCAACTGAGAACACATGGAAGAGTTGATTGAAATGTATAATTCCACCCAACAA
GGACAGATCACTGACTGGGCTATTTTTCTATGTACAATTTCCATAAATGATACAGCAAAG
TTTTTGCACACATACATTTACAAAAAGCTCTGGTAATATTAGGTAAAAATAGTGTGATCA
TTGAGTATTTACACTTTCTCAGGCCATCCTGCCTCTTGATGCATTCAGGTAGCAGGTATA
TATTTGTTTGCAGGCAGCTATTGACCACCACTGTTACACTGGCAAGTAAAACAAAAAACA
AAAAAAAACTGTGATATTGATGCTACTGCTGGCTCTCAAGCAAGAATGAAGCATGCAGAG
CCTCACACCTCTATNATGTGTGTG
>CL11007Contig1
ACAAAAGCTTTTAGACAAAATCAACCAAAAGTAAAATGCAGAGACTACAGGCACCTCTTC
TGGTCGTTCTTCTATGCTGCTGCTTGTCGAGAGCCAACCGGGTCTACGTTCACCCCTTCT



ATCTTTTTGCTGCTGAGAATGTCAGCTGTGAGACCCTGCACAACCAGATCAGCAAGCCTC
TGGAAACACTCCCTGTCAGCCCCCTCGACAGTGAAGTCTTAACACCAGACAACAGGGACC
CATCAAAAGTGAATCCACAGAACATCACAGAAAGGACAGCGGTTCTGGCTGGGCTGCTGA
ACCCTCTAGGCCTGAGGATGTATGTTGCTCTCAGCAGGAAGCAGAGAAGTGAAAACACCC
TCTTTTCACCCGTCAACACATGTGGCTCTTTATTTAGTTTCTACCTGGGAGCTTCCAAGA
CGACGGCAAGCTATTTTCTGCGTCTTCTGGGCCTCAGTGACACCGACAGAGAGGAATGTT
TGTCCATAGTGGATGGACACAAGGTTCTGGGCACGCTACAGAACATTCATTCTTTGGTGG
ACGATGGACCCAAAGAGAAAATTACCACCCAGGTCTGGGCCTTCGCTCGCAAGGGTGCTC
AGCTGTCCAGGGACTTTATCCAAGGAACACAGGACTTCTCAGACTCTTCATATATCAGAG
GAGTGGACTTCTCCAACCCTCAGGA
>CL11008Contig1
CATTGGCATCATTGTCTACATATCAGCTAACTCAGGTGACCCCAGTCAGAGTGACAACAA
GAAGAGCTACTCCTACGGCTGGTCCTTTTACTTTGGAGCTCTGTCCTTCGTGCTTGCTGA
GATAGTGGGGGTCCTGGCAGTACATGTGTTCATAGAAAGACACAGGCAGCGGCGCACTAA
CGGAAGACCTTCCCTCTTAAAGCCTCCCATCTCCCGTAACTCTTCATATTACCGTGACCG
TTACTATCAGAACCGCAGCCGGCGCTGCAGTCACAAAAGCACCCTCAGCACTGGAGACAC
CAACTCAAACACTTATCAGGCCCCCTTGGTCAATGACCGGGCACCATCCGTCTCTCCGGA
CAGCAAAGTTTCTGTCATGGCAGGTTTGCAAACGCCAATGACTCTGGACTCGGAGTTCTT
GCTGTACACCCTAACATCGCCTCTCAAGGATGGAAGGATCACCATGAGTTGGGATGATTT
GACAACTTCAGTCACTCTCAACAACACAGAGATGCTCCCAGGAAACACTGCTTCCAACAG
GAGGACTACACCTGTCTGAGAGGAGAGGCAATGCATTGAGAACACGAGACGCACGCGAAG
GGTCATTGAGAGGACAACACTAATTACAATAATGATGGTTCTCTTGATGTAGAACTCAGC
TCTACTTTTCTCAAATAATTATGTTTTTCAATGTTATGACGGAAGCTCATTNTNATAGAT
GCCATCGGCAGGAATGAAATAACACTTTCATTTTTTTGTATCCACAATGTTCACTTTTTG
CAGCTCAGCTCTACCACGCATCTGTAACTTCTGTGCAAATGAGAGTGAATGTGTGCTTAT
GGGAGGACGGGCAGAATGGGGTAAAAATGTCAAAAGTAACAACCACACAAACAGAAATCA
CTGCAAATACATTTAGCAGAACCATAAGCATTTCACATGTGTCTGCCCTCTTTTTGCATC
TCAAATGCTTAAAATTGTTACCCTAATAGATGCATTAAAGCCCATACCCATCTGTGCCTG
ACTGTGCTGGAGTGTGCATTGTATGCAGGTGCAACCATATGTGTAAAAAACAAGATTTTG
CTATTCTGAATGTGTCTTTCACTTGTATTGCGTCAA
>CL11009Contig1
CACCGTAGTCCTGGCGACTGTAACCCACCAACAACAACCTCTCGCTCCATCATTACCACC
TCCTCCATCATCCTCATCTTCATCAACCAGTCCACGGCTCAGGCGCCATGCAGACCCCTG
AGGCGGGCGCTGATTCCACCTCCACTGTCCCTCTTCAGACCACTGTGCCTGTCCAGCCTC
CTGGCTCCACCCAGCAGGTGCCTGTCCAGCAGCAGGCCCAGACTGTTCAGCAGGTTCAGC
ATGTTTACCCAGCACAGGTGCAGTATGTGGAGGAAAACAGTGGCGTCTACACCAACGGCA
ACATAAGAACTTACTCGTACTCAGAGCCGCAGCTGTACAGCCAGAACAGTGGAGGGAGCT
ACTTTGACACGCAGGGGAGCTCGTCACAGGTGTCCACTGTGGTGACTTCCCACGGCCTGA
CCAACAATGGAGGAGGGGGAACCGGAGGAATGAGCATGGGTCTCGCAGGGGGTCAAGTAA
TCAGCAGCAGTTCAGGGGCTTACCTGATGGACAATGCTGGACCCCACCCTGCCACCCAGA
CCGCACGAGCCTCCCCGGCCACTATTGAAATGGCGATTGAGACGCTCCAAAAATCTGAGG
GTTTATCC
>CL11010Contig1
AGCTCCTTGACCGATACTGTTATGTGGTGAGGCTGGACACAAAGTGCTGGGTTGGTGCAA
TGCGGAGACTTGACGAGGCGCTCGCCGTCCGTACTTTCCAGGGGGATGCCTTTGAAGAGG
ATGACCATCACCAGGTCCAGGCGCCAAACTTTGTCGGCCTGCCGCAAACAGTCAATCCGG
CGGATCTTGCCCTTCTGGTCCGGGTTGGACAACACGCAGCACGGGGGCTTCTTGCCCGTC
ACACTGAGGACGAAGTCCTCCCGGTACTCCTGCCGGATGTCCTTCCGCAGCTTGGCTAGC
AGCCTGGACGCCCATTTCTGTTTCACCTCGGGCTTCTCACTCAGAAGCTCGTCCTTCACC
GCGCGCTCCTCATCCTTGGACATTCGCTTCTCGTGCTTCTTGAAGTACTTGCGTTTCCTG
GCCTGGAGGTTGAACCAGGTGTAGGCGATGGCACGGACGTGAGGAAGAAGTGCCTCGATG
AAGGGATGAAATTCATCCTGGAGCGGGGAGAAGAAGGCGGAAATGTAATCAGAAACATGT
GGCGCTTAAAAAGCCAGTTTGTTCAACAGTTAATCTGAGGCAGAACAAAAATCATCGAAT
CCTTCTCGGAGTGATCGGCATCAAGCTGCAAACTGAACATTTTTTTCCGTCTTCTTTCAC
AATAAAAGCTTAAAGCGCGTACGACAAGGAGATTTCACAGTATGTGTCACCTGCCAGGAC
TGTGAGGAGCGTACCCACGGCTCTGCTGTTACTTTCCCCGCTCGCTGTGAGTGTAGCTGC
TGCAGCCCCTCGCCTCCCGCGTTTTTCCTACCTAAACATTCGGCTGTTAACTCATACCAC
ATTTTCCTAGAGTACACAGAAAGTGGAAAAGGCCGAGCAGACTGCAACCCTCCCGGAATT
ACTCCCCTTTGGAATGGATTTTATACTCAGCATGTTCCAAACAACAAAATCTTTCAATTA
TTGTTAAAAATGTGGTTATTCTGCCGTCACATTTCTGGACAGCAGGGCAACGTTTTGCAA
CAGAAACTGACTCAATTAACTACCATAATAAGCATTTTATTGATCCAAGTAATTCTAAGA
AATT
>CL11011Contig1
TTTGGAGGTCGCAGGGGGGCAGCCCGGTTTATATACCCCTGGTGGTTGGCGGCTTCCAAC



CAACCAAAGACTGAGTAAATGTCTCTGGACGGCGGCTGGTTGGCGTTTGAAATGGACAGC
CGCGTCAGAGCTGCTGCCAGCCGGCGATCCGGCTGCCACCGCCCTGTGGCCATCCAGCCG
TCGCCCGATTCGGGGACGGCGTCATCCCCGGCTGACTGACTGACGCCTGATGGCTGCATT
CATGACTGTGCCAACAATTTCCCAAAAATTGGGCGGCGATGTGAAATCCTGTAGATTCTG
CCGACGCCCTCCCCATGGCGCAGTGACAGGTGTACTTGGGACCTGGGGGGCTCACGAGTA
TTTTTACTTTTATCAAAGGGGATTCTCATAATAACAGATTAATGGATGTTTCCGTTTATG
TTATTCAATGTTCTGGCATCAAGAAGTCTCAGAACTCAGTCGGACAATAGAAGAGATTTT
GATTTTTGGTCTATTGGAGGGTCTATTGCCCCCCTCCTCCTGTACCGAGTATTAGAGGTG
TAGTGGTTCTTTTTGATAGGATGTCGTCTAGTTTGGTTGTTTTCCTGACAGCTGGACGGG
GATCTTTAACTCCTCTGACACATAAATGTAGATGCTTCGGATGCAGAGTGGAACCCCAAC
AGCTGGGTGCTGCTTTACCTGAACTTCTGCACGACACTGTGAAGCCCACTTACAGGAAGT
GGAGGACTTTATTTAGTTTGTGGATCTGCTATAGAGTGAGCTTCTGTTGCCTCACAAGAG
CAGCTCTCCCAGCAAACACTTCATTGTTTTGACTCCTAAACTTTGGTTTCCGTTTTATGT
GTTTGGAGGACCTGACTGCTGTCGGCCAGAGAAGAGAAGAAAGAACTAAAACCATCTTTG
CTTCTGTCATCAACAGACGTCAATCAAAACCAAGGACATGTTTTTAAGCAGCAAATTTAA
ACCTGGAAATATAGAACGAAACCATTGAAATGATTTGTGATTTTGTCCTGTGACACTGAT
TTGATCGTCTTTGATTCTATTTTTGTAAAAACCTGCAAATGTACTTTTCACTCATTTTAC
GATGTTAGTCTGTATGTTTGATTACTTTAAATACTAATACCTTTATTTATTATGAGTACT
TTGGAATACTATGCCTANCGTGTTTATGAACCTTTG
>CL11012Contig1
GGGGGCAGAAGGGAGGGGGCGCGGGGTGAAGGGTGCAGCCTGAGAGGTGGAAATGGCTAC
TCCTCAAAATCTCCGCGTTCTTTGGCCTTTTCTTCTTCTGCACGTCTTTGCAGGAGCGTT
CAGATTTGATACTTTAAAACAAAACGGTGAACCACAGGAAGGGGATTTGAGGCTGTCTGA
CGGCGAGAGCCCTGCAGAGGGCCGCATTGAGGTCTTTCACAATGGAAAGTGGGGAACTGT
GTGTGACGATGGATGGGACATGAAGGAAGCCCAAGTGGTGTGTCGCCAGCTCGATTTCCC
TGGCGCCAAATCAGTTATCACTGGAAAGAGCTACAAGCAAGCATCTGGACCCATTTGGCT
TGATGACATTACTTGTAACGGCAATGAGAACAGTCTAGTGTCTTGTAGTTTCAAAGGCTG
GGGACTGACTGACTGTACTCACAAAGAGGATGTTGGGGTTGTCTGTGAAACAGGAAGCAA
TAGTTTGACCAACAATACCACAACACACTCAATGGACCACAGCATCAGCCTGTCAAATGA
CCTCGGTCAGCTGTTTGACACTGCAA
>CL11013Contig1
GCGCCGTTTAACCCGGGCCTTATGGCCGGGGAGCCAGAAGAAGACCAGCCCCGGAGGAGA
CAGGGCAGGAATGGTAGCTGGTTAGATTTCAAAGCAGAAACGATTGGATTCGCTGAATAA
CGCGGTCTGTTATTCTGCTTTAACGATGAATTTACTGCCATCGAATCCACATGGAAATGG
GCTTCTTTATGCTGGATTTAACCAGGATCACGGGTGCTTTGCTTGTGGGATGGAGAATGG
ATTTCGTGTGTACAACACAGACCCACTGAAGGAGAAAGAGAAGCAAGAGTTCCTGGAAGG
TGGGGTCGGCCACGTGGAAATGCTCTTTCAGGTGTAACTACCTAGCACTTTGTAGGAGGA
GGAAAGAAGCCCAAATACCCAACAAACAAAGTGATGATCTGGGACGACCTGAAGAAGAAG
ACGGTCATCGAGATCGAGTTCTCCACAGAGGTCAAAGCAGTGAAGCTGCGGCGGGACAGG
ATCGTGGTGGTCCTGGACTCCATGATCAAAGTGTTCACCTTCACCCACAACCCCCATCAG
CTGCATGTGTTTGAGACGTGCTACA
>CL11014Contig1
GGCTTGTGGAGTAGCGTCTCGTGTCTGTTTGCAGCATGTCTGCTATAGGAGTTCACTTTG
GCTACACCTGCGCGTGCGTGGCGATTTTTAAGGATGGACGTGCTGATGTGGTCGCCAATG
ATGCTGGAGACAGAGTGACCCCCGCTGTGGTGGGCTTCAGGGACACGGAGCAGATTGTAG
GTTTAGCAGCGAAGCAGGGAAGAATCCGCAACGCCGCCAACACCGTGGTTAAAGTGAAGC
AAATGCTGGGGAGAAGATTTGATGATCCTGAAACAAAAGTTCACCAAACTGAAACCAAGT
GTCAGGTCGTAAGCAAAGACGGGAAGCCTTATTATGAGATCACAGTGGGACAGCAGCCGC
AGCACGTCGCTCCAGAGGACGTGGCGAAACTCATCTTCAGCAAAATGAGAGAAACGGCTC
AATCTGCTCTGGGATCGGACACATCTGAGGCCGTCATCACGGTTCCCTTCGAGTTTGCAC
ATGCTCAGAGACGCGCCCTGAGGGAGGCGGCTGAAGCGGCAGGTTTCCGTGTGTTGAGGA
TGATCCACGAGCCCGCCGCCGCATTGCTGGCCTACGACGTGGGACAGGACTCTTCGTCCG
GGAAGAGCCACGTGCTGGTCTACAAACTGGGAGGAACCTCCCTTGAGTGTGACGGTTCTG
CAGATA
>CL11015Contig1
ATTTTAGGAATTTATTATTTTACCCGTTTAAATGTACAGCAACCACCATCTGATCATTTC
TACTTTCAAACAGAGCCCCTGGAGAATTTGTCTTCTTTCGAATTGCTTTCTTGGGCTTTT
GAGTAACTTTTTCTCCGTCTTCTGCAGTTCTTCCCTTCAGTCTCTGTTTCCTTGTCATCT
TTTCCCCATTTTTCTGTGTTGGTGTTTCAGGTTCTTTTGTGTCTTTGTGCCTTCCACCGG
AAACTGTCTTCTGTTTCTTTGCGTTGCCTTTTTTCTTTATCATGAAGCGTGGAGTTGTGC
AAATGGTGTTTCTCTTAGGAGGTTTCTTCTCAAGTCTCCGCTTTACTTTGCTGTGCAACT
TCTTGAAGCCGATCATGTAGTCTGGTACAGGACAGCCAGCTTGTTTGATGACATTTGCAA
TGCTGCGCAACATCGGTTTGTCACTCTCTGTGAAAAAGGTGACAGCTTTTCCCTGATGCC
CAGCTCTGCCTGTGCGACCGATTCTGTGAATATATTCCACAGCGCTGGGTGGGGAAGTCG



TAGTTCACTACGAGGTTCACTCCTTTGAAATCGATTCCTCTGGCAAGCAGAGCTGTGCAG
ATCAACACCCAAATCTTCCCGGATCGAAAACTGTTCACCACATTGTCTCTCTNCTGCTGT
GTGCGCTCCGCATGGATCACGTCTACNTTGATGCCCTCATAAAACC
>CL11016Contig1
AGCAAGAGCGTGAGAAAGGTGGAGGCCACACACTCTAGCTTTGCCAAGCTGCAAAGATGG
AGCAGTTACGGTGAGATGACAGGACACGGCTCATCCACGATGGGTTAGCATTTGGCCGTC
AATGACTAGATGAGGTTCTTTGCAGATATGTGGCACAGAATAAACCAACAGAGCAACAAA
TCATTCATAGCGACACTGAAATTGCAGAAATATTGCACCCAGACACAGTGCATTAGTCCC
AGAGTGATTGGAGTTAAACTGAGTTATAGGAGGAAAATCCAGGAAGACAAGTAACAATTT
CCTTTCAAACAACAGTTATGGTTATAAAACCTGAGCAAAGGTAATGTGCAGCAGTGTGAT
GACGAATGCTCTCTATGAAACAACACCCAGCTCATTGAGTAATACTACTGAGAGTACACT
CCAAAAGAGGAAATAAAGAAAAGAACACAATAACAAACAGCATGAAACCAAAAACTCAAA
GCTACTTCTGGTTTAGAGACAAATAAAGTCAAGATTCAAACCTGGAACCACTTAGCGTGG
CGTAGAGATGCCAAGGCAGTTAGGCATTTCTGCCTGTCCAGAACATCCGGGGGATCGATG
ACTGAAAGCGTTTCTATTGGCAGGTGGAATAAGAAGACAAGGTACAGTTTGACCAAGGGG
AGTTCTGTCAGCCGGCCAGGGGGAACACAGGCCCT
>CL11017Contig1
GCAGCAGTCAGCACAGAGATCACAGGAGACACCAGAGACGCAGCGGCAGCACCAAGAGGA
GCCACTCCAGGAGACGCTGAGCCGCTTTTCAAACAGAAAAGTTTAGTGTCTTAGGTCAGA
ATGCAAAGAAATTCAACCAAACTTCACAAAAGGATCTCAAGCCTACATTTATGAATGTCA
GGGGTGTAGATAAAAATAATAAAAAAATATGTCCGTTTTACAAAGTTACTCAGGTGTTCT
GTTGCTCAGCTGAAGCTTCTAACGTAAGGAATCTTCTGGCATCTATGTTATGTAAAAATG
TGAATGAACACATTTCAGGACGGCAGCAAAGCAAACAGAAAAAAAGAAAAGCTTTGGTGA
ATATTTTTTAACAAAAACTCCACTCTAGACTTGTTAGGAAACAGTTTTGTCTGTATTAAA
CCAAAAAGGAGGTGAGAATTTCTTGACCTTTTTTATCAACTGTTTTAGTTGAGCTGCTAC
AGCTGTAGTGGCGTTTTTAAGACCCAGCATGTCATTTTACTGCTTTAGGCTTCAAAGTAT
AGGTGATGAAGGTGTCAAAGGGAACTACTCCGACATCTTTTTGGTTTTTGTTTTGTGACT
TTTGCAGATGTTTGAAGAAACTGCTTTCATTCTATAAGCCTCAGTCTTTTTTCTTTCTTT
CTAGAACCTGCTATTTCCTTTTGTTGTACACAATAAAAGATGAAGCTGTAACTTATAGAC
TGAAGAATCGGCTTCAGAACAAGCCTTTTATTTTGAAGAGACTTGAAGACACGTGTGCCC
TTTTTTTCTGTCCATATGTGAAAAGAGGAACAAAAGTGATTAAAATGAAAATCTACTGTT
GAACACAGAGTCGAGTCTGAATGTTGTTCTGTTTTCAGGTTTTTAGAGTGATGCGGCTCA
ACAGACTGTAAAAGTTTTCTCACTACAAAGACCCATCTGTTCTGCAGGATTACAATTCTC
CCGTGAAGCATGACTA
>CL11018Contig1
CACGAGGTTTATTTCTGTTGCAGTATACATGAAAGTGAAACAATCATTCGTGGGTCTGTT
TTCCTATTACAGGTGTACCGTTTGTGCCATCCTTGTCAGGTTAAGTACGATTTCATCGGA
CATCTGGAAACCCTGGAAGAGGACACGGAGCGTCTACTGAAGATTTTGAAGGTGGATCAT
CTGTTACACTTCCCTTCAGGGGCCCACAACCTCACCTCCACCAGCTGGGAAAGAGACTGG
TTTGCACAGATTCCCATCGCAACAAGGAAAGAACTCTACAAACTTTATGAACCAGACTTT
GAGATGTTTGGCTATGCCAAACCTGATGGCCTTCTCCAGCAGGAACTTGACTGAGCAGAA
GTGGACAGAACCATCTTTTGCCTTTTCACAACCTTAGTTCATCTGTTATTTAATGTTTAT
ATGCTTTGACAGAAGTGCCTGCCTGAATATTGTATTTATTTTTTAATACGAGTGAACCTG
TTACTCTCCACACAAAGTCACTTTGAATAATGTTTTATGAGTAGAGTTGTATTTTGCTAA
ATCAAGATTGAAGCATTGGGACTAAGTGCAAACTGGTATAACTGAAGGAAGATTTGTTGC
AAAAAAAATAAAGAGCTTGAAAAACCCAAAAAAAAAA
>CL11019Contig1
CTCCCTGATTCTGAAACCTCTTGGATCACTGATCCAAGAGGTTTCAGAATTAGGGAAGCC
TCTGGGATCGGTGGTCCAGGTCCAGCACAGTCAATTCCAAACTCCTTTGTGGTAGAAGTC
TGCTCTGATTTCTCCTTCATGTTCTTCCAAAAACACCAGCATTTAGTCACAGACCGCTTA
TGTAACCTGCTGATGTTCCATCATGTGGCTGCTGCTGCTGCTGCTGCTGCTGCTGCTGTC
ATCTGGAAGCCCTCAAAGTCGTTGAGAATGTCAAAGAATTAGAATCCTTTGGAGAACTTT
CTTAACTTTTGGTGCTTTTAGGATGCAGCTCCTCCAGAACTGTTCTGAACCTGCTGGGCT
GTGACGGTTTCAAATCGGACCCGCTTTTACGGCGGGGAGTCCTTCCTCGTGGTTTCCGAG
GAGCTTTTTTTCCCGCTGGAAACAGCCTCCTCCTCGGGATGGCTGGAAGGAATTGTGGCG
GGAAGGAGGTCCTGGTGTTCGGCCACGGTGCTGTGCTCTCTGGTGAGCGTTGGCGTGGAG
AAGCGTCTGCTCGCTGAGGACTTTTGGATGTCTGTGCCCCCCACAGAGGTGAAAACACAT
TTGAACAAAGAGCTTCTGTTGCTGCTCTTCCTTCCATGATCTAACCATTCACATATTTCA
CATTTTATATCCACTTTTCTTCATTTAAAATGGGCTGAAAATTCCGAAGGATTTTCAGCG
AACAAGCAGTTTTTGCTGATTTGCTGTTTTGGACCGACTCAGGTGTCAGCAGCTCTCTTT
TTGCTCACTTTCTATGAAGGAAATCCAGTTCAAAGACACAGAAATACAGAAATGTCTCAT
ATGGAATCATGTTTGTGCCATTTTTCCAAGCGCTTTGCTCAGTGTTTTGAGGGTAAAACA
AACAAAAAAAGATTGAAAAAAGACGTGCAAACTAAAGAATTTTCACATTCTCCTCTGCGC
TCGGATCAGAGCAAAGACATGTTTCCAAACTAGAATTTCTGACCAATCAGCATCAACCTT



CACATCCATGTCTGTGATCGATGCTCACTAGATTGGCGAATATAGACCACAATGCATTGC
GTCAGAACAATTTTTACTAAAAAAATGTATTGAAATGTATTTTCTTTAATAAACCATCAA
GGTTTTTATCTTCAGAGTACAGGCGACTTTTAAATAATCGTCACAAAACATTCATATCTA
A
>CL11020Contig1
TGCTTTTACNTTTTTTGAAGCNATAACNGAAAAATATGNGTGTTAGATATTTAATCNAAA
GGAAATAAAAAAAAAAACAAGACAAATGTCAGAAAGGTGCATCTTTTCTGCTAAAATGTG
ACAAGAGTGAGTGTTAGAAGGAGTACACAGAGTCCAAACTCTTTGGGAAAGGATATTGAA
TGTATGCAAATCCTCTTGGTTGGCGTGTATAGAAGTCAAGTGGGATGTAGACATCTACTA
TTGGCCCATAGCGGCCAAACTCACGCCGTAAATCCTCAGGCCTGAACATCGTAAATACAC
GGGTGACTCAACTGACCATCATGGCAAATTTGCCGATAGAGCATCTACAACAAAGAACTG
CTGCCAAAAGGGACAGTTCAACCCCAAACAGCGTATCTAAGGTGTTTTCAGCCACAAAGA
AGTTTACTGAACTTGACATGTGGTTCTGAAGCAAATGTTTACAATCTATAAACTGCCATC
TTTAATGCGAAAATGTTTTTGTTTTTTTAAATATAGAGCAAGACATTACTGAAAAGTCTG
ATCAATCAAACAAAACAAACCTAATCTTAAAAAATAGTATGTATACACATTTCTATGCAA
ACATTTGATGTTCAAGAATCGTATAGATATAGAACAGTATTAAGTCGGATTTTGTGTATT
TAATACTTTAGTGTATGTAAAATACAAAACTACAGAGATGATCACAGGATAAAAATAAGG
AAAATATAATCATCAACAATTTAAAAAAAGAACCCCACCCCTTTCTGCTAGCTTGTTGTT
TGGGTCAACTGTCCCTTTAAGAAACATTAGTATTTCATCTACCCATTAATAGTAATACCC
AAGAGCATAGGTAGAACCATAAAAAAAGAAAAAGGCATCTGAAAAATTCATTGATCAAAC
AATGCAGAACATGCAGATTGACACAGGCAGCCAAACAGAACATATTTGATAAGGAGAAAA
CATGTTTTGACTTTAAAAAAATGTGTTTTCGTACAATCCATTGAAATAGGCATTTTTCCT
TT
>CL11021Contig1
GGTTNACTGCAGACGGTGATTCTGCAACTTTTTCGAAAGCGAAATTTGTTTTTTTGTTGT
TGTTTAGGTTGCATTGAGATAACTTTTACTTATAGTTTATAGTTTGCGGCTTACTTCACT
CACCTGACTGAAGGAAAAGTTTAGGGCTCGGAGCAGCTACTTTAGAGCAGAAAGTCGGTC
GGTTGGTGAGGTCGGGGCAGTTGTTTCTGCAGGAATGTCGCAGAAAGAAAGACCCAATTT
TTACCGACAGGAGGTCAACAAGACAATATGGGAAGTCCCGGATCGGTACCAAAACCTGTC
CCCGGTGGGCTCTGGGGCTTACGGATCGGTTTGTTCGGCCTACGATACAAAGACGGGTTT
AAAGGTTGCTGTGAAAAAGCTTTCTCGACCATTTCAGTCCATCATCCATGCCAAGAGAAC
CTACAGAGAGCTGCGCCTGCTCAAACACATGAAGCATGAAAATGTTATTGGGCTCTTGGA
TGTCTTCACCCCTGCCACTTCTCTAAAGGAATTCACGGACGTGTATTTTGTTAATCACCT
TATGGGGGCAGATCTCAACAACATCGTGAAATGTCAGAAACTCACAGACGACCATGTGCA
GTTCCTCATATATCAGATCCTCCGAGGATTAAAATACATCCACTCAGCAGACATCATTCA
CAGAGATTTAAAACCCAGTAACTTGGCAGTAAATGAGGACTGTGAGCTGAAGATTTTGGA
CTTTGGTTTGGCACGGCTCACCGACGACGAGATGACTGGCTATGTAGCCACCCGCTGGTA
CCGAGCCCCAGAGATCATGTTGAACTGGATGCACTACAACATGACAGTGGATATTTGGTC
AGTCGGGTGTATAATGGCAGAACTTCTAACTGGACGAACTCTGTTTCCTGGCACAGACCA
CATTGATCAGTTGAAGTTAATCATGATGCTCGTCGGAAC
>CL11022Contig1
GGGAAAACAGGGACGTTTGAAATTTCTAATCAGCGTTTCAGGAAAAGAATCGTGTGGTCA
CAGACATCTCTGTAGTTTAAACCTTTTAGGTGTTTTGAACTAGTTTTGCCGCATATATTT
ATTTGCTTTCAGTCCAAACAAGTTGTCTGTTCGTAACGTTTCACTGGACTTTGCGTTTAT
ATTTAGACAAAAGGAATTATCTTTCGTTAGCTAGCTTTCGTAGCATCTACGTGGGCATGG
TTTTTTTCTTCTTGAATGTATTGGACTGATTAATTCTGGATATTTTAACGTGCCGTGGTT
GCTGTATATCATTGTGCAGTAGTACATTTGGGAAATGGATCCTTCTCCCTCACTCAAGGT
GACAAAGAGTGTGAAACTGCAAAAGCCTGAAATAAAGCAGTCCGGCAGTGATGGACCACG
ACGAATTCCTGTGTCTCAACAGCATCAAATGGTTCCCAAGGCAATAGTCACACCCACCTC
GCATCAGCGAGTTCTCAGTGTGTCAAATGGACCTCAGCGTATCCAGCGACCTGTTAGTCA
TCAGAAACCGGTATCTCAAGTCGCTTTTACCAACAAGTCCTCACATTCTGGCGATCAGAA
TGTGAATCCAGCTACTCTGAATGCACATCATGCTCCACCGTCTAAACCTACGTCCCAGCA
AAACCAACCAAAGACTCAGGTTCTCGGTGCAAATCCAGATTTGGCCAAGCCACCGTCGGA
ACCCATAAAAGCAGACAAAGCACAGAGCAAGC
>CL11023Contig1
GGGTTCTGTGGGGAAAAAAGGAATCTATTCACGTTTGGTAAGATGGACCACATAAATAAC
AACAAAGGCACTGAAGAGTGTGACCATCGCCCACCTCCATACAGTCCTGCCGTGTATCCG
GACCCTTCCTACACAGTAACAACTTATCAGGTAGGGAAGGGCGACATTTCTGTTGTCTGC
CCTCCTGCACCCTATGACAACTTAAGCTATGCTGAGGACCCCCCAACATATGGAGGCTAT
CCCCAGTATGGCCAAGCTCCGCCTCCTTATCCCGAGGTCCCGGTCTTCTGTGACTTTAGT
GACAAAGCAATCCGGAAAGGGTTCATAAAAAAAGTCTACCTGACGCTGATGACTCAGCTG
CTGATCACTGTTGGGATCATCTGTGGTTTCATTTACTGGGACAAACTCAAGATGTGGGTG
GTGGAAAACAACTATTTCACCTACTCCATGATTGCTGTAGGATTGGTTCTCCTTGTGATC
ATGTCCATATTTGGCAAACTTCGCCGTCAAGCACCCCTCAACTATCTNGCCCTGAGCCTT



TTTACGATCACAGAANGCGTGATGCTTGGATCTGTGACAGTGTACTTCAAGGCCGAGGCT
GTTATGTGGGCTGTGGGTGCAACAGCATTTGTTACCTTANGCATAACTTTGTTTGCGTCA
CAGTCAAAGTTCGAC
>CL11024Contig1
GACGCGGAAGTCGGAATGTAACGGAGCTGAATCTGTGCCTAACTGGGTTTTTCCTCGAAC
CGGGTTCTGGTCCGGCTCTGACTGGACCTGCACCGGGGAGGAGAGTTAGTACTCACAGCC
GTATCTGGGTCGGGGCCCGTCGGCGTCCTCTGAAGTTGACATCCTGTCGTTAGAAACGAG
CTCCGCGCTCCGCTGTTCGCCTCGGTTCGGAAGAAACAGAGCAGCGGGGGTTCGGGGGGG
TTCGGCACAGTCCGTCAGTGCGCTCTCCGGAGATCCAGACTCGGGCCAGTTTTCGTGCTC
TGCGGTCTGTGTCTCCCTTAGACCTGATGGGTGTGTCCTCGGTACAAACTTCAGGAAACA
CGGAGCATGCGCAGCAGCGCGCCCTGCTGTTCACATCAACGACCTCAAAGACCGGTTTTC
TGTTTAACAGATATGAATCCGGCTGGAATCACTCAGTTGGCTACCTGTCACAGAAGAAAC
CCTGGGTTCTATTCCCAACGAGCCAAAATCCAGTGTTGGTGCCTCAGGTAAGGCTGTCAT
GCTGCTGCCTATGTGGCTTCTTCCTGTGCCATGAAAATACTCTGTTGTATCAGGAGGCCA
TCTATGCCAACCCCCCCCAGGTGGCATGCTGAAAGATGAACAATTACAGGTATATACGTT
GCTGATATATTGAAATATATTTGATGTGTTTTCCAGTATACTACGATATATTTTTCTTTT
GTAAAGGTTTTGTTTTGTTAAAGTGTGCTTACGTGTGCCATGCATCACTGTTGGTCAGAA
TGCGATTGCTGTGCGGTGAATGTATTTTTGCTGCATGTGTGCAGTAGTCTTAACCTCTCT
ACTTCTTCAGACTACAGACAATGCACGATGGAGCAACGGCCTG
>CL11025Contig1
GGAGCAATGCTGAGGCTGGGAATGACCAATCCACCTTACATCCTGGAACATCTAGGGGAG
ATGGCAAAGATTTTAAATCATCCGCGAGTGTACGCCTTCCTCCATGTCCCCGTGCAGTCG
GCATCCGACAGTGTCCTAATGGATATGAAGAGGGAATACTGCATAGACGACTTCAAAAGA
GTTGTGGACTTCCTCAAAGAAAGAGTACCTGGCGTAACGATTGCCACAGATATAATCTGT
GGTTTTCCTGGTGAGACGGAGGAGGACTTCCAAGAAACACTAGAGTTGGTGAAACTCTAT
CGATTCCCGAGCCTCTTCATCAATCAGTTCTATCCCAGACCTGGAACACCTGCTGCAAAG
ATGGAGCAGGTGCCGGCACAAGTGAAGAAGCAAAGGACTAGAGAGCTCTCTCAGCTTTTC
CACTCCTATAACCCATATGACCACAAGGTCGGAGAGATGCAGCATGTACTGGTGACAGAG
GAGTCCTTCGATGCTCAGTACTACGTCGCGCACAACAAGTTCTATGAGCAGGTGCTGGTA
CCGAAGAAAGTTGAATTCAAAGGAAAGATGATCGAGGTGGAGATTTATGAAGCAGGAAAA
CATTTCATGAAAGGCCGACCAGTTGAAGACAGTAAGCCGTTCAACCCCTCCATTGCTGCA
CCCCTCCAGCAAGGAGAAGTGTCCGGTCTGATACAGGAGCAGTCGGTCCGTGGAACCAGC
GGTTCATCCTCCATCCTGATTGGCTGTTTCAGCGTGGATAGAGAAGCACTGAAGAACTGG
ATGGTGTG
>CL11026Contig1
TCCCACCATCAATGATTCATTGATGGTGGGATTCAGATTGATTCTTAGATTTTTACAGTG
CACATGTTAGAGATTGGTGTCTTTGACAGGTTTGGCCATAAAAAACTTCTCTCTGTGGAT
GCACTTAATGCACATTTCCTAATTTTTATATTCTTTCACTTTGATCTTCTTCATCCTTTT
GGACCCTGTAAATTCGGGGGCGGCAGAGGTAGAGCGGTCGACCTCTGATCAGATGATTGT
AGGTTGGGTTCCCACCCGTTTCCCCAATGTGTCAGAGTGTCTTTGGGTAAGACACTAAAC
TCCACATTTCTCTTTGTGGTTATAGGTTGGTGCCAGTGCTTGGCAGCTGAGCCGCAATGA
GTGTGTGTGTATTGCTGGATGGCAGTGTGACTGTAAAACAATTTGAGTCTCCTAAGACGG
TAGTAAAGAGCTATATAATTATACGCCATTTACCATTTGTCTGAGTTTTAAGAACCAGCT
AAACCCTAAGTTAGAATTGCTTTCTTGAAATGCTAACCAAGGCTTAGCTTGTCCTTGTAA
AGATTTGAGACTTGATTTTTACCAGATGCTTGCTTTCTAAAAATCGATGTACATTTCACA
GACCTCCCACATCACAGACTCAGAGCAAAATCCCAGAAACTCTACCAGGCACTTGTTAAA
TGTTGAGATAAAAAATGGTGGATGTTACAGCTGGTTTTAATTTCCAAACTCAATTTTCAC
AACGAGAAAGTAAGACCTCAGACTTGCATGAAAAGATAGAAGATCCTCAGATCTTCAGGT
CATCTAGCCTGCTTTTGTTGTTACTGTGCTTGCTTGATTGACTGTTTCTGCGCTGGCTTT
CCGCAGGAGCCTCAGAGGCAGGACTGGAGGACTTGGTCTTCTCTGAATCATCCCCTTCAG
CTCTGCCTTTCCTCTCCACAGCCAGGTTGTCTCTGTTCTGCTTGTGAACTGCCCCGGCCA
TAATGCCCGGGTTTAACGCGG
>CL11027Contig1
GCAGGCAATTCGGCACGAGGGGTGAGTGAGTGAGGAAGAGGAGGCGGCTCAGGAGGAGGC
GGCAGTGTTCATGACTTCATCACTGATCGTTAGCTTGATTGACAGCGGTTGGATTGTGTT
GCTGACGTGTGGAAGAGCGGGACGCACAGAGACTCCTTCATTTAACCTGCAGGAGGTTTA
ATCTTCAGGACAACTTTCCGTTTCTCAGGGATTTTTTTGGAGAGGATCGTCACGACTCAG
TCTGGCTTCAGCTTTAGATGAATCATCTTCAGCTGTCATCATTGTGATGAGCACCAGCAG
CATCTTTGAAATCATAGTTCGCTTCCTGGTGGATGTTTTTGTCAAAAAATCAGTAAAGAA
GAAAAGTGGAAGAAGTTGAAACGTTGCTCTTGGAGACCACATCTTCTGTGGAACGTAAAT
GTTTCTGCAGAAACCGCTGCGCTGATGCAGTTCGTCTGGTTCTGCTGCCCTGCTGGCGCT
GATCAGACCAAATCCTGTCAGAACCTTCTGGATTCTGGTGAGGCCGTGGAGGGGACGGGT
CTCAGGGAAGGGTCTGCCTCCTCTTCCTCAGACAGCTTCACCCCCTGTTTGCTCTGATTG
TGTTTGTAATGATGTTTCTGAATCTGTACATACTTCTTTTGGAAGCGTTTTATATAAACA



AGGACATGGACTCAAAAAAAAAA
>CL11028Contig1
CGGCACGAGGTTTTCCAAGCTGAAGGATGTCTCCTTTGTCACTTACAAAGAAAAAATAAA
ATGTATTAACCTCTGAGCAAGGTCAGTTCATCATGCTGTCAACATAGCTGTGCTATAAAA
AACAACTAGTCTTTAAATTTCTCTTTAAAAATTGCCCTTTTCATCAGATAAAGCAAACAT
AACATATCTAGCTCTGCAGACTAATCTTTAATTAAGAGGTTTTGGGTCTCCAGGGGTAAA
GAACGTTGTAAAAGTCCCATAGCATCAGATCTACATGCCTTTGAGGGTTTGAGGCCTGTC
AGTTAAGTCACTGGTAATATTTTCTGCCCTCTTAAGTAAGTGGTTGGGACATCATTGCTA
TTCTTAAAGCTAAGTCTAATTCTTTGTTAGTTTTAGAGCTTGATGATGGGTTTTCAAACC
AGAGAGCTTGGCAGAATGGTTGCACTTTTTTTTAAAGTGGCACCAAGAAGGGGGACGTAC
TGAAGTAATACGATTACTGGCTGATTTAATCATATGCTAATTTTGTCTTAGCTTGGCAGC
AACAAAATAATTCATCATTTATGTTGATCTCATACAATGCAGAAACATCATGTGACAAGT
TTGTATCTGTGAAAACAGCTGGAACGATCACTGCTGCGTGAAATCCAATGTGCTGCAGTT
GTGTTTTCTTCAGATGGAAATGGACTTGGCCCTCTGGTTTCATCACGGTCACACGTGAGT
CCAAAAGTTGAAAAACAAAAAAAGAGGTTCGGATGGGTGCAGACAAATCCTGGCTCCCTG
CTTTTCTCTCTCAGCCGGTTGCTTTTGCTGACATGTTTCAGTTTGGGTTTTCTGTACAAA
AGATCAATTTATATATTTGCAAT
>CL11029Contig1
CGACGCACAGTGCCTTTGCAGCATCTCAGTCACACAGCAGAGAGAGGGTCCTTACACGGT
TCCTATAGGCAGCCTTTTCCTCCCTTCCTGACTGCGGGGCTCCAACAAAAGGCGCGGGTA
ACCCCTGACTCCCATTAGGATCTTCTCTTCCCTGTTGGAAACCTTCTCCACCCCCCAAAT
CCAGCAGCCATGGCAGAGGACGCAGACATGCGCAATGAGCTGTCAGACATGCAGCAGCGG
GCTGACCAGCTAGCCGATGAGTCACTGGAGAGCACTCGCCGCATGCTGCAGCTGGTGGAA
GAGAGCAAAGATGCCGGCATCAGGACTTTGGTCATGCTGGATGAACAGGGAGAGCAACTG
GAGCGCATCGAGGAGGGAATGGACCAAATCAATAAGGACATGAAGGATGCAGAAAAGAAT
TTGAACGATCTAGGGAAATTCTGTGGTCTTTGCTCCTGTCCATGCAACAAGATGAAGAGC
GGCGCCAGCAAGGCCTGGGGGAACAATCAAGATGGGGTGGTGGCCAGCCAGCCTGCCCGC
GTGGTGGATGAGCGTGAACAGATGGCCATCAGCGGAGGTTTCATTCGTAGGGTAACAGAA
GACGCCCGGGAAAATGAGATGGACGAGAACCTGGAGCAGGTGGGTGGCATCATTGGCAAC
CTGCGCCACATGGCCCTGGATATGGGCAACGAGATCGACACCCAGAACCGCCAGATCGAC
AGGATCATGGAGAAGGCTGAT
>CL11030Contig1
TTCGGCACGAGGGACCCGCAGCGCCAGCACTCGCAGCTACGTGAAGGAGTCCTCCTCCTC
CTCGGGGGACAAGCAGGGACCGCTGAGGAGGAAACCCAAACAGAAGAGCTTCCGCAGGCG
CATCCTCAAATTTATCCCAGGCTTGAACCGACCGCTAGAGGAGGAGGAGAGCAAACTATG
AGCGTCAGACATGCCTGTTTAGCAAAAAAACAAACCCAAGGACTTCCTAAAGCGCCAAAG
ACTTAAAACTAAAGTGTGATTAAGACGCCCCCAAAGAATAAGGATGGTAGACCAAAGTCT
TTGCTTGAATGGGTCGATCAACAAACATTGGCTACAGTCAGTAGCTGTCAGTGTTTCCGA
CCCGTATATAAAAATATGTTTTGTTTATCTTGTTTCTAAGTTATTTATTTATTTTTACAC
GTTTTTGTTTATGTACAAAAGAAGGAGAAGGACATTGTGTTGGGTTGGTTTTTGTTTGTT
TTGTTTTTTTTTGCCTACACACTTTTGGACCCCAGAATAAGACTGCAGTAACTGTGACTG
AACAACATGTGATTTTGTAAGAGATCAGCTCATTCGTTGATTCAGGGCCTCCTTTATTTT
TCCACCCAAGTCAACGGTTTCTAAAAATAAAAAA
>CL11031Contig1
ATATATATTATGTTGCTTGAATACAACATCAGCCCATTTAAGATGGAATATTAAACAAAA
TATTTGTAAAATGAAAAATGTGCTTCTATGGATATGTAACAAAGTTTTCAAAAGAATAAT
TTTACTGCCACTGATCTGAACAGGACATTGTAAAGCAATACCTGACAGCCAACATGAGGG
GAGAAAATGAACATCTGTGCGGGAATTTTAAAAGTAATAAGCAAGTCATGTAAGCTGCTT
ACATTATGACAGAATTTACAACAAAACCTGCCACTCTAATAGATCTAGAATAATACATTT
CATTCTTGTATGCCGCACAGCCATTGGTTTTATCATTTTAGTGACCACAGAGAGGATACA
GGAAGGATACAGGAGGATACAGGAAGCATTTTAAAATATTGAAAGAGTTTTTAAAGGTTT
TTCCTGAGAGGCTTTACTTTTTTATTTTTATTTGATTTGATTTGATTTTATGACATGCTT
GTGCCTAGACAGAATGATTCTCTAAATACGATCCATTCAAACAAGGACAGCTTCAATGGT
ACAATGGCAACAGACAGAACAACACAAAAAAACAGCAAGACTGGATGGAACATGTGTCGA
AAATCATGTTGTTTTGATAAATATGTAGTACACAGCAATGGAGATGGTCAACAAACATAA
AAGTACATCACTAACAATGTGACAGCTAACATGGACGTACTTGGG
>CL11032Contig1
CGGCACGAGGCTGAGCGTTCCGTACAGGAAATGGCAGCCCACTCTACAGGAGTTGTGCAG
GAGGCGCATTGTGGGGATTTGTGGTGGAAAGAACCGCCTCCCGGAGCTGCCTGCCACGCA
TGTGGTCCAGGACTTCCTGTGGGAGTTCCCTTACAAACTGTGATCCACCAGTCGTCAAAG
GTTTTGACCACGCTATGTCTCATTTCAAGTCTGCAATTCTGTTCAGGTAAAAACAGGTTG
GAGGAAATGTTGAGCGATGCTGCGTCTCCATGGCTACAGACCCAACTAGCTGACCCTTCT
GTGCTTAAACAATGTGAATTGTTCATAGAGAGACAAAATTATGGTGGGCAACTACAGGCA
GCTTTCAGTGGCACAGAAATATTTCAAACCATATCATCATCTAATACCTCGAGTGACTTA



ACTAGCTGTTGCACATGGACAGAAGATCTCAGAGTATTGGAAAGTGCTGCATTAAAAGGG
AACTACAAGCACAGCAGAGCTAATAAAAAGAAACAAGGACATGGAGATCCAACTGAGACA
GGATCTCTTGAAAGACGGACTTGTAGCCACTTGGAGTCCCAGCAGTGGGAACGCTTGAAA
CGGTCAGACTAGATTTTGTAGTAATTTTAATACTCTAATATGAAGTGTTTACATAATGGT
GTAATCTTTGTCAACCCCAAAGGCTCAGAGATCTGAATTAAATGTGGCATCTGGTATCCA
GTTGTTCTGTATGCAGAGGTGTCTCGCCTCTAAAAAATTAATTCTTGTTTTTACTATCTC
TGCCAAGCAGATGTATAAATCAAAAATACATTATTATATTTTATACTTGGTTTTGGAATA
AAA
>CL11033Contig1
CGGCACGAGGATGAATCTTTGGGGAGGGTTTAGCCTGGGACGATAGTTGGGCTTTTTAAC
ATTACGGTTCTATTTAATGGGGATATAATGTAATTGGAACCCCTAGATTTAGTTGCCTTG
AAACCCAACTTTAGCAGGTTTGCTTTTTATATGAACTTTAAGGACAAAATGGGTTAACGA
TCAAATAATTTTTTCCCGAATGTGCGAAAAGTGGCTTACCAGAAAACTCCGTTCAGATCT
TTAGTCTGCAGAAGCAAAGACGATTCCTCAGAAACTGGGTGCCTATTCCTCTGAAGGACG
GGTTATACGTTTGAAATCCTTTGACTGTTGTTGTTGGTGTTGAAATGTCACGTCGGACAA
ATGTCTTCAGTTGCAACAACTGGCCTCAAATGCTGGAAATGATCACTCTGCTGCTCCGAA
TGAGTCTTATAGCAATCGTTGAACACGGCAGAGGGACTGCCATGCTGTCATATCAAGAAT
AATGTTGCTGTGTTGAGGCAGTAATAGCCTCACAAATACCTCAAGTCACCTCAAAGCATG
GATGAAGGTGTGAAGGTTTTTTTTTATGCTGTTAACATGTTTCTGAGCGACTGTATTTAA
ACTTTTATACGTGGCGTTTGTGTGAGCTGATGCGTCGGGATTGCTGCACATTTCATGCCA
ACCAGTGTTTGTTTTTTTTTCTCTTTCTGTCCACTGTTTTTGTTTATTGTTTACAAAAAT
GTACACTACAGCTGACTTAATTTTTTACCCCTCTACACTGTTATTTTTCATGTATTACCC
TTTGTTTTTGAAATCACCGCCAAATTTTGTAGCAAATCTTTGAATTTTGTCTTTTTTCAA
G
>CL11034Contig1
AAGGTGACATCTCTGCTTTTCCACTTGTTTTCATGATGATCATAAATGATCACAATTGGT
TCAAAGCAGCTCATTGTTAACCTGCTGTTGTCTATCATAACAATGGCTGCATCACTGAAG
TTCTCAGAAATTCTGGCCGCCACTTTTTCCGCAACTTGATTGGGTCTTGAATCCTTTTTG
CGTTCGTTGGCTTGATAATATCCAGCAATTATATAGTTATTTTCTTTGCACCAAGTGTCA
ATCAGAGTTAAGGCTACTTCTAGCATTGGAGCCAGAGCCAGAGTGCCGTGGAACAGAGGC
AGACAGTCCACGCACAGGACCGGCTCACTGTCTTTCTTCCTGTCCTTGGTTTTTTCTGCC
ACCAGCAACCCATTCACGGCGCAGTTGGGATATTTCGCAGCGTGTAGGAGCATTTTACAA
TACGCTTGGCTTGTGAGTTGAATTGGCATTGTTTCTGGTAAAAAAACAAACTACTGGACT
AAAAGTTCTTTTGTGAGTGGCGGAGAGGCTAGTCCGAAGAAGGTTAGAACTGCTGTCGCT
AGCCGTCGTTACTTATCATACCCGGAGAAAAGTGGATATCAACACCAAGCTGTCGACTTT
CTATCAAAATACAGAGTTTAAGCAATAACATCTATCGAGTTCATTCACTATATGCAACTA
TCAAAACTTAAACAGATTTTTTTCTTGTTAAAATAGTAACTCCACGTCCAGCAGAAAAGC
TAAGCGTGCTTCCCC
>CL11035Contig1
AATTTCTTTAAAATTACTTACAGACATTATAAAATATCGCATCTTTTTTCAGCACCATAT
TATTTTAATGTTGAAACATTGTCAACACACTGAAAGCAAATAGTTGAGGTCATTTTCTTC
TGTAATCATCTTTTTTTTTTTTNAATTGGGAAATNCCCCCCGGTTTNCCGGCTATAAAAT
ATNCAAAANGAAAAANGCAANCAANCAAAAAANTAANCCCAANGCAAANCCCGNGNAAAA
ANCCCCCCCCNCNAATTTNATNATTNNCTTGGTTNCCCCCCNCNCANAACTCTNTTCTNA
ACCGNNGGGCNCCCANACNNAANCANANGGCCCCCCGANAANAAGGTTNAGCCCCAAACG
GTTAANGGGGGNNAAAANCNNCNNCAAANACCCAAANGGGGGACAAAAC
>CL11036Contig1
ACTGTTAAGCTTCAGCCCTTTAAGTGTTTCAGTGGAACACAAACGTATTCTGTTTTTTTT
AATGTCTCCTATATCCAAAACCTCCTTACTACCAGATTCAAACAATTGTCCAGTCAAAAA
TTTTTTTAAATCCACCAAAAACAACAATTTCCAGAGTCCCACCCTCCTCACATTTTGTTT
CATTAAAAAGACCCAATTGTCCTCTGTAGACACCAAAATGAGTTAGTTAAGTATCATGCA
GTGGTGGGGAGATATTCAGGTTTAGAAATGTCCTCTACAGAAGAAACATTTGACATTGCT
GGTAGTTTGACAGGTGCAGATTAACTGGATTTGCAGTGTGTAAATATCACTGAAGTGTCG
GCCGTTGCTCTGTAAACCCTTACATTCCACTGTAACAGCCATACATTAGCTTCTGGTGCT
GCTGGGAAACAAAAGCACAAATCTGGAGATTCTTTCTCCACCAAAATGTATTTATCAACA
CAGAATCTCTCTTAAAAATCTGCAAATATGCTGTTTGCCAAGTTAGATCAAGAAAAAGAA
TAAGAACTGTGAAATAAATAAAATAAGGCCTCGGATTATTTAATCTCCTTTGAGACAATG
TATGTAAGTGTAAACACAGAGCATTTAACTTCAAGGTAAGAAATACAAAAATGTTCATTT
CCATCCAGAACTTCCATTTTAGGGTCACTGGGTTGCTGGAGCCTATCCTAGCTAATGTTG
GGTGAAGGCGGGGTTCACCCTGGACATGCCACGGTCATTTCCCTTTACAAAAATACACAA
TGATCCATGTGTGCATCTTTAACTTATCATTCCATGGATTATATTCCAGTGAAAGTATAA
AACAACCTCTGACTAATAATAATAATAATTAATATGGACCTAACACCTGAAGATAATTGC
ACAGCAAATTACTGCAGCATTAATGTATGAAACTTTTCTACACATCTGTTTAAATAACAC
AAACGGGAAACAAAAACACTGAAGGACAGAGCTGAAGGTCTCGTTGTGTTTGCTGCCTCT



GTTTATGATGAAACAGCGAC
>CL11037Contig1
AGGTGGCATTTTTAAGTATCCGACTCCTTTAAATAAAAAACACCTGATGTAAAGGGTGTG
TCCGCTGGTCTGGGGTCCATGCTGGTGTGCTGTACTGGTAAGCGTAGGCGTTCTGAGGAT
AGCTCACTGGCATCTGTGGAATCACTATCCCACCAAAGTTGGAGTATGAATACGGCTGAT
TATATGGAGTGCCTCCACTGACAATGGGTGAGGGTTGTGTCACCCCTCCTCCTAAAGGGG
GACAGCAAGCACAGTAAAAGTACTGGGTGGGATTCATCCAGGCACCATTGCCAACAAAGC
CAGGCGGAATAGACCGAGGCCTCTTTTCTTTCAAAATAGCAGGGCCCAGCTTCAGTTTCC
GACCCATAAAAATGATTTGTTGCTCAATGATTGACTGAATGTCTACATCTTCATTGAAGT
ACACAAACCCGTATCCTTTGCAGAGCCCACCGCGGTACCTGATGATCTTTACTTCCCTGA
CGGAACCATATCTGGCAAAGAACTCCTTTATTTCATTTTCATCCACCTTCATGTCGATCC
CTCCAACAAAAAGGCTGTTGGGCGTCANGTTTGCCCTCAGGCAAAATGAATCCATTACGC
CAACTTATAGGGAGAGACAGTCGGATTAATACTTCTGGGTCTGTTCAGATCCATTTCTAA
AATGATTAAAACCAAGAATTTGGCCAAAAACCCAAGCCGCGGATCTTCAAGGCTCTGCTC
AGCAATCGAGAATGATCCGAAACCACGCCCATCACGTCCGGCGTGACCCCACTCCGCCGA
GACAGATCCACTGCATGGTCCCCCGGCCATAAGGCCCGG
>CL11038Contig1
CTTATGTTTTTGGGGCTTTTTATCAACTTCCGTCATCTTCACAAGCAGAGGAAGAGGCGT
TTCCGCACCAAAAAGAGGAAAGCCAATTGAGCTCAACCACATTCCTCCAACACCTCTGCT
GCCTGCTCATTTCTGAACTTTTACAATCCTCACATTCCCAAACAACTCTGATCAAATAGG
GTTTCTTTTTACTTTTGAAGAAAATGTATTTTCAATGTTATGGCACGCTTGTTGTCTCTC
TCCTTTCATTTGTATTATCATGACCCTAAAGATGAGGCATCTTTTGCTCAGTCACACCAA
CTGAGTCATTTTTCAGGTACGGTTCAGAAACCACAGATGTTGTTCTTTAAAATACTGGGC
TTCTTTATCCATCAGCTTTAATGCTGTGCTGTTTTATCAGGCTCAAATGCATAATTGCTC
TAGAACTGTCTCTTAAAGCTCAGGGAAAAGGCAACAGTTAAAGAATTGTTTCCCTCATTT
TATTGAGTTTTCGTTAATATAAAAATCATTTCTCACTTTATTCTCAAAGTCACTTGAATT
TTCAAGGCAAACCTGTTTTCTGTGAATATGAATGAGGATTACATTTGAATGGTGTGTCAA
ACATTTCTTGAATAAACATGGGAGAAAAAAAAAAAACCTTCTGGTCTTGCATCTTCTGGC
TTCTGGACCAGTTTCCACATGTAACCNTTTGGATCCCCTCAGCAGCGTCCCACCTCGTCC
ACTTTTANCTGGAGCTTCAGNGTTCATGTCTCGTTCGNAAAAGTGAAAAGTTCTCTCANC
TGGAAAAGTCTGTATGCATGGGANCAATGTTGTGATCAAAGNCGGCATACTGGGAGTCNC
CGGTGCTGGCCAGTTTGANCTGCTGTGCGGCATGGGAAANCTGGAAAGCANCANCTGGAT
NANCCNAGTCTGGCANCAGGGNGCACTCCCTCTCCAGCAGGTCCGCCNCGCCCTTCAANA
GCTCCGGGAACCCNAAGGCCAAAGCAGCTTTTCNCATTCGGTTCAGTTCTTTGTAAAAGG
TTTGAGTTTTATCTGGNANCTTCCTGGCATTTCTCAAAATCTTCTGGACATCC
>CL11039Contig1
CGGCACGAGGGGTGTATGATCTAGAAAGAGGCACATGGCAGGTGTTTCACATGACAGGTG
AAGTCCCTCCTTCCATGTCTGGGTCATGCAGCTGCTTCCTCAATGATCACCTGTACATAT
TTGGAGGTTGTGATGACAACGGACAGACAAATCAGATGTACTGTGTCGACCTGACAGACG
GTAAATATGAGTGGAGAAAAATGGCACCGAAGTCCGGTTCAGCCCCATCACCACGAGACA
AACTATCCTGCTGGCTTTACAATGACAGGCTCATTTATTTTGGAGGATATGGGCGCAAAC
TTCTCACTGATATTAACAGCAGAAGCAGAAACTTTATTGCGGATGAAGCATCGTGGGTGT
CAGATGCCTTCTGGGGATGGAACAATGAAGTTCATGTGTTTGATCCCTCAGAAGTCAGTG
GGAATGACCCACAAACCCACGGCCGTGCTCCTGCTCCCAGGGCAGCGCACGCTGGTGCCA
CACTGGGATGTAAAGGATACATATGTGGGGGCAGAGTCAGGGAAACCAGGACTAGTGATA
TTCATTGTTTGGATCTTGAATCATGGACATGGTTGGAAATAGCCCCCCTGTCCACTTCTC
CGGTTGGCAGATCCTGGCATACGCTCACAGCCGTGTCGGACACCACCATGTTCTTGTTNG
GAGGTCTTAGTGTAGACTGCAAACCAATGAGTGATGGCTGGTTGTTTGACGTTGAAACAA
AACAATGGACAGAGTTTGAGCATCCATTCCAAAATAAGCCAAGGCTGTGGCACTCAGCGT
CTGTGGCCAAAGACGCAGATGTGGTTGTGTTTGGAGGAAGTTGTGACTACATCCTCCTGG
TGGACTCTGGACACTGCAACGACGCCATCGTGTTCCAGACACAGCCCTATCCTCTATTCA
GGATTTGTCAAGATTACATCGCAAAACATGTGAGCCACTCGGAGAACCTGAGGCGTCAGC
TGCCTCTTCTACCTCACAAGCTGCTGAAGTCGCTGCAGAAGAGGATTTCTTTCTACAGGT
CTTTGAAGAAGCAGCATCTCAGTTAAACACAGAAGTTATTGTTAAAGAGCTTTTAAGTTA
CTCTTTTATGCCAAGGT
>CL11040Contig1
GGATCTCAGGATAATTAGATGTTTGCATGGTTGGAAAGGAACGGGATTCTTTTGTGGGCT
GGGGGTTGCATTGGTTACTTCCTGCTCGATTTCCTCTGCGTCGTCATCTCCATCTACTTC
CAACCTCATGGTGAGAAGCTCTTGTGCAGCCCTGTAGGAAAAGGGAACATCGAAGTAGCA
AAGCCGTTGGACAAAGGCCAGCATTTCTTGCTTGAACAACTGGAAGCTGAAACTGTTGGA
GGTTTTATTCTTCTGTCTGATGAGACCCTCTAAAATATGTCTCACTCGACCAACTGGCTT
CGGAAAGTATTTGTTGAGCATCTGTGCTGCTTTGTCAAAGTTCCCATTTTTTATGAATGT
TGCTACAATCATCACTTTGAGAGAGTTTGAGGCGTCCTCACAATCTTGCTGTGGGATGCC
AAAAGCTTCCATTATGTTCTCTAGCAGCAACAGAGCTGATTCCAATGGGGTCACTGGTGT



CCCAGGATCATAGATTAATCCGAGGTTTTCCCCTTCATTTATCCGTCCAAGGAACTGTAG
CATTCTGATCTTCAAGGGCATGTCACTGGTGGCCTCTACAGGGCGCTTCATGACAACACT
CAGCACGTTCCTGACTTCATTAAAGTCCTCGAATTGTTGTTTTTTGAATAATTCCAGCGC
CAGAGATAAATTATAATCAACAATCCATCTGTTAACAACCCGTTCGACACTAACAAGATC
GCTGTTTACACACTTTTTTGCCGCCATGTTAAATCAGGTCTTCTTCTTCTTCTCCCC
>CL11041Contig1
GTCCTCCTCCTTCCCTGCTTTTTTTTCATTTTGATTGAATTCCTCTGAAGAAATAGAGAA
AGACTCTGTGATTACCGGCAGAACCTCATTGCACCCGTCGTTTTTGGCGTCCGTCTCTTT
CGACAAACCAGGAATGCCTTTGACTTGGGACAACGGAGAACCCAAATTTGCAATAAACTT
CACTCCCAGGACCTGTCCAGCCTGTATGAGCTCTTCCAGCATGTCTGAACGAACACGTAC
AATCCTGGAACTGTAAATGTAGTTGAGGATCTGCTCAAAGATTTCCGGCCGTATAAAATT
CAGCTCAATCACTTGTCCGGCGACACTGAAGAGCTGGTGGAAATAAGTACTAGAGGCGGA
AAGGATGGTTTTGTGCGCTCTGAACTTCTTATCCTGTACGATGATGGTGACATCGCAAAA
CAATCCAATGCTTCTTTGCTCATCCAGGGACTTGAGTATAGCAGCCGAGTACAGAGTGTC
GGTCGCAGATATCAGCTTTAGACTTGGCATGTCTGCAACTTTTCTAATGCCAGGACTAAT
CCTGACGGGTGCCAACTAGTGAATTGAGGAACTTGACAGGATAAACAGAGGATGTCGTGT
CCAACTCTGCTTCCTCTGAGAATTGAGCCCCCCCCCCCCGGCCATA
>CL11042Contig1
CGGCACGAGGGGCAGACACGGACAGAAGAATGAGAGAAAAAAAAAGAGATGGGCTGTAAC
ACTAACCGACAGTACCCGAATAAACCGACAGGCGGCGCTGCAAAACGACAAGAACAAGCA
CAAATGACGGAATCACTTGACCTGAAATGTTTTTTGCTTTTCAAACAAAAGTTCGGCATG
ATCGTTGACTTCCGTTCTTTTCTTCTTTTTTAAATTTCTTTTCTTTGATTTCCAATTTCA
AATCGTCCTCTTTTTTTTAAATTAATTTTAAATTAACTTGTGCAGCATTTAAGCAAAATG
TTATATTAGTTATACAAAAAACAAAAATCAATGGTTTTAATAATTTTTTTGGAGACGAAA
GTATCTGGAAAAAAATGTGAAATTGTCCTTTTTTTCAAAGTCGCTTGTTTTTTTCATAAC
TAATTCAAAATGATTGGAATTTTGTTTATTTTTTAAATCAATGTATTTAATATTATTTCT
AGAAACAGGTTTCTCTGCAATAAAGGCAGATTCGATTTGAANAAAAAAA
>CL11043Contig1
GAAGCACCAAGGCTCCACGTCCCCCGAAAACCGAGAAAGCTTATCACTATTCTATGCATT
ACTCTGGTCTGCCTGGCTCCAGACCCAGTGGGACCCACAACCTGTTCGGCTCTTCAGGGA
CCCGGAGCGGCATTCACTCTGAAAACGTCCTGCCTTACCACGACATGCATTTGCACCATG
AACGACCCCCAGTCTATGACGAACTTAACGCGTTTTTTCACAACTAGACGAGCTCGTGCG
TCATGCTATCAAACTAGCCCAGACTCACTTCAGGCCAAGTTCCTGCCAGTATTGAATCAT
ACTGCAAAAACCTCTCACCCGTCCTTAATGGCGGTTTTCTTTTTGTTGGTCCAGTCTTAA
ATCTGTTCTGATGGACTGGATTATAGGAGATTATTGCCCAAAGTCTTTGCGCAATAAGAT
ACGTCCATCTTTGAAAGGATAAAGATTAAGTGTGGGAGCTGCAAATGTTTATACTCTCCA
TGTGTGATTTGTGTTTGTAGTGGTGCTTGTCTTCATGAAGGTGGCTGGATGTCACTTGTA
ACCACACCATCACATGGCTACAGCCACACCCTGAGAATTGTGGATCAGTCCAAATTCAAT
CAGAGGTGCATCAACACAAAAACAGTTTCTCTCGTCTGTGGCTGCGATTCTTGACTGACA
GGAAGCAGAGATTTTCACAAAAAAATAGAGGTGGAGAAAAGAAGAAGAAGAAAAAAAGCT
CTGATGTTTGTTGGTTGTATTCCAATCATTTGTAATCGGTCGTTTCGCATCTATGCAAAA
CCCAACGAGCGCACAGCTATAGGCAGCGAGGCCCAAACCAGGAGCCTGGATGTTCCTCAA
ACGC
>CL11044Contig1
TTTAAATGTTTATTACATGTTCACTGATCACATTAAAAGTGTTAAAATTAAAGATGTATA
AAAAAAACATTTCAACCATAATGAAGACATTCAAGAATTAGCTCTAATGACTCAAAACAA
CTCATTTCTATTTGCAGGTACATCTAAAACAATACATTTTGTGAAAAAGTTGTACATATT
TTGTCAGCAGTTAAACTCTTTGTCTAATATTATTACACAAAGATTTAAATTTATTGATCC
ATTACGTTTGTTTTCCTTTTGATGTAGAGAAGATGAAAACCTAAAAATAATTCATAGAAA
GTAAGAATATCATATTATAACAAATAATTTGTAGAAAACTTCATTTCGACACTTTAAATA
GTCACTTGTGCCTCCCTCTAATGAAGATACTTCATCAATATGATATGGAGGCAATCAGAT
TTTTCCCTCCTGTAAAATAAAGTCTTTGACTGTGGTGCAGAGGTTGAGGTGTCCACCTCT
TATCAGAAAAGTTTATAATTTAGAGTTTACACTAACTCCTTTATTACATTGTAAAGAGAT
AGTCTTGTGAGTTCTCATGTGTGTTTTGAGATGATGTTTTCGACTAAATTTTTTTTTACA
TTCTTCACAAGAAAAAGGCCTTTCTGC
>CL11045Contig1
CCTACTGGGTGGTCTCCACCACTAACTTTCTCAAACCTTTTGGCTACCTCTTCTTCTTCA
CCAACACCTCCCTGCTTAACACTTTACTGGAGAGAGATGAGCTGTTTTCGTGGTCCAGAG
CAGTCCAGATCCGAACCAACTTGGATCTTGTTTTAGACTGGCTCCAGGGGGCAGGTTTAG
GAGACATAGCCTCTGAGTTCATGAAGAAATTATCTATCACAGTAAACTTTTTGTGTATTC
CCAAAACTCGACTTATCCAGTCATCCTGGGCTAGTCTACAGGAGGACCATGCTTTGTTAA
GTTCTGCCCAGCTCCATCATCTGCTCACACGTTACAAGCTGGGACCGACTAGAGCCCCCC
CTGCATCCTGGTCACCTCCAGCCGGCACAGAGCTGAGTGGAGACATCTTTGAGAGCTTTC
TGGATCACCCACCTCTCATTCTCCCAAATGAGACTCCCCGTCTTGACCTCTCCCAGCCAA



TCCCAAGCCCAGAGCTCCAGAAGGAAGTTACACGGCTCCGTACCTTCTTGTGGGGACTTG
ACCAGGATGAGCTCCCAGCCAATCAGAGGACTCGGCTTTGAAGAAGCCCATATTTGTCTC
TCAATGGATGTCTAACAGAAGTTGAGAGGGAAAAAAAAAGAAGACATATCTCTAGAAATA
AGAAAAAAACAATGTGACACTTTTCTGATTTGTCTGCCTACTTTTGTCTTTCATGACATC
TTCATATCATTTTATGTAGTCGTTTAGATAATTTCAAGTAATACAGATGTACTGGCTTTA
ACAAATCTTCATAAAGATTA
>CL11046Contig1
ATGAGNCTCCTTAGCCCCGCCTCTGACAAAAAGNGTATTTATGAGGTCCACAGTATACAA
ACACACAAACATGTCTAAAACGTGACTTCAAAGGACCCAACGACCTTGATGGGTCCTCCC
ACCCAAAAATCCTTTTATTGAACTTTTATACTGTGTAGTTCACTGTAATCATTGTTTTTA
TAAACATAAAAAAGTACATTTAAATGCTTATGACAGTTCTATTTGTGAAATGAAAAGCAA
ATACAGCAAAAATGTTGAAAAAAACTTAGTCTTGTCAAAAAGGTGACAAGAATATGCAGT
TTTAAATGGAAAAACATTCAAAAATCTAGTGCTTATTTATTGTTAATGTTCTGTCTAATG
TAAAAGATAGTTTTCAGAAAAAAACTACATAGCCATAAGTCCTTACTTCAAAATTATATT
CTTTCTAATGTAAAGGCAAATAAAGAAATAACCTTTTGACAACTGAACAAAAAAAACAAA
ATTTAAGCCTTAACTGCTTATTCATACTTCTATATACTATATATCAAAAATCTTCATTTA
GCAAACATTTGAATGTGAGCCCCACATGGCTCACCTTTGGGCCGAATTGTTGAGCCCCAG
GTGGGCCCGTCCACAGGCTCCACAGCGGCCCCACCTGTGCCTGCCCACACCAGCCTGAAT
GGGCACTGAGTAATCTGGCTCGCTAGACAGTGTAGCTCGCTAACTCGCTACACTATCCGT
AAGGCAGGTTGTTGGCACACAATGCTTTCCACAGAGCAGCTAGTTAGCGTTGGGAACTCA
GACCACTGAGTTTCCTTCTAAGCCAGTGTGTGCAAACACAGATGGGGTCACCACGGAACT
CGCGGACAAACCCACCCGGGGCCCCCGGCCATAATGNCCGGGTTAACGCGCGCTCAA
>CL11047Contig1
ATTCGGCACGAGGGAAAAAGGTAAACATGGAGGAAAGCAGCTGTCCTCAGCAGCTATCGG
AAAGAGTTGAAGAAGACAACTTTAACGAAAAGAATACAAACGCTGCCCTGGGAGAGGCTT
CCTCACAGATGTCGAACACGGATGGCGTGAATAAACCAGCAGAGGAAACCAACGTTCAGT
ACAATAGGCTGAAGCTGTTTGACAAAGTGATGCAGAAAAGTTTAAAAAAATTCGTAGAGA
TCGCCAGTGACAAAGGATTTGCTAGCATGTTCCGTCCATTGTATAAGAAGAATCCCCAGA
AGATGGAAAGCATTCACAAGAAGTTTTTTTGATGCCGTATTACCAAAAACAGGAGGCCTT
CCTGCGACTGGAGCTGAAGAAGATTCAAGCAGAGAATGCTGCTCTGGCTCAGAAGGTTCA
GGCAGGAAGAGAAAATATTGCTCAGACTGAACAGCGGATTTCCACAGCTGTCAATGAGTG
GAAGGCCCGCTGTAGCTGAGTTTGAAAAGCTGTCTTCTTCCCTTTGTCCTGCTGATGTTT
TTGATGTGTGATCATCAAATCAGCTGACAGGAAANATTTTGTATATTTTGTTGTTTTTAA
TTTCNAATAAAGAAAAAAAATAC
>CL11048Contig1
CGGCACGAGGCATTTATGAGCCCCGACCAGTCGAAAAGGGAGCCTGGTGGAGACAGAATA
GTTGGTGCTAAAGAAAAATCCACATCTGGAACTAGAGTACGGACATCACTGAAAAGTAAC
CTGGAAAACAGGAAAGCTGCAGATAGAAACAAGATGTGGTGGGATGATGATTGATGTAAA
CATGTTGGTCAACAAGAATGTTTCAATGCCTGTTTTTGTAAAATGTTGGCAAATAAAAGA
TGGAATTTGGTGTTTTGGAGTTCTGATGCTGAGAAACTAACAGGTTTCATTTAAAAAGTA
GAAACTACCTTCAGCTTATGTACACAAATGTTCAAAAATCTTTATGGGGTTTGTGTCAGT
GACATAAGATGCATGAAAAAACATCTGCACAACTGAAGATTACTTTGTACAGCATGTGTA
ACGTTAAAAAAATGTTTTCCAATTGACAATCATAGATTGAGTGATCCTAAAAAAGTAAAT
GATAAATGGAAAGTGCAACTAATTGTTTTTATTTATTTTTGTATCAGTATAAGATCATAT
GTTCATTTTCAAAATAAAAAAACATATTA
>CL11049Contig1
TCTCATTCAGCTCCTCCACATCAGTGCTCCTCATATGATCACCGTCTTCTGTTTTTCTTT
CGTCCTGTCCACTGCCAGTCGTTGGCTGCTCCTGTTCGGCTTCGCAACTGTCTTGTGGTT
GTTCTTGGTGGTCCGGGCTTTCTTCAGCGTTTACTTCCTCTTCTTTTCCAAAGGGGGGAG
CCAAAGATTGACCTGTGGAGCCAAAGACCCTGTCGGTCCTGCTGTGGCGGTCCCAGACGC
GTTTCCCTNTGTAGCTGAAGTACTGGATCCTGTGTCTCGGCAAGGCCAGCTCAACTGAGT
AATCGCAGTCACAGGGGTTGGCGTCCCAGTTGAAGTCACAGAAAGGACGCTCCAGGACCC
CAAGGAAGCGATCCACATACCCCACAACAAACTCCGATGCATCCACTGACGAGTCCCACA
AAATGCGAGAAATCACGTCATCTGCTGTGCGCATACGTGGCTTTTTGGTCACCTCAACTT
CTTCACTGTTTTTCTGCTTTGCCCCTTTTTTCTTCTTGAGCTTTTCCGTTTTTTGTTCAT
TCTGTTTGTCATCAATTTCAGGGGACATGGGTGCTGAAACGTGGAGTGGGGGTTCACTGT
GGAAGGAGCGACATTTGTGGCCAAAGCGACATTTTCCACTTTGGAAAAACTGGCACACTT
TGACTCCATCGCTTTTCAGCTCTGCCAAGTCATCGACATCAGTGGGCTTCTGGGTGTCAG
CTGTTCCAACAGTTGTGTTATTGGTTGGTTCTGTGAGGGTCCCGCCACCATCTACCTGGC
CCTCAGGTGAAAACGTGGGAGCCCCTGTCCCACGGGACGCCATGGTCATAAATGAAGGGC
CCTGTTGCCTCGTTGAGGTAGTTTTACCTTTGACTGGTCAGTAAAAATAAACTGGACACA
CCCGGTTTTCTTTACTGTGTGTGGGAACACACGGAAGTGTCTAGTTTTTGGCGATTAAAA
ATAAACAATTTTAGAAATATTATTGTTTTTACCAAAAGCAGATATACTTAAACGCACTCA
AAAATCAAAACCACGGTCACATATTTTGACATTTAAGCAGACTAGTAAGAAAATGCAGAC



TTCCAACTCAATGTACTTTCCC
>CL11050Contig1
CGAGGCTGACGTAGAGATGGACATAACGTCCAGNAAGAATGAATAATGGAAATGAACACG
TTAAACAAGACCTGGAGAGCCATGAAAGGAGCGGCAATGAAGACAGTGGAGACGTGTCTG
AGGAAGAAGAGGAGGAAGAGGGAACAGCCGAAGCGAACGGCGAGAAGGCAGAGGGATCCA
AACATCACAGCGGCAGCGGCAAACACAAGCGGAAGAAACACAAGCATCGCAGCAAGCATA
AAAAGCACAAGCATGCGGCGAACGAGGACAAGGAGCGAAAACGCAAGCATCGCCACAAAC
ACCGGAAACACAAGCGCAAAGAGGGCTCGCCTGCCCCAGGCCCCGCCCTCTTTGACCCCT
CCAAGAAAGTGGAATCGTCTCCGTCCTCCGGGATTCCCAGTCTGGACGACAGAGCTTTGC
TGGAGGACTTGGAGAAGCAGAGGGCCATGATCAAAGCCGAGCTGGACAGCCAGTTGATGG
AGGGCAAGGTCCAGTCCGGGATGGGCCTGATCCTCCAGGGCTACAACTCTGGTTCTGAAG
AGGATGGAGATGCAAGGATGAGGAACGGGGAGCAGCGTCCAAGGGGCAGCTCAGGGAAAC
CAATATCTCCCAGGGGCGGCAAAACTGGGAAATCTAGACGGGTCTCG
>CL11051Contig1
GCTGCTCTGCAAACAAGCCACAACAGTGGAATTCTCTTTGTTGCTGTGTGAAGCTGATGC
TTCAATAAGCGTAAAGAAACCATAAAATCCCTTTCATCGGCATGCAGTTAACCATCCTGA
AATCATTCTATCACTTTAAGAGGTTCACTGCTCTCCATACTGGAGAAAACAAAGTAGAGG
AAGACGGCCACAGCCAGAAAGCACAAAAACTGAACCCACAGCGGGATGAGACGAGGGGAC
TTTGGCGCCTTTGGAGCATCTTGACCTGATCTGATGGGAGCTGTTTTCGCGCCCACGGGC
AATTTGTGCGATAGCTCATCATAATCCCTTCCTCTGTATTCACTGGACCTCGAGTAACCA
GAGTAGGAAGCACTGTGTTCCAGCTCCTCTGCAGTCTTTGACCTCATATACGGTCTGCTC
TCCATAAAGTTTTCACTTTTAGTCGGTGTCCGATACACATAGGTGACTTCCTCCTCTTCC
TCCCTGTAGAAAGTTTTATCAGGAGATGGTTTGGCCTGCTTTCTTTTGGCCATGGCTTCT
TTGAGCTTTTTCTCGTACAGATTCCTGGTGGAGTCGACCACGGGGCCGTGCTTTATGCCG
TGTTCATCCAACAGATAGCTAATTTCCTCTGCAGACATATTACTAAACGAAGACATGTTG
ACTTCAACAAAAAGATTTTTTTTAACTTTTCGGTTCAGGTTGTAGTGACTGTCGCTAAAA
AGAAAAGAAAGAGTTGACTCCCCGGCCATAATGCCCGGGTT
>CL11052Contig1
GCTGAATCCTGATGACTGCTGGGAAGGAGACTACATCAAGGAGATCATCTTTGGTAGGTT
TGCATTCTGCTCAGATCCAAGTCTTGGAATTTGGAGCTAACTTTTGTTTTTGTTAGCAGG
AATATTTTCAACATTCGAAAAAAGACTTCCCCATGTTGTGAAGTGAGAACTTTCTTTCAG
AATGACTTTAATGCTCTGGAGACAATCTGCAGTTGAAAACAAGAGAACCAAAGGTTGACC
GAGCATTCTAACTCAATCTTATTTTTTTTTATTGAGGGGGGGGTCCATTCTTGAGGTACC
AGCCAGGAGCCCTTTCGCTCTGGTTGCGTCACAGTGTGCAAGCAGGCAGCAGATGTCCAG
AACCTCCAGCATGGAGAGAGCCTTCCAGTCCCCAGATCCGAACTCGGTTCTGTGCACCAA
ACGTCGGGAGAACCGGGCTCTGAGCTTAGAATCAGGAGAACCTGAACCTTCCGGCGCTCC
ATGCTGGATGTTATAGCAAGCGCTTGTGGTGGTCGAGGGGGTTCACAGCAGTCTTTCAAT
CGTTTGGGGGCAGCATGCAACAACTGCAAAAATGATTAT
>CL11053Contig1
AAGTTCCGGCCCTGGCACGTAATTAACCCAGTTTGCGTGGGATTGCGCAAGCTGCCGCAA
GACAGCAAGGTCTTGCCATTTAAGCTGCAATAGCACTAAAATACACACAATACAGCGATT
TTAAGTGTAGAGAGAGAGAATCATACATTGAATTTCATTTATATCACAGTAGACTCGTTT
TTGTTTTATTATTAGTGTGTTGCCAGGTGAAGAAGATGACCCTGCCCACCTTGCGCCCCA
TGACCGCTCATCCCTCTTATTCAGATAAGGAGTCGGCGCTTTCAAAACCTTACCGACAGC
GTTGCAAAAGTGTTATCAAAACGTCTCCCAAAGAAAATAGTAGCGCCGTTATCTGCTACC
GCTGCTGAATCCGCGGGTTAAATGTTAACATGCACGGAATCTACGCTGATCATTTCAGAC
TGCGACCTTCAGAAAGCCACTTAATAGTTTTAACTCACAGAAACTGTATCAAGCTGCATT
TATTAATTGCATATTATGGTAAAACTTAAAATAAAATTGCCTTGTGGGTGCAATCAAGAA
CTACTAGGGGTCATGCTCCCACAGAAGTAGAATTGTTTTCTCGATCACCTGCTGTCACCT
TAGTTCGGAGAGAGTCTCTTTGCCCGGAGAGTCAAAATTCTTCTCCTTCTCTTCAACATC
TGCCAGTTTAATCTTTTTAACTTTGGGTTCATCGGACGCCATAATGGTGCAAACACGTTG
CTTCGTCTTCCCCCGGCCATAATGCCCGGGTT
>CL11054Contig1
TTCGGCACGAGGGTTTATCCAGCAGTCATCCAGAAACAGCCAATGGCTGCTCTCACTAAG
ACGGGACCTCAATGATTCGCTGTCTGCTGTGACCCGTCTACCAATCCCGTCTGTCCTGGA
GTCTGAGACACAGAGGTTGGACCGCAGCCTGAGGGAGGAGGAGCTTAGGATTTCCTTGAG
TTGATCGTGACTCTTGAGTCACAAAAGCCAAACCTGGAACTGAACTTGAAAATGTTAATC
GTATTTACCATGACACAGGAGGTTCTCCCCACAGTAGATGCACTTTCAGACTTTTCAGAC
TTTCAATGCTATGGGATGAGGTGTTTCCTGTTGATAGGCAACAACATCCTGCTTTTGGAC
ATGAAAGGATCCGATCTGAATTTGGAGTCTGTACTCACATTCTGAAACAGTTTGCCTCAA
AGTTGCCTCAGATGAAATCTCAGGACAAATGTTCACTCCGACCTTTTTTACTTTATTTAT
TTGAAGATTTTTCTGTTTTTTAAGGACACAGCCTGCTTCAGTTTTAGTTCAGGTTAGCTG
TGATCCCATAAGAAATTCACCAAAGAATAAAGTTTTTATAGATTTCTAAAAAAAAAA
>CL11055Contig1



AAAAAAGGTGTTTGAACTGCCAGATAACTGATTAGAAGGGGGGAAAAGTCACCTCCAAAT
GCAAAAAATGTAGTAAAAACCTGGAAGATCTGATTGAGCAAGGGCAGTGCTCAGAAGATT
TTTTTGTACACGAGTTATGTTTAGTTTTTGTACATAAAATTCCCTGTGAGGAAGCTTAAG
CCTCAGTTAAGGATCTGTTCCCGCTGAAGAGGCAGTGAAGAACCGGACAGATCAAATAGC
AGGCTTTCCTCGGGTGCCACGTTCGTTCGTCTCATCTCCTTTTCTTTCGTTTCTCCATTC
TGGAACCGGACCAGTTCCAGGCTGGAGGTGGAGGCCACATCAAAGCAAACAGAAGTGACA
CAAAGATATGGAGAGAAGCAGGCGCACTTAAAACCAAAAACAGGGAAAAAACAATGTGAG
GGGCTAAAAAAATGAATGTTGCTCTAATGGCTGATGCAGCCCTAAGTAATGCAAACTGTG
AAATTCAATCCAGCCTGATAACGTGTAGCGTTGCCGTGGAAACAGCCAACCAGCATCACT
GTTTCCTGTCAGAGATGAGCGCTTTTCTGTGATTAATCTGAGCTGCTGGAGGTGGAAAGT
ATGACTGAAAACGCACACAAATAAACACTGATGGGTCTTTTCTTGTGGAACATGTAAGGC
GAGTTGACTTGAGTCCC
>CL11056Contig1
AGCTCATGAAGGTGGTTCTGTTGGAGCAGAGAGCAGAACTCTGATCCCAGTTTCAGGAAC
AATGCAGGCTCATGTTCTGGACTGAAGAGTTCTCCTGAAATGTTCTGTTGAGACTTCTTC
AGGATCACATCTGTGTGTGAATGTGGAGGTTTGTCTGAACCAAGCTGCAGCTCACTTTGA
AGCTCCTTCAGGCTCACACAGCAACAAAGACTGAAGCTGCTGTGCTGCCCTCTAGTGGCA
AACATGGCATCTGCAGCACACATGTCTGCATTTCTCAACATTTTTGAAGCTCATCCAGAG
AATGCCAAAAGTGTGCAAAGCAGTAATCAAAGCAAAAGGTGGCTACTATGAAGAACCTAC
AATATGACATATTCTCAGTTGTTTCACACTTTTTTGTTATGTATAGAATTCCACATGTGT
TCATTCATAGTTTTGATGCAATTTTCATAGTCATGAAAATAAAGAAATCTCTTTGAATGA
GAAGGTGTGTCCAAACATTTTGTCTGTACTGTAAATAAAAACGTTAGGTGTTTTTTGTCT
TAAACTGAAAAGATATGTGAATTTATTTAAATCTTTCCCAGTTTTTTATTGAAAAAATCT
TTGAAGAAGACACAGAAACAAGAAACAGCATTAAAATCTTTGCAGATTGTCGGTGAAAAA
AGTTTGCATTCCAAAGATCTCTCATGTTTTTCATTTTTCTTTTATTGTGTTACATCTCAG
TTATAGACTTCATAAATGGTTATTCTAATTTTAATTAAATTTAAGTAACTTTCTCTATTG
TTTTTTCACGTAATAAAAATTTCAAAA
>CL11057Contig1
AATTTACATCTTCTGCTCACAATGTGTTGAATTCAATAAACACACTTTATGTAGAAAAGC
TTTTGCACTTTTTTCTTTCTTTATACAGAGCAATAAAAAAATCTTAAGGCAAGATGCGTC
AAACAGAAATCCGGAGCAGCCCTCGCGGTTCCTCCGAGTCCGGACCAGGTGGAGGCGCGG
CGGCGGCGGCGGCTCCTGCTTGCTCTGTCTCAGGCATCTTGCGCTGGATGGAGGGGAAGA
AGAGGAAACTGCGGCGGCGGAGGGTGTTGTTTCCGAGCCGTTCGCTGCTGTTCGTCCTCC
CCCCTGACTCCTGCATGAGTCTGCTCGAACACTTGTCTCTGGCACTTAGGCTGGAAGACT
CAGCTTCTTTCCTTTCAGTACTTTTGTCACATACAGGTAGAAGAAGTCGCAGTAGAGGAT
GGTCTGCACCACTCCAGCCACAATGGCGATCATATCGAAGAAGCCCTCAAAGTAGAACCT
CCATATCCAGTTGAAGAGGTACAGAGCTCTGTAGAGTCCCAGGAAGAACAGGTAGTGGGT
GGTGATGGTCTCTGCCTCACCGGTTTTGCTGATCATGAAGAGCTGGGGGAGGATGGCCAC
CGACTCCAGGTAGATGGAGAAGGTCCAAAGGATCTCCAGGGGGGGAGAAGTCATGATTGA
CGAGGAAAGCCAGGCCGCCGACGGGAACAACCAGGAACTCCACCCTGAATGTGTCGTGGT
TCCCGTCATACGTGGCCTTAAACTTCACGTAGATCAGGTAAACAGTGGCGTAGGCACACC
CGATGTAGATGACCTTCATGGTGGTGTTGTAGAGGGAGATGAAGGAGGTGAGCAGGTCCA
GGTAGCGAGTGGTGAACACCAAAGCAAACAGGAGCTGGCTCTTCCCAGAAATACCGGCAC
AGGACCTGGTCTTCCATATTTTTAGCAGCAGAATGATGATGGCTGCTAGGTGGGACAGAT
CACCGGTTAGCCTGAAAATGTTCATGATGGAGGAAGCGCCTTTTCTCGGAAACCGATGTT
AGACTCTCCAAACAAGCCCAGTGGTCTCCGGTAACGATTTCTAACCAAACCGATAAGGAT
GAACAACAGGGTGGCAGCAGAATAGCACGATTCTAGCAGTTAAAGAGGGGAAATTGGCGA
GGAAAGAGCGACGTGGGCCGGGCCC
>CL11058Contig1
CCAGGGTCAGCACCCGCACTTAATCTGCACTGTACTTCTTGGTGTACTCCAAAGCAATCT
CTGTGGTTCTGTCTCTGCTGCCATCATCGACCACTATCACTTCATAGGTGAAGGAAGGGG
TTTTCTTCTGTCTGGTTTCCAGGTATTCCATAGCCTCATCAAGCATGACAGGCATTCGGA
GCTCCTCGTTGTAAGCAGGGATCACCACAGAGAGTTCCCTGGAGTGAGGATCATGCAGAC
TGGGGAAGGGACGCTTTTCTCCTGTGGCTGTGAGGAAGGACTTCTCCTTTTCATGGCGTG
ACACGTTCGCCATCCCCGCAGTTAAATGTGCGACTACAAGCACCACAATGAAACCAAGAG
CCGCTAATGCGACGAGAACTTGAATAATTTCACAGATAAAGTCCATCATGTTTCCATAAG
TCGCCCTACAGCTCCTAACTAACACCTACACCTGGCTGGCTGTAGCTAGCTTTTCTTCTT
TGTCCCGTTCCGTATCCCAACCCTCTAACTTATAACAAAGGTGTAAACGAAAATATATGA
AATATAAACACTGAATCTCTATGAGCCCATAACGCTTTCAAGCTCCACTTCCAATCAGAG
CTGTACACAAAAGCAACACGGAAGTAAATTTTACTCCTCGACACATCATCAGTTTGAAGC
AGAACTCCACATGACAGGCTGCGAGAA
>CL11059Contig1
TCGGCACGAGGCAGCCCTCANAGCTGGACGCTCCTCACCGGGTCGATCCCGAGTCCGAGA
CGGTGCTCATCGAAAGACTCAAATCCATCAAGGAGCAGAAGACACAGTTGGCCTGCGGCT



TGCCTGACATGGATCATGAGCATTCAGACAGTGAAAACCTGGACTCCTTATCCTCGCTGA
GCTCAGACAGCCTGTATGAGTTTGGGGCCACGGATTCGGAAGGTCAGTAACAAGGAAAGA
TGCATTTGAAACCCCAGAAACCTGAGCCCCCACATCGCCCCGCTGACCTGGCACAAAAAG
TCAGACATTGTATGGATCGGGCTGATGATGAGCGGAGAGAGTTCAGCTCCTCTGCACAAA
CCGCAGACTCCTCCTCCTCCTCCTTGCCCTCCGGCCCCCACGGAGGCAGGAAGACCCGGG
ACGGGAGCTACGACGATCTGGAGATTCCTTACATTGATGAAGATGAGGATCAAAGCTGAC
ACTAAACTGCTAGTTTTTAAAGGTGTTTAACATGTTGGGGTTTTTTTAGAAAGTTTTGAA
TGTACATTTGTTTCATAAACTCATTCACTTCGCTTACGTGGTTTTTGTGAAATTTTTCAT
TTTTTACTGGAACAAAATCCTAATTGTTGCTGCAGATTCTGTTCAAATTGAGAATTTGAT
CTTTGAGTAATGAGTTTTAGAGAAAATGTTTTTTGATACACTTTTGGACCTCTTATGTGA
AAAATGAGGAGGAACTCCAAAATCCTGAGTGCCTTGTTAGGTTATGGACAAAACTCAGAC
GTGAACTTTCTTTATACTGGAACCGTTTTAACTGTGTATATTACCAGTTTGGTACTGATG
TGACTGAGTTACCACTTTTTAATTGTAGAAAAATTATAATGACCATTTTTATTTTTTGCA
TGCCTTCAAATTTAACTTTACATTGTCTGTGTTAGTCAGTCACTGACTGAAATAAACGCT
CAGTTCAGTACCAGCAAATA
>CL11060Contig1
ACCCGGGCATTATGGCCGGGGTGACTTCCGGTGGTTGACCTCCGACTCCAACGACCAATC
AGCGTCCGATCTTAGAAGCAGTCGCCAATCAGCGCAGAGTGCTCCTCATCGAGCGGACCA
GACCGGGTATCGACACTGCCCTGCAGGTCCTGACGGCCGGCCGTGGGACAGTTCCGATTC
TGAGTACGGAATGGCGAACGTGCTGTTGAAGCTGGCCGGCGGTCCTCGTACTTTCACGCG
TCTCCGCCCCACGTTCTATAATCTTCCAGGTTCTTCTTTGATTCCGGAAGTCCAAACGAA
CCTCTTCCACGCTCACGCCGCGCTACTGAACTCCAACCGGTCGTCGGTGGTCCGCTGCGG
CCGGCAGAAATACGAGAGGCAGTACCCGGTGATGCTGGTCCGGCCGGACGGGTCTACCAT
CAACATCCGGTACAAAGAACCCAGACGGATCCTGCAGATGCCGATAAACGTACTGGCTCT
GTCTGAAGAGGAGCGCCGAAGCCGGCAGAAGAAGAAGGAAGTGAGGGCGCCCAAAAGCCG
CACAGCCGGGGTGCAAGAGGATGATTTCAGGGTGGAGCGTTACAGCCACCTGTGGAAGAA
GAAGTGACGCACCTGAACGCAGCAGCGAGGGAGAACTCCAACACAGAGACTGTGACGTGT
TCAGGGACTCCACAAAAAACAAATAAACTTGAGAACCGAANNNNNNNNNNAAAAAAAAAA
AAAAAAAACAT
>CL11061Contig1
ATTGAACGCCTTTGGCGTGATGTATTTCTGCATGTGTTGCAGCACTTTTACCTCATGTTC
TACTCCTTAGAGGATTCAGAGGTTCTAAACCCAGATGATAATGTCCACAGACTTTCACTG
CAGATTGTTTATCTTCCTGAAATTCAAAAAAGACTGGAGCAGTTTAGACAGGCCTGGAAC
TTCCACCCGTTGCGAACAGAAAATAATCGCACACCATCTCAACTCTGGACAGAGGGCATG
CTCAAAAACATTGCAACAGACAGCACAGCTGTCAACAATGTGTTTGGGGAAAATCCTTAC
AGCGACCAAAACATTGATGCCATCCTAGCGCAGTATGGAATTCAAACACTGCCTCCACTT
GAGGAAGAGTTCCCAGCTGTTCATGTAGAGCCACCTCAACTCATCCTCACTCAGCAACAA
CAGACATCTGTACACAATGCAATCCAACACCTTTCGGATCTAAAGTTAAAATATCAGGCT
TGCTGTACTGCTATTATCAGTATTTTGCAAACACAGGTATAGTTGAATTCCAAGCCCAGA
GACAAAAGTTCATTGGCTGCATATGTGATCCAGGAGTGAAAGACTGCTTTGAAGTTTGAT
TTTCTGTTAAAATAAGGTGGTATAGGCAGTGCAGCTGATGGAGCTAATGCTAGGTGTGCT
AAATTTAGCACACTTTTGGTGCTGTATTATGTTTTGTGTTTGTTTTTTTTGTAGTACTGT
TGGCTGACAATATTTGTATGATTCCTTTCTACTTCCATTGTTTTCCAATTTGTAGAAAAA
GTGGAAAAGCATCTCATCTCCTTTTCAATGAGATTGAAATTGAACAAAACTTTATATATG
AAAAATGGATGAAAAGATTAANAAAAAGA
>CL11062Contig1
TCAGATGATTTGTCAGAGTCAAGATCACACTGAGGTTCTGATGCTTGAGAGAGTTCTACA
TTATGGACTGAACTTCTGCTGCTCTGAGGTTCTGCCTCTCCATCTGTAGTTGATGCTTCC
TGCAGGGCTTCTTCTTCATCATCAAACTCATCATTAAAGCTCTGAGTCTGGAACTGCTGA
TTGTTGAAATCTTCTTCTATGAGCTCATTTTCCTCATGCAAAGTCACCATCACGATGTCG
TCTTCCAGTTTCACACCAAGCTGCTCTTCCTCCTGGCTGACGCTGATCTCTTCCTGTTGC
TCCTTAATCCAAGGAAGTTCTGCTTCCTCCTGGTCCTCACTGGACTTTCTCTCCTGGTTC
CTCAGATAATACTGAGGGAGAACTGTACTGCTTCCCAGCTGTAAACGTGACTTCATCATC
ATGACATCTAGCAGTCTTCGCTGACGTTCCACCTCCCCCTCCAGCTTACAGATGGTTTGC
TCCACGTGAGTGAAGATTTCTTCCGCAGCGGCGGTTAACCGCTCACAGATAAACTTTCGG
AGAGACTGAACTGAAGACATTTTCACTGCAGCTGCTCTAGTATTCACATCAAACTCCATC
GTCCTCTGCAGAGAAGCTAACACAGCTAGCGCTCCTTTTCTGTTTACATACCCATCAT
>CL11063Contig1
TCTGCAACAGGAGAACTTCAATAGCAAAGGAGAGGATTGGTACAAAGTGCTCCAAACCAA
AACAAACATTGCTAACTACTTTTAAGAAGCACTTTATGTGTCATCGGGCATCAAAATAAT
AAGGCAACAGCAACGTTAGTTAAAAGAAAAGTGATTATCATGGAAATTTGTATTTATTTC
AATAATTTCATTCCAAAAATTACACTTTTTTCAGAAAGGGCCCACTCCTTGATTAAGTAT
TTATTTTGACAAATTGAGGTTCCAGCTCTCCTAAAACCCAAGTAGACGTCAGGATTTAAA
GGGTCTGTATTTAAGCAGAGAACCGTCTGTGTTCTTGTGTGTCTAAAAACACATGGGTTT



GGTTTTTATTACATACAGTCTAAAGGACACTTACTGCATTTCTGTTTTTGAGACGCTCCA
CAGAATCAGACTGAAAACCATTTCAGTGGGAATAAGAAAAAAACTGGGGAANGGGGGGTT
GGGATACAGGTTATAGACATGTATGAACTGTTTTGTGTTGCATTATTTTGTGTTTCCTCC
ATTCATCACTTCTGAGTTGGCAAAGCTTGAGAGTTTAACTCCAACTTACCACAGAGAATA
CCAGCTACTACTTTTGAAAAAAAAAATTCTGTACTTGCTGTAAAGTGTGATTGTTGGTCT
GCATCAGAGCTATTTTACAGTTACACCTTTTTTTTGAAGAAATAATAAAAAAAGGA
>CL11064Contig1
AAAGGCTTTATCAGGAGCTTGCCAAACTGGGCTTCCAGTGCTTTAGTAAATGCTGCCATG
CGTAATTTGAAAGAAGAAGAAAAAAAACTCCCAATCTCACGGTGTCATCTGGCAAATTTC
TCTGCCCCTCTTCCATGTGTGGCTTCAGCTGGAAATATCAATAGAAGCTTCTGTTGTGCT
GGTTCTAATCCCAGATGTGAGATAAACATGTGCCCAGCTTGATACTCTTCAGAAGGGTCC
TAAACTCATACCAACCGCAATGCCTTTATTTTGTAGGATAGATTAAGATTTCTTTTTTAT
TATATGAAGTCAGCAGCAGCTGGGTTTTACTCTCAGCTGATGCCTCAAAGCTGACGGGGA
GGAAATAAACCGCCTCCTTCAGAAGATAGTTATACTAAACATTTGCTGGCATGAGTTCCT
CTTTGAAGGAGCTCACAGTATTAAAAATGAAAGACTTCCTGAATAAGTCAGGCAGTGGCT
TCCTGGTAGCACAACAATGTAACCACAACAACCAGCTTAAAGTAGAGAACCAAACAGTCT
CACCAACACTTTCCATATATGTATATATGGGGGCGGGCGGTTAAAATATATTATCTCAAT
AAAAGCAACAATCCAAAATTTAGCAAAAATGAGCTTCAAGATGAATGTAAGGATGTTTAA
TTTGACCAACTGTTAGTTTAGTTTACTGTGAATGACTAGTCATGGTTATACACTTGTAAC
GATATTGTATGGTTATGTATGCATGCATGTATGTACATATATATGCCATTTAATAT
>CL11065Contig1
ACNAAAGTTTGAATTTGTCCCAATGNTCCNANAGNTTCAGCTGTTANTGGATTTTAAAAA
CGNACTCCAANGTAATTGTTCATTCCGNTACCNTTTTGGTNTNTCCNAGGGNTTCAAAAA
GCTTTGGAGGTCNNTTTTCTTTTTTTTTTTTCTTTTAGATCTCATAAATGGTTTCAATTT
TACAAAGCTTTTGACAGTTTGTTTAAAAAATCCCTCTCATTGCTGTTTTGGTGTCATTTG
TGTTACTTCAAGGCTGACCTCTGCTGGATGGACAAGAGGAACTACTGTGAATAACTATAC
ATAGACTTCTGGATCAAATGAGAAATCAGTAAACTTGTTTTTTAATTGTAAATTATATGT
TACAAAGCCCTGACATCAATATTTGAAAGAAACATAAGCTGAAATTTGCTTTTAATGTGA
CAGCTGCTGCTGTATGTGGTAGTCTACAAGGTTTGCAATCACTGTACTAAATAAATGTAA
ATTGTGAAACTAAAAAAAAAAAAACAAAAAAAAAAAAAA
>CL11066Contig1
ATTCGGCACGAGGGTTNGAAAGGCAGGATTAGGTCGGCTGCAGGTACGTCTAACGGTACC
TCGTTAAATTAAGTCGTCGACTTGTCTGTCAAACAGGACACCTGTTTGTGCATCACAAAA
AGACAATGTCGTCAGAAAACCTCGACTCGGACACACAAGTGGATTATGAAGACGAAAAAC
AGGACTCACAGGAGAAGAATGGAAACCCTGTGAAAGTGGAAGAGGCCAAGCTGAAAGCCA
AGTACCCCGGTCTGGGGCAGAAACCTGGTGGTTCCGACTTCTTGATGAAGAGGCTACAGA
AAGGGCAAAAATATTTCGACTCGGGCGACTACAACATGGCCAAGGCCAAGATGAAGAACA
AGCAACTTCCTGTGGCGGGACCGGACAAGAACCTCGTCACCGGAGATCACATCCCCACGC
CGCAGGATCTACCGCAGAGGAAGTCATCCTTGGTGACCAGCAAGCTAGCGGGCTAGCCTT
CATCCTTCAAGGGTCACCCTCAACCTTCCTGGGCCTCCTGGGAAACATCCCTTCCTCCCT
TCTTCCCTCTTCTGCTTCCCTCTTCATCCCCAGGCATCACTGGCTTTAACATATCGGACA
GTTGTAAAAGTAAAAAATAAAAAAACTCCATTTTGCTTGTATGATAGCGGGGTG
>CL11067Contig1
CCTCGTGCCGAATTCGGCACGAGGCGGCCATGTCAGCAAANCAGCTGCCACTATCAGTCA
CTGCTACAATGAAACCCAAGGAGAGTGGGACTTCAACAGTATGACACAAAAGAAACATCA
AATCCAGGTTTCTGGGTGAGACGACCACATTTTGGGACACTGGATGTGCTTTTGCAAAGT
CATACGAACTGCAGGAGACAAGTCCCTGACTTACAAATGTGGAAAACAAAGTGACGGAGA
AAGTCACTGCCAGGATAGGAGCAGAGATAATCGTGTGGCCAACATGCTGCCTTTCTTCAA
ACCTGAGCAACAGGTCAGAAATGTTCCCGTCTCCTCTCTGAGCAGCCGGTGTCACCACTC
CTTCGTGCCTTCTGATGAAACCTTTCTGGATGTTTTTGTTACCTTTTACTAAAAGGCTTT
ATGTACTGTTTATGTAGAAATATATGTGTTTTTACACAACTACAAACTTTGGCAAATATA
AGGCTAAAAAAGAATCACTTTGCTCTGAAAGAGGGGAAGAGTCTTTTATATGGGGAGGTG
TTTTATTGTGGTGTTTCTTTTTTTTAATTATTAATAAAGGCTGCAAAATTAATTGTTATT
TTTTATAAAGATCAGGGATTCTTTGGCATTGAGAGTTCAAACCCATGTTTTATCTGCCAG
TGCGGATTGAAAAATTTGAGAATTTAAGGCACGGTTGCAGTTTGTTAAATCTGAATTTGG
GTTTTGAAGATCAAAGGCAGATTGGTTGGTATGCGGCAGGCACTTTCTCACTGATTTTTA
ATAATGGCGCTGTTTTAGACAATTCAACTGTATTAATGTTTTTAACCTTTATGATGCTGG
GTGCGTGCGGAAAAACAACTTAGAAGCAGAGATGCTAAATAAATTCAGCCTCCACTGGAA
AAAACANANNAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AGGGGGGGGAAAAAAAAAAAAAAAAAAAAAAAACC
>CL11068Contig1
TTTTTTTTTTGTTTATATTGTTTTTATACCTCAAAGGGATGCAGACAGATAAATACAAAG
AGTAACAAAAGGGATTTTGCGAAGCTGCATTTACATCAGGAAGTGTCTTCTGCAGAACAG
GAGGAAACTTTGAGTTGGTTCAGTGCAGGAAAAAGTCCCTGATGCGAGTCGCCTCAATCC



ATGGGATGTAGGTGGCTGTGCGGGTGAACACGCTGGGTTTATTCTCAACGGTGCAGCCGA
TGGGGCCGAAGCTCACCACTCCATGCACCTCCCAGCGGTCTCGGTCCAGCTGGCAGAGCA
GAGGACCCCCAGAGTCGCCCTGGGAGAGGAGGAAAGAAAACAGTGAAGGTACTTTTCCTG
GTCTGAACATCACCAGTGGCTGGAAGGCTTACCTGGCAGGCAGCAGGTGGGTCCTCTGTG
TCTCTGAATCCGGCGCAGATCATAGAGTCTCTGACACGGTCACCCCAGAATTTCTTCTGC
CGGCAGGTTTTGAAGTCGATGATTGGCAGACGGGCTTGATTCAACGCTTCTGCCAGGGAG
ACGTTGTCCTTCCCACCTGGGATGTGTTAAAACAAAATGTCAACACTTGAAAAGTATACA
AAAAAGTCATTTCAGAAACAAGATTTTATTGAAAAT
>CL11069Contig1
TTTTTTTTNTGATTCTCATTTTTCTTTAATGGTCTTATTTTTTTGTATTAAAAGTAAAAA
CACGAGTTTTTCTGGTATAAACACAAACACATTTTGCCGTAACTGAATAAAAATAATTCA
AATATTCCATCAAGTTTCCACCTGTAGATTAAGGGAAAATAAAACCTTTCAAATCTGTTT
ATTTCTGACCCCTCATCCCAGAATCACATGTACAAAAAATAAACTTTAACAACGCAAACA
AAAGCAGTGCGGGGCGAGGCGTCGCCGTGACAACTACATTCAGATGTTTCCTAAAGAGGA
CAGCAAGAACACCCCCCCCCAACCACACACGAGGAAGAGTTTACCTTTCATCAGGTGCTA
AAAAAATAGTGTGATTACCCATAATTCATAGTGTTTACTCCACCTGCAGGTTTATTGGGG
CTCCAAACCCACATTTTTAGTGCTTTGGTTGATGAAAAAAGTTCAAAGTTCCTGTCAGAG
ACAGACACTGGCCCGTCTAGAAAGAAGAGGGCGGGGCTATGTACAACCTGTTTACAACTT
CATTTATAAATACACTTTAAGTATAAATTAGAAAAATAAGACTAGTGTAGTACGATCAGC
TACTGCTACTCATTTAAATGCCAGTCTG
>CL11070Contig1
TTTTTTTTTTAAGGTTTTCTTCATTTATTTATTTGTTCTCCTTTACTTGTAAATTACTTC
TATCATACATTTGTACAAAGGTGCTTTCGTTCGTAAATGACTTCAAAATATTTTAGAGCA
AATCTGTGTCATAGATTAAATGTAAGTCAGCTGCAGAACGACGTCGAGGAAAAGATCAAT
AAATATGAATCGATGGTTTGAAACCCGCAGTCTTTAAGCTGCTTTTCTGTGAAAGTTTGA
GACTTGAACAGGTCATTCTTGATGTTTCCTGCTCCTCTCTGGTTTGTCTTCTATGGTGCC
ACTGAATACTTTCTTCCTCCTCAGCTTCAGCTGAGTACCAGGAGGATGAAGAGAGGGATG
GAGGGCGGAGCTTCAGTGGCGTTCCTGCTTCTTCTTGAAGATCTTGTTGAAAGCGTTCCT
CTTTCGGCTGTTGGAGAACTCGTTCTCCTCCCCGCCCTCCTCCTCCGTGGGGCTCCTCCT
GCTTGTGGGTTGGATGCCCGGCCCCCTGACGCTGCCAGATGAGCTGGACGAGGCTGAGGA
GGAGAAGGCGAGCGGCCGCTCCACCACGTCAGGAGCGATGCCGAGGGAGCGCGTGGAGCA
GGAGGAGCTGAAGGCGCCGGAAGAGCTGCCCCGCAGTT
>CL11071Contig1
TTTTTTTTTTGCTAAGAGAAAACTGTAACAGCACATGCAGAACCTCCTCACTTGCATGAA
ATTATATGTCCCTTGCATCTGGGCCATGAGGTCTTGCACCGCCTGCTTTCTGACCACTTG
GTCAGATGCAGGAGAGGGCGGGCCTTGGTTCACAGCAGCTGTTGGCTCCGCAGCCAGCTG
TGCGGGGGGCTGATGCTGGAGGGAGTTCACCATCTGCTGAGCCTCCACGGTCCACTCCCC
CACTTGGTCTTTCTCTGTGCTGGTGTATGTAGTTTCTGGAATGAACTGTCTC
>CL11072Contig1
GCTCCGATGATGCAGTAACGATCTGAGTCCAGGCTGTGGGCATCCAGCAGAAGGGAGTCC
GTCGAGTGCGTCTCAATAATGGGTTTGGACAGTGGAGGTTTTGTCTTTATGTAGTGTATT
TTCCTCGACACAATAGTAGGAAAGTCAACTTCAAAGAACTTCCGAGGCATTAGGTTATTA
TCCTTTAACCTCCAAAACGTGGTGTCCAGTCCAGCCCCCAGGTTGATTATTTGACAGTTG
CACTGAGTTTTCTTCAGAAATGCGTCAAGGAGAAAGTTGACCCCTTGAACTCGAGCATAA
TAGCCTCTGTTGATTTCCGGTGCCTTTCTTTCTCCTACAGATCTTACAAAATACTGAATA
TATGGATCCTTCCAATAGCCTTTACTGGTAGCAAACCTTTTACAGACGGTTGCATCGTCA
CAAGTAGCCCTAACTGCTTCATCTGCTGTGTCCGTGTCTGTGAAAGGTTGTCGACTTGCC
ATGGACGATCTTATTCCTAAATGATTCTGAATTTCACCTTGCCTGATGAAGCTAGCAGCA
GGAGAACCGCTAAATCATGAAGGACACTCGAGTCTGGGCTTAAAAAACAAACACAGTTAT
TGTTAGAAGAAACAGGAACGCTGTGATTTAAAGAAAAAAAGGTAGCTGGAGTCTCAGTTA
AAAACTAAAATAGGTTTTAGGTCAATTACAGAAAGCTACAAAACGGGGGGAAGGCTAAAA
ACAAAGTACTCGCCGCTTCTAATGTGTTGACAACCCCCGGCCATA
>CL11073Contig1
TGGCTGTGTCGACTCTTTCTTTTTTTGTGTGTGTGCTATACTAAAGGCAGAGAAGCAAGC
GATAATATGTACACTGTATACACAGCACACCCCGCCCCACCCTCGTACCAGAACGTTCCT
GAAAACGGACAAGAACGCCGCCGCCCACTTCCAGAGGCAGCTGTGACCAGGCTAGGAGAA
CGGAAACCCCTAAGAAGTCAAATAAATAAGAAGAAAATGGTTTTACTTATCGGTATGTAC
AATCTCTGCAATTCATGAAACCACATTTGATATCGACATCTTCTGAAATTTCGCAACCAG
AGTTTCATCTGTCATTCAGGTTAATAGAAGAATCTTAGAATATAACAGTTATTTTCAACA
TGAGAAAAGTGCCTCTTTCACACTTTGAGAAATACTCTTCTGGCTACTAGAATAAAGAAT
CATCTACAATAGTTAAAATTAATCTATACAGAAAATAAAACTTAATTTAATAAACTATAT
AAACCTCTTAACTAAATTATTCTAACCATAGAATTTCACTCAGACCGTTCTGCAGTGTTT
GTCAGGATCAGTTTTTCCCAGCAAACCTTCACTTCACGTCTGACGTTTCACAACAGGAAA
AAAAAATAAACAAGTAAAAGAACAACTGTAAGATAAAGAACAGCAAAACCAAAAAGGCAA



AACCGGTAACGAGTTGGAAC
>CL11074Contig1
TAGAGCTCACAGGGAGGGAAAGCAGACTGGAGGTAAAGCTCAGCCACGCTCCAGCGCTGG
ACGGAGAAGATCAGGGGCCTCAGAGGAACCGGATCAGAGAAGCGTCTCAAACATGTTCCT
GCTCCTGCTGCTCGCCGCGCTCCTGCTGCAAGGTGACGCTCAGGACCAGGCGTCTCTGTG
GAGAGGAAACGACAGGAGCNGGGAGGTGTGTTTACAGCTTCACCGTACCCAGCCCTGTGG
AGGCCAGCTGCCCACAGCCTGCAGCTCCAGAAGTGGAGGCTCTGAAGGCCAGACTCGGCG
TGCTGGAGATGCTGGTGTCCCAGCTGAGCGGTAAGAGCCTCCAGCCTCCGGGGGGGCGTC
AGGGTGCTGGAGACAGAGCTCAGGCTGAGCTGCAGGACGCACTGAACCGAGCCGTGGCAG
AGAGGAGTCTGTTGCAGGGCGAAAAGGAGCGTCTGAAGAGGGAGATGAAGGCTCTTCAGC
TCAGAATGGAGGAAATGAGGAGGGAGACGGAAAGGCTGAGGAAGAGACCCTGTCCTCAGA
CGCCGGCGGCCCCGCCGAGCCACCCCCAGAGGGACAGGGCCCCAACGAGACCCCTCGAGG
ACTCCGCGTGGCAGTATGGATCCCCAGCATTCCAGGAGCTCAAGGCGGAGGTGACGGANG
TTCCAGTTCCTGACAGCAAACAGAACCAAACAGGCTGTGGTGACCTGCTGTCAGTTGGA
>CL11075Contig1
TCCAGCCCTCCTCATCAGACTAGCAGAGATGAAGCCCACCGTCTCCGTGGGTTATCGGGA
GGGAAACGGCAACGACCCGGGAGCCGGGATGCTGGACAACGAGGAGTTCTTGTTTGAGGG
TCACCCGCGGGAGCTCACCCAGAACCCGCTGCAGAAGATCTGGATGCCCCACAAGAACGG
CCACATTGCGCACAGACGGGTTTGTATGACCAACTGTCCGACCCTGATTGTCACCGTGGG
ACTTCCTGCACGAGGGAAGACTTACATTTCTAAAAAGCTGACTCGTTACCTGAACTGGAT
TGGAGTAGCGACCAAAGAGTTTAATGTGGGAGACTATCGGAGGGAGTGTTTGAAGATCTA
CAAGTCTTTTGAGTTTTTCCGACCAGATAACGAAGAGGGCTTGAAAATTAGACGGCATTG
TGCTACGTCGGCGCTTAATGACGTCTGCCAGTACCTCAGCGTGGAAGGAGGCCATGTTGC
GGTGTTTGATGCAACAAACACAACAAGGGAAAGAAGAAACACCATTATCAACTTTGCTGA
GCAGAATGGGTTCAAAGTTTTTTTCGTGGAGTCTGTTTGTGAAGATCCAGATGTCATTGC
AGAAAACATTGTGCAAGTCAAGCTGGGAAACCCAGACTACAAAAACTGCAACCCAGAAGA
GGCTTTGGAGGACTTTATGA
>CL11076Contig1
TCGGCACGAGGGATGCTTTCACTTGTAGCCCACAAGATCCATGTACGTCTTTGTTTTTCC
TTGTTTGAGCTGGCATCAGGCTCAAAACTATACGGCTGGATAGCTCACTTCCCTGTTTTT
TATTGAAAAAGAACTTTGTGATTGGATGTTGGATAGGTGCAGTGACGTATGGATCAAAGG
ATGCTTGATTGGCCGTTTTGCATGTCAATCAAGTCACGTACTTCTTGGTAACGATTTTGA
TTCGCTGACGGATTTTTTAGAAATATATATTTATTTTTTTTGGTTATTTGCCTTTGCTGG
CCTGCGATCTACCCTCTTGTCCTTGAAGATCGAACGGTCGATCGCGATCGTTGTCACCCC
TGATCTAGATCCTCTAAACTGAGCATGCTCAGATCATAGTGTTTTGAAGGTAACGAACAC
ATGTCAGCGTTTTCATGTGCTTTTGTAGATGATGATGGATTTTATGGTGCTGTTTCTGAG
TAATTTGTTCTCCTGCAGATAAACTGAACTATGCAGACTCTGTGATCAATAAAGTCACTG
CCATGCAGAGGCAGAAAGAAGCCGACACGTAAGCTGAACCCACCTGAAGACGGTGTCGTT
CCTGTTCTGTAAACGGTTCCTCTAACGCTCTGATGGCTGCTGTCCACAGGTACAGAGTAA
AGGACAAATCGGACCGAGCTACGGTGGAGCAGGTGAGGCTGGCAGGGCGAAGCTTTTCAT
TTGAAAAGCCTTGCCAAACTGTTGATTTCACGTGTACAGCCTGTCTGACTGCACATATGC
AGACTCGGCTGTTTTTACGCGAGACTCCAAACCTCATTCATGAAGATTTCTGTACCCTAA
ATAAACCAGGTGCAAATGTGTGTATGCCAAACTCAAAGCAAA
>CL11077Contig1
GGCACGAGGCAAAACTTGGAATACTGTTAAAAACAATTTTGTGCAAAGATTAATTAAATG
TTCTTAAAAGGGTTTTAATACAAATAAAATGAGCTTAAACAAAACTAAAAACTAAAATAT
ATTGCTAACATTAGTATATCTACACTATTCACTATGTATGAGAGTTTACAAAAATGTAAA
ATTGAGTTTCCCTGTGCCAGTCTCCACCCCGGATTAAAATACAGGGTTGTGTCTGGAAGG
GCATCCAGCGTATTATGTCTGCTAAACCACCTGTGCAAACCAGTGAAAGCTGATTCCCCG
CAGTGACTCCTGACAGGGTAAGGGGTGAACAACATTGATAATGCTGAGTGTACTCTACCT
ACTCCTGATCTGTTATAGTTTATGATAGACTGCAGCAACTTACAGACTAATTAATTGATT
GATGTTTAAGGATTTCAGCAGGTCATTGAAATATAAAATATTTAAGAGTTAAAATGATGG
ATGAAATTTATAGATCTGGCCTTGGTCTACTGTACTCCACCTGATGCCATTGCTTTTTTG
TATTATTGTTTTATTTTATTTCTCTTTTTTTTATCTTTCTGAGATGTTCAAAATAAATCA
GATNA
>CL11078Contig1
CATTCATTTGAAGGCCCCATCGAAAAATCATCGTTTCCCGGTTTGTTTGTTTTTTAAGAT
GATCATAGTTTTGTTGCGGATCCTGAGTCGCAGAAAACTACAACAGACTAACCAGGAAGT
TAGTTACGTTACAAGACTTTCGACCCACTCCCTTGTTGTGCAAATGTGGATTTACACAGC
AACTGGAGACTTAAAGAAGCCGAATTTTTCAGGCCTAGCTGCTGTGTATGTGCATGGATG
ATATTTCTGAATCCCAATGGTTTGAAGACAGCATATCCAGCAGTGAGACAGAGAGCTAAA
GAAGATGGCTGCCATGAGGGCTCACAACATTGGTTTCTACAAGCCAAACCGCTGGCGTGA
TCGATGCCAGGTTCTTCCCTTATGATGGTGCAGTTCCAGTCGGTTAGATGTCCATTTCAA
ACTGAGAGTCATCACCTGCTGCAGGCTTTCCACCATGATTGTTGATGTGGTTGTTGGCCT



CATTTTTCTGGTTCTCACGCAGGATGTTTTGGCTGGTAACTCCAGGAATGACAGGCAGAT
GTGCTGGAGGAGTCTGGGCGATGGGAGAGTTGCGCCTGTCCAGGAGAAACTTCCGGTCAT
AGATGATACGAGTTCCTCCAGGAGTGGTAGAAAATAAAGTGCCTCCGGGGGTGGTACAGT
AGTCATGAGGTAGCTGCGTTGTGTCGTTGATCAACACCGTCCTGGTCGGGATGGCCCTGC
TCTCGCTATGCTAACGACTAGTAGACATTTTTCTGCTTCCGATTCGGTGACAATTCAAGC
AGCTTTGGGGAATCTAGATGTTTATTTCCCGACAGACGGTGAAATCACGGGCCGTTCCGC
ATTGTTCTACTATAGTACACAAGCTACCCTGTCTCTCCTTTCGTCCTCCCAGCCGTCAGC
ACCGTCCCCTCACTCAGC
>CL11079Contig1
CTTTATAGAAAATAGTTTACACCTAATCCAAAGCAGGTCTAAGAAAAATGCAGATCTTTG
CCCAAAGCTCGGCTGCAGGAGGGACGACAGAAACATCTCTGCTGCAGCTGTGCTCTGTCA
TTCCACTCTTTCACAGTCTTCCTCATATTTAACTGGTTTGATGGAAAAACAAAGTTTTCT
CTTCATACATGAAACTCAAAGAAAGCAACAAACTCCTCTACAAAAATGATATTTCTGAGT
GAGGGTCACTCCAAAGTCTAAAGATCTAAAGGACTTCAGAAGTTCTCCGCCAGTTCCACG
ATCCTCTTGCGTTCAGTTTCTTTGAACTCTTCCGTCTTTCCGTCCCCTAAGCTCTCAGCG
TACTCTCTCATGATGTGGCGAACAACTTTGACAGAGCCTCCTCTGAGATTGAGAATCTGA
TGCACTCTCTGCTGAAGCTGTGAAATCCCAGAGTTGCTGATCTCCACCATAATATAGCAG
ATTAACTGAAGGACAAATAATCCTGCATCCAAACGGCGAAAGTAGAACTCGTCCTCCATG
CTGTCGTCCAGGATTTCTCCACGCTGAACCATCTCATGTTTCTCCCCTTCGATTCTCTTG
TCAGCCTGTTGAACAGCCTCCAGGTACTTAAAATGCAGCTCCATCAGTCGATCAACCTTC
TCGCAGTCGTTCTCTGTGAACTTGTTGAGGAGTCTGGTTCTTTGCTGTGATTTCAGATTT
CTCAGCATGGAAGCGATGATTGAGCACACGTGTTCTTCGTGCTCCTTTTCTGGAACACCT
GCTTTCTTCATCTTCTTAGGCGTTTTCATGAAAAGTGGAAAGATGGTTCGGAGGACGAGT
TCTACTTTCGCCGTTTGGATGCAGGATTATTTGTCCTTCAGTTAATCTGCTATATTATGG
CGGAGCCCGGCCATA
>CL11080Contig1
TCGCAGTAGCAGCTGGTCGGTTCCGTATGAGCTCCAAAGCTTTATTTCAGCGAAAGACCA
TCTAAGCGTGACGTAAACCAGAGCAGTAGTGACACACGATCGGAATGACCGTTTACATGC
TCCACGATCGGATAAATGATCGGTATAACCCACCTATCTCGATCGGAAAGAAATTCTGAT
CCGAACGAGTCTGATCGGGGCAGAGTATTCCGAACGGCGCGTTTACATGACGCATTTTCT
TTCCGATCAGGCGTTCATTCCGATTACTTTTGCCCATGTAAACACGGCTATTGTCGTGGG
TGAGAGGACACGGAGCAGCACGATGAAAGGCTTCACAAAGCTCTACAGAGATTTGAAGCA
GAGCGACGGACATTAAATGAAAAATGTAAGTTCTCTAAAGATAAAATTTCTTTTGTAGGC
CTCTGTGTTACAGCTGAAGGAGTGTCCCCAGACCCAAACAATTTTAAAGCTATAATGGAG
ATGTCCGAACCGAAAGACAGAGGGAGTGAGGAGAGTTATGGGCATGGCCAACAACTTAAA
GTTTTTCCTTCATCTGGCCTCATATTCAAAGCCATTTGAATCTGCTAAGTGAAAAGAACG
AATGGCTTTGGGGAAACGCTCAGAAAGAGGCTTTTTAGAAACTAAAGACTGAGTTCACCA
CGGGTACTCGCTCCATAGTCTCTCGACGCAGTGTATGACAGCTGC
>CL11081Contig1
TTCGGCACGAGGGGTGAACTGAGGCGTGTGTTCCTGGTGGAGGACCTGGTCGACTCCATC
AAGTTTGCTGTCCTGATGTGGATCCTGACCTACGTGGGCGCTTTTTTTCAATGGGCTCAC
TCTGATTATTCTAGGCCTGATTGCAGCATTCACCTGTCCGATTGTCTACGAGAAACACCA
GGCCTCAGATCGATCACTACGTGGCTCTGGTCAACAACCAAGTCAAAGACGTCGTTGGAA
AGATCCAGGCGAAGGTTCCTGGAATGAAACGCAAAGCGGAGTGAAGAAAAGCAAAGTCAA
AGTTTGGATTCTGGAAGTTCGGATCGGGATGGTTTGATGGAAGGAGGGGGGGAGGGAGGG
GGCAG
>CL11082Contig1
GAGATTTCCCACCAGCTGAAGGACGAGGNACGAGCGGCTGCAGTTCTACGACAACCTTCC
CAACTATGAAATGAACATGGCGGGAATTCGGGGACGCGTCTATAAGCACAGTGTCTACAA
AGTGCTGGACGAGGATGGAAGGGCCCACGACTGCGTGGTGGAGTTTGCCACACCCGTGCT
GACGCTCTATAAGATGTCTCAGGAGAGGAGCGCCGGCTTCGGGGAGTCCGAGCGCAGGCA
GCAGGTTCTGCTTTTCTACAAAACCCTGCAGGACATCCTGGAGGGATCCTTGGAGTGTCG
CAACCGTTACAGACTCATCCTGCTGCTCGATGAAACTGAAGATGACCCTCACTTCCTGTC
CAAAGCCATCCTGAGACACTTGAATCAACAAGAAAGGGAAGAGTTCTGCCTGAACCCAAT
CCCTCAGCAGGAGACGAACTCGCCCGGGGCGCCCATGAGCAGGATGCCCACACTCATGAT
CAGCCTGGAGCCCCCTCAGCCTCTGAGAGACCCCGCTGAGGACAGTTATGAGTAACATCC
ACAGGATGATGGTGGGATCTGCTGCCGCCTTAGTTAAAGACACTCAAACTCCCATTAAAG
ATACGCTCACATCTTTAAAAAAAAAA
>CL11083Contig1
GGAACGTAGCATAAGGCACATTAAGNCGAGNACATACCAGTCAGAGATACATCAGTCAGC
CCGACTTTATTAACTGTGCTCACAGTAACTCTAGAATTTGTTTGTAACACGCCACATATT
AGTCACAGTGGCGTATTAACAAGACCTGTAACTCCCAACCTTGCTTAAAACATGTTATAA
AAAAGTCTGACACCGCCAAAATAAATACGATAATTATGACTTTGACTAGTAACACGACAA
AAATGTCTGACGCAGCTACACGCTAGCTGCATTAGCATATTCGCAATAACAGTCAACTTA



GCATTTTGACCTATCAAAGTCGCTTTGAGATCAATTAGCCCAGCCAGAATAAATCTATTT
GGTGCTCCAGATGTTAAGGCACACTGTCAGAAACGTAAGCTTTCTAAGTGTGCCCTTTAA
TTCAGAAAATGCAGTGGGTGAAGAAGTTTCTTAACATCTTTAAAGATGGTTTAGGAGGTT
TACTGTAAATAATCCAGTGTGGTAAATGTAACACATTCTAAAAAACTGGACCAATCTGGC
CTGGCTTGGTTAGCATTCAAGATTTAAAAGAGTTTCACTAACTTTCTGTACTCTTTTAAA
GTGAACTTTTTTAAAGCATGAACAAACAGATATTTTCTCCCTGAGGGAGGTTTTTAAAGG
TTATTTTTCAGGAGACAGTTATAGACTTGTAAATTCAAGATATACACTGCGG
>CL11084Contig1
GGGTATTGTATCCCCTCCTTTTCCTCTTTTTCCTCNTCCTTTCCATTTTTCTTGAGGGAT
TTTTGATGCACCGTTGAAGATTTCTCTGAAGGAAAATGTGAGGCCTTGAGCACGTTGAAG
ACTCTCTCTGTCTCTCTCCACGTTCTCTCTGTTCCAGTCTGAGGCTTTCAATTGTTTTGG
TAGCAGTCAGCTTTTTGGGCTTTATCTTTTTAAGCAGAATCCACTGGTCACATGACAACG
AATTGGGATCTTTGTCTAAAAGTTTATCTTTAATGGGAGCCCTCATTCTCCTCGCCTTTT
GGTAGAGCTTGTGACAGATGGAGCACACAGCTTGTGAAGATGCCGGTTCCTTCAAAGCCG
CATCGTGTCGGGAGGAAGGTCCAGAAGCGACGCTGCTGCACTCCGACCAGCAGGCCTCAT
TGGACCCATCCTCTTCAGTATCAGCCGGTTCCACAGGGCTTCTGCTCCTCTCAACACCCT
CTTCGTCAGAAATACTAATCATGTCGGATTTGCTGTCTTGATCGGAGCCAGCCTCACAGC
CATCAACCTGGGTTTTCTTTAACGACGACCTCCATCCCTGACTTCTCAGCCGGTAATTTG
TAACTTTGTTCTTGGGCCTGGAGCTTTTCTGAATATGCTCACTGAGGCCCTCCAACAATT
TAGAGGAGTTTTTGGGAGGTACTGATCTCATCACCCTAAAACAGAGTTGTTGACGTCGAC
AAAAAGTTCGAATCTCCCCGGCCATAATGCCCGGGTTAAACGG
>CL11085Contig1
CGAGGGGAAGGCCAAGTGGGACTACAAAAGAAAAATGGAGGACCACCTCTCCAAACAACA
ACCCTCGGCAGGTGTGGAAGGGACTACAGCACCTGACCAAGTTCAGGGGACAGACCAGCA
CCGAGGCACACTCCAGAGCTGCACTAGCGGAAGCGCTGAATGTGTTCTTCTCACGCTTTG
AGACCACACCACTGCAGTCTGAAGTCCCATCACTGTCCCCACTGTGAAACATGGAGGAGG
CTCAGTTCTGTTTTGGGGCTGCTTTGCTGCATCTGGCACAGGGTGTCTTGAAGTTGTGCA
AGGTAAAATTAAATCTCAAGATTATCAAGGCATTCTGGGTAGAAATGTGCTGCCTAGTGT
CAGAAAGCTTGGTCTCAGTCACAGGTCATGGGTCTCCCAACAGGACAACCATCCAAAACA
CACAGCCAAAAAACCCCAAGAATGGCTCAGAGAAAAGCGTTGGACTATTCTGAAGTGCCC
TTCTATGAGCCCAGATCTGAATCCCATTGAACATCTGTGGAAGGAGCTGAAACATGACAT
TTGGCGAAGACACCCGTCAAACCTGAGACAACTGGAGCAGTTTGCTCATGAGGAGTGGGC
CAAAATACCTGTGGACATGCGCAGAAGGCTCATTGACAAATACAGAAACCGTTTAATTGC
AGTGATGCATCAAAATNTGGCAACAAAA
>CL11086Contig1
CTCACAGCGCCAGCGTGTCTTTGATCAGTCTCCTCATAGTGGTGCTCACAGAAGTGCCCA
GGGAATCGGTGATCTGGTAGGTGATTTTGTACAGATACGGCTGGACGTCTTTGAGGCTGG
TGTCAAAAACATTGTCCACTTCAGACTGTGTGGGCATTTTGGGCAGATATTCGTTGCGGT
TTATGACCTCGACCACGTTGATGACCTTCTCCCCCAGTTTCTCCCCCACTTTCTCTCTGC
AGATCTGCCTCTCCTGCTCATTGGCCAGGTTGACGACGTTGACCTTAATGGTCCACACCT
CCCACGGGATGCACTCATCTGAGAAGGGCCAGCGAGACTTCTTCTTCTGGTAGAACTCCA
AGGAGATCTGACCCATGCCGTCACTCCCTGAGTTGTTCAGACCATCCTTAAACTCGCAAA
CGGCTTTCCTGATCACCCGGTCCAGCTCCTCAGACGACACCCTGACGAAGGTGAAGTCGA
TGAAATCGCAGTCACTGTCTGCTGTCCCCACGGTACCGATGGAGTACGTGCCCTCCTTTT
TGTAGTGAAATTTCCCGGTGCTGCGATGCAGCAGGATGGTGTGCAGTAACGCCAACATCG
CTTCATCGATCTGCCGCGCCTCCACGGTCACCTCAAGAACCTCCGAGCGGCAATTCATGA
TGTATTTCCCGGTATGAGCAGCAACCCGAGAGAAGGGACGCTAGCTCCCACGAGCAACAT
TCGTTCCCCCCGGCCATA
>CL11087Contig1
GAGGGCCGGACGTAGGTGTTCGATTGTAAATCAGAAATGAGTTTAGCAAACTTCAACCTG
CTGTCCTGGAGGCTTCACGCATTTCGTGCAGGGAACATGAAGAACACAAACTCGAGGAAA
TCGAAGGTTAAAATTAAATGATGAACAAACTCCGGATTGTCTGTCTGAAGATCTCGCCGT
TCCTTGTAACGCTTCTGGATGAAGATGAGAGTATCAGGCAGTAAAAGGGAAACCTGCATC
GTTACGCCACATCATTCTGTTCAATCTGATGGAGACCTAAAGCAACGGCCGTCTGACATG
TTTTGAAGTTCTAGCTTGGTTTTCTTTAAACCTTTTGTTTCAGAGCTTCCCCTCCAATTA
ACATTTATATAATCAACAGAACTTTAATGTATGTAGAAAATCAATAGTTTCTGTTGTAAA
AAAATTTCACGTGTAAAAGTCATATTGCAACTGTTGAGGTAAACAGAAATACTCTCATAT
TCAGTCCTAGTTTGCACTTATTTCATTGCTTTGATTTAATTACTTGACCAAAACAACACT
TGCTAATTACTACACTAAGTGACATTAATAAATGCTGGTCTTTCTGTTTTTTATTAAAGG
NGTTTTGATGTTATTTAGTCTGACCTTGTTTTATTTTTGTCCTGTTTTAGACCAGCTAAT
GTCGTTTTACTACATGAACTAATCTGCTGTTAAGATAAATTAATAAAATTGTGATTTTGA
AATTCTAAAAA
>CL11088Contig1
GCCAGCAGATGGACCACACGGCGGACTTCCAGCACNTGCAGCAGCCGTGGACCACCAGAG



ACGTGTCGGTGCGAGTCCACGGGGGGTTCAGAGTCTTCGGCTTGTACTGCCACGGCTTCC
TGGCGGGCTACGCCGTGTGGAACGTGGTGGTGGTGTACATGCTCGCCGGGCAGCACCTCA
CCGCCCTGGCCAACCTGCTGGAGCAGTACCACAGCCTGGCGTACCCGTCCCAGTCGCTGC
TCTACATGCTGCTGGCCATCAGCACGGTGGCCGCCTTCGACAGGGTGAACTTGGCCAAAG
GCACGGTGGCGCTGCGGGAGTTCATCACGCTGGACCCCGTCGCCCTCGCCTCCTTCTTGT
ACTTCTCGGCGCTGGTCCTCTCTCTGAGCCAACAGATGACCAGCGACCGGATCAACCTCT
ACCCGTCCTACAACGCCACCTTATGGCCGCCGGGCTCCGAGCACCAGATCCTGCACCCCT
GGGTGACCGTCAACCTGGTGGTGGCTCTGCTGGTGGGCATCGCCTGGATATGCGTCGCCA
CCAGGCCTGAAGCCGACTACACCGAAGGTTACCTTAGAGCCATGGAGGTGGAGGCACCGA
AACCCGAAGAGAACGCAGAGATTACGGCCTGAGCTCTGCGATTTTTATCATCTATAGATT
ATTTTTGTATTTTTTTTCATTTTACTTT
>CL11089Contig1
ATTGAGATAAGTCGAAGAGTAACCCTGGAAGAGTTACCGCCTGTTCTGGTGCTTCATCTT
AAAAGATTTGTTTTTGAAAAGACTGGAGGCTGCCAGAAACTCACTAAGAACGTTGATTAT
CCTGTTGACCTGGAAATCAGCAAAGATCTTTTGTCCTCTGGAGTGAGAAGCAAAATATTG
AAAGGCCAAAGAACTTATAGGCTCTTTGCAGTTGTCTATCACCACGGAAACAGCGCAACA
GGCGGACATTACACCACGGATGTCTTCCACATCGGTCTTAATGGCTGGCTGCGTATTGAC
GACCAGACAGTGAAGATTATCAACCAGTACCAGGTGGTGAAGCAGACTGCGGAGCGCACT
GCATACCTGCTGTACTATCGCCGCGTAGACCTGCTGTAGACGCACACATGACACCTCTAC
ACACACAACTTGCTTACCAACATGCGCACGCATGCACACAAACACACCTTCAATCTCCAA
ATACACTTGAGAAAATGATACATCCAAATGCACACATCAAACTAATGAACAGGAACACTG
CCCAACTTGTTTTCTCGCTAGAGTTTCCTCTTCTTCCCTCCTGCCTCTGCTCTACTCAGA
ACCAGCTTTTCCAATGCATTTTTCCTCGTCACAATTTTTTAATTTTTTTTTTGAAGAAAA
CAAGTTGCATTCACAAAAATGATCTGTGAATAATCTATGCTCCACG
>CL11090Contig1
TCAAAGCAATNATCTGAATGACTTTTTTCCTCTTTTTGTCCTGCTACACCCGTCTTTGTT
GCATCTCGTTTGGTATGTGTGGGTTGGATGGTAGAACAAAGTTTGCTCAGCTTCTCCTTC
ACGCGCCACCACAAGATTACTTTTAAGTAAATTCAAAGACTTGTTTCTGCGAAATTGATC
ATTCTTGAAATTTGGCGACAAAGATTGTAAACTGCGGCCTCTAAAGCAGAGTTCATTTTA
GGACATCCTCAAGAGTCGGGTTCAGGTTGTAATCCTCAATCAGGCAAAAATTAATTATGT
CTGAGTAAATTTGTCTCAAGAAAATATGAAACACTGTTGAGTCAGATTTTAATCTGCCAA
GCCAAAGTCTTCCTGAGACAACACACAGCTTCGCTTAATGTGGACGCCCATCCATGCTGT
CCATCTGCGGGCAATGCCGTGTGCTAGCTCAGTTGTGACACAGGAGTTAAGGCATTGATA
GAGGCACTGGAGCAGCATAATTAGCAAGGCAGGAGAGCTCGCTTTCACTGTGGAATCGTT
GACACACAAAAAAAGGGTGACACAGCTAAACTGACATTGTGGCAAATACGCGAATCGATG
CTGCTACTTTCGAAGAGGCTTAATCAAAGATCAGAGCGTCGATGGGAAGAGTACAGCCGA
ACGGAGCCAGCTAATGGGGGAAGTGGAGCAAAAACAAACAGAGGAGACAGAAGCAGGCAG
TGAAAATCCTCAGCTGTCTTACATTAAACATACCCAG
>CL11091Contig1
CTCTCTNTCATACATCTGAACTATTTGCACTTTGTACACTGAAGTCAAGGCATTTGGCTA
AAAAAAAAAACCAGAGGAAAATACCAAGAATGTCTTCTCTCGTCTTAAAAATCTGNGGTC
ATGTACAGGAGGAGTCGACTACAGACAGCCGAGTACTTCCAGGGAACCTGACTGATCCAC
TTTAGCGAATTGTTTCAGCCGCAAAACCCCTTCATCAGCACCCGATTCTATCCGNGGCTC
TGCGTGAGTGAAGCGTTTAACCATTAAAGCTGTTCGTTTTAATAAACAGCATTCTTCCAA
AACTTCAAGCAGCTCGAACCTCACACTGCAAACTTCCCTTCAGCTGTCAGTAAGCGGCCT
TCTTGGGTAAATCTGCATCCGGTCACAGTTTACTAAAAACATCCCATTTGGCAAAATAAG
CTTAAATTCAAACCAGAATGNGTATGGTTACAAAAAACATTTGACTGAACGATGTTAAAA
ATTACAAGTTTGCGATGCTCTTCAAAAAAAAAAGGAATAGNGATGACATAACAAAAAATG
TTGGACAGTTTGGACAATCAAACTATTAAATTATAGCCACTTTGAATAAACATTTAAGAG
GAGTTGGTCAAAGTACAGCACAGGGCAGTTTTCTGCTCCTTCCTTCCACAAAGNGAGTAC
TTCANATCATTTGCATGTTTCATTTGAAGTTCAATCTCTTCATCAGGATANAATCAGTCT
GAAGCTTTGGAATAATCCACAAGTCTTTTATCGCTTTGAAAGGATCCCAAGCATCCATTA
GACCCTCATANAGAATACCGCTCTTCAAAATACGATCCAAGTCCAGTTTAAAGTTCACAT
TTTCCTCAACCACAGCTGTTCCTCTTCTTC
>CL11092Contig1
TCGGCACGAGGGTTGCCCATCAGATTGTGCATTACCAGCTTTAGTGCTTCATCCACAACC
ATGTCAGCGTTACACCTCAGCTAACAAGCCTGACTGCCTTAACAAACTGAATGTGTGTTC
AGGACATTGATAATCATCCACCAAAGATCCTGAATCCATATCAGACCCACTCTGAGGATG
GTAAATCGTTCTTCAGTTGTGCTGGAAGCTGTTCTGCGATTGCTTGCTTCATCATTAAAG
GCAGAAAAGACCGACCAGGCCTCAGGCTGCTGATGGGATGCTATTGCATTTAGACACAAT
CTTGAAGGCTCCTGATGCAGAGGGCACTTTGCAGCCCTGCTGTTTTGACAGTAAACATCC
GTCCCACTTAACCACACATCTCCTCTGTTGCTGCTCCAGTGGATTTTAGTCCAGGTGTGT
GATGTGCTGTTACCTCAATCTGTGACATTGTCTGTGAAAAATCTTCTCTTGGGTCACAAA
TGCAGGGTCAAAAGTCATTTGTGCCTTTTGTTGCGCAGACTACTCCCTCCTGAGTGTAAA



TGTGTGTACAGTTTTTTTTATAGATAAGACATTGTGCATGAACCTAAGCCATGTAATGTT
TTACATGTAAATATTGTAAAAAGATATTTAATAAAAGATCAGTTCTTCCCTCAGCAAAA
>CL11093Contig1
CGGCACGAGGCATCCTAGCATCTCTTCTGCTAGCTTAGCTTCGCGCCCTACAGTTCCCAC
AGACGCACGCGCCGCCGCTGAGCCGCCGCGAGGCCCACCCCGCCGTCAGCAGCCGGCTCT
CCTCTGCATGGCGCGAGCCACGCAGGTCGCCGCTGTGGACGTCCGTGTTTAAGGTCAGCC
CAGCCTCCACGACAGGAAGCTAACAGCACCATGGACGAGGGAGGGGGGTGTGAGGGGGTT
GCTAGCTTCCAGCTTTCAGCAGATGTGTGACCTCGCGGACAGCTCACCTGGTTGTAATGG
ACCCGGAACGGCTTCAGGTAGTCGGACTGTGTGCACGGAACCACTTCGACGTTGTTGATC
TCTTCCATAGTTTCCAGCTCGAACTCGACCGGAGGCTCGGAGATGCTCGTCTGTCCCCAC
ACACTGGAGCGACGTCTACGGAAGCCGAGAGGCGACCTGACAAACAGACGCGACAACAGG
AATTCAGGGAGGCTGAAACCAACAAACAAAAACTTAAAATGAAAGATCTAAACAACTACA
TTGAGAAACAAGATAGTTTGTATGCGCCAACATCTATTATAACCTGATTAAAAATAGTGC
AAAAACATCTTAAAATAATATTCAATAAACTTCAGCTGCTGAAC
>CL11094Contig1
GAGAAGGTCTTTTTGGCTCTGGCAGAGGTCTTGGGGTCCAAAGTGTCCCTCTCCAAAGAT
AAGTACAACACCATGTGCTGCCTGGAGTCAGAACAAATCAAGAAACGGATAACCACCGAC
TGGAAGGGAGCACAGGTCCACGTGCTACCCATGATGCAACTCACCTTCAAAAAACTCCAG
GATCACCTGGCGCGGTATTCGAGTCAGTATGATCAGCTTGTGGCCTTCAAACCCACAGGC
TGGACCTTCAGCCAGCAGGTGGGATCAGTGGATGACATCCAGCCTCAGATCAGTGGAAAC
GTATCAGTTTATGGAATCCCCTACAGTGAACACAGCAGCTTTCTGGAGCTGAAGCGCTTC
GTCCAGTGGCTCAGGCCGCTGAAGATCATTCCCACCGTTAACGTTGGCAGCTGGGCGAGC
AGGAAAGCCATGGAGAAGAGTTTCAGAGAGTGGCTCACCCAAACAAAACCGTAACTTGGA
ACCAACAAACCTGAGCAAATCCTGGCCAGTTTCTAGGAATATACAATACTTGAAGAGGTT
GGAGGTCTTTTAGTATGAACATCTATGTTATTATTTTACCATTGATGTGTTCAATAAATG
ATTACATTTAAAAAAAAAA
>CL11095Contig1
GGGCCTGGCAGGCCCGAGGCACTGAAACCTGACTGGCCTGTCGGCACGCAGACCGCAGTG
CTTTTGAGCATTTCAACTTGAGCAGGAAGTCCAACAACAACGAGAAGAGTCCTCCGCCGC
CTCCTTTTTCCAAGCTGTCAGCCACATCTATAATTACGTCACAAAGAAACAGTCAGCAAA
GCAGCAGCGTGTCCCAACACTTCCTGCTCTCAGGATTTTGTGGTTTAGGTCGCACAGTGG
CGCCTCCTGCTGTTTTTTCTTTCTTTTCAAGATGGTGCTTAACCTGCGTGACAGAGCAGC
AACTGAGTTTGTTGTAGAAAAACGTAGATTTGAACTCAGTTTGTACAGTTTATGTGCATG
TTATGACCTTTTGTGTTTTTGACTATTAGTTTCTGAACGCATCTGTCAGCACTTTTTATT
TCTATTTTTTAGTTTAACCGAATCGTGAGGCTTTCCCTCATTGGACCACTTCAGAAACCA
TCTAGGTTTTTATTTTTTTGGTCAAGAAGAAATCCATGGTTGAAGCTGCTTTGTACATTT
GACAGTGAACTGTTCATATTTAGCCACTTCAGAGGAGACTTCTTGACACACAGCAGGACT
AAATCCTAACTTTCTCAAAAATGTCTTAAGATAATTTAACATGTTATAATTTTAGACTTT
TCATGTGATCTATTTTTGTTTTAAGAGAAT
>CL11096Contig1
TTTNGCCCCCCCCCCCGGTAGACCTGCAGCCGTGCAGGTTCTACTGGACCTCCTCGCTGA
GGACTTCATCGATGAGGACGTCGTTGGCGTCCACAGGGATCTCCTCACACAGCTGCTCTT
TGAAGGCTAGCGCCAGCGTGTAGGGCTTCCCGCGGGGGTGTCCGCTGCAGCGCTTCAGGT
ACGCGTCATAGAAGCCTTTCCCCCGTCCCAGACGTCTGCCGGCCCGATCAAAGCCCAGGC
CCGGCATCAGCATCAGGTCCAGGCCTCCTGAGCTGAGGGCCTCCTCTCGGCTGTGGTCGT
CGTCCGGAGGCTGCGGGATGTTCCAGGACGTCAGGGGGAGGCCGTCCATGTCCTCCAGGC
TGTGCAGCCTCAGCATGTCCATGTGGGAGCCGCCGCCGCCGTCGTACCGCGGGATGAAGC
AGCTCTTGCCCCGCCCCAGAAGGTCTGCGATGATGTCTCTGGTGCACACCTCATCGTCCA
TGCTGAGGAACACGGCCACGCGCTCAGACGACACGTACTTGGGGTGGGCGAACAGCTTCT
GCGAGAGCACGCGGGACTGCCGCCGTTTCTCGTCCGGGCTGAGCGCGGCCACGCGCCGCT
TCATCTCCCGCCTGAGCGCGTGTTGGCAGCCATGAGAGCG
>CL11097Contig1
TTTTTTTNTTCAGAAAAGTCTTAATATTTTATTTTGAAAAACAATCCCCATGTCTGGCAT
GGTGTCCACAGAAAGCAAACAGAAAAGAATGTCACAAACCCAGACTAATTCTCACAGTAG
ACATCCATTAAAAGGACCTTTCCCCACATTGTTACCATAACTGAAGGAATGATCAGTTTC
TATATCACGTCTTAAGGACAATTTTGTTCTGGACAAAAGGTTTTGTCACATGACAAATGT
TTTAAAAGTGACAACTTAGCTTTAAAACCATGTCTTTGTAAATACATTTACATCCTTTCT
GTACTAATATTACAAAACACATTTTCAGTTACTGGTACATAAAAAAATGACATCCAGACA
AAAATGAGAAGAAACAGTAAAATAAACAGAGAAAACAGCGGCTACAGTTCCTTGCGTCTC
AGACGGATGTGGTCGGAACAGAGGCATTCTGGGTCACGGCCACAGGATGGAGCCCCATAT
CCAACGATGGAGATTTTTCTAGAGGCGGGGGGCTTTTCCCTC
>CL11098Contig1
GNTTCTTTATTAAAATACTGCTGTACACACAAATGTTGCAAAATCTGAGACAAGAACATA
AGTGGGGCAAAGCAAAAGAAAAAGGATATAGTAAGATGGTGATTTTAGGTGTTTTTCTGT



GGAGAGGTGGTCAATAACACAAAGTGGAGTGTGTGCAGTGATGTGGACTACAGTGATATG
AGCACTGACATGGAGTCGGCGGCGTCGAGGGGCATGCCTTTGTGTGGGATTGTTTGGGAG
GGGGTTCCTAAAGCACTACATCCACCGAAAATGTTTAGGTCGCCGATTTGGACTCAAACA
GAGACGTTTCTCCATCCAACACAAATGTTACCTGCACTTATGTTGCGNTTCAATAACAGA
TCTTTGAAGAAAATGTTTAAATGTAACCCAGACGGCTCCGTCATAACTCAACAGTAGCCT
CCTAATTGTGACCCTTTACACCTTTTGTGTGGACACATTCATAATAAGACAAAAGGGAGA
AGACTCAATCTGCAGTCTGGCTGATTTCAATAGCTATTCCTGCAGGTTAAGTAAATATTC
TCCAAATTTGATCCCATTTAAACTTGTAAAAATTGATCTGTGCTTCAAGGCAACATGAAA
TCCCCTCGTAACATGATTCCCGCAATGCCTTCGACCTGTCATTAACCCCC
>CL11099Contig1
CACAAACTGCTGTGAGACTCTAAGAAAAGAAAAACTCTCCTGGTGGTGTAAGAAGCTGGG
GGCGCGGAGAATTCGGAGACTTCCAAGACGGACAACAATTACCATGAAGTCGGTATGCCT
CCTCATTTTGGCTTCTCTCGCGATCTGCAACTTCACGGTGTCCGATGCGCAGAGCATCTC
TGCAGAAGATGAGACGGACCGAACCACCACAACTGACGACATCATCCTGAGGAGAGCAGA
AAGTCTACTCCTAAGATCCCTTCTCAAAAAGATGCAGGATGAAGACGACATTAATGATGG
GGTTTTCGCACAACAGGATTGGATGGCAAAACGACAACATCCAGGTAAAAGATACAGGGA
GGACCTGGAGAAGCGGCAGCATCCGGGCAGAAGAGAGGAAGACGAGGACGAGGAGTACTT
GAACGCGCAGAAAAGACAGCACCCAGGCAAGCGCGAAGATGAAATCCAGTCTAGCATGGG
ACTCCAAAAAAGACAGCATCCGGGAAAGCGCTTCTTGACGGGACACATTTCTGACAACCC
CATCATTATGCTTGGTGAACTTTTCCAAACGCCAACACCCTGGAAAGCGTTACCTGGTGC
TCCAGAGTAAGCGCCAGCATCCAGGTAAACGCTACCAAGATGATGAGGACAGCGATGGAG
ACTGGGAAGCAGCTGAAGAGGTTGACCTACCTGAGTTGGAAAAGCGTCAGCATCCCGGAA
AACGATTTTGGGATAACTCCAATCCGGAATTGGGCAACCCCGTGTGATGCCTTGGAACCT
GATATTGCAGTAAAACAAATTTGCTGCTCGATTTTTAG
>CL11100Contig1
ATTCGGCACGAGGGGGGTGTTTTCAACGAACTACACAGNAAACTCACCTGGATGCCTTTA
GAAAACGGAAGAAGAGGGAAAAAAGGGGGTGAGGAAACAAACATGTGGCTGTTCTTTATT
TGTCCATCTCGCCATTAAAATAGAATAGTGGACTCAGCTACTGGTGTTTCAATGACAATT
TTGACATAGAGTCAAGCAACAATTTTCCCAGACACGTTTTGCCACGACAAATTAACACCA
TGATAAAAGAAAGGGGGGGAATTGTGATCATGGTTTTGTTGCTTTTTTTCTCATTTTGTT
TTGTCTTAAGTTAATTCTCATTTTCCATTTCTTTGTCAATGCAAAATCTAACATTTTAAT
GTTTTTATTGTTTTACTAAAGCATTTTTTGGTACTTTTTGAACTCCTTTTCTAACTTTCC
CCCCCAGATATGATGAATCTTCTTCACCGTATGCCGGCAGTTATAGATTCTATAGCAGGA
GTTTAAACCAACTTTTTATTGTATATAAAAGTAAAGTTTGATTTGTTGATACTATGTGTA
GTAACATCTCGTAAAGTGTTTTTATTTAATTAATTGTTTTGTTTTGTTTTGCTTTACATT
TTGTTTTTCTCCAGTCTCCAGGAAGCAGATCTGTGCATGACCTTACATAAGGGGAAGAAT
ATGTGTCCGGTCTGGTACACAGACTCAGAAAGTGTAGATAACTTAAAAACGTGTTCGCTT
GGAGACATGTCACAACCATTCACAATGTGAAGACTTGAAATTGTTTATTACTGTTATTTA
ATTTTTTTTAATGTTCCCAAATTTCTTTTTATCATAAATTGTTGATTTTCTTTGTGATGA
CTGCTCCTCCCCCTTTGTGTATGTCACATCACGTAGGCTTGTCTGTACAAAATCAAATGT
CGCAATTATGTCAGAACAAATTATATCCATCTGCATAATTGTGAGTATCAAGACAATCAC
ACCACAATTAGTTTGGTCGAAATTAGCAGGAAAAAAAAAGATGAGGAAAAGTGTATATGC
CATTTTGGATCCTAGTAAAGGAGTTATGACAATTTATAAAAGAGTTATGAAAAACTGTGA
AATCAATGACCATATCTGATCTATTACCCTCTTTTGTTGTATGGCGGTATTAGTCAAGTT
CATCCTTTTCTACTGTGTCTC
>CL11101Contig1
TTTCTCAGCTTGTGAACACATGGTCTTTGTGTGACGCACGCAGTTTTGAGCCTCAGGACT
TCACGCTTCAGGCAGACGTGTCAAAAAGCTTCTCGATCATCTCCTCCACCTCTTCTGGCC
GGTACTTGTGGTACTTCTCAGGGTTCTTGGTGAAGGAAATGTTGGTACATCTCTGCAGGA
AGACTCTGTAAGCATCCGACACCGCTGTCTTCTGAGCTTGCCGGATGAAGTCTCGCTGAT
CTTTGTCTGGGATGGCCCAACCCTTCTGGATCTTACACAGCTCCTCCAAACCATCGTTGA
AGCCCTTGAACTTCTCTTTAATCACTTGCCGCTCTTTATCTTTCAGCTTCATGCCGGGCT
GCAGGACGGGCATGTTGCGGTCCGTCAGGTGCTCTGTGACCTTCAGCCAGCTGCGCTGGT
AGAACTCGATCTGCTGTTGTATCAGCTCTTTGTAGGAGGCCTCGGCTCTCTTCTGAGTCA
CGGTGACCAGCTGGATCAACTCAGACTTCTCCAGAGACTTGAGGATGTAGTTATAGTTGT
TGTGAAGGAAAATGGCACTCAGGGCTGAATCCTCATACACTTTGGATTTACTGAGCAGGT
TTAACTGGAGGTTTCCCAAAACTTTACAGATATAAGAGCTGAGGAGCCGTTTGTTGAAGT
CGGAAGAGTAGCTGGTCGCTGATGAACTCTCTCGGGGGTCTAAAGGTATATTGTAAGTGT
CCCCCAGCACTTGAGATGCCAGCATGGCTCCTGCAGTCTCGTGGAAGTCCAGCAGCTGCT
GCAGGA
>CL11102Contig1
AACTTCTGTTCAGGGTGGCGTCAGTTTACATTGACCGACTGACAAACTCAATCAATGGAA
GTGGAGCGCCGAAGTACAAGTCACTAAAGGGGGCCGACGATTTGATCACCTCCTGCTCTC
ATTATGGTGCTCTGTACCCGTGGCTCACTGTTCTAAATCCCACTCACAGCACCACGTCTG



AACACCAGGAGGCGCTGCATAAACTGCAGTCTCTGCTGTGCGGTCCTTCCCTCTCTGTGG
GCTCCATCGTGCCTCTATTGGAGCGTCTCTCAGGAGAAACCTTGTGGGGCTTCAGCCTGC
ACCTCCTCTGTGCCACCAGAAGGGGGCAGTATGAAAGCAGCATTGAGCAGTTGTTGGACA
GGTGTCCTCAGGCCATCATAGCCTACGCCAACCACCAGTTACAGGACAAATATATGACAC
TATGGTGGCAGAAGCTGCTTCCTGAGCTTTGCAAGCGAACGAGAGCAGCGGCAGATAACG
GCATTCTGCTGGGGGCTCTCAAAGAGACACTGGTGGTGGTTGCCATGGAGACGAGTCCTG
CTGAGTTTTTGGAGCTAATTCCCGACGATGGTACTGCGTCCTACTTTCTCCCTCACCTGT
TGACGTGCAGCCAAAGACATTTGATGGCCTGACAAACTCGCCAAAGATGCGGGCGGTGGA
ATCTGCAAAGGCTGAAAGAATCTCTATCTGCATCTGAACCTCACTTGATCTCAGACAACC
TTTGAAGTATATAGTAATTACATTAAAAGAAAAAGTATTTGCAGTATGGAAAAGAGTGTA
TTTGCATATAGTCATGTATGCATGATGGCTTTTCTTATACTTGTTTGTAGTTGACAGCTA
TCTTCTACGATTTATTTTACATATTTTAAGTTATTGTGCATAGATTCACATCTCTGCATA
GTTTGACGTTGTTTAACTTTTTGGTAGTTAAATGCTGAGAATGCTAAAAGC
>CL11103Contig1
GCTGACCTCCTTCCCGGCGTGGAGACTTCCTCCAAAACGCTTCCCACCAGCCCACAGTTC
CACAAAAATATGAGAAATCCGGAACGGCTTCAGTAAATTTAATCCAAGACGCAGATTATT
TTTTTGGCCGGACTGGAGACGGGCTCTGACTTTGACGCTGTTTCTGGAGCGCAGATTATG
GAGCGCATTCCAGGCGCGCAGCCGCCTCTGTCCAAACTCCAGACGGATCTGTCCGACATG
CAGAGCATCGATTTTCCAATGTACGTTTATAAACCGAGGCGCGGAATGAAGAGAGGTGAA
GAAACCAAGGACACCTACAAGCTGCCCCACAGACTCATCGAGAAGAAAAGGCGTGACCGG
ATAAACGAATGCATAGCCCAGCTGAAAGATTTATTACCTGAACACCTGAAACTCACTACT
CTGGGCCATCTGGAGAAGGCTGTGGTCTTAGAGCTTACGCTGAAGCATGTGAAAACCCTC
ACCTCTCTTCTGGAGCAGCAGCAGCAGAAGATCCTCGCTCTGCAAAGCGGCATGCAGATC
GAGCAACCTCCTGTCAACCAAGAGAAGTCAGAGGAGATGTTTCGTTCTGGCTTTCACATG
TGTGCCAAGGAGATCCTTCACTATCTGGCCGCTCACGAGTCAAGTGGAGATTTTACACCC
TCCCATGTAATCAGTCACCTTCACAAAGTGGCTGCAGAGGTGCTGCAGGGTCCAGTCCGA
CCTCGCACTCCTCTCAGCCCCAGGCCCTCGGAGGCCCCTGCCTACCATCCACACGATCTT
CACAAGGAGAAACCTGACAACTTACCACCTAAGCCCAGCGAGGGCTACGGGAAGAACTGT
GTTCCAGTCATCCAGAGGGCGTATGCTCCGC
>CL11104Contig1
GTATAATGTCTGTAAATCTATAGAGCATATGGAGAAAAAAAAGATTTTGATATTTACTTT
GTGGTACCTAGAGATATAAGCTGCTGAAACACACAGATCCACTGTTATTGAGCCTCATCA
CAGTTCAGACTGGGACCATCAAAGTGTGTCGTCTTATCCCCCAGTCACCTGTGATGAGGC
GTGTTTGCTGTTTCCGTAGCAACAGTCCGATCGTTGTAAAGCTGTTTGGTGGATTCCTGG
ATCCGCTCCGAGCTCGGACAGGATAAGCTCTGCTCCCTTCAAGGTCCAGAAAAAGCTTCA
CGTTTGTGGATCTGTGTATCACACGCTGCCAAACAGAATCGCACTTTACAACACGCCAAT
GTTTCCGTCTGACCTTCGCTTCTATTGAACCTTTTTGAGACGAATGCAAAGAAAACTAGA
AGGAGCTGCTCTTCTGTTGCTTTGCTTTTATTTTCACTTCCGTATGGAAAGTTTGAATTA
TTGCTAAATATCACGGAGAAGACGGTTCCACGGAAAACAGCGCCGCCCGCTGATGAGCCT
TCAGCTTCCTGCTCACAGGTTGGGTTGATCAGACGTGTTTCGCGTTTTTGTTGGGGCCGT
TTGGCGTCTCATAGCGTCTGTGAAGGCAGTTTTGCAGAAAGAGAGGCTGACTTTGCATTT
GACAGCACTTTTGTGAAAAAGACAGCCGGTCACCCACTCCCCCCCGTCTGCCGTACGTCT
ACCAGACAGCTTGTTCTACAGACGTCCGTCCTCGACATGATGTCACCGTTTTTGTTTGAA
CCGGTGATCTTAAAGAATTAGAATTTGTGTTTTGGTTTATTTTATAAGTTCCTTATTGTG
TTGTTGAAATATCTGTATTTGGACAGCTTT
>CL11105Contig1
GGGTGCTTTTGATTTGACTGCACTGATGATTGAAAAAAATCCAAGGCAAAGGCCTTTTGG
TGCATGAAATGCAGACCCTGGTGAAAGCTTTTATCAAAAAGCACTAAAGATTATTCTCAC
TGACATGCCAACTCTGAAAGAAATCACACCATCAGCTGAACACCTCCAAATATACTCGTT
CATGTTATGCCCACTCCATGGGGAGTATTCAAGAAAATTTGAAGACTTTAGAACAATTGA
AAATGAAATGGACCTGATATCTGCAAAGATAATGCAAGATAATGCACCCAGTTATGTCCA
GTTGGAGCTAATTGACATGCTGTTTGATGCCATACTGGTAGAACAGTTTAATTCAGGAAA
ACTGGTGAATTTTTACCCCTCCCTTTAGGAAGAGAACCTCCCAAACATGAGATTTTACTA
GAAGATTGTTGGTTCTATTTGGGTCTACGTACATTTGTGAACAAACATTTTCAGTGATGA
AATTTCATAAATGCAGATATAGAACCACTCTCTCTCTNTGATGTTCATTATNGGCAGTGC
TTTGTGTTTCCACCTCAGACATTGACCCTGACTTTGATGTGCTTGTTAAAGCCCAACCGA
GACTAGATTTTTCTCAATGAACAAAATTTTGATGTCTTTTTAATGAACACCCTCTTTTTT
TTTCAACAATATGTGAAACTCAAAATGTGGTTTTGGGAGAATGTGATTGAAAATGATTGC
TGTTATCATTTATGAAAATGTTCAAAACTTCATGTTTTGTTTATCATTGTTTGGGGAAAT
T
>CL11106Contig1
AAACCTCACGAAGAAAAGGGTTGGAGGCCACTGTGGCGTAAAGGGCAATGTACGACTCCA
TCACCCGTACGTCAAAAGTGCGTGTAACTTACTTTATCCTTACAAGTACGTCATGATACC
CTTACCAATCGTTGAGATACTCTACAACCCAAGTTATGACAAACTCCTTAACATTCGTTC



ATAACACCGTTTGCTAGGGTTGGAACGAATCAAACGTCTCAATCAAATGTCTTTTTTGTC
AGGGAAAGCCAGCATCTGTTTATGTAAACAATGCAGTACAGTGACAACATGCAAAACTAC
CTGTATAGTTTATGAAGTCCTTCAGAAATGATGTGATTTTTTTTAAAGTTCTCTTCGCTT
TGTGGCCGAGCTGACTTTATTCTCACTATTTCTCAGAAAGCCTTCAAGCCCTAAATCAGA
TGACTCTCTAACAGTGACTCTAACTCACGGCACAGAGGTTTATAAGTCAGCCTCAGACGC
AGCGGCGTTCTTTGGTGACAAGGAGGGGAGAGCGACCAATGGGGCGCGAGGTAGCTTGGC
GTCGCTACCTGCTGACTTCAGCAACAGGAGCAGCTGCAGTATTCCAGCAACAGTTTAGAG
AGCGGACATTGTGAAGGGCGGTCACTTTCTGTTTTTAGAGGAAAAAGGAAGCTCTAAGCA
AAGACTTTTCAAGAGGAACTCAAGAGACACAAACGTTGTTGATCGTGCAGAGCCGCTGCA
GACTTTTTTTTGTTGGTTTTCATGAGCAGAACCCACTGCTCCCTCTCCCCTCCTCTCACA
GGCTTCTCTTTTTCTGGAAACTAGGGGTGTGTATCGGGAAGAGTCTGGCGATACGATACC
TCGATATTGAACCAAAACATTTTTTTTTCAAGAATTTGACTTAGAAAAACCTCTACCTGG
ATATGAATATGCCCTTCATTGTGATAAAATGGTAAAATTTGTTTTATTTAATGATTTCAA
CGCTAAGCACTGCAGCAGTATTTCATGTACAAGTTGCTTTTACCCAAGCTAATTCATCGT
GCTTTTATTTTGGTAACTTAAAATATATTTTTCCGAAAGGA
>CL11107Contig1
CGGCTGCCGCNTCATCCAGCCGGACGCTGCCGAGCTTCTGGATCCCCTCCCTGACTCCAG
AGGCCAAACCCACCCAGCTGAAGAAACCGAGTAAGGCTGTGATCTGCCCCATGTCCGGAC
GACCCATCAAGATGAACGAGCTCATCCCGGTGCGCTTCACCCCGCTGGACCCCGGCCTCG
ACAGAGTGGCGCTGCTCAACCGCCAGGACCGGTACGTGTGCGCCGTGACCAGAGACGCCT
TGGGAAACAGCGTCCCCTGCGCCGTGCTGCGACCCTCGGGGGCCGTGGTGACCCAGGAGT
GTGTGGAGAGGCTGATCCGGAAGGACATGTTGGACCCGGTGAGCGGAGACAAACTCAGCG
ACAGAGACATCATCCCGCTGCAGAGGGGGGGAACCGGCTTCGCGGGATCTGGAGTGGACC
TCCGGGCCAAGGAGGCCCGTCCGGTCATGCAGGCCTGACCCGGATGTGACGTCGGTCCGG
GCTTGTGCGGCCTGAAGGAGCGGTTCTTCCGTACACTGAACCCCCCATGAAAGTTTACAT
CTGGACTTCCTCCTCTGAATGGGACGCCGTCTTTAGACGGCCCGACTGGACCCGAGGGAA
CCACGTCTGATTACATGTTCAGGCAGTTTAGTTCAACAAAGATAAATGTGTTTTTCATGC
AAACTATTTACTGAGAGTTTTNCTGTTTCACTTTGTTTACACATTAAAC
>CL11108Contig1
CGATTCTCCAGTTTGGGGCTCGGCAAACTTCGTTCAATCCCGAAAGAAAAGGACGTGTTG
CTGCTTTTCCACACAGGAGATGCTGGCGGTGGCCGGACTTCAGGGCAGCATTTCTAATGC
CCTGGCCAGTGCAATCTGTGAAAGATGCAAAAGTGGTTTTGCTGCAACAGAGAAAATTGT
CAACAGTAATGGAGAGCTGTATCACGAACAGTGCTTTGTGTGCGCCCAGTGTTTCCAGCA
GTTTCCTGAAGGTCTCTTTTATGAGTTTGAAGGAAGAAAATACTGTGAACATGACTTCCA
GATGCTCTTTGCTCCTTGCTGCCATCAGTGTGGTGAATTCATCATTGGACGTGTTATTAA
GGCTATGAACTACAGTTGGCACCCTGATTGTTTTTGCTGCGATATATGCCAGGCTGTGCT
CGCAGATGTTGGATTTGTCAAAAATGCTGGCAGACATCTGTGTCGCCCGTGCCACAACCG
GGAGAAAGCTCGTGGCTTGGGCAAATATATCTGCCAGAAGTGCCATGCCATTATTGACGA
GCTACCACTTATCTTCAAGAATGACCCGTATCACCCAGATCACTTCAACTGCAACAACTG
CGGGAAGGAGTTGACAGCTGATGCCAGAGAGCTGAAGGGAGAGCTCTTCTGCTTGCCTTG
CCATGACAAGATGGGCGTGCCGATCTGTGGTGCCTGCAGGAGGCCCATTGAGGGGCGTGT
GGTCAACGCCATGGGCAAGCAATGGCACGT
>CL11109Contig1
GCACGAGGATTCTAATTTGACAGAATCAGAAGCAAATCACAGTTGAAAATGTTAGAATTC
AAATTTAACAATGGAGCAGTCAGAGTGAAAATGTTTAGCTGGTGTTTGCTTCATTTTCAA
ACATTTTTGTTTGTGTTTTTGACGTTTAACATGAATTTCTTTATCGTTCTGGCATCTGTA
GTTAGAAGTTCAACAGAAACTGGAGCAGGAAACCNGAACGTTCTGGACAAAGCTGTGCTG
ATGGTTGTCGAACGGGAAGTTTCTGTTTTTGTTTAAGAGCTTCAGATCTGTGTTTCTGTA
CGTCTGCTCTGCATCCAGCTCCATCCCAAAGCACACATTCCAAGCGAAACCATTCCCATC
ACCTCATCCTCCTAAGGAGGTTGGAAGTAGGACCAGCAGGCAGCTCCAAGGAAAACCCAC
AAATCAAAAATTAGCCTGCGGAGGTTGTGTTCCTGCCCCCCACCCCATGCACCTTTACGC
ACTATGGCAATAAACCTGGTTGTCTGGTCCCNNNNAAAAAA
>CL11110Contig1
GCCTGAGGAGTGACGTGACTTTGCCTCCAAATGTCTGTGCTGACTCATCCAAGGATGAGG
TAAAGCCAAACAGGAATTTAGCTTGTTTTCTCAGAAAATGTTCCCCTTCTACAAAAAAAA
TCATTTTCATTGGATAAACAGTCAAATTTGATGGATGAGTAATACAAGCAGAGATGCAAA
TCCTGTCACTTTGATGCCAAAATGAACACACAAGTTGGACTCAAAACAGCACACAAGTCA
TGTTTGTTGATTTGTTGATCTGATGTTTTTTTTTCTTCCCCTCTTACTCAGAANGTTTCT
CCATGGAGGATTAATGAGTACCCCTTAAAAGCAGCATGAGTGTTTCAATCTCTTAAGCTT
TTTTTCCTATTTTAAATTGGTTTTCTTACAACCTTTCCTGAACAACCAGAAAAGAAAAAC
GAAATCAATTTCATGCATTATTGACCTTCTCTATTTGCTTTATGTGTTTCACAGGATTAT
GATTACGAAAAAAAGAAACTACTCGCAACCAGAGCAATGCAGAGGAAGCCGGTGGTCACT
GAGGTCCGCACGCCAACTGATACCTGGAGTGGCCTCGGTTTCTCCAAGTCAATGCCAGCT
GAAGCTGTCAAGGAACTCCGCACCATCAACCGCCGTAGCTACAAGCCTTATCTAAGCACC



ACCAACAACAATCAGCAGCAGTCTTGGGCTGCTCAGACGGGAAAGGCGTGTAACGGCAGT
AACTCTGAGAACTGGAGAGACAGACGTGGATCAACATCTCGTATTGTTTCTTCCTCTCCG
TCCTCCCCCATCTCACCCCCAGCAACCCTCTCATCCTCCACCTCTTCTTTTCCTTCATTT
GCATCCTCAATGAGCACAAACAGGAGCGACACACCACCGGAGGGTTTTGTAAGCAGCAGC
TTCTTTGAAAGTTCTTCAAGGAGGACGTTAACCTGCAGCCAGCAAAGTCCCTCCCCTAGT
GTGACAGATGACTTGCATGAGTTGCTCAATCAACTTGGCCTGATCAAATACATTGATGTG
TTTGAGCAACAAGAAATTGACTATCAGACATTCCTCACTTTATCTGATGATGATCTAAAA
GAGGTGGGCGTCTCCACTTTTGGAGCCAGACGTAAAATGTTATTAGCCATTTCAGACCTC
AACAAGAGCAAAAGGAGGCTGTCAGATGCACCGGCAGTAAAGTCCGGCTATTTGGAGGGA
GGTGCGAGCGGTCGGCTCCCTCGAATCATAGATGTGGATGTTGCAGCTCAGCGTAATGGA
TGGTGACAAGGTTACTTGGGGAATCTTGAAAAAAAATACCAAATGCATTGAAAAATC
>CL11111Contig1
CTAATAGTATTATAAAAAGGAAATCTTTTGTTAAACAGTATAAATTCAGTTGAACGTGAT
TTTTGTCTGAGTTCTCTCATTCTTTGACACAAATTAATGGATTTTGTGGTAAAAATGTAA
CCCTGATGTAGCACTTTGGGAGAAAAAAAAGTCTGTCATTAGAATACAATCATATAAGTG
ACATTGGAATGACCATAACCAGACATTCAAAGACACATCTGACATAAAAACCAGCAGCAT
TCATCTGCAGAATCATGTCATTGCATAGCAGACTCAAGCCTGAAGCTGCAAAAATCAAAT
CTTCTGTTTCCATCTTAAATGCACTTTAATCATTCTTCATCACAGGTTTCTTTCTTCAAA
TGTTCATTCAAAGGAATGAAGGATCACTGCTGTGTTTCAGATGAGCTGAAACTGATTGTG
AAAGTGTGATCATCTGTCAGAGAGCATGGTGTACCATCAAGGTCAAAGGTTAATACTGAA
CCCACTTCCTTTGTGACTCAAGTTTAGGTGAACAGATGAGAGAAGAAAGCCACTCAGAGA
GCACACCTCCAACACCTCTGGCACATTTCGGAGTCCCGCTCAAAACTTCCACCAGCATTC
TGGTTCAGGGCAACACCCCGCTCCCCCACGAGTGCCTGGTCAGTA
>CL11112Contig1
TTCAGGACACAAATCCTGACGTTTGCAGCAGTATTCTTCACAGAAAACATTTCTCATTTA
GGGGAAGTAACAGAAGATGGAGCAAAACTCTTGAGTTTAAGTTGTAATGAATCTTAATAG
TTTTTTGGCCATGAGACACATCACAGGACTAAAAAAAACCCAACTCTTTAAATTCCACAA
CAATGCCAAGTTATAACTCAGCCTTTCTATGAGGATTTTCATTTTTTCTATAACATCTCA
GAGTTTTAATGTGTGATGAACCATAACACACAGTTAAAAAGAAGTGCTGTTGTTAGTCTT
CGTAAAACCTTCCAGAACTTGTTTCCAAGTTTTTCTTTTTAAAAACAAAAAAAAAAGTGC
AAACCCCTTTCTGACCTTCAACGTAAAGCTCTAGCATCTCCATCTCCAGCTAAAAAATGT
TGTGTTCCAGCAGAAACTGAGCGTTCAGTATCATTAGATTAATTGTAACAATGGAAGGAT
ATACGGTTGGAAAAGTCAGTATATTCAGTTGAAAACAGTGCCACTTAAATAGACTTGTGC
AATCAACCATAAACC
>CL11113Contig1
AACATCTGCAGAGTGGACACGTGCAGCGTCCAGCAGCCGAACTGCACCTCGGCGTGACCG
AGCCAGGTCCACTGCAGCCGCCGGGGCCTGGACTGACTCAGACCACACATGGACTGACTG
TGGGTGTAGAACTGGGTGAAGTGGTTCAGGTAGGAACACAGCTTAGCTGGGAAATGTTTT
CCTGGTTCATCCAGTAAGCAGAGAGACGACACGGCCCAGCAGCGTGGAGACAGAACCAGA
ACCTGGACCTGAGCTTCCTCCTCCAGTTCCTCCCATTCCTCCTCCATGTCCTGGTCCTTC
TCCTGCAGGCTCTGGTCCAGCTGCTGAAGCCGGTACAGATGGAACTCTTGCTGCAGCTCG
GCGGACTCGCTCAGGTTCTTCATCATTTGCTGAGGGAAGCGGCTGGGAAAGCAGCTGCCG
ATCTGCTCGATCACAGCGCTCTCCAACCACGTAGTTCCCCGAGCCAGCAGCCGGTCTCCA
AGGTAGTACCNGTAGAAGTGTTCGAAGGTGTTGGCGAGCTCCAGGCCGGACAAGAAGAGC
ATGGGCTCCAAAAACTGCCGCAGCCGCTCCAAAGTCTCCGTGCTGTTAGACGCCGCTCCA
CTGGCCTGGATCGTNTGATCGATGTACTGAGCAAAGCGCTCACTCACATGCATGGCTCTG
AGGATGGAGAGCTGCAGTAGCGCTGCAGAGAAGCCATGCCGCAGTGCGCCAGT
>CL11114Contig1
TTTTTTTTTTCCACATGTAACACAGGCTTTTTATTGCTGATTTAAAGCCCCCCGTGGCTT
CAAACGTCACAGTTCAAAATGTCTTATAGGCAGTAATTTGGCTGCAAAAAATATTAAACT
TCATTTCACTACTTTTTCCATTTTTCAGCCACTGTTTCTCAGCAGAGATGATTTGTGTTT
TTTTTGTTTTGTTTTGTTTTTTGTCTTGGTAGCAACAATCAAAACACACAATAAAATCAC
TACAAATATGTCATAAGCATCTTGTCATTTCATTTTACAGATAAAATCTGAAATCTTCTG
TAAATTAGTGCCTGAGAGACAACATTATATTCTTTGTCCAAAAAGAATTTCACATGTACT
CCAGCAATTACATGATCAACATGTAAATACAACAAAAACCTGTTTTTCCAGGATAATGTA
AGCCCTGTGCAAAGCTGTCAGTTTTATCATACAAAAAATACAGCTTGTTAAAATTTGTAA
TTCTTTCCTTTCTTTTTTTTCAGATGAAAAATCACAGCATCACAGCAACAGACAAATGAT
>CL11115Contig1
ATTTTGAAGGCAGAGGGGCATGCATGAGTACCACTTTTGCCCTGGAAAAGCAAACATCTG
AGAGGAAGACAGTGGAGGAGCCTGAGGCTCAGCGTCTGTGGACTTTACTAAAAAAAAAGT
GCAACTTCTTCTAGAACCAGCAGGAGATGGTGGAGCTGTAAAACCATCATGGAGCCCGTG
AAGAGGGACATGGAGCTGCTCAGTAACAGCATGGCCACCTACGCCCACATCAAAGCGAAC
CCTGAGAGCTTTGCTCTCTACTTCATGATGGGGGTCTCCTTCGGCCTCTTCATGGCGCTC
TGCCTCCTGGTGGGAGGCATCGCCTGCAGGACTCAACACCGCAGGAAACCTTCTTCATCT



CCTGAGAGGAGACAGCTGAAGGAGTCCAGCGAGGAAGAGGAGGACGAGGAGGAGGAAGAA
GAGGAGGAGGAAGACCCCAAGACGACGGGGGGCGCCCTGAGCAACCGCAGCAGCCAATCA
AACGGCACGCTGAGGAGCGTGAACGTGTTTGCCTCTGCGGAGGAGCTGGAGAAGGCGCGA
CGTCTGGAGGAGCGAGAGCGGATCGTCCGGGAGATATGGAGGAACGGACAGCCAGACATC
CTGGTCACGGGAACCGGAACCATGGGGCGGGTCCATTACTGCTGACAGAACCAGGAAGGA
GAGGACGGCTCGCTGGTGACCTCTGCTGTTTCCACAGAGGATCCTCTTCAGTGTTTCTGC
AGGAACTTTGGTTCTGAGGGAACCGAGGTGAGGATGTCTGCAGGGTAGTGCCTGTTCCAT
CAATAATTTACACACAGATGTTAATCCTATAGATAATCTGAGATTATATTAAAAAATATT
ACCCACAGTTTAAAAATGAGGATGA
>CL11116Contig1
TTCATGCTGAACGAGGAGTTCGACGACCTTAACCTACGCAGCGCCACCGACCCTGTGAGG
AGGCTCAATACAAGACTGAGGATGACAAGAGGAGGAAGAGATGGTGGAAGTTATGGGAGA
AAGAAGACGGAAACAGCCAGAAAGAGAAAAATGAGACACTGGATGACAGGAGAAAAGAGC
CAGACAAGGGAACATGGAGAAAAAGATAAATAAAATAAGCTGTAGATATGTGGAGTCATA
AAAAGTACTTGTAATGATCCAATCAGATCATTGGCCTCAATGCAGTATTGTATGTCTTGT
ACTGAGGCTTGTGTTGATCTTGTTGGTTGTCTCTTTCATCCTAAGATAAGGAAAAATATA
ATCATTACTAGTAAAACCCTTCATGTCTGAATTTATCAATTCTATGACTACTTTGAAGGA
AACCAAATAGTACTGTTGTTCACACAAAAATAATGTTTTGAAGCAGATGCCAAGACTCAT
ATCAAACCGTTGTGATGTGTAGCCTGAAGGTGAAGTTAAATCAAATGTTGCCAAATTCAG
ATACTACAGAATCAGAAAAAATAGATATTNCTGTGTTTAAAGTTCATGATCCATGTGATC
AAACCCTGAAATGT
>CL11117Contig1
TTTGAAAAACTTTAAATGTTTTATTGGAACTGACAATAATGCCAAAATTAGCTGAAAGTT
GCCCAAACAAAAAGTGTTTGGGACGTCAGTACATTGCAAATAACAATTTTTTAGTTTTGT
TTGTTTGTTTAATTTTTATAGTGCAGTTGCATATTTTGATGATCTTTTAGTAAATACACA
TTTATTTGGAAAAAACAAAATAATAATAAGAGGATTCGACTCTCAGGGGGCGTGTTGAGC
ATGAGGGTCTTTGGGCAACGTTGTTCTCAAGATCTACCACCCTGACCGTTCCAGATTACC
AAGCCCTACTTGGTGCTGATTATCCCAACCAGATGCCTCCACATTCTGATTGAATGAACA
CACCTGGTCTAGGCAATCAGCAGCAAGGAGTGCAGGGAGAGCTGGAAAACAGGCAGGGAG
GTGGATCTCCAGGACCAGGAACGAGCGGGCCTACTGCCTAAATTCGTAGCCAAAGTCCAG
GTCTCCCTGTGTCAATTCCCAGCTTGGATAAAATGCAGTGGGTTGTGTCAGGAAGGGCAT
CCTGCGTAAAAATCTCTGCCAAACCACCTGTGCAAATCAATTAAAGCTGATTCGCTGTGG
CAACTCCTGACGGGATAAGCTCAAAGGTGAGCAATGTATGTTTTAAAAACACATGTGAAT
TGTGCTGCTATAACTAATTTTCGTAGCCATTTAACTTGTAAAGATTTTTTTGTGTACTT
>CL11118Contig1
GCGTGTGGCGCTGCACTGCTCCTCACGTCTGTAGCCCCCGTCTTACATGCTCTGTCTTTG
GCTATGGGGAAAGGAGTAAAGCATGGAAAGCCCCCCTGCTTTTGCAGCAGGTGCATAAAA
AGGATGTGGGGGTCTAAAGGGAGGGTCTGTGAGCCAACAAAAGGAGGTGACATCACTGCA
GAGTGAGCTGTGATGATTCAGGCCTCCGCATTGGAGGTGTGTGTGTGTGGGGGGGGGGTC
ATAGATGGAGTAGAAGCTGCAGGAGAACACTCAACATCTGGTAGGGTTTGATTTTCTCAG
ATGCAGAGTAAACACGAGTTGTTGAAAGGATTATTGTGAACTTGTAAAGGAAGAAGGGCG
GTGTGGTTTGGTGGTGATCTTCAAGCAGCTCCAGTTCCTGCATTAAACTTAATTTCAAGC
ACCTTTGTACAAATCAAACACACAACACCATGAAAATCCTCTCCACAACATTTGCTCTGT
TGTTTCACATTCATGGGGGGGGGAGTTGAAAGACTGGTGACCTGAGGAAGCACTACTCTG
TAGGTTCAGCGAATGTGTAGAAAACAGTATAGTATTGTAT
>CL11119Contig1
TCACATCTACCTTCGAGGCTGCAGAGAGGCCCTGGTCCATTACTACATGGGCCTTATGAA
CACCATTGGGGCCGGAGTTTTGTCGATCTTTATCTTGCAGGGCTCAGTGCTGGTGAGCTT
GCGTTTCCTGCAAACTGCCATGGAGGCAGTGGCAGGAAAAGAAAACACAGAGATCGAGAC
AGAGGGGTACTTGCTGGAGAAGGGGGTGAAAGACACCATCATGGAGTACCTTGACCCTGT
GCTAAAATTCTTCCTGCTTAAGAATGGTGGAAAGGTGGAAGAGGGCGATGCTGCAGAAAA
ACCTCCAGCTGTTCCCTGAAACACACAATATGTACAAACATGTAAATAGTTTTTACAAAG
AGACGGCAACTAATTATTAACTTCATTTTGAAGAGAAAACAATTATTACCAATTTGTATG
GATTTAAAGAAAAATAAAATCACGTTTTTTATTGTCAAAAAACCATTAAGTGGTAACATA
AATTCTCTCTACATTGAAATTTATGACAGGTACTGTATCTTCTCATTTGACGGAACATGC
TTGAACAAGTATTTTTATCAAACCCCATCTTTATTTTACTTTTTCATTTGTTTACTGTAC
ATGAGCATTTTCATTCTTTGTTGTACTGGAATTTGTACAGCCACAAAACTACACATAACT
GCTTTTTAAAATGACACGCACAGCTAATTTTACTCTCACAACCTGTGTAAAGAAAAAAAA
ACATTAAAAAATTGCTATTTAAATTTTGAACAAAGACTTACAGCTGACTGTAGAGAGAAT
TGAGGCAAAAATGCTCTGATGTGCAACAGAACT
>CL11120Contig1
GAAGAATTTGGAATAATATGGGACGTTGTTAAAGCAGGAGGAAGCTGAACGCCATGTGCA
TCTAGCTGGCCTATAATTCTGGAAAATGAGAGGTTTCCTGATAATTGCTCTTGTGCTTCT
TTTCTTATGGCTTCTGAAAGCTGACCAGGCAGGTGACAAAGGAAATACTCATGAGAAAGG



AACCCTGGGGGAGTTGGTGCTCACTCTCCTCTTATCTCCACTCTCTTTGTACTCCTGGGT
GGCTTCCATACTCGTCAGATTCATCATATCCATCCCAGCTCTTGGTCTCAGCGCCCTTCA
TTACTCCGTTGCGCTGATCTTTGCTGGGCCTTGGTGTGTGGCCACTATCTGCGTATCCCT
GCTACTGACTTGTCTCCAAATCACCCTGTACCTGCTTCACATGACCCTGGTGGTTGGGGT
GGTGATAGTAGTTTTGACCCTCGCACGATCTAACTCCACTGATCGTGAGACCGTTGAAGA
GGTGACAACAGATGAGGCAGCGAAGCGACTCCAGCAGTGGAGAGTGGAGCATCAAATGAA
AACCAAACCAA
>CL11121Contig1
AGGTTTTTTTCTTATTTTTGTTTAACACATTTTATCTTGAAAAAAGGAAACAAATAATCC
TCTATTATATTAAGAAACATTGCACAAAAATAACTTCTTCTTCTCAAACGGCTAACAAGA
AGCTACAAAACAGGGAGGGAAGTTCTGCAAAGCCAGAAGCCGCAGCGGACGCCAGTCATC
TGCAGCGTCTCCATTTGGTCAGGTGAATTTATATGATTGATAGTCCAGCTTCTGGGTGAG
AACTCCGGTCAGAATGAACTCTGCATTGTGGACATCTATATTTTTCATAAAGTATTCTCT
GCATAGGTGGAGATCGTTGTCACAGGATATGAGGACGATCTCTGGGAGGTTCTTGTTACT
GTTTGTGCTCCATGATCTTCCGGTACGACGGCTGCTTGGTGAGCAGCTTCCCTCCAGCGC
TCTCAAGGATTGCCTTCATGGTGCTGAAGCTGGGGCAGACTCCCGGAGTCAAGTAGAAGT
ACTTTCCCTTGAAGAGTGGAGCGCTGTGGGCTTTCCTCAGAGACTCCTCCAGACTGAAGT
TGAACAACACCTCTGCCTCAGCATCCTTCAGAATAAAAGCCTGTTCACCTACAAACTTCT
GGCTTCTCCAGCTCTCCTCCAACCACTCGGGGCTCACTATGTGTTTGACCACCGACATGG
CAGTGAGGAACTTGACGGTGCGGGTCACCTTCACCGCCACCAGGTGAGTGG
>CL11122Contig1
TTCTTTTCAACAAGTCACAAAAAATGGTCACTGTGGGAGTACAACAACCACTCGAAGAAA
ACATCTTTATCCCGTCTTGACTTCAGACAGTTTCATGCTTCAGAAGCGCAGATGTTAGGG
ATCCGCTTGACTGAGGAAAACTTATTTTGTACAAATGTTTTATAACTGTAGTGCCTTTTT
CACCCGAGGTCTCCTAATTAACAAAGTGCTCAGTTCATCAGAACACTTCAATCTGTCCAC
AAAAGTCAAACTGATTCCATACTCTCCACCAAAACTGAGGATGTCAGAGACTGGGCTGGA
ATGGGCTACAGGACTAGGAAGCCTGGTGGTGAGATGAAATCAGCTGCTGGAGAGTGGAAA
GAACACCAAATAACTCTCTCTTAGTAACAGACTGAATATGTGGCAAAGAAAATGAAGAAG
AAGCTACTGAACCGGATTCTAAATCTTAAGTGCACAGAAATCTGTGGATGGAGCTGAAAG
GTCAAGCTTCCAAACATAAAACCAGAATGTCTTGCAGAAGATCTACAAAAAAGAATGAAG
AGAAAACATTCTGTCCAACTACAAGTAAGATTCTGTGATTTCTTCAACAGTTTTCCCCCA
GGACAGGATTCAGCAATACTGATAAACCTCACACGGTTTCATTTGCTTTCTTTGCACTTT
CAAGAAAGAACCACAGACTAAAACATCTCAAATATATCACACAGTTCCTACAGCTGCTCG
TCTGAGAGCTGTGCACTGAGCAGGATGGGGAAAAAAACGTGAAGAGACCAGCTTGTTCCC
CTCGTGCCGAA
>CL11123Contig1
TTTATTGAAGAATTCGCAATAAGAAGTGAGAAATCATCAACATACACGGTATGTTTAAAA
GATTTGCTGCTTCTCTGGGTCTAGAGGAGCAGCACAGGATGGTTCTGAGCATGCTCAGAG
CTGCAGATCAAGCTCAGGTCAGCTGGCCACCACATTGTCTTTGACTGGAGACATTGGTTT
TCCTTTCCTGCAGGGACTCAACCTCTGGGCGTCTTTTTTGAAGCTGAAGTTCTTCCAGAG
GCCGCTGATGGTGGCCTGGACCCCCGGGCTGTTCTCGTTATTTGGGGGGGAGTCCTTCTT
CCCAGAAGCTGAAGGCTTCTTCCTGAGCCCGCTGGCTCTGGCGGGGCCCAGCGCTCGAGT
CTTCGTCGCTTGGAGCTGACCGCTGGAGTTCAGCTTGGACAGTCCGGAAACCTTTGATCC
CAGCATGCTCGGTTTTGGCTCCGTTTGGGGGGCCGGACTTTCCGCTTTTACAGGGCTTGA
AGGGATTTCCGATGCAGCATCAAAGGCGGGGGCTTCCTCTCTGTCGCAGGGAGTCAGCTG
GGGCTGAGACTGGGAAAAGTAGGCGCTGTCCTGGGAGGGCGAGGAGTCCAACTGGCTGTC
CTCAGACTTTTTGTCGGGGGAGGGCGAGTCTCTTGGGAGCCCACCAGTCTGTAAGGAGGA
GAAAGTCTCCCTCTTGTANTGGAACTGCTGC
>CL11124Contig1
GGGATAAAGCCCACGAAGTAGAGGCTTAGAGGCTTGTGTTATTTGCTTCCGTCGACTCTT
TCAAATATATGACATAAATACCGTGGATTTTATACAGAGCATGCAGAATCGTTGCGCTGT
GCTGACATGCCCCAGCGGCAAAACGGACTTTCAGCCAATGTTCCGGTTCCCTCATGATCA
AGAAAGATCCAGGAGGTGGGTTGAAAAATGCCAGGGAGAAAATCTCATCGGCAAATCCCC
AGAGCAGTTGTACAGATACTACAGAATCTGCAAAAGACATTTTGAGACATCTGCATTTGA
CTGTGATGCTGATGGTGCAGTCTTGAAGAAAGATGCCGTACCTACTATTTTTGATGCATC
AGTCCCACCTCAAAGCAGCCAGCTGAAGCACAGCAAAGATGTGCCCAAAGATAATGAAAT
GGAGAAAATGGGGAAGAAAAAGGTCAAAACGATGCATGCAGAGACAGGTGTGGAAGACGT
CCAGATGGATTTGGAAAAAGATGCAATTAAAACACATCTCGAGCATCTGTTTGAAGTTAT
TTCCCTTTTTGGACAGCAGGGCATTCCGCCAACAGCCTCTACTGGTAAAACAGATGATGA
CTTCAAGTCCAACAACTTCAGTTCATTTCTAAAACACCACCTTAACTGTGGAGATCTGGT
GTTTAAAGAGCAGTATAATGGTGTCAAAACATTCTACAGCTCTAAAGCACTGCATCAGCT
GATCGACGTGTGTGAGAAATATCTACG
>CL11125Contig1
GCTTGTACAGTGGACAGACGGTGTAGAGCAAATGGTTTCCTTTCAACATTAAGATCCTCA



TGCGTGTCCCATTAATGATTTTAGGTTTCTTTTTCCGACACGTTATTCCATATTTTTCCT
GATACATTTGTTCTGCTTGAGTGTTCTAGTAGCTGCCTTAACCTGCTGTCCTTAGCTTTT
CTTTAGCCTCCACTCAGCTTCGGTATTTCTTTTTGTTCACCACACAACTGCAGTTCTGAT
TGTTTATGCTGCCGGCTTTATTGTGACTCTGGGCATTCTGCAGCAGGAAGTGAACACGGC
ACGAGGGTCCACATCAACAAGCTTTGCTTTTTTTTGTTGTTGTTGAAAATTCAGGAAAAA
AAACGGAAAAGGTGTTTTGGAAATTGTTTACCTTTTTAAATTCTAAGGTAATACATCATT
CTGCTTTACAATATTCCAAAGAAAAATAAACAGTTGCGTTTGTTTGTGTCCAAGCCTAAC
AGTTGAGAGGAAATCAGGAAATGTTTTCCTGTGGAAGCTAAAGAAGAATGGAACTAGTAA
GAACCTGAAAATAAAAACGTGTTTCTACTGTATCTCTGCAGTTTTTTGGTCTGAGGATGA
CCTGCTGCCGACCTGTGCTACAGATCCATCCTGGGTTGTCACATAGTACTTGCACAAAGT
TGTTNTTGTTTAGTGTATCCTGGTTGGAGTGTCACNTTTTACACNAGAGCTGCTTCCAAA
CNCTAAACTATTAACACATGTGAATGAATGTGTAACTTTGACACNGTNTTTGATGGTGCA
AACGCCACCAGACTGCATTTCCTCCCCAGGAATNATTGGATTTAATGAGGATNGACGNGT
AAACACTAACCNGTTTGGGCCCAATTGTACAGCGCACTCCACCGACCTGACCTGGAATTT
GACCATCACCATGATCGANGTAAACAGTCAAGAAGCTGTTTTGTATGTATATAAATAAAG
AAATAAAAACGTTTTATTTGACAAGATGATTAACCCTAATCAAGTAGTNTGATGTGAAAA
AAAAAAGCTCCAATGTTGGATTATGTAGCATCTTAATAAATTAAA
>CL11126Contig1
CGCAGCTCTGATGAGCTGTGAACTGAAAAGTCGTCCGTGTCAACAACAAAACAAAAAAAA
GAGAAAAAACTGCTTGTGTTTTTCAAGTGCCAATCTTCTCCGTGTTAAGAAAACGGACTC
ATCTGTGTTTCAGTTTGAAGCAAACGTGTTGCCTAAACAAAAACTGTGGTTTGCCCCCCC
GATCCCCATCCAGGCAGTGCTTGCTCCCTACATTTCCTCTTTCAGTGGGTGGACAGCAGA
TTTTCCTGTCCTAACAGGTTCAGATGACAAAAAAAGGTGCAGTGGGATGGTTTGTAATGG
AACATTACATCATTTTGGGACGCATTCACTTCCTGATGGAAGATTCCCAAAGAAACATTG
AGTTAAAAAAAATTTTTTAAAAAAAGAGGTGTTGATTTTTTTTGTGTGTGTGTGATTTGC
TTGGCTTCATAAAATTTGACCATAAAAAATGCATTTTTTTTTTTGCATTTTGAAGTGGAG
CTTTATACCCCCCTGATGCCAGAATGCTGAATATACTATTTAAAAAAAAAAAGCGTACTG
TTGATGTTTATGTTTATAAAACCCTTCAAGCTGGATTAAATTTGAGTTTGTAATGGGGTT
ATTGCTTAGAACACTTTGTCATCTGCACATGTTGGAAATTCCCACGTTGCTTTAATTTGT
CAGGGGCTCCTTTATGATCTCATTCAAGAAAATTCTGCACCAAAATTCTTTTGTTTCATC
AGTAACTACATCCTATTTCAAAACATTTGACTAAATCTTG
>CL11127Contig1
TCGGCACGAGGAAGACGCTCACACGCATGAACAGACGCTCACACGCATGGACCGTCGCTC
ACACGCATGAACAGATGGACAGACGCTCACATGCATGAACAGACGCTCACACGCATGCGC
AGACGCTCACACGCGTGTACAGACGCTCACACGCATGAACAAACGCTCACACGAATCAAC
AGACGCTCACGTGCATGGACAGACGCTCACACGCATGAAGAGACGCTCACAGGCATGAAC
AGATGCAAAGACGCTTACACGCACGAACAGACGCTCACACGCATGGACCGTCGCTCACAC
GCATGAACAGACGCTCACAGACATGCACAGACGCTCACACGCGTGTACAGACGCTCACAC
GCGTGAACAGATGCTCACATGCGTGAACAGACGTTCACACGCATGCACATGTCTTGCTGC
TGAGTGTTTGGTATCTGCCTCTCTCTGATTTTCTCCCTTTTTGCAGCAAAATCAGGCGTG
GAGACAAATTCACCGACAGCACCTTCCTGAATTCTCCACTGTTCAAGGACAAAAGGCAGA
AGAAGCAGAGGAGGAAAGCGGACTGATCCCTGTTGGTTTCTCTCTAAAGCTCCTCTTTGT
ACAAAGTAGTTTTTTCTTTTTGGTTCAGAACTGAAGTCTTTTTTTATCGTGTTTGAGAAT
AAACGTCATTTGAGCACGTA
>CL11128Contig1
AGGACACGTCAGCGTCTCTTCAGCCCATGGAGCGGCGAGCTCCTTTCAAGAGGGAGCGGC
TACGGATAAAGCGATTTTGGGAAATGGTGGTTGGTGATTTTAAGGAGAAGCCGTGGATCC
AACAATTTTGCATGACACGCAGCTTTTAATGAGCTGTGTGACCCTGTGGACCCTCTTGTG
GCGCCTGCTGTGCGGCGCCCAACGCAGCCAGTTCCTACCAAGAAGCGCACTGCCATCTGA
TCGTGGGTCATGCGATTCATTCAATAAAAAAAGCTTTTCCATTACAGTTTTGCAAATATG
TCTATTTCGATACGCCTCAAAAAACACCTCCTCCAAGCACAAAAAACCTTTGATAAATGC
CATTTTTTTTCTAAATGGTCATCTTTCCATAAGGGGAATTTATTATCACAAATACAATTG
GCGCAATTTCATAGTCAGTACTGAGGCTCTTGGTTAAAATAAGCCTCTGAACCCGTTAAG
ATTCATTCAAACATAATTTGATTACATGAGGTTATATAAAAGGTTTATTTTCCTAATTAG
TGATTTACACTGAACAGAAGTGGAACTGTTAATATTCATTTAATAATTTTTACATTTCAA
ACAAACAGAAATGCAGCTGCCTTAAAGACAAATCATAAAATTGCATTAAAAACTTGACAT
TTGGATTTGATGAACTGATATTTTNCT
>CL11129Contig1
ATGTCTACTGTCTGGCTGTTGAAGAAGACAACAAACCGTTTATCTCTGGAATCACAATGG
ACGAAGAAGAAACGGCGGGTTACGCGGAGCCGTGCGCCCAGTGCGCAGCCGTGGACTGGG
GTCTCTCAGAGGAGGGTCGCTTCTTCTGCAAGTCCTGCCACAATGTCATCGAGCGAACCA
AAGAGGTGATGGACCTCACCTTCATCCAGGGAGCCAACAGGATCTCCACCCTCGGCAGAA
AATCCAAAACCGAGACAGCAGGTGGCCGTCACACATGGATGGTCTGTGAAGGTTTCCAGT
TCATCCTGATGAACCAGGCGGATGCCCTGCTTAGGCTGGGAGTCCATCCTCACTTCAAGG



ACGGCGTGCTGCGTCAGCTGTGGAGGCTCTACTTGCAGAAGAGCCGGCAGGCTTACTGCG
TCAACCGAGTTAGGAGCGCCAAGTTCAGAGTGGGAGACGCAGACTCGGATTCAGACAGCG
CAGCCGAGGCGTCTGTGGCATCAGCCAGCGGGACGGATGGAGAGTCAAATCCCTGCAGCA
GCCCCAGCTCTAAAGGAGGCAGTGACTGGTCTGGATCAGCGGACAGCCTCTGTTACCTGA
CTCCCCGTCAGAGGCGGAGCCATAGACTCCTGAGCCTGAAGAAGACTCTGGCCCTGATCC
ACTTGGCCTTGGTCTGGAGCCGGGAGGCGCTGACTCTCAGCGACCTGCTTGGACTGGTGA
ACTGTGGAAGCGTCCCGTATGTGAAGGCCCATGAGCAGCTCCCAGAGCAGATGAAGCTGT
TCGGCAAAGATGCTCTTCTGTTTACTGCAGAGACGGTACCGTCTCACCGCTCGCTGCATA
AGGAGGCTCAGGATCTGCTTCTGTTCCTGCAACTTCCAGCGTTTCCTCCCATCAGCCAGC
AGACTCTGCTCCACCCGGGGCCACTGAGCCTGCGCTACCTGATCGATGCAAACCTGCCCG
GTGAGCTGCACAGGTGGGTCTGCAGAGTGGCGGAG
>CL11130Contig1
CTGGGGAGGCGCACAACGGTCCCGACTCCTACACGGTGGGACCCTCTGCGACGCCAGCAG
CTGTTGGCGGAACCACCATCACCACCTCATCCTCCTCCACCTAATCGTCCTCGCAGCAGA
CTTCCTGGAGCAGCTTGGTGAAAAATAACTGTCCCGACAAGGGGGGGGCCAGCTCCTCCA
GCAGGAAGGGTAGCAGCAGCTACGTATGCAGCGTCGCTTACTACTCTGACATCAGTCTGA
GCTCCTCCATCGGGCTGCCTGGCGCTGGGAGCCTGCAGCTGGACAGGAAGGCCGAGGGGC
TGCTGCTAGATCAGGCCGCGGGGGTGGAAGGGGTGACGGGGGGAGGGACCGGTTCCGATG
GACATCAGCAAGAGCCGATAGTCGTTCTGTCCTCCGTGACCGAATCCGGTTCGGCGTCCA
GCTCCGGCACGCTCACCGCCGACGTGTCAACGGCGGGAGACGAGCATCACTCCCCCTCTG
CAATGGCCGCTGCTGCCGACCCGGCCACGGCCATCTCCATGGGCTTGGTGAGCGTAGCTC
CCCGGACGTCAGCTCCGTGTCGGAGCCCTCCAGCAAAGACACCCACTCCCAGAGGCCGCT
GTGCTCGGCCGTGAACACCCGGCTGTCTGTCAGCTCCCTGCTGGCCGCCAGCGCTTCCAT
GAGCTCCAGCGCCAGCGTGCCCAATCTGTCCTCTCGGG
>CL11131Contig1
TTTTTTTTTTCCAGGACTGTAAGTCTTTATTCCAACAAATAACCTCAACATGAAGACTAC
AAACAGGTGTAAAGATTAACATGCATCTTGGAGCATTTGGATGCTTTGCAGGAAAACAAC
AAGACGACGCTGCAGCCCAAGACTTCAGCTCCAGCAGATGACTCTGCCAGATGTTCTTCC
AGCAGCATCTCTCATCCACACTTACACCAGGAAATGCAGCAAATGAGCTCTGCAAATGTG
GATCACAACAGTTCTGGCAACGGTTCTGATGAAAGGTCCAAATTATGCAGCATGCTGAGC
CAAGAAAGCTCTTATTCTTTGAAGCAGCTCCTTCTTGACGCTGTCTGGCACCAAAGCTCT
TCCTTTAGGCGTGATCTCAACAACCAGATCCTCCACGGTGACGTGCTCCAAACCCTTTTC
TCTGATGACCTCTTTGCAGTGAGCCTTCATCTGGTCCTTCCATCCACATTCAGTCAGCTT
GGCTCTCAGTAACTCCTTCAGTCTCTCCCGTTCCCCCAGCTCCGTCAGCCTCTGGTTGAT
GGTCGCTTTCAATCTGGACTCTTTATTCATCCTGGTAGTAGATGTTTCCTCAGAAATGCC
TCAGCGTTTCACTCCGTAACAGCGTCCGCCGCTAAACTGCATGCAAACACGGTGACCGTC
AGTGACGTCAGGACATCAGAATAGATATGTAGATGTTACAGTTAGTTTAATGTGCCGTAG
GAATCAG
>CL11132Contig1
CTACTGTGAACGGTTCTGATGGCGATCCTGTTGAGTGTCTGGGTGCTGCGTTGACCGGCT
GCATCCTTCATGCGTAGCTATTGGTTGTGACCAGCAGCTCGTACGCCGGGTCATGGCCCC
TCCTGCACAGCACCACGCAGGCACAGAGCATGCCCAGCATCTGTATAGACGCAAAGGTTA
ATGCCGCCCATATCACGTACATCATTATCTCCTTTAATTTCTTCACAACAAGGGCTTCAC
AACCCTCTTGGTACAGGTCACCAGGTCGAGTAAGGGTGCCGGTGCAGTTGCTGATGTTGG
GCTGACAGCAGCTCACTGGGACACTGTTATTCTTGGATTCTATAAACCAGTGCGTGTTCC
TCCAGTCAGAGTAGTTGTGAATCCCACAGCAGTGGAGCTGCTTCTGCACGTAGTCAATAG
CACGACTGGGAGCATCAGAATTGATCCCACTGTACTCATTGTAAACCTTCTGAATGGAGT
GATTAACCTGATCTTCAACCTTTGCCCTGTATATGTAGCCAAGCACCACCACCACACACT
CAGTCACAAAGACCAGCAGAAGAATGGCAGCAAAGGTTGCCAAGCCACAAGAGCTTTCAC
GTATTGTTGCACAGCAGCCAATCAAGCCTATGATGAACAGAAGAGTGCCGACAGCGATGA
TCACCACAGCAGGAATCAAAGTGTACACATCTTCAAAGAAGTGGTCATAGTCGTCATAGG
AGATGAACACATAGGCTCCGATGTAGCATAAAATTCCAGCTGCAGCCCAAAATATGAGAT
TGAGGAAAACCAGGACGGTTTTAGATGACGTAATTCCACACTGCCCCATTCCGTCGCGAG
CGCTACACGCTAAACAGTTATGTTGCTTTAGAAAATTGTAATTTTAGGAAAACGTTGGTG
CACCTGTGCCTCTGCTGTTAAAATGATCACAATGGCTTCAGTCTGCCCCACCGTGCGGAT
TCCTCTGGGCTCGACCAATGAATCTCTGAAAATGACCC
>CL11133Contig1
TGGAGGTTTGCTCTGGTATGGAGAATGAAGGTCAGCTGCAGTGAGACAGAGAATCTGCGA
GAAGAACTGAAGAAGAGCGGTGAGGTTACAGGGAGCAGTGGAGGTGAAGGTGGAGGACTT
AAAGTTTTTAGGGTAAATAGTAAATAGTAAAAATGGTAAATTGCGTATGCCCAATGGCGT
AGGCCCAAAGCGCTTTACAGTCACAGACCCATTCACCCATGCACACACACATTCACACAC
TGGTGGCGGTTAC
>CL11134Contig1
GAGGCGGCAATTCATTTTCTTCAGAAGGAGCGGCGTATGGACTTTATTTACAACTAAAGC



TCATGTGGGGAACCTCATCATTGTGGCTCCTGGTGGTGCAGCCATGGTTTCAGAGGGTCA
ATGCTTCGGCCCAGAGGGGTGCGGGTCCCCTGGCCTCTGCGAGCTAGAACTACTGGACAA
TGCGCTGGACTAGAAGGAGGAACAGCTGGAGGGTTGGAGGCCATCAGGGCCTGGCAGGGG
TCATGGGGGTCACAGCCATTCAAAACCTTGGATCCTGGCTCAAAGGTTCCATTCCACGGG
TAACGCTGGTTCCTCCTCACCAAGAGCTCCACGCCTCGCTCCACTCTGGTCCTGCTGTCC
TCAGCGCCCACGCCTCGCTCCACTCTGGTCCTGCTGTCCTCAGCGCCCACGCCTCGCTCC
ATTCTGATCCCGCTGTCCTCAGCGTCTACGCCTCGCTCCACTCTGGTCTCGCTGTCCTCA
GCGCCAACGCCTCGCTCCACTCTGGTCTTGCTGTCCTGAACGTCTGTATCAACGTCGAGT
ACAACTCTTATACTTGCTTCTTTGGTGCAGTGGTCACAGAGGATGCGGCTGTGGGACGCT
GATAAGTGTTTGACAAATTGATGTTGGGAAAAGAGTGCAAAGTGATGTGGATCACAATAA
AAAGTTGTTTCAGTGAGCCTGCANAANAAAAA
>CL11135Contig1
ATTTTTGGGAGCAGAAGCAAAGAGCTCANTTGGAGGAGTCCTCAGCTGGATCAGAGATTG
AGAGTCTGCTGTTGTACGAGTCTGCGTCTTCCCCTGGTCCCCCATACGTCTGCTATGTAA
CACTTCCTGGAGGAAGCTGCTTTGGTAACTATAAGGTGTGCGACACCCAAGCCGAGGCTC
GAANAGATGCAGCTCGAGTGGCTTTGATGAACTCCCTCGTGAACGAACTCCCATGTCGAC
NCATCANCCCCGACTTCATCTTTCANAGTCTGCANCAGGCTGCCAAAAATAATGCTGTCC
ATATGAATGATGCACATGATCCAAACACAAGTCTAGGAACCTACAACTTGCTGCTCCACT
CCTTTATGGGAAGGACTATGCTGGAGTTCCAGGAGATGATGATAGTTTTCCAACTGTTGC
AATGGAATGGGACACTGAAGGCTCTAAGGGAAAGGCGGTGCTCTCGACAGAGTGTGATTG
CCTACTACTGTCAGCGACGGCTTGACGAGTACATGCACAGCAGTATGGCTTTGGACTGGC
TGGGGCGAGAGCAGAGATCTCCAGGACTTCTTGGACTTGAGCTTCAGGTGGCCCAGAAGG
AGTTGGTGCTGGCAAGGCGGCGAGGCATAGAGTTACGCTTCTACAAGGAGAAGAACGACA
TACTTAGCTTGGCCCTGAGTCAAGCATACATTCAACACCCACCTGAAATTTTTGAACAGG
AATCTGACCATACCTGCGACCAAGAAAATCTTCCTTTGCACCCACTTCACAACTGCAGTG
CAGATGCCCAGATNGNCCAGTGCCCTAATCGATCACCAGTNTTCCATAAAAAGATATTAG
ATGCCAGCACTCCCTTCATCAGCCCATCACCATCGTCACAGCAGGCTTTTATGGCTTTAG
GCTCTGAATAGATAAAATAATTAAAAGNCCGAACTCTGTGNGNGTGTTCNTTTGATTTCA
GTGTAGTCCTAAGAATGTGCCATCCTTTTTGGATATCAAGTTTTTTGTTAAAAACTTTTC
AAAGGTCTTCAATTTTATAAACATGTTTATATGTTCGTTACTTTTGTTAACAGGAAAACA
TTCAGGTTTATAATGAGACATATGTTGAATTTTATTTTTTATATAAATAAAGCTNGTAAT
TCTCATTATGATTTGACAATACTTCACCGACTGCCTGACTAGTGTNTTTTTTAATGC
>CL11136Contig1
AAACGTTGGTTNGGCGGCGCAGCTCTCGCGTCGCTCTGCGGGACTGACTTCCACTGACTA
TCGGACCGATTTCACTGACAGCTGATGGCGGGGTTCGAGTTCTGCTCCTCCTGGAGGATG
GGTTCCGTCCCGGCGATCTCCATCCTGGCTCTGTGCATCGTGGTACCAGCCTTGTCCAGC
TACATTGAGGCGTTGGCTGCCAACGCCGGGACGGGCTTTGCGGTGGCCGAACCGCAGGTG
GCCATGTTCTGTGGAAAGCTCAACATGCACGTCAACATTCAGACCGGCCGCTGGGAACCC
GACCCGTCCGGAACCAAGAGCTGCATAAGAACCAAAGAGGGCGTGCTGCAGTACTGTCAG
GAGGTGTATCCAGAGCTCCAAATTACAAATGTGGTGGAAGCTAACCAACCAATTCAAATC
AAGAACTGGTGCAGGAGGGAGAAGAAGGTCTGCAAAGGGCATGACCACATCGTGGTGCCT
TTCAAGTGCTTAGTGGGGGAGTTTGTGAGCGACGTTCTCCTGGTTCCGGAGAAGTGCAAG
TTCTTCCACAAAGAGCGGATGGACATTTGCGTCAGCCA
>CL11137Contig1
TGCATTAAATTTAGTGCAAATANTAACACTTNTTGATGTACAACTTATACAGCTTAGAAA
TATACAAAACGTGAGGTTCACTGACAAAAGATGTTTAAAAACACAAACTGCTTTCTTTAG
CCGACAGACAGAACTTCTGTTCCTCAACACAGAAACTCAAAAAATGCAAACCTTTGACCT
CTTGGACTGAAAATGTGATGCAGAATTCGGTTCTGATGGTCCTAAAATACAGTCTTGGAT
GACGTGAAATGTTGACTTAAGACCCCCCCCTCCGCTGCAGTTCAGTGCTGATAAATGCAC
GCCTGGTAGCTGTACAGAAAACCAGGACTTTAAAAAAAAGAAAAAAGGTGCATCCTGGCG
TCTAAGGCATTCTGGAGGTTTATCAGCCAAACGGCAGGAGGCCACCGCGCTGTAGTGCTG
TGAGTGAAATGTAAGTTCCATGACGATTACATTCTTTACCTTAACCTACAAAAGCATGAC
AAAAATCATCTGCAAAAATCCCAAAAATGTGTCTTTTGCCACGTGTGGACTAAAAAAAAA
TTCAGAAATTGTGGTTGTCTAGTGTATCTACTCATTTCTCAAAAGGATTTTCATTCCAGA
AACTATGGCTGATTAGTTACAAATATCAGTCTGCAATCAGTAAAGACAGCCGGATTTTCC
GGAGTTAACCCGCTGGTTCTCCTCGTTCCTTCCAGCCCAG
>CL11138Contig1
TAATCGCAAACATAGGCTTAGATGGAGCACCTGTTTTGCTTTCCTGTTTCCCACTTCCAC
CTTTTTCCAGATCTTCTTTGTATTCTTTTTTCAGCTGTTTGACAATCTTCTTGCTGTGGT
TTGGTTTCTTCACCCTGAACACCTCGGTAGCTTCTTCCTCCTCGTCGAAACTCAGCAGAC
TGACTTTAGCCGGTAGAGGCTGAACGGGCGTTTCTTTGCATTTCTTTTCCTTTTTGACAC
CTTTCGCGTTGTTAATGTTGGCCAAAAAGCCATTGCTGTGAACGTTGTCGGTGCCGCTCA
GCGCTCCGGAACCGCCGCTGCTCTTTTCCATAAACGGGATTTCCACAGCAGGCCCAAACG
ACATGGGCACGAGCGCCTGTGGCTGGCTCTGCTCCTGCTCGTCCTCCTCGGAGTCGTTCC



TCCTTCGAAAATTGGCTCTTTTCGCCCTTTTAAACATTGTGTCTAGTAGTCAAATCCAGC
GCATACTCGGAAGGACTAAAACACCAACTTGCGCTCAGAATCGTCGAACACATAAGCCGC
AAAGCAAGTCCGCCATTTTCTCCCCGGCCATAATGCCCGGGTTAACGGCCGCTC
>CL11139Contig1
CGGCACGAGGGAGTACAAAGAAACCGTGACGTTACAGATTTAACAAAAGGAGGAACCTGT
TGGGAAACGGAATGCATCAAAGTTCCACTCTGATCATTTTTTAAAAAGCGTTTGTGTAAT
TATAATTATGCCCTTTTTAAGCCAAATGAATAAATAAAAAACTGTTGGTCTCTGGGAAAA
AAAAAA
>CL11140Contig1
CGGCACGAGGACGCCACCAGCCGTTGTCAAGTCCGGAGCTCACCCAGCTACTACTACTAC
CATCTTCCTAGCAGGAATAATAAACCTTTTCTCGCCAAATCCCTCACCTGTCTTCCTTCT
GGGTTACAGCATCTGGGTCCTCACGCTAGAGCGCCATGACAACATATGTGTCAAAAACTG
ACATCCTCACCGTTCAGGCCGGTGGCTGGGACAAGCGGAAGTCAGAAAAGCTGGAGCAGA
CGTTACCAGAATGATACTTCCAAGTAAAGATTGTGGTAGTGTTGAAGATAAGTATTGGCT
TGTTTCTTTCATGTTACTCTCATGCTGTGGATGTGGACTATTTCTTCATTATTACTAATA
ATTCATCTCTTCCCAGAAGGACAAATCAAAATGACCCAGAGAAAAACATTGAAGGACATT
GTCTGAGCATCAGGAGAAAAAGTTTCTGCTGTGTCATCAACATATGGTTATGGTGCCATG
GTAAAGAACAAAAGGCTCTATGATGTCATGCTGCTGACCAGACTGTGAATTGTGAAGTCA
AGCAGCAATGCGGGGTCCTTGAAGTGTGGTTGAAGAGCTCTCCTCCTAGCTTTTGGAAGG
CAGCACAGAGGCCTTGACGGAGAGAGGACGTGAGGGACTAATGGTCTGCTGAGGAGGAGA
CTTTCTGCAGTTCAAGCCCCAGCTCCAGCCCTACAAAAAGGGCTTATATGAAGGAAAACC
TCAGTTCAACTT
>CL11141Contig1
TCGGCACGAGGCTCCTGAACGGACTGAACCACTGCGAGGAACTGAAACCATGTCAGTGAC
TGTAAAAACAACACAGCCCCGGCCCTACATCACAACCTCCACATCGGAATGAGTGGAGTT
CTGGCATCTGCGACTGCTTCGATGACCTCCGGAGCTGCTGCTTTGCTTTCTGGTGTTTTC
CGTGCTTCGCCTGCATAACGTCCAAAAAGGCTGGAGAGTGTCTGTGCTTACCTCTGCTGG
ACGGTTTTGGCTGCATCCCGCCCATCACCACCGCCATGAGGGTGTCCATCCGCAAGCAAT
ACGGCATAGAGGGAACAATCTGCAGAGACTGCGTGTTCTCCTTCTTCTGCGGGCCCTGCA
GCTGGTGTCAGATATCGAGAGAGATGAAAATACGGAAAGCGCCGATGATCTTTGCCGCCT
GAAGAGGACCGCTTCTCTCCCCCATGATCGCCAATAACCCCGCCGTCACAGCCGTCACCA
ACCCCATCCATCATCAGCTTTATCACCGGGCTATTGGCCTCTCCAGAGCGTTAAACCCGT
CTGCACAGGAGGAATGTGATGGAGCAACATCAGGGTCAAAATGGAAGCCACTCAGCAAGA
TAAAACGCAAAGGAATGAAAAACAGGTTTTAATGAAAGTTTGTCAGAGATGTCTTGTAGA
AAGTTCATAAACTTTGTTGTGTTACATAACTATGGATTTATATTAGGGATGACTATCTTT
GACATATTAAGGTTGCTAGGTACTTGGCAGGGCTAAGTATG
>CL11142Contig1
ACATCCGGCAGAGCAGACGCGAGCATGGGCGCCCTCATCTCCAGCATTTTCTCCAGGTTC
GTCTCGAAGGACCCCTTCAGGATCCTGATGGTGGGTCTGGACGGCGCCGGGAAGACGACC
ATCCTGTACAAGCTGAAGCTGGGGGAGGTCGTCACCACCATCCCAACCATCGGCTTCAAC
GTGGAGACGGTGGAGTACAAGAACATCAGCTTCACCGTCTGGGACGTGGGGGGCCAGAAC
AGGATCCGGCTGCTGTGGAGGCATTACCTGGTCAACACACAGGGCCTGATCTTTGTGGTG
GACAGCATCGACCCCGAGAGGTTCAAGGAGGCGGCTGAGGACTTCCACGCTTTGCTGGCG
GAGCACGAGCTGAGGGATGCGGCCGTTCTCATCTTTGCTAACAAACAGGATTTACCGGGG
GCCGCGGCGGTCCATGACATCACGGAGGGGCTGGGCCTGTTGGGGGTCCATCAGCCGTGG
CACGTCCAGCCCTGCTGCGCCGTCAGCGGCGCCGGGCTGGCCGAGGGGCTGGACTGGCTC
TCCAGTCAGATCCAGAGTCGGCAGAGGCCGCAGTGACGGACGGCGTCACCGCTGACCGCG
GTTCCCTGCTGGGAGAGACGCCCAGAGGAGCAGCGGTGGAGAGGAGCCTGGAGGACCACG
AGCAGAGCTCCTGCCCTCGTCCTGCCCCACTGAGGGGCAGAAAGGAGGAGCAGCTGTCCT
GGAAGCTTTGAACTGTCAGAAGCTGCAGCGGTGGACGCTCAGATCCTCGTTTCTCCACCA
AACACGCTTTGGACTTCACGAGCTGCCTGTAAATCCAGATTTGAATGAAATATTATATGT
A
>CL11143Contig1
AAATAGGGAAAAAGCTTTATGATTGGGCGTCATCAATGCAGTTTAAGAGTCACATGACCA
CAGGCCACAACTCCAGACCTGGCTGTTTCCAACAAAAATATGAAGTCTTGGTTGACTTTA
AAAATGAAATCCAAACAAAGAAAACTGCTCTGCCTTCAAAAATAAAATATGTGGAGTAGC
AGATTCTGGACATTCAAACTAAGGAAAGCAAAAGGATTTATAAACAAAGGAAGTATCATT
CAGTTTTGTCTTCACTCGTCTCCATTTCTTCATGTGCGTAGCAGCACTGGTCTCCATGAT
CACACGTTCCCTTTTTGAACTTTTTGCAGGGAAAGTTCTTGAGCTGAGAAGAGTCTGTTA
TTTGGCCCTTTCTCTTGTTCTGGCATTTTTTCCTTTTGTCCTGTAGGTCCATACTGATGC
CACCCCCGGCTTTGGCTCGAGCTTTGGGTCCCCAGAAGGCCTGAGGGTTCTCCTGGAACC
GGGTCAAATGGCGTTTACGGGACTGAGGGTTGGCATCTTCTCTTACCCTGAAACAGGCCT
CAAAGCTGGGCTCACAGGACAAAATCTTGAATGCGGGGCTGGTGGGAGACAGCTTCTCCC
TCTTCACAGGGTTTGTCTTCTCCCAACATCGCATGATGTCCCAGATAGCAGCGGGAGGAG



CGTCTGTCTTGATGGCATTTTTACAGGCGTGAGACATAGAAACCCTGTGACCAGCATGAA
GCAGAGCAGACCTAAACTGGAGCAGAGGTGGAGTATTACAGTGCAGGGTGCTGCTCA
>CL11144Contig1
TTTTATTTCTTTTGACTCATGTATTACACCTGGACATTCAGTGTTGATAGGGACACATTT
TCAAGATTCAGAGAAAGTTGACACGGAATCCTGTTGAACGTCGATATACGGAGCAGCCAA
TTTAAATCTGGATCTTGCTGTATGGCACATCCAAAAGAAAGAAAGAAAAAAAAAAGTACA
TCAGCCTCATTTTGTCTGCATCGTTTAAATCTCCAATTTATGGGACATTAAGGAAAACGA
AACCCTTTTTTATAGCTACCAAGGATAGCGAATTTAAAATCTTCTCAAATGACATTCGTG
TCTTTCTTCAGCCGTTTCTGCTACCAGAACAGAAATATCATTCAGGCAACATAAAACAGA
AGCATTTCGGAAAAGGCAAACTCAGGAATGCCCCGTTCTGTCATTCAGACATGAAAAAAC
CTTATGACGAGGCCAGTGAAGAGCAACTTTAACAAAACACACCAACTCCATTCGACAGCA
CTGTTCGGTGGCAAAAACTTGCTACATTTACAATGAAAATGTGAACAGACCATTCCACAG
CAGTGTAAATGCATTTGAGAAGATACATTTTGTTTTTTTGGGGGTAAGAAAAAAAGAAAA
TGTGTCAAATGTGTACATTTCAGCAGCAGCAGTGTTGCTTTTC
>CL11145Contig1
GAGGGCCTGTCGGACACAGTAAAGGAAATCCTGGGTCGCAACCCCCCCACCGAGTCCTAC
CTGGAGTGCGGGGGCCATCGTTCAAGCAAATATGACTTGAACAGAGACATGCGCAGCAAT
GCTGCGCTGCAGAGTGCCCCAGCGGGCACAGACCTCCTTTCGTGCACCCCCGCTCCGGAG
CCCCAGGGCCCCCCATCTCCCAGGTAGCTTTGAAGTGCCGCCGCCGGAGCCGCCAAAATC
CAGGTCCAGGGACTCAAAGGACACCGGGAGAGGTCGTCTGGATCAACCGGAAACCCCCTC
TTCCCCTGATGGACCCATGGTCTGCAGTTTCTGCAGACACAACGGGGAGTCCGAGATGGT
GTACCGCTCCCACTGGCTGAAGAACCAGAAAGGAGATGTGTTGTGTCCCTACCTGCGGCA
GTACGTGTGCCCGCTGTGCGGGGCCACGGGGGCCAAAGCGCACACCAAGCGCTTTTGTCC
GAAGGTGGACAGAACTTATTCTTCAGTTTATGTGAAGTCTAGGCGTTGAAAAGACTCAAT
CCATTGTAAATATGTGTGTGGTTTGTTTTGAATTATTTTTAACCTAATTTGCATGGTGTG
CTGTTGTAAAATTAATATTTTCAAAACATTAAAACCAGGTTGTCTTTGGTGCAAAAA
>CL11146Contig1
ATGCTAGGAAGTTATGCAACATGAAACACGCAAGACTAAATCTTGGCTTGAATCAGATCA
GATCACATTTTTAAGCCGTGTTCTGAGATTATGTGGTGTGCCGACGCTTTGCATCACCAC
AACACACCCAGATGCAAAGCTAGTCTCCTCTATTTTTTTTGACAGTTTCAATTATTTTTC
TAGAGTAAAAAATATGTAATAATTCAGGAATCACTATAAATAGGCCACTGGCAGTCCAGA
AGTGAATAGAAGAATAATTACCACCAGTATCGAATAAAGCTGCCAAAATGTATGTACAGG
TCTAGGAGAGCAGAACTGTGGACATTTACTATAACTATGGTGTCCACAAATGAAAACTGT
GCTGAGGCAGCAAATATAAACTTTATTTTTAGAGTTTAACCCAAAATACCTGTTAGAGGA
CGGAAATAATGAGAAAGGCACATTGATTTTTTCCACAGATTTCAAACTTTTTTTGCTTTT
CCCAGATCCTCCGTAGCTTTGCTGCTGTCGTGCCTCGTAAAGGTCTGCTTGTCTGAGGGG
CCGAAATAATAATGTAGTCCTTCTTTTGTGCATGAAGTGTGCATGAAGTCTTCCTGTTAG
GTTACAAGCCTTTCCTCTGTATTTTATTGACATAATGGAAACATGAGCATGTTGCTGGCG
GACAACTTTCTTCTTCTCTAATGTACTTTTTCTGCGACACAGTGGGATTATTTGCAGTTT
ATGAGACAGACATTGCTGCCCGATGACCTTTGACCTGATGACGTTCTCTGCATGTTTGTG
TTTCTGTGGTTCCCGTGTTGTGGCGCTCTGCAGCTCTTCGTCATGTGACTGTTTCTCCTC
GTGTCCCAGATTTAGTTCAGCTTTTGGTTTTAGTCTCTTTGTTTGCAGAAAAACAAATCC
TGGAAATGGAAAAGTTTGCAAAGCG
>CL11147Contig1
CTTTTATTAACAAGCAAACAAGCAACACAATCAATTTGCTGCTTTTGCAGTGAGGAAAAG
GCCACAAAAACTATTAGTGCTTTTTAATGTAAAAGAAAAGAAAACATAAAATCAATAATA
CCTCATTTATAAGTCAGCAACTGCATCTCTTAGTCTGCCATTAGACTGTCTCCCTCAACG
AAAAAGCTGCACTTTCATTTCTACTAACGGTTAATTTACATTCAGTACTCACAGCTCTCA
GCTCCTAAACATTTAAATCGTCTACAGTGGAAACATTTACCAGTGTTTTTTTACAGAAGG
AAGAGAGATCTATTCTGTGACAGAAGCGAAAGTGCTTAGCTTAGTGAGTATCTGCAAAAG
CCTGACTGTTCTCTTCTCAGTGCCATCAGCTGTCATTGTGATGAAGGAAAAAAA
>CL11148Contig1
TTTTTTTTTTTTTTTTTTTTCCTTATACAGTTTTTAATATTTCCATCACATGTGCAACAC
AAAAAAAGACGAGGTCTGCCAAATACAGAGCTCCATATTTGTACAATACATTTTAATAAC
ATCGGAGACAACAGTCTTTTTGCAGCAGGAGATGGTGATTTCCTGTAAACTGGGTAAGAA
CAATTGTCAATCAAAATGTCAAAACATTAAAGTTTCATACAAAAAGTGCATCTCAGGTTC
AATGAATTCCAAGAATTTACATAACAAAATGAATTAAAGTTTTGTTATGAGGGTCTTCCA
GCTTTTGTAAAGGACAATAAGATGCTGCAAAAAAGAANAAAGAAAAAAAAAAAANATCCN
AGNGNGGGCNCTCTCCAGGAAAGCCAAAAACNGGGCTTTGTAAGTTTATCTCCCAANAGG
GACNCAAATTCTTCNCNACCCTAAANTTCANCTGTTGCAAATTTAAAATACATAGNGACN
TAAAGCATTAAAAAAACNCAAATTCCAGTAATCTCCAANCTCCNCNCAGTAAACTTTAAT
AACAAAANTGTACNGGTTGAATCANTGGGCTTGAAATTTCCCCAC
>CL11149Contig1
CTGCATGTATTTTGATAAGCAATTCNATAAAAATACAGATGTTTCAGCTGATTGTACCAA



TAAATAATTTAAAAAAATATTTGCAATAATATTCATGCAAATGTACAATACCTAAACGAG
TGCACTTGCAATGTACATTCTAATATGCTAGCTGCAATACATTTATTAGCAAAGTAAAAG
CACAATAACACACAGATTTTTGCCAAAATGAGCAGCTCATTGCTAATACAACAATAGTTG
ATAAAAGTAAGGTTGATGCAGGAGTACAGGCTCCTGCTCTGTATTTTATATGCTGAATCA
GGCATGTGGTGTTTCTTTTTTTCTCTACAGTTTAGCTTGTGATGTGAGTAAATGGTTTTT
ATATTTACTGATTACTACTTTTCTGATGTTACATATCTACAGTTAGTATGGTTTTTAAAT
CCCACAAAGTATTAAATCCTTTTGGTCTTATATCAGGCTTTTCTGGAGTTTTAACGGGGG
AGTAAACGGAGTTGGCAATCTTAGGACTTTCCTCCCAACATCCAACGAACCCATAAATAA
ATAAACTCGTTTTATCATACATTTTAAATTACATACAGTACATTCCCTTGAGTAAATACA
TGTACACATGCTGTCAGGGACTGGAAGTGAAGCCGTGTCTCTACAGTTGTCCAGATCGGT
CAGCCGGAGGTAAATACAGTCATCGGGTCACTTTGCCTTTACCCTCACACAGTAGCCCCC
GTCCTCTGGAACCGCGACCCCAAAGACCCGGTCCTGCCGCCCGGTCCTGCGGGT
>CL11150Contig1
ACTGACTCAAGGAACTGGTGCCGATGCCTTGCCCGTTTGTTCCCACCAGCGCAAAAAGAG
AGCGGAAACCCTCAGGGAGAAACCACCGGTTGAGATGGTCGTCATAAAGCGCTGTGCTAA
AAAGACTGTGTAACAAGGTCAACTGCCCCCTGAACTGCTCTCCCAGCAGCTTATGGGCGA
TCTCCTCCTCCTCGTTGGCGGTCCGGCTGCAGAAGCGGGAAAACAGCTTCTGCCAGCGGG
CTTTGTCTTTAGCCTGCTTGACTACAGCTACCATTCTGGCCATAAGCATGATGCTGGAGC
TCTCTGGAGGATAATGCATACTCCTCCATGCATCTTTCAGCTTGTTGATGGGGTGATCTG
GATCCTCCTCAGACGGACCCAGACACAGAACGCGATGGTACTGATCTGCTGCGGCTTGTC
GGCACTCGCTGCTGCAGTACATCACCTGGCACTGAGGGCAGGCTTGGTGCAGCTCGGGGC
GAACGCCGCACAGCTCAGGGTGGGGAAGGATGAGAGCGGGGTTACCGCTGAGTCTCCTGG
CGTTCTCCTCCGCCGTCTCCAAAGCGCGTAAGCAGTAATCGCAGGCTCTGTACTTGTATA
AGGAATTCCACAGGAACTGTGCAGACACCAGGGGGCGCTCAGTGAAAATGGCGTCTCCTT
TCTTGATGCTGCGTTTGGCAAAGAGACCTTTACCCTTTAAATTGTCTATAAATCTGACTT
CTACGCTGCTAGCGGCTTTACCGGCGTCTACGCACAGAGAAAACATGTCATCCACCCCCG
GCCATA
>CL11151Contig1
GGCTGGAGGTTTCTACAGAGTTATTCTTCTCCTGACCGCTTGCATCTTTGTGCTGCACGT
TTCAGGACAATCTTTTTCATCTTTGTATGACTTTATAGAGGTTTTGTTAAAAAAGAGAGG
CAGGTCTCCTGTTGTAGGCCTCCGGCTCTGAAGTTGACACCGGTTTGGAACTGGTTTGGA
ACCGGTTCCTAACCGTTTTTCTGCAGAACTGAGTTAGCTGCTGGTCAGCTAACAGCACGT
TTTCATAGAGAATCCACACTTCAGCATGGAGCGCCTCTTTCTTCTGGTTCGTTGTGAGAA
CCCGTCTTTGCAAAGACCCCCGTCTGTCAGTCTGTTCCTGAAAGGGCTTTTGTGAGGCAG
CAGACTGACTGGGGGGGTCTGTTTGCCCCTCCAGCTGCTAGGACCTTCCCTTGTCCCTTG
CCTTGTCAGAATGGCGTGCTGCACTGCTCCCTGGTGGCGTCCACAGAGGCGTTCGTGTCG
TTTCTGTTGAAACATTGTGAATAAGAAAAATGGTGTCTTTGTTTTCAACATTGTTTTATT
TATGAAAACTGTTTATTTCTATAGTTTTGTGTCGATCCGTACCTTTGTCCTATGATTTAA
CCCTTTGTAGGAACACCGTGTGCTCTCACATTTTTGTGTGACTTTGTTTAGCTCAGATTG
TGACGTTCAGCATTTTGACGGATGTCTGCTTTGCCTTGACCCCCCCCCCCCCCCNC
>CL11152Contig1
CGGCACGAGGATGGCGTCTATCATGGNAGGGGCCGCTCAGCAAGTGGACTAATGTCATGA
AAGGTTGGCAGTATCGCTGGTTTGTCCTGGACTACAATGCCGGCTTGCTGTCGTATTACA
CGTCAAAGGACAAGATGATGCGAGGCTCCCGGAGAGGCTGTGTTCGGCTCAAGGGGGCTG
TGATCGGCATTGATGACGAGGATGACAGCACCTTCACCATCACCGTGGACCAGAAGACTT
TCCACTTCCAAGCCCGAGATGCAGACGAGCGGGAGAAGTGGATCCACGCCTTAGAGGGAA
CCATCCTCCGCCACACCCTCCAGCTGCAGGAGGCAGAAGCAGGATTTGTTCCCAGTGTTC
AAGACTTTGACAAGAAGTTATCTGAAGCTGACGCCTACCTTCAGATCCTGATTGACCAGT
TAAAGCTGTTTGATGAGAAGATCAAGGACTCCACAGACGAGGAATCGCTGGCAAAAAATA
GAAAATTTGAAAGAGACGACTTGTAGTATGGTAGAGTCCATTAAACACTGCATTGTACTG
CTGCAAATAGCCAAGGACCGAAGTAACGAACAGCAACACGCAAACGGACTTATAAGCACC
ATCAACCCAGTGGATGGGATCTACCAGCCCCCCCTGGAGAT
>CL11153Contig1
CATCACACAGCATTCTGCTAGATCTCCAGGCCACGCCTCCAGCTCACCTGCCTGCCTACA
GTCCAAACTCAGGGACACCTGCGTGTGCGCTGTGATATCCTCTTCATGCAGAGCGAAGAA
TGATGGGGGGGGGGGGGGGGAANTTNNANNTTTTTTTTNNAAAAAAAAAAANNNCNTTTT
TNANANNNAANNNTTTTNAANGGGGGGGGNNNGGGCCNNGGGGGNANAAAAGGNANNNAA
AAANGGGGNNNAAAANCCCCCNNTTNCCNTTTTTTNNGGG
>CL11154Contig1
ATCCGGGCATTATTCACTGAACTGCTGCGGGCCAGAAAACCCCTGGTGCTACATAACGGC
CTCATTGACATGGCCTTCCTTTACCAGAGTTTTTATGCCCACCTCCCTGAACGCCTGGCC
ACCTTCACTGCAGACCTGTCCGACATGTTTCCTGCTGGCATTTATGACACAAAATACATA
ACAGAGTTTGAGCTCCGGCTGACTGCCTCCTATCTGGAGTACGCCTACNAAAAATGTAAG
CTGGATAACAGCCGCGGTGTCAGCTCGGGAGCGCCTGGACCTCACCTCCACATTGGCTTC



TGTCAGTATGCTGGTCACATGTCCACGTATGTGGATTACCGAGAGTGTCCGGCGGTGGCG
TCCTCAGAGGAACAGACTGAAGTCTGCCAGCGCTTCTCTGCCTTCGGCTGGTGTCCCAAC
GGCACCAAGTGTCCATTATCCCACGACACAGACCTGATCATTCTCCAGGATGAGAAATGC
AAAGACGATNAGAGAAAGAAGAGGAAGAGACAGCGAGAGAAAAAGAGAGGTGGAGGAGCG
ACTGCAGAGGGTTCTGCAGTTTTTGACGGCGCCCCTCTTAACAAAATACCAAACATGGAG
GTGGATCCAGAAGGTGACAAGCAGGACACGACAACCGAGACACGGCGAGATGATTTGCCA
CACGGAGAAAGCGAGGCCAAACCGGATGAAGA
>CL11155Contig1
TTTTGGAACCGAAGCTCAGAGAAAGCCTTTCAGCTGATTCATGCTCAAAGGTATGGGGTT
CTCGAACACGGTCCAAACAACAGACTCGCTGCAGTCGGGGGTGGTCAGGGAACCACGGTA
ACGGAAGTAGGAGGTCATATTATGCTCAGGGGGGATCAATTCAGCCAAGGCGATGGGGGA
CAGAGTAGTGTTTCCATGTGCAGATTTGATGTTTCTCAGTGCATTGATGAGCGTCTCATA
CTTTCGGTTTGGGCTGTTGGACATCTCATAGAAAAACCCTAGAACTGCTACTCCCTCTCT
ATCCCTCAGAGCCGTCGGCAGGTCATTATATTGGCTCTTCATGTGAACGATGTGCAGCTC
CATGGGATACTGCTCCCCGTCAATGGTGTGTTCGGATCCTGGACCTCCATTGCTGCCCCA
GTGCAGATGGAACTGCACTGCTTTGTAAGTGGTTGAAAGACCCCCACCTGAGATGGTGCT
GGGATGAGAAATTCCAATTTGGACGGAATGGCCGTTGTTTTTGATCAAGCCTCGGAATAT
GTGTTGGTAGTTCTGGAATTTGAGAGGAGTCAGACGGTCATCTTTCACTGTCTTTCTGGT
GACGATGTTGATGGGTGACTGGTCTCTTCCAGCACAGTTCTTGCTGGCGTGGTCCCAGTT
TTCTGGTACATTGCATTGATGATCACAGGAAAACTCGGACTGGTAGCACCAATCCCCCGA
TCCCGCGCACAGCGTCCACGCGCACGCCAGGTACAAGATCAGCAGCTGGTGCATGTTGAG
CGGCTCCGGCTCGACGCACAGAAACAGACACACAAAGCTCGATTATATTCTCCCCGGC
>CL11156Contig1
CCAACCTGGTTNAGGTCGTTGCTGACAACGGTCCGAACATGAAGGTCGTNATGACCACCA
AAAGGAGGAAAACGGGCTACCAATTGGGGCGGGGCGGTTGCGTTCGGTATCATATAGTTC
TGGATGAGCGGTCCGACCCGGTCCATCCAGCAGCACACATACAAGGCTGCATTTCCGTTA
AGTCCTGTAAAGTTCTGCCAGTTTCTGTCAGGTTCTGGTGTGCTGAAGGCAGACCAGTCG
CTGGAATGGACTGCATTTCCCAGAGTTCTCTTTGAGAGCATTGCAACGGCAGCAGCTTTG
GCTTCTGGACTGAAGACGAAGCGGCGTCCGTGTGGTCACGGGGGTCCAAGATTAGAGTTT
TCGTGGAACTGTTAGTTGTTCTGATCCGATTGTTCGGGTGGATGTCGGAGGTCTCCAAGG
ACGTCCTGCAGCACTTCTGAAGCAGGCGGGGGACAACTCGCCATGCGGCGACCCGGTACC
TGGCCTGGGTCAAGCAGGTGATCCAGGGGTTCAGAGCGGCGCCG
>CL11157Contig1
ACTTTATTCTTTTTGGTTATTTGTAAAAGAAAAGCATGTCAGGGCTGTGCACCAGCGGCC
GTGCTGCGCTCTGCAAACGCGAGGGCCGCCCGCAGATCCTCCCTGGTTGTGGCGTGCATC
CCCAGTGACTTTCTGAGCGCTTTTGCCAGGTTCTGTGGGGAGATGAGGTGGAGGCGCAGC
AGAGAGTTGATCAGCTGGGAGCGAGCGTTGCCGATGAAGGAGTGGGACAGAAAGAACGAG
AGACCGCCGTCATGGTGGGTTCTGAAGAGCGGAACTCTGACCATCCCCATGACCTCCAGC
CCGTGATCCACCGCGGTGGATGCAGCTGCCCTCTCCACCTCCTTGATCTGCTCCTCCTCC
ATCTTCTTCACGTAGAAGTGAAGGATCAGCTTTGATTTGGCGGTCCAGGACAGCGCGGGA
GCGTAGCAGGTTTCCACATAGTCCTCCTCAGTTATGGGTATCTCCAGGCCTAGCTCCTCC
AGCAGCTCCCTGCTCAGCCCCGCCTCCAGACTCTCCTCTGCCGGGTTAACCAGACCGCCA
GGGAAACCCAGCAGACCGTCAAAGCGCATCTGCATCAGAACGATGTGTCTGATGGGAGTT
CTCCCAAACAGCTTGGATGTTGTGTCGGCATACAGCATCACATGGCACGCATGCCTGCAG
CCCGAGCACGCCAGGGCCTCCTCCTCGTGCCGAANT
>CL11158Contig1
AGGCTCCTCTGGGATTTGGGAAGTTCTGCCCTCATCGCATCGCTTGCAAGAGGTTGGTCT
CCATGAACATGCCTCTCAACAGTGATGGGACGGTCACCTTCAATGCCACTTTGTTTGCAT
TGGTCAGAACGGCACTGAAAATAAAGACAGAAGGTAACTTTGAACAAGCAAACGAGGAGC
TGAGAGGAATCATCAAGAAGATCTGGAAGCGCACCAGCATGAAACTGCTGGATCAAGTCA
TTCCCCCCATTGGAGATGATGAGGTGACTGTGGGGAAGTTCTACGCCACCTTCCTCATCC
AGGATTATTACAGGAAACTGAAGAAGAGGCAGGAGGAATACTACGGCTATCATCCCACAA
AGAAGAGTGCCACCCATGAAATACAGGCTGGACTGAGGAACATAGCAGAGGAGGTGCCTG
CAGAGCTGCACAGGTCCATTTCTGGAGACCTGCTGGCTGAGGAGGACTCTGACCACGGAG
TGGAGGAGATATTCAGGAGACAAGCCAGTCTGTTTGGAAACCATTCAGACCCGTTTGCTG
TAGAGACCGACCCAGCCTACACCAGCCAGCGCCCCCTGCAGATGGACGAAGGCTTCACTA
ACAACATCAGCATGAGTCAAAGTCAATTCTGACCCCTGTTCTGAGGATCCAAAGATCTGA
GCCTTGACTTCAAACGATGGACTCTGATGAAAGGCAGTATAGGTCAACCCTTCCTGCTGG
ATGTTCTCTCTTCACTGACTGACGTCATTTAGAGCTGAATCTCCATTCATGGAAACTTGC
TGTTGGTAGTTTTTTTAGCCTCATTCTCTTGTAAATTCTAACTCAACAGAAAAAACA
>CL11159Contig1
GGGTTTGATCCTTTCTGTCACTTTGGAAAAAATTCACAAGGAGTCGACAAAGACGGCCGT
CCTCGCCGTTGATTGTAGTTCCAGTTCAAAGACAACTGGAGGCGGCACGGGAATGTCCTC
GCCACCTCGGATGTTCCCGTGCCGCAGAAGTGGCCTTCGGTCCTCCGCCGCGTCTTCCAA



ACCCTCACACTACAGAAGAAACGTTTCACGAACCGGAGCTGGATCAGCGTTTCCGTGGCA
GCTTCACCGGATCCCAGCGGCGGCGGCGCCGGACAATTCCACAGTATTTTCTTTCCTCGT
TTCCTCCATCGTTGTCACACCGGATCTGTGTTCAGCAGAAAACCTGGAGCCAAATCGCTG
ATTCAGAGCCGCGTTGACAGCTGCCATATTTGTTTGTTTTTTTTAAAAAAAAAAGAAAAA
AGAAATAAAAAACGGTTCCATTTTTATTTAGCCAAGTATGTAAACTGCATCATGTATTGA
AGCCATAACCAGCCTTTGTTTACTGTTAAATGCTTTTTCATAAACGTGTGCAATCATTAA
AAAAAAAA
>CL11160Contig1
AGTGGATTTGACGTTGCTGTTGGACACCAGACTGGTCTACAAAAGTCAAGATGCCAGAAA
CTGCAGAGGCTGTGTCAGCCACTCTGACCACCAACAGAAATTGCACCATAGAAATTACCA
ATGGCAGCAGCCACTGCCTCATCAACCCCAAGGTCTACATGAGTAGTGGTTTCTGTTACC
ATCCACCCCAGCCGACGATTCGAACCACGATGACAGAAGTTTGCTCCTTCACCAAGGATG
ACCACACTGCCACGGGCGCGGTCGGCCTGCTGACCTACGACTTGCTCCATATGCAGAGTC
GAGTTTGCTCACAACGCATGGCCATCATGTTCTCTGTGCCTTTCGACTATAACCTGTACA
AGAACCGGCTGGCTGTGGGTGTGGTGGATCCCTCCACTGCCTGCGACAAACATCTGTACG
AGCAGATGTACGATGGGAAAGATCTGGGCAACTTCGCCCGTTCTGATGAAAACGGGTGTG
GCCTGGAGCATCGAGCGACATCTGTTGATTTGAGAGCGACCATGTCTGCAGTCGGCAAAG
CCATCGTTAAAGTGGAGATCTATGATAAAATGCATCATTAAGATGCTGTTTGTTGTTTCT
GAATTCAAAGAGTGAATAAACTTCCATTGTATCTGACCAATGCTGTTTTCTTAAAAAAAT
AACACGAATAAAAACAAGCTTTATGGAGATGAAGACTGA
>CL11161Contig1
GTTGGCCTTTTTCCCTGACAGACGTGGCGTCAAACCATCTGTGTTCTTCTGCACAGTACT
GCGAGTACATGCCCGAGCCGGCCAAGTGCAGGCAGTGGCTAGAGAAGAATTTTCCCGACG
TTTTTGCCAGGATGACTGTTGGTAAGTTTCTCCCAAGATCTCCATTTCTCCCATAATGTT
GATATAATGACAAAGTGGAACTTCGTCCGTTTACTGCTTATTCGGGTCTGAGTTGTGGAG
GCTGTAAGGAAACCTGGACCTCCGCTCTCCTCCTCTTCCCCTTCTGGAGGACTCTTCTGG
TCAAAACGCCATTGTGCTTTCGTTAGAAGCTGATGGAGTAGTTTTCCTGTCCTCAGTGTG
GAGGACAGATGCAGCTTTGTTCCACAGCTCATGGCTGTCCTCAGGCTGTCTTCATACTCC
AGCGATGCGGATGCATCCGTCCGTCAGAGCAGACGTGTCCCGACTCCATCCTAACAGGGA
AGAGGCCTCAGACTCGGAGGTGCTGGTTCTCACCCTTCCCACACTGAGCTGGAGGTTGAG
GGCTGATGAGGAAAAGACGATCGTGTCATCTGCAAACGGCAGAGTTTCTACTGCTAGAGT
GGCCGCTCTCCTGCTTCCGTTCCATACCACTCTGGAACCCACTTGATCCAGGTGTTGGTC
TGGACAGCAAGCCTGAAACTCAGCTGAAAGCACCACGACCAAAGTTGCGTTGACCTCTGA
CCTCAGGAAAAGGCCACCATCTTGAATGTAAAAAGAGAAATCACCTTTAGACCCGCCTAT
CAATTTAAACTCCTCTTGGGTAATTCCAATTCATCGCCTCCTGACTCCTGAAGCATCATT
GGGAAGCTACTTGGGGAAAAAATGTTTGATTTAAAAGTTGTGGATTTTTAAACGCCAAAA
GTGGCGTTCCAGTTTTTCTCTCGTATTTTTTACCGGAATACTTTCTCTTTGAATTCCTGG
AATAAGCTGAACAAAACAGCATAACTTACCAT
>CL11162Contig1
TTCGGCGGCCGCGGATCCCTTTGCTGAAAGAAATTGAGGAAAAAGATGGGTCCTTTTGAG
AACTGGAAAAAGGGCAAGCTGATATGCAAGAAAGGCCTGTGTGTCTGTGCCAGATGATGA
GTTCAAATGGAGGCTAACTTGTGGTGACTCTATTAGTAGGTGGGGGGAAGGAAGGCAGCA
TAAAAACTGAGCAGGTTTGAAGGTGTGTGAAAAAGGTGTCTAAGATGGGACGGGATGAGA
GGCGGGAGATTCGCGTTGAGCTAGAGCTTTACAGTGAGGGTCGCCAAATCTGTGGGGGTG
ATTAGAGGCAGCTGACACGAAGAACAGCGGAAGCACTCACACAGGAGCTGCTTCGGCACC
GACAACGAAGGGGGGCAGGGAAAGGAGTTCTAATTAAACAGTGCAAGATTTTAACATCTG
AATTGTGTGCAGTTAGCTGAGGAGTCTGTCTCCAGATAGTGGGGAGGAGAAGCACACAGG
TTGAGGAGGATCTTTGCTCACATTTAGATCAATAGACCATTCCCACTTGTTTTAGTCTAA
TTGCTCCT
>CL11163Contig1
CGAGTGGGTTCACAACAGATTTGCGGTTTCGCAGCCAGGTGTTCAGATCCAAGTTCCCAC
ACTCCATCAGCATATAGANGTAGCTGTTGGTTATTTCATAATCATAGAGCTTGATGATTT
GATCGCTGTACTGCTGCAGGTGGTTCAGATGTTCAATTTCATTTTTGTAACTTTCTACGG
TCTGAGCATCAGCTTCCTCCAGGTCCACATACTTCACAGCAAACAGCTGCTTTTTGTGAT
CAAGAACCTGGAAGACCTTGCTTGATCCTCCACGCCCGATAATCTTGAGAACGAAGAACT
GCTTGCCCTTAATGGTGATGGATTCATTTGATAAAGAACTCAATGAGGCCTGTGGAGTCT
GGAAAGAGGCTGCTGGGTTCAGAGGCGTGTGGGACTGCTGAAGCGCCCTGGTTCTGTGAG
CTGCCACTGCAGAGGACCACACTTCTGGACCTCCTTTCACAACAGGAGTGACAAAGCTGT
TTGGATTTGGGTTCTGGTTGCTGCACGGCGTCTGACAGAAAGAGTGAGGGTTTAGTCTAG
ACGGACGTTGGAGGGACGGAGTCATCAAAGACTCCACCTGACAAGGAATAGGTGGTGTGG
TTCTCTTTTCCTCTGGGGAAACGTGCCGATGGACGGCGGGTAGCAGCTTCCACTCTGGGG
CAGACTCTTTGCTGGCAGGTTTAGCGTGCTCCACAGAACGCGGGGCAGGTACCCGTGCAG
GAAGATGCACTTCCTGGTGTTCCACACTGGTGGACGCACTCTGTGCAGTCTCCATGAGAA
GCTCCTCATCGGGGTCCAGTAACCGTTTTTCCCCAGCTTTCAGGTTACGGATTGCTATGT



TCAGGAGCTGAGAAGGTTGGGCGTTTAACGCCAGGGCTTTGTGCAAAATTGAAGATGCTT
TTATCATATTACCTTGAGACACCTCAAACTGAGCATGTGCAATGTGCACAAATGCAAACC
CTTTGCAGTTGGACCTTGCAACTATGAAGTGGTCCTCTGCTTCATCCGGATCCTCAATCC
CTTTCAGCTCTGCGTATCTGACTAGTATTCTGGCGTAGCTGCCGTTTTTACTGTACTGCC
TGATGGGCAGCTTGGCAAAGACGGTGGAATAGTAATTCCTGAGCTTGTTGAGGAGGGAGA
CGTCTGTGTGAGGGTTCCCTCTTCCCTCCAGGTCCTTCAAATACGTCCAACAAGACTCAG
GAGAACTGGAATTAACGATCTGCTCAAAGCTGGAAGTTACA
>CL11164Contig1
CGGCACGAGGCGGCAACTCATTTTCTTCAGAAGGAGCGGCGTATGGACTTTATTTACAAC
TAAAGTTGGGTTCCACCTTTCCTGACAGAAGGACTTGAACCTCTGAACCCAGCAGGAGAT
CCTTGTCCACTAGCTGGTTCCTGGAAGGGTCTTCTTCAACTTGTCTGCCATGGAGTCACT
TTGGAGGCTCCTAACCTGCTCATTCTAGGGAGACAGCAAGAAGGGAGAGTACCCAGCCAT
CCCCACACCGAGACCCCCGCCGTGGCACCAGCGGCAGCCAGGATCCCTCCCCCTCAAAAT
CTGCACGGCAGCAAATAGAGAACAACCACCCGCCGGACAATCACATCTGCCACCCATGAT
GGCGGACATGCTAGTTAACAATTGAAAAAGAAAAACAAGAAGAAGCCCCCCCTTGCTTGT
CAAGTGTGAACACACGGGCTAAATGAGTGTTCAGGAGGTGACGTGCATTCACACATCCCC
GGTGAGTCTGTAACTTGATGGCGCCACCAGCTTGACCTCGTCAGCAGTGTCCATGTGATG
CAGTTGACATTCTACCCCTTGGTGGGGCTTTGTTTGACAGACAGACCAGCAAAAGCCAGG
GAACCGGAAACGTCTGTCCTATGACACACAAGTTTGTGTGTTTGTTCCACATGTTAGACA
ATCTTTATTGAAAAACAAACAACTTTACATTTATGTTCATGTCATTTCATGTAATGGTAC
ATT
>CL11165Contig1
GGGAAGGCAGAGGATCGTCCGGTTGGTCAGAGGCCTGAGGAACAAGACGAGTATGACGCA
GAGGAGCAAGAAGTGGATGGAGTGGATATGGAGAAAGAAAACCAGAGGATGCGGACTGAA
AACCTTGACAAAGACATGGACGAAGATCCGGCCGACTACAACGGAGACGATGAAAACGAG
GGAGAGTTTGAAGCAGACAAACAAGCTGCTCTTGCCCAAATCTGAGAGCCGCAGCGGAGA
AATGTTTCATTTCACAACAGAAAAAGATCCAACTGAGGATGATGCAACAGCAAGGAACCT
GGGAGTTAAACTGTCTGGTTGAATGGACTCTTGTTGGTGGAATACAATTTTTCATTGCTT
TCTGGAATGTGTTTTCTCTATCCATGGATTATTTTCTCATTATCTGTAGTTTGAGCTGCA
TAAAGACATCTGAAAACTTGATATGATTTGGCTTGAAGGAATAGATCCATCAGCATGCCT
GAAAATCAGAGGATTCTTTCTTGANATTTATTATGTTTACTTGATAACAGCTGCACTT
>CL11166Contig1
AGAAGAACCGGTGGTGGAGGATTCTTCTGGCAAGACCGAAGATCCAGAATATCTGAAGGA
CCCCCAACCTGACAAGGTGACATCATCATCCCCGTGGAGGATAACTATTGCAGAGTTGAA
GAGTGATGTCCTTGGTGAGCTTGGCCAGAAAAGCGTTGTTGTTGGAAAAGTTTTGGTGAA
ATCTGCCCTGCGTACATATAAAACCAAGGACAACGAAAAGAAGCCCTTCTTCCAACTGGG
AATTGCTGATGACAGCGCCTGCATCAGGGTGATGGTGTACGGAGAAGAGAAATTTCCTTT
TTTCAAGGAGGAAGGCTACTACAACTTCAGAAACGTGAGGGTGGAAAAAGTAGAGATCAA
TAACAGGGTCTTGCATGAAAAAACGATGAAATTCAGCAGTCGAAGCAATACTTCAAAGGC
AGGAAAGTTTGATATTCCCCAAGATCTGGAGCTGGAGGCTCAGATGCTGGTCTATGGACA
GCGTCCAGTTGTCTCCATCGAAGCGATCAAACATCTGGAACCGAGGAGTAGAGTCAGTGC
AGAGGGAACCGTGAAAGAGATTTGGGATATCCACTCTCGTAAGGTGGAGGGAAAACTCAA
GAAGAAACAGGAGTTTAAACTTGAGGACACGACCGGCTCCATCATCATCACTTTGTGGGG
CCAAGACATCCAGCAGCTCAGAGATGTTTCAGTGGGAGATTTAGTCAGAGTGACCAATGT
GACGACCAATCACTATCATGAAACCATCTCACTGAACTCCACAGTTTTTACCAAAATCTT
CAAGTTGCAAAGCACCTCCTACAAGGACGTCCAGATAGAAATCATCGGCATTAAAAGTGC
AGGGGTCCAGCAGACGGAGGTGGACGTCTGGATAAACGGGGAGGTCAACACGTTCATCGT
GGATTCTGCAGTCCTCGCTGAAGAGCTGGGTATCCAGCAGGGATCCGACTTTGAGGAGAG
GCTTTTGGAGAAAATCCCTCATCCAGCTGAAGTNGATATAACAGGAAACACAATACTGAA
GCTCAGGGGAANAAGGAGGAGTCAAAAGTTCAGANAGGGGAACTNAAAGAAAAT
>CL11167Contig1
CACCTGCACTGATGTAGAACATAACCCTAATGTTATGCGTTAGCTCGTTCATATCGTTCA
CATTTGGGACAAGGATGGGGGGGAGCAGGAACCCAATGGCAATACCCATCTGATTGCCAA
AAACTCCAATGGAGCAGGCGGTGGAAACTTCATCTGCGCCAAACCAGACGCCGGCAATCC
TGGCAGGTAACCCCAGAATGAAGACTTGGGCGACTGAAGAAAACAGCTGTCCAAGCATGG
TCACCCAAAACATGTCACTTCTGGCACTGGCCACTTTAATCCACGTCCCTGCGCAATTGA
GCGCATTTGCCACCAGCGCCGTGACGCGCAGTCCCTTCACATCCAGCAGCCAGGTGACCG
GGAATATGAAGGGGATGTAGACGAGCATGTACACCATGGACAGCCAGTCTACAGAGAAGC
CATCGACTCCATAAAACTTCATGAAGATGTTGTTGATGATTCCGTACTGAATCCACTGGT
AAGCGTTGCTAAGAGAGTAGAAGGTGAACAGGAACAAAATCAGCCAGCGCCGGCTTTCCA
GACGCCTAGGAACGCCGTTACTCTGCTGGGTTCTGTCTGGTTCTTTGGCTTCAGAGTATA
CACCATTTTCATTCAAATCCTTTTGGGTCTTCATCTTTACAAGAATTTAAAAGAATCTTT
AGAGTTGAGCAGAGTTAAGCTGAATTTTGCTCCACCCAGTTGTTATTATCTGTTTTTGTT
CTTTGAGTGGAGTTTCTGCTGAAAGTTTGCCCCCGGCCATAA



>CL11168Contig1
GTTGAACCAAACCTGACAGTGGGAGAAAGAGGAAAAGGTCAAAGAACAGAGAATTGAACC
AGTGAAGGGTTGTGATCGACACATCGGATATTATCCAGTATGATGCACGGCACAGTTGTC
CAAACTTCATAAAAGTAAAAAGAGCAGCTCTTCGTTGTGAAAGCAGAAGTGGAGCATCCA
GACATGCCTAAAGGCTTTACCTGCCTGGCGAGCCCTGAGGGGGGAGACGACAGGTATGAG
ACCCCTCCAGCATCTGAGCTTCACAGGCTAATGTGGACAAAGAAAGGGACCAGCAACCAT
CTGGATGAGGTTTTCCCAAGAATATACATCGGAGACATGCACGCGGCCAAAGACAAGAGG
AGCCTCCAGGCTCACCTAGTCACCCATGTGCTCAACGCCGCTGATGGGAAGTTCAACGTA
AACACGGGACCCAGCTTCTACCGGGACACCAAAATCACTTATTATGGTGTGGAAGCTTTC
GACATGCCATCCTTTAACTTGAGCCCCTTCTTTCACCCTGCAGCAAATTTCATAAGAACT
GCTTTGAGCTCGCCAACAGGGAAGGTGTTCGTCCATTGCGCTATGGGGCTCAGCCGCTCA
TCCACCTTGGTTCTGGCCTACCTGATGATTCATGAACGCATGACACTAGTGGATGCCATC
AAAGCCGTCAGCACCAACAGGAACATTTCACCCAATGAGGGTTTCTTGGAGCAGCTCAGA
GAGCTGGACAAAAAGCTCCACTGCCATGGAATGTCAAGAAGCTGAAGCACAGTGACTGGA
TTCCTCCTGGTGTATAGAGAGAACCCAAACAGATGCAGTTGTTCTCACGATGCTCTGCCA
TGGACAGTTATAAATATTATATATTTAGCTTCTGACTTCCAGATTGAATCACATCTTAAA
ATGAATGCTATGACTGCTAACTGAGTCTATTATGAAATAATTGCTTGTGAATAATTGCTT
GTTAATATTGGAATCTACCATTGACTGTGTATGAGAACGGGACTGAGTGACCCCTACCCC
CCTGGGCGTTCCAAACAGGAAGTACCTGCTCGCCCCAAGACTTCTATAGAGAAAAAAAAG
C
>CL11169Contig1
ATTTTCCTCCCTTTGGAACTTGATGATTTCTTTCTAGTGCCTGAAATGTGTTTGCGACAT
GTTAGATAACGTTGTATTCATTTTTTTGAAAAAAAGAAAAGTACCTTCTCGTATTACAGA
TGTGGATAAATAAGTTTACTTCAGTGGCATCTGTTGAATGAAGAAATATGCTCCAGTGTA
TGCGTGCCATTTGTTCACTGAATAATAATGTGGTCTACAACTTTGACACTTATTGTAATA
AAAGTTTATTTCCCATTTTTATGATTTTTTTTTAAGAATGTGATTATGATTTTTTATTTC
TGGATTGACCTGTGTGCTGAAATACATGTCACAGTGTAGTCGTTTTATATTACAAGCTTA
TTTGTAACAATATTTGTTAGTTGATCCCAATTCTGACTTAAGGACAGCCCTCTGATCTAG
TTTTCTTTATCGGCTACCTAAACCCAGCTACTAAAGACTTTTTTTTCATAAATCATAAAT
CTACATCAATATAGCCTCTAAGATAACACCTGTGTTTTTGGTTTATTTGTTTGTTGGTTG
GTTGTTTTTTATTGCTTTGTTTGGTTAAATGTTAATTGTGTTGTCCTCTGTGAAAGATGA
CCTGCAAGAGTTATGTCTTCTCTCATGTTTGAGGACAAAATCTATCTATGGTTTGTCTTC
AAAGTGCCTCAAGTTTGCTATTTTTATATATATATATAAATAAAATAGATATCAAGAACT
GTTGTGTACATAACAGTGTAGTAGCAATAAA
>CL11170Contig1
GCAAATTAAGTGCAAACCGGGNTTTCGTACACACTGTATTTACCAGANACCATATTTACC
AGCAACTCTGCAACTTACTATAAGTGTATGCTGTGCAGAGCAATGTCACGTAGAGTTGTN
CTACCTTGTGCGCACGCACGTATGGCTGCATCTCGAGCGCTCAGTTGCGGACCTNCGCGC
GGTC
>CL11171Contig1
ACCCGGGCCTTATGGCCGGGGGACAGAGTAAAAGTGTTAGTACTGGGAGATTCTGGTGTT
GGCAAATCGTCTCTGGTCCATTTGTTGTGTCAAAACCAAGTTTGAGGAAATCCTTCTTGG
ACAGTCGGATGTTCGGTGGACGTTCGGATCCACGACTATAAAGAGGGAACTCCGGAGGAG
AAGAACTTCTACATTGAGCTTTGGGACGTCGGGGGGTCCGTTGGAAGTGCCAGCAGCCTC
AAAAGCACCAGAGCGGTCTTCTATAACTCAGTTAATGGAATTATATTGGTGCACGATCTG
ACGAATAACAAATCCTCGCAGAACCTCTATCGCCGGTCGCTGGAAGCTCTGAACAGGGAC
TCGTCTCCGACCGGCGTCATCGTGTCCAATGGGGACTACGACAGAGAGCAGTTTGCGGAG
AACCCGGTGCCTTTGCTGCTGATTGGAACCAAGTTTGACCAGATTCCAGAGAGCAAACGG
AGCGAGGTTCTGACCCGGACAGCTTTTCTGTCAGAAGATTTCATTGCAGAAGAGATCAAT
CTGGACTGCACCAACCCCAGGTATCTCGCCGCAGGCACCTCAAACGCTGTGAAACTCAGC
AGGTTCTTCGATAAGGTCATAGAGAAGAGATATTTCACCAGAGACCCAAGTCCGATGGCG
GCTTTTACCGACAGGAAGAGGTTCAACTTTAAGAGTCTGCATTATGACTAANAAGCCGGG
AGATCGTGTGGCTGCGAGTCCGAAGAAAAACCTTCCTGAGCAAACTCTGATAAACACGCA
GAACTTGAGAAAGGAAGCAGA
>CL11172Contig1
TGNGTTTGTTTTTTTTTTTGTGTGCAGTTTTTCCATTTTTGCNGTCTTCGTGGCAGACTT
GACTTTTTGTAATCTGACACGTCCTGACATATTTCATATTATTGTGAAGGGCTGATGACG
TGACAGGAAACCGTGCCTCAATGTTTTGGTTCTGATTCTGAAAAATGTGGATTGTTTCTC
AAAAGTTAGACCTGCTGAATGTTTTCTTAAAGGTGCAAACACACTTCTGCTGACGGGACG
AACAAAAAAGTGGTGTTGAATGTACATTTGAAATAACTGGAGTCAAAAAGCTTTAGTCAG
AAACAGACTTCAGGAACGAACGCTAGTTTTTACGGAATGACTCTTCTGTCCAGCGTACGA
GCATCTATTCGCCGCGGTACGACTTTCTCCTTGTTGCTGCTCGTGTTTGTGAAAGGTTGA
TCTTTTTTCTGTGATGGCGTTCTTCGTCTGCTCCTTCTGAGCCAACTGACAACAAGCAGC
GCCGCAAACTTTGTCTTTTGATCAGTTTGTGCTTGAGGATTTATTTGTGATTGTTGTTTG



TCTGAATTGCCAAA
>CL11173Contig1
CTCTGATTTCCTGGAACCCGTGGTGTCCAAAGCAGCCTCTTCGACTGGCTCGACAGCAGG
CGCGGTGTCCTTGTCTCATTTTGACGCATCCGAAAAACCCCGGATTTGGTCTTTGGCTCG
GACAGCGGCTTCAGGGGTTATACTTAGTGCTCAGCAGCCCGGCTCCGAACTGAGAAACGG
AAATTCAGCGGGGGACTGTCAGCTCCAAAGCTCCCGAATTTCTGTGGCTCCTGCCATACA
GTGTGGGGCCATGAGGATCCTCCATGAGTCTATCAGTGTCAATAATGCTGAGAGCCCCTT
CTCTGAGGGCTCATCCTTGCACTCAAAAGTCTGTGGAACTGGCAGCTACAGTCATAAAGG
CCTCCAGCTTAATTGTTCATCCTATGCTGCACTCCAAGAAACATGTCAGTACTCCAGCAT
TGAAGGATTCTCTGGTGGCAAAGCAGAGATCCAGCCATCTGACCTCAGTGAAGCCTGCGG
GACTGCGCAGGTTGACAAGGTCACTGCATTCAGGCCAGTCATGAAGAGGTGAAGCAGATC
ACTGGAGAGAGATCAGCTATGAAAAATAACAGGACATCTATTATGCACTAAAGGAACAGC
TGACCGAAAGGCGGCCTCAGTCTGACGCTTGGAAGAACCTGGCGCTGCTGCAAACTGTCA
AACTGTGGACTTGACTATCATTTTGCACAACATTGATTTTATGGTGTTACAGACTTTATG
CAAAAAAAAATATTCAAAATGCAAACTTACAACAATGGCCCAAAGGAGACGGCTGTTTTT
GTGTATGGCAATCGTGTGTTGAAACCTATTTATTTCTTTGTGTATTTATTTTGCTGTCTC
TTTTTTTATTATTTAAGTGTTGATTTGTTGAATTGAGTAATTTGTTTATTTGTGACTGTG
TGTTGTTTTATCCAGATGTTTAAGGAGAAAAGTTTAGTCTGACTCACAAAAAAAGACACC
CGGATCCACTGTTGGATTTCTGTTTCTTCATATTTTTTTGTCATTTTGTTAAACCTGTGA
AGTCTTC
>CL11174Contig1
GTGAGCAACATCCCTCATTATTAACAACAACAAGCGGAACACCAGAGCTGTAAAAAGATA
TGGCCCCTTGAGGTCCATCACCTTTATCTTTCTGTGATCTCAAAGAGGGTCCGGTCCTGT
CGCTGGCTTTTCAACCCAAGCTTTATATGTCGATGGTTGCGAGCCATGAACTTGGCTAGT
CAGAGCGGGGATGCTGGCGGGAGCCAGCTCCTCTTCGCCAACTTCAACCAGGACAACACA
TCTTTAGCTGTTGGCAGCAAATCAGGATACAAGTTTTTCTCTTTGTCCTCTGTGGACAAA
CTGGAGCAGATTTATGAATGTAATGACACAGAGGATGTGTGTATAGTGGAGCGTCTGTTC
TCCAGCAGCCTTGTGGCCATTGTGAGTCTGAAGGCCCCCAGGAAACTGAAAGTGTGTCAC
TTCAAGAAGGGAACTGAGATCTGCAACTACTCCTATTCTAACACCATACTGGCTGTCAAG
CTCAACAGACAGAGGCTGATTGTGTGTCTGGAGGAGTCTCTTTACATCCACAACATCAGA
GACATGAAAGTGCTGCACACCATTAGAGAAACTCCTCCCAACCCTTCAGGATTGTGTGCC
CTCTCTA
>CL11175Contig1
TNTTAGCTGTAGTCTATTTATTTCATATTTTGGATGACACTAACATTTTACAACAGCAAG
TCAGGTAGAAGTGTTAACATCCCGTCACATGAGTTTCAAAATAAATTACAACATAGATAA
ATCTGAAACGGAATTGTTTCATAAAAAAAACAAATAAATACCACTTGAAATAAATATTAA
ATATTAATAACAGAGGGTATTCTAAATTAATTTAGGACTTTTGAAGTTTTGCAGGATGCG
TTGGCAGTCTATGGGGTGGATGGTTTTGTCTTGGAGTCAGTCATTTTTTCTTTGCGGATC
TTCTCAAGTTCCATGATTTTTTCATACACCCAATCCTGCTTCCAGTGGCTGCAGATCTCT
CCCTCTGTGGTCTCAAACACAACAGCGCGAATGCAGGGCAGGTTCTTCTTTTGGATCCTG
TAGCCGATGATGGGCGCAGAGATGTTTGCAATGCTCAACTTTGTGCAGCAACTCTTAACT
TTCATTTCTGTGGCTGATGAGAGCACCAGTAAAACCCCGGCAAAAAGAGCCAGACATGCC
AGTTTTCTCATAGCTAGCTGCATGTTTCTTATGTCAGAGGATCTGGAGGTTTTCTGCAAG
TTCTGATTAGCTACTCTGACACGGCACGAGG
>CL11176Contig1
GTTTGTCTGCCTCACCGTTAAAAATGCAGTCGCCGTATGAATGACCGTTTTCAGTAACGT
ATGAAAGCGTACTGTATTCAATTAAAAAAAACAACACACACACGGGTGATCTTCGTTCTA
ATTTCTTGGGTGATTTTCGTTCAAATATTTTTAAGAACTCACTTATTCTCGACCTGCAGG
CATGCAAGCTTGGCACTGGCCGTCGTTT
>CL11177Contig1
CGGCACGAGGGTTTATGTATCATTAGAGCATCATTATTGGAAAGAATCCACTCAGGATGG
AAGCGTAATTGTAACCTCTGCAGTTTATGAGAACCTCTGGAGATCTTGTGCTAGTGATTC
CACGGGGACATACGACTGCAGAGAATTTCCATCTCTCTTGGCCTTGCCAGGGTACATCCA
AGCCTGCCGAGCACTGATGATTGCTTCAATTGTATTTGGGGCGTTGGGACTTGCTGCTAC
GCTGGTGGGAATGCAGTGCTCCAAAGTATGTGGAGAAAACTACATTCTGAAGGGGAGGAT
CGCAGCAATTGGAGGCGTTTTCTTTTTACTTCAAGGGATTTGCACCATGATTGCTATCTC
TTGGTATGCAGCCAACATCACGCAGCAGTTCTTTAACCAGCTGTACGCAGGGACAAAGTA
TGAGATCGGACAAGCCCTGTACATTGGCTGGTCTTCGGCCCTTCTTGCCATCTGTGGAGG
TTTGTGTCTGTTGTTTTCCTGCAAAAGCAGCCTTCCCAGGAAAAAGATTGCATACCGATA
CCAGCCAGGCTCCAGAGGACACATTCTGTCAACTGTGGCCACGTCACATGCGGCTCCAAG
TAACTACGACAGAAACGCTTACGTCTGAGGTCGGCAGCTGACCACGTCCTCACACAGAAC
TGATTCTATGAATTAGGGGTTAATGAAGCGCTAAGAGTTGGAGATAATAATAATGATTAG
TAGAAAACACTGATTTTTTTTAGAAAATGCTTTAACGCATCAAAAATCGAATGACATTAA
TTTCCTGGTTACATATTTCTATGACCTTTATTTTGATAAGTCTGGGCTTGTTACGGCATT



AACTTTAAAGATTAAAAGCACCTTTTTTACTTTTAACTAGAAACACACTTTACAGTTCCA
ATGAATCATTTTTATACTTCATAAAGTTTTACATTTGTCTGACAATTGTTTTAAAATATA
TTTTTATGTTTTGTTGTCAAAACTGCTGAAGATTTTTCCACCAATAAAGAGA
>CL11178Contig1
CCCCCCCCCCCACTCCTACCGTGGTACGTTTGAATTGATCTGTACCGTTTCCCCTTTTTC
GGCCCCTCCCGAAAGGGCCGGTCACATGGAGGTTGCACTTGTATTTGTAAATGTCCTTCA
GGGATTTGAAACCTTTGTACATACAGACCTTGGAAACACAGGAAAGCGACCACGAACAAA
GGAAGCTTCAACCTACAAGACGCGTCATATCCCAGAAAAACAAGAAAAAAGATGAAAACG
GGTTGTTGCTGACAGAACTGGACTTCCTCTGGTGTAGCGAGGTGGTGGTGGGGGTCTGGC
TCACACAGGTGGACCCTGCGAAAATGCTCAGACTGTGCCACCCAGTGGCTGAAAAGGAGA
ACTGCATTGATGATCTGAGGCGTCCCTCTGCACCACTACCTAACCTAACCACCCGATCGG
TCACAAACACACCAAATCACCACAATTAGTCCTGTTGCCTATTTTCGCAATAAATGAAAA
AAAAAAAAAAAAAACGGTNCCGCG
>CL11179Contig1
CCAAGGTGAAGAAGAGAGGAAGCTTCATCTCAGATCAGCCCACTGCGATCATGTCAAGAG
TGGTACTCCTCCTTGTAGTAGGAATATTGGATGTGAGCTTCGGCCAACACTACAGCTCAT
TTCAGTGGCTCTCACATCTACGAGGGCGGCGGCAGCATGCCGGCTGGCAGGCAGAGGACA
GTAATTGCCCCCTGGAATGTGACTGCCCGATGATGTACCCAACCGCCATGTATTGTAACA
ATCGCAACCTTCAGCATGTCCCTTATGTCCCATCGCAAATAAAGTATGTCTACTTGCAGC
GTAACAAGATTGCAGGCATCCAAGATGGGGTGTTTGACAATGCTACCAACCTGCTGTGGA
TAGTCATGTCTCACAACCAGCTCAACTCAGACAAGATAAGCAAGAATGTCTTCAGTAAGT
TGAAAAACCTAAAGCGGCTTCACCTGGATAATAATGAGTTGAGTCGTGTTCCTGAGAACT
TGCCCAGATCTCTCACAGACCTGCAACTAGGTCACAATAAGATCTCAAAAATCACCCCCA
GCTCTTTGGAAGGAATGGCCCACCTAACCACTTTATACCTGCAAGCAAATCTCATAGAGG
AAACAGGAAGCGAGTTCAAGGGGCTCAACTCTCTAACCATGCTGGATATGAGCAAAANCA
AACTGAA
>CL11180Contig1
AAATGGGAAGTTTATTGTTTTCAAGTCATCAAACTGACACTTACAGATTCTGCTGGAGGT
CTGGGTGGCTACGAGATCCTAAAGGTCCACGATGCTGAACCCTTTCTCGGTGTGGAGGTG
AAATTTGTGAACATGGCAGCATGCAAGCAGTTTTTGGATAGCTATAGCTCTGGAGCTCTG
CATCAGTCCTTCTCCCAGCACGCCGGCCGGCTTTTTGCTGTGGCTCAAGAGTGCAGTGTT
GAAACCCAGCTCAAGGCCAGCACAAACATTCTGGATCACTGTCTGGACAAGCTGGAGGTC
TGCCTGCAGCACATCCACCAATCTCAGCCGGAACGCCTGCGCGATGAAGAGATCGATCAG
TTGGAGCAGCAGCTGCAGACTCAGGCTCTGGGATCTGCCCCACAGCAAACCCCCCTCACA
CAGGAGGAGTCGTCTGTCCCGAGCAACTGCTTCAAGTTTCAGAATAAAATCATTGAAGAC
CGAATGCTGACTGCAGTAGACATCCAGAGCTTCTCTAATGGAGTGGGCCGTCAGTGGAGG
CACGTAGGGAGAGCCCTGGGGAAGACCTGCCGCGCTCTTAAAGCCCCAGCCATAGACAAC
CTGGCCTATGAATACGAGAGAGAAGGGTTGTATGAGCAAGCCTATCAGCTCCTCACCCGC
TTCGTCCAGGCCGAGGGGAGGGCCGCCAAGCTGAGCAGACTGGTCAGAGCTTTGGAGGAC
TGCAAACTCACCAGCCTGGCTGAAAATCTTTTAGAGATCCAGCCTTGAGAGTAACTCCAA
ATACGAGTCCTGAAAACTGTGGCGACAATCATCAATGTATGATTGGAGTTTGGGGGGTGG
GGTGGGGTGGGGTGGGGGGTGTCCTTCTTGCTTTTTAAAAAGTGTAAAGTCTGTCTTTCT
CGCATGTAAAATGATTCCACTGTGGGATTACATGTGAGTGTGTATGTGAATATGTGTGTG
AGCGCATTTGTCACACTTGTTGTGTGAACACATGCCTCTTCCCATGAGAGCTGGTGATTC
ATATCAGGGTTTGCATATCAGTTATTAGTATTAATGATAGTTGTTTTTCCTAATATGAAG
TAATCACTGTTAAAAGAATATACTGTTAAGAGTTGTGTGCACAGTTTGAATGTCTGTGAT
TTCTGTCGTAAGTCAATCCTGTTGCAGCTTGTTTCTAGTGAATGCATCGCTGCAGCTTAT
AGATTTTT
>CL11181Contig1
GCCTCTTAAAGCTTTCTGGTTCTCCTGGACCGGTTAAATGGGCGTGTTTTAGTGTCCAGA
GCTGAACCAATGAAGTTAACCCCATCAATGCCTCTGTCATGCAAACATTGGGCTGTTTTA
TGAAGCTTTTGGTTCGTTTGGAGCAATCCTTTGACTTGATTTAGTGCTGTTCCTCTTCTT
ATGGAAGCTTTTGCGAGATGGATTGAACTGTGGGAATGTTTGCCATCTAGCTCTTTCATT
AAAGTAAACATTTAGAACACTTACTATTTCTTTCTCGTGAAACTGCTCGGTTATTTGATT
GCAAAACGGAATCTGCTGTTTGTGACCATTTCTAGGGCATTTAAACTGTGGAAAAATGCT
TTTAAAGCTGAAAATGTATCATTGATGAATGTGCCTTTAGAAAAGCAGACGACTGCTGTG
AACACTAAACATGTTTTAAAGTAGAAACTTTTACTGGAGTGTACAGATGTAAAATCCATG
AAATATATT
>CL11182Contig1
TGTTTTACTTAAAAAAACAGCAAAGCAGTGCAGCTTTTCTAACAAAACAAAGCAAAAGCT
ATTTGTTTTTGACAAGTTCAACCAAAATGCACAGTCTGTATGAACACAACAAGATAATGT
TGTTTAAAATTATAAAATCTGTTACATTAATATATTGTACAGTACACTAGAATCGCTAAC
ATTTCAAAGGTAGGACTAAAGAAACAGCCTAAAAAAATCCTGGTAAAACCTTTTTTTATT
TTTTGCAGTTTGCAGGAAAACTATGACCCACGATTGGTGGAGTAGAGAGCGTGTGCTAAA



AAAGAAAGAAAAAAAAATCATGGCTGGTTTTTCATGCATGTCCATTATGCTCCGATGCAA
AGACCCCCCCCAAAAGCCCATTCATTCATAAGTCCCTTCAATTTTCTGATCCTTTCTTTT
AAACTATTTCAAGCTCTTTTAGTTCCACTGGCAGGAACAGTCAAGGGGCTCTTGGAAGTT
GTACTCCACCACTGTGGCATTGCGAGAGCAGTAGAGGCTGACAGTGCGGGTCTGTAGTCC
ACTCTCACGGCAGCACTTACAAAACCTGGCGTGGCTGTTGATGTTAAAGTTAAATATGGT
AGCAGATGGGCATTTCCCATCGCAAGAATACACCGTGACTGGTGCATTGCTACGGCAATC
ATCTTTTCTGATGGTGGTTCGGATTGCCACACGTTTACATGTCTTGCCATCTTCTTTGCA
AGTCTTGCAGCAACCATCCACATAGCTTTGAACAATGCCTCCACTCTGAATACAGTCTGT
GTCATTAAACAGAGGGCAGATCACCCCAGAGGCGAGTATGACCGCTCCCACCGATGTCTC
CACGCAGTCGTAACGTGTACAGTTCTCCACCCAGGAGCTCCCTGCGGTGAAAAGCTCCGC
TGTGCCATTCTCATTGGTGTAATTGCAGGAAAACATTCTTACAGGA
>CL11183Contig1
ACTCTGCTCCACGGCTATCTTCTGGAGGACCGTCTCATTTCTTTTGTTTTTTTGCTACAT
GTTACCGTGGATGTGGGGTCAACACTGAGCCTTTCAGTCTCTTTGTAGGTTTGAATTTAC
GACGCTCCACATTTTTGGGTCAGACTTGCGTTTTAGTTGGTTTTCCTCGCTCCGGTCTAG
TTTCATGAACCTAAATCCAGGAGTACAGAGCAGAGATGATGATGCAAGAGGCCATACATC
AGATATTCCCGAGGTTCTCCGCTGCTTTCATCTTTTATTGCCACAGAGGGGGATCAGTGA
AAACACCCAGCAGGTTTCTGAACTTCTTCATCCCCTCGTCTCCCGCCGGCTCCGGCATGT
GGAGATCACGGCTGCTTCATCTATCAACACCCCCGTCCAGGGATTCAATTCAGATTGGAG
GAGTTTGCTGATGCGACCCCGCGGTGCCGTTATTCAGGTGTTGGGTCTGAGCGTGGCGTC
TCTCATCTGTCACAGCTTTGTCCGACCAAATGGAACGGATCCAGATCCCGACTCAACGTG
GAGAAAACGCCCACGATGTCACTCATTCTGAGCTCTTCTTCCTCCACCTGCTGGCCTTCC
CATTCCTGATGAAATGCGAGGGCTGTTC
>CL11184Contig1
GGGAAAAAGCCGACTCCATGGGAGGGAAATGATGTGAGTGACCCGTGTGGAGGAGTCTTA
GACTCCACAGCTGACACCTCCTAAGCAGTGACTCCAACCACACTCCACCTGATGATACGT
GGCTACGAAAAAACAAAAACTGAAACATGATTCGGACTCATCTCTTCAGGAGATTTAAAC
TGAGAGTCTGGAGGCAGCATCTGACAGAAGCTCAGGCTGCTTGGGCCCTGTAAGCTGCAC
ACATTCTTCCAGACAGGGGCGGAAGCTCGATCCACGTGTGGCCTCATTCGTCGGCAGGTG
GATGTGAAGCTGTTTGATTTGCTGTGAATATTTGGGCACCGGGGTCCAGGTTGCCCCCAG
CAGGCCTGCTGGGAGTGACACTTCCTCTCCATGTCTGGTCGTGCAGAAAAAGCCGGAAAG
AAGGGGCTCGATGCTGATCATCATCACTGCGACTGACCAGCCACCCACAGCGGGCTGGGA
GGGAAAAAGAGGGGGACTTGGCTGTAGCTTGTGACCCCCACTGTCCCCTCCCCCTTCCGC
CTCTGTCCCCCTCCACTTCCTTCTCTTGCTATGTCTTTGGCCTGTTTCCAGAGAGACCAA
AAAGCCTGTCTTGTGTTGGCTCCCTGATTGTTTTTGTTCTTGTGAGCCGACAAATAGAGC
CTGGCCTCTTACAAAAGAAAATGGCCAAGCCCATCTGATCTTACTGCCCTGAGGAGTGGC
CTGGCCTGAAGAGCCAGTGATTGGAAAATTACAGTGCTGCTCCACAAATATTGTCAGAGC
TTGGGCCAGATATTTTTTCTGTTGTATGTCTGGCATTGATTTTTAAAGTCTATGTATGAC
TCGTTGAAGTATTTATTCCTGTCCTTCTGATTACTATTGAACTTTAGGCCTCGTTTGCAT
GCACAGAGATTTTATAAGCGACTCGTCGCATTTCGGGCAGACACTCGGCAGAATTGCAGG
TTACTCCCCTAGGGCGGGTCTGTTAATTAACCCACCTGCTTAGCGTCCTATTTAAGTCAG
GTGTACAATTGTTCATTCTCTCTTACCTTCAGCGCTCATTCTTTGCCCCTCCCTCCTCCC
CGGCTTCCACCTGTGGGCTCCGTTACGGGGGTTGTTACCCGAAAGTGTATGGAAAAATAA
TTGTCTCAAGGAATTGAACGGAGCCTTATGCCAAAACGAAGTTGTAATCAAATTGNAATG
TCATCCTAAAGATGTGTAAATAAAT
>CL11185Contig1
TTTATTACAAAAACTAAAAACGAATGGCACTTTATAATTTTTAAGTATGAGGAGGACTGA
TAAGAACAGAAAATGTGATCAATTTGGTTTTTAACAGTACATCACTGTAGGGGAGATTTG
TGGCAACTTTCATCATTTTAGTCACATTTAACAAAATAAAAAAACAGTAATATATGTATC
ATATACATGAAATAAGTTAATAAACACAGATTGATAATGCAAGACAAAAATAATTAATAA
ATTTGCCACAGATGCAACTGAAACAGCTGCCAATCTGAAGTCTCTTCAATGGCTTCCCTC
ATGCACAGCTGGAATTTGTGACAGAAAAGATTCCTTTGAGAACGGGTTAAGGTACGTTTG
AACCAGCAGAGGTTTTTTTTCGCATTTCTTTGCAAAGAACTTTCTACACAAATTCCCACA
ATAAACCTAGAAATTTAGAAAAGTTACTCAACAAAGAAAATGAATCTCAAAAGAAGCCTG
ATGACAGCTTTGAGTTTTTAAGCCCTTTCTGCATGTTGGCTCACTCTGGTGTGAAAGCCT
GTCAACCTTTCACTCACTTCCCACAGCTTCTGGGCCAGAGAATCGTCACGTCCCTTGACT
CCCATGTTCTGCACCCTGCAGTTGGAGAAATATCTTCCACTGAAAGACTCTATGCCCTCC
TGAAGGGAACAGTGCAGGGTTGTCTGAGAGCC
>CL11186Contig1
ACGATGCAATATTTACCAATTCATGACCAGAGACAAAAACAATATTTAAAGCAGAGACGA
GGACTCCCTCGTCGTGGCGCCGCTACATTTCCTCGTCCTGATTTGTCGAAGCTGCTGTGG
ATCCTGAGGCGGGGCCCCCCACGGGCCGTCCTCGTCTCCTCCACGCCGCGGCGGCGAGGC
GGAGCATGCTCTCGGTGCACGGGACATTTAGATATTCGGATACCATCTAAGGCAGGTGTT
TGTACAGAGAAAAATGAGCTAAAAGCTCGCCGCTTTCCTGCATTCAGGAAAAAAAGATAA



AAAGGCGTCGCGCTGGAACACCTGAGCCTCCACGCCGTCACGCAGGCCTCACGCCGTCAT
GGCTTTTGTTGCTGTACAACTGTGTTTTTTCACAAGATACGAAGGGAATGACTGTAATCT
GATTACAATGACGTTGATCCAGTCATGCGTTGCGTCCTGAGAATAAGTCCTCAGAGAGGA
CACGCCTTTCTCGCCAACACGTCTGTTCCTGTACTCCAACATAACAGTGACAGACTTTGT
GTTTAATTCTGGACACGAGAGGGAAAATAAAACTACAAATCCTCCTAAAACAGCTGGAGC
GTCGCGTCCCAACGACCATTTCCCCCCTAAGGAACAGGGCTGTGAGTCTGGAGTCCAAAC
TCGCTGAAAGCGGAAACATGGAACTTTAAATATAGGATTTTTTCTCTACATCCGACTGAT
TTCACAATATTTACGCAAGTCACGGTGGGAAAATCCTTCAGACTGGTTTCTGCCTTTAAT
>CL11187Contig1
TTCGGCACGAGGTGGACCTAGAGAGACAGAGCCTCTGGGATTGGAACCCACCGACATCTC
GCCTCCTTGATGATGGCGATGATGAAGTTGGCTGTGCTTGTTCTCGTTTGTGCCGCCGTA
GCTCAGACCAGAGCTGATGCTCCTGAGGCCGCTTCCTCTGAACCAGCTGAAGATAACGTG
GTGTGGGAAAAGAAAGGACTCATTTCCCGTGCATTGTGGACTTTTTTGGGCGGTCGCCGC
TTCCGTTACTTTTCAAGCCCCAAGACTTGGGATGAAGCTGAGAATTTCTGCCGGTCCATT
GGGGCCAACCTGGCCTCGGTTAAGAACAGCCTTGAGAACACCAAGCTCCTGTCGCTGATA
AATCAACAAAAAGCCAATTACACACCAACTTGGATCGGAGGCTCTGATGCTCAGAAGAAT
GGTGTTTGGTTTTGGAGTGATGGAAGCAACTACCAGTACACCAACTGGTGTCCCAACGAG
CCCAACAATCACAATGGCCAACAGAAGTGTTTGCAAATGAATTTTTCAGACAGAAGATGC
TGGGACGATGCGGAGTGCTGGATTCACAGACCCTTCATCTGTCTCAAGAAAAGTTCGGGA
ATTCTGGGATGAAGACGCCTGTTAAGCTTGACGGATTCCTGCTTTTTTCTCTCTACTTGT
TTGGTTTGATCAGTTTCACACCAGTTCTGAAAACTCCATCAAGTACTTCCGCTCTGTCGC
TTCAGAGACAAAACCAGCCACTCACAATGCTGCTGGATGATCTCTGCACTCTTCTGAAAG
TTTTTTGTAACAAACTTTACATCCAAGTCAACTGGTTTTTTTCTTGGTAGTTTTTTTCTT
TTCTTTTAGCAAATCTCAATNTCATGCAATAAAAA
>CL11188Contig1
AACAGCAGATGAGGTGATGCTGTCGGGACTGGGAATGGGCATCTCACCGAGTACAAAACC
CGGCTGAGCTCCAAATGATGGGTACGGCCCCCGATCAGCCTTTCCCACAAGCCCTGATCC
AAACACAGGGGCAGAGGCCAGGCCCTCCCGCTCGCTGTAAAGGCCGTCTTCTCCATAACC
TCTTCCCTGGGTGAAGGATGGACTATTTTCTTCTCCTGGTCCCCATGGACTAGACCCACT
CCTCTCATCTATGCCAGAACCTCCAAACTGACCCAGGGTAGTTGGCCCACTTCTACCATT
TGGAACTGGAAGCTCAAACATCGCTGTAAAATCCAGCAAATCGCTGAGCTCCTTGTCTGT
TTCCACTGCAGCCATTGTCTGCTGCTGTTCACTCGGCCCTTTCAGTCTCAGCAACTGGAA
TTAGTGATGTGGCATCCAGCAGAGAGAAATGAACGGCGGTACAAGGAGGAAGAAACAAAG
TTAGGAATAGGATCCGTCTCCCGTGGTCCGGACGCAGGGGTTGATGAAGAGAAGCAAAGA
CAACCACTACTTTGTCGGGTCGCCCGATTATTTATTTATTNTACTCCGTCACTTGCAATC
TCTTTTGGCCGTCACGGAGATGAATACACCTCTCCCGCGAGAATAACAACTGCCCCGGCC
AT
>CL11189Contig1
AGTGCCCGTCCATCCAGAGATGTCCGACAGGTCTCCATTTACAAGAAACACAGAAAGGGT
CCACCAGAACCCAAAGTGGGCAGCATGAAGATTACAGCATTAAAGCCCAAAATATTCAGC
AGCCTTAAGTGGTGGATCTTTGTGTCTCGCAACACCTTTTTGGAGAAAATGTTTTGCAGA
GAGAAAGCAGAGTGTTGCAGCCAGAGCACTGATTAATCCTGGAACATCAAAGGAGAGCTC
AGTCACAGTGGCCAGCAGCACTCCACCAATGATGGGAATTAAAGAAATGTACACCTTCGT
AGTTTGCTTCTCTCTCATGATAATTCTTGATAGCAGCACAACCCATATTGGCATTGTGGC
TTTGACGGTGTGCACATACGAAACGGGCACTTTCCATATGCTGAAGTGAGCCGACACAGA
TGCGAAGTATTTTCCAAAAGCCAAAGGCAGGATGTACCATCGATAATACCTGTTCGGCAG
TTCTATCTTAGGGACTCCCCATGCCCGCAAGAACGGCGGCAAAAACACGACGATAGACAA
TATATGAAACAGAGACACAGTGACCGGGTATGGAAACCCATTAAGGATGATTTTGTTCAC
CACGTTGCCCCCCGAGCTCACCGTGTACCAAAACACGCACAACACAAAAATCCGGAACCC
TTCATTGACCGGGGTCCGGTCCTCTGTAGCCATCTTCCAACACGGAATCCGGANCTACTG
TCCCCC
>CL11190Contig1
CTCCGGTGTTTGGATGTGTGTGAGCGCGCGCGTGTGCGTGCGTGCCTGCGTGCCTGCCTG
TATGCAGCCAAGTTGATAGAACCTTTCATTACAACCAGCATCTTTTTGGTCCAGTTGCGA
ACACGGGACGCTTTTAAGCAAGGTGACGTAAAAAAGGAGGAAAAATAGCCTTCAAGTAAA
AAACTCTTATGAACAACTTTGCGTCGCGAAAAAAGCGACATAGTACGCAGTTTGACGAAA
TTTGCTTTATTGTATTATATTTGTTGACACCGGCTAACTCGCTTTTACGGTTTGTAAACA
TTTTTTTGAATGCGTGGAAGAGTTTGAGGACAAAAAGGGATTTTTCTATGTCGCTTATGT
GAAGCTAATGAAGTTACAACCGTCCTTTAAGAGACGGCGAATGAAAGGGAAATAAGTGGA
CGGAGGACAAACCATAAGCTAATCAGCTATAAGATGCTAAAGACGCTGACGAAGAAGCTA
AGAAGACATTCGCTGAATGAGATACACCCGTTCCAAGTCAAGATTTCTTATAATGGAAGT
GGAGAAGGAGAGAGTGATGATTCTGAAGGCGAGAACCAGGAGCTGGCACAGATTGACCGT
GAGAGAAGAAGAAATTGTGGCCTCACGCCTTTGGCCACCAGTCAGCAGCACAACCAGGAT
CCTGTTTCACCCGCTCGGTTACGACGTCTCCGCCTTC



>CL11191Contig1
TTTTTTTTTTAGGATTCCCCTTTAATTAAAAAAACTTTCTGCGTTTTACAAACATTTTTG
ATCAAAAATATGTAATTAAATAAATGCAATCATGCATGAGCAAAGCTTTTTTCTGGAGCT
TTTCCACATTTTCTTTTCTGGAATCACTTGGAAACCAAATCCAAAATGTCTGTAAACTGA
TTCTCAGTGTGCTTCCTCACTGAGGTTTGCAGTGTTGTTCCGGTCCTG
>CL11192Contig1
TTTATGAAAAAATATATATCAGAAAGCAGAAAAATATGAAGAAACAGAGAAGCAGTAATA
GGATGGAAAAAACTCCAAACTGATCTGTAAAAAGCAGGATTTAGTGTTTTTGATGATGAA
CCAAGTCTTCTAAGAGTTCCACCTTTTGACTTTGTAAACACTCAAATCTGAGTATTTTAG
ACCGACTTTACCTATGCCTAAAGTTTGTGGCAACAAAGAAGGAAAACATTTATTTCCTCC
AATACTATAAGGAATTCTGGAAAAGCCAAAGAAAGAGAAAAAACAAAGATAGTTTCTTTA
CAACAAAATCTCTCCATTTCTATAATGCACTTCATTTAAAATATGTTGAAATTTATCATT
CATTTTCTCCCGACTTGAAACTTTCTGATATTTTGTGAAAAACCACCCAAGTGTACATTT
ATTTGGTTATATAGAAAATAACTGGTCTTAAATGATTTCCCATCGTTTCTGTTGTTATAC
CTAGATGGTTGAAGCAGCAGCAAAAGACACTCAAATAGAACAATTTATTGCCTATTCAGC
ATCTATTTTCTTATTTAGATAAAGCAACAACTGTGTTCAGCATGAATTTATTGTGCTTCC
GAGTCCCAATCTCAAATCTAAATGGGTTTTAAGTGATAGGAGCGATGGGCCTTTATCAGT
CACAAGGAGGAAACAATTCGTTCGAGGGGTTTTTGTCAGATGCAAAAAATGTGGTACAAN
CTGTTAGAATGGGAAATAAGAGGTCAAAAGAAGCCGAATGTCCTTGAAGCTNNNGACCCG
CGGTTCCACAAAAACGGACCTTAAATGATCTGGCTTTCAGTGTTTTCCCTTGTGATA
>CL11193Contig1
GNAATTCGGCACGAGGNAGAGAGAGAGAGGAGGACGCTATGAGNAGCTGGAACTATTACA
GATACGACTTTGGTATCTATGATGATGATTTGGAAATCATCACCCTGGACAGCGGAGACT
TTGAAGCGGCAGTAAACTCTGGAGAACTCTGGTTTGTCAACTTCTACTCTCCACGCTGCT
CACACTGTCACCAGCTGGCTCCTACGTGGAGGGAGTTCGCCAAAGAAATGGATGGAGTGA
TCCGGATTGGTGCAGTAAACTGCGGAGACAACAACCACCTCTGCAGGAGGAAAGGCGTCA
CCAGCTACCCAAGCCTGTACATTTACAGAGCAGGACAGAGACCAGAGAAGTTTAATGGAG
AGCGCACCAGAGAAGACCTGGTTGGTTTTGCCATGCAGTTCATCACCACCACCGTCACTC
AGCTCTGGCAGGGGAACGTCTTCACTGAGATTGAGAAGTCGTTTTTGTCAGGGCTGGGCT
GGCTGATCACCTTCTGCTCTGACACAGGAGATTGTCTGGAGCCAAGAACAAGACAGAAGC
TGGCAGGAATGCTGGAAGGTCTGGTGAAGATGGGATGGATAGACTGCACCGTACAGCCAC
AGCTCTGTGACAGTTTCCAGGTGGTGAGTGGAGCGACAGCCTTTTTCCCCCCTGGAAGCT
CTCTGGATAA
>CL11194Contig1
GGCTTCAACATGTATTTTAAAAGCACCTGGCTGAAGAGTTTGACTTTATGTTGAAGCTCC
CCCTGGATGGCCAGAGCTTGTAGAATACAGCGCAGCAGAACTGGTGGTTTGGATTCTCCA
TCCTTACTGCCAACGTCAGTCAGTGTCAGCTCTACCTTCTGGACCGACGTCTGATCTGCA
GGCTCTTTTGTGGGGGGCAATTTCCAGATGACAAGTCGCTTCCACTCATCTCCAAGGTGG
TAAATCAGGTTTTCTCTCTGCACCGTTAATTCAGAGCCCAGAACCGTAAGCAGCGGGAGC
TCTGAGGTCTTCCAGCTTTTCAGTGAATCCATGCTGCTCCTTGCCTTTTCCAAATTATTG
GCTGCGTCAACATACTTTTTCTCAACTAATGCTTTGTTGAACTTTTCCATTGCACTGTGG
AACTCTTTAAGGTGTTCTAGCATTTTTATTATAACAGTGTTCCTCTCCAACTGCTCCTTC
AGCTTTGCAAATTCAGTTACAGCCACGTGTATGTTCTCCTGCACCTCTGTTTCTATGCAG
GCCTTAAGTGCATCCATTTCTTTGGAAACCTCATCCACCTGCAGCATCAGGTCTTCTGAT
GCTTGTAAGCTTGGCAGGAATTCATTGTACCTTTTGTTAATCATGTCACAGACTTCTTCC
TTTGTGTCTTCCACTTTCCGCGACATTTTGCTTATTTTACTGACCAGGTCTTCTTTTTCC
AGCTTACCGGAGCTGGCAAGCACTTCAGTCACAAACGAAGACATAGTTTACAGTATTTTT
AAAATATTATTTTTACAGAACTTTCACGCATGAACACAAGTCCTCTGTTGACCCGCCAGG
CAGCCTGATTGGCTTTCGACCC
>CL11195Contig1
TCTTCAGGCCATCCAGGATGGACTCCCTGCAGCAGTACAGGTTATCAAACTTTTGCTTGG
TCANAGAGTCGTTCACATTCATCGCTGGGACGCACAGTTTTCCAGCCTAAGAGAGCTGAT
ACAGCCTGTGAACGCCAGTAACGCTCTCCTCCACTATGCCTCGGATCTTCTTGAAGACAT
TTGGGTATTTCTTGTACACCCAGTGTGTCAAGTCTCCTCCATCATCAAGAATCATGTTGG
GCTGCCAGCCCTCCGTGTTGACACAACGATCAATGCACCACCAGAAGTCATCCTCAGATT
CTCCTTTCCAGGCAAACACGGCGACCCCTGTCTCTGACAGAGCAGCAGCCACTTCATTCT
GGGTTGAGTAAATGTTGCAGGCCGTCCACCGACACTGAGCTCCGAGAGCCACCAGAGTCT
CGATGAGCACTGCAGTCTGAGCGGTGATGTGAGTGCAGCCCACAATCTTGGCACCTGCCA
AGGGTTTCTCACTCTGTGCTCTCTTCCTGAGTGAAATCAGAGCCGACATATCTTGTTCTG
CTATCTCAATTTCACGTCGGCCAAACTCATTCTGTTTGATGTTTTTGACGCAGAAGTCAC
TGCTGCCCTTGGAGTTGATCTGGGTTTTGTCCCGGGGTGACGTCTCGTCATCAGAACTGT
CTGTGTAGGACGCAGCTGAGCTGTAGCTGTCCGTGGAGGACTGGGAGATGGAGCGGGACA
GCGAGCGGCGGCCGGTCTTCGTAGGGAACCTGCTGAACTCCTGCTTCTCCTCCACAAACT
GGATTTGCTTTTTGACCGGTTTGTGAGTGGGCACCGCGCTGAAGACTGACGAAGCCAGCT



CTCCCATGTTCATCTCGCTGTTTTTGCTCACCGTCATGGCTGAGTACTTCTCCGCGGCGT
TTTCACTCTCCTTCACCTCTTTGCTCGCCTGCTTGACCTCCACCTTCGCCTCCACGGCCG
GCTCGGACATGTTCGCGGCTGCGTGACCTCACCTGGACACCGAAATAAACCGTGGTTTGT
GGCTGAGGAAAGCAGTTCTGTGCTCCGTTTTTCCGCTGAGGCTCCAGTCGTGTTGTTCCC
CCGCTGTCCCC
>CL11196Contig1
GCGTATGCGCATGTCATCACCCAGGAGGAGCGCAGCGGGATGGCATGCATCTTGTTTGTT
GTGTAGCTGTCCCAAATGATTAACTTCCCATCCTGGGAGGCACTAACAAGTAATCTGGAA
TCACTCCCCCAGTGCATTGCATAGATCTTGGCCAGGTGGCCCCTGAGAGTGCGCCGTGTC
CGCATCTGTATTCGGCCCACAGAGTCCAGACCAGCAGTGATCTGTGACAGCGTGGAGTCG
CAGCAGGCTTTCCTGGCATCCCGGATCTGATGGCGTAGTTGCTCAGCTTCCAGCCGTAAC
TGTTCCAGCTCGCTCATTGTGCCTGTGAGATGTGTTCAGGCCACGCTTTGCTATAAAAAC
ACACAGTCCCACACGCACCCACTCTTACACACCCCTTACACACACACACACACACACACA
GACCAGCAGCTGACACCTGAAGTGGGACGTTGGCTCGGTCTGTCTTTCCGATCAGTGTCA
CACCAATCCCCTTTACGCGAAGACCATGGTATCAGCTGGAAGGAAAAGTACAAACGTATC
CATTTAAATAAAAAAATAAAATAGAAACTAAAAAAACCCGAACTATTTGGTCCCTGATAT
CGGTTCAAGGCGAATGCTACTCGGGAAGGATTAACTAAAATTTCCCCCCGGCCATAAG
>CL11197Contig1
TCGGCACGAGGAATTCACACAGGTGAAAGGCCTTTCACTTGTGAAGTATGTGGAAAAAGT
TTCACTACAGGTAGTGACTTGAAAATCCACATGAGAAATCACACAGGTGAAAGGCCTTAT
TCTTGTAAAGTCTGTAAAAAACATTTTACTCAAAAGTCTTCCTTAAATGTTCACATGAGA
ATTCACACAGGTGAAAGGCCGTTTACTTGTGAAGTATGTGGAAAAAGTTTCACTACAGGT
AGTGACTTAAAAGCCCACATAAGAACTCACACAGCTAAGAAGCTTTTTCCATGTGACATT
TGTAAGAAAGTTTTTGTCTCCTTGAGAAATTTGACCTGTCACATGAGAATTCACACAGGT
GAAAGACCTTTGACTTGTAAAGTTTGTGAAAAAAGTTTCACTAATGGTAGTGACTTGAAA
ATCCACATGAGAACTCACACAGGTGAAAGGCCTTTTACTGTTAAACTATGTCAAAAGGGT
TTCAGGCAAAGCAGTGCCTTAAAGGTCCACATGAGGACTCACACATGTTAAAGGCCTTAT
TCTTGTAAAGTTTGTCAAGAATGTTTTGCGCGAAGTAGGTGGGGTACTGAAACGGTACAA
AATTGAACCAAACCAAAATAACCGTACCGAAATGGTTCAGTACAACTACATGTACCATAA
CACCCCCCTAATAGATACATTTATGAGGATACACAATGTTGGAAGACGTATTTCCCACAT
GGAGATTTTTAGTAATAGATTACCTTTGCATGTAATTGTGAGATTCTTCAGTAGAGTATG
ATGTTTGTCTGAAGGTGCAAAAACCATTTGCCTCTCTTTGCATGAAATGTTTAAAAATAT
GTAAATAAACATAGCTGTAGTTAACTGCTGATAAAGATTTAAAATGTACCTTAAATGTGT
TAAAATTTGACTTTGAATAAATGTATAACTTCCTATTAATGAAACATATATACATTATGG
TCGTCTGATGTTAAGAGAGTTTTCAAATTTAATTGCAGATATCCAAATA
>CL11198Contig1
GCGCATCACAGACAGACAGGGTGAGAGCGGATCGTCCAGGTGATGAGCAGAGCCCCGCAG
GACAGTCAGGGATCCTCCCGGAACGTTGCTCTGCTCTTCCAGGGAGTCTGGAGAAATCCT
TTCAGACCAGATTTCTGCGGAGAGAAGAAGAACAGAGTTCCACAAAGAAATTTATGCCCC
GCACGGATTTGTGCTCTTGGATCAAAGCTCAGGAGTTTTCTGGTTCGTTCCTTCTCTCTC
TGATCTTCATGTCAAACCTGCAGCCCTAGAACTGTGCGCGCGCAGCTGGCAGATGATCCA
CAAACCGGTGTGATTGATGGTTGATGGGGAGGATTTTCGAATGTCAGCCGGGACCGTGGT
CATCGCAGGAGGTATTCTGGCTGCAGTCATCTTACTGACCATCGTTGCTGTGCTGTGTTT
ATGTAGATTACAGTATTACTGCTGCAAGCGGGAGGAGTCTGAGAAGGGGGAGGAGGATGA
ACCAGAGCTCACCACTATGTCTCCCTCCCGCCCCCTGGCTCTGTGTGCTCCTCCCACACC
TCCCACCCCAGAGCACCACAGCAATGAGCCAGAGACATATCCCCCGACCTTTCTGACCGA
GGCTAATGGGCCTGCTAGCTACTCCCCCCCAGCTCCTCCACGCCGGTGCCAGCGTGCGCA
GGCCTTCTGCCCATCCTGCGCTCGCTGCACGCTGCCGTTCTACCTGCAGCACCCTGAGAG
GCTGTGCAACGGTGGCCACCGCATCAGCTACAGGACTGTGCAGCAGCAGGACCTGGAACT
GCCAGTGGACCTGGCCAACTTTTACCAGAACTTGATCCGTTCCTACACCAGGAAAGAGGT
GGTGTCCCACAGCATCAGCACCGATGTGTAGCTCTGCTGATCAAACACAGTTCTGTAGGT
TTCAGACTGCAGCAGTCACATGGACTTACTGCTGCATAGACCAGAACCATCATCATGGCT
TTGTGGGCTTGTGTCTGCTAACTAACTAGTTAAGTAGATAACCATGTTGTAGCTAACAGT
TAAGCCCGGGGACAGATGTTCAGACTTAAAATTCGTGTTATGACGAATTCGTATCTAACA
TTTGGACCCAAGTGGCCCTGTTTGTGGTGAATCTGAGT
>CL11199Contig1
TTCGGCACGAGGCGCTCACAGTAGGAAGTCATGGTAGTTTTATACCAAAGAGACCCATCG
TGTTTTGACCCATACCACACTTTTAAAGGAGCTCCTGCATGAGTCCTGTTTTCTCACATA
TCAGACTATTCGGAGGAGCTGGAGCACAGGAATCCTTTAAACTTTGTCTCCGTTTTCATT
TTCACACACGGCTGCTGCAGCAAGAAGAGAAGACGCCTCCATTTTTCTTCCATGACGCCT
CACACATGTACGATGTGCCTATGGTTAAAAATGAAGCAATCATAATTTAACTCATATTAG
GAAGTTTTTTTAAAGAGAGAAATATATTGTTTAATTTGAGTTGTTTTGTAACTTTTTATT
TTTATTGTTTTTCTTTTTTGCAGAAGTGCTTGATGTGAGGCTTGACTAATTGAATGTACA
TAACTGTGAATATTAATTGCACAAAAAAAGGACTTTGATATCCACCCCTTAAGAAATAAA



AGCAGGCACTAACCGCTGAAAAAAAAAA
>CL11200Contig1
TACAAAAACAGTCAGCACTCTGGATGTAAAAACCAACAGCAAACCTCTTCCCTGTGACTC
GGAACAAGAGATTCCTGTCCACTACAGTTTAGTGGGAGAACCAAAGGGCTCTGTGAAAAT
CATGTACTTGGTGTTGTCCAGAGGAGGAATTGTCTTACAAGGAAATAAAAAAATTCAAAT
ACAAAATGACTTAGAGAATGCAGGTAAAATAACATTGAAACTCGCAATTACTCCGGACTT
GGCTCCAGAATTCCAGCTGGTGGTTTATGCTGTCCTCCCTAGCAAGCATGTGATTGCCAG
CAGTGGGGGCTTCTCCACAGAAAAATGTTTCTCGCATAAGGTGGCGCTGGAGTTTTCCCC
GTCGTCAGCTGTCCCAGCAGAACAAACCAAACTGCAACTCACTGCCCAGCCCAATTCTCT
GTGTGGTCTCAGTGCGATTGATCAGAGTGTGCTGATAAAGGAGCCCGGGAAGACCCTTAA
TGCAGACAAGATTTTTGACATATTGCCTGTAAAAAAGGCATCTTCTGTTCCACATGAAGT
TGAGGACTCTTTGAAATGTGTGAAAGTGAGACACAAGAGGTACATTTCACGTTATCACAA
TCCAGATGAATATGGGGCCAACAAAGTGTTCAAGAAAGCAGGTTTGAAGATTGCATCAAA
TTTAATTATCCAAATGCCCACGTGTGTTGTGTTTAAAGGAGAAATTTACACTCGTGATTA
TGGGATCAGGGCGTTTGAACCCAGAGTGGACTATATGTTGACAAGCTCTTTTCTTCATGG
GTCCTCATCACCTCCTCCTCCAATACAAACAGCCCGCACCTTTTTCCCTGAGACCTGGAT
TTGGGATCTGGTAGAAGTTGGAGAGTCTGGAACAAAAGATGTGTTCCTTACAGCTCCAGA
CACCATCACCACCTGGGAAACGGAGACTTTCTGTTTGTCCAGTCAGGGTTTTGGGTTGGC
TCCTCGTAAGAAGCTTACAGTCTTTCAGCCTTTCTTTCTGGAACTGACCCTGCCCTACTC
CATCATCCGGGGGGAAAGCTTTGAACTAAAGGCAACTGTCTTCAACTACCTGAACAGCTG
CATCATGGTGAGAGTGACTCCNGGCGTCTCTTCAAGTTACGTGATCACACCTGTCTCTAC
TGAGGAGTACACATCCTGCCTGTGTGGCAGTGAGCGAAAGACCTTCCACTGGAACATGAA
CCCCACAGCATTANGGGTTGTAAATATNACCGTTACTGCTGAGGCTATACCGNCCCACGC
ATCGTG
>CL11201Contig1
TCTTTGAATATTTACTTATGGTTAGTGGAAACAAGTTTGTACATTTATGGAAGCAATGAA
CAAAAAGTCTGGACATTAAGAAAAAAGATATAAAAACATTACAAAAATAAAAGTGGAAAT
AAGTCTGTTTGGGATTGTTGATCATTTTACTGTTTGCTCTTTTGGTGTTCTTGGGTTTAC
TGTGGAAATATTTTCATGAACACAGTAACCCAGCTGTCATCCCAAAAAAAGACTCCTTAC
TGAGTATTCTTCATGAAAGAGAAGCAAGGAGGAAGAAATGTTAGCGGGACAAAGACTAGG
AAGTGACTCCAGTTTGTCTGACAGACATTTTCGGTCGGGCGCCCTTCGTGGCTCCAGAGT
CCCCTGGCGTCCCCCCTCCTGATGTGTTAGGAAAGCCGTGCGCCGCCACGTATTTACGGT
ACGCCTCTCGGATGATGCGGAAGGCCCGCGCGTTGGCGTACGGAATATCGGTGACCGGGT
CTCGGTACAGAGCGGCCTTGTGGGTAACGGGACAGATCTCCTGAACGGGCGGCTGGGGGC
CCGGGGTGGGCGCTGCGGGGAAAGGCCACCTCGAACGCCTCGTCGTCACTGAACGTCACG
TAAGTCCGGGAGCACAGGCCTNCGGTTGGCTGCTGGGACGGCGTGGA
>CL11202Contig1
AGGCTGCTGTGAAGAAAGGAAGGGCGGAGAGGAAAAGGGAGAAACGCAAGAGAAGCAGAA
AGAAGAGAAGAAACATCAGGATGAAGGAAAAGAAGAGAAGACACTAGAGGAAAAGACACT
AGAGAGGAGGGGATCGAAAAGAAAGAAAGAAGAGGAGACTGCTGAGGAGGAGAAGGAGGG
AGTGAAAACGAGAAGAGCTGAGACAAATGAACAGAAGCAGGAGGCGAAGAGGAAAGACGG
CAGAGGAGGAGAGAAAGCAGAGAGGGCGAGGAGAGAGAAGAACAGTGAGGTGGAAGGCAA
AGGTAAGACTAGAGGGAAGGAGGAGCAGCCAAAAACAGAGAAGGAGGGAGAAAGGAGGAG
GGAGCTGAGGAGCAACAAGAGCCAGGAAGAGACGGAGGTGAAGCAGGGTGACGGCGTGGA
TGAGAAGACAGAAGAGGAGGAAGAGAAGCGTGACAAACGAGAGAAGCAGACAACCTCAAA
GGAGAAGGAGGACGAGCAGCCACACCGCTCCATCGCCGACAGGAGGGAGAGCCTGATAAA
GTCGCTGAGAGGTCTGCTGAAGAACGGGAAGGAGGAGGAAGATTAAACCAAATATGACTT
TACATAA
>CL11203Contig1
TCTTTTTCCTGNCCAGTTTTTTTTTTTGATCCTCTGATCTTCTTGTTGCAAGTTGATCAG
GACTTCATCAGTTATCTTTGTCACATCAAACAAATACTTTGGATTTTGTCTGGTCCAACC
CCCATGATACAAAACTTCTTTCTTACGGTTGCTAGTGAGTAAATTATCGTAAATGTGGCA
AATATCTGCATCACTGAAGTGTCCGCACCAGTCTCTAAATGACATCCAGAACTCCCCATC
ATCCTCTACCGTGAGACCAAGATTGTGCCTCTCTGTATCACCAATCTTGGACCATTCCTT
AGAGCTGTCACTCCAGGGTCCATTCCACTCCATTTTTCCCCAGGGGTTTCTCATTCGGAT
CATGGGAATAGTTTCAGTTTTGAAGTGCGCCACCAGCTCATGACGTAAATGAATTCTCTT
CACTGCCGTCACAGAGTATGCGTGACCCTTCACCAGACCGTTTGCCATCTTGAACTCAAG
TTCATGCGGTTCTGCCGTGATGCCACAGCTGATGATTCCTCCGTGTTCATAAACTTTGAG
AAGGTTTTCAAATAGATAATCTTGATTTCTGTGGTCAGCGTAGAAAGCCTCTCTCTCTAA
GTCAATGCGTTCATTTACAGCACCAGTGAAATCCACCACAGCATCTCCAGTGAATCCTCC
ACTTAAAGACTCATAGCACCCGTAGAGTTTGGCATAAGCCTTCTCCAGCAGAGCACTCCA
GAATTCTTTTTTGCTGTTTGAGTGACAGTAGATCAGTTTTCCGTTAATAGTAGGCAGCCG
GTCGTCCACGACTACATCTGTCCACTGACCAAAGACCCAGAACTGAAAGTGGAAGATCCC
GGCATAGTTTTCAGGATGTTTGGGATCCCACTCCTGCTCCTGCCAATCAGGAATCACCCA



TGGCCGTTTCCATTCCACTTTACCAGGAGGGGGTTCTTTATAAAACAGAGATGAATCGTC
TGCGGGGAACTCTGGATCTCTGAACAGAATCTTTCTCTGGATGGATTCCCTCTTCAGGTC
AGCATAACGTTGATTTTTGAACGGGACAACAGAGGAGGACATGGCTGAGACACTGAAACC
TCACGGCTTTGGATTCAGCGTTTATGTTGCAACTTCACAATAGCTCTCACACAGCAGCAC
GATACTGATTCACTCCCCGGCCATAAGGCCCGGGTTAA
>CL11204Contig1
CACGAGGGTGACAGCTCTGTGCTCCACGTTCAGCAGCAAGACGCAGACAGAGGAGCTGGA
GAGCAAACGCTTCACGCCTGCAGCTCCTTACAGAAAACCAAGCAGAGCTCCAGCTGCCCA
TGACCCTGCTGAGCAGGCAGCCTCAACGGAGGTCTGGACTGGCTTTGAGCTGGCTCCTGC
TCAGCTGCTGCCTCCAGGCAAATCCCTGCAAACGCGTGTCAGCAGTCAACCTGCGCAGTT
TCATTGGCTGTGCCGTTCGTGAGTTCACCTTTCTGGCCAAGAAACCTGGCTGTGGGGGTA
TGCACATTACCACTGATGCCTGCTGGGGGCGCTGTGAGACCTGGGAGAAGCCAGTCCTGG
AGTTTCCCTTCATTGAGTCCTTTCAGCGGGTTTGTACTTACAATAAGACGCGTCTGGTCA
CTGTGAAACTCCCCAAATGCAGGCCCCACGTTGACCCGACCTACACGTACCCCGTGGCCC
TGCGGTGCGACTGCGGGGTGTGTCGGACCAGTACCACTGAATGCATCGCCTCTGTCTGAA
GCCGTTATCTGCACGCTCTCCTGCTAGCTTACAGCCCCTCACAACCCCAACCTAACAATA
CCAGTGCAACTAAAATGGCGAGCAATGTTTGAGCTATCCAGTCAGACAAGCAAAAGAACG
ACGTTCATGCATCAGAATGGAGCGGAGCAGGGAGCTCATGCCCCTTGGACTGTAGCACCC
ACGCCACACCTGCAGGCCTTTTCAAACTGCATTT
>CL11205Contig1
TTTTTTTTTTGCAAATGCTGTTCCCCTTCTGGAAGCGACTGCGAATCTGAGCCAGCTCAG
ACTCTCTCTCCAGTTTCTGCCGCATGGTGAGGTCGGCCGTAGCTGTGCTAGCGCTCTGAG
CAGCCATGAGTTTCTCCTGGAGCAGTCTGGTGTTTGGTGAGGTTGATGGCGGTCCAGCAG
GAGCCCGGGGCTGAAGTGGAACTCTGGCTGGAGTGGTCTGAAGCACACGCTCCTGGCATT
TTTCGCCAAAGCGCTCCAGGAAAGACTTCACACCAGGAGTTCCAGCAGGAACCTTCTTCT
GCTGTGCTGTTGAGCTAGAAAAAGAGGGTTTGTCGTGAAGCTCAGGCTTTTGGGGAGTGT
AGGTGTTGAGACCTCTGGAGGGGCTCTGTGGTACTGATGCTGAGGAGGAACAGCCATTTT
GTGTGGTTGATGTGGAGGCTGCTCCCTGGTTAGAGCTCTTCAGAGGACTTTGTGCCGACT
GAAGTGCAGGTTTTGGTGGAGGGAAGTCTGCCTTCTGAAGATTTGGAGGAACCATTTGAC
TGGACC
>CL11206Contig1
ATCAGCTCGAAAACAACTGGAGAGCATCTGCTTTGGACCGCCAGGTTCTGCTCTGAAACC
CAGCACCTCGCGCTTCATCATTATCCTGGATCTTAAGAGTAAAGAGCCCCAAACCGCAGC
GATAACTTGGGAGTTTGTTTATACAGGAGGAGAGCAGAGGACAGACAGCACTCAGACATG
AGAGCGACAAGCCCGGACCATTTTTCTGCCTAAATGACCTTGGAAACCAAGTAGCTGGAA
TTTATATTTTTTAGTTTTCTTTCTTTATTTGCTGGAATGGAAGAAAAGTGGAGATATCTT
TCTCATTCCATTAAAACTGAAACTGACCAGAGTGGCCGTCACAGAACAAGCCCAACCAGA
TGTGTCAGCGCCATCACACCTGAACAGGGATGAACATCCTAACCAGTAGCTCCTCAAAAC
CCTCTAAATCAAAGTCCTGTAGTGGATAGTCACACCCATGCTGACTCACGAGCGTGGATG
ACAGCAGCTCCAAGGTGATTGCAGCAGAAAAAGTCAGCACAGATTCCTCTCATCCCCCCA
AAATGTCCAAATTAAAAATCTAACAGTGCGCTATCATACACCAGTGAATCAATGCTACAT
CCTCCAGAGCATGGGGTGTGTCAAATCCAAAAGGAGCCACTCTGCTTCCCAAACTGCAAA
CTCCACAGACAGGAATGACGGCAAAGGCAAGAAGATGAAGGGTGAGAAGGCCTACTTGGT
CCAATCAGAAACAGGCTCTGTGGAGAACTCCGCTCCGGCCAACCCGGTGCTTCTTGAGTA
CGCCCAGAGACTCTCTGAAGAGATCGTGGCTCGGGCCGTGCAGCAGTGGGTGGAGATAGA
CAGCCGCTACAGTGACATCCCTTACATTGAATGTGATGTGCCATGACACCCAGAATTTAT
TAAGACCGCTTGGACATTGATACCTAATGGTGTGTGTGTTAAGAACGCCCAACAGCTTCA
TTCCGGAGGAATCACTCAAGTGTCTATCTGCTGTGAGTAATTCAGTTTTGACCTACTTCT
GGATTGGATTATACTTGGATTGATTCTAAAACCCTGCTCCAAACTGTCTAAAGCACTCTG
ATCCCGTCTGCGTCTCTCTTCATCTGGAGCCTTGCTGGAGTGCAGCGTCTTCTGTTGGTT
GTCATCCTTTCCCTCGCTCAGCAGGTGCTGACTCTCTTTGACTTGACTTATCCTGCAAGG
CAAAGAATCGGATGTTGCCTTTTAGTTAGTGGGAGTCGAGCCCTGTCCACTCCTGGAGTT
CCCAGGCCAAGATTCTCTCACACACAGAGAGTA
>CL11207Contig1
CGGCACGAGGCTGAAGCGTACCACTTTTTGGTCCGGTTTGGGGCTCCGATGGAAGGTTGC
TATGACAACAGAGGCGCCCACCAGCGCTGGATTCTTCCAGCCGTGAACGGAAACGCCCAC
CTACACTGCGAGGGTCAGAGCGACCCGCTCAGTGGAAACGAGGCTAAAGAGTTCACTGTT
CCACATAGCAAACATGTGCATGAACATTTGCTCCCCACCTGGAGGTCCTGCAGGCCACTG
GCGTGGCGTACAGGCGTGGCCATGGGTCACCCGGACGCCATCGGATGGGAATCGGTGTCA
TATTGATTACTGGTGAAACCAGAACCAGAACCAGACTAAGGACGACTAGAACAGCCGTGG
GAAATTACTCAAATCTGAAAACATTGACCATCTCCAGGATATCAGCTCTGTGTTCATCCA
AACTGATAAAACACTGAGTAGTTAGGAATATGAAAGATCATAAAATACTTTTTTCTTTGT
GTTTCTTTGATTCTATTAAAGACATTTTGATCAGAANAAAAAAA
>CL11208Contig1



TGTTTATCTTCTTGGCGTTCACTTCTCTTCTCATGTTACCAACACAGTCGATATAAAATA
AACCATTTTAACACATTCTTAGATTTANAACATTTTAATTAAAATGACNNANACTTTGGC
ATTGTCCTATAGATCTACGCAAACTGAATCANTGCCATCCCAGAATAATCAGCAGTAGTT
TATTATACATTACTGCTGCTTAAACGAAGATGCGGATCACAAATCTAGAAGGAAAGCGCC
GTGGGACAAAGTAGAGAGAAACTTTTAAACAGGCCGGAGTGACTCATCTTCCTGAACACA
CGATCTTTGTGACTCAGTAGGACGATGACGTCAACAGGGCGAGGTGGGTGGCAGGTGTCC
TCACCTGGTCTGACCCCGCCCTTGAAAACATGTACCGGATTCTGTTCAAAGTAAAATGTT
TGTTTATTTAAAAAAACTGTTGAAGTTTCAAAATAAAAGCACTAACTGATGGAAAATAAG
ATCCACCATTTCTTTAAATGGAGCCAGATCTGTTCAAAGCTTCAGCTCCTCCGCATCAAA
GTCTACGACGCCGTTCTTCCTTTGTCAAACCCAAACATTCATGTCAACAATAATACGGTC
ACATTTACAAAGAGAAACATGTTTGGAAACCAAAACATGTTTACATCCATAAAATGACCC
TCGTGCCGAATTCGGCACGAGGTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTC
TCTCTCTCGCGCNG
>CL11209Contig1
GCAGCTCTCGAGGAAGGTTGGACGTCGGCGCTGGGGGAACTTATCACGATGGGAGGGGGA
CGCGTTTGGACGCATCAGTCTTTTTTATTTATTTTTTTACATTAGAAAACCCGACAGAAA
CAGCCAAATTTCGCCTTTTTCAATTGTTACACAAGTGGATTATGAAGTTCTGGAGAAGGA
GCCTAAGAAACTGACTGGACATATGAGGACTTCCATCTAAAAAGTTATTTTCAAAAAACT
CTTTAGCAAAGACTATTTTATAAATGTATATGTTTTGTACAATTTAATTTTGATGTTGGA
TGCAGAAAATGAAGACTGGGAGTGTTAGAAGATTCATTACTGTTGTTCACAGCATGTTAA
GAGAAGTCTTAAAGTTTGTTCCTAAATGAATTTCATTTCTTGTTTTTCTTTGTTCAAAAT
GCTTGCTCTAACCACAGAAAAATTTGTTTTTTTTCATGAGCACATTTTTCTATTTGTTTT
ATGTAAGAAAAGCACAATGATTTACTGCTGAACTTTNTATGTTACAACATAAAACATGCC
AGTGACTTTAACTGATTGATTTTGTGTTTTAAGCNAACGTGTGTTANTNTNATTNTTTTT
TTTTCCCCTCAAAGTGTTATATTTCATTTCATGTGATTATTTTTTTAACATACTGCACGT
GNAATTATTACATAAACATATGTAAATAAAGAAAAGCA
>CL11210Contig1
TTTGCTAACANGTATAAATGTCCAAACTTTTATACTTCTTAAAAATTCATCTTTGTTGCT
CATAATAATATTGTGAAAATAACAGATTATACAAAAAGGGAATCTTCTGTTTCCTACGGG
ATCTGTTCAATCTCAAACAAATTTACCTTCAGTTTTCATTAGAAAAATATCTCATCTTTC
TTGCTTACAGTTAAAAATTTCCCACTTTAACTATTTAAGCAGCATTTTAACAAACACTGT
CATGCAAAAGTGCTGCCACAACCAGAAGAAATGACAGTTCTCCCAGTTGTCATGGTGACA
CGAAGAAATGCAGCAATTAACAGATGGAAATGCAGTGCACCTTATTTTGTTCCCCTCAAT
ACAAGAAGAAAGAAAAAAAAACATGAAATGATTCCTGAAGGATTTTCAGTTCTGTGAACA
GATTACTTTCCCTTTTCTGGTGCAGCGTCCACATTTAGCAAGCTATCGGCCTTCTCCCTC
TTTTCTGCCCTATCCAGTCTTTATTTCAGCTACATTCCACTCATCTCTTTATATCCGTCA
CCATAACAACCACAAATGTTCTGACAGATTTTCTGGCACTGCAGTGAGAGGTGAAACCTC
GGAGGGAGAGAGTGAGAGTGTGAGGGAGAGAAAGAGACAGAGCCACCCACCCACCCAAAA
ACCCAGCATCAATAAATGTACACAGTGTTCCTCGATCGAGAAAGAGGTTGAATTTCCGAC
TGCATTCCTTTTCTGAGAAAGGCACAAACGGCATTA
>CL11211Contig1
AACGACTCTCAAGAGGATCCTGGTCCCAAAACCGATCACAGAAGAGATGTCTGCACCCAC
GGAGGCTCCTGCAGACCGCAAAGTGATGTTTGATATCGGATGTGCCGACGATGGGGAAAA
TAAGGACTGTAGTGAATCCGCTGATGCTGACGGTACAGATGGGACGTATAAGGAACGCAG
GGTGGCTTTTAACATAGGTGACTCTGACGACAACGACTACAGCAACGAATCTTCCAAGCA
GACGAAGAACAACCTCAGCAATGGCTCTACAAATGCTCCTCACCGGGTCACCTTTAACAG
TCATTTAAATAGCAAAGATTCACAGATTCCAAACAACGGTTACACCACATACCACACGGT
ACACAAGGACTCCGGTCTCTACAAAGACTTGCTGCACAAACTCCACCTGGCTAAAGTTGG
AGACTGCATGGGTGAAGGTGGCGATCGTCCCATTCGTCGCAATAACAGCTACACCTCATA
CACGATGGCCATCATTGGTATGCACACAGACTTCAGACATAAAGACGGAGATACCCGCGC
TGGGCAAGATGGCGAGAAAGCCCCAGGCTCGGGTGGTCCAGAGAAGAAGCGCGTGCGTAT
GGACAGCTACACCAGCTACTGTAACGCAGTAGCAGAGGAGACGACTCCNGAAAGTCACCA
AAATGATGTGAAACTTGAAATTGGAGGACAGGATGGAGGTAGCAGCCAAAGTTCTCTAGA
GGATAAACTTGATGAGGAC
>CL11212Contig1
TTTATCTGAGGTGATTTTATGATTAACATGATTCCAACATTTACAAGACCGTCAGAAAAC
AGGGGTTATTTGATGTACAGGAAAGTCTGAGAAGTCTAGTAACAAATTCCAGCAAATCCC
TCTATGTTCATGATTTTAGTGTACAGTACAATTTAATGTCAAAATAAACACAAATCTAAT
AACCGTTTAAGACCAGAGAGCTCAAGAGATAAAACATACGTCTACTGGGACAGGTTTTAT
CGTTTGGGTTTCAAACAGAAACAAACAGAATAAGGCTCAAATAGCTTGCAGATGCAGTCT
TTATGAGGGCACAATTATTTAAGGAAAAAATGGTCAACTTGACTATTGTAGTTCTGGAAA
CAGGCCCAACTGGATTGATGATGGAATGTTTATTTGTATAAAGAGGGGGAGGCACAGTTG
AAATGTGCTAAAGTCAGCATTTAAATACAGATTTGAAACAAAATCAATCAAAAAAGAATC
ACAGTTGTAAAAAAAAAAAAAGNCANATAACCCCANCAGTTCTGTTGCAAAGGANATNCN



NTTGTAAATAANACNACNCAGGNGNGGCCNGGGGGAACNTGGAAATNTGGAGANCCNGGC
GGANCNCCNNGTTTCNCAAAGATTCAAGAGNCAAANGATGNCTTCANGTAAAAANGACAN
AAAAGCNNCCCGTTTTCCANCAAATCCANCTAAATGTTCATTTCNGGNGAAAAACTGACA
AAAGGGAAAGAAGTCAAAGNGANANAGCNCCTGACGGAAAATTGAATAACCAATGAC
>CL11213Contig1
CTGGTCTACTCCCCGTTTTACCAAAAGATCCTTCAGAATATCCTGACACCAGGCGAGAGT
CTCAACACAGAGACGTAAACCCCTCAGATGGTGTGAGAGCATTTCTGTGTTTCTAATCGG
TGAAGAAAACCAGCACGGCACAATGCGCACCTTAAACTGATAATAACTACTGGTTCTGTT
ACAATTTCTCACAGTGTTTGTTTATTAAAGACTGTGTCAGATCTAGTCTCTGCTTAAGCC
TCCTCTTGCTGTTGTAACAGAGCTTGCTCATGGAATGCACCTGTGTTTTAAAAGCAGCAT
TTGCTGTAATTATAACTTAAAGTCCCACTCCAATCATCTTTTGATCTGTTGTAAAAGCGT
TCCCATTGGTCTCTTAATTATGGTTTTGTCATTTTTGGGCAAAATTTAAAAAAAATAGTT
GTTTTCTAGGACGTATTTTCTGCAGAGCAGCAGAAGTTCATTAGGAATTTGTGTTGTGAG
CAGGAGAGTTGGCGCAGATGTAAGCCTCCGCTGATATCCCATCATCCCTTTTGTTTACAC
TCTCTCCCACTAGCTTACAGCCTCTCACAACCCCAAGATAACATTACCGGCGCAGCAAAA
ATATCAAGCAATATCAGAGCTATCCAGCTGTACAGTTTCGAGCCTAGATGTCAGCTCAGA
CAAAGAAAACAAAGACGTACTTAAATCTATTTGTCTGCACGTGAATGCATCAAAACGGG
>CL11214Contig1
TAAAATGTTACAGATCCCATCATCAGCTGAACATTTTAGCTCCTGCCTTTGTTATCATTA
GGTCAGGATTTTAGCTTAGTTATGACAATGGACTACTCTGAGCAAATAGACTACTGAAAT
GACTTAACTGGAAAAAAAAAAAGCTTATTCTTCACCACACCGCTTGATTCAACCTCCCTA
ACAAACAAATCTAGAAAACTGCAAACAACTTTGACAAAAGTTAACCAGCAAGGAATTGTT
TAGTCTGCTAGGCCACACAACCATTTTTTTTTTCTAAGTAGGAGGCGCCGATCAACAGCG
GCCTGCCTGGCTTTGAAGCGGGTGAGGAAAGTCTGGGAGACTAACCCACAGGGTTGCATG
AAAACGACCAGTAAGAATGCCCAAAATTGAAAAAACAAACAAAAAAAAATGTTATTAGCT
GACCCTCACCGACAACAGAAATCAAGAACGAACATTCCTTTCCAAGATGTTTTAGTTTAA
AAAAAAAATTACTTTTAGAGGACTTTTCTCTTCCCTTTTTGTCCTTTTTTAAAAATCACA
TGGAAAGGTCAAAAAACGTACAGCCCAGACCAAACGTGAACCAAAACACACAAGAGCATA
GACACTGGAAAATGAAACATCATATTCAGGTCATTACTGCATCAAGGCCACAAATATAAG
ATCACTTTATCAAATCTGTCGTTTAATCGATTACTATCAGATGCCATTTCGTTGCCAGCA
GGATCTTGATAAGCGCGTGCACACACAAACTTTTATTTATTCTACATTTTAAATGTAAAC
TTGAGTTACTAACATTTAAAAAGACTGAATAATGCATTAAAGTCCCACACAACACTGCTT
TACTGGGAAAACCCTGTTAGTTGGTACCTCCAGACCTTCACCTAAATGCTGGGTTTTTTT
CTTTTTTGCCTCGTGCCG
>CL11215Contig1
AGTTGATGACAAAAGTTTCTTTTATATTAATGAGCTTTATAGAGATTTTTTTTAGATTTA
AATAATATAAAAATTAAGCTGAAAATAACTACTGTTTTAGCCATGTTTGATGTAATACAA
CAGTGATTTGTAATAATTTAAAGACATCACTTCTGGACAGTTCTACTTTCAAAAACTGCT
AACCGGAATCTGTCCAATCAAAAGAGACGGATAAAGTCTCTTCGTTTAGGAACTCTGAGT
GAGATTGCAAGTCTTTATAGCCAGCTCGTTTCCATGGCAGCAGCCGGTGGGACGGCTGGG
GGCTGACCAACAGGACCCGTCGACTGTGGAGACGCGAGTGTGTCCGAGGTTGAGACATGT
AGACGGAGGACGCTGTGGCGGGGGGCGGGGTCAAGAGGGCCGCTGAGCTGTACCCAGCAG
GTAAAGACACTGCAGGTTCAGCACCACCAGGACCAGAACCAACCCAATCAGGACCTTCTG
GACCCACAGACACGTGTCCAGCTTCTGCTCCAGCCGGTGGTTGCAGGCCATCACTCGCAT
GAGCGATGAGCTTAAATCTAGCTGCCTGCTGCTCTGCGTGTCCACAGGGCTCTCTTTCAG
AAGGTCTGATGCCGGTTTGGAGCTACTCACACAATGACAGCGTAACCTGTGCTACATGAT
TTTGTTTTTTGGTACTTCTTTCCAGAACTGAGCCAGTTCCTGTGACCCGGCGCCGTCCAT
CTCACCCCCCCCCCCCAGAAACCTGTCCTGCGGAGACGCCTGGAAGCCTCCATGCAAGGA
GACAACAATGTCCACTGAAGCTCCTAGTTCACAGCTGCTGCTGCTGGGCTTCACCCCGGC
CATAATGCCCGGGTTTA
>CL11216Contig1
TATGGCCGGGGCTGCTTCAACATTTTCCTGCTAGAACAAGCTGTGTAAAGTCTTTGGAGC
CTCACTTAAAGTAGTCATATTTTCACTTTGAATTCTCTTTTTTGGTTTCCTGAACACACC
TCAGAGCTGCAAGAGGACTGCGGAAGCCGGAAAGTTTCACATCACTTTGTCCTTTTCTAC
TGACAATATCTACAAGCTGCGGGATGCCATTAGGAGGAGGAAACAAGTGTGGCCGCTGCT
CCAAGACGGTTTACTTTGCAGAGGAGGTTCTCTGTGATGGGCGGAGCTTCCACAGGTCCT
GTTTCCTGTGCATGGTTTGTAGGAAGAGCTTGGACAGCACAACTGTTGCAGTTCATATGG
AGAAAATCTATTGTAAGGCATGCTATGGCAAGAAGTATGGGCCAAAAGGTTATGGCTACG
GTCAGGGGGCGGGGACACTCAGCATGGACAAAGGAGAGTCTCTGGGTATTACACCTGAAA
CCCCAGGTCCTCATTGTCCAACCAACAACCCAAACCCATCCAAGCTGGCTCAGAAGTTTG
GAGGGTCAGATAAGTGTCCTCGCTGTGGAAAGGCCGTGTATGCCGCTGAAAAAGTGATCG
GAGCTGGTAGTTCATGGCACAAGGTTGGGTGCTTCACATGTGCCACGTGTGGGAAGAGCC
TCGAGTCAACCACGCTGTCTGACAAAGACGGAGAAATCTATTGCAAAGGGTGTTATGGAA
AAAACTTTGGT



>CL11217Contig1
GAAAAACGCAGTCCTCAAACTGACAGACTTTGGCTTCGCCAAGGAGACAACCCTGCACAA
CCCTCTGCAGACGCCCTGTTACACACCCTACTACGTTGCTCCTGAGGTCTTGGGACCGGA
GAAATATGACAAGTCGTGCGACATGTGGTCTCTGGGTGTCATCATGTACATCCTGTTGTG
TGGGTTCCCTCCATTTTACTCCAACACCGGTCAGGCCATCTCTCCGGGGATGAAGAGGAG
AATCCGGATGGGCCAGTATGAATTCCCCAAACCGGAATGGTCTGAGGTGTCACAAGAAGC
AAAAGATTTGATCCACCAGTTATTGAAAACAGACCCCAGTGAGAGGATGACCATCACACA
GTTTATGAACCACCCCTGGATCAATCAGTCCATGATGGTTCCATCCACTCCCCTTCACAC
CACCCGGGTCCTGACGGAAGACAGAGAGATGTGGGAGGATGTGAAGGAGGAGATGACCAG
TGCTTTAGCCACCATGCGCGTGGACTACGATCAGGTGAAGATCAAGGATCTCGACACGTC
CAGCAACCCTCTGCTCAACAAGAGGCGCAAGAAGGCCGCCGCGGGAGCCAAGAGTGGCTC
AACGGTCTGCCAGAGTCAGTAAAACCAGGAGCAAGTCTGCTGACTATGATCGGAGCAAAG
CGGCTCAGAATAAAGGGTGATTTGTGGAGGTGTGATTTTATAGAAACTGGACTTGAAGAA
ATAACATGCTGGCACCCCAGCTGGATATGTTAAAAAGGCAGTTTTTTGCTTATCTTGAAG
CCATTTTAAGTGTCTGTTTGCAGACATGAAGCTTTTGTAGTAAGAATGTTTTGTGTTTTT
AAATGCTGGATTGCCTTTTTTTAAGGTCTCCTCCTGGACCCTGATGAAGAAATCTTATGT
GAAACACCTGTACTGTCTTAAATCTATTTGGGAGTTTTTCAGCTGGCTTCTTCCTGGATT
CATGAACCATTTC
>CL11218Contig1
GGCTGGATCTGCTTTCCCCAAACAAGCACCTACAGAAATGCCTGCAGTAACGGCAGATTT
GTGACCCAGCAGCATCGTTTCGACACTCTGACTTGAAATGAACTAAAACTGAAGGAACTG
AAATGATCCTGACGTCCTTGAACTGCCCAGAGGAGCGAATCATTTCACAAGAAGCTCCGA
GGGATTTGTTAAAACTTGATCACAAGTGGAGTGAATGTGTGAGTTGCAGGTGAGACGCGG
GCCTGTGTGAGTTTTCCTTCCTCAGGGATTTCAGTAATCTTGTAAAATCAGAGGATCTTT
GTGCTGTTGCTGTGGATTTGATCGGAAATCCTTGTGATGCAAGTCGGCCCTGTGGAAAGG
GTCTGTGCTGCTTTACTGAAGCACTATGAGAGAAAGAAGCCCAAACCAGACCCCTCTTCA
TGAAACTTCTTTAACTCTTTTTTTTTTTTCTTAATTCTTAATGTAAATAGCTTTATTCTA
TTTTTCTGCTCAACCTGAGCAAAATTCCGCCTGTTTTTATGGTTAAAATAAGTGTCCTGT
TTAATAACTGTTTACCTTTTAGGTTTTTTAACTTTTTTTTCCCTTTTTATGTTTGACACA
GATTAAATGGCCAGCTTGTGATGTTTGTGTGTTTGCTTGTTCCCTGTTTTTT
>CL11219Contig1
GGGGTGTTAGCTGACAAAGGTTAGCAGCTTACATTTCGGACGCTTGCTGTGGGTTCTATG
GAAGAGATGTCAGGAGAGAGTGTGGTGAGCTCGGCAGTGCCGGCAGCTACAACACGAACA
GCGTCCTTCAAAGGATCCAGCCCCAGCTCAAAGTATGTGAAGTTAAATGTCGGCGGAGCG
CTGTACTACACTACAATGCAGACACTAACAAAGCAGGACACAATGCTTAAAGCCATGTTC
AGTGGCAGAATGGAAGTGCTCACAGATAGTGAAGGTTGGATCCTAATTGATCGCTGTGGG
AAACACTTTGGAACAATCCTTAACTATTTACGAGACGGGGCTGTCCCACTGCCAGACAGC
CGTCGAGAAACAGAGGAACTGCTTGCTGAGGCCAAGTACTACCTTGTTCAAGGACTTTCT
GATGAATGCACAGCTGCCTTGCAGAACAAAGAAACATATGAACCTCTATGTAAAGTGCCT
TTGATGACATCGTCTAAAGAAGAGCAGAGACTTATTGCAACTTCAAATAAGCCAACTGTA
AAGCTGCTATATAATAGAAGCAACAACAAATATTCATACACCAGCAATTCGGATGACAAC
ATGCTAAAGAATATTGAGCTGTTTGACAAGCTGTCTCTGCGGTTCAATGGCCGAGTACTT
TTCATCAAAGATGTGATTGGAGATGAGATCTGTTGCTGGTCGTTTTACGGCCAGGGTCGG
AAGATCGCTGAAGTGTGTTGCACTTCCATTGTGTACGCCACAGAAA
>CL11220Contig1
GGCACGAGGTTTTACTGGGCCTCAGTGAATATTTATATATTCATATAACATACAAGTCTC
AAGGTCACTCTTCTTTCCAAACTAATCAATAGTTTTTGGACCATTTAAAATTGAAAGAAT
TTCATGGTATTGGAAATATTTTCATTTGATGACTGTTCTTGATTCAGTTGGACCCTCTGC
CAAATGTTTCCATGCACTTAAACATCATCTCACAAGTTCAAGATGTAGTTTATTTGTGTA
GGATTTCGTAAGGATGTGTTCCTTACAAAAACGAAGTAGGTTAGCCTCACTGTTTGGAAA
CCTGAAAGTAGTTGAAGGTCCTCATAGGCTTTGTTTGAACTGCTGTAGTTTGTTCTAACA
GATGTGGCGTTTGGAGTGCTGTAAACAGGATGGGCTGCTCCTTTCTGTTCCTTGTGAAAT
CAACCAGAGAACAATGAGGAGGCTCTGGAAAGTCAGAGCACCGCTTAGGTAAACACCTGA
CTAACAGACAGCCGCCATCATCAGGCAGATGGCATCATTTAGCTAGCATTAGATTTTGGA
AAGCAAACACTAAACGGCGTGGATTTAGAACTGGAATAAGAGTTGTCGTAAATGCACTGG
ATTATAATACTGTAGCTTGTTTCCAGATGGAAGGTGAGAATCAGAATTTNTTNTTAAATA
ACCTTTTTTTTTTGTTCTATTAACTACGATTTACACTTTCTTGGTT
>CL11221Contig1
GATNAGCTGGCGTAGGCGTTACTCTGCTCTTGAGCATCAAATGTGGACCAGTCTCTGTAA
TCCGTGACATCGTGAGAATCCTCTTCAGTGTTTCCGATGGGGTCTTCGATCAGTGGCAGC
CCTAAACCAGCGCGAGCCCAGTTGACGGATGAAAGCCTGTCTTTCAGCACATCAGCAATT
GGGCTGGCCATGTTGGTGGGGGGGAACACTGGACCCTGACAGGTGGGGCACTGGTATCCC
GCTGGAGCTGTGTGGAGGGGCAACCGCGACGCCAAACTGTTAAAACACGCCCAGTGAAAG
ACATCATAACACACCAGTCTGACAGTCTCTTGTTCAGCTAAGGGAATATTGCACAGAGCA



CAGTTGGGGTTGTAGTCGCTGTCCTGCAGCCACTGCAGGTAGGACTGCACGATGCACTTG
TTGTGGTTAGAAACAAGACAATGTTCGCACACGTTCACACGATGTTCGAAGCAGAAGAGA
TTGGTCACCTTCCTCTTTGGACACTTGCACAGACCCATAGTCACGTGTGCTGACTTGTCA
CACAGACATTAACCAAGTTCCTTCCGTTCGTTTTATGTAATGTTGCGAGATTTCATTGAA
GCTGTCTTGACGGTTTACAGGTGAAGCTGTTCCAGGGACTGACTCCTTCCTCTATGTGTT
TATGTGCCACGTCTCTTCCGCTTC
>CL11222Contig1
GCCATGAGATGAAGATACAGAAATTGATGAGAGAGTTGTCGGAACTAAAATCTGAGCTTT
CAGAGCAAGAGGCAGCATTTGAACCACAAGATCAGCCTAAAAAGCACAAAGCGCCTCAGG
AGAATCTAAAAATACAAGATGCTAAGACAAAACGCAGAGGACAACCAAGAAAGGAAGAAA
CCCGACAGACTGAGGAGCCAGCAGACAAAGGTAACGGCACCAGGCGGACACGGCCGGTCA
GTCGCAGCAGCGGGAAGGATGAAGGCACACACAAAAACAAGAGTGGTGCTTCTGAGAAAT
CTGAAGAGAAGACCAAGAAGGGAGCAAAAGCAGGCAGAGCGAAACCAAAGGCGGTTGAGG
AGCAAAAGGTCAATTCCCACGAGTCTGTAGCAGGGAGAGGAAAGCCGGATGAAGCCACAG
CTTCCAGAGCCAGGAATCATGGGAAAACAAATGCTGGGAAACCTAAAGCCACATTGCGCT
CAGGAAAAGCAGTAGGTGGTGTGACGGAGGAGGTTCAAAACATCGTTCTGAGACGATCCA
AGAGGATTATCAACAGGAGGTGAAGACATTTGATCTCATTTCTAACTCTCAATTTTACTA
CTGCTTTGTTTCATGTGAAGTTTAGGATATTTTTAATTTTC
>CL11223Contig1
TATGGCCGGGGACATGACGCAGTCTCCAGCGTTGCTGCGACTCCGAAACCTCGCCGTTGT
CCTTTCTCGACATAAACTCAACGAAGCACCGCTAAAATAACCAGGCTGGGTCCAGACAGT
CGTTTCCCGTGGAGGTAGAGGAGATGGACGATGAAGGCTCTTTGTCCCAGGGTGAACTTC
CACACAGGGAAGATCTGTCGGGTCAGGAGAGTTCAGCCCATGTAGAAAATGTGTCTGTGG
ATAAGGAAGCAGTGGACAAGCTCACTGAGGGGCTGCTCTCCCACTACCTGCCGGATCTGC
AAAACTCAAAGCGAACCCTCCAAGAGCTCACACAAAATCAGATAGTTCTGCTGGATACTC
TGGATCAAGAAGTCACCAAGTTCAGAGAGTGCAACACCTTACAGGACCTCAATTCTTTGT
TTACAGAAGCAAAAGTTTACCACCATAAACTGGTGAACATACGGAAAGAGATGATCATGC
TCCATGAAAAGTCAACAAAACTAAAGAAAAGAGCACTGAAGTTGCAGCAGCAGAAGCAGA
AGGAGGTTCTGGAGAAGGAGCAGCAGCGGGAAAAGGAGCTCGAGAGAGAACGGCAGCTTA
TAGCCAAACCTGCTAAAAGAACATAGAGATGCCCCCCAAAAAACCATCTGCTGCATGAAA
GGACAACACAGGTTACACTGCATGTTTGGGGCAAATGACTATACGTATACTATATGCCAG
ACTAGAGCTAACCATTTTTCAAAGTGCAAGAACGAATCTTTTGGACAATTATGTTTCTTT
TAGTCCTAAGACTGATGAG
>CL11224Contig1
ACTGGTTTACCCTACTGATGCACGGTCGCACGCGATCGAAACCGCCTTTACGGCGGCAGT
CGTTACGATAGTAATCCTGCCCAGTACGAGAGGAACGGCAGGTTCGGACATTTGGTTCGG
CACTCGCCCGAGCGGGCGTTGGTGCGAGGCTACCATCCGTTGGATTACGCCTGAACGCCT
CTAAGGCCGTATCCACTCTGGAGAAAACAGCCGGGCGGGCTTTCGGGCCCGTCTCGGGAA
AACGATCGTCCGTACGGCGGAGGAGACCCCGTACACGTCGGGAAGGCGTCAAAGCACGGA
CCTTCGGGTCCACGACGGGCCGGAATCGCCGCCGCGCGGGCTTCGGGCCCGCTGGCGGCG
CATCAACGGTGAACGCGGTGATCCCGCGGCAAACGATGTGGGGTCTCGGAATCGTCTGCA
GACGACTTAAGTACCGGGCGGGGTGTTGTACTCGGCAGAGCAGTTACCACGCTGCGATCT
GTTAAGACTGCCCTTTGCCTCGGGGGTTCGTAAAAAAAAAA
>CL11225Contig1
TGTTAAAGAGTTGCTCCTTTGTGAACTCCGCCCTCATTGTGGGCGGAGCCAACTCTGGTT
GATGTGCCCATCCCCCTTCAGGCTTCATTTGGGTTGATCAGAACCCTGAACAACATCAGA
GAAACCCAACAGAACCAAACACCCCCCTGTCCAGAACCCAGGTAAAAGAGGAGGAGTCTG
CATGTTCAATGAGTTTTAATCTACAGTTCTACTGGGGTGGGCGGCGGCGCCCCCTCCTCA
TTTGGTGGATCTGCTACGTGAACCATGTTCTGGTAACACTGCAGCCTTCCTCAGCACCTC
CTCATCTTCATTCTGAGTCAAACTTCTGATCCGAGGAAGCTTGGCGCCTCCTCCAGTTCC
CGCCGGGCTGCAGTGAGCAGCTCCTCCGTCCTCCTCCAGGGGGCGCCGGGATCCGGTCCA
CGAAAACCCGAGTCCACAAAGGTTCTGGATGAATGTTCAACAGGGAGGATCTCCTCCATC
AGCTCCCGTCCCTCCTCTGCTCCTCCTCTGCTCGACTCTTCCCCGTTATTTTCCACTCGT
CTCCCACCTCCTCTCCAATCACTATCCTGGTCTCCCTTCTTTCTTTACTCACCTCCTCCC
ATTCCTCCTTCTCCTCCTCCTTGCCGTCTACCTCTGCAGTAATTCTGTCCTTCGTCTCCT
CTCCTCTGTTTCCTGCATGCTCCTCCTTCTCTTCCTCCTCTCCACTCTTTGTGTCTCCCT
TC
>CL11226Contig1
CTATATTCATCGTATGGTTCATGGAATTATGGAAAATAAGTGATGTCTTCAACTATATCT
TGAAATTTGCTCTAAGTTTAGGGATGCTGTTTTGAGATTTAACTGTTTCAATCCCCTTTT
TGAAAAGATCAAACACAGAAATGTAATTTCAAACCTGTTTTACTCTCTCTCTCTCTCATA
ATCTCAAACTAATACTTTTTGTTACTCTTTGCTAGTTTTTGTTCTTGCTATACTTTTTTG
CTGCTGAATCCCTTAAGTTTCACTTCAGCAGAGCCACAAACCCGTCTATGTGACAGAATG
ATTGCAGAACACGTTTCTTATGGCAAGTACGAGATATAATCGAGGCAAGTCTTGACTGGC



AGAGACACGTTTTCCTTATATAAACTTATTTTACTTTCACTTCTTCTAAAATGAATCTAA
ATTGGTAGAAGGTCAAGGTGGGTGTGGGTGGGGATTTTGCCTAAAGAACAAGGATTCTTC
TGCTGTTAAGAAAGTGATAGGAGGGTGAGAGGGTTTAGTAAGAATCAAATCTGACATTTT
ACCTCTTTATTCATGTGTGTTGGAATAAGAATAAAGAAGAAATAAAACAAGGCTATTTGG
ATGTTAAGAAAGAGACAGTTTGGAGGTTGAGGGATGTTTTTGTGTATTTGTATCATGTAA
ACAACACTTGTGTTCAGCTACAAAGAAAAAGCTTATAAAAAAG
>CL11227Contig1
TCGGCACGAGGGGAAAAAGCAGTTCGGCAAAAATGTGTAAATTCTGGGGTGTAACGATTA
ATTGACCCAATCAATGAATCGATTTCTATTCCTATGATCCAACCAGACTGTTCTGTCTGA
GGCAAGTTATTAATCAACTCAACCAATACCATTTTAAAATCATTTCGAATGGAAATAAAT
TTATTATAGCAGTATTGGTAAATGCCATTAGGGATTGGGTTAATTTTTCTAAAATGTAAA
AATGACCATCATAACGGACAACAAGCATGTGATGACAACAAAAATAATCAATCCATCATT
CCCGTCTATCATGTGGAAATATTTTGAATTTAGCAAAGATGTGTGACCATACCACTGTAT
GGTCTAGAATGCTCTAATAGGTGTTCCCTTTGGATAATTTAGATGTTGAAAAACAACAGT
GGGTTGAGCTTTAGGAACTTAAAATGTGAATGGATTTTCCATTAATTCTTCTTTAATTGT
TTGTACAAATATTTAATTTACACTTGATTGTTCAGCAAGAAATAAAGGAATCTGGAAAAC
CTTCACCTGCACTGTTCAGTACCCAGGTATTTCTCTCCGAGTCACACTGATGGAAGTTTT
GTCTAAAGGTGTCCTGGATATCAGATCATTCAAAATTAACCAAAATCGACCATAAATCAG
ATTGACAACCACTGATTATGATATGAATCGAATTGTTGTTTAAATGAATCGTCACACCTC
TA
>CL11228Contig1
AAACAAAAAACAGGGCCATGCCATGGAGCCACAGCTTCAGCGCCCCCTGGACCCCCAGCA
CCTCCAGGACCAGCTTGGCGGGAGGGGACACGGTCCACAAAAAAGCCACCACGCACAGGT
CAAAAAGGTGGCGCAGGAAATTAAAACAGATCTCGTAGTGCTCGGCCAGGATTTCCACAG
TCAAGCTGTGAGCAAAAAGTCGAAAAGGAGACAGGGAAATGGGCAGAGGAGAGGGTGGAG
GAGTTTCATAATCAGAAAAGTCTCCATCAGTCTCCTGCTGAGCTGCAGCTCTCTTTTTTC
TACCTTTCTTCAGCCCATCAGTCTCAGTATTTCTTGGCCAAAAAGAAAAAGATGGGAGAT
AACTGCTCCACCACTTGGATGTCTGTGCACTGGACTCTGGTTTCTCCACTCCAACGTCTT
CCACCGTAGATGGTGGAAGCCTCTCCTCCGCTTCCCAAAACTCTTCTGCCGCTTCACAGT
GGGCAATTGGTGGTCTCCACTTCCCCCACATCCAGGAAGGCCAGCCGCCCAGGTCCCAGC
CTCCAGAGCTGGGTCGCTTTGGGCTCTTGGTTGTGGTGTCCCTCGAGTGGCCCCAAGCCC
AAGCCCAAGCCCAGGCTCTGGCTGCCAGCCAGCGAGCCATACTGTCAGACAGGACGACGC
TGTTGGGAGCTTCTTCTGTCGACTTTGACAACTTCAGTTCAGCCAATGCGAACCCGCCCT
GCC
>CL11229Contig1
TTTTTTTTTTATTGTTAATGCGATTTCCAATTTCCGAATCATATTTAAAGTTATTTTAAA
TTGACAAAATAAGAAATGAAATAAATGTCCATAAAATCCATGAAATAAATATTTTGGCTT
TTTAGGTTGTGTTTGTTTCAAATAAATGTCTGAACAAAAGCAGATCATAATTGCAGGGGT
AGCTTAAGAAACCAAGATAAGTGTAAATACACTGTATGTGCCTCAATATATCCTCTATTA
TCCCTTGTGCTATCCTAGGCACTTTAACATTGGGAGTTGGGTCATCTAGACCCACTAGAC
AGTGCGCGGAACCTTTTTTCTTCAATGATTTGTGATCTTCACTGGTGTCCATGGATTTTA
TCCACCTTTGTCATGGTAGGGAGAACACGTCAATGTAAGGGTGGGGTCATAGCAGATGAC
AAGGGTTAAAAAGCATGGGGAAGTCTTTTTACATTCTGGTTTTAGTTTCTTTAGCATTCA
CTGTCATTTTGTCAGATGAAACATAGAAATAGTGTTCCCGTGAGCATCATTCTTTTCTG
>CL11231Contig1
CTGGAGTATTTCACGTGGTGGCGTGAGAGTTAAAGACTGGCCACTGAGTGACAAAAATGG
CCTTGACCGTGGCTGACAGAGCCATTGGAGCCATCATCGGTGCAGCAGTGGCAGACGCCG
CTGCCCAGCCAATGCACTGGATTTACAACCCCGACAGGCTGAAGGAAGTCCTCTCCGATC
TGGAGCCCTGTCCAGAGTTTCGGCCTCAGTCAGCCAATCCTTTTTACTGCAGGGCAACAG
GCGAGCAGACCTGCTATGGGGACCAGGCGTACGTCCTGCTGGAGTCTCTGAGTCAGTGTG
GAGATCTGGATGTGAAAGACTTAACTGAGCGCTTCTACAAGTTCTTTGGACCGGAGACTG
TGTACGATCTACCTGTTAATGATCCCTACAGGAAAAAAGAAGGGCCCAAAGCCGTTCTTC
CGATCGATGGCCCGTGGAGGCACAGCAGCCTGAAGGCTTTCATCAGAAACGTGGATGCTG
GCAAAGAAGAAACCGGCTGTGACGTGGACTGTCAGATAGATGGCATCACCAAACTGGCTC
CGGTGGTGGCCGCCTTCGCCGGCAAGCCGGAGATGCTTGAGAAGGTGGAGAAGGCCGTCC
GAGTCACGCAGAACAACGACATGTGCGTGGCGGTGACTCTGGCTGCAGCAAGGGTTTTAG
AGCATTTCATCCTGAACGGTCCTGATCCGAAGGTGCTGGATGTGGTTCTTGCTCAGCTGA
ATGACCCAAAGAGACAAAACCCTCAGGATCTGGACAAGGCAGTGGTTGCGCATGTCCACC
A
>CL11232Contig1
TTGCTAATGCCGAGGATTTCATAAAAGTCTTTACAATTCTTTATCCTGAGAACACCCTGG
CGTTGATCCTCAGTATACGTCTTCTTTTCATCACTATTTATGCTCCTCTGCTCCTGGTCG
TCCATGTCCTCGTCTCTCCAGCCTGATGGAGGGGGTACATGGCTTGTTTCAGGTGGGGCG
CAGCTTCCATTTCTCAGGATGGCATCTATCAGAACTCTGGCCCGGCCGCTGGGGTGAACC



CTCTGGGCTTCATAGAGCAGCTGGAGAGCTCGGTCTGTCCGTCCCGACCGGAGGCTCAGC
TTGGCCTTCTCTATTAGCCGCTCCGCTTCTTCTTTGTCCATTTCCGCGTTGCGGCGTCAG
TCAGCAGGTCCAGTCCGTGGGTGTGCGGGTCTGTCCCGAGCTAATGTGGGTCAGTATCAT
GTGGGGGTAGACGAGCTAGCCTGGAACAGCTTCTGTTACAGACAGTCGTGTGACGTTAGC
GAAGCCCTTTAACTGAGACGGCAGAGGCTCGACTGCGAGTAAACTAGGAGCCGGCCCATT
ATTCAGACTCAAAAACTTGGAGTGCTACTGTTTTAAAATAATTTCTTTAAGTGAGGCTAG
TTAGCAATCATACTGACTGTACATTTCTGAGACAACTCTCCCTCCTTCCCCCTCCAGTGA
TC
>CL11233Contig1
GACCTCACAGAACAACCCCCTTTTTTTAAAGCACTACAAACGTAAACAAAGGACAGTTTT
CTGGACTGATTGGAGAAAACTGTCGGAACCCAAAACAATTTGAACCATTTGCCTCCAGTT
GTGTCAAAGCAATCATGTCTCAGCAGCAAATCAGCCTCCCAGCTAAACTCATCAATGGCG
GCATCGCTGGCATTGTTGGGGTCACCTGTGTCTTTCCCATCGACTTGGCAAAGACCAGAT
TGCAGAACCAGAGACCAGGGCAGCAGATCTACAAGAACATGATGGACTGCCTTGTCAAGA
CAGTTCGATCAGAGGGATACTTTGGAATGTATAGAGGTAAGATTGTTACACATGTGCATA
TTTGACAGCTTTAAGCAGGAAAATATTCTGCAAGTATGAAAAGATTTAATGATTTTTGCC
ATTGCTATTGGGTACATTCTCATCTTTACCGACCAGTTTGTTTTGTTTGTATTTCAAATT
GTGTGTTAAGGCTACACATCTAAAGTCACAATAACCTTTCAAGTTAAAATGAGGTTCATT
TGAAAGAATGGTGATGTGATGTTTGTTGAATTAAGGACAGGTTTAAACCTACACAGAATG
GTGACCACTAGTTGTGGTCTCTCTTTTATGAGGAATGCTGTTGTTGCATCTGTGTTTTTC
ATATTACAGACTTGGGTCCCCTGGGATATTGCAGGCTAGCCGATAAGGCGCAGCCACGCT
GGAGGCAAATCATTTAATGGTTCTTACAATATTGCTCTATTTAAACTATAGGCACATGTC
TTTTGTTTTGCCATCTGTTTCTTTCTGTCATCAGATTTCTTGTCAATAACGTCTCTGCTG
TCCTGCTGTTCTTCTGTCAACTTGTTGTCATTCCCCCCCCCGACTATGGCTTGTGCTCCT
GCAGACTTTGTGTGTTTTTTGCAAATAAATCTGTTGTGAAGTAACTGAGGATGAAATGGC
CAAAGAGATGAGTTTGTGAGACTCCTCAAAGTCTGCTCACACAGTCTATAGAACAAGTTG
GTCTGTCCTCACTAACCTGTCTTCATTCATCCTCTGTTTTTTGTTCTTATTAACTTTAAT
AGGCATTTATTTTAAATGTTCTCTATAAA
>CL11234Contig1
TTTTTTTTTTTTTTTTTTTAAAAGNATCCATGCTTTTATAAAAGTTTATTCTATGAGGCA
TTAAAAAGTATTACAGGGTTTTGTGATCAGTCAGTTAAGTGAACTGCAGTAATAGCTTTT
TCAATCTCACATGTGGTTTCTTAATAATAAAAAAAACACTACTAAACAATCTTTATTCAT
GTTCCATTATTGATTATTTATGCAATGACCCAATTCTAAAACAAGTTAATGTTTAACTTT
TGAGTCCTGATTTGTAAATCCCACGAATCCTTACATTATCCTTTTATTATTTATAAAAGC
TTCCAATTACAAAACACAAGTGGTTATAGTATTTTTTCCCGCTTGGTATTTTTAAGTATA
AACACCTGCTGCCCTCTCCATCCATTTAGGTTTCATGGTTTCACCCTGTTCGGGTGATAC
TTCTCATGATTGAGCAAGATGATTTTTTAAGCTGGTGGGTTGAGGAAAGGCGGGACAAAC
AGACAAAGATCCTCAGTTTTCAATTGGCACAGCAATGTATTAATAACTGCAGCTCTTAAC
TCTAATCCTGATAAGAGGCTTTCTCAGTGCTGCTCAGTTCCTCTTCGGGGAAAGCAACTG
AGATGCGTTTCCACGAAAACAGTAATACCTCACATGCATCTGCATGTTGAAGTGACCAGT
GATTAAAATGAGGGAACGG
>CL11235Contig1
TGTTCTTTCTTCTTCGTATTCTTCTCTGAATCCACCGCATCCGTCAAGATGCAGGTCCCA
GAGTCGCTGTGGTGCTATCAACACCATGATGAGTCTTTTTCATCAATGTCGTCTCTCCAT
TTTCTAATGGTGCCTGGGATTGCCAGATTGTTAACGGCCCTCGTCGCTGCTACCGTATGA
TTTCTAACAATTTGACGATGACATTGGGACGGGAGAACAGGGGCAGGGGGGTGGCAGTCT
TAAATCAGCCAATCATCAGATGATATCGGGGACCTTGAAGATCCTCCTATCAGTTAATGA
TCCCACTGCTGCCTTCCTGCCACATGCCTGTCACTGGACTGCATCCGCCATGGCCACCTG
ACGATTTTGCGGAAAAAGCGTGCAGTGGCATTTTGGCATATGTGACTGTAGTCTTACAAA
CACAAACATTTATAATCGGTTCAAATATTTTGTCTAACAATGTGTTTGTAAGTGTGCTTT
TATGTAAGATTATTTCATACACAAAATAAAAATGTTGCACTTCACCTAAGATGCAAAATA
CAACATTTTTTAGATGAGCAAATCACAAAACATCAGTAAACTTAGTAAGATACAAAAAAA
AACAAGAATCGAGTGGCACAAAAAAAGCAACAACACTCTAAACTATAAACTAAGGTTTAA
AAAACACAACAAAAACACAACAAAGAAATGAATGGCAACATAGAAGTTTAGAGTAAGTCT
GAAGCAAATGAAAACAGTTTCAAAAAGCAAAAGTCCTTTAAAAATGACATTTTTAAAGTA
GTTTTCTGAAATTCTTCACATTTGTGTCATTGTGGTGGTGTATTTGTGTTGACATTTGCA
ACTTTAGATGAATATGGAGTCAAAACCTACTATTTCTTCAGTGGACTTTACCATTGAGCG
GTAAAAAACAAAAGAAAATCTGTTTATGTTGTTATTATGAAGAGACAATCCTGTCATTAA
TATTATATCATTCACTGTTTTAGAATATTTCATTTTGCAGTATTACTTTGTCTAAGAGCA
GCTAAAATGTAATCGCTTGAAAGTCATTTTTGCATCAATGCTATGCTAGCTTGCTTCCAT
GGTTATGTTTATCTAAAATCTACAACATCAAATATG
>CL11236Contig1
ATCTATTGGCTCGGTCATTTCCAGTCTCTCCTATACTGCTCAGAGAACAATCAACTCGGC
ACGTTTTCAGAGGAGCTCCGCAGCTGCAGCTGTCGATATGAACACATCCCCTGTCAGATG



CCTTCACCCTGCGTGGTTGGGGAAGGTTCCGGCTGTGCATCATGCACACCAGACAACCTC
ACCCGCTGTGGGAGCTGCAACCCAGGCTTTGCCCTGGTGCAAGGGGTCTGCAGGCCTTTG
GTGGCAGACTCCACAGAGAACTACTTAGGGTTTGAGATGGACCTCCAGGATTTGGAGCTG
GGCTACCTACTCCAAAGAGCAGACAGACGGCTGGAGGTTCATGCAATTTTCATCAGCAAT
GACATGCGTCTCAACAGCTGGTTTGATCCATCATGGAGAAAGAGGATGCTGCTTACACTG
AAGAGCAACAAGTACAAGTCCAACATGGTCCACATGTTGCTGGGAATATCCCTCCAGATC
TGCCTTACAAAAAATAGCACCCTGGAGCCCGCTCTCACTCTTTACATCAACCCATTTGGT
GGAAGCCACTCAGAGAGTTGGTACATCCCTGTAAATGAGAACAGCTTTCCAGACTGGCAG
GCCACTAAACTGGACCTACCTTTTGAATGTTATAATTGGTCTCTGACATTGGGCAACAAG
TGGAAGACTTTCTTTGAAACCATTCACATCTACCTTCGTAGCAGGATAAAGACCCACAGT
GGGGGAAACGATAGCGTTTACTATGAACCCATTGAAATAACCGACCCTGCTCAGAGTTTG
GGCTACATGAAAATCAACAGCATCCAGGTTTTTGGCTATAGCATGCACTTTGACCCAGAA
GCAATCCGTGACTTGATTCTTCAGCTGGACTATCCTTACACCCAGGGCTCCCAGGACACG
GCCATTCTTCAGCTCTTGGAAATACGAGATCGGGTGAACAGGCTTTCCCCTCCAGGTCAA
CAAAAGTTGGACCTGTTTGCTTGTCTGCTCCGTCACAGACTCAAACTGACGGCCAGTGAG
GTGGTTCGCATTCATGCCTCCTTACAGGCCTTCAGCTCACGTCTGCCTAACACGATGGAT
TACGAGACCACTAAATTGTGCAGTTAACAGCTGCTTGAGAGGAGAGATTGGTTGTAAATG
GCTGCAAGGAAAACTCCTTGAGATAAAAATTGTGGCCTTTGTGGTACAGTTGCTTTTTCA
GTCTCCATGGATTTGCCAAACTCTGTAATTAATCCAGACGATCAGCTGTGGACAGCTGAA
GAATGTATTCAAACCGGCGGTTTGTGGATGCAGTAC
>CL11237Contig1
GCGGTAGATCTAAGAGCAGCAAAAGATGGACTGACGTTAAGTCAAAGCCTGATTATGGAT
GGAACGTGACAAACAATAATTAGTTTGTTTGGGCAGATAAGCAAACAACTGTGGCAGTAT
GGAGGAAAATGAGGTAGAAGCTGGTGTTGAATTGATCAGAACATACAACGGAATCCCTGA
CCCACCAGTCAGCCATTCCTGTCAATACTCACAGAGTTTAGAAGCTTTTTTTAAAAACAA
ACAACTATTGAGCTTGTATGAGGATTATTTAGAGCCACCATAACTTAAGATGTTTGTGTG
ACAATTTTGTGTTTGATTCACTTTGGTTTTCCTATTGTTTTTTAACATTGTGATGCTGTC
TGTCTTTAGCATGTTAGCATTGGTTTTACTTGTTGGGATTACTTTCAAGCTAGCAAGAAG
TTATACATTTAAATAAGGCTGCATTTTTAAACATCCCAAACTCAGAAACATCAACAATAA
TTTCATTGGTATGTTTTCCTAAACTAGCATGTTGACACCGTTTGTCGTTAGCTCTTTAGC
TTGCTAGCTGTAGTAGAAACATTCCATGCTACACTGGGATGATGATTTACTGTTGTGTGG
AATTAGCATTAACATGTTAGATACTAGACATCACATATTTAGAGGTTGAAAGACCATAAA
TACTGTAGACGATAAACTGGTAAGCTAGGGTAGCAAAGCCTCTCGCTAATAATAAAAGTG
GAACAATATATTTTTTTACGTTAACATTTTACCAATTTATTAACTTTGCAGAGCTATTGT
TNNTGTAAAATGGTTAAATTTATGTATTAAAGAAATNGTTTCTTGGCNTAGGGGNTAGAA
GTTAA
>CL11238Contig1
CTCCACGNCNGCNTCCTTNGCCTTGANTAGGTAGTTTTGGAGGACGGCCTCAAACTCGGC
TAAGGGGACGGGTCGCAGCCGCTCCGCCTGGGCGCAGGCCTCCAGGGAGTCGCAGTGCTG
CGGTGCTCTGGGGTCGTGCTGGAGGCGGGTTCTTTGCCGGGCCCAGTACTCGGGCTGTCC
TACAGCGGGCTTGCGGTGCGTGTGAGGCGGTGGCTGCTCTCCGTACAGATGCCCGTCTGA
GTGGCCGCCACGAGCAGCAGGTTTGTGCTCATCGCCGTTTTTCCCAGAGAGCCGTTTGTC
TTTGCTCCTCTGTTCATGACTCTTCTTCTCTTTAGCTCCGTCACTTTTCCAGTTTTCCTC
TTTCCTCTTCCGCTGATCCATTTTCTCATCCTTCCCCTTCCATTCCATCTCCTGTCTTCC
CTTTTCGCTCTTCCGCTCGTCCTCATTCCACCATTTCCTTTCATTTTGTATTTTTCCTTC
ACCGCTTTTCCTGTCCTNCCCTGTGCTTCACTCCCACTCCTCCCTTTCCTTCTATACCTC
GGTTCTTCCTCGTGCC
>CL11239Contig1
CTCCAACACATCCAAGGTGTGTGACGCCATGAAACCAGGAAATGGAAGAAGATTTTATAA
AGAGTTCATCCTGAAGACCAAGTTTGAAGCTCCGTTTCGGCCTGCTGACACAGACAGCAT
GGTGCGCTTTGACTCTTTTGGTGATGGCATCAGCCGCTACAACATCTTTCACTACCACAA
AGAAGACGGAAAGTTCACATACAGGAAAGTTGGCTACTGGGACCAGATCCTGACCCTCAA
CACCAGCCTGATACCCTGGCGGGGGCTTATTCCCCCAACCTCGCAGTGCAGCGATCCCTG
CAGGAAGAATGAGGTGAAAAGCATGCAGCCTGGAGATGTGTGCTGCTGGATCTGCATCCC
CTGCCAGCCCTATCAGTATCTACAAGATGAGTTCACCTGTGCTGATTGCAGCTTTGGTCA
GTGGCCGCTGGCTAACTTGACTGGCTGCTATGAGCTGCCTGAAGAGTACATTCGTTGGGA
AGATGCCTGGGCGATCGGGCCCGTTGCCATCTCCTGCCTTGGCATCATGTGTACTCTCAC
GGTAGTGGGCCTGTTTCTGAAGCATAATGAAACACCTGTGGTCAAAGCAAGTGGGCGAGA
GCTCACCTACATCCTCTTGCTGGGAGTGCTGATGTGCTACAGCATAACCTTCATCTACAT
TGCCAAACCTTCCACGACTGTCTGCACACTGAGACGGCTCGGCCTGGGCACGTCCTTTGC
T
>CL11240Contig1
CAGAATGATTTTAATGACCAGATTAATAAAAAGCAAAACACATAAAAAGACTGGGTAAGC
ACTTTATATATGAAGATACTCTTTGAAACATACATTTTTTTGCACAAACATTGTAGTATA



TAGTTTGATGAGTATATATACACTCATCAAACCGAATGAGCTATAACTTGCCTAAAATTT
ACTTAGAAAGTTAAATTAACATATTTTATAACAAAAACATTTAAAGAGTCTCATTTCCTC
CAGGTTTGATCTCAGCAGCCAGAGCCTCTTTAAACTGTTTTTTTCTTTCCAAATTCTCAT
TGACTTTTTTTCTTTTGACTTGCTTCCTTAACACAGACTCCCGCTTCTTTACAAGAACTT
CACTGAGCTCTCCTTTGTACGCAACATCAAGTTTCTCTCTCATGATTTCACGGGCACGCT
TTCGATTTATATCCACGGATCTGGTCTGATGACACTTCACCACAATTCCAGTGGGAATGT
GTTTGAGCACCACACAGTTGCTGGTCTTGTTGGTTGCCTGCCCTCCAGGACCCGAACCTC
TTACAAACTGCTCTTCAAGCTCATCTTCAACCAACACTGGGAAATCCGTCAAATCCTTAA
TGCCAACCGCCAAAACACAAATCAACCCCGGCTGAGATGGTCTAAGCAGCTGAGAGAGAC
GAGGAGAAACTCCCCACAAGAGCCGCCAGGACTTTAAAGACATCTGGCTAAAGAACGAGG
TAGCCATAATGATCTACTATATCCGATAAGGAAGGCAATTTGTTTTCTGTCTTTTTTTTT
GTTTGTTTTTTACAGAGTTTGACTGCTGTTATGTAGCATTAGAATTATCACGGCAAAACC
CATGCTTGTTTAGATTCCTTCTTGTCCCCC
>CL11241Contig1
ACTGTTTGGTGTTTGTAGATTTCCTCTTTTCTAATCGTCAATTACAAATACCCTAGATTT
TTTTTTTGTATATAGTTTACACACCTCTCACTAAAAAAAGGCAAAATTCTGTGCTCTGCT
GCTTCTTATTCTGCAGCCATTTTTTAAGTGTTTCCTTAACGTGAGGAAAATATCTAAATA
TCTAAGTTTTTCTTCAGTGGAATTGGAATAGGGCCAGTCTATGTGTCTGACGCTTTGTAT
GGATCACATCCTCTCATTCCTGTAAAACAAAACAAGCTTCATCTTCTTTGTTTCTGTCGA
TTTCCAGAGTGGAGAAACATGACGCCCTCTGCGTCTGTGTGAGTGCATGATGTCTCTGTC
TGTGACTTCTACTGTATGTATATATGTGCTTGTACACATCTGGGCTCGTGCGTGTGCAGG
TGTGAAATGAGCACATGTGATAGGCACATGGCCCCATCACACAGCAAATCCTATTTTGTT
TTGGTACCAAGTACGCTTCCATGGGGATTTGCTTGTAATTTATTTGAAATAAAAAACGGA
GAAAAGGGGAAAAAAAAAA
>CL11242Contig1
GGCACGAGGGTTTATGTCTGGATTCTTTAATAATGATTTCAGATTTTAATAAACATTTTA
ATTTGGGTTTAGTCACTAGTCCAAATACTCTCATTTGACTCGTTTACTTAAATATTTGCT
GATCCTACAGCTGCAAAGCAAACCCAATTTATTACTAATGAGGCATCCTTTGTATGGTTT
TTGCCAAACATGTTTATCTCCACATGCGTTTCTATATCTTAATAAAGTTTTTATATAATA
TTGCAGATTTTTTTGACTTTGTCAGAAAAAACAAAGATCAGAAAAACAGAATATTGAAAG
ACAGAGTTTTGTTTTTTTACCCCTGTTAGCACCAGTTAGACCACACCATACTGCCGTTGT
TTCTAATCTAACATTAACTAATGTGCTACCTGAAGCCTGTAGAGTCTGAGATGCTTCTGT
GTTTGAGTTATCCAGTGAATATGGCTGCTGTTTCAGATGTGTGTGTGTTTTTTTTTTAAA
GATCCAGGTATGAACATTGCACCCTGATCTCAGAAGTCATGGTGGTGGTTTTTATTTGAT
CCCATGACTGTAAATACCTCTCAGGTGGTTGTTGTATTGCAATATTACTCAGAAAGATGC
TCTTTTTCTTGTGACTTTGTTAAATATATTTATTCATAAACGATAGCAAAGAATTTTTCT
CNGTATATGTGAATACGTTTTGTCAGTTTTAA
>CL11243Contig1
TTTTTTTTTTATTTTTTTAACGTCTTTTTATTTGAAAATTATGATGAAATCTGTAAACAA
TAAGAATATTTTCTTGCAAGTAAACAACTTGACAGACAGGAAAAGACTGTAACGTATTTG
GGATTTTTTTTTAACCGAATGATTGATCCCAGAGCAAACTTTGGCAGAAGGCAGAACATT
TACAATCATTGCTGCAGTGAAACACCACACAGAGTGAAAGCTGATGAGATTTTAGTACAA
CAGTCAGTCTGGGGGGGCTGTCAGCTCTCAGATGTATCCGATAATGTCATTGCATATGAT
GGGTTGTCGACTGCCAGTCTTCATCAGAGCAGTGAACTGGTAGAAGTCGGAGTCCCCCTC
GTGAGTCTGGGGACAGACTGGGGTGAGAGCTTCAACAGGACAGGACATGCGTTGGAGAGC
CTCTGCATCCCTGTCCAGCCTCCTGAAGTCTGCCGGCCTCCGCCGGAGCTCCACGCCTTT
GGCTTTCCCTGCCAGCCTCCTCCTCATGTTGCCCAAAATGTCTTTGGCGAGACGCCGGCC
TGCGCTGGGCTTTAGTTCTGCCGGCTCGGGGCAGTCCGGCAAGTCCATCCAGTTCTTTAT
TAAGTCAGCAAAACTGTTGTCCCCCAGAACTAAGGGTTGCCGAGTCCTG
>CL11244Contig1
CGATTTTGGTTTTTCCAATCTTCTATCAAAAAAGCATGAAAAACCAGACAGGCATTTGGA
GTCCAGTGTTTTTCTGTTTTTTTTTTCTAAAGCCACATGGGCTCTGAGTGCACAGAGAGA
CTCCCTGCATGCCTTGAGCCACAAACAGGAAATAATCACGAGCTCGGAAATTGCAAATAC
ACTCAGTGTGTTAACAGTCTTTTTTAGGCACATGCCGGGACTCATGATAAAAAAACACTC
TTCTCTCCTTTTACAGACTAAAGTACTTATAGGAGCACTTCCAGTTGCAACAGAAAATAA
ATACAAGGCTTTACGAGTGTGACTGTGATTGACGTGCTACTGTGGTTTGCAGAGGTGGGT
GTCAAAACAAATGTCAAAAATAGTTCTGACATAAAAGCCTCTAGGAAAGTGATCATTTCT
GAGTCAAAATGAAAGGGACAGAAAGCCTGTGTGGAAACTGTCACTTGGTTCCGTAATGCT
TGGTTGAAGACTGGCCGTACAGCCCGTAAAAGTCGGGGTGCCTGGCACCCTGTGGGGCTT
CCACCAGCCCCCTCATGGGAAAATGCTGCAGTGTTTGGCTTGAAGGAAGTGGGGGGAACT
CCTGAGAGGTCACGGAGGGGAACGAGTCTGAGGCCGGGTATGGAGGATGGGCGCGGGCGG
CGGGCG
>CL11245Contig1
ACCTCCTCTGATCCGAGNACCTTCCAGGAACCCATCGAGNACCCTGATGACCCGCTGCTG



GGACAAAGAGCCCAGCCAGAGGCCCCCCATGAGCGAGGTCCGGGACACCATGAGCCACCT
GATGAAGTACTTTCCAGGTTCTGATGAGCCGCTCAGTCTTCCTCGCCCCGCCCCCTCCAG
CAGGGGGAGCTCCTCCGCCCCCAGCACCGGCTCCTTCGCCGCCTGCAGCCTCAGCACCAA
CCGCAGTGACGGCGTGGAGCTCGGAGACCCGCCCAGCAGGGAGGAGACCCTGAAGAGCGT
GGACTCCAGAATCCCGCTGCACTTCAAACCCTCAAAGACGCCCACGCTGCACGCAGGTCT
GTCCAGGATGCCCAGCACGGAAAGCCCCACCCACTCCAGCAGCTCTGTCTCCACCGCCAG
CCAATCAGAGCTGAGGATGACCCTACAGAGTCCCACAGTGTCTGCGTCCACCAACGGCTC
AGACGTCCCCCTGGCCTATCAGAAGCTGGATCACCAACTGCAGCCTCTGGCTCCGTGTCC
GAACTCGCAGGAGTCTGTGGCCGTGTTCGAGCAGCACATCAGGATGGCACACGAGTACCT
GAGGGTGCAGTCGGAGATCGCCGACCTTCTGCGCAAAAAGCAAGAACTCACGTGTGATCT
GGAGGAGGAGCAGAAGGAGCAGCAGATGACGTCCCGCCTCTTCCAGGAGCACAGCAAGCT
GCTGGAGGACAACAGCAGCCTGACGGCCCGCTGCCAGAACCTGAGGAGCCAGCTGAGCCT
GATCCAGAGTCAGAACCAGCACCGCAGCTAGAGCAGAACCCACTCTGGATGAGTCCAGAA
CCGATCGGCTGCTGTGTCTGAACCCTGACAGGGTCTGGATGCTGCTCTCCGTGGACCCTG
ATCTGCTGCAGGTCTGTTCCAGCAGCTTCCCTCTTGGAGGGCGCCGTTCGAACCCAGAGT
CCCACCGTCCTTCAGCGTCTCC
>CL11246Contig1
GGCACGAGGCAACTTTTAGAGCTCAAAAGTCAGGAGGTACGAAGAGAGAAGAAGAAAAAA
GGCAACAAAGTAAAGACAAACTAGAATTTCTAAAAATTTGCTTAGACTTTAAGCCTCTGA
AAGTCACAGGGTTGTTCTGGACAAAAGCTCTGCCCTGTGAAGAAGCCATGGTTTGTCTTC
TTGTGTTTATAATCGTGCTCCATCTGCTCAGCCTGGCCATGCTCCTCATAGCCACTCTGG
AGAAGTCCTGGTGGATATGGGAAGATTCAGAAATCACTGATCTCTGGTACAACTGTCTCC
ATGACAACACCACAGACTCCTGGTTGTGTGCTGCCACGACTGAAAGTGACTGGCTCCAGT
CTGTTCAGGCCCTCATGGTCCTCTCAGTGGTCTTCTCCTCCGTCTCACTCCTGGTTTTTC
TGGGTCAGTTGTTCACTTTGACCAGAGGGAGCCTCTTCTACTTCACAGCTCTGTGTCAGG
CTTTTGCAGGTTTCACAGATTTTGCAGCCTGCCTCATCTTCGCCTTCCACAGAAAAGAAA
TCTTAAGTGCTTCCAGAGATCTGAGCAGAGGACGCTTTGGCTACTGCTTTGTTCTGGCAT
GGCTGTGTGTTCCTCTCCTGCTTGTTACTGGAGTCCTGTATATTCATCTGCGCAAAAAGC
AATGACGCAGACAA
>CL11247Contig1
AAGTGGTCTCCTTCAGGAGCAAATAAGTCATGTTCTTTTTCAGAAGAAGCTGCACACGGA
CAAGTTAGTCTCTACTTGAACTGTTTAAGCCAAAAGACGATTCTTTTGTTGGGATCTTTT
TAGGATCATTTCTCTTTAGTTTATCTGTTTAAAAAAGCAATTTGAAATGGTAGCTTTTTG
GAGAAAAATGCAGAAAATCTGAAGCTGTTCATAAATATCTTCAAACTGGGTCACATTTTC
TCTACAAAGCTGTGACATTAAAGAAGATTTTTTGATAAACACCTTCAGATCCGGTGCTGC
TGACATTTTGAGCAAAACACTACCAGTTTATGCACTATCAAGATAAAGTGGACAAAAAAC
ACATTCAACAAACAACATTAAGACAAATGTCTGTTTTTGTTACAAATCAGATTCTTGTTT
TTTTCTTTTTTTTTCTAATGAAGGCTAAGGTTTCAAATGGACAAGTGCAGGAAGTTTGCA
CTTGTTCTGTCGGCTCAGAGGTGTGAATACTTTAGCCATAGATGCCATTGCCAGCAGGTC
TGCAGGACTCTTCATAGCTTCCCCTGCTCTCAGACAAGTTTTGTTTTAGCGCAGATTGTG
ATGCCAGTTTTCAGAAGCTGCTATGGCCCTTGTTGTTCTCTACACTGTACTGTAGTTTTA
AATAAAAATAAACTTTTTTTTTAATTTAGATATTTTGTGAATTAAGTGAAAGCAGCAGTT
TATTTGCCAAGACATGTTGTTAGACTGGTCTGTCTGGTTGCAGGGGTTTCCATTGGGCTC
GGTGAGCTGCAGGTTTTATTCTGAATGTTTTTGTCATGGATTAAGTTGGTTATTGTTGGA
GTAGTGGTTTACATTAATCAAGATCCTGATTTGAGGCTGCACTTCATTGCAGAAGACATT
GCCAACACTTATTCTCCAACTTATTCTTTGTGTCGGCGAGCAGCTCAAAGAAAAATCTCC
GAACACAA
>CL11248Contig1
TCGGGCGGCCGTTAAACCCGGGCCTTATGGCCGGGGTCTCTGTGCTTGTCTGTGAGGATC
ACCTGCAAAGCTAACCCGACGACAGTCAGCAGCTTTGAGGAAGCCCTCTTCCCCGTCTTC
ACGGAGATCCTTCAGAATGATGTTCAGGAATTTCTTCCGTATGTGTTCCAGGTGATGTCT
CTCCTTTTGGAGATCCACTCCAACTCCATCCCGTCTTCCTATATGGCCTTATTTCCTCAC
CTGCTGCAGCCGGTTCTGTGGGAGCGGACGGGAAACATCCCCCCTCTGGTGCGGCTGCTC
CAAGCTTACCTGGAGAAGGGAGGAGCCAGCATCGCCGCTTCAGCTGCTGATAAAATACCC
GGTTTGCTCGGAGTTTTCCAGAAACTGATTGCTTCCAAAGCCAACGACCACCAGGGCTTT
TACCTTCTCAACAGCATCATAGAGAACATGCCTCCGGAATCTATCGGTCAGTACAGGAAA
CAGATCTACATTTTGCTTTTCCAGAGGCTACAAAGCTCTAAAACCACCAAGTTCATCAAA
AGTTTCCTGGTGTTTATCAACCTGTACTGTGTCAAATATGGAGCAATCGCACTTCAGGAG
ATCTTTGACAGCATCCAGCCAAAAATGTTCGGCATGGTGTTGGAGAAAATCATTATTCCG
GAGGTTCAGAAGGTTTCTGGAACCATTGAGAAGAAGATCTGTGCTGTGGGCATCACCAAG
ATCCTGACCGAGTGTCCGGCAATGATGGACACGGAATACACCAAACTCTGGACCCCGCTG
CTTCAGGCTCTCATCGGTCTGTTCGAGTTACCAGAAGA
>CL11249Contig1
ACATACAGAGTAATCACATTGTTCGCTGGGGATATTTGGTTGAGTGAAGTTACTGTCCAG



GATTTTTGGATACAATTTCAGTGTGTTGATCCTCGGGGTGATGCTCTGCTGCTTAGCGAA
CTGCTTGTTTCATTTATCTTTTTTTTTCTTTCTGTAGTCGTTTCTGCGATATTTTCAACA
CAGATAACAGAGTGTTTGTCAGTGGCAGGATGATGAGACGTGACATTTTGCTAACACACA
TCAGTTCTACTGTAGCTTTCCACGCTGCACTATGATGAAACCAAAGCAGATTTGTGATGA
CCACAAGGCAAGGGACTATGGAGATGAACGCTCCACAGATATGAGGTCTGAGCAGACAAG
GGGGGGGAGGGGGGTGATTGGGAGAGGGGTGTANTGGACTGTCTCCCCCTTTGGGACTCG
AACAGTTCTTTGTTTCATCTGTGCACGGGAGAGGAAACCAAGAATCCTCCCAGCTCCAGG
GGAGCCCTGCCAAGCCGAGGACATCCTTAATCTAACAGGCTCTGAACTCTACAAAAAAAT
AAAGCAACACGCTAAAAATTAAATAAATTAAAAGACCAACGACNAAAACNAAAAAAANAA
AAAAAAAACNTTC
>CL11250Contig1
GATGCATAATTTTTGCACTCTGAGCAAGGCAGCGAATGCACGGTGAGTTTGAATCCTAAT
TTGCTACATCCACCAACACATTGAGGGAACGGTCTGTCTGGATTTGTCCTTCTGGTCGGA
AAATGTACATGCTTTTAGCTCAGTGCAGCTGCCGGGCTCTTTCTGTGAGCTGCGCTCGCA
GGGAAGAGTGGTGGGCTTGAGGAGCACTCTGTGCCTCAGGTTAATGTTCTCTATTAATGG
ACATGGTTGCGCTGATGGGTAGGACGCCATTAATTAGCTTCTGGTCCATTTCTCGCTCAC
ACATGCAGCCTGAAATCAATCGTATTCTCCCCCCGCTATCTCTCACATCTACTTGTTTGC
TGAGATAAAACAGTCTAAAAATAAAATAAAATACAGCGCTGACAAAATCCTGAAAGGCAA
TTTTTATCCCCCCATCGTTTCACATTTCCTGTCGGTGAAGGTGGCGTGGGCCAAGGTGTG
TCCTGCTCTCTGTGGGCCAATTAAAAATATGGATCCTCAAGAGCCTGAGAGGGATGCAAC
AGAGGAGCTCCCACTGTGTCCTCGAGTCGCTGGGCTCTCCAGTCCAAGTCCCTGCTTTAT
ATCTGGAACCACGGGCTAAATCTGCGTCCGGCTTTCTGGGACTGCTAGCAAAATTACAAC
TAGATGCACAAATCCAATTTATATTCTAAATAATTTTGCTTTTGAAATGTTCACAACGCT
GTAAATGGACAGATAAGAACTAAATGTA
>CL11251Contig1
ACGGAGGGTGGCGGAGTTCCTCAGGCAGCTGCCGTCACCGGCCAGCCGGAGAGCACGGAC
CGGGAGCGGCGTCCGATACCTGACGTCCTGTGGGATCCTGATGACCCGCGCCCCCCCCCT
GCTGGGTGTAGCTGTGCCAGGTCGGGCCACGGTTCTGCCGACGCGCAGCTTCTTCAACCT
GACGGACTCCTTTTCCAAGAGGAGGGAGTACTCTGAGAGACGCATCATTGGGTATTCCAT
GCAGGAGATTTATGAGGTGGTGGCCGGCGTGGAAAACTACCGCCTCTTTGTCCCCTGGTG
CACAAAGTCCGAGGTGGTGTTCAGTCGCTCCGGGTTCTGCAAAGCCAAACTGACGGTGGG
CTTCCCCCCCGTGGTGGAGAACTACACCTCCCTTGTCACGACTGTGCGCCCCCACCTGGT
GAAGGCTTCCTGTTCAGAGGGGAAGCTCTTCAACCACTTGGAGACGGTTTGGCGCTTTAG
CCCGGGCCTTCCTGGTTACCCCAGAACCTGCACGGTGGATTTCTCAATCTCCTTCGAGTT
TCGTTCGCTCCTGCATTCCCAGCTGGCGCACGTTTTCTTCGATGAGGTGGTGAAGCAGAT
GGTTTCTGCGTTCGAGCGCCGCGCCTCCAAGATCCACGGCGCTGAGACGGCATCCCGCGA
GAACTCATGTTCCACGAG
>CL11252Contig1
TTTTTTTTTTCAGTGCTTGAAGAATTCTTCTTCAATTTCCATCCCATTACACCCATTTAC
CTCACATTTAAGTCACTTTAGTTGAAAGCTTAAAGACTAAATGTACATTTTCTATATTAT
AAATAGTGATTTACTGAAAAGAAACAGACAAAAGAGATTCATTCTTCCCAAAACTGAAAC
CTTTCCACGATTTACAAACTTGGATTTGTGCTCAGTAGAAAAACATGAGACGTTTGTGAA
GCTTCAACCAGAGGAGCTAAAGCATCTCTGGAGGACTGGAACCATCAGCAGCAGCTCTGC
TCACAGACCAACATGAATCCCTCTTTAGTCTATTGTAGTGAATGAAAC
>CL11253Contig1
CAACTGGAGTCCCCTGAACCAAGGCTGAAGTTGTTGTTGATGGAGAACAGGCTTTTCCAA
AGATCTGCAGCTCAGTCAGACGCATCTGAAGTGGAGAAATGTCATAAAATGGATCAACGG
TTTCAGTCCTGTTCCCCAGTTATTGATTGATTGATTGATTTATATGGCACTTTCAAATGG
CCGCAGTCAAACAAGGCACCGTACAGTTAAAGTCCAAAAACATTTAAAACAATAACCAGA
AGATCTAAACTATTACAGATAAAGATAAAAATACAAATATGTGCCATAAAAGCAAAAAAC
ACCAGATGAAGGCAGAGAAAACAGTAAGACACCAGCAGAACAGAGTNCTCATGCTGTGTC
AAAAGCCTGGATATAAATATGGGTTTTGAGAAGATTTTTAAAAACAGACAGTGAGGATAC
CCGCCGACAGCTCAGCGGTAATTATGAGGAGATTAAGGGTCAAATTTGTTCCTTTTTAGC
CAGTTACCTGTGTAAAGACATGGTCATGGTCAGGATCACTGCTTGTCCGTGGAGGGAAAC
CTCCTGGACGTTTTCTCATCAAACTGAAATGGGAAGCAGAGATTGGGCTGACCAACACGT
CATCCTGATTCCCACCCAAGATTCTGTTTGCACCAGAAGCAGAAACTGGCTGTTTTTGAT
GAATTCATGGTTTTCACGTCTGTCTACAAACATTTATCTGTAAATGAGTGTGATTTCTGC
ATACATGAACTGTGTTTTGTGAGTGTAACTTTGAGGATCAGCTGATCTCCAGTTTTCCAC
TGTTCCATTCCAGAGTTTTTCACCGAAGCAAACATCCACACAGATAAAGATGTAGCATTG
TGGGTAAATTAATGTGAGTGCAAAAGGGGTTAAAAAATGAAGTGCTCGGTAAATTTGATT
TGATGTGGAGGTCATAAAGATCAATTCTATTGATTTGTNATTTCATCATAGGTTTAAGGA
ATTT
>CL11254Contig1
AAATTTTTTGNCNGGGNAAAAAAAAAAAAAAAGAAACTAAAACAAAACTAAAAGTAAACA



TTCATTTTCAAACGTCTGCTCCCTTGTGGACAGAGACAGATCAGAGACAGATCTTAGCAG
CGATGAGCCGGCCCGGTTGCAGCGGCGCGGCTCTCCTTTGTGTCTGCTTCTGAAATGAAA
GGCAGCCCGGGGCCTGCTGTGAGTGTTGCGTTGGGAGGGGAGCGCGGCGGGCCGAGGATC
TCCGCTGATGGTCCGAGGGCTCCTTCCGATCGATTCGCCCCCCCTTT
>CL11255Contig1
AGGCTGAGACCAGAGAGCAGCGTCACGCTGCCTCCCGCCGAGTCCTGACTCGACTAAACC
TCCGAGTTTGTTGCTTCTATTTTTTTAATTTAAAGAACTGTTTTGTCTTTTATTTTTGGA
AGATTTGCTGTTATGTCCCGGGTATCTCCATCCAGTTTTATAGCAACTAACCCCAAAGCT
TTAGCTGTTGGGGCAGCTCTAACTTCCACAGGTGCTGGTGGGGCGGTGTGGGGTTTTTAA
CTTTATGAAATCAGACCTATAGTATCTGTCAAAGTCAGATACTAAAGCTCAAAACTCCAT
GTAATTGTGTGGAATGAGGTTTCTGAATGTGGTGGGGGAGCCAACTCTAATCATGTTTCT
AGTGTCTTTAGTCANGTCTGTTTGCTTTGATCTGCATGGAAAACTGTTGAGAAAATCTGT
CACTAAACTGTAACGCTGTCATGTGTGATGCTTCATCTCTGTGGAAGTGTNTTCATTTTT
AGAAGNAAATGACTCAAACGAGAGTCTGTCTGCTCAAATACTCAAGAAACGA
>CL11256Contig1
TCAATTAAAACCAGATGCAGGACTGGAGGAGGAGGCGGGCTGCAGACTGCTCAGACATTG
TCCAACTTTCAGAAACGTTGCAAAGATGGAAGATGCAAAAGTGGAGATCGATAATGGAAA
GGAGGAGAGTGCACTCCCAGACACTCTTTATCACAACATCCAGAGAGCGATAACTCCATT
TGTCATGTCATTTGGATTTCGCCTCTTTGGAGTGGTGCTGATCATCGTGGACTTCGTTCT
TGTGATTGTGGACTTCTCGTTGGCCTCTAAGAGCAGAGAGGTTGCAAAGGCTTTGGAAGC
CGTCTCCCTCAGCATCTCCTTTTTCTTCCTGGCTGATGTCCTCCTGCGAGTCTATGTGGA
AGGCTTCAAGGTGTACTTCCGCTCCAAGTTGAACATCGTAGATGCCTGTGTCGTGGTGTT
GACGCTGGTGGTCACCATGGTCTACACCTTCAGTGATCTGTCGGGTATCAGCCTCATTCC
CAGGGTTGTCAACTTCTTTCGCTTCTTGAGGATAATAATCCTTGTGAGGG
>CL11257Contig1
TTGGCCTACAGTGGTCTCAACTGCCTTGGAGCAAACAAGAGAGGATACAGAAACACAGGC
GTTAAAAAGACACAGAAAGAGGACTGCTGAAAAACTCACAGTCAGAGAGAGACATGTTCC
TGTGAGTGTGACATCCTGTGAATATGAAGACTATCTAGAGATGAAGCTGTGCGACTAAAG
GTGGATTGCACGGAGCCTATCTACCCCTGCAAGGGCTTGTCTGCAGTATCCTTTGTGGAT
GCTGGCTCGTGAACACGGCCTTCAGTTGCCGGGGAGATATCTCACAAGAGAAGAAGCAGA
AACGATTTTATCAGGAGGATCAAGGAAAACAGGCCAAATATCGAACTGAGGTGGATGGTT
GCAGGAGCCAAACAAGGGCAACGCACCACAAGAGCCATGTGGGAGGAGAGTGAATGGGAT
TTGTTATTCGCATGCATCAAACCCGAGCACTTTCTTTGTTGACACAAACTGAACTTTTCT
CAATCTTCCACCAGTTTTTGTCCTCAGGGGGAGCCCCTGCTATGAACCTCAGCTCCACTG
GTTTCACAAGGCTGTGCAACCTCAGTGCCAGGCACTGTGTGGGCATCCCACAAGTCTGGG
TTCTGCCCACACAGAACTCACAGACTGCCCAGGAACGAAGGATACTGTAGATTTAACAGT
TCCAGATGAAACAAAAGAGCTGAGAGGCCATGGTCAAGATGGGCTTTTTACCCTATGTGT
TTGCACTGAATATATGCAGAGACACCCTAACATAAACGCATCCTTTTCGTTTGCTCACAC
AATCTCTGGATCCGTCTTTTAAACAAGGCGACACTGGAAGACATCTACCCCTTCCTGCCA
GTCAAGCTTGGTACTTTTAATCAGACTTGTACTGGCAGCTTTTTTAAATGTATGGTTTAT
TTTTTGTGTGT
>CL11258Contig1
TTTTTTTTTTAAAAAGAGCAACTTTTTATTTATTCCTTTATGGGCATACNGTAGTGTACN
GTCCGTGCAAAAAAACAAAAAAAACAAACAATCAATCGCAACTGAATAGAAAAATATTTC
TGTAAGGTGTGTAAAACTATGGAGACCAAAACAAACCTACATTGAAAGATCACAGCCAAA
GCCTCAAGGTGTCATTCTGACAAAGTCACTGTGACTTTGTGTCACTTTATCTTATCTCTC
CTGGTAGAAAGATGTCAAACAAGTCAAACAGTGCAGAGCCAACGCAAAGATGTTTGTACA
AAAGTGCACATGCACCAAGGCGCATTTTATCACTCTCAGACTGAAACACAAATGTCTTGG
CCTCCTAACAGTAAAGATTTAAATAAACCTTGATGATTTAACATTTAAAAAAAAAATACA
TCATAGAATGTTGGCTCTTTGTCATTTAGGAAAAAACAAACACCTTTTTAAATAGTTTTT
TCAAACAAATATCAAACAGAATCTTCTCTCTTCAAATTGAGAAAAAAAGCATTTATGACC
AAAGGCTTTAGAAAACCAAACCTAACTCAGCTTTATAGTAATTTCCCCTTTTTACAAAAA
AAAACAAAAAACATGTCAGTTTTCANACTCANAGNGGCGGCNCNCCCC
>CL11259Contig1
TCATTAAGTCTGTTCTTAGCGCTGGTCTGCTGTCTCCACAGGNATTTCCCACAATAGAGA
TTTCGCCTTAAGTTCCGATCAGAATTATTAAATAGCCGGTGCTCCTCCCAGCAGGGCAGA
CGCACAAAACTAATCATTCAACTGTCTGAGTAATTGTTGTAGCTCCTTTCCTAAGAACTT
CAGAGGTAAGACGTGCAGTGTTGGGATAAAAATGGCAAATGGAGATAAAGGAGGCTGGAA
AGAGTATTTGTGGAACCCGAGGACAAGGGAGTTTCTGGGCAGAACAGCCAGCAGCTGGGG
TCTTATCCTTCTATTCTATTTAATCTTCTACATCTTCCTTGCTGGTCTGTTTGCGCTCAC
CATGTACATCATGCTGCAGACCCTCGACGACCACAAACCAACCTGGCAGGACAGACTCGC
CACACCAGGAATGGTCATCAGGCCAAACACGGACGAAACCTTTGAGATTGTCTACAACAT
CCAGAACACTGAGAGCTGGGACATGTATGCTCAGGCACTGGACAAGTTCCTGGCACCCTA
TAATGACACCCTCCAGGCCCAAAAAAACCACGAATGCACCCCAGACCAGTACTTCCAGCA



GGAAGACAGCGGTGATGTTAA
>CL11260Contig1
GGGCAGAAGATCATGGGTTTTAATGAGTTTGACAGGGAAGTAGTCTCGAAAATACTTCCA
CACCGTCCAGTTTCTGACCCAGGAGGATCTCCTTCCACCTTGTTTTGGGGTGTTCCAGTC
AACAATGAGCCAGGCAGTATACATTGCAGCTATCAACCAGCAGTCAGTGCAAAAAATGTA
GATCAGCAGCACAGTGCAAGCAGCACCCATGGCTAAGAAGGTGACAACCCACTGCAGCAC
AGAAATGACCTGCAGATGCTTTTCCATCTTGGACCTGCAGGGCCACAGTCCTAAGGGCAG
ATCCTGCAGGGCGGAGAAGATGCTGGAGCCGGTGCCTCTCAGGACACCGGAGTACGCAGC
CAGAACGGTCTTCATCTCTGATGCTTTGGACAGCGTTGACGCACAGTGATCACAGATGAT
TGCTTGTTGCTGCGTCGTAGGCTACAGCTCCTCTGTCATGACCGCCTTCAGCAGCAGCAG
CAGCAGCAGCATCAGCGGTGGCGGCGGCAGAAGCAGAACCGAGCGCACAGCGAGCATGAA
ATGAGCTCCACCCCCGGGCCTTTAGGAGGGACGGCGCAGGCGTGGAACGGTGCGTTTGTG
GAGGAGTCCTACTTCTTCGGGTAGGCGCATTCC
>CL11261Contig1
TCTGGCGGCATTGAGCTGTAAACAGGGCGAGCTGGATGGCAGAATACCCACAGATCCGAC
TCGCTTCTCCTCCACCCACAAAGAGGACCAGAACATAAAGTAGAGGTAAAAGGAACATAG
TGAGGAAGGAGAGGGCCAGCAAGGCGACCGTTCCCCATCGATGCTCCTGGCTCGGTCCAA
ACAGCAGCAAGAGTACCACACTGACCAGCAGCGAGGCCACATCCTCGTGACTAAGAGCAT
AGAGAAACACATCTCTAAACCTGGGAAATTCTCCTCCTGGACCTAAACTAAGATTTGCCT
GGATCCCCAACGCATAGATCAGCAGAATCGAGATTATCAATGAAGACGTTCCCAAGCAGA
ACCCAGGCCGATCCGATCCAAACCACAACAACCTCACTGGCACGATGATCCGTCTCAGCA
TCATTGAACATCAGCCTGGAGCAGCCATTTCACTCACTCGTTCTAAGGAAGACATCTGGC
CGTCATGTCAAAAGAAACAAAGGCTTACAACTAAATACCTGCTTCTCTTGTAGCTGGAAA
AATAAAGTCCATCATCATAAAAAAAACACTAACAGTAACACAGTAAGAATAATTCACTTT
GAGTCAATCAAAATATTGACGAGGCTATTCGTGACAAACTAAACATCCCTGAGCAGTTAA
TCCATATATTGTTTCCCTTTTTTAAAAGGTAAACTGAAAATAAAATTGTGGTAATTTCAA
CTTCCGCAAATCTTCTTCTCCCCGGCCATAA
>CL11262Contig1
CGGCACGAGGGATTGGTCAGTTGTTTAACTTGAGTAACTTAAAATGATGACAAAAAATGA
GGATTATCAAGTTGTTTTTTTTTTTAAANAAGGTATCAAATCCANAANGGTTCTTCTGAT
CAACAAAAANACTGAGCAACAGCTGTTTGTTTCTCTATAGAAGTCTATGGGATTCTGGCT
TCTGGGAGCCAGCGGGTACTTCCTGTTTGGAACGCCAGGAGGGGAGGAGTCAGTCCAGCT
CTCTTATGCAGTCAATGCAATGTGACCCAAGTGAAGACAAGGGTGGGTCAGTTGATGGAA
CAATTCCTCTTGGCCAAGATATTTAAACATAACCTATTTGAATTTTCAAATGAAAAACGC
TGCTTTTATTTTGGCAGGATAAAAGGGGAAGTAAATAGCTCTGTTAATACATACAGATGA
CTCAAATTTAAAACAAATGCGGACATGTTTGCCTCTTTATTCCTGTAGATGATGAATGTG
TGATGGACCAAACCGGCTTGCTGTCGCCCCCTATAGGCAGATAGCAGATGTAAGGCAGGT
AGTACAGACAGAGCAGGGACCTGTGCATATTTAAAATAAAAAAAGCTATTTTATTAAGGT
GGATTTAGGAAACTTTAAAAATAAAAAAGCAGTGATTGGGCGTAGATAACCTCTAAACTC
CCTGAGCGGGTCAGGAATGCGCTGTTATGTTGTGAGTTAGCTGTGTAATTGTGTTAGTCA
TTTCCACGTCTGTGAAAGGAAGAAGGAAGATGCTCATTCGTGTGCACATTCACCGTTTTT
ATGTTTAAAAAATGC
>CL11263Contig1
TCATTTTTTGTTATACAGGTATCTGCATGGGAGCAGGAAAATCGGAGACATTGTGTTGTT
TAACATTATTAATCATTTTTTGAAATATGAATGATCTGAATGTACATATCGTAAAATAAG
GAAATATGATATAAAACATGGTATTTGGTGCATTTATGTAGAAATACATGACAGAGTACA
ATCATCAGCACATCACTCACAGAGCAAACATTCACATCCAGCCTGCTTTAAACATGGACA
GCCACAAACAAGAGGAGTTTAAAAGCTCAGCCTGGCAGTTCATCTGTTCATCTGCAGCAT
GGCTGGACCCAGACAGAAGGAAAGTGCAACAACTGATTTTTGGATTTTGTGTGAAGTCAG
TGGGAAGAAGCAAGCTGCTGAAACAACAGGGAGAGGTTTATGCTCCCTCATTGATGCCCC
AGACCGACTGTTTCAACAGTACTGGAATCTGCCGAAAGACGTCAGGATGCCGCTTGTCTT
TCTGGAGACCTTCTTTGCTAAATTTACCTGGAACCGGGTTAAAAAAAAATCCAAAACCAG
TTTCCAAACACTGATGTCACTGACACAGATTCGTCCAAAGCGATGCTTTCACTAAAGTAA
ACAAGGGTGCANAAGCTTCATATGTGCTCAAATAAAATAATTGAGTATTATTCCNATAAT
TCTCTTTTATAAATCAACTCTGAAGTTATTTACATCACACTACTTATCTGTGCTAAATGT
AACATTTTGTATGTGTTTCAGCTAAAAAGGAAGTACACATTTAACAATAAAGTAAAAAAA
TAAATTTGAGTTACTACATCTACTTAATAACAAAAGCATTATATTGTCATATGCANTATT
ATTCATGCATTACTTCTGATTGTTCCAGCATCAACTGCTTCTCTGG
>CL11264Contig1
TTTTTTTTTTGCTCTTCTTGTCTTTAACTGCTTGGTCCACCACATAGACGTTGAAGAAAA
ATTATTGAAACTGATATCAGTTCTACTTACAGGACACTCTTTAGACCCTCTTAGGATTAC
TGGAGCTCACATTAGTCCTCACAAAAATAAACACACCCAGACTCACAAAAATAAACACAC
CCAGACTCAAAAGGACACAAAATATTATCACACTCCTTCCTTTTACATCAGTAATAGTCT
GAAACTTTCCACCAGTTCTGGCTCAGTTTCAACCTCACTTCAGTGCTTTTGGACTGGAAG



TGGGTGGAGTTCACTACTGAGGACCAATCCAAGCCCAAGACAGCATCAGTTCACTTTTAA
GAGTCAAAGTGAAGTCAGCAGGCAGCTATGAAATGTAGGAAACTGTCAGATCACACTACA
ATGTGGAGCGCAAGAGACAGTCTCTCATTCACTTTTCAGTCAAACAAAAGATAGATGTGT
TGCTGTTTCTTATCTGTCCATCAGAAAGGGCATGAAGGTGAAACAGCAACACTAAACTAG
CGTAAGCGAAGCTCTATGAAAGATTTGTTGAAGTCTCTTCTCTTCTGGTTCACGATAGAA
GAGTTCAAGTTGTGGCAAAAACACTAATTCAGTGTTTGTGTGTGTGCAGAAATCTATAAA
ACTGTTGTAATCTTTATTAAGGGTCCAGTGTAAAAATTTCAGCTTTTTTTAAAA
>CL11265Contig1
TTTTTTTTTTACATTTGCATGTTTTACCCACTTACCTAAATCTTTCAGCCTCACATCTTT
CCCATTTATAATCCTCCATCTAATATTTTTGATTTACCGTTTTTGCGACTCTCCATCAAT
GCTCTCTTTTCAAGATTCCCTTCAATCTTTTTCTTTAGTGTCTCAACGCGTCTCACTCTG
AAAGGTCTTTTCTTTCTGTCTTGTACCTTCCCTGAACAGTTTTACCTCATATCTCATTCT
TCTATCTGCACCCTGCAGTCCAGTATTTTCTTCCTCACACCAACTTTTAGAAAATCTTTG
AACATTCGGAAAAGCTTTCCTCTGCAGCGCGCACACAATCACAGATATCTAAAGCCTCCA
TAAACTGTATCTGTATCTGTAACTTTATCTTCTAAAAGCAAAATCATCATTGTAAGGACC
AAAGATGACAAAAATGTAAACTTTCCTATTTTTAAGCTTTGTGGAAAGCCTCTGGAACAA
ACCTCCACTATCAAATATCTTGGACACTTCATTACTGATGATTGGAGGGATGATGGAGAC
ATTCAGAGACAGTGCTGTAACT
>CL11266Contig1
GCNATCNCTCNGNTGCAAAAAAAAAAAAAAAAGNACTTTCCAACTTCGATTTGAGCTCAN
ATAAAAAAAAAAACCCTGAAGGTCTTCAGCCTCCCACCTCTTCAGACTGCGCAGTGGGAT
TCCTGGCTGCGCTGCTTACTCAGCTCCAGGAGCCACAAACTCAGACAGCCACGCTGGTAA
ACACAGGCCTC
>CL11267Contig1
AATCTCTGCTGAAGAAATCTCGATGAACTCTTCCTCCAGAACGACGGCGTCATACGGCGG
ATGCTCGTTTTCGTGACTTGTAGCCGTTTTTTCGTGCTGTCCTTAAAAATCGTGATATAA
AGTATAAATNATGAAAGATTCCNGATTCTGCGGCGTTCCGGCAAGCGGTTTCCCTCACGG
CGAGTCTTATCGGCGTCTTTTGGACGGTAAATGTTTGCGTCGTCGTCTTTACGTTGTGTC
AAAGCTCCACTATGTTGCACATCTGAAGACGATCTTCGTCGTGTGATTTTCACCTTTGCC
TGTTCGATGTCTTTAAAACTGGAATGTTGTACATTTAGTGCCTTTTACATTTCATCTGCT
AACTTGAACATCTGCTCAAAAATAGATTTTATTTTCCTTTGACTGTATGTATTTTTTTAT
ATCACCTCTGTATCCACTGCTCAAATTTGATATAAAACCCACTCCTGGCCCAAAAAAAAA
AAAAAAAAAAAAAAACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL11268Contig1
TTTTTTTTTTGTTTTCTCAGAAGTCGTTTATTTAAAAAAAAAAGTCCTTTGTGTGTACAT
GCTTGTCACACAGACCTGTCAGGCAGGAATCCACACAGCACAGTTCAACATAAGTCCTTT
ATCAGAAGGTGCAGAGCCCCCCCCTCTGCTGCTGGCTCATGTCGTGTTGTGGGGGGGGCT
TTACAGAGGATCCTCTGAGCAGGGGCGTCTTTCATGGGTCTGCGGAGGAGAAGCTGGCTG
AGACCTTCGTCTGCGTTTTTGATGATCTTCCAGGCGTCGTGGTGCATGAGCCCCTCCAGA
GAGCAGCCGTTGATGGACAGAACCTCATCCCCCACGGAAATGAGCCCAGACTGCTCTGCA
GCGCCCCCTGGAAAGATGCGTTTGATGGTGAGGGGCCTGTCCCCCTGGCAGGAAGACTTG
CCCCCCTCCAGACTGAAGCCCAGGCCGGCACTGCTCTTCTGAAGCTCCACGGTAAACGCA
CCGTCGGCTCGGTCCGGCCAGATCACGGTGTGGCGAGCCGGCTCCACGTTGTTCCTCCAA
ATAACGACCACAGCTTGGCTGGACGGTTTGGCTTGATGAAGGCACGACACCG
>CL11269Contig1
CAAGCACCACAGGCCCGCCACAGTCAGAGCAAGGATGCGGTTCATGAACACCAAGAACTG
GGAGTCTGTAAATCTCTCTTCCCCTTCCTCCGGAGTCGTGGCTCCGTAAGAACGAGTCAT
CACCCTCTCCTGGAGGACTCCCCATGTCAGGTATGATGCCTGAAGTCCGGCAGCACAAAA
GGCCAATTTGACAGCCTGTTTGAACGATGATCCCGAATCCCCATCAGTCCGGCTCGAACC
GGAGCCAGAATCCAGCGAGCTCGTCTTGTCTTCGCTGCCAAACACACAGGTTTTTATGAC
CGGGTAGCAAATTCCACCGCCTTTTTCTAGGTACTTGGTACGCTTCAGGTAGCTAATGAG
GAGGTAGCCGGGAACAATGATGGTGGAGTATCCCAGTAGATTGAGGATCAAGCGGAAAAT
CCAAATTTCGTGCCAGCCGTCCAGCAGTGACGTCTCCTCTGCAGCCGCAGTGTGAGGCAG
CAAGATAAACAGCAGTGCAGGCCAAACCCTCCACGAGAAAGAAGGCATTATCCCAGCACT
CTTCGGCCGACACCTGGTCAGGCAGCACACCAGCCGACGGACTCAGACGTCGCTGCGGTG
ACACAGCATGAAGCCGCGCGGGTCCGGCAGGTAGGCAGATTCCGGCACGCGCTCGCGTCT
TGCTTCTGAACAGAACTTCTTTTATCCTCGATATTCTCCACTCTAAGCTAACAACCGATG
TGTTCCCC
>CL11270Contig1
GGGATCTTCGGCGATGGATAAACTCAAATAGTGCTGAGTGGCGAAGAGGCGCGCAATGAC
AGAACTGTTATGCAGACCGTGAATGAAGCCTCAACACTGAGTTGGGCCACAAGAATAAAG
GGGTTCATCGCCTGCTTCGTGGTGGGGGGTGCCTGCACAATTTTGGGAGTGTGTGTGCTG
TTCCTTCCTAAGATCGGAATCACTCTCTTTATCATTTTCTACACCTTTGGAAATATCTGT
GCTCTTGGCAGCACCATGTTTCTGATGGGGCCGGTCAAACAGCTGAAGAGGATGTGTGAC



AAAACAAGAGCACTGGCCACCACCATCATGATTACGTGCCTTGTTTTGACTCTTTGTGCA
GCGTTCTGGTGGAAGAACTTCGGACTTGCTTTGCTATTTTGCATATTGCAGGTCTTGTCG
TTTGCCTGGTACAGTCTGTCATACATTCCATGTGTGAGGGAGGCGCTCTTGAAGCTGGTT
TCTCTCTTCCTAAAGTGACCTTTCCTTTGACGTGAAGGCTTGTGCTGCTTGAAGTGTCTT
TGAAAGAAAAGGACCAGTCATTTGTTGAAGTTGACAATCTTCCTTTAGAAGACAAAAGTT
GTTCTTTTATACACTGCAGAGTTTGTCCATTATTATTTAATTATTTCCTTTTTGTTAAAA
TACATTTTAAAAACCCTTACTTTTTTGTGCCATATGTGTAAATACGTGTAATAAATGTAC
ATATTAAAGATTTTATAAATCGCCAGA
>CL11271Contig1
TTNTTTTNNGTGGGTTAAATGCCATGTTTAATATTTTAAAGCAGCGATCATTTGGGAAAG
ATTACAAAATAGGTGCAACATCTCCTATTTTTTTAATCACTGAACACATACAGAAATACC
ATAATAGTTTACGTCATACATGAAATTCATGGGAAAGACAGCGCCATTTCTGTCGCCACA
GCCCCCCCACCCCCAACCAAACAAACGGTCAGATCTGCAGAATTTGAGAGGAAAGATGTG
GAAGTGTTCCCAGCGGGCTGGAAAAGGTTCAGCTCAATCCGGATTAGCTGCGGTATGAAA
AACAGTCGCCGTGTTTAGTGAGGCCACATGCTAAAGTGCTGCACATCTTCCCTAATGCGT
GCTCGGAGTGTTTGGGTGAGATGAAAAGGCCGCCAGAACCGCAGTTCTTCTTCTTCTTCT
CCTTTGTCCTCCCATTTTCCCGCCTCTTCTCAGTCTGTCTTGGCCGCCGAGTCGTCTTTG
GGCTTGTCCTCCGTTTTGTACTCCAGGAAGAAGTCGTTGCAGGCGACCGTCAGGGCTCCC
ATCAGGATGATGAACTCGGTGAAGTCCACCTCGCCGTCGTTGTTGGCGTCCAGGTCGTTC
ATCACCTTCTCCC
>CL11272Contig1
GCCGGGGGGTGGGAGGTTGACATCTGGCTGAGTAGGGATGAGTGTCTGTGTGAGAAAAGA
GAAGACGCTGTGAAGGTGGTCTTTGGAGGAATCCTGCACTTGCTTTCAGAGTTTGGGTCA
TCCAAAGTCCAGCTGAATGGGAAGCATGGACAGTGACTTGGAAACCATGACTCCCAGTCT
CGACTGTCCCATCAGTCCAAGTCAAGTAACAGGCTTAGGGACGAACGGTCCTCTTTCCCC
CAAGTACAGACACTCAGGACCAGGTCTCTCCAGTCCTCAGGAATACAACCAGTGGCTGCC
TTTCCGTCATGATGCCAGCCTCCTGCCCATGAAAGAAGATTTGGCTTTGTGGCTCAACAA
CATCATGGGTGTTAACTTGACTGCAGATGGTCTGATGGAGCAGCTGGATAACGGTGTTGT
CCTCTGTCAACTGGCAAAGCTCCTCCAAGAGAAGATGACAAACGTCAACACCGCAAAGTC
CCAACCGTTTGTGAGAAGAGTGATCCACTGGAGAGCTGATGCAACATCTGGATCATTTTT
TGCACGAGACAACACTGCCAACTTCCTCTAC
>CL11273Contig1
TTGGCCTCACAGCTGACTGTGAAGACTTCACCAACTTCTGCTTTTGGGGCTGAATCTCTG
CAGGAGGAACCATGAGGGCCGCACACGTGATTTCCATGACTCTGCTGTTGGCTTTTGCAG
CCAATGCTCAGGTCTTCAAGGCTGGAAAATGCCCCACGCCTGCAGTTCAGGCCAACTTTG
ATGCCTCCAAGTATCTGGGAAGATGGTTTGAGATCCAGAGGCTGCCAACGAGCTTCCAGG
TGGGTCAGTGCAGCACGGCCTTCTACACCCCGAAGGCTCCTGGAGTCATCGAGGTCCTGA
ACTCTGAGCGGCTGGACGATGGAACCGTCAACTCCATCGTTGGTTCTGCGAAAGTCAAAG
ACCCCGCTGAGCCTGCCAAGCTGGAGGTGTCCTTCTATGAGGACACTCCCCCCGGTCCCT
ACTGGGTCCTCTCCACCGACTACACCGGCCACTCCCTGGTGTACGGCTGCACCGACTACG
GCCTGTTCCACATGGAGCTGTCCTGGATCCTGAGCAGGGAGCCCACCCTGCCGAAGGAGA
CGGTGGCAGAGCTGCACGGCATCCTGTCCTCCATCGGCGTCGCCGTGGACAAGATGCTCA
CGACCGTCCAGGAGGAGGGATACTGCGGCGCCATGGAGCAGTGAGGCGGCGGAGGGACCA
CAGAGACTCGTCTGCAGTGCGCCTGA
>CL11274Contig1
TTCAGCTGCGGTCCTTCGCTGCTTTGATTCAAAAAGATGTCGCTCGAGCCGATCTTCTAT
TCATTTAAAGGCTGATTTTAAGACGGTGGCAGAGGATGTGAAGAAGGTAAAGACTAGGCC
TTCAAACGAGGAATTGTTGACCCTATATGGTCTTTATAAGCAATCCCTTGTTGGAGACAT
TAACATAGACAAACCAGGAGCGCTAGATGCCACAGGAAGGGCAAAGTGGGAATCTTGGAA
TTCAAGAAACGGAATGTCCAAGGATGATGCCATGTCAACCTACATTACAAATGCTAAGGA
AATCATCAGCAAATATGGCATGTAAGACTGGCAATAACCCTCCAAGTATTTGGAATAATG
TTCAAATTCACATAAAAAACATAAAATGTTTTTTTTACCTAGCGAAAGAAAATTACTTAA
TCTCTAACAAGATATGGGAATGTTTGTTTGAATAATAAAGATATTTCTGTTGTTAGTATT
CTTATGTTTATATAATTTAGTTTACTGGAAAAAAAAGTTTTCTGATACACTGATACACAG
TTTTATGCTAGCCCAAGAATGGGCAAAATGAACAAAATGCTGACGCATGTTAACAAATGA
AAT
>CL11275Contig1
TTCGGCACGAGGGCGAAAGCAGNAGNGTTCCTCCCCAGCCGNACCGAACCAAGNAGCGTG
TGAGCGCAAACTGGGATGAGTAAATGTACCGGACGACTTAGCTGTTGATACAGCCAGCAA
AAGAGAGCGTGTGCACGAGACTGAGAGTGTGCACGAGAGAAAAAAAAAA
>CL11276Contig1
GCTTGACTGAAAATTGAGCCTCTGATTTGTTGTCTNCAAAACATCAGGTCAGAACAGGTG
GTAAGTTGTTGGTTCTGATTGGACCTCACTATCCGCTTCTGTTAAAATGAGCCACATTGG
TTAACCGGGCTCTCCAGCATAACCCCATCAGCCCGATTCAGCAGTAAAATTCCAGAGTCA



GGAAACTGAATGAAATCTGCTGCAGATTTTAGATTTCAGAAGCCACCCACCACCCCCTCC
ACCCGTCCGCCCTCCACCTCCACCCACATGTCTTTCTGCCGTGAAATCCCATCGAGCCGT
CAGGAATCCGTTCTTCTTACCGGCCCCCGCGGCTCCTGCCTCCTCCTTTGTTCTCCGGTT
TTTTGAAGTCTCTTTCTGGTGTTCGGTTCTTCGGCTCTCGTCACCTCGCAGATACTCCGC
GATAGCAGCTCTGCTCTCAGATGCTGGCCTCACCCTTCGTCCTCCCGCTCCTCCTCCTCC
TCCTCTACAGGAAGCGTGCTTTGTCTTGATAGGGCAAACTGGTTTCCTGCAGAGAAACGT
TTTCAAGTGACCAGACTCAAACCCCGAGAGTTCGATCCCAGAGCCAGGA
>CL11277Contig1
CGGCACGAGGCCGCCGTCGACCCCCGCTGCTAAAGACGACCCCAACGCCCGCCGCTCCCC
ACCTCACCCTTCGTCTGACCTTCCCCGTCTTCGCCGCGTGCCTTTTTCTGTTTCAGGGCC
GGTCTCGGTCGCTCAGCGTCGTTTTTGTCCTCCCGGATGATCTGCCTTCACGCCGTTTTG
CCCAAAAACAAACCAGCCGGTTTCAGTTCAGCCTCACGTCCACCTATGCCTGGTTTATGC
GGTTCTACAAACCTGGAAACCAAAACCTATCCCTGGTCCAACGTTGACCCCGGATTTAAG
AGTTGGCTCTGACACAACACGAGAAGACGATCAGGGCTTGAAGCAGCTGAACGTCTCAGA
GGTTTGCAGAAGCCCAGGGTCGCTTTGGTACATCCCACAGCCCTCCTCGTCTCCTGCTGG
CCTTCCTCTTGAAGAGGTTTACAGGATCTTGCATCATGACTCCACATCGCAGCCTTTTTT
ACTGTTGTTTTTTGCAAACGTCCCCNACAGTCCAGAAGCAGCGCTGCAGTTTTTCTACTG
TTTCTTCACCTCTTAGATGTTTCTTCTTCTCTTTGAAGGTGCAATCAGCAGATTTTAAAA
GTAACGGTACAGATNAACAATCATTTGAACCCGGTACAGTCTCTGGTACGTGCTCCTTGC
TGCTGTTTCCTCCGT
>CL11278Contig1
CCCTTTTAGTGATATGATCATGTAAGAATGATGCGCTGGCTGGTTTAGGACTGAACTGCT
TTTGTAAATGTAAAACGCAGAGGGCGGCGTCTGCTTGTCAGGAACGGCTCTGACATTTGC
ATGTATGCAAAGAAATTCATTTCCTGGAAGTACTGAAGATGCAAGAAGAGGCTTGGCTTT
TTTAAAAACTGAGATTTGACTCCAACACAAGATTCCTCACGTGTCAAACAGTCATTCAGA
TGAAAACTAAAGTTGCTGCACACTGTGGTTGGAGTGTACATAAGAGGTGGGAAACATTGC
TGCTGGTTGGCAACCTGAGTTGAGGTCTTTTTGGTTTAAAGGAAACAATTTTTAATCTAT
TCTCAGTGATATTTGTACTGTACGCTTCAGCTTGTAAATGTTTAACACTGTTGGTAGATG
ATTGAAAAGGCTTTAAAGATTGCTGCCTGGAACCGAAGCGGGCTGTTCTCTATCTAAGGG
TCTTTGATGGGAAACGGTCAGCCCCCTTTTTGTGTCAGGAATGTACCACGCTTATTAAAA
GGATGACCGGCGGATCACACTGCAGCAGTAACGCAATAATAAAATCTAGACTTTTATTTG
GTCACCCATCTTTTCTGGAGGGGTGCCTCCCCTCCTGTTTTGTCGTCTGCACTTAATTCA
GTTTGATCTGATCTAAACATGAGAATGGATTCCGATTTGTTCTACATCCGGCCGCTCTTC
TTCTGCAATCCTTTCCGTACACGAGCACATCCCCCAGAAAAGTTAGATCGCGAAACAAAA
AATCCTTACAGTATTGGTTTATTTATCAAAGTTGTACATATTTAAATGTAAAGTGAATAT
TTGTACTGATTTTTTGTTTTCCCATTTTTTGATTTCATATTATAACCTTTTATTTTCTTT
TTATCAGATTTCCATCAATTCCATTTAATCATTTTGAAATAAAAGGTCATTTGTCTCAAA
AAAAAAAAAAAAAAAAAACGGANCCGCGGCCGCCG
>CL11279Contig1
TAGCCACACTCCTATATCTATTAACAGCTTCATAGCAAACAAAGCCATGGACTCTAACTC
CAAGTCATTTTTCCAAGGAAAAAATAAAAACAAAACAAAAATCGCATTTGATTTTCAAAT
TTCTTATGCCAAAACAAGGCACCTTAACAGCTGAAATCTGGTTTTCCCCCCCATTTGAAT
AGACAATTATTTAAATATCAAAGCAGAGGCACATTCATTTTTGAACTAAAACGTACAGTA
AATAGTTGGATGTTACCACCAGATTCCAGTCCCAGTCACCACAATATGTTCATTTGCATG
CTTTTTTGGTTTTTATGACAACCATGATGGCGACATATGGCATAAGAAATGGTCCAAAAT
ATATGACGGGAGTCGCTTGAGTTACTGTGACACAGCAAGGCTTTCTTACATTGAAGGTTA
AGGGTGAAAATAATCATGAAAAAAGAAAGAAAGAAAGAAAGCAAGTAACCCCCCAAAACA
CATACGTGGCTCATGTACTGTCAAGGGATGCTCTGCTGAAATTATTTTGGTTTTTCTTAC
AGTCACTCACATGCACTCAAGCACGCAAAAGGCTTGTAACCACACACAAAGGGGGGCCTC
TAAGGTCAGGCACACCACGTCTCAACGGCGACCAAGCCCCCTGACCATGATACGCACGCC
GCCTCACGTGTTCTTAGGAGGAGCTAAAGGGGAAAATATACCAGCTCCTAATTTTTCTCT
ACAAAAGAGTAGCCTGTGGTGATTAAAGCAGATCCTAATGGAGATATGGAAGATTTAAAA
ATAAAAAAATGAAGACAGAAAACAATAGCTGTGCCAGATTCGCTGAAGTAAAAATAAATG
GTTAGGAAGCAAGTGTTTCTCATGCTTTTGTGGATACAGAACCCAAGTTTACTGACATAT
>CL11280Contig1
CGGCACGAGGCTCAAAGGGAGTGCAGGTGTGTCTCGGAGTTGTGGCTCAAGTGACCACCC
TAATGCTAGGTTACAAATATTTTTGAAAATCGTTGGCGTGGCAATGAATGTAGACGGCAT
CAGTCAGGCGGGGATGATGGTGGAAACAGGATCGCCGACTGGCAGCCGCTCTGTGTTCAT
GTCACCAGGGGGTGGTTGATCATCAGACAATTTTAGGGACCGTAGAAACCCTTTTATCAG
TCAATTATCACTCTGCTGTCTCCCTTCCCACCCCCACCAACTGTGGCCATAACTTGACTG
CCACAATGTTCCCTCAAAATGTGTCCTGGCCTCTGCGGCCGCTGCACAGCGTGTACAAAT
GGGACTGAAAAAAACAAACAAAATACAACAAATGGGACTGATGCAGTGCGGCCACCTGCT
GAATTCTTGCATTTAGGTTGTTGCGTGTTGGCATTTCGGGATATGTGACCGTAAGCTTAA
TGGACGTCATAAAAATGCAATACCCACTTATGACATACAGGTGATGCTGTTGTACGGTGT



CCTTATGCTGCACTGCAGCCATTAGTAAGGTGCGTGTTCTGGCACCTCACTGACTGCACG
AAAATGCTTTATGTAAGTGAAACATACTGTACGTGCCTGTATGAAGTCCGTGGGATAATC
ATACAAACTACTCTCTGATGGTCTAATTTACTCGTTTCAAACAGCGGGGTTAGCTCGCAC
CTTTCCCTTTAACAGCACCAATAAGCTCTGTGTGCAGGGCTCAGGATTCATGGGGGGTAG
AAAAAAGGAAAAACCCATAAGACATGCCTGTGTATCATCCATATCCACCTTATGTGTTGC
TTAAGTATTCACTACAGCCTGTCGCCTGCAACATGCACATAGAAAAAGATATGCAGTAAC
ATTTTCTACGATCTCACAGACCATACAGATTGGCCCATTTTTTACCCGCAGACAGCCCAT
CTCTTATAGTATATTAGTATCTTTGTTTAGATAATTA
>CL11281Contig1
CGGCACGAGGGTTGTGTTGTTCGTCATCTATTACATATTTCTCGTCACAACCCTGAAGTA
CATATGTCTGCTCTTTAACACTCAAGCCACCAATATCCAAATTCTGGACAAAACATCTAT
TCTGATGATTGCCAATGTCACTGAGGAGGACTATGGGAACTACACCTGTGTGGCCTCCAA
CCGACTGGGTGAACACAGGGCCAATGTGTTCCTTTACAGACCCGGGACAGGTCGGGACAT
CAACGGCTCGGCCTGTGTATCCCAATCACTGTGGCTCCTCCTGGTCTGCTCTGCCTTTGT
TTTCTTCAAGTGTTAATAGCACTCGCTCTCCCTCAACAAGAAATCCACCCTTCATCTCTT
CTCTCCGACTCTTGCATTGCTATTGCTACCTTACTACCAGCCTTTCTGCCTCCTCCTCCT
CCTCCCCACCCCTGACAAAACCTTAGGTGCCCTGGAGCACCGCTTACGAAATCATCCAAT
GTTTTAGGAGCAAAGTAAAAGCGAGGAAAGCAAACTGTTTAAGGCTTTGCATCGTTTGTT
CTATTTCATTTCTCCACTCTTCGATCTATGTGCTATCTTTAGGTTTGGACTGGAGAGTTG
AGTTTTTTTCTTGTTTTATAGCTTTTTCTTTCACTGTAATGAAAAACAGAGGCACTCGAG
TGGGAGAGGACGCCAACAATCAGCTGTTTTTGAAACAGTAAAAAAAGTGTAATTCATTTC
TGTTTTCTCCCATAGATGCTTTATGTAAACTTAAAATGTGTTTTAACTGTGTGTTTAACC
TGTGCATTAAGGAACATCAAAGGTCTGCCAAA
>CL11282Contig1
TTTTTTTTTTGGTTTTCCACATTTATGTTAACTTTATATGTACAGACAACAAGCAACAAT
GAACAACTGACATTTCAATGTGAGACAAAACAGTGCTCAAACAGACCAACAAGCAGAAAA
TGTCACAACACAAAATGGATATAAAAAAACAATGTGATACACTTTGCAATTTTAAAGATG
CATGCATTTAATCTTATCCATGGCAATTCAGGCAATAACAAAGTAGTAAAAAGAAAATAA
ACATATTCAGATTGAGAAAACTGCCAACCAACCCTGCAACACCATCCTTTGATGCAGCCT
GCTGGTTTTCATACAGGACTTGTTTGGAAAAGCTGGTAGTGCAATATTTTACAAATACTC
ATGGGAAGCACTGCCCCATACCCTCTGTGTAGCTTTTAAAGCTGAAGAGCTCTTTAATTA
AGAGTATTTCATGTCACCCGAAAGATATTTTTTATGCTAGTGACCCCTTTGCTTATTAAA
TGCAGAAGACTCATCAAAAATATCTTTCGGGTGACCATGAAGAGCTCTTTAATTAAGAGT
ATT
>CL11283Contig1
CAAACAGCAAACTTCTGTAGATGGAGCGCTTCACAGGGAAAGAAACCCATGAGAAAACTA
AGTGCCTGTGATGTGAATGTTTTCAGAGGGGCATTCCCCATCATAATTATCTTTGTATTT
CAGCCACATAAATCTTAGACAGAGCTACCATCAAAGCAGACATTAAAGGAAATGTTAGGC
TATATCATATCGTGAACCATTTTTTTCTATTTAGCCTCTTATTTATTGTTGTTGTATAAA
AGTTTTCTACATCCATTCATTATATGCTCCTGTTACAGTCATTCAGGTACCGTTTGTAAA
CAGCATTTTATTCTGTAAAAAGAATAAGGTATTAAGCTAAGCCACTGCATGATTAACTTA
ATGTTATGACATTTTTTTATTGATGTACTCCATATAAGCCACTGTCGATAATGTATAAAT
GTTGTATGTTTAAAAAAAAGATCAGGGTTTCCTGTTTAAACTGTCCATTTCAGATTAATG
TTAAACAGTGGAGTCTTTTTGTTTAATGTTGTTCAGTCACACTGAACCAGAACATCAACG
TTCCCTCATTGCAGAACAGTTTCTCTGCGAGTCTCAGACAATACTTGAATACTTTTAAGG
TGTCCCGACACCGAGTTGAAGGAGACCTCGCCTCTTCCTCTGTGTGCCCTCAGTGTTTGG
GCTTCCTGCGCACTACTGTGCATATCTTCCCCAGACACAAGCCCTCCACTTTGATTTTCT
GCCAAACCAAAGACTACAGCAACGACGTCCCATGTCTCACTTTGTTGTATCAGGAAAT
>CL11284Contig1
TTTTTTTTTTCTCTCTGAACTGATGCTTTATTTAACCCATCAGGACGATCAGCATATATT
TATATATATATTGCTTTATATCGCCGAATCTTGACCGCAGCGGTGGTGCGACGCCTTGTC
ATGTTACCGTGACATCGTGCCGCACCACGTTAAAAATAGTGCGGTTTTCATGAAAGAGAT
ATCAAAATGGGGGGAAAAAACAAGAATTAAGGACTTAAAACGTAACTTTTCTTATACATA
GAGCTTCTTTCGCTAATTAAGTCTGTTTTTTTGTTTCTATGTGGACACTTTTTTGAACAA
ATTTTTTTCAAAAATTCTTTTGTTTTAACTTTTTCACTTCATCCTCTTTCATGTGTCTTA
ATTTAACATGTAGCTGTTTATCCAAGGGGGTCACTCTCGTCATTGAAGGCTTTGTAGCGG
TTTGTGTTGTCTAAAGACATGACTTGCATTTGCTCCTTTTCGGAGCAAATGTATTTTCTC
AACATAACAAGG
>CL11285Contig1
GAAGATCCACAGCTTCAAGAAGAGACTCAAGGACTTGGGAGAAACGGTGGAAGATGAAGA
CGACNTCGACACCAAGGACCAGACGTCAGATGATGATGACGAGGAGGAGGATGAAGATGA
TAAATAAAAAAGAATGGAGGGAGAAAAGACTTTGCAGAAACGCATCAGAAGAAACTCAAC
ACTAGACACGGAATCAGTTTCTTTCCCAGCTGTCGCGCTGTCTTCATTTTCCTTTGTCTT
GGCGCATTACATGCACTTGTTTTTTCTGTTAAAGTTTGCCAACAGTTCCACTTTCAGTGC



CGTTTAGCAATTTCAGTGCTTTCATCTCATCGACTTTATTCATTATGTGGTTACGATCGT
CACAAGTTTTTTGTTCATTCTAAAAAAACAAGTAAATGAGCAGAAGAGTTCATTTTAACA
CAGAGGGGTCGTCATTTAGAAAGTAGAGTGCAGGTATGAGCCCAGATTAGAAAAGTGACG
GATGCGCCGGTGAGGATTACCTGCGACACGCCACGCCTCTGCATCCTGGATTGCTCCGCC
CTCGTTGTCGGAGTGACGTCAGCATTCCAAGCATAGAGTTGCGTTCCCCCTTCACAGCTC
AGGCCAGCCGCTCTGCAACATGCTGCAAACATCCACCAGTCAGAGAAATGGATTCTTTTT
GCAGCGTTCTTGTTCAGTACTGGTATCCAGCTTCTGTATGATATTGTGTAACTTATCAAT
CTACGAGCCACCTTGAAAGGAATAAAATAATCTAAATGTGGGCCGTATGGAGGATTATT
>CL11286Contig1
TTTCTTTGTTTTTATTTTCTTGTTTAGGAAATAAACCTCATTTTAGATNGAGAAGGGTTA
TTCTGTAATAAGACATCCTCATATTTGTCTAAACTGGACCAAGTTCCTGTATTCTGTGTC
GTAGTTCCGTTGAGTCCAACAAAGGGCCAAAGGAGGGTTCTTGTGCATACAAGGGAAAAC
TCTCTGTTAAAGACTGAGTTGGAAGGCTCCAGGTCGCTTCCCAACGAGCTGCTGCCTCCC
GCTTTCTGTCAAGCCTCCACAGTACTTCACCACACCACAGCCCTGCACCTATACCCTCTG
GAAGAGCCTGTAGGCTCAGCTGGAGGTCCCTTAGAGCCTCCTTAAGGTGGTCCATCTGGC
TGAAGCTGATCCCCCGACCAGCTAACGAAAGGCCTTTAAGCCTTTGAAGGATGTGCAGGT
TAGCTGTTTGGCTGAGGTGTCTTCCTGCTTGGGAAACGTCTGTCTGGGCATCTCTCCTTT
TAAAGTGCACTTTCACAAGCATGTTGACACACCTTGTGTAGTGAGTCACAGCTTGTTTCC
AGTCCTTCAGCTGAGAGTAGCATTGACCTTGTAGCAGGTATGCAGCTGCAGCCCAGAGGA
GCGCTGCAATTCTGTCTTCTCCCTCCTTTTGCATAGCCTCACTGCCCTCCTCTGGTTCTT
CAATCACTACTGTCTCAGGCAGAAGTTCCAGCGTTGAGTCAACAACTTCCATGCAAAGAG
CCATACTGTCTGCAGGTCGCTGGGCCATAAGCAAGGCAACTGCAGCTTCTAAGTAGAGTT
TGGGTAACCTGGGGAGGGTGGAGAACTCAGAATGCACTTTTACTCTGTGATGATCCTNTG
AGTGAAGGGTAGCCAGAAGGTCAAGGTAGTGTTTAACCCCCTCAGACACTCTGCCACTGA
GAATGCATTTGAGAGCCAGTCTGTGAAGGACACTGAGAGCAGATGGGACTGAGAGCAGGT
CTTTCAGTGATTGGCTGCCGAGAAGCAAAGACGGAGAGAGAAGTTGGACTCCAGCGGTGG
AGGGCTCTGCAGGTGAAGGCAATAACAAAGTCGAGTGCATTATATGAAGAGCTTGTATCT
CAGCTTGCGTGTTTCCAAGCTCACAATAGACAAGTGTGCTCTGATGGAGCGCATACACAC
ACTGGGCGTCTGTTTCTAGGGCCTTTTTGTAGCAATGCAGTGCCATNTGAGGGCAGTTCA
TATGGGCGAGGCATGAGCCTGACAGGAGGTGTGTGTAAGCAACAAGAGTTTTGGGAGCTG
GCAGTTGGAAGCCGC
>CL11287Contig1
TTTTTTTTTTCGCTTCAAATCATTTTATTTTCNGGNGTCCCCCCTCCCTCCCAAAAAGGC
AAACAGAAGCTTTTTCAACAAACAAAACCTTGAAATATTCATTACAAATCAAAACGTGAA
ATATGACCCCCCCCCTCCCCTCAACAAGTAGCAAGACCTAGATTATTTTAGGAACAACTT
TTGAAAGCAATAAGGAAGTGTTTACAACAAAACAGCCTGAATAAATCTGCATATTTACAC
CAAAGATCCGTTTAAAGCATGCAGATATAGCTTTGGTATTGCTGTAAAAAAAACAGTTTT
TTGAATAAATTAAACAGACTTGCTTATGATTCTCAAACAGGGATATTGAAGTTAAATTGT
AAAGCAAAAAAAACAACAATTTTAGTCATGTCAAAAACAGATTTCAGTACAAAAGTCTAG
GCCAGTGTTTTTGCCTCGCAGCTACGTAGGAGCAGGTGCCTCTTCAGTGAACGATTTGAA
AACTTTCCTTAAAAAAAAAGCAATAAGTGCTCATAGAAAAGTGAGGTCAGTTTAAACCCT
CGNGCCGAATTCGGCACGAGG
>CL11288Contig1
TGTTGTGTTTCTGACGACAGATGCAGTATAACGCATTGGGGTCATAGCCTCCATCAGATT
CATCTAAAGACGAAGATGAAGACGAATCGTCATCCTCATCCTCCTCCTCCTCCTCCTCTT
CCATTTGGGGCTTGCTTGTCTTAACAGAAGTTTTAGGCTTAGTAGGAGCAGTGTTTTTGT
TCACAACAACTCTGACAGGTGTACTGTTCTTTTTTGCTGCCCTCTTTTTATTGACATATG
TTCTTAACGGTCCACTTCTTTCCGTTAAAGCTGGAGGCTTGTCCTCAGAGTCTTCAGCGT
GTTCATTTTTCACCTCAGATTCTGTTTTCTCCTCATTCTTAGAGTCTTGCTCCTGCTGAG
GCGGTGTTGTATCATTGCTCTCTACAACATCAGGGTCACTGTTTTTGTCTTTGTTTCCTG
TCCCCTGATCTGGATCCTTTTTGATTTCATCTTTATTATCCTCCTCATTCTCAGAGCTTC
CCTCATCCTTGGCCGCTACTCTGCCACTCCGTCTGGTCTGCATTCCTCTCTGTGGCGTCT
TCTGAGTCTGTTTCTTTGTAGCGCTTCTCGTCTTCCTCTCTGGGGAATCAGTTTTGTCCT
CTGAAGCCTTGAAGTCAACACTGCCATCAAAGCTGGCTTCTGAAGCAGTCTCTGCATCAG
TTGGAGTTTGAGAAGGAGGATCTCCACTATCCCCACTTGGGGGAGCGCTCTTTCTTAATC
CTCTTTTGGCAGTTGAGAGAAATTCTTCCAGCTTGTCAGTACGCTTAGGCTGTCTGCCAC
TTCGCCGTACTGGACAGCGGGTTTCAGGGCTGTCAGTCACAGTCTCGCCTGGCATTTCTT
GTTGCAACAGTTGACTGACAAAAACCCAGAGCTCTCTTCTCAACGCTTTTGGGCTTCAAA
TATGTATCTGGCTTCTCTAGCAAATGGGTTGCCACATTTTGCCTCTCAGTTTTGAACTCT
TCTTCATGCTTACAATCTTCTTCTCCAAAGCATTTTACAAATGCCGTGCCCTCGTTTTCT
CTTCAGTCAGTCCTCCATTTTCCATTCCCTTGGATCTCCCCGGCCATAATGCCCGGGTT
>CL11289Contig1
AGGTGGCGTTGGCAAGAAACAGTGCTCGGCACCACCTCGATGGCAGGCCATATCAGCGAC
ACACGTAGAGTTTCCCGAGGGAGATCTGACGGGACGTCTACTAGCTTACATCAGTCTCCT



GCCCATAGCTATTCTCGTGGGCTTTGTCACGCTCATAGTGTTTAAACGGGAATTGCACAC
GATTTCCTTCTTTGGCGGGATCCTCCTGAACGAAGGCTTGAACTGGCTGCTGAAGCACAT
TCTCAGAGAGCCACGCCCCTGTGCAGGAGCTCACACAACCCTGCACACAGAATATGGAAT
GCCCTCCAGCCATTCCCAGCTTATCTGGTTCTTTGTTGTTTACTTCTTTCTTTTCCTTTA
TTTAAGAATGCATCAAACAAACAATGCTCGATGTGTGGACTTGCTATGGAGACACATCCT
GTCCATTTTCCTATTGGCCGTAGCCTTTTCAGTATCATACAGCAGGGTCTACCTGTTGTA
TCACACCTGGAGTCAGGTATTTTATGGAGGGGTAGCCGGCAGCACGATGGCCATAATCTG
GTTCTTTTTCACACAGGAGATGTTGACACCGTTATTCCCCAAAATTGCTGCCTGGCCAGT
GTCAGAGTACTTTCTGGTGAGAGACACAAGCCTGATCCCCAACATCTTATGGTTTGAATA
TACAGTTACCAGATCA
>CL11290Contig1
CGGCACGAGGCCAGTCTGGCCATTTTCCTTTGACAAGCCATTTCCAGCCACAGAACCGCC
GCTCACTGGATATTTTTTCTGACCATTTTCTGTAACTCCAAGCATGGTTGTGGGTGAAAA
TCCCAGTGGTTCAGAAGTTTCTGAAATACTCAGACCAGCCCGTCTGGCACCAGAAACCAT
GCCACGTTCAAAGTCACTTAAATCACCTTTCTTCTCCATTCTGATGCTCGGTTTGAACTG
CAGACCGTCTTGACCATGACTACNTGCCAAAAAGCATTGATTTGCTGCCACATGATTCAC
TGATTATAAATTAGCGTTAACGAGCAGTTCAACAGGTATGCCTAATGAAGTGGCCAGTGA
CTGTAAATTCAACCAATGCTAACTAAGTAGTTAGTAGCCTCAGGTTGCAGATCCCTGAGC
TGTGTGAATTTGTTGATGAGGGTTAGGTGCTGTGACAGTTTACCTAGGGGGTTACTACTG
TTCTCATTTTCTACGATGATACCACATTGCCTCACCTTTTGTTGATTGTCAGTGCTCCTC
TCCCACTGTTAATGAATGTTTCTGAGATGCACTCGCTCCCTCCAAGTGAATATTTGGGGA
CACATCTCTCCACTCTTNTGGTAGCTCCTAGTGTAACACCATAAATGAAAATCTGCTCTT
AAAAAAAGAGGTTTGACTGATTTCAGATGTGTGATTTTTCATTTTGCTCAACAAAGGAGG
GCTTTGGAGAATGGAGGGTATGTCTGTCCCGCTTTATATTGGTAAAACAAAAACAAAAAA
ATAATAAGTGTGCAGTGTTTCTTGGTGTGTTCTACAATGCAACCTGTGTGACTGAACTGC
ATAGACAGTTCAACACAAGCTTCCTCAACATCAGCAGAGCACATGTATTTCGTGTGCATC
TGCCTGCTCTTCCTGGCTCTGAATCTCACCTCACATTTTGAGTTTCTGTTTCCATTCTGC
ATATTTTAAAGGAGGAATCCGCCAAAAAAAAATCTAGCTGAAAACTGCTTACATGCAACA
TAAAATATTATTATTTGATAAAAGAATTTGAGAAGAAATGAGGAAGATATTGTTAAAGTG
AAAGTAGTATTAAAATTGATCTTGTAGAAAAATAAACCAATTACTGACAGTTTTGTTAGT
AAGGGATTCTCTACCACAAAA
>CL11291Contig1
ACACTTGTGACACCCCACAGGAGGGTGTTTACCTTTGATACAAAGGCAGTTGATACAGTA
GCTGTTACAAAACACATTTTAACAGTTTTGGTTAGAATGACCAACTGAGGTGAAGACTGT
CTACTGATATTTAACCAATTTAACAATGCCAGCTACATGTTTGATAGTTATTCTAATCTA
AAAAAATCTGAATTTAGTTAGAGACTATGTTGCTTCTCTTACCTGCCAGCTGATGCGGGA
GGACAGATTCTCAACAATGAGCCTGTGTTCTGTCCGCACAGGTGGGCCGTACCTGGATCC
AGTGTTGCGGGACTGTCGATAACCCCCACCAAAACGTGCCATACCCGGGGGTCCGCCCCC
TCTTCCTCTCCTGGAGCGAGCGTGTTCAATAGTAACCCTTTCACTCAACAGCTCTTTGCC
ATTTAGTTCATAAACTGCATCATCTGCATCTTCTGTGGTCATCAAATTCCACAAAGCCAA
ATCCGTTCTTCAGGTTGATCTCCCGGATTCTTCCGTAACCCTTAAAGAACTTCTCCACGT
CTCTCTCTCGGGCTTGAGGGCTCAAGCGGCCGATGAAGACGCGACTTCCACTTCATGGTA
TCAATGGTTGCTTTGTNCGTGGGTGCGTCTTTATTCGGTTTGTTTTTTAGCAGCAACTAA
AAGTAGGTTCAAGTNCTGNACTGAG
>CL11292Contig1
TTAACCCGGGCCTTATGGCCGGGGCCCTGTCTCCCTGCCAGGAAGTTCAGGAACTCGGTC
ACCGCCCCAGCCCTCCGCTACTGCCGTTGTTGAGCAATAGTCTGCCTCTCATCGAAACTC
TTTGGATATTCTGCTCTCAGGATCTTTTGGGTGGTATTAAATTAACTTTCGGTTACAAGT
ATCTAAAGAAGGCGACGCAGCCCTAGTTTTGAGTGGTCGACTCGAGGGCATTCATTTAAG
GGAGCCTGCGAGGCGAGGAAAGAGAAGAAAACTTCTGAGGAAAGCCAGACACAATGTCAA
CTTTCGCCACGCCTAACATCAACTTTAAATGGGACCCAAAGAGCCTGGAGATACGCACTC
TAGCAGTGGAGAGGCTGCTGGAGCCCCTTGTTACCCAGGTTACCACACTGGTAAATTCCA
GTAATAAAGGTCCATCTAACAAGAAGAAGGGGCGCTCTAAAAAGGCTCATGTTTTGGCTG
CTTCAGTGGAGACTGCAACTCAGAACTTCCTTGAGAAAGGAGAGAAGATTGCAAAGGAAA
GCCAGTTCCTCAAGGATGAGCTGACGGCTGCAGTGGAGGATGTCCGTAAGCAAGGAGAGT
CAATGAGGCAAGCTTCAGGAGAATTTGCAGAAGACCCCTGCTCCTCTGTAAAGAGGGGTA
ATATGGTTCGTGCTGCCAGGGCCCTGCTCTCAGCTGTCACGCATCTGCTGGTGCTGGCAG
ACATGTCTGATGTGTACAAACTCCTCGTTCAGCTTAAACTGGTGGAGGATGGTCTGGTTA
AAGTGCGTAATGCAGCTACAGAGCAGGACTTGGAAAACCAAAACAGCGCTCTGAAACCAG
AGGTGAACAAGCTGAACTCGATGGCTGCCAAGAGACAACAGGAGCTAAAGGACGTCCATC
ACAAGGACCAAATGGCTGCTGCGCGTGGAGTGCTACAAAGGAACATCCCCTTGCTGTACA
CAGCAACCCGTGCCTGCCTGCAGCATCCTGAC
>CL11293Contig1
TTCGGCACGAGGCTACTCCTCCTTCAGCCGCTTCGTCATGGTGACGATGGCCATGCTGGT



GCTCTACCTACATCAGGCCGGCTGGTTCCCGTTTAACCTGGACAACGAGCTGCAGCTTCC
TGGAGACCGAGCCCATCAGGACGACCTGGACGGAGACGTGCAAAACCACGACTTACAGGA
AATGGAAGTGGCGAACGACGAGAACTCTGACGATGACGACGACAGCGGCGGCGGCGAGAG
CGGAGAGGAAGGAGCAGAAGACCCCAACAGCGCTCCTCCAGGCGGGATTCCTGTCTTCCA
CCTGGTCGTTCATCATAACCTTCTTCATGTCGCTCATCCCAGAGGGGCCACAAAACGCCG
CCAACTAAGAGGCTGCACGCTCCGGATCCCGTACGGCCGCGAGGGGGCGGGGCATAACCT
TCTGTCTGCTCCGTGGACTGAACAACAGATTCATCCAAATGTGGATTTGCGTTTCTGCGT
TTGTCTGCCGGAAGACAAACGTGTTGTACAGAGACGGCCAGTGATGCTCTGCAGACAAAC
CGCCGGGAAACTTCTAACTAATCCTCCTTCCGGCCTGTTTTTGCAGCCATGTTTGTTCAC
AGAAGTCTGCTCAAGTGTCATTTCTTTATTGACTGAATATATCAGGCATTTCCACATTTC
CTTGTATATTGAAAATAACGTAGCATTTACTGGAAACTGACGGCAGATAGTTCGCCCCGT
TAGTTTTACAAACTGATCTGAACTTTAATTTGTAGGAGCACTTCCTGTTTTCTGTTTGGT
TTCTCCCAAAAGTACGAATTAATTTGGAGACATTTGTTGTTAAACAAACGTGGGAGCTCC
TGATTGAGGAAAATGACGGCTGTTATGACGACTCAAGAATTATA
>CL11294Contig1
CTCGGCGACCAAATCGCACGACTTCCTTCGATAGATGTCTTTGGCATCCCAGTTTCTGAT
CCACAACGGGCGCCACTCCTCCCAATCGATAACAGCCAAGCCCTTCGCCCCGGGCTCTGG
TATGTACCTCTGCAGACTGTCGGGCATCTTTTCGTAGTGCTGGGACAGGCTGGCGAGCTG
CGGAAGTCCGCCGTGAACCGCAGCGCCTCCATGCTCGAAATACGGGTACAAGCCCAGGCG
TTCTTTGTAGAACATGGTAAGATTTTGCCGGACAAATCCCTCGTTGGGAGTCGCCACGAT
GTCAAACTGGTTCAAAGTCAGAGTAACACCATGGCGTGTTCCGCACTCCTGGGTTGGAGC
GTTCCACACTAAAAGGACCGGCTTCTGGGAATACAAAGGCCAGTTTGTCTGCTTTGTATC
AGCTGCACAAGCGACTATCCATGATGTAAACAGAGTCAAAAGCAGCTGACCAGCAGGAAC
CATTCCCTCCATGTTCACTCCTCACTTTTTTCTCCCTTTTCGAGGCCCAAAATGCGAGTA
TTTTTCCGTCCTGTTGCCGTCAGATACATTCCGTTTGCGCCGCCCTGCCATGTGAAAATT
AGCTGTCATGTTTTGTCTAATCCATTCTGATAATTAAAAGTCCAACCAAACTGCCAGAAA
TCACTTCCCCCGGCCATAAGGCCCGGGTT
>CL11295Contig1
TCGGCACGAGGGGAACTTCCGGCCCATGGTGTTCCGGGAGGTCCAGCTGGACCAGAGTGT
GCGCGATTTCATGCAGCGCGTGAGAGACGACATCATGACCAGGGCCGGACTTCCTCCCCC
CTTCAGAAAACACGCCTACGACACCATGAAGATCATCCACCACGCTCACGGAGCAAAGAC
CAACGAGTTGGTGATGAGCACAGAGGATGACGACCAGCTCATTCTGCAGGAAGACCAAAG
CCTCCGAGCTGCAGGTGTTGCTCATGAGACTGAAGTGGCCTTCTTCAACAAGGAGGATTA
TGGTTTGTACAAAGCCAACCCCACCACTTCCTGGTGACCCCCGGCCAAAGTCTGTGAGGG
ACAAACCTTTTCAGCTTTTGGTTAGTCTGGCAGCTGTGCTTCTCGCCCGAGTTCTCCTCT
TTATTGTTTGTTTTCCAGACTGTGTCGATAAAAGTTGGATTTTCAAGACTGTTAATAAAG
TTTGAGTCATTGAATCTCC
>CL11296Contig1
TTCGGCACGAGGTGAGTGTTCTCTTTGTGCACAACTCCCACCTGAATATTCTACACAAAT
GCCACAAGAAAATGTTTTTATTGGCATTTTTTAAGACATTAAAAAATCTCAAACGTCCAA
CACAGTTGGGAAAATAGAGGTCCAGGAAGAACACTTTTATGAGTGACCAGGCGTGGAAAT
TTTCATTTCCTCTCAGGTGTGCTGAGCTCCTTACAGAACTCTGTTTAATGTTAATCATTA
CGGTCGTTTTTGAATATTTCACAATAACAGAGGCAGATGGTCTGAATCAGATTGAGGTAA
AAGGCTTCCAGTAGGGGAAAGAGTTCATGTTCGACAGTAAGAACTGTAACGGTCTAATGA
ACCCGTTTCTTCTCATCTTCAGACTTGTACTTTCACACTGCAGCCAGTGGGGGGAGCAGC
ACGTGCGTGTGAACTCGCTCCATGTTCAGTTTCTGCTGGACAGCCTTCACTGAAGGGGGT
CACACTTGTTCACATCCCTTTCATGTTCTCGTGTCTTCATGCAGCTGCAGAAGGAGGAGT
CTCAGCGGCCGGACCGTTGTGAGTCTGAGCGCGCTCATGTCTGCGCACGCTCTGGTGTGT
GCGCTAACGTCTGTGTTCACGTGTGTCACGTGAAGGTTATGGAGCAGACCGTGAAGCTGG
CAGCTCCTTCACAGCTTCAAGCTAAACTAACAAAACTGTAAATGAATGCAAGTCCTGCCT
GTGATGGAAGCACGTTTTCAGCTTTAGGTCAGTTTCAGCTCGTTTCTGGTTGTTTTTGCA
CAGGACTGTGCTGAGAGAAACGGAGAACATCCTCAGGTGAGGGGAGTCTGCTTAAAAAAG
ATCAA
>CL11297Contig1
CCGGGCTGAGGAATTCGGNCGAGGNAGATCGAGCTAATGTTGCTTTTTACAGATCGTAGC
CTAATGTTAGCTTTTTATAAGATCGTAGCCCAATGTTAGCTTTTTACAAGATCGTAGCCC
AATGTTAGCTTTTTACAAGATCGTAGCCTAATGTTAGCTTTTTACAAGATCGTAGCCTAA
TGTTAGCTTTTTACAAGATCGTAGCCCAATGTTAGCTTTTTACAAGATCGTTGCCTAATG
TTAGCTTTTTACAAGATCGTAGCCCAATGTTAGCTTTTTGCATGATTGTAGCCTAATGCT
AGCTTGTTACGAGATTGTAGCCAAATGTTAGTTTATTACAGGATCATAGCCCAATTTTAG
CTATGTAGTGTTATGTTAGCTTATTATGAGATTGTAGCCTAATCTTAGCTTTTCACAAAT
CATAGCCTAATGCTAGCTTGTCACAAGATTGTAGTCCAATGTTAGCTAATCACAGGATCA
TAGCCCAATGTTAGCTTTGTAGTCTTATGTTAGCTTATTATAAGATTGTAGCCACAAATT
ATAGTCTAATGCTAATTTGTTACACTTTCATAACCTAATGCTAGCTTCTTACGAGATTGT



AGCCTAATGTTTGCTTGTTACAAGTTACAAAAATACAAATGAGCAGAGACTAACCTTTGT
GTAAGAGCATTAGTAAAACCCTTGGTTGTTTTAGTAAGTTAGTAAGTTTTTGTGTTTATG
TTTGTGTGAATTTTCTGTTTTCTGTATACTTTTTTGGCATTCAGAGCAGACAGCAAAGTA
AGAATTTCATTGTGCAGGGAAACCCGTTTCTTA
>CL11298Contig1
TTTTTTTTTTTTTTTGCAAGCCTCAAAAGCACCAAACCCCTCCCTCCCCCAAATATTAGT
AAAGAAACTAAGTTAGAGCCTCATGGGTGTAACACTCCTCCAACTGTACGAGAATGTGGT
TTTGAAATGTTGGGCACAGTAAACAATCGAGTTCAGACTTCATTGAGCGTTGTGCGCCCC
CACCAGCAGACAGACGGGCGGACGGGGTGGGGGGGGGTCCCACTGCTCATCACATTCAGT
AACAGGCCAGCTGTTGCCCTCCTCAGAAGTGGTCAATGAGCACAGACACGCAGTTTGCAC
CCACCAGGTAGTTTGGGTCACCAGGGAGAGATTTGTTCTGCCAGGTTTTAGGATCACCAT
CAGGGGTCATAGACGCACAGTGAGGTAAGCGCAGCTCCACCGGCTTCAGGAACTTGAGTC
CGTGAGGGCCACACATCACAAGTGGACTTAGCAGCGTTTCTCCTTTCTCCTTGTCCAGGG
GGGGCAGGATGCTGTTGTCCCTGCACACCTTAAAGTAAATCTCCTGCTCCACGCTCTCCG
GGATGGCACCCTGGGGAATGATGATGCTGACACCCGTCTCAATGGAGCTCAGAACCCCTC
CGTTACAATTGAAGATACCCCGAGCAGTGGCCACCACCGTGTGCCCTTCGTCCTCGTCGT
CATCCTCCAGTGCACTGGGACTCACAGGAATGGCCTTGGGAATGGCGTTGATGTTATTGT
GCTGGTATTTGGGCCTGTTATCCAAAGTGCGTGTGAA
>CL11299Contig1
GGCTGAAGAGATCAAAGCATCCGTCAAAGGGACCGAATGTCTGCTGGAGGCATGTGTGTC
TCTGGGACTGGTAAAGATTAAAGACAAAACAAACCCAAAGGCACTGTTTGAGAACACAGA
TTTAGCCACGAGTTTCTTGCGCTCAGATGCTCCCTTTTCTCTGCACGGATACATTCGGCA
CTGCAACGAAACCCTCTGGCCTCTTTTTTCACATCTCGAGAGTGCAGTTCACGAAGGAGT
CAGCCAGCACGAGAAAGTGAAAAGACATAAGGAGCGCTGTCAGGATTCTGTTTGCAGTAG
CCAAGAATTGAAACTGAGATTTATGGGCGGCATGCATAGCTTTGCAAAAGTCACAGCAGC
GGCTGTAGCAACAGCCTTTGATCTCTCCAGGTTTAAAACAGCCTGCGACCTTGGCGGATG
CACCGGCGCCATGGCCTACGAGTTCACCAAAGCCCATCCAGGAATGTCGGTAACAGTGTT
TGACCTGCCTGCTGTTATAGAAATGAGAGAGCATTTCCTACCTGCTAACAGTGACAAGAA
GGTGTCTTTTGTTGCAGGAGACTTTCTTAAAGACGATTTGCCCAAAGCTGATCTATACAT
TCTGGCCAGAGTGATCCATGATTTGACCGATGAGAAGCTGCATATTCTTCTGACGAAAAT
TGCAGAATCTGCCTCCCCAGGCTGTGGACTCCTGCTCAGCGAGATCTTTCTGGATGACGA
CCGAGGCGGCCCAAGTCGTGGCCTGCTGCAGGCCCTCAGCCTGAGTGAAGGGAAGCAGAG
AAGTGCCAGCGAGTACAGGCTGCTGTTAGAAAGGCATGGTTTCATCACGGCCCACATCAG
ACACACAGGCAACCTCCTGGATGCTATGCTGTCCATCAAAGCATGAGCCACAAGCAAACT
CTTTCTTCGTACTACAAACGTCGCTGAAGGTTCTCATTCGTCCAAGTACTGCCATGAATC
AACCTCAGTCAAGACTCACACTACAAAGAAACGTATGGAATATACTATAATATAAGTTTG
TCAAATGTGATTTTTTTTTTTTAAGACTTATGTAACATTCTTGTGTCTGTACGGTCTTTG
GAGCTGTAAATGAACATTTCTCCTTATGTTCTCTGAAAATCTGGATGATAACACCAACAT
GCCTTTCTGTGATGTTCCATCTCTATTAAAAGGTAATGTTTAATTCCTGCCTCAGGTTTT
TTGTTCATCCTAAATCCTCTTTGGTAAATAGTTGTATATACAAAAAAATAAAGCACAAAA
CTTCCTTTTTTTGTGGATAAACAGCTAGAGGTATGCTCTAAATTGAATCTAAAATGAGCA
TGAAGCAT
>CL11300Contig1
GGGAAGAGGATTTTATGTCGCACCATTTCTGCCAGAATGCAGCCCACAGACCATATGTCC
ACATTAGCTTGGTAGCCCATACCCAGGATGACTTCCGGCGCTCTGTAGTAGCGTGTAACC
ACATATGGCGTCATCAGGAGGCCTGTAGCTGCCGTTCGGGCCAAACCAAAATCCAAAATC
TTTAGAGTGCAATCAGATTTGACGACTATATTGCTGGGCTTGAGATCCCTGTGAATGATG
CCGGCAGAGTGGAGGTGCTTGATGCCGCACAGCATTTGATAGAGCAGATAGGACAGCCGC
TCGTGGTCCAGCTCCATCTGAATGACCTGGCACAGGTTGGCATCCATCAGCTCCATCACC
AAGTACACATCTTGGAATTCCTCTAATGACTTTTGTGGTGAAAATACATTTAGGAGGCCG
ATGATATTTTTGTGGTTGACATACTTCATGAGGACTAGTTCTCTGTAGGCTCTCTTGGCA
TGAGTCTGGTTTTGAAATGGCCGACTTAGCTTTTTTATGGCGACATTTCGATCGAGGGTT
TGATCGTACGCAGAGCAGACGATTCCTTGCGCTCCTGAGCCGATCGGTCTTAAGTTCTGG
TACCGCTTCAGCACCGTGAATGTGGAATCTCCAACATCTACGCTGTAAAACTCTTTGTCT
TTCTTGTTTTTATTCATGGTGAGTTCTTCGATGGCCGATTTCTGCACTTCCAAAAAAGTC
CTCTCGGCGCTCCGATCCGCCCGCAAACGTCGCGGTTCCTGTTCTGAAAGGCTCCGGAGC
GGCACGCAAGACGTGGACGCCGCCGCCGAACGATGATTTATCCCGTCTCGCGGCTTAAAA
ATAACATGACCTCACAAAATGCAATGCCAACGTCTCCATCTGCCTGCTGCTGACGGACCA
GAACGCGCAGTCCC
>CL11301Contig1
GCGGATGTGCTTTCCCAGTTCTGTAGTGTTTTGCGCTGTAGTTATTCGTATTTATTACTT
GAAGATATTGCTTAGAGTGGCTTAAACGCCACTTAAATTGAAAAATGTATTAAATACAGG
CGGCCTTTCATAATTCATTTAGTGCAGAAAAACGCAACGAAAGCGTGAGTCTGGTGTTCC
ACTGACAACCGCTGCACAACAAGCTAACCCGGCTAGCGGTGTAGCTAACAGCAGGTACTA



TGAGTCTGGCAGGAAGCCGTGAACCCAGAAAGACTGCGGGAAACCGCATGTCGAAGCTTC
TGGACGCCGAAGAAGAGGACGAGTTCTACAAGACCACCTATGGAGGATTTCACGATGAAT
CGGGAGATGATGAATATCACGGGGAACATTCAGACACTGAGGATGAGGTTGACAGTGACT
TTGACATTGATGAAGGTGATGAGCCGGATAGTGACCAAGAGGAAGACGCTCCTCGGAGGA
AAAGCAGAGTTGTTACTAAAGCTTACAAGGAACCCATAAAGGTGGCTAAACCCAAACCTA
AAAAACCCAGTGAAGAGCAGAGGAAGACGGAGAAAACCCGAGTGGAGCTCAGGAGGAGGA
TTCCACAAGAACTGCAGGACTTTGCAGAGACGCGGAAGTCGGTGCGGCAGT
>CL11302Contig1
TCGGCACGAGGGTTCATGCTTGCTCTGGTCTTGGTTCCCGGTCGTCGGTCCGGGATGAAC
ATCATGGCGCTTCTGCACACCTTTCTGCTGCTTGCGCTGCATTCGTCCACCTGGGCCCAA
GAGGGCGTGGCCTCAGTGGACGGGGTTTTGGAGAATGTGGGTCTTCCGGAGTTCAGCGAC
GTGTGCACTGAAGGCAGCTGTTACCCAGCAACGGGTGACCTTCTGATTGGCCGAGCCCAT
CAGCTGTTTGCCACTTCCACCTGCGGTGTGACGCGGCCCGAGCCTTTCTGCATCGTCAGC
CACCTGCAGGAGGAGAAAAAGTGTTTTCTGTGCGACTCCACGGTGCCGTTCGAGGAGCGG
GCCAACCACACCAACAGCCATCGCGTTGAAAACGTGGTGACGACGTTCGGCCCAAACAGG
CTGAAGACCTGGTGGCAGTCTGAGAACGGTCTGGAGAATGTCACCATTCAGCTGAACCTT
GAGGCAGAGTTTCACTTCACTCATCTCATCATGACCTTCAAGACGTTCCGACCTGCTGCC
ATGGTGATCGAGCGCTCAGCAGACTTCGGAAAGACTTGGCAGGTTTACCGCTACTTTGCC
TACGACTGCGAATCGGCCTTCCCTTCAGTT
>CL11303Contig1
CGGCACGAGGCTGCACTCCATCTCTGGGAAGCATTTCAGTGACTGCTCCCCGGCCTTCGT
GGCCCCTCAGGGACGGAGCTCGGAGACGGCGAGGAAGCTGTGGGACGTCAGCTGTGAGCA
ACTCGGCATCGAGTGGGACTGACTGGACGCCGAGCCGCCGGCCCCCTCCCTCCAATTCCC
CTCCTATCTNTNATTTATCGATTTGCTTTGGCTGATTTTGAGCGTTAAGACGTCGTCAGG
TTTAGTGTTAAGAGCTACGGTCATGTGAAGTCTCGTGAAAAACTGGATTAACCCGAGTGC
GTCGGTGCTCAGCGACTGGTCCTCCAACCAAAACCACTCACCCTTACGATCACATGAACT
CAGATACTTTCTAGACTCTATTTTTGTGAGAAAACAGGCAAAAAAGCAGCTTTCTGCACT
GGAACGCTGAAGCAGACGGACAGGTCAATGCAGGGTAAAAGACCAGCATTTATTTCCAGT
ATTAGTTCTACGTTTTTTTGTATTATTTCCTGTAAAAAGTCTTGATGTTGGAGCCAGCGT
TAAAAAAAAAA
>CL11304Contig1
GAGGGCTTTCGACTGGGAGTGACAGACATCGACGTGAAGAGAAACGTCCAAGCTCTAGCG
CGGGATGCTGGGATCTGTCACAGCTACACCGGTAATTGAGTGGAGGCAGAGGGAGGATGA
GACCCGAGTGCCACCTGCGGATGAAGATGCCGCGCGGCTGGAGTGCCTCGTCCTTCACTG
ATCAGAGAGAAAACGCGCGCGCGGATTTAACCGCGTCGGAAAGCACGCGGCAAAGTCACA
CGCTTTGGTTTCACGCGCACAGTTGAAAGCACCCCAACCCACATCCAGAACTAAACCATG
ACATGACCAAAAAATAAATAAAAAATCCCACAATCCCAGCTGTGTCCTACATGGAAGGGT
GCCGCCGGGACACCGCGGAGCTGAAAACAAACGCCGCGCGTACGAAATGTACCGTGAGGG
CAGCTGGACGCCGCGCGGGCTGGGGGAGCCTCGGTTCCTGCCTGACTTGATGGTNCCCGG
GAGGCAGCAGGAAGAAAAGACGTTGGCGGTGCTGATGAGAGTNCCATNCCTGC
>CL11305Contig1
TTTTTTTTTTAATTGACATAAATATTTATTAGGAATCTTTGCAGTAGACATGATTAGACT
GCATTTCAGATGTAAATAGCTCCTGACAAGTAATGAGACTTACAAGAAATATAATTTGTC
ACATGTAAAAATTTGCTTTATTTAGGATACAATACGTACAAAAAATTCTTTTTTTAAGGA
AAGAGGAAAAGTTTTGCAATTTAAACACTGTAGAAAAGTGCTGCTTTGTAAAAGGTTTAG
TGACAGATGAGCACAAAGTATTGTTGAAACACAAAATAAAAGTTTTATTCTTGCTTTTAG
GCAAACTTTTCACTTCCAGAAAAGTTAAACATCTACCCGTTTCATGCACTGTTCTTTCTC
CAAAATAAACTGGGATTTCAAGGACTTCAAGTCTGTTTAGTTAAAGTGTTTAAAGTGTTT
TATTTTGCACCTCAAAGTTGGAACATGTGCAGCTCTCAAAAGGCATTTTGGCCAAACATT
GCAGCATAATTTCACACATCACAAAGGATATATGCACACAAATCAGGGCCTTTTTTTGGA
GGGGGGCAGGTAAAGTAATATATTTTTTAAAAGACAACAAAATCAATGTAAATATTTAAT
CTATCCAATAGGTGAGAAATGTGATGTTGAAGCTCTGAGAAAAAGGAGGATTAATGTTAT
TATCCAAAGAATTTATACATATCTGAACACTATTTATTTAGACTTATGGTTATACCGGAA
TGAATCTAATTGGTTTGGTGTCACCCTTGAACAAAGCAGAACTAAAAGATGACCAAAAAC
AAACAAACAAACAAACTTTGCTTAATAAGGATAAGAGCACACCTCTTCTTCTGGGATAAC
ACAAAGGCACAACTAACAGAAGAATACAGTTTGATTTTGTCTGCAAAGAAAAATCACACA
CTTTTCAGAAAAGCTTTTAAAGTGCCAAAGATCGTCATAATTGCAATCATCCATCCTCTA
CAGAAATCATTTGGAATACTGCTTTTGCACATGGCCACGGAAAAGGTTCACAAATAAGCA
CTTCATCTATGTTGCTGATATGATAGAACTGA
>CL11306Contig1
TTTCCCCCCCCCCCCGTACAGAAGCCAAACTAAATCAGCGCTGGTTAACTGTTGATTGAT
TACTTAGACATTTCTAAACAAATAGTAATGAGAGGCTCGTTTAAGATGACTTAAATACCC
GCTGCTTCTCATTTGCAACCTGAGGTGTTTCACAAAACAGGAAAATCCAAATTGCAGATG
AAAGAAAACAAAAGCTTTTAGCTGATATGCGTCTGTACCGAAGCATGAGAGGTGTGATGA



ACCGGAGAGATGAGCTGTGCCTCCTGGAACTGCAGAGCAGAACTCAAATGTCAAGGAATG
AAGTTTGGTAGCAAAACAATGTGTTTTTACACAATACTAAAAATATGAAGGTTTTCAGCT
GTTTTAATAATTTATTAAAACACTTTTAGACAAAAAATAAAATACTTCAGTGCTGAAAAG
TAGATGTTGACATTTAGAAAGGTGAGAATGTTATTGTAGAAGCTCAGCTGTTGAAATGCA
CTTTTTCTGTAATTAATCCAACAAAATCTCAGATTAAAGTACGGATTTTTGATCTTTTGA
AGGTCAGTTTTCCGATCTTCTGATTGCACAGACAGACCCACAGGTGTAACAGGAACTTTC
CTGCGGTAAACCTGCAGGAGGGGACTTTTCCGAGCACCTTTGGCAACCAAAAAAAGCAAA
ACAAAAAAACGAACTTCCTTTCATTGATTTAGACACATGATCCTCCAATAAAACAGTTGC
CAAATCAATAAATTACACGGCTTAACAACTAAAGCATAAAAAAGCTCCAACTATTGAAGG
ATAACTCGCTTTAGCCTGTCC
>CL11307Contig1
ACATTTAAAGACATAACCCANAATNTTGGTTTGGGGTCTGGCNCCCCCTGGACGTGGGGG
GGGGGGCTTCTTAACTCTGTTCCTTCTCCTGCAGGGAGAAGATTCTCTTCCTGCTCAGAC
TTCTGGCTGAACATGTTCCAGGAATTGGACTTGTTGCACGTCCTCTGATGGATTACCTCC
NCACTTGGCAGAAGATCTACTTNTACAACTGGGGCTGAGCGGCGCTGCAGNCCGTCAGCT
TCATCTGNACGTGGGCAGAACCTGGATCTGGGAGTCCTCCAGACCTGGAGGCTGGCTGCT
CTGTGGGTGGAGTCTGGTTTNCTTTCTTTTTTTCGCCANNTTCNGNTTT
>CL11308Contig1
ANTTTTTTATTAGTGGAATGCATTTTCTTTCCCAAAAGATTCAGTTTTGTTGGTGAGACT
CTGGACAGTGACTGGGCTTCACATGGAATAGATGACATGCAGCAAAGAAAAACAGCGTAA
CACATATTTTACATTCTTAACTTCTGCACCCTAAAATTATTTAACTTTAAACTAAACAAA
AAAATAAAATAAATCTGGGAGAGGAACTTTGTTATTTTTTAAAAATAACATAGTCTGCAT
GACTTCTGTGTATGTGTTTGTGGTTCTGGGTCTTTCTCTGCGAGGTCACATGATCAGAAA
CCCTCCGTTTGTTTTTTTCGGGCTTGTGTGGACAACAGAGTAGCTGCCAGTGTAACACGC
TCTAGTGCAAAAAGACTGGAATGTGTAGAGTTTGATCCTCACAGTGGGAGTGGAAAAGGA
CTTGGAGAAATCACAAGTCCCATAGTCGACTTCCACAGGTGGAGCGGCAGGACTCGGCAT
AAGAGAAATGTTATAAAGTCTGACTAACGAGAGAAACGGAGCGAGAAGAAGAGGCTTCGC
TGTGGGTTAGAATATCTGGGCTCTTAAAACTAAAAGATGCTGGGACAGCCCCCCTCCCCC
CATTAACATTAGAATGGAGAGAGCATCCGTCCACCTCCACCTCCTAAATACATAACCTAG
CGTATGCCCTAAAG
>CL11309Contig1
TCGGCACGAGGCTTATCTTGGCCTCACAGACCCAGAGGAAGGCTTAAGTTTAGTTTTGAG
GTTAGGGTTAAGCTTGCTCGGGCCTCCTGAACCTAATGATATTTTACTTCTTCTCATCGA
CGCAATAATAAAAGATGTCCCCTGATTTTATTCTTGTTTTTATTTTTCCCCTTTGGTCAA
TGCGGGACAGCCTTCAAACTGGGTAGAGAGAAAACACAAATGCAGAGAGCATATTTGGGA
CTTCAACTTAAAGTTTAATTTTCAATACGAGCGGCCAAAAACAAAATGCAGCCTTGGACG
CACTTAAAATACGTTCCGTGAATGCAGTAACACGCCATCTTCTCTTCTGCTGCACCTGAG
CCTGTTCATGGTGGACGGGGCAGATCAGGGATCTTGTGCAATGCATTGTGACATCACAAC
GGCTCACTAGTTCAAACCAAGCGTCTTTGGGACAGTCTGATTGATGGCCATTTAAAAAGA
GAAATACTCATGTGACATTTTTTTATTACATTTGTTCTCTTTCATAAGAAAAATGCCACA
AGAACATGTCAAAAACGCAAAAAACAAACTTGATCTACTTCGGAGGGGAACTTTAAGAGT
TTTGTGACACAAGTGGATGTTGGAATGATAAATGCAACAATGACCAACAAAATGGACTGT
TCATGCGCTGA
>CL11310Contig1
ATCATCTCCTTCAGATATATTTACTGNTACAATTGTCATTGTGACATGGGGTTATCACCA
AATCTTTCAAAGGAATATTCATATTCACAGAGTTCCTGCTGGAGCAGACTGATTGTCAAG
GTCGAGGTAAGGGCATGCTTTATAGACGACACATTACTAAACCTTTGTCTAAGGCACTGT
TCTATCCTGTTGTGACTAAAAAGAGTCGTCAGCTGAATTTAGTCCCCAAAAAACGCAGCA
GGACCTAAAGTGTGTTTAAGCAGCAGCTACAGAAACCTGCTAACAGGAACTCATGAGCAG
AAAGAAAAAACGAGGAGGAACATGAGAACGTGCAAGTGTAGGGTTACGACAGAGAACATG
AAGTCTCAGCCACAGATGAACGACCTTCTGCATGAAATATTAGAACTCTGCTAAAGTCTT
TACATTAGCTGCTCCTTGGTAACAATCAGTGACAGCGCAGCCGTGTGTTTCCAGGAGGAA
TAACGTATGGATGATAAAAGCTTAAAAGCTCAGAAACCTTTGATTAAGAATGCAGGCTGG
TATGTGGAGACTGTTACATTCTATGGGCTCAGTCAAAGCTAAGATGATGAAGGCCCAGAG
TCTTCATGTACAAGAGTTTTAGGTATTTAGCCAACAGAGAACAAGGCAAAAGTCAAGGTC
CCCTCGTGCCGAATTCGGCACGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGNCTCGTGC
>CL11311Contig1
GGGGCTCGAATTGTCGACTTGTTTGTTGAAGAACCTTTTGAAAGTTTGTTTGCGTAGTTA
TTCCTTTCACAGATAAGCTAATGCCAGTTTATTTTGGAGGAATACTTTTTTTTATGCCGA
AGACTTTTCAAAAATCGAGCTAGCCACTGAGCTAACGAAAGCATCATACGCAGTAGTGGG
CCGCTGTTTTGCTAGCAAGCGCCGATGCCTCAAGAAGGGGAGCAGCCTCTTCCCCTCATT
CGGTCTTTAAACAGTCGCGTCCCCGTCAGCGCTGTGTTCTGTAACCGCACGCCGTATGTC
GTGAGGCCGCTATGGATCGACTACAGCGGAGTTCCTCAGGCATACGAGGATCTGAAGCCT



GGATCCGGGCGACGAATGACCACCTACGTAGGTCATCCCTGGTTGTTCAGAGATGCAGTA
ACAGATGAGCCTTTAAAGGTGAACGGAAAAGAGTTCTTTCTTCCTAAACCAGCAGAGAAT
GGAGATGTGTCTGTTATCATCACTTTACCAGTCGACAGCCTCAAGGATCGAGCTCTTCAC
GTCATCCGATGTCTGGTACAGCCAGAGGACTACAGGAAGCTGGAAATAGCTCGCTGTCTC
CACGAGGAGCTGGAAGATCAGCCGAACGTGTTGAAAGACCTCCAGCACATTAACAGGCTT
GTCGAGCGACGTATGCAAGAG
>CL11312Contig1
ATTTGAACAGGCACTTTGGTAAATGTCGTAGAAAGGGCGACGGTTCCCTGTGTAGCAGAA
TACATCTATTACGTTACCTGAGACTAAAATACAACAAGGCACACTTCTCTGATTGAAAGA
AACATGACAAAAGATCATTCAGGGAAAGACTGTAGTGCATTTCTTCATCAGAGTGCTGGG
AAGCGAGAACAAGTGAAAGCTGGAATGTGTTTCTGAGGAGGTTTGATTCAGCATTCACCA
GTAAAACCTTTTTCTGGCAGTGCTGAACACCTGATCCCCAACACAGACCCCCCTTAGTTG
AAATCTCTGTCAGGCAGCACCAGCGGTGCCACCAGAGTCCACAGGTAGAGGGCCAGGCCG
ATCCAGCTGGAGCTGATCTTCACCCAGACGGCCGGCATGGCGGTCTGCATAGACTCGTAG
TCTGTGTTGGGCATGTACCAATTGGTGAGAGTCATCATGATGTAGAGTGAAGCCAGGAAG
AGGCTGAAGTGGAAGAAGGAGTAGCTGTAGGTCACCCCGTCCTCCTCGTTGTCCACGGCA
CGCCGGACTCCCTTCTCGTCTGTGGAATCCCCCGCATCCACGGTCAGACCCTCCCCCTCC
TCCGTCTGCATCAGCCGGTTGACCTGAGCGTTGTTGGAGGAGCGGATGCTGGCGTACAGG
GTGCAGAACAAGAAGATAATCAATCCCACGATGCCCTGAGCGTCCCACCACTGCGCTTTC
CCTGGGGCCTCAGTGGGAGCGGGTCCAGGTGGTGGAGTGGCACCAGGATGCTGGACCAGA
CTCAGCAGACTGGGGTTACACCGCTTATTGGGGTTGTTGGTCATGGCCGACCAGGTGACG
TACATGGTGTAGAGGGAGATGAGGGAGGCCTGCAGCAGACCGGATGTGGGCTGAGCCTCC
TGAACCTTTGGCAGGATTGACACGACGGATAGAGCGATGCAGAACAGAAGGTTGAGGCTG
ATGAAGACCTTGTGCTCAGTGCAGTCATCCGTTTGAGTGTAAAAGACGTAGAAAAGGACG
ACGGCGGTGAAGGCCAAGGCGTAGTGGATGAAAGTGAAAGACAGCAGAGCTCCAAACCAG
CACTTGCGGTTTCCGTTTTCGGCCCTCTCCAGCCCCCGGCCATAAGGCCCGGGTTAACGC
GCGCTCAACGTCCT
>CL11313Contig1
TGGCCCCCCGTAGGCGCCGGGAGAGGGTGATGAGTAAGGCATAGAGTTGGCATTGTTGGG
ATTGGGCCACGGTCGACCAGTTCCAGGGCCCATGTTTACTCCTGGCATGCCGGGGCCCAT
GCTGTTGTGTGGGGGCCTCATCCCACCACCGAAGCTCTGAGGGCCAGGCCCCATGGGCCC
CATGCCTCGGGGGCCACCCATCCTCTGCATTTGCCCCAAAGTCGGATGGCCTTGTCGTGT
CGGGTCCATGTTGGGTAACATGGGATGGGGACCCGGTCCTCCACCTGGGGGCTGGTTGGC
CATCCTCATGGGGGGGCCTCTTGGTCCTCCAGCAAAGCGAGGCGACATGAAGGACTGGAA
AAAGCCTGGCGGCATAGGCCCTCCTGGCATCCCCTCACCAGGGGGCATTCCTCCCATCAC
TGGGCTGGGGGCTGCTGCTGCGCTATAATCATGGAAGGCCTTTGCTTCACTGGAGTGGTC
ACATGTCTCCCTCCTCTCAGGTGCAGCACAATACAAGTCCCAGAAAACACACCACCAGGA
GTGGAGGAACCCCGGGGGTTCTCCAAGTGTTATGTTTTTCTCCCATCGGATCTCTGATAA
AAAGGTCTGTGCAGACTTCTGAGCTCCTATGTGCAACAAATACTCATAGACGTATAGAGC
CAACTTTTCTCGGGCCTGGCTGTCCGACGGCACCGGGGTGCCTTTGCCTTTGGGGAACAT
GGTCTGTCGGAGGGACGACGGCCGCCTTCGCTTTCTTTCTTTTTTTTCTCGTTA
>CL11314Contig1
AAACCCGGGCCTTATGGCCGGGGGCAGACTGGCGAGGAACTGAAGACTGATAAACAGACA
GCAGAGGATGTGAAGAACAGAGGAACAGAGCGGCATGAGAAGGCTGCTGATGACTGTCAA
TCACTTGATCTGAACCAATCAGGAGATAGAAGAATGGAGGGCTGATTGACAGGTGGGTGG
GACATCCAGCCTCTAATGACTGTGAAGGAAGCCTGCGCTTCGACTTAAAGAAATCCATCG
CTTGGTCAGGAGAGGCAGCCATGCTGGCATCTGTAAAAGGACACACAGGAAGCCAGAATC
TACTGCACTTCCTGTTGGGGATGCTCCTGGTGTGGCCTGAAGGGGGTGTTGTTACCCTGG
AGCTGCTTCCTTCTGCCTCACAAGTTCTGCTCAAATCAAACTCCAATTTTTCTGTGGTAT
GCTCAGGGTGGAGTCCGGTGTCATGGCTACTGCCTCAGCACTCTGACAACAGCAGTGTGC
CG
>CL11315Contig1
AATGGTTACGGGTGTGAGGAAAGCTGCGTTCAGGTCCTCTGTCCTCGCGCGGCAGAGGCG
TCCAGTTCACGTACGCCTGGACATCGTTTTGGGTGTGGCAGCACGTCGTAGTGTCTCCAG
AGTTCTATTATGGGAACTTTGGGGAAGAAGACACGTCATGTCAATCAAGTGGGCGGAGTC
TAAAATCAATCAATAGATAATTTATTGACCCGTGAGGGAAATAATCAGGGAAATTTGTCT
TGCTACAACATAAAGAACACAACAGAATAAACATGCACTGTAAGACAACACCCACAAAAA
TACCGACCAGAGGCTCTTGCTCTGGACCGTTTACCGTTTGTTCGGCAGTCTGATGGAACG
AGCGAGTTCTAACATCAGTTGTTTTTGTATTTGGCTGCTCTGAAGCGTCCTCCGGACGGT
AGTAGTTCAAAGTCAGAAAACTGAACATGAGATGGATCACTGATGAGCTAGACGTGTCAC
AGAACACTCACACATCTGCCGCGTGTACCTATGACCTTCACAGCTGTTTTCGCCATGTCG
CCAATCCTGTTTTTGTTGTGAGCAAACGGCCAAACCCGACACACAGACCGTAGCGGATAT
ACTTTCAAGCACAGATGAATGAAAGGTCCACATTATTTTGCTACTGACCCCAAAGAGCCT
CAGACGTGGGAAAAGGTGCATCCTTTGGTCCAGACGGGCACAGAGAGTCAGTCAGGTTAG



CAGCGTGTCCACATGTACACCCAGGTATTTCAATGATGGGGGCCGTGTGCTCTCACCTCC
CTGGGGGAGAATCTGACCGTTCTCCTGAACTCGAGGGTATTTTTTCTTATTTGTCCAGAG
ACAAT
>CL11316Contig1
CTCGCTGTGGAGGCGGATCCCAATCTCAGCTGTCAGAGTCTCTAGATTTCCCAGAATTCA
CCTGTGAGTAGCTTTAGTACCCGACGGAAGCAGTGCCAGCATGTGCCATGTCATTGTCAC
CTGCCGCTCCATGCTGTGGACCCTGCTGAGCATCGTGGCCGCCTTTGGCGAGCTCATCGC
CTTCATGAGCACGGACTGGCTGGTGGGATATCCCCGCACGCCCGATGCCGTTTTCGGCCC
CCATGGGGCCACCGCCGCAGGGGAAGCCTACAGGCCCACGTTGGGCATCTACGGCCGCTG
TATAAAACTGCCCCACATGCANCGGGGGATCCTGTGC
>CL11317Contig1
GCATTTTATTGATTTTTTTTTCTNTGACAAGTTGGAAACACTTTGCAAGCAGATTCCTAC
ATTTTGAAATGCTGCTGCTAGAAGAGTTGGCACAAGTAGAAATTCATTCAATCAACGGGA
ACAGGGACACACAGATAAAATGCCAAGCAGATTCAAGAACTTTCTGCAAATATGTTTAAG
AATGAAACAAAAATAGATTGAAAAACAGGCAAAATTTGAAATGTATATAAAAAAAGGATT
TCAAAAAAGTGTATAATGCTTTATAGGATTATGGAATAATCAAAAACTACTGAAAAACTG
CAATTCAAACCCTAACAAAATTAATAAACTAGATATGAATTCTCCCTAACATTAATATAA
AATAAAGAATAGTTACTCAAAGATTGAAAAAGATCATAATATGACACACACAAAAAGAAA
TAACACGAAATACAGGCCATTATGGGACGTTATCTGAGGCCCAACCAACTTTTAGTGAAC
TGTATATCACCTTTTAACAACTGGGCTCCGCCTAACATATAAGTTGAAAACACCACCATA
GAGGCTCGTCCATTCAAATACATCATGAACTGATCATTCTGCTAATGGCTAAAGTTATTT
TTTTGTAAAGTTTTCATAATAAAAGCCTTCTTATTCTGTCAATAAGCTTTCCTGTCTATC
TTCACATAAAAACGTGTCTCTTTTGCGCTCATAGGTCAGGATTTCTTTTAAATATAAAAC
ACATTCATGTAAGTATTGACAGAATATCATTCATTCTAAACCTCACTTGTGTGGAATTGT
GTTAAA
>CL11318Contig1
AAACGTATTTTAAAACAACATGGTAGCATCCGTGTCCATTGTCATTCGTACAAGTAGAAT
GTGGCATTGAAATTGGTTTTGTTTAGGGGGTTGGGGGGGGGGGGGGNACCT
>CL11319Contig1
TTTGCGCACAGAACTCAGTCGCAGCTGATGACGATCCGGAAAAAGAAAGTTGGAGGCAAC
AGCTGGTCGAGGATTCGGTCCGGATCTACATGGACCTTCCCGCTCCACAGAGGCTGCAGA
TGATGCAGAGAAAACCTGTCATTTGCCCCTGAAGGTAAAATGAGGGCGACCTGCGCAGTC
ATTATCACCTGATACCTGCGCAGGGAGGGAAGCGACTGGAGGCTACAGAGCAGAGGCCTC
AATGACGGGGGGAGAAATAGGAACTTCGGCTTATGTTGTGACTGAGGATGAGTGCTTCAA
GGAGGAAGAGGAAGAGGGACACATCAGAGATTCCCCCATCTCGCAGTTTGCCCCGATCCA
AACCTGAACCCTTACAATCAAAAAATCCACAGAAACCTGATTCTTCATCGTCCAGCTCTC
TGTCCCTAAAGAGTGACTGGTCCAAAGATGAAAACCCACATTTTAGTGCTGAACCTGAAC
CATCACCCTCAGAACATCTACAGAGACCTTATTCTTCATCATCCAGCAGTCTGTCCCTAA
AGAGCGACTGGTCCAAAGAGGAAAACCCGCATTTCAGTGCTGAACCCGAACCATCACTCT
CAAAAAATCCACAGACACCTGATTCTTCATCGTCCAGCTCTCTGTCCCTAAAGAGTTACT
GGTCCAAAGAGGAAAACCCGCATTTTAGTGCTGAACCTGGTCCCCCAAGTTCAGAAAAGA
GAGA
>CL11320Contig1
GTTCTCCTCCGTTCTGTTTCGGGACAGGACACCGTATGGACTTTGTAGTGGGAGTTTGTG
GCGCCGCTTCACTCTTAGAATAGACTCGAAGCCCCAAACATGCTGAAGAATAACGGCAAG
AAGGCGGCTGTGTCCGCAGCCTGCACGCTGGGGCTCTGCCTGCTGCTGCTCGCGCTCGTC
CTGCAGCATGAGCATCCGCGCGCTCAGGTGCCCGAGCAGGTGAGCCAGGAGGACGTCACC
GGCGCGCGCTCCGAGGAGCAGGCGCGGGCCGGGAGCGAGAAGAAAGGCTTCTCGGCGTAT
TTCAGCACACTGACCCGAGCCAGGAGGGAGGTGGCGAAGCCGGCGGGTTCCTCCAGCGCA
CCGCCGGCATCAGGGGACCCCCCTCCTGCTGAGGACATCAGCGTGGATGACGTCTTCATC
GCGGTGAAGACTACCAAGAAGTTCCACCAGTCCAGGTTGAAGCTGCTCCTGGACACGTGG
ATCTCTAGGAACGCACAGCAGACGTACGTTTTCACCGATGGAGAGGATGAGGAGCTGAAG
AAGAAAATTGGGGGTCATGCAGTCAACACCAACTGCTCCGCAGCTCACAGCCGGCAGGCC
CTGTCCTGCAAGATGGCGGTTGAATACGACAAATTCATCGAATCAGGAAAAAAGTGGTTC
TGCCATGTAGACGATGACAACTATGTGAACGTTCGGGCTCTGGTGAAGCATCTGTCTCAG
TACCAGCACACCC
>CL11321Contig1
TTTTTTTTTTAATTGATTGCCATGTGTAAACTCCAACACACGTGATCTTACAAGTCCTGC
TGAATGGAAAGTGGACTTGCTTTTCCCTGTGATAAACTGCTTCACGTTTGATGCATGACA
CGGCTGGTGATGTGGTTTTGTCTGGATCCCACACACGGTTTAGTGCCCTTGAAATACAAA
ATACCAACAGGTCTG
>CL11322Contig1
GCACGAGGCAAGACTTGAACAGTGAGATTCAAAAAAGATAGACATGAAAAGTCAGAGACA
GAGGTAAAGCTGCTCTCCCAAAAGTCTGAGGCAGTCCAAATTATAGGTTCAACTGTGGCC



TAAACAGTACACGAGTTGTAGAGACAAGGGTGTACTTGAATGGTCTATATGTGTGGTATG
TGTACTCGTGTTTATATAGCAGATTATAGAGTAGAACTAAAGCAAAGACTAAAGTAGATG
TAATGTAAATCCAGTATCAGACACCATCTGCCAATAAAAAGTTTGTATCTAATGTTTTTA
TTTGTACCTTTTCCTTCTGTTACTAGGTCATAAGTTAACAGGATTGTTAGCATGGGAGTA
ATTGGTGTGTTTGGATGAGCCCGTGAGTCCAGTGTGACTGCAGGGAAGTGACAGTGGAAC
CTCTTGTCTCGCTTGGGTCATTTTGATGTCTGGTTCTAATGACATCTCTNAAAAAAAAA
>CL11323Contig1
AATTTATTNGGCAAATGTACACAGCTGCATAAACAATCTTACAGCTCAAATATAGAAATT
TAACTTCCCTCATTAAACGTGGAACTTTCTTTTGAAATAAACTTAAAATCTGTAATGAAG
AGTGAAAACATTGATAAAAAACCCCAACATACACACCACACAGGCTCACATTTATAAAAC
CTTTCAAACAAGGAAAGCTGATCTGAAATTCAATTCAAATCTTTATGTTCGGTAAACCTT
AAAACTACATCATACCAATAAAAGTAAAGTCCTGTAAGGAGAAAAAACTTGTAATTCTTC
ATCTCCCCATGTCTTCCTCAGCTATTAAACAACCAGATTCCAGTTTACTACACTCCGTTC
TGGTTTTACAGCACCATACAATAAATGTTTTTGTTGTGCATGCAAGCAATGCCTTCTGTT
AAGTTGAGCATTTCACAAATCCATGTTACTTAAAGAAAAAAAACTGTTTTTCTTAATAGC
TTGTTTAAAAAAAATCTGAATTTTGACTTGAGAAAAATGGTTGTACAATGTCTTAAATGA
TAAGAAAAGACTATTCAATTACTTGGCTCCAAGCTTCTAAATGAATGAGGCAAATTTGTT
TGTCTAGTCTTTCAGGTGTAGTGTGGAAATGGAGCTGCTGCTGATACATCTGATAAGCCT
GTGGTGGGTGAGGTTTGAAA
>CL11324Contig1
ATTCGGCACGAGGCATGGGTTCAATGAAAGACTTGGCAGACAAACGCAAGACTCCCACGA
GCCTTGGTTTAGCTCCGCCTCCAGGAGAGACCACGGCCAGTTGCACTGGGACGCGCGGAC
AGACAGAGGCCATCGGAGGAGCTGTTCGGTAAAAACGGCGAGCAGGCAGACCAGTGGGCA
CCTGGGCTCCCTCTGCACAGGAGACGTGAAACGGAGGCGAAAGGCAGCCCCCCTCGGTTC
CACTGCCCCCCCAGGTGTCGTCGGGGAGAACGCTCCTCCCATTCCAGACACAAACATGGG
GAACCGCATGTTGCAGAGCATGGGATGGAACCCCGGCATGGGCCTCGGTCCGGAGGGAGG
CGGCATCACAGAGCCCGTCCGAGCTACTCAGAGACCCAAAAGGGCGGGTTTAGGTTTCAA
CTGACCTCCCCAGGACTCAACGCCACTCCTTCTCTTGGCCTGAACAAATCATCAAATAAG
AAAAGGACCCAAATCAAGTTCTCACAACGAGGATTTGAGGGTTTCCAGACACCATAAGAA
GAAAGACTTGGTGTTCCAAGAGCTTCTGATATCAAAGACAA
>CL11325Contig1
GCAGCTCATGAGCCAGCATCCGCTGCTATATTTTATTATTTAACTCCATTTTATCATCCA
GATAGAGAAAACGGTCAATTGCTTTAAATAAGGATACCAGTTTAATCTTAAACATTACTC
AATGCCAATGTAGACAGACAGAATTCAATTTAACCCTAACCACAGTAAATTCCAGAGCTC
TGTCTATAAGAAGCAGCTAAACACTTCCATGAACCTGGTAACAATAGATTTTCTGAGGGT
TACATAACAATTTTACCAGCTTTGCTAGCAGAAAAGTGAATGGAAAGGATGACTACTGTT
GACAGATTTGAACCTGAACAAAAAATAATCTCCACTTTGGGAAGAATGTAAAGCATGTGC
ATGAACAGCTGAGCAAAGTTTGTCAAGTCACTGCTAAAATTAATCTTATATATATCTACA
AAAAAGAATGAATGCAAATATTTTACTATCAATTTCATCTGGTCTAAAAAAAAAACAAAT
AATAAAGAAAACAAAATTCTGGGTAATCTCAAATTACTTTGCAACTAACAAGACTTGAAA
AGACATTTAACATTTGTGGAAACATTTTTGATATCTAAACAAAAGGTAAGTTAAAGCATT
TTTAAGTAAATAGAGAAAAAAAAAANCCTAANNGNGACNCTAANACTTTCCTTCAATNGC
AAATCACTTAAAAAACCNTTTTCNTGTAAAACAATCTGGGGACCTTTGATGCAAATGCAA
TCAAAACAAAAACTAGTCNCATTTGGCNCTACGGGGTTTTCTTGGCCATAT
>CL11326Contig1
GGAGTCAGGTTAATTACACAATTAATACATGATACAAATTATTTACATTTTTACCAAAGA
ATACTCCAAACATAAAATAAAAAATAGCATTGTATTCTACAACTCTGTGTTGTCATTTTA
TTTAAACATGTTCATATATAGATAGATATACGCTGATGAGTAAATTCATAATGTCGTACC
AGCAGTTTTCATAAAGGCATTAAACTTGAGTAGTCTGCATTTGAAGTAATACTGCTTCTC
TGATTCAGCACAGTTATGTTTCATATAAGGTTCCCACTTGAACTTTAAGGCAAAGTGTGT
TTTCGGTTTGGTGGATTTTAATTCACACACACTTTTTGCAGATATACAACGAAAGAAAAT
TTAAAGAAAAAGAAAATTTGAAAGGCAAAAAAGTCCACAATTTGGTATGGATACAGTCTG
AAACTTAGCTCAATCATACTTTTGTCAAGAAAGGACCAAAGTCTATAAACACAGTTATTT
TCCCAAGTAGAACAAATTGCAGCTTCCATGCAAAGGCCCCATAAACAAATGTTCATTCAC
GAAAAAAAAAAGAGAATAAGAACAAAAAACAAAGAGTAGTTATTGCAAGATAAACAAGCA
GNGTAAACNCCTCANATATCTACTCTAAAGCAACACTGGTCATTGGATAGATTTTTTTTC
TCAATATAATCTATATAAATACACATATGAAGTCCTTTCAACAACAATAAGCGATTTCCA
ACATCTGTAATACAGTCACTGACAGATTTGCCTACTTTGTATGATAAATGGATATGTCAT
AAGAAGTTTCATCTTGGATTTCCTCCAATAAAAAAAAAAAACA
>CL11327Contig1
TCTGGTGACAATGTTGTCAAAGCGTCTTGAAGAGGCAGAGATGCTCTGCCGCCTTGAAAA
GGTGCTTCAGGTGAGTCCAGTCCACTCCCACCTGGACCTCAGCAGGTCGCAGACCTGCAG
AGATCAACAAACACTAGAACTCACCCACTCAGGGAGCAAACACACCAATGAATGGTCAGT
AATATCATTTAAAAGGGAAATGCCAGTGGCTGGACATGCATGTTCAACACAAAGTCAAAT



CAGTAAGCTGGTATTTGTTTTAAAAAGTTAACACACAAGTCTTTAGAAATACTGGCCAGT
CTGAGCTTCTGTGGTTGTCCTGAATCTACTGTGCAGCAGACCGAACCGGTTTGTGTGACG
CCGAGTCGCCTAGATCTTCACAGTTCTTCACCTAACAGTCAATGTATGGAAACAGAGTGA
TATCAGCAATTTATATTCTCAGTCCTCTCAGTCACAGAGACCTTTTACAGAGCAACATGA
GAAATGCAGCCTAAAGGAACAGAACATCCGTCTGGGATTTCTCATCATACACAACAAACA
AAAGGTCATGTGACATGACTGCTAACTGTGCTAGCAGTTATTAATGCCTGATCACATTCA
CTTCCATTAGCAGGAATTCCTCAAACTGTCCGATCTGCGTTCAACGAGTGAACAAGAGGA
ATGTAAAAGGACATGATGGGCTGAACTCACCTGAAGCCTCCTGCCTACCTGTCCTGTTTG
AGTTTGCTTTCAAATCCTCCTGGGTGGGATCCACCACACGCTCCTCCATCCCAAGTGTGG
TCTTATTGAATTGGATTGGCGTTTTGGCTGTGGCTCCCACTGGATGTGCCCTGGAAACCC
CGGGTGTCACTACTTTGTGATGTCAGTGTGGCATGAGAAGAAGTCTGTCAGAACACAATG
ACATTTTTTATACTGAAATTAAGAATTGATACATTTTTGGTCTAAAAAATTATTTGAAAT
ATATTTTGAAAGTCCAGTAAAAGGCAATATGATTTATTTTTAAATGAAAAAAGAAACAAA
TATTTGACCTTTTAAGTTTCTCGTTTCTGTTTTTTTGTTTCCAGGAACTTTGTGTTTGTA
TTTCCTGAACTGCATTGTTGTTGCTGCTGCTTTGTCGATCAGCACTCTAGCATCACAGGA
GCTTCACCTACAGCTCCCTCTCTTAACTGTTACTGTTATTGAAATGATCCATCACAGTCA
TGCTCAGATGTTTTGTATTAGACAAAGCCA
>CL11328Contig1
AACCGCGTCTTAACTAAATAACAGATCTTTGTTGACTAGGAGAGGAAAAAACACAACAGC
CTGACGTGATTTGTCAGTGCAGAAGTGATCTTTTGGTCGTCATCCCTCACAGTCCTTTGC
TGCAGTCACCTTTGCAGGAAAAAGTTATGGATGTTGTGTGTCTGATCATGTGCTTGGCGC
TGACCGCTGGTGCGTGGATCGCCTCCGCGGAGAGACACAGCGTATACTGGAACAGCTCCA
ACGCAAACTTCCTGTGGGACGACTACACAGTGGAGGTGCACATCAACGACTACCTGGACA
TCATCTGTCCTCACTACACCCACGGAGAGGTGCCGTCCCATCAGGCCGAGCGCTACGTCC
TGTACATGGTGGAGAAGGAAGACTATGATGTGTGCAAACCTCACTCCTTCGATCAGCTCC
GCTGGGAGTGCTCGCGGCCCTTTGCCCCACACGTTCCAGAGAAATTCTCCGAAAAATTCC
AGCGCTTTACACCCTTCACCCTGGGAAAGGAGTTTAGACAGGGAGAGAGCTACTACTATA
TCTCTAAGCCAATGCATCACCACGGCGCAGATTGCCTGAAGCTCAGAGTGGATGTAGTTG
GACGCAAGGGCTTTTCAAAGACTTCCCTGGAAAAGTCCAAGGCAGACAAGACAGACAAAA
GCTTAGATGAAGAAAATATA
>CL11329Contig1
CGAGGCTGAGGACTAACAAACGTGTGTGCGCACACACACGCACAAGCAAACACAAACAAC
TCTTCAGAGTAATATGAGCCAGAACTGTACGGGACTTTTACAGATTTGATTACTTGAAAG
AGATTTTTTGTGAATTCGTTTTGTAGTCTTTCATCAAGTTGACCAATAAAGTGAGAATCT
GACCTGAAAAAAAAAA
>CL11330Contig1
TGAACTGTTTTATTAGCCAGTTCGGAACGATGTACAGCTGTTGGTTTTCTAGCATCCACA
AGAAAGCAACAACCAAAAAAAGAGAGTTACAAAACAGACAGTGCAAGTGTTTTAAATCAA
GCAAAGTAAGAGAGTGGCAGGAAATAAGCACAATAGACTTCATGTCGTTGGTGTAATTTA
GAGGAATACTTTATAACTTTATAGTACCCACAATAATTACTGAGATATTAAGGAGAAGCA
GTTTGCTGACAATTAAATGCAATAACAGAAACCTTCTTCTCTCCTGGTTAGAGAACTGTG
TGCTGGCAGATTCATAATCTAGGTTCTTCAGTTGCTGTGTTTATGGTTGTCAGCAGAGGG
GGAAAAATGTAAATCTCCTCGGCTTATAAAACATCCTCCTGGAATAATAAATTACCTTTA
GGATTTGTCTTTTTTTTTCCCTCCTCGGTAGTGTGCTGCTGAATGTGCGACTGACTAAAA
TCCTTGTCAGCGATTGTAGGCAGAGACTGTTAATCCGTGAAAATAAACACTGCCTTCCAA
TTTGTGTGTAGCTCTTCGTTTACTTCCAACAGAAGAGTGCAGCTTGTTCACCGAAAAGCA
CAGAATCGCTGAAAGTGATGATGATGACGATCACTTTTAACTGTTCAAACATGCAAGTTA
ATACAACACAACAGCCTGCAGACAATTGTTGACAAGGACACAAGCTACAACTGTG
>CL11331Contig1
GTGCCCGGCTCCTCCGCTGTCTCGGTGTTGTGTGTCAGGGGGGCCAGTCATGTGCTGGTG
GGTTAGAGCTCAGTGGGAAGTCGGCCGCTGTCACTTCTGATTCATGGAGTCAGCCTGGAC
TTAAGCAAAGAGCGGTTTTTTTTTCTGACCTAATCCACGCAATTTAAAGACTTATGTGTG
CTTGCACAGAATGGACATCCTGAAAACTTTGTTCTTCATCTTTGAGGCTGTTTTCCTGGC
TGACTGTTTCANAGGGCCTCCTCGGGTGTCTGGAAAAGTAGCTTACAGGCAGACGGCACG
GTTGGGCAGTGCCATCAAAATGCCATGCCCTGTTGAAGGAGACCCCCCACCTCTCATTAT
GTGGACCAAAGACGACCGTAACATCCACAGTGGCTGGATTCGTTTCCGTATCCTCCGCAT
GGGCCTGAAGATCAAAGAGGTGGAAGCAGATGATGCAGGGACCTACATCTGCAAAGCAAC
GAATGGCTTTGGAAGTGTTAACATCAATTACACCCTCATTGTCATTGATGACCCAGGTTC
TGATAAGACTGGAAAACCTGAGGGAGCAAAATCAGAGCTCAGCATTGAAAAATTTGTGCG
TCCTCGCTTCTCACAGCCAACAAAGATGAGGAAGCGAGTGATCGCTCGTCCCGTGGGAAG
CTCGGTGCGGCTCAAGTGCGCAGCCAGTGGAAATCCTCGACCAGACATCATTTGGCTAAA
GGACGACAGACCCCTGACCGAGCAAGAGGTGGGCGAGGGCCGTCAGAAGAAATGGACGCT
GAGCCTCAGGAACCTGATGCCACAGCACAGT
>CL11332Contig1



CAGATTCATATGTGCTTTAATAAAAAGCCTTCTCTCCCATCCGATCATGATGGCCACCTG
CAGACTGACAGACAGACGCTTTTTTAAATTATTAGTCCCCCTACCCCCATTGATTTTATC
ATTGACTGTCTAGGGTGGTGTTTTTAAACCAGTGGGCTGCAGTACACTAATATACCATGA
GAAAGGGAAGTGATTCAATATCACCTAATTGGTCTAAAAAACATTTAACATTGCCAGGAT
ATCAGCTCTGTGTTCATCCAAACAGGACCAGGTGACACAGAGTAGTTAGATATATGAAAG
GTCAAAAATATTTTTTTCTATGTTTATTTGATTCCTATTCAAGAGACTTAAATAAAAACA
ACTGTACCGCGGTTTTGCCGCAACTTTGGCCAGTCGCTGTCATTTTGGGTAAGGTTTGAC
ACTTTAAGCTGTCTACACCAATCCCTCTTGGAGGCTTGATCAATATACCTCATCAATCTA
ACCAATCAGACATAGCTAACATCCTCACTTCCTTGTACCGACATAGTTCGTAAAGTCTCT
CAGTTCCAACAAAAATAACAGCGAAAAATTGTGTTTGGTGGTGTAGTTTTCCGCGGGATC
TGGTGTCAGACGGTGTAAAAAATGCAAAAAATAATCAGGCTCAGAGATGTGGGTGTCTCC
CATTGACTGTACATGAGGACTGGACTGAGTGATCCTTGCTTTGTCCCATCGAACCGCATG
GATTGTTCATTTTAAATTCAGCAAAATCCCATAACTTCTAGCTTATCAGAGTTGACATCG
ACTCCTTTGTTTGCTTAGGAAAAGGAAATGTTTTTTCNGTTTGTTCCATTTGTTTTTGTT
GGCCAACTTTCAGAGACCCAGCTCAGAACTTTCCTGATTCTTTCCACCCGACCTCACCAA
AATCAGAAACTGAAAATGGGAAAAATGATTACCACCCTCACTGAGCATCCTAATATGAAT
CCACTCAAGATAATTTCACTTAATTTTCGGTTGAGAATATTGTAG
>CL11333Contig1
GGGTTTGAAGTTGCAGCTGTTTTTCTTAAAAAATTGCGATACATTTCAATTATTTTCAAC
TAAAGGCTGCAGGAATATTTGCAAACTGTTCTAACAGACTGGTCGATATCTTCATTTGTT
TTTCTTCATGACAGTTAACAATAGCACAGTAACAGATCGCATTAACCCAATGAATCATGG
GAGATGTAGTGAAAAAAATGGTGGTGCTGATGCCAGACTCGCATCTTTACGCTTCATTCT
AACTCTGGCTTCTGTGAAGCTTCACCGTGATACAGTCTTTCTTATTAAAAGTGCCTATCA
AAGAAACGTCTTTTTATGATCTTTCTTATTTCTGTGAAATCTGGTTCCATTTTGATTAAC
GCAGCGTGGATATCCTGGAAATGGGAAAGGCTTTTTTTAGACCAATTAGGTCAAATTGCA
CACTAGTGCACCCAGGCCCACTGGTTGAAAAACACTGCTGTAGCGTGACTAAACATGGCC
TAACTTTTGCAAGCATGATATAATGCTGCAAACTTTAAAAAAAAAA
>CL11334Contig1
GAGACAGAGAACGAGTCTATTGGATTCAACGACAACAGGATGGCGCAGCAGGCGGTGCGG
TTTCGCAGCCCTGCTCCTGCCCAAGCTCCTACCCCTCCGCCAGCCCAAACACAAGTGTTG
CGAGGCCCTCCACCGCTGCTCCGGCCTCCGCCGCCTCCTTTTGGGATGTTGAGAGGACCG
CCACCTCGACCTCCATTTGCACGACCTCCTTTTGACCCCAACATGCCACCCATCCCACCC
CCAGGAGGCATGCCACCACCTATTGGACCTCCTCATCTACAGAGACCTCCATTCCTTCCT
CCTCCCATTGGCAACCTGCCCCCTCCTCCAGGAATGCTGTTTCCTCCTGGGATGCCCCCT
GTTCCTTCATCCGGCAACCCCGCCCTCAACCCTACAGAGGAGATTTGGGTAGAAAACAAA
GCGTCAGAGGGAAAGATATACTACTATAATGCCCGGACCAGAGAGTCGTCATGGAGTAAA
CCAGAGGGAGTGAAGATCATCCAGCAGTCTGAGCTCAATCCTCTTCTGGGAGCGGGGGCT
GCAGGCTCAGGTGCAAATGTGGGGGTGACTGCTGTTTCAAGCAGTGGCAACACTACAGTC
AGCACAGCAGCAGCAGCCTCCCCCACACAGGCCCCAACCTCCACTCCCTCCCAGACGCTC
ACCTCCAGTCCGGACTCCATCACCAGTCCTTCCCCG
>CL11335Contig1
GTCACATATTAATATTTCCATCCATCCAGCCAGCCAGCTTCTTCCTCTGATTGGGTCGCG
GGGCAGCAGTCTAAGCAAAGATGCCAAGACTTCCCTCGCCTTGGCCACTTCCTCCAGCTT
CTCTGGGGAGGACCCCAAGGCGTGTTCAGGCCATCCGAAAGACGTGTTCCCGGGGCCTTC
GCCCAGTGGGACATGCCTGGAACACCCCCGAGCTCGCTCCTGGTTACCGAGCTTCTCACC
CTATTTTCTAAGGGAGCGCCGAGCCACCTTTACTTCCAAGGCAAGAGCCAGAATCCCAGC
AGCAATCGGAGCAGCACTGGAAGTTCCTGGAAAGTGGGTCACACAGCCATCACCTGTGGT
GGTCACAGTTACCAGAGGCTGATAGTCTCCATAGCCACTGCCTGTTGGAGTGACAGCCAT
CACTCCTGCACATGGTTCACCGAAAAAGGCGGGCTTTCCACTCTGAGTGATAGCTCCGAT
GGAAATGGTGTATATGGAGTTGATGTAACCGTCTGCACCACAGTGGTCGTCATACATTCC
CCCATTGCCTGCAGCCCAGACAAAGATGCTGCCCTTCCCAAACCGGCCCTTGCGAGTTCC
TAGCCGCAGGGCTTGCTCTGTCAAGTAGTGAGGGCCATCCATCTCCGCCCCCGTTGTCCC
TCGGGCCCCAGCTGCA
>CL11336Contig1
TTTGATCAGTGTGTACACATAAGCTTCAAGCACTGAAGTCTATTCAAACACGATTTTGTC
CACAGTGCATTCAAGTTAATTCCAAATATTAAACTTGTTTCTCCTCATTATTTCCATTAG
TGGTATATTTTTTTTCAATCTGTACACTAAGGCAAGCTCATTAAGTGCAGATACACCACT
ACATGAAAAATAAGCATCTCTAATCCAACTTGAAAAATGTTTAATATGTACAGGAAGTGA
GGAAGTATGTACAAAGTTCTCCTCTCTGCTGTCTCAAACAGCTCAACACCTCAGGGTTTG
TTTGTTTTTGTTTTTTTTCTTCCTATCTGTGGTATGAGCTGCCGCCACGCAAAAGCACAG
TCTTGGGTTCAAGTCTCTGACTTGATCCTCTGAATGTAGAACTAGACTGTTCTTTAAAAA
GTATCCTCTCACATTAAATTTCTTTTGTTAGAACATAATTTCAGGGGTTTTTTTTAAGCT
GACCCCTGGGATCAAAATAATGTCATTTTTGGTCCCAATTGGAAAACGCACGTTCAAGTC
TGTCCCTCAGTTCAAAAATCAGGGTGATCGAATAAAGTTGACCTATGTCCAAAGCTGAAC



CAGAAAGTGCCTGGTTTCCTGGATCTTATACCTGCAGACGTGTCAGAAAACGCTCTGTGT
GTCCGCTTCTTACTCTGACAAACAGTATAAATAGAATAAAGGCGTCACCAGTTAGCATCT
ACAGACTTTCTGGTATTAAAAATCTATGACATTGTATAAACAC
>CL11337Contig1
TTTGACGTTTAAATACACAAACACAGCAGAACACGGTGAGACCATCCAACTCCGGCGCCA
CTTTACTGTTGAGGAGCTCCTGACAGGTTCATGTCAGGTCAGGAGAGCGTCAGTGTTCTG
CATCTTCATCCAACTGAGCAGCCGCAGCCGAGCAGCCGATTGCACATACAGGAAATAAAG
CCTTTTTTGTGGGATTTCAGCCGGGCGGTTTTGCTTTTTAGGTTTTATTTTGCTCTCTGT
TTTTCTGATTAACTGGGTTCAAATCCACCCCCACCCCCCCCAGACTGACAACAACAACCG
ATGAAGAGGAGAAGCTGGAGGAGGGCCAAAGGGGGAACGGGGTTTTACCGGGTGACAGCT
ATACGTTACCTGCTAAAGAGTCCTCAGTCTTTTCACAGATAGAGTAATACAGAGGCTGCA
CGTTCTCCGCCGGGTTCTCCAAGCTGGATGGGGGATGCGGGCCTCCCCCCGAGACCTCCG
CTGCATCTCCGTCCTGCTTCCTGCACTCCATGTACTGCTGCTCGGTCGGGGGCTCCTTCG
CCTCCTCGGAGAGCTCCTCCAGCGAGAAGATGCCGGGGCTCCTNCACGCAGCTCTCCCCG
GTCGACTGGGCGTTGGAGTTTGAANGCGTGGTCGCGGAGTCGAACCCGTACGACGCCAAC
G
>CL11338Contig1
TTTTTTNTNNGGGGGGAGACACCTTATTTTTATTACGGTTCTCCGTCACACTCTCCCGCT
TTTCGCTCACACCCCCAAGCAACACAACACAAGCAAAGAAATAAATGGCCTCTAGCCTGT
TCCAGAGCAACGGTGTCCCGCTTCATTAAATAACAGCGGTTTCCGACTACGGTCTGAGGC
TGAAAGGTAACACGCTGACAGCAAAATCAGCACACAAAAAGCACCTTAATAAGTCATGTG
ATCTCAGTTGGTGGTGTCCTGAGTTGACATCACTGACGTACGACTCGCATTTACTGGGGA
ATATCTGATTTGTCTGCTTACATGGCACACGCTAATGCACGTATCCGATTTGTTTCTGAT
TTATTTCCACATATGAGAGAGGCCTGTATCCGATCTGAGAAAATCAGAATCCATGCGCTT
TTGTCCTGCTTGCACGTTCACCAATCATCTCCGATATCCACTTGAACTTGTTAGCAGATT
GCCTCTCAAGCAGACTGATGCCTTCAAGCACATTGGTG
>CL11339Contig1
AACAGCATGCCAGAAACTTGCTCCAACACGCCCAAACCTGGATGTTCCTGCTTCTCTGGG
TGAGTGTGGGAAGTGTTCAGAGGATGATGGCGGAGGGCATGCCACGTCCTGACAATCTGC
CATGCTCTGTAATAAACCTGCTTCCTGTGGATCCCACAGTGGAGCACGTCGGGTCAAAAA
CCTGACATTGTTACTGCCCTTAGCAACATTTCCAAACAGCAAGGACTAATTCTAACCTCA
TAACAGCAATATGCCACATACAGAATATTAGTGTGAAGCACTGCAGTCATCCTGTTGGAG
GTTTAAACTGCCAGCTGTTAGGAGGAATCCTGCAGATCATGTCTGTAAATCTCAGCTTTT
CTAGCTCCTTCAATGCTTCTGATGCTTTGATCTCGTTCTACTTTTCAAAATAAAAGTACC
TGAGCTGCAGCCTCTCTCCCATTAGATCAGTGTCTCCAGCTACTTTAAAGCTTTTTTTTT
TTCATTTTATGAAGGTGAGTGTCAGGATGACTCAGGAGCACAGAGACCTGCAAATTAAAT
CTTTACATCCGCTTGATAACAATTTGTCACAGGATGACTTCATTAGGCAAGGCAAGGCAA
GGCAAGTTTATTTGTATAGCACAATTCGTACACAAAGTAATTCAAGGTGCTTCACAAAAT
AGAAAAATGCATTA
>CL11340Contig1
TTTTTTTTTTGTAAATTCAGTTTTTAATCAACATTTGGAAACATATTGGACAAATGAACG
ACTTGCTTTTGCCTTAAACTAAATGTGGCTTTTCGGTTAAATCATTTCAGAAATCACATT
TTAATTTTTTCCCCACTGAAATAAAAACGTTTTTTTTTAAAGACAGACACAGAAAGAGCA
GAATTTCAGAGAGCAAAGTAACATCTCAAATGGGTTATAACTGACAGCGTGACGACAGTA
AGCTTCTTATTTGAAACTTTAGTCATTACGCTGTCAGTTATAACCCATTTCAGAGAGCAA
AGTAACATCT
>CL11341Contig1
CGGCACGAGGCTTCTCTGTAAGAGGGCTGCCTCTTCAGCTAACACCTCTTCACCACGACA
CCTCTCCATGTCTCCACTTCCACCGTCCTCCCCACCTCCNGATTTCAACCAGTGTGTGAC
GGGCTCTTCGCCCTTCCTGTCGCTCCCATTCCCCAGCCACCTGCTGGTCCACCAGCAGAA
CTCTGAGAACACGGTCACAGAGAAGAACAAAATAGTTGCTGCAGTGGAAGAGGCAAACTT
CCTACAGATGAGCTATTACTCCCCTGAATGGCAGAGTGCTCAAAATGGTCAGATCCAGGA
TGGCGTTTACTTGAAGTCTGACTCTNAATGCTACAGCCCTGAAAGCAGGGACAACAACTG
CCTTCAGATCCAGAACTGCAGCCCAGACGGGCTGCTGGTGAAGGACAAACGGCGCTTCAG
CAAAGCCAGTGGCACGAGCAGCCGAACTAGAGCCGATGATCTCTCTGTTTAGAGATGAAA
CACAGATGAATTTTTACATGAGTTACACATAAGAATGCACAGACTTATTTTAAGCTGCTT
GCAAAACTTTCAGATCCTTCTTGACAGAAAGGGATACTCTTGTTTTTGCAGCCACAATTG
ATGGACTGAGAGAATCTCTGTTGTTGTACATCTAGAAATGCCCTTAACAAAGTTTTACAT
TTGAACAAAGTCAATAGGCCCACTATCCTGCATGGATACTGACTGAAGAGACGACGCTCC
CAGTTNATAGCCACTCCAGAAGATTAAACACGAGCCAAGATGAATAAAATCTCCAAACCA
ACATTCTCACCCGGGTCATGAAACAGACAGGAGTGATTTAAAACATTAAAGTCCTAACAA
GATGTGCGTTTTTTACCTTAACACTCAGCAATCACAATCAGTGTTGCTGGATAGCTCAGT
TGACTCAGTGTAGGATCCCCAGAACCTGCAACAAGCTGAAAACCTAGGCCCCATTTAGGT
CCCATAAATTACTGGTGTACATGTCTGATGTCTGTCACTCACAGTCTGCATCTTTTTCCA



AGGATCTATGGATATCATAATAGTTTCAAACATCTCTGCATTTGGGTGGAGTCTGAAGCA
TCACTGCTAGAACCTGGATGGAAACAGAAGTGAAGTCTTCCTCTTTTTTTAATGCTTTCT
ATAAAAGGAAACTATGAATTGGAAGAGTGAATTTTCTGTTGTCAGAATCATGAAACACTT
GTGGTTTTAACTACTTCTGCATGTTTTTCACAAACGGATTATTTAGAGGACAACTGGATC
ATTTTCCACACG
>CL11342Contig1
GCAATCACATAATTAAAGTCTTCATCATCATTCTGCAGCACGCTCTCTATAGCATGGACT
CCTCGAAGGAGGTTCAGCCCGCCACAGAGGACGCTCAGCACGCAAGATATGACGCCTGGG
AGACACACGGGTTCCAACATCTGTGTGGGAGCTATGCCTTTGTACTTTGACGGCGTGTGC
ACAGAGAATCCATTGATAGCCTGCAGATCGTCGAGGGAAAGCTGATAGGGCGGCCGCAGC
TTAATCTCTGTCTGCATGTCAGCCAGGTTGATCTTTGTAGACAAGGAACGAGGATTGTTG
TAGCGCTGCTTGGTCTTCTGGATGAAAGTGTCAAATTCAATGAAGGAGTATGGCCGCACG
GCGCTGCTGATACGTTTGGGGTCATAGGTGACGATGAACTCCTTCTGTAGCTCGTCCAGG
AAGCAGAATGCCAGCACGTTTGGGTAATTCGCAGTGCACACCATCAGATATCCAACACCC
AGAGAGCTGGTGAAATTTACATTATATGGTCCAGACTTAAGTGTACAGCGGTCAGGGAAC
TGGTTGAGCTTCCTTGAAAGCCCTTTGAGGTGTCTCTTTGTCTCCTGAAGCTCTTTCTCC
ATCTCATAATCAGTTGATGCTGAGAGAGGAAGACCATCTCCAACTCGGACCACCGAAGCA
AACAACACCATCGACATGTTAGAGCTTTGGATGTCTCACTGCAGATCTGGAGAAAAAATG
TAACATCATGCGGACATCTAACAACGTGCAGCTTTAAAATACTCCAGTTCCTCTGTTCTG
TTTACGTGGCTCTGTCGCTGTGCATTGTGCCCCGGCCATA
>CL11343Contig1
ATGTTTTTTTTTTTTTTTTTTTTTTTTTTTTGGATGGTTGAAGCTGCAACACCAGGAAGT
CTTTAATTCATAGTTCCAGACATTCAACAAATGCTTAAGCACGGAGTCACACATGTGCCA
CGCAGGTGGGCGGAGCCGTGAAGGAATTCAAATGCCTTTCAGGTGTTGCACAACCAGGAG
ATCCTGGAGGCCTACTGGCCGTAACCTCCCTGTTTGCTCGCCAGTTTCCCGATCAGCTGC
CAGAACTCGGAGAACGTCAGCTCCCCGTCGTTGTTCTCGTCTATGGAGCTCATGAGCTGG
TCGATCACTCCGGGGTCGCTGGCGTTCTTCACCAAGTTTGGAAGCTGAGAAGCCACCAGC
TGCTGGAACTCGTCTTTGCTCAGCGTGCTGGAGCATCCTTCACTCCCAGCATGCACCTGG
AACTGGCTGACTATGGTGGTGATGGCTGCCTCCATGCTGCTTCACGCTGCAAAGAAAACG
ATCAAACAGAAAGTCGGAGTCTGACGAGGAACCAGAAGCTGTTCTACTAGCTCTGCTTCC
AGCAGGTGTCTGAAGCCTCGTCTCCCCCGGCCATAAGGCCCGGGTTAA
>CL11344Contig1
CTACTTCCTGTGTAACAAACTCTGTTGTTTGGTGTTTTCCACCCTCTGCAGGTCAGAGGA
GTGGCAGCGACTGAGTCGGGCTGAGAGGGACAAAATGGGGCTCATTGTTCGAGATGTTGG
GGAGTTCTGGTAATGTTCCTCTTTAAAAAATTCTTTATCCAATAAACAAGCTTTCAGAAA
AATTGTTTTTCTTCACCTTTCGGGACATCCCTTCGATGGTCGCCACGACGAATCATCTTT
CACTGATTCGCATAGGTGGTTTTGGCTGAGATTTTTGCCCTTTTTGACACAACCCTGTAT
TTTATCCGGGCTGGGGACCGGCACGGGGAACCAGACTTGGGCCCCCTTGTGGCTATACAA
GCTGCTACTTTTTCCCCCCACTCAGGATGGAATTCCAGGACTTCTGCCGGTACTTCACGG
ATCTGGTGGTGTGCCAACTGGTGGACAGAGCTCTGCTGTGGCCCAGGTCGCACTGGAGGG
AAACACACTGCTATGGAGAATGGGCTCCTGCCCCCGCCACCGCTGAAGCACCTCTGTCCA
CCATCAACCAGAGTGACGCGGCTCTGATCCCGGTTGAAAATGACTTCAAAGACGGCAGGA
CCAAGCAGGAGAAGAACCGAGAAGAAGCTCGACTTGGTGAGAAAGACGACAGGAAAAAGG
GGAAATATGACTCAGATAAAAACAGGAATAACATCAGAAGGGAAAATGTTGGAGGATTTC
TGGAAGTCACTAAGATGAGTCGATGTGGAGGATGCATCAACCACAGAGACACGNTTTTTA
CAGAATCCTCAGTTCATGTTTGAGATCCGAGGCAAAGAGGAGGAGGTGCTGATCTGTCTG
CAGCAGGAGGACAGGAGGATGTGGAGGAAATGTGGAGGAGGAGAAAACCTCCCTATTGGC
TTTGAAGTTCTGAAGGTGGAGGTGAACCGCTGCAGCCGGGTGCAGTGTGTGTTGGAGCAA
GCAGCCAGCTCCATCTACATGGACTCCCGCAGCGTGACTTGGAGGGGAACGTTGGCTCCT
GGGCGCTTTGTCGTCCTGCCCACCACCTTCCTGCCGGGAACCACCGGACACTTCCTGCTG
CGCCTTTTCACACACTCCCATGTCAAACTCTGGGAGCTGAGGGAAGAGCTGCCTCCTCCC
TCTCTGTTGCAGTGTTTGCTGCCTCAACCCTCGGTGGTGACCACAGTCCATCTCCGCCGG
GCATCGGGGCTCAGCCCTCCCAAACAGACAGCGCCTCATGTTTATGCTGTTGTGCGCTGT
GAAAGCGAAGCAGTCAGGACGCGACTGTTCCAAGAGGAGGGGAACCCTGAGTTCAACCTC
AGAGCCATCTTCTACAGAAGATACCCAGACGCATACATCTCTGTGGAGTTATGGTGCAAA
GGTCTGGTGTGGGACTCTCTGCTCGGAGAGGCTCACCTCCACACCTGTGAGTCAGAGAAG
AGCCGAAACCATGTGATTGATCTGCGCCACCGCCGTCCTCGCTCGGGGTTCATAGGTCGC
ATCTACGTCGAGACGTCTTCCAGCATCTGTCTCACAGATTTATGACAGCATCCATGTTGT
CGGCATGGCAACTTCTGTTTTCACAACCAAGACCTGACGGAGACACACTTGATGGCACAG
TTGTATTTTTCATACAAACCAATTGATTTTGTATGAATGTAT
>CL11345Contig1
ATTCGGCACGAGGGCTGACCAGGNCGCCGCAGNATCCTGGTAATAACAACAACAACAATA
AACCTGAAGCCTCGGAGGGAACTATTATCAAGGTCACAGTGAAAACTCCTAAAGACAAAG
AGGAAATCGCCATCGCAGAAGATGCTTCTGTTACTCAGTTTAAAGAAGAGATCTCAAAGC



GGTTTAAAGCCAAACAGGATCAGTTGGTTCTCATTTTTGCCGGCAAGATATTGAAGGATG
GGGACAGCCTGAGTCAGCACGGCATCAAAGACGGCCTGACGGTCCACCTAGTCATAAAGA
CGGCACACAAGTCAGCTGATGGCGGTAGCACCTCCGCCTCCAGCTCAGCCTCCGCTCAGG
CGGGAAGTAGCTCCTCCTCTGGTCCCAGCGCCAACCCCACGTCTACAGCAGGCTCCAACA
GCTCTGCAGCACCAACCGCACAGCCTCCCAACGTACTGAGTGGCTTCGGGGACCTGGCCA
GCCTAGCCGGACTGGGCATGGGCTCGGCCAACTTCATGGAGCTGCAGCAGCAGATGCAGC
GGCAGCTCATGTCCAACCCAGAAATGCTTTCTCAGATCATGGAGAATCCGCTGGTGCAGA
ACATGATGTCCAACCCCGATCTGATGAGACAGATGATCATGGCCA
>CL11346Contig1
GACTCGGACACCCAGTTTGTGTCGGTCGGGGTCAAACACATCAAATTCTGGACTTTGGTT
GGTGGCTCGCTTATGTACAAGAAGGGTGTGATCGGCTCGGTGGAGGACAGTCGGGTTCAG
ACCATGCTGTCCGTGGCGTTTGGCGCTAACAACCTGACGTTCAGTGGCGCCATCAATGGA
GATGTTTACGTTTGGAGAGAGCACTTCCTGGTGCGGGTGGTGGCAAAAGCACACAGTGGC
CCCATCTTTACCATGTACACCACCCTGAGGGATGGGCTGATCGTCACCGGCGGGAAGGAA
CGACCGACCAAGGAGGGAGGAGCTGTGAAGCTCTGGGACCAGGAGATGAAACGCTGCAGA
GCCTTTCAGCTGGAGACGGGTCAGCCAGTTGAGAATGTCCGCTCTGTCTGCAGAGGAAAG
GGTAAAATCCTGGTGGGAACCAAAGACGGAGAGATCATTGAGGTTGGAGAGAAGAACGCT
GCCTCCAACACCATGATCAATGGACACACTCACGGGGGGATCTGGGGTTTGGCTTCTCAC
CCTTTCAAAGATGTCTTCATCTCTGCTGGTGATGATGGGACCATCCGGATATGGGACCTG
GTTGATAAGAAACTGCTAAACAAGGTCAGTTTAGGTCATCCTGCTAAGTGCACATCCTAC
AGTCCCAACGGGAGAGATGGTGTCCATCGGCATGGAGACCGGAGAGTNCATTGTCCTGCT
GGTCACTCTCTGACCATT
>CL11347Contig1
TGTTTTTATTGACGTAGAAATGTGTNCTCGTCTGTCTGCCGCCCCAGNAATGCCAAAGGA
AAAGGCGGTCATGATCCTGTGAGCTCCATAAGTCTGCACAGNAATCCTCCTCTGTCCAAA
GCGGANCCTGCAGCGCCCTCTGCTGCCTGCTGCTCAGCCCTTTCAGGGCTGCATCGTCCT
TTATCAGCGCCCAGTCGCGGTCCTCGCCGCCCCCGTAGGACTGAAGCGTCAGCCGGGCAG
CCTCGTGAATCAGTCGCTTCCACGACGGCTTCAATCCAGGAAGGCCGTCGTTGGAGAAGG
CCTGAGAAATCTGCTCCTCGTCCTCGTCGTCTTCCTCCCAGCCTTCGTTGTCTTTGAAAT
CCGAAAACTCTTCCTCAGACATACAGAAAACCTTGAGAGCGGTGTGCAGCTCTGAGTCTG
TCAGA
>CL11348Contig1
TTTTTTTTTTAAATGAAAGATCGATTCATTCCATAAACGATTCTGAACCGGTTCTGCAGC
CGTGGATGAACACTCTGGCATTGATTTAAATCAAATAGTCACTGAACTGACTGTGAAACA
AAGTTCAGAATGTTTATTTTATTCAGGAACCATCCATCCGTTCCTCTGGTGGATCATTCT
TTATTCTTCGATTTCAGGATCACTTTGTTGCCTAAAAGTTTTTTTCTTCTTCGTATCGCT
CCAACGTCCTCGGATCTCCACCACCACATCAGACTGTCCCACATGGAGATCTGAGCAACT
GAACCGGACTGCAGACTTCCACAGAGAGACCGGATCCCAGAGTCCTCCACGAACGCATCC
ACGGCTTCGTGCAGAGTGTTGATCCCTGAGCTGAGCAGCAGCACAGCCATCGTCAGAAGC
AGGCAACGGTTCATGGTAAAGCCTTTCCACGGGTTCCGAACCTCCCGCAGGTCCTCCAGC
GAGAAGATCTCCTCATAAGACATTCTGCTGGTCGAGAGGTCGCTTCCTGCAACGCTGTGG
GTCAC
>CL11349Contig1
TCCTTACACAGGCAGTTATCAGTCTATGAGATGCTGCATCATTCAGCTCTCCCCTCAAAA
ATACACCAAATATCACATCATATATCTATCTTTTTTTTCCCCTCACAACCTCTGCCTGAA
TTTTTCTTAGATGGTCAAATCCCTTTAAACACAGGTGCCAGATTTTTGACGCCTTTTTAA
GAATCCCACCTGTAGATGTCATTGTTTTAATGATACAAATTTCTAAAGAGTGATTTACGA
TGAAAAAGTATCTATGCACGTTTTAAAATGTGAATGTTTTTGTCTTTAGTTGTGGTCCAC
ACTTATTCCCCAAACATATGCAGCACACGCATGGTTTTCCTTCCATGAGGTCCACTGCAG
TGCTTTATTTATGGGAGAGAAATGTACAAGCGTGCTGGCACAAACAGAAAAACTGTTTGT
GTACGGTGGAATTCATTTGAACATGTTTCGGTCCTCCAGCATCATTTATTCAGTAAAGAA
AAAATGTTTGTTTTTTCTATTTTTCTAATGTACCAATAATGTGTCTTTCATTCATATATA
ATTCTGTAAGCTGCCACTCCTCTGCCTTGTCTTGTATATTCTTGTGTTCTGATACATTTT
TTTGTACTTTTATTATAACAAAATCTCCTCTACCTTATTTTAAAGAAATAAAGATTGAAG
TTGTNAA
>CL11350Contig1
TCGGCACGAGGCATTTAAACACAATTATAGATGAATTTCTTTACATGAGTTTGTCAAACT
GAACTGGTTTGGTTCAATGTAGAGTTTCAGTGCAGGCTACTTAAAAGTGGGTTTCAGATT
TTCATTTCAGTACAAGCACTGTGAGACCGTGGCTACTACAGGGGGGAAGAAAAATGGAAA
TGGCATTTAAATAGTCCATGAACACATTTATTTTTTGTATGTATCTCATTTTTCTTTGTT
CAAATGTTGTTTAATTTAAGTTTTCTTTTTAAGAAATCCTCAGAATATCAGAGTAGCTGC
TGTTTTCTGTCCCAATGAGTCCCTGGTTTCAAACCTGCAGCTGCTGGGGGCTGATTGTCG
GTGTGAAAGTTTGATTTAGATCAGTATTAGAAGTCCAGATGTTGGGATTGCTCAGACCTG
CTCACACCTCCATAGCAGAAGTACTTTCAGGTCTGTGGTTTTGCTCATACACTTATTTTG



CGGTGGGGGTTGCTTGCATTTTGAACGTCACTGTTGAGCTCTTTCCTCGCGTGTATTATC
GGCTTTTCATTTCTTATATTTAAGTTGTTAGCAAATGTATATCTATTGCCAAATGTTAGT
CTATTCTATAAATAAAAGTTTATAGTTTGTGAAGTTTGGCACGTACCATGATAAAATAAA
ATCTCTTAGCTTAGTTTAAAGCTCCTGTTTCCCCAGAAGAGAGTTGATCTTTCTTTCTGT
CCTTGTATAGTTCAAGGTATCAAGCAGTTTGTTTGGAAATCAAATGTTATTTTTGTGTCC
TGATGGCTTATATGAGCAATATAA
>CL11351Contig1
CGGCACGAGGGTTTCTTTCAGCCCGTGAGCAGAAGATGCTTAACTGTAAAGCAGAGCATG
AACGCAGAAAACACGACGCCATTTATGATGTTCAGATCCGAATTCTAGGAAAATGTTTGG
ATGTTTAATGCACTTTCACTGTCTGAATTATCAAAAGAAAGCTGATATTTGATGTTTTGG
AGCCTCAAATGTCCAAACGCAGCTGCTAAATGCAAAGGTTTTTCCAAACGGATCCCTTTT
AAGATGCGTTTAGACGTTCCTGCTTTCAGGAAGCCAGCAGCAGTTCTGATCTGTCTTCAT
GTTAACGTCTGAGCACAAAAACATTCAAAGTCTCTTCATTCGGTTAGTTTGGATCCTTTA
AAGACCCACTCTGATGGAAAAATGTTTGTAAAATGTTCTTGTCCCATTTTCTTCTCATGG
TTGACACACACATATATACANAAA
>CL11352Contig1
GGTTGGGTGAGTGGGGCAGCTATACTGCTATAATTACGTATGNAACCGGCGGTAGNAAAT
TGGCAAACCCAAGGAACTGTTGCAGTTTTTTACGAGTTTGCGGTATCTCCCATTGAGTGA
CGGCCTCAATTTTAGCTGGATCAGGGCGGATATTGCCAGCCTCAATGATGTAGCCCAGAA
AAGGGATGGAGGACACGTGAAACTCGCATTTCTCTGCTTTGACGTAAAGCTGATTTTCGA
GCAACCTCTCAAGAACTAGACGGACGTGATGTTCATGTTGGGATTGATCGGTGGAAAAAA
CAAGAATATCGTCCAAATAAACAAAAACAAACCTATTAAGGAAATCCCTCAGGACGTCAT
TTACAAGTCGCTGAAAGACCGCAGGGGCGTTGGTAAGACCGAACGGCATAACAAGGTATT
CATAATGCCCCAACGGGGTGTTAAACGCCGTTTTCCACTCATCTCCGTCACGCATGCGTA
CCAAGTGATAAGCGTTACGGAGGTCGAGTTTCGAGAAAATCTTAGCCTGTTGTACCGAGT
CAAACACAGATTCGAGTAATGGTAGGGAATATTTGTCTTTGACCGTGATTTGATTGAGCT
CGCGGAAGTCAATACAGGCCNAGAGAC
>CL11353Contig1
CTGAGTTTGTATTGGTTGCCCCAGACCTTCCCACTTCCGTGGCAAACGTCGTGGAGCCGC
TTGCAGCAACAGGAAACGTTGCAGACGTCCACGTGCTTGAGGGCGGGAAAGCACAGGATG
TACTCGAGCAGCGCGGTCGGAAGATTAAATGGAAGGGGAAAGACCTGGTTGACCTGGTGT
GCCGGACCCTCGGCCTGAGGGAGACCTGGTTCTTCGGACTCAGCTACAGCGTCAAGGACA
CTGTGGCTTGGCTGAAGATGGACAAGAAGGTTTTGGATCAGGAGGTGCCAAAGGAGGAAC
CCATCGTCTTTCACTTTTTGGCCAAGTTTTACCCCGAAAACGCAGAGGAGGAGCTGGTGC
AGGACATCACACAGCATCTCTTCTTTCTACAGGTGAAGAAGAAGATCCTTGAGGAAGAGA
TTCACTGTCCACCCGAAGCGTCTGTGCTTTTAGCCTCTTATGCTGTCCATGCAAAGTATG
GAGACTACGACCCTGAAGTTCATAAACCA
>CL11354Contig1
TTTACATTGCATACATTTGGACAACACAAAGCACACACTTATTCCTAAAACTACGTATTG
CCTTAAAAGAAAATATGTCAAAATAAAATACAGCCACGGTAGTGGAAAATATACAATGAA
CAGGTGGGAACTGGATGCTTATGGCTTATTTTTGCTGTTCTACAGTCATTGCATGTTCAT
TTTTTTAAGACTTGTTAGTTTTATAGTGTCTGTTTGATACAGGGTGCACAAACCCAGGGA
CAACACACTGAAATGGAACATTCTTGCAACTATTTCGCAGAGAAACTAAAATAATACTCC
CATGTTTCATCTAATTCTGTGTCCATCTCTTTGATAAAAAACAAAAATTAGTGATGTAAA
ATGGGGAAAATAAACATCTAGAAGTCTGATAGTCACACCATTATCTCCACGCACAAATGT
ATTGTATATTCAGATGTGGATTTGTATTTACATGCACTTGCAAGCTTTGTGTTGTTCANA
>CL11355Contig1
AAAGTGATTGAAATGACCTTGTTGGGAAAGGAGGAGGTGCACGGATGCTTTCAGTAACCA
CGGCCAATGCTGCCAAGCGAGAACTCCAAGTCGCGGTAGCATCTTCACAAGCCCGGTCCT
TAACGACTGTTGCTATGGGACACTTTCCTCATGGTACAGAACTTTTTCGAGGCAGCCCTC
GTGACTCTAGGAGAAGCAACTCTTGCTAAGTAGAAAACTTGGATCAAACTTTGGATGTAG
CACCCTGACCAGCAGTTCCTGATTGATGATATCAGAAAAAACAACCCGGAAGAGCATTTC
TACAGCCATTCTGAATGACTTGTATGCAAATATGGTGTGTAAATCAGTATATATGACTAT
ATCCTATATTAGCTTCATCCATTCTTAGTTTTGTTCCATATAAAGTGAAGTTGTTGATTC
CATAATGTTATATGTTTAGAATAATGAACAGTTACCAAGTCTATATTTTCTTTGCACATG
GGACAATCCGTTTTGCTACCTTTGCCTTACAGGTGGATGGCCTTAAGGATTTCTCAGTAA
CCATGGGGAGAGCTGGTTGATGTTTTGTTTTTCTTTACGGTATGCACTGATTGTTTAAGT
TTGGCCTCTTAGTGATGTGTTACAGGCACTTGATGGTGGCAAACACGCAGTTTACATGGA
TTACATCATAGGGATCTATTGTCCACTTTTTTGCTCANAGCATTTAAATGATCCATCCAT
TCATATTG
>CL11356Contig1
AGGTTTTCTTTATTTGAGCCTGAGAGGCCTTGAAGCCCTGAGCCGATTCCATGAGATTGT
TTTTTCATATTTACACGCTTCTCATTCACGAGTCACAGCTGTTCTGCCACGGGGATGCAT
CGGGAAAAGAGACGACACACCTTTGGGCACTTTAATAAATAAGAACACAATAACTGATTG



CAAAGACATGATACATGGAGAGAAGGGAGACGGCGGTTTGTACTGAGCTGCAGGTCAGGA
GACGTGCTGCTGACGATTAAAATGTCACCAATAAATCTGTAACCGATGATCATGAAGAAC
TTAATCCAAAGGATTGGACTGCAAAGTGCCCCAAAAACTGAAAAACAGAGCTCATGTGAG
GAGGCGGAGCAACCGTTTCATTCTGCTTCACATTGAGGAGAGAAATAAAAAGCAAACAGA
AGGCCTCCAGACGGCACAGTTTTAGGAATATTTACAGTCCAACATGTCTGCCGTGGTATC
AGTGGTCCAGAGGCTTTCCCTCCAGAACCATTTGGATCTCTTTGGCGTCCAGAGTTTCGT
ATCGTAGCAGAGCGTCTGCCAGTTTCTTGTGCTCCTTGCTGTAGGTCTTCAGGATGTTCT
TGGCGCGTTCGTACGAGTCCTTCAGTAAAGCTCGGACTTCCTGCTCGATGGCGGCTTGAG
TCTCGGGGCTTTGCTTG
>CL11357Contig1
AACCGCCCATCTCACATTTGTTTCTGTGGCCTAGTTGACCAGGTTTGTGTTTGCCAGCTG
GCCACCCGCCCGCCTGCCTTATCGACCCTCGCTGACCAGCACAAAGACACACACCCGCCT
GTTTTGAGGTGGTTCTGGCTTTGACGTGTTGACTGTCTGACCCATTTCAGTGGTGTGTGT
GCGTGTGTGTATGGATATATATGTGTGTGTGAAAGGACAAACAACTGTTTCAAGTAATTG
TATGCCCCACTTTTTTTCTTTTTGACTCAGCACTTTTGCACTTTACCTGAATGTATCTTA
ATTTATCGGTTTTGTTTTTCATTGTGTGTTGCTGTCACTGAGTTTACTTGAGTAGCAAAC
GAAAGTCTGTGGTACAACCAAACCAATCCGCTACCAGACGGCCTTTTCTGTGGGATGTAA
CCAAGGAAGAGTTTGGCTCTAAAACACTTTTGTCAAGTCACTGCTGTGATGCTGACAGAA
AGCATGGTTTACAGTGTTTTTTTTTATTTATTTATTTTTTTAAAAACATATTGATCATTT
TTGCAAGCCTCATTTAGAGCCAAACCCTTCAAAACTCTGACACCGATGAGCTCTTTTCAG
CCATAGCCTGACTTGTTTCTTAGCTTTGCATCACCTCTGTGCTTCTGTTCATTAAGGTTC
CTCTCCAGGTTTTCCTTTGGCTGACGAAGGATCAGCTTGGGAACCTTTTTTCATCTCAGA
CTAGCTTTATGGATTCTGCTGCTTATGTCAATTGCTGGTGCTTTTTTTTTGGGTCCCCAC
TTGTCTCCTGTTTCTGCCTGTCTGTGAAAAAAACACAAATGTACTGCGGACAGAAACCCA
GACTATCAGAAAAAGTCTGATTGAGTGTTATGTTCCTTTAGGGACACAGGTGTTTTGTTT
TTCTTCATTTGAAAAGGTTTATAGATAGCAATATTTAAGTGTTATTAAACAGTTTGTGTT
TTCCTGTCACTGTTAAAGCCCCGGTCCATGGGGTTGTACCAAGCAGGACTGGAAAAAT
>CL11358Contig1
CGGCACGAGGGTGTACCTCAACACCTCCGTCGGACAAAACACCAGCATCCCCACCTGCGG
CCTGATGGAGTATCTTTCTAGAGGTGTGAACGACCGAGCGTCAGAGGTGCTGATCGGCCA
CATCAAGAATAAAATGAATAAGCAGGCGTTCTCTGAGCGCTGCGCCCTCTGTCAGGCCGT
GCTGCCCTTCACCGACCACAAAGACGCCACGTGTGAAAATGGACACTTGTGGCACAGGTG
TGTGTTGTCATACCAGGCCTGCCAAACGCTGACGTTCAGACGCTGCCTCCTGCTGGATAG
CATCGCCAGACTGCCAGAGCCTGAGGATCCAGAGTGGATAAAGAAGATCCTGCAGGCGCC
CTGCATGCTCTGTGATTCACCGCTGATGGAGAACTGACAAACCTCTCCGCTTCCCTTCCC
ACATCCTTACTTTGCAAACAACAAGTCGGAGCTACTAAAACTATCATTTGTTTTAATTAA
ATTATGCTGTTGTTT
>CL11359Contig1
GGGCTGCAGGNAATTCGGNACGAGGGCTGGAGGAGACGGTTGAATCTATTAAATCTGAAA
CTGACGAAACATCCCAAGAAACACCAAATGGCGTGAAAACAGACAATGAAGAAAATAAGC
TCAACACAGAAAAAAATGATGCTAAAGAAAAGCCTGGCAGCAGAAGAGGAGGAGCCCGCT
ATCATCCCTACAAAGACAAGCATGGTGGAGAAAAGAAGAGTTCTCATAGGAACCGGGTGT
TCATCAGCAACATCCCATATGACATGAAGTGGCAGGCAATCAAAGACCTAATGCGAGAAA
AAGTTGGTGAGGTTACATACGTGGAGCTCTTTAAGGATGCTGAAGGAAAGTCAAGGGGTT
GTGGTGTTGTGGAGTTCAAAGATGATGAGTTTGTGAAGAAAGCAGTCTTGACAATGAACA
AGCATGACCTGAATGGAAGACCACTCAACATAAAAGAGGACCCTGACGGGGAGCATGCTC
GGCGTGCGTTACAGCGCATAGGAGGTGGACAGGGAGGTCGTGGACAGGATATGGGACCTG
GAGGGATGAACCT
>CL11360Contig1
GGACAGCGGCTTAGAGGAGGACGGAGTCAGAATGGCGGACAGCGGCGGCGGCCCGGCAGC
TCGGACGGTCCTGCAGCAGTGCCTTCAGGCCCGCCTCCAGGTCCAGCCGGCAGGAGAACA
GTCCGAGGCTCAGTACGTCCAGATCAACAGAGGAATGGTGATCTACGTCTGCTTCTTCAA
AGGAGCCACAGAGGACATGCTGCCCAGGATGGTGTCCACGCTGTTGAACCTGCGTCTGTG
TGAGTCTTCCTCTGGGAAGTTGGTGTCTGTGCTGGAGCTGCCCGGCAGTCTGCTCATCGT
TCCTCAGGCCACCCTGGGTGGGAGGCCCAAAGGCCGGGCCATGCAGTACCACCAAAACAT
CAGCAAAGAGGACGGCTTGCGGCTTTACAGCGCCTTCGTCTCCATGTGTGCGAAGGAGCT
GGCGGCGGCCGCTGCCTCAGCCGATGTGACGGTAAAACATGGGACGTACGGAAACAGACA
AGTCCTGATGCTGGACACAAACGGTCCCTACACTCACCTGATGGAGTTCTGAGGCTGTCC
GGTCGTTGGAGTCCCGCCCACGTCCTCCCCTGACCTTACCAGGACCTGCAGAGGATGGTT
TCTGACGCAAAGCGGCCGCTCTTATGAATTCAGGCTACACACATGGGATTGAACTTTCTT
GTTTATTTGTTTTTTTATATTTTTTGCAATCTTGGATTTTTTTTTGTAAAAATGTGTAGA
AAATTAAAGTTCTGGATCATGTCCAGGATCATGTTCCATGTTACCATTCCTCATTTATCA
GTTCATCAGCTGGACATACTGGTTTGTAAACTAGTAACCAACTCATCTGGGCAGACTGTC
CTCCATAAGTATTTATACATGCATTATAACTGCTCCCTCAGAGAGAGAGGTTGGAGAGTC



TTCAGAGTAAGAGCAGAGATCCATCAGAACACCGTCATGATGACGGAGGCAGAAGGTTTG
ACTGTGCCATGGCTTCTTTGGTGTAGAGCTGTCCCTGCTGACAGTTTGTGAGACTAAGAA
GTAAAAATCTGTTTTATTAGCACAGCTTTTCTTTCATTAATAAAACCCCATACCTGGGTG
TTGTGGTTTTAAAACCAGACGTATCATTTTCATGATGTCTAAGAGGGAAAACAGGAAATT
ACCTGCTTTGTGTATTTTTATTAC
>CL11361Contig1
CGGCACGAGGCTTGCATCAACATGTGCCACGTTATCCGGAAAGATTTTCTGTTTCTGGAT
AAATCATTTGGGTTTCTTTAAGCACACTTTAAGTTGTTGATATTCAGTGAAAAATAAATC
ATATCTGGAGTGTAAATGTTCCTTTTGAAAATGGATCAGTCGGTCGTCTGCTGCCAGGTG
ACGCGCTGGCGAAGCAACGCACTGTTCGGTGCGGTTCTGGTCCAGCACACTCTTTGCGTC
ATCGTTATCCGGCCCAAACTGCATAGACGAAGAGGCATTAGGGGACAAAGCAGATGGGGA
CGAGCTTTGTGGAAGCACGGCACAACAGCAGGGAACCGAATTATCGGAGCCAACACCTCT
GATGCTGCTTGGAGGTCCTGCAGGTGCTCGAGCTGATAGGATTTCCTTTGAAGAAGCCCC
TTGTCGGAGCGGCGATGGCTCAGGAAGAGCTGAGATGGAGCAGGATGTTTATCACTCACC
GTGAGAAGTGCTTTTTTAAGTTCATTGTGAATCTGCCAAACACTTGATTCCACGTGTGAC
TTTGTGGAGAACCCACCCTCTGGGGAGGGAAATGTGCCTGCTAGGCTGTGAAAAAGGTGG
AGAGCACCTGTTCCAAAAGTGAAAAAAACATGACTTTAAATAGATCCAAACAGATTTAAA
TTCAGGAGA
>CL11362Contig1
TTTATTACTTTAAAACGTTTATTACTGATTAAATCCATGTAGGGAAATTGAATAGTACAT
CTCTCTTTTTTTCTCCAGTGTACAGAAAACCACAGCTGACGAGTGTGTTTCAACCAAAGC
ACACGGGGCATGTTGGACACATGCACAGGCTGGTGTGCTAATTGTGTGTGCATGTTCTAT
ACTTAATATAAACACACAAATATATTTATATTTACATACACATAATGGAAAAAAACAAAA
AAAAAGGATGAGATTTGATACCATTTCTATCGCCCCCCCCCTCCTTTCATGTCCCTTTGA
CATGTATGATGTCAAACTACCAACCAGTCTGCCAAGAGAGGGTGAAAAAGGGTTTCACCA
GCAGCTTCCACAACACCTACGGCTCTCCCAATTCTAAACCAAAAAATAAAAGAAACCTAA
NAAACAAACCACCCGTGCACGCTGTTACAGTCTCTGTGATAGGCCCGGCGAAAAACGCTC
ACAGGAATCCAGTGCTGTAGGTCACCCCCCCCCCCTTGATC
>CL11363Contig1
AGGCTCGGTTTGAACCAGTGGTTTTTTGAGTGCCTGTTGTCTTACTATTAGCTGGAACCA
ATCAAAATGGATGTTTGTGTTTATGCAGATATGTCTGAAGTATAAAATGCATGTTTGTTC
AATAGCTAGGGTGCAGTACTGGCAAGTGGGAAATCGGGGTTCGATTCACAGGGGTTGAAA
TGAGCAATTAAAATTATCTAGTGTGGGTCTCTAGGCAAGACCAAAGTGGCCTTTGAGTGT
ATGTGAATAAAACAAACCACAAATAATGTTTGTTTTGTTTTTAATGCAGTGTTACAGCTT
ATTGCTCACTAAAAACATATTTAGAGGTTTTAGATAACATTGATTTATTTTATTTTATTA
CTTATATGTCATGAACCCTTATGGAGAATGAACAACTGTCAAATAAAAGGCTTTAATTGA
AGTTGATCTCATTGTAAAAAAGCGTGCCAAATGCTCACTGGTATTCGGGTTTCAAAACTT
TGGTGCACAGGTTGAAAAAGCTCAGTCCTTAAAAGCTTATCAGCTTACCTAAGGCACCAG
ACGGGGAGCAGGGCGACAGGAACTAAGGGTGGTTCAAAATCGTTGAAATATTTTAAAGCA
AGTAAAGGACTCTCAAAGTGAACTCTAAGATGCACAGTGAGCCAGTGAAAGGAAAGTGGA
ATTTGGGTTATCTAACAACCCAGGGAGGGAACTGCAATCCCCAACGTGCTTTTAAATGGT
TTTGTGTTTTTCTATCATGCATTAAAATGATGTAGAAACTGACT
>CL11364Contig1
TGTTTTAATTGTGGAATATATTGACAGTACAGCAATATAAACGGCAGCTCATCGCTTCCA
TTTGAGCGTGAAGCTACCCAGCAGCGGTTTCAGCTCATCAGACGAAACCGTAACACAGAG
CCTGAACAGTAATGGTGAGAAACAACAAACGCAGAGGCTCACACCGCCTCACATTTCCGC
TGTGCGGATTCAGAAATGCACAATTTAATAATAACCACCGGAGCAAGAACACGGACGCAG
AGCGCTGTGTGGCCCCCAGAAGGATAAACTGGGCTGAAACAACACAGAACGCAGAGGTGC
ACGGCAACAAAGCCCACAAAACAAAAAGCAAAGAATACAACCGAAAGGAAGAAGGAGAGC
TTTGTCCAAAGGTCAGGTTCAGTCTTTGCTCGACGGGCCTTCACTCCCCCCACTTCCTGT
TTTTAGCGAGTGCTCTGGGTTTCAAACATTCAGTTTGTACATCGCTCCAACTACCAAAGG
ATTCTGGGAGCCGACCTATCATCTGTCACCGTCTTGCGCAGCTTTACCCCACGGCGAATG
GTCACCAACATGTCCACGTCCTTCTGGGTTGCAGAGGATAGCTCCTGGGGGGCGCACTGA
GCCGATTTCCCCGGCAACAAGCTGGAGAAAGGGAAGTGACCCTCGCCGAGGGCGTGAGCG
CTGGCAGCCAGCTCCCCT
>CL11365Contig1
ACTGCTGCTCTCTGGGGCGCGTGCAGAGGCGCGAAGCACCGTCTGACACGGACAGGCCCG
CGCCGCGGAACCGGACAGCAGGAACATTTCCGGGCACAGATGTCAGGCACGAGGCCCCGG
AGCATGCTCCGTGAAGCTTCTCATCAGATCATCGCGGGCGGATCTGCAGGTCTGGTGGAG
ATCTGCCTGATGCATCCGCTGGACGTGGTGAAAACAAGGTTTCAGATCCAGAGAGGAGGC
GCTGACCCCAGCAGCTACAGGAGCCTGTCGGACTGCTTCAGGACCGTTTTACGAACAGAA
GGATTTTTTGGCTTCTACAAGGGAATCCTGCCTCCAATTTTGGCTGAGACTCCAAAGAGA
GCAGTCAAGTTCTTCACCTTTGAGCAGTACAAGAAGCTCCTGGCTTTGACCCCCCTGTCT
CCGGGTTTGGCGCTGTCTGCAGCGGGGCTGGGCTCAGGTTTAACGGAGGCCGTCGTCGTC



AACCCGTTTGAAGTGGTGAAGGCTTCGTCCCAACAGCAACCGTCCGCCTTCGCACAAGCC
CGGCGCATCATCCAGGTGGACGGGTGGGGGCTGAGGGGCCTGAACAAAGGGTTAACCTCC
ACGCTGGGACGCCATGGAGTTTTCAACATGATCTACTTTGGCTTCTACTTCAACGTGAAG
GACGCCGTTCCTCCCAGCCCGGACGCCACGCTGGAGTTCCTGAGGAAGTTCACCATCGGC
CTCCTGTCAGGAACCATCTCCTCCTGCGTCAACATTCCCTTCGACGTGGCCAAGAGCCGC
ATCCAGGGCCCCCAGCCCCAGCCGGGGCAGATCAAGTACCGCACCTGCCTCCAGACCATG
GCTCTGGTGTACCGCGAAGAGGGGTTCTTGGCGCTCTACAAGGGCCTCGTTCCCAAGATA
ATGAGACTCGGACCAGGCGGAGCCGTGATGCTGCTGGTGTATGAATACATGTCAGGATGG
CTGCAGACACACTGGTAACA
>CL11366Contig1
TGCCGGGAAGTTTGGGGCAAAATGAGGTTGTAAATAATGCGCCGTAAAGAGGTGACATTG
TGCTAACTGCTTTCTTGGGCCCGACTTCTCTACTTCCGACCTCATCATGTCCTCAGAAAA
CACCCTGGATGATGAGGATACCTTTAAGATCCTCATTGCTACAGATGTTCACCTGGGTTA
CCTAGAGAAAAATGCCATTCGGGGCAATGATACCTACCAGACATTTGAGGAAATCCTTCA
GTGTGCAAAAGACAAAAAAAGGTGATTTCATCCTTCTGGGCGGAGATTTGGTTCATGACA
ACAAGCCGGCACGCCGAAGCCTCCACATCTGCACCACGCTGCTGAGAAAATACTGCATGG
GAGATTCTCCTGTGACCTTTAATATTCTCAGTGACCAAACCACCAACTTTAACACCACCC
AGTTTCCCTGGGTGAACTATCAGGACGAAAACCTCAACATATCCATCCCTGTCTTCAGCA
TTCACGGCAATCATGATGACCCAACTGGGGCTGAAGGTCTGTGTGCTCTTGATCTGCTCA
GTGCAGCTGGCCTCGGGAACCATTTTGGGCACTCAAACTCAGTGGAGAGGATAGAAATCA
>CL11367Contig1
AAACACTGATCAAAGATGGCAGAGGCAGTAGCAAATGTGGTCCAAAGAATTTATGCAGTG
ATGGAGGGAAACCGCATCGCCGAGATACCCGTGGAGAAACTGTCCGACATGGCGGCGCNT
GAAGTGGCGTGAACNGTGAGGTCAAACCCTCTGAGCTCCAGCACTCAAACTGCTTTGCAG
TCTCCCCACAAATTTGATGTTTTGTCAGCAAATGAGCCTTAGATTCTATGCAAGTGCGAT
CAATATATTCTGAACTGGTTGTGGCTTTAACTACTGAAGCTGTAAACTTTAAAGTGGCGG
CTCGGTGATGGGATACAAACTTGAATGGGGAGAAACGGAAATTTCTGATGATGGAAAAAC
TCCATCCAGGTGCCTTTTTTTTTAACTTTTAGGATACAATTTCTCTTTGTGTTCATAACC
GGGCTTTTAAATGCTTTGAGTTTTCCTGCCTTATTTATTACTTTCATATTTCACATCACA
AATAAACAGTTTTG
>CL11368Contig1
CGGCACGAGGATTTTCGTTTCTTTGTCTTTTTGATTGGATTCCCTCTTGAGAGGTGAACA
AACATGGACAGAGGGTTGGAGGTATTTTCTGTTTGGGCTAGGGGGCGCCATGACTGGAAC
CGCTTCCATGTTTTTCTAGTGCTAAACAACCCATTTACCACACTCCAGACTGATGACTCT
GACTTACAAACTCCTTTGTGCTTGACTTAAGTGCCAATGCCTTATACTCTGTGCCTACAT
AACAAGCCCACAGAGATTTCCATTAGCCCCCCAGAATTTTTTTGTTTTGTTTTTACGATA
ACCTCAACTTTTAGTGTTACTGTGCCATAGCGAAACAAGTCTGTTTCAACTTTTTTGCAG
TCAGATGAGACAGCGGCTGCCTCCCTCCAGTGCAGTAACACTCCATAAGCCCATTTTCCC
TTTACAGCAACATATTGTGCTTGACCGAGGTGCACTTATTTACAACTGGAAAGAAGTCAT
CACTTTCAAATGAAAAAATTTATAAGTGTAAAACCTAATCTGAAAACATCTTTGACTGTT
TTTATGTAACAATTTGAAACCCTTAATGGATGAAAAAAGCTCCTGAATGTTTTCCCTGCA
CTTGTTAAAACTGCCCATTGTTTTTTTGTTTTTAAAATGTGTAAAATTGGATGTCAGCAA
TATCTCGTTTTGAAATATGCAACAATTTAGCCATACTTTAAGCAGAAAGTTGCGCATCCG
CANAAAAAAGAAGAAAAAAACAATTTTTTTCAAAATATGCCAACTTTCCTTTTTCTTTTT
TTTTTTGA
>CL11369Contig1
GNTTAACCCGGNCCTTATGGCCGGGGAAAAGATTGGCGGAGATAAAGGGGGGTTCTGGAG
CCGATCAAACAACAGACTTAAGTTCGGACCAGTTGGTGGCTAACAAGCGACAGCAAAATG
TGGCGTGCAGCTCTTCTGTTATTGGCTGCCAGCTTGTCTGTGAGCCTGGCCAGACCCCGC
TTCCATCCACTGTCTAGTGACATGGTCAACTACATCAACAAGCTTAACACCACTTGGAAG
GCTGGTCACAACTTCAAAAATGCCGACTACAGTTATGTCCAGAAACTCTGTGGTACTATG
CTGAAGGGACCCAAACTGCCAATCATGGTTCAATATGCAGGAGATGTGAAGCTGCCTACA
GAATTTGATGCCAGAGCGCAGTGGCCAAACTGTCCTACTCTGAAGGAGATCAGGGACCAG
GGCTCCTGTGGATCCTGCTGGGCTTTTGGTGCTGCAGAGGCCATCTCAGACCGCGTGTGC
ATCCACAGCAACGCTCGCGTCAGCGTGGAGATCTCCTCCGAGGATCTGTTGACCTGCTGT
GAGAGCTGTGGCATGGGGTGGTAATGGTGGTTACCCCACAGCTGCTTGGGACTTCTGGAC
TAAAGAGGGACTGGTCACTGGCGGTCTCTATGACTCACATGTTGGTTGCCGGCCCTACAC
CATCCCTCCCTGTGAACACCATGTTAACGGCACCAGGCCCCCCTGCACTGGAGAGGGTGG
CGACACTCCCCAGTGCATCAATCAGTGTGAATCTGGTTACACACCCAGTTACAAAAAA
>CL11370Contig1
AATGTGTGGTGTTGAAGGTGTGGCTCCTGTTGGACCAGAGCTGATGTAGACAACCTTTAA
AAGCACCAGGCTGGACATCCAGCCCTAGAGAAGGGAGCTCTGCATGACTTCAGTTCAGCT
CGGCTCTCTTCTCCATTTCAGTCTAACCTGTGTTGAGCAGACGTGCTTTGTAGAGTTCTG
TGTTGTCTTTGTGTAGTGGCCCACTCTGAATAATTTCTGTTTAGTGTAAGTAAAAAGTGA



AGCTGTAGGGATGAATGGCCATTCTCTCTAGTACTCATTTTCTCCGGTTTATGTTGGTCC
AGCGAGGTTAGTGGTTGTCTTTGTTTTCCCTTTTCTTTTGGTTCAGGTAAGATTTTTTTA
TTTTTTTCCTGGGGTTAGATGGGTTAAAGTTTTGTTTGTTGTTTTGGCAGTGGTTCACCC
TGAAGCCTTTTTGCTTCACATCCTAAAGTTGATGTTTTATCAGTTGTCTTGTAAATTAAT
TGGACTCTGCATAGAGCCAGACTTTAGGTTTGTTTGGTTGTCTGGAATCGTTCATCTGGA
TCCCCTAGAAAGGGCAGAACAGTCTTTCAGCATTTTTACACTTTTTGTTTTTTTTGTTTT
TTTTAATTTCATTTCTGGACACAGTTTGGACATGCATGACCTGTTTTTTCTGTATTTACA
GGAAAGAAGCAAACCCTTCCAAGCATTTTGATCTCAAATTTGGAGCCACCAATACTCTCC
CCTGGGATTCTAGCAATCATTAATTCTAGCATGTTGCAGCTTGTATAGTATGTAGTGGAT
TTTCTAACATCCAATTGATGCAAACATGTCTTTCTGTTTTGGTTCCAAGTTGCATTATTT
GTGTTTATATGTGTATATTTTGATGATTGCAAATGCAAATTATCACCACCTGTTATATGC
TAAGCCTACTTCACGCAGCTTCTGACGTTCTTGAATCCCTTTCTGG
>CL11371Contig1
CCGCCAGGTGGAGGGCGTTGTAGAGAGACGGCTCACCGACACACGCCGAGTCCACGGCCT
TCTTCAGAGCAGTGATGTGCTTCTTTGGATTTCCTGCGAGATCCGTCAGCTTCTCCGCCC
GTTTGTTCTTGGTGGTGATGACCCCCACCTGACTGATGGGGTTCTGGTCAAAGTACTCGT
CCACAAATCCCTCCAGCAGCTTCAGGGTGGCTGTGAGGCGGTTGGGCTTCAGGTCCTGGT
CCTCCATGCTGCGGGAGCAGTCGACCACGACGTAGAGGTGACGCATCATGCCAAGCCGGA
CCTGTCCATGACTCTCCACGACCCTCCTCCTTTTGCTCTGGAACAGGATCTCCTCCACGG
TGGCCTTGAGCGATCCAGACTCATCCTCCTTCAAGCACCTCCCATGTCCGCTCGTAGGCC
CCCCTCCCAGCGCTTGGTCCGCTCTGGCTCGTCGTCCATCTCTACGCCTGGTAGAAGAAC
CTAAACACCGAAGAACTGAAGAATCAGCCGAACCCTCTCTGAAAGATTCTCACAGCAACC
GAGGCGCGCGCGCGCTCCGCTCCGGGTGGAAAAC
>CL11372Contig1
TTTTTTTTTTGAGAAAAGAATTTTATTCNTGTTTTCTTATAACNTTCAAATTTTTACCTG
CTGTCCTGTTCAAAACCGTTTCNTTTCAACTTTGNTACATAAATATTTTCAAAAATGTAG
NATNCCNAGNAAAAAAAAATCAAACAATCTCAAACAGTATTGCCCGACTCACAAATAAAA
AGAATAAGGAATGTTGTTTTCTTTTTAAACAAAAGCCACACAAGTCAGAGCAATCTTAAA
AAAGTAACTGGCAAAAAAACATTTTTTGGGTCACATAAGATTGTAATTCTTCTCTAGAAA
TAATTAAATCTTCCTTTTGGACAACATGTTGGAAAAAAGGAAATAAAACCCCCAAAAAGA
TTAACAAGAAAGTTCCTTAGAAATAAGAACATGAAACCAACCTCAGAAATGAACAAAGTC
TGACTTTTACTTTCAGGGTTATGTAAAAATAAATAATCTCTTCTGGAAGCCCATGCTATG
CAAATCCTGCATATCTTCTAAATTCTTCTAGATTTCATCGAAGACCAGACATTTTTTTTT
GTTTTTAAGGTTCACCTTTCAGCANGTTGACNNGGNGGGGAGAAAGCATTCAACTCCA
>CL11373Contig1
CCACACTAGGTTTAAATCCTTTAAAAACANCAAAAAAAAGAAATTGATAGCATCTTGGAA
TGATTAAANTTCAAATAAAATAGAAAAACATCAACACAAACATACAGCTTTTAATACTGT
GCTCAGTCTGAAAATGTTTTTTTTTTAAGGAAGAAAACAGCTCACAGGGTTCTTCGTTAA
AACCTACAATATGTGGCTAAAATAGATTACAGTACTTAAATATAAAAATAGACTCTTCAA
TGTTTGCTCTATGATTCAGACTTCGAGGTGGACAGATGAACTGGGCTGCTGCGTCCCGGG
GAGTTTCAGTGGCACATCCGAGCAGTCATCTCTTTCAGAGGCTCCAGTTCTTTGTGGTCC
ATCAGGTTGAACTCAATGACAAAGTAATAGAAATGCTTGTAGCAGGTGTTGACGTGGGCC
TCAGCCCCCATCTGGCTCACGCGGTCAAAGTGGTGGATGTAGACGTGGACAAACACCCGG
AACAGACGTGATAAAATCTTCTTAGCCACCTGCATGAAGTTCTTAGGGAAGGGAGTACCG
ACATTAGTGGGGAAGATATTCTCATTGTTGATTTGTACCTCTATCCAATCCATGAGGAGG
CTCATGTATTTGGGGGCGGACAGCGTGGTGGGCCTTTTGTACTTGTGCTCGTCTTGCCAG
CGATACTCATACTTGGGGCCCCCGGACATGACAGGGCAGGTCTGATCAGTGCAGGAGTCA
CTGATGGTGCCATAGATGAGGTTGATCCGGTTGAAGAAGTCGACCACGTGGACGGCCACC
CAGTCGTTGAGGTCCTCGCCGTGGGGCAGCTGCACGGCGTGCTTCAGGTCCAAGCCAGCG
TTCAGGGACGCCTGGGCCTTCTTGTGCAGCTCGAAGCGCTGCGTTCCAGGCTCAAACTTG
CGCTTGGGCCGGAATGTCCTGTCTTTGTTGAAGACTTGTTTCAGGGCCATGGACATGGTC
GTCAGTGGTGGCGCCTGATTATTTGAATTTTTTTGGTGAATTATTTACTGTGGAAATAGA
AGCAGGTCAAAAAGGTTGTGTAAACAACCTGTGGGAACTTGTTTCTGACGTATTTTGATA
TTTGTTTGGACTTGGTCAGTCAGGAGGTTCTTTGATCTT
>CL11374Contig1
GAAAGTGCCTAGGATAGAACAAGGGTTACATATGTGAAATAAAAGTAAAAGCTGTGATTT
GGATTTGAAAATGTTCTACTGAAGTCAATACTCAGCAAATGTATTTTATTGTACAATTAC
AAAACAACAAGAGTACAAAAATCAGTACAGACATCTGTTTTCATTGACTTTAGGAATGTA
GGAAAATCGGATCTTCTAAATGGAGCAAACAGACTCAGCTAGACATGGGGGGAACAGGGG
GGTTACAATCAAACGTTCATGTGCCTCTCAGTTTGTCAGCTGGAGCAGCAGGGAAACCAG
AAGAGAAAGGCGACATTTGGGATCCCGTCAGGAAAATGCTGGGAGTGCGGGCATCGTTCC
AGGCTCCTTTTGGTTTTCTGAGCTCCTTTCCAAGCCTGCAAACACACTTTGTGCTTCACA
TCCTCTTCTGTTTTTCCATCACAACCAGAGTCCAGCAGTGGTTCTGCTATTCAAATGTTT
TCATATTCAGACAAAAAACAACCAAAAAACATGGCACATTGGAGGGGAACGTCTTTCTGA



AAACAGACTTTTTTTATGTTTTTTAATCATCATAAATATGAAACTTCTCCTTGCCTGCAT
CCAGAATCCACAAAGAAACATTACAGCAGAGGTATTTACAGAAGAATGGAGAGCTGTCAG
CTCCAAATCATAAATAACTTTGAGAAGACTAAAAAGTCCGTCCTTTTCCCCTTCTTCACA
GGAATGACACCGGAATGAATCTCGCTTCTTGAGCTTCCAGCTGAGCTCCCTTTATCCAGG
GCGGGGTAATGCAGGCATCACGTCCCACCAGGGAACCTCTGCTGTCCTTATCTCATGT
>CL11375Contig1
CTGACTGGGAGCTGTTCGTTAGAAAACCGAGGGTAAAGGTTGGCGGTCATTTGATGCTTT
TTCGAGCTGTTCCCAGATTCAGCGAGTGCTAAATATGAAGAGGGTCTTTCTCTTTCTCAG
CCTCTCTTACGCACACAAACTAAAATACACCCCCACACTCTTTTCATGATGAGCCAGTTA
CATCTGACTCTTGGGAGACTTTTGGGAGGATATTATGGAGGACAGCAAGAAAGAGAGGAT
GATTCAGCCAGAGAAATTCCAAAAAACCCACAGAGGTTGGCAGCTTTTCATAGACAAATC
TGGACAGAAAGGCAAAGAGAGATGGATAAAATATCTCAATAAGACATTTAAAACTAGGCA
AAGTGTTTTTGTATTCATAATATTTAAAAACCTGTACAGTTTTTTCAATGTTTAACTGAA
TGTTTAGAAATATGTTGTAGTGTTGTTCAAGATGGAGAATAAAGAGATACATCTTGTCAA
GTAAGAAGGAACTAATTTGAATACTAGCAAGTATGGAAT
>CL11376Contig1
TGTCACTGTTCCAAATGGCTAGAGGTAAAAGGAGCAAACATCACAAGCTCCCCACTGTCA
CCTGATACGGCCGTAGAAAGATTCCTTATAATAATGACCAATGAGAGACGACCAAACAAG
CATATTCATAACCTTATCTACACTCAGGAACATAAAACGTGCACAAACCACCACAAAAAA
TCTATTAGGATTGTTGTTGCTTAAGAGAAGTTGTTTAAAAACCACGTCGACTGAATCATT
AAATTTCTGCCCCAACAACAAATTCTGGTTTGAATGTGCTCTTGAGTAAGACAGGTAACT
CAATATGGTGGCAATTACACATCATGCATTAATGGGTCGTATTGCAAAGTAAAACACCTT
GTAGCCAAACACAAGAAACAACCGGAAAAAAAGTAATTACCTTCAAAGGCCGATGTTCAC
ACAGCACTTTTAAATATACATATATTAAGGTAATTCGATTCATGTCATCATTTGTG
>CL11377Contig1
AACAGGATCCCTCTTTTAGAACGAGTTTCTTTATAAATTCTCAGATTGGGACTTTTCCGG
AACGCGCCCCACTTTTGGATGGTTTGTCATTTACGCGCGAGGGTTGTCTTGCTGTTCAGC
CCGAGTCCGCGTTGTTTTTAGTCCCTGCGCCGTGCGTAATTTCACGTCTGGGCTCGAGGA
AGAGGGCGACAGCGCAGCCACACGAGGACGCGGAATCCGCTCGGAAGTAACACTGGAAAA
TGAAAACCGTGCTGGGTTTGTGCTTGGTCTTCCTGACGGCGCGCGCTCCCGGCGTGCTGT
CCCTGTCCACACATGTACCAATCATCCACCCCCAAGACCCCGTCCTTCGAATTGGCTCCA
ACTTGACGGCCAGCTGCTGGGTCCACCCGGACCTGGGCATCCACGCCAGCTCGCTGTACT
GGACCCTGAACGGACAGCAGCTGCCCAGCTCCCTCTACAGAGTCCTGAGCCCGACCAACC
TCAGCGTGACGCTGGCCGCGCTCAGTGCCTCCAGGCAAACATCTGGAGATAACCTCGTCT
GCCATAACCACAAGGGACACATACT
>CL11378Contig1
GCGGCCGCCGGTTACCTTCAAGGGCTGCACAATTTATGGAGGATTTTTGTGTCACACCAT
GTGCACGGCTCATTTCCAATCCAATGATTATGGAATATATATAATGTGCCGTGAATCCAT
AAATGTGTGAACCGCAGGAGTGTTTGTGTCCTCCTCCGTGGTTCCTCACAGCTCGTCCTT
CTCCTCAGGCTTTAGGCCGTGCCGTGCACATGTGCATTCAGCCATGTGGTCATTCTGCTG
GGGCACCAGCTCCATGTCCTGGTGCCGCTGCGGCCAGCCCGTCTGCCTCTCGGCGTACGC
CTGCAGCGCTGACTGCTAGTACCAGTAGAGCCTGGTGGGCTGCAGCAGCTCTCGAGCGAG
CGCCTGTCCGGCTCGGACGATCTCCTCAGCTTCAGCATCGTTATCTCTGGCCCACTGGAT
CTTCTCCAAAAGGTCGCACAGGTCCTCTCTTCACAGGAACATAGTGAGTTCCTGCCTTCA
GGTGGAGGTAGAAGCGCTCATAATACTGAGAGTCCTGTTTGAGAACCAAGCTGTTCCCCA
GCATCAAGTACGGGAAGCGATAGGCTGCAACAGTTCCATCCACATTCACCTGGTATTTGT
ACTGAAAAAAGTCAAAGAATCCCACAAGCGGTGCTTTTTCCCACGTGTTTCTCGCGC
>CL11379Contig1
TGGACATCTACAACGTGACAGAGAAAGGGCGCCGCTACACTCGCTTCGGGAAGTGTAATG
GACACTCCAGCTTCATAACTCACCTGGATTGGTCCAAGGATGGGCGGTACATCATGTCTA
ACTCTGGTGACTACGAGATCCTGTACTGGGACATCCCAGGAGGATGCAAACTGCTAAGGA
ACCGCTCTGAGAGCAAAGACAGAGAATGGGCGTCCTTCACTTGTGTCCTGGGCTTCCATG
TTATGGGCGTATGGTTGGAGGGCTCCGACGGCACAGACATCAATGCTTTGTGCCGCTCCC
ATAGTGAAAGGATCGTGGCTGTTGCTGATGACTTCTGCAAGGTCCACCTTTTCCAGTTCC
CCTGTCCAAAGCTTAAGGCACCCAGCCACAAGTACGATGGCCATGGCAGCCACGTCACCA
ACGTGTGCTTCACCCACAATGACTCCCACCTGCTCTCCATGGGCGGAAAGGACACTTGCA
TCCTTCAGTGGAAGGTGGTAGGAGGAAACAGATGGGACAGCAAAGACAAGTTGGGATCTG
CGTCGTCAACCTCCACCAGTTCTCTTGAACCTCCTGCAAGCTAGGTGGGCAGATGTTATC
GACAGGACGGGAGCCGAGCCAGGGAGGAGCCAAGCTTTTGCTGCTCCACTGCTGTCAGTT
TGACAAACAACAGAGATAATGAAATGACTGTTCTAACCGTTCATGCCTTTAACGTGCAAA
CCCTTGTGGAAATGATCCTTGCTGTAACAAGATGGGCTACTTTCTGCCAAGAACCATGAA
GCGCTGTGATGTTTGCTATTGGCGGTCACCGCTGTCATTGTGACTGTTTTCTATCAATCT
CGTTTTCTTAATTCCTTTAATTGTTGCCTAATGGCAAAACCCACTGTGCCTGAAAAAGTT
CTTAAACCTTTTTTGATTCTTTACAGTGCGTTTGGTTGGCCTGTATTATTCTTTCAATAG



ACTGTGACACACTTTTTCCAATAAAACAAACAGTATTTTTGAACCAAACTGCACACACAA
TAATTCAAACTTTGGGACAGTTTCATACAAACATTAAGTATACTTGGGAAAT
>CL11380Contig1
TCGGCACGAGGTAGTTGTTTTTTCCACAATCCTTTAGTTCAAGTTAAAGCCAGTTTCTGC
CCAGTTTGGGTTAATTTCGTTTTTTAAAATGCAACAAAAAAGATTTATTTTTAATTAACT
GCTAGAAATAAAGCTACTGGTTATGCTTTCTCTTTACGTTTTCATAGATTTGATTTTAGA
TTTAGTCTTAACCCATGACCCATTTGTCCGTAAAACAAAAATTGTGTGGGGTATACCACA
AACCAAGTGGACCACAGAACACATTTCAGATCTGTTACACCAATGTCATCATGGGTCCTT
ACGGGTTATTTTGCTGGTAATTACACAAACTGCATGACTTTATTTCTGAGTAATTTGTGT
TTTTGCAGCTTAACAAACACACTCTGTTCTCAAATGGGTCAGCATTTTTGCCCATTTCCA
TGACTGCAATCTGATTTCACAAATTACCTTTTGTTGTAAAATATAAGGTTAAAACTCTTC
CATTTTAGGCTCTGTTTACAAGGGTGGCCATTGGTTTTCTTGACATCTTTTCATTGGAAT
ATTAATAGAATTTACTACTGACAGACTTGTTGCTGGATGTGCTTTTCTGTAGTATTTGCT
TCTTAGAGATTTGAGATGTTTTGGCATTTAACTCTGCATCTACAGTACAGATTAACTAAG
ACATTTTGAAGTTGTATCTTGATTGTTTTGATAGAACAACACTGGTTGTATATCAGTAAT
CAGTCTTTAGAAGAAAACACTGTTAGTTTCCTCGCTCGTCACTTAAACAAT
>CL11381Contig1
TTCTGAATTCCATACTTCTCGTCTTTTTCTCTGTTTCCAGTTCCTTCTTTAAGGGGGGTC
ATGGTGTCGTGTCTCAGACTGACACTAGTTCATGCTCTTTGGGATTTTCCTGATTGTGAC
GCGGTTCCTGAACATCTGGAAAACCTCCAGCTGATCCTAAACGCTGCACTTCTGATCACT
TTACTCCAAAAGGATGGACAATTTTGCAAACTTTTAGTGCCCAGCTATCGTCATAAACAT
CGGCCTTCCATGTTTTCCAAACGCAGCTTCCCTGTCAGCCTGTGGGTTTTGTAGTTTCTG
GAATTTCTTAAACCAGAAGGGATGAGGGGCTTTTGCTCCTGCCTGGAGGAACCGACCCCG
GGTTTCAGTTCTAACCCTTTGATTCTTTTGTAAATGTTGTCGGAACCGCAGCCTTGGACT
GTGGTTCAGATTCCGGAGGGTTCTCCAGTTCCAGCGTATGAATGATGGTCCTGAGAAACA
GGGTTTTCCGTCATGTGTGACTGAAGTCGCCTACATTTCCATGTGTGGAAGTTCCTCTCA
ACGTTCTGTTTGTGTCAGTAGGGGGCGCTGCCTCGCAGTCTATGTGCTGATGCCTTTTGA
TAATAAACACTACTAACAGTTGGTTTTAGATGTTGCCTGCTGTACTTGTAAAACTGCTCA
CTGCTGAAGGCAGAAAAGGCTGAAGATGTTCTGCTTTTCAGACTTTCATCCGACTTGACT
CAGGAGCTTCGTCTATAGAAGCTTCCATCCTGCCTCACATGAGGGGGGCTGGAGGAGTGA
GGATAAGAAAAGGACTGAACAAAGACAATCTGGTGACTCTCAGAGGAGAACGCAGGTGTG
AGGAATGAATCATCCCGCTCGTTCCTTCAGACGCTCAGGCTGCTGGAGAAGAAAACCATC
ATCCACTCTGCATGCAGACACAGAGCGCAGGCTTCTGCTCACTGTGGTTATGAAATCATC
TCCACATGTCAGTGACGTGATTGAGTCCTTCAACACTTCAAATAAGAATGGAAGGCCCTT
>CL11382Contig1
CCCGGGCATTATGGCCGGGGGAAGAAAGACGGAAAATACAAAGAAGCCGTTAGCCTGTAT
GCTATAGCGATTCATCAAATGTTTGGTTAACGTCAGTACAAGTGTCAGAAACTATCTTAT
GCAGCAAAAGAAAGGGAAGGCTATATTAGACATCTCTTGACAGAGCGCTCTTTCCTCACA
GCATGGAGAAACAGTTGCATTTAAACCTGCTGGCCTCCAGACCTCCAATGGCTGGTCCTG
GTGGATTTCAGTCTGGCTCTAAAATCAAGATGGGACCTGGCCGGAAGAAAGATTTTACTC
CACTGCTTTGGAGTCAGTACTTTGAAACCATGGAGGATGTTGAAGTGGAAAATGAAAATG
GCAAAGATATTTTCAGAATTTACTGCAGTGGTTCACTTGGTCCTGTGCTGTTGCTGCTCC
ATGGAGGAGGCCATTCTGCACTTTCTTGGGCAGTGTTTACTTCAGTCATATCCAACATGA
TTACCTGTAGGGTGGTTGCCATGGACTTGCGAGCTCATGGTGACACCAAAGTAAAAAATC
CTGAAGACTTGTCGGCAGATACCATGGCAAAGGATGTCGGTAAAGTGGTGGAGGTGCTCT
ATGGCGAGAATCCACCTCCAATCCTGATTATTGGACACAGTATGGGCGGNGCCATCGCGG
TCCATACAGCCACGGCCAATTATGTACCATCACTGCTGGGTCTGTGTGTCATTGATGTTG
TGGAAGGTACGGCAATGGATGCTTTGAACAGTATGCAGAATTTCCTCAGAAGTCG
>CL11383Contig1
GGGCACCGCAAGAATGGAAGGGAGTAGAGGGGGAGAAGGAGAAAGATGATGCAGCAGAGG
TGGAAAAAGAGGCGGAGCCAGGGGACGGCAGTGAAGACGGATCTTCAGGAGCAGAGAATG
GTAGCAGTTCAAGGAGGAACGTCAGCTAAGGAAGGTTGGAGTCCAAGACTTCATCCTCTG
CTGGAGCCTTTAGTTTTTTATTATTTTTACTCAGAAGTCTGCTATTTTAGTTAAAAACCT
TTCAGTTATTTTTTACTTCCTGTTTTAAGTTGAAGCTTTTTTCATCCATTAATGACTGAA
CAGATTCCCAGTAATTGTCTGATTTTCACAGCGATACTGAAAGGGTTCATCTTTGAAAAA
GATTTATGTTGAATCTGTTCAGTTTTCCAACCTGAAAAGTGAGGAAGCTCAATAAGTATG
TCTTGTTTATTATGGGATGTCACATCTGATGGCATTTCAGCTGCAGTTACCTGATAAAAA
TGTTCTAGATAAGATGTGTTGTGATTACATTTAGGCTCCACTGGACTGCACATTTATACA
AGCAGATGGTGATTCTTAAGTGTGGACATTTGATATCTAAATGTTTTTATTTTCTGTTAA
ATGAAAATAATAGTAATGCAGATCTTAGAAGATCTGTTTGATGCTTATTGGCTTCAGAAA
AGCCTGGCAGTATCTATGCATTTGTAATATTTGATGAAACTCCATGAATATGGTCATTTC
TTTTTCTAAATCCTAGCAAAGTTCTCTAATTGGACTAATCTGGACATGTTAACAGTTTTA
GACACGGAACAGTTTTCAGAAGACTCACCTCAACAATGGATATTTCCTTTGATTCATGCT
GAATCAAAAAAAACTTTCAGGTTATTCAAAACAAAACTATAAATGATTGGTGTTAAAATA



GAATCATTGGTAATGAAACGGCAGATGGAGGTGCTGTTTTGATGCCACGTGTCTTTAGAC
TTTAATAAAAGATAAAACTAGACGTGTGGCTTCCTGCAGAAGTCGCCTCAGTTGTAGGTG
TAGCTGAACAGGCGGTGGAAGCTTTTGTTGAGCTACTAGCCTAGAAAAATCCTGTTCAAA
TAAAA
>CL11384Contig1
AGAGCATTTCACAGAAGAAGCTCAAGCTGGACATCGATAAAAGCGTGAGACATCTCTACA
TTTGTGATTTCCACAAGAATTTCATCCAGAGCGTCCGTAACAAGAGGAAGAGAAAGACCA
GCGACGATGGAGGCGAATCTCCAGATCACGATGTGGAGGTTCCTGAGGTGGATCTGTTCC
AGCTGCAGGTGAACACGCTCCGGCGCTACAAGCGGCACTACAAGCTGCAGACCAGACCGG
GTCTGAACAAGGCCCAGCTGGCAGAGACGGTGAGTCGTCACTTCAGGAACATTCCCGTGA
ACGAGAAGGAGACGCTGACCTACTTTATTTACATGGTGAAGAGCAGCAAGAGCCGCTTGG
ACCAGAAAGGAGAAGGAGGCAAACCGCTGGACTAAAGTTTCCCCTAAGCGCCCCCCGCAG
CAGCGAACTGGAGCCGCGGCGAGAGAGAAAACAGCGGCAGCAGCTACAAAAAAAAACAAC
CGGAAAGCAGCAGAAACCAAAAGCGGCTCCGCCTCCGTCCCTCCTCCTCCTTCGAGGACG
TTAAACGTAGCCGGAGGAGAAACGGAGGGCGCCATCGACGCAGCCTGACCCGGCCCGCCG
TTTCCTGTCCACGCGAGCCCGGTCCAGAAGGACTGCAGAGGAACCGGGCCGTCCCTCTGT
AATTTATCTGTCCAGATGTATGGAAGAA
>CL11385Contig1
GCCTCCACACTCTCCTTTGACTCTCCATGTCAGATGACAGAGTGCCATTAAAAATCCAAT
CACAGACGCCACCAAATCCATCTTAGCTGTAGGAAAAACTTGCTCTAAATGTCCCGATGC
TTCCACCTAAGATGCAAAATACCATCCAGCGGCAAAAAATGTAAAAAGCTTCAATTAAAA
AACAAAAAACAAATGAAAAATATCCTTCAGTGCTTATTAAACCATTTGTTTAACCTGTGG
GCGCGCGTCACGGAGAAGAGTTCATTTGTCCATGTATTATTTGATCCAGAATTTGGTAAA
GGAGCAAACTCCCCCTCGGCCCACGGGGCTTCGGGAGTCTGGATAGCGGCTCCAAGACGC
GTCAAGTTCCAACCCGGACCCCGTTATTCTCCGAACCGCCGCTTCCTCGCGTGTTTTTGC
GCACACGAGGTTCGCCTTTTGCCGCTTCGTGGCGGCGGGTGGAAGTCCTCAGCTGTCCCC
TAAAAAAAGCTCAGTCCCGGTTAGGCTCTTCCCCTCCCACCAAGAAAGAAGAAAAGCTCG
TAAAGCTTGTCTCTGTCTCGCGCTCCTTGATTGCTGTAAGCCCGCGCCGCTCGGACACCG
GCGTGCGTCCTTCTGCGC
>CL11386Contig1
TTTATTAGAACTTTATTGACAATATTAGCAGAAGAATAAGAACTTCAAAAGAGATATTAA
TATAAAGACATCTGATTAAACCAAGTAAACCCCGCCTCCCTTCATCTTTCTAGAACATTT
GTGTGAATTGTCCATCAAGCCGGCAGTCACTGATCCACACAGATGTAAAACTTCAGCATT
AGTTATTGCACTAAACTGTTTTCTGGAAACCTATTTTTTTATTTTTTAACACCATAGATG
AGACCCCCCACACACACACACACACACACACCCCCACACACACACACACACACACTTATA
NTGGGATTTNTGAAGCCGCTTCANNCGGGATCCAAAATTGCACCANCTCTTNCACAAACA
GAGGCGTTCTGAGTTATTTNATAGGGATTTGAANAAAACAGANTGCCTTTTCTAACTGNG
GTTATTAAAGTCTGAAATTTAAGCCTGGACCCCNCACACNCACCCNCACCNCAGNTGTGT
TGNACTTGCAGTGACTCTGAAACCAGANGGAAAAAATCCCACANAGNGCCAATNCTATAA
NA
>CL11387Contig1
TTTTTTTTTTCATTTTCAAGTTCTTTAGTACAATAATCATTATCAAAGTATTTTTTTACA
CGAAGCCCCGTCAACATTTATACGTACAGTTAAGATTTATTCTTGACACGATCTTCAAAC
CAAAGACGTCTTCGTGGCAAAACAGGCACAAAATAAGCCCCGCCCCTTATCTTTCAGGGA
CTGTTTTAAAAACTGCTAGAGGTGGAAGAACTGGAGGAACAACTGTATACTAACTGGAAG
ATGCTTCATTAAACTTAAAAAAAAATATATATATATATATGCCCCAGCAGCAAATCAGAT
TACTGAATTACAATCTGACCAAGCTGTGTGATAACATCAACTTTATAGACTCTTGAATTT
TCCACATTCATTTTATCAGAAGATTTAGAAAAGGCTGTAAAAAGTGTGACGCCTCATCAC
AGCGCCTCCTGTTGTCCTGACCTGGTACTGGGGGTCCTGGGTGAGATGGCTCAGCTCTCG
AAACTCCAGCTGGATACTTGTGACTTCAGCCACTGTGCTGTCCGACGTCCACCTGGGGGG
GTGTGCCGTCCCCTTCCCGATGTTGACATCAGAGTACGGGATCTTTGAGGGGGTTTTGAA
CGCTGGCATCAATCTGGAACCTAGGTCTTTAGCTTTCTCCAGAAAGACCTGCTCTCCTGA
TAGGTGGTAGGTGCTGAGCAGCCCCCCCAGGACTCGGATGGTGGTTTCAAAAAGATTCAC
GTCCACGTTCT
>CL11388Contig1
CAAATTTCTGTCTACATTCACGCCTTTTTGAATAAAAGAAGTAATTACCCAAAAAAAAAA
AAAATCCAAAAAGAAAAAGTAATGCTTTTATAATTATTAGCCGGAAAAAAAAAGGTAAGT
TGACATCCTACAATAGATGTATTTATTAATTAATCTATGTTTCTCAGGTACATTGTGAGT
TGGCATTGTAATTTGCAGACTTTTTTCTCAAACTTTGTCCATAAACCCCTGGGGGTTATG
GCTGTCGTTTTGGCCTTGAATTGCTTTCTTAACAGCAAGTACCTGAAATGCATAGCTTCA
CAGCTTACGAGTCTACTCTGTAACATTAAAATACACAAATATACATTAAGGAAAAACTAT
TGATACAGTTAAGAGGAAAACATTTTTTAAGAGCCCAAAAATGTTGAGACCAAGTATCAG
TGTTAGGTCAGGCTTTGTGTAGATGGACTTCGTTGGCCCTCTACTGGTGTTGCCAAATGT
GCCCTCCTTGTCCTTTGTCCAGGTGGAAGTAAAGAAGGCTGAGCCTCGTGACAGCAAAGC



TCCTGGTCAGCTGGGTCCTGGCCAGTGGGCGCCCAGGGCCATCTTGAGTGCAGCCAATGG
TTGGACAGCACAGCCAGCCCAAGGTTGGCAACAGGCCTACGGGCCACAGGGAGTTTGGGT
CTCTGCTACAGGACAGCCCATAGCTGGCTATGGGCCCCCACTG
>CL11389Contig1
ACGCAGAGTCAGAGTGTCGAGGGGAGCCTGTGCGAGATTTCTATCAGGTGCAGCGAGGGT
ACGCCATCTGCCAAACAACGCGCATGGTCTCCTGGGTGGAGTGCAGCGGGGCCTGCAGCA
CGGGGGCGTGCTGCGGCAGTCAGAGGATGAAACGCCGGAAATACACCTTCGAGTGCAGCG
ATGGAACCTCTTTTAGTGAGGAAGTGGAAAAGACCATCAAGTGTGGCTGCGTGGAGTGCA
TGTAGCCCAACTCTTTCTCATCACCCGCCACTGCTAAGGAGCCGAAACAAGGGAAACGAG
AAAGGAGGGATTGAAGGAAGAAAAGAAAGGAAGGGAGAAGACTGGACGAAAACAAGGGAG
GGAAAACAGGAAAATAGAGATTATACAGAATATATATAAAACCTCTATCTATATATTATG
GACTACAATGTTTGTAAAATAGGACATTAACTTCCCTTCCGAGGGGTGTGACCTAGAGGA
AAACAACATCGTGAGCAACAATGTAGAATTGACAACAAAACATCCTTGCAACCCACATTC
TCCTGTATTAGTTCCCCTTTCCATCTGTGAGGCCTCCGACAGCCAAGCCACCATTTTCCT
TTGTGGAGGCAGTGAGTACTTTCTGGCCAGGAAAAAAGAGGAGGCAGAAAAGGGAGGGAT
AAAAGAAGAGTCGGACTGTTAGACTTGGCAAAGCTATCCTGAGTTGAGCTTGGCTGGGTT
GACTGGACTGTGCTGGGTGCACTTTGGGATACGTCGTCATTTA
>CL11390Contig1
CGGCACGAGGAGTGCTTAAAAAGATGCTTTTTCTCCTTTCAAATCCATGTGTAGCACTGG
TTGGAGTGTCTTCCTTCAAGCCCAGCTTTCATAAATACTCGTGTCTCTGCAGCGTGAGCT
GTTTACCAAGCCGCACTGGCCCAGAGCTTTGTCCTGCGCCTCCTCCCTCATTATTGCCGC
TGATACTTACGATTACNAATATTTGCAACACAAGGAGGCCCTTTGATTCGGACCATAAAT
ACGTCTGTTATCTGTTAAATAAAGTGCTTGTTTGCGATAAGAGACAGCAGCGTGAACCGA
TGACACCGGCGGACCTTGCTGCTTGCTCCACACACCGTCGGGTATGAAAAACAGAGCTTC
CTTCTTTCTTTATTATTTTTTTCTTTTGGGCTATCAAGCCTCACAAAGGATATGAAAGAA
ACACTGCTGCGTTGCATTGTGGGTCCCATTATGTAACATAATGCGATATGGCAGCTGTTG
ATCCATGTTTTTCCCATATTGATTTTCAAGGTGTACGAAAGGGCCGCGCTTTGATTCCTG
TGTCCCCGTAATTGTCCCGCTGCTTTTATTTACTTCTTATCGTTTGGGTCCCGGTGCCTT
GAAACTGAAGGATGATGCAAACCGATGACACTTATGCTGTGTGTCTGACACCAAAAATAC
TTGTTTTTTTTTAATCCTTCTATTCCCACAAGTTATTTATTCAAAATGAAGTATTTTCAG
AGTTCTGCTATCCCTCTGGCATTTTTTAATGAACTGTAATGAGCTCGAAAGGCATTAAAG
CTCCTAAAACGGTTTGCTTTTCTTTGCATCTTCAAGGGAATTCTTGAAGCAATAAAATAT
TTTAACAAGTTTTTCATCAGTGATGAACAGATTCCCCTTGCTTTTCTTGTTTTCAGCCTT
TGACAGATGGAGTCTTTCATCCATTGATAAACTA
>CL11391Contig1
AGGGTTGCCTTCATTTTTTTTTGCTTTCAATTTTGTCTTGTACTACAATACCTTCTGTTC
TTATTTAGAAATCAGTGGTTTCAGCATAAAGGTGCTGTGAAATATTATCTGGGAGGCAGA
CATGGGGGTGGGGTAGAGAACTGCAGTCTGGGAGATAAAGTCAAGGAGTTCACATGGCAT
TGTTCCCATGATGCAGACCATTTCTTCACTCTGCCCAGACTGCATTGGAAACGCCTAAAA
CACCAGCATTTGAGTCTGAAAACATCAATATTTCTTACAAACTTAGATTACCACCACCCT
TCAGATGTGGCATGTTAACTTTTAAGTTATGTTGGTTTTTATTCTGCTGGATAAAGCCTT
TGAAGATGGGATTCACTAACTAGCAACACCAAGCAGCAGTCCTGGACTGTGTGCCCCTGC
CACATACTCATAAACCCAAAGAATTTTGCACGCACCTACATGATGAAAGTGAATTTTGGA
CAATATTGATGATGCACACAATCCCATTTTTGAGACGTTTTAGTTCATATTTTTCATTGT
TTTGTTTTTTTACAGAAGATAAAACTGCAAAATTATTTGAGTCTTGGTTTAACAGTTTTA
TTAAATATTGTTAAATTACAGACTATAAACACATAAAACAATAACTTTAAAAAGAAGATG
TTACACTGTAGCATTGATGGTCCCATATTCTGCATTATAGTGCCATCTACGGATGGCAGA
ATA
>CL11392Contig1
TTCCATTGAGAGTGTGGATGTTGGAGGAGGCCCAGGTTCCAGAGCCACCTCCTCCAGTCG
TCGCATTATTAGCGAAACATTACTCCTCCTGGGCCTTGTTCGTATGGAACTTGCACTGCT
TAAACCCCCTTTGTATTTTTTATGGCAGAAATACCAGGTTATGAGGGCGATGATAACGAC
AGCTACCGCTGTGGAAATTAGTGCCACCAAGAGAGCCGTCACATCAACTTTGGCCTGATT
TGAGCCTCCACCGCTTGTGTATGTTTTCCAAAAATCATCTGTAGCTGGGATGTTTTCAAA
GACCTCCCTCGCCTCCTCGTAATCGCAGATTTCCTCGTAGCATTCCCTCTCCAAATTTCC
GGGAACGAATATCTCAAAGTCAAACCGGTTGAACAGCAGGTGGCGACCCAGGAACAGCTT
CGCGTTCCCCTCATCCACGAACACGTCGTCGTCTTGGGGTAGGGAGGGCGAGCTCCTCAT
GCAGGCCAGATGTCCACCGCTCAGCAGCTGAGCGAGTATCGACAGAAGAAACAACATGGC
ACGCACCAATTTCTTTCTCCCAATAATAATCTTTTATCGTCCTTTAAAGGCAAAATAAAA
AAATATTATGTATTAACTTGAAATGCCATCTTTCCTTTCGGAGACAGATCCCATCAGTTT
TACTTACAACAGGTATTATAGGAGCTTCCCACTAAACTCCCCGGCCATAATGNCCGGGTT
TAAACG
>CL11393Contig1
GNTNTCTNTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTNTCTCTCTC



TCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCGN
GGAATGAACCTTTGAGGAATAGGAATCTCCAGTCCTAAATTACATTTTATTTGTTTGTGA
GGCTCGCATTTAGGGTTCGTTATGTCCGGGATACCTCCAGATACATGGCAGCCGCCCACT
GTTGCTCTGGAAACCACGATGGGGACACTTGTGGTGGAGCTGTACTGGAACCATGCTCCA
AACACATGCAAGAACTTTGCAGAACTGGCCAGGAGAGGATACTACAACGACACCAGGTTT
CACCGGATCATTAAAGACTTCATGGTCCAGGGTGGAGATCCTACAGGAACAGGTCGAGGA
GGCGCATCCATATTTGGGAAACAGTTTGAGGATGAGCTACACCCAGAGCTCAAGTTCACA
GGTGCTGGAATTCTAGCGATGGCTAACGCCGGACCGGACACCAACGGGAGTCAGTTCTTC
CTCACGCTCGCTCCCACTCAGTGGCTGGACGGAAAGCACAGCATCTTCGGCAGAGTGTGT
CAGGGCATGGGCGTGCTGAACCGCATCGGGATGGTAGAAACCGACAGTCAGGACCGTCCC
ACCGATGACATAAGGATTCTTCGAACCACTTTGCCTATTTAGACCTTATTTTTTGTATCT
CTTTTTTTTTTCATGAATCCTCAGTATATTTTTTAATAAATGTCCCAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAACAT
>CL11394Contig1
TTCTTTGCAAATCTGTTTCTCATATTGTAAGAAGTTAACATTGATATTGTTTATACTTAT
TTTGTACTCACAGGAAGTATATTGTGCAGCATTTCTGTGACTGATCAAATGTCTCTGAAT
GAGGGATTTTAACACTCAGGTTTTCTCAGTGAAGTTTCCAGAATTTGTTTAAAACGTGTA
AATGGAGGTTATTTTTCTGAGGATTTTTGCTGTTAACTGAACAGATGGAAGTGTTCTGAA
GCAAATGGCTTGGAGAAAGAACAATTTTTCCAAAGAAATTCCTGCAAAAAGCAATTTTTA
TGAATCCCAAACAAATGTAAACCTATTCAACTTTATGTTGATGACTTTATAATGTTTCTT
AACATTTATTCAGACGTAGGAGACGGAACAGGTTCCCTTCATGGTACTTTATTTGCATAA
ATATGGGCTGAATATCACATCTGATTTTGATTCCTGATCATTGAAAATGAACTAAAACCT
CATAAATTCCGATGGAGATATTTGTAAAGAAAGCGGTATTAAATGTTCCAGAATGCACAG
ATCTACTGGTGAACGCATGGCCAGTGTTCAGGTTTGCTTTGACTTGTTTTTGTGTGTGAA
TGTGTGCCTTTAATTGTTCAGGTTCTGAGGCCTTTTTATGTTTAATTTGGAGAAAAGCAA
ATGTGTGTTAATAAAAATGGTTTG
>CL11395Contig1
GCACATATTTCCCAGTGCACTTGGTATAAAGTTCCTTGTAGGATTATGTAGGTATTTTAG
ATCTTTGCATCTTTAAATGCAGCATGGTGCAAAATTAACATGTGCAGCATTTGGAAAAGC
AATAGTGTAGATGCACAGGAATGCCCTTCGAAAGAGAGATTCCTTTAGAAAAAGTTGCAC
ATTACAAATCGAACAAGGCAAGACAGCTAGGCTTTTTCTGACAATCCCTGCACAACCCTT
AATAAATATGAATTACATGGAGGAACAAGATGGTGAGTTCTTAATTTGACTACAGTCAGG
CTCAACGTGTGTGCGTCTCCTGCTGCACGATTCCATGTGTGATGAAAGAACTCCCTGATC
TGCGCCCTGGCTGGATGATCTCTCCGACTTGACAGCATTTATGAAAAGGTATGCGCACCA
TGCATGTGGCTGTGTGCACCTCAGTATCTACTGTGTAGTGTTATGCAAGTATGAAAGGAT
GTGCACGTTTCACACTCCGGAGGGGCTTTGGTCACCAGAATCAGAGGAGGACATAGAGAC
AGAGCAGCGGCGCCTCTTGGCCACGCTGGGGCCCTGAAGCATGCTGGGATGGAAGCCGGC
ATGTCGCCGGGCGTGTTTCGTCAGGTGGTCGCTCCTCATAAAGCACTTGTCGCACAGTGG
ACAGGTGAAGCGCTTCTCGCCGGTGTGTGTGCGGAAGTGTCGGGTCAGCTCGTCGGACCT
AGAGAACTTTTTACCACAGTCTGGCCAGGTACACTTGAAGGGCCGCTCACCGGTGTGGAC
CCTTAGGTGGGCTTCCAGGTGCGACGACTTCCCGTAAACCTTCCCGCAGCCGTCAAAGGG
ACAGCAGTGTTCTTCTCCGAAGAACG
>CL11396Contig1
TTTTAGAAGGAACTCGGTGCCCCCTAGATGAGAGAAAATGTTGGAACAAATAAGAAACCA
AATATTTCTTTCATTTTGCAGAAAGACCTAAGTCAGTTTATCTTAATCATACCATCCAAA
CTTTCAAAGACTATTAAGTCCACCTTCACTGTAATCCTGAATTATTGTTCCTTTTTTAAT
ATAATGAGTTTTGTTTTTCCAGATGAAGTTAAAATTGGCCTGGTTTATTGCTTCCCTTGC
AGATTTAGGAATTGGGAGTAGAACTGTGACTGTGTCTGCGCGCTGCGTCTTGTGTAGGAC
TAGGAGAAAGAAGCGCGCACACGTGTGTTGGGGGGGGCGTGTTGATTCTTCTGCCCTCTG
GCTGCATGTGAGGCTTCGCCTGTGCTCTCTGGTACAGACATCTTCCCAGAATATTAGATA
TTGCCCAGTAATAAACAGACTGCAGACACTTTGTCACCTCTCCGGTAGTCGTGAAGCCTG
ACACCCATGAAGAACGCGGGGCAGGAGGCTCCGCCTTTGTTTATACAGACACGTAACGTT
ACGCTGCACAAAATAGTTCCCAAACAAAACATGTAGTGATATTCATGGAAATATAACAGC
GTGCGTTCATGATTGGTGTTACGGAGTGAAGGAGAACAGTAATACCCCCCCCCCCCCCNA
AC
>CL11397Contig1
TTTTTTTNTTCCAAAAAACTGGTGAAATACTTTATTGTAAGAACAAAAAAAGACAAAACA
GAAATGTCTCAAAGTGGACACAGATGTGAGAATCCGTACTGCATGCACGGATAGAGTGAT
GGTTTTAGGTGACAGCCGACATGGTTCTGTGGAACGTAGAGGATGATGAACAGACTTTGA
TTTTCACAATAAGATCAGAAGAGTGTTGTAGGGATGACAAAATGTGGGGGAAATCTAATG
TTGACCATCTATGTCAATGTATCAATGTATCAACCATCTATGTACACATCAATGTAATCC
TAACATTCATTAGAGAAAGGCAGATTTTCATGAACAGGTTGATCCGGCGGCGGCGGCAGC
TTCATCATCAGGTGGACACGCCACAAAATCTGCCAGCATGGACGCCATGGCGTCCTCATC
CACCTTCTTCTTTTCTG



>CL11398Contig1
ACTTCTAGTTTAAAGTACAAGAAAAACGACATAGTAGTGTGCCATCTTCTGAAAACAGAC
TTGAAAGGAAGTAAAATTGTAGTGTAACATGACAGTGACACAAAATAAAGAACAAAACAG
ACAAAAATGTTACCAGATCCTCATTTGAATTTACCTTTTATGTTTATTCTCCCTTAAAAA
TAACTAGATGAAATCCCTTTCTTTCATTAGCACCGAAATTTGGTAAAAAAAAATGAAGCC
AAAAAAAGTTCATGTCTGAAAGCGAAAAGGTAGATTATCAAACATTTATAAAGTACAAGT
AAAAATGACACAAGGGTCTATAATAAGAACAGAAATGTTCAAAAAAATAAACTGAGCATC
CATGGATCCTTGTTTAATCTAAAAACACTCCTAGAATAAAAACAGTGTGCAAAACAGCAG
GTAAAATTAAGCATCTAGGCATCTATAGTCAGATTTCTTAGCCTAGCAAGGAAGCTGCTG
TTCCACAATCCACGCACATCTATTACAAACCTAACCTGAATATGCTTTAACTGCAGCTAA
ACTTTGACTAAAAAACATTAAAAAATGCATAAGGTATTGATTGAACACAGGCAACATTTC
TTAATAGGCAGCGCATCGCCTTAAATCCGGCTTACAGCTTTCGGCACACATCTAGAACTG
CATGGGTGAATCAGTGAATTAAGCTGAAGTTAAGCATTCAAATACACACCTTAAGGATTG
TAGTAGTTGTTAAAAGAGTCTCTTTTATTAACAAATATAAATTGCATTTGATCTATAGCG
AAAGGCTTCTAAGATCATTTTGATGTGTAAAGCTGTGTGACGTCTACAATTACACAGTCA
GCTTAGGAAGCTGTGGTTCAAAACCCCGTCCACTTCTCTTAAATCACTTCTGCTGCTACA
ATCAACTACTTATGCCTTCAAGAAAGTGCATATCAAATCTTGGTTCTGAAGAAAATAAGA
GAGAAATATGGTGTCTTAGATCAACGTTATTGCAGTATATTTAAGCATGACGCGGCATCA
TTACTTCACGATGCTTTAAAAAGTGTCTGAAGGAGCCGTACAGAATTTAATGCTGGATTC
TTGTGATTTTCACCGAAGCCGGTCCTGCACAAAACATTGTTATTACAGTGCCTGTCGCGA
CTCTTAATCACGATTGCCATAAAAATGACATAACATCTATCGTAAAGCTCTCCACATAAC
AATGATTCAACAATAATCATTGTGCTACGGTGTGCAAACTCTCAAACGACAGGGTCCCAG
CCCC
>CL11399Contig1
CGGCACGAGGGTGGATAATAATACATCGATGAGAGAACACAAGACAAAATAAAACCACTT
GACATTTTGAGGAAACCACTGTATATAGAAAGCAGCAACTCTCTGCAGCTACACTGTGGG
CACAGATGAACTGGGGTTTCTCTGAGCAGTAAATTCAGTGTAGGTCAGAACAGGTTGGAA
CTGTGAGTCCAAAGTTGGCTTGTACTTTTGCTGCCAAGTGTGTTGGCCAAAACTGCATTT
GCTGCGTCAGCTGCTTAATGAGGTTGCTGTTCTTTCAAACCATGCAGACCATCTGAATCT
AGCTAAGAGGAAACATGGACGATGTATTAAAAAAAAGTTATTTTTATGTGTACAGTGATC
CCCAGCTGTATCGCAGTTCACCTTTTCCAATCTCTATATTTCACAGATAGTTTACAATTT
TCTATGCTTTTTTTTAACAGTGCAATGCGTCCAGATCGTGTTGTGTCTCCTTTGAAGAAT
GCGTTCACCTTTCTAATTTACATAAATGCTTGATCTTTGTTTTCATTCTGAAATACTGTA
ACATTTTAAACTTAGAGAGTTTTAAGCAAGAGAGAAAATTGTGAAAATGTTTGTCTGAGC
GCAGTGTATAAAGTGTGTAGTGAGGAGTTTTACAGCCTTAAAATTACTATGATGCTACTC
TGTGGATTTTGCGATA
>CL11400Contig1
GGCCTCTTTGTAGTTTGGTTTAAATTCTCAATTGGCAGGAAAATAGAGGTCTGACTACAT
GTCAGTGATTAACTGAACAGCAAAGCCTTTCTTCCCTCGGTTAGCCTGTAAGCAATCCTC
TTGTTTTGTATCAGGCCCTCAATGCATGACTGAAAGCTAAAGCTAAAGCTACCATTTATT
TTTGTTTTGTCGTGATTTGGTGCTTTATATCCATAATCAACAAATAATGTATTGTTTGAA
GAACTTTTACTAACGATCTTGTTTTCTGATTTTGTCTCTTTTAGTTTTTTCCACGACTGA
TATTGTTATTTAGAAGGTTTCAGGTGGGTGACACTATTCCTGCGTAGGTGCCTGGCGGAA
AGGAACTCTAGGGCAGCCTCAGTCCTCTCCTCTTCTTCCAGCCAGCTGCGACCACCACTC
TGACAAAGTCCAAAAATATGGTAACGGGTTTGTAACTGCCAACAAAAGAAAAACCACCTT
ACTTCATGCTTGAGCCCCTCGCTCTTGTGAAAAAAAAAA
>CL11401Contig1
GGAAGCACGCNCGCGGGTTGGGGGGGGGGTCTTTTTGCCTCCTCAAAAGATCTTCAGCCG
CTTGCCCGTCACTCTGCCCCCCCTCGGTCTCTGGTCCCTGGACAGCGGGCAGTACTTGAT
GGTGTGCGCGTTGTCCCCGTTAGCGCTGCACAAAGGGCACGTGTACGCGCGCAGGATGGG
GCACAGCACCCTGCCCTTCCCCCGTCTTCAGGATGTGCGTCCCGTAGACCTCCTCTGGCG
CGCCGTTGTTCCTGCAGAACACGCACACCCGCGGCTNCCGGCTTGTCCCTCTGCTTGCGC
CGGCCCTCCGTGGACAGGAGGTCCTGCTGCCCCCCCGTGCTCCCCCCGTAAAGGTGAGAG
TCCCTGCTCCCCAGAAGCAGATCGTCAGAGAGGTGGGAGATGCCGGGAGCCGCGCAGCAG
CAGTCGGGGGGCCCGTCCTGCAGGCCCAGGCTCGCTTTGATGGACTCCGTGATGGAGTTG
GGACCGGAGGCCGGGATGTGGAGTCTGTTCCTGGACACCAAAGAGGACAGACCCAGGTAG
TCGTTCCAAAAGTCAAAGGTGTAATCGCAAGGAGCTTGCACACGCGCCCACAGATCCATG
ATGCGCGCAGGGTTGTCAGGGCTGCGGGTCTGTCAGCATGGGGTGAGTGGGGGACATACG
CACTCCTCGTGCCGA
>CL11402Contig1
TTTTTTTTTTAGAAAGCATGAGGATGTATGTACACACACAACAGTCCACGAGAAAAGTTT
CTAAAAAGTGCCAATGTACAAAAACAACTAAGTCCTTCAAAGCAAGCTTTGTTTTGGTCC
TCCAGTCAGACCCTCAATCGGGTTCCTCAGCAGAACAGACCGTCATCCTCTTCTGCATCG
AAAGACGGCACAGTTTGTTCTGCCGAGCTCGCTTCGTGTTCCCCCAGCGGCATGTCTGGG



GACTGCAGGTGGAACCACGGGTGAGCCTGCAGCTCGGTGGCGGTGAGTCTCTCTGTGGGG
TCTTTCCTCAGCAGGTTTTGGAGCAGACACTTGGCCTTGGGCGACAGGCCTTCTGGAAAA
CAGCACTGGCCTCTGCGGATTTTGGAAAACAGCATGGCGGGGTCCGGGTCGTGGAAGGGG
TAGCGGCCCACCAGCATGGTGTACAGCATGACCCCAAGACTCCACATGTCGGCCATTTTG
CCAGAATAGGGCGTGGAGCCGCTGAGGATCTCCGGGCTGACGTAGGCGGGGCAGCCGTGG
GTGTCCGACATGGAGTCATTATCGGGGTCCTCCAGGACGCGACAATCCTCCAGGCTTTCT
AGCTTCACATGAGTCCTTTTCTCATTTGCGAAGACAAACTTGCGCAGCTTTAGGTCACCC
AGCACAACGCCTGCCTGGTGGCAATGTGCCACCGCCTGGGCCACCTGGCGAAAAACCCTG
CACGCCTGCTCCTCGTCCAACCGGCGACTGCTCTTCACCAGAGTATGCATGTCCCCAAAG
TCTTTTTCTAGGAAGACGTATGCCTTCCTTTCCCCGAGGATGATGTCCTTGATGCCAGCC
ACGTTCCTGTGAGCAGGCAAAATGCCATAAGCCCTGATCTTCTCCTGGTACAATCCCATG
TCATACACCTTACACAGCAGCCCATAGGCCA
>CL11403Contig1
TCGGCACGAGGGTGTCCGTATGCAGAGCCATGGTGGAGTACAGTCAGGGGAACTACGCCC
GCGCCGTGGAGCTGTTGTACCCGCTGCGCTACAGCATCGTGGACGTAGGTGGCAGCGACG
CACAGAGGGACCTGTTCAGTCAGCTGCTCATTCAGGCCGCCATCAAGTCGGAGAGGAAAC
GCCACCGGAAGCTGGGAAGATGTCTGCTGGTGGAGCGCGATTCGGCGAGGCCGCGCTCCC
CCCTGACCCGGCGCCTGATGCAGAGAGCTCTGGCTCTTCACGACTAGATCGATGGCAGGT
CGTGCGAGCGGTTCCCACGTGAAGAAGGGGCCTCGGTAATCTCATCCTCCATCGTTTCGC
CTTCAGAGACGTCTCTGTTAGCGGAGCGGCCAGACTGTTCGTTTATTCCAAAAGTGAGGA
ATAAAAACTACNAA
>CL11405Contig1
ATCTTTTGACCCTCACACAAATTGCACATTTTTTTTCCTCCNATGGACACACAGCAGTGG
ACAAACTTACTGGTTGACATCTTTCCTTAAACACCGTGAACTGGCTTAAAGGAGGCGAAC
GAAAGAATCAGAGAAGAGACATCTACACTGGATCTTACCACCACTTTTACTATGGCATGC
ATAGGTTCAGACCGCACTCAGAAAGAGACAACACTGTCTAAGAAGATTTCCAAAGGATGG
CGTGACTGCTTGTCATCTGGATAAAAACAAAGTGAAGAACCTAAAAAAATGGAGGAAAGA
AAAGAAGAGGAGGAGAGGGGGGGGAACAGACAGAGGAGGCCTGAAACACTCAAAGCGCTT
GTTGCTCCTCGTGACGGACAGAAGTGGAGGCTGGTGAAAGTTCTCGCCTGGCCTGGGGAA
GGACAGTTTCTAATCCGTCGATTTGCCGACGTCGGCTGATGAGAAAGAAATGGACCTTTG
GGAGAAAAATCACCAGGAACGTGTTGCTCCGAAGCTCCTGCAGGAGCCACCAGGTTCTTC
AACTGTGTCCTCTAACTAAAATCCAATTGGGGGTTGGGGGGTTGGGCCAAATAAGGAGGA
GTTTCAGTTCCTGAGTTCTCTAGATTTTTGCATCANACCTGCTGTTTAGGCTGGGTGGGC
NAGGGTTACCTTGACNACNGANTACCATTAAA
>CL11406Contig1
TTTTTTTTTTGAAAGATTATAGAAACTTTTATTGATGTACAAAATGGATTAAACTGTTAT
AATAAAATTCAATATGCAGATAATAGATTGTGATTTACTTTGGGATCTTTAATAACGAGA
GAATACAAAACTGGACACGTTTTCAGTTAGACGTTTCCAGAAGAAGTTCTGTCGTGTGGT
CGTCCAAACGCTGCCGTCAGCAGACGAAGCCTTCGTCTACAGTCCTGTAATATTGAAGTT
ACATAGAATCATACATTTAGAGGAAGGGAGGGCGTTTGCTGCACCTCAACTTCAGGTTTC
TGATCCCTCAGTTGTGCGGGTGAGCTGGACCACCTGAGGCGGTCAGGTGAGGCTTGGTTT
AGCCCCTCCCTCCCAACCACAGCCCCACCCGTCATGCGTGCACGACCAGCAGAGATGGAA
ACCGTAAAAACTTTGCATCCTCAGCCGCTGATCTCACGATCCAAAGGTGTTTTTCATGGA
AGTTGTGTGAGCAGCAGCCTCTAAGGGAGGAAGACCATGATGGGCCTCATCTCTTCCCCT
CTCGATGAGGCTCTGGCGCCCCCTTCAGGACGCCATGCGGCGCGGCAGCAGCCTGACTCA
TGCTGGGTGTGTCACATTCTCCAGATCATGAATCATCCGCTCTTCTGACACGCCAGCAGT
GAACTGCACACGGCAAAGACGGAAAAAGCTCCGCTGTCCGACAGACGGACAGCTTCCA
>CL11407Contig1
GGCACGAGGACGAGCTGAAGGTGGAGGAGGAGCAGATCCTGCAGACCAAGCTGCAGCAGA
GCTCCTTCCATCAGCAGCAGGAGGAGCTGGAGAGGCTGCAGAAAGCCATCGACGAGAGTG
AGGCCACTTTGCGCCTCACCAAGGAGCTGCAGAAGCGAGCCGAGGAGAAGTACAAGGTGC
TGGAAAACAAAATGAAGAATGCCGAGGCTGAGAGGGAGAAGGAGTTGAAGGCTGCCCAGG
AGAAACTCAACAAAGCAAAAGCAAAAGCAGACGCCTTCAACAAGACTTTAAAGCAGAAGC
AGCAGGAGTCTGAAGCTGTGGCCTTGGAGCTGGAGGAGCTCCGGAGGGAGCAGGCCACCT
ACGAGCAGCAGATTCAGGCCGTCGACGAGGCCATGAAGGCCTTTCAGGAACAAATAGACA
GCATGGCCTGCACCGTGACCCAGAACAAGGAGGCAGTGCGGAAAGCCCAGGAGGAGCTGA
CCAAACTCAAAGAAGTGATCATGGCACAGGACAAGGAGATCAAGGGAAAAAACTCGGAGG
CCAATAAGATAAGAGAGCAGAAACAATGAGGTTCAGCTGAAGATCAAGGAGCAGGAACAC
AACATTAGTAAACATCATAAAGACAGCCAGGACGCTGCTGACAAGGTGGCTCGGATGCTG
GAAGAACACGACTGGATCCAGTCGGAGCGCCATTTCTTCGGCCAGCCGAACTCCTCCTAC
GACTTTAAAGTCAACAACCCCCGTGAGGCGGGCCAGCGGTTGAAGAAGCTGGAAGAAACC
ACTTCCAAGCTGGAGAGGAACGTCAACAAGAGAGCCATGAACATGCTGAACGAGGCAGAG
GAAAGGTACAA
>CL11408Contig1



ATTCGGCACGAGGGACAATCTGAGAACAGAAGATGTGTGCTGAGTCTCTGAGTTGTTCTG
AGCTATTTCGACAAATCAGGAGGGAACTTTATGGGAATGAGCCCTCTGATCATTCCAACA
ATCACATTTTCATCATTCTTGGAGCGTCAGGAGATCTTGCTAAGAAGAAGATCTATCCAA
CTTTGTGGTGGTTATTTCGAGATGGTCTACTACCAGAAGACACTCGTGTTGTGGGTTTTG
CCCGATCTAAGCTCACTGTGGAGGACATTAAAGCAGCCTGCCTACCTCACATGAAGGTGA
CTGAGAAAGACAGTGCTGCTCTGTCAGATTTCTTCAGTAAAAACTCCTACCTGAGTGGCA
GGTATGATGACGGCACCTCCTTTGACAAACTCAACAGCCTGCTGTCATCCCTGCCTGGTG
GAGCAAATGCCAACAGACTTTTCTACCTGGCTCTCCCACCCACAGTTTACTGCCATGTCA
GCACAAACATCCGGGACCACTGCACGAGCTCCAAAGGCTGGAACAGAATAATTGCGGAAA
AGCCGTTTGGTCGGGACCTGCAGAGCTCCCGGGAGCTCTCCACCCACCTGTCCTCTCTGT
TCACTGAGAATCAGATCTACCGCATTGATCACTACCTGGGGAAAGAGATGGTCCAGAATC
TCATGGTGCTTAGGTTTGGAAATCGGATTTTTGGACCCATTTGGAACAGGAGCAGCGTGT
CCTGTGTTGTCATCAGCTTCAAGGAGCCTTTTGGCACC
>CL11409Contig1
GGGTGCTAACCCCACTGACTGTTCCACCAGGCTATCTCTACTGATACTGATCCACCTGGC
CATTATAGATTTATTGAAGTATTATTTTTGTACACAATGTTCATTGTCTTATTAGGAGAA
ATCGAGTTGAAACCATCCTGAGCCACACTACGTTTTTTACCAGGAACTATGGTAAAGTGC
AATGAACTGACGCTGATTCCAATCTTGGGGAAACAATAGAACTGGTCGGGAAACGTTCGG
GATTCTTTTCGTATTTCTAGAGAATAGTGCCCAACTGTTTGAACACAAGTGACATCTGAA
CCGTGGTTCGACCAAACGAAGCATTTGGCGCTTCATATGTCATCAACCACGTGATCTGCG
CTAGTGTACACACGCCCCAAAACATTGTGCCAAACCACTCTGCTTCATGAAGGTGAAACA
CACGCCAAAGCGTCTGTGTCAAACAGGCCATCCCTGGTGTGAAGTATTGTTTGTGCCGCT
CTGCCTTCCTTACTGAGACCTGATCATCTATCTCCTGAGCCTGATTCTGACTCTGTTAGC
CTGCCCTGCCCCTCGC
>CL11410Contig1
TTTGAGGAGTTTTATGAGCTTCACTGCAAGCTTAGGCTGGTCTTCCCCTCATCCAAGCTG
CCCAGCTTCCCCAGCCGTTTTGTAATTGGACGCTCCCGTAGTGAAGCAACAGCTGACAGG
AGGAAGGACGAACTGAATGGTTATGTGTGGCACCTGATCCACGCCGCACCAGAGGTGGCA
CAGTGTGACCTGGTCTACACCTTCTTCCACCCGCTGCCCCGGGACGAGCGAGCAGGAACG
ACCAGCAGCAAGCCTGCAGAGATAATATGGTCTCCAGCTTCAGGGAAAGAGCTTGGTGAA
GTCAAACTCTCCATCTCCTTCAAGAACGAGAAACTCTTCATCATGGTGATGCACATCCGA
AGACTGCAGCCCCTGCAGGACGGCACGGACCCAGACCCCTACGTGAAGCTCTACCTGCTT
CCTGACCCTCAGAAGACGAGCAAGAGGAAGACGAAGGCGGCGCGCCGCACCTGTAACCCC
ACCTACAACGAGATGCTGGTGTATGATAGAATCCCCCGGGGAGACTTGGAGCAGCGCACG
ATCCACCTGCGGGTTCTGAGCGATGGCGCCTTCTGGGAGAACACGCTGTTAGGGGAGACC
TTCATCCCCTTGAACAGGGTGGTCCCAGGCCAACACTGGGTGGACTGGCATCGGCTAGGC
GGAGCAGGATCAGACTCCGCCCAATGACAGGCAGAGCAGGTTCAACTCTGGAGG
>CL11411Contig1
ATTGCATAACGACCCAGAAGTTGAGAAAAAGCAGGGTTGGATTACTGTTGGAGATTTAGA
GGGATGTGTGCATTATAAAGTTGTTAAATATGAGCGCATTAAGTTCCTGGTGATCGCTCT
AAAGAACTCTGTGGAAATCTACGCTTGGGCGCCCAAACCCTACCACAAGTTTATGGCTTT
CAAGTCGTTCATTGAGTTGCAACACCGCCCCCTTCTGGTTGACCTCACAGTGGAGGAAGG
CCAAAGGTTAAAGGTTATCTACGGCTCAACTGTGGGCTTTCATGTGGTTGACGTGGACTC
AGGCAACCCTTATGACATTTATATCCCTTCACATATCCAGAGCCAGGTGACCCCCCATGC
CATCGTGGTGCTTCCGAAGACTGATGGGATGGAGATGCTGCTGTGTTACGAGGATGAGGG
GGTCTACGTGAACACCTACGGCAGGATCACCAAGGACGTGGTGCTGCAGTGGGGAGAGAT
GCCCACCTCTGTTGCCTATATCCATTCTAATCAGATTATGGGTTGGGGAGAGAAAGCCAT
TGAGATCCGCTCTGTCGAGACGGGTCATCTGGATGGAGTCTTCATGCACAAAAGAGCTCA
GAGACTTAAATTTTTGTGTGAGCGAAACGATAAGGTGTTCTTTGCATCTGTGCGTTCGGG
AGGCAGCAGCCAAGTTTTCTTCATGACACTCAACAGGAATTCTATGATGAACTGGTGATG
CATCTGCCTGGAAAATCACAGTCCTTCCAGCCGTCTTACGAAAGAACCCAGACGCCATGA
ATGAACTCTTTTAACACTGGACAGACTAATGCAGTCAAAAGAA
>CL11412Contig1
TATCAGGTTAACATCCGAAGACCGAAAAAACTGACGTTTTGTGTGAAGTTGTGTGCCGCT
GTGGGCCTGCCTCCCCCTTAATCCACCCTCCGGTTTTTGTTCAGCACCTTATGGAGCGCC
TAAGGGTTCATCTTGTATTTAGAAGCAACGTTATGTTTCTTTTTGAGGGTTGCACATTGT
TTTACAGCCTCATACAACAAACTGTAGCATTGTTGGAATCAACTGTTTAATGCACTTTTT
CTAGAAATATGTGGGCGCCGCACTGAAGCGTGCACCAAAGATCTGTCGTTTCTTCCACTT
AGACCAGTCGAAACACTTTCCCCACCTTTGTTGATCTGTTAGAGGGGAAATATGAGGGAA
TTTTATGTTTTTTTATTTTTCAATTTCTTCTCCCCAAAGTAAACCCTGGGACTTAAATGC
AAAATGTAACAGAAAAAGCAAAAAAGCAAAAATGATGTTAAAGCCACATTCAAGTTCATG
TGTACAGAAGGTTTTAAAGCTGTTGAGGTTCCNCTCTTTTTTTTTTTAATTATTATGCCT
GTTTCAGGTTAATCAAGGGCTTCAACTCTAAATCTGCATTGTTCTGGAGAGCTTGTTCAG
CAGTTGCTGCACACGAAACAGTTTTGTATCAGCATGGCGACAGGATGTGAACCGGCGTCT



TATTGTTGTCGAGCTAACATGAAAGAGGTTCAGTTTGTTTGCCTGAAAGCTCAAAAACGT
TTAAAAAAAAGAGACAAATTCTTTAGACAAAATGTTGGAAGAATCCGTGTAGGAAACACG
CTGCGGTGTGGAGTCACTGAGAACTGGCTTCTAGCGGTTTGGCGTCCTTACCTTGTTTTC
ATACAGCCGATCCAAACTGTACGGAAT
>CL11413Contig1
TGGCCCTTCTCGTCAGTCCGAACTTTCGGGAGGAAGGAGGGGAGAACGGCGCCATTTTTC
TGGAGTTGGACGGGATCGTCCCGACTGTGACGCTTCACCGAAACCACAGGAAGAGGAGGC
GGAACCATGGCGACCGTGTGGCGCGAGGAGGACGAGGAGTTTAGAGCGGGGGGCGTGATG
ATGAAGGCCAAGCCCAGGTTCTCCTTCCATGAGATCAAAGTGCTGCTGAACGCCGTGACC
AAGAACAGAAACCAAGAAGCAGACGTGGGCGGAGATCACCGAGCAGGTCAACGGTCTGGG
GGAGAACCACCGGCAGGTGCGGCAGATCATGAAGAAGTGGGCGGACCTGAAGTGCGACGG
GAAGAGGCGCATCGCCGCCTTACGCGGCCCCAACGGCAGCAACATGAGGAAGAAGAAGAT
GGGCCCCGTGGAGAAGATGGTCCACAAGATCCTGATGCTGAGTCCTGAGACGGATTCCAT
CAATGACCAAGACCTGGAAGAGGACGACGACCTGGCAAAATTCACGACCCCCGCCTCAGG
AAGCCACTTCTCCTACCTGAACCTGAGTGACAGCTCCCACCCCTTCTCGGGGGAGGCCTT
CGAGGTGTCGCCCACCTCCACCCCGGAGAAGGATCTGGGTGACCCTCTGCAGTCGTCCTC
CGACATCGACCTGCCGGATGAAGAAGAACCAGTCATGAGTTTCGAGGACGACTCTGCGTT
CTCCTACCCCCCGCCGCGCTTCTGAGGCAGGACCCGTGTGGCAGGGCGCTCCGTGGTCAG
ACTTTGATGCATGCGGCGCAGCGGCTTCATGGACGCCGTCCCGTCTCAGAGCAGCAGGAA
TTAAGATGTTTGGTGGTTTTTATTTATGAATCAAAGAAGCAGAAAAACTTTTTGTTCAGG
ATGAAGGTTTTCTGTAGATCTGCTGTTAGGAAGGATGGAGGAAAAGTGGGATGTTCTAGA
TTTCTTTTTTACTGAAACTGGCT
>CL11414Contig1
GAGAGTTTGATGTGAAGGTAAATACTGCCATGTTTTCGTATTTTAATGTAAAATGTTCAT
ATTTATATTTTCCTTTAAATTTTTTTAGGGTGATCATGAGTCACAGNATTCATTTACTAT
ATTTAAACTTTACAAACAAAGCTTATTTATTGATATATCAATTAAAACCGTCAGAAACGG
CTTTGCTTCTGACGATTAATTTTGCTCGAGTTTTTTCCCCCCGACCAAAATTTCTGTTTT
TTATCTTCAAGAAGTTTAAAGAATTCATCTAGATGTGTTTGCTGGTCTACTTCTTAAATG
AAGCAATGGCGTGTTAATTTACTCAAAATGTAAAATTTTCTGTATATTTTTATTTCATCC
ACCAAAGAGAAAAAACTAACAAGACGCTAACATGTTTTGTTAACGGTTGAAACAAAAAAC
TCGAAATGATATTTAAGATGAAAAACTGTGAGCGAGTTTTATGGATCATGATGGTCATTC
CATATTAGAAGTTAGTAAAATAAACGCTATATTTAAATGCAATACATGTTTTCTATTCAT
ACTAACACCTGTTCATCTTGAAAGTGGTATGTCCCGATGAATTTATCAACATATTTAAAC
TGTATTGACATCAGAATGGGACGTAGCAAGGCGAAGAATGATTCAGAAACACTTGCAACC
AACGAGACCCCTGCGTCGCTGCACTTACGTTGATTATGGTAACGTTAATTG
>CL11415Contig1
GCCTTTTTTTATTTTACATTGCATTGAAAATTTACACAATAGATCATACATTTTACAAAT
AGCTTCATCATAAAAATATATTTCTGTACAAAACACTTTTTTAATCTATATTTCATTCTG
TCTTTTTTTGTCCTTTTTATTTTTATTTTATTTGTTTTTTTTCTTCAAACGGTAAGTTTT
CTCTGCGTCCCAGGGCAGGAACAAGTTTAAAGTCTTTTAAATCGTGGGTCTTATTGCAGT
CAGTCAGTAGGAAAAGATTGTTGCAAAATAGACTGAAGCTTAGATAAAAGTGACTTCTCA
TGAATGGAGGCGGGGCTAAGGGGCTAAATTTGGAGGGGTTTGTGTTTGCATGTACCTGTG
TGTGTGTGTGTGTGTGTGTGACAGATGGGGTTTTAGGTAGGCACTGTGTCAGATCCTCTC
TGGAGGACACAGAGAAAGAGAGAAAAGAAAGCAAAGATNAGGGCAGAAATGATGAGTTAA
GAGAACATCACCTTAATGGAACATGGACCGGTGGTCACAGTGCANCCNAGCAAAGAAACC
CACAGCTACAGATGCTCTCACACCTACCACGGAGTATTAGGGCCACCATGACNTGCAATA
AATAAATATATCAAAATAAAGTCAATATTTTACAAGAATAAAATTACTATNTCAGAATTT
GAACATTTTCATTTTGTGAGGCAAAACACAGTTTACTAAGA
>CL11416Contig1
ATAAAAATGCTTTAATGTGAGGTATTNCTGTCGTTCTTAACAATTAGGACACATCTGTAT
GCAGGAACTGTACGATTGTAAACTCTGGAAAGCTTCAAAAACTCATCCTATACTGACAAT
AAACATCCAATGTAGTTACATCTTCACACATAAAACCGCTTGTTCTCAAGTCAATGAATG
CAGAATAATTTATATAAAACACTGACAGAAAAGAAGACTAAATTACTTCTTTTTTCTTTA
GGAAAACTGTTGACAGGTTGTTTTTTGTAGAATACTGCTTACAAGTAACATAAAAATTAT
TCTAAAAGGTAATATTTGTTAAGATGTTTAAAAGCTTTGCTTTTCTTAACACCTATAATT
TTATTTAAGAAGGCACAAATCTTACATTTCAATGACTTAATACAGAATGACTTCCCTGGT
GAATTTCTTGATGTGTAAACAATCCCTCCCTTCTACATTTTTGCACTAGAATGCATAAAG
TCTTTAAAAAGCCCATTTCAAAAAGATATTAAAGGTCAAAAACAGTCATAAATAAGATTT
AAATATGACTCCTTGGATATTTTAAGGCATTTTATGATGTAGTTTGTGCACTTTCAAACT
GGATAGCGGCTGACTTTCAAGTTTTGATCTTTAACTGTTCGCACACTTGTTCAGGTGGAA
CGTTGGCTGCTGTGACGGACTTAATCGCACAGAAG
>CL11417Contig1
GACTGCATCCTGTGAAATCAATTGTCTTGATGGTTGTAGAGTACTTCACACTTTGGCAAA
TGACTTCCAATCCCTCATCTGAGATGGGACAGTTAGCTAAAGAGAGATTTTTCAAAGAAG



CACTTTTTGCCAAACCTTTTGTCAAAGCGATGAGGTCCCTTTCTCTCAGCAGAAGTCCAT
GAAGCTGCAGAGTCTTGAGGTTGGAGGAAACAGTTAAACAGTCTCCCAAGGCTTTGCACA
GCTTGAATGTCATCTCCTTTGAGCGAATGGCTGGAATCTTCCTCTTAAAGGTGGATTTAT
GCTGCCTCCTCTTCAAAACTGTATCTCCTGAAGTGTTACTAGCTTGGTAAGTGCTGCTTA
TAGCGATGTGGTGAAGGTGCTTGTTAATAGATATTGCTTGCAGAATGGGTGGCCAGTCAG
ATAGTTTGAGCCGGTCTGCATTAAAGTTCAGCATCCCTTTGTCAAGGTTCACTTTAACAG
CAGGGACAGGAAAAGTCTCCTGCTTGGCACAGGCGAAGTCATAGTACGCCATAAAGTCCT
GGGCACCCTGCTGGCGAATCTGTGCGTTGTCTTGAACCATATTGTCTGACCTTTTCGGGC
ATAACTGAACCCTNCTGTTATTGTCAAATTCCACGGTATAAACCGCTCTGTAGTCTCCTC
TTGTGTTGTTATTAAACGCCCCCGGCCATAAGGCCCGGGTTAAACGGCGCGC
>CL11418Contig1
GGATCCCTCCTCCTGAAACAACAGTTGTTTACTGCGGTAATCCCAATGCAAAGGGATTGT
CTTTGAAGCAGCTCACATCTGGGTCCAAACAGTCAAGGACAGCAGCTTGGAGGAGCCGCA
CAGCAGAACCTGACAGAGCAGCACAGATGTGTTCTTCTGATAGACCAAAGTAAAGAGAAT
GTCAGCTCTTATGAGCAATGGGAGACACTGCAAATGTAGAGTTCTGCCCTTTAGGGGGCG
CTCCACTTAGAATGCAGTGCTATGTGAGAACCAGCTATAAAAAAAAGTTCCTTAAACCCA
AAAACTTGTGAAAATACAGTACAGACCAAAAGTTTGGACACACCGTCACATTCAAAGAGT
TTTCTTTATTTTCATGACTATGAAAATTGTAGATTCATACTGAAGTCATCAAAACTGTGA
ATTAACACATGTAGAATTATATACATAACAAAAAAGTGTGAAACAGCTGAAAATATGTCA
TACTGTAGGTTCTTCATAGTAGCCACCTTTTGCTTTGATAACTGCTTTGCACACTCTTAG
CATTCTCTTGATGAGCTTTCTATAGCGGGGGTGGGCAAACTGCGGTCCGCGGGCTGGATC
CGGCCCACCTCCATGTTTGGTCCGGCCCACTGAACAATATCAGAGACCCATGTTTTTTTG
TTGTTTATTTTTAAATCTGGCCACACATTTTCTTCCCCCTTCTGCAGTCTGTGCTCCAAC
CTGAAACCCTCTAAAAATCTCTGTCAAACAGAACAGAAGACAGTCTTCCCTTTCTATGTA
GCAGTTCCTCTTTCCCAGTTTAGCTTGTTCTTTTATTATACTCTTTTTAATTTATATCTT
TTTACTTCTTATTATGTATACT
>CL11419Contig1
AGGAATTCGGCACGAGGGTTCTGAAAACAGGATTTATTGAAAGTCTGCGCTTCCACTACA
AAACTAAGATGCCTGTTTCCTGCAGCAGCTGCGTTGAGAAGCGAGCCATGTTGAAACGCC
CCAAAACTGGCCACTCGCTCTGCAAGGAGTGTTTCTTTATGGCCTTTGAGGAGGAGGTAC
ATCAGACCATAGTCAATGCAAGTCTCTTCAAATCTGGTGAAACTGTAGCAATCGCTGCCT
CTGGAGGAAAAGATTCCACTGTTCTTGCACATGTCATGAAGGTCCTGAATGAGCGATACA
ACTATGGTCTTGAGCTTATGCTCATCTCAGTGGATGAGGGGATCACAGGTTACAGGGACG
ACTCTTTGGAGACAGTGAAGAGGAATCAGCAGCAGTATGAGCTTCCCCTGAAGATTGTGT
CGTATGAAGAACTGTATGGCTGGACTATGGATGCTATAGTAAAGCAGGTGGGACGGAAAA
ATAACTGCACGTTCTGTGGGGTGTTCAGAAGACAGGCGCTGGACAGGGGAGCCCTCATGC
TGAAAGTTGATAAGATATGTACAGGTCATAACGCTGATGATGTAGCAGAGACCGTTTTGA
TGAACGTCCTGCGAGGGGACATTGCACGTCTGCGACGCTGCACTACAANTTTCACAGCCA
GTGAGGGTGAAGGTGTTGTGCCACGTTGCAAGCCTCTCAAAT
>CL11420Contig1
GGGATGCCCTATTTCCCCTTATTTATTCCTCCTCTGCACCCAGCTCCTCACTGACTCTAT
AAAACTCAGCTCACTAAAAGGTATTTCTATAGCAGACCACACAGTCACTATCAGCCAACT
AGCTGATGATGCCACCCTCTTTCTAAAAGATCATTCTCAGGTACCGTTAGCCATTAATCT
GATCAATAATTTTTCCGCTGCATCTGGACTCTGTTTAAACATAAAAAAATGTGAATTATT
TGCTCTTAAACACTGCGACGTCCTCTCTATCTGTAATATTCCAGCGAAAGAGTCCATCAC
CTACCTAGGAATTACTTTCTCTAAAGATAAAAAAGCCAGATGCCAATTAAATTTTGACCC
AATTATTAATAAAACACAGACAAAGCTGAACCAGTGGCTCCAGAGAGATTTTATCATTGA
GAGGCAGAGTTTTGCTAACTAAAGCTGAGGGAATCTCCTCGCCTAACGTACGCAGCTTTA
TCCCTCAATGTTGACAAAAAAGTCCTGAAAACCATTGACAAAATGCTATTTAACTTTATT
TGGAGGAACAAAAATCATTACATTAAAAAAACTGTTGTAATGAACACTTATGATAAGGGT
GGTCTTAACTTTCTAGACTTTTGCACATTAAATAATACATTTAAAATTAATTGGCTAAGA
CATTTTATTAAGAATCCAACTTCAATCTGGAATTTCATACCAAATTACATTTTCTCCAAA
TTAGGAGGCATAAACTTTCTTTTATTCTGTAACTATAATGTACAAAAGATCCCAATTAAG
CTTTCTTCCTTCCATAAACAAATGTTACTTTCCTGGTCACTCATCTACAAACACAATTTT
TCTCCTCACAGATACTACATTTGGAACAATAAAGACATTACTTATAGACATAAATCTTTA
TTTTATCCATCATGGGTTAATCAAAACATCCTTTGGGTTCATCAGCTGTTAAATTCAAAC
GGAGCTTTATGTCACATGAAGAATCTGCTTCAAATACTCCATCAAATACCAAAACCGAAT
TAACTTTGTTGAAGCCATTCCTAATGTTTATTACTTATTCAAAGTCATCATGCAAAGTCC
ACTTATGCCATGGACCGCTAAATAAAATGGCCAATTGTTTCTTCTACGTACCAAATGCGA
TC
>CL11422Contig1
TTTCCAGGAAAGCAGTTGGCAGGAAGTATTTTTATTAGTATTTCTACACAAACTGTTGCA
TTTTGATGAGCTTTATTGTAATTTAGCTGCAGATGCCGGTGGATTCTTGGTCCCAGTGTA
ATGGCAGCATTACTGTGGAGGAAAGTCCATTTTTCAGTCAATAAATTGAACACAGGTGGG



CAATTTCAGCTCATGGACACACAGTGGAAACGGCTCAGTTTAGAGAAAGTTTCTGTAAGC
TTTCAGAAACACCACCAACTTCTTTCTCTGCAAGCTTGAGCTTTTTATTTGGAGTCTGGC
CTCAGACACTCAACTTGTGTGTGACGAGAGTCTGTAGTACCCGGTTGATCTCTGAGGGCA
GGCCTCCTGCTTATTTATAGCTTTACTGTGGGTGTTGGAGGAAATGATGCAGCGGCTGGG
GGTTAGACTTGTGTTTGCCTTAGGAGAAAACTCTGGCTCTGAGCTCATCCTGAAGGACGA
AGGTTTGGTGCAGATGGCAAAGGATTTGTATTCTGGCCTAAGTGGCTGTGGCCCAAATCG
TTTCAGCACATTCTCAAATATGATGAAAGTACAAGAAGCTTATTGAGAGCATGTGTGACA
TTCCTCCTTCCCATCTCAATATTCCAGGCCAGCTCAGTGCTTTCACAGATCTGCACGCCC
TTCCCCAACCGAGCGGTAGTTCAATCCCCACTTTTTGAATGCTTTTTTTCTAAGTGGAAG
GTTATTTGCCACATATAAACAGTTTTGCAGATCAGTCACTAACCCATGTGGCAGCAGAAC
CTCAGCAGCTTAAAAGACTCTGAAGGCAAGGCAAGTTTATTTGTATAGCACAATTCATAC
ACAAAGTAATTCAAGGTGCTTCACAAAACAGAAAAATGCATTAAAATCACAATACATCAT
AGAAAAATCAACATAAAATT
>CL11423Contig1
ACCATGCTGTTCCTGTAAAAATGAGCTCTCAGCATTGAACGGAGCGGCGGCTTCTAGAAC
CACAGGTCTGCGTCCTCAGGCAGGACGGCGGCACACGTGACGCCATATTCCACGGGTTTG
TAAAGGAAGCCGTTTGCTGGCGTCACCAGTGGCGTTTGAGGGCGAGAAGCGTGTTCACAG
CCGCTCGTGGTCTTGTTGTGGGGGCGGGACGCCGCCTTCATCCCGACCTGTCGGATGACT
TTATCCCCCTTTAAAGACCTGATCACCATTACAGATGTTAGACTTTAAGAATGTCAATAA
TCAAACGTCACAGATGCTGTTTTTTTTATTGTAAAGGAGAAGCGTGAGCCGCTCAGACGC
CATCAGCAGAAGCTCCCGCTTTTCTCTTATGTTTTTTTTTTTGCTGGACTGAAAAAAAAA
AGTCTTTTTGCTCTGTGNGTCATTCAAAAGCCAGCCAGTCAAACCACTGTGTGCACGTCT
GTGTGTGTGTGTGTGTGTGTGTGTGTGNNC
>CL11424Contig1
GAGGAGGAAGAACCAATCAAGGGCAAGGAGAGTCAGCTGCAGCTCAGCTGCTTCATCAAC
CAAGAGGTCAAATACCTTGCTACGGGATTAAGGCTGAGGCTGCAGGAGGAGATCACAAAA
ATGTCTCCATCGTTGGACAGAAACGCCCTGTACATAAAATCTTCAAAACTTAGTCGCCTT
CCTGCCTACTTGACTGTTCAGATGGTCCGATTTTTCTACAAGGAGAAGGAGTCTGTGAAC
GCTAAAGTTCTAAAGGACGTCAAGTTCCCACTCATGCTGGACGTTTATGAGCTGTGCACC
ACGGAGCTCCAGGAGAAGATGCTGCCCATCAGGTCAAAGTTCAAAGAGGTTGAAGACAAG
AAGCTGGAGAAGCAGCAGCAGAAGGTATTGAAGAAACCAGATGCATCAAAAGAGACGAAA
TACGATCCTTTCTCATTCCCAGATGATATCGGCTCCAACAACAGCGGCTACTACGACCTG
CAGGCCGTGTTGACGCACCAGGGCCGCTCCAGCTCGTCGGGTCACTACGTGGCGTGGGTC
AAGAGGAAAGACGATGAGTGGGTGAAGTTCGACGACGACAAGGTGAGCGTGGTCGCTCCC
GAGGACATCCTGCGGCTGTCAGGGGGCGGAGACTGGCATATAGCCTACGTTCTACTGTAC
GGGCCTCGCCGGCTGGAAATACTGGAGGAGGAGCAGTAGATTTCTATGACCATTGTTCAC
ACATACAAATTGCCATTTCAAAGCAC
>CL11425Contig1
GCCNGTAAACCCGGNCCTTATGGCCGGGGGCGCCGAACGCTGTCGCTATGGAGGGGGTTT
ACTTCGTTTTTCTTTCAAATACTGTAGCCTTAAAATGGGATTAGAACTCAAACGAACACT
CGTGTCTAATGAATGATAGAGAAGCTTTTGGTAGAAGGATTTGCCATCCGCAATAGTTCA
GCTCTATCTGCGTGAAATAGGGAATGAACGACGATACAGCATCGGACAGCTGGAAGAGAA
ACTCCGGGTGCTCCAGTATTGAGCAAATGCTGGCTGTGAATCCCGGAAAGACGCCCATCA
GTCTGCTACAGGAGTATGGAACGCGGATAGGCAAAACCCCAGTGTATGACCTGCTGAAGG
CAGAGGGACAGGCCCACCAGCCCAACTTCACATTCCGCGTCTCCGTGGGAGAGATCAGCT
GCACCGGCCAAGGGCCCAGCAAAAAGGCGGCTAAGCACAAGGCAGCTGAGGCTGCTCTGA
AGATGCTGAAAGGAAGCCTGGAAGGTCCCGCTGGTGTCGTTGTCGGAGTGGACGAGTTTG
TTGGTGTGGATGTGTTGGTTGATGAAGACGGACCCCAGTCAGAGATGAAAACTACAAACA
CTTCCCAGCAGTCTGAATGTAATCCTGTCGGGGCTCTTCAGGAGTTGGTGGTACAGAAAG
GATGGCGTTTGCCAGAGTACACAGTCACCCAGGAGTCTGGTCCAGCCCATCGCAAAGAAT
TTACGATGACCTGCAGAGTTGAAAGATTTGTCGAAATTGGTATAAGTCT
>CL11426Contig1
AGTAACTCTCATGTACTCTGGTTGCTTTTAGGGAAAAACACTGCTGTATTTCTGCATTCA
GAAGACTGCAACTCAAGAAAGACCAATGACTTATGCAAAGATGAAAGGGATTGTTACTTT
TTTTTCAGTTCTACTCAAAGGGAAGAAAGTTGCCTTCAGTGACTTTTTGCACAAAGTTGC
TCACAGCAAGTTCTTCTGCCAGCACCCAGAAACTCAGAAACATCTACGGCGAAAAAGCAA
GTTGAAGACACAAAAGGCAGAGGAGGCAATCTTGGGCTCAGTGAACACAGACTCCCCACA
AGTGACACCTTCAGACTTTGAATTCCTCAAAGTTATTGGCAGTGGAACCTTTGGAAAGGT
GCTGCTGGCAAGACACAGAAAACAAGGTGGACACTATGCAGTAAAAGTTTTGCAGAAGCA
AATGGTCATCAAGAGGAAAGAGCAGAGGCATGTTATGGTTGAGAGGAGTGTGCTGCTAAA
GGGACTAGATAATCCATTCCTGGTGGGACTACATTTCTCTTTCCAGACACCAAACGCACT
GTATTTTGTTCTGGACTATGTAAACGGAGGAGAGGTATGAGTGAAAAAAAACTTTTATCT
TGTTTTAATTGTCTTCTTTTATCATTCCTATTTTACACATGTTAAAACACAAAAGCAAAC
CACCTTGATTTGTCTGCAAAAAGGTGACAAATCATTGAAAAAGTTTATTTTTTTCTCTTT



ATCTTTTTAGCTTTTCTATCACCTCCAAAGGGAGGGGTCATTCCCAGAACCTAGAGCTGG
TTTCTATGCTGCAGAGCTGGCTGGTGCACTGGGTTACCTCCACTCTCTTCAGATTGTTTA
CAGAGAC
>CL11427Contig1
GGGGAGAGCTGAAGTTAACCGTACAGGCAGACCGGGAACGCGTCCCGTCTTTCTGTTTGA
TTGTTCTCCCGGATTTGTCATCAGCTTGTAACCGATTCTTTAATGAACGCACAGCTTAGC
ATCTCGCGCTCGGAAGAACTTGGACTTTTGTTGTCTCTAAACAAACCTAACGTGACTATG
TAGAGTAACTGTTCTCTCCGTTCTGGATTTCGGATCGGAGTACCTTTAATCCTGAAAAAG
AGGAGCGCAACAATGGGCAAACTCCAGTCCAAACACGCGTGCAAGCGCAGAGAAAACCCC
GAAGGAGACAGTTTTGTCGTGAACGCCTTCCTGCGCAGAGGGATGGAGGAATGTGAGCGC
TACAGCGCAGCGGACCACAAGCTGAAGAGCATGCAGGAGTTTCCAAACAGGGAGCTGAAG
GAGAGCCATTTAACCGATCAACATTGTCCTCTAGAGGTGGTTCTCCCACCAGAGAAGGCT
GAGGGCTGTGAGAGTTACCTGCAGTACCTCAACACAGAGGACGGAGAGAAGGAGCCGCTC
AGAGAGTCTGCCAAAACGCCCGGGAAGAAGCGCATTAGCCTCAATGACCTGGAGTGTGAT
GTTTCTGTAGAGGACGGAAACCGTCAGGAGTGGATCTTCACGCTTTATGATTTTGACAAC
AGTGGGAAAGTTACAAAGGAGGACATGTC
>CL11428Contig1
CTCCTCAGTTAGCTGCTTGATCTTCTCAAACTTGGACTTGAGGTTTTTGGCTTGAATAGA
GCCGGTTCGTTTTAGCTTTGTTAGCTCCTCGTATTCTTTGCTCACCAAATCTGAGCTTTC
GTTTATCTCGTCCTCTCCCATCTCCTGTCTGAGCTGCTCAAACTCCTGTTTCTCCTTCTC
CAGTTTCCTCTTGCGCTCCTCTGCTTTGCGTTTCCTCTCAGCTTCTTCCTTCTCTTTTAG
CAGCTCTTCAAAGTTTATTTCCAGTTTTTTTGGATGCAAAGCTTCCTGAGAGTCACTTTT
CGACATTCCCTGGTCATCGTCATCCAGCAACATGCTCTTGCGGGCCTCTGTGAAGAGCTT
CTTCTCCTCCTCCAGTCTCCTCTTTGCTTCCTCCTCTGCTTTTCTGTGTTCCTCCTCTCT
TCTCTGCCGCCCCAGCTCCTCAAAGCTGGCGCATATCTTTCCGGGCTTGCTGCCCTCCAG
GTTCACTAGCGCCAGCAGCACCTCATCATCTTCATCTAGAAGCTGAAAAGAAACAAAGGG
TGATCCTCAGTTTGAGTATAGACGTGGTGTGGATGTTTAGACCTGAGCTTTATGAAGGAA
ATTAGAATTTATTCTTAAAAATCTACAGTGTTAGGAGGAAAACCCGACAAAAAGACTGAA
AGGCCAACAGCAGAGATGTGGACTTAGACTTGAATCAGACTTAAGTCACATCACTGCCAA
GTCTAAATGAAAAATCTCTTTTCAACGTTTTTGTAAAACTGTGTCCAAATTCCAGCACTA
TTCAATTCAATTCAATTTTATTTATATGGCCCAATATTTACAACAAAAGTCATCTCCATA
AGCACTAAAAGACTAGTGTTCTGGTTAAAGCCCGTCACCAATTTGCCAAAGTAAGACCCT
GATAAATATGAACTTCTTAAAAGACTATTTAATATTGCCGACATGTTCTTTGAAAGTAGT
TTAATGACAATTTGTGACAAAAAAATTGTCTTAGGCTTTAATCCCAACTGAAGACTTGAG
ATCTGACTTTGGATTGAATGCAAAAATTCTAAGG
>CL11429Contig1
GGGGAAGGGGTAGTAGTAGGAAGGGGTAGTAAAAGAAGGTTTCCCCCAGAGGAATGATGA
AGGGTTCTTTTTTAACCCGCTCTGGAGGCTCTGAGGGTCCAAATGGGGAAGTGAACCCCG
AAGGAAGATCCGCCTTCAGCGGAGAGGAAAGAAAGAAAAAAAAAAGTAGTCGCAGGAAAG
GCTCAACACATGATGTATTTACAAAGAACGACGGTACACAGGAAGAGTTTTAATAATATA
CCTGAGCTTTTCTTTCCAAACAGTCCCTGTGACGTGTCAGAAACACGGCAGCAATATGGT
AGTAACAGCACTAACAGGGGTGGTTAAAAAACATACCGGTAAAAGTCACTGAGAGCAGCA
GTAACTTATAGACGCGTGCTGCACAGAGGCTAGCGCTGTGCCGGAAGTTTTCTTCCACAA
CAGTTACACACCATAACACAGCACTGACAGGGCTGTTTTAAAAAAACATGAACGTAAAAG
TCACTGAGAGCTTTCTTTATCTTCCTCCTGTGCACTGAAACCATGGAAGTCTTCCTCCTC
AGTGTTGGATTGGAATAGTGTCAGATATTCTTCGCCACACTCTCTCAGTGTCTCCTTCGT
TGTTCCTGTCAGTGTCACTCTGAGGTAAATTCTCTCCTGAGCTCGCGCTGTCCTCTCCGT
CACGCAGCAGACCGGCTTTTCCAAACCCGTTGGTGATTTTTTCACACTGCTTTTAACTTG
AAAGCTGCGTCATCTGCATTTCTCCTTGCATTTTCCATGATGAGAGTCTGTTCGTGCTAT
TCATTCATAAAGCAAGAATTTACATTAAACG
>CL11430Contig1
GTTTTTCTTTTTCCCCCGTTTATAGAAACTAACAAATCAACAGCTTTAAGTCTTAACTTA
CAATTATAAATCATTAAAATATCATCAGATGTTGAACTTTAACTAACCATGAAGATATGA
AATGTAGATTATTTCCATTAAAACCTTTCCAGAGACAAGGAAATCCTGATTTAAAGAAAA
CTGTGCAAATTCCCCTAAAAATGATACAACCTTACATACTTGTCACAAACCTAAAAGGCA
CATTTTAATTTAATTTTTAAAAGCTCTATTACAGAAACAAAGAAATTACAACATGTCTAT
ATATAGTTTTTTGTGATAGGAACAGGAACATTTTTTTTCTTGGGACTGGCCTCTTCATTG
TTTCACTGGTTCTTCAGCAAAGCAAATTATGGCTTTAATTTATTGCAAAGCCTTTTAGAT
ATTAATTACTTGGTGGGGTTTACTGATAGTCAAATGATTAAGTTAATGAATAGGAGGTAA
AACCATAAAAAGCCTGATGGTGAGTGGTCACACGGGCCCATTTTAATTACCAAGAGCAAC
AGCAGGATGAGTGTGTGCAGTTGCAGCTGGACGCGGCGTTGAAGGCTCGTGTGTGGAGGC
GTGATGAAAGAGCGGAGTGGAGGTGGCATGGAGCAGCATCCAAGACCACACACACACACA
CACAGAACCAAACACACACTTACATGGTAATCAAATGCATTTTTATCAGCCTGAAAAAAT
GTCTCTCTTTTTACTTATTAAAAAGGACTTTAAATATTGATGGAGATAATTATTAAATGG



CAAATGGCGTATACTTATACAGCTTTACTACATTTTTAGAAGGTCCAAAGCATTTTACAG
TCCCATTCATCCATGCACATACACACATTCACATACTGATGGCGGCTGCGCTGCCAAACA
CTCACTCCAACCTATAACCAGCAGGAGCAACATGGGCTTCAGTGCAGTCATTTAACACCT
CTCTGTTGGGATGGAATGTCTGCTTCTCAAGTTAAAGCAAATAGTGTCATTTTGATTTTA
AATATAAATGTATGACAAGATGAATCAGAAAATGTGAAAAATAATCATAAAATTGAAAAT
GTGTCGACTATTTTAGGTACTAATGCAATTGAGCGGCTTTTAAATGCTTTTTGTCAGTAA
CAATAAAAG
>CL11431Contig1
TCGGCACGAGGGCAGGTTCTCCGCAACATCCTGGATGCTGAAGTGGTGCAGATGGACAGG
TGGAAAGTTCAGGTGGCTTCAAAGGGAGTCTACTTTCGTAAACCAAAGGTCCTGTCCATG
AACAACTACTTCTCCGTGGGCCCCGACGCCCTGATGGCGCTGAACTTCCACGCGCACCGC
GAGAAAACGCCCTCCTTCTTCTCCAGCCGCATCATAAATAAGGCCGTGTACTTCCTCTAC
GGCACCAGAGATTGTTTGGTGCAGGAATGTAAAGACCTGGATAAGAGGATTGAGCTGGAG
CTGGATGGAGAACGGGTGGAGCTGCCCAGTCTGGAGGGCATCATCGTCTGTAACATCGGC
TACTGGGGGGGAGGCTGCAGACTCTGGGAGGGGATGGGAGATGAACCCTGCCCCCCCACT
CGGCTGGACGATGGTTTGCTGGAGGTGGTGGGCGTGTTCGGCTCCTTCCACTGCGCACAG
ATCCAGGTCAAGATGGCCAACCCTGTGCGGCTGGGCCAGGCGCACACTGTCAGGCTGGTT
CTGAAGAGCTCCACGATGCCGATGCAGGTGGACGGCGAGCCGTGGGCGCAGGGTCCCTGC
ACCATCCACCATCACCCACAAGACCCAGGCCCTGATGCTGTACCACAGCTCCGAGCAGAC
AGACGACGAAGAGGACGAAACCAGCGCCTCGGAGGCGGAGAGCCTCACCCCTCAAGATTC
TCCCAGACCCCCCTGGTCGCCGGCGAATCCAACTTGAGCCCTCGCCCAAACGTAACTCCT
NGTAGTCGTTCCTCCTCGCTTGCTTAAGTTCTCCCAGTCTAGGATGTATTCATAGAGCTC
AGGCAGTTTCCAGGAGAGAATTCGATCAGAGAGCAGTTGATTTGCACTGACGCTTCGTGC
CATTGAAGACTTCACTGTATTTATTGAATCGGAAGGCCTGTCGGCATCAGGATCTTCACC
CGTGTCCAGGTGACCTGCGAAGCCATTTCTAAATCAGCAGCAGCTAATCCACAGGGAATC
CTTAAAGCCTGTTTCAAAAACAGAAA
>CL11432Contig1
GTTCGTGTTGTGTTTTTGCTCTTAGCTAACATTTTACCCAACAGTTTTCAGTGATGTTAT
GGCTTTCCTGAGCCTTTTCGTGAGGAGGCAGCTGCCGCAGGCTGTCACCTACTTCGCCCG
GACTCTGAAGCTGGGCCGACCTCCGCGCTCCGCGGCCCCGCTGAGGAGAATCCACGGGTC
GGCGCAGCAGCGGACGGCTGAGAAGGGGTCGTGGGGGAAAAGCCGGGGCTCGGAGCAGCC
GCTGCAGCTCTCAGACCTTGACAAGGCGGACGCTTTGGATTCCTCTCGTGGTTCAGGAAC
GGCCTGCTGGCGACGGGGATCGGAGTCATCGCCTTCGTCCAGAGTGAAGTTGGACGAGAA
GCAGGCTATGCCTTCTTTATCCTGGGAGGTGTGTGCGTGTCATTTGGCGGCGTCTCGTAC
ATCGGCAGCCTCTTCACCTTGCGGAGGCTGATGCTGCTTTCTGTGCCAGCTCTGCTGCTC
CAGGGCGCCGTGGTGAGCAGCGTCGCCCTCTTCTGGCTCTGTGCTGTATCGCTGTACATA
GGCCGACTGGAGGTGGAGATCATCCACGAGGAAGAGGACGGCGAGGACGAGGGGGAATGC
CGGGAATGCAAAGAGAGGCGGGAACACCG
>CL11433Contig1
TTTTTTTTTTGCAGTTTACACTTCATTTACTTTACATATGTCATCCATGTAAAAAAAATA
CTACAAAAACATAATAAAACCACCAATAGCACCAATCATATCAATATTATAAAACATGAA
ATAAATCTAGCAAATTCATTGTTTGATACAACAGAAAATATATTTTGCTGAACATTGCTG
AGATCTAAACGTTGTACTGTCCCTTTAGTGTTTTCTGTTTGTGAACATACTTGGAAGACC
AAAAGGTTTAGTGGTTTGATATCTGCGTGCGTGCATGCATGTGTGTGTGTGAGTGTGAGT
GTGCGTGTGAAAATGTGTGTTTTATTCAGAGCTAAAGGTTGAAGGAGGGAGCTATGAGTT
GGCTCTTTCCTCGCTCTTCTCCTGTTTTTGGACTCTTTTTGCCCTGACTACATTCCAGCC
TCTTCTGAGTAAAAAGGAGAAGCAGACACATGGATATATGAAGGTGTGTGTACATGTGTG
TGTACGTGCGTGTGTGAGAGAGAGAGAGGGAGAGAGAGAGGAGGGGAGAAATGAATTAAA
GGCTTGCTTGCCCAGCCTCAGACTGTGCAACGTGTCTGCTGTTGGAGGATCAGATGGCAG
AAAGCTGCTGCGTCTCCCTGCAGCTCATCTGCTCCATAATGGCTGCTCTCTGCTTAATTA
CAGCTCACTTGCAGCTGGACCGGCACTGCACACACAGTTCTGAGCGGGGAGGACCAGGG
>CL11434Contig1
GGCACGAGGTTTTCAGTTACTTTATTTTTATTTTTTATTATAATCAAATGTTTAAACAGC
AGTATGAGAAGTGCCTCTTCAACCAGCCAAAGGAAATACATACAGTAAAATTTTAACGGA
ACAGATCTATTCCATTGCAAAATAACCAACTGAATGAGTGGTTATGGTCACAGCATAAAC
ATGAAACCAAACATTTGTACAATAAAAAGATTATTTACATCTAAATATTTACAGGCAAAA
GAGTTTCCACCACAAAGACTGTGTATAGGCAGGCAGTGACAAAATAACAGAAGAAAAAAA
AAAAACAACAGGGATGAAACAAATGTTANTTTTTGCNCCANNATTACNAACAAAANATAG
NGATCNCNTTCAAATATCCCCNCCCTTCCCAAAAATGTTGCTAAAATANCAAAAATNCCC
CCCCCCCCAAAAAANTAAAATTAAAAAANTAAANCCCNC
>CL11435Contig1
TCGGCACGAGGATCATGGTGGTGGGAGATGCTCTTAATTTGTAATCCTTTTTTCTTTTAC
CTTTCCGACTCTCCTTGCTGCATTTTTCAGTCTGCACAGGTTAATGTCACCATTAGCTGA
AGACATTTTGTGGTAATTGAGACTAAAACAACATTGCAAGGACCAATTGGATTTAGGGAA



CCCACAGAGGATGAAGCCACTCATCCTGGACAGTGATGACTGTATGTAAACTTTTGAAGG
ACTGTAAATCTGAAATGTACTTCTTACTTTGTGCTACATTTTGGGGGGGTTTAGTTCTTA
AGGAAAACTGTATGAAATCTCACTTTGATAATTCCTCACATTTTGTTTTCATGCAAAAGT
AGGCCACAGTCGTGCGTAATGTTAATCCTCACCTCTTTGTCTGATGAATAAAGTGACACT
TTTTTTTATTGCTTCTACATTTAGTAATGCGACAAATTTTGCTGTTATTTTTTCACCCTG
GTATCTCATTTGTGTGTTTTCAGAACAGCAGTGTGTCTTGAATTTTTCTTTCTTGTAACT
CTCGATCAATAAATTATTTGAGTAAATAAAAGACAACATGGGTGCTAACACAAGATGTCA
ATACATGTATTTAAATAAACAATTGCTTTTCTGATGTTGTGCTCAAAGCTACACATATCC
CTAAATTTAAGGCAATAATCTTACATTTCCTGATCAAAGTTTTAACCTGATATTTTATTT
TTGTCCTTCCTGACACTATGAATTTTATAAAAACA
>CL11436Contig1
TTTTTTTNTTCGGTAAGATCAGATTTTATTTAACAAAANGTACATGTGGAGTTCTCCAAA
CAGGTGTGAGGGTAACAAACGGTCGACTATTGCTAACATGTTTCCTAAGCTCCACAACTG
AGGGAAAAGATCTCCAAGTCTTTCACTGGAGAAATGGTCGGCTGGCGTTTTCAAAGCCTC
GTTCTTTCGAATTTAAACTGTCAGCTTTCCTTTGATCCAGACCATACTTCCTCTTTTCTC
CAGAGACTTTTGGAACAGGTGGTGCTGGATCTGTCCCGAAGGTTTAAAGAAAAACTGCAT
CCACCTGCGCCTGAATCCAGGTGCAGCCAGACCGCACCCAGGTCTGCTGAAAACATCCTA
CAACAAAGACACTATTTCTTCATTTTGAGGTCTGCCTCCATGGCGCTTCGGCGCCCCCTG
GTGCCTCCATCCTTCTCGGCCGGCTCTCCGGGTTTTCGGTTTCCCTCCCTGCCGCGGAGG
CTCTTGGCGGAGATGGCGCTCTCCGACGTTTGCATGATGAGCTGCGTGGCCAGGAACTGC
TGGACGTGCTCCAGGACATCGCGCTGCATCTCCAGCGCCATGTGGTACACGTCGTGGTCC
GAGGAGTTGTACATGATGGCGTTTTGAAACATGAGCATGATGTCGCGCTGGAACTCGGCC
GTGGTCCGGATCACCCCGGACTCGATGTTCT
>CL11437Contig1
CGCACACAGCGTAGAGGAGAGAACTGTGGAAAGGAGTTAACGGTTTCCTTTTTGCCCCCC
CCTACCACTAAAATAACAAAGGCGAACCAAACGTGAATTTAAGGGGACTCGAAAAGTGTT
CTGCTCTCAAGGAGGAGGGAAGCGTGGGATTGTAACAGCAAGTTTTCTTTTTTTTCTTTT
TTTGCTCTCTTTTCTTAAAAGAGGATTTTTGTGTGTTGTGCGGTGGTTTGTTGAACGTTC
TCACCGCAAAGATGATGGTCGGAGAGGTCGAAGTGAAGGAGCGACCGAGGCCGAGTCCCG
ACTATTTGATGCAATTATTGAACGAGAAGAAGCTCATGACGAGCTTGCCAAATCTGTGCG
GAATCTTCACACACTTGGAGAGGCTTCTTGACGAAGAGATCAACAGAGTGCGCAAAGACA
TGTACAGCGACACAGTGAATGGCCTTGTGGACAAACACCCGCTGGAGCTGCCTGAACCTA
TGGGACCCATCGTTCACCTCCAGGAAAAACTGTTTGTGCCTGTCAAAGAATACCCAGATT
ATAACTTTGTCGGGAGAATCCTTGGACCCCGAGGGCTCACTGCCAAACAATTGGAAGCAG
AAACAGGATGCAAAATCATGGTGCGAGGAAAAAGCTCCATGAGAGAC
>CL11438Contig1
TTGGAGCGGAGGCTTTTCTTTAATTGCTCATTTCAGTCTTAGAAGCTAAGCAGCCTGAAA
ATAAGGCGCCGTGTCGTTCGTCGTTTGAACGAGGAGCTCCCCACACACCCACCGTGGCCG
TGAACCAAGAAATGTCCATGTTTTAAAGCAGTCAACGCAAATCTTTCCCGGTGGTTTTGG
CTCGAGAGCTCCAGGATGTCCAAGCGGCGCTCGTCAGAGAGGGGGGCTGGAGAGACATCA
GGCAGAACCAGCAAGCTGCAGTGCACGGGGATATCTGGCAGTAATGCCAAGAGGGCCGGC
CCCTTCATCCTTGGACCGCGCCTAGGCAACTCACCAGTACCGAGCATAGTGCAGTGTTTG
GCCAGAAAAGATGGCACAGATGATTTCTATCAGCTCAAAATCCTGACGCTGGAGGAGCGG
GTGGACTCTGCTGGGGAGACCCAGGAGGAGAGGCAGGGGAAGATGCTGCTGCACACAGAG
TATTCTCTCCTTTCTCTGTTGTACAACCAGGATGGGGTGGTCCACCATCATGGTCTTTTC
CAGGACCGAGCCTGTGAAATCGTGGAAGACCTCGAGGCCAACAAAATGCGAAAGATGAAG
AAGCGCATCTGCCTCGTTTTGGACTGTTTGTGTGCCCATGACTTCAGTGATAAAACGGCA
GATCTAATAAACCTCCAGCATTACGTTATAAAGGAGAAGCGCCTGAGTGAGCGCGAGGCC
ATAGTCATTTTCTACGATGTGGTTCGTGTGGTGGAGGCCCTCCATAAGAAAAACATTGTT
CACAGAGACCTCAAACTTGGAAATATGGTTCTGAACAAACGGACTCATCGCATCACGATC
ACCAACTTCTGCCTGGGAAAGCACCTGGTGAGCGAGAACGACCTGCTGAAAGACCAGAGA
GGAAGCCCGGCCTACATCAGTCCTGATGTATTAAGCAGTCGACCGTACCGCGGTAAACCC
AGTGACATGTGGGCTCTTGGCGTGGTCCTCTTTACTATGCTTTATGGCCAATTCCCCTTT
TATGACAGCGCACCCCAAGAACTCTT
>CL11439Contig1
TCAGTGGCAGGGGCGATCTTTTTCATCTGTGTGCGGAAGCTACTGGATAATTTATAAGCC
TCTCCCTGTGTGTGTCTGAGGGAGATTTGCTGAGCTCACCACCACCATGCTGTGTTGTGC
TGCTGTCAGTGCAGCTGTCTGGCTGCTGGCAGTGCTCAGCCTGGGCCTGTCTCTTCCAGC
TGAGCACAGCTCAGAGCCAGGCTTCAACCTCTGCAGCCACTGCTTCTACAGACAGACGCC
TCCTCGGGGAGCCTCCACGGGGCCTCTGCCGCGCCCACGCTGCCACGCTCTGCCCGGAGG
ACGGGCGCTCGCCACTCTGTCCAGGCCGACCTGTGACACAGCTGTCTACTCTGCCTTCCA
TCTCAGCCACGGATGGGCAGAGGGGGAGGGAGAGGAGGGTGAAGAAGAGCTCGTGGTGGA
GGACGAAGGGGACACCATCACAGTAACGGTCCCGGCTCTTCTGAGAGGAGGTGGCCTCCC
CCGTCCGGTCTCCTCCACAGACTCTTCTGCTCAACACTGGGACTCCACAGTCACCTCACT



GGTTCGGTCAAGCATCCTTCCTCGGTGCAGCACTGTGGGAGGTGATGTCTACATCCTGAC
AGGGTCAGGAGGACTCGGGTTGGCTGATGATGGAGATGAGAGGTGTGGAGCAAAGC
>CL11440Contig1
GAACTTTCTTGATAAAAACAATTTGACTTTAGCCAGCTGCCTTAACTGAAAGAAGCTGGA
TCTCACCACAGAACTGATCTGCTTGTCCAAATTTAAAACCAATGTCCATCTTCACTCCTA
AATTTGTCAGAGTAGATTTAACGGATTGAGTGAGAGAGCCCAGAGCTATTGGGTGTGACT
CACTGTCGACACTGGGACCGAAGACAATCACCTCTGTGTTTTCGTCATTGAGGTGGAGAA
AATTTAAGAGCCATCCAGATTTGTAATTTCTTCAAGCACTTAATTAAAGGGCTGATGGAG
TGGGCATCCTGCTTTGTTATTGTATTAATGTGAAACATAGTTCCTATCCTTTTCATAATT
CGATTAACAAAATGAGACCCATTGTCACTATAAATAATAATATATATATATATTTTTTTT
TTCCAGGTATACCATACTGAANAATTACATCTTTGCATAATGCTTTGGCTACTGTTATTG
CATCAGGATGTTTTGCTGGGAACAATTCAATCCATTTAGAGAATGCATTATCATTACCAG
ACAGAATTTTGCGTTTTAATTCTATCAAGTCCATGTGTATAACCTGAAACGGATATTGGG
GAGTTGGAAACTTCCCTCGTGTTGGTCTAA
>CL11441Contig1
GTAGATGTGGAAAGCAATGTACATGAAGTTAATCTGATCATTCTGCCTGCCATTCTTCTG
CAGAAGCTCCACCAGAACAGTGCACTGCTTTGTTTTCTTCTTCTGCTTTGCAACTTTCTT
CTTCTCCTCTGTGCTCATTGTCTCACTGCCCTCGTCCATTTTGTCTTCTTCATCATCATC
GTCCTCCTCCTCACTGTCCTCCTCATCTTCCTGGTCCTGCTCTCTGAGCACCAGCNGGAA
CTGTGGGTTCTTCCAGAAGGATTTGTTGTATCGGCGGCTTCCACCAGCAGAGAACCCAGG
TACCCAGGATCCTTTGTGCTCACTAATGACCCAAGCTCCTGGGCTGGCAGATGCGTCCCC
TTCTTCCAAAGAGTCTGGACTCACGCTGCAGACCTCCACCACATTGAAGATTCGGCTAAA
GTCATCAGCGCTGATCCAGAACTCGCCATCTTCTTTGATTTTCAGCTCAATTTTTTGCTT
CTCTGATGCATCAAGGCCATTCCACTCATTACCCTTATCACTCCAGGGTCCAGAGTATTC
AATAAACCCCCAGGGGTTCCTCAGCCTCAGCAGTAAGATCTCCTCCGAACCTTTCTTCAC
CTTGTGAGTTTCAGTGATGGCGTAAGCATGGCCCTTCACCAGCCCATCTGCTGTTACTTT
CCCAATTTCACGGGAGTTGCAAGCCTGGATGAATGAGCTGAGCAGGCTGCCTCTGGACAG
AGCAGCAGTCAGAGACCTCCAGAGCACTTGAGGGGTGCGAGATGACACCAAAACAGAGCG
TGCAATGCCTCCTGTGAAATCCTCCATGCCCTCTGAAATGTTACCCCCCTTCAGGCTGGC
GTAGGATCCCACCAACTTGGCATAGGCCTTCTCCACCAGAGCGCTCCAGAACTCATTGCG
GGTGTTAGAGTAGCTGAAGAGCAGACGGCCTTCCCGTACTGGCAGCCTGTCATCCACAAC
CACCTCCACCCACTCACCATACTGCCAGAACCTAAAGCGAAAGATCCCTGCATACGGATC
ACCCAGGCTTTGGTTGGAGGGCACCACCT
>CL11442Contig1
ACGGAAGAAGGGGCGGAATGCGGCTTTTGCAGCAGGACGGAGTGTGTACCAGGGATGTGA
TTGGAGATGTTACTATCAATGCTTTTGTAGAGCTTTTTAAGATAAATAAATACATCTGAT
CTCTAAAAAAAA
>CL11443Contig1
GTTTCAAGTGCATTGACCATCCTCTCGTCCAGAAAGCCAGAATTATTTGCCCCACACTCA
AAAATTAGGATAAAAGGACTTACATGTTCAAAAATTAGGCTCTAATGTCCTTGGAAAACT
TGTATCTTCAATTGTGGTTCCTCTTCTTTTTTCTTTGCTTCTTCAGGTAAGTAGTCTTTT
TCTGCAGGATNTTTNNCNTTTTTTNTNTCANGGTCCTCTTGGATTCCCTTTGTNGCCCAG
AGCTTATGCATAATATTTCGAACTTTTTGGTTCTTCTTCAGATGCTGAACTGAGCGAAAT
TTGTTTGTTTCTCCTTTGTCCATACGAGCTTGGATGGAATAAAAATTATTTGTCCATGAA
TCCTGGCTTGGTTGCCTTCTGTTGTATTGTGCCTCTGTTGCAGGGCTGGAAGATGAGTGA
GTGAGATGGAGAAAGCAGGCCAGCTTATAAAGAGCAGGTGGGCGGAGTTTGCCTTTGT
>CL11444Contig1
ATGAGGATNCATCTGGACCCGTGGAGCCGCGGTGAAGAAGCCGGGTTAGATTTCTTTTCT
GCGTTGGAAGCGGAGGACCAAACCGAACGCGGACCCGCGAGGCGCACGCGGACGGAGCCC
CGCGGCGGGAACGACCATGGCGAACGACTCTGTCCAAGTAAGTTCAGCCGCGGGAGGTGA
TGATGGAAGCTGTTCTGGGGGGGAGAGAACCGAGGCTCTTTGTTTGTGAATTCACAAACT
ATTTTTTTAACTTAGTTTTATTTTTGTTATTTAATAATAATTTCAGCAAAAAGATCCTTT
TTAACCAGATGTGTTTTAATCTGGATTAGTTATCCCCCTAATGTCTAGTGTATCACATAA
GGATTACTTTATAATGTCGTTACTTAAGTAGAAGTTTAAAAAATAAACTATTTAAAGTTC
AAAACTTAAATAAAATGCACAAATTCTAGTATATTTATAAAGTATACATGTTTAGCACAA
TAATGCATTATATTAAATTTATATCCTTTTTGAGGTTCTTTAAAAGTTATGACACCTAGT
TTCCTGATTTTTGCTGAAAAATCCATATAAAACGATGTTCTTGTGCCATTTTTCTGATGA
TGGAGGACAAATTTGAAGGAAATTAAGATACAAAACAAATTGAATTTNCTGAGTTTT
>CL11445Contig1
TGGCCTGACCATTTCTCATCTCGATGACCGACAGCTGTCCGCAAAGCTGCTTCACCCAAG
AGCCATGGACAACTTAGCCAGCTCCTCCAGCTGTGAGCCCGCACTGAAAACAGGGTTCGA
GAAAAAAATATTTGTCAACAGAAGTCTGACTCTTGAAAACATCAAATGCTATGGCTTTGA
TATGGACTACACCTTGGTTGCCTACAAGTCTCCTGACTATGAAAGCATGGGCTTTGAGCT
ACTCAGAGACAGAATGGTGTCTGTTGGATACCCGCACGAGATTCTGCGATACACGTATGA



CCCCAGCTTCCCCACTCGAGGTTTGGTGGTTGACACCAAATATGGGAACCTCTTGAAGGT
GGATTCTAACGGCAATGTGTTGGTGTGCACTCACGGCTTCCGATTCCTCAGAGGGGAAGA
CATCCAGAACTACTACCCCAACAAGTTCATCCAAAGAGACGATACAGAGCGGTTCTACAT
ACTTAACACCCTCTTCAATCTTTCAGAGACGTACATCTATGCCTGCCTGGTAGATTTCTT
CACCAGATGCAACAGATATACAAACCTGCTGAAAGGTTTCCAGCATGGCGATTTGTTCAT
GTCCTACAGAAGCATGTTCCAGGACGTTCGAGATGCCATGGACTTCATTCATGACTCTGG
TATCTTGAAGGAACAAACTATCAAGAACTTGGAGAAATACGTTGTCAGA
>CL11446Contig1
CAAGACTCTGAAGAACACCTTGAATCCGGCGTGGAACGAGACCCTCGTCTACCACGGCAT
CACCGATGAAGACATGGCGCGCAAAACGCTGCGGCTCTCGGTGAGCGACGAAGACAAGTT
TGGACACAACGAATTCATCGGAGAAACCCGAGTGGCCCTGAAAAAACTGCACTTCAACCA
GAAGAAGAACTTCAACGTTTGCTTAGAGAGAGTGATCCCAGTGAAGAAGACGGCTGGAGG
ATCGATTCGCGGCATGGCGCTCTATGAGGACGATCTGAAAGAGGGCGAAGACTCCGAGGA
GAGGGGTCGCATCCTCATCTCACTGACCTACAACAGCCAGCAGGGCCGTCTGGTGGTGGG
CGTGGTCCGCTGTGCTCACCTGGCTGCCATGGACTCCAACGGATACTCGGATCCGTTCGT
CAAAATATGTCTGAAACCAGATATGGGAAAGAAGGCAAAGAACAAAACCCAGATAAAGAA
GAAGACCCTCAACCCAGAGTTCAGCGAGGAGTTCAGTTACGAAATAAAGCACGCCGACCT
CGCCAAGAAAACTCTTGACATCTCAGTCTGGGATTACGACATGGGAAAATCCAACGATTT
CATTGGGGGGTGTCAGCTGGGCATCCAGGCCAAAGGCGAGTGCTTGAAGCACTGGTACGA
ATGCCTGAAGAACAAAGACAAGAAGATCGAGCGCTGGCACGTTCTGC
>CL11447Contig1
CGTTCGGGACTTGTCTGTGGCGTATCTCCTGGTGGGGCTGACATACCTCTACGTGGGGGT
GTTGATCTTTGGCTCCTTTCCTTCACCGCCTCTCGTCAAAGACTGCATCCAGCCGAACTT
CCTGGATAACTTTCCCAGCAACGATGTTCTGGTCTTCGTGGCTCGGATGTGCCTGCTGTT
CCAGATGGTCACGGTCTATCCTATGCTGGGGTACTTGGTGAGGGTTCAGGTCATGGGTCA
GTTCTTTGGAAACCATTACCCCAGCTTCTTCCACGTTCTGGTTCTAAACATCTTCATAGT
GGGGCTGGGCGTTCTCATGGCCAAGTTTTATCCCAACATTGGATCCATCATCCGGTTCTC
TGGCGCCATCTGCGGCCTGGCTCTGGTCTTCGTGTTTCCCGCTCTAGTCCACATGATCCC
CCCGCCCCCTCTAGTCAGTTATGAACTAGGACTTTGAAGAGGAGAAGGGTTGTGATGAAG
ATCGAGTAACTTCGGAGCTTGATTCATATTTACGTTTGTCTTTGGTTGCTACACGCCGTT
TAACAAAACCGTGCACGCCTCACATGCACACCTCACGAGCACATCACTGGCGTGACCTAA
CAGGAAAAGAGGCGGGACTCGGCGTGAATGCGTCTCCACTGAGAGGTTCTGAGCTCGTGT
CCTCATCCGACCCGCTGAGGTCCTGCTGGACGGTTCTGAGAGGAGCTGCGTTCACCGTCA
CCACCGAGGACCCCGGGAAGACGACCTGTTGGCCTTTTTCAGGTCTGACCTTCTGCGTTT
GTTTGAGGCCCGTTCATCCAATGAACCGTCCTCCCCGAGTTTTATGTTAGGATGAAAAAA
GGGAATTTTGGAGAAAA
>CL11448Contig1
AATATGTCAGAACTCCAGCAAAAAACAAACTAGTGCCGCCAAAATCTCTTCCTGTTTAAA
AGTTCTTGCCATGGTGGTTTAGTCTCCTAGCTAAACGAAGCAGGTCTGGGCTGCTGCAAA
CTCTTGTTGCCTGCTTTTCATGGAGATTAGGTTTAGGTAAAAAGAGAAGAGAGATTTTCT
GGCAGAAAATGCTGAAAAGGTGCATTTGATGTGGAGACCAACGTTGACATTTACAAGTCT
TGTTATCTGTAGGAACTGAGAAGAAATGTTTGTTTCACAGAAGCCTTTGAGCAACAGTTT
TAGTGCTTCTGTTTAACGCAGTTTCCACAGACCAATACCCCTAACTGCGACAATNCTTCT
GAAGCTAACTGATGCTAATTTGCTTTGCCTTTTCTTAAAATCTGCTTGAAATGTTTGAGC
CGATCATTTTCTGCATCCATTTCCATTTTCTGTGTGATACTTAGCTGCTTTGGATGAGGT
TTTTCTCAGAGATCTGCTCCATAAACCAAGTCTTACTCGTAGCTTCTGAATTAAAAGTTT
ACACTGTTTGCAGTTATGCTGTGCCTGTTGAAATTCTTCTGCTTGAAGTTTATGAGCTGC
TGAATATTTATAAGCAAAACTAATCCTAGGTCACAGAGGAGAGGCAAACAAGAGCAGAGT
ACCTCCAAGAGCTTTTATTTTTGAAAACTCCTCTTTGTGCGATTTCCTCTGATGTCTGCA
GATGCACTTGTTCAGTTGTTTTAACCGTGTGTGTCGATGACTGTGTGTGTGTGTTGCACT
GTCAGCATGCTGGACACTTTTGAGGATGGAATGAGCCGTGATGCTTTCAGTGTTCCGGAT
ACAGAGC
>CL11449Contig1
GATTGAGATGGCCGGGGACGACGTGGACGTTCCAGAGGAGCTTCTGAAGATGGTGGACGA
AGATGCCACAGAGGAGGAGGGCAAGGACTCCCTCATGGGCCAGATTCAAAACTTGCAGAA
TATGGACATGGATCAGCTGAAAGAGAAGGCCTCGGCCACCGTCACCGAGCTGAAAAGCAA
AGCAGAAGAGAAGTGCTCCGTCATGTGAACAATAGCTGAGGGGTGTAGCTTGTGGGGAAG
AGGGGAAACAAAATGACCATGAAAATATTTGTTTATATGTCATAATTTCACCTGTTTCTG
GACATATGTACAGATAAACTGTATAAAAAAGTCTGTAAAGAGCTTACTCATTGACACATT
TTCCTTATATGGTATAAACATTTGTCAAATCATTACGTATTGAAAATAACTTTAAAAATA
TAGTTATTTACATTCTAAATGTCAATGCTTAACCCCATCTTTGTGTGAGAAAACACTCGT
TTCTTTTTTCACATGATGAGTGATTTTATTATTAAAGTTTGAATTTGAATCAAATTATTA
AAAAATAAAATACAGAGACATTCTGATAAAAACTCAATCCTATCTAAGTATTTTTATTTA
CCTTTTATTTTATCTGTTCATCTAGATGTTTGTTTCTTTTTTTTCTAATCTGTATGTGGT



GTTTGGATCATGATATTTAGTTTCTCTGATGTGATGTTGACAAAAGCTGGTGATCATTTC
AAGTTTTGACATCTTCACTGCATCTTTAGTACCTGTAATATTTGCT
>CL11450Contig1
GTTTTTTTTTTTTTTTTTTTCAGGCTTCTGTCCTTTATTGTAGATAGAATCCTGTCAGAT
CAGTGAGTGGGTTCACCGTTCTGATGCTAACGGACGTACAACACAGATTCAAGACGAGTT
CAGCGCCGTGAGGTCAACTAATCAGCGTCTGATGCCAAGGTTACCAGTGAATGTAGCAAA
CACAGCATGAAGCCATCTTTGGTCTTCTATAAACAAATACAAAACAATTTGTATCAAAAA
TAGAAATTACAAAGCCATATTGAAAGTAAATTCACATTTTGACAAACACTGAAAATCTTG
ACAGTTTTTTTTTTTGTTTTCGTTTCCTTGGCATCTGTTTGAGCGCTGGTTCTTTTTAAA
TGGTCATTGTTCTGAGGAGAACACAATTCAATGTTTACAGCAAGAACAGAACAGGAAAAC
AGATTGTCAAACAAACACGTGTGCTTTCAATCCTGGACAAAGATGGGGATCTGCTGGAAG
CTGGACCGGGCCGGACCCGCCCCAGACGGGCCGTTCTGTAGTAACTGGTTTGGTGTCGTC
GTCCTCCGGGGTTCAGCGTTAGCCGTGATCGTGATCATGTGCACACGTGGGATGCTCCGG
ATCAAAGGGAAGTGCTTTCAGAGTGACCCCTCCACATTCATAACAGCAGGGCGGAGACAT
CAAGGATCGCTCT
>CL11451Contig1
TGATCATCAATTAAAGGCCTGACCTGCTCATGACATCACAGTTTTTACACGCCGATCCTG
TGCGTTAAACTCAAAAATGTATTTCTACCAACACCGTAATCACGCAAAGCTATGTTTTCC
TCAACAACAGAGAGCTTCCCCAGACTGGATTACAGCTCCAAAAAAATAAAAGAACGACTT
TCGACGTCTTGAATGTCAAACAACTGAATAGTGCCCGAGCGTACAGCGCCACTCACTGAC
ACTTTTATTTGACTCAGTANACTGACNCGATATCANAGGCAAAAGTGGCTGCAGCAAGTA
AAATGTGCTTATTGAGATTTTGCAGGTAGGTGTGAGCGCATCTGCATCCCAGTGAGGCCA
AGGATTTTGGAAGATGGCCTGGTGTCAAGAANGGCANCAAAGAANCCACTTCTCTCCNAA
AAAGATCGGGGACAGATTGATCTTCTGCNCAAAGTCTGGCGAATGGACTGCTGAGGACTG
CTGCANAGTCAGATTCTCCCATGAAGCCTCTTTCTGATTTGGTTTGGGGCATCTGGAANA
AGGCTTGTCCGGAAAAAAAAGTGAGCGCTACCATCAGTCCCGTGCCACGCCACCAGAACA
TTCATGGGTCCATGGGAGGGGACTCACTCACCATTTGGCCCCAAAAACACAGCCATGAAC
AAACAAACACCCTCCAACAGCACCTTCTTCCAACAATCCAACAACCGTTTGGCGTCCAAC
AATGGATTTCCAGCACCATGGAGCACCGGGCCATGAGGCTAAAGTGAGAACCAAGTGGCT
CAGGGACCAAAACGTTGAAGTTTTGGGTCCATGGCCTGGAAACCCCTCAGATCTTAATCC
CATTGAGAACTTGTGGTCAATCCTCAAGAGACAAGGTGGACAAACAACACCCACGAATTC
TGACAAACTCCAAGAAGTGGTTCTAAAAGAATGGGTTGCTGTCAGACAAGATTTGGCCCA
GAAGTTGATTGACAGCATGTCCAGTGGAACTGCAGAGGTCCTGAAAAAGAAGGGCCAACA
CTGCAAACACCGACTCTTTGCAGAAATGTCACGCAATCGTCGATAAAAGCCTTTGAAACG
TATAAAGTGCTTGTAATTTAATGTCAGTAGATCCCAGAAACAACAGAAACAAAGATCTAA
AAGCAGTTTAGCAGGAAACTTTGTGAAAACTAATATTTGTCACGTTTGGCCGTGACTGTA
GTTCGGTGCTCCTGCTTATGGCTGAGTAAAGGACTCGTCAGTCCCAAGTGACTTGTCTGA
TTTGATTGACAGACTC
>CL11452Contig1
TAAACTTNCAACAGTATACCAACTGGCTTTGGCACCCTCAAATCTTGGGAGTGTACCATA
AAGTTCTGCTGTCGACGGACGTTAACTCTACCACTCGTGAGGCGACTGCCGGAGCTCTTC
AGAACCTCACTTATGGAGACAAAAGGTGGCCTGGGGTGCTGTCTAGTTTTGCTGAGCAGA
AAAAGATTATCCCAACCATAATAAAACTTCTGAACACTCAGAGAACAATGGAGCTGCGTT
CACTCACAGGCTTTTTGAGGAATCTGGCTCGCCACACCAGCAGTAAAGATGACATGGCTA
AACAAGTCATAAAGGCCGTGGTGGAGAAGTTGCCTGAAGAATCCCCACCCAAACAACAAA
TCCCCATGATTGTCAACATTTGTGGGATTTTAAATAACCTGGTCATCGGCAGCTCTCTGG
CTGCTAAAGAGATCGCCGAATGTGGGGGCTTGGATAAACTAAAGAAAATCAGGGACACTG
AAAGCATATGCCTGGATGAATCGAAGGCAGCCAAATCAGCTGATACAGTCATAGTCAACG
TGTACTATTACAAGAAACACCACAAACTGTACAGAGATAAAGGGTACAACAAAGCATTTT
TTAAGCAGAAGTTTAAGTAAAGGAAAAGTTATGAAGTTCATCCTTGATCTGCAAGACTTT
GTGCTAAGGCTACAAACACACAGC
>CL11453Contig1
CTGGGGACAGCTTCTGGGAGCCCGGAAACTACAAAAGGACGGTGAAGCGAATCGATGACG
GTCACCGGCTCTGCAGCGAGCTCATCAGCTGCTTTCAGGAGCGGGCAAAGATCGAGAAGA
GCTACTCGCTCCAGCTGAGTGACTGGGCCAAGAGGTGGAGGGGCATCGTGGAGAAAGGGC
CCCAGTACGGCACTCTGGAGAAGGCGTGGCACGCCTTCATGCAGGCGGCAGACAGCCTCA
GCGAGCTGCACATGGAGCTGCGCCAGCGGCTGGCGGTTGAAGACAGCGAGAAGGTGCGCA
GCTGGCAGAAAGACGCCTTCCACAAGCAGCTGATGGGCGGCCTGCGAGAAACCAAGGAGG
CAGACGACGGCTTCCGTAAAGCTCAGAAGCCCTGGGTGCGCAAGCTGAAGGAGGTGGAGT
CCAGTAAGAAGAGCTACCATCAGGCCAAGAAGGAGGAGTGGACCGCCGCCAACAGGGAAA
CGCACGCCAAGGCCGACCCGTCCAAGTCCCAGGAGGAAGTTCGCAAATTCACCAACCGCA
CCGAGCGCTGCAGCCAGGAGGCAGAAAAGGCGAAGGAGCGCTACCTGAAGTGTCTGGAGG
AGCTGAACCGCTGCAACCCTCGTTACATGGAGGACATGGAGCAGGTGTTTGACCTCACCC
AGGAGGCCGAGCGGAAGAGGCTACGATTCTTCAAAGAAGCTCTACTGGACATCCACACAC



ACCTTGACCTGTCCGCCAAGGAGAGGTACGCCAACGCCCCCAACAACCCCCCCTCACACC
TTTAAGAGCCGCCCGCGGTGCAGAGTCTTCAGGTTACCGTTTGTGTGCACATGAGTTAAT
GGAGAACTCCTGCTGTAATCCATTAACTGCTGACCCTCACTTTTTATTTAATCAGCTCCC
TT
>CL11454Contig1
GGATCTGATGCTGTAAGCTCATCTAAACCTGATGATCTCAACTGGAGCTTCCACAGCTTG
AAGGTCAGCCTCCTGGTGTGTCCTTTTATTGGGATCCTGGGTGGAGCTTTTTTCCTCTTT
ACCACCAAGTACATCACAGAAGACAGTAAAGCAGTCCTGCGTTTGATTGAAGAAGAGCAG
CATCATCCCCCACCGGAACCCTCAATAGAGTTGAGCAACAAGATCACAACCTGAAGCAGG
TGGAAGCAGCTGATCAGTCCAAGCACAGGTTCATATAAACATGGTAACTCCAGTAAAGCT
GAAAGGGGGACAGAGTGTGGGAGCTCCTATGACTATAAATGCTTCCCTTTTAAGGACAGT
TGCTTTAAAAAAAATGTCCATGAATCAAATACTTTGGTTGTTTACCTGTGCTGTTTTTGT
ACTGTTTTGCCCACAAGCAGCTTTTTGCCAGTGAGCGTAGGACTCAAAACACCAGCACGC
CTCTTCGCGCCTGTTTATCAATGCCTCACAATCCAGTTTAGATCAGCTGATTGCAAGATC
ACCTCCCATCTGAATGGTCCTGAGAAAATACTTACTTGAAAAGAAAGTGTGATTATATTT
TTTTGGTAAATGCAGNTTTTTTAAATTATTGTTGACTTTCCAAATAAATTGCTTCAATTC
CCTCANAAAAAAAAAAA
>CL11455Contig1
TGATTTACCTGCCATTTTTGCAATGGAAAGTACTGTTTTTTAAGGATTTGAGGCACAATG
ATGTCCAACAAAGCTGGTGTATTGCAGTGTATTTCTCCTCCCATGCAGGGTTCTGGATGC
TGGAGGAGAGTGATGCTGCTTTTTGAGTTTCAGCTCAGCAAGCAACATTGTCTGTCTCTC
TCTGCCCCTTAGGAAGGCAGCAGTGAAGTTAGCTGTTGATTTACAGTGTGAACAAACAAA
AGCAGAATGATGGTAGCATCTGCTGTTTCAAAGCACAGCAGTGGAATCACCGTAACGTCA
AAATGTTCCATACACTCCTGCTTTTACTCTTATTCCTTTGGGACACCGTCAAGTTTATAA
GTTCCAACATCACTCCAGAGTACGCAGTCCCAAAATCTGTTTTTAGCATGAACAGCAGAA
AATGTTTTTCTTATTATGTTTTAAAACATGCAAATGCTGTACAGTATTCTGTCACTTCAG
AGTAGTTTCTGAAAAAAAAGGGTGCTAATAAACAAGGCTTATTTGCATGTTGTTTTTTTT
AATGGCGTGCCATAAAAAATCTTGGTTTGGTCTCATTTAGTTAGTATGAACAATCTGTTA
AAGAGAAAACTACTTTTTTTTTAGAGAAACAACAAAT
>CL11456Contig1
CGCTACAACTCCCTGCAGGCATGGCCCCCAGCTGCGTTGGGAGGTGCGCGCCGCTGCTCT
TCCTCGCTCTAGGGTTCGACGTGGCCGGTCTGGTGGTTCTTCTGGTCGGGATTTTCGGTA
ACGTGAACCGCCAGGGCCGCTGGTACGGGGACTTCCTCGTCTACACGGGCTCGATCATCA
TCTTCCTCAGCCTCGTGTGGTGGGTTCTGTGGTACACCGGCAACGTGCAGCTGTACGCGG
AGGACACCATCTCCCTGGATGTCACCTTTACGCAGTGGGCCAGAAAGCTGTCGGAGCGGC
TCTCCATGAGGAGCCTGAAGCGTCTGGACATGCAGAAGAAGAACACACCGATGCGCCTCT
CCGCGCCACCGACGATCACCTGGGAAGACGGCGGCAGAGCGATGACGCCGCGAGGCCACG
ACAACGAGGGCTTTGACGGCGGGACCGAGTGCGCGTCCCCGACGCACAAGAACCTGGAGC
TGGGGGTCCTGACGGGCTCAGAGGAGAAGAGGTTGGAAAGGCTTCTGTGACTAGAAATGG
CAGCATTCACCTTCCCCCTTCTGATGGAAAAGACAGACTTTGAGAACAATTATGTTTTAA
AATACAGTTAAAGTGGCTTTTGGAATCGTCCTGAACATGCCTGCAGTGAAGAAGAGGAGC
TGTGCACAAAGGAGGAAGAGTTTGCAGACGTACAAAGTTCATTTATGTGGATTTTTCCAG
GGAGTAGCTGTAGATATTTTTTTTTTGAGAATAAAGTTGAATATT
>CL11457Contig1
TTTGTCATTATAATCCAATACATAAGTCAAATCCTTTTGATTATTCTTCTCTCATGATTA
TAAAAAATGAATAAGCTTTATTCACAAAAAACAGGAAAACTCAAAAATGATATATTGAGA
GTTTTTGTGTCTTTCTTGTCCTAATCAGAGTTGTTCCCCTCGTCTGGTATGATCTGCTTT
TGATCATTATTGTCTCGGGTTTCGGCGGCTGTGGCTTTGAAGTCATGGATCGGGAGCGTG
GACATCCAGCTGACCATGGAGCCCTCCTGGATCTCAGTCTCAACAATGGTGGGGTAGATG
TAAGCTTCCTTAAAGGCTTTGATCGCTTCCGTCTGCTTATCCCACTCCAGACGCTCGTGC
AAACCGTCCCCTCCGAAGCGCTTGTTGTAACGGTCAAAGTGAACCATTTCAAGAACCAGG
CCCAGTCCTGGAGCTTTCGGGACATCTACCTTCTCTTCTCCCCAGCTCCTCTCTATCACC
TTCTCCTGCGCGTAGCCCTTGATCACTGCAATCACCAAGCCGATCATCTTCCGGATTTGG
TGCAGCATGAAGCTCTGACCTCGCACGTTTATCACTGCAAACTCGCAGTTGTTGCGGATG
AAAGGTTCTCCACAGGACATCTCTGTGATGTACCGGCGGGCGCTCGGGTCACTCGGAGCT
TTCTGGGGAGGTGAAAGTTATGGAAGTTATGAGTCCCTTTGTAA
>CL11458Contig1
TTTTGGTTTATGGCTTTTGGTTTGAAAGATTTTGGTCTTTATAACATTTTTGTTTATGTT
AACATCGAGGCTGAATATGTCGGAATATGCAGAGCCAACGAGCGGTTCCGGAAAGACGCC
CACCAAAGCGGCCATTTCTCAAATACTGCAGAAAAACTTCGAAAAGCTGCCTGACCTCGA
CCAGAAACTCTTCACCTTGGGACCCTTTTATCTGGCGGGAAACGCGGGGCTCGCGGGGCT
GATATCGAACAGTCTGTACCGCCGGGCCCTGAACATCCACGCCGCGCGCCTCGCCTCGAG
CCTGCCGATGGCCGTGCTGCCCTTCCTGACCACCAGCGCGCTCTACAGCGCCACGGTGTC
CCAGCCCCTCCTGTCCGGCGACCTCAACTGCCCCACCTGCGCCATGATCCGGGGGGCTCT



CGTCGGTGTGGTGGGCGGCGCGGTGTACCCCATCGTCCTGGCGTTACCCCTGAATATCGG
CCTTGCTTCCAGGTACAGCACGGCCCCCCTTCCCGGGAAGGGCAACCTGCTGCGGTACTG
CGTGGACGTCTCCAGGCCGGTCCTCAATAAGATGCGGGCAGTGGTGTTGCTTCAGGCCTT
CTTCGGAACCTACCTGGGCTCCAGAAATTTTGAAACTTACTTTAAACTCGCCCGGATATC
GTTCGGTCAGAACGAGGAGCTGCAGGAGGATTGAGATGCTGCGTCCTGGAAACGCGCGCG
CGCGGCTCTGCACGGATCTTCGCCTTAATAAGAACTGCCAAGTTTATTCCTAATAAAATA
>CL11459Contig1
TAACAAATACGCCAGCTCCGAACAAAGCTCCTACAGCCAGGCCAGCAGTGTGGGGATGAG
AGAACGCTGCCATGGCGCTGAAGATGTCAGGAGCTCCATTACCAAGAGCCAGAAACGTCA
CACCAGCAACGTTGTGAGTGAGGTGAAGGCTGGAGGAGATGGCTGACAAGTTGGGACAGA
AAAACTTAGATGCAGTCAGTCCAAGAATCATAAACAAGAAGAACAGCCACATACAACAGA
GGGTGATGGTGAACGGCGTGAGGTTGGGGGGCAGCAAGCAGAACACCACGTTAAGGTAGT
TGATGAACCCATCCTCCATGTCGCAGTCTGGCGTGTTCTTCACAAAGGTGCAGCGCTCTG
CAGAAGTACGGTTCATCACCAGGTCACACTCGGCGTTCCTTGCGGCCATCTTCACAAAGG
TTAGATTCAAGGACAGTCCAACTAAGTTGAAGCCAGTTTGGTTCTGGACCTGGGAGCTCG
TGATCCCCAACTGTCCACCGAACAGCACCACCAGCAGCAGCAGCTGCCACAGGAACCGAT
TAAAAGCCATGATTCGTCTTATCCTCCTGGTGCCTCGTCCATGGCGGTGCTGTGTTACCG
CTACTACGACGGCAGTAGTCTGACTGACAGAGCTGGACGCAAAACACACACATATACCAA
AGAGTTCCTCCCTGTTTGCTGCGCTATAGGTGTGTTTTCAACGCCAGGAAAAAGCCCCCG
GCCATAAGGCCCGGGTTTAACGCGCGCTCAA
>CL11460Contig1
ACAATTTCATTTACATTCTGTTTTACAGAATTTACAGTGAAAAGCATAAAATCAGAGCAA
AAAAAAAATCATTAAAAAGAAACAAAAATGAAATAAGGAAATGACTCTACAAGCACGCAG
ACCTCCAACTCCCAAGAGCAACAACCGAAGAAGGTCGTCAGGAATGAAAAGCAGCAGATC
TGAAGCTTGATCTTATCGCANAGAAACATCAGGATGTACAGCTGTTATTGTTTGTCTTCC
CAGCTCCTCACAGTCAAATGGTTTGAGTTTAGAATGTAATTTAATACAAAAACTGATATT
AATGGATTTATCCTCTGCAGTATGTTCACATTGTTAAAACATTTTCCTCCACTGTCTGTT
TATAAGTGACAAAAATCCTCTCCTGGAAGTCTTTTCCTCAAACCTGCTGCTAAACCCAGG
CATGCTCAATAGAAATGCGGTTGCTACATCCAAACAAATGAATTCTTAAAATCAATAAGG
AAATGTTCTTGTGTGGTGGAGACTCACGCTGATGAACGCTCTGGTGTTTTAAACATGCTC
TTGTGGCATTGATATGAAGACAATTCAGCTTAAAATTACATTTCTGAGTGTTTCTTAATG
CAGATCGCTGTGAATCAGGAGCAGGCGCGTAAATGCTGTTTGAAAACGAGCCTGTTTGGG
ACTTAGAACACTGGGCAGGTAAAGGCAACGGTGAGGGGGAAGGGGGGCGGAGTCGCTCCG
CTCCAACGGTTCC
>CL11461Contig1
GATGTGCAGTGCTCGGAGCTGGGGGACGTCCAGATTTCTCTGTGCTACAGTTCCTCTCAG
CAGCGCCTCTCAGTGGGAGTTTTGCGAGCCCGAGGCCTCCAACTGTTAACAGACGCAGGT
GTGTGTGTGAAGGTGGGCCTTCAGTTACACTCTCGAGTGATAAAAACGAAGCGCAGCTGT
GAGGTGAACGAAGGACCTGACCCTTTCTTCAACTACAAAACAACTTTTAAACTGAAGCTG
CAACATCTGGATGAAGCTTGTCTGAGGTTTGAGATACAGCAGCCCAACAAAAGCCACTCA
GAGCTTGCCTGCCAGCTGGGGGGGCTGGTGTTAGGTCCATTTATGTATGCCAGGGGTCCT
CAGCTTCAGCACTGGATGGACATGGTGAATCCTGAACAGGAGCCGGTCAAACTGTGGCAT
GGGCTTGGCAGGGCCGCCTGACATCCCCCAGCCAGACGCACAGGACGTGCACAGAAAAAA
AAAAGAGAAAACCCTGATGTTTGAATGTGTTTTGAATGTTTTTTAGAGGTTAGAGGTTTT
AGAGGTAGAGCTGTTGGTTTGCATCCATACTTGAGGAGAGCAAGTTTTAACCTTTACATT
ACCGTTAAAATGTGGTTGTAAAAGAATAAAAAAATCTTTTTAACTTGTCTTGTCATATCT
GAGTTGTGGATTGTATCCTCATTTTTTATTCTCCTTATATTAACCCTTGTGCTATCTTAG
ATGACCCCACCCTTACATTGACGTGTTCTTCCTACCATGACAAAGGTGGATAAAGGTGGA
AAGATTTCATGTAATCCATGGACACCAGTGAAGATCACAAATCATTGAAGAAAAAAAGGT
TCAGAGCATTGTCTAGTGGTTTCAGATGACCCAACTCTCAATGTTAAAGTGCCTAGGATA
GCACAAGGGTTACACATACTCATCATTCATTAATGTTGTGTAAAATTAGCAATTTCTTTT
TTTCGTATTGCTCCA
>CL11462Contig1
GTTGAATTTGCAATTTAATATACTGCATAAATGAACAAATACAGTATGAACATTTTTGCA
AGCAACAGCATTCTAATAATGAAATACATAAAATATGTTTTTTTGTCATTTTTCCTGAAA
GGTGTTTATTGCATGGTACTTTATCATGTCAAATTTTAATTAATAATAAGTCCAATTTGT
TCATTTATTATCTGGCTTATCTGTAGCAGAAAAAGCAGATTGAGAGATGCATCCTCGCCT
CCTTCTTGGGTGGCGTCATCTTTCATCAATCCAGGTGTTCCAGAAAATTATTATCAGCTA
AACTGCTGCAAAACACATGCAGGGAACCTACATATGTGTGGACTGCAGTGAATTACTTGT
AAACAAAATGGAATTTACTGTACCTCAAGATTTATACACAAAACAATAATGTCTATGCAA
ACCTGATAGAGAAATACAGCTTAATCGGTTTCAGAGGGAACTCTGAAAATCACAAAAAAT
AGGATAAAGTATCATAAAATATCTAAAAAAAGCAAAACAATCCCATATCTGAAGCATAGT
GGGAATGGTGGAAGATGCAAATGTTTAAAAAGTGGTTTTAATTTCTCTTTATGAAGGTAA
AAATAATCCTTTTCAATATTTCATAGGAAAGTTCAACTTANGTGAAGCTAAAACAACAGT



TTCAATTAAGTCCATTTTCCACATACTGTCTTATGTGGATTGCTTTGAGAATAATTCTNA
AAGTCTT
>CL11463Contig1
TTTTTTTTTTTTTTTTTTCATTTTCAGCTGGCTCCTAAAAGATGCCCGCGGATGAGGAGC
GCTGATTAAAACTGGCCACAACAGCGGGCGGTGTTCATCACAGAGGTTTTAATGTCACTG
CACTTGTAACAGACACAATATTGGCACTTTCCCAAAACAGAAACGACAATACAAAACAGC
TAAAACTCCAATCAACATTTAGAAGTCTCTCATGTACAGAAACAGCCTCACCGAGGACAA
AGTTTATTTCACAAGAAGAGGGGAGGAGTCTATTTAATGGGCGAGTCCAAAATCTCCTCG
TATTCCTCTCTCTGACGCAAGCCGCCCCCTCGAGGCAGAAACAGCTTCGTGGCCACAAGC
CATCCAACGCTCAGCACCACCATGGCATTCCCCACAACCTCAGGCGCGGTGGGAGCCAAA
GGCAGCACCGCCAGGTGCAGAAGCATGGCAACCGGCACCTCCACGCTCTGAGAGGCGGAC
ACCAGAGCCGGGTGGAGCCGGGTGAGGGCGTGGGTCATTCCCAGGAAGGCTGCTGCGGAG
CAGGACACGAGGCCTGCCATTATGGCCCACGCTGGGACGCTCGCGGGCCACGCCCATCCC
TCCTGTAGTAGGGCCAGGGAAGACGGAGCAAGCAGGCAGCTGGTCCAACTTACTGTGAAT
AAAGCAGTACCAACCCCCACCCTGTCCTTGAGAGAGCGGTACCCGACCAGCGCCAGGGCC
ATCCACAGACCCGCCAGCGCTGACAGAGACCATCCAAACGCACCCTTCCAGAAAGTCACC
GGGTCAGTCGGAGAATCAGAATTGCTCTCATCTACGGTGGGGAGCAGCAGAAGCCCCAAA
CCACACAGCCCTGCGACAATGGTGATCACATCGGACAACCCCAGCCGCTCCTCC
>CL11464Contig1
GGAACAGATGATGTATTTGGGCTCAGGTCTGTGCTGTGTCGGTGCCTTGGCCGGCCTTTC
CAATCAGAGAACAGCCCGGCTGGGAAACGCCCTCGGTATTATTGGGGTCGCTGGGGGCCT
GGTTGCCACTTTGGGGGCCCTGAAGCCCAGCCCTGAGCTCCTGGCTCAGATGAGCGCAGC
CATGGCTGTGGGCGGTACTGCTGGCTTGACCATTGCTAAGAAGATCCAGATCTCTGACCT
GCCTCAGCTTGTGGCTGCTTTTCACAGCTTGGTCGGGCTGGCTGCCGTACTCACCTGTGT
GGCGGAATATATGATTGAGTACCCCCACTTTGCCACTGACCCAGCAGCCAACCTAACCAA
AATAGTTGCTTACCTTGGAACCTACATCGGTGGAATCACTTTCAGTGGCTCTCTGGTGGC
TTACGGCAAACTTCAAGGTCTTCTGAACAGCAGTCCTCTGATGCTTCCTGGGCGCCATGC
CCTCAACGCCTCCCTCATGGCAGGCAGTGTTGGTGGAATGATTCCATACATGCTGGATCC
AAGTTTCACCACAGGCATCACCTGCCTGGGATCTGTGTCTGCTCCTTCTGCTGTCATGGG
TGTAACCCTGACGGCAGCTATCGGAGGAGCTGACATGCCGGTGGTCATCACTGTTCTGAA
CAGCTACTCTGGCTGGGCCCTGTGTGCCGAAGCTTTCCTGCT
>CL11465Contig1
ACCCGGGCCTTATGGCCGGGGGCTTCATTTTGACTGAAACATGTCGACCAAACATGTTCA
GCGGCTCTCCAGCTACAAGCACAAGGGGAAAGATCCAGCAGCTTTCAGAGGAGAAGAGGA
TCGCCGAGTGTGTGGAGCTACGAAAGGTCCAGAAGAATGAGAGTTTCATGAAGAAGAGAA
ACCTGACGCTGTCCTCGCTCCCTGACGAGGAGGCGCTGCCTCCTCAAAACGCGACCCTAA
AGATCGAAGACATAGTTCGAGACGTGAACAGCGAAGATAGAGCCTCTCAGACAAGAGGCT
GCCAGGCCGCCAGGAAGTTGCTCTCTCAGGGCTGTGACCCTCCGCTGAAGGAGATCATTG
ACGCCGGACTGCTGTCGCGTTTTGGCTCCTTTCTTTCCATGGACGACGAGCCAACTCTGC
AGTTTGAGGCAGCGTGGGTTCTCACAAATGTCGCCTCTGGCACCTCTTGGCAAACACAAC
AGGTTGTGGAAAGTGGGGCCGTTCCAGCTTTCATCGGCTTACTGGCGTCGCCGATGTTGC
ACATCAGCGAGCAGGCAGTCTGGGCCCTTGCAAACATTGCAGGG
>CL11466Contig1
CCCCCCAAACCAAGCCAGCCCAGCCTCAACACCCTGCAGCACGGCAACCAGGCACCTGCC
AATATGCTCGCTCAGGGATTTTCCAGTATGAATCTTGGACCTACACCAGTCAGACCAGCT
TTTAATACTATGATGCATCCAGGAATGGGAATGGGAATGGGGATGAGTATGGCTCCTAAC
CAGGGTATGATGGGCATGAACATGGGAATGCCCCAGGGAGGTATGCCTATGGGAATGCCT
CAGGGAGGTATGGCCATGGGAATGCCTGGTACAATGGGAATGGGAATGAGCCCCGCCATG
GCCCAACAGCCCAAACACGACGCCTTTGCTGACTTTGGCAACTTCGGAAAGTGACGGAGG
CGGAAAGAAGAGAAAACGTCAAGAGTGCTGGCAGTCCGTCTCCCTTCCAGCGCTGAAGGA
TCCTCCTGAGCTGCAAACAAAGAGTACTTGAAAAATATCACAACACCCTACAATCTTTGT
ATTTTTAAAACGTTTATCTAGTGACACATGGATCTAAATGAATGTGTGTTGATTGAACCA
ATGGATCAGTGCGGTCTAAAATGGACAGATGATCGTGTCTTGCTGGTTGCAAATTAGTCG
GTGGGAAGAAGGTGCCACTGAAGAGAAGAGGGGGGAAAAACTGCAGGATGGACTGCTTTA
TAACCTCAATCAAGTTTAAATATCCAGAATAGCAATAATATCAAAGTAGCTGCAACTATA
ACTGAAAGATTCTCAAACCAATATCCC
>CL11467Contig1
TTTTTTTTTTAACACTTTACAAATATTTTCCATTTTTCAAATGAAACAATCTTTCACGAT
GAAGAGATTTCTGACGATCTCCTGGNAAAAATCTGCTCAAAAGTGGGTTAATGTGAAGGC
CCACCACGACACTCTGGGGGGGGCCTGCATGTGGACAGGGTGCAGGTCAGAAAGCTGCAG
ACGCTAACTCCTCTCCTTTCAGATGCAGCTTCAGCGTGCACACTTCCATCCAGAACTTTG
GATTAAAGCAAGTTTCTGATCTCCTGTGAGGTTACAGGCCTCAGCTGCTTAAAGACCCAC
TGGGATGAAAATGGTTTTTGGGTTTTTTTAACACTTCTTGTGGGAAATTTCTCATGATGG
GGGACACATTTAAAGAAAATTAAGCTCATAATTGCAATTCTGAGTATTTCTAGATTTAAA



TATTCAAATATCTAATGAAGTCCTGCCGCTCTGCAGAAACGATGTTCTAGAAAACCACAC
AGCTTTTTTAAATTTTGACTATAAATGCCATAATCATAGCTAAAAGACCACTGGGAATGA
TTTTAAAATACCTCAATCAGCGCTAAACGCAGCAGGAAACTAAACCTGTTTTGTGAAAAT
ACTCACCTGCACCAAACACACAAAGCCCAATAATCAATCCACTAACCGG
>CL11468Contig1
GCACGAGGGCGACGTGATCGAGAAGGCGCGGGAGATGGAGCAGAGCTGCGGCCACCTGTT
TGACGCCATCATCGTCAACACGGACCTGGACAAGTCCTTCCACGAGCTGCTGAGGCTCAT
CGACAAGCTGGACACGGAGCCGCAGTGGGTGCCCTGCTCCTGGCTGCGCTGAGTGCACGT
GCACGCACACGCACGTTCACCCGATCACGACGTTGTGAAAACTCTTTCATGAAGGAACTT
CGAAGGTCTGACCGCTTCTGCTGGTCGTCTTCTGATGAGGACACAGAATAGAGGAAAGAC
TTGTTACCATGACGACAAGGTCTAAACACCAGGAGTAGTTTTTTAAGGAGTGGACCTTAA
GGTGGAGCAGATCCACCAGTTAGAAAAAGTTTCTTCCAAAATGTTTTAGTTTTTTAATCT
GTTTCTTGTATTTATTCCGATCAAATCCCAGAAAGTTTGAATCTGTCTATGAAATCCTTT
GATCTTTCAGTTTGCAGAGAGAATATGCCCTGCCCCCTCCTGTGCAGGAAGTGATGCCTG
AGCAGCAAGGGGGCGTTGTTTAGTGTCACGCCTTTATTGTGTGATCAGACTCGCACTGCT
GCCATAAACCTCTGTGCTTTCTTTTCTACTTTCTGTCTCTGATTTGTCTTTTTTTACCTC
TGTTCTCTCCCGGAACCTTAACGGTGGATTTGGACCTGCAGCTGTTTCCTTCTGGATCGT
TTCTAAATCTTCGCCTCTGGCGTTGAGAAGAAGTATTACTGAAGTAGACGGACACGCGTC
GGCGCCACGTAGAGCCTTTATATATTTGTAATATTGAACATAGATTTATGAGGTTCTGAA
GCTCCAATAGAACTGTGACTTCTACTTTAACTTCCTGCTATTGGTCCAGAATGACAAAGG
AGGCGGGGCTTAACGAGAGGAATTGTATTGAATCTAATGTTCATCAACACCACTGAAGAC
GTCACTTGTTTCTGAGTAAAACGATGTT
>CL11469Contig1
CATTAATAACATAATACATNTTTACTCGCAAATNAATCCTATAAACTTTTAAAAAATAAA
TAATGCAAAAATGTTTTTTGAAACAGACACAGGAAGTTTATGTTTCCATGTAAAAACCTG
AGAGTATAAAACAGTTTAACCAGAATGAAATAAAAAGCAAAAGACTCTGACAGTACAGTG
TCAATGTGCTGGTTCCTGGTTGTTTCCGCTGCTCCTGTAGTGTTTCGCTGAATAAACCAG
TCTGGTAATGTCGAACTTTGACCAGCAGAGAGAGGTAAAGCTACGAGAGTATCCAATGTT
CAGTTTGAAAGCTGCTAAGAAAAAAAAAAAANATCCTTNTTNTGGTNTAAANATGATGAG
CATCATCACTGTCAGTNCCAGNTTCCTTTGTTGTTCCAGCACGTTTGNTNAACCCGTG
>CL11470Contig1
CGAGGNCTTATATGCATGTCGTTTTTTTTTTGCACATTAAACCCTCAAAAAATTGAAGGC
CATTGAAAAGCACAATTTTTACTTTATTAAATGTTAAATAAACTAGTAACCTTAAAAAAA
GAGAATCAGTTTTCTACTTTTGTCAGTTTTGTCATCGGAAAAAAATGGATTGGGGAGCAA
AAGAGAAGTGTCAAGTGTTTTGGCTCGCTAAAGAACAGAATTGCAAAATAAAAGTTGATT
TGCATGCAGGAACATCACAATCTCTCATCTTCCTTATTAGAAAGTAGTTTTGCATAGATT
CACTTATCATTACAATAAACAGTGATGTCAAATTGTATTTCAGGCCCTAAAACTGCCTTA
AAACATGTTCTTGTCAATGCATCTGGCCCTTTATTTATGGGAAAGGAAGGTGTTTTTCCT
TTATTAAGCAGCTGTGTTTTTTTATTCCTGTTTTGTAAGAGTTTGGGGTTTGTCTTCTCC
TGAATAACATCATGCTCCTACAAAGAACTAGTGTTAAAGTGTGACTGAAAAGTCTTCAGT
GTTTGAAAAAGATGTCCTGACTTTATGTTTGTACCTTAACTTAAATCCTTACAGGACTGG
ATGGCAGCTGGAGAAGTCTGAATGTTTTATGATTATTTTTTTTTTAGGTTTATTCACATT
CTTGCCTTTTTATATTTCCCTTAAAGTCCATCTTTACGGAAAAAACTGACCATTTCAACT
CTCANAAACATATTTGNGTACAGCAGTCCACATTGTCAGCTGTTTTTATAACTAACTGTT
ACAACTCTACTGTTTTGCTCTTCATGTTTGGTATTGATAGTAGCTATTTCTTCATAAGAA
TATCTAGACCAGTCAGTTAAAG
>CL11471Contig1
TCGGCACGAGGGAATGACTCCGACTTGATCTCATTTTTGAGAAGAAAAAAAAAGTTTCAA
ATTATAATTCTAACCATCTGGCAGTAAAACAATGGCTGCTGATGGCTTTCTAAAAAGAAA
TCATTCTTCTGATGCTAGAGGTAATCCAATTAATGATGTAGTAACCTTTTCCTTTATTGT
TTTTTTAGGATCTTTATAGTCTGGTGCTGACCTCCAAGTATTAAGTTAACAGATCAATTG
TCACTGGAGAGCTGAAAATCAGAAACATTTGAATGGAAAATATATGTTTTTGTAAACCAG
AGTAGAATTTTAAATAAAATTGTGTGTTTATTTGACGCACACCCNAGAATCGAAACATTT
CTCCTAATAATAATACATTCTTAGCAGGTTCTGTCCTGCCTGGTTTTACCTTAAAATACT
TGGAATGCAATCTGGTTGCCATAGCTACCTGTCAAACACAAGCATCCATGGGTAGTTTGT
TTCTATCANAGGAATGAAAATGAGGCTTTTTGGTGCATGTGAGTGTGTTTGCTATCTNAG
GCAGGGTTTTTCTTTTCCTGTTGGCTTTAAAAAATTATTCCACATGAAAGATGAACATGT
ATTGCCCCGACTGCACACTTTTTCTTCCCGTGTTTAACCAGCTCTTTAGAAGAGCCTACT
GCTGTTATTGAACACCTTCATCCCACGGCGTCTTAATGAAGATTCTCTACAGCCAAGACT
CACATTGATATGACATTGTCACACAAAGGGCACATACACAAATGTCTAAATGAGAATTAA
AAGAATTTTGTACCTTTTTTTTAGGGTATATTTTTAAATTCAAAATATTTTTTTCTAAAA
GCATAAAATATCCCAATATCCCAAGCTGCCCAGAGAAAAACTAAGAAGTCATCTAATGTA
TGTTTTATATATACACACACACACACCCCGGTATATATGTGTGTGTATGTATGTGTGTGT
ATATACATATTTTATTTTTTTTGCAGGTTAACGTCTTTTCTTTTTTACCTGTGAGCTCTA



AAGTGTTCATTCCATCAGGCCCTCTTTTGAAGGGGGTAAGTGGCCTTAAAGGTGTAATCC
TTTATATTTTTTATTTGATTTTAGTTTTGTACTAATGTGTTTCTTTTGGCAAAAATGTGA
CAATGTGTAAAGCATAGAGCAAATTTCCAGTAATTTAAATTAATTCTTTATTCTCTTATG
TTATTTACCATAGA
>CL11472Contig1
TTTTTTTTTTAAAGACAAAAAAAGAGCTTTTATTGGGGTATAATTTACAGAGGAGGGGGC
GGTGGGAACCCAGAGCAGGTAGGGCCAGTTTGACTTCATGTTTCCGTATTCTGTGACTGC
TGATTTGGATCTTTTGACTGGATATTTAGCTCCTCCTCCAGACGTTCTTTTGCTCGCACC
ACTTTTGACTGGAGGTAAAAGGACCCGCCCACTGACTTATCGTTGACTTTAAAAAGGTGC
TCATATTTCTTCTGAATTTCCTCAGGACTGAGCGTGGAGATGTTGAGGATTTGCTGGGCC
TCCTGCAGGCTCATTCCAGTGAGGCTGGAGGCTGCAGCCGACTGCTGACCCGACCGACCC
CTGGCCCGAGCCGCGGCCTGACTTGCTGCATATTCTTGCTGTAAAGCACGTGCAAAGGCC
CGTCCTACCACCTGTGCTCCCATAACAATGATCTGTGCAAGATATTTAGCCATGATTTTG
TGTTAAAGTGCCCCCTCCAAGAAAAGCAGCATCTGTT
>CL11473Contig1
CGGCACGAGGCTCAGTGTGGTTCCCGCTGAATGAAGCTGTGGAAGAACTCTGCAGCCATC
CGGACCTTCACCACGCAGACAGACGTACCATGAACCGCACATCTGGACTCAAACCAAAAG
AGGAGGTTCTGACTGAGCATCTTCATCCTCAAACATCTGATCTGCTGGAATCATGGAGGA
CTGGGAGCTCGGCTGAAGTCCCAGAGGAGCCACCAGGAGGCGCTGCAGCAACAATCAATG
GACTTCTATAAATATATAATTCTATATCATTTTAATATATCTGAAATATGCAGATTTTTT
TACTTCTATAGAAAAGTTATTTATAAAGTCAAACTTCTGTTTTCTGAAACCACTGGTTCT
GTTTCAGTAAAAGGTTCTGATGTGACCCGTTTGGTCGTGTTCCTGTGACCAGGTCCACTA
AAATCTGACAAACCTCTGTGTGGTTTAACGGTGAGGAGACAGAACGGCTGAGCTGCTCCT
CAGAGGAGTTAGTGTCTCCTCCTGCAGGAAGGACCGCTGCTCCTCAGAGGAGCAGCAGAA
ACGCCTTCAGCTGTTCTTCATGGAAGCTTCCAGAACAAAGACTGTTTGCTCCGTTCTGTA
AATAAAATCTTTATTTTTCTATGAGTACAGATTCCCGCTGAGGGTTTTTATGGAGCTGTT
CTACACAACAAACCCAATA
>CL11474Contig1
CCTGCAGTGCCTCAGCTGCCAGCTGCATTCGACTCTTCACCTTATCTATTTCCACCAGCA
CCTGCATGGACTGCACCGTGTCCTGTTCAAACTTCTTGATGTCTTCTTTCACCAGGACCA
TTTGCTCTTTCAGGAAGAAAGCTTCTTGTTTCAAAGCCTCCACATCTCGCAAGACTCGCG
GCATATTTTGAAGGGCTTGATGACTGCTCTCCTCGATGGCATTGTTGACCTCCTGGATGA
ACAGCTGCAGCTTCATCACCAGGGTTGCTGCGTGCGTGTCCGCCTTCCCCGGAGCTTCCT
TCGACACCACTTTGAAAGCCCCGTTCACCCAGTCCTTCACGTCAAAATCATCGTCCAGAA
ACTTGGAGAAATCCATCTTAAATTGGCTTATTGAAACGGCACCGACAAAACTCCTGGGGT
GCAGTTTCTGTCATCGACCCATGGCTAACGCTGGGTTAGCTACGCTTTCCCAAACAGAGG
CTTCGACACGAATATGAAATAAATGGCCCACGAAAATGAAATAACCATCACGACCAAATA
CAGCTCCAAAAGGGCGACGGCCTCCTCCAGAGTTGATTTTAGAAGCTTAAGGACTTAAAG
GGGAAACAGTGAAAACACATTTCGTGTGACCAAACCAGTCCAGATCCTAGTACTACTGAC
AACAACTTCCTTGCCCCGGCCATA
>CL11475Contig1
TCTTCGAGCTNAGTGCTTCTTTTATTTTTACTTTCGTTCGGTGCAGATCTGCCAATAAAG
AATTACCCTAAAAACGCACAGGAAAATTGACTAAAAGTACTTAATTTTGAAAAAACAAAA
GACCTTTTCTCTTTAGAAACCAAGGCTGCCGAAAGCTCACAACTGTTTACAATAAACACA
ATATTAGCCATCTCTCAAGGGAATTTAAAAAATAAACAGTATTTCCTTTAACTTCAAACA
TGGTTTCTCTGCCTTCAGGAGCAAAACTGAAATCACATATAATAGTAAAGTAATCACACG
ACTAAAGCAGTCTTCTCCAATGGTCCCCCGTTACAAATTCTGAGATTTCACTAAAGAACA
TCACAAGGTCACGCCTGCTGTTTGTGGTTAGGATCATCCCCGACTTTAGCTGTAGATTGA
AGAGAATCTGAGATATTTCTGTGGTATAAGAGTACATCTTCAGAAAAGATCCAAATGTGA
GTGAGGAACACAGTGTGACTCCACCAAGTAGTGAAAACAATCTGTTTTATACAAGTTGGA
CAATTTTAGGAGGAGTCTTAGAACAGCTGGAGACGTTGAAGTGATGAATCTGAAGCTTTA
CTCTTGCAGGTCACGCTGCTGCTCAGTGCAGGGGCGCAAATTGAATTCTTTAAGACAGCA
GGTTGGAAAAAAAAAAAGTATTTTTGCTGTTTTGA
>CL11476Contig1
CTATTTCGCTTTCTCTTTTGTTTAGAAAGGCCTTTCTGTTTTCCTTAGCAGTTATGTCTG
GCCGTGGCAAACAGGGTGGTAAGGCTCGCGCTAAGGCTAAGACTCGGTCCTCTCGGGCTG
GTCTTCAGTTCCCCGTGGGTCGAGTGCACCGCTTGCTCCGCAAAGGCAACTATTCCGAGC
GGGTTGGTGCTGGGGCTCCGGTGTACCTGGCGGCAGTGCTGGAGTACCTTACCGCCGAGA
TCCTGGAGTTGGCGGGCAATGCAGCTCGCGACAATAAGAAGACTCGCATCATTCCGCGCC
ACTTGCAGCTGGCCATCCGCAACGACGAAGAACTTAACAAGTTGTTGGGTCGGGTGACCA
TCGCTCAGGGCGGAGTGTTACCAAATATCCAGGCAGTGTTGCTCCCTAAAAAGACTGAGA
GCCACCACAAAGCCAAGGGCAAGTAAAGTATTACTTGTTTGGCAAGGTATTTTGCTTCCT
ATCAAGAAAAAAAAAA
>CL11477Contig1



ATGTGGTCATACATGAAATCCGCCGAACCCTCAGTGTTTGTCAAGACAACACCAGACGGG
GTTTCCCGGGTGCGAAAGTCCAAGGGCAAGTTTGCCTTTCTCCTGGAATCCACCATGAAC
GAGTATATAGAGCAGCGGAAGCCGTGCGACACCATGAAAGTGGGCGGCAACCTGGATTCA
AAAGGCTACGGCGTGGCCACGCCCAAAGGCTCTGCATTAGGGACAAGACAAGTGCACTAA
GCCTGAGCAACGTGGCAGGAGTCTTCTATATTCTAGTTGGAGGCCTTGGCTTGGCTATGA
CCGTGGCTTTGATAGAATTCTGCTATAAGTCACGGCAAGAAACTAAAAGACTCAAGCTGG
CAAAGAATGCCCAAAACTTTAAGCCAGCCCCTCCTGCAAACGCCCAGAACTTTGCCACGT
ACCGTGAAGGCTACAATGTGTACGGGACAGAGAGTGTTAAGATCTAAAAGAGGTGGTACA
TGAATCCCCCTGGTGGATGGAAACAGCACTCAGTGTGATCCCAAAATCCCTCTGTGGACG
CCCTCGGGGACGAGGGCGCCCTGTCCTCAGCTTGGACAAAAGCCTACAAGTCAACAAGTG
CTCATTGTGGGTTTTTCAGACCTGTCACACTAACAGAGAGCAAAGACACAGCAGGACTTG
TGCGCCTGAAAGGATTTGCCTCTTGTAGTGCCTTATGGAGCATTTCA
>CL11478Contig1
GTCGACCACGCGTCGGCAGAGGAGGAGGAGGCAGGCAGGAACCAAGGAGGCAAAAGTTGC
GAGTTTTTTGTTATTGTTTTCCTTTCAAATCGAAGCTTGATCTTTCTTCGGTGCCGTTCA
GACAAATGAATCGATGCAAATTAAGTAAATTTACCCCGGAAGCACAGAGAGGATCCTGCA
GGAGCAGCCGAAACCCCGATGAGGAAACTTTCCCATGTTTTCCCATACATCCCTTAAAAT
GTTCCCTCTTCTCCAGAGATCACAGTTTTCTCCAGCTTCAAAACATCTAAGGTACCAGTT
TCCTCTGTAACATTCAGGCTTTCAAAACGGGTCAACGGTTTTTGTACTTGAGGAACCCGA
GCATGTGAGGGAGACCCCTGAGATGTGCACTGATGGCTTTACATATCACAGATCCCGATG
CCTCAGTTTCAGGTGTTCCACTCCCCTTTTTTGACAGAGGAAGTCTCTTTGATCCACCTG
GACGTTTTCCACCCGTTCAGGCTGCAAACGGAGTTGCTGAGTGCGGCTTTGGAATCAAAA
GAAAAATAAAAAGAAAGCGAAAAACGTTCATCGCAAATTAAAA
>CL11479Contig1
TTTTTTTTTTAAATTCTTATTTTCAAATTTTCTATTTCGAAATAAAACATTTTCTTAATC
CATTCCAAAAAAATGTGCATTTTCTTCCCTAATTTGAAAAGTTCTTCCTTGTAACACAGT
ACCACCAGGTAGTTCTTCAGCTTTTAAGTGCATTTCCAGTTCAAAAGCTCCCTCGGCCAA
AAAAACTATTGACCAGAAGCTTTCGTTTGGAGATCTGGAGCTTTCAAGTCTTGTGATGAT
GCCCCTGTGGGGGTAGCTGCTCCCTCATTGGCAGGATTGTCTGTGTGGCTGTGGCGCGAA
GGGACGTGTGGGCAGAGCAAAAGAGCATCAGGGGGTGGGTGAGTGTGGGAGCGGAGGCGT
CAGCGTGTGTTGGCCTTCAGCCTTTCCTGCTCCACCCTCTCACTGATCTTGGGTTGGCTA
CATTGGCACACGTTAGTGGCTTGTGGTGCAGTCCCCTGGCTAGGCACGATGCAAACACCA
AGTGTCCTTTGCTGAAGGACAGCGTCTCTCATGCATTCAACTGTCCAGCTACTCATTCAC
TCCGTCCATCCACTCACTCAGCGTTCTCCAGCCAGCCGTGTTCTCCTCCACGGAGTTTAG
AGGACCGAGCCATGAAAAATAAATTCTTAGTACAAAGGAGAGGTGGCTAAGGTCGGGGGC
GGGCAGGGGGCAGTCAGACTGGTGTATCAGGGTCACCTCGGAGGATAGCCTTTGTAATGG
>CL11480Contig1
AGGCTTTTGGGAAATACTACCCCAAACCCCCAGAGCCTCAAGAGCCCATGGACGTGGAGA
GCTCGCAGCCCAGTGGCTACATGAAGACAGAGCTCATATCCGTTTCAGAAGTACCGCCGT
CCAGGCTGCAAGACAACATCATGCCCATGTCTCCGGACGACTACNAGGCACTGGAGCAGT
TTGTGGGCCACAGAGACATCGATGCTGTGATGAGCGGAGACTTACAGGACGAAAACTGAA
GCTGGATCCGTGTTGTGCACCGGTTCCTACCATCAGACAGCAAACGCACTCAAGAGAACC
CTGCTTCTGTGTGCGTTTGTGACCTTTACTGTAGAACATCCAGGTTGTCAGCTCTCTCTG
TGAATTCCTCAATAAATGTGAATGCCTGGATAAAAAAAAAGCTTCAATAACTGTTCAGAC
TTTTATTGTGAAAACTCCACTTCAAAATGGTTTTATTTAAAAAGCTCCAGGAGAGAATAA
CAGTTCTTGTAATAAATAGATTTCTTTGCAGTTTGGATCCTAGTAGAACTCATTCTTCAA
TCCAACATTATTTATGAAAGCACTTTAAACCATTTCTGCAGACCCACAGTTCTGTACATT
TACTCACAATGTTGTCTGAAATAGCTATTGAACAGTGATGAACTTCTGTCTTTTTCACGT
TTTGGAACACTGGAAAAATTATTAGAAAATATCTTCAAATGAAAAGTGTAGCTAAAAAAT
GAGATGTTACAGTTTGGGATTTTTCTTTTCACATAAAACATAAATAAGATTTTATTTTGA
TATAACCCAGAGATGGATGTATTTTATTTTGAAAGTGATATTGTGAAAATTCATGGCAAT
TATGAAGAAAGGTGTGCGCCATGAGACGTTTTTTTGACGAGGTAAAAAAAGAATAAAAGG
TTGAATTGATTTAACGACGGGTTTTCCCGTAATCCTGGTTGATGTTTTGAAAGGTTTGAG
CCGATAAGCTCTTATGTTTATGTTGGTGTCAAAAACGAATTTT
>CL11481Contig1
CCTGCTTCAGCAGAGGTCACTCACGAAAGCATCGCCGAAGTTCTGAGCGTGCTCAGTTCG
ACAGCTGGAGCGCTGTGGGTCTGCAAAGGACGGGCATGACAGGTCCAAAAGAGGAGGTCA
TACCAGAGCCCCTCCCTTTAAAAGTGAGTCTGGGAAAACACAGCGGATTAGGAGATCCTA
AACGCCTCAGAACCGGGACGTTCCCTCAGGAAGAACCTTCCAGAACCGAGCTCAGCTCCA
TGATCCAGTTCTGTGGGTTCTACCTTTGTCCTCGCAGCAGCTGGAGAACCAGCTCTTCAT
CTTCGGCCAGAGTCAGACCAGTGTCCAGAGCTGGGAGCTCTTCGTCATCCGTCTTCCTTT
TCTTCTCTGCTGTGAGCTCCTCCTCCTCTTCATCATCCTCAGCCCTGTGTGAACGTTTGC
CGAAGCCTCTGTCCTCCTCTTCTTCCTGCTCTTCCTCTCCTGAAGGCTGCAGCTCTTCTG
GGTCTGGCAGGGTGCTGGGGTCAAACTCGTCTTCGCTCTGATTGGCTAGATAAGCCACGA



CCTCGTCCTCCTCTTCGTCCTCGTGGCGTTTTCCACGCCTGCTGGCCTCGCGCCGCGCCT
CCCTCTCCTTCAACCTCCTTTCCCTGTGTTTGGCCTTTACCTTGCGGCTGC
>CL11482Contig1
ATTATTATTCCATAAATCAGCCTGCCAAAATTACCTTACTGTCTAATTTCACACTTTATG
TTGAAGCTCAGGCCTAAACTTATTATTTACAGCAAAAGTTGTAAAGAGAATTCAACACAT
TTTTCTATTCTGTCTTATTTGATTGGATTTTCTACATTCTTGAATTAAAAAGCATCTTCT
GAGTTCAAAACAAACATGAACTGGTAAATGATGAAAACATGCTGTACTTGTGGTGGTCGG
TTGAACTCCACTGTTGTTTGCGTTCTCTTTGTCTGACAGTCCAGGTGCGATTGCGTTCAT
ATTGAAAGATTGGTTGTGTTTCTGGTTGACTTTCTGTCCTCTGTGACTCGTCTTTTGTAT
TTTTTGGGATGGCTCAGTCACAAAGGCTCACTGAATCGGCGCTGTGGCTCATTACCCGGT
TGATGAGCTGAGCCGCTTGTCCTCTCACCGTCATTCAGTGTTTCTTATCGCCGCACACCT
CTGTTCCTCGCTGCTGCGATGGAATCCCCTTCATCCCGAAAAGTCCCGGCCTCGTTTTCG
TTCGGCGTGAACAGCAGAGCTTTTGAATCCTTTCTAAGTTTGCGTCTTGTAACTATCTCT
GCCTCTTCAACCTCAGGGCCTCAGTGTACTTTAACTGACAGACAGTTAAAGAGGATCCTC
AAACACAAANTGATCTCCGCCTCTCCCCCCCTTTTTNTTACTTTNTGAGTGTCATTATAC
AGCCAGGAAGGCTCCTTTCAGTCTCCGATCCCCTAAACATGAATGAGTTGGTTACCTGNT
GATGAGAAGGAGCCAATCAATGAGGCATCTGTTGGGACTGTCCACAGTTAGATTTAAGAG
CTGTAAAAATAGTTTAGCCTCCAGTGTTTCAGAACTGAGCATCATACGTTTCAGAATCTT
GATCAAATCAAAATCTGGCCTAGATTCTCACTTTTAGGTGATAGGGACGACGCTGATTGC
CTGTTACCTGTTTGTGTGTGCGTGTCTATATTGACATTTAGATTGTATGTCAGTTTTGAT
GTCAGGGGTTTTCCTTGTTTTTGTGGAATCACCCATAAATTTGTCCAGAAGACATCTTTT
TGGACTAGTGGGGGGGAAGAGAACCCCACCCCACCCCACCTCCTACTCCTCCTGCTTAGC
ACCGTTTCAGGAGCCGGAATCAGTCAAGTGCTCGTTTCACAAAAACAGCAACAGAAAAAG
AATATTGTGTACTAGGT
>CL11483Contig1
TATGGCCGGGGGGGTCGGGGAGATGTGCGAAGAGGACGTGGAGCGGTTGAAACAGGCGGG
GCTGCAGATCCAGGTGGTGCATGTGACCACGGCTGATGTCCAGGGGCAGCAGGTGGTGAA
CTCTCAGGTGGAAGCAAAGATGGAGGAGATGGTGAACGAGGAGGAAGCAGAGCAGCCGTT
GGTCGTATGAAATGACCTCCAGGACACTTTTCTGTTGCAGCAATATCAAATTATGCTGTA
GTGGATGCCTCATTTCTCAGAGATCTGCATGTTTGGGTTTTTTTTATCCTCATCCGCATC
ATGAGTTATTGACATTTTTTTGTAAAAGGTTATCTTCACTTGCCTTTGTCTTGTTTCATG
CTTCATTTTTATCTTTATTGCTCTGCCTCACTGAATATTTAACTCCAAAAACACATTTGA
ATAAAAGGTGGACATGGAGTTTAACATTGCAGCATCTTGAAAAATATTCTGTTTCATAGA
AATTTCATTGTCATCATTGAACAATATTTATTTTCACAACAGTATAGTTTTTTTTTTGTG
TGTTAAAAAATTTGAACCATAAAATAAAATTGGTTTTGGTAAAAAAAAAAAAAAANAAAA
AAAAAAA
>CL11484Contig1
AAAAAATATCAAAAGNATTTATGATAACTAGGCTGCTTTGTCATACATACGATAGCTCCT
GCTAGGCTACCACTATCTCCGCCGCAGAGCTCTTTGATGTATGCCGGCATTTGGGCAACT
GGCTGGTCTGTTGTCAGACAGCTGATATTGTAGTTTAGGGTCGAATAGGAATAATAATAT
CCAGGACTTGTATTTTATTAACTTTAGCAGTCAGTTGCTTTACATTCAAAGGCTATAAGG
ATACATGCTATCTGACTAACCGATCATTTATCCTGTTATTAATTTACGTCATAGATTTAC
AGCAGATACCTTCACATTTCTTTCTGTGTGTGTCTCATTACATTGCATTGAAGACACGGA
GGATGTTTAGAGAACAGATTTATTTATTTCAAAAAGCACAGAAGCATCCATCGTATTCAC
GTTCACATCATCTGGTACGCCCTCCGGTCATCTTGCTGCAAAAGCCGCTTCCTGCCGCTA
CTTCCGTGTCTCTGTGAGCATTCAATAGGGGTAAAAAATAAAAGCAAACATGGTCGATCT
GTTATTGTCTCGATGAAAATCTGAAAAATATCTTATTAAGCTGGCTGCTTCACCTAAAGC
ACTTACCTTTAGCTCATAGCATAACAACAATAGCAGTACGTCACGTTTCCCAGCATGCTT
TGCTGCCAATCATTGGGCCAAT
>CL11485Contig1
TATGGCCGGGGGCAGAAGGAGTAGCAATGGCGGTAGCTCAGGCTAAGCTCGTGAAGGAGA
CCGAAGACTGCTCTTTGCTGCCCTTAGTTCACGACATTATCAAATGCATGGATAAGGACA
GCCCGGATGTCAACCAGGAGCTGACAAAACTAAAAACAAAGATCCAAGAAACCCGGGAGC
AGATCTCTAACATGTCTGGGATAGACTGCAGTCCGCCGGAGCAGCAGCAGCAGCTGGCCA
CGCTGCGGGAGCAGGTCCGCACCAAGAACCAGCTGCTGCAGAAGTACAAGGGACTGTGCA
TGTTTGATGTGCCTAAGGCGTCGTGAGACAACAGACTACAAACTGGAGACTTGAGCAAAG
ACGTTTATTTCTACGGTTTACCATTTAAAAAAAAAACCTGAAATGAAAAATGGGACTTTT
GTTTTTCTTTTTTGTTTGCATCAGTGTGAATGATCTGCTCTGTTTCTGAAGTATCTGTTA
TTATTTCAAGTTGTAAATCTCTATTTTTAATAAATTAAATCGTGCT
>CL11486Contig1
CGCCGGGGCACTTCCCCGGAGCCTGTGTGGGGGTGTGCATCGGGGGTGTAGGGGGTCTAG
GATNTCAGTCCGTGGGCGGAGCCTTGCTCTTGTTCCTGGCCTTGGCCAGTGTTACATTCC
TCTGTCCTTTGCTGCTTGTGAGGCTGCAAAGACACAAAGACAACATCCNCGGACCCTGGG
ACGAGGCTNAGATTCACGAGGACCTGAGCCGCCTGCTTGGCTGACCGCTCCCGAGGCGGA



CTGGAGCGGTTGAATCTGCTGAAAGATTTGACTTTCTCCTGATTCATTCTTGTACCATGT
CTGTCTTTAGTGACAGATTGTGTGTGTTCATCTGGCCAGAACTGGTTACTGCAATACACA
ACAGCTGCTAAAGTTTTGTACCGTAACTTCTGGGGCTGAATGGAACAAATAATTTATTGG
CATCACTGACACTGCAGACCAAATGATGCTACGCTTTAATTTAATATTACAGATGTTTAT
GAACTCTACAGGGATGTTTATTTTTTCAGGATGCTAATGTTGTCTATGTGTAGAAAGGGT
TTTATTTTGAAACTGATCTTTTTATTAACTGTACTTCCTTACTGTCCAGTTTTTTTTTTG
TACCCCTAGTATGTTTGCAGAACATTTGACTTCGTTTCTGACCGAAGTGCCATTCTGTTT
GACATTCAATGTTGAAGAAACTTAACTGAGAATAAAGAAAGTCACAGAAAGTTACCAGA
>CL11487Contig1
TTCGGCACGAGGGAGCGGCTTGCTGCTTTAGTCGTCAGCCCACGCTAGNAGATCCATTAA
GCAGTTGAAGAACTGGGTTTGTGGAAGCAGATAATCAATCGATTAATACATCGATTGAAA
CCGAACCTTCATTGTAACTATTTATTGAATATAAACAGACATAAGAATCAGAACACTGAA
TTTTAGAGGGTAAATACCTCTGCTAGCCATCAGTTTCTCCATCGTCACTTCCTACGTTTG
AAAATCGCGGCTAAAGAAGCTCAAATGGAACTACAAGTGGGTACTGAACCAATGAGTCTG
GGTTCTCCCACCTCTCCTAAACCAACCTCTGGAGCTCAGTTTCTGCCTGGTTTCCTGTTG
GGGGATCTTCCTGCTCCTGCCAGCCCACAGCCCCGCTCCTTCAGCCTGTCCACCCCCATC
TCAGAGAGCAAAAGTGCACACCGAGGAGGACCAGGCGGTGTCGGTTCACCCATGCAGCCT
GTTGTCCCAACACCTAAAGACAAGAGTGGAGCTCCTCCTGTTCGCAGTATCCATGACGAC
CTGGTAACAATGGGCACGCCCCTCGGTGCTCACAGGCAGTCTTTTCCTGTCATGCAGTCC
CCCCTTTCTGGACGCCAAGCTTCCA
>CL11488Contig1
GAGCCTTCAGCTTCATGGCATCGATGGCATCCAGAACCCAGCCGACGGTGCCGTCCCCTC
CGCACACCAGCACCTGCACCCTGCCGGGGGGCAGGAGGTTGCACAGCTGCAGGGCTTTGG
TTGGCGGCAGCACGGAGAGGTCAAACACCTGAACGGGGTTGAGGAGGGTGCNAAACTCTC
CCAGCAGGGCCTCCCCCATGTTGTTACCGCTGCGCGTGTTGGCCAAGACCAGGATGGGAG
TCCACCCACCGCCGCAGGTGGCGCCCAGCTTGCTGAACTCGTCTGGGTGGCGGCGGCGGA
GCTTGCTGACCTGGTAGAGGTAGTGGGGGGGGATGATGAGGCTGCGGAATTCGCCCAAGT
CGCAAACGTCCGCAGTGGAAAGGCTGTCCATGCAGTCGTCGTGAACGGTCGTCTGACACC
AGACGCACCTGTGGTCGCAGAGCTTGGGCTGCGTCCCGCACTGCTGCTTGCACACCGCGC
AGTAGCTGGCCAGCGGCACGTTCCCCCGGACCCAGCGGTGCTCCGCGGACCCTCCGGGGC
CACACGGGGCCATGATCTCCTTGCACGGCGTGCTGCGGTCCNGCCCCGCGCAGGCACTGC
TCGTCCACGCACACGCCGCAGCACTCGCAGAAGGCGCCGTGCAGGATGTGCTGGGCGCAG
ACGCAGCAGTAGGTGGGCTTGTTGAACAGGTCCGTGTAGTGCCAGCCGTGCTTGCTCTTC
CGAAAGAACTCCTCCATGGAGCTTTTCCGCTTGGAGCGCCGCGCGCTGCACCACAGAACG
AAGGCGACCGGAACCACGACGGCCAGGGAGGTCCAGAGCAGCAGCGGCCACTCCCGCCGG
GAGCCGCAGTCGCCCTGCGCCTCTGCCCCGTCTGAGCTCATCTCTCTGGCGGGCTTCAGG
CGGCAGACGCGAGGGATACCGAGGAAGAGGGCGGTGTGGACGGAACGACCTGGCGGGAAG
GAACGCCGCGTTTCTCCGGGACGGACATGTTCACGAACACAAACGGGATTCAGACATCAC
TTGAAACGGACATATAACGCGAGAAATAAACGGCGCTCCTAAATGCGTACAGCTA
>CL11489Contig1
CTCTTCCGTTTGCAGGGATGGTGCAGCCTAGCAGGATCCTCATCAAAGGGGGTAAAGTTG
TCAACGAGGACTGCTCTGTCTTTAGCGACGTCTACATCGAAAATGGGAAGATAGCAGACG
TCGGATTGAATCTCCAGGTCTCGGCTGGAGTCCGGGTCATTGATGCCACTGGTAAACTGG
TGATCCCAGGTGGCATTGACACGCACACGCACATGGAGCTGCAGTTCATGGGCACCAAAG
CCGTGGATGATTTTCACATCGGGACCAAGGCTGCTCTGGCGGGGGGGACCACAATGATCT
TGGACTTTGTCATTCCCCAAAAGGGCAAATCTCTCCTAGACGCGTACGACCGCTGGCGCA
AGACAGCTGATCCCAAAGTCTGCTGCGACTACTCGCTGCATGTGGCTGTCACATGGTGGG
GCGAGCAGGTCAAGAAAGAGATGGAGACTCTGGCCAAAGAAAAAGGGGTGAATTCCTTCA
AGATGTTCATGGCTTATAAAGACGTGTTCATGCTTTCCGACTCGGAGCTGCATGCTGCCT
TCACTCAGTGTAAAGACATTGGAGCTGTTGCCCAAGTGCATGCTGAGAATGGAGACT
>CL11490Contig1
AGCGCTGGCACAGCATCGCTCAGCAACCCCGTGAGCTGCGGTATCTGCATATGCGCACCT
CGTTACTCAGATCCCCGGGGCCGCTCGAACCGATGATCCAAAACCATAGCGGTGGATAAA
CGAGATCTGGACTTATTCAGAGTACCACAAGAGGGGATAGTTCTTTTGGAGAGGAAAATA
AAAAGTGCGTTGTCCCGAACAGCTTCAAGAAGAAACGGGACATCTGTGAGGAATCGCCAC
TGTGCCGTGCGGCGGCGCGTAGAGGGGCCACAGCGTCAGACGGGGAGCAAAAGAGGAGGT
TTTTACGCACAGCAGCACCAAGAAACGCACCGGTCCCCCTCTCCGTGCACTAAACTCAGT
ATCCTCGTCAGCCACTCGGATTGTCATTTCACTAAGTCTGCATCCTGAAAGGTCGACAGG
AATGGAATCTCTGATTACAGCGGCGCTGGCACTGTGCTCTCTAACAGCACCAGCCTGCGG
GGACAAAGGCACCAGCAAAGCCCGGAGTTGCTCGGACATCCGTCAGTTTTACGGTGCAAA
GGGGTTCTCCCTGGATAATGCCCCTCTGTCCGAAATATCAGGAGAGCACCTGCGCATCTG
TCCTCAGGGTTACACCTGCTGCACTGTTGAAATGGAGGGAAGCCTGGCATCAATGAGCTG
TAAGGAGATGGAGGGGTTACTCAAAGATGCTGGTCGCGCTGTGCAAACCTCACTCACTGG
ACAGCACAAAGCCTTTGATGGTTTCTTCTTGGACTTGCTGAATCGTTCCATGGCAAGGCT



GCAGAAGAGTTTTACTTCAACCTGGGGTCTTCTGTACCAGATGAATACTCAGGTGTTTTC
TGACCTGTACAATGATTTAAGCGGCTACTGCCGAGGTGGCAGTGTCAACCTGGAAG
>CL11491Contig1
AGGAATTCGGCACGAGGGTTATCTCCTAGCAGCATCGTTGCTCTCCTGTGATTATCTTGT
TTAGAATGAATAATGATGATTTCTCTTGCCGCTCGAGCGGAAAATGCCGGCGGTTCTTGA
TAAAGTCGACATGTCTTTGGATGACATTATTCGGTTAAACAAGAAAGAGAAACAATTCAA
GTGGCGACAGGCCAACACGAAGCGAAAACCATTCAAGAAGAAAGGCCTTTTGAGCCAAGG
AAGAGGGCTCTCACAGAGGACGCCGGGAGCCGCGCAGAGAGGAGGAGGCGTGGCACGTGG
GGCGGCGGCTATAATAAGAAACAGACGAACCCCTCCATTTACGGGCCGAAGACGGGGTCA
GGGGGTCATCACTGGACTGGCAGCCAGGAGGCCAGGAACCATAGTGAAACGAGCGGGGGC
TCTCAACAGAGCTGCACTCAACCAGAAAACAAGACCGAAAACAAAGCCCTTCTTTCAGCG
CGCCGAGGCCCAGTACAGGAGGCCCGACCCTCAGAGGAGGCTTTACCGGCAGCCGGACTC
GCTGAGAGGCCAGAATGCGGCATCGTTGGGGAGACCTTTCCAGCTGCAGCGGAGACCGCT
GCCGTCTGTCCAGCAGAGCCAGAAGGAG
>CL11492Contig1
AATTTATTTGTGGTTTTTCCTACAGATTGTGGACACAAAAAAATAATTCTGATTCACATC
CTTGAAACACTTTTGCTGGTGTGTAACATAATAAAGTGGCAGGATTGACATGTTAACATG
AACCTTTATCACAAACTTTGTGTTTTATTATGTACAACATTGAGCACTACCTAATTTATT
AAAATTAATGTACAGAAAAACCTGTTTTTTTAAAATAAAACAATTAAAAATGAAATGACA
TTTGTGTAGGACAGATGAACCCACAATCTGTTTTATGACCTTTATTTGTCTCGCGCAACA
GTCTGGACTTCCCCTCTTCGTTTCAAAGTGCAAAATATGTGACACTTCCAGCTCGACAGT
CCTCACCAGAAAAACCGCCGGATAGGTCACACGTATCAACTGTAGGTTTTTGTGGCACTG
GCAGAGCAGCAGGAAGTGAAACCCTCAGCTTTATGATCCAAAATTCTCCTTGACTGAAGT
GATTGAGCGTAACATCCAAGATCATTAAAGCTTATTTTCAATAAAACTACAAAAATAAGT
ACAAAAATACGATCTGGGAAAGCACCCTGTCAGTCTAAACATCACAGCTTTAAAAAGACA
CGAACAATGTCACAAAATACAATTTCAGCAGTCACGGTACTGAGTATTGCCATAAAACCG
CTCAAAGTTGACCTTTAATGCTCTATCGGCATTCTTTGTGCATACAGAAAAATAAAAGCT
A
>CL11493Contig1
GCAGCAGCTGGAGAGAGCCTCTCCTCTCCTTGTCCCTCCCTCTGTCTGGTAGCCCTGCAG
TAAGAGCCGTCCCACTGTATTTCCTCATTAAGGGAGGCAAGGAGCTCTGAAAGGGATTAT
TCCCGCTCTTCTCATTGAACCCACTCACTGCCTTATCCATTCCAGACTCAGTACTGTGGA
GCCATGACATCTGAAGCTCATCAATACCCATCAGAGTGACAGGCTGCCACCCTTCATATC
CATTCCGTTTCTCACACTGGGATGTAGGAGGTTTATGTAGCCTGAGTAGACGGGTCACCC
CAGCAAAAGTCTTCTTCACAAAGGTGATCACTACATCTCGCTTTCGTCTTTTCGCTTCTA
TCTGGTCGCTCTGGCAGAAATCCTCTGTGACGTAAACACTCTGATAGTTCCGTTTTGCCG
GTCTCGCGCTGCTACCCAGCCGTTGTCCAGCAGCTTTCACGCAGGTTCGAGTGAATTCCT
CCTCGCAATCGATACTTTCCCCGGGTAAGTCTGGTGTGTTTTGGCTCGATATGGGCTCAA
ACAACGACGAAATGGAGTCAACTATCCATTTATACATCCCAGACAAATGCGAGAAAAGTG
TAACGAGGTCTTCCACGCGGGCCAGGACGGTTTATTTGACAGGTAAGGTGTTAAAATAAG
AACCTACGACACGCGCCTACTGTTACTTTAGCTTAGCATTGCTGTACCCCCCGGC
>CL11494Contig1
TCTTCCGTGTATGCGCGCGCACTCACCGATGATGATGTACTTGAAGATGAAGGAGTAGTT
GTACGGAGCCGCTGTCATCGTCTCTGCGGAGAACAAACGGAGGCTCTAAGGAACCGGTTC
ATACTCAAGCAGTCGGCTGGACCCGGACCCGCCCTTCGGGCTCGGTTCTCCCTGGTGGGC
GTGGTCCCGTGGCCGGTCAGCTGACCGCGTTAGCTGCTGTCCATTAGCGTAGCTCTGCAG
CTTAGCGCGGCAGTTTTCCGGCCAAAACCGGAAAAAATGCAGCAGAAATTCAGATCCGGT
CATCAAACCGGAGCTTTACCTTAAGTCTGACCGCTGTTCAGATCCGTGAACCCGGTCAAA
GTGCTGGTTTGGTCGATGGTTCACGCACTTTCGCCGCTAACCTGCCGATCTGCCAGGAGA
GCTTACGAACCTCCTCCCCTCCAGGAAAACGCAAATATCGCGAGATGTCAGAGTGACTGC
TGCGGCTGAGCGGAGCAGAGCGGAACAGCAACCAGTGAACCAATAAAACCCATGTTCGGA
TGAAGTTCTGCTTTACTTCTTTAAAGCAGCAGCTGGATGAAAGAACCTGAAGTTTGATGA
TTTTCTAGGGTTTTTCGTGTTCAGAAGGAAACGGGGAGAAGATCTGCATTCAGATTTCTG
ATTGTAATCTCTGGCAGTTTTATGTTTGGGTTCTATTCACCTGAAAAACGAAGAAAAAGA
ACCTGTGAGGATGTAAAAGGTAGAACTGCATCCAGATACTGACGGTTGTTCTAATCAGGA
ACACTAACAGTTTGAGATTCTGACATCATCAGGTCCAGTTTAGGAAGAACCCTTCACAAG
GTGGTTCTCTACCTGAGGCAGGTGGAGAACATGTCAGTGAATGATGGTTCCTGAATGTTC
TGCAGCAGAACCACCTTCTGGAGCTGATGAAATAACTTGGTCTTCTTGTTTGGACCATTA
AGAACATTCTCAGATCAGGAAGCATCCCTGGTTCTGGTTCTGGT
>CL11495Contig1
TTTTTTTTTTGTTGACATAGTTTGTATTTAATACAGGATAGCTGGATTCAACAGTTATAG
GAACGATAACACGCTACATATAACAGAATAGAAAAATGAACAGTCGTCGTATGAAAACAG
CTGCTGAATACAAAAATAAAACTGGAGCACATTTTGCGTCTGTTGTGGAAAGGACTTCAG
TCGGAGTGTGAGCTTGGCAGACTTTAAAAAAACAAAAAAAAGTTTCACTACCAGCAAATT



CAATATGAATTCTGTAGTAAAGAGATCAACATGCAACACAGTTTGGGGCTAAAATGATGG
CAAGAAACCAGAACCCGGTGAAAGCGCTGACAGAAACTGAGAAGGCATTTCTGTATGGGT
CGGGTCAGGTGTGGCAGGCACGAGTTTGTGCTTTTTCCTCTCTCCCAGTCTGTTCAGACA
GTCCTGATTTGACCTGGCGAAGCACGAAGAAGGTGTTTACGGTGAATATCAACATGTTAT
CGAGTTATGCATCACTACATTTTTATTTATTTTTTTAC
>CL11496Contig1
AGACCAAGGATAGTCGGCACCGGGAGCGTGGTGGTAGACATCGGACAGAACAATGAGCCT
TTAAACCCTGGTTTCCATGGATACCCACCTCACAGTCAGGGCTCGCAGGATTCGACTGGA
GGACAGGAGGCTCTGGTAGCTCCACCCTTTGCAGCCTTCCCTCCTCCACCCCCGCCTCAA
AACGGGCTACCCGGAGCGGAGTTTGGCCCGGGGGCCATGTTTGGAGCTGGGGGCCAAGGT
GCAGCAGAGCTAGGGGTTGGTGCTAATGGAGCCGCTACCACACCCAACAAAAACAATGCA
AAGACAGAGGAGGTGCCCCAAGGTGAGCCGGGTGTACAGTGTGCTGCAGGAGGAGCGGGA
GGGTCTGCCGGAGACTCCTCAGAGGCCAAAGGGACCCCAAAACGCCTCCATGTCTCAAAC
ATCCCCTTCCGCTTTCGTGATCCAGACCTGAGGCAGATGTTTGGGCAATTTGGGAAGATT
TTGGATGTAGAGATTATATTCAATGAGAGGGGTTCAAAGGGCTTTGGCTTTGTGACATTT
GAAAACAGCGCAGATGCAGAGAAAGCCAGGGAAAAGCTGCATGGCACCCTGGTAGAAGGA
CGGAAGATTGAGGTGAATAATGCCACCGCCAGGGTGATGACTAACAAGAAAATGGTCAGC
CCTTACCCTAACGGAGAGGCTCTCAGCACGCTGCCCTATGCAGGGTGGAAATTGAGTCCA
ATGGTGGGGGCCGTGTACGGACCGGAGCTTTATGCAGTTCCAGGTTTTCCATACCCCTCA
GCCGCAGCAGCTGCAGCCACCACAGCAGCAGCAGCATTTCGCGGCGCCCACCTCCGGGGC
CGCGGCCGGCCCGTTTACAGCGCCGTTCGGGCCGCCGT
>CL11497Contig1
CTTTATTGTTTCTGCAGTGTTCTGTACAATCAACACAGAAATGAGGCGCTTATGGTCAAA
TGTCAAACGTATGGTCATCTCCCCACAAGTGAATACTGAGAAACACTGTCAAACCAATCC
TAAAACCCATTTAGAGGTTCATTATCTGTACAAGTCTACTGTAGATAATATCATGTTTAA
CCATATTATTAACTATTTGTTCTGGTTCATATTTACAAATACCATTTACACTGTCTACTG
TGGGACTACACAAAATGAGATGTTTGTGAGCTAAATTATTTAAACTGGGTTAGAGTATGG
TTCAGGGCAATCAGCACCATATTTGAACAGAATTACTGGCTTTCATTTATTGTAAAAAGC
TAATTAAATTATATCAGATGATTCGCCGACTTTGAATTAGATTTTACATCAGAGAAATGT
TCTATAAGGGGACGTTTGAACAGTGTATCTCAGTACTTTTGTCCTGTCAGTACCGCAGTG
AAGGAACAGGAGCAACAGTCGAACAGAGATTAGACTGAAGCATTTAAGCTCGTCCTGTGG
ATGTTTGGAAGTACAGTCCAGTCTTCTGCCCTGCTCTGTTGGGTTGTGCGCTCCCTGAAT
TTCCCCACCACCCCTCTATACTTTCCCAGCATCCTTCAGTTTGCTGACCAGGTCATCCAC
AGTCTCCACTTTCATCCCTGCTTGTCTCTGTGGGGGCTCATCCACCCTCAACACCTCCCC
CGGCCATAATGCCCGGGTTTAACGCG
>CL11498Contig1
TGTAGCCTCTCTGCCGTTTGGTAGGTAACAGAAGGTAACAGGTCGCGCTGTTCTTTTCTC
TTTTCCTTTCTTTGAGTTGGAGCTACACATCAACATGTCTGGTTTGTCTCATACTTGACT
CTGTCTGCATAACACGGTTTCCTCCTTGTGCTCAGTCTGCCGGTTCTTTGACTTCCTTCT
TCATATGTCTGCATGTCTTCTGGGTCAATGTACGTCTGTGGTCAGGGCGACTTCAAAGCC
CCTTTCTGTCTGAGCAAGCATTTAAATCTGAGCGAAGCAGCTCGCCGCGGCGTCAAGCTT
CTCCTTCTGCTGCGCCAGCACGCTCCGCCTCTCCTGTCCGTGCCACAGAGGAGGCGCCCA
ACACCAACTCGTACGTTCAAGAGTCGCCTGATGAAGAACCCGCTCAGGTGGAGGACAGCA
GCTCCTGTAACGTAACGGCAGATTCATCAGACAGAGGCATCTGCGCTAGAGCTCTGTACG
ACTATCAGGCTGCGGATGACACAGAGATTTCTTTCGACCCGGATGAAATCATCACCGCCA
TCGAGATGATCGACGAAGGGTGGTGGCGAGGCTTTGGCCCCGACGGCCATTTTGGAATGT
TCCCGGCCAATTACGTGGAGCTGATTTAGCTAAACCCCAGAGGAGCTGAGCAGCAGAAGA
GCGCACGCTGCAGTCAGTCCATACACACGTAGGAGGCTCAAAGGGAGTAGCCTTCAGCTC
GTGGCGCAACAAACACGGGGTGGTAAATGTGGACCAGAAGCTTTCAAAAATCTTTTAACA
TTTCAAGTCTACTATTGATGTTTTCACAAGCTGACGGCTCTGCAGAGGGAACCGAGGCCA
TCCCATAATTCTGCAGCCCCTCATTCCAGCACGACATCAGC
>CL11499Contig1
CATTGTAGATCTCCAGATAGGATATTGAAAGGGAGAATTCAGAGTCCGTTTTCTTCTCCC
TCTCCTCAAAGATCTTCTTGATCACTCTGGGAATAACTCCAACTGACGGGTCGTTNTCCT
GAGCCGACGTGTATGTGCCCCCCATGGAGTAGGTCTTCCCAGATCCCGTCTGGCCGTACG
CCAGAACCGTTGAGTGGTAGCCTCTGAAAAGCCCGCGCAGTAAAGGCGACACAGCAGAAC
TGAAGACTTCTTCTTGTTCAGCAGTGGGATCGAACACATAGTCGTAGGTGAAAGCCTTCT
CTGTGCCGACAATCACCTGTGGCTCCCCAGCCACAAATAAAAAACAGCACTGGCATCCTT
CATTGATTTCTTTTGGTACCAGCGGGCGACAGCGCAAACCCACCCGCACTGGGATCACTT
TTGCATCCTCGTTTGTCATGATGTGGGTCTCCTGAGAATAACGTTTCCAGTTTGCTCCGT
GATGTCACAACAAAGTATAGCCGCATTAAAAAGAGGTTTTTTTTTTGACAGCAAGCGCTT
TCGCCTGAATGCTAAACGTCTACTTGTAAAAAGTACTCCAAAAATGTTTCCGTATATTAG
AAATAGTTAGTTAAGCTTTTGTCCTTTGTCCGAATGCTTGGCGGAGTATGAAGGACCCGC
CCCGCCACTTTCAAACGAGCAGCTCCGCCTTCCCCCGGCCATAATGCC



>CL11500Contig1
TTTTTTTTTTAAACGTGCATAAGTCTTTATTGTGAAGCTGATTCGTCCACACCTGATGCA
GCTTGGCTCAAAAACACGCTGAGTCAGGGAATTCTCCTGCAGGAGAATTTGGTCCAAACC
AAAAGCTCACAAATATATTAAATATAAAGTTTAGCCTCCAATACAAAAGAGGTTTACATA
AATAAACACCTCTTGTGTCAGAAGCTACATAATTATTGTATCAGTAACATCTTTGCACCA
CTAGAGGGCCTCAGCAATGATCTGTTGGCTCAACTGATGGACAAGAGAAGAAAAAAGGAA
CTTGTTTGAAGTTTTTTTTGCCCATCTGGACCAGAACCATCACAGCACATCACTCCAGCC
ATCTCAGAGTGTCCAGCTTGTGGTGTGGACTCTCCACCAGGTTGGACAGCTGCTTCACTG
TTGAG
>CL11501Contig1
GGGGTTAAATTTCTTGAAATTGACGCACTTCTTAGTGCTCTTTTGCAATTTTTCCTCAGA
ATAATTTAATTCTGTATAATGTATTAGACATATTTTATAACAGACATTTCAAAATGGGTA
GAAAGGACAGAGGAGAGCGGGAAAAGAAGTCCAAAAAACTGTTACTATGAAGAGGAAGAG
GAGGAGGAAGAGGTAGCCGGTAACGAGTCCCAGGAAGCCGTACCCGCTGCTGCAGGAAAA
CAGGTGGATGAGTCCGGTACAAAGCTGGATGAGTATGGGGCCAAAGACTACCGTGTTCAG
ATGCTGCTGAAGAATGACCACTCTTCACGGCCGCTCTGGGTGGCTCCAGATGGGCACATC
TTTTTGGAAGCCTTCTCACCAGTGTATAAATATGCCCAGGATTTCCTGGTGGCCATTGCA
GAGCCTGTGTGCAGACCTAACCACATCCATGAGTACAAGCTGACTGCATATTCTCTATAT
GCAGCTGTCAGTGTGGGACTGCA
>CL11502Contig1
GCAGTCTCTTGAAGAAATGTGGCGCAGTCCACATCAGCCAACAGGAAGTGACTGTTGCAC
AGGGNAGGGATGGAGGTGCTGTCTTTTCTGCAGGAGCTGCTTAAACCTTTCATCGACTCT
TACCAGCTGGTGTTCGGGTACCTGTGCGAGGCTGAGAGTGTTATCCTCAAAGAAAAAGAG
TTTCTTCCTGCTGTGAGAGGCCTGGCTGCAAAACTCCTGCTCTCAGGTAAAACGTGTTTT
CATGCTTGTCTGACCTTTAGTCTCAGCAACTAAACTGCTTGTTTTATCACCGAATTTCTG
CTTTTGGCAGCTGAGCTCCACACGTATGAAGCCCTTTCGTCAGACTTACAGAAGAATGTT
TTATCTGCTTTGCGGAGGCTGGAGGCTTTGACCAAGTTATCATCGTCCGTGAGCAATGAA
TTCAAAGTGAACAAATCAGCAGTGAAAAGAATTACTGACATGCTCTCCGGGAAAATCCCT
CCATGGAATACTCAGGCTTTACCAGACGCAAGACTTTAGTCTAATTTGGAACAAATCCGC
CGTCGGCGTGAGCGTACGGCCACCTCTTCATCCATTCATCTCCTCACTCTGTTGTCGCTG
CATGCCATGCTGCACTCTGCAGAACAAGTACTGTGTTGTAAGGTTCAGAGGTCAGGATAA
ATCTGACTACCACTCGCTTCTCAGCCATCACAATTTTAACAGAACTTAAGTGGGAAATAT
AAAATTCGAGCACGCATCTGGCTGTTCAGGGGTTCGAATCCCAAACTTGACCGTCATCTA
ACCCCATATTTCCTTAAATTGTAAAATCCTTGCGGCTTGTGGCTTTGGATAAAAGCATCT
GTGAAAAATGTAGTGTTGCCAAATCAGTTCATTTTGTCATTCAAATAGGAATAAACGGAA
AAAAGTTGTATGATCCTTTTAAGATGTGAAACCAGTAAGAAAATAAAAACAAAATACAGA
TGAGATAAATAAAAATGTTTGGGGGAAAAAGCTGGCTTCATAAAAAAGTTAAATTTAAAT
GTAACAAATACTTTTTTTATGGCAAACTACTTGATATTTAATTTCATCTGAAAATGCTTG
TCTTCTACTTGAAGACATTTGTTTACATACTAATTTCCAAAATAAAAGTATGTTTTAATC
AATTGGACTTGAAAAAAATTAGAAATGTATTAATTTTAGCATCTTGATAAATAATCACAA
>CL11503Contig1
TAATCCCTCCNCAGACAGNCAAACTTTGNCCAAAAAAAAAAGGAAAACTAACAATTTTCA
GCACATTTTCAAAAATCAAAACAACTAAAGGTTAAAATGCAATCCACAATTTAACTGTTC
TAATCCTGTTTTGCATNTCAGACATTACACATGGAAGCCCAATCATGTGTTTGTNTTNTG
GTAACTGTTTTTGAAATCTTTTTTTTGCAATAAAGTGGGATGAAAAGCAACACAAAAAAA
AACATGTTATTTTCAGATCAGAAAAAAATGATGCTCAGCTCTGAGACTCCAATAAAAGCG
TAAAAAAAACTACTTTTTTCCTGAAGGTATAGATATCCAAAATCCCACAAATGTGTCTTA
CAGGTTAAATATGCAAAAACACCGAGACGCCTCTGCAGACATCAGCCTTTTACAGCAACT
TACATGAAACCAAAGCGAAACCAATAAGTCAGTGTATGATAGCTGTCAAAGAAAACAACA
AAAAACAGGCACAGCAGAACTCTAAGTCTGACTTCTCCATCCTCAGAAACAGTNTGAGGT
GTCCTCTAAGCAGGTCGCTACATGTATTTACATACAGTACAACGGCTTGACAGCAGTTTG
CAAAAGAAGGCCGCCAGTGTGTCTCGTTTCACAGAAATGATTATNGTCGTCAATATCGTG
CATCAAGTTCTGCAGATGACCATACACTCAAAAGTAAAACGGGGATTCTAAAGAAAAATA
CTTGCTTTTTAAAAAAAACAAACAATTTTTTGTTTCATTTTAACACCAATTTCTAAAACT
ACCGCAACCAAATTCTAACAAACAAACTGCCAAACCTCTCAGAACGTTATCCTAACAACA
TGCCGTGTCTGAAACCTCACCTGGATCCATGAACACACAAACCAAAGTCTGAGTGACAAA
CACCTTAAATACCTCGTGCCGA
>CL11504Contig1
TTCGGCACGAGGGCTCACTGGGTCAGTGGATGGCAGGGTGAGGCGCTATGACCTGAGAAT
GGGACAGCTGCATGTGGACTTTATTGACAGTCCCATCACCTGTGTGTGTTTCAGTCAAGA
TGGTCAGTGCACCCTGAGCTCCAGCTTGGACTCTGCAGTTAGACTGCTGGACAAAAGCAC
GGGGGAAATGCTGGGAGAATATAAAGGCCACAAGATGAAGGGCTACAAGCTGGACTGCTG
TTTGTCGAACAGAGACACACACGTCTTGAGCTGCTCAGAGGACGGCCATGTGTACTGCTG
GGACCTGGTGGAGGGTTCTTTGTCTTTGAAGCTGCTGGTGGGGACAGCAGTTGTCCAGTC



CTTGTCCTTCCATCCATCAGAGACCCGCCTTCTCACAGCTATGGAGGGCCGTGTTCAGGT
GTGGAGTGCAGAGCCAGAGGAGACGGAGGATGAAGCGCCGCTCTTATAAAAGCATGAATG
GAGCCACGACACAGTTGTGTATTTGACTGCAGCGCTCAGTTTTTGCATCAGCACACATGC
AGCTGCTGCAGAGTTTCAAACAATGTCGATTTCAACTGTTGGATGTTGGGGAGCTTTTAC
TCTCCTGACAAACATTATTGGACTCGAGCTTTACTAATAACTTTGTAAATGTTGGCTGAG
TAACTTTTGAGATATTTTGTACATTAAACAGACT
>CL11505Contig1
CCTCATCTCACCTGCTATAGTCAGGAAGCCTGCAGCTTCAAAATGGGTGAGAAGAGCACC
ATGACCTACAATCCCCGGTTCANGTACGAGGACTGGGGTCCAACCTTCCTGACTGCAGCC
TTCATCAAAGAAGCCGTCACCAACATCTGCCGCTCAATCAGACAGAAAGCCTTTGTGGGT
GGGGTCGCCCCGGACTCACCTGTGATCACCATGGAGACGGAGAGGACCAGCATCCTCAGC
TTCATGAAGGGTGGCAGGCCGCTGGTTCTCAGCTTCGGGAGCTGCTCCTGACCCCCCTTC
ATGTTCACACTGGACCAGTTCAAGCGGCTCGTCGCAGACTTCAGGGACGTGGCGGACTTT
CTGGTCATCTACATCGCAGAGGCGCATTCCTCAGATGGCTGGGCCTTCAGCAACAACTAT
GACATCAATCAGCACCAGAGCCTGGAGGAGAGGCTGTCTGCAGCCCGGATCCTGGTCCAG
AGCGACCCGCTGTGCCCCGTGGTCGTTGATGAAATGAGCAACGCCGCGGCCATCCATTAC
GGCAGC
>CL11506Contig1
GGATCGACTCTTTTCTTCCCCCAACAGGTAATTTATCAGCTTCAGTCAAAGAAATGTATA
GTTTGCCAAAACCATGATCGTTGCGTTGTTCTGCAACCTTGCCAACATTATGTACTTTGT
GAGAACTGTGCACCTAGTAAAGCAGAATGTCCTTATTGTAAAACAAAAATAGTCAAGTGG
TGATGTACAGAAACTCGAGCTACTATTTAGAAACTTAATCCTGTTAAGAACTACTAATCA
CACCTTTTCTAAGCAGTGATGTCTGTTTTTTTCTGACGTCTGACTATAATCTGAATTACA
CAATATTAGAAATCAGTATTATAAATCAGGTGTTCCCAGTAGACATTCATTTCTAAGGTA
GCTCTTTTTATTTTCTGTTCTGTTGGACATAACATTTTATACTGCATATTCTCTGATTAG
ATTATAAATAACCGTATTATTCCAGCTTTAGGCACAGTAAAAGGCGCTGGGCTTTGGTCC
AGTTACAGATCAACATTTTCATATTTAATCTGAAAGCAAAACACAGCTATAGATTTTTCC
AAATAAACAGAAAAAGAACTAAACAGTGAGACAAGTTGAGCAAAATGACATCTTTTAAAA
TGGACAGCGGTGATAAACGTCAGGAGAATGAAAGATTGAAACCCCCTGAGGAGTGAGGTA
GCATCAAAATGAACTTTCCGGAGAATGATGAAGGCATTCAGCA
>CL11507Contig1
TGGCTTTTGCAGAAGAGGCTGATGTAGATGGCTTTGAGTTCTTGGAGATTCTAAAGCATG
TTGCCGAGGACAACAAAGACAACCCAAACCTCAGCATTGTCTGGATCGACCCGGATGACT
TCCCTCTGCTTGTGCCACACTGGGAGAAGACATTTGGAATTGACCTGTCCCACCCACAGA
TCGGTGTCATTGAGGCTGATGATGCTGACAGTGTGTGGTGGGACATGGATGATGGGGCTG
ATCTGCCATCAGTGAACGAGCTGGAGGATTGGATTGAAGATGTACTGTCAGGTGACATTG
ATCCTGAAGAAGATGACGATGAAGACGACGACGACGATGATGATGACGACGACGACGACG
ACGACGACGACGATGATGATGACGACGATGATGACGACGACGACGACGACGACGACGACG
ACGACGATGATGATGATGATGACGATGATGACGACGACAACGACGAAGACGACGACGACG
ACGACGACGATGATGACGACGACGACGATGACGACGACGATGATGACGACGACGACGACG
ATGACGACGACGACGACGACGACGACGACGACGACGACGATGACGACGATGATGACGACG
ACGACGATGACGATGACGATGACGATGATGACGACGACGATGATGACGACGACGATGACG
ACGACGACGACGACGATGATGACGATGACGATGATGATGACGATGATGACGACGATGACG
ATGACGACGACGACGACGACGATGACGACGACGACGATGATTAAGTCATTACANTACTCG
TATTCTGAC
>CL11508Contig1
GAGGGGGAGCGCAGGTGTGTCTATCAGTTAAAGGCTTGTAGAGCCACCTTCGTCTTGAAA
ATGGAACGTACCATTGTGCTTGTGGGAAAAAGTATTGTGAACTATTTTGTGAGGTTAGAA
GCCGGACTCATGACGTGCTGTCGTACGGTGTCCTTCACGCCACACACTAGTTGTTGGTAA
GATTTCTCCTAACTGATCACGAGCAAATGCTGCATGATGTGAAGGTGAAATGTAAGTGCA
CATAGGACACCTGAAGGATGTCCACACAAGCGACACTCTGTCTAATTTCTTCATTTATAA
CAATCACTTATCAATTGAACAGCACCTGCGGGCCGCTTGCACACTGTGATGAAAAAAGGA
AAGATCTGCGTCTCACCTACTTCACTCTTAATTGCGCTTTTGTGTTGTTTAAGTGTTCAG
TGCGACTTGTCGCCTGGAGCATGCCCATAGAAAAAATGGACATTCACTATAGGCTAGTCA
CTATAGTCAACTCCACAGACCAACAAGTTATATGTTAAAGGTGTTTCCAAACCTTTTTAG
ACCTTTTGACAAGGGGTTTATTCAGACATACCTCTGGTATGAAGATTAATAACCCCTATT
GTTAAAGTAAAATATGTCCAACACAAGAGGCTGTCAGCTCTCATCTGTCTGCCCAGC
>CL11509Contig1
AAACTTCAGGAACTGAAATTGTTGGTGGAACGAAACGGCCTCGCTAGAAGCAGGCTGGGA
AAAATTCACATTTAAGCGTTATTTCTTGATCACTCCAATCTTAAGCACCAACAAAGAAAA
TCATGGCGTCTAAAGGTGCAAAAGAAACCATCGCTTCCAAGCTGGGCTTCAAATCCAGCA
GTTCTGCCTCCAAGGTCGACGCAGAGCTGGAGAAAGTCAGGAAAGAAAATGCCCACCTGA
GGAAAAAGATTGATGAACTGGCCAAGCGGCACGTCAGGCCACCGGACTCGGACAAAAGCA
AGCTGCTGGAGAGGATTCTTTCGCTTGAGACGCTGAGAGAGCGGAACAATCAGCAGTTGC



TGGGCAAAGAGCAGGAGCTGGAGAGTCTCAGGCAGCAGCTGTCAGCGAAAGGAGGAGAGG
TGGTGGCATCACTGCAGGCCCAGTTGGAGCAGCGGAGGAAAGAGGCGGAGCTGAGAGACG
GCTTGTTGCAGAGTTTGACTCAGGAGACGGAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL11510Contig1
TTTTTTTTTTAATTGTCACAAACATTTATTGGTAATTTGCATGAAATGCTGAGTACACAT
TTAAAGTTTGTTCGTGTCACAGATCATGTTTTCACAACATGAGTTAGTGGTGCAAACTTT
GTTATACTTTGCAATTTCACCATTAAAACACATACAAATACAACTGAAACTCTGTAAAAG
GAATAAAAAACATGTCATGCAACTACCAAGACTCATTTTTAACAATAGCTTGAGAGTTTT
AATACACTTCATACCACAGATGTACAGATACTTGTCTCTGCGTTTACATTTAAAAAGCTT
TGGAAAAATACAAGTAAAATTGGCTGCTCTGAAGAGCTGGAAAAAGTTAGTGTGAAGGAG
GAGGTATCATGATGTGGGCTGCTTTTTACCTTTAAGTGTGAGTCTCTAGCAAACAGTAAA
AAGCCAATTTTCTTTTTAACAAAAGATTTTGGACAACGCAGCACTTCCAGCTTTG
>CL11511Contig1
CGGCACGAGGCTTCTTCTACCTTTACTGCTGCGATAAAGCCTCTGAGACCATGGTGATCA
GTCCTGTAGGTGAGAAAAGTCTGATCAAGCAGAGCTAAGGAGGTGAAAAAGGACAGACTG
GATGGATAAGTGTGACACCCGCATGCCCATTCCTCCCGTGTCTTCTACCTGCAGACCGTG
GAACCAACAACAAACGGGGCAGCTACACATTAGGCAGTTGCTCTTTAATTGCAATCTTTG
GGTGCAGAGCACACAAAAGCAGCACAGTTCTGCAGGAATGTTTTGATAGATAGAAGAAAA
CGCGCATGGACACACAGCAGTAACCCTTGTGCTATCCTAGGCACTTTAACGTTGGGAGTT
GGGTCATCTAGACCCACTAGACAGTGCTCTGAACCTTTTTTCTTCAATGATTTGTGATCC
TCACTGGTGTCCATGGATTACATGAAATCTTTCCACCTTTATCCACCTTTGTCATGGTAG
GGAGAACACGTCAATGTAAGGGTGGGGTCATCTAAGATAGCACAAGTTAATAATGGGATG
GGATGTTTGAGCATTTGGGTAAATCTAGATGATTATTCAGAGTAAGATCCTAAATTTTAT
TTTGAATTTTGTTGTTTTAGACAAATTTGTTTTGTTTTGTTTGCTTATTTGACAACGACT
AAATAAATATGTTATGTTCCCAAAAAAGTATTTCTTTAAAACCTCAGAGTTGCTGTTTTG
TAGTTTGAATGTAATTATAAGTTTACCTGGTTACTGGACTTAACGTCCCATTTAGTGCCG
TTCTAGTTTTATGGATTTCTCTTCAAACAGCAATGACAGGAGCCTCCATGCATGGTATAT
AATGATTTAGACATCTTTTTTGTTGGATGTTGGATACTGAAATTTCCTGCAAAAACAAAA
GT
>CL11512Contig1
TCTTCTCTTTAATAAACTACATTAGCTCTTTGATGTAACTCCAGCACGGTGCTCTCCTGG
GAAGTTCCAACAGAAGAGCCCTGACCGCTTTGACCTTCGGGTTGCAGTACAAAGAATCGG
ATGGTTGAGCGTGGTTTCAGAGCTGGGGGGTGAAGCAGCGCAGAAGTGCTGACCAATCGT
TTCCTGTCTGTCGTGAAAGCTGTTAGCTTCTGTAAAACACCGGCACCAGCCGGGGACTTT
CTCAGTTTATGTCTGAGGTTCTTCTCTCTGCCCCCAGTGCCCAACTTCAGTAACTGCATC
ATGGGGGGGGGGTAACAGTCATTTGTGGTCGGGCCCGTCCTCTGGCTCTACTGTCTTAAT
TGGGCCGGCGTCTGGGGGCGTGTCAGGAAGGGGAGGAGCCTNTGGACTGTCCTTCCACAG
GTCCATTGACTCTTTANTGTCGAAAAATTCATCGGGCCCCTCAGGGGACTGGGGGGTCTG
CNAGCTGGACCCGGCTTCGCTGCTGCTCTCCCTCAGTTCCAGCAGTACCGGCAGANACCC
GGGGGGGCAATAGCCCTCCATCCGCCCCANACTGAGCTCTCCTAACTCAAAGCAGGGGAG
CCTCAGTGCTGAATCCAAAAGTGGA
>CL11513Contig1
ACACAGAGAACAGCAATCTCATCCTGTCCTAGCCTTACCCCCGGCCAGCAAGCGACCCTG
CCTTCGCCCTGCACCCCGAGGTCCCGGACCCGGGCCCGGTCACGGCAGCGGGTTGCCCAG
CTCGCGGTATCGTTCCCCGGAGTCCCTTTTGGACTGCGCCGCTAAGGCAGTAGCGGAAAA
GTGGGCCTTCGAGAGAGTAGAAGAGCGCTTCGAGCGGATCCCGGAGCCCGTCCAGCGCCG
TATTGTCTACTGGTCTTTTCCCCGCAACGAGAAGGAGATATGCATGTACTCGTCGTTTCA
GTGCCGAATCGCTGGCGAGGAGGGTCCGTCCGGAACTGCCAGTGGGGCCGGGGGGGCAGG
GTCCGGAGCTACGACCGCTGCCGCCGGTGGCGGAGGATCTACCGCTGGAGCAACGGCTGC
CGTGGGGGCAGCCGGAGCAGTGGGGACAGGGGACGGACTGCCTTTTCGCCGGGGTATCCG
GCTATTAGAAACCGGCTGTGTGGAAAACGTTTTACAAGTCGGTAAGTGGACATTTAGCTC
CCTTTAAACGCTTCTTCTTTCTTTTTCTTTTTCGAAACAAAAAAAAAAAAAAAAAAAAAA
AAAAAAACCTT
>CL11514Contig1
CCTTCACCCAGGCTGTGTGATCATCTACCATGTTGATGGTGAGATTGGGGTGCCAGTGTG
AGATAATCTCCACTGGACCATGGCTCTCTGCTCGCTTAATCATCTCGGGATCAGCCTCCG
TCTCGCCTGTAAGCAGATTCTTGGTTTTGAGGAACTTCCTCCGTTTGAACTTATTAAGCA
TTTTTGTTGAATGAACTGTTGCTAGTCTGCGATACTGCCCCTTGCGTTTAGGATCTGGGT
GGAATCCACTTTTTGTGAAGTACACATGCATGTAAAGGGAGCCGTTATGCTGCAATTTCT
CAGGGATGTCCAACTCCTTATACTGCTGGTAACAGCCATCTCCATCCTCCCCTGTGCTCC
AGTCTCCATAGACGAGGTCTCTGTGGAACCAGAACAGGGCATCTGTATTGTTGAAGTCAG
AGAACACCTCCTCCTGGGATATGAACACGTAGAGGTCCATAAGAGAATCTTTGGGAAAAA
GGTTCCTGCTGGGTAATCTGGGGGCTCCTGCAGGTGTGTTTGGGTCGGGAGTGGACGGCC
CTCGGCGGAACCAGCTGCTGATGGCCCAGATTATAAAGATCCTAAAGAGAACTCCTTTAA



TGACCTGCCATGCATTAGGCGCTTGCTGCTGCTGCTGCTGCTGCTGAGGGTCCTGTGCAT
TTCCTGCTGTCTGCACGGTCTGGTCATCTGTCGTTGCAGGAGTGCCATTGCTGCTCACCT
CGCCGTTGCTCGCAGAAGCCTTAGTTGACTCGCTCTCCTGTGTCGCCATCTTACCTT
>CL11515Contig1
GAATTCGGCACGAGGTTTGTCTTCATACTTTGAAGGAGATAAACCAGGTCAGTAGATTTA
GTTTAAGGAACATTTTAGGGACCACTTTTATGAATATGAATCATTAGCTGTCTCCAAAAA
TCTTACAGAAATGTAGTTTCCTGTGTAAAACTCGGTTAAAACTTGATATGGTTACTTTGG
GAAAAGGGTGCAGGATAAAAAAACTTGCAAAACCCCATCAAAAATGTCAGATTGGATTTC
AAAACAGGTTTATGCACAGATTTCAGAGGATCCTCCAGGGCTTTTATCTCGATTACAGCA
CAGGGCATGCAGTGACATAAAGGCCTGACAACTGTTCACCTTTAAGGTTCAGTGGCTGTG
CATATGGTCTGACTGTGGATGACAGCCAAGAGGAGTGCACATTGATTAGCTCATAAATTT
ATCACGGTCCTGTGAATGCTAAAGAGGCGAATGCAGGGATGGAGTTGAAGAGCAGCGGCT
TATTACACAAACAGGATCCTCGGTGTGGAGATGTGTATCACAGGACACAACAAAGAGAGG
CATATTGATCACAGCCGTGAGACACGATCTAAGTGTTGGCAAAACAATGATTAGTGGCTG
GGTCACAGATGAGGTCAAGACACAATGGTGTGTGTAAATGTGTGTTTTTAGGGTTTTTTC
TTAAAAGCCTTCAAGTTAAAACTGCCAAATTTTCAATGAAGCCTTCAGCTGTATGGCTAT
CTTCCCAGTCTTGATCCTATAGTTTGACCGCAGCCTCCTCTTCATCTGTGTTCATGTTTT
TTCCTTCTCTTAGAAGACATGTTTGCTCGCTCTCTGTTTCCTGTCCTCCTCCATGCAACC
TCTTTTCATTCAATCACAACCATGTTGTCAGATTNCCCAGGC
>CL11516Contig1
GCGCCGTTTAACCCGGGCCTTATGGCCGGGGACGTAGACAGCGACGTGCAACAGTTAGTA
TTCCGGGTGGACTGAAGTCGGTGTCGCACTTCGTCTCTCCAGCGTGCAGACCAGCGCTCA
TCCCGCATCTGATCAGACGTCCCTGCAGCCTCTGTTTTTGACGCTGACACCCATCATCAT
CATGTCTAAAGGCACCGTGGTTCTGGCGTACAGCGGCGGGCTGGACACCTCCTGCATTCT
CATGTGGCTCAAGGAGCAAGGCTATGACGTCATCACATACTTGGCCAACATTGGACAAGA
TGAAGATTTTGAAGCTGCAAGAAAAAAGGCAGAAAGTCTTGGTGCAAAGAAGATTTTCAT
TGAAGACCTGCGCAAAGAGTTTGTGGAGGACTTCATCTGGCCTTCAGTTCAGGCCAATGC
AGTCTATGAGGACCGGTACCTGATGGGCACTGCCATAGCAAGGCCTTGCATTGCCCGTCG
TCAGGTTGAGATTGCACGGAAAGAGGGTGCCCAGTTTGTCTCCCATGGCGCCACTGGAAA
GGGAAATGACCAGATACGCTTTGAACTCACATGCTATGCCCTGTACCCTGAGGTCAAGAT
CATTGCACCGTGGAGAATCCCTGAGTTNTACAACCGCTTCAGAGGGAGAAAAGACCTAAT
GGAATATGCGCAGAAATTTGGCATTCCAGTTCCTG
>CL11517Contig1
GAATGGGCTCCTCTTGGGTTGTGCTCTGCGCCATCGCTTTGGGCTTGGTTCTGCGGAGCG
CAGCTTTGGAAGTCCAAGATCAGCTGCCTCTTTGAGCAGCGTCCTATCACAGTTGTGTCC
GGACAAGAGATGATCTATGATGATCATTTTTTAATGCAGGAAGAGGTTGATTTGTCAAGT
TTCTCTGACCTCCACGAAGGGCTCCAGCGACCAATAATTCCTTCATTTGATCCAAAGAGA
AGAGGGGTGTTCACATCTGGAGTCATGATTCCAAGAGGAAGTCAACCAGCTGTTGAGCAA
TATCCTGTTAGCTTCCCCCTTAGCCAGCCGTCGGCTAACAACATTGAAGCCATCTGTGCC
CATGGAGAGCATCGTCCTCGCTACCCTCAGTCGTACTTTCCCCCCTCTGGTTACAGCAAG
TTAAAGCGCATGGCTGCTGCTGTCAATAATGCGGAGTCCTGGTTTGGCATTTGCTGTAAT
CAAAACCAGACGTTGC
>CL11518Contig1
GGCTGCAGGNAATTCGGCACGAGGNACCGACTCTCCTCTGGACTGGGAGCAAGGNAAGCA
GAATGTCAGGGAAGGAAGTGGGAAATCTGTGGCTTTTCTTCTGACGCACAGGTCCGAGGC
AGGAGTCGGGCAAACGTCTGTGGACTTTCTGGAAAAACGGATCGACTGAACCACACACAC
CCCCTCCAGATCTGGGAATTTACAAAGGGAAACTCTTCAAATCGGGAGGAAATTCCTCAG
ATTCCCAACATCTGCAGCTACAGTCGAAGGTTGGACCGCAGCCACCATGAGTCTGTCACG
GAGCGGGACGCTGGAGAAGACGGCGTCCGAGCCGGCCCGCTCAGAGGCCCGCTCTGCCTC
CAGAGCGGGGTCAGGGGTCGTGGTGCCTCCTCCTTACTCGCTGGGTGGCAGCGAGGCGGC
GGACGCCCCCCTGGAGCTGCGGGGGTCCCTGGACTGCTGGGCCTGCTCCGTTCTGGTCAC
CGCGCAGAACCTGATCATCGCCCTGATCAACGGCGCGCTGGCCAGCCTTCTGTTCGGCAT
CATCTTCACTCCCGCCCTCACCATGATCATCTTTGGCTTCATCTGCCACTCCACGGTCCA
GCCCAGCGGAACGTCCCTGTTCTGATCGGACCTGCTGGACGACACCGCCTGCGTGGCGCT
GCTGGTGGTGGGCTTCCTTCTGATGACCCNTCTGCTGGTCCTGGATCTGGCCGCCTACTG
CCGCCTGGCCCGCCACNTCCAGCTGGGCATGTGCTTCATCCCCTACAGCCGCGCCGTNTA
CAAGAACCTGCCTCCGCGCCAGGAAAAGCCCGGCTGNTGGGGGCATCAGCAGGTGAAGAA
GCGGGATGGGAAGGGCAGTGTTTGGGTTTAGGAGAGGACCCCACCCACGGNTCCTTTGGA
AAGCCAATCAGTGNTGGATTTCTTTGCAAAAAATCTGTTTTAAATATCTGTCATGTGTAG
ATTGTCACTGATCCCTCTAAAGCTGTTGAAAATCCTGTTTGTATCTCCTTTTTTTAACTC
CTTTTTANACATTTTTTTTATAATAAA
>CL11519Contig1
GCCCTGGCTGGGGGAGATGCCTCCTACACTCTCCCCTTCACCAAGATGAGCAGCGAAGGA
AGCTACATTTGTTCTTTGACTGTGAACCCGCTTTTCGCCAACATGGAGCTCAACCTGCAC



GTCGAGGAGCCTCCCCGGGTCTCCCTGAATGTGGGTCCAACTTTGGTGCTGGAGGAGGGA
AAGGAGCAGAAGGTTGTTTGCACAGCAGAGAACTACTACCCTCTGGACGTGGAGATCCTC
TGGGCATGAGCAGAACCCAGCGGCGTCAGGTCAGAGAGTTGGCGCCCCTCTGCCTCAGGA
ACTCAAAAACATTCTGTTCTCCAGCCACAAACACAACCAGGACCAGACCTACTCTCTGTC
GGCCTTCTTTTACCTCAAGGCTTCGCTGACGTTGTCTGGGAAGCAGTTCTCCTGCAGCGT
CTCTCATCCCTCGCTCAGGATGCCCATCAAGAAAAGCTTCATCCTCCAAGTTGAAGAACC
CTCCAGCCTGATGTTTAACCTCGCTGTGGGCCTCGTTCTGATCAGTCTGTCAGGAGTTCT
TATTATATTGCTGCTGTACCTGAACTCAGCAAGAAGACCATCTAAGATTGTAAGAAACCA
TACTGAGTCGCAGTGGTGACACCTAGAGAATGAAGGAACTGTCCGACTTCCTGCTGCCCA
CTGACATCTGCACTGATGGTTGTTTACTTGTGTGTTGGTTGTTGTTGTTTGTTTTCTGGT
GAATGTGGGTTTCTGTGAAACTTTATTGTTATCATAATTTACAGCAGTTTTCATCTTATT
TTAGACTCTTTTTTTTGGAGTCTTGTGTTGACTCTTTAACGACATCAAAACATGAGGACC
AATCAGATCCTCTAAAAAACTGTAATGACCTTTAATTTAACCTTCCTGATTGTTTTTCTG
TCAGCTGCTCCACTTTAAGAACAAAGAAATCTGTCTAATAATCCAGTGTTTACTCCTGTA
GGGCTGGAACCACAAACCTTCACGCTGACACATGAACACAGACTGGTGTGATTATGAATA
TGTGAATGTGTGAAACAGTCGGTTAAAGTGACACTAAACAGAAACTGTCCATCATCAGCT
TCCAGATGCTTTAAAGTCACTGTT
>CL11520Contig1
ACCCGGGCCTTATGGCCGGGGAAGTACAACAATCTGAGTTCAGCTAACCACACGAAAGAT
ACAAATATCAACGGTACTTTCTACAGTAGCTGGGAAGATGTCTCATCATGACGGTTCCAG
TCAAGAACCTGCTGGACTTGATGGACTGCCGCCCCTGTACAGCATTGCTAAGGGCGAGGT
GGTTTCTATACAAACATATGGAGCGTTTGTTCGCCTGCCAGGATACAGGAAGGAAGGTTT
GGTGCATGTGAGTGAGATGTCAGCCTCCAGGGTCGAGAACGCCTCAGAGATTGTGGACGT
CGGGGAACACGTGTGGATTAAAGTAATTGGAAGAGAGATTCAGGGAGAAAAGGTCAAGTT
ATCATTCTCGATGAAAGCTGTCAATCAAGGAACGGGGCGGGACTTGGACCCCAATAACGT
CATAGCAGATCAGGATTTGAGGCGCCGAAGACAGTTTAGAGATCAAACCAGCAACAGGAT
CACACTGGAGGCCGTTTTAAACACGACGTGTACAAAATGCGGCTGCAAGGGCCACTTCAC
CAAAGATTGCTTCTCTGCTCCGGGGCTGCAGTACACTCTTCTGCCTGAAGAGGACGACGA
AGAACCACAGCATCAGCAGACGTCTGCAGCTACATCCCAGCAGGAATCTGACAG
>CL11521Contig1
TGTCCAGAGCAAAGGTCATCTCCAACCTCCACATGAGAACACGAATCTTCACACTTTCAG
GGGAAGAATCTTCAACCCAGATGCCAGGCCTGCAGCAGAGGAAGGTTCCTGTCCATCCAA
CGGATGTTGTCCTCGATGGTCTCGTAGCTCTGCTGGATGCACCTCATCTGAGAACCCGCC
TCTTCTGTCAGGGAGTCGAAGAAGCTTCGTATCTGAACGCAAGAGCAAAGCAATAAACAA
AAAACACACAGACACACAAAAGTATTAGATCTGCCAGGTCCTCTAGCAAAAGTGGCCTGA
AATGATCTCTCACCTCGTGAAGCATCTCTCTGGTGGAGTACTGGTTGGTTACTCCGGCTA
CCAAGTGGGATATAGTGCTGGATTCCCAGGTCAAACCTGCAGTTAAACACAGAATAATGT
TAATGCATTGAATTTCACTTTATCTTGACCTCCTCTTTGGAGAAAACAGCAGCACTGAGT
TGGTTTTTAGGTTTAGCCCATCCGTTGATTATCCTGTTCCATCCTGGCTAGGACTAATTG
CTGGAGCCCATTCTAGTTTTCTAATTTAGAGGCACTAATCAGAGATACATGCACTAGAAG
AAGATGCAAACTCCACACAGAAAGGGTCCAGGCGGGATTCTAACCGAGGTGTCCTGCTAC
CAGAAAATCAGGCAAACCATAAAGAACTTTTCCTCTTTTAATTCTACTCATGAAAGCCAT
TTTGCTACTAATCCAGCACATGACATTCAGTTTGGGAACAAAGTTTTGGCCTCTGATAGA
AAATTATCAGAAAGATCTTAATTTTTTCTGATTTCTTTTATGTTTTAGCAACACATTTTT
TAATTATTACTGAATTATTTACAGAGGAGTAAAGTTATTTTTTTATAGAACTTGATTAAA
TAAATGCAATGATATTTGTTTTCCTTCATCAGACAAAAATAACCTTTTTTATTGTTATCC
TTATTTTATCTGACTAAAGAAAATAATGTAAATATGTTCAGAAGACCAAAATATGTTGAT
GTTTATACAAAATCTACAAAATCTACAAAAAGTACTACTGGATGATTCAGAATTGTAAAG
AACTGTGGAAATG
>CL11522Contig1
GACGGGCCACAGAGTGCAGATGTCTGTCTGTTTGCATGAAGCCGTCGATGATGGCTCCTC
TCACCTTTCAGGGTTGTCGTCAGTTGCAATTCCATCTGCAGCCAGGATGTGACCCAAAAG
GTGCTGGGAACAATACTGAGCCACTGTGCTGCCAGCATGACCATCGAATACGGCAAAAAA
GCTCCAGTCAGCCAACTCCCCGCCAAGCTGAGGCACACAGTTATGGAAGTCCTCCATGTT
GGCCCTCCAGCCCTGCATGCTGCCCAGTGCGTACGTGAGGCCCCAGCGGACGCAGCCCTC
CTCTGTCAACTTGTCCAGAACTGGCCGGTCCAGGTAGGGGCTGGGGATGACCTCCTCTTT
CTCCCCCTCCCCTGGCTGGTTCCCCCTCAGCAGCTCCTCCACGGCCTCCTTTGAAGAAGG
AGCTGACCCTCTTCTCTGTTTCTTTCACCAGCTGCCGCACAAACGCAGGCATCTCCACGC
TGCCTTTCCTAGATGTTCTCATGATTCTTCTGCGTGTCTGATGGGATGGGAATCTTCTGC
GGTGTTTTCAGCAGGGATGGAGGGCCGCGCTTTGGGCCTGACTCTCAGCGGTGTCTGAGC
AGCCCTGCAGCTACCAGAGCTCAGAGCATGGCTAACTCCACTGATGGATGTTTTCTGTGT
TGCCTCTTCGCTCTCCTCTTCTTATCTCCTCTCCTCCTCTGGAGACCTTACTGATTGCCG
CTCTCCCCTCTATGCATNCCT
>CL11523Contig1



AATCAACATTACCGCTAATAACAACGACAACAAGACGTGAAAATGAGAAGTTAAACTTCC
TGTTGAGCTGTTTTTTTACCTTCGTGTAGTAAAACAGCTATACCAGGTTATAGTCGGTGA
CCGAAAATCATGTTGTCTTCAGTGATTCATTATCAAGCTAATGTTAGCTTAAACACACTA
ACCTGCAGCATGAGCAAAAAGGTTACGGATTATTAAGACACGCTTATGGTCGTTAAATAT
CCTCCACATAACAGACTATTTTTTTTTTCACTGAAACTACNCTGATNGTAGTTAAAGGAG
TCANGGCTGACGACCCTCANAGAAATTTTCGCTCAGCTTATTATGAGAAAATGGGCTTCA
GGGGCGTGGAGGAAAAGAAGTCTCTGGAAATACTACNGAAGGACAATCCTCTTGATTTGG
AAAAGCTGAGCACTTTCAGTCANAGGTTCCCGCTACCCTCCATGTACAGGATTCANGTGT
GGAAAGNGCTGTTAGGCATCCTCCCCCCACACAGNGACTCCCACGCGCTGGTTGGGGGTT
ACAGGAGGGAGCAGTACCAGGACATCAAGAAGGCTTTGGAGGTGATGAGGTACATCAACT
CTTCCACGCCGTCCACTCTCGTCTACCTGCGCATGTTCCAGCTGGAGAACCAGGTGCTGC
CGCGATGCTCCGAGATGTTACCTCCTGATGAGGAGAGTGAGGACTTCCTGGCGGTCAGCA
GAGCCATGGAGGAGATCGTGGATGATCCGGTGGACTGCTACTGGCTCATCAAATGTTTCA
TTACTCAGTTCTACACCAAGTTTGGGGACTCGGTTCCACATCTGCCGAAGAGCCTGGAGC
ATTACCTGAGCCAGGAGGAGCCGCGGCTGCTGGCCCACCTGAAGAGCACGGGGGCTCTGC
TTCAGCTGCCTTACAGCCTCTGGTTCAGACGCTGCTTCGCCGGCTGTCTGCCCGAGTGCA
GCCTGCAGAGGGTCTGGGACAAGGTGATCAGCGGCTCCTGTAAGATCCTGGTGTTTGTGG
CTCTGGAGATCCTGCTCAGCTACAAGATCATGCTGCTAGGCATCAACCGGCCGGAGGGCG
TGGTCAACTTCCTGTCCAACATCCCGCAGGAAAACACGGACGCCATTGTGACCAAAGCCG
TGGAGCTGTGGCAGAAGTACTGCGGGAACCCGGTTCACGCTGTGTGAGACGTTTCCCAGA
ATCCTTTGGGGTGTAATCTGAGCTGGACAGACTTTTTCCTGAGAAATTACTGAACTGACT
TTTTCGCACAAGGGGGGGGACGAAGGACGAAGAGCAAACGTATTGTTTTTTTTATAGGTT
TTTCTTTAAGAAATTGTGTACATCATTAAAGAC
>CL11524Contig1
GCTGCAGGGAATTTTCATCAACAGCAATGACTAAGAAAACTGGACTTTTTTTGAGTACAT
AAAAAAACACAAAGGTTTATGTAAACAGAAGCTAAGAAAACTTTACAGCAGTGAAGTGAG
GTGAAAACAAACTGAGACGAGTAATTCAGAGTCAAGTCTGATTCCAACGCAGGTGGAAAT
AGGAACAAGAGGTTCTTGATTTGGAAAAAAAGCACACCCACAAAACACTTTACATCCTTC
AATCTCCAACAAGAACATTGTGTTTTTTTAGGAATTATATCTACCTCTGGTGAGAACAAG
TGACTGCTTGTTGATTGCAGCTTTCAAAATCAATCAAAAGCTATAAACAAAAATAATCTC
CAAGCATGTGATTTTCAGCTTAAGACAGGTTGGATGAGCAGAATTCCACTGTTTCATTGG
CTGGATAATAGAAACAAAACAAATAATGAGTTAACTAGTTTGTCTTATTTCCTAGCAGCT
ACGTAAGAGGTTTTTGCTCTTTTTATTGAATGGCCAAGTTGAGAAACAACAGGAGACATA
TTGATAAGGACACTGAAGCCACAGCAAGGTCCAGAATGTGGATTCTACTGCCATTGCTGA
AACAACAGAGCTCCATTAGTGCTTTTCTAGAAAAAAAACACTGCTTGAGAAAAAAGAATT
AAAGAGAAATTACAGTGTTTTATCCNAAATGCGTCAA
>CL11525Contig1
AATGGTGCGTGTGAGTTTCAGTGAAAAACCAGTGCTGTTGTGTGTACTCTGGACGTACAA
GTGCCGACACATGAGTGACAATTCTAAGCATTTAGGCTGTACTGCTGCTTGTAGCAGCAA
GGTCGACAGATGGCGTTGACTAGACCGTTGCCCAACTGTAAGAGACAGATGACGAACTCC
AGCACAGCCAGACCCAGTAACACACACAGCAAGGTTATGTTCCATTCCACAATATGAACG
GGTTGGTGGCACTTGGACCACGACTCTGGCTCTAGCAGATAGCTGCCACCTAGCTCTGAA
AAGGGGTATCTCCACCCAAGTGAAGTGAAGCAGTAAGGACCCTGCAGCAAGGCAAGCCCC
GATATGATGAAGCAATATCCAGAACCCACGAGGCCAATGACAGCTGCGAAAACCGACCCA
CACATCATTAGGCTCTCATTCCAGCAACAGCTGCATTTCCCCAGAGTGATAAAGACCACA
GCTGGAATCAGCATCAGGAGTCCGCCACCTCCTAGTCCACCAAAGTACCAGATGTATCTT
GATAGATGATCCTGCTCTATGTAGGTAGTTTCTCCCATTGGAAACAGCAGCAGCAGGTTG
GCCACAATACAGCAGAGGGCAAGTGGCAACAGTGCCAGTCCCAAGGAACGGGCAAAGCCC
ACTGAACAACACATTTCTCCTTCAAAAACCAAACTACCCCCGGCCATAATGCCCGGGTTT
AACGCGCGCTC
>CL11526Contig1
GGAGAGAGTGAGGACTTTTTAAATTACTCTTTATNCTGTATCTTAAGTTTTTTCCCCAAA
AAGAATTAGGGACTTTTGTTTAAAAATTCAACTCAAGTAGAGACGATTTGAGGGCTCAGC
AGCCACTAGCAAACGTTAGCATCATTAGAAGCAGTCCGGATAAAAGTTCACTTTAAAATA
AATTGTAGGACTTTATTATACTGTAGACAAAATTGCATGATATTGAAAGCCGTTTTGGGT
ATACATCGGTAAAGTAGTGAAATTTCAGATCTGATGTATTTACCTTTATTGGTTCATTTC
CGTAAAATTCAAGCTAGCCAATCCAAGGTAGCTTAGCTGGTCCGTGAACGACAACAGCCA
CCAAACTGGAACACACATTGGACTTAGTTGGGTTCAAATCGGGTCCGGCAGGTTCGCTGA
CCCCTCAGAAAAAGATGAAGAAGAGGAAGGAGCTGAATGCCTTGATCGGACTCGGGGACA
GTAAGAGAAAAAAGACCAAAAAGGGGTCCGGTCACAGACTTCTTCGTACCGAACCACCGG
GTTCAGAGTCCGATTCGAGTTCAGAAGACGACTTCAATCATCTGAACAGCGGAGCTAACT
TTGGAAAGAGAAATTACAGTCAGTGCTGCAACGTGTGCTACCCTTTGTTTCTGTTTATCA
TCCTTGCTGCTT
>CL11527Contig1



TCGGCACGAGGATGACTCCGACCAATCACTGCTTATTGACGTCGACTGGCTCCAACATGG
CGGCGTCCGTATCATGAAAAAATGGCGACAGAATAGACTTCATTTGATTGCAGCCAGAAG
TAGATCATTTTTCAATGGATGATGTCACACTCACAGTCATTAGCATGACTCAGCAAAACC
TGAGCTTTGATGTGAGCATGGGGGAGCAGTTCTGCTCTGCATCGATCAAGTCTGCAGCTT
TTTAGAGGTTCCTGTGGTTATTGAAGGAAACCAGCAGCAACAATTTGGACTTCAGCTGTG
GATCCAAACAACCTGCAGATGCTGATGAAGACTCTGGATGAAGATGCCCAACTTTAGTGA
TCCAGGAAATCCCCTTCAGGCTCCGTGAGCCAGAACTCATTGATGTTAGTTTAAGATGAT
CATCTGGTTAGGCTAAACGGCTAAACGTCAGCTTCAGAGCCACCAGTTCTGTTTTTATTT
TGAAAATATCAGCATGTTTTAAAAATGTTGGAATTTTTTAGTCTTAAGTTTGTATTGTAG
CTCTAGAAAAATAATAAAATAAAACTATCCATTATTGGGCTCTTTCAAAAAAAAAA
>CL11528Contig1
TCTTCCGAGCTCGGACCTCACACTGCCGGAGTCTGCACTTCTGACGAATTTTGTTGGGCC
CACCAAACTTCTTCATGTCCTTGCAGAAGTCACACATAGTGCAGTCTTCGGTTCTTAGGC
AGGCGTCGCACTCGCCGCACATGCGGGCTGAACGCTTGATCTGTGAGCTTCGCCTTTTGT
CCATCTTCTGCTGGGGGACGAAGCTCCCGTCTCTCTGAGACTTGCTACTTTTGTTTGGCT
CCAACTCTCCATCATCCCACTCTTTACACTTCTTCTGCCGGTATTTGAGCTCCAGAGACG
AGTCTTTCTCTCTGCAGGACAGGCAGAACCAGACTCTGATAGATTTTGCTGCCCTCTCTG
ATACGCCAATGCAGTCACCATGAAACCACTCCGAGCAACTGTCGCACCCTATCATGAAAC
AGTTGATGTCTGGTCTCCTGCAGACACAGTAGACTGGAGTATTAGGGCTTTCCATGGAGA
CTGCTCTTTCTCCTTCCACACCCTCAGGATCATCCTGGGCTCCCGCTGTCTCCTCAGCCA
TGAATGCGCGCGGTTTCGCTCGTTGCTCCTCACCAGAATCCGTTTGAACCTCTTTGTTGT
GGCTTCATCCCCATGCTCGTCTCTTCTTCTGCCC
>CL11529Contig1
AAATGGACGACACCTTTCAGCTTGAATATGGTGGAGCGCCCAAAAACGTTGCTAAATCTG
GACGAAGAGCTCGTCCTCAGGCGAACCAATCGTCATTTGAAGATTCTCGCCATGCAAGGA
AGTCCTCCACTTCTGCATCATTAGAAGGCCCCCCTCCTAAGCCGGCCCGGCGGCAGGGTG
GCTGGGCAGAAGAAAGCTCTGGATCAGGTTCTGCCAAATCTTCTAGAAGACACACAGAGA
ACTTTGAGGACCATCGCCTGCGACCACAAACCCCCAAAGGATCAGATGATGAAGGAGATA
TTCCTGTGATTCCGGACCTTGATGAAGTGCAGGAGGAAGATCTGACGATGCAGCATCCAC
GTGAGCCAGGTGATGACCTACAGAGATCTGGACAACGATCTCAAGCATTACTCTGCTTTC
CAAACTTTAGATGGAGAGATCGACTTGAAGCTTCTCACTAAGGTTTTAGCCCCAGAGCAG
GAGGTGAAAGAGGATGATGTGAGCTGGGACTGGGATCATCTGTTTACAGAGGTGTCCTCG
GAGCTGCTGATTGAATGGGATCAAGGAGAGAGCAGCGAACCAGGCTTGAAGTGACTTTGG
ATCCTTTAATTAAAGTTTATTTTACTACTTCTTTACACAGAGTTGTATTTTTATAAATGT
CTTTAAACAGTTTTGTTGCCTAACTTTTTTTGTATATAAACCCACAAGGTTTTGAATTGT
TTGTTAAAAATAGCAGTCACAGATAAACATGCCCTCTCTGTACCGACAACATTATCAACA
GCAACATACAAGTCCAAGGTTGATAATCAGCTAAGCTGAAATCCAC
>CL11530Contig1
GATCAGTGAAGAACAATTAAAAGCCTGTGTAAAGAGGTGTGTATGCAGTCGTGTATGTGC
ATGTTTGTGTGTGTATATACACAGATGTGTGTGTCTGTATACAATTGGATGTATGTTTAC
AAGTGTGTGTACACACATGTGTGCATACAGTTCTGCGTGCAAAGGTGTGTGTGTACACAT
ACGTGTGTGTGTACACAGGTGTGTGTGTGCACATTCGTGTGTGTGTACACAGGTGTGTGT
TTACAAGTGTGGGTACACACGTGTGTGCATACAGGTGTGTGTGTACAAGGGTGTGTGTGA
ACATATACTTGTGTGTACACAGGCGTGTATACGGTTGTGTTTACAACTGTGTGTACACAC
ATGTAGAGCTGTGCGTGTGCAGGTGTCTGTATACAGCTGTGTGTTTGTTAACAGGTGTGT
GTACACAGTTGTACACACACTTGTAAACACATGTGTGTAACCCTTGTGCTATCTTAGATG
ACCCCACCCTTACATTGACGTGTTCTCCCTACCATGACAAAGGTGGATAGAGGTGGAAAG
ATTTCATGTAATCCATGGACACCAGTGAAGATCACAAATCATTGAAGAAAAAAAGGTTCA
GCGCACTGTCTAGTGGGTCTAGATGACCCAACTCCCAATGTTAAGGTGCCTAGCATAGCA
CAAGGGGTACATGTGTGTGCCTGTACACAGGTGTGTTTTCAGTTCCAGCAGTGAGGAGAA
TCCACGGTTCTGTTCTGTAGCTATAGCTCCGTTTTGCTTCTGTCTGGAGTTTTTTTTTGT
AAAAAACATTTTTGTTGCTACGGTTTTTTTGCACAAAAGATCTTCAGAAGAAGTGAAAAA
GCTGCTGAATGTTTTGGTGCCGCATGAACATCAGCTGAACTCCTCATGACCTGCTTCCTC
CATCAGGACGCCGGTTTGGACTCTGATGTTTCAGATCTTCTGCAGGAAGCTCCTTCATGT
CAGGCGGCATCTGTTCATGAAACGGTTGAACGTTTTCCTCGGTGCTGCTGTCAGACTGTT
CTTACACTTTAAATGTTTGACGTAATGTTCTGTGGACGCTGGAGAAACATCTGTCAGCAT
CAGGATGTCTCTGCTGACCAGGAGACATCTCAACTCATCAATGTGGTGTTTAGAAGCAGA
AAAATTCTGAACGTTGCTTTGTTTTCAGGAGAACTGTGTGTTTATCATCTTGCAACAACC
CACAAAAGCACATCAGATGGAAAACTGCACGGAAACCTCCTCTAAACCTTCATGAACCCT
GATGGGACTCTGTGCTTCTCCTGCCTTTGTCTTCATGAAGGTTTCCTCTCACCTTTGGCC
AACATTTTTCTATATTTGATATTGTTTCTATCAGAAGTTGTCAGATGGTGCCGACCCGCG
TCCTCGGGCCCAGTTTGTCGTGTTTTAGCTGCAGCTCTCACTCCTCGGTT
>CL11531Contig1
CGGCACGAGGTCATCTTCCTCTTACCAGCTCATGAAACAATTCCTTGGAGGTGCACCTCT



TGACTACATCCGAGGTTTGGTGTCTTCCAACATTAGCATGGACCTGGAAACCTTCAGCAA
TCTGGATCCAAACATTGTGCCGAGTTTAACTGTCAATGAAGTAAAAGGTCTACTTGGCAC
CAACCTGCCAGATTTGAAGTCTTATGAAAACCAACCACTGGTACAGGCCTGGATCAGAAG
TCAGTTACAGTCAGAGCTAGACACTCTGGGTCTGAATCTGTCTGGAGGCAGAGCTGACCC
CGTAACCACCGCCACCCTCACAACCACTGCAGGAACTGTAACAGCTGGATCAGGTGGCTC
TGTCACTACAGGCAGCGGAGTCCGAATCCAAGCAGATGCCGGCTTCTCCTTCTTTTCTTT
TCTGGCAATCCTCATCACTTCTCAGCTCATCACTATCTGAACAATGTTAAATGAATGACT
GTATTACCAAAAGCTTGATTTCAATCAAAGTGTCTAATTGAAGCAAACTGTGTTAAAGGT
GTTCTTATGAACACATTTCATGTGCAATAACAAGTTAAATTTGACTATACGTTATCTTGA
ATTATTCCTACATGTCAGTTAATCTGCTTCTTTATTTTCTTCTGTGTTTGTATTTATGAA
AAATATGACAAGCTCTATATCAAAATTACATCTTAAAATACTCTAAACTAGAAAATTATA
TTATAAAACTGTAACAATAAACAT
>CL11532Contig1
GAGGGTGAGTGTTATCGTGTGTGTGTGAGTGTTATCGTGTGTGTGAGTGTTATCGTGTGT
GTGAGTGTTATCGTGTGTGTGAGTGTTATCGTGTGTGTGAGTGTTATCGTGTGTGTGTTA
ACGTGGGGGTTGGAGCTGCAGGCGTGACGCCTCCTCTGGTCTTTCAGGACCTGGTCTTCA
GCGAGAACAAGAGGAACCGGGGGAGGGGAGGGGCCCTCAGCAGCAGACAGGTGAGCGCTC
TCAGGTGAATGCTGACGTGCCGCTGCCTTTCTTTACGTTCTTCTTCTGTGGTTTCAGGAG
CAGAAAGTCGCCGCGGCGATCATCGACTCGCCGTCCAAAGCCAAAGGTTCGTCCTTCTCC
TCCTAGCTGCTGTGCTGACATCAGGGGGGGCTGTTGCCATGGTTACTTGAGTCTGCCCTC
AGCTCTGCTCAGCAGGTCTTCCGTTTCTGCAGGTACAACAGCAGCCGGTCTGGTGGGGGC
AGTAACCACAAAGCCCCGCAGAGGGCGCAAGAAGCTTTTGAAGACGGGGGCGTCGACGCC
GCTGCTGGATTCCCCTCTAACGGTGAGACGCTTTACAGTCCGTCGTTCTACAGACGAGGA
AGAGCGTCTGTCTCCAACCTCACTGGTGTTTTGCTTTCCTGTCAGGCGTTGGGGGATCCA
GACGAAGACAAGGAAAGTGATCACCTGATTATTAAGAGGAAGCTGCGCTCTAAAACAGGC
AGGAAGTGATGTCATCTGGCTGATGGACAAGGCCTTAAAGAACTCTGAAAACATGTACAG
ATTTTAGATTGTCTCAGGATAAATAAAGAGTAGATGACTGTTTCACAACCAGACCCCCCC
CAGATGGGGCCGATCAGCTCTGTCGTCAACCAGTTTCAATAAAGTTCTGCAAATGGCCGA
CTGGTCTTAAGAGAAACTTTGTTCAAATTCCCTCCCTCCCTGACCTGAAAGCCTAATAAA
TAAATACCA
>CL11533Contig1
AATCTGGGTTTCTCCCAGGATCTCCTCGCAGCACTTTGTCCTGTTCCTGGCTCTTGCACT
CGTCACTGTGTACAGAGAGATCATCATAGACAACAACATGGACTTCACTGACATCATCAA
GTTCTTCAATGAAATGGCTGAACGCCACGATGTCCAACACATCCTGAAGGTAGCACGCGA
ACTGGTACACAAGGTCCAATCTCTAATGGACAACAAGTGACTGTTGGAGGAGGAAAATGA
GGGTTCTGGATGCCTCATCACAGACAGCTCTGCCCTACTCCCCACCCCACCACTTCCAGA
GCAGGCTGAGGGGTCTGGGTCTCTGCTCTGGAAGTCTGTTTACATATTCCTTCACGTGGA
ATGCTCTGGTTTCTGTGTGGATCTGTGTGCATGCTCGTGACTGATCACACTCTGTGCGTG
CATAAGAAACAAACAAACAAACACACACACAGACNGCAGCGGATGACTTTGCCACGTTCT
CATTAGTGACCAAATAGACTGTGCCAACCACCTTTCTGAGTGTTTTATACTCCAAGCATG
TGTGTTTTTACCCAGTTTGCTCTAAAAGACCATTATGACACGAATGTTGCCTTCTGTTAG
TAACAGCCCAAGGTACTCACATGCACTTTGTTTGCGGGTTCCTGTGTTGTGTTAGTGATG
GCCTCACTACAGATGCTGGGGCCGGAGACACCAAAGACTTTGGGAAGCAGGGAGGGATTG
ATACAGTCAGTGTTTGCAGCAGTCGTGGCTCGTCCGACGAACAGCACAGCAAGACAAATA
AAGCACACGGCTTTGTGGTTCTGAAAGCAGTGACGTGACAGCCACAGCTGCCTTCATCAC
CAGGCAGAGACCTGCAGGGAGACGGGGGGGAATTCTTCCAGCAGGTGTTACCATGGAGCC
CAGCTGATGAAGTCAAAGAAGCAAGACAGGCAGCCGGAACTCAAGTTTTAGACTCATTTC
CATCCCACTCAGCAAAGTACACCCAGAATCTTTCAGCTACCTCCAGCACAGCTGCAGCCC
GACGGCACCTCTTTGCAGCAGAACTTCTAAGCTGCAACCTAGAGCTGAACATGTGGTCGA
TCGTTTCCCAGAGTGTAAATGCTGCTGAATACCTGTTCCCCTGATTCACCGAGAACGATC
TTGATGTTGGATAAGAGGCCTGCACATTCAGGGAACCCAAGAG
>CL11534Contig1
CGGCACGAGGCACCCTTTTAGAAAAACACACATTCATCCGTGAAAAAGTTTAAAATCTCT
TCCACTTCCTGCCAATCATGCAATCTTTCAGGAAACAGGAATTGGGATTGGGGACACATT
CACACCTAGAGACAATTTACTGTAACAAGTTAACTTATGAAGCATGTGTTTGAACGGTGG
GAGGAAGCTGAAGTCTCCGGGGGAAAACCCATGCATGCACGGAGAGAACATGCAAACTCT
ACACAGAAAGATCCCCCATTGATGCTCTGTGTCAGGTCATTTATGTTAAATGTCTTAAAT
ATAAATAAATTAAGTATATTTGCTTTGGTTGAAGGCCCTCATTACCTAACTTCTTAAAGC
TAGCCTTCCTTTACATTTTTGTTACGGTTGATTGTTTTACTAATAGTATTAAAATTTTAT
TTAACTCTAGGAATATTGGAAAACTACTATTTTAATTAATCTTGTTCTTTTTTTTATGTG
TGGAAGTTAAAAAGAAATAGACAAAAATAGAAATGGTCAAAGCTGCTGATGTGTGATCCT
GAGAGCTTATTCAGTAAAACTCTTCGATTTTTAACTTTTACTTAAACAAATTACCATAAA
AATGTCAACTTTAAATGTAACTGCTTTACTGTACACACTGTACCGTTTGGTTTAGCTGAT
ATCAACCTTTTAAAGAACTTTTAGGTCTTGTTCCTCAATTCTGAAAATGTAATTTTGAAA



CTTTTTATATATTTAATTAAAAATTTGAAAAATTAAAAAGTAAACTGACATAAGTAAAAA
CATTTGTTTGCTGTGCAACAAAAAAGGAAAATTCTGATTTTGTAATTGCGTTAAATAGAT
TTCTTTTATTTTAATTAAATTATGAAACCATCGTTTTCAATGAATTGTTTATTTATAAAG
AAGATTTTGAACGTTTTTTCTTATCCCGCAGAGAATGAAAACTTAACTTTTATGTACTTT
TGCTAAACAGATCCGTAGTTTTCTTTATAACCTGTACAGCAAGATTGTGTTATTGTCATT
GAATGTTGCAGCCTCATATCTCAGTTTATTTTGCTTTAAAA
>CL11535Contig1
TTTTTTTTTTTTTTAGATAACCCGTGATTCAAACATCTCACTGAGTGCAAAAGAAACAAA
CATGGCTGAACAGGATGTGAAATGAGAACAGTTCTTGCCTCCACTTAAGGCCGCATACCT
TTAGCAAAATAATGCCTCACAACGACCTGAAAGAAAAAAAAGACTTGTTACGGTGTCTCT
TTTTGGTTCCGCATTCCCTTTTGACCTAGACCCACCCGGATTCAGACAGATGCATGCTGG
GACTTCAAGGTACACGCTGCCTAATAGCAAAAACATGGACAGCTACTGGACATTCGTGCA
ACAATGGACAACTTGCAAAGTCATGAAACATTTAGGATAGTACTAATACTGGCATGTTTA
ATGGCGTAGTCTGACGAGCCTGGCAGTACGGCGTCGCTCCACGATTTCTTATTAAATAAA
TGCTAGCTGAGTAATCCTTCGACTAACACTAAGAGGCTCGTATTCCCTGCGGCAGATGTC
ACTAAAGCATCACCAGAGCACTACAAAGCAAGCCCTTTGAACTGTGACCCGGTACTCCTC
ACCATCGTCCTTCAATGTACGACACGCATGAACCGACATCTTACTTTCTATACCAGTCTT
CTGTCACTCTTACCCACTTCCACGAACCTCCATGGATCTACTTGCTGTGTTTCTTTCTTC
CTCTTCTCTGTTCCCAAATCATCCAGGGCCTCCCAAACAACATGAATGAAGAGAAGAGCC
CAGTTATAGATGAGCTAAGGCCTAACGTCATGGCAGATACTCTTTGACGATGTGGAACTA
AGTAGTCTGTTAGTTAAATTGTGCTTTAAAAGGAGTCGTTCAAACAGGGGGCGGCGGGTG
GCCC
>CL11536Contig1
GCNCGAGCAGCGCGACGTGTCCTCAGTCGGCCGCGAGTTGCGCACATGTGACAGTTATCT
GCGTGCGTCCGCGGTGCGCTGACGCTCCACCGCCGTCTCCTTCCACTCTCTCTGCGCGCC
GACTTTTACGCACTTTCGTGGCCGGATGCGTTTTTCCACGAACACTCAGAGGCAAGACGG
GCAGTCTACCTTCCACAGTTAATTCAAGCTGAGGTCCTTCAAAGGGAGCAGCAGGATGAA
ATGCAAAAGAAAGGCAGGGAAACCCTCCAGGAGGCCCTGGTCCGACCCGGAGCCAGAACT
TGAACCAGACACAGAGCCAGGCTCCAGTGAACAGGAAGGCTCCGAAGCCTCGGTCCGGAT
CGGTGACTCCTGGAGGGGATCTTTGAGGAGCAGGGAGGGGAGACGTCAGGGTGGAGTGGG
TGGAGGCCGCCGGCGCAGACAACACGGCTCCAGCACCAAAGAGCGCAGCATCAGACGGCT
GGAGAGTAACGAGCGGGAGCGCCAGCGCATGCACAAACTCAACAACGCCTTCCAGGCCCT
GCGGGAGGCCATCCCACACGTCAAGACGGACAAGAAGCTGTCCAAGATCGAGACTCTGAC
CTTGGCTAAGAATTACATCAAAGCTCTAACCACCATCATCCTGGACATGTCGGGGGCCTG
CCTGCCTGCAGGCGGGGTCCCCTCAGAGGCCAGCACTGCCAAACTGCTTCAGTGCTACCA
ACAGCACCTGGAGGAGGAGGGCGAGGATGGTCTCACCCAGTACCTCACACAGATGCACAG
CTTCAGCCAGGAGAAGTAGGATGAAAACTGTCAGACGGAGGTCAGAAGAATCCCTGTCTC
TGGATTTGGACTGGATTCTGTTCCCCTCCTGGATACGGGACAAAATGCTTGAATGTAAGT
GTGGTTTTGATGATCGTTGGCCTAAAGACTGCAGTGAAGTGGACCAGCATTAAGTGCATT
CAGAACCGAAAAGGCTCATCTTCAGTGACGTTTCTCTGTGGGTTCAGGCGAGCAGTGGCC
TTCTTCCCTTTTGTGTTTACTTCTGATTTAAATTTTTTTGGTAAAGTGGCAGTTTGAAAG
ACAAGCAGCTAATACTAATGTGAATATAATTGGCGATTGCTTTAGCTCCTAATCTATAAA
ATTGAAATTTGCGTTTAAAGACCAAAGACGGCTTTTGAAGTGTGTGCCATTCCTTTTGTT
GTGTGGGCTCATCTTGAAGCAGGAAAGTCGAGGAAAAAACACTTATTTAATGTCAATAAA
CAC
>CL11537Contig1
TCGGCACGAGGATTTGATGTTTGTATTTTCTCAAAGGAACAGCTTTTTAAATACATTTTA
ATATCTGCACAAATAAAAGCTTTAAAAGAACAAAAACTTTTCTGTTAAATAAGCTTGTTA
TCACAATTATACCAACACCCACCTGACTACATTAGGTTGCGGTTCACAAACTGCATTTAT
CTTATTGGTAGGTTGTGGTGGTACATGTTGCAGTAACGTCCTCGATGCACAATGGTTGAA
GACTTTTGTTTTTAATGTCTGTATTTGTCATTGCCGCCATGTGTATTTGTATCAGTTGCC
TTGAACTCATAAAGACACCTGTTGTTCACTCGTTGAGCTCTTAGCATCACTTAAAGGCCA
AGTGCCCTGAGTTTGCTAAAAGGACCAGTGAAAGTTGGCAATAAAAATCAGATGTTATCT
GTGCATGTCTATTTTTTTCTGGCTTTCTAAATGTTCTTTGAGGTTGGGTTGGTAGGCAAT
AAATAATGTCATATAAGG
>CL11538Contig1
TACAAATGGTTCATTGGATTTGTGGGGCAATAAGATGAATGTACCTTAACTTTAGTAATG
AACAATCTAGTTCAAACACCAGAACAAAGCAATTTCACAAAAACAAAAAAAAAAAAAGGG
TNNAANGGGGGGGGNGANGGGNTNNAAT
>CL11539Contig1
CCTGCACCACAACCACTGCCTTCAGCAGAGCCACCAGCCCAGCTTTTGGCTGTCAGCAAC
ACTGCCAGAGTGGGGCGGTCAGCAGGTTGCAGTGGAACAGCAGTTTCATTCATGCAGGCT
CACATATTGGACAGTTCAGCCTTTGGGCTGCAGCGTTCTGGTGCTTTCGTCTCTGCCTCT
TTCTGTGCGGTACAGGGTGCTTTTGTTCTGGGCTACACTGACTCTGAGCTCTGCTTTTGT



TTGGCCGCTTTAAGGAAATTGGTGGTTTTGAGAAGTTTTTCTGCACAGACTCTTGAGTGA
CATCGGAGGGGAAAAACAGTCATCTGTATCCGTATGCTACCAAGAAGTGGCAATGAAGGA
TTTTTCTTTTTTCTTCTCATGAGAATGAATGTTTGGTGAGAATTAGATCATGTGGCGACG
GCTCAATTCACAACTGACCCAAAAATGAAAATAGATTAAATTATTCTGATTGCTCTTTCC
TGTTGTTGGAATAACAACCAACCAAGTATTATTAGGTCATAGTAACAGACATGTTTAGTT
CTAAATGTAAAAGGCCAAACGATGTCATCCTCTAGCTAGAAGAAGTTGATTCTCTTCACA
CAGTAACTCGTTTAAATGGAGCTTTTCTCAAACTGTCATTTAGGAAAGAGCTTACGTTAT
CAAGGTTTGTCTGTGCTTTAAACGCTTTGTAATGAAATAAAATAGAGAATAATTGAGAAT
TAACAAAAAATGTTGAATTTTAATGATTTGAACTAAACTATCAATGCAGTAATACACATT
CTAAGTATACCTCTTCAACAAATCTGATTGTAGCTTTACCTGCACTCAGTTGGATGTTTT
TATTTTAGCACGTACAAAGAGAG
>CL11540Contig1
CGGCACGAGGGAAAGGAGTGATGATATTTTTATTTTCTTAGGAAAAAACAAACATTTTTC
AGCTTTTACCAACATTCAGCTGCAGTGCCTTATTGCATGACTTCAAGGAAACACAACCTG
TTCTAGCGTCTGATAAAGAGTCTCTTTTGCTTGACGTCAAGCAAAAACCCTCGATTGCAC
TTGAATGTTTTCCTTTTTAGTCATTTTCTGGGACAAACACAGCCGTCTATGGCCTTACAG
AAATAAAGCTCAGCCCAGTTGTATGAAGGAAGAGCTGGGATGGAAATCGGGGAGGGGGAG
GGGGCGTGCACGGGGCAGCCGGCTCAAGCACTTTTCACTCCACAAACAAGCTTCCGNGAC
CACGCGGGCCGCTCTGCTGCCCGTTGGACCTCACGGTTCTGCAAAGCCGCTCTCCCGCCA
CAACCAGATGCAGCGGAACCCTTCGGGGGCCCGCGTGGCGTTTATGCGTTTGTTACTGCT
GTAATGATGCAAGGACAGCTGGGAAATGGTCTCCAACCGAACCAGGATTCATGCAAGTTG
GGCACTCCAAGGTTTGCCACGGAGGGCGTCGGTCAGAGGGGTCTTTAACCAGCAGCATTT
ACTGAGCTATGGTGGAGGTCGTGACCCTCACCTGACCTGAGAAGCTTCCTGGGTGTAGTA
TGTGAAATGGACAAGAAGAAGCAGTTCAAGTTCTGAGACTAATTTATTGAGGCAAACTGA
ACCTATGTACTGTTGTCAAAGCTAAAACCGTGAAGTTTCTAATAAAATCA
>CL11541Contig1
TTCGGCACGAGGGAAGAATTGAAAGAGGAGATGGCGGCTGTTGTCTATGCGCTCAAAGAT
GACTTCACGCGCAGCCTCAGCATTCGAACCTCACCAGGGGCTCTGGATCACATTATAGTG
GTGACCTGCGATGGGAAGTTTCCTCTCAACGAGTTGGGTCAGATCTCCATGAAGTCATCT
CACCTCCTCATCGTCAACATGAGCAACTTTCCTGAAGCTGTAACGGCGGCCACCCGTGCC
CTGAGAGAGTGCAGCATGAACCTGAACCCAGAGGTGGACGGGACGATTATCAAAGTGGCC
ATTCCCAAAGTGTCACGAGAACACAGGGAGAACCTCGCCAAGCTCGCCAAGCAGCTTAGC
AACAAAGCTAAAGAATCGCTGAGGTCGGTGCGCTCCAACGCCGTCTCCCAGGTGAAAAAA
TCTAAAGAAGGGCACTCAGAGGATATTCTGCGACTCANAGAGAAGCAGATCCAGCAGATG
ACGGATGATGTTACAGCGGAAATCGACAAGCAGCTCGCAGTAAAGACAAAGGAGCTGTTG
GGCTAAAAGCCAGATGTTAGAAGCAAAAATAGCAGGTTTTCAGTTTGGTATTTCCATATT
GCTCAGTAAACACAACACAATAGCGACAACTTTNATATGTGCCGGTTTGAAACAAGCCCT
GAATGACTCTGAAACCTAAACTAGGTTCTCGAAGCGACTTCCTCAGAATATGGCATCTCT
TCACGTCCGCATTGTTGGTGCTCGATGCCGCTGCATTTAGCCACGTTAAGTGCACCCACA
GACGTTTGCACGGAAATAACGACAGACCGCCCGTCACTTCCCTCCACCCTTGTTGCTCTT
CCCGTCTTCAAACAAACACAGAGGAAGGGACGAATGGACTTTTAATAGGATTTGCGGGCC
TCCTCCTAATCAAACTCCTTGCCACAGGGGTTGTCTGTTTACAGAACCCAAGCGCACCCG
TCTGAATGTAAACTGGCTGCAGGTTTGTCTTCGTCCCAGAGATGTGGAAGTTCACGAGCA
GATATTGTTAGCATGTTTGCAAACATTTGTTTCGCATTGATTCTGTAAAGGATGCACGAG
GCAGAAAAAACATCTCTTCTAGTCTTGATTTAGGATTAAATCTCTATTTAGGAAACAATC
AAATCAAGAAAGTGACATTATTGATGGTCTCCATAAAGA
>CL11542Contig1
AAATTAAGTTCCTCGCACAGCGGAAGATGGGTGGATGTAATATTCTGTTGGTCACTGGGT
CCACTAAGCTCTTTCTACTTTTGGTTTATTAGAAAAAAATGCTGAAAATCCTAATTTAGC
GTCATTCTCAATAAGGAGTGAAGAAAAATGAGATGAAATCTGCATCTGTGGTGTAATACT
CGGATTTATCAGTCATTGAGTCATGATGCGAGTAAAGCTTCAGGTTTTCTTGGGTCTGCT
AACTGTGCGTTAGCAGGTCCGTCCTCGAATTTACACATTTAAAATCTTCATTCCCTTCAA
TCCTCCATATTCCAACACTTAAGTTTACATCATGTAAAATTGTGAAAACTTTCCCCCTTT
TTCTTTGAGTCTCAATTGAAAGACAATATTTTTGTACTTTACATTAATGTCATATTTTAT
TATATTAGTATAAAATGTTTGAGCCC
>CL11543Contig1
ATTCGGCACGAGGCCTCGTGCCGAATCGGCACGAGGACTGCCAAGTGCCTTGCAGCTCCT
TAGGCGTCCCGGAATCGAGCCTGTGGAGTCCGGGGCTGTGCGGCGTGGAGGAGGCGAGTC
CCGCTGTTTGTAGGGAGGGGGCCACACGCGTTCACACTGGAATCTTTCTGCTCGATGCAT
CTGAGCTGCTGGGTATGATAACTGCCACAATCACACCTTTATTTTTCTACTGAATATGCA
GACGCTGTACACGTGCTGACAATTCATGGTAAAGAGCTGGTAGTGTGTGATTTCTGTCTT
TTCACCTCTCACTTTCTAATAAATCTCACTTTTTTACAAAAAAAAAA
>CL11544Contig1
GCTTTCCTGTTGTGAAACGGCATCATTTGCATTGATCCCCTGACCTGACAGCATGGATAA



CACGGACCCTGATGCTGTGCGAGTCTTCTCTTTGAACTGCTGGGGGATTCGCTATTTAAG
CAAATATTGTTCTCAGCGGTATCACATGATTGGAGAGTTGCTGTGCAAAGAAAAACCTGA
TATTGTCTTACTGCAGGAGGTGTGGAGTGAAAAGGACTATCTCTTTTTAAAAAAGAAACT
TTCCTGCACTCATCCTTACACTCACTATTTCAAAAGTGGAGTCATAGGCAGCGGGCTGGC
TATTTTTTCTAAACACAGAATCCACGACACGCTTCTTCATCGCTATTCACTCAATGGTTA
TCCCTACATGGCTCACCATGGGGACTGGTTCGGTGGAAAAGCCGTCGGCATGGCGGTCTT
AAGCCTTGGCAACCTGACTGCGAATGTTTATGTTACCCATCTGCATGCAGAGTATAACAG
GGAGAAGGACTCTTACCTTGCTCACCGGGTGGTTCAGGCCTGGGAATTGCAGCAGTTCAT
TCGTCACACATCTGCTGGAGCGGACGTGGTCATTCTCGGCGGTGACCTTAACATGCATCC
TCAGGATCTGGGCAATAGACTGCTGAGATCTTACACTGGACTGAGAGACGCCTACGCAGA
AACTGCAAAATTTGATGGATGTGAAGGTGGTGTGACTCTTATAGCAGACAATCCTTTTAT
TAGTCAAAAGGAGATTTTTCCCTTTGAGAAGGGAATTCGAATCGACTATATCCTGTTCAA
GGGATCCTCTCGGGCTGAGATTGGTTGTGATTCCATGTCAACCACCAAAGGCTCTGTTGC
CGACAGTCCATTCCCGTTTTCTGATCATGAAGCTCTCACTGCTGAGCTGAAGCTGGACTC
CTGTGTTTCACCTCAGACTGGAAATGACAAACCATGCAAGAACCCGGACTCTGCAGGGAA
CCTGGCTGAGTTGGTTGACATTGTGACTGAGGCTCGTACTGAAGTCAAAGTGGGCTTGCA
CTGTGCTGAGAGAATGCGCTACACTGCAGCCCGTACTGGGGTGATGGGGCTGGCCCTGCT
GTTCCTGGAATTGGCCATCGCCGCGGTTCCCTGGTTCGCTCTGGGAGCAGAACAGCCCTT
CCCACAAACCTCTTTCTACCTGCTGGCAGCGCTGTGTTTCGCCGTTCTGCTGACCACCTT
TCTGCTCTATATCTTTTACACAATTGAGATCAAATCTCTCCAGGGAGCTGAA
>CL11545Contig1
GCTGACTGAACATCTGACGCGCTAACTCCAGCAGCTGCCGTATCGGCAGAAGGAGGCTCC
CGAAACTAATCAGAAGGGCCGTCCAGGATCTGAACCATCAATCGGGTTTATGACTTAAGG
CGATCAATCCTGAACCGTCGGAAGAAACACGGAAGTGTAGTTCACGGTCAACGCTTTTTT
TTCCCTTGTGTTTTTTTTCCTCAATTTTTTTTTGACCTATTATCGGCTTCAACATCATGG
CTGATTGTAACGTTAGCATCGACCAGAATAAACTACCTGGAGTGAAAGAGGTGTGCCGTG
ATTTTGCTGTGCTGGAGGACCACTCGCTGGCCTACAACCTTCAAGAACAAGAAATTGAGA
GCCACTTGGCTTCCAATGTCCACAAGAACCGGCTGGTGCAGAAGGACCTGATCGTGGCCA
AGAAACTACAAGAGGAGGAGGATGAGAAAGCCAAGATCAAGAGCCAGAAGCAACATGGAG
ACATTGAGCGGCAGGATAATGAGATCGCACAGGAAATCCAGGAGGAGCTGATCCGACAAG
CAGAGCTTCAGCGGCTGCAGGAGGAGAAGGATGCGGCCATTGCTCGTAAGCTGCAGGAGA
AGGAGATGAAGGAGGAGAGGAGGAGAAAGAAGCAGCAGGAATCAAACTTGGACGAGGACT
ACTTTGAGGATCATGGAGGTCGTATTCTGC
>CL11546Contig1
TTCAAATGTAGGGCTTTTAGGTAAGTCTTATAATATGGAAAATTGAGTATTTGTGATGTA
GAGAACATTCTGGGTGGGCTACAAGCTCCATGCTCTGGACTCTCATCAAGAGGGAGGGGA
AGGGTTTCTCCGTGCCACCAGCATATTCATTTCTAAATAAAACTAAAAATGGCACAAGGT
TTAAAAGGAACGCATTGAAGATAAAAGATGATCAGAAAAGGGTCTTGACGACAACCGACC
AAGGAAAAGGCCTGCGCCGTCGCTAGGTGGAAGACGGCGATCCTCTGCAGGCAGGCAACG
ATGCGAGAACACGCCAAGGCTTCACGCTGCGCCGTCCACAGCACTCTGTCGTCGGCCAGC
ATCAGGCTGCTGGCCAAGCTCACCATCACTTCGCCCAGATCCTTATACTTTTCCACAAAT
CTGCCAAACTTTTCAAACATCTCTGCTATAAAGATGATGTCCATCTTGTCTGAGAAGTTG
GCGGCATCGATCGTGAAGAGGAACAGGCGGTGCGCTATGGCCATCACATTGCTATCATTC
AGAGGCATCTGATTGATGACAGAGAGAAATCTGGTGGTCTCTTTCTGAAACTGGCACTGG
GAGTAGTCTTCCTCTGTCCAGTGACCCTCCTGGCTGCAGTAGCGCCACGCCTGTCGATCT
TTACCGGAGCTTCCCAGGGGGGCGCCTGCGCTCGAGCGCAGTCTGTTACAGGGGAGTTCC
ACCCTGATTCCTGCCAGCGTGCG
>CL11547Contig1
ATTCGGCACGAGGGTTTTTTTACTGTATAACTTACTCCAGGGCTTTGTTAAAACACTGAA
GGTTCATCCTTCTTTTAGACATCATCAGCCACATGTTTGTGACGCAGAGAAACAAGGATG
TTCTCCAGAGTATTTTAATGGGGCCGAAGAATGTAAGGCGAGTAGCTCACTTCACGTTTG
TTAGCAGATGTATGTAGGCTTTATATGAATTGTCATGTGACCTGTGTGTCAGTGCCTGTG
CACTACTTAGCTTTGCTTCTAAAGCACCTAATTTAGGTACTGAACTAACCAATCTGAAAA
CCAACCATCCTGGCTCTTTAGCATAAAAATGAACCACTTTCAAAACAACTTGATGCTCTT
CAGAGCTGAAATCCGGATGTTCCCGGTTTTAGCTGATGGGATGTGCTGTGTGGAAGACGC
CCAAATCAGAGCGAAGTACATGTTTTCAGACTGGACTGTTTGACTCACACAGGGCTGTAA
ATGATACTGTATGTACCAAAACTGTACAGTATAGATGTTATTAGCACCAATGTGAGAAAA
TGTATACAGAAATTGCATATATTTTTTGTAAGACAAGTTTTATTTTCCATAGAACTTATT
TATATCATTTATTGTCTGTTTTTATTTGGAAACTGATGTATGTGAAACTTTTGTTGTAAA
TACATTTTATTTCCTAAGATTAAGACTTGGTAGTGTGATTTATACTCTGATCAGAACCTC
TCAATAAA
>CL11548Contig1
TAAAAATGAAGCAGATGCCCTCTAGTGGTCAGTTCCAAACATCCCCGTTCCTTTTCCCCC
TCAGCTGTAAAGCAGAGGAGCCTCAGCATTGGCTAAGCACAATTAGCACAATCAAGACGC



CTGGATTTCTAGGGAAGGATGGAGCCATTGCAGCATAAATGCAGCAGAAGCAGGTCAGAA
TGGGAGCAATTGAATCCCCCCCTCCTTCCAGGCTTTGATTCGGCTCCTGGCTACATTTTT
AAGTCCAGTACGAGGCGGGAGCTCGGAGCAAAAAAGCAGCTTTTTCACAGAGGTATTTTT
GGGTGGAGTTTCCGACGTTTGCACTATTTCTAGAGAATGATCAAATTGTCCCCCCCCCAA
ACAAACAAACCCTAGTATCATCACTGAGAGGACCGTATGGTATTGGAGGATTGCCTCTCA
CTGTTTTAGTTTATCAGCTGCACACTACCACGCCCAAGAAATCCCTGCAAACGTCAGAGG
TTTGGCTTCACAAATGACTTCAAAGTAATCAAGCAGTGCCTGGAAAGAGACAGAGAAGCC
ATTCCTGATGTATAGAACTCTTACTGTGGCAGTCCAGAAAAAAACAACCACAAAACATTT
TTTAAAAAAACACGTTCCTTTTTTTTATTGTTTCTTTTGCGTCAGATTTTTGTCCAGTTG
AAGGTGCAGCTTGAATGTTTGACCCCCCCCCCCAAAANCGGTGTTGCTGTTCTCTGTGCC
NTTGACGGCCCCCACA
>CL11549Contig1
CTGTTCTTTATGTCCATTTTGTTGGTAGGGTTGCTATGATATGTTTCGTCAGCAACCTGA
AGTTTAACGCCTCAGTAAGACGATCTGTGATTGACCCCTGTCTTTGAGTGTTTGCTGGGC
TCCGCTGACGTGAATGGAACTGTGGAGTCGCAGGTGCAAGACTGTGAATCNGGCGCCGCC
TTGTCCAGCTTGTTGATGAAGTGTTTAGGTCCTCCAGCAGCGCTAGCGGATCTCCCAGGT
TCTCCCGGAGGGGCACCTGCAGACGGTTCTCCAAGTTGGGGTCTTTGGCCACCAGCATTT
TCACCACCATCCCGAAGGTTTCGCAGTCCCTGCGGTAAACCTTCTCATATCTCCAGAGCT
TTGACTGAGATGGCCGAGGCCCGCCTCTCCTGGAAGTTGTCCGTCAACTTGTTCTCCTTG
ACAACAGACGCCACGGCGGGCTCCTCTTTTTCCACGTACTGGCGGATGGCTGTCCTCCTT
GGTTAACGTCGTGCTGTTTGGGGATCCTTCCCGTGACAGGCCGGGAATTTTGTTCTTGCT
TTGCTGTGAGGGGAAAGGAAGACTCTTGGCTCTGTCGGGCGAGTATCCTCTGCTGCTCAC
GCTGGAGCCGGAGCGACTGTGGGGGGAGCGGGCCACCTCCCGGCGGCCGGGGGAGCGCTA
TCTGATGGGAGTAAACAGCGCCGCCTTTCTCCTGTAGGGGTCTCTGTCCTCCCCCCTGTC
TAGGTTGCGGATGGCCTGCACCAACGTGTCCTCCCCGCTTTCAGGGAGCGACCGGGGGGC
GGGATAGATGCCCTGGTTTACGAACGCTATGAGGTGGTGGAGCACGGGCGCTAAACTCCA
TGGGCCGTCCCGGGTGGGGGTCCTCCCTCGGTCCTCTGTAAGGATACTCCTCCCTCCTCG
ATGGGGGAACGCCTCTGCGTTCTGCTGGGAAATGGGGGCCATCCCCCTGGTAGCCTCTCT
GGTCTTCATGAAAACCCCTGGGGCCCCCTCCATTTGGGTAAAAACGAGACCCTCCTTCGT
AGTCGTACCCGCCGCGACCTCCATAGTCGTCCTCCGGCCTGCCAAAAGGACCCCTCCTCT
CTACCCCACCTCCTCCTCGGGGGTAGGGGCCTGGTCTTTCTGGTAAATAGCGCTCATCGT
ACACTTCCCGAATACTTCTGTCCCTCCTGTACGTCATTTTGAAGGAAATCTCTAAGAGCC
CTGGAGAACAATCGTCCACACTCGTTTAGTTAGCCTAGCTTAGCCTCGTGCCGAA
>CL11550Contig1
ACCCGGGCATTATGGCCGGGGATACAGGAAGTGCACTGGATCCTCCGTGTGGCTCGAAGT
TGCCACCTCTTTGTTGTGCTTTAAAATTGCGCTTTGTTTAATTTGATTCAAAAGCGACAT
CCGCCCAGGGAAAAAGATGTGCAATTTCGATAAAGATAAAGGGCCGAGGAGGCTCATGAA
AAAGGGTTTGGTTCTTATCCTGGTTGGTCATGTTAACTTCATCCTTGGAGCCATTGTCCA
CGGCAGCGTCCTTCGCCACATTTCCAAACCCAGCCAGCATATCAGCACCGAGTACACGGT
GACCAACATCATTTCTGTCACCTCTGGACTTCTGAGTATTGCTTCAGGGATTATAGCAAT
TGTTGTATCAAGGAACTTGCGGATTGTGAAACTGCAAATTGGCCTTTTGATCTCCTCCTT
CCTAAATGCCTTGCTCTCGGCAGCTTGCTGCACCGGACTCATCTTAGCTATTAGCATCAC
TGTTACTCACCAGGGAAAAGGTTTGATGATGGGATGCAACGAAACAGTGGTGCCCATCAA
CGCTCGGTCTCCTGTCGGTGCCCAGTGTCCATTTGACTCGACACGAATCTATGATACCAC
CTTGGCTCTGTGGATCCCCTGTGCCGTGCTGTCGGCAGCAGAGACGGGCCTGTCGGTGTG
GTGCTTCATCGTCGCTCTCACTCTCAGAGGACTGTTGCCCTGTGGGAACAAATACATCAA
AGAGCAGCTGGAGGAAGACGCCGAGTCCTTTCCCCACAGCCGGCGTTTGATTGGACAGAA
AAGAAACCCCTGAGCTTGAAAAGGGCAGAATAAACTACTAAATGAGTAGAAGCTCTGAAT
G
>CL11551Contig1
TTGGGGGGGGGGGGGGGCGAGCATGCGTCAGTGGAAAGTGCCTGGCTCATGGGAACCGCA
GAGCAGCCGGGGATTCGGCCTGAAGCTCCTCCCACAGCGTCAGAGAGGAGACGCCTTTGA
ACGTCGTATTTATTCTTTATGTTACAAAACACTGCGTCATAAATATCACAAAGAGGAAAG
TGTGGGACTGAAAAACGTTCCACAGTTTGTTTCCAGCTCCTCAGGTTTGGGGGGGCCTCC
TCCGCTCAGTGCTGGGGAGGTGTGATCAGAGAAGTGTAGTGCTTCAGTCCTGCAGCTTTC
TTTGGTTTTCACGTCTGTGTGAAATGTTCAGTCTGGACTCGGAGCGTCTCCTGCTCCTCC
TCGCTCCTCCTCCTCGCTCCTCCTCCTTCAGCATGGAGTGGCGTTGGAGGACCTGCAGCT
TGACCTGGAGTCCATCTTGGCGACGAGCAGCTTGAGACGGTCTCCGGCTGAGCGGATGAG
CTCTCTGCCGCTGTTGTAGTCCATCCCCACCAGGCTGATGCCGTTCACCGCCAGGATGTG
GTCGCCCGTCCTCAGCTTCTGGCTCAGAGCGGCCGGAGAGTCTGGAACCACGGACTTCAC
GTAGACGCCGCTCATCCTCAGAGGCGTTTTCATTCCGTCGACGAGCGCCAGCCCCAGCCC
GTGGGGCCCCCGCCTCGTGCCGAAT
>CL11552Contig1
TAGCTGAGGAGTTTTTGTGACGTGATCCAATTCTGGTTCTGATGTGTAAATAATCTGTTG



GTGTAGTCAGCTCATTCAACCCACAGTTTATGATCAGTCAAGCTGATGTGAACTGGTGGG
GATGAGTTCAAGGTCAGTGTTCTGCGTTGTAATTTAAGGAATCCCTCACACAGATGTGTA
GTTTCTGTTTATTGAAGGGGGTGGGGGGGTGAGGGGGGTACTCCCTGACACACTGGACAC
ATTGCAGACCAGTGAAGCTCATTTTCTTCATCTGGAAGCTTCACCAGGATGTTTCAGAGA
AGTGCTGCCCACTCCCACACAATCCCACCAGAAGACAACACCATGGAGAAACAAACATGG
AGCCTCTTTTTTCCCAGGCTGAGGTTTTACATCACAGACAAAGAAACTGCATCTAAATCT
GTATTCAGTAACCTGTGTTTGGAAAGCTCACGGTCTGGAGTCAATCGCCGTCACAACCGG
CAGCTCTCCACCCGCTGACTGTGTCCGCTGTGTCCGGGGCTTTTCTCAGATGTGTGTTTG
GAGACGGTTTAACCTAAATCCTAACTTTATGTTTTAGCGTTTTTTTATGTTTTAGCTTGT
TGTTGTCTGAAAAAGTGTAAAACAATTGCTATTAAAGGTTTAAAAAAGGGATTCTTGGGC
GGAATGTATGTTTTAGATAAGCTTCACCTTTCAAAGGCAACTAAGAAAAAAACCTATTTC
CATTCCTCACCAGGTGTGAAAACGACACGTTTGTGCGGAAAAGTTATTTTCTTCATGTGA
GTGTACCATGTGTGTGT
>CL11553Contig1
GAAACACCTGTGCAAAGCAGCAGTTCTGTGGCGCAGAAAGACGGGTTTTTCAGTCACCAG
TTCCTTGCACATGCGTGTGCTCTTACGTCTGCCACCTGATCTCATGGAAGGAGGTCAGCT
GAATCTGAACTCCCAAAGCTCCCAGTTTATCCCCATGTTCTCGTGTAAAGGGTTCGTTTT
CAACCACCGCAGCTTAGTTTCAGCCAGTTTCATTTGAAAGTACGAGCAGAAGAAGAGCCC
GGGCGACCTTTAGCCCGAGACGTCGCAAACGCAGCTTTATCCTCGTGAAACGAGTCAACG
AACGCACCAAACATCAGATGAAGCTTTTTCTGAGGATGGAGGGATGAGGAAAGTAGATCT
GGACTGAAGTTCTGCAGGATCGGCAGCAGAACAGAACATGCTGAGTTATAACCAACGCTT
TGGGCAGAGAGAGAAAGTCACAGCTGTTTGCAGACGGAAGTAAACCAGGCTGGTCTGACA
AAACAGACGTGCACGAAGGAAAGGAAACTTTGGATCAAATTTGTCTGAGCTAAAGGAATA
AATAGATAACTGCGGTAAATAAATCTACCATAGCAGAGTCAGTGTGGAGGATTTATTATT
CATCTTTAGCCAAGTTTTCTGTGTGAATTCCTGCTTTTATTCTGACGTTTACAGTCGTCG
CCACGGGCAACACAGACAAAAATGACTGAGAGCGGCTCAGAGAAGCACGTCTGGGTGGCC
CCCCCTCCTCATTTCATGCTGGGACGGTGGGATTCCATCACAAACCTTTGACTGTTATTG
AAAG
>CL11554Contig1
GCTCCAGCGGCCTCAGTTTGACGGCGGTTCGGTTCCGACAGGTCGGAGAGTGTCTGCTGC
GGCGCAGGTGAGAGTTCTGACGGAGACGGACAGCCCAGGTTTGAGCCTCCACCCTCCTGC
TGAAGAAGATCCGCTCCACCACAGCCATGCTCGGCTCTCTGTTCCGCGCCCACGGCCTCC
TGGTGGCCTCTCATCCATGGGAGGTCATCGTGGGCACCGTGACCCTCACCATCTGCCTGC
TGTCCATGAACATGTTCACCAGCAGCGACCACATCTGCGGCTGGAACCTGGACTGCCCCA
AACAGGAGGAGGAAGTTCTGAGCAGTGACATCATCATCCTGACCATCACCCGCTGCATCG
CCATCCTCTACATCTACTTCCAGTTCCGCAGCCTGAGGCAGCTGGGATCCAAGTACATCC
TGGGCATCGCTGGGCTCTTCACCATCTTCTCCAGCTTCGTGTTCAGCACGGTGGTCATCC
ACTTCTTTGATAAGGAGCTCACCGGCCTGAACGAGGCCCTGCCCTTCTTCCTGCTCCTCA
TTGACCTGTCCAAAGCGTGTGCCCTGGCCCGGTTCGCCCTGAGCTCCAGCTCGCAGGATG
AAGTGAGGGACAATATCGCCTCGGGCATGGCTGTGCTCGGGCCCACCTTCACCCTGGATG
CCCTG
>CL11555Contig1
TATGGCCGGGGGAAACAGCGTCAACATCATGGTACCTCAAGCCCGGTAGTTTGCTTCAAG
TCTAGTAGTTCACTCATGGACTGTTCTTGAACGTGTTAGATATTTAAACTGCAGGGGGTG
AGCAGGTTGAAGTCCTCTGATATATCACTGCTGCTCCCCTGATCCTATAGATATGGCCAG
TGGAGAAGAAGATGATCCAATTATAGAGGAGATAGACGTGTACCTCGCCAAAAGCCTCGC
AGATAAGCTCTATCTTTTCCAGTATCCTGTCCGGCCGGCTATTATGACCTATGACAAAGT
CACTCATCTGGCAGCTAAGATCAAACCCAAACAACAGAGGGTGGAGGTGGACATATCCAT
GGACACCATGAGTCCAAACTACTGTCGCAGTAAAGGAGAACAAATAGCTCTCAATGTGGA
CGGCACAACCTACGATGAAACCACTACGTATTCCGCGAAAATGATGGACAAACAGACCTT
TACCTCCATCCAGGCCACCACCAACACCTCCAGATATGCAGCTGGTGTGTTCCGCAAAGG
CGAGCTTCATGTCACTCCTCTGACGGGAATCTTGCAGTTGAGACCCAGCTTCTCTTATCT
GGACAAGGCCGATAACAAAACCAGAGAGCGCGAGGCGGCCAACGAAGGTGGCGACTCGTC
CCAGGATGAAGCTGAAGAGGAGGCCAAAGCTATTACAGTGAGGTTTGCTCGTCCCGAGTC
GGAGCAGGCCCGGCGGAGGAGGATCCAGTCGTACGAGTTCCTGCAGAAGAAGCAGGCAGA
GGAGCCCTGGGTTCACCTGCAGTACCACGGTGTGAAGGACGGACGCTCAGATCATGAAAA
ACAGTACCTGTTCTGTCCGTCT
>CL11556Contig1
TTCGGCACGAGGGAGAGAGAGAGCTGCAATGGACGGTGATGTTGCAGTTGGTGTGAAGAG
AGGCTCAGATGAGCTCAACATGTACAGCAGCAGCCCCAGCGCCATGACCGCAAACGGAAG
CGACAGTAAGAAGCAGCGCCTCGACGAGTCCCCTCCCTCCAGAGTCCTTCACATCAGAAA
ACTTCCCAATGAAGTGACGGAGACCGAAGTCATCGCTCTGGGCCTGCCGTTTGGAAAGGT
CACCAACATATTGATGCTGAAGGGGAAAAATCAGGCTTTTCTTGAATTGGGCACAGAGGA
AGCAGCTATTACTATGGTCAACTACTACACAGCTGTCACACCTCAGGTCAGAAACACGCC



AGTCTTCATCCAGTATTCAAACCACAAGGAATTGAAAACAGATTCAGCTCTGAACCAGAG
AGCCCAGGCAGTTCTGCAGGCGGTGTCAGCCGTTCAGGATGGCAGCTCTCCATCCTCTGA
CCCAGGAGTTTTGGAGCTGGCTCCGCCCCCCAGTCCCGTCCTGCGAATCATCATCGACAA
CATGTTTTATCCCGTCACACTGGACGTTTTACAACAGATCTTCAGCAAGTTCGGGACCGT
GATGAAGATCATAACTTTCACCAAGAACAACCAGTTTCAGGCTCTGCTGCAGTTCAGTGA
TCCCGTCAATGCACAGCAGGCTAAACTGTCTTTAGATGGACAAAATATCTACAATTCCTG
CTGTACTCTTCGGATAGACTTCAGTAAACTAGTCAACCTCAACGTCAAATACAACAACGA
TAAGAGTCGGGATTACACCAGACCTGACCTCCCGACAGGAGACGGAGATTCAGCCAACAA
GGATCATTCTCTGCTGGGAACCCCATCTGGAGCGCTCGCCTCCTACTCCAGTGGAGGAAG
TTATTCATCGTCTCTGTCGCTCTCACAGGGTGGAGGAGCCATCAGTCCTCTGAGC
>CL11557Contig1
TACCTTCCGCCAACCCCACCCGTCCATCTTTTCTACCCCTTCAGTCAGCTGACTCTGAAA
ACCAGAAAAACGAACTAGGCGAGGGTTTGGGGGCTATAAATCTGCATCGCCGTCCAGGAG
CCATGAAGGAAAGGCCAGAAAAATGGAGGGGAAAGAGGAGTAATGGGGAGATCCCCTCAG
AGACCTCCTCTGCTGCGCCTCCAAACAAAGATGAAAGGATGAAAGAGGCTCTTGTAAGCA
AAGCTGCTGCTCCATCCTCTGACAGATTGTCCCCCGGCTAACTTTGTCTCAGACAGAGAG
GTTCTTTCCTCGTCAGAGAGTTATGCCGACGGCTCCAGAGGAAGCTCCTTCAGGAGAAAG
AGCCACGAGAGTTCTGCTAGCCAAGACTCCGCCCACTCTTTCCCAGTCACACCTGACAGG
TCAGGTGGTTTTCTCAGCAAAATCCTAAAAAAACGACCCCACAGGGAGGCTCAAACTCCA
GATAACGGCGAGCTGACATTGGCTCAGAGTCTCAGTGACAAGTCAGCCTCAGGAGAAGGA
CACTCATCCAGGTCCGTTTCCCAGCCCCACATGGACCATCCTGGGAAGACGATGGGCAGA
AACCCCTCCATTAAGATCAGTCGGGCCACACGGGTCTCTGAGCAGCTTAGCGCCTCGCTG
GACCGAGAAATCACAAACACCAACGAGCTGCGACACCTCGATGAGTTTCTGGCCAACCAG
ATTAATGATTTCCGCTCCAGAGGCAAGCCCCTGTCAGATACGGAAGCCATCTTTGTCTCA
GCCACCAAAGAGTTCAGGGAAACCATCAAGTCCATGTATTCTGTTCCTAAACTAACAACT
GGCTATAAAGGCCTGATGGCAGGTTACCAGAACAAAGTCAGCCACCTAGCAGGCAGCAAA
AACAAGGAAGAAGTCAAGCTGGTGGTCAACCTCTTCCAGACCATGCTGGATGGCTTCATC
AGAGGAGAG
>CL11558Contig1
TGACTCTTTTTATTAATAAGTCCTCGTTTTAAAATGTATCAATCTGAAGCAGAAATGTAC
GGAAAATATTTCCCATACACTACATCTTTTAGCGGGACAATGATTGCCCATGTTTCAACA
GATAAANCACAAAAGAAAAAAGAAAAGTTGCTCAGTGTTTCCTATTACATTGGAACAAAT
GATCAAGTCAGATCCTCAGAATACACAAGTAAGAACCACAACCTTGAAATTGAAAATGTC
TTAATGAAACTTAAATTAGAGATAAAAACCCTAAAGTCAGAGTTTTGTTCGCAGTAAAGA
GAACCTTGATATGTGCATAAAGGAAGAAGCACCAGAGCAGACCCAAGATAAACGCCCTCT
AAACTTTTAAGAATTTAGATCCTGACCCATAACTGTTGTTCATGCATTTAGTTTACATGT
TTGAGAATATCTAACTAGTTCTAAAATACAGATGTCAAAGAGAGAAATCCAGTTCAGTTT
GCTGTAAAGATATTCAAACAGACTTTCCTCCAAAGAACCTCCAATGGCCTAAAATACAGG
TGGGTTTAAGGCTTCAATCTGAATTTGTTGTTTCTGTCCCTCAGTAATTTGCTATCCACT
TCAGACTGGAGGACAAAGTCACTTACACTCTTTAAAGTCAATCATAACGTCGCTAAAACA
GGTACCTCTGTAGGTCCCACTTATGTTTGTTGACCTGACCTTTCCATTATTATAAGTGCG
AGTGAGGCGCGCAGTGAAAGGCATCTCGAGCTGGCACTTTCTGGNCAC
>CL11559Contig1
TTTTCTTTGTATTTGGCTTTTTATTTTATTNCTAATACATTCATNCTCAATTGAATATAA
ACATGAAACAAAACTTAACATCAATTTATTTTGTTCCATTTTTTAGCAATAGCATGTTTT
TTTTTCAAAAAACAAATTTAAAGCAAAAAGAAAAGAAATAAAAACAGCGGTTTATAGGCT
CAAACATATGTTGTATGTTCATCTAAAAAGAAAACATCTGCTTAGAGTCCTAAAATACTA
ATTACCAAACAAAAAAAACACATTTGAAATCAAATTAAAACCTTGAAATACCAAATAATG
AGGGGAAAAAAAGCATAGAAACCAATAAGAACCCATTTATTTAAAGAATTTGACACCCTT
TCAAACTTTGCACAAAAACTGTCAACACACGTGGCAAAACAAATATCTAAATTACATAAA
ATATATTTCAATACTAAAACAATCCCTGTGTTAATTTTGGTTGTGTTGAACTAAAAAGCA
ACAATAGAAACAGAAAATTAGGACTTAATATCAGCTTTTTAAGGCACACTTAAAATTCAA
AGACCTTTTTGATGCATCTATTTTTTTCATCTACAAAAAAACAGCGACAAAAATATCCTT
ACCATAACCAAAAACACAGAAGACCATGTTTTTTAGCTTTTTAAGGCTGCTTTTGTTAAG
CATTAAACGTGTTCAAAAACAGATTTTTCAAAAAATAAAAAGGAAAAAAAGAAAGCAATC
TTTAGGAATCTCCATTTCTATATACCTGCTCCTCTGGTTCATNGGGNAGGTTNCTTTTAT
TTATTTATTTGCATTNGCACTTTTTNGNAACTTTAT
>CL11560Contig1
TGAGATTTATTAGGTTTCGGATACGCTGGTAAATGCACAGAAAAGCACAACCACGTGGAA
AATATACACTCTGCCCCCCCTTCAGCGGGCCAATGAAACCGGGCTGATCTCCAGAACTGT
TTCTTCAGGTGGAAAAGTGACTTCTGCTGGCTCAAACAGGAAGTAGAAGGATTGGTCACC
TGTCCCAAAAGCTGCACTCTGATTGGTTCTCAACAAACAGGAACGCTGAACGCTTGACAC
ACCCCGAAACCCCGCCCCTCGCACACCTCCAGCATCAGTGAGCAGGTAAACATGATCTGC
CTCCTTAAAACACAGAAACAAGGATTTGAAGGTTGAAAACAAGCAAGGAGTCTCTGAAGT



CTGAAAGGACCGGCTCTGCATGAGCAGCAGCTCCAGAACTCGGACCACATGCAGCCACAC
AGAACCGCTGGGCGCTCCGGATCCTCCTTCCCGCCTCGACCCATCAGCTTTCCCTGGACC
GACTTCAGCCGCCGTCAGTGGACAGAAGTGAGGAAGCTGCCGCCGACACGCAGCACAAAC
ACTCATCTACATTTCACGAAAGGCGGAGCCACCAACCGGCGCCAGAGTTGCAGCGAACAC
AAACAGAGAGCGTAAATGCAGGTTAGCTAAATGGGCGGGGTTATGACTTTCTTTTTTTTC
TCGTTAGTAACAAGAAGACATAGAAGAGAAGCCTAGAAGCTAAAATCGCTATGAACAAAT
CACATTTCTCTTTTTTAATGGAGAATCTGCAACCTCTTGAACCTACGCGCTACAGCTAAG
ATNGACAGTTT
>CL11561Contig1
GCACGAGGGTTAAGGAGAAGGAGTTTGTCAAAGTATTTTCAAATGTTCCACATCTTGAAA
TGAAATCTGTAAAATGTGAATTGCAGAGCACATCTAGCCATAAAAACAGGATTTTCACTT
ATGTGTGCAATCATTTACAGTATTGTAAGTGTACAGGCTGTTAACTCAAGTTTGGTGCTG
GGATTACGGTATACAAAGTTGTGACCATTGTCAAAAGATGTTTTACATGAATGCTTGACT
GGTTTCAAGCATGGTCAGTATGACAAATGTTTTTTTTATTGTACAGTTCAAGTCATATCT
TAACTGATTTTTTTAAATATTATCCATGTAGTATTTTCTTTTTAGGACTAAATAAACAAA
AGCTGAAATGTGGTCATTATTGAGCTAAACAAAACATCTCATCACTTAAGAATTTGGTCA
AACAGGCTTTTATCTCAAGTAGTTCAATATGTATTGGTTCAAATTACAGACAAGGCTAGA
AGCTGTAGCGGATACAGTTGTGCAACTAGTTGCTATAATTTTCTACATTTTATACAGATG
ACTAGAAATGGGAAACAAGGAATCTATAATACCATCTGAACAAAATCTTTGGAATGGATT
AGAACATTAAAATACAATAAATGTGTATGCATTGGTCATTTCAGTATTGTAACTGATTGT
TCTTTTTTATATAATTTTCATTTCCAGTCTCCGTTTTGAGTCAATAAATAAAGAG
>CL11562Contig1
TTTTTTTTTTCTTTTTCAAATGTCCTTGTTTAGTTGATAATAGAAAGAATGAGCAGCTTC
TGTATCATTGCCCTTCCAAGTACAGCCAAAAAGATGTGCAGTAGCTGTTGTTAAGTGCCT
AAGTGTCTTGTATCGCTGGCAGCTACACTGAATAGGGTCAGGTGATGTCACACCCATCAG
GTGATGTTGTTGGGGGGAACTCTGCTGTCACAGAGCAGAGACTGTCCCTCAGGAGCACCA
ATCTGTCATCATTACATAAATGACATGTCTAACACTGCAATGTCATC
>CL11563Contig1
TTTCCTCGTTTCCTCGTTCTCCCTACAGTAGTTGTCACTTTTGCTTCATCTGCCTCAGTG
GTAAATGCGAAACAGACTTGAGACAAAGGTGTTCTGGAAATGAACAGTGAAAACTTCCTC
CTGAGTGAGAAAATAGTGTCGCCCTCCTATGTTCGGCAGGGGTCACAGGCCCGACGTGGC
CATGAGCAACTCATCAGACAATTATTGGAACAGGGTAAATGCCCCGAAGAGGGATGGAGC
GAAAGCACAGTAGAGCTTTTCCTGAACGAGCTGGCCGTGATGGACAGCAACAACTTCCTG
GGGAACTGTGGCGTAGGCGAGAGAGAGGGCAGGGTGGCGTCCGGCCTCGTGGCACGCCGA
CATTACAGGTTAATCCATGGCATTGGTCGTTCAGGAGACATTGCTGCTATTCAGCCTAAG
GCTGCGGGCTCCAGCCTGCTCAACAAACTCACCAATTCTGTTGTGCTTGACATCTTAAAG
CTTTCAGGTGTCCGGAGTGTGGCAAGTTGCTTTGTTGTTCCCATGGCAACAGGGATGAGC
TTGGCTCTTTGCTTCCTCACCCTTCGTCACAGGAGACCCAAAGCACGCTACATCATTTGG
CCTCGCATCGACCAGAACTCCTCCCTCAAGTCGATGATCACGGCAGGCTTTGAACCCGTC
GTCGTGGAGAATGTCCTCGATGGCGACGAATTGCGAACAGACTTGGAGGCGGTGGAGCGG
AAAGTGGAAGAGCTCGGCGCCGAGAACATTCTGTGTGTTCACTCCACAACGTCTTGTTTT
GCACCGCGAGTCCCTGACAGCCTGGAAGAGCTGGCTGCTATGTGTGCCAAACACAACATT
CCTCACGTCGTCAACAATGCATACGGAGTGCAGTCGTCCAAATGCATGCATCTGATACAA
CAGGGGGCTCGTGTGGGAAGAATTGATGCCTTCGTTCAGAGTTTGGACAAGAACTTTATG
GTTCCAGTAGGTGGCG
>CL11564Contig1
AATCATCTCTGCAGAGGTGCGGGGCTCTACAATGATTTCTCTGTGACTGAATAAATTGGC
TCCACACAGGTATACATTGGACGGATCCAGCACTGCTGTGTGCCAAGCCAACGGGACGTG
GAGCACACCAGCTCCTGAGTGCAAGGCTGTGTCATGTGGTCTCGCTCCAATTCCACAGTT
CGGAATGATCATCTATGATAAAATGGTCAGAGGAAACCAAACTTATTTTGGCATCGGAGG
AACTTATAGATGTCTGCCTCCCTTGGCACTCTTTGGTAATCCAAGGGCTGAGTGCACTAT
CAACGGGACTTGGGCCGAGACGCCTGAATGTCGAGTGGTGACCTGCCCTCCCCCAGAGAA
CATTGAAAAAGGCTACATGTCTAATGAAGACAGGAGAGATTTCGACTTCAGGGAATCAGT
GAAATATGGCTGTGAAGGCGACTACGTGCTGGAGGGAAATATGGAAATAGTTTGCCAGCA
GAATGGGAACTGGTCTGAAATGCCGTCCTGTAAGGCTCCTTGTCCTGTTGGAATACAAGG
AGTAAAAATACAGTATAGAGGGGAGAAAATGTGGATTGCTGACTTAAAAACGAAAGCCAT
CTTACACAAAGAAATATTGTCAGTCTACTGCAAGGACACAGTCAGGAACTGTAGTTATGC
TGTTCCAGTGCAGTGCTTAGACGGAGGGCTCAGACTCCCAGAATGCTTTGAAGAACCCAG
TGTGATTGGATACAACTCAAATTCAACTTCACTTCATTCAGAACTTCAACAGTGCTGAGT
TGGACACCCCTTTTGAAGAGAATGTAATACTATAACATCTTGAGTTTTGGGCTAAAAGTT
TTTCCTTTTCATCTCAATGTTTTGTATGTACCTCATTTGCTTTAACCAAAGTATTTGTTT
GCCTGTTCAGTCTCTATTAAAATCCT
>CL11565Contig1
GCCCACCTTTGTGAGAGGAAGAAGACGTAAAGGACGACGACGAGCAAAAGGGCGCCCTCG



CCGCCTGACCAGCCGATCTGCTCCGCCTTGTGTTTCATCTCTCTGGAAAACAGTATTAAC
GTCAGGATTCTGATCTGCGAGCGCCAAGCACGCACGTTGAGAAAGATGGGAGATGATAAA
GGGAACTTCAGCGTGACCGAGAAATGACTCGGAGGAGCTTTCTGTGCCAAAAACACTAGT
GGGGGGGGTGTCAGAACTTATCAATAGTTTGGAGAACACTGAAGGTAGAAGTTTCCTCTC
AAGTTGGTTCAGGCGAAGATGCAGATCCGAAAGGACCTTTGCCTGCTGAGTTCAGAACAC
CAAGTGCTCTTATTTTTCTCCACTTCCATGGCCTTCCAGTGTACAGGTGTGTAATTATGG
TGTAGATATTTTTTATGAAGAAAGAACTTATTTTGTACTTTGTCTGAAGTGAATTCTGCT
ACATTGGGGAGCAGGATTAGGAAAATCTCTGCACATGCTGGTTTGATAGAGAACTAAAGA
CTTTGTGCCTTTTCTCTGGACTGAAACCTTCACAGCTGTCGCATCAGAAAAATGTTTTCT
ATGAGTCCTTGAACACAAAAACTGGAACCGACCAGCCCTAAACCTTTTTTTTTATTCCCA
TATGCTGGTTCAACACACCTCTGATTATCAAAGTTGTGAAATAAAATGTTAAAACAATAG
GAATCACTTCAATTTAGCCAAAGAAAGGCTATTATTTTAACCATAAAAATGCATTAAACA
AATAAGGTTCCTATTTGTTTTCTCAATCTAAGCTCAAATGTCTGTTGTTTTTTGCAGCTA
ATATATAAATAAGGCAACTACAACTGGTTATTTTTCTATCAAGTGGTCCAGCCCTGATTT
AATCCATGTTGAAAATGTTTCTGTTTGATCTGCAAAACTGGAAATGTTTTGAGACATTTT
GTGTATTTATTTTTATGGTTTTACGACCCCTGGAAAGAGAAGAA
>CL11566Contig1
TGCCAGTAGCTCCTGGAACAGTTCCTTCACGTTGAAGTTTGTCTTAGCCGAAGTCTCCAT
AAAGGCACATTTCCAGGCTGTGGCCTGAGCTTCGCCTTCCTTGCTCTCCACCTCACGCTG
GGCTGTTTCGTCACTCTTGTTGCCAACCAGCATGATGGGAATGGACTCTACACTGCCTTT
GATGGCCAGAATCTGTTGGTAGATGGGTTTGAGCTCCTCTATTGACTGTCGACTGGTGAT
GGAGTACACCAAGATAAAGGCATGGCCTTTGGAGATGGACAGACGCTGCATGGCAGGAAA
CTGGTGGCTTCCTGTTGTGTCTGTGATCTGCAGCGTGCACACGCTCTTATCACAGATTAT
CACCTGCGCCCAACCCCCTTCCACCGTGGGGATGTAGGTGTCTCTGAAGGTGCCTTTAAC
AAACCGGAGAACCAAGGAACTCTTCCCCACCCCACCTGCTCCAAACACCACCACCCTGTA
GTCAATACTCTGCTCGGGCATTCTGGGACTTGGAGTCCACCTGGCTCAGTCACTTGAAGC
TGACTTTGTCTCCGCGGACCCGCTCGGTTATCCCTCTAAATGCGCGCGGGCTTTGGTCTG
TTCCGGCGGGGCTGTGAGCATCTCAAGTCCTCCACTCTCTGACTCACACCATCCGCATCG
TCATCCCCCGGCCATAAGGCCCGGGTTTAA
>CL11567Contig1
TCCAGACGGGAACCCAGACGAAGTAAATCCTTCTGCACATTTGATGCCAGGTAGGGCAAT
GGGGGTGAAATCCTCAGCGTCGACAGCATGTCGCAGAGATGATCCGAACCAGAGCTGAAG
CCGCTGGTCTCCGAGTCTTCTGGACTGCTGGAGCGAGAGTCCAAAAGGGAGCTGCAGTCT
GGTCGGTTTGCCATGCGTGCAATGCCAGGGAACTTCTCCAGGAAGTCGGCAGTCATGCTC
ATAGAATCGTGGGACAAATAGCCCGACGGCTTCTCAAGGATGCTGCTGAAGGGACTGTTC
AGAATGCCGAGCATGGAGGGCGAGCTGGCCTGATGCTGAGACGGGGGAGCATGTGTGTCA
GTCTCCTGACTGCTCCATGGTCTGTCCCAGCCGGACAGACGGAGAGACTGGAGGCCAAGG
CCCAGGTCCGTGACAGTCGACTGGCCCCGGGATGGAGGCATATCCTGGGATCCGGGGATG
CCCCCACAGTTGGGGAAAAGCATCCTCCTGCTGCCCACTGCAGCCAGCTCAGACTCACAT
AGCAGGTCTGGCTTCTGCTTGCTGCTACTGTTGGGTGTGCTGCACACTCCGGTGAAGTCC
AGAGCGTTTCCCAGGATGGAGTTCATCCTGCGGAAGATGTCCGCGTTGCTGCAGGTGGAC
AGCGCAGGAGACTCGGTGTCCGGGTTCTCCGGCCTGCGGGCATCGTTCCTCAAGGAAAAC
GCCATAATGGGACAGAAAGCCTAAAAAGAAGTGTCACAATAATAACGACCCC
>CL11568Contig1
CGGCACGAGGTTTTCGTTTTTTGAATAAACAGTTATGGTGTCAGCATGGAGCTGAATTTT
ACCCAACATACACCTGGGTTCAACACCGCATTGCAAAAGAGGGCACAAGCACACGACTGA
ATGCTTTCTTACAACCTGACCACTGTTTAAAATGCAGCTTCAGAAATAAAAGCAAGTTTT
TTTTCTTTGTTTTTTTTGATGACTGGTGAACAAAGTTGAAGCATCCCTTAAATTTCTCCT
CAGTTCTGGTGGTTTTGAGGGCAAAGATGACCTTCGTAGACGTTTTAGGAAGGGTTGTTT
GTAAAAATAGTCATTGGCATTCTCAGGGTAGAATTAAACCAACAATAATACTGATGGAAT
TTTTGATTGGGGTGGCGTGACCCAGTCTGTTGTCCACTCCGACAGCCGTTTGGCATTTAA
TGCTCCATCCTCCTTGAAGCTAAAGATTCCCTCATGTCTCGTCTTAATCCACAACTCCAT
GTCTTCTTAGGGATAGACCTCTTCTCTCCTCAATCACATCCCCGATCGAGGAAATTAACA
GACATCGTCTGTTAATAATTGCACATCAAATTTGCTTGATTGTTCAAATATACTGTAGTC
CTCTTTTGGTTATTCCCTAACCCAACATGTGAGAGTATCTGTCAGCACTGAACTGTGACT
CAAAGCATCTTTGAGACACCATTAAACATTTCCTTTCTGTTT
>CL11569Contig1
CATGCACCCAAGTGACCCATTTTTTTTAGTTAAAAAAACAAAATATTCAGTAATGGCATC
CATACACTTAAAGAAAACAGTGTTTTTCTCCATAATTCACAAAAAAATACTAAACTTTTC
TACCCAAAAGCCTTTTAAGACTTAGCCATAAACAGATAAATAAATCCCCACTGACACAAA
AGTCCACCTGTGAAGAAGGTAAAGCTTTTTTATTACATATTATAAAATCCCCTAGAATTC
TCTGGAAATGAACCGACACCCTCTGGATATTAATGAAGTCAATATATTTGGCACATCCAG
CGACGAGCTCCTCACTTTCATTTGGTGTCCCCACACTTGTTTAGCTTTCAGGACCCGCTG
CTTTCTTTCATAGCCCGATTAAAGATTTGGGTGCCGATGTAGCTTGTTGCAATGCTTCTT



AGATTAGACTTTCCACCGAGTTTGCATTTGACATAACCGTACAGGTTGGCCCATTGTAAA
ACTAAACCCATGATCACCACGGCCAGCCACTTGAGGTTCAGGGAAAAGAGGGTGCTGAAG
AGAAAACCGACCCAGAAAAGGGGACACACAATGAGTCCCAGCCAGAAGAGCTGCGATTCA
GCACCAAACCCACTGTTCCCACCATCTGCCTTGCGTGACTCAAACATCCAGCGGCTCTTT
CCATCTTCATCCACTTGATTCCACCATCGAAGGCCCACAAGCAATCTGCCAGAGACATTC
TTGACAGTCCAGAAGTCACATGACAGCAGAAGGATGATGGTGACCATACAGGCAATGAAA
CGGCCGCTGAAGATGTCGCACAGTAGATACACCACTATGGCACTCGTTCGGAAGAAAAGG
TGAAAGAACGACGCTACAGGACGCCTAACAGTAGGCTGACTCTGTTTAAAATTGTCCTCC
TCTTCCCCGAAAAGAGGAGAGTACTGCGAGTCCTGTTTCTGCATTTTGATGAGGACGGAT
GC
>CL11570Contig1
NTTTTTTTTTCCAAAAAAACAGTTTATTGTACAAAAGAAACCACTATGAATCTTAGAAAA
CATAAAATAGTCGATCTGCATTCATAACAGGTAACAAAAACAGCATCAGAAACGAGGCCT
GGCTTGGTTCCTCCCTCACCATCCAAAGCGAGACACCAGCTTGCTTTGATCGTCCAGATC
TTTCTGGACCTTTTTCCTCATGTAGAATATTGGACAGTCCCGGCTGGTGCAGAGCACATC
CTCATGGAGGGAACCCTGACAGCGCTGGCACTGAGTCCACAGGCGGGAGAAGCGCTCCTC
CAGTGTGTTCAGGTGGAAGATCTCTTTCTGGTACAGTTCAGACTCTTTCTTTTTGCAGAA
ATCACACACAGCCTCGTCCGTCTTCAGTACAGCCTTGCAGCCGATGCAGGTGCTTCTCTT
CTGCGCAAACGCCATGAGACCTCCAACCTTTGAGGTCAGCACAGTTTTGCATCGTGTGTG
ATCAC
>CL11571Contig1
CTCAGAGGAAAACAAGGAGCTGCTTTGGGGCTTAAAAGCATTTTTGGAAAAAACAGCGTC
ACAAATGAAAGATTCATACTTTTGTTAGAACAATAGACAACCAGGTGTTTCCAGAAGAAG
GCTGCTTTCACAGTTTGGGGGTGTCTGTGGGGGCCAGCGGTGCTCTTCCTCTTTTCAACC
GAGAAGGGAGGTTATCTTTAACCTCAGATCATGAGTTTAGGTGGTGACCAGTGTGTTAGC
TCCAGTACCCTGCCCCTCTACCTCAAATAATCCCTCTCACTGCCATAGTCCATCAAAGAG
CCAGGTACATCAGCAAAGTCCTCCAAAACCAGGCTGGTGGAGTCCTCACCAGAAAGCAGG
TCCGGGTCTGAAGCCCAGGGGAGTCCACGATGGTCATTCTCTGGCGTCAAAGGAACGTCT
GAGGATGACATTCTTGGACCTTGTGGATGATACTGATATTGGGACGGATGTGACATCTGG
TGAGTTGGTACTGAGTCAGGGCTCTGTTGGTCAGCTGGATGCTCCTTGGAGATGCCGCTG
TCACTGCCGCTGCCGCCCTCGCTGCCCTGAGAGGCAGGAGCCAGCACATGGTAGAGGCTC
GGCAGGCGGATGTCCAGCAGCACGCCGCTCTTGATGTACAGCTTGTTGTTCAAGTTGTAC
AGCTTTTCTGCAATGTCACTTCCCAGCATGACAGAGAAGAGGCGGGCAATGTAACGCTCC
TTTGATATCAGCGCGTAAAGCCGACGGCGCCGCCAAGAAACATAACGGGAGTCTTCCTCT
GCCAACAAGGTCACCTGGAACTTTCCTTCCTCGTTTGGTCTGAGAGACTCCCACTCAGGA
GAGTCCAGAAACTGGTGACGGTGGATGTAGTGTAGGAACTGTCCCTCCAGGGACACGCTG
ATCCTCCCTGACAGCAGAAAGGAGAGCTGATCAACTGGCGTTTTGCCCTCCAGGGCATAG
GTCTCTCCTGCCTTCAGCTCCACCACTTTGTACTCAAAAGCCTT
>CL11572Contig1
TCGGCACGAGGGTGCAGTGTTGGGAGAACGGCATCATCCTGTGCAGGGAGCTCGCCGATC
AGTACGAGTCTTACTATGACTACNGGAACTTAAGCAAAATGAGGATGATGGAAGCCTCGC
TTTATGACAAGATCATGGACCAGCAGAGATTGGAACCTGAGTTCTTCAGAGTCGGATTCT
ACGGAAAGAAGTTCCCTTTCTTCCTGCGGGTAACTACAAACTGTCCTTTCCGCTTGGAGG
AGGAGTGAACTCCGCTCTGGTGGAAGTGACATTCAGCTTCTCCTCTTGTGCCGTGATGTA
ACACAACTTTGCAGCCGCAGTTGCGTTGTGCCGCCACTAGAGGTCAAACTCACCCCACCG
ACCGCTTGCCGGTTTCTGCTGCTCCCCCTGCAGAATAAGGAGTTTGTGTGCCGCGGCCAC
GATTACGAGAGGTTGGAGGCTTTCCAGCAGCGAATGCTCAACGAGTTCCCCCACGCCATC
GCCATGCAGCACGTCAACCAGCCCGACCAGACCATATACCAGGCAGATGCTCAGTGTATC
CTTGTCGAGGTTTTTGTCACAAAAAAGCAGCAGATGTGTGTATTTTTTTTTCCTTTTCCC
TCCCGATACATACACATAACTGCCTGTAATGAGGCTCAATCCGCGGCACGCCATGCCACT
TTCCCGCTTTCTGCTCGTCACAAATCAGCGGATCGTTCAGGAGCACACAAACATGCTGCA
CCGCATTCTATGCACGGGATCCAGACAGACATATGAGCCACAATCAATGTTCACAAG
>CL11573Contig1
GCTTTTTNAAATNCTGAGTGAGTNAGATTTGAAGGCGATCGAGAATCTGCGGTTCTGGTC
GGTCTGTAGAACCGAGACCGGGCGGAAAGTCGCTCACAGACAGAGTTCGGGTCTCGGGTG
ACCGAGACCAAAGACCGCCACTGAGCGCTAGCCGTGACGTCAGGAGCTGTCGCGCGGCCC
GGTTAGCTTCTCAGCGGGAAACGGTTAAGCGACGGAACGGGTTCCGGTCCGGTTTGGAGA
CTTCGGCCAAAGGTAACCAGCACGACTCCCGGGCGTTTGTGTTCTGACGCTGCTGCGATG
GCCAAAAGGATCGCGGACAAAGAACTGACTGACAGGAACTGGGATCAGGAGGAGGAGGGG
GAGGAGGCCGGGACCTTCTGCCTGGCCAGCGAGGACGTGTTGAAGAGTCGGCCCATCAAG
AAGGCCAAACGCAGAAATGTGGGCTCAGAGGCTGATGTGGGAGGAGCTTTCAAAGGCTTC
AGGGGCTTTGCGTTCTCTGCGTCAGCCTCCACCAAGCCCACCGCCCCTGGCTTTGGTAAC
GCAGAAGGATTTAAAGGTTTCAGCGGCGCGACCAATGGGAGTGCTCCTGCGTTCAGGGGT
TTCTCCGCCCTCCCAGCATCCTCTGCTGCGGCGAGTGTGACGTTTAATGG



>CL11574Contig1
TTTTTTTTTTATGCTTGAAATCTTTTGTTTTTATTTTTTCTGTTGAATGTACAACACAAA
CAGTGAGCACATCACATATAGATACTCTTCCGCTCAGTCACATGGAAGTTGACCCACTGA
CAATATTTCATCTTTATGAACCAGAAAATTCTGCAACCAGAAGGTCCAAAACCCGGTTAA
ATGCATGAAATCAAAGCCAAATCCCAAATGATGGTGTGAGCGAAGAGGATGCTGGGGGTG
CGGTTAGAAGGAGGCAGACGATTGGCTGAGGCGACCCCTAAGGGGAGCAGCCGAAAGCCA
AAGAAGGTGACACTGCAAATGGGTTGTTTGAGTGTTTCCTGCTGCTGTCAGACTTCCAGT
TTCTGCTCCATCTCTGTAGAAATGGCAGTTTTTCAGATTGCAGATCTTAAAAGAGGAGGA
AGAGGAGGAACAATGCAGAGAAACTTTCAAATAAATCTGAGATTCCTGGATGGGCATGGA
TCAGGAATGTTGGGAATGTTATTTTGGAGGCAG
>CL11575Contig1
GGNAATTCGGCACGAGGAGGAGGCGATTCCAGGGTGCCTTAAACGCATGCAGGACACCAC
TGCTGCTGCTGCCTTCTAGCTAGGATGGATGTTGTTAGATGGGATAATGTTTTTTGGGGG
GGGGCTCCTATGGGCTCGGATGCTGAGACGGCGTGTTTTACTGTAGATGAAATCCTGCGC
TGCCTGTACTCTGTCTGTCTGTCTGCGTGGAACTGGAACAAGACTCTGCCTGCTGGGATC
TCCCCGAGGTCTGCCGGCGCTCTTTGTTTCCTGTCAGGGCTGGGGGGGGCGGGCGGGCGG
CGTTCAGCAGCCGCGTTGGTGTTGGTCAGGATCTAATAGTTTAATAGATGAGGAAAGAGA
GCATCGGTAGGTGGGGGGGCCAGCACATCCAAAGGTTACGGACACACAGATGGCGTTTCC
ACATCAACGCGGACTGCCGCCGAACACAAGGCATTACCTGGGGGGCGGGGGGCTATGGGT
TCAGGGCCTTTTTAACCTTTATTCTAACATATGTATATCCGGACTGCACGTGTACAAATA
AATCTATCTCCTTTGTTAACAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL11576Contig1
CGTCGACCGTCGTGCTTCTTCACAGAACCATTTGTATCAGCTTTCTCTGGCTTTTCTAGT
TCGATCACATCAAGGATCATGGGGTCCTCCTCGCCGTTGTCCTCCATCTCTTCGTAGTCT
CGCGCTGCCCCTCGCTTCACCACCGGCATCCTCTTCTTGTTCTGAAATTGCTGGTAGTCG
CCATCGCCCATACGTGCGATCTTGTGGATGGCAAATCCCAGGTACATGATGGTCGGGGTG
CTGATCATGATCACCTGGAAGATCCAGTATCGAACGTGCGAGAGCGGCGCAAAGGCATCG
TAGCAAACATTCTCGCAACCTGGCTGGGCTGTGTTGCAGACGAATTTACTTTGCTCGTCA
TAGTAGATGGTTTCACCGCCAACGGCTGTCAGCACGATGCGGAAGATGATGAGCACAGTC
AGCCAGATCTTCCCCACAAAGGTGGAGTGGTTGGAGATCTCGTCCAGCAAGCGGGTTAGG
AAGCTCCAACTCATGTTGCCGAGGTGACTGGAGCGCTAAATAGGGCCACTCTCCGCACGC
GCCGCTCCGACAGTCGCCTCGCGGACACTCACTCACACGCCACAAAGCCTCGCGTATAAA
CTTTCTTTTTAGTGGCCGACCACCTAAATTAGCGTCACTTTATGTTTATAAGTGCGGTCA
AGATAAGTTCCACGCGCTCCCCCGGCCATAAGGCCCGGGTTAAACGGCGCGCTGAGAG
>CL11577Contig1
TGATAAATTCTTTTCCCAGTCTTCTTTCTNTGGGTNGTATATCTTTTTTCTTCTCTTTTT
CAAGTTTCTTTAGTTCTGCTTCTTCTTTAGGAACCTTCTTTCTTTCTTTGGGTGACTCTT
CAGGTCTGTCTCCTGTGGGAGGTTTCCTTACATCTTTCTTTATTTCTACCTTTTCTTTGG
ATGTTTTCTTTTCTTCTTCAACTGCTGCAATGGGTTTCTTCTCATCTTTCCTTTCTTTTG
GAGATTTTTTCAATTTCTGTTTTTCTCCAGAGGTCAATTTTGCCTTTTTGTCTTTCATCT
CTTTGATTTCTTTGGGTGCTTCCTCCTCTTCTTCTCGTCTTTCCTTGACATATTTTTTTA
CTTCCTCCTTGCCTTCAGGAAGTGTCATGGTTTTCTGCTTTTCCTTAAATTCTTTGGAAG
GTTTCTTTATTTCTTTTTTAGTTTGGGGTTCTTTTTGTTCTTTCTTTTCTTTGACAGGCT
TTGTAATTTCATCCTTTTCTTTGGGAGGTTTCTTTCTCTCCGCTTCCACTTCAGGCTGCT
CTTTCAGTTCTGTTTCCTCTGTTGGAAGTAGAGTTTCAGGCTTCTTTTCTTTCAGTGGTT
TCTTGACCTTTTTAACTTCTTTGGAAAGTATTTTCAACTCCTCTTTAGTTGGAGGTTCTT
TTTCTTCTTTCTTTTCTTTAAGGGGCTTTGTGATTTCATCCTTTTCTTTGGGGGGTTTCT
TTCTCTCTTTTTTCCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCN
CNCNCNCNNNCNCNNNNNNNC
>CL11578Contig1
TCGGCACGAGGGTTCCCCAGGTGAATCCATCCTTGGAGATCCTGGTCCTAAAGGAAACGA
TGGCAAGCCAGGACCTCCAGGGATCCCTGGACCTCCTGGTCAGCCTGGGGAAATTGGGCC
ACCGGGTGTGTGTGACAACAGTGGAGGATGCCAAAAAATCCCCCAGCAGACAGATGACTC
TTATTATGGCTACCAGCCATGATCTGAGAGTACAGAGGGGATGAAGGAGCTCCACCTTGA
AAAGACGCCCCCAAAGAGAATGACTGATGTGGGCATTCAGAACAGCATGTGGAGACATGA
AAGGAATCACTACTACAATTTCTGCAAACAAAACTGCTGAAATATGATTGATATTTATAA
AATGAAAAGACAAAAAATCTTCCTAAAGGAAACCAGTCAAGAACACTGTCTGAAGCACTG
AAGCCTTTTGTTTCTTTTTCATTATTTTAGTGCATTGTATCACATCTAACTGTTATGCTT
TTCTTCTCTGTGTGTTTTGGTTTATCCTGAACTGCCTCAAACACGTTTATTAGTCTATGA
CATGATACTGTGAGGTTATCTAATGTAAGATAGTTTGTATATTTTATTTGCTGCATCTTT
ATTTGTGTATATTTTTTACAGTAGAAATTCTAACTGCTAATTTATCTTAGTTTATGGTAT
TTTCATATTTTTGTAGGTCATGGGCCATTAGCATTGTAAACACGAGTTTAGAATGTATTG
TTATGTAAACGTTTTTAGGAAGGGAGGAAGATGGAATTTTATGTTGTTTTCTTTAATAAA
GTT



>CL11579Contig1
GTTCTTTGGTGCTTTTTATCCTAAATATAGGAAGTATGACTCCTTTTTTTTTATAAATGA
ATGAAATCCACCATAACCAAAGCAAATATTGTATATTGCTGTTATGCTTACATAGCATTT
TAATCCCTGGGATGAAAACATGTTACACTCAACTTCCCACTCTCTTGACTGCCACAGCCC
GTTTACAGAAAGGACACTGAACGGAAGAAGTGGAAAAGCAAACATTCAGGAATAAAAGAA
TGGTCATTATTTTAGCAACCATTCACATCCATTAAGTTAAAGTATAAAAAAATCTGTTTG
TTTATAAACCCTATTGACTTTTAATGTCATAAATTTTCTATTTTTATTTACATGTATGAT
GTATTTTCAGGAAATAAACTTTCAGGTGATAAAGGTGCAATTGCTCTTCTGCTCAGATTT
CATTCCTTTCAATTGAAAGCAATGCTTGGAATAATGTAGATTGAGGCAAAACGAATTATA
TTTCATATAATTTTTAGTAATATAGATAAAATATAAAGCAATGCAAAACAAAGAGTGAAG
GGAGCTAAATTCAATCATCACCTGTTTTCTGTTAACAGCAGGAAACTAATTGGTTCTCAG
CTTTTTTTGTGTGCACATAATAGTATATCTTTGTTTTTCAAATCAGCTCCTCTATAAACT
GTCATTGGAATATGACACACAAAACAATCAGTTAAGTAAATCCTCGAAGCATTAGCAATA
AGATTATGTAAACATAGCCCACAAAACAAACTTTAAAAAAAAGAAAGGAGGAAAAAAAAT
TGTCTTCATTTTCAGCAGGCTGTTTCCCAGCATCCCTGGAGGGGGGCTTGGTTGAAGATG
GATGGTCCTTTGCACAGCACCATCCCTATTGTTTGTCTGAGACCACAGGAAAGCAAGATC
>CL11580Contig1
TTTTTTTTGTTCAGACATGTTTTCTTAAAAATCACACACAAATACACCACTTCCTCCCAC
TCAGGAAATTTAACTCTAATCAAGTGTTGTATTTTCAAGTTTATCTAGATATAGATATCA
AATAAATCTCTCATTCCAAGCAGGTCCAGAAAACTTAAAAAAAGGAAGGGGATTTCTGTC
AGTGTGCTTAAAATATTTGACTGTGATGGGATTTTTGCTGCTACGGCATGTGGCGCCGTC
CTGCAGGCAGAACCATCTACACAGGCCATTGCTGCTGCTTCAGTTACCATAAAACCAAAA
AACTGAAATGTTTAGTTTTATAACATTGCTGGAGAAATCATCCAAGAGAAAAAAGGGGCG
CAATTCCTTCAAGATAAACCATTTCCTTCTAAAAAATTCCTCCACCACAAACATGGATTT
GAAGGATGAGCAGGTAAGTGTAGTTATCTTCATTTGTAGCTTAATTTAAATCACTTTCAC
TCTAATATATTACACATAAAAAACTGGCTGCACTAAAGGATATCAAAAACAAACAGCAGT
TTGCTTTTATTCAGCAAAAAGGAAAAGATAATGCTGTTACAGTTCATGCTATGCTTTAGT
GCATTCATCGAGATTTAAAAAAAATAATAATAATTCCAGAGCAGCAATCACCTTCCAAAC
ATTCTGTATGAGTGGCAAACAATGCTCGAGACTTTAGTTAAAATTCCTCACGAGAAGGTG
TACATTCATTTCAGTAATATCGAGAAAAGAAAAAAAAAAACACNGTTTTGCTTCCATTAG
NCTTTTTGATTTTTGAAAACNCCTGTACAA
>CL11581Contig1
TTTTTTTTTTGTATTTTAATAGAATCTACAGGAGTTTAACTTTTTTTTTAAGGGCGCGGG
ATCTCTCCAGCGTAAACCGGTTTCTGTGTCGGTATAAACACTCTCGGATGTGAGAGGGTT
GTGGGGACAAACCATTTCTCTCTCTCTCTTTCGCTGTGACGCCTCAGACATCTCAATCAT
CCAGTCATCAACGTGCATTTGTCTTCACAGCGTGCAGTAAGTTCAGAGTCTCTATCAGAT
GGAAGGAAGGTGTAGGCTGTGGGGACTGAGGGCGGGGCATGACCAGAAACTGGCCCCCCC
TCTAACCCAGCTGGTCCTCGTATTGTTTGCGGAAGCAGTCTCCGGCGGGGAAGAAGTCCC
AGCATCTCTCCTGGTACATCTTCCACACATACGACTCCTGACCCGTGTGCTCGGTCTCGT
CCTTGTTGATCAGGTACATCAAGAAGAACAGGTAGTTGGCGAGGTTGTGCTCCTGTAAGG
TGTGGGTTTCAAAGCCGTGAGGTGTCCGGTCAAAGTAGTCGTTTCCAATGCCACAGATGA
AGCATTTGGTCTCCATGTCCTCCTTCACCTGCTCCTGCTGGTCTCTCAGCTCCCCAAAGG
CATCAATGATCAAACCCTGAATGATGGCCAGGAGGATGACGATGACAAAGAAGAAGAAGG
TGATGTCAAACAGGATGCGGTAGAGCTCGTAGGGATCTCCAG
>CL11582Contig1
CGGCACGAGGCAAAAGCAAACGATGCATAATGTGGACACAGAGACTCGGCTTCTGCAGAG
CCTGGTCAAAGGGCACACTATCACTGACCTGACGGGAGGAATCTACTGCAGCTTCTGTTC
CAGCTGACCCCGCCCACTCCCCACTGTTTCCACCGCCAGCTTGACCTTTTATTCCTAACT
TATTTTTGTATGCTAATTTATATAATTATCTTTTTATAAGCAAAACATCAAAACCTGATT
TTACTCTGCAAATATTCTAGTAAAAAAAAAGGAAGCTGGTATAAATAATTGGGAACAGGA
AAAAAATTAAAGAAACATCAAAATTGCGTATTTGTTTCATATGATAATGAGCCACACGTC
AAATGTAGGAACTAATATAATATGTTGTGTAATTGAAGTTGTTTTATTTGTATTTTCTGA
ATGTTAAGATCTAAAAGCCTGGCTACTTTTTAGCTCATATTAAGTGCACAGTATTTTACA
GTTTAACATTTAAAATGAGCATGCTTTTACCCAGACAGAAGGAAACTGGCATGAAACTTG
TTTATCATGTATGTTGAGTTTGAAAATGCTTAAAATCATCAAACGTGATCATTAGTTTGT
ATGTATACCTGTTAAGTTGGTTTATTGATGTAGCATTATTTATACAGTAGTGACTACAAT
TATTCATACTTTAGGGGTGTGAGTATTTTTGGAGTAGTAATACATATGTTGTTTGTTTTT
TGTTTTTTTTGTTATTTGCGGCTATATTTGTTCTTACTATTTTTTCCCCCCAAAATAAGT
CATCTGTGAAAGTCTGAAGGATATACAAATAATTAATGAAGTCATTTGTTTTTATTTAAT
AAATTCATAGGCGCAGTGCATGTTACGGTTTTTGTTATATTTATGTGGTACTAATGAACA
GTAAAAAAA
>CL11583Contig1
TCGGCACGAGGATTTCTTTTTACTGAATCTTTGTGATTTCTTTTTTTATTGCAAGTTTTG
ATGCAAGTTTTGGGTTTGCTCCTCCGTCTACTGTCGATGAGAACATACTGTGACGCACAG



TTTCCTGTGAACGAGCCCATTCAGGCCTTCAACCGGGTTTCTGCTCTCTCGGAGAACGAA
GCAGCCACCAAACTCCACCTCTGTCCACGTCTTTTCAACGGCACATAACGAAAAAGATCA
GACTTTTTGTTTTTCCTTTGTTATTTTTCTTTAGCTGGAAATCTGTTGTTGCTTGATTTA
TCGTGACTGGACGTCTCATAACTGCAAAAAATGTCTTTTTTTTCTTTCTAAAATTGCGGG
GAACTCATGCAGCTCCTGCCGCCTGGAGTAACGAAGGATGTGATGATCGTTGTTTTGATG
AAATTCCTGCTGAATCTTCAACCACTCCTTCACTTCCTGCCATTTGTGTTTAGTTCTAAA
ACGTCCAGCTTTTTCAAATGGAAGTCTTTTTAGTCCCAGAGTCACAGGTCTGTACAGAAG
AAATGTTGGAACCAGAGAGAATATATACGAGTGTATAAAGTTTAAAAAGAAGACATTATT
TTAACTATTGGGAGTCTTCCCACAACGTGATCTGCTTTGCAAAGTAAGACTTCTCTTCCT
CTGAAAGGTCTACCAAATGGTGTATTTTGCACTTTTTTGTTTGTGTTCCATTGGGTGGCT
CGTGCTTTTGTTTTGAAGCACTGAATTCTTTGTATTGTGTTTTACTG
>CL11584Contig1
ATCAAGATGAAAGCCGCTTCACTGTTGCCAGTCCTGGTCCTCTTCCTGGCTCCAGTGTTG
ACCAGCTCGGGCCTCATCCTTCCTCTGGACTGCAGCGACATCTACAACCCATAACACCAG
CCAACCCAGTGGCGTTTACACCATCTATCCCATCGGAGCCACATCTGCTGTCCAGGTGTA
CTGTGACATGGTATCACTTGGAGGACGGTGGACGGTGTTCCAGAGCAGAGTAGATGGTTC
TGTGAACTTCTACAGACCCTGGGATCACTATAAGACAGGCTTTGGTTCCGCTGCGACAGA
GTTCTGGCTCGGTCTGGAGAATATTTTTAACCTCTGTTTGAGGAAGAAATATGAGCTTCT
GGTCATCGTGGAGGACTTTGAAGGAAACTCGGCATATGCGTCCTATTCGTCATTCTTTGT
GGGCCCAGAGGCTGATGGATACAGACTCCAGGTGACGGGTTTCACTGAGGGAAATGCAGA
TGCAGGAGACGCTCTGAGCGTTCACAACGGACACATGTTTTCCACCTTCGACAAAGACCA
GGACGGCTCTCAGGTCAACTGTGCCAGATTATATTTAGGGGCGTTCTGGTACGGGGACTG
TCAAAACGCAAACCCTAACGGGGTTTATTCTTGGGGGGCCGAAGGCTCAATTCATGGTGT
TGGAGTGGAGTGGTCCGAATGGAAGGGCTCTAATTACTCTCTGAAGAGCATCAGCATGAT
GATCCGTCCTGTGCAGTGAATCCGTGCAGCTTGGTCTTTTCTGTGGATCACAGATTCAAT
AAATCAGAAAC
>CL11585Contig1
CGAGGGGTCATCTAAGATAGCACAAGGGTTAAACTGAACATCCGTCACAGAGCATGCCTG
GTTACTATGGGAACTGGGGGGGTCTTGAGAATTGATCTGCACACATAAGTTACGTGTATG
CAAAAAAAACATGTCCTATGGTTGCTATGGACAGTTAGTGGGATCCAGCAACCTTGTGAC
CCCCAAAGGAATTAAGCAAGCTCAGGAGATAGATGGATGAAGGGACAGATGGACGGACTA
TAGAAGTACAGTATTCTGCACAGCTGACCGGTATGTTTGCATCAATTAAGACACGGAGTC
CAACGTTTCAAAACAGCTCCTTGATTCTTTATTAGCAGTAAAGTACCAACCTCTCCATGT
GAGCAGCCTCTTCCAGGATTTTACAGTTTTATTGCAACACATTCAGTTCTGCAATTCCGC
TTTTATAAATAGAAAAACAAAATTTGAGGCGACTTTTTTTGACAAACAGAAACAAAAGTC
TTAACAATCTGCCAAATGACATATTTGAGGCTCACAATTCACCCCAAATCCTGAAGGGGC
AGAAATAAAAACGCACAGCTGTCAAGGATGACCTTTTTAAAAAAAAAAAGGCTTCAGGAG
TCACAGTCACTAACAATAAAGAGAGATCGGTTAGAAAGCTAAATACTGGTTGTAGTTACA
CACTACGTGACAAAGCTATGAGGAAGACCAGGTTCCTTGATAAAGGTCGCTACTTTTCAG
TCACGTTTGGAAAAAGGCAACAGACTCAGTCACCAGAGT
>CL11586Contig1
CGGCACGAGGAGATGCCTCATGTCATGGAGGTGAACAGTTTATTCATTGACACCAATAGT
CTCCAACCCTGGTTCTTGAGAGTTCATGCCCGGCTTGTTTGTCAGCCACCCTTACTTAGA
TTTCTTGTGAATAAGTCAGGTGCTTCTCACTATACCTTCATGTATCCCTCCNAGGGGAGA
TATGGAAAAAAGTGTCTTCCGATTTAGATGTTACTACCGCTTGATTGCGTCATCAATAGT
CGGCAGTCATCTATGTTAGCATACAGCTGCCAGTGCTTGGAAAATTCACAACAACTTTGG
TTTTATAACTTTAAAAAGTTATGCAAAAACAAAAACGCAATACTTGCATTTAAAGGTAAA
AAACATCTGTGCTTCAGAGCACACCCACATGAAGAAATATGTTTCTCCTCCCTCCCGGTG
GAGAGATTGCCAGCCTTAAGTTTCCATGGCTTTCTTTTAAAAAACACTGTCAGACACTGC
TATAGTTTCAAATACTTTTGCAATTGGAGCAATAGGGAGAAGCTGCAGGGGTAGGGAAGC
AATTCACATTCCCTCAAAAAGCACCTAAACCAAGGTATTCTGCAGCTATTTGGGGCAGGG
TTTGCTTAAAAACTTTCAGGACAAAGACCGCTGCAGGACCAGGGTTGGAGATCACAGTTT
CTTAATAGTTGATGCTGGTTTAAAATGGCTTGGGTTCCTTGTCTCACTCAAATAACCTCA
TAGTTAAGGGGAAAATCCATTGTAAAAAACCACTAGTGGTGGAATCTGACTGAATTATTT
AGATCTGTTATAGGTTTAACAGGAAAACCACTGGAGATGAAACCAAAGAACTGTGTAAAG
GGCAATAGAAGAATCTCTCTAGGTTCAAATGAAGAATGC
>CL11587Contig1
TTTTTTTNNNAAAAATAAAATTGGTTTTAATGTAATGCACCATCATATAATTACAACCAT
CCAGATTCATATAGACTTACAGAACAAAAACAGTCAAGACAAAACTTTAATTTCCTAGGT
AATTATAAATCAGCTTAGTTCCGAATCTTAGTGAACTTGATGGAAAGACAAAAAACAAAA
CAATCAGGTATTTGACAAAAGGCACTCTTAACATTATGACATCAATGTGTAAATTTTTAC
TTCAAAACATTTTAATAAACCAAATCTGTCTTTTTTCTGCTTTCATCCACCTACAATTTA
ATTAACCACTAATTTCTTTATGAAATCTTAAGTGCTGCAGGAGTTTACAAATACTGGACA
GAAACCGGAATACAGGCACCTGTAATATGAAAACGTCCAACTTTGCCAAATACATCATTT



CTGTTCTTTGCAGAGAAAAACAGGTGGGAAATTTTGACCGGCTGTTGTAACACCCTC
>CL11588Contig1
GAGAAAGACCAACGTTTCTGTTCTACTTGAAGATCTCAGGAGTCAAACGTTCTTCTACTT
CATGAATGTATCCACCAAAAGACCAAACTGTTGCTGAATGACTTTTATGTTTCTGTGCCT
GTAAACTTTGGATCTGTCTTGTTTGTTTGTCAGAAAAAGTCAGCTTTGAACAACCGAAAG
CTCTAAAAGCAAAGCAGATGGAGAAACCATCGTTTGCTCAAGGGTTGTGGCAATGAAAAC
CCAGCGACGGGCCGACAAAGCGCCCAATGACTGGTTTTAACTAGCACTGCGGGAGTAGGA
AATGAAAATAACGATTTCATGTCAGATGAAGGAATCAACAGCAGTTTTTAGGGATGTATG
CTAATGCTAGCTGCATTAGCGTAGCACTAAAGCACTGCCTATTTAGCATTAGCGGTACAC
ACCAGTGTCAACAAAGTTAAAGAAATCTTAATTCTGCTTTTAATGTTTTTTATGTTCATG
AATACTGTTAATGTTCAGATTAGCACAAAGGACGAACACTGCCTACTGCGCTAGCATTGT
ATTACTGGTTCATTCCCACGTTAGCTGACGTTAAGTTAGCATGCTACTGCTGGTGTTGTT
TGTTTGTTGAACTAAAATAAACAGAAAAAAAAATTGCAGTTTTAAAGTTTTTAACATCTA
CAACCGAGATAACCACGAACAATAAAGATCGCTTTCTTCTTCATCCGACTATCATACAAT
TGCTACGCTACATAGAGGAAATGCTAAATATTCTATATTAATATAAAACTGATTTTCTTG
CATCAAGTTGCTTTGTTAAGATTGGCAATTATATCTTTATTGATAAGTACAAGTTAAAAG
TGGGATGTATGGTGTACTTCATAGTTTATGGTCATGCATACGTCCCAACTAGAAGGAATA
AAATGGTTCAAGAACCGGCGTGTCATGTTTCAGAGAATGATCCTGTCAGCGTGTTCAAAG
TCT
>CL11589Contig1
GTCTGCAGACAGCTGATAATCTTTCAAAAACATATTGGCCTTTTTCTCCCCTACTTTATC
ACCTCATTCTCTGATTTATTGGAACATCTCCAACACTTTTCCTCAGGAGGGCAGCTGTCT
GTCCTGTTGAGCTCCTCCTGCAGTGGAAGTGTCAGGTGTGTGTGGGCACCATGGCGAGCC
TCCTGCGTGTTGTGGCGGTCAGCTGCTCGGGCTCTGTGTTCAGTGGAGTTTCCTGTGTGA
AGGTGCAGGGCAGCCGTCTTATCAAACCGTCCTCCGTGCGCGGTTTTAGGACCCACCAGT
CTCTCTGGCGAAGTGCTACTCCAGGTATTCCATACAAACAGCTGACAGTTGGCGTTCCCA
AAGAAATCTTCCAGAATGAGCGCCGTGTGGCGCTGTCTCCCGCTGGCGTCCAGGCTCTCA
TCAAGCAGGGCTTCAATGTGGTGGTGGAATCTGGAGCTGGAGAGCCTTCCAAATTCCCAG
ATGAACTGTACACTCAGGCCGGAGCAACAATTAAAGACGTAAAAGATGTCCTGTCCTCTG
ATTTATTGGTTAAGGTCCGCGCTCCAACGTTTAACCCTGTGCTGGGCCTTCACGAGGTGG
AGATGATGAAGGATGCAGCCACTTTGGTCAGCTTCGTCTATCCGGCCCAAAACCCAGAAC
TGATGAACATGTTGTCCCAGAAGCAAGCCACCGTTGTAGCCATG
>CL11590Contig1
ACTGGGGTAGGGAGCGGACTAAAATGGAGCTGGAAGACGGAGTTGTGTACCAGGACGACC
CGGGGACATCAGCGATGATGTCTGAGCGGGTGTCGGGCCTGGCCAGCTCCATCTACCGCG
AGTTCGAGCGGCTCATCGGGAAATACGACGAGGACGTGGAGCTGGAGCTTTTGAAAGAGG
ACAACGAGCAGCTCATCACCCAGTACGAGCGCGAGAAAGCGCTGAGGAAGCACGCGGAGG
AGGTGAGGGGAACGGAATTGTGGGAGCGACTTATATAAACAGACGGACGGCGAGAGTCCT
CCGCTGCTCCCTGCCTCCGCTCCGGCATCCCTGAGCGGGGAATTAACCTGCACATGTGGC
CTGGCAGCATCCAGGTGTGGGGGGTCTCTGGATGTAAACAAGCCTCTAGGGCTAGCATGA
CGGCCTTTTAGCTGTGTTTTCTGCAACTATGGCCAGTGAAAACACTGACTTCCACTCAGA
CACACCCTGAAAACTTGATTTCGAATTGAAGTTTCAATCTATGGGAGCCCCAAAGCACCA
AAAAGAGAAGTCACGTTTATTTTTATTTCTCATAAGAAGCTGCAGTTTTAGTGACTCAGC
ATTTTGGACCTAGCAGATCAAGAAAATGTGGAAGTAAGAGAGCAAATGTGCCTGATGAAT
GTGTTATCCCAATGATCTGAGCACAGCTTTGTTCAAATGTTAGTAGTTACAGTGGAATAA
ATAGAAAATAAACACATTGACCCCCAATCTTTGCTTGACCCCCTCCATCATGCAAAATTT
TATGCAGCTTTAGCTGCCTGCTGATGCCTTTTCTAAGTGTTAAGGTAATGCAAGTTCACA
CATGTATGCAGAGGCGGTTTTTGATATGGGCGATGTGGGCGGTCGCCCAGGGCGGCACTT
CATACGGGGCGGCATTTGCGTTACACCTAATGTGCTACATACTATATTCAAAGAGGAAGC
TTGGAGCTTTTAAATTGAAATTGCTTCAGCAGCCGACACTTAATGCTTTTAATTGACACA
TCAGACTCTAAGAATT
>CL11591Contig1
GTGAGTGTGCATATAGCCTATTGAAGGGGGGAAATAGCGGGAAAAACGTAATTCGTTTGT
TTTGTTGTTATAGTTTATTTTTATTTGCATGCTTTTAAATGCGGCGTTTTCTAAAGACAT
ACAATTTTATCAAATTAAATTATATATTAAGTGCAAAACGTACAATAAGATTATATGTCT
ACCTTCTGACGTCCCTGTGCACTCGGAAGTAAACAACCCGCGAACAGATGCAGCTAAGAT
GGCTTTGGAAGTGAAACGATCAGATTAATCTCATGTAAGAAAAACAGTTGTAAGAATCAT
TCTCTATCATTCGCTTTGTTTTCAGTTAACTAAAAGTACTTTAAAAGTATAAATTAGTTA
GAAGTCGGGGGGCAAAATGAGCAACATTTACATTCAAGAACCTCCGACGAATGGAAAGGT
TCTGTTAAAAACATCAGCAGGAGAAATTGACATTGAGCTGTGGTCCAAAGAGGCTCCCAA
AGCCTCCAGGAACTTTGTGCAGCTCTGCATGGAAGGTTACTACGATGGCACCATTTTCCA
CAGAGTGGTCCAGGACTTCATCATTCAGGGTGGGGATCCTACAGGAACAGGAACCGGGGG
AGAGTCCGTGTACGGCCGTCCGTTCAAGGACGAGTTTCACTCAAGACTGCGCTTCATTCG
GAGAGGCCTGGTTGCTATGGCGAACGCTGGGCCACACGATAATGGGAGTCAGTTTTTTTT



CACGTTGGCGCGTGCGGATGAACTCAACAATAAACACACCATATTTGGAAAGGTCACTGG
AGATACGGTCTATAACTTGCTCAGATTGGCTCAGGTTGAATGCGACAAAGATGAACGACC
TCTGAGGCCTCATAAGATCAGATGTGCTGAGGTTCTGCACAATCCCTTTGATGACATTGT
TCCTCGAGAAACGAAGAAAAGCAAAAAGGATAAA
>CL11592Contig1
TTATTTTATTNAGAGNCTGCACCCCCCCCCCCTCCAATGAAAGAACCCCCAAGCCNTTTT
NTTTAAATCTGAAATAAAAACACTCAGATCAAAGACAGACCCCCCACCCCCCACACACAC
ATACACACACAGACATGCAACAATTTTAAAATCTAAACAGGGATTTCGGGGGGGGGGGGG
GGGGGGGGNNNCCCCNNTTTTNGGNAAAANGG
>CL11593Contig1
TTTTGTTTATTTAAAAACAATTCTGACAACAGCGTTGCTGAATAACACATACAAAAAATG
TTATTTTGTGCTTGATATGCAAAATACACAAAAAGGCATCTGGATGGAACAAAACAAAAT
AAGCCAACATTATTTTAAATATTAGTGCATTAAGAATTTAACAGCTGCTCCAGTTCTTCA
GGCACAGCGACATTAAAAATAATTCAAGTTACAGTAAAAAAATACTACAGGGTGGGTTAC
TTAGGAGATGCCCCGTTTGGAACCACAGACTTTGAAAAAGGCTGCATTTTAAGTGTTGAT
TTTCAGTAGAGACAAACAAGCAAGAATGTGAAAAGCTGGAATGATACCTGTTAGTCTTCA
TTTAGTTTGCTAAATATTTTCATCATTATTATCACGATCTTTGCTATAAATATGTTAAGG
CTTTCCCCCCGCCTTTCCACACTGCTACAAGGATTGACCCTTCAGTAATTTTCATTTTAG
CAACGATCTCATCCTTCATTAAGTTCTGCACTGTTGGCTTCATTCTGGCTCAGTTAATAC
AGGAATGTCAATTTCTATCGCTGACATTCGCGAGCGGGTGGAGTAACGGTGGCCTGCGTA
GCTTGGGGCATAAACCTGAGAGGGGGCGTAACTCTGAGAGGGGGCGTAAATCTGCGAGGG
CGCATAACTCTGCGAGGGGGCGTAGTTGTAGGCTTGAGCGCCCCCCACTTCTGCTCCGTA
GTTATCTGCTGCAGGGTGCTGAGCCACGTACACCTGAGGTGGAGCAGGGGCCACTACAGT
TTGCACGTAGCCCTGTGGGGGCCCTAGAGGCTGANCG
>CL11594Contig1
GCGCTCGCGGCCGCCGCGTCCGTCTGTTGTTGTTTGTATTTGTGGGTTCGGTTCCGGCGG
TCCGCGCGAGGGTTCGGGAGGAACCTGTGCGCTAAAATAATGGCCCGAACAGAGAAGCCG
CTGTTCCGAATCGCATACACACCTGTACACCGCAAACCAGACTCGGCTACATGTACTACA
AGAGGCAGATGAGGAAGGCCAGGCAGAACTACCCTGCTGGACATTCCTCCGCGTGCCCTG
CGGAGTTTAACGGTATCAAGATCATTCCTATCCCAGTTCTGTCCGACAACTACAGCTACC
TGATAGTGGACACGACCTCCAGCGTTGCAGTTGTTGTGGACCCTGCAGACCCTCAACTTG
TCCAGGCAGTCCTTGAAGATCAGGGAGCGATGCTGGAAGCTATCTTGTGCACACACAAGC
ACTGGGACCACAGCGGCGGGAACAAGGGACTGAAGCGGCTCCACAGCGCGTGCCCGGTGT
ACGGGAGCGCCGTGGACAACATTCCCGGCCTCACCCACCCCCTCTCTGACAAAGACTCGG
TAAAAGTCGGTCGGATGCACTTTAAAGCTCTTTTCACTCCGGGTCACACGGTCGGTCACA
TGATCTACCTCCTGGATGGCCAAGCGGTGGGGCGCGCCCTCAAGCCTGTTCTCCGGAGAC
CTGGTCTTCCTCTCTGGATGTGG
>CL11595Contig1
TTCGGCACGAGGGTTTCTCAGCCTTCAGACATTTCATTTCCTCCCAGACGTTTTTCTACC
AACTATTTAGATTGAAATGGAATAACGTCTGACTTTAAGGAACCAAAATGTCATTTTATT
TAGTCAAACCAAACCATAGTCCCGTACCCTCTGGTCACAGTTTCTTCTGCACATTTGACT
CCGTGGTGGTGAGGTGTTTGCCAGCAGAAGGACTGAACAGCAGTATTTTCGGGTGATGCT
GGGACAGGTGACGGACCGTCGGACCGCTCAGGTGTGCTCCTGTTCTCACAGGAAGTCGCA
TTGATCCAATCGCTCAGGATAAGTCCCGGTGAGACTGCAGGCTTTGCAGAATGTTTTGGA
AACGTAGTTTCGGGGCGGAGTTTAGCATCCTTTTGTAAGTTTTGTATAACCTTAGCGTTT
ATAAGCTTTATGATTTGTCTTTTAAAGTAAGCTGACGTGTCAGAAAACCACTGGAAAGGT
TCTGCTGGTGGTCACTTCTAAACTCATTGAGTTATTTTTTTAAAGGGATGTTTTGTTGAT
GAGCAGACGCTCTGGTTCTGACCCGTCAGTGCGCTGGTTCTGTTCCCGCTCGTCCTGCTT
CTATCAGGCTTTTGGAGCCAAAGAACACGAGACGTCTTTGCGGTTTTCTCCGTACATTTT
TATGCCTTTTTTTTTGGAAGAAGACGTCACGTGTGAAG
>CL11596Contig1
GGGGGAAAAAANTCCAAANTTNGNNAACCNAAAANCCAAATTAANTCACNTTTTTTTTTT
TTTNACATTTTTAAAGTTTCTCTAGTTTAAAAATGTTTAGTGCTGAGGCTTTTATTGCAG
TTTTGACATCTGTTGCATAACTTTTTTGAAAGCTGAAGCATAGACGGTCAGTTTTTACCT
AAAGCTTTGCACAAATCTACNGCCTGATGGGGGGAAAACAGAAAAAATGTCAGCTTTCTT
TACCAACATGCTTATTTTCTTCATACATTCATGTGTTTACCTACTTACCAAATGTTCAGC
CTTA
>CL11597Contig1
AACGTGCGCGCGTCTGGCGTCTGAGGCGGTTGGTATGTGGGAGTTGGTGAAATGCGATTC
GAGGTGACTTGGGGGAAAGCACGCGACGAAAAGATGATTCTGGGAGCTCTTCTAGACACC
AGAAGGGCCGTTGCGACCGCTGCGAGCCAGCTTTACCGAGCCGCTGCGCAAGGGCTCCGG
GAGGCCTCGGCCTGCCTTCAGCAGGGAGCCCAAACCTGGGCAGGCGGGGGTTTCGGGTTG
CTGGCTGGGGGAGGGGACGGGGTGGAGCCTGAGCTTGGCGGCGGGGTCTGTGGCCGCAGC
CCTGCTCCCCCAGTGTTCTTAGTTCAAAACCCGGATCGAATCGTACCATTTGTCTCAGGA



CTGGGATGCAATCAGGAAATCCCTTAGCTGGGTACCCATTGGAATGCTTATTAAACGTTC
ACCTCTCGTTTTTTGCTGGCTGCAAAGTTCATTATCTTAGAAATCATCAGCTCCCGGGAG
TTCCCGTCGTGGCTCAGTGGTTAGCGAATCCGACTAGGACCTATGAGATTGCGGGTTCGA
TCCCTGGCCTTGCTCAGTGGGTTAAGGATCTGGTGTTGCCGTGACCTGTGGTGTAGATGG
CAGACGCGGCTCGGATCCCGTGTGCCTGTGTACTGTGGTATAAGCCAGCGGCTACAGCTC
CGGTTAGACCCGTAGCCTGGGAATCTCCA
>CL11598Contig1
GAGGGCTTCCTCGTCCGCTCGAGGTCCCGGGAAGGCGTGGTGGTACAGGTGTCTGTGATT
GGCCGCCACGTTGTAGAGCTTGTAGAGCGCCTGTGAACACAGAGGGAGGGGCCGGATCGT
TATTCGAACCCAAATGGACCCGACTGCACAAAGTTTTTATGGATCACGGAAACAGAATCA
GAACTTCTGATGAACCGGCGAGTTCAGCAGCTGGAAGATCCGGAGCAGAAAGTTTCTCCA
TCATCCTCTCACGGAGAACACTGGACAGAGGAGAACCTTCACAGGAACCAAAGAGGGTCC
AAGAACAGGAGGAGGACTCGACAGACCTCTTTGGACTCAGTTCAGGTCAAAGGTCACGAC
CCAACAGTCAGAAAGAGACTTTAGGACAAACGTGGATCCATGAGAGACGCTGCTGAGGAA
CAGGAACATCTGGAGGATCCACTGGACCTCTGGACTGATGTTCTGATCAGACACAAGAAC
ATCTGGACTCACTTCCAGAGTCAGGCATGGAGGTGGCAGTGTGATGGTGTGGGGCTGAAC
GTCCTCCCTCAGAACAAAGATCTAAACTCAGCATGTTTGATAACCTCCATTTAAATCCAC
ATTTTTTATCACCTCTCCTAAACATTTTCTGTTCCAAATATGCACAAATATATTTGTGTG
TTTCTGCATTACAAATGAATAAAA
>CL11599Contig1
GTCTCTGCTGTGCACCCCCCCCTTGAAGGGATGGGAGCTCTTCTACCTGGGGAGGGGTGG
CCAGGTTACAAGCCTCTGCTTGTTGCCCCCCTGGAAGGGGCCGGCGCAACAGCCCAAGAG
TGGCACTTCTGCCTGGGGAGGGCGGCCTCAACTTTGGCCCAGAAAAGCTTTTCGTCATTG
GGGTGGAAGTCTTTGTAGTGGCCCCCCCCTTGAAGAACCAGGTTCAGCAGGCCGTATGGG
CTCCTCTGCCTGGGGAGGGCAGCTTCCACTGTGGCCAAACACACGCTCAGGCCGAAAATA
GCTTTTCTCGATTGGGACGGAAGCCTCTTTTGTGGTCCCCCCTGGAAAAACCAGGCGCAG
CTGGACGAGATGGGCTAATCTGCCTGGGGTGGGTGACCCCCACAAGCCGCAACCAAGAAT
AGCTCTTCTTCTTCACTGGGAAGGTCTCTGGGCTTGAGCAATGCACCTGCAGGCTGGAGT
GGCCCTCCGTTGGACAGCCGGCGTGAAGCCGGGGCCAGCGGTGGCTCTCCGAGGGCAGGT
ANAGTGTGCCAGTCGGTCGGTCNCATGTGCGGANGGNTCAGCGCCACAGTGGCACGTCCC
AAGGCAGCTTCTGAGCTTTCAAAGTACGGNCGGAGTGACCCGAGTCGCTCCC
>CL11600Contig1
AAATCTAGAGCTCTGATGGAACACAGAAGTCTTCATGTCCTTCTTTCTCACCTCACCGGT
GAAAGCCTTCCCCCACGACCCGGCTGCACTCCGGACTCCGGTGTTAGATAAAGATGGAGG
AGCAGGGCTGCAGGTCATGGGCTGTGAGTTTAACCTCTAGTCTGTGGCACCAATTACCCC
CGAAGGAGGAACAAGCACCTCTGGTGACCCCGGTAACCTGTGGTCAACCTGTTGCTTCCA
GCCGGATCTCACAGGAGGAACTGCGAGCTGGAGAGTGAAGGCAATCACGGCTGTGAGGGC
GCCGCTTTTGCCCCATCCAGGATGAAAAAGCCAGAGAAGCTGAGTCTGTGCAGCAAACCG
ATCGACTTCATTCCCAGCAATGCCTGTGCTTTTGTTCATGATATGACTCAGTGCAGTTTG
CTGGACTAAAGTTCACAGAAAACGGAAAAAGAACTGATTTTCTTTACACAAAAAAACATA
AAAAGTGTTGATGGACTTTTAGATTCATACATTAACCTCCTGTGGGCTGTGGGGCAGCGG
ACAACACCCCTGACTTCAACAGTTTGGTGGTTCCTGCTCATCTCCAGAAGAGCATCTAGC
ATTGAGCTTAAATTGCTGATGTGACGTTGGGCAACAGATGGAATAAAAAACAGGCACAAC
ATTTCCGTGATGACCGTTAAAACACGTCCAGTGGGTTCGATTCTGACATCAGCTCTCATT
CACACGTCCTCTGAAACACACATGTGGTTTTAAAAAGCTGTATAACTACACGAGATTTTA
CTAAAGCCAATAAAACCGAAATTCTATTCTGGACATTTGAATGTTTTTTAGCAATTCTGC
AGACAAAGAAACAGAACAACAGCTGCAGGTTCCAAAGCTCAGCGTCCTTAAATCAGGATG
TTTATTCAGTTTATCGGATTCAAGCGTCGACATTAACTATTACATTTTGCAGAAGTAATC
CACTACCTCAAGATTTTCCATTTTTTGAAGACGTTAGTGTAAACAGTTGCTTACATTTTA
GTTAGCCTTTCTTGGTTATTAGCTTTTTTTTCAGACCATG
>CL11601Contig1
GGGTGAAGTGGTAGAAGTCTGCTCGTCCAGCGCCCTCCTCTCCGAGGATGCCAACGACGA
GAACGCAGAGGTTACCTATTCGGATGAAGGTTCGTGTAAGGTGCATTTCAGCATCGGTAA
GGCCCCTGTTAAGGAGGAATCTGAGAGTCGCTCTTCACCCAAAGTCAGTCGCAAAACCTC
CAGTCGTCACACGCGCCCCAAGAAGGAAAAATCTGGGCCTCTCTTTAAAACTGACAGCAC
TTCAAAGGTTACAGAACCCGCAAAACAGGCTATGTCACCCTCTGTGGCAGAGTGTGCTCG
CTCCGTCTTTGCTGCTTTCCTGTGGCATGAAGGAATTGTCCACGATGCCATGGCCTGCTC
CTCATTCCTTAAGTTCAACCCAGACCTCACCAAAGAGCACGCTCCCATCCGCAGCTCCAT
GGGAGGACAGGGAGCCGAGGAGAAGGAGAGCAAGCTGAAGAACCGCCACTCGTTAGAGAT
TTCCTCCGCACTCAACATGTTCAACATCGCTCCACATGGTCCAGACATCTCAAAGATGGG
CAGCATCAATAAAAATAAAGTCCTATCCATGCTGAAGGAACCCCCACTGCCAGAAAAGTG
CGAGGATGGAAAACTGGACGCAGCTCCCTACGAGATGACCTCCCACAACTCTATAAGGAC
AAAATCGATCCTGCCCCTAACGTTGCAGCATTTAGTAGCATTCTGGGAGGACATTTCAAT
GGCCACAATCAAGGCAGCAACCCAGAACATGATATTCCCCAGCCCAGGCTCCAGCGCCAT



CCTTAAAAAGAAGGAGCACGAAAAGGACA
>CL11602Contig1
CTTAATCACTCCTGGGTGGAGGCTGTATGTCGTTACTCCAGTTCCTTCCAACCTCTTGGC
CAACTCTCTTGTAAACAAGACATTGGCTAGTTTGCTTTGACGGTAGCTTTTCCAAGGATG
GTAATCTTTCTCCAAATTGATGTCGTCAAAATAAATTTCACCTTTTTCGTGTGCTAAGCT
GGAGACATTAACTATGCGACTCGGAGTCGACTTCTTCAAAAGATCCAACAAACAGTTTGT
CAACAGGAAGTGGCCAAGATGGTTCACGCCAAACTGCATCTCGAATCCATCCTCAGTCTT
CCACTGTGGACAGCTCATGATGCCTGCATTGTTGATGAGAATATCCAGTCGCTCTTCACT
TGCAAGAACTTCTTTGGAAAGATGTCTCACTGACTCCAGAGATGCCAAGTCCAACTTTTT
AACAATGACATTTCCATTTCCGCTCCTCTTTCTCACATCTTCAGCAGCTTTGTTGGCTCT
CTCCATGTCTCTGCAGGCCATGATGACCCTCGCACCTCTTTGAGCCAGATCGACTGCAGT
TTCTTTTCCGATTCCGGTGTTGGCACCTGTTATGAGGACTGTTTTCCCATCCAGTCTGAC
TTTGCTGCAACAAACCCCCCCTGCCATCCATCTCTTAAAGGCAAAAAGGCCCACTCCTGT
CAGAGTGACCACAGCAATAGTTGTCGGATACTGGAGTAAAAGCGATTTCTCCATCGCTAG
CGTCTGCTGTGAAATTTAATTACTGCTCTGCTTCTGTTAAAAGCAAAGAAGTCCGTTCAA
ACTGCTTCAGGCTCCAAATGATAAGAACAGGGAACGAGATAAACAAGAAAAACCTTAGAT
AACCCTGCCCATCAGCCCGAGTTAGGGTCCCCCGGCCATAATGCCCGGGTTA
>CL11603Contig1
GATTTACGAGGTCAATATGTTTTGGATGAAAAATCTTCTCAGCGCTTCTGTTGTAATCAT
GCAAGTGCATGTGCATCCTGTGCCCTGTTCATTTCCAAAGCTGTTTTTATCTGCTTCGTC
TTTAAAGATTTTTGCAGAAAATTTGCAATTTGGTCCAAAGTAGCCCGCAAACACCGTCTT
AAAAAAACAGCCTTACTACTTTCAAAATCCCCCTCCCTGCTACCTCTGCAAATCACTGCC
GGTTAACATGTCCCCCTACTGTTGTTACCATTTTAGTGATGCAGTTCCTGCAAAAGGTGC
CACTGAGTGTTCGATTTTCAAGCTGTATATTTGTATATTGAAACTTCATTTTCCCACTTA
TCACCACTTTAATGGATATTTTTCCCTGTCTTTGTTAAAATGTGAAGACCAAGTGGCCTA
AAGTTCAAAATTCTTACTAATCATTTATGAACCATTCCATCTGACACCATCAGGGACTCT
GTGGATGCAGAATAGTTTGGATCCAAGTCCTCTGACATAATGAGAGTCAAAAAAAAACCA
ACGGATTCTTACTATCTCTAAAGGTGGGGGAGTCACTTAANAAGCTGCTGTGAGGCTGCG
TTGCCAAGTGTTGCCTTTCTTACCCACCCATGCCATTGTGTACTTTGGCCAAATTTGCCT
TTAAAGTCATATTTCTAGCATTTTAGCATGTTTTTTTTAGAAATATATAGAAAAAATATA
TATATTTGTGCCGGTCACTCAAGTCAGGATCAATTGTAATAAATCTATATAGACTGACTT
TAAAAGGTAAAGAGCTGTACTAAGTAAATTATATCGCTACATTTTTCAAATAATTGAATC
TATGCATTGTATTCTTTAACTTTATGTTGCTACTGTTATATTTTCTTCTTTTTCTTGAAC
TTTAAACTGATATTTTATTGTAAGATAGCGCTGTAAGATGTTATTGTGTTGTTGTCGTCG
AAACTCAATGTTTAAAAGGTTATATGGGGGGGAAAATGAAGTTTATTTAGAAAATAGTTG
ATGCAGTGATTGATATGCTAAGCTTTTGTTAACTGACAAATGTGGTTTTTATTGTATTCT
GCTATGGTTTTTAGAAAAACAGCATCAAAAAGTAAATTAGTAAAAAAAAATAAAAAGCCT
TTTTAAATGAAACAATATTTATTCATCCGAGAAGTCCTGAGAGGTGCAGATTTTGGACCA
ATTTAGATATTGCACTTTTGCTTACATTTTATAACAAAGGGCTCCTCGTAAAATGAGGAA
GAATTCCAATTGCATATTTTAGAATACAAATCTGTTACATTTATCTTATACAGAAGTAAA
ATGTAGTTGTGTTGTGTGATTTGCAATCATTAAGAAATCTGTAAATGTTCAATATAAGTT
TTAACCCNAATAAAT
>CL11604Contig1
ATCTGCGATGTGATCAGAAGCAAATATTCCCCCAACTCGTGCTTTTTACTGTATATGTGA
AACGTGAAAAAATGAATGATTCCAGCAACAATGAAACGGAACATTTCTGGCACTTGGATA
GCAATGATCTGCATACGATGGAACATTAGTACTAAGAGCCTCTTGGATGAAACTCGCTGT
ACGGATCTGTGGCTATGTAATATAATCTCACAACACTAGATTTCATTTATTTTGGTTTGG
TTTTCTCTTAGTTTTGATCTCGTTTTCTGAATGCACTGGAGATTTTACTTTACGATAATT
TATTTGACTGCAAAACCTCCTGCAGCGGTTTCCTACGCAGTACGATTTGTAATTAAACTA
GAAAGTGAAGGGTTAAATTATTCCAATTTTTTTTATGTTAAGTTTTTAACTGATCGACGT
TAACTGGACTTCTTGAACTGGAAGATAAAAACAGTAAACTGATGCTAGCTGCTTTTGAGT
CACTTTCTTTTTTTTCATTTTAGTTTTCACTCTTGTGTACAAAATCAAAAGTTAATAATA
TATTTAACTTTTTTTTTTTCCTTTGTTCACAGGGAAGATGAAATGTATAGAGAAAATGAC
AAATGTTTGCTGTGCTTTCAGTACGAATGGGATGCATTCCTGCTCACGGATGTAGAAAAC
AAAATGTATATGTAAAAGCAATGTAAAGTTTTCTATGTTGCGACAGATTATGTACAACTT
TCTGTACAATACTTCATCTGGCATTCTAATCAGGTTCTAGGTCAA
>CL11605Contig1
GGACGGAGGGGAGAGAGAAAAACACCCCTAAACAATGAGTTTCATCCCGCTTTGGGAGAT
TTAACTGTGACCTGAAGAGGAATAAGACAGTTTACAGACATGGCGAGCACAGGGATTTGC
TGTGCCAACCTCAAAGACAATAAAGCCTTGATGAAGATGGGGCTGGCCCTTGTGCTGGTG
GGCCATGTCAACTTTCTTCTTGGGGGACTGGTTCATGGTGCTGTCCTCAGACAGATCAAT
GTTCACAAACAAGCCCGAACGCTGTTGTACGTCGTCTCTAATGTCATTGCCATTGCAGCA
GGACTGGTGGGAATCATAAGTGGGATAACGGCTATTGTGCTGTCCAAAAACAAGAGAAAC
AGGACTGTGATGTGGGTTCTGCTGTTCTTCAGCTTCCTGGCGGGTTTACTAGGATTTGCC



TCTGCCTTAGGCTTGTCCATTTCCTTCCTCAAATCCATTCTTTTGGATGGAAGAAACTTG
CTGACCCACTGCATCTTCTCTAATTTAACCTCTTCCAGCATTACAGACCAGTGCCCCTTT
GATCCCACACGTGTCTGGGAAACCACTATTGGCTTGTGGGGGCCGCTCATCGTCATGACT
ACGGTGCAAATGGTGTTCTCCTTCCGCTCCTTTGCTGTCTGCGCTTCATTCCTATACTTG
TGCCCGTGCAGAAAAAGGGCTCGCAATGCGAGGAGGGTACGGATTGCGACACCACTACCA
GCCTCACCCTCACCAGCAAATGAAAACGATGAAGAGGAGCCAACAGTGCATAATGAACTG
CTGTCAACACCGTAGTGGAGCAAAGTCGACCTCATAGTCCTACATTAGACACAACTGACT
CCAAGACAGATTTGTGTTAAAGTCCTAAAATTGTTTTTGGATTATGTCATTTTAAAATAT
CTGTTACTTTTCTAAAATAATATGAAAGATTTTTATTTTGGTTGTAAAACTGTTACTAAT
GGAAACAAGTTAGAAGAAACCAAGTTAACTTTAATATTGGTTCGTTTAGAAGT
>CL11606Contig1
AGCATTATTAACTATTTAAATGAGTTTAAGGTTTTCAGTTTATTGAATTATTAATAGTAA
AATATATCTAAAGGCTTCTTCCACAATAATCACTTGTTTTTAGGACTTATTTTACTCAGG
GAAGTCTAACTAAAAGGCTATTGGTCATTCTGTGAATTACTTTTAATGTTTTGCTGCTTT
GTTTTTTGTGTAGGATGAGCCTAAAAATTTGTTTTTTTCCCTATATAGAGGTATATTTTC
TGTACATCTATTGTACTTTGTGTAAAATGTCTCATCCTGAAATGAAATCTCAAGGCAAGG
CTTCCCATCATCAATGCCTACAGCGCCATCTTTTGAGAGAAAAATGTAAGTATGGCTTTG
ACCCACTTTCCCTAAATAGTGATATAAATTATGAGCTATATTTTTTCCTTACACATTTCT
ACAACTTCATATCTTGAAAAAATAAAACAAAATAAAATGCTCATCCTAAATATGTAGATT
TTTTTTACTTTAGTATTCTATAATCCAGTGAAGGGGTTTGAGGCTTCATTATAAAGGTCA
GCAAAACGGTGATCTCTGTTCAAGTCACCTGATGATAGAACTCTTGTAAGTTACATTCGT
AATAGGAACTAATAATAAGTAAAACTGAGACTCCAATTCAGTCACGCTTTCAGAAAAATA
TGTAAAAACTGCATTTTATTTTTTACTGAATCCATCAGATGTACCTCAAAGGGGAATCC
>CL11607Contig1
CGGCACGAGGGGCAAACTCACCGTGTGCAGCTCCTCCAGTAATGTTGTGATTCCAGAGAA
AAAGCCTCATCCAACCAAACTGGAGATGGCGCTGGACTATGAGGGTGGAACCCTGACGTT
CCACAGCATCAAAGGCAGCAGAGAGCACATCTACACCTTCAAAGCTGTGTTCAAAGAACC
CGTTTTCCCAGCATTCAGCATTCATTCAAGCAACCCAGACTCCTGGATCACGCTTCATAA
TGGAATGTAGAATGACTGTTCACTATCAACTTTACAGAACATTTTGGAGATCCACAAGCC
AAGGCATTCCTTTAACACGAAAGCTTTGTTCTTTTTTTTGTTTATNAAAGACACAAACTA
TCATTTATGGTGTATCANATGTTTTAAATTCCTAAATGTTAATTTAAATCTGGTAATGAC
AAAAGTATTGACTTATTGATGGGGAGGAATTACTGAGAAACAATAATTCTAAATATATTT
ACACTTATGAGCAAAAAACAACTAATACAATAAAACATGTTTACAGTTTTTTCTTTTTTT
TACATTTCTGTTAAAACAATTAAATAGAAAGTACATAGACACTGGCTGATTCACCTTTTT
TGGTAAAGAGGTCTTAGTTTTGTCTCCTATTTTCTTTTTTTTCCAAACTATAGTAAAACG
TGTGCACCTGCACCAGTTGTCAATGTCATTGTGCAAAGTTAACCCGGTGAACCACCATGG
AAAGAAGAATTATAGACATGTTTTGTGTTTGGGGGTTAAATAAACTTTGAACAGAATGTT
TGCTGTCTGTTGGCAAACGTTTGACTCATCGTTACCATAAAGATTTATTATTTTTATTTA
CTTTTAAAGGTACTTTTAATTAAATTGTATAAAATGCAGCATATGGTGTAAGCGTTGCCA
AATCTGATGATAACCCCCTAAATTTACTAAAGTATTTTGCAAGTATTGCAACTTTTAAAT
TTTTAAGAAATGTTTAAAAAATTTGCTGCTTCACTTAAAATAAATAAAT
>CL11608Contig1
TCGGCACGAGGCATGATTATCCTGGAGAAGAGCGAGTTCTCTGCTCTGCTGGCAGAGAAC
GAGAAACTAAAGATCCAGTTGTTAGAACTCAATGAGCAACTTGCTGATGTGATCAAAAAG
GTTCACTCTGACAATATGTTGGACATGAATTTAGAGAAAAGCCGAGTAAAAGAACTAAAA
GCAGAGCACGACAAGCAGCTTTTAGAGACTCGGACTGAGATCATGGAAATGACAGCAGAG
CAGGACCGCCATTTCACTGAGACAAACATGAAAATTGACACTGAAGTTGCTGGTCTGAAA
ACCATGCTGGAGTCTCACAAACGGGATACAATCAAATATCTTGCAGGTTCAGTATTCACG
GGTCTCACTGTGGTCTTGGGTTTCTACAGAGTTTGGATGTAAAAGTGTCCTGTGTAACTT
TTTTATGACCTTTTCTTTGAAACCTTCAAGTTCAAAAGTATTCAGAGTAAATTTTGTTTT
TTTTTCCTCAAAGGGTTATAGCAGCTGCCTAAAGGCCAAAATTAAATAAAACGTTAGGCA
GGTTTTAAATATATTTTGCTATCTTTTACAAACATAAGTGCTATGCATTGCTTATCAGTA
AAAACAAACTTTTATTTGATAATTTTTCAATATTTTGACATGTTTATAGAAGAATCTTTG
CCTTGGGTAAAGCTGTATGAAACTGAAATGGATTAGTTTCTTTACTGCATGAAAAAGAAA
CACATAAACGTAATACTTGAGTATTTTTCCTACATGCTTTCAGAATAGATTTTTACATTT
ATTTGTTTTTTAATTGAATGGAAAAATATTTTGAATCAATAAA
>CL11609Contig1
CACGAGGNACGCGGCTGAGCTCTCCCAGGGNACCCGCATGCAGGCACGACCCTCTGAGCG
CGAGGACCCGCAGCTGGGACGCAGGCGCGCGGGATAAACGCACCTTTGTGCTCGTGCTTG
AAGCAGAAGTTGGCGCGCGCCTCCCGGGGGTGAAAGAGCCGCTCTTTCTTTCTTTGAGGA
CAGAAAGTGAACCGGACCGAGCCGACCCGGACAGTCCGGGCAGTTAGCGGACGCCATGGC
CCCCCTCCTGGAGACTTTTCTCCTGATGCTCCTTTCGCTCCCAGCGAGAACGAGGAACGC
TGATCCAGGCCCGTCCGGGGATAAAGAAGGTCTGGCGGGAGCTCAAAGTGGAGCTGTTCC
TACTGAAGGAACTCAGGGTTACTTCCTGGAGTTCTTGGAGCCAGTCAACAACATCACTCA



CTTCCAGGGCCAGACGGCCACACTGCACTGTAAGGTCGCAGGAAACCCTCGACCGCTCAT
TCAGTGGCTGAAGAACGATGCTCCTGTGGACTTGGATCTGGGCCGCATCACCATCCGTAA
GACTGAGGCGGGATCTAAGCTCCGCATCCAGGAGCTGGACACAACCGACACGGGCTACTA
TCAATGCGTGGCCTCCAACTCATTCAAGGTCATCTCTGCCACAGGCGTGCTCTACGTCAA
ACTGGGACTGATACCCACTCATGG
>CL11610Contig1
GGTTGCCTCCATGTGTTTATGTTCCTCTTCATCCCTCTCTCCGCCCTCCATCATCCTCAG
GCTCACCCGGCCCTCAAAGCCTTCATGTGCGGCTCTCTGAGCGGCACCTGCTCCACGCTG
CTCTTCCAGCCTTTGGATCTGGTCAAGACGCGGCTGCAGACCCTGAAGAACAACGCCAAA
CCGGGAGCACCAAACGTGGGAATGTTCCGAGTTTTCATCACTGTCATAAAAACAGAGAAT
TTCTTCAGTCTGTGGAAAGGAGTTTCACCGTCGTTCGTGCGCTGCATCCCCGGCGTGGGA
ATCTACTTCAAGCACCTTCTACTCGCTGAAGCAGCACTACTTCCTGGACCGAGCGCCCAA
CGCAGGCGAGGCGGTTCTGCTGGGGGCGGGCGCCAGAGCGGTGGCGGGAGTCTGCATGCT
GCCCTTCACCGTCATCAAGACGCGTTTCGAGAGTGGCCGCTACAACTACGAGACGCCCCC
TTCTCCGGCATCTACGTGATGTTTTACAGCCAGGCTAAGAAGGCGCTGCCTCCAGAGGTG
ACGGCAGCGCCCTACGCCCCGCTGGCAAACTTCGGCTGTGGGGTGGTGGCGGGCGTCATG
GCGTCTCTGGTCACGCAGCCGGCAGACGTGGTCAAGACCCACATTCAAGTCAGCCCCTCC
CACTGGAGCACAGCAGATGCAGTTCGCTATGTATTTAAGGAAAACGGCGTGGCGGGGTTC
TTCCGCGGGGCCGTGCCCAGGTCCCTCCGCCGCACGCTGATGGCGGCGATGGCCTGGACC
GTCTACGAGCAGCTGATGGCCCGGATGGGACTGAAGTCCTAGAGGAAAAACACGCGTTTC
CTGTCGAAAGCA
>CL11611Contig1
TATAACNTTTATTGAAGAGTAAAAAAATTNAGGTATGAAATAAAGGAAGCTAATGCTCTT
TTGAAGCTTTCTGTGGAGTCAAACTGTGGAATGGTTTGAATCAACTTTTATTATTGTATT
CTGTTTTTCCCTTTTTGTAAACAAGATCTATAAAATCAAACAGGTTCTCAGCTCTCCACA
GGANAAATGTATTATGTTGTAGCTTTTTTTGTTCCCGTTGCTTCCATCACTAAGTAAACA
TTTATCAACCCTAACTTTGTCCTTTAAATTTATTTTCCAACTTGTAATCTATCANATCAT
TCATGTANATGTTGCTACAATTCTGCCTTGTCCTTGTTTGTTTTCTGTCCATGGCTGGCA
GCACATCTGAATCCCAAGTTATCANATGCAGAGTCAGGAGTGTTTCCCATTCTGGTTGTG
ACCCGAGCCTTGTGATTGGCCGAACCGTCGGCGGTGTCGATCCAGGAGGCGCCGCGCAGC
ACGTACATTTGCTTTGCTGCTAGGAAAACACTGGACGTCCACTCCCATGTGTTGCCCATC
ATGTCATAAAGTCCGTAATTGTTCTGAGGAGGAAACGCTGTGACGGGGGCGAGGCCATGA
TATCCATCCTCTGCTGTGTCACCATCTGGGAACGGTCCCTGCCACAGGTTGGTTCTGTTG
ACCTGGAACTTGTTCCCCCATGGATAAGTCCTACCTTGCAGTCCTCCACGTGCGGCCCAC
TCCCACTCCTCCTCAGTGGGTAGTCTGTGGCCTTTCCACCTACAGAAAGCCTGAGCATCA
TTCCAGCTCACCTGAACCACAGGAAAGTCCAGACGCTCCCGGATGCCTGAACCAGGTCCT
GCAGGCTGTCTCCAGAATACTCTCTCTACTGGCAGCCACCAAGGAGCAGACTCAATCGTC
TGAGTGACTTTGCTCTTTAACTCATCTGACACAAAATCCTGAAACACAAAACTCCAGCCA
AATGTCTCAGCTTCACTTCTATACTTCTGTGATCTCACAAAGTCTCTGAATTGGGCATTT
GTTACCGGATATTTGTCCATCCCAAAAGGTTGTATTTCCACCTCTCTGATGGAGGATTCT
CCATCCCGCCCGTCCGCCGCATTAGTTCCCATCAGCAGTCTACCTCCCGGGATGTTAACC
GTTTCTCCCGCAGCAACGGCTGTTAAAAGGACAGCGGTCAACAAGTGCAACGAAGTCTTT
TCATTCATTCTTCACAGTCGTGATGATTAATTCAAACCCAAAATGCCCCTTTTATAAATG
TATAAGAAATTAGAACAACCACCCAGTCGAATGAGTTGTTTTTGATTCAAAGACGTGGCT
GGCAACCAGAGGCCAA
>CL11612Contig1
AGGCCTCTACGAAGCTTGGCCCGCAGACCGAAAAGAAGCACACCGCTCAGCCCCGAGCAG
ATGCCGGGAAGGCGCGGAGAAAAGGCTCCGGGCGAACTTCGAGGCCTACGACGGCGGAAG
AATGCTGTTTTAGCTCGGGCTGAGCCTGAGCGAGCCAGATGCTGAGGCCGGTGACGGCTA
ATGTTCGTATTCCGGTTCGTGACAACGACCTAACGGCGTTTTCTTACCTGGACAGGTTCC
TGCAGCACTGTCATCCCGCTTTAGGACTCTGTATCTCTGCTCCAGGGACCTCTCTCCTGC
TTTCTTCACGGCTTTCTTCAGCTCTATCTCTGCGAGGAGCCGATGCGGCCGAACATTTGA
ACGTCCGACCGTTACCTTCCGAGTTTTGCCGGAAAACGCCGAGCCCATAGGCCTAGAACA
CACTGCCCTCTAGCGGCAACAGCAATAGCAGGTAGAATAGCTGTTTGACGCCTACTGCTG
GCAAGTCTTGGTATCACTTTTTTAAGTCAGTAGCGGAAAATGTCATCAGCTGTTATGGAG
CAAAATNTGCACCGTGTTTGTTTGTTTGAAGGAAAGATTTTTCATTCGACAAAACAAAAG
TTAAAACACGTTAATGTTAAATACTAAAATATGTCACGAAATAACATTCAATTTTTTTAT
CTTTTACAAAAATATTCTTTTACACTTTTTTAATAATCACCTTAAAGTTTGCATAACTTT
TTTAAATGTATAAATTTGGTGTTGTTTTTTTTTAATTCTTTAATTCAAAACTAAAATTTA
CTGTTTCAAATATTCCTTTTTTGAGTTTTGGATTAGCTGCATTATTTTTTCTGTGAAACT
TAACTTTTCACTTTCAGATCAAATTGTTTAGTGTAGGTCCAAGCGGAAAATGTTAATGAA
AGAGAAATATTGCTTTCATATCTTGTAAAGCATGCTTTCAGCAAGCAGCTGTTTGTAAAT
GAACCTCAATCTCCTGTACACTGAAAAGTTCTATAGGCAGAAGATGGACACCCTGGTGGA
ACATTTTTTGTAATTTTTTTCTTAAT



>CL11613Contig1
TTTTTTTTTTAAGGATTCTGAAATATTTATTACAGCTTATGAAATCACTGCTTCTATTGT
AAAGCAGACCAGAGCATACAGAGCACATCCATGGTTGCTGGGCCGAAAAAAGAATGTCTT
GGCTTTGTGGGAGGGGAAAAAATAAAAAATAAAGGACCAAGAAGGAATAATTGAATGACA
AGAAAGGAAGGTGATTGCTCCAACAGTTTTGGAGTTTTTTTAGAAAAAGTGCTGCAAACG
CCCAGACGACAAATCTCTGCCTTCGCTGTGTGTTACATCCCAGTCGGTTTATTTGTTGGC
AAACAAGTTCCACTGGCACAACAAATATCAGTAATGAGGTCATTCAAATTTAAAAACGGA
TACAAAACAAAGGAATAAATAGGAAGCCAAAAAATAACAAAACACAGCCAACAATAAAAA
CCTATTTGTGCCACTTAAACTCCCTTCTCTCCTCGGTTTTTATTACCGTTTTATTCCTTA
AATAAATAAAGAGGCGTTCTCTTTGCCCCTCAGTGAGTTG
>CL11614Contig1
TTCTGAAACTNTAAACAGGTTTTTGCTGCGGTGGGNAAATTATTGTGGTTATCATCTCAG
ACGAAGGCCGGTCGGTGACCGAACCGGATAGTCAGACGATCCGTTTTGTCTTATGGTGTA
AAAAATTACTCCACGATGAGGAAAAGGAGCTCGGAGAAAAAACGCCATGTGGTCGCTTGG
GTCAATAAAGCCGAGTGGAACCAGGTTCTGGAGAACCTTTACTCCAAAGACGTCTCCCTG
CAGAAGTTCGCCCTGCAGAGGATCTCAGCCTGGAGGGGCAGGTTCGCGCACAGCTCCCCC
GTGGCGGTGGACTGCACCGCAGACCTGGTGAGGTGCCAGGTTCTGGACCGGTCCGGACAG
CTGAGCGGAGACGAGCTGGTTCTGCCGTACGGGGCGTCCCTGGTGAGGTTCGTTAACCTG
ATCACCGAGAGGCAGCAGGGGAAGATCGCGCGCCCACTCCGGCGGCTGGCGGGGAACCTG
AACATCCCAGAGTGGGTCGTGGATCTGCGGCACGATTTCAC
>CL11615Contig1
GGTGGTTGGTCGCCTTCACTTCCTTAGGTCGGTTCGGTTCGGGGTTCTCCGTGGGCTCGC
CGGGGCTCCAAACAGGTGTCGCTGGTCCCGTGTCCGGTCTGCCGTCTCGGGTTCAGTCGG
TACCGGTGAGGTTGAGGGGGGGTTGATCGTCCGCGCTGTAGGTTCTAGATGGATTAACGG
ACCCGCGTGCTCCGGCGGTGGGCTGAGGATTTTGGGACCGCAAGGGAGAACCGGACCACT
GACTGGGTCCCGGATCTGCGACACTAGTGTCACTCAGAATGACAGTAAACGCATCACGTG
GGCGGCACGCGCCGTGTTGTTGAGGAGGTGGTGGTCGACGGTCATGACGTCACGCGTTTG
GATCGTCGCCTGCCTGCCGATGGTTCTTGCAGCTGTCAGCGAGGTTCCCGCCCCCACCAA
CCTCACCCCGACCTTCAGGAACCTGCAGCACCTCCTGACATGGACGGCCTGGACCGGGAA
CCCCCCCAGGAAGCGTCTACAGGGTTACCAAGAGGACAGACCGGGACGTTGAGGCGGCGG
TGCACGGCTGTGAGCGCGTCCAGCCGCCGCTGACCTGCGACCTGACGGCGGCGTTACACA
AACACCCGTTTGACAGCTACAGCATCCGGGTGACGGCGTTGGTGGGGAACAAGGCTTCGC
CGGCCGAAG
>CL11616Contig1
GGGGGATTCAGACCTGTGTAGGACCGTCCTGTGACACTAGACAGATATGTGTCTCACGAC
GCTCCGCCTGCACCTCCTGCTGACCGCCTGCATACTGGCCTCTCCTGCAGGCAGCGGCCT
GTTTGAGTGGCTACGGTCGGCGCCTCTTCCTGCAGCAGCACCACCGTCTCCTCCAGCCCA
CCTTGAAAAGGATGCTCCGCTTGAGATGATGACTGCAGACGAGAAGTTTCTGGCGGAGGC
AAAGCAGATGGAGCACAGTCCGTTGACCAGCTGTCATCACAATGTTGTTGCTCAGCTGAA
GTCGAGCTGTGAAAATCTCTCTGAAGAAAATCTTGCAAAGCTCGGAGTGGCTCTGTTTAA
CTGCCAAGCACAGGCTGAGGGGCGACTGACGTTCCCATGCACAGACGAAATGGGCATCAA
AGAGTGCACGGCAGGCATGGATTCAGACACATGGAATGCATACCTCATTGTAAGCAACCG
AGCGCGCTCTGTTTGTTATGCAACCCGGCAGCAGCTTTTCCGGCGCAGAGCGGAGCAAAC
TGTCAATGCCCTCATCTCCACGGCAACCAGCCAGCTGG
>CL11617Contig1
CTTCGTGATTTTTGAGTGACTAGGATTTTTCTTTTTTTAAACTGAAATACAAAATGCAAC
ATAGACAGTATGTACTTTCATCATTGACACAATAATATCAACATATTTGGCTATGGTTTA
GGTTCTGCAAGCGGGCTAATAAATAACAGTGGAATGTACGAAAGTAACACTCAACCAGCT
CTGAAAGACAAGAAGATCAAAGAAACTCAATCAAAGAAAGGAATCTTTCAAACGTTAAAT
ACAATCTTACGGACAGACGTCCTGTAAACAAACAAAAGCAGAGACATCCATGTTACATTG
GACTGAAGCTGTAAACAAAAGCACTTATGTAGTGTTGAGCAAACATTCAGCCAATGGGAA
CATGTCCATGGGACACAGAGGTAATCAGTGCTTTCAAAGAACCTGATTGAAGGGACGTTC
CTTCTCAACCCTTCGCCTGACCCACATTAATCTAATTCCTGCAGCAAATCCAGCGATAAG
CAACTCCCGTTCCACACAACTCATTCAAGAATTGTAGAAAAAAGAGCAATCATCTGTTCA
AACACTAACCTCATTGAAAGGTCTGGTCTTACAGTTGGATTGCGACTTCTTGCAAGACAA
ACATTTTGCTAAACCCACTTTTTGAAATGATTGTTGCTGTAAACATGACAAAAAGACAGC
AAATCTAAAAACCAAAGATATGGCAGTTTCTTCCCTTTGATGACTTGAAATGCTTCTCCA
GTCCTGAG
>CL11618Contig1
CGAGCACAGCATCGAGTCGGCCTTGGTTGCCTATGCTGGCTGTGAAGTACATCGACTTTT
TAGTCACCCTGCTCAATGACCAGGCCCAGGGCAAGAGCGGCAACTCCACGGAGGAAGGGG
CAGAGGATGAGAGCCCTGCTGTTGGCACGGAGAGCAGCAAACAAAAGTCTCTTTTCCAGA
CCATAACTTCACCAGAAACAGCCCGTGCTGCTGCTGTGACGAACCATAGAGACTCCACAG
ACTCTGTCATTGCCCTGGCTAATTCCCCATCAACCTCCAGTTGCTATGGCGACACAGACA



GTGAGGAAAGCCTCGGGGTCAAGACCTCTATGGTTACCCACAGCATTTTGGGAAAGGTCA
AAAGTCAAATAAGGATGGTGGCATCCACTAATGATGAGCGGTGACACCACTAAGGCAGCA
AGACAAAACGAAAATTGGACTTTGACAGACGACACCAAATGTGTTTGACGAGCCAAAGAG
GCTTCAGTTTTAGTGAAATCAAGCAGTTGAACATTTTGTTTCCTGGTTGTATTTGGTAGT
TTTGGTTTTTATTTTTGTAGTAGTGTACAAATTTACTGTGTGACACTCTGTGCAGCAATG
CAACACCTGACAATGGCTTTGGAGCATTCTGAGCTATGAAAATGCAAAGACCAACTGATT
AAACATTTCAATCAAAAAAAAAA
>CL11619Contig1
CCGTCACGCCACACATGCTGCAGTGCTTCCAGCCAGTTCCACCTTTTTCTGTTGAGCCCT
GCAGACAGCGCTGGAAGAGGTTCTGCTTCTGTGTGTTACGTCTTCACACAGCGCCACATC
CTAAACATCTGAGACTCGGTCTTTGGACTGGAGGCTGCATCTAATGTCAGCTCACTGATT
TCTTCTGATTTAAACTGAATAGAGCGACAAAGAGGACTTTCATGGACAGCTTTCTTTTCA
ATTCTGCTGCTTAACAGGTGAAAGTCAGAAAAAGGTGACTGCATCCCAGCATCAGGACCA
AACCAAGGACATCCTCTCTCTTTCACTGTCCGCCATGCCTCACTCAGCCAATCAGGAGTC
TTGGCCATGCTGGGAAGAAGACAGATACCAAAGTGGTAGAAATCTCAAGTCATTCTAAGA
ATATGGAGCATTTATGGAATCATCACCACGATGCCATTCGTGGTTCTACCTCAAGAGTAA
AATCCTAAAGTCCAATGTGGAACAGGAAGAAAACGCCAAACAAGAGGAAAAAACTCAACA
TGCATCTTTCTGCTTCTCTGTGTTGATTAGAGCAGCAGAGTCAGAATCCAGAATTCTCCT
TTCAGTGGATTCTGACACTGCTGGAGTAAAGCATCATTACATAATCAGAAAGAAGAACAT
CAAAACATGTAGAGATATCATATGATTGCTCAAACACACGTCTCTTTAGGACGTCTAAGG
AGGGATTCCTGTTTGGATTTTCTGAACGGACACTAAACCTCCAGCTGCCTCCGCTATGGA
CGCACATCTGCTTCCTAGGAGGAAACGGCGTCACAGACGTGGAGCTGGATGGATCTGATT
GGTGTGTGATGCAGCCAGACTTCTGCTTCCCTGGTCTGGTTTGTCTGTCTAACTGTCGGA
TGTGTTGTGGTGTCTTCACGCTGACACAGCGCTGACGTCCTCAGGCCTCCAGGTGGAACG
CCTCCTGCTTCTGTCTGCTCCTCCTCAGCCT
>CL11620Contig1
TTTAATCTAAGTGTCTACAAAACTGTCACTTACAAATGTTTAAAAAAGATAAAAAAGACA
TTAAAAAACAAGCGTAACTGGTTAGTTTATAATCAGAAACTAGTGTTCCATGTTATCACA
GTCAAATCCAGCAACAGAGGTGAAGAAAACAATGAAATAAAACCCTTTAATCAAAGTATT
ACACACTGCTCCACAGGTTAATTTCTGGAGATGAAAAATAGATATTAATAAATGTTACAC
ACTTCACTATAGTGAACGTGTGAAGATTCAATTTTAAGTTTCTATTCAAATATGAAGGTC
TCCTTGACATTTTCTTCACCGCGCTACCTGCTCATGCTTGTCGCTGCTCTCCAGCTGCAG
GCAGAGCAGAGTGACCCGCTGACATTTACAAACTCATCTGGCTCAGAGTGATCAAACTCA
GAGGAGAAACACCTCCAAACGTCCCAGCGGGCGCTTAGCTGTCTGCCCTATGTGAGCCCT
ATTTGGGGTTTTTGCAAAATAAAAGCAACTTTGATGACAGATTTCACAAACCAAACTGCA
GTCGGCACTCCAAACTGTGTAAGTAATATGCAGCTAGATTGCTGCATGATTGAATTGTCA
ATAGTGTATTATACAAGTGAAAAAAACTTTAAGGCAGGTGAGGTTTTCATCTAATCTTCA
AAAACAAGGCACCAAAGTTCANGTGGAGGTGTGAGCCATCAAATTAAGCATTA
>CL11621Contig1
CGGCACGAGGCTCAGTTAAACCTCCATCAGTGGACTTAAGCGGCGCCGCTTCACCAGTAT
GTGAGCATTAGGTAGGAGATGAAACCAGATTTAGTTTGCACATTTTGACCCGGTTCCTTT
CTAGCTTCATCTCTAAATGCAACAGTGTTGTGTGTGTGAAATGAAGTGTGTGCACAGATG
CCGTTAACATGGTTCCACGATCTTCTTGATGCGTAGTTATCCCCATTTTTATTGCCAATA
ACCTGTAGACTGAAATATTATTAGTACTTTTATAGTTTGTTCCATTTGTACTGTGTTCCT
CCGTGTACAGTATACTGTGTGCCTTTATGAGTACAGTCTGCATGTCTGCTGTCTTGGTAT
TCTAGGCCCTAGTTTGTGCATAAGTTAGACTCTGCAGCGAGACTTCGACTCCCAAAATGC
AACTTTTCACAACGACTCCATAAAGAAACGTTTTCTTTTGGAGAGGCGATGTCTGCTGTT
ATGGTCACAGTTCTCAGAAAATACAAGGATGATTTTTGTCCAGAAGAGGAGCAAAGGTGT
GGGTCCAAGAATCAGTGGAGAAGCTATCACAGTGATGCGGTCAGAGACCGAGCATCTGTG
AACAACGTGTAAAGATTTCTGTCTAATGGAATCACTCAAGTAGTCCAGATATGGTGCCAA
TGTAGAATCGCTGATGACACTGTTAAGTTTTGTAATAAACTCAAC
>CL11622Contig1
GAGGCTGACAGATCAGCCGAGACAAAAACAAAGGGATGAGATCCTGAGCGGCAGCAGAAA
CTGAGGCCATGTGTGGACAGTATCTGACGGTGTGAAGGAGGGAAGGATGAGTCTGCAGTA
ACAGGACACACTCGCTTGATTTTCTGCAAAGGTTCAAGAGTTCATTGAAGGACTTCAGAA
TGTCAGGTTCAGGCTACCCTTGCAAAAATGGAGACACCTTCTGTGATATTCGTTACTTTG
AGCAGGAAGTGATTGTTTTGCCCGTCCTGCTGATTGCCAGCTTCTTGGTCACTTTGGTCT
TCATCCTCTTGCTGCGTTACTGCCCAGAGAAGGTCGATCGAATCAGGTCAAAGTCCTACA
AGACAAACTCCAGGAGAACGCTGCATGGCATTGATGCTCCACCAGAGCTCAACGTCCTAG
AGCATGAAAGCATCGACCTGGATTCGCACAATTCCTACTCTACCTTCAACCCTCCCAGCA
GTTTCATCAGCAAACCTCTCACCCAGCCTGTGATCTCTCCTGCAGTCCCACCCAGCCCCC
CACCGGAGCCCTACAAGCCCAGTTTCGCTCCCATTGTCCAGCCCAGAGAGTTGCCCCGCC
AGAGGTTACCAGAGTCTTTCAACCTGGTCACGCCTCTGCAGGGCAGCTTCTCTCTGCACT
CTGAAAGCAGC



>CL11623Contig1
CGGCACGAGGCGAGGCTGTGCGTTCCAGGTGACAAACTGTGCAGCGTGGAGGACTGCATT
CTGGGAACTGGAGTGTATCTGCGGCACGGCTACATCTACTCCTCTCTTGCAGGCTACGTG
CTGAAGAAGAATGAGGGGGAGCAGTTACCTGTGATCTCTGTGGTCAGAGAAACAGAAGTC
CAGCTGTTGCCAGATGTGGGCGCCATCGTCACCTGTAAGGTGACGAGCATCAATTCCAGG
TTCGCCAAAGTGCACATCCTGTATGTGGGCTCCACGCCGCTCAAGGACCTGTTCAGAGGA
ACCATCAGGAAAGAAGACGTTCGCGCCACAGAGAAAGATAAGGTGGAGATGCACAGAAGC
TTTAGACCTGGGGACATTGTTCTGGCCAAAGTGATTTCTCTGGGAGACGTTCAGTCCAAC
TACCTGCTGACCACTGCAGAGAACGAGCTCGGAGTGGTGGTGGCGCACAGCGACGCAGCG
GGATCCTATCACGTGACCGAGAAGAGAACCTTGGCCTGCGTCAAGAGTGACATAGACGGA
TGGAATAGGCTCCGTGCACGAAACCCGAGCTCAGATGGTTCCCATCAGCTGGTGTGAGAT
GCAGTGTCCACAGACGCACACCAAGGAGTTTCGCAAGGTGGCACGAGTCCAGCCCGAGTA
CCTGGAGGCGTGAGGACCTTCCACCACCCCCCTGCGCCTGGACCACACAACTAC
>CL11624Contig1
TTTGTAATGTCAGTATTCACCTTGAGGGACATCAATGACCCACAAGCCACAACTGGTCAA
CAACAGCCTCATTTTGTGTGGAAACAAGAACAACAAAGTGATGATACCTGTGCAGGATTT
GGATGCTGACCCCTATAGTGGACCATTTTCTTTCTATTTTGATAATGAGGAAGACGAGAT
GCATTGGGAACTAGATCCTGCTTATGGTCAGCAAGGTGGCCTTGTCAGCCTGAAGCCACT
CCCCTATGGAAAATATTCTATACCACTGCGGATGCAAGACCAACAGAACAATGAGGGACA
TGAGACACTGGAAGTGGTGGTGTGTGACTGTGAGGAGAAGAATACATGTTGTTCAAAACT
GGCACTTTCAACTAACCTTGGAGGACCTGGCTTTGGACTTTAGTTGGAATCCTTCTATTT
TTAAGTTAGGACATATACAGTGGAGGAAATAAGTATTTGATCCCTTGGTAATTTAGTAGG
TTTGCCCACTTACAATGAAATCAATGACGGTCTTCTGGTTAATTGTCAATTCTAAACTCT
TCCCCATACTGAACTGAACTGAGACAAATGAACCAAACCGAACCAATGTAATGACATCTG
GGGAACCTGTGTAGGTGCTTTGAGTTCAGTAAATGAGTAATTGGTGAAACTGAGTTCATA
ACTTTACTGTCCTGCAAAATTTGGGCAGATTTCTTTTTTTTTCTTTTCTCGAAATTCTAT
ATTCATGGGTTTTAGACCTGGAACCCCAATTTATGTAAAAAAAAATAAGTAAACAAA
>CL11625Contig1
GGCTGAACCGGGGAGGAACAGCGGAGCGCAGGAGCGAAAGAGACCGATAGAGAGCGAGCG
AGACCCGGGCCTGCCCGGCTCTGTTCGCGCTGCTACGGACCCGAGCCTGCCTTCCATCGA
CTGGATCTATAACCGCCACAGATTTCTCCATGAGAACTCGAAGCAGACCCCCTGTTACTC
CGAGCAGATCGAATAGATTTATGCTGCATCTCTTATAAAAATGAGCAAATTGTCGTTTCG
GGCGCGGGCGTTGGATGCTAGTAAGCCCCTGCCCGTATTCCGCTGCGAGGATCTGCCGGA
CCTGCACGAATATGCTTCGATCAACCGGGCGGTTCCGCAGATGCCGACGGGGATGGAGAA
GGAGGAGGAATCGGAGCACCATCTCCAGCGAGCTATCTCGGCACAGCAGGTCTATGGCGA
GAAGCGGGACAGCATGGTTATCCCAGTCCCCGAGGCAGAGTGCAACATCACGCACTACGA
GTCCCTCTACCCTGGGGAGTTCAAAATGCCAAAGCAGCTTATTCACCTACAGCCTTTCAG
TTTGGACACAGAGCAGCCAGATTACGACCTGGACTTGGAAGATGACACGTTTGTGAATAA
GCTGAAGAAGAGGATGGAGATCACCCCTCTGCAGTTTGAAGAAATGATAGACCGTCTGGA
GAAAGGCAGCGGACAGCAGGTATCAGCTGCATGGCAACACCCCTCACTATAGAAAAGAAG
AGCCGCATCTTTCTTTGGGTCTAAACTCAAATGTGGGGCAAAGCCTGTTTTTTAACCATC
TTTAGTTATTGCAAGGTTCTGTTGTTGATTCAAAT
>CL11626Contig1
TGATTATTTCAACTCTTGCATTATAAGCATGGCTTTATTTAATAGTCTTAGTTGAATGTT
TCCTTTTATTTACACCAAGTTGACCTGCGCAAAGCAGGAGTTTCTGGTCATGTTTGAGGA
CAAATTTATAAATATATATTTTTTGTTTTATATGGTCATTGTGCACGAATAGAAAAAGCC
CAGAAGCTTTTTTAGTACAAGGAGGTCTCTACTCTAAAGTGATGAGAGGGTTGAAAAGGT
ATTTCATCCGAAGGTCGACAAAGGCAGCTGAGGCAGGTTCGTCCCGGGGACACATTTCAG
CCGCGAGGACTGACCCCAGCACCCCTGACCCGCCGGACAGGCAGCATTTTCTCTCCCAGG
CGCTACTCGCTTTGGTTTGGAAGACTGTTGTGCTGTTAAAAAACCTAAAGCCCATTCAAA
GTAAAGAGTCACTTAATTCCACATTTTACACGTGTTTGAGCTGCATTTATATCAGGCGCA
ACCCCCGAGGAGGATCTGTTTGTGCATTTGTCTCCTCGTGTCAGATGAACAGTTGTTTTG
TTCTTTATATTTGTACAGTTTTTTATCTTGTATGGTGCTTTGAGATGTGCAAAGTATATT
GGAAAAATAAAGATTTCTAATAATTATGCAAAAAAAAAA
>CL11627Contig1
TCGGCACGAGGCGTGGTCTCACACAGTCTGAAGACCTTCAATACCTTCTTCAAAATGCTG
AAGGCTCAACAGAAGTGGAAAACGGATGCGACTGTGACATATCCATTTTGATCCTTGTGC
ACCTGCTGCCACCATCGCCTCATGGCCGCAAGAGACCAGGCAAACTCTCAGCCAGACGAG
CAAGTGAACATCTTGTCAAGTTCATCAAGGTTTTCTTGATGGGATCACAGAATGCCAACA
GTGAGAGCTAGGATGCTGCGTTAATTAGAGTTGTATTTTTTTTCCATGGGCTAATAACAT
GACATTGAGTTNAAATGTTTTGTTTCCTTTGTAAAAAATCTTACCCAAATGCTAACTCTC
TGACTAAGCACTTGAAAGTGATCCATGGGCTGTGCTCTGGTAAGAAACTTCGTCTAAAAT
GTGGACAGGCTGGTTGTGCTCAGGTTTATGGCATGTTTTCTGGGTTTAGAAAGCATTTTA
ATAAAGCACATGATGCTCAAAAAAAAAA



>CL11628Contig1
AATCTTTTTTGTCTGTGTGTTCATTAGTCATAGCTGCTCTGGTACGTGTATTTACAAAGA
CATAGCCGCTTTGTAGAAAAGTCAAGAGGGGGAAATAACGGGAAGCAGACAGTCAGAAAT
TAGGACGGTCTGGATGAGTGAAAGAGGGGAAAGGTCAAAGGGCCACAAAGTACAGTCACA
ATGTTAAAAAGAAACATGCAATTTTTGATACATCCGTGTCTAGATTGAAAGAAAAAAAGC
ACAGTTGTGGTTTCCCATAAACAAAAACATCTGTTACAAAAATCAGAGACAAAAATTGAG
AGCAAACTCTGCGGTGTTAGCTACAAGCTACGTAAGGCAGGTGACATAGAAGTCCACAGA
ACTTATAACTACCTTGTTGATACTCAACTCTGCTCTAAAACACAGCCAGTAAGAGTCAAG
TGCATTAGCGGTAGTCTCTTCTGCAGACCTGAAGATGTTGACACAGAAATGAGGACCATC
CTGAAGATGCTTTGGGGTGCACAAAACAGGAAAAACACACCACGAGCACAGTTTTCTCCG
CTCCTCCATACTGTGGGGAGGTGTGCAGTCGACTGTAGCGCATCTTTGATACATGCCTCA
GCTGCACAAACACGGTGCAAAGTTGATCTGCTCAGTTTTTTCCCCTTTTGTATAANAGAC
ATATTAAATAAAAGTTAGCATCCTTTGTATCAAACGTTTGTTTTGCTAACAACATCTATN
GG
>CL11629Contig1
ATCATCACACCTGGAAACAGATGATCCACCCTAACAGAGCAGATTCAACAGCAACACTTT
GTGTGGAGCTATGTGAGCATGCTTGCTGCATCAGGACATGCAGTGGGAGCTGAAGTCATG
CAGTTTGGACATCAGTAGATGATGCAACGGTTTGTCCTCCAACACACACACACACACACA
CACACACACACACACACACACACACANATCTCNTC
>CL11630Contig1
GAAACAGTGAATGGCTTCAAACCTGCCTGAGATGTGAAATGTTTCAGCAGCGTTTTGGCA
GACGTGTTTTATATTCGACGTGACATCGAAGAGGACAGGGTTGTGAAGGGGACACGATGT
CGGACGCCGAAAGGGTTCACTGTTCAGATCAGCTGAATAAATTCGAGAGACTGATTGGCA
GGCCGCCGCACGAAGGGCTGCTAGCAGGTCATCGAAGCCCCCCCGCCCGCAGTGGGCATC
GGTGTGTTGCTGACAACACTAACCTCTACGTGTTTGGAGGCTACAATCCTGACTATGATG
AGTCAGGAGGCTCCGAGAACGAAGACTATCCGCTGTTCCGAGAGCTTTGGAGGTACCACT
TCGCCACAGGCTCCTGGCAGCAGATCCGAACAGAAGGTTACATGCCAACTGAGCTAGCTT
CTATGTCAGCGGTTTTGCATGGTAACAACCTCCTGGTGTTTGGCGGAACTGGGATCCCTT
TCGGTGAAAACAACGGCAACGATGTTCACGTTTGCAATGTGAAGTACAAGCGATGGTCGC
TGCTCAACTGTCGAGGGAAGAAACCCAATCGAATCTACGGACAGGCGATGGTCATCATCA
ATGGCTTCCTGTATGTGTTTGGAGGTAC
>CL11631Contig1
ACGAGGAGTGAACTGGAATCAGAGTCAGATGAAGAAGAAGAAATAAAGAAAAAGAAAAAG
AGGAAGAAGAGCAAAAAGTCAAAGAAATCCAAAAAGAAAAAGGCAAAGAAGAACCGTAAA
GAGTCCAGCGACTCGAGTAGCGAGGAGTCCGAGGAGGAAGAGGAGGATGCCAACGGGCTG
ATGTGGGTGGAGAAAACCTCCATGGAGGAACACATTGTTGGACCTGAAGCTCCGCTCACC
CACATGTCTCAGGACGAGCGGCCGCTGGATTTTGGTCACGCGCTGTTGCCAGGTGAAGGT
GCTGCCATGGCAGAGTATGTGAAAGCCGGCAAACGGATCCCCCGAAGAGGAGAAATCGGT
CTCACCAGTAATGAGATAGCAGACTTTGAGAAGTCTGGATATGTTATGAGCGGCAGCAGA
CATCGTCGTATGGAGGCTGTGCGTCTAAGGAAGGAAAACCAGATCTACAGCGCGGATGAA
AAGAGAGCTCTGGCCTCCTTCAACCAAGAGGAGAGGAGGAAGAGGGAGAGCAAGATCCTG
TCAAGCTTCAGGGAGATGGTCTACAGGAAAACCAAAGGCAAAGATGAGAAGTGACGCCCT
CAACATTTTTTTAGTGTTCTGGACTCTATCAGTGTTTGTCTGATGATTATAGATATGACC
TTTAATTTCTACAAAACGTTTTACTCTTTAAGGCTCACAAATGTTCAGCTTCAGTGAACA
GAGAATAAATGTACGGCAAGACAAGTGTGCTGAAAATGTGAAGCGTTTTTTCTTTTACCA
TCACTTACAGTTGGTCTGAGGGTTTCTTCATGCAACAAATTTAAATAAA
>CL11632Contig1
CGAGGTTTTTCACAGAAACTTTATTAAACACATCTTTGTACAGTAAATGAAGCTCGCAGA
TGCTCCTCTTACAGTTTGGGGGGTCCAGCCACCCTCCAGCCCTCCATTTTACCCACTTTG
GTTAAGAAGGCCACCGTCCCCAATCCCAGACATGCCGACGTCCCCGTTATGGCGCTGTGA
GTTTTGGCTCCAAGGAAGATCCCAGAGGCGCACCCCCCGATAAAATAATTGAGCGGGTCG
TCCGGAGCGTCACGGATCTGAGCGCTGAGACATGTGGTCATTCCAAAGATTGCTCCCAGA
GCAGCCCTGCCTCATAAGTGATTGATCTGGTCTACATTTGGGACGCCTCCAAGTGCCTGG
AAGTGAATTGACTCCTAACCCCCCTCCTTGCTTTTCCGCCCGTTATGGATTCAGATCCGC
CGCTCTTCACTTTCTCCATCCATCAGTCAAGAGCAGAACAGAGAGGAGCCGTAACAAACG
GAGTTTCTGATTCACTCCACATTGGAAAATTGGCTCCCAGAATGATGCATGGCGGCGATC
TATCCTGCCACTGCCTCCCCTTTACGTCACGTCAGTCACTTGGCTGAAGGACGCCGGAGG
TTTCTGGCTCTTCTCCTCCAGTCTCACTGAAAGACAAACGACCGGAGTCTGGATTCTGTG
TTACATCAGTGGCGCCACACTGCCATCTTGTGGCAGCTTGTAGGAATTGCATTTAACAAG
TTCTTCCAACTTGACCAACTAAGTTGACATTAGAGAA
>CL11633Contig1
TTTTTTTTTTCTTTTTTGACTTGCTTTAATCAGTACCTTTGCATAGTAGGAATNCAATGG
AAAGGNGAACATACATAAAAAGCTGTGAAAAAAAACAGTGTCTGCAGTAAAATGACTGAA
TCCTAGAGATTTTTACACCCACCTAAAGTCCCAAGACTGCAAGAAAGACTGCAACACAAG



GGGGCAGAATGACAAAAGAAAAAAAAAAGAGGGAAGCCAGGCAGTATGTATAAATCACAA
AGTTGTTGTTCCAGGATTGAACCAGATTACCGGAGGTGTCCTGCTTGATGGGAGAGGCAG
CATTTTCCAAAGACGGTAGCATTTGTC
>CL11634Contig1
AGTTTTTTTTTATTTGACATTTGAAAATACTTTCCTATTTGAAACACTGTAAAATAAATG
TGGATTTTTTAATTTAAACAGTTGGGTTTTTGTAACGTCACATCAAAAGGGATGGCTCAC
AGAGATGCAGTACCCTGTTCAAGAATCCTTGAAAAATAAGTGTTTGTGCACAAAAACACC
AGATGTTGCCAGTCCAACACTTCCATCCAACAACACCAGCACGGTTAAAAGGTTTGAGGG
GAAAAAAGAGACTAACTTGGTAAACATGATAATATTGCTTTTCTTCTTCTGAGTGCAACA
CTAGACAGTGACAGGCCAAGTGTCTTATTCACTGACACTGAGTGGAAGAACAAGAATAAA
AGGTCCAAAGTTCTGTTTTGTAATGACACGACGAGATGAAGCGATGTAAACTGTTAACAC
TGAGGTATTATTCACTTTAGAAACCTAGCCCTCACTTTACAGAATAAATACATTTCTCAC
AAAGATGTAAAAAGAGTGAATTGGCAAAACCCTTTAGATTGTTATCAAAACAACTTAACA
CACAGGTCAGTGTTTCTTTAATCCCTTTGGAAAGCAAATATTAAAAAAGAAAACTGCCAA
TAAATAAGTACACTTCATGTGTGTCCAAAGTTGCATAGTGTGCTAGAGATACATCTGGCA
ATTTAGATTAAGGTGACTGATGCAAATGTTTGTGACGGCCGATCGGTCAGGCAGCTCAAC
CGCGTCTTCTTTCCCAGAGGGGGGCGGGGTCGGAGCATCAATAAACCCAGCTGACCGGAA
CCCACTGAGGTTCGATGAACAGTCGCTCGGCTGCATCCAGCAGCTGCTCAAAGGC
>CL11635Contig1
CCGTTTAACCCGGGCCTTATGGCCGGGGGATAAATTTGAATTTATAACTTGGAAGACGGA
ACGGCTTGAGCTTTGTTTTACTTTTTAATTGTTAAGACAAAAATACTTTAGAGCTATAAG
GCTGACTTTCAAGAAGTATCAGTAGTTTTAAGCAAGTGATTAACTGTGTTAAACCCTGGC
AGCAGGCAGCTGGGGACATTATGGTTGTAAATATAATTCTTTAAGAAAATTTGTGATGCC
ACATCATAGAAAAAAAAAAGGTCTCAGCTGGTGACGTATGGGGCCCAGCTGTATCTATGT
AAATATGAAAGATGCAAAACTTATAAGATGACACGTAAAGGAATTTAAACAATAGATGAG
CAAGAGCAGACACAATCCGCTCTTTTTCCTGGTCATACACTGCTTGTAAGGGGTTTTTCT
GAAATACATTCTCTCATTTTCACTGTTTACAATTCCAACTGCATCTTCTATGATAGCAAG
TGAAAACCGTAGAATACATTTGGTGTCATTGCTAACAATAAATAAACCAACAGACTGATA
AATAAAAAAGATAACTAACATA
>CL11636Contig1
CGAGGCTGTTTGCACGCTGCTCATGAGTTTGTATTTCTGAGAAGTTAGTGGTTCTCTCAA
ACTCTGAAGACGTGTGATCCATCACGGACACGCACACCAACGGCGGCGTTCATTTCGACA
AGGCAAACGCGCGCAGCCGCACGGCTGCTGGCGGCATGTGGTCTCCTCAGTATCCTTTCC
TCCCTCTGAACCTCGACCTCGTGTCCAGCTGCAGGTAGAAGTCGAACCCCGGTCAGCGTT
AGCGTTAGCCCGACGGTGTGAAAACCTTAAACATCCTCAGTAAACTCCTGCTCACTCACC
ATCGACCTCTTGCACTCAAAGAAGGATGTCTGCAGCGCTCTGCAGTGGCCTTCCTTCAAA
CACTCGCTGGGTTTCTTCCCTTCCTGACACGTTCAAACAAAAAATTTAATAAACTTGTAC
AGCATCACATGACATATGATCTTTTAAACCAAATCTTGGGATTATTTGGGACTACAAATA
TTAAAGTCTTAAGAATTTCATCCCAGATATTCATTCAGGTTACGGTTTAGATTAAGAGAA
AGCTAATTCATGATTAGAAAGGATCTTTCAATGCTGTCTGCTAAGATTTGACCATTTTGG
ATTTAAAGTATGAAAGAAAAGTGAGTAAAGCTGAACTGGACTTTTATTTTCAGCTGTAAA
TGTTTCTCCATCAAACAGGAAAAGACTTTAAAGACAATTACAGCAGTTTCTGTTTTTTTC
ACAAGATCTTTTCAAAATAAAACAAATTTCTTCTCTTCACAGTAGCAAAACCTTTGCTGA
TAAATAAAACAGCT
>CL11637Contig1
GAGGCTCTGTTGCCTGACCCCAAAAATTTGCTTAGGTGGGAGTCAAGGGGGCACGTGAAA
AAGGGGAGCCGGGTGCAGGCTGTGGCATGACCCATGCCTTGGACCACTAAAGAAGTTGAA
CAAGCAATCACTGTAGATTCACACAAAAGCATCAAAGCATCAGAAGTGCACTGTGGATCC
TTTTTTTCCATTCTAACTGGAACTGAAACAAAAAAATAGTCATATTCTAATACTTTTGTA
CTGTTACAAAACCACTTTATTGGAAGTGTTGCAATAGAAAGTGTAACAATAGTTTATGGT
TTACACATTCATTCTGTTTACTTACCATAAGTTTATTTAATATTTAAAATAATATTTCAG
TTACTTCTTGTGACGTCTGTCATGCTAAGAAGATGTAGTGCAAACTGTATATCATAGTAT
GTATTTTTGACATCAATATTCGAATCTTAAAAAATATATCTATATATCTTCTAAAGCAAT
CTTGAAAATCTGAAAAAAAAAA
>CL11638Contig1
TNTNGNCCCCCCCCCCCCTCTTTTTTATGAGAAAAGTTATACTTGAGTACTTTTGCGTAC
CGGCGTTTGGTTTGGGGATGTTTTTTAGAGACCAATAACTGTGGTTGAGCTGTGGAGCGT
GGATGGAGGCGGAGCTAAGGTCTGCTGTACGGATGCACGAGCGAATGGGGAGCGGCGCTT
CTTAACGTCACTTTGACCTACTTTAACCTGGAAAATCACGGGAAAAAAACGCCTGTGATC
ATTACTTTACTGATTTAACGTTTTTACAAGTGCTTAAAGATTTCAGACGTTTGATTTAGT
TCAGTAAATCATTTGAAATGTTTTCTCTAAATGACTTTTACAGCTGAGCGGATCCGCGTC
ATCCTGTCACTTTTCTAAACGCATATTTTAATATCACAAATACAGACAAATGTACGTTAA
ACTTTACTTTAAACACAGTGAGAGGAGCTGGATGTTCTTCGCGGTACAAATGAGGACTTT
TAAGATGTGAATTCTGCTTTCCGTTGTTGATCCTGAAAGCTTTTAGGAACGTTCTATAAT



TCCGCACACAGAGGTAACTTCTATGATTTTGTACAGAACAAAATAAAAGAATAAACAAAA
AAAAAAAAAAAAAAAAAAAAAAAACCAT
>CL11639Contig1
TTCGGCACGAGGAATAAAACTACTCAACTCAGATTATTTTTTCACATTCCTACATGATGC
CTGGCATTAAGCTGAAATCCATCCCAGCAAAACATTACAGAAAAATGTAATATAATGTAT
CTTTATAGCAAGTTTAGTTTGAATGAATAAATGCAGTTTGTATATTTGCAAAAATGCTGG
TCAGACATTCCTGAAGAACCTCATTTCTAACCGAGACACACGTAGAATGGAATTCATGAA
AGCATTTTTCAGGGAATCGTCTTTGATTGGCAGCAATGCCGTAGACAACTGGAGGGATGG
GTAGATACATAAATGTACAGGTTGCTGCTTTAATTGCTAAGTGCTGCAAGGGATTTCAAC
CTTATTAACCACCCAGATGACCTAAGCTGAGCATTGAAAAAGAAAACCGGTGTTTTTGGA
GACTTTGTGGCGTGATGTCGCATCAGTACTTAATTTTTCATCAGAAAAAAAAAAGGTTGT
TCCAGAAAAAAAAGGTAGTTTCCAATTTGGGATAAATATTTATCAACATTCTTTAAACTT
GAATTTTAAAGATATTTATTATGGCAGCATTTCTAAATGCTGCTGCTTCACAATTGACTG
ATGATAGATTTGGGTCAAAGAGCACTTGAATGAACGTACCTAATAAAGATTATGTGTGCC
ATAGTCAACAGCAAATAAATATTTTTATGATATATTGTATATTTAATCGTTATTGGGGGA
AAAATGGGAATAAATTATTCTAAATGAACAGTGATCATTAAAAGTT
>CL11640Contig1
TTTTTTTTTTATTGTTAGAAGCAAATGGTGGCCGTTCTGCTGTCGGCCAACCAACGTGTT
TACATCAGTCTCCACAAAGGATTTGGGAGACGGAAAAGCCGNTTCTTGACACCGGCNTGA
GACTGAAAACAGTNTTTGTTACAACAATTAGCAAAAGTNTGTCTATTTGCAAGAAAGGAA
TGACTTCTTTTCAGAACCAACCCCTAGTGGTCAAACAATGAACTGCAGTTTAATACACAT
TTGAAATAGGCATTTTACGTTTTTTTTTTNTTTGTTTAAAATCCANANTTGCAGTTAATT
TTAATNCAATTTTNAACATTNTGCTTNTAAAAANGTAANGTNTNGNAAAATAGTTTTANA
ACAAGTTTAGGGTNCNCACNCAAAAAANGCAGCAGTTNTAATTNANTTCNTTNTGNGAGT
CGNTTT
>CL11641Contig1
TTTTTTTTTTAGTGTGAACAGTTTATGTGATCAATACCATTCAGACATATACATACACAG
TCTGGGAACATCAGTAGGGATCACTTTGGATACAGGGTTTATGAACACCTTTGTCTGCTC
ACTTTTTCCTGTTCAGTTTGGTGAAAGCTTGCGAGGGACTCACCGCAGGAAGCAGGAAGT
TAATGCCCTGACAAAGATGAATGAATCTGGTTCTTTTGTGATGAATAAAAACACTTTTTA
CTCTTTGCACTGACACGAATGTCATCTGAAAGTCAAGGCCCAGAAACTACCGACAGGGTG
GTAACCAGCAGAGCACTATAAACTGACTCATTCTAGAATAGTTTTCATACTAGACTAGAA
GGTGGGAGCCTCTTGTACAGCAGATAGAAGACTAGAGGCCACAAAGATGGACACAACGCT
ACATCTCAACCAGGCACATTTGTTTTGAACCAAGAACTATTTATTTGAACCAAGAACTGT
TTATCTAAACCAAGACCTGTTTATCTGAACTAAGAACTGTTTATCTAAACCAAGAACTGC
TTTT
>CL11642Contig1
AGAGGCAGACAGCATGTTGCGCACGCGCCCCTTGCAGCTCGTGCCCCTCGCGCTGCTCGT
CGCCTTGCAGCGGTGTCTGGCTGCCCGTCCGCTGCTCGTGTTCTTGATCGACGGTTTTCG
GTACGATTACCTGGATGACCTGCAGGCTCTGCCTGGCTTCCGCGCGCTCGTGGAGCGCGG
GGTAAAGGTGGACTACATGACTCCAGACTTCCCGAGTCTGTCCTACCCGAACTACTACAC
CTTAATGACTGGCCGTCACTGCAACAGCCACCAGATGACAGGGAACTACATGTGGGACCA
AAGCTCTCAGAAGGAATTTCTGATTGGGACAAATGATGACAGCAGATTGCCTCTGTGGTG
GGACGGGTCAGAACCGCTGTGGGTCACTCTGCAGAAGCTGGGGAAGAAGGTCTTCATGTA
CTACTGGCCGGGCTGTGAGGTGGAGATTCTGGGCGTTCGTCCAGCCTTCTGTAAAGAGTA
CATCTATAACCCAACAGAGGAGAATTTGTCTGAGTCCATAACTCAGGCTCTGGATGTTCT
TAGGTCGGGGAGAGCTGACATGGCAGCAGTGGACTATGAGAAGGTGGATGTGGAAGGACA
CCACTTTGGTCCAGACTCCCAGCAGATCCGGTCAACGGTGCAGCAGCTGGATGTCGTCAT
GCAGATGTTCAACAGAAAAATGAAGGAACTGAACATGGAGGA
>CL11643Contig1
GGTCTATGTGCCTCAGAGCCGAGNAATCTCCACATTTTTTTAGTTTTTAAATTTTTATGG
AAAGTTATCTCATCAGTCTGGGCTCCTGTTATTGTGCTTTGACCCAAGAAGTAGCCACTC
CACCATAGCCAGATTACATTTGATAATCTGCAAGTTTAAGATCTGTCTTCAGATACTAAG
GTGTTTCTGTACAGATTTGATATTGTGAGTTCTGGATTTACTGGTAAATGTTCCCTGGAA
CAGAGTTCTGCACCCCTGAACCAATCTGTTATTGCACCAAACCAAAGAAGAGCCATGCAA
CATCTCAAGCATTACTTCAGCTTTTCTCCAAGCATTCTCCAACCTGCTATGGATGTTCCC
CAAGAATTACTTCAAAGTTCCCCTTGCTCTGTCAAATGATTCTCAGCACTGAGGCGGAGC
CATGGCAGACACAGCTGTGCTCTTCAAATGGGGTACTTTGACTTTTCAAAATCTTGACAA
GCTCACTCTGTCCAGGCAGCTGCTGTCGTTCTCAACCGGTCTATTTGTTTGTGGAACTTA
CAGGTAAAGGTGACTTTGTAAAGAAAAAAGAAAACCATACTGTCCTATTTTTGTAATCTT
TCAGAGAGTAGCTGGACTGAAGCAGCCTGTGTGTATTTGATGTAGAAGAGGCTTAGGCGG
GAAGAAGGGTAAGCAATACTAAAGTTTAGAGTTACTAATAAAGAGC
>CL11644Contig1
GAGAGTCAGAGCCTCAAAACAGGTCACCCGACTGTACCCATGACAACCCCCTGGAAACCC



GAAACATTGCTTTCTTTTCTACCAACTGTGTTGAAGGCACAGCACGTGGTATTGTCATCT
ACACCGGAGACCGCACAGCCATGGGTCGCATTGCTACTCTTGCTTCTGGACTAGATACGG
GCAAAACCCCCATTGCCAAGGAGATTGAGCACTTCATCCACATCATCACTGGAGTGGCTG
TCTTCCTGGGAATCAGCTTTTTTATTCTGGCCATTATCTTGGGTTACACTTGGTTGGAGG
CTGTCATTTTTCTTATTGGCATCATCGTCGCTAATGTGCCTGAGGGACTGTTGGCCACTG
TCACTGTTTGTCTGACTTTGACTGCCAAGCGTATGGCCAAAAAGAACTGCCTGGTAAAAA
ACCTGGAGGCTGTGGAAACCCTGGGCTCCACCTCCACCATCTGCTCTGACAAGACAGGCA
CCCTGACCCAGAACAGGATGACTGTGGCCCACATGTGGTTTGACAACCAGATCCACGAGG
CCGATACCACCGAGGATCAGTCAGGTGCCTCTTTTGACAAGAGCTCTCTGACATGGCAGG
CTCTGTCTCGTATTGCTGCTCTGTGTAACCGGGCCCAGTTCAAAGCAGGCCAGGACCCTA
TTCCCATCCTGAAACGAGATGTTGCTGGCGATGCCTCAGAGTCAGCCCTGCTCAAGTGTA
TTGAGCTGTCCTGTGGTTCAGTCAGGGCAATGAGAGATAGGAACAAGAAAGTAGCTGAGA
TCCCTTTTAATTCCACTAACAAATACCAGCTATCAGTACACGAAACAGAGGATCCCAATG
ATAACCGCTATCTGCTGGTGATGAAGGGAGCCCCTGAGAGGATCCTGGACCGCTGTTCAA
CCATAATGCTGCAGGGCAAGGAGCAACCTATGGATGAGGAGATGAAAGAAGCTTTCAATA
ATGCATACATGGAGCTGGGAGGACTTGGGGAGAGAGTTTTGGGTTTCTGCCACATTCTCC
TGCCAGAGGACCAGTATCCCAAGGGTTTTGCCTTTGACACAGATGATGTGAACTTCCAGA
CGAGCAACCTTTGCTTTGTTGGCCTCATGTCCATGATTGACCCTCCTCGTGCTGCTGTCC
CTGATGCTGTTGGAAAATGCCGATCTGCTGGCATCAAGGTCATCATGGTCACAGGTGATC
ACCCAATCACAGCCAAAGCCATTGCAAAGGGAGTGGGCATCATCTCAGAGGGCAATGAGA
CAGTGGAGGACATTGCAGCTCGTCTTAACATTCCTGTCAGCCAGGTTAACCCCAGGGATG
CCAAAGCCTGTGTGATTCATGGCACAGACTTAAAAGATCTATCTCAGGAGCAGATTGACG
ACATCCTGAGGAATCACACTGAGATTGTGTTTGCAAGAACCTCCCCGCAGCAGAAACTAA
TCATTGTGGAAGGATGCCAGCGACAGGGAGCCATTGTGGCTGTTACAGGCGATGGTGTGA
ATGACTCTCCTGCCCTAAAAATGGCTGACATCGGTGTTGCCATGGGAA
>CL11645Contig1
CCGAATCGTTTCAACATGTTCTCCAGCTCTTGCTCATCCATGGACAGAGGTAGGTTGGAG
ATGTATAAATTGGTTGGATCTTGTTCTTGTTGCTTTGCCATCTGAGCTTGGATACCACTT
GTCTTCAGGGCAGCCACGGCCTTCTGAGCGGCGGCAGGACTGTCAAAGTCCACAAAGCCA
TATCCTTTACACTTGTTTGTAGTCTTGTCAAGAATGGCTTTCGTTGAAATGATTTTGCCA
TACGGCTTACAAAGCTTGACCAGGTCATGGTCTGTGGTCGAAGGGGACAAGCCTCGGATG
TAGAGGTTTGTTTTACTTAGCTGGTCCCAGCCTCCGGTGCTGCTGCTGTTGGTGCTGGGG
CTGGGCGGAGCCATGAGCTGGGACAGTGGAGCTGCAGGCAGCTGTTTGCGATACGAAGTT
CTGGGTGGGGTTCCAGTGTTAGCAAAAATCATTCTCATTTGGAACATTAAGTTCAGAAAA
AACCCTTCGGATGCATCAAACTCTGAAGTACAAACTAAAAGCGGTTATCGGATTCCGAGG
TATCCTTTTTCGTTCATTAATGGACAAAAAGACGGATTCTGTGCTCAGTGGGTGTGTACA
TGTTCCCTACGGTCGAGGATCCCGGCGGCATAAGGCTCCGTGAATTGTCCCAGCTTAGGT
TTGTCTCCGGGTCCCGTCGCTCTGACTTCAGTCCCCCGGCCATA
>CL11646Contig1
AAAGACAAAGTCAAGATGCTTCTTCTTGGTAGATTTTCATTAATTGCAATGACACAACAG
TGAGGTAGAATATTACAGGCCGAGAATGGCAGACATTGCTCTTTCAGCTGCATGTAAAAA
TGACAGGAAATAAATACTTCCACATTTCAGGTCTTTAAAATGAGGTAGAAATGGTTACAG
AGAATGTGTGACACAACAAATGTTTAACCCAACTACAAAGATTGCATCAAAAATAGTATT
TGATCCAAAATCCTTCACAGAATCTCACTTGCAGGGTTTAAATGAATGTGTTCATTTTTC
TGATTGGCCTTGAAAAGCGTTCCTGTCATGTTGTCAAGCCCTAAAAAGTTCAGAAAAATA
TAGGTTTGGCTTAAAAATGTTACGTCTTTGGGATACTTAAAGCTTTGCTACAGAAGAGTT
TATTCCAAAATACTTCTGTTCTATATAAGCAACTTTTTCTTTATAGATGCCACATTCTCT
TCATTCGCTTCCAGTAAAGAGTTTGGTTTTGCTTCTCCTTAAAGTTCAAGTAGAAAAAGC
AAAAAGGTTAGGGCATGTTTTGTGATGGGACGGACAACATGGCATTAGTAAACAATGATG
GGTCAAAAGAAGGCCTTTTGCCACATTTGTGTCTGAACTCATTGAAGTAACACATATACC
AGACTAGTTATGTAAAAATACTGACATGGGAAGAGAATTAA
>CL11647Contig1
ATGGGCGCAACAAGCCTCTTATCTCTCGCACTATGATGAAAAACATCCTAGGTCATGGAG
TGTACCAGCTAATCATCATTTTTTCCCTTCTGTTTGCTGGAGAGCAGTTGTTTGATATTG
ACAATGGGAGGAATGCGCCTCTCAACGCCCCTCCCTCTGAACACTACACCATTGTCTTCA
ACACCTTTGTACTGATGCAGCTTTTCAATGAAATCAACGCCCGCAAGATCCACGGGGAAA
GGAACGTCTTCGACGGCATCTTCAACAACCTTATTTTTTGCAGCATAGTTTTTGGTACCT
TTGTTATTCAGATTGTTATAGTGCAGTTTGGGGGGAAGCCTTTCAGCTGTGTGGCTCTGA
CCATTGACCAGTGGCTTTGGTGCACCTTCTTTGGCTTTAGTTCACTGCTGTGGGGACAGG
TCATCTCCTCGATACCCACCAGCCGCTTAAAATTCCTGAAAACAGCAGGCCATGGCACCC
AGAAAGAAGAGATCCCCGACGAAGAGCTGGACGAACTGGATGACATGGAGGAAATTGACC
ACGCAGAGCGCGAACTTCGCAGAGGCCAGATCCTCTGGTTCCGAGGCCTAAACCGCATCC
AGACTCAGATCCGGGTGGTGAAAGCATTCCGCAGCTCCATCTCCCTCTATGAGGGTCTGG
AGAAGCCCGAGTCCCGAACATCCATCCACAACTTCATGACTCACCCGGAGTTCCGGATAG



AGGATTCTGAGCCCCATATTCCCCTCATCGACGACACGGATGCCGAGGACGACGCGCCCA
CCAAGCGCAATTCGGCCAGTCCCCGGAACACCACACCCACGCCGCCCTCACCATTGCCCT
CACCCGCCACCACCGAGGCCCCCACCACACCCGTCTCTCCGTCCCCAAACATGAACAATA
ACGCTGTTGAGAGCAGCAATCATCTCCTCCCAGAGGGCCCCAAGCCAGGGACCCCCTCGG
CTCCTGGAAGTCCGCTACACAGCCTAGAGACCTCTCTTTGATCCAACCCAGCTCCAGGCG
TCTGCACCTCTTTTCTACCCACAACACCAAGGAGCTCAGCTCAGACTCGACAAACCAACA
CTTGGAGAAGAGACGAAGGGCTCAGACTGAGAGCGGAGTCTTCTGTGAGCT
>CL11648Contig1
GGATTTAGGGACGAATCGCATATGGCACTGTATGCAGAGCGCACTCTGAGAGAGGAGTCC
TACTGCGACTACAGGAGGCACGCGGCTCTACTGTTACCTGCTGAGGCGGGCCTTCACCGT
GACAAAGCCCAGCCGGACCTGCTGGGCCCCAACCTCCTCCTCAGCGGCGCCTATAAGTGT
GTGAAGTGCAGTAAGGTGTTTTCCACCCCACATGGTTTGGAAGTCCACGTCCGCAGATCC
CACAGCGGCACTCGGCCTTTTGCGTGTGAAATGTGCGGCAAAACGTTCGGCCACGCAGTC
AGCCTAGAGCAGCATAAAGCGGTGCACTCTCAGGAGAGAAGTTTTGACTGCAAAATTTGC
GGGAAAACCTTCAAGCGCTCCTCCACCCTCTCCACCCACCTGTTGATCCACTCGGACACG
CGGCCGTACCCGTGTCAGTTCTGCGGCAAGCGGTTCCACCAGAAGTCTGACATGAAGAAA
CACACCTTTATCCACACAGGCGAGAAGCCGCACAAATGCCAGGTCTGTGGGAAAGCGTTC
AGCCAGAGCTCCAACCTGATCACGCACAGCAGAAAACACACGGGATACAAGCCGTTCGGC
TGCGACCTCTGCGGCAAAGGCTTTCAGAGGAAGGTGGACCTGAGGAGACATAAAGAGACG
CAGCACGGACTGAAATAAACGAATCAATGACTTAGCGCACCTGTCCAACTTCAGACCATC
CTGTTTTTAACCAAGGGGAATTTCAGGAGGCGTTTGGGATCAAGATCCACTTTGATCCAA
CTTTTACGCATCAGAAAGAACCCGCTCCAGAGCAAAAGACGGCGACTTCAAGCAGAAAAG
AAGCACTGGCAGCCTGATTCTTCTTGTTGGACAGAGACACAAACCCAGGAGGATAAGCTT
CAGCTGTACATCCGGAAAAAAGGAAATCTATTAACTGAAAAAACGAACAAAGGAGGATAT
GTGCGTTTCGAGGCGACACAGCAACATAGTGGCTTCTTCTCCGTTTTTGCACA
>CL11649Contig1
CGGCACGAGAATGAATTGGTGTTTTAATGATTTTAGTCTCTGACTGTAATGATTTTATTG
ATTGTTGCTCGTATTGATGAACAGTTGAACACATTTTGGCTTTAAAGGTGCTTTTCTTGT
TATTTATTATGACATCATCGCTCGGTTATGGGATTTTTATCACTTGGCTTTTGTATGGTG
CATGTGCGTGTGCGAGCTGGAGTGCGACTGGACTTCAGTTCTGCTGAGATTCTCACGCGA
GACGAGGCGTTATTGCAACTTACTGTATTCTTTTTTTATTGCAGATTTCAACCAGTCATT
TTAAAGGTAACCTGTTTTGACTTCACAACCCTTTTGGCATTTCTGATTTTTGTCCTCTGT
GATCTGTTTTCTAATGTTTTTCTTTCAGAATTGCTGTTGTGTTGAGATGCACTGTCACTG
ATGTTGTAACTGGGACTTTTCATTTTTGCACCAAGTTTTCTTTGATGGGTGCAAATAAAC
AGTACTTTAAACTGAANAAAAAAA
>CL11650Contig1
TTTCACACTGGAGCTTGCTAGAGCCAAAATTTTGTCTTCCGACCCTGAATTAGCTGTGAC
TTTTTCAAACTGGCTCAGTGTGGCGGTAGCGTTTTGGGTGAGAAAAGTCTCGTCCTCTGC
AGTGAGCTTCTCGCCCAGCTTCCTCAAGGCTGTGAGGATTTCCATTTTCTGTTGCGTGTG
CCCGTCCCGGGACAGCTTCCCCACCATCAAATCGCGGTCCATCTCGGCCAGCCTGGTTCT
CAACTGTCCTGGCTGCTTCTTGGCAAACAGTCGGATCACCTCGGGGGTTTTGAAAGCCTG
GCTGATGGCGGCCTGGATTGCCAGCTGCATTCCACTGAGTTCATCTACCAGGGTCATGTC
TCCAGACATGATCTTCTTTAGGGAGTCATTAAATTCTCCCAGTTGCTCCAAAGTCTCCTT
TTTGGTCTCCTCGTACTCCCCCTCCTCCAAATCCTCCCTGCACTCCTCCAGGTCCTGAAG
CTGCTGCATCAGTCTGTCCAGCTGTTCTTCCATGTTCTGCTTCAATTTGCCAGTTTCGGA
TTTCCCTCGAGAAGCCATCCTCGGATCAATGCGGGACTCCGTTTGGAAACAACCTTGGAT
AAATAAAATGTTTGTGTCCGTTCACAAGTAACTGAATAACAACAACAACAACAAAAACAG
CAAAGAGTATTTCAAAGCAAATATGCTGCAAAACCCTTGCACTACGCCGTGTGTGATCAG
AGGACTTGTGATTGTGAATGTAACTCCCCCGG
>CL11651Contig1
CGGCACGAGGATGGTTTTGAGTTCTCAATGTTCAATGGAGACAGCGTGGACAGGGACAGT
GGGGTGGAGGAGGGCCGCATCAGTGATTATGACTTTGAGCTTTCCCAGGGGAAACGCATG
TCTCAGGAATCTCTCACCCAGATCACAGGGTCTCTCCTTTCCCTGGAACTGGATCTGGGT
CCATCTATCCTTGATGATGTGCTGAATATAATGGACAAAGCTGAAGCTAAAAACAGGCCT
TGAGCTGTGCTTGACGCCGCCAAAACGAGAAAAGGGAATCATCAGAGCCACAAGAGTAGA
AGTAACTCAAAATGATGTCTGGATATATCATTGAGATAATAATTATTTGACAAAGCTTAT
ATCTAAATGTCTGTGGAGTGTTGATGCTTCTTTATTTTCACTTTTGTTAGCTACATTGGC
AGCATGGTTAAGATGCATGTGCTTTTCAGTTGAACCTGAAGCTGCCTTCGTGGTTTCCTT
TTTCTAACATGAAATCTCTGCACACAAATACAATACCTGAGGTCTTTTGGTTTTTATCCA
ATCCAGTCTAAAACTTGTTTGGTGTAGTTTTTTGTGAATCTGAGTGTGTTTATCAAAGCA
CTTTCACGTTTTCCACATTTTTATTGGGCAAACAAGGATTTAAAAGACAGAATGCCACAA
AATATTTGTTTTTTTAATGCAGTAACACAAAT
>CL11652Contig1
TGTAAAAAAAAAAAACAAAAAACAAACAAACCACAAAAAAAAACAAAAACGTGCTGCTTG



AGGCGAGTTTCAGGACCTTCACGCTGCTCTGTTTGGCATCCCACAGTGGAGCAACGTCTC
CAGTGTCCTATGCTTTTACAGATCCATGATATGTACCCATTTACCATTAGAACAATAGAT
AAGATTCTCATTAAAAATGTACACCAGAAAGTTCAGAAAATATACACAGATGTGGAAAAA
TATCTTTGGATTGCGCATGTTCAAAAGGTAGATTCAGCGAGTTGAGAAGAGTCCAAACAA
CGCGGTGAAGACTATCGTAAGTAGGCTTGTTGGTGAGCTGAGGAACCTGCAGACTAAACA
CACACACAACACACCCCACTCACCTGCGCACAGACCCAGCTCACCTGGTTTGTGCCGATT
TCCTCTTTACCAGCTTCCTAAAAAAATATAAAAACCTCAGACGTCAAAGCTCTAACCGTC
AACACAAGTTAAAAGTGCCTTGCTAAATACAGAGCAAACCTTTTTGGGGGGGAAATGAAT
GCATTTTAAGAAATGACAAACAGGAAATCCGACACCCAAGTGGCCCC
>CL11653Contig1
GAGGCTCTTTGGAAGTCTGCAGACACCTTAAACTTTTTGCCTAAAGTCATGCACTGTGGA
CGCAGCTGAATGTTCATTTGCACGAGGCGGGGGGGAAAGAAAAACATCTAGCTTTTCAAG
TTTAAATCCACTTCTTTTTTTCTTTCTTTTTTTCAAGCATAAGTCTGTTTCCTCACCACT
TTTTTATCAAAGTGGAGTTGGAACGTGAACTTATATTGCTCAACTTCCATTGCCATGAGC
AGTTTCTGAAGGACCATTCACTCGGAAAATGTGTGGGTGTATCTTTTTCAGCTCTTGCAT
TTGCCTTCCTTCTTTTCTGCGGATACTGACCTTACCATCTGAATAGGATGTTGAAAGCCA
TTTTACATTATGCAACTTTTAAGTATGTGCTTTTAGCATATGGTTATGTTAAAAATCCTT
TATTTTCCGTATCATGATGTGGAGGGAGCCGACCATTCAGCGGGGAGGTGGTTTCGGGGT
TTTTGACATGAAGATATCACAGATGGTTTTATTCTCATATGCCTTTATACACCACAGCAA
TGTTTCTTTTTCAATAAAGAGTTTTTGAACTGTTGATTATGAATTTAAATATTGGGTCAA
AAAAGTGCCTGACTTGTTTACTTGGAAGTAATTTGGTAATAAATGAGATTCATTGGTTTG
ATCACAGTGGGCCTGTCTAAAAAGAGGAGAGGAATGTTCAGTATTTTTTTTTATAAAGCT
TTAGTATTAATGAATTAAAACTATTTCATTGACAATAATAAAATAAATA
>CL11654Contig1
TTTTTTTTTTCTGACCCAGTCAGATCTCACAATTGACTTTATTCATAGCTAACCTGTCTT
TGTTGGTACCATGGATAGAGAACTATTCTAAAAGTATATTCAACTCAAAGTATTACGACA
GGAAATTGACCACATTTAAGTGGAAAAACGTGCTGGTACACTTTAAAAACAGTTAAAGGT
TTATGTTTAAAAAAAAATTAAAGCTCCATACTTTGCAAGCAATCCTCTTACAGACTAGCT
CTTGACGACCCCCATACAGAGAAAATGGTCCGGCCCTGGGTCCCAAAATTCCGATCAATC
TGGTTCCACCATGAGGATGCTGTTTAACCCTTGTGCTATCTTCTGGGGTCTAGATGACCC
CGCTCCCAACATTAACCTGCCTCGTTGGGAGTCTAGTGGGTCATCTAGACCCCT
>CL11655Contig1
CGGCACGAGGGCAGAAACCAACCCAAGCGTGAGTCCGCCTTCTTTTGGACCTGCTACGGA
ACTGGTTCTGGTTCTTTAGGCTGCATGCACACACCGGGCCAGCGTGGGTCGACCGGAAAC
GGGCTGGTTGTTCTCTTAAATGCGTTCACACGTAAGCGGCTGACCTCCTGATAAACATCT
GAAAGTGCTGCTCTGACCTCCATAGCTGTTGAAGCCTCAGGAAAATGTCGGGCCTTGAAG
ACATCAGTCGACACTTTCATGAAAAAATCTGGAGCTTGCAGCAGATGCTGGATCTGTGGG
TTGTAGAATTGCCTCAAATTAAGATGAAGAAGTTTGGACAAGAACTCTGTGGACTGGAGC
GGCTCCTGGAAGAGTTCGAAAAATGTGTTGATGAGCAGAAGCAGCAGCTGCAGAAGCTGA
AGGAGATGCAGGCCGTCTACCAGCAGGCTCTGCAGGACGTGCAGCACATGAAGGACCACA
TGCCTCCTCACATTCCCAGGATGAAGAGCGCGCTCAGTGGAAAGGAGGCTGGAATGAAGC
CGAAGGAAGGTGTGGACATTCAGCCGGCACCTGCAGGAAACCCCAAAAAGACCAGCAGGA
ACTTCACCAAGGGAGATGAGCTTCATCACCACTCTGGAGTTTGAGAGCATCCCTCAGTAC
ATGAGAGGCCGCGTGTCATACGAGCAGCTGAATGCGGCGGTGAGCAGCATGAACGCCGCT
GCAACCGCCAAGTACAAGATCCTCCACCAGCCTGTGAAAGGACTGAGCAACCACGCTCGC
AAGCTGCACCAGCGCTTCAAGGACCAGGAGAACAAAGAGACCAAAGGTCAGTTCTTTGTG
GTGGAGGAGGACATTCGCGAGTTTACCCAGATGAAGGTGGACAAACGCTTCCAGGGGATC
TTGAACATGCTGCGGCACTGCCAGCGCCTTCGCGAGCTCAGGGGAGGGGGCCTGACCCGG
TACCTGTTTCTGTGAGGCAACCTCCGAGGGGGCTGGCTTCTTTGTTCTGTTTTGCTCGTC
ATGTTTAGCGTTGCATCTTTCATAGACTGTTTGTCAGTGCTCTGCATAGCTTTGAATGCC
TGTGAATTCTTTAATCTTAATTCTTCGACTTGAAGCATTTTGTTTCTGTATTGATGATTT
GTTTGTTTTNGTCTACGCTTGTTCTGTACATATTAAACT
>CL11656Contig1
GAATTTCTCACCTATGGTGGACCATAACTGAATAGTAACTGGTATGTTCAACCTCCTTTT
CCCTTCAGGCTTCCAGTCGTTGGTCCTCCTGGTCTCTGAGAAGGCTGACATGTTCTTCCT
TCAGGTCTCAGGATGTGACGGAGGGACCACATGCTGACAGTTTTTGTGTTTAAACCAAAC
TCTATTAGACTGACACAACCGTCAGTCTGAGCAGCACATGGACACGCAAACACACAAAAA
TATCACTTGGTTTATAGTCTGTGGCAATACCTGTATATCAAAAAACATTGAGTAAAAAAA
AAAAACAAATCTACAAAACCAACANGNGNGNGNGGNAACTATAGGGTNGGGTTGTTACAA
NCTATTTGTATCTTTAANGACAAAATTCAATATTGANCCCTAAAANCCNCAGTTGATTTT
CCTTTTAANCCATTTCTNGNCTATTTTTAAANAAAAGCAGCTTTCNGTTCANCTTTATNG
GAGTTCCNAATTGNGTTAANACATTTTCCNCAGCCNAAAACNCNGNGNGAAATCTTTTTT
TTTANAACAAAACNGTTCTTANAAGTAACNCTTTCAAACTACNGGAANCCTAGTTGAANC
NCATGAATCTAAATTGAAGGCTTTCAGGAATTTGGCAGNGGACCCAGCCNCGGTAGNACC



CAAANAGCGCCGTTTANCAAAATGG
>CL11657Contig1
TGTTTAACTCAGTTAAGAAAGGAGGNGGAGGCATGGTTAATGCAGCAGCTAACATTACTG
ATCCTCCTGTTCCACTGCCCTGGATGTTCCAGATGCACGTGCTCCATTACACCCAACTCC
AGCTACTCTCAGGCCTCCACTGAGGTCAATGAACAGCTGATAAGCAGAGGAGGGAAGAAG
GTCAAAACACGGATGAGGAGGAAGCGTAATGGCAAGCACAGAACAGGGTATTCATGTTTT
GCAACATTCACTATCATAAGAAAAGAAAAAAATAAATCAAGAAAAAATAAGAAAAATGTA
CTATTTCTACGAATAGTTTAAAAAAGGCACAAAAATGTAGTTAAAGAAAAGCCGTGTTTA
TGAGCACACCTGTGCTTAGCTTTAGACTACCAAGTCTTTATCGTAATTAAGGAGGTCGCA
GGTGAGAAGCAGGTCGGTGCGCCCGCTGTCCAATAGCACCCTGTTCAGCTGGCTGCTGGT
CATGTTGATGTCTGTGCTTTCATCCAGAGGCCAGTCCAGTAACTGAGCGCTAGACGGCAG
ATCAGGGAGCCCTGGTTGGTAGTCCTCCAGGGGGTTTGGGTAGAGTAACTGGCGTAAGTT
AGCGAGTCTCACTGCCATCTGCACCAGGTCTAGAAGGCCTGCCATGGACAGTGGGTTTAG
GGCCAAAGCCAAGCTCTTGAGAGCTCGACAGCACCCGAAGGAAGGCAACAAGAGTGCAAG
CAGACTGTCGGTCAGACCACAACCACTTAGAGACAGGTGCTGCAGGCTGCTGGAGGCCTG
GGAGAGGAGCCTTCGAATCGAGGGCAGGGTGCTGTCTTCCAGACGGTTCTCACTCAAATC
CAGCTGTGCAGCGCAGAGGCATGATGGCTGCAGGACAGGTAGGCCAAGTCAGATGGACTG
AGGCTCAAATAAGGCAACTCCAGAATCTCAAGAGGTTGAGGCAAAGAGCTGAGTAAAACA
CGCAGCTGTCCAGGCAGCCGCAAAGCAGTCAGACTGAGCCTTCGCAGCTCCTGCAAGCAC
GCCAGCCCCTGTGAAAGGTCCCTCAAAGTATCCTCTTGCTCAAACTATNCTC
>CL11658Contig1
AGTGTGCACAACTCTGCTCCTGTCATCTTTTACATCATCATTAATCCAACCAACGACGAG
CACTCCTTCTCTGATGTTTGCTAATTTTAGCGTGCGTTCTCTTCAGAACTAACTTACTCA
CTGTTAGAACCATAGGATCCATAAAAAAGGGTTCTGGACTGATGCTGTCCTGTCCTTCTG
CAGGTCAAGGAGGGTGGGTTTAGGGAGCTGACTCCCTCCATACTGGATGGATTTGACCTG
GATGCCCCTCCAGATGTGCTGACCTTCACAGTGGAGCGGGGGCCCGCTCACGGCAGTTTG
AGCAGCAGCATCAGTGGTTCAGATCCCAACCAGCAGATGGGGAAGGAGCTTATGCAGAGG
AGGCTCCACCTTTCCTCCTTCACTCTGCAGGAGCTCCGACAAGGTGGGAGGCAGTGACTG
GGTTCATGCCGGGCCACTTTTGATGGTTCTGGCCAAACAGATAGGAGACAAACACTTTAT
CACAGATAAAGAAC
>CL11659Contig1
TGCCTCTGGTGGGAGGTTGGCGCCAGTGTTTGGCAGCGGAGCCGACACCAGTGTGTGTAT
GTGTTTTACTGGGTGAATGAGTCTGTGACTGTAAAGCGCTTTGGGCCTTGAAGAAGGTAG
AAAAGCACTATATGAGTACACCGTTTACCATGAAGAGTTTTTGAAGAAATCTCTACACAA
ATCAAGCAAAAGGAGAGGACGAAGAGGAAAACTTCCTATAATTGATAAACAAAATAAGCC
AACTTTTCCTGCTCCGTAGTGCGTATCCTATCGCGCAACGGGAGCAGCGACTCACTGGAA
TGTTGAAAGTCAGCTGCTCCCATGTTCCTCCGTATAGCTGATAGCTTGCAGTTTAAACTC
CTTCAGGGATATTGTAAACAATGTTGTTCAGGCCCACATTTCCCTCCACCTTTATGACAT
CTTGCTACGCCAAACAAAAAAACATTTGGCGCACTGCCTCATAGGGCGGCCCCTACAGTT
TGGAGAAAATATAAGACTTTTAAGTGCGCCTTATGC
>CL11660Contig1
CTTTTATGGAAAAAATATTTCGATGACCATTTTTTTGTTCAATTGTTTTGCACACTTTTC
GAAAGCACGCATGCTTGCAAAAGAACAAGATAAAGAAACAACATCAACATCAACAAGAAA
AAAACAACAGCAATAGAACAACACAAAATTCCAAACGCATGCCTTACCTATAAAAAAGTA
CAAATGTACACTATCTGACACACGTGGTCACCACAGCTTCTTTTTTTTAAATTAAAACGC
GTCACAGAACAATTTCGGCAAAATATATATCTAAAACATAAGAACTAAAAAGTGCATTTT
ACAACAGTTTGCAATATTATTCACATCTTGCATTATGAGGATGTCTCTCTAGTCTATTTT
TTCCTTATTTTGAAAAATATTTAATAGGTGAGTTTGCATTTTTTTTAATACAGGATGAAA
AATTGAAGTCCTATTTGGTATCATCACTCCAAACGCACACATGGAGTCGGGGGGTCCTGC
AGAAACGGTGCAAGTGTTGCTGTTTATACTGAACACAACTGATCCCAAAGCTGCTGTTTT
CTGGGTTGTGTGGCCGTGGAGTAATAAGGTGAAAATAGACAGATCCAAATAATTTATATT
TTTCAAGAGCAATTCTTTCGCTGTGCCATTCTGTGCTGACCTTGACACCATTTAAAGCGA
CACATTCAACACAAATAAATCGAGAACGATAACAACTCGCCTTGATAATTTCCGGCGGAG
GAAAGAAAATGAAAAAAGAAAGGAAAAACTTTGGGTTTTGGTTG
>CL11661Contig1
GGCGCCTAGCGGAGCGCTGACGCTGTCAACAAAGCAGGCGGAGATGAACAGCAACTGTCT
AAAGGCTCAGGGTTCAATGATGGCAGCTGTGGCATGTGCTTCCGTTCCCAAAATCACAGT
GGTTGTTGGTGGTTCACATGGAGCTGACAGCTACGCGATGTGTGGGCGGGCGTTTGAGCC
GAACTTTCTGTTCCTGTGGCCCAATGCCAGAGTGTCCGTGACTGCTCCAGGTCATGTCGG
AGCTCTGCTTCCTCCTGATGCTGAGGAGGAGGAGGAGGAGGAGAAGCTGAACAGGAGACT
GAAGGAGGAGAGCTCAGCTTTCTTTTCCTCTGGCAGAATGTGGGACGATGGAGTCATTTT
GCCTCAGGACACCAGAAAGATTCTAAAAGACTGTCTGGAAATCATCAAACAGCAGCATTA
TCAGCTTTCTACAAAGAAATCTCAGTCCATGCTTCTACGCATGTAGAAGTCTCACCTCCC
CCTCTGGATCTGCTGGATAGAAAGTGCATTTGCAGCTGGACTAGTTGACGTTCCAATGCA



GTTACCAGTTTTCATAAAGGAAGATTATTTGACCATATGGGGAGTTGATATTAAAATTAT
TGCCTTTTTTATGACCTCATTTAGATTTGATGTAAAGGTTTTTTATTTTCCCAAAGTGCC
TCGAGCTTTGTCTTTAGTCTGCCAAAAGCAAAACTGTAAGAAAACAGAACAGATTTTCTT
TTTTGCATCAGAGGCACAAAAGATGATATTAAAAAGTTTTTAAAATAGATGTTTAAATAG
TACAAATTGTATCTATTGAAAATTTAACTATAAATGAATGTCAAAAATATT
>CL11662Contig1
GAGGGTGTTGGAGGAGAAGCCGCCTGGAGAGGATGGAGCTGCTGCAGATCAAGAGGACAA
GGAGGATGATATAGATCAGGACAACCCAGGAGTAGAGGAAGCGGAAAATCTGCTGACGTC
TCTGACGGGCCAGCCTCACTGTGAAGATGTGCTGCTCTTTGCCGTGCCCGTCTGCGCTCC
GTACACGGCCCTCTCAAACTACAAGCACAAAGTCAAACTGACGCCAGGTTCTCAGAAGAA
AGGCAAAGCTGCTCGAACTGCAGTTTTAAGTTTTATGAAAGCCAAAGACGCCTCACAGAG
AGAAAAAGATTTGCTCCGAAGTGTCAAGGATGGAGACCTGTCCAGAAACATGCCGGGAAA
AGTGAAAGTTTCAGCTCCAAACCTGCAGGCTGCTAAGAAGAAATAAGAGATTCAGGAACA
CAAACGACTTTTCTGTATCTGTAAATCAAAATTCCGAGGCTCCTCAGCAGAACTGCAACA
GTTCTAAACGACTTCTTTTACTTTAAAAGTTGATTATTTTTCATGAGAAAAAAAAAAATA
AAGACAAGGATCTTTGATTTGAAAAAAAAAA
>CL11663Contig1
ATCTTTGTTTCATTTGTTCAAGCCTGCTTAATGTTTTCTCTTGTGACAACACTTAGAAAA
GTGTATTTTACCGGTATGAGTCTGAAAAACAAAAAAAAGAACTCAAACTGACAAGCCACA
TGTGCAAAGCTGTTTTCAGATTTCTAGTGAGCATTTTCAAACACATATTAGATTATAACC
TAAAACTTCTATTACCTGCAACATTGCAGAAAAAGCAAAAAGGTGGCTTTGGAAAGTGCA
ATCAGATTTTAAAGCCAAAAGTTAGACCTTCATTAAACTCCAGGCAGACCCCGCTAACCT
GTTTTAGAGAAAAGAAATGGACAAAGATCACCTGACAGCAGCCTCACATTCTCCAGTGTC
AGAGAAAGTGGGATGGGTCTCAGTCAGTAAGGCATTCTCGGAGATGATTGTCCAGTCTGT
GGCTTCAAACCTTCTCCTTCATTTTCATGAAACAGTCATAAACATGCTTCAAACAGTGTT
ATTGTTGTGGCTGTTCAAAAGCCACACCTAGCTTGTCATAAATCTCCTTCAGCAGCAGAA
GAGCTGTATCTTCAGATTCCCAGTAACACAGATGAGACTGGATAGCAAACAAGTATTCAT
TAAAGCTCTCTATGGGTTTTTCTTGAAGCACATAATCGATCCTTCGTCCTCCATTCAGCA
TCCCCATTTTGATCTCAAAATTCTCTGTCTGCTCTGCGTTCATGG
>CL11664Contig1
CNCCTTTTTTTCCAGNTGGGGGGGGGNAAAATTAAATTAAATTAAGGAAAGNAAAGGAAA
CCAAAAAAAAAACNATGGATGGCTGTTGGTCCATCAGCAGAGACTTTTTTTACTAAAACA
TCCTTAAAAAAGGCCNCTGAAATGCGTCNAGATGCATGAANGGGGGCGCTGCTCCCCCAG
NGACGGTGCAGTTTNGCCGTCCCGAATTGATTTNTCCGTTTAGGTGATGACNCTTTGGNT
AGAACNCTACAGCTTTTAAAAGTTTGGGAACAAAAAGCGGCAGCNCCGAATGGTGAGATG
TGGTGAAGCCNCAAAACGTGTTTTTTTGTTTTTAAACNCTTAATCGGGGGGAAAAAAAAA
AGACCTCGACACAGAGGAGAGGCCCGATAATCCAACCTCCTCCCATGTCTTCAGGCTATA
AAAGAAAAATATTTTAAAACACACTTTTTTTTTCTTTTCTTTTTTTAATTTGTTCCTTTG
AAATTTGTTTTTGCTAGTAACAGACGGGAACCATCAACGCATGCCATGTGCGGGTCTCAA
ACAAATACATACAGGTATATACAGCATCCTCGTGCCGA
>CL11665Contig1
CTTACATTGATTTGATTTTATAATAGTATAGAATATGACTACATTAAAACAAACTGAATT
TAGTTCAAAAACACTGAAATATGTAAAAAATAAATAATGTAAAAACTCAATGCCAACAAT
ATTAGAGAAGCAAATCTTTTTATTAATNCTGGATTTGTTTTGTTCTAAAAAAAAATGACG
GCATGATTCAACTTCCAGCTTCACGTTAACCACAGTTTGTTTTGTTCAGGCGACTTACTT
TGATCTTTCAAAAGTACTTTTTCTGACTGTCCTGTGTGCTCTTAAGGGAAACGTTTACAG
TGACCCGGGTCAGGATCAACCCGGTTCTGTTTGGAACCACAATGAGCAGTTCCTCTTCTG
GAGCACAGGTGGCGCTGGAAGCCTCTTTTTTGGTTCAGGTTGTCCCACCACGTTTGATGC
CGGCGCCGCTCATTTCTTCTTGTTCTCCTTGCAGGCGACCACGTAGCGCTGCGCCACATT
CAGCGGAGGAGAGTAACCGTCGGCGTACGACGTGTCCTCGAACAGAACCGAGTAGTCGTC
CTGAGGCCGGTGCGGCGGCGTGTGGATCAAAGCGCGGTAGAAGCAGGTGGTCTGCGGGTA
CAGAGCCAGAACCAGCTGGTCCTTGCTGAACAGAGCCTCGGGGTCCGTCTCCGGGTTGGC
CTTCCACTGAGGGAGGGGGATGATCCGGCGCCGGCTCAGGGTGTGTCTCTCTTTGCCCTC
TTCGTCGATGTCATCCACCTCGTACTTGTTGGTGGAGTGGCTG
>CL11666Contig1
CTTTTTTTTAAAAAATTTTGAGGCAAAACTTAATTAACCAACAAAGCTTATACAGTCTAT
AGCTTTTTTTTTTAAACAACTTAAACGGAACAACAGAAAAAGGTTACAAAAAGAGGAAAC
AGGTGAGATGACGGGAAGGGGCGGAGCTTGTGTTCAGGATCAGGACATCTTCTGAAACAC
ATAAACCAAGTAAATGCTGGTTGCTTCCCATTCANATTGGCTCAAAGTTCCCAGTGGAGG
TCTAACGCCTGCCTTCTTGCAGTGCTCTTGAGCAGTGGCGTATTCGTCTTTGCCGTCTGT
GGCCTGCTGACCTCCATCCTCACAGGGATAGGGCTCCAGGGCCATCATCTTCATCATCAG
GCTGCGATGCTGCTCGTTCCTCACTTTCTCCTTGAANAACTCTGAGAACCTCTGCTTCAT
CACCANACGCATGTTGTAGCGTTTCGCCATGTGCTCAAGAAGAGGAAAATAGACNAGAAA
CTCTGGAACGTCGACAACCTCCTCCAGGCTGAAGTGGTACTGGCATCCNAACAGAGGATA



GGAGCCTTTGGACTGGAAGGAAACTTTGAAGACCTCGTTACCAAACGACNGAAAGTCCGA
CGCTTCCCGGCGCTTAACCAGTTCATAGGCATCTGGCGTCGTTCC
>CL11667Contig1
AATCCTCCACCTGGATTGGCCTCAGGACTGTGGTATGGCCTACTTTAAGCCCAACATGGC
CGAGAGGATTGTGTCTGGGAATGAAGCCCGACCTCACTCCTGGCCCTGGCAAGTCTCTTT
GCAGGTTCGTCCCAGAGGGAGCAAACATTACGTTCATGTCTGTGGAGGGACTCTCATCCA
TAAGAACTGGGTCCTTACAGCAGCTCACTGCTTCCAGAAGGGGAAAGCTGAGGATGCTGG
GAGCTGGAGGATCGTGCTGGGGAAGCACCAGCTGAAGCGTTCTGAGACCGCAGAGAGGAT
CTTCCCCGTCAAAAGGATCTATCGGCATGAAAGCTTCCGCTACCCCACCCACAGTGAGCT
GGACTACGACATCGCCCTGGTGAAGGCCGGCACGGACATCCCACCATCAAACTTCATCCG
TTACGCCTGCCTGCCGCGCAAGCAGACCGGCCTCAGACCAGGACACTACTGCTGGGTCAC
GGGCTGGGGAGACACCCGCGGTGGGAAGGACAACGTCTCCCTGGCAGAAGCGTTGAATCA
AGCCCGTCTGCCAATCATCGACTTCAAAACCTGCCGGCAGAAGAAATTCTGGGGTGACCG
TGTCAGAGACTCTATGATCTGCGCCGGATTCAGAGACACAGAGGACCCACCTGCTGCCTG
CCAGGGCGACTCTGGGGGTCCTCTGCTCTGCCAGCTGGACCGAGACCGCTGGGAGGTGCA
TGGAGTGGTGAGCTTCGGCCCCATCGGCTGCACCGTTGAGAATAAACCCAGCGTGTTCAC
CCGCACAGCCACCTACATCCCATGGATTGAGGCGACTCGCATCAGGGACTTTTTCCTGCA
CTGAACCAACTCAAAGTTTCCTCCTGTTCTGCAGAAGACACTTCCTGATGTAAATGCAGC
TTCGCAAAATCCCTTTTGTTACTCTTTGTATT
>CL11668Contig1
TTTTTTTTTTACAAGAATAAAACAATTTATTGATCAACATAATAAAAACACAAAATCAAA
AGTATAATACTAAAGCTCAGGACAATCTCAACTAAAAATACATGTAAAATGTTCTGGCTT
TAAAAAAAACAACAACTACTGTCTCTTTCAAATGGAATTTAGTTTGTCACTAAAGGCAAC
TTGGTGACAACTCCAGTGCATCTTAAAAGATTCTACAATCTGCTTTCCAAACTGACTGAA
TTCACATTTTTTCTTACAGAAAGACAAATGAAATGTTTAGACTCAAACTGATGTTTTGAA
ATTCCCTCGGCTCAAAATGCTCCGTGTCTGTGACATCTTAATCAAACAAGGATAACTAGA
AGTCCCAGGAGTCTATCC
>CL11669Contig1
GCTGATTTATCGTCAGGATTAAACTTTATGGTCATGTAACCCACGTATGCATCCTCTGAG
CCCTCCATGAAGACAAACGTCGAGTCACGCGTGTTCTCGATCACCACCTTATCTGCTACT
TTACCAGGAGCTAAAACAGAAGTGTGACAATCCTCACAAGNCCGCCTTGGCGTGCAGACG
AACACACAAGCGAGCCTTCTTCTCCTCTTATATCCAAATACTGACCATACTACACGAAAG
GCCTCAGCAGCTCTCAAAAAAACATACTACTTACCTGCGCCAATCATGGTGATGGGGGAC
TCTATATAAATCCACTCATCTGTATAGATGCCAGAGTGAACAAAGATGAGGCCATCGAAG
TGGGCTTCCTGTACCCCACCCAGTGCATCCTCAATGGTGTCATAATACAGCATATTATCT
CTGCCTTTGTATCTGCTCGGGCTACTGTAGAAATGCTCAGCAAAGCCTGGCTTTACATGA
GCCCCTTTATATAGCTGCTGGAAGCTCTCCTTCCAAGGGTTTGGGTGTTCATACTCCTCA
GGGTTGACCTGGTAGAACTTGCCGGGCTCAGGATGCATCATGGGACGTGTATACTCAAAC
ACATCCATATATAAGCGTTTCCAGAGGATGGGATCGTTTGCTAGCTGGCTGAATCTTTTG
CAGACACAAGCTGCCTGGCATAGGTCCTGCTCCAGTAAGTAGGAGAAAATCTTCAAAATA
ACCTCATCTGGGAGCTTCTGCTGCAGATATTGTTCTGCTGGGGCTGCTGGGAGGTCGTGG
CTCTTACCGGACACTCGTGCCCGCTTGGCTCGATGGCAAAAGGCTTCTGTTGATGAAGTG
NAGGCTCCCTCCATAGGACCCTTGCTGGGACAGGCAGAGGCGGTGGCAGAGGCAGCTGTG
GTTCTCTTGGGTAGCAGGGTCTTGCGTCGAAGCTGGTAGGGACTGTTCTGAGCACCAGGA
CCGGACTCTTCAATAGCCATCTCTGCTGCAGCTGCTGCAGGAGCCTCTTCATCTCTTTCG
GCGTTGTTCCGTTCGGGTTGCACCGGGCGCGGCCTCGACACTCGCCTTGGTCTTCTGTTG
GTAGCCCTGACGGAGTTCATCTGGGGAGTTGGTCGTCGAAAAATAGACCGCTGTCCTCGA
CCACCCGCCGCTAAAATTAGCCGTCAACCCCAAGTGCCACCGAGACAGCCTCTTTCACGC
GAAACAAAAAACAGTTTTGCTGGGGGGAAAAACAAGCTTTGGGGGTTAAGTTGGGTTTTT
TCTTCTCTACGTTGTGTCACAGCTTCCCCCGTTCCACTGCTCGGTGCAAACTCTGTNTNC
TGTCTACAGCAGGAG
>CL11670Contig1
GGTTTAGAAATAATTGAAACTTGCTTTTAAATCAAACGTTTCAAAGCACTTTCGGAGTTT
TTGAATTTCAGGTCTACTACACTGAGTGAGTCCAGTTTTAACGCCGTCGTTGATCGTCAC
ATTTCCTCCTCCGAAGCAGCAGCAGCCATGGATGCCGACCAGCAGCTGAGAAACCTGAGG
GATTTTCTCCTGGTTTACAACCGCATGACTGAAATCTGCTTTCAACGGTGTTCGAGCAAC
TTCAACTACAGGAACCTAACAATGGATGAGGAACGCTGTGTGGATAACTGTGCAGGGAAG
CTGATTCGCACCAACCACCGCCTCATGAGCACCTATGTGCATCTGATGCCTCGCATGGTG
CAGCGCCGCATGGAAGAGCTGGAGAGCGAGGCTGCAGAGAACGCCCAGGCAACCGAGGGG
GCGACCGTACCTGCGGGGGTCGGACCTGCAGAGGCATCACAGTCCCAATTCAGCCCGTCT
GCCTCCACACAAGTGCCTCCCTCTGCGCCTGAAGTTGCATCAGAGATACAAAACTCAATT
CTGGTGCCAGCCAAATTAGACATTCCAAGTGAAGGGACAAACACAGCAGTCAAACTTTCC
GCTGCAACTCCAGTCACTCCTAATATTGAAACTTCCCATCCACAGGGATTTCCTCAACCA
ACTTTAGCGGAATCCCAAAGAGATTTTGGAATCAGACAAGCATCTTTATCAGAAAATCTG



CTATCAGAAGCTTCTTCTGTTTCCAAATCAGAAGCATTGGCTGACCAGAAATCGTCCTCA
CAGGTTTCACCTCTTCCTGGACAGCAGTCTTAAGCATCAGATGGTTTTTGAGCATCAGTG
GAGACTGGAGACACTAGCTTTTGGGTCAAAATGATCCTAGATATTCAACACATAGATATG
TGAACATCCATCTTTCAAATCTTTTATAAATACAAGAGTCCATCCTTTTCTCTGTACTTT
GTTGTCATTTTCTTTCTTCCGAAACCTATTGTCACTGCTTAAAAAGGACAAGTCTATCTG
GTCAAAATCAAACATAACTAGTTGACCCATAATAATATAATTGTCAAATCATTTCATATC
AAAGTAGTTGGGACTTGGTGATCAGACTAGTAACGTATGGCTCCTCACCTTAATGTCTGT
GTTTTTGTTTTTTTTTCCTTTACATTATTGTGTTTTTAAGTCACTGTCAAAGCA
>CL11671Contig1
GGACTTCGCTGTACGACGAACATTCTTGGAGCGGCGAGGAGCCGGGAGCGTTAGTCCAGA
AGAACGCCACGTCTGGAGCGTCGGCGGCCGGTGACCAGGAGCACTTCATGATGGCGGCTG
TGTAGCCGTAACACTGCAGGTCCTGTACCAGCTCTGGCTGAGTAACTTCCATGACGGCCT
CCTCGCTCACACGGCCGTCACAAGACGTTTTTACGGACCATCGCAGAAATCCTCCGTCCA
TCACAAATGGGTCTGCTATCATTTTCTGCTCGTTAATATTCAAAATATTTTCTCCGGAGT
AATCAGGCTTTCCTCTGTAAAACAGGATGTAGGTGCAGTTTGTCACCGGGTGCGGCGGAG
GCTCCCAGGAGAACTCCGGTTGGAAGGCGTTTATCCAGCGCACGGACAGGTTTCTCGGCG
GCAGAACTTGTGCTGACGCGGACACCCAGACCCCCAGAAGAAAACTGGAGGCGATCCATG
TCAGAGCGGGAGGCACCATGTCGGTCCTGTCGGAGGTTCGAGTCCGGGCTGCTCCGCGCC
CTGGCGCACGAACGCAAGATCCACCAGTCTGATCTCCACCGTCCTGCTTAGGCTCGCTGT
CCCCGGCCATAATGCCCGGGTTTAACGGCCCG
>CL11672Contig1
AGAGACGGGACAGGAACCGTGGAGCTGAACATGCTGCAGTGGCTCTTTGTGACCATGTGT
GGCTAAAACACCAGAGCGCCCCCATCAGGAGGAGAGGCGGAGCCAGCTGCGCTTTCAGCA
TGACAACCTGTAACCCCATCCCCCTAACTTGCATGTCTTCCATCAGCTCCAGGCTCACCT
GTGCAGGTGTCCATGAGCGGCCCAAGCTGTGAAAAGAGCAGAAAAAGGTAGAACCTCGGA
AAGTTCTGGTTCTGACATCCTTGTTCAGATGCAAACTCCTACTAGACACCGCCCCCCTAA
ATGTGCATTAAGACTTGAATGGCAGTTATTCTGCAGACTGAACAACAGCCCCCCCTGCAG
GAGGGGGCAGCATCTGCAGCCGAAGGCCGTTTTTTTCAACAAAATGTAAAACAAAGTAAA
AGAAACGTTTGGGTCGGTTCTAAACTAAAGGAACAATAATCCAGACGTGTCTGCTCTGTG
GGACAATTTTAACTTCAATCACCTTCAGCTGCTTGGATTTGAGGGACAATCCCAAAGAAA
AGCATGCTGGGAGTTAGCAAACCTCCGTCTATGCTCCACCTTCTACAGGTGTTCTCCGGC
CAAACGGGCGGAGCCAAACTGAAACTACCTTCTTATTAACCTGTTGTTCTGGAGGAACCA
GACTAACGACCCCCCCTCCTGGAGTCAGGATTCTGTTGGTGCTCCAGGAGCATCCGGACT
CCAGAGGAGGCAGACCCACCAGAACCAGAGGTTCTGAGAGAAACTCAAGAACCGTCACCA
ATCTGCAGGAAAGAACCCTGAAATGAGTGCCTCAGAACTTGTCTTATGGTTACGGTTCTT
AAATCAGAACATTTTCTGGAGATGAACAGGAAACGTCATTTCACGACTTCACCCCCCCCC
CCCCCAAAAAAAANNNCAAANAAAAAANTTCNNCCAAAANATTTTTTTNGTTTTNCCGGN
AAANTTNNNANNAAAANC
>CL11673Contig1
CGGCACGAGGTGAAGGTTTGTCCTTCAGTGAAGCAGTCCAGTGTTGACAAAACAACAAAC
CTCTTGTTTGCTTGCAGTGTAAACCTGTCAGTGATATGAAGGAGAATATTTTTTCTTTTC
TTTAATCCAGCAGTTTAATCTGTTTCAGCTGTCATAGTTGAAGAGACGCCATGTTTCCCC
ACTTCATCATATCACCCATCATGTGGACCTGAGAAGAAATGGGGGGGCTGACCTAGCCTG
GCCGAGTGAATGTGTATGATTGCGGGGCTCTTTTTTTTCTGTTTTCCTGTGAAGGTCTTT
GTGTTGCAGTGACTGTCGTTCCTGCGGTGACTGTGCGACAGCGCCAAGCATCACCTCCGT
CAGCCTGTGGTGTTACCTAACATTTCATATTGATCTCAATGTTTTCTCCTTTTTTAATTT
ATGGGTAGTGTTAATAGAGTTGTGCATTATTAGTATTATAAAGAATTTTATGTATGATTG
CTTTGATTGTTTGACTGTACATTTGAAAAAAAGAATATGTAAAAAAAAAA
>CL11674Contig1
TTTAAGACTCACTGTTTATTAAGCAACACAAACAGAAGAGGATCCAACAGATAACATGTA
CAGTAAATATCATCCTGCGGTCAGTAAAACTGTTTTCTCTGTCCTTTGAGCTCAGATTAG
GTATATAATGACCCCTCCCTCTGTCCTGCTGGTTTGTGTTGCATTAAGTGGACACATTTG
ACACACGTCTATACAAAACAACAACAGTGCTTTCATTGTACAGCTACACAAAGTGGACAA
ACATGTTCTGATTGGAACAAACTCAGGAACATCTCTGTTCTGGCTCATCATACCTTTTAT
TCGTCTGGGTTTCTTCTTCTGTTAAACAAAGGGAGAGCAGTTTTGTATAAAAAAAAATTT
ATATATTAAAATACATTGCACGATAATTTTGGCTATTTATTGCATTTGTATGTGCTTTTA
TCTATAATTTATTGCAGCAAATAGGCCTCCATTAAAAACACCTGCACTGAGTGCAGGTAC
GGGTGTGAACTCTTGGGGGCGCTGTTCTATTATATTTCTTACAATCTTGGCCAACAAACC
ACATACATGCTACAAAAAATTAATGACAAAAATCAGNCTTCTTTTAAAGTTACTGTTGGT
GTTACCAAGCAACAAGAAAATGGCTTTAGTGTCCTGCTCCTCCCCCTCCCTCCTCCTTGG
CTTGGTTAGTTAAGAGTGCAAAGCTGGCTTCAGAACCTGGAGTGACACTTTTAGACCTTG
TAAACTCCNAGAACATGACATTCTCTGGCTTCCAACCACGCAAAAGACAAATTTAACATC
TGACTTAAGCAAGGCTGTCCAGAAGGACAATCCGCCTTTGGCTCGNGTCACTTGGGTTCC
TCTCAACAGTCTAGTTTTAACAGTGCGTGNAGCCAAAATGAAAGAATCCACT



>CL11675Contig1
TTCGGCACGAGGGACGAATCTCACAGCAAACAGAGAAGTTCAAACTCTGTCACACTGTAC
TGACGGTCATCAGCCGAGCTAAAAGGCTGAGGAGCTTTTTTTGGGTCCGATGGGGATCGG
TGCTGTGTGCACAGCTGTGAGGCGACTGGTGTTTGGCGTCCAACAGCTGTCTCTGGTCAG
AATGGCGTCTGATGTTGGACTGCAAGGAAGCTGAGAGCTGTTTAATGCACCAGCATCATA
AGTGCTACAGATACCTTCATGTGTTTGTGCATTTAAGCCACTGTGACACAATCAGAGAAG
ATGAGAGCCCGTTGTGCTTTCTCCCTCCATGTTTGGGGGTGACGGGGGCTCATGAACGCC
TGGTCTGATGTGGGGGAGCAGAGCAACGAGTGCTTCTGCTGGTCATCACGTCCCGCCGTT
GTTCTCGTCTCACATTGGGCTCATCCCACAGGGGTGGACCTCTGTTTTGGAAAGAACTGA
TGAGCTTCATGCAGAAGTCCAGCCGTCTTAGAATCTTCTTCTGCTTCTTTTTCAGCGTCA
TCATTCAGCAAATGAAGCGAAACGAACTGGAACATTCAGACCGAGAGAAGATGAACATGC
TCGCCTCTTGAAACCATATGTGCACAATATTTCGAAATCATTTAACAATGTTCTTGATTG
TTTATTGTATACAAATAAAT
>CL11676Contig1
GTTCAGAAAATGAGGATTCGCTGTCCAGTTTGCCGGAAATGCTCTCTTGGTCTTGAATAT
CGGCGTGCGAGCTCAAATCCGGCTGAATTTCTGAACCTTGTTGAAGTGATGGGAGCTTGT
CATTACCTCCTGTGTTCTTTTCAATGGCACTGCTTAGTGACTGATTGTGAAAACAGGAAT
AGGGGTTTTGAGGATACTCATCCAGAGATGCATGATCAGCGGGATTATTGAGGACTTCAT
CATCGTTAAATGAAGCGTCGCTCTCCAGATCTGGCATTTCTTCTTCAACATCTTGTGCAG
GATCCAAAAGAACCTGCTTTTTAGCTTTATCAAGCTCTTTACCATCACTGTAATCCATGG
GTGATGGCTCATCATTTTCATAATCAAACGACTGTCTGTCATAAATATCATCCTGCATAA
AGCTGGTCACAGAAACATCAGCTCTTTCCTTGCAAGGTTCTGGTCCTGGTGTACCGCTTT
GTTCATCCACTTTGAATTGGTTGAGAAAAGCTGATCCCTGCAATGAAAGACTTTCCTCTC
TAAGCTTTAGGTCACTGTCCTGACCTTCATCTGACCATTCATCATTGTTGTCGGGGAAAT
CAACAACATCATGCATGACTACATTTTTGCACCGTGTTTGACATGCTCTCTGATTTCTCA
GTTTGCGGTCGTTCTCCAGCCAACGGCTTCTCCAACGCCTCAGCTTGAACTTCCGATTTA
AACACAGACTGCTGAGGGTCCACCTCAGAAATAGATTCAGGCAGATTATGCTT
>CL11677Contig1
GGAGTCTGAGGGAGCTTAACCTAACTGGAAACTTGAACTCCGAGAACAACAAAATGATCG
GACTAGAGTCCATGCGAGATTTGAGGCATTTAAATACATTGTGCCTAAAGAGCAACCTTA
CAAAAATGCCCACAAACATCACAGATCTTTCCCCACACTTGATCCGTTTACTGGTCCACA
ATGACGGATCCAAACTGCTGGTGCTGAACAGTTTAAAGAAGATGTCCAGCTTGATCGAGC
TGGAGCTGTACAACTGCGAGCTGGAGTGAATCCCCCACGCCGTGTTCAGTTTAACCAACC
TGCAGGAGCTCGACCTGAAGTCCAACAACATCAGAACCATAGAGGAAATCATTAGTTTCC
AGCACCTGAAGAGGCTGACGTGCCTGAAGCTGTGGCACAATAAAATCATCAGTATCCCAG
CATCCATTGGCCAGATCAGATCCCTGGAGTCTCTGCACCTCTGTCACAACAAGCTGGAGG
CCTTGCCCCCGGCCCTGTTCACCCTGCCGAAACTGCGACACTTGGATGTAAGCCACAACT
CCATCACAGTCCTTCCTCCAGACGTGGGACTGCTTCCCAACCTCCAGCACCTGGCCATCA
ACTCCAACAAGCTGGAGGTGCTGCCCAAGCCTCTGTTCAGGTGCACCAAGCTGAAGGTGC
TGTGTCTGGGAAACAACGGGCTGACCACCATCCCCGAGACGGTGGGCCAGCTGGTCCAGC
TCACTCAGCTGGAGCTGCGGGGCAACTGTCTGGAGAGACTCCCCGCCCAGCTGGGAAGCT
GCCGCCTGTTGCTAAAAAATCGGCC
>CL11678Contig1
TTCGGCACGAGGCTTCTACCCGTTCTAGTGAGAGGCCAGAAGCCCGCAGACAAAAGCTGC
TGCTTTTAAATCTGGACCTTGGCAGCTTTGGAAGACAAAAGCTGCAGATGAAAGGACCAA
AAGTTGGTTCTGAAGCAGAAGTCGGACTTTTAGGCTTCACAGCTTTTCCTAACGCAAACG
AAAACTAAAAGATCTTTTTGTTTGAAGCTTTTGCTCAGATGTGTCCTTTTTCAGGGTGCA
TTTAAAAAAAAGAAGCTATTTTTACCTTTTTTCAATATCCGAAACAAACCAGAGGGGAAG
CAGAAGCTCCTGGCAAATTCCTGAAGCTTTAATGAAGAACAAAAGTGACACGAAACCTTC
AAATGATGCAGAAACGCTTCTGTTAAGCGGAGAAGTCCTGCATTCTGGGAAGAGAACGAA
AGCGACTGGATTTCATCAGAAACACTGGATGCAAAGGAAGTGACAGAAAAGTTCAAAACC
TAAAAACCATTTTTCAGCATCTCTGGCATTTTCTTTAAGTAAATATTGGCTTTTACTTTA
AAAGAAATGCATCTGAATACTTTAACACTTGGATTTCTCTATCATACGGCACTGAAATGA
GAAAAAATGGACAAAATGTGAGAATAAGGCAAATCAGCGGAACACTTCACAGAAATGTCA
GGCTGATCAGACGTTTTCTAT
>CL11679Contig1
AACAGGCTTTTGACCTTTTTCTTTTACAATGTTCTTCTCATCCCGTCCTTGGAGGCTTTT
TTACAGAGATGGTAGCTTCAGGTGTTTCTTACAGATTTGTCAGGTCTGTGGACCTCCAGC
TGGGGATGAATCTGTGATCCTGAGGTCTGAAAAGAGCTGCAGTGTCTCATGGGAAAGCTG
CTTTCAGATCTCAGTGCGACTTGTTTTCAGAAGACGATCAAGTTCCTTTTGTAGGAACGC
TTCTCCACGATCCGCTAAACCTCTCCAGAGGAACAGGACTTCATGGCCTGCGATCTACGG
TCAGGTCTACAAAGCCAGTGCAGGCATGTCAGAGGTGGAGCTGTGGGTACAGGCACATCC
TGGTTACCTGAGGGCACAGGTACCCAGGATGTGCAGGATTCTGGCTGAGCTGTGGCTGAA
AACCGGACGAGCAGACTTTCCCACCCTGAACCCCTGAACTCCTGGAAGCATCTTTAAAGT



GGAAAAGTTACTGAAGAGGATGAGGTTTCGTGAAACGACGGCGCCGACAGCTAAGCGCCA
ACATTCCAAGAACAGCGAGGAAAGTGAAGCGGCTGCAGGGTTTGCTGCAGCACCCATGAA
GGACAAAGAAATCGATGGTTTTTGCTCAGCAAGTCGTTTCTATTTAATTTACATGTTGAA
GTAAAACATTGCAAAAGCGAACATCGAGGCGGTACACAGAAAACAGACCTTTTTGTTAGC
TTTGCGGTTAATTATAAAGCTCCATCAGTCCGGTTTCATTGAACTCCATCAGCTGCACTT
TGCTTGCAGGGTTCAGTTCCAGCTGGTTTGTATGCAGAAAACAGGAGCTGCATGCGTTGA
TCTTCATGTTTCCAGTGAATTTTTCTTCATCGAGTTCAGCGATGTGTTTGGAGGAAAGAC
GTTCCCGTTTCATCCGTTTCTGCATAAAGATGAACTGTGGTCTTTGTCTGCCTGTAATCG
TGTCAAATCCGTTTCCCCTAACAGTCCAGGCTGGGTTCCACTGCAGGTCAGTGAATCCAT
CGGATGTGCTTCTGTCAGT
>CL11680Contig1
CTCACAGGTCGTACACCAACATAGCTGTCAGCGGTCAGGCCATAGACAGACATCTGCTGG
GCCTGAAGATGCAGGCTGCTGAGGAGAAGCTGAGTGTTCCCGCCCTCTTCACAGACCCCG
CCTACGCCAAAGCCTTACACTACCAGCTGTCCACCAGCCAGGTACCCTCCAAGACCGACT
GCGTCATGTGTTTTGGTCCGGTCGTACCAAACGGCTACGGCGTGTGCTACAACCCCATGG
AGGACCACATAAACTTCGCCGTGTCGTCGTTTAACAGCTGTCAGGAAACAGACGCGGCCC
GTCTGGCTCGGGGGGTGCAGGACGCTCTGCTGGATATGAAGACGCTCCTGGAGAAGACTC
CCAAGTCCAGACTGTGAGACTGGAGGATTTCTCTGTACGGAGCCTCATGACTTGACAGCT
GGAAGTTGATTGTTCAGCCAGCAGTCAGTCCTCTAATCTCATGAATCCCACGTTGCACTT
TGGGGGTCCCC
>CL11681Contig1
CACAGTAACAGGTTCATTTATTTAAGCTGCCTCTTCTGTACAGAAAGATGAGAGTTTTTC
ACATTAGGAGGATGACAGGAGACGGGAAACGCTCAAACCGCTCAGATCTTTCCAGGAAAT
GTTCCAGCCTCCAGCTGACCATCCCATTTCTGAACCCAGCTGATGGGACAGAGGCTCTTG
TAAACTCTGTGGTACCACTCGCAGGGGGCCGGGTCCTGGTTTTTGGCCGACAGAGCTTTG
TTACATCGATGGTAGTCCAGATAGTTCTGGTAGCAGTTGCGGGTTTGGTTGGTGTTGGGA
AAGCGGGCGTCAAACGGAGCCGTCCTGTAGTTCTTCAGCTTCTCCTCATAAGACATTTTC
AGATGCAGATCTGTACGAGACGAAATCCGCCTTAATCTCCCCCGGCCATAAGGCCCGG
>CL11682Contig1
CAAGCAGTCGTATTTCTTCATTGGTAATATCTGCACAATACGGTTCAACTGAAGCCCAGA
ATCTGTTGGGAGCATCATTTTTGGGGGTGCACGGGATATCTTGTGGTTCATCTGTAAATT
CATACTCTTGAACTTTCGGCTGCAGGTTTTTGGATTTGGGCCTTCCGGGACCAGGTCCTT
GTCCATGTGCTCCTTTCCCATCCAGTTTTTGTTTCTTGGGCTTGTGGCGGGATGTGGCTG
CAGGATCAGGGTCTTTTCCCATTTTAAGGAAGCGCTTGTCTCCCTTTTTGTCTTGCCAAT
CTGTGAGGATCTGTCTCTGCTCCTCCAGGGCTCGCAGGCGGCGGCTGGCTGAAGACAGGA
GCGTCTCCAGCTCCAGCTGCAGAGTATCAAGCTCCCCGCTGCCGATGCCATCGTCCTCTG
AGCGGCCCAGCACGGCGGTGTAACGGGGACACAACCTGACATGATCCACGGGCTTGAAGT
CGTAGTATTTCAGCGGGGAACAGTCCTTCAGCTCGCTCATGATGTTGATTGTTGGCTAGG
AAGCCGTTAGTCTGATGTAACTGACGCAAAATGATGAACAGCGGGGTAATTTACAGACCA
TGCATCACACACGACACACTCGAGCGGGGCTGAACCAGCGGCCGGCCAGAATTGCCCCCA
AATTACATTTTTAATTACACAGCGAACTGCTTAGAAANGCTTATATAAACACAAACGTTT
TNCCTCGTGCCGA
>CL11683Contig1
GNAAGAGGAGGAGGAGGAGATGGCGTGAGGCTGGGATGAAGCAGCCGCGGGGTCCCTCTG
CTCGGAGAACGCCGCGTCCCCCAAGCTGCATCAGGCCGGCAGTGCTGCTGTTTTTCTGCG
GGAATGCGGGCGGAGAAGGCTGGGGCGCGGTGGAGTCATGCGGACCAGCTGTGCCGAGCA
GCAGTGGGCGTTCAGAGGCGCGCGAACGGCCTGTGTCCTCCGGCGTGGGACGCGTATTGT
CCCCGCTGTCATCGTTGAAAGAAACGGGGTTTTCGCCCCCGTGCTCCCCGTCCGAGGAGG
CCTCCCCCGTCCCAGAAGCCTCCAGCGGCTGACTGGAGTAGGGAGAGGACGCGTCGGCGC
CTTCCAGGGGTTCGAACGCGCTGGAGGGCGGACTTCCTCCGCCGCCGTCCCGGTGGTGTA
TGGTTTGTCGCTTGTGTTTCATCCTCCGGTTCTGGAACCAGACCTTAACCTGTCTCTCCG
TTAGGTCCAGAAGTGCGGCGATCTCCACCCTCCTCGGCCGGCACAGGTACTTGTTGAAGT
GGAACTCCTTCTCCAGCTCCAGCAGCTGCGTGTTGGTGTAGGCGGTGCGCAAACGGCGGG
ACCCGGCCGCGCTGGCGTCCAGAGCCGCCTGGCTGGAATCTGTGGGTGACTCGACGTCCG
CTGAGGCGTACCCAGGGGCGGTTGGAGACGGGTAGGACGGGGCCGGGGTTGACACCGATC
CTCCGCCGCCGGAGCCGCCTCCAGCCTTCGAACACTTCTTAGAAGATTTCTTCTCCTTCA
TCCAGGGAAACTCGTGGGCCAGCGGAGCGACCGGGGTGGCCGTGGCAGGGGCCTGGCCAG
GCGGACCGGGCTGCTCCGCGACACGGTGGTGCGTCTGGTGGCCATTTGTGGCAGAGGCTC
GTCGGCTTTGCTGATTCCCAGCAGCTGCTGTCGGCTGGAT
>CL11684Contig1
ATTCGGCACGAGGAATCGACCCAGTAACCAATCAAAAGGCCAGCACAAAGTTCTGGATTC
GGCAGAAACCCATCTCCATTGACTCGGACCACCTGTGTGCCTGTGATCTGGTGGAGGAGA
GAAGCCCCAGTGAGAAGAGTTTGCACATCTACACATCATCAGTTTCCCTGTTCACCCATG
TTTACTCACACACACTGTTTGTTAAGGTGGAGACCTGCTGCTGTTTGCTTCACTTCTATG



GACACGTGTCCAAACCTTTGACCTGTAATGTATAGAAATACAAGTGCAGCATATGTTTAA
ACAAATTTATATTAAAGAAGAAAATAATAATATTTATCAAAATAATGAATCTTATAATAC
AGCAACTGAACTATTTTAAAAATATTAGAACTGGAGGATTTTCTTTACTAGGGATGTCCC
AATCAGGTTTTTTGGGGCCTGATCCGATTTCCGGGTCATTTGAGTTTAATTACCTTTGTG
AGACATTTAAAAAAAAAA
>CL11685Contig1
AACGACGGCCAGTGCCAAGCTTGCATGCCTGCAGGCTGGAATGAGCTCCAGGATTCAGGA
TGCCTTCATCTGTGTGCTTATCTGCAGAGTCCAGGCTGCAGACTTAAGACTCTGAGGTCA
GTTCTCTGACTCCTACTGTTAGACTTTGTGTATTTGAAGCTCTTTGATGTAAGTATGTGT
AGATGTCCCCTTTGTTTAGATCATTTAACTGTTAACATAACCCCCTAACCCCTGCCAACA
CACTGAGATATACTTGCTGTATATTATATTTTTGGGCAATGTTCGAATTTACTGTACATT
CATTTGTACTTGTATTGGTATTTATTGCAAAGAGCTGCTGGAAAATAGTCTTGTTGTGCA
CTACAAAATGACATTTCTTTTGTTCTTATTTATTTAATAAACGGAGCTTGCATGCATTAC
ACAGTTTGAAGTGCTCTAAAAAAAACACTGTAAATACGCAAGATTGTAGCCTTAGCTAA
>CL11686Contig1
CGGCACGAGGCTTTATGAATGTGCCTTCTAAGGAATTACAGTTCACAATTTTTCTTTTTT
TTTTCCAGTTTGAAGCAAATATGACCCTTTCTTTGGTTTAATTTAAAGCATTTTTGTGTG
GTTGTCTTCCTTTTAGAGCATATAACACAAATGTGTATAACACTTGGATGCTCCTGAGAT
TTGCCATCACACCTCTTAATTATTGACATTCCGGCTTTCCCTATGTGGAGATGTTTGCCG
TCTTGTGACAGTCATTGTATTGTACTGCTTTGCTACACATGCTAGACCCCAGGAGCTCTG
TATGTCACAGTTAAAATAGTACATGTAGTTCTTTCTCCCACAGAATATTTATCAAGATGA
GATCAAGACTGGGATTCATCAGTTTCCTTCGCACTGCTGGAACTGCTGACATGCTTTGAA
TTACGACAGTGGAAAAATCGTCAAAGAAAGTCACAATTTTGTAAATGAGTTTTTATAAAA
ACTAATTTTTTCAAAAACACAAAATAAAAGTTTTGATAAGAANAAAAAAA
>CL11687Contig1
ACCAGTTCCCATTCCAGCAGCTCTTGTGGTCTAATGGAGTTATCTGTGTAGATGCAAAGC
TTCTCTGCAGTTAATGGACGTGTCTCTTTCAGTTTGGAGGCTAGAAACATGCAGACTGCT
CCCAGCAGCTGCAGGTTGCACTTTTTGGTTGGTACCACTGCTAAAAATCTGTCTAAATAG
TTCATGGCCAAAGGAAAAACCTCTTCCTCGCACTTCTGCTCCTCACAAACCTCCAACATC
CAAGTGGCCACCATCCTCCTCATAAACGGCTGAATATCTTTCTGGACGACTTTGAAATAT
GAATATTGAGGTAGAAACCTCTCCTCTATGGTCAGCAGCCTCTGCAGGACTCTGTCATCG
CACAGGAGGTTCGGGTCGGGACGTGCTCTGATGTTGGTTTCCATTTCGAGGCAGAGCAGC
TCCATGGTGCTGCGGCTTCACTTGCGCGAAAAAGTCGCTTTTCTCCGTCGGAAACGAGGA
GTTGCGGAGCAGAAAGGCTAAAACAGTGGCAGGAAGAGTCTTCTAGAGGCATAAAAAGCG
AGACTGCAGGGG
>CL11688Contig1
GGGGGTTTGTTCAGTGTGGGACGGAGGCTCGCCATGGCCATGGAGCTCCACAGTCACCCG
TCTTGCTCCGCCCCCAGCCCTCCACCCCCTCCCCCATCCTCACCTGCCCCACAACTTCCG
CCCAGAGTCAAAGCTCCAAGTGTTCCTCCTCCTCCTCCTCCTGCGGCTGGAGGCAATGGA
GGAAGGGAGGCGGAGGAGGAGGGAGAAGCCGAGGTCTTCTTCCCCGTGACAACCAGCAGA
GGATCAACCCCCCTTCCCATCGCAGCTCGCCACAAAAGGACCCGCTCCGAGTCAAATAAA
CACGATTACGGACCGCCGAGCAGCCCCTGGACCTCCAGCGGTGCAGACCCCCCCTTCAGC
CCGCCGCCTCCTCGCAGCCTGAAGGCGGAGCGAGCAGAAAGAGGTTTTGGTCGGGCACAG
AGTGACAGCGCCTCGTCCAGCTACCTCCACCTGGTCGGCAAAGCCCCGCCCAACGGCGCT
CCTGCTCACCAACGCTCTCAGACTGACGTCAGAGGCCCCGCCCCTCTGCCACTTCCTCGC
AGATCATTGAGGTCCCGTGGAGCCACCGGCCGGCGGGCTCAGGCGCTGTACGACTGCCAG
GCGGACCACCATGATGAGCTGAGCTTCTCTGAGGGTCAGGTGCTGGTGGTGGTGGGTCAG
GAGGACGGCGACTGGTGGCTCGGATACTTGGAGGAGAACCCGGACCAGAAGGGTTTGTTC
CCGTCTTCCTTCGTCCAGCTGCTCTCTGACTGAGCCCAACCCGGACCCAGACCAGGAACC
GGACTAGAAGCAGACCCGAGGGAGCAGAAACTGGACCAGCACATGACCAGACCTGGTCTG
TTCTGGACTACGTTAAACTTCGGTTCCTGGTTCTGTTCTGGTACCTGGAAACTGTCCTGA
GGGTCCAGCC
>CL11689Contig1
ACATTCCTCTGAAAGTGGCGGTGGTGGTGGTGGTGGGGGGGGGTTATTTGTTGGTCTGAA
CGCTGACGGTAAAACGTGCAGCAAGGCAGGTTGTTTTGGACCACATAATGCAGTTTCTGG
TTTGGAGGAGCTGCTCTGATTATGGGTTGGGTTTGGCAAAGGCGGCCCTCTGTGTTTGTT
AAGGATGATGTGCAATTTTGAAGACTGGGGAATTTTGACACATAAGCACTGACATTCAGA
TACATCTGTAATGCAGTGACTCAGTGTTAGATACCACAGTTTTCTTTCTTTCTTTTTTTT
TACTCTTTCTCAGCTAAAGCGTAAATTTTTATTTTTGTCATGTTAAATATAAATTACAGG
AACAATGTGATCCAGTTCTCACCATGATTTAATTTTATTATATGTTTTATGTCTGATTTG
GTGACACAAGTTACATTTTCTTTATTTGAGGCTGCATTGTTTTAACCCTCTAAGCCCCAC
TACATCAAAGAGTCAACTCATAATTCCCTGTTTTTAAATAAGATTTTTTGAAACTCTCTT
ATAGAATCCACAAAAAAAGCTGTAATATCCTTTTTTACAAGTTGAATGAATGAATGAATG
AATGAAGCTTTATTTATATAGCACTTTACAACTCCCTTAGGTGTGCCAAAGTGCATAACA



ACTAAAGGAAGGCAAAGGAAAATTTAAAATTAGGCTATTGAGCACAAAGTCAAAAACAGC
AT
>CL11690Contig1
GGGTCCCCCCTGAAGGTTGAAGTTTGGAAGCAAAGATCGGAAAAACAACGACAGCGTGCT
CTCATTGGACGCTCCAGCATTCTGCCTCTCTGGTCGAGCATAGGACACTACAGAGTCCAG
TGGAGGCAGAGGATCAAAACCCATCACAGGCTGAGTGGTTACCTCTAAGGGAAGACTTGA
CGTTGCTTCTTTGATCTCAGACAGGAGGACATGGCGATGGATATTTCTGGGAGCACTCTG
GTACCTCTGCTTTCTCTTGTTTTGGCAGTCTTCCACAAGAGGGTCTTTGGCATCCACTCT
GCGCAGCACCTCCTTCACCGACTCCTCCAACCAAAGCATGACTGGTGCCTCCCTCCACAG
ATTGTACGTCCTTCCCACGTATAGAGCCGTCAGCTCGGCCAGGGCAGGCAGCTGCCCTAT
CTGATTCTTTATGCCAAAAAAGCTATGAGAGGTCACTGCGGTGTCTGCCTGCACCGTACA
CAGATCCAGCAAAGGCATCAACACTCCAGGAAACATGATAAGCGCATTCTGCAGAATCTG
GTTGGCTTCTTGTCTTAGTTTCCCTCGTTCATCAGCATCCACATCCTCCTGCTGACTCAG
ATGGAAATGACAAAGTGCAGTGGAGAATGCAAAGTTTGGCAGCTGAGATAGATTTCTGTG
CTCCTCCCATTCCCC
>CL11691Contig1
GGGTTTGAATCAAACCTGGACGGTGCTTTGAGTGGCGGGAATGCATTTTCTTTTTTTGTC
CTGCTGCCCACAAGCACGCGTTCTGAGCCCCGCCCTCCCGCCGCGCCTCCACCCGCTGCC
ACAGGCGGCTGGTTTTTGTACATACGCTCTTCCTGAGCTGTGACGTGGAGACGACGGAGT
CCCTGAACGCCTCGCAGACGTCGCTGTTCGTACTGTACAGATTGAGACTCCACCTTTTGT
GAAGCGGACGCCGTGTACAGACTTTCTGCTCCTCCTGTCAATCTTTGCTGGGTGTGTTGA
ACAGAAGTGCTCCTGATCTACTGTACAGTATTTTTTTTTGTAACTTGTACAGTTTTGGGG
TGTGGAAGCTCACAAGCACCAATGCGCCTTTTTTTCTGTGTATTTTTCACGAGCTTTTAC
AGAGGGCGGGTGACGCGTTCCCACCCGGACCGCCNAGGCTGGAAACATCCCAATCCTTTA
GCTTTTTCTTTTTCTTTTTTAAAGACGATATTCACGCGCTCGCCGGGTGGGAGGAGGGAA
CACATCAGAACCAGGCTGCAATATATCTTGAGACTTATTTTATATGAAATTACAAACAAA
CAAGAAAAAGTCACGAGGATAAACTGTCTTTTATATATATAGATATATTATTTAATTTTA
TTTTTTTGGAAATAAAACNTGAAGCTAAAGGAATTATTAGATAAAAGGTTTTGTTTTTTA
TTGAAGAGGTTANGGCGTTGCNGACGGCGGTCGGTTTGGCCCGGGGAGGCGGNGGAACCC
TCAACCCCNTCCTTTTGNTGAGATGTTTTATGTACNTGAATATAGTAAACNTCCCNGTAC
NAACCGATTTGATAAATTGTTTTATGAATATAGTAAACNTCCCNGTACNAACTGATGGCA
ACTGAACAAAGTTTTTTTTTTCCTAATAAGACTGGAAATGATATTTAAATATTTGTTTAG
TATTCAAATGAAAACCCTGACCACTTTTTATTTTTATTTTTCCTCGTTAACAATTTTCGG
TGCTTATTGAGAGAAAGCAGATCTAACTGTTGCTCTTTTATTCTTTAGGTTTTTTTTAAA
GTTCTTTTGGTGGTCTGAGTTTCTTTGTCTTTCTTTTATTNNATT
>CL11692Contig1
TTTTTTTTTTAAACTTTGTAAACTTTATTTGAAAATAGGTGACAAAGCAGAATTTAGTCT
TTTTAATTAGTTTGGTTAATTGGCTTAATTAGTTAAAGAAAACCTAAGTTTGGGATGATT
TACAGTACCGTACAAAAGTTATAAAGACAGAATCCAAAATAAACACATAAATGTAGAAAA
AAATATATGGAATTAACAAAAAAAAAGGCAAAATACAACACAGTGAGAAGTTCTTCCATG
TGAATAAAAAGCTTCTTTCATTCTTTAACTTGTTCTTCTGGCTCTTGTTTTCCTTTTTCT
TGCTCAAACCTTATCTGGTCACCAGTAAGAGGAAGTGATGCGGCAGTGAAACAACAAATT
TGTCGAATTTCCAGAGAATGTCACTGTGAACTATCGCTACTGTTGTACTATTGTTACTGT
TGTAAATCTTGTTAGAATAAGTGTAGCTTTCGGCAGTGGAGAAATGGTCTATATTATCC
>CL11693Contig1
AAAAACAAACGGAATCAATGAAAACTGTCACCGGTCTGATGACTAACCTCCGGGTTCTGG
TGACTGGATGATCCGCGGTTCGTACCGGATGTTATGTTCGCTTTGAGAACCAGTAGAACC
GGAGTGTTTTGGACCGTCGCCGTAGCTGTTAGGCGCAGGTAATGGGTTTAATCCGAGCGG
TTTGAGCTCCAGGCGGATGTGTCCGTGTCTGCGCGGAGGCCCGTCGTGTGATCCACCCGG
CGTTCAGACGGTACGTCGTTTGCCGCTATGGCTTCGGTTCTGAGCTGCTTCTCGGGGCCA
GAGGTTCTGGAGGACGTGGGCCACGCTCGGGCTCTGATGAGGGAGCTGAAGCTGCTGTAC
GACTCCCGCCTGCTGGGGGACGTGACCATCGCCGTGGAGTGTGAGGAGGAAACCCCCGGA
GCCAGAAGCGACCAGAACCGGGCAGCTGTTCCTGTGCAGCCCGCAACGTGCTTGTCCGCC
GCCAGCCCCTACTTTAAGAGCATGTTCACCGGGGGGCTGAACGAGTCCATGCAGGACAGA
GTGGTCATCCGCGGCGTGGACTCCGAGTCCATGTCCGTGATCGTGGATTACTGCTACACG
GGCAGGGTCACCATCACGGAGAGCAACGTCCAG
>CL11694Contig1
TTCGGCACGAGGGGCACGCAGGGCAAACCTGCCATCGCCCACCGAGACCTGAAAAGCAAG
AACATCCTGGTGAAGAAAAATGGCACATGCTGCATCGCCGACCTCGGCCTGGCCGTCAAG
TTCAACAGTGACACAAACGAGGTGGACGTCCCTCTAAGCACGCGGGTTGGGACACGCCGC
TACATGGCCCCCGAGGTCCTGGACGAAAGCATGAACAAGAACCACTTTCAGGCTTACGTC
ATGGCCGACATTTACAGCTACGGCCTGGTGGTGTGGGAGATGGCGAGACGCTGCGTGACT
GGAGGAATCGTGGAGGACTACCAGCTGCCGTACTACGACACAGTTCCCTCAGACCCCTCC
TATGAGGACATGCTGGAGGTGGTGTGTGTCAAAGGGCTGAGGCCCACAGCATCAAACCGC



TGGAACAGTGACGAGTGCCTTCGGGCCATGCTGAAGCTCATGTCAGAGTGCTGGGCCCAC
AATCCCACTTCCCGCCTCACCATCCTCAGAGTGAAGAAGACGCTCGCCAAGATGGTCGAA
TCGCAGGACATCAAGATTTAATCACCCTCAACCTCCGGGTTGGCTCCGCCCCTCAAACTT
TTGAACGTGGGTTTGGTGGAGGGAGGGAGTTCTGGTGTAAAATAGAGAGGACTTCACCCA
CAAACTTTTCATCCAACCTCGACGCTTTCTGTGAAAGCCAAGCAAGATGGAAGAGGGGGC
GGAGCTCCTGCATCTGCCATCTTCATGGCTTAGAGTTCTGTC
>CL11695Contig1
TTTTTTTTTTGAAGTTTCCTTAATTGTGCAGTTAGCTTGATGGACAATTAACCCAATCCA
ATGTGGCTAAATATGTGGGCTCTTCACAAACGAAAAATCACTTTAAAATGTCTTTTATAT
AAACACGTCAATTATGCTACCTTAAACACCGGCTCTTCATGACTTAATTAGTTAATTATT
AAAAAATACGTTTTGTTATGCTAACATCGTGCACGGTTAAACGCTCGTTAGCATGCTAAC
GAGAAGTTACTTTTTGCCGCCATGTTAGCTAACCAGAAAACAGGCAGTTTGAACTACACT
CTTTTTACAATTGTTTTTCGTTATTGGTGGTTCAATATAAACAATTGAAAACGTACCACA
ATACATTACCTTTAAAGTGGACTCCTCAAAATTGACTTTGTTCAAAACCTCTGAATTGCC
AGCGCAGTCTCGTGGCTCCTACATTTATCAGCCTCTCGTACTTGAACTGCGCTAACGGCG
GCAGATCAGAGAAAGTATCTTTTATAAAAAAAACTTTATTAACAAAGCTGAGTTTTGCAC
AGCTTCTAAGAAAAGTTGTTTTTTAAAGTTAAACTGAGGGGCCTAAAAACTCAGTAAATG
AACTAACAATATTACAGAACACAAAACTAAAAAAAACATGTGGGTAACAAAAAATAAAAG
AATTACTCAATATTGCCTCGTGCCGAATTCGGCACGAGG
>CL11696Contig1
GGCACGAGGCTGACTTCAAAATCAAGAGCTAATATTTATGAATAGGAAGGTTTTTATTTG
CAAAACAGAGGCTGACACTTATTTTGAAAGTCATTTTCATCCTTTTTATAGCTTTAATTT
CTCATTTAACGCAGAGCAACTTTATTTTTGTTGTAAAAAAGCCACAAATTGGTTTTATTC
TTTAAACTCTTTACAGTGTCTGGGAACATCTAGCATTCAGTTTGCATAACAGCCCAAGCA
TCAATCAGTTTGATTTGTTTCTTTTCATTTAGAAAATTCAACGTCTGCTCGAGACTTTAG
AGCTCTTAGCTTTATGTTGTATTTATTTTTCTGAGGAGAAAAAGCTGCCTCAGCTCGTGA
TGAAGATGCAAAGAGTTGATCTGTTTGTACATTAACATTTGTAAACACTTTTCAGTGTTA
GAGTCTCTTATCAACAACTTTTCTAAACTGTCAGGCAACAGTTTTTAATAAAACATAGAA
ATCTTTCCNAAAAAAAAA
>CL11697Contig1
GGCTCTGACTCTCCGGGAAAGGTAAACATCATAACTGGAATTCCTTCCACAGATGTTTGG
TTCCAGATTGTGACAGGCATCAGCGGGGAAGCTAACAACTGGTTGCTGATGGTCGAACAA
GCAGAAAATGTAATAGAGGAAGACTGTGTTGTGTGTATAGGCCCCCGTCCTTTGTTGCGT
GTGGTTCCCGCAGCAGTTCCAGCAGAATGTGTCACTGACTTAATGACTAACATGATTCCT
TTTAGCCCGGACTGTCGGAAACTGGATTGCTTTTATCCTCTGGCCCCCAGTGATAAAAGT
AAGCCTGTTTTTGACCGACGTGTGGCCCCTCAGAATTTCTCATGTTTCGTGTTGCGTTAT
GGAAATGGTAGTCGATTTATAGGTAATGTTACTGACAATTGGTGTAATAACACTGACTCA
TTTCCAGCCACTCTCACGAGCGGACATTTGGATATGGTGTGGCACAAATCAAATATTTGA
CAGATTACCCCTGAATGCCGCCGGACGGTGTGCATTGGTCACTTTCATCTTACCCGTTTT
TATTCAACCGATGGATTTGACAGGTGTCGCACCCCCGCTGACCCACCAGCCTCCAAGCGT
AAAACGGGCTGGATGGGCCAGAATGATCCGACATACATTGACTCTCTTGGTGTCCCTAGA
GGCGTTCCAGATGAGTATAAATTAGTGAATCAGGTGGCTTCTGGGTTTGAAAGTATTTTA
TTATGGATT
>CL11698Contig1
TTCGGCACGAGGCAACACCCTCAGCACAAGCATCAACACTGAGAAGGGAGAGAACTGGTC
CTCCCAGATTAACCGGCTGCAGCTACTTTTGGACAAACTGGAGTTTCAGGGTCCCAAGCT
GGAGCCGCTGAAGGAGGATACTCTGTCCAGCACATGCAAGTCAGCGAACCAGAACATTCT
GCTGGTTCAGAGGCAGATGTCAGTGATTGATGACGATCTCGATAATTTCCAAAAAGTTTT
GAAGAGCTACACTGATGCCACTTCAGCTCAGGCTGACAACCTGCACGTGTCTGTTCAGAA
GCTTCCAGGAAAGTTGTGTTACATAATGTATGAGTTCTGGCGAGACCGCATCTCCTGGAT
GAGCTACCTTCAATCCAACTGCAGCAAAGACTTCCAACGCTGCATCATTGACATGTTGGA
GGATGCTGAAATAATCAATACCATGCCGCTCCCAGCTTCCTGGTGGATTATGACTAACAA
CTATNACCCAGAAAGTCATATCCGCTGCCTACACCATTTTACGGACAAAGACACAGTGGC
GGGTCGATCTTCCNACATGCCCACAACACACATCAACACCCGGGGAAGAATTCAAGAGAG
CTCGATGAGTTCAAAAGCAGCAGGGGAAAATGGCATCATCCAACATTCTCCGGCAGCGTC
TATTAATGTTCCAGGCTTNGACGGCTCATTATTTTCTTCGCTAATATCAAAGTGGGGAGC
TGCATTCTGTTTTTTAGCTTTTCCAAAACCTGGAAAACTACTGAAGTCTCTGCAATGAAC
AATCTTTTCCAACCTTCGTCTCTTACCTGTGGCATGACCGATTCTCTCCTGCAGTGCGTG
CCTGAAACTATGCCATCAGAAAAAAAGTTCTGGAAGCTATTAGAGCAAAACCCATATGGA
GAAATTTAAACTTCCCACTAGTTATCTTTGTTTCTGACGAGTTGTTTATTGTCAAATGCA
AGCGTTTGTGGGGAGAGAGGAGGAAGGGATGCAGCGAATGGAGAGCGTGCATGCTAATGC
AGCCACATGGCAACTGTATGATACTGTAGCTCAGTTCTCTTTGACTTTGCTGTTCTGCTA
AACAAACAAAAAAACGCCTTGAGATGGATCTTATTCTAGTTGTTACTTCCTTTAATCGTT
AAAATAAGATATATTTTTCATCTGTTATGTACAAAATGTATTTAAAAATGTGCACGTGTA



GAAAACGTAACTATTTCATCACTA
>CL11699Contig1
CTGAGAGCGATGCGCGGCATCCCTGCGCGGACACGGAGGCGCGTCTTCGAGCGGAGAGGA
CCTGGACCCGTTCTCCCCCCGGACCCGTTCTCCTCCGCCCGTTGCCTCCCGGCGCTCAGT
AGAGGCGGAGCTTCTGGATCGTTCTGAGGGATCGGACACCTGTCAAGTTCTGGACGGGTT
CTATACACTCACCAACGCGCGCGAAAGGCTCCGGAGCGCGCGCGCGCACGTGGCTCAGCT
CGGAACTTTACCTGCGGAGGTTCCCTCAAAGGACCCCCCCCAAAAGCTGGATCAACAGCG
GGAAGCCACGCCCAGCAGCGCCCCTCCCGGATTCCGTGTTGGTTCTGAAGTTCCTTACTG
CGCGCGCGTTTCACGCTGCCGTCAGGATGTGTGCAGCACGTGACCCTCTGCTGCTGCTCC
TTCTGACCCTTCTGGCTCTTCAAGCGCGCGTGTGCGGCGGCGCATGCGTGGAGGTGGACT
CGGACACGGAGGCCGTGGTCGGCGACGGCTTCCAGCTGGGCTGCATCTACTGCAAGATGA
GGGGGGAGGTGCGCGCCAAGGCCAGCGTGGACTGGTACTACCGGTCTTCAGACGAGCGGG
AGAAGGGGGACGTCCAGATCTACAGATACCAGAAACCAGCGCGGCGAGATCATGGACCCG
CGGTTTGAGGACCGGCTGGCCTGGAACGGCAGCAAA
>CL11700Contig1
TTTTCCAAGCAGAGTACTCCATGTGGTGGTCGTACCATTAGCATGCTGAGTTTCATTAAG
TTCTTCTCGAACTTTTCCTTCCAAAGAACCTTTGATCCATCTCACCTCTGCCTTCGGCTT
GGAAGCAGCAGCTGTGCAGGTTGCAAGTGGAACCTCCTCATTTCCCTCTAAGGGTGTATA
ATCCATCAGATTTGTGATTGGGGGCACAAGTATTACAAGTTGTGAAATTCTGCTTTGTGT
TCCACTGGGGAACAAGCTGAAGATGCATGAGTAGCTTCCTTCATCCTCCAGTGTCACATT
AGAAAACTTCAGAGTTCCATTTTTGTCATTGACATTTCCAATAAATTCAAATCTTAAATC
CTGTCCATTACTATACACAACTCCAATCGTGGGCTGAATTGTCAAAAAAACATCATTTGG
TGCTTTTCCTTTGATCGTTTTCTGCCATGTGATCTGAGAAAGACGATCATTTGTGATTAT
GTGGCAGGGCAAGATGGCGGAGAATCCAAGCATCACAACCACATCTCCAGCCTGGACAGC
TTCAACGTGTTTCGTCTCTAGATGAGATGCAGTCAACAAGAACATCTTCAAAGTGACGGA
GAACAGTCCCGCAGAAGAGCACACAAATGTTTTTCTTTCTTTTGGTCTTCGGTTCGCTGC
TGTAGCTCCAAAAGGCTCCATATTGGTCGACGTTCACGCATCGCCGGACCC
>CL11701Contig1
AGCTCTGACTTGCAGATCTGGATGTAGGAAAAAAGTCATGGAAGCGCTTTGTTAGAAACC
CGTGGGGGCCGGTAAAGTGGGGGGGGGCGTCCGGACGCATGTGAGGCGTTCGCTTATCCT
GAGCCAGGACCCGGGAGAGGAGAGGACAGAAGGAAGGAGGAGAGGAGAGGAGTTACTAGC
AAGTGCGGCAAATTGGACTTTTCCACCATCAGCATCCTCCCCTGCATCTTCCCCTTCGCC
ATCCCTGCTTGGATCTCCCTCCTCTTCTCCATAACTCACCCAAATTTCCTTCCCCCTCGC
ACCGGAGCGCCTCCTCGGAGCACCGACAAGGGTTTGGATTCGGGGGGTGACCTGGAAGAT
GCTGGACTGAAAGGGACGTCGCCAAACTGGAGCAGCACGCACGACCACGCCGGGGGGGAA
GGGGGCGACGGGACTCGGTGAATTCACGGAATCCCCGGGACAGAGGCTGTGACTGGCCCC
ACCCCAAGATGACGTCTCCCAAGAGTAAAGCCAAGAAGAAGCAGACTAAAGACAGCCTCA
CACTGCTCCCCTGCTTTTATTTTGTGGAGCTCCCCATTGTCCTGTCTTCCCTGGTGTCCC
TGTACTTTCTGGAGTTGACGGACGTGTTGTCCCCGGCGATGGTCGGCTTCCGTTGCCAAG
ATCGCCATCTCTCCATGCCCTACATAGAGACGGGGGATGAGCTCATTCCTCTCTTGATGC
TGCTGAGTTTGGCGTTTGCAGGACCAGCAGCTTCTGTAAGTCCCTCAGATGGTTCCTCAG
AAATACATTTAAAAACATTTCATAGAAAAAGGAAAACAAATGTGTGGAAGTTGCTGTTTT
CGCTCATGACTTTACCTTTTCTTCTCTCCTGAGAGCTTTGTTTGGATTTGCAGTCTGTAA
CACTAAACCAACAAGCTGAATAAACGCTTGTTGGACAATATTTCCTCATGGATTTGTCAT
TGAGTGACATTTGATCAATCCCTGCTGTAAAGCCATT
>CL11702Contig1
TGAAGACTGAAGAGGACCTACATGACGACATGAAAGATGAGCGGAAACTTTTTGTAATTT
CCTTTTTTGAAGGTCTCCAGCGTGTTGTGGTGTTCACTGAGGATCAGGACATCTACAATC
TGCTTGGTGAGAGTGAGAAAATCCAGGCAGCAGAGCAAGAAATCATCCTGCTGCTGCAGA
ACGTGGGCGTTTCTCTGGTCAACAACACCACCAGCCAAGAGGTTTCCTTTATTGGCATCA
CCTGTTCTGATGTGGTGTGGGAGTCCCAGCCCAGGAAGAAGAAGCGCTGGAAAATTTTAA
ACATTAAAGAAGGAGAAATGCTGGAAAAACACTTCAAAGAGTACATCAATTCTAGTCCAA
TTGAGGACGCCATTGTGGAACTAGAAAACAACTATAAGGTCCGCTTTACATCCAATGGCG
TGGACATGCGCATGTTGCAGCCCTTTGATGCTCCTCTGAGGAGGCACTTTCTGCCAGGGA
TTAAAGTGGAATACAGCATCTCGCCACGGCAGAGTACCTACCGCGTGAAAATCCATCGCA
TCCAGATTCAGAATCAGATGCAGAGTGCCATCTTCCCTTACGTCTTCTACCCCTGTGAAA
CTGCCAAAGTCCATCACAATGGACTCAGAACCAAAACCTCTAATTGACATATGCATTGTT
ACCCAGAGCAGCAGGACACTTCCGAAATACCTTCGCATTAAGTACTTCAAAGTTCTGATC
CAAGAAATGGGACCTGAAGCTTGATCTGGGTTTCCTCTATTCCATTTTTTGACTTGGTCA
CCCTTGAAAACACCACGAGCCTGAGTCCAGCACAGGAG
>CL11703Contig1
ACTTTTTCCTTTTTACGAGTTGCTACTGAATCACAGGTTTTTTTCCTGCTGTTGGAGCCC
TGAATGATTGTAGCACCACAGTTTAAAGAACAGATTTGTGCTGAAGGCACAAACACCACA
ACACAAACACAACTAAGACTCACACAGATCTGAACACAAAACACAGCAGCAGCCATCTCA



TCGCTGGACTGTAGGCGGAGCCTGTCTGACGCTGGCGAGGAAGAAGAGGCTGGAGGAAGT
TCAATGACACTTCCAGACGAAGAGGCTGCAGTCGCTGCCGCCGGCGCTGATTAAGAACTT
GTCGTCACAGGAGAAGCGCACGTTGGTGACGTGGGCGGAGTGACCGAAGTACCGCTTGTG
TTTGGCAAACTTCTCAGGACACGGGAACTCGAAGAGCTTGATGAGGCCGAAGTCGTCTCC
GCTCGCCAGGTTCAGGCCGGCGTGGGAAACGCACACACAGTTCACGTCGGCCTTGTCGGC
GTTACGGGGCCAAACGCCGAGGACCTCGTCGCCAAGGATGCTGGTCCAGCTGGCCCAGGT
AATCCTGTTAATGGCATTCTGCTCGGTGACAACCTTTCCAGACGGGACTTCATGCACCTG
ACGAGTGTAGGTGCTGGTGGACACCTGGATGTGCCTGCTGTCAGCAGAGAAGTCCATCTG
GATCACGGTACCGGAGATGTCTTTACAGTAACCGATCCGGTTGAGAGAA
>CL11704Contig1
CACGAGGTCCAGATTCACCGCACCGACACTTGCAGGCTTCTATCCAAACTTTACACTTCC
AGAATTTTTTCAACTTTTTTTCTTCTGCAGCATGCTTTTAACTTGGCAATGCTTTTTTTT
TAAATCCGCTGTTTCGCTGATCTCTTTTGTCTCTGCAGGGTTTTGTTTCCATAAAGTTTA
ATGGCGCCCAAACAGCTGAACCCCCTGGGAGAAAAGCTCCGTTTTTGACCACGGTTTTGT
GGAAGCACCGCCTCCTCTCCGCAGCTACCTCTGTCTGACCGTGCTGGCTTGTTTCTGTCC
TGTACACCCCATCAACATCGTGGCCCTGGTCTACTGCATCATGTCCAGAAAGAGTTACTA
CCAAGGGGACTATGACGGCTCCAGGCGCTTGGGCAGGAACGCTCTCTACGTCTCTGTGGC
GTCTATCATCATCGGCCTTCTCGTCATCGCCATCACCTGCACTGTTCATTTCACCACGAT
GGATCACTAGCTCAGTGAAGGTGATCAGCTGATCAGGGTCATCTCACCTGCTGACAGGAG
TTGACCTGAGGTTGCACTCCGCTACGTCTGCAGCTGTTTTACAAAGAAGAACCTTTCAGC
ACTTGTTCTTAAAGAAGGGAATTTTTTTTATATTTACTATTGTTTTATATTCACTATGGA
CTTTTGTCATATAACTACATTTTGACTATTAGAACCTAAACAGGACCTAACCTTTCTTTA
TTCAAATAATAACTTATTTTTGATTCTACATTACAAAAATGAAGTAGTTTTAAGATCTAC
CGGTATATTTGTTTTCCAGATGTTTCACTGGGAAATTGTTTCATGATAACAAAAGCGTAC
TCCTTTAATAAACTTAGAATATTTAGTGTCATGCAAAAGTCAGCAATTATCTTGCCATAG
AGGAATTCTTCAATAGGAATATTGTGAAATGCCCAAACTTATTTTTGCCAAACTTATTAA
AA
>CL11705Contig1
AGTCAGGTGAGAAATCAGCAGCCAGGGGTGGGTTTGGAAGACAATATCGGCCCAGTTGGA
GCTGCTCCAGACGCTCGGCCGCACATCAACCAGCACAATCACTTCTTCCACTTTGATGGA
TCTCGCATTGCGAGCTGGCTGCCCAGTTTTTCAGTGGAAGTAATGCACACCACCAACCTT
CTGGGCATGGCTCCACCAAACAATTCCCAGCTTATGGCCATGACGCATCAGATTCAGGAG
ATGTTTCCTCAGGTGCCCTCGTATCTTGTAATGCAGGACCTTCAACTGACTCGCTCTGTG
GAAGTCACAACAGACAACATTCTGGAGGGACGCATACAGGTGCCCTTCCCCACACAGGCC
ATAGAGCATTCACCCACAAATGAAGAGCAAGCAGGTCCCAGTGGAGCATCTGAACAGAAC
GCCAACGAGTCGGACAACATTGAGGCCAGAGGGGGTCGTTTCTCAAAGTCAGCTGACGAG
AGACAGAAGATGCTCATGCTGAGGAAAGAGGAGATGCTCCAGCATGCACGCAGGAGATAT
TTGAACAAGTGTCCAGAGAATCAGGAGGAGGACTTGCCCAGACTGGAAGAGGACTCTGTC
CCCGAAATGGACTTGACTGTGCTGAGACGTAGAACAATGGCGGCAGCTGCAGAGAGACGC
ATGCAAAACCAGCAAGACGCAGCGCCCTGAAACCTGCTTTGCTAAAGCCGGAGAGCCCAT
CACCTCATCATCCC
>CL11706Contig1
GGGACGTTTCCCTCATAAATGAACTTTAGTCCAAGCCAAGTTAATACTAAACGTGTTCTC
ATAAAGGGAAGTCATCGAACAGAGAAAAGCTAATCTATCTACCGGCTAACAGCGTCTGTC
TTCTTCAGCTCAAAGGTCTCAGCCGCTCAGGAAAGTTTTTGAAAAGGTTTGCTTCTCTGT
ACTTTTCATTTTTCATCGAGCTTGTAATTTATTAACCCTTGTGCTATCTTAGATGACCCC
ACCCTTACTTTGACGTGTTATTCCTCCCATGACAAAGGTGGAAAGATTTAATGTAATCCA
TGAACATCACAGCTGAGTGAAGATCACAAATCACTGAAGAAAAATTGTCTAGTGGGTCTA
GATGACCCAACTCCCAATGTTAAAGTGCCTAGGTTAGCACAAGGGTTACTCGATTCTTCT
TCACTTTAATTCTGTTTGCTGTCACTGATGTTTATTAGTAAATGACGAGTCCTAATGAGA
AGCTAAGGAGATATGCAAGAATGTATGTAAACAAATGGTTTACACAAGGTTTATCGTCAA
CAACGGTCGTTTTCTCTAAGGATCGACCTCCAAACATGTCTGGAAGTCCAGCTGTGGTCA
TGCGCCTCGTGGCGTCCG
>CL11707Contig1
GAGGGTGAGAGCGATGCTCAGTTGGTGTTAAAGGTGACACAGAAGTTAACTGATGTTTTG
ATGGAGTACCGACTAAGGACCATATCACCGGGTCCAACTCCAAGCAGTTTGCCTATGAGC
TCCTCAAGCTTCTCCACTCCTACCAGAACACCAAGCAGTAGTGATCGATACTCGAATGTC
TCAGGTCCATCCAGATATTCTGATGGTCCTCCAAGATTCTACAAATGAGCAAAAGATGGC
ATCCTGGTTTCTTCATGTCACTTCTACCCACAATCAAAGACTTCTGGGATGATTTTTCTA
CTATATACATTTTGTTTTTGTTAGGCTCTTTTTGTTGCTTTTTAACGTTTTTCCATCCAA
GGGGCAAACCAGATTATTTTTAGGAGCTACTTATCCCTGATGTGACTTTCTGAGTTGAAC
TTTTGAATATTTAGCAATTGTTTTATTCAATAAAGTCAAATAACACTTTCNNAAAAAAAA
>CL11708Contig1
ACTGAATAACATTTATTTAGGGCTCCCAATTTACAAACAACAGTTATAAAATAATATTTT



TAGGTAACCAATTATCAAAAAAATTAATCGGAAGAACATGTAACATGTAATTTAATAATA
GATTAGTATTAATACAACAAGAAACATAGTAATACAATTAAGAAAAAATATAAAAACTTG
AATCAATATATATGTACAAATATTTTGAAATGGATTGAACTAATAAGAGTTACTGCCAGT
AAGAGAAATGGAGAAAAGAGAAATTAACAGCACTCTATAAAGAAGTGTGACAGGCAATCA
GAATCTAATTATTTAGGGAAGCAAAGAGGTAACAATAAAAATAAAAAAAATCAATTTTTA
CTTTCATTGTTTTGGTGATTTCATTGTCTCTGGGAATCCTCTGAATAAACATGTCCTCCA
TGGATCTTGGCTTATGCCACTTCTGTTCAGTCTCTGTGCAGCTGTGTGTTGGGGGAACAG
AGGTGATGCTAAGCTGGCAATAATGTGCAGTCTGGTACAACAGTGCTGCCACATGATTAC
ACACAGCTGTACCTGCCACACAGGTACACTGGCAGCTTTGTAGATGCACAGGACGGGCAT
CCCCAAGCACAATCTTAGACTCGGTGAGCTCGAACTGCTTTTCCGGGATAGTGCAGATGA
GAGCAAAGAGCCAGCCCCT
>CL11709Contig1
TCGGCACGAGGGCGAGAGGTTGAAGGTGTGGAACGCTGACGCCACGTGTTCCCTGGAGCC
ACTATCAGCCTCTCTGTTCCAAAAGAGTCAGCCAGTTCCCGCGGTGCTGGCCTGATACTA
CAGACAGAGACAAGCGGAGATCCGGCAGTCCAGAACCGGCCTCTGTTTTTACGTCTCTCT
GATGGAAGCAGCTCAAACCCTCAGAAACATTCAGCCCATGACTTTTGTTGAAAGTTGTGG
CCGAAGCACAGCGGTTTCCATGTCTGCCAAGCCTGTGCTCTTCACCAAGGACACTTTGTT
CTTCTCACCTTCCAGCTTCCCTAATTCCACTTTCCGTCTCTTTCCTCTTTTCTATGACAC
TCCTCGATCCTCTTGTCTTTTGAACATGTTTTGACAGAAATTGCAGCTGTAAATATAACA
TGTTTTGACAGACAAATATAGCATATGTTTTGTGATCCATAAGGATGTCATTTAAACTAC
AATTAAAGATTTGGTTTGCTGGGGAAAAAAAAAA
>CL11710Contig1
CTTTATTTTGTGANGAGGTAAAAAATGGGGTTAAAGCTCACAAACACATCAATAAAAAAG
TGCTGTTCAGCAGACCCAATGTAGTTTTCCTTTAGAATGGAGCTGCTCCTTCATTCTCAG
CAGCTAAGATCCAATGTAGGTTTCTTTTTCTCGTTGTGACCAAAGTGAATCTGTTCGCCT
CTTTAGATGTGGAGTCAGGCTGATGTCATTGATTTTTCCAATCAAAATGTGACATAATCT
GCTGTTCTAATGAAAAAGCTTTTATTTTATGGTAAACTGACCTTTTTGTTCTTGCTATGT
CGTCATTTTTCCAAAATATGATTCTTGTTCGCATTTTAAAATCCTTGGAATATTTTGTTG
TCAAAATAAGTATTTATTATTCTCTGCCGTCTTAAATCACTTGACTTTTATTCCTGTATT
TGCCTCTTAATTGAAAGCAGATCGGGGGGTTGCTCTGCAAATGTGGGCTTGTCTGTTGAA
AAGCTTAAATCAATGGAAAAAATGCAATTTACCGCGAAATTGAAACAAAATTGAGCCATG
AAGGAACTATTTTAGTGGGGTAGTTTCCCCTTTTAGCCACATGGTGGCAGTATATGTTGT
GGAAGCATGCGT
>CL11711Contig1
TTCGGCACGAGGCTTTAAAAAAAGTTAAATATTAGACGCATCTTTGTCTTGAATCCATTC
CAAAATTCTGCATAATTTCCAAAAAGAACCAAAAGTATCTTTTTGTTTGGTTTATTTTCT
TTAGAAATAGAATTTTGTTTTCTAAGATTAAATGTGGACCATCACAGAATAAAATATTTT
ACAGTTTTGAAGACATTAAATGACACTTTCTACATGTTTTGGTTTAAATAATTAATAAAA
TAGTCTATAATTTGCTACTTTCTCTCGCATTAACATCGACTGAAGTGACACCTTTTATTG
TGTATTTTTAGGAAATATTTCCCACATTGAAATATCTGGATCCTGCTTGTATGACCTTTA
ACCTTACACCTTTCTGTTCCAGATCAGTGATGGCTGTTTTGTCAAAATTGCCCCCTTTTT
GTTCCTGTTTAACTCTTGATTGAGAAAGATTTGAGCTTTTGTGTTGGAAATGTCCTGCAG
GATCACGGCTTATTAAAAAAAATAAATGCATGATTGAAGAGATGTGGATCTAAAGAGTGA
TGGTGTATTATGATTTTTTAAAAATGGCAAAAAATTAACGGAAAAACTGCAGAAGCATGG
AATATTACACACAAACTGGTTCTATTCATTGAAACTTTGATAAACATGTTTAGCATGGAG
CCAGTAAACTTTGTACAGTTATGACTATTGAGTATATATTTACAATAAACC
>CL11712Contig1
CGGCACGAGGCCCCATACCAGGTCACCCCCACCTGAACAGTCATTTGCCAAAAGCAGCTT
CTGTTTCTGCCATCTCCACCGCGTGCCCTTAAGCCCCGCCTCCTCCGAATCTGCCCCCCT
TATCTGTTGACACGTTCTTCCTAGCTTGGGGGGGGGGATCAAGCACTTCCTGTGACAGGC
TGAGCATCCCCTCCTCCTGTGGGAGGGGGTTCAACGCATATNTTATTTGTACATAAAATC
CTTCACTGAANACAAACGTTGAACGAGGTCTTCACCAGCACGACCTTTCAAAATAAAAGA
ATCTGGATGTTTTGACGGGAAGAGTCGGCGCCGCCCTGAGCGATTCCGGTCCCTCCCCCG
GGATGAAGGAACCCCAGCTGAAAGCTCTCAAACTGTGAATGAAAGACGGCGGGAGAGGAC
CGGAAGAGCCGGACCAGACGCCTTCCCCACGGGCGTTCCTCGCTCAAACGGGCCGGAGGG
GGCAGACGACCAGAGGACGCCGCGGACGCCGCCATCCTGGCTCCTAGAATCTATGTTTCT
GTTTCTTCCTCTTTTTTTTATGCTGCCTTTCAGAAACTTTTCCATTTTCATTCCATGTGT
TTTTGTTNTGAGAGACTTTTGAAACACGGGTTCTGTTAGCGGTNTAAACGGTTNTGATCC
CTGATGCTGCTNTGACACTCCCCTCCTCCCCCATCGTCCTGACTCCTAACACGCCTACAA
AGCATTCATTTCCCCTAACCCCCCCCCAAACCAGTGGACACATAGTGACGGCGCCCAAGT
CTTCCTGTCAGCTTCCAAAGCACGTGCAGACGGCGGTGGACGGAGGAGGAGGAGCTCCGT
TTGCTCGATGGTTACATTTTGGATGGATCCCCACCTGTTACTGCGTCGACCCGACGGGGA
CGGTTCTGTTTGTGTTTCTGTGGATGTTCCTCATCCCAAAGGCTTTATATTATTATTATT
ATTAGTGCTGAATGAAAGTACCGTGGCAGAA



>CL11713Contig1
AACAGGTAATGGAAGTCACTGAAGCTCCGGGCCTGCTTATGTGGGATGGTGAGGCTTTTG
TTGATGTAGGTAAAGCTGTTGATCAGGTACCGGAAGGAGTACGACTTGACGTGACTGACG
ACCCTGTTGTCTAGCTCTTCCCAGCAAACCATCACTGTCGACAGGACTAGGCATGTGGCT
AGCAGCTGCACAAAATGACATTTTCGTATCCTGAGGGAAACCCCAACCATTCTGGGATCT
GGTTGACTGCCGTCTGTCGAACCAGTTTGGTGAAAGGTATCAATGAGGCAGAAGGCTTGG
TTAAGAGTCAGGGAACACTAGATGAGAGTTGAGAGTTGGGTTACAATGTCTCACTACAGC
ACTTGAGTTTTCCATTATAGACTTTCTGCAGCCTCCAGAAGGAATAAAAGGTGGTTAATG
AGTCAATCTACTTCCAGAGTACCGTTCTCCCTTTATGACGGAGTTGATCTTCGGCAGTCT
GAGATTCATCTTTTGCCCTAAAAGCTTTTAGACCAACAAAAACAAAAGTCTGTCTGTAAA
GCAGGCACGCTCAGTCTTCCTGCTTTCACCGACTTTCCCTGTATCCTCAGGCAAGGAAAG
AGCAAACAGTGTCAGAAGCTGTTCTTCAGTAGTCTGTCTGATG
>CL11714Contig1
GAAAAAACTAAATNGTCCATTTTTAAACATTTTTNACCAGCAACCGTTTGTTTACTCATT
GCACTTCTTCCAGTTCCGGTTCTTCTTACAGTTGATGTCTGAAACTTTTTCCAGCTATGA
AAAAATAACCTTATGTTTTTATACTTGAGGTAGATTCTAAATTAGGCTAATTTGGAGAAG
AAGTTGTTTGATGTTTATTCGTATCAATAGGCACCAAATGGTTAACAAAATATAATAGTT
AAACTCAAGTTTAAAAAGGAAATAGATTGTTTATTTTATACTGATAAGGTCTAATATTAT
CCGTCAATCAAAATAATGTTGCAAGTGTGGATTGCAGATACTCCTGGACTGCTAACACGT
CACACGTTTCATGCAGGAAAACGTCAGATCTGATAGCGTGACGCCCCAAACGGATCCCTT
CAAGGATGAACCTGAAAATATTCGAGCTAATCCCACAAAATCATAATCAACACATTAATT
TTGAGATGTAACACATGATGTGATGTCAGGTGGAGGGTAATGGGGACGTCCTCTGAGTGA
GGATTGGAGATTCAGTGTTAAACTTAAACTGGGTTGACTGAACAATTTAGCAGACAGGTA
GATTCCAGTCTTCTTTCATTGTCACTGCTGAGTCTCAGACTTGTGGCCAACAACAAAAGG
CAGAAGCTGGCGGTTGGAGGTCTGCAGACATTCTTCACACAGAAACACAAAAATGTCTGA
GTGCGTCCCCGCTTGTTGATTTAGAGCTGTATTTAGATCAGTGTCTGGATGTCCTGACTG
AAGCTTCTCTCTTTCTTCATGCAGACAGCAGAGCAGCCTGG
>CL11715Contig1
ATTTGTCTGTCCCACTTCCAGTGTTCATAGCAGCTTGGCAGATAGTTCGTTTAGCTCCAT
CGGTGATGAAATATAAAAACTGAGGACCTTGCAGTCTCATAATGGCAGGATGTCCTCAGA
GGAAAGCAGAGAAAAAGCTTCGCTTATTAGTCAGGAAGAGGAGCCAACATGACCGAGAGG
CCTCTTCTGCTGCAGGAGTGAACTGACAGTAATTGTAGATGAATCCTGTGTATATCTGTG
GTTGTTTCTTACAGTGACAGAGCTCACTATACATACAAAGGAACAAAGAGCCATTTTGAC
TGCTAAAACCAACTGCAAAACCAAAAAAAGGCAAAAAGTCAGATTCAGATATAAAAGTAG
TTCAAAAGGCATAACTATGCGTCAGAATTGGCATTTCAGGTGTCCAAATATGCAGCATCC
TGCTTTGGCTCCAAGTCTGAAGAGCTCTGCTGGTCGTGTCTATGCAGTCAACAGTAACCT
GCCTGTTCACTCTTTGCAGACTGTTAAAACGAAAACCGAACAAAAGCAAACAAGGGAAAA
GTACTGCGACTACAACAAAGCCACATCCACTACCTGGACTTGACCACACAACTTGCTGCA
GCGTGCTCCAGTTCCCATCAGCCCAAGCTGATTCTGAGGTTTGCATTCTGCAAATGGGTG
TGTCTCTACACGTCCACAGCTGGACTTTTCTGTGTACACACAGATATTGCGAGTGTATAT
ATATATCTATATGTAAATATGTATGTGACTTTACACTGTATATGTGTATACATGTGTGCC
AT
>CL11716Contig1
TCGTTTCTTTGGGTGGGGTCGTTCACTTATCCCAAAATTCATTTTCACTGGGTACTACGT
GCGTGAAAAGTTTATAGCGGGGGGTCAATTTGGAAAACCATCCTTTAGTCCAGGACTTAT
GCGGGACAGAAAACCCTTGAAATCACCAACAGACAGGAGTTTGGTAACAGGAACATGAGG
CGGACATGTTTTAGTTTCTCTAACAACCGGACCTCAGTTCAGAAATTCAAAAATCCCCAT
TTCCATTCCTCGTAAAGCAAAACCGTGGTAAAAGGCCCCTCCCAAAGAGTGCTGTCACTT
TAAGAAGAAACCCGAGGCACGAACTGCAAAAAAGACTTTTTCTTGAGCAGAAATAGAATT
ATCAGGACAAGAGCGAGCTAAGTGGTCTGCATGAACGTGTACACAAAAAGAGAAATCAAA
GAAAAGTGGGGGGGGAAATAACCCAACCTGTCAGAGGAGCCTTCAGGTGAATTCAAAGTT
CACTTTGATGCCCCTGATTCTTCAGAGGGGCTTTCATTTTTGGAGCTTTGACGTGAAGAT
GATAATTATTGCTCATTTTCTAAAAAGCTTTTGTATGAATACGCACTTGTAACCTTGAAT
ATGAATTTCTTTATTCATTTAGCGGTTCTCAGTTTCCATCAACTTCTTTGTGACTCTGAA
GACGGACTCACAGCTCCCCCTAGTGGCCC
>CL11717Contig1
CTACCGCGGCGCGCGTCACAGCTGTCAGTACCAAGGACAGCGGCGCTCAGAGTGCGCGGA
GCAGCCTCCGGACCGACACACCGGAACCGTCACCACCGGGGAGGGTCTGACTTGGAGGGG
TCCGGGCAGAGAAAAAAGTGGGGGGTGCAGAAGGCGGTTGGACGTCCCAGCTGTCCATGA
CATGATCACGCGCATTCCTCCGCAGTGCTCTCGTTTTTTTCTATCCTGGTTTTCTTTTAC
CTTCTCATCCCCCCCTCCCTCGCGCTCACCGCCCACCTGGATCTAGTCCGCCTTGTTCTG
TGTGAGCCGAGCCCTTCCGACAGAAGCGGCCGGGCTGCTCTGCGCCGTCTGCTCCACAAG
ATGCGCCTCTTTCTGTTGGCCGCGCTCTTCTCGTGCTCCTTCGCGCGGGCCGGCTGCGAG
CCCAAGATCGTGAACATCGGGGCCGTCCTGAGCCAGAAGAGGTACGAGCAGGTCTTCAAA



GACGCCGTGACTCAGGCCAACCAGGTCTACGGCAGGGACAAGTTCAAGCTGACCGCCATC
TCTGTAACGCACAAACCCCAACGCCATCCAGATGGCTCTGTCCGTGTGTGAGGACCTCAT
CTACAGCCAGGTCTATGCCATCCTGGTGAGTCATCCCCCTCAA
>CL11718Contig1
GATCGAATTACTTCACGCACACATGGCCTTTCGGACGCAGCATCTGCTTGTTCTGCTTCT
ACTTGAAGTTCTTCAACATGTACGCCTCCATCATTTTCCTGGTCTGCATTAGCATGCAAA
GGTGCGCCTTCTTGCTCAACCCGTTCAGCGCTCGTCGCTGGAGGCGCCGTTACGACCTGG
TCATCGCTGTAACCACGTGGGTCGTGGTTGGCGTGGCGTGTTCCCCCTTCATCCTGATGA
GAAACGACAGCAACCCGTCGACATCAGAAGTCGCCTCCACCCAAAAACCTTCAGGATCCA
CGCCGTTTGCAGCCCAAAACCAGAGTACGCCTTTCATCCAAGAGTCCAGCTGTTTTAAAG
ACCTACCCATACGGCAGGTGTCCCAGTCTGTGGGAATCACCATGATCACTTTGTGCGAGC
TGTTCGGCTTTCTGATCCCCCTCGCCCTCATCGGCTACAGCTCCTTCCGTACTGTGATGT
CCCTCAGGCACAAGGAGACGCGTGATCAGAAGAGCTCGACAGTGAGTTCCTTAGCACGCA
ACCGCCTCCAGTCTGTCACCTCCAACTCAGACAAATATCGCGAAAAGCAGATCCGCGGTG
AGAAGCAGCGCGCTCTGCAGATGGTGCTGGGTTGTTCGGCCCTCTTTCTGCTCTGCTTCG
CCCCTTATCACATCAACTTCCTGCTCTACTTACTGGTTTCTCAAAACCTTATGACCCACT
GTGCCACCAGGCTGGCGGTGAAGCAGTTTCACCCCATCTCCCTGTGCATGGCGAGCCTGA
GCTGCTGCCTCAACCCGCTCCTTTACTACTTTCTCACCGCTGAGTTCAGGATGCACCTGG
CCAGACGCACCTCTTCCTTCTCCTCGTCCATCCTGTCCTCACCGGTCACCTCCCCGACAG
AGGGTCCAGCGCAGAGCAGGTTACTGAGGGGGGAGAGCACCTCCTCAAAGTGGGAGAAGC
AGGAACCAGATACTTTTCTGGGAAAAAACGGATCTGGACATTAAAAGACTGTGGTCAATT
TAGATTTGACTCAGAAGTTAAACTTTCCTTCACCAGAATTGATCCATCCTGAAAGCACCA
AATGTTTGGTTTGGTTTCGCT
>CL11719Contig1
TCGGCACGAGGGCAGTTCCCGTGTGGATCAGGACTGGGGGGGTTCTGGCCTGACACCCCC
ACTGCACCATGACCTTCATTAACCCCTGAAAAGCATCACGGGACCCCTCCCCCTGACTTC
ATTTTATGACTTTTTATGTTGTTTTAATCTGAAGTTGACCAGAACCGGATTCTGCTGCAG
CTTTTCCATTGAACGGGTTTGGTTGGACCCAACGGAGCAGATCGGGTTCTGTTGTTGTTT
CTTTGAACGAAAACGTCTCATCGATGGCGGTTTAGCTCAAGTCAAAGTCTGACATCTTCC
GTCTGAGGAGCAGACAGACGATAAATGTTCCTGAGCAATAACAGAAAATCAAACAAATTC
TGGTTGGGTTCTGGTTTCCAGAACCTTTTCCTCCTGCTGACGAATGTTTGGTGGCAGACG
GACGTTTTCATGACTTGAATCTTTCTGCTGACTTAACATTAAATGTATGAAATGTTTTGA
TATTAAAACTCGTCTGACTGAANAAAAAAA
>CL11720Contig1
TTTTTAGTTTGGCTGACCAATTTATTATACATTTATTACAAATTCACAAAATCTCAGTCA
TACAACAGCTGACCAGGCTCAACACCTTAAACCCGATCATAGAAGCCCCGCCTTCGGTCC
TTTCGCCCTGGCGGTGAGCACGTGACAGGTCAGATCTCCGATTGAATGTTGGGGAACCTC
TTCAGCAGGGTGAGGGCTTGTTTTGGAGGTAGACGTCCTTGATGGAGACTCTGCTCTGAC
TGATTCTTCATCGCTTCCTGAGCTTTGGACACACAAGTGTAGAAGCTGCTGATCTCAGTG
GAGCACAGGGCATCCACAAAGTTATTCTGCTTCCAGCAGGCCATGAGGACGGACATCTCA
GTGATGCAGGTGGCCTCGCCTTTCCGGGGTCTGCGAATCGCCACGGCGTCTTTCAGAACC
AGGGCTCGGTTCGGCTTAAGGACCGGTTTTCCATTTTGCCGGCTGAGCAGCAGTCTAACC
TTCTCCTGGGCCGACATCTCCCCGCTGCTGGTGCGGACAAATGTACCGGAACTACCGGAG
TCCCCGGCCATAATGCCCGGG
>CL11721Contig1
TGGTGCTGAAGCTACTCCTGCTGAATCATTCCAATCCAAACGTGGCAACATCCGTTGGAG
CACAGTTCCTCCTGATGCACATGGAAGGACAGCTGCTGCAAACATCATCAAAATGACCCC
TGGGGTCACGAAGTGACAAAAAGCCCATAATCATCCTGGACTACAACAAAAATAAAGGAG
GAGTGGACAATCTGGACAAGCTTACTGCCACCTACACTTGCCGGCAAATGACCAGGAGAT
GGCCAATGGTTGTGTTTTACAACATCCTCAATGTGTCTACATACAATGCATTTGTGTTGT
GGACCAATATTCACCAAGTGTGGAATTCAACCCAAAACACCAAGCGGAGAATGTTTCTTG
AGGAGCTCGGGAATGCCCTTGTCAAGCCACACATTGAGCAACAGGAACGGGTGCCCCGAG
CTCCGGCTGCTGCAGACTTGGTCAGACAGCTGCAGGGGTCCCAAACAAGCCATCCACATC
CACAGCAACGAGAAGAGCATCAGCATCACCTTCCCCCTCAGAAGCCAGCCCTGCCTCAAG
CACTCCAGCCACAGCCACAATGCCAGTGAGACCACCTCGCTGAGAAAGAAAGAGGTGTCA
GGTCTGCCCTAGCAATATGGACAGAAAAACCTACATAGTGTGCTTCACCTGCAACACTAT
GCAGTGTTGCAAGAACACACTAAAAGTGTAACTTTTTGCAACACGTGCATCTAAACACAC
ACACAGGCATGTTGTTTGCACAGAGTTTTTATAGAACAAGTACTTGATCTCTTTTGGTGT
GATTTTCTTGATTGGTTGTTGTTTAATTGACTTTGCAAATCTTGGTTTTATTGTAATTTT
TTATTTTTTACGACTGTTC
>CL11722Contig1
TTGTACGTAGACGTGTACTTTTTAAGGGGAAATTATCTCGTCTAAAACTTAGCCGTTTTG
GATATTGGAGTAAATCATCGTAAAGGAATTGTTTGTTAACTAATGTCGACGGTTGAGGAG
CTGAAGCTGCGGGTGCGAGAGCTGGAAAACGAGCTGATCAAATGTAAGCAGAAACAACAA



CAATGTTCCTCCTCGGAGGATGCTCTCATCCAGGCCACGAACAGACCGAAAATCGACAAA
ATGAGCGCAGAAGTGGTGGATTCCAATCCGTACAGCCGCCTGATGGCTCTGAAGAGGATG
GGCATCGTGGAGGATTATGAGAAAATCCGGACCTTCACAGTAGCTGTAGTTGGTGTTGGA
GGAGTTGGCAGTGTCACGGCTGAGATGCTCACGAGATGTGGCATTGGTAAGCTGCTCCTC
TTTGACTACGATAAAGTTGAGCTTGCCAACATGAACAGGCTGTTCTTCCAGCCTCATCAG
GCAGGCCTCAGTAAGGTGGAGGCAGCGGAGCACACACTCAGAAACATCAACCCTGACGTT
GTGTTTGAGACCCACAACTACAATATCACAACAATGCAAAACTTTACCCATTTCATGGAT
CGCATCAGTAATGGGGGGCTTGAAGAGGGAAACCCTGTGGATTTGGTCCTGAGCTGCGTA
GACAACTTTGAGGCCAGAATGGCCATCAATACAGCTTGTAATGAACT
>CL11723Contig1
TCGGCACGAGGATGTGCTAAGACTTGCAGAGGATGGGGCTGCTGTCAGAAATGGAAAGAT
GAGGGTGGGAGATGAGATCTTGGAGATTAATGGTGAGAGCACAAAGAACATGAAGCATTC
ACGAGCCATTGAACTGATAAAGAATGGAGGTCGGAGGGCACGGCTTGTGCTCAAACGGGG
TGATGGATCTGTACCTGAATATGCCGGGACTTGAACCGGAGGCCTTCTTACTGTGAGGCA
AGAGTGCTAACCACTGCGCCACCGTGCAGCCAAGTGGCCGGAATAGGCTCCGGCAGCCCT
GTGACCCCGAAAGGGGTAGGAAAATGAAAAAAAATGAATGAATTTCCCTGCACTGTTCAG
TACCCAGGTATTTATCTCTGAAGTCTCACTGGTTAAAGTTTTGGTTAAAGATGTCCTGGA
TTTATTGTAGGTCTGTGAATCAGAAAATTAACCAATATCGACTATGAATTGTATTAGTAA
CCACTAAAAATGATATGAATTAACTCATTCTTAAAATGAATCAGTACACCCCTAGAGAAA
ACAATTAGTTATTTATGTCTAACCCTGTATGAAAAAACTGTAAA
>CL11724Contig1
AGATTTAGAAAATATTTTTAATCCTTTCAAATCAGAAATGGAAACATCACCACCACTCAA
ATGTAACATGGTAGGAGGAACAGGCAGCACACGTTGCATGACAAGGCATTTCTGTGACCT
TTATGTACATATCAACATTTTATACAGAAAAAAATATATAAGAATAAGAATAATCAAAGC
ACGTAAGAGAACCAGCAATATTGGCTGAAATGCCACTCTAAACATTCATGTAGAAAATGA
GAGATAAACAATCTTGGATCATTGTGGAAAGACAATATTATTATTTACACAATGGAAAAG
TACAAAAAGGAGAAATTGTCATGTCGTCCTCTTTACAGTCAATACAAGCTCTAAAGTTCG
AGACATCCTTCTTTCAGTTTACAGCTTACACTCATCTCAAGTATTTCATACAAATCTGTT
ACTTCAACCTTCTTCAATCATAGTATTAGACCATCCAAAGTGGTAGATTGTGGTTCATAT
TGCATTCCTTCAAAAATAATTGTAGTGTCTACAACTTCCAAAAGCACCAGATAGTTTTTG
TTTTCTTCAAAGCAAACTTTTGTTTTAAATAAAACAATCAAAATTGACCTGTAATAAACA
TTTTAGAGAGTAACTACACACAAAAAAACCCAACTGTAAAAATATAGGATGGATGTTTTT
TAGTTTATTTTGAAGAACCAGAGTTCTTGGGAGTGTTCAGGTTGATGGTTTTA
>CL11725Contig1
AAACAATAACAAAGTCGGAACTTACTTTACTGTATGAAGAAAAGAAGTTAGACGTGGAGC
ATTAACGTCATCCTTGTTGAAAGTCTCATTTGCTGCTCTCCGTTTGCCATCACCTGCATC
ATGACACGGAGATCCTACGCGCTCTACGCGGTGGGAGGCATCTGCGGGACCCTGCTGGCC
GTTGGGATTGGGCTCCTCGTGGGTAGAGTCTTTCACACGTTAATGGAAAATCGACTGAAA
AAGGAGATTGTGTTAGTAGAGGGCAGCCGTGTCTTTGAGTCATGGAAAAATCCTCCTCCC
CCTGTTTTCATGGAGTTCTTCTTCTTTAATATTACCAATGCTGAAGATTGCCTCAATGGT
GCCAAGCCAAAAGTCACGCAGATCGGACCCTATACATACAGGGAATACAGGTATAAAGAC
AATGTGACCATGGTGGAAAATGGCACAATGGTGTCTGCATACACCATGAAGAAATTTGTG
TTCCTGAGAGAGAAATCAGTGGGTGACCCAGCTGTGGATAACATCACCACTGTAAACATA
CCATCCTGGGCTGTAATGGAAAAGATGAAGGACAGCTGGTTTCGGACCGTGGTTTCCATG
TTTATGAAAACTCTTGGAAGTGGTCCCTTTTACCTCTCGCACAGTTCATGAATTGCTTTG
GGGGCTATGAAGATCCTCTGCTAGAAAANGCTGC
>CL11726Contig1
GTCGTCATTCCCGTAAACAAAACAAGGACGCCTCAAAGCATAGCGATCCTCTAAATACAG
ACTTATAGCTTCTTAGNAAAAATGCTTGAATCGGCATAATAATTAATTTTGTTTAGTTTT
TTTCAACAACCCACTATTGAAATGGAGGGCTCCAAGTTATCCAGCACAATGCAGGTGAGC
TTCGTGTGTCAACGATGCTGCCAGCCGCTCAAACTGGACACGTCCTTCAATGTTCTCGAC
CGAGTCACCATCCTGGAGCTCACAGCGCCGCTGGTCACAGTGACACCCAGCAAGCAGGTT
GACAGTAGCGACGGGGAGCCAGCACCAGAGGAAACCTTTGAAGAAAACAAGCAAGATGGA
GTGTCAAGAAAGTACATTCCTCCTGCGCGAATGATGTCAACAGAGAGCGCGAACAGCTTC
ACACTGATAGGAGATGCATCANGACGGAGGCACCATGGAAAATCTTAGCCGAAGACTTAA
GGTTACCAGTGATTTGTTTGACATCATGTCTGGCCAGACTGATGTGGATCACCCTCTGTG
TGAGGAATGCACCGACACGCTATTGGATCACCTGGACACGCAGCTCAACATTACAGAGAA
CGAGTGCCAGAATTACAAACAATGTCTGGAGCTGCTGTCGAACCTCCAGGCAGA
>CL11727Contig1
GCCGTGCCACACTAACGTTCTTTAAAAAAAAAAAAAAAAAAACTGTTGAGCGTCTGATTC
CGCTCAAATTCATTGCTGCATTTCAACGTCTTGACTTTTTTCATGTGCCTCTTCGCCTGT
TTGGACAAGCCAAAGTAGACTGTGTTCGCTTGTGTTTCCACTCGTCTTCTTCTTCAGCTG
CTTTTGATTTAACTCCAGATTGACATGCGACTCTCGGCTGGCCGTCCTCTTCGCCGCTGA
TTTTCCACCTGCACCTAATCTTCCCCTCAAGCAGAGGCCAAAACAAGCTTGAAACGAATG



GATCTCCACCTTATTCCCTGTTTACACCTCAGCACTGATGCGCTGGACCAATTGACTTTA
TTCCCTCATGTCACAAACTCCTGAATGATGCTTTGATTTTTCAGCCCCCCTCTAAACCAA
AAACGCATTTGCTTTCAAGCAGATCAGCAACGTGATATTTTGATTTTATTTTTTTATTTC
CCAAAGCAGAGATCCTGAAAACATGTCAGCTCTTCTCATTGGTACTTGGTGATGTCTTTA
TATTTGTCCCTGTTATAACAGCCTTGGGTTTTTCTTCAACAAACTGATAAAAAAATATGG
ATCTCACGCTTGATTTAACCGAAAATGCACGTTTCGAGATCTTCATGTGCAGTTTTTCTG
TGTTTGCACATTTGTTTGATAATCTTCTTTCCACTCGAGGCTTTAAGTTCTGCTGTTTTT
CAGCATTATTGGGTTTGTCTGACTCTTGTCTGATTCTGCCCCCTTTGGTTTTACCCATCT
GGGTCTTTATTTTTTAATAT
>CL11728Contig1
TGAGTTTATTTATTTTTTATAAATCATTTCTTACAAAATTGGCATTTCTCTATTTCATTT
GTGGCGTCTATAAAAGTTTTCTCTCAGAAGGAAGGAGGGAGGAGAAGGCATCAGGACAGC
CGGGCTCAACCGAGTCCTCACAGATCGCCGACCGCCCACGCTCGGCCCACGCCGATAAAT
AATCCCACACAGGAAGTGGTCGTGCTTTGTCGCCGTGGCAACAGGGCCCGAACGCAACAA
CGGAAAGGGGCGTCCAGGGTGCGAGGATGGAGACTCAGGGGGGGGTCAAGAACTCAATCG
CTGATCAAAGGCACAAATCAATAAGCCGGGTAAACTTCCTGTGTTGGAGCTGAAGACGAT
AACTTGCATAAAGTTCTCCTGATGATTTCCGTTTTCACGTGCGTTAAAAAGCTGGAAAAC
TTTCCGTTACTCGGCCGTGGCTTTGCAGAGACGCAGTCACAGCCATGGTTGTAATCTAGA
AACGTTTCCATCTGGCGGAGGCGACCCAGCTGCTGATTATTTCCCTCTTGTCAGCGGCTG
TCGCCTTTATTGGGACTTTATAATTTGACTCCCGCCGAGAGCCAACATGGTACGGCCCAA
TCCAATTTGGGATCGCTGGTGTATGCAATCTTTTCTGGAGTTTAAACCAGTCAAATCGTT
TCTCTGTCTCTCTCTCTCCTGGGGAGATCTGTGTTAGAAAGACACTGCGGTGTGATGGAC
GCTTCCCCACAGGAACAAATGAAATGAATGCACAGCAAAACATCATAAACCCCCCCAAGA
G
>CL11729Contig1
TGGTCACGCCATCTTTAGAGTGCACAGAAGAATGGGTCACCCAAGGGAGAGGAGAAGAAA
AATGGAATCAAATAAGATGTCAACCTTCCATCCTTGTGTTTTAAAACCTTTTACTTTAGA
CAGGCGTTAACCCAGAGCTAAGAGTAAAGTCCAGTGCAGTTGGGCAAAAAGAATGCAGCA
AATGCACAAAGAGGGGGATGTTAATCAGCGTCAAGCGTTGGCCCTGCTGCGGAGCACGTG
GGAAACTGAAACCCCGGTGAACCTGAATGACTTCTGAGCACAGCCGTAGAACGTTAGCCC
AGTTATGCGAGGACAAAGGAAAGGCATGTGTTGAGCTCAAGCCAAGTAGTTCCATATGTG
TTCTGAGTTCACCGAGTCCAGGTGGTATGTCATAGTGAACACGGTAAACAGGAGGTTTGG
AGCTGCCGCCCCCTACTGGTCACAGTTGTTAATTGCAGCAGGAAGAGGAGAACATGGTTA
GAGTTTGAGCAAAAAAGGGGGAAGTGTTTGTTTTACAGCAAAATCATCTTTTAGCACTTA
ACTTACTAAAGGGATCATGTACAGCATTTTCATTTTTGGTATGTTTTAATTGGACTTTTT
AATTCTACATTGTTTTTGTTTTATGATAACTTCAGAAAGGCCTTTTTAAGTGATTTAAAC
TCCATATGTCAAAAATATAAGTATTTGTAATCAAAACATATCT
>CL11730Contig1
GCACGTCGCAGTCCGAGCGGAGCGCCCATAGGGACCCCTCCTGGNACGCACTTGCATATA
AAATCAACGACTTGCCCCTCCCGGACAAAGTGAGGTCCAGTCTGTTCCAGTGCGCCTGTG
CTGCATTTTATGGATGCCTCAGCAGGTCAGCATCTCCATCAGCCCTGCCCTGCTCAGCGG
AATTAACAGAAGGATTGCGGCTGCGTCTCTCTCTGCCTTGGTCCAATAAATCCCACATAA
AGTGAGCCAAACTGTCGGGAGACCTAATATGGCAAACAGAGGGCCCAGCTACGGACTGAG
CCGGGAGGTGCAGGAGAAGATCGAGCAGAAATATGACCCCGACCTGGAGCAGAGGTTGGT
GGACTGGATAGTTTCTCAGTGTGGAGGAAACCTGGAGAAACCACAGCCAGGCAAGGAAAA
CTTCCAGAAATGGCTGATGGATGGAACCATTCTGTGTCGGCTCATCAACAGCCTGTTTCC
AAGAGGAAAAGAGCCAATCAAAAAAATTCCTGAGACCCAAATGGCCTTCAAGCAAATGGA
AAAGATCTCTCAGTTCCTGCAAGCTGCAGAAGCTTATGGAGTCACAACTACTGACATCTT
TCAAACTGTGGACCTCTGGGAAGGGAAAGATATGGCAGCAGTGCAAAGGACACTGATGGC
TCTGGGGAGCCTGGCAGTCACAAA
>CL11731Contig1
GGCCTCTTTAGACTCTAGGAATGTTTTGCCTTCCTCGCTGAGTCATCACCTAAGTTCATT
GGTAAGGGCTCAAGGCTGCCTCTTTCTGGTAGAAGCCCATAGTGTGCCAAAGAGCCACCA
GAGTCAGGCCTGGGGAAAAAGAGTTCTAGGAAAGACGGTCCGATCCTGATTTCTTCATCT
GAATTGCCCCCGCCCGCTGCAGAACTTCACACCCCGATAATTGCCTCTAACCTGTGATTC
ATTTGTCATCTTATGTCATCTTTGGGGAGGGAGGAATTTAGTTGCGTATTTAGTATGAAT
ATTTGGAAAATAATTACTGATTTAGAAATTTTTAAATACTAAGTCCTCAAGACGAGTTAA
GTTTTTAAGTTAAGAGCGAGGAAACGTCTGCATCACTGCAGCTGACTAATCCCATTCTTG
CTGGCACACATGGCAGAGGCGTCATGCCCCTTCACACACAGTTACTGGCAGAGGGAAGGG
AGTCTCACAATCAGCCTTTTCCTTTCCTGGATGAAGCAGCTGAGGACTCAACCACAGTCC
CTAGTGAGGAAAACCCAACCATTTCTCGAGGGCCTACTTTTCACTGCGGAAGTTTTACTT
CTTAGAAAACATAAAGCTGAATCATTTTGCCAAACTGGCCCAGACCTAATGAACCAACAT
CCTTGGTCCTTTGAGAATAATAGCTGAAACATTTCTCTCTTTAATTCAAAAAAAAAA
>CL11732Contig1



CCTTTCCACACTCATGGTGCAAAAAAGAAGCACTGGTCTATCAAATGTGGCTTTTTTCTT
TGGAGTTCGAAGGCTCCTCTTCTGTCTCATGGCCTTTTCCTCTTGGCAAAGAAACTTTCC
AAAGATGTTTGTTTTTTACTCATTTTGCTAGATCCTGGGATTTATTTTAGCGGTATCCTA
TCACGTGACCGAAAGGAGCCCCTTAGCCTGCGTCAAGAGTGACATAGACGGATGTAACAG
GGAATCTGGCAATTTTTCACAATTAAAAATCTTTCAGATTCAGATAACAATAAATAGAAG
TAATCAAAGTTATTTATTCTTTCTGTGCGGCCCGGTACCAAATGACCCAAGGACCGGTAC
TGGTGCACGGCCCAGGGGTTGGGGACCACTGGACTAAATGACATGTAAACACATTGTTTT
AATTTTTGTTTGTCTTTTTCTGCCTCGCCCTTCTTCTTAGATCAGGATTGAATTCCGATC
TACTGAGTTTGTGGTGACCTTATCAGATGGATCCACGATCTTCTTCCCCAACCGCATGGG
TGCAGAGAAATACTCAGCCCTCAGCTTTGAAGACGAAGCTCGCATCACGAGCATTGAGAT
CAAATAAATCTGCAACTTCTTCTGGATTCAAATCTTTTGTTGGTCCCTTTTTTTTTTCCA
CTTTTTGCCTCCAAACCTCCAGAGTTGGTCCCAAATGGCTGCTGCACGTCATATTGTGCT
GCATTTATGGTTCTAACAAATTCCGAAATTACAGATGATCAGTCTGTACTGCTTGCATTT
ACAAGCTGTCTAAAGACTTAACAAATTTGTTGACATAAGAACATGTTAAACATCAAGATG
TTTCATTGTTACCTTTGACAGGCAAACCATAGTCATCAGATTTGTTGAGGTGCCTTCCAA
ATCTCTTTACATTTTTCATCTTTTCTTTGACATTCCATCTTTGTGATGAAATATT
>CL11733Contig1
TTCGGCACGAGGGTGTGATGAAAATGTTTGGTAGATAATTGTTAACTGTCACAACTGGCA
ACAGCACCCCCGAACAGACTACTGACTTGACGCCCCCCCCCTCCCCGTTTGTCCTTTTCT
ATTCTGGTAACAGGACTTTTATTTCTTCGCCTCCCCAGAAATCTTCTATTTTTCCCTACA
GAGCACTAGCCTGCTTTGGTTTTCACTATAATAGATGGTAATCTTAGGAGCTAAACCTCC
CCCAAAAAATGTAATGTGAAGATTTTGTGTGATTTTTTTTTCTTCCCTCTTTTGTTCCTT
TTTAATAGCTTTTTTTTGTTTTTTTCAAAGCTATGGTGTTTTTGTTAGAATAAATAAAAA
CTTAAAAAAAAATATTACTAGCCAAGTCACAAAGAAAATGGGTTGCACATAGACTTATGG
AATTAAGTTTGTGATTTTTTGTTTTTGTTTTGTTTCGTTGTTTCTAATCTTGATGTAAAT
TTACACTATTTATAAAACGCATATTTATTGCTTGAAAATATTTGTCGATGGAATGCTGTT
ATTTTTTTCCAGAGTACCTGCCATTAAATTTGAAGGAGTTCTGTCATTTTAAAACGACTC
CTCTTACATTTTCTATATATAAATAAAATTGCTTAGCAAGCATTGTACAGAAACGAACAT
TTAAAATCGTTTTATTGT
>CL11734Contig1
TTCGGACGAGGGAAGTGTCTAAGACCTGAAGTGACCTCCATGCTGTTTGGCTGCTCAGAG
GTGTGTTAAAAAAAATGACTTGTGCTTGGTGGTGGATGGCGCATACAAAACCATTCACCG
AGCCCGAATGTTCGTTCATGGCGGCCGCCAATCAAATCCATAAATTAGCCGCGTCGCAGA
ATAAGCCGCAGGGCTGTGAGCGCAGGAAAAAAGTAGCGGCTTGTAGTCCGGAAATTACGG
TAATAAGTTTGAGAAATGTCTGTATTTTTTCAATAGAATTTAGTTTTGTTAAAACATTTT
TGTAGTTTTCAAAGGCTTTTCTTTTTCCTGTTTTTTCCATGAAAGAAGCAAAGAAAAAAA
CGGACACGGCTTCTACCTGAATGAATAAAATCCATCTGTTACAATTGCTTGTTTTAAAAC
TGCATAGTTAAAACTGTAAGCAGATCTTTCTTATTTACTTTATAATAAAAGTTTTCTTTG
ATCTTTANNAAAAAAA
>CL11735Contig1
GGACTTCTCGGTGCCTGAAAGACCAGCTGTCAAAACCTCCAACACCCGGGAGAAGAAAGC
AAGAGGGCCGCCCAGAGCCAAACCTGGGCCGGCAAAGGGGGACCATGAAGAACCAGAGAG
GAGCAAGTCCAAACCAGTGACCACCCACTTCATCAGAGGACCACCCCCCACCGAATCCCA
ACAGAAGGAAGAGGCTTCACCTCCTGCCAGGAGAACTCTGAGGCCCAGACGTCCATGCAC
CTATGCAGAAGACAGTGGAGAAGAAGGGGAAGTGAGACCCAAACCCATTCATTTGGACCA
TGTAAGGGGTCCTCCTGTAAGTTCTGGTGCTCGGTCCAAACAGCTCTGAGGCAAAAAAAA
CAACAAAAGACGGGCGAGCAGACTTCTCAAGCATAACTGGGCTGAATATTAACCATCTTT
AGTTGAACTTTACACACTAAAAGAACATGCACTTGAATTGCCCTCTTTGACAGAGAACTA
GAACCCAATGGAGCGGCAGGAAAACAAATGATCTGGCTGTGATGTCAGGGCAACAAGGAA
ATCAACCCCAGCATCAAAGAGGAAAGCACACGAGGACACAGAGTGACAAGAAGATGCAAA
CACACACGGATTACAGAGAAGGGTGGGATGAAAGAGGACGCCGCAGTGATCAGGAGCTGT
GGAAACACTCTGTTCACACAGATCCAAGACAAGATGCTGCTCCCACGCAGAGACACTCTC
ACATGTCCTGGTTCTTCTGGGTCGGCCTTTTTCTCCTATTGAGTGTTGTGTTACAGTTTG
TTAAGGCACAATAAACCTCCAATAAACTGAAACTTTTTTTGTCTTTTTAGCAGTTCCCAG
ATGTATGTTTGACAGTATTTCTTCAAGCTCACAACTTCTGGACTTCACTTGGCATTTTCA
CAGTGATGGGCTGGAATGAAAGAAAAAAAATTATCTTTGAGTAACAGTGAAGAACATTCT
AGAAAAAAAAAGATTAGACTGAATATTTGTAAAAATGCTAAAAAGATCAAATGTGTC
>CL11736Contig1
CGGCACGAGGCTTAGCCTGGATCCCATCAGCCCACTTCTCATGGCTGCACGTCAGGGCTG
TGTGAGGAGTGTGTCCTTACTGCTGGAGCGAGGAGCTGACATGAACACCAAAATACCATC
TTTTCCCACCGCATTTCCAGCTGTTGTTGCTCTTTGCATGGATGACCTGCCTCTTCTGAA
GTGCCTGTTGAACCACGGCTGTGATGCACATTCTTGTTTTACCTGCACATATGGCCAGGC
TCGTCATCCACTCCCAGACATAAACAATGGTTTCAGCAGTTGCAGTATTTTGCAAAATGA
AAGCATGGCTCTTTTGAACAGCAATGAATCATCAGAAAGAACAACCCAGTTCTGTGAGTG



GATCTCAACCCCACTGATGTGTGAATGGGCAGGACCCATGATAGACCTGCTGCTGGAACA
CGTGGGGCAAGTTCAGCTTTGCAACAAGCTCACTGAGCTGTTGGACAGCAGGGAGGAATG
GCATGATGTCAAAAGGAAGTTATTGTCACCGCGTCCACTGCTGCACCTCTGCAGGTTAAA
GATTCGGAGGCAGATGGGCAGAAACAGACTGAGATCCATCACAAGCTTACCTCTGCCAGA
CAGACTGATCAGATACTTGAGCCTCAACGACTGACTCAAAGATAACCATCACACAACAAT
GTCCCCAGAGACAAAATAATATTTTTCTTTAATGATTTGACATCTTTATTCTGTAAAGT
>CL11737Contig1
GTCTCAATGGGTTGGCCCGTCACACTGTATGAGTGTGAAGCTCCCTCCTGGTTTACATCT
GGCGCAGCACGCTCACCGTTGAACTGCATTACTTTGACTGCGTAGTACAGAAGACATGGA
AAAGTCAACAAAAGCTCCAGCCCCAGAATGCTGAGAAGCATGTAGGTACGCACCGTCTGG
GACAATCTGACAGTCAGAAATATCAACATCAAGACATTTCCTGAAGAGTGTATTGTGAAC
GGCAGATGTTTCAGCTGCTGTGTTTGTCTGTAAAATTGCAGGTATCCTCTGCCCCGAACT
TTATTGTGATGATGCTGCACACAGCAGGAGAACGCCAGGACCAGCAGCCACAAACACGCC
TTTGCGTAAACTATGATGCTGTTGCCAGGTTCATTTCCCAGAAAGTGCATACACCTCTCC
TCTTGGCCAAACTTCAGCACACACAGAACGGCCACACATATTGACAACACAACGAAGACA
ATATGCAGAAGAGACAGCAAGGCAGCATGAAGATGTGTTGGCAATGTTTGAAACTCTCTT
CTGATGGCAGAATGAAGTGCATCAGCAGAGATCAGTGGTCCGTCTACCAAAGTGTCCTCC
TCTGTACTCTGGGTCATATCTACTGAAGGACCTGCCTGTACATGAGCAGAAGGTCTTTGG
AAGTCCATCTATGTGGTCGTCCTAAACAGCCAAAGAAACAATAAGATATAACATGGCTTT
ATTGCTTATTGGTTTATTTCCGGTCGAGTGACAACTGTGAAATATCAGCGGCAAAGTCTA
GTTCCGTCTTTATCTCCCCGGCC
>CL11738Contig1
ATACACTGACCTCTGAGCATGTGCAGTAGGAGCTTTGCTTAGATTGTACTACATGCAGCA
AATACTTTAGTGTTAGGTAGAAGCATATCATTTTATTGTATTTATCTATATATTGTATGT
ATTTAAATCACCTTCAGCTGATGCATCTTTTCGCTTGAGTAGTAAAAGTGCCACTTGACA
TTTTGCATAAAAATAGGATAATTTCCTGTTTTTGTACTTGAAATGGTTTTATGAGATGTC
TCATATTTTCGCCTATAATTTGTGTTTATAAAATGTTCTGTTTGCATCTGTTGTACATCA
GCAAATATTTAAACACTGTTCCAAAAAAAAGTACATTACAAAGACAGAGAACGTTTCTGA
GCGAAGATTTTCTTCAGTGGTTTTTGTTCGAATGTTACGTTTTTTTTATCTTAATGTCTT
CAATACCGTTAGTAAAGCAGTCCTGTATCTTTTGTTCTTTAAAACTTTGAAACAACACCA
GAAACCATTGCATCAAAGCAGTTTGCTTCACAACTAAAACTAATGAGGACTTTTTTAGTT
GTAAAAAATGTGCTAATTGAAAACCAAAGACTCTTTTTAAGAAAAAACATTTGTTAGTTT
TTTTCAAATGCTGAAATGTTTTAACATGCTCCAGCACTTTTCCTGTTTGCTTTGTTCTTT
CTAAAGATCCTACTCAGTTTGTGATCTCTTAATGGAATGTAGTGCAGAGGAAGATTTAAC
CCAGGTGGTTTACTGGGGGAAAATGAGCTGTTCACCACATTTACCGTGTCTTTGTTGTTT
CATATTTAATAAAAATATACTTGAGACTTCATCAGGATGAATAGGTTTTACTTCCCTACA
TGTTAAATCAGCAAACACACTCTTCCTCTTGGTTCTTTGCAAATGGAATGAAGGAAAAAC
ATTTTTTGCAATGCAATT
>CL11739Contig1
TGAAAATAGTGCCAGGTCTTCTCTCTACCATTGACTCTGTTGGTTCTCCGTTAATAGTTG
ACAGCACTCATTTACTTGAAAAGTCACATCTTTCTTTTTCCAGTTCTGTTTGAGCAGTTG
TAGCACAGCAGTGAGCCCAGCACCTTGTCCTTTCCAATATGGTGCTCAACTTTGCATACG
CAGCACAGCGACTCTATCCTATACAACTCATGGTTAATGTCTGCAGCCAGGTCCCCTTGA
ATTTCAGTCCTCAAAGGTCAGCGTCCTTTTGTCCTGCCCTTACTGCTTCTCATTCAGCTT
TACAGAGTTTTAATTTTCTATTAATCTAAATAAAACACCAGCAATTTATCAATCTATGTG
TAATGCATCAATATGTCATGTTTGTTTTTTATTTTAAACTAAATTACTGAGAAAAATAAA
ACATTTTGAAAATATTCTAATACATTGAAATGCACTTGGAAAAAAATAAACATATCACTT
AAAAATAATTTTTAGGCAAGTTAAAGTGTAAGGAACGTTGAATATTGTCTGGATGGTTTA
GTGCCATTCTGTTTAGCAGATTACCGGTGATGCAGTGAATCGTGTGATGCAGTCCGACAG
TGGCCGGTGTGATCCAAACAAGCAAGTATCTTCTCAGCAATAGTGCCATCAAATGATGGA
CTGGTGCGCATCCTTGAATGTAACGTCCTACATGATCTTGATTTTTCTCC
>CL11740Contig1
GAGCTCTTTATTCTGTCAAATCCACGTTGTCGACATCACACAGCATTCTGCTAGATCTCC
AGGCCACGCCTCCAGCTCACCTGCCTGCCTACAGTCCAAACTCAGGGACACCTGCGTGTG
CGCTGTGATATCCTCTTCATGCAGAGCGAAGAATGATGGGGGACAAGCTTTATTTGTCAA
AAATAAAGACACACTTTTTGACAGGAGACTCTTTCAACAGGGTGGGGGAGGGGCACAGGT
GGAGCAGAGGGTAGGCAAAGAGGTGGAGGACAAGCAGCACATTCACAGTTTTGAGGTGAG
CTTAGAGGGATGATGTTTGGGAAATCACCAATTAGGTTCTGGACATTTGCAGGTTCAGTC
CACCAAAAACACTTGAAGGTATTCAACATTTAGCCAGGAGGGGGCATCTAACACCTTAAA
CTTCCTGATGATGTTAACCCTGTGGCTAGTTTTTGGGGATTTCTTATTAGGGACCAATGC
AGGTTAAAATCATTTTTATGCGGTGCAAACTGAAGGGGGTGCTGCAGATCCNAAGGTCCT
TTAGAAGCACTTGCGATGGACAATGGAGGGTCCAGCTTCATCATACTCCTGCTTGCTGAT
CCACATCTGCTGGAAGGTGGAGAGAGACGCCCAGATGGAGCCGCCGATCCAAACGGAATA
CTTCCTCTCTGGAGGTGCGATGATCTTGATCTTCATGGTGCTGGGGCGCTAGCGCAGTGA



TCTCCTTTTTGCATGCGGTCGGCGATTC
>CL11741Contig1
GGAAAAAGACTACTCGTTGACATTATTTTTAGTAGGGAAAACTATTACATAGAAAATGGT
TCTTCAAAATAGTGGACGTTACAGGACGGACCGCGGACCGAATGGAGGAGACCAGGAAAA
CCAGGATGATGGGTCCTCGATGTCGGCCCTCAAGAGGCTGGAGCGCAGTCAGTTCACCGA
TGACATGGACGCTCGCTTCGGATTCGACAGGATGAAGGAACCGGGGGAGAAAACCGGGTG
GTTGATCAACATGCACCCAACAGAGATCCTGGATGAGGACAAAAGAATGATCAGCGCTGT
GGATTATTATTTCATCCAGGAGGATGGAAGCAGGTTTAAGGTGGCCCTTCCCTTCAAGCC
TTATTTTTATATTGCTACAAAAAAGAACTGCGAAAGAGAGGTCATATCATACTTGTCTAA
GAAGTTTCAAGGCAAAGTGGCCAAACTTGAAATGCTTCCAAAAGAAGATCTAGATCTGCC
AAACCATCTCGTTGGACTGAAGAGAAACTACATCAAGCTGTCGTTCAACACCGTGGATGA
CCTCATCAAAGTCAAGCGGGAGATTGCTCCTGCCGTGCGCAAGAACAGAGAGAGGGAGCA
GTCGCATGATGAGTACACCTCCATGCTGTCGAGCGCGTTGTCTGGAGTCGGTGTGACCAC
AGCAGACGAGGACGGGATGTCAAAGAGCATCGTCGATCAATTAGACAATGTGGTGGACAT
GAGAGAGTATGATGTGCCTTACCATGTCCGACTGTCCATCGACCTTAAGATCCACGTGTA
AGAAGAACTGACAATA
>CL11742Contig1
TAAAGGAGAAGTGAGACTCCNGAGGCCTCCAGCTCATCCNAAGCTGCCCGAGACATTTCG
CTATGTTTCCGCTTTAAAACACCTCAACCAGAATCTGTTTACTACAAATTACTTTTGTTA
TATTGCCAATGAGAAGACCAACAGACGGGATTTTTAAATCAGTGTTATTGTGTGGTTTAC
TAAAAAAATCAGCCTGAGCAGGAGCATCTCAGGGAAATCTTTACGTACTTCAGAAAAGTT
TGTTTACAGCCCAGTCATCTTCAGGCAGAGCATTTCAGTCAAAACGGAGTTTGGTGATGG
AGGGGTAACAACCATGAATGCCTGTTCTTTTTTTTCCATGAATGAATGTGTATTTATGTT
ATGACCCTTTTATTTACCAGATCTGTAGAAGATCGGGGAAACTGTCAGATTTTGGGAGAC
TCAGTCGGCTCTAATGCATTTTATGCAATGTTGCACAGTTGATATATGACACTTAAACCT
TAAAGTTAAAAAAAAGGATGAACTCCAGTAAAATCACTTGCTGGTTTTGAACTGAAATTA
TAAATATATAAAATATTTAAAGCCTGTTTTATGAGGTGCATTTTTGTGTCAAAAACAGTT
CTGAACGCACACAATTAAACGAGCTGAACAACAGATGCACCTCCCTCAGCATTTGTGTAT
TTATAGTTAGAAATATACATGCTGAGCACTGTCAGAGCATTGTGATGCCAGTTTCTCTAA
AGTCACAAGTTCTTTTTTGCTGAGTTCTCACATGACCGTAAATTTTAGCGATGAAGTTGT
AAAACCTGAGTTTGTTGAGTAAAGATCTGATGACTGTTATGCAGATTACCTCTTGATTAT
TATTTTTATTTTTTTTGCACTAATGGAAACCTTGTCCCTTCATCCTAAAATGCTGCAAAG
CTGAAACTTGTTCTTCCAGGTTGAAGATTGTCGTTTGTGCTGCTGTTGAAGCAGAAAAAG
GTTGTTTATTCTGAAGCAGATCCTGCTGGTGGGTCTGACTGGGATGCATCTACAGGAGCC
ACCCACGCTGTTTAGTTCAGCTTGTTGACTCAAACAAAATGTTTTTCTGAATACATAGCT
GCTACGGGACAACCCACCCTGAAGTTTTACTGTATCAAATAAGAAAAAGTTTCAATATTT
TGATGGTCAGTTTTTGTTCATTTTATTCTGAAATGATTGTCTTTTGCTTGCGGATATTTA
TGTTGAAATCATTTGTAAATTGTTGATT
>CL11743Contig1
TAATCCAGACTGGTGTTACTGGCTGAGAAGGGAGACATCATGTCAGTCCAGTTCGCTTGC
AGAGTTATCCCGCTTAGATGGTACTTGTNGGATGTTGAGTTCACAGTGAAGAGGAAGCTG
AGCACAGTGGTCTCCTCTTGTGCCAAAACCAAGGTGGCATTGGTGCCTCCACACAATCCA
GAGGAGCTGGTCAGATTAGGAGTCAGGTTCAGCAGCTCCTGGACAGTCTTATTCTGAGAC
TGAGAGAAGTAGCTGACATTGAGCTGCACTCCCATTTTGGCCATGAGACACACAGTGCCG
CTGGCGTTCTTCACGGAGTAGGAACCCTGTTCGGGAGTTCCTGCTGGAGTTGGTGACGGA
GTGGTCGGTGTGGCTGCACTGGTTGTTGTAGTCGGAGCTCCGGTAGTGGTTTGATCCGCC
GCACACACACGCTCAGCGGGACTAAAGTCATTTCCAGGCATGTAGGCCTCCAGCTTCATT
TCAGAGAAAGTGACGCTGGGTCGAGTTATGGTGATGGTAGTTGGACTCAGGCAGCGGTAG
GTGGTGTTGGTCGGTGCCCAAATCCCCACTGAGGCAGACAGCTCAAAATCAACAGGCCCA
GAGCTGTTGGCTTCAGGGAAAAGTGAAGCGTCGCTCAGGTTGTACCGCAGAAACAGGGTG
TCCACGCTGTAGAGACTTCCGTTGGTGGAAAAGTTCATGCCGCCCCCCCGGCCAAAAAAA
AACTTGGCCATCAGCCCCGGGGTGCTGCCGTTTGAGCCACATGAGCTGTTTGCTCCCTCG
ACTGTGGTGGAGTTTGGCAGAAAGACCGACACCGTCCTCGTGTCGTTGGTGGTGTTGTAT
GTGATGGAAAATACTGCAGAGAACTCTGGGTTAAGACAGGTGGAGAATCCCTCCTTCACT
TCAAGGGTAACAACTGCTTGAGTGTCAGCTAAAACTGCTGAACAGACGATGAAGAGCCCC
CCGAAGGATGGAAAAGACTTCATTTTGGGGTAAAAAAAAAAAAAAACAATAAGAGAGAAC
AAGAAAAAATCCCTGATGGAGGGTTAGAGTCGCACAGCTGAAGGCCCCCGGCCATAAGGC
CCGGGTTTAACGGC
>CL11744Contig1
TTTTTTTTTTAATTTTTCTTGTCATTTATTTTTTTGCGTTTATGATTTACCAAAAACAGT
GACGCTGGGTCTCAGGTAAGAACTTTACTGCAATGGTGGACCAGACTTTCTTCACACCAT
CTGAACCTTCAAGTCCTCCATTTTTGCCATGTTCCTGTTGTAGATGTCAGGGGAGGAGCT
TTCCAGTCTTCATAACTCCAAAGACAATTCTAAGGAATTCAAACTGGACTGATTCCAAAC
ATATTTTTGTAAACATGAGCAGGCAGAGAATGGCAGACAGAAAAAAAAAAGTTTTGGCAA



AAGAAATTTGAGACATGATACATTCTTTTTGGTAGCTCCTCCAGAAGCTGCTCCTCAGAA
CCATCAGATCATCAACAGGAAAAAAAACTTTGCATACAGCAAAAGGCCATCGAATCCCAC
AGCAGAAATCAAGTGCTTCAATAGATCTGGGTGCTTCTCATGGAGGAACTGAAGAAAAGA
AAAGGCAGCTAAAAGATCTAAAGCTAAAATAATAGATTAGAATTGTCCACTGCAGTCGTC
ACAGTTTCATATCCCG
>CL11745Contig1
ATATATAAATCTTTAGCATAATGGTTACTCACACTAAAACTGCCTGTTTCATTAAAGGTG
TGGCTCAGCCCACTAAGCAAGACCTGCGCTCGGTTCTCACATGGTGGTTGCTAAAGCACC
AAACGACTCACTCTTATCAATAAATAAATCTGAATCTGTCTGCGGTTGGTGGAACAAACT
TGATTTTATCTGGGGTGGAAGCATGAAATGTTTTCATCTGCAGGGTAGTAGTAGTAGTAG
TAGTAGTCTTTTTTTATTTTGGACTAGTGAAACAAATGTAAAATAACAGAATAAGACAAG
AACGAGACAAAACTTACAAAAACAAGAAAAAGACAAGTAAATTATACAAAACAAAATGAT
ATAAACACCAGTCCTAAAAGGGAGTGAGAAGAAGAAAAATCTTATAAACTTTCACCCCCC
TTTACCCTAAGCCCTTACTTTCCCACCATCAGAGTCCAGTGCCCTACCCAAGTGTATATG
TACATATATACATGTAATTTTCATTTCCAAACAACATACAAATGAATAACAAAACGTATT
GTCAAAGTATGCAGATTTATAAATGCTGACATTCTGTATTTTTTTGTATTTGCACATATT
TATCCATGATCATCTTCCTGTATCTATATTTAAATTCTTTTATGTTTGGACATTGTTTCA
AGCATTTACTAGTTCTGTTCCACAACTTCACTCCACAAATTGAAACACAGAATCTCTTTT
TATTTGTACGTGCTTTATGTATGACAAATGTATCTTTTCCCTAAAATG
>CL11746Contig1
GNTTAACCCTGGCATTATGGCCGGGGCTTTTGTTGTCGCGATACTTTGACTCTAAGGCGG
GAGGTTCAAAACATTTTGTAAAAGAAGAAAAAAAAACAGGATAAATCAGCCGTAATGGCG
TCTCGGCCAAAAACGAACTGGTGCTATCAAAAATTTCTCAATAAGACATTTGAAGGTGGC
AGTCTGGACTCCTCCACTGCTAAAGAAATTCTTTTCGGTCACGATAACCATGCTGGAGGA
GGAAGACGACGGTTATGACGGACCCGTTGTCTTCATCTGTGCCAAGTGTAGGCTGCCTGT
TGGGGATTCACTTTCATGGGACGGAAGTGAATACGAAGAAAACCAGATAAAACTGAAACG
AGTTACCGACAACGTTCAAGTTGGAAAAGAGCATCGTCTGTTAGAAGTAGGAAAGCGTTC
CCTCTGTATAACTCTAGATCTCATCTGTCGGGGTTGTCACGTTGTTCTTGGCATGGTTTT
CACGTCCACTCCCAAACAGCTGGACCACAAAAGGTTTACGTTCTGTTTCAACGTAGCAGA
CATTGACAGCTATGTGCTCGGCTCTGCAAACCAGATGATGGCAGCAGAGGGCTCACATGA
GAAACCAGTTACGCTGGAATACAGGGGCTTTGTTGAACAACAGCTATCAGAGATGAAAAT
GCTGGTGGTGTCTATGGCGCAGAGGCTGGAGGAGATCGAAGGTGGCCT
>CL11747Contig1
AGCATTCTGTGAGGAGGATCCCCCCCTGCGCATCCACGGCGAAGGAGACGCCGAGCAAAA
CTAGAATATAAAATCATCCAGATTGAGCTCTTAATCTGCCACCATGTCCGCTGGAGGAGA
TTTGGGGAACCCCCTGAGGAAATTTAAACTGGTTTTTTTGGGAGAGCAGAGCGTGGGGAA
AACGTCTCTCATCACCAGATTTATGTATGATAGTTTTGACAACACATATCAGGCAACCAT
CGGAATTGACTTCCTATCAAAGACCATGTATCTGGAAGACCGAACAGTAAGACTGCAGCT
GTGGGACACAGCTGGACAAGAGCGCTTTAGAAGCCTCATTCCAAGCTATATAAGGGATTC
TACAGTGGCTGTGGTTGTATATGACATTACAAACGTGAATTCCTTCCAGCAGACCTGCAA
ATGGATTGATGATGTCAGGACAGAGAGAGGAAGTGATGTCATCATCATGCTCGTTGGCAA
CAAGACAGACCTGGAGGAAAAGAGGCAGATCACGATCGAAGAAGGAGAACAGAGAGCCAA
AGAGCTGAATGTGATGTTCATAGAGACCAGTGCCAAGACTGGCTCCAATGTCAAACAGCT
GTTTCGCCGAGTCGCAGCAGCCCTCCCTGGAATGGAAAGCTTGGACGATGCAAATCCCGA
AGGCATGATTGACATCAAGCTGGACAAACCAGCAGAGCCCACTGTCCCTGAGGGAGGGTG
CTCCTGTTAATGCAGAGCTGCATTTGGACAGCTTACTCCACATCATAGGCTTGTTGTGTT
GCTTACTACTGGTTAGCTTCCAGGTGACTTCTCTAAGTGGATATAAAATCTGGGCCTTGT
ACTTTAATTGGACAAACCAAATATTACCTTTCAGTCNT
>CL11748Contig1
GNAAAAAAAAACCCCACATAATCCGAGCAGACTTTTGTGAGTGTGTGTTCCGGGCACCTG
TTGTTGTTTTACTTCTTGCCCGTTGAGCCTTAATAACTGAAGTCAATCTGTAAGGGCAAA
ACCAGAGCCGCTGAGAGACGACGCGCAAGCACAAATCCAGGAATCTTTTACCTCTTTTTT
TGTCTCAAAAAATAACAAATCCAAAAGTTTCTCTATCAAAACAAATAATTTAACGTTCTC
TGAGGAAATATTTTGCTGGGTAGGAAAATCTGAGCCTAAAATTGAGGATAACAGACTATT
TTATCCTGGAATATACCTCCACCTGCTGCCTTTAGCTCCATCACCCTCCCACCTGCGTTA
GGGCGTCACTTCCACCCACTTTGGCAGTTGTCTTTCAGGGGTTCTGGGGAAACCAGGCAC
TGTGTCGGGCTGTCAGGGTCCATAGCGTCTGGGGTTCGAACCACAGGGAAACTAAGCGCT
CTCGTCTCTAGCATTTTCAGCCCAGCAGGGTTCAGTTCTCCCAACTTCCATGCTAACACA
TCACCTTGCTTTGGTGTATTTTTTTCTCGTTAAGTTTTGAAACCCTCTAACCTCATCGTT
TGAAACTTTTCAGAGAAGAACTGACCCCGTCTGGCTCTGCTGGCGAACACAAGGTGTCCA
TATCTTGTTCTTCAGCCCTGATCTGGGCTGAACTCCATTATGCAACAAAATGCAGACCTC
CCTCCAAGTGCTGTTCTGAGCTCAGTCACAGAGCTCGAAAAGTAAAAAATAAAAAAAAAG
GCTACAAAAGGGAGGTCAACGTCCGTGGAAGCTCGCCACAACTTCCTGCGGACTCCTTAA
GGCCTGTCGGCTTAACGAGACTTTTAAAGCTT



>CL11749Contig1
CGCTACTTAATTGGTGTACAGCAGGTGCTACACACAACTTTCACAGGCCCATGCTCAAAG
TTCTGTTGCTGATCGGACAACCACAGTGCACAAACAGGGGAGTCTACACATTTGGAGAAG
GTCTGCTGAGGTTGTGGGTTTGAATGTTGTCCTTGAGCTTTGAAATGTGTTCATTTGACA
ACCTGTTGCTCAGAACAGCTCCGCCTCCTGTCAGGATTTGATCATGTGCTGGTGTCCGAT
AAAGTTTCCAACATCATGTCGCTCTCATACATGTCACTCTCTAGCGTTAGCGACAGCCGC
AGAGGAGTGTCCAGCATCATCTTGTCCTGATTGGACACAGGGGTTTCCAGCGACGCCACA
TTAGCCTCTTCCGGCCTCGATGTCGCTAGAGTCTCGCTGGGCTCTGATGTGTTGAGCATC
TTCATCAGTGCTGGAGTGTTCAAGTCACCTTTCACCTTGTCGTTAATGTCCGTCCCTATG
AAAGAGTCTGTGTCGCCGATGTACATCTCAATACAGTGACCGAGCATCGTCACGGAAAAA
GTGTCGTCCCTTTTCAGTCCCAATGCTGTGTGAAAGTAGTCAATAGCGCTTTCAAAGTCT
CCCATGAGGCTGTGCACATATCCTATAGCTGCAGTAAGTAGAGGCGTGCTAAAGGATCAG
CACCAGTGCTTGACGGTGGTATTCCAGAGCCTGGTCGTACTTCTTTAGTTTCCGACAAAC
GTCGCCCCAGGTTGTTTAACAGAGGCTCCCATTTATCCACAGTGACCTCATTCCCAATGG
CTTTGATTTTCTCCATTGCATCAAGGAAATACCTCTCTGCTTTCTTCCAGTCTCCCCGGC
CAT
>CL11750Contig1
AAAAGGTATCAGCTGTTTTTTTATTGTCCTAAATTCCTTTGGAAATATTTGTTTTTCTCT
CTCTCTGTTCTTCTTGCACACATTTATTTTTATCAGTTTTTGTCAAACGAGTTGAAGTCC
CACTCCGATCACCTTTTGGTCTATTGTAAAGGTGTTACCCGTGGTCTTTTATGATGATGC
GGTTTTCAGCCAAAATCAAAAAGCCTGTGTCATTTTCAAGGACATAGTTTCTGCAGAGCG
CCAGGAGTTCATCAGAAATCAACCTCTGAGTCGTGGGCGGGGCTGTTGGCGCACACACTC
CCGTTCTAACATTACTGGTGCAACAAAAAATGGCGAGCAATATTGCAGCTATCCAGCTGT
ACAGTTTGCATCCAGAAAACAAAAGTTCATGGATGTATTTGTCTGACAGTGGATGAATCT
GAATGGAGAGCTGCTCAGTGGATTTTTTACATATTAAATACAATCTTTTCCAGCTGATTG
TTTTGATCTGATTCCCAATGATTTGAGTAAAGGAAATACTCGATTTTAATCTTAATTTTC
CTCATGTTTCCTGTATAAAATGCCACAAGAGCATGTTAAAAACTGAGTTTTCATCCGAGT
GGGTCTTTAAAATGAAAGATGAGGGTTTTTTTCTGTTTTCAATTACGTAAATGATTATCT
AACAGTAAATTAATATTAAATGAGTAGCTTACTCGCACGGGGGCAACTTTTAAGTTCTGG
TTATTCTATAAGTTGAACTGACAGATTCATTTAATTTTTTATTATTAAATTTCACAGCAG
GTTTTTAGGATCTTGTTAAATATTTATGTAAAGAAAT
>CL11751Contig1
ATTCCTGTGATTACAAACGCCCAGAATTTCCCTAGAAAAGGTAAAAATCTTTATCCTGAT
TAAGAATAAATCAAAGATACCAAAAATCTATATTTTATTTATTGCTTTTCTCTGAAAAAC
AACAAAAAAGATTGATCTCGATTAAGTAAAAATTCAAGTTTCAAAATAAAAACATTTTAA
ATTCTAAAATTTCCCCAAAACACATTACTTAATTTGTATAATACATATNAAAAAATAGAA
CAAAAAATGAATAAATCACCTGATGGAAGTCAAACTGGCGAAACACACCAAGCCTTTGTA
AACGTCAAAGGGAGTTGGTGGACAGTAGCCATGGCAAACAGTCATATTTGTTTGGAGTGA
TATTACATCTATTATGCATTCATTATTTAATAAACAGAGGGCTAAAAAAGCAAATAGAGT
ACCACTCAAGAACATACATTTCTAAAAGCTTTCAAAAAAAAAAAANGGAAATNTGGGGCN
NTNACGGCNGGGGGNA
>CL11752Contig1
TCGGCACGAGGCGTGGATGGTGTTGCTGCGCTGGTGTCCTCAGCATTTATGTGTAGATTA
TAGTTTATTCCTTCGTTCATTTTGTAAACAAGGTCTAAGATGATGCCTTGGAACAGATAC
CAATCAAGAGTCAAGCAAGGTGGCTGGATTATACGAGGATGATGAAGATGACAGCGCGTG
ACAAGATGAAGCTGGCAGAATCCCTCTTGCAACAGATCAGTCACAGAGCTGCTGTTCAGG
GATGATAAAACCCCAGAGCTTGAGCAGCAGTATGGATGAGTTCTGCAGAGAAGGCTCATT
CTAAGAGCAGTAGATGTGGCCAAAGATCCTCACCCTGCAGAGGGATAAATATGGCAGCAT
TTAAGTGGTTTTTTGATGACCACAACCCTGAAATCTTGGCTCCATAAGCGTCTCGTCATC
TCAGAGCTGTTGGACTTCTTTCCAAAACAATGATTTTGAGTTCTCAATAAAGATTATTTT
AAAACCTTTAAAAAAAAAA
>CL11753Contig1
CGGCACGAGGTCCGAATCTGTGAAATTTAAAGCTTAGATTTGAATCTGTTAGATTCAAAG
CTTCAGCTTTAAAAATAACCCACATAGAGGAGTTTGCACCTCACACCGCAGGATTTAGAG
GTTATTCTTCAGTCAGGTCAATCTGAAGAGGAGTTTAGTGCAGGGGGGGGTCAAACCCAT
TTTGGTTCAACCCGTCTGATCTCAAGTGGGCCGGACTAGTAACATAATAGCACAAGAACC
GATGGACAACTCATCTGTGGCTGTGGTGTCTCTCAGTTGGAAACCAACATAGCGTCCTAA
TCACGTATCATTATCACACACAGGCCAAAGGATTTCAAACCAAATGCAGTTAAAAAAATA
TTTTTTCAATTTTATACAGACTGAATATTTTACATCTGACACTGAAGCAATCCCGATAAT
AAACTCAAGAGGGGCTACGGAAAAACATGAAACGCCTGCCTAAAATGTAAATGTGCAAAT
TCATGAAGGCTTAAACGAAATTCAACTTGCAAACATTTGTGAACATAAGAATTTGGAGTT
AACCTCCGTTTCTCTCCTGAAACTTCACCTGCTGTCAATATCAGGATTCAGATCCTGTGC
AGCAACACATTTACTGTTATTCAAGTGTTAAATGTCCAAGAATCTTTTCCTGGTTTCTGC
CTGACCTTTGATGGGCGCCATCAGTGACCAGACTGACGTCACGTGACCACTTCACTCCAG



CATTGTCCAGTGCAGTAACTAGAGAGCTGACTGTCATCAGCTGTTGCTGTGTCCGCTGTG
ACGGTCTCCTCAACACCT
>CL11754Contig1
ATGACAACTCTTTTGGAGTNAACATGTAAAAAAAAAGTTTCTTCTCTTTTCCGGCAGACG
TATGAGGAAACAGCACAGACACAAATATGATTGTACGTCATGGTGGCTCCACCATTTGAA
CATGTAACAGACGCAGAGCTTCGTGTTCGTCACCTCCACGCCGAGCAGCTGCTCCAACAC
TAAAAACTCTCACAGTAGAGACAGACTTCAGACATCAGTGATGATTGATCCTCGTGTAAC
AGAGAAAAAGCTGCAGAGGTCAGATCTGATGACATGGGATTGTTCAACTTGGAAAAAAAT
AAACACAGATTTTTGAGGCATTTACACTCAACACGCTAAAAAAACAACACTTTTTAGTGT
CTCGGTGCAAATGTGTGAAACATTTCTCCACTTCAGACACATTTCCATCTAAGTGACCTC
TTTGTTTCTCATATCAAAAGAAATGTGTTTGCATGAACCAGACAAGCTGCTGACTACAGA
GAATATTTTTGACCAGGTTTAGCAGGAAACTAAAAAACTTTCAGAATAAAAGCATCTCTG
CAGGCAAATGCAGAAACTATTGATTTTCCACAGAAACATTGGGATGCAGCCTGAAACGTT
TTGATGAACATTCCTGTTCATTTTTTGAGGTAAAATGGT
>CL11755Contig1
TCCAGCAAAAAGGCAATATACAGGAATAGTTGTCGTACACTGCTGCTACACAGAAGATTT
CAAACTGGAAAAGATCAAATTAAGGTTGTGATTCTGCAGGTCATCCTTGAGCTAAAATAT
TTTTTATTTCTTGAAACAAAATCCACCACAGCTCCTTTCTGAAAGAAAACAATTCAAATG
TAACAGAAAAAAATTGTAATGGTACTTTAGGAACGCAAAAAAAAGAAAAAAAAAACTACA
CACAAAAAATATGAACACCTGTCTCCTTCTGTACCCAACAAGAATGTTGTTTTCTCTTTA
ATTTTTACACGTTCAGTTTTAAATATACAATTCTTAAATGTCTTTACAGAGCCACCTATG
CGCTATAAGGGGTTGCATTCCATCTGAGCTTTAAAATAAAAAGAAACAAACTCATATGTA
GGTGTTAAGTGTTCCTTACAATGCTGGTTTTGGCTAAAAAAAAAAATCCCCAAACCTTCA
GGGCTGAAGCTCTGCCCAAGCACAGCGGAGTTCCTGCTTACAACCACCAGGGGGCGACAN
ACTTAGGAAATGGAAGCTTGTGTGCATG
>CL11756Contig1
CGGCACGNNGGTTACTATGCGTGTTTATCGAGTCCGTAGCCATTTACAGCCTCGCGTCTC
GCGGCGCTGAGGAGGAGGACCGGAGGTCATGAGGAGGAGCCTCGCTCCCAGCCAAGTGGC
CAAACGGAAGCACGCGGACGATTCCCGCGAGGATGTCACCTGGAGTCCGAGTAAGGACAA
GAGGAAAAGAAAAGAGGAGGAGCCGCCTCCCAGAGAACCTCTATGTCAGCTGAACCGGCC
TACGTGCACGGATGCCGACAAGCATGAGGCTTTCATCAGAAGCATTCTCTCAAAGCCCTT
CAAAGTTCCCATTCCCAACTACTGCGGCTCGCTGGGAATCACGGCTCTGGGTCTGAAACG
ATCCGGGGTGAGGAAAGCCCTTCATGACCCGTTCGCCGAAGATGCTTTGGTGCTTTACGA
GCCCCCGAATCTCAGCGCCCACGACCTGATCCGAGCAGACAAAGACAAACTTCCTGTTCA
TGTTGTGGTGGATCCTGTTTTGGGAAAAGTGCTGCGACCCCATCAGAGAGAGGGGGTGCG
GTTCCTGTGGGAGTGTGTGACGGGCA
>CL11757Contig1
CAGGAACGAGAAGCTCTTCTACCGCGTGCTGACCTCTGACATTGAGGAGTTCATGCCCAT
CGTCTACACTCCTACTGTGGGGCTGGCCTGCCAGCAGTATGGACTGGCCTTCAGGAGACC
GCGAGGACTCTTCATCACCATCCACGATCGAGGACACATCGCCACCATGCTGAATTCCTG
GCCTGTACANAACATCAGGGCCATCGTTGTGACCGACGGGGAGCGAATCCTCGGACTGGG
AGACCTGGGCAGTTATGGGATGGGGATTCCAGTTGGGAAGCTGGCGCTGTACACAGCCTG
TGGCGGCGTTCAACCGCAGCAGTGCCTCCCTGTACTCCTGGATGTTGGTACTGACAACCA
GGCGCTGCTGGATGACCCTCTGTACATCGGTCTGAAGCACAAGAGGATCAGAGGAAAGGA
GTACGACGAACTGATTGATGAATTCATGCAGGCTGTCACAGACAAGTACGGGATGAACTG
CCTCATACAGTTTGAGGATTTTGCCAACAGCAATGCGTTTCGCATCCTTAACAAGTACAG
GAATCGCTACTGTACCTTCAACGACGACATCCAAGGCACGGCGTCCGTAGCTGTGGCTGG
GATCCTGGCCGCTCTAAAGATCACCAAGAACAAACTGTCAGAGCACACTTTTGTTTTCCA
GGGAGCGGGCGAGGCTGCTCTGGGTATTGCACACCTACTCATCATGGCAATGGCCAAAGA
AGGAGTGAGTCCAGAGGAGGCTGCCAAAAGGATCTGGATGGTAGACTCTAAAGGTCTCAT
CGTAAAGGGAAGAAGCCACGTGAATCACGAGAAGGCAGAGTTTGCTCATGACCATCCTCA
TTTGAAGA
>CL11758Contig1
CTTTTTTAATNCCGATGATTCCGATACAAAACATTGCAATACAATAACAGAGAAACCAGC
CGGGGGGTTATTATGATTACATCTTACACAGAGATATTGAAACTGACGCACAGGTCGAGT
GTTTCTTACTGTCAGAATGTTTTATTGTTTGACCTCATTGACAAAGATAGAAAAGTGAGG
AGTATGACCTGTAAATTTGGATTTCTGAATGTGCCATTTGCATAAAATATGAGATTAACT
ATTTGTAATTGTTCTTCTTATGAGATGGACAGTAAGTCTGAGTCTAAATGACAAACTTTA
GTCCAGAGTTTAGTGGAAAATAAAAGTACAGCCTCTTCAGGAAGTTCTTGACCAGAAGAG
CAGCTCACACCAATGTCTTCTTTGAATCTTTGTGGTAGGGGTACAAGTCATGAATTCATT
TAAAGGAGACTTCTTTCACTTTATTGGTTAACAGATATTTTGCTGGCAGATTTTTTTCAA
CTTTAATTGGCAAACTAGATTATTCCAATAAGGAACTACACAGAGAACAACATCCTTATG
AAAATGTGAAGGAATACGGCGATTTGTGTGGCACGCAGAGGAAAAACACATTTGAACAAT
TTCTATTTTGGTTCAGTCAATTGGTAATGAAGTTTGAATCTGCAATGATGAGCTTTTGAA



TGACACATTTAGGGATTGCTATTAGGACAGTTTGAGGTATTTTGATGCTGTATTCAGGAG
GTGACAACAGAAATAGGCTTGAAACAGTGGAT
>CL11759Contig1
TTCGCCTGAGACCACACCTGTGATGATGGGAATAGGGTCAGACTTGGGTGAGGGGTCATG
TTCTCCAGGAAAAGGAGGAGGTGAAAGCCTCGAGGAGGTGACAGAAGAACTTAAAGAGCC
TGTGGCGTTGAAGAAATGCGTCCCTGCAGGACTGTGGACAGTAAGAGTGACTGGAATCTG
GATGGAGGTGAATCCACTGGTGGATCCTCCAGGATGGCAGCACAGCCTCAACTCTGCACC
TCCAGATGGCGTGTTGACAGGTCTGCCATTGACAGTGAAGCCAAGAGATGAACCTGCAGG
CTTTTCTGTGCTGCTGACTTTCATGAGTTCGCAGTTAGACAGAGGCGGAATTGGAACTGG
AGTTATCTCGACTTGTGAAGAGTCGCTTTCCTTTTTGATCTCCATCAGATTGACAAAAGT
TCTCACCACTTCATGCAGTTGTGGCTTCTGTTTTGCAACCACCGTCTCTGGTGTGTCATC
CAACGCGTCAAACTTCTGCTCATCACAGTCCATCATCTTTACCTCACATGGACTTTTCAA
ATGGCAAATACATAACTATTTCGTTAAAATTGTTACTTTAAAATTTGCGGTTTATAAAAT
AATAAATGCAGCGCCCGTTGGTCTCCGGGACATGTCTCATAGCATTTGACCCCGGCCATA
ATGNCCGGGTTAAACG
>CL11760Contig1
ACAGGCAGAGCACATCTCATGAGAGGCCAATTGGAACTTGGTTAGTTTGGCTCTTTTTCA
GAGGAAAATGTCTGCTGCTGTTCCAGTTTGGAAAGTTTGCGTGCCGAGTCCTGAGTTGCC
ACTTTAGACATATAAAGTGCAGAAATGGCTCTGACTGAGACTGACACGATGTCCTTGGTA
TGGATAACGGTGTTATCTCTCTGCTCTGCAAATAGTTTCCTCTTTTCCTCAGCTTGAGAA
ACTGCCATTTTTTCAAAATCAATCCCCCCTATGGTCCTCCTCTTCTCTGCCTGGGTCTGA
CTCCCCACCTTCTCGGTCTCATGATGTTCTTTTGCATCATATTTGAGGTGGTTTTCAGTG
AGTAGTTTCTTCCCCTCTGTAGGGCTCACCATGTCCTCGGCCTCTCCATTCATCACTGGC
GTCTCCGCCATGCCATTTGGCGTGGCGCTTGCAGGAGGGAAACTGCTCCTTGCTCTGGTT
TTTGCAGCTCCCTTGGGTTCAAACACAGCCTTCAGGGCCTCAATGGAGCCGCTGCTGTTT
TGAAGGCTTCCCACGGATTTACTGCGGGTCAAACTGGGCTGGGCTCCACTTGGTTTTCTC
TCCTCGTTTCTCCTCAGCAGAAACTCCAAGCTGGTTTCTCTGCTTAGTTGTGGAGATGGT
ATCCCTTTCGGCTTTGTCGCTCCTGGGGTGCTGTGTCTTGAAGTTGCTTTGATTCCTGAA
CTTGCCCTCACTGAGGTTTGATACCTGGCCACCAGCTCAGACACAGACGCCAGCTTGTCC
CGCAGTCCTGTGTCAGTCCTGGTGGGTTTATCACTGGAGGAGGGGATGCTCCTCATAGAT
TGGGTTCGTCTCAGGTCATTCTTCCAATCCATGCTGGTCAGTGTCTGGTTGCTGTGATAA
GCAAAGGTACTTCCGCAGCCCCCGGCCATAAGGNCCGGGTTAAACGGCGCG
>CL11761Contig1
GTTCTGCCAGGGGAACCCCAAGGTGCTCCCAGGCCAGCCGAGNAGACACAGTCTTCAACT
TGGTGGGACACGCTCTGAATACCTAGAGAGGTGCCCAGGAGGCAAATGAGTTAACTGAGC
CATCTCAACTAGTTTCTCTCAGTGTGGAAGGGAAGTGACTCTACCCCAAGCTCCACACAA
GTGACCAAACTCCTCACTTTATCTCCAAAGGAACATCAAGTAAGAAAACTATTTTTAGCT
GCTAGTTTTCGAGACGTTTTGCCTTTCGGTCCTGACCTCTGTGTCACATCAGTTTTCAAT
AACATTCCTTTTCAGTTTTAGTTAATTGAACCTCAGTGTGTTTAAGACCATATTTCTATT
TTCTTCCTGCAAGACTTTTTTGTCCTTTTTAAGCCATTAAAAGGTGGATCAGCCAGTGTG
CTTCAGATTAAAGTCAAACAGATGGAGAACATTTCTCTTCAGGATTTGTTGGTAGACACT
GGAAGCTGTGGTTCCACAGCAAGTCTTCCTGGTTCACCACTAACATGTTTGTTTTCTCAC
GTGCTGTGTTACTTTTACACCAAATGTTGTAGACAAATGTA
>CL11762Contig1
TGATGGTGAACGGCTGGCCGATGATTTCTGCTTTTGCTGGGGACCAAGATGTGACCAGAG
AAGCTGCGACCAATGCCGGCTTGGTGATCATGGAGAAGGGGGACAAGGCGTACCTTAGAC
TGGAGAGAGGAAACCTGATGGGGGGCTGGAAGTATTCCACTTTCTCAGGATTTCTGGTGT
TTCCTTTGTGAGGAAGGTGGAATGCTTGAAGGATGAAGATGATAAAAGCAGAAGGAACAA
CTTGGATGCTGGAGGGTGAAAAATAAAGTGTAATTTTCTTATTAAACAAAGTGCATGAAA
GGTGGCAGAAATGTATGCCAAAAGAACTCTAAGAAGGAAATATATCTATATATAACACTT
ATTTGCTCTAATTTTCCTGTGTGTAAATATACTTAAGGAGTTTATTTAAAAAAAAATAAC
AAGAGACTGATATGGTTTTTGGCTCCCAAGACAGAACAAAAACTTTTATTTTTAAGTACT
GAGTTACTATTAATGTCAGCCACCTAACTTTAAAAGACTCATTACACTGCAAAAAGAAAT
GCCCTAAAAATGTTTAAAACATTTTTTTAAATCTTCAAATAAGCAAAAAAGGTGTTGCCA
GGAATTTTTATTTTTAAGAAAAAAATCTAATCTCTGTGACATTTTTTCTTAAACTAAGAA
TTTTTTGCTATTGAAATGATTCAATAAGATGATTTTTTTGAAGACAGAAAATTAGGCACA
TTTTCTTGAAACA
>CL11763Contig1
CAGCTGAAATGTACTAATGAAAGGCCTTATTGCACATGTCACACACAGGACTCGGTTCCG
TATAGAGATGAACAAAGCAGACAACGAAGCGGGCAACGCCGCCATCGACTCTCTGCTCAA
TTATGAGACTGTTAAGGTAAGAACCAACCCCCACCCGGCCCTAGACGTACAGAAAATGGA
CCAAATATGTGTTTACCTCGTAAAAAATGTTCACATCTTCGGTCAACGCAACAATTTTTA
AAGATTAACTTAATGGATTTGAGCATTTCTCAAAGCTAATAAATCTACCCGTAACCTTTT
ATAAAAAGGAATGAAATTTAGAAATGTATTTGTCCAAAACAAAATAATACCAACTGGTTT



TAATCATTTTTAAACCTTTCTTTAAAGCACTAAAGTTATATTTTTTTGTGGGATTAATCT
TTTAAATTAATCATAAATTTCCACCGAAAATTTAAAAGTCTTGTATTGACTTGAAATCCC
AACCTTCCAATTACAGTTAAGGGTCTAACTTTTGTCGAAACACTTTGAGTAAAACACTTT
TGAGCAAAGCACACCGTTTATTTAATTACTTATTTGACTTTATTCCGTGTCACTTTTGTT
AATTATATTAGAAATGAACTATGTGTAGTTTATAGGGGCAAAAGTGGGCGGAAAGCAATA
ACGTTTAAATTCCCACTCCAATGAAAATTATGTTTTTGGTGTTTCTCACATGTGGCATGA
CAGAGAACATATATTTAAAAAATTAAGCTTAAAATTAAATTTGTGAGTATTTCTTTATTC
AAATTTGAAAAAGATCATATTTGTCACGTAGAAAATATGTTGGGCGGGCTACAAGCTCCC
TCCTCTGCTCCATTCTGATGCATCCACTTGTGTACGTCTTTGTTTTCCTCGTCTGAGCTT
TTATCTGTCTCAAAACTTAAAGGCTGGATAGAAAGACAACAGTG
>CL11764Contig1
CCTACTGGATTTACAGAAGGTTTGGTATGCTGTCATTAGCGTCAATATTAGAATTCTAAA
GCTAGCATGTATACTTCTTTAGTAGCTCATCAGTTCCTTTTTCCCAGTAATACCAAAAGC
AATCTCAGAGTTCCCGATGCAGCTCAGCGGTAACAAACCTGGCTAGTATCCATGAGGATG
TGGGTTCAATCCCCAGCCCTGCTCAATGGGTTAAGGATCTGGCATTGCCAGGAGCTGCAG
TGTAGGTTGCAGATGTGGCTCAAATCTAGTGTTGCTGTGACTGTGGCACAGGCTGGCAAC
TGCAGCTCCTGTTTTGACCCCTAGCCTGGAAATTTCCATATGCCACGGGTACACCACTAA
AAAGACCAAAAAAAAAA
>CL11765Contig1
AAGGTACAATTTTGTCACCCACAGTTATTNGTAGTTATTATGTTGTTTCAGTGACAGTCG
GTTCTTTCATAAATGTGTGAAATACATTTAGTAGCAACCCCTTATGTGATTTTGACTTAA
TTGATATTAGGTCTGAGAAGAATGAAAACAAGGAATATGAACAAACACATTTTTGTGCAT
TATTGTCTAGTAAATCAATAAATAATACCAGTAAACAGGTTTTGTAATGACAGACTAGGA
AAGGAACAGTTTAGTTCTTCCAGTTTGTAGAAGGACTCACACCAGTGACTCATTCATAAA
AAATTCCATGTTTTAAAGTCAAGTCCAGCTTTTTTCTCACACGTTTTCACTTGTCAGATT
CACTGGTATGTCCATCCCTGCAGCGTGATGGTAGTTGGTCCCGAGCGTCAGTTTCCCTGA
CAGAAAAAAAAACACAAACCTCAGCTGATGTGATAGATTTAAGCCCCTCCAGGATCAGGA
TGTTCTGGCTCAATGAGTCAATTTCTGGAGCTGTAACAGAAAGTTTTGCCCCGCATGATG
AAACTGGAACCAGTCTGGCCTAAAGGGAACTGGAGAGTCTGGACAAGCCCTGCTTTCTCT
GCGTGCTGGTTGCAGGTGCTGAACATCTGATAGGGAAGGTTTTAGCTCTTTAAAAACAGG
AACTGATTTATCGGCACATTCGGCGTGCCAATCTGAGCATTTTCAGTTTTGGTGGCGACA
TTTATTGCAAACGACAGGAAATAATTTCGGTCAGCCAGTGAGAAAAATATGGAAACCTAA
TAGGGTTTATGTGCACAAGGGTGCATTTTTTCACTTTTCAATCACCACTGTGGACGTGAA
AGCAGCAGAGGAGAAAAAC
>CL11766Contig1
TCGGCACGAGGATCAAGTTCTATTTTTCTAAGGTAATGCAGAACTCATGTCTCTTGATTA
GAGACAATGTGCAACTTTACAATGTATGCAAATGCAGGACGGGTTACCACTGAGCTGATT
TGTGGACAACTCAGTGTCTTTCAGAAAACAACCAATAAGCACTCCGAACAGCTGTTTGTA
TGGATGCCTCTTGGCTGCTGTCTCTCTCTCTCTGTGAGACAGCTGTTGTGCTTTTCCGTT
TCTCTTCAGTGGAACGATTGTAACTGCATGATTTTACTGCCAGATAAAGATGGCGTTGTG
GCCAGACTTCTGCTTTCCTCCCCGTTATAAATTGTTTTATTTTCTTTGTTTTTTAAGAAT
CACTTGTAAATGTACTGCAGGGGTCAGCCATTGTATTTAAACTATTGCTTGTATCCATTT
TTAGTGAGTACAGTATGTGTATGGTGAGGCCAGTTGAAATAAACATGTCTGTAGAAGATG
CTTTTTAAAGGAATACACCTCTCACCCTACATTACTGAGCTGGTTTCATACTGTTGTCAG
AATCACTTTTGTACTTTTTTCCAATTTCAAGTGTTTAAAACCTTATTAAATTGAACTGGC
TGA
>CL11767Contig1
CGAGGCTGAGACTCACTGCTGCCCCCTTCATCACAAGAGAAGTGGTTCAAGAGAAGATCC
TCTGCATGGCTGATGGCCAAGAGTACCTGCTAAGAAAAGGGGACAGATTATGTTTGTTCC
CCTTCATCAGCCCTCAAATGGACCCTGAGATTTATCACGAGCCGCAGAAATTCAAGTACG
ACCGCTTCCTGAACGAGGATGGATCAGTAAAGAAAGACTTTTATAAAGGGGGGAAGAAGC
TGAAATATTACACCATGCCATGGGGGGCGGGCACCAATGGCTGTGTGGGAAAGTCCTTTG
CCATCAGCACCATCAGACAGTTTGTCTACATGGTGTTGACTAACTACAGTTTGGAACTCT
GTGACCCAAATGCTCAGTTACCAGAGATAAATGCCAGCCGCTATGGATTTGGAATGCTAC
AGCCCGAAGGAGACTTGCCTGTGCGATACAGACCCAAAAATGCACACTAGAGAAGCAGGG
ATTCTCTTTAAACACATTTCTGACCAAAAGAACTGTAAATAGCTTTGAAATACATGTTTT
TTATATATATATTTATACATTATAAGTACTTTTTCTATTTATAATAAAACATTAAAATGA
TTTTTTAAAAAAAAAA
>CL11768Contig1
CAAAAGGCTGAGGAGCAGCCGTGACCCGCTCCCGGGTGGTCGGTCTGTCGGTCGGTCAGT
CAGTCGTCAGCAAGAACGGGAAAGGTGGCGGAAACGCCGGCGTGGTGAGCATGCAGCCCT
CGTAGATAGAGGTTCCGCTGGCGCTGGATTACAGTCACCCCTCCGCGTTTTCAGGAGCTG
CAAGTCCTCCCACATGAATCGAGCAAACCAGAAAGAAGACGGAGCACTTTCTACCAAGAG
TGCCTACCCCTGCTGAGTGAAGCCCGGCCTGCATTTACTTCAGCTCCAACGACCCGACAC



TGGTGCCATGTCTCTGTCTGAGCCAGGCAGACTTGTGGCCCGGTCCAGGCGGCCCTTCTT
TGGGTTCTGCCTTTGCCAATTCCCCCTGTGTTTGCTGCTGCCTTTGATCCTCCTGCTGAC
CAGACCTTGGAGCGGCATGTGTGCAGCACTAGCTCCTCCAAGGTTCACAAAAATTCCCAC
TGACCAGATCGGAGTCTCTGGGGGCGTGGCGTCATTTGTTTGTCAGGCCGTTGGGAACCC
GAAGCCTGTCGTCTACTGGAACAAGAAGGGCAAGAAGGTCAACTCCCAGCGCATTGAGAC
GATAGAGTTTGATGAGGGTGCGGGCGCCGTGCTGAGGATCCA
>CL11769Contig1
ATTCACATGGGCTTCTTCTGTGAAAGAGCCTGATAGCTGCTATCCTCTTTTCGAGTGCGT
GTCTCAGGAGTGCTCGGCGGCAAAATGTTTACAGCTGCACGCTGTTGCAGCTCTTTTGAG
AGCGGATAAATGACTTGATGTGTCCCGCTCTGCTCTCTCTTCGTTTGAAAGGCTGCATCT
GACTTTACTCAGCAGAGCTTCCGCGGAAAGCCAGCTGTAATGACTTTCACCAAGGACCAC
CTGTACACCTGCGCGCTCACATTACCGTTCAATCAGCCAATCATCCAACAACGGGCAACA
CAGGAAATATCATGTGGATCCTGGTGAGAACATTTCACTGCACAAGCAAGAAAGTGAAAA
CTAAAAGAAAAAGAACATCTTTTCTGGTTAGATTTATTTTTTCCTGTCAATGCTCTTCTT
TTGCCAGAAGCTTCAAAATGATGTAATGACAGAGGATGCAACGGTTCTGCTGAGGGGAAA
TTTGCTTGTTTGATCTGTCAGATGCTGATGATAACCATTCTAGCTGAGCAGGAGGGCTGC
ATCCCAGAATACATAAAGCCAACCTTGAGGTTGATAGGTTATACCAGCTCACAGCGACAT
TGCCGCACGTCCACGAACCCGAAAGATCTGCTAAAAAAATGGCCAGATGACACTGCGGCA
ACAAGCCCTTA
>CL11770Contig1
TGCAAAGAGGGCTGTGCTTGGAGGTGCAGGTGTGATGGGACCTCCAGGTCCCCCTGGACC
TCCTGGAGCACCTGGTCCTCAAGGACCGCATGGCTTACCGGGTCCCCGTGGCATCCCTGG
TATTTTTGGTGCACCTGGGCAGATCGGAAACATAGGACTCAAAGGAAAAAGAGGGCCAAA
GGGGGAGAGGGGAGATCCTGGCAAACCACACCAAGGACAGCCAGGACCTCCAGGAATTCA
AGGTCCTCCTGGCACTGATGGTGTGGCTCGGGATGGAAGGCCCGGTGAAAGAGGACCTCA
AGGATCAGCAGGAGAGCCAGGTTATCCCGGCAAGGCAGGTCCTCCAGGGCTCCCAGGCTA
CTGTGAGGCGGCCATGTGTCTAGCTGCATCAGCATACACCTCACCCAGACTACAGGAGGC
GGGAACGATCAAAGGACCCAATGTTTAGAGGCCTGTCTCTCCATCAGAAGTTCACAACAC
CTCACAGAGAGAGAAGAAGGGAGTGATGCCACTCTTCGTAGTCGGACAACACCAACATCA
AGAACAAGAGGTGGGGGATGGTGATGGTGCTGAAGGTGAAGACCTCACCCCCTCTCTCTT
AAATCTGACAACCTGAAATTTTGACTGGTAAAACATCAGGACCTTAATCCCCCGCATCAC
CATGACAACAGCAGCCCACAACCACCTACAGTCTTTCAAATTCTCCCTTGTTTTGTGATG
TCAGTGTCAGCACCATCTGAAGCTGTGTGAAAGAAACACTCTAGTACTGAGCTTTATTGT
CTCCCACAACCTCCAAGAGCCAGGAGGAGCTGGAAACCAAACTCAAGAAAGATTTGATTC
TGCCCTTTGTTTTTCTTTTTCTTTTTTACACCATTGTCACTTTAGATACATTTCATTGGT
T
>CL11771Contig1
GGTGGCCAGACCAGACAAGCGGGCTCTGAAGGCGGTGCTCATTGACCTGAGTGGAACTCT
TCATATAGATGACACAGCTGTACCAGGAGCACAGGAAGCTCTTAAGAAGTTACGGAACGC
ATCTGTAACTGTAAAGTTTGTGACCAACACAACCAAAGAGAGCAAGAGAAACTTGCTGGA
ACGCCTTCACCGTCTCAACTTTGATGTCCAGGAGAATGAAATCTTCACATCTCTGAGTGC
AGCAAGGAGCTTGATAGAGCAGAAAAATCACAGACCTCTGCTGCTGGTGGAGGACAGCGC
ACTGGAAGATTTTAATGGCATTGACACATCAGAGCCAAATGCTGTTGTCATTGGACTCGC
CCCAGAACATTTTAACTACCAAACTCTAAATAAGGCCTTCAGGTGAGAAGCGCTTCATCT
TTTTTCCATTTAAATGCTTAAAGAATGAGATACTTTTTTGAAGGGATTCTTTTCTGTTGT
TTCCACCTCTTGTGCTTTTGAAATGGTTGAGGTTTCAGAATTCTTGATATGAGAATCATT
CCTGTTTTTTGTAGCTTTTCTTCCTTGTCAATTCTCCTTAGAATGATTCTGGACGGAGCT
CCCCTCATCGCCATTCATAAGGCTCGCTACTACAAACGGAAGGACGGCTTGGCCCTTGGC
CCTGGGCCCTTTGTGACAGGGCTGGAGTATGCCACAGACCGGAAAGCCAGTGTAGTGGGA
AAGCCTGAAAAGACGTTTTTTATGCAGGTTGATTATTTCTTTCCCTTACAATGGAGCTAA
TATTTCCACGTTCCTTCTAAATTCTGGTTTCCTGACTTTTGTCTTATTTAGGCGTTGTCT
GATTTAGGATGTAGCCCCAGTGAAGCTGTCATGATAGGAGATGTAAGATCAAAAGTTAAA
AAAATAAAAATAGAGAACTATGTATGTAATGGAAAACAACACATTGATTATTTGTTTTCT
GTAGGATGCTAGAGATGATATAGGTGGGGCTCAGAATGCAGGAATGTTAGGAATTCTCGT
CCGATCTGGCAAATATAGAGAAGGAGATGAAAACAAAATCAGTCCACCCCCTCACCTGAC
GTGTGACAGCTTCCCAGACGCCGTTGAGCACATCCTACAAAACCTGCTCTAACCCACAGC
CAACTAAGGAACAACCTGTTTGATTCCCTCAGAGGCTTTTTCATTTTCACCAAGTGCTGC
ATACTGGTCACCTCAAAAAAAAGCAGCTCAATATCCAGTGAAGAATATATGTATATA
>CL11772Contig1
ACACATTTGGATCCCATTCCTGCGACAACACACTCCGAAGCGCCGTTAAAGACAACTTTC
CCTTCGGCCAGTGAACAGTTTATTTTCCCGTAAACAGAGTCCTACCTTTCTACCTATATG
TGACCTTTTGTTTTATTGTAGTAGGAGGAGCGGGATCCTGTTCGGGCTTTGTTTCGCTTG
TCAGTCAGCCTATTCAGAGCAACTATGCGCCAGGTTGGTTTAGATTTCTAGCAAACGGCC
GAGAATTTTTGTTGATTTTTCTAAAAAGGAAAAAAAAGAAAGAAAATCTCCTCGGATCCA



ACCAAAAGGATTTAATAGTATGATTCTTTGTGTTCCAGGTCCCACTGCTCTCTTGCCTGC
TGGTCCATCATCTGAAGCCCGGTGGGGCATGCGAACGGGAACTGCGCCTCCTACCCCTTG
CCTTCAGAGCACCCCTCCAAAATGGGACCCCACCAAAGACCTGCGTGCGATCGCCAGCAA
CTTCTGCTACCTGGAAAATTCAGGATGGTACTGGGGAGCA
>CL11773Contig1
CATTATGGCCGGGGGGATTTGAGTTTTGTTTGAATGGTTTAGGACGGAGTGAAAACACGG
TGTTTGTTAATTTTAGCAATGTAGAAATGGCAGAGACGCTATGTTTATCGGATTCAGATC
GATCTTCATCAAGCGACCAGTCTGTCCCCAGCCGAAGTAACAACAGAAGTCTGCGAATCG
CGGAAAAGGAAAGAAAGAAGAACGAGGCGGAGGACTCATTTGTTCTGGCCCTGAGGTACT
TCTCGGAAGTGGAAGCAGGCACTCCTGTAGCTGGGAATGATGAGCTGGACAGGAACCTGG
CGGTGGTGGAGAAAGTGGCCTTTAGCAAGGGACTGTCCCCGGAGGCCATTTCTGTCCTGC
TGGAGTTTGCCATGAGCCTCCGCGATGGGACCAGTCCATGTGTGCGGGTGCTCAAGTGTC
TGATTCCGGCCAGCGTGGTGCCACAGCAGGCTGTTGTTCGAGCCGTGGTTTGGCTCAATG
TCAGCAAAATCCCCATCAGTACTCAGGTTCTATTCATCAAGTGGGTGTTGACCGTGT
>CL11774Contig1
CGGGCTGCAGGNAATTCGGTACGAGGGCAAGGNACCCGTCGAAGGTGGACCGCTCTGCCG
CGTACGCCGCGCGCTGGGTCGCGAAGTCGCTCGTCGCTGCTGGCCTCGCCAAGCGCGTGC
TTGTGCAGCTGGCGTACGCCATCGGTGTCGCTGAGCCCCTGTCGATCCACGTCGACTCGT
ACGGCACCGGCACGGTCGACGACGAGAAGCTGCTGCAGATTGTGCTGAAGAACTTCAAGC
TGCGCCCGTACGACATCATCAAGGAGCTCGACCTGCGCCGCCCCATCTACTACCAGACTG
CCCGCTTCGGCCACTTCGGTCGCGTCGACGAGATCGGCAAGGGCGGCTTCACGTGGGAGA
CCCCCAAGAAGCTCGTGATCGAGTAAAGAAAGAAGCGCTTCCGGATTTAACTGCGGCGTT
TACAGGTAACTGTGTAACGCGGTTGAGGGTACGTCGTAACATTTTTCGATGTCCGATTTC
CGTTTTTCCTTCCCCCCACCTTCCGTTTCTATTCGCTTCACTCAAACGATCAAACACAAT
TTACGAAAGTCCGCCCACACTGCAAGGGCAACGATCGAACGCTGCTTGGAGCTACCTTGT
AGCGCGCTGCGGGGTCGCTCATGAAAAGTCCGTGCTTGGCAAATTTCAGTCTCGCGTGTC
GACTTGAGCGGCTCTGTGGTGAAGCAATATTCGTGGCTGTTTTTGACGGA
>CL11775Contig1
GCTTTGTAATGCACTGAGAATACAACAATGAAATCTAGAATGTTATGAGAGGAAAGAAAG
ACATGAACAAGATAAAAGTGAAGGACAACTGTTTTTCAGCCCTGGAAATAATACATTTCT
ACAAATTTCTCATTGGAGAAAAAAACAAAAATGAAAAAAACAAAACAAAAAAAAAACGTG
AGACTACAACATGCGCAACCGAGACAGAGGGGGAAAAATTATGAAACATTTGGGGCAAAG
GTGTGTGCACCTTTCCACACAGAACTCTCCTCAATGACAGTTTACTGAATATTTAATTTT
AATATCCTTTAGTGACACAAATCCACTATGTGATAATTGGCCACATCCTGTCATAAAGCA
CCCATCTCCCCCTCCATGTTGCTTGAAAGTGGGTTGATCCGAGTTAGGCTGGAAGAAATG
GAGGATGTGATGATCTGAAAGGGGTGGACATTGTTCATTTCATTTTAAAAGCCCGGTCTG
ACTGTTCTGAGCGTCAGCAGGACCCAGATTAAAAAGTGACTCTTGGACATTTAGTCTCAT
GCACAGCCAAGCAGAGCAACGGGTCCAACGTTTGGGATAGTGTCTGAACCGCTTTGCTTT
GAGTGGCGGTTAGTACTGCGCGGGTTTTGGCTGGTCGTACCTTTTAGGCTGGTCAGCATC
GCTCTGAAAGGGTGTTTCAGTGAATGTGTGAGTGAAAAGAAAATTCCAGGTTTTTAAAAA
ACAAANCAAANC
>CL11776Contig1
AAAAGCGGCGACATGGCCTTGGGTTGTCTTTCCTCTCTGCACAGCTGTTTGCTTGACCCG
CAAACCACATTCTTTATCAAATGAATATCTCTGCAAATATTCTTGGCAACGAAAACAGTT
TGTGTACCTTTAGTGCACAGATTCATTCAATGAAAGTGCTGAGGTGCATGAACGCTTTTA
TTTGGTGGTGATAGACATTTAGAAGGGAATTCTTCATTTCAACATGGGGTTGGTTAAATA
TCTGCATTTAAATGACTTGCAGAATTTAGTCTTTACATGTAAAATTAAAAAAAAAAGCAA
TGAGTGCAAACCAGTACTCCCTAAGATTTTGATGATGCAGCCAAAGCCACACTGGCTCTT
AGCAGATTGTTGATGTAATTGGAGAAAGATGGAGCTTTGCTAAGCAGCATTTAGATTTCA
TTTGATGTGCTTGTCATATGTATGATTTATTTTTAGATGCACCATAGATGCAAATTCATC
TGTACACTGACGAGATTGTTTTAAATTTTTATTTTTATGAAAATTGACCCTATTTATTGC
ACATACTTTTCTTTTTGTCTTTGATTGTTCTTTTGCTTTGTAGACATTTGTCTATGGTTA
TATTCTGTGTCTTTTATTCTGTGCTTTTTGGTGGGGGGGTGAGATTTTGGGCGTTTAAGG
AAAAAAAAACAGCCCGGGTGGGTGTTTTTGTTGTAAGGTGGGGGCGTAAAGAAAGGGAGA
TGCCCAAGAAAAGTGTTTGCAGGATGAGTATGTAAGGTTATTTTGTTTTTTATTTTTTGT
CTTTGAATTGTTCTTATTTGTATTTTGTGACTGTGTGTTGGATCCATCATGTTGTACCCA
TGCATGAGTTCTTTAGTGTGCAATTTTTACGTTTCAGCCCAAATCTTCTCACTTAGTTCA
GACTTGGAATTGTGGCTAATGTGTTTCGAGTTGGTTTTACAACATTTTTCCACTATTAAT
CTTTGCTATACCTGTCAGCAGTATGTACATATTGATGCTA
>CL11777Contig1
ACAACGCCAACATATTTTAATGAGTTTATTTTACAAAATAGGACAGAAAAAGTTATTGCA
CCTTTTAAGGCTGAACGATTTCAGTCTGAAACAAAAAGTGACCTTTAGGAAGGAGCAGCT
GTTGATCAGGGAGACAACAACATGAGGTATGCACTTATTTATCTCACATTCATTCTTTCA
TGTGGCTTCGTGGTCCCAAACGAAAGAGCAGACTGACAGAAAGCTTTCTCTTCAGGGGGG



GCCCCACTGTTCAGTCTCAGACGTGTTCTTGGAGGTTTAAATAAATAAATATCAGACAAA
GAATAAAAGTCTCTTCCTTCATTTCTTCATCTCCATCCACCCGTCTTCTCTCAGCCCCAC
CTGCTGCTACCTGATCCGTCCGTTCTTGCTGGGGGGGGTCAGTTCAGATTTGGGGTCAGG
GCTGGTGGAGCTCCAAGCCGTGGTCCTGCAGTGTTTTGTGGATGTGCAAGCGCTGGGGCC
CAACAAACAGACGTCTGAGGCGGACCAGTGGCCCCCCAGCAGTCCATCCACCCAGCGGCG
GAGCGGCGCCCCCGTCAGGCCGGCGTTGGCCTCTGCCGCCTCCACATCCACCAGGCTGAC
CGGCAGCTGCAGCACCGGGTTTAGACCGTGGAAGCTCTGCTCCAT
>CL11778Contig1
TGCTGGTATTGTTAAAGATGTTGAAGAAAGTTGGATCCCTCCAAACCACTCTGCAGCTAA
ATTATCTCCATGTTTCCATGTTATGGTGGTGATGGACGTTACTGCTTCAACTGGACGGAG
GACGACGCTGGAGCCCTTTAACACGTCAATGACCTTCATAGGAAGGAAAGGATTCAACAG
TTTGGTGCTGTTCTCAGAGCTGACAGAATTCTTCAGGCTGCAGATAAACGTCTCCGTCTT
TGTGTCCTTAGTGATCTGTAGCTCTGGGCCTTTTACACGTCTGTTATCAAGAATCCAGAA
AACCTCCACATCTCCAAGATCATCCGTTCTGTCAAACTTACAGCTGAGGGTACAGGTGAG
GGTTTCCCCAGGAACACAGTTATGACTAATGGTGGGTTTGGGGACTGGAGAGAGAACTCG
TAGTTTCATAGCAGATCTAATTTTTCCGTTAATATCTGGCCTGTAAACACCGCTGTGCTC
CGGTCTCACATTATTGATGGTCAGTTCTCCTGTTTCAGTGTTTAAGCTGCAGGTATTGTT
AAAGATGTTGTAGAAAAATAGATCCCCTCCAAACCACTCTGCAGCTAAATTATCTCCATG
TTTCCATGTTATGGAGGTGATGGACTTTATTGATTCATCTGGACGGAGGACGACACTGGA
GCCCTTTAACACGTCTGGAAGGACCTTCACTGAGTGAACGTCTGCGGTGAACCAGGCTAG
AAACAAAAGACCCAAGAAGAAGAAGAAGGGCGTCGACGCCATTTTCCTCAAAGAAGAAGA
AGAAAATGGAGAAACTCCAACGTCTGTGTCTGCTGGACAAACTGCTGACTGACCGAGAGC
AGAACTCCTCCCTCTGTCCCCGGCCATAATGCCCGGGTTAAG
>CL11779Contig1
TTCGGCACGAGGGGCAGTCTCAGTTCCGGCGGCGAATCGTCGTAAAAAAAACAAGTTTGG
TAAAAGTCTAAAGGCAGAAAGATGAGGCGAAAAAACACAAGACGGCGCGCGGACTGAGGC
GCGCGAGCAGCTGAGAGAGAAAGTGCGCGCACGCGGGCTCACGTGCTTTATCTGCGCTTT
CCCGTCTGTGAAAATGTCCCGAAAACACCAGAAGAAGAAGACGGACATCCCGGACAGGTG
GCTGGACTACACAGCGGTGGGGAGGAGACTCCAGGGGACTCGATTCATCGCCTTTAAAGT
CCCTCTGAAGCAGGCGCTGACCCGGATGCTCCCCAGGTCGTCCGTCTTCGGACCCTGGGA
GCTGCTGGACGCCGTGAGCAGAGACCGGCAGGAGCTGGGGCTGATCATCGACCTGACCTT
CACCTCGCGCTACTACGACCTGCAGGACCTGCCGGCGTCCCTGATGTTCGTGAAGATCTT
CACCGCTGGTCACCAGGTTCCCAGCGACGGCACCATCCTGAGCTTCAAGCGCGCCGTCAA
CAACTTCCTGCGAGACAACCAGGACAACGACAAGCTGATCGGCGTCCACTGCACCCATGG
GCTGAACCGCACCGGATACCTGATCTGCAGATATCTGATCGACGTGGATGGAATGGACCC
TGCAGAGGCTGTGAAGTTGTTTAACTCGTCCCGCGGTCACGCCATAGAG
>CL11780Contig1
GAGGGAGAACTTCAGGCAGCATTTCGCTTCTCTCAGAGCCAACGTCATCGAGGCCATCAA
CGAGTTGCTGACTGAGCTGGAGGGAACGACGGACAACATTGCCATGCAAGCTCTGGAGCA
CATCCACTCCAACGAGGTGATCATGACGATCGGGCGCTCGCGCACCGTGGAGGCCTTCCT
CAAAAACGCTGCACGCAAACGCAAGTTCCACGTCATCGTGGCGGAGTGCGCCCCCTTCTG
TCAGGGACATGAGATGGCGACCCACCTGTCCACAGACGGCATCGAGACGACTGTCATCCC
AGATGCCGCCATATTTGCCGTCATGTCCCGGGTTAATAAGGTCATCATCGGTACTCAGAC
GGTTCTGGCTAACGGCGGTTTGAGGGCCGTGAACGGGACGCACACTCTCGCCCTCGCAGC
CAAACACCACTCCACACCGCTCATCGTCTGTGCTCCAATGTTCAAGCTCTCCCCGCAGTT
TCCAAATGAAGAGGACACCTTCCATAAGTTCGTCTCCCCTCATGAGGTGCTCCCTTTCAC
TGAAGGTGAGATCCTCTCAAAGGTGAACGTACACTGTCCGGTGTTTGACTACGTCCCTCC
TGAGCTCATTACCTTGTTTATNTCAAACATTGGAGGACACGCTCCGTCATACATNTACCG
TCTGATGAGCGAACTGTACCATCCGGAGGATCACGAGCTTTAATCCACCTAACAAATAA
>CL11781Contig1
CAGTGGGAGGGGGCTTCTGATCGTTTCTGTCTGTCCTTGTTTACAGAGCAGACATGTGTT
CCACACAGGCAACAGGAGGGGAATCCCAAACTTTGATCAGTAATTGTCCAACCTGGCACA
TTCAGCTCATGTCCAGCATTTCTGGAGACATTCAGCTCTGATTTTTACATGAGAAGTCCA
GGAATGTTTTTCCATGCGGTGCAACGCCCTCCTGTGGCCGTGTCTGGTGCTTTTGTTTGA
GTTGACTTATTACTGACCACCTGATGTTGGATAAATGCTGGTTCACTAACGCCTGAAACC
TCAGACATGTCTGCATTTAAACTTCAGTTTTATTGGTAGTTTTTCTGGCTCTTTTCTGCA
TCCTGATGGCACCTGAGCAGCTGAGTAAAGATGTCTTTGAGGCCTTTTGCAGTCCAGCAG
GATTACAGCTACAACAGTCTCCTGTTGCCCTCCGCTCAGCTTTAGGTTTGTGGTGCTGGT
CTCGCGGGCTGAACCGGCTCAGTAACAGGCACTGCCGAGCCGCTGCTCGCTGCCCCTCAC
GCTAACAACAACAAGCACAATGAAACGTTTTGTCTGTGTGGTACCGCCACGTCGCTACTG
TGAAGACAACATGGAAAAGTGCCAACGTTTCCCTTTGGAAGATCAAACAAGGTTTTGAGA
TGTCCTCACATCGTTTGTCACTTAGAAAATGACCTGAGAGTGTCACGATTTGATGTAGAG
CCCAAATTCAGGGACTTCAGTCCAAATTCAACGACGGTACTGACTGTCCCTCATCTGAAA
TTCTTCAGCATCTGTTATCTAAGCTCAAGAACTACCAAAACGATCACATCTGTAATCAGT



TTAGCCAGACCAGCCAAAAAACTAAGTACGGGAACAATGATAATGGTGCTTTCTCACTGC
CTTAAATGGGGGAAAATGTCTGGAAGCATCTTCTGCTCCGACTGGCTGCAGGGATGTGAA
>CL11782Contig1
AGAAGGCTCGTGTTAAGTTTCACTGCATTGCGATTTCAAATATCGATTATTTTACCCACA
TAAGCCACCCGAATAAGCTCGACTAGGCAACCAAATATCATAGAAGAAAATGGTTGATCG
CGAGCAGCTGGTGCAGAAAGCCAGGCTGGCTGAACAGGCTGAGCGGTATGATGACATGGC
AGCTGCTATGAAGTCGGTCACAGAGCTGAACGAGGCCCTGTCCAATGAGGAAAGGAACCT
CCTGTCAGTGGCCTACAAGAACGTGGTGGGCGCCCGTCGCTCCTCCTGGAGGGTGATCTC
TAGTATTGAGCAGAAGACCTCTGCTGATGGCAATGAGAAGAAGATTGAGATGGTGAGGGC
CTACAGGGAGAAGATCGAGAAGGAGCTGGAAGCCGTGTGCCAGGATGTGCTCAACCTCCT
GGACAACTTCCTGATCAAGAACTGCAGCGAGACGCAGCACGAGAGCAAAGTGTTCTACCT
GAAGATGAAAGGCGACTACTACCGGTACCTGGCTGAGGTGGCCACAGGGGAGAAGAGGGC
CACCGTGGTGGAGTCTTCGGAGAAGGCCTACAACGAGGCTCACGAGATCAGCAAGGAGCA
CATGCAGCCCACCCACCCCATCCGCCTGGGCTTGGCTCTCAACTACTCGGTGTTTTACTA
CGAGATCCATAACGCCCCGGAGCAGGCCTGCCATCTGGCCGAGACCGCCTTCGATGACGC
CATCGCTGAGCTAGACACCCTCAACGAGGACTCCTACAAAGACTCCACTCTCATCATGCA
GCTGCTCCGAGACAACTTGACACTGGGGACAAGTGACCA
>CL11783Contig1
AAATAAACTTTAAAAGGACAACAGAACAACCCAAGCAGAGGGGAACTAACATGATATAAA
GAGAGAAAAATAACTAAAACATTCACATGAACTCCCATTAATCTGAGTCTGCAAACTGCT
AGTAGTCAAAGATTTCTTCTCTAACTGGAACAGTGAAATGCGTCTCCGCCCAAACATTTC
TCAACTGAACGTCCAGCTTCTCCTCTGCGGCTGAGTCTGGGCCTAATGTGTGGAAACAGT
GAAAACACGGTAAGGCACTTTCTACTCCCACCGTTTCTAAACACACAGTTCAAATGAACA
GAACTTTTGTTTTTACAATCACGGAAACGTCTGTTCAGCCATGAAACCAGGGTGGATGCA
GTAGACCCATACACTAATTATCTTACACTTTTCTGGACAAAGGTGATCCATGAACGCTAG
AACGGAAAAAGAGCAGAAGTGCTGCCCCCTGGAGCGCAGGAGAAGTAACTGCACATCAGG
TTCACAAACTTTTTTTTTGTAAATTCTGGTAAAATTAGGTAAAACAATGATTTGCGTTTT
AAATTTTAATTAAGCTACTTTGACAACTTAAAGCAAGTATACATGGCTTACAAAGGATAT
ATGTTTATATAAAAATGAGAGAATGCGGGAAGAGAAGATAAACGTAGTGGACGGCTGCGA
CGTGGGAATCCAAATCCTCATTTTGATGAATACTTTGCCTCTTTTGTTATTTGGAAATTT
GTTCAAAAGAAGCACAGAATTATTATTTTTTTGGGATTTTTCAGCACAGTCACCTTCAGT
CTTTGAAGAAACAAGTGAAAGAAAACACACAGTGAACAGAAATTGGCACTGAGAGTTCCT
ACTTTTTGGTTGCCAGGATTATTTCAAAAAG
>CL11784Contig1
GCACGAGGATTAAAGTTAAATTTAGAATTATTGAATGAGAAAACCCAGCAGCTCCTCTGC
TGCTGCTGCTCTGAAGCTCAACCCTGAGAGTCGTGCAGAGTTCAGCCCCGGGATGTTTGG
CAGAGAGGAAACAGCCGTTCAGCCCTGCTCAGGACAGAGGAACGTCTGGAGGAGTTGGGC
TACAAAATCCTGTACCAGGAGTTCTCTGTCCGGCCCTGAACCACCGGAGAATCTTGAGGG
CTTTTTTGTTTTTTTTTAGAGAGACGAGTGTGAAAACCTCAAACTAGCCAGAAACAGGAA
ACAGTTCTTCAGGTTGACTGAGTCTGAGTCTGTAGAGACTCGGTGTAGATGACAGAAAAT
GCTTGTTGCTTTCGTTTACTTGTCTCTTCAGTTTTTAAATGGACAAGAAGAGTTCAGTTT
TTACGTGTTCTATGGTTATCTTATCAAAAGCCTGTAAATATAAAGAAAGAAAGCATAGAA
GTGTCAGATGTAAATGGTCCGGAAGCTTGAAGATGTGATGAAATTAAAAGATGTCTTTTA
AATGTTAAAAAAAAAA
>CL11785Contig1
CCGGCCGNTTAACCCGGNCCTTATGGCCGGGGTTTGTTTAGCTAACCATAACAATCATGG
CGGCGTACGCACAGTTTGGAAGGTTGCTGGGCGTTTCAGCGAGACTTTTAAGGCCGCTCG
TTGGCAGCGGCTGTCCAAGCACTGGATTTCCATCACAGGCAACAAGAGTCTCAAACAGAA
TGCCACTAAACCCCATTTGGGTTACTCCTGGACGAACAATGTTTGTGCAGACGCAGGACA
CTCCTAATCCAAACAGTCTGAAGTTTCTGCCTGGCCGGACGGTTCTTGAAGAAGGGACTA
TGGATTTTGGAGGCCCTCGTGACGCATACTGCTCCCCCTTAGCCAGGCAGCTTTTTAGGA
TTGATGGAGTTAAAAGTGTTTTTCTTGGCCCAGATTTCATTACGATCACAAAGTCTGATG
CAAACATGGAATGGAAAGTAATAAAACCAGATGTATTTGCTGCTATCATGGATTTCTTTA
CTTCTGGACTCCCTGTTGTCAATGAGGACAGCAAGCCCAGCGCAGACACAGCACCGTCAG
ATGAGGATGATGAAGTGGTTGCTATGATCAAAGAGCTCCTGGACACTAGAATAAGGCCAA
CGGTGCAGGAGGACGGCGGCGATGTTGTGTACAGAGGGTTTGAGGATGGAGTCGTTAAAC
TGAAGTTGCAAGGCTCGTGTACCAGTTGCCCCAGTTCCATTGTTACGCTGAAGAGCGGCA
TCCAAAACATGCTCCAGTTTTACGTCCCTGAGGTGGAGTCAGTGGAACAGGTAAAGGATG
ATGAAGACGAAGAGGCTGCTCAACTGTGATGAACTGATTCCAAAACATTCTTATATTTCC
CCATTTTCCCACCTT
>CL11786Contig1
ATGCAAGTGGAGGAATTTCTGATCATCTTTGACTTTTGGGGGTAGATCACCTTTGGTGAA
ATCACTGCAGCGTATCCTCGCTGGCGTCGGCGTCAGTGGCAGCCGCAGGCGCGCACCACC
ATGTTTTTGTACTTCTTCAGAATGACGTTGGAGTTGTCATCGAAGTAGAGCACTGAAATG



GCGTGGAGTTTGGTGGGGGCGCAACATGGCTTTGGCACATTCTCAGGGTTCATCAGGTGC
ACCAGCGTCTGCACGATGGCGTGGTTGGTTGCATTCATGTGGGCGTTCAGAGGAAAGGAA
CATTCTCCGTCACAGTAGTTGGCTGCGTAGCCGTCAGGCGCAATGATCCAGTCCTGCCAG
CCCAGCTCTCGGAAGCTGACGTACAGCTCATGTTTTCTGCAGGCAGTCCTCTGATCGCTG
CTGTTATAATCTGGTAGGCTTGACCCTCTGGATGCATCTTGCGGTTGCGTGGATCGGTTG
CGGTTCTGTTGCCGCCGTTTTCCACCAGTGGAGCGTGCAGAGCGAATCTGCACCTCACTC
ACTTTGAAGAAAGCCACCATGAACGGCTGCTTCTCCAGTGCACCGTCACGTCCCACAAGC
CCTGCCTCCTTACAGCTGATGCTCTGGCCGCTGCTGGTCTCTATGCTGACNTGNAGACCC
AAGTTGTGCACCGGACTCATGACCCACAAGTTGCTGGTGGCAGTGATGTCAAACTCCAGC
CAGCCCTCCTCAGCAGCCCACAGCATG
>CL11787Contig1
TCGGACGAGGGTGATCTTCACAGCAGCTGTGCTGATTCTGCTGACACAAGCAGGTGATGA
GGGGGATGATGAAGGTGCCAACTCTGATCGTGGCAGCCATGCTGGTGCTGCTGCCCTCCT
AAGGCATTCTGATACTGTCCGTCAAGAGGGATACTGATAGGAGCCATGAAGAGACTCAGG
AAATCTAATGCTAACTTCAAGTTCACTTACAAGGAGGATTTAAACTATGGTCCTTACCTG
GAGAGTATCAACGGTGTGCCTGGAAAAACTGAAGACCATACTTACTGGGAACTGCTGGTC
ATAAAGCCAAATGGCAGCGTCATAATTCCAGATGTTGGAATTGGATGTTACATTCCTAGT
CCCAACGAGCAAATCCTCTTTAACTTTACAAAATGGTAGGAGGCTCCACAGTGGGTGTAG
TGGTTAGCACTCACTTCCCAGAAGAAGGCCCTGATTCTGATCCAAAGAGGGTCTTTTCTG
TGTGGAGTTTGCATGTTCTCCCCGTGCTTGTATGGCTTTTCTCCGGGTCCCCCAGCTTCC
TCCCAGAATTAAAATTCATAAGTTAGTTGGTGAATTTACATAGTCACTTTGGTGTAAATG
TGTGGTTGGTTGTTTGTCTCATTGTTGCCCTGCAATGGACTGGCAAACTATCCAGGGGTA
ACCCCACCTTTCTCTGTCAGGAAGTTT
>CL11788Contig1
CTTTAAAGCGTTTCAGCTCTTCTGCGCAGTGAGCAAACTCATTCAGGATGACGGGTTCCA
GAGACTTCTTTCCAAATCCAAAGTATCTGAGGGTTGAAAGCGCGAAACGCCTCTGTTCCG
TCCAGTTGGCGCCGTTGCTGAAAATCACTCCCAGCCCTTTAGCGATCTCATCCTGCAGAG
GGAGGTGTGGGCGGTCTACAACACTGTCCCCCTTTGTTACCAGAGCTTCTTTCAAAGCTT
TGTGTCCATTTAACACCACAGTCCACCGCTGACCAAACCGCAGGCTGTACAGATCTCCAT
ATTCTGCTGCCAACTTTGAAAAGCTCTCATGGGGCCTGCCCACGTCCACGGTGAATATGT
TTCCTAAAATTGGAAGACCTGGAGGTCCTGGAGGGAAGCTAAGAGGCCGGCGGTTTTTAA
TGTAATCCGCAGTGATAATGAAAACCGATAGGAAAAGCAGCAGACTTTTCAAATCCCACT
CAAGCATCAGTCCGATTGTAGAGGAGAACAAATCCATGATTTTGAGCCACACAGACTGGT
TCCCCT
>CL11789Contig1
AGAGGACAGACGCGTCTGTCTCATCGGCTCCACCCCGCCTCTTGTTCTCCCAGGAACTTG
AGGTGATTAGTCCAGATTTGCACAGGTTTGCTTTCTGTAACCTCAGCAGGGCCTCCTTCT
CCCGGTGCTCCCCTTCTTTGAAAGCAATCACAATAGCTGCAGGATCCCTCAGGGCCTGAG
CGGAGAGCCCCAGAGTGTTGGTATCGGAGTCCTCCAGCAGATCATCCGACGACTCTGCTT
CATTCTGATTTTCCCTCCTTTTTGCACACGGACATAACACCTCGAGCAGAGAGTGCGGAC
TGCTCTTCTTCAGGAAGGTTTTGGTGGCCTTGTCTCTCCAGGAGTGGGCGCTGGCCACCT
GCAGTTCCAGCTGCCTCAGCTCCTCCATGAAGACGGGTAGGTCCCGGCCAATAGCTACAA
GCCCCTCCAGATCATCCAGACACGGGTAATGCTCCCCGTTCTGGATCTCCTCCAAGTCTG
TAACCCAGGCCCGAGCACGGGTCAGGCAGCTCTGCAGAGCCAGAATGTTGGGGAGGGTGA
CGGGAATGAGCTGAGCCTCATTTACTATTGCCTCCAGAGTGGAGAGAGGATGCTTCTGCC
TTTGCTCCAGGCAGATTTGCGCTTTCTCCTCCCACCGTTCAGCTATTGTGAGCAACTCCT
GAAGCTCCGCCATGGCCGTCTCCACAGACACACTCTGGGGCACATTGCAGCCCGCCTCCA
TGAGGTTCCTCAGCACCTCCAGCGTCACTTCCTGCCTCTCCCCTCCTTCTGTGCCGAGGG
TGCGCCTCACCTCTGCCAGCCAGTGGCCTTGCTCCTTCAGGCCCTGAAGCAAATCACACT
CCGGCACCACTACCGGAAGTGTGCTTCCTTCGTTCAGCAGAGTCTGCAACTGCTCAGGTG
GAGGGGAATCCTTCCTCCAGTCTTTGTCACTAAGCAGCACTTGTGCCCGTTTCTGGTACT
CCTCCACCGTCTGCAGAACCGCCTGCACTTCTTCAAACTGGTCCATTACACAGGGCAGGT
TCTGCATCGTTTCCACCAAGGACTTCAACTCAGCAAAGGTCACCTTCCTTTCACTGGTTT
TTAAACCGCAGATGAGCTCTGCACTTTTCTGTCGACAGCTTCCTATGTCTTTAAAAACGG
TGTTTAGTTTCCTGAGGAGTTCGTGTCAGGAAACTTCTTCTCTGCTGCCTCGTGCCGAAT
TCCT
>CL11790Contig1
TGCACGGCAGCTACAAACCACAGTTACATTTTGAGGATGTTTTGGTTTTGAAACACAACC
AACAGTGACAACCTCATTAAATNACAGCTGTCATTTGGTTTGTCCTCTTGGAGCTAGATT
TTAGTTTGGCATTAATGTATTTTAAAAATCAAGGTCTTATTTCCTNTTAGACAGTTTAGA
ATTGTACAATCATTTGAAGGTACAGGCGCCTTAATGGAGGCCTTAGAAACACGATGTTTA
CAGCCTGGAAAATGCATTTGTGGCACTGGAGACCATAACTGCATGTGTGTTAGCTGTAAG
ACTGTGCTTTAAGAAACACTTTAATGTGCTCCTGCAGTCCACATAGTGTGACAAAAACAT
CACAAGACAGGCTAAAGTTTTCACATCGTGTGATTGTTTACAGTGAATGAATGAAAATGA



ACACTTTGTCTTAAAAATTAAGACTTTTAACAGTTACAATAGTAAAATACTAGTGTAATT
TAAGATGATCATAATAAATCTATTTTCACGTTAAAAAAAAAAAAAAAAAGAAAAAAAAAA
AAAAATAAAAAAAAAAAAACCTGTC
>CL11791Contig1
TTTTTTTTTTAATCAAAAGGGTTTTATTGTACAGAGTTCTTTCATTATTCATTAGATTAA
ATAAAAAATCAGACAAATGGAAAATTGTCAAATTATTTGTACAAAAATATTACATTTTGT
AAAAAGAAAAAAAAGGAAGAAGAGAGCATATATTAAATGTATTAAATAAACCGAAAGGTA
ATGAGACAAAACCAAAGTTATCACATCAAACACACCAAGATACCTTAGACTTCATATTAA
CCTTAATGATAAATATTTTGCACTTATATGAAGGTTAAATGAAACGGGAAGCAGTCCTGT
AAAGCTGTCATGCAGATGGTGAAATTTCCTCATAGGGCTCCGTCCAATGTCGATAAACAG
GAAGTTTTAGAGCAGGGTGCGTAATTTCGAGGCACACTTGTAACCGCACTTTCATCTTTT
CTTTGGGGTCTTTCATCAGGTTGACCCTGTTGATGTGCAGGGCGTTAGGGTCGTCCTCTT
TTTCTGTGTCGCTCTCTTCGTATTCTTCAGAAATTGTTTCTTCATCCTTGTCTGGGTTCT
TTTCATCCTCTCTTTCATCGATGTATTCTATTCCTTTAGTGTCTGGGTCTGCGACTGCAA
CCTTTGTTTTTATTTGGTGTCCTTTCCTGCGTTTCTTCAGCTGTTGGTTTGCTGGGTCTG
ATAAAGTGGTGGATCTCTCCAGGGCACACACACTCTTCAGCTCCCTCATCCC
>CL11792Contig1
GGAAGTTTNAACTCACCATTCTAAATATTCTAAACAATCCGAGNAGTTGTCTCGTTTGTG
ATTCCAGGAGTGTTTACCTGATTGTCTGTTTACCGACTGTTGGAGCTGCAGGGATGGAGG
AGCAGCCTGTCTGTATACAGAATGAGTCAGCATGTCTGGCTGAGGCTCATGACAGCAGCA
GGGTCCTGGATCAGGAGACCGGGGTCAGCGAGGTCAGTGAGTACTGTAAAGACCTCCTGA
TGAGGGGACAGGAGGAGATGAACTTTGAGGAGCTGCGGGCTGAGAGATACTTTGAGCTGA
AGAAGAAGAAGATGCAGGAGAAGCTGCAGCGTCTGAAGGAGGAAGAGGAGCAGCTCAGGC
AGGAGCTGGAGAAGAAGAGGCAGCAGCGGCTCAGTGTGAGTCAGGCCAGGAATTCCTGTA
AACCTGCCGCTTCCTTCCATGTTTATGAGTCTGCTGAAGAAAACCCTTCTGGGAAGTCTG
AGGCTGCGTCAAACCACCGGCCCAATGACCTCATCGTAAAATCAGATGAGAAGGGACTCT
GCCTGAAGGTCTTGTTTCCAGGACTTCCAGAAGGAGTCGTTTCCTCCAGAGGCTCCCAGA
ACTCAGAGCCGGAGCAGTATGGACTCCAGAAACTCGACTTAGGCAAAGTTGGAGCAAAGC
AAATGTACAGAGGAGATTCAAAGAGGTCCGGGCCCCTGACCATCTCCAAACCACAAGAGA
ACCTGAGCCCCATCGAGGAGATCAGTGTGGAGTCGGCATCCCTGCCCTCACCGGAAGGCT
GCAGTCCTATAGAGCGGGATCACAGCACACAACCTGGTACAAACTCAAACCGACCATTTG
CAGCTGCAGTAAATCCCTGCGATGCGGATGTTCGACGAAGGCTCTTGGAGAACTCCGACA
TCTTTTCCTCTCCGAACTTGCACTCGCAAAGTGGATCTCTTCCTG
>CL11793Contig1
GGTNCGGGGGNTTTTTTTTATTTTTATTTTTTGAAGNTGNATAGAAAAAAAAAAAAACAC
TGCACAACAGGATATCACAGAGTTTGAAGCGCACAACTAAACCTTCAGTGGAACTACTAA
AATAGATCTCTGCTGTAAAAACAAACTGCCCCCCAGTTGAAATTGGCATTTTCTTGTATG
TTTGTAGATTTTAGGAAAGCACTTGTTGACCAGCAGAGCTCAGATTGGTCAGACTCCTTC
AAAAGACCCGGGTGGGGTTGGGGGTTTTCCAGGCTTTCCCCGCCCCCCCCGCCAGAACAC
AACACTGTCCGGCGGGAAAAACATTTACGCTGCTGGCGTTTTCCATGACAAATAATTCCA
ATATTTGAAATTCCTTTTTCTAGATTGTCACTCCCTGGCCAAAGGGTCCTGTTCATCTTT
TCCTTAAGATGAAAATTTTGGAGAATGCAAAGCCTGTTCAGTAAAGCTGTTGGTGGAGAG
AATGCAGCCTTGTCTGTAACCTGTGCACAATGAGCGTGTGCCAGCTGTATGAAGGGAGCC
CACACATGTGTTGCATAGTTGAATTATGGGTCTCTGGTACATGCTA
>CL11794Contig1
CGGCACGAGGCTGATGTTGTGATTTCAGATAATGGACCTCAGTATGACACTGCTGAGTTC
AAGGACTTTGCTGAAAGCTGGGAATTCAGGCATGTCACATCTAGTCCCACACATGCCCAG
TCCAATGGTCAGTCAGAACGAACAGTACAAACAATCAAAAATCTGCTCAAGAAATCAGAA
AATGGAAAAGGAGATCCCTATATTTCACTCCTGGAGTTTCGCAATACACCACTGGAAAGT
GTAGGCTTATCCCCGGCGCAGTTGCTAATGGGACGAAGACTCANAGGAAAGTTACCAACT
TCCACTTCTCTAGTCACTCCGAAGGGATCAGCTCAAGCACAGAAACACCTAAGAGGAAGA
CAGGAGAAGCAAAAGCTTTACTTCGACAGACAGACAAGAAATCTTCCAGACTTGCATTCG
GGAGAGAATGTAAGGATGCAGAGAGGAACAACATGGCAGCCTGCAGTGGTTCTCCACAAG
CATGAGCAACCACGTTTCATTTGTGGTTCGTACACCTGATAGAAGACTTTACAGAAGAAA
CAGGAAACATCTGAGGAGAACGGAGGAGAAAACCTTTCCACCAGCAGAGGGACAGAGTAT
AAATGAGGAAAACAACAACAATGATGAGAGTCAACATACTGAGCAACCCAATGACAATGA
ACAGACTGTCGATGCTCATGACAATGAGACTCCTAACCAATCTATCTTTTATAGAACCAG
ATCTGGCAGACAAGTGAGATTACCTGCTAGATACAGAGAGTAAATTTCAGTTACTTAGCA
TTCTAAGGAAATGTTGTTATGGGTTGGGATGTTATATTTTTTAGTATAATACAAATGTTT
TATTTGTTTCATTACTTGTTAAAAAGGGGGATGTGACGTATGCGAGTTGTTTGTTATCGC
GAGACACACACTAGGAGGCGGTGTTGTACATGTGACTGAAGTGCATGGTGAATGGCGAGT
CTGTGATAATTAAAGCC
>CL11795Contig1
TTTTTTTNTTCACTCNTGATGTGCTTTAATAATCATAAACAACCCAAAATGCACACAAAC



AGTCATCCTGCGGGTTTGAAGCACAACTCCGCCGTCCGTTTCATTTCAAAGAGTCACAGA
CGCTTTCTTTGACAATGAAAGACGATACAATCCTAAACCGAGAGGACAACAAAGCTTTGA
TGGAAGCAACCGAACCTTTTCAAGACTGAGGAGACTTACACGGCGTGAATAGAAAATATT
GCACATAGAGAAAAGGCTCTTGGGATGACATCATTATTAATTAGGAGATAAGAAGAAACA
AGTTTGTGAGATCCGTCGAGCAAACCGGAGATCCGCAGATATTAGCGTATCACAGTCCTC
TGAAAAGGTGACACAGAGACGAGGCCATCCTCCTTTTCTCTGTCTGTTACTGGGGCAGGA
ACCTGACGGCTGCCGTTGAGCAGCCAAAGACCGGTTGGACAAACACGTAGACTCGTTTTT
TCTCCAGAACATACATTCCTCATGTGTTCCTCTGAGTTTGGGGGGTCGTCACCTCTCANG
GGCCACAC
>CL11796Contig1
GCCACAAACCAAGTTTTCTGCACTTTTCTGCGCTTGGAGGTGTGCTGCTGGTGGAAGGTC
TCTAGGTGGGGATTTTACGGCAACAACGGCAAACACTGCTCCAGATTTGCCCACCTGATC
TCCGGGGATATTCAGAATTTTAACAGTGGTAGAATCCGGACCTTTGCGCGTGCGTGAACC
CCCTCTGAGCGCAACAGCAGCGTCCGCGGGTTCGTTATTGTTTTCAGCATCTGAGTCAAT
CTTCCGGTAAAAACTGGACTCAGAGCCGGTCTGGGTTGGACCCGAACCGCTATAATCCAC
CTGCTGGGGGAGGTTCGGTGCCACATCTTTCACAAAATCCTGATACCTTTTCTTCACCAC
GACGAACTTCACCCCGTCGATCTGTTTGACCACAGCGACGCTGTTCACCAGCGCCTTGAA
GCGGTCTCTATTGTGCTGCTTTTCCGCGGGATCGCAGCAGTCAAAGACACTTCGGAAACT
GTTCAGCAGCTCGGAGTTCTTCACTTTGCCTCCACGTTCCAACAAAAAAGTCAGGAGAGA
CTCTTGGGTCAAAGCCATACTCGTCCCACCGAGTTAAAGCACGGGAAAAGACACGACAGA
CACAGGGATAACTCCGCTGATCCTCCTCCTCGTCCTCTTCCTCCTCCTGTCCTCATCCAA
TCTCCCCGGCCATAAGG
>CL11797Contig1
TGAAACACACAGTGCAAGAAGAAGCCGCGGGTTTGATTTTTCGCCGCTAGCATGCTAGTT
TTTAGTGCTTTGTAGTGCTGTGTTTTTCCTAAAGTGAAGGAATGACACATTTATAATTTT
TGGGAAATCCACTTATAAAACTAAACATGAATCCCGACAGGCTTCGAAAGCGTGTGCGGC
AGTACATTGACCAGCATCAGTATCAAAGTGCTCTGTTCTGGGCCGACAAGATAGCGTCAC
TTTCTCGTGAGGACCCCCAGGACATCTACTGGTTAGCTCAGTGCCTTTACCTAACCTCCC
AGTATCACAGAGCCTCGCACGCCCTCCGTTCCCGAAAACTTGACAAGTTGTATGGAGCTT
GTCAATATCTTGCAGCCCGGTGCCATTATGCTGCCAAAGAGTTCCAGCAGGCCTTGGATA
TCCTAGATGCAGAGGAGCCCGTTAATAAGAAACTGCTGGACAGGAGTGGGAAGGTGGACA
GTGAGACAGAATCCACTAAAGACTGGGGCATGTCCCCTGCCTCTATCAGCAGCTCCATCT
GCCTCCTGCGGGGAAAGATCTATGACGCTATGGACAACCGGCCACTGGCCACCTCCAGCT
ACAAAGAGGCCTTGAAACTAGATGTGTACTGCTTTGAAGCTTTTGACCTTTTAACATCCC
ACCACATGCTGACTGCACAGGAA
>CL11798Contig1
ACAATGGACAGATTGTTTTTGGGAGGTGGAGGACTTTAAAAGCCACTCTTCAGCATCCGT
GACCCCTCTCCATCAGTTTAGGGGTCGACCACATGGAGGCTGAGCTGCTGTTGTTCCCAA
ACTCTTCCATGTTGTTCTGATGGAGCTGACAGCTGACTGTGGAGGATTTAGGACAGTTCA
CCTCTGGATTTGATGCACAGGGGGGGTCCTGACAGTTCCACGCTGGAATTCACGTAGACG
TCAGGCATGCTTTGTGTCTCATAATCCGGTAGCTCGTCAAAGTCATCCTGAGAGCAGCTG
TGTTTTCCACTCAGCCTCTTAAAGAGTGAGTGCATCACCTTGGCACTGCCAAAGCGCCTG
AAACGGGCCCGCACAATCTTGTGGTACCACTCCAAAGTTCCAATTTTAAGTACTCTGGTC
ATGTGGCATGGATCACACAGCCATCCCTGCTCGTTCTTGTTGAAGTGGCTGCAGGACCTG
CACACATAAAGCTGGCAGTCCAGACATTGGCGCTTGATGTTGACCAGGAACTTAAAGGCC
TGAAGACAGCGAATGCAGTGGGATTCAGTCAGGCTGGTTCGGTTTCCAAGCAACTCTCTC
TTGATGTCTTCCCTCTCGATCCTGGTTTTTAATTCTCCAAGCCTGTCTTCCTCCTTCTTC
CTCAGGTCAAAATCCCTTTGGATAACTTCCAACACATGCTTAGCCTCCTCATCTGTGAGC
TTGGAGAGGTCCAACTTTTTGCCTGTAGCGCTGCCAGACATTGTGAAAGCTGACGCCTGG
AAGCTGTCTGATTTCCTGCTTCTTTGCTGCTTTTGCCAGGAAATCCTGAATAGGATGGGT
AAAACAGTTCTCTGGA
>CL11799Contig1
ATTCGGCACGAGGCTGGGATGTCCGTGATGACCATGAATGCATCATAGCATTTCGTGCAT
CCCTGACGCTAACGCACACCACACTTATGCACTCAGGAGGGAACGGCACAAGGATTGTCG
ATTTCAGCTGCATGTTTGTAAGTATTTCTCATTGTTTCGCCAACATATGGATGTCGGTAC
GTGCCATCAGATGGTGCAATATCCTCTCCCCTCCAACCTGTAGTGTTTTCTTATTTTTGT
TATTTTATTTATGAATTAATCCCATTGATATACTTGAATTTGACGACTGGAATCTTCTCC
AGATGAAGAAACGGTTTGTTTAAAATACTGTAAGAACAGCAGCTTTTACATGTCATGTCA
GGTTGGTGCCACTAGGTGGCAGTCTCAGAGATTTGTGGACTATATTTTGGGGGCCAGTTA
TTGGTTTGTTTTTCCGAGTTGAGGTGTGATTTTTATTTGTGATGCCCCAGTCATAGGAAG
TGATATTTATGCCACCACATTGTAAACAGAACGTTTTAAGTAGCANATGAAAATATTAAA
TATTTGTTTTCAAAAAAAAAA
>CL11800Contig1
AGCAAAGTATTTATTNAGCAAAACCTACTCNATTAAATCTACCATGTAAACAATAGAAAC



TTTGTTATGAACATGAATGCTCTACTTTTAGAATAAAACGTGCTTCCTGTTGGTGAAGTT
ATGGCTTGAACTGTCACTTTAAACAGCTAAAAAAATTGTACAAATAAAAAAGGATTCAGG
TAAAATCAAATCAACGAAAGATAAATAACTTTGCCCCATTCGTCTGACAATTTTTAAATC
TTATGCTCAATTTTACAAAAGCAACCACATCACCCCTTAATGGCATTTGTAACATTTCAT
GATTACCAACATTTGAAACAACTCATTTCATAATTGTTCGTTTAAGTTGCATCACACTTA
AAAACATGTTTATTTACACATCAAATAACATACATTCTAGCTATTGACATACAATGATTA
AAAATATTATATCCTATTACCTTTCCCATGTCGGTTAAGGAGGACACAATGCAACCCAAG
TCAAAGTTAAAGCAAACATCTTCTTACTGCCAACACATAATTCATCTATTACTTTGATTT
CTAAAGACTATTAACCATATCGAATTTTATGTAGTGGAAGTGCACAACTTGTTGAGCATT
TT
>CL11801Contig1
TTTTTTTTTTTCATTGGCACTTTGCAATTTTTTCCTCTTTTTTACATTGAGTTTTGTATA
GATGGACCTATGATCACAAATTTAAACAGATCATTTTTTTTTACTCTTAATCATATAAAG
ACTGAACAACCATTAAACATCACGTGAAGAAAATGACTTTAAGTAAGATATTTATTTTCA
TCTTTTTTCTATTCTAGCACCATACTTTTCACAAAAATGTAAGACAAAGATAACTGCTCA
TAGTATTGTTGAAATGTTCACAAGGCACTTATATAACTGATCTCCTGCTTTCTCTTAGTC
TCTGCTCAACAACACCATGTCATTCTGTAGTCAGCATTCCGTATTTACAACAATCTTCCA
TCAACAAAGGATGTTTGGTTTCCTCTTTTCATGCACCTTTTGTTTTCAAACCTTTTTTCT
ATTTCTTACCTCATTTCCTTTCTACATTCGTAAGAATTCGGCTCACTCTGACACATCTTT
GTATTTAAATTTGTTTTCTGGTTTGAGGATATTAATATCATTTTTACACTTATTATCATT
AGAATTAATACCTTTAGGGCATAACTATAGAAAAGACAGCTTTGAAAGATTATTTTATTT
ATATTTCTTTTTGGAATAGATAAAAAAAAAAAAAA
>CL11802Contig1
GACTGTGATCGCGCGTTAACCCGGGCATTATGGCCGGGGAAGACACAAAATAACATGGCG
GCACCCGGCTCAAAATCTGTTCTTTTCGTCTGTCTAGGGAATATCTGCAGGTCCCCCATC
GCTGAAGCTGTTTTTAGGAAAATGGCAGCTGATTCTGGTGTTGTTGATCAGTGGGTCATA
GACAGTGCTGCTACATCTGACTGGAATACAGGCAGCTCACCGGACACCCGTGGTCTGGCT
TGCCTCAGGAAGCATGGCATTGAGACAAGCCATAGAGCCCGACAGGTGACCAAGGATGAT
TTTATGAGCTTCAGCCACATTCTATGCATGGACGACAGCAATATGAGTGACTTGAACAGA
AAAGCAAAACAGGTGAAAAACAGCACTGCGAAGATCGAGCTTCTCGGTTCATATGACCCA
GAGAAGGAGCTCATCATCAAAGACCCGTATTATGGGGGCGACGAGGACTTTGAAAAAGTC
TAAGAACAGTGTCTGCGATGCTGCAAAGCTTTCCTGGAGGCGAACCCCTAACTGAAATCT
TCACGGATTCAAGGAGAAACCTCAAATATCAACCTGATATTTTTGATTGTGTCATACGAG
CACTTACCATTATAGTTCATTAAACCACTTAAAGACCCATATATTTTTGGATTGTTTGAA
TAAAAGAGATGCAAACATTACATTTAAATGAGGGTTACAGCTGTACACGTGCACTGTAAA
CTTATGCGGTTGATTGTATTAAAAGAG
>CL11803Contig1
TGAGCTTTGCAAGCAACTCGAGAAAGAGAACAATGGGTTCCTGAGCAATGAAGCATGCAC
CAGTCCAGGAAGCCTGTGGAGTGAATCTTCCTCAGTCGATGAACTAGAAGACACGTCGTT
CTACACGCCCCAGTACACGACTTTGGGACCAGAGTTTTCCTGTCAGACGGACAACTTGTG
GAAAAATTATTATCAGTACCCTGCCTGCCTCTGAGGTCTCCAGGAGAGGAGTGGACAGGA
CGCTTCTTAGACACAATGGACTTTTAAGAGCTTTTTCTGATCCACCTCACTTTCCCATTT
GAGCGCAAGCCCCCCCCAACCCCCCCCAGGCTTCCCTCAGGTGTCCACACAGTAAGCTAA
ATCACCGCCCAGCCTAGCCCATGGACTTCTATTTGTTTGGTAGCAGTTAAAGAGAGTGTG
ATCATCTCTCCGGCCCCCCTAATGTGAAGAATGAAGACATTGTTGACTGGATCAGAGCAG
AGTTGCTGTTCCCTTGTAGCGTAGGTACATAACTCAACCCACTGGTAGTTAGAAATATAC
ACCCTCTGCTAATGGAAATAGACTAACTCTCAGTGCATGTGGTATGCTTCTTAATTGTCA
CAATCTCTTTTTATCCGTTATGTGCACTTAAACTTGTCTATCTAAAATGGGCAGAAATGC
ATTCTTACAATACAAAAACAGCTTTCCGTGGTGCTTAGGTGTGAGCTCAAGGCAAATGTA
AAATATTAATGTACATAGTTGTTTGGTTTTTGTGTTTTTTACAAGAAAAA
>CL11804Contig1
AGTAAATCAAGACGCCATTCCATCCCTTTTGTTGACGACAAATCGCTCTCGCTCCAGTCA
TCTTTGCGGTGAAATGCCTGATCAGCCTCGTAGAGCCCCGATCCAAGCATCGACAGAGTC
AAGATCTGGCCTGACCTTGTGGTGTCGGTCTTCAATATCAAAACTCTAAGACCGGTGGAA
GCAGGAGCCACTTTCATTTGCGGGCGCGCCGTGCACATCGGCCCACGTCGATCCGTGACC
ACTGTAATTTAAAGGCTGAGGCGGACGCCTCCGGCTTGGTGTCGTGCGTGATGTTGTATC
AGTGTGCGTGTTTGTGGTGAGGGTGTGACAGCTCAGAGATGGAGAACTGAACAAGGCCCC
ATAGGCGAGTGGATAATGTATTTATTGCTGTAGTTACCCCTGTGTGCTCAGATTTCATTG
CATTGTACTGAAAACAACAAGCTGTCAATAAAGTGGGTTTAAAAATGCAATATTTTCTTC
AAGTCTCACTGCTACAGAGTAATACCACTCCCTCCTGTTAGAACAGAGGCAGTTTGTTTT
GTGTTTTTCCATCTTCTGAAGAAGCAAACCCGACGTTGAAGGTGACGGACATCCATGGTC
TCAAACAAACATCTGTGGACCACAGGAAGCTTTCAACACATCGATGACACGGACCCCGTT
TGTCTCCAGACTTCTGTTTGTGTGTGTGTGTTTTTTGTCTGCCTTGACACTTGCTGCTAA
GCATTAGGGCTAAATTGGAGTCTTATCAAAAGACACAGAGAGATCACACCGAAAGACAAG



GAGGAAAGAGGAGATGAAGAGCACTCTAGATCTTCTACAGACATGTGAAACACATTCTCT
GAGGCACCATGTACAAGAGGTTCACTTGTGTAAATAATGTACAAGCCGGGCTGTATACTC
TGCTTTGGACACTTTTGTTTTTGATCCACCGACTC
>CL11805Contig1
ATGGATTTTGTTCACATATTTCAAGGTTTATAATCAAGTTTAATAAAGAAAAGGGAAAAG
AAATTGGCTCCTATGAGTGGATTTTAGCCATGAGAGGGCTCATGATTGGACCCAGACAAA
CCCAGACTGGAATGGCGGTTCTGATTTGGATGGGCTCCAGTGCTAAAATGTGAATGCAGT
TTCTCAGAGGGTTAAAGTCAGAATTACAGCTTTAACATTCTCAAAAAGGATCTGCTTCTC
AATTATTGGAACAAGTGGAACCAGCACTGTGCTTCACATGCTTTAGAAGAATTTTGTTTT
ACATTAAAAACAGAGCTGTGCAGTCAGTACCTTCTCCCTCGGTCTTCCTTGCAATTCAAT
AGAATTTTAATCTGAAGATTGAATGACTGAAGCAATCACATCGTCTGGGTCATGCGAGAA
ACATAAATGTGACCAGGACCCGAAAGCCTAACAGACTGACACAATGCTGTGAGTCTACGG
TCTGAAAATGACGAATCTCGCTTGCTGGTAATTGAGATTTTAACACACAGAACTTGAAAG
AAAAGGAGGTCCAGTTCCTCCTGAACAACAAGGAAGTGGAAACGAGTAAGAGGCATCATT
TTTGGCAGCAGCTTCAGCTATTCCTAGTTCGCTGGCAGCAACAGGAGGCCACTTCCTGGA
CTTTATCGGTTAAAAATCTCTNA
>CL11806Contig1
TTGTAGCGTCCTTCTGGAGCGTTAAACAGCTCGATCAAGGGCCAAGGCCTGAGTAGTAGC
AGTAATAGATAAGACAAACGTAGGCACTGTGGAGCAGCTCAGATTCAACAGGCGACCCTC
TGCAAGCAGAATAACCCTTTTCCCATCAGGCCAGATTATGTGGTCCACCTGAGAACGAAC
CCTCTCCCAAGTCAGCTCAGGGCTGCGCAGACTCGCCACATCTATCTCAGTGTTGGAGTG
TCCCATGTTGCAGACGATGCAGCCATTCTTCATGCGATCAAGCTGCTCTCTGGAGACAAC
GTTCTTGTTACCAGTGCAAGTTATCACCACGTCCATCTGCCGAATGACCTCGCTCAGCTT
GACCACTCGGAATCCGTCCATACATGCCTGCAAAGCACAAATGGGGTCAATCTCAGTGAT
ACACACGATGGCTCCGAGGGCCTTCAGAGCAGCACAACAGCCTTTCCCCACCTCTCCATA
ACCACACACAACCACTTGTTTCCCTCCAAACATGATGTCTGTCGTCCTCTTCAAGCCATC
CAGGATAGATTCACGGCAGCAGTAAAGGTTGTCAAACTTCTGCTTGGTAACCGAGTCGTT
CACATTCATCGCAGGGACACAAAGCTTGCCGGCCTTAGACAACTGGTACCAGTCTGTGAA
CTCCAGTGACGCTCTCCTCGACGATGCCTCTGACTTTTTTAAAGACACTAGGATACTTCT
TGTACACCCCCCGGCCATAATGNCCGGGTTAATCGTGCGACC
>CL11807Contig1
ATGGCTCTGCCGCTCTCCTGTTAACGGGCGCTTACCTAACCTAAACGACGCCAGNAAAAG
TGAGGCAGAAACAGAAGTTGAGTTGAGTTGAACGAGCAGCTGCTGGCTGTGCTCTGCAGA
ATGCTGCCTGCTAGCAGATACTCTAGTAAAGCCCACAGGTGCATCAGGGCTCTGACCGCA
GTACAGGCGGAGCGCGGCGCCCCTCAGCTCTACACCGCAGTAACCAGGAGGACGTGCTCC
TCAGTGACCGCCCCGCGCATCACCACACACTACACCATCCACCCCCGAGACAAAGACCCC
AGATGGGAAGGGGTGGAGATGGAGAGGTTTGCAGACGAGGCCGACGTGGTGATTGTGGGT
GGGGGGCCTGCGGGTCTCTCAGCAGCCATTCGTCTGAAGCAGCTGGCCAACGAGCACCAG
AAGGAGCTGCGGGTGTGCCTTGTGGAAAAGGCGCCTCAGATGGGAGCCCACACCCTGTCT
GGAGCCTGTTTGGAGCCCTCCGCCCTCACCGAGCTCTTTCCTGACTGGAAGGAACGAGGG
GCTCCTCTGAACACGCCGGTCACTGAAGATGTCTTCAACATTTTCACAAAGAATCACAGG
ATCCCCGTCCCCATCCTTCCAGGCCTCCCCATGCAGAAC
>CL11808Contig1
GAGGCTCGTGTAAGAGGGAGCCACACAGAGCTGCATGCGCGACGCGTTGGAAGAGGTGGA
CAAAGCGCGCCGGCTCTGCGCACGCCCCTTGTTTTGTTTTGTTTTATTTTTGGGGCATTT
TTTCTCCATATTGTTCGCTTTTTCTAAGTGTCTTATCAGATGCTGGAAGCAAACCTTTCC
TGTGTCAAGATTTCCGATCTGACGGACTAACTATGGATAGTCTGGGCAGCCGCTGTAAGA
TCGTGGTGGTGGGAGACACGCAATGTGGGAAAACGGCGCTCTTGCATGTTTTTGCCAAGG
ATTGCTTTCCAGAGAGCTACCTGCCCACCGTGTTTGAAAACTACACAGCCAGCTTTGAGA
TAGACAAGCACCGGATCGAGCTTAACATGTGGGACACATCAGGTTCGTCTTATTACGACA
ATGTGAGGCCGCTGGCATACACCGACTCGGATGCAGTTCTCATCTGTTTTGACATCAGCC
GCCCAGAGACTCTTGACAGTGTCATAAAAAAGTGGCAAGGAGAGACCCAGGAGTTCTGTC
CACAAGCCAAAGTGGTGCTGGTAGGCTGTAAACTGGACATGAGGACAGATGTCAACACCC
TCAGGGAGCTCTCAAAGCAGCGCCTGATCCCCGTCACTCATGAGCAGGGAAGCGCAATAG
CCCGGCAG
>CL11809Contig1
TAGGCGCTATTNTGACGTTTTCAAAGCTTCCACGTAAAGGAAGCTGCAAAGACGAGAGAC
GTATGTGAAACGGGTNTGTGGGTNTGGATGTGGTTTGGGGTCCGAACCGCTGAAATACTG
AAGGGAAACATTTGATGCCCCCCCCCCTGCTGCCTCATGACCGGCATCGCCGCGTCAGAC
CCAAGCGTGAAGACGGCGTTCTCTCCCACCGTGGCTTCAAAACAAGATACTCTGCATTAA
ATTATACATTAAAACGGGGGACATAAAAAAAGGAGGATGATCTGCCGTCGAACGGCCCCA
AACCCCGGCGGCGGGGCGTGTCGGCGTGCATCTACGTACGCGTGTGTGCGTGACAGAGAA
AAGGTATGCTAGAAAAGTCTGTCTCACTGAGGGATGGAATAAAGGGTCAAGAATAAAAAC
GGGACTAAAATCAGGGGGAATAAGACAATTGTGAACACAGCCCCCCCCACCCTCAGGAAC



CCTCGTGCCGA
>CL11810Contig1
GCTCAGTTACTAACCGAAGGATTTTTGACAATGACGAGGCTTAAATAGCTGAAATAAACG
CTCAAACATGCGTAGTCTAGTTTTAACAATCATTTTTGCTACTTGCTGGATAGACGGGGC
AATAAAACCAAGAACTTACTCGGATGAGAAGGAAAAACAGAGTCCCGAGTTTGACGCTCT
GAATTCCATCCTATCCGACTATGAAGTGTTGCCTTTTTCGGGCTTACAGCAGCATTCTGT
GAGGAAAAGAGATGTTCAAACCCATTCCCACCTGGAGCGCCTGGTTAGCTTCAGAGCCTT
GAACAGAGACTTCCAGCTGTATCTGACCACAAACACAGACCTGTTTACAGAAAAGTTTAA
GGCCGTGATTGTCGATAAACATGGAAATGAGAAGAACTTTGACGTTCCGCTTCAGAACTT
TTTTACCGGACATGTCGTCGGAGAGGAGAATTCTCGTGTGCAGGCGCACATAGATGCAGA
TGAGTTTTCTGCTCACATTCTGACAAATGAAGATGAATACAACATTGAGCCTCTGTGGAG
GTTCACAGAGTCTCCAAAGGATGACAGATTGCTGTTTTATCGCTCAGACGACATTAAGAA
CCTGAGCCGCATCGCGTCTCCAAAGGTTTGTGGTTACGTCAAGGCCGAGGACAATGACCT
TCTTCCTCACAGCAGCAGGAGAAGCTGGGAAGATCAGGATGAACACCATCACAGA
>CL11811Contig1
TTNGACTTCAATCCGAAAAATTTGGCATTAAATACACAACATTTCCATTGTTTGTACATT
ACACATTTTCTCAATGTGTAGCTGCTGTCATCTGCAGTTTTGATCGGGTGATTTTATTTT
TCAAACCACAGTAGGCTATTAGAATCTGTGTTGAGTTCAAAACATTTCATTTTCCTCAGA
TTAAAGAATTCTCAATCACCAGTGGTTCAAGTGACTATCAGCTGGATCAGAAATTGCTTA
TAAACTTATACATGTTTCAGTTTATTTAAAAATCTTTAAAACAATCATTCAGGCATCCAG
ATGCTTGGTGGTCCTGCGTAATTTTTGCTTCTTGTTCTTGTTGCCGTGCATCTTCCAGGG
TTTTCCCTGGTGTGGTTGTGATTCAGAAACGGCTTGTGCGACAGGCCCACTGCCTGGTTT
GTAACCCATGATGGACTGGACGCCTTTGGTGAGTGCACGCACATTCTCCTGATGAAAGAA
GTTCTTATCAACAACATTTTCAATCCTCTTGATTTTGCCCTGTTTGTTTGTTGCTGTGGA
GAAATGACCCACGTCTGGCTCTCTCCTCTGAAACTTGCTGTGCTGTGGTTGGAAGTCTTC
AGCCTTGATGTGTGGAGGAGGATGGCAAAACAGAAGCTTTCCATTGACATAATCTTTTAA
GATGTAGCGAGCTGATCGGGGCTGGTCAGGCTGCCC
>CL11812Contig1
GCACGAGGCAGAAGTCTGTGGAAAGAGGAACACTAACGCAATCAGGCATCACTCTGAGAG
CGGATCTGAAGAGGAACAAAGGTTTCGTGTCCACAAACATGAACTCATGAAGAGCTTCGG
TTTTTAAATATAAGGAAATTCCTGTTTGATTCCAGATACTTCCTCCCGGCAGAGAGCCAA
ATCTCTGCTCCTGAAGGTTACACTCTCTGCTCTGATAAAAAGCTCCTGTGGCGTTTGAAG
TCGAACGTGTCAGAAAAAGAAGTTCTCATGGAAGAAGCAGTGGATCAGAGCAGGCCTGTC
AATCTTCAGCTTTAAAGTTTCTTCTTCTTCTTCACCGTGTCAGCGGGATTCAGAACAGTA
ACACAAACCCTGCTTTAGGTTGGACTTCGCTGCCTCGGAGAGCCAGACTTTGAATGCAGC
ACAATACTTTTTAAATTCTCAATCCAGTCTAAGCCTCGTCACCATTCTGGCTCAGTAACT
TTTAAAGGCAGATGCATCCATGTAGCAGCAGGTGAGTCTCTGCATTATCCCTGTGTCAAT
CAAATCTGAGCATGTTTAACTGAAAACTAATTCTAAAATATTTTCAAAAACAGCTGGAAA
TGAAAGAAGCCCAAAAGAATCTGTTGTTCCCGCCTTTCCATCTGCATTCTGGACTGGTCA
CTTCTGCTGCTCCGCCACGTTCAAAACACAAGCTCTGCTGGTTTATGCATTTCTGACAAC
TTCAAACATTCACTTTGACTTTCAAAGGTTTTGAACTCTTCTAAAGCTCCAGCGTCTCCT
GAAGCTGCAGGGAGGTCAGAGGGCATCATGAGAAAATCCACTTC
>CL11813Contig1
CTCCTCCGCCCCACCTTTCTCCAGTGTGATATGTTGTAGCACAAACTGTGAAAGTGATTA
TAACGGAAAACAAATGTAAGAAAAAACACGTGTGCTTATATCGGTGTACTAATCCTTTTT
TGTCACACAGACAAAAAAAAGTCCAGAGAAGCGAGAGAAGAGATCTGTGTTTAGATTTAC
TGTCAAAGTTGAATGATTGATGTGTTTTGGTGTTCTGAACTCCTCTTACCTGTCCTTGAC
CCCGCCTCCTGGTGAAGAGGTAAACAAAGCTGGTTTGGGAGTAGCAGGCAGTGTGGTGTT
TACAAAGATCATGTTTGCTGTACATAGATTTCTCTGGCGAGCGTTACGTCTCTGTTCTGT
GTGTCTGTTGAAGAGAATTATAAATGTTTGAGCCAGAAGATGAAATTGTAAAAAGTCGTG
TGAGTATTCCCCTCTTCCTCCACCCTCTTAAAGAATACCTGGGAAGGATTTGACCATGTT
TAAATGATTATTGTATTGAATATTTAGGCATAACCTCTTTGGACTTCTGAGTCATACAAG
ACCAACAAGTGATTCTTCTTTCATTTTTTTAACTCATGGCTTTAAATTCCATGTTTTTCT
CTGAGTCATTTTGATCCCGTTTTGTTAGTTTTAGAGCAGGCAGGCCTCTGGGCTGCCGTG
TATGTTCCTTGGCGTTGCTGTTGAGGAGCATATCAAACACCTGCTCCATTTGGATTCAAG
CTTTCCATCTGTGTAAATGTTCAGCTGTGTTGGCTCGGTTCTCGTGGGTCCGTCCTCTTT
TTGCCTTTGACCTGCTCAGTGTGTCCGTTTTGTATTGTGTGAATTTGCCATGACACACTT
GTCGTTCACACAGCTAACTGAACTCGTTTTAATACAGCATGTAAACTAAACGAACAATTG
ACAGAGGAGTTAAAAAAGATCATGTATGTTGTGCACATATCCAAAATGCTTCATGAAACA
TGTTACAAGCTTTCAGAAACCGGCCTCTCACTTTGTCTGTGTTTACTGCAGAATTACTAA
TCAGACATACAAAAGGGCAAATTTAAATATACGAATTATTTCCATCTGATCGTGGTGTTT
TAGCTGTTTTGTCAGTGGAGCCTCTTTTCCACTAGAGGCCGCTGTTGAACCGTTTTGCAG
TGTCCTTGTTCTCCCAAATTTCCCTCCTCATCTGTTCCTTACATAGAGTGACAGTGTTCG
GAGTGTCGGATGGCATTTGACACGGTCTCTCCTGCTGTGCCGTAAACTGCAGAGACATAG



GTCTTACTCTGTTCCCTTCATGTTTGTGGATTGGTTGTGAGTGTCAGATGTGATTCAGAG
TAAAAAAAAAAGGGANATTGTTAACATTTTTCATGACTGAATTATTAAAAATGTTT
>CL11814Contig1
GAGCGCCCGTTTAACCCGGGCCTTATGGCCGGGGAGGTGTTTCAGCGCCTCCAAAAACGA
CGAGGCCCTCTTTGGTGTTTGAGCTGACTTTGTCTAGACAGAGAAAGGACTGGCAGAAGA
AGGTAACCGCTCTTAATGGCTGACTGTATGGAAGGAAACCCGGCACAGTGTTGTGTCTAT
ATGCACATCTGTACGTGTTATTTTCTATTTTTTTTTGTTTTGTTTTGATGGCGGGACGTG
TTCCCACATGCGGAGTCAGTCTCCATGCTGTGCCTGTGTGTGTATAGAGACTCCAGGGTG
TCAGTTTGTCAGGTCTGGGAGGCGTTCAAGTCACTTTGTATTATTTATCCATAAAGAAAA
GTGCAAATCACTTCATTTTTGTTCCTCCTTCCCCAGCATTTTCTATTTATTAACATCATG
TTACTTTGTTCGGCTCCAGTGTCTCGGAACATTTGTAGTTACTTAACACTAAAACTGGTT
GTGACTTAAAAAAATGTGTTTTAAAACCACCTGGGTAGAGAATAAAAGACCAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAACTT
>CL11815Contig1
AGGAATTCGGCACGAGGCACCTTGATGGGCNGACAGCAGTTCAGCAGCTCATGACTGGAG
AAAACCGGTGACTGAGTACATAATCTCACAGGACGGAGTGCAGCTCATAATCCCTCAGGA
ATACGTGGTTGTAGCTGATGGTAACCACATACAGATGGCAGACGGACAGATCATCCAGTA
CGAGCCAGAGCAACAGATTGCTGTAAGTCATGATGGTCAGATCCAGTATCTGCCAGTCAA
CTGTGAACAACAGATGGTGAATCCTGAAGACCTTGAAGCTGCTGCTCACTCTGCAGCTGC
AGCAGACGCAGCCATGGTGCAAACTCAGACCGTCTACACTGAAGCTACACCCGAACAGCT
GGAGCAGCTGCAGCAACAGGGCGTCCAGTACGACGTCGTTACTTTCTCCAATGAGTAAAA
TAATCAAAGCGTGTGGAGCAGGACGAAAAGAAACCAAGGTGGAACGGTGACCTCAACTTA
TATTTGCATTCATGCATTTACCTGGCTGTAAAATAAAGCATCTTCTCCTCTGCAGCATCA
TCTGCTCTTGGCAGCAGCTCAGCTCAACATTAGCAGCTTTTTGTAAACAAGCATTTATTT
AAAGAGGCTTTGTCTAAACTCCAGTTTATATGTGCCTCAGCAGCTTCCACTTGCAAGGCA
ATGTTATTCAAGCAAATGTTCACGCACAGTTCTAGGAAATTATATTATGTTTTAGTTTAT
TAGTGGAACAAAACAGAAAGATAATGTTTTATTTTGGTAATATTACAACATTGTTGTTTG
TGTCGCTGCTGCAACTTTGTGGAACATTATTGTAAATACATTGCTGTATTCTTGCATTTT
CTTCTGTAGATGTGCTTTGATTTCATTTGTAAAAAGTGTATAATAAGATAAAAGCNACAC
CAAATAAACCACNCTGTG
>CL11816Contig1
CACGAGGGTTGTCGATGGTTACTTCCAAGTACATGTACTCCTCTACCTCTGCCACATCTC
TGCCCAAGATGCTGAGAGGCTGGGAAGCTGGTGGTTTCTTCCTGAAGTCCATCACCATCT
CTCTGGTCTTTTCCACATTCAGCAGCAGGTGGTTTGCTCCAGACCACCTCATGAATTTAT
CCATAAGTTCCCTGTACTCCTCCTCCCGCCCACCATTAATGCAGCCAACAACAGCAGAGT
CATCAGAGAACTTCTGAAGATGGCAAGACTCTGAGTTGTACTGGAAGTCACTGGTGTACA
AAGTGAACAGGAAGGGAGAGAGCACAGTTCCCTGTGGGGCCCCCACACTGCTTGTCACCA
CGTCAGACAGGACACCGCCCAACCGGACAAACTGCGGCCTGTCTGACAAGTAATCAATGA
TCCAGGAGACCAAGGCGCCGTCCACACCCATCTGCTGCAGCTTCAGTAACCAGGGCTGGA
TGGTGTTGAACGCACTGGAGAAATCAAAGAATGTGACCCTCACAGTGCCCCCCCCTCCAT
CCAAACCATCGTGTTTTGATGCTGTTTCCAAAGAAATATGTCAAATGTTTAAAACAACTG
TTAGGAATGAAGAAATGCCCTCTATGGATACGACTGACACCCCCACAGGAGGAATCTGCT
TTACTCCGACCCACAAGAACAACAACAAAAAAGTATGTGTGTTGTTTCAAAGGGATGTCA
TTTCTATACCAAAAACTACGTTTTGTTCCCAACAGTATTGGAGGAAAGAC
>CL11817Contig1
GCGGGGCGGAAGAGGAGCCGCTGTCTGGCACCGCACGATCAAAATGTCCCAGGACAGCCC
CTCTGAGGCAGAGCTCCACAAAGATTCCAGTCCTCCACTTGTCCAACCCCTCTTTTCAAA
TCCTGACCCCTGTCAGGATGTCCCATCAGGCCCTGCGGGTCCCGTGCCTTCGCTGGAGCT
GGAGCCACCTCTCCACCCTGAGAGTTTCAACATGCCGCATCCTGTTGAGGACACAGTAAG
ACAGGACACAACTACCAAGACGGACGCATCCGAGCCAGCGGCAGAGGGTCAAGTGACCGA
ATGTAACCAGTCAGTGAGCCTGGAGCCAGATGCTGAGGCTGCAGAGGAGGATGAACAGAA
GGAAAAAAGTTGGGGAGGCTGGAGTTCCTGGGGAAAATCTCTCCTAAGCACTGCCACCTC
CAGTGTTGGCCAGAGCTTGACCTCAGTGAAAGTGAAGGCAGGAGAAGCTCTTCGCCTCCA
CAGAACCTCGGTAGGAGAGGAGGCGCGAGAAGAGGAGGAAGGAGCAGAGGGGAAGACGGA
TGGAGCCGGGGATGTTGAGCCATCCGGCGCAGAGGAGTCGACGTCTGCTGA
>CL11818Contig1
TCTTCAGGAATGCAGCTGTCCAGCATGAGTCTTCATGTGCACGTTCAGATTAGGAACCAC
TGGGAATCTTTACCAGACTCTTTACAGGAAAATCTTTTGTGGCTCTCTGTGCTTCCTTTG
ACACACAATCACTTCCTGTCATGTGCGAGCCTCTCTTCCTAGGGCCACCTCTCCATCTTA
AGCTGATGCTGATTCTTCATGCTGGCCTCCTTCTTCGTTGTCATCATCAGTTCCATGAGT
CAGGATCTGCTGACTCTTTAGACCTGCTGCTCTGTTTTCCTCATAAACAACAGGCTCCAT
GAAGGCACCAGTCTCCTGCTCTTCATCCTGGAGGCTGCAGAGCTCCTCTTTAATCTGAGG
AGGTTCTGGATTCTCCTGCTTCACCCTGGAGCTCCTCTCCTGGGTACCCGGATCATGTTG
AGGGAGGACAACAGAGAACTGGCGGGACTGAGGTTTCCGCGTCAGCTCCTGCAGTCTGCG



CTGGTCCTCCTCGTAATGGACGACGTTTTCTTCAAAACGGTCCGATATGTCCTGCGCGGC
AGAGGACAGTCTGCTGCTGATGAGCTCTCTCAGAGACTGCAGGGACGCCATTGCTCCTCG
CTGCTGAGCTAAACACTACAAAGTCTGCCGTCCTCTTCTTTTTTTTTGTTTTTTTTTGTC
CGCCGTCCTCTTCACAAACTAACGCTGCTGAGCGCGTCACTTTCGCATAGGCTTCTTCTC
CCCG
>CL11819Contig1
TTCGGCACGAGGGATAACTGTCAGTCATGAAGATCCTGCTGCTGCTGCTGGCGCTCCTCA
CAGCCTCTGACTGCGACGATGACGGAATTGTGGCTCACGTTGGGCAGGACGTCACTTTGC
GCTGTGGATACAACATAAGCACCAATGGAGAGATACCAGTGTGCTGGGGCAGAGACGCAC
AATACATCTTAGGCTGCAGAAATGAGCTCCTTGCCACTGATGGATCCAGAGTGAAGGAAG
AAAGAAGAGCTTCCTGCAGGTATCAGATGCTTGGACATTTGAACAAAGGAGATGTTTCTC
TGACCATCCGGAACGTCACGGAGGAAGATTCTGGACTGTACGCATGCAGAGTGGAGATCC
CTGGAATGTTCAATGACGAGCTGTATTATATGGATCTCTCAGTGGTTAAAGCTTCACCTT
CGATCTATGGGCAAGAACAGAGCAGCCGCACAGACTGCAGAACCTCCGCAGAAAGTTTAG
AGTAAAGAGGAAGACGACCACAGCTGTAAAACCAGCAGGAATGACGAAGATCTGCAGAGA
AGGTTCTGTTTCTGATCTGAAATAAAAGCCTTATTACAAAAAAAAAA
>CL11820Contig1
AGGGTTGCTGATCCCAGCAGAGTCCTGTCGGTGCAGTCAGACCCTTCAACAGCTGAGCCG
TCCACGCCACAAGCTGCAGTATCTGCTGAAGCAACTCGGATCAGCCCTGCCCTACAACAA
GACATTCTACAAGAACCTGTTTCCTCTGAGAAGATGGGTGACGAAGCAACAACAGGCTCT
GAGCAACCATGGGCAAAGAAAAGAAAGACGCCCATCAACTTAGTCCCAAGAGCTGCAGTG
GAAAAGCCCAAGGGACCAAGTAGGCGCAGCTCCCGAGCTGAGAAAGAGGTGGATGAGGAG
CCAGTAGCAGACAGCAGCAGCAGGAAGAGATCAGCAAGGCCTCAAACCAGCTCCGCCGCA
AAAGAAACTGCAGCAAGCCCCACTCAAGCCAAGCGAAGGAAGTCTAAATAGATCCAACTG
CAGTTGTGATTAGCTGTGAACTGTAAAGTAACTTTTTTTCTCTGTCTGCTGTGAAGCAGG
TGGTTTTGTTGCTCGGATTATGAAATTTTACTGGAGGAAAAAAGAAAACAACCATGTACA
TTTTGTTTCAATATTAATTGTTCATGCTATCCTGTGAGATTGTAGCTAGTGTGTGCATAC
AGTTTGTGTGAATGTGCTTTTATATGAAATGCTGGATTGATTTCAAAGACTGATTATAAA
ACTTGTTATGACTGTGTAATTATGTTGTAAAATNGAAATAAAT
>CL11821Contig1
GAGGCTGGTTCCAGTCTGCAGCCGAACGGGATGGGCTGCCCCGACAGAGGTGAAACCCCT
CCCCCGCTGCCGGTGAAAGGCAACACAGCTGATTACGGCAACCTGCTTGATAATCAAGAC
TTGACGAGCCCCTCGCTGCCCCCGCCGCCCCCACCACATCAAAGACACATTCCACCTCCT
CTACCCAGCAAGACCCCCCCTCCACCGCCCCCCAAGACTACCAGGAAGCAGGCCTCTGTC
GACTCGGGAATTGTACAGTAAACAAAAGGCGCCGAAAACGAAGCCCGAGCAACACGACAT
AAAAGCACCAACAGAAAAGCAGTTGTTTTCACCCACTCGATCCTCGCTCCCTGTCCCAGC
TTGACAAGACGAATACCTCGCAGCAGCCCGCCCCCTCCTGCCATCTCTAATTTCTCGCCT
TTATTCTTTTCCTGCCGCGCATTCCACGTCGATGCTCTTTTAAACACAAACCAAGCGGCA
CTGTGAACACGCCACATCAACGTTTTTACCTTGACATGAGGCGGTGTCTGTGTTCATTCA
AACTTGGACCAATAGCTTTCCAGTACTGTCCCCCCTTTGAGTCTTTCATGCGTCTTCCCA
CTGTGTACAGCTGCTNGTATATACGATTTTATTGTATTTCAGGGTTTTTTTGTAAGTGAT
GTGACTCTTTTTGTATTAACTCATTCGATTGAGTGGCATTTATAAAAAAACAAGAAGGGC
TCGTGAGTTTGGACTGACAGGGATTCCCGGCATGTGGGACCTATCGTGGAGTTTTCAAAG
GTAAGCGTTTCTGTCGTGCGCGCACGACTAACATCTATTCCCGCATCACTGTCCCGGATC
TCTGTAGCTCTGGGTTGTGATAATAAATGGCTTCCCACTTCACTAC
>CL11822Contig1
TTTCGTATGTGTGTTGTTTGGAGCGTGCACGCGCTCGTGTACCAGGATGTCCTGTTCTGC
ACGCTCTCGCCTGTCACCTGCACAGACGGGTTCTGCGCTCCAGGTCTGGTTTGTAGGACC
ACAGTCGGGTTCTTCAGGGAGAACAGAAGCTCCGGTTCTGCTGGTTCTGGGCGGGTCCAG
AGTTCAAAGGTTCCACTTTGACCAATCGTGGCATGTTTAGGTGCTTCTGGACCTGCCAGC
TGTTGCGTTGCCCCGGGTGGGATTGACCTGGGCTTACCTGTAAGGTTGAGGGGAGGAAGC
CCCGCCTCCTGATACCTGTGACCGTTCCAGGTGATGGACGCCGAGAGCGGTCAGCTGTTC
CTGGCGGCGGGAGGAGGGACCTGCCTCGTTGGTGCTGACCTGGTCTTCAGCGCCTCAGAG
AAGCCCCTGCAGGACTGGGTGGTGGACCCCGATAGCGCGCTGAACGACAGCGAATCAGAG
GAGGTCCTCCACGGCGTCGATCCAAACGAGGTGTTTGGGGGCGCGGCCCCAGCTGACCCC
TCCTCTGAGAGCGACAGTGGCGTGTCGGAGGAACCGCTGGGAGAGAGCCCTGTCGCCCCG
GCAACAGCCCTCCCCCTGGCAGCAGCCCCAGCCGCCGTCTACCAGGTGGTTTATGACATC
AGCGGGCTGGGCGGGGCCAAGGCGGGTCTTGGGG
>CL11823Contig1
TGTATGTGTGAGTAACATGTCAACGGACTGGATCTTTTCTAGCTTCCCTGCGATATCAAG
AACGCTCTTTAGTAGAGGGAGCACTGTGAGGCCTTCCCTTTCCATGGAAACCTCTGACCG
TTGTTTGCACACATGTTCAGGTGAATTTCAGGAATGGGACTCGGCCTCCCCTTATCTCCC
CTACTTCCTGTAACAATGTGAAATGGGACAAACATTGTTAATAACTCCTCATCATAAATC
ATGATGCAGGACCCCCCCCTCGTAAAAATAAACCCAGAAAGGAAGCAATCATGAAAGAGA



ACCTTATTGTGGAAGCAGCGACTCCAATCATACAGGAATCCAGAAAGGCTGGGGTGGACC
CAGACGCCCACACTGACAGTATTATTGTGCTTTTATTAGGGAAATGATTAGGTCCCAGCT
GAAAAAGAAGAACCAGCGTCTTCAAAGAAAAAAAAGAAACACAGTCAAAATCTTGGATGC
TCTTTATGCTTTCCGAAATTCAAATTCAGCATTTTGATTCTGATTTTGAAACGTCCCGTC
CAGCCTGTGAGTGTGCAGTTCTGTCTCCAGCGATAGGTCATGAAGTTGTTATAGCGTGGT
TGGTTTTTGACTGTTATCGGCATATCTGCTGCCATCTGATCAGAGGGCACTCATACCTGT
GTGACCACATGTGATTTTATTTTTTTTCTCCTTGTGTATTATTTTTGTACAAAATTGAAA
TCAATTGTGAATCATTATTTATACTTTATGAAAAAAATATTCA
>CL11824Contig1
AGGAATTCGGACGAGGGGNGATCGAGCGGTTCCCTGTAGAGATGTTTCGTTTAGCGACAG
TATGAGGCAGGTGAGGCCCGTGAGCCGGGCGCTGGCCCCTCATCTCACACGGGCCTACGC
CAAGGACGTGAAGTTCGGGGCGGACGCTCGGGCGCTCATGCTGCAGGGGGTGGACCTGTT
GGCGGATGCTGTGGCCGTCACCATGGGCCCAAAGGGACGCACTGTCATCATCGAGCAGAG
CTGGGGCAGCCCCAAGGTCACCAAGGACGGCGTGACGGTGGCCAAGAGCATCGATCTGAA
GGACAAGTACAAGAACATCGGTGCCAGGCTGGTGCAGGATGTGGCAAACAACACCAACGA
GGAGGCTGGCGATGGCACCACCACCGCCACGGTGCTGGCCAGAGCCATCGCCAAGGAGGG
CTTCGACAACATCAGCAAAGGTGCAAACCCTGTGGAGATCCGCCGCGGCGTCATGATGGC
GGTGGAGGCGGTCATCGGCGAGCTGCAGAGACTCTCCAAGCCCGTCACCACCCCAGAGGA
GATCGCACAGGTCGCAACCATCTCAGCCAATGGAGACACGGAGATCGGAAACATCATCTC
CAACGCAATGAAGAAAGTGGGCCGCAAAGGAGTCATCACCGTGAAGGACGGGAAAACGCT
GCAGGACGAGCTGGAGATCATCGAGGGCATGAAGTTTGACCGCGGTTACATCTCTCCCTA
CTTCATCAACA
>CL11825Contig1
GATACCTCACCGAGCGATTCACGCTGTTCGTGGCAGCGTGAGGTGCTGGCGTCACAGGGC
TGTCTTTAAAGTTTCCCGGGAGGCCTCGGCCGTCGGTGCTTGTCGCCGCTTCTCTGTCCG
TGTTCGCGCGTCGGGGATGGAGGAGATCCTGGCGAGGGTTGTCGTGCCTTTACCTTCCTA
CGAAACGAGAGATAAATCCCCGCCTCCCCCCGAGTCCAACAGCTTGGAGTTTATGCACTT
CTACAGAAGTTTAGACAAAGTTGAAAAAGCTGAGTTCCTGACGAAGCTGTCTCGAGACCA
CGGAGTGGACCACAAAGGCGTCTCGGAGCTGGCTGTGAAGCTGCTGGACACTCAGCAGCG
CGACCTGGCAACCATCTTGCAGGTCGAAGACCGGCTCCGTTACAGTCTGACGCCCCGTTA
CAAGCAGCTGCTTTGTCACATAAGCAGGGTCGAAGGTGGTGTGAAGTTTCTGGTGGACCT
CCGAGCTGACGTCCTTGAATTGATCGCATCCAAAGTCAGCGAAAGTCCGCAGATCAGGGA
CCTTAGCGGCACTTTGAAGAGCCTGCTGTCTGAGTGGTTCTCAGTCGGTCTGCTCAAGCT
GGAGAGGATCACCTGGCAGTCTCCATGCGAGATCCTGCAGAAGATCAGCCAGTATGAGGC
GGTGCATCCTGTGAGGAACTGGACTGACCTGAAACGCCGGGTGGGTCCATATCGGCG
>CL11826Contig1
ATGATGCTGGCTGACCCAGCGAAGACAGGAAACAGCAGCAGGGAGTGGATGTGAGCATCA
AGGGGGGGTCTGGCATGCACATGAAAGTAGAAGAGAAATCCTTCAACAAATAGAGCCAAG
GAGAGAGCTACTCTGTCGATACGAGCTGGCACCAGTTTGGATGAAGTGCTGAGAAGCATG
GCTATTCCAGAAATCCCAAAGAACAGATACATGGAGCTGTGCTGCCAGTTCATCAGCTTG
ACCCAGGACTTGTTTTCCTTATCATACAGATGTGCGTGCGGCCCATCCACCACAAACTGC
TCCACCATAATACCAACAAATGACGCAAAGACTTGCAGTCCTCCCTCGAAATAGTTTATC
CTTTTAAAAAGAGGCGGCAAGATCTGCCTTGCTTTGGGCTGGCTCTTCCTCCAGTTGTGA
AAAAGGACGTATTTGACCGTCAACCAAAAGCCATAGAACAGGAAGAAACTGCCAGGAATG
GCGTGCCCTCCAAAGTTGGCCATTGTTTGGCACTCTTGGTTGCTGCTTTCCCCCAAAGGA
TACCTGTGTGGTTATTAGCAGACAGGTGCCTCACAGGAGCTCCGTTCTCTGTGTAAACCT
GCACACCTGTCGTGCGCTCCTCTAACCTGCACCGTGTCAGCACCCC
>CL11827Contig1
ACTCATCTCAGAGAAGCCAGAAACCGAAGAGTACCTTGAGCAAAAGTGAGGGAATGCCTG
TGGAGATGGAGCAGAGTGAGCAGGTCATCAAGTGCGTTCTACAGGACCCACTCTGGCGGC
TCATGGCCAACACAGATGAGAAAACCATGTTGACCTATCAGCTGCCCTCACGTAACTTAC
AGAATGTGCTCGCAGAAGACAAAGAGAAGCTCAGGCTGCTGCAGAAGTGCCAGCCTCGCT
TCTCTGAGGAGCAGAGAAAGGAACTTGTGGATGTCCATCCATGGATGAAAAAGGGAGGTT
TGCCCAAAGCCATAGATATTAAGGGCTGCTCCTGCTGTGATAATACCTCAGAGGCGGCAC
AGGAAGTTGGTCTGCCAGAGCTGGATCTAAGCGATGCAGAAACCAGGGAACTCAGCTGCC
TGCAGATGTCTGTAGAAGATCCCCTTAATTCTTCTGATAAAAGTTTTCAAAGTCCTCAGA
TCCAAGTAACAAGACAGCAAACTGATGCTGAAGAGCCTGTTGTTACCTGACAGCCTGGTA
TTACTTCAAACTGTGAAGAGTTTTTTTGTTTTGTTTTTTTTTTAGAAAGAAGGGCTCTTA
CTTTTTATGGCTCATTGTTTAATTTGGAAACCTTGGAACTATGTAAATATAAGTTGTGGC
CATAAAAATATGTTGTTTTTTAAGCCNCNCTTGGTATTTTCAGNGTAACTGCTGGATCTC
TTGGNCTAAATTTATTAATGAATGTGTTTAATAGTTGCNCAAAGTTTGTTGCNCCTTTAA
CCTTTTTTTTTTGCACCAACAAATGGATTTGATAAGATTCTACAGATGTGGGCAGATGGG
ATCTGAAAACTCTTTATTTGTGTTTTGTGAGCTACAACACTGTACTTTGCCAGCATGCTG
GAAGGGGTGTTAAGTCACTTGTTACACATCAAGCACCAAATGTGCACTTCAGGGGCTGCA



GCAACAGGAAAAAATCTTTGAGAAATTAAGTTTTTGCTCATAATGAAGCAAAAGTAACTG
CACTGTAGTGACAACCCCATCAAAGCACATTCACACTAGGAAAATGTATGGAAGACTCTG
ACTGAATGCTCCAATGTTAAACCACTGTTTGAAACATAGAGCATTATTAGGTTTATAAAT
>CL11828Contig1
CTCCTCTCCAGTCGAGCCGCGGAGATGCCTCAAAGAACAGACACCTCATTTGTTCCGAGG
AAGCAGCAGAAACGGAGGACCAGCCCGAATATGTGTCTATCGCTCGCGGTTTGCTGGATG
GGAGAACCAGCCCGCTGCTGGACAGGATCCAGGAGGAGAGAACCAGGAGAAAGAGGCTGT
ATCACAACATGACCGACGCTTGCAGCGCGTCTCTGCAGCAGCAGAAGCAGCCCAAAGGGA
GGCGAGAAGAGGAGCTGGTGGAGCAACTCATAGAGGATTTGAATGAAGTCAATGACATTC
CCTTCTTTGACGTTGAGCTTCCATACGAGTTAGCCTTGAAGATTTTCCAATATCTCACCT
GTGCTGAGCTTGGCAGGTGTGCGCAGGTGAGCAGGGCGTGGAGGGTCCTCGCAGAGGACG
GGGTCCTGTGGTTCAGGATGTGCACCAGGGAGGGCTACCACCCGCACGCCAGCGTGTCCG
ACTCCCCGTGCTGGAAGAGCACCCTGCGCGACTGCAGGAACTCTGCCAAAGCCGTGCGCT
CCAACTGGAAGAATCGAGTGGGATCCATCAGCCAGTTGCAGTTCGAGTTGGGAAAAGTGC
TGTGTGACGTCAGCTCCTGTGACAACTACGTCCTAGCGGGCT
>CL11829Contig1
GCTCCGACATTTGCCACCAATTATGAGGCGTTTGTGTGTGAGAACGCCAAGGCTAATCAG
AGGATTCAAACTGTGAGCGCCACAGATCCCGATGAACCAATAGGAGGACACCGCTTCATC
TTTAGTCTGGCCCCAGAAGCTGCGGGAAAGGCGAACTTCTCCGTCCGTGACAACAAAGAC
AACACGGCCTGGATTCTGACCCGGAGGAGCAGCTACAGCAGCCTGCAGAGGAGCGTCTAC
CACGTTCCTGTGGTCATTTCCGACGGAGAGCTTCCCGCACTGAGCAGCACAAACACGCTC
ACCATCCGAGTGTGCACCTGCGACCGCGAGGGCAACATGAAGCTGTGCAACCCTGAGGCT
CTCACGGCGAAGGCGGGGCTTAGCACTGGGGCATTGGTGGCCATCTTGCTCTGCGTCATG
ATTTTGCTCATGATCGTGGTGCTGTTTGCTGCCCTGAGGAGGCAGAGGAAGAAGGAGCCT
CTGATCATCTCCAAAGAGGATGTCAGAGACAACGTTGTCAGCTACAACGATGAAGGCGGA
GGAGAGGAGGACACGCAGGCCTTTGATATCGGCACGCTGCGCAACCCAGAGGCCATCGAG
GACAGTAAACAGAGGAGGGACATAGTCCCTGAGACCTTCTACCCCCAAGTGAGACGGCCT
GTGCTGCCCCCGTCCCGGGACAATAACGGGGACGTGAGGGACTTCA
>CL11830Contig1
CTGCCGCGTGCGGAGTTTCGTGACGACGTTTCCTGATCGGCTCTCCGCCTGCAGCCCGAG
AGCAGCGGCAGCAACGGGACACCGCGGCCGCGCATGAGCATCACGGGGCGTCATCAGGGA
CTCAGCCCCGGCTGTCACGGTTAACGGCGGGAGGGGTCCTCCTCCCCCGGATGCCCGCGC
GCAGATCTCCGTGAAGACGCCGCGCGCTCCTGACGGGTCGCAGACATGAGCGGAAGACCG
GGAGACCTCAGTCCGAAACAGGCGGAAACGCTGCAGCAGTTTCGTGAGCGGATCCAGGAC
ATCCTCCCTCAGCTCCCGGCCCAGCATGACGCCTTCCTGCTGCGGTGGCTCCGAGCCAGA
AACTTCAACCTCCAGAAGTCTGAGGCCATGCTGCGGAAGCACATGGAGTTCAGGAAGCAG
ATGAAGGTGGACATGTTAGCCAACGAGTGGCGCCCACCAGAGGTGATAGAGAAGTACCTG
TCCGGAGGAATGTGTGGTTACGACCGCGAGGGCAGCCCGGTCTGGTATGATGTCATCGGA
CCCATGGATCCGAAAGGCCTCTTCCTGTCCGCCTCCNAGCAGGACTTCATCAAGTCCAAG
ATCCGAGACTGCGAGCTCCTGCAGAAGGAGTGCAACCGTCAGACGGAGCGGCTGGGCAGG
AATGTGGAGTCCATCACGATGATCTACGACGTTGAAGGTCTGGGGCTGAAGCACCTGTGG
AAACCCGCCATCGAGACCTTTGGGGAGATCCTGACCATGTTTGAAGAC
>CL11831Contig1
GTTCTTCATATTTTAGAATGTTCTGTTAATAAATCCGCAAAAAAATAAAAATAAAAAAAC
AGAACTGGGTTCTCCGAACGTCTGCGAGGATATTTTACTCCATCCGGGTAAAACCGCCAC
AGCCGAGCGCCGAGTCGGGACCTGTGCCCCCCTCTTCCCGCACTGTCATCATGGGTGAGG
TGGAGCTCTCCTGTCGGGCTTACGTCAAGATGTACCTGCACGCGTGCCTGTACCCGCGGG
GCAGCATCAACGGCCTGCTGTTGTCCTCGAGCTCGGCAGAGGGCGCTGTCTGCGTGACGG
ACTGCGTGCCGCTGCGTCACTCGCACCTGCCGCTGGCCCTGCCCACACAGGTGGCGCTCA
CACAGGTGGACGCCTGGTGTTCCCAGACGCAGCAGAGGATTGTGGGATATTACCAAGCAA
ATGCTTGTGCATCAGACAGTAGCCCGACGCAGTGCGCCCTGAAGATCTCGGACAAGATCG
CCGAGCAGTTTGACGGCGCCGTTCTGTTGATGCTGGACGGCAGCAAGATGCCTCCGGACT
ATCGGGTTCCTCCCATCGTGATGTACGAGCGCAAAGACTCCAGGTGGATCCTGAAGGACA
AACACATGATCATGCTCCGACAGTGGGAGGAGACTCGGGCGATCGCCTCCCAGATGCTGG
AGGCGGGCGATCACGCTCTATTGGTGGACTTTGACAGCCACTTGGATGACATCACAAAGG
ACTGGACCAATCAGAAACTCAACGCTAAGATTGCGGAGCTGTCCTCGCCCCCCAACGGGA
ACATTTAGCCCCGGAGGGGGCCTCCATTATTTNTGTGTTCAACCCACCCCCTCCCAAGCA
GGGACATCTTTCTTTCAAAGGTGTGGGGGCCACAGACTGACCTGTTGGTACATCCCAGTN
TTCCACCCCCCCCCTCTCCTGAGTTTGCTTGTGGTCCAGTCCCGCCCC
>CL11832Contig1
AAGCGCACCGAATCAGAGAGGAGACAAAGCAAATCAAGCACTGATCTGATAAACATGGTG
AAGATCACCTTCCAGCCTGTTTCGGCGCAGAAGCCCGAAAAAGACAACGATCCGGACAAG
ATCACTTTACCACAACCTTACGAAAAGGTGATTCCTCATGTCAAGCCTGGGCAGGTGATT
CCCTCCAGGAAGCCTTTTCCAATTGGCCTTTGCTGTCTCGCCTTCGGTCTGCTGGTATTC



CTGACGGGACTGGTGCTGGCCTCAGTCTACACTTACCGTCACTACTTTATACCTCAGCAC
ATCCCAGAGGACAGCTTATTCCACTGCCGGGTCATCTACGAGGACTCCATTTTCGCCCCC
CTGAGGGGACGACAGGAGCTGGAGGAGAATGTCGGCATTTACATCGAAGACAATTATGAG
CAGATCAGTGTGCCTGTGCCACACTTCGGAGGCAGCGACCCGGCTGACATTGTGCATGAC
TTTCAGAGGGGCCTCACTGCTTATTTCGACATTGCCTTGGACAAATGCTACATCACAGAG
CTGAACACAACCTTGGTGATGCCGCCTCGAAGCTTGTGGGAGCTGCTTATCAATGTCAAG
AGGGGGACGTACCTTCCTCAGACGTACATCATCCAGGAGGAGATGACGGTGACG
>CL11833Contig1
ATTCGGCACGAGGATCACCACCTGTGAACTCTGCAAGGAGAAATTACGCTTAAACATCGA
CAACTTTGACATTCATGAGTTGTACAGGACACACGTGCAATCTGAGTACGATGAGTTCAT
CAGCAGTGGTCTGTATCTGGTGGTGCTGCTGCACTTCTGTGAGCAGAGGTTCTCTGATGT
GCTTGGAGCGGTGGATGCAGCAGGGTTATTCAACCTGGTGAGAATTCTTCATGAACACAT
GGACAATCTTGAAATTCCTCACGAAGAGAGCGACGAGGAGGCGCAAGACAGCAGACCATC
GGTGGACTTCTCCGACTTGGACGATGACCTGGAGGAGGAATACTAACTATGGGAGCAACA
TAAAGAGTGGCACATGTGATCTGGCAGGTGGAAGGTGCTTGACAGTTTAAGTGCAGGAAA
ACATTTGCTGCCAGAGGCTTTTTGCAGATATGCGAATTAGAAATTCATCACATTTGTAAA
ACAGTTTCTTTGATTCAAACCACTATTTCTTTTTCTCCAAAAAAAAATGCACTTTATTCA
ACATGCAAGTCTTTCTAATGGTCATACCATAAGTGCTTTTCATGGTTAATCAGAAGGACA
ACTGTGACGTGTGACGGGAACGTTGATTGTGGTGGACACTTGAAGACCATACTTTTGGGA
TGATTTGGGGGGGAGGGGGGCGGTTATTCCATGTTTTCCTTAGAACTTTTCCTGTTTTAC
CTCTCACCCCTTTAAAATACGCTCTTGTTTCATAAATGTTTCTCAAAATCTGGTTTCAT
>CL11834Contig1
CTCAAGACGTCAAGGAAGAAGAAGAAGAGGAGGAAGAAGAGGATGATGCAGCTTCGGCCT
CAGGGCCCCTTGTGGAGCCTTGTCCCAGATCCAGCGCCATGGCAACAGTGCGTCAGGGAA
AACTGTATCTGTATGGAGGGATGTTTGAGGTGGGAGACCGCCAGTTCACACTGGGAGACT
TCTACTGCCTGGACCTCCACAAGATGGACCAGTGGGAGGTTCTAGTAGAAATGGATCCAA
AAACACAGGAGTGGCTGGAGGAGTCTGAGTCAGAGGGTGAAGAGGATGAAGAGGAGGAAG
GAGCAGAAGGAGAGGAGGAGGCTGAAGAGGAGAGCGAGGATGAAGAAGATGAAGAGGAGG
AGCACCCGTCTGTGCAGGAGGGGGAGACGGTGACAGACTACCAGATCCGCACAGAGCAGT
ACTGGATAGGAATCGCACGGAGCAACATGGGCCCAGACGCCAAGGATAAGAAAGTTGCCA
AAGTTGCCCTCGCCATGGCCAAAGTTTTTTATGAAGACCAGTAGAGGGACACAAAAGAAA
TTCCTTTTTATTGAAGATCCTTTTTTTCTGAAGCTTCATTAAGACTTTCAAAGAATTGAC
GCAGCAAACCGTTCTGCCAGAAATTCTATTAAACTTTAAAACACAGAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAACA
>CL11835Contig1
GGGAGACACCTCAGCTCCGGGGGTGAACGGGTTAATACAACAATTCACAGCAATAACAGG
GGCCACAGAGAGTGTCGGAAAACACATGCTTGAAGCATGCAACAACAACCTGGAAATGGC
TGTAACCATGTTTCTGGATGGAGGAGGAATAGCAGAGGAACCCAGCACCAGCTCAAGTTC
AGCGGCATCGAGCAGCAGAGCTCCCCCAACAGACGAAGTACGCGCTCCCATTCCCCAGAA
GCAAGACATATTGGTGGAACCAGAACCATTATTTGGAGTGCCTAAGCGAAGACGGCCTGC
TCGATCGATATTTGATGGCTTCAGAGACTTCCAGACAGAAACAATTCGACAAGAGCAGGA
GCTTCGCAACGGCGGGACTGTTGATAAGAAACTGAGCACCTTGGCAGACCTCTTCCGTCC
CCCTATTGAGCTCATGCACAAAGGCAGCTTTGAGACAGCTAAAGACTGTGGACAGCTGGA
AAACAAGTGGCTGATGATCAATATTCAGAATGTTCAGGACTTTGCTTGCCAATGTCTGAA
CAGGGATGTATGGAGTAACGACGCAGTAAAGAACATAATCAGAGAACATTTCATTTTCTG
GCAGGTTTACCATGACAGTGAAGAGGGGCAGCGATACATTCAGTTCTATAAGTTGAACA
>CL11836Contig1
AACTGACGAGACATGACAAGGTGGAGCCTGCTGGCCCTCACGTGCAATGTTTGGTCAACA
AATTTTGTGTAGCTCGCTTTCAAGTGGGAGGGGTGTGGCCTTTTCTTTGATTCTTTCAAT
TATTTGATTACAAAAATGCTTTGTAAATGAAGAGGATGGGACTATCTAAATGATAAATCA
GGTTTTCTGGGCTCAAATGAAAATCCGTCCATCCTCCTCTGGTTGTTGATTTAGAAAATA
CATTTTTCTCTTTGGTGTAAAAAGAAAATAAACCTCAAATGCTGCGGTTTCAATCGATTT
TTGTTAATTATTTTTAGTTCAGTTCATATTTTCTGCATGTTGGGCTGTTTTCTAGGTTTG
TTTGATAATTTAGGTTTTATTAAAAGATAGAAAAACAAAAAAATCTTATGTGTTTGTTAT
GTAGGGAAACATAAATCACAATGAAATCAAGTTACAGTTGTATTCAAGGTTGGGGGGAAA
AATAAATCAATGAAAAACTTCTGGGGTGTCTTTTTTATTCTTAAGAAGTAGCAAAACTTT
TCAACTGCTTTGATTGACTCTTTAGGGTTTAGTCATATTTTTTTAGAGGTCAAACGGTCT
TTGTGTTTACTCAGATACAGGATCTAGTTTTGTGTTTTAGGACATCAGGTGGATTTGTTT
GTATTTTTTACTGCAGGGACAGATAGAAAAAAAAGAATATGACATGGCTTAAGATGACGT
ACAAATAAAGAACACCACATCTGGCTAAAAT
>CL11837Contig1
CCGNCCGCCGGTATCATTGACGGCGCTCCGGCTTTCACGGTCTCCAAGATTTTGGACGTT
CGCCGCCGTGGCCGTGGCTTCCAGTATTTGGTGGACTGGGAAGGGTACGGGCCTGAGGAA
CGCTCGTGGGTCTCCCGTTCTCTCATCCTCGACCCTTCCCTCATCACTGCCTTCTTCCGT



GCCCACCCGGATCGGCGTCCGGGACCGCCTGGAGGCGGTCGTTGACGGGGGGGTACTGTC
ATGGTGCCTGCCGGTCTCCTCCCCCTTCCAGCCCTGCTCTGCTCCTGACTCCAGCTGTGA
CCAATCAACTCATCAACTCACCTGCTTCTTAAGGAGACCCAACTCCAAGAGTCTTCGCCA
GTTCGTTAACCCTGATGGTTTTGTCATGCCACGATTGTCACCTGGAACCTACACCACCTT
GAGCTGCAGCTACCTCCCAGACGCCGACACTCTTCGGCCACAGCACGCACTGGTTCCGGC
TACACNTGGTCCTCCAGCCTTGCCACTCACAAGAACTCCAGCAACACCCCTCCTCAAGAC
CTTCAGTCACACCACTCTCAAGATCTCCAGTAGCGCTGCAGCTGCACCTCTGTCAGCAAG
AGCTACAGCTCGCTCGGGCTTCTCCACCACGCTCAAAGCCACGCCTTCTAGTCTCGACCT
AGCCACGCTCCTCCAAGCCTTCGCCATATTCAGTGACATTAAATTACATTTATCCACTTA
AAAAAAAAAAAATG
>CL11838Contig1
GTTTGATGTGGCTTTGAATCTCATCAAAAATGTCTGCCATTTTCAACTTCCAGTCACTGC
TCACTGTGATTCTGCTCCTGATCTGCACATGTGCCTACCTCAGAGCGCTGGCCCCCAACC
TGCTCGACAGAAATAAGACCGGACTTCTAGGAATTTTCTGGAAATGTGCCAGAATAGGTG
AGCGGAAGAGTCCCTGGGTGGCGTGCTGCTGTGTCATCATGGCTTTCAGTATACTGTTTC
TTCAGTAGCAAAAGGACCCAAAGACAACCAACTAAATGGCGACATTTGAAGAAACGGACA
AACGGTGAAGTGTGGACGGTCTTACCTGAGAAGCACATTAAGACACTGGGTGGCCGCCGC
TTTAATAACGTACCGAAGTCAAGCTGTCATGGAAATGTCGCTGCTGCAGAGACGAAGCCG
GTCTTTGTAGGAGGACAACGTCGACTGGCGAGGCTCCAGTGTGTTTTAAAATCATTTCAC
AGACTTTCAGGTCTGTGTCGGATTATGTGGATTGTTTACTCCTGATCTGTGCAAATGTGA
GAAAAATGCTTCTGTCAACCACTTCTCATGGGATCCCATTTTCCTTTCTTTTTAAAAAAA
AAAACAACTTTCCCCAACTTCACCCAGAGGGATCCTCCAAAAATATGTCACACATTTGCA
TATTAACAGATTTAAAGTCAGCTACGGAAGTTTTCTCCAAANNAAAAAAANNNAAAAAAA
AAAAAAACCCT
>CL11839Contig1
TTTTTTTTTTCTGTTTCAAAAGTATTTATTACAAATCTATCCAAAAAAAAAAAGAAGTAG
TAAGAATCCAAAAGCATCACAGGGTTTTCATTCCAGTATTTTCGTTGTTGTATAACAAAC
AGGAAACGTCATCGTCAATGAGCAGCCATTGTTGACACTTATCACTGCGACACAGACAAG
GCACTTCCTGTTTCTGCTGCGGGAGGCCAGGTGTGTAGGCGGCGTAGTTCCAGGTGAGCT
CAGTGCCAGCCTTTACTGCCCTTCTGGTGAAAAAGGCCACAACGGGGAAGACGGGGTCGT
GGGAGTCGATGAAGACGTTCTGGATGAACAGGTTCGGCTGGCAGCTGTGGTTAATGAAGC
GGCTGACGTTTCCTTCCTTGCTGGCGTCCACAAAACAAACGCCCTCCATGATGGCGGNTN
TNTTCACACCTNTNTGATGCTCCCTNTTTGTTCTGTTCTCAGCCTGACCGCCCGTCGTCA
CGCGGATCTTNATTTGCTGTGTGCGATCTCCTGAAAACC
>CL11840Contig1
TATTTGATAAANTCTTTGGTCCCAAAACTAACCAAGGACGGCACTTTCGACTTGAGGGCG
AAAAAGAACACTGAAGTGTTTGAGTCCAGCTGTTGCTTTACATTAAATGGGCCGTTTACC
ACACTGGAACGGTGTCCACATCTCCAAATACTTTAGAAAAAAAACAAAAACAAAGACTGC
CAAGAGCCAACAGGGTCATGAATGTCTGGAGGTTCTGTCATTAAAGTCACAGGATTCTGA
GGATTCCAAAAAACTTTTGGTAACAAAACATTGTTAATGTCCGTGATCATTCAAACCCAA
AGGAACCAAATGTGCCATTGCCTTCCAGTATAAGCTGAAGCATTTTAAAATACTCCAACA
GCATCCAGTTTGGACCCTAAACTTAATCTCTCTCTCACTCTAGTCAAATAGACAACAATG
CACTGCATTTGAACTACTTGTCATTTAAGAAAACGAAAAAAAAGAAAGAAGAAATTTAAA
TATTTTTAAATAAATTATCCAAGTATTCAACATCAGAATCCAGTTTTTCTAAAAACGTTA
AACTGGGTTGTGACAATTTTAGCGTTTAAAGGGCCTATAACGTGCTATTCTAAAACCTTT
TATAGTACACAAAATCCATGTGTGTGATTATATATCACCTTTGGCACACCAAAGAACAAT
TTGAGAT
>CL11841Contig1
ATTCGGCACGAGGGGGACATCCACTGAATGAACGTAGACTGTAGACACACTAGAACTGCA
GACTGGACATCCACTGAATGAACGTAGACTGTAGACACACTAGAACTGCAGACGGGACAT
CCACTGAATGAACGTAGACTGTAGACACACTAGAACTGCAGACTGGACATCCACTGAATG
AACGTAGACTGTAGACACACTAGAACTGCAGACTGGACATCCACTAAATGAACCTAGACT
GTAGACACACTAGAACTGCAGACTGGACATCCACTGAACGTTTCTGCATCCTCCCTGCAG
GACGGCTGTGACCCTGAGGTGTTCTGGATCTGGTCTTTCTGTCAAACCTCTGCTCGGTCC
TGTTGTGTGAATCGTATGTTTGCTGGTTAACACGTGTCTTCACGTCTGTCAACAGAGGCC
GTCGCGCGTGTCTGTGAGCGTGTGTGTGAGCGTGCACGTGGTACAAATCTATGGGGCTGC
AGGAAACTTGTTTAAGTTGCTGTTTTGAATATTTCTGTGTAAAGACCTGCAGAAAGACGT
CTGCCTTCCTGTCGCCACTTTCCATGTGAAACTTCTCATAAGTTCTAGATAAATTCAGCT
CTGTTCTTGTGTCTCTGTGGGCGGAGTCTCACACACCGAACTTCACCGTTTTTCAATAAA
GTTACTGTAAAAAAAAAA
>CL11842Contig1
GAGCTCATCGCTGAGGCTGCTAAGATGGGGGAGTGGTCTTTCCTGTCCCAGCTGTTGGAC
AAGGTCCAGTCCCATTCTACCGTGTTCGGAAAGGTGTGGATGATCATCCTCTTCCTCTTT
CGGATCTTCATCCTTGCTGCTGGTGTGGAGAAAGTGTGGAAAGACGAACAGAGTAGCTTT



AAATGCAACACAGAAACTGTGGGATGCAGGAATTTATGCTACGATCACAGTTTCCCAATA
TCCCACACACGGTTCTGGGTCCTGCAGATCCTCACGGTGTCGACGCCAACACTGGTCTAC
CTGGGACACGTTCTAATAGTGATCCGCAGGGAGAACAAACTGAGGAGGAAACAGAAACTA
AAGGGGGACCACATGTCTTTAGTTAAACTACCAAAGTATACAGATGAAAGAGGGAAAGTC
CAGCTCAAGGGGGTCCTCATGGTGAGTTATGTGATCCAGCTGGTGGTGAAGATCCTCCTG
GAGGTGGCCTTCATCACAGGCCACTTCTATGTGTACGGCTTCTTCCTGATGCCTAA
>CL11843Contig1
TTTTTTTTTTGTGTATCAATTCTTCATCCTTTATTTCTACACATTAAAAGTTGAAATGTC
AGATGGCAGATCCAGACTCACTGACTCAAGTGTGCCGTCATCATTTCCACAAAAAGTTTC
ATTTCCTGTTTGTCCTCAGTCTGCATTGTGAAAATCCAAAGTCAGCCGTGGACTTAGAGA
CTGAAATCCTGATCTGAATCATGAGAGTGAAACCACTGACCTGAGGAAGACTTCAACAAA
TGATGAAGGCAGTCAGACTCAGAACATCAGCCTCAACGCAGACATTCACTCTGCATCTCT
GCTCACAGACATCCCAGATCTATAACAGAATCTATGTGTGGAGCTGACCTCAGAGGACAG
ACAGGCAGGAAGGCAGAGAGGAAGGCAGAAACACAGACAGACAGAAAGGAAGACAGACAG
ACAGAGAGGCAGAGAGGCAGGCAGAGAGGAAGGCAGACAGACAAAGAAGAAGGCAAACAG
ACAGGAAGGCAGACAGACTGCTGGTTCATGTCAGGACTTTGAGGTGATGTGTCTGTCTGC
CTGACAGGCAGTTCCTGGACCAGAAGTGAACTGGTG
>CL11844Contig1
TTCCTTTATCTGCTGACAGCGGTGCATTTCTTGTTTACATGAATTCATTAATACTTAAAT
GTTTGTTTCTTCAGCACACAGGGAAAACATGGTTAGCAGGTCGGTGTGCACCTTTATTTC
TACAGCCTGGAAGTCAGGAAAAACTGTCCAACAGGATAAAAAGGAAGAAACTTCATGTTC
ACACTTGGTTTTCCAGAAATAGGAAAAAAATAGAGGAGAAACTGAAAGACATTGGATTAT
TCAAAATAAAAGAGAAAAAAAAAATATTTGTTGCATGTTAATTGAATTTATTTAACATTT
GAAACCGCCTTAAAATAGTTCCATTCAAAAGTTTGATGCAGTCCTTTGCTTGTAAACTGT
GGCTTTAAGGTTTTAAGATTATAAAGGAATTAAATATAAATATGGCTAGTTGTTTTTTAA
GAGACGGTGGACAAATGACTGCTTACAATAGGTGTACATGCTTGTCATAGGCGAGCTGTT
TGCGTACATAGTAAAATACAGTTCTTTACATAGGTTGATGCACTTTTCTACGTGGCTGAA
GGTGAAACTAAATGGTATCTTGGAGCATATTTACAATGAAGAGACAAAAGCTTGGAGAAT
GTGTGGTCATGCTTGGGTTGAACATTCCAATATAGCAATGAGCTGAACAAAATAAGAATA
GCTTATTTTAAAAAAAATGCTTAAAGAAATGGGGAAAAATAATAATAAAAACCAGAACAG
GTTTACGTGTATTTGATGTATTTTTTTTAAAACCNAATGTTC
>CL11845Contig1
ACGCCCGNTAAACCCGGNCATTATGGCCGGGTGGGGTGTTTGGGGTGGGAAGGTTGTACT
CTGAAGCCATGCTTTCGTGCCTGGGCTTTATTTCAAAATGGCTTGCTGGGGCAGGTAGCA
TGTGGCGAAAATCTGGGTTGGTGGAGTTGAAGATCGGCTCTCTGGGTGGCATCAAATCCA
GGTCAGGGTGAACCAGGTCAATAATTTCCTGGTGAGGAGTTGCGCTAATTCCAGGGTTGG
GAACCGAGACTGAGGGTCCATTGACTACACTTATGGGCCCCTGGCTGTTCACTTGGGGCC
TTATCTGTGCAGACCTCCTGTTCTCCTGCTCCTCCAGACTGTCATCCAAAGAGTCGATGG
TCTGCTCAAAGAACTGGAGGGTCTCCTGCTCCTCTGGGCTTAAATACTTCAGAGTATCGT
CCTTTCCTGATCTGGAGCTGCGACGGGCTCCTCCGTTGACTACTTTGGTTAAAGTTCGAG
TTGCCATGAAGACGGACGTCCATGTTCAGGTGGGGGGGTCAAAGGCCAGCTGGCGTTTCG
ACTTCACATGGACGGCCCGGCGACTCTAACCTCACGAATAAACCCGAATCATGTGCTGAT
GTGGGTGAAAAGAACTGAGGAATCGTTNCTGTNCCGAGAAACCCAACAGCTGCGCACACC
GGTCATCATCACGCAGCCGCATTAACCTCCGCTCGGCCTCATGCCGCGCGCCTCTGTGAA
ACATTTGTGTTCTGGGCTAAAGTAAAATGTATATTTTAAAT
>CL11846Contig1
CCAGAGGCTCCGAACTAGAGAGAAAAAAGATCAAGCCGAACTGCTGCAACAGCAGGGCAA
ACGGTCGCTTCATAGTTTTCCTTTGTGTTTGTGTGTAAACACTATAAACGTCTTCTTCTG
TGATGATCAACGCAGTTTAACTTTGAGGGTGAAATTAGTTTGGAAGGTTCTCTCAGAATT
TATTGCACTACAGTTAAATGTGTATTTTTTAGATTTTATCCATTTTTTTTGGTTAATTAT
GTTTTTAATGTGGGCGTTTTCACATCAATCGGTCAAGTTTGGAACCAGACATTTCAGATG
CTCTTTGGAGGTATTTAAATAACCTGCAGGTCATCATGACTCAGCGCTTCATGTCGTCTC
TGCAGGTTATCAGGGCTTAGACACAGAGATGAGCTAAGCATTATTTTCAATTAAAGGACC
TAGCTTGAATGTCTGTATTAGTGATCATCTGTCACTTTTTAAGTTTGCTTGGGTTTAACT
GTTTCTGCGAGAATGTTTGTGCAGTGGAACGCTCACTTGAATCTGTTTTGTATGAAAATC
TCCTGTTTTTCTCTGGACGTTGACATGTTGTGCTGTCAGTTGATGGGGAAACGTGTGACT
CTGCTCGGCCATCTGTGCACGCCTGCCTTTTCCCGTAGAGCTGTTTAAAACTCCACTCAG
TTTATGACCGCTCGTTCTGGTACCACTTTTGGCAAGGGCAATCTATTTATGATCCAAAAA
ATTTATTATACCTTCTTTTTTTTCCTTCTTCATCCAAGTGAAAGAAATTCACTTAAAATG
TTTAAAAACCAGGTTACTATGCTGTGATGGAAACTGAAGTACGCAGTATTCGGCACGCAA
AAACGTTTCTTTTTAAAATTACATTTTGTTCAATCCCTCAACAGTTTAGTCCAGCATTTT
CTTGTTTTTGTTTTGTACTTTAACCAAAACAGCAGTTCTGATCCTGAACTGAGTGGAATT
TCTTTTGTAATCTCCTAACATTCTGTTCTATTTTCGGTTGGTCCTAAGAAAGTGAAGAAT
ATCCAGATGTCCTGTTGTTTAGCGTC



>CL11847Contig1
AAGTCTGGAGTCGAGACCGGTCGCTCCTGTGTCACGCCGAGCGGATTGCCCTCCAGGACT
TCTGAAGGAAGCGCACAAGTCCGGGAGCTTTTAGGAACCGAAGAGCCAGGCCTGAAGCAT
GAAATGGAGCGGAGGACTTGAATGCAGCTCTGTTGGATTTACTGCGGCTTTTGGGAATAC
CGGAGACGCTTCGAAGAGCAGACGGATTCAGGCAAACATGCTCAGCTCTCAGACTCTGCC
TCCGAAGCCCCCGAAGCCCGCGGCTGTGATTAACAACGGAATGAACAACAATATGGCTCT
GCAGGACGCAGAGTGGTACTGGGGGGAGATCTCCAGGGAGGAGGTCAACGAGAAGCTGAG
GGACACTGCGGACGGTACGTTTCTGGTGCGAGACGCCTCCACGAAAATGCACGGCGACTA
CACGCTGACTCTGAGGAAAGGAGGAAACAACAAGCTTATCAAGATATTCCACCGGGACGG
GAAGTACGGCTTCTCCGACCCGCTGACCTTCAGCTCCGTGGTGGAGCTCATCAACCACTA
TCGCAACGAATCTCTGGCTCAGTACAACCCCAAGCTGGACGTGAAGCTGCTCTACCCCGT
CTCCAAGCAACAGCAGGACCAGGTGGTGAAGGAGGACAACATCGAGGCCGTGGGGAGGAA
GCTCTGCGAATACCACCAGCAATACCAGGAGAAGAACAAGGAATACGACCGTCTGTACGA
GGAGTACACCAGGACGTCACAGGAGATCCNAATGAAGCGCACAGCCATAG
>CL11848Contig1
ATTTTAAAGTTTTACATACAAAATGTAAAAGTTACAAAAGAAACACAAGTGAAAGCTGAG
AAACTTTTTATATAGCGAATTGAGTTTTTAAATGTTTCTATATACAGTGTTTCCATTTTG
GCAAAAGTCAATTAATGTCTGTATTTGTTTTGTCCAGGCAATACAACACATGTTACAAAA
ATAAAATAAAAAACCTTTGAAAGGCCTGAAAAAAACATTTAGTCAACTTCTTCCATTCTT
GATGTGTCATCATCTCCCTCCAATACTGGCATATCTTCATCAGTCGGCTGAATGATGTCT
TCAACTGCAGAGTCGTCATCATCAATTCCAAGACCCAGTTTGATCATCCTGTAGATGCGG
TTAGCATGTGTTTGAGGGTCCTCCAGGGTGAATCCTGAAGACAGCAGGGCGGTCTCAAAC
AGCAGGATAACCAGATCCTTCACTGCTTTATCATTCTTGTCCACTTCAGCCTTCTCCCGT
AGTGTCTCGACAATTGGATGGAGTGGGTTGATCTCCAGATGCTTCTTGGCTGTCATGTAT
CCCATGGTGGAGTTGTCCCTTAGGGCCTGGGATTTCATGATCCTCTCCATGTTAGCCGTC
CAGCCATAGGTGCTGGTGACGATGCAGCATGGGGAGGAGACCAGGCGGTTGGAAACTGTG
ACCTTTTCAATCTTTTTGTCCAGTATATCTTTCATGATCTTGCAAAGGTTCTCAAACTTA
GTTTTGAGTTCCTCCTGCTTCTTCTTCTCCTCATCATCCTCAGGCAGCTCCAGACCTTCC
TT
>CL11849Contig1
AGATAGAAAAGTAAGAGAGCGAGAGACACACCCAGAAATGACTTACTGGTATCAACATTT
GTATTAACAAAGAATGTGATTGGTGGTTTTCATTAGATATAGTCTTCAGAGGCTTTGCTT
AAATCATATAGTTATAGTTAGTGATTTGTTCCTGTGTGATTTGTTGTCTACACTTCTGGG
CCTACAGGAGAAACTCCATATAAATACTCAGCATTATTGGGGTCTCTGGTCTTCTCTTTC
TTAGCTGGAGACCTCCTACCCTAAATAAAGAAGTTGAAGTGCAAGCATCTTGGGGTCTTG
TTCACAAATGCAATTAACAGCAGGACAGGACTCAAAATGCTAAAACCAACTGTACCCTGA
AAGTTCTGATGAAGGATCTTCTAAGGAAGTGACATGCAGCATTTTGAACAAGAGCCAACA
AGACCAAGAGACAAGTCTG
>CL11850Contig1
TTCGGCACGAGGCCCGCATGAAGCAGCTCAAGCGGCAGCTCGAGGAGTCGGAGGAGGAGT
CGCAGCGTGCCACCGCTGCTCGCCGGAAGCTGCAGCGGGAGCTGGATGAGGCCACCGAAG
CCAATGACGCCATGAGCCGCGAGGTCACCTCACTGAAGAGCAAGCTCAGGCGTGGAAACG
AGCCTTCCTTCGGCAGCACGCCACGGCGTGTGGGTGGAGGTCGAAGGGTGGTGGAGGATG
CCTCTGAGGAGGAAGCAGACTCCCAAAATGACTACNACGGAACAAAGTCCTTGGAATAAG
TGCTAAAAACAAGCCAAAGATCCAAATTACTCCCACTTCAAAAAGTAACGTGGACGTCCT
GCTTTGCTGTCTTCCAAATCACTTCAAGTTATGCATTTCCTCTGGTTTTCAGTAGTTACT
TATGTTGTTCTGGAGCACATGTTCTTGTCACAAAACAATCAGGGCTTCATATCCACTGCA
GGAGCCCTTTAGAAAACTCTGATGTGAGATCTTCCTTTGGTTTTTAACCCGCACTGTTTT
GTACCTCACCAGCTGACCGATTCTTTCACAAAGTGCTCTCTGAGAACTTCAAACTTCAAC
CTTTGATAGGTAGACTGCAGATGTTTAACTACTGTCAGCGACTGTCGTCCCGCTGCCTGT
TACTGCTGTTGATGTTCCCCAGCAGCACTGAAGTGGCAGCAGATCCGATGTGGGTCACCG
CTCCATGTCATNTGCTTCCAGTCACTGCTGACTCTCTATCCCTACTACTTTTCAGCACCT
CAAGATCCTTTNATAGTCACCGTTTCACATGATTTGCACCTTTTCTGTGCTTTTTTTTTT
AACAACCATGAGATCTGAGATCATGGAAGCTCGATCCAACCATGAAGCCACGAGTCAGAC
TTTGTTCAGGTGTCCTGTGGCGTCCTAAAAGGTCATCCAGCTCAGTCTTATTTAATGTTG
CATTTAACCCATGAATGTTTACATGACACCCTTTCCATCTATTGTGAACCACANCACAAG
GAA
>CL11851Contig1
GAGGGTTTGAGGCTCTCCTCCAGAGGATCTGGTGAAACGGAAGCAAGAGGCCGCGAAGCA
TCATCTGCCTGAAGATGTATGTTATTTTCCATTTATTGACATGTTTGTGACAGCACTGTG
TGGTATCTGCAGCCAGCTGCTGCTCCAGCTGGTTTGCTCAAAAGTCAGTGCGATAGGATG
TCAGCCCTGGGCATCGTTGGTCTCTGTGCTGTCTGTGCATGGGGTCCTGGAAGAATGGCT
GAGACAAACGCATACTGCAGCATGTGAAGACTTTCGATTGCAAGGAGTTCATCTTCTTTT
TAAGGTTTTCTGCACTGGTGACTCTTCAGAGACGTGGAGGGGTGAAGATGTGAAACCAGG



CAGCATTAAAGGTAACGCGTATCCGTCTGTTGTCATGACAACTGTAAGACAAAACTGAGG
TAGCTCTGTATAGTGATGAAGAGTTGAGCATCTATGGAAAGCCTGTCTTCAGGGTTGGTC
ATTTACCAAAGCTCTCAGGATCCTATGTTCCTGATTTGCTGTGGAGTTGACCACAAAGCA
AACGTCATTCCTGTGGGCTTCTGGGTCTCCAGAGGACTCGCAGGAAACAAGCCCTGCTTC
CACCAGGTTTCATAAAGTGGAGAAAGGATTAGTGCTTTCCAAAGCTTTTATTTAATATGA
ATGCTAAAAATGTGATGCTTCATTTGTTTTCTTTTTTACATGAATAATGTTCTCATTCAG
AGCAGACTGTGACCTGTATCCATCTGTTCTCAGATGCTGTCCAGCTCTGGAGGTCAGCTG
TGAAGATGACCTGCAGCAAAGGATAAACCTGCCCTTTGGACTGCAGAGTGACTAGACATG
TTTGGTTCAGACATGATGTTGACCCTTACAAAATAAAGTC
>CL11852Contig1
GTACACATACTGCAGCAAATCTCCTAATTCCCACACTTCCATGAGCACTCTGCATTAATT
ACCCTCTAAAGAGACTCCATTAATGCCAGTGATGGAAGGACCATGTACAGGCGCACGCAT
TTGCCTTGGAGACAAAACGGTTCTCACCTTGGACGAGCTTGCTGAACTTTGAAACGGCGA
ACAGTTGGTAGTTTAAAGAGGTAGATCTAGGTTTTGATATTTGTTTGGTTTTTAGGTGAG
TAAAGGCATTACGTGTCTGCTTGAGTAACCTACATGTATTTACTGAATTGCTGTAAGCTT
GCGATTCCTTTCTGCTGCTGTTTTGGGGGCTGGCCCTCAACAGCCGGACACACGCGACCC
GACGGGGACAGTCGATGCAGTGGATCAGAAGACACGCTTGTCGTCCACAGACCTTCAGGA
GAGGTCTACCACGTGTCACCGAAGACACTGATAGAAACCTGCGTGGGCTTCTGGCAGTGC
CGTCATTCCTGCAGTTACCTGACTGGCCAAGTCCTCCCTTCTTGTGACTAATCCTGGCAC
GTGCTTTTAGTTAGGAAGCAAGCATTCCTGTGCCTGACATTTGACAGCCATGAAGGAAGG
CCCCTAAATGTAGAGGTCTGGCTTCAAAGACCTTCATCCTTTATTGCCAAGCAGTCTTTT
ATTTTTTTTTAAGTGTTCTGATTTGTATTTAACATTGTCATATTCCGTTTGTTACTGTAC
TATTCCTATGG
>CL11853Contig1
GCTGGCAGGAAACACCATGACGGTCTCCTACATGACAGGCTTGATGGTGGGGTCTTCTGT
GGCGTACGCAGCCTACAGTTTCACCGCTCCAGCAGCAGGAGCTCGCTTCTCCACACTCGA
CGCTCTTGCATCNTACAACAACACAGGGTTTTGAACTTCTGCTGATGCTTTTATGCACAG
ACCCACACAGAGGAGCTTTTCACATCTGCAGCAGCTGCAGAGACAAAAAAAAAACCTGCT
TTTGTTTTGGAAAATAAAACCCAACATTTTCCACAGTTCTCGGCAGTCTGATGATCCAGA
CAGAAACAATAAGGATGCAAGAGCATCATCTGACATCTAACCTGCAGCATTTATGTGAGC
AAACACGTAAAATATGACATTCTATTCAGCTGCAATGACTGTTGCTGAATATTCCTGAAA
TCCCAGAGTGAGGAAAAAGTTGCAGAAAATTACAGAACCTCTGTAGACAATAAGGTTCAT
TCATGGTTGATTATTTGTTGTCTGATCTTCTGAATGCACCAATCAGAAGAAACAGGGATG
TTTAAGAGCAGTCTCTACGTTTATGTTGTTGTGTCTGTGTGAGCATGACTGAATGTTTGA
GGGAAGTTAGCTCACAGTTTAAACCTAAACTCTCTGTTCCCTAAAAGGATTCTTTAATCT
AAAATCCTCCTGTGGTGAAATTAAGTCAATTCATTTTAAAATGTATGCATCAAAATATCC
CCCTAGAATGAAAAAAAA
>CL11854Contig1
CCGCACGACAGAAACGTGNTGCTCCGGAGTTCCACATGAACGTCNTACAAATGACTACCA
CTACTGAAGTCCCATGGGAGTTCCGCATCTGGGGTGGAGGAGCAAAATTCGGACAGTCAC
TCTTTCCATGGCTCGGAGTGGGAGAAGTAAGGGACCACATCGAGATCAACAGGTACGCAT
TGATGAGACTCCTTAACACCACCTACAAGTTTTCCAATGCATCAGCAGCAGAAATGTCGG
CCATAAGAACTATGGTTCTGCAAAATCGACTCGTGCTCGACCTCCTAACTGCATCATCAG
GAGGTGTGCAGAATGGTTGGAGACACCTGCTGCACTTTCATCCCGGACAGCACCAGTGAT
GGACAGGACATTTCTACCGCACTGCATGACTTAACAGAGCTGCAAGCCTACGTTAAGTCT
GCGACTCCTGGCGCCAGTCCCACCAGTGACATCTGGTCCTGGCTGACCACAGGCCCATGG
TGGCACCTCCTGCTGAAGTTGTTCACCCCTATACTCATCGTTTTGTGCCTATTTTGTCTT
TTTACAACATGCGCTCTGCCTTGTGTCATGTCCATGATCGCAAAGGCCACCACACAGGCT
TTCATTCGTTACCAGCTTGTCCAACAAGCTGAAGAGGACCCATCCCCATGTGAATACTCC
TACGTCAGAGGCATCGTATGAATCTCTCACAGAAAGTGCCAAAAGCAAGTGGTGAAATGA
TGATGTTTGATGCTCTGTTCT
>CL11855Contig1
CGGCACGAGGCAACCCTAGTCTTGTCTTGCTGGTTCGGATGCCTGGTAGTGGAGTGTGTG
ACATCATGTGGCAGCAGCTGACGGCCCTGCTGCAGAGCTTTGCTCAAGGACACACGCTGG
TATTACTGCAGGAGGATGATAAGGCATGTGTGGGCCCAACAGCCTCCATCCTGCTGGGGA
ACCCTGCTCCTCCATTGGGACAGCTTCCGGCTTCGTTGAAGGAGGATGCTGAAGCTGTGG
AGAGACTGAGAAGCAGGCTGCAGGCTGACTGGAACCTTTTGCTGGCAACGGCACCAGAAA
ATGGAGGGACTGATGAAGGTTGAAGAATCCCTGCTCCTGTTCTACCCCTACGGCTTCACC
CTATCACTACATTCAGCCCTCCTAGCAGAGATACAGGAGAAAAAAATAGTGCCTTCAAAT
CCGGAAGTTACTACCGCTGGATGACGTCATGAATAGTCGCCAATCCTCTTATGTTGGCGC
TCGGAAAATAAATAACATCATTGGTTTTAACTCTCTGAAAAGTCATGCAAAAACAAAAAC
TCCTTCTCCTTCGCCCCACAAGCACAGCGTGGAACACCCTACTAGCAGAGGGATAGCCAG
CCCCGAGTTGCTTTGGTTCCTCCTTAAAAAACATGGTCAGAAACCACTATATCTTCAAAT
GCCCCTGCAATTGGATCATAATGGAGGAGCCAGAGGGGTAGGGAAGCACTATGGATTCGG



CCAAACTCGCACATTTCGGTCCATGAGTCCAATTCATACCTCTGATATTTTTGGAATGCC
GTCTGCTTTTTGCTGAAATAAACAGAAACCACAAGTGATTCTGTTCAAATGTTTGTCATA
GTATGAAGTAATATTTGTGTCGCTCCATTGAAAACAAACTCAAATTTAAATTCAAAATGT
CTTAAATTGATAACAAAATGTTCAGTTTTAAAAACAAAAGTTTCTAAGTAACAAAAAAAA
>CL11856Contig1
TGTTGTACAGAACCCAGCTACAGTAGCAGGTTGCTGAGAAAAGCCAAGGTGCCAGAAGAT
AGAGCGGGTTTCAAAGCATAGCCATACTTGAAGATGCTTAAGAGTGTTTCTATGTGAGTC
AACGTTACTTGAATGACTTTCCTGACTTTGCGCGTGCTCGGCTCACAAGTTAAGCAACCA
GTCGCTTCACACTCAAATCTTTTAAGCAGTTAGACACTAAAGGTATAAAGAGGTGCAACC
TTTCTGCCATTTTGATTTTTATCGGGGGTTTTCAGACTTTAAGTGCAATGTGTAGCGCTT
GTTTGAAAAAAGCAAAATGCGCACAAGCAGAAACCTGTGTGCAACACTGAGAACAATACT
ATTATAAAAACAACAAAAAAGGCAAAAATAAAGAGGCTGTAGTTCCATGAGACTGGTGTG
CTGTCAGAAAAGTTTCCTTTTAGCCTTGCCATGCTTGAACAGCTACCTGCTGTGCTCTCT
GTGCACTCCATTCTGTAAAGTACAGGTGCATGGTTTAAAGCCATTGTAAAGATTTGTCAA
AGAGCAAAAGTGCAGCTGCCACCTTTGGTCTGAAAATCCCTCAAGGCTTCCCCAGTTTTC
TCAAAGTTTCGTGTGCTACAAATATAATTTAAGGATGGGTAATGATACTGTAAGTATTGT
AATGTAATGGATGCAGTTTATTTGAAAGCTGTTTATGATATCATTCCTTTTTNTGATGTG
TGTTTTTTAATAAA
>CL11857Contig1
GGGCGCGTTAAACCCGGGCCTTATGGCCGGGGGGATTCTGCAGGAGTTCACCTCTGCTAA
CTCGGATCGTGCAGCCTCTGAGTCGGTGTTGACTTCGAACCCACATTGATTTAGTAAATT
AGAGCAATGTCTCTGTCATTCGACGGAAGAGTCGTGCTTGTCACCGGTGCTGGAGGAGGC
CTTGGCAGAGAATATGCTTTGGCTTTTGCTGCAAGGGGAGCCTCAGTGGTCGTGAACGAC
CTTGGGGCTGACACAAAAGGCGGTGGGAAAAGTTCTGCTGCGGCTGATAAGGTGGTGGAG
GAGATAAGAGCAAAAGGAGGCAAAGCCGTTGCAAACTATGATTCTGTTGAAGATGGGGAG
AAGCTGATTCACTCGGCCCTGGATGCATTTGGAAGAATAGATATTGTTGTGAACAATGCA
GGAATACTACGTGACCGATCGTTTGTTAGGACCAGTGATTTGGACTGCGACCTCATTCAC
AGAGTTCACTTAAGAGGCTCTTTCTTGGTCTCCCGAGCCGCCTGGAACCACATGAACAAT
CAAAATTTTGGACGAATCATCATGACGACCTCAGCTGCAGGCATCTACGGTAACTTTGGC
CAGG
>CL11858Contig1
TTTTTTTTTTGGACGCAGATTTCTGGTTTTATTTGTAACAAGAAATTCATTAGAAAAAGT
AACAGCTGAACTTCTGCTATGAGTTTCCAGGAAGGCTGCTTCCACGTCAGCAGTCCGTCA
GGGTCATCTGCCACACAGAGATGGGGCTGTGATGGCTCACAGGCCGTCCTCCAAGCACCA
GCAGCAGGTCGGGTAGATGTTCGCTGAAGTCTTCATCCTCCTCTTTACCCCCCAGGGCTT
CCTGGGTGCAGTTCAGCTGCAGTTCAGAAGTCAAGGGGATGTCTCTACACACAAAGCCGT
GTTCCAGATCCGACGAAGAACTTCCGTCTGACCCAAGCACCTGCAGCTCGATGGCGTCCT
CAAAGTTCTGAAAAGGAGGGGGCACCGGGCAGCAGCGGTTTTTGAAGACCTTGCATTTTT
TTCCCAGCTTGAAGGAGTTTCCTGTCTGAGCAGGAAGGACAGTGCTGGACGCGTAGCCTC
GACCAATCCCAGCACAGCAATGGTGAATTTTTTCTGGAGGGGCGGACCCCGGCAGGCTGG
TAACCCGGCTCCATCTTTGGGAGATGAAACTGAACTTCC
>CL11859Contig1
TATGGCCGGGGTCCGGTTTTGCGTGCACTGCCACGTTAGTAGCGGTAGACACAAAATACC
AGCTACTCTCTCCCAGCCTTAAACAAGAAGGGCAAAAAAGAACCAGAAACTGAGACGGTT
TTCTTAGTTTTTTCGCTACAAGTCGCCTCTGCAACTATTTTTTCCCCCCTGTTAAAAACC
GGCTCGACGTAACTATGCTGAAGTTTTTGATGCTTTGCACTCTGGCCGTGGCCAGCAGGG
CTGAGATTGCAGAGGAAGAAGATGTCTTGGTGCTGAAGAAAAGTAATTTCGACGAAGCTC
TCCAAGCTCACCCCAACATTCTGGTCGAGTTCTACGCACCATGGTGCGGCCACTGCAAGG
CCCTGGCTCCAGAGTACGCCAAAGCCGCCGGCATGCTGAAGGCCGAGGGTTCCCAAATCC
GCCTGGGTAAGGTAGACGCCACAGAGGAGACCGAGCTGGCTCAAGAGTTTGGCGTCCGAG
GATATCCCACCATCAAGTTCTTTAAAGGAGGAGATAAAGAATCTCCTAAGGAGTACTCAG
CGGGCAGGCAGGCTGATGACATGGTCAACTGGTTGAAGAAGCGCACAGGGCCTGCCGTCA
CCTCCCTGACCGAGGTCACTGATGCAGAGTCTCTGATCGCTGACAACGAGGTGGCAGTCA
TCGGCTTTTTCAAGGATGCCAACTCAGACGATGCCAAAGCCTATGAAAAAGCAGCTGAGG
CCATGGATGACGTTCCCTTCGCCATT
>CL11860Contig1
TTTTTTTTTTGCAAATGTGAACACAGTCCTCTGATAAACAAGTGGGTCTTTGTGGCTTCT
GACTGGCCCCCACATCCCGTTTTCAAAGCCATTCCTCTTTTCATCCCAGCATGTAGAGCC
TGTGTGGCCCTTTGAGGAGGACTTTAGGTAAACGTTGAAACTGCTAAATGGCTGATTGAC
TACCTCAGCAGATGCAGAAATCTCCCAGCAGCACTTTTTCCTTTCCTCTCCCCGCACTCC
CTCCTTCTTCCCCCCATCTTTTCTCTCCCCGGTTTCATCCCCGTGCCCATCCAGCGTTTG
CTGAGGCTTCCGAATGGAGATGAGTCCTGACAGTGTGTCAGGGATTTGACAACGCAATAG
CATAAAAGCAGAGTGCTGGTGCACCAGCATCAGGCATGGATGAACGGAGTCAATGAGATT
TTGATGCTGCAAATTGGAGGTGAGGCTGGGGTTTAGGGCCCGGGAATCCCTTTGTGACTT



GTGCATTGTGCTCAGAAACCTGCTGTAGCAGATACATTCACCTTTACCTACCACAGGTGA
TGAACTGCTTACCAGGTAGACAGCTGCACACAATTTCTCAGTGTGG
>CL11861Contig1
TTTTGACAAGAAGATTCCTGTTTCTGTGAAGGAGAGATACCTGTGTGATTTCTTTTTAAT
TTCCTTTTTATTCAGCATGTGACTTAACTTTGTGATGAATGGCTGCAGAAATTGCCTCAG
GAAATGGTCAATGATTGAAATCCTCCAAATTGCAGTTCCTGGTTCTGTTACAAAATAACG
GCACATCGGTCTCCTTTCACTCTACTTCTGTAAAGAATTGTGGCAAGAAAGAGCTGTTTA
AAAAAGGACACAGAAAATAAACTGTTTAAAGAGACTA
>CL11862Contig1
TGTACAAGTTCCAGAAGAGCTGCAGGTTGAAGTGGTTGACGTTGTTGTTGATCTGTTGCC
GGTAGCTCTGCACCAGCTCTGTGTTGCTCACCAGTTCTTCCTGGCTGAAGAGATGAGGCA
GCACGATGTCCGGGATGGTGCTGGTCAGGCCGGAGATCTTGCTGGCTGCCCAGTCGATCC
ACCCTTTGCCATTGGGGTCGATGTTGAGCAGAACCAAACCCTCCACCAGGTCAGGGAAGA
TCAGAGCAAATTTGGCCAGGACAAAAGCTCCAGCTCCAACTCCGATCCCAACGATGCTCT
TGAATCCAAAGTGCTCCACTACTGTAGGCAGCATGCCAGCCAGCTGGTCCATGGTTGGGT
ACTGGTACCCCTGAGGGAACTGCGGAGCCCCAACCTGCTGACCGGGGGCATCCACGTGAC
AGACCACAAAGTGCTTGGTGATCTCCTGCATGTCCTCGTTGTGAAAGAAAGGGTTGAAGC
ACAGCTTGTGGTTCAGGCCCACATCATGGTAGGTGAGGATGGCAGGTTTGTTTCCTTTGG
GGGCTCCCCGGATCACCACGTGCAGCGTCCCATAAGGAGTCTCCACATCGTGTTCCCCGT
CCCAGCACTCAGGCATGGTGGCAGTATTAGCTCTGCTGACAGAGACGCGGAGGATGAGGA
GGAGCTGCAGGCAGACCTCTCCTGTTATCAAG
>CL11863Contig1
TCGGCACGAGGCTTCTGAAGTGGGAAGCCACCAACAGGGAACCGTTAAGCCAACCCGGAG
TGCTGCCTCTGTTCCGTCCACCGCCACTGCTTCTGCCACTGCTTCTGCAGCAGTGCCCAG
CACCACAGCCAGGCTCCTCATACGGAGACGACGGGCTTCCTCCACGGAGACGGAAAAGGA
CAATGACAAAGATGACAAAAGCAAAGAAACCCAGGGATCTTCTTCTCAAGAGGACCACTC
CTACAAGCCTTTAAATGGATCCGTCAGCTTTTACGGCCTCTTCCAGCTGTCCGGCAGCCT
CTGTGATTCTGGCAACAGCGGGTCCAAAACCGAGTGTGGCACAAAGTGCTCAGCCTTCAT
GGATGACGACATAACTGATGACGCTAAATGCTTCGTGGAGAGTGGCTACTGGAGATCAAT
TCTGAAAGAGATCTCCAGCAGCTGCCTCAAGCAAATGGACACCTACTTTGCTGGATGTCA
ATAAGAAACTCCACAAATCCAGTTTCTACCTTTTTAAAAAAGACTTTTATTTTCCTGTCA
TTAGAACTGACATCCTTTGGTGTTTCTGTACTGAATCTAATGCTNTCTCTCAATAAAAGG
>CL11864Contig1
TGGAAGCGGAGGATGATGGTCCAGATCAGCCCCAGAGTGAGGCGGTGGTTCCCATCAACG
ATGTCGTGGGAGCCCATGTTCTCCAGGTGGACCCGCTGCTCTTTCAGGAACTGCAGAGCC
TTGTCCACGTTTTCCAGACAGTGGATCCTCATCCGACCCTTTGTGGGTTTGGGCAGCCGC
TCTCCTGACAGGACCTCCAGCAGCTTGATGAGCATTCGTCCATCCCTCAGGTCCATGTAG
AGGTCTGTAATGCGACAGGAGACTCTGGATAGGTGGGAGTTCACCCATTTGGTGAAGGTC
TTTTTCTGCACAGCCTCGCGCTCATCTGCAAGCGCTTTGATGCGTGAGCGCTCAAACAGG
CGCGCAGAGCTGTTCTCGTTGTCCCAGTCGTCGGCGTCCCAACGGTTGTTGACGCCATCG
TTGAACTGTTGCTGAATCTCCATGTGCTCAAACTCCGCCGCCACCGACGTCATGTTGACC
TCTCCGTGACTCCGCCCCCTGTGCCGCCGCTGCTGCTTCTTCTTCCTCTTCAAGCTCTAA
GCTCCTCCCCACCTGTGACCCAATGCGGCTGTCAACAGGAGCTGCACGCTCAAACCGGCT
CTGAATGCCGGGTCGGAAAGCTGGATAAAAACCTTCAGGCCGGCAGAAGCGATNCTGGAG
TCCCGCTCGAA
>CL11865Contig1
GAGGCGGAAGCATCAGAAAACAAAATGTTGACGCAAAGAAGGAAAACCGTGGAATTAGTT
CTCATCTCAGCAGGGATGAGTTTGCTTCTCGTCATCACATCGGGACAATGTGCGATGCTG
AGCGAAGACCCTCAGATCAATACAACCCCGCCTGTTGTGAACTCAACCCTGAATACACAT
CTAGATAACAGCAGCACCGTGGCACTTGAGGTCCACAGCTCACACAGACTGTGCGACAGT
AAGGATGAGGGGTTCTGTGGAAACGGGGGTCAGTGCATCTACCCCCAGGACAACCACAAG
CCGGCATGCATCTGCAAACCGTCATTCACAGGACCCCGCTGCCTGTACCCCATGGAGAGT
CACTCTGGGCACGAGGTTGAAAAAGTGATTGCCATCGTTTGTGGGGTCACCATGATCATC
TTCATCCTGATGATTATCATCTACTGCTGTGTCCGTAAGAGTTGTGCAAAATCAGGATTA
CTTCTAAAATCTGCACCAGAGTCTTTGATTTGACCCCCAACGCTCCACTTNAGNATNGTC
ATCAGCGCACAATCCTCCCGGAAAACTCAAAAGGACTCCCTTTGAGAAAATAGTATTTAT
ATTGACTTTATGTTTTAAAAAGTCAAAGTAAAAAAATTTGAGAAATGGCAGACTATGTTC
TGTTCCACCTGTTGTCTTTTTATTTTCGGAAAAAAAATGCTGGGAATTAAATTAACTTTT
TTAGGTAAAAAAAAACCCAACTATTAATAATATATTTATTTATTGTGTTTTTATATGTAT
TTAAATATTTTGTACGATT
>CL11866Contig1
CGAGGCCCGAGTCCAAAGATGAAGCTCCTGCTGAGATCACAAACAAGGCCAAGAAGATGA
AGGCCCCAGCTGGGCCTCCAGTCAACGGCTCGCCGGCTTCTGTCAAAGCGGAGGCTGAAG
GCGGCGTGGAGTCAAGCGTGGTCGTTCCAAAGAGGAGAAAGGTCTCATCCATCAGGATGA



AGAAAAGTCCAAGGGCCGAAGAAGCGGACCAGCAGAAGACCGGAGGTCCTGAAGTCTCTG
CTGGAGCGTTACAGCAGCCAGAGGCCACAGGAGACGAGCAGAAGTCTGGTGCCGACGTGG
ACCCGAAACCCCTAGAGTCTCCAGAACCAGGACCCGTCTCACCTCTGAAGAAGAGGAAGA
AGAGGAAACTGTCAGCAGCTGAGCAGGCCAGAGGAAATGCAGAAAGCCTGCAAGCTGGCG
AAGAGAAAACACCTGAGGTTACCGTGGCAACAGCAGCAAAGAAGAAAAAGATGAACGGAC
CCCAGAGTCAGATCTCAGAGGAAACCCGTCTGACAACTGAGCTGCCATCGGTTGACTGCC
AGGAGAAAGTGAAGAAGAGGAGGAGGAAGAAGATCCCCGTGGAGTTTGAGTTTGAGGCGG
ATGAGCTGAAGGAGGCGGCAGAAGGAAAGATGGACGCCAAGAAACCCCAGCAGGTCAAGA
AGAAACCCACCCCCAGATCTGAGCTGAAGAAGGTGACCTTCGGCCTGAAGAACAACCAGA
CGGCTGAGTTCAGGAAGAGCGACCGCAGCCTGCTCCTGAGTCCAGAGGGGTCATCTCGAG
TGCCGTTTGACCCGGAGCAGAAACCAAAGTTTGGCGTTTTAAAGACTCCTCCCACCACGC
CGATAACCGGCAAGAAGCGTTCAAAGACCAAGACCTCCAAGACAGCGAAGGGCCCGGGGA
AACGCCGGCCCCTGGCGTCAGACTTCTTCTGACAGAACAAGAAAGTGGACGATTCTCTGT
GACGTTTGAAAGGACACCTGAACTCACCTGTTGGTTTTTGAGAGATTCTGTTTTAATAAA
GTTCCTCCTC
>CL11867Contig1
GGCACGAGGATGGCTTCCTATTTATCTCATGATTGAATTCCAGCAAAATAGAAAAAAACA
GGATAAGAAGCCAGATGAGAATAAAAACAGTTATAGGAAAAAAGTTTTTTTTTTCTGTCA
AAATCATGCTGTTTTACATAAAAATTGAATCAAACAATAACATGAAAAACCAAAAGCATT
GGCCTTTTTGGTTTATTTTTTATGAAGTCATGCTTTGTTGCAAAACATTGTAAGAGCATT
TGTGTTTTGTATTTTCCAGGTTTACATAGCTGCATTTGCTATTTCTGGTTACTCCACTGC
AATGTTTAGAAACCGCTACAAGCCCTTCAACCCGGTGTTGGGAGAAACCTACAAATGTAT
CCAAGAAGACCGAGGCTTTCAGTTCATCAGTGAGCAGGTGAGGTGGCTTTGCTGCAAGAG
CCAAGAAACAGACCTGAAACAGGAATGGAGGCTTTCTTAAAGCTGGAGGAAAAAAAAAGA
GTAAAAAGTAAAAGTTTTTGTGATTTTTCTTTTCGGTTTTTGGACCAGGCTGTTGTTCAC
CTTTCAGTACATTCTGTCACAGCGAAACAGCTTTCACTGATTTGCACAGGTGGTTTGGCA
GAGATTTTTACGTCGGATACCCTTCTGGATATAACCCTGTATTTTATCCTGGCTGAGAAC
CGGCACAGGCTTGTGACTACATAGTTAGACAGCAGCATGAAAGGGTCCTGCCTAAGGATC
CACACTGAATCATGGTCAATCAGCACCCTGGGAATCGATCTTGTGCTTAATCAACGAGCA
AATA
>CL11868Contig1
CTCGGATCTGCCCCTGGTTCTTTCTTTGCGGCTATATCTGGGGCTGGGTGTTCGAGAAGC
AGCGGGTCGACGGTAAGACCTCTCTAAATGCCGGCTTCTTGGACTCCTGATTTTATAAGT
ACTTTCAGCTTCGAGTTGAGAGGGGGAAGCAGCTGGAGTCTCCAGTATAGAGCCTCCATC
TGGCCCATGCTTGGTGGTCTTCTGTCCTGGACGCTCAGTCTGTGGGGCATCTTGAGGTTT
GGTTGGAAGCACAGTATTTGTCGGTGCCACGGAGCATTGAGTGATTTGTGAAGGAGCATG
GTCCTTGATGGTTTGAATAACGATAGAAGATTGTTGCTTGACATTCCAGCGCTTTCCTTG
CTCCCATGAGGAAGTGCCTTTGTTTGGAAGGCAGTAGTCGTGATCCATGCATGCGAGGGA
AGAGGAAACAGCGGCGGCAGCCGGAGAGACCAGTTTACTGTGGGGCCGCGCTGACGGCAG
AGGCTGGGGGTCTATCTGGATAACTTTAGAGGGGCTGACTTTGGGGCCTTCTCCAGCCTT
TCCCTCTACTCTGAGTGAAGCCACCGGCGCCAGAGGTTTCCACATTTGGTGTGGGGGAGT
GGCTGGAGGAGTCAGAGCTGCAATGCTGGAGAAGTCATTAGCTCGCACACGCTCCACAAC
GGTTTTCCCTCGTCCGAATTCCTCAGCCCGGGGG
>CL11869Contig1
AATTTCACTCCGCTCAGAAAGAGGCTCCTCAGAAACTTTAAAGGTTTCCAGAAACCATGA
GAGGCTTTTCTCACCTGCCTGTTTTTGTGGGAGTGGCCTGGTTGTTCTCCGGCGTTCAGT
GTGATGTGAGCTGCAAAGGAACAGACGGCCATCCAGGTGAGGCAGGAGCCCCCGGAAGGA
ATGGCTGGCCTGGAGTGAAGGGCGACAAAGGAGATGCAGGAACGTTGACCGATGGTCCAG
GCGGCTCAGATGTCCTGCTGAGGATAAAGGGGGAGAAGGGGAGTCGAGGGGAGCAGGGAG
ACTTGGGTCCCAAAGGTTACCAAGGTGATCTGGGATCACCTGGTCTGCCTGGTAAACCTG
GTCTTCCCGGACCGGATGGGAAGAGAGTCGTCCGAGGCCAACAGTCGGATCAGGATGGCG
ACCAATCCGCTTTCTCGGTCATCAGGAACATCACCACCTATCCTTCCTTCTCTCAGACGG
TCAAAGGCTGGGTGGAGGTGGTCAACATACCTGGTCACTTTAAAACCAGCACAGGCGAGT
TCATCTGCAACATATCTGGAGTTTATTACTTCAACTTTCACTCTGTTGCCAAGGTCAGCG
TCTGCTTGGCCATCGTCAGCAACACTCTGGAAAACAAGCTGGTGTTCTGTGATTACAGCA
AAGGCGGTGAACAGGTGCTCTCCGGGGGCGTGGTCTTACAGCTGACAGCAGGTGACAAGG
TGTGGCTGGAGTCTCACAGAGACCTGCAGGGCGCCAACGTCAACGCCGACACTCAAAGCA
AGCAGATCATCTTCAACGGCTTCCTGATCTTCACAGCCCAGTAGCTGCTCTGTTCAAATG
AAGACGTCCTGTTTGTCATTTGCCTCAAACTGCAAACGTTCGAGTCCCAAGCGAGAGCTG
CACTTCTTAACAGAAGGAAAGCTGCTTCCAAAAACGTCTTATAGTTTGTTTCACGCTCTC
>CL11870Contig1
GCTTTATTACATAATGAATCTTGATGCATTTATGATCATGGGAAGGCTCTCGAGCAGAAA
AAAGTATTATAAATATTCAATACATTTATTGTAAATATAGGAAATACCCCTGGAGTGAGA
CTTAATCCAAAGTTCAAAAGTAGAGAGCTTTGTGTGTATATATTTTCTGTTTATAAATTT



ACAATCTACATTTATATGAACTTCCGATTTTTTAAATGACATATTCTTATATGTCTTTAT
TAACTGAATTATTTACTTTGTTATACAATTGTGTATTTCTAACAGAAGGCTGATTTTGTG
CTGATCCCAAAGTTAAAATTAAGAGAGCTTAGAGATTAAAAGAACAGCAACAAAACACAT
AATGAATTGTCTTAAGATGATCTGTGAATTTCAATGTAAACAAAATAGCAAATTTGTGTC
ATTTATAGGACTAAAAACAAGAAAATAAACAAGACATCTGTGCACAAATGCAAAAGTGCA
TGTGCTTTTTTGATTCTCATTACTGATTTGTTCAGGAGAAATATCCATTTCCTATTTAAA
TTTATTCAATCATATGTTCTGTCAAAAATCCTTCAAGAAATTAATCTTTTTATACATTCT
ACAAACAAGAAGACATCGTTTCAGTTGGATACAGCAGCAAAAAGAAATGACAGTCTAGGA
TTTTACAGCCTCAATGGAGTCCAGGGCTTTTTGAGTCCTCCTCATTTTGAATTGGTGT
>CL11871Contig1
TGNCTCCCNACCTTGTCAGTNACCCGTTAAAAAAATAAATNACAGTGNCNCAGNTTCNCG
TTAGCCCCGTTAGNATATTTNCNCCNAACCTTGTTTGCAACTTGTNCAAAAAAAAAAAGA
CATTTTGACAGAGCACTGCGTACCTCTAAAAAACATCAGTAAACATAACTAACATTAACT
CATATGAAAGCCATTCCAGAATATAAGAAGCACTGTCATTTTTGGAATAGAAATAAGGCT
TTTAAGTGTGTCTTATAGTGCAGAAACTACGGTAGTCTATTGAAGTGTGAAAAAATTTGC
CCTGAATGGCAACTGTCATTTTGCAGTGGGGGCACTGGTCTGCGTTGATTAAAAAAAAAA
>CL11872Contig1
GAGGGGCAAATGTTTTATTCTGACCGAAAGCTGAACACATTTACATTCAAGCCCCGCCCC
CCTCATCGCCGCCAACGTTCAAGTTCAAGAACTCAAATCCGACGTTCAAGTTTCCCCCGT
AGAGAGCAGCGATGACAGAGAACATTAAAAAAATACAGAGAAGCGTCGAGACCCGGATCA
TCCGTTCACATTTGAAGACGAGGAACCGCCCCTGAGGCACTTCGCTGACCCCGCCCCCAT
GGTTCCTGTAGAAATGAAGGCGCTTGGATCCGAATAGTCCGTCAGGCTATTTACAAACGG
AGCGAACAGAAGTGATGGCGGCGTCTCTCCTTCAGCGCCAGCGGCTTCATCAGAGAGACG
CACCGATCATTTCTGACGACTCGCGTTAAAGAATTCTGCAAGAAGTAGTGAAATGTTTGA
GTCTAAAAGGTCGTTTACGTCGTCTTAAGCANCACAGCANCAGCATCTGTTCAGTTTTCG
TGGCTTTCAAGTGGACGTTCACACAGGTTGAGGGTTCAAGTCCTGCACAGGTGGGAGGTC
CGGGTCTCCTCAGAATAAGATGAGTTTGCTGGCGGTTTTTTCCTGCNC
>CL11873Contig1
TTCGGCACGAGGGAGAGAGNAGAGGACATAAAGGCTCAGGGNAGTTAGGCGGGAGAACTG
GACAGCAGGCAGGCAGCTATGGCACACAAACATGGGCATGTGAGGGACAGGATTCAGTTT
GCCAATGCAGAGGACAAACAAGAATTCAGCAAGTTCCCAACCAAGGCGGGGCGCCGCTCC
CTCTCACGGTCCATCTCGCAGTCTTCTACTGACAGCTACAGCTCAGCTGCATCCTACACT
GACAGCTCTGATGATGAAACCTCCCCCAGAGACAAAACCCAGGTCAACTCCCACGGCAGC
AGTGACTTCTGCGTGAAGAACATCAAACAGGCTGAATTTGGCCGTCGGGAAATCGAAATA
GCAGAACAAGACATGTCTGCCCTGATATCCCTGAGAAAGAGAGCCCAGGGGGAAAAGCCC
CTGGCTGGGGCCAAAGTTGTGGGCTGTACCCATATCACAGCTCAGACAGCTGTCCTGATT
GAGACCCTGGTGGCCCTTGGAGCCCAGTGTCGCTGGACTGCCTGTAACATTTACTCCACT
CAGAATGAAGTGGCTGCTGCTCTTGCTGAGACAGGGGTGTCTGTTTTTGCATGGAAGGGT
GAATCAGAGGATGACTTCTGGTGGTGCATCGATCGCTGTGTGAACGCTGCAGGATGGCAG
GCCAACATGATTTTGGATGATGGTGGAGACTT
>CL11874Contig1
AGTGCCGGCTCATCTAGGACTGTGCTGCCTCCTGTTTTACGATGGGCCAGCATCATGGCC
CGGAGTAGAGGAGGGTAGGGGACGTAGCGCACAGGTGGTTCAGGGAGGGGCTCAAAGTCC
TTAAACTGCTGCTCCATGTGTTTAGGAATCAGTCGCCAGTCATGGTACATCACCTTGTCT
ACTTCTTTCATCTCGCTCTCCTTTTTCCCTTTATATGTGAGGACTCCCCATGCTTTGCCA
TGATCCATGTTCTCAGCTGTGTAGTCCACCTTGACCTTGGTAATCTGCCAGAAGCTGGGC
TCATTGTGATCCTCCAGCCAGGACTTGCGAGTGAACATGCGGCCCACTCCGAACAGTCTC
ATGCCTGCCAACAGGGAGAACAGTCGGCTCTCCCGCCGGACGTCTTGCCAGGCCAACACG
GGCAGCATCTTCCCCGTGAGAGGTCGCCTCATCGTCTCATGGTCCAGGGAGTACTTCTGG
GACTCCCGCGGTCGTGACTTCAGCTCTCGGTACGCTCGGATCTTCCGAGCCATCTCTGCT
ATCAGACGCAGCCTCTTCTTCTTCGCCATGTTACACAGCGCCCCACTAAAAGGATACCTG
CAAAGGTGTTGACAGTAGAGCGTTTGCTTGACCTCAGACAGGCACACGACTCACTTCTTG
CTAGCTGTCCGTACAAAACTAGATCCCCCGGCCATAAGGCCCGGGTTAAACG
>CL11875Contig1
GGGAGGTCCTTTTTCCCTGAACATGTAGAGATCATCCCTGAGATGAGGATTTCCACTCTT
GGGTTGTCACGAGATGGAGATGTTCGCAAGAGGAACATAGCTGACCCCCAGCCCCCTTCA
GGCNGGTGATGATCTGCCGGATGTGGAAGAAGCTCCCTCCAAGCCTTTAAGGAAACCCCA
TCAGCAGTGGGAGGAAGGGGAGCAGGAGCTGCCTGAAGTGCAGGAGCAGCCAACAGGAAA
GTCTCCTGCCCCGGGGAACTGGTCCCCTCTTCTAACCAACGTGTGCCTGTGCACGGCGCT
GGCCCTCAGTGCTTACGTTTGGTATCGAGCCTATTTCCACTGATGTCTGTCCTCCCTCTT
CTGATTTACTCCTGTTATTCCACCGTCGCCGCAAAAATGGACTCGGATGGCCAACCGGCA
TTCTTTGACTCTGCAGCCGGGTGGACGCTGGCATTCGGGAGATTCAGGTTCAGCTGTTTT
TAAATTGTTTGAATGCTGTGTGGGACGAGGCTGGCCGCCACCCACAACTTCCCCAAACCT
TCTTTCCGTACGCCATCTTAGGTGCTCAGGGCCTCACTTTTTT



>CL11876Contig1
GTCTATCTAGTACCAACTAAGAGTACAACTAACAACCTCACATTTCCAGAACAAGCAGTT
TAGCAACTGGATCATTGATCTCAAAATGTACCTATGGGATTTAAAGAACAGGTTACTGCA
ATTGCCAAGTAACATGTGGATGTGCCTGAAGCAGCACTGCCATGTGGACCATTGATATAT
TAGCAAAAACCAATCTACCCTTTAGGTTCTGTTGGGTCCGCCACACCTGCCTATCACAAA
ACACACCCTTAGTTCCACACAGATTTGAGCTCTAAAGACAATAAAATGGATGACTTAAAA
GAAAATGCACCCCCCTAGTTGTAATGGATGAAAAAAATTAAAAAGGTTTGGAGACCATGC
TGTGAACAATTATTTCTGGTGTAAACTTGGAATTTTTCAAATAGGAGGTAATGGAAAATC
GCACCCTTCTAAAGCCTGCCTCCAGTGGTCATTTAAGTAACAACAACATTTAGACTGGTT
GGTTGGCCTTAAATTTGTAAAGAAAATGTAGGATTTTTTTGTGAAAAACAAGCCAAGAAA
ATCATAGCAGTAGGTTTAAAGGTTGTCATCTGGACTTGGTTTTTTGAAGTTGAAGACGTT
TCACCTCTTATCCAA
>CL11877Contig1
TTCGGCACGAGGCCAACTCGTATTATTGATCCCTGTGAGAGAAACAGGCCCTCAAGCTGT
GGGGAATTCTTATTCTGTCAAATGTTTCCAGTCCACTACAAGCAGGACCACCAACAGCTG
ACCCACATCCCAGCTCAACTAGTCAGACAACAGAAAATATAACTATAGTCGTGTACTTAT
GAATTATTAAAGGATCATGCCTCTTCTGAAGTTAACACTTAATGAAAAAGTTTATGTAAA
AAATAATTCAAGTCTTTTTTTTTCAAATTTGTACAATTTTTTTCAGTTTTGTGTCATTAA
AAAAATTCTGTTTTTATGTCTNANAAAAAAA
>CL11878Contig1
TTCGGCACGAGGGTTGAATGCAAAGATGCACTTTTGTTGTTTTTGCTGTCAAACACAGCT
GGATTCAGAGTCCAGCAGATGACACAATTTGCCCCCTGTTCGTCTCACCCCCCTTTTCGA
CCCCAGGTTGTGCAAAAGCTGCAGCTGTGCTTTCTTTAGTGCAAGTTTAAGTAAACTATA
CTGTATGTTCCCCAGAAAAGAAGATGTCCAAGGTTTCAGGAAAATAGTAATGTATCTGTG
AAAAAAAGAAAATGAAGCTCTCTGTCAGGATGTCATTTTAAATTCAAACTCGTCTTGGAT
CAAATGAAAGTTATCGTGAAAGGACTGCAGATGAATCCAAAAGTCTTTTACAACATTTTC
AGCCAAAACAAATTGTTGTTAATTTCGTAATAGAGCTTTTTTTCTGTGAAAATCCTACAG
ATTCTCAAAACATGTTTACCCTTAAATCTGTGTGAAGGGGTTCTGCTTGTGAGTTGAAGG
AGTGACTATGACCTGATGTTTACCTCCTATAAAATTGCTCCATCGAGGAANAAAAAAA
>CL11879Contig1
TCGGCACGAGGCGTCAGCAGCAGCAACAACAGCCGCAGCTCTCGGCTACGTTACAGCTAC
GCGGTGGTGTCACGTACCGACTGACCGAGCGAGTGAGGTGAGCTGCGACTCTCCCTCTTT
GTCTCACTGTGCACCTGCATGTACTGTGAGCAGTCCCGACCCGTTGGAGAGGTGCTGTGC
TCGGTCACTGTGCTGCACTGCAGGAACCCATGGCTTCCGGCCTGCCGACTCCCCTCTTAG
GCTGCAGGCTCAGGCTGTTGGAGTTTGTAACTGGGGCTGTGCTGCTGATGCTGGTGTCCG
GTATTGGGCCAACGTTTTGTCAGAACATATACACCAACACATGCTTGCTAAAGTAGAAAT
GAAACACTTTGAGATGGAGGGCCTGTCAGCCCAGCAGGTTCAGTCAGCTCTGGTGATCTC
TTCTGGCCTCTTGGTGAGGCTCCTGACCTGTGGCTGCACAAAGTACCTTACAGATTTGTG
AACTATGATTAATGTACAAAAATGAATATCTTAAATGGGACATAACTCTAAAATAAGGCC
TATTTTTGTACTATATGAATGGTGCAGTGTAATTTTCTTGTAATTTAAATATTTTCTTTT
GTTTTTCCTTTTTATTTAATTGATGTCAATTATAGATTCTACTAAAAAAATAAAGATCTA
TGC
>CL11880Contig1
GCACGAGGGGCAACTGGAAAGAGAACGTGTCTATAAGCAGTAGTGTCCACGGCCTGGATA
AATGTGGAACAAATGAAGTAAACCTTTTAATTTCAGCAGCCTGTGGAATGACAGAGGATT
TTCCTTGAATGGCTCGTTTCAGTCATAGTTGCATGCACAAATGTGGCTAGTTTTGCACTT
TTATATTTATCATCTTATTGTTTTGAGTTGTTAAAAACTAACAATAACAAAAATTAAGAG
TTTTATTTTTTAATCTTTTTTTGCATTGTGTTAAACGTATTTGCGCATATCAGGACTTGT
TCAGTTTTGTATTTTGCAGGCTGTGTGTGTCGACAAGCAGTTCTACCATTAAAGAAAAAT
GTTTTCAGAAATGGAAATTCATGCTTTGTTGTACACATTTACAAATAGATCAATTTATAT
TTAAGACTTGTTTGTTTCAAGTATTAAATTAGATTTTAACAGTGAATTGTCAATCATTAA
GTAAAGGGGATAAAGTCAAACGTAAATGTTATATCTTCTGTGCCTGTACAGGTTAGATGT
CACTTTCTGTTATTTGTTTTTGAATAATTTTGCTTTTTAGGACAGAAATACATTCCACTG
ATGCTTCTGAATTTTTAGTTTTTTTTAAATTAAATTATTCATATACTTTGTTGGGAATTC
TTGGTTGAAATTTTCGGTACGTGACCAGATCTTTCCTCGGTAGTGAGGAGTCATTAGTCA
CCCAAAACAATAAGTTCACAATGTAAACTGGATGAGGGGGCTTTTTTNGTAGACTCAGCT
CAAAAGCACTTCTTGAAACCTGAGTCACATTGGGGCACATTAGGGCATTTGAAGCATTTC
GGGATGAGTGGGCGTCTGTGTGGAACCTGCTCTGAGTAAACACTTACCTTTTATAAAGGG
CAG
>CL11881Contig1
GGTTAGAGTGGGGGGGTAGTTGATATTACAAAGTTAAAACATAAAAGTGTTGTATGTAAA
TTACATAACTTAGTTCACACAGCAACAAAAAAAAATCTTTGAATATTTCTAATCAGTAGA
TTTTTTGTATGGAAAAAGGTGGTTTTGTCTCAAAATCAGTTATGAATTTTACAGGAAACT
AACTTTTCCTGTGTTTTATTCAGGCTTTTCTACAAACTCGACAATCAAGTATAAAAATGT



CCCACCTTTTCTTGATTTGAGCAAAACAAACCACCTGAAAACATCACTTTTACTGGCTGG
TAACTCAGAGTTTTGACTGAAACAGCATTAAAAAAGAGGCTGAGAAAAATTTCTTTTCCC
TCCATACTATTTTGCACCTGCTAAACTAATATGACAATCATAACACTTCCAGGTCTGGAC
CAAGCAGCTTTATTGTGAAAATACCCTAAAGGTATTGTAAAAAAATCTGTTTTTGTTCCC
AAAGTTCATTAAAATAAACATTATTTTCATCCTGTGGTTTATGATTGCAGTATTGTTGTG
TAACTTTTCTGATCATATTGAAACTATCAGGATGCAGCTTCAACTCAAGTCTTTGTGTGG
ATCAAAATCATATTTACCATTTTGAACACTAGATGTCAGTGTTGGATAGTGTACCTTTCT
CCACAGTTCATGTAAACATTTGATTTCTGTAAATGAATTCATATTTTACTCGCATTTTGT
AAAGTAAATATGTAAATAAAAT
>CL11882Contig1
CTGTTTATATAAGTTTATAGAAAAATCCGCATAAACATACTTCATATATAACTACTGGAA
AACATCAGATTGATACACTTGTTCCAGCCTCCCATTCACAGGTATGTCTGAGTGGAATGT
GCCATCATGAGCAGAGCGACACAGCAAAAAGATACTGGGGGGAGGGGGGGTGTTTACAGC
AGGCTGTGGCGGACAAATTGGACACAGACATATTTGCAATCATGACGTTTTTTGCCTAGT
TAGGTGTAAATTGATCTTGGATTGGGGCAGAGCCGAAACGGAGCATGTGGAAATAAGACT
AAAGCAGCACATCGCAGGGTGGTATGACCCAGCAAATGTCATCAGACTGCACACTTAAGG
GAGGCGACTGAGTCAGGTGTTTGAGCCAGTATTACTAGAACAAAGCCAAGTTATAACAAG
AGCAATTCAGCTAATATGGAAGCTCGTAATCTTACAGACATTTTTCAATAATATAGTAGT
TGTATAAAACTCTGAAGGATGGGCCGTATGCCTGAAAAAGTCTTTTAAGAAGGATTTTGA
GATACTTTGTGTTAAGTATCAGATGTGTTTTCATCTCTCACTTAAATGGGTTTCAGGACA
CGGGAGGTCACAAGGATTCGTGTCGGGCAGCAGTCACATGCTCCTCATGGACCTCTTTAC
ATCTCAGCATCTTTTGTTTCAAGAAGTTGTAATTTATGGTGGACGTGGTACTTCAGGAAA
ATATTTCATATAACTCTTANGTATGTACATGTAAAGCCACCAAAACTGACAGT
>CL11883Contig1
TCGGCACGAGGGACGTTTTTAGTTTTACTTTCATTTTACTTTCTGCTTTGAAGGATTTTT
CTGAGCAGGAGAAATGGATGTGGTTGAAGCCATAAGTATGCGTGTGTGAACACTATCTGT
TTTGTGTACATGTTGACATTTTTGCAGCTAGCAGGTGTGTTGATAACATTTGAGTGTGTG
TGGACAGGCCCCGTCCTTTGAGATTTGTACTACATTTGAACCGTACCGTAATGATAAACA
ACCAGTAAACTTGTTGCTTTATGCTGCTTCATGGTCTTATCCCCCCCCTATTATCACCCT
CCTACCCCCCCCTCTCTTTAACATCCCTCTCTCTTCTTCCCTCCTTTCCTTTTCCGTCCG
GTCCAACACCAAAGATTTTCAAACATGATTGAAATTAATAAAGTTTGGCCTCGATTACAA
AAGGGGTTTATTCAGTCATACCTTTGGTTTGTCTGAAGATTAATAACCTCTGTTGTTAAA
GTAAAATATGTCCAACACAAGAGGCCCTCAGTTCTCATCTTGTTGGACAAGACAAGTTAA
AAAAAAAA
>CL11884Contig1
GAGGCTGAAGGATTCTGGGTCCATAACAAATACACACAACTGGCTTGATCCGCAGGATGC
TTTCGCGCCGGCGTGAACAAATAATCCCCAAAATCAAAAACAGAAGCTAAATCCGCCACA
GAGGTTTGCGATGACGCCGTTTTCACGGTAACCCGCTGTGTCAAAGCGAAAGCCAGCCGG
CTTCATTAAGGAACTTCAAACGCTCATAACGTCTGAACAAATGCAGAAGCATTGGCAGTT
CTCTGTGCTGTTTGGCCTCAGCCCCAGCATGCATTGCGGTATCTCCCACATAAATCTAGC
AAGCTGCTGCAAGCACAGAACGGACAATTGGTTGCTGGTTACAAAACCAAAGAGAGAAAG
CTGGCAGTGAGGCGAATGTTTTTTCTATGTTGGTTTCACATCTGGTAATGAGTGAAACAC
TTGAATCGGATTTTTCTGCAGACTTTTTGAAAGCTGAATCTTTCATATTCTGTGGACTAA
AAAGACAGTTTATGATACAGTTTGAGCATTTTCCTTTAAATCCCAAC
>CL11885Contig1
ACTACGAGGGGGGTCAAAACAACAAAAGAAAGACAGACGTGCTGCAGGGCGGTTCCTGGT
GCCGAGTCCAGTTGTATGTTTTCTGACTAGNAAATTTGTTCCGGATTATCAGGGGAAACA
AACTGTGGTTCCCTTAAAGTGGACCAAATGTGTCCAGTCTGAATAAACTCTT
>CL11886Contig1
GGCTGGATTTCTTTAGGAACTGGAAAAACTACACCGCTGGCTTTGGGAACATGAACGAGG
AGTTCTGGCTGGGTCTCTCCAGTTTACACAAAATCACAGCTTTGGGACACTATGAGCTTC
GAGTGGACCTGAAGGACAAGGGGGAGTCGGCCTACGCCCAATACGACAAGTTTACGCTTT
CAGAGCCAAGATCGCGCTACAAGATCAACATAGGAGCGTACAGCGGAACTGCAGGTGACT
CCATGACCTACCACCAGGGCCGGCCCTTCTCCACCTACGATAATGATAATGATATCGCCG
TGACCAACTGCGCCCTGTCCTACAAAGGTGCCTTCTGGTATAAAAACTGCCATCGTGTCA
ACTTGATGGGGAAATACGGGGACAGCAGTCATAGTAAGGGGATCAACTGGTTCCACTGGA
AAGGACACGAACACTCCATCGAGTTTGCAGAGATGAAGATCCGGCCAGCCAACTTCCGAA
ATTTAGAAAGCAGGAAAAAGCGATCGTAGTCGCGTGAACCTCCCCTCTCCTGTGCGGCAC
CTCATCAACAAACCCTCATTTCCCCCACATCTAAGCTCTGATTCTTATTCCGTTCAGGTC
CAGAACATCACGCCAAAGAACTGGTGCAGAATTTAGCCCTTTTGTTTGTCGCCGTGTGAC
TGTTTCCCTCAAAGAAAAGAGCTGTTTTCCCCTTTATGGGTTGGACATTTGTGTGTCAAT
GTGACTGCCCCGCCCAAAGCCAGGAAAACTGGGAACCTGCCCCCTATCCCTGAATCTGTC
ATGTGTATTTTAGGTGAATCGTGTTTTAAATTAAATGAATCTTTCATGAGAAAAGTTTGG
TTCTAGTGATCATAAATTAACTCTTTATTGTACAAACATCCACCGAACGTGCTTGTTGTG



AACCTCCACTTCTGAGCTGCTGGTTTCTGGCAGATCAAA
>CL11887Contig1
ACGAACTCCATTGGTGACCTTCGACCCCAAACAGCCATCCAGCTCCACGAGGACTTATAG
CCCATGTGTCTACATCCTCCGGGTCGGACCACACCAGATCACAGAAGGCCCCCTTGTGAG
GAATCTCTTGATTGCGTTCGATGGTTCGGATCTGGTCCAGAGTCTTGATGTCTGGTGAAA
GTCCACCATGGACACAGAGGATCTGCTCGTCTATTAAAGCTGCCACAGTCAGCATGTCAA
ACACTTTGGCGCAGTACCTCCAAGCGTTGGCGTTTCCATACTTTGTTTGACATTCATCAT
AAAAGCCGTACACTTGTGTTATTTGTCTGCTTTCGTGGTTTCCTCTTAGAAGAGTGATAC
GATCCGGCCACTTGGCTTTTAAAGCTAGTAGGTATGTAAATGTCTCCAAACTGTAATATC
CTCTGTCGACAAAGTCTCCCATGAAAATATAGTTCGTGTCTGGCACTTGGCCTCCAGTTC
TGAAGAGTTCACAGAGGTCATAAAACTGACCATGAATATCTCCACAAACTGTAACGGGAG
TCGCAACGGGCTGAACATTTGACTCTTCCAGCAGCAAATCACAAACATAATCACAAAGTC
TCTTTAGGTCATTTTCTGGCAAATATTTGCAATGTTTTGCGATTTCCACGTACTTATCGA
GGTNCTAAAGGTGCCATAATTACAGCTCGAAAAAGAAACGACGACTAGCCAGCTAGCAGT
AAGAAGCTACTGTACTTCTTCCCCCGGCCATAATGCCCGGGTTAAC
>CL11888Contig1
TTTATTTTACACATGCAATGTTTCACAGTGCTTCAGTAAAAATATTTTGCATCAGAAAGT
CCCAAATGTCCCAAACCCAGTAAGCGAGCGTCTTATTTCCACTGGCCTGCCTTAAACCAT
CTTGGCTGAAGTTTCACTGTGGCTCCAGATGTTGCTGTTGGTTCCACATTGCGACACGTT
GCTCTGCTGTTTGTTACCACAGACAGGAGTAACTTCAGTTTGTTACTTAAAATCCTGCTG
CCGCTCAATGATTACAACCAAGTTTCGTAAAGGTTTTGCCGCTCTTTCATAACTGAGAGA
AAAAAAAAGGAAACTGAGTTTATTTCAGGCCATGCAGAACGCAGAGATCTGGAATTTGAA
CCGGCAACTGTTTATCCCTCTTAACTGAAGTCACAGATGTAAGCGGCAGAGCTTTTGAGT
GTTTTTCTGGGAGCTGAATTAGTGTCTTCGTGGTTCTTCTTGAGAACCCATCTTTAAAGC
AGGCTTTGTGTCTGTGATTGAATACTTTCGTGCGCTAGAATACATCCAAATCTGTCAGGA
AATGAACAGAGACGCTCTCAAAGCCGCTTCTGTCTGGAGGGAAGGCCTCTGCTGATGTTT
TTGGCTTCGTTTCATGAAGCTCCTCCGGGTTCGTGGTAGTGTTTTGCCCCTCCCAAATAC
ATTTGTAGTCCACAGCAAACGAAATAAAACACAAACATCTGTAAACGTCTGCTGCACTCG
CTCCTGTGAACAGCAGCGCTCCCTCGTCGGCCTCAGATTCTGCAAGTTTTCCCCTCTTAG
ATGAGATACTTGGGAGGAGTGGACATTTATTCTGGATTAAAGTCCGTCTCTTAATCCCTG
TAGGAGCAGACCTCGTGCCGAA
>CL11889Contig1
TCTCTGCGGACAGGACCACACAGAGAAAAGGGGTAGAATCCACCTGACCATCAGAGGCGA
CAAGGAGGACGTCTACGTGACAGTGCGTGAGGCTCGCAACCTGATGCCCATGGACCCCAA
CGGATTGTCAGACCCGTATGTAAAACTCAAGCTGATTCCAGATCCAAAGAGCCACAGCAA
ACAGAAAACCAAGACCATCCGCTCGACCCTCAACCCTGTGTGGAATGAGAGTTTCACTTT
CTCAGTGCGTGGCCACCAGTGGGACAGACGCCTGTCCGTTGAGGTGTGGGACTGGGACCG
GACGTCTAGGAATGATTTCATGGGTGCACTGTCCTTTGGTGTCAGTGAGATTTTCAGGCG
TCCCATCAGTGGATGGTTCAAGCTCCTGGCTCAAGATGAGGGAGAGTACTACAATATTCC
TGTACCGGACCCTGACCTGCAGGAACCTCAGCCAGACGTCACAGTGCCCGTTCTGCCTCA
AGTGGTGGTAACCCCGCTGCCGGAGCCGTTCCCTGTGGCCCTGTCCTCCATCCCCATCCA
ACCCTGTCTCCCGGTCCATAAGTCAGGTTCCACCAAAGTCACAGTGAGCATCCACGACTT
CAACTTCCTCATGGTGCTGGGCAAAGGGAGCTTTGGCAAGGTAAACATGATGAAATGTCA
TCCTCGCTGAATACAATCAGTACCTTTGATCCAACAGCTGTAGGTGATGTCAAAGAGCTT
CATCATGCTGAACACAACAGAATTATTCCTGGCTTTGAAGAATTTCTTTCATGGTCTTGA
CCTTCAAGTGGCATTTTACAGTGGAACACCTGGGAATAGTGAGGCTGAGGTGTTTTGGAA
AAGAAGGTTCTATTCTTTCTAAAATGCTCATTGTCTCTCCTTTTACTCAACTTAACCCCC
TGGTTTCACTTGAGGTGTCACCAGTCAATAGACAAGGTTGTCCATCTTCTCACACACCAC
A
>CL11890Contig1
ATTCGGCACGAGGGCCTCGTCATGCACGGNAGCACGCGCGGCCGCGGGGCCCCGCAGGCA
GGGAGGAGCTCCTCTGTGGGGAGATCTCCTCCTTGATGCTGTCCAGGGCGGCGTCCACGG
CTTCGCTGGTGAGCTCCTTCCTCAGCTTGGACATTTTCTTGGCGGTGTTCGGGTCGTAGA
GTCCAAAGACAACCCGGAAGACCTCCTCCGGGGTTAGCTTCGTTAGCATATAGGCTACTT
CCCGCGCAGGAGATTCTTCTCCTTCCCGGAAGTCCTCTGAATCGCTCATGTCGGTCTTTC
TCTTCAAATACTTTCTCCAAAATTTACCAGAATTACCGAGAACTTCCCCAAAGTGTTAGT
TAGGGTCACACCTGATCGTGGGTTATATGTAGTTTTTTCCCCCGGGAACGGACAGGAAAT
TCCAGGTAAATTGATGTCAAGTGACGTAATTCTACGCCATTGTCCGTCGTAATAAAATCA
CAATTTAGTCTACTTCTGTCGTCTTACCTACTAACTATGACATCATCTGAAACGAGGTCT
TTGAGCCTTCGTCTGCTGTGACGTCACTGGCTGTCGTTTGATGTTTCTATTGACATTTCA
GATAAAGAAATGCATCAGAGGAGAATACGTCACTGATACTTAGAAAGACTCACTTTAACG
GTTGTTTCTTATTGTGTGGATTATTTTACTTATTTATTTTTGTCTAAATATAATTTACTT
GCTGTACA
>CL11891Contig1



TCGGCACGAGGGATGGGAGTCTTGTGCAGGGACAATGATCTGTTTTCCAGTGTGTACTTT
GACATAATGGCAGAAAAACTTCCTCAGTGTTCCTGTGATTTACAGGCATCTCTTGGACAT
GGCAGTAGGATACAATATTTTTGTGACAAGATTATTCATCATATTAAGTATTAAAAAAAA
GCCTGACCATAACTGACCAGCATACCTTTCCAGGGTGTATGTATGTGCGTTGTGAGAAGA
TGCGTAATTGTAAATATTGATCTTTTTCACTCTTTTTAAAATCAGACACTCAATTCCAAT
CACAGAATTTTATCCAGTGTTTTGACCTGGATGTAAATATTTTCTAATTTATATTGTTAT
TTAATGGGCTTGTGTAAATAATGGTATCATAATGGTGTATGGTTCATCTTTCAATCTTGT
GTCAAACTTTTATAAATGGGTCAGTTTTTTTTTTTTTTTTTAATTAAGAAAAGGTTAAAA
ACNGG
>CL11892Contig1
CATACCTCTGCCCCTGGGAACCATAACTATCCTCTGTATTGACTTGGGAACTGACATGGT
TCCAGCCATCTCTTTGGCTTATGAAGCAGCTGAGAGCGACATCATGAAGCGCCAGCCCAG
GAACCCATTCAGGGACAAGCTGGTCAATGAGAGACTTATCAGCATTGCTTATGGACAAAT
TGGTATGATTCAGGCTCTTGGGGGCTTCTTCACTTACTTTGTCATCTTGGCTGAAAATGG
TTTCCTGCCCAGCCGACTAGTCGGCATCAGGATTGATTGGGATGACCGCGCCCAGAATGA
CCTGGAGGACAGCTATGGCCAGCAGTGGACGTACGAACAAAGGAAGATTGTGGAGTTTAC
GTGTCACACCGCCTTCTTTGTCAGTATTGTAGTAGTGCAGTGGGCAGATGTCATTATCTG
CAAGACCAGACGTAACTCCGTGTTCCAGCAGGGCATGAAGAACAAAATTCTGGTCTTCGG
ACTGTTTGAAGAGACAGCCCTGGCTGCCTTCCTCTCTTATTGTCCAGGCATGGATGTGGC
ACTCAGGATGTATCCTCTAAAGCCTACCTGGTGGTTTTGTGCAGTACCCTATAGTTTTCT
CATCTTTGTTTATGATGAAGTACGAAAGCTTCTCATCCGCCGGAACCCAGGGGGTTGGGT
GGAAAGGGAGACATACTATTGATCAACGGAGCACCTTTGCTCTGCCCCCTTATGTCTTCT
ACTCATTGCCCCCTTAATGTCACTCCACCCTTGGCAAGACACATCCTCAGAACCCCCTTC
GCTTTAAAGCAATTTTCATCACAACTGCCCCAAAGATTAAAAACAGCAAAAGCACCTTTA
CAACTTTCTACATCGACCTGCCCTTCTCCTCCCATCTCCTATGATACTCTTTGCATGTGT
TCTGTCACTGCTGTGTACTTAAACCAATATATCTACCAAACGGCAGCTGCATATTGTATA
TGTAGATTGA
>CL11893Contig1
GGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTCTTTTTTTTTTTGTTCGCTAAAGTGTTTA
TTGTTCCCAGCTGCTGTGCAGCTCTGCAATGCATCAAAAGAAACACCATTAGAGTGGAAA
ACAATCCTGCCCTCAGAAAATAAATACATAAAAGCATGTTTTCTATTGATTTGTTTGAGC
GGGCTATCTTTCCACAGATTTGACTGTGATCACGCTCCAAAAAACTGATCTAAAAAGCAT
CATGGCCATAACAGACGTGCAATGAGCACCCAATGATTTCATTTCAAAACGGTTTAGTAA
GGAAAAGAATTAATTTTGTCTTAGAAATTTCAGAAGCTGTCGTCCAACTAAAATGCTGTG
ACGTTTTTCCAGGTGCAATCTGAGAAAGTTGAATGCTTTTATTACATTTTAGATTCATTT
TGCAATTTGCAAATGTAACTTAAACAAAAATAAATGCGATCTAGTGCAAACAATGGTATC
GGTTAGGTCATCTAAAAACATCAAATGGGTCTTTAAAACAAAGTAATGAAATCAGGGACT
GGAAACAAAGTTCAGAGGATGATGATGCACGTAACCACTCTGCCAGATCTAACTGCCTTA
AAACAAAAAAAGAAGAACCACGTTTTTCTGCACCACTGCCAAAAGTGAGCCACCTTCCAA
TAAAGAAAATGATTAATCGCTTGCTGTGTTGTTTCTGTTAGTCTTCTACCTTTGGATTTT
TTTTTCATTTTCTCTCCTTGTGAGGGGCTTCAAGCAAACCGATCCTCACCGAGGGTCCGT
GCTTCTCCACATCTTCA
>CL11894Contig1
GTAAGACGTTGTGTCCCCCTGTAGCACCAAGTCCTGACAGGCCAAGTCTGGTAGCTGCTG
CTGCAGCTGCAGCAGCCGCCATGCCAGAGTGTCCCACACCCAGGGATGCTAGAGCACTGG
GAATGCCCTGCATAGACAGACCTGCTTGCTGGAAAGTAAAGGTGGGGGGGAAAGCATGAG
CTCCACCGTAGGGCGAGGCTGAGATTATTCCTGGCCCAAACGCAGCAGCTGCCATCGCCT
GGTGGTCAAGAGAGGGCTGCGAGTCGGCAGTGGGAAGGTCTGGGCGGGTGTAATCCCTGC
TTTTGTCATTGTTGTATTTGACGTTGAGGCTGGTGAGCTTGGAGAAGCTGATTCTCAGGG
TACAACAAGCATTGTAGATGTTCTGGCCGTCCAGTGACAGTTTAGCGTGCTGAGCAGTCA
TGGCGTCAGCGTACTGAATCAGAGCCTGAAACTGGTTGTTCTTGGTGAAAGTGATGATCT
TCAACACAGTACCAAACTTTGAAAAGATCTGGTGCAGCACATCCAGGGTCACCGGGTAGA
AGAGGTTCTCAACAATAACTCTGAGCACAGGACTCTGGCTGGCTGCTCCTCCCATGCTAG
CAGCTTCTGCAGAAATGGCCATGCTTCCCATCCCACTTCCATGGAGGGCATTGACTGCCT
GCAGAGCTGCTTGAGCACGCACTTGGTTAGGAGAGTTGTCTGTCTTGAGTTCCTTATGGG
TGGAGTACTGCATGTAAATGGGGTGGTTCCTGATGACAGGGGTGACGGAGGAGTAGTAGC
TCACCATCGTCTGAGCACACTCCTCACTACCAAACTCCAAGAATGCCTGGTTTTTTCCTT
TCAACATGAGCAGATTGGTGACTTTCCCAAAAGGCAGTCCCAGGCTTATCACCTCCGCCT
CATTGATGTCGTTGGGCAGCTTGCGAACATGGACAACACGTGAGGGCACACCAGGGCTGC
GGACGTCACCTTTGAATTTTTTGCTGTCGTTGCCATTGGCTGAGTTCATGATATAGGGTC
CGTTTGTTATGCAGGAAGAAAAGAGTTCGTCGGATCCCCTCTTTGTGCCAACCGATATGT
CATGGACACTTTCGATTTCAGGGACGTAGCCGGATCCCAGGGGGTACAACTCAGTGGCGT
CTAGGCGGCCGTCCATTGCACAAGAAAAAAACTGCAGGTCTGACCCCGGCCATAAGGCCC
GGG



>CL11895Contig1
CGGGCTGAGGAATTCGGACGAGGGGAATGAAAGTGGATATCGCTGACGTTTCTTTGTGGC
GTGTGCGGTGTTTTCACCAGCTGTTGGCTAGAGGAGCGAGTAAAAGTTGAAGCAGTCTCG
GTAGCTTGCGTCCCAGTGAGCGGACGGGTACAGTATGACCACCAAAGCAGGGACGGGAAG
ATGGCGTTAACGACGGCAGTGGACCAGCGCGTGCACCGGTTACACAACTAGCGGATCGCT
TTACACAAGCTGAGATAACGGACTGTTGTCCTCAGTATCTGGCTAAAAAGTCTACGGCTG
GGTAGCAGCAGTATTGGCATCATGAACGTGGGGACGGCACACAGCGAGGTGAACCCGAAC
ACCCGGGTGATGAACAGCAGGGGCATGTGGCTTTCCTACACTCTTAGCATCGGCCTCCTT
CATCTCATCCTTCTCAGCATCCCTTTTGTCAGCGTCCCAGTTGTCTGGACCCTCACCAAC
ATGATCCACAATCTGTGCATGTATCTGCTCCTTCACACAGTCAAAGGGACGCCCTTCCAG
ACGCCAGATCAGGGCAAAGCTCGCCTCCTCACACACTGGGAGCAGATGGACTACGGTGTG
CAGTTCACTGCGTCCCGCAAGTTCCTCACTGTCACACCTATTGTC
>CL11896Contig1
GGCGTCAGCAGGAGTTCAGGAGCAGCTTCCAAGGATTCAGCCACAGCAGCAAGTCCAGCA
TGTGCCAAAGAAGAAGAAACACAACGAGGCTAAAAGGGAACAGGAGCAGAACACGCAGGT
GTTAAGTCCTAAAGACGGCTCGCAGAAGCAGGTGTTAGTGAAGCAAAATTCTGCAGTAGA
ACAGCTGAAGCAAAGGAAGACCCAGGCTGCTGCAGAACGAGAGGAGAACCAGAGAATGAT
CGTGTGCAACCAGGTAATGAAGTTCATCCTCGACAAGATAGAAAAGGATGAGAAGCAGGC
CGCTAAGAAAAGGAAAAAAGAAGAGGTGGTGGAGCAGAAACGCTCCAAGCAGAACGCCAC
CAAGCTGACCGCGCTGCTGTACAAACACAAAGAGCAGCTGAAGGCTGAAATCCTGAAGAA
GAGGGCGCTGCTGGACAAGGAGCTGCAGCTTCAAGTGCAGGAGGAGCTGAGGAGGGACTT
GGCGAGGCTACAGCGAGAAAAGGAGAAGGCCCGGGCTGCCATTACCCAGGCCGCCGCAGC
AACGGTGAAGGCGGCTGCCGCCGCCCAGTCCTCCCACCTCGTTCAGCCGCCACAGCTCCC
CCACGCCACGGCGCCTCCGTCCTCCACCCACAAGCGCAAGAGAGACGACGAGAGAGACAG
AGAAAAAAGCAGAGATCGAGACAGACACCACGAGAAGACCAAGAAACGGGACAAAGACAG
AGAACGGGACCGGGATCAAGAAAAGGAGCGTGATCAGGAGCGCGACAGACACCGGGAGAG
AGACAAAGACGAGGACAGGGACAAGGACAAGGACC
>CL11897Contig1
TTTTTTTNTTAAAACCAAGATGACTTTTATTCTTGTTATAACAATGTCTGTTACTACTCA
ATACTGTTTGAAGACTTGTATGTTGATGGCAGTCAAAACAGTTGAATTCCAAACTTAAAT
GTCTTGAGTATAGGTCTGCATTCAGACTAGTTCACGTACTGGAGCCGTTCCAATCGAGTT
TCCATTTCTATCACAGCCCTATAGGCAGAGTTACAGTCTATGACACATGGTCTAAAAATA
CAAAATGAGGGTTAAGGCTAGAAATTTTGTTTGAGGTGTTAGGCAGATGAATTGTAGTGA
AATCCCTGATGCCTGAAAAAAAATGGCTGTGAAAAGGTTCTCCAGAGTGCAAAGCATGCC
GATGTGAACCCGAGCAAGCACACTGGACAGGGGGAGTCCATGAATCATGACCTGCATTGT
GAACTCAAGCTGCATTCAAGGGTCCAGATTAACGAGCGTTAACGCACACAGAGACGGAAA
CAACTGCAATACGTCTAAGATCTTGAAGCTTTTGCGTTCAGAGAAAATAACATGTCAACA
TACTGCTTTTGAGGAAAGTGAGGCTGTTGTCATTTGCTTCAG
>CL11898Contig1
CGCTTAACCCGGNCCTTATGGCCGGGGACATCCGGTCAGTTTGTAATGCTTGGCTCGCAA
AGTAAAACATTTTCTTTAGTCCAAAGTTGTAAGACAGAAATTGTCATGTGCACTGCTGGA
GACGGCACAGAAATAATCATCCTCAGTGATGATGAGGAGGAGGAGGATTCGGAAAAAGAC
TCTGAAAATAACCAGTCATGCCTCATCATAGAAGATGGCAAGAAAACAGATGAATCATTG
CAGTCGGACTCTTTGGTACCTTCAAGTGCTTCAGATGAGGACCTGGTTGTGACTTTCTCC
CGACGGGCTGATGTGCTGCCTCACGCACGTTATGACTGTCCCATACATCCTTTCATAGCT
GCAGATTGTGAGACGGCCGCTCCTCTGGCTGGTAACCAGCTCATTTGTGATCAGTGCTTC
TGCTACATCTGTGATAAGCTGGCTTCATCGTGTGTGATGTGGACCTGCAGTGGACGGTGT
CACTGTAACAGCCACAAGAAAAGCGAATTCTGGAACAATCTCAGAAACAGTTTTCTGCTG
GGAGAACTTAAGATGTTCAACTTCTCTCTGTCAGAAATAGACTCTCATCTCCGACATGCA
GAAATTATGCTTCAGCTCTTCAGACAAGAGGTGTCAGCAATTCTCTCCTCCTTTATTCGG
GGGCAAATCGTACAACAGGATTGTAAACAGGAAGTCATCCACGATTACACACCAGTTTTC
AACTTTGTGACTTCATTTCTGAACAAAGCAGANCAGCAGAACAGCAGAGCGGCAGCTGTA
CTGAAACCTGGAGCTGCTGAAGTG
>CL11899Contig1
ATGGTTCTTGCAACACAAACAAAAAAAATAGTTTTGAACCTGGACTCAAACATGGCTGAA
GTGAGATAAAATTAAAAAATTTCAACAAATGACTGCCGGAATGGCATAACTGTGTGAACC
GTGGCCTACTAAAGGTACTGGAAGGACAACCCTGGCGCGGTTAGGAGTTTTGCAGCTGCA
CCAAGGACAGCTGGAGGACTGTCACTGAGTTGTTCAGACCATTTGGTTGAGAAAGTCTTC
TACCCAGAAAGCTGTGCATTGCTAAGGGCAGACACCACAGTGCTTTTCACCATAGTGTCA
TTAATGCACGTTAAAAAGAAAAGAAAAAAAAGAAAAGCTGCAAGTTCCTGCATACAAAAA
GCAGTGAAATGTCTTAAAACACTCTGTGAATATCTGTGTNTTTGTCTTGTCCAGTCGACC
TGAACATTGACTTGTTAC
>CL11900Contig1
CAACAGCAACCTCTGATTGAGCAGGTCCTTTCCCCACAGTCTGTTGCTCTTTTTGTAGCT



TTTCCTGAAGTGTCTTGTTGTGAAGATGAAGATCTGCCAGCTGCTCTCCAAGCTGCTTGG
AGTACTTGTTGAGGCCTTTCATGTCCAGATGTTCCATTACAAACACGCATCCTCCTCTGT
CCAGCTCAATTACCTTTATGGGCTTTGGGACCTTGACAGTCTCAGTTCTAAAAATAGCTT
CCAAACTCGCCATCTCCCCATCAAACATCAATTTAGCCTCGCTTTTGTGATTGATCTTCA
CAAATACTTTCCCCGAGTCAGTGTCATAGCTTTGGCCCTCGCTGATACAACCACCTCCTG
AATGGCCAGTCGCTTTTAGCTTGCTTGTCCCCAATTCTTTCTTCAGCTTTGCTTCCATAT
TATTGACTTCCAAAGGCCTTCCTAGTAAAATGTAGGGAAAATTAAAAATGCCACTCAAAT
GTCAAAGCTCATGGAGGTGCTGCAGGGCAGTTTCCTTCTTATGCGCTACAGCAGACACAT
GCTAACGACGAACTTCTTGTTTTTCCCCGGCCATAATGN
>CL11901Contig1
TTTTTTTTTTGCGATTTTTTGTTTTTAATAGAAATTAAGTTCCGTTACATTGATACAAAT
GATCAATAAAGTTTTTCAAAACAGCTTTTGAATTTGTTATAATGTCATCTTTTATTTACA
TTCACAGTCCTTGTTGGTGACACACACACTGCATCCCACTCATCGCTACATGAACTGTCA
CTCTCGGCCGGCCTTCAGCTTCTCCTCCACTGTGTGGTCGCCCCTCGAACCCCCCATGCA
TGCCGGACTCTTTGCCAGGGCGGGGCTGCTCTCCCACTGCTCAGGAGTCTTTGCCTGGAT
GGCCAGAGCGTGCACGCGGCTGCTGAGCTCCTCCTTCAGGGCATCGTTAACCAGGCGGTG
GCGCTGAATCAGAGGCAGGCCCTGGAACTGAGAGCTGACCACCAGAACGCGGAAATGGGA
TTCGGATCCCGGAGGAACGGCGTGCATGTGGCTTTCGTTGTGGATCTCCAAGTGGTCGGG
TTTGAGGGCCTCGGTCAGTTTGGTCCGGATGGCCCGCTCCACAGGGCGGCTGGGGTCAGG
GTCCATGTGCGGCCTGACGTGAGCCAAAGGCCGGGCTGCGGAGAGGCGGACTGAGGCGGG
CCGGGCGGAACGCAGGACACAGGGGAGCATCGGGGCGGGACACCAC
>CL11902Contig1
AGTGAGCGCAGGTCGTCCTGGCAAACCGTGCATCCGGTCTCAAACGTCCAAGATTTGGGA
ATGTAGTTCCCCATGTAGTTGATCTGCAGCTTGGTGGGTCCGTTTCCGTGGATCAACACA
GGAAGAGTGTCATACAGCACATTTCTGGCTCGAACCCGGCCGTCTTCAAACTTCAGCACC
ACATCATCCAAAGCTCCATGAAGGTTCTGGAACAGTCTGCATCTGCTGTCCACGGTGATG
TTGATGGATTTCCGTTTGTCTGGATCAACGTAAATCTTGGTGAAGAACAGCTGGTCGCTG
TCAGCATCCTCCCCTGTCCAGTTTGCAACCATCTCCCTGATGTTGGAGAGGTAACCCATG
AAACCCCCAGAGCCCAGGAAGCGGTTCCCCTCCCTGACGTGGGGGTGTTTGTCCTCCAGA
TGCCTGTCGGGCCAGATCAGCCTCTCAGAGGAGAACACCACCTTGTGCTTGGCTTGCTGG
AACTTCCGGAGGAGCTCTTTGGGCCCCGAAGCGAAAACCGCGTCATAACTGTCAGTAAAG
AGGAGGACTTGGTCCTCGCTCTTCGTCTCCTGCAAAGCCTCTTTCAGCAGCCGCACCTTC
TGTCCTCCACCAGGAGCAGACATGTAGTCGCCGCCGCTCCATTTCATGACCTCTGCCAAG
AACCTTCACAGTGTAGTTAAAGTTTCTAGCAGACTTTAGGAAACGCCTGAAGCCGTCAGT
CTCTTTGGTTGCAACAGTCAGGACTAAAAGTTTCTCCTCCGGGATCCGCTGCTCCTCACT
GTCCGCCAGGAGGAAAAGGGAACCAAACCACGCCAGAAGAACGGCGGCTCCCTCGTCCGA
ATTCC
>CL11903Contig1
AGTTTCAACTTCTGCAAAAGCAAAGTCCAGGGATTTCTTCAGGCCCTCAATACTTAAAGT
ATTTTTGTTGATGAGGCCTTCTAGATTATCAGCCCGCGTGTTAATTGCGTCCAGAATGTT
GTTCTGTAATTCTGACAAAGACATTTCAGCTTTTTGCTTTTTTTCCTTAGGTTTAACTGG
CGTATCTGGAGTAGAGTCAGGCGGCAGACCGGAGCTAGTGTAGTCATGATCAGAGCTAGC
AGCAGCTGGAGCCGAGACAGCAGTTGGAGAGCTAGCTGTTTTCTCAATATCAAGAGGAAC
TCCGAACTCCATACCTTCTTCACGGACGGTAGGTTCTCTTCCTTTTCGTTTTGTGTTTAG
GTCGCTTGGCTTCATGATGAGCTGGAACGGGTTTCACAGGCTGCAGTGTAGCCGGCTTAG
CTTAGCTTAGCCGTTTTCGATGTAGCCGATTTAGCTTAGCCGTTGTCCAGACCCCCAACA
GCGGTAATAGATAGATTTAGAAGAGAGGTGGTTTCTTTCAAAGGCTTGGAGATTGATCTT
GGTTCCTTTAGATTTCTGTAGCGTGTACTTCTGTTAGTTAAAGTTTGGTAGTAAGGGATA
GAGGATAGTTTCTTCACTTAACCAAAGAGCGTTGCTTCTGCATCGGTCGCCATCTTGACC
GATCTTCCCCCGGCCATA
>CL11904Contig1
AGGAATTCGGCACGAGGTTTGGGCCGTCTGGCTTTGTGGATCCGCCCACATGTAGACCCG
AACCGGGATAAGCGGCGGACTTACGCTGTTCGGTGATGGACGCCGAGAGCGGTCAGCTGT
TCCTGGCGGCGGGAGGAGGGACCTGCCTCGTTGGTGCTGACCTGGTCTTCAGCGCCTCAG
AGAAGCCCCTGCAGGACTGGGTGGTGGACCCCGATAGCGCGCTGAACGACAGCGAATCAG
AGGAGGTCCTCCACGGCGTCGATCCAAACGAGGTGTTTGGGGGCGCGGCCCCAGCTGACC
CCTCCTCTGAGAGCGACAGTGGCGTGTCGGAGGAACCGCTGGGAGAGAGCCCTGTCGCCC
CGGCAACAGCCCTCCCCCTGGCAGCAGCCCCAGCCGCCGTCTACCAGGTGGTTTATGACA
TCAGCGGGCTGGGCGGGGCCAAGGCGGGTCTTGGGGAGGACAACGTGATCTCCATCGAGC
TCGATGGGTGGAGCTCTCAGCTGATGCTATCGGACTCCTGCCCGTTGATTCCGGTAGCTG
GACCGGGCCTTGTCACCTCTGCGTACCCCCCCAGCCCCGATGGACACGCGCTCCAGCTGA
CCGAGGAGGAGCAGAAGCTGCTGACGCAGGAAGGGGGTCTCCCTGCCCAACAGCCTCCCG
CTCACCA
>CL11905Contig1



TTTTTTTTTTGTTGGAAAAAAGCTGTTTATTATCAACCCCGTTGTTTAAAAATGTGCAAG
TCCGTCGTTCATGTGTCCAATGATGAAACACGTTTTCAGCTCCGCGNTTTTTTCATTTCC
CCACGNTTTATCCAGTGAGTTCCTCCGCCCCCCCGCCCCCAAACCCTGAATAAAAACAAC
AACAAAAATAACCTTACAAAAGAATAAATAAAGAAAGAAAAACAACGCTGGGGTTG
>CL11906Contig1
CGGCACGAGGGTCCATGATGGTCCGGTCTTCAAGTACCCTGAGTTTGAAAAGCTGTCGGG
AATGGCTGTGCTGAGTGCGGTCGGGCTTGGTTTTCTCCTTGCACTGCTGATCTTTATCGA
CCAGAACATTGTCATTTCACTCACTCATGTCCCAGAACACAAGTTGCTAAAAGGCACAAC
GTTCCACTGGGACTTAGTGCTGACTGGCTTCATCAACATCCTCATGTCCTGTCTGGGGTT
GCCATGGATGCACGCTGCCTTCCCACATTCCTCCCTGCATGCCCGTCAGCTCGCCAAAGT
GGAACACCACTTAGAGAATGGACATCTCCACTCAACCATTGTCAGCGTAAAGGAGACTCG
CGTAACCTCTCTGGTGGCAAATATCCTGATCGGCCTGTCTGCGTTCATGCTGCCCATTCC
GCTGCAGTGGATCCCAAAGCCTGTCCTGTACGGCCTCTTCCTGTATGTGGCGGCCACTTC
GCTTGATGGAAACCAGATGGTTGACTGCATGACCCTGTTGCTGAAGGAACAGACTTCATA
TCCGCCCACCCATTACATCCGCCGTGTGCCACAGAGGAAAGTGCACTACTTCACTGCGCT
GCAGATGCTCCAGCTCATCATTCTGTGTGCTTTTGGCATGTACCCCCTGCCCTACATGAA
GATGGTCTTTCCCCTTCTGATGATCCTGCTGGTCCCTGTCAGAACTGGTCTGCTCCCTAG
ACTGATCGATGCCAAATACCTGGACATCATGGACTCCCAGTACATATAAAAGGACTAAAG
ATGTTAAAGGGAAGGAAATAGAAACACATTATTAATGCAATGTTTTTGGACTACAAGATT
TTACTAAAAGCACATTCTGATGACTGCAAAAATATGCTTCTTCATTTATCCTTATGGATT
CATACCTGTAACTGGATTTTTTTTTAATTACTACAGTCCTGCATCTTTTTTATTAACACC
GGTAGTTTGAGATCACATAAACATGCAGATGAGTCTGACTCAGGCTGTCCAACAGGCAGA
CAGCTGTCTGTGTCACTAAAAGTTTAGTGTACAGGCATAAAACGAACAACATAAAACAAC
AT
>CL11907Contig1
GCACGAGGTTTTCATTCCACTGTAAATGGTTAGTGAGGCAAAACTGTACAGATTTGAAAG
TAGTGGACTTATTAGTGTTTGTATTGAATGTATCGTCTGTGCCACCAGTGTCCGTAATGA
TGCTTCACGTCCTTAACGTCACTTCAAGACCAGAGTGAATGCTACAAATTTGAAGCCTTT
CAATTTTTGGATTTTTGCGAGGAAAGTTGTTACTAAAGAAACCACCTGCAGGCACGTCTG
CTGTGAGCCCAAAGGCCACAAATCCAGGTTTTTTTTTAGAGATCAAGGCACACGAAAAGC
ACACACACATGGCCTGGATTTGAACACATTTTGGATTAATAGCAGTAAAAGAAGCGGCAT
AGACAGTAAAAAAACAACACAGTTATGATGATTTTTTTTTTACTATAAAAAGACCAAATA
AGAACAATCGATTACAGTTAAAACTAGAATAAAGCACCTTTTGTAGTAATAAATTACTAG
CAATTTAGCCCAAAGACATTCGTTTCACAGCACAACTGATTAAAAAATGTCTTTGTGCTT
TTAATTGAATGTAACAAATTTAATTATTTAAAAAAGGAAGAAAGTATTTTGTCCAAAGCG
GCACTTTGATTCAGATTAAATATAAATTATTTTTGACCCCCCTCCCCCCTCCAAACTTTC
TTTTCTATATTAAGTACAAAATATTTTAACTGTATGTGTATAAAATACATATATCTGTAA
CTGCAAATCAATGTTGCCCTAAACGGCAGGACCCTGCTAAAGTTATTTTTAATCTAAAAA
GTAAAGAGTCTTTATTGTAACTGTTGTATCTCAGTGACCATGGCAGGTACA
>CL11908Contig1
TTAAACCCGGGCATTATGGCCGGGGGTCATATCAAAGAGGATTGTGGGAAATACCGGTGA
CAGAAGAAACGTGCTCGTGTCCTACTTGATTTTTTTTTTAATGGAAACTAAAACAGACGT
TCACAAACGTTACATTTGTTCTTTTCCTGAATGTTCAGCCGCATATAACAAGCAGTGGAA
GCTCGACGCGCACTTATGTAAACACACGGGCCGTCAAACCGTTTCCGTGCGAGCAAAGCG
GCTGCGGTAAGAGCTTCTGCGATCGTTACCATTTAGCCCGGCACGAGCTCACGCACACCG
GCGAGAAGCATTTCGTCTGCACCATTGAAGGCTGTGAGGAGGCTTTCTCTACCAGGTCGA
ACCTCAACAGACATGTCAGCCGCAAGCACAGCCAGGAGCGCAAGACGTATGTCTGCACAT
TTGACGGCTGCGGCCTGGGATTCAGGAAAAACAATCAACTGAAGCTGCACTTGTGCGAGA
AGCATACTCAGCTTCCGCTTTATGCCTGCACCCATGAAGGCTGCGAAATGCGATTTGCCG
TTCCCAGTAAGCTGAAGCGTCACGAGAAGGTGCACAAAGGCTATCCCTGTACGAAGGAGG
ACTGCACCTTCACTGGAAAGACCTGGACAGAGCTACTGAGGCACAAGAAGGAGTCCCACC
AGCATGTTGTAAAGTGTGAGCACTGCTCCAAGGTGTTCCGGGACTCCTGGTTCCTGCAGA
AACATCTACACGTCCACGATGAAACCAGGATTGTCTTCAAGTGCCCCAGAGACGGCTGCG
ACAGATCATACACCACAACCTTCAACCTTCAGAGCCACATCAG
>CL11909Contig1
CTTGATCAAAATGCCAAGTTTTTCCAGCTCTTCGCTATAATCTGGCAGACCCACAACTTT
GCTGTTGATCCGATACTCAGAAGAAGAACCTATGATAACTCTCGTGAAGGTGCGTTCCTC
GCCATTATCTTCTTGGTAAACCATGCTGACAAAGGCTCTGTTTGCAGCTGGTTTTCCTAC
AGGCGCTCCATGGATTAGATCCTTCAGAGTCTTCACACGCAGATTACTGGTTTTTTCTGC
CAACACAAAGCTGATGGCATCCATAAGGTTGGATTTTCCCGATCCATTGGGTCCGATTAT
GGCAGTAAATTTATGAAACGGTCCAATAATCTGCCTTCCTTTATATGATTTAAAATTTTC
GATCTCAATGAGTTTTAAATAACCCATTTTTCGTTATTTGTGCAGCAGACTGGGAAAACA
GCTGCACGGTCAATGTTAGCTTAGCGAAGAAAAAATGCTAGTAAGCTAATGCTACAGACT
CATGCGCGCGCAAATGAAAAAGTAGTTGCTTTAGGTCGATGGCTAGCAGTAGAAATTTAC



ATTATGAGAAGTACGTTTACGTAAACAAAATCATATAGATAAAATCTTTATCAAATAAAC
TCGGTGCATTAGTGAAAACAAAGCGCCATTTTACAATCCCCGGCC
>CL11910Contig1
TGAGGAGCTGTAATGTGCAAAGTTGCATGGGTGCAAAAGATGATAAAGACTCAGGATATG
TTAAAATGCACCTATAACAATATGCAATCCCTTTCACTTAATGCACATCCCTTCAAAATG
AATGTGTTCTTAACTGTAAATGCATTACAAAACAGTCTTGTGAAATCTTGTCCTACAAAC
ACACAAAGGTTTGGTCACTTCCTTGCTTTTTCCCCCCACTTTCATTGCAGTAAAAAAACA
GGATCTATTGGTTGGCATTTATAAACTTCCATCATCCTATTGGTTTTTAGTGACGTTCTC
TTTATTGCTTTATTCCCTTTAGTATGGCAGGGGCACCATCACTTCCACATAGTTGGTGGG
AAAGTATCCAGATCTTCCTTGAAGCCTTCCCTCATACCAGTTCTCATCGATTTTAGAGAC
CAAGGTGATGATGTCCCCCTCACGAAAGCCCAGCTCTCCGTCATTCTCCGGCTCAAAGTC
GTACATGGCTTTACAACAAGGGTCTGCAGCAGAATAACTCGGGGGGTTTATGGCAGCGGG
TGAATATCCTCCGTTTGAGTCATCCTGTTCGTGTCCGTACTCAAAGGACTCCTGTCTTTT
TTTGGGCATCTCTCGTTTTGGACGGGACTGAGCATCACTGACCCTCTCTTTTAGCCTGCC
ATTGAGCTCCTGCAGGATTTGTGTGGCCTCCTGGTGGTACTGAAGCAGAGAATCCACAAA
GGCCGACAGCTGACTCACCTGCTCCACATCAGTCTCCAGCAGGTTATACATGGAGGTCTC
GGCCAGATCCCGGGACTCGTGGAACTTCTCCAGGGCCTGCCTGAGCTCCTCATCTGGGAT
TTTACCTTGACGCTTCTTTTTGTAATCATAGTCAAGACGGCGGCCCTCCAGTTTCTTGAG
GTGGTGCTGAATGTCCTTGATATCCTTGTCAGCAACTGCCTGCAGTGGGTCAATAAAGTT
CTGCTTCACGTCAATGTCCAGAGAGTCCTTGACCTCAGCCATCCTCTTCATCGTTTCTCC
AACATCTAATAGAGCCCCACCAAAGTTAGTGTCATCCCCCATATCTCGACCATATTTCAA
CATGGCTTCTCCCAGAAGGCCCTCAGGCTGCGGGTACCCTGGACTCTTCACCTGGCCTCG
GATTTTGGACACCGTGTTGAGCATGGTAAGCTTAGCTCTTGTTGCTGGATTGGGCTGAAG
ATATTCTGTCGTTTTACTGATCACCTCCAGCATAGCTTTGCTGGTGATGTCTGCTTTCCT
TTCAAGCTCCTTGAAATCTTCATCAAGTTTGGTTCCCTCTGCACCTCCGACTTTTTCATT
TATCATCTGAGTTGCTTTGTTAATTTGCTTCCGTAATCCTGCGACGGACATTTTGCACCG
TCAGTGTTTCAATCACACCAAAAGAGGAGAAAATCCGTGCCAAACAGATGCTGAGGAGAA
CTCCGTCCGAGCCGTTCCAGTCCCTCGTCTTAAGACTTCGTACTCCCCGGCCATAAGGCC
CGGGTT
>CL11911Contig1
TCGGCACGAGGCAGACATGAAGGCCTTAACTGGTCATGCCCACAACCTGAGGTTGGAGGC
TGATTCACTGAAAAGAGGTCAAGGAGTTCTCGACCAGCGAATGGACAGACTGCAGAGTGA
GCAGAACCGCATCATTCAGATGCTGGCTGACAGTCACACCAGTGTGTTAAAACTGGCTGA
AGACTTCAGATCGTCTCTGCTCAGCCTGCAGGGGGAGACAGAGAGTCTGAGGAAGCTGAA
GAGCGAGCTTGCAAACGACAACACACACACAGCTGCTCGACCCAAAGACTGCAGCGAAAT
CATGGCGTCAGGATCCTCCGCAGATGGAGTTTACTCTGTGTTTCCCATTCACGACCCCNA
CGGCTTCATGGTTTACTGCGACATGAACACAGATGGAGGAGGCTGGACGGTCATCCNGAG
GAGAGAAGACGGTTCCGTGAACTTTTTCAGAGGCTGGGAGGCCTACAGAGATGGTTTTGG
GACAACTACTGGAGAGCACTGGCTGGGTCTACAGAGAATCTACTCCCTGACCAGGTCAGG
AGGGTTCGAGTTGCGTATTGACATGGCTGACTTTGACAATGCCACGGCTTTTGCGTCTTA
CTCGAATTTCTCTGTGGGACGAGACTCTGTGAACCCAGAGGAGGATGGGTACCCGCTGAC
TGTGGATGGGTACTCTGGGACTGCAGGTGATTCTCTCCTGAAGCACTCTGGGATGCGTTT
CACCACCAAAGACCGTGACCAGGATCAGTCAGAGAACAACTGCGCAGCGTACTATCAAGG
TGCATGGTGGTACCGTAACTGTCACACCTCCAACCTGAATGGGCAGTACCTTGGAGGAGG
CCACGCTTCCTACGCTGATGGCGTGGAGTGGTCCAGCTGGACCGGCTGGCAGTACTCTCT
GCGTTTCACAGAGATGAAGATACGGCCAAGAAAGCCAGAGTCCTGAACCAAACCCAATCA
GGATCTCAGACCCTTACTTGTCCAGAAAGGGAGACGGGCTCTCTGCTGCCCTTTCTCCAA
AGACCATGTGTGTTTTTTTTAAAGAATACTTGTTTTTAATGATGTACAGATTTAATTGTT
TTTGTGTAATTGTGTGTCTGCTGGTTGTGTAGCAAACTGAAGATCCAGTCATGACTGTAA
AACTGAAGGCTTCACCAAT
>CL11912Contig1
CGGAAGTGGAGCGCAGACGAGGTCAGCTTGCTGCCCTGTCTATCGCCGCCGTGGTCATCG
TCGTTGGGGTCCCCTTGTGGTGGCGAACGACTGAAACCTACCGCGCCTGGTTACCTTTCA
GCCAGATAAAAGACCTCTCTAAACTGCAGCTGCATTTAAGTGCTGATGTTGAAGTTGTGT
TTGCACGGGGCACCCTGACACCTGAGCAGCAGAAGAGGCTCCCCCTGACCCAGACGCAGG
ATGAGGAGCATGCAGTGGATGAGAACACAGTTTTGAGGTATACTCATGAAATAAAGTACC
AAACAGCTACAATTATGGAAGAGGAGGCTCTGGGCAAGCCCACCGCTGCAGAGGCGGATC
TATCTCTGCACATGCTCAGTGAAAGTCCGTGTGGTTCTTCAGTGGTGTATGTGATTCCTG
AGGTCTCCTCGCTGCTACCAGAGAATGTCAAAGTGTATATTGGTCAACGCCGGACGGCCA
TCCTACGCATCAATGCTGAGATGAGAGCAGGAAAGACGGTAGAGCAGCTACTGGATGTCC
TGAAGCCTCAAATCAAGCAGGTGCTTCAGGTGATGTCTTTTAGTCACACGGACATCACAG
CTGCCCTCAGTGATCGAGTCCGTTTCAACCCTGGCAGCAAAGAAAGTATGACTCATAGTA
TGAGAGCCTTTACATTCAG
>CL11913Contig1



CCTATATTCGGGGAATTTCAAAGATGCCAGAGACGGAGAAGCGCTTGCCAGAAACAATAT
CACACACATCCTGTCCATTCATGACAGTGCAGCTCCCATTCTACAGGAGATGACCTACCT
CTGCATTATAGCGTCTGACTTGGTCACACAAAACCTGTAAGTGCTGGAAACCTGACTCAG
CACTTTAAGGAAAGTATAATGTTCATACACGAGTCTCGGCTAAAAGGAGAAGGCTGCCTC
GTTCACTGTTTGGCTGGAGTGTCCCGCAGTGTCACCTTGGTGGTGGCGTACATCATGACC
GTGACAAGTCTGGGCTGGGAGGAGGCGCTGGCCGCCGTTCGGGTTGTTCGGCCGTGCGCC
TGTCCCAACCTGAGCTTCCAGCGTCAGCTCCAAGAGTTTGAGGCCACCCAAGCTGAACAG
TTCAGAGAATGGCTACAAAAGGAATACAAGGACAACCCGTTCAACGATGAAGCTGACATA
CGGAACTTGCAACCAGAAAGCTCCAAGTGAAAGATGAGGAAAAGGATGAAGAAGACATTC
TTCTCTGAACTTTGTCTGAAGGTGTTTGATCTTCGACCTTTGCAGCACTGCCTAGGCTGT
GCAATGCATTTCCATTATGGTCTACAGTCAGACTGCAAACTCTGTATTTGATGCTCATGA
ATGTAAAAATATTCTAAAACGAATGTCTAAAAAAATA
>CL11914Contig1
AGGCTGGCTTTCGAGTTCATAGGTGTGGTGACCTTTTGTCAGGGGTCTCAAAGGTGTTGA
AGGGTGTAGGAGTGAGCTGCTGCACTGTTCAGCCAGAGTTCACTTCCTGTCCTGCAACCC
CCTCCAACAGCCTTGGTGACGCCTCCCCCATCATCCACAGAGAGGACCCATCCCCACGCG
CCCGTCCCGCCTGCAGCCTTGCCTGTGGAAAGGCCTGTGCTGGGAGCATGTGTTGCTCTC
CTCCTAAAGAGGAGGTCCAGGGTGTGCTGAGACCACCAACTGGAGAAACAAATGAAGAGC
CTTCAACTCTGGTTCTGGAGAACACATGCCTCTAAATGTGAGAATGATGTTTTCCATTGA
GATACTGTGAAAAGGTTCTCTTGTGCTACTTCAAAGATGTGTTTGCTATATTATCTGAGA
TTCTATATTTGCTTGTATGAATGTAGCCTCATTTACAAGTGTATTTTTATCTGCACAACT
GTACTCAAATAAAATACAATAAAAATTTACTTTAAAAAGGGAAAAAAAAAA
>CL11915Contig1
CTCTTGCAGAAAAAGTCTTGAAAAACAACACAGGCTTTTTGGTTTTAGCCAAAAACGGCA
TAATCATAAATTAAAGACCACAATAGATGAAAATTTAGTTCTTTTCTACTTTTACTGACA
CTGTAATTAAAGCCTATCTAAATAAAAAAAGGTGGCTTTTTATTGGCCTGATTGAAGGTA
AAATTAAGTCAGTCGTGTAAGAAACCACAACAATATAATTTTGTACAAAGTAAACCCACA
ATATACATGAAGACGATTATTTTTACATGAACTCAGATACTGCCTCGAAAACAAGGCTGT
GTATTTTTAACTTTAAAGCGCCCTTCCTCATAGGAGGGAGCCTGTCAATCATTGGAATTA
AACTTTTCAGAAAAAGCTCAGTTTCTGACAGAGGAGGTGGAGGGGGGAGAGGCTGTGGCT
CAGCCTGCAGAGCTCGAAGGATCTCCCTTTCAAAGTCCACATGCTCGTCCCAGGACCTTT
TCCTCTTCTTTCTTGATCGTGTGGGTTCTGCAGCAGTGGATGGCCCTGGAGAAACGGGTT
GTCCTGCAGCAGCAGATGGACCTGGAGAAGAGAAGTGTCCGGTAAAGGTGGATGGGCCTG
GAGAAGAGGAGCGGGCACGAGCCGATGATGGGCTGGAAGAAGCAGTAGCTGGACCCAGCA
GAGAATCCTGGTCTGAGAAAGGGGAGGCGGGCTCACTGAAGTCATTCATTGCTGATGACG
CTGTTGCTGCTTCTGCCTGAGGATCGTATTCCACCATATTGTCCTCTGAACTTGCGTCCA
TGTTTCCGTTCATCTCTCGTGGGGAGAAGAACGGGTCCAGGAAGGACGGGACAGCAGAGT
ATTTCCATCTTTTGCATGGACCCCCTTCTGGCCTGTTCCTTCTTTGCAACTCCTTCCTCT
TTTCCCTCATATAGAGGTCCCGGAGACTCTTCCACCTTTTCCTGCACTGATCCGCTGAAA
CAGTAAAGAATATTAGCGAATGCTAGCACATATGCTACATTGTAGCCCGGCCATAATGCC
CGGGTTTAACGGCCGCTCAT
>CL11916Contig1
ATGGACCTGCTGTCTGAAGTAGCCAAAAAAGTGGGCTTTAAGTACAAAGTGCAGCTGGTA
AAAGATAATTCTTACGGCAGACAGGACGAGAACGGCAACTGGAACGGGATGATTGGAGAG
GTGGTGCGAGGGGAGGCTGACCTCGCCATAGCTCCACTGACTCTCACTGCAGCTCGGGAG
AGAGTCGTGGGTATGACCAAGCCCTTCATGCAGACGGGGATCAGTATTCTGCTGAGGAAG
GACATCTCAGAGGGAGCAAGCTTCTTTAATTTCATGACCCCCTTTGCTCCGGAAACCTGG
ATTGGCATATTTATCGCCTACATTGGAACAGCTGCTTGCATCTTCATTGTTGCCAGACTC
AGTCCGAGTGAGTGGGGCCAGCCTCAGAGCGAGCAGAATGGATGCAGTTTCCTCCACGGC
CTGTGGTATGCTGTTGGAGCTCTGACTCTGCAAGGTGCAGGTCCTCATCCCAAAGCCCTT
TCAGGACGTGTCATCTGCAGTAGTTGGTGGTTATTTTCTATTGTTCTCTTAGCCTGTTAT
TTCTCCAACCTCATCTCTTCCAAAACCTCAGAGTCCAGTCACCTGACAGTGAATGGGTTT
GAGGACTTGGCCAATCAAGATAATATTGAGTATGGCTGCCTGGCTGGCTCTTCCACCCTT
GCTTTCTTTAAGAATTCAAACAACCCGGTGTACCGCAGAATCTACGAACACATGGAGCGA
ACAAACAGTTTTGTGTCCTCAATGGAGGAGGGCATCCAGCGAGCAAAAGAGGGTCACTTT
GCCTTCATTGGGGAGTCTGTGTCTCTGGATTTGGCTGTGGCTCGTCATTGTGAGCTTGTC
AGAGTGCATGAGGTCATTGGCATGAGGGGATACAGCATCGCTGCTGCTCTTGCTTCTCCC
TTAATAAAGAACCTCAGCGTGGCAGTGCTTCAACTGAGTGAGGCAGGTGAGCTGTCTTAC
CTGCGAAGCAAGTGGTGGGCCAGCAGCTGCATTGCAGACAA
>CL11917Contig1
GTTGGCCTCAAGCACATCCAGAACCTCCATTTCAACAAAGGAGTGCAAACTGAACCTGCA
GAGAACTCAGTTCCCGACCTCAACAGATGCCATAAGAGGTCAAACGATGAAACCAGCGGG
CAGCATGGGAACAACAACACGAGCGCCTCCAACAGAAGCTCCCTGGTGTACAGCTTTCAC
TCCGATAACAGCAGCATTTATTCCAGGAGCCATTCCGAACCAGACAAGGCCCAAACGCTC



AACGGAGAGGTAATGATGCTGACGCACACACCCGGGCAGCCTCTACACATCAAAGTAACG
CCCCATCACACTCGAAACACAGCCACGTTCGAGATTAGCGGACCCTCTGGAGAAAACGCA
ACGTCGTACACGACGACTGCGGCCGTCGTCCCATCACCTGGCATGTCTCCTAAACAGAGG
ATCAGCATCACTCCAGCAAGTGACACCGATTCAAGCCCCAACTGCACCACCTCCCAGCTA
AATCCAGCATCCATCTCCCAGCTGGTAACTTCAAATCTCTCATCAAGCTCCATAACGCCA
GACAACAGCTCACCGATGAAGATAGTCACCGTCAGGACTTGTTCTCCTGAACCAAGCGAA
GCTTTAGGTCGGAGCAGTTTCTGCAGCACTCCTGAGCAGCTCAGCAAATGGCAGAGTGAA
GAGTCTGAGAGCAACGACACCAGTCCCAGCATCCTCACAGCAGAAGACAGTAAAATCCAC
ATCCATTTAGGGAGCCAGTATTTACCATCTCTGAATGGTACGGACGGCAGAAGCCTGCAC
ACTGTAGGCCCATACTGTCTTCAGCATCAACAAAGCACGCAAGTGATTTCCAACGGCTGT
CTGGTCAAAAGTGTGGGGAAGATTACGAGCAGCATCACGATTTCTCCGGCTTTAGCTCCT
GCATCAT
>CL11918Contig1
CTTTTGTTGCATTTTTACCACATATCGTAACGAAATGGTCATCAAAGTTTTCCTCGCCTC
CTCCTCTGGATCCACGGCGATCAAGAAGAAACAGCAAGATGTGGTTTCATTCTTGGACGC
TCTGAAGGTGGATTACACAGAGCTGGACATCGCCTGCAATGAACAGAACCGCATGTGGAT
GAGGCAAAATGTCCCAGAGGAGAAAAAGCCTCCCAACGGCATCCCCCTCCCTCCTCAAAT
TTTTAATGAAGAGAGCTACTGTGGGGATTATGACACCTTCTTTGATGCTAAAGAAGACAA
CGCAGTGTACACCTTTCTAGGCCTGCCTCCCCCACCTGGGTCAAAGGAAGCAGAGCAGGC
TGACAAGGAGCTCAACGGAACTCTGGAAGAACATCCAGACGACGCAGCAGAGGTTCCTGT
GGAGGAGCGGAACGGGGGTTCACACAGAGAGGAGGAGGAGGAGGAGGAAGGACAGGCAGA
AGGTGAGAGTGGTCAGGCAGATGATGAGGAGACGGAAGGAGACACGCCCCCTGCAGAAGA
GGAGGATGAGGAAGAGGCTGAGGGGGAAGAAGACCATAATGAGGAGGCACAAGCAGAGGA
GGAGGAAGATCAGGAGGACGAGGCGGAGTAGTTTAAGAATCTTGGTTGAAGATGAAAACT
GACTACTGTCCAGCTTGAAGCATCTCCCCGCTCCACCTCTTCATAACCCCAGCCTCGTGA
CCCCCCCCAAACCAATGGACAGCTCCGCCCTGATGCTGCGCTGGACACGTCTGGAAACCG
CTGGCCATGTGCTTGAAGTCCTAATTTGACCCACCACTGTCCCCTTTTTGACTATTTTTA
TATTGTATGCTTTAGGACCTGATCCAAAAATGGTGTAGCGTAGTTTTTTGTAAAAAGGCA
CAGTCGCATTTAAACACATCTTGCAGGGTTTTTCTCTTCTAGAAAACC
>CL11919Contig1
CTTTGCAACACCAATAAAAATCTATTCAGCATTAAAACACCATATATTTTGAATTAACAT
TGTAAAAAGGATACAGCAAAAATAAAACAGAACAGGTGCATTTTTTTCAAATAAAAATAT
TAAAACACAAAAATATTAAAAACCATACCAAACAATACCATGCTTGGCATTTCTGTGAAT
AATTCACAGTGCTCTGTTAATGCTATGTAATGCAATCTTTATTCGTATAGCTGCAGGAGT
TGTTCTATGTTAAAGCACTAATTTAAATGAGGTTTTGTTTGCAGGAGGTTGAGTTTGTTT
GATGTGCTGAAGGTAATAAATTGCTATGCTTTACTAGAACCATTTACGTGTTCATTTATT
AATGTTCTCAACCCCCTGACTTTAAGTGAAGCCCCACAGAGACAGCAGATAAGACCTGTG
GAGAGACTGACATTTAGAGCACTACAGATACGAGTTAAGCTTCAACTGCAAACTAAACCA
GATACATGTTCTCACCATGCTGCTAACTTAATGCCACGTTAACGGACCCCATTTTGGCTC
TTAATTTCTCATCTTTGATACATTCTTTCTTCACAACAACTCCAGTAGTGTTGATCTGCA
GTGGCTAACTATAGCCAGATAGTCAAATTGTTTGGATTTTGCCCAAAAGAAAACTTTTGT
TGTTG
>CL11920Contig1
GCCGTTCTGCTGTGATGTTTGTGGGAAAAACTTCTCGCAGTCGGCAACACTGAAGAGACA
CCAGCAGATTCACTCATCACTGCAACCCCGGCGCAAACGAGGACGCAAACCGGTTTGTGC
TTTGGACAGTGAAGGAGCAGCTCATCTTTTTGCCTGCCCCAACTGTCCTTCACGCTTCAG
CACTGAAGAACAGCTCAACCATCACAAACTGCTGCATACGAGTCACCCGTTCCCTTGTCC
AGATTGCGGAGAGGCCTTTAAACGCCGGAAAGACTTGGACCTTCATTCCCTCACTCATCA
AGACAAGCAGCCAGCCACATGTCCTCACTGCGCATCCCAGTTTATCAACCAGTCTGTGCT
GGAGATCCACCTTCAGCGTTGTCCCACCACAGAGGAGGAGAGGAACGCGGGGCGTGGAAG
AGGCCAGGGGCGAGGACGAAGCACAGGACAGATTGAGTGCGACCTTTGTGGCCACCGTTG
TATGACACAGGAGGGCCTGGATCTCCATCGCTTATCCCACACAGGCCAGACCCCTCTCAA
ATGCCCCGTGAGGCCCTGCCGCCGCCGATTTACCTCCAACAGTGCCCTGGAGGAGCATGT
GCTGGCGCACTTCCAAGGAACGCTCAGCAAGTCCAAAAACCGACCTCGCTTCCGCTGTGA
GATTTGCCACAAGGAATTTGCCTACAAATCCACCTTCAACGTTCACATGAGGACGCATAC
TGATGAGCGGCCCTTTGAGTGCACCACATGTGGGAAGCGCTTCCGCCAGCTGCCCCATCT
GCAAGACCACATGCGAATCCACAGCGGGGCGCGGCCCTTTTGCTGCTGGATCTGTGGCAA
GAGCTTCAGCGTGGCGGCGCGTCTCACCGAGCACGNCCCGCACCCACAGCGGCGAGAAGC
CGTACCCGTGCCCTCACTGCGCCGCCGCCTTCCGTTCGCGCCCCAACCTGGACAAACACC
TTCGGCTTCACGGAGAGCTGCCGCTGTATACCTCGGAGGACGCAGTGCAGGCGGCTGAGG
CCGCGCAGGTCCAGAAGGTGCTGGAGGGGGCCAAGACGCTGTCGTCTTTGAGCGCCACGG
CAGAGGTTGAATCGGCAACAGTACAGACCATATATGTGCTGCAAGGAGCTGAAGGGACCA
CTGAGACGGTCATGATCCCCTCGGATCAGCTGGGCGGGATAGAGGGAGCCTCACAGGTCG
TCATCCTGCCCTCCTCGGTCCTGGGAGCTCAGGGCATCACTGTTCCCACCATCACCATGG



AGGATAGTGAAATCACAATGGTGGAGACGAGCCAGTCACCCCAACACACCATCGAGTTTA
TCGTAGAGGAAACGGTTTGAGGTCAACTAAAAACTGTCGTATAGACGTGGACATTTTAAT
TTCAGTGAGTAGGTTCATACCTCCTACAGCAATCATCTAGTTTCAGCAAGTGTCATATTT
TAATTAGTTGTGTTTCAAATTTGTAATGATGAATTTTTACATGTTAAATTGTGCAAGAAA
GAATTTTGTAGATATGCAAAAAAAAGGCATTTGATTTATGAAGTCCTAATCTGTGGAAAT
CCTTTTTATTTGAAAATAGATTTGTCAGCAT
>CL11921Contig1
GAGCTAGAAGAAGTGGCTGGAGGAGGAAAGTCTAGGCATCTTTACTTAGACTCCCGTTCC
ATGGGACCCGGATGAGCGGGGGTAAAAAAAATCAGATGGAAGGTCTGTTTTTTATTTATA
TTTAAACTTTTCTGACTTGTCTCTCCAGAAACGGAAAATGGTGCTTTGTCCTCCTCTGGT
TCTGTGTCTGTAGAAGCAGCAGTGATGTCTTTGTGTGGTGTTTTTCCTCACAGCCCCTCC
ATGTGGTGTGTCCGGAGCAGTACACCCAGCCTCCCATGACCCAGTCCCACCGCTCAGACC
TGATGCTGGAGCTGCAGCCCCCCCCTATGCCCTACAGACGCTGCTCAGTCCTCAATCTGC
CCTTCAGACGCCGCTACGAGCGCGTCTACNTCCTGCCGGAGGTCAGTCGGAGCCGCTGCT
CCTCTGTTGGAGTTTGACGTCACTTCATGCAGGCAGGAAACAGACGCTTCCAGTTTTCAT
TTCTGCCCGTCTTCATTTATTATTGTTTTTTCACAGCTGGCCCACTCACTTGTTCCCACT
GAGGTGAAACCTGGCGTTTCCATAGCAACCGTGTCTGCAGTGCTGCACTCAAAGGACAAT
AAACACACCTTACAGTCGGTGCCCAAACCCCCTTCCTGTGCCCCCCACCAAGAAGAGGAA
ACGGGTGATGGAGGAGCCCCCGGTGGCCCCCAAACCGCTGCTGAGTGGCGCTGTGCCCCT
GGAAGCCTTCCTAGCCACATTACAAATGCACGGCATCACAGAGGTTAAAGTGGAGGAGAC
GGCGGACGGTCACATTCTCCACCTGCAGGCGGAGGACACCCTGATCCAGCTGGAGGAGGA
CGGGACGCACATCGTCTGCGACAACAATGAGCCGCTGCGCACAACGCTGCGAGACCTGGT
CCTGCGGTTCCTGCAGAAACTCTGAGGCTCTGTGAGCTGCTGTCCTCCTGCACTGTTGGT
TTACAGCAACAGGAGGAGGTGAGGGTTCAAGTCTGCACTGTTATGTAATGTTAGGCCCAG
TTACCTTGTTTAATAT
>CL11922Contig1
AACTCATCAGTGTTTGATGCTAAATTAGAAACAACCTGATTTTTTTTAAATGTCATTTTT
CTTGCACTTCCAATTTTATGTGAAGTTGTTCCTGCAGAATCAGAAGTTGTATGTACTTTG
TTATCCCTTAAAGTCTGCGTTGTTGCTATGGTTTTTGTCCGAGAGGTGGATTTGCTGGTT
CACTGTCTGTTGAGTATTAATATCAGGGAAGATGGGTGTCTGATCTGTGCATTCCCTCCA
TCATGATGTCTATGTATGAACGTCTCCGAATATTTGGGCTGTTTTCCTTTTAGAAGTGAC
AAGTTGAAGTCCATCTTTCGTCTGTTTTTCTTGTTTGTACTTGTGCCTTTACTGTGCAAA
GATACGGTTATGTTAAACGCATATATTTTTAAAAAGTGCATTTACTCAATGGTTGTTAAA
TGATCCCTTTATTTAAAGTAGTTTGTTGGTGAGTCATGCCATTGTTTTTCAAATTGGGTA
CAACAATCCCAGCCTGATCGATGGCTTGTGGAGGATGAAGAGGCTAGTAAAAGACTGTTC
AGGACTAAGCCATAAAAAACTCTGACATTCTAGGAGTCATCTCTTGGTTCACTTTTGCTT
GTGCTTCTATGTGCTGCCAAGCTCTACAATGTTTTTCTTTTTTTGTTTTGTTTTGTTTNT
GCAGGGTGTAGCTGTTAGGAGTATTGTGCCAATTATGATTTCTGCTAATTCTGTTTATCT
TAAAAAAAACATC
>CL11923Contig1
CACGAGGCGAGTTCAAGGTCACAGATGAAACCAATCTCAAGTTACACTATCGTATGAGGT
TTTATTTCAGGAACTGGCATGGCACCGCTGAAGGAGAGTCGCCAGTTTGGAGGCACTGCA
TCAGTAAACTCAGAGGGCAGGGCAATCAGAAAACCCCAGAGGGAACACCTCTTTTTGATG
GTGGTTCTTTGGATTACCTGTTTGAACAGGCTAAGCATGACTTTAAGATGGGAATGGTTC
CACTGAGAAACGTCCAGTCAGAGACAGAGCAGCATGAAATCGAAAACGAGTGCTTAGGGA
TGGCTGTGCTCGCCATCACTCACAACGCCTTGGCCACAAATACGCCTATGTCCACCATAT
ATCGTGATTACAGTTACAAAGACTTCATCCCAGAATCCCTGAACCGCAACATTAAACAGC
GCAACATTTTGACTCGCGTCCGGATCAACAACGTGTTCAAGAAATTCCTCTGTGACTTCA
ACAATGGGACAGTTCAGGAGAGCAACATTACAACCTATGACCTGAAGATCAAGTACCTGG
CTACGCTGGAGGGTTTGACCAGTGGCCTTGGCAGTGAGCTCATTGAGCCCACCACGCTCA
GTGTGGTGCAGGAGGAAGAGCCCTGCAACGGTTACTATGGGTACTCTAATCCGAGTCAGG
GGCAGACTCAGAGTCAGAATATCCAGGAAAGCTGTGACATGCAAGTTCTTGTTACTGGCA
TTACTGGCATTTCTTGGAGGAAGAAACCAATTATAGAGTCGACAAT
>CL11924Contig1
GAGGGGGTTTTTGTTTTCTTCCAGACCCTTTCTGTGAGGTCTACAGGTGTAAATATCATA
AATTAAAATAATTGCACACGTACTGCATGCACACAAACACACACATTAGCCTGTGCTCTA
CTTTTGATGGTGGAGACTGGAGCTTCAGACACAAAGTCCAGGCCAGCTCGCCCTGAAGTT
GCAGAAGGCTTCAACCTGCCTGGCCTGCAGTGTTTCCAACTAAACACTAGGTGGCAGCAG
TCAGTCTAAAGCTCCACACATTCTCACCACCTTCTTCCATGTTCCTGTGTGTGCTGCAGG
TGATGCATGATGTACTTGATCTAACGGCCTGTACTGTTTCTGCACAGACACTTGAGACTT
GATGCTGTTGTTTGCTCTTCTGGGAGGGAATCTTTCTGCAACTTCAGGTTCTGCTTGCCA
CCCCCAGCCCTACCTCTATCCCTCTACTTCCATCATTCCTGTTGTCATCGCCTTGCTTTT
GTGACGTTTGAAAACCAGTCCCAATTTGGTGTGTGACGATGATGATGTCACCCTTCATCT
CTGGTGTCTATACGGTGTTCATGAATTTTTTATGTGGTCCGTCTAAGCTTGCTGTACTTC



TGTGTGGAGCCTTGGCGTTATAAAAGCGTGTTAAAAATGAATGCAGCTGATGGGAATGGA
TGAAAA
>CL11925Contig1
ATTCGGCACGAGGGCGACCGAAGGGGCAGCAGCACGCGGCAGCAGAAGCCACGCGAGAAG
AAAGGGCGCTGAAAGTTGGTGTGTGCAGCCTCCTGCCCGCGGGAACACGGCCCGGACCGC
CGGCGGACTCCGCTCTCGTCCTGCTACCATGGAGGAGCAGCTGCTGTGCTGCGAGGTGGA
CTCCATCCGGAGAGCCCACCAGGACGTCAACCTGCTGAACGAGCGCGTCCTGCGGACCAT
GCTGAAGGCGGAGGAAAACTACCTGCCGGCGCCCAACTACTTCAAGTGTGTTCAGAAGGA
CATCGCTCCCAACATGAGGAAGATTCTGGCCACCTGGATGTTAGAGGTCTGTGAGGAACA
GAAATGCGAGGAGGAGGTTTTTCCGTTGGCAATGAACTATTTGGACAGATTTTTATCAGT
GGAGCCCACCAGGAAAAGCAGACTCCAGCTGCTTGGAGCTACATGCATGTTTCTGGCATC
TAAGATGAAGGAGACGGTACCATTGACTGCAGAGAAACTCTGTATCTACACAGACAACTC
GGTCCAACCTGGAGAACTGCTGCAAATGGAGCTGCTGGTTCTCAGCAAGCTGAAATGGGA
TCTGGCTTCTGTCACACCTCATGACTTCATCGAGCACTT
>CL11926Contig1
ATTTTTCCATCATGTTTTTAATTTTTTATTTTTTTTACAAAGTTCACAAAAGCTTTTTGA
TTTGTGGCTTTAAGATGTCTCTATTGCAGTCAGATCATTCCTTTTACCTGCATTAGACAT
TCCTGCTTTAAAAAACACCAGCAGGTCTGAAAGCCACTTTTCAGGATGTGAGTCCAGGTA
ACAGGTTTAAAACCTCTTAATTGCAGGTTGGGCGTTAAGGAAACAAAAATTATGAAAGAC
ACAGAAAGTTATTAAAATTCAATGACTTGCAGAAACTCTTGACTTTTGAGAGATATTCAG
AGTTTTCATAAACTAGTCATTGATGGGCAAAAGAAGACCTCATATGAGCAAACTAAAGAG
TCAAATCATGTCAACGACAAAAACAATATTTGACAAAACTTTAAAAATTAAAATAAAGGA
TGCATTTTAGGCCTAAAACTTTTTTTACTTTAGTCTTTGAGTTGCTTAGCTGACAGCTGG
CTCTATTTTGTATTTTATCATGTTGAGCAAACAAGAATAGCAGTGTTGCTACACACTGAA
GTTGCAACTGAGCGGGAGCCTGTTTGCAGTAGTTACAAAATAAAATGGTGTGGTTGGAGG
AAGCAGAAGAGAAGACGTTTGGTGTTTGGAGGTGAAGAAAACAAATGCAGAATGAAATCA
TGAAAATTGCCTACAGAAAGCTGCTGTTTCTCCTCCACTAACACCCTTTATTAAATAAAT
TCTCTTCAGGAAATAAATAGTTGTGAGATGTGCCCTTCCGTCTTCCTACCACTGATTTGC
ATGTAA
>CL11927Contig1
CACTGTACGGGTTTTAGACAATACATTAGTTCAATGTCTTGTCTTTTGTTTTTCTAAAAC
TTGATTGTTTTATGTAAAGCACTTTGAATAGCAGGATTTGGAAATAAAGTTTTTCTTTGA
TTTCCCCTCTAACCTTACAGGAAAAACCTAAAGCATGTGTTTCGCAATATTCTGCAACAC
TAGACCACTAAAACACAGTAAAAAAAAAGCCTTAGGTTTGACTATTTACTTTTTAATAGA
CAGCACATTCTTGGAAGAATATTTGTGAACAGAAATATTTGTCAAGTAATTGTAAAGTTA
GAGTATTGACAAGAATATATCAAAGCTTTTGAGACGAACCTATAAAGTCTATGAAAACAA
GTCAGGTAAAGATAAAGCCTCCAACCTTTATTTTTTTGGCATTTCTAGCCAGTTTCACAA
GACATGACATAAAGAAAAAGTCGTTCAGCCTGGCTTTGCAGACTTATTTAATGTGGCCCG
CTTTATGACTGCCATCAATTCCCTGAGGCTTATGCCAGGTTCTTTACTGTAGCAGAGTTA
ACTCACACTGCCTGCCGAAGCCAGTGAAGTGCATCACTGCATCCATACAGTCAGGGCAGG
TCCACAGCTTTTAAAGCGAAGCCAACAGAACCTAATAAGGCGTAGAGCTCCTGAAGCAAC
AGCTGGACATGCAGGCCTTAAAGAAATTCTCCGTCTCTATTGATTGAACCACCTGTGAGG
TATCATAAGTATTGATTGTGAGACGTCCTAAGTTGAAATTTTGATCACAATTATCAACTA
TCGTGTGGGAATCCACATAAATGATGCACACCGATGTACATACTGTACTTAAGGGAAGCT
GTAGAAACTAAAAATAAAATGTTCCACATATAAAGACATTGCCAAAAAGGCCTTGACTGC
TGTAAACTACTGTAAAACAACATTTTGATATTTTTTTGAAGGCAAATATCAAAACTCAAG
AAAACATAATGCTGAGCATAAAACAGTAACAAATGGGAGTTT
>CL11928Contig1
CGCTACGACTGTCATTACTGCAAGGGAGTCCCTGTTTGGGAAGAAGTATGTTCTCAGAGA
GGAGAACCCCTACTGTGTGAAATGCTACGAAAGCCACTACTCCAACACCTGTGAGGAATG
CAAGAAGCCTATTGGCTGCAACACCAGGGATCTGTCCTACAAAGACCGTCACTGGCATGA
AGACTGTTTTAAGTGCTTCCAGTGTAAGCGCTCCCTCGTGGACAAGCCCTTCTCCACCAA
AGACGAGCAGCTCCTCTGCACCGAATGCTACTCCAATGAGTACTCCTCCAAGTGCCACGA
GTGCAAGAAAACCATCATGCCAGGCTCCAGAAAGATGGAGCACAAGGGGCACAGCTGGCA
TGAGACCTGCTTTACCTGCAAGAGATGCCAGCAGCCAATTGGCACCAAGAGCTTCATCCC
TAAGGACAACCACAATTACTGCGTGCCCTGCTATGAGAAACAGTTTGCCATGCAGTGTGT
GCACTGCAAGAAGCCCATCACTACCGGTGGCGTGACTTACCGTGACCAGCCCTGGCACAA
GGACTGCTTCCTCTGCACCAGCTGCAAGCAGCAACTGTCCGGCCAGAGGTTCACCTCTTA
GGATGACTTTGCATATTGTCTCAACTGCTTCTGTAACCTCTACGCTNANAAATGTGCCTC
CTGCACCACCCCCATC
>CL11929Contig1
TTTTCGTTTTTTTTATTGTAAGCTTTGACATCCAACACCATCAATTGGCAGTTTCTTGTG
TTTACTCTCCTGTCCTCAGCATGAGTCTTTAAATTCAAGAGCAAAAATGTTATTTAGCCT
GAAATAAAAGCAAAGGCGAAGTGGGAACAACACACGCTTTTGTATTTAGTGAACATTTTT



CCATTTTTGGAACAGTTAGGTGGACATTTTATCAGCATCCTTAACCTGAATCATTGTTTT
CTTTGCACATCCAAAGCTTCGTGGAACGGTTTTCTTTATGATCTTTTTGAGTGAGCTGTC
AGAACACTCAGAAACACGAGCTTTCCCATCTCCTGGATCCCAAAGAAAGAAAATGCAATA
TAAATAAATGACTAAATTGTAAATGAGAAAAAAAAGTGCATTTGTCCTGTTTTATGGCCA
CAAGTGCTTTAATTGTGATTGTGCAACCATCAGGGAGGTCAGTTCATCAACCCAAACTAG
TGCTTTCACTGGTTTCAAATATATTAACACTTATTTTTTGATTGTGGAATTAAATAAAAC
CAGTGAAATTCATTGTTTTTCTTGCTTTTGCACAGCTCTAAAATGAATAGGTGGTTGTCA
GGGTAATGTCAGCCAGTGTGTTAAAAAAGGAGAAGAGAATCCCCGCGCCACCATTTGACT
GGGAATAGTTTGAAATGCTGAAATGAAATTTCAGGGCTGTAAATCGTGTCTTTGACGAAG
CCTCAACCCTTCTAAACATGATTGTGAACGCTGGACACATTTTTTACCCTAATTTGACTC
CCTTTGTGCCCGGCCATAATGNCCGGGT
>CL11930Contig1
CACGAGGGCCAGAGGCAAATTTATTCAATATAAAATACTTAACAGGTACTACTACACTCC
ATCTAGACTTCATGTGATCGGAATCAGTGAAAATGATCTGTGTGGGAAGTGTCATAAGGA
GAGAGGTACCTTTATTCATGCAATATGGGAGTGCCCACTTATTTCTAGACTTTGGAGTAA
AGTGTTGGAATGCATACAGGGCTGGATAGCATGTGAACTTCCCAAATCAGCAAGACTATG
TCTCTTAGGGGATAGAAAAGAGGTGCCGCTACTAAGCAAAACTACTTTCAGAGTATTGAA
TACTGGACTGGTAACATGTGCTCGTCTGATTTTGAAATTATGGAAAGAACCCCAAATCCC
AACGCTAAAAATGTGGAAAGAAAAAATGATAGAAAATAGCGCCTGTGAAAAGATGTTAGG
AAGAGTGAGTTGCAAAAATATATATGTGGCTGAAAAATGGGACAGCTTTTGTCTTTACTT
ATCAATGATGCCTTAATGATGACACGTTAATACACTATGTATTGGAAATTGTTATCGGTA
ATCCTCACTTGTGTATGTTTATGTTCTGTTTTTATTTTTATTTTATTTTTATTTTAGTGT
TTTTTTGTTTTTTATTGGGGGGATTTGTCATACATGTTAACTGTGAAAACTCAATAAAAT
ACTTGAATTANNANNAAA
>CL11931Contig1
GGCACGAGGCACCAGTGAGGAAAACAAGAACCGGTTGGATGGGCTGGTGGATGACTGGCG
TGAGCTGCGGGGGCTTTCTGAGGTGACGCGACTTGAAAAAACTCGCACCATGTCAAACCA
CAAGGATTCCCTCCGTCTAAAACTTGGAAAAGATTTTTTTAACAAGACCAAGAAACCATG
GTGGAATCTTGAACCCAGATCTTTCCTGAAGCCTAGGCTGCTGGCGCGGGTGTGCCGCGT
GGCTCTCCTGCTGTGGTTCCTCCTCCTCGCCCTGCTGCTCCTCGCATCCTTCCTGTTGCC
CTTCGTGGATGAAAGCAACAGTTGCTCCTTCACCAACAACTTTGCCCGCTCTTTCAACAT
CATGCTGCGCTACCACGGGCCGCCGCCCACATGAGGAGAGGCAGAGCCCACGCAGGCGCT
GGTGTCTGAGTTTGCAGGTTCAAACTGCTTTAGGTTTCTCTTTTTTGTTCCAGCAAAACA
TTGTTTCTGTGTTTAAAGAAAAAAACATTTTTTAAAGTTTTTAATGTATAAAAACTGTAA
ACTCTCAGGCTTTGAACAGTTTAAAGTTTGAAGCAGTCGATTGGTTTTTGCTTCATCCTG
CGCCCTTTCAAATTAAAATACCTTCAGAATTAGAAAAATATTTTTTTTTTTGGGAAAACG
TATTACTACATAACTGTAAGATCTATTTCAGATGGACTTTATATTTTTACAATTTTGACT
TCCATTTCTTCATCCAGGCACAGACTTTATTTGAATTGTTTTGTTTTGGTTTGAGAATTT
TGTAGCTTTAACGGTTTTCTGTTTGAGGTTCAGTTTATCAAGTGGTTTTCTTTTTAAAAA
TAAGTTTTTAACCAAAAAACGCAAAATTGTTCATTGCCTTGTGAAACTTTGTGAAACAGG
AACTTCTTAAAAAGTTTTTGAATAAAG
>CL11932Contig1
TCGTATATCAGGATATTTATATTTTCTGGCTGGACTCTTGCCAATTCACAGCCCTAAGTC
AACAGAAAGAGAAACTGACGGTTTACAAGAAACTGAGTATTGACTTCCTGGTCTATTTTA
AAACATTTTACCAACATAATCTCGTTTGTATCGGTTATTTTCAACCAATACCGGTGTTGC
CCTCATTAGGTCGACTTTTACTTCCCTCTTATTTACCCTTACAGACTGGGTCGACTAAAT
CAAAGCCTGAAAACAAACTTGTTTCTTCGACAGGCGTTCCCTGAATGAGCTGCAGCAAAG
ACACGTCATTCCCGGAGGAAACCCGCACGGAGCCGGAGCCTCTCTAGTGGGAAGAAGTAC
CGACTGGCAGCAGCAGGGGAACATTCCTGAGCACGCCTGCCCCAAGTGCAACGAGATCCT
GCCCGACCTGGACTCCCTGCAGATCCACATCATGGACTGCATCAACTAGACCGCCATCCC
CAAAGATGCTGAATTTGCACCTAAATCTGAGTCTTCCTCTGCTGTGACACGTATACCTGT
ACCGTCTGACCCCCGAAGCGTCACGCCACGGCTCTCCACACCAGAAGCCCCCGGTTATGC
ATGTGAAGAGAGTNTCCGTTNTAACANGTAGATGAACTTTTTTTTTTCTGTTTCTCCAAC
AGTCTGGCGTTGAATGTAATTTATATATATTTAAATGGGTAAAGATTTCTGTTGGGTTCA
GATTTCAGGGGGAAAAAATCAATAAAAATAG
>CL11933Contig1
TTTTTTTTTTAACCGTCAACAAAGCAAATATAATGTCATAAACAGTAAACACAGAACATA
CAAGAAGACCACAAGATGGGAAAACTGCATTCAGACGACTGAAGTCCCGCCGTCATGTGA
TGCGGTTTCACCTGAGACACGCGTGAAGTGAACAAACTGACGGACAAACCAAACAGTGAG
TTTAGAAAAAGGACACAAAGGCTGGTAGAAATGAAATCCTAAAATAAAAAGCTCTTCCTC
CTCGGCAGTCCGTTCCCACAGAGGAAGGTGAAAGGCCTCCACAACTCACATGCCCTCCAG
TTTTCCTGATATCTGCTCCAAGACGAGGGAGCAAATACCACAAGGATCCAAGAAGACACA
TCTCAGGACACAATGTTCTGTCCTAGTGTCCAATAGCGAAAGCAGGAAGAGGACTGGACT
GTGGAGATGTTACAGGATTTAGCCCCCAAAACGCCCTTCTGTCTTAAACCTGCACGAGAC



CATAGAGACCTTTCCAGGCGGGTCCGGTCAGAACTTATTGCCCCGGTGACCAAACAGAGT
GGACTGACAGACAGAAAGAAAATAAAGACAAAACTGCTTTTTCAGTTAAAAACAAGACTG
TTC
>CL11934Contig1
TTTTTTTTTTAAGGATCTTTCTAAATGATTGTGCATTTCAAGCCACGAAGCAGCAGAGTA
AACGGGAAAAAACAGTTGGATCCATTCAGAGGCAGATTTTTTTGCTTGTTTTCGGGACAG
TTTCAGTTTCATTATAGAATTATTATTTGTAAAAAAATCTATATTTGTAAAAAAAATAAA
AAAGGAAAAAGTTTGGGATGTACTAAAAGATAGAAATCAAGAATGGCCACAAAAACAACT
CTGTGAATAATATAAAATAAATGAATTACATAAATCTGTGTCACTAGGACACAGATTTAT
ATAATTCTAACAAGACTAACAAAACTTCCAACAAGTTCTAAAGGTTCCTAAAGTGGTATC
GGCCCCTAGTGTTCCTCTGAGCTGCGGCTGCTTCTCTTTCAGGAACGTAAAGCTTCAGAT
TTGGAGAAGAAAACAATCCTTCGCTCCTTCAGTCTGGAATCTGTAATTTAAAAAGCCAGA
GGACATCCAGGCGGCTTTTTCCCAGAGAAACTCTGTGTGTTCTGGTTTCAAGAGTAAAGA
TCTGGAATCGTT
>CL11935Contig1
CCACATAAAGTGTAATTGGGTAGCCAATAAACTGGGAGTGCTTCTTTATAACTTCTTTGA
TGCGCTTCTCTTCACAGTATTCAGTCTGGTCTTCTTTGAGGTGGAGGATCACTTTAGTGC
CTCTGCCTATGGGCTCTCCGTTGTCAGGTTTCACTGTGAAGGAGCCTCCGGCTGCAGATT
CCCAGATATACTGCTCGTCGTCATTGTGTTTGGTAATGACCGTCACCTTCTCAGCCACCA
AATATGCAGAGTAGAAGCCCACGCCGAACTGCCCGATCATGGAGATGTCAGCTCCGGCCT
GTAAAGCCTCCATAAATGCTTTGGTTCCAGATTTGGCGATGGTTCCCAGGTTGTTGATCA
GGTCCGCTTTGGTCATTCCAATGCCCGTGTCGTTGATGGTCAGGGTGCGAGCGTGCAGAT
CAGGTCTGACTTCAATCTTCAGCTCTTTGCAGGAGTCAAGTTTGCTGGGATCTGTCAAGC
TTTCGTATCGGATTTTGTCCAAAGCATCCGAAGAGTTGGAGATGAGCTCTCGAAGGAAGA
TCTCTTTGTTTGAGTAGAAAGTGTTGATGATAAGGGACATGAGCTGAGCGATCTCAGCCT
GGAAGGCAAAGGTCTCCACCTCCTCCTCCATGACACGTGCAGCATTCTCTGGCATCTTGA
CTAGAACTAGTTCTGGTTGTAGAGGATGATCGTCAGATTAATGTCTTCTGTCTCAAAGCT
TAAAGCGCGTCGCTGCTGCTTCTGTAGAAAGCTGAGTTTCTCTCTGGTGCGTTCAAGTGA
GTGTCTTGTGACTCTATGCACCCCGGCC
>CL11936Contig1
CGGCTCCTGGGCCCCTTTTTTGCGGCTCCTGAAGTTGTTTGCCATCATGGGAGAAGTCGA
GACGGGAGGCTGGGAGAACTGTTCTCTCCTGCTGCGCTGCTGCTTCAGGTTCTCTGTTCT
GACCTCAAGGACCGACTTGAAATCATTTGACATAGACGCCAGTTTAGACTGTAGTGACAC
CACTATAGTGTTAGAATGAGATTGGATGTGTCGGCCACCCGGAGCTCCACGTGATCTCAC
CAAGTCCTGCAGCTGTGCTATCTGTTTGTTCAGACTGTTGATGTCTTGTTTAATGATGTA
CGTCAGCTCTTCAATCTCCACTGCTTTGTCATCAAATAAGGATTTCCTTTTTGCCAAAAT
AGTGAGCTTCTCCAGTTTGGCAAAAGTGTTGCTCAAGTCTTTCCCAATTCTCTTTGCCAT
CACTGTGAAGTCACTGCGCTGCCTCAGGGCGGCAAGAGCTGGTTTACTGGGCTGGACTCC
ATTTTGTCTGCCTTGCAGAGATTTACAGGCGGACTGGAACTCCAGGGTCCGATCGCGGCA
CGTCATCTTGCCGTCAGAGGATTATAAACCCGCTTTTGAAGCAGAAAATACCTGAAACGA
CGCCCGAACCCTCAGCCTGAAGCCTGTACGGTAAACAGAAGGATCTCCCGATGTGGGAAC
AAGCTCACACCCAAGGCGGACAATCCTTCATGAACAAAGGCCCACGCATGTTTGAGTAGG
TATTAAACCATTTTTGGTGAGCCCGCTATGTTTTTCCAGAAAAGAACTACTCAACCCCGG
AGTTAAAGTTCCGATGCTAGTCGTTTCCCCCCGGCCATA
>CL11937Contig1
ATCATGTACAAGAATCCCAGCAATTTCTGCTATAAACTGTTGATCTGTGGAACACACGCT
ATGTTCTGTGTAACGACCTTCAAAAATTGGCTTTGTGGTTCTCTAAATTTCTTTGGATCT
TACCAAAATGTTTCTCTGCTTCAATTACAAACAGTTCAACTGTTGGACATCTTTGTTAAT
TACTATAGCCTCAGTTATCATCGTGACCCTAATTCCATTATCTTTCCAGAGAAAACCTCG
TAATAGAAAATATTGAGAAATGTAAATCTTTGCTCATCCTAAAAGAACATTATTAAAAGG
TAAAAATAAAAGTGAAACACATGAAATTTTGGCAACTTTGATTATCCAGCTATAGAAACA
TTTCAGCAGTAGCACCTTTAGCTGAAATGATAAACTACACTTCAAGTTGGGTTCTAGACG
TTCTTTGGCTCCAAACAGGTGAAAGCTTAATCAGTCGGTCACAGCATTCACCAATACTAA
TGTGAACTTACGCGTTCAGGAAATCGTTAAAGCAAAGACGCAAGAGAGAACATTTGAAAA
GGATACATTTAAATATTCTATTAATAATAATTTAGTGCCCTAAAGAAAAGCAGCAGCAGA
CCTAAAGATAACAGGCAGGACATTGTTTAGAGGACTGTCAGATTCATC
>CL11938Contig1
TTTTTTTTTTGATTTTTAATAAAAATTATTATTTTTATTATTTGTTATTTTTACAGCCAT
TTTTAAAGCGCCGTTCACATTTAGATCAAATGTTGACAGTTCTAGTGAGCTGTTGCATCT
AAAACAGCAAAGTGTACACGGGGCTTCTTATCTTCTATTCTTTTATTAAAAGACATATTA
TTTATAATACCATAATAATAATACAAAATATATATTTTTTCCCCTCAATCTGGTGCATTT
GCAGACATTGTATTTAATGTGAAATGCCCCTATCAAATAAACATTTAAAAATTAAAACCA
TGAGGAGCAATGTATGGCCCACTGGGGCAACTTGCCCCTGTTGCCCCCCCTTTTGACCTG
CCCTCACTGCCTGAGTGGCTGCTATATGCCCCTCCCACACTTTTCTCACTTTGCCGCCCT



GGTTTGGAGCTACATGCAACAAATTCTTGAAGAAAAAACATCATTTAAAAAAAAAGATGG
CTTTTCTATTAGTTTTATCTCCATAGCAACCATTGTCATTTTTAGTTACCTGGGGGGACA
AACAAGTCTGTGTAGTATTTAGAAGTACATACATAAAGTTTCCTCTTTAGTTGCAATAAC
GTGTTTTTTTCTTCTTTCCATTTGACGTTTTCAAGAAACTCAAGAACATGCAAACTCACA
CAACACAACCACAAAC
>CL11939Contig1
CTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGGGGTAAGAGCTTGTCACGTCG
GTATGTGAAACTCCTCTTAGCAGGTTTTGGTTTTTTTTTTTGGTCAGGGTAAAGGGCAAG
TGACGAGTCAGAAATGCTGCTTTCCGTCTGTGGTGACTTCGAGAGATGATGTTACGAGGG
GATAAAGAGTAAAAGACAAAGGCACCACTTCTTCACACCCAAGGACTGCACGGAGTCGAA
ATGACCGAACGGGAGCTGCTGGAGCCTCTCATCATCGTCGAGGACGAAGACATAAGCGTG
GCTGTCTCAGACAGAGACACGGCAGCCTCACCGAGCGGCGCCGAGGCGCCTGCCCACAAA
GAGAAAGAGGAACACTCAGACGCCGGAGCCATGCCTGTCAAAGGGCAAAGTTTGGAGACG
CAGCAAAGAGCCACTGAGGAGGGCCAGTCGAGGGAGGACAAAGAGGAATATGTGAACAAA
AATGAAGATCTGAGCCGAGCTGGAAGTGAGGGACAGATGCAAAAAGAGGGCAACCCTCAA
GAAAACCAGAGAGAGGAGAAGGAGN
>CL11940Contig1
CAGATATTTAGGCTTATATTATGAAAAGGTGAACTTGTTCGAAACCATGTTGGGGTAGCA
GTGCTTCTCTCTGAGAAGATAAGCAGCGAAACTTCGATATTTATGACGACTGAGTACTGC
TCAAGCTAGTTAGCTTAGCCTTCGCAGAGGCTGAAGCGTAGTCGTGAATGTTTAGAGCCG
AGTCGGTACCAGGGAACGGTACCGCTTCATATTGGTAACACGCCGCGTTAGTTTGAAAAT
TAGCGTGCTCCAGTTCGGGGCATGTGGGTAAAGTTGACGTCTTAAAATTCAGACTCAAAG
ACGGAGGTTGAGTTGGATGGTTAGCTAGCAGTAGATTAGCCGAACAGTCATGGACGATTT
CACCTCCATCAGTCTGCTGTCTCTTGCCATGTTGGTGGGATGTTATGTGGCCGGGACGAT
ACCGTTAGCCGTCAACTTCTCAGAGGAGAAGCTGAAGCTGATCACGGTGCTGGGGGCGGG
GCTTCTCTGTGGGACGGCGCTCGCTGTCATCATTCCTGAAGGAGTCCACGCGCTTTATGA
AGAAATCCTTGAAGGCGCTCACCACAGCCACGGGCAGGCCG
>CL11941Contig1
CTGATGTCTGGAGCTGTTGTAGCAGTTGAATCTGGAATTGGGATCAGTAAAGTTGATGTT
ATCTTGTTGTAGGAAGGAGATGTTCTGGTCCGGACTCACCATGTTGAATACTGCGATGGA
GGGATCCTGGATCCTGATGACATTCTTAGTGATCTGGTGGATGACAGGGACAAGGTAAGA
GGCTCCTCTGTGTCTACTGAAGGCTTTTCTAACGGATGGATCTGACAGATTTAGGTCATC
TTTCATCAACAAAACCAGCTATTAATCAGATCATTCCTGAATGGATTTACTTTTATTTTT
AATCTTTCCACAGTTTTTTTTTTAAAGTTTATATCAATACCTGGGCATAAATGTTTTTAT
AACTAATACAAATATATTTCTTCAAAAGAACCTAATATATTGTGATATAATATTGATTTA
GAATTTGATTTAATCTTGAATCAAACTGAGCTGTAGTTGTTTTTTTGCTAAGTTCTCTTC
AATGACAGCGTTAATAGAACTGTTTTACCTCCTTTATTTCTTTCTGTGCATGTTTTACTG
TGGATTTTGTATAATGCTG
>CL11942Contig1
GCGGAGAAGTGGGAGGAGCAACAGCTGGCCACGGTGGAGCTGTACGTTCAAACGCACAAC
AAGAACCCGGTGGAGAGGCGCCTCCATGACTCCATGGTGATCCGGGCAGAGCCCGACAGC
TTCACCGTGGGGGAGTTCATCAGCGTGGGGAGCAAAAAAGAGGCGGATCCGACAGCTTTC
ACACAAAATTCGACCAAACTGGAGGCCGGAGCCTGCCAGCTCAAACTACCAGAGGGCGTC
TCTGGCTTCTTCAACATCGACAACGAGGAGTACGAAGCCATGCCTGTGGAGGTCAGGCTG
TTGCCCAGGAAACTGCGTTTTTTCATCAGCGCGGAGCGCCGGGAGCAGCTCCTCTCACAG
CCACAGTGACGAGGATGAAAAGCCTCCGAAGAGCAGCGACAGCAGCCGGAGCGGAGAGGA
GAAACAACACCAGAACTGCCTGAAAATGGACCTTTTACGTCTGTCTGGATGAAAAAAAGA
GTGAAGCATGTCAACTTAAACTGTATTGTTTTTACATCAATATGTAAGACACTTTCTTTC
ACATTTTTAGTTAAATTCAGCTTTTTCCAGGCGTGTAATTATGTTAAGTTTACAGAACGA
CACACGATTTTCATGTCGTCTTGACTCAGTTCAAAGTAGTTTTTTTTTCCAGCAGCGTAA
CCGACGACGGGTTTAAAGCTGAAGACTTTAAGCCTGTTATGAAAATAAAGAGAAGCTTTA
GCCTTGAAGAGGAAAAAGGCGGAAAAGAGGGAGNTAATAGATGCAGAAAAGGAAATAAAA
AGCAAAAAAAC
>CL11943Contig1
TTCGGCACGAGGGCACATCACCAGCGATCAAGAGGCTCAGAGTGAGTGCAGAGAAGTTTT
CCTCATCTCTGTCCTGTGTGTGATGCGCCGCAAGATTCGTCCAGGAGGCACTGGGTCCAG
CTGCTGGTGGCGTGTGGGAACATGCCTTGACTTGTTGTGGTGCAACACAGAAGGCAGAGA
AAGACTGAGAAGGAGAACAAGCTGGTGGTCAAGCCCGGTGTGAAGTGACCCGTGCCCTGG
GAAAGCCCTGCAGCCCCCTGGCACAGACAGCAGTTACACGTGGTGGAGGTGAGGGGCAAT
AGAGGAGCGCCGCTGCAGCCTGATCATCTATATTAGAAAAACACCACTTCCTCCCACAAA
GCTGGGCAGGAGAAGCACGGCTGCATTCTGAGATGGAAAGATGGGAACGTGCAGCAAAGT
CAAGCAAGGATCCTGGAGGAGATAGGAGGACAGACGGCTGGTTTGTTGGACGCGGCTGCT
GTGGGTGTTTCTCTGGCAGTGTCTTAGCTGGTTGTTGTGAGGAGTGAGAACGAAGCAATC
AGCAAGTATACTGCCGCAGAAATTCTTCGCAATATGAAGCCTTGGGATCACGGCCAACGT



GGGGAGAAAAGGAAACATAGGGAGAATGCACTTATGCTGAAAATCCCAAAACAGACCCTT
CAGATTTCACTCAGACCTGGGATCTGCTGTAGACTGACCAGCTGGGAGCAATGACTTTTT
GCCTTCAATGACAATTACAGGTGGATCAGGGCATCTGAACTTCTGCATCATGAATCTCTG
CTGCCATCTTGTGACTGTAAGAAACCACCAAATCATTCATTTGAAGTTCTGCGCTATTTT
GTAAAAGCAAGATGCTTTGTAAATGATATGACTGTTAGGTCTTCCCAGTTATAAAAAANA
>CL11944Contig1
AAGACGGGCTTGAACGGCCCACGAAAACAGAAGGTGTGAAACAGAAATCCTTAACTCTGC
TGGTTAACCGGTGGCTCTAAACCCGAGCAGATGCAGATTTTTGTCGACGCAAGAACATAC
TTGGGGATGATGGAGCTCCTTGTTCCCAAGTTTCCTGTTTCTTTAGGTGTATTTTCAACA
TTTCATTGTGTGCAGACACAAGAAGAGAACTGGTTTTTCCTCACAGTGGGACAAAATTTA
TACTTAAAGTCCCACTCAGATCATTCTTTGATCTATTTTCAAAGCGTTCCCGGTGGTCTT
TTAATTGGTTATGTCATTTTTAGCCAAAATTTAAAAACATGTAGTTCTACAGTTCATCAG
AAATTGTGTGGGTGGAACTGTTGGCGCAAAGCAAGCCCACCCCCATTTCCCATGATGCAT
CTGGCTTGCCTGCTGCCCCTCACAACGCCAACCTAACATTACCAGTGCAATAAAAATGGC
GACCAATATTGGAGCTAGTCAGCCCTACAGTTTTGAGCCATATTCCAGCTCAGAGGAGGA
AAACAGAAATGGACGTGGATCTATTTGTCTACAAGTGGATCCATCAGAGGGTGTGACCTG
CCCAGTGTACTTTCTATGTAACAAATACAATATTTTCTGCATTTTCTTTGGCTATTCCTG
ATTCACAATGATTTGAAATACTCAGAAATGTAATTTTGCGCTGAATTTTGCTGATATATG
TCCTCCATCATCAGAAAAGTGTCACAAAAAACATGTTAAAAACACTAGAAACACAATTTT
CATCAGAGTGGGTCTTTAATGTGTATTCTCAGAGTTTCATAAAGTGCAGAC
>CL11945Contig1
AACAGGAAGTCAAACTCTGTTACAGCGTGAGATACCATAATGAAAAAGGAGGTAATGGAC
ATTTAATGAGAAACCAAAGAATTTGCAGACATGAAGTGTTTTTACTGAGTCTGAAGGAAA
AAGTCAGAACCTTTAGTTTCTCAGCAGCCAGAAGAGGAGGCACAGTTCAATCATTTACCA
ATACTCGGGAGCTTTCTGTTGAACTGGAGACTTAATGTTTATCAAATGAACTCACTCTCT
AAACCTGAAGTTCCTACACCATGGCAACTGGAACAGTCCACTCTGAAGGCACAGGGGGAA
TACATTTTGTTTACCACAAACAACCTGGTCACCAAGAGCACCTGGTTTCTGGAAGGGTGT
GGTTGCTGAAGTTTCATAACCTCAATATATAAAAGGAAACTAAAAGATCTGTAATCCTAA
AGATAATGTGGATTTCCAGTTTAAACTAAATTTTCTTGTATGCAGACTAGAAATCCTTCA
TGGACTGCATGATTGACAGGCTTCAGGGCATCACAGAATTCATTGAAGCAGTGGGACTCC
AGCCTTAAAGAACGCCATGTCGATACCCGTTGCAGGTATCTAGAGGCACACCTTCATTCC
TGCCTGAGAACTGGAGAAGGGGGAGGAGCCTCTTCAGGCTACACAACACCTGCCTGAACT
GGTCACAGACCTGCTTTTGTGCCAGTTTCTGTGGGGTTAAAAGAAAGGCCGCCACAGAGA
AACTAAATTGGAAAGTAGGAATGGTTGTGAGCAAAAGAGAAGTGAATTTTCCTCTTGGAT
CTGACAGTTTACAGTTGCTTTTTTATAGCCGTCCCGTGCCACCAGTAAAACCCCGGCTAA
TGTTTTACCTGTAGCTTCACAGAAAACGGGATGTTGACTAGCAGAAAAAAAAAAAAAAGA
AAAAAAAACCAGACCAACCCCCGGCCATAATGNCCGGGTTNNNCGGCGCTG
>CL11946Contig1
CAAAAAGAAGAAAGCAGTTTACAGACTACCAAAGTTTAGCTTTCCTTTCCTCCAAGAGCG
GAGGAGCTCGCAGAACAACTTTATATCTTCTCATCGGAACAAAAAGCTCCACCATTTTGC
AATGGGAGGATTCTTTAAATGTGTTCAAGAGCAGCAGAAGTGTCATCAAAAAAGGAAGCA
GATGGCATCTTTACCCACCATTGATGGAAAAGAAGAATACATTTCTCCAATATCAGAGCC
AGAAGAAGAAAGGACAGAAGCCGAGGACATCCGAGTGGTGGCACGGAAACGTTTCGTGGT
GTCATTGAAAGCAAAAAGCTTCCAACCTTGGTGCAAAGCGACGGAGACGTGCAGTGAGGA
CAAACAACACACAGAGGGAATCCAAAACTCTGGATCCGAGTCCCAAAGACAGAGGATGGA
AGAAGCGTCAGTAAGGAGGCTGCTGTCCTCGTGTGCAAAGAGCTGCGATGAAGGAGAATC
TTCTCATGGAGGCAGAGAAGCCGTAGATGTGTCCAGCATCCAGGCAGAAACAGCACATAG
ATCTCTTAAGAGAGCAAAGAAAAAACTCAGTTTTGTTCAAAACAGAAACACAAATCAGTT
CTGTGATGACAGTGATGCTGCAGCATGTGAGACAGATTCTGACAAACGCACAGGAGAAAA
CACAGAGGCATTCACAGAGGGTCAGTCTCCAGATGCAGAGTGTGAACCTGAAGGCCCTGA
TCAGCAGGACACCGCTGATCATACGCTGTGTGAGAGAACCAAAAAGAAAAAGAGGAAACT
AAGAAGCAAATTTAAAGGAGTTGAAGAATTAAATGACCTGAGCTTAGACGAAGCAGAAGG
TCAGAAAGCTGCAGAGTTTGTGAAAGTTGCAACTGAAGAGGAACAGGGTTGTTTATCTCA
TGGCAAGTCAGACTCTGCAGATTTAAAGGAGAACAGACAAAAAGTCAAAT
>CL11947Contig1
TTCGGCACGAGGACGCAGCGCAGCTGATGCACCGGGAGGTGCCCGGCTGCCTGGTGGTAG
TGGACAGCATGGAAAACTCCTCCAACGCTGCGTACGGAGCCTTTTTCGACAGACTTTACA
TTCTGCAGGAGGGAAAGGTCGTTTATCAAGGTGGTAGGGGTCCTGAAGGGTACCGGATCT
CAGAGCTCAGAGACTGGCTAGACCAATACAGAAAGGGGATGGAGAAGTCCAATAATTTAG
TGATCAATATGTAGATTACTTCACGCTTTTTAGAGCTGCTGACAGAAACAAAGATGCTGC
AAAATTCCACATTTAGGAATCCGTTTAGCGTATTTATTTTTGCTTTTTTTTAAAGAAGTG
ATTTGTTGAACATGCCATAAAATCATAAAAATGTTCTTTTCTGCATTTTGTTGTGACAAA
CTTTTACTTTGTCATTTTGTCTTAACCCTCCTCTGTGTCAGTGCGCTTATAACCCGCCAG
GACCTTGAGACGTGCGCATCACTTTGCTGGTCAGTATTGTTGTGAAGTTCGCCTCTTAAA



TGGAGTCAGATCCACAGAGCCGACACTGATGTTTATCATACTGAAGATCAGAGTGAAGCT
GCTTCTCTCCGCCTTGCATGGCGCTTTTGTACAGATTATGAATATATATCTATATTTTTT
ATGAAATAAAATGTATTCCA
>CL11948Contig1
GAGGATGATCTCTAACAAATACTGTGATTGAGCATTTTATGTTGCCTTCTGTTTAAAACC
CTTTTGTGTCTCTTGAGTTGAAAAGTGCACCTTAAAGCTTTACTTTTTTACCATAATTGT
TTGATTTTTGATTTTAGTTTTCTGGAGTTGCACCTTTGTCTGATCCTGGCTATAAAACAT
GCTGCATAAAGAGTTTCTTTGTTGAATAATTAAGAAGCAATTTTAGTTTTTGTAGCAAAA
AAAAGCCTAAAAAAACAGATGTGGTCAAAATAATGAGCACAATTTTAAGTAGTAATGTAT
GAAGTTGAAGGCAGCTTCCCTGTGGTCTGTGTGGACTTACTGCATCAAGCCTTCCTTCTC
TCTGAGTCATGCACAGCTTGACCCTGCAGCTGTTGAGGAGACCCAGCTCCTCTCATCCAT
TGTCCTCACCTCAAGGTTGATCTGCAGGATACAGATACATCTTTGTCAAATCTTACAGTT
TTCACCTTTTTTTGTATAAACCTTTAAGTTTCATCTTTTCTTTTGTCTTTCTGATTGTAA
AATGTAATAAAAGCTTTATTATTTTATTTATTTTGTAAGTTGGAAAGCCATTCTGAGTTA
AAAATCCAACCTATGAATTTTTTTTTTCTTTGCACTTACATTGTCATTTAATTGCATTAA
AGCTAGAACAGTGTTGTTCACACCTAAATGTGTTACTGTTTGACTGTGCTAACTGTGGTA
TTGCCTTCAACTTAGTCATGTTGTAGCTTTTGTTTCATTATCAACACTAAAGGTTTGCTA
TAATTTTGTGGTAATCCCTTTAATAGTTAACAGTATTAATTAACTTAAAAAGTTGTAATC
AAATTATTGCCTCATGAATCTAATCCTGCAATTCCTATGTGTTGTGTTTTTATATTAATT
TTTCACATGATTTGTACTAAATATGTGAACCAGAGGAATGGAAGTACACAAACATACTCT
GAATGGAATTACATTCGAGCTTTACAACATTGTTGCACCTTCTGGTTTTCATTCAAATTT
TCTTTGTAGTTGCAGTAAACAACTTAAGTAACCAGAATCACCATCCCATAATACCAGTAT
T
>CL11949Contig1
GTCCGGTGGGGCGTTGCAGATATTCAGGAAATTGTTTTTCCTCCTTTTGTTTCGTCGGTA
TGTTTTGATAACGTTGGAAAAAAAATAACTATGTGATGGCCTCACGTGCGTTTTGGGTAA
GAACATGCCCGTCACGTGACGATAACGGGTTGTTAAATGGTGGTGGAATGGGTTAATTTA
TTGCTGCATTTCAAATGCTCAAGTTATGAAAAAGCCATCGCCCCGTCCCAACCAAGTGTG
GCAGGATGAGCAGCATTAACCTCCCAGTGGACCCATCCTCTGACGGGACAAACGCCCACA
CTTCATACCCGTTACCGCCACAAGACAGACACCTCGCCATGCCCCATCACAGCCACAGCC
TCCTGAAGTTTTTGAACGAGGACCGGACCCGGCAGAAGTTCTGCGATGTCTCCGTGGTGG
TGGGTGGGAAGGTTTACAGCGCCCACAAGGTGGTGTTGGCTCATGGCAGCAGCTACTTCC
ACGCAGAACTGTCAAAGAGCTCTGCTGCGACGGCTCAGGTGACTTTGGACCACGTGGAGG
ATTCAGTTTTCCAGCTTCTGCTGGGGTTCCTGTACACTGCGGAGTGTGTTGTGGCTGAAG
CAGATCTGCCTGCCCTCACTGAGGCAGCCCGGTTTCTGAACATGATGGATGTACTGAGGC
TGGTCTGTGAAGAAAGAGGGACCAACTCTGTCGGAGTGATTCATACTCAAGCTGAGATGA
TGGAGATCTCTGGGAAGGCAGTTATTTCCAGTGACTCCACAGGAACTGACACCAACGTTC
AGTGCCCACCTGAAGAAAAAAATGCTTTTTTCAACCAACAGTTTCACACTGACACCTCCT
TGGAGAGCAGTTTGGCTCCTTGTGCAATTGTGGCCCCAGCTGAGGATGCACAAAAAGCAG
AAGAGAAAGGGGTGACCACTCGAAGATCAGCTCGAAGGAGAAGAGCACCCACCAAATATA
AAAGAGACAACATAAAGTCCTCCATCACAACGTCTGAAGAAAAAGAAAAAAGTGCAACAC
CAAGGCGGGAAGATGAAGAACGAGTAGAAGAAGACCTGGTGTTGGAGAGCTCGACGCTGC
TGCTGGTTGGGAATGAGAGCTCCGAACAAACCCGGGGGAGCGACGAAATCCACGAGGATG
GAGAAGATGACATGCAGAGGGAGATGAACTCTGGAAATGTTGCTCAGAAGAGCATTGATG
AGGTAAATGACGCAAACAGAAGCCTCCAGGCTGTGGAGGAGCCAGGAGGGCTCGTGTCTG
CAGCGGGAAGCTCTAACCGCACATCGGCATATCCTGAGGGGCTTGATCCAGTCATCATCC
AGACCTCCAACAAGAAGACGCTCAAGTGCCCCAAATGTGACAAGACGTTGACC
>CL11950Contig1
AGTTCACATTTATTGATGCTAACTTGTGTTTTACTCACAATTCTTGCCTTGATGCTGAAA
CTATTGTTTAAACGGATTTAAAGTGTGTAAAGGCATCTGAAAAATCAATGTCAGCTTTTA
AGATGTGTTTACCAGAGTAAGAGAAATAAAAGCCTGCATGAAGTTCTTCTTTTACATGGC
CATGTTTCATCTGTCATGTAAGGAATACGATATTTTTTATCCGTTTCTTTGCTTGTTGTG
CATGTTGCTGCTGATCTCAGATCAGTTTTGTTTCTTTAAAATGCCAGAACGATGCTTTTA
TTTTGGAAAATAAACAATTTTCCCAGTTTGACATTAAAGTTTTAAATAATTGTTAATATT
CTGTTTTTAGCTTTGTTGCATATTTAAAACATCAAGTTAAAAAATGGCTTTTGTTTTTAA
TTAATTTATGCTGTAAATTCTGTTTAGCTGTATGAAAGGGTTCTTAATGGAAATAGGTTT
TATTTTCATTAATTTTAAGCAAATTATACATTGTTTTAAAATATGTTTTTTTTCTTTTCC
TCAATGCATCCTCCATTTTTTATTTGTCTTAGCTGTAAAGTGGAGTTTCAAAGCAAATGT
GTGCCTTTGTTTGTTATGCCAGTGAGAAGTTTCATGGATTTTAAATGGTTTTTAAAATAT
TCAGTTTTTATTAGCCATTTATATCTAACTTCTGTTTTTTGTTTGTATTGCTTCTGCTGT
ACATAAATAAAAG
>CL11951Contig1
TTATTTGCTTTAAACCTTTCAACAGTGACAACGGCGAATTTTACATAAAGAAAGACATCT
TAAGTTCAGCAAAAGAAAGAAGGAACACGTTCGATCACGGCAATATAAGTTTTTATCTGG



GAGAAATAAATAAATATGAGCGAAAAAGAAATCAAATCTCCAAGATTTTTCTACAAAGCT
GAAAGGTCCGGGTGGAGTTTTTTTATTTTTCTTAGGCCGTCCACACAGCCATCACGCAAA
CGAAGGTGTCAAGTCACTCAAACCAAACTAAAAAGCGTCTGTACTCACAGAAAAACTGAT
CTTGGAGATGTCATCTTTCCTATTTGCAGAAGAGTCTACATTTTTACGATTTATACAGTT
TCGGGAAAAAATGCAATTACTGATCTCACAGGCGACTTTTCTTCATGACTGCTAATGAAA
GCAGCCTCCTTAACACTGCTGTGAACAGATTTGTAGATTTAAAAAATAAAAGGTTTTGTT
CTGAAAACTTTCAACATAAAAATCATAAGAGGACGAAACGGCTCACTAAAATACTCTTTC
AATCTGAATGGAAAAAAGTAAAAATATAACAATTTAAAGTAAATTGCATTATCACAGAGT
GCTTTTATTGTGGCGGTGCTTTCACAGAAACGATCAGAGAGCTGAAAAGTTGCCGTCTGT
GTTTTTATTTGCTCCCNGTGTCGCTGTCCCTCCTCTGCTGCTTCC
>CL11952Contig1
GTTTATATTTAATTAGGACCAAAACAAGAGGTTATAGGCCGATTCAGCAGGAGGTAGCTT
AAAGTCACTTTGAGTTACTGCTTGGATCACTGACTTCAATCAGTACCTGCTAGTTGCTTA
GCAACCTAATGATGACAGGAGACGTTTAATTTGTAGTTTACTAATTAACAGACGTAAAAA
TAAGTGCATTTGACAGTTGTTTCAACAGCCATCATTTTGAATGTAACTCTTAGTTTACAG
AGCTGCTTTTTTTCAGGTCTAAGCCACTAAAGGCAAGTAAAACATTTTATCTCCATCCAT
CGCTTAATACCCAAAATACATATCTTTTTTAAATGTAATATCTAAAATGAAATTACAAAT
TAACTGATCATTGAATGTCAACTTTTTTTTCTTTCTACAATGCATTGTTTTAAAGATTGT
ATCAAGGCAGTGGATCCAGCAATCTCTGGCTTTATTTTCAGGCTGTCATGCTTTGGTTAA
AAATGGAAAAAAAATGCCTTTAATATAAAGATTTGTGCAATAAATTTTGTGCAGTGATCA
CATTACTACTTCAATTAACACCATTCTTGTCCAGTCTTTACAGAGTCTTGGTTACACTGG
TCTTATGAAAGCTTTTGTTTGTCTCCTGTACTCTTCTTTTAATTTTCTCGCGCTGTGTTC
AGCTTCAGTTGTTTAAATACAAAAATACCTCAGTTGCCTGTATTTTAATACTTTATAACT
GATCATCCTAAACTTGTTTAATTCCAA
>CL11953Contig1
GGGCTGAGGAATTCGGCACGAGGAAACATGAAGCCTCATGTTGCTGCACAGGGATTGTCG
GGCTGGCAGATGACGTGAATTGTTTTCTAGCGGACGCCTACTTTGAGCAACTTGACTGTA
CTTGGCGCACGTTCCTTGGACAAAAACAACAATCCGGCGGGCTTCCGAGTGTTTGCAGCC
CTTCTCCCTACACGGCGTCATATTTTGGATCTTCCTAGCTTCGGAGCTAACTCTAGCTAT
TAGCTAACTTAAGGTTGGTAGCAGGTGTCTATTTTATTTGGATGTTTTCACGCAACTGCG
GCGGTATCTCTCAACCAGGTGGTTGTAGTGATGGTATTTTCCGGAAAGCCGGAGATGACA
ACCAACCACCCGTCTCCATTTACCTCCGTGCTAGCTGGCTGGCTCTCACCGCTCCCTCGG
CGCTTGGTCTCGGTCGGCTTCCTGGCTTTGTGGACGAGCGGTTCGGACTCATCGTAACCC
CGCTAGCTGACACAGTAGCTAGCACGTCCTCCTGCTAAGCAAGTACGATTCTGGGAATCA
AAACAGGAATAACTACGCGTCTCAATGGACCACATGTCCATAATAACCCAGGTCCCCAAT
ACAAAGGAGGAGGGAATAATTTCCTTTAACCAAGATAAAGCATCCCAGTCAAACCTCAGC
CTG
>CL11954Contig1
GTTGGAGTTACGATATGTATCTTTATGAAAGCATCAGTCTGATGTGATAATAAGACATCT
ATAAATAGAAGAAAGATGGGTGTCACACCTTAAAGTGTCATGTGTGTTTATAACGCTCGA
CGTTGTCGCGCAGCACAACACCAAATACTGAGTCATACTGCGGTGGACTTGTAACAAAAT
GATAAACAGAACTGAGAATGCATTTACGGACTTTTTCATTTCTGAGAAAAAACACTTCCC
CTATACTCTTAAAATCATTTGAAGATTCAGGGAAATGTTGACAGTTGATCTGTGAGATTC
AGTTTTGCTTACTGACCATTATTCCATACTGGCCTTTCCAGTCTAACCTTCAGTGATAAC
ATCGTGCTGTTATGACTACCACTCCTGAATCAAGTTCAAACAACCCTTTTATAATTAAAA
CATTTNTTATGTATACTAGCATGTTTACTTTCATGTTTTTCCAGGTCCAAACCCTGTTAA
AAATCACTCCGTCGGGGGTCTCAGGGTCTAACTCTGAACATGCAGTGACACTGCAGATCT
GTCTGAAGATGTTGATTATGTGTAAAATGAAAACAATCAAATTGCAGAATCATTATTTAA
ACACCTAAATGTAAATAAAGAATGTCCACTCTCATATTAGGGATTGTATCTATTTTTGAA
ATCTGTATTAAATACTTTAACCTTTAGTAGCAAACATGCTTAAATAAAGA
>CL11955Contig1
TTTTTNTNTTAAGCTTGATTTTCTTNATATATGTCCTCCATCATCAGAAAAAGGCCATTA
CAACATGTTAAAACACCAAAAACACAACTTTCATCAAATTGGACCCTTAATGTGTGACTG
GAATGAGATCTATCCAGAATTTTGACCTGGGCAAAGATTCAGCATTTAGTTTTAACTTTT
GAGAGTGCTGATTTAGTCCTGATAAAAAGTGTTTAAATAAAACAAATAAAAGTGTATCGA
ATAATAGGAAAGAGCAGTTGGAAGAATAGAAGAACTGGGCTTAATTAGAAAGGTCAAGTT
GTGTGTTGTCGTCAGTGTAACAGTGGATAATTGGGTGCTGAATTCCTGCCTTCAAAACCT
TCTTTCTGTGTCTTTCCCTAAAAGGTCAGACAACTTGGTTTGGCTACGAGAGTCCTCGAA
GTTTCTGGGATTACATAAAAGCTGCCTGCAGCAAAGTACCCCATAACTGCATTCGAAGCA
TAGAGAACATGGAAAATGTGCGGCCATCAAGAGCAAAGGTGTGGCTTTATCCATCTACAG
ATTTTAATGAAATTTTCAGC
>CL11956Contig1
ATTTGCAGACCAGCAGCGTGCACACATGCGTCAGAGCATGCAGCCTCCTTCAGACCTTCA
CCTGTCCTCCGGCTTTGGTCGGCCTGTCAGAAAAACATTCTTTATTCCTGCTTTACATTC



TTGTGGTCACGTGGAAGACGCTGCATACCAAACCTGTAATGGGAAGCACCGTGCAGCTAC
CTGGAAAGAACCCAAACATTTCTGTTCTGAACTTTCAGATCCTTTTTCACGTAGAACATT
CATGTTTTACAGCCATTTTACTCATTATGGAGTCGATTACATCTGAGATTTACATAATAT
GTCTGAATGACATAATCATGAAAACAAGGGTATTTCTAGCTGAAGCTGTCCCCCCATCAG
TCCTCTGATGATAGACTGAAACCACATGTTACTTAACTTCAAACTCTCATGACTGAGTCA
GGCCACAGAAATGTAAACTGAGAGTACCACGCCCCCCTGCTCCTCTGCTATTGGATAAAC
TCTCCTCCCTCTGCTGCCTGGAATGTGTGGAATGAGTAGAAAAAACTTGCATGTCCCAGT
CCCCCACCCCTCCCCATCACTGGGAAGAGTGCTCCCCTCAGCACATGCAGGTGTCGCGAG
TTTTTCTCGGCTGTTCGCAGGTTATCTGGAAATGTCCTGTATTTTCCAATGTGTGTTTTT
TGTACTGTAGGGAATAATGTATCTTTTATCATCAAAACAAAACAAACAAAAAAAAA
>CL11957Contig1
TGAGAGAAATCTGTTTATTATCATCAAGAAACAGTTCACATTAAAATACTGTGTACACAA
CTTCATACATCTTTGAAACGTTTTTTCTTTTTCAAATGAAGCATTTATTTGCTGTTCATG
AAAAAAATTTGCTCAATATGAAAAAAGACAAAAAAGGAGGTGCAATCGTTTTCCTCTGAT
CAATTAACAAAAAAAAACACAAAAAAACATTTTCTTGGGAGTCTTCTTGAAACAGATGCA
TCTTAAAATCTGTGTTTTAATCTTGCCTGAGCAGATATTTGCGAGTTAGCAAAGTAGCAT
ATTTTATGGATGTACTGGAACATGCAATTTTCCTAGTCTCTTATTTTATAAGCCATCATG
TGAGTTTGCTAACAATGGCTTGGTTCAAGGAGTTCAGCTGATTTGTCCATTTGTCTAATG
CTGTGTAGCGAGCTCCCCCTCTTTTCTGGTAGTCCAGTTCTAGTAGCTGGTTAACCTGGT
CGATTCGGCCATGGATCGTATTATCTAAGATGCACTGCACCAGCAAACTTTCCACGTCAC
ACACGTCGATGTTCA
>CL11958Contig1
CTGGNAGGAGCAAGNAGCATCCTGCTAGTGCTCTGAATCCAGCACTCATCATCTGAGAAG
CTGAGGACGAGGTTACATCCTGGGAGGGTGATTGATTCGCAGTTTCGGCCGGCCTTGTCC
GGCTGGGATTCCTGCAATTAAATGGCAATTTGATTGGTAGGAAGGCTGATTAACGGCAGC
ACCATCAGACAACAAATCAGTGGATGGTATGGATGTATCCGTCTGAACGGTGCAGGCAGG
AGACCAGTAGTCATCAGAAACGATGTTCTTACCTTTACACACCACTTTTTTGATCAGAAA
CCTCCAAAACCAACTAGGAGTAGATGTGAGGTGTCAAACAGCTCTGTTTGTGGCAGTCTG
AAGCAGTTCACAATGGTGTCAGTGTCACATCTGCTACCAGGCTGCCAACAGCAATGACGC
TGCCGCACATCATTTGAAGAAAACCCAGCTGGATCAGGTCCAGCGTGGTGAGTGTTTTAA
AGACTGGCTTAGTCAGGGATTCGACTGGGAATGATTAGACAAAATTACTGTATCCACAAA
ATAATGCACTCTTTTGATTTTTTTTTTTACATAAGGACCCAGTGGAACTGAAAAGAACTG
CACCCAAAAGTCATTGGAATCCATTAAGTTAACATTTAGACAGCTGCTATGCAAACCGTC
CTTATGGATCAATCAAACAGATCCTTCAAATAAGTTAAAACAGCCATTAAGTGACAGTAC
TTTTTTTTTAAACTGGATG
>CL11959Contig1
CTCACTTCTTCTGAATTGCACAAGCAAAAACCCCACGAAGCACATCCTGAACTTCAGTTC
TCCTCTGACGCGTGACGAGCTGCAGCTTCTGCAGGCAACGTCTGCTGCTTCTGAAACCAG
CCTCCCGGTCGCCACGGCTGGAAGCGGCTCCAGCCGTCTTTGGTCTTCCACAACAACAGC
AAAAACTGGTTTTGTGTCCATGCCGAAACGCGTGTAGCCTTTTGTTTGTGGCGCGTCTCC
GCTCCTGAGCGGCCACTGATGTCTGGCAAAGCTGCCTTAGTTTGGTGCCTGGCGTGGGGA
CGTGGTGGAACGTCTCCAGCTCCCACAGGGATTCAAACGTGTCCCGGGCCTCATTGTTCC
TCTACCCGATTATGAAGTCGTCATGCATAATGTACTTTAGCTAAATGTGCGGTAAATTGT
GTTTGCTTTTTTATCGAATGCTCTGGAAACCAAATTTCCTTACAGAAAGGTCACCTTTAA
AAGGGAAAGCTGCCTTTTTAGATGGAAGCATTGTTTTTTAAAAAAAAAAAGATCAAAAGG
AGCATCAGATCTATAGTTAACACGGAGCTTCAAGATCATGAATATTTATTTATAAAATGC
ACTCAGTGCAGCTCTGATCAAATACTCAGCTGCACCCTCAGTCGTGCTCGTCCACCATCA
TCGCTGGAGGAGGTGCGTTTGCTCCTTTCAGGCCCAAACAAATCCACATGTCTGAATTTG
AAATGCTTCTTCAGATCTGTGCTACTTTAGCCGCTGAGCTCTGAAGGCAGCTGAGAGGAA
AACCCATGTCAGACGTTTCACGTCAGACTGATTCTCCTGTTAGCTCATGTTGTAGTTTTC
CTTCCTCTCTGAGTCTGGAGGTGTTTGTGTGTGAACAGAACCTGTTGTTGGACGTTTTAA
ACACTCTTTGTTACTGCGTCGTAGTATTTTTGCCACTTATCTCCAGTCTTGCTTCTTTCA
GGTGAGATAACACTTTGCAAATGATAATCAGCATTTTTATCTGTCTTAGAATGAGATTTG
TTCTGTTCAATCANTGGATCTCCAATGGTGAGGGTCAAGTCTTTGTGTTTGTGTGTGTGT
GTGTGCAAGTGTGTGTGTGTTGCAACTGAAATGTTTT
>CL11960Contig1
AAGAAGATGCCTGCCGGTGTACCAGCTGGCCTTGTTCAGCTGTTCCTGGATAAAAACCGC
ATAGATGACATCCCAAAAGACTACTTTGAAGGTTTCACTCACCTGGCGTTTGTGAGGCTG
AACCACAACCAGCTGAGCGACAAAGGCATCCCCAAGTCCGTGTTCAACCTGTCCTCTCTG
ATGGACCTGCAGCTGTCCCACAACCAGCTCAGCATGGTTCCTCGCTTCAACAGTCACCTG
CAGCACCTTCATCTCAACCACAACAGCATTGAGAGCATCAATGGCACTGAGATCTGTCCA
TACAACCTGCATTCGGACCCGAGTGACCCTGATGTTCTGCCGAAGCTGAGGTACCTACGC
CTGGATGGAAACCACTTGAGTCCTCCCATTCCGATGGATCTCTTCATGTGCTTCAGACAT
CTTCATTCCATCGTCATTTAGAAACGTGTACGGAATCCACAAGTACAACTGAAGTCATGA



CAACACGTGTTTAGAGAAGCATGTTATTCCCAGAGCATGCATGTTGCAGAACAAAGAAAA
AAACGTGACAGCTGGGTTGTCGTTGCTAGAACTTCAACATTAGACCACAAATTGAAAAAA
AAAATCAAAGCTCCAGATTTATGAAAGACCAGCAGCTCATCTTGTTTTTTTGTTTTGTTC
ATTTTTTTAAAATATAATGTGCTGAGAGAGGAAAAAAGGTCTGAAAATACAGGTACATTG
ACACACTTGCTAATGACAGAAAGAGGTAGTTGTGTTTGATCTAATCAGAGAGAACAGAGA
AGGACAGACCTGTACATGATGTCCAAATATCCCAAATAAAACATAACTACCATGTAGTTG
AAACTNTCCCCAATGTTCCTGGGATTTTCAAAGGGCTCCATGTAAAGACAAAAATACTTT
TTCTTCTTTTTTTCACATCTTTCTGTATATTATTACTCTGTATAAAGATGCTCTGTACAA
ATAAGAAAAG
>CL11961Contig1
ACGCTCAAGAAAAAAAATAATGAAGAAAGTTTAAGACTTATATTTTATGTAAACTCAGTT
TCTAAAATGGTATTCAATCATATAGCCACTAATATATTTATTAACTCAATGACAATCTGT
TGATTGATTGACTTGTGTTTGTGTTGTTTCCTCTCAGGAGGTAATGGCTGTACTCTCAGG
ACAGGTCATCTCCAAGCTATTACTTAACTATCTGCTTAAATCTGTAGCGTGCTAGAAGAG
CTGCCAGAATCTCCAAAACCCTGTATTGTAATCTCATTACCTAAAAGTAATTTTGGGAAC
AGGCTACTCCTCCTTTCTTGTCCTTTTATCGTCATGCAGGGAGTTTGGCTTCAGAGTTCC
CATAAAAGTGTTGACAGATTTTTGGTATTTTCTGTTTAAAGAGCGTTCAAGTTTCTTGAT
GCCTTATGTGGGCGAGAGCGAAATTGCTGCTTTATCTTTGTTTTCCCAACATCTTCTTTA
GTGGAAGGATTTGCTAAGAAACTGGACACAATCGATGACACTAGGAAAAACATGATAATC
AGGTTTCCTGTAACGGAATTTTCTTTCATTTCTATCCTCTGAAGCTGAGAGTTTGGCTGA
GCTTTCAACATAGATTTAAGGCAGAGGTACTCCTCAGATGTTCAGCATGTGGTCTGAACA
TTCAGGACGAGGCAAAAAATGTGACCAAAGAGACAATGGGGGAATGTGCCTACACTGCTG
TTGGTTTGTTTAGCTGTGATTGTCATTTGCTGGATATAACTGTAATGACACATACATAAA
>CL11962Contig1
CATAGGCTGCCCCTTTGCCAATGATCACTAAAGGTGTCTTAGCTGCCTTGAGGGCACAGA
TGGCCTCTGTGACAGCACTGTGGTCAGCCAAACTCACAGGTGGAGGTGGGCAGCAGGAGA
CTCCCTTGACTTTGCTCCTGTTAACTTTGGCATTGACCATGTCTCCTGCAATGTCCACAT
AACAAGCTCCTGGGCGCCCGTATATGCTTGTGCGGACTGCCTTCTCTATGACTGAGGGGA
TTGCCTCTAGACTGCTGGGTCTGGCAGAAAATTTGCTGTACAGAAGGCACGCCTCCACCT
GAGGGAACTCCTGAAAGGCTCCTGTTGTTTCCTGGTTCCGATCTGATGACCCCCCAATGA
CAACCACAGGCCAGCAGTTCACGTTAGCATTGGCCATCCCACCCAGGGCGTGAATAAGTC
CAGGTCCAGATACAACCAGACAGGCACCTGGTCTCCCGGTGAGGTATCCAATGGCAGATG
CAGCATAGCAGGCCGCCTGCTCATTGCGCATTCCTACATATTTGATCCCAGCAGCCTGAG
CGGCCATGGCCACTTCAATGATAGGAACCCCAACTATCCCAAACATATACTCCACTTTCT
GAGTCTTCAGGGCCTCTGCTATCAGTTCAGCTCCAGTCACCTCAGCCATGACTGCTGGCT
TCAATTCCACAATGTCAGACAAAAAATAGACTTTAAAATCTCTTTTCCCACTTTGTGTTT
GTCTACCCTTTCTGCACGCGCGTGAACACGCCCCCCCCCGGCCATAATGGCCCGGGTTAA
NCGCCGTACAC
>CL11963Contig1
TTTATTTTTGTTGTTTAGAAAAAGCATGTCCTGTGAACTGTAACAATTTTGCTTTATTAC
ACACAAATCAGTGACAGAAAACTGTAGAACAGGAACATCCTACCAACCATCANTGCCCCT
TTTTAAACAGAGTATTTAGTACAAAAAAGGTTGGCACCAAACACAGTTGGAAGGGCGACA
GCACATAGTGAGGGGATGAAACCAAGTCTCACAACAAGACTTTCATTTACAAGCTCACAT
TTGTTTTGTTATCAGGACACAGGAAAGGTTCCTAACTTAACACAAACACATGCTACCTTT
TTTCAAAACGGGGTGAAGGTGTAGGATTTTTTATCAGGTTCTGGTAAGGCACCACTTTCA
TTCTGATGGGCATGAGTGCCGATGCTGAGGATGGTTTGGATCGGGACGCTCAATTGATGT
TTAGAAATCTTTTTAGCCTTTTCAAAAATATAAATGTGCAAGTGAGACTGACAGAAAACA
TGTAATACCATTGAGGGGGGAAAAAACAGATCACTGACATTCTGCTTAATACAGGCAAGA
GTATACAGTACAATAAATATAATTAAAGATAGACTTAGGAAAAGGTGAGGGACACATAAT
GTACATTCGAGTCAAATATACAAAGTGGCATTGACTAGGAACTCCCCCTGAATTTCTGAT
GATTAAAATAAGGGCAAAAAAGAAAAGCCTTTCAGAATTTGTCCTGAATCGTTCAGAGAT
TTCTGTTATTAGTTATCTCTTATTCTATAGAGCCATGCTTTTTAATGAGAAACTTTATGT
ATCCCAGTTAAAATAACCAGCTAACATGCTTATTATTACTGAGCAGTTTCATAAAGGCTG
TCAAGTCCTACACGGTTATATCTATAAGATGTCAGTTTGGCAGTTATGCCATCTTCAGCA
GATAAAAACAAAAATAAAATGATGCCCCGGCCATAATGNCGGGTTTAANCGGCCGA
>CL11964Contig1
TTTTTTTTTTTTNTNNTGAGTTCGATAGCACTTCCATTTTATTGTGCCAATTTATTTTTT
AATTCTTGAAATAAACCAATACATCAATTAAACAATGAATGAGAAGGACCAGTTTCACAA
GTTTGATTTTTATTACCATAAAAATTAAGACAGCAATAATAGCCCATATTTAAATGTGAC
CATGTCAATAACAGGCTTGTAGAATGTTTTTGGTTTTGTCAAAAATAAGGCAAAAAAAAT
AAATATCTGCAACCTATTGTGAGTAACGTACATCTGTGACAGTAAATACTTTTGGAAATG
GGTGAACGGAGACATTGTAGTGTACATAACTAGTCAATGTTCGTATAAGTCTTCATCACT
TGATCAAACCTTTGTGGCATTAGCAATCCAACCATTAATTATTCTGCATTTTGAAGGGCG
CTCTTGCTCTTTCCAACGGCGCAGTTGCGGCCTACCTATTCCGTGTTGCTTAAAGAAAAA



TCTCCACATTTATGCTTGTATTTTTTGGAAAACCCCCATTTGTATGCACCTAAAACGTGC
ATGCAAACACCTCCTACGCATAGTCTACTTTAAATTTTGTTTGAAATAAAATGTGCCCAT
GCCTGATCAGGCACGTTGCCAAAGCGTGGTTAGCTGTCCCCGGCCATAATGNCCGGGTT
>CL11965Contig1
TAACGGGTGTATCTGCTGCCCTCCAGGTGCTCGGCGTTCAGGTCTGCGTGTTCCTGTCCA
GCCTGAGCCTGTGGGGGCCCGCGCTCTCGGCAGAGGCAGCCAGACTGCGCTGTGGCTCAG
AGCTGCTCAGCGACCTGCTGTTCGTGTGCGGAGACCGAGGCATCTACATGGAAAGGAGCA
GTGATGTCCACCAGGAGCTCCTGGACATGAGGGCTCCACAACAGGAGGGAAATCGGACCT
GTCTGAAGCAGAGGAGAATCCACATTTTCCTGTAAAGGCTCCTGGTCCGGGTACGGTTCT
AGACCCAGAGGGCGGGGCATTGTGGACCACTGTTGCAGGCCTCCTGGCTGTGAGCTTCAG
GATCTGGACATGTACTGTGCCAAAGCCAAGAGCCCGGTGGGCACCACCCCCTCCCCTCCC
ACAACCACCGCAAGCAGCACGACCACCTCTCACATGTTCCAGACAGTGTTCCAGAGAAGG
AGGATGGAACTGCAGAGAACCAACGGCACCAGGACGGACTCCCCCACCAGAAAAGTGCCG
CTTTCTGTTCAGTGGGGGGTGCGGAGCGCCCTCATTCCATAGAGGGGCGGACTCTAAGAA
TACAAAATGCAGACCCCCCATCTCAGAGAATTCTCTTGGATGGAGCTCCTGCAGCCAAAC
GCTGCCGCGATGACGACATCTGAAGACCTGAGAGGAGAGGAGGGAAGGAGCTGAAGCTGG
AGCCTGTCTGCCCACTGACCTGCTGTTGCACGTGCACGTGCACAGCCGATATGTCCTCTC
AAAAACGTGTGCACTTATCACTCTCTCTGTTGTACGGCTTCTGTGTGTGTGTGTTTGTGA
GTGCATGTGTGTGTGTGATGTGAACCTGTAAAGGTTTCTCTTATTTATTG
>CL11966Contig1
GGAATTCGGACGAGGCGGGGGGCTGGAAAGACTCCGCCCACCTCTTAATGGGGGGCAAAG
AGGAGGACCACAGAGGAATTCTGGGAGGAGTTCTGGACATCCTGCAGCCTCAGATGAGCA
AGGATTCGTGGCAGCGCTGTGAGGCGGTGAAGCTTGTGTTCGCCTGGACTCTCCTGCAGG
TGACCCGCCCCTCTCTGTCTCCGCACCTCCATCGCCTGCTGCCCCCCTCCCTCCTCCTAA
ATGATGACTACAGGCCAGAGAACTGCATGCTGGGAGTTCGCTGTCTTCACCACATCGTTC
TCCACACAGCAGCTGCAGATCTTCGTCACTTTAACCAAGCAGAGGTGGTGTACCAGGCTC
TGTTCAAGCATCTCTACACCAACCAGGCAGCTGTGATCCAGCTCAGCCTCTCCTGCCTCC
TGGACCTCCTGCTGGTACTGGAGAAGTCCCCCTCCTCTCCTGATCTCCCCCCCTCTCGCA
GGAAACCCTGTCGCCATGACGACGTCCTGCGCTTAGTTCTGACTCACATGGAGGCGGAGC
ACAAGGTGGCGCTGCGGCGCGTCTACGCCTCGGCTCTCCCTCTTTACGTCGACAGGATGG
GCGTGGCCCGTGTGCAGACACCTGCAGCGGGTGGAGCGGGTGGTCCTGGGATATCTACAA
ATCAGCGATCCGC
>CL11967Contig1
GTTNGTACACATAAAAAAGTAAATAAAAACGCGTTGAAATACAAAGAACTACCGTGTCTT
TTCAGGTAATCTAATTGTGCAATATTGTTATCCTTTATTTTGAAAGTCAAATCGACAACA
TCCGGCTCGCTGATCACGCCTCTGGCTAACTTTCCGCAGTAAACAAGCTCATAGGAGCCC
ATCATGCTGCAGTGGCGCGTAATGTCCATGTTTTGCGCAATTTAAAAATAAAGCCTACAA
GTCACTGGCGTTTTACTTGTCGCGAAAGAACAAAACGGGCAAATAATCGCCTCAGATAGA
GGCGTTGCTCCGTTTTTTTTGCCCGCTAGCGTGCTAACATTAGCAAAAGAAATAGTCCGA
CTGGCCTCTAACAAACCTGGATACGGTAAGTAGCCGCCCTGCCCTTTCTTCTCAGATAAA
ACGTACATTTGCTAGGCCTTTGCATCTGAATAGCTTTTTAAAAAAATAAAGTTGTTGTAT
ATTATCACCAGATGTGTCTTCGGTAAGCGGTTTCTTCACGATGCACGCTGTAGAATGCAA
CTTAACCGGATGTCCC
>CL11968Contig1
CTGGATATGAGATATAAGCTATTTTAGCTGTAGTTAAAACAATAGTACTTTGTTTTAGAA
ATGGAAAACAGAAAACTTTGAGGAGCATTTAATCAATTTCCTTACTGATTTGCAGACTAA
CAGATGATTAAGAATTCTGCAAGTAATTCCATCTGGGTGACTTAACAGTTGTTAGGTTTG
ACAGTCAAGATCTACTGTGAAAGGAGCAACATTTTGGGGTTTGGGGTGGAAGGAATTTCT
CAAAGAAATACAAAGCATACTTTGCCCTTGATGTTGCAAAACCGTTGAAATAGGTGCCTT
AACCTCCTTATTTCAAAATTTACTTTTCATTTAGTGTTACAGCTCAAGTGGATTAAAAAC
CGACTAGTATCCATGAGGCTGCGGGCTGGATCCCTGCCTTACTCAGTGGGTTAAGGATCC
GGTGTTGCCGTGAGCTGTGGTATAGGTTGAAGACAGGGCTTGGATCCGGCATCACTGTGG
CTGTGGTGTAGGCTGGCAGCTACAGCTCCAAATTGACCCCTAGCCTGGGAACTTCCATGT
GCTGCAGGTGTGGCCATGAAAAGAAAAAAAAAA
>CL11969Contig1
TTTTTTTTTTATACTAGTAACTAANATATGTTTGTGGTGCTTTTTTGTGGCATTGTAGCT
TTTTTTTTTATTTCCACTAGTTACAGTTTCCTTCTTAATAAATTGTAACATGGCATCACT
AATATTAGTTAGCTAACAAACATTTTTATTTGATGACTGTCTCATTTCTTTGTTGTGTTA
TACACTTAAGGAACAAAAAGAGTGTATTTCCAAAACTAACTATAATCAAACATTTCTATA
AAAATTAATGATATCAGTGATAGTATTGCTGTCATTACTTGGTATCGGATCGATACCCAA
ATTCCCAGTATCACCCACCCCTAGTGCCTGGCCTGATTGTAGTTCTTTGCTTTTGTAATT
CTTATACATTTTAGAACAAAAATCACAGAAAGGATTAAACTGAAGATCCTCCGTTCTTTT
GTTGTTTTTGTTTCATTGAGTGCAATATTTTTGTCTGGAGACTCAGTAGGACATCTTAAA
AAGCAGACAACTTGTGTCAAAGCTGAACGTCAGTCATGAAACATAACATAGAATAACAGG



AAACAGTCAGCGTCTAACCCTTGTGCTGTCTTGNGGGGTCCANATGACCCCACTCCCA
>CL11970Contig1
AGCCACTAGATGCCGCCATACGAGCTGGGAAGGCAAGGAACTGGTTTGGATCAGGAGATG
CACCATTCAGAAACAGACAACTTCAGTCTGTTTTCAAAGCAATGAGACGTTTTCTTTACA
GTGAAATGAGCATGGCTTTATTCTGCAGACGAGCTCCGTGTTTCCCCTCATAGATCTGTT
ATGGTTAGATCTGAAAGACAACAGCGCTGAGGCTTCGGTAGCCCAGAACGTTCCTCAGAC
TCTCCTGCTGAGAAGGGGGCAGGGGGATCAAACAGGACCACTTTGATTGACCCTCTGAGT
CTCTTCTCCACTTCTCGGTCGCAGCTCAAGAGAAGCCCAGCAACTGATCATGTCCTGCTG
AGATGCATGCTGGGAATTTTACACACAGTAGCTTTAGACACTTGAACAAAACAAATAATC
TGCAGTAACAGAGCTGGGTGTTGCACAGCAGTGACCCACATCTACTCATCTACAAGTCCA
GAGAGGCTTCATTAGCCTGACAGACGAAACCCAGGGCACGCACTACAAACCATCCTTATT
TAAACACAAAACTACCACAAAATCAAAAGGTAAGTCCTCACTTTCTGCACGCCACGGCCA
GCGCCTGGATCACTATTGTGCTTCATTTCATCCCACTGAGGTCACATGATGAGTGACAGA
TGCACGGCAGCCAATCAGGGAAGCCTCAGCGTAAAGAAACACTTAGCAGTCGTGTGACAT
GGAAG
>CL11971Contig1
GCTCATGGTTCTTCTACACACGCTTACCCGAGCTCCAACACACTCAAGACCTACTTCCCA
GACGTGAAGTTTAACCGCTGCGTCACATCCCAGATGATCAAGTGGTTCAGCAACTTCAGG
GAGTTCTTCTACATCCAGATGGAGCGTTTCGCTCGCCAGGCGGTCCGCGAGGCCCTCACG
CGGGAAGGTGCATCGCGTTTGGGGAGAGACAGTCAGCTGCGAGTGGGCCGAGAGACTGAG
CTGTACCGCATACTGAACATGCACTACAACAAAAGTAACGTCTACCAGGTTCCTGAGCGG
TTTCTGGAGGTGTCTGAAGTGGCCCTGAGAGAATTCTACTCAGCTATTTGGACTGGGAGG
GACAGCGACCCCTGCTGGAAGAAGGGAATCTACAAAATCATTTGTAAACTGGATAGTCCA
CTTCCTGAAGCTTTCAGGATGCCTGGTTGTCCAGTGGGCTGAGGGCTAAACTGCATTCAT
TCCATATACACAACTAAAAATGCATGCTAAATTATAAATATTGTATGAGGTAGCCTTGTT
TTACAACTCAGTTAAAGGGGCAGAAAGGGGTATTCATGGAGCAAATTTCCTTGACATTGT
GTAGACGGAGGCTGACATTCTGAAACTGGACACACTAAGCAGTCTGATAGGAGTCTTGTG
ACCGCACTTATCGAAGACGTGCCCATGCCACTAAAAAAGAAAAGCTGGAATTTCGTTTTT
AAACATTCCTGA
>CL11972Contig1
TTTTTTTTTTGTAGGAAGATTTGATAATTTATTATAATCTCTCTCTGCTTTCAGTACGTC
TGTGTACCGACTCTTTGATGCAAACAGTCCCAAAAATAATTTGCCAACTGTTCTATTTAC
AGGTAAAGAACCAGGAGCCAGCAATTTACACCAGAACTCTAAGAACAAAATTAAAATGCT
AAAAAAACTTGAACTGAGGGGAACCTGGAAATGATCAACTTTATCATCACCCTACTAATC
TTGCGTTCCTGTCAGTGGATCCCTTATCACGCCACGCGTCATGAAGAACCTCAAAAGGAA
ACGGGTAAATGCTCCTCCTGCTTTCTGTCTTCATTAGCTTTGGCCTTTAGAAAAGAGGCA
CTGATACAGATGTAGAATTTTCACCTGTGCAACCAGAGATAATGCTTGATTCCTGAAGCA
AGTCATCAATGAGCCTCTGATGAATATAACACAGACAGATTATGGGAGAAATATTACACA
TTATCTTCAACATCACTTCTGATTTCTGTATATTACATCCAAAATGGCCAACTAATAGCA
TTTTCTCCACACACCATGTTGATTCTCAATCCTTTTCCATACAAAAATACATTTTTTTCC
CCTCCACAGGTGAAAANAACTCGAGC
>CL11973Contig1
AACTTTCAGGTTTTTTATTGTGGGATAAATAGTCCACAAACTACTACATCTCTGCTCTGA
ACCTTTTACAAACACAATGTAAGGTAATGTTCAGAAATAAAAAATGATTGATGTTTTGCT
GATAAGTTGGATATTACAGATTTTCTCAGTAAAGATTTTTTATTTTACTTTAATCCAGAC
GGATGGAACAGGAGAAAACGGACGTTCACTTAAACTAAAAGATGATCTGCATCCTTAAGT
AAAAGCCAAACTGCAGCACTGCCACAGCAGGCCTCCTGCTTTAAAATGATTCTATGGACG
CTTTAGTTTCTCAGAACGGTGATAAAACCATGCATTCAGTTCAGTCCCATATCAGGACTC
CACCTCCGTCGTGCCTCTCTTGGCATTTTTTCCCTTCATGCAAAGTGGATAAAAAAGCTT
TTGTGATTAGGATGCTTAGAAATCCTGGAAACTTCAGAAACTACAAAAAAGTGACGGAAA
GATCTGCTTTTTGTGTCTTTGACTAATAACTTCTTCACCTTTGAGGAGTCTAAAAGTGAA
AACTACAGCTGTTGTGTAAAGTTGACCTTACGGCTGTGATTTTTAGGGACACGTTTGCAA
AAATGTAAAAGCTTAGAAGAAGAAAAAATGTGTTCTTGTCTCTTTGTACCTAAAAAGCTC
CACAAATGAAATAAGATATTGAATTTTCTCAGCAGGCATAAATAATTGNTGAAAGTTTGA
TATTGGCACATTCATTTCTGAGCATTTTCCTCATTT
>CL11974Contig1
ATTTGTTTTTATTNGCTTTTAAAATATTTAAATCCCAACAAATGCACCACTTTGATGCCA
AAAAGTAACTTGTCACCTAACATGCTAAATGATGTTAGGAATGTACCAACACCAGCAAAA
AAATGCAGAAAATCGACATCACTTTTAACCGGTTCCACCTTCAACACCCTTTGGACATTC
AACCCCCCCCCCCGAGGACATTCAGGGATTCGATAGAGCTGTCTTTAACTTTTATTTTTG
TTTTCTGACAGTTAAATACAATACCCTTAAATAGCAAATGCCCAGCAGNGCTGCCAATGA
GCAGTGAGATCAGCAGAGTAACATTAACATTGTAAATTTGCAACAACCTGCATCTTAGCA
CGCAATATTTAGCACTAATCTTCATCCNGCAGGTAGATNGGGTTCATCGCCCTTAAACTT
TTTANAANAAAGTTGCNCTATGNGCAACAAAGCAAAACATTTCTACCTGAAAGCCNCAGC



AGTATGTCAATCTGGAAAACCTTGAANGCCNCAACAAANGGATTAAAGAAATGATGCAAT
AACCAGATTTCTTTTAGCCATAAATAATAAATAAAATGATACCCATAGACCAAGGAAATG
TTGTTAGACACTAAAAACATTCCCTTCTTTGTCTAATTTGGCCCAAGTTGATAGGTTGAT
AACTGCACACATC
>CL11975Contig1
GTTTTTTTTTTGATAAAGTGAAGCAGCAACAAAAAAAAATAGCACTTTCAGAATTAGAAT
GAAAAAACTCTTATTACAAAACAAGTAAACCACTGTTTTAAAACAAGTAAGTACATTCCT
GTCTGTGTACTTCCGGGAAACAAGTAGCCTTCAGAAACCTTAAACCAAACTATAATCTCA
AATTGTCCACAAAGAAAAAGGGGGAGTAAAAGAAAATTTGTTAACTACCATTTCTTCCCA
ACACACAACTACCATCACACATTGGCATTGTTTCTTCTCCTAAATAAAAATAAATAAATT
TTAAGAAAAAGACTTCACATGCTAGATTAAACACTTAGTGTGATCATAAAGATCAAGGCT
CCACTGTCCTTTCACTCTAGTCGGTCAGAAGCCTTATTTTTCCAGTTAAGATATTGAGAG
TTAAATTTGCTCCTATTTGAATCAAATTTCTAGTTCCAATAGGAAATGGTCGTCCTTCCA
ATTGTGGCCTAGGGTTAAGATTTCAGTTCAAATTAATAAATGGTTAAGGAAGATGCCTTG
GCTCTCCTTATTTTTTACACATTATAAATGCAGTACAGTGTGTGGTGAACAAACTTTGCA
AGCACTAAATGCTTGGTGAAGACTGATCAAGAACCAAAGTTAAAATACTATTTTCTTTGG
AAATGACCTGGTTACCATGGAAAAATGTCCTAAATGGAATTCCTAAATAAGGCACAATCA
>CL11976Contig1
GTTTGGGTCCTGTTGTAGCTGTTATAAGAGGGGTTGGATACGCTTTTCTGATCATCCGCC
ACAAAGAAACCTAAACAGGATATTTCCTGTGTAGTTTGTGCAGCGGTGCTTCTCTCTTTC
TCATCCAACACAAGCAGATAAGAGTCAGAGGGAGTACCTGCTGTGTGTGGTCCTCCCATA
GTAGAAGGATATGTGCAGGCAGACACCCCAGATGGGTGAGACACTGTTTGCTGTCGCACC
CTGGCAGGGAATTCCTCAGCCGCCGCTGAAGAGCTTGAACTTAGCTGAGGTTCGATCTGT
GCACGTTTCCTTAAAGGTTTGCAAAAGACGCTGCCAAAGGTTTTGGCGCCCCGGCAGAAA
AACACAGCTTTAATGAGGTCATTTCCAGACACACATTTTCTAATGATAAAAAGGACAGAC
GGAGGGAGAAAAGAAGCAGAGGGAAAAGAAAAGTGGCTGAAAGCCACAGCGCGATCAGTC
TGGAGAGATGGGTGCAGCTGGTGATGGGGTTTATCTCTTCTGGGCTAGAAGAAGTTTTGG
TTGCAGCTTCATCTTTTTGACTGCAACTCTAAAAATAATCAGAATTATCTCTCTGTTTTC
ATTGTAAAGAAAAAAAATAGAGTGGGGTCTATAGAAAACTGCATTTACACTCACCAGCTG
CAGGAGACTTCAAGCTGCTACTTGTGCTTGACGGGTCTGGTAGCTTCAACGGTGCTCATT
CGTGGGTTTTTTCATGATTAATTCCACTTTTGAAAATCTGTGTATATATATTTTTTGCTC
TGCGTTGCGGCTTCTCCAGACGGCATTCAAAACAAGAAACCTTTTTTTTTAAGCATAAAA
GTTGCAGATTTAGCCCCATGACTAGCA
>CL11977Contig1
GGGAGGCTAGCAAAAGGTATAAAACCAGCTACAAGGTGAGACCAAGGCGATTCAGAGGAG
TTATGGAAAGCTCACAGGACAACCATCTGTTCTGAGTTTTGTTTAAGAGACAAAATGTCT
AGTAGGAGTCAGCGCTATGGATTCCAGTCTGCCACCATGGTGCAGCCTTCCAACGGTGGC
CTTGCATATCTTTTTGGAAACAATGGCTCAGAGAACGACCTGTCTGAGGAAGATGGAGAA
AGCTACGAGCTCCGGTCACGTGGGAAAGAGAGGCTTTGGAAAAACTCTTCCAGAGAAAAA
ATGGATAACATTATCTACCTTACCCGAGACATCCAGGAAGGAGACACCTTGAACAGCTTG
GCTCTGCAGTACCATTGCTCAGTGGCTGACATCAAACGTGCCAACAACCTTCTGACGGAA
CAGGACTTCTTTGCTCTGCGTTCTGTCAAGATTCCTGTGAGGCGCTTCAGTGTCCTAACG
GAGACTCATAACAGTGGCCCTCCCAAATCTGGCTCCCCTACAGGATCTAGACATGCTTCC
CCCATCACACCTGTTACATTCCTTCCAACCGAGTCTTCCACAGACTCGTCTACTTCCTCT
ACTGACAGTGTGGAAGGATTTCTACTGGAAAAAGACAAGGACATTGAGCAGCTGGTCAAA
TCCACAGGACCGTCTCGAAGCAGCCTTAACGAAGTC
>CL11978Contig1
TATGGCCGGGGGTTTTTAGCGAGGTACACAGGAAACAGCCGTTGAAATCTCTGGAACAAG
ACGATACCCAGGAAAAAAAATCGGAAAAACAGCGAACGAATGATTGTTTTTCCAGCAAGT
TGTAGGCTATATAATTTATTCAGCTAACAAAAAAATATTAATAATTCTAGCTAAGGACCC
CCCCCCCCCAAAGACAAATAAACAAATATGCTGATTAAAGTTAAGACGCTTACTGGCAAG
GAGATAGAGATTGACATAGAGCCAACAGATAAGGGGGAGCGAATAAAGGAAAGAGTGGAA
GAGAAAGAGGGGATCCCTCCCCAACAACAGAGATTAATCTACAGGGGGAAACAGATGAAT
GATGAAAAAACAGCAGCAGACTATAAGATCCAGGGAGGCTCTGTTCTTCACCTGGTGCTC
GCCCTGAAAGGAGGATGCGTGTTTCATAAACCCGGGGCTTTCACATTTTGGCACTGAAGA
CACTCAGCCACTAGCTTTTGAAAGACCTATTGACATCAAGAGGGGAGAAATTCGAATGTC
AGCCTCTACTTTGTTAGCCACATGTGTATAAAATTGGTAAAACGTTCCCATGCTGGAACT
TTGGTTTGGCAACATCTTAGATTTCAAGGGAAAAGCTACGCACAATAACCAAAGGTTTGG
CTTCAGATTGAATTGCTGCTAAAAAAACAACACAATTTACGTTTTTTC
>CL11979Contig1
CAGACGGCGCTGTTTGGGATGTAAGTGAGTAGTGAGGCCACGTATCCCCTGTAGAAGCCA
GGCAGGCCATCAGTAGCAAAGATCTGAGCCATAATGTTCCTTGTTTGGCCAAAGACCTTC
TTCGGCTTTCCAGTCTCTGAGTTGGAAGTCAGCCGAAAGCGGGTGAGGTGTTGCCCCTGA
CCCTGCATCATGAGCTGCTGGGACACCACATCTATCGGCACGGTGATGCTCTGAGCAACC



AGAGAGGCCGAGCCCCCCGCCACCAGCGACTTGACGGTGTTGTCATCAGAATATTGGGAG
ACGTACTTCCGCACCAGCTCATAGGTGGTTATGTACGCCTGTCCTGAGATGAGCGTGAAG
GTGTTGACCATGAAGCCTCGATACAGGCCCCGCACGCTCCTCCGCCCGAAGGATCTTCAA
CAAGGAAAAAAAAGAGCCGCTGTAGAGGGATTTCCCTCTTTGCACCTGCAGCCGGGTGCG
GATCACGCCCCCCGGGTAGACGGTGGCCCGAATGGTCATCGTCATGAACAGCCCAAAGGA
GTAGAATTTCCTTTTGTCCAGGTCCTCCCACTCGATGATCGGGATATTTCTTTTCCACAG
CATCCTTTCAGCTTAAGGGGCCTGAACATCAAACTGAGACCTGCCTCTTTAGACAGCTTG
CATTCTACCTCCCTGTCACATCATCGACGTATTTTGGGCAGGTCAGCTCATGTTTATTGG
CATCTGTGAACCCTGATTGCACGTCGCTGCCTACGAAGCTATAACCTCCTAGCTTCCTCC
CC
>CL11980Contig1
CTCGGCTTTTACGAAGGACCGCATTGTGGGACTGAGGGAAGGGTTTCTCTGTTCTTTCAA
AGCTTTCCACGCTGCACGCGTCGTAGTAGGACCTCTGAGTGTTCTTGTGAACGTGCCAAA
ACCCAATCTTACCTCCATTCGCTATAACAACGTGGAACTGCAAGCTGTATTTTCTGTTCT
ATGCTGAAACATGGTGCCAAATATGTTGGTGTTTGTGTGTGGGAGCGTGAAGGCGTGCCA
TCGTGACATTATGCATGGGCTCATGGCGTCCCATGTGACTCAGACGACAGAGGTTCCTGA
ATGTAAGCTTTAAACTCTGTTGAGTTTTCCTTTTCTAAAATCACAGCCGCTCTTCTCTCA
TGTAATACAGTCGACTTGAACTTAGTTTGTGCACTTTGTATTGTGTTGGGGTTTTCTTGT
CCAAACAGGGTATTTTGTTTAGTGATTTATGTACCTTAAAAATCAGAGCCATATATATTC
TGATGTTGATTATTATGCTAAAAAGGGACATGCAGTCTGTAATAAAGGTTTGTTGGTTTC
TGCCTGTTTGATTTCGGAGTCACTGACCAGCAGCTAACGTTCATTAAAGGTCTGACCATG
TGGAAAATCCCTTCCATGTCTTGCTGGACTTCTTGTCTCTGCAGGAGCTGCGAGGAAACG
GAGA
>CL11981Contig1
TTTTTTTNTTCATTACCAAGTGGTTTTTATTAAGATGAACAAAAATGTGACACTTTCAGT
ATCAGAGAACAAATACAACATTACATTGTTGTTGTTTTTTTGCATCAAATAGTTCATATA
TTACATTTTTAAGCATTTTTTCCACAGATAAATACTAATTCTACCAAACAGAGGAATGAA
CTTGAATTCTAAACGACAAAATGATTATTGCTCCTGTCGCTCCATAGTTTACAACCTATT
GTGGCTTTGAGAAAAAAAAATATCATTTTAACAATCCAGAAAAAATGTGCGACGGAGTAT
TAAAGCCACCAGGCAAGAATACAAAGAAAATAGACGAAAATAAAGTTGCACAACTATGAC
AAAAAAAAGTCAAAAATTTACAAGATTAAAGGTGTAAAATTATAGGAAAAGTCGACACGC
TACGAGGTTTAACTGGTTAAATTATGAGATTTCTTTATTTTATTTTACGAGCTTAAAGTC
GTACAATTATGTGACAAAATTTGTCATTTTATGAAACTAGAATTGTA
>CL11982Contig1
TTCAGCTACAGAGTAGCACATGATGAAATCAGCTCCAGCAGGAAGTGTGTTTACTGCACT
GGCATCCACCACCACCTCATTAATCACCTGCTTGGCGTCAACAGCATCGGTGATGACCAC
TGGAGTGTCATGTTTGTCTCCACGACACGCCTGAAAGATGAAGATCTTGGGCTTTCCTAC
AAGGCTCGGACAGTTGTCTCCTCTGAACGCGGCTGTGATATCCTGGATGTTGATCATGCC
GTCATAGGTGTAAACGCAGTTGTTCTCGCCATGGCTCAGGAAGACCAGCAGAAAGCAGTC
GGCGTCAGAGTGATCCTCCTCAGAAGCTTCATGGATTCTATCCAGGACATCTGTCTGTTT
TGCATCGTCATAACTCCGGACGTCAAAATTTAAATCCAGGAGTCGTTTCTCCAAGCTGTG
GCGGTCAGCATTTGTTCCACTCCTGCTATTCATCCCCAGACGCCAGTAAAATCGCTCGTG
GTTAAAAATGAGGGCCAGGCCTCGCCGTTTGTGGTTCATCCTGTACTGCTCATTTGGATT
CAAATCTGATGATCTGTTGAAAGAATCCGTCTCAGTCATCTCAGTCTCCATCTGCACAGT
TTCTGTTTTGCTGTCCTTTTCAACGCTTCCTCCGTGGGTAGCCATGGCAAATATATTCAC
AGTGCTTCTTTTCCTCCAAGAATCACGCAAAAA
>CL11983Contig1
GAAACCAAATGGTTCGGAGTGAAACTCAACAGTAAAGAGGACATCCTGAGCATCAGCTTT
GGTATGAGAAACTCCTTCTGGAAGTGGAACTTCATACCTTTGAGTGAAGGGGTCCTTGAT
GGTGAGATGTAAGCAGTCTGCAGACTCCTCCATCACCTCAAGAGTCAGGGGGGAGATTTC
CTTAAAAAGATAGGAGGGCTTGGCTCTTGTCAGGCTTGCAGTTTTGCCATGTGTGCTGGG
AGAGAAGGGACCCATTTTATATCCAGGGTACCAGCGGGGGTAGAAGCACCAAGGGGGTCC
AACAGGGGAGGGCAGAGGGGAGAAGCAGCACCCTCTGTCCTCACACTCCCCCTGACTCAG
CAGCCTGTCCCGGCCGCAGTCAAACCGACTCTCTGGGTCAATGGTGCATTCGCGTTCTGT
GGGAAAGCCGAATGTGCGCCAACTGGCTCGGTGGATGTCGCCCTTTGACGTTTTCTGTGC
TTTTGGGTCGTTGTAGCTGTAATTAACTGATCTGACAAGCGGAACTCCATTGTTGGAAAA
GCGGGTGAAGCTATAAAACAAAACAAACAAAGAAAAGGCGAGGAGGAGCAGAGCGGTTGT
TAAACTGGACAATAGTCCCATTTTATATTTTTGCCATGTCTCAAACTAAGGGCTCGTTTG
TTCTCTGAGTAAATAAAGCGCTGTTAAGCCTTTAATTCGACTCATTTAGTATCAATGAAC
GGTTTCCACGTCTGTCGGAGCTTTTTAGCAGTTATATTATCCTAATCGGTTTAACATAAG
GGACATCACGCTAATTTCTTTGTCAAGGAGTAAAGAATAACTGCATTGTTGCTGTCAGAC
ACGGCGCGACCCCCGGCCATA
>CL11984Contig1
CCGTCTGCTCCGGTTCACTTTTGTCTTCATCTTCAATATCAAACTCGGATTCCCGCTCTT



CGTACTCCACATTCTCATCCAGCTCTTTAAAGTCTGGGGCGAAGGCGCTCCAGTTTTCCA
CTTGGTTCTGTGCCCAGATGGACACGACTCCACTGGAGATGGAGGCGATAATCGGTCGGA
CCGGATGCCAAGCGACGTCCAACAACAGCTCTCCTCTGGTTCCATGCAGAATCTTCACCA
GATTGCCGATGCTCTTCTCCCAAATGTAGAGAGCGTGCTGCCTGGCTGAACCAGCCACAA
TGTACTCCCCATCTCCAGAGAAACAGCAGCGCTTCCATGGAGTCCTGTTTACCAGGTCCT
GCAGTTTCTGCATGGGTTCTGGCTCACCATCCCTTCCACAGGTCAGGATTTCTCTGCCAT
CATACACTCGAATGATCCGATCTGCTGTGTTTATGAGGAAGCAACTGCCCTTCCGGGCAA
ACTCAATGGATTTGATGGCGGTTGTGTTGCTGGTCCCTGTTGTCACTCTGAATGAAGCCA
CCAGCTCCTGTGTGTCTGTGCTTAGCACCAGAATCTTTCCTTTAGCATTGCCAGTGTAAA
TGTACTCTCCTCGTCTGTCAAAAGCTGCCACCACATTCAGGTCTGAGTCATCGTCCACAG
GCAGGACGACGTGTTTGGAGTCAGACAGCGTCAGCAGGACTGGTGCCGACTTCATTGGAC
ACACCAGCACTTTGTCCATGTCTCTGGGGTGGCACTGCAGTTTCAGGATGGGTGAAGGAA
AACGAAACCTCTGGTCACAGTCTCCTGTCAAAACGTCCCACTGTGACACAATGTTGTCCG
TGGAGGCGCTCACTAGTTTGTGTCCGTCCCGACTCCAACACAAAGAGCAGACAGGATGGA
TGTGTGCACTGATAATTTTGGCAATTCCTCTTGTGAGGAAGTCCCAGATGACAATGCGGC
CATCGTTGCAGCCAACAGCCAGCAGGGTTCCCCAGCGGTTGAAGGTGCACGTGAGCGCCA
TGCTGATACAGTCCAGAGTGCCATCCGCCTCCTCTGGGTAGTTTTGCCCAAATGACTCGA
GCAGTTCCAGGTTCATTGTTGCAAATCTGTGCGTTTACAATCCGGTAATGACTTGAGAAG
AGCAAGTACTTCACAGCATTTATNCTAGTTTTGCTTCACATCTGCTCCAACTAAAAGATG
TGGCGCCGAACCTCCAGCAAGGACCCG
>CL11985Contig1
ATGCTAGTCAACTTTTGTGCGATTTCAGTTTTTAGTTAATACAGATATTATTTGATATAA
TATTAACTTATGGATGATACATCTGTAGATTCTCATTAAAAAAGCGTTACTACTACATTT
GTATTTTCTTAATTATTATTTTTGTTTGTGCTGTAAAGTCCCTGGTTTAAGTGTGTATGC
TTCATGTCCACTAGAGGGCAGTATTTGCCTTCTTAATATTTGCACCTGCTCTTATTGATA
GAAAGCACCAGAAGGCAATAAATGGACGGTCTGATTGAAACTGGACACAGCCATGCGCTC
TGCACTGTCTGATTAATCGCCAAACCTGTCACCTTTTTTGATGCTACTTTCGGAGGGGAA
TTTAAAATAATAGCTTCCGATTTTCTTTGACCGACAAGACTTTAAGGCCTGACACCCTCC
TGCCATCATTCCAAAATCCCCCATCATTTGCATGTTTGTGTTTCTCTATGTGTCCCTTGT
TTCACAACACGTTTGCTTGTCACTTATTTCCTTTTATGGAAAGTCATCATGACAATGTCA
TCTTCAGCAGTCAGGAATGTTTGACAGTACTACATACATGATGGATGCCAAAAGGTGAAA
ACATTAAAAAGCTGTAACTGATCCAAATATACCGGTAATTCTTGAAATGATTTATAAAAC
ATGTACAAAATGTGTCAAATGCACAGGTTTCACCTCTTCTGTCTGCTCCTTATCTGAACT
GTATCTGTCTCATTGTTTGTATTTGAATAAAGATTAAGTAACCAAAAACTTTGGTGGAGA
TCTCTTTGTAAAGTAAAATATATAAAATAAAAGATA
>CL11986Contig1
CCCGGGCATTATGGCCGGGGACAGGCCGAGAAAGGAAGGGAAGACACGCACAGCAGTGTG
ACGAGGCTCACTACAGCTTGCAGAAAAGCCATACTCAACCAAGAGTTTGAAACTTAACTC
TTTTCTATTATCTTCTACTGCATCCTAAGAGTAATCGATAGGAGAGGTGTATTTTGTCAC
AGGATATTCTGTGTCAAGGCTGCTAAATCCACATCCATATACCCCAGTTTCTTAATTTAG
TCCTCATCCGGCATAAAAACGGAGGTCGCCGGGCTGGAGTGTGTTCTCATGGCCGAGTCA
GAGACTGAATGTGACACGCCTGGCCTTGACACGCTTGGGTCGGAGTGTGTCATAGCCCAC
AGTCATGTCGACCTTCACTATGGAGCGGAAACGGAGATCATGACAGAGGAAAAGCGTGGC
CTGGAGCTGGAGATCCATGGAGGTGACCTAAAGATTCAAGGGTTGGGGACAGAGCTTGGT
GCTGTAACTTGTGTGGAGGCCATTGTTGCTGAGTCGGATCATGATTACATTAAGGTGGAA
CCTGCTGATATGCACTGCTTCACAGCAGCTGAAATCAAGACCACAGGGACGGAGACTCTG
TTGGGAGAGGTTCTGCTTAAGACAGACAGTGAGCACATGGTTAAAGTGGAATCCGACCAC
GGCGGGGAGCTGACAGTGGAGTCCGAGAATGGTGTGATCATACACGAGGCCCACGGGCTG
CAGTGCAATGAGTGCGGNGAGATTTTCGGTAGCATAGCGGATCTTCACCAACACTTTGAG
ATCCACAAAGATCTCAACCCGTACATCTGCGTGCACTGCGGTGAGAG
>CL11987Contig1
AGCTGCCGAGGAGCGAGCTGGAACTCCAGCCTGCTCTCCAGCAGATTGTGCCTCCTGTAC
GATGGACGCTAAACAGTGGCTCAGCAGAAGGGATGGGGGGCAGAGCCGCCAGGCGCACAG
GTCGCCAGGGGTCATGAGGGTCTCAGGGGCCCCGCTGGCTGTGCAGAGCAGCTGAAGCAG
GCATGGGCAACGTTTTGGATGGCATCATCAGGCTCCGCCTCTCTGACATCACCGGCCACA
ACCACCACTGGCTACGCAACAAGTTCTTCTAGTTTGCCGTCGTCTTCCTTTGAGACTTTG
CAATGAGAATGTCCGACATTGCAAATACTGAAACGATGAAGGTTTCCGAGGCGGCTGAAA
GGCTGACATCTGCGAAAGACAACGCCAGCAACTCTGAGGCGTCAGAGCCGAGCCAAAGCT
GCAGGGACGAACACGATGGCAGCAGCAAAAAGCAGGTAAAAGAGCCGTTTTCTGTTACCA
AGATACTAGACTTATACTTAGACGATAGCTAGCCGTGCT
>CL11988Contig1
CCCGGGCATTATGGCCGGGGATGGCCGGGTCCTTGCACAGCAGCGCGGCGGAGCGCGTCG
GCTACATCACCCGCCTGCAGAGCTTCAGCGCCTGCCACCGCCTGCACAGCGTTCACCTGA
GCGACGAGGAGAACGCAAAGGTTTATGGGAAGTGCAACAACCCCAACGGTCATGGACACA



ACTACACAGTGGAGGTCACCGTCCGGGGAAAGATTGACCGCGTGACCGGGATGGTCATGA
ACCTCACAGACCTGAAGAGGTGCATCGAGGAGGTCATCATGATTCCTCTGGACCATAAAA
ACCTGGACAAGGACGTCCCTTACTTTGCCACTGTTGTGAGCACCACAGAAAACCTGGCTG
TTTACATTTGGGACAACATGGTGAAGGTCCTTCCCCCCGATCAGCTCTATGAGATCAAGA
TTCATGAGACGGATAAGAACATCGTCGTCTATCGGGGAGAGTAAACTCTGCTTTCGCCGC
CGCAGAAGTGCCTCGGATCTGTTTGCTGACTCATCCCGGCTGCTAACTCGGGCAAAAAAA
AAAAATCCTTTTTTAAAATTATTTTTTTTTGAGATCCACATCATTTACATTCCAATAATT
GTGACACAAACCCAATGTTTTATTTAGTAATTCTGCAAATACAGAAAATGAACTCTGTGT
TTACATCAGTACTGAGGCAGGGGGCGCTGTGACTCACAGACAGAGTTCCTGCCTCTGTAG
GTTTCCAAGATGGAAAACAATAAAGTATTTATTGATTCTGCATCTTCCTGTCAGTTTGCG
GGACTCCATGATTGAGAACAGTTCGGTCCGGTGCTCATTTCTCTGATTTTTTTTTTTGTG
TTCACAAATATTTACAAGTCTACAAAGACTTGTAGCCCAATCCAGGTCCTTTTTTTTGGA
GCGATCCGCAGAGGTAGTAGGGCTGCTATTGGTTCTTGTTTTAGACTGTTTCTCTCAAAG
AGCTTTCACTGTCGATGACCTTTGTCTCCCTGTGACCAAAAGCCTTTTTTTCTCTGCTGA
ACATTGGATGAATGTAATTTTCTCTGGGCTCATCCCA
>CL11989Contig1
GGAAAGGTCCACGATAAAAGAAGCACGATGCTGTGACAGAAACACTTGTGGGAACAAACC
GACAACATGTCCCTCAGAAAAAGTTCTTTTGTCCCGGAGGATTTGGAAAAACCGCGGACA
AGGTCTGTGCTTGAATCAACAGAGAACTGCTTCGATCCAGAAAACCATCACCCTCCGTGG
CTGCAGGGGCGGCCTGAGAGGCTTTGCATCGGGGCTCAGCATCCAGAGCTGAACGGTGTG
GCCACGCCATCACCAGACGCCTGTTCACAGCATTTCTGCCACTTCACACCCAAGTGTTTC
CTCACTGTCCACAGAGGAGCAAATGGCACGTCCGTCCGGTCTACTCCATCCCACTTTGGT
GAAGACGGATGGCATGAGGGGACTACAAAAACCACCATCAGAGTGGAGAATGAGGTGGAG
GCGCAGAGAGAAGCCAACAACTATAGGTTTGGCTTCAGAAAGTGGAAGGGACAATGTTAC
TGAGAAACCAATTGAGGATAGATCAGATATAGTCAAGGAACTGTACACTGACCCTGAGCC
TTGTCAGACCTCGAGAAGGCTCTGCAATCACAGTTGGGAACATAGCTTATGTGTTTTTAT
TTGGTTGGTGGATTTCGTTGT
>CL11990Contig1
GAGAGGCAAATGCTTAACCAGAGCAGGCACCACCTGCTTCAGAGGAACAGCATCAATGTT
GCTCATAATCATCCTGCAGAGAGCAGCACACAGGTTATCGATAACCCTCTGATCCGACTC
CTTGGCCAGCAGGTTGGAAAACACAGACAGCATGGTGGGGTAATCTGACACCACGATGGG
TCCAGCCGCTTCAGCCAGGCATCCCAGGCCAAACACGCTGTTGTTGCGAACCTCAGCATC
GCTGTCCTTCACCCCCGCTACCAGGACAGGAAGCAAACGATTGGACAGTCGGCCCGCCAG
TCCGCGACCTCCAGGAGCATTCACGAGAGCTTGGAGGATCTCCCCAATGGTGCCGATTGA
AAAAGACCGGTCCGCCACAGTGCATGAGGATTTAGTTTTGCTCATGATGAGAGGCAGCAG
ATCATTGAGGAAAGGAGCAAATTGGTCTGCAGGAACTGAAGAAGCCAGTAATGGAATCCC
CTCCCCTGCAAACTCCTGCAGCATGGCATCAAACTCTGCCTGTTGGTCTTCATNGTCGGT
GTCATCAAGATCACCACCCTGACAGGGAGTCTTCTTTGTGAGAACCTCCCGAATGACGCT
GCAGATCTCTCTCAGGTATGACGGGTTTTTAAAAACCTCCTCCTTGCAGGATTTGATGAT
GCTGTTCATGGATTCCAGAACCCCCATCACAACATGGCGCTCAGAGTCTTTTCGCACCAT
TTCCAGAAAGCAAGGAATCACCACATCCAGTAATTTCAGAAGGGCCTGGTGGTTGGCCTC
AGAGGGATTTTCCGTCCACACTTTGTGCTGAGCTCGACAAAACTGCCCCATTGCCCCCAG
CGCTGCCCTGCGGACATCCTCGTGAGGGAAGTCTCTCATCTCATAAACCTGCTGGAAGCT
GGACTCTAAGAAGGGCTGGAAGGCAGCTCCAGTGCTGAAAGCGATCTCTCCCAGCGCGTC
ACAGGCGTCCTCCTTCTAATCCATGTACGCGTTTTCCCTCGTGCCGAA
>CL11991Contig1
TTCGGCACGAGGCTCATCCATGTTTCTGGATGACTTACAGCGTTGATTTGGTTTGTGTTT
ATTCACACAATTTAATGGATTTAATGGAAACTGTGATTGTGAGACGTGTTTTGACCTTTT
CTGGAATCATGCGTCTGATGGAAACGCAGCGACTGTCTTCAGACTAGAGACAGACGGCTC
CCTCAAGAACCCGGTTGGTTAAAGTCCAAATAGATTCCTGCCTTTCTTTTTCTTCAGTTG
AGCTTTTCCGTAAACTTCTCACTAGTCCAGAAAACACAGACGATCAGAATCCAGAAACCG
CGTGACGTAGTTTAGAGACTTTCCTCTCTGTTGTCTCTTTTCCACTGCAGCACCAGTGAA
ACTCGCCAAAAGCTTCTTGTCTGTTCTCATCATGGGAGTGAAATTCAAACCTCGCTGGGA
GAAAGGAGGAGAAAACTCCCCAACAATGACAGTTCAACAAAAAGAAGTGTGCTACATTTT
TGAGCTTGTACAAAGAGTTTTTAGAGAAAACCTTGAGCAATATGTTTTACAGGGGTTGGT
TGTAGAGGCGACTCAGACATTTGACAGATTTGTACTATTATCTAAGCAAAACTTTCTCAT
TTATGGAAGATTTTTTTTTAAATCGTTAGAATTTCCGCAAAAAGTGCATTTCCAGTTTGA
AATAAAAAGATAGCCGTTTCTTACAGAGGATTTTTCTTAATCTGTGCTTTTTCTTAGTCT
CTTTTGTAATTGAGTAAATTCAATAAAT
>CL11992Contig1
TATGTACATATAACTATTAAATAAAAGAGTAATAATTATCTTTTTTAAAGCATTGTTTTT
ATACTTTGAACAACCAAAAAAAGACATTTGGGTCATCTTGAGGCACAGGGATCATCAGCT
GGGACTCTCAGCGGTATACTGCTGACTCATCACCACTTAATGGTGAGTCCGTTGGTCATC
TTCTCTACAGCGTGGTATTGTGTGCGCAGCAGCTCTCTGGCTCTGTCTTCTCCCACGCCA



TGGAGCCATGTTTGGTAAATCTCTGCCACGCGAGTGTCATCCTCTGGCAGTAGGGGGCGC
TCTTCCTTGTACAGCTCCTCAACTTTTTGAAGCAGCTCTTTCTGGTTCTGACCAGCGGCT
GCCTTTATCTGTCCGCCTCCGTTAAGGCAGCCTGATGGACAGGCCATAACTTCTACAAAA
TGGTACAGGGATTTTCCCCTTTTCAGTTTCTGCACAAGGTTCTGAATGTTGCGAAATCCG
TATGTTGCAGCAAAGCACAGCAGAACTTCCCCATCTTTCTCCAGTCTCACCTCCTGGAAG
TCTTTGTTCCTTAGAGTTTTGTAGGTGAGCTCCTTTACTTCTTCTCCAAAGAGCTGCTTA
GCAGCATAGGTGAAGACGTGATGGAGGTAACCTCCGGATCCACTGCCAGCGTGGCTCANG
AGCTCATNCCCACAGACGCTGCTGAACATCGAATCAAGAGTTCCAGGCTNAACCATCATT
CAGAGAAATATGATGTTCCTCCAGCATTTTCTGAACCT
>CL11993Contig1
ACATCCCGACTTCACAGTCGTCGAGCTACAGGTCACAGNCAGCGAACGGCTCAAGAGCAT
GAGGAGCTTTTCCACGGAGACTCTCGGTAGGACTTGAACGACTTGAAGGCGGTTTTTACT
TCGTAAACAGAAATGGAGAGAATTCCAAGTGCGCAACCGCCTCCTTTTGCGCCGAAACAC
CCATCTATGGATATAGCTGACATGCACGGAGTGGACTTTCCTATTCATATGTTCAAACCC
AGGAGAGGCATGAAAGGAAGGGACGAGTGCAAGGAGACCTACAAACTGCCGCACAGACTG
ATCGAAAAGAANAGACGGGACAGAATCAACGAGTGCATTGCGCAGCTGAAGGATTTGTTG
CCCGAGCACCTTAAACTTACAACGCTGGGTCATTTGGAGAAAGCGGTGGTGCTGGAGCTC
ACGCTCAAGCACGTGAAGACCCTGAGCGCCCTCCTGGAGCAGCAGCAGCAGAAGATCGTT
GCTTTGCAGAAGGACTTGCAGATCAGCGATCATGCAGGAGACGACTCGGAGATGTTTCGC
TCCGGCTTTCACCTCTGCGCCAAAGAGGTCGTCCACTATCTCGCCAGCCAAGAGAGCAGC
ACGGATCTGACTCCTTCCCGTGTCATCAGCCACCTCCAGAAGGTCGCCACCGAAGTCCTG
CACCATCAGGACGGCCCGCAGCCGGACGAGCCCCTTCCCCAGCTCTCTGAGGAAGGGAAG
AAGCCCGGCACGCCGGACGCCAGGCCGTCCGAGACCCCCGCCAAGAACTGCGTTCCGGTC
ATTCAGAGGACTTACCATCACG
>CL11994Contig1
TGAAAAGTCTGATTTGAAATGCTACAAAACGGGCTGTAAATAAATAGAAAAGTGACAATT
GAGACATTTGCAGAGAACGCAGTGTAAGCGTGAGGGACGAAGAAGATGTGTTCGCTAACT
TTATTCCCGCCTCCGCTGCCCGATGGCCAGACAACTCTCTGCGAGTCCAACAACGAGCTT
CTGTCCGGGAACAACACACAGAATGCTAGTCCCATGAGTCTGCATTTTCCAAGGGAGTCT
CTGAAGCTTCACAGTCGAACAGAAAGTAGCAGCAAAGCAGCTTTTCTGGACCATTCTGAA
ACCCTGTGGATGAGGAGTGCTGCAGCATGGCGTGACGGTGGGCTCACAGGGCTGCTCAAT
GAAATTACTGACTCAAATTCGGAGGTGCCTAAATGGCTCTCAGTTGGTTCTGGTTGCATC
CTGGCGCTGCTGAGATGGATGTCCTCCTTCCACAGCTCTCTGTTTCCACACCTCACTCTG
AGCAGTGAGGATATGATTGCTGAGTTTTCACAAGTGCTGAACTGGTCTGACTGCGTGGTG
CGAGCATTTGCCTGGCACCCTCACACTGACAAATTTGCTGTAGCTCTGCTCGACGAATCC
ATCAAGATCTACAACCCCAAGAGCACCACAACTCCCACACTAAAACACCGTCTG
>CL11995Contig1
CAAAAAAATTTGAATGTACAAGGAACTGAGATGTACGGGAGTCATCACAAGAGACGCCAG
TGCAGACCCTCATTCCAACCAACTGTATGTACAAGGCACTACGGATGAGATGAGAGGGCC
ACGCCTTCAGCCTGACGACAGCCTCCTCAGTCCGGCCGCAATATAGGATATTTAGGCAAG
AATTCTATAAGAATCACATATTCCATCATGTTACTGCTTTCACATTTTCTTTTACTGAGT
TTCCAGTGCAGACCCAGCTTGTGGTATAATCGGTTATTCTCCCACTCCAAAAGCTTCTGA
ATGGACCGCCTCGTTCTCTTGTTGAGGCAGATAACGGGCCACAGACTGCAGCCCACCGTG
CAGCAACAGCACAGGCAGCCGCAAAGAAGCCACTTCACGTTGACAGGAAGGTTCTTTTTC
AAACAGGCGTTCAGCCTGCTGATGCTGGTTTTGAATTCCTCCGGTGCCACCTTTCCCGTG
AGAACAGTGGGAAACTCGGTGTCAAATCTGTTGCCGAGTCCAAACACTGTGATGTGCCCA
GCCCCTCGCATAACCACCGGCTCCAGGCAGTATCGGGGCAGGTTCTCTTCGCTCACTACA
TGGTCCTCCTCTTCGTCTTCTAACTCATAAATGGTATCAAAGTCCGCCATGTTTGGTAGT
AAGACGCTCATGACGTCTTCCCCCGGCCATAATGNCCGGG
>CL11996Contig1
CACTGCTGCCATTTTTCGTTTGTGATCCCCCCTTTACTGCATCCTGTTGCTCTTCAAAAT
GAGATTCTGTGCCGGACTTGCACTTGTGTTCTGGATGACTTTGTCCTTGTTGTCTGCTCA
GGACCCAGGTAACATAGAGGTTATTTATCAGGCAAAAACCATCAAAGCAGAAAAAGGTTC
AACAGTTAAACTGTCTTGTGAGGCGAAATATGATTTTGCCGGTTGTGAAAACCTGCATGT
TGTATGGCACATGCCTGACCAGAACACTGAGTTGACAGAGCCCCTGAATTACTTCACCAC
CGTCAGCGAAAAACAGATTGGAGTGAACGTGAGAGAAAGAACGGTGATCACAGAAATTCT
CCAGTGTGAATCCAGGGGATTCTGGGAGATATCAGTGCAAGGCTGACTGCAGTGGGCAGA
TCGCGATGGGACATTTCATCACAGTGAATGTCACAGATAAATAACTTCCCTTGATGCTTC
TGCTGAAAGAGGAAGAAACAATATACAGAAATTCATCTTTGTTCAAGTTTAATTGACTTT
TGTATGAACTGAAGATGCTTTTGTTAAAAAATGCAAATGCTGCTCAGCAGACTAGTTGTA
GATCATGAATCCATCTGCTTGCTTTTGAATTTGCTTCTACGCCTAATGTTATAATTGGAA
ATGAGTCAATAAGTTTTTTACACCGTTGGTAGATTTTCTTTAAATAAGCAAAAAAGAAAA
AAAGAAAACTGCTGATAGGATAGGAAAAATAGTCTCACCAAGCATTCTTGTTTTAAGAAA
ACAATTCTTGAATATTTTCCTAACGAAAAACTTTCTTGATGTGTTTATTTTTCTTGCTAG



AAAACAGGAATTTACATAAAAAAA
>CL11997Contig1
TTTTTTTTTTTTTTTGCTAATAAAATCAAAAACGTGCAGATATTCTTTACTTTTAAACTG
GAATGCTAGGTAGTGTATTACAAAATCTGTTTCCTTTAAGGGATTTCTTTTCAAAGGTTT
TTTAAATAGGTGAAAAGAAAAGAAAGAATACATATATTATAATACAAAAATAAATACAAA
GTCTCTATGGCAGAACTCAAAACATCCTCAAAATGCCTTGGAAATCAAGAGTGTTCTGCA
TTGACGAGCCTTCGTTGGAATCATTATCATCTGAGCTAGTTGATTAGAAAGCACGAGTGT
ATCTATTCCCTGTATCTTCTGGAATGAAAGTTCCTTCTGTGTGTGAAGTGATGCTGTGGG
TGAATGTTTGTGAGTTAAAGCGTGTAATACCTGGTTTTGATCCTTTGACCTCAGCACTTA
TGTTCTCATGAGGCCTGCCTCCTGTAAACATGAGTCCTTGTAATCGCTTATCAACTTCTT
GAAAGGCTGAAAAATCAGCCCAAACAT
>CL11998Contig1
ATTCAGCCGTGACGGGTCGGACCGAGAAAATATTGCTATCACTCCCTGNGGCGCCACAAC
GTCAGACCAGAGTTTGATCTCCTCAAATTTGACTTTCACCAACGCAGCTCTTTTCAGTTT
GTCCAAGGGCAGCTCTCTGAGTCGATCCACTGTGCTGAAGAACACCGTCTGCGGCATGGC
TCCAGCGTGCAGAGCGTCGCAGATTAAACGCCTGCCCTCCAGGAGGATTTTACCCTGGTG
CTCCCGAAATGTCCTGGACCGAGCAACACTCACTAGCTTCGCCAGCCTTTTGTCTCCCTG
AGAAGCCCTTTCAAAGCGCAACCCATCAACTTGATCTTTCGTGCCAGCAGCCCGGGGATG
CTGCACAGTCGAATCTGCATCATCTCTTATCCTCACAGGGTTCTTTTTGTCCGTTTGCGC
TGTCGCAGAGGTGACATTTGTCTTCTTCCTCTGTGGGTTTACTGCAGTCTGATCGCTCTC
TGGGGCTGGCTTCACCACTTTACCCGTCTGCTGTTCAGGAAATAAAACCTTGACAGGTTT
TCTCCTCAGTCCGCGGACAAAACGTCTTGGTTCCACTATTAAGCCACAGCTTTTTGAAAG
AAGCTGTTTGGGGAAAAGGCAAACCATGCTTCTCATGACGGCCGCCATTTTTCTTTTTTG
CTAGTCTCCCCGGCCATA
>CL11999Contig1
AGGCTGCTGCGCAGCCCTCAAAGCGATGGGCTCCATTGTTTATGTGACAGAGATAGACCC
CATCTGCGCTCTGCAGGCCTGCATGGACGGTTTTCGGCTGGTCAAACTCAACGAAGTCAT
CAGACAAGTGGACATCGTCATCACCTGCACAGGGAATAAGAACGTGGTGGTGAGGGAGCA
CCTGGACCGCATGAAGAACGGCTGCATCGTCTGCAACATGGGACACTCCAACACGGAGAT
CGACGTGGCGAGCCTGCGGACTCCGGAGCTGACCTGGGAGAGGGTGCGCTCTCAGGTGGA
CCACGTCATCTGGCCTGACGGTAAAAGGATAGTCCTGCTCGCAGAGGGTCGTCTGCTGAA
TCTCAGCTGTTCTACCGTCCCCACTTTTGTTCTTTCCATCACTGCCACAACCCAGGCTCT
AGCCTTGATAGAGCTCTACAATGCCCCAGAGGGACGCTACAAACAGGATGTTTATCTGTT
GCCTAAAAAGATGGACGAATATGTGGCCAGCTTACATCTCCCAACCTTCGACGCACATCT
TACAGAGCTGACTGACGAGCAGGCCAAGTACCTGGGCTTGAACAAGAACGGGCCCTTTAA
GCCGAACTATTATAGGTATTAAACCAGTGGGTTTTTTGGGGGGGGGGTTGTTACCTGAAG
TCATGTTAATACTCAATGAATCACAGAGGGAGAGGAGGACGGACAGGAAAGTCGACTCAT
CTGCTTTTACATCCAGGACCGCAGAATTTGGGCATGTATTCCCCTACAGTCGTGGCAGTT
TTATTTATCCACGTTTACCACAGTAGTGATGATTAAAACAAATTTAGCGGCCATTCGCCA
CGAGGACATGTCACTTCCCGCCATCGTCTTCGCGCTCTTAAGATGCTCAATTGTGTGTGA
AGTTGTCCGTGAATCCTCCATCCTCACCGCTGCCAGATCTTTTATTCTTTATTTGTTTAA
AATGTAATTACATATGCGGAAAAAAATCAT
>CL12000Contig1
TTCGGCACGAGGTGCATCAGCACTCACCGGCAAAGTTTCTGTTAGCCGCCTGGCTTCTTT
CATACTCTAGATATTTTTTGTAAAAGCACTTTGAGCTGTTTAATAGTCGAGAAGCTGTCA
ACGGCCAAATGAAGCTTTTCGTAAGCGAAGGCAACCCTCACTGTCTGAAGGGTGTTAGCA
GCGCTGGAACTGACTGGGGTTAAGTGCGACGTTCAGTATGTCAACCACGAAGAAAAAGTG
GTGCAATTTCTCAATCATCCAGCTTTGCCAGCTCTGATTCTCCCCGCTGGACAACAACTG
TTTAGTGCAAACGCCATTTGCAGATACCTGTTTGAGGTGAGTGGACAAAACTACAACGAC
CACTGCAACCAGTGGCTTGAATGGGAAGTCACCGTTCTTCAGCCTGCACTTCTGCGGGCT
CTTCGTACGGCAGTGCTGCAGGGTAAAGGATCAGATGTGTCCCAGATCCTTCAGAGTCCC
CTGAACTTCCTGGATCAAAGCTTACTGAAGGGAAGCAAGCCATATCTAACCGGGGAAGCT
GCTCCAGTGGCTGACATCGTTTTATGGGGCGCACTGCATCCCATTTTATCCGATTCATCA
TTTACGTTAGGGGAGCACAACT
>CL12001Contig1
TCTATAGTTAAAAACACAAAAGGAGCTATAAAGGCTACAGGATTCAGTTTCAGTACACTT
TGTTNATACACAATCTATGTTTCTGTGCGCACAACAGCTTTTCAGCTGTACAGGAAATGG
GTTCAAGTATGTTACACTTGTTTATTCAAAAACTATTTAGAAAACAAGAATAGAAATCAG
TAAGGTAGAAGAGGCATACGTTTCTCACTCACAGCCTTCTTTAAAAATAAAACGCCATAG
GTGTAAAAACTGATTATTGTTTTTATCTGAATCCTTTGTGAAATAGAGAATAAATCTACC
CAAAAAGCAGCACAGCAACTGCTGATTCTGTTAGAAATAAGTCCGTGTTGTACTCTGGTG
GAGGCTTTTGCTTCAGGTCTCAAAGGCGAGTGTCAATAAAAAAGAAAACGCCTAGAATTT
ATAGTAAAAAGGAGCAAAAACCAGCAAGCAAAGCTAGTTTGCTTTAAGAATGGTATCGGA
TATAAGTTTTTGTTATTTTTCTAAAGAAGAATTTAAAGCCCAGCAGCTTTCTTGACTTAA



ATGAAGCAGCAGGATTTGGGTTTTGATGCCCCACATCTTACACTCTACTTTCTTTTCACA
GCAGCTGTATCTTCTTCTTTTAGGACAAACTTTTTCCTCAGAGCTTCTGAAATCAACAAG
GCAGAATCCTCTTCTCGAAGAGATGTGCAGCCTCGGTTGTACCTGTCTTTGCTCATTTTC
ATTCGGTTCATGTCCTTCAGGATGTCCATGACATCAGCAAAACTGGTGGACTTGGACAGC
GATACCGTGTCCTCCTCCGCCTCCTGGTAGTCCATGCTTGGCCGATCCAGATCGAAAGTC
GCTGACGCTGTCATGGAAACCGGCGGCAGAGGGTCAGGGACCCCGGCCATAATGNCCGGG
TTAACGCGCGCTCAAG
>CL12002Contig1
ATTCGGCACGAGGNCGCTGGAGAGCAGTAGGAAGCTGGTAATCCCACCATCTCTGGCCTA
TGGGGAGGAAGGGAAAGGTAAAATTCCTCCAAAGACTACGCTGACTTTCAAAATAGAACT
GGTTGAAATCAGAAATGGACCAAGATCGCACGAGTCCTTCCAAGAGATGGACCTGAACGA
TGACTGGAGACTCTCCAAACATGAGGTTAAAGAATATCTGAAGAAGGAGTTTGAGCGTCA
TGGCCACCCTCCCAATGATACTCTTCATGAAGAGATGGCCAATGACATTTTCATCAGAGA
GGATAAGAACAAGGATGGCTTTATATCCTCCAGAGAATTCACATACAAACATGATGAACT
GTAAAGAATGAGTGTGTGACGCTGGCTGTACAGTTACGTTTTTCAAGATTTGTTTTTGGT
CTCTACTAATACTCCAGAGTCACACTTAAATGAATGTGATTGAAATATTAGTACATCATT
TGTATTATCTGCGGATGTCCATGCATTATTAATGCCAGTGCAACCTGTTAAATCTTTTGT
TAAAAAAACTTGCTACTAAAAATGTTAAAAGCTTAAAAAAAAAA
>CL12003Contig1
ATCCTTGGACAACACGATATGACTTTGAGGACCTCTTGCGACACTTGGGGAGTCTACACA
TCTTTCCACAACTAATCGTTAAAATTCCCATTACGAAAAGCACTGCAGCAACAATCAGCC
CAGCAGTTCGCAGGGACTCGTAATCATACTCAAAATCTTTATCGTACTTTGGATCATAGG
TACCATGAGGAACACCCCGGGTGGTGGTTTTTGGAGATGAAGTCAACGTCGCTGTTGGGG
TTGCTTCTGAAGTGGCGTTCTTGACTGAGTTGCTGGTGAGCGTTTGATGGTTTGTGGTTT
GTTTAGCAAGCGTAGTTTCCTGGGTGGAGTTAGCTTCTCTGGTGACGCTGCTTCCTTCCG
TGGGAACTGTAGAAGGGAGAGCAGTAGTGTTGAGCACAGGGGTATTTTGAGTTACTGGAA
CACTGGTTTGAGCCCACGACACTTTTAACGTGACGAGCAGGAACAATAGTAAATAGGCCA
TGAAGACCTTAGAGTCCATCCTGTGAGTCATTTGTGTTCCGGGTCGCATCCAAAAGCCTT
CTCATCCACGCAGGCTGTCTTCATCTGTCACTTTTGAAAAAGTGGTGAGGCAGCTGCTGC
CCGGCCACACCCATGTGCTCACCCCTGCCACTTCCTCCTCATCCAACTGCCTTAACTCTG
TTTCAGTCTTCTCTCCCTCACCCACTCTTGTTCTGTCCCCGGCCATAAGGCCCGGGTTAA
ACGGCGCGCTGAGA
>CL12004Contig1
TCAATAAATAATCTACACTGTTTTACGTCTTTCAATTAGCTTCCGCCTTTTTTTTTTGCT
TCACANACGGAAAATTTGCAAATCANCTGTAGTTTCTGGCAAAAGCAAAAGGACAAATGT
ATATTTTGTAAATTTGGTGCATCCCTCCCTATTTTTCCCCCATTTGGCCNTTAAAAAGGA
ACCAAAGCCNTGGCTGTTCACATAAATGTTCATCTTTAAAAAATAAATNATGAATTATTT
TTGGAAAAAAACNAANNAGGATACAGCTAAAACNTAAAGCAGGTTTTCCTTCCATGTAAA
CCTTCTTTGTGGACNCTGTTAACACTTTATCGATGGTTTTTTTGTAACCTGGAAGTACTT
TAGTGCAATTTAAATGCATTGACGGTGGGAAAGTGATGAGTTCTGTTTGACTTATTGTGT
TGATTTAGTTTTTGCTCTTCAAGTGTGATGCATTAAATGTGACTTGCACTTGTAGCCCGA
GAGACCGTCACAAGGAGGAAAGGTTTGTTTTTTTACTAACTTAAATACCGTTCTTTACAT
TAGCTCATAACAAATTTAGATTGAAATGTATTTTCCGAATTTAAAATAAAACCCAAAGAC
ACAAAGCCAGTCTTCCTTTATTCTATAAATGATGACCTTTAATATTTAATAAAAGGCACT
CTTTGGTGTAAATATATAAATTTGAGTCTATTTTTCAATCAAATTTTGTCACCTGATCTG
ATTTAATAAAGGACAAACGACGTCTTCTTTGATTCCTTTTGCAAAACTGTGGCTTTTCTT
GTATCTGGTGCCAGTATGTAGTGCTTAAATTAATGTCTCCATTTCAACTAAATGACCATG
GTGTTGTTTTTTCTCATCCGTCCTTTTGGAAAACAGGATATGAGGAATTTCCTCGCAGAT
GTTGGGTATAAATGTCGGAGAANAAA
>CL12005Contig1
ACNTGNANGTTTTTTTTTNAAATTTTTTTTTTTCANNGGTGNGNTNGNAAATGANTTNAA
CTGTTTTGNGATTTTTTTTTTCCTTATNTTTGGGTCATTGNGAAAGNANTTATTTGACAT
ATTGTNGGTTAGGTTTTNAGCNGTTGTNTGAGCNTTTTATNTTTTGAATTTGGAAAAAAA
AAAAGGTGTTATTGTGTTAAGATCATCCTGTGATAAACTTTTGTTCACATTTTTTATGTA
AAGTTAACATGTTTGTTTTCATTTGTGGTACAAAAAGTATTCAATA
>CL12006Contig1
TAAAAAACTGCAGAATTTAGAATGGACATACAGGAAATGTGGCATTAACTGGGCATAGAA
GCATGAAAAAATTAAATCAACGACCATTACCTACATTTAATTGAGCCAATGTCCCAGTAA
TGCAGTGGTACATAGGGACATTAAACATCGTCAATGGTGACGGTTTAAATAGAATACAAC
TTTGCATTAAATAAATAAATTATAAATTAACGAGTAAATAAACTAATTTATACCACGGTC
CAGGTGAATAATCAATTCTGATTGGCTGCTGGGTGTGGATTAAAAAGTGAGAATCCACAG
TGACAATGCACGCCTAAAAAAGGAAGTTCCGGTCACATAGCCTAAATGTTCTATATCACT
GCTCTGGCCTCTTTAAAACAAACTTTAGCTTCATCATCTGGACAAAAACAACCGGTAAGA
GGTGAACTTTCTCTCTGAAATGATGCTTTTTTTCAACCCATCGTTATGATCAGGATATAC



CGCTTTCCTTTGCCGGTGCAGCTTGTTGTCATGTTACCGTGACAACACCACGTAACAGTC
AGTTTTTTTGTGGAAAAAAGCAATCTAATAAGAATAAAGTACTAAAAACTGATTTAATAT
TTATTTCTTCTGTAAGTGACCATGGTAGAAGCGAGATAATGCCTTTTCGGAAGTGTGCAT
TATCAGAAATTCACGGAAGCAATGTCCGACGCGAAGTGGGTCGGTTCAGGCT
>CL12008Contig1
CCCGGGCCTTATGGCCGGGGGACGCCGTCGGCGAGATCGTCGTTCTGTTGAACTTTTCGG
AAGTTTAAAGTTCGTCCATTTGTTGTAGTTCTGCGTAAACCGCTCACCATGGCGGATCAG
AGGTTTGCCATCGCCATGTCAGTCATGACCCTGTTTTGGGCCACCGTTGGAGGAGTTGCT
CCGTGGTTTATTCCCAAAGGACCGAACAGAGGAGTGATTGTCACTATGCTGGTATTGACT
GCAGTCTGCTGCTACCTTTTCTGGCTGATAGCTATTCTGGCTCAGTTGAACCCATTATTT
GGACCAGCCCTTTCTACTGATGTCATCTGGTACCTAAACAATCATTGGCCCTGATTTATC
CTACCAGGAATGTGCACTCTATAGCTTATTGAAGATTCTCTGGACAACGGAGGACCCTGT
GCTGTGGCCTTTCTACCAGAACATTCCCTTTGAATTGCCTTACACCTTGGATCCATGTGT
GATTTGTTTGAGTGATGTCCAAACTGGTGCCTTGTTAAAATATGTCCCAAAGGACTGGAA
AATCTCCCAGAGTGTGCTTTACTTTAAATTAAAGTTGTTGGTTTGTTGTACTGTGTGTAT
TGTGCTTGATGTGATGGAACTTTTGGCAGCGTCTAATGTATTGCTTTTGATGACAAATAA
ATTCAGAAACTCGTGT
>CL12009Contig1
TATTTGTGAGGGATTACAGCAGCTGAACCTATTTTCCTTGGTCAGATTAGGCAAAACAGG
AAGTCTCATGGGATCGTCTGCACAGTGAAAGAAGCTTTTAGGAACAAAGAAAGCAAAACA
CATCCCCACTTTATTCAATATGCATGTTTGTAATCCATTTTTACTGTATATCTTAATGAC
AAACATTCAGTTGGTCGGCATAAATGTTCTCCAAACAGTGAGCGCAGTTTGTGTTCTCTT
TGTTAAATTGATGAGGTTACGATTCCTGTTTTGGGGTTCTCTTTAAGTTAAAGGGTCTGA
CATTAACACGTGATCAGAAAGTTTGGACCCAAATCTGCGTTGTCCCTAAACAGGAGTCGG
CAGAATGAACGTCCTCCCATTTCTTGGCCTTTTTCCGTGGTTCTAACTGGTGACTTGGAT
CCACAGACATCATCGCCTTCCTGCATTACCACACGGTCCCGGCTCTGCAGAAGAGGCTGA
GCTCCTGCAGGACGGCGCCAGACTCCCAGGGTCTGCAGGCAGAGGTCACGTACGGGCTGT
CCGACATCCTAAGCACGGACGAGGATTTCGAGGTGGACAACAGCTAACCCCCAGCCGATC
AGGACTTGTGCAGTTCTTTGCGAGATAACTGAACCTT
>CL12010Contig1
CNAAAAAAAAAAAAAAAAAGTACAAGCAGGTGGGTGTCTCTAATCCCTTTCTAAATCACA
GCAATAAATGATTAAAAAGGGGAAGAAAAAGAACTGTACAGTACTTTGACAAACTCATGA
AATACAGGACTTCTGGCTAACACAGTCTTGTGAGACGATGTTTGTCTTGTGTGCCTTCAC
TTGAAACTTTCGCCATGGCTTTTAAGGTTCGAGTCCTGCTCCAGTGGACTAAGCAGACCA
GGAGTTTGCCGTTTTTTTCCACTTTCTTTCTCTAGTCGGTATTATTTTAAGCTGCCTAGA
CCCATCTTTCTGATAAAACTAGTAAGAAATGGTTCTGTGGCAGGGTAGCAAACACACGGC
TTCAGCCAGTCAAGCTTTCTACTTCTACTATGGCTAGTCCTGCTAGCCTGACTGGCCAGC
TCGATGGTTTGTACACTGGCTGGTTGTGTTGCTTCCTGTGCCTCTGGAGCTCATTGGTGT
GGCTGGAGAGCGATAAGTTCACATGAGAACCGCCGTGTGATCCTTGGCTGCTACAGACTC
CTCGCCACGGTTGCAACAGCAACGCAGTGGAAGCGGGAACCACTCTGGCAAAGACTTCCA
ACAGCCTCTGGTTGGTATGTAGAAATTGGAGGATAACAGGGGAAAATGAAAACCCTCGTG
CCGAA
>CL12011Contig1
TATTGCACAAGATTATATTGCGATATCGATACACAGGTCTGGAAAGGATGGAACTATTTA
CTTACCCCCCAATTTGGTTCAGTGGTGTGTTTTTAAACTGAGGATTGTGTCATCCTTGGT
TTGTAACATATTTCCTGATTTGTCTCAGCAATAGACGAGACTGTCAGGTCTGTAGATTTG
AAGTCATTTTCATTCATGTCGCCGGCCCTCTTGGAGATTCTGGTCGTGGGTGGTCAGGAC
ATAATGGGCCGTTAACAAATGTGTGTGGGTGCAGCGCGGCTTCCCAAAGATGAGCACACG
GAGGTCAACTTTCACCGTTTGAAGCTGAAAATGAATTCAATTATTGAGCGCGGATCGGTT
TGCGAAGCAATAAACCACAGACCCAAAGGAGTCCTGTTAAAGAGCAAAATCCCATTATAG
TCTTAAGTGTTTTAACAAAACAAACAGCACAGCAGAGGATACAAATAGCATAACGTAGTA
CGATTATCATAAAATTACATGACAGACGTGCAATTAATGCTGAAATATTAAAGCCTGTGC
AGTCTGCTGGCTCTCAAAGCTTATTGACACGATTCATGCAAATGAAGGAATAAATGAATA
AATTACATTTTGTGCTTTACCTTGAAAAAATAAAAGCATCGTCATCTCAACACTTATGCT
TTTTAAAATTTGTGATCTGCAAACACTAGCTGTTGAGCGAGACGCCATGTTTTTATTAAA
CAGTGACTCAGTCTATGTCGACACTAAACAGATAAATTATCGCTGCTTATGCTTATCTTT
CTATGTGAGGGGTTGAGACTGGAGGGCAGCATTGGATTGGCCCACCAGGAGATAAAACTG
AACAGTGGGGGGCCCCTTTGACCCTTATTTTCTCTCTGTGTTTAATGATGTGTCTGGGCA
TTAACCACCTATCATGGAGAATGCACACGTCATGCGCCGCCGTTATATTTGGCGCAGGAG
CCCACACACCATGATGGTGGCAGACGCATCAGCGCATAAAGATGACGGTCTGTTTTTCTA
CCCCTGATTCACTCTGACATTGTGTCCACATTGGCAGTTTTGTCCTAAGCAGTCTCCGGA
GAGTTTTCTGTGGACTTTCTACGGATTAAAACCGGATAAAGCTGCTTTAACTCCATTGAG
NAAAAGTGG
>CL12012Contig1



AGACAGCAGCAGCAGCCACAACTCAGTCCAAAGTGAAGACTGTACCATCAGTGTCGGACT
CGGCTAACGCTAGTACCAGTCGGGCACGAGTGGCTTGGGTTGACTCAGTTCGGATTACTT
CCCTTCGCTGTTCCGATAACCGTCATGGCGGCGGCGGATCCCCGCTACTCCAGAGGAGGT
TTCCCCGCGGGGGAAAGCAGCAACGACCGCGACGGGCCAGGCGGCGGCAGCGGGGAAAGC
GAGCGGGACCGGGCCACCTTCGAATGCAATATTTGTTTGGACACAGCCAGGGACGCTGTC
ATCAGTATGTGCGGACACCTGTTCTGCTGGCCCTGTCTACATCAGTGGTTGGAGACGCAG
CCCAGCAGGCAGCAGTGTCCGGTGTGCAAGGCGGGCATCAGCAGAGAGAAGGTCATCCCG
CTGTACGGACGGGGAAGCTCCAGCCAGGAGGACCCCAGGTTGAAAACCCCACCCCGGCCT
CAGGGGCAGAGGACGGAGCCGGAGAGCAGAGGCGGGATGTTCCAGGGCTTCGGGGATACC
GGTTTCCACATGTCGTTTGGCATCGGCGCTTTCCCCTTCGGCTTTTTCACGACAGTCTTC
AACGCCAACGACCCCTTCCACAGAGCAGACCAGTATGCAGGTGATCACCAAGGTAACGGG
AACGGCAACAACAGCTGGCAGGACTCGCTCTTCCTGTTCGTGGCCATCTTCTTCTTCTTC
TGGCTGCTGAGCGTGTGACTGACCTGGAGAGGAGGGGACCCTGCAGCTCCACCGTCCAGA
CTCATCGTCCCTGAAATGTGCAGATCTGGAGATCTTTCACCTGGAAGTTGGACTGAAAAC
ACTTTTCATTTCATGTCCCGCTGCGGGACGGACACAAACAATCTGCTTGGACTCTGATGT
TTCTGATGGGTTTAGCTGCGTTTGATAGGAAAGTGGTTTAACGTGACGCTAAATTACCGT
GTTGGCTTAAGGACTGTG
>CL12013Contig1
TTTTTTTTTTTTTTAAATCAGTNCATCGGACAAAACATCCACTTTTGTGCAACGGGGAAG
TATAGNACACAAAAATTTGGCTCAAACTAGGCGTTTCATGACAGCCAAGACAACAAATGT
TACTGACTTGATTCTTCAAGAATGACAAGGCTAGTTAGCGATGCCGTTGTTCAAATTCAT
AAAAGGCCACTGAGTCTGCAAAGCTTTAATGCCCTTGTGCCAATCCGGAATGGTAAAACT
CTTTGCTTTTTAACAGTAGCATCTAATTTGTCTCTATTCTCCCTACAGATGCTACCACCA
ACCCCACAGTATTGCACTGAAAACGATTCATTTAGCAGCCAAGTGTTGCTTTATAGAATG
CAACATAACAGTGTAGCCTATTGTTTTGCAGAGGATAACAACACCTCCATGAAAATGCAG
GAAAAAAGTTTTTGAAAAACAGAAATTCTTCTTTACAACTGCCCTGCTTTAAATATTTGT
CTCTTTTTTGCCCTATAATAAAGAAAATATGAAAGAATCCTGTCATGAAAATCCTAGATT
TTGTTTGCTTTTTTTCATTTAAAATAACTTTATTTAAAATAGATCACAGCTATATATATG
TTTGAGTTTGAAAGTCTTGATTTTGGCACAGCACTATACAAAACATATGTGATTTGTATC
TGTTGATGA
>CL12014Contig1
GGCCGCGGACCGTTTTTTTTTTTTTTTTTTTTTTGTGAGTTTTATAACTTTCAATGTTTT
ATTTGTGCAAAGCGATACATTTACAGCCAGGATCATCCAGCACCTCGACGAGTACAAGCT
CCGCCTTCTGCAAAGCCGTCACTGCCGAGCATTTCTGACCCAACGCAGCATCAACTCAAC
AAAAAGAACATCTGCTATGACTTTATTTGACGAGAACTTATTCTACAGGTCTGTTAGTGA
GTTAAGCATCGAACAGAAACAGGATGTGTTTGTTCCAAATGGGGAATACAATTCTGCTGG
AGCTTCTCGGTCCAACAGGCTGGAAGGAGGTCATTACTCAGAAACAAAGGATCAAAAATG
AACAGATGACAAATAAAAAAACAGCATTACAAAAATGACCTCAATAAGTACAAAAAGAAA
AATCCAGCCTGTAGAGATGTACCAGAGAAGCTAACCGTCTGCAGTAAAAGCTGCTGATGG
CCCTTCAGTCCACCACAGACAAAACTTCACATAAATAGGCCTCACCAGCATGTGCAGTTA
AAGTAACACTTTCAGGAAGGTCATAGTCACAGTTCTAACACCCTTTCATCCATTTTCAGT
CTGCAAAAGTGTCACATTCAAACACCTAAAAGTGGTTCCAGATCAGGACCCGGTTCAGGG
ACCAGTTTCAGGCGGTCCTGCTCAGTACTGAAGAGGTTTCACAGCTGAAGCAGCAGCTCA
CATAAGACCCATATGACCACAGAGGAAACCAGCCTTCATGTGCCTCTGACGGGTTTACAC
AGCTTTTATTCACAGCAGTGCACTGACATATGTGTGTGTGTGTGTGTGTGTGTGTGTGTG
TGTGTGTGNG
>CL12015Contig1
GGGGATCCAGAGGGGGTGTCCTCTCGAGTCCTGGGACTGTGGGAGTCGGTGTTCCCCCCC
CTGCTGTCCAGAGGTCTTCCTCACAGACACCATGTGGTGGTCTACCTGCTGCTGCTCTCC
CCCCACTCACACCTGCAGCTCCAGTCGTCTCTGAGCCCCTCCCCCGCCGAGGTCAGCGCC
TGCGTGTGGGTCGACAGCCGGCTCGCCCGGGCCATCGTGGCCGCCGTGGACGGAGAAGAC
GGCGAGGTTCCCGTGGACCAGCTGCCCAGCAGCTTCAGGGTGATGGAGGTGTCTGCAGAC
GGATCTCTCAGCGAGTCTCTGCTGCCACCCCCACCCCCCACCTAAAATACAATTGAAAAA
TAAATCAGGAGACAGTGATGTCAAGAATGCGTTGGGCTTTCTAAAGCGGTAAAAGCAGAG
GAATGGCGTCTGAGTGACCCGGTGTGACCTCAGCCCGTCCCAGAACCGCGTGCAGTACCT
TAGGCCGCCAACAGGTGGCAGCAGAGACCTCTGATCAGCTCCAGCATTTTCATGTCAGGT
CCAGAACCCTCTTCTTCATCCATCAGTCCAGTGGAGGCGGCCTCGTCTTCATCACTTTAT
GTACTTCTAGAACAGAAATCACACAGATTGGATTGAGTTCCTGGATTCTGTCATGACATT
AAATCTATACTTTAACCTGCA
>CL12016Contig1
CTGTAGGATTTGGCTCAGACTGGTTGAGCTGCTGAAAGATTGCTTCAGTCAGCGCGCAGA
TCGCGGAGAGTAAACCCAGTCAGTAGAATGGCCTGCACTGGAGCAGGAGATGTCCTGTCG
CTCAGTGTAAGATTTGGAAAACAGCGTTTAGCCTTCTAACCGACTTTCCGGAGCGCTCAA
AATAAAGTTTCTGATGGTGCACTCCATCCCGAAGCAGCGAAACGCACCACAGGGATCAGA



AATGAAAGCAGGAGCGCTACTTTTAAGCGTGTTTTGCTTCAAAGGGTATTTTAAAAGGCT
TGACAATCGAGTCTTTTATAGTTTCTGACCAGTGGTTGTGACAACAGTCTAGCGCGGACT
TTTGGTTACCATTACGCACGCTTTGCTTTCCGCGACTGAGAACTCTAAGCCAGGTTCACT
TGGGACTTTGGACAACACCATGACCAGCTCCCTGCTCGCCCTGCTCGGATTGTGCTTGAG
TGCTTGTTACTGCGTGTTCACTGCGGGGAGCAGTTTTTCTGTGGATGGAAACTTCGAAGC
GCACGCGGGCTTCATGCACCGGCGGCTGCGGACGCACGAGAAGAGGGAGATGCAGAAGGA
GATCCTGTCTGTCCTGGGACTGCCGCACAGACCGCGGCCGCACTTGTCACAAGGAAAGTA
CAACTCGGCTCCTCTTTTCATGTTGGACTTGTACAACACCAT
>CL12017Contig1
CAACTGCCAAAATCGGAGAAATGAGTCCACGAAGAAGGAAGGCATAACATTTCACTGATA
AGTGCTATATTTTTTTCTTTCAAAGCTCCAGGGGCTTCATAAATAGTACACATGTATATG
CATATGCATGATGCTGCTGCAGGGCTAGATAGATAGATAGATAGACAACTTTATTTATCC
ATTTGGGATGTTCCCGCATGGAAATTGATGGCCATTATCAACATGCTGCATGATGTGACA
TTAGGCATCTGTTTGGCATCTATCTAAGAAGAGGTCACGCAGCTGCTTTTGCCACTGACT
GCGACCTGCCTGGAGCCCACGAGATGGTTCAAAGTATCGGCATGCAGACGACGTACATGG
GCTTCTTGGACTATAGGAAACAGGAAGTTAAAGACCTGGGCATCAACCCCAGTGATTGCA
CTTTCAACCCTGGAGTGTTTGTAGCCAACATTAAAGAGTGGAAGAAACTAAAAATAACCA
AACAGCTAGAGAAATGGATGGAACTAAACTTCAGACAGAACATATATAGCAGTTCTATGG
CAGGAGGCGTGGCAACTCCACCCATGCTGATAGTTTTTCATGCCAAATTTACACGTCTGG
ATCCTCTGTGGCACGTCAGACACCTGGGCTGGAGCCCAGACCCCTTTTATTCAACGAGCT
TCCTTCAGAGGGCTCAGCTGCTGCACTGGAATGGCCCATTTAAACCATGGAATTATCCTG
CTGTCCACCTGGATATGTGGGAGAAGTGGTTCATCCCAGACCCCTCTGGAAAGTTCATTT
TGATTCGCTCTGATAAAGACAGTTAAAGTCTGCACAACATCCTGCTGTAGCTCAGAGAAG
TATAAATCTCTCTGTATAACCTAAATTGTTGCATGTGAAACTTGATTAAATATTGGTAAT
CTTACAACTTGATATTTCTTCA
>CL12018Contig1
GGGTTTTCTGTTTTGAACAACTTTCATTTTTTATGACTGTTTTATCTGTTTTTATGTTAA
GCGCTTTGTGTTTTTAACCAAAATGAAAGGCGCTATATAAATAAATAAAGTTTGAGTTTG
AGTTTGAGGTTCACCAAAAGGCTGATAACGAGAAAACCTCAATGTTCAAAGCTCAAACCA
ATGTTTCAGTGCTTCTAGGTCGGATCATGGTAAAGAGCCACAGTGAGGTTAGTGGGACAG
AGGAGCACTTCTTTTAGAAGTTCTGAACTCCACCATCCCTCAATGAACAGGATGTTTGTT
TTTTTGTTAGCCTCTTGTCTTTCTTTAACTTATGATTAGAAACAGAATAGTTAGACACTC
CCTTTTGCATTTTATTTATTAAACTAACTTTTACCTTTTATTACATTAATGGCTTAACCT
CGATTTACTATGTATTATCATCTCAAAATTATATTACACTCCAGACAGAGCACAACCAAG
ACTATTGTCTCGCAACATTCCTTTAACATCCTCCCTTTTTCATCTTTGTGTGTTCTGGTG
TATGCGTTCTGGTAAATGTCTGCAAGAGATCTGACACTTTAGGTGCTCTTACCTTCGAGC
ATCTAGCCTGCAACAGTCTGTGGGTGTGTTTTTCACACCATGATCCATCGAATGAGGTTC
TGAATATGCAAATGCAAGGTGTATATGCCAGGCCTTTTGCTGAACCCCTTTGTTCAGACT
TTGAATGCACTTTGTTCATCTGTCTGTAACCCTGCGTACAAATCTGTGGTCCTTGTGCGG
AGTAAATCTACAAAAGATAAGTAACTGTCTCTGAGTCGTTATTCTTTATTTCTGTGTGTT
GGAAACTGAAAAGGGGAACAAACCTAATTTACCTATTTTACAGTCCTGTTTAGAATCTCC
AGTTTCCTCACAATGCTTTTAAAAACTCAAA
>CL12019Contig1
AGGAATTCGGCACGAGGCTATCCGCCGTCCTGCCTCACTCTGATGCCTGTGAACCGGAGC
CCAGCGGCCAGTCCGTCCCCCCAGAACCCCAACCCCAGACGGACACAAAGGTCAAGAGAC
CTCTGCTTTCTGGAGTCCACAAACTCTCAGCGGCCCACTCCATGTCAGATCTGATCGGGA
CGCACTTCCGGGCCTAAACTGGACTCCATGAACTCCATCGAAGAAAGCGGATGCCCCGGA
GGCCCTCACAGGCGCTCCCAGAGCGAGGTGCCGGGATACCAGGAAGACCAGGCCCACGGT
GACCCTTTCAGCCACATCAGCGACGCCCTGCCGCAGAAATACGCCACGCTGCCACGCAAC
CGAAACCCGTTTGAGGGCGAGCGGAAAGAGAAGAAGGAGAAAGTAAGCCTGCTGGAACGC
GTCACCGGAAAGAAGGAAGGCCGCAAAACCGGCAGCGGGGGGCGTTCAGGGAGCTCTGGA
GATCTGCGTTCTCCCAACCCCTTCAGTGAAGATCTTCAAGCAGACACCAACCCGTTTATA
TCCAACTACAAACCTCTGCTCGGTCCTGTTGTGTGAATCGTATGTTTGCTGGTTAACACG
TGTCTTCACGTCTGTCAACAGAGGCCGTCGCGCGTGTCTGTGAGCGTGTGTGTGAGCGTG
CACGTGGTACAAATCTATGGGGCTGCAGGAAACTTGTTTAAGTTGCTGTTTTGAATATTT
CTGTGTAAAGACCTGCAGAAAGACGTCTGCCTTCCTGTCGCCACTTTCCATGTGAAACTT
CTCATAAGTTCTAGATAAATTCAGCTCTGTTNCTTGTGTNTNCTGTGGGCGGAGTCTCAC
ACACCGAACTTCACCGTTTTTCAATAAA
>CL12020Contig1
GGGGGAGATTGATCGGGCCAGAGCGATCTACTCCTATTGTTCTCAGATCTGTGACCCCAG
GTTGACAGCAAACTTCTGGCAGACTTGGAAAGAATTTGAGATACGCCATGGAAATGAAGA
CACCATCAGAGAGATGTTGAGGATCAAGCGCAGTGTCCAAGCTACCTACAACACCCCAGG
TCAACTTTATGTCCTCACAGATGCTGAAAGCCACTACAAGCTCCACAGGCACTGTGTCAG
ACCTTGCTCCAGGCCAGATGGGCATCGATGATATGAAGATGCTGGAGCAGAAAGCCCAGC



AGCTTGCAGCCGAGGCAGAGCTGGACAAACCCAAACCTAAGGAGAAGATTCTCTTTGTCA
GGAGTGATACATCTCGTAGTGAGTTGGCTGAACTTTCTAAACAAGCCAATCCTGATGAGA
TCAACATCGATGATGAGGATGAAGATGATGACGACCGAGGACCTGATGAGGTGCAGCTGG
AGCAGAAGAGCATCCCCACAGCTGTCTTTGGAGGACTGAAAGAAGACTGAAAGAACTCTG
CACCTTTTCAGAAAGACTTTTGATATTTCATATAATCTGGGATTATAATAATTTTAAACT
TTGAATACATGTTAAGTTGTACCTTCAAGTGATTTCATTATAAAAATAGAATGGAGCATT
GTCTCTTTAGATTTTGTAGTGAACAATTACTACTTTGGCCACAAGGTGTCACTCTTTCTT
AAATGCTAGTTTAAAAGACAAAAGAGCTTTTTGTTTCTCTTCTGAACTGTTGCTATGTGC
TTACATGAAAACAAGT
>CL12021Contig1
AAAACATTNTTTATTGATGAAGATTTAAAGAGTTTGCCTTTAAAAAGGATCCTTTCTGAG
CGTCTCAGATAATTTCAAACTAGTTTCTGTTTCACTGTTTATAATGTTTGTTTTTTCCAT
GTTTGTCTTAGAAAAAACAACGTATGTTTATATGTGAAGGCTGCTAAGGTGAAAATCTAC
CCCACTAAGGCTTTAGTTTCCTTTCCTGAAACCTAATTTCCAACTTTGCTTTTTAAAAAC
CCACTCTAAAATAATTGTGTTTTTTAACTTGGAATTTTTCTGATGGAGGACATATGTATT
ATAGTTGACATTAAAACTGGATTTCTGAGTATTTCTGCTTTCAAAATGTTGAATAAAGGG
AAAGGGGGGTGGGGTTGCTCTGGATCACAACTTAGAGGTAAATTTCTACTAAACTATTGC
CGCTTTGCAGAAACTACATCCTAGAAAATGACATTTTTTTAAAGATTCTGGCTAAAAAAC
AGCATAATCATTTCTAATTTAAAAAAAAACACTGGAAACAACAAGAAAATAGATCAGAAT
ACGATTGATGTGAGACTTTACCATTTAGATCAAGAGAATTAATCTGTTCAAAGCTGAAAA
TAGAACCAGAGATTTTCAGAATATTTTTTTAAACCTTTCAACC
>CL12022Contig1
CGAGGGGTCAATATTCGCCGATCTAGTAAGCACCAATGCACACTGGTTTTTCGCAGAGAC
TTCTGGGAAATTTCTAGGGCACTCCATTTTGGTTTGAAATTGTAGATTGGGACAGCACTA
CAAAATGGCGGACCAACTATATAGTGCACTATGTAGGGGTTAGGGTGGGAATTCGGACCC
AACCCCCCAAAAATCATTAGCGCAGCCGTGCTGCCCACCTCGGGGATGTTCGCCACGCGT
CTGGAAGAACAGACAAACGGCGTCCTACCACTGTCTTTTCTTTGCTGACATCCTCACCCA
ATCAACTGTTGATCACCTGGATCAGGGGTGTTCAGCCAATCAAAAGCTGCAGAGGTGCTG
GGATGAAGAAAACATGTCCTGTGTCCCCAAACCTTCAAGGCTGCCTGTTCACATTTACTC
CCATATTACTGGAGATTGTTTTATTGTTCATGGCCATCTGATATTATGCAATAGTGCAGA
AATACTGTTTCAGTATTTCTCAATGACTGTTAAGCACATATTTAAAAAAACAAAAAACAA
CTTTAGTTGTGCTGCAGCTCAAACTCTGTTGGGACC
>CL12023Contig1
AATGTGGGCATGTTCCAGGCTGACCAGCTCCGGGCATGTCTGAGGTTTCCCGGGCTGCAG
ACTCAAAGGTTTTCATCCTCACTCCAAGGAGCCTCCTCTCTTCACGGTGTGTAAACACGT
GGTGCTCAGAGACTCCAAACTCAGCCTGCTGGACCTCAGGTGACAGGCTGGAGGACGTCT
GGGCTCTTCTCTTCAGAGAAAACTGTGAAGCTGCTGCCTGTCTGAGTGTGCGTCTGTGTT
TCTAATGTTTACAGGAAGTGTCAGTGTTGAGTGTTTCCTCCTGTTCACGCCGTGTTCATG
GACCTAGAAGAGACAGAGTGCCTTCTTAGATGAATGTTTCTGAGCCCAGTGAACTTTGAC
CTGGCGTCGCGTTTTATTACATTCCTTTGAAGAAAACTTGAAACTTTTTTAAACTGATCA
AAAGCAGTAACTTTTGCTGAAGTGTCTTCAATGAAAAGAGGGTTTAAAATGTCATATGCC
TCATCCAGCAACATCTGCAGAAACGCTGAATCATTCTGTGTAAACAAGCGTCTCAGTTAA
AACACTCCCGTGCCGCTTTGCGTTGAATTGACCCTTTATAAAAAAAGAAAGAAAGCAGTT
TGGGATTTTTGATGATCGGGTGTTGCTGCGTTTGTTTAGCACCCGACGCTCAAAGGTGAG
GAAACGTTTGCTCAGAGGGCTTTTGAAGAACAACCCGTCCGCTGCTGATCGTGTGGGACA
GAAGCTTTTACTGTGAAAGGGTTGTTCTGCTGAAAAAAAGTTCCAGCTGAATTTTTAAAA
AATCTCAGTTTTGTTGTTTTACAGGCAAAAGTCTTTTTTTCCAGCAGAAAATAGTTTAAA
AAAATCAGATTATTATGCAGTTGAACATTTTGGGTGATTTTGAGCTCA
>CL12024Contig1
ANGCTCTGCCATGAGAAAAGGAGCCCTTCAACATGACAGAATCACAAGCAGTTCAGATTA
TCAACACCTTCAAATCTGGTCCATAAATTATATAAATACAAAAAAAAAAAAAGATTTNCN
AGTAANTTTCTTTTTCAAATCGGCCCGGATCAAATTTTACTNGG
>CL12025Contig1
TTTTTTTNTTCATTGTTGAAGTGATTTACTGAATTACTTCCTCCACAGAGAATTTAAAAA
GTAACATTAACCGGAAAATACATCCTGATTTACATTGGAATAAGGAGTGGAAATTACATC
ATTTTCCTAAAATTGTCTATGGCTTCTTTGACTTTCTCAAGTTCAGCCTGGCTCTGTCGT
AGCTTCTCAGCATCCTGCTCCTGCACCTTCACTGGAACCTTCTCCTTGTAATCACTCTTT
GCCATCTTCTCTTGCAGTTTCTCCAGCTGTTTCTCCAAGTCGCCTTTCTTTGTCAGCAGC
TTTGTCACTTCCTTTTCCACATCAATAAGACCCTTGAGCATAAGGTTGACGGTGCATCTG
TCAGAAGCGATAGCCACTGCGCAGCCTTGTGGGACGGGCTCGCTGGCTGTCAG
>CL12026Contig1
CTCCAGTCAACAGCTGCAAAGTTTTAAGACTTCAAGAAGAAATTTTACTGACTCTCCAGA
GGCACTATCAACAAAGTCTTTAATGTCCCCTTTTAGAAAAAGCTGGAGAAATAAGATAAA
CGCCTGGCTGGTGAATTCAGAGTACTGTGGGGACTTTCCAAAAGATTCTTTAAAGAGCAT



CTCATTTTCATACCAAAGTGCTCTAGAGAGATTAAAAAAAAAATCCCCAAAAAAATAGCT
AAATTATCTTCTTTCCTTCCTTTTGTGTTTTTCTGATAGTGGTGTTATCTAAAAGCTGCA
AAAGATACAGAATGCTTTGTTCCAGCCTTCTTTGAAAAAAGTTTTCTAACTGCAAAAAAG
AGACTGAAAGCTGAAATTAGGACCCCACCTTTTTCTCAGCGACCTAGTCCAATTTTTGCT
TGACTGATCGTCTCACCTTCAACCCAAAACTGACCTCTTGAATTGATCAGCTTTTAAGTT
CCACCTCCTCAGACTTCTTTACTCCATCTGAAGTAGTTCTGGATCTCCTGTCTTTATACC
CCTTCTGGCATCCGCTGTAGCCAAGGCCAGGTGCGCAGAGGTCTGCTACCGGGGTGTCGT
CCCTAGAGTTCAGTCTTGTCTTCAGTGATGCTCTGGGAAGCCTGTTCTCTTTCTCACAAA
GAGACATAAGGGACAGGAGCTGCCTCACAAATG
>CL12027Contig1
CATTTGCACAGATTTGTGTCTCACCTTGGATGGAGGCGGAGTCTCACAGCCGGAATGCTC
TTCGATCTGACGTCCATTTAACTGTTACCATTAATCACATTTAAGATCAAAGGTTTTTTC
TTTTAAATTTCCATTTAAAAACATTTTTGGTGTTTTTTTACATAATAAGGGAAAATAGGC
TTTTCGAGTTGAAGATTATAAATTATTTTTGTATTTAAATCTTTCCTAAAACATCTGAAC
CCCAGAACAAACCTAAACAACACTTTCTGGATGAAGATGACTGAAAAAGCTGTTGAGATC
CATTTAGTGTAGGAAGCACTTCCTCCGCCTTACGGCCTTTCTACGGAGCCCTCCAAGTGC
CAGTGGTTAAAAAAATGTGTTCAGGATTACCGATCTGTACGCAAGAATTAGTAAACCATA
CACGCTTTATCAGTATGTTTGTTTTTTAACCACTGGCACCTGCAGGGCTCCGTACCGTTC
AGACTATCATCCACCAACTACTAGACTGAATCCTGGTGGGGCTGAAATCCCACCCGGGGT
CACCTGAGTCCACTTATTGGTTCCTGTATTCCTCTGTCCTTGTCATCCATCGATGCTCCT
CCTGCAGCTCCTGTTGAACCGGGCAAGTTTGACCTGGTTTACCAGAATCCAGATGGCTCC
GAACGAGTGGAGTACGCCGTCTCCAGGGGGTCAAAGGTGACGGAGCGCTGGGAGTCTCTG
CTGGAACCCAGACTCGTCCTTGAGGTTTGACGTTTACGTCTCTGCTTTGGCCCAGAAAAA
GTTTTAGACCAAAGAACTGAAGTCTGGAACACACCGGTTTGATGTT
>CL12029Contig1
CATTATATTGATAAATGGGAGAACAAGTTAGTCTTTACAAGGTCAAAAATGCCCCGTTTG
CTTAGCAGAAAAATACAGCTTTAAAACAGATGCCTTTTAAAATCCAAAACCCTCAAAAAG
AAAATTGAAATCACAAAACCTGCAAGATATTTTTCTGCAACTGCACAGATAAATTCATGC
GATCATTGCATCCTTTCCGATCAATTTCAGTTACACAGTAATTTTCCATGTTCTCCAAAA
CTGTTGCTGTAAGAACAACAACATATGCAGAAACCGTAAATGCAGTTTGAAGTTACAGTA
TCTATAAAAGAAATGTCTCCCGCAGCTCANACATAAAATTTTAATAATTAATAAAGCAAA
ATTTATGTGTACGTTGAGAAATGACACGGCAGGATTATAGAGATCAGTTCATTCAGTTGA
GTTTGTTTTTTACCCTTCTGAAAAATCTGAGTTTCCTTCACAAAAGAGCCTTTGTACAAG
GAGCTGCTGAGAGATTAAAGGCTGTTCCGATTTATAAAGTGTTTCTGTCCTCTAGTGGCT
GAACACGGGAAATGCTGATAAACAGGAGAATGTGAACAGGACTAAAC
>CL12030Contig1
GGAGTAAACTACACCAGTTGAGACTTTAAAGACATTTTGTTTAACTTTTTATCAATTTGG
CAAGAGCGACAGCAGAGCTGTTTGCAAGTTGAAAACACTTTTAAAAGTTGTTACTCTTTA
AAGAGATGGCTGTTGCATCAAAGTTTAAACAAAACTCTAAAACCCAGGAGCTGCATCTCA
GAGCCTACAGGCTTCAGATAGAAGACTAAATGTCAAAGGTCATGATGAGTAAATGTGAAG
AATTGCACAATTAGCTTCTTTAATAACTTTGTTGTAGGAAAGCTTCTTTTTTAGAAAATT
TGGGAAAATGCCTTGCATTACACAACTGAACCTGAACAAAGCACAAGACGTCTGGACACA
GTATCTCACCAAAAACACTTCAACTTATTCCTTCAAAGGTGGTTCTACAAGACTAAGTCA
GTCTATCTGGTATTTAGTTTAATTTATTGTTAAACAAATGATCATGTTTTGTCATCCATT
ACTGTCGTCCTTTTAGTTTAGGATTATCATTAGATCATGGTGAGTCAAACCTAAGACTTA
AGGAAAATGTTCTTTGTTTCCACATGGCTGTACATGATATTAAAGGATTCTTTGACATGT
TCACATGACAGTTAAGAATGGATATAAATGAACGTGTGGTGATATGTGCATAAGGTTTAC
TTGCGTGCAAATCCAGACAGTCAGATG
>CL12031Contig1
TCGGCACGAGGGAAAGACGAATGTATAATCGCAACTGAGGTATAAGAAGCCGCCTATGGG
CTGCCCGTTGCCGATTCGCTCTATGGGAGAGTTTTTATGCTCCTTCAGATGCTGCTCTAA
CCTTAGGGGGAGGTGTCCCGCCTTGAGACTGCTGCTGAAACCGATACGTTTAACTGATAT
TCAGAGTGAGCTGGTTCTCTACTGGTACCGAAGCGTAGGCAGCGACGGCCTGTGGGGTAA
GAACAGGCAGGGTCACCGTTTACGGTTTAAAGTAAACTGCCATTTAGCTTCCTGTCCCGC
CTTTCCGTGGAGAGGGTTGAAAAAGACGGGCTGTGCACCCATCGCTGTGGAGACTGTATG
TACGCTCGATCACTGTGTTAACTGAAGAAGTGCGTTTTCTGCCCCTCCAAACCATTCATG
ATGTAGTTTTGTTTTTGTTTGTTTGGGACAAGAAAACTTCATTTTTAAAAAAACAAACAA
AAAAAAGTTGGGTTTTGATACAGAAGGTCCTTTTTTGTGTGTAAAAATATAGAAACTGTT
ATGATTTAAAATTATGATTTAATTTAAGTTAATTTAAGGCTTCTTGTGTTATTCTTGAAT
TGTATATTTGTGACGTTTGCTATGATTATTTAAGTTGCTTCTTTTAACGATAATATTTGC
AAAGGCACTTCACGTCGATGGGAACTTTTTAAGAAAATGTTATTTAAGAGGGATGTAAAA
AATTGTTATGTTTCCGTTTCCTTTACCGCCTTTGATCGAAGGAATTAGTCAAGACTATTT
TCCAAAT
>CL12032Contig1



GAGCTGCCAGCATTGAAAACATTTTTACATCGTTTTAACGCCTTTCCCTTCAGTGAGATT
ATGGGCCGGGCATTTTTCTGAGGGAGTGTCGCGAGGCCAGTTTTTTTTTAATCATAGTTT
TACCCACGGAAATGATGAAGAAGGACATTAACCTGAGCCTTTCGGACAATTCCGACCTAA
AACCGCATATTCGAGACGTTGACAGCATCCTGAGCTCCACAGATTTGGGGCTGCTTAAGC
TGGCCTCTCCCGAGCTGGAGAGACTAATCATCCAGTCCAACGGAATGGTAACGACGACGC
CGACCAGCTCCCAGTTCCTGTACCCGAAGACGGTGACGGACGAGCAGGAATTCGCCGAGG
GCTTCGTGAAGGCGCTGGAAGACTTGCACAAGCAGAACCAGCTGAGCGGAGCCGGGCAGA
CGAACAGCAGTCTGGACCTCGGGGCTAACATCGCTCCAGCCGGCGTCCAACCCGACCTGC
CGGTGTACACTAACCTGAACAGCTACGGCGGCAGCGGCCCGCTGGGGACCACCGTCAACT
ACTCCACGGACACCGTCCCTTTTCCGCCTCCCCCGCCGCATCATTTGGGGGCAGCCCCGT
CGCAGCCGGAGCTCTCCCGGGTCCAGCCGCTGAAGGAGGAGCCGCAGACGGTCCCCGACG
TCCAGAGTTTCGGGGAGAGCCCCCCGCTGTCTCCCATCGACATGGACTCACAAGAGCGGA
TCAAAGCGGAGAGGAAAAGACTCAGGAACCGAATCGCAGCCTCCAAGTGTCCGGAAGCGC
AAGCTGGAGCGGATCTCCAGGCTGGAGGACAAGGTCAAGACGCTGAAGAGCCAGAACACC
GACCTGGCGTCGACGGCCGGCCTGCTGCGGGAGCAAGTGGCCCAGCTGAAGCAGAAGGTC
CTCAGCCACGTCAACAGCGGCTGCCAGCTGCTACCCCACGAAGTACAAGTGCACTAAGAG
ACAGACGCCCCGGAGGCTCCTGACCAGCACATAAGCTTGATGGACTTAGTCCGTGTTGGT
CTCTGTAGCCCCGTGGGACTGTTCAAAACGGGGTTCCATGTCAGCTTTGGTAGCAATCAA
TCCTTCCATCCAGTCCAAATTCAAATGGTGATTAATGATCACCATCTGATTGAACAGATT
AAGTGAAGTCCAATTATGTATTTGATCAGGCTCATATTCGA
>CL12033Contig1
TCGGCACGAGGGATAAGTACATGCTTAAGCAGATACTAAGATTCGTGGACAGAAGTAGGG
AATGTGAATGAGATTAGGTTGAATAGATTTGGCGGCACACTTGAGCTCATTTAAAAAGAG
GCTGATGTGGCCTAAAATTTGGACATGCTGCAGCTATACATTAGTCTAAATATAGAGACT
TCTTTCCTGAAATTCAGCCTGGAAAACCAACAACAACCTTCACCATGGAAAGTTGGACTG
CCAAGAAATGCTTTATGTTCTAAATTGTGCACGGTGGGGCCCTGCTTTTGATGGCGGCAC
ATAATTCCTGTCCAGCTGTTCAGCCTAATATCCAACCAACCACTCAGTAGTTTCTCCTGG
CTTCAAACCTCTGCCAGTGAGGATTAATAATTCATTCTGCAGGTTTTCTAGTCAAGTTTA
GTTTTTCTTGGTGCTAATCACCCCTCTGAGGTTGAACACGATGAGATGTTTAACAGGCAA
TAACAGGCTAAAGGCAGTCTTCACTTCTTGCATGACACTTCCCTGTATAACGCTAAGGAA
GCTTGCCGGTCGCATGCTTTGTGTGTGTGCCAAAACTAAACTCTATGAACATTAAGAGGA
TCACTGACTAGGTGACAGAGCAAAGAAATAGGAGTTAATGTCCCTTTATCTCAGCCATAG
GGGTGCTTTCACACATCGGCCTTTGAAGTGTTGAGCTGAAATGTGAGGCGCCTGGCACGA
GCGGCTTGTACCTATGGCCGTCTTTGGTATTTACCACGAGGTTGGCTCTCAGATCTGCTG
GAGGATTTGAATATTTTATGAGCCAAGGAAAACTGGATCTGTCAGCGAAGTCTTGCTTTT
ACTGCATGTCTCATTCCATGTCTTTGATACAGACATGTCTCTCTGTCCCTTCAATGAGGA
>CL12034Contig1
AACCGTTCCCTTAAATATGCAACAGGTGGAGTTTATCTGAGCAAAATAATCCAGTCAAAA
GCGCGTCTCTTCACCCGAAACATTCGTGAACCTGGTGCTGCTTTTGAATATGTTCTCTTT
ATCAACAAAGAAAAAGAGAGGTGTGTGTGCGTTTTCCAAGCGGGACACTTGCTGGAAGGA
CCTCCAGGGTGAGACAGCTTTTCTTGCCATATTGATTTTAGAATCAAACCACTATAAAAG
TTGATGAGTGTTTTCTAACATATTCTTTTTAGGTAGAAATGAAGCAAACTCTCAAATTAA
ACACAAACAAGTATTTGCTGTCATTTGCTGTAGTTTGGAGTGTCTGACTAATCCGACATT
TCTTGTGTTTTTTCATATTTGCCATAATGAGAACACACAGTAAGTATGAATTTATGTGGC
TTCTTTTTCCATGCTGGATGTAATTCCAGACATGTCCACGGGGGGGCAATAGCGACCATG
ATTGACACAGTGACTGGAACTCATGCATCTGCGATTTCTGCCCCAGTTATGACGGCCAAC
CTCAACATTGACTACCGCAGCCCCATCCCACTGGGAAGCACAGTGTTGATTGAGTCCACG
CTGGAGAAAACAGAAGGCAGAAAATTATATATTTCATGCAAAGTGACCAGCACTGATGGC
TCAAAGAGGCACACTGATGCAACAGCACTGTTTGTGTCGATCAGTGTCGCTCATCTGCTG
AAAGGGTGACAACATTTCAGTCTGCCACAAACAACAAATCTGTCACAGG
>CL12035Contig1
GTTGTCAGGAGCTCTTTGGCCCCCTCCCTCGTCTCTCCCTTTGATTTCTCGTTCAGACTG
TTCTCATTACGCACTCTTTTTACCTCTTTACCACCGAGCACTGCAGCCTCCACCGAGACA
GCTAGAAGTTCTCTCAAATCCACTTTTTTAACCTGTCTGAAGGCAGAAAGGACGGTTGGA
AATCACTCCGGCATACAAATGGGTAGATGATACCGAGTCCCAGCAGGCAAAACACCGCCA
CACCAAGTGGAGAGAGCCGAATCCCCATAGGTGCCATAACAGCAGGAAAATATTCAGATA
AAAAAAATGAAATAAAAAAAGCAAAAAACTACTTCTCAGGACAGAAAGCTGACGTGGCTC
TCATATCATAAGCAAAAACTCTCTGAAATCCTTTGTGAACCCTGTAGTGCTGTTCCCTCG
AAGATACTGGACTCAGAAACCGACGAAACGAGCTTCTCTCTGCAGCTGACAAATCAAACT
TACAGGGTTAAACAGTTAGCTAGCTGTTAGCACCCGACAACTGTCTACAAACAATGAGAC
AATTACTAAATGTCGTTTCTATTTGAAAGGACATTCCGCTTCTCCAACAGCTCAACAGAA
ACTTAATCTCGACATTCACTTGTTAAAACAAGCAATAAATTCAGCGGTGTCGAAGAACAA
ACGGAACAATCACAGCTCTGTTCCGACATTATTACTCTCTTCGTGTAGATGTCACGACTG
GCTCCTTCTATTCCGGCT



>CL12036Contig1
CGGCACGAGGGCTATAAGTGCTTTTTACACATAGATTTTTTGCTTGACACTTTGAGATGA
TTTCAAGCCAGGCGCTGCCTCACACTTCATGAAGTCGGGCCTGCTGGTTGGTTCAGGGAT
ATTTGGCTCATATGGTGGCAGCTTCTCTAAAGGGAGATGAGAGGAAATGCATTAAACTTC
CTTAGGTGTGCTTTATCTGCAACTCAGACGACAGCAAAGCCCAGATGAGCTTATCCTTCG
CTGATTAACCGAGACGTTTCCCAGCAATGCCCCCCGCTGCTCTTTACCTTCTTGTGCAGA
GCTGCCTTTCCCTCCTGGAAGAGAAGAAAAAAGTGTCACTTCCCTGTCATCTCCCACAGA
CGCCGTGCAGAGAATTACAGCTTCCCCTCAGAGCTTCTTCTCTCCACGGCTTATGTAACA
ATAGAGTGAAATGCACAGCTCTCAGGGTGGTACTGCTGGTTACTTTAAACCTTTTCATCT
CTCTCTGTAGGCCCGTCATTCATCAAAGCCGCTGCCAGGGCCACTCATCTGCCCTAGATC
ATCTTCTGCTCGGCACACACAGTAGATCACAGACCCGTGCAACGTCGGCTCAGCGCCGAT
TCACAAAGCTGCTTCCCAGCTTTTGTGTTTCAAACTAAGAAATCCGCAGGCCAGAGCGTG
CATTTTGGGAGAAACCAGTGTGGCTCTGACAGCAGGGCTTCCTGTTGGAAGAATGCATGT
TGTGCAGGGCGCTGCCACCTTCCAATGCCAGGGCTGGTCGTGCTGTGAAGTCAGATTTCC
TGATGCTTGGAGGACACAGTGATCCGTGCAGGTCTTCGTCTATGCTGGAGGTCTCAGAGG
TCACTCAGACCTTCATCGTTCTTGTTCGCAGAAGGACAATTCACAGCGTTTTGTCGAATT
ATCTCATGTCAGGAATCCTCCAATTGGTCTTATAGCTGTGAGAGTTCTTCTCAGACTGAG
AGACCTATGCTCTCACTTTGTTATAGATTTTAAAATGGTCTTTTGGTCATGTTCAATAAA
GAGTC
>CL12037Contig1
ACAGTGTTTATTGATTTGGTGCAAATGACCCACAATGCATTCTTGTACACAGTAATTCAA
AAAGCAGCATTCAGAAACATCAAGATCTACAGTCACGTCAGAAAACAAAGAAAGTCCTTT
TTTTTTCAGCATCTATTAACAGTGATTACAGCATTGGATTTGCAGTTTGCAGCAGTTGTT
CGGACACAAACATTACAGTCAAATAAACGATTCCTCATTGAAACGCCACAAAGATTCTGA
GTGATTGAGCTCTTTCCGTGTCGTTGAAAGCATGCGCTCAGTACTGATGACACAAAAAAA
GTGCAGAAAGAGAGCAGTCAAACATCTGGACACAAAATAATCTACAAAAACCAACAAAAA
ACTTTAGGCAGAGTTGATTATTACACAGGAAGTGACTCTAGCAGAACCTCAAAAAGAAGC
TTCTTCTGTACAAAAAAATGACAGAATGTGTGGAAGTTGAGCCTAAATATAAATCTTTTT
CATCAGAAAACTCAACATGACCAATTAAATGTACAAAATAAGGGGTTTGCTC
>CL12038Contig1
GCCGGATCCCGCCGAGAGGCTTGTTGCTCCGCCGCGATGGCGGAGGCTGCAGCCGGCTGC
GTGTTCGAGGACATCCGCTACGAGGACATCCAGGTGGAGGCGGCCGTCGGCAGAGGGACC
TTCGGGGTGGTCTTCAAGGCGGTGTGGAGAGGGAAGGTGGTGGCCATCAAGAGCATCGAG
AGCGACTCCGAGAGGAGCGCCTTTCTGGTGGAGCTCCGCCAGCTGTCCCGGGTCAATCAC
CCCAACATCGTGAAGCTGTACGGCTCCTGCGACAACCCGGTCTGTCTGGTCATGGAGTTT
GCAGAATGTGGATCTCTCTACAACTTCCTGCACGGCGCCGAGCCGCAGCCCCGCTACACA
GCGGCGCACGCCATGAGCTGGTGTCTGCAGTGCGCCGAGGGCGTCGCTTACCTCCACGCC
ATGAAGCCCAAAGCTCTGATTCACAGGGACCTCAAACCGCCAAACCTGCTCCTGGTGGCT
CAAGGAACCGTGCTGAAGATCTGCGACTTCGGGACGGCGTGCGACATCCAGACCTACATG
ACCAACAACAAGGGCAGCGCCGCCTGGATGGCCCCCGAGGTGTTTGAAGGAAGT
>CL12039Contig1
CGCATTGCTTACGTTTTGCAACGTCATTTGACCTGCAGCAGCAGTCATTATTTCCCACTG
TTCCTAAGTCTTCAGCAGTGAGGTACAAACTATAGCTCCAGCATTCACCATCGGGGTGTG
GGGCTTATCATCTTCATTGAGGAAAAGCTTATTAAAGCGCAGACCACTGGGCTCCTTCCC
TATGAAACTGTGCACGTACTGAGTGCCGTGATCATTAACAGCAACGGCATACTTGAGAGG
CTTGACACAAGACTGCAGGCAGAACGGAACCTTGGTGTCTCCCACCGTGTGTCTCTGTCC
ATCCACTGTGCACAGGGAAACAGCCCACAGGTCAGGGCTGAATTTAGCAAGCTGGGGAAT
GTAGTCTGCGACTTCTTGAACAAGTGCCTGTCGAGCGTCACGCCATCTGCTGTCTTCTTT
AAAGTGTCCTTCAGTGTGTCCATGCATTCCTTCAGACGAGGATCTCCTGTGCGGAGCCCA
GTAGCTTTAAGTGCAGTCAAGAACTTATGAGCAGGAATCTTCTCCTGACCCTCTGCGACC
GTGTAGAAGAGCAAATCTTCCAAACTCGGAAGAATTCCTTTTCTCTTCTCGTTTTCTTCG
CTACCAGAACCATCCTTCTTCACGTGCTCATCGGGTTCCACGGCGGCGCCTTCAGTTTTC
ACACAGTACAAGCGGGCCGGGGTGGCACAGGGTGGTGCGGTGCGGAGCGAAGCAATGTGG
AGAACATTCAGCCGAGAGGACACAAGTCTGGCATCACATGAGACTGTACTGAAGCAGCAG
CAGCGACGGCGGCGGGTCGGCAACCAGCTCTTATGATAAACGGCGGGGAAAGAACGCTTG
AGGGTGGCTTCAAAAAACTCCTTCAAGATTGTCGAAACCCTAAAATGTAACATCTCAATC
CTGTCAGGCAATGAGTGAGAAATGCGTGGCTCCAAATCCGACTGTTGTAAGTGAACGGTA
GATAACGAC
>CL12040Contig1
GAGGGGAAAAATCGTTGTCCAACTCANAAAACAGACATAAAAGTCAGAAAAACAACAAAT
CTTCCAACATCACATGATTGCAGAATAACTTTCTGCACCCAAACAAAAGCCAATGCATTT
GTAGTGTGCCATCTATGGAGAGACACCAGAATTACAGCAAAAATAAAACATTAATAAGGA
TTAGTATAAATAATCCTAGATTTAATAGTTTAATGGTCCCTGGGCCTTAGATTGAGCACC
CCTGTTCTAGTCTGTCCAGATGCTGCTTTGTTCACAACAGTTTGTCCAAACTGTAGTTTA



AGTGGTCTCCTGTTTAGACGATATATTGATCTGTGTAAAAATGTCAGGGTTCATTATGTT
TGTTGGTTTGTTTTTGCCTTCTATGTTCATCCTCTTAGCCTCCACCTGGTCTTCCTTCCT
AAAGCGTCACGTTTCCCTTCAGCTCTAGCAGATAGCTGATTTAGAAGCCATACTTCTTGT
TGTGNAATTGGTGCAGTTCGGTGCTATTTCAGTGCCTCCAGCGATGAGACGCACACGTCC
GCATTTTAGTCTGCAACAACACAACGATGGGGGCAAGCACACATTCTGAAGGTCACAACT
GACAAATGCACTTCTCATTATGAATGTCAGAATGTAGTTTAACCGTCAGAGTTCTCAGGT
TTCACAATAAAGGGATCATGTTATTTATTTAACTCATTTTCTGCACCTGTCACGTGTTTA
TCATGATACATTTATCGAAGCATTTAACAATTTCAAAAGTCTTTCTATAATTCTATATAT
NGTATGTGCAAATATTTATTTTACCTTGTGAATGTACAGAAGTCTCGCCCATGAATGACT
ACCATTCAGTGTTTTTTCTGAAATGAAGCAGCTGGCAGCATGTCTTACGCACACATTTAT
TTATGTATCCCGTGTATTTGCATCAAATGTATAAGCAGAGTTGAGTGCTGCCACAGCAAA
AAGCCTGATTCATGTTTGAGACCAGTCAGGGCCATGACTGCAGCAATAAACTGCCTTTCA
CGAGCCACACGTGTCTCTTCACTCCAAAAAATCAGCT
>CL12041Contig1
CCCGTCATGGCGACCATCGTGGTGCACATGCAGAAGGAGGACGGTAAGAATGCTGCAGAT
GAGCAGAACATTCCAGTGCTCAGGACGAGGAAGGCCAACATTAGACGACCCACATGCAAG
CCAAACTTCTTACAAACAGCCTTGTAGAAGTAGAGTTCACAGACGCAGCAGCAGAAGGCG
AGGACACAACGCACAAAGTAGAACACCAACACCTTGTTTGTTTGCAGGACGTGGGCATGT
AAACAAGCCGGCAGGGCATGTAACCATAAGTATGCGTAGGACCTGATAGCGTACAGGGGA
GAATATTCCCACGTTTGCATTCCTTTCCCGTACAACAGGTAGTGCATCGGTTCCCAGTAG
TTAAACGTCTCATCGCAGTCGGAGATGTTGCTGAGTAAAGCCGCACAGAAGCGCGAGGAG
AGCAGGCATTTAAAGGCTGTTGAGCCCTCAGGAGCCCAAACCTGACCTCCTCGACTGATT
GATTCTGTGCGAGCCTCTGTGGTTTTAGTGTCATCCCCGGCTTTCTCATCTTTCGGAGTC
CGGGGTTCTGTTGGAATGTTCTGGCTGTTCTGGTCCTGTCTGCTGCCTCCCCTGCCTCGC
TGACGGAGCGCCTTAGCCGCCATGTTTCGCGACGCCGTTTCACCGAGTCCCGCCCCCCCG
GCCATAAGGCCCGGGTTAAACGGCGCG
>CL12042Contig1
GGGTGGATAAAGTTCGTCTCCCGTTGGAAGTGATTGAAAGTATTCCTCGTTTTCAGGCAT
TGTTTCTTTTCTTTTTTTGACGGGGGTAAAATTAAAGACAGTAGCTGGCGTGTGAACACG
GAGAGTCAGCGGCGGGAAAAGTACTTTCACTGTTCTATTTCGTTTTTTAATCGATGACGG
CTTCCAAGAAGAAGAAAAGTTTTCCCGGGACGCTAAGTTGTCAAGTGAGTTGAACTTCGA
CAGAAAAAGCAGACATACTATAGAAAAGCTTCCTTTTTTTGTAAAGTTTTTAGTTGGATA
CAAAGAAACTCTTTAGTCGAAGCGAACTTTATGTCTAGAAAAATGGAAGCGACTTTTTAC
GACGACGCCTCGAACTCGCAGAGTGACGGGACGTCCGCGTATGGGTTCAACCCTAAAACC
CTCAAGCAAACCATGACTTTGAATCTAAACGATCCAAAGAACTTCAAACCTCAGCTCAGC
TCGAAGGCTCTGGACATCCTGACGTCGCCCGATGTGGGGCTGTTGAAGCTTGCCTCGCCG
GAGCTGGAGAGGCTCATCATCCAGTCCTGCAACGGCCTGACGACTCCCACCCCGACCCAG
TTCGTGAGTTCCAAGAACATCACCGACGAGCAGGAGGGCTTCGCCGAAGGCTTCGTGAGG
GCTCTGGCGGAGCTGCACTACCAGCAGATCCCGGCGGTGCACCCCGATGGACAGACAGTT
GCTACCGGCGGTGCGGGGTGTGAGA
>CL12043Contig1
CGGCACGAGGCAAAGTGGAGGCGAGAGGAGAAGCTGCGGAACCAGCGCAGACAGGCCAAC
AACTCCTCCAGTCACATTCCCATTAGCAGCAGCTTCAGCACCAGCGTCTACCAGGCCATC
CCACAGCCCACCACACCCGTGTCGTTCACCTCGGGGTCAATGCTGGGGAGACCTGACTCT
GCACTCACAAACACCTACAGCGCGCTGCCCCCCATGCCAAGCTTCACCATGGCGAACAAT
CTACCTATGCAACCCAGCCAGACCTCCTCTTACTCCTGCATGTTGCCTACCAGTCCGCCT
GTGAATGGGCGGAGCTACGAAACATACACGCCCCCTCATATGCAGGCACATATGAACAGC
CAATCAATGACCACTTCTGGTACCACCTCAACAGGACTCATTTCTCCTGGAGTTTCTGTC
CCTGTCCAAGTCCCAGGGAGCGAGCCTGACATGTCTCAGTACTGGTCAAGACTACNGTAG
AGAGAAGAGCTACTTCACCCTGTAACCACCCACTCCACCATCGCCCTCCGGCAGTGCTCC
TCACACATGCATGGCACAGGAGAGTAGAGACAGTTGAGAGGAGGCAACAGAGAGGACAAG
GNGGAAAGAAAAAGAGCCTTGGGACGTTTGGGCTTTGTTTTTTNATCGGGACAGTTTGCT
GTTCTGTAGGTNTGGGCAAATTCAAATGAGGACAGACGAAAGAACAACGATGGAAAAACG
GAAAAAATATGGACCTNTGTAAAGTGCCCGGTGTTAAGTTTTTATGGAACAAAAACTTAT
CTGTTTTTTTTTTTCTATTTCCATCTACAGTCATTGTTTCCTTTTTTCTCTGGTGTGTTT
GTAAA
>CL12044Contig1
TTTTTTTTTTAGGAAATCATTTATTTTACACAAAAGGAAAAGGCATAAACAATGGTATCA
AATTTCTCTTGACGTGTAAAATCAATCTCAAACAGGTAAGCATTTATCTCTGCACCGGTG
GAGTTGAAGACAAACCAGATCAAATCTCTACAATCCAGTTAATACAAATCCGTGATGGAA
ACTAAACTTCAGAGTCCGTTTTCTGTCGGTTAACAAATGAGTTTGTTCAGAAATAGAAAG
TTCTGGATCCTCGTCGCAGTCGTCCGTTTCAACTTTTGGGCTGTCGCAGCAAACCTCGAA
TCCTGCGAACCAGAGCCTGGATGAAGGTGTAGCGGGAGCGGACCTGGCTGTACGAGCTCT
CCACCTCCAGCAGCTTCCTCTGCAGAGCTTCGCCGAAGCCCGCCGCCATGTCGCCTTTCA



GCTGATCCAAGTCCTGCTGGCTGACTTTGGACAAGCCCAGCCCACGGCCGCCGCCAGCCT
GCAATGCACCAAAGGATTCGTCTGCGAGGCGGGTTCTGAATGATCCCGCTCCGGTCAGCA
TGGAGTCTTTCGGATCAGACGGGGTGTAGTGCAACAAAT
>CL12045Contig1
GGGAACGTCAAACTTGTTGGTAAGTGTGAGCGAAACCTCGGTCTTCCCCATCAGCTCTTT
GTTGGGGTCGTCAGCAGGAAGTGGGTTCTCACCAATCAGAGACTCCACGGTGGGAACCTC
GCCCAGGTCCTCCAGCAGCTCGTGGATGGGGTCATTGTGCTCAGGGGCAATGGCGTCCTG
ATGGTCCAGCAGCAGAGTGTGGGTGTTGACAATCTCTCCAATGGAAATGTAGATGACCGG
CTTGCTGACGGTGACCAGATCCGAGTACTGGTCCACGTTGAACTTGTCCTCCAGCGAGGG
AACGTCACACGCCGACAGGAAGAAACGCCTGAACTTCTGGTAGGAGGAGCTTAGATACTC
GTTGATGGGGTTCAGGTGAGCGTTGTCCCCCAGGAACATTTTGTTGGAGGCGGCGTGTTG
CAGCATCTTGGCCACAGATCCCAGGTTTCTCCTTTGCTCGTTGGTCAGCTGACCACCAGC
AGACATTTCAATGATGTCGAAGGCATCCGGCGCCACGATGGCGGGGTTCATGTAGCGGTA
ATACAGGAGGTTCCCCACGATCTGAGGGGTCAGCATGAAACCGTCATAAAGCGTCACAGG
CAGCAAAGTGGGTGGGGGGCAGGAAGACCAGGACAGGACAGCTTTGAGCGGTGACAGGTG
TGTGCAGAGCGCAGCAGAGCCCTCGTGCCGAATTCC
>CL12046Contig1
CGGCACGAGGATTTGTGGAGATGAAGATGAGGCCATTTAACTTCCGTAGCATCAGCAGCA
AGAGGAGACGGTCTGCTTCTGTATAAACATACCCCATACCCATCCCACATTCATGGGCAA
ATGGAGTTTGGAGGATTTTTAGCTTTTATTTCTGTGTACCTCACTGACAGGCAGGCTGGA
AATAGCTCCAAAGAGTGAGTAAATAGTTCAAACTGCTACTAATAGTAAAAATTAAGACCT
ATAAATTAATAAAGTAACACACTACCAGTATTTTTGTTTGTTTTAAATTGTGGACGATTT
CATATAATCACAGAAATGCTGACACCACGTCCAGTCTGTCAGTCTTGGCTCCTGCCCAGC
ATCTGCTGTCTTTCCCCTCTGTATTTCTATGTAATCAACTGGAAGATGCTGTTATTTTGC
TCTTTTAAATCTTCTGAATGACAATGGTTCTGTTAATTGTAAAAAAAAAA
>CL12047Contig1
ATGACCGAGCTAAAGCTTCTGCAGACAGCTGCAGCTGCTGAGGGAGAACTGGGACCGTCT
TTTCACGTGAAACATCCCGCCATCACCTCCACCTCGCTCCTAGGGAAAGAACTTTCCCAC
CGGTCTTCCTCTTTCACACAGCTCTTCACTCTTACTGTCACAATCCCTTCACGCATTTTG
TTGCACATGGATGTATCTCTCCACATTTGGTACACAAACTAAGACATTTCAGTGTTTTCC
TTTTAATATGTAAACAAGTCCAGTGTCCAAAGAACACACAAGAAGGATAACGCCCCCTCA
TTGCAAATGAACTGCTGATTTCTGCTCCATGTGTCAGGCGGGACCCTTACAGACAAGGCC
AGGTTGGGGGCTCGTGTTCAAAGAGTGCAATCTGGGTGGACTGACCGTTTGTGAGATGAT
GTTGGCTAATTGCAGCATCCCAAGTATCACTTCTTTCGCTTTTTTTTGCCAATTTCCTAG
ATAAAATATGACAAAATATGTAGTTGATGATGCCATTTTTGAACTAATATAAAGAACTTT
TTCCTCCCTTTGTTTTTTTTTTTGNGNGNGCACTTTTTGCCTTTAAATG
>CL12048Contig1
AGTTCATATGTCAGAGGTCTGTGGGGGTTAATCTGAACACGTCAGTCTGCAGGTGGTGAT
ATGCAGGGCACAGGCCAAGCCAAAGGGTATAAAGGAGTAAGGGTAAGAAGGCGCGGTAGA
ATCCACAACTCAAGAGTTGTCTGAGGGGACATGCTCCTCGAAACCCTCACTCTCTCTAAC
CAACGCCCTCTCCAGGATGACCCGTCCCTCTTTGTACCGCTGGCTGTCTTCGGTGGCAAA
CTCATAGATCCAGCCAAGCTTGCTGTTGCAGTTCTTGCAGCTGACGTCCCTCACCATGTG
CCTGCCGGTTAGCATCACTCTGTCCTGGACCTCGCTATACTGGAGGTTCACCACCTTATT
AAAGAGAAAGGCTCTGCCTGTGGCTCCAGTGAATCGTGTGGAGATCAGTTCAGATCTATT
TGTCAGGATGGTGTCACAGTTGGCACAAGAAAAGAGACGCGTTCCACCAATGTGGTCCAG
AAAGATGCGTCCCATCGATGTGTTGCTGGGAATTACCACCACTATCTCTTTGAATAACTT
TGTGGGGAGCCGAATGTTTGGCTCAGGAATAATGTCACTGATAAATGAAGACGATTTTAG
GCATAAACCTGTTGTTTCTTTCGTGGTCGTCGTCGATGCTAGTTTTTCTTTTTCAGCTGT
TACTGCGTGCTTCTGAGACCCCCGGCCATA
>CL12049Contig1
GAGGGGAAGGAGGAGCAGCGACCTCTGCCTCCTCCAAAGGGCTTTCGCAGACCTCTCCTG
GCCCTGTGATGCATCTGGATGTCCTTCCCATCAGCCCCAACTTGTTTTAACTTATTTTAG
TCTTTTCTGGACATATTTTCCATTAGTTTGTTTTGAACTTTTATTTCACACAAAACCAAA
ATATTGGCCTGATAAACTAATTTCTTGTTAAAGCTTTTGCTCTTATTTTCTCTGAAATCT
CCCATGCACTTGTTAGCAATTCATCTGGACAATAATTGTTAAAAAAAAAAGGAGGTATTG
TCAGAGTATGGATGGATTTACCAGCTAGAACTGATATTTTTCTTTTTGAANAAATTTGGC
TTTTTCAATTGACAACTTAATTCAGAGACAAAGGAAAAATTAAATGTTTTAGAGTGGGAT
GCCGAAATGATGGCCATTATCTTTTAATAGAAGATTTTTTTTTTAAATAAACGCACAGGT
CGGTTTTGTTTTTTCCCAAATGCGCAACCCTTCTTGGACAGTTTTTTTTTCTGGCAAGCT
CTGTAGAGATTTTCTACGAAAAGGCCTTTTTCTCAAATTCCGTATTTTGTTTGAGGAGAT
GTGCAGAGGCTTGGTCACCTTTTAGGCCTTTTAGGTTTCTAGTTTTAATTGTAAATAAAG
CAGTGCAAAGACTCTGATTCAAAGTTAGAATTGAGATTTTCATTTTATGCAAAAAGAGTG
GATGTTTTACTTTTTCTGTAGCACTTGCTTTCCACCAAGGGTCCAATTTCAACTGTAAAT
ATGTAACTATTGGTTAGTGATGGGGATAATTGTAAAGAAGAAAAGGGGGTTGAATTTGGT



TTAAACAATTAAGTTAATTCAAAGCTTAGTTTCTTTTCTTGATTGTGGCCCATCCTTGGC
TGATGAGCAAAGGGGACTTTGGGAAGGTTTCAACGCATGAGCCAGACGTTTGGTTTGTTT
GCTGTCTTTGATGGTTAAA
>CL12050Contig1
TCGGCACGAGGGGACTCTGACGTCACCCTCCTCACCGTCCCCCTCCCCTCTCTGCTGCGT
TGCTTGATGCTGGTCAATGAGCCACAAGTGAGGAAGACGAGCTAAGATGCTCTGCAGCTT
GTGGTGGAGCGATGTGCCGTTGCGTCATCCGAAGGACCATGCGAGCAGATGATTGCAGTG
TTACGGTCATTTGTGGAGGAGAATGAAGGGGTGTACGCCAGGCAGGTGTACGGCGTTTTG
GAGACGGTAGCTGTGTTGGATCCCAGTGTGGTTCAAGCTCTCATTCCCAGTCTGTCCCAA
AGTCTGAGAAGCTGTGAGCACAAACAAGGACTGGGCAAGAACATCACCCTGAGGAGTGCA
TATGTGAAGCTGCTGAGTCTGCTGGGAGAGAGTGGGCAGGCAGAAATCACCAATCTGGAG
AGCGACTAAGACGTTCCTACCAAAGAAAAACGTGGACCTTTTTTACTGAAACGTCCATCG
CTGCTGCACAAAGCTGAATGAGTAGTACTTTTTTTTATAAGGAATGCCTATTAAAATGTT
ACTAAACTGTACTTAATGTAAATTGTATGTAGAAATCACAGTCTTACATTTAGGAAAATG
TTTGAGAATAAAACAAAAAGTGATGTTCAAATGCCAAAAAAAAAA
>CL12051Contig1
TTTCTCTGTCACTTCGAAGCTTACAAGGAGCTTACATTTAACTTGGGAATTTTCAAATGA
CACAAGCAAAGATTATATACAGTACTATAAATTGTCAGCTAGGATAAAGGAGACCAAATG
TACACATTTTGTTATTTCCATAGCATATGTTTTCTCCTCTGTAAGGTATAGATATTTTCT
TCTTTTGTTTTTTTTTGCCAAAGGCAGGTGCCCGTATCCATAAAGCATTCCATATTTTCC
ATACTTAACTCTTTGCTGTTATAAAAATATCAGATATTTCTTAATTTCTTTCAATCCCTG
GGTTGACGAGTGCATCTTGATGCATCTCCTCAACATTATTGCTGCAATAGCACAGTAGTA
AATTCTGGAACTCTTAAGTAAACATATATAGTAAAACATGGCTATTAGCAATTGTTTTCC
GTTGCCCCCCCCCCCCCCCCCCNNNTTTGGGGGNNTTTTTNAAANNTTNAAAAATTTTTN
ANGGGGCAAAAAAAAAAAAAAANAAAANTTTTTTTTTNAANTTTTAAAAAAAAAAAAAAN
GGGGGGGNAAAAAAAAAANNNNAAANNNGGGGGNAAAAAAAAAAANGG
>CL12052Contig1
CGGCACGAGGCACACGTCCCGCCCACTTATCCATCATTACTGCACAAGTCCCGCCCACTT
ATCGATTATTGTTGCACCAAGTCCCGCCCACTTATCCATCCTTGCTGCACAAGTCCCGCC
CACTTATCCATCATTGCTGCACCACGTCCCACCCACTTATCCATCATTACTGCACAAGTC
CCGCCCACTTATCGATTATTGTTGCACAAGTCCCGCCCACTTATCGATTATTGTTGCACA
AGTCCCGCCCACTTATCGATCATTGCTGCACACGTCCCGCCCACTTATCCATCATTACTG
CACAAGTCCCGCCCACTTATCGATTATTGTTTCACAAGTCCCACCCACTTATCGATTATT
GCTGCACAAGTCCCGCCCCCTTAACGATCACTTGAGATGAAATAAGGATGTATAGTTCTT
GTATTTACCATGCAAATCAATGAAAACACTGTTGCCACTTTCTCACCTGAAATATGCTGT
TAATGTTCTGCTGCACATATCACTGTATATGAATGTAAATATGAGCTCACATGGGTTTTT
GTTTTTAATCAAAGGGTTTTTTTGATCAAATCTATGCAGAAATAGAGTTGATTTTGTGTT
CTGAACACAGGATGTCGCTGCTTTATCTAGCGAAATCTGTCTGTAAATGTGCATTCGTTT
TCTTCCACGATCATCGGTGATGGGTTTGTTTTTATATTTCAGTCACTGGGAGAACGTCTT
TTTATGATGCACAGTGCAACATATATTTTATTTCATGACTGTGCATTTAGAGCTGCAAAT
ATTTCTGTTTGGAAAGTTTATGCCAATGAACAAAGTCAA
>CL12053Contig1
GCCCTGGGAACCACATCATCTGGTATGGGAGGAAGTTAATTATGGTGGAGCGCACCAGAG
AGAAGCAAATGGTGGATCTTCACACTGGAACTCCATGGGAGTCAGTCACTTTCACAGCTT
TAGGCAGAGACCGACAAATCTTCTTCAATATCTTACAAGAAGCAAGGGAACTAGCTCTGA
AGCAGGAGGAAGGGAGAACAGTGATGTACTCAGCCATGGGAGCAGAATGGAGGCCCTTTG
GGTTTCCAAGGCGACGCAGGCCCCTCAGCTCAGTGGTTCTGGAGGTTGGAGTGGCTGAGA
AAATTGTGGATGACGTGAAGGATTTTATCGGAAACCCAAAATGGTACACGGACAGAGGAA
TTCCTTATAGAAGAGGGTATTTGCTTTACGGTCCTCCAGGATGTGGGAAGAGCAGTTTCA
TCACGGCGTTGGCAGGAGAGCTCGGTTACAGCATCTGTCTGATGAGTCTGAGCGACAGAG
CACTTTCAGATGACCGCCTAAACCATCTCCTGAGTGTGGCGCCGCAACAAAGCATCATTC
TACTGGAGGATGTGGATGCTGCGTTTGTGAGCCGAGAGATGCTTCCCACTGAAAATCCTC
TGGCCTTCCAGGGAATGGGTAGACTGACCTTCAGTGGACTGCTTAACTCTCTGGACGGAG
TAGCTTCATCTGAGGCCAGAATAGTTTTCATGACCACCAATTTCATAGACAGGTTAGACC
CGGCGCTGATCCGACCGGGCCGGGTCGATATGAAGCAATACATCGGACATTGCACTCACT
GGCAGCTCGCACAGATGTTCCGGCGCTTCTATCCAGACCAACCTCCTCTTGAAGGAGAGA
GGTTTGCAAAACTGGCATTGGACGCCAATGCTGAGATCAGTGCCGCTCAAGTGCAAGGAC
ACTTTCTGCTGCACAAAAAGGATCCTGCAGGTTCTATAGACCATGTTGACCAAATTAAAA
GATGACTGGAAAAAT
>CL12054Contig1
GCGTCTCTGATGGAGGAGCACAGCAGAGCGCTGCGAGGAGAAGAGGAGCTCCGCTCTGCT
GCTCAGGAGGAGCTACAGGAGGCGCAGCAGCTGATCAAGGAGCTTTCTGCCGCGCAGGAG
AAGAACCAGGGGGTGCAGGAGGCGCAGCAGGAGCTGCAGAGGCGTCTGCAGGAGGAAGTG
GCGGATCTCCATTCTATGCTGAAGGAGGCGCAGGAGGAGCTCAGGGATCTGAAGGAGGAG



AACAAACTTCTGCTGCAGGGCTTCTGCAAGGTCCAGCAGGAGCGCGACCAGCTCCTCAGG
AGGCAGGAGCAGAGCATGGCAGACCTGCAGAGGAGGAGCACGCTGAAGAAGGAGCTGCTG
GACAGGAAGCTGCTGGCTCTGAGCCGATTCCTGGAGAGGAAGGAGGCGCAGCTCCTGGTG
GCGCCGTCGCCTCCTGCTGACGACCTGCCAGTGAGCGGCGCCGAAGTCGGACTGAACGAC
TCTAGTTCTGGTGAAGAGCTGGAGGCTCCTTCCTGTAGCTCGCCACGGGCTGAAGGTGGA
GCGCCGTGATGGTCTCTGCGGTCCTAAGCTGAGAACGTCTGATCTTCAGAACCGGACTCT
GCTGGACCCATCAGTGCGGTCCTGATCCCTGACGGACAGAGTCTCCTGGATCTCCTGCCA
AGAGTGAGGGACCAACTGAGCATGTGCAGAGAATGGCTGTAGTGGAGCGTCCCACACATT
TAACGGAGACCAACGCACTTCTCCGTGTGACCAGCAGGCGGCACTGCAGCCTTTCCTGAA
GGAAGACGTTCACTTTGAGGAACCGAAGGCCTCACAGGTTAGCATGCAACACCAGCTCCA
GCTACAACTAATGACTCGTCT
>CL12055Contig1
TTTTTTTTTTCTTTTTTGGTGTCCTGCAGCACAAAACCCTCTCAGCTGATGCCTTGAGAA
GAATTACTTTAAAGTGAGGCATTAAACCATTCAGCGAGGACAGTTTTTGGAACCAAATTC
AGGAACCAGTTCAAACGCAGGATTGTAGGTTTATGTTTAATGGAAGATTTGCAAGAATCA
AACCAGTGGTCACCATGGTTGTCGCTAGGCAGAGCGC
>CL12056Contig1
AAAAATATTTTTATTNGAAAAAAGTCTCTTATTATACAAACATGGAGAAAATAAGGTCAA
TCTGACCCAGTTTCATTCTTCACACAGATCCCAAACCCAACAGTCACCTGGGGCTGAGAC
CTAAAACCAGTATGTGAAGCCTGCGTCTGTACATGCAGAAAGAAGGAAGGCCTGGTTGCT
TTCAACCCCCCCAAACATCCCACAGATATGGGCATCGAATGCAAATAAATAAGACAGAAG
GATGTGGAGGAGTGTCCTTCAGGTCAGTGAGAAACAGCTGCTGCATTAAATGTCAAACTT
GTGCTGTAAATAGTCTTTCATAACTTTGGCAATGGGAAGATCCTCCAGCGACTTCAGGCT
CTGCAGGCCAATGCAGTGACGGATTTCTATCCGACACAAGTCCTGAAGAGTGCGAGGTTG
TCGTGTCACCTCCAGCAGGAAGTCCAGACAGGGCCGGCTGATGGCGGACATGGTGGCGGA
CACGGCTGCTGGCGTTTGGCCCTCGTAGTTCCTGGTGTTGGTGTTGGCGCCGTACATGTA
GAGCATCTGAGCGCACAGGACGTCGTCCCTCAGGGCTGACAAATGCAGCGGGGTCTGGCC
GTCCTCCTGGCGGCCAAGGTTAGTGTCCGCTCCCCTCTGCAAAAACATGCGACAGTACAT
GTGGTTTCCCTTGATGACCG
>CL12057Contig1
GACTTACGAGATTCTCAAGATGCCCTTTTATTGTTTGTACTATTATCGAAAGGCTCATCA
GCTCAGACCAAATGACTCACGCATGTTGGTGGCATTGGGTGAAAGCTATGAAAAACTGTC
ACAGCAAGGTGAAGCCAAAAAGTGCTACTGGAGGGCATACTCTGTTGGCGATGTAGAAAA
AATGGCTCTGCTCAAACTAGCTAAGCTCCACGAGCAGCTGAACGAGTCGGATGATGCTGC
TCGATGTTACATGTTTTACATTCAGGACATTTTTTCTTGTGCGGAACAACTGGAGCACGC
AGAAGTAAGCACAGCCCTGCGCTACCTGGGTCAGTACTATTTCAAGAACAAGTTGTATGA
CGAGGCGTCCCTCTGCGCTCAACGCTGCTGTGACTACAATGATGCTCGCGAAGAAGGAAA
GGCTCTGTTGAGGCAGATCTCACAGGTGAGGGATCAGACAGAGACGCCGTCTGCAGATCT
CTTCGCTCCGCTGTCAAACAACAACACACCAGTGAGGAGGGTGTCTCCTCTCAACCTGAT
CTCCTTTACTCCCTAACATTCAGACTGTTTATATTTGTAATACATTTTCTGCCTTCTTCA
CACTTAAAGGCAATTCTGGACAACAAATGATGCATTTTTGCTACCAGTGTACAAACAGAA
ACGTGCTATTTGTTGGGGAAAAAAAATAAATGTGTGAAACTTGAA
>CL12058Contig1
GCAGAAGAGGAACCTACCTACTACCTACTCTTTTTATTAGCGGCATCAGGATGTTTTACA
CTTGTGGACCCAATGAAGCCATGGTGGTGTCTGGCTGTGGACGTGCTCCACCTCTAATGA
TAGCTGGAGGGAGAGTGTTCGTCTTCCCATGTATTCAGAAGATTCAAAGAATCTCTCTCA
ACACCTTGACTCTAAATGTGAAGAGTGACAAAGTCTACACTCGCCACGGCGTCCCCATCT
CTGTCACCGGCATTGCACAGGTGAAAATCCAGGGCCAGAACAAGGAGATGCTGGCCACTG
CCTGTCAGATGTTCATGGGCAAATCCGAGCGTGAGATTTCCGAGATTGCGCTGGAGACGC
TGGAGGGTCATCAGCGAGCCATCATCGCTCATTTAACCGTGGAGGAGATCTACCAGGACC
GGAAGAAGTTCTCCGAGCAGGTCTTCAAAGTGGCCTCGTCTGACCTGGTCAACATGGGGA
TTGGTGTCGTCAGCTACACGCTCAAAGACGTTCACGACGATCAGGACTACCTTAACTCAC
TGGGTAAGGCGCGAACGGCCCAGGTCCAGAAGGACGCCAGGATTGGAGAGGCTCAGTACA
AGCGGGATTCTGTCATCAAAGAGGCCCGGGCCA
>CL12059Contig1
ATCCATCGCCTCGGGCCCTGAACTCCTTTACTTTGAAGATGAGGACGATCCCTGAGGAGC
TGGCAGCGCTCATTTCTGATTTGGAACATTTCCTCTGCAAAGGCTTAAAAGGAGAACTTC
TGAGCAGGAATACCAAAGAAAAGAGGGAGGCCTTCATAAAAAGAATCAAAGAGGTCAAAC
AAGGCTTCCCACAAGATTTCAAGGACAAGGGTTCGGCCGACACAGATGAGGATGAGGAAG
CAGACAGCAACAACGATGGAGGATCGCTGCAGTCTGAGCGCACAGACAAGGAAGAGGAGC
CTTACGATGGAGTTCAGCAGTCTCCACCTGTGGCAGTCCAGGACCTGAAATCTGTTTTCA
AGCAAGGGTGTCTTGAGCAAACGGAGGAAAGATCACAGTTTTTTTGGCCCCGAGTGGCAG
AAGAGATGGTGTGCTCTAAGCCAAAACATTTTCTACTATTATGGCAGCGAGAAAGACAAG
CAGCAGAAGGGCGAGTTCAACATCGAAGGGTATTCTGTCCAATTGAACAATACTTTACGG



AAGGACTCAAAGAAGGACTGCTGCTTTGAGATTTCTGCTCCAGACAAGCGAGTTTATCAG
TTTTGTGCATCCGTCTGTGCAGGAGGCAAACGAATGGGTGAAAAAGATCAACTTCGTTTT
TGAGAAGCATGACCGGTGAAATCCCAGAGGAAGAGGAGGAAGATGAAGAAGAGTCAAATG
AATATTAT
>CL12060Contig1
AAAGAAAAAATTCTTGCAGCACTATCAAAAGAAAAATTATTTTTAGTAAGACTAAAGTCA
TCAGAAAAGTGTACAATCACCCCAACAAGCTTTTGATTAAGATAAGCCCGGAAAACGTCA
CGTTAATATTTATTAAATTTTGATTTCTATGCACAGTTATGTTTGCACATCGCTTAGTTA
TTGCTGTCCGTATTTGGCTTTTCCTTTTTTTTTTTTCTGAAGCTGAGAGGTGATCTTTAG
CGTCCTTTGGGGTTTGGTTTTTAGAAGCATGATCCTCTGTAAACTACCTTATCTTTGAAA
GAGCCTTCTCCGCGCCAAACGCCAGAGCTTTGCAAGGTGACATCCAGAGATCACTTTAAT
CCTGATGTTCATTCAGAAGAGTGAATCCAGCGAGGATCCCCGTCCCGTTGGACGTCACTA
TAAACACCGGCATCAAATGTCCCGCTCAGATGTGGAGGAATGCTGCTTATTTACTCAGAG
GAGGCCTGGCGGTGCAGGTTCTCTTTATTGTGGTGGATCTAAAAACATATATTATACACA
CACACACACACACATATATATATATATAAATATACTTCTATGAATACAAACAATTTCAGG
GGAAGTTTAGACCGAACTTTTCCTACTTGCTGTTGTTATAAGCTATATAAGATTTTAAGG
CCAAACCTTTGGTGCTTTTCTAGAAACATTTACCTCATTTGC
>CL12061Contig1
ATGGCCGGGGAGAGGAGGAGACGAGCAGGCTGCTCCCACAGGATGCACCGCACGAGGATG
GAGCTACCATGCTGGTGCTTGTTATTGCTGAGCTGCCTGGAGTCGCTCTCAGCCAACAAC
GATTTTTTTACATCAATAGGCCAGATGACAGATCTGCTGTACACAGAAAAAGACCTCGTC
ACGTCTCTCAAAGACTACATCCGAGCCGAGGAAAACAAGCTGGAGCAGGTGAAACGGTGG
GCTGATAGGTTGGACTCCTTGACATCCACAGCCACACAGGATCCTGAAGGTTTCTTGGGT
CACCCTGTGAACGCCTTCAAGCTGATGAAGAGGCTCAACACAGAGTGGGGAAACCTGGAG
AGCCTTGTACTTAGTGACACCACTGATGGATTTATTTCCAACCTGACCATTCAGAGACAG
TATTTCCCCACGGAGGAGGACCAAACTGGGGCTGCTAAAGCTCTTCTCCGCTTACAAGAT
ACATACAACCTGGATGCCAACACCATCTCCACCGGAGACCTACCGGGAGTGAAGCACAAG
AACCGCATGACGGTGGAGGACTGTTATGAACTGGGGAAAGTGGCCTATGCTGAGGCGGAC
TACTATCACACTGAGCTGTGGATGGCCCAGGCCCTGAGAC
>CL12062Contig1
TTTTGTTTGTGTTTATTGGTATAAAGTCTGAGAAAATACAGATTNAAAGCAAGAACAAAC
GCGCCTCACGGTGCCCACTGCTGCAGAAAAGACCAATCTCCCTTTTTCACCTTCTGACTA
TTCCCGCTTTGAGTTCAGATGAATTCAGCAGGTTCCTGCTTCTGCATTAGAGGACAAAAT
GAAAACCTTTGTTTTTTTTCTTAAATATAATAAAACTTTATTATGCATTTAATCAAACCA
CACTACACATGTACTGAAAAAATGGGGCACTGAGTTCTGCAGACACTGACAATCTTTTTA
TTGTTTTCATTGAAAACCATCTCGAGTCCCTCAGAACCAATGAAATTGAAAAAACGTGTT
CTGAACTGTAAATATTTCTCAAAATAATCAATTATTTTGTGTAAAACTTTCTTTTTAGGG
TAAAAAATAGTTTTGTGTCTGTCAACATGAAAAAGAGTAGTTAGTTTACTCTGCTGCCAA
ATATGAGGAGCTAGATATTCTATTCTTTAGGTGTTCTACTCCCTGTAGACCTGCCTACCC
CAAGAACATCATCATCAAGTTTGCAGATGACGCAACAGCGGTGAGAGGACGAGACGGCCT
ACCGGGATGAGATGTACAATAACAATAAAGCCATTCTGCATTCTGTACAGCGACACTTCA
G
>CL12063Contig1
GGCACGAGGCCCTGGCCCATGCTCTCCAGGACAACCTCACTCAGAAGGAACAGTTGCTTC
GAGTTCAGCTCGCCACCAGCCTGGGCAAACCTCCCGTGTCCCTGCTGCAGCAGTGCACCA
ACATCCTGTCCCAGCCGCTTCCCCCCCACTCCTTTATGGAAAAGGATTCAGACAGCAGTC
CAGAGGCAGAGGAGGATGCAGGTGACAAAGAAGCCAAAGTTCCAGGAAGTGAGGCCGAGC
ATGAGAAGGAAGAGGAGGAGGAGGATGACGAAGAGGGGAGGTGTCTGATATCTGAGTCTC
AGAGTCAGGATGTACGTGCTTTGCATGCTGGGATAGCATAAAGTGGTGCAAACCTTTCAT
CAAAGCACGTGACACTTGCTAATGCTTCAGTCTTTTTTAATAATAAGTCAGTTATTGCTG
GCAGCCAAAAAGAACTGTCTGTTTCTAGCCTTGGTATCTTTTCTTTATCAAAGCTTGTAT
TCTATACATGGGTTGTTTAGGCTTTTGGTATTTTTTAAAAATAGTTCTTCTTTTTATTGT
CTTACTAAGGAGCCCGTGACCTGACATGGGTAAAATAATAAATATCTTGTTCCCACACTA
AAAAAAAAA
>CL12064Contig1
CTACACCGACTTGGCAGTGAAAAAACAAGAAGAAGAGGAAGAAAGAGCGCGAAAGGAAAA
GGAAGAAAAAGCTGAAGCAGCTGAGGAAGAAGTGGGAGGAAGAGGAAGAGGAGAGACTGA
GGCAGACTTCAGCGCCAGCAAAACCAAAAGACTGTCCCCCTCTTGGCTTGGAGTCTCATC
GAGTGGAAGACGACCAGCTGCTGGCGTCTTCCCAGTCTCACCATGGCTTCTCTGCTCAGA
GAGGACGCCTCAACATGCAGAGCACCAACGATGAAGATGACATTTATGGAGGTGCGTGGT
GCGCAGAGACGGAGGAGAAGGAGCACTGGTTTGAAGTGGACGCCCGCAGAGAGGTGGAGT
TCAGTGGAATCATCACACAGGGAAGGAATTCAGAGAAGCAAGAGGATTTCGTGTCGTCCT
TTTTCGTCGCCTTCAGTAACGACAGCCGTGATTGGACGGTGCTGCACGATGGCTACGCTG
AGTGGCTGTTCTACGGCAATGTGGACAAGGACACGCCTGTGATGAACCAGTTGGCTGCTC



CGGTGGTTGCTCG
>CL12065Contig1
ACCGACGCTTCCCGCTTAACTAGTTGTCTGTTGTAATTATTCGGAAGTCCGCGGAGTCGG
TACAGCTTTGTTTTTGGGTCAAATGAACGTGATGCTGGAGAACTAAAGCAAAAAAGCGGC
TGGGCTCATGCATGCCAGTCACTTGGACCACACTGTAACTGTACGGTAACTTCCCCGGCT
TGTGAAACTGCTTTGCTGCCATGTCGAGGCGGAACAGGAACAGCCGTGCATGGCGATACG
TTTGGGGTGGGATACGGCGGGACGCCGATGCCAGGGCTCTAGTCCTGGCCTCAGAAACCG
AGGACTGGAATTATGAACGCTTTGAGTACAGTGATTCCGATTCGGAGGCTGAGTTCTCAC
CTGTGATGCGTCTACCCGTTCCCAGTGCTGTGCCTGTCACAGGGGAGTCCTATTGTGGCT
GTGATTCCCAGGCAGACAGCAGTTATAACCCTCGCCTCCGAGGGTTTCACCAAGTCAAGG
ACTGCCACTGCGGAGAAGACGACCAAGACTTTGACTGGGCTTGGGACGCCACCAGTCGAT
CAACAGCAACATTACTGAGCTGTGATAACCGCAAAGTCAACTTCCACTCCGAATACAGCT
GTGGGACAGCGGCCATCCGGGGTTCAAAGGAGCTGGCTGAGGGGCAGCACTTCTGGGAAA
TAAAGATGACGTCCCCAGTTTACGGAACAGACATGATGGTTGGGATTGGAACATCTGAAG
TCAACCTGGACAAATACAGACACACATTCTGTAGCTTGCTGGGA
>CL12066Contig1
GTGTTCTGGAGTTGCTTTCTTTTCCACTCAGAAATCTGAAAATTTTTTGGCTTTTAAGAC
GGTCTTTTCTTGTATTTCACTCACTCCATCAGCTAAAGTTTTAAGACAGTAATCATCTTG
AGCAGAGTGGAGCTTCCACTTTTCCATCTATAACCAATAAAGTTCTGTGTTTGTTGACTC
TACCCAGCACCTTTTGCTGGTCATCTTTAACCCTTAGTTGTTCCTGAACACATTGCTGGG
TTTGCCTGTGTACAAACATGCAGAAATGAAACCGACCCCTTCATTAGCTTTGTTTTCATT
CGAATCTTAACATGAAGGTTTAAAAAAAAAATTCTTTGAAGTTTTTGGCTTAAAACAAAA
ATAACGAGTTATGACACAATTGTGACACTTTAAATAAGCTGGTAGCCACAAGGGGCCCAA
GTCTGGGTCCCCCCTGTGCCGGTCCCCAGCCCAGATAAAGTACAGGCTTGTGTCAGAAAG
GGCATCCGGGGTAAAAACTATCAGCCAAACCACCTGTGTGAATCAGTGAAAGCTGATTCG
CTGTGGCAACCCCTGAAGGGATATGTTGAGAGGTGAACAGCTTTTCATATATCAGCAGAG
CTTTACCTGTTTTTTTTAGACNATTTTCACATTGTTTTGACCTTGTCTTTGCTTTTATAC
ATTTTTAATTTG
>CL12067Contig1
CCCGGGCATTATGGCCGGGCAATCTGGTCTGAAGAAGAAGTTCCAGTGTTTGTTTGAGGG
GATGGCTAAAGCAGGAAGCCCAACCCTTCTGAATGAGATCTACACAGAGCTCTTCATCAC
AGAGGGAGGAAGAGGAGAGCTGAATGAAGAACATGAGGTCAGACAGATTGAAGCAGCATC
CAGGAAAGCAGACAGAGCAGAAACAAGCATCAGACAAGAAGAGCTCTTCCAACTCCCAGC
TGGAAGACCAGAACCAATCAGAACCGTGATGACTAAGGGAGTGGCTGGCATCGGGAAAAC
AGTCTTAACACAGAAGTTCACTCTGGACTGGGCTGAAGGCAAAGCCCACCAGAACCTCCA
CTTCACATTTCCATTCACTTTCAGACAGCTGAATGTGCTGAAAGAGGAGAAGTTCAGCTT
GGTGGAACTTGTTCATCACTTCTTCCCTGAAACCAAACAAGCAGGAATCTGCAGCTTTGA
AGACTTCCAGGTCCTCTTCATCTTTGATGGTCTGGATGAGAGTCGACTTCCTCTGGACTT
CCACAAGACTCAGATCCTAAAGGACCCTAGAAAGTCCACCTCAGTGGCTGATCTGCTGAC
AAACCTCATCAGGGGGAACCTGCTTCCCTCTGCTCTCCTCTGGATAACCACACGACCTGC
AGCAGCCAATCAGATCCCTGCTGAGTGTGTTGACATGGTGACAGAGGTCAGAGGGTTCAA
TGATCCACAGAAGGAGGAGTACTTCAGGAAGAGGTTCAGAGATGAAGAGCAGGCCAGCAG
GATCATCTCCCACATCCAGAGATCCAGAAGCCTCCACATCATGTGCCACATCCCAGTCTT
CTGCTGGATCACTGCTACAGTTCTGGAGAATCTGCTGAAGAGCAGAGGAAGAGGAGAGCT
GCCCAAGAGCCTGACTGAGATGTACATCCACTTCCTGG
>CL12068Contig1
CGGCACGAGGGACGACCCCATCGCCAAGTATGTCGATGACACAGCAATGGTGACTCTCAT
CTCCNACGCTGACCAATCATATCAGAGAGAGATTCTTCACCTGCAGAGCTGGTGCCAGGC
CAACAAACTCCAGCAGAACGTCAACAAAAACTAAGCAACCGATAGTGGACTTCAGTTGGA
AACAGAAGATGGACGTGTCACCGCTTAGCATCGGTGAGAGGGTGGACTGCTTCAGATACC
TGGATGTCAACATCTCTCAGGAACTGACCTGGTCCACCCACATCAACACTGTGGTGAAGA
AGACTCGCTAGCGTCTAAATCCACCTCAAAACCGGCAAGACTTCCAGTTCCCTACAAGGA
TACTCAAGATCTACTACACCTGCACTGTAGAGAGTATCTCACTGGGGGCATTATGTCATG
GGTGGGGGGCAGCTGCAAGCAGGACGTCAAAGCCATTAGGAGAGTGGTTCACTGAGCGGA
TCATCAGAACCACCCTTCCAGGCCCAAAGGACCTCTACTTGGAGTGATGTGAAGCCAGGG
CTCTCAAAATGATCAGGGACTCAAATTCAATGTTAGCTTCTCTGAACCATTTCACCACAC
ATTTACTTTTGATTGTAAATACTGGATTCTGCTTTTATTAAGAGGAGTTAAGTTAAAAAT
ATCAATTTGGTCTAAAATCAGTTTTCTTTCATTACATTTCTATTGTTAATGATTGTTGAG
TGTATCTTTGTTTATTTCTTCCTCCATTTTTTAAATTAGTTTTTGCTCCATCTGTTATTT
TTTCTGCAGCTCTGAGAAAAAATGCTCTGTCAGATT
>CL12069Contig1
TGTTCAGAGGAGATGGTGGGCATTTAAAGCTGGATGAAGAACAGCAAGTCCTGAACTTGA
GCTACATACCTCAGAACCGGATCACCAGGTCACATGGGAACCAAACACTGTCACAGAAAA
TAATCATATTTAAGCTTTTACCTTCTCACAGGGACTTTAGCGTCTCACCACCAGTGAAAA



TGGAGGATCTGAGCAGATGATCAGCCTTTTTTTCTTACCTTAAAATCATTTCAGCAAAAT
TATGGATTCTGTTGAGTCATCCGAGTCCACAGTTCCAATCCTGTTTGCAGCGCTGCAGAG
TGTCAGTGCTTTGAAGAGGTCTGGACAGGAGTTTTTCATCTGCAATGTGTTGGTTCTGCA
CAGACATCACATGGTTCTACTGGGACAGCAGATCTTCAGCTTCGCCTGATCTGAACACCC
TTCAGCTCATTTTGGGTAGCAGATACAGAAACCGGTCAGCTAGTAACATCAAGTGAATAC
TGCAAACAGCTGCAGGTCCTGAACATTTTAAAGTGTGGGTCCTTCCATTTTTAGACAATA
AACATAAGGTTTTCAGTAAAACATTACATGTATATGTACTTTTTTCTGTGTGAAAGGGTA
TTCCAATGCTGCATGTCTCTGAAATGTCTGTTATTATTTCACTGCTCTTCTGTTGACATA
ATCATGGTATCAGTGTTTCTCTGTATTTAAGGTTTGTTTGCTAATGAAGCAGAAGAACAG
GAGTCTGACACACTGGAGAATGTACAGTTTTGACCTGTTCTTGTACCTTTTCAGATT
>CL12070Contig1
TTTTTTTTTTCCGATTTGTTACGTGATGTATTTGTATTTGTATTTGTATTTGTTACGTGA
TGTAACAAATAGTCTACGTTGCGCCGCACCACCGCTGCAGTCAAGATTTGGCGATATATA
TATGTTGATCCTTCCAACGGGCCGAACAAAGGTTCAGCTCAGAGAGAAAACTCACCTCTC
TGAACTGAACCTTTATTCAACCCACCAGAAAGATCAACACACATGTTCGCTTGTTTGTGT
CCAAATGAAGAAGCAAAAGGTTGTTTAAAGAAGCCGGCGCAGTGATACGAAACATTTAAG
CTAGGCGACCAGAACTTCTTTTTTCACCGTGCGGTTATCAGGTTTTAATGCACACCCAGC
AGCCAATCAGAATCGAGTATTCACCCGGAGCGTGGTATAAAATGTTTGGAAGCTCATTTG
TTTGATTTACGATTTATTAATGTTTTATTTATTGATGGGTGGTTTGGAAGATCTCTGTGG
CCCGATGATGAAGACATCGGTATCCATGCAGCTGTCCACTTCAATCCTTTCTTCTTCCAC
AACGCCTCCGTCTGAGGAATCGCACTTTTTTGGCATTTTCAAC
>CL12071Contig1
GGAGCTGATTGGTGTTGCTTTGGCTGTGATCTGTCTGCTGTCTGCAGGACAGTCGGCTCC
TGTGAGCAACTGTGAAGAACTGGTGCAGCATCTCCACCTCCCAGCAAGGGAGGAGATACT
CGGAAAATGGGTGTTTATAGGAGAGAGCACCGACGTACCCCTCATCGGCTTTGATGACAA
AGATGTTTGTGGACTCTGTCTGGTTAAACCTCACTGCAGCTGACCAGGAAGACAGCATCA
TGTTTACTCAGATCCAAAAATCATTTGGTATTTGCACGCGTGTGTCATCAAGTTATACAC
TGAGAAACAACGCTTTTCACATGGTGTATCCAATCAAAAGCAGGACTGTTCTGTTGAGGA
CCAGCTGTCCTGACTGTCTTGTTTTTAACTCAAACTTCAGCTTTGGAGGAAGCTTGTACT
CCAACCTCCAGTTTCTCAGCAGGAGAAGGGAGGTCTCTGCTGCTGAGAAGGAAGAGTTTA
AAAGGCAGACAGAGTGTCTGAACTTACCTCAATTCATCTTTCTGGATTCAAAGAAAGAAC
TTTGTCCAGATCCTTCGTCCGACAGCTCAAATAGCGTCGATTTGACCAGCAAGCTGAGCC
TCTTGGATTTTGACCAACTGGACAAGACTTTGAGAAATGAAACAGAAGTGCAGAAACTCA
TCGACATGGGGTCTTCACAGTTATCCACTCAGTGACGCAAAGTTAACACGCCACAGGTTT
CGAAAGGGGAAAAAAATTCAGAAA
>CL12072Contig1
GGGNTTTTTNTNTGTCCTGCTTTNAAGNGGATTATTTCAAAATGACTANTGTTAAAAATC
AAAAAGGNCNTTAAAAAAATCAAATAAAGGGAATTCCAAATGCCTGNTGGTTGCCTCTGT
GCATGACCTCTTGGCCGGGGAGTTGGTCAAATGCTGCTTTTTAAAATTTATCTCTTCATT
AAATAAAAGATTTATCTTTTTTTTTTCATCCTAGCTGGGTTCTGTTTGTCAGGATTTAAT
GAATTCTAATTAAGCAATACAACTTAGTTTTTATTTTTATTTCCATATTTCTGGTCTTGC
TTCTGATTTTTTGTTTTGTTTTGTATTGGCATTAACAGTATTACTGTTCTTCTATTTTAG
GAAAACCTGTCTTGTACTTCAGAATTGAAAACTTGTGCCTTTTTAATTTCTTACACTATG
TAACCATGTGTTAATATTTCCCATGGTTCTTACCTCTGCCGGTATTGACCCTGTATGTAC
AGAGCAAGTAAATAAAATTTACGTCTACTTCTTTAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAATTAAAAAAAAAAAAAAAAAAAGAAAAA
>CL12073Contig1
TTTTTTTTTTAGGAAAATATTCAAATATTTATTACAAAAATGTTATTAAAATACCTAGGC
TAAAGGAAACACAAGACACCTTAAAACACTAATTACACCATAAATAATGGATAGGTCATC
ACTCCTGCAGCTGTAGTGGTGCGCATTCCCAGACTCTGCACAAAGTCCTGATGCCTGTGG
GCTGCACCCAACAGCAAACACCGGTAGCGGCTGATGCCCGTCCGTTATAGGAAAACGATA
GACCCCGGTGGCATCTGGCGAGTCTAGGAGACATGATGAGGTGGCTCAAAAGTCCAATGC
ACCGAATCCCCAACGCGCAAGCAGCATCCAAAATGGAGATGCACAAAACAGCAGGAAAAT
ACCTGCTCGCGCAGCTTAGGAGGATGACTGACAGGAGTCGCACAAGCAGCCAATACTGCC
TGTGATCCGGTTATGGTGTGTGCCAAAACACAGCCAATCAATACCTAATCCTTCCATCAG
GGAGCTCACTACCATTGCTGAGGAGCTTTTTTCCAGCTACCCTCAGCAATAAAGGCCCGC
GCTAGGCAGCCTAATGCTGCACTCAGCCAGTCCAACCTGGAGCAGCAG
>CL12074Contig1
AGTTTTCTCCGTGGTCAACCCTCCGTTCCTGTATTCGGTCTGGGTCTCTCTTCTTAACTG
CTTCCGCGGACCGCCGGAGATCTTTTCTGCCTCAGTTTGCTCAGCCCCTGCTTCCTCGGA
CATGTCATCCTCCGCTGGGTGCTCCCCGTCGGGCCAGAGCTCGGGCCTCGGCCCTGCTCT
GTCTATGTTCCGGTGGCTGGAAGTGCTGGAGAAGGAATTTGACAAGGCCTTTGTAGACGT
GGACCTCCTGTTGGGGGAGATAGACCCGGACCAGGTGGACATTACCTACGAGGGTAGGCA
GAAGATGACCAGCCTGAGCTCCTGCTTCGCCCAGCTCTGCCACAAATCCCAAACGGTCTT



CCAGCTCAACCATAAACTGGAGGCTCAGCTGGTCGACCTGCGCTCCGAGCTGACGGAGGC
GAAGGCTGAGCGGGTGGTGGCGGAGAGGGAGGTCCACGAACTGCTGCTGCAGTTGCACGC
TCTCCAGCTGCAGCTTCGGGCCCAGCAAGGCCAGACAGAGGACTCAGACACCATCAAGGA
CAGACTGCCTGCACCAACTCTGGAGGTGATGGAACAGGAACTTATGGCTGGTAAGAAGGA
GAAGTTAGCTGAGGCCAGACTGGAGAAAGAAGTGCATCTGTTTAGGAAGGAAAACGAGGC
CCTCCGCAGGCACATAGCAGTACTGCAAGCTGAGGTGTACGGAG
>CL12075Contig1
CCGCAAAGTAAATCGCTCTGGAAGGTGCCACGCCCACCAAGTTTGGACCCAAGCCCCTGA
ATAAAGAGCGCGCTCCCTCCTTCTCCAGTATCAACTTGAGACAGTGCAGCGGTCCTGGAG
GAGACACTCGCGTCACGCTGGCCCCGTTGACAGTGCTGAGCTGGACCTCAGACACGTACA
GCGTGATGGAGGACGACTGCAAGCGAGTCTTCACCACTTCCAGTGGACACGTCAATATGG
CGCCAACCGTGCCCCCACATCCTCCAGCAAACAGATGAACTAAAGTGTCTCTTTGGCTCA
TTGTGGATCATATTCGAGAACCGTCGGCAGAGCACCGCGCGAGGGTCCTGGGTCGGTGAC
GTCAAGCGGGACTCGCGTCCCCGAGACGGCAGAGAGAGGAAGAAGCAGTGCTGAGGTGTT
GTGGTAGAGGTCAGCTGCGCGTAACGAGGGCTCGTTACAGCTAACTTAGCTAACTCGCGT
TAGCCGCCAGAGCTAACGACCTCTCCGGCGCTAAATTATCATGCAGACGCCGAAGCCCCT
CCACGCGCCCCGTCTCCCCCTGGAGTCAATATAATGCTTCCACGAGGTGTGCGTGTCTGT
GACGCTGTCGTCCGTCTGCTAGCAAAGGCAGCGACTGCCTGTCACGTTGGTGTGTGCTGC
CTGACTGTGCTCTCCCCGGCCATAAGGCCCGGGTTAAACGGCGCC
>CL12076Contig1
CACTCCCACTGTATCACTACCAGAACACCGAACTTATTTAAGTTTTGAAAGTCAATTTGT
TTTGAATTTGGATGCAACCCAGTTGATTCAATATCAATTTGTGTCCATTTTTGTTGGATG
CATTTGTTGAAAACTAGAAAGTGTGCACCTCATACCAGTTGTTAAGCACAGTAGTGGAGT
GCTGATGATTTGGGATAGGGATTTTATTTATTTAAAGCTACACAATATAAAAAACTTGGA
TTAAGTTATTTTAGATATTCTAGATTCAAAGTATTTTGTTTAAAAAAACAGTCACATCTG
ACTGGGAGTTTAACAATAACTGTATCTAGCAGCTCAACAGGGTGTTGCCCTTTTCAAACT
CCAGACCTGACTTGAGGTCAGTCTACAGCACTTCGGTGAACCTTGATGGAAAAAGTTCAC
ACAGATTGACCTAGGGCTTGAACAGAGAAGTGGATCATAGTTCTCCAAAATCATGCGAGA
GATAAATAAACAAAAATATTTTTTCAAGAGGTGTTTTTGAAAAATAAAATCAAAACTTTT
TTTTTACATCCTGCTTAGTTGTCTATTTTATTTAAAGATTGTTAATGATATTTTTATTTG
TTTAATTTAAAGACCTAGTGAGGACAAGATGTTAAGCTCTGATGTATTTAACTTCAGAAA
TTAAAGAGGGTGTACTTCTTTGCCCACATGTATGTACATATAAATATTAATATATGTGTA
GTTATTTTGAAAAGCAAAGATTTGTTCAACTCAACCCCCGTCACCTTTAGGTTTGTTTTT
TCTGCCATTTCAGAATCTGTCTCCAAATATTGCATAGCCACTCAAATATTTTCTAAACTC
CTTCTTTGGAATATTGTTGTAGAAATTGTACATTGGGATGAAATGACAACATAATTAAAT
ATTTGCTAAAATATAAAATGCTGGTGCCTAATCTTATGTGTAGAGATGATCTCAAATCTT
AATATATCTGTTTTATAATAAA
>CL12077Contig1
GAGGGTAGAGATAAGTATTGTTAAGATTAAATATATAGTACTTTTCTTATTGATACTGCT
TTTAAAATCCTTTATTCTTATCAATACTTTTCTGTTTCAAAAGAAGGATGGAGAAGACAA
ACCACAATCTTTGTACATGAAAACCTTTTGTTTTAGAACCATTTAAAACGTTAGTGTTAT
TTGGAACACTGAAATTAAATGTTATAATACTAGTGCGTCTTTGTAATAATTTACTAACTT
TAAGGTAACAACTTAGATAAACAGTGCAGTAAAGAACCAAACGTATCAAATGGCCTTCTC
ACTGCAAATAACAAGAACAGTGGAAATAAAAATGCACAATGTTGTGTTTTAATAAATTTT
ACACTTTGTGTTGCGTAATTTATTATTGAGGCGAAATATGATCTTTCAGCCTATTGATGT
ATGAACATTGTGTTTTACAGTGCTGTTAGTCCTGTTCATTTTCTCTCCTTTTTTATTTGC
AACGTCTAAGATGGCTGACTCTCTATCTTTATAAATATAGAATAGTGTGGTAAAAATGCA
CTTGGGAGCAATGTTGTGTTGCTCTGAAATGCAGAATAATGTTGGATTTTAAGTTTTCTA
ACCAAAATAAAGTCTAAAGCTTGCTGACATACGTTCTGAAAAAACACATGTGCTTTG
>CL12078Contig1
AAGGCTTTCCTGCACCAACTCCTGACGTGGCTCCAGCATCTCTTGATGGCCTTTCAGAGG
TCCATCTCTCTGCTGTCACTACAACCATTCCAGCTGTGTCGTCTTCGGCTTCAGCTGGAT
TAGAGCTGTCTCTTGCAACTTTATCGGTCGGCTCGAAACTGGACGCTGAGCGAGGAAATC
TACCAACAGGCTCGATGCCTCATTCTGGAGGTTTTGCATCTTTTTATCATCTGCCAAACG
TGGGCCCTGTACTTCCACCAGGAATCAGGATGCAACATTCAGGTCTTTCGCCTCCTCCCA
GCATGGCAGGTGCAGTCTGCAGCAAGGGTCTGCTTCCTTCTGACTTTGTGTGTGCTGTTC
CTGCCAACACAGAGTCCTTGGCAGCACTCGCTTCCACCTCTGCCCATATGAACAGTTCAT
TGACCCAAACCCATAGCCCCTTGATGCCTGCATCTGGATCAATTAGTATCACCGTGGACT
CCTCTTAGCACAGTCCGACCAACCGACCCCCACCTGGCTCTCACGTTTTCAGCAGCGGAA
GCAGGCTCAGCTCACTCCGCCTGCATTCCTGGAGGCTGTTGGAATGAAATAGCTCAACAA
CTCAAAGTGAAACCCAGGGCAGTTTTTAAAACAGAGGTCTAATGTACCTGAGCTACAAAA
ACAAAACAAAAAAGGCACAACTTTGAATCCTTTTCATAACAGAAAGTCAGCATCATTTCA
TCTTGAGGGTTGATCTGTTCAAAGTTCGGATTGAGAAAAGTAAAACTTGAACTTGGTCAC
TGCACTATAATAAACTACTGAAGACCCGTTGGTTCTAC



>CL12079Contig1
GAGGGTCTGTCGGGTGACTTTAATGCCATCCTGGCTGGCTGTTTTGCCTATGTGGCTGAC
ATTAGTGACAGGAAGTCCCGCACCTTCAGGGTGGCGGTCTTAGAGGCCTGTCTGGGACTT
GCAGGGATACTAGCCAGCATCATAGGAGGGCAATGGCGGAGAGCCCAAGGCTACATCAAC
CCATTCTGGCTGGTCCTGGCAACCAACTTGGCCCTCCGCTCTGTACGCTTCCCTTGTAGT
GCGCGAGTCTGTACTTCCAGACCCGAGTGCTAAGCTCCTCACAACTCGCCACCATAAAGC
TGTGTGGCGCCTCTACTCAACAGGAGGCAGCGGCATTGATGGCGACAGAAGCTTTTGCAG
GTGCAAGCTGTGGCTTTACTCACTGTGCTTCTTTGTGGTGGTGACTGTTCACTCCGGGAG
CAGAGAGCTGTATGTGTTGTATGAGCTAAGTCCACCATTGTGCTGGGGGTCCGCCCTTAT
TGGATATGGGTCAGCAGCTCAAAACCTGGCATACCTGACCAGTCTGCTGGGGCTGAGGAT
CATGCAGCTGTGCCTGGAGGACTCCTGGGTGGCTCTCGTGAGTCTGGCCTCCAACATAAT
TGGGCTGTTGGTCTTCTCTGTCGCTGATAGCACCCAGCTAATGTTCACAGGTTACGGTCT
GTGTTTCTTATTCATGGCTGTGACCCCTGTGCTCAGGTCAAAACTATCCAAGCTGGTGGA
TCCATCCGAGCAAGGTTCCCTTTTTGCCTCCGTTGCCTGTGTGGAGACCTTGTGTTATCT
TGTGGGCAGTGGCATCTTCAACTCTCTCTATCCAGCCACACTTTACTTCATGAGGGGCTT
TACCTTCCTGTTTGCTGCCATCCTCCTCCTAATCCCTGCTGGAATTATTGGGACCCTGCA
GTGTTTGGACCAGAGGAGAGAACTCAGAGACTCTCCTGAGTAGGGGAGAGCACAAAGAGG
>CL12080Contig1
AAGACAAAGACACAAAGAGTTGATTCTAACATGGACGTGAAGGTCCATCAGAGAACACAG
CTTCCACAAACACACAAAGGAGAAGATAATAAAAGTGGGTCCAGCAGGTCTGCATCTTTG
AGTCCACAGTCTTCTGCTCAGGTCTCATCTTCCTCCTTTATCTGCTGGGGGAGGGAAGCA
GGTCTGTAACCTGGATCCTTTTCTGCCCCCTGGTGTTCAGCAGCAGCCTCATTCTCTGGT
TCCGTTTTTATCCGGGAAGGGGGGGTTGGCCTGTGTGGTTTCTTTGCAGGTGAGCTTTTG
TGGGCGGAGGGACAGCTGTGCTGGCTCAGACACATGGAGCAGAGGGGGCCCACAGGGAGA
CACATCTGCTGCCCAAAACCCACCAGCAGCCAGTTGATCTGACTCCACAGGTCCCGGGGC
AACCACTCCTCCAGGGCCCGGCGTGTGTCCTCTGGGGTTTTGGTCGGCTTCCTGACCCAG
CCCAGCCTGTTGGAGATCCGATGAACATGAGTGTCCACACCAATGCCANAAACCTGGTTC
CAAGCAATGTCNATTGCCAGGTGAGCCATTTTANGCCCCACCCCTGGGAGGCGGACCAGA
CCCTCCACATCACTGGGGATGTCTCCGCCAAACTGCTCCTGCAAGATGGCTGACGTCTTC
TTCAAGCACTTTACTTTATTCCTCCAGAAGCCGACAGGGTAAATGAGCGTGCCCAGTGTG
TGGT
>CL12081Contig1
CGGCACGAGGACAGCACAGTCCATGGGGAGCCTGCCCAGCGGAGTGGAGATATGCACAAC
GGCTCCGGATATATTTTATCTGCCCGAACTGGTGTTTGGTGGTCTGGTGTGGATTCTGGT
GGCATCAACTCATGTGGTGTCACCAAACCCTCTGGGATGGGTGATGTTTGTCTCTGTGTT
CTGCTTTGTCATGACCTTCCTCTGGATGGTCGTCTTTGCTGCTGGAGGTCATAAAAGCAG
TTCTGGCTGGGCTGCCGCTGACTTCATTTACCATGGATTGGCAGTGCTCTTTTACCTGAG
TGCAGGGGTAGATTTGGCATTCATCACAATTGTGGTGAAACCAGTAGATTTAAGAACGTA
CCAGATTCTTCTTTCTGCTGTGGTTTTTGCCTTTGCAACCACCCTGCTGTACTTTATCCA
CGCCATCCTCTCTGCCATCCGATGGAAACATTTTTGAAAGCATCAGAGAGAAACTACTGG
ATGGTGTCTGATGCACATTGAAAAACATAGTTGTACATGCGTGTGCCTGAGTGTCTGCAT
GTCTGCTGAAAATGGCCACTTAAAACAAGGTGTGGGACATACACCTTATGTTACTGCACT
CATTGTGAATCCATTACTTAATTTGTTTATGTTTTCATATAAAACACGAAGAGGTGACTT
TCTGCACGAAGAACCAAAAACTGCTTACAAAGACAAAATGTTAAATTCTTCTGTACGAAT
TTGATGCTGTATGTATGAAAGCAAACACTACTTTACGTTCCTTTCAAATAGAAAATAAAC
>CL12082Contig1
AAGCTACGAATGCCTGTCCAGAGGGGAGGGCGAGGGGCCCCTGCTGGGCAGCCCCATGCA
CCGGCCCGCCCCCAGGCTAAAGGACGAGCCCTGCCTGCTCAAGCCCGCTCAGGTGATGGG
GGCCGTCTCTCTGGACTCCAGCAGCGGCGAGAGGAAGCAAAAGAAGAGGGACCAGAACAA
GACGGCCGCTCACAGGTACAGGCTGCGCAAGAGGGCGGAGCTGGACTCTCTGGAGGAGGA
GCTACACGGCCTGGAGGGGCAGAACCGCGAGCTGCGGGACAAGGCGGAGTCTGTGGAGCG
GGAGATCCAGTACGTGAAGGACCTGCTGATCGAGGTGTACAAAGCTCGCAGCCAGCGGCT
CAAGCAGGACGGCAGTGCCTGACCCCGCCCCCGGACCGCCCACGGCACCAGCACTGACTG
ACCGGGTGTTTGCATGACTTGCCGATGCTCGGGAGGGGTTTCGGGAGGAGACTTGTCCGT
GACCACTGTGATTCGAACCGAACCCCCCCGTTTACACAAACACAACTGACTCTGGTTTCC
GCCACACACCAGCCCCACCCCCTTGCGGAGGCGTCAAATCTATATTTTTATGTTTTGCTC
AAATCATCTGCTTGAAACAATCAACAGAGTGAGGGACGCTGCGGAGGCCCCGCCCCCAAC
TGCATGTCTGGTTTGGAAAACGCATGTGCGCGTGCTGGTTTCTCTTTACGGCAGCGTTAT
GTTTTGTGCATGGCTCCACCCCCACATGTGGTATGTGGCGCCCCTCCCAGCTGTGCTCTG
CGGACAAACAATCACCAAACTGTGGGAGGGGCTCTGAGGTTCAGCCGCTTCCACCGGGGT
TTCAGGAAGGATAATCAGGTAAACTGCAGCCAAATGAAGCCGTGTGT
>CL12083Contig1
TGATTGGGGTCCCCTTCGGCTTCCATGGGGCCAGCCCCAGGGCCAGAGGGAGGGCCGTTG
GCCGGGACAGGGCTGGGCGCGTGGTCCGACCCTCCCAAAGGAGATGGGTAACCCTGGGAA



TGTTGATCCATTGGGCTTGGAGGGGGTCCCATCCCACTGTGTCCACCCGGTCTCATACCC
ATGCCCTTCATCTGACTGTAGCGAGGGTCATCGGGCATGCCTTTTTCATGCATGGCTTCC
ATGGGTTTGTGCATCTGATGCATGTTGTCCTGAGGATATCCTGAGGGTCCCTGTGAAGGG
TGAGGGTGTCCCGATCCAGGAGGTCCCGGGCTAGGCCCCATCATGCTGTGAGCTGAGCCC
GGCGAGGGTCCGGGACTTGGGCCCATCATGCCGCCTGGAGATGGACCCGGACCTGGGGAG
GGACCCGGTCGAGGTGTCCCTCCCATCGGGGGGTCAGGAGTGGACATCTCTTAGGCAAAG
GAAGGAATGTGTGGCAGCAGGAAATACCCACAAGTGGAGAAAGTTGCTGTTTGGATTCTG
ACCGCTCGCAGCGTNTNCTTGGCCTCGTGCCGAATTNCCTGCA
>CL12084Contig1
TTTTTTTTTTCCAAACATGTTGTATTGTCAAAACGGTAACACTTTACAATGAGGTTGATT
AGTTCATGTATTAACTAACATTAAATAACCATGAGCAATACATTTGTTACTGTATCTGTT
AATCTTTGTTAACGTTAGTTAATAGAAATACAGATGTTCATTGTTTGTTCATGTTAGTTC
ACAGTGCATTAACTAATGTTAACAAGATATAAAGTATTAGTAAATGTTGAAATTAACATG
TATACGTGCAGTTCATTATTAGTTCATGTTAACTAATGTAGTTAACTAACGAACCTTATT
GTAAAAGTGTTACCATCAAAACTAATGTAATGAAATCAATTCACCCTGTCATGTCAGCCT
TACAGTCCTGTGTTTTTGTCAATATAATCAGAAATAAAATTAATGTTTGATTGTCACTAA
ATGCTACTGTATTTCTAAAATCAACAAGTATTTAACATTATAAAGTGTGCAATTGGCTGC
AAATGTCAGTTTTATTAAAGGGTTAGTTCACCCAAAAATGAAAATAATGTCATCAATGAC
TCGCCCCCATGCCGCCCCAAGCCCGCAAGACCTCCGCCCATCCC
>CL12085Contig1
ACAAATTGCTGAGGTACTTTGTTACAGAGGTTTTTTACAAAACACCAAAAACTTTTAAAC
AAATGCACCCATCTCTCCTCACTTCAAGTATGTTCTGCATTACTTCATGTCCATAAAGCG
TATGTCCATGATAAGCAGAGTGTGTCTGGGGAGAGGTCTGGGTGCTGGGGATAACACTTT
CATCACCTGTGTCTGAGTGTCAACAAAAGTTACCACAATAAAACCACACACAGGAATCTC
CACAATGCTCTTTCTTGCACCTTCGTCTCCGTCGTCAACGCTGCTCACGCTCAGAACATG
GTACGTCAGGTCTCTCCCTGGTGTGACAGGCACCAGCTTTAGCTGCGTATCGTCCTGAGA
CATCCCTAGAGGTAAGCACGAGTCTGGGATAGACGGTGCACCAATTTTGTAAATGCGGAC
GTCAGAGAAGCGCACCTCATAGGAAAAGGGGTAGTAGGACACTCCACGGAATCCATAGAA
ATACTCGCGGATCTTTTCATCCCTGGTGTCCCGCCGGCACTCTTTGGAGCGCTCCACCAC
CCCCCCAGACTTGGGCAGAAGTACAACTCGCACAAAGTGGGGCAGGTCGCGTTTAAGCTC
ATTGTAGAGCCTTTCGTGGTCCAAAACCAGCACCACATCCACCTGAAAGGTGGAGGCACA
GTGGACCAAAGCCTGGTATCCTGAACCCTTCACCCAGCCGCAGGTGTTGATGATGCAGCC
TCCTACGCTGGCCTTTCCTGTTTACCTCACAGCGCTGGGAAAACATCTCAGCGAGGCAGG
ATGTCAGCTTGTTATAAAGTTTAATGTTGGTGCCTGGAGTGGTGGAGCCAAAGTGGTAGA
CCAGAGGAGCCTGGACAGAGAAGCCCTCCTCCACATCCGCCGGCCGCTCAATGCACAGCG
CTGACACCGTCCCTGGTACTGACACACCGCTTTGTCCAACATCCAGTTCCACAAGGGTTG
GTCTCCTGCCAACCCTGACAGCGTAGTTGAGAAGCATTCGACACACTGTTGACTTCCCTA
CATCTGTGGGACCCACCACCATCACCCTTGGTCCCCTCTCATTTTCCCGTTCTGCTTGTT
TTCTCATCTGTTCCAGGGCAGCGTGGGTGTTCAGGTAGAGCAGCATGGGAGTATCTTTAG
ACACATAGGCCACCTCTGGCTTTCCATGAAGATTCACACTGCATCCTTGCCAGGTGAAAA
CAGCTATTTTGGATCCTGGTCCAAACACGTACTTCTTGTTGCGGTTCAGTTCTGAACCGA
ACACTTCAGCCAGTCCCGACAGGAGTTCCAGCTCCACTTGCTCCGCGGCCTCTCCTGCTT
CCACCTCAAACCGAAGCTCGGTCTCCTTCTCCAAGTCGAATCGGGTGCAATCTTTACCGT
TAGCCGGAGCATCGTCGCTAGTTTTTTCTACAGACTCTGTTGCCATCGCTAAATGTCTTC
AAATTTGCTTAATGAATACAAAACTGTATAATTCGCGTCCTTATACTGATATATACAAAG
CTTAAGCCCC
>CL12086Contig1
ATCACTGAACTACTTCCTGTTTAATGCTAGTGACGCTAAGATGAGATTTGTTTTTTCTCA
ATGTAGCTAGATATGTAATTGTAGCTATGAATTGGCACTAAACGGACATTAGCCAATTAT
ATCTGGCTGGTCTAACGTAGCTGTCAGCCATGTATGCCTCTGGGAAATACAACTCTCGGG
GTCCCGCTTTGATCCCACGGATGAAAATCAAGCACCGCATTTACTACATCACCCTTTTCT
CCGTGGTGCTGCTCGGACTGGTCGCCACCGGAATGTTTCAGTTTTGGCCCCACTCTATTG
AGTCCACAGCGGACTGGACCCTCGACAAGCGCAGCATCCACGACGCACCTCTTATCCGGC
TCCCTGTGTCCAGTCCCATTCCCGAGAGGGGGGACCTCAGCTGCCGCATGCACACCTGTT
TTGATGTGTACAGATGTGGCTACAACCCCAAGAACAGAATCAAGGTGTATATCTACCCTC
TACAGAGGTTTGCAGATGAACTCGGGGTACCCATTAGCAGCACAGGGCTGTCACCGGGGA
ATACAATGACCTGCTCAGTGCAATCTCAGACAGTGACTTTTACACTGATGATGTTACCAG
GGCTTGTCTTTTTATTCCTTCGATTGATGTGCTGAATAAAACTCCCTGCGGATAAGG
>CL12087Contig1
TCGCCCGNTAAACCCGGGCCTTATGGCCGGGGACTTTGCCACAGTGCTGACACAAGTCCA
GGTCCGTCCTCACTGCATCTTCACTGAGTTAGAGGGAACACCTACGTTTTCTCCATGTCT
TTTGAGCAAGACGCATGCTTCCTCTGTAAGGAGGACCTCAGGGACCCTGTGTCCATCCCA
TGTGGACATATCTTCTGCTCCATCTGCCTGAAGACCTACTGGGACCATGCTGACCACACA
GGCTCATACCTCTGTCCGCAATGCAAGGTCAATTACAACAAAAGGCCTACGCCAAGACGC



ATAGGAGGCTCCCGCTATGGAACCCTCAACCGCAACTCCGAGCCCTTTCCGCCACCGCCT
CCTTCTCCTGACTACAACTACGCTGGACCCCAGGATGTAGGCTGTGACATCTGCATCGGC
AAAAAGCACAAAGCCATCAAGACGTGCCTGATGTGCCTGGCTTCCTACTGTGAAAAGCAT
CTGAAGCCTCACTTTGAATCAGCTACCTTCAAGAGGCACAAGCTGGTGGATGAAATCGGC
CACTTGGACCGGCAGATCTGTCCGCAGCATCAGAAGGGTCTGGAGCTGTTCTGTCGCACT
GACCAGATGTGCATTTGTGTGCTGTGCACGGTGAAGGAGCACAAGGGTCACGACATGGTG
TCAGCTGAGCAGGAGAGAGCCGAGGAGCAGCAAAGGCTTGGTGCCACCCAGGCAGAGATC
CAGGAGAAGATTCATGACCGTCTGAAGCAGATGGAGGAGCTCAAACAAGCTGTGGACTCA
CTCAAGGTCTGTGACCCGATCATTCATCCAACAGATAAGAGCCACTGCAAACCAG
>CL12088Contig1
GCACGAGGCTTAGCAGACAACAGCCGGGTGAGTCTGCGGCCTTGACGGGATGATGGCCGC
TCATCCTCTGCTGCAGTCCGGGAAGGACTCTGCATCCTGCTAACGGGGCCGTCCCGTCCA
GCGGAGGCTAATGACCGGCTGTTTCCTGACGTCGATTTGCAGAGGGTGGAACAATGGCCG
GTAGGGTGAAGTGGGTGACAGATATTGAAAAATCGGTGCTCATCAACAACTTTGAAAAAA
GGGAATGGGTTCAAGTGACAGAAAACGAAGACTGGAATTTCTACTGGATGAGCATCCAGA
CCATCAGGAACGTTTTCAGCGTAGACACCGGTTACCGACTGTCAGATGACCAGATGGTTA
ACCACTTTCCTAACCACTATGAGCTGACTAGAAAAGACCTGATGATCAAGAACATCAAAC
GCTACCGCAAGGAGCTGGAGAAGGAAAGCAGTCCTCTAGCAGAGAAGGATGAAAATGGAA
AATACATATATCTTGATTTTGTCCCTGTGACGTTTATGCTTCCCGCTGACTACAACCTAT
TTGTAGAGGAGTTTCGCAAGAACCCCTCCAGCACCTGGATCATGAAGCCTTGTGGAAAGG
CCCAAGGGAAAGGCATCTTCCTCATTAATAAACTGTCCCAGATTAAAAAGTGGTCGCGGG
ACAGTCGTACT
>CL12089Contig1
GGCACGAGGGGATCCCGTACAGGGTGTCAAGTTAATGGACTGGTGGCATCCTCAGTACCC
ATCATCGCCCTACACATGATGATGCTTCCTCCGCAGTCCCAGCAGCAGCAGCCAGGAGGT
CCTGCTGGTGTCTTCACACTCTTCCAAATGATAGATTATTCTATTCATTTTATTCTTTTG
TGTTTGCACAAACATTTGGATTTTGTTTTTAAAAAGAAAAGGCTATAGAACATTGTCTGG
GTAAATCTTATTCAAATCCATTAGATTGGATTGTTGTTTGCACATATGGCAGCATTATTA
CACCTGAACTTCAACAATTTGCTCTTCTTAAAGGTCAGTTCAAACAGATTAGGTGAACAT
ATTTGCAAATCCCTGCAGTGATCTCATTTGTTTTTCACTTGTAAAGTTATGCAGCACTGA
TTTAAATCTTTCCTCAACAATTGTATTTTTTTCCCCGTAAAATCAGGTTTATTTATTTTT
AAAACATGATTGTGAATGTTATCGACTTTAAGGAAAAGTCAGGAAGATGTTTGCTTCAAA
CAGGAAATGATTGTTGTTGTTTTTTTACTGATGATGGAAGCTGAATCATTTCATGCTGCA
CTCAGATTTTCAGACAAACGAGTGTTTAAAGAAAATAGAATTCACCAATAATGTTTGGTG
CCAAGTTTATTCTGCATATTCACTGCCTAGGAAAATGTCTGAACTAAAGTGTCTATTTCA
ATGCAAATTTGAGTTAATTGCATCTGGATGATCAAGAAGGAAATGTTTCTTTCATTGAGT
TCTAGTAAAAATTTCAACCATAACAATAAAATAAAAA
>CL12090Contig1
CTCGATGAAGGGCATGCTCTCGATGTCTCCCACTGTCCCCCCCAGCTCGATCACACACAC
TTGAGGTTCTACTTGATCATCATCCACCGGCACTTTGGCCTGCTTCACAACCCATTCCTG
GATGGCATCTGTGATGTGCGGCACAACTTGAACAGTTTTGCCCAGGTAGTCTCCCCTCCT
CTCTTTGTTGATGACTGACTGATAAATCTTCCCGGTAGTCAGGTTGTTGTCTCTGGTCAG
GCGGATGTCCAGGAAGCGCTCATAGTTCCCCAGATCCAAGTCCACCTCCCCCCCGTCATC
GAGCACAAACACCTCACCGTGTTCGTAGGGTGAGAAAGTCCCCGCATCAATGTTGATGTA
CGGGTCGATTTTGATGGCCGTCACATGTAAGCCGCACGACTTGAGGATGGTCCCTACACT
GCTAGCAATGATGCCTTTGCCGATGCCGGAGATGACCCCACCGGTCACCAGGATGTACTT
CATCATTTTGCTCATTAGTCGAGACTCTTCCTCGGTCCAGAGTTTCGCTAAAACCAAGAA
AGTGTTCACAGTTTTTCTAGTCTGAGATCAACTTCTGACCCAAGAACAAGACAACCTTTT
TCTCAAAGCAACCTCTAGATGTGCGCTACACGTGCGAAGCCCACGAGCCGCTTTGCCCCG
GCCATAATGNCCGGGT
>CL12091Contig1
TTTTTTTTTTCAGGTAACCCAACTCTTTATTAAACACATGTGACATTTACACATTTTACA
ACATTTCTACTTTGCTCCTTCATCGAATTTCGGCTCCGTGAACTTAAAGTCAGGAAACTT
GTTGAGGTCTCCTCCTCCATATAACCTCTGCAGCTTGGACACCTCCTCAGAGAGGTTCTT
CTGATAATCTTGACCTCCTTCCACGATCCCACCAGCAGTCCTGAAGGACGGAAAACATCA
CATGAGAACGCCGGTTGTGGATATTAAAGTCTGCATTTAGCTTAAACTAATGTACAAAAT
GGACAAAGTTTCATTAAACAGGTTGTTTGAAAAAAAACGTCAGACTGACTTGCTCTTGCT
GCTGTAGTCGCGGATCTTGTCCAGGAAGAGCTTCTGGATGGGGTCCAGGTCCTTGGCTTT
GTTGAAGACGACGGCGGAGAGGCCGATGTTCCGGCGCAGCGTCACGCCGATGGCGGAGCG
CAGCATGGAGGACAGCTGGAACAGCCGATGGAGCGCCATCTTGGTTTTTGACACACACTA
ATGTGGAGTACCGCAATGGATTCTGG
>CL12092Contig1
AGCAGTAACCTCCGCAGCTTCCGCCGCCAGCATCTTCGTCCGTGAGCTGCACGGCTCGGC
CGTGGTTCTCGCTTTGCCACAAGCCGGGCGTCTGGATGACCTTCTCCACCAGCTCCTCAA



ACGCACACTGAACGCCATCCTTTGTCTTTGCACTCGCCTCTATAAAAAGTGTAGAATGTT
TTCTGGCAAATTTCAGCCCTTCAGCCCTGTCCACTTCATGGTTTTCCTTATCGATTTTAT
TCCCCACCAGCATTTTGACCAGGTCGTTCCTCGTGCAGTACGTCTCCAGCTCGTTCAGCC
AGTTGTCCAGCTTGGTGAAGGTTTCTCTTCTCGTGACGTCGTAAACCAGAATGACGCCCT
GAGCGCCGCGGTAGTAACTAGGTGTCAGGGTTCGAAACCGCTCCTGTCCTGCAGTGTCCC
ATATTGCCAGCTTTGCCTTGTTTCCATCCACAGAAATGGTCTTTACTTTAAAGTCCACAC
CTATTGTAGCAGACTGTTCTGGATCAAACAGTATCTTCTGTAAATCTCAACAGGAGGCTG
GACTTCCCAACGCCGCTTTCACCGATTATTAAAATTTTCAACGTGGTTAGGACGTCGTCT
TCCATTTCCCTCTCACACTTCGCTATGTTACACGTTATAAATGGCTAAAAGAGGCGTAGG
TTGCTGTTTACAGCTTCACAGCACAGATAGTTTATCAGTAAACCGTGGAAAGATGTCTCA
CTCCAACCATTTACGACTATCCAAAGGCTA
>CL12093Contig1
CTTTTGTGCCTGAGGAAATGAGGAGCCCTGGTTAGATGCTGCTATAAGAAAAGACCATGA
AAGACTGAACGTGTTCCCGCCTCCATGTTTGTAGTTCTTTGGAGTTTTCCTGCAGTAACC
AGATGTCCGTGACCCACCACCAGGTCTGCAGCCGGATCCGGTGTGTTTGAGCAGAAGAAA
GGGCGGCCGTTTGAGTCCACAGCGTGACGAAGGCGGCGAAGGCGTCACAGCCTGGTCGCC
TCGATGACGTAAAGACCCTCATGGTTTGTTGTCAGCAGAAGACGGCGTGCGTCACTGCCG
AGAAGCACTGGAGGGTGGGGCTCCTTTGTGTGCGCCCAGACTCGCTGTCAGCTGCCGGCG
CACCGTGACTCACATGTGCCGACCGACCGCCGCCATCTTTGTTTTAGCAGGAACGAAGTG
ACAGCGGCTTCGCGCCCTGCAGCCGACCACGGCGAGCCGGCGCTTTACAGGATCCTGCTG
GCTGACTCTTCCAGTGTAACCCCCCCCCCCGCGCTNTTAAGNT
>CL12094Contig1
CACGAGGGAAAAGTTTATCCCCTACTCTTAGAATCGAGCAAAAGGACGGAAAAACCTCAG
AGATGGCAACCCAGGCGGAGCAGCTGCCCCTGCTGCAGCTAGCGGAGCTCACCGCGGCGC
AGTTCATCGACATCTGGAAGCACTTTGATACGGACGGGAATGGCTACATTGAAGGGAAAG
AGCTGGAGAATTTCTTCACACAGCTGGAGTCTGCAAGACGAGGAGCCGGTGTGGATCCTT
CACATGCATCCTTCAAGGAGAAGATGAGGGAGTTCATGGCCAACTTTGATAAGAACTCCG
ATGGAAGGATTGAAATGTCAGAGCTGGCTCAGATTCTGCCCACAGAAGAAAACTTCCTGC
TGTGTTTCAGGGAGTTTGTTGGATCCAGTGCTGAATTCATGAATGCCTGGAGAAAATATG
ACACTGACCGCAGTGGATATATCGAGTCAAATGAACTAAAGGGCTTTCTGTCCGACCTGC
TGAAGAAGGCCAACAGGATCTACGATGACNAAAGACTCACTGAATATACACAAACCATTC
TGAGGATGTTTGATCTTAATGGTGACGGAAAGCTGGGCCTTTCTGAAATGGCGAGGCTTT
TGCCAGTTCAGGAGAATTTCCTGCTCAAATTTCAGGGCATCAGACTTACCGTTAAGGAGT
TCGATTCCCTTTTCACTTTCTATGATAAGGATGGCAACGGCTACATTGATGAGCAGGAGC
TGGATGCCCTGCTGAAGGACCTCTGTGACAAGAACAAAATGGATGTGGACGCCACCGGCT
TGGTGGATTACAAGAAGAGCATCATGGCTCTGTCTGATGGAGGGAAACTGTACCGCACTG
AAATGGAGATCGTCCTCTGCAGGGACTCCATGCTGTGACCTCCCCATCTGTGGACCGGTA
TTCTTCTAACGCCACCTCCCAACCTCCTGACGTTACCTGCTGCATGTTAGCCCTGACCTT
GCCACACCATGTAGATGTGTTCATGAAAGCACAAAGTGTTCTGCTGGTTGAAGGCTCTTT
ACCTTATTTAATCTTTTCTTTATTTTTGGTAACAGGCAGTTTGACTGCCACAGGTAGGAT
TCTTTTGGTTTCCTGCTTTTAAAATGCATTTGTATTTTTGAATTTTTCATTTGTGTTCCT
GTCGTTGGGTTGAAGATAAACGCTTTTACTTTTTGGCATATTTACTTTATATTTATTGTT
GTTTTTTTCTGTTCAAAGAATGTGAGAGAATGAATAAAAATAAGAGCTTTTACCCCCATT
GATCCATTCGCATCAAAAAGACCCAAAAGTATT
>CL12095Contig1
TTTTGACCGATGCTGCTTGTAATCATCCATTAACAGTTAAATTGCCCCTGAGAGAAGAAT
TAGTGCAGCCAGCAGTTTTATTCTGATCGTTGCCTGCTGGATTTTATTAACTGTTACTAA
TCTTTGCCTTTTAAACTGTCATATCACTATTGAAACCTGTTAGCTTTAGGCTAAATCAGA
CCCGAAGGCTCATAATTTGTGCAGGTGAAAGCATAAATAAAGATTCAGTTAATCTTTACT
AAGGGGATTTGTTCCTCATGAGCTTTTGATTCCACATCTTTGTACTTCAAATAAAACCCA
TGAGACTGCCAGTAAAGCCTCTCTGCTGCAGCCTTAATGCCTTCGTGTTCACTGAAACAC
ATAGAACAGGCAACAAGCTTCAAGTTGTCACCCTCGCCTGTGTTTGCTGCACAACTCTGT
TAAAAGCTGCTTCAGCAGAAACGCAGATTTACAGTCAGGGAGTTGTGCGTAGTTCTTTTT
AAACCACTAACATGTCAGCGCTGCTCGCTTCAGCTCACTCCTATCCTCATCTGTGCTCTG
TTGGTGATGTCTGCCTGCCTGAGCCACTCTGCTCCTCATGCCTGCCCCCAACCTTCATCA
AGCCGCATGTTTGTAACATCCTCCCATTAGGATTCAGTTGTGTTTGTGAAGCCGTGATTT
ATGTTTAACTCCATTCTGTCATTTTCCTCCTTTCCTGAAGCATGATTTATTTTAAGTAAC
AAGTGTCAGAATGGATGAAGCAGACAGCAGGACTTTCAGGTGAATAGAGGACCCCTTTGT
CCTCTTCCGCTCCATTTCCTTGTTTTTCTCTTGGGATACAATACCACCCGTTGAACAGCA
GAGGGCGGCCTTCTCCAAAGCCCTGCTCAGTGGGGAGCTCTGGACTCTGCCTTAAACCCT
TCACACTGTAACCATGGAGACTTTTTGAAGAAAAAACA
>CL12096Contig1
GAAGCTGAATGCTACCATGATAGTATCTATTGCCAGTAGCAGTGTGTGGAGTCTGTTCCT
GTTGCAGAAAGTGTTAGATGAATCCTCAGTACTGTCAGGCTAAGCGGTGACGCAGAGCTT



CAAGCAACCATCTCTACGGTTTTTCAGGTAGAAGCTGTTGAAGTGTGATGTGGGGTCAAG
CAAAGACCGCAATGATTTATTTTTTCCTCGTTTTTTAATTATTTTTTTTCTAGCTCCGTT
TCCTCATCTGTTGGCGTTCAGCTACATGTCATGTGTTTTCTGCCGCCGATGCTCCGTATG
CATTTATACCTCACGTTACCGTCGCGTGCAGAGCACCGTGTTGAGTATGTCTCTAAATGT
GGATCCGTCATCCGTCTGATCAAAGGTACTGGCTGGAAAATTAGGTTTTATATGGCAATT
ATTCCTGGTTTTAGATGCAAACTGACACAAAGCGATGTGGTGATGTAAATAGTTGATGAA
CTTTTGTCTTTGTGCTGGCATTAGCTCAGTTTCCTTCCCTGAAAGTTCATGTTGTGAATG
ACTGTTGGCGGTCCGAGCGGCTGCTGTGCCTTAAGCTTACGTCTGAGGGATCTTCCCTCT
TAACTTTGTTCCTCTTTTTGTTTTTTTTATATATTATAAACTCAATAGTCTGTGCAATAC
ACGCCTTAAACTTTAAATGTGTTTTTGTATGAACATTCAAAGAAAT
>CL12097Contig1
CGTGAGTTCCNGAGGAGCCGCGCAGCTACTCCTCAGGCACGATGTGGGCTCGGCTGGGGG
TCGCAGTTGGGGGTTCGATGCCGCGGGCGTCCAGGAGCGGCTGGCTGCACGCGTCCGGAG
CTGGATGCGCGGGGAAGAGGCAGCAGAGACAGGCCTCCAGTGCAGAGGTTGCCTTGAAGA
AAACTCCACTCTTCGACTTCCACAAAGCGCACGACGGGAAGATGGTGAACTTTGCTGGCT
GGAGCTTGCCTGTCCAGTACAAAGACAGTCACATTGTGTCACACATGCACACCAGAGAAC
ACTGCTCCATCTTTGATGTCAGCCACATGCTGCAGACCAAAGTCCACGGCAAAGACCGGG
TGAAGTTCATGGAGTCTCTGGTGGTTGCAGACATTGCAGAACTCAAAACCAACCAGGGAA
CATTGTCCTTGTTTACCAATGAGAAGGGAGGAATCATTGATGACCTCATTGTGACAAAAA
CAGATCAAGGGTATCTCTACGTCGTCTCCAATGCGGGCTGTGCAGAGAAAGACTCTGTTC
ACATGAAGGTCAGACTGGCAGAGTTCAAAGCTGCCGGTTTGGATGTGGATCTGGAGTTTC
TGGATGAGGCACTGCTGGCTGTCCA
>CL12098Contig1
TTCGGCACGAGGGCAGGACCAGCTCGGCGCCGTGGCTGACCTTGTGCTCGCCGTACGCAG
CCGGAGGCTGCAGGATGACATCATGGTGATCGCTGGAGACATGCTGTGTGCCGACCAGAA
CTTTGACATCGGACAAGTGGTTCGCTTCTTCAGGTCAAAGCCGGGGGAGCTGATCATCTT
CTATGAGCTGGAAGACGGTGAGGAGAGCAGCTCCAGGGGGATTGTGGAAGTGTGTCCTGA
AACGCACAGGATCACACGCTTTCTGGAAAAACCTCAAGAAGGTGAGACGGTCTCTCGGCT
GGCCAGCGTTGTGTTCTACTGCATCCAAAAAGACACCCTGTCCTACATGTCCCAGTTCCC
GGAGCTGCAGCAGGAAGCCCCTCAAAAGACCTTTGGACAGTTCTGGGTGTGTCTTTTCAG
ACCCCCCTTCTGCCTCTCGTTCGTCCTCCGTGCGTTTTTCTATACTGCTTTTTTTCAGCT
TCACTTTCTCCTGCTGCTCCTCAATGAATCAATGATTTAATGAATGGGAAAATAGAAGAG
CCGTTTTACTAGATGCCTGCTGCCTCAGCTGATGGTGGTGGGACGAAGGGGTGGACTTCA
GCAAAGACTGCACATCCACAGTCAGGTTTCTTCAGGGAACGCTGTGTCCTCGCCGTGTTT
GAGCTGATCTGGTTTGCAAATGTCATNATTTGTTTAATATTTCTGTAAACCATTATTTCA
GCTGTAGTCCCTGGCGACAACAAACGCATAAACTCAGCAATAAAAACGG
>CL12099Contig1
GTAGATGGGCGTTTGGAAGTCATCATCGGGAAGGGGCGGGTAATTGTACTTGAAAGGATC
CGTTCCGCCCATGTGAGGCGGGAGGTACTCGGGATCAATGTAGTTCAGGACTTCAGCTTT
GGAGGCAAACTTCAGCTTACTGATTGCTTCTGGCCCCAACCAGCTCTTAACAATCTTCCA
TGCAGCATTCATAATCCAAGGCATATCCACTATCACCATTTTGGATAAAAACTTGGGATA
ATACACTTTGAAGCAATTCACAACATACTTTACAAAGTCCATGTCTATATTGCTGATTCC
AGATTCCGCCATGTCAAACACAACAGTGAGCGGCATTCCAGGCTCCTTCTTGGCGTATCG
CTCGAGCCAGAAAGCCACGTACTTCTTCTTGTCCATGGCCGTTTTTGCATCCTTAATGTG
CAGCTTCACCTTAAACCAGAAGAGCTTGTTGCCCTCTTTGTCGTAGCCATGGAGGAAGAC
GGCACCGGTCTCAAACATCCACCTGGGAATAGTGCTCTCACTAAGATCGTTCACACCGAA
CTCTTTCCTCCACTGGAGGCTGTCATCTATCATTTTCAGGGCATCATCAACAACTTGTTG
CCTCCATTCCAGGTAGCCCTCCACCAGAGCATCATCATTTAGAAGCCTCTCCACATCCCT
CTGATCATACTTTTCTGTTGATTCTTGAAGCAACTCATTCTTGAATCTCTGCCTGGTTTC
TTCGATTTTCTTTGCTAGGTCCTGTTCTTCGTTTGGCTCACTCTGTGCCATGTTGAGGCT
GTCTCTGGCGGTTCCACGTTACTGTTAGCTCCC
>CL12100Contig1
AGACTTGCAGCATCGATTCTGTGTTGGAGAATACATGAAAGTGGAATGCAAGCCTAACCC
TGCTGTCTTCACATCGTTCACCAACAAGCCAAGTAGTTCATAGCTGCCCATCACTGAGTG
TTGCACCATTCTGCAAGCAGACGTAGCAACTTGGACATTCATGTATTCCTCCAATATTCT
GTAAGACCAGTCAGTGTTGTTCACCAGTCTTCCATACAGCACAATATGCAACAAGAGTGC
AGGATGTTTTCAGAGCACTGCTACAGGTCCGCTTCTTTCAGCTGCATTTTAATTGTAACT
ATTTATTTATTTGCTTATTTATTTATCATGTGGTTTATTTTGGTTAACACGGTACATTTC
ATGCCAATATCGTGCATGGATCAAACGGAAATGACAAAAAAGTCCTGTTGGGGTTCATCC
CTGATCAGTTAGAAGTGAATCGTATACCTCTTGTGTGCACTTCCTTCCATTTCAAATGAT
TTTGCACTCTTTCTGTTGTCGACGATGCTCATCTGCATCATCTCTGATCATGTTTCAGAT
AGATTATTAATAACTCAAATAAGGCCGACTTCAACTTCTCCGCCAATGCATTATGAGCTG
AATGTTTAGCCATTTTTGTCTAGCCCAATAACATTGAATCGATCATCCGAGTAAAACCCA
AACACATTATTTCTCACAGCTAATTTGAGATATTTTGCATTTTTGCCTTGTTCCTTTGAT



GTGCCTGTCAGCCGCTTCACCTCTGTTGTGTTGTCTGTTATCACAAGAGAAAACGTACAA
AGTTGTTTGCCTCACTGTCCATACACAATTTCTATTGTTCACCATCATCACGTTTATTTA
GTCACTTCCACTTCCCTTTCATTGATCCAACTCTGGCTAAGATTGTAAACTATTCTCCAT
TCATAAAGGTTGCTAGAGTAAGGTGTTAAAAAAGAAAGGAAAAAATATGTCTGTAAAATA
ATTTAAATATAAAAAGTGCACTATGATAACTATTGCCTG
>CL12101Contig1
AGGGCTGAACACCTTTATCTCTCGCACTGACAAAGGCAGCCGTGGTTGAGCTGGTTCTCA
GCCCACAATAGAAATTCCGAGACTCCAATAGTGACTACAGATGAATCCAGCATGGATTTG
GTTGGGCCATACTGGCCCCTGACCTTTTGGAGGTTGTGTAACGTTCAAGAGAGGAAACAA
ATAAAAAGGTGTGAAGTAAGGCAAACAGAAAATGCATAGTATGAAAGTCATCTGGTGTTG
AATACAAATTCCTGCACATGCTCAGTGAAATCATTTCGTTCAAAGTGTGGTCTGTTCTTC
TGACTTCTTGATGATGCTGTTGTCAGGCAACAAAGTCTTAAACGCCAAGATCTCATTGCA
CTATAGAGGTGTGTGTGTGCATGTGTGTGTGAGTTTGTGTGTACATAAAAGGTGAATGGT
GTTGATGTATTGTTGATGCCCACTCGCGCCTCCTCCTCACTCCCAGTTGTCCTCCAGTTC
CCTGCCTGTCCTCAATTAGGATCTTTTTGTTTTTATTTTATTTACTATCTAAAGAAATAT
GTATTTGTTTAATTTAAGTATGTAATTATTTGTGCTCCATTTTGTTGTGGTAATTTTTTG
TTAAACTTGTAATAATTTAAGTTGGATTGTTTTCGTTTGGCAGAATATGTGTGTTTGTAT
GCATGTATGGGTTAGGCACTTGAGACCACTGTGACTGTGTTGTATTTAAGAGAAGAGTTG
TTTGTACAAACCCTGTCATTTTTATTACTGGGAAAACACTATATTTTCCAAATAAAAGAA
GAT
>CL12102Contig1
GCTTGGAATTGTACTTGANCCAATCCTTTTTTGACTGGAGCTATTAGAGACATAGCGGTA
CTGAAAAGGTGACAGGGGTATTTCTTCACTGCCAGGATTTGCAGGTTGCTTCGACAGAAG
TCCAGGAGAAGCCATAGACCAAGAGGTTGAAGTGTGGCTTGGCTTAAGGTTTGCCAGAGG
GTCATAAGATCCAGTTCCAACAAGGCTTATAGGGGCTGGCTTCATGCCACTGAATGCATC
CAATGGGCTTCCCTGAGGCTTGACCACAGCTGGCTTGGTCACTGTCAAATCAACAACTGG
ATTACCAGGCTTTAAAGGAAATGTGATTGGTTCAAAGAGGTTTGAATCCCACTTTCTGGA
AATACCATTGAGAATGTTCTCAACATTTGGAATACTTTGAATCTCCGGTAGTTTTCCAGG
TTGAGTATATTGACCATCAAAACTAAAATATAAAACTGATGTTGGTGACTTTGAGTGCCC
TTTGTTTACGTCATCAAAGCTTAATGAGTCATGGGCATCATCTTCATCCATCAGGAGGTT
TGTTGTGGAATAGCCAGGCCGATATGGAAACCCATTTCCAGCTGAAACATAGAGGCATTT
TGACAGTATAGAAATCCAGGAAACCCACAAAATAAGACAGAACACCATGGCTGGTCACTG
AGAAGCAACCCCCTGGACTCCTCAATCACTACAGCTTCAGACAATTATACCAAACATGTG
CTGTTAAAAAGAAACTTCTTCCCCCGGCCATAATGCCCGGGT
>CL12103Contig1
TTTTTTTTTTACTTGAACTTAAAAACTTTATTTCTGAACATACAGATTTATAGATTCCAG
CTTTTACACGGAGAACGGACTTTTCCAAATTCAGTCAGCCTATCACAACGTACAAACTAA
ATTAAATTCTTCAGTGTCTACAAACAATATCACAACGAACAAAATAAAATGACAGTAAAA
CCTAAAAAAATACTTTTGTCTCTTAGTTGGGCCCTGTTGCCAAAAGCAGATCACTTAAGA
GTGACAAAAATGTGTTTGCTCAATAATAATAATATCAATAATATTAATAATAATAGTATA
AAGCCAGTAGTGGGGCAATGTGTGTTTAGAAAAGAGGTGTTTGTTGCAAAAAAGAATTCA
TGTGCTTTAAAGCACATCCCTTCATTTCTATCTACCAGAGCTTTGTTTACATGTAGGGAA
GCTTTCACAGAAAGCATGGATACAACATTCCACTTACTGGTCAGTAGCCTGTTGGAGTTT
CTCTGCAGCCACAGTCACATGTCACATTTCCTATCCAAAACCTTTGGAACATAGGAATCT
ACACGGTTTTAAAGTCTTCTGTCTAATCTGACATGACGTCAAAAGATGGACCTAACAGAG
CCACATTAAGACACGTCTTCATTTGGGTTGGTTGCAGACTTCATGGAGCGTGGATTCAGA
GTGATAGGACCCTTGAAGTTTCTTCTCCCTTTTCCTTCTCCAGAAAGCAAGGCTAGCACG
GAATGGACCAGAATCCGAGTGATTGTCAGTCGACTTTCTGTGCACAGCTAGCACTGCAAA
CTCACAGCTTGATATCCTGCGATTCTGACATTTTCGCAGGTGTCTTTTTGACCCG
>CL12104Contig1
CGGCACGAGGCTTGTGTTTTTCTCTTAAAGCGTGGCGGTTTGATGTTTATCATTAAGTGA
AGAATGGGAGAATAGAACCACAGCAGTAGACGACGGCGTGGAGAGAGACAGAAAATGAAA
ACCGGGAGCGGCGTTGTATGGCCTACAAACGCTCCCCGCCCCCGCCGCTCCCCCATTACT
CCTTTTTCCCTGCCCTCGCTCACTGAGCGGCAGCTTCATTCTCCCTTCTGCCTCTGGCTC
TCTGCTCACAGCTGCACGCGACAAATTCATGAAAAAAAAAAACTTTTTTTCCCCTTCAAA
ATGGCAGCTTTTCTGCTGGTTTTATCTCCATAGCAACCTATCTTTGGTCGCCTTAGGGTG
ACGAACAGGTCTATATCAATTTTAGAAGAATTGGCAAAAAGAAAATGTTTGGATTTCCTC
AGCAACTGAGGCTTTATGTTAACCCACATTCCTCATATTTTCATAAAGTTGGTCATGTTT
TTGTTTAGCTTGAGCCAAGAATTCATGTATTACATTTTTAGTAAGAGGAGAACAGCACTT
TGGCGAGCTCGCCACGCTAACGCCGTTCAAAATCTTCTAAATTCAACATTTTTTCCAGTG
ATGCTCAAAGATTCTGGGGGTGATGGATTGAAATCCCAAGGAGTTTTAATCTGAAGCTGG
GCCTGAAAGAGATTTTTTTTTCTATTTAATATGGCAGCCTCTTCCTGAGGTCAAAGGTCA
ACTTTGTGGTTGTAGACCTAGCCTGGTGGCGTGTGTATGAAAATGTAAGAAGATCGCTCA
GGACAGAAGTGTTCTTTTCCCATATGATCAAAAATGGAAAAA



>CL12105Contig1
GGAGGGAAAGAAGAAAAGAAATAAAATGTCGCTGACAATTCCTGCAAATCTTCCTACAGC
AATCACAAAGCCAAAGCTGAGTTCTAAATTCGGCACAAAATCAAGGGCTGTTACTGTTTT
CTGCTCAGCTAATTCTCCGAATCCAGCAGATCAAAGCTGTTCTTCGTCAACGGCGTCGAA
CCTGAAGGCCCTTTCGGCTGCTGTTGCGCTGTCTTCGATTCTGTTGTCCGCTCCGGCGCT
CCCGGCATCGGCTGATATCTCTGGGCTCACCCCATGCAAGGAGTCGAAGCAGTTCGCAAA
AAGAGAGAAACAAGAGATCAAGAAGCTGGAGTCTTCTTTGAAGCTGTATGCGCCTGATAG
CGCTCCTGCTCTTGCTATTAAAGCCACCGTTGACAAGACCAAGAGAAGGTTCGAAAATTA
TGGGAAGCAAGGGCTGTTGTGTGGATCAGATGGATTGCCTCATTTGATAGTGAGTGGGGA
TCAAAGGCACTGGGGTGAGTTCATAACTCCAGGGTTTTTGTTCCTCTACATAGCTGGATG
GATTGGGTGGGTAGGGAGGAGCTACTTGATAGCCATCAGAGATGAGAAGAAACCAACACA
GAAAGAGATCATCATTGATGTTCCATTGGCTACCAAATTGGTTTGGAGAGGATTCAGCTG
GCCTATTGCTGCCTACAGAGAATACCTCAACGGAGAGCTCATCGATCCTTCTGTATAATG
CCTTCAATCTTTAAGATGATGCTCAGAGATGAAACTCAAGTTACTGAACCACATAAAAGA
GTTGTTGGAGACTGGGGTAACGATTGAAGAAGTCTTGTGTCAGATTGTTGCAAGAATTAG
TGTATCTACTGCTTTCTTTCAGACTTGTAAGGGGATTTTCACCGAGCTGGTTAGTGTTTA
TGAAGCCCAATGTAAAATGTATTACCTGTTCATGTTAAATGT
>CL12106Contig1
CGACGAGGGGGTCGTGCATGAGGAAGAGGAGGCTCCTTTCAAACCCTTTGTCGTCCCAGA
TGGGTGGTGTTCCAGACTGAAGTGGCTGCTCTCCTGGCCACTGAGCTTCCTGCTTTACTG
CACAGTCCCCAACTGCACCCAGCCTCGATGGGAGCGCTGGTACCTGTTCACCTTCTTGTC
CTCCACTCTGTGGATTGCCCTCTTCTCCTACCTCATGGTCTGGATGGTGACGATCATCAG
CTACACTCTTGGAATCCCGGAGGTCATCATGGGCATCACCTTTCTGGCCGCCGGCACCAG
CGTTCCCGACTGCATGGCCAGTCTCATTGTGGCCCGGCAAGGGCTCGGTGACATGGCCGT
GTCCAACTCCATTGGCAGTAACATCTTTGACGTTCTGCTAGGCCTGGGCTTCCCATGGGC
ACTGAGGACCCTCATAGTCAGCTATGGATCAGTGGTGACCATCAACAGCAGAGGTCTGGT
TTACTCCGTGATTCTGTTGTTGGCCTCAGTCTCACTCACTGTTCTGTGTGTCCACCTGAA
CCGTTGGAGGCTGGACCGCAGGCTGGGCCTTTGTCTCCTGCTCCTTTACGCCATCTTCCT
GCTCTGCTGCGTCGGCTTTGAAAAACTGTAGGGGACGCCGCCTGTAATTTCTACCCATTT
CCACCACCACAGAGACGACATCCAGAGGAACACAACTTGCATTTCACCGTGGCTGTACAT
GTTTGAGCTTTGTTTTGTTGTGACACTGGATGTCAGCGCGTTTACCTTTACTAAATGAGT
ATTTTGCATAATTTTGTACTGAAGCACCTTCCGCCCAGGTTTTATGAAATCAGACGTAAT
TATTACTAAACTTTGTGTCTCAAAAAATGCAT
>CL12107Contig1
TTTTTTTTTTCAAGAACCATCAGGATTTATTTAAAAAACAACGTTTATACAGATAATAAA
CTGCAGGTTCTGGATGTTCCACATGACGATCTTCAGCGGTTCTCCGTTTTCTTCCTGGCA
TCGTTTTCTACAAAAACGTTATTCGATCATCTGTAACAAATAATTTAAAGCAGTTTTTAC
AAACATTCACGAGAACAGAGACAGAACCAGGAACCCGACCAGAGAAGACACTAGAACCCC
AGAGGCAGAGGAACACGTAGCTCCTGGATGTTCCTGAACACACCTCCATCCTCCTCCCTC
ACAGACTGCATGGGGCACTGAAGGCAGCACGGTTCTGACTCTTATTTTGAAAATCCCCAC
AGCGATGCCTTCAGGAACAGGAAGCTTGGCTCGTTTCTTTGGCTACTCCTCAGTGAACTC
ATGACAGCCAGCGAGGCGTTCGTGGACACATGTGGGCGGGGCTAGGGGTCGACAAAGGAG
ACCATGATGTAGCGGGTGCCCCTGGTGGTGGGCAGACCCTCGTGGTAGTGCGTCAGCCGG
CCGGGGTGCATGAAGGACCAGCCCTTCCGGGGAGACTCCACCTTACAGTCGTAGCGCAGG
AACCTGCAGCCCCCTCCCTCGTAGTCCACGCCCTTCCTGTTGAGGGCGATGTTGATG
>CL12108Contig1
TTTTGAGATTTCGTTGCTGAGTTTTGAGAAGCTGGACAGAGCATCACCTGACCTGTGGCC
AGAGCAGTTGCCTGGAGTTGCAGAGTTTGCGGCAACTTGCAAAAATCCTATCACCACCTC
TCCTCCAAAGTGGATGGCTGAGTTGGAGAGTGAGGACATTGAAATGTTGAAAGAGCTGGG
AAGTCTGACTACAGCCAATCTGATGGAAAAAGTCAAAGGACTTCAGAATCTGGCTTACCA
GCTGGGTTTAGAGGAGTCCCGAGAAATGACCAGGGGAAAGTTCCTGAATATTCTGGAAAG
ACCCAAGAAGTGACATATTTTATTCCTAAAGGGATTTGGATCTGAGGATTGCAAAAAAAA
AA
>CL12109Contig1
TAAAAACTCTACCTGAATATCAATACGTCTTCCACTGTAATAAAATTGTCAAATTCAGTT
TATTTAATGATCACAATGTGAAGCATTGCTTTTACCCAGGCAAATTCATGGTGCTTTTAT
TTTGGTAACTTCAAATATAGAAGGGAACAGTCAATCATGTCTGAGTTCCACAATCAAATA
TTTTTCAGTATAAATAAATAGAATGAATGTGCCTTAACCAATAAGGTTCTAAAAGTATGA
TTGAGGAAATAATTAAATGTTTATTTTCAACATAAATGTAGCTTCTCCAGAACTTTTAAA
CGGTTCAGGAGCCTGAACGGTGCTTCAAACGTAAAGGGAAAAAACAAAAAACACTAATTC
TATCCAGAAACAATAAAGTGATGATGATGAGGCAGCATGACAGGATGAAGGAGAAGCTTT
AATGTGGCTAAGATGCTTTATTTCCATGACAGTCTGCTCTGCAGCTCCGTAAACACAGAT
TTCACCGCTCATCGCCACGGCGATGGCCTTTTTCCAGAGCTAGGACACATCACTCTGATC
CATCAGTGGAGCTGTGACGGTGTGGGATTTTTGATCACTGCGGTGATGAAGCACCAGGAG



AACCATCAGATCTGCTGAGAAGATTATTGGGTTCCGGCCTTCCCTCCATTCAGGACCTGG
GACCGGTCCAGGGTCAGGGAAGCAGGCTGGCAGAATCACCAAAGACCCCTTTCATCCTGG
ACACTACCTTCTCAGCCTTCTACCGTCAGAGCCGGCGTTTTAG
>CL12110Contig1
GCATTCACAGCACCACAGGGGTGAGGGAGCTCACTGAGAGGGAAGATGATGAGACTTTGG
TTGCTTCTCCCTTTTCCCAGAAGAACTTTTCAAGGCCTGCCTGCCCAGCTAATCGAAGGC
TTCCTTCTCGATGGGCCATCCGCCTCCCTACTTCATCCTCCTCCAACACTTCCTCCCCAT
CTACCACCCCGGTCGCGCCACCAGCCTATCCCCTCCAGAAGAACCCTTCCTCTTTTACTT
ATACGCATGCCTTTCACATAGATACCGTCATCATTCGACCTCCATGTCACTGAAACTTAC
TTTGTTTCTCTTTTTTGCGGTGCATACTAAACACAGATCTTTACTGCTATGGACTCAAGA
AGTGCTTTAGTTTCCAACTCACTCACAGTTTTTGTCATTTGGTGGAGCCTAACTGGGAAA
ATAAAGCAAGTTCAGTTAGTTCACTGTTGGAATGACGCTGATCTCTAATGCCATCCATCT
TCATAAACATCCTGTACTCAGGTCTAGATTCTAGCTTTGAATATTTTAATCTTGCTAGCA
TACCAACTATATCCTGTTTTATAGACTGTATTTTCACATTTAATAGAACACTATCAGATG
ATAACACTCATCTTCTGCATTAACATTGGTAGGATTTCCTTTTTTAATCAACACATGTTT
TGTTAATAGTACATGTAGCTGAATCATGTTAAACTCATTACAGTGAAGCATTTCCACCTA
AACGACTTGATGTGCTGAATAAAGCTTTGTCTATTGCTTTTTTGCCTTGGCTTTGTGATA
CTTTGATTATGACTCATGTGTGACTTTAAAAATATTTGCTTTTATTTTAAAGAATCTCTT
TTGTGTCAACAGAAATATTGAATGTGTTTTTTACTGCATTCTGCAAAAGACCTGTTCTCA
AGATAAAATAACACCAAGGACTTTGTTTTTTTTGTTTATTTTCTTATTACATTTTCAGAC
ATGCCTAATGTCACTTTTTTCCCAAATATGCATGCTTCTTAATTCACTTTACTTATTATT
ACTGTTTTGACATCATGAAGATGGACACCTGCTTTTATGTACAACAACTTCTATTGTCTG
ATTTATCACAATCTACTGCAGTTGAAATGTGTTTTTTATTTACTGAATTGCTCAACAAAT
ACA
>CL12111Contig1
GGGACCTCCTGCATCACAGTGTGGCATGGCAGCTGCTCTGCGGCAGAGAGGAAAGCTCTG
CAACGAGTGACCAAAGCTGCACAGAGGACTGTGGGCTGCAGCCTGCCATCCACCACTGAC
ATCTATACGACCAGTATGCAGGAAACGGGCCTCTCGCATCCTGAAAGACCCCACCCACCC
CTCACACCCTCTGTTCTCCCTGCTCCCCTCAGGCAGGAGGCTGAGGAGCATAAAGAGCAG
GACCACCAGACTGAGGAACAGTTTCTTTCCTGAAGCAGTCAAACTGCTTAACTCCGGTTG
ATCACTGCACCCCCCCCTCTATGGACAACAAGCTAATTCCCAAGTGCAATATCACAGGGC
TGTGCAATACTTAACATAAAATACTGTGCAATTTGAAAAATACTTCTGTGCAATACTCAT
CAAGAACCACACCATAACAGACTGATATTTTACTGACATTATTATTGATATATATTATTT
ATGTCTGAATGTAAACGGCTGGCCCGGGACCAGAGAGCCTAATTTCGTTTTATCATGATA
AAATGACAATAAAGTTTCCTGATTCCTGAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CL12112Contig1
CTGTGATGCTAAACAAACACACCTGAAGGAAGGCAGCGGTGANCAAGCATCCATCTTCAA
ATCCTGTCAGAAGAGCAACAGAAATCTAACTAAAGGATATCTGGACCAGAGTCAAACCTG
GACCGGGACCACACTTGGACAAGGGTGCAGACCTGGAGAGGAGTCAGACCTGGACTAGGC
TGCTGGACTGCAGCTCAAAGAAGGCGATACCAGAGCTAAGGCTTGACAGATGAATGTACA
TATCTTTAATTCCTGCAGTTTACGTGACAGTTTTGAAGCCAACCTTGACAGCAATACAAC
ATCATTCTGAGATGAAAAAAAATCACTCAAAGGATCGAGACTAGTCAAAGAGGCACACGA
TCAGCTTGATTGTACGGAGTCTCCAGAGCGCTTCTGGAATCTTCAGGGTTCAATTAGGAT
CTGTTTCATATTGTTGCAGAAGACTTGATTAAATAAAAATTACAATAAAAATATCAATTA
AAATGTAAATATTTTACAAACCAATATTTTCCAAAAACTTAAATTATAATTCTAAGTATA
AATGAGCTGTGAATGGAGTTTTCCTGAGTCGGAGTGGATCTTCTATCATAACAAATCATA
ATTAAACACCTAAAAAGTCTACAAGAAAGTATTTCTGCACTCTGCAGACTCCATACAGAG
ATGTGGGCTAACAGCACATCTTCACTCAGAGTTTCTTGTAGAAAACATAAAAAAGAGGAA
CTACAGTACAGCCGGTTTGGCGGGGGTCAGATGTTCCCATTCAGGAGCATATTCATCAGG
CAGCATAGTTTCTTTTCAGTGTAATTGCAAATAACTAGTGTGCTTGCAAACACGGGGTGT
TATAGCGTCGCCTTGCCGCTGCGACCACATCAGAGGCAGGTGCGTATGCCTACACATTGA
TGGCGTGGGCATGCTTCTTGCACAGAGGTTTGTCTTTCTTTGAGTAGAAGGGATGACCCT
CGAGGTTGACGTGACAGACCGCACA
>CL12113Contig1
GACTCCAGCCGGCCACCCACCAGCACCCAGAAAACAGCTTTGCATCTAAATATTTGTGCC
AAACCAAAACGCTATTTGGAGGAACATTAATCTGATCTTGATTACACGTTTAACCTGTTT
TGTAAGCCACACACTAAATGACTTTCAAAGTATTTAAGGTGCGCAGCTGTAATACTGAGC
CACAAAGGCCAAGTTCACACTTAGCAATAAGGAGGAAAAGGTTTGTTTTACACCAACACA
GCCTATTTTTTTGTTTTTATGTATTTGCTTGTACTTCCATATGTTGAAAACATATCTATC
TAGCCAACTCTTTGTTTCTGTCACAAAGAAACAGTTGACTGTTGTTTAGCTATCACGTGT
CAAACCTATCATCACTGTCTCCCTGCAACAGGACTGCAGTGTTTATATCATGGAAGAAAA
GATCCTGGAAGTTGTGAGTATTCCCTCTCATCTTTGTACATAATCGAGTCTAAATAAAAT
CGAGTGCTTTCCATCCAGTGAGATCAAATCTCAGTGTCTTCATACCCAAGACGCTTCAAT
ATGCTTTAAGGTACAAGCCTAGTTTCTGAGGGAAGTCCACAAATTGTCCGATAGGATCGT



AAGCAGATGTGGCGGTGCTAACACACCCCGGCCATCAATCAGTATTGCCGACGTTTTCCA
GACTCTGTGGGCTCAGACGCAGCTTTGTCTAATGCTCTCGGATGAAACGAATGTAGTCCA
CGTACGCTTT
>CL12114Contig1
ATGAAAGTAAATTTTATTATTCCTGAACCACAAAATAGACTTCTTTGGTTGTACAAATTC
ACTAGTTACAGTCTTGTGTGAGCTATAACCTCTGACCCTAGAACTCTGAACCTCTCAGTT
TGCTTGACATGAAACCAAACACAGCATGGATCGTGTAGTGAAACCCATCGGAAGAGATTT
ACCAACTCAAAGTAAAAAATAAAACAAAAAACGAAACTGAATTTCAGTCAGTGAGAGCGA
CATTAAAAGCTAAGATAAGAAAACCCTACATTAAATTAAAACGCTAGCATATTCCCAACA
GAAACGCCATCTGATGGGAAGTGGGGGTGGAGGTGAGCCAGAGCGATTCCTGACGAGTTC
TCCCATAACCAACCCAAGCGCCCGCCCCCAGCGGCGGGCGTTTGTGTCGACATTGGCTCA
GATTCAAACTCATCTTTTTTCCTTTCGGCATTTGTACATTATTCACAAAAACAATTATTT
TATTCAGTGGCATCAGATTTAAATTAACCGATAAAATAAAAACACCCGCTACCTTCACAT
CCCTGTGGCGCCTCGTGAAACAGCTGATTCACATTGATTAGAATAGAAAAAACCAGGTCA
ACGTACCATTAACCAAAAAATTAAAAAAAAGGTAAAATTCCCCCTAAAGGAATTTGAACT
TGTGTACGTTTGCTGCTCTCTACAGGGGAATGTAGCTGATGTCTGTGTAAATGATGGAAA
TCCTGTTCAAATTGTTTAAATGAGAGGAAAACTTCATTAGGATTTGCCTA
>CL12115Contig1
CTGTGTATTGTTTTTGTGTATCTGAAGAGGGGGGGGGGGTTGTTGACTCTTGTCTTACTC
TGTGTGGTGATTAGTGTTACTTTTGTTTGTTTTTTTGTGCCTCATGGCTAAACGATTCTT
GTGCCGTACCCCTAACTTTCTCTTCTCTCTGTTCTGTCTCTCCTCTCTCCGTGTTTTTGT
TCCTCTTTTCTTTTGTTGCTTTTTTAGAACAAATCTCCATGCCTGTTTGCTCATCATTAG
CCTAGCATGTCTTCATGATGTTAAAAGGCAAGCCAACTCCCCCCCCTTCCCGGCCTCATC
ATCCCACCATTGTCTGTGATGTCTCTCTAAGCTCGCCTGACCAATACCTGGCCACCCACT
GACCCTGACCTTAGCTCGACCTGATTTTTCTGCATGTAAATTCATCCGTTTTCTTGTTTT
TTGCTTTTTGTGAGGAAATGTGACGGGCGCAGAGGTCAAGCAATCAATGTGAAAACTGCT
TGGAATTCATTTAAGAGAGCTTGTTTTCTGTTTTGTTTTGCAAATGTTTTAAGAACCTGT
GGAATTTCTTATTTTTAATTTAGCTTTGTTATTTTGTTTTAATGTTTTTCTTTTTACCTC
TCAGTAAAGTTTCACTTGAAAGTTAAATACAGGGATTGGCACACAGCTGTGCTATTTGGT
GCCATTAGCAATATGTTGGCTTCTCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL12116Contig1
ATCACCTAATCAATCAGTACTGGATAGCCGTGAGCCACAAGGCTCCCGCCTTCCTCTATG
ATCTGTACCTCAGACTGATTGGACGAGAGCCCAGGATGATGAAGACCATTTCCCGCCTCC
ACAAAGCCATGATGGTCCTGGAGTACTTCACCAGTCACTCGTGGGAGTGGAACACGGACA
ACATGAGCATGCTGCTGGCCCAGATGAGCCCAGAAGATAAGAAGGTCTTCAACTTTGACG
TGCGTCAGCTGAATTGGGCAGAGTACATGGAAAGTTACTGCATGGGCACCAAAAAGTACG
TCCTGAACGAAGAGCTGTCGGGCCTTCCTGCTGCGCGCAAACACCTCAACAAGCTGAGGA
ACATCCGCTACACCTTCAACACCATCCTGGTGGTGTTCATTTGGCGCATCTTCATCGCCC
GATCCCAGATGGCCCGAAACATCTGGTACTTTGTGGTGAGCCTCTGCTTCAAATTCCTCT
CCTACTTCAGAGCTTCCTCCACCATGAGATAATGAGCTGGGAAGGCGGTCGGAGACCTGA
GGCCGACGAGAGGTTCCTGTTTTCAACGCTGCAGTAACCAAGCGAATGCCTGAAAAGAAG
AGCCTCTGACCAGCCTGGACTGATTCCTGCTTCCTTCGTCACTCCTGCACCGGCGTGTTG
AAAGCGCTGCATACGTGTCGGGCTAATGGGCGCGGGTCACTTTCAAGACTTTATTTGGAT
GATACTCTGCCCTGAGAGCCCGTCAGGATTCAGTCTCTTTGGACTCCTAAAGTTAGGCTT
TTTTAAACCAAATTTTCTGCCTGCAGTTTTTGTTTTCTTACACATTAGTGTTTATCATCA
GACCAAAGCCGTTTGAAACGTTCAGGTGGAAAACTCTGCATCTGGACCGACTCTTTAC
>CL12117Contig1
ACCTCTGAAGCAATGTAGAAAGGGTTAAAACGCCTCTGTGGAACCTTTCCGTCTGAAAGG
ACATCTGTCTGATGGTCCTGGGATTGTCTCCTTTCAAACGCTCCAGCGCGTGGCACATGG
ATCCCACAAATCACCTAAGTTCCTAACATCTCTGGACCTGAAGACCACTTTTTCAAGGCT
AATCGTAAATGTGTTGGCCTGCATGGGGATGCTTTCTTTAAAAGCCTCCGTGACCAGGTC
TTTTTGTTTGAATAAGTAACCTGACAAGAGAGAGTCCCATGAACAGCTCTGCTGCAAGGC
CAACAACGTCAACATGAGTAGTACTTTAGGCAAAGAAAAGGATTCAAAGGAAAAGGACCC
CAAAAGTGGCCCTGCAGGTAAAGAAAGGGAAAAGGAGGCCAAGGCGTTGGCCAACTTTGT
CAAAGACAGCGGGAAAGAAACAAAGACCAAAGGGAAAGATGCCAAAGAAGGAAAGAAGGA
CACAAGCAGCTCAACACAGGGCGTTGCCTTCCATGTTGACAATACGATAAAGAGGCCAAA
CCCAACTCAAGGTACACGCAAGAAGT
>CL12118Contig1
CCCTCCGCCCCGGAGGAGGCCGCCAGCATCGGACGCTCGCGCAGCAGCAGATTGACGAGC
TGAGAGCCCATCATGAAGCTGTGAAGCTGGAGCTGGAGAGCGCGCACGTGCAGCAGCTGC
AGGCCGTTCGACAGCAGCAGGAGAAGACGCTAGAAGAGCTCAGGAAGACACACAGCCAGG
AGCTGCAGACTCTGGACAAGTCCTTCAAAGATGCTGAAGTTGCTCTGTTTAAACAGGTTC
AGGAGCTGACGGAGGAGAAAGCTCTGCTCACCAAGAAGCTGGAGGTGGAGCAGCAGAGGA
GGAGAGAGCTGGCTGAAACCAGTCAGAAGGACTCGCACATCCTGTATCTGGAGCAGGAGC



TGGAGAGCCTCAAAGTTGTCCTGGATATGAAAACCGAGCAGCTCCACCAGCAGGAGAAAA
AACTGGTGGACTTTGAAAAGCTGACGGAGAGAAACGTCAAGCTGGACGAGAGCCTAAAGA
AGGCCCAGCAGGAGAACGAAGACCTGAAGGCTCGAATGGAAAGACATGCTGCTCTGTCTC
GGCAGCTGTCCACGGAGCAGGCCGTCCTGCAGGAGTCGCTGTCCAAGGAGTCCAAGGTGA
ACAAGCGCCTGTCCATGGAGAAGGAGGAGCTGCTCTGGAAGCTGCACAACGGGGACCCCA
GCAGCCCCCGCAGGACGTCCCCCTCCTCGCCGCCCGGCTCCTTCTGCCTTCAGTCGCCTC
GCAACTCGGGCCTCTTCTCCAGCCCCCCCCTCTCCCCCAGATAGCGGGCGGCGGTCCACG
GAGCCTTAAAGGTCAAATAAACTGACACCT
>CL12119Contig1
CAACATTGGTTAGTTTTTGATGATGGGGCTGGCATTTTTGCCCAAAGGCACATTTTGAAA
TAATTGAGCAAACAATCTGGTCTTTGCAGTCCAGGACTGCTGCAGAATATAAAAGAAAGA
AAGAACATATGGTGACCATGTGTGCAGAAATGCAAGAACGAGTGTTTACGTGAAAGATGA
CGGCATCGGCTGCACGAGACATGATCAGCAGGAAACTGCATCAGAAAGGCATTAGTGCAT
GAAAAACCTTCTGCTGATAAGCGTGTCATGTCTCAACGCGTTGGCCAAGTGGGGTTGTGT
TTAAAATCTCAGGGAAAGCCTACAAACGTGCTGCAGCAGCAACATTCATTGTTGCCTCTA
AAGTAGGAAAGACTCTGTCCTCTGTTTTGGATGGAGTCCAACAGCTTTAAACGATGTTGG
ACGTCAGCAAAAATATGAAATGATCCGTCTGTCCCGAGATCGATGGGGTGAGGCCTGGAG
CTCAGGGTTTAGAGAGGTTTGTCTCCAGAAGAAGAGTCATGGTATTGGCACTGACGGAGC
TGATCATCTCACCCAACCACCTTCAGAGGTCAAACAGGTGAGCCCTGAGGGCCGGGCGGC
TGCAGCAAACACTGACGTGCAGAAAGACAGATAGTTGCACAATGTTGACCAGCCTCATGG
TGGTGCCTCAGAGGTTCTGCTGGGAAGATCAGCTCAGCCCGTCTGTTCCAGGTGAGTGTG
GCAGGTCGGTGCCTGTGAGCAGTCAGACCTGTTCTTCAAGTGTGTGATAAGCGCAGTACC
CAGCGATAACCAAAGCAACAACCAAGCATGTGAGCAGGAAACGCAGCAGATTTGTGTTGC
AATCAACGCGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTTGTCAGGTGCAGCGCCCTC
AGGACCGAGCCTTCCAGTCCACTGTGACTCTGGATGAGAAGAAATACAGATCTTCCCTCT
GGGAAAAGTCAAAGAAGTTTGCAGAGCAAGCAGCTGCCATCGTCTGCATGCGGGTTTTGG
GGGTCCCAGAGGGTCGCGTTGGTGACAAAGACTCTGATCTTGTCTGCAAGAGGAAGAGGG
AAAGCAGGAAAAATGGTAGAGCAGAAGAAGAGAGGAGGAAGAAGCTGCATGTGGCAGATG
ATGTCCTGCAGGAGCTGGAAACTTCAGAGCAAAGGGTGGTGATGAAGACTGGAAGTGAGA
CATCAGAAAGGAGTGCAGACTGAAACCTCTGCATGATTCAGACTCTTTCTGTCCCATCAC
GTCATGCAGACANCTGGGCTGTCTGAATGGGAGGCAAGAAGCTTCATGGAGGAACTGGAG
CTAGTAGATGAGGATTT
>CL12120Contig1
GGTGAGGCTCTGGGCCTGGACCGCTCCGTCGTGGTGCCGTACAAGCTGATCCGCGGCAGT
CCGGAGTCTGTGGAAGTCGGCGGCCTTCCAGACGACATTCCCTTCCGGAACCCCAACACC
TACGACCTCCTGTGCCTGGAGAAGATCCTGCAGGCCGCAGACAAGATCACGTTCAACATC
AAGAGCCAGCTGCAGCCTTTTGCGGAAATCTGCAGCCACGCCTGCAACACAGGTGAGTGT
CCGCCCAGGTGTGGGGCCACGCCGTTGGTCGGGGCTGGAAGTCACGCCTCTGCTTCTCAT
CTTCAGTGGGAACAGACGCCTCCACCAACCGCCGCAAACGCAAACGAGTCCAGGAGAGCA
GCCGAGTAAGCCCCGCCTCCGACCTGGCCCCGTCGACCAATCAGATTCCAGTCATGCAGT
GGCCCATGTACATGGTGGATTACGGCGGCGTGAACGTTCAGGTTCCCGGGAAGGTCAATT
ACTGAAGAAGAACTGCAGCAGGACGGGATGATGGGAGGAGGAGGAGGAGCAGCTGAATGT
ACGCAGGTTTTCTTCAACCATCACCTTTTGTTCCTTTTTTTTAACATTAATGATAAAAAA
AAGTCCCGACTATCTCATCGTTTGCCTTCTCATCTTGGTGTCCATCCACCGACTCGACAA
AAACGCCTGACGAGCCTCTGGTCCCGAACTATTTCACATATTTGTACTTCTTATTTATTC
TATTTATTGCAATCTAACACGACGGGCAGGGATGTAAAAAATCTTCTTCTGTTGTCTTTG
AGGAACTATCAGCACACTGAGGAGCCGCTTCACCCCAGTTCAGATTCATCCGCAGCAAAG
GGCCTTTGAACCTGTAAATAGGTCATTAAAGTCAGCCTGAATGTATCATGTAAAGACTGC
TCTGTTCTTCTGGACTAACTATTTAATATGCTGTACCTAACGC
>CL12121Contig1
GTACCAGTGCTCTTTTGTACATAGCACAAAGGATAAACAGGGAGTCTGAGGACCATTCCA
TGTGGGATATTTGATCCAGACAGGTATACAGGTTCAGGATTTGCAAGGTGTTGACATCTC
GGATCACAAGCCTGTACTGTACACAGGTAGCCAGATATTTCCCATCAGGGGAAACTTTGC
AGAGTTGGTTGGACTGCTTGAACACTTCTGAGAAATTCATCCCAACACTAAAACGTTATC
TATATAATACAGTGAAAAGTAAAGTATTGGATCCACTAAGGGTCGCCTCAGGCTAAAGCA
GTGTAATTTCGCTGTTTGAACAGTTGATGGCGTCAAGACTCTGCAAAACAGAACCTTTCC
AGACTTTAGCCTAAGTTAGCATAGCATACAGCACTGATATTAGCAATTTAGCCGATGATG
TTGTTTAGCTAACCAAGTTAGGTCTTCATCCTCTTGGTCTTCGGCAACACACACTTCTCA
TAATGCCAACATTTAATTTTACTGAAGAATTTGCTGGGAAATTCCGCAAGCCATTCAGAG
GAGCTTGTTATTTTTTCCTCATGTAGTCACAAACTGTTGATCCAACTGTTGCTAGATCGT
TTGGTTGGACGCTGAACCCCC
>CL12122Contig1
AAAAGGGGAAGGACGTCTCCTTTGTGTACTTCAGAAACCAATTCAGAGGTCCCTTTGAGG
GCCGAGCAAACATCACGGGTGCCACGGTAACGCTGCACAGGGTCACTCAGAAGGATGCCG



GCGAGTACCGCTGTGAGATTACCGCGTCCCGCGACGACGTCAAACTGGGCGAGACCAACG
TCACCCTCAAAGTCCTGGTTCCGCCACAAAACCCGTCCTGTGAAATCCCCAGCTCAGCGG
TGACGGGCTCAGCGGTGAAGCTGCGCTGTAGGGACCAACAAAGCATCCCGCCCGCTACAT
ACTACTGGTTCAAGGACGACCTGCTGATTCGGCCGCCCGGCCACTCCAACGCCAGCTATC
TAATCAACGCTCAGACGGGTGAACTGGAGTTTAAGTCCGTGTCCAGAGAGGACAGCGGCC
TGTACAGCTGCCAGGCGTCCAACGGCGTGGGATCACCCAAGATGTGTGAGGCCAAGCGCA
TGATAGTAGAGGACGTGAACGTGGCGGGGGTGGTCACTGGAGTGGTGGTGGTCTGCCTGA
TCATGGCAGTCTGTGGATGCGGGTGCATCGTCTTACGCCGCAATGGTTTCTTCACTCAAG
GACACAGAGGAAGGTCCAACGGAAACTACATCCCCCCGCCGCAGGAGGACTTCAAACACA
CGCAGTCGTTCATGCTCTGAGAAGCTGGCCTTCTTTCAGAAGATCCATGCGATGAGGTGC
CAACACTGGATTCAGATCTTCCTCCTTTCTCCACTTGTTTTGGTTTCATCCACCAAACTC
CTTTCTTCATCCACTTTTTTTAAATGGTACTCTGCTCCCCCCTGGTGGTCAAACCATGAA
CTGTTCCTTCTTTTTTCCATTTTTTAAAGCCCCCCCCCTCTTCCATGATTTATTTTACCA
AAGACTGTTTTGTGTTTGTGACTTTTAATAATCAGAGGGGAATCCTCCAAGAAGCCATAG
AAAGCAGCCGTTTCCAGATTACAGCAGATTAAACGCAGCTTACCTCAAATCAGTGTTTGG
TCTTCTGAGACACTCCAGATCTTAGTAACAAGTCACTGCAGCTGATTCTACTGAGACCCC
ATTCCATCCTTATGTGCCTGCATGGTCTTTTTTACAAATATCAGAATATATATCTACTGT
ATACCTTGTGCCTTTTTTAATTTGTCTGCCATATTTATCGATGATCACACTTTTTTGTAC
AGACTTGCCTTACTTTTTTCTGTCTGTCTATTATCGTGCCACTGTTTCTGACAGAGTTTA
TTGAAGGGGA
>CL12123Contig1
TTTTTNTNNTACATTTAGAATTGGATTTATTGCTTCTTCTGTCTCCTTTTTATTTCCCTT
TTTTCCTGTCATTTATTGCTATCCATCCAATCCACTTCAGATGGGAGGGGGGGCAGTTTA
CTGGGTCAGCGAGGTGATACAGCTGGAACAAACACGTACAATCCTGCAGGAGAGTCCAGA
CAGCTCACAATGAGGCCTGAGGATGGATGGATCTCCGTCATCCTGATGGAGGCGTGGTCT
TCTTGGCTGTCTTCTTCATCAGTCTCTCTGACTTTCAGTGTCTGTGCTGAGAGGCTGAAG
TTGAAGCTCATGTTGGTTTGGAAACGTGGGTGGTTTCAGGAACTTCAGTTTAACCCAGAA
AAGCAGGAAAGTGAAAACATCCCAGGCAAGTGAGACGTCAGATCGTTCATGTCCTTCACA
GCCAGCCGTGCTGGAGCTCCAGACTCAGTGGGCCGA
>CL12124Contig1
TNTTTTTATAACATTGAATACAAAAAGATAAAATTTATTTTATACAAAACACCCCCTTCA
CTATAAAAGTCATTCAGATATAAACATTTTACATTACAAAAATTGTTGTGTCGAAGAAAA
AAAATTTATTAATTCCAACTGCACTTCATTCATGGAGATCACGTGACCTGGAACTGGTAC
CAGTCCATCCTGGCACAAGTAAGGTGCTCACACTGAAAATGACATCTCCTTCACATAATA
GGAAATGCCAACAGTTTCAGGTGTTTTCCAGTGGTTCTTGGCTGGATGATCGAGCGGTTC
ACAAAGGCGGTTTACTAGTGGTTGGTTACTGGACATAAATCTCTGTCATGTGACAAAGAT
GTGACCTGAGAAGACCATCTAAACTGACCCGATGGTGGTTGCCCAGTGGGTTCCACGTGT
TTAACAGTCTGGGGGCTGAAAGCGCATAAAAGGCACCTGAACTGATGGAGAAGAAGTTAA
GGCAGAGAGAGGTGAAGGTGGCCCGGTGCAGAGATCAGTGGCATCAAAACAAGAACAATC
GAAAAACAACACAAGGCAGAGCTCCTTCAGAGCAAAAACAAAAACATTACTCAGTCTGAG
CAGCAAACATCGCTGCCCTTCAGTCAGAATGGAAACGCCCATTTCACAGAGAGAAAAAGA
AGGCACATCTGGGTGCAAAACCCAGCTCCAGATCTGGATTTGGCTCCTGCAGATGAAGGC
TTTAGTATCTGAATTTGACCTTATGGATGTCTGAGATCAGCGTCTTGGCTAAGTAGATTC
CCACCATCTGCAACAGGGAGATGACTACAAACACGATGGCCACAGTGTACAGGTTTCTTG
GTAACCAGTCCTCCAGCGCTGTAATACAGCCTTTGGTGTGGATATAATTGGCCCAGTCAT
CCTTTTTCTTCCTCACATCATAGCCACATTGAGTATTTCCCCCTAAGTCAGTAGGGTCGG
AGATGCAGCAAGAGAACGGGACACCGCAGCTCTCTCTGCTACGATTTGTCATGTTACAGT
TGAAGTACAGGTTCTCGTCCCAGTCG
>CL12125Contig1
GGCCGGACATCAAAGTTCTGAAGAACTACATCAAGGCGTTTTTCCAGAGAGCGAGGCTGT
AACCGACCCGAGCAGATCGGACCCGAAAGGACTCTGCTGGACGTGCCCCCCATGCAGGAA
GTGGGCTCAACTGCTTTGCACTTAGAAGAGGAAGCCGAGGAAACCCCCTCCCCCCTCGCC
GATGGATGAGCCGTCCCCCTGAGGACTGACCCCAGACCAGACGCCGCGGTCTGTCGGGAT
GGGGGGGTCGGCAGGACCCCATACATGTTTGAGATTGACGAGGTCATCGGGTCGGCGTCT
CAGGACGTTTCAGGAACGGCGTGGAGACGACCACCAGAACCGCCTGGCTTTTATTCTGGA
GGTCCGGCTGTCGACGACACAGAACTCCGGGTCTGGTGGTGGACCTCATCAGAACCACGG
AGCTGCTGTCCTGCAGACGGGCCGTCTTNCCTGCCCCGGACCCTCGTTTGGTTTGTTTTT
TTAGGAAGGGATTTCATTTGACCTGCGGGTCGGAACATCGGTTCCTCTGAACTTTAGCGG
GAACCTCTTTGATTTCAGGTTTAGGATGGATTCTTTGAGTTTCTGTACAAACATGCGGGT
NCAGACGGAACCTNCCTGCCCCCCCCCTGTACTCTGAGGAAAGTGCCTGAGTGTTTTNCA
TTGAAACGGTTGNAATAAATNCCTGCTGNAGGTNTNC
>CL12126Contig1
GGAGACAGTGATCCAAGTGAGACTCCACAGGCAAGGGCTCATACAGGAACTTCTTGAAGA
AGTCCTTCTTAGAGCCCTGACACATAATGACGCATCGTCCTTCATCATCCAGCATGGGTC



TGTTTGCTTTGCCCACCATCTGGAGAACGTCATAAATGGGATAATCCACATATGCATGGA
TTTTTCCATTGTAGTACTGGGTGTCCATGACAATGACCAAATGTGCAGAGATGCTAATTC
CCCAGCAGAGAGAACGAGAAGAAACAACCACCTGGACAGCACCCGAGTTGAACAGCTGTT
CCACTATTTTGCGTTCAGTTGCTGACAGGCCTTCATGCAGATATCCCACACCATTGGCCA
GAGTCTCTTTCAGAGTGGGATCATTTATTTTCTCCAGGAATGGTACCAGGTCTTTCTCGG
TGCAATGCAAGAACCTCTGAGGAACCACGTCGGCGGCGCAGAAAGTGAGGATGTCAATGG
CAGTGAGGCGGGTCTGTCGGCGTGACGGTACGAACACCACCGCCGGCTTGGATGGGGAGT
GCTTCATGATGGCATGATAGACTGGCTTGGCCATGGAAAGCAGCCGTGTCTGAGTATGAC
TGACGTTGAAACCCTGAATGTGCAGCTCCAGAGGCACAGGTCTGACATTTGGGTGGAAAT
TAAAGGTGGCCGTGGTGCTGCAGCCCAGCCAGTGAGCCATGTCTTTGGCATTGGACAGAG
ACGAGCTGAGGGCGACGATGCGGATGGGACGCTCGATTTGTGAGGAGATGTACCTCATTC
TGGAGCAGATAACCTCCAACACCGGTCCATTTTCTCCACCAATAAGGTGTGCTTCATCCA
CAATGAAAAGGCTGACGTTCTGCACATTCTTTCTCTGTTTCCAGCGACGAGACAAGATGT
CCCATTTGTCTGGGGTGCTGATGATGATGTCCCCTTTCCCCAAAAGCTTCAGATCGGTGC
TGGTCTCCCCAGTTAGGAGCACCACCTTCTTGTTCAGGATGTCCTGGAACTTCTGATGCC
AGTCAACAAAGACCTGCTCAGCCAGTGCTTCCATGGGAGTGATATACACACAGCGGCCTT
CTGTGTTGTGCAGCAGCATTCTGAGAATGGCAAACTCCGCACAGATGGTCTTTCCACTCC
CAGTGGGAGCTCCCACAAACACATATCGTCACTG
>CL12127Contig1
TAGATTAGGAGGATAAGACGATTTTTTTTCTTTTACCTGAAATACTGTTTGTGTGCAAAT
AATGCTGAGCTGGAGAGCCCGGGCTCCGTTTGTGAGCATAAAGCAGTTTAACAGCAGATC
AACATTCTTTCTCTGATCCCACTTCTTCCCCTTTCTGTCTGCAAAACCAATTCACGCTAA
CCAGCTGAGAAACCAACAACCCCCCTCGCCAAGAACAGCCCGGCTTTGTGGGGGACAAAT
TGTAATTTTCTTGCCCTAGTCACATTATTCAAAGCAACTTAGAGCCACGTAACAACTAAA
CGAGCAGAAAAAGATTTAAAAGTATTTTAAATATATACATACTGCTAAAGAAATAGAGCA
ATGGAAGGTCCCTCAGGGGACATGGGGGCACACTTTTGACCACAGCTGCAGCTCTGTGGG
AAATGCCACAGTGCTGAAGTGTGCAGGCTGACAGTTGAGGCTAAGGGAGCAGAGAGAGGT
ATAAACAGGAAGTTGACTTCATCACATGTCTGACTGCAAAGAGAACGTCAGAAACGCAAA
ATCAGAGCTAAGGCGTGGAGCGGCAAGAGAGAGGTGAACTAAAAAATCAGTTTCACTTTC
CTCTTCTGCTACCATTTCCTAGCTACCTTAAGAGTTTTGGTTTGGACATTGGTGCACTGA
GGTTCTTATCAGTGCACCCTGCATGAAAAACTGGGGCATCATTATCTGAGAGTCGTGTTC
CTTCAACATACCAGCTGAAACTCTCTGCGGCGGTCGTAGGCGTTTTGTATGCCGGAGTCT
GCCCACAGGGCCCTGATGGCGGGCAGGTACTCCACAAAGTCGGCCGTTTCCAGCTGGCCG
TTGGCCATCATGGCCGACCGGGTGTTGATTGCCATCACTTTGTCCCCGTGCGTGCTGTTC
TTTGGGTCCCCCCATGGGATGTGCAGCTCTCCCGG
>CL12128Contig1
CTCGCTCTGGTCGTCCACCAGGATGATTTCGTGCAGCAGGTATGCCGGCGTCCGGTCCAG
CACGCTGTGCACGGTCCTCAGCAGGGCGGAGAAAGCCTCGTTGAAGAAGCAGATCACTAC
GCTGGCAGAGGGCAGAGCCTGGGGGTACGAGCGTTTCCGACACTGCTTGTCTCTGGTGTC
GGGCAGCTCTCTGTGGGAGCCCAGACGGTTGGAGATCAGGACGTTGAAGGCGTGCCGATG
GTAACCAGCATCCCTGACCTCCTGATCCGCTTCATTGAAGACCATCCCCATCTCTGGAGG
AAGCTTCCCCTCCCTTTTGGGCGGAGCCACGCGCTCAGACAGGCCTCTGGTGATTGGCTG
GCTGCGGCGCAGCGGGAGCCGGCCCCGGCCGGGCTCCGCCTCCATGGAAAAGTAAAGGAA
GAGGAGGACAGACCACGTGGCGGAGGTGACGAGGCAGCCGTAACAGAAGTACCGCAGGGT
GACACTGGCCATGGCGGCCGAGCGAGCATTGCCTCACATTCCAGCACTGAGTATTAACGG
ATCACATCTCTGACTCCTCCGAAACCCCGGAGTCCCGGTCCNGTTAACGACGTCTGTTTT
GCTCAGCGGCACTCCGGTACGCTGCGGATCATTACTCTCCAGCCACAGCGGCGACATAAA
AACCAA
>CL12129Contig1
ATCTTGGAATTGTGCCGCACACAGCCTGATGTCCAAATAATTTCACAACATCTGGAAAGG
ATTCGTCCTCCTGAAGCCCCGTTATCTTCTGCCGCTTTTATGAAAAACGACGTGAAAATT
CTGAAATCCGTGGAGAACTTCCATTCCTTTCGTACACACAATCCTGAAAGACTCTGTGGA
GAGGGAACGTTTCTTCAGAGAACAGTTTCCAGTAGAATATGGCCCAAACTTTGACAAAGA
GCTGGAGAAACTGCTTTGGGAGTTTCTGATTCGACTGGACCTGCTGCTTCCGGTTCCCAA
CCTCACTCAGAGATGGCAGGTCTTTTCGGAGTCGACGATTACGTAGCAGATTCTGAGGAT
GAAGGGATTAAGAACTTTAAAGGCCGGCTGTTTACAAAGCGCTACTACAAGACCAAACAT
GGGACCTTTGTTCCCACCCTCAGGGAGTTCTGGAAACCCGGAGCAACCCGGAGAAACTTG
TCGTCTGGCAACAGACGCAGGTGAAAGAAAACTACCTTCAGGAGTCTCAGCAGACACGTC
TCAGTGGACTTCAATTGATTTGAATACTCTTAGGCCTTCCACATTAAAAAATCCCAACTG
CTACTATTAGTAAGTCCCTGCAGCTATCCTATATTACCTCCCAGTTTAGTTTAAATTAGA
TTTAATCTGAATAAGTGGTTTGTAATCATGATATGCCACAGATTATAAACCTGATGTTGC
TGTTTATTTGTGGTTTTATTCAGAAAGTATTTTGTATGTATGCTTTGAAGCACACTGCTT
TTATGTATTTATAAATGCAAAATCT
>CL12130Contig1



GCTGAATCCAGCTGGTACCCTGCCTGCCGAGGACTGTTCTCTTACAGGTAAGGTGAGCCA
CAGACGATCATGGGAAACATCTTTGGGAACCTGTTGAAGAGCCTGATAGGCAAAAAGGAG
ATGAGGATCCTCATGGTGGGGTTGGATGCTGCTGGGAAAACCACCATTCTTTACAAGTTA
AAGCTGGGAGAGATAGTCACTACCATCCCTACAATTGGTTTCAACGTAGAAACTGTGGAG
TACAAGAACATCAGCTTCACTGTTTGGGACGTGGGTGGCCAGGACAAGATTCGTCCTCTC
TGGAGACACTACTTCCAGAACACGCAGGGTTTGATCTTCGTGGTGGATAGCAATGACCGT
GAGCGGGTCAACGAAGCTCGGGAGGAATTGATGAGGATGTTGGCCGAGGACGAGCTGCGA
GATGCGGTTCTTCTTGTCTTTGCCAACAAACAGGACCTCCCCAATGCCATGAACGCTGCG
GAGATCACAGACAAGTTGGGTCTACACTCCTTACGTNATCGCAACTGGTACATTCAGGCC
ACCTGCGCCACCAGTGGCGATGGTCTCTACGAAGGCCTGGATTGGCTGGCCAATCAGCTG
AAAAACAAAAAGTGAGGCACCTGAACAGTAAAAAGGGGAA
>CL12131Contig1
TCGGCACGAGGAAACAGTTGAAAGAATCCCGTCAGCTGATTTCTCAGTCTCAGGGGCTCT
CAGCCGGAGCAGAGCCCAGCAGGACTTCACCCGCTGCTTCCAACTCATCTGCTGAGCTGT
CCACAATACAGGAGCCCAGCGCTGCCTCTGAAGCAACAAGCAGAGACTACGGGAGGGTGT
CCAATGGTCCAAGCAATGCCCTGGTGACGCTGAGACCAAACTCTCCAACCACTCATCGGA
GGTCCCCGGCAGTCAGACTGCTTCCAGGAGAGCTGGAGGACCTGTGGGTTTCGGAAACCA
GCTGAGTGCGGGCTACGAGAGCGTGGACTCTCCAACAGGCAGCGAGACGTCATTAACTCA
GCACTCGAATGACACAGACTCGACCACTGATCCCCATGAAGACNAGACTGCCTTGGTGAC
CAAAGGCGCTAGGACTGCAGGGTCAAGGAACACTCAGAATGGCCTGGAGGGCAACACGAA
CGCTGGTGCCGATTTGTAATGTACTTTAGAAAGTACTGTCTTTTTTTGTCTTTTTTTTAT
AC
>CL12132Contig1
TCCCGGTGGGAGCATGCTGATGGAAATCCAGCCCCACAGCTCAGAAACACATTGTTTTGT
GCTTCATAAAAGTCTACTATTGACATTCTGTGAGGAGTAACAACACAAAAACAGTTCCCT
TCTTTCAGTCCCTTTCCCTTCCAGCTCACATGGGCTCAAAGCTGATTCTTAGTCGACGGG
AGAAGCCAGCAGGCTGCAGAAGAATGGGTCAAGGTCTGGTTTCCATTAAGCCCACATGCT
GCTGATTTAGTAGTGGGGAGGAGGGAGCGGAAGGTTTGGGAAAAATACAGCAAAAGTGGG
GTTATGGAGTTGGTGGTAAATAAGAGGAATTAGGGGAGGAGGAGGAGACAAGGAAAACGA
GTGAAGGAAGGAAGCAGAAAGCAAGGATGGAAGCTATTTGAGAGCCAGGGCAATGCTGGC
GTTGCGCCTCATGACCTAGATCATTGGGTCCACTTTCCTGTTTCAGCTCCTCTTTAACTC
CTTCCTTCCTCTGCAGCTTTTTGTGCTGTTTTCCTCCTGCCTCGCTTTATCCTCTCCGCT
CTTTGCCGCAGCTTTTCTGAGATAATGAATGCTCATCTGCAGGATGTGTCTGGCTTTTGT
TTTATTGTTTTCCCCCATTGGGCATTCCACTATCTGTCTGTCAGTCAGTCTTTGCAAAAC
CAACATGTTATTATTGTTACTCCATCATTTGAATACTTATCTTCAAACCGTAAGAAACTT
TTGTTAAACGTGTGTCTTAGACTTAATGTGCATAGTTTTGTACATTTATTCGGTTCGGGT
TTTCCGTAAAAACAGCCGTAGAAGAATATAACAACCTTGATGCATGCAGGGCATGTTCTG
TAAAGCCTGTGCACTCTGGTGTAGAGTCCGTTAAAGAATCACAANAAAACAA
>CL12133Contig1
TCTCAGTGGCAACAAACATTCCTGCTTCCTTGATGTGCTTATAAACGTCTTCTGATCCAG
CAGAGGTGTATGGTATGTCATCATGGGCCACAAAGTCAATCTTGTGTTTCTTGAGAAACT
CTGGGGTGAGGGTCCAAGGGGCGTCTCGCACCACCTCATCAACGTATCGGCAGTGCCTGA
GGGCGTCGTAGCGTTCTTCTTCTGTCATCACCGTGTAGCCCTTTAACTTATGTGTAAGCT
CATCACTGCACACTACAAAAATCAGGTGGGTGTTGGGGAACACGTTTTTGGCCTGCATCA
GAGCTCGAGCGTGTCCCGAGTGGAAAAGATCAAATATTCCATCAGCGTAGACTCTCACTG
GGCGATTAGCTGGTGTTCCCTTCCGTGCTTGAGTAATTGTCAGTTTTTCAGGGGGAACCT
CGGACAACAAGCCTGTTGGCTTAGCGTAGACCGCTGGCTCCCGCAGAGCCCTCTGAGTGT
GTCCTCTTCGGTTGGGTGCGCTCTGTAGCTGCCGAGCATTGTTCCCTCTGCTTCGCCTCC
TTCTCGCCATTTTGAACACTGCGGTGACAGCTGACTGTCGCTTTGAACTTCACCTGCCAC
TCCTTTCCTCCCCGGCCATAAGGCCCGGGTTA
>CL12134Contig1
GNCCTTATGGCCGGGGACTCACTTCTCCTGAAGGATGAGATCCCTGAAACACCTCAAACA
TCACTCCAGGAACAATGTGGAGGAGGAAAGCAGTCACTTGGTGCGGACCTACCCAAAGAT
GACGGAGGGTCACATGGACGTGAGCACACAGACGGAACCTGTGGTTGTACTGTCTCTGGC
TCAGGCTGCTGTTCTTGGTCTCATCTCCCAGAATGAAATATTTGGAGCCACTATTGCCCC
AAATGGCTTTTACACAGGGGAGTCCAGGGAGTGTCCCCCTCCTCCGACTGAGCCTGTTGA
ATATGAGTACGCTGACCAGCTCATAGGGGCCAATGGAGACTACTTGGCTGAGCCTGCTGG
GGAGTTGGAGCCCCAGAACCAGTGCAGTGAGAAAAGGCGGCCCGGGCACCGTGGGAGGAT
AAAAAGGCCGAGGACTGATGAAGACCCTGATGCTCAATTACATACAGCACCAGCTCAGGT
GAAAGGGGAAAGATCTGAGTCGGAAACTCCTCCATCATGTGTTCACATGAACAGCAGGCA
TCATTCGGGAAAGCCGGAGGATCAAGCCGTCCAACAAAGTTCCCTGAAAGAAGAACGAGT
CTGTGGAAACTGTATCTCATGTGTGAGAGAGACATCCAGACCTCAGTCTGACGGACCACC
AGAGCAGGAACAAGAGGGAGGGTGCAGGTAGGGAGGCAGACAAGAAAGAAGAGAAGCTGG
GTGGTTGAAGAAGAACAGGAAGAAGAAGCTCTAAACCTCAAGACAACTGCAGAATCCAG



>CL12135Contig1
TTTACTCTTACTAGAATCCTACTGCTGCAAAGGGGTCGATTGTCAAGTCACCCACAGAAG
GATCAGACTTCCAGCAAGTCTCTGTCAAATGGGATATGGTTCTCTCCCCAAATCAAATGA
GAACCTTTGTCAAAGAAAAATGAATTTTTGTTTGTAGAATTAGACAAAGATTTGGATCCC
CCTAGTGGCGGCATTGGGGAATTCACTTTGGCGCCCCCTGGTGTATATTCCTTGAAGTTC
CAACCTGCAGGCATGCAAGCTTTGGCACTGGCCGTCGTTTT
>CL12136Contig1
GAGGGGTTCGTGCAGAGTACTGCCAGCACGAGTCAGCGCTTCAGGGAAACGTCTTCTCCA
ACAAGCAGGAGGCGGTGGAGAGACAGTTTGAGCGCTTCAACCAGGCCAACACCATCCTGA
AGTCCAGAGACCTGGGCTCCATCATCTGTGACATTAAGTTCTCTGAACTCACCTACCTGG
ACGCCTTCTGGAGAGACTACATCAACGGCTCGCTGCTGGAGGCGCTCAAAGGCGTCTTCA
TCACCGATTCCCTGAAGCAGGCTGTGGGCCACGAGGCCATCAAGCTGCTGGTCAACGTCG
ACGAGGGAGGACTACCAGGCAGGACGCCGCAAGCTGCTCTGTAACCTGGTTGCCAGTGGA
GGGAGCCCCCCTGTGGACAGCCGGGACGCTGTGTCCTAATTCCTGACTGTGACAGAGGGG
AGTATATGAAGAAGCTGTCTGAAAGGAAGTGTAGGACTCCAGCAAGTGATGGAGCCGGAC
GGACACGTGAACTGCAGAGTGGACGGGTTCGACTCCAGTCAAACTCTTTTCCTCTTTCTT
CAAACTCTCCTCATTTTGTTAACAGCTCTGAGATGAAAGTGAACCAGTGTTCAGGACGTT
ACCTGCTTCCTCTGTCCGTGTGTCCTGGTGACTGACGGCGTCGGCCAATCGCAGACCCTC
GTGCACATGCATTGGCCAATCACTCCTGTTCCCTGAAGGTCTCCTCTGTTGACATGTGCT
CGTCCTGACTTTGGTTGAACTTTTCATGTTTGATCTCGGAGCGCCGCTGAGGGTCGCTCT
CGTGTAACCGAATCTTCCACTGCTGTACATTTGACCTGAAAACAAAGTGAACCTTTTTAA
TACATTTAGATGCTCAGCAAA
>CL12137Contig1
TTTTTTTTTTGTTTTGGTCAAATTTATTATGGAACTGACACGTTTCCNGGGATTGTNTTA
ACAGNGACATNTTCCACTTCCCTCCTCAAACAGCAAAGATGTTATCCACTTGACTGCCTT
TTTGACCTATTTAGTGTTTAGAATCTTCACATATTTCATTGATTTTATTTCACTATGCTT
AATCTTTAAATCACATCTGAGGATGTTTTCATTATTGTACATTTTCTACAAACTTTTTTG
TGTGTGCTTTAATTCTGGCATCCTTTACATTTTTTTTTTTACCAGCTGCTGCTCTGGAGA
CCAGATTAATTTAATGCTCCCAGGACATAAAAAGGCATATCATACAATCAAATATGCTTG
TTAAAAACCGTCTGTGGAAGTGGCATTTTACATAATATCTGCAGAAGCAATCACAGGGAC
AGAGGCAGATAAACCATATAGTATAATTATAGTAAAAGACAGAAACGGACGAGCACTTTG
TGCAGCGACATGTAACTCAAAGAGGNGTGAATCATTGGGAANAAGTTGGGTAATTGCTTT
TTTTTG
>CL12138Contig1
CCTACTGGCAAAGAGGACAAGAAGAACTCGCTTTCTTACCTCCTCACCAAAGCTGCAAAG
GCCTTGACCCCAGATGACCGCGACCGGCTGCCCGAGGAGCTTAAGGAGCTGGTCCAGAAA
CGGTGGGAGCTGCTGGAGCAGAAGAAACGATGGGCAGCCATGAGTGAAGAAGAAAAGAAG
GAGGAGATCCAAAAGAAACGCGCAGAACTCAAAGAGAAGTTACGCGAAAAGGCCAAGGAG
AGACGGGAAAAGGAGATGCTTGTTCGCCGAGAACAGTCTCGAAGATACGAAGACCAGGAG
ATAGAAGGTGGCAAGACCCTTCCAGCATTTAAGCTGGTGGACATACCTGAAGGGCTGCCC
AACACGCTCTTTGGCAGTGTTGCAATGGTTGTGGACTTCCTTCACTGCTATGCTGGCCTG
CTGATGCCGAACGACCAGTATCCCATCACAGCTATGGCCCTGATGGAGGCTCTGGCAGGA
GATCGGTCGGGCTTCCTCTACTTGAACCGGGTGCTGGTGGTGCTGCTCCAGACGCTGCTG
CAGGACGAGCTGGCGGAAGGCTACAGCGAGCTGGACATGCCCCTATCTGAGATCCCCCTA
ACCATGCACTCTGCGTCAGAGCTGGCTCGGCTGTGCCTGCGCCCGTGCGACGCCCACGGC
GAGGAGAGCGCCCAGGGGTCGGAGGACTCGGGAGCCTTGGGGGGCTTTGACGACGTGGTG
ACAAGCGAGTTCCTAGAGAAGCTCGAAACGTCTGAGGTGTTTGAGCTGAGCCCGGAGGAC
AAGGTCAACCTGCTGGTGGCGCTGTGCCACCGCATCCTAATGACGTACTCTGTGGAAGAC
CACGTCGATGCGATGCAGCAACGATCCGCCGAGCTGTGGAAGGAGCGTCTGGCCATGCTT
AAGGAGGTCAACGACCG
>CL12139Contig1
TGGGGGGGGGGGAGACGACGACGCAGAGTGAGACAGACTAACCCAGCTTTGTGGTTGGTG
GTGGTTGAGGGGAGAACATCTGCTACATGACGGTGAGGTGGGAGAAACTACTTTCAGAGG
AGAGGTTTTTCAACGAGGGACCTGCATCTGCTGGGAAGTCTGTGACGGATTCTGAGCTGT
GACCTCAGGACCCCGGCTGGCCAGCCGGCTGAGGATGTTCCTCTCAGACATCTGCAGCCT
CACGGCCACCGGAGGTATCCTGGCGATGGTTGCTGGGAGACGAGTGACATCGGCCTTCAT
GTCACTGAGCAGTTCCTCGAGCTGTTTGAGAACTTTATGAAGCACTGCATTGGCAGGCTT
GTTTCCAGACATGGACTCCTTGCTGAGGTGCTGATGGGACTCGGCGAGACACTCTACCTC
ACTGAAGCGAGTGTTGAGGGCCATGGAGGGATGGGCCGGGTCCTCTGTCATGTTCAGGTA
TGCCGCCCTGCGCAACTGCTCCTCGATGACTAGCGCCTGCTCCAATAACTTGAACCTCCG
AGCCAGGAACTTGTTCTTGATCTCCAGGAAGTTCCCTCTGCTCATCTCTCCTTTGAAGGG
CTCGTTAATGATGGCGAACCGCACATCATTCTGAACATCCTGCCATCGAGCGTAGCCATG
TTGTATGATTCCAGCCAAAAGCCAGTAGTCATGGCGACGGTGCCAAATTTCGTAAGTCTT
CTTGGTGACAGTTGCAGCCCTTTCTTCATTCTGCCACAGGGAGTGAAGCTCTGTGAACCC



CCCGTCAGCTATGTGAACATG
>CL12140Contig1
TATTTTTTTTCCAATGTTCAGAGTTTAGATTTCATGATCTGAGTAAAAACAGAAGGTCTC
TTTAACTAAAGCACCAATTATTGAAAACCGCAAAGCCTTCAGTAGGAAACCTAAAGCTGG
TCCATACTTGAGTTCAGTTATTCCACATCTTTATCTGTTTCTTTGCGTAAACTTGTCTTC
TTATTGTCTAACACGTCGGTCTTCACCTGACCCAGAGTTTGCAGCAGGCACATGGCGTCG
AAGCCTTCATCACCAGCTTGCTGCAGCAACTCCAATACTTTCAAACACTTGAAGGACTTC
AGCTCACTCAGGTTCTCCTGCAGGAACAGCAGATAAATGCTGAGGTCGTTGTAGACCGGC
GTGATCACACCTAAAGCCCCGAATCCAGGCAGCATCTCATAAGGCTGAAGGAAGCTGGAG
CTCTGTCGTGCAGGTCCCAGGGCAGCGTACACCACCAATGGAGCCAGAAGCACGTACACC
GCCAGGTTTATGTAGCTCAGCAGCCGAAACACACCCACCGCTACTAGCTTGCACTGCACA
GCAGATGGCACCATGCTGTCGTTCTGCAGCACTCCTGTCCGCAGGTCACAAGGAAACTCA
TCAGTGAGAGAAGCCAGCAGGATGTAGTAGGCCAGGAAGATGCACGCCAACAGGAGAATG
AGAAGAGTCAGGCCCCGGCAAGCCAGGTACTTAACCACTAGGCTGCGAGAGAAGCGTTTG
GTCTTCAGGTACTGCTCCACCAGAGGGTATTTAAAGCAGCCTTCAGCCAAATCCAGAGCA
CTGAGGGTCAGGAGGGAACATGCATGCAAAACGTGAACAGTAANTAGGGGTGTGACGATT
CGGACGCTG
>CL12141Contig1
GGTGCCGTGCTAGATGGGGAGTTTGTCATGCAGGTGAAGGTGAATAACGAAGTTGCAACA
GGAGCAGGACCCAACAAGAAGGTGGCCAAGAGGAACGCTGCTGAGGCCATGCTGCTACAG
CTGGGATACAAGGCCTCCACGGCCCCTCAGAACCCCACAGAAATGGACAACAAAGGGTGG
AACGGACAAAAAGCGCCTTTTACCGAAACGACAAGCAACACCCAGAAAGGTCTACTCCAC
CTCAGCCCTGATGTCTATCAGGAGATGGAGGCCAGTAGAAAGCAGAGTGCCAGCTCTGGG
GGCAACAGCGGCGGATCTGTCAACTTCATGACGTCCAAAGACATGGTCTCCTGCTCTGCC
CCGTTACCCCCTGGCCATTCTTCGTATTACAACAGCTCGTCCTCATCACCCAGCCCAACA
GCTTCAATGGCTAGGGAGCTGCTGCTCAACGGTCAGTCGCCCACCACAGATACGTCGTTG
TCCATGAAGGGAAAAAACCTTGCCTGTGGCGTCTCAGTACAGCCAGCACAGCAGCTGGAC
TACTTGGCTCGCATCCAGGGCTTTCAGGTGCAGTACAGTGATGCACAGAGTGGCAAAGAT
TTTGTGACCTATCTGACCCTCTCCCCAGTGCAAATGACCTTCCACGGCACCGGGAGCACC
CTCCAAGCCAGCCACGATCAGGCTGCTCTAAGTGCCTTGAAACAGCTGTCGGAGCAGGGA
CTGGACCCGGTGGATGGCCCCATCAAGACCACTGAACCATGCGGGAGGGAGGACGGACAT
TAAACAGACTAACTCAGGCACCACCACTCAGGTCTG
>CL12142Contig1
GGTTCTTTACAGTCGATAGCTTCATTGCTTAAAAGGTAATGTTAAATTCAGGAACATTTG
AGAGCAGCAGCTAAAATAAAAGAGGAGCAGATTAAAAACACGGATAAAGCAGTAACTGTA
CGGGCCGGCCAGCTATGGGGAATGGTGGCAGCAGGGTGAACTCAACAGCTGTCGGGATAG
CTGTGGGTTTTGGGATCCTGATCATTCTTTTCACCATTGGAATTGTGCAGTTCTGCTGCA
AGTACAAATGCAAAAAGTTGAAAAAGTGCTGCAAGAAGAAAAAGAAGAAGCAGAAGATGG
AGTTTAAAGACAAAATTCTCACGTAAGTCCATTTTCCCTTTTGAGTGCAGTTCTGCAGGT
TTTATTTCCTCTTTTGAAGCTCTGTCAATGTTTTCCTGTAACCTTTGCTTGCTTTTACAG
AACAGTTGGCATGAAAAAGTCAACTCCTCCTTTCTCGATCAGCGGCTCCATAAAATAACA
GTGTTGTCTAGAAAGTCAACCCACGCCACATACATTGCTCTAGCTAAGCAATTGTTTCCA
GAATATGTGTATTTAGGTGTTCTTGCTTTACTTCATTTTTATGTTTAAACTTAATAACTT
TTAGTTTTTAACTTCTTGTTTTTTGCAAGAAGTTCTGACACTAAACTAGAGACTTTATTT
TGCCAAAGCTGTTTTTTGGTTATGTATCCCAAACATACCCTTTCTTGAAACAGGAAAAAA
AAACATTGATTACATTGCATCTGACTGTCTAAGTGTATAATTTTGTTTTGTTTTTAATTT
AATCTTTTTTAAATTGATGATTAAACATGGAACCAGAATT
>CL12143Contig1
CGGCACGAGGCAGAAGTCCTGGGCACACAGGANAAGCAGATCCTTTTCATTCTTTTATAC
ATTAGAAAGTTAAGGAGATTTGTGTGTCTGTAGCAGAAGTTTTCATGCGATGGGAGAAAG
AAGACTTACAGATTGGAACACTGCTCTCCCTTGACTGCTTTGAGGATGCCAGCACTTGTT
GCTATGGTTGCTGGTGTGGTCCTTGCCTTGCTTGTACCGTTTCAGGAAGATTTGGAGAGA
GCTATTGTCTTCCTGTATGTGATTTAGTGACTACAGGGTCACAGATTTTGGGGTTCCCTG
CCTGTGTTCCTCCCGTTGCTGTCTCCATGAGGGCTGCCATGCGGAACAGATATGGCATTA
AGGGCTCCATCGCTGCTGACATTGCTGCATCTTGTTGCTGTACATTGTGCAGCTGGTGTC
AGATGCATCGTGAATTAAAGCATCAAAAGAAAGCCCCAGTTGTCATCAACATGCAGCAGC
AACATGTTATCAACATGCAGCCTCCAGCTATGATGATGATGCCCCAAGTTGCTATGGCGC
CCCAAGTTGCTATGGCGCCCACTTTTATGAGCCAACCACAGACCATAATGACTTTAAACT
AACATTTTAAGTTGGATTTTTTTTTCAGATTATCTTCCAGATTTATTTAGAGTTTATTAA
AGAGTTGGTCTACACCTGCACGTCTGAAAGCATTTAATGATGTAAATTTGAAAACACAGA
TCTTTGAACTAAAGAAAATACTTTTTCATAAATGTTCTGTCTATTCTGATTTGCCACATA
CCCTTGCAAAATAAAGAAAAACG
>CL12144Contig1
CGACACAAGGAGTATGTCTGCTGTCCGTGAGCCGTGAGTCTGACATAAGTGCGCTGTCAC



TGGCTGTTGAGATGCGACGCTGTCCAAGGTGCTGAACATCTTTATTCAGAGAGAACGGAT
CGAGAGCTAAGGACAGCACGCTTTTACTGACGTTCAAGAGTTTGTTGGCGTTTTTAAAAG
TATTTTCCTGGACTTTCCGGTTTCTACTTAGAACATGGATCTGCTTCCCGCCCAGGAAGC
CGCCAAAATCTACCACACCAACTATGTGAGAAACTCCAGGGCCATCGGCGTCATGTGGGC
TGTGTTCACCATCTGCTTCGTCATCATCACCATTGTGGTCTTCATCCAGCCCTACTGGAT
CGGGGACAGCGTCAACACCCCGCAGGCCGGCTACTTCGGCCTCTTCCACTACTGCATCGG
CAACGCGCTGACCTCGGAGCTCACATGTAAGGGCAGCATGCTGGACTTCAACTCGATCCC
CTCCCCGGCGTTCAGGACCGCGATGTTCATGGTGGGATGTTCCATGCTGCTGGTGGTGGG
CACCATGGTGGCCTTCAGCTTGTTCTTCTTCTGCAACGCAGGAAATGTCTACAAGATCTG
TGCGTGGATGCAGCTGGCCTCAGGAGTATTAATGGTAATAGGCTGCATGATCTACCCTGA
CGGCTGGGATGCTCCCGAGGTAAAGAGGATGTGTGGCCAGAGGACAGATAAGTACAGCCT
AGGAAACTGCACGGTGCGCTGGGCCTACATTCTGGCCATCATCAGCATTCTAGACTCTGT
CCTCCTGGCTCTGCTGTCCTTCACCCTCGGCAACCGGCAGGATCAACTGCTGCCAGATGA
CTTTGAGTTGGATGGAGCAGAGAACCCATAACGTACAGATGGATTCCAGTGTGAAGCTTC
GGATATCTCAGGTTTAAGTGGTAAAAAAAATTC
>CL12145Contig1
TATAAATGAAATAAAGTCACTTAGCTACCCTCCCCATCCATTCATTAGGGGTAATCTTTG
ATTTTTAAAAAAATTATCCTCCAGGAATTCCTGTCGTGGCGCAGTGGTTAACGAATCCGA
CTAGGAACCATGAGGTTGCCGGTTTGATCTCTGGCCTTGCTCAGTGGATTAAGGATCCGG
CATTGTCGTGAGCTGTGTTGTGGGTTGCAGACGCGGCCTGGATCCCGAGTTGCTGTGGCT
CTGGCATAGGCCAGTGGCTACAGCGCCAATTGGACCCCTAGCCTGGGAACCTCCATATGC
CATGGGTGAGGCCCTAGAAGAGGCAAAAAGACCAAAAAAAAAA
>CL12146Contig1
TTCGGCACGAGGCACATATGCATCCCGATCTAATTACCTGCCCTTGACCTGATTGCTTTA
CATCTGAACATTTGTGTGCTTCTGAATCCCCGGTCTTAAAGTTGATAATCCCTGCTTTTT
TTCTCCTCTTTGTTTTTTTTGCTGCCTCTTTCCCTTCATCGACTACTTTTGGCTCCAGGA
GCAGCTTGACGTCGCCCTGTCGAAGACTTGTAAGCACTTTGATGTTTTGCACTACACCAA
GGTCCAGATGGCCTACACACTCCTGGGAAAAACACAGGTTAGTTCTTGGACTGAGGAATT
TTTGAAAATAGTTCAAGATGGTCCTAATTGCGTCATATTGTGGGTTCGTTTGGTTGTAGG
ACTGTAGCAAAGAGGTTTAAAAATTTCTCATCTATTCTTATTATTGTCTGTCATAGGAAG
TTCTTATTACTGGAAAATCTAGTAGATATTTAAAAACTGTCAAATTCAAACATAGACTTT
AAAACTTAAGTACCTAAGGCTTCTAAAAATGACTATAAAACTTGACTGCTTTTAAAATAT
ATTTTAGTCAGTTTTACATTAAATGGTCACTACAAGTTTGTGAGGTTTTTTTTTGTCCTA
TTTGGGAAACCCAATTTAATTGATTCTATGCACAAAAAAGTCTATCATTTGCAAAACGAC
CAAAAAAGTTCCTAAATCTAATTAAGACATGACAAAAAAGATCATGCAACTCTTTAAGAA
CAAATGTGAAAAGAGATAATACAACAATAATGGAAAAACAATGGCTCATAAATTACAAGC
AGGAATTAGCATAGTATTAGAATACTTGCTGGGTTAAGTAACACTTTGGATGTACAGCAT
TTGTGTTTGTAATGCTGTAGTTGTTCTTCTAGATATCTATATTTGTCTCAGGGTTTTCGT
TCAAGTCAGAACATTTTGCTGCTTCTTCAGATAGGAAATTATATTTCAGGCACTTTGAAC
AAGTCCACAGAGCATGCATGCTTTCTTTTGTGTTTCTAATGTACCTTATTTATTTCCAAT
TATGGTAACTGTCAGTCACAGAAATCCCCTAGAAAAAGAATTCAGAGTCTCCAAAT
>CL12147Contig1
GTATTACAGGTTCTCTTGTTCCCAAAGGTTTCAGTGTTGGTTCTACCATAGGTTAACTGG
TTCCTGCAGTGATAGGTTTTGGCATAAGTTCTTTAGTTNCCATACGTGGAAGGTTCTGTC
ACACGTTGTCTTTTACACCAGGTTCTTCGTGGGTTCTCTGGTTTCAGGTTTTGTAACAGG
TTCTCTGTTTTTTGTGTCAGGTTCCTTCATTGATTTTCTGATTCATTCAGTGTCAGGTTC
TGCCCCAGGTTCTCAGGTTCCACCAGCACCAGGCTCTGTCACAGATCCTCTGCTTCTTGC
AGTGTCAGGTTCCTCTGTTCCTGTCTGTATCAGCTTCTATTAGTGGTTCTCTGGTTGTTT
CACTTCAAGATCTTAACACAGGTGTTCTGGTTCCTCCAGTGTCAGGTTCTATCACAGGTG
TTCTGGTTCCTGCTGGATCCTCTCCCATTCTGTTGGAACCATCTTGTTGCCTATTGATGT
TCTTATTGTTGTGTTCCTGTTTTGTCAGTTCTACATTTTTCCTCGTGTAGTTAATGGAGA
AACGAGGAGAACGTGAACGGACAAAGAACCCAAACCAAAGAGAAGCTGGTCTCTGCAGAA
CCCTGATCATGTGTGGTGGTAGTTGGTCCTAGACGTTCTGTAAATGTCAGCATTCTTCTG
TAGTCAGCAGCCGGTGGACCTCAGTGTAAAGCAGAAGGTTCTGAGATGATGGCGTGTGTG
CGGTACTGTGTCGTTGTCTGTTGTGCGTTCCTGTGTTTTGTATTGTGTTTTCTATGCTGT
TTGTTCAACACTAGAGCAGC
>CL12148Contig1
AGTCATCCTTAGATTGAATNTGGAGCAACCGNTTCGATATATTTCNCCAGAGCTTAGTAA
AAATGGGGGGTNGTGGNGATTTTGTCCGTTTGCATCAAGTTACAGGTTNTTGCTCACACA
AANGTGCTTTTAAACCGGATTTATTCAGGCCATACTTGAACTTGTATATATTGTTTNTTG
GCGCGATGTGTTGGCANGACTTTTCCNCCATGTTTNTTTGACCAAAACAAAACATTTGCA
GCATTTTGTTNTTGGGACGTTTTANAACAATGCNCTTTTNTGNGGTTGNGTTTGCTGTTT
TTTCAAAACTTTTTTTTTTTGTTTTCTTACATTCCTTTTTTTATTTTCTTGTGAACAGTC
TGTTCAAACGGAAACCGCTTCTTTGTGGGGCTNGTCTGTGTTCTGCAATTCATATATTGT



ATTTTTAACTGCACAGTACCATCTCAAGTTTAAAACTGTACTCATACAGATGGATACACA
CAGTCTGTATTGCATAACCTCATAAGTCACTGCTGAGATTCTGTTTTTTGTTCTAAAACC
CAGGTGTTCACACAAAGACATTGTATTATAAAGACACAAAACTGGTTAAAAGCACTGCTG
AATATAAGACATCTCTACAATA
>CL12149Contig1
CCCCCGGTGAGTGGTTTGCATAAATCAAACCCTCAGGGGTTTCATCAGAGTCAAACAAAC
TGACATCAAACTTAAGAAGGAAGAACAGATTTTCATCGACCAGAATGATGAGAGTCAACG
GACAGATTACATTGCAGTGATCACAGATGCTACAAATACCCAAATCACAGATTACATTTC
CTTATTTGGTCGCAAACTTACAGAAGCTGCAAATAATGTTAACAAAAAAAGGCAAATTTG
GATACTGCATTAAATGCATCAATGAATTAATCTGCACAATCAGCATCGTATAAAAATAGA
TCTCTGGTGAAACACAGCATGTGTGATGCTGTAAGAAATCTTTTGGAAGAGTAAAGACCT
GAGTAGTATTGGCAATTCACACCAGACTGGGTGATCCATTCTTTTCTGCGAAGGACAGAG
AAACTGGACAGAAACATCTTCATCTTTGGTCTGGGACCCAGCTGGCACACAGAGAGAACA
AAAAGGCTTCAGGAGAAAGGCATTTTTCTGGATAATCAGCTTCAGGATGGATCATACCGA
GTCCATCCAGGAGGTGGGGCTAGGTAGATCCTCCGTCCTCTGTAGAAGAAGCTCACAACT
CCTCTGTATCCTGCTCTTGGCACTCCAGACTTCAAGTCATCCATGATTCCCAGGTTTTTG
GCCAGCATTTTGAAACTGTCCTTACTCGAGTATTCAAGGCGGACAGGGCCAGATCCCTTC
AGTTGGCCCTGTTTCACTTCTTCGTATTTANCAAAGGAGCGCTGTAAACTTCTTTCTGAA
A
>CL12150Contig1
GCTCCGACGAGCTGACCCGTCATTTCCGGAAACACACCGGACACCGGCCGTTCCAGTGCC
ACCTGTGTGAGCGCGCCTTCTCCAGGTCTGACCATTTGGCGCTTCACATGAAGAGGCACA
TGTGAAGGAGGACTTTGGATTCCTTTTTTTAACTGCGTCTCAACTGTATTTTTATTTAAA
TGCTCTCCACTTGGCCATTTTTATATATTATTGAAGAAGTTTTAGTGTTATTTTGTAATA
ACGTAGCTGGTACTACTTTGGGGGTATAAAAAGCTTTAGAAGTTTGGTTTGCTTAAGAGC
AGGCGGACCGTGAAGGGGCTGGCCCTGTGTATCCTCTCTGACACAACTGGAATGCTGTGT
TTGACACAAACGTGCCTTTCTATGGCTGTGCTACTGTAAAAGTCTTTGAGACGGAGTGAC
GTGGCCTCAGAAGGCCCCCTCGACAGGCGGAGAAGCCCCCCAGGAGGCTTCTCGCGCGCA
GAGACAACGTTTCTTTAAACTGCCTCAGTGGCGGAACCGCCTTCCACATGGAACTGATGT
GGTGTGAGAGCCTTTGGATCCAGCCTTCCTGTCCACGAGCAGGGCTCGACGTCCTGTGCA
TTCTTTTTTACCTAAATTTATACAACTAAGATAATGAGTTTTATACTGTAAAATGTGTAT
TTATTGTAAATATTAAAAAGATGGATCTGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
CAT
>CL12151Contig1
ACGGCGTTAACCCGGNCATTATGGCCGGGGAGCGTTAGCTTGTGATCAGAAGACGGCGGT
GTTTCGTTATGACGACTGTGAGTTTTTTTGGATAGAAAGGACGCTGCGTGGTTGGTGCTC
GAACTTTCAGCAGTTTCCAAAGTGCCGTAAAGACAACGTGGCTGTGATGATCGGAGCTGC
AGTGAAGGGGACGGCGGTGTTTGTGTGAGTTCCCGCGGAAGATCGGAGCAGCTGCAGGAA
CCTAACCATGTCTTCACTTCAGTCTCTGAGAGAACTGATCAGGGAGCGACTTGCTGCTGC
TGCCGAAGAAATCTTCCGACTCTGTGAAGGAACCATCGTCCAGTACGAGGAGGAGATCCG
TCAGCGCAGACTGCGGGATGTCATCTGGAAACCACAGCTTTGCCTTCAGCTGCACAATAT
AGACCTACCCCAACATTTTCTGAATAACCAGGAGATAACAATCCACACTTCACACTCTTG
TGAGAAGCAGGACGAACCAGAACCGCAACAGGACAAGCAAGAGGAACAGAACTCTCCTGA
AGTAAAAGTGGAGCAAGGAGAACCCTGCATCAGTCAGGATGAAGACCAGCTTGATCTGAA
ACAGGAGGAACCAGAACCACAACAGGACAAGCAAAAGGAACAGAACTCGACTCAAATTAA
AGAGGAGCAAGAAGAACCCTGCATCAGTCAGGATGAAGACCAGCTTGATCTGAAACAGGA
GGGACCAGAACCACAACAGGACAAGCAAAAGGAACAGAACTCGACTCAAATTAAAGAGGA
GCAAGAAGAACCCT
>CL12152Contig1
GGGATCCAAAATGGTCCCATTAACTCCGCAAACGTCTTCCTGCTTTACAGTTTTTACTTT
ACAATGATCTGTTTGTTTGTTTTACGCTTCGCAGATTGAAATTCTCTTCTCGTACTACGA
ACAGTTTGTCTGTCAGCTCATGCTTTTGAGTAGGCAGCTGGGGTATCAAAATTAATATGG
CTAGTAGTCACGTGGTTTTAACATCGGGGGCCAAACTATGGAGATCTTTGCCTTGCCTCA
CTTCAGAGCTACGTCTGGATCTCACTCTTGCCTGTGGACAATCTTTCCGCTGGAAGGAAA
CCGCAGAGGGACACTGGACTGGAGTGATGGGAGGGCGGGTGTGGACTCTGACTCAAACCG
ATGACCGACTGTGGTATCATGTCTACACAAACCAAAAGAAACGGGGAGGAAGGGAAAACA
GAGCTGAGGAGAAACCTGAAGGTGTTCCGAATGTGGAAGAGGAGGCACCAGCTGTCACGG
ATGAGCAGCAAAGCACCATGGAAGCAGAGATGCTGAGAGACTACTTCCAGCTGCATGTGA
AGATGGAGGATTTATGCAGGCACTGGGGAGCAGCAGACCGTCACTTCAAAAACACTGCAG
ATGTTTTCACTGGTGTCAGAATGCTGCGCCAGGATCCCACAGAGTGTCTGTTCTCCTTCA
TCTGCACCTCCAACAACCACATCTCTCGTATTCAGGGCATGGTGGAGAGACTGTGCCAGG
CTTTGGGGGCTCCACTCTGCCAG
>CL12153Contig1
AGCGGGCATGACCGCTGGCAGCCACCGTACCTTCCTGCGTCACTGCATCAGGCTGCGCGC



ATCAAACTAAACAACAACTCTTTTTTCCCCCCTGCACCGCTGCTCATACAGAAATATGAC
CGAAGCACAGACCACGGGATCAGCACGCCGGTAAACAACAAAACGGAGATGCCATGGCCG
AATCCTCGACTGCGGATGATGTTTTTGACAGCACGTATATACAGAAAAAGGGGAAGCCGC
CTATGGTGTTTGTGTGGAGAAACATCATCCTGATGTGTCTTTTGCATCTTGGTGCACTTT
ATGGACTGGTTCTCGTCCCTTCCGCATCGCCTTTAACACTTGCATGGAGTGGTGTGTGCT
ATTTCCTCAGTGCTCTAAGTGTGACCGCTGGTGCTCACAGATTATGGAGCCATAAAACCT
ACAAGGCTTCTTTTCCCCTCAGAGTCTTCCTGGCTCTTTCCAACTCCATGGCGTTTCAGA
ATGACATTTTTGAGTGGGCGAGGGACCACCCGTGTCCATCATAAGTACTCTGAAACCGAT
GCAGACCCCCATAATGCCACGCGGGGGGTTCTTCTTCTCCCACATTGG
>CL12154Contig1
ANCCCCCCCCCCCCCTGCGGGGGCCGTCCCCCTCCTTCCAGCGGTTCCTGTGGAGGACAT
GGAGGTGGCCTGACGACGTTCCTCAGGGGAACCTTCCGTTCTGCAGCTTGGAGGGTTCTG
GGCCTGGTCTTTCGGACCGGTCCTTGATGTTTTACCATAAACCACAAAGTTCTGTCCTGA
TTCCATGAAGACCTCCTGAGCCTGATCTACCCAATGCTGGGGGGCATTCTGTTCTCAGGA
TGTTCTTGGGTTCGGCTGGGGGAGGGACCCTAAAGGGCTGTAGTTCAGGTTTGGACTTCT
GAAGAGCTGGATGTTCACGTGAGCCCCCACCCTTTCAGGGGAGACTCACCTGTAGTGATC
TGTTCCTGAGGTCCTCGGTCTTTTCCAAAGGGGGGGTCTTCACAGTTTGCCTCAGTTGGT
CCGGCAGCGTTCAGAGGGACCACCAGGAGGCACCACCCATTCCAGAAGTGCCTCCCGCTT
CAGACGTGGGGCTTTTCAGTGTTCTCAAATGTTNCTACTGTTGTTTGAGCTGTAAAGTTT
GGCACCGTTAAAAAATAAAGTTTGTAAAGGTCTGGTCTGACANCNNNNCAAAAAAAAAAA
AAAAAAAAA
>CL12155Contig1
CATCATCGTCTAAAGGTTCCATGNTTTGTAATATTACTAATTGTTTTGTTCCTGCACTCA
TGATCACACGTGATAACGAAGCACTTCACCGCGTAGCCACACTTTGAGAATATTTTGGCA
TGGACATACTTGACATGAGACACTCCTGAAGACAGAGGTTGTAAACTCAGAACCGCTGTT
CTGTCCGGTCCAAACACGGTTCTTTATTCAGCAGAATGAGACCAACAGAAGGCGGAGCCT
CGAGTTGAAAATGCATGTATCCAATAATAACTGAGAGACGGGAAAACCTTCCTGTCACGC
TGAAGTTCTTCAGGCAGCAGGAATTTCACCCACAACCACCTTGCTCAACAGTATGAAGTG
ATGAGGGGAGAAGCAGCGGGCCTGATGCGGCTGCATCTCCTGTCGGGTCCAGCGGCGCCG
GAGGCTCCCAGACAGGAAGCCTGCCGCCGTCACGGCAGAGGAACGAAGCGTCCTCATCGG
TTAAGGACAGAGAACAGACTCAAAACCACAATCACAGCACAGCAGAGGAACCCGCCACAG
CGTTGAAGGGGGGGGTCAGTACAAGCGTGGGAGGGCAATGACATCATCCACACAGCAGCG
TTGGACCGCCCTCTGGAGCGTCTCCATGGATCAACGGAGGCCCCCGCAGGCTCATCCTGC
TCCCCTCTGGAGCAGCAGTCCGTCGCCGTGGCAACCAGCCGGCCGCTGCAGGGCTGGCCT
GTGATCCAGACAGGCCGGGCCAGCGGGCCTCACGGCTTGTGTTTGAAATGGGCTTCCACT
GCGTATTCCTGCGGCCGCATGGGTCGGTTGATGACTCTCTGGAAAGCGGAGATCCAGTCT
CGCTGCTCGGCCTCCGTCTCGCAGGCGAAAAAGGAACTTCCT
>CL12156Contig1
CTTCAATCCAATTCTTCTGAGGCTGCTGTCCGCGGGGAATCACAAGACAAAGGCACCATG
GGGTTTGCTCCTTTTAGCCCAGATTGTGATTTACAGTGTCGCCTCACACATACACACACA
CACACACACACACACATGCACTCAAACTTTGGCTCATAGAGCAGAAAGAGGCGACATGAC
CTTTACATTCTTTGAGAAAATTATCCCAACAGTCACTTCTATCGGCATTTCTCACCTTTA
ACTCCCAGCAGTCAGATTCTGCACATTTTACCGTCCTTCTGTCACATTAGAACTTCAAAC
CCATCGTCTTCATAAACTCCACTTCACTCTTGACAGTGCCAACCCCCACCCCAAACTCCT
CCTGGAGCTGCCGTGAGTCACAGGATCCGGACAGATGCTGGCACGACTCCCAGTACCATC
GGCGCTCTCATCCGATAAAGCAGCACAGAAAATAATCAGCAGAACATCCCATAATTGTGA
AAGTGGGAGCAGAA
>CL12157Contig1
TTTTTTTTTTAAGGATGTATAATTTCTTTTATTTTGAAAGTCTTTGAGAATTAAAATCCT
ATTTTAACACAGTCTCTAAAGATCTCATCTTAAATTCATGTCAGAAATCAATCGATTGCA
CAAATACTCAATTTACCACTCAATATGAGCCTTTTATATGATCTAATCCTCCATTCTTTC
TTTTTTTTTCATATGCTGCTTCATTAGGGCAGCATATATTGTTGCCTGAATTAAGGTGCT
AGCTTCACTTTGCATTTATGAAAAGTGGATTCCTGCAGAGTTGAACGCATGCAGCAGCAC
CATAAAGTCATCAATATCCATTGATCTGGCCCTCTTCTCGCTGAAGCCAGCCTCCTGCAA
AACACTTTCTATCTTCTTGCTGATGCTGAAGTCGACTGGGACGTCCACGCTGTGAACGGA
GCAGTGAATCCTGTAGTTCTTCTCCAGCAGCTGCTCTACTGCTGTGGATTTGAACGCTGC
ATTCAGGGTTTTGTTCTTTCGTACAAAAGCTATTCTGACCAGACCATCCCACTCCTGAAA
GTTCACGGGAGGAGGTGGGTTTTTTGGCTCTATACGGACAACGCTGGACTCCACTTTGGG
AGGAGGCCGAAAATTATTCTTCCCTACCTTCATGAGGAGATCGACTTGGGCCAGGAGCTG
CGTGTTAATGGAGAGC
>CL12158Contig1
GAGGCCTTCACCCCCTCCTCCACCCAGGCTAATCTGATGCAAACTGCAGATTACTTGGGT
GGGGACTTCCAGACACCCTACTTCCGCGATCAGAATCTAGGGTTAATGGGCAAGATGCAC
AGGCCTGCTCTGAGCAGGGTGGGTCCAGAGGTTGGGGATGGCAGAACCGCTCTCCTNCCA



GCATCCAGGGTACAGATAAGCTATGGCCTTGTCTCTGTTTCCAACCCCTTTGTTTTGGTT
TAGTTTTATGAAAGGAAACACATCAACACAACCCTAGTGATACCTTAAAGGACAACTAGT
ATTGAGGAGGTAAAATAATATATTAAATGCAGAAAGGTAGTATTTGTCCCCCTCTTTTTT
TTCCATCTTGCAAGTGATCAATTACCATATTGAGTGCTTCTACCTATAACTTGAGGTAAC
TTTTGTGTAAACATATGTACTGCGCCCTGCTTTGTCCTCCGTCATAGTTTTGTGTGCCTG
GATCTTAACAGATGTTTTATTTCTGCAGCAGATGTGGCAGTAAATGTTTTCATGCACGTT
AAGAAGGAAAACCATCCCTCGCTGATGAGCTGCAACACCAACCGTGGGATAGACTTCCTC
TGTCACTTTGTATTTTCTTTTTTTGAGCAGGACCATGTCCAAGCTTTATGGCTACGACTA
GTTTTACTTGACTACACTTG
>CL12159Contig1
TTTTATGTCTTTAGGAGGAAGCTCTCACACATTCAACGACAGAATAAATAATATTGAAAA
GACAGTAACAATTCTAAAATTCTTTAAGAGTTGCGCCTCANAAGACACTAAAAGATAAGC
AGGTTTTGCATTTTTTTCTTATAAAGAGCAAAATAAAATAAAATACAACTTGTGCTTGAC
ATTTTCATTGGAAATGTGGCTAAACAGAAAAACCTGATCCGTGCTTCAAAAGCAGCTAGA
AAAGCACATTTAAAAACTACACAGAAAAAAAAACGATCATTAAAAAACAAGTCGTAAAAC
TGAAATTCCTGGCAACACTCCTCTGCTGATGCGCCGCTCCTCGCTTATGCAGTCCCAGCG
GAAAAGATGAGAAGTGAGCTAAGCAGGACTGAACAGACNAGAACATCGCAGATCATCTAA
CCTGCTCGGATATCTACATTGAAGCCATTCGGCGACCTTTCAGCAGGCAAGAGGACCCTT
TCTGATATTACAAAGAAGTGGGGGAACGACTATTTACNAACTAGGCTTCTCTGTATTTCT
TTGGTCAGTCTTTACGTGGTGTGTAAAGAAACATTTACAGTGTCTCAGTTAACTCGAGCC
ATGCGCGTTTCCTCTCTTAAGTAGTTGAGCATAGTCTGGACCAGTTCTGGAAGATCATAG
TCGTGTTTCCAG
>CL12160Contig1
GGGAGCCTTCGCCCTGCTAATGTGAGCATCTTCAGACGGAAAACGCTTTTCTTCTTCCAA
TGAAAAAGAAAATGGCTTCCTTTAGTGTCACAAAGTTTACAAAAGCGTTCTAGCAAACAT
TCCCCTGAGAGGAGATGAAGGTGCAGCTCAGCATCTAGAACTTCCGTTCCTTCTGGTTTG
GTTTGGGTTCAGCAGACGTGCAGTGACCGTCGCTTTTTAGTTTTTTTTTTCCCCCCACTA
CAAAGCTGCAAACGGGAAAACCCGGATCCTTCCTCAGTCTGAAAGACCGGCTTGAGTCTT
CCTCCTCAAAGAAACTGCAGCAGATGATTGCCGCTCCGTGTTTCCATGGAAACCTCTAAA
AAAAGCCTGATTTCACCGGCCCAAATGTGAGGAAAGAAGATTTTCTACGCTGCAAATGTT
GCTGAATTTCCTTTGATATTTATTAAGCTGAGGCATCTAAACCCGACGACGCTGGATGCT
GCATAGTTACCGGCATTTATTTGGTTTTGTTTTTTTCTGGATGCCAAAAGATTTCTGTTG
TTTTTTAATGTTCAAGAAAAACTTGTGGGTGACGTTTC
>CL12161Contig1
AGGATTAGCTGCGGCATCGACCGAGTTGTTGGCCGACGAGGGCGAAAATCTGCACTTCGT
GACCGCCACAGCGGAGCCAAAGACACTCTGCTGCGCGCGGGGGGAGCTTAGCGGTCGCGT
GCTCACTCTGTTTTCGATGTTGAGAGTCGTAGCGCAACAACATGGCGTTACCAACGAGCT
TTAAAGTGACACATAAATTGTCGTCATTTTTCGGTGTGGACAGAATCGATTTTTACAACT
TATTTCATTACCTAGCCCCTCTCCCCTCCCCTTTTTCTTATCCCAGCCACACACTGCCAT
GTGAGCGCTTCAAGGTGCCGTAAGAAAGCTCTGTAAATTCGTGTGTCAAGCTTGGCTTGT
TCATTTTTATACAGCGCCGAGCGCGCGCGTGTTATATAACCCACTGGCTCGGTTAAATGA
TTCCCCCCCACCAAACTCAATTCACTTCGGGCGAATGAGGACGTCGCCGCCGTCATGTTT
TATGAATTGGGGGAAGCCGGCAGATGGTGGACGTGGAGGAGCCTCCACCTCCTCCCGCAG
CGGGCAGCGGCTCCTGGCTGCGTGCAGATTACAGGAGGGAGGGGGAGGGANGGGGGGGTA
AGGCTTGAGCGCGCGCAGTGGAGATGGTGGAGCTGCAGGCTGATCTGATTCTCCACTGAA
GCTCTCGCGCTTACATAAGCGGGGACAGCGAAGGGACGCCGGGAAATGAAAGCTGCCCCC
CCCTGGATACCATGGCAACAAATCATCAGCTTTCCTTATTATCTCCTACCCTAGCGTTTA
CTTTTTTTGTTTGCATTTTCGTTTAGTTCCGTTGTATTCTCAATTTTGATGGTTTTAGGT
GGAATTGTCCATTATTTGAATACAAGGCCCTGA
>CL12162Contig1
TTTTTTTTTTGATGTTTACCAATATTTATTATTCGCTGAAATGTCTCATGTAACTTGTAA
GAACAGAAACTGACATTAAAAATCTGACATCTTGAGGGTTGGTTGTTCTTTTTCTTTTCT
TTTTACAGAACATTTGGCCAACAGGTGAACCTCAAAACTCTCACGATTGGAAAGTGTTGG
GGAAAAAGTTCAACCTTTTCATAATTCCTGTGATATGTTTAAGCCAATGCTTTAAAAAAA
AACTTTAAAGAATCCTGAGGGTACAGTAAATAATAATTTATCACACACTTCCTGTGTGGA
TTCACACATTAAAACATTCACTTTTACTTTGAAGGGGGCAGGAAGCTGTTTTGGGTTCAA
AGCGTTTCTTTGAGACCGAACTGCATCCCAGAAATGAGCGCAGATCCATAAGATGAACAA
CTATGATTAATGTGGAGTAGCTGCTTTAAAACCCCCATGGTTTGTTTTCCCCCCGCCCCT
CCCAGATTCATGTGTGGCGAGTTCAGAGTTGGGAGGGGCCGCTAGAGCAAAAGTCCGATC
CAGTCCGCCGTCTGGCGGCTCGGTGGAGGTTTACCGGAAGAGGCGGTACATCCGCGGCAG
CCGCCCGTCTTTGCTGGACAGCGCGGCCTGAATGTGCTCGTAGGAGGGCAGCTCGCTCAG
GTCGCCCAGCGCCGCCACTGCAGGTTTACCGCGCAGCATCTTGGTGGTCACTCTCTTAAT
GTCGCC
>CL12163Contig1



GCACGAGGGTTGCATCCAAGTGTGACAATCCTCCTTATTTATTTGTTTTCCCCCAAATAG
ACCGAAGAAAGCTTTGGTTTGTTTGTTGCCTGCAGTAGTTACAAACGGTGATCTTGTGAG
CGGAGTTATTAGCTTGTGAGGGTCGAGTGCGATTCCCCCTCTTCGTCATTGCATTCTGTC
TGTCTGTCGGTTGGTGTCATGTGACGAGGGTGTTCAGTGTGACTGCACAGCCTTACATTA
CTAACATTCATGTACTGTCTTGAAATGGAAAGGCCAATTATTTATTTTAATATTCTCACT
CTTGAAAAGGTGCTTTGATGTAATTTATATTTCACGTTGATTGCTGAAACTAGTCAATGA
TTTTGTTTTTGTTATTATTATTTAATGGGACAAAATGATATTTACATTGAGTATTTAATT
TTTAAACCTTTGAAATTTTATCCAGTTTTAAAGTGTTGCAGAGAAGCTAGTTCCTTTTTT
TAATTGGCTGTTAGTCTGACTGGAAGTCTGCTGTAGAAATGTATAAATGTAGCCTATAAC
ATTAAAGACACTTAATTCTTTTTATGCATCTTTATCTCTGACTTTTTATTTCATTTCCAT
GAGTGTAAGTTATCATAAAAAACAAGTATATTATATTTATAATACGTTCAAATTGATGCA
ACGCATGGTTTAGTGGTGTTTAGAATATTTAGGTGTTTAGTGGTATTTGGATGACATTTT
AGGTCTTGAAAAGTCTCAAGCATAGGTTCTGGTTGGCAATTATTTATAAGAAGCAGTAAA
TGTTTATAATGTTTATATTGGTAAAAAATAACATTAAAGAGCATTTT
>CL12164Contig1
AGATCTTTATAATTTTTGAGTCAGAAGACAAAACAAGGTCCAAATGAGTTTGAAAGTTGA
GAGAAGTGATGGGCAAGTTGTATAGGTGGTCTTTGACCAACAGCGGGCAACTGGACCGCA
GGTCATAAAGCAGCACCTGCCCAGTGCTTGTGCCAACTCCCATCGTGAGGGAGCCGTTAA
ACTTAAGCGCACTGATGGAAGGCAAACTCTGAACGTCTGTTCCGTCACTAAAGCTGCTCA
GGGCACAGTCCAATATCCCCACTCGGTTACGAACACGAGGGTCCCAACATTCCACTTTGC
CATCAGAAGTTCCTGCTGCAAACAAATGATGGACGGGGTTGATGTCGCACACATTGTTCT
CCACAGCATCAGTCTGAAGTGAGCTCAGGAAGCGTCCCTGTTCCAGGTTCAGCCGGTAAA
CCTCTGAGCTCATTCCCACAAAGTAGAGGTCACAGGACGGATGGTGGTATGAGAAATCCC
GACCAAACTTTGGAATTCTAGTTTTGTAATACTGTCCATGCTGCGAGTGGAATTCTACAT
AGCGGTCACAGTGCAGGAAGACCAGCTTAGAGTAGTCGTCAGACAGCATGTCAAAAGCTA
CAACGTCAGAGTCTAAGCAGCGCTCAAACTTCAAAGACAGTTGGTAAGTGTCATAGCAGC
GTATCCTCGGCTTATATGTACCGGTTGCCAAAATGTATTGACCGTCCCTGGAGACTTTGA
TGGAGGTGCAGACGGTGGGCATCTCAAAGTCCTGGATGAGCTCAATCCTTCGCTGCACAT
CCACATCCTTCTTCTGCAGCTGCCTCTTTCTCCGGTCCGACAACCACTCCGGAAGGGACT
TTCCGTAGCTTAAATTATAAATCTTTACATCGTTTATGCTGGAAACCTGCATTGTACTTC
AAGAAGAAGTCTGTTGTCACTCAATACAGAATTATAACCATGCTTCAACCCCCGGCCATA
AGGCCCGGG
>CL12165Contig1
TTTTTTTTTTTGACCAGAAGCATTGAAAACTTTTATTTCACAGGGTACTTGGATGGATTT
GGCAGAGAAATATTTTATCTGCTTCAAATGTCCGTCCCAACGGCTCCTCATGGGGGAGCA
GAGGGAAGACCAGCCGTTGACGGGAAGCGGACACTTCTGCTGGTCCTCTGAGTTAATCGC
CGCCAGCGCCTCCTAACTGTGGGCTCACACTGCAGACAAGTCCACACGGGAGCAACCAGC
TCCCCGATGCATTCAGGGAAATCCGCACTCGGTGTTCTGCACAATTACTAGGACAGTTTT
TACAAGTCAACTGTGAACATCTGCTTAAAATCACTTGACCAAAAATTAGACAACGTCCAG
AAGTCTATAAGAACCTCCACTCCATGTGCCAGAAATGTGTAGCATGTTGTTGATGTCTGT
TGTGTATTGCTCCATTTTGTGTCTTGTTGCATGTTGTCTTCTGTTGTCACGTGATGCTGC
GTGTTGTTGCACGTTTCTGCACGTCTGCGTGTCGTCGTCTTCGTGAGATTCCGGTGCAGC
AGGAATATTTCCTTTTCTGAAAAGAAAACCTGCACGGATGAAGGACCAACAGAAACCAAC
AGTTTGTCATCTGTGTCCCAGATACCCTGAGAAATCTTCCTCCTCTTCTTCCTCACTCTG
CAAAGGAATGTGTGCACAACTGTCCTCCGTCTCCTCCGCATGCGCTGGGTGAAGCAG
>CL12166Contig1
TTTTTTTTTTCCTGGAACAGAAAAGGTACTGTTTGGGATNTGATGTGTGAAGTTCTTTTG
TCTCACAGTGAACACAGAAAATATCAAAATATACATTTGAATTCTTACACAAATAAAGGA
ATCTTCAATATTCCTTCTTATAGACGTGACGAGAGTGAAGGACCGTTTTAAAAATCTACA
TCTGTCGGCATTAAATATAAACAACCTCTTCAGAAAAATAATCTTTATGCAGATTTGTGG
ATGACGGGGTCGTGTGCTCCTTCAGGACCATGCCAGCAGGGCGACGGCTCGGAAAAGGCT
TACCTAAGTTAAGTGGTTCATTCATTTAACTTGTGATACATTCACTTGAATGACGGAAAA
TGAACATTAGTTTTCATTTTTCCCGATCTTTCACTCTCACATGCAGGAGTCGCTCTTCTC
CTGTCCTGTCCCTGTGGTTCTCCTCTGAGTCACATTGGACATGCCTCCGTTCGCCGCTGG
TGCTCCTCCTCTTCCTCGCGGCTGCTGGAGCAGTCCATGGCCTCCCCGCTGTCCC
>CL12167Contig1
CTTCAGCCGCGTTTAACCCGGGCATTATGGCCGGGGGTCGCTGCTGGTCAGGGGAAAATC
GGTGTAACCTGGGGGCTAGCTTTCATTATTTCGCTAGCAGACAGGCTAGCAAAATAAAAA
GCAACTAACCATGCCGCGGGAAATTATAACTCTTCAGCTTGGACAATGTGGCAATCAAAT
CGGGTTCGAGTTCTGGAAGCAGCTGTGTGCTGAGCATGGGATCAGTCCTGAGGGAATCGT
GGAGGAGTTTGCAACTGAAGGAACCGACAGAAAGGATGTCTTCTTCTATCAGGCTGATGA
TGAGCACTACATCCCTCGCGCTGTACTGTTGGATCTGGAGCCTCGCGTCATCCACTCCAT
TCTCAATTCTCCTTATGCAAACCTGTACAACCCCGAGAACATCTACCTCTCTGAGCACGG
CGGAGGTGCTGGTAACAACTGGGCCAGTGGGTATTCCCAGGGAAAGAAAATTCAAGAAGA



CATCTTTGATATAATTGATCGAGAGGCAGATGGCAGCGACAGTCTGGAGGGGTTCGTTCT
GTGTCATTCCATTGCTGGGGGCACTGGCTCCGGCCTGGGATCCTACCTGCTAGAAAAGCT
CAATGACAG
>CL12168Contig1
GACCAATGTTGTGAAAGTTGGGAATGGAAGCCAGGAGATGGTAACTCAGGCAGCCACGGT
TGCCATGGACACAGCTGGGACGTCAAACAGCATTGCAGGTAGCTTGAGACGAAAACGAGA
CGCTCCATCCAAAAAGAGCCACAAGAAAAAAGGAAAGAAAGACGACAGAAAAGACACAGA
CAGCAGCAAAGAAAACCATGCTGGTAAGCATGGTCAGGAATCTACTTCTTCAGGTGAAAG
CCATGAAAAGGTAACCAATGGCGTTGTCGGGGCAACAACCAGTAAACCCACCACCGCCGC
CGCCTCCTTCACTGCTACAGGCACCGCTGCTGTGTCAGACAGCACCTCTGCAGGGTTCAG
AAAAAAACGAGAGGCTCGGTTCAGGAGGAGTCCAGACAGCAGAAAGGGGAAAGATGAGAG
TAAGGAAGAAGAGGAAAGCAAAGAAGAGAAAGATGGAAAAGGCGGAAAACACAGCCATAA
ACCTTCTGAAGTGGGAAGCCACAGCCAGGCTCCTCATACGGAGACGACGGGCTTCCTCCA
CGGAGACGGAAAAGGACAATGACAAAGATGACAAAAGCAAAGAAACCCAGGGATCTTCTT
CTCAAGAGGACCACTCCTACAAGCCTTTAAATGGATCCGTCAGCTTTTACGGCCTCTTCC
AGCTGTCCGGCAGCCTCTGTGATTCTGGCAACAGCGGGTCCAAAACCGAGTGTGGCACAA
AGTGCTCAGCCTTCATGGATGACGACATAACTGATGACGCTAAATGCTTCGTGGAGAGTG
GCTACTGGAGATCAATTCTGAAAGAGATCTCCAGCAGCTGCCTCAAGCAAATGGACACCT
ACTTTGCTGGATGTCAATAAGAAACTCCACAAATCCAGTTTCTACCTTTTTAAAAAAGAC
TTTTATTTTCCTGTCATTAGAACTGACATCCTTTGGTGTTTCTGTAC
>CL12169Contig1
AGGAGACGCTGCGTCGCCCCCAGGNCCTAAGTCGTGGAGGGGAGATGAACAAAAAGAAGA
TCCTGCGCATGATAGTTGTGCACCTTTTCATTTTTTGCTTCTGCTTCATCCCCTACAATG
TCAACTTGGTGTTTTACTCCCTGGTTCGCACCAACACGTTAAAGGGCTGCTTCGCAGAGT
CCGTGGTCCGAACCATCTATCCAGTCGCTCTCTGCCTCGCTGTGTCCAACTGCTGCTTTG
ACCCAATTGTGTATTACTTCACCTCGGAGACCATTCAGAACTCCATAAAGAGACCTTCTC
AGATGGGCCGGTCGTATGACGCCAAGTTCTCGGAGGCCTTGCAGTCAGAAACCCACTCCC
CCATTCAGTGGAGCCTGAGGAGCATAAAAGCTAAAGTCTTCCACAATGAGTCTTCAGTGT
GACCCTCTGCCCATCCGTCCAGACCTTCACGGGGCAGAGCCCCCCCCCCCCNTTC
>CL12170Contig1
ATGTCTTTTGTTCATTGATGGACAGCGCCTCTGTGTGGTGAGCCTGACGTCTACCAGCTG
CAGACGTACAGATCTGACTGTAATGGAAATGTCCACATAAGTAAATCTTGGTGACAGAGT
TTAGTCTTTTTCTTTCCCCCTGCATGACTTTGGTGTCCTGAAGGCTCGATTTAAAGAAAG
TGAATGTTTTTTCCTCAGAGATGAAGAAAGAAAAAGGTTTGAAATTGATCTTTTACATTG
AAGACGCTTCACCGCTTTTTCCAAGAGGCTTTCTCAGATGTTTGATTTTACTTTGGATTC
ACTTTCTAAATTTTTTTTCTTCTTCTAACAAATCAAAGTATAAAAAGTTTCACCTCATCT
TATAAAAAAGTAATCAACCCAACATAAAACAATGATTTATAAAAAATAATTCAACTTAAG
AGGTCTGGTGATTAGAAATAATTAACTTAATAGATTTGATTAGTCTAATTGTTGCTGACA
AGTTGTGATTTTATATTTTTTACTTTTCTGTAAAGGCCAAATATATTTTGAAATCTGATT
CTGTAAATTTGTTCTTTTTCTCTTGTGTATATAATATTTTTCCAATATAATAATTATAAT
TATGAGATATGTTTCACTGGAATGGAAGGTTGATAAACATCATCCTATGTGCAGATAAAG
TAACATTTTCCCCAACATGCCTGTGTCACATCTGCAAATCCTAAAACACAGAGACTTTGG
GACAATCCCCCAAAAAATGTGCCTGACAAAAAGAGAAACTTTTACAGACAACAGGGGAAA
ATCGACATACAATACAACGTTTTAGTGGATAATAATTATGTTTAACTGTTTCTATTGCTA
TAATGTATAATAAAGATTGCATTGCCCTGACTTTTCCTCATGGAAGGCCTTCTATGGTGC
CATAGAATAACCAGCTCCAATGCTTTTTTAAAGACGTCCAGCTCCCCCATTCATTTAATT
TTTACAATCTTATTCAACAACAAGCATTCCAGAGAATTGAGGAATTTGATAAATAGCTTA
AAATTAAGCAACTTCCAGAAAATTCCACATTTTAAAAATACAATGAAGAAACTGGGAACT
TTATTGGTTACATCTAAATGTTCAAATGT
>CL12171Contig1
CACGAGGGTTCTGCTCCTGTGGGTAAGTGAATATAGGATGGAGAAAATTCAAAAGTTATT
TTGTTTATTCTTTATTATTACAATAAACAAACACACAACAACATGTAAATAGACAGCAAA
AAAATTAATTTTAAAACAATAATTTGGTATTACACAGATTCTTTTATTTAATATATTGAC
ATTATTCAGTTTTACTAAAACGTTACTTTTCTTTATTTTGTGACAGAACAAATGTTCTTG
TATTTCATGTTGCTGACTTAAATCTCTGTTTATGTTTTAATCTAGTGGAGCAATATTCAG
TCTTTTTAAGGTTTTGTGATGAGGCGATCGCACCAATTCCTGTAATTATTTTAAGGTCTT
CAACTTTTTTTAATCACCTCAGCATTTCTACAACTTTGGCTAACAGCTCTCATGTTTAAC
ACTGATCAAACTGTCCCTGCCAATCAAGTTTAGAGGTTCAAACTGAGGCAAACATAACCA
TTCAAACACGCCCCTACATTGCACTTTTTAATGCCCCCTCTTTTCTTGCGATGAGGATGC
CATCATGGCTCATTAAGTCTCAGTTTCTAACAAAAATCACAGCTAAAGGTCGAGTTTAAT
GGTTTTTAAATATTCTTCATGAACGTCGACCCAATCGGCTTTGATCGGCTTTTAACTTGG
TGAAAAAAAAGAAAGTTGACGACTGAGATCATGTTAACCTCAAACAAAAGTGAAGAATAA
CTGAAAGTTGTGTACGGAGTGTGGAGACAAATGTGTGAATTTACCAAGTTAGGCTCTGAG
AGAAATCTGGATTTAGGTCCTTTATGATCTCATTTAATGTTATCAGTAATGAAGGACACG



TTATTTGTTAATTCCACACTGAGTTGTAACAGACCACCCTCCACTCTCTGAGGGGAATGT
CGCAACGCCGTCCTACGGCAGCCGTGTATTCTAGGAGTGTATGAACCTTTTTCTCAATTA
ACCATCACATTCATCACTCAATGTACAAAAAACTGATTTCCCGAAGTCCATAATATTCAC
AAAACCAAAGT
>CL12172Contig1
TCTTTATTTAGGACTTAACAGTCTTTAGTTCTNCACTCTGCTCTGACCATGAAATCGCTC
AGACGAGAGGCTCCTCCCCCAGAGTTCTGTGACGTCACCAGGTGACCTCAGCCAACCCAT
TCCCTCTCTGCAGCTCACCTGAACGGCAGGTGAGACAGCAGAGGAAAAATGTTCAGTCTG
GGCTCTGGAAGAGCGGACGAGTTCAGGCGCTGCAGGTGCTCCTCTGACGGGGGCGGGGTC
ACGGCATGGGTGGGTGTGGTCACAGGTAACCCTCCTTCTTGAACTGTTCGTGGAGGATGT
CCCGGTACTCGTCAAAGCCGCCGTCGATGCGCCAAACCTTCCCGCCCTCGCACACCCACA
GCTCCTTACAGACGGAGCGGATCAGACGCTCATCGTGGGAGACCAGGATGACTCCGCCCT
GCACACAGGTCACAGAGGTCAGGACCACCCCCCCACCGCAAACACCCCAGCAGAAGATGA
CAGTGGTCATCCTGTTGCAGTTAGATACTGACACGGCCTCCGGGGGGCGCTGTGTGAAGA
TGGGGGCTAGACTAACGTCACATAAAGACACTGAAAGGTCTGGATGGAAGACCCTTCACT
CTACTGCCCATGTAGCCTCTGGGGCCCCGGGTCTGGGGCCCCGGTGCTGGTCCCCAGCCC
GGCACTCCTCCTGGGGGGAACATGGACACAGACACGTAGAGCCCACCTTGAACTTGTTGA
GGGCCTTGGCCAG
>CL12173Contig1
AGATCTTGAGCGCCCGTTAACCCGGCCTTATGGCCGGGGGCTCTCCTTCCCACCACTTGT
TGAAGATTGGAGAGGAGAACTGAAGAAGCTACAAAACTCAGAACGCAGACTGCTACAAGA
CAAGGAGGGGCTCTCCAATCAGCTTCGAGTGCAGACAGAGGTCAACCGTGAACTGAAGAA
ACTGCTGGTTGCATCTGTAGGCGATGACCTTCAGTATCACTTTGAACGACTGGCTCGGGA
GAAAAACCAACTGATTCTGGAGAATGAGGCTCTCGGTCGGAGTCTTGCACACACTGCAGA
GCAGCTGGAGCGAATGAGCATCCAGTGTGACGTCTGGAGGAGCAAGTTCTTGGCCAGCAG
AGTCATGGCAGAGGAACTCACCAACGCCAGAGGGGCTCTCCAGAGACAGACCAGAGAGGC
ACAAGGAGCAATCCAAGACCTGCTTCTGGAGAGAGAGGAGTTTTCTAGAGACATGATGCT
CACTCACAGATCTCTGGAGCAGCTCCTGGTGTCTCTGCAGTGGGGCAGACAGCAGACATA
CTACCCCAGTGCTCAGCCCCTCAGCATAGGAGAGCTGGCAGCAGCCAATCATAAGCTAGC
AGATACCATAAACTCGCGCCTTCTGGGAAACGACAGCAGCAGCGGCTTGAAAAGCAACGG
GGCTGCTGAGCAGCTCTGCAGCACACCAGCTGAGAAAATGGCTGAGAAGGTGCTGCAGAT
TTTGGACCCGATCTCTCATTCAGAAAACAAAGCGGAGGCTGAGCTCACTGATTCAGCCTC
CTCAAACTTCCTGAACAGCAAGAAGAGCATTGGGAGGTTTCACCCCTACACCCGCTATGA
GAACATTACTTTTAACTGCTGTGTGCATTGTCGTGGAGATATCCTGGT
>CL12174Contig1
CCCTCTTACACCTCCAGTATGAGAGCAAAGTACCTCGCCACCAACCGACCGGACCAGAAC
CGACGCTCCGTTCCCAACGACCAACTGGATCCTGCTAGTCGGCCCCACGCCGCCGCCAGA
CCACAATCCTCGGTTCACTAGAAAACTCTCTGTCCCCGGCACTGCCTCGAGCCAGTTCTC
ACAGCCAAAAGCAAGATCCAACACAAGCACTGAAGACCGCAGTGCTTTTGAGCACCAGGC
CGGAACCAACAACCACAGCAAATGACTGCACTTTGACCGCCAACTTTCCTCCAGAGGACT
GTTTCCTCTCTCCGTGGATCGTCCCGTGTTCCCACTGTAGCTTCTTCATCCAGCCAGATC
AGAGAAGCTGCACACGAGCGAGGCACCTGGGCTGTGCTCCACTTGGGAACACTGAAATCC
ACACACACACAACTTACACACACACACACACACACACTTACGCTGTACAAAGCTGTAAAT
ATCAAACATGTGCTTTATTCATGAAAAGTAGACTGTTGATTCTTTACTGGTAATGTGGTG
TGCTGTGTTTATCTTGGAAATTCTTTGCTGTATTTCTCACACAAACACACACAACACACA
CACACCATCTGACAGATCGACTAACTGATTACTCATGCTTATAAATATTAAGCCAGTGAA
TCACAAAAGCCATGTTTTAGGTAGAAATGAACTGTGCCACCACGCTCACATTCCTTCTTA
ACATTAGCTTCGTCGTCTAACTTTCATANTGTGAGCTCCAGCTTGATCTGCACTTAACAC
ACTCACACAGTCTGCGTTGAAAAAAGGCGCTTTTGAGCGGG
>CL12175Contig1
AAAAAAAACAAAACTCAACACCCANGGCACTCCCTAAAGTACCAANAATTGGAGCCAAAA
TTAAAATGCNCCCTCTCAAAAATACTGGCAACACATCCGGTTCTTGTCCCTTTGTTCACA
AGTCAGTAAAAAAAAAAAAGNCCCNCCGGAAAACANNCCCCCNANANCAT
>CL12176Contig1
CGGGACAGATTCCGCTGCATGGTGCGGCATGGGCCACGTGTACTTCACCACCTTGGATCT
GTACTTCACTTGGACGTTATCAGAAAGCGTATCAAGCTGTCTGGTGATGGAAACCACGAC
GATGTCATTCTCCACGATGTACGCCATTTCATTCTCCAGGTCCTCCTTATCGAACGTGAT
CAGGGCATCTGAGCAGGCATCCCAAACCTGCATTCTTTTATACGGTTTGCATCTCATCTC
TGTGATGTGTTCCCATGCTCCTATACCACTGAGCAGCGTGGCAGAGCCTGGGCTGATGGA
GATGACTCTGGTGCTGTAGGTATCAGGAACCTTATCCATTACTTTTTTGTTTCCAGCTTC
TAGGAGCAGAATCTTTTTGTCTGCAAGGTTGGGGTCCATACCTAAGGAACATGCCATAGT
CGATCCAACCATCCCTCCTCCGGATATAATGACATCGTAAACTTCATTCTTCCCCAAATC
CCCTCCATTTCCCGAACAAAATTGTCTTTTCCGGACGACATTGACAGAAGGTAAGTGTTT
TTCTATTAGGAAACACCGTGCAAGTCCGCACAAGGGCAGTGGCGCCTTTGTGATCTTGTG



CATTGTTGTCTTCGGGCCTCACATAAGACAAGCCTCGTGTCCGACGGATATAATAAATAG
TCGTATTTTGGAGCCTGGAGGCTATCGTATAACAAGCATGCACGTACTTTCCCTTTCAAT
GTGTCCTAATAAAAGGAGCTGAGTCCTGCCTGTACTCCTGCCATGTTGTGTTGACATGCT
TTTCCCCGGCCATAAGGCCCGGGTTTAAC
>CL12177Contig1
CAAACGTCATGTAAATATATTCTATCAGACATTTTGCTCACGTCTTCAGATGTATTTTGC
CATCAAATAAATGGAGTTATGAAGCTTTATGAAGAAACTTTATTAACAAAAATAAACGTT
TCTGAAAGGCGGAGAGAGAAACTTTAAAAAAAAGACACAAACATGCACAGAAAAGTATGC
ATGGCGGCGCTTTTGGCGCCCACCAAGGTGAGGACAGCCAGTGGTGTGTCCAACCAGCTG
ATTTACAGGTCCAGTTTGGAGGTCCTCACGGGCGTGGAGGCACAGGTGAGAGTTCAGTAG
CAGCGCAGGAAGAAGGTGTTGCAGGCTGTTCCACGCAGGCAGTCACAGAGACGCCCGATG
CGAGGCCCATGTTTCATGGCACAGCGCTCGCCTACGTCACACCGTGGGATGACGCTGGCT
TTCTTCTCCACAGAGAGGCCCACGCTGCTGTCAGCTTCGTCCAGGAGACCCTGCAGAGCT
TCAGCCAGTTCATTGGTTGTGAGTCCCAGAGCCGGCTCGGAGAGCTGCTGATTTTCGGAC
GACCTCTGACCCTGACACACCGATGCCATGACGGTCAGACAAACGGACAGGTAGACCACC
GCTCGCATGCTCTCCATCTCCAAACCTGAATTGTCTCTGAAGATGTTTTCTTCAAACCTT
TTGAAAGAACTTTCCTTCGTTCTGTCCTCAGCGAATCGACTTTGTGCTTTTCCTGTGCTT
CTCCTTGGAGTTTTTACTTTTCTTTCTT
>CL12178Contig1
CAAAGGCTCTGTGATCCTTCGCATTTCTCTGACACTTGACAGAAAGCACAGCTGACAGCC
AATCTCGCTCAGGAGCTTCACCCAGAGCGAAGCAAAGGAAGGGAGGAGAGGGCACTTTGT
GGATTATTAGCAGACAAAGAGGGTCATTGAAACCCGAACTGCTGTTTTAAACACAGATTT
AGGTGCTCTAAAGCAGACTCAGCAAAATGGAAGAAGACATGGATGAGGGGCAGAACACGA
AAGGTTGCCTGGAGTGCTGCATCAAATGCCTGGGGGGGATCCCGTACCCGTCCCTCGTAG
CCACGATCCTCCTGTATGCAGGCGTGGCCCTCTTCTGCGGCTGCGGGCATGAAGCCCTCT
CCGGCACCGTCACCATCCTCCAGAACTACTTTGAGGTGGTGAGGAGCCCTGTGGACGCTC
TGGACATCTTCACCATGATTGATATCATCAAGTATGTGATCTACGGCATCGCCTCTGCCT
TCTTCGTCTATGGAATCCTGCTGATGGTGGAGGGTTTCTTCACCAGTGGAGCCATCAAAG
ACCTTTACGGAGACTTCAAGATCACCACCTGCGGACGCTGTGTCAGCGCTTGGTTCATCA
TGCTGACCTACATCTTCATGCTGGCTTGGCTCGGGGTCACAGCTTTCACCTCCATCCCAG
TCTTTCTTTACTTCAACATCTGGAATATTTGCCAGAACGCAACAGTCCTGGATGGGACGG
ACCTGTGCTTGGATCCACGGCAATACGGTATTGTGCCGATCGCTGAGACGAAGACTGTTT
GTGCTGGATCAGAAAAGTTCTACAAAATGTGTGAATCCAACGAGCTGGACATGACGTTCC
ACCTCTTCATCTGCGCTCTGGCTGGAGCTGGAGCTGCTGTCATCGCAATGATCCATTACC
TGATGGTGCTGTCTGCCAACTGGGCCTACG
>CL12179Contig1
TCGGCACGAGGGTTCCATGCAGCACGCAGACAGAAGCCTTTGTCTGTCACTGACATCACA
GTTTGAGAAGTGACGAGGCGTCTGCTCGGAACGGAGACACTTAAAGAGATGACCCTGACT
CAGTTGCCAGAGACAGAACGTGGCTCTCCTATTACTCCAGGACTTGCTAATTAGTGTCTG
TCGCTGGAGTAACTTGTACCTGTCACTGTGTGCTGCTTTCCGATATTCAATAAGTTGGGG
AAATTGAAATTGAATGCCAGTTAAGCTCCAACAAATTGCAAATGGCGCATGTGATACAGC
CTAATTTCCTCAGCGCTCTGACAGCTTTACATGTACGAAACAGTTTTAATGAACACAGAC
TGTCTTGTTTTTTCTTTTATACGACTGGTTTGAACTGTTTTCTCCTGTCAGTGCTAGTTT
TTAAAGTATGTTATTTTTTATTATTATTATTATTTTTTTTTACACTTTAGCAAGTCCTAG
TTTGGTGTTTCTCTGTCTGAAGGCCTATTTACATTAAAGAGATGGGGAAAGTGTAANANA
AAAA
>CL12180Contig1
AGTCTGTTCAGCCTCATTTACTTCATCTTTCACGTTGCCCCAGTTGTGTGAGCCGCCTCC
TCCACGCTTCTCCTCACTTTTTGGATTGCTGCTGGATTTGTCGCTGGCGCTGTGCCTGTC
GAAGTCTCGTTTTCCGCGTGAATCAAAGCCTTCCCGGCCCATGCCCCGTCCTCTTCCACC
ACGGCCACCCCTGCCACCCCCACGCCCTCGTGGTGGCCTGTCACTGGAAGGCTTGTCTGC
AGGGAACTCTCCTCCTGCCTCCGGCTTGTCCTCAGCAGGTTTCTCAAAGCGGCGCTCACG
TGGAGGTCTCCGGTCTGGCCTTTTGTCCCCGGGTCGCCCCTCTCCCTGACCCCCCTGGTG
CTGGGATCCAGGCTGGCCCTGTTGGTCTGGTCTTCTGCCCACTCGTCTGATTCCTTCTTT
CTTTAGGGGAACCGGTGCTTGCGACTCATCCTTTTTGTCAAGCAGCGGGTTTTTCCTGTC
GTTCTGTGACTCCTTCTTGGGCTGCTTGGCGGCTTGAGCCGCGGTCTTGGTGGAACCAGC
GGCGGCCCCCTCCTTCTTCTTGTTTTCGGCGGCTCTCAGGACCTCGAACGGGTCGGACTC
GTCGTCAAATAACTGGTCGAACCTGTTGGTTACGACGCAGCCGAAGCCTTCTTGCAAGTG
TCCGGGCATGATGGCGCCCCTTCAACGGGATTCACCTCCGATTCTACGAGGCTTGATGCG
ACCGGTTCGCTGGATGCTGCCACCCCCGGCCATAAGGCCCGGGTTAACGGCGCGCTCAAG
GC
>CL12181Contig1
TTCGGCACGAGGGTTTGAAAGGAGGCTGCAACTTACCAACAGTGGTACAGGTGAAGAAAA
TGATCTTAGAGGGGCCGGACAACACAAAAGTTGAGTCTAAGGTCCAGGTTTACCTTCTGG



CCCTGAAGAATTCTCTTCTGCCAGAAGCCATTCCAATTTTTACCAAATATGCTGAGTCAG
AGGTGGGATCTTACAACACCATCGCACTGACAGCCCTGCAGAGATATGACGTCAGTCTCA
TAACCAGCGAGGTCAAAAGGACAGTCAACAGGATTTACCACCAGACTCAGAGGATCTATG
AGAAAAACGTCAGAGTCGCTGCTGCTGATGTTATTCTCAGCAGCAACCCCTCCTACATGG
AGGTGAAAAATCTGCTCCTGTCCATCGGAAACTTGCCTCATGAAATGAACAAATACATGC
TGTCAAAAATCCAAGACAATCTTCGCTTCCAGCTTCCTGCAAGTAAGGTCATACGACAAG
CTCTGAAGGACATGGTTTCCCATAACTATGATCGCTTTTCTAAAGTTGGGTCATCTTCTG
CATTTTCAGGATTCATGGCACGATCGGGCGACTTAACCTCCACATACAGTTTGGACATCC
TGTATTCAGGCTCTGGGATCCTGAGAAGAAGCAACATGAATATTTATGGTGCTAGTAAAG
ATGCAATGCTTCATGGATTGCAGGTGGCGATTGAGGCCCAGGGTCTGGAGTCCCTCATTG
CTGCAACGCCTGATGAAGGAGAGGAAGAGCTGGAGTCGTTTGCTGGGATGTCAGCTCTAC
TGTTTGATGTTCAGCTTCGCCCTGTCACTTTCTTCAANGGTTATAGCGACCTCATGGCCN
AAATGNTCTCCATGACTGGAGATCCCATGAAT
>CL12182Contig1
CATTTCATTTTGCAGTATTTCCAGTAATTGAATCGGTTAGTTCAGAAGGGGCCCAAGTCC
AAGAGGTTTGTTTTTCCAGGAATTGATTTTAATTGCATAGCTTAAAGGGAGGCTACACCA
AATGATTAATACTTTACCCACATTCTATCGTATGAAGCACCTCACTTTTATCATTTCAGA
GGACTACCAAACTAAAGTCTCTGGATTTGGGCCCTTCTTGAATTAAACAGAGGCGCTGCC
ATATTGGATAACTAGTGCTGCTATCTATGGGATAAAGCTAAACCCATGCAAGAGAGGCCC
AAGTCCAGGAATTTGGCCCCTCTTGCTCTTAAAGAATTTTAAATGTCAAGCAAAGTCAAT
ACATTACAATGGACTTGGGAATTTTATGCACATAATCAGATAGCTTTTCTCTTAACCAAT
TCAAACGTTAGTTCTGAGTCTTGGATCAAACGATTTAAGTGTCTGTGGCCGTTTTCCCAA
TATCACCGGTGAGATAAGCCTAATGTTTGCAAAACGATTTCAAACCTTAGAATTCCAGGG
AGTTTCTTAGTTTTTTTCTTGATTTACATTTTAATGTTTCAACTGAAATCCTGGACATTT
TAAGTTGTTTCTTTTAGAGGAATAGCGATTAATTGTATTCATCTAACATCAGTTTTTTTG
GCTGAGTCCTGTTTCATAAGACTTTTGATCAACTACTGCATGCTTGTCATGGTGGTTTGG
AGAGGACCAAAATAGACCCAGCTTGAGCCAAACCAAAACGAGCCAAACCAGAACTACAAA
CCAAAATGTAAACTAAAAAGAAAACAACCCAAACAGCTTTTCTCTTAGGCATTAGCTTTC
AAGTAGACACTAAAGTAAGTAAAGTTG
>CL12183Contig1
GAGGGCGCCTTGTAAACGACGTCACAGGCTGCCTCCTCCTCCTCCTCTTCCTCCTCCTCG
CCACTCGGGGACCCGCCCCTTCCGGGCTGCGACATCAGCCTCTTGAAGCCGCACAGCACA
GGCACCTTGAGTGGGTTCTGGCCCCAGAACGGCAGCGTGGGCTGAGGCATTCTGGGTAGT
GAGGGCAGACACGCCTGCGGGAGCAGAAACCCTTTTAGCATGCCGGTTTAATCGACTCAC
TGTCCAATTGACGGGGTTTACCTTGCAGCATTGGTGAGGCTGGTACTGCAGTTGAACGGG
AACCAGGGGAGGCAGTAACTCCTCTATGCCAGCAGGGGGACGCCCACAGCTGCTGGACTC
CTCAGGCGGAGCAAAGGGGGGGCTGGGATCAGGAAGGTCTGCTGGCAGCAGCTCACCTGG
AGAAGGTGATCCACAGTGAGAAACCTAGGAATCCAGTTCCTCCGACATTTTTTTTTAACT
TTTTAGTATTCAGGAGGTTTGATTTTTGTTGTTTTTCTTTTATTACCCCTGCCCCCCCCC
CTGGTTTTTACCTTGAAAAACTGATGTACAGTTCTATGTCCCTCACTGTATGTCATTCAA
AAAG
>CL12184Contig1
CGGCACGAGGGACCGACTTCCCTCTGGTCTGAGGCTTCAGTCGAACACTCAGCGGGTGAA
CACCAACAACATTTTGATTCCTTTGTTTTTGTGTATTTTGGTCTCAGCTCTTCTCTTGAT
GCTTTTGCCAGCCCACCATTGCTGAGCGATAAGATGTTTGGAGTAACCGCAAAAGCCTGG
CATCCTGCCACATGTCCGTCTGTTTTAAAGGATGTCCAATGGTTGCAGATATCTATCAGT
CAGACAGCTTTAGTGTCCTTAAACTTAGCAGCTCTGATGATGGGATGTTTAACGCCCATG
CATGGCTGTAGGGAAAGACAACTTCATCGTTTTTTTAAGTCTATAGTGTTCATTTTCTTT
CTCCTTGTTTCATTTGATCACCGGTAGTCAGGAATTCTCCGATCTGAATTTGTCTTTTTT
TAGATTTTGATTGTGAGATAGTTTTTGCCTAAAAAAGTTAATGCTTATGTTGTGTATTAA
TGTTGGTCTCTTAATAAAATATATNACCTGTGGTTAAAATAAAAAAAAAA
>CL12185Contig1
TCATGAAGAATTTTATTGCAATAATATGGTTTGATAAAAAGGACTTGTTAATACCATATT
CAAAAGAATNATACCCAGTACATTTCATATGGAATAATAGCATGGCCTCAAGGGTTTAGA
CAAGCAACCAGCAAAACTCCAAACTATTACCAGTATGCCACAATAGTTATAATGATTTGA
AACCAAAGAGCATTTGTTTCAGTTCATCAGCAAATGGAAAGAAATCACATACAAACACAG
CCTGGTGATCTGTAGAAGGTATGTATTTTTCAGACCAGGTTCATGAACCAAAACCTTTGG
AAAAACAAAAGGAAATGCTTCCATTCAATAAAAAGCCTGAAGATCTGTTAAATGTCCACC
TTAAAAACACAGGTTAACTTTGACATGCAGTACAACCATACTCTCTGCACATCATCGAAC
ACGCAAGTGTGTGAAAACTAGGACTACACACTGGCTCTACAGATCAAAAGGTACCTATTT
TCTCCAAATATACACACATTGATTATGCTCTATAATACTGTTTATACTGGTTCACACCCC
CTCTGGTCCAGAAAAGTAGGTCATCTGATTGCACACCTTGTTCCTTCGGCGTACCTTAAT
CAACAACAGTTATGGAATCTAAAAGAACCCAACAACATTATAAACTATGCCATACTGTGC
CTTTTTCAAATACACTTTTACATATTTCAAATGCATTGTTTTTCATAAAGGAGGAGAATA



AATAAACCCATTTGCAATATATCTTAACATTTAAACAAGATCATCTGGTGCAGTATTTTT
TATAATTTTGTAAAACAAGCCCAGAAGAAAAGAAAGGTTCAAAAACAAACAACCACAAGT
CGAATGACAGTGTTTGTGCTTTAAGTCTTTCAGCTGTGTTAGCTATTGTTCGACAGATCT
GCAGACACAAGTTCATGTGGGGAAAATCCTTCATAAACTTGAGCATTGAGCCCCTTCCTC
GTGGGGTAAATGAGAACACAGTCTTAACCCAAACACAACCGGCGGACATGTTAACCGGCA
CCACAGATACTGATGATCTGACATGTTTAAAAGTACCTGCAGGAGCCTTCAGCTTGTTGA
TATAATGCCTCATTCCAAAGACAAGTCAGCTTATGGTTTATGAACATTCACTTATCAGTG
TGTCGGACGGATGAGCTGCTTCAG
>CL12186Contig1
CAGGATGGTCAGCATGGACGTGGAGCAAGTCATCTGTCTGGCGTTGGCCCTGCTGCTGGC
TGTCAAGTACATTTTCTTTGAGCAGGCGGAGGTGGAGTCCACGCTGTCTCTGAGAAACCC
CATCACTATGTCTCCCCCAGTCCTAAGCCTGGACCCCACAGAGACCTGCTGCATAAAGCA
GCTGCCAGCTTCCCCGTGTGTGCCCCCCGTGCGTGCGACCCCCAGGGCCCCTGACAGGAA
GGACAACGATCAGGTCATCCGGCCGATTCCTGTCGCCGCCGACCGTCAGCAGAGGAGCTT
GTTTGTCATCGGAGAGGAGGAGGAGGAGCTGAAGCCGGAGACGCCCCAGCCCAGGATCCC
AGAGAAGCCCAGAGCCCTGCCTGACTGTGTGGCCATTTTCAGCAACCCTGAGATGGGACC
AAAATTCCTGAGTGATGCGGAGGTCATGCTGCTGGTGGCCTCCCGGCACATCCCTGCTTA
CAAACTGGAGGCCCTAATGGAGACACCTGAGAGAGGAGTGGCCATACGACGACAGATGAT
TTCCTCAAAGCTTCCCTGCCCCTCGGCGCTGGCCTCGCTGCCGTACGTCGGCTACGACTA
CTCCAAGGTGATCGGCACCTGCTGTGAGAACGTGATCGGATACGTACCCGTTCCAGTGGG
AGTGGCCGGACCACTTCACCTCGATGGCAAACAGTTTCAGGTTCCCATGGCAACCACTGA
GGGCTGCTTGGTGGCGAGCACCAACCGTGGCTGTCGAGCGATCGCTCTGGCAGGTGGAGC
TAGCAGTCGAATCCTGGCTGACAGCATGACTCGTGGACCGGTGGTCCGGCTGCCCTCTGC
CTGCAGTGCAGCAGAAGTCAGGGCCTGGCTGGAGAGCACTGATGGCTTTCAGGCAGTCAA
AGAGGCTTTCGACAACACCAGCAGGTTTGCTCGTCTGCAGAGGTTGCTGGTTGGACTTGC
TGGGAGGAATCTTTACATCCGGTTCCACGCCACGACGGGAGACGCCATGGGAATGAATAT
GATCTCTA
>CL12187Contig1
GGCGGCTCTCTTTGGTCGCCTCGTCCGCCTGTCAGCACGCGCCTCGCCGCTGGGCCCCTC
CAGTACGCCGGGAAGGACCGTGACTCCTTACCGGTCAGCCGTGTCCTCCTCCTCCGGGGC
AATTCTGCCTAAACCCAAGAAGACCCCGTTCGGCCTCATGCGGATCGCTCTGGTAGTGGT
GCCCTTCTTATATGTGGGGACTCAGATCAGCAAGAACTTTGCAGCTTTGCTCGAGGAGCA
CGACATCTTTGTGCCGGAGGACGATGACGATGACGACTGAGGGGCCCCGGACGAGCCGAG
GGCTTCCTGTTCTCAGGTAACAAGATCTATGCTTTACAAAAAAAAATCAGAAGCAACATC
AGACATTCAAACATAACAGTAAATGATGGCGGTCAGTCATTCCCTACAAACGTTTAGTCA
GTAAAACAGCTGATTCCAAATGTAAATGTTCTTCAGCATGATGTGTAGCTCCCTCACGTT
TGTGTTGTTGTCCTGATGTACTGCTCTTTTGAGTCGGTGTCAGACATCTCTTCCTCCACA
GATTGTCCTGCTTCTCCACTGGAAAGTGTTGATGAACACCTGAGCAGATCCAGGCCTTCC
CAGGATTCCTGCTGCTGCAGTGTCCAACCCCTCCGTCTGCACTGGATTCAGGGTTTCTGA
TCTCCACGGGACGCGGGCTGTCACGACTTGTTTCTACTGCACTGTATTTGCATGCAATAC
TT
>CL12188Contig1
ATGAATGGGTCCCTTTACCACACCCCCCCCCCTCTCTGGAAAGTTGTGAAGTGAACTGTC
TTTTGCATTGGAAGCTAACTCTAAGGNGAAACCATACCATTGATATTCCTCTGAAGGGTT
CGGAGTCCAACCCATTCTCTCTTATTGCCAGGTAGCCATGATGCTTTAACTGCAAACCTT
TTGTTTCCTCCTTGAAAATCTTCTGCTAATCTCTGTGTGGACNAAAGCAAGTTGACGCCG
TCCTTTTCCGAACGAGAGAANACACACAAAAGTCATTCAGGGATGCGNGTTTGTGAGTTT
TGNGGACACTACTGACTTCTAGAATCAACTTCTTTTCCTCTATCTTTTGGTTTGATTTGT
TTTGCTTTCTTTTGCACTACACTTTGGGTCTGGCGCTTGCANACCAGGTTACCTCGGCAT
TGTTGCCCATGCATCAGGCACTTATTATGGTCTGTCTCTGAAGCCCCAACCTTGCAACAG
GTCATAGGTGCATGTCGCCTGCGCTGGCTGATTCATACTCAGATCCAGAACGTTCTGAAT
TCACCCTCTGTTTTTTTTATTTTTTGTTTTGCCAAGGGACAACTTGAAGGGTACTCTGAT
TATGGATCAGCTGTTTTTAAGGCGGGATGCTACCTCATGGACCTGCATCAGTCTGTCACT
GCTGATCCCGGAAAGGCGGAGCCACCTGCAGGTTGGTGACCAAAGTGAGCTCGACCCCCT
GATGGAGATATTTATGGGATGACGGCCTTTTCGGATCAGAATGTGCAACTGTGCTGCTAT
CCAGCTTATTATCTAGCTCTTAAAAAAGGCTATGGCTAGCCCAGGCTAAAGGAGTTTAGC
TCGTCTTAGCTAAATACAACATATTGCTGTTGTTTTGTTTTGCTTTTTTTATTTTTGTTT
TTTTAAGCTAAGCAGAAGCAGCTTAATTTATGAATTTTAGAAGAAATTCCTCCCCCTCCA
ATCTTAGAGATGGTTTCAAAGGCAGTTATGTATGAAACAGTGTGCATTTATTTTGAAGGG
GTGTGGAGTTTTGGGTAGTAGTATGCAGTGGGGAGGATTAGTTAGTTGGGAGAGGCAGAT
TTTAATATATTTCAAGTTATTATGACTGATGATGTAAAAGCCAATCCATAGTTCTGGTTG
TGTTTGCTCTCTCCTCATTTTAACTCAGGGTAACTGAGACCGATGATGTGGGTTACAAAT
GTGATGATTTCTTGTTGGACCTAATATAGGCAGGGAGGAGGACAGGCCACGCCTCCCGCT
CCTGCTCTGTCT



>CL12189Contig1
CTCTACCTCTGCACCACGGCTGTTTATTGGCTTTGAGATTCATAAAAAGTCGAATTTTTA
ATCCTGAACCTGAAGGACAGAGAAAGGTTAAGGAGGCTCGGAGGCTGTGTCCTTTTCTGC
AGCTCTTTTCCAAAAGATGGTGGGAAAAACCCTAAAGCCGACAAATTCATTTCAAGATGG
GCTTAAAAAAACCAAATGAGCTGAAAAACATTCTAAAAATGCTCAAAAAGTGTGATCGGT
TCACAGTCACTGCTGGTTTTTTGCCGTCGTTCTTCACCTCAAAGCTTTTCCTCTGAACAT
CAACCAGCCTGAAAACTCAAAAAGTCTAAATGCAAAAAAGAAAAGCTTCACAGCATGCAG
GAGGAAGAGGAGCAGAACATTCTTCACTCCGTGGTGGACGGTAATCCGACTGCCGTCCTC
TAGGGGGAGCACTGCTCCGTTTCCTTCTGTTACGTAACGGGACTCTCTGGCTGTTGAACC
TGATGCGAGTTGACGAGCCGTTGCTGCACAGCTCGCTTTTTTTCAGCGGCAGCACTTTGT
GATCCAAGATAACGCGACCAACCACCCCCACCCCCCCAGAACCCAAGAAACCAAAGCGTT
TCTCCCAACAAAGGAGGACAGAGCAGCAGGTGGAGTCCTGGAGTCTGATGAGTGAGTCCA
GCTCACAGCTGAGGACGTCTG
>CL12190Contig1
GGGTGGCCCCTGGAGCTGTGTCTGAAGCTGAATGAGTGAAGACTGACTTCAGTGAGAAAA
GATTGTACTTCCCAATTCCACCTTTTTATTATTTTTATTTTTCTTATCTTTTATTATAAA
ATCCGGGACACCTCAGTGGAGAAACGTGGCTTCAGTCTTTGTTTTTTCTTTTTCTTCCTT
GAATCAAGGAAATGACGTACTAATGGTAAAAACACAAGTTGGTTTAATAGAGTTTTCCTT
ATCCTGAAAAAACTGTTGTGGCACAGTGTGCTGCTTAGTGACTCAGTGTGGCACGGCCCC
AAAAACCCACAAGTTTCTGTGGAAAAAGATGAAAGTGCTAATGTTCCACAACGGCCAAAA
CGGCAGTCCTAAACCAGACGGATGACTTCCTGTGAGATCTTTCCCACAACAGCAAAGTCA
GAAGGACTTTTTCTTTTTCTGCCCCATGCTGTCTGTGCTCATCAATTATTTCTTAACGGG
CAGAAGGCACAGTGCATGTCATCACAACACTTCTGGCTACAGACTAAAAGGATCATCTGC
ATGAAGCAATCATTCAACTGTCTTAATACAATCAAAGTGGATTGCTGTTTTGTTCAACGA
GATGCATTTGGATAAAAAGCCATGGACAGCTCAGCGACTGGAATCTACTGCCTGACCATC
AGGAGTGTGGTCTGAGGAGAGAGCTTCAGGTCACCCAGAAAGCAACGGTTTACAGTCACA
TCTTCACTTCCTAGTTGTAGATAATGAACAGATGGTACACATAGTCATTTAATGTTTCAA
TCTGCTCTGCTGTACAATTTTAACAGGAAGCCATGAAGTCATTTCTGCGAGGTGCTGTTC
ATTAATCTGACTGACGTATAGGTGACCTTTGACCTGCCTGCTTACATGGAAGTGCAGATT
TATGGTGTGGAACATGAGACCCAGTGTTTTTCCCCTTTTTCCACTTTTACATGAGTTCAT
CTAAT
>CL12191Contig1
GCCTGAGCTAGCAAAGGACAGGCGGGAACAGCCAGCAGAAGTCCGGGAAAGGCATCTCTC
CTTCACCGCTCAAGTATGGCCAACAAGTTTGATGGCATTACCATAGTAACGGGTCACACC
TTATATGATGAGTCCTTAAACGATCACACCCTGCACCATCTACCAGACATTAATCCAGAG
AGGATCTATATGGATTATAATGCCACAACCCCTCTGGAACCAGAGGTGTTGCAGGCTGTT
TATACAGCTCTCCAAGATGCTTGGGGAAACCCCAGCAGTAACCACATAGCAGGTGCCACG
GCCAAAGCCATAATTTATCAGTCCAGACAGAGTGTTGCCAGAATGGTCGGTGGTAAAGCA
GAGGACATTATTTTCACCTCAGGTGGAACAGAGGCCAACAACCTGGTGCTGCACACTGCT
GTGGAGTACTTCCAAAAAAACTGTGGCGCTGCAGAGCAAGGCGAGGGACTCCAGAACGGC
TGCCGCGGCCTGCCTCACATCATCACTTCCAATATAGAGCATGACTCCATTCAACAAGTA
GCTTCACATCTTCAAAAGGAGGGAAAGGCGGAGGTGACGTTTGTGCCCGTGTCTCGAGTG
AGCGGCTGCATAGAAGTGGAGGATGTCATTGCTG
>CL12192Contig1
ACGAGGTCTACATCACGCTGCTCATCCTCTTCAACATCTCGTCTCTGGTCATCATGTACT
CCACCACACTTCTCAGTTTGGACTACTACATCGAGCGAGCGCTGCCGCGCACGTACATGT
CCAGCGTGTACAACACCAAGCACGTGTGCGGTTTCATCTGGGGGGGCGCCGTGCTGACCA
GCTTCTCGTCGCTGCTGTTCTACGTGTGCAATCACATCTCGGCGAAGATGGTGGAATGCT
CCAAAATGCAGAACAAGGAGGCGGCGGACGCCATCATGATGTTCATCGGCTATGTTGTCC
CAGCTCTGGCTGTACTCTACGCCTTTGTGCTCATCCTGCGCATCAGGAAGGAGTCCACGC
CGCTGGATCAGGAGTCGGCCCGCCTGGACCCGTCTATACACCGGCTGCTGCTGGCCTCCG
TCTGCGTGCAGTTTGTCCTGTGGACCCCATACTACATGACCCTTTTGGTGCACACCGTGG
CTGTCGTACCCGGATTTATCAGCCGTGCACATTACTTTCCGACGTACAATTTTGTCAGAT
GGGTGGCGAAGCTGCTGGCGTTCTCCAGCAGCTTTGCCACGCCACTCATGTACAGACAGA
TGAACAAAAACTTCTCCGGCAAGCTTCAGCGGCTGCTCAGGAGGCTGCACTTTAGAGACC
AGTCCTGCCCTCACGAACACTCAGCGGTGCAGCAAGTAGTGACGTGAGATCACAGCTTCC
ACTCCCAACTCTCAGCACAGCCAGCACTTATCCCCTCCACAGAGCCAGGCTGGGCTTCCT
CCACGCTCTGGACTGTGTTAAGAGCGACATAGCAAACTGTGGAATTTCCTGTCACTTTCC
AGATCTTCATCTGATCTGTGGAGCTTTGCAGTGACAGGGATCAACCAAGCAAAACCACTA
AGTGCTGCTTTTTTTTCTTTCTTTTTTTTGTGTCAGCGTATAAAGCTCTCAACCAACACA
CTTCGCCTTCTGGTTCAGAGGTTGTAAAGTGTGTAAAATCCTCCAATCATCAGAGTGGAC
TTCTGTAAGAGTCCACTCAAACCAGAACAAAAAAGCAATCTATCTGTCAAAAGCTAGTTT
GCAGGTTCTGCCATCAAAGTCTTGGAGTGACAGCAGAAGTCGCCCCACAAGCAACGACAC
ATTTTTTTTTAAATATCAAGTGAAAAATCAACCATTTTTTTGCTTGGTTTTCATTTCCTT



TATCTGAGCACTTGATTGTCTTGTATTGATGGATGTTGTTGATGTTTAGCTGCTGAACCT
TCATGACTTTCTGCCTCCATTCTCCTTCCAAACTGGAAATGTGGGTCAAAATATTCCATT
CAGTTCAGTTCTGGCTCACCAAAATACGTGGAGATCCGA
>CL12193Contig1
ACAGAAAAAGTTCCTATACTTTTGGGGGGGCCTTCAGGACATCATGCCTGCTGTCCACTG
CCCCAGAGCAGTTAAAAGCCACCAGAGAAGAATTAACTAGTCTGGTTCCTGGGTGGGGCA
CTGGTAACCCTTATTGGGGGGAGTAAGTGGTTCTAGTAATGAAAAGGTTTTTGCTTGAAT
CGCCCTTAGTCTGGCCCGTCTCCCAGGACCAGTTTGGGGTGGAAGACCACCCAGCTCCCG
GGGATCATTCTGGCACGCAAACCCCTCCACCACGATAAGGTGGCGATTCAGGGAGGGGAT
ATTTATCAGTCACTAGCCAATCACTAACTATTACTGTGGGGAAACCGAAGTTCTCTGATA
AAACCCACAAGACTTCCTGGCTTTATGTTGGTTCATTATAAACCCACATGATTGCCAGCC
CTTAATTTGGTTCCGTATCTATACATTTTGGTGATTTATTTATTTATTTATTATTATACT
ATTTATTTAGTCAAATTTGTGCTTTAGCAAACGCTTTGATCTCTTCTTGTCCTCATCTCT
ACTTTTTTACCTCTGACACCTGCACTTTTAAATGTAGTCTTTTAATATCCATCAAAAACA
TGCAAACATTTTGAATACATACCTTTCTGTAATTTTTTTTTGTTTTATTGTATTTACTGT
TTTATTATATGCATTTAGTGATTATAATGTCATATTTTAATATGAAAAGTTTTTTCATTT
TCATTATTTTAGTGTGTGAATTCACCTAATAATTATGGAAGCGTTTCTGTAGCATAACTA
AAAATAAGTCAATACCAGCAAATACTTTTTCATTTTCAAAATGAATCTGGATTCCTTGAC
TTCAAATAAAATAAAAA
>CL12194Contig1
TTATTTGCATGCCAAAGATTTGTAAAAATCCAGACCTATTTATGTATCTCAAACAAAAAT
AGAAGATGGCTCAACAACAAGCAAAAAAATAGGATAATTGCACTTATGACCTGTTGTACA
GTTCTGTCAAACAAGTCTCAGTGTGGGTAGTTGGTGCTGTCAGGAGAAGAAAAACAAAAC
AAGAACAACAACGAAATACTGCATTCTTCAAAAGCACCCTCGGTTTTGATCACGGGAATA
ACCAGGAGTTTGAACAGATGAGGAGACGTCCGTATGGTGCGCAACCAAAGGCAATGACCA
GGCACAAGACGGGCAGAACCACGCAACTCCCTCCACTGAAGTAGATTGGGTTCACAGAAA
CCAGCTCCCTCAAAGCACTTTCTGGAGACACTGGGGGTAAAGTTTGGCCACCGCACATTC
AAAATGGCGACCCAAATCCCAGAGGCGATCGGGCGTCTCATAGACTTTGGCCCATGCGTC
TGCCTCGTCGTCGTACTGGTAAAGGGAGTTCTTGCGGCTGGTGCGGAACACGTGCTCCTC
CACCATGACCTGTGTGGCCCGCACAAACAGGTGGAGCCTGCCCTGCAGCAGCATGGCCTT
GATGTATGGGCTGGTGGCGGGTCGAAGGGCAGATCTCTCC
>CL12195Contig1
TCGGCACGAGGCTTTCATTTGCTGCTCTGAAGGCCAGAGCAGCTCAGTCTTCAGTCTGTA
GATCTGTTGTATTGATGTCACAAATGCACTTTAGGAAGCTCCCATGCTGTTTACAACTCT
TATCTGATTGGAAGACAGAACCCTGAACAAAGTTCAGAGGCATCATTACATGAAGAGCAC
AGAAACACGGTCATCATCTTTTTTAGTGAAATCGCCAGTTTACATGGATTTTGTTTGGAC
AAACAGCAGAGCATGCTGGGAAACGCATTTGTTCTTGTAGATAGCCTAAAGGCTTAAAGT
CCCCATCCGGACATCTACTGATCTCTTTTTAAAGCCTCTTTTAATCCTGATCATGACTTT
TTCGCCCAAATCCCAAAACCTGTGTGGTTTTCTAGGACATAGTTTCTGCAGAGCAGCAGG
AGTTCATCAGAAAATCACCTCTGAGTTGTTAGAGGGACATTTGGTGCAGAGCAAGTATTC
GTGACTTCCCATCATCCCTTTGGTTACGTACTCTTAGCTTACAGCCGCTCACATCCCAAC
CTAACTAGCGGTGCAACAAAAATAGCAGCAGTATCAGATCCGTCCATCCGTCCAGTTCTG
ATCCAGATTCCAGCTCAGACCAGGAGAACAGAGACGATCATGGATCTATTGGTCTGACAG
TGGATGATCAGAAAGGGGCGGAGCCAGGAGATGGTGGCCTATTCATAGCAGTTTCTCTGT
TACAACCAATTAAATGCAGTCATTTGAGTCAAAAGGTGGCTAAAAGATACATAAATTTCA
TGAACATCCTTTTTTTTTACATTAAAAATAAAATAA
>CL12196Contig1
AAAACATTAACAGTACATCAGCTGGTAGCACACAGACATACTGAGATTTTATTTTCAAGC
GAGCACTCTGAGCAAAAATAAGAACAAAAGAAGCTTTTATACTGAAAAGAGATCATAAAA
ACAGTAAAAATAACTGGCATATGGAAGAAAAAGAATCCACCCTTTTAAGAGTAAATCTTA
CTTTATCCGCTCCCCTACACCCTTTGGCAACATAGTAACATTAAAGTTCAGTGGTTAAAA
AAAATAAAAAGGCTGCGAGTCCTGACATTTCCCCCTGGGAACATTTTTCTACTGTCTGCT
TAAGACAGAGGCTTCTTTGAGATCCAGGAAAACCATCAATTAAAAGAATCTCGCGATTTA
TTGGACGATTTTAGGTAAGTGTGCTTCACAATATTAGATTAAAGCTGAAATAAACTACAA
AAGAACAACTTCATCTAAAGTTTAAAAAAAAAAGTGGTGTTGATTGTTACTTGAACGTCT
CATGAGCCGTTCAGGGACAGCCGGACGATCACCGGCAGAAGACGTACTCGGTGTAGCTGG
TCCACAGTTTGTCCTCCCCCGGGTCATTGCTGC
>CL12197Contig1
AATTCGGCACGAGGGCGGCCTTGGCGCATCACGCGGCTTTGGCCTCCCCCGCCCACCCTG
CCTTATTGCCGGCTCATGGAATATATACGTGTCAGATTGGCAAGCTACACAACTGGGCCA
ACACGGCTTTGCTGAATGCCAACTCGATTTTGAACATGAGATCCCTCCTGGGAGGGGCGC
CTGGCGCCCACCTGTCTCTCCAAGGCGCGGTGCCGGCCGCGCGTCATGACGCACGGCCTG
CAGCGGCCGCTGCGGGAAACTCTGGGACGGAGGACGAAAGCGACGCAGAGTCGACAGGAA
GCTTCAGTCCAAAAAGAGACGATGAGGAGAGCGACCACGGGCCTGACCCCCTGAAGTCTC



CATTTCAGCTGATCACTGACAGGTCTCATCACGGAGCCGCATCACAGCGAGTCCTCGCAA
CAACGTTATGAGGAGATCCAACACATCCTAAAACATTGGAAAAAGGTTTTATTCAGAGGA
GAACGTTCCATGGCGGATATTTTTCTGTCGTTTGTATCACCGTTTAGATGAGGACCCAGC
TTTGCTCACATCTCTCCTTCATGTTTTCTGTTTTGATCTTTTGCTCATTTCTTGTGAACT
CTCTGAAATTGTAAATACAGGCTATGAATTTGTCTTTAAGAAATCTATTTTTTGGAAAAT
AAATAAATGTCAATATAGTCCTTTANAAAAAAAA
>CL12198Contig1
GTTCCACCCCCCCCACCCCCACACAGCCATCAACAGTATCTGCAGCCTCCAAACAAACCC
TAACCACAGCGATAGGTCAGGCCTCAGCAGGGCCGACGCACCAGGATGTTCCATCTGAGC
TGAATGTCGGAGATGAAGACCTGAGGGGTTTCCACCTCCACAAAAACTCTCCACTTGATC
CCCTGCTGGCTGGCCTGCTCTCGGTCTTCATTGTCACCACTGCCGTTGTCTTCATTGCCC
TCTTCCTCAAGTTCCGTCAGCGCATGAATCACCCGGAGTTCCACCGTTTGCAGGACCTTC
CCATGGATGATCTGATGGAGGACACGCCACTCTCCAGATACTCCTACTGATGGAAACATG
TGGTTCTCATTGGTGCTCACTCCATGCATTTGAAACAACAGCTGAACAGGCCCTTTAGAT
GTGAGGAAAAGCTTTCTATGAAAGGCAGCAGCATCAAGAGTCAAAAGTTTGCATCTGTGG
ATGAAAAGAGTCAGTATCGACCCAGCTACAAAGGAGTTTCGTAATGTAAATCCTTTAAAC
TGAGATTCCAGCTCACGTTAACATTCGTCCACATTCCCTTTGTTGCTCTGGAGACTGTCA
GGAACCTGTTGCTGTTGTTACAAACCAACAGAAAAAAAGGCACAGCTGCTGCTGCGTTGA
CTGTCTCCTCGTGAGCACTTTAATGCACCACAAATGGTCATACTGCCCCCTAGGGGACAG
GTAGGGTAGTGTTCACTTCTGGTTAATAAGATCAGATATTTACAGTAAACAGAGCGACAT
GCAGCCACAGACTGGATATGTTAGATTTTTTAAGGCCTTCAGGGGGGGTTTGATGACCAA
ATATGAATAAGTGCACTTTCGAACTGCTGCCTTAAAGGAAGTTGTAAAGACAACTTCAGA
ATAAGAGAAAAAAATGAGACAGAAAGGCTAACAGAAAATACTACTTCAGAACATTTATCC
AGGTTATGTGACAAAATCTAGTGCTACAGCTCTGAATGCTATAACCTATAAATGTATTAA
ACCTGTATAGTCCTAGTTTGACAGTAGTGTAAAACTTGAAATTATAATTTTTGCGAGGAA
CGTTGCTCAGATGTCTCATGAAAATGTTGGTTTTGGAGCTTTTGACCTGGTGTCANCTGG
AAGCGCCGANCAGTGGTGTGGGAT
>CL12199Contig1
GGGTTTCTTCTCACCTTGGAATCATGCATGTAAATGGGTTTGATATAATAAACAGCTGTG
GTGCAGGATGGACACAGTCTCCGCTCTGGTTAATAACACGCTCATGAAATTCATATGTGG
AGGAAAATGCAACTCTTGATGGGAGTTAATCTTTAAAAATGGGTCAAAACAAAGTCAAGT
GAATGACATCATTTGCCTGGATTTGTCTTTAGACTTCACAGCTTCTTCCCTGAGGTACTG
CAGCTCGGTCACACTAAATTCTTAATTAACAGACTGACTTTTAAAGTAAAATCAGCGCCT
CTCCACTATTTAGTCAGACTCATTTTAAGGGAGATGAATCGCAGCTTCCTGATGTCAGAG
GAGGCTAAACGATTCTGGAGCTTGTGTGTGAGAAAATGTTTTTAATCAGCAAGCGTTTTG
CTCTGGCTGAACAGTTTTTATATTTCTTCTGCTAATAAAAAGGATTAGGGTTTAAGCCTT
TACTATTGCCCCCCACAATAAAATGTAAATTTGTGAGAAAATGTTTAATACTTACATTAA
TATCGTTGAAAATTGGTAGAAATGCAGAATGACTATAAACAATAATAATTACAATCTTGT
GGAAAAATGAAATGTTTTTTTTAATTGTCACAACTAAAACTTGTATTATTATTA
>CL12200Contig1
ATCTTTCACATCCATGTTCCAGGATTCGATTTGCGCGATGCGTTCTTCGGCCTCGGCAAT
TTGGGTTCCGTGCGTTTGAAGGGTTTTATTATTTGTCGCCAGTTGTTGGTGGATTTCTTG
TTTCAATTCAGTGATTTCCTTCTTGACATCTTCTGTAACTTGCTCCTTCAAAGAGACCAT
GTCTTGTTTCATGTCAGCTCTTAGGTCACGGATTTCTTTGCTGAGGGAGTCGAGTCCACA
ACGCATGGTTTCAGCTAGCTGGTTAGCACCAGCACGTTCGTCTCCGTCTTCTTTGGCTTT
ATCTACATTTTTTCCCTTCATCTGGTCTTGTCTTTTCATTTTTCCTCTGGTTTCGACTCC
TCCTTTCATTGAGTGCTTATCTTCGTTTGTTAATAGTGGATTCTTAGGAGTCTATTTTCC
TGTTTTGTTGGGAGCATCGAATTACGCCGGCGACCCGTCCGCCATCTTCGAAAAAGCCCC
TCGAAATATTTTCAAAAACCGCCCAGTTGCGATGAGAGCCCTGGAGTTTGGCCTGGAATA
GAGCTGTCACCCAAATATGAATCCAATCGGTAACCTCGCTTCCCTTCCACTGACTGGTCT
CAGCAGCATCGTCCGCCATGGTTGATGTTTATGTTCTTGTTCCCGCCTACTTCAACGCAG
AATGATGACTTTTGTAGCGTATCAATGACATACGGGTCGGATACATTTGGCCTGGCCATA
CAGACGGAGGTCGCATTTGAAAAGATCGGATACGTATCGGATTCAGGACCACATACCCAA
GTGGCCTGGGTCGCATTTGAAAAGATCTGATCTGTGTCGTTCAGACTGTCAGAAAAGATC
AGAACAGTC
>CL12201Contig1
TCCATCACCGTCCTCAGTCCACACCCCACATCCTCTCAAGACCTTTTGAGGCAGATGGTC
ACCCTCCTCCTTGTTTACAGAAGATTTTCTCATTAATGTCACCAAGTCCTGTTTGTAAGG
CTCATCGTAGCTCCATTCAGCAAAGCCGCTGGGGGAAGTGAAGGAGTGTTGACCAACGGG
AGAAGACGACAAGTTCTTCTCCTCTTGCTCCTGTTTGACGGCTGAAGGTGGAGACGTGGA
GTTCTGCTCCACAGCTTTTGGCTGTAAACATCCAGAATAAGGCTGGAAGCTTGAAATCTG
CTGGAGCTGTAGCTTCTTGGCCTCATCTCCCTCCTCTTCCTCGTTCTCCTCAGGCACCAA
CACCTCCTGTTCCTCCTCATCTGAGACTTCATCGTCTTCTTTGGAATCCATTCTTCTCAA
GCCGCTGCTCAAAATTTGAGGGGGCGACTGATAAATCCTTCCGCCAGCCGTCCCAAACAA



GTCTGGTCTGAACCAGGAGGTGCCAGCCGCAGCAGCTTTTTGAGCAAACTGAAGCTGAAG
ATGTTTCTCCTGCAGGTTCATCTCCATTTTGGCTTCTTGTTGTCTTTGAAGCTGCTCCAT
CACTGCTTCTAGCTTCACCCCTGCAGGACTCACTTCCTCTGATAAGCTCGACGTCTGTGG
CCTGGAGTAATTCATCCTCGCCAACAGGTCCCGGTTACTTTTCCCCCGCTTTCCTCCGGC
AGAAACAAACGCAAGTTTCTTCCGAAACCCCCGCAGAGTGGGAGGCTGGGGAGGTCGGAG
CTGGAGGAGGGGGGGGACTAAAGCAGCGTGTGCGTTTCCTCCCTGGCCACTGCCCC
>CL12202Contig1
GAGGGAGACACACAGTTTGCAGGACTTGAGACATCAGGCGGCCGTTATAGCCAAAGTCTT
CATTCAGAGAGATTACACCAATGGGACGTTGTGTCAGTTCCAAACCAAGTTCCCTTCAGA
GCTGGAGACCAAGATTGACAAACAGCAGTTTGAAGAGACCGTGAGGACGCTAAACAACCT
TTATGCAGAAGCAGAGAAGCTGGGCAGCCAGTCGTATGTTGAAGGGTGTCTGGCGTGTCT
CACAGCTTATACCATCTTTCTGTGCATGGAAACACACTACGAAAAGGTTCTAAAGAAGAT
TGCAAAGTATATTCAGGAGCAGAATGACAAGGTCTACGCACCGCGAGGCCTCCTCCTCAC
CGACCCCCTTGAACGAGGCCTGCGAGTTATTGAGATCACCATCTTTGAAGACAGGAGTCT
GACTCAATAAAAGTGGATGTTTTGTGGCAGCACCAGTGGAATCTACAGATGACAACAACA
CAGTTCATTGATCCAGAATATTATTATCAAAGACAGCAGAGAGTTAAGGAAGTGATGGTT
TGTAGTGTTGAGGATTCCTTACCTCATCTAAATGTGACCCCGCCTTCTTTTGAAGTTCTC
TTGTCTGTTTTCCTGATGAAGATGCTTCTCTAGGTTTGCTGGCAGAGCTGCTGTA
>CL12203Contig1
GAGGCGCACACACGCTAACCCGACATATAGAGAAAGGAGAAGTTCAGTAAGGGAATCCCT
TCATGCCACCCGAGCCTCAGCAGGCCTCTTCCATGTTACCAATGTCGGCCTCCTCCACAC
ACATCCNAACTCCTGGGACTGCTGCTCATCCTCTTTTTCTGGATTTCACTGTGGATCTTC
AGCTTCCTGCCTGAATCTGTTGTCCTCTTTTTACTGGCAGCACTTGAACTTTTCCATTTG
GCTTTCTTTCCTTCTGCAGCTTTCTCTGTTACGCCATGATCTCATTTTTAATGTGAGTGC
GGGATGCCAATTTAAGTGAAACTCTTCTGATCAAACCTGCAGCAGAAAAAGTTCACAAGT
GAACCATGTTTTTCTCCAGGCTTCAGTGTGTCTGCTCCTCTGCTTCTGGCTTCAGTTTGT
TGTAAAGCCCTAAATAATATTAATTAAAAATAACAAACTAGTGAAGAACTGACAAGAAAA
TTGAGATTTAAAAGATAAAATCAGGCACCTTGCACCAGAATCTCTACTTGAGAGCCATAA
ATGTATTCCTGATGGGTTTTAAGTTTGTGGAAATGCGATATTAGTACGGCGGTGAACAGG
AAGACGCTCTCTGTGCTGGCGGTTTGTACTTGAATTATTCAGCTTTTATTTCCCCACTGA
GTGCACAGAACAAAGAACCAAAGAGTCGGCCTTACCCACTTCAGAAAAACAACAACCCTG
AACAGGAAGAACAAAAGGGCTTAAGAAACCAGTTCTTCCATGTTCCTCANAAAAGGTTTG
AATCCAGATCAGTCTTCTGTTTCAGAAAACCTGCTGCTTTAAG
>CL12204Contig1
TCTACAGGGCAGGTGGAGGAAAACTCGTCCTTGGCGTACGCCGCGTTCAGGTACCTCCAC
AGGTTTGTCAGAGAGTCGGGGATGCTGAAGTTCCTGTATTTCAAACACACCACCTTCACA
ATGTGGAGCTTCGGCAGCAGGTTGCAGTCGGCCAGAGTGAGGTTTTGGCCGTCCAGGAAG
GGCCGCGAGGAGGAAGTGACCTCATCGGCGCTATTCTCATCGACCTCGTCGGGAAGTGGG
GAGCCGAGGTAGTCGTCCAGCTTCTTCAGAGCCTTCAGCAAACCTTTCTCCAGATTCTCG
TTAGCTTGGGGGTTGGAGTTCTTGATGTAGGCCGAGAACTTGGAGAAGACGTCCAGACCT
GCAGTGTTGGACTCCGGGTTCCGAGCAGCCAGACGGGGGTATTTTGGAGGGCTGAGCGTT
TCCTCCAGGAATTCCTCAATCTTGTTGGTGTCGGTTTTCACCTCGCTCCCGAACAGCAGG
AAAGGAGGCTGAGCCCCCGGTGCCAGGTCCTTCAAGATGTCTGGTTTCCTCTTCATGTCC
ACGGTGGTGACATCGAAGGTGACTCCTTTCAGCCACAACACCATGAAGAGGCGCTGGGAG
AAAGGACAGTTACCGATGCTCTGTCCATCACTTCCCGCCTTCACAAAAAGTTCCAGTTTG
GGCTGGTTTGCGTCGCTCATCGTCCCCGGAATCCTTGAAGAAGTTTTTCTCCGTTCTCTC
CTCCT
>CL12205Contig1
TTTTTTTTCAAGTTAAAATAAAACTTTTTATTTGAATACAATCTGCTACAAATTGCAGTT
TTCTTCTGGCATGCATAGTTTCACATAGTTAAGACACATAAAAATCGTAAAGTAAGACTT
CCCTTTTAGAGAAAGATCTCGACGTCAGAGCATGCATATACCTCTGTTTCTCCCCACCAA
CAGTCTATTAGGGATATGCCTCAGTGACCCACACTAACAGATTTAGATCCATATGGAGTT
CTTAAAAACTGTCTTTGGCTTTTTTATTTGTCTTAAAGGAGCATTGTAGCGCGTCCTTAC
ACATAAATGGTGAACAGGAAATAGAGGTCAGAGCATTGGGAAGAGAAGGATGACACTTAT
TGACCAGTTCATTCTGAGGTATTAAAGCTAAAAATGTCAGTTTCATGCACATGAAAAAAA
TTCTCAGACAAGTGACCCACCAAATTTCTTAAACATGTTTGATATAAATGAATGATATGA
TTGATTTATCAATACATCACTCCATTGATCAAAAAAATTCAGTGTGTTCCATTGTCCTGT
AGAGTTTCAAACTCAAACATGAAATATATAATTAATTTAAAGCCGATGACAAAAGTAAAG
ATGAAAAATGTCCAGTGGGAGACTTTATGTACAACAGAACGTACACATGTGACACTAAGA
TTTACTCACTGGTTTTTGTTCAGAG
>CL12206Contig1
CCGCGCCGTCTCCGTTCCCTAACTTTGACTATCGATATCTGCAGGAAAAGTATGGGACGT
CCTTCTCAGAAGTCAGACAGAAGCGAGTGGCTGCCAGCAACCACCGCCGTACCTCCACCA
CCTCTAGCCGTAAGCCCAGCCTGGCACTGGGTGATGCCCCAGATGCCTTCAGAGACCTGG



GCCACCTGGAGCTGATGAGCAGGGAGCTGGATGCCACGGGCTTGGCTCAACTCAACCGAT
CCGTCTCCACAGACTCCCTCAGCTCCATCTCCTCCATTGCCCACAACTTTGGGCATGACT
TCACAGTGGGCCAGCTGGAGGTGACGCTGGAGTTCGAGCCGTCACGGCATCCGGGACACG
GGCCGGGCCTGCTGCACATCAGCCTGCACCAGGGCAAAGACCTGCTGGAGAAAGAAGAAG
GGGACTTCCCGGGCTGCTTCATCAGAGTCTCTCTGGGGCCAGAAGAGCTCAGTGTGGGAG
TGACGAGAGTCCAGACCAATGCATTCACCGTGATCTTTGACGAGCGCTTCTCCGTCCCCA
TGGACCTGTCCTCCCTGGAGGAGTACAGCCTGCGCTTTGCTGCATTTGGGATTGACTCTG
ACGAGAGAAACATCAGCGCAGGCGTGGCCGAGCTCAAGCTGTTGGACCTAGATCTCACTA
TCAGACCTTTCAACGCCTGGCTCTACCTTCAGGATGTCAACAAGGCTGTTGATGCAGTCG
GGGAGATCCTGCTGTCTCTCAGCTATCTGCCAACAGCGGAGCGCCTCACTGTGGTTGTCG
CCAAGTGCAAGAACCTGGTGTGGACCAACGAGAAGAACACAGCAGATCCTTTTGTTAAAG
TTTATCTCCTACAAGACGGCAGGAAGATCAGCAAGAAGAAGACGTCGACTAAAAGGGACG
ACACAAACCCCATCTTCAACGAAGCCATGATCTTCTCCGTTCCGTCCCTCGTCCTGCAGG
AGCTCTCCCTGAGGGTGACGGTGGCAGAGGCCACGGACGACGGCCGAGGCGAGAACCTCG
GTCACGTGATCATCGGCCCCGAAGCCAGCGGGATGGGGATCACCCACTGGAACCAGATGC
TGGCCACCCTGAGAAAGCCCGTGTCAATGTGGCACCCTCTGCGCAGAATATAGCCGCCCA
CTTGCTGCACATTCGGACGACTCCGTCTCCAGTTGATCGTCTCCATGTGAAGATGTGTTG
CCGTGTTCCAGTTAGATATGTGATGGTCGTTTCTATTCTGTGCCATAAGCACTTGAGACC
TGAACGTTTAAAGCCTCATCTCGCTTCAGGTACAGGTTTCAGGTGACGCTGGTGTTTGAG
ATGCTTACAGGTGATTGGTGAGTCCAAATGTGGTGTGACTCTTTCATTCCTTACCTCACT
TCAATAGCTGTTTGAAACTCAAAGGGCGGGAAGAAGCAATATATTAACATTTTCACCTTC
ACAAATTTAAATGAATCACTTCAGTTCTGGACATTTGGGCGATTCGT
>CL12207Contig1
CTGGAATCGAGGGGGTTATCTAGTGGACTATGGCTTTACCAGACAGTGGGATTTCTGGGG
AGGAGGTTCCCTTCCCAGAGATAATCGAACTCAATGTTGGTGGTCAGGTGTACATAACCC
GCTACTCCACCCTCACAAGTGTGCCAGACTCTCTCCTGTGGGAGATGTTCAGTCAGAAGT
CTGCCAAAGGTCTGGCCAGGGACACCAAGGGGCGTTTTTTTGTGGACCGGGATGGTTTCC
TGTTCCGTTACATCCTGGACTACATGAGGGACCAGCAGTTGGTTCTTCCAGACCACTTCC
CAGAGCGTGGGCGTCTCCAGAGGGAGGCAGAGTTCTTCAACCTGCCGGAACTTGTCAAGC
AGCTGGCACCCAAAATTAGTAAGCAGAACTCGCTTGGTGACGAGGGATGTCAGAGTGATC
CAGAGGACTCTTCACCGGGGATGGATACCGTCCGCAGTCTGGGCTCCCTTGGAGCTACAG
CTACCTGTTCCAGTCTGGGGCCAGTAGCCATGGATGGCAAACGCTCCGGGTTCATCACCA
TTGGCTATCGAGGCTCGTACACACTGGGCCGCGACAGCCACACAGATGCCAAATTCCGGC
GTGTGGCACGGATCATGGTGTGTGGGAAGACCTCCTTGGCCAAAGAGGTGTTTGGAGAGA
CGTTGAACGAGAGCCGTGACCCCGACCGNCCCCCTGAGNGNTACACATNCCGNTACTATT
TGAAGTTCACCTTTTTGGAGCAGGCCTTTGNCAAGNTGGCAGACGCAGGGTTNCACATGG
TGGCCTGTAACTCCNCAGGAACCTGNGCCTTTGCCCNTGAGCAGNCCGNCGNCAAGATTT
GGNCCAGNTACNCTGAATATGTTTTTTNCCATNCTGNGGNAACTGTAGNTNCAACAGCAT
TTTTGCATTTTAAGAAGAAAGAGNTTAAACAACGNGAGGCCAAGAAGAAGAAGCAGCNCN
CNGTCNCCAAAAAAATCAGTGNCCTGNNTAAGGNGNGNGNCTNCCTTTGCCAACAAGTTG
GTCAAAATAACAGNGGGNCAANTGNGTCATTTTCCTNGGCCAACACATNTCCTGGGGCAT
TTTNTTTTTTTTNGTCCTTCAGTTCATCCAGNTCCAGTTCATTCAGNTCCAGTTCATCCA
GNTNCNCTTCATTCAGNTCCTNTTCATCCAGCACCTCATCAACTGCTTTTTCAGATCNGA
AATTGAAGAAAAAACGCAAGAACAAAAAA
>CL12208Contig1
AGAAGATCCTGGACAGCGTGGGCATCGAGGCGGACGACGATCGGCTCAACAAGGTCATCA
GTGAGTTGAACGGGAAGAACATCGAGGACGTCATTGCCCAGGGCATTGGCAAGCTGGCCA
GCGTACCTTCTGGCGGGGCTGTGGCTGTCGCCGCTGCCCCAGGGTCTGCAGCTCCTGCTG
CAGGTTCTGCCCCAGCTGCAGCAGAGGAGAAGAAAGAAGAGAAGAAGGAGGAGTCGGAGG
AGTCAGACGACGACCATGGGCTTCGGCTTGTTTGACTAGAGTCCTGCTCCCTGCAAATAA
AAACCCTTTGTACGTAAAAAAAAAA
>CL12209Contig1
TTATTTATCGGCTTCGTATTCACGATTTGAAAAAAGGGTTACTCAAAAATGTAATTTTAT
TCTGAAGATGTTAGAAACAGCATTTTTATCAAAGTGGGGCTTTAGGACTAGGTTTTTTCA
CGTTGTGCGGGTAAGTCTCTGCATGATGTTGGATGCTAAATCCCAGTCACCTGACTGGAT
GTTTCCCTGACATCTGGAGCGCAGAATGTAAAGGTTTCCCTCATTGACATGATCTGACAC
ATTTCTGTCCACATGCGCTGCATTTACATCACGTTTTCTTAGTATTTTTCACAAATAGAA
GCGTTCATATCTGCGAGTTACAGGTTGGTTTGGATGCTAAGTTTGAATGTATAAAGAAAA
CTATCAATGTTTCCGTCTCCTACTTGGTTTTTAGACCAAAAGCGTCTCCTGAAAAATGTT
CCCTTTGTCTTGTTGCAACGCAGCAAACAAACGTGTTGGAAAAAAGTCATTATTGTTGGT
CAACCTTTGCAGGATAAACATGTTTTTTTTCTGCAAGGAAAAGAACTGCAGCGGCCAACA
TTAATTCAAGGTGAAACGTCCCCATCTGCTTGCAGCTGAGAGGGAGGTGAGCTCTATCCT
CGGCACAGACACAGAGAATAGTGAGCAGGTGGACGGACGGCCTCCGCAAACGCCACCAGG
AGGGAGTTTGGTTTGCATGTTCAGAGCAACAGGAGGAGTCGGCCTTCAGGAAGTGCAGCT



CTGCGGCGGAGTCAAAGGTGCAGATTCATTAAAAATGCATTTGTGACAGCAGAGCGGGGA
ACGGCTGCGCCTGCGTTGAGCCGCACAACTTCCTCCCTGCGGTCGTCCATCATCTGCACT
CATCCAGCTGCAGCCCGGCTCCTCATTATCCTCCCGTTTGTGCCTCCTCCTCCTCCTCCT
GCTCCCCCACAGGAGGAGCAAGCTCCTGCATGTCTTTTAGCATTAATGACGCTTCACAGC
AACAAACCTGCATTTGGCAGACAGACTG
>CL12210Contig1
CACGAGGGCCACTTCATCCTGAAGACATGATGCAGGATGAAATCCTGAACTGCAGCAGGT
CATGGTGCACGGAGATTGTGTGTGAGGTGCGGCAGCTCAGGGAGGACGTCATCGTTCGAG
TGAGCCGCAGAGTTCATGAGGATTTTTTCAGGAAAGCAAAATATAAGTCAATGAGGATAA
TAGGCGCCTATGGCCTCACAGCTCAGGAGACTAACCTCATCACTCTGGGAAAAGGAACAG
TCTGGGGGGAGACTGTACTGGAGGTGCTGAAGGGAAGAGCTATTCCCATCTCGCTCTGGA
TTCTGATCGGCAGCATCATAGGCGGTCTGCTGCTGTTGGCTCTTATTATCTTCATACTGT
GGAAGCTCGGATTCTTTACACGCAAACACAGNGGAGAGGAGGAAAATCCTGAAGACTGAA
TCTGTATGAACAGCGATTTGCCTTGTGGACTACAAGGGAAGTAGATTTTTCTTTGAGCCT
CCCACCAGGCACAGACATTCAGGAAATGGATGCAACAGGGTTTCCAAAGACTAAAAAGAG
CATCGCAAGGGTCTAACAGAAATGCACTTCCCACTATTTCCAGAGTATGGAGGCACTTAC
AGCCGGGCAAAAAAAGTATTTGAATATTCTGCAAGTTGTCCCACTTAAAATGATGAGAGA
GATCAGTAATGTTCATCGTAAGTTCATTTCAACTTTAAGAAACAGAACAAGAATCCAGGA
AACCACACTGTAGGATTTGACATTAAACGCACCATTATTCAAGTACATTCTATAAAAAAA
AACAATTCTGGATTCTTTTTTACTTTCCGTCTCCCACAGTTGAAGCATATCTATGATAAA
CATTACAGGCTTCTCATTAACTTGCAGAATCAGTGACTAATAAATAGTTTTTACCCCAAT
GTTTGTAAATAAACTTAGTTTAATTTTAAGGAATTTGAAAATGTATTAAACC
>CL12211Contig1
GAGGGCTGGCTGAAGCGGAGGAGCGTGGAGAACTGGCGGTGAAAGAAGCCAAAGCCCGAA
CCAGAGACCTGGAGGATGCTCTGCAGAGGGCCAAGCAGGACATGGCCAGGCAGCTGCGGG
AGTACCAGGACCTGATGAACCTGAAACTGGCTCTGGACATCGAGATCGCCACCTACAGGA
AGCTCCTGGAGGGGGAGGAAGACAGACTTGGACAACAATCCATCCTCAACATCCAGGCTG
TCTCCAGCTACTCTCCTAAAAGCAATGGCCACAGCGGCGGCGGCGGCGTCTCTTCTGCTC
CCAGACTGCTGGTAAAGATGACTGAGACCAGAGATCTGTCCAGATACAGCACGCTCTGAG
AGCAGACACTACAATCATGTAGGAATTAAAGTGATTTAAAAACACTGGAATTGTTCCGGA
GAAATGTTTGCTTTTAGCTGCTAGTTACACTAACTTTAGTTTTCTTCTTTCACATTTTCA
AAAACACTATTTTAAAGATCTGATGCTGTTTGTTTAGCCTGTGGGGATTTTTTTAGGAGT
GTAGATTGTAGTTCTGACAAAAGATTGTAAAAACTATTAGAAATGCCTCACAGTTCTGAT
GAGTCTGCAGAAATTAACTCTTTTTATTTCTATTTTCCAGAATCAATGAGATGTGTGGTC
AATGGCTTTAAGTTGATTTATTGATTTACA
>CL12212Contig1
GCCCACCTCCCCATCGCCTGAACTCAAGTATGGGCGGCCGGGGGCGGGGCGGCCAACGAT
ACGGTGCAGGATACGGGCCCCCCCCTCCTGACTACGGTCCTCATGCAGACTCTCCTGTTC
TTATGGTGTACGGCCTGGAGCCCTCAAAGATCAATGCTGACAAAGTGTTCAACATCTTCT
GTCTCTATGGCAACGTGGAGAGGGTCAAGTTCATGAAGAGTAAACCTGGAGCGGCAATGG
TGGAGATGGGAGACTGTTACTCCGTGGACAGAGCCATCACTCACCTCAACAACAACTTCC
TCTTTGGACAGAAACTTAATGTTTGTGTGTCTAAACAGCAGGCCATTGTCCCGGGACAGT
CTTATCAGTTGGAAGACAACACCAGCAGCTTCAAAGACTTCCATGGATCACGCAACAACC
GCTTCACCTCCCCTGAGCAGGCGGCTAAAAACCGCATCCAACACCCCAGCAACGTTCTGC
ACTTCTTTAACGCCCAGCCTGACATCTCTGAAGAAACCTTCAGCCAGATCTGTGAAGAAC
TGGGAATAAAGAGTCCTGCAAGCGTGAAGCTTTTCACTGGAAAGAGTGAGCGCAGTTCCT
CCGGCCTGCTGGAGTGGGAGTCCATCAATGACGCCATGGAGGCACTCGCTATGATCAACC
ATTATCAGATGAAAAACCCCAGTGGCCCATACCCCTACACACTGAAGCTGTGTTTTTCAA
CCACACACCAAACAAATTAACACCCCCCCCCCTTCCCCCCGTTTTG
>CL12213Contig1
TTCGGCACGAGGAGGAGATGACTAAAGGCAACAAGTCCTCGTACACTCACCTGAGCGAGT
TGGTGGAGCATTTCTTCCCCACGCTGTCTGCCTGCAGCAGCACCTCCTCTGTTCTGGACT
GTCCCGAGTTCAGCAGCTTCTCCTACTGGAAGGAGCCGCTGCCAGAACTGGAGCTGGACG
CGCTGCTCTGAGCTCAGTCAAAACGTTTAAGTTCTCCAATATTTCCCAGCATGCCTTTGG
GGCACGGTTCGTGCCCTGGTCACGAGCCACCAAACGAAGCGGAAAACCGAGTGCTGAGTC
GCAGAGAAATCCAAAGTCATGAACTTGCTTATGGAAAAGTACAATATTTTAGAAATGTTG
CCAGCTTTATGAAAAAGATTTTATGTCTTCTGAGAACCGTTTCAGAACCGAGGAAAACAA
AGACGGAGCGAGGCTTTGTAGGGATGTTGCGGTGTCTTATCAAAAAACACCTTTTTCTGC
TGACGTAAATGATTTTAAACCGTTTGAGATACTACTTTGATCATTGCTGGTTATGAAAGG
TTTGATGGGTGATTGTTGTCAAACTGCGTTTCACTCAGTGAATGAAAATAAGAAGTTACT
AAAATAATGTCTTTTTAGCTGGATTTTTATCATTTCAGAGCTTTAGAAAACCTTTTCTGT
TTTTCTTAACTAGAAAGGAAATTCCCATTTACTTGACTGAGTGTGTGATCTTACCTCTGA
GTTTGTTTATATGGTTCAAATGTTTTTTTATAAATCTATATGTGAGTTTTTCAATCAATC
GAAAGCACATAAATA



>CL12214Contig1
GCTGATCTCCGGTCCCGGNAAATGCCACGCCCACCCAGCAGACTCCAGAGCGCTCCAGCA
CCGTATTGAGTCCCATCTCTACGCTACAGCAGCGGGGGCTGGTCTTCATCAAGCCCGGAT
CCCCCGCGACCATCCAGCAGCCTGTGACCCTGATCAGTGTGCAGCAGCCTTTGATGAGCA
CCCCGAAAGGAGCTGCCCTCCCCCAGCACAGCTTCTTCCACACGCCGGTTTCCCTCTCGC
CTCTGGCTGCCATGGTAACCAGCAGCAGACAGCCAGCAACCCGGACTATTTACGTCCCGC
AGAGGAAGCTGGACGTCCATCCGGAGGATTCCTGAGGAGCGCTCTCTGTGAGAAGGGGGC
ACCAGCACTTCTCAGCATTTGGTGGCCTCTTGGCTGTCACTGCAGCTTGGACTGTAGCTC
TAAATTGTAAAAAAAGACAAAATAACATGTTTGGATGCTCATGAACACTATCGCCAAGCT
CACGTTTCCCGGGAATCATATTAGAATCCCTCTGGTGGGTGTGACGGCTCCACACTGTGA
TTTATTTTCTCTTCAGTCATTTCAAAAAGTTGAATATTAACATCAAATCACACCACTGTT
TGAAAAACTCTGGTTACTTTTTTCTTGCACAATCCTAAAAGTCAACTGTTGGTAAATATG
ACATTTTGATGGGTTTATTTANGATGGGGACCTGTTTCAANGTCTGTAAAAGCAAAATAA
>CL12215Contig1
TTTTTTTTTTGTGTAACTTTACTGGACTGGATATCTGTCACCTGTCAAACCACTTCAGAT
TAAGAGATATGTCCTCCTTTTATGTAAAATATCCTAATTTCACAACAGACAAAAACACAC
AACCTACCTGATTCCAAATACGTTTTTCTTCTTAAAGGGTTAGGTTTAATGTCACAGAAT
CAAGATTTTTTGTGTGTTCAATGACAACTGGCTGTGAAATTCCCAGCACAGTGATGTTTA
GCTTGTTTGTTCCTCATATTTACCCATTTTGAACAAGATGAGGGTTTAGTTAAGCTTCAA
TTCAGACAAGATGCCAACTAGGATCTTGTCTTCCTGTTTGACCTTCCTGCAACCAATTAA
ACTGTATGCATTTTTAAGTTAAAGTAGCCGCACTCAAATATATTGTCATGGCCCTGAATG
GGCATCATCCTACAAGAGACATGAAAGCATAGATCTTGTAGAACTCCACAAACCAAACCA
CAACAAAAACAAAACACGTTGAGCTTCCTGCAGTGAGAAAAGAAGGTCCATGAAGGCCAC
ACCAGGCAGCTTTTATGTGGTTTTCACAAGATGCAGTCAGTCAAACAAACTAATTATTTG
GTTTACCGACACCAGTAAAGAGGAAGAAGGTTATAACAGACTTGTACCAAGACAGATGTG
GATATTACCCACAGCTGCTAAACATTTTTGGTGAGAACTATTGTTAGTCAGGAACAAAGT
CC
>CL12216Contig1
ACGGGCTGGTATTGAAACTGAATAAAAATGGACAAGACTTTCTAATAGCCAGTGTTTTGT
TTTTTGTTTTATTTGTTTTTTTTTTAATGCCAAATACAATTTGTCATGAATTGAATTGAA
TTGAATTGAACTTTACTTTTTTCCTGTTTTGTGGCTTTAGTCCTTTCAATCCCCAAAATC
ATTGTACTAGTTTGGTTTTCCTCAAAAGTTAAAAAATTAAAGCGAGCTTGGCTCATATGA
ATGACACTGGTGGACCCAATGCTTATTAATACTCCTTTCATGTTGGGATTTTAAACTTGT
AGATTTAAAATTTTCTTTAAAAAAAACCATCAAAGATGACTGAAAAAAACAAGCAAATGA
TTTGTCAGTCATCCACCTTTTTATTTTTTAATCTAATTTTTTTTTAAACAGACAAAAGAA
GAATAACTGAAGTATTCTGACATTTTATTTTAAAAGCGAACTTAAATACCAACATTTTTA
AGCTTGGAGCTGGTCAACACCTTGTTTTGATGTGTGGAAGGCCTACTCAAATGAAAATTA
TGTTTTCTTGTTTTTGACATGTTCTTGTGTCATTTTTGATGGGCATATAAAAGAAA
>CL12217Contig1
GAAGCCTTTAAGAGACGCGTCTGGGATGATGATTGTGCCGGTGCTGGCTAACCTGGGGCC
TCTGGAGGAGCTGACCTTTAAGCCAAATCCAGAAGAGGTGGATGAGATCTTCACCTTGTC
CTTGTCGCACCTGTGCGACCCCCAGAACCGCGGCTACACACACTTCCGCACAGGTGACAA
GTATGGATACACGCTCCCCGTGTTCCGTAACGGGAAGCATCGCGTGTGGGGTCTGACCGC
CGTCGCCTTGGACCACACCTTAAAACTCATCGTACCGTGACGGCGTTAACACAAAGACGT
GTAGATCACAGAGGGGCTCCTGACACGCCTGTGCACTTTTGCTTTGTGCAGCTACGTTAT
CTAAATGAAGACAAAGTATGTTGACTCTTCAAGACAAAGTGTGAAATCCCTGATCTTCTG
GTGCTTAACAACCTCTATTGATAAGGATCCTGAGGTTTATGGCCAAATCTGATCTTTTCT
TGATATTTCTCATTTTATTTTTTCCTTTTGCTCTGAAAACAAAAAAATAAAGTGACAGAG
GCAGTTTTTGAACATACCTCTCAAGGTTTTTACAAGTCCAGTTCCTCACATCCTGATCAT
GTTTCTAAGTGAAATGAATGATCTTGAGTTCCTGAAGGCATCTGTGCATCAAGTTACACA
CCTAGCTAAGCTCACGAATGTAAGTGTAATCATGATTTAATGAAAACTGATGTAAACACT
GAAGTCAAAAGGCCCATAATGATGCCGAACCATTATCTTATTTNTCCAGTGTTTTGGCTC
CTCTTACAGCCTCT
>CL12218Contig1
AGGGGTTGATGATGAGCAGAGTCAAGGGAAACGCTGAACTTAAATAATTTTAGAATGTAA
TCTTCATAGAAAAAAGTAATCATTTTTAATGAGAGTTTAAATAGTACAAATATTAGCTTC
AGACTCTTGACTTGAGTTTAACAATGCTGTTTTTGTGACTTTGTGGACTCATCTACTTGA
CTGAAATGACCACATCCTTGTTTACTTTTATATATCCATTTTTTTTAAGAAATTGCCAAA
CCAACACATTTTTACATAAAAACAATCTCTGTGCTTCTGTTTTGCAATTAGTGTTCAGCA
AGATGTCTCCAGAGCAGCGACCCACAGACACACTGTGTTGGAGAAATGTTTAAAACAAGC
ATAGATGCTGCGCATTACACTTTTTTTTTTGCGCTTAGGGACACAGGCCTTGTAAAAACG
GCTGTATAATTAGCCACAAGTTTGCTTTGCATGTGTATCCATTTGCATTTCTACAAAAGG
TTGTTGTTGCTGAAACAGCATCGCTGCTTCTTTGCAGCTTTAGGTTTACTAAAGCAAATC
AACCATTGAAAATAGGGCAATTTGTGAGCAAAAAGGCAACAGTGCTTCTCTACAGGAGCA



TGTCCCGGTGAGATATACTTTGAGATTAACAAGCGGCATTGTTATTTATTTAGCAGGGTG
TATGGCAATTAGCTGGCCTTTTTTTCTTTTCTTGTTAATACTGCAATGTCTGCTTTTTAA
AATAAATCAAGAANC
>CL12219Contig1
TTTTTTTTTTAATGTTTTATAGTCATGTTTTATTTAATTTTGCAGGGTTTGTGATCCATT
TCGGTATCATTGAGGTGCAGATTTTGCTGGTTTGAACGGGGTCCTGTGAAGTCTTGAAGC
ATCAACTGTGTTTGGCTCTCCCATCCCTTTACATTGTGGCTGCCAGTTCCTCCAATGCAT
CCTGAAGCTTGAAGTCTTCCCCATCCAGCAGATTCTTGTAAGTGCTTATCTCAGCTTCAA
GCTTCATCTTCATGTTGAGGAGCGCCTCGTACTCTTGGGTT
>CL12220Contig1
TGAACTTTATTAATTTCTCACTATTACAGGAAGTCTATTTGGAAATGCTTCCACTGTGCC
AGGATAAAAATGTTTCACAATAAAAAGCTTATAAATATTTTGTTATTTTAAGAGTCAATG
TAACCCTTGTGCTATCCTAGCCACCCCAACACCGGGAGACGGGCCACCCAGACCCACCAG
ACAGCGCACCGAACCCCCCCTCTTCAACGACCTGCGGACCCCACCGGCGTCCATGGACTA
CACGAAACCCTTCCACCCCCACCCACCCCCGTCATGGCAGGGAGAAGACGCCAATGCAAG
GGCGGGGCCATCCAAGATGGCACAAGGGCTAAAAGCATGCACAACAAAAATCTGAACTTT
CATGTCTCTGTCAATGGTTTTAATCATTGTCTATATGTGCTAAGCCACTTTACTTATCAT
GTACATGTTACATGTAAATCTGTGAAACACGCATACATCTCTTCATTGGAATCCAAACCT
GTATAAATAGCTTTCATGATTTGGTTTGATTCAATACTGATTATTTTATTCAAATTCTTC
TTCTAAAAACGATTTTCTTTCTGTTTTTAATCAACAACTTTCACATAACTTGCACTAATT
TGAATTAAGTCAAAAACTAACAAAAAAATCAATTTCTGCCTCAAATACACAAAAACTGGC
AACAGAGCAGGACTTTCTAATCCTGCCTGTTTTCCAGCTCTCCATACACATATTGTTGCT
GATTATCGCCTGCAGCCCGGGGGA
>CL12221Contig1
GAGGTGAAAATTGTCAGTTTTTCTTTTTTTTCCGATAGGCAGCAGTTTATCAATCATGAT
TGCCATTTATGTTCACAGTACTGGTACTAATCATCTGTACATTTTTTTAAATGGATGCTC
ATCTCAGCAGAATTTTAGATTTGATGCTCAACTGAACTAATTAAAAAAATGTTTCCTCAA
AAAGGTGAAATTTATTGTTTTAAAGAATTACCAAGAATGCAGATTTTTTAAATAAATTTA
TTTCTCAACAATTAAAAAAAAAA
>CL12222Contig1
TTAGCTTTGTGTTCANAGAGGTTNGGAAAGTCCACTCATTTCTNTCATGTCACGTTTTCC
CGTGGANTGGGGGGGGGGCCAAACTAGAGTCTGAATTGAAAAAATAACCACTTTTGTGAG
GATGAGCGTTTCCGATGCCGAACCTTAGAAAAATGGAGGCTGAAGTTTGCATTTCGGTTC
TCATTTAAGTTTCAGTCCAATGTTAGCAGCCTTTCAAACAGTCGTCTCATGCTTTATAAT
TGACTGTAGAGAAATGGGCGGGGCTTAAAGAGCCCTTGGCCACCACGGATGAACCACTGT
CTGTGAGAACTGGACTGAGGTGACGTCGCCCATAGAAAATGGTTTATTCCGGTTCCAACC
AAAAGAAGTCAATTCAGTCGCCACGTTTTTGTGACAGACGCCGCCACGTTGGAGCTAGAC
GTCGTCAATAAGCAGTGATTGGTCCGAGTCGGTCTCTAAGACAGCCACTCTGACCAATCA
GGAAGGAGCTTGTTGGAAGGCCACACCCCTACCACTGTGAAAACTGTTTAACATTTTGAA
CTTTGGCCGTTGGTGCCAGCTGGCTCCACCTACTTTTATTGAAGCCTCTGATTGGTCAGT
TTGTAATTTGAATCACAGAAAAAGCATGTAATGAAAACAAATTAGGATTATCAAGAATAT
GTAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CL12223Contig1
TTTTTATATTTTTTCCCACAAGAAAAAAAAATTGTAACCCAGAAAAGATCAGGAAAAGTC
ACTATCCTTCAGGCAGCAGGAGGATCTGAGTGAAATGACAGTGTTCACAGGAGAGCTGAG
GTATTCTTAAAGACAACAGTGTCACACTGAAAGCAGATAAATCGAGGTTTGAAAATAGGC
GATTAAAAAGTTCAGAGAAGCCCCCCCCTGTTGGCCGTATTTTACTCTGTGGCAGTGTCA
TTACCCCGTGGACTCATTTCAGCAGAAACAAGTCAAGAGTTTCCAGAGAAATCTTAATAA
AATATGTTTTTGGTCCAAAAAAATAGATATTTGAAGAAAATTCTAAAAAAATAAAAAGCA
TGTGCCGTCACCGAGCAGATCCTACGGAGTCAAAGCCGCATCCCCCCTCATGTTATAAGG
AATAATGGAGGACCTCACTGGTCAAGCTGCTCCAAAGCAGTGATGCCATCAAAACGGTTT
AGCATGGAAACTGTAGCTTCAAACCACATGAGGCTGAACCTGAACCCTTCATCTCACCTC
ATCCATAATCCTATAACAGACATTTGCCACTTTAACACTGAACCACCACACACACCATAA
AGCCTTGATAGATGGGCTCATTCTTCCCATTTTTGGGAGCCATCATGATTATCGAGAGGA
CAGAACTCGCCCTGTCATTTGCTTCCTTCCC
>CL12224Contig1
TTATCTTTGATCTATCGTACAAGCGTTCCCAGTTGTCTTATAAGTAGAGTTTTTAGCCAA
AATCCAAAAGCCTGTGTTGTTTTCTAGAACATAGTTTCTGAAGGGCAGCAGGATTGCATC
AGAAGTTTGGATTGTGGGCGGGACCATTGGCGCACTGGTGCAAACAAAACAGCAAGCAGT
CCGGGAGCCATCTAGCCGTACAATTTGCAGCCAGATGCCAATTTACAGGAGGAAACCAAA
GACGTACATGGATCTAGTCGTTTATAAGTGGATGCATAAGAAGGGAGCAGATTAGTTTCA
CCCTTGCAGTCAAGGGTGGCACTCACCTGCAAAATATAGCTTGAAATAAACATAAGTTGA
ATCAGATGAATATACTTTTTATTATTTTTTAGACATGTCTAGTCCATGATTACTTTTTTC
TGTGTGGGGTTTTCAACGTTTCTTTGGTTAAAAAAAGAAACGTGGTGCTCCAGCCGCCCA



TGCTTCCCTTGTATCCAGACTGCACCGCACACACTGACTGGAAGTGCAGCTGACACATGC
GCTTTACTGTTTCGGTCTTTGTATCATCCTTAAAGACGTTTTATTTTTAATTACTTCTTT
TATTTACATATCGCCAACTGTTTGATTACATTGGTGCAATTTTGTGACTCAAATAGTCTT
TTTTATCCACTAAAACTGTGCATACACTAGGTGAGGCACACAGTATGCCTGCCTCAAGGC
AGAGGGCACTGGTGAACCCAGAAAATGTGACACCGCAGCTAAAGAATAAAAGAGCATGTC
AGCTGCAGCCATCTAGTTATACTTCAATATGGTTAAGCATCATTTTCTGAATAGACAAAA
TTAGTCTAAACTCAGAAATTTGTTTCGACAAGTCACGGGCAGTGATCACCAT
>CL12225Contig1
ATTATTGGCAACTTTACAAGCACTCGGTAAGGAAGCAATAATGGTATCACATACATGGAG
GACATTTTTTTAAATTAACATATCAGTTTCAGATGTACATGCTTTGAGCACAGGTAGAAC
TGACAAAGGCAAGATGTCAGAACTTGGAATACAAACGACATGAAAGGGTTTTATTAAAAA
AAAAAANCNNCNAAAAAATAANGCNNCNNCNNGGAGTTCANTGAAAAANGCAGTTGACCC
CNNCTTTTAGGCTTTTTGCANAANCNGGACAAAGAGATCAATCNNGGCANATGATTTGCC
AAACNNGTTANANCAAACNTTATAAAGGAAGAATAGGANGTNTGATTCTTGACAAATANC
CCCCCAANTTTCANTNCCCNAAGAANGTTTANAAAAGANAAAAAAAGCNNAAAATTANCN
CNAAGGACTGNGGGAATGAAACNGNGATCNCCAAAANCAAANAANGAGTCNTGAGGGGTT
GCAAAAATATCNCAAAACTNCTTTTTTTTNCTTTTTTTNCCNGANCTGNGANCTNCTTTG
GANATTTNC
>CL12226Contig1
GCACGAGGGGCCCCTCCAGGGGAAACCCCTCCATACACCGGNAATCCTGCCTCAAGCCCC
CAGCATGCATCTCTCCTTTCACCGCCCGCCGTGTCTCCATCAGCCGCTCCAGCTTCGTCA
CTCCGCCTCCACCCTGCGGGGGGGTGTCCACCCCCCCAACACAATTTTTGTGACTCGGCC
CCTTTGTGCTCCTGTGAACCCACACGTGTGCGACATAAACACTGCACTGAAGTTTGTAAA
GTTTGTAGTGTAGATGATCATCGCTCTATTCTGATTAATATCACTGATGTTACCATGACG
ACACGACTGCAGTTGTATTTGTAATTTGTATAATGGAGGATTTCTGATGCCTGTGGTTTT
TAAGGCGGAAACCTCTCTCTTTTTAAGGAAGCATGTTTTTCCCTCACATTCGCTGTTTTT
TATCGTGGCTCTTAAGTGGAAAAAAGGATAACGGCAGATTATTTTGTCCTTCGCCGGGTT
CATGTTCGCTTTGCTTCAACGCCAGAATTCCTAGTGAACATGTTTGTTTGTCTTTTGGGT
GGGGGTTACAGAGGCATTTTAAACCGGCTGCATCAAAGCA
>CL12227Contig1
TTGATAAAAGGGGGTTCAGCAAAGTGAGCGGCATACGTCCACAAGAAAGGAGCTTTGTTC
ATGCAAGTCTCACACACCATCTCTTGCAACTCTTCAGGTTCAACCACAGTGCAGCCCAAG
TGCTTACTGTGAAACCAATCCTCACAGATGACACACTGAATCATTTCGTCATCATCCTGC
CCATCTGTGTCTGGATATGGTCTGTCACATGTGCAATAGCAGCCACTGAAGTTGTGATTG
TAGCGATTTTTATCATTTCGCTCATCTTTAGCAGGATTCAGCTGGCATTGAAAATCTCCA
AATTTTCCATTTCCACAATCACAGCGAAAATGTCTTTTGGTGTAAAGTTCAAAAATGTCA
TGCCCATCATGGCATTTATTTGCACATGCCAGACAAATCCCAGCAGGCTCTGTGGCATCG
GGGGTGCAGGTGTTGCAGGCAAATACTGCCTGCCTCTTCACATAACCCCGGGAATACGAG
CAGTTTTCCGGGTCGCTTCCAGCCAGCACACACAAAGCCTGATCCAGCTCCTCATCGGTG
ACGAGCAAGGCATCATCAGGGTGAGAGTCCGGGAGGTTTGAGGCCATACTGCGGAGAAAC
GGCGTCCAAGACGAGCAGGGCTAAGAATAAAACAATCTAGTTGGGCCCAGCACGGTACCG
ACTGTTGACCCCCGGCCATA
>CL12228Contig1
TCCGGGGAGTTTCTCTTGCAACTTTGCGACTGTCGCATTGACTTGAGTCCGAACAACATC
GATGTATTGATCGATCTGGGTCTTGTTCTTCTCATAGACGGGAGGCACAGCAAACAGCAA
GATGTCCGCCAGGATGAGGAGGGTGATTCCGTTGAAAACTGCTCCCACGTAGGTCAGCAG
CCACATGACCACCGCCAGCTTTAAGGAGTCGACGAGATCCTCCACCAGGAAGAGACGGCT
CATCTGCTTCAGGCCTCGGTTGATGTAGGTCAAACTGGCGTCCACGTGCTTGCGGAATGT
CTCTGGGGGGATGCTGACATCCTTATCTATCAGCATCTTGAAGGGGTGTCCATCGTTCGA
CTTTTGCACGGCCTGAAGAACGGACTTGTAGATGCGGAAGGAGATGGTGACAATGAGCAG
AGCGAGCAGCAGGTAAGACGCCACGCTGATGACACTGAACGCTGCCAACGACAGCAGCAT
CAGCAAGGACAGTCCGAACACCACGCCCGACTTCTTGGGGTCTCGCCAGTGGATCAGGTC
TTTTACGGACAGCTTTGATTCCTTGGCAGCAGAATTTTGTCCATCGGCAAAACCTTGCGA
CGACGATATCTGGGCGGACTGGGTCATTGAATCCATTTTCTCTCGAATTTCTCCCCCCAA
AAAGCCGCTGTTGGATCCGAACTTCACCGCAACGTCTGAGCCTCGTGCC
>CL12229Contig1
TCGGCACGAGGACTGTATCCATCAGTCTGATGGCTCTTTTGCAGAGTCTGCAAAAGTAGG
CAACTCAGGTAACCATACTTCAGAGGTTGTTCCTACACGACTGTGTTGACGTATCTGATG
GTGCTGTGGACCCCAGTTTTTCTTTCTTGCCTGTTGGTCTGACAGTTTCAAAGGTTTCCA
GCTGTTGAGAAGTGATGGTTTCGCAGCCGCATGTTGGCGTTTTGCATCTTTTATTCCCAG
TTTTTGCATGGAGTCTTTACAATTTTCCTCGTTGGGATAAGTGGTAACGATGTGTTTGTG
CAGGTGTTACAGCATAAAAAGATTAAAGTCAACGTGCTAACTGTGTATTTTCAAATCTTA
AATTATATTTCCCAGTACACAGTTGTTGCACTACTTTGGATTTCTCTGAGAAAAGGAGGA
CTACTTTTCCTGATGGGGGGGGTGCAAAGTCTCCCTTTGCAAAAGAGCCAGAACGCCTCA



AAACGGGTCGAAGGAGCGACAGAGATGACGGAGAATCCTCTTCTCCACAATCTCTTCATC
TTTGGACACCAACAGAAACATGGAGTCTGGCTCTGTCGGCTCGCTCTGGTTTTCCTTTCA
TTTTCCATTTTCCATCTGAAGAAATTTTGACCATGTACAGAAATTTGTAAACTTGCATCA
AGTT
>CL12230Contig1
GAGCCCAGCAGAGACAGGGTTGTGTGGATGTATGTGTGAAGGCACTGCGCATGTGTGACT
GTGAGGTGCACTGACTGAAGCAGACAGCGGAGGAAAAAAGAGCAGTAATGAACGGCTGCT
GAGCGATAACAGCAGAGGAGAGGGGAAGAGGCTTACCTGAAGACCACAAGGCAGGACGGT
GGACAGGAGGGAAGGGAACGGATGAGAGATCAGAGGCGCAGCACAGAAAAAGCTGAATAA
TTTGGGAGAAGGGCAAAAAATAAGGAGATGGAAAGGAAGATGGGAGAAATCAAGAACTCG
AAAGAACAGAAACAAGGTTAAGGGTGTGAAAAACAAGGGTAACAGAGAGGAGAGAGGAAG
AGGAACCGAGGATGATGAAAGCCGCAAAATGAGTCCACCTTGTGAATGCTTCCTCCATCT
TACATCTCCTCCATGTTGTTGATGGTCCTAGAATGAAAAGGACAGAAGAGAGCATCCTTC
CCCTGATGAGACATTTCCCGCACAAAGAGCCAAACGGTGTATCATCACTGGAAAGCTTTG
CCTGCAAGAACAGAGGCAAGAAAAAATCAGGATTAAGTGCACAGGTAGATGCTCAATGGG
AATACTGAATCCCATGTTGGAACGCCTAAACCGGGAGACAAGCACAGAGGTGTNTGTTTA
ACTACAATCCCTCTTTCCACACACTNTTGGGACTNTGAAAGTAAAAAAAAAACAAAACAA
AACAAAAAAAGAACACCAACTTCTCACTCCCATTTCTAAAGAATCCAAGGACCTTGGACT
TTGAAGGAGTCATTCCAAGAGCTCTCTGGAGCAATATGTAAGACCTCCCATGAACAAACA
AAAAAATAA
>CL12231Contig1
TTTTTGTTTTTTAAAAAGTGCATTTATTTATTTATCATCCGTCATACAGCATCATACCAC
CAGGGCCAGAATATACGATAAAATATCACTTCATTTAAAGTATCTGTCAGGAAAATATTC
GGTACATTCAGACTTTAAATACAAAATAAAAAGATTTCAGGATAAAAAAACTAAAACCTC
TTTCAACACCAAAGACAACACACAACACAGAAAAAGCAGGAAGTAGTCAACAAAGAGCAC
TTTGCTTGGAGGGAGGAGATCCTGTGAACACCTGAAGAGTCCAGGTGGACTGGATGGTCC
ACCTTTAGAGTAAAACGTTCCTGAACGCATCACAGCGTCAAATTCAGACGGATCTGCTGA
CGGTTTTCCACGGCAGAAGAATTATCAGCTCTGAGGCAGGAGCTCCTCCCATTCCTGTTT
GGGGGCGGGGCATAAGGAGGCTGGAACTTGCTCTCGGGTTCTGCTACAGCTTGGTCAGAG
ATCCAGTTTGAAGGTTCAAATGACTAAATGGGGACTTAAGAGGGGGGACAGCTGCTCTCA
TGGTTTGGTCTCAGTGGCGGGTTCAGAAACTTCTGGTCCGGTCACCAGAGCAGGATGGGC
CAGTGTGGAAAACCAGGAGGACATGGCGGACTTCGCGCTGTTCAAAGCTCCGCCCACCGT
ATGACCCACTGCCTTCCCTGTCTGGACCATGCTGCGGCTGGTGGTCATCATGGCGTTCCC
CAGCTTCTTCCCTCTCTCACTGTTCTGCACTGAGTGTGANA
>CL12232Contig1
CGTCCTTCACTGTCAGGCGCACTTGGCTGAACCGGCCACGCTCGGCGCCGCGGCTCCGAC
CCGGTTTCCTGTCGGTGAAAACGGGGGAAAGAGTAGATCTGGTGAAGGTAAAAACATTCT
GCTCCCTCCCTCATGCCGCCATCGCAGACGAGTGATGGCGGCATGATCAGGCTTTCTGAT
CAAGCTTTCCTCTCAGGGCACGCCCCCCGACCTCGGCGCACGCCCGCACCGGCGCCATTA
CAGCGACGTGTCCTGGTGGATGGACTGCAGACAGCTGAGCAGCCGGTGGTAGGGGCTGCC
GGGCGCCGCCACGGTCTCGAAGACGGACTGGAACGCCCTGCGGTCCAGCTCCTCGTCGAT
CTGGTGCCGGTAGAAATCCATGGCCACCACGCAGAACAGGTTGACGTCCACCACCTCGAT
GGAGCCCATTCGACTGATCACGTGCGGCAGGAGAGCAGAGATCCACTGCGAGGTGGAGGC
TGAGACGAAGAAGCAGGACAGGCTCCACATGGCCATGGCCACCGGGGTCCTCTGGGTGAA
GTTGGACAGAGACAGCAGCACCCAGTCTCGCACCATGGACGACTGGCCCGTGGCGTGGAG
CGTCTGGAACACCCTGTAGACCACGGTGGCCATGAATTGTGGGTAAGGCTGCTGGTTGGA
CAGGAACTCTCCGATGACCTTGTTCATGATGTCCTGTGGAGGGAAGAAATCGTCCAGAAA
CTGGGGCAGAATCCTGGACACCACCCGGGCCTCACTGGGAAAACCCTTCCTGATCCTGTC
GAAGAGCACGGAGACCCGCTCCATGGCCACGATGATGGACTCG
>CL12234Contig1
TTTTTTTTTTACATTTTCAATAAATTTTAATTTATTGTCACTTTTGAACATTTCAAGTCA
TTTCAGTGAGCATTGTGGACTTTCTTTCTATAACTGAGGGGTACCAACAATTTTGTCCAC
CACTGTAAATGAGGATGAGGATGGTAAGCCAGCTCTTTAAATCTTGGCTCCAATAAGGTT
GCCATTGACAGAGCTGTGACCTTCTCCAGAGCTGAAAACCTCTCACATAGATAATTCATC
CGGTTAGTGGCCAGTTTCTCCCCCAGTGGGCGTGTAATCTGTCCACATCGGCTTGAGATG
TAATGTTTCAGCATTTTAATTATTAGAATGACTTTGGAGGCCGACACCCATTTTTCTGCA
GAAAGCTCAGCCGTGGCCAGTTGAAATGGCAAAAGAACGCTCAAGCAGTGGACATGGTAG
TCCTCTGAGGTGAATGGAGGGAGGTCCGTATGGAGGGTGGCCAGAGCTGCCCTCAGTGGC
TCTCTCTCCTTCAACAGCGTTTCCAACATACTGAATGTGCTGTTCCATCTTGTTTCCACC
TCTTGAATTAATTTATGCTCTGGCCTGGCCAGCTGTTTCTGCATCTCTGACAGCTTCTCC
TTGGCTGTGGTGCTGGATTTAAAAAGACCAACGATCCTACGGCCCCTACTTCGGGTGTCC
TCCAGCTCAGGGGGTTTGGGCAAGGGACCTTTTCACCATCAAATTAAA
>CL12235Contig1
ATTCGGCACGAGGGGGAACTTAATGGCAATACTGGTTCACGTCTTAAGACGTTTGACATA



CAGGAAAAAAATATGGGAAGATAACCAACACGCCATTCTGTGGAGGATAGGTTTATACCT
TGGAGCATATACCCTACCTTTGCAACTCGGGCAGTCCTGAATTGTCCGTCACTATGGCTG
AGGAAGACTATGGCAGCTTTGTGGACTGGACCCAGATGGGGGACCTGGCCAACAGCAGTG
GACCCACAAATGTGGACAGTAAGGACCTGAAAGAGTTCAAACAGATGGCTCGCCAAGGCT
ATTGGGCTAAGAACCACAAACTTCGAGCACAGGTCTACCAGCAGCTCATCAAAGCCATTC
CCTGCCGCACAGTCACTCCAGATGCAGAGGTCTACCGTGATCTTATTGGAGATGCGGCCA
ATAAGAAGCCCTCCACCCATATTCCTCTGCCAGACTTTGTAGATGGGAATCCAGTTCCAC
GTTATTGCCTGAAGACGGACGCCGTGGCTTCAGCTCATCGGATCATTAACTGCGTCGCCG
GGCAGTTTCCGGATATCTCCCACTGCCCAGCACTTCCAGCTGTCACTTCATTGCTCCTTC
ACTTCAGTGCAGATGAAGCTCAATGTTTTGAGCAGGTCAGTCGCATCCTTGCCTGCAACG
AGCCAGGCAAGCGGCTGCTGGATCAGACTTTTTTGGGCTACGAGTCTAGCTGCATGAC
>CL12236Contig1
TTTTTTTTTTAGAATTTCCGGCGCTTTGATTCACATGTAAACACAAAAAAATTGGGCATA
AATCAACTTATCCACATAAAAATTGAGACTCTCAACGAGCTTTTTTTTTTGTAAACAATA
AGTGGGCTGACTGCCTGTTTGTTCCATCTAAAATTCAGAATGATGCGAAGAAACTGTTGG
CAGATTTGATTAATATTTAATCGAAAAGAAGATCACTTTAAAGCAACCTCTGTGATGAAG
CCGTGAGAGAGATCTTTCTGTGGGCGCTAATAAGATTTTCTTCCCCCCACACAAACACAC
ACTTTAAACATTTTTTGCCAATCAATCCATTAGGAAACAATGCAGGTGAGCATAATGAAA
GTGTTGTCCCAGTGAAGTGCATCGATGGACAGCTGGGCAGCGGCCGGCTGATTGACTTTG
CTTTGACATCTGGGAGGCCCGCTGGCCCCTGGCACGCGCGGAGGCTGATGTCGCCATTTA
CATGCAAATTTAAGGAGATCATGAGGGCCTCGCCCCGTAAATTCACACACTCACACACAC
AGACTCACACACAAAAGGAAG
>CL12237Contig1
GTGTTTATGGCGTTGCGGTTTACACTGGCATGGNAGACAAAAATGGCTCTCAACTATCAG
GGCAAATCTCAGAAACGATCTGCTGTGGAGAAGTCCATCAATGCCTTCCTTCTAATCTAC
CTTTTCATATTGGTGAGCAAGGCCCTTGTGTGTACTACACTGAAGTATGTGTGGCAGAGC
AAGCCAGGACAGGATGAGCCATGGTACAACGAGAAAACCCAGAGAGAGAGGGAAACCAAT
CTGTACCTAAAAATGTTCACCGACTTCCTGTCCTTCATGGTGCTCTTCAACTTTATCATT
CCGGTGTCCATGTATGTCACAGTTGAGATGCAGAAGTTTTTGGGATCCTTTTTCATCACG
TGGGATAAAGATTTCTTCGACCCTGAAATCAAAGAGGGGGCACTGGTCAACACTTCAGAC
CTAAACGAAGAGCTGGGACAGGTGGAGTATGTCTTTACAGACAAGACGGGGACGCTCACT
CAGAACAACATGGAGTTCATAGAATGCTGCATCGACGGTTTTCAGTACAAGTACCGGGAC
GCTTGCGATGAGCTGGACGGGCTCTCTGTAACAGATGGACCTGTGAACAAAGTGCAGCAG
AAAGCTGGCAGGGGAGAAGGAAGATCAATTTCTGCGAGCCCTATGTCTGTGCCACACAGT
CCAGGTGAAGGAGTCTGCAGAGCAGGATGGACTGGCAGACCAAGTGGACGGTTCAATATT
GGATGAAGCTTC
>CL12238Contig1
GGAAATCCTAAGATAATATATGGACTCGTTTGTGTTTCCGAGTCGGGTGAATATTTTTTG
TCAAACTAGTCACTTTTAAACGTAAGTTACCCATTGTGTGGCACAAGTACGGTGCCAGGG
AGTGACAACTTAGGGGGGAAATAGGGGAAGCTCGTGACGTTGGGTCAAAATGTCGATTCA
GTACGAGGTGGAACAGCTGCCTGACAGCTATGGGGTGGCGGACTCGTTCCCCAAAGATTT
TGGTTATGGTGAGGAGGAGGCTGAAATCGAGGATAGCCCGACGTCATCCGATAGCAAACC
TAGAATCCTGCTCATGGGTTTAAGACGAAGCGGCAAGTCATCAATTCAGAAGGTGGTTTT
CCACAAAATGTCCCCCAACGAGACCTTGTTTCTGGAGAGCACCAACAAGATCTACAAGGA
TGACATCTCCAGCAGCTCTTTTGTCAACTTCCAGATCTGGGACTTCCCCGGTCAGGTGGA
CTTCTTTGACCCCACTTTCGACTATGAGATGATCTTTCGAGGAACCGGGGCTCTAATATT
TGTCATCGATGCTCAGGACGATTATGTGGAAGCTCTGGGAAGGCTCCACCTCACCGTGTC
GCGGGCCTACAGAGTCAACCCGGAGATCAACTTTGAGGTGTTCATCCACAAAGTGGACGG
CCTGTCGGACGATCACAAGATCGAAACACAGAGAGACATCCATCAGAGAGCCAACGATGA
CCTGGCAGATGCCAGTTTANAGAAGCTGCATCTCAGCTTTTACCTGACGAGTAT
>CL12239Contig1
CGGCACGAGGGGTACTTCTACCACACAGCCCGGCTCAGCAAAGGCGGCTACAAGACGGTG
AAGCACCAGCAGACGGTCTACACCCACCCCCAACAGCTCCCTGTTTGAGGAGCAGCCCCG
TTGGCTCATCTACCACGAGCTGGTCTTCACCACCAAGGAGTTCATGAGACAGGTGATCGA
GATCGAGAGCGCCTGGCTGCTGGAGGTGGCTCCCCACTACTACAAGAGCAAAGAGCTGGA
GGACAGCAGCAACAAGAAGATGCCCCGCAAGCAGGGCAAAGCCAAGGAGGAGCTGGGCTG
AAAGATGACGGGAAATTCCAAAGGAACTGCATTTGCTCACATCTGCACAGTTTATCTGGT
CAGAGCAACGAAGGAGTCATCACTGATGAACTGGTTTAATCATAAACAGGAAGAGAACAA
AGAAAAAGTGCAGAGTCATGGGGTGGATTCTTGGGGCCGCAGGACGCCGCTCTGGCCTTT
AACACCACTCTTTAGCTTCATTTTTCCTTGTAATAAATCTTTGCCATCNNAAAAAAAA
>CL12240Contig1
TCAAATCCTTCACTGCCCTCTTCACAGTTCTCCACTTTTTCACAGGGGTTATCACTTGCT
TCTACAGATCCAAATGGCAGTTTATCCGGACAGTCTGCATCATCCGTCTCAGAAATAGCT
GCTCTTACCTCAACCTCCATAAGTCCAGTTACAGGGACTATCTGCTCTTCGCAATGTGGC



TCTGTCTCCATTTTGCTACAGAGACCTGTGGACACCATCTGCATTAGTTTCAAAAAGAGA
TGATCCTCTTTGCCTGAGCAGTGATTCACTGAGGTGCGGGTTAGCGGTTCTGTCGAGCAC
TTATACTGTTTCAAAAAAGCATATCTTCATGTTGTAATTTTAGCAAAAGTCCCTTGTACC
ATTTCAGTAAATCCAGTCAGAATGCATGTCAGAATCCCTGGCGTCATCTCTGATGTTTTT
CCAAGCTTTTTCTTGCCTGCAACTCAGGATTATGTAGCTTTATCGCACAAGGTGACTTCC
TCCCCTAACTGCTTGAATCCCATCCTGGTCTACATTCAATGATAGAGCAGCAACAAAAAG
TGATCAG
>CL12241Contig1
AAGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGCTGTTTCCATTTCACTTCCTGAACC
GTGATGGTCTTGCTGCTGAAGCAAATGCAACTTCTCACTTTTGGGCTTCCTGCCTCGTCG
TTTAAGAGGATCTCCACCAGATGGACTGACGGGACTTGCAGGGGCTTCATCTTTTTCATT
TTCTTGTTCTGATTCACTCTTTTTCTTTCTTCCTCTCTTGGCTTTTGAAGCATCTGTTAA
TTCTTTCTGAGATGATCCATCCTGACTCTGAGACTCAGATATCAGACACCTCCCCTCTTC
GTCATCCTCCTGCTCTTCATTCTCATGCTCAGCCTCACTTCCTGGAACTTTGGATTGGAC
TTCTTGGTCACCTGCATCCTCCTCTGCCTCTGGACTGCTGTCTGAATCCTTTTCCATAAA
AGAGTGGGGGGGAACCGGCTGAAAAACAAACTTGGGTGCTGTAAGCTCAACTTTTGGGTT
ATTCTCAATCTCCCACAATCCTTCATTGAAGCCTTTTCTTTTGTTGGGCTTTGCATACTT
CTCTTTGTTGAGCAAATAAGGGAAGATGTCTTTTGGACCAAGAAACGCTGTTTCATGGGT
GCCAAAGAAAAATATGGGGTACTTGATGTTGGATGGCTTTACAGCCCCATCCGGGACCTC
ATCGATTCTTGCAGGCCAGTGAGGATACCCCTTCATTTTAGCAAAAATAAGGTCCCCTGG
TTTCCAGTCTCGAGCCATGCTGGAGTCTTGACGTGATGAGAAGCTCTTCCTTTNTNCCGC
CCCC
>CL12242Contig1
AATTCCAAAACTGAGTGCCNTACAAAATTTCCCAGAAGTCTCTGGGACAAACCAGTGTGC
ATCGATGCTCACTAGATTGACGAAGATAGACCACAATACATTTGCGATTAAACAATTTTG
CCAAAAACATGTATTTAACTTTTGGGATCCAGTTTTGTTACATTTTATGCAGATGACTAC
AGGTTTTTTTTGACCAACCAATATACTTTATATACTTTGAAAATGCATTTTCTTGTCAGC
TAAATTCACAATTGTTGAACCAAGTTGATTTTTAAACATTTTCTTATATTTTCTCTAATA
AGAAAAAAAGAAATTCAGTGAGCATGGTGTCCAAATTGCTTTCAAAATTCAGGGCACTAC
ATAGTGCGGCACTATATAGTTTTTTTAGTAGTTAGGGTGGGAATTTGGACAGAGCTCTAA
TGTGTTTGTCTATGCCTCTTGTTTCCTCCCTACCTCCAGCCCTTTGTTTCATGTTTTCGC
TGCGTTTCTCAGCGGACCGTCGGATTCTCGTTCCTTTGAGTCACTTCTCGTCTGCATGAT
GGACGTTTCGTGTGCCATCGAAACTCTCGATGTTCACAGAACCACAAAAGCTTCCTCAGC
TTTTCACTGACCTTTGGTTTGGTTTGAACCTGGACTTGGAATGGAACTTGTTTTGTGTCG
CAAAAGGTTCTCTCACGCCCGTTGTTTACACGATGAAGATGAGCAGTTTCCTCCAACAGC
ATGAACATTTCCCAGGTTTACGTTTGTACATGTGTGTGTCTGTGGTAACGGGAATGAATA
AAGGCGCTCTCATCTGC
>CL12243Contig1
GAGGCTTGATGTTGATCAATTCAGTTATAAAAGCAGTAGTGTGGGGGTCAAAGATGGCAA
GGGCAGTGATTTTGACTCTGTGCGTTATCAGGACGACCAGCATAATCACTATCGCGGAAG
TAGAGAACATCTTGATGATCAACGTGACCACTATGGAAGTCGAGATCGCCTAGATGATCG
TCGTGAAAACTATGGCAGTCGGGATCACCTTGATAACCGCCAACGCTATGGAAGTCGGGA
TAACCTTGATGATCAACGTGGGCGCTATGGAGGCAGTCGTGATCGTCTAGATGACCGTAC
TGAACGCTACGGCAGTCGGGATCGTCTAGATGACCGTAGTGAACGCCATGGCAGTCGGGA
TCGTCTAGATGACCGTAGTGAACGCTATGGCAGTCGGGATCGTCTAGATGACCGTAGTGA
ACGCCATGGCAGTCGTGATCGTCTTGATGATCACAGTGATCAGTACCAGGGTAGTGACCG
TGGTGACCACTACAGTGATCGTCACTACAGAGATTAAACAAGTTTTTCATCTGAAGTAGT
AATAACGCTGTTTTAGCCACTTTTTAAACAATAAAACTAGCTCCACTGATGATAAGGGGA
TCTCAGACTGCTTTCACACAAGCATTGATTTGATTGGACTAAGAACAAATTAAAATTTAA
CTCTTCAAAAAAAAAA
>CL12244Contig1
TTCGGCACGAGGCCGCCATTGCGGGGCAAAGGTTGGAGAGGGTGAGTTTCTCTTCATGGG
GATGGTGAGGTTTGGAGAAGCCTGGATGAGCTGTGCGCCACGGTACAAAGACTTCATGCG
GATGTATCAGGAGGCACAGCAGCTGGGGACTAACCTCTGTCAAGTAGACACCGACTGACT
CCTTTCCTCGGTCGCCGTTGGAAATGGAGCCGGCCCCCGTGGGAGGGTTGGGTCAGAGAG
GCTGAAAGACTGGCAGAACCTCGCTCCTCTCCTGCCACCCCACGAGTATTTCAGTAACGA
TGCATGGAGCTCCCGAATGTAATGAAGCAGCTCTATTTTCAGTGCTGAAGCAGGCGCAGC
GCGTTCGGACTTTCCTCCTCTGCACGGTGAACCGCAGTTTAAAATGTAGCGAAACTCTGT
TTGGTTTTATATGTATAAAATGTGAACAATTGTTGTACATTTTGATGTTTTGTGTGCTTT
GTAAAAAGCTTGATGTACAGTTCTGAACATGTTTCTAAAGACAAATGTATATNAAGTGAA
AGACTCTTATTTTGTTAAAAAAATATTTTCAATTTATTGCCTGGCTTTTGTTCTCAGGCT
GCACAATTGTTAAAAAAAAACAAACCAAAAAAGTGTTCTATCCT
>CL12245Contig1
GAGGCTGGATTTGCGTCGTGATGCTCTCAGAAAGCAGGAGCTGGGCGGGGTTTGATCACA



GGTGTGACAGACGAGGAGAGACCTGACCTGATAAGAAAGTTTTTGTTTTTTTGTACCATG
TGATCAGACATGCACAACGGTCCTCCATGAAACACGCAGGAAGCCGTCTCTTCACCTCAT
TTCACTCTGAGAGCGCCATCCACTTTTCAGAATAAAAGCTTGAATAGTTTCAAAACCAGG
GGCAGCGGAATGATCTGGTAATCTGATGAAGACGATGAAGAGCTTCATCTCTCCTAACAG
CCGTATTTAATTTTATTTATTGAAGTGGGGGGAGGGGGGAGTGTTTGAATCAGAAACATG
ACACCATCCTGGAAGCTGGGTGTTCATTCTTAGACTTCTCTGAAACTGGTAAACGTAAAG
CCTATTGATATGATGTGTGTACAGATATATATATATATATAAATATATGTATACATATAA
ATTAAAAGTAATGTACTTTTTAATACATAATAAATATAGTGCTAAAAAAAAAA
>CL12246Contig1
GCAACAAGNCCGCCAGTGAGTCGCCTCAGCCCGCGACTCTTTCTTTTATCTTCGCACCGG
CGGGAGCCGTTCCATCGTAGCTCATTTTGCGCAGAAGCGGAGCTCCCGAGATGCCGCTGC
TCCACAGGAAAGCCTTCATCCGACAGAAGCCTCCGGCGGACCTGCGGCCGGATGAAGAAG
TGTTTCTCTGTAAAATCACCCACGAAATCTTCCGGACCTACGATGAGTTCTTCGAGAGGA
CCATCCTCTGCAACAGCCTAGTGTGGAGCTGCGCGCTCACGGGGCGAGCGGGCCTCACCT
ACTTGGAGGCGGTGGAGAGCGAGCAGCGCGCGCGGCAGAGCCTGCGCAGCTTTCCTCGGG
CGCTGCTGGTGCCCCTCCTCCACCTGGCTGCGATGAGCCAACGCAGCCGACTGGTGGAGC
TTTGCGAGGACGTCTACGGTTTCGTCAAGGACCGCTTTTTTCCCGGGGAGGTGGTGGAAG
TCAGCCGGCGCAACGGGGCCAGGCACATGTGTGAGATCCTGGAGGTGCACTCGCCTTACT
CCAGCGCCAACGGAGTGGCGCCCACCAACGGAGCAACGGGCACCAACGGCCACACCGACC
CATCTCAGGTGGACACCATCGTCATCAGTGACAGCGATGAGGAGGACGACGCCTTCCAGA
GTCCCGTCGTA
>CL12247Contig1
TTTTTTTTTTTTTTTTTTACAGTATGAAAATTGGCACAGTATTCTTTAACCAGCGCTGTG
GCATCCCCCTCCTCACTGGCTGTCGTCAGAAAAAAACCCAGATTCATCGTCCTACGAGCA
GAAAACCTCATCTGAGTCTTTTTTGGTCTCCTCAATGTAGGCGATGGACTCGGAGCGAAT
CCGGTTGGTGACTTCATAGGTGCGCAGAGTGACACCGAAGATGTCCTCGTGGTAACGGTT
CTCATCCCGAAGCTTGCTGATGTAGAAGCCAGCATCCTCCAGACTCATGTTGCCCTGCTG
CTTGACGATTTGCTGCACAGTCTTGAGAACGTCCCCAGCCATCGTGACATCCCCACATAC
GTAAATGTGGCCCCCTTCCTTCTTAAGGCATTGGTACACCATCTCTGACAGGTGCTCGCG
GAGAACGTCTTGCACATATTTCTTTGGTTTACCGGGCTCTCTGGAGTAAGCTGTGTAGAG
CTCCTTGAACACCCCTTTGTTCTTGGCCTGGAGGGTCTCCTCTTTGTAGATGTGGTCCAT
CTCAGATTGCCGACAGCCAAACACCAGAATCATGGGACACGACTTAATCCCGTTGTGCTC
AAGGTTGTACAGTCTGTGCTGCCAGAAGCTTCTGAACGGGGCGATGCCCGTTCCTGGACC
CACCAGGATACAAGGTGCTTGGTCGTCTTTGGGAAGTTGGAATGACGGAGCACTTCGTAC
AAAACATGGCACCATCTCGCCCTT
>CL12248Contig1
AGGGTCGTCACTACAGAGAACGCATTAAGAAATACTCTGCAGCCATAAGAGGCGGGGCAT
CCTCCTCTTCTCTGATCTTCCCCCATCTTCCTCCTTCCTGCCAAACCTCATCCTTTCTTC
TCCCTCTTCTCATTTTTGTCCACCCCTCCATCGCCTCACTCCTGCTGTCTTTCTGTCCTC
CCTCTGGTTCGTCTGCCTCCTCCCTGGTTGCCAAGCCCCGCCCCATGCCGTCTTTCTCTC
GCCGAGAGAGGGATGAAGAAAATTCTTTATTGCACTCTTGATTTTGTAAGATATTGAGAA
TAATGTTAACAAATATCTTCTTGTGACATAACCTGATATGGAAGTGGTACTTTAAATGGA
GGAGGACAAGTGTTATAGTTTTGTTCATATTTCTGTAATAAGCTTTTTATTCCAGTTTTT
TTTTTATTCTTGTTTTTTATTGTAATTTTTTTTTGTGACTTCATGAATTGACTTTGGTTC
TGTAACCAAAGTTCCGTGTTATCTCCTTTGATCTGTCTGCTGACGGGACCAGGGCTGCTG
TGGGAGCTCATGCAACTTTTACATCTTGTCAAACTAACTGAAGCTTTGTAATCAGATTAC
AT
>CL12249Contig1
TGCTGTTTGGTGGTCAGTCTGTAATGGGGATGTGATGCAGGGACTGAGAAGCTGCTCCCT
CTGGGTGAGATAGCACTGATGGATTTCATCTAAAGCTGACTATATTCAGTAATCTTCCCT
GATCGCTGCTCGACCTGTTCAATGAGTGATCTAACTTTAGGAGCACCAGCTCGAAACTTA
ACATAGTAAAGTGTAAAGGCATTGTCAGCATTAGTTAAGCCCATTGGATCCCTTTTTGTT
AACTGGCTGGTAAGAGACTTGCATAGTGTTTACAATGTAGACATTCATTAAGTGCATAGC
TTTAGACAAACATTGTTTAAACTTGGCCAAATAAACTGGATAATCCTTAAAACTGGGATG
AGAGGAAACATATTCAATGCAGTCATCTAATTTGGACAACATTGGTATAAAACCTTCACT
ATTTACAGATAAAGTTGGTGAATTCAGTTTCGTGTTTATGTTTTCTAGCTCATTAAAATA
TGACAGTTTCTGCTGAATATTCTCTGCCAGCTTCAACAAGCTCCGACTGTTCTTTCAGGA
GCTGCTCACAGGCTTCATGTAAGGCACCGGTCTTATTGGACACAAACAAGTACTGTTTCT
GAAGGGAGTCCAAGTATTCAAGAGCTTCGTTGACATCCTTCAAAATAGCATCACAGTGTT
CCTGGTAGCAGTTTAGTTCGTCTCTGGTTTTCTTGTATTTTGCGCTCTCATCCTGGTCCA
TGTTGGCCTGCAACTTGGCAAACCAGGCAAAAAACTGCTGAGCTGTTTCTATCCTGTCAT
TTTCCATTTCCAGCATCTGAAATCCTTTGAGGAGAACGTCCTCTGTTGACCCGGGGACGG
GGGCTGTGAACGGGGACTGTAAGGACCGAGACGACAGGCTGCACAGGTCCTCGATGGGCA
GCTCTGAAGGGACAGAAAGAGTTTCCGCGGCGGTTCGGATCTCCAGAACAGAGTCCATTT



GCTTCTCCGTTAGGGGGGCGGTGGGGCCCGTGCCACGGTCCCATAAGGAGAGTTTCTCTC
GGGTCTCCTTGTCTGTTAGATCCAGAAGAGACTGATCTGTGGACGCCATCGTCACTTCAC
AGCCTCAACGTCAGCCCC
>CL12250Contig1
CCCACAAAGAAGTCCAAACTGAGCTCGTAAAGGTTCAGCGGTCCAGTTTGTCGCCAGCCC
AGACGGAATATTTTACAGGAATGATCAAACTTGAAAACAAATTGAATGAATAAATGTCAC
CCGTCATGGTCGGCGGGCTGGCCCCAAAGAGGAGAGGACTCTTATCGGATACGAAGCCTC
CTCAGACTCGCATTATTCATACAAGTGCCAATCAGAAGAGCAGGAGTGGAAATGCCGTCT
GTGAGGTGGAGCAAACCATCGACCGCTTGGAGGGAGGAAAGGTTTCCCAGAAGATCTCAG
TGGACTCGTCGGGGTATTTCAAAAACGACTGGAGAAACGGACTACACATGCTAATACACA
TGTACACACTTGTACAAAACCCATAGAGCGGACGTGCTCGGACCATAATCCACTGCCCCC
TCCCCCCGCCCCTCCACTCAGGGAAGGACATCACTTCGGCCCAAATGGGTCGGCCAATTC
AGACCCAGAACCACAAGGCGCGCACCACCATCTCCACCTCCAATCTACTTTCTCTCTGTT
CCTTTCCACTTCTTTTTATCCGTGCGCTTGTTCTCCCCCTCTATATCTGTTGCTTTACTT
TTAAGTTAGTA
>CL12251Contig1
GCAAGGTGATGGGTTATNAAAGAGAGGAGCAAAGAGGAAAATGAATATGAGTGGCTACAT
TCTTTTCAGCAGCAAAATACGGCCTTTCGTCAAAGCTCGGCACCCAGACCTTTCGTTCGG
AGAGCTGAGTCGATTAGTAGGCACAGAGTGGAGGAACCTCGAAGCTTCCAAAAAAGCAGT
GTTTGAAGAGTGTGCCGCAAAACTTGCGGAACAGCAAGAACCCGAGAAGCCACCCCAGGA
GCAAGTTTCCACTCGAGCAGGGAAGATCTACAAATCTACAAAGAACTCCGAATACCTCAC
CCCTCTTCAGCAGAAGTTGAATGAGCTCTACGATTCAGTGCAAAACTTTACTGACCGCAG
AGGTCGTTGTNCTAAGCAAGATCTTCCACCATCTTCCAATTCATTCCGAGTTGCCCGACG
ATAACGCTGCAATCAAGAAACCCATTAACATTGAGCGCATCAGAAGCCATATGGCGCACA
GGCCGTTACCAAGACGTGGATGCTCTGGTAGAGGACTTTGCTCTCATGTTCAACAATGCT
TGCATGTACAACGAGCCAGAGTCTCTGATATATCGAGATGCTTTAGTGCTGCATCGGGTT
TTACTGGAGACACGAAAGCAGCAAGGAGGGGAAGACTCTGGGCCCCCAGCAGTGAGGCTT
CTGGTGAGGGAGCTCATCA
>CL12252Contig1
ATTTCTGGTGAAATGATGTTCTTCCATTAATACCCACACATAAAGACTGACAGTCCATTG
GGATAATCTGGACAAAAGCACCTGCTGATTTTAAGTTTTTGACAGTTCTACTTACGTTAT
CAGCAACTCTGTACAAAAGGTTTGCATAGAAAAAAAAATCAATCAACATGTAACGTTATA
TTCTATGTTAATGTCAAATTCTGAGTGGGAATGTTGGACGTTTACCGGTCTTCATTTTAT
ACAAATTTGTTTTTTCCGAAGGTGAATGAAAGATAAACATAGAGAATTATATTATGTATA
ACAGTAGTGTTGAAATTGCAGTTGAGTAATAGATACTTTATATTAACTGTGCATCAGAGT
CATATAGAGATGGAAATTATTTAAGAAGAGGATAAAGATAATTCTGCTATTTATTTCTAT
AAAAGAGCGCTGTGTATAATGTTGGCATGTTTGTGTTCATGCATCAATCATTGAGTTGCC
TTCCTAACTGTTTTGCTTCTGTGGCAAAAGAAAATGTAAAAACTTATTAGATGTTTAAAG
AGCTTTGATTGCCTGCAGATTAATATTAGCATTCCCCCTTTTTTTATCTGTCTGTTGTTG
CACTATATTAAAAAAAAAAGATATTTAAAGATGTTCGCTATAGGAGTGTTACTTTTAATG
GTTATTGATATAAAAAAAAAGAATGAAGCACTTTTTCTTGGTCACTTCTCGGTCAT
>CL12253Contig1
AAGTCTTTTTTTGTGCTCTCCAACATGACAGATGTGGTATAGTGAGGCCCTGATGGGAAA
CATACCTAGCTCTGCCACACGGCTGTGGAAGAGAGTTGTTGTGAAAGCCTGTCTGTCATT
TTCCAAACAAATTCACAACAAACTTCAAAAAGTCGTGTACCATGGTTACACAAGCACACA
CACACACATCTGTTTACCTCTTTCTTTTGTGTGTGTCCATGAGACAAACACAGGTCTACA
TGTTTTTTTTATTTTCAGATCTCCACATTCCAGTTTCCTTTAGTCTTAAAGCTCAACCGT
TGGTCTTCATTGTATATATTTTGTCTTCAACCATTTGCTGTGGTCTCATGATCTCTCTTT
TAAACTGTAATTTTTCAGCTCCCTTTGTGTGGAGGGATTCCGTTTTCTGGGTGGCTTCGG
TCAAATGTCCTGAGCGCTCTGTGACGTTGTTTTTTCGTCACACCGCCCGAGGTTTGGCTT
TGAAGCAAAAAGCTGCTCTCGGAGATGCTCCTGATGGCCGAGTCTTTTA
>CL12254Contig1
CTTCTCCTTCAGAAGCTTCATCTGGAGGGACAAGATCAACGACATGGTCGATTTCCCCGC
TCAGAAATTTAGATTTGAGCAAGTTCTGTATCGGCCAAAAGGACGACATGCAGCAACCCC
CCATCTATGACCTGTACGCTGTCATCAACCACTATGGAGGAATGATCGGAGGTCACTACA
CGGCGTACGCTCGACTGCCGAGCGACAAGAACAGCCAGCGCAGTGATGTTGGGTGGCGAC
TGTTTGACGACAGCACCGTAACGATGGTGGAGGAGAGCCAGGTGGTGACGCGATACGCCT
ACGTCCTGTTCTACCGCCGCCGGAACTCCCCCGTGGAGCGGCCGCCACGCTTCCTCAGAC
CTGTTGGAGCGGATTCACCTTCTGGCGCCNGGGCCACTGCCAGCCAGGCTCCCANCCAAT
CCCTGTTCACCACANACCTGGATCCCGAAGGCCCGCCCACTCTGACCCCCGAGGTGTCCT
CTGACCTCTACGCCCCCGCCCCCGAGTGCGCGTCCCCGTCGTACAGCAACATGGAGGAGG
TGGATTAGTGGCTCCTGCAGGGCGAGAACCAGGGCTGCTTGGGGGGGTCTGAGTACAGTC
CCTGACCCGCCACATTTGCGTGCACCGACGCACCTCGACGTTCGCTTCCTCCCCCCCAAA
AACCCTGGCTTGGACCTTGAAGCGGGGGTCCTTCACGAGAGTTTGAGTTTGTTAGTGTCT



AAATATTTCTGTTGGTTTGGGTTTGTTTCACTTATTTATGACAGAAAAAGAGGGGGGGTG
TTGGTTCTGAACCCTCAGTGCTTTCCTCCTGAACCCGTTTAGATGTTGGGATGCAGTAGG
AACGGGAGACGTGCATGACGGCATGTTCACACAGGCTCTCGCTCCTGTCAGTCGCTGGTC
CCCCCCCCCCCNCG
>CL12255Contig1
GTTGTTTTACAGACAAAGGTGATTGTAATGGTTCATTTTTAGCTTATAAAAATTGTAAAA
AGAAAAAAATCTACGTGAGTCCAAAAAGTATGGAAAATATATTTAACTATTACAAAAAAA
AATTCTTTCAAAAACCCTTTTAGAATATAAAACATTCCTAATAACCATTTAATCCATACA
GTCTTAAGGTCAATTGAATTTATACAACTTAACAGATAACTTTGCCTTTGTGGCTGCTAG
TAAATGCTTGTTTTATTTAACTTAAATATGCAACATGCTGTTTGTGAGCATAATATTCTG
TACAAGTTTCATAGAATTCGTCAAGAGAATTAACCAAACTTTCATGTGCGATGTGGTTCT
CAGTGGTTTTGGTCAAAAGTTTTCCTCTGTAAATAAGGTTCCCTTTTGGAGGAATGTGTG
CAATTTCAGGTTTTCCATTTAGTCATCATGTTCGGGGTTGGGGGTTGACAGTAATGAGCA
AGGCTGTGGAGAAACTTTGGCTATGGAGCTGGTGTTGCCCGGAATAGCAGACACATGGCG
GAGGAAAACTAGTTCATTAGTGGATGCAGTCTTGTTTTTCATATAAAGGTAATACTGTTT
GAGTCAGTAGATCCTTCTATGCTAATCATCTGCTGCTTATGCTGCTGTAAATTGATGCAA
AGTCTGCAAGGTTTGAAGTGTTGGTACTAGATCATCTTAGATGTCCTGCTTGACTTTGCT
GAGACTAAAGTCACTGTCAAGGTCCAACTTGGAGAGAGTCTTCTTAACCCGCAAGGCTGT
GAGCCGCGCTGTCGGGTTCTTGTACCAGCACTCCTTCATGATCTTCACAAGAGCTGACAG
GATCGGGTGGGATTGAGTCGGTTGTTCAGACTGGGCCGATGCTGATCCACACACACAACC
TTCTTCATCTCCTCAAAGCTGGGATCTGATGGCACCAGGTCAAAGAAAGGAGGACGGTAG
TCCTCCGCAATCCCATTGACAATAGTTCTGCGGGATATTTCCCAAAATACCAGGCCCAGA
GCCCAGATGTCATTTGTTTGTAAGACTCAAAGACGTCCACACGAATGGTCTCATCCAGGA
CCTCAGGGGCCATGTAGCGCTTGGTCCCAACCCGAGGGTTATTTGCCCACATCAAGAGAA
TCATGAGCCTGAGTGTGGATCACAGCCAAACCTAGATCAGATGCAGCACTGTCCGTTCCG
CCGACGCGTGGTGACCCAGGNATTGGGACGTACTCG
>CL12256Contig1
TTCGGCACGAGGGCTGCCAGTCCGATGAGACCCCCCTTCCGACTGTGGGGGTGCTGGGAG
AGGGCAAACTCCGACGCCNAAATCTGGATCACATGTCGAATTTGATCTGCAGCATTGGGG
GATGATCACATTACCAGACATGAGAACAAAGCAGGGGATTACGTGCAAAATGTTGCCGCC
GACTTTCCGCAGCAGATGGACACCACTGAAGAACATAAGCAAGACATAGCTGAGGAACCA
CAACAGCTTTCCGTGGATGACAGCAATGGCGGCTTATCATTTGACCAAAACAGAGAGCTG
GTTGCAGTTGGTCCTGAAGAAGCAGCTGTGCAGTTATTGCTCTTCAACAATACAGAAGAG
ACCTTCAGCGTTCACATCATTCCAGTTGAAGAAGAAGATGACGACGATGTCCAGTTTGTT
CAAGAAACGCAGCAAGAACCAGCAAAAAACACTTCTGCTGCACTCAATAACGACAACCAG
CTGCCCTTAGATATCAACAGCGCTGAAAACGTTACGACCAATGATGATGCTGGTGTGCTG
TGTGTAGAAACCACCAAGACAAATGCAGACAAGTTTCCTTGTAAAATATGTTTCAGAACC
TTCTTTCACATGGGAACTCTTACTCGCCACATGAAGTCACATAAATCTAACTTCTGCAAT
ATTTGCAAGCAGCATTTTCCTCAACAAATGAAGCTGGACTCTCACAGTTGTGTGCTGCCG
CCTTCTCTCAAACAAGCAGCAAGTGTTGCAAAGTGTGCGGGAAGACGTTTAACCACCCGT
CAGATCTCAGGGTTCATTATGTAGTCCACACTGGAGAAAACCCTCACAGGTGCAGATTTT
GTGAAAAAACTTTTACGCAGAAAGGCAACCTGAATTGCCATCTGCGCTTCCACGCCAGGG
AAAGACCATTCAGGTGCGATAAATGTGGAAGAACTTTCACTCAAAAGGTGAGCCTTAACA
ATCATTTAATGTCATACTTTCATCGTGAGATTGTGGATGACAGAAATACTGAAGGCATTT
AAAAACAGTGGATGTGGAGCTTCATTACAGTACTGTTAACTGCTGCTGTCATGTTGTAAC
TATTTACTGTATTGTGCTTTCAATTTTGTGAAAATACGGTGGTGCAGTGGCCTCGAGCAA
GAAACTGAACCCCACCTAGATGCTTTTATTTTTACCATCAAAATAGGT
>CL12257Contig1
GTCAAACATGAGGACGGTGTGCGCTCTGTTGGGCCTGCTGGCTGCAGTTCACTGCATGCC
GGTGTCACAGGAAACGATGGAGGAGCAAAGGTTTGCTCAGAGCTACCTGAAAAACTTTTT
CAACCTGACGGAGGAAGCTGGGCCTGCAGTTCGACGGGGTTTCAGCCAAGTGACCAGTAA
GCTCATAGAAATGCAGACGTTTTTTGGGCTCCAAATTACTGGGACTTTGGATGCTGAGAC
TTTGGCTATGATGAAAAAGCCCCGATGTGGAGTTTCTGACTCTAGAGTTGCTCGTTTCTC
TACCTTTGGAAACAATCTGAAGTGGGAGAAAAACAGCCTCACCTACAGGATCACAAACTA
CACACCTGAACATGTCTAAGGAAGAGGTGGATGAGTCCATAGAGAAAGCTCTGCAGGTCT
GGGCCAGAGTTACACCTTTGAGGGTCACCAAAATCTACAGCAGCACGGCAGACATCATGG
TTTCCTTTGGTCAAAGGGCTCATGGGGACTATTACCCTTTTGATGGTCCTGATGGCACCC
TTGCCCATGCCCTTGCCCCGGCCCCTGGCATTGGAGGAGACGCTCACTTTGATGATGACG
AAACGTTCACCTTTCGCTCAACACTGGTTATGTGCTTTTCATGGTGGCGGCTCACGAGTT
CGGCCACTCTCTGGGTCTGTCTCACTCGGATGACCCGGTGCTCTCATGTA
>CL12258Contig1
CGACGTTGTAAAACGACGGCCAGTGCCAAGCTTGCATGCCTGCAGGTTTTTATTCTTCAG
TGTTCTGGGTTGAAGTGTTCTGAACATCTTGACAGTTTAGACTTCCAGAGTTTTGCATGT
TTANNAATATTTTTCTCATCAGTGAGCAGCACGGTGACTGATATTGCTTTTGCATTGTTG



TGTATAATTGTTAAAGTCTAACTTTCAAATTTGAAGGCACCTTGCTTTTGAAGTATTGAT
TTGTGATGTAATGTTATGAAAACTAAGAAATAACGCTTCTGAATTACTGTGATGATGCAA
GTTTGATATGACTAGGAACAAATTTACTGTGTCAAAAAAAAAATTGAAAGCGAATATTTT
TTATTTTATTTTATAACCCCCCCCCCCCCCCCCCCNNAAAAA
>CL12259Contig1
TCGGCACGAGGAAAGACGGGAACTTCGTTCATCGTCGATTTCGTCGGTGATAGTATCTCG
CTCATCTACGTGATTATTTTCCTCATCGTCGTCGTGAAATATGTTCGTGTGGGCATTCTT
ATTTTCGCTTGGTTGGGTTTGATCAAACTGATTTTGAATGCTATNGCCATCGTCTTCCTC
ATCATCGCCATCATCGCAGCTGGTGCTGTGAGTGGNGTAGCTGCCGTTGGGATCGGTGTG
GCCATCTTTCTCGTCATTCTCGTGGCCATCTCCTGCATTCTCACGATCGCGATCGTAGTC
TTCGCTTTCAAATTGGCGAAGTTATNGAAAATGCACGGCGCGTATCAATTCGTCTGAACG
AAGATTTTTTTCATCCATCTGAACTCCAAATAAAACTCCTTCTTTTATTTTCCTCTGAAC
TCGTCCCTCCTCTTTCACTCGAACATCGGGGAGAAGGAGGAACGAGA
>CL12260Contig1
GCAGGGAAACACGGCAGTTCCTCCACGGACTCTTCAACCAGTCCTTCAATCTCGCAAAAG
GAGCTTTTTAGTGAGAGTAGAACAGGCTCTCCCAGCCACCAGCCCGTCATCTCCAAATTA
CAAACATCCTCCACTACGGAGATCTCGCCTGCTCAACCACAAGGTCAGAATCCCTCTGCT
CAGCTTCCACTGAATGCAGGTAGGGAAAAAGAGAAGAAGGCAAAGAAAGATCGACAGAAA
AGCAAAAAGCTGAAAAGAGATAGACTGGAGGCTGGCAGAGCAACAAGTGAGAGCAGAAAG
GAGGATGTCAAAAAGAAGAAAAAAGATAAGAGAAGGGATGGAAAATCAAGACACGGTAAG
GACATGGAGGAAAAAAGTAGAGGTGAGGAGTTGTGGGCGGAGGATCTACAGATGGTGAAA
AGAAAGGCGGAAAAAATCAGAGAAAACCTGAGTCCAGTCAGACAAAGAACAGAAGAAAAC
AATGCAAAATGCAGTGACACAGCTGGTAATAGTAAATTAGAAAGAGGCTGCACAATGACG
AATCCAGGTCGACAGGATGAGAGAGATGAGATGGACGACTGTTACAAGCCGGCTAAACAA
GTTGAGCCTGCACCAGCAGGTGATGGCAGTAAATTGAAAGAACAAGACATTTTGAGGCAT
GCGGTTGTGTCCGCTGCCAACTTCACTTCTTCTGCTCCTCCCCCTCTGCNCATGCCCACT
GTNCACGCTCCCATCTNTCCCCCTTTCTCCTCCCAAGGGCAGGATAGTCGTCCGCTCAAG
AAACGCAAAGCGAGAAGGCCGAGTTGGACCAAGATGGTGCATCGAGCGCAGAGAGCGGAA
AATCAGGAAGCCCTTTCTGATTCCCTCCATAATTNTTCAGTAACTTTCCCTCAGGTTACC
AAGACTTCCCTTCCTTCCAAACNTTCTACTCAGCAGAGTGATGAGTCACATACAACCCCC
TCTAGCTCCCTGTCCAGCAGCTCCTCCCCTCTGTCCTATGCCGTCACGAAGCTGACTTCA
GATNTGAGCCTCTNTGCTTCCAGATTTACCCTAAACGCCATCCGAAAAAGGGGTCGCCCA
AAATCCCACAGCTCTAGCGTTGATAAATCTCCCCCTCGACTTCTGCCGAACAACATCCTG
ACTGATGTGCCTCTCTTCGGGTGTGACGAAGTTCAAAAAGCCCCCGTGCTGGAGCCAAGT
CCGGCACTGCAGCGTGCAGATCTGTCTAAATCCAGCCCCAAGAAGCGTGGCCGCCCCCCC
AAACGATCTCTTTCCGAAGACCAGAGCGAAGACGCGCTGAATCACGCTGACGGGAGCAGC
CACTTTCATCATC
>CL12261Contig1
CTCAGGATCGGACAAGCTGGTCAACCTGTGGGATGGAAGCTCCGCCCCTATATCCAACCT
GACCCAGACCTCCAATCTGGTGGATCTGATGGGAGACACGGATGTTCTCCATGACGACGC
CCCCCCCAGCACCGCGGCGGCCAGCAGCCGGCCTCAGCCTCTCCTCAGCTTCGACGAGGT
GGTGGACGGCAGCTTCTGCCCGAGAACCGGCGCCGAGGACGACCCCTCCAGCCTGGTGGA
CATCACAGGCTCAGACCAGATGACCCTCAGCTACCAGCACGCCCTGCAGCACGCGTCCGG
GGTGGGGCCACAGCTGGACGACGCCCAGCTGCTGATGACCAATGGCGAGCCGTTGTTGAA
GGAGGGGACTCAGGCGAGCGAGGGATATTTCAGCCAATCACAGGAGGAGGAGTTTGGCCA
ATCAGAGGAGTCTTCGGCTAAACCAGCGCCGGTCTTTTATAACAGGCCTCCAGAGATTGA
CATCACCTGCTGGGACACGGACCCCGTGGTTGACGAGGACGACGACTAACCAGCCTTTGA
CATCAGATCATCAGACCAGAAGGAAGCTGCTCATGAAGATTTCCTTTTTCTAAAAAAAAC
AAAATAACAAATAAACAAAAAAGTAGTCATATTATTATTAATGATACCAACAATAAGTCC
TGCATCAAGTTAAGTTCTGTAATCATTTTAGAGGAAACAGCTTGATTGGTTTGTTTTTAT
TTATTTGTTTGTTTGCTGTCATGGCAACGGTTTGTCTGTGATTTCTTCCACACTGCTGCA
TATTAGAGACAACAGCGCCACACACTAGTCTGTAGAGCTTCTATTCAACTAACCCAGAGG
ATCAGTACAGCCGCCGTGTTCTTCACTCTTTCTAATCCCTACCTGAGCAAACTCACCTGT
GGAGTCACTTCCTCGTGTATTAAACCTCACTGTCATGGTTAAAACGTGGAACTATTTATT
TATTCTGGTGTTTGCAGACTGACACTCCCTTACACCTTTTTAACCGC
>CL12262Contig1
GGAGTCTCCTAACCTCAGCGCCTCGTCTCCTACCTCGTCGACATGGCCTTCTTCTCCACC
TTGCTCCTCTTCCTCATCTCATCATCCTCACAGTTCTCCATCAAAGACCCCCACTCACCT
CTCAAGCCCCCAGTCCTCCGACTGTGAGGACACGGACAAGCGCAAGGCGCACAACTTTTT
GGAGCGCAAGCGGCGAAACGACCTGCGCTCACGCTTCCTGTCACTGCGGGACGAGATCCC
GGGCCTGGCGGACTGCCCTAAAACCCCCAAGGTGGCCATCCTGACCCGGGCCACGGAGTA
CCTGCGGCAGCTGCACGCATGCGAGCGGCTGAAGGCTCAGGAGCGCAAACAGCTGAAAAC
GCGGCAGATGCAGCTGCTGCACAAGCTGGCGCAGCTCAAACGGTCCTGAGTGGCGGCATG
AGTTTCAGGTCGGAACGGACTTCATGAAGAAAAAACACTAATTTTCCCTTTGGGGCGATC



ACGCTGGAACAGCGCGTGTGGAATTATTGTCCGTCTTTGTTTTTTTTTAATCTACTTTTG
TGGTTTGCACATTAGCCTTGGAGTGATTGACAAGCTGTCTAGGGACTCCTGCTTCCAGGC
GGGGTTAATGTGTCCTTGGTCACATATTAAAAGTTTGTTGGGCTGGTATTTCCCCCCCCT
GTGTAAATGTTAAGATTGTTGCTGGCTACAGCAAAGCCTGCTGGGAAAACACCAGCATTT
ATTCAACAAACTGCAGCGAACGCTCCGTTAACTTCTGCTCTGTTCAGACTTCCCCTGTAG
TGACGGGGCTTGTTGTGGTCGCACAGCTGTGATCTCTCTGCTGAAGTCGCCTCCCCCATC
CCTCCCTTTTCAGCTCCCACAAATCTAATCTTGAATCTCTACGCTTCATCCTTGGTGACT
CTGCTGTGGGTCCTGTTTCTGGAACTCCCTCCATGTCTGTCCTCGGTTACC
>CL12263Contig1
GAAAAGAGAAAAATCAGGACTCTTAGTAGCTGTTTCCATGACACAAATACGCAAAACTAT
CAACATTCTAGGAATGTAAAAAAAAAACACAATTCTACTGTTCCTATGTGAATAAACACA
AACATCTTACGCAATAAGTTATTCANAAACAGCGACAGATGTAAACAATACTTTGATCCA
TTCAAATTTCTGCAATGGCACTAGCGCTCATCATCTATAAAAGGAGACGTCGGCGTCTTA
TTCAGGCCATTGAGCGGCGAGCTCCTTAATGGGGAGGGGCTACAGATGAAGCCATTTAGG
GAAATCGTTGGTGATTTTACTGAGGATCTGTGGATCCAACAGCATGACACACTCAATTTT
TGATGAGCTGTGTAATACTGTGGGACCTCTTTGTGTCACCCGCTGTGCAGTGCCCAAAGC
AGCCAGTTCCTACCAAGAAGCGCATTGCCATCCGGTTGTTGGTCATGTGACTCATTTCAT
TANAATACAGTGTTTCCATTGCAGTTTTGTTAAATATATCAGTTTTGATACGCGTCAAAA
ACCAACTCCTTTCAAGTGCATAAAGATTTTTATGACAAATTGGAGTTTTTTTGAAATTGT
GTTTCCAACAGGCAAATTTATTATCGGAATTTCATAGTCAATGGTAACAGAGCTAGTGTT
AAACATAGTTTTTAGGAGATTTGAAACCTCCTCCTGTTGATTGAGTATTTTTACGAAAGC
TCAAGTCAGTTTTCCCCTGAAAGACATTTGTTGGTTTTTGTTTCAGCCTAAGAAACAGTG
TTTTAATGTTAGAATTCCTCATGTTATCAATGAAAGATAAACCTTTGCTCAGTTTAAATC
ACTGCTTATGTGGTTTAAGAGACTGAATTAGCTTTGTCTGAAAATAAAACCTAGTATTAA
GGCAGTGAAAATCCTCCCTGTTCACATAACAAAGAACAGAAGCCGTGAGGGCTCTGATCC
CTGATTGAACTCCACAGTCCGGTTCATGCTCTCCAAACATCCAGACAGATTCTGCACTTT
AAACTAGTTTCTTTGTTTTGACCTCTAATAAAAATCGGAACCCATCACGTTTTTACTTTT
CTGGGAGAATCATTTTTGCTACTTTTCTACTGTTGGTCATGTATCATATTATTTTGTAAC
TCTGTGTCTTTTTGTGTTATTGTTGTACAGCATGCATAAAGTGTCCGTGTAACGCCGCCT
TAACTGCTGTGAATAC
>CL12264Contig1
CAATCCTCAGAAACCTTTATTGCACACTGCACCTTCACAACACAAAAAGTATTTCAAAAG
ACAGTAAATGCTGTGAATGAAGTGCTCCGTTTTGGCATTATTAAGCACAAAAAGCTTCCC
TTTGCACTATATTTTCTTGTGGTTTGTTATAAATTAGACTATTTACAGTTAGTGATATGT
CTCTCAAGCTCTTCTCCTTGAAGTCAGCAGTGGAAAGTGGCTCACGTTGCCTTTTCACGT
GTGGTTAAAGTATAAAAAAGGGTGAGTTGTTTGAGCTCTTGGAAAAGCGGTGGCA
>CL12265Contig1
GGCACGAGGGTTTAGTTGGGATTTCCAGTATCTCTCAACCCCCCAGTGAGTGTTGCCACT
GTCAACAGCATTATAAAAGTCTGTTTGTATGGGATGGAATTAGAGGGACGGAAAGATTGG
TGGGCAGGTGCAACAGTAATTTCCTGACGGCTGAGGAGTGGCGGTAGGCTTTACCCACTC
TGTCTGGTATACAGCCTCCTCTGTCTCCTGACTGCTCCTCCTCCCTTTGCTTGTCTTGAC
GATAGCCAAGCTCTTATCATGTGTTTGAGTGTATTTCCAGAAACACACTCACAAAGAGGC
GTGTTCCTCCTCAGGCTCTCATTTCCACACTCCCGTGCCCTTGGCTTTTCCCTTCACCCA
ATCTCCCTACCAGTGGGTTTACCCCTTCTTCTGCATCCCTCTATCTGCCCCTCACACACA
GGCTTTACCAGCCAGCTGAGCACGATGGCCTGTTTTAAAGGGAGCAAGGGATGGATAAGA
AAACAGCACAGGGATAAGGGGTGTGAAGAAAGGAGCAATGAATCAAGGCGTACACCAGCG
GCCTGTTATCTCATTACAGCGGTGCTGGCTTGTCATGCCCCAATGACTATCCCCCCCGAG
GAGCACCGTCAGCCCCCTATAAAACCCCCTTTATTCAGGAAGCATTCTCGCATTTCAGCT
TGGGCACAAAGATGGGTAATTCTCTCTAGTTTCTGAGCTGTCCACACCAGATTTGTGTAT
CCTGGCTCAACCGGGGCGCACAATGGCACCAGCAGCACAGGCACAGCCACATACACAGCT
GCTTGTTAGTCTCTCGTTATGAAATGATGCTTTCAGATAATGGAAGCTAATAGTGAGAGT
GGATATCCATTTGTTCCACCATTTTCTCCCTATTCCAGTTCCCTAACACGATCCCGTGTG
GGTTTTAGAAGAGGAACTCAAGAGGGAGCTACTGTCACCTGAAGTAGTGGAAATGGTGTT
CCTCTCTGGCTTTTCTCCCCTCTTCTGCCAAAATGAAGCCTCATTAGACGTGAGAGGAGA
GCTGTTTCTAAATGAGATGGGTAGACTGCGACTCAGCACTCCTACAGATACGGAGTGAAA
GACAGGCCAGGGTAAGGAAGAGACGAGGACAGGGGGAAGCAACAAATAAAGAGAATGCAC
ACAGAGCAAT
>CL12266Contig1
TGCAGTTTTCAGCCAGAGAGTGGCTACAGTTTATGTCAACAATGGGAGTTTAGGCACTTT
TAAATCACAGTTATCTATGAACGTATTCACGAATTCAAAGTTCCTCTATGCGAAAGATGC
TCCTTACACCATTGACACTTCTGAGATTGGGTCTGAAGTTTTTATTGGAATTGAGGCAAA
GGGTCTAAGTAACAGATTCAAAGTTGTGATAAACAACTGCTGGGCAACTCCAACTCCCTA
TCCCACTGACAGGAAGCGGTGGAGCCTCATCATCAACAGTTGCCCTGCAGACAACACAGT
GACGGTTTTTGATAATGCCAAAGACAGCCACTCCACCTTTAAGTTCAACTCTTTCCGTTT



CCAACGTCTGGAGAAAGTGTCCACTGTGTGGCTCCACTGTGAAGTCCAGATCTGTGACGG
GGAAAGGCTTGTCTGTGAACCAAGTCCATGTTCTTCCAGAAGCCTGAGAGAGGTAGATCT
GAGTGGGGGAATTTTGACTGCTGAGTTTCAAATAAAAGCAAGTCGAGGCTCTTCTAACAA
AGGACAGGTACCAGGAACTTCGCTGTTTATGCTTCTGCTGGTCCTGATGAAGATGTGTGA
TTTAAATGCTGGGCAGTGGTGAACAAGTCATTTCTACAAACATGGAGGGGAGGGCCAAAG
ACTCAGGGAGTGTGAAAACATTCTTACCCCTTCATTCAAGTGGCTAATCTTTTCCTAAGA
TTTTACACAGATTTTATTTAGAAAATGCATTAACATGTTTTTAGACAAGTGCTTGATTTA
ATTTTGACATGAATAAAAATCATTAAAGACAGCAAAGTAATAATAGTTTGCTCTCTAGTT
TTCATAAA
>CL12267Contig1
TATTTGCCAGGGAAGCTCCTCTATCTATGAAATCCAAGCTGGAAGGGAAATCTTTGGTTG
AGCTTCCCCAGGCACAGACGGACGTCCGTTTGAGTCCTAAACACTGAAAATAGTCCCACC
TTCTTTACAGACGACAGCCGCTAGCTGGATAAAAATGGTGCCCAGCACATTTCAGAGACC
CGTGTTGGCATTTCATTAGCGTGTCATACAAATATACATTTTGTCCAATTTGTCTCACAG
AAGAGCTGGAAATTAAAAATGTTCCTCTTGCTTGTGGGTTTTTGTTGGGAGGAACATCAT
GGAGACACTAAACGCATCCTCTACATCCTTTGCCGTCATGACCATGCACAGACAGGGACA
CTGCAGACGTTACAGTAATGCCAGCTGAGGAGCAGCTACAAAGCAGACGATGGCTTCACG
GTGATTTTTGATGAAGCTTCAGGTGCATCAGGTACATATAGTTTTACAAACAACATCTCA
TCAATCGTCACATGAAAGAAGGCAACACATCCTGAAGAGCTCCCATGTCTGGCTCTATGC
ACAGGAAGAACATGGCTTTTGTCGACTTTGACATCACGTGTAAAATGATTATCCAACACA
AACGTGACGACACACGGGGTCAATCCTTTCACATTCTAAGGAAACGACTGTTCTTCAGCT
CAGAGAGAGCAGATCAGTCCGAGGAACCAGTCTGACGTCGCATCGAGCCGTCTGGCCTGT
GAGGATGGGACACGTGTGTCCAACGTAAACATTTA
>CL12268Contig1
GTGACACCGCTTGTACCTGACGACTGAAAGTACCTGTGGATCCTTGCCTGTCAGTAGCAC
CATGGGGGGTTCCGCGTCCAGCCTGCTGGATGAAGCCAAGTCCAACTACATCCGAGATCA
GGTCGAAGCTGAGCTGAGGGAGTTCAGTCCGTACTACAGGAAGCAGTTCTCTGTGGCCTG
GTTCAACAAGGTGGAGGACGACCTGGAACAGAACAAGCAGAAGACCACACAGCTGCTCAA
ACAGAGGGCAGCTCCTGAGGACAGTAAGGTGCTGTATGAAGACGCCATCCTTTACTTTGA
TGACAGCAGAAAATGGAAGGAAAGGTACGTGGTGGTGAGAGCCAACTACTCCCTGGAGTG
TCACGACAGCCTGGAGTCTTTTCTAAAAGGGGGTCCTCCTTGCTACAAGCTACTGCCAAC
AGGAGGCACCGTTCTGACCACAGAGGAGAAGTACATGGCCATGGTGGACAAATGCTTTCC
TGACGACAACAATGTGAAGGAGGATTTCGCGCCGGCTCTGTCAGGGATGCCGGGTCAGTT
TCCTGTCTACCTTCGTCTCCCCTACAGGAGGGACTCGTACTTTTGCTTCAGGCAGCAGGG
CAAACAAGCCACCTTCATCTCCATCCTGTCAGACTGCATCAGACACCAGAACCAAGATTT
TCTGAAGAAGAAGACATGTGAAGTTCAGGCCTTCCTCAAAGCCATCCAGCTCTACAGACA
GGACAAAGGCAAATACGACGTGTGGGACATGCTA
>CL12269Contig1
ATCCGACAGCTCTCTTATCACAAACACAACCTTCATGACACGGCTGGGATCTGGGGAGAG
GGCAAAGACATGCTAATGGTTCTGGAAAATGACACCATGAACCTGATCGACCCGCTGGGT
CAGACTCTGCTCCATGCTCAGCCAATAGGCAGCATCCGCGTTTGGGGTGTTGGCAGAGAC
AACGGAAGGGATTTTGCTTATGTGGCCCGAGACAACCTGACCCAGGTCCTGAAGTGTCAC
GTGTTCCGTTGTGACTCGCCTGCTAAGAACATTGCCACCAGCTTACATGAGATGTGTTCA
AAGATTATGATGGAGAGAAAGGCAATGAAGCCAGGGGTGAGCAGACTTTGCTCTGACTCA
GGTAAACCATTGGCCATCCCTGTTGAAGAGTTTCCTGTCCCCAAAAATGAACTGTTCCAG
TGCTTCCATGTCTACTACCTGGGATGTGTGGCTGTGGCTCGTCCAGTTGGAATGGAAATT
ATCAACGACGCACTAGAGGCAGCAATGCTGGGCAAAGACAAAAACGACTGGCCTCCTGTG
TTTGTGAATGTAGCACCAGCCACTCTCACGGTGCTTTCAAAGCAGGATGAAGAGGTGCTG
TCAGAGTGTAGAGTGCGTTTCCTGTCATTCATGGGCGTGGGAAAGGATGTCCACACGTTC
GCTTTCATCATGGCGGAGGGTCCTCGCGAGTTCACCTGTCACATGTTCTGGTGTGAACCC
AATGCTGCCAGCCTGAGTGAGGCTGTGCAGGCTGCCTGCATGCTTCGTTACCAGAAATGT
TTGGACGCTCGGCCTCCCGGTCTGGCCTCCTGTCTGCCCACTCCTCCTGCTGACTCTGTT
GCCCGGCGGGTGAAGAAGGGGGTGCAGAGCCTGCTGGGCAGCTTCAAGAGCTACAGGTCT
GGTTCTCAGTCTCCCTAAGTGGAAGTCGAAAAGCGGACGACCTTCTTCTGTCATGGAGCT
CCCACCCCCACACACACCCTCACAACTACACACATCCTGCCACAGTTTCGCCTTACAACT
GTTTCTCACGTCTGGTCTCTAGTCTGCTATGTGGAGTAGTTTGTAGGGAAACGTGCGACT
CCCTTTTTTTTTACGGCTTTTACTTTATACGACAGTTGTAAAACGCTTCTTTAAACATTA
GTAACCATGACAACAGATGGTTTTTGTCA
>CL12270Contig1
ACTTTCGAAATAAGGAGATTCAATTTGACCCACGTTATTCCCATCTTAATCAAGTATTTA
GTTTGAAATAATTAAAATGACCTTACATGTTTTTTTTAACATTTATTTCACATGTTGACT
TCTGATTTACAATCAATGGCATAAAATCCTATTTTGTCGCACTGAGCCCTCCTTGTGCTT
CTCCTACACATTCCATACATTAGAATTGCTGTTTGAGTTCAAGTCTGAAAAGTGCTGCTT
GGTTTTATTGGCCATAAAAACCTTCTTTTCTGCCCGTTCTGGTTTACAGAAATGTACATA



GACGGATTTCAGTTACAAAGAGGGGGCAGAAACCACTTCCTGTGCACCATGCCGA
>CL12271Contig1
CGGCACGAGGGACCACCCCCTTACACCCCCAAAGTGATGGCTTGGTTGAACGTTTTAACA
GGACCCTGGTGAAGCAACTAGCCATCCTCACCTCAGCACACCAGAGCGACTGGGACGAGC
ATCTTCCACTCGTTTTGATGGCATACAGGTCTGCAGTGCAGGACTCCACCTTATGCACAC
CTGCTTTGCTCATGTTGGGACGAGAGCTACGCACGCCAGCAGAAATGTCTTTTGGGAAAC
CCCCTGATGCCCTGGGAGCTCCGCCTGGACCTGAATATGCCAGGAAGCTGCAGGACAGAA
TGGACACGGCTCATGCCTTTGCCCGCAATCAACTAGAGAAAGCCGGCATAAGGCAGAAGA
GGAACTACGACCTGAGGGCCAAAGGCAAAGACTTCAAGGCAGGAGACCTGGTGTGGGTGT
ACAACCCGAAAAGGAAAAAGGGTAGATGCCCTAAGTTGGACTGTCACTGGGTGGGGCCCT
GTGAGGTGCTGGAAAAGCTGGGAGAAGTGGTTTATAGGGTTGAGCTCCCACCTGGAGGAA
GGCGTGTGACCCTCCACAGGGACAGACTGGCTCCGTATAGGGGTGATGCACGGCCACAGC
AGTACTTTGGGAGGTCGTTGCCCCCCTCAGCTACCCCCACCCATGCTAGGGCTGGCCCCC
CCGCCAATTCCCCACATGCACCCCCACAGCAGCAGGTGGTCTCGGGACATCACATGGCGC
CATCCGTGCCGGCTCCACGGAGGCCCAGGAGATTGAGACAGCCTCCCCCCCACCTCCGTG
ACTTTGTGTGTGACCCCACGGGACGTGGGACTTTGTAGGGGGGAGGCAGTGTAGCGACTA
ACGTTTTTGGGACTCTGTTAATGTGTTCTGGGTTACATCGTTGCTCCAGTGTGATTGGAT
GAGCGGGAGAATGGGCGGAGGAGCAGACAATAAAGGAGGGGTCGTGGGTGCACGAGGGGG
TTGGGGGAGGATGGATGCTTTGATGGAAAGTTCTGATTATCGTTGTGCTGTATTTGGCGT
GGTTACGGCCGACAGTAACTGTTCCTAAGTCATAAAA
>CL12272Contig1
ACTTATAGAGGTCATCCAATCGAGAAGGACGCCAGAAAGTCCCAGGTGAGCTCTGAGCGT
GAGCGGGCTGCGTGTTTGATCCAGGCGGCCTGGAGGTCGTATCGAACCCGTCGCAGAGTG
AAGAGCCTCAACAGAGCCGTCAGTGCTCTGCAGAGAAGATACAGGGCTCAGAGGAGGCAG
CAGCAGCAGCAGAAAGAGGCAAAGCAGTGGGAGGAGGAGCTCAAATATCAGGTGTGTCTG
AGACGACAGCGGGCGAGGAGGGAGTTCCACCAGAAGCAGAGGCGTCTGCTGCAGCTGCTT
CCTCCGGACCAGGTGCAGGCGTACCTGCAGGAGTGTGAGCGTCGAGCAGCCGTGAAGATC
CAGAGCTTCTGGAGAGGCGTCAGAGACAGACGGCACTACCACAACACAGTCAGAAAAGCG
CTGAAAGAGCGGCGCATGCGTCAGCAAGCCGCCAGGACCCTGCAGAGAGCTGTGCGGCGT
TTTCTGGAAAAGCGTAGAATGGCCAAAGCCCGTCCCCTCGACCTGTTGTGGATCGGTCAG
AAAGGTTTGACAGACAGTCGGAGGGCGGAGCTAAAACAGCAGGTGGGAGGAGTACATCAC
TGTACACAAATCCTCCCGTGTGTCTCCTGAAGAGTGTGCGTCGCTCCATGAGGAGGCGCA
GCTGCTGCTGCAGGCAGAACTTCAGAAGGGAGCGCAGCAGAGGAGGGAGGAGCAGCGGGT
GGAGGCTCTGCTGGCACACACACGCACGCAGCTTGAGCTACTCAGAGATGCTCCGCCCCT
CGGTGCTGTCACGGAGACCATGGCCCAGACCTTCCTGACCCCGGCCGCTGCGCTCGCCGC
TCGTGCGCGCAACGCCCACAACGCCCGCTTGCAGGCAGACCGGCTTCCCTGGTGGAAGAC
GCTCGGAGAGGCAAGGACCTTCGGCTCTGCCCACCTGCAGGAACTAGAGGCGGAGCTTGA
GGCAAAGCTTGGAGGGCTGTACATTGGAGGGTCAGCCGTGGTCAGGACGCAGACTGAGGT
GGAGAAAGTGAAGCTGTTACCGGAAGAAAGAGGAGCTGCTACATAAATAAAAAAAAACAT
ATTTTTTAATTAATAAAAGAT
>CL12273Contig1
GAGGCTTTCCTGAGCAGACCGGTGAAGGGTGTGGACAATTTCTGTTCCTTTGTTGGATAA
TCCCGGTAGTGTGCTTCCTCCAAGAACATGTACTGACGTGAGCGGCTTTTATTTCTATTA
TGTCTTGCAAAAAAAGTGTTAAATGTGAGCCTGTAGCCAGAGAATTGATGCTAAATTCTC
TTCTGTAATTTTACACAAATAAGTGATCAGATTAGTCTGAAGGACACGTGCCTAGGCTAT
TTAAAAGCCTGCTATTTCACTCAGAGAACATCTTTATAAATAATATATGGAATGGAGAAA
CTCAGACACTTAATGCAAGAACTCTAAAGGCTGCCAGGGCTCAAGTTGAGACTTTTTTTT
TTCTTTCCATCCTCCCTCCTGACCACATCACCTTTAAATCTAATACATTACATGCTCCAT
CAGTTCCCAAAGACTCACTTACACCCGGAGACCAAACTTCGGCGCCACGTGACACCCCAG
GTCCCTAAAAAATGCAGGGACATGTAAGAAGCCTCTAAATTTAGAAGGGTTACCATCACC
GTGCCTGCGTGGGCCTTTTAATTGTCTTTCTGCCGGTAAATCTNTGCTACGTTTTTGCTT
CAGTTTTCAGTCCACTTGAAATCTTTCAGCCCATCTGGATGGAAAAGTGTTCCAGGGAGG
CCTTTGAGATCAAAGATTAAAAAAGGTTTTCCACCTTTCCTGTCATGTTGTTAGCTGGAT
AATGAGAAGCCTGAGGAGACGTTAGTTGACTTTGCCACAAGGCACGCACTTGTGCTGCAG
CGCATATCAATAACTGGCAAGGTTAGACAGTTCCTCCCATTGTCTGGCTACTGTTGGTGT
TTGGGGGGACGGAGCACCCAAAAGGTTTCGGAGGACATTTAAGAATCCCAGCTAAGCAAA
ATACTCAAATTTGCAATGATGATGGTTATT
>CL12274Contig1
ATGTGAGCCGGACCACGACGGGAGAACACGCCTCAGCACAGCCAGTCCCTCCGCTAACAT
GTGGCAGCCCGCGTCGGAGCGATTGCAGCACTTTCAGACAATGCTGAAGACCAAGCTAAA
TGTGCTGACACTGAGGAAGGAGCCCCTGCCCACGGTGATCTTTCACGAGCCCGAAGCTAT
TGAGCTGTGCTCCACGACACCGCTGTCAAAGAGCAGGAGCCATGCTGGTTACAAGGTGAC
CTACCTGGGAAAGATGACCATCTCTGGAACGCAGTTCCTGTCCGGCTGCACAGAGAAGGC
TGTGGTGACTTTAGTAGAGCGCCGTGCTTTGGCCCAGCAGCAGGGAACCTGCCCTGGAAG



TAGCTCTTTGCTGGAGATTCGACCCTTCCAGGTGCGTCTGCACCACCTGGACGATGGCAG
CGAGTCCCCCGTCGCCTTGGAGACGTACCAGGTGGCGCGGATCGCATACTGCACGGCAGA
CCACAGCGTCAGACCCAACGTGTTCGCCTGGATCTACCGAGAGATCAATGACGACCTCTC
CTTCCAAATGGACTGCCACGCCGTGGAATGCGAGAGCAAGCTGGAGGCCAAGATGCTGGC
ACACTCCATGATGGAAGCCTTCCGCAAAACCTTCCACAGCATGCGCAGCG
>CL12275Contig1
GGTTTTTTATTCCTCCAGCTCTCATGCACAAGGGATATACNAACAAAATGTGCTCAGTTC
AGCATCTGAAGAAGGACCAGGAAGTCCGAAATATAATGCATTACTCTGGGCAACAAGTGA
TACCAGGAGGAGCCTGAAAAATATCCTGCAAAGAAAAGACAAGGCTACTTACCTGAGGAA
ATAGAGGAAATGTTCCTGCAAAGAAAAAAGAAGAGGAGACAAAATTGAAAATACAAGTTA
TCCAGGACGATGAGAGCCTAATTTTTGAATATGTAAGTCCATTTTATTCTAATTTTTGAG
TGTGGGGCGGATGATTCTGGCTTTCTGGACGGAGGGAAGGCCTATGCACATCCTGAACCT
AACCTCAGTGAAGAAGTAAGAAAAACCTATTCTGAGAGGATTTTTGGAGGACAAATGACT
GAAGAGGAAAAAGAAAAATGTTTTGTGCAAGCTGGGTGATTTCCTTAACTGTCTGGACCT
CATCTTGGGAANGGGGGGGTGTGCTCCCACTCCTAAAAACAATAGGTGAGACTATATTTC
AAAGAGCCATAAAGCTACGGACAATTTCGGAAAAGCATGGATCCACAGCCATTCAGGAGC
AAAACAAAGGCTAACTCCGCCCACCTGCTCTATTTAAGAGGACCTGCTTCTTCCAACTCA
CTCACTCACCTTGCAGCCCTGTCATACGGAGGCACAATTAAACAGAAGGCAATCAGACCC
GGATTTTGGACAAAGGATTTTTATTCCATCCAAGCTNTCATGCACAAGGGATATACAAAC
AAAATGTGCTCAGTTCAGCATTTGAAGAAGGACCAGGAAGTCCGAAANATAAATGCATTA
CTCTGGGCAACAAGTGATACCAGGAGGAGCCTGAAAAATATCCTGCAAAGAAAAGACAAG
GCTACTTACCTGAGGAAATAGAGGAAA
>CL12276Contig1
CGGCACGAGGTTTTTTTTCAGATTCAAATGCATTTATTTTGACCTTCCTTTTAATTTGAA
ACATTACCTTGTGTCTTTCAGTTCACAACGGTAACTTATAACACAATAACGATAATAATA
AAAGTATTCCCCTTGTTCAGAGACATAAAAAACAATCTGGGGAAAATATTTTTTTGTTAA
CCCTCCTATTATGTTACGGGTCAAATTGACCCGTTTTAAAGTTTGAACATCTAGGAAAAA
TAGTTAAAAGTATTTTTTCAGCATGCAACTTCTTCTGCTTGCCTTAATTAGCGTAATCAA
CATATATTATGAAAATGGTTCATCTCACATATATGCAACCCCCCTGTATGTTTATATTAC
ATAGATACTGTTCGGGTCAATTGGACAACAGTTTCAAAACACAGGAATGATTACCTTTTC
ATTTCACTACGGTGCGCATTACTTTCAATCACCCGTTTATGATGGCTGACTCGGAAAATA
TTTATATAAGTGGGCGGGGTGACAGTAACGGCGCTGTGTGATTGGACCATTTCCTTAGGA
TCCCATGGGGGGGGGGCTCATCATGAGAAGACATTGTCACTCAAACCCCGATTTTTTAAA
TTCAAATCCAAAAAATACAACCCTCCANGNGCCACTGCATTTCACTCCGNGTACCTGATC
TACAGCTAAGATACAAGTACATTCAAATGCAAAATATGTTCTAACAAAAGGGTGTGCTGA
ACTGGAGAAGCAAGTGTCAAAGGTGTGGGTGCAGGTTTGTGATGATCCCTGAATCCTCCA
ACATTTTTAACGCTNGAGCCNCCTGACTGATTTCANG
>CL12277Contig1
TTTTTTTTTTGTTTTCAGCAAAACTTTATTTTCAGTGCATGAACAGAATACCATGTCAAG
GTTATAGTCTCCCCTTTTCAGTCCAGTTGAAATATTTTCCCTTTTTTCTTCCCACATAAA
AAAATAATAGAGATCTAACATACCTCTATTTTTTCTCACCCCAAAAAGCACCCACCAAAT
ATTTATAAAGGTGCTGTACAATGTACAAACATTTACATCTACTGTCCCTACATAATGTAG
AAGATACCACAAGGATTTCTTTTTCTAATGAAGCAATGCAAGGCCACGGTATGATGCAAA
GATCAGATACAAAATGGTCAAAATGAAACGAGGGGATACAACAGAGCAGGAGAGACAATA
AAGAGCTTTTTTCTGATTCGAGACCAGAGTGAACAGCCCTGTACCTGACACTCAGAGGTA
CTCATACATGCCCAACTATTGCACAAGGTCTACACACTTTCTGGTTCAGAGTGCAACCAG
ATTCGTAACCTGAATACTCTTTTGTACAATCACCAACTTAAACCTCTTTTTGGTTGTCAT
TCACTTTCACATACATGCTACGACTCTGCAATCCCTGAGCTTTCC
>CL12278Contig1
AATAGAAGTCCATGGGATTTTGGCTTCTAGGAGCCACTTCCTGTTTGAAATGCCAGGGGG
GCGGGGTCACTCAGTCCAGTTCTCTGATACAGACAGCAGTACAGACACAGAAATGAACGG
AGGATTCCGCTTTTTATGTGGTGCCTAAACCTGCCGATTTTTCCTCCTCAGCCTCTAACT
AACAGACGTGAAGCGGCGGGCGTGGGCGGATGGCGGTGGTGGTGTTGAAGACCCTGTCTG
ATGAGGAATTGACAGAGTATGAGGACGTCAGAGATATTCTCCAGTCACCAATTGGAGAAT
ATCTCTGCACTCTGCAGCCCGGAGACACTTTTGACCCTTCAGTAGTTGTCAGCGAATGTA
AACATGGCGGTTTGATCGACCTCTCCGGCTCCGAGGAGCTCGGTCCACGCTGACAAATGT
TCACGCAAACACCTCCCACATGGCGATGACGGATCCGTGTGAGCGTATCTGCATGCTCGC
TCCTGACTGTCAGATTTCTATCAGCCTCTGTAGGTCTTTCAGGGAGGACAACTCCTCTGG
TTCCGATAAAAAACAGGTGAAAGATCGGAGAAGATGGAGACAAAAGTCCAAGTCAGAGTT
CAACCTGTGAAAGCAGAAGTTAATGCTGTCTGGTTGGAACGTCTGCAACATTTGTGAGTT
TGTGAATCCCTGCTGGATCCCGGTGCTCCGTTCTTTCTGTGAGATGGTCAGAAATGTTGT
GTTNTTACAGAAGAGCCGTCTGTTTAAAAAAACTCTCCCNGTTTATTCTTCCTTTGCTTT
GANGTGANGCTTCAGACGTTTCTGTGATATTTTTCCGCGGTTTTCTCTCAATTATGGGAT
GTTGTGGTTGCTNTGCAGCNGGATGATGAAGGCGTTGGTTAGCTTNTGCTTTGTTTTGTG



GTGTTTGGGTTTGCTACANTTAGTCTCAGAGTTTGTGGAGCTGAAGACGCTGCTGGATCG
CAGTGGATTGGTTTTGATAGTGGTTTCCATCAGAAGCTGGTGTTGATGGCTCCTTCGTCA
GTTCCGCCCNCACATCTGGTTNTTCCTCTTTTTGGTAGAAATCCCCTCCGAAGATCCAAA
CAATGNCTAACNCAATAAAACAAAGGCCTTCAGATGAAGAGCNGAAGGTCGGGTTTTGTT
TCTGTTTGACATAAAAATTTAACGTAATTTAACCCCNTAACTGTTTTTTTCNTTCNTTTT
TTGNTGTTAATTTTGGG
>CL12279Contig1
AAAACTCCAATTTCCGATTGGTTTTGTGCACATTTGCACAAAAAGACCTTAAAGAAAATC
GAAGTATCGAAGCAGAGATTATTCAAAACTCATATTTGCCCCTGGGTTTTTGAGTAATGG
TGGGCATGTAAACTGATTCCCCCAAGTATGACTGCAAGGTTGCCTGCTGAAATTTAAAAA
TTTACTAATAACTTAGATATTCAGGAGCCTGGAAATTTCCTTGAAGTGACGTGTGTGTTT
TAGCTTCTAATGTTCAAAATGAGGATAATATCAACTAGAGCAACGAGCAACTTATTGAAC
CTTTTAGGTTTTATCCTCCCTTCTGCTGCTCATTCTTGCTTCCCTTCAACATTCACCAGG
GAGAGGAGGCCAGAAACATTCCCGAAGACTCTGTGACAGAGGAGCAGTTCACAGATGAAG
ATGGGAATCTAGTCACCAGAAAAGTAATCAACCCCCATTCTCCACTTGTTTCTCGCTAAC
CTGTCTGTAATCCCCACTCTCTTCTCGATTTAGCGTCTTCACAAAATGCCTCATCCATTT
CCTGACCATGCTTTTGCCCCCTACAGGTGATCAGAAAAGTCGTGCGTCGAGTTTTCAACT
CACAGGAAAGAAAGGAAAGGGAGATAAGAGAGAAAGAGGCTGCTGGTGTTGGTGAATCAG
CAGGTGGAGAGCCAAACTGCTGTGACGGCAGCAAAATGCCCAGGAGGGAAGGGCAAGAAA
AGAGGGAAATGCTCCCGACATGGCCACAAGAAGGAGGCCCAGAGAGGGAAAGCTGAGGTT
GTTGGCTGGTTTTGCTCTATGAAGAGATACCGAGCTTTTTCAGCTGCATGACTGAAAACT
CTGACTCAGAAGATTAACATTCAAGCATCCAGC
>CL12280Contig1
CACTGGTTGGCCTGGACTTCCCGTGTGGCTCACAACATAACTACTCGGCGTTGCTTCTAC
AGTGGCTGTGGCTCGACCCCTGGCCTGGGAACCTCCATATGCCGAGGGTGCAGCCCTAAA
AACCAAAAAAAAAA
>CL12281Contig1
CGATCGGNCGTTAACCCGGGCATTATGGCCGGGGAAGCAACGGGGTCCGGCAGATAGTCG
GGCAGCCTCTGCGGGGTCCTGGCTTCGTGTGGCGCGGAATGGGACAGTGTTGTGAATAGT
TCGGCACCGGGGGAGTTTGCGTTGTTTCTGTGATTACAGCTTTGGGAAACTGGAGTCCAC
TGGAACAAGCGAGATGTTTGCGGCAGATTCGGGTTGTTGGTTCACCCAGAAGGTGCTGTG
CTGGAGGGCTGCGGCCAGCGTCGCCTGGTCTGTCCTCCTGCTGCCGGCATCCACGGCGGC
CTTCGTGGTCCTCAGCAAGCTCAGCGTTCTCCACCCGGTCCAGATGTTCGCAGATTGCGT
GTCCGTGCTCCTGAGCGCCGGCTCCGTCTTCTCTTTCGTTTTGCTGGCTGGGGTCATCAT
CATGGTCGGCTTCCTGACCTTTGAATATTACACAGTCATCCCATCAATTGCTTGCTCCAA
AGTGGCGTTGCTGGGTCAGCTGCTCCATCCTCGCCAACTGCTGTACTGCTTGGCCCACGG
CGTGATGGGCGTGGACGTACGGTGGAGTTGTGCCGTCACAATCGGTTACCGATACGAGAG
GCTGGCCTACCTGTGCCCTCAGAAGGACAGGGACGGCCTCCTCCACATGTGCCTCAATGA
GCACCACCTGCTGCTCCTGCTGGAGGGGGGCTTTGTGGG
>CL12282Contig1
CAGCTACAGTGGAGGCCTGGCAAAATGTAACCATCTGCTACTTAAATTATAAGCCTAATT
ATGAGACCTGAACAATAAATTGCATATTTAACTGTATCGCGATATTGAGCTTTGCAATAT
GCATATCGCAAATAGCGACAAATGGCTATCTTAAATGTGCTAAAACAATATGGCAGCTTG
ATGTATTTAACTAATAAAATAAATCCCTTTATGCATTTGACCAATTAGATGGACGCCTTC
ACGTTATTGACCAATCGAATAGAACTCTTTCATGTTAGATGTTGGCCTCCTAGTTAGACG
AGGGTTAACTCTCATTTAAATAAAGCCGTTGCAGTCAAATGGAAATGTTGTTTTTGGTTG
TTTAGCTATTTGTTCATATATCGCAAGTTATACTGTCATCACAACATTGATCATTAATAT
CGCACATCGCAAGTTTTCCTCATATCGTGCAGCTCTACTAATTACAGAGACCTTGAGAAA
TGTTTTTTTTTAGTTTGTTTATGTAGAATGTACTACCACCTAGTGTTTGGGTAATGTGGT
AATTGAGCAACACAGACAGCAGAGGTGTGTAAACCTTCTTCATATAGATCTCTAACCCGG
ACTACAGCTGGTAATGTCTTTGCACGCCTTCATTTGATGTTCTGCTCCTGTTTGCTGGAT
GGACTCCGTGTTCCTGCCTTTGATATCAATAAACAACCCCCCTCCTCCTCACATAAGCCT
GGAAAACAAAGGACAGAGCTAAAAAGATCCGGCTCTGTAAGGACGCGGCGCCCAGCAAAA
TATGAGCATCACATGACCACATGTCATTGACCCAAAGCCAAATTCATGTTTTCATTGACA
GAAACAGTGTTTGATTGTTGTCAGATGGATTTTTTTTCCATACAATGTGTGAAGCTTGGT
CGTCTCTTTCACTGCTGGAGCATCAGC
>CL12283Contig1
ATTCGGCACGAGGAGAACTTCTCCTTTCAGAAGGAGGCATTGTGGGTATTTTGGGGGTGA
GGAGCTCAGAGAGAATTCCAGAGTCAATCCCACCCTTAAGAACTGGATTTTGAGAACCTG
AGGAACCAAGACAGAGCCTGACACTTTCTATAAAAACCTGCAGAGCCATCACAGATGGGC
CTCATTATTTGAAGTTTTTCTTGAGAAAAAAGTTTAGGTGTAATGTTTTAACACTGAGGT
TTTTGTCATGGTACCCCTGAGAGGCCCTCCTTTCTCTGCTTTCTCCTAGATTTGACCCAG
CTGTTGGCATTCATCTCATCACCTGCACCTGTATTTAAGACGGCTCCAGACCAGTATTCT
ACGCCAGTTTGTTTCGTATGGTGCTTACTTGGTCTTCCCTAAGCTCTCGGTTTGATTGTT



CATGCTCTTGTTAATTCCCTGCTCTTGCCTGATCCAAGTTCTCGATCTGCCTACAGAATT
CTCGAATCCATCCACGCCGACCTGGGTCCAGCCACAAGTTCATCAACCTCAAGTCCGTAT
TCCAGCTCCTCGGTACTCCAGCGCCCTAACTCCATTCTGCTATCAAGCCCGTTTCTCGCA
AAGAAAGCTCCACTTACCTCCTAGACCCCGCTCCAGCTCGGCTCAGAAAATCCTCCTCTG
CATCTGTCCTCTCCTGCTCCGGTGACTTCTTCGCCACTAGGCTCCAAGCTATCAAAGTCT
TGTCAAAAATTAAATCCATTCTCGCCGCTTCCAGTGTCTGTCGTTTTGGGTTTTAGCGTT
TGGGTCTGCTCACGCTACCACCGACCAGACAG
>CL12284Contig1
CGGCACGAGGCTTCATCATAGTGGTAGTCAACGTCTTCATCACGGCCTTCGGGGTGCAGC
GGCCCAGCACTAGTTCTTGATTATGCCTTTTTCACCAAGAGCCCCTGCTCGCCAGTTTGA
CACCTGTCACGTAGCATGGATTATTCATGCAAATAATAAAGAATTTTTATTTATTAAAAG
TAATAAACTTTGTGTAAGTCATATGCATTTATAACTGTCTGCTGTTACATGTTTAATTTC
TATTTTTTTATATGGAGACAACCAAAGGAAACTTTCAGAAGACATTCAGATTTGTGTTTC
TCTGAACAAAGTATGGTGACGAACCACAGCGTTACCATGGACACAAACGTTTACAGTGCC
TTAGATGTCCTTTTATGCCATCAGCTGTCTTCCTTCCTTTAAACAGTGATTTATAGCATG
GTTTTTGTTTGTGTGTGTTTATCATGAAAAATATTAAAGGAATCATTTAATCTTTTTTGT
AGAACTTTATGAAGCATTGTTGCTGCTGTTTATAAATAAATCCAGAC
>CL12285Contig1
ACCTTAGACAGCTATTACTGAATGCATTTGCAACTGCCCTTCGACAAACTACAAGCTGAA
ACACGTGTGCTTACATGGTCACACATTTCCATTTACTTGAAGGCTCCTTAAGATGTAATG
AATGATGAAAGTAAATGAACTCCTTCACTTGTTGCTCAGTGTTTTGAATAGGAATGAAGT
ATCAGTCATAAATCTGTCTTTACCAAGTCAAAAACAGTCATTAAAAAACAGTGTTTACAG
TTTACATTTGTGCAGAGTTTGTGTTTCCTAACAAACAATTAAGACATTTCTTGTCTGAGT
AAAACCTCAGTCTCAGCTCTGCAAGTTGGTTAATAAAGATCCAGTACAGTGGAATCTTCC
GAGGAGAGAAGCCTGCATTCAGTTTTCCCTGTCGACAAACCGAAGGTTGATGGGAGCAGA
TGGACAGAGCAGGCCGTGGGTTTTGGCTTTGACCTCAGTGGTGACAGGAGACACTTCGAT
GCGGAATTTTTGGATCAGCCTTATGAGAGCTAGATGCAGCTCCAGCTCTGCTATTCTCCT
GCCAACGCAGCTCCTGATGCCGTAGCCAAATGGAATGGAGCCAAAGTTGTCAACCCGATC
AGAGGCATCTTTACGAACCCAGCGTTGTGGCTGGAACTCTAAGGCCCCTGGAAAGTTCTC
CTCCTCCAGTGATGTGGAGTAGTGGCACAGGGCCAACTGAGTCCCTTTTGGGATGAAGTA
TCCGCCGACCACCAAGTCATCCTGGATAATCCGTCCGTTGCCTGGGAGAACTGGAAAGAG
TCTGCTCCCAGGATGGCAAACACAAAGACTGTTATTCAACAGCACTCTACAGTTTGCTAG
GCTTTTCAACAGTTATTCTTAGATAACATGACAAGAAGAAGAAAAAATTGATAGCAAAAA
TAAAAAATATTTCTGTGAATCTATTATACAAGAGCAAGCACAGAGTTTTCTCCATGTTGC
TTACAACACTGCAAACATATAAATCCCCCGGCCATAATGCCCGGGTTTCAAC
>CL12286Contig1
CAAATCATGTTTTGTGTGTTTTTCCCCCCCATCATTTCTCAAGTGGTTAAAATGCAACAC
CATTTGGTTTCTAGCGTTTATCTTTATCTTTATCTTTTCCCTTATGCAACGATGTGATGA
ATTCACGGGCGCTCTCAAATCACTCCCCAAATTTAAGTTGTCTTTCCTTCTCTAGACCAT
GCAGCTCCTTCGCTCGGTTCTTCAGCTCCTCTGCTTTCTTTTCATCCTTCTCTGTGCCAT
CCCCAAGTCTGTACATTCGGCTAGCATTGGCACAACCCCACACATGGCCCAGCTCGCAGG
CTCTGTTGGCATACTTCAAAGCTAGAGTCATATCTGGTTCCAGCCCTTTGGATTTGCCCT
CAATGAAAAGGGCACTGAGGTTAAAACAGGAGGGGGCAAAGCCCCCATCGCAGGCCTTGG
CGTAGTACTTCCGAGCAACCGTGAGGTCGGGCCCTCCTTCCATTGCCCGTCCGTCGTGGG
CTAAAAGGCCAACATTGTGACAGGCGTCTACAGACTTCTTTCTTCCAGTGTCGCAGGAGC
GGATAAAGCAGGAGTAGGCTGTTTTCAGGCACTCAGGGACACCACCTTTGCCTGTGACAT
GGTAAGCTCCCAGTTTGTAGCAGCTCTCTGCGTGTCCATTGGTCTCACAATTGTGTTTGA
GAACTTGAGCTGCAGACTCATAGTTTCGCTTCACTCCTTCCAGATAGTCAGCAAGTCTTT
GACACCCTTCAGGATCCTTCTCCTTGTAGCATTGGAAACTGTACTCCAGTCCTAAGTTAT
CCAAGAACTGCTTCACTTCGTTTTCGTCCTCGAAATTGATCAGTCCAGCCATTTTTCCAA
CTTATGTCCGATTTCCAATCTCATGTGATGGAGGCTTCGCTACCTGCATCCACCTTGGTG
AAGGCAGGTGTAACAAAAGCTTGACCTTCACCTTAAATCAGCTGTAGAAGACCGTGTGGA
CGCGTGCAGAGGTCCCTCACATGAAAGCGTCCCCTTGCACACTTGTTTCATCCCCGGCCA
TAAGGCCCGGGTTAAAGGCGGCTG
>CL12287Contig1
AGTAATTTGCTAAAAAAATGTATTAAGAGATTTTTATGTTCTATATGAAGAAATAAAAAG
TACCCCATTGCAAAAAGAATTTCATTAATTTGTTCATTTGCATTTAATGCTATATAGGGT
TCAAAGAATGCCTGGCTTGATTGGTTGGCCCTCGCATTCACCACCCTCTTTGCAAAAAGT
TTGGACACCCCTGTCCTTTAGACAAATTACCATTTCCACATACATTTTCAGTTTTGGAGC
AAGGGCTATTCAGAAACATTTTTAACAACATAATGGTTAGGCAACCGTTTGACAATGACT
TCATGGCTTCATGTAGCAGTCGTGTGATCCCTTCCTCTCACATGGTCACTCACATGCACA
GAAGGAAATATCGCAAATATCCATGAGGGATTGACAAAGCTCTTTAAAAA
>CL12288Contig1
AACACTTTTACAGTAGATCAAGAGATGATCAGAGTGGGATTTTGATTAAAATGATTAAAA



TAACATTTACTAATTGAAAATATGATGTCTTGAAAGGTAGGGTGCATTCATGACCCATGC
ATAGACCTCAAGAATATTTACATTAGTCAAAAAATGATCATTTTTTAGTTGAAAGAGTTT
AAATAGTTGTTTTTCTGTCTTTTTCCTGCAGTGAACGAAATCATCGGCAGAGATATGTCC
CAGGCCCCAAGTGCTCACGGTCCTCCATCAGCTCACAACCAGTCGTAGTGTCATCTGAAC
TCCCCCTCAAAGGTTCACCTCGCCCCTCCATCTGTCAACCTGCAAACTCCTCAACTCAGA
CAAGGACTCGGGTCCTGGTCCAGGTTCTGGTCCGGGTGGCAGAAGAGGACAGCGGAGCCC
TGAAGCCCCCCTGAGTGACCTGACACCTGAAGCTCAGTTCTTACATGTAAAGGGAAACGT
GGCGGCGTGGCGCCAAACGGATCCCAGCTGCTCCCGAGCTGTCCGGCAGCGCTCAGGGCC
GAGTTTGACCTCCTGTCTTCCTGAGCCCTCGGCTCTGCGCTCCGGAGTGTTTCCATCCCC
TTCTCACCAGCATGAAGACGACTAGCACACAGAACGG
>CL12289Contig1
TGGAGTTTCTACTTCCTAAAAGTGAAGGCTGACTGAAACGACAACGACGAAAGCCGCGAG
GATTTACCACCTGATCGCCGCGCGTTACACCATCTTCTGGATTAAGGGCCTCTTCTCATC
CTTATGTCATGGCCAGTGGGCTCGCCAAGTCAGGCACTTCCAATGGTTTCCCTCTCAAGT
CACAGCTGCAAATTAATGTGCTTTCAGCTAAACTCAGAGAAAACAAGAAGAACTGGTTTG
GTCCCAGTCCTTACGTGGAACTGTCAGTTGACGGCCAATGCAAGAAAACTGAACGATGCA
ACAACACCCACAGCCCCAAGTGGAAGCAACCACTCACTGTGATCGTGACCCCGTTCAGCA
AGCTGGTGTTTCGGGTGTGGAGCTACCAGCCGCTGAAGTCTGACGTGCTGCTTGGCATCG
CCACCCTGGATATTAGTGAAATACTGAAGTCTAATAACATGAAAATTTCAGAGGTGGTGC
AGACTTTCCAGCTGAGCGCAGACAGAGACTCCTCAGACGTGGTGGGAGATCTGTCCGTCT
GCCTGGACGGCATGACCGTCGACCCCGAGACGTTTGCTTCTGCTGAGGCCAACCAGCACA
GGGCGTCAAATGGAGAATCACAGCCTAACGGGGATCCTTCAGTGAGACCTAGCCGGGACA
GCTCTCCAGCCGTGGACAGTGTGGGACAGAGGTCTTCACCCATCGTCAAGAGGACGGAGA
ACAGCAGAGGGTCTCCATCAGGGGTGGCGAAGCCCGTCCGACCAGCGAGACCGTCCAGAC
CACCTCCTCCAATGCCCCGTAGACCAACCTCTTCCCCAGCTCCGTCTAGAAATGGCTCTG
CTCCAGCAGAAGGTGTTGACGGCCAGCCCACGCCTGACGCAGCCATGCCAGCAGCAGCCT
CAGGACCCCCGCCCGACTCCAGTCCTTCAGCGGGCTCGGACAGAGGCTCCACCGCCGCGG
CGGGACGGCAGGCGCCCGGCGCCGTCACCCCCTCTCTGCCTCCCAGAGTCCCGGCGGTCA
GCACCGCACCGTTGCCACCTGGTTGGGAGCAGAGGGTGGACCAGAACGGCAGACTGTATT
ATGTGGATCACGTGGAGAAGCGAACAACATGGGATCGTCCTGAACCACTGCCTCCTGGCT
GGGAGCGCCGTGTCGACCAGATGGGGCGGGTCTATTTTGTTGACCACATCTCACGGACGA
CCACGTGGCAGCGTCCCACAATGGAGACGGTGCGAAATTACGAGCAGTGGCAGCACCAGC
GGTACATGAGGCCCGGCGAGTACCGGAGCTTCACCAACATGGGCTGGAGCGGCCACTTCA
TGAGCATGAGGCGCATCACCGACTCC
>CL12290Contig1
GCACGAGGGTATATTTCAATAGAAATTGTATTTATTTTTGCACATTTGGTTGTTATTTAT
GTTTTCTAAAGTTTTGCTGGTTTCCATGCATGAAGGGAGACTCGACTGTGATTTCTAAGG
ACCGAATGTCGTTTTTTTCTTCCACTTCTTAAAGACGGAACTTTGGTGAAGCGTCTGATG
CTTCACCAACACAATTNATAGTTGAATCCAAACCTCTGCTCTGCTCACGGATGCAGAAAA
GCTCCGTTCATAAGGCCTTTCTCTGAGTCCAGACGACATTTTGATGCTTTATTCTCCAAA
CACGAACATGAATCCTTTCTCCCTCCTGCAGGCGTCGGTTTGGTTTACAGATAAATCCTG
AATGTTAACAGTCTGAGGATCATAACTGACTGGATTTGACATTTATCTCATTAAAGTAGA
TTTTCTATTCTGACGGTTTGTTGAAAGCAGAGTCCTGCATGTTTTTTTCACGTTTCTTAG
AGGCTGGATCGTCCGGTAAAGTGCCACTAAAAGTCTGTTTCTTTGTACAGCCAGCTTGTA
TTTTTGTTCATTATTTATTATTATTCTGGAACTCACACCCTGTTCAAAAAAGAAGTTGGG
CCCGCTG
>CL12291Contig1
GTTTTCCTTCACGAGTGGCCCACAGGTTGAGCAGAGCTGAGCTCTGCTCAAGAAGGGAGT
TTGGATTCTCCACCCGAATCTTATTTATGTCATCCACACTTAACTGAAGTTCACGTGCCA
ATTCCGCCCAGCTCAGTCCGAGCTGTTCTGCTATAACAGCCATCTTCAACTCCGTCCTCT
CCATGGCGCTCATTGATGCCATTGCAGGCTCATTAAGAGCGTTGTATCTTTCTCTCAAAG
CCAGCGGGGTCAGAGTTCGCCTCCGGTCTTCACTTCCCCTCATCGTAATGCACGGAGGCA
TTGTAATGTTTAGGTTGCAGAGCACATGTTGACTGTCCTCATACTTGGTGGATTTTCGCA
GAAAGGAGAGAAATCCAGTGGGTTCTTTACTGCTGTCTCTCACCTTGACAGTGACAGGAA
GTCGGTTGTCCCTAAAAGCCTGGAAACTGAAGCAGCGAGGCTGCTGAGTGGCCTTCCTGA
CAGGCAGAAGGTTTCCTGAACACTCCAGATGAAGGGGCATTCCCTCCATCACCTCTATGT
CTCTGCTGCGAGCCACCTCTGCGAAGTTCTCGTGTTGTTCCAGAGTTTTATCCATCTTGT
CATCAGTCATGCAGTAGCATCGCAGACTGGCTT
>CL12292Contig1
CGGCACGAGGGGTCATTCTTCTCAGGTGCTCTGTTCTGAGTGAGCTGTCCAGTCTCCTGG
CCCCTTCTTTTGCCTCGTCAGGTGCTTTTACAGTAGCATCCCCTCCGATCAAAGCACATA
TTAAGTTTTATTTTACTTTGTAAAAAGCTTTTATGAGTTTTTGGATTTTCAAAACAAAAT
CTTGAAAAAAACAAGTCCTAAAAATCATCCCATCCTTCATGAATCTGGAGGAGGTGCAGC
AACCTACAAGGTGCCAACTGCTTCCATTACTTGTAAAGGTTTGGTGCGGCTGCGCAGGCC



AGGTCTCAAACTGACGGATTTGTATTCTTAGCCCCTTTAAGGACAGACGAGCTTGATGGA
AAAGGTTTTAACATCAGCCTTTCCTTTCTCAGTGCCTTTGTCGTCAAAGATGTCGCCTGG
TGTGTGTTTTCAGACTTCCACCTTGTTTTTGGGTCTTTTTTTTTTTTTTTGGGGTTTCCG
GCNA
>CL12293Contig1
GTCTGGCTTGACCCCTCCTATTCCGTCTCACTATCCGGGTCGCTACCACCAGACCGTGTC
CACGCTGGTGCAGGGCATGCTGAATGTGTCCTTTCTGGGAACAACAGAGCCCCCATCAGA
GTTCACAGTGTCTGAAGTCCTCACCATGGACTCAAAGGGTTCTGTCATTAACAGCCTGAG
TTCTCTCGACCCCGTGCACATCCCAGAGGGTTACAAGCGTCCGCCTGCATCGCACACGAA
AGTCTGGAAGGTGTTCTCCCCTCAACCTCTGACCCGGGAGCAGCTTGACAGCATGTTCCT
CTCTTACGACTCGGTGTCTGAGACTCAGTGGCTGGCTTACCCCACTTACCGTCCGCCGCA
CCGTAAGATTCCCCCTTTTATCCTGCACGACCGGCTGTACTACATTAACGCTCTGGAATG
GGCGGCGAGTGCCATGGAGATGAGTGCCATCTCTGCCAGGAATGTGGCGCTGCTGGCGCA
CCATCGTTGGCACGAACAGAACAGGAAGATTGACCAGGAAGACCTGCACACGCGACTGAG
AGGAGAGCTCTAAAACCTAGAAAGCTACAGTTTTTACACTTTATTACCCTTTGATGTTGG
TGCTTAACAACTGTTGTACCATTTAGGGCTTTAATAAGAGTTTTAATATTGAAAAAAAAA
TTTATATATGATATTTTTTCACAGTAGCAGAGGCCCTAGCTGTGCTATTTATACATTGAA
TCACACTTGCACTAAAGGGTAAAACCACATCTCTCTTTTTATGTGAGTGTGAGAGAATTT
AGAACAACAGATCACGTTATTGTTTACCACCTGCCACTTTTTAATGTAGGATTTGTTGAT
TTTTCTTTTTATTATTATTGTTTTTTGTTGTTGCTGATCTGCCTTGGCTAATTGGTTTAC
ATGTCTTCTAGGCTTTTTTCTCCGTCTCTACCTCTTTAGCTGACTACATTCGATGTTAAT
TAAAGAAGTTCATGGAACTATTAGAAAGCACATTTTTTAAAGGTTTTTTTTTATCATTTC
ATTTTTTAACTATTTTTTTAAACTCA
>CL12294Contig1
GCTAACCGTCCATGTCCTCATCGCATCAGCAGAAGCCTTAAATTTGGAGTTTGGCTTTTT
ATCTTGATTTTTCTAAGGCATGTTTGAAGAAAAAAAAGAAAACCAAAATCCATACAGAGC
AAAACCGCTTATCCCAACGTTTAGCTCTGCAGACACAAACAACAAAGAAACGGCTGACAT
TTTCTGCTCCAATCTCCCCGGAATCCCAGATTTTCTGGGAATAACGGGCGTTTGAAAGGG
TTAAAGGAAGTTTACATACTTTCTTTACCATTTATTTTTTAAATCACTTGTTCTATTTTG
GAAATCTCCTTTTAGACAAAAGGTCTTCAACACAGTCCGTGCAAACGTTCTAAAAGTTGC
AGATCTGTCTGTTCAGTGTTCGATCAGTGGGTCTGCTTTGAAAAAGCACAGAGTCTGAGG
CAGCATAGCTTATTTTGTGATGTACATTTTATTCCTACTCAGCAGCATTGCCATAGAGCA
AATGAACGTATTCTGCTTAAAAAAAGAATAAAAAAATATAAATAAAGAGAACTTCACCTT
CATAGATGGTCTATGAAACTGGGTGCTCTCCTCTGAAATGCCAGTCCCAGTCAGCCCGGT
GGCGGCTGTTGCAGTCGCGGTGAAGCATGTCAGCATGGGCGATCCAAAATGCACTCCACT
TATTTCCTTGGTTTCCTGGGATTTGAAAAAACAACAACAAAAAAACATATAAAATNTAAA
ACATATTTACAAACTGTGATTTGAGCATNTTATATAGACTTCTGTAAAATACAATCTTTG
NGGGAAAAAAGAAAATAAGAAAAAAGGAACCNGTAGTGATGAATCGAGTCCTACAAACCA
CGTTTTTATATAAATGAAGGTGTACAGCAGTGAAACGATGAGCACTTTGTAGCGCTTAAA
TCCCTCCTCCAAAATCCAAACCCTTTATCATCTTCTTCTCTACCTAAAACCATCAGGTTA
GCTGTGCTAAAACAACCCCCCCCCCAGGTGAAAACATCAGTTTTTGTGCATCTCTGTTTT
TCTACAGTGTTCTGTAAAATAGTCCCACATCTGCTGTACATAAACAGCTGTCCATTCTGT
ACAGTTCTGATATCTGTCTATATGAATAGTAGGCTATGTTTAATAGTATAATCTGTTTCA
AGCAGGTAACATGTCCAAANCTGTGTACTGAAGACAATGTATTACGGGCCGCTGGCAATA
TAAGTGTAAATAAGATTTTATTTGTGCAATGTTGTATGATTTCTTTGTGCTTGTTCATAA
TACCAGTGAGAATACAATCTTTTTTGGTAACCT
>CL12295Contig1
GACCGACCGACGCTTTCAGCTGGAGATGCGGATGGACCAAGTCACGTGTGCGGCGTGACG
GACTCCTTCACCCCCACACTCCCCACCCTATCTTTTTGTTTTTTACCCCAAGCAGTCCAA
GAAGGAACCCTTTCTTTTCCAGCAGGTTCCTCCGTGCGGTTGTGGACTCTGAGGAAAAAG
GGACTCCAGTGAAATGAACTGTGAAGATGCTGAACCTGCACATTATTCCAGACATCAACC
GGACTGCAGCAAAGCCCCCCCCCCTTCAGCGACTGTGTGTGGGCGGGGCCTCGGAGCTGC
TGATGTTTTGGTTTTGACCCGCTCTTCCTTCCGTGTGCATGTACTCCACTGTGATTGGGG
CAGACTGAACTGCACCACTGCATGGCTGCCTGTCTGTGCCCCCCAACGCCTCGTGCCTTA
ACCCCCCCCCCCAACACAAAACAAGGGCGA
>CL12296Contig1
TTGCTCCAAAACACACATGTCAGATTTTCCCTGTTGTGCTGCAAGGTAGTTAAAGAATTG
CCTCCATTTAACCAGAACCTCTGAAAACTGGAGAAGAAATTGTGGCCGTCCGAGAGCCGT
AAGCTTGATCGCAGAAAACCCATCATTGGAAGCACCACTGGAAGCTTTAATGCAGTTAAT
GAAGGTCTCCATCTGCTTGTCACATTTTGCTTCATCTGCATAAAAGTAGGTCCGAGCGCT
GATAACTCCGCCTCGTCTGTCTCCAAACTGACGGTGAGCTTTGTATTTCTTCTCACGGTG
ATCAGCACCTGGGCTTTATTTTTCCGCCTCAGAAACACAGGAATCCATTTCCTTTTTCTC
AGCCTCCTCCTGGGTCAGGTCTTCCTCTACGCTGTAATCCAGCACGGCCCCCACGCCAAA
CGCCTGGTTCTTCTGGATCAGAGGCTTGATGGCGTTGTGGTCCTCACCGGCCACAAACTG



CCCGTAGAAGGTCATCTTCATGAGCTTCTCGAACATGCGCTGACCCAGCAGCTTCTTACT
CAGCGCCATCAACTCCTTGTTTCTCTCAACCAGAACATCAAAGGTGCAGAGCTTGAAGAC
CAGCAGGCTCCTGAGCAATTCGATGTTCTTCTTGCTTTTGTAGGCTTCCTGTGTGTTGTC
GAAGTCGATGTGAATGCTCTTCGCCTGCGCGTTTGGGACATTTTTCGTCTGGCTGATCAG
CTCGACCGGCTGAGCCTCCACCACGGGGCACTCCTCCATCCGCTCCTTCTCTTCCTGTCG
TTTCGGGGATGCGACCGTCGACCGACATCTTGCAGGTGGAACGGCAAAGTTCCTTAGGTT
CCTGGAGTTTGCCCGCGCGAGAGATGCGACAAACGTGGAGTACGACATGGTTTCTGTCTC
TGTGTGAACGCAGAAGTCCTTTAAAAGTACACGAGGGGACCCTCTGACGGCAGCTGCTGT
GGTGACGGGTATTGAGCGCGCGCGCCTTTGGAATGGCTGCCTGTCATCCTCCCCCGGCCA
TA
>CL12297Contig1
ACTGACGCGGCTCAAACTGAAGCTCCTGCTGTGGAAACGTCTGCTCCAGACGCGGTGACC
GACCCTCAAGATCCAGACGGTGAAAACCCTGTTACACAAGAAGAAGACTACTCCGAGGGC
CANAAAATGGAAGAAGAGTTGGGTGATGAAGTGACTGTTGAAGAAGAGTCTTTGAGTTCC
GGCCAGATAATCGGCATCGTGATTGGCGCCTTGCTGGCCGTGGTAATCGTCATCGCTGTG
GTGATTGCAGTGGTCAGGAGGATGGGCAAATACTCCCCCTGAGGAAGAAACCGACCAAGC
AGAAACAAAGTGCAAAGTTCTGGAAAAACTGAACTACTGAACTGAGCCGTCACTTTTTAT
TTTTTTCTTTAATGGTTACCACAACCAGAACTAAATAAGCCTAACCAGGACTCTGAACTG
ATGCCTACCTTAGAGGCGAAGGGAGGTTTGTGTGTGTTATTGTATATAGTGCATAAACTG
CATTGTTTTTGAGACAAGGGGGTATAAGGTGCCATCCTCCTGCTTACCTCCCTGATCCAG
AGGAGCTGCTAACATTCAAGGCTCTGTTTTCTTTTAAATCCCTGAAGAAGAAAAAAAATC
CACCCAG
>CL12298Contig1
AACAGAGGGGGGTGGAGTGACGGGAGCGAAGTATGCGTGCACTTTGATGTTGGGCAGATG
AGTCCTCAGTCTCTTGATGCCTGCGCGGGTGATCTGCTGGCAGTCGTAGAGCTCGATGCG
ATCCAGACTGTGGCAGCTCTTCAGGTGCTCCAGCGAGGCGTCTGTGATGAGGGGGCAGTT
GTCCAGCTCGATCACCTCCAGACAGTCGTGAGCACAGGGGCCACTGCCGAGGTGTCTGAT
GCCATCATCCGTGATCAGCTCACAGTGGGACAGACTCAGGACTTGCAAGCGAGGGCAGTG
AATAGACAGCTGGATGAGTGTTCCATCTGTGATCTGCACACATTCTTCTAAATCCATCTT
CTCAAGTTCATGACAGTTCCTAGCTAACGTAGTGAAGCCCACATCTGTAAGCTGAGAGCA
GCGGGCCACTTCTAATATTCTGAGGCGGGGGCAATTCTGTCCCAGAGCATGCAAGATGGC
ATCTGTGATGTTGGCACAACCTGACACACAGAGAGACTGCAGGCGGTGACAACCCCGACA
AATTGTGATGAGGCCCTCGTCTGTGATCTGTGAGCATGTCTGCAAGTTGAGCGTGACCAG
TTCTGGACAGTAAGCCCCGATCTGCTTCAGAGCCTCGTCTTCCTAGCTGTGTGCAGCCCT
TCAAGAAAAGGCCTTTGAGTCCAGGACAGGAGCGCACCAGAGCCTGAATGCCATACCTTG
GTGACCTGATCACACCAGGAAATGTTCAG
>CL12299Contig1
GGTGAAATATTAAAATTACTTTATTACAGATGATTTTTTTTGTATCCNGTAGCCCTCTTC
AAAGAAAAAGAAAAAAAGTAATTACAAACAAAATATTACATTTATCCCCTAAACTTTGCC
TCTGCATTTACTTTATACACTTTAAATCTTTTTATCATCTGAAGGAATATCTGCTTTAAT
CTTCTCTGAGACATTCTGTTTTTGCACAATCTATACAGTTTAATACAGATTTCTGAACCA
GGGGATTAAAACAGCAAGATCCACATATTGACAGGAGAGATAAAAAGAAATACTGATAAA
CAGACTGTACAGAGACTTGACCCTGCCTTCCGCCTTCCTGTCAGCCGACGGCTGTCACTC
TGTCACACTGAGGGCGGGGCATCACAGTAGACTCTTTAATCTGGTCAGCTACTTGTGCAA
TCAGTGCAACTGATCCAGTTGTGGGTGACCAAAGTCTAAAGCTAGACTCAACCCCGCAAC
CTCGCAAGAAAAAAAGAAAAAAAACACCTGTGAGTTTCAGTAAGCATGAGGTCTTAAACT
TTGTTGCTCACTTGGCCCTNTGCAGACGANATNTAGAAAATAAAAGGNGGAATTTTTAAG
ACAAAAATAAAAATAAAGTGGAGAGGAGCTGGAGAAGAGGTGGATAAAAGATGCNCCAGC
TTNTGGATAAAGAAAACCGGCATGTTTGCCTGCATNATNGTTGTCGTTTTTCTTTCTAAA
GGCAAAAACATCCAATTTTGAGACNCNATAGTTGAAAGAAAGGAGGCCCATTGATAAATA
AATCAGGAATAAAACCAAAATGGCTTTGTTTTCAAAATNTCAAATAAAGGNGGCGTCATT
TTTGTAACAGCTGTTAAAAAGTTTAATCCAAAATTTTGCAGAGTGCNCCAACTATTTCAG
ATTTCAGGAAATTTNTCAAANATATATTTTGGGACAATTCCTTCTCCACACTTGCATAAC
CTTCACCTCGTGCCCGAGG
>CL12300Contig1
GAGGAATTCGGCACGAGGCATGGCCGCTACTAACGCCGTCTTTTGCCCATGGGTGAACGT
AAACATTCTACAGCCGGTTGAAGAACGCAGCCTCCGCTCATTCATAGAGCTGTTCAACGG
CGGACCCGGCTCGGAACCGTCCTGACCCGAAGCTAGCAGACGCCGCTGGGAGCCTGGGAC
ATGTCGCTAGACGCGGAGATCTATGTCCTCAGAGGGTTTTTAACCTCCAGCGCTGCGGAG
GAGTGGAAGCAGAGCGCAGTGAGCGCGTCTGATGCCGGTTCTCTGCTGCAGTCCTTGTTG
GAAGGAGATTTTGAAGCGGTTCTGCTGAGCCCACAGGTGAAAGACTTGCTCACAGGAGAC
GGCTCCTACTATGACGAGGACATCCAGGCTTATCTAGAGAGACGAGTGCTGCTGTATCTG
AGTGATGCCTCCAATGATGACCAGAATAGCAGGGAGCTCACAGTCATGGCCCTGGCTGTG
TCCTGCCTCCACATGTTTGCTCAGAGTAACTGGACTGGTCCTCCGCTCTCTCTAAACCTC



TGCAACCTGCTTCCTGCAGCCCGACTTTCCTCCCAGAAGCCGTTGGTGGAGGAGATTCAC
TCTCATCTTCTTCTGGATGGAGAGTCGGTGTACAGCCTGGTGGCCAATCCTCTCCTCCTC
CTACTGGCCAGGGTTATTCTGTGCAAGTGCTCCATTAAGATGCAAAGTCTG
>CL12301Contig1
ATTGTTCGTTTTTTTCTCACTTCCCCTCTTTAGAGGGTCAGGCTGAGGATTTGTTAACTA
CAAGAGGAAGACAGCAAGTTAAATTTAGTTTTAATGTTTTAACCCCTAAATCCCTCCACA
AATCAAGTCCCTGCTTTTCCTTCCTTATTTAACAGGAACAAGATGCTCGGCTAGCAGGAA
AGAGTACGGTACTTTAAAAGTGTGTTGTCATCTCTTGCTCAGCTGCCAACACTGGTCAGA
TGGCACATAGGTCATCTATACCTTTGAAGAATGTTTATTCAAATATTCCACTGATGCATG
ACGTTAGCGGTTGGTATTAACTTGATGTAACTGACTGTAAGCTCTTCACCAATTTTCATG
TTACTGTAATTTTTTTGCCGCTTCTTATTCTGAGTTATTCAAGTAGTGCAGTATGTTAAG
AATGCAGATAATATTAATAATAATGCAGTGAGGTATATGAATGCAGAGAAACAAAAAGTA
ATGTCTACCTACCTCTACTGTTGGGTAAACTGTGGTTTCCAGTAAATATCCCAGTTATTA
TTTACTGCAANTGATCTGATATGTTTGAGTATTCTGGTTCTGTTTGCCAACACTTGTGCN
TGAGTCAAAATAGAAATTGAAATTACTTGAACTTACATGCTTTAGAAATTAAATGGCCAG
GCAGAAACTCCCAAGAGATGTTATGCTGCACCCATTATGTGCCATACTTCCCCTGAAATT
CAAGNTGATCTTCTTTCTCAAGAAAAACTCTTCTTATCTTGGTTTACTGATACTTGAGTC
TGATTTCTTTTTTTTAATACATGTTTTTTTCAGTGAAGGACTTTTTTTGTGAACATCAGC
AAGACGTTTTTTTGTTTTTGTTTTTAAGCATGGTAGTCAGCAAAAAGACAAATA
>CL12302Contig1
ATCGGGGTCTGAGAGGGGCAGCACCAAAGCGAGAAGCCGGTCACAGCTCCGACAGCCGCC
CCTGCTACAGCTTTAGCAATGAACAACAATTTAGTCGGAGATGAAGTTGGGAAACTTTTT
GTGGGTGGATTGGACTGGAGCACAACACAAGAGACACTGAGAAACTATTTTTCACAGTAT
GGGGAAGTTGTAGATTGTGTCATCATGAAGGACAAAACCACAAATCAGTCGAGAGGCTTT
GGGTTTGTTAAGTTTAAAGACCCCAATTGCGTACGGACCGTGTTGGAGACAAAGCCACAT
AATCTTGATGGAAGAAATATTGACCCGAAGCCATGCACTCCCAGAGGAATGCAACCTGAA
AAATCTCGAACCAAGGAGGGCTGGAAGGGCAGCAAAGCTGATAGCAATAAATCAAAGAAG
ATATTTGTAGGTGGAATCCCTCATGACTGCGGCGAGCCTGAACTCAGGGACTATTTCAAT
CGGTTCGGAGTGGTCACAGAGGTGGTAATGATCTATGATGCGGAGAAGCAGAGGCCTCGA
GGTTTTGGATTTATTACTTTCGAGGCCGAACAATCAGTGGACCAGGCTGTCAACATGCAT
TTTCACGACATCATGGGCAAAAAAGTGGAAGTAAAGAAGGCTGAGCCTCGTGACAGCAAA
GCTCCTGGTCAGCTGGGTCCTGGCCAGTGGGCGCCCAGGGCCATCTTGAGTGCAGCCAAT
GGTTGGACAGCACAGCCAGCCCAAGGTTGGCAACAGGCCTACGGGCCACAGGGAGTTTGG
GTCTCTGCTACAGGACAGCCCATAGCTGGCTATGGGCCCCCACTGTCAGCGGGCCGGGGA
ACCCCCACGCAGCCCCCGTCACCGTTCAACGCATTCCTGGTCACGACCCCAGCGGGCAGT
TTTGCTGCACCTCAGGGCTACCCTCAGCAGGGCTACACCACAGCACCTCAGTTTGGTTAC
ACTTTTGCAACACCTCAAGCTGACCAGTACGTTCCACAAGTTCCTCCTCCCCCCACCACT
CCAGGAACAGCAACTTTGGGCTTTGCCCCTGCCACAACACCAACTCAGGACTTGAGCAAA
GCTCCCACCGGGCAGCATGATTTTCCCTATAGCCAGTATGGATATGGTCAGGACCTGACG
GCCTTCGCCCACAGCTTTGCAGACCCCAGCCAGCCGGCCGCCTCGTACGTGGCCCAGACA
GCACAGCCCGGCGCCGCCCCCCAACCTACTGCAAAACGCGTTCGGCAGGGGGCAGAACCA
CAACGTACAGGGCTTCCATCCGTATCGACGCTGA
>CL12303Contig1
GGGACAGACGGATCCGCTGCACTGAAGCTACGGGAAAACAGCCGCTTTCACGATGGCGTC
TGCAAACTCCACATATGGACAGAAGGAGTCAACAGACCAGAACTTTGATTTTATGTTTAA
AATCCTCATCATCGGCAACAGCAGTGTTGGGAAAACGTCTTTCCTGTTCCGCTATGCAGA
CGACTCCTTCACTCCAGCTTTTCTTAGCACGGTGGGCATCGACTTCAAGGTCAAGACCAT
CTACAGGAACGACAAGAGAATAAAGCTGCAGATCTGGGACACGGCTGGTCAGGAGCGGTA
CAGAACCATCACCACAGCCTATTACAGGGGAGCCATGGGCTTTATCCTCATGTATGACAT
CACCAACGAGGACTCCTTTAATGCTGTGCAGGACTGGTCGACCCAAATCAAGACATATTC
ATGGGACAATGCGCAGGTCCTGGTGGTGGGAAACAAGTGCGACGTGGAGGACGAGCGGGT
GGTGGCTTCAGAGAGGGGCCGTCTGCTGTCTGAGCAGCTGGGATTTGAGTTCTTTGAGGC
GAGTGCCAAGGACAACATCAACGTGAAGCAGACTTTCGAGCGGCTTGTGGACATCATCTG
TGAACGGATGGCGGAGAGTCTGGACAACAACGACCCGACGATCACCGGAGCCAAGCAGGG
GCCTCAGCTCACAGAGCAATCCACGAGGTCCCAGGACTGTGCCTG
>CL12304Contig1
CCGACGTTGTAAAACGACGGCCAGTGCCAAGCTTGCATGCCTGCAGGTCGAGGTCTGTCT
CAGTAGTAGTTTTCTGAATTCCCGCTTCCACTTTTTTGCAGAAGGGGAGAAGGACGACAC
CTTGCAGCAACGAGGGCGAGCATTCTGGAGACTGGCTCGGCTGCGTCCGAGAAGAAAGCG
CAGCCCGATCGATCATTTCGCTTTCTCGAACGGCTGGCGACGGCGGAGCCGATCGAGGAG
CCCAGATGGCCAGAAGACTTCTCTGCGAATATTTGCGGAGCATGCCCGTTTGCTTGTTGA
TCGGTCTGCGGGTCGCAACGGTGTCGAACTTCTCCGTTTCCCTCTGTCTTTTTAGTTTAA
ACTCCGAGTGGGTCGGCTTTGCCGGGAGGTGGATGGTGTGTANGGGTGTGGGTGTGTGTG
GTNAAGGGTGGCCTTGGGAGTGGTGGT



>CL12305Contig1
TTTTTTTTTTGCATTTTATTACAGTTTTTATTGTTTGGATGTCACATGGGTCATCCTCCC
AAAAAGTTCCTCAGAGATGCACTCCATTTCATGATATTCCACACACACACAAAAAAAATA
TTTATTTTTAAATAAATATTTTTGTAGATGACATTCTTCTGTTACATTTAAGAGCAAAAA
AATGGAAAGACATGACGGAGCGTCTTTCACAATATTTTTCTTTGTTCCAAAATGACCACC
GGTTTCCCTCAATCTTATACTGAAAGCTGTCCATGGCAGCCATAAAGAAACCACAGTGGT
ATTGTGTAATCCACTCCTTACAAGCATCTAGGTGTTACCAAACTCCAGCTTCTTACTTTG
TTCAAGTATGTGAGAGTCACAGCAGCTAAAGTCACCATTTACATCAGAATTACTGCTTTC
GTGGGATTTTGTGTTTAATTTTCAGTGAGACACAAAGTTGTGTATCCCTATTGTAAAGGT
TTATGAAAATATTCCAACTGATTTGGCCCCAGAAATAAACTTGTCTAAAAAT
>CL12306Contig1
CCGTTGCCAGCTCAGCTGTTGGACTTTTGCGACTCAAATCTGTAGTTTTGCTCTTTTTGT
GTTGTACCTTTTCATTTTGTTGCTTAGTTTTCCATATTTATCTCGGTTTATGTCACGTTA
ACTTGACGAAGTTATCATTCGTGGAAATTAGCTGGCAACGAACAATGCAGTATGGAAAGC
AATAAACTAGCATAATGCCGTTTGACTTTGACGAGCGACTCGTCGACTCCAGTCAACTCA
ACGAGGGAGTCGGTGAGAGGAGCAGAAGGAGTCGTATCGGACTTGTAATTACAGGAGCGA
TTGGCGGCTCCTTGGTCGCTTTGTATGCAGTGGCTGCTCCGTTTGCGGCCCCCGCGTTGA
GAAAAGTCTGCCTCCCTTTCGTCCCAGCCACTACGGCGCAAGTCCAGAATGTCCTCCAGG
TGCTGCGGAGAAGATCAGGGACCCTGGTGGACATTGGAAGCGGAGATGGACGGATAGTGA
TTGCAGCTGCTAAACAAGGATTCCAGGCATCAGGTTTAGAGTTGAACCCTTGGCTGGTTT
GGTATTCTCGCTATAAAGCCTGGAGGGAGGGAGTCCGCTATTCCACTTCTTTTCATATCT
GTGATTTATGGAAAGTCAGTTTTGCCCAGTACTCCAATGTTGTTATTTTCGGAGTCCCTC
AAATGATGGACCAGCTGGAGCTGAAGCTGGCCCACGAACTGCCAAGAACAGCTAAAGTGG
TGGCCTGCCGCTTTCCCTTCCCCACATGGGTCCCTGAATGTACTGCAGGAGAGGGAATAG
ACACTGTGTGGGTTTATGATGCCAAAA
>CL12307Contig1
TTTTTTTTTTATTTATATATAAAATTTTTATTTATATTACAATGAGAGAATGCACAATAC
CTTCAAGTGTTTGCTTACAGGTAGCCAGCACCAGGTTAGTTGCGTGCATGCACTCTGACA
CACAAAACAAACAAACAAAAGAACTTCGATAACTTTTCTCTGTTGTTGAAAATAACATTT
TCACAGGTCTCTGACAGAACATCAGACATCAGCAACATCTAAGTCAGTTCACCCTTTGGT
GATTCTTCTCAGCTGACTGGAGAGCGTCAGCCCACAACACGGAGACAAACGGGACATGAG
TGCAGAAAAATAGTAAGCTGTTCTAAAGGTAGTTAAAGCTATTCAGGAATATGAGCTCAA
AGCATGGAATAAAAAGAAAAAAAAACAAAGTGACTATCTGTTTGGCAGGAATAATATTAG
CTGGAAGCCGTCGTGTGGGTTAAATGAGCACCGTCCATCAGAAGGCTCTTTTTGGAACTA
ATTCAACAGTCCATAGAAATGGTACAATCTTGTGGTTTCCTTTACGAAAATAACTTTTTG
TTGTTGTTTTTTTCAAGGCACATCATTAAAAGAATTTCCATACACACATTCC
>CL12308Contig1
TTGCTTTTCTATTGGTTTGAATATAGAGGTTTACATCTCTTGACTTAGTGAAACACTGCC
ATGTTGTCACACAGCAGGAGGCGCAAAAGGAGGCCATCACAGGAGGACAGTGGGGTTAAT
GCTGCGTGACTGAGGTCCAGTGCACTTGAACGTCATGATCCGTAGACACAGTTGAAAGCA
GAAAACGGGGAGAGTGTCACAAATCAAAGCTCATCTTCTGTTAGGTGACGGTGAGTTCAC
AGTCAAGTGCTGAATGTAGTGATTTACAGATCCAAGACGCCAATTCAAAAAAAGGGCAGG
GTGGGGGTGGATCTGGAGTGGATGCGCTCAGGAGAGGAGAGAACAAAGCATTTCCAATGA
TGGATTTGTGAAAGACCCTGAGAGCGAGATTACATAGTTTTATATTTATATGTGTAGAAG
TTGTAAAGAAAGAAATTATCCATAACTGAACACATTAGATTGACATGCAAAAAAACAAAA
TCTAACCTAAAAGTCACCCTTTAACTGAACACAGTGGATTTTCACAGTTGTATATGCATT
AACAAATCATAGAGGAAAAACTCTAAACTAAAGACAGAATCAACGGTCTCCAACAACCCC
TCATTTACAGGAGATCTACATAAAGCTTTTGAATTCAGAGGTTCTTATTGCGAGTTGTAT
GCCGGCCCGCTGGACCGTGAAGC
>CL12309Contig1
TAAATACAAAAAAAAAATATTTTACTTTTAAGATATCTGTGATGATATGTTGGGTGATTT
GGTGTTTGCTCAGAACAATGTTAGTTTAAGGTGCAAAAAGTATTGGAATGTTCAAGAAAT
GTACTTAGTTCACTCACCATTTTTAACATGTATTATAAGGAATTACACTTCAATGCAGTA
AGTAGTCATTTTAAAATAAATTACTAACAACAGATTTTTGAGAGTTTTGAAAATTAATAA
AATGTTTCCCACCAAAAGTGTTTTTGAGATTTCATGAAAGCAGCCATTTTGAAATGAGCA
GGAAAAGCCTTTCTACGGCCCCTAGTGCAATGATGATGAACTACAGGGCAGAAAACACAA
AACATAAACCAAGTAACCAAAACCCAACGTATGAACCAAGGTCTTTACATTGGGTTTTTA
CAGAAAGTTTGAATAATGCTAATGAGAGAGAGTTCTCAGAAACGGTCTATCAAATATAAT
ATGAATGGTTATTGTACAGGAAATAGAATAATAGTCTAACAATACATATTTTCAGGGTTG
TTTTTTTATTTTTTATAATAGAGGTGGGC
>CL12310Contig1
CNTTTTTANTNGGGGGGGGGGGGGGGGTTCTGTGTTGACAGAACTGTGTCTGTTGATGTT
GTACAGGAGGTGTCCTGCTCCGTCGCCATGGAAACAATAACACTGTAAAGCATAACTTAT
TGCTGTAAACCTTTTAAGCACATATTTAAATTGAGTGACAGGAAGTGGATTCCTACTTNC



CTGTTGGGAGTTTGATGTTCGCCTGATCAA
>CL12311Contig1
GGGTTTTGGACCAGACCCTAACAAATTTTGATGAAGTTTTCACTCATGGTAATAACACTG
AAGAAATCAAGGGAACCTGCAAGTTTGTTATTTTATCTTTCACTGATGGTTAACCCTTCA
GAAAAATAATCCTTTTAAAGTAATTATTTCTTTAAAGAATTGTTTTACGAAAGCTTCAGT
ATTGATACTGGTTGATCTGCTCTGTACTATTATTTTCATGTGGCAAACATCTGCCAAAGG
CCGCTCCTCCAGCTATGTGCTCTGGTCCTCGTATTTTTGTTTTTTTCCTGGCTTGGATCT
CCTGTTCTTCATGAAAATGCAGAGTGATTGTGTTAAAAGGGAGTAAATTATAACTAGAAT
TAGAACTCCTATCCNAAAAAAATTAACTGCAACTTCAGACTTTAGGGGACCTTTAAAAAA
AATCTATTCTATTCCATGAATTCTGTTCAAAAGCTTAGTCTCCATATTGGTCTTTTTTTA
TGCTCTATGCTACAAAAGTGTCTTTCATTTGCTTTCATTAATTTAGTCTGACAGAATAGA
ACCTTTGAAATGACCAAGTAAGGTCTGTTTGTTTTTTTTTATTTCTTTTTGCTGAGTGTA
CTGTACATACTGAATGGAAATGTAAGGGATACTCTGGGAGCTTTGTTGAGTATTTTTCCA
CAATGTTTTATTGTCCACGAGAAACTAGGCCTCCCTGTCCCAAACTGCCTTTATAAGTGA
ACTGACCTGGAGCAAAGGTTATTGTTAAAGAATCTAAGGGGGCACAGAAGTGAAAGTGAT
AGGCAAAGATGAGAAAAAAGCACATTTAAAGTATGTACTAAAGAAATGTATTTTTTATAT
ATAATGATTTGGGTTATTTTCTTTTGGGTGCTTTGGGTAAATAGATATGCAATTTGTTTT
TTTTCTTTGTCTTTAATCGTAAAACTTTGGCTTTGTTTGATTAAAGTCAACTTCTCAAAG
CTTTGAATGCTGTCATTGAGATTAAATCAAAAACATTATGGACTGCAGTTCCTTTTCTGA
GCTGTTGCTCGTAGAAGTCACAGTCTCATTTATTAATGATTTATGTATTTTTTATATTGT
TTCAAAAAAACCAAA
>CL12312Contig1
CCGGCGGTCAGCCTCTGCAGCATGGGGTTGAGGGTCCCGATAAACAGATAATGCCGGAGC
TGCATCACTGACAACCACAGCAGGTGCCAGACAAAGAACCTGGACATCACACACTCCCTG
AAACTCCTCTCTTGTTTCACCGGGGCATCCTTGGTGAGTGGTGCTTCCTCTGCTGTTTTA
TGGGGACTGTTTGTTGCCACTTCTGTCCTCTCAGTCTCTGACTTCCCACAATTCATCCCG
TAGGTGTAGTGATCAGGAAGCGGGTAGGGAATGAAGTTTCTGGGCAGCAGGAATAGAGTT
CTGAGGATGTGGGCGACGCTGCAGGCAGACAGAAAGAGGAAGGATCCCCGAAGAGAGATC
CCAGCCTCATGCAACAGCTTAATGATGAGGAAGAGTGCCGAGGAAGAATCAAAGGCCCCA
TTGTAAAGAGTGATGATAGTGGAGCGCCGTGAGCCGAACAAGTTTCCAACCTGCATGTTT
GTCATCAGAAACAAAATTCCACCAACAGCCAGGAGGGAAAGAGCTGGGAAGAGCAGGTAA
CCCAGAGCTGCAGTAGAGAAAGACACCATCAAGGTACCCATCGTGTAAAGAAATATTCCA
AAGAGCCGCGCCACTGTTGTACCAAAGCGATCAAAGAGAAACCCATTGGGAAGAGTCAGG
AAATTGTTCAGGAAAGAGGCGATGGTGAAAACAAGCGAGAACTGTTCGTCTTGAGCGCTG
CAATCTAAAGATTGGGTTCCATTGACTGTGGTGGTGTTGACACACATGGAGCTGAAGTAG
CCCTCCTCCTTCAGAACAAAAACTAGAGATGCCCATCCGAACACAGCTCCAGCAAAAAAC
CCCCGGCCATAATGCCCGGGTTTAACGGCCGCTCCCAGA
>CL12313Contig1
TCAGTTTTTATTGAGGGGGTTNAAGTTAGACAGTTCTGGGTCGTCTTCCCAGNAAGAAGC
AACGTCAGACAGGGGTCAAAGGTCGGTCTAAGGTCAGGAGGTGTGGGTCTGTCAGGTCAG
GTGTCAGTCAAGACAGTCGCCTGGGAAACGAGAAGCTGCAGCGTTACTGACAGGAGGAAG
ACAGTGAATCTGTCAGAGCAGTTGGGGGG
>CL12314Contig1
GGTGATGCTTTCTGGACTGTCTCACGCCAATTGCTGTAAGTTTCTCAAGTAGATATTACA
AGTAAGGTATGTTGTTCACTCTTTTATATCATATTTTGGTACACACATTTCTGAGACCTC
TATCTCATTAGCACGATCAAAACGTTCCTTAAAAACCCATAACTTGGTCCATGTTTTCTA
CGCTGTTGTAGAACATCATTCCTCATGAGGGGCAGTAGAAGGACCTGTCCTGCTCAGTTC
AAACTGGCTGGGTCCATGAAATCTCAAGACAAATTGGGCAGAAAAGGGTTTTGTTCATTT
TCAAAACTTTATGGTGAGAATAACTCANATATTGGTGTTCATCTTTTGAAAGAATGCACA
ATTTGTTTATGATTCATTCTTTATAATACAGTTACATAATGTTTAAAATGAGCAAATCAA
ATTTGAGACAGTGGGTAAATGATTTGCTTTTTCTTCTTGAGCACTCATGTCAATATTACT
GGATTTTAAACCAACATTGTTGTGAGCCAAAACTGACAAAATTATCAAATGCAACATAGT
TAAATTTATATTTTATAAAAAAAAGCATTATTTTTGTGGATTTTATTAAATAAACATCTT
AATAAAAAATTCTGGCAACTCTTTCATGTAGTGGTCATTACAGGGTTAATGTCAGTTTTA
ACCAATCACAGAATTCTAAATAAAACCCTAGTTCTTATGGCTCATTTATTAAAAGCAAGA
CTTTTTTTTGGTATGTCTGACATTTGCAGTAATGGGACTGTGTTTCTGAGTTTTCCTCCA
CTGAGCAGGGGGTAATTGCTGACTAGTCTTTTAACCTTATTAAAACATCCAGCGGAGGTG
TTGGTGAGAAGATGAAGTTGATGATACTGCACCTCCTGTGTTTTCAGAAAAGAAAGATGC
TGACTGCACTTCATCCCTGGGATTATACACCAAATTTAAGCAAAGCTGCCACAGCTAATT
AAGGAAAAGGAAGCGCTGTGACAATCACCATGGGAGGGAGATCGGGCTTTACTCAGGGTG
TTCTCTCATTATTACATATATGTATATTTTTCCTGAGATAATAATGCCACTTCTCTTTGC
AGAGTTGTTATTGCGACTGTTTTGGTTATTGTTTTTACAACCCTGCAATGTGGCAACTAT
CAA
>CL12315Contig1



TTTTTTTTTTGCAATCAATACAAGTCATTTATTCTTTTGATCAGCTGAAGAAAGAGCTTT
GACTTGAAAAAATTTACCAAATTTACAAAATTGCACATTACATTTGATATTCAAACACTA
CATTGACCCTTTTCTTTAACAAAAATGTCAATATCTGAGGAATGATATTCTAAGGAGTTT
CAGCTAACAGCATGCCATGGCATATTTGAAAACCTTTAAGTACTTAGAAGTAGTTTTTTT
>CL12316Contig1
TCGGCACGAGGGTTTGCTCAATCAGCCAGCCCATGTCTCCCACCTCCACCAGCATCTGAA
CCCTCACTGCTGGGACTGAAGCTGCCTCCGGTCTGTGGCGGGACAATCATCATCTCACCG
TGGAGCTCGCTGTTACGCACTGGATTACGCACGGCCGAGGCATCACCCTGCGGGGTCATC
CAGATCAATTGGCTGTTTGTGACGCGTGAGCGCGCTTTCACCTGTTCCTCTCTTTGTCGG
GCACGCGCAGCTTCTGCGCTTTAAGTCCTGTGCTCCCCCGCCCATCCACCCCTCCACCGG
TCTGGACAGCTGTTAAAGGTTGTCAAGCGGTCAGTTACCCCAGCTTCACGCCCCTCGTTG
CCCGCGGCTGCATCTTTGCCCACACCGGGAAACCGGGGCGCAGCGCTGCCGATGCCCACA
GGAGCGGCTGTCAACTATTTGACTCCACGCAGCATCCACCGGATTCAAACCCCAGAGGGG
GACTCTTCGGACTGTAGGACTGGCTCAGACCGAGAAAGGAGACTGTCTCTGGGTCAAGTT
CCATAGCGGAGGGGGGAAGCGATGTGGTCCCTTCTTTCCACGTTGACCGTCTTGTAAGTC
TCTTCCTTCACGTTTTCCTGTTATGATCTTGTGATAATCTGGTTCTGATCAGTTGTCTGA
GGATTTTTGAGAAGCATGAACAGCAAAGAAAGAGGTCTGGGAGGGAGTTTGCAGTGTCTA
GCAGTTACATCACTCCTCATAGAAAACATGCCATGAAAAGCTCTGTTNTGATTGGCTGAC
AGTTCAGGGTCATGGGGTCAGAGTCAGGGCTGTGTTACTCATAAAACCTGACAAAAACAT
CTTCATGAACATACTTCAGGGAATGACCAGTCTAGCTGAGAAAAGACGACTTTCCCATCA
CCAAATAGATGTTTCCCCCTCTTACAAAGTGATTAAAAAAACT
>CL12317Contig1
GCTGCTGCGGAATGGGCTGCAGCTGCTGCTGGGCCTGGCTCGGATTATGATTCTGCTGGT
TTTGGTTACGCTGGCCCCTCTTATTTTGAGGTGGGGGGTTTCTTTCAATTTCCCTCATTT
GCTCAAAGGTGACGAGATGAACAAAGGCGTCGCGGCCATTGAGTTTCTGCCGGTGTAGCC
TCTCGACTTTGTGTGCGTCTTCCTCAGTGCGCAGCTGAAAGATGGCTTGCCCCAAACCGT
TGCCCTGGCTGTCTGTAAGAACCTTCAGAGACTCCTCGTAGATGCCCACACCCTCCAGGA
AGCTGCGGACATCCTTCTTGGAGATGTTGTAGGGAATGTTGGTTATGTGGGCGCAGTTGC
GTGGCATTTTCATGCCATCCTGGTTCTTGCCATCACCGTGCACGGCATCCCGTTTGCGGA
TAGCCTCGATCTTTTCGTGCATTCCCTTCCGGGCTGATCGGGTGGACCTGGATGAAACGG
GAGCCCATGTACTGCATGTGGGCTCCGAGAGCACTCTTGAAGTCCTCCTCTGACTTGAAC
TCCAGGAAGCCCTCTCCGGTGGCGCGCCCGTTTGGGCCGTAAGCGATGAAGATGCTTTCT
TCTACAACAGCCACATTTTTAAAGAATTCCTTTATCTGCCTTTTGTCGGCCTCGTAGGGA
AGACCTTTCAAGTAGACACAGAACTCCTGTCTGTGAGGGGACCTCGACCTTTCTCGCTGA
TCTCGCCCCCCAGGGGTGCTACCCCCCCTGTGCTGGTGACCCTGGAGCTCCACTGTGTTG
TTTGATTTGGTGCTAGTGTAAGGGGCGTGGCTGTCGCTTAAGCCAACCCACTGACGCTCT
GAGCCGGGGGTGATCTCAATGAACCTTTGGCCCATCATCCCACCCCCCCGCTTCAAAGCT
TCAAAACTGTCCTGGGGAGAGAAGAACTTGACTAGGGCCCTACCGTTGGGTCGGCCCTGC
CCGTCCCTCAGCAGGCGCACCCCCTCTACCCCCAGGCCCCGAAAGAAGTCCCTCACTTCC
ATATCTGAGCATGAAAATGGGAGGTTCTGCAGGAGAACAAATACATGTCAGGATGGCCAC
CCTCGTGCCGAATTCCT
>CL12318Contig1
GTTCACCACCTTCCCATTTTTCCTGGTGTCTGTCAACCTCGTGTTCCCCTCCAGGCCACA
GGTCCATTTTTGCACATGGGGGCTCTTGCGGCAGTCACAGCTCTCTCGTGGATCGTGGCG
GGACAAGTGGCCCGAGCCGAAAAACCAGGTATGGCGGTTTCTGCTACACGAACAACCTTT
GTTTACATCAAGTAGGTGTCCGCCACAGGACATGTACACACCATGCAGAAACTGTGAATG
ATTAACAGGCTGTAGATGGAGGTCAAGATTTCCACCATGGATGTCAGAGATAACAAACAT
TCCTCTAGCCTAGTGTAAGGTTGTACTCAATCTTTCTTTCAGTCAAGGACTTATTTTAGC
TCTGAGAGTGTAGAGTTTAACTCTAAACTCATCTTTCCCTGTGTGCTGGAGTAGCTCTGA
GATTGTAGCATCCTTTAGCTTTTATCTAGACAGCAGAAGGTTTTGTCTTTTTTTTTCACA
ACTGTAAGTTACCCTAAAGAAGAGGAACACCCATCTGTTCTCGAATGGTATGGGATCAAT
CTAATACTGTGGGATGTGTGTGGAAAAAACACCCTTTTGATGTTGCTGTAATGCAGAGCT
GCATGAGAATATCAGACATAAGAGCAAGTGTGTGGATGGATGAGGTCTTCTCAGCCCCAC
CCGGGAGCTGACCTTTAGGGGGAAAAACAGCACATTCTTTGTGTGGTTTGAGTGTAGGTG
TGTGCATGTGTGGGTGTCCACACTCACAGGCAGTAACCTTCATTTACTCAGGGGTGAATC
AAGGGAGTTCTTGGCCTCTGACAGCAGTGGTGTTGCGTTCACGGTGGTTCCACCCAATGA
CTGGCTATGTGTACGCCTAACAAAGCCATTTTTGTAGAAAAGTGTTGTGTATCTGCATTA
TTATTAGAAAGAGAGACGTGCATTTAGTTTCGACTTCTAAAATGTAACATTGTTTCCTTG
TTATTTCCTTCTAGGGATCTTTAATTTCTTCTTTTGCGTTAGGGAATTTGTTGATATGAT
TTGCATTTCAGGGCCACCGTAGTATTGGACACATCTCTAACACACATTGAAGCTTGATAA
TGTTTGCACATTTATTAGATGACCTATTAACAATGTGCCTGTCAATGAGGGTGGATTAAA
ATAGCAATGCAGAAGTTGTAGAAAAAAGGCTTTGACCTTCTTCAGTGTTTGAAAGAGTAA
GAATCCTCCTGGTGCTGCCAACCCGATGAGCCTAAAGTACCTAAACATCAGCAGGTGTCG
GCGTGTCTGTGACTG



>CL12320Contig1
TGAAACTTAAAACAGCCCTCATCATGTATAAAGCCAAAAATAACTTACTTCCAGTAAACA
TACAACAAATATTCAAGGACAGAGATGGGAGTTACATGACATCAGCTGAACTTCGAAAAG
CAGTGCATTCGCAGTACAAAAAAGAAAATGTGCTTATCAGTTTGTGGTGTGGATTTATGT
AAAAGACTGGATGAAAGGTTTAAAACAAAACAAAAGTTTACATGTATTCAAAAGAAAACT
ATAGATGTCACTGATGGAACTGTACAAAGCAAGAAATGATCAACAAATACAAAAATGTCA
CGTCTGCATAGGTGCTATGCAGAATGTAATGTGAATGTACAACATGTACAAAACTGTAAA
TAGAAACACACAGATCATTAGGTGTTGTAAAAAGAGGTGAGATCACACAAGATTTCTCTT
CAACCACTCCTTTTCAAGTACACTGTCTTGTTTTATCTCTCTTATTTAAACTCTTGTGTT
TATTTTCATTTGTGCTTGAAATAAAGAAAAATTGAATTGAATATCAAAGGTACATGATGA
TTCAGTATCTGTCCTTCTGTCACATGCAGTTACTGAACATTAGTTCATACTCAAACTGAC
GCTGTGATCTCCAGGTTTCACATGGGAGGCGAGAGCAAACGGCCGGGGCTTCCACACAGC
CAGACAGAAGAAATCCTTCCTCTGCTTCCAATGGGGGCGATATGCAGTAAGAAGCCCCGC
CCATGACCCAACCTGATGCAAAAACATCACCACGCATCCCTGTGTTGATACCTGCTGGAC
TCATGTCCCAGGACTCCTCTCTAACCCCCCTGTTGCCCGGCCATAATGCCCGGGTTAACG
CGCGCTG
>CL12321Contig1
GAGGCCGCCTTCTGCCGCAGCACAGAAATAGAAAGCTTTGGCAGGAAGACAAACTCGAGT
AGACCGGCCGAGGGCACAAATTTAGTCCCTTAGTTTATTGGAGCTGCGAAGTTGTTTTTA
TTTTTATGATCAGTGTCTGTCTTCTTGTGCATCAGCAGCGTTAGGTCGAAAAGTAAGCTA
ACCTTCCCGGCTGAACACCAAAGCCGGCGGCTGTTGATAACACATAGGTGGCTACACAAG
AGTGTTTACTACTTCCGTTTACCTGTCATCGAGTTCGTCAAACACCTTCCAACACGTGTA
TTAGTTTGAGGGAATGGCGCTGGACTTCGCCGCTGGATGTGTTGGAGGTGCTGCTGGTGT
TTTAGTTGGGCATCCATTTGACACTGTAAAGGTGGGTCAATATTCTAATATGCTGATCAA
TATTCTCACTTTTTTTTTCTCCATTTCAAACTGTTGGCTTTACTCCAGAGAAGAATCTGA
ATCCAAAATATGGGAAAGATGCACATTTTAACAGCACAAGCAGTAGATCTCCACTATTTA
AGGGGCATTAATTAAAAAATTAGACTAAAATTTGTCATAAAGAGTAGTTTTGCTTTGCAC
AAAGCTTAATGTCAGCTCAAACTTTTTAAAAATATATAAAGTAAAGGAGAATTTTACATT
ATAAAAGTTTGTTTATTATTGTGATTTTATTATTAGGGTTAAATNTGCTGTGTAATGCTC
TGTAAACCTAGTTAGTCATTAATTCTATGTAACCTCAAGGTTGCAGAATGTATCTTAGCA
ACATGCAGTGTTGGTTGCAAAGTAAACATTTACCCAGGTGATGAAAAAGATATTTGAAAG
GTTTAGAAATTGAGGCTTTTTCTATAAAATCAATCTGTATGTTTTCTTAAAT
>CL12322Contig1
GCACGAGGCTGCAGCCTTTCCCTTTAACAGGGTACACGCCACAATAGATGCCCTTTCCAT
CGCATTTCAGTGGCTTACTTACAACGGCAGGGCTGCTTTGGAATTCGTCTTCTTTCATGT
CCACCACCCTTCCATGCCAGTGCACGGTTACTGTAGTAACCCCCCAAGTTTTTTACCCCA
ACTAACAGCCCCACAAACTTTAAAGGTCACAAAGTGTTCTCACTTCAAAGGGCATCATGT
ATTCCTAGTGTTTTAACTCCTCACAGGATTTGATCATTGCTAAAGACAATGCGCAGCAAT
GCTGTGCTGCTAGGAATAATCGTTACTCAGTGCATAATTTGAATTTGAAAGGTAATTTTG
GTGAAGTTTACTCTGAAATGCTCATCTGTAATGTGACCATGGATGCATCTTCTGTTTCAT
GGATTGAGACCAGCAGGTGTGTGACTCTGCTGCAGACTGATCATAAGACAGAATGGCAGC
ACGTTACAGCTGCACTTCCTGTTTCTGATGATGACACTAAAGAAACGAATAAAACCACAT
GTTGCTGTGGACTGAANAAAAAAA
>CL12323Contig1
TATCTGATCAGAGCCCTTTTTAACAATTTAACCTTTTTCTTAACAAGGAGCCAGTTTAGC
TCGTGCTGGTTTGCGGGGCCTTCCATCTGTGAAACGAGAGTTCAAATCCGGGCTGCTCCC
TATTCCCTTCTCTGCTTCTGTGTTGGTCCCAAGCCCGGATAAATTGAGAGGGTTGCATCA
GGAAGGGCATCTGGCGTAAAACATTGCCAAGTTAACCATGCAACTCATCCTCAAATGGGA
GGTTGTTTCACTGTGGCAACCCCTGATGGGAAAAACCGAAAGAGGAAGAAGAACCTTTTT
CTAAACAAGCAAAAAAACACGGCAGTCATGCTTTTAATGAAGGAAATTATTAGACTTTAT
ATCATCACAACAACACATCGTCAGATTCAAACAGATAGCACACAAGAGAGGCTGAGGGAT
TGAAAGTTCAAATCTGTTATAGTTTGGTTTTCTTGTGGCTACAAATGGAAGTATGTGACT
CGCAGGCTGAGTCTAAAACACACTTCTTTCTCTTCTAGCCCTCTGGTATAAGTCATGGAT
ATCTGCCATTCACAGTAATTACGTTGAGGCTAACACAGACTGGCAGAGAGGTGTGCCTGC
AACCCTGCATTTTTATGACCTGCCCTGCATATGGAGGCAATTTTCAAACCTCATCTGTCT
TCTTCTCATCCTTATTCTTTTCATGCTTTTTCCAATCTTTTTTCTTCACTGCCACTCTCT
TTTATCTTCCCATTCCTTCTCCGTGTGTCTCTTCTATTTGGCTTCTTTTCAGTGCACGCC
TGGCTTGAACGGTCGCACAAGTCCAAAATGAAACTCGTATTTTGCATTTCGTCTTGTGTT
AATGTCTCAGAGACGTTCTCACTACTGATCTGCATGACTGTGACCTTTTATTCTGAGGCT
GAGAAGCCTCCAGTTTTAATTTTGCTGTCTGAGCCACTGCAGGGGTGAAAGGACGGTCTC
TGTCAGCAGCGTCACTTGTGATGGGAGACCGTGAGCGGGTCTCATTGTTCAGATCTCCTC
AGCTCTCAAATGACTGCACGCTTCCTTGCTTCGTCCAACTGTCTCATTTCCGTTTCGTTT
TTTATACGCTGATAGGAAAGCAATCAGGGGAAAATTTCAGACAGGATTAAAATCGTCTAT
ATTTTTGATGGGGAAGAAAACAGGTGAGGAACTGAATGAAGGCTTTGTGGAAGTGTATTG



CCAATAGAAAATAAGGGAAACTGATCAAACACATTACTGAAGCTCTTCTCCACACATGGG
GCGCTTTTTAATAGATGTCAAGGTCTCTCTGGGCTGGGTATGTTACCCCTCTTATGAATG
TTTGTTCTGGTTATTAGATGTATGGATCAGAAATTATATAAAACTTTTAACACTGATCAC
ATCGANGTATATGTTAAAATCTCTATAGACACCTGTGGCCTATTTTCTGGGATGAAAAAC
AGAATTGCTGTAATAAAGAGAATACATGTTTTGTTTTGACCTTTGAAATGCTCAAACGAT
CAGGTCATAGACACATAATGAAAGGGTTTTATTGTTCTGGACTGTTTTACACAAATTTTG
GTAATCACCAAGGCACT
>CL12324Contig1
GCTTCAGATGCCCTCCGCCCTCACCCTGTTGCCCCCCTCCTTCACCTCCCTCTGCCTGCC
GGCACAGAACTGGTGTGCCAAGTGCAACGCCTCTTTCCGCATGACCTCAGACTTGGTTTA
CCACATGCGCTCGCACCATAAAAAGGAATACGCCATGGAGCCTCTGGTCAAGCGGCGGCG
TGAGGAGAAGCTCAAGTGCCCCATATGCAACGAGTCCTTCCGGGAGCGGCACCACCTGTC
ACGGCACATGACCTCCCACAACTGAGTTTAGGACTCCGAGGACCGGGACCCGCCTGGATT
TAGGCTCCTACTGGAGACCGAACACTCAAAGCCACCAAACCCCCTTTGCACCTGTCTTCA
GTTTGGACACGCCCCTCACACCTGTCCGTTTCCTGTTCCTCCCCTGTGAAACAGACCAAC
GTCCAGTTTTGAGTATGTGCAAATGCATTTGGACTGGAAAAGGAATCTATTTATGACGCA
CCGAAGGGAAGATTTAAATATGTGTAAATGTACAGTAAGTTGTATTTTATATCATGAAAA
TGCAAATATGGAGATGAGTTACGCCACCGTCACACGTCGTCATGGTTTACAGCCCAGCCA
GCATTTTCATGCTTTACTATCGATATGGACACAAATTGGGAATTTTATGTCGGACTATAT
TTGCGTGCATGTAATATGAGATATTGATTTAAGATGCAGTCTATACATTACAATGTGATG
AATTGGTTTTATTTGAAAAAACAAAGTGTCATATTTTGTGTCAGTGGGGAATAGTTTCAG
TGTGTTCTTCCTTTTTGCAGAAATTTACTACTCGATAGTTNATCTAATTTATGTNAAANG
CATGACAAT
>CL12325Contig1
GAGGAAACGGAAGACGATGCCGGTTNTGACGGGCTGCACAGTCCTCTGCACAGGTGCTGC
TCAGACTGAATNTCAGCTCCGCCCACTTTCACAGCTGCAGCAGTGACAGGAGTTCACCTG
TTTGCCGCTATACTGCATTCAGGAGCTCTCCCCCACCACGGTTCCTGAACGCACCGTGTT
AGAACCGGGGACATTTTTAAAGCGGGAGAGTTTGGAGGCGCAGGAAGTGACTGCATCAGA
TCTGTACAGGTTGGCAGGAGGTGTCATAACCACGTGTCTCCGGTGGAGCACAGACTGCTG
CGGTTCTGTNTGATGCCAAACCTGCTTACACTCCTACGCTAAAGTGGACTTCCGCTTCTT
TGGAAAAACTTTGGGAAGCATGCTTTAAAGTGTGTGTGGGGGGTGGGGGGTGGGGTCTTC
TGCACTGATGGAGACTACAGGTTCAAAGCTAACTTTCCTGGAGGCCGGAGGCTGTCAGCC
ATGATTTTGTAGTTCCCATGATGCACCTGGAGCTGGCATGTCCTGTTTTTTGTTGCATCA
GCATNTGCGTTTTAAACAGTCATTAAAGGAAGCTGCTGCTTTTTTCATTGATCTCACAGT
TAGAGGAGGGGGGGGGTCTGTAATGTTCATCATCATGCTTTTATTTTTGTGGGGCTGTTT
TTTACATGTTCTCTGTGGGTGTAATGAGTGCTGCTGTGTTTTGGTGTGTGCACTGATGAG
GACCCCCCAGCAGGGGGGACTCCTCCCCATCACAGGAATAAATGCTCAGCTTCTTTAAAA
AGAAAAAAAAAAAAAAAAATACCCAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CL12326Contig1
CACGAGGGTTGATTTTAACATTGGATGTAAAATTACAAATGCTTATAATAAACAAAAGCT
ATATTCAGTCTTAAACTTTCCTGTGCGGCGTGAGTTTAAGTGCTCATTTTTGATAAGTGC
GGTTGGGGGAAAAAGAGGTTTGATGCATTTCTGAGGCCGTAGAGAAACAGATCAGTAAAT
ATATTTGCCTGCTAGATTACCTGTGGAGCGCAGAAGTCGAGCGTTTTTTTGCTGGGATCA
CAGCTCAGACTTAAATAGACGTCAACTTTTAGGAGCAACTTATCCGATTTTGGCCAGTTT
GCTGTTGTTTGAACTGAATGCTGTGTACCGTATGTAGATCTCCCCAGCTGTGTTGGACAC
GCTTGACCACGATGTGATGTCCTGATATCTACATTAGTCCGGTGTTTAGCCAGAATTTAG
TGCAGTACCGTGGGACTGTTTTTGGAAGAACAGGCTGAACCATTGGACGTCCTCCTCCGT
CTGCAGCTCGCTGTGAGCCGAGGACGGACGTCCAAACTGTTTCACATGGAGACTACAGCT
TCACATGAGCCATTTTCTCAGTCACTGGTTTGTACATGGAAGTATGTTCTAAATAAAACC
TGCTGTAAAATCTTCAAAAAAAAAA
>CL12327Contig1
CCCAAACATGTTAGNAAAAACAGCCAGCAGTGCTTAGACTCTAGACCAGCATTGAAAAGC
CCAACAATTGCATTTGTATATTTCTGCAGATAACAAAATAGGAAGGGGATGTGCAGAAGG
AGGAGAAGCAATGAGGGTACAGTAATAACACTAAAATGTAATCAACAGAGTCATTTTAGA
ACAGAAGACAAGTAATAATATCAAGAGAAAAAGGATAAAAATCACATAAACTAGTTAGAC
TAGGCTGACAGTATTTCTCAAAAACATCAATCTCCTTATCCTAAGTTTATAATTATGTTC
CTTTTTTTTTTTTTTTACTAATCTTGTTTTCTGTCATTCTACCCAGAGCAGCTGTAAAAT
TCCTAAACAACCCCATCATTCTACCATTTAATTAAACCACACAATGTCATCGTCTGACAT
GAGAAATAATACTTGAAAAAAATATTGATGCCGGGCTTCAAAAAAATATTATCTT
>CL12328Contig1
GGGACGCCGCTCGAGNACGGGTCTGTTTCGTTTACGTGTTAAAGAAGGTTTCTACGGTTG
GGCCCATCCTCTAGCTGTTCTTTAGGGGGGATAATTTGTCCGACAAATCATGTTTTCCCT
ATCCACTTCGTTTCAGCCACAGCAGATGGTAGTGCCTTTAAGTCAGCTCATCAGCGCCTT
CCACTCCCTGAAGAACTCGGCCACAGCTTCTGTCAAAACCCTCCACACGGACTTCTCTCC



AGAGCTTTCTTCTCACCTGAAAGAGCCGAATGTGAGTCTGAGGGATCTGGGCCTGTCTGA
GATCAGGACCAGTCATCTGGATGAGCTGCTCAGAAGGTTACTACCTCCACCGGGACCAGA
GACGCCTCCTGCAGCCAAGTCCACATGGACGACCAGTCACATTTCAACAACCAGCTTCTT
CCACAACAAGCACGGTTTTTCTCAGAGGGGCTCGGTGCGTCTTGGCTCTCCGGTTTTCCA
CAGCAGACAGCATTGCGGCCCCCTGCAGGAGCTCTGCCAGCAGCTGCACCTCCTTTCCCG
TGGCGGTCCAAAG
>CL12329Contig1
CGGCACGAGGGCTGGACTGACTGGACACTACAACGAGTCCCTGACATTTTCATCCCCCCT
CCTTCCTTCCCGCCCTCCACCCCACACTTCCTTATTTATGTATCCGTACGAGTTCGACTA
TTTAGTCCGGCTGCTGTTCGTGCACATCGTGTGATATTTGCAGCATTCCACCAAGACAAA
CACCACAGCAGCAGTGTGGGTTTTTATTTTTTGGGTTCGTGGGATTGTCGTAGTTCTTGG
TTAATTTGTTTCTCCCTCTTCCTAGGGGGGGAGGGGTCTCTCAGCACACAGCGCCTTGAC
AGGTGACCCGTCTGCAACGGGTCACCATAGAACCTGGCGCTACTGCCAGCAGTGTATTGT
AAGCTTCAGTCGCACAATTTCTATTTTCTTAAAGAAAAAAATGACTACCAGCAATATATA
TTAAGCCTTTTTAACGTANTTNTAATGGGATATAAACNGTTCTATTTTTTTCTTCCCATA
CTTGTATGTTGTAGNA
>CL12330Contig1
GGCACGAGGAAAATGTTGCTGTGCCATAATGCTTATACCAGGCCAACTCTGCATGGGAAA
TGTTCAGACGATGGCTACAACGTGTTCTTAGGCTGGTGATTTATGTCTTTATCCTCTCTG
TTCAGGTGAACTAGGTCCTGTGCCTTCTTCATGTATTAAATGAGAATTCTGGATCATTTC
AATGGTTTAATGCCATTAATGTGGCTTTGGTAGCTAAAGAAGCTGTTCTACTTTGAAGGT
AAATTAAGATAAATGTGTTGACAATGTCCATGAGCTTCTTAACCCTTGTGCTATCCTAGG
CACTTTAACATTGGGATTTGGGTCATCTAGACCCAAAAGACAGTGCGCTGAACCTTTTTT
CTTCAATGATTTGTGATCTTCACTGGTGTCCATGGATTACATGAAATCCTCTTCACCTTT
ATCCACCGGTGTCATGGTAGGGAGAACATGTCAATGTAAGGGTGGGGTCATAGGATAGCA
CAAGGGTTAAAAATGTTTTTCATGAAATCAGATTTTAGCTGCTTGACACAAAAATGCTCT
TCCTCTTTTTTAATATATCCTTTTCTGACTCACTTTAGTTGTTGGAAATTATTGTAACTT
TTTTAGAC
>CL12331Contig1
TCGGCACGAGGAATTATAGGAAATATGTAGGAACTGCAGCATCAGATATTTGACATTATC
TCAAAGCTTTGCTGCATGCCCCCTCTCCTAAATGAATTATTATTTGATTTAAGTATATAA
AATAAGGAAAACCAAACAGCTGGTTCCTCATAAAGCTTCCACAGCTTCCAGGTAGGCGTT
ATGTCAACTGATCAAGTGGGATGCAATTGTCAAAGGAAAAAAAAAA
>CL12332Contig1
CACGAGGCTCTGCCGCCAGATCCAGCTCGTCTTTGACGAATCTCCGTTCTTTGTCCCCGA
CGACGGCGTGAGCATCATGAACGGCACAGACGAAGGTACCGCGGCGGTCACCGTAACGCC
CCTTACTCGCCCTGGCAGGAGGGGTCAAAACGTAAAACAGGAACAACGGCGTCAGTGTGC
TTCGCTGTTTCTATAAAGACCTCGACTTAATGAAGGCGTTTAACTCAATTGCTGCAGATT
AAGATGTTTTTTTTAATGCCGACACCTAAAATAATGAAGGCTTTTCACCACAGAGTCATT
TTCAGCCTAAAGGCCAGTAATTATCTGGTGACAAATGCTACGTCTGGCGCGCTGCAGCAT
TAAGGGTTTAGCTTTGTCCTCTTAAAATGACCTCTGTGTGTCGACATTTACAGGAATCCT
GGCCTGGGTGTCTCTGAACTTCCTGACAGGTGAGTACAGTCCTTGCTTTCACCTGGAAAG
AGTTCTCTGTGATCCTCCTCTGACCGAACACTAAAACGCTCCTGGAGGAGGTGCATCATC
CCAGTGCGCTGCACTCTCTGGATTAAAAGGGAAAGTGTTTTTTTGTTTTTTAAGGTCATC
TGAAAGCACAATCCAAGAAAACGGTGGGGATTCTGGATCTAGGAGGCGGATCCACACAGA
TCACCTTCCTGCCCACAGTCAGGGTCGGCGCTTTGTCTCAACACACAACCGTTTCTGCAC
AGGTCTGGATGTCAAACCAGTTCTGACGTGGTTTCAAACTCTTCTTCTGCAGAAAACCAT
TGAAGATGCTCCTGCTGCAGATTTTGTTGCCAGGTTGGACTTTCTGAACACGACGTTTGA
ACTTTACTCTCACAGGTAACTCTCCCAGGGTACCACACACCTGGTACCCTGGGAAAACGA
AGTTTAGACACAGTAATCGACCCCACCCATAAAATGATGACATCACAGCGGGAGAAACCG
TCAACAAGAATGAAACCCACCAACGAAACCAGAACACACGTGTCAGGGATAGCCAAAGGG
GGGTTTTGTAATTATTATGGGATGGCCAAAGGTCATTTTGTGTGTAATTTGCAGATGTTT
ACATTTTTGGCTAATGTGGAGAAAAGAAATGCATTGATTGAGAGATCGTGCTTTTGTTGA
CCCTTGACCTCAGGAGGAGGCCGCC
>CL12333Contig1
GGCACGAGGGCCCCGTCAGGGTCATCCCTCCTCCAACAGCCGCTGCTGGTAGGTGGAGTT
TCTGCTTTTGTAGAGACATTCAGTGCGTTTCTGTGTCATTATTAGAGCTTTTAATAAACA
GTTTATTAAAATGGATAAGGTTGGTCTTTAACACCGGAGCTTAGGTCCAGTGTTTTGACC
ACTGCAACTCTAAAGCCGTTTACTCAAGTAATGTAATTCCAGCGAATTCTGAAACGGAGA
AAAGTTTAAATGAAAATTCCCAAAGAATTACGGTATGTCAAAGAGCGTGTGTTATTTAGT
GTTGCCAGCGACGGCTTAGCTGTGTGTCTAATGGCAGCTTCCTCATTCTCTCTGATTGTT
GGTGGTTTCTTTGGTCTAGATGCAGATTTCTCTGAAAGGAGTTTTGTTTTGAAAGAAGCT
GCTGAGTCTGCAAACTTTGTGTCGATCTTGAATAGAAGTTCTGTAGGTGCTGTGATTGGA
AAACCCAAACTCATTTTCTTCTGAGCTGGATTATTTCTTTGTAATCAAATACGTCGCTGT



CTGCAGTCATCATAGATCCCACTGTTCAGCTGGAGTCTTATTTCAGGACCGGTGCCAGCT
GTCTCCAAGTTATTTTCATGTTTTCACTGCAAGCTGTTGCAGTTTCACCTCAAACCAACC
GACAAGCTGTCAATTAAACTGGATTGGATAAATAAATTCATGAGCGACTGAAGGGTCCGT
TGGCGCTTTGACACAGCAGTGTGCAGTGTAGCATAAAGACTAAATGCTCTCTGTCTCTGG
TGTTTTTTCTGAGGAAAGTGGGGCATTGTGTTTCTTTCTTGTTTTGGTCGATGTTTTGAT
CTGCATGAAAAATAGCTTTGTATTGATTTGCTGTTGAAAGCTGCGCTTGGGAAGTTCAGA
CAAACGAAGCAAT
>CL12334Contig1
CGGCGCTGAGGAGAAAGAATGTGAAGAGATGTGCTCCACGCACGGCAACGCGGAGCTTCA
GCCGACACCGTCAGACCCGGCGCTCCTCCTGGAGCTGAAGACCAGGCGTCCTCCGTCGCT
GCTGGAGCTGGCGGGATGCGAGACGTGGAGCGTGGACTTCTCCCCGGACGGCGCGTGGTT
CGCCTGGTCCATGGGGCACGGCATCATCTGGGTCGTCGCTTGGCCTCTCGACTCTCAAGA
GGGTCATGGCGAAACGACAGACCGAGGAGACAAAAGCTTCAGCTGTGGTCAGCCAGTGTG
GGGACTGGCCTTTGGTCCGAAGCCCCACTCATCAGTGGCTCAAACCTCAAAACGCACGGC
GAAAGGGAAGGAGCCCCTGCTGCTGGCCACGGGCTTGGAGAATGGCGTGATCAAGATCTG
GAACGTTCTGACAGGTCATGCTGTGTTTGATCTCCGGGGGCACGAGGGTGTTGTGAGAGA
CCTGGTTTTCCCTCAGAACGGGACGCTCACCCTCATCTCGGCGTCTCGGGATAAGACTCT
GAGGATTTGGGACCTGGCTCACAAAGGGAAAAAGGTTCAGGTGCTGTCGGGAC
>CL12335Contig1
GGAAAACACAGNAACTTTATGGACATGTCCACTTGGGTACCGGCGATCCGTACACCCCAG
GCTTCCCCTCCTTCAACCACACGCAGTTCCCTCCTGTGCAGTCGTCAGGCCTGCCTTCCA
TCCTGGCTCAGACGATCACACGCGCCATGGCAACCAAAATTCTGGGTAAGCTTGGGGGTC
AGAATCTCCCACAAGGATGGGGTGCTTCTAAGAAGCTGGGAGATGAGGGCGACAGCATCA
CCGTACAGGTCAACAACGTTCTGGCTGAGAAGAAGATCCATAACGTCTTCGGGGTCATCA
AAGGCTTTGTGGATTCTGACCGCTACGTGGTCATAGGTGCCCAGAGGGACGCTTGGGGCC
CAGGCTTTGCCGCTTCAACTGTCGGCACCAGCGTCCTCGTTGAGCTGGCACGCTCCATCT
CTGACATGGTGAAGAACGATGGATTTAAACCAAGAAGGAGCATTGTGTTTGCCAGCTGGA
GTGCTGGAGAATATGGCAGCGTTGGCGCCACCGAGTGGCAGGAGGGATATCTGTCATCTC
TGAGCATGAAGGCTTTCTCCTACATCAACCTGGATGGAATTGTTGCTGGTCGTAATGGGT
TTAAAGTGGCAGCCAGCCCCTTGATGTATAGCTTCATTGAGAATGCTTTGAAAGAGGGGT
ACGGCAAGGGACTCGTCGCTCTATAATCTGTACGGAAAGAAGGACTGGGAATTAGATCTC
ATGGAGCCGATGAAGCTGGACGATGCTGCGTATCCTTTCCTCGTCTTTTCTGGCATTCCG
TCCGTCTCCTTCAGATTCACCTACAGTAACTCTGATTACCATTACTTTCGGACAATACAG
GACACCCGACAGAAACTGAACGCTGCCACGTCCAACCAGGTCGCTGAGGTGGCTGTGACT
GCAGGTCGCTTTGCAGGTCACATCGCGCTGAGGCAGGTTCACGACCACCTGCTGCAGATG
GACCTGATGAGGTACAACAAGATTATACGCACTCAAGTGGCGAAGATCAACGGAAAGGTC
AAAGAGATTAAGAGGATGCAGCCTCAGCTGCTGCCCTCAGCCCTGACAGTGCAGTGGCTG
ATGTCCGCCTCGGGCTCCTACAGCCGCGCCGCTCGCAGTCTGGAAAGTGACATCCAGAAC
AGTGACCTGGAGG
>CL12336Contig1
GGGGTGTCCAGGAAGTCATCTGACAGCAGAGAGCCTTCACTTTGGTCCAAGGACAGGTTC
ATCTCCGGGGCGACCAGTGTGCGTCGCTTGCGGTGACTTGAGGACACGCCTCCTCCAGGT
GGAGTCACGTGCAGGGAGCCAGGAGGAGCTGCAGGGAGACACCAAGAGGAGCTGCTTTAG
TCCATGCAATGTGGGAGCAGAAGGTTGTGTTTGAGGACAGTTGGAGACGTACAGACTCTG
TTGTCTGTGAGTCCGCAAGAGGGATCCATGTCTCCGTACTCAGGTAGAGGTCTGGAAAGA
AAGACAACCCACAGGTGAGGTTCCAGGTGTGTGCAGGTCTAAAGCTGTGGCCTCATTTTG
AGGAACCTGGTGGACACGACTCTTTTACACTAAAGATACAAATGTGAATGAGACGGATGG
AAGTGGTTTTTAATTTCCTCCTATGGTGAAGAGGAGGAGCAGAGATTTAGTAATAGGTCA
CATGATTTAGACGAAGAAGGGTGGACTAGGGGGTGGAGGGAAAATGAAAAGAAAGAAACA
GTGAACTGAACAGCATCTTTGTTTTCCTTGAAATTTGATGCTTTTGGAATTTTATTAAAA
AACAAAACAAATGTCTTTGTTCTTAACCTGCCTGAGTCACATACATTTTTATCAGTATTA
TTATCAGTGTTATTAAATATATCAGTATTATTATCAGTATATTGTCAAAACAA
>CL12337Contig1
AGCGGTCCTCCTGCTGCTTTGAGGGTGTTGATGTCTGGATCGAGAACATGCAGGGGGAGT
GTCTGCGGATCCGAGAGAGCCGGCAGGTCAACGTGGGTCATGTTGCCGTAGGAATCAGTG
ATCAGATCTGGGGAAAGGCCTTCACTTTGGAAAGTTTGGACAGAAAGCTCGTGCCCCTGG
AAGAGAAGGTCAAAGTGTCGGGTCTGTGGCTCCGCTGTGTTCCCGCTCCTGACGGGTGTC
AGCGCTGGAAGTGGAGGGTCAGAGACGGCAAGCTGGAGCTGCGGGACTGAAATGGACTTG
AAATGCCGGAGAACTCTTCTTCCTGCTCAAACATCGTCCTTCTGTCATGAGGTTCACTAC
CTTCTTCAAAGACTACGACGCCCATCCAGACTGAGGCAACAGCATCCTCAGTCGTGAAAG
ACAGAAAGCCGAGCCGAAAAAAACAAAGCTGTGGATTCACCTGTTGCTCTACATTCCAAC
AGCTGCCTGTGGCCACAGGCTCGGAAAAAAGCAAGTCTCCCAAAGGAGGTTTGCTTGTGA
CTCTAGCAGAGCTCCGCTTCAGGAATTCAGACCTCGGATGTCCAACAAGACCCAGGAAAA
ATAGAGCTTTGCACAAAAGTTGAGAATGTTCTGTATTTCAATAGGATTCTTTTCAGAGAG



GGGAGATCTGAGGACGGAGAAAAGGATAACGGACGTGCAGGAAGGTCTGGGGGTTGGCGC
CTCTGTGACCCCCGTCAGAAAAAGACTGAGATGAACGCATGGAAGAAAAAAGGTTGAAGC
CCTGTGAAGAAAATGTCTCCATCAGCAGCAGATCTGGACTGTTGACACAGAGCAGGTTCG
GCCCCCCCCTGGATTTATGCTGTTGGCTCTGACCTGCAGACTCAGCAATAATGGAGATCG
TTCAACCAAGCTTTGAGTTTAACAACAC
>CL12338Contig1
AGCACTGGTTGGCCATTGAAGACCTGCTCCGATCAACGGTGGTTTTAACATGTTCTTGTG
ATGGAGGACATATGTGAAGAAAGTGAAGCTCAACATCAACAAATGATTGTGACTAAAAAA
AGATTGTATTTGTGTTGTAGAAAATACGCTGAGTGGGCCATGAGCTCCCTGCTCTGAGCT
CTTACCAACAGGGAAGGGAAAGGGGGCGGGGCCGCTCCACACCTAATGTCCCGCCGCTCT
GCAGAAACTATGTTCTAGAAAACCAGTTTTTTAAAAACTTTTGTCTAAAAATGGCATAAA
CATAGTTAAGACGACTGGAAGCACTCCTGAAACAGATCAAAAGATGATTGGAGAGGTCGA
TGGGGTATTTTTTCTATTTTCCACTAGAACCGTCAAGCTAAGACACCGAGCATGTGACGC
ACGTTCAGCGTTTACCCCATGGTGTTCACGCTGGACAAGCAGGGAGGGGCTTCTTCTGCT
TTTTCATCCGTTTACGAGCTCATGTCCACCACCTACAGTTAGAAGAGGCTTGGTGCAAGA
TGTCAAAGTAGTGGAAATCTGGCTCCGGTCCTTTTTTGTGTTTTTGTGCGTTTACATAGA
CTTTTCATTGATAATGGCTGTGAACACGCGTTGTCAACCACTGTAGCTTCAGAAGGCCAC
ATTCCAGCAGGTCAGGAATCCCTCTCGGACTCTTTCGTCATGAGGATGTTTATTTTTTAA
TCCTTCTGTGTGTATTTTGTATTAGTCTGATTATCTGAAACCAAGCATTGTGATCAAACA
CATGAGGTTCTGATGTGGGAAAAACCAGTATAAGCTTCTCAAAGAGCATGGTTTAGAAGA
AAAACTGCTTTATTCATGTCAACAAGTTTATACTCCTCGTGTGAAGTGTTCAACAGTCAC
TGCTTAATGAGGGCTAGCATGGTTTAAATATTATGCACAAGATCACAACTTGAGTCATGA
AGACCACCAGTGTATGCTTACTTGTG
>CL12339Contig1
CTGGGCTACGCGGGCATTCTTGAACGCCCTTACAGCGTTCCCGATACTAGCGCAGGAGCT
CACAGCTGGAAGAGGCTTGGTGTGAAATGTCAAACCGGTGCACATCTGGTTCCAAGATCT
TTCACAGCTCTATTCCCATAAATGAAAGTGTCAGAATTCCAGCCGAGCACAAACCCCATT
TTAATTTCTGCACGGTGGCAGCCACTATAGACTAACCCAACCACCATGGCAACCACTCTC
ACCAATCAGGAGTGAGCTTGTTGGAAGGCCACACCCCTACACGAAATCTGACAAAGGTTT
TAAATGTTGGGGCCAGCAGGCCCCACCTACTTTTATTGAGGCATCAGATCATGAAAAATT
GAGTATTCTCAAGCTTGAAAATGTAGAGTAAGACAAGTTCTTCTGACCAATAGACGGGGT
AACAGCTGCTTTTTTCTCTATAGAAGTCTGCGGGAGTTTGGCTTCTTGGAACCAGCAGGT
ACTTCCTTTTTGGAACATCGGGGGGGAGGAGTCACTCAGTCCAGATCTCATAGACAGTAA
AAATAAAATGGCGAGTGCCTGACAGTGGAGTAAGTAGTGAGTGACTTTACGTGTCTGTTT
TTCATTGGACCTTCTTTTCTAAGAAGCCCCCTAGTGGTCATCTGGTGAACTGGCCTGCCT
ATGATGTGCCTCAGACAGGATGATACTAATGTGATTCAGAGGGCCGCATTCCTGCTCGTT
TACCAACGTTAGCTGCTCTGGCACGTCCTTATTGGCTGGACGCACCTGGACTGGCGGTTA
GACTCACGGGCCTGAGGTTATCGCTCATGGCGAAAAAGAATTTTAAAATAAAAGGCTCAG
GATGAACGTTTTCTCAAAGTTTAAAATGTGAAACCAAAGCCATGTCATCGTAAGCCCCGC
CCACTAACTTTCATATTTAAATGACTGCACAAAGCAAAAAAAATGAAATCAGCCAAATAT
GTCTATGTTGTAACTACACTGATCCCCAAAGCTGATGACATATTTCCTAAATGGAGTATT
TTTACATTTTGTCCCTTTTGCCCCTCCGTAGCACTGAGGACACGCCCACACCGCTCTCAG
GGCTGCAGCCTTGAAGCGTTCGGAGGAACTTTATTTTTGGATCATCAGAACCTCTAAAAA
TACGGTTCACCCGTTTCCAGGGTTCATTCCTTTAGTTACGTGTGAATGTA
>CL12340Contig1
GGCACGAGGGTTTATTTATTGATTGTTTTTTTTTAAATCCTATTTTAACAGTTAAATGTT
TAATTACTATCAAAAGGATGTGGAGTTATGTTTTGCTGCTTAATACAAAAAACCTTGATG
TTAATTGATGTTAGCATTTTGTTGTTTACCATGGAGCTTCTGATCAAAACTGTTCATGTT
AATCTCTGCAATACAAAGCCTTAATTTAGTAGCATAGGTGTCCGTCTTTTGGTGTAGCAA
TGTGCACAAACTTTTTTTAAAATGTTGATGATTCACTGCTTTTTATGGTCTGATAAGGAC
ATTGTGTATATGCATGAGTGGACGTGAAGGTTTAGAATTGGACATTCATCATGAAACTAA
CCCACGCCCCAACTGGTTTCTGTTTACCGTTTTCAAATAGAAATAAAATACAGTTTAAAT
ATTGATAAATGTTTACAGGGAAGCTCCCTTTAATTTAAGCCACGACTGCTGAAACAGTGC
TGATGTCGTCTCGTCTAAAGATGGTACGTCTCGAGCTTTAAAATTTTGTCTTCTTTTTAA
AATAAAGACTTTATCTTTTTTTGTACTTTTAAAGAAGAATTGTGTGACTATTGGTCTGTT
TAAATTGTGACATTGGGCTAAAGTGAAACTAAAAAGTGAATTTTATATTCAAAATTGTAA
AGAAGGAATTTTGAGCGAATTAAGTATCTATTTATTCAGTCATTCTATCTAACTTGATTC
AATTTTATCATTTTAATGGTGGCCAGATTATGTGAAATCTTAAATTTGGCAAAATAAAAC
AACTTTATTAGTTCTTGTTCATATGTACTATAATCAGAGGAATCTGAGGTTTGGGCTCTA
TTATTCAAAGGAAAGTGGCAACATATTTGTNTTT
>CL12341Contig1
TTTATTTATAAATAAGCGCAAAATGCATGAGGCATTGTTTTTACACATCAAGAGAAATAT
TGTTTTTCACCACAACTAAAGCTAAAGTAAATGTATGCTCTATTATATTAGCAACAAAGT
GTACTGTTAAAAAAAAAAGGAAAATGATATTTTAAAAAAAACACTGGATGTTCAAAGTGT



AACACTTATTATGACAAAACTTTCCAATTGTTTTCTAATAATAATTTTCTGTGTTGGTGA
TAAAGCATTTCCTGACAAATTTCTACTGTCCTCACTCACATCACCAGAAAAAACCCCAAG
AACCANAATGCAATTTTGCTTTATTTGAGCAAATGAAAATATGAGAATTTCAATCAAAAA
ATATAATCAAAATTCTACATAAAAGCTCTACAATANACGTCACATAGGCCTGACTCTCCA
CTTGCAGCTCTAAGGCTTTCTGCCTTTCTTGCGTAGTGACTGTCCCTCTCCAAAGAAGGC
AATGAACTTGTTCAGGGCATCATCATCATCGACAACTCTCCTGGGCTGAGGTCGGGAGTT
TCTAATGAAAGTGATTTTGCCAACTTTGAAATCATAATTGGGAATTCCTCTTTTAATGTC
ACTTGCTGCTAGAGGAACAGGGTTAGGCTCAATCCCTTTTGTTTTACCGTCCAGACGATT
GCCAGAACCAGTAAAAGCTCTGAATCCGAGGTCCATGTCAGCATAACTGCTTGGGTCTGG
CTCTTC
>CL12342Contig1
GAGGGTGACACCACATACGTGTTTGAGGGACACGTCCAGGGACCATGAAGTGCAAACAAT
ATTTATGACTATATGAAAACAAAACTGTTTCTAATTTCTCGTTGGTTCATAGTCTGACCT
GAGGTAGCGAATATGTTACTGTAGCTCCAGGAGTGCATTAGTGCAGATCAAACAAAATCT
GTCTTCAACATTGGAATCTGATACAAAGGAACTGTAAATATTTTTTCTTTCATTGTTCGG
ATTTTCAGTATGTAAATTTAAAACCAGTCATCTATACTGAGGAGAAAAAAAGAGAGAAAA
AATGGGCCACTTTTTTTTTGCCTGCTTGGATTTGAACTCCAGCTGAAACGATTCCTCTTT
GCCTTACTTGTTTTTCTCTGCAGGATGTTTTTTGCAGGACGGATTATTTTAGTGATCATT
TCATGGCAATGTTTGGCATTGTATGAAGATGATGTCCAAGTTAGTTCATGGCTTTTTTTT
AACAATAATACTGACTGAATTAAAATAAACTTCATATCANCACAAAAAAAAAA
>CL12343Contig1
CACAAGGGCTTACAGAGACATCCAGGCCGTCCACAGAAGCTAACATCTCGAGAGGAGTGT
CTTCTGTTAAGAAGGGTGGAAGAAAATCACCATGAAAGTCACTGAAGTTAGCTAAAGCAG
TAGAAAGCCAAACTGGAGTGACTGTTTCCCGTGACAACACATGGCGCACGCCGCAGAGGA
ATGGCATGCATGGTTGTCGTCCACCATGGAAGCCTGTCCTACAGCCTGTGCACAAAAAAG
CAGGCCTAGAATTTGCTAGGGCTAAAAAAAAAGATGAAGACTACTGGAACCCAATACTCT
GGAGTGATGAGACAAAGATCACCGTTTTTGGAACTAATGGTTTTAGAACTGTGTGGCACC
GTAAAGGTGAGGCTTGGTTGCCTACAGTGAAACATGGTGGTGGCAGTGTCCTGATGTGGG
ATTGCATGTGTGCTGCTGGTGTGGAGGACCTGCATGTCATTGATGGTATCATGAACTCAA
CAGTGTACTGCTCCATACTGCCATCACTTTGTGCACTTGGTCGTTGAGCACTTTTCCAAC
ACGACAAAAGATCCAAAACACTATTCTAAAGCTACTGCTGCATTTCTGAAGAAGAATGGG
GTGAGGGGATCCAATGGCCGAGTGCGTGTCCTGATCTGAACCCAATCCAACACCTGTGTG
GAGTGACACGTTGAGCATCACTCTCCATCCAGCCTCCAGGCTCTAAAAGAGGTTTTCTTG
ACGAATGGACAAAGATCGATGTTGAAATATGTCCCCAACATGTTCATTCCACACCTAGAA
GACTTACTGCCGTCCTTAAAAATCACTGTGCTCATACAAAATACTAGATGTAGTTGTTTC
TGTTGCAGGATGTTTTCATTACTGCTTTAACCAATTTAAGTAAGACTGAAGATTCTGTGA
TCCAAGTTAGATCATTAACCTT
>CL12344Contig1
GCCAACGCTGTTCTGGCTCTCAGCACAAACCGGCTTCCCATTTTGGAAGAACTCTTGAGT
CAGCTCGTACACCTCGTTGTACAGATCGCTGAACTCCTCCACCAGGTCCTTGGGAATCCT
TGTGCCACCGTTGGTCTGATAGTGAGCCACGCCGTTCTTGGCGTACAGGCTGATGCGGCC
GACGCTCCTTTCTCCGTCTGTGGTGTGCTCCAGCAGTCCATTTTCCTCTGCCAGGTGATA
CACCGGGTTACCGTTGGCACCATGGATCCAGGTAGCTCCTAGTTCCAAGGTTGTTCCTCC
GTGATGAACACTCTGAACTCTCCCACCGATGCGGTCTGACGCCTCTAGGACCGTGACATC
TGTGAAGCCGTTTTCCAGTAGGAACTTAGTTGCAGCAAGGCCAGCCAAGCCGGCACCAAT
CACTACTATTCGAGGCTGTCGATGAGGGTGTGGGCCACTACAAAGAGGATCATCAGTGCT
GTCTGAGGAAATTTCACAAACTTTGCATGCCGTCCAAGCTTCTCTTCGATGGAGTCTGAC
TCTCTTAGTCTTCAGTTTGAAAGCAAAGACTGCTCCGTTCCGCGTCCCTTTGTGCCGC
>CL12345Contig1
CGAGGCTGTTCCTTCCGAGAGAACATAGCTGGTATCTTTTTAGTCAGCAGTGGGGACTGG
GGGTGTTCTCTCTCTGTCCACAGATGTGAACTCAAAAGCGTGGAGTCTAACTGTGTTTTT
CCACAGCAAATGAAGCCGGAGAAACTCCTCTGGACATTGCAAAGCGGCTGCAGCACTCTA
CGTGCGAGGAGTTGCTTACTCAGGTTCAGACAGGAAAGTTCAACGTACATGTCCACGTGG
AGTATCAGTGGCGCCTCCATTACCCAAACCCAGAAAAAACCTCTCTCAGCAGAAGCCTAA
AAGGGTGAAGGCCATCTACAACTGTTCTGCCGACCAACCGGATGAGCTGACATTTAAGGA
GGGGGAGGTAATTGTGGTGGAGGGGGGAGGAAGACCATGATTGGTGGATCGGACATGTGG
AAGGAGACCCGGGCAGGCGGGGTGCGTTTCCTGTCACCTTTGTTCACTTCATCTCAGAGT
GATTCCTGCTCCCCCCATCCTGGACCAGCAAGGGAGGGTCAACTTCTGAGAAACATGCAG
CCTGCACCCTTGCAGCACCTTTGTGCCTTCTACAGACTCTGAACTTGTGCCCGCTTTCGC
TTGAACCCCGTTTTATGCAGAAGATAATAATGTCATGCTCTTTCAACACAGACATGGGTG
GGATTTAAACTGTGG
>CL12346Contig1
TTTTTTTTTTAATCAAAGATACACTTTATTTGTGAGAAACAGAATGAAAAAAAAATCCAG
GAAAGCACAGTGTATGACTTAAAACTCAAAATTTTATAATATAAAGTTGAGAAAGGTGTA



ATCCTATAGGTCTTCAGCAGGATTTCACATTGTTGCTGCCGTTTTGGTCCATTCTTCCAT
GCAGACCCTGCAGGGCACTGGCACTCATAGTCTCCAACCAAGTCATAGCAGGTACCATTG
TGCTGACAAGGGCTGGAATCACACTCATAGATCTCTATCTCACACATTGTTCCTATGAAG
CCAGCCAACATCTCCCCCACAGTACACCTGTAAATGTCTA
>CL12347Contig1
TGTTTTTTTTAGGACATAGTTTCTGCAGACCAGCAGAAGTTCATTAAAAATTCATCTCTG
AGTTGTAGGTGGGACTGTTGGAGTGGATTAAGACTGCACCCACTTCCCACCCTCTATTTA
CACTCTAGCTTACAGCCCCTAAAACCCCAACCTAAAATTACCGGTGCATAAAAAGGGCGA
GCATTTCAGTCGTCTTTAAGGGGATGCATCAAAATGGAGTGGATCAGGGATTTTGTGGTC
CACTGACTGTAGATTATACGTCACTCCTAAAGCTTTTTCACATGGCTTTTTTTTTGCCTG
CCCCTGATTCAAAACGAATTTCTAAATTTTCTTTATATAAGTCTTCCATCAAAAGAAAAA
TGCCACAAGAGGATTTTAAAATTACCAAAAACACGATTTTCATTGGAGTGGGTTTTTACA
GTTCAATACCATCAGGAACATGATCGTGTGAAGAAATAAAGGAGCTATTTGTGGTTGTTT
TATTTTGGTAGATCCGAAAAAAGCATTTATTTTATCTCTCTTTTTTTCCTTTTAAAAAAA
TAAGCACTTTACAAGAATGCTTTTAGAACCAGTTTTTCCCTTTTCTAGATTCCATTTAAA
GAAGGAAACCATCTACTCCAGGATAGGTGTGCTTTGTGAGTAACAAGAAAATGCATAAAT
GAAATGGGAACATTTAACTTGTGACCTTACCAACTATACAACTCAGAGGAATCCAAGGGC
AACCAACATTTCTATCCACTCTGATATGTGTAATAAAGTCAT
>CL12348Contig1
TTTTTTTNTTCGGAGTTCATACATCTTTTATAAAATAAATCTTATATTTCCAAGTTTACA
ATAAAACGATGCACTCGTCAGACAAAAAGGTAATGGGAAGGTCCATATATACACAGACGG
TATACTTATTTTGGCAGACAAGAACAAGGAAAAGTCCAGGTTTGTAAACAGCTCTTGACT
CTTGCTTTCTTCTGCGATTTATTTTTTGTTTTTGCTGCTTTCTTACATTCGTAGCTCCAG
AAAATTGTGCTTTACAGAACTTCTTACAACAACCCAAGGCTTTAGTTTCCTTCTGAGTGG
ACAAGTCAAAACAGTCGGTCAAAGGCTCAAACAGTCTGGAAGCTGGTAGTTGGTCGGCTC
TGCCGGTGGAGCAGCAGGACCCATGGAGAGAGAGTCTTGGAGGTTCTGCGTGAAAATCCT
TCACGCGTCTGGTCTTCTTTCCAATCTCGGAGCTCAGAAACCAAAGTTTTCCAAACTTGT
C
>CL12349Contig1
TATATTATTTTATGTTTTTAGTTATTTTGCAGACTTTGCAGACTGTTAAGTAACTGTATT
GTAAATGTATACATTTTTATATACATACTTGCACATATGCATTGTATTGCTTGTTGCTTT
ATGTAGCACCGATTTAGAGGAGCATTCTCAATTTCATTATTTAATTTGTATGATCTGCAT
TGATGATATAACTGTATATTTTATCATACTTTGCTTTAAAATTAATTGTAATTTATTTAT
AATATAGAAGGAACAGTTTTTCATGTTAGTCTCAGGTTGATTTTTTTTTTTACATTTCAA
CTAATAACCAGAAATGTTTATTTTTTCACCTTTTAGGTCTAAGGCCAAAGCTGAAAACAT
ATGGAGGCTGCCTTGTCTTTCTGTTTGAACACCTAACTGTAACAATCACAGTCGTTCATG
CACAACTGAACGGTGCCGTCATGGCTGCATGTGCGAGATAATTACTACTACAGCATGACA
AGAACCACTGACATGTCAGTCATTCAAACACTAATTAAGTAAGCTGGACTCACCCCAATG
CCCAGGAAAACATTGACAGCGTTGGAGCCTGTCACATTGCCAATGGAGGCGTCGGCATAC
TGATCTTGGGTGGCAGCTACCTTACTGGCAAATGTATCTGGCACAAACGTTCCTAATGCA
ACAAATACAACCGCTGTGACCC
>CL12350Contig1
CGAGGACCGGGAGAGGAAAAAACTAATATTTTGTTCTGCCTGCTCCAAAACTGCACGACA
ATTTCAAACTCTGAAAGATGAGTCGACGGTAATAAAACATTTAAAACTATGAAATATCCT
AAATAATAGCGCGCAAAGTCATCATTTTGGTAAAAGACTATTTTTTTACATTTAAATTCC
AGTTTGAATATTAAGACAGAAAATGTTTTTTTCTTTTTGGTCCACTCAAACCAAAGCCTT
TTATAGATTAGTTTTAAAAAGCAGACATTGCATTTAATCAGCGGCTGATGTTGAATCTAT
TGAGCGCGGCCTCTGCGGGGCCTAAACAGAAAACTCATTTGAAGTTTCAATAAAGGTTTT
AATGCGTGAGGAACAGGACAAATACGTTCCTCTCCAAAATGCGCTTAATTCATACAGGAC
AAAGGAACAAACTCTGAAAAGTAGATGAGGAAAAGGGTTTTACGCACGGGCCTTAACGCA
TGCGTTCCGTGCGTAAAAGGGCAACGGTGGGGATAGAAAATACATTAAAAAAAAAA
>CL12351Contig1
ATCTGTGACTCCTCTTCACCTCTTCATCTCCTCCCTTTCCAATCCGTCCCATCACTCTGG
TGATAGGGTTTGCAGAGCTTCATCCAGCTGTAGGCTTGTCATCTGTCTCTCCCTCCTGGA
CTGAGAGAGGCCCTCACTTCTTACAGTCGCACTGCTCTATCTACTTTCATCTTGTAACTT
TTTGACAGTTTTCTTGGGACGCGGCTCAAGATGCCAGAGCCCACAAAAAAAGATGACACT
CCAAATGGCCAGCCAGAGGAAAGTGTTGCCCCAGACAGTAATGGTGCCCCAACCCTACCT
GAGATATCTCTGGAGGTTTCTCCACCCCCAGAGGCAGTAACAGAGGGGAAAGAGCCATTA
GAGACTGATGGGGAGAAACCAGAGTCCGCAAAGCCTGAGCCATCACAAGCAGTAGTGGCT
CAGATGCCCAACACCGCTGATAGTTCTTCAAACCAACCAGAACCTAGTGGTGTTGGGGTC
AAAGAGCATGCAGAATCCACGGACTGTATTGTTAAGGATGAGGGCAGTTGCTCTCCTGCT
CCGAATGATGATAATCCTGCTTCCTCATCCCCAACACCCCAAACAGAGGATGGCATTTCA
ACCAAGAAACTCTCAATTGACTTGCCTAATGATAGTGATCCTGTGTCATCCACGGGGAGA
AAAGACTCAGTGTGGTCTCTGGGAGACGGACAGCCCCCAGAAGACGTGGACAAGCCAGTT



GACAATCCACCACTGTCCACACTGCTGATAGAAAGGCCCCAAAGTGGCACCGTGGCTGTG
GGTGGTGACATCACTTTCGTGGCTAAGGTGGAAGCCAAGGATCTTCTTCGTAAACCCACT
GTCAAGTGGTTCAAGGGGAAATGGATGGATCTGGCCAGCAAGACTGGGAAGCACTTGCAA
CTTAAAGAGAGCTTTGAGCGAGCGACGAAGATCCACACTTTTGAGATGCACATCATCAAA
GCCAAAGAAAACTATGCTGGAAACTACAGGTGCGAGGTGAAC
>CL12352Contig1
AGGGGTTGATTTAGGATTTAAAACTTGAGCTTCCAGGTGAACAGAATAAGTTCACTTTAA
AGTGGTTTCTAAATGGTGAAAAAATGTTCACAAGAGGTTGAGTTTTGGATTCAGCGAAAC
AAAAATAAGTCCTGGTTAAACCCCATAAAACAGTGATTTTAAAGATGTTGTACACAATTC
AGACCTGCCTCATTTGAAACATTTAATGTAAAGTTTTACTCAAAAACAGAAGGATGTTGG
GTTGGATTCTGAGTGAAAATCTGTTTCCTGTAAGAAAAAATATGTTTTTGCTCGGCTTTC
AATCAGAATCCAAACAAAACATCAAATGCTCACATTGTATATTTCATTCATATTGAGTTA
GAAAGTCAAACTTTGTTTTAAAAGTACAATGTCTGGACTTGTTTTGACCAACTTCTGCTA
GAATGTCACACCTTTCTGCCTCCCCCCACCATGAATATTCCTTACATGAGCTATAGGCCA
GACNAAGAAGTTGACCTTTCAGGTGAACAAAAGAAGTTGACTTTTCATTGGTGGGTTCAG
TCTTGACCACTCCTACCTTAGATTTACATCACATTAAACCTGACTAGCCNGGTTTTTAGC
ATAAAAGAAGCTAGTTTTCTCCTGCTGTCTCATTCTTCCATCCACGGCTGTCTCTACCAG
ACCTTTCTGCTGACTCCAGACAAGATCTTTCTCCTTGACGCCTTTTTCATTGATTTGATT
CCTGATTTTACAGCACTGCTGTGTCTGCTCAAAGATTCTTCCAAAGAGCTCCTCTTTGGC
AGAAAAGATCCTGATTTTGAAAACAAGATGTCTGCCAACAAGAAGCCCGACCGTCGCATC
CTCCACTGCCCGCTCTGTGTTAGGGCCACAAAAACCCTCGCAACACACCTTGCTCGAGTC
TGCATGAAGGACAAGTCCCCAGAAGAGCGTCAGGCTGAGCTTCAACGAGCCAAGGACTCA
ACTGAGCTTTGGACTCGGCAGGGCAGAGTCTGGGACTACAAGGAGCTGCTTAGATGGTGT
CCAGACGCCCTAACAAGACGAGCTCTCGTCCAGCAGTTGCTGAAGAAGGAGTTCCTCATC
CAAAACCTCCCTCCAGACTTTGATGAGGCATCACTGAAGTGGCCTCTTGCAGAAAGACGT
GCCCAGTCTGGTGACGCCCAGGACAGTGACACAGATGATTGATGGGGAATCTGAAGCAGG
AAACCTACGTCCACACAGTGGAAGGGGGCGTGTCATGGTCTCCTACATGCAGAGATGTAG
AGAGCTGACGTGGCTGGATGAGTCAATGCCACAAAAAGGACATGTTCATACACAAGAAGC
TTGTGCCAAAGACTGGAAGAGACCAATTGTATTTCAGAAATGATGTTTCTTTTTTCCTGA
CATTTAAGATTTTTATTCTGTAAAATGACTGTGGGGCCTTTAAAAAAAGTATTTTCCAAA
GCTTCATGAAACATTTATTCTTGTAAATTTTATTTTTTTTAATTTGAATTTGTACTCCCA
TTTGTAACCACTAATTAAATGAGCATTATCAGGATTTCATCTTTTAAGCTGGAGTTTTGT
AGGGGGAGCCTAACTGGATCACACCCCCTTGTAGTTTTGTAAAACAAAC
>CL12353Contig1
AGGGAAACATATGCACACACTTCAATCTAACTGCAGAAATGCATCAATTCAAGCAGCACA
AAAAAATATGAATGAAGTCTGCGTAATCTCCAGAAAAAAAAATCCCTGCTTTCATGTTCC
TAAATATAAAACTTCAGTGTAACAAGAGGTCCTTTTCCACCTTTAGCTCCTCTTTTTCTT
TAAAACGGATAAAATTTTTTGTCCTCTGGTGTTGTGGGTAAAATGGAATGAGTCTCTCTC
TTTTGTTGTCGTTACATTTTTTTCTCTTTTTTGTTTTCTCGTATACTTAAAGATGTGGCA
AGCATGCAAGCCTCGTAGAGGAGGGGCCCCGGAAGGGCTGATGGGCGGGCTGGTGGTGAA
AGGTGGCGCATTTAAGACAGAGCTGGGAAGGCCTCGGGATCATCCACGTTGGGGACTGAT
GCTCCTCCGCTGGCCTTTTCGGAGCGTCCTCCCCCNGCGTGCAGTCCTGCTGCCTCCCCC
GCCGCGGCCTCCCCTGCCTCCACGGGCGCCCCCACGCCCGAGACCTGGGCCTGCCCCGGT
CTCCAAAGTTGATCTCCAGCTGGGACGTGATGTCGTTGGCTGGTTTGCGGAAATGGTG
>CL12354Contig1
GTATGAGAGGCGGCTCCTGAGGCAGATTAACCACCAGAACCTCCCGAGCAAGGCCTGCCT
GACCAAGAGCCTCGGTGCCGCCTGCAGTCCTGTCAGCGTGAAGTCTGGGGATCGCTTCAT
CCCCACCAGAGCTGGAAGCAACTGGAGCATCAACTTCCACTATGCCAACGAAAACTGCCG
CTCTCCGTCTCAGAACTACAAAGCAAAGGATGCCGGTTCAGATTCGGGCAAAGATGCCGT
GGCGTATGCTGCCTTGCTGAGGAACGAGTTGCTGGGGGCGGGAATCGACTCAGTGCCGGA
CCCCCACGGAGATGACCGGCGGCACGCCGTCCTCACTCAAGACTCCCGTGGCCTTTTTAG
GTACACTGTCCACACTAAGAGAGTGCCTTTCGACAGCGATAACGAAGTCTCCCCGTACTC
CCTTTCTCCACTTAGCAACAAAAGCCACAAGCTACTCCGTTCCCCCCGCAAACCTGCGCG
GAAGATCTCCAAGATCCCCTTCAAAGTGCTGGACGCTCCAGAGCTGCAGGATGACTTCTA
CCTCAACCTGGTGGACTGGTCGGCGGGTAACCTGCTGAGCGTCGGGCTGGGAGCCTGCGT
CTACCTGTGGAGCGCCTGCACCAGCCAGGTGACGAGGCTGTGCGATCTGTCGGTGGATGG
AGACTCTGTTACATCTGTGTGTTGGAACG
>CL12355Contig1
TTTTTTTTTTCTGTCATTTCTGTTTATTCCATACTGTCATGTTTAAATTAAACTCAACAT
TTGATGCTTAACCATTTATTTTACAGCTTTTTCTATTTCAGAAGAGAAGTGTTTCCGGGT
TTTCTCTAAAAAACAGCTCGTTCTGTTACATTATAAAACAGTTCTGTTCTCCACAGTCAG
GCACATACACCCACACGGATGCTCAATCTGAACCGTAAAACAGGCGCCAGAACCCCGAGC
CGCTCACATTCCGTTGTAGGCCGGACCCCCGCCCCCTTCAGGTACCACCCAGTTGATGTT
TTGGCTGGGATCCTTGATGTCGCAGGTCTTACAGTGGACACAGTTCTGAGCGTTGATCTG



CAACCGCATGCCGTCCCCCGTTTCCACGGGAACGTACTCATACACACCTGCAGGGCAGAA
GCGCTGCTCAGGCCCGTCGTAAACCGCCAGGTTCCTGGCCACGGGGACGCTGTCGTCCTT
TAAGGTCAGGTGTGGGGGCTGGTCCCCTTCATGATTGGTTCCACTCAGGGCCACGGAGGA
GAGCAGATCAAAGCTTATCTTGCCGTCTGGCTTGGGATACTCGATGGGTGTACATTCTTT
AGCCGGTTTGAGCTGGTGAGCGTCCAAGCCTCTGTGCTTCAGCGTCCATGGCTCTTTCCC
TCTGAGGATCCAGTAGAAGATCCCGGTGTAGATCATGCCCCCATACAGGCCCANGGGGTT
GTGGAA
>CL12356Contig1
ATTCTCCAACTGGAGCAGAACAAAAAAGATTAAACACTTCAGAATCGCAGACTGACTCGC
ACTTGGAGAAAAACCTCTGCAGAAAAACCTTTAATCTATAAAATGTGGTGGTTGATTCTT
GACTAAAATGTGTTTTTGGTGATGTAAACCATTTGGGACAAATGTACAAAAAAGGAAAAC
ATTTTAATGCAGAGCTCAACAGCACTACAGCAGTTTTGACAGTTGTGAAGAAAAGCTTGT
TCAAATGCTTTTTAATTAAAACAAAACAGAAAAGTAAATGCAGAAGGTTGAAGATGACTT
AAAGTTAAGAAAAACTACAAACTAAAAATCATCACACTTCCACTGCTGTGCTTGACAATG
GATGTAGAGATGACGTTTTCCATCATCTGGTTTGAGTCTCAGACCCAAAACTGAGTTTCC
AGATTGAAACATTTAAGACGTCTGAAGACATGGATTTATCTCAGCTGGGAGGGAGATCTA
CTCATGTTTGGAATCTGAGGCCACAATGTCAAAAAAACAAACTGTTTTCTCTAGAAATTT
GTCTTTTTTCAAGATAAAGACATTTCCAGAACCTCTAAAGCGTGCTTGATTATTGGTTCA
GAGAGAATTTGTTCTCATCTTTTCTTTGGACATTGGTTCAGAACTTCCTCTGTAACTATT
TAAACAGATTCTGCATCTGCTGATGATCAGTAGCTCCTCCTTTAACTTCCTGACAATAAG
CTTTGTAGAAGACATTTGTTTCTCCTAAACTCTGCATTCTACTGAATAAACTCCA
>CL12357Contig1
AGATGATTCTTGAGTTATATTNAAACCCNACTGCTGTGGAAACTGCAACTTAGAGTAAGA
ATCTCGTTGCTTAAAGTGAGCGGGTCACAGATCTGAGGAGGAAGCTGAAGCAAGACGGCT
GATCCACAGTCACTTTGTTTCTCACCTCTTCCTCCACACCTTTGACAGCCAGATTTTCAC
CGTCTTGTCGCTAGAGGCAGTGAAGATCTGTCTGGAGTTGGTGCATATGGCATTAATAGG
GCTGTCATGACCTCTGACCTCCCCTATCGGTGTGAAGTTGTCTACGTTCCAGACTTTCAG
CATGCCGCCACGGCAGCCGCTCAGCAGCATGGGCCGTCCGGGCACATACGCCAGAGCGCA
CACCCAGTCCTTGTGGGCATTTGGGATTTGCTGTGTGAGTTCTTGCTGCTCCAGCTCCCA
TTTCTTGATGCCGTTGTCTCTTGAGCCGCTGAACAGCACGTCTCCCTGCACGGCCAAACA
CTCTATGCCGTCGTAGTGTGGAGGCTCAAAGTTATGGGCTGGACCTACATTACCCAGAGT
TCCCTCTGCGACATCGAACACCTTGACGTAATGGTCTTTGGAGCCAGTGATGACTTGATC
TTTGCCCAGCAGAGATTGTCCTACTGTCAGACACATGACAGAGCCAATGTGTCCTGTCAG
CTTCCCTGTCGCTTGCATCCTGTTCAGGTCCCACATGCGCACAATGTTTCCAGCAGCAGC
GTAAAGCAGAGACCCAGACGGGTTGAGAACTATCTGGTTGATCTGACATTCGCCCTGAGA
AAAGTTTATGGTGCGGGTGGTTGTGCCAGCGCACGCGTCCCCTGAAATCACCTGACCTGA
AGATACGAGCGTGCGGACACATTTGGCAGAGTCGCGCACGTCCCAAACCTTGATGTAAGA
GGTGGAGACGGAGAAAACCAGACCAGAGGAAGGGCAGTATTTGACTGAAACCACATTGTT
TGGGTGTCCTTTGAGAGTAGCGATCTCCTGACCCGTTACCAGGTTCCACATCTTACAAGT
ACGATCTTTTGATCCAGTAAACAGGAGCTCATCTGTAGCATCCACACACAGAACCGGCTT
TGAGTGGCCCTCGGCTACAGACACACACTGCAGGGGGGCTGTTCGACCCCCTTTCACACC
CCCAATGGGATTGATCACACCCTTGTCCAGAGCCGAGCCTTGAGCTTGGTTGCTGGTGAG
TCTTGAGAAGACATTGCGGTCATTCCTGCTCCTTAGAGGAGGTGAAGATGGAGGAGTGTA
GCCGTCAGTTGGCCTGTATGCGCGATCATAAGACTTCCTTCTAGTTATAGGAGAAGTTTC
ATAACCCCGCGACTGCCTGGGAAAGGTATGTCCCCTGACAGGGAGGCTGATGGTGCGGGA
CGCCCTGTCCCTGTGATAGTAGTCTCGCAGAGACAGGTTTAGCCCTGGGCTCCCTGGAAT
GAGACTCAGACC
>CL12358Contig1
CGGCACGAGGCCAAAGCTCAATTCTGAAGTGATTGAGATCTGGTCAGTAATTCCTATCAT
TTTCACTGGAAACCTTAAAACATAAAGCAGATACTGACAGCATTGTTTCCCCCTCATTAC
TGAACTACTGAACTGTTAGCAAAAATATAATTGGACAGATAAAAGAAATGCTCATTTAAA
AGCACCCGTGTAAAATACATGGCCTAAGACCCAGATGGATCCTGTAAAACATTTTAATCT
GAGCCCATCATCAACCTCAAAACTGAGACCTTAACTGGCATTATGCTCGACCTAAATGCT
GAGTCGGAGTGAAGCATCATATTTATCCNAGAGGAAATGCCTTTATCTTCCAAATAAAAG
AAAACAATTCTTTTATAAAAAGTGAGCAGCTCAAATTTGATCAATTTATGAATTTGATTT
AAATTGATGTGGTTAATTTAACCCTATGATTTCCTGCAACATTCCCCTTTGTTTCATAAA
CTGTTGTCGTTCAGCTCCCTGGAAAGGATTTTAAAAAAAAGGGGACAAAGTGTCTCTCTT
TAATAAACCACGCCTACAATTTTACATCTTCGATCTAGTATCTAAACCTGATCCAAAGCC
TAAACACTGTAATAAAACCTCAATAGTTTTAATGAATTTTTCACAACCTCTACTGTGGAA
AGCAAGTTTTGTTCACAATGTGTAATGTTTTTGTATACACTTTGTCCTAAAACCATTATG
ATATCTGCTGAGTTTCAAGAGATACGTTGGTACAAAAAAGATTGATAAAGCT
>CL12359Contig1
GCTTTTCACTGACATACGATATTGTTCCAGTGCAACCCGAACAAGATCAGACATACAACA
AATACACATACAGTTCGAGTTTTACTGAGGCAGCAGCAGCAAGTGCGCACCTATTTTTCT



TAGGGTGGGTAAAGATGGTTACAATAGGTGGGTAGGGTGATTGGTGACAAAAAAAAGTCG
TATCTCAACACTGTGATACAATGTGTAGATACAAGAAAAAAACACCGTCTACACGGAAGC
ACATATTCTCACGGCCACGCAGTACACAAGGATCACTGGGAAGGTTGGATAGGGGGGGTG
GGGCCCCCCCCTGTGTTACACTCCGGTCGCAGCTGCTCCTCACGGGCGCTCGCGTCTCCA
GGAGTGCTCACTCGGGGGCGGGGGGTGAGTTCCGAGGAATGTCGAGGTCGAGGGGGGGTT
GAGCAGCAGCATCGGCCTTCAGCACAGCGGCGGTTTTCACACTCTGAGAGCGAATTATGT
TTTGGTTGGAGCCAAGGAGTCTCACCTCAGGGGGGGGGGNCCAATTAAATNAAATTTTCC
GGCCCCANCAGGTTGTTTNCTCTNCTGNCTGTGTCCTTNACT
>CL12360Contig1
TTTTCAAACTGACGCAATCTTTATTTGCAGATTGCGGTGGGGTGTTCGTTCCGTGGAGCA
GCCTCTACAAAACAAAGGCAAGGCAAAAAAAGTCCGGCTTCATCATGTTCACTGTCTCTC
TGAATGCCTGGGGGCAATCTTTATGAACAGATTGCTTATTGTAATGCTACCAAATCTTTT
ATTGAGCATTTCGCCCATCCAGTCTCACACAGGGGAGCGGAGCGTCCGCCCGCTCCGCCG
TGTGAGCTCATACTAATACAGCTGGCCTATTTTCTACGACAATTGTCATTAAATTGAACT
TCAAAAGCAACTTACTATTGATTCTAAAGGTCCTCGGCGTCTCGGGAAAACTATGGTGTG
CTAATCAGGCACTTATAGTTCTTTTTTCAATATAATGTCGTAAAAGTTCATGGTTTTAAT
ATCAACTTAAATACTTATGGGTGGGGCTTTGATAGCTAAATGCTAGCCTTTCCTTCGGAA
AGAAGCTGGAGGCAAAAATAGTAATCAAATGTCCATTACTTGAAGAAAAAACATCAAACT
GAAGAGAGTTCTTCAAGGTCCTCGACGGCTCAGTCTTCGTCAAAGCAAAT
>CL12361Contig1
TTTTTTTTTTGATATCCTTTGTAATTTTAATTCCCATAATTTAGTTAAATGCAGACATTT
TTCCACTAAAATCTTAAATAAAAACATTACAGTACAATTTATGCAAATTAGAAAGAGCTT
TAAGATTTCATAGAAGCAGGCTACAGTTTGTTTTTAAATCCATTTGTTACGACCGTTCTC
AAAAAAGGACCAGACGATGAAGGAGCTGCAAAGATTAAAGAGACAAGGCCTGCAGGCCAG
CCAAGGAGCACGCTCTATTACAGAACACACTAGACACCACATCCACGTGAACTGAAGCCC
CAACCCCGCCGCCACCTCGGGCGCTGTTACGCGTGGGGCAGCAGAACCAGGGGGAGAAAT
TGCACATTCTGTTTAGACTTTCTCCATAATAGGTGTGGG
>CL12362Contig1
CCACTTTACTCCCGCAGAAGGCGTCCGAGGCAGGAAGTCCTTGCCCCAGAAGAAAGACAG
CAGCGGCATTGCCACAGTCCTGAGGGAATTCTTGCAGGCCGAGAGGGGGCGTGAGGAGGA
GGTTAACAAAGGGATTCGGGACAGAGACAGATTGGTGGACGAGCGAACGGCCTGGTCATC
GTGGTTTGCCTCAGCCTGTGCTGATGTGCCCGCCAAACGGTTTAGAGAGTTCCAGGGGGA
GACGTTCTCCCTCCTGATGCGTTACCTGAACCCCCCCACTGTGCCTGTTGCAACACAACC
TCCCCCACAGCAGTACCAGCCCCAGCAGCAAACTTGGCAGCAGCCCCCGCATCAGCCGCT
GCAGCACACTTGGCAGCAACCCCCGCATCAGCCGCTCCAGCACGCTTGGCAGCAGCCCCC
GCAGCAGTACCAGAGAGCATACGTTCAGCCAGACTCCTCTTACAATACTACTGTGTTGGG
TGAGCCTACCCATACCAGGCCCACCTCTGCCACTCCGCTTTCAAGCACTCCAATTTTGCA
TTATTCTAGTCAGCCTTCAGGCAGCCAACATCAGCAACCGTCCACATCTGACCCCCAGTT
ACAGCATCTGGATGAGGGTCCCAGATCATCTTTCAACAAAAGTGGCTTTGGCAAGTCAGG
GCCTGGATAATTAGTGTGCCTATGGATGAAGTACCTGTGTGGCTATTTGTGCCTATGGAT
AAAGTTTGGAGAGCTGGTATCTTTGCTGTGACACATTCTGTATTTGTTATATATTTTGTG
ACAAAAAGGCACTTGAACTTGCGTGTAAATTG
>CL12363Contig1
CTGGTGAAGATTTTTAAACACGGTCTCAAAGAATGATCCCTGCCCATTTGGCAGATCATC
ATTCCACAACATGGGAGGCGAAGGGTCCACGCGCTTGGTCAGAGTCGGGTCCCGAAGCTT
TCCAGTTTATCCATTAGTTATTGTGTGTTTAGTCCTGCTGAACGTCATTTTGCTGTTAAC
AGCTGTTGTACTTGGGGTTAATTGTGGAAGCATGACGGATTCCCCCCAAAGCTACCTAAC
ACCACAAGTACTCACGACGGAGGCAGAGCAGCTTCAGATAGTAATGAGTGAAACTGCTCA
AGATCACGGACAAGCCCAGCAAGATTTTGTCAAAGAGCACAGGAGCCATCAGCAATTAAA
ACTGCAATTGGAGTCCAACAAGACTTACAACGATGAACTGCAAAAGCAACTTGAACTCCT
TCTGGCAGAGAGAGCAGCCTTGCAGTCAAACACATCTGACATAGTGGAAAGCTGTGGATT
ATGCATGCCAGGATGGTTTTTGTCAAACACATCCTGCTACTTTCATGGGAAGAAACAATC
CATCGTTGGAAAAAACTGGACCGCCAGCAGAGAGGATTGCATCAGCCGTGGGGGGGACCT
TGCTGTGATCGACACCGCTGAAGAACATATGTTGGTTTTTGAGCACTTTCCCAAAGTGAA
ATGGGGAACATATCTGTGGGAAGTTGGAGGAGTGTGGATTGGCCTCACAGACCATCAGAG
AGAAGGCACTTGGATATGGATCAACAACATGACTCTGAACTACACTGGGTTTTGGATGGG
AGGGGAGCCAAACAATTATAGATCTGCTGAGCACTGCGCTGCTATTATGGCCACAGACAA
AGGTTTACAGTCATGGTTTGATGCAAGTTGTGAAACCCAAAGGGAATGGCTGTGTGAAAA
GAAGCGAAGCTAAAGTTGCATACAAAAGACAGACCTCACATTATTCATACAATAAAAACG
CTGAAAAACATCCGGTAAGCTACTCTTACATGGAAATGAAAAAGTGTAACCTGTTGCAGG
TTTTCTCTATTTTGATGTGTGTTTTTGAATGATTTTGACTGCCTGTATTCCTATTGTACC
AAGTTGAGCCTTCAT
>CL12364Contig1
GTTAAACCCGGGCATTATGGCCGAGGGACTTCCATAATGCATTGGTCGTCAGTTGAATTC



ATGTACAGGCTATGGTAGAATTGTGACAGTGGGCGACTCTGGGATGGTTTATCTTCTTTT
TCTTTTTCGTGCTCGAGTTTTTTTCCATCTTTTTTGCTCAGTCATGGAGAGTGACTGCAC
GCAGTTACGCGTCTTTAATGTACATTGTTGAGTTTACAGACAACTGCTGGGCTTAGCTTT
TGCTAATGTAATGGCAGCTAAAGCAAGCTGTGTTTCGTATGCCATGTGTGGAATGTACAA
GTAAGCCTTAAGGGGTGCCATGCTTGCCACACAGATGCCAGACTCACCACCAGAAGTTGC
GGATGTCAAACAGATTAAGGAGAAGTTGACTCAGTCACTCAAGGCCCTTCAGAAAAAATA
TGTGACATCAGACGGAGTGGTCACCAGCGATGATGGTGATGCCAACCTCCTCTGCTGTGC
CTTGGAGGCCATCTTCATCCATGGGATCAAGAGCAAGTTCATTCGCTCCGAGGTTGGAGG
CTGGAGTAGAAAGGGGGACAGAGGACCCCTCCCTCAGCCTTTTTTTTGGAACCTCCTTAA
ATCAGTTACCCACAGTGATGTGATCACAGAGCTGGAGAAGATCAACTTTGTGAGCACGGA
TGTGGGTCGCTGTCGAGCGTGGCTGCGTCTGGCTCTAAACCACGGCCTGGTGGAGTGCTA
CCTCGCATCCCTGTTTCGAGAAGACTCCATGCTGCGGGCTTACTATCAGCCCAGTGCCTT
TCTCCTGAACTCAGAA
>CL12365Contig1
GTGTGGCAGAGAACTGACCCGTCCAAACTGAGCTGACTGTCTGTAATAAAACCCTTTTTT
TCTTGTCATGCAAAATAGTTTCGCTGACACGTAACGTGACTAAACTTTCTATTCACTGAG
ATGCGTCGCCTACTTTACCCGAGAGCTACTTTGTTTTGTTGTTTATTTAGTTCCCTGTAG
CGCAAGGATACACAGCTCAGCAGCAGTAGTAGTTCGTTCCAACATGAGTCTTCCAGCTCT
GCACAACACCGGCGTGCTTTACCGGAGAATCCTGGCCCAGTTCCCGCAGGACATCAGCGT
GGCTTTCGCATACGGCTCCGGTGTTTTCCAGCAGCATGGCATCAGCCAAGGTCAGATGGA
GAAAAACATGCTGGACTTTGTGTTTGCTGTGGACGACCCAGTGACATGGCACACCATGAA
TCTACTGCAGAATAGGAAGCATTATTCCATCCTCAAGCTGTTGGGTCCTGCCATGATCAG
CTCCATCCAGAGCGATTACGGGGCTGCGGTTTACTACAACACCTTGGTGCCTGTGGATGG
AAGGATGATCAAATATGGTGTGATAAGTACAGAGTCACTGATTGATGACCTGCTGCATTG
GAAGACCTTGTATGTCGCTGGACGTCTTCACAAGCCGGTGAAGATGCTGGCGCAGAATGA
GAATGCAAAGCTGAGGG
>CL12366Contig1
GATCGTGTTTCTGGTCTTTGAAGGCACTCCACACTGAGGACTTGGAAAGAATTTCATTAA
CCTGCTCTCCGTACTGCAGACTGCGAGTCATAGACTTGAGAGCTTTAACTATCTGGGCCT
TGGTAGCTGAGGGGTTTTCTATCGTCTCCAGACCAACTCCTTCCAGTAATTTCAGGAGGT
ACGGAACTAAATCCACCCTCAGAGCCTGAGCCACCAGATCCGTCTGCTCCTTTTGAAACA
TGCGGTTCAGAGCTTCACAGGCCACGCCCGCCATGTCTGCCCGCACTTTCATCGCAGCCA
TCAGAGGACCGATTGTCTCCAGAGACGCCATGGAGCGCACGCAGAGCTCGTTATCCGATA
AGACGTGGATGACGCGGATGGAGCTCTTGGGGANGGCGTTGTTCTTGTGGTTGAGCGCTG
CTATGATGCGAGGAAGGTGACCCAGGGGTGGAACCTGGTCAGCCAGCTGGCTCTGCGTGC
TGAACAGGCAGACGGCTGCCGTGGTAACCGTCTCTAGGGCCTCACCGTTTGGGTTGTTTT
TCTCCAACAGTTCGGTCAACGTTTCAAGAAGAGAAACCAGAAATTCTCGCGGCTTGCGTA
GCACCCAGCCGGGCTGAGCGATAAAGATGCGCAGAAACACTCCGCCGACCTCCAGCTCAC
CCTGTCCGGCGCCGTACGCCACAGTGAAATCATCTGGCAGTTTCCAGTTCACGTCAGGAT
TATCCCCTCGTGCCG
>CL12367Contig1
GCATCCCCAATCAGCAAAACATGACCCGCATCAGCACTTCTACTCCACCAACACCTCAGA
CCACACAGCCCCCACCATCTTTTTTCCAGCAGCAGCTGCCTCAGCAACCCTCACAGCCTC
CTTCTCAGTCCAGCCAAGGAGCGACACAAGCATCCCAGCCCCCTCAGCCTCTTCCATCCC
AGTCCAGTGCCGGCACTGCAGGAAAGGAGGACTACCCAACCCCTCCCTCCCAGCACAGCT
ACACATCCACATTAGATGCTACACCCAAGCATTACCACAATTTGCCCAGTGAGCATCCCT
ATCTGACCCCATCTCCAGAGTCTCCTGAGCACTGGTCCAGTCCTTCTCCTCACTGCGTCT
CCGACTGGTCAGATTCTACCCCAAGCCCGGCGGTTACTGTCCCCAACCAGACCCAGATTA
CCCAAATTCCAGAGGCAAGCGGCAAGATGCAGGTGTTTGCGTGAAGACCCTCTGGCTTCT
GCTCACTAAGGGACCTTTGGTAAAAGGATCTGTGGACAGACTGTCAAGCTCCGTTTGGAT
TTTATAATGTCCACCTGTTTCCAAGATTTTCATTGGAGTTAGGTTGACAGTGTTTGTCAC
AAGGACCGTCTGCTAGTAATCTTTGCAGAAAAAAAAATAAAATAAAATAAAGGGAACTAT
CTGTTGTCTGCAAAAACAGCAGGCAATTTAATGAAGTAATTCTGTTACAGATGGACTTGT
TTTTATTATTAAAAATATATGAAGAAAACCAAGTCTTTAATGTCAAAGACTTAGGGACAC
TATCCTAAAATCTAACATTTTAAAAGTAGATAAGAGGAAAAGAAAGTGATTTGTCGAAGG
GAATTCCTTTATTTTATTTATTGTTTTTATGTATCTCAGCGGCTTTTTAGTTTTCTCTCT
CTTAGCTTCTCATAAGTGCCATCAAAACGGTAAAAGCTGTATTAGAAATACATTTCAAAA
GTTGCCCTGGGGTAGTGATTGAACCGATTGACTGTTTTAAAAGTGGTTTGAAAAAAAAAA
AAAGACTTTCTATATAAGTATTATAAACAAGAATGTAGATAAGTGTCGAAAGCACTTCAA
GTGACAAGCCTTAAAGGGCAAGTC
>CL12368Contig1
CGGCACGAGGACTGGCTGAGTCTTTGGGCAGTCACTGGACTCGTGACGCCATGGAGATCT
GAAAAACATCGGGACTCCCCCTCTGTTTTAAATGTGGACGTTCATGTGTTATGTTTGTAT
TTTGTGACACAATAATAGTTGTACAGATCGGCGCGTCTCAGCCTTTTCCTCAAAGAGGAT



TTTTAGACTTCAAGAGAAAGATGAGGTGTTCCCTGATACAGACCTGGTTTACAGCAGCAG
CCAAACAATGTTTGTTTAACGGAACATTTAAAAGCTTCACGTCAGCTGCAAGTTTATGTC
TTTAGGGGGCGACACTCGTCCTTCAGCACAGCACAGACTAAAACAGAAAAAAGTCTGACC
AGGTCTGTACCAGCAGCCAAAAAAACCAACAGCTTCACAGCATGCCTTCATGAATAAATG
GGTCAATCACAGATACAAGACACAACCTCCATAGATGTTTGGTCTTCAATGATGCAGCAT
AATCAGACAAATTGATCCTTCAATATTCTGTTCCTAGCACTGCAGGTTTCATAGATTTCC
CTTTTCCACTGCATTCTGAACAGGTGGAGGCAGCAGAGTGCCACGCTTTAATATGTACAA
ATTGTAAAATAATTGTACGCGTTGCGAAGGTGGATTGTACAGGGCCTTGATTTCATCATA
TTAAATGTAGAANAAAAAAA
>CL12369Contig1
TTTTTTTTTTAAGAAAACCTTGTTATTTTCATGGAGATCAAAGGCAGACACAGGTAGAAC
GTGGTCACATGACCACAGGTGAAGGACAGAAACACAAACTGAAGAACATATTTACAACAC
AACTTAGTTCTCTGCTGGTTCTACAAGTGCTCAGTAATCTGAGAGGTCCAACCGAGGATG
AAGAGGGGGCGTGGTCTTCATCTGGAGCAGAGGGAGCCAAAACACTCAGGTGATTTGAAC
TTGTAGAAAAAGAAAGGAGGAGTTGAAAGGAGGTGAAGTAGGGCTCTGCTTCTCCTCACT
GCGGAGTCCATGTTCTTCCAGTCCCCTGAGGATCACAGGTGAGGCGTTTCCGTGGAGACC
TGAGCTTCTGTGAGCAGGAAGGGACTAGGTGGTCCACATGGAGAGGACAGGTGGGGTATG
GGCTGGACCTCTGCAGCATCAGGCAGAATGAGATCCCTGAGCCCACATGGAGGCGCTGGC
CTGGTTGGTTCGGCTGGCCTCAGTGGAGTGGATTACATGTAGTGCCACTGCCCGTCCATC
CCCATGTTC
>CL12370Contig1
CGAGGCTTTGACATTCAGGCGACAGATGAGCAGTACTCCTTTGACGTCGTGAAGCGCTCG
CAGCACGGCATGATTCTCGGAGTAATCCGTCAGGTGAAACCCATCGTCGGGCCCAGGGAG
CTGGTGTTGGAGGTCACTGTGAACTACGTCCAGTCAGGGGTCATTTCTCAACAGAACATT
GTCATCATCAATGTCTACATCTCAGAGCTGTGATTCTGCTTCTAGGAACGTCTCAAAGTC
GATTGCTCGAAAAGACAAAAACACAGCCTTAATGCACACTCCTAAACTCTCAAAGCTATG
AGATCATTCTAGACATTTTGCTATAAAATGAATCCATTTTCTTGCAATCATAGATTCCAG
ATGCTTTGAAGCAAAAAAAAAATAAAAAGCAAAAAGAGAAATATTTTGTACATAAAAATA
GCATTTATTGTCATTTTGGTGGCTTTGTAAAACATTTCAAACTGCTTTTTTTAAGGAATG
GGAATTTATACATTTACTTCTGGCTACTCATGAACATTTTTGCATGATGGCACACCATTT
GACATGATTCTGTAATGCTCACACTTTTTTAGAAAAATGTTTTAATAGAAAAAAAAGAAA
TGTGTAATGTGCACATACATATGCATAGTTTTAGAATTTAGTGTGATTTTTGTCTTGGTG
ACAAAAAAGAGAAAAACTGATCCGTCACTGAAATTCATTTTTACTGCTGACAATAAAAG
>CL12371Contig1
TGTTTTTTATTTCAGCCTAAATTGTGTTTACAACATGAAAGAAAATTTGCCTTAAATCAA
AAAAGAAATCTGAAGCTGCCTCATAGGATCACGTGTTGTAATATTTCCCTCTAAATGTTC
AAATTTGTTCAATTCAAATGGACAATCTGACTGTTAAACAGGTTTATTTTATTGTTCTGA
TCTTTGGAGACCAATGATACAGCATGAGTGTATTAACAGACGCAGTAAACATTTCACATG
CAGATGTTAACCCTTTTTTTATTCTCTTCTTTCCCATTAGATTTAAGGGGCTTAACCTCT
CTCCATTCTTACTAAGTGGTAGTGTGCGGCCAATCACAGAGCAGGACAATGTCTGACATA
AGCTGGTCTTATCCTGTGAAAGATGGACTTTAATTGTTCGCCATGCAAAGCCATAAATAT
CGTCCAGCACTCCTTACAAGTCCTGAGCTGCATATGATTTTGTACTTTGTTTGTTTTTAT
CGTCTGTAACCTTGAAACTGAGCTTCAAATATTTGTGCAAGCCTGACTATGGATGCAGTT
TGATCCAAACAAAAAAAGAAAAAGTGCAAAGACTTGAAGTCAGGAGTGTGTTTTGTGACT
GAAGTGTCGTTTAAAACGGAAATGTCGTCTGGATAGATGTTCTCCACGCTTTTTTCTGCG
CCCAACTGATGCTACTGATCAAACTCAGCCTTTTTCCTTTTTTTTTTGTTTTTGGCCTAA
TATGAACTGACAGTCATTGTTTTGATTCACTGTTGATATGAAATGCTCCTGGCTTTGTTT
TTTGCATAATGAACGGGATGTGTGAATTGGAAAATAAAATTGGTACAGTTCTTAAAAAAA
AAAAAAAAAAAAAAACGGTCCGCG
>CL12372Contig1
TTTTTNTTNTACAAAGTGATCGATTCCCATTTAATGGAAGAAGTGACAGAATATTTGAAA
AAAGGTCGCACTAGAAAATGCAACTTTACCTCAACAGACATCTTAGGTGTTAAACTACCA
CATAAAGATAAAGATGTACAACAATGTGGGTACAGTACAAAATATAATACAAGATACAAA
GGCCGTCACAATGAGGCACAGAGTTTAAGGACACATCCAACACTTGGAAGCACAAAAAGC
CTAATTTCTGTTGTCATTTCAGGGACTACGGATGGCTGAAAACCTGACGTTTGTCAGAGT
GTGCACTTTAGTAACCAGTAATCCACATTTGAGCACGTTGGGAAAAGGCAAAGGTGGAAA
ACATTGTACACAGAAAAGCTACCGTTTGGAAATTTAAGCACCTCCTTTAAGAAGCAAAGG
CATTGAAGACACCAGTAAGGCCCTCCATTGAAAGTGTTAAATATACTGCTTTGCCAGCCA
ATGAATAGAATAAACCTAACCTATTCTGCTTACTATTCCATTAAAC
>CL12373Contig1
TTTTTTTTTNGGGATCAAATTCTCCTTTATTGTAAGAGACCTCTAAAATGAGAATGTACA
AAGAATTAATACACGATGAGTTGCCTTGTTAGTTGTGTTAAAATGTTCAGTTATGACCAG
CTCCTTCAGCACGAGACTGTTGCCCCCACACTGCAAGAAGGAGCTTTACCGCGGGTCATT
CCTCCCCACAGCCAGCAGACTGTACAACACCGCGTTACAGTGACACTCCACGGACCCTCT



GTGTTTTGGTGTTTTGTTTTTTCATTCACTCATTTAACTTATTTTGTAAACTGTTGTTGT
CTTTATTTTTCAGTAGTTTTTTTTATTCTTCCACAGTTGCTTATGCTG
>CL12374Contig1
GGCACGAGGCTTTCAGGCGCCGCTGCAAACATCGTCTCACAATGATGATAATTTCACAGA
CCTGTACTGAATGACTGTGATTGCACTCTATTATTCTGATGTGAGACGATTATTTTATGT
TAAGAACTTTTTTTTTAAAGGCATGTGTAAGAAATTACCAACTTTCAGATCACGCTGCGT
GGAGCAGTCACGTGGTAGCTGAGCAGAGACTGATGTGCTAGCATGCTAATGCTACATTTG
GTCATTTTGATCTCTTCCAGAACATGAAAGACTTAAAAGGAACGCTAAAAAGGTACTATA
ATTTACCATAAATATCAGTTCCTACATTGACTTGTAGCTTCACGCTACAGTGATGTTACA
TTGAACTCTCTCACTGAAATCCCTTGAAGACACTTAATAACAAACACACTGAGTAGCATG
AAGTTATCAAATATCACTTTTTTCTAATTTCTCAATAGTTGACTTGAGTTGTGAACTTTT
TTCCAGCTCAGAAGAATCATGCAGGACCGTTTTCAAGGTAAAGGCTAGTGTTATTTATTT
TTTAAACGTGTAATTTGCTGTTGAGTCCTGAGCTCAGTGTGCTGCCTGTGATGAGTTCCT
GAACTCTCTCTTACTGAATCAGCTTTGAAGAAAGTCTCTTTACCAGATTCTGAGTGGCAT
ATTGAGCCTAACAGCTTGCTAATTAGTTATAAA
>CL12375Contig1
TTCTGCTGTGCTGGTGGGGGATTCGAAGTCTCTCTTTCTGGTGTTTCCAGACTTGTAATA
GCTGATCTTGTACTTGAGATCCTTTTTGAGAATGTCTCTGATGCTGAGCTGCTGATTTTT
CTGATGGATGGCTGTCAGCGGATCTGTGATGTTCACGCAGACCGTGGTCTCATTCAGCTG
CGTCACAGAGAACTCCACAGCACTGATGTTACTTTCGCTGAAAGGGTTAAATTTAGGGGA
ATAAGTGTGAGGTAAATTTTCCACGTCGTAGTCGGCCTCCAGATGCTCCGTCTGGATATC
AGCGATGTAATTCATGTCATAAGGTATGAGATGTTCAGTCAGATCACATTTTGTATCTGA
TATTCTGATGCAGTCAGGACTCTCAGTCCAGTCATCCCCATCTGTTGCGTACTGGACAGT
GAAGCTGTAGCTTGATGGTTTTGCAGTCCAGGTGAGAACTGTTGTAAAGTCCAGAGACAT
CCACCTCACATTTTCTGCTTTGGGAACCGAGTTGTCATCTGCAGTGGTGATGCTAAAAGC
AGACATCCAGACTCCAACCCAAAGCAGAGTTTCCACAGATGCCATGATGGATCCCAACTC
AGAAGCTCTGTATCTACAGATCCCCAGCCTCCCCCGGCCATAATGCCCGGGTTTAACGGC
GGC
>CL12376Contig1
GTTCTTTTCTTTGTTCATTGTCTTCAAATACTTATTACTTTTACTTTTAAACATCATTAA
AATTTTGGATGGTAGTACAATGATACTAGGTTATTTGGGGAGTTGTGTGGTATAGAAACT
GACAACATCACACAGTTTTACAAGTTTGTATTGCAAATTTCCTCTAAATTTATATATAAA
TCCTTTAATTTCTGTAGTTTCTTTAATAACCACTAAAGGATGGTTATTTGGACTCTTCTG
TTAAAAGGTTTAACTTTATCACAAAGATAAACATATAGTCCAGTTTCAAAAAGATTGTTA
TTGTTGTATTTATTGGTAGAGAACAGAATTATTCCTTTGAATCAGCTGCTTTGTTGATTT
CAGATTTATGCAATTGAAGGAGCATGTTTCTTTAATTAGCAGATGGGCAGACCATGACGT
TCTATTTATTCCTGGTTTCTATTTTATGAAAATTGTTGAGTTTTTATGGAGTAAACCAAA
GTCAACAGAATATAGTTAGGATTCAACAATGTGAAGATGATTCTTTTACTCCAACCGAGC
ATAGTGGGATGATTACAAGCTCTTGGTACTTTTTTGGCATTGTTTACTTTTGAAAAACTG
TGTAGATATTTAAAAAGAAGTAAAAACTTTCCACTTTTGTTTCTTTATTTTAGTGCTGAA
ACATAAAGAGATCACGGCTCAGTACCCCAACTGCAAACAGAGTGTAAAAGGCTAGAAGAT
TTTACATTTATTTTTATTTTTATTTATTCTATTACTGAGAAGATTTCAGTGATAAGCGTC
CCTGCTCAAGAGAACCAAAAAAAATCCACCTCAAATAAAATTTCTTTTTTATGGAACTTG
TGTCGTCCTG
>CL12377Contig1
CTGATACCAGATGTTTGTCGAAATTTAGAGATGGGGGAAAAAAAAGGTAGCAACGATATA
CAAAAAACCCATCATAAAACAAAATATTCCACAGACATCTCCCTATAAAATCTGTCCCCT
TTTTTAACAGTTTCAACCATTGCGCATGTTTTTAATGGTTGGTTTATTACAAATGAACAC
TAAAACCAAAAAGGCCCCCAAAAACGTTGTCATTTATTAAACGTGAAAACCAAAAGCATT
TCAGAATAAATACTAACAATACAAACCCCAAAATGAACATGGATGTTTAGAAAGTCTGGT
GTGTTAGCTATAATGCCAAATATAAACTCAGTTGAAATGAAAATAACAGTTGCCAGTAAC
TTTCTTTGGACAGAATCTTGTAGTTTTCTTAGTGACTTGAAAAATGCAGTAGAAGCAGTA
AAAGTGAAACATTTTTTTTCAACAGAAACACCGTTTTTATCCTGTTCCAATGCTAAAAAT
AAAGCACAGTGTGATGGATTTACATCTGTCTGCATCAGTAACCTACAGTAACCCTCAGTG
TCCCACAGCTTTACTTGCATGGAGTAAATACAAACAATGGAGACCAGAAGAAACCAAAGA
AATCAAGGCAGGAGTGTTCATCACGATGAAGAGCACAGCGGCTGACAGTCTGTCTGTGCA
CATGAGAGCGCTGACTGATCACAGGCACTCCTCTCCGACCAATCAGGCTGCAGCCTCAGC
CTCCCCACGCCACCTCTGTCAGAGCTCATCCTTTGGTGTGCTGTGCAAGCGTGGGGCCAG
CTGTTTTAGTCGCTGTCTGATGATGTCAGAAATGGTATTAGCGTCCCGGCCATAATGGCC
GGGTTT
>CL12378Contig1
GCACGAGGGCAAAACATCATCAAAGAGGCTGCCAGGTTTAAGAAGCGCGTTCTGATTGAG
CAGCTGGAGAACTACATGGAGGAGATCCACAACAGATCCAACAACATGAACCATGTGGGC
CCACTCTGAAACCGACCCACACTGAACTCTGAGGATAACCCCTCCACCCCCCGCAGATGG



AGTATTTGCTTATGCGACGAGATGAACGTTCATTTATTTCCTTTAGAAAGAGGCGGGTTG
TCTCTGAAATGGATCCTCCAGAGTGTCAGACGGACACGAGTGCAATTTCAAGTCTAGAGA
ATGCGATCAACGATGTTGGGTTAGAAGTCTTTTGTTTCGGGACAACTCAGGGTCAACAGG
GATCCCGCGCAGATGTCGAGGAAGCGTCGCCTATTCGTTAACTCATCTCCCCCAACTGAC
GAACCGGTTTCTTGGATTTTTGTCTTCGGGGGGAAACCCGTTCAAACACTCCTCCAACTG
AAGCACTTCACACGGCTCTTTGGTGAACTCCACTCCTGAAAGTTTCTCACTCTTCTTGCA
GAAGAGTGATCATTTAAGTGTTGGGACGAAATGACCTTCCAGCTTCCGCTGGAGATGCAG
GGAGTCGCTGTTTTTTTTTATTCGTGTGCACACACTCGAAAAAGGTTTTTGTCTTTTCGC
TGGACCGGATCTCAGGGGAGATTCGTGCGAAGCAAAACCTTGAACAACGATGCCACATTT
TGGGGGAAACGTATGTAGAAAAACAAAAAAGCTCAGGAACTGACATGAAATGCATCAGTA
TCAGCAATAACAATGGAGTCCCCCCCACCCACCCACCCCCGCACGCACATTTTTGTTTTT
ATTTTGTTCCCTGGTGGAGTGTTGACCTGACAACCAATTAGCTGGTTGCTGCCAAATA
>CL12379Contig1
GTTTTTCCGCCACCTGCAGTTTGTTCGTGCAGGCCAGAGCTGCGCTACGGAAAACGCTGT
GGATGCTCTTCTCTGACGTGAAGGCCGAGCACTCCAGGTACGCAGCAGCTCCGAGCTGCT
TGGCAAAGCATGAACCCTGTTCCTGTGAGATTGGAGCCTGTTTCTGATGGGACAGCTCCA
TGCGTGTGCAAACATCTGTGCGCAGGTCTGTCTTGCAGCCTATGAGGAGGACTCGAGTGC
TGGGGCAAAAATCCTGAATTTCTGCTTTCCACTTCTTCAGTGCGGCGTCCACGGTGTCCG
GCCGGCTGATGTCGAAGCAGAGCAGCACCGCGTCCGAGTCGCTGTAGCAGAGGGGCCTGA
CGTTGTCGTAGTACGGTGATCCTGATGTATCCCAAAGACTGAGCTCCACACGCTGGTCTT
CCAGATCCAGACTGGCCGTGTAGTTCTCAAACACAGTGGGGACGTAAGTCTCTGGATAGC
TGTCCTTCACGAACACTTGCAGCATCGCTGTTTTACCGCATTGGACGTCCCCGACCAGCA
CCAGCTTACACCGCGCCACGCAAGGCTGCGGGGTTCTTCTCTCCTTCATGGTGACAGAGG
TTCAGGGACACTCTGGAGAGAGGCGGGTGTCACGTTGGCTAAATCCTCGGGTTCTNCCGG
CTGTCAGGAGGAGGCTCGGCGCTGAGGAGGACAGCTGAACAACAGCATCAGTTGAGTTCC
C
>CL12380Contig1
CAATGTAAACCTCACTATTTCATGCATACAAGTTATGACAACATACATTTTTCAACAACC
TGTTATGTTTCATGTTTGCATAGGACATGTTCACAATATATTGTCTAGCATGTAAAAAAT
AATGCCATAAAAAGGTACAGCAGAGCAGCTAAGACCAGCACATCAAATGTGTGGAGAACC
CGAGGAACTGTACAACTGTAATACTTGAATGTAGTGATTTTGGTTTGCTGAGAACAAAAT
CGAAAAAGCAAGAAAAGGTGACACCTGAAAGATTAGTGAGGTCATAGGGGGAGGAATGTA
CTGGCCATAGCTGAGTTAAATTATTTACAGAATATATCATACTGGTGCTGCGAGAGGGGG
GGGGGGGGGGNCCCCCCCNG
>CL12381Contig1
AAATGAATATTTTTTAAAATCACACACATTCAAACATGTCTGCCAAACCTTTTTTTTTGT
TTTGTTTTTGCTTGGGCAGGTTGTAGAAATACATCTTAAAAATGTGAACTACACACTCAC
ATAGCTGAAGCTTGAATGCCAACAAAAACATTATATGAGGATGATGATGTTGACAGCATC
AGGGATAACATCTGTCCTCTTTCTGTCACAAAATAATTCATAGCAGAACATGTTTTTTTG
TTTATTACACTTTCATCTTATTTCAGTCAGTTGATTTTGGCAAGACAGTGAATTCGTTCA
CACTTGGGAGCAGCAGTTCATGGCACCAATATCACAAAGCTCTGAGTACCAATTGAATCG
AGACATACCGAAATGTTCACATCTCAACAACGGAGTACTTTGCATGATCACATATCCTAA
AATCACTTCTGTCCATCATGCTTTTAAAAGGGGGGTAAAAGAGTGAAAGAAAATAAAAAA
ATTGACTCAACAGACTGAAAAAAAAAANGGTTAANTTCAAGCATTTTGNGTCANGTTCAA
ACTTTAACANACNTTTNGGCGGAAAATAAAAAGGANCTTTCAGGAAAATTGTTTTNCTTT
TANA
>CL12382Contig1
GGGAGCGCATGGAGGATCGAGACGAACATCTGCAGACCAGCAAACCGAACTCCAGGCTCC
ACTGCAACCTGTTAGAACCATCAGCGCTTCACTTGAAGAAAGTCTGCCACATCTCCGGCC
CGGGTGGAGCCTCCCATCATGCCTGTGATTGTCTTCAAGTCCTCCCAGCTGCTGCTGGGT
TCGAGTTGCTGCGCTGATCTTCTCTTGTGTTGCATTCAGTGTTGCAACGGAAGGAGCCTT
TCTGCCCCATGGAGGCATGTCTGACTGGTGTATGTTCTGCTGGGTGTTCAGCTTCACCTG
CACCCTGCTCGTTCTACTGGTGGAGCTGTGTGGACTCCAGACCCGGATCCCCGTCTCCTG
GACGAATTTCCCCATCACCGTTGCCTGCTATGCAGCCCTCCTCTGTCTGTCAGCGTCAAT
CATCTTCCCAGTGTTTTTCCTCAGGAACCAGAGTTACTACGCCAGGAAGACCCAGGACTA
TCGCATCACTGCCACAGTCTTCTCGTGCCTGGCAACAGTGGCCTACTTGGGGGAGGTG
>CL12383Contig1
CAGCAGCAGGTGGACGGAGTAGAGCGAGAAGATCGCCACGGCGACCAGGAGGATTATGAA
GAGCGCGATGCCCGTGTTGGCCATGGCGAAGGACAGCCCCAGAATGCCGCTGCCCATGAT
GGCGTTCCCGAGGTTGAAGACGGACATGCCGAAGGAGGCGCTGCCCTGGTGGTAATCCGT
CTCATACTTCTTCTTGCTTGGGTTGTGTTCGGGCAGGAAGTTCTGACACTCGGGGTCGAA
CTCCGGGTACGGCCCCTCCAGAGGAACCTTCTTCTTGATGAAGGTGGTGGGGTAGGGGAA
CTCGCTGCTGTTGGTGCTGCTGTCGTCTTCCTGGGGGGCGCCCAGGCTTTTCATTTCGGC
GCCGGTGTGTTTCTTGTTGGGCATCTCTGAGCTGCAGCAAGACGGACGCTGAAAATCAAA



TAAAAACTCCTTTCCGGTGGTCAGAAACAGCTCGAGTCCAGAGGAATTCTTCCAAAAAAA
TAATTAATTAAAAAAAACAGTCGGATCCGCGACGATTTATGATTTTCAATGGATGAAATG
GAATAAAAAAAGCTGTTCGGACTGGAAAAACCCGCTCTTAGGAAGAATAAAAACCGAGTT
TTCAGGCAAAAAACAATCCCAAAAACTATCTTAAATAAGAAAAAAC
>CL12384Contig1
AGCCGGTTGGATTCCCGGCCAACGCTGGCGTTCAACAACAAGCATCAACAGTGGTTTATG
GATAATATTACACAGAAACTGGTCTGCGGATGGTCCAAGTCTCCTCTCTACAGTGTTTAG
TTGTAGGACAGCATCACTGACACACGTCTCAGTTGTTAACTGCTTTTAAGTTTGTTATCT
TAGTTGCACTAATGTTTCATCACACATGAATTCATTGTTTTTTTTTTCTTCAAAAATGAT
CCATTGTCAAAATAGAAATGAGTAGCTCATTGCTAGAGAAAGGATAAAGCTGTGTTTTTT
TTTACAATATAGTTAGCTTTATACACACAACAGCACATATATAATAGACGATTTAGGTCA
GCAACTGCAGTGGTCGATTGAAGCGGCTAGAACAGTTTTTAAAAACCAGTAAATAAACTA
AAATAAAAAGAAAAAAACTACACCTACCGTATACGTTGTGTCATCTCGTCACCTCATTAA
TAGACTAAACTGAAGCTTACAGCTACAACCACCTCTGAAAAACTAATAAGACTTTTAATA
ATGCTGACAGGAATCAATTCATTTAAGTAGGAGTGCTCACAAAGAAAACTTCAGTGACAC
AAAAGAAAAAGAATGAAAATATTCAGGAAATGATTTTAGGCTTTAAGCTGCTTACAATCC
TGAATCAGTTTAGCACAAACAGGGAAAAAATAAAACCCTCAAATATAAACCTGTTCCATC
AAGTTGAAAGCAAACAGTAATTGGAGTATCTATCAGCTATTTACATCANAG
>CL12385Contig1
TTTTTTTTTTCCATTTTTTCCATTTTATTTAGAGTGGCTACGCCGCAAACCGCTAAATTG
AAACCCTCAAGCTAGCAAAGTTAACAAAGATCAAACTTATTTGCAAAGCTTATTGGCACA
GAAAAGATTCAGTGATGAAACGAAGAGCCTTTGACTTAATTCAGAAATCTGCATTTCACA
GACAAAAATCAGGAATATTTATTTTAATTATGGATTCATACCAACATTTATTCACATACA
CCATTATAATAATAATGCATGATAGGAAAATGTCTGAAAATATTGTCTGACATGAAAGAG
AGAATTTCTTTGTATTTAATTTTTGTGAATTAGGAGCAGACAAAAAATACAATTTAAAAA
AGGTGGAGCTGTGATGTAAAATCTACAGTCGTCGGGCCACAAGCTGCTCCATTCCGATGC
ATCCACTTGCAGACGACTGTATCCACGTACATCTTCATTTTCCTCGTCTGAGCTGGCATC
TTGCACAAAACTGTACGGCTGGACAGCTCCAATATTGCTCGCCATTTTGTTGCCCTCTGT
CCCTCCGTCCCTGTCCGCGCTGCCTGAGAACAAGTGTCCAGAACGTCAGCAGGACCTGCC
TCAAGTCCCCTTCATGGCGCATGCTCACGTGTGAGCACGTCTGTTTGATTTGTGTCCGTG
CGTGTGGGTGTGTCACGGTGGCTGCTGCGCGCATGAAGGCG
>CL12386Contig1
TTTTTTTTTTGAAATTAGAGATTTATTTACACAGCAATGTAAAACAAATTTCATCTCAAC
AATTTACAATAAAGTTGTGGCTTGGAGCAAAAAAACAGGAGAGTTTCTTCAAAAATAATA
AATATGTGACAAAGAACTGTGTGGAACAAAAGCACATTCATAATTGGTTTGGAAAACAAA
TCTAAAGGTGACAGAGGATTTTATTTTAGATTACCAGTATGTGAAGAAAAACAATAAAAT
AATGTAGTTTTTCTTAATCTTTTGCTGAATTTACAGAGTTAGCTAAAGAAAAAAGTTACT
TTTTTGAAGTTTCTACTTTTATGACAAAACAGCTTCTTTGCAGGAGAATTTGGTTTTAAA
CAATCTGAAAAGTACTTAAAAAAATAAAGTATTGACCCTTTTAATATACATCTTTGAAAT
GTACTTTTTTGTCCATATTTTATAAAAATTAGCATATGCGTTTAGTCAGATGTTTATTTG
ATTATGAGATATTAGAC
>CL12387Contig1
TTTTTTTTTTCACCTGATAATCATTTATTTCATTTCAAGCAACACCTCTCTTCTTCCCGG
GTTAGGAGGTACACAGGCACCACAGGCTCATACATGCTGTAACAAAGACATGACGCAATG
CATTCTGGGCCGCTGGCTGCTTTGGCAGTAGTGTGGCGGGGTGGGAGCGGACACTAAGTC
TTTCGTAGGCTGACGTCGGTGCTGCTCAGCAGCGGCGACAGCGACGTGTTCTCCGACGGC
TCCTCCCTCTTCAGGATGAGGAAGGCCTCACGGCTGATCCCCAGCAGCTCTCGGAGGCCA
CAGTTCTCCATCTCTAATTGTTTAATCCTCTCTTCGTCCTCACAAACGCGCTCCTCGTCC
ACCTCTATCGCCTTCCGCATCACAGAGGCCATCTCGTTGATCTTGTCTATGTGTGCCTGC
ATTTCCGTTGTGTGCTGCTCCTTCAGCTGGGTGACGATGGTGGGGTCGTCCCTCTTGCTG
GCCATGAGGAGCCTAAAAACCTGCTCCCTGTATTTGGTCATGATGAGTTCCAACGCAGAC
TGATGCTCCTCTAAAGATGTTCGTAGCTCTTTGTTTTCCTGCTGCAGCTCTCGGATCTGA
CGGTTCTCCTGCTGGATTCCTAACACCAGACTGGAACGAGGCCGATGTCGTGCGACCTGG
TTTAGTCCATCAATCTCCTCCTGGTACTGTTTCATGGCTTCTACCCTCTTGTTGAGAGAT
GTTGTCTGTTCGATTAACATCTCGGCTGCGTTGTCATGGTTACGGAGCCTTTCTACCAAG
GACTTAGCATCTGCCAGGACTTTCTCTAACGTACAGTTCATATCTGAAGAGTTCAAAGTG
CAACCAGAAAATAGATCTTCTTCCTGATATTTTATTTTGTAGCTCAGAATAGCAACATCA
TCATGCTAACACGAATATCGGATTATACGTTAAACTTAAACTTTGTTTCTTTAAGACATC
AAAAAAAATATACTAAAGTACAAAAAATGAACTTCGCAAAAGTCTCTATGGTATTCAAGT
CTAAAATAACAGCTTTAAGGTTGTTGACGGGCTAACTTTCTTTAGCTATCTTGTCTTCCG
AAATGACGTCAATTTTTGCCT
>CL12388Contig1
CTTGGCTTCATTTTTGGACATTTTTCTTAAAAAAATCTAAATCCAAAATCAGCATTTTTT
TAACTTAATCGCCAAAATTGAAGGATTAAGGTCAATTGTTTTAAAAAGTTTTGCCAAATA



ATCAAAAAATTGGACTAAATTTTACATTACTAACTTTTCACCCCAAGATTTTTAGATAAG
GGTTATTTTCTTGTCATTGTTATGAGGAAATCTAAAACTTGTCACATTTTTTTCCCTAAA
ATTCAGGGATTAAGGTCAATTTCTTACATTTTTTCACCAAAAACCAATACCTGAAGTTTG
ATTATCAATTATTTATTCAAACGTTCTTGGATCAAAGTCATTAAAGACCATTTTCTTAAT
AAAATCTAAAAATTAAGTCCTTTTTCCTCAAAATTCAGAGATTAAGATCAATTTCTTACA
CATTTCTACCAAAACCCTAAAACCCAAGTTATTATTTTTTACTTTTTTTTTTAAATCCAA
TTTATGACCATTATTAAAAAAATTAGAACCAAACTAAGATTTATAACCTTTTTTTTCTTC
CAATTTCTTGGTTTAAAGTCAAATTCGGATAATTTTTCTACAAAAACTAAACCAAAGTTG
GATTCCTTGGATGGATTTTCCCCATGATTTTGAGCCCTAAAGTTTAAATTG
>CL12389Contig1
GGCCGTACCGTACCATGCGAGCGAATTTGGTGACCGATAGGATCGAGGATGTCGGATTGA
TGGTGCCAGCCGCAGCCCGCTTTCGCAGAGAACGCCTCTCTATTGCAACTTGGGCGCAGA
GGGTCCGCGGGGAAACATGGCCGAAGGAGGGCCGGCGAAAGGTGGAGGAGTCAGAGAGGA
GCCCGCTAAAGCTGCCGAGCAGGAGGACAGGACTCGACCTCAGGTCCTGTCCGGGTCCGG
GTTCTGCAAGTGGTTCAACGTCCGGATGGGTTTTGGATTTATCTCAATGACCAACAGTGA
GGGGAGCCCAGTGGAGCCTCCTCTGGATGTGTTCGTCCACCAAAGTAAACTGGTGATGGA
GGGTTTCCGGAGCTTGAAAGAGGGTGAGCAGGTGGAGTTCACCTATAAGAAGTCTTCTAA
GGGCCTGGAGTCGCTGCGGGTGACGGGGCCCGGCGGAGGACCCTGTGTGGGCAGCGAAAG
GAGACCAAAAGGGAAAGTCCCACTCCAGAAACGTAAACCAAAGGGAGACCGCTGTTACAA
CTGTGGAGGTCTGGATCACCATGCCAAGGAGTGTGGGCTGCCCCCCCAGCCAAAGAAATG
CCACTACTGCCAGAGCATCACGCACATGATGGCTCAGTGTCCACACAAGCCGCTGGCCCC
CTCCG
>CL12390Contig1
TGTAATTAACAGTTTGTTTCCCCCCCCCCCCTGTGTTGTGGTTCGTTTTTAGATTCAGTC
AGAAACAGAGATGACGGCGGTTAAAGATTGGATGATGTTTGTGTTCCTGGTTTCAGTTTG
TCGTGCGGAGTCTCCTGGAAGGCCGCTGAGCACGGAAAATATCCTGATAAACGTGACGGC
AGACACAGAACTGCAGGAGTCAAAGAACTTACAGATCAGCTTCAACGTTTCAGTGGGAGA
AGAACAGATTCTGGTCAACGACTTCCCGGTGGAGCTGTCAGGAGTCACCAGGTTTCCCTG
TCCAGCACTTATTTTGAATAACATCAATGGAAGCAGGGAGTTTGAGTCTGGGGACTTGGT
TTCCACGGTAACCAGAGTGATGGTGAGCCAAAATCGGCTCTACAGCGACTTGGAGGAGGT
GTTGGCTCTGCAGCTCTTCAGTGAAGTGATAGAACTGGAGGGAAAACAGGTCCAGCAGCC
GGACATGTGTGAGGTGAAAATCCTGATGAGTCCAGACTTCCAGAAGCTGGGTCAGTTCAC
CAACGTCTACCCCATCGGACACAGCGACATCTTCAGGTTTCCACGAGAGAACGACGTGGT
CGTCACCGACCCGCCGAGTTCTAGGAGGGATGAAGAGCAGCTCATGACCCACACCACCAG
CCAGTACCCCCACACAGAGAAGCAGGCCGACACCACCCAGGAGGAAGTGGCAGCTCCAGG
AAAGCTCCCAGAGACCCCCCTGCGGATGGACCCCCTCCTGCTGTACAATGACGGATACGA
CGGGGACGACAGGGACTCCAGCCGCTCTGATCAGAACCAGAGTGAGGTGTCATCGTCTTA
CTCTGCCATGTGTCGCTGGGTGGAGGAAA
>CL12391Contig1
GGAGGAATGGACGCTGACAGGAGCAACAAAAGAACGGAGAAAGTTTGGATTGACAGGGAA
AGTGAAAAAGATGAGTTGGAATAAAGTGAATGGATGGAGGATGACAGCTGGACCTTCACC
TGAGCGTTTCCATCAGTGGACATGCGGCCGTCCACCCGTTCTGATGATCAGGTTCTGGGC
CCGTCTACTCGCCGTGGTGCGCCTGCTGGAACCTCCAGAGTGACACCTGAAGGGGGACAT
CTACAATAGCAGTGGTTACGCAGAAGCCTCCATGCCGCTGGGACGGACATGTGGGACGCA
GGTCGGGCCTCCAAGCCTGCTGGTGTTCGGCGCTGTTTCACCGGGCTTTTACAGAATAAC
GGCCCGGATCTAGAGGAGCTCTCAGTTCTGGAGGATTTACCAGGGATCCAGTTCCTGAAA
CCTGACAGTTGGAATCTGCTCCTGGAATGTACTGATGGGTTTTCTGGAAGCTTTCAGGAT
GTTCTGCTGGACATTTGGTGGCGCCGCTCTCCTCTTTCCCCACTATAGTCATATGCCAAA
GGGTCACAGTATTATGACAGCATTATTTCAATGACAGGGCGCACAGACATCCCTAATCAA
AGCCTTTTTTTACTCTTAGCACTGAAAGAGAAGTTGGGCCTTCTACAGAGAAGAAAAACA
ACATAAACAGCTCACTGTCAGAGTCTGTCTCAGCATCAGTAATAAAAGAGAAACTGCAAA
CA
>CL12392Contig1
TCTGTGTGTTAGAAATGAGTCAGCAAGTGGGGCCCACACTCAAGGAGAAGGAATTACAGG
GTCTTCCCTGGTGGCATGGTGGGTTAAGGATCTGGTGTTATTACTATTGTGGCTTGGGTC
ACTGCTGTAGCACAGGTTTGGTTCCTATCCCAGGAACTTTTGTATGCCATGGGCACAGCC
AAAACAAAACAAAACAAAAACAAAAACAAACAAACAAACAAAAAAAAAA
>CL12393Contig1
ATGGAGAAATAGGAGTTTCCCATTGCGGCCTAGCGGTAACAAATCCGGCTAATATCCATG
AGGATGTGGTTCGATCCCTGGCGTCGCTCAGTGGGTTAAGGATCTGGCGTTGCTGAGAGC
TGTGGTGTAGGTCACAGTCGTGGCTTGGATCTGGTGTTGCTGTGGCTGTGGCGCAGGCTC
TAGCTGCTGCTCTGATTTGACCCCTAGCCTGGGAACTTCCATATGCTGCATGTGCTGCCC
TAAAAAGCAAAAGAAAAAAAAAA
>CL12394Contig1



TCGGCACGAGGGTCAAACTGTGTGGAACTGAATTACTGTTTGTCAATATTTGTGAATTAT
TAAGTACGGTATTTGTTCACGCTGTCACACAACTTCTTCTGTATGATCCCTTTGCATCCA
TGTAGACTGTAATGGCTGATAGTTTGCAAACAAACTGTATTCCCCTTTGTACCTTGTAGC
TTACAATGACAGAGTATTAGGACATCATAGGAAATTCTACTCTAGACTTGCATGTACTGT
TGCTATGCATTTCCTTAGCTTACAAGTTAGACAAAGCTTTTTGTAATTTTTATACATCAT
GTACTTTTTTACTTGTCTCTTAATAAAAGTAATCTTGTGCTTTTTTCCGCAAAAAAAAAA
>CL12395Contig1
GAATCCTCAGAAACACATGAAGTATCANAATACCACTTTGGGTTGTTTATAGTGAGGAAA
AAACATCATAAAACACTTAAAATGTTAAAGAATTGATTTGACGTGGTAGAAGTCCTTTAA
CTCAAACATTTTGTACTAAATTTGTGCAAAAACTTTTCCAGAAAACTGTAAATTTCATAC
AATTTCTAAGGGAAACTCATAATTTCTCAATTGTTTTTAATAAAAATTGAATGACTTAAA
ATAAATATGTAAAAATATAACCTTCAGAATTTTTTTCGTAACCAGTCTGCTTCCATACGT
CGACNAAGTACACAACCTTAACTATTCCATGCACACAAACAAACAGTTGTATTGACGCGG
CTCAGCATATAGAAGTGTGCGCATGCATGTATTTTTAATGTACTTTGAGGTACCTTTATA
CAAGTATTTTCTTAGACCAAGTGAGGTGTTAAACATAGACCTTTGTAGGCAGAAGATATC
CAAAAACTCTGGTGTGTGTGTGTGTGTGTGTGTGCTCGTCACTTTGGTTTTGCATGGACA
GTTTCACACAGGAAGCAGCGGTTCCTGCTTTTGTGTTCTTGAAGTCTTTCTGAAAACTTT
ACTGTACTAAATGGCCTTAAAAACGTTCACTGATCTTCTGGGAATCGTGCGATGCCTTCT
TTCCAGTCAGCATTTGTTCCTTCAAGGAATTGATTGGTATCTATTTTGTGTTTCTATTGT
TTTCCAGTGTTTGTTTTTTCAGAGAAATAAAAATCTCTCCTTTTGAAAAATGTGATGAAT
CACGCATGGCTGCAGTTCTGATTGCCTGTTAATACATAGATGACTATTTCTGTATGAACA
ATGGAATTTTCAA
>CL12396Contig1
ATTTTAGGGTGTGGACAAAAAACACATTGTTTACTCCGGAGATGGAGTTGGACCGGCGGC
TGTTGCTGTCCCACTGTGCGGTTCACGCCCTCTCGTTCGCGGCGGGACTGCTCGTGGTCG
TCCCCATGGCTCTGAACGGCTCCGCTTTCAAAGGCCGCTGCGCCCTCTTCTCCACCGGCT
ACTGGAGGACCGAGGACCAGCCCGAGCTGCCGGCGGAGCAGCCCCGAGAGTTCAGTCACC
TGGTGGTGCAGCAGTGGGGGCCGCTCGCAGCGTGTCAGTTCGTCACGTTCGTGGGCATTT
TCACGGTGCTGTACGGAGCTGCGCAGGGGTGGAGATGCCTCTTCTATCTGCACGGGGGGC
ATGACGACACCCTGTTCTCGTCCTTTCTCACGGTCCTCCTGAGTGTGTGTGTGCTCTTCC
TCTCTGGAGGGGCCAGTGTCATCCTGTCTCTGGGATTCAGCACCTGGTGTGACACGGTTA
CGGACACCCACAGACGGCCGTACAGTTGTGCGGAGTCCCAGTCGGTGCCGCTGTACCTGG
ACGTAAACACTTTGTCATTCTACACAGAACTCAGTTTGGCTCAGGTGTCTCTATGGTGTG
TGACAGCTCTATGGTTGGCCCAGTCCATCCTGGCCTTCCTACGTCTCTACCACTCTCATA
GCCGGCACCTGAGCGGCCCTTGGCTGCACAGAGACAAGGAAATGCTGCTGGGACACAGTC
TGACTGACAGCACCTCCCCCTTACCGTCTCTACCTTCATCCACCCCCACTTTGTGCGTGT
GAGCAAAGGTGACCGAGGTGGTGGCACCAAAACTCCCCT
>CL12397Contig1
GCGTCGTAGACGTAGCAGACCCAGATGCTGAAACCCGGAAGAAAACTCACAGCAAGGATG
ACTTTAAATGGATTTATTTTAGAGGTAAATAAGTTTCTGAGGGGATGTGGACGTATTTCC
TCCGTGGATTGAACTTGGTGTTTCCTTTGAGCTGATGCAGATGAAGGGGAGGGGGCGACA
CGAGGACGCGTCGAACTGTGGATCCAGAGGGAGCGAGGCTTGGGCGCTGAGGACAGCGGG
ACCGGCTTGAGGTAANGGCGTGGACGCCGAGGACGGCGGAAANCCAGCTTGGAATGAGGG
CGTGGATGCCGAGGACGGCAGGACCAGCGTGGAGGGGAGGAACCAGCGTGACCAAGGTAG
GAACCTGAAGGTGAGCACAAGATGTGGTAAGTATGGAGACAAGATAAACTTAGCTGAGAC
TAAGAGGCCAGGCATAAGCACCGGAGTGAGTATAACAAACTGGCGTAGAATTCTGGTGAG
AGCTCCCTTATGAAGACCGGCAGGATGATGAGAAGATGAGGATCAGCTGGTTCCAATCAG
CAAGGTGGTGAGAGCTGTAGGAGGGGGGGAGGTGAACTGACAGGCACCGTGACAGTAGCT
TCCTTTTTGGGATTTAAAGATGCATCCTCGTAAGTCAAGCGCCATGGATCAAATGAAAAC
AACTTCTGGAGTGCAAAAGATTGTGTGCAGGGATAATCAATGCTCACCTTCCAGCACCTT
TGTGAGAACTTATCAACCTCTGTTTTCAATCACCTTTGAGTAGTGTGCCATCATGGTATT
TGACTGCAAGAAAACCAAATAGCCAATAGCCTATACTGTGTGTGCACATATATATGTGTT
GAAATGCCTTGAGAACCTATTATTATTATTATTATTATTAACAAACTTAGGCAAAAACTG
TCCAAACTATGTCCTGTTGTTCACGTGTCATGGTTTAACGTATGCTTGTAGAGATAAAGC
TGCAGAAAAGACTATTTTGTGACAACGTTTGAGCCTCCCCACATTGCAAAATGTAGCATT
ATACAGTTTGTTGCAGAATTCTGCTCAGCAAGTTTCACTTTCCTGTCTTCTCATGCAGAC
GCTAAGGAAGTAGCCGAGGCGTATGTCTGTTCAAATACCTCATAT
>CL12398Contig1
GCGNTNAAACCCGGGCATTATGGCCGGGGACTGCATCAACATGCGATGATCAGGTGAAAT
TTGGAAACGTATGCAAGCCTTCCTGCTCACCAAGTTTGTTGATTGCGTCCTTCATCAGGC
GCTTAAATTAATAGTATGTTTCGAGGAAGTGAATGGAGTTAACAGGCCAAGTTTGTGTAC
AGACATTACCGCGTGACGGTGGACTTCTTAGCAGAGTCATAGGATATGAGTTTAGGGAAT
GGGGGATAGTCAATGTGGAGAGCTGGACTACCTGATCCAGGATGAGGACACCATCATCGA
AGGTGTCAGCAACCAGGTCCTGTTTGTTGTAGTTCTCAGTTTGACCTTCCTGGCGGGCCT



CCTCACTCTTCTCTGCAGGCAAGATGAGCAGAATATCCACCCTGAGAACCAGGAGCATGT
CCGAGCGGTCCGACAGCAGCTTCAAACTGAACAGGATGAAAACCCTCAGGCAGAGGCCAG
GCAGCAGTTCTACACAGACATGTCTTGCCCTGTCTGTTTGCAGCAGGCGGTTCTGCCCGT
GGAAACAAACTGTGGACACCTTTTCTGTGGCTCCTGCATCATGGCTTACTGGAGATATGG
CACCTGGCTTGGCGCCATCCACTGCCCAATCTGCAGACAAATTGTAACCCTGCTCTTCCC
CCTTTTCCATGAGCACGCTGCTCCTCAGAGGGTTCAGGATGGAGAGGCACAACCTCAGCT
TATATTGAGAGACATCAATGATTATAACCGAAGGTTCTCTGGCCAGCCCAGATCTTTGAT
GGACAGGCTGCGCGACGTTCCCACCCTGCTTCGTCACGCCTTCAGGGAGATGTTTTCAGT
GGG
>CL12399Contig1
GTGCCCAAAGGCTGCTGGATCATAATCATTGGGATGCAAAAGATGTTAAGGAGGTAGATC
ATCTCAAAAACTCTTTTTGGCTTTAACTTTTCAGAACTTAAAAGAGAAGAAGATGATCCC
GGCATCTTGTTGGAACAGTCTGCAGGTGTGTTTACTCCTTCTGTTGGTTGGGCAGCGACA
ATGCAGAGTAACCGCACCTGGTCAGGTGAACGCTCCTGTGGGAAAGCCCTTCACCCTGAC
TTGCACCATTTCCAGGGATCGTGCTGAAGTCTTAAAGCAGGTACGCTGGCTGGACGTCCA
GAACCAGACCTTGCTGGAATATCAGCCGGGAAACAAGGACAGTGTGAGTGGACAGCAGCA
TGTGAAACTTGCCGCCTCGCCCAAGGACGTCTCGACGATCATCATCCGCAGGGTGAGCTT
CCGGGATGAAGGCTGCTACACCTGCATATTCGAGCTACAGCGTTCTGGCTCAAAGCAGGG
ACAGACGTGCCTCACCGTTACAGCCCAAGTCACCTCTGAGAGAAACAAAACAGCAGTGAG
TGGGAAGAAGGCCTCTCTGTCATGCTCCTATGCTTTGCCTGAAAAGGTGCAGCAGGTCGT
GTGGCGACACACCTCTGCGCTTGGCGACCTCACAGACGTGGCATCGTTTGCGAAGCGGAG
CGACCCCATGATCGAGCCGCAGTATCAGGGAAGAGTGTGGCTCACTGCATCACTGTCAGA
CAGTGAGCTCACCATCCAGCCTGTTACTATCAAAGATGAGGGCTGCTACACCTGCCTATT
TGAAACACACCTTGATGGACCAAAGAGCTCCACTGTTTGTCTCTCCACCTACGTCCTTCC
AAAACCTCAAGTGAGCTACAAGACCACCTCCCCAGGTGTGATTGAGGCCAACTGCACCTC
TGTGTCTCGGCCACCTGTGGAGATTGTGTGGAACGTGGAAACAGACAACCGCACCATGGG
CGCCCCGCTGAACACGCAGGTTCTCCAGGATGACGGGACCACCCTGACCGTCAGCACGCT
GACCGTTCGGTCAGGGCTACTGAAGGACGTGTCCGTGAAATGTTTGGTGCATCACAAAGG
ACTCGAGACGCCTATTGCTGTATCCATGAACACTAAGATTGGCACAGCTCTGACCATCCT
GATCTCTGTCACCACCGTAGCAGCTCTGCTGGTTATGTCGCTCTGCTTCTGCCTTTGGAA
ATGTTTCCTGCGCAAAGAAAATGATTAATCTTCTAGAGGCTGCATAGGACCAGCTGAGGA
AGATGAAGCACGACCACGGGGTGTCCACTACAATCCTATTTATGAGCCCAACCTGGACGG
CGGCGTTTACCTCTGCTCTGCTGCAGCTGTTTTTGACTCTTGCATCGCCTCCAGGCTCTG
GCTTTCACATGGTGTCTAAGTGGAGCACTTTGGCTGATCTTTCCTTTTCTCCTGACTCTG
TAATTGATGA
>CL12400Contig1
TAAAAAGTGCTGAATGACAGTGTTTTATTTAGTGGGTGATTAACATGGCTTTTATTAATG
GATATCTTACTAAATAGTTGTTCTCGGCTGATGTTGTTTTCATGTGACGCCTAAAACCTA
AATTGTTTAGCTGAGCTCTCTAATGTAATTGATCGTAGGCTTGTTTTGATGCAGTGATGG
CTTTCATTCATGCTGTCTAAAATGGCTCAGATAATGACAATCACAACAGTTTCATCACAT
CAAAACATGAAGGTGACACTAAAATGGTATCTTTTTTTTCTGAGGCCAAAAAAGTTTATT
TCTGTTCTAATCAGGAACAAAAACTCTCTTTAGGTGATCATTTTTAAAACTGTTGAGTGG
TGTAAAAGGTTTATATATATTGTATCTGTTGGCTGACTTGATAGTTAACAGTTGATCTTT
GAAGGCTTTTCAGTGTTTCACTTTGGTATAATTATAGTATGGATGAGACATGAAGTGCAT
AATTTGTTTCTGGCATTTTCCTGCACCAGGGGAGGGAAAAAAAATCGCCATAGCTTAATT
AATCCTTGAGAAATCAAGGGCTAATTTCAGCTTTGGTTGAAATGCTGGGTGGTTGTGGTG
AGGCGGGGGGAGCAGCGGGGGCTGTTGTCGTAATCAAGGAAACATGTAGGTTCAGATGTG
TGTTTTAGTGGCTTGTCTGTTGCCGTGGTGCCGCATACCTGCCCCCCGCCCCAGATGACC
TGATGCCTCAGCGCTGGCTTTACCTCGGCTCCGGTATTTACTTTGCAGAAGTCTCGGCAA
TGTCTCTTTCTTCACT
>CL12401Contig1
GAAAAGTATCCTNGTGNGCCTTTGGACTGCTGACACACTCNCCNCAAANAACTGATAAAN
AACGGATTTTTNTTTTTTTGGGTAAAGGAGTAAAGCTTTTTTTTTAAGTCAATCTTTTTT
TTTTCTGTAACTGATTGTCAGACTTTTTCCTCTGAGGTTGAAGCACAATAGGAAAACTTG
ACAAAAATGTCCTAATGTTTTCAACTTCTGGTTTTAGGAGGCCAAAAAAAAACACTGGAA
GAAATCAAAACAACTGCGTATTGGTACAAAACCTGCAGAATGAGTGATTATAAGTTACGA
GTTGTAACTGTTGTCATCCAAAACTAGACTTTACAACATGAAAGGGAGCCATGACTATCT
GACTTTTCAAACACCTGTTTTCACTGTAATTTTCCTGGGATAATAATCATCATCATCCTN
TTAAAAAAAGAAAA
>CL12402Contig1
CTCCTCAGTCCGACACAGAAGACGTAGCTCAGCTGAAGGAGCGCCTGGAGAAGGAGAAAA
AGATGTCCAAAGACCTGGGCCAAGCAGCCACCAAACTCCAGCAACTTCTCAAAGCCACTC
AGGAGCAGCTGACCAAAGAGAGGGAGACTGTGAGAACATTACAGGAGCACCTGGAGGACA
AGGGGGAGTACGTGGAACTGAAGGAAGGCACGTCCGTCTGAGATGAAGATCTTTGCAAAC



ACTACAAAAATCTGCCAAAAAAGCCTTAAAAATTTCCCCCCATAGTTATGCATTCCAAAA
CCCTTTTTTTGTGTTTCCTTGTGCTGTAGTCGATGGCAATTTGTAGGAATTGATCATTTC
AGAGTTAGATTAGAGAGAATCCTGCTGTAATCTGAAACCTCACATTCCATCTTCAACTGT
CAGGAATTATTTGCCTTATATTACAACCCCCCCACCCCACCCCATAGCTCAGTGTTAAAA
GGGAAACCGGATGTATGGACGTACATCAACCTGTGCAATTACTTTGTATGTCTTTTCTAT
GTGGCTGAATGATGGGAACATTTGGTGGTNCTCTGTACAGGACNCTGTAGCGGCTGAC
>CL12403Contig1
CATAGTATTTACTTTACATCCCTTTTTTTTTCTTCCATGCAGTCTTCCCTTTGCATCATC
CAGTTTTGCATTTTGTTGAACATTGGCATTTTGTGTGTGTTTGTGTTTCATTGTGATCAA
ACATTGGGATCTGCAGCATTTTGTGTTTTTGTCTAACTACATAACTTGTCTGAGCATTGG
GCTGTTTCGTCTTTCCAATAATTTTGTACACAAATCCACGGTAAGTATAGTGAAGTTATC
TGTTTTAAAGTTGTGTTGAATACGTGTACTACCTGATCAGAACAGTGTTTGTGACCAAAC
CTTCATTGTTCAACATTTTGCTCTCAGAGTTAATGCTCTGGTTTGAGCTCCTCTTGACTC
TGGAAAGACGTCGAGATGCCAATCTGCAACCTAACACCACCTGAGGGAGCCCAGCGCCCA
TTACAGACTTCAAATGCAGATAGGCCTCGCCACTCCTTTAGAAAGCTTCGCGATCACACA
CACCCACCATTATAGCACAAAGATTTATGTTCCTGAGTGTAGATTTCTGATAACCTCTGC
GTTTTTATTTCTTTCGAAGAAACATTCTTAACTCCACCCACAATTCCAACATATACTGCC
TTTCCTGTTGATCACAAACACCAACCCTAAGTTATCGACAAAAAATAACTGCACTGGAAA
AAATGTCCTTCTAAAAACAAGTAATCAAATATAGAATATGTTTTTTGTTATTGGTAATTA
AATCTACCAGTGGAACTAGTAGAACTCGTCATGGTAAGTAAGATTTCTTAAAATAGGTTG
TGATGTCCTGCCCTTTTAAGACAAAATTAAATCTTAAAATTTGCTTTTAGCATATTCACA
ATAACTCCCAA
>CL12404Contig1
GGCTGCGGCACTGCGTTCAGTAGACACACAGGTCTGGAAACTTCATCTCGTAGACGGGGA
CGGACGGATGTTGAGTGTGTCCCGCTGAGATGGAGACCACTCCAGACGGGCTGGGGGGAG
GCCGGATGGTAAGCTCAAAGATCTGAGCCAGACGGTCGTGCAGCATGTTTGCCTTGGACT
CGCAGTGAGCTGCAATCTCCTCAAACGGAGCTTTCTGGAACTTCTCCATCAGCTGACGCC
TCTTCTCCCGCTCCTGCTCCTCCAGGCCGGTGGTGTCAATGGCCTTCTTGAGGGTGGCAA
AGGTGATCTCTTCTGCCAGCTGTGACTGCTTATCTGGGAGGCTGTTGGGCATGATGTCCA
CCTGCAGGGAGATGGTGTCAACAAAGCTCTTCCTCCTAGTCAGTCGGTCTTCATCTGTGA
CCTGGGGAATGTACGGGACGGACAGCCTCTCTGCGTTGTATCCCGGTCCTGCCAGACACT
CTGCAATGTCTGCCGTCTGAAAATAAAGATGTTTGTCTTCCTTGTCCAATGATTCAGGGA
GTGGACACTTGTCTTTGAAAATGTGTTCTGGCAGGAGGAACAGAGCTTCCACGCTTCTCA
TCTCTATNACCTTGCTGACATGTTGACAGAACGGGGGGTTGGCAATCATCTGGCTCAAGA
AGTTGAGGTATGCTGCCACGGATGCCATGATGCCACAGCGGATGAACATGGGCATGTTCT
CCTCGTTTACCAGACACATTTCCTGCAAGAGAAAACAACCTCGTCTTATATTGTGACCCG
CTCTTGACCACTCTTGCCATGGTCACCATCGAACTGGCTAATGAGGAAGTAGGGATTGAC
CTGATTCGACT
>CL12405Contig1
AGGGAAAAAGAAAAAGGACAGCCACAAAACCATATCAGGCAGAGAGGCGCCTAAATATTC
CCTTCAGACATCCACAAAGCACACAGACAGCTGCAATGAGTCACAGCCCGGAGAGGATTT
CATCCTATCGCCGTCACTTTGAAGACAGCAGCAGCTCAGCCTACCAGGTCAGGGTGTGCA
GCCCTTCCCCAACCAGGAGACAGTCCCGTCATGCCTCCTCCGTGTACTCTGCGAGGCCTG
GGGCAGTGCGTGTGGAGTCAGTGGGACGGCGTACAGTCTCTGCTGCCCGCAGGTCACGTG
TGTCTGCTGTTGGAGTGGGCGCTGGGGCCATGCTGTGCGTGGGGCCCAGTGGAGAGCGGC
CCATAGATCTGGATGTAGCTGCAGCAGAGAACCAGGAGTTCCTCAGCACTCGTTCAAATG
AAAGGCAGGAAATGGTCGTCCTCAATGACAGATTGGCCGTTTACATTGACAAGGTTCGAT
CACTTGAGCAGCAAAACAAGTTACTGGAAGCAGAGATTGAAGCCTACCAGAGCCGCTTTG
CAAAGCCAAGCGGTCTGCGCCTGCTGTACGAACAACAGCTGAAGGAGCTGAAAAAAATTG
CCGACCAGATGAGAGTGCAGCGGGACGTTTCCTTTGCTGCTAAGGAGTCCACAACTGCTC
ACCTAGAGGCAGTCAAAAGCAAATATGAGGAGGCGGTCGAGATGAGGAAGAAGGCGGAGC
TTGATATTGAGGCTTTCCGTCCAGATGTTGATAAAGCCACATCCTCACGCATCACCTT
>CL12406Contig1
GAGGCCTTTGAAGAGGATGGATTCCTGATGATTGACCTGTGCTGTGCAGATGGTGGCCAA
GCTATCAGCAACTACCTCATTCAGAACTTACGCAAGACAGGAGAAGCACTGGATGAAGTG
TACAACACCACAGAAAGGTCGTTCCCTCGCCGCTTTGTCCTTCCTCTAAATTTGACCAGT
GAAACACCAACCAACCAGAACTTGAACACCCGGCCATTCAGTAAAGCCTCCTGCACCAAA
ATCAGCCCTGATAAGGTTTTCTGTCAGCATGAGGATCTCCATGGTGATGACTTGCATGAG
TACGGTGGCCTGGAGTTCCCGCAGATCAACTACAGTCGATGTAACACCAAACCAAAATCG
GTACTTCTATGGATGGGGCTTTAGACACATGGTGGGCGACTCTCTTCTCAAGGTGGACCT
GCAGGACAAGACTTTGAAGGTGTGGCAGCTAAAGGGTTTCTATCCATCTGAGCCCATTTT
CGTGCCATCACCTGAGGCAGTGGAAGAGGACGAGGGAGTCATCCTGTCTGTGGTTCTCAC
GCCCTCACAGGATAAAGGAACTTTCCTCCTGGTTTTGGATGCAAAAACATTCGAGGAGGT
GGGAAGAGCCAACGTGCCTATTAACATCCCTTACGGCTTCCATGGCATCTTCACTGCCAC



ATCATGAAACTGTTCGGGCATTCCTAAAAGTATTCTCATAAAGAACACAGTATTTTATCT
TGAAGAAATAACCACTATATTTCTGCTGCATTTCCAGCTAAATAGGATGCAGTGATGAGC
TGCTGCTTTTTAAACTGAATTCAAAAATAGCCTTTGTCTTGCTTTAATTTGACAGAATAG
CCTTTGTCTTACTTTAATTTGACAAGTCGTCGTTGACAACATATTAAAGATGCCAAAGTT
TTAGGTTCATATTACAAAGATTTAACTTTCAAATTAAGTATTTTTATGATTAATACTCTT
GCATTGAATTTGTCCTTTTTTTTACAATTTTGT
>CL12407Contig1
TTCGGCACGAGGGGAAGGGAAGTGGGAGAAGCTAGCAGCTCTCATCTCACTGGTTAGCCC
CGGCTGCTCAGCGGTCGGGGACCGGCTGTTTGTGGCGGGGGGCATCCTGCGGACGGGCTC
TGTCTCTGCAGCTGTGCACGAATACGATGCTGTGTTAGACAGATGGATAGAGCGGCCCGC
TATGGTCCACCCCCGCGCCATGCTGGGCCTGCTCGGCTGCGGACAGTCGCTCTACGCCCT
GGGGGGGTGTAACCGCTCTGCTTTGCTGGAGTCCAGTGAGGTCCTGGACCTGACGACGTG
TCAGTGGGGCCCCGGGCCCCGCTTGCCGTTCCCGCTGCGCAGCTTCGCCTGTGCTGCGCT
GCGTGGGCGCCTTTATTTGTTGGGTGGAACCACGCTGGAACAGAACCGGGCCGTGGTCCA
CTCGGGGGTGCTAATCTACCACACCCAGACAGACTGCTGGACAAGGGTGGCTCTGGACTC
TGGGGCAACCTGCCTCGCGGGAGGTGTGGCAGTACGGGGGGGTGTCTGTGCCATTGGAGG
ATACTTGAGGGAAAACTACCAAGTTCCTTGATGGAAACTACACCAACTGGGAGACGTTGG
ACGCTACTGGGCGTGTGCTGTTTTTTAGGGAGGGTAGGGGGTCTGGGGTGGAGAGAGAGG
TGACGGGGGGAGGGGTGTTGGTCAGCTCTGAGCCGCGGGGTTTTGCAGGTGGGAGCGATC
GAGCCCCCAGTCCAGTGGTGTTTCCTGGACTGCCGCGGCGGATCGCAGCAGGGGGCGTGG
CCAGATGGAAAAGGAGGATCTATGTGTTAGGTGGAGAGAACGGCTCGCGGTTCTATGACA
GTGTGTATTGCTGGAAGCCTGGCTGGCGTAGCTGGGTCCAAAGGCGGGAAAAACTCCCCG
GGGACACCGGGGGGGTCAGTCAGTTTGGATGTACTACACTGAAGTTCCCTAAGAAACACA
TCCTATCCAGACTGAGGCTAGCCAAAGAAAACTGCAAGAAGCCCCCCCACTAGCCTGACG
ACAGACTGTGATGGTGGTGGGGTGGTTAATGAACTTGTCTTTGAACTTGTGTGAACTTGG
GATTTGAAATGAATTCAAAGTCTATAATTTTCTATGACCATCCTGCAGACGGAGTAGAAA
CAGAAGCTGGTTCAGATCTAGAACCCACAGATGAATGTTACTCAAGGTCAACATTGACAG
AA
>CL12408Contig1
GGAGCTCTTGGACCACCAGGACAAAAGGGAGAGAAGGGTGACCGGGGCTGGAGGGGGCTG
TACGGCGACATCGGGACTTCTGGCCTGATAAAGGGAAGCAAAGGACTTGCTGGACTGAGG
GGTGATAAAGGCTTTAAAGGCATTGGTGGCCTCAGTGGTGAGAAGGGCGAGTCTGGCCCC
CCTGGTGAGCCAGGAGAGAAGGGCAATCCTGGTCAGAAAGGAAATACGGGGCAGAAGGGG
GACATGGGACCCAGAGGAGACATGGGAGCAAGAGGAACCATGGGATTGAAGGGTTCTTAT
GGACCCACAGGATTGCAAGGTAATCGCGGTTCAGCAGGACCAGCAGGTTTAGCTGGAGGG
CCTGGTCTTCCTGGACAAGTGTACATCCTGCCAGGCCTGCAGGGAGACCCGGGAAGCCAG
GGAACGTCAGCGGACACCTGCAGCTGCGCGCGGGTTCAACCCCCTCAGAGGCCACAGGAT
GAAGCCCTGAAGATCTTCATTGCAGACGGAGAGAGGGACATGAGGAGGCTGCGGGTGGAG
AACACGCTGGTGCTGCGCACTGACAGAAGAGCGCTGTACCTGTTCGCCGAGTCCCAGTGG
ATCGACGTACTGGAGCGCCGAAGGAACTGACTGCAGTCTGAAGGACCCAGATGCCCCATA
AGGCCCATCTCCAACGTCACACTGGGCAACAGGAACCAGCTGTTTTCTCAGATTTCATGC
AGACAAAATAAAAGTTTGGCTTCCCCCCCCAAAAAAAACTGGCAAACAAGTGTGGCACCA
AAGAACACACATACTTGAAACACAATTTCAGTAAAAAAT
>CL12409Contig1
CTGCAGGCCCTGTTGGCAAAGTTTCCACCCCTGGGCGTGCAGTATAAATTAGGCTCATCA
TGCCAACACAAGCACACTGGCACAGACAGTTTTATCCTTGCAAATCCATTCGCTATGGCC
ACAGACCATCCAATCCCTGCATCCAAGCAGCAGCAGCCCGGTACCAGTGCTTTTAAGCTG
TTCATCTATGAGCAGGAAAACTTCCAAGGGCGCTGCCATGAGCTGACTGGTCCCTGTAAC
AACCTCCAGGAAGCAGGCATGGAGAAAGTGGGCTCCATACTGGTGCTGTGTGGGCTATGG
GTGGGATATGTACAGACCAGCTGTAAGGGAGAGCAGTATGTGTTTGAGAAGGGGGAGTAT
CCTCGCTGGGATTCCTGGACCAACAGCAGGCGTAGTGACACCATTCTTTCATTCTGCCCA
ATTAAAGTGGACAGCCAGGAGCACAAGATTGTCCTTTACGAAAACCCTGGCTTTGCAGGA
AAGAAGATAGAAATTATTGATGATGATGTTCCCAGCTTCCATGCTCATGGCTACCAAGAG
AAGGTCTCCTCTGTTAGGGTACAGAGCGGCAACTGGGTGGGCTATCAGTATCCAGGATAC
AGGGGCTATCAGTACTTGTTTGAGAAGGGGGAGTACAAGGACAGCTCAGAGTTTGGATCC
CAGATTCCCCAGATCCAGTCTGTGCGGCGGATCAAAGACATGCAGTGGCATCAGAGAGGG
GCATTTCACCCAGTAAACTAAGCATGTGACTGATTTGGGTCATGAATCCTAACCTCAGCG
ACCTTGACCTCTTCCAGCTGCTATTCCTTGCCTTTCAATTACATAATACTGCATTTTGAT
ATCTATTGCAG
>CL12410Contig1
GTTCTATTCCCATCGACGGATTCAGTAATTTAAGGATAACTTCGATATGGACATTTCTAC
TTTCTGTGCAGTGGTCCGAGCCTTGGCTCATTGGGCTTCTGCTGTTTCATCTGTTGTGTT
TGCTTTTGACTGTGGTGACCTGCAAGTATTATAAAGCTCAGATCTGCCACTTCCTGCTCC
TCGTTGGCCTTGTTTATTGTGCTGAATATCTGAATGAACTGGCAGCCATGAACTGGAGGG



CCTTTTCAAATTTCCAGTACTTTGACTCCAAGGGAATGTTCATTTCATTAGTCTTTTCCA
TCCCTCTTCTATTTAATGCCATGATCATTGTGGTGGTGTGGGTGTACCGGACGTTTTCCA
CCATGACCGAACTGAAAACACTTCAGCTGAAGAGAGAGGCTCAGCGACAGAAAAGACAGA
AGGATGACTGACTCTTCTCCTAAAGGAGAATCTTAGGATCTCTCTTCTGCTAATCGCTTA
TATTGCTGTTGTCTTTTTTTGGGGACTTGAAAATGAATTTTCTGCTCTTTCAAAGTTGAT
ATGAAACAATGCTGCTATTATTTGGGAAGTGGAGTTATGGAGACCAAAAGATGTTTAAGT
TTTCTTTTTTCATATTCTTT
>CL12411Contig1
GCAGTTTTAATCAATAGTGTGCTGCTGTCAGCGTTTCAGGTGAATTCTGCTTGAACTTGC
ACTCATGGCTCTTCAGTTACGGGTTTCATGGCTTTTTATGCTGATGTGTGTTTGTTTTCT
TCCACAAGACGGTTACAGACATGTGCATGGATACTACCTGTTTGGGGGGCCACTAACTTT
CCAACCAGTTTAACCCTGGAAAGTTTCTGGAGGCTAACTTTGAGAACAATTTAGAATATT
TGAGACAACTATATAAAAACGGAAATAATGCCAGGCCTACTCGGAGTCTCATCGAAGGGG
TGCAGCAAGGTCATCCAGGCTCTGTACATAAGAGGGATAAGCCTTTGGTTTCCCAAAAGG
AGAGGGGTGGTGCTTGGAGATCACGTGGAGCCAGTTGTCAAGATGAATGTCCCTCCTCTG
ACCCAGTTCACTCCACCAAAAACCTCATGTCCACCAGAGAAAACCAAGAATTTACCCCGA
CCCCACTAAAACAAGAAGCAGCTGTGAGACCTTATTCCAATGGTAAAGAAAATAGCGGCC
TTTCAAGAGGCAACAGAGAGACTTTACGTTTCTCCAACAAACAATTTGTCCAATCAAACT
ACAAGCAACCAGGGCGCACTCTGCTTACTTTGGATTCATC
>CL12412Contig1
GGCGTGGCCAGCGCCACCAGCGTGACGAGTGAGACCAGCGCCAACCCAGTACCCTGAGAA
CCCGTGAAACCCTGGATGCCCCAGGGGGGGGGTTCCGGGATGGTGCTGCGGGGAGAACAA
AAGCACTGTTGCACTTTATGCCGTCAAAAACGGAAACCGGACAAAGGAGAACCCCTGAAG
GAGCCGCTGGCTCCGCTGAGGCCCGACCTCAGGCTCCAGAAACAAAGAACAAACCCAGAA
AAGTAGGAGCGAGTGGATGTGGACGGGGAGCCGTGGCAGTGCCATATGTACGAAGAGGAG
GCGGCGCCCCTCCGCTCACGTTTTTTAGCCACTGGGTCGCCCTTTCTGAGCGCGTCTGCC
AGACGGACCCGCCTTTTCTATCGTCCTTCTAGCTGAAGAGAGAGCCCTTCTTTTGTTCCT
CAGAGTATTTATTGNGTTTTAGTTGGTCCAGGCCTGTCCACTGATCATAAAGCTGGATGT
TTTGTTCGTACGCGTCTCGAGCTTCATGCTTTCCTGAATAACCCTTAGCTAGTGCCGTAG
TGTGACTCCTCCTCCTGCTTCCCTTCTTTTGCGTTTTGTGGGGAAGTGATTTTATTTATT
GCACTCGCTCGGGTCTTTCTCACCCGTGGGGTGCTGTGGGGCGTTGGATTCTTC
>CL12413Contig1
AAAGCTACGTTCACACCGGGGCGCCCTACAAGCGTGTTCTTGAACTGCCGTTTAGCCCAC
GGGCGTTCACACTGAACAAGTAGAGAGGGGCTGCTGCTTCTTTTTTCTACGATTTATGAG
CGCATGTCCGCCACCTACAGTTCGCAGAGGCTCGTTGTGGAATAAAGTAGTGGTGCAAGT
CTCGCAAATCTTGCTCCAGGATTTTTCTTTCACTGCTCTGTTGTGATCCATGAAAGACTT
GGTGTCATAGAATTCCAGACAAACCACAATTATTGATTTCTCCTCCATGATCAATTTTCA
AACGATTGGCACATCCTTGAATACAAATAGACGCCATTCATACATCACTAACAAATCCAA
GCCCCTGATTGGTCAAAGTTTGACCTGTTTTAACCTTCAACGCACATTCAATGGCTGCAT
TTTATTTTTATTTTCTTTATGTCGAGTCCAAAAAAACGGCCTTAAAATTATGCATAGTTA
AGCTTGACCAAAATGCTCATTTACATATAATTTTCATTGGAGGTGGCGGCTTGAACAAAC
GCGGCCGAAGGCGGTGTGAACCCAGCTTAACAGATGCTGGTTATGAATGTAAATGGAAAG
TAAAACACCGTCATGTTTTTGTTTGAGATGATAGAAATGATGGGTTTTATCATAGCTGCC
GCTGTTTAAAAAAAAAAAAAAAAAAAAAAAA
>CL12414Contig1
AGCTCCTGCTGCAACCTTCGGAAGATGGACGAGTCAAGTCCTCTGCTGGGCGACCGGCTG
CAGGAGAGTCCAGAAGTTCTGTCCCCGAACCTGAGACCCAGACATCAGGACCTGCTCCCC
ACACCATGTGGACCGGTGAAACGCTGGTCAGAGCTGACGCTCACGGCTCAGATCTATTTC
TGCTTCATCATTGCGTCTCTGCTGGTGCTGTTCGGCCTGACCGTGCCCACGTACCGCCAG
CGCACCGACCCTCACCTGTACAACGAGGACTTTGCTGTTTCCATCATCCAGCTGCTGGGA
GTGTTGTTCTGCATTTACTACGTCAGCCGCGGCGTTCTGCAGGAGAACAAGCTGGAGCTG
CTGGTCTTCCTGCTCAGCCTGGCGGTCGTCATGGTTCGCTCTCTGGTCAACTTCATCGTG
GTCGGGCCGGACGGCCGCAGAGAGCTGCTGGCCCGCTTCGTGTGCATCATGGTCCTGGGC
AGTGTCCACTTCGTTGGCATCATTTTCGGCTTCCTCCGGTCGCCCCACACCATGGCGTTC
CGCGTGGGCGGAGCCTTGGAAAGCGTGCAAGAACAGTATTTCCTGTCCAACCTCTGTTTC
TCCATGGTGACCTTGGACCTGCAGGCTCAGCTGTGTCTGTGCATCCTGATCACGGCGTCG
GACGGAGGCATGTCTGTGACGGACAAAGCGGTCCTGGCTGTGGGCGTGGCGTGGGCCTGC
CTGACGGCGGCGGTCGGAGGCGTGGCGGTTCTGAAAGAAGCAAAGGTTCTGGTCTGGGTC
TACATGGTCCAGAACCTCCTCCAGCTGGCGCTCTTTGTGTATCTCATGTACGCGGTGGTG
GCGAGATGGTTCAGCGATAAGACGTACACCAACGAGGCGGCGGCGGTCATCGGAGCGCTG
CTGTCGCTGTTCATCAAAGCCGTGCTGCTGTGGGGGCTCGCCAGGCTGCTGCGGCGCCTG
GGACGTGGACCGCAGGAGACCGTGTCTGCATCCAGGAAGTGACGGCGGTCGGCGTCATTC
AGGGTTTCTCCTCTTCCCGAACATCCCTGCAGTCGCTGCGCCGGATCTTTCCGGACCTCC
TGAACACACGACCGATGCCGAA



>CL12415Contig1
TGTGGCTGTTTTATTGCAATGACATGTNNAGGNCCGGTTCCTTTAAAAAAAATTGCCGGA
ACAAAACAAAATAAAATGAACTAATCCCACATTTCTAACAAGTCTTATTTTCAAAAGCTT
AGCAAACATACAAGTCCACACAATTTCACTGATATTCATAAGAGGTGCCTGATTAGATTA
ATCTTTTTAAGTACAATTAAGAAGCCAATTTTAATTTATTTGTACAAAGTTATCAGTTTT
TATCTAGAAGTTCAGAGAAACCCAATTGAAATCCAGCAACTGTGAAATCCCAGTAGGTCA
ACAAGTTTTTAGACCAGTAACTGTCGATTACAGATGACATCAAACAAAGAAAAAACATCA
TGCAAGCCAAAATGTGTCTGTTGAATGAGGAAACACAGCTCTAAAAAGGCACAAAGAGAT
CATAAACTAGAAATAGTCATTGTATCTTTAAAACTGATGGAATCCAAAAACAACAACAAA
AAGATTATTTTATGGAAATGTTGAATGATGATATGGGGGGGGGGGGGG
>CL12416Contig1
GAGGCTGAAGATGGCTGAAGGAGACGGTTGGTGGGGAGGCTGGCTTCAACAGAGCTTCCA
GGCCGTAAGAGATAAGTCAACTGAAGCCTTGGAATTCATAAAGCGAGACCTGACTGAGTT
CTCCACTGTGGTGCAGCATGACACAGCTTGCTCTATTGTGGCAACAGCCACTGCTGTCAG
AAACAAACTTGCGGTGGAGGGATCCTCGGACACAACAGAAAAAGTCAAGAAGAGTCTGTC
TAGTTTCTTAGGGGTTCTCACTGATACACTTGCTCCGCCCCCTGATAAAACCATTGATTG
TGATGTGATCACATTGGTGGCGACGGCAGCAGGAACCACAGAAGTCTACGATAGCTCAAA
GGCGCGGCTCTACAGTCTGCAAGCTGACCCCGCCACATACTGCAATGAGCCCGACGGTCC
TCTGGAGCAGTTTGACAGCTGGCTGTCCACTTTCAGTCTGGATGAGAGGAAAGGAGACAT
CTCAGAGCTTTTGGTCAACAGTCCTTCTATACGAGCACTGTACACTAAAATGGTCCCAGC
TGCAGTGTCCCACTCAGAATTCTGGCAGCGGTATTTCTACAAAGTCTTCCAGCTGGATCA
GGAGGAGGCGAGGAGGGTGGCGCTGAAGCAGAGGGCGGAGCAGGCTGCACACACGGAAAC
CCTAGACTGGGAGGAAGAAGAGGAAGATGACTTCCTTGGCGGCATGTCGCCTCAGCTCAG
CCCACACCAACCATCAAACGGGGGCTCGGCTCACGCCCCAGCCCTGACTGCCTCCAC
>CL12417Contig1
CTTAACCCGGNCATTATTGCCGGGGGGGGTTGACGTTCTCTTTGCCGAAAATTCATTTTC
AATTTATCCTAGGTGTGTACCAATTTTGGTGAGTTTTCGGGTATGTGGCGGGGGTCAAAT
TTGAGCTCAAAACGTCCGTAACAAACAAGAAACGTAATAATAATAATAATAATAATGAAA
CAAAGCAGAAACAATATAGAAGTTTTTGCAGTCAGGTGGCCTATGTATTTCAATGCGGCC
TGTCTTTTACTATAGGCTGGGCATGTCTTTTTGGCTTTAAACCCGTCTTTTGAGGGCTTT
TTGGGGCTTTTTTGTGTTTTTGTCGTCATTTTTGCGACTACAATTTTGACGTTTTTGCGT
TGGTGTTGTGCGTGTGTGTGTGTATTTTTGTTGCGTTACACAATTGTCGTGTCGTTTTGT
GCTTTGGGCGACTTTTGACCCCATTTTTTGGCGTTTTGACGCGTTTTTTTGACGTTTTGG
ACTTTTTGAGTGTTCGACCCTCGTACCAGTTACAATATGGTCCTTGCACTCTGTGAGTGC
TGCGGGCCATAATAATAAAAAAACATTCGAAAAACAATATAGAAGTTTTTGCAGTCAGGT
GGCCTATGTATTTCAATGCGGCCTGTCTTTTACTATAGGCTGGGCATGTCTTTTTGGCTT
TAAACCCGTCTTTTGAGGGCTTTTTGGGGCTTTTTGGGGTTTTTGTCGTCATTTTTGC
>CL12418Contig1
CGGCACGAGGGAAAAAAGCTTTCTGACAGAAATGAAATAAATTAATAAAGTAAATTGTAT
TACCCTATTCTTTTTTATTATATTAATTTAGAAAAATAAAAACTAATATCTGACATTCAA
ATATCAAAGTTAATATCAAAACTTATAGCCAATGTTAAATAATATAACATAGACAGTAAA
TTATTAATTACTTTGAAGGGTCAATAGGATGTCATAAGACATTATTTTGCCCCTCCTGGC
TATGAAAACCTTGTAAAATCTCAGATGAACATACATTTGATGTTGCACCAAGAGTTCAGT
AGCTGATTCATCCAGATTTAACTGCAAAAACTTCTACTACTTTTGTGATCAGAATATTTG
TATTTACCTTTATGTTTTTGAGATTGATATGTTTTTGTTTATGCTGAGCTTTTTAAAAAA
ATAAACATTTCAGCGAGACAGAGAAAGATGCTGTTATCATTTTGTTTTTGCACCATCGTG
ATTTTTTTCCCCTTACAAACTAAATCCTTCAAGTGAATAAATCAAAACTGCTGTCTTTCT
GAAGTTTGTGTGTATTTCCAGGAGCTGTCTTTGAATGGTCTCGTGTATTTGGGGTTGTGT
TTTCTTGCTGGCTTTTTGCCGTACATCTACCTGCCAATATCGTCTTACCTCAACACGGCC
CGCTGGGAGCTGGGGGGACCAGACCACCATGTCCGGTCTGCTGACCCACCTGCTCAGAAC
TGAGTATGGCACCTTCAGTCTGGCAAAGACAGAGAGTTCAGTGAACCTGAGAACATTGCT
AAAGGCCCAGCTGGACCACTGCATGGCAGATCTTTCACCTTCTGTTGTGGCGCTGGCAGC
AGTAGGCCTTTTACTCTCATCGTGGGACAGGTAGGATGAAGAAGATGCCAACATGCAACA
CACAC
>AB033201 ID   AB033201   standard; mRNA; EST; 748 BP.
GGCAGCCACCAATAACCCCAACCGCCCCCCGNAGGAGACACGGACCGCCGCTGGGAGTCA
CGTGAGCATCCAAACCGTGACAACATGTCTTCTACGTCTGCTAGTTTTGACAAAGCAAGG
AAACCAGAGTTTTGGTGTTGGAGGCCGAGTACAAAACTGGGATGACGGACGTTTCTGTCA
CTGCTTTCAGGGAGGGAAAAGAAGAAGAGAGCGCTGTAAAAGCCCCGCCTCCCTCCGTCA
TCAGGGATTCTCCATCAACACCAGCAGTAATCAGTAGACGTGTTTGCTTTGNGTATTGCA
AACATTTTTCACATTTTCTTCATACATTAGCATTTTCTAAAANAGGGTCAAAAGATGAAA
TNCANNCAGANTNTCNAGCATGTAACTTAAAATATGGATTTGNTAACCCTNAACATGAAA
AAAGATNCGTAACTNTGAAGGTACGTTCNNTATTATCCATAACAAAATGAGTATATAGCA
CCAGTTTTTTGGCATCTTCTAAACCTGAGAATGTGTGAATTCCCCTTCCCCTGCGNTTCT



GACGGGATTNTGAACCACCATGTTTTCTCNTTCTGAGTGCAGCAAATTTCAAAAACACAA
CCTGTCCTCAACAATCCTGTTACGTTGTGGAGGAAAATCAGAGGACTCTTTGTCTTGGGT
CCCCCTCAAAAAAGTGTCTGATGAAGGTCTCCNCAGAGTTTGCTGGTGGGAAGGGGTGTC
TGTCCGTTTGGGGTTATTGGTGGCTGCC
>AB033202 ID   AB033202   standard; mRNA; EST; 553 BP.
TCCATAAGGTGCACTCCTTCCAACAGTTTATCCCGTCTCAACTGAATTGTTACCTTTTGA
TCGATTAATGTCAGGGTAAAGTCTCTCAATCAAGTGAGTCTAAAGGAGTTGTTAAGCTCA
GTGGGGATCCGTTATTGAAATGGAAGACATTTCTGGAAGCCTCTCTTCTCCGCAACAGTT
TGTCTTGTGTTTAGAAACGCTGAGTTCACATTTGCATCGGCTTTGCAACTTTTTTGCCAN
CATTTAACTCGTTAAAAATATTAAGATAAGAACGTTTGTAAAAACCAAAATAAAAAACAA
GCGGAAAATTTGTCAATGAAAGCTGTCAAAACAATAACTTTAGTAGATTTATAAAGTTCA
CAGTAAGCGTGTAAAGACTGACCAATTTAGTTTCTGGGACTTAAATTAACCTTGAAATGG
TGAAACTGTTATTTATGCTGATAACATTTTACTTGAACCCTGCTTTGGATCTGCATTTAA
AATGAACCTTCTTACATCTTTGCCTTAAGAGGGGAGATTTGAAGGGAGTGTAGGAAGGAG
TGCACCTTATGGA
>AB033203 ID   AB033203   standard; mRNA; EST; 547 BP.
GCCTTGTCCTTGACAGCTGACCCACAGACCCAAGACTGGGCTTATTAGAGTAACCATGTA
CGAGGGAAAAAGAATCATGGCTGATTCTGGAAACATCTACGACAAGACATATGCCGGCGG
GCGGCTTGGCTTGTATGTCTTCTCTCAAGAAATGGTTTACTTCTCAGACCTCAAATATGA
ATGTAGAGATACATAAGGTGTAAGGAAGAATATTCCAGTTCCAAAGGGACATGAAACCTG
GACTGATTTCAACCTTTTTCCTTAGAGAAAATGCACATTGGAGGTGTGTGGAGCATGTAG
ACTGGTCATGAGGTAAAGTGACCTCAGAAGTTAAAGCCAAATGAAAGTTTGTTGATTAAA
ATGTTGAGCACCGCTCAGAAGAAATGGATTTCCTCAGTCTCTGCGGAAGGAGGACTTCTT
TTTATGCTTTGCACACCTGAACTTTTATTCCTCTATTGGTGAGGAAGAAAACGAAAGAGG
TTTTTGTACTTTTATGCTTTATTTTTAGCATTACCATTCATCAGCTGTCAAGGACAAGGC
AAGGGCG
>AF072197 ID   AF072197   standard; mRNA; EST; 348 BP.
GGCCTAAATGGTGACCTCGTAGGACAAGTAAATGCAAAGCAGAAGGGTTTCATTATGGAG
AAGCGCAACAACACTGTCCATATAGGCATCCCATACAATGCTGTAGGAGGGTACAGGAAG
ACTTTAGTGAGCGGTGGCATTTTTGAGTTTCGCATCTTCCAAATGTACTTGAAGCAAGTC
TTGGTGGATGAGTACCAAAGAGAGACAGTTGTCAAATTTCATAGAACTTTGGTCACTCCC
CTCACACCTTACCCACTGGTCACAGAAGACAAGACTGTCGTGCAAGAAGGAATGTTCACC
GTATATCTTGGCAATGTCCCGGACGATGTGGACTTGACATCTATCCAG
>AF072201 ID   AF072201   standard; mRNA; EST; 493 BP.
CTGGTGTTGGGGAGCCTTGGAGATGCCTTGGGATACCTTGGGCATATACAACACTTGCTG
TTGCTGCAGCAAGGGCACATTGGTGACATACACAGCCTCGTGCTGTGGAGACACCTCAGG
CATGTGCACCAGTTGCTGCTGTGGTGGAGGCACCTCTGGCAGGTGCGTCACCTGCTGCTG
CTGTTGTTGTGAGGGCACCTCTGCCTGCTGCTGCTCTTGTGGGGGCATCTCTGGCATGTG
CATCCCCTGCTCTTGCTGCTGTTGTTGTGAGGGCAACTCTGGCATGTGCATCCCCTGCTG
CTGCTGCTGTTGTTGTGACGGCAACTCTGGCATGTGCATCAGTTGCTGCTGCTGCTGTTG
TTGTGACGGCAACTCTGGCATGCTCATCAGTTGATGCTGCTGTTGTTGTGACGGCAACTC
TGGCATGTGCATCCGTTGCTGCTGCTGCTGTTGTTGTTGTGAGGGCACCTCTGGCATGTG
CATCACCTGCTGC
>AF072206 ID   AF072206   standard; mRNA; EST; 440 BP.
CTTTGGACACACCTTGCACTTGCGACTCTTCTTTGGTTTTGGTACCTTGGGCTTCTGTGG
AGGCAACTGGGGCATATACATCTGCCAATTATGGTTTGGGGGCATTGGAGTCATGAATAC
ATGTAGTACCTCTTTAGGTTGCTGCAAACCTTTGGACCCAAAAAGCATCTGCTGTTGTTG
GGGTACAGTGGGCATGTACACCTGTTGCTGCTGTAACTGAGGCTGATGTTGGGGCACCTG
TTGCCAAGACTGACTAGACATGGTCGCCTGCCGCTCACCTGTTCCTTTTTGCAAATCAGG
TGTGTACACTTGTTGGTGGGGCATATTGTACTGACGAGAGAGAACCTTAAGTGAGGAACT
ATGCTGTTCAACAATGACTGGCGTGTTCTGCTGCAGCACCTTGGTGGCTGTATACACCTG
CTCCTGTTGCCGTTGGGTCA
>AF072209 ID   AF072209   standard; mRNA; EST; 342 BP.
TTCGGACTACTTTCAGACCACAGTGGGAAAACGCCTGATGACTCCTAGTCTGGCTCAACA
CTACAACTACATGGAGAATGGCACTCACTTTAGTTTCGTTGTGCCATTTTTGTCTTCTGG
TGCTGTGGTTGAGGCTATAGAGTCATCTTCCATTAGGAGCAGACTCAACGTGATTCTGGT
TAATCCCCAAACAAATGAACACCTGAAGGACTTCTCCATGGCTTGCAACTTTCCATCAAC
ACTTACTGAATGTTTCCCAAATGGAACAATGACTGCACTTGCTGTAAAACTGGAGTCAGT
CCCTTCTTTGGACCCTAGTGGGCTAACTCTCCGAGACCACAG
>AF072210 ID   AF072210   standard; mRNA; EST; 508 BP.
TACAGCAACCAGTCGGATGACGGTTCAGACGTTGAATCCAAACGACGTTCCAGTCCCCTG
GTCACCATGTTCGCGATGGGCAGGACAAATCTGCAAAGATTTTTATAAATTTTGACCGTG
GAGTTGTTGCCATTGATGGTCAATCTGATACTAAAACTAACGGCTATCATGGCAAATGGG
AGGGAGAAACTGAGGGACCACAAAGTCAAACTACCAACCCAAGTACGATCAATCTGCAGG



CTCTGATGACTCTGGACAAAGGTGCGCTTACAGATCTGCTAAAGTCTCACCATCAGAGCA
GAAGGCCTTCATACGTTCAGAGTGGTTGCATTGGTCAAGCAGGTGACTGTTCTCAGCAGG
CCCGTTACTTCCCAAAACAGGACTCATACACTCCATATGCTGAAGCAACTTCTGTCACCG
TTCCTTCAAATGCTCAGCAGCACTTCTTTGAGTCGAGGTCTTACCATATATAAGAGGTCA
TCGAGGAACCTCGGCTGACGAGTTCAAA
>AF072214 ID   AF072214   standard; mRNA; EST; 230 BP.
CTCACAGTTGAAAGAACATTATTAAGCACAACAAAAACCAGATAAAAACACGTTTTTGAA
ATAAAAAAGGAGAAATCTGAAAGATCAAATACATTTTTGAAAACCAAAAAAACAAAATAT
CCAAAACGGTCCCAGTATTTCACACTAAACAGAAGGCAAGTTGTCTGATGCAATGATAAG
GACTATTGTCACACGACGAAGTTGCTGTTAGCAGAACATCTGGTTTTTAA
>AF072215 ID   AF072215   standard; mRNA; EST; 296 BP.
TGAACGGATGTTCAAGATGGCTCTGGGGCACTTTGCTCTTGACGTAGTCCTGCTGAACAT
CACCTTTGGCTCTGAGGCCTTGTCTGTGACTGACTGCATGGCTAGAGGCTTCAACATCAT
GGAGCATTTGTCCCACAATGACACCATGAGGGTCTATAGTCTTCAAGTACCCTTCACAGA
CCCTGCAGTGTCAAAACTGGCAGGAGAGGGTGTGATTGTTTACTCACTCCACCTAACCTT
TGGCTTGCTTGTGTTGGACACACTTGCTCCTTTTTCTCATGCTGCTTACTTGGAAG
>AF072306 ID   AF072306   standard; mRNA; EST; 363 BP.
CTGGAGGCACAGTTGACAGTTCCAATGCTTCCTTGGGGACCCCCATCACCACACTGGGAA
CCATCGCTACTCTGTCCAGTCAGGTTATCAGCCCCTCGGCCATAACTGTTTCGGCTGCAC
AGACGAGTCTGACTTCTACCCTGCCCTCCTCTGCTATCACAGTGCAGGTAAGAGACCCGT
GTTGATCACGGTTTGCACATTGCACTATTGCAACGAGGTCTTTGTTGATTAAACATTATG
GTCAACAATTTTTAGAACCAGCCAACACAAGTGACTCTGATAACAACTCCTAGTGGGGTG
GAAGCCCAACCAGTTCAAGATCTACCCGTATCCATCCTGGCTTCACCCACCTCTGAGCAG
CCC
>AF072307 ID   AF072307   standard; mRNA; EST; 322 BP.
AAGACGACCCCGGAAAGGGCTCTTATTGGGCTATTGATACCAACCCAAAGGAGGACGCCT
TGCCCACACGGCCAAAGAAAAGGCCTCGGCCTGGGGAGCGGGCTTCCACACCATACAGCC
TGGATTCAGAGTCTTTGGGGATGGACTGTATGATCTCTGGAAGTGCCTCTCCAACGCTGG
CAATCAACACTGTGACTAACAAGGTGGCATTGTACAACGCAGAGCAGGAAGGGAGCGATG
GCCCAAGAAGCAGCCTTAACAACAGCCTGTCTGACCAGAGTCTGGCCTCTGTCAATCTCA
ACAGTGTGAGCAGCGTTCACAG
>AF072308 ID   AF072308   standard; mRNA; EST; 489 BP.
CTCCCCACTTGTTCCAGACCTCTGAAGCGAAATCTGACACTGTTTCACAATGACTTGTGA
CTTAAAAAAAAGGTTCCAAAACGCGATGCAAGTCCTGAAAGTTCAGTCTTTATGCGCCAA
CCCTTGGGGGCAGCGTAGATGAGTCTCCCTGATAGGTGATTAATATTGCTTATCAATGCA
GCATGAAGGCAAATTCCAGTAAACCCTAAAGGGAGGATTCAGGGAAGGATGACAACACCT
AGTGCTCTCAACACATGAAAACAGAAAGTGACGTTATGCAGATTCAGGAAACGGTACTTT
CCTTGCCTCTACATCCAACTCAAACACGATTTCTGCGTTTAGGGGCCAAAAACCTGCCCG
CTACAGGTAAACCATAGAACCCAAAGAAGGCACACGAGTAATCCGCTGTCCCCACGACCA
CATTCAGCCTCCAGATGAATGTATTTCAGTCCGGCACGTGGAGGGACGTCTAGTGCGTTC
AACCCTTAC
>AF072310 ID   AF072310   standard; mRNA; EST; 394 BP.
TACAGGACAGCACTGCGCCAATAGAAATCCAGTACAATGGAGAAAAAGGCTCCTGCCACA
AATCCTGTGGAAATTATTGTTGGGGACCAAACGAGCATCAGTGTCAGATCTTGACTAAGA
TGGTGTGTGCCCCGCAGTGTAATGGCCGCTGCTTCGGAACCAGCCCTCGGGACTGCTGTC
ACGTAGAGTGTGCAGCAGGATGCAGAGGCCCTCTGGATTTAGACTGTTATGCGTGTCGTC
ATTTCAATGACTCTGGAGCCTGCGTATCTCAGTGTCCCCAGTCTCTCATCTACAACAAGC
AGAAATTTCAAATGGAAACCAACCCCAATGCAAAGTATCAGTATGGTTCAATCTGTGTGT
CTCAATGTCCCACTCATTTTGTGGTGGATGGAAG
>AF072311 ID   AF072311   standard; mRNA; EST; 692 BP.
GAAGAACAGTGAAGATCTGAGAGTGCCAACAGGGATGACATGTTCTGATCAAGTCTCCAT
ACGCATGAAGGCCTGAACTGAGAATGCACAGAAACGTGCAGGTGCAGCAGCGGTTACCTG
GTCGATTCCCCCTGGGGAGAACATGACAGCAGCCAGAACCAGCAGGCTGTGCCCCTCCAG
CAGCAGGCTGCTGAGGGACGCCTGGCTGCCCGGCAGAAGCACCTGAGCACAGGTGAGGCT
GGCCTGAAAGAGCAGTTCAGCATCTGGACAGAGAACAGCAGAGAAACATTAGCATGGTCC
TTTAGGCATGACAAAGAGCAAACCCAACATATTGCAGAAACATTTCCACCTTTAGGTGAT
GTTTTTTGTCTTTAAAAATATTAGCATTGCAGGTATGGTCAAACAAACATCACACAGTCA
CTTGTTTAATGACACAACATGACAATGAAGGTCTGCAGAGAAAATCTACCAATGTGGATT
TTAATTTACCAAAATCTGTTTGACTTCTTGGTTCATAAAAATAAATAAGTACAATATGTT
TGAGCAATTTTTCATAAATAAATCAGAGAAATTGTCCATCTTTTTCCCCACACAAAGTTT
ACTCAAATGTTACTGTAAGACAGAATGGACAAATAAATAGACATCTGTGCTCTAATGTCA
TCGTCTTTCTGACTTCATCTGGACAATTAGAG
>AF072313 ID   AF072313   standard; mRNA; EST; 444 BP.
TAGCAAGGGTCGTGTCTGTCGTAGATGGGTTTACTGACAAAGGTTTCTTCGTCGGTGTTT



ATCGGATAACATGGATACTGCTGAAGAAGCGGATATCTGTCGTGTGTGCCGTTCTGAGGG
GACCCCGGACAAACCCCTGTACCACCCCCGTGTCTGCACTGGCAGTATCAAATTTATCCA
CCAGGAGTGTTTGGTCCAATGGCTGAAGCACAGCAAGAAAGAATACTGCGAATTATGCAA
GCACAGATTTGCTTTTACGCCAATCTACTCTCCAGATATGCCCTCCCGTCTGCCCATTCA
GGATATTTGTGCTGGCTTGCTGACCAGTGTGGGCACAGCCATTCGCTACTGGTTCCATTA
CACGCTGGTTGCCTTCGCTTGGCTCGGGGTGGTTCCTCTCACTGCATGTCGCATCTATAA
GTGTCTGTTTACCGGCTCTGTGAG
>AF072314 ID   AF072314   standard; mRNA; EST; 499 BP.
GCGGGATCACGTGAGCGGCAGACCGGTCGCTACGGTCTGGATGCTTAGTTTCTCCGCTGA
TTTCAGCCCAGATTCGTTTCTAACACACATGTGAGGAAAACGAACCTGCTGATGCGTTCA
AGGAGCCAAAGCAGACTCAGTAAAACGTAGTTTGTGTCCACGAACCGGTAACTTTCCAGA
GAGCCGACCCGCGAGGGATCGTTGAGGTTGCAGCGGTCCGGTCATGGACATCGACGCCGT
GATGAGCCGCTTTTCTGGACCCATGTTTAGCCGCTACTGGCAGCACTACCATCAGGCCAT
GTCCTGGCAGCAGAGGCACAGGCGCGCCTACCGGAAGGCGGTGGAGGCCGCCGGCGGGCC
GCTCTGCTGGCAGCAGCAGCGTCCTGACGGCGGGCGGCGCTACGAGGACTGGCACGTCGA
AGACGAGGAGGAGGACGATGGAGAGGACAGCGGCTCGGAGATCGAGTGTGACGTCAGCAA
CATGGAGATCAGCGAGGAG
>AF072317 ID   AF072317   standard; mRNA; EST; 443 BP.
GCCGGGGTTCATCCAGAGCCTGAAAGTCCCGTCCCAGTTTGGTAGGAGCGCCTCGCTGGA
GCAGCATCACCATGCCCAAAGTTTTGGTGCCAGGTCAAGAGAAGACCGATGACAACATGA
GGGCCATTGCCGAGAAGGTCTTCGCATCGGAGACCAAAGACGAGAACACGCGCGATGAGA
TCTCCATGTTTGACGTGGCCGAGGACTGTCCGATCATCCACCACGAGATGGCCCACCACC
TGCACACCGACGACAACGTGGAGAAACGAAAAAGACTCCAGCGCAGTCACACCATCGCTG
TAGCCTCCGGTGGTCCTAAGGCTTTTGCCGCCCCTGCTGCACCTGTGGAGATGGACACGC
CCACTTACCTGGAAGTTCCTGATTTCCAGAGGGTGGCCAACCTCGGAGACTACGCTTCTG
GGGTGACCATGGATGACTTTGAG
>AU167028 ID   AU167028   standard; mRNA; EST; 663 BP.
GTTAATCTACTGTCACGTGCTGTATGGACCTCCAGGTTGAACTTGATTTTTAGAGATCAC
TGTAATGCAGCAGACTACAATGCAATGTGATCTGACCTTCAAAGGGCTTATAATGATGAT
GTGTCCTGCACCGGGACACAACCTTACAGCCCACCTACATGCCGATCAGCATTCAGTCCT
GGAGTTCTCTACCAGTCTGTTTGACTTTGTCCCTTGTACTAACTAACTACCCCTAGAGAT
TGTTCATTAAACCCGTGGGCCTACAAGCTGCAACTGGAAACAGCTGGTTGACTACAACAT
ACCAGAACTTGGCACGAACGCACATTTATTGTTAGAAGATTTGATAAGCGACATTTAATA
ATTTAGATAAGCTGCCTGATGTGTTTCTTTATCAGGTTTCTCTTAGAGCTGGTCAGATGT
GCTACTCCTCCTCAGTGGTAAGCGACATCTGCGTAAAGGCAGAGATGGAATATTTGATGT
CAGATGTCAATCGCACATAATTTTGTGATGTTTCCTTCCAGCCAACTGTTAAACTTTTCA
TCGATGGGAAGTTTGTAGAATCTAAAACTTCCGAGTGGCTTGAAATTTACAATCCAGTAA
GTATTTTGTGGCCTGAAGGCATTTAGCCTTGGAGTTTTTGCAGCATATCATGCCACAATT
TCC
>AU167031 ID   AU167031   standard; mRNA; EST; 565 BP.
ATTTTCGCACAAAGCCCCATCAAGCGTCATGCCCAAAATAATCTCGGACTCATTATGGGA
GCTGGCCGCCGCGGAGGTCCAGCATCAGGAGAGCGAAGAGGAGACGGTCAGCTGAGAGGA
CCGTGTTCCTGATGGGCAGCAAAGCTGGGGGTAAAACGTCAATTCTGCTCCGATGTCTCG
AAAGGGACGAAGCACCCAAACCAACTCTGGCCCTGCAGTACACATTTGGCAGACGAGCTC
GAGGACACAACACACCTAAAGACATAGCCCACCTGTGGGAGCTGGGTGGAGGGACCTCTA
TGTCAGATCTGGTTCATATACCCATCACTTCTGTCAGTGTTAGTTGCCTTTCTGTCATCC
TCGTCCTGGATTGGTCTAAACCCAATGATCTTTGGGTGACCATGGAGAAGCTGCTGCACG
CTGTGCAAACCCAGGTGGATAAAGTCTTTTCCCAAGCAGCACAAGCACATAAATCAAAAC
CTGGAACCAAAAATCAACAGTTTGTCCATCCAGCAGCACGTGTTTTACCTAAAGACTATC
CAGACAGATAGCTCATCAGGCCATT
>AU167039 ID   AU167039   standard; mRNA; EST; 635 BP.
CATAATTCATGGAGGGCTGCTATATTTGGACCTGGGGAAGGAAACTGGAAAGGGCGCAGC
GGCAGGGTGCGCTTTGTTTGTTCCACGCTCATGAAAGCTGCCTGACTGATGCTGCCTGTT
TTCCTGAAACGCGCTGCCTGTCGCACGACTGTGTGTCTGTCTCCAGCTGCGCGCGCGCCC
ATGTCCACTGCCCACAGATGTGCAAAGCACCTGAGCGCAAAGAGGCCAACTAAAAGGCTG
AAGTCACCTGGAGAAGCTGGGGATGCAGATGGAAATAAAAGAACTGCCCGGGGATTTCTG
AGAGTTTTCGTTTCCATTTTTTCAAATGGCGGATTATTTTCCATTAGTGTCACTTTGGCG
GCAGCTGGAGGCCCGAGGCAGCGGAGGGAGACTGAAGGTGGAAGCGCGCGGAACCCCCCA
CAAGAAGCGCGTGTCTAAGCGCGAACCCCCGCGCGATACTCAGTAAGGAGGCGATAACAG
ACAAACAACAGCGGGGCTTCGCCTCCTGCTTCAGGCGGAGGTGCGGGACTCTCACCCTGA
TCGGGATCTGCCACCCGCCCGCAGAAACGGCCCACAACAGGACAGGAAAGTAGCAGGTCT
TCCAGCAAAACCCAGAAAGCCCGGTTTTCCTTCAT
>AU167040 ID   AU167040   standard; mRNA; EST; 675 BP.
CGCTGCTCGGTGGGCTTTCTGTCCCGCAGAGAGCTGACGGGGCAGCCGCTCCTGAAGGAG



GAATTCCAGCGGCGCAGGCTGGCGGGCTGCACCAGCCTCTACAAGAAAGACATGCTGGGA
CACTTCGGCTGCGTCAACGCCATCGAGTTCTCCAACAGCGGCGGAGAGTGGCTGGTGTCC
GGAGGAGACGACCGGCGGGTTCTGCTGTGGCACATGGAGAAAGCCCTCCACGGTCTGGCC
AAGCCGGTCAAGCTGAAGGGCGAGCACCTGTCCAACATCTTCTGCCTGGCCTTCGACAGC
TCCAACACCAAAGTCTTCTCCGGCGGAAACGACGAGCAGGTGATCCTTCACGATGTGGAG
AGGAGGGAGACCCTGAACGTCTTCCTGCACATCGACGCCGTCTACAGCCTGTCCGTCAGC
CCCGTCAACGACAACGTCTTCGCCAGCTCGTCTGACGACGGCAGAGTTCTCATCTGGGAC
ACTCGCGAGCCGCCGCATGGAGAGCCCTTCTGCCTGGCCAGCTACCCCTCAGCCTTCCAC
AGCGTCATGTTCAACCCCGTGGAGCCGCGGCTGCTCGCCACCGCCAACTCCAAGGAGGGC
GTTGGATTGTGGGATATCCGCAAGCCGCGCAGCTCGCTGCTGCGTTACGGCGGCAGCATG
TCCCTGCAGAGCGCC
>AU167042 ID   AU167042   standard; mRNA; EST; 687 BP.
TTTTATTTTAAAAAAAAGGATTAGATTCATGATAATAAAGTAATGGAAATGTCATATTGC
ACATAAAATTCAGTTGTATATATTATACTTAGCATATCACTGTAAACATTATGGTAATGG
AAAAATGTAGATTAATTGTGTTGTACATTAAAAAATATATTATGTGAAAATCGTTTTTAA
GTTTCCTTTTTTGAGGCATGTTTTCTTAGTCTGTGAAATTACAGCTCAGGTTCACCAGAG
TCTTGTTATATTTACAAAATACTGTAAAAAAAAAAAGTTTATGGTGAAAATATTTCACCG
TGGCACATAAAATATTTTTTTGACACTGACAACATAAAAAGTCAAAATTTGAATGTTGAC
TTGTAAAAATGTTGACTGAAATGCAAAGAACAAAACAAATTTGTCATTTTTAGGCATAAC
ATGGATTAACATACAATATATGTGAGCATATCTAAATCAAAACATAACCCATTTGCAGCT
TATTTGTGTAACAGAAAAAATGTTTTGATTTATAGCGTCACAAAATGACGTTTTACAGAA
AAGCCTAAAACAAAATATTTGAGAACTGCAAGTGGTTATTGTTTTCTTTACACAGAATTA
TTTTTTTCCGAGCCTATTCCATTTACCTGCTACATAAGGACTTGTGTACACTCAAATCTC
CTGCTTGCAGTCTCCCTACATTGGTAG
>AU167043 ID   AU167043   standard; mRNA; EST; 674 BP.
CAACAGGGAGCAGTGGGAAGCTCTGAAGAACAAGATCGGAGTCACGCTCAATCGGCGGCT
GAGTCAGAGGCCATCAGCGGAGGAGCTGGAGCAGAGAAACATCCTCCAAGCCAAGAACGA
GGCGGATCGGCGGCGGGAGAGGTCTGAGATCAAACGAAGGCTCACCAGGAAGCTGTCCCA
GAGGCCCACCGTGGCCGAGCTGCAGGCCAGAAAGATTCTGCGCTTCCACGAGTACGTAGA
ATGCACCCAGGCTGAGGACTATGACCGCCGGGCGGACAAGCCCTGGACCAAACTCACGCC
CGCCGACAAGGCCGCCATCCGCAAAGAGCTGAACGATTTTAAGAGCTCAGAGATGGAAGT
TCACGAAGAGAGCAGGATTTACACCCGATTCCATCGGCCGTAGTTCAGCTACAGATGGGA
GAAGGAAAAAGGTTTTCTCCTGAGCTCCTCAACTGCAGATGTAGCGGCCGAAACCTCTGG
AGGTGCCAACGCCTGCCACTCACCTGGACCCGCCTTCATGCTTTCTAAATGCAGACAGAC
GGAGCAGCTGATCTGCCTCCTGGCCCTCAGAGGCTCCGACAAATGTGACGGAGATGCTTA
GGACTCAGCCGAGCCGCGTGGAACACTGGTTTCTCCAATCGGAATGTTTTACTGTATTTT
TGCTGATCAGCAGG
>AU167046 ID   AU167046   standard; mRNA; EST; 298 BP.
CCAACGCTACTTGTCAGAGAAATACACAAGCCGCGTTGGGATTAGCAAATATATAGAGCA
GAGATGCGGGTATCATCTTGGTCAACAGTGAAGACGCACTTTGTCAGCCTATACTGTCAT
TGATCCCCACCATTCTAGCGTCTTTACGATCATGTCTTACAAAAGACAGTTATCATGTCG
CTTGACAACTAAAGTTGTCTGAGTTAGCTAAGCTTAGCTAGCTAACACTTCGACAGCATA
AGACGCTGTTGGGAACGCCGTGTGCCCGCTGTGTCAGATCAGTGTTGATCTGCTCGAG
>AU167047 ID   AU167047   standard; mRNA; EST; 475 BP.
TTTTTTTTTTCATAGTTTGTAATTTATTCCATTACAGGCAGGGGGGGGGGGGGAATCAAT
TACATTCTTATTGAGGGACAGAAATAAAAAGATGCAACCAGATAAACATGGACAAGACAC
AGTTGAATTATTCTTTTCAATGCTGACTAAATTTACCCATCTGCCAATAAGCTGAAAAAA
CATTTTGTAAACATCAATATTGATATCTTTTAATATAATTTTCATCTTGATATACATTTG
TTCTCTACATGATTATTGGAGTTTATCATTTCATAGACACCTGCAGAAGTAAGTACACAC
AGAAGACAGTGCAGTACACATCACCGTGCAACAAACTGCATTCTTCAGGTGATTTTTCTT
TGTGTGTGTGTGAAAAACAAGCTGCGAGCTAAGCTACAGCAGTAACATCAAAGTGTTTCA
GACTGTAAATGGCTGGAACTGTCTGCCGTGCGTAACCTCAATAAATCCTGTTCCA
>AU167048 ID   AU167048   standard; mRNA; EST; 666 BP.
GCGTGAGGCAGTGCGTGCGCTCGCGTTTAGGTGAATCCACAGACCCTCTGGCTCGCACGG
ATAAAGGATCCTGCCTCTCCTCGCCTCTTTTTGACCGTGTCTTTACTGTCCTCCGTTGCT
CGTCGCATCCCTGCTTCACCCGGTCCACAGAGAAGGAGGGAAGGGGATTAACGGGAGGAG
AGCAGAGCGGGAAGACTTATCCTCCCATTCTGCACGCCCAGCCGGTGTTGGTGCTGATGC
TGTAACCACAGTGAGGAGCGGACACGCCCTGTTTGATGCTCTGAAGTGTTCGAGTGGGAA
AAGCACAAGTGAAGAAGGTCGCCAGCCATGGGGAACCTCATTAAGGTCCTTGGCAAGGAT
TTAGAGAACTGTCCACATTTTTTCCTGGACTTTGAAAATGCCCAGCCCACAGAGGCGGAG
ACGGCCGTGTGGAACCAGGTCAGCGCCGTGCTGGAGGAGGCTCACGGGATCCTGGCGGAG
CTGCAGTCCTACAACGGTGCAGGGCAGGAGATACGAGAAGCCATCCAGAACCCAGGAGAC
CTGGCTCTTCAGGAAAAAGCCTGGAATGCAGTCTGCCCCCTGGTGGCCAAGCTGAAGAGG
TTCTACGAGTTCTCCCTCAGGCTGGAGAACGCCCTGCGCAGCCTGCTGGAGGCGCTGACG



AGCCCG
>AU167049 ID   AU167049   standard; mRNA; EST; 685 BP.
CAGAGCGGTTGAGCAGTGCCACCCATTGTGTTGGAAGTAGACAGTCAGGTGTTGAAGAGG
AACTCGTCTCAAAGTGCTATCAGCAGACGTGCATCAAGATTCAGAATTACTGGCAAAGTT
TGTGACAGATCTAGGAGTAGAGCCCTGCCAGTGACCAGAACCTAAGGACCTCTTCAGACA
TGGTTTAGCAAACGCCACACAGCTGCAGGCCGTTTGCCAGATGTGAGGGGCACTAGGGTT
TCCAGACAAACCATTCACAACCGACTCCACCGCTTTGACTAGAATGACAGATGACCGCTG
CAGGTGACTTCACTGACACAGAGACACCGCCATGAATGTTTGCAGTACAAGACCATGTGA
CCTGGACAATGCTGCAATAGTTTACCGTCCTGTTCCATGATGAGCGTCGGGTCACCGTGG
ACAGAAATGGTCGTCAGCGTGGCTAAAGAAGGCGAGGTGAGCAATATGCCAAAGTCAACA
TGGTTTCCAGGGTTGGCTTTGGGAGAGAAGTGGAACAGTCTGGTCAGGCATTACCAAGTT
GTTGTCGATGTAACTCCACATTCTAACCTCAGTGACATCATAGGACCATCATCATCCTCC
AATTCCATCATCAAACGCCCAACTTTCTGTTCATGGTGGACAATGCTCCACCACATGGTG
CCAGAGTTGTCAGAGTTGGACTTCA
>AU167050 ID   AU167050   standard; mRNA; EST; 658 BP.
CTTTTCCAGTGACAACGAGGACGACAGAGACGTTGCAAAAAAGGTGACCAGTGCTCTGGA
GAGGGTCACGTCAGACTACCACTCAGGTTCTTCCTCTGATGAGGAGAGCACACGGAGCTC
CCCGCTCTCCAGCAGCCACAGGCCTCATCAGACGATGAACCTGGCTGCTCCTGCGTGGCA
CCATAAGAAGATAGCTGCGGGCAAATGCCTAACACTCCCTCAGCATCACTACGGCTACCG
GCCTGCTAGGAGGGCCCCCCACGGCGCGAGACGCGGCCTTTGGGTCCCCCCCGTCTATGG
AAACAGCCCTGCATACTGGGACGCCGATCACAGATTGACACACTGTTAAATACAAATCCT
GGTGCTTATTATTCACACTGGAGACGACTTTTAAAGGATGACCAACTTTTTTATATTCCT
AATATTTTTTTATTAACTTAAATATTTTTAAAGGTCTTTTTGCACTTTAGAAATCTTTGT
TGTAGTTTGAATCGACGGTCAAATTAGGCTGAAATTGGATGAATAAACTGTACTGTACTT
CATAGCATAGCTGCATTCATGTATGGCACAAATATTTTATTTATTCCTTGAAAAATCATT
AGGCAGATAGCATTCAAGTCAAGTTATTTTTTAACCTATGAAAAGAAAATTGTTTGTT
>AU167058 ID   AU167058   standard; mRNA; EST; 657 BP.
GTCTTTCTCTACTTTCATTTGTGACATTAAAAACACAGCAAACCTCTCAGAAATTCAGAC
TCTAAACTTTCCTCCTTTTTCATTATGTTTTCATCCACTCAGAAGGAATCATCATTTTAT
TTGCTGTGTTCCTCTGACGATACGTACAGATGTTTGGTTAATAAAGTTTGTTTGTAGAAA
AACATCTTTAGAACTGAGCAGTGAGTTCTGCATAAATCAGATTATTTTGGACCTTCTAGT
CTGAGGTGTTCTGCTAAATGGACCGACACCATAAAGCAGGAGGAAGTGTGTCCGGACCCG
TTTGACCTGTGACACCGACAGCCCCCTGCAGCTGTCCGGAGGCGTCCTGGAGCGCTGGCA
TTTCTGGAACCAGGAATTCCAGAGTGGAAATAGACAGAAGACTGAGCTCCTGCAGTTCTG
AGTTTAGGACCGACAAACATCTGCAGCCCCGGGTTGGACCTGCACACCTGTTGAGGTTGT
AATGTCCTCCTGCACACAGGTTCTTCAAACACATGGAGGTGAACTGGCCAAAGACCGGTT
CTGAGATGCGCACCTCCTCCTCTAACCTCGCTTTAACTCCACACAGATCCGTCCCGGTTC
TGTTGGGTCCTGGGAGAACTTCACTGAAGTTGGGTCTGTCTTAGTGTTGCAGGCCGA
>AU167062 ID   AU167062   standard; mRNA; EST; 662 BP.
TTTTTTTTTTTTTAAGCTGATACGTCAGGAAATGTTCTTGGATGCTGAAGGCGTGACGTT
GCCGTTGGAAACGTGTCTCTCTGTTTTTTCCAATATGGTGATGGTGCTGCTGGGACTCTG
AGTGCTGAAGCCAGAAGTGTCCACAGAGGACAGGGAGCACAAGGTGGTGAAGGAGTCAAG
CGTCCATGTTGTCTCCATCTAAGTGTGTCTTAAAATCAATGGAGGCTAAAGCGCAGAGTA
TCCATTGCTAATCCATTTCAGTGGGGAGACCCTTCACAGGAGCATCCAGTCTCACTGTGT
TCATGGGAAAACTGTTATACTTGGATGTGCGTCCCCTGGGTCTGCAGGCTCTGCACGCTG
GACAAAATCTTCTTCTGATGGCCAGCCAGAGTCACTCCCATCTTAACCAGCTCACTGACA
CTAATGTAGAGGATGGAGTCCAAGCTGACGTATCCCGAACTGGAGAAATTCTCCTTGTAC
TGGCCCATCTTGATGGCATCCAGCCACTCATCCACAGTACTCACGCTGAACTCTGGGCTG
GACGGGTCCTCACATACTAGGCTTTTAGCCAGCTCTCTGAGGCTGGCTGGGTTTCTGATA
AGTTTGTCCAGAATTGTGACAATCTGTCCAAACTTTGGTCTGTCACTGCGGCTCTTCTCC
CA
>AU167068 ID   AU167068   standard; mRNA; EST; 492 BP.
CAGAAAGTGGATGAAAAAAACTGTTTAAATAACACATTCAAAAATAGATTCACCAGATTT
TTTTTAAATATCTGGGTTTCTTGTGTAGCACTGAACATCCTTTGTTTATATTTTTTTAAT
TGACGGCACTTGTTTCCAAAGTCGGAAATGTGAGACTCTACTGGAGTGGCACTTAATATT
ATTATTATTAATAATGTGCAGATGTTTTTAAATATTTCAGCTTTGAATCCTACAGCTAAA
TCTTTAACTAAAAGCTATCAGGACTAAAAAGGGTAGATAAATAAAAAGGGTTATTAGAGA
GAGGATGAAGTCCTCCTTTATTATTCGCTGCATGGCGATGAGGAAATGACTTTTTTGTGG
AGTTTGAAGATTTAACTTTCACATTTTCTAAGCACTTGTAGCTTTTATGTGTGTAAGTAA
ACATTTGTACTTTAAGTGAACAATTAAGCAATTAAACTAATTTCTAAAACCAAAAAAAAA
AAAAAAAAAAAA
>AU167075 ID   AU167075   standard; mRNA; EST; 670 BP.
CGGACATTGGCGGTTGTTCGGGGAGGGGGGTGAAGAGGAGAAAAAAATGCGTTTTTCTTT
TTTCATTAAGGTCTCTCCCTCTCCCTCGCCGCTTGTGTTTGAGCGCCTTAAAACCTCATC



AGTGTCAGATCCAGCACTCTCCTTAAAACCCCGCAATATGTATAGATGTGTTTTTATTTC
AAACGTCGAAATCCTTTCAGGATAAAAGCCGACGTGACGTCGCTCTTCCTTTTCACATGT
TTTTGCTTCCCGTTTTTTATTTTTTATTTTTTTAACGTTTCCTTTCTATTTATTGTCTTA
TAAAAAAGGCCGAAGCGTCAACTGAAGCCTTCCTCCGACGAGGGGTTTTGGGACTGCAGC
GTGTGCACATACAAGAACACAGCGGAGGCTTTTAAGTGCATGATGTGTGATGTCAGAAAG
GGAACATCAACAAGGAAGCCTCGTCCCGTCTCCCAACTTGTCTCCCAGCAGCAGGTAACG
CAGCAGTTTGTGTTGCCGTCTCAGCCCAAAAAGGAGAAGAAGGAAAGGGTCGAGAAGGAG
AAGAGTGACAAAGAGCCGGCACTCAAGAAGAACAGTCATAAGAAGATGAGGCCCAGATTA
AAAAACATTGACAGGAGCAGCGCCCAGCACCTGGAAGTGACGGTTGGAGACCTGACGGTC
ATCATAACGG
>AU167076 ID   AU167076   standard; mRNA; EST; 666 BP.
TTTTTTTTTTTAGCAAAAAATGTTTAATCTCTTTGTTGATGTGTTTATTTACAAGTAGTA
AATCTGCAAAATAGGAAATAACAGAATATTTACACAATGAATGTTGACTTGCAAACTCGT
GACAGTCGCTTCAAGTCTGAAATGCAAAAATGTAGCAGTTTCTAGTTTAAAGTCCTTGTT
TACAATTTGGAATTAAAAGTCCTCTTTTGTCCACAGATCGTATGCAACTTCCAGTATGAA
GAGGAAAACCAACAGAGGGCTCGAATGGGAACACGACCTAAGAAGTACGATGCTTGGACT
GCAGAGAGCTGAGCTTTAAACAGTGCTGGATCCACTCACGTTAAGGACGTTACACCAAAG
TTTACCTGTCGGTTAGACTCAGCAGAAAACCCACAAATGTCATGTTTTTTTGTTTTTTTG
TGTTTTTGTCTAGAGGAGCCGTGAAATGATCACTCGTTCACGTGACACCAAAATGCTTTT
AGATGACATTCTACCACCGCGGCAACATTGAATACAAGTTAGCTGTGGAACTGAACGATG
CAGCATGAAGGATGAAGACTGAGAGCTGCGGTGGATCCTTCAACATGATGCGTCAGTCTG
AAAGGCAAGTGACTGTGGGTGGAAAAACAGGCTTGGACCCTGGCAGTCATTTCATCATCC
TGAATG
>AU167080 ID   AU167080   standard; mRNA; EST; 545 BP.
GCCGCACGACGCGCACGCACACCGACTTTCCGGGATGCATTCGGATGCGTCCACCCGGGG
GGGTTGCCAGAGGTTTGGGCGGGGGGGCGTCACGTCATGGAGGTCGGATTCGGCGGAATG
AGCTTGGACTCGGACCGGCAGTAGCAGCAGCGGCCGGGGATGCTGCCGGAGGCGCCGACC
GTCATCTTGGATTAACCGCCATGGAACCGGGGGCCGCCCCCGCACCGACTCCATCCTCCT
CCTGGGCGTGAAATAACGTAGGCTCCGCGCCCCCCCCCCCCCCTCCCCGCCCTGCACCGT
TGGGCCCTGATGTGATGCTCCTGCCGTTCCTCCCCACGGACGGTCANAGCAGCTTCCCGC
CTCCGTGCGGCCTCCTCCCGGCGCAGGGAGGTTCCTGAGGACCTCCTCCGTGTGGGGTTG
GGGGGGAGCTGAAGCCTGCAGGGGTGGACCCCCTCCAGCTCCGGTTGGAGCCATGGCCAA
TGAACCTGTCATCCTAACGTGTATGACATGTACTGGATCAATGAGTACACCTCCAACCTG
GGCAT
>AU167081 ID   AU167081   standard; mRNA; EST; 664 BP.
CGGACGTTTGCGCTGGTTGGTACGCACGTGTACGCCTCATCTGATCTGATCAAGAACTTT
CGGCTAACGATCCTCGAGCGGAATAATTTCTTCTGCAGCCAGATTCTCTAGCGGAAAGGA
ATTAATGCAAAACGTATCACCTGACTGTGGACCAGGTAAGCACCATCATTTTAAGTAATG
TGTGTTTCTTTTCACTTTCGCGGACTTTCGCCGCCTCTCTTTCGAACTAGCTTGTCCGCT
TTTCATTGCGCTGCAGGACCGCCGGCTTACATCTTTGCATTGACTTTCGTTTTGTGGTGT
GAATTGCTGTGGTTTAATGTCGTATCACCTGACTGTGGACCAGGTAAGAAACATCCTTTC
AAGTGATGTTTGCTGTTTTTCACTTTCGCGGACTTTAGCCGCCTCTCTTTCGAAGCTCGT
CCGCTTTTCATTGCGCTGCAGCCAGGACCGCCGGCTTACATCTTTGCATTGACTTTCGTT
TTGTGATGTTACCGAATGGCTGTGGTTTAATGTGTACCTTTTAAAAACCATTAAATTCAT
CAAGCGCTCTTTAAATAGAGCGCTCTTCTGTGTTCGGTGTTCATCTGTATGACTGGGGTT
TTAACTTTTAGGTAAATACTGAGGTTCTTGTCAACAAGCTAATATCAAAAATGATCGATT
GGTC
>AU167083 ID   AU167083   standard; mRNA; EST; 825 BP.
TTTTTTAGGACAGTTAGTTTCTTTAATGTAAGTTTATGTTTAAAGTCCCACTCCAACTAT
ATCTTTATCTATTGTGAAATGAAATCATTCCCAGTGGCCCTTTTAATTATGTTTATGCCG
TTTTTAGCCACAATCAAAACATCTTCTGTCGTTTTATAAGACATTTCTGTCATCAGAAAT
TCATCACTGAGTTGTGGGCGAGATTGTTGGCACGAAAGTAAGCCTCCGCTGACATCCCAT
GATCCCTTTGTTTACACTCTCTCCTTCTAGCTCCTCACAACCCCAAGCTTACATTAGCAG
TGCAACCAAAATGGTAAGCAATATTGGAGCTATCCAGCCATACAGTTTTGAGCCAGCTCA
CACAAGAAAACCTAAGATGTTAATGTATCTATTTGTCTCCAAGTGGATGCATCAGAATGG
AGCGAAGTAGTGAGACTATGGCCCGCCCATTTCAGTTGCTTCATCACAACTGAGAGCTTT
TTCAAACGGCAGGTTTTTATCTGCTCATGATCCATCACAATTTGTCTGAAGACATATTTA
GAAATGCTGTTTCAATCTTAATTTTCTTTATATGTGTCTTCCATCATGAGAAAAAAGCTA
CAAGAACATGTTATAAACACCAAAAACACTATTTTCATTGGAGTGGGTCTTTAACTAGCT
GAAACAAGCTGATTGGGAATAGCAAAACATGAGACTTTTGACAGGACCCATTGCTGAAGA
ATGACAATCCCTTCCCTGTTTGTGTCCCTATACCTTGAACCACAAGCGACCCAAACCTGT
TCACACTTTTATTCACTCATCACATCCAGGAAACCCCTCCACCAA
>AU167084 ID   AU167084   standard; mRNA; EST; 822 BP.
AAAATACAGTGAGAACAAATGAGCGCAAAGGAGAAATGAATTCCCATCACGAATTAGATG



CATTATTAAATATAATATGAATGCCAAAACAACACATCTACAAAGTCAAGGCTTTGAAAA
TTAGATAGCTTTTTTATCACAAGGAATTTTCCCATTTTCAGATCAAATCCAGCATCCACC
TGTCCACCAGATTCAGCATCAGATTTCCACACCCTTTAAATCAATCCCACAACATCTGGA
GCAGATTATTAAAATGATACATGGCTGTGATGCTTTTGGTGTCCTTAAGTGTGTCTCTGT
GAGTGCCTGACTGGAAAGTTCTTTAACTTTTCTACATGTCGTTGAATGTAAAGATTAATG
CATTTCAGGAGCTATCGGCTCCTTTTTAATCCGAATAACTGATGTCATGTTGAAAACACG
ACTCATTTCAATCCTATTCACTTCATTGCCTTATTACTCACTGACTCACTCCATAGTAAA
AATAACTGTTGTATGTGGTTTTTCTTTGTTTTTATGACAAATATGTAAAAAAAAAAGATA
TATCACTGTATGACGGAGGTGTAGCAGATGCAAACGATGTAATGGTTGAATGTTTCTGCC
CATTCAAAGGTGTTAATGGTAATACAGTTAACCATTGGTGTCAGTTGTACTTAAATATTT
AGATTTACGAGTTTGCAATGTGGTATTAAACATTTATTACCTGCTTGCAATCTGTATAGT
GTGTGTATGTGAAGCAGGAAAAAAAAAAGAACATGCATTTGGGTAGACCAATCAGCACAT
TTAGTTGTAATATTACACAAAGAAAGAGGAAAACCCTCCTAT
>AU167088 ID   AU167088   standard; mRNA; EST; 701 BP.
TTTTTATGCTGCCTAGGAAAAATGCCACCAGTACTGGCCAGCAGAGAGGTCGGCCAGATA
CCAGTACTTTGTGGTGGATCCCATGGCGGAATACAACATGCCTCAGTATATTCTGAGGGA
GTTCAAAGTGACTGATGCCAGAGATGGACAGTCAAGAACGGTTAGGCAGTTTCAGTTCAC
AGACTGGCCTGAACAAGGAGTGCCAAAATCAGGGGAGGGTTTCATCGATTTCATAGGCCA
AGTTCATAAAACAAAAGAGCAGTTTGGTCAAGATGGTCCTATCTCAGTTCATTGTAGCGC
TGGTGTTGGTAGAACCGGAGTCTTCATCACCCTCAGCATTGTCTTGGAAAGAATGAGATA
CGAGGGCGTAGTAGACATCTTTCAGACGGTCAAAATGCTACGGACGCAAAGACCAGCCAT
GGTCCAGACGGAGGATCAATACCAATTCTGCTACAGAGCTGGCTTGGAGTATTTGGGAAG
CTTTGATCACTATGCAACGTAAAAGACCCAGTATCAGAAGATAAAAGCAGAGGACACTTT
GGAAACAGAAATCCCAGTGAGCCTCTCCTCTGAGCCATAAATTCCTGCTTCAGAAAGTAC
TCCTTAATCCTTGCTAACAACTCATTAAGTGTTGGATGTGCGACATGACTTGTCCAAAAT
AAAATAAAAACAAAAAGTNAAAAAAAAAAAAAAAAAAAAAA
>AU167091 ID   AU167091   standard; mRNA; EST; 815 BP.
CTCGGTCTTGCCTGTTCACAACGAACGCCGCCTCGACTGCAGACGTCCAGCAATGACTGC
CTTCCTCCTCTCCTGCTTTAGTTTGTCCACTCTTTAACCGGCACCTGTGCGGATTTATGA
TGTCGTGTCATCACTGGATGTACAGTCACATTTGTACAACAACGACTGCTGTGATATCTC
TTTGGAAATACTGAACTGACTGGATTCTCAGGGACTAAAGGAGGATTTTTTTTCCCTCCC
TTGCAGGTTTCTTAAGCCTTTTTTTTTCTTTGCCGCATGCTGCTGAGCATGAACTGCGAT
TTTGTCTACTAAAGGTGAGTTGGATGAATTATTATGAGGAAGGTGCACTTTTTCATGGAT
GTCGTTTGCTGTGGACTGGAAAGGAGGAAACAGGTCTCCAAAAGACTCGTTTTCCATTGA
CGTTGTAAGCTTGGAAACATAAAGGGGGGATTGGGGATATCAGGTGGAGTCTGGAGAAAT
TACCGATTGGATGGTGAAGTTTCCAGCCGATGAGGCGACAATCTTTGATCTGCTCTGGTC
CTCTGTTGTTGGCTTTCCTGGCGCTACACCGAGGGAATAACAAACAGTTTTACCGCGCAC
AGGTCTTCATCTGTCCATGATGGTGGTGATCATTAAACCCTGCGTGGATCCGGGGAGGAT
ACCGGCTTAGAAATGACATCCACGCAGTCGTGCTAAATGTGGATGTCAGTTCCGCGGCGA
GGGATGGGTCCTCCCCTTTCGGCTGCCTCTTTCCTCTTCCTCCTCTTTCTCCTCCTCCTC
CTGTCCCTGAGCGCCGTGTCCGCGGCCAGCGTGGG
>AU167099 ID   AU167099   standard; mRNA; EST; 686 BP.
CCCTCCTCCACCCTCTCGCATTCCTGCTCCTCCTCCTCATCGTAATGGACCCCCCCCCTC
GCCCTCCATAACTCGTTCCTTTGCAGATGACTTTGAGGCCCGGTACTCCTTCCACCCTTT
AGACGACTTCCCCCCCCCGGATGAGTACAGACACTTCTCCAAGATCTACCCCAGCAGGGC
AAACAGAGTCATGAGAGGAGCTCCGCCTTTGCCTCCTGTGGGGAGGTGAAGCAGGAGCTG
ACCTCCATCACTGACGCACACCTCCACCTTGCCAGAAGAGCCCCCCACCCCCCATCGGTT
CTGTCTGGGGGGGGGTCAGAGCTGAACTGCTTCTTTGCACTTTGATCAGATGAACTTCCT
GTGAGGTCATGTGATTTGCTCCTTTGTTTGATGTCAGAAGGTCATCTGGAACATGATCCT
TTGATCCAACAGAACCAGAACCGGAGTCCAGTTTCTGGGCAGGACTGGTCTTAAAGTGCC
AAACGGACTGCAGCGGGCAGAACTTCATGTGGAACATGCGGATCACCCCCCCCCCACACA
CACACACACACACACACACACACCTTTTTTTGTTTCCCTTCCAACCCTGCAGGCTGACCC
CCCCTATTGGTTCCAATAGAGGGCTGTAAGCATGTTTACGGCACGTGTGACAAATAAACC
GCCGCTTCAAAAAAAAAAAAAAAAAA
>AU167101 ID   AU167101   standard; mRNA; EST; 494 BP.
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTA
CCTTTCAAAAAAAATTTATTGAAAAGCTGTTTTTGCCCGGGTTTTTACTTTGGTGACCCA
CTTGACACAATTTATTTTAATCAAAAGGGAAGTTCCTTTAGTTTGGCTTCAAAACGGGTG
AGTAAAACCTTAACCAGGCGTAGGAAACTTTTGGGCCAAACAATTTAAAAAAGGGGGGTT
TGAAATAAATTTTTTACTCGACCCTTGAAAAAACCACCAAACTGTTGATTTTTTGGTCGT
CTGCTCACTGGGGGGGGTTCAAATCCCAATTAACACTTTGGTTACCAAATTGTGTAAACA
TGAAGGGGCACTTTTGTAAGCTGGAAAAATCTGGACCCCCACTGGTAAAATTCCCAAAAA
TCTTTGGTCCACTGAAGTCAAAGCCAGGATTTTCCCGCTGAAACCTTTCCAAAGGGGGTT
TTTTTTGGCTTTGA



>AU167102 ID   AU167102   standard; mRNA; EST; 781 BP.
TTTTTTTTTTTTTTTTTTGTAGCTGTGATCCATTAAAGTACGTTTCCCTCGCTTTTAAGC
AAAAATACTAACGTGATTGATTTGTGCTCCCTCAGAAAAGCCTCCTCTCACCGGGAGAGG
GGCGCGTTCGCTCCTACATGTCTAAACCTCTTAGTTGTGTTTCTTCAGGAGTGCGTCTTT
CGTGCCGTCGTGGTCTCTGGGGCTGAAGTCGGGACAGATGCCGTTGGCGGTTTTGCTGGT
GGCAGTGGCGTGTACGTCCAGGGTGGACGGCCTGGGTTGTTTTTGTCGACTCTGAAGGTC
TGCATTGTCTGCATATAAATAGTCCTCCGAAAAGTCTGGGTTCTCCTCCACAAAGCATCT
GAACTTGTCAAAAGTTATCTTTCCCGTGTCAGCAATATCGATGGCAGTGAACAGATGTGA
CACATTCAGATGAGTCACTCCTAAAGCCGTCTTTAGCATGACTGCCAGTTCTGCCTCTGT
GATGGCACTGTCCTCCTCTGCCTCAAACATCTTGAAGGCCAATTTCATCGTTTCCAGAGT
TTTGGTGGGTCTGCAAACTACAGATAAGGCGATCACATATTCTCTAATGTCCATGCTGTT
ATCTTCATCCTCATCAAAAAGAGCAAACATATCTCGCAGCATGTCGGACACTGGAACATC
GAGGAAGTGAGCAAAACCCTGGAGGTCCAGCTTCTGTCCCTTCAGCTTCCTGGCTCTGTT
CCCGTAGTCCTGCAGGACCTTCTCACTGTTGGCGGGCTTTAGCCCCAGTCTTCTGACAAG
T
>AU167109 ID   AU167109   standard; mRNA; EST; 823 BP.
GTCTTTTCGACGACACTTCCGAATGGGTTTTATGACCATGCCCGCCTCGCAGGACCTGTC
CCCTCACACTTGTGCCTCTGCCATGGCGCCTCGCTCACAGTCCTGCCACGCTGTTGGAGC
CGGCGACTCAAGTCTCGAGAATGAAGATTACTCTGAGACTCAGTCCCAACATGGTGGCCG
CTGCCCACCAGCCAAACCCAAACGTCATCCAAGTACCCGCCTCAGCTGCTCGTCTGCAGA
CGGCAGAGGGCCTCCGGAGACACCCCCACCTCCTCCACCAAGTCACTCACAGGGCAAACA
CTCGGAGAAAAAAAATTCCATGAAGAAGTCTGACTCGGGGGATTTGGGATCTAAAAAGGT
CCCCCCTCTAAAACCCAAGCGAAGTCCAAGCACCCAGCTCACATTTGACCCTCTTCCTCC
ACGTGTGCCTACTTCTGCCATGTCCTTGCCATTCCAGGCGACAGACTCTCAGATTCATAC
TCGAGATGGGGACGATGAGCCGGTCTACATAGAAATGGTTGGCCAGGTGTTCACCAGGGA
CAGCCAAACAGCCACACCTCACCCTGTCACCCCTGTGGCTACAACACCGGACTCAGATTC
AGACCAGAGCGAAGCCATCTATGAAGAGATGAAATACCCGCAGCAGGAAAACAGAGAATC
ACACAGACACTACCCTGCTAAACATGAGAAAGTAAAAACCTCTAAACACTTCCATGTCAC
CCCTTCCTCCTCCTGCAGCTCGTCTTCTCTGCCTCGCCCTGCCTCTTCTTCCCCTTCCTA
TTCTAAACCTAAGGCTACTGTGTCCATCTCCCACTCATCTCCT
>AU167116 ID   AU167116   standard; mRNA; EST; 667 BP.
AGAGAAACTACAGTCCACACTCTGTCAGCTTGTCAGCAACAGCCAAGGCGACCAGGATTG
CAGAAGGTGGTCTGTGGCACAAACAGATGGTTGCCTAAAGTCACCAATCAAGGCCGAAGG
ACACACACAGACACAGGCATCGGGAAAGTGAGAAGAGAGAAAAAGGAAGTGAGACCAAGG
ATCAGGTAAATGGCAAAGAAAGTGTCAAGTCAAGTAAAGAGTTTTTCATTGCAAGAGGAG
GAACGAGCGTGGAAGATGCAGTTATAGAAATGAGGACACATGTTAGAGGAAAAAGTCTCC
GAGCTGGTCCACTGCATAGACGATTAAAAGCCTGGCTCATCACGTAGCACACTAAAGATG
CCCAAAAGGACCGGCGCCTTATTACAGTTGTCCAACGTGGACTCTGTCTTCCTGCTGCTG
CATATGACACCTTCTTCCCAGGACTGGGCATTCTAAAACTGCCCTGTGTCATACAATTTC
TCCCCAACAAACGCCCCCATACCGGACATTCTCTTGTTGCTCACAACCTGACTACTGTAT
CAACTGTCTATGCCACATCCTTATGAACGTGCTGACAGAGGTACTTGCTTTGCTGAACTT
GCTCAAACAAGCCAGGGGTGATATGTGCGATTTTTATTTATCCTTGAGTGACATTTCTAT
TTTCCAC
>AU167117 ID   AU167117   standard; mRNA; EST; 598 BP.
TTTATTTACAGCTGCAAAACCAGCTCAAGGTTCCGACCCACAGCAGTTTTGTCTGGAGTG
AAGAACATTCACTGACACTTCTGATAGAACTAGCTTTGAACCCCGCCCTCCTGTGGAGAG
TCGCCGTTTCGCACCCCTGCAGGCACTGATACAGGGCCTCTGCTGCAGCCTGTGGGGGTT
CTGCTGACTGGAGATTCTCGGACTATCTGACGTCAGAGTGCACTCCAGAGGGGAGGTCCA
GCTGATTTATGGTGGTAGGGTCCTCCTGTGCTGGATCTGAGCTGCAGCATGAACCGGGCG
CCCCCTCACACCTGGAGGGGATAGCATGACTGTTTCTAAGGCCGGACGGTTGGGTGTCAC
ATCGGTCCAGGGCTCGGTCCCCAGCTTCAGATGGAGGAGTGGGAGGAAAGTCTGTTCTGG
TCACCCCACCCTGAGTGTGCACGTCAGGAAGAGAGGTGTGACCTGGACGATCATGGGAGG
ATGAAGGAATTGGATCAGCAAACCCACAAAAGTCTCCGACTGATTGGAAGCAAAGACCTG
GAGCATCTTCTCCGTGTGTTTCAGCAGGATGCTCCTCCCCTTCGTCTTCCTGCTGATG
>AU167118 ID   AU167118   standard; mRNA; EST; 680 BP.
CCCAACCCGATGGTCCGCAGCCTGGCCTTGAGGAATATGTCCAACCTCCGGTTGCCCAGC
CTGGTGGAGTATGTGGAGCAGCCTCTGACTGCATGACTGAGAGACACAGCAGCCTGTGTG
CGGCGGTTGGCTGTGCTGGGGTGGGCCAAGCTGTACAACCTGCAATCTGGGTTTGACATT
GATGCTGCTGAGGTGAACAAGCTCTACAGACTACTGAGGGACCCACACCCTGTGGTGATG
GTCAACATGCTCTCCGACACTCTGACATGAGATCCTTAAGGAGGAAGGCGGGGGAGCTAT
AAACAAACCAATTACCCATGAACTTGTGAACAGAAATAAAGAATGTCCCGTATGGCAAAA
GTGTGACCCAGCAAAGACCTCCTCCCTAAATTCAACCCTAAACCTCACAACATGCTTTAC
TATATCATGGGCCTGCTGATACCAATCAATCATCAGATGGCACAATTCGATCATGGGTTC
CACCTTAAGCTTCTAGGTAAGGATATGGGCTTACCTCTCTGATGAAGCCTGGCAGACATG



ATCACGGGGCCTGGAACCCAATCCCCCCTTTACAAAATATGTATCATATTCCAACTGCCT
GTTGCATATCAAAGCTTGGACTGATACTTCTCCTTACCCTACCTAATTTAACCGGAGTGC
TGCACATTGCTGTATGACCC
>AU167119 ID   AU167119   standard; mRNA; EST; 530 BP.
GCTCAACGTCCTATATAAGCCCAGGTGCGCAGCTGATCATTCTCTTTCTTACCTTCAGCG
CTCATTCTTCGCCAGTCTCAGCGCCCGCGGGACTCCTTCTCTTTCGGCGTCTTGCTGTGT
TCCCCCCGTCCTACGGATGGATGATCCCCATTTTTATGATGAGGGGTTTACCTTTCCCCA
CATGTGCTCTACTTTTGCGGCGATCACCGGGCGGTTGATGGCGCCCAGCGCGATCGTTTC
GCCGCCGTTGCGTGCATCTGCAGGGGGTGTGCTTTCCGAGATGATTGGGTTGACCGTGGC
CCCCGATCAAGAGCAGCCCATGTCTTCTAGCATGCCATGGTAACTCGAATTTATACGGAG
AACGGCATGCAGATCTTTTACCGTGTAGTTTATCTAACGCTACGCTCTTGCTTCCTGATT
ACTTCGGTGACATTCACGCCCCTAAGGAACCTGCGAATCGAAATTCTGCCTCATGGACCA
CTTCATGATGCACTTATGATTCCTTTTCTGCTGCGTAGTTACGGCGTTGA
>AU167121 ID   AU167121   standard; mRNA; EST; 440 BP.
GTTAGCTTCAGTGTTGTGACGTTAGCCTGTGGATGTTTTTCTTCGTTGTGGGGGGCTTTA
AGCGCCGGGTTGGACATCCGTGAAGGTTCCTGGTCTGTAAGGATCCCCGCAGAAACACCC
CGGAGTAGCCCAGCAAGGATGCAGCTTGGTGAGGCTGATGACACGCGCATCTCCTGCAGC
CCCGCCCTCTTCGCTCCCCCACCATCTGTCCTCATTGGCTCTCTGTTCTGCCGTGGGTGG
ATCGGGGCGCTCTGATTGGAGGCTTACAAAGGTGGGTTTCCGGTCTGGCGCCGCCTCCCC
CGGGGGCCGGCGTGCGCTCCCAGCAGTCTGTGGTGCCTTGCGCACCCCCCTCCACACCAC
TGCACACTAGAGCCCATGCCCATGGAGGAAGCGCATGCCATCCGCCAGGAGCCATGTGCC
TACCTCACACCAACAACATG
>AU167122 ID   AU167122   standard; mRNA; EST; 430 BP.
TCAATCCCCACAGGCGGAAACATTGAGGGGAGGCTCTACAGCTCCCAGCTTCCCCAGCAG
GGTGTGGGTGTGAACGCTGGTGCAGCTGGGGCAGGGGCAGCCATCAGTCTGGAGGGGTTC
GAAGCCTCATTTGGAAGCCAATTCTCCGATCTCATCAATGATTTCATCTCAGTTGAGGGT
TCCGGGGGTGGAGTAGGGGCAGCAGTCTCGGGGGTTTTAATGCCCCAGGAGGGGGCAGCA
AGAGAGGAGCAAGGAAGCGGAACGGGCCACTTGCAAGCATCCGATGTTGACCAGGTGGCT
CTGGGACTGCTCCACGAGTCTGGGAGACTGTTTGGTGTTACAGACTACTCCCCAGACTGG
TGTTATCCAGAGGGGGGGGTGAAGGTGCTGATCACAGGTCCTTGTCTGGAGTCTAGCATC
AAATTCAACT
>AU167127 ID   AU167127   standard; mRNA; EST; 720 BP.
TTTGCCAGGGGCGGTCGGATCCTGCCCCCTCCCACCTGCAACGTATCCAACCGGACTGTC
ATCACCGTTTGAAGGGCGGGGCCTGACCTACAACCCAACCAAGCCCTGTTCACCAAAAAC
CTTCACTGCAACTTCCTGGGGCTGTTACTGCGGCAATCAAGCTCTGTCTGTATTAATGAT
CTGTGGATCCGCTGTGAGGCCCAAATGTAAATAATATAATATGGAAACGGATTCCATGTG
GATCTGGGAAATCCAACCAAACCTCTGTTGGGCATTGTATCTTACTGTGGCCCAGCCCCC
TGCCATCACTGCTCTGGAGGTGGGGGGGAGGGTTTTTGGAATGATGAACGTTCACATGGG
CTCACAGTTCATTTCTAACTTATCTAATAATTTGTATCCACTGACTTACAATTATTCACA
AAATAAGGGAAACGAGCCATATTAAACTGATGCACCATCCAATACTGTACTAAATGAACG
CCTGCCTATAAAAAAATAAAAACCTGAAATATAATACATCTGGGGGTGGCGGAAAGGAAG
ATCTTTACCGAGCAGTATGAGAACAGGGAATAAGGGAAATGTTGAACTCAGCAACCAAAT
TGCTAAACCTGACAAAAGTCAATGATGCTTAAACATAAAGATGCTTCAAATAGCCACAAA
TGAACCTATGAAAAAAGACAAAATGCAAATTATTAAAGTGCTAATTGACACCTAATGAAA
>AU167128 ID   AU167128   standard; mRNA; EST; 690 BP.
TGTGGACGTCCTGAAGGTCATGTCGACACTGTGGTACAGGCATAAGAACTTGTCTGAGCC
ATGGACTTTGGATGATGGCGGACCGAACACAGTGCTGCTTCTTGGACTTCTTGTTCTTGT
TCGCAGATGCTCACGGGGTCCACACCATGGCTGTACAGGAGCATAACTTGGGTGATACAG
TTTCAAACTTCTGAGTTATGAAAGCAAAAACAGGACTATGTGACGAATCACACCAACATC
ATGTAAGGTAATGGCCAATCAGGCACACGGGCGCCTCTGTTAGGGCACGTAACCATACAT
TCCGACTGGTTTTTGGAGGTGAGGATCACTGCAAGTAAAAACGTATGGAACAAAAACTGT
TTACTAGAGCCAAATATCAAACTAAATAAAAAAAAAAACTTTTCCAACCCTGAACTTTGT
TTTACTGAGGCAGGCCACAGCTTAGGCCTACAAACTCCTCCCCTTCCCCCCCCCACATTG
ATAAAGAGTCCAGCCCTTTTCTACAATCACATTCAAAGTTTTAAATTTAATCCACACACG
GCTGCAGTTTTTTGGAGTCCCATTGAACAGATTATCAGGTGGTACCAGCCCTGCATCATG
ATCCCTCTGGGGGGGCGGGTTTATATACCCACACATGGCGTCTGCAGTGACCCACGGCAT
CTACATATTTGCCGTTTACATGTTCTTGCA
>AU167131 ID   AU167131   standard; mRNA; EST; 980 BP.
CTCCATTCTATCGGTCCGCTCCCCAGCCGGCCCGACCTGCACCTCCGCGCGGCCGCCCGC
CCTCACAGACCCCGCAGACTCCGCTCACAGGACGGGGAGCGAGCTAGCAGAGACACCGCC
ACGAAAGTCGGGAAAGCTCGAACGCCCGATGGGAGAGACAGCGCAGCAGCATCCCACTAA
CCTTTAAATCTGCTTTCTGGCTTTCACATCCACCTTTCCCCTAAAGGAAAACTCCCTTAA
CAGCTATGCAAAGATGCGAGAATTAGCATTTGGACTAGCAGCACCTTTCTGACTTCAAGC
AGCGGGCTGGACGCTAAAGGGGACCGTTACATTCCAGCTGCCGACGAGGGAGCCGGACTA



CGGAGTGGAAGTACACGTAACCCGGATCTCAGAGCGAAAAGCAACATTTTGGCGTTTCCT
GACAGGAAAAAGCCTTAAAGATGCTGGCAGAGCTGAGCGAGTGGTTCTGGCAGGAGCGGC
TGTGGTTTCCAAAGGGGCTGGGCTGGGCGGACTTGGTGGACCGGGATGGACGTGTTTATG
CCAAAGCCAACGACTTATGGGTGGCACTTCCCATCGCCCTGGTATTCCTCATTGTCCGCC
AGATCTTTGAAAGGACAGTGGCGACACCCTTAGCGTCTCTTCTTGGGGTGAAAGAGACGG
TGCGGCTCAAAGCTCCACACAACCCTACACTAGAATGCTACTACTGTAACATCAGCAAAA
CCCCAAGTCAGTCGTCCATAGCAAGCCTGTGCAAGCAGACTGGCTCCTCGGAGCGGCAGA
TCCAGCGATGGTTCAGGCGACTGACGAACCATGATAGACCAAGTTTACTGAAAAAGTTTC
GGGAGGCCAGTTGGAGATTTACGTTTTACCCTTCTTGCTTTCATTGCTGGCCTGGCATCC
CTTATTGATAAACCATGGCTGTATGATGTGAAGCAGATGTGGGAAGCTTTCCAGTTATGA
CTCTCTCCATCCAATACTGG
>AU167133 ID   AU167133   standard; mRNA; EST; 860 BP.
GTCCTTGACACTCCCTCTGAAAGAGGTGTTGTCTGAGTCAGGTCTGGTGCTGGACCGCGT
GGCTCAGATCTGGATGGAGCTCTTCCAGAAAGTCAAATACTGCTGAGAGTTACGCTGAAG
GTTTTGGACACGCAGTTAGCAGTATGCCGCAGCGGCCCAGTTGGAGCAGCAAATGATGCT
GATGAAGAAACAGTCTTCCCCAAATGGGATCCTTCCCACTTAGACCTCAGACGCAGAAGT
AGATTCTCCATTGTGAGTGATAACGCAAACACAGCCGGCCAAGTCAAGCTAACCATTGGC
TACTCCACTGAGGAAAACAGGCTCTTCATCACTGTTCACTCTTGCAGAGGCCTAGCCCCT
CGTTCCAAGGATGGAGCCGATCCATATGTTTCCTTTATCCTCCTCCCTGATAAGAAGGCA
ACCACCAAGAGGAGAACCACCACCAAAAGGAAAGATCTCAACCCTGAATTTAACGAGAGG
TTTGAATTTGATTTTTCTCTGGAAGAGTCCACCCAAAGAAAATTGTATCTTTCGGTGAAA
AACAGCGTCTCCTTCATGAGCAGAGAGAAAGAGCTTATCGGCAAGCTGCAGCTGGATCTG
GACCAAATTGATCTGAAGGCTGGTGTTGCACAATGGTATGATTTGGTAGCAGAGACCAAC
TAAAGAGAAGACTTCTGCCTGATTCTATTTACCATAAAAGCTGCAGTACTTCTGTGTTCT
GTGATTTGCTTCTGATCATTTGGCTTATATCAAAACATCCACTTTCATTGCAGAAGAAAA
AAGACAAATCTGCTCCACATTTTCACAGACCTTGAATATTTATAAGAAGGAAAACTTTCC
ATTTTGCACATCTTCGGTGT
>AU167145 ID   AU167145   standard; mRNA; EST; 440 BP.
ATGACCCATACAGTAACAAAGGAGTCGATTGTCTTCAAAGGAGCCTGGAGGGTGAGCTGC
CCTCTCTCTGCTCATTCCCTCCTCAGCTAAAATGCCTTTTCTGGGCCAAGACTGGAGGTC
ACCAGGTTGGAGTTGGAGAAAGACGGTGCACGGTTGGAAAACGATGGTGTGCTTTGGGCA
TGAACTAGAGGACAACAACAGTAAAGATAACCCTGAAAAAGCTTTGCAGTGACAACAATG
ATCACTTGTTTGGTGGGGGACGTGTGTAAACTCAACAGTGCAAACAGGAAAAAGGACTTT
TACAACAACAACACCAAATTTCAGTATGTTATCCGTGACAAATGGATCTACGTGCATAAA
GGGAAGTACCAAAAAGCGTCATGGGTACTGCTCACTCTGTGAGGCGCTTAACCTTTTCAG
CTTCTCCAGCGCCATCCATG
>AU167146 ID   AU167146   standard; mRNA; EST; 800 BP.
CTGAGCCAGACAGCAACAAAGGAGTCGATTGTCTTCAAAGGAGCCTGGAGGGTGAGCTGC
CCTCTCTCTGCTCAGTCCCTCCCCAGCTAAAATGCCTTTTCTGGGCCAAGACTGGAGGTC
ACCAGGTTGGAGTTGGAGAAAGACGGAGCACGGCTGGAAAAGGATGGTGTACTTTGGGCA
TGAACTAGAGGACAACAACAGAGAGATAAGCCTGAAAGAGCTTTGCAGTGACAACAATGA
TCACTTGTTTGTGGGGGACGTGTGTGAACTCAACACTGCAAAGAGGAAAAAGGACTTCTA
CAACAACAACACCAAATTTCAGTTTGTTTTCCGTGACAAATGGATCTACGTGCAGAAAGG
GAGCACCAAAGAGCGTCATGGGTACTGCACACTCGGTGAGGCGCTTAACCGCCTCGACTT
CTCCAGCGCCATCCAGGACGTGAGGAGATTCAACTACGTGGCAAAACTTTTTCAGTTAAT
AGCCAGATCTCAGCTGCCATCTTTGAGCGGAGCTGCCCAGAAAAACTATTTCAACATTCT
GGAGAAGATTGTGCGGAAGGTGCTGGAGGATCACTACAATCCACGCCTCGTCAAGGAGCT
TCTGCAGGACCTGAATTGCACTCTGCACAGTTTGACTCTTCACGTGGGCAGATGCGTTCT
CGTCGGTAACGTCAACATCTGGTTGTGCCGCCTGGAGACTATCGTCAAGTGGCAGCAAGA
GCTCAACGACCTAGAGATCCCCAAGCAAATCTATAGTGGCATGTCATTTAGTGACCTGCC
TCTGACATGCACAACAAGAT
>AU167147 ID   AU167147   standard; mRNA; EST; 980 BP.
GGAATTTGTGTTTATTATTGACCGCCTTTTAAAGGAACTTTTGTATGTCTTTGAAAAGAA
AAGAAAATTGCTCAAAGATCCATTTAATGTTATTTAAGGTCTGATACCTGAACTCTCATG
TTGAACATGGAAAACCTTGAAAATCCTTTTGGATGGCCATTTCTTATCGGAGTAACAACC
ATACTTCTTCCTGCTGCTCCCTTTAGGGGTCTCCACAGCAAGGCCATTCCTCCTCCTCAT
ACTTAACCTCCTCCTCATCAACATCCTCTAGTCCTCTTCCAGAGTCTGTAAACCAACAAA
TGGCTGCCCTCACCACAGCCGTCTACACCTCCCTCCACCCGTTCAGCCTGCTTGCACACG
CTTCCTCTCCGTTCCACGCTCTGTTGTTCAGGACTGGTCGATAAGAACCTGATGTCCTCC
ACTTTCTCCACCTCTGCTCCATGAAACCTCAGCGCTCTACTCGAGCTCCTCCCATTTATT
CACAGGAACTCCATCTTGCTGCTGCTAAGCTTCATTCCTTCCGTTATTTTATTAATTGAA
TTAGGGAAAAATTTGTTTCATTTGACTAAAATAATGGTATTAAAATCTAAATTGTATTTT
ATAGAAGACCATCTGCAATTGAACAGTAATTTGGTGAAAAGTGATGCAAATGATAAAGAG
CAAAAACTTTGGTTGACTAAAACTTCCTGTTTTTTAATCTGATCTGGGTTTTCTGATGCC



AGTTTTAGCTGACAGACAGTTTTCTGACCGGTTAATGATGAACCCAAGTGACATTAGGTG
CTACAGTCAGATCATAATCAAAATGTGTTTCTGTTTTCCTTGATTGCATTTTCTCATTCT
GACATTAGCTCCAGTTTGAGTGCCGGCTGTATTCAAACTGTGGTCTTCTCGCTGCCATGG
TAACCTGAGCCGACTGTGCTGCTGCTGTAAATGGCTTTTTGCTTCTAAAGGAGGCTGACT
CCTTAGTAACTAGATGAGCT
>AU167151 ID   AU167151   standard; mRNA; EST; 470 BP.
CGAATACGCAGCGTCTGCTTCAATCCACCAGCTGATCTGCTGATGCTTCACATGTGAGAT
GTGGATCAGGGCGGAGAGGAAAAGAAAGAAGGCGTGTTCGGATAACGTTTGGAGCACTAT
TAATGACATCCAAATTACGCACAAAATAAATTACACGACAGCTCGACCGTGCGCTGAATC
AGCGGGGAGGATTCATGTAAAAATTCGGGATTCCAATCTCAGATGAGTTTAAATGGCATC
GGCCGTCCCCGTCTTCATTCAAATCTGAGGGCGAAGGTGAATGTGAATAACGACAAGGGG
GGGATTTTTGATGGCGATATTGCTGCGCACCAACGCTTCCATCTGAACCGCACAGCGCAC
CTGAGTCATGGAATCTATTCTTGACCCTGTCGGCCACCCTTTTCCCGCTTCGAGTTGACA
CCTTCTACCGCTCAACCTGGAGGATGGACTTTGCCCTTCATGTGGCTGTC
>AU167152 ID   AU167152   standard; mRNA; EST; 742 BP.
TGACTGGTTCATGTCCTATCAGACCTACACAAAAATCTGGATTCTGGTGGATGCTGCATC
CGTGTTGATAATGGCAGCTCTCTTCGTCTTACAGTGGAAAGCACACTGTTCCTGTCTCAG
AAAAGGGAGACAAAGAGGTTCGACATTTTCAGACACCGAATTGCCCTTTTTATCGCAGCA
TATGTTGAAACCTTGAGGCCGTTCCAGATCCTTTCCTGCCCAGCAGTGCCAGACTGGAGC
TGCATGGAAGACAAATAGTGTCATTTCAAAGCAATTCTTTTGATAATGCCATAAAACTTA
AAATGCCATTTCAAACACAGTTTAGGAAAGAAAAAGTGAACAAAACCACCAAAGAGTGGC
AGATGTTTGCATTCTGTTGATTTTTGTGCATTTTTTATAAAGTTGTTGTTTGTTTTGTTT
TTTGAATTTTACTACTGAAAAAATGATGTCTGAGCTCTGTGTTTGTAAAACACACAATGT
AACTGTGCATAACTTTTTTGTTCAATTTTTTAAACTGAATTATTACATTTGTCCTTGTTT
GACTAATGCAGCTATGGTGTTTCTGTTTTCTGAGCCACAAAATCTAATCCTGTGTTTGAA
AAGATATTTTTACCTTTTCGAATGTAAATACATGCTCTACTTTATTCTCAGGGAAGACTA
TAAAAAGAAAATAAGACAAAACAAAATAAATAAAAATCTATGTTTGTGAAAAAAAAAAAA
AAAAAAAAACGGTCCGCGGCCG
>AU167153 ID   AU167153   standard; mRNA; EST; 730 BP.
TGCAGCCCGACGAAACCGTTAACGGAAGCCCGTTAGAACCGTTTGTTCCGCGCCGTGCCG
CGTGTTACCGGGGGAACGGAGAGCCGCGCTTCCATCTGGGAACTTTTTCGCTGCAACTTT
TCAACTAGAAGCCCCGAAAAGGGGGCTCCCGTGGGGGCGGCGCGATGGGAAACCGCGGCA
TGGAGGAGCTGATCCCGCTCATCAACAAGCTCCAGGACGCCTTCAGCTCCATCGGCCAGA
GCTGCAACCTGGACCTGCCGCAGATCGCGGTGGTCGGCGGGCAGAGCGCCGGGAAGAGCT
CCGTGCTGGAGAACTTCGTCGGGAGGGACTTTCTTCCCAGAGGTTCAGGCATCGTCACAC
GCCGTCCTCTCATCCTCCAGCTGGTCAACAGTAAAACAGAGCATGCTGAGTTCCTGCACT
GTAAGGGACGCAAGTTTGTTGATTTTGAAGAAGTTCGCATGGAGATAGAAGCAGAGACGG
ACCGGATTACCGGATCCAACAAGGGCATTTCCCCCATCCTCATCAACCTTCGGGTCTACT
CCCCTAATGTGCTGAACTTGACCCTCATTGACTTGCCGGGAATGACAAAAGTTGCTGTTG
GCGACCATTCTCCAGACATCGAGCATCAGATCATAGACATGCTGCTGAGTTCATCACCAA
AGAGAGCTGCTGATCCTGGCTGTCACGCCGGCAAATACATACTTGGCCAACTCTGATCCC
CTCAAGATCG
>AU167154 ID   AU167154   standard; mRNA; EST; 790 BP.
GTCCAAGGACATGTTAGTTACATTAAACAAAAAAGAAAATAATAGGAGTAAAAAAAAATC
AAAATCCCATCAAAAAAGTCTAATCTGCTTAGACAAAGAATTACAAAAATAATGTTTTAA
TAGGCAATTGCTTTATGCATTACCACCTCCGGTCTCAGGTCTCAGCAGGTCTGGCAGTTT
ATGGTGATCGTCCAAAAAGCCTCTCTATGGCGCCTCGCGACAAACTGCAGGATCACCTGG
CGATGTCTTCCTTCCTCCCTCCTCCCCAGTTGATGAACCGCGTCCACTGCTGTGTCCATC
ACGTCTGCCCACTGTGGTGCGATGTTGGACAAGATTCCAGCCACATGTTCTCTGATGCTC
TCGCCATCTTTTTCTTTCAGACCATGAATTTTCAAGTTCCATCTTCGTTTATATCTTTCC
AGATCAGCCTGATTCTGCGATTTATACAGGAATTGCCTGGCATTACTGTTGCTTAAATAT
ACTTAAGATAGAAATCGGTAAAGAAGCAATTATTTTTATTAAATTATACTAAATTAATAT
TAAATAAATAATTGATACTCTATTGATAGCACAGTGGGGAAATTCTTCTCCGCATTCGAC
CCATCCCCTGGGGGAGCGGAGAGCTGCAGCCAAACCGTGCTCTGGAGGTAGTAGTGTTAA
AGGTCTTGCCTAAGGCCCCTCACTGAGTGATGTTAATTGCTCGCCATTGATATGGTCAAT
GTCCCAGTACCATTGCTCATTCCTCTCCAGGAATCAAACCCTGAATTCCTGCATGGTAGC
CTCTAACCTT
>AU167155 ID   AU167155   standard; mRNA; EST; 560 BP.
TTCGTTTGGAAAGAAGTAATACATTGTATGCGTGAACATTATAATCACACCGCTACATGG
TCTGATGACTAAACACGTTTCAAAGGCATGCATGAATGTAAATGATACACGTTGAGAGGG
CCATCTGTATCATTGTGATAACAGTAAGTGCCTGCGCACTGTGGTTTTGCATTTTGTAAT
AAACTTTGCGATTATCTAAATAACATTAAATGTTTGTCTAAAATCAATATAAAACATCCA
GTGCATGTATAAATGTGTACAATGACATGATAACACCGTAACTTGATGCTCAATGAAACA
ACAACAAAAAATCACATTTTTACGGATTTTCCCAGGAAATTATGCCTATTTCTCGCCTGA



ATAAAGTCAAAATCCGTCTGACGCACACGGCAACCTTGCAAAATGTAATTCAATTCAATA
ACATTCTCTGCATGTGAAATACACTACCGCAAACACACTCCAATCATCTTAGATTGTGTG
TAGGAATCTGCCAAACTGACTTTGACACTACTAAAGGTGTCTACTTTCTGAACATGTGAT
ACATGATGCTTGTTAAACAA
>AU167156 ID   AU167156   standard; mRNA; EST; 660 BP.
TTTTTTTTTAAAAAAGCATACATTTTATACGTTTTACTAAAACACATTCTTAATATTAAT
GATGACACTTTCAAGCAACACAACTTATTATACACTTGAAGGGCATAATTCTTGAATAAC
GTCATGCTCCACACATGGGTTTGCATTCTGTATAAACTTTGCGTTATATAAATAACATGA
AATGTTTGTATAAAATCAATATACAACATACAGTGCATGTTTAAATGTGTACAATGACAT
GGTATCACATGTAACTGGATGCTCAATGAAACAACAACAAAAAATCACATGTTTACGGAT
TCTGCCAGGAAATTATGCCTATTTATCGCCGGAATATAGTCAAAGTCCGTCTGACGCACA
GGGGAACCTTGCAAAATGTCAGTCATTCAATAACATTCAGTGCATGTGAAATACACTGCC
GCGAGCGCACTCCGAGCATCTTACACTGTGTGTAGGAATCTGGCAGACTGGCTCTGACAC
TACTGAAGGAGTCTCCCATACTGAACGTGTGATACAGGATGCTTGTGAAACAAATCTGTG
TCTGCTTTATGGTGACTCCCTGTGAAGCTGAGCCGACACGCTCGGTGCCTCTCTGGTGAT
ATTAGGACGTGTGAGCACTGGTGCTGAAGCTTTTCTCAGAACATGCTGCAAGAGTTGGAC
>AU167157 ID   AU167157   standard; mRNA; EST; 810 BP.
GAAATGTGAGCAGAAGCGAGGTCTGTTCTGCTGAACTGTAGGCTGTCTGGCTAAGCGGTC
AGGATGGAGATGCCCCTATGTTGCTGTTATTAAAACCACTTCACGTTCTTTCTCTGGACA
ATCACTCTGTATGCAGCACACTGAGCCCGGTGCCTACGGAGCGACCACTTCCTGTGTCCA
CAACCCCAAACCCCCTTTTTTCCCTCCCATGGTTCCTACTCTTCCTTCCTTTCTCTTCTC
CCGGTCAGTCCTCCTGACCTCTAGCTGGCCAACAAGACTTTTTAATGATGTACTGCCGAC
CAATGAAGACTGAGGAACTCAACAGACCCTCAGCAGACGACGTGGGCAGAGGCGGATGCT
GAGTTATACCTGAATACATTCCAGCACATGCAAACAGGCAGGGTCTGTAAATATCACTGG
CTGCTGACTCGCCATTTCTCCCACATCCTGAAAACGGACTCATGCTGTTTCTTGGGACCA
GAACAGCGGTCCTGGATCCAGCAGCGAAATGGCGTGAGGGCGTGCACGCGCCTGCACACA
GTCATGCTAACCCTGCCCACGGGGAATACTGTGCACAGCTACGAGCCAGTGCCATGCAAA
GACTGGACCGGATCACACCAGAACCGGACAGTCCTAGGACCAAATGCAAGCTGATAACCA
TCCAGAGTGGAGGTTAAGCCGGAAGGAACTCCATCATTCTTCAGACCACATTTATAATGA
TGGTAAATACAGATAACAACAGTAACAAAGAGCTGAACTCGTACAAAGATGGACGTTTGT
CTGCATTCATATGAGAACCCGACCGGACCC
>AU167159 ID   AU167159   standard; mRNA; EST; 503 BP.
CTTGTGTCGGACAAACCAGACCTCCAGAAGCTTCCGAAGCTTTTTCCACAGCGGTGAACA
GAGGCCAGAGCGCGCTCAAAATGATAACTGCGAAAGAAAACCCTTCTGGACTTCCTGTTT
CAAAATAAAATCTTCCTTCCTGCCTTGAACCCAATTTTCCTGAAACCTCCCGTAAGAAGA
ACCGTAGAGATCACTGTCAGAGCATTGTCACGTGACCTGCCATGGCGAGCTCACCTGGCT
GTTAGACAGAAATGTGTTCCTGATTGTTGACGTTAGCAGCTTTATTATTGCCTCGTCCAC
AATGGCGATGCCTCAAACTGCCTCCTGATTGGCTGAGGCTCCTGCAGGAAGCGGATGCAT
GTGAAAAAATAGTAGGCTTGGTGTGTCAACAAGAATACTCTGATCAGCAGTAAACAAACA
AATGATGTCATGTATAAATAAACCCAAATAAACTCCCTTACAGCTTGGTAAAAAAAAAAA
AAAAAAAAAACGGTCCGCGGCCG
>AU167160 ID   AU167160   standard; mRNA; EST; 621 BP.
AACTATCTCGACTTTTTTGACGAGATCCTGACCTCACCGGTAGAAGCTTGCCAGATGGCC
AAACAGGACTTATGATGACACCATTGGAACACTTGGTCACTCTGAGCTAATAATCGTTGC
ATCGCACTTACACATTAATTATGCATCTTTAGCTAATCAACTAGACACTGGGCCCATACG
TGACCCATAATGACAGAGGCCACCCATGATACGGCAGCTATTAATCCACCCCCTATGAGG
ACTTACGATTTGACTCATACATAATCCCTACCCACGATCTTACCCCCGGACAGGTCCAAC
TACTATAAACCGTCCACCGGATGGTTATTCCTGTTGAGGGGACCATTCGAGTTCTACCTG
TTTCGCTGAAGATGTATTACACTCATGGGCAGTACCTAGCCTTGGAGTAAAAATGGACGC
TGTTCCAGGCCGACTCAATCAAACAGCCTTTATCACCTCTCGCCCTGGTGTATTTTATGG
ACAGTGTTCAGAAATTTGTGGTGCCAACCACAGCTTTATACCTATTGTTGCTGAAGCTGT
CCCCTTAGAACACTTCGAGAACTGATCGTTTGTTATACTTCAAGATGCCTAAAAAAAAAA
AAAAAAAACGGTCCGCGGCCG
>AU167163 ID   AU167163   standard; mRNA; EST; 786 BP.
CTTTATTGCATTCATGGTGGATTGAGAGGAATATAGGGAAATCCTGTTTGCTTCATGTTT
TCCACACATTAACTTCAGTTGTACAGTCTCTCTGCTAATGAGCACAGGATTTGTTTTTGA
CACGTATCCAGTCTTCTATACGGTTTGTATACCGTAAATATGTCACAACAAAAATTCGTC
GTAAAGATCAGTCAAATGAAGTCTGAAGTCTGAAATAGATGCTTGCAATAAGAACATTTG
AATGTGATGTAATGATGATCTAAAGGTTGTGTCTCAGTGGATTTGTCTCTAGTTTAGCTG
AAACGAAAATAAAAACATTTGAGCAGCAAATCAATTCTCAAAGTGGCTGGAAATTTCTTT
TAAAATGTTTAATCAATGTATTGTTTCCAAGTCAGAAAGTGTTATAAATGGAGGGCAATT
TTGTAAGATGTTGATGATCCACAAAGGTACTTTGTAACATATGAGAGTCTAAAATGAGAA
TTGACCTTGTGTTTTAATACTACCGGTACTCTAAATGTATGTGAACCCCTGGCGTATTTT
GCCAACTTTGTGCAATAATGTCCCTAATTTCTCTACTTTTGTGCTTTTTTGCTTTCAGCC



AGTTGCTAGTGGTCAAACCCACTGAGATACAATCCTGAGCTACTATGAGAGAGAACGCAG
CCCTCGCTCATTGGAGTGATAGCTTATGTTTGTAGAGTACCATGAGGGTAGGCTTCATTT
CCCACTAAACCTGAACAGGATGTTGGCAGTGTAAAAATGGATGGGCCGGATGCTTATGCC
TGTGTT
>AU167167 ID   AU167167   standard; mRNA; EST; 313 BP.
GTCAGACAGATAGGGCATCCATGGGCTACGCCCGCGGAAGTTCCAGGCTCCACCGGGGTA
CCAACGACGCCGCGGCGCAGCGCAGCGCTCCCCTATGATGGAACGGGCGATGGAGCAGCT
CAACGTCCAGCTGAACCGGCTGACCCGCTCGCTCCGCCGGGCTCGGACCGTGGAACTCCC
CGAAGACAATGAGACGGCCGTGTACACGCTCATGCCCATGGTGATGGCAGACCAGCACAG
GTACGTGTCTGAGCTGCTCCTGAACTCCAGATTTGACGTGAACTACGCCTTTGGCAGAGT
GAAGAGGAGCCTG
>AU167168 ID   AU167168   standard; mRNA; EST; 776 BP.
TTCCCTCATAATGTGATTTATGATGGAACTAATACTTATTTTTATTTTAGTTTTCTAAAA
TTGTAACTTTAATACCTCTGTGTTACAAGGAAGTGGAACCTATTTTTAAAACAGCTATCA
AACCTGTCATATGGTTTCCCTTTAAAAACAATCAAACCCAGAAATGGTTTGTTTTTAAAT
ACTTTAACCATAACAGTAAACCATTTTGGGGGGAAAATTCAAGAACATACTGTAAGTGCA
TTGAACAAAATTTCCCAGCTTTCTTTTATTTTAAGAGTGTTTATGCTGATAGTCGTCAGC
TTCTGCTTAAAGTACTTTTAACTTCCTTATTAATTAGGCTGCAGATGATTCACTGGGGCG
GCTTCCATGACCTGCTTCTATTTTCATTGAGGCTGTTTAATGGAACTCTTATATAGTGAT
GTAAAAGCATATTTTACACAAATATAATTTATATATAACCAGCATGGCAGTAACTGCTCA
TAACTTTGAATACAAAAAGTGGTTCTTGAAAGTAAAAATGCTCAAGGTAAAAATATGTTG
TTTGCAAAACCTTCTTTCCAACACATCAGATAACGGCTGAGATGCTCGGATCTCGCCGTC
TGAGGAGCTGTGACACGTGCAGCCGTGTGTGGAGGAGGCAGAGTTCCCCTGGATCGTCTG
AGGTTTGTGTGTCGGTGAGGAGGAGCTCTGACGACATCAGCAGTGGTGGCGGTGAGTCAC
GGCAGCAGAGGTGTTGCTGTGTGACGCAGCTTTCTTCAGCAATCAAAGCTGCCCAA
>AU167171 ID   AU167171   standard; mRNA; EST; 671 BP.
GGATTTGTCGTCTTTCTGCTCTGTCTGATGGGGATTCACAGTCAAACATGGGGAGTGGAA
TACGCCTCCAAACGCATCTGTGCCTCTGAAGGATCCACAGTGGATATATCCTGCACCTAC
ACATACCCACCCTGGTATAAGTTACAAGAAAACTGTTGTTCAGAGAGAATTCTGGTATGC
TAAACTGAAGGACAACAACCCACTGGACCTGACAGAAGATCCTGACTATGCAGGCAGAGT
CACATATCGCTTTTCTGAAAAGAGCTGCTCACTGAGGATCAGGGATCTGAGACTGAATGA
CTTTGCTGAGTACAAGTTCAGGTTTGAGACAAACCAACCTGGTGGGAGTTTCACCGGTTC
ACCAGGAGTCTTTCTGACTGAAAGAGGTGTTTATGGGAGTTCATGCAACAAAGTGTCTTA
CACTGAAAGAAGCATCTGTGCCTTCAGAGGATCAACAGTGACCATTTCTTGTTCTTTCCA
AATCAAAAGCTCAGATTCATCAGATTACTGGTTCAGTGTTCGTGGTCAGCAGAGCTACTA
CCACAACACTGAAGGATATGATTCATCTAAAAATCCGATTTCAAGTACAAAATCATCTAT
ATCGATCAAGTCTGACCATCAGTGACCTGACAGACAGTGATGCAGATGAATATCGGTTTA
AAACAACACGG
>AU167178 ID   AU167178   standard; mRNA; EST; 226 BP.
CCGCTTTTGGCTCGTATTGCACGCTCTTGGCGCTCATTTGCAAACCAGGTGCTTGACGAC
AAACCTGTCACCAGCAGCGGTAGCAAAGGGGGCGTCCGCGGCAGTAAAATCAAATAATAA
CACCGGACACTTTTATGACTACAGCAAACTGCGCGCGGAACGTGGCTTTCACCTTTGTGG
ATGGGATACGTGTGCGCGTCTTGAATGCGCGCATTTTTCTGACCCA
>AU167180 ID   AU167180   standard; mRNA; EST; 152 BP.
GCCTCACGGACGCAAAGCACCAGCGGTAGCCGACGTCGCGCGCACCCACCGTGACTCAGT
GACCAACATTGACAAAAGCGGCAGCTTCTCTATCAGGGAGCACTTGTCCTAAGGCGAGGT
CACCTTGAATGGGATCCAGCAGATAATGCTGA
>AU167181 ID   AU167181   standard; mRNA; EST; 263 BP.
ACAGATTTTTTATTTTGGGATTTAAAAAAGTAACAAAACTTTCATACAAATATCTACTTT
GTACATAAAGCAGCATTTAGAGACTTATTAAACTCGCCCCTAACATTTATGTGTACATTC
CCTGAATCAATGCAGCAACTATAGCCAGATTTATTTTTGCTCCAAACTTTCTATTGGAAA
ATGTATTCCTACATTTTGCCGAAAAGAACAAATTATGGGTAACACACATAATTATATCCG
CACTTGGAAGTGTAAACAAAAGC
>AU167182 ID   AU167182   standard; mRNA; EST; 304 BP.
TGCAGTCCGACTGCAGGACCTCTGACGCTTTGCATCAGCCCACAGCAGTAACAACACAGG
TATACGTGGAGCCATGCAGACAAACAACTGGAATACAGTGGAGACGACACACACACTCAC
ACACACCATCCCTTACACAGCACACACAATTAAAACAACAACCTCCCAGTATCGCATAGA
AGACACAAGCATGCATACGAAGAAGTTACCTTCACAGTCACACACACACACCTGCACATG
CAGACTACAAACTGACGGATCCGCGGTCGACGAATTCGATATCAAGCTTATCGATACCGT
CGAC
>AU167194 ID   AU167194   standard; mRNA; EST; 632 BP.
TTTTTTTTTTTTCTCTAAAAGTAAGTCTGTACTAACTCTGAATCACAGGTAAACATTGAA
TGAGCGTTTCCTTAAAGACCCACTCCAATGAATATTGTGTTTTTAGCACATACTTGTGGT
ATTTTCTGATGATGAAGGACATACCGTATATTAGGCAAATCAAGCTCACAGCTGCATTTC



TGAGAATGTCTTTATTCAAATCGTTGTGAATCAGGAGCAGACGAAAACATGCTGTTTGAA
AAAGAGCATCTAGAAAATATGCTGGGCAGGCCACAAGCTTCATGTTTCACTCAGTTCTGA
TGCATCTGATGCAAAAGAAGCATGTCTATGAACTCCAAATAAATCCATGAACGTCTTCGT
TTTTCTCGCCTGAGATGGCATCTTGCTCATAACTGTACGTCTGGATGGCTACAACATTGC
TCGCCATCTTTGTTGTACCGGTCATTTTAGGTTGGAGGTGTGAGGGGCTGCCAGCTAGCG
GCAGAGCATATAAACAGAGAGCTCTCAGCAGGAGGCAGGCCCTGCCCACAATTCAGTGGT
TAATTCCTAATTAACTACTGGCACTGCATAATCACAATTAAAGGACCACTAGGAACGCTT
TCAGCAACAGCTCAAAAGATGATTGGAATGGG
>AU167200 ID   AU167200   standard; mRNA; EST; 620 BP.
CCGAGAGCAACATCCCTGTATGCAGCAGTGATGCTGCTTCCGGTTATAGACGCGCGCTGC
ATTCGAGTTTTGTAAACATGCTCATTAATGAACATTGGTCGCACAACAGTAGACGGACAC
TCACACATGGTAAAACGTACAGTGTTTACGTACGCGCCTCACAGGTACTGATAAAAACGG
GAATGGACCACCTGGGAACTGTTGAGCTTATGAGGGTGTGCAGTGGCGGACAGGCTCAGG
TTTTTACTGGGGGGGGTGTCTCCGCTTAGTGGTTCGGCTGCATGCCGTGGGGCTTCAGAA
GAGGTTGAGGGCCCTGGGTTCTGAAAGTTGCTGTGACACAGCCCCCCCTGCTGTTCAGAG
AGGTCAAAGCTGACCTCGGGATTGCTGGTGCGGTGGCGCTGTCTGGCTATCCAGTCTCCG
ATGGAGAAGTCCTGAGAGCTACACTTGGGTTTCAGCCGGTCCACAGCCGACAGTTCCGAC
CGTGAGCCTGATCCGCCGCCGACTTGCTGAGACCACACCCCCAAAACGGACAGCTCTTCA
AAGTCCCGCTGTCCGCCCATGGTGTGCCTGCGCCTGATGTTCTTCTTCTTCTTACTGCGG
GCCTCCGGGGACTGACTCCT
>AU167201 ID   AU167201   standard; mRNA; EST; 733 BP.
AAGAATCTCATGTGAGCCTGGTCTGCTCTTAAAAGATAGCTCAGCACAGCCACAGGGAAG
CTTCAGTATCTCTGACAGACGGGGTGGAGGCTGCAGGAGCTCGACAGCATTCAGGAAGGA
GTTTTTATCCCCTCTCCTGCTTGCCCCTAGTTAAGAGCCTGACGGACTGGCTGCTACACT
TCAGAGCGTACTTTCAGCCGCCTGCATGGTGACCTGGTCCAGCTCCTGCTCCAGCTTCTC
ATACGTCTCCAGCCGAGACGCCTGCTCCGCGTTCTGAGCTTGAAGCTTCGCCACCTGCTT
CTCAGACGACGTTTGTAGCCTATAAAACTCCTGAGTGAGGAGCTGCGGGCCAAAAGAAAG
AGAGGGAAAAAAAGACACTTCGATACCGCACAAATCGATGTGTTAGAAGATCCTGTGATC
CGTAACGTGATCATCCTGCAGACTGTACTCCAGGAGGTTCGGCATCGCAGTGCTCCTGTG
TACAAGCGCTTAAAGGACATGATTCAGGCGAAAGAGAAACTCGTCTACACTTTTACCAAT
GAACACCACAGGGAGACGTACATTGAACGGGAACAGGGGGGAAAGTGCCAACGACCGCAA
CGATCGGGCAATCCGTGTGGCCGTCAAGTGGTACAGCCAGCATCTGAAAGCAGATGGGCT
GAAAGTCGTCCTTCTCACTGACGATCAAGGGAACAAAGAAAAAGCTGAGGAGAACAGCCT
AGTGGTGTACAAA
>AU167206 ID   AU167206   standard; mRNA; EST; 779 BP.
GAAAAAAAAACTACTAAAAACATTTGGATTTTTGTACATAAAGAAATTTTTAATTTATCA
CTCAAATTACGTATGTTTCTTATAATGTTTTTTACAGTAACTCCTCTGTGATGTTGTAGC
GAAGAAAGTGCCCTCGAGGATTTGAGCGTTCACGTGGAAAAACTCCACATAAAAAACTGT
TTATTCGTCAAACTTAATTGCTGTTCTTTCCTGTACCAAACCTATAACCTGGATGTATGA
AGGATTATATATGTTTTTAAAAAAAAAAGATAATATATCTTATTTTGGTCTTAGAGGATG
TTCTGGGTGTATAGCAATCAGAGATGAAACTGAAGCACTTAATGCATTTCCATGTCTTCT
GTGCCACATGGTGAAGAAAGAAAGTCTTACTTCAGAGATTTTTCTCATTCCTTTTTATTC
TTGACAAACAGCTGCCTTTTGAGGGAAGTTTGTTTGTGGCTCCAGAAGTCCTGTCACGCG
AATCCCAGTCTAGACACACTAAATCATATTTTCACTCCTTATGAACTACCAGCATTTCTC
CTCCAGGCTGCATATTTCACATTTAAGATGTTTTATGGCTACGAATCAGATGCTAACTAA
CAAAATTGTGTCAGAAGTGAGTTTGTGTTCAGATGCTCTTTTTGATTTGGTTACCTCCCA
TGTTTTGGGGTTTCATCTCATGGTATAGCTATAATCTGGAAGAATGCATGTGAGCACTGG
CTTTGTTTTTCATGGAAGCTGCCGGGGTCATTGATGAGACTTTGTACGCAGTTACATGC
>AU167207 ID   AU167207   standard; mRNA; EST; 640 BP.
CAGGCTTTGGTCCTTTTTGGGTCTGAGGCAGAAGCCATGGAAGTGCTCTGTCTTAATGGG
CGTCGGCTTCTTGGGTCAGAAGTCATCCTGAAGTGTATTTCCCGTTTTCAAATGAAGCAG
CTGACAGCTGAACCGCTCATGCTGCAAGAACCATTACCAAGGGAGGAGTGGTACCCGGGC
AGGCGCAGCAGGAGCAGTGAGGCATCTTTTCGCCCGGATAACACTATGAACCCGGACATT
AGGAATCCAAGGGATGGCATTTTACCTCAAGGGAATGTGCAGAGCCACATTCACAGAGGC
ACTGATTACGAACCACCTGCTGTGAAGCCTCGCCCTCCTCGAGACTGGGGTAATGGAGAC
CATGGTAGTTTTGGCTCCCCTGTGCAGCACTTTGACGGTCCCACGTGTGTGCAGTTGGTC
AACTTGCCCTTCCAGATCAAGAGTGAAGAAATCTATGACTTCTGTTATGGATACCATATC
ATACCTGGATCTGTCTCACTTCAGTATGACCAGAGTGGAAATCCAAAAGGCTCTGGCACT
TTGGTGTTTGAGTCTCGCCAGGAAGCCTTAACTGCGCTTCGGGAATTAAATGGACGACCA
ATTGGACCAAGAAAAATTGAGCTAATACTTCTTTAGGACA
>AU167212 ID   AU167212   standard; mRNA; EST; 620 BP.
TTTTTTTTTTTTTTAACAACACAGTTAATTTTATTATTGTATTTACATACCTTTTTATAT
GATCTTTTAAAGTGAAACATTCATTTGTCTGTTTTTCTTCTACAGTTTATTTCAGCGGAA
ACCCGTTCAGTTCACGAAGAGTCTGACTTCACAAAAAAAGTCAGAAGTTCCCCACCATAT



TAGACCGAATGTTTAACACGGTGGATTCCTGACATCATTCATCCATCTCATAAAGCTCTT
CAGAGGCGGAGGTTCCTCCGCCTGAGTCCTTCATCCGTTTGAGTTATCCTCCCCTTGCAG
CCAGTACGTCCTCATGTGGCCTTTCCCCTTCACTTCAATCTCTCCTCTGGGCTGCAGCTG
GAAGGTGTTAAACTCCTGCAGGACCTGCCGGGTGGCCTCCGACACGTGAATCTTCAAGGC
TTCTCCCGTGGATTCCATGCGGGACGCAGTGTTGACTGTGTCTCCAAACAAACAGTACCT
GGGCATCTTTAACCCGACCACACCAGCACACACAGGACCGCTGTGAACGCCAATGCGCAG
GCGCAGTTGCTGGCTGGGTCGATGTCGGATTTTGAAGCTCTTTACTGCATCGAGCAGGGC
GAGCGCCATCCGTGCCACTT
>AU167216 ID   AU167216   standard; mRNA; EST; 712 BP.
GTCTCAAGATGATGGCGAGGTACGGGCAGCTCTCGGGACTAGCAGCCAGTGGCGTGGGCT
CCGTCCCCGAGACGCACTCGCCGCTATTTCCCAGGGATCTCCTGCCATCGCCTGCCCAGA
TGGGCTACAGGTCACCCATGGGGTCGACAGAGACACAGTGGCGTCAGGCAGAGCTCCCGC
AGCTCCAGGGCTGGGCAGAGAAGGGATTGCTGACGCAGCCAAAGATGATCATCAGCAACA
TGGAGAATCCGGTGACAAACGGCCCCAGCGGGGGAGGTACCACGGCCAACGGCCCGTCCA
ACAACAGCCGTGGCTGCCCCTCTCCCATGCAGACCGGCCCGACGAACGACGACAGCAAGA
CGAACCTCATCGTGAACTACCTGCCCCAGAACATGACCCAGGAGGAGTTCCGGAGCCTGT
TCGGCAGCATCGGCGAGATCGAATCCTGCAAGCTGGTTCGTGATAAAATCACAGGGCAGA
GTCTGGGCTACGGATTTGTCAACTACATTGACCCAAAGGATGCAGAGAAAGCCATCAACA
CATTAAATGGACTCAGACTTCAGACCAAAACAATCAAGGTGTCGTACGCGCGACCCAGCT
CAGCCTCTATCCGTGATGCTAACCTTTACGTGAGCGGCCTGCCCAAGACCATGACCCAGA
AAGAACTGGAGCAGCTCTTCTCCCAGTATGGACGCATTATCACCTCGCGGAT
>AU167218 ID   AU167218   standard; mRNA; EST; 629 BP.
TTTGGTTTTTCTGCTCTTTCATTCATGGCGGCGTGTTGCCTCTCCCTGTCCCGTTGTCTC
TTCAATCCTCACTCCTCCTCTGTCGTCTCCTCACTCCTCCTCTGTCCCGTTGCCTCTTCC
CTCCTCCTCTTCTGTCATCTCTTCCCTCCTCCTCCTCCTCCATCCCGTGGCCCCCCCCCA
TCTTGTTGCCTCTCAGCTCTGCTCCTCCCTCTGAGGATCCTGCTCCTCCTCTGTCAGAAG
CTGACGAGCTGCTGAACAAGTTTGTGTGCAAGAACAACGGCGTTCTGTTTGAGAACCAGC
TGCTTCAGATCGGCATCAAGTCGGAGTATCGTCAGAATCTGGGTGAGGTTTTCTTCTGTC
TATTTGGGAATGGATCTGAGGACGAGCAGGACGAAGAGCAGATGAGCTTTCTGTCTGCAT
AGCCGCCAGCCTGCTGAGGCAGCCGGCGTGCACCAAAACCCACCTGCAGCTCTCTGAGGT
GTGTTTTGGTGCAGAGGCTTTCATCGCCGTCTCTCCCACAGGGAGGATGTACTTGTTCTA
CGGCAACAAGACCTCGGTGCAGTTTGCCAGCTTCACCACCACCGTCAGCTATCCTGGAGA
GCTGCAGTCTCATATCCTTTCTGTTCGGC
>AU167219 ID   AU167219   standard; mRNA; EST; 756 BP.
CTCCTTCTTGGGGTCGAGGTCTCCCTCCTCATCGTCTTCATCTCCGTCTTCATCTTGCTC
CTCTTCATCTCCTTCCTCCAGCTCCTCCTCCTCAAAACTCTCGTCGTCCTCCAGGGCTTC
CCCGGTGAAGTACAGGACGGCTCTGGGAACTATTCTCTCACGGAAGAAGTGACCGATTTC
AAAGTCTGTGGCTAAAGTCAACTCCGAGTCCTCGTCCAGCTCTCCGTTTGGTGGGGCTTT
GATAGGGTTAAAGAAGTTAAAGAAAGAGTCGTTGGAGACTTGTTTGGTGACGGTGCGAAT
GGTGCCGCGGCCTTTGTGCTTCTGCTTCTTCTTGATGGTTTTCACCGTCACATCCTTCCC
TTTGTGCCAGTCTATTTGACACCCTTCACAGTCAATGATCTCCGGACCTTCAAAGGAAAA
GGGGTCTGAGGCATCAGGCTCGGATTTCATCTTGTAGACTTTTGTGAGGACTGCATTGTT
GAAGTATCCGTTGGGCTCAAAGTGGAACTCTAACGTGAAACTCATCGGCTGCCCGGGCTC
AGAAAACTTGACTTGGATGTCCTTCAGGTGTTTCAGGATGGGCTCGTCGTGTTCCTGTAA
CATGTCACTGAGCATGTCCACACTCTTGAAAATTGCGAGCCAGAACTCCGGGGATTCCTT
TGGGGCCCTTCTTCTGGTGTGGCTTCCTCCTTTTGCATCTTCAATGGAAGCTTTTTTCCT
TTACCTTCCTCAGCGAGCTCCTCCTTCTCGTCCTTG
>AU167220 ID   AU167220   standard; mRNA; EST; 516 BP.
GGGTTTTACTGGTGAGGACTGCAGCGAGAAGACGTGCCCCAGCAACTGTCTGGACAGAGG
GTCCTGTGTAGATGGCAGCTGCATCTGTTACAAGGGCTTCACCGGAACAGACTGCTCTGA
GCCAACTTGCCCAGGAGACTGCCAGAACCACGGGAGCTGTGAAAATGGAGTCTGTGTTTG
TGATGAGGGCTTCGTTGGAGACGACTGTTCTAATGTCTCTCCACCCAAGGACTTGACAGT
GGTGGAGGTCACTCCAGAAACTGTTGACCTCTCCTGGGAGAATGAGATGCATGTTACAGA
GTACTTCATCACCTATTTGCCCACGGCTCCTGGAGGTCTTGAGCTAGAAATGCGGGTGCC
TGGCGACCAGAAGGAGGCAACTATTCAAGAGCTGGAGCCTGGTGTGGAGTACCTGATCAG
CGTCTATGCTGTACTCAGCAACAAGAAGAGTGTTCCCGTCAGTGCTCGGGTGGCTACAAA
TCTTTCTGAGCCTGAGGGTCTAAAAGTTCAAGTCAG
>AU167230 ID   AU167230   standard; mRNA; EST; 255 BP.
CTTACCGCACGCCCACCTTCCCACAGTTCCGAACTCAGTACATCCGCCGACGCAGCCAGC
TGCTCAGAGAGAACGCCAAGTGTGGCTTTGAGCCAGGGCTGCGCAGGCATTACCTGAAGC
TGCGCAGTCAGCTGTTGGCCCTGCGCTATGGGCCCCTGTCTGAGCAGAGCAGCTTCAGGG
CCAGCAGTGTGCGCAGCTCCCGCACCACACTGGACCGNATGGAGGATTTTGAGGAGGACC
CCCGTGCCCAAGGGG
>AU167231 ID   AU167231   standard; mRNA; EST; 262 BP.



ATTTAATCAAATATTTATTTAATTATGAACAGCATGGGACTCCATAAAAATAGACCATAT
CAAACTTAAAGTGGCTGGGTAGCTTGGTTGGTAAGGTAAAGGGCTACAATGCAGGAATCC
AGGGTTCAATTTCCGGAGGGGAATAAGCAATGGTACCTGGGGGGCAATTACCATATCAAT
GGCGAGCAATTCACCCCAGTGAGGGGTCTTAGGCAAGACCCCTTAACGCTTCTGGCCTTC
CGGGCGCCGGTTTGGCTTGCAG
>AU167232 ID   AU167232   standard; mRNA; EST; 184 BP.
CAGCTCCGACCCGTACGTGAAGTATGACCATCCTGCCCGAGTAAGAAGCACCGGGTCAAG
CACCCGCGTGCTGAGGAAGACTCTGGACCCGCTGTTCGACGAGACCTTGACCTTCTACGG
AGTGGACTACAGATTTGTTGACCGAGCTCACGCTGAACTTCCTGGTGCTAAGATTCGACC
GTTT
>AU167236 ID   AU167236   standard; mRNA; EST; 704 BP.
AAAAAAACTAAACGTAAAAAGATGTACGAACTAGATGTTAGTTCCATGTACCGTATGGCC
GCTTGTATGTTGCATGCAGTTGTACAGTTTGCTTGTACTTGAATATTAAAGAGGTTAAAC
CGAGAAGCCATTTTCATAACGCCGTCCGAAATCAGCTGCAGTCTGTCCGGTGCTGAATGT
CTCAAAGCGAACCCCGAGGTCACACCTACGTCTCTCCTTCACCGTCTGGAAAAAGTACTG
TACTGTACAGTGTTACTGAGCAGACCTCACAGCACCTCCTGCAGGAGGAACAGACCACGT
ACGAAAAAACGCCACGCGGCGTTCAGTGACTCGAGGAGTCAACGCAGAGTCTAACTGTAA
ATACCCGACAGCTGTTTGCTGGATTTTTAGTTATATTGGACCAAGTTGATGAACAAGCAC
ACGTGAGCTTCACTTTTGAACCAAACGGGCCATGTTTTGTCTCACTTCACAGCCGTTTTC
TTTCCATCGTTTGGTGAGGTCGGTTATTTCAGTTTCTCTTTTCTTTTTGTCAGTACTAAC
AGGAAATAAATTTGCTGATTGTTTACAAACTTCTGCGCTCCACTGTAACTAAACAAAAAA
AGATTAGAGAAAAGTCAAAAAAGTTCACAGCAACGTTTCTTGTTTGTACAACAGATGTGG
CTCAAATGATGTGTATGTTTTATATATATAAATATATATTAAAA
>AU167240 ID   AU167240   standard; mRNA; EST; 206 BP.
GTTTTTCGTGCATGTATATNGGTCGTGTTAAGCCGGGAATGTATAAACATGTAGCGACAC
GTGGCTGCTAAATGGTCTCCGTTGTCTTAAAATGTCGTTTNTCGTGAAACCGGCGGAGTG
ACGCGTGGTTTTCTGCCTCCATGGACAATAGACCTGCAGGCTCCGTGTTCCTGGGCGGAC
ATGCATCAGTTCATCGGGGACCTCCT
>AU167241 ID   AU167241   standard; mRNA; EST; 186 BP.
TTTTTTGGGGGGGGGTTTAAAGTGCTGCTGTGAGATTTGCGTTTTTGCTCTGGGTGCGCA
TTTCTTCACTCTGAGGGAATCGCGGACATAACCTTCAGGAAACCACCAGCCCACATGATT
GATGCAGCACAGGCAGTAATCCTGGCGCTCCTGTTCGGGCAAACGCTCCGCTTTTAGCTC
TTTACT
>AU167251 ID   AU167251   standard; mRNA; EST; 422 BP.
GCAAAGCAGGGCGATCCCAAGATGAAGATCCACGGGACTGTGGCCTTCAAATGCGAAAAC
GTGGCCACTCTGGACCCCATCACATTTGAGACGCCCGAATCTTTCATCGTTCTGAACAAG
TGGAATGCTAAAAAGACAGGCTCCATCTCCTTTGACTTCCGCACCACAGAGCCCAACGGC
CTTCTCCTTTTCAGCCACGGCAAGCCCAAACAGCAACCCAAGGATTCCAAGAGTCCCCAA
ACCTTTAAGGTGGACTTGTTTGCCATTGAGATGTTGGAGGGCCACCTGTACTTGTTGCTT
GACATGGGCTCAGGAACTACAAAAACCAAGGCGGACAATAAAAAAGTTAACGATGGCGAG
TGGATCCATGTGGACTTTCAGTGTGACGGACGATCAGGTTCCATATCTATGAATACCCTA
CG
>AU167252 ID   AU167252   standard; mRNA; EST; 791 BP.
GAGAGTCGAAGCAACGGTATTAACCATTGACTGTATATGAGAACTGGAAGGACTTCAATC
AAAAAATAAACAGCTATTACTCATTATAGTTGTTGGTTTAACTATTCTTAATCTTCTACC
TTTTTTTTAACAAGTTCTTCCTTTTTTCATGATGTTTATCTGTAGTGCAAGTTATTCAAG
TGATAAACTAACCAATCAGATGCCTCAATAAAAGTATGTGGTTTCATGTCGAATGTTCGA
AGTGTTTGATTGACTGATCTACTTGGCCCGCTTTCAGGTGGTAGGGGCCGGAAGAAAGCC
TTTTTCTATAGGTGATGTCACACTCACTCTGTCCAGTTCACATATACAGTCAATGGGATT
AGCAAAGCTAACGCATATAAAAGGGCTGCATCTCTGTATCTTTCTCGTATATGCAAGGCA
GCTGCAAACAGGTACAAGTTCACACACAAACGGCTGCAGACACTATAGGAAAAGGGAGGC
GTTTCCAGAAAAAGGGATGTAGGTGGAGCATATTTTCTGTTATAAATATTTTTTAGCCAC
AACTTCTATCTGGCTTTGACAGCCAGGCTCTCAGGACCATTGAGAACATCAAGTGGCCCT
AATGCGTCTCTAAAAGAGCAATAGGAGCCCAAACGTGCCAGCCCCAAGCCTTCTGCCTTG
TTGCGCAACGTCGACCCAGAATGGTTTGGCCACGTTCTCCGTCTTTCCTTTTACCATCCG
ACGAGAGCCATTTTGCAGTTTAATACAGGGGGCTGTAGGCTGGAAACGGCCTTAAGGCAA
ATCTATACTCG
>AU167253 ID   AU167253   standard; mRNA; EST; 586 BP.
GCATCTTCTGCTGGGATGCTTTCGCCACTTACTACAACCTGAAAACGCACCAGAAGACGA
TTCACGGGATCAATCCCAGCCTCATCTCCAGTGAAAAAACAGCCAACGGGGGCTATAAGC
AGAAAGCCAACGCCCTCAAGCTTTACCGCCTTCTCCCCATGCGCTCTCAGAAGAGACCCT
ACAAGACCTACAGTGACAGCTTACACAACGGGCTTCTACTGCCCTCAGCTGAAGCATCTG
CCCTCTCTCTGCCCGGCCTGGGTTGTCCTTTAAGCCCAGGAGAACTACAGAGTCTCATCG
CCGGGGCCTCGCATCAGACCTTAAAGCCTGATCCAGATGCTTTTCCTGACGGTTTCCCTG



TTTCCATCGCTGCTGACCACTCCCCGCTAACGTCCCTCCCCCAAGCGAACGTGCCCCAAG
TTAGAAGAGAGGAATGCGAGCTAATAGAGTCAGAGTCAGAGCAAGGGAAAGGCGTTAGCA
GCTACAGACCGTCGAACAGCACCAAAACCAAAACCGTCAAAAGTAGCAGAGTTACAGAAG
CGAGCATGCCCCTCTGTGATCACGTACGGACACACGAAACCCTCCG
>AU167254 ID   AU167254   standard; mRNA; EST; 775 BP.
GTTTCAAGGACATTTCCAGACATAGGGGCGCAGAGTGAGAACCTAACCTGCAATATTCCG
GTCAGATGTCGCCTGCCATACCTCTGCACCAATGCTGCCCATACAAAACAAGATCATGTT
ATTGCTGCCACAAAGAGCAAGTAGTTCTTGCGAAACTCAGACACATCATTTCTGCAAAAA
AAAACATCTTGGACTTGTAAAACACGGTCAACACTAGAAAGTTTCCTTCCTGCAACACAA
TATGTAATTCTTACAACAGACAATCATGTCATAACTTCAAAGCCAAAAAAAGGCGTGTGT
GCAACACAAAAATTTTAAATTCATGCAACACAATATTTTGTATTTGCAATTGATATTCAT
GTATTACCTGCAATATACAACCTTGGCATACTTACAAAACTGGAACATGTAATTTCTGCA
ACACAAAAACATTCTGAGTTTTCAACACTCCGCTATGTTGCTTAGTGTCTGATAAAAAAA
AAAATTTAAATAAGCATTATAATTTTATAGACACAATGAACCTCTTTGAATCATTACGAA
AAAGTTTCGGACAATTATGCATGCGAGAACTCAGACGGCTGGAAAAACTGGAACGTTAAC
GGGCGCGTCAGAGGAATCATCTGCGGTTTAACCTCCGCTGCCGGGATGAAGGGATTATTC
CAACCAGTCTCAACATAAAGAACCCGATCAGAACCGACAACGCAGAGCGGGTGATCAAAA
GAGTGCGGAGGGCTTTGGTCAAAGAAAGAATCCGGTGCACAACAAACAAGATCAT
>AU167256 ID   AU167256   standard; mRNA; EST; 744 BP.
GTTAAAGACTCCTGGTGCAAAAGAAGAAAGTAGTCAACCTGTTCTAGCTGTGTCAAGTGA
AGAGGCCTCTAAAACAACCATGGACCAAGCAAGGTCGACAATATCTAAAATTTTCAACGG
AGAGCCGCACTCGTACACGCGGTTCAACCTGACGCAGAACATGGAGGGCGACAACAGCCA
CGTGGAGATGAAGCTGTCCTCCGACATCGACGAGGAGGATGGCGGAAACGGAGTGGGCGG
ACACCTCAACCACGCCGCCAGCAGCAAACCCTACATCAGCCAAAAACTGGGACGCACGCC
CAAGAACCTGTGCTTCACGGCGGCAGCGGTCTTCCTCATCTTCATCATTGGCTTCTTGAT
CGGCTACGCGGTTTCTCAGAAAAAGGAGCAGGCTCCTGTCTGTGCTGCCTCCGTCTCCAC
TGCTGACACCACCTACACCCACGAGACCGGTGCCGCCCCCCTCATGGACTGGGACGATGT
CAAACGCCTCTTCGTCCAGAAACTCACCCCTGCCAAATTAGAAAAGACCTTCAGTGATTT
TTCTAAAGACGACCACAGGGCGGGCTCTCCTGGTGATGAAGAACTCGGCCAACAAAGTGA
TGGACTACTTTAACCTCTTCGGGCATGACCACCTGGACAGACGAGCACTTTATCAAGGTT
TACGACCCCCAGCTTCTGGCTTCAACAGAATTCTTTTTAAGGACGGAACACAGGAGCGTC
CTAAGGGTTTTCTGTCCTACAGCG
>AU167258 ID   AU167258   standard; mRNA; EST; 150 BP.
CGGTGCGGTGCGCTCGGCATATTTACCCAGCTGTCCGAAAGCCCCAAAACAGGGATCAGC
CATGGAGTTCGTAGTAGCTGATTAAAACTTCTCGAGCGGACGGTGCTGATCCTGCACCGG
TCCTTCATGCCCAACGTGGAAGGGACTTTT
>AU167261 ID   AU167261   standard; mRNA; EST; 303 BP.
ATCCTTCTCTGCCATCATAAATATTTTTTTTATTAACTACATCTACTGATCAGAGGTCAC
TGTGGCACGGGAACTTTACATCAGCTTTCTGTCTGGGTGATCAGAGGCCCGCCCAGACCG
CTGGTGTCTGATCTCCAGATGTTTGCTCTGCACATGGTCAAAATGCTGAAGGAGCTCATT
GAAATCCACTTGGGTGTGAGAGCCACGCTTGCTTGGCTCCTTGGCGCTTCGAGTCCCTAT
ACTTTGACTCATCTACAGGCCTCAAGAGCTCCGGGTGGGGACCCAAACGCAACCCTTGGG
CAC
>AU167268 ID   AU167268   standard; mRNA; EST; 768 BP.
GCGGGTCGGCGCCGGCTCTTCGCTCAGGCAAAAACAAGGCAAAGAGGACAGGCAGCACGG
GGAGGAGCCGCACTCGGGGCAGGAAAACGGGGGCTTGTTTGGCGACCAACACAAATGCAT
TTACAAGTTCTATCCCATCAACTCAGAGGTTAAGGGGAAATCTGTGTCCTTGACCAACTT
CTTCAGGATAGCTCGCAACACCATGACCATGTGCTTTAACAAGGAGCCGGGGGCCGCCGA
GGTCGAGCAAGAATACTGGAGGATTGTGGAGCAGAGAGACTCCCACGTGGCAGTGCATTG
TGGGAAGGTGGACACGAGCACACATGGCAGCGGTTTCCCCACAGGAAAGTCAGAGCCATT
CTCAAAACACGGTTGGAACCTCACTGTCCTCCCCAATAACTCTGGATCCATTTTGAGGCA
TCTAGGTGCTGTGCCTGGAGTGACTGTTCCCTGGCTAAACATTGGCATGGTCTTTTCTAC
CTCATGCTGGTCTAGAGACCAAAACCGCCTTCCATATATTGATTACTTACACACTGGTGC
TGATTGCATTTGGTATTCTGTCCCTGCTGAGGAGAAGGCTAAGCTGGACGAGGTGGTCCA
CACACTGCTTCAAGGCCAACGGCACGCCAGGACTAGAAATGCTGGAGAAGAACATCATGA
TCTCTTCCAGAGGTGCTATGCCGGGCAAGGCATCAAGGGTTACCGCACGGTCCAGCGGAG
TGGCCCAGTTTGTGGGCTGGTTTCCCCGGTGCCTTTTGTTTCCAAATG
>AU167272 ID   AU167272   standard; mRNA; EST; 564 BP.
AGAAGCCTCGCAGCTCTCTGTCTCCGGTAACGGAGGCGCTAGCAGACGGGCAGCGCCGGC
AGCCCATCAGTCCGCGTTAAGGAAGGCGACAATGGACACGTAGAGGAACTTTCATTTCGC
TCTCGACCTATTTTCGACCAACTGTGGACAATATATATATTTTTAATAAATTATGCCATA
ATGCACGCTTTGTAAATGCTAAACAGCAGATGGCGGTGAGCTGAACATCACACCGCAGCC
TGAGCCAGTGTGTGGGGACTTTCTTATTAATACTTTAGTGTTTTAAAAAACTATCTTAAA
CTTATTTGCTTTTTTCCGTCTAAATATTTGACCTCAATAAGAGCTCAGCTCCAATAGAGC



CTTCATTTAATTTTGCCTTGACTTGGGAAGACCGACGGGAATCAAAACAATGTCCTGACA
CAAGGATGCTCCTTCAGCACCGAGTCTGCTAGACGATCCCGACAGCCAAGATGTTCACGC
GAGGTTATGGTGGGGTGGAGTTACTGATGGAGCTGTGGAGCCTGGATCTCTCCATGCCCT
GGCCTCACCACTGCATCTGATTCA
>AU167285 ID   AU167285   standard; mRNA; EST; 405 BP.
ATGTCTGGTTGGTTCGCCATTACCATCCTATCAGTCTGGATCTGGTAAGATCCCACAGGA
TCTTTGCCCTCTCATTCTCTACCACCTTCGGAGGTGTTTCCCATTTTGACCTTGGGGTTT
CCAGTTCATATTCTGCACACATGAATCCTCTATATTATTCCAGCCACTTGATTGTGGCGC
TCCATGTATGCTTTCCCTGCCAGCATCTTACACCCTGCAGTTATGTGCTGGATTTTTTCA
GGCACCTCTTTGCACAGCCTACACCTTGGGTCTTGTGTGGTGTGGGAGATCTGAGCCTAT
ATTGCTCTGGTGCTCAGGGTTAGGTCCTGAACTGCCAGGATGAGTGCTTCAGTGCTGGCC
TGTAAGCCAGCCCTTTCTAGCCATTGGTGGGACTAATTGATATCA
>AU167291 ID   AU167291   standard; mRNA; EST; 726 BP.
GTTTGAGATCCTTGAGCCTGTCCTGGATAGATGTACCCCAGAACAACTGTACCGCATCGA
GCTGAGCAATCAGTGTTTTACGGAAGATTCAGACGAGCTGTGGAAGCGCCACTGCCAGCG
AGACTTTAAGCGCGAGTCTCCTTAGGAGTTCGAGTCATGGAGGGAAATGTACCTGCGGCT
GCATGACGAGCGGGAGGAACGGCTGAGGCTGCTCACCCAGAACATCACCTCTGCACACGC
CAACAAACCGAAAGGTCGACAGGTTAAGATGGCGTTTGTAAATTCTGTGGCCAAGCCTCC
ACGTGACGTTCGGTGCCGACAGGAGAGGTTTGGTACCTCTAGTGGTTTGACCTGAGCGGC
TTCTATTACAGCTGCCTCTCCTATCAAAATCCGACCAGTTGTTACAGGCGACTCTGGAGA
GTCGAGCCGCTCCTCTTCCTTCTATCTGCTGGCCTCACCTGCGCCTTCATCCCGGCCCTC
CGCTCCAAGTGGAGGAGGAGCAGGAGGACTTGGTCGAGAGAAGCCAGCTGTCAAAAAATC
GCCCCTATGATGGCCAAAACCATCAAAGCGTTCAAGAACAGATTCTTCCGCCGGTCATCT
GAATGAGCCTGAATGTATTGTATCAATTACAACAGTTTTTAATGGAAGCTACAAACCATT
TACAAGGGAACTGCATTATGGGCTTCAGTGACGGGTCTATGAGATTCTGAGATCAATCAT
CAATGA
>AU167292 ID   AU167292   standard; mRNA; EST; 374 BP.
GCAGGCCGGGAATCTCCAGCGATAGGATTCATCTTAACCGGTGGACTTTGCCCATGACTC
CTGCTCTCGTTTTGCTGTAAACGGTCTTTATAACAGCCCCGCACCTGGAAACATCGGACA
GCAGCGGCGGAGCTCAAAGCTGGGGCTTCTGGGAGCTGCGGGGTGCGCGCACAGGTAACC
GAGCTAGCTACTGGAGATCATCTGTGAATAGCCCGCACACACATACACACACTGTTGTTG
CGGGATCGGCAACTCCTCTGAACGCCAACATGGCGGCCAAATATGGAGATGAACGTTTGA
AGGAAATGGAGGCTGAGATGGACCTATTTGATAAAGACGTTCTTGGTGAAACAGTGCCGT
TGTCATGAAGCCCT
>AU167302 ID   AU167302   standard; mRNA; EST; 553 BP.
TTCACCTGGGGGTGCACTATCCCATCAACAAAAACAACAACATTCAGAAACTCACCCAAT
ACTGGTGTTTGTGTGAAGAGCCACATTCACCGAGCAACGAGACTCTGCGCTTTTGGGAGG
AGAGCAACATCACCGCCTCAGAGGTCAACTGGACCTCGCTGGATGTAAACGAGTGCGAAA
AATTGCACGGACACTTTGAAGGGAGAGCCTGCGGCCCGCACGGCCCTTTCATCCCAGACG
TGCTCTTCTGGTGCGTCATCCTCTTCTTCTCCACCGTCTTCATGTCCGCCTTCCTGAAGG
AGTTCAAGACCAGCCGCTACTTCCCCACCAAGGTGAGGGCCATCATCAGTGACTTTGCCG
TCTTCATCACCATTCTCACCATGGTGATAGTAGACTACGCTTTGGGGATCCCTTCGCCGA
AGCTGCAGGTCCCCAACAAGTTCAAACCCACTCGGGATGACCGGGGTTGGGTAATAAACC
CTGTGGGGCCCAACCCCTGGTGGACCACCATCATCACCGTCATCCCGGCTTTGCTCTGCA
CCATCCTCATCTT
>AU167306 ID   AU167306   standard; mRNA; EST; 539 BP.
GGCAAATGTAAACGTTTTTCCCCCTGAAGCACCCATGTTTGTAAAGATAGCACCTTTAAG
AGCTCTCCTAGTAGAAACTTTTAATAGAATAGAGACATTTACAGCATTCTTTTTTAATCT
TTTTCTGAGGAAGGATAAAAACTGGGATGTAAAATGTTTGATTTTTTTTGTCAACCTTTT
TCCATTAGCTTTATTCTGATTATATATAATTATACTTTTCTTAAAGAGATTTAGGGATCA
AGGGAGTTGAGTCTTACAAATGATTCATGTGAACAGGACTGTTAATATTTCAGAAGGAAA
AAACATTTTTTTGAGGTTTACAGTTGAAACCAGAAGTTTACATACACCACATAAAAACAC
ACATATGCTTTTTTTTTCTCGCCATAAAAAAATAAAATATATTTTCCTGTTGTATGTCAA
TATAAATTAACAAAATTATTTCTTTTTAATAAATGTGAGAATTATGAGATGAGTTTTTTT
TCTAGATAAGAACAAAGAGAATGCATTGCCAGTCAAAAGTCTTGGCACCAAAACGCCTG
>AU167307 ID   AU167307   standard; mRNA; EST; 316 BP.
TTTTTTTTTTTTTTTTTTTAGAGGTAAGAAGAGTTTTATTGTTTCTCCAGATGTGTAGTT
GTTCGTGGCTGGTGGTGACGTGGACGAGCCTGATGGCGTGGCTGGAGGGCTTAATGCGGC
TGGCGTAGGCTGTGGTTTCTTGTAGGCTTCTGTGCAGCTGAGAGGATGATCCACGCTGAC
TTCACTCTTGGGTGGTTGAAGATCCATAAGGGGTAACGAACTGGCAATGAACTGTGGAGA
GGAGTCTCCTTTTAAGCAGGAGCAGCATATGATGAAAGTGGAGTCAGTTGGTGGCAATCA
GGCACAGAAGCAGGCA
>AU167308 ID   AU167308   standard; mRNA; EST; 547 BP.
TTTTTTTTTTTTTTCACAGAGCTGTTGAAGCGAAAAAATCTCAGGTTAAACTCCGAATAG



TAAAGAAGAAAAACTGAACAGAATATTTTGTAGGCGCTAATGAATTGGCCAAATCAGCTT
AACAGCTCGACCTGTGTTCCTCCCTGTGTTGTGGGGCGGTGATGCACACTGACTTGTAGT
CAGCTGACTCTCTGGCTCCTTTCTGGCAGCTTAAACTCCCACCTGCAATCAAAAACTGGT
GCGTTCTGTTCTGTCATTTGGCACATTTTGTGACTGATTTGAAATGAGGTCAAAATAAAC
CTGTTCTGTAGTTATAATAAATTTATACTGCAAAGGATTCCATACTGTGCCAAGATGGCT
TTAATCATTTAACTAGGGTTACTTTTGTTTAGTTTTTTATTTTATTATTTAAAGCATTTG
TATTTAATTTTCTCATGAATTGAGTTTCCCTTGTCTGTACTTAGCTGTTTGTTTGCTTTA
GCTCACTCCATACATTCTACACTTAACCTCTGTTGAGCTCATGACACTTTTCTTTTTTTT
GTATTCG
>AU167310 ID   AU167310   standard; mRNA; EST; 552 BP.
GTTACTTTAATCATTAGCTTACATTTCATAAACAATACATTGCAATATAATAGAAGAGAA
GCCATTGCAGCTCTTGCATAAATAAACCAGCAGAAAGGATGGTTGTTAATGACATTGATG
AAACCAGCCAAATAATTAATAACGGTTCTTTAACTACATTTTAAGAATAAATATGGAAAG
GTAATATCTTAGTGACGAACTGAGTCATTGAAAAAGACTATGGGTGTAATTACAGTGCAA
TGAGAGCTCCTTTAGCTGTGAAAACATGCAGTCATTAATCAAACATGACATTAAAAACCC
CTTCATAGCATTTACAGCAATGTTCTGAGTTACTGACATTGCAGACTAAATAAGTCTAAT
AATATTTTATCCTTGCAAACTGACACTTATTAATGTACTCAATTCTACGTACAAATTATT
TTGTAACGCTTTCAAAAAAAAATATTTATTCTAAATATATTTACAGAAGTACTTTAATTG
ACAAAAATGGTAGAATACGAAAATCAAGAGAGTAAAAAAAAAAGGGTTATTTGGAATCAA
TAAAACAAAACT
>AU167313 ID   AU167313   standard; mRNA; EST; 560 BP.
AAATAACCCCCAGCCTCATTACGGTTTGTAATCACTCGGGTTGCATCGGTCGCTTGGCCA
TTGGATAGAAACCAGCCCAATTGCTCTGAAATGTGACACACACTGATGACATCATCCATG
ATTGAAATTTTACGCCCATAGTAAAATCCTGCGCCGTTTAAAAAAAAAACATAACATTTT
TGCTTCCAATTATTTGCCTTTTAATATTATAATATTTTCCACAAAAAAACAGTGTTATAC
TTTAGGAAAACTAACATTCCAATTTGTTGATGTAATTTCCACTTCAGGGCCACCGTAGTT
GAAGGCTTTTAAAATGCAAATAAACCTGATGTACCGCCTACCTTCTCTTGTCTACACCAT
TCATTTAACAGAAAAAGTATTTATATAGATGTAAATCTCTATAAATGAGAAACCATTCCA
CTACGACGCTGGAGAGGAGCACGTCGTCAGGCTTGAAAAGTAGAGACCCCGCTCAAAAGT
TCACCAAAGTTATTAGACCGCACCATTGATTGGTGCGATGGCCCGATCCCTGTAAAAGCA
CCAACTGGGTATAATGCAGG
>AU167316 ID   AU167316   standard; mRNA; EST; 548 BP.
TTTTTTTTTTACAGCAAGGGTCCCCTTTTGGTCACATTTAGGAATGTGAATGGAAAGTCA
TGGCTTTGGATGGAAGAGGAAAACGATGTGTAAGAAAACGCTCAGCATTTGCCACCTTGT
CAGGTTTGGGGGGGGAAGATCAAGGAGAAGAGGGTGAAACTTGATTGGGACGAAAAACAG
AAACAAAACCCGTCGGTGCAACTTTTGCTCTTTGAATGACAAAAAAAGAAAATTCTAAAT
AAAAACAAACACATAAAAGTTAAAAAAAAATAACCTGAAACACATTCATGATTTGTTACA
GGATGGTAGAAATAAACAACGGAATATCGTGATTCTTTTCCTGAAAGGGACACAGACGTC
TTTGGGAAGTGGGATTCAGTCAGTCCTCTGAGCTCGAGGACGAGTCGGAGTCCTTCTGTG
CTATGATGACGTCCTCCAGTAGCGCTTCTTGATCTGAGCTATCATAGTCTCCTTGAGAAA
GGCTGTCACCGCCCTCCATTTTAACGTCAAAGTCCGGGCCGCTGAGGAAATTGTGGGATG
TCTCCAAG
>AU167317 ID   AU167317   standard; mRNA; EST; 528 BP.
TTTTTTTTTTTTTTTTTTTAGTTTTTTTAAGAGTTTATTTCATTCCTAGAAGATGTGGTC
ACAAAAAAAACTTTTTTACATACATTTTTACAAATCAGTTGAAAATAACTAAACACAACA
AGACACTATTCGGATCCACCTTTCTGACGAAACCAACAGTATTGTCCTCACAGAGGGCAG
AAATCCAGGTTCCTCTACAGGGAAAAAAACATTAAGGTAAATACTTTTGTTAGTTAATTC
ATTAGGGCAAACTCAAATTTTCAAAAGATAACACATAGATTTCAATATTAAAGGCTTTAT
TTCTTGAAGAAGTGTTGGTTATGGCTAAATGTAAAGAAATCTTGACATTTAGTCCCTTAA
AAAATTTGAATATCAAACGAGAACAATAAAAAAATATGTTTTTGGTGCAGACTTCAGGTT
CTTTTATTTTCTAAGAACTTGGTATTTACCGTAGTTGAGGCTCATTTGAATGAATTTAGA
ATCAGTGTGCAGTTTTTCATACAGTGTGGCATGAAGCAGATCCGCCTG
>AU167330 ID   AU167330   standard; mRNA; EST; 532 BP.
CTTTCGTACAAGACATTTACTGCAGACCTTATAGATTTTAACCGTCTCATGGCTCCAGTT
CTAATTGGATCATCAAACGATGGCAGCTGGAAGACCATGTGTGTGTTTGCTCTTATAAAC
AGACTCGGAATGACATGATTCATCAGTTAACCGACAGAGATGCATTTTTATGCGTTACAT
GGAAACATTTATGCTTCTTTAAATTGCTTTTTGATAATAAAACTGTCAGAAAGCTTGAAA
GATTTGACTGAGAGTAAATTCTATATTGAAGAAATAAACATTTTCTCCATTCAAAGGGAA
AATGAGCAAAGGTTTCAATAAGATAGAATAAGATTAGGGCTGATATCATCAGTCAACGTG
GGGATTCTGGTTTTAAACCTGCTCTTAACATAGCTCCCTAAAGACTTAAGGGGAAAAAAA
GAGATTTAATTTGATGTGGATAATGGAGGTTTAACGGCCCTTAAAAAAGCCGCCTATGTT
GTGTTTGTTTGGATTAATGCTTTTGATTTGTTTGTTTATACTCTCCCTGTGT
>AU167331 ID   AU167331   standard; mRNA; EST; 556 BP.
TTTTCACACAGTCTTTTATTTGTAAATAATAAAAATGAACTCTTGAATATAAAACATACA



CATCAGTAGAGCCACATCTGTTGTACAAACAAGAACTGTTGCAGTGAATACTTTGTCTTT
CATCAAGATTCATGGTTTAGGGGCGGGGAGCCATGGGCTGTAAACAATCAGTATTGCTGA
AGTAATACTGACAAAGGAAAGGGCAGCCGGCCACGCTGCCGAAGATCAACGGAAACTAAA
TGTGTCTGCAAATCCAGATTTCTCGTTGGCTTCAAAAGTCCAGTCCAAACCATAGTCAGA
AACAGGGAAAAGCATGATAAAAGAGAAGAAAGTAAGCGTTGTTCCAATTGGTTCCGCTTC
CTTGTCTTAAACTGGACCTACGACAAAGGCCCGTTAGCGCCCATCGGCTTCTCAGTGCCG
CTCAGCGGCTAAAGCACCGAAAAAAATAACCCAAATTCTCCCGGACGAGACTCGGAATGT
TTATGTGTTAGAAATGTTTTCAACTGCTCAAAGGGGAAGAGCCGCTTGTCCCGATTGGTA
TGTAGAAAGGTGTGCA
>AU167343 ID   AU167343   standard; mRNA; EST; 737 BP.
GAGATCTTCACCAGGATGTTTGCAGACCCTCACAGCAAGAGAGTCTTCAGCATGTTCCTG
GAGACCCTGGTGGACTTCGTCGTTCTGCACCGGGACGACCTGCAGGACTGGCTTTTTGTC
CTGCTCACCCAGCTGTTGAAGAAGATGGGAGCCGACCTCCTGGGCTCTGTCCAGGCTAAA
GTCCAGAAGGCGCTGGACGTCACCAGAGAGTCCTTCCCGTATGAGCAGCAGTTCAACATC
CTGATGCGCTTCATCGTCGATCAGACTCAGACGCCCAACCTGAAGGTGAAGGTGGCCATC
CTGCGCTACATCGAGGCCCTGGCCCGCCAGATGGACCCCGCCGACTTTGTCAACTCCAGC
GAGACCCGCCTCGCCGTCTCCCGCGTCATCACCTGGACCACCGAGCCCAAGAGCTCCGAC
GTGCGCAAGGCGGCGCAGGTGGTGCTGATCGCGCTCTTCGAGCTCAACACTCCCGAGTTC
ACCATGCTACTCGGCGCTTTGCCCAAGACCTTCCAGGACGGCACCACCAAGCTGCTGCAC
AACCACCTGAGGAGCGCCAGCACTGCCGTCGCCATGGCGGCTCCCATTAACTCGGCCACG
CGCACGCCTCCTCGCGCGCCGGGAAGCCGTGGCAGCCCGCTCACCTCGCCCACGAACTGC
TTTCACGGGAGTCTCTCCTCCAGTCGCATGTGGGCCTGGAGTGCAGACGGGTTCTCTACC
CTTTCCTACCCCCTACT
>AU167346 ID   AU167346   standard; mRNA; EST; 939 BP.
CCCGCGGACCGTTTTTTTTTTTTTTTTTTTAAACAGATAAAAGCCATTTTATTTAAAGTA
ATTCACATGTTAGGATGAGTTTATAAAAACAGCCTCATCAGTTCAACATGAACTCGTAAA
AGAATGACTAAAATCGTACAAACTTTCTAAGAACATTGAACTAATGTGTGGATAAAACAA
CAGCATCAGCGACAACATGAACTCCACTTTCATCAGTGTTAAAATCGGCAGTGCAGTTTC
CTGAGAATCATCGCTGAAAAAAACCCAAGAAATAAGATCTCAACCCAATCCATTACCTAC
ATATGTCCACATTCATCCTGAAGGGAAGAGACCCTGCAAGTAAAAACAAATCCCACTTGA
TTTCTGTGGAGGAAAAAATATTGTTAGAAATGAAAAGCTTTTAAAAAAATATTTATTAAG
TTAATTTAAGATAAAAGGTTTGATGTCAAATTAGTACGTTTAGAGCAGAGCTCTGCAACC
TAATGCTGCAGAGTAACGTGCTCTTTTATTCCTCCGCTGTGGCTCTTTGGCGTCAAAGAC
AAATATTAAATACATCATTTTTTGCAGTTTTACTTCTTTTGTTTATTAGGTTTTGTGGTG
GAATATTATTAAAAAAACACACAGTATGTTCTGCAGCACTACAGTATAGAATTGTATTTA
TATTTATTAGATTCGTTTCTGAAAGTAGAATTTTTACTTATTTTTGTCATGCTTATATTT
AATAGTAAAAGGAGAATAAGGATCAAGGTGCACCAAAGTTATAATGATAGAAAATACTAT
CTTTGACTTTCCTGCATTTTTAATTCAAGTAAATCTGCTGCCGCTAGAGGATCTTACTTG
ACACAGGGTGTATCTTATTTTGAAAGGAACTGGTACATGCTGCTGTTAAGAGTAAAATAA
AATTTTATATATAGGATAATATACATTGGTATACTTTTG
>AU167347 ID   AU167347   standard; mRNA; EST; 719 BP.
TTGACCCAATAGATCCGTAATCGATCACTTTAACTCTTAAGAGTTTGTGTTGCAGCTCGT
GAAGATGGAGAACCCGTACAAGCAGCCGCAGAGGGGCTGCATCCTCTGTAACGTTAACGT
GGACTACAAGAACACCCAGCTGCTGTCTCAGTTCATTTCTCCACACTCTGGGCGGATCTA
CGGACGACACCTGACAGGTGAGTGTGACTGGCGGCGGCGCAGACTCGGACAGGTGAGTTT
GCTGAGGGTCTCGGTTGTGTTGCAGGGCTGTGCGGCAGGAAGCAGAAGGAGGTGTCCAAA
GCCATAAAGAAGGCTCAGGCTCTGGGTACGTTCTCTGTGTGGATCAGTGAAGCTGGAACG
CTGCGGCTCTCTAACACGTCTGTTCTCACAGGTTTCATGCCGGTGACCCACAAACACCCC
CAGTTCATGAAAGACCCAAACATCTGCAGCACCAAGCGCCTGTAGTAGAGCGTCCGCACT
CACCGACGGCCGGTGCTGCATTCAGGGACTTTTTACCTGCAAAACTTCACCAGCACCTTG
GATGTCATTGAAGAAGCGGCGCCCCTCTGTCCACACGTTACCATAGAAACCGCTCACCCA
CCTCGTAACTCTGTCCCGTTTCAGGAACCAGTTTGGACTCACTCCCAGTGTGTTCTGTCA
GTGTAAAGCTGCTTTTGTGAGCATTGACATTAAAATATCATCTGAAACAGTTTGTCTGC
>AU167350 ID   AU167350   standard; mRNA; EST; 977 BP.
CTGATTCACAGTGATCTGAATAGAAAAATAAAAAGAAACACTTAGAAATGCAATTTTAAG
CTTGTTTTTTAAACACATGCAGTCCATGATCAGAAAAATGCCACAAGACAATGTTAAAAA
CACCAAGAACACATTTTTTCATTGGAGTGGGACTTGTTTTAGCACTATTTATGCTTGCTA
GACTATAGTTTTACATTCTGATGTGAACAAAAAATATTTAAAGACATTTAAAATCTAATT
GAAATGCAGACTGTGACATCATGGGGAAAATAAATGGAGTGTGTTTCACCTACTCTAAAG
AAGGCCGACCCAGCGGCGAGGCATTTCTTGAGTTGAAAACAGCAGAGGACTTCAAGAATG
CTCTCGCCAAGGACCGTAAATATATGGGACATAGATACATAGAAGTTTTCAAGTCCAACC
GCAGTGAGATGGACTGGGTACTGAAACGAAATGGCCCTGCTGACTATGACAGCTGCAGCG
GCTGCATGCTGAGGTTAAGAGGACTGCCCTTTGGCTGCAGCAAGGAGGAAATTGTCCAGT
TTTTCTCAGGTACATGACTATTGAACACTACTGTTTGCTGTAATGTATCATTTATAACAC



TGCAAACCCAATTTTTCATACAGAAAATTGTTTCATTTTGTCTGCTTAGACAATCATTTT
AAAAGGGACTGATTAGATAAAGTCCCACAAATGAAGTTTTATTTTAAACATCCATTATGC
AAGGTAGAATATTTCACATAGCATATATGTTGTACTGCTCTGCACTTTCAATTTCTCAAT
ACTGTTAAAAGGCTGAATTTTTTCAGGTAAAACTTGATTAAGAAAGACTCTCTTAAGTTT
TTACTTAAAAGAAAAATCTCCAAAGTCTCAATAATTGAAGTTAGAATGTTTTGTGTGTGT
TATGCTGCACCAAAAGCANGATTTTTGTATGGTGGATTCTTTCTTAAACAATGCCATTTT
AAAGTAAGAAATAACTT
>AU167354 ID   AU167354   standard; mRNA; EST; 959 BP.
TTTTCATGTAAAGAATGCGGTGGAAGTTTTAGTCAAATATCCAGTCTCAAAATACACATG
AGAATTCACACAGGAGAAAAGCCTTTTTCTTGTAAAGAATGTGACAAAAGTTTCAGTCAA
ATATCTCATCTTAAAACACACATGAGATCTCACACAGGAGAAAAGCCTTTTTCTTGTAAA
GAATGTGACAAAAGTTTCAGTCAAATATCTCATCTCATAAGACACATGAGAACTCACACA
GGAGAAAAGCCTTTTTCATGTGAAGAATGTAAACAAAGTTTCATTCAAATATCTCATCTC
AAGTCACACATGAGAACTCACACAGGAGAAAGGCCCTTTTCTTGTATAGAATGTGATAAA
GGTTTTAGTGATTTGTCTAGTCTAAAAAAACACACAAGAACTCATACAGGAGAAAAGCCT
TTCTCATGTAAAGAATGTGACAAAAGTTTCAGTCAAATATCTCATCTTAAAACACACATG
AGAACTCACACAGGAGAGAAGCCTTTTTCTTGTAAAGAATGTGACAAAAGTTTTAAACTT
ATATCTAATCTCAAAACACATATGATAACTCACAAGAGAAAAACATTTTAAAACAGTTTA
ATACAGGATTCATTAAAAACTTTAAGCGCAAGAAAACTTGGAGCAGAGAACTTGTGCAGT
AAAAACATTGGGTTTTCATGAGCAGAGGAAGAGATTTGGAAAAAGTACAAATTTTCTTCC
ATAAAGACAGAAACTAGTATTTTATTTGAAATTATGATTTTTTAGAATGAAATATTTCAA
GCCTTGTTTTTATGTTGCCATATACGTATGGAATATACCGCTAATGTACCTTCTTTGAAA
GCCCAAACTACTAAAACATTCAGTCCCATTCACCCCCCACACACACCCCATTTCACACAC
TGATGCCAGCTGTGCTGTCTCACACTGGCACTAACCTATACCCCCAGGATCAATGTGGG
>AU167356 ID   AU167356   standard; mRNA; EST; 775 BP.
AGAGTTCCCTCAGCAGGTCGATACAGTAACCCTCGAATCGGTCGTTTCCATACAGAGGCT
TGTCAGATTTCTTAAACATCACATATGGCTCCTCCAGTATGGTGGATACACGCAGGGATT
TGTTAGCCAGAGAGTCAGTGATGTTCGATGTCTTGCTTTTGTGAGTCTCTGTCATATTGA
GTCCACTGGGAGGATCCCAAGTTCCAATCTTTTCCAGCCCTTCTTCCTTCAGACTAATGA
CATCCAGGTCGAAATCTGTTCTCAGTCCATTGCTCTTGTTGAATAGAACACGTCCTGTCA
AACCATCCCAGTGTGCCTCTTTGATGAGGTTGATGAAGCGGCCTCCGAAGCGCCACGGTT
TGTGACGGTTGCACTGCAGAGAGCTGACGGTGATCTGCTGAGACTGCTGCACCGCCACCG
CCACCACGTGCACGGCGTCGTGCATCACAGCAGCATCCGTTGTCATGAATCCATCCAGCA
GGCCGGAGTCCGGCTTGGGTGGCGCTTGTAGCCGCTCCATTGACCACTTCTCAATGATGG
ACGACACCCTGAGAGTTTTTCTGTGTTGAGGATGCGGAAACCCCGTCATGTTGACTCCAC
TAAATCGATACGGTTCCATGTCAAGGGCGAAGAGGTCCAGAGTGGTAAAAATATAATGGT
TGTATTCAGTCATCATTCCCATGGCGAGAGCCTGTTTCAGGATCCCAGGCAGCCATCTCA
TGTTCACAATTCAAACGATGACGTGGAACTCCCTTTGCCTTTTTTATCTCCTTCA
>AU167361 ID   AU167361   standard; mRNA; EST; 519 BP.
TTTTAATTCATTTTTAATACTCATTGAATGTTTCCTGTTGCTATCATTAATTTGGAGTTA
TCTACCATTCACAGATTTGTGTGCCATGGCAACATAACGAGGATCATAAAGATAACATTA
CCTTTGCTTATTGCCGAATGGGGCCACAGGTTCATGTCTTTACTTGCAAATTGAGCTGAC
TATTCCGGTTCTTTCCCCTTTGCTCTAAATAGTCAGCTCAAACATATATAAATACGATGA
AATTGTGAACATTTCTGCACTGAATTAATTTATCTATGCACAATAATGTTGCTGAGGGTT
TACTATTCCCTCTGGGAAAAGTGGGAGTGGAAACCAGGTAAACGGTTAAAATTCACTTCA
GTGGCTGAGAGGCCTGACCTCAGCGAGCGCAGCTTTCATGCAGAAAAGCTGATCAGTCAG
CTTTCCTGCTATCCTCTGGTAATATCACCATCCTTAACAACTGTAACAAACTCCAGCAGT
GCTGAATCAGAGCTCACGGTCACAGGTTGAAACGTGTTN
>AU167366 ID   AU167366   standard; mRNA; EST; 906 BP.
CTTCTGATATCAAAAAATCTGGTGAGGAACTGATCTTACTTTTTATTTTTCTACATTCCT
ATGTTTTTTCTCGGCATTGTAAATCCTTTGACCATATCATCCTCATGCAACACTATGGAA
AGGATTTATGGTTTGTGCCGACAATTTTTGTTTGTGGGTCAATAAATCCAGTCTGAGTTC
AGTCCGCCTCGACTACCAAGAAATGTGAGTGACACATTTCTTCTTGAGCTTACCATTTGT
GTTGTTTGGTGGGGTTCTGACAAAAAAAAACTGTGCCTGGGACTCTTCTTCTAGAGCAAA
GGGTCAACAATGGAGGTATGGCGATGCGTTACTGTGAAATGGCCTGGTGCCTGAAGACTG
CACCTCTCCCAACAGGACATGAATGTACTAGTGACATAGAGAAGCTAAAGGCACTAGTTA
TGCGGTCCCAGCTGAGCCAAAGAAAGACCCATCAACGATGTTTTTTCTCTCCATGCGCTT
ATTTCACATTCCACATGTGAAATAGCTTGTTTGCTGTGTGTTGCTGCTTTCCCAGTCCAC
CCAACTTCACAATCTCTGCAAAAAAAACACCACTTCCTTACCGTTTGGACTCACACACAC
ACACACATGCTGGCTCCGCTTAGAAACTCAACTCAAATTCATTCATCAAATGCTAACCAT
CAAGTTGCTCTTAAATCTGGAGAAAGGCTTTTTTCTCGACCTTGTCGCATTGGATTGAGA
AACAATCCAGAAGTGGTCCAGATGTGTTTAGCTCTCTGCCTGGAAAAAGGATCCGACAGG
CTCTCACATGTGACGAGAAACACATTACCAGCTTCACAAGTTGTGTCTTAGAGTAAAGCT
GTCCACCATAGCAAAAAGGACTCCTGTCTCCAAACTGGCCCACATCTTTGATTCACACAT



ACAAAT
>AU167368 ID   AU167368   standard; mRNA; EST; 455 BP.
TGGAGTTGGGAGACTCTGAGGACATGCTGGCAAGCATGAGGAGCACAGACAGAGCTGGAG
ACACCATCAATGTGCCTACAAGTACAATCAGAGCAGAGGGTATAGGCTGCTGATCAGAGA
CTGATCAACCATGGATGACTACATCCTGGAAATAAACTGTAAGTTTAGAGCAAAACCAAC
AGCAGTTTGATTCTCCAGACAAAAACATTTGATGATGTGAAACCACAGGACACGGTTATG
TGTGCTTCACTTCAGCTGTGCAGAGTTCAAACTAATAAATCAAGATTCTTGGAGTATGAT
CAAGTGCGGTCCACATTGAGTGGAACAGTCTAAAGATAGAGGCAGACCGGAGGCTGAACT
GAAATCAGTGGTTGAAGTTCTGATGGTACCCATATTCAGAGTACTTATTTTAATTAAGGT
CCACAAATGGAAAAACAGGGATATAGGATCATAAA
>AU167377 ID   AU167377   standard; mRNA; EST; 518 BP.
TACAACTTACACACGACTCCTGATAGGTTCTTCATCTAGGCCTGCGATGAAGGGGAGGAT
GCCGTGCTGGCCATCGATAGGGTGTCCAACGAGATGACACTTACAGGTAAGAAGGACCTC
CCTCCAACGGGGGTGACCACACCCATTTTATGTATCATGGGAACCATCATGCTGGTCACA
AGGATGTACCTGATCTTGATCACCACAAAAAAAAAAGTGTGTGAAATCCTGCGCCACGCC
GAGGGGAAAGCCTACAACTTTGATGTGATCTCCTACAAGAAAAACGTGCTACACCTGTCA
CAGACGCAGTCCTCATGAGAACAAGACCTTTCTGGCCATGATCAACAACTACACTGACTA
CATCACAGCTTGTACTTCTGCACCGACTTTGACCTGACGCACACGCTGCACGAGATTGGC
CAACACCATACCCAACATTTGCAGAACGATGAGTATGATGGAACAGGGCAGATCATTACA
TTGTGTGTTTAATGCCGAATCTCCTTATAAAACTAACT
>AU167380 ID   AU167380   standard; mRNA; EST; 1003 BP.
CTCAAACACATGATCTCGTCTCACATGCACAGCCATGTCCTCCTTCCTGAGGCCTTCATC
CAGCCGTTCCAACTCCTGGCGGAAGTACTTTCTCTTCACGTCAAAGTCCAGAATGCGAAT
GTAGTCAACCAGAACTGCGAAAGGCCCGTCAGCCAAGTGGGTGGTAGACTGCCGTAAGAT
TTGATTGAGGACTGTACGGTGAGTTTCAGCAAAGCGCAGGAATTTCTGAGTGTCTGGTGG
CAAGTTTGAAGAAATATGCATGGAGGATGGTTCTCTGGAAAAGAATGGGTCAAGGGATGA
TGGAGTGGCGGGTGTGAGAGGTGCTGGTGACAGAGGGGGGGGTTCATCTTTGATGTGCGA
CAGCTGGCTCTCCCGTGTGTCCCTGACAGGAGGTTTGCTCTCACGTTCAGTGGCATGGAC
CAGAAAGAAAGCCTCTACAGCGGGCTGGAGAACCAGTACAGCATGCTGGTCATGGGACTC
TTCCAGTTCTTTTAGGCACTCCCCAAGCATGTCCCATAGTTCATCCAACAGCAGCTGCTC
ACTGAGCAGAGGAAGATCTGGGAGTCTCTCCTCAGCCTCAGTCTGACTGTTTCCCTCCTC
ATCCAGAGGTGCAGAGTCCTGCTCTATGGGAGACGGCTGGTCCACATCCATTGGAGAATC
GTCTCTCTGCGCTGCCTGGGATTCCGGCAATGACTGCACTTCAGACGTAGCGGCAGCAGC
CGTGCCAGCAGGGGTAGCAGCACCAGTGGGAGCATGGGAGGCAGCCACAGAGGGGCCGGC
AGCCACGGCGGCAGAAGAGACGCTAGATGATGGTGTCTGCTGGAGCCGCCGGGCACGTTG
TCCCCTCTCTCACCATCTGGATGATGGCATCGGCCTCTTGCTTCAGCTGGCGCACTTGCT
GCCTGGATGCTGCTTGCTGAGCCCAAACTGTAGAGCCTAATCCCCAGTCTGCTTGGCCTT
TTGTGGCACGTCTGGTGTCCTACGTAGCTGGATGATAACCTGC
>AU167385 ID   AU167385   standard; mRNA; EST; 474 BP.
TAAAAACTTAGGTAAAAAAAAGGACAAAGTGTCAGGGTGCTGTGGCACCAGCGTCACGGA
ACTCTTCCATGGGTACCAGTGTCACGAAAATCCATCAGGGGTACCAGCGTCACGAAAATC
CATCAGGGCTACCAGCGTCACGAAAATCCATCACGGGTACCAGCGTCACGAAAATCCATC
AGGGGTACCAGCGTCATGAAAATCCATCACGGGTACCAGCGTCACGAAAATCCATCAGGG
CTACCAGCGTCGTGAAAATCCATCATGGGTACCAGCGTCACGAAAATCCATCATGGGTAC
CAGCGTCGTGAAAATCCATCATGGGTACCATCGTCACGAAGATCTTTCATGGCTACCAGC
GTCAAGAAAATGACCTCCCAGGAAAGTGACAAAGTGTCAGGGTGCTGCGGTACCAGCGTC
ACAAAAAGAAAAAAAAATTAAATTAAAAAAAAAAAAAAAAACGGTCCGCGGCCG
>AU167390 ID   AU167390   standard; mRNA; EST; 938 BP.
GTTTGATTGACAAGGCGGCCGATGCCTGCCGCTACCTGCAGACCTACGGGGAGTGGAACA
GAGCCGCCTGGCTCGCTAAGGTGCGCCTGAATCCAGCGGAGGCTTCAGACGTGCTGAAGC
GCTGGGCAGAACAGCTGTGCTCCCCGCAGTTCAACCAGAAATCCAAAGCCATCCTGCTGC
TGCTTTCCCTCGGCTGCTTCTACAAAGTGGGCGAGATGCTCCACAGCATGAGGCAGTTCG
ATCGAGCCGCCCTCTTCATCGAAGCTTGTCTGAAGTACGGCGTCATGGAGGCCAACGATT
CTTCCAATAAACTGATCGGGGCTGCGTTTGTGGACTACGCGCGGCTGCTGCGCTCCCTGG
GCCTGAGGGAGGGCGCCGCCCTGTGGGCGTCTCGGGCCGGCTCCGCCGGGGTGCAGCTGA
TGGAGGAGCTGTTCCAAGGAGAGGGGGGCGGCACCGAAGTTCCGCTGGAATACAAGGAGT
TTGACCTGGGAGAAGAGGGCACAGAGTGAATCCGGTTTTTGGTTTGGGTGGTGGTGGCGT
ACAGGAGATCCTCATGCTCCCCTGAAAACAGAGATGGTTTGAGGAGTGCGGGGCTGTGAG
AGCTGATGTCCCTATTCCAGCACACGTATCTACAACGAGCTGTTCTTTCTCCTTAGATAT
CTCGTTGTGGGTTTCAATCATTTGTCAGATCTGCTTGATGGTAGCCGGCGTCATTTACCT
TTGTGCTGCACTGACATCTCCTCCCTAAAAGATGGTCTCCTTCAACACGGATAATCTCCC
CAAGGCAACTCCACGTCTGAAATGCCAGCACTCTGAACCAAAAAGACTTCAGAACGTGGA
GTCTGCTGACATTTTCACGCGTGTAAACTGCACATTTACTTCCGTTTTGAGATCGTGAGC
TTCTTCTGAGCCTCTCTGGGAGCTTCATTGGACAGTTA



>AU167393 ID   AU167393   standard; mRNA; EST; 1112 BP.
CGGCCCTCAGCTGTCTGCAGGCAGTGGAGAGCATCAGAGCAATAATATCCCTCTGCGATT
CAGCCGATGAGGAGCTCCGCCATGTCGCCATAGAAACACTGCTCACGTTTGGTGAGGAAG
GACGACTGGCGTACGAGCAGCTGGACACTTTGTCTGGGGAGCTGATCCGCCTAGGCACGC
GGCGAGGAAACGCCGTCACCACCGCCTTCTGAGCAGCCACATCAAACTCCATCCTTGCTT
GACTTCAGAGGACAGCTGTAACCTCAGGCTTCACAGAGCTGATCTTTTTTCTTGCTCTTT
GGCAAGCTGTCAGCCATGATCATGTCGCTTTTTCAGAAGAATTAACTCAAGAAAACCATA
CCAACAGCAGGAACACAACCTATAGTCTCACAACCCGGACCCTTAAACTCACCTTTTCTC
TTTAAACATCAGTGTCAGACACTTCTCCTTTACCCTGCTTTCTGAGCCAGGCAGATGGGT
GAAATCGAGCGGCCCCAGGAGGTGGGAGTCAAAGCATCTTTGCCCTGCAAACATTCTCTG
CCGACAGACTGCACGTCACACTTGGATCACTCAGCGAGTACAGCTCTAGCTGTGTCACAT
TTTATGCTTTGTTTCTCCACAAGGAAGTTTTATTTGTTTTGTTTTTCATGGTTTTGCATC
AGAATACTTGTGATTTTAGAAGATTGCACACTTGTATGGCTTGTAAATAGGAAATAATTC
AGACTTTGGTGTAAAATGTTGGGGTTAAAATTTAATTTATTACGTTCCATCTATTTTTTT
TTTCTTTTCAGGAATGCTTTGGTTTAAAGATGTTTGGCACAAGAGAGTTTGTAAGANAAA
ATGAGATCAGAAAGCAGTTTACAGTCTGGGTGAAGGTGGTTTACAGTGCCCAGAGTCCAT
TCACTCAGCCGTTTACATGCTTGAGTTTAACAAGTGCAATTTCTGCCATATGTGATTCTT
TTGCACCTGGCTGATGTGAGAAGCCTGTTTTTTAATTGCCCGTTTGATCACCTGACCCTT
GAGTGGTTAAACAGGTAATTTTACAAATGAATGTAATGCTTTTTTCTTACAGACTTTGTA
ACGACTTAAAGGCATAAATTTTTAGCCTTTTA
>AU167395 ID   AU167395   standard; mRNA; EST; 985 BP.
GGATTTGACTTTGAAGGTTTTCTCATCTGCGCGCGTCGGAAGCTTGAATCAGAGCATCCA
CACAAGTAAAAGATGGACTCGGATACAAGTCGTGTGTCAAGCAGACCGTCCTCTCCAGAG
GTGGATGACATCTTTATTTCCACCCTGAAGAAGTCCGTGCATGGCTTTTCTGGCGCGGTG
TCTTCCACACAGAGCGACTCTCCGTCGGAGATGCCCGGCCTGCGCGGTCTCTCCAGCGCT
GACGAAGAGCTGGCCCTCCGGATGGCGGCAAAGAAAGACCGAAAACTCCTGTCAGAGAGC
GAACTCCAGTCCATCCGCCTCAAGATCAACAGCCGCGAGAGGAAAAGGATGCACGATCTG
AACGTGGCCATGGACGGGCTGCGCGAGGTGATGCCATATGCGCACGGACCGTCCGTGCGC
AAACTCTCCAAAATTGCCACTCTGCTGCTGGCGAGAAACTACATCCTGATGCTGAGCAAC
TCGCTGGAGGAGATGAAGCGGCTGGTGAGCGAAATCTACGGCAGCAGCGGGCACCACGGG
GGCTTCCACCCGTCCGCGTGCGGGACAATGACACACGCGGGGCCGGCGCACCCGGCCGAT
TCCTACGCATATTACCCAGCCGTGCACCACCCGTTCCTGCCGCCGGTTTCCACCACGTCC
CTGTCCGCCCCCGGAATCTCCGCCGTCACGTCAGTCAAGACCCCATCACGGACTTCTCAA
AGCGCCCACAGCCGCTCCGGGGCCTCTGGGCAGCAGCTTTCAGCACTGGGGGGTGGGCAC
GGGGATGCCCTGTCCGTGCAGCATGTGCCAAGTGCCCCCTCCGCATGTGTCCAGCATGAG
CAGTGTAGCAATGCCGAGGCTGGCCAGCGACTTCAAATGACTGAACACTTTCATGGAACT
TTGCTGGGGATTATCGAACTGTCCCTATCTAAATACTTTAAATTATCCCTTTTCCATCTG
AACCTTTTAGAACAAGTGAAAACAT
>AU167398 ID   AU167398   standard; mRNA; EST; 966 BP.
CTTCCAACAAGCTCACTCCTGATTGAAGATAGCGGTTGCCACAGAAATGTTGACTCACCA
CTGATTCAGACGGTTGTGGCCGGAATAAACCATTTTCTGTGGGTGACGTCACCTTCGCTC
AGTCCAGTTCTCTGATACAGTTGTTGGTTCCAACTTACAGCAGGCAGTTTGTGAGCGAAC
CGCAGGAGATCACCACCATCTTCCACAATGGTCCTGATGTGAGTGTGAGCTCCGTTTTAC
TTCTTGACGTTGTCTTACTTTCGGGTTGGAAAAGAACTCATGAAAATAACCAACAATTAA
TTTAAAAAAATCATTCTTTAGTGTGCCAAAGGTCATATTTTATCATATACGCTTTAAGAC
CAGAGGAGATCTGTCATTTCAAGCTGTTGCTCCTCGTCTTTGGAACTCCCTCCCATTGTC
TTTGCATCAGATCGATTCCGTTGAGTGTTTTAAATCTCAGGTCAAGACGTTTTTATTTAG
GAGAGCTTTTAGCTGATTTAGTCCTAGTTTTACCACGTTTTACTGTGTTCTGTTTTACTA
TTATTATTATTGTATTTTAATACTTTTTGGTGTTTTGATATGATTTTATGCTCTTTGTAA
AGCACTTTGTGACTCGCTCTGGGAAAAGTGCTATAGAAATAAAGATATTCTATACATGGA
TGTTGTTTACGGCAAAGACACGTGTGGTGGCGTTACGTGTGTTATGTCAGTGCTTCGGAG
AATCTGTCTGCTTCACGCTGACAGCAGATCCGTACCTCTGCAAGATGACCTTGGTACGGT
TCACCAGAGCGCAGAACACATGGATTACAGCGGACAACCCAAGCGGACTCTGGAGCGGTG
GACAGGATCTGTGCGAGGACACCTGGGAGATGCTTCCAAAAGCTGGAAACAAAATGAAAA
CCCGCTCCAGACTCCTGGAGATTGTTCCCACATTCCTTCACTTCCAGAAACGGAGATCGA
GACACC
>AU167404 ID   AU167404   standard; mRNA; EST; 848 BP.
GGGAAGAAGGCTCCGGAGGCCATGTCGCTCAGCAAAGAGGACATGTCCATCTTTGGCCTC
TACCCCGGCCACGATGACTTCTTCCTGGTGGTGTGCAGCCATTGTGGTCAGGTTGTGAAG
CCACAGGCATTTGAGAAGCACTGTGAGCGCAGACACGGTGCCCTCGCCAAGCTGCACGGC
CGCCTGCGCTCCCCCGCTCCGGCTCCTCCGACCCATAGGCCCCTACAAAGCTACTCTCCT
TCTCAAGGGACCAATGCTACCACTGCTGCTTCAGCATGGGAGGGCCGCGGCCAGGGGGGA
GGTCAGATACGGGTGGCCCCTGCCTCACCCTCCACCCCTCCCCAGTTTAAACACTCCAAG
ACCTCCAAGGACGGACTACCACACTCCCCCCATGAGAAGTTGTCCCACAGCAGCCACACC



GACTCGTCTGTTTTCAAACCCCCGCTGCCTCTGGATCCTTCACTCATATCGCCGTCTCCT
TCCCTCACAGATCCACCGTGGCCGCACGGGGGCGCTCCTTCCGGACGGCCTGCTCCAACC
GACAGGCCCGCCATGCAGAGGAAAGATGCTGCTGAGCCCCCAGCAATGACAGGCCCCTCC
CGGGTCCCGAGACCGTACAACAAAGTGGCCTCAAAGAGGGAGTGTGACCTGGACAAGCAC
TGCTGAGTCCTCGACCCTGAAAGGAAGAAAATCTGCACTCGTCTCCTCACCTGCTATATC
CACTCCATCCACCACNNCATGAAAGTGGTGGGTCGCAGCAAGAACTTCCATCAGCTNGTG
GCCGAACTGAAGACCAACGTTCGGGAAAAAGGGGCACAGATGCTTCGAGGGGGGGCCCGG
TACCCAAT
>AU167406 ID   AU167406   standard; mRNA; EST; 567 BP.
CTACCAGCCCCTGACGTTCAACTGTGACAACAGCTCGGCAGATTCAACAGGAGATTACTT
TCGAAACAAGCTGGATCCCACCTTGGCCTTTAAAGGCAAAGCAAAGACGCCAACCCCCAA
GAAGAAGCAGTCGGCACAGTGCAGCTCGGCCAAGGTCCAAGGAAACGCAGGAAAACCCAG
TGGAGCAAAGAGGTGAACCAGCTCTAACCCAACAGAGACACTTCAAGAAGTATTATTCTC
TGTAGTGCAATAAAAGAGAATGTTGTTTACCAGAAACAGAATCGTGATGTAAAATTTTAC
TGACTTAAATCAGGTTCAGTGTTGTCTTCTTTACTGAAGAAGAACATTGTTTAAAAAACC
TGTCTTTTATTTCTTCAGCTCCTTCTTACTTTATTTCCCTGTTTTATAAAACTAACTGTC
ATATAGTTGCTGTTTAATGACATAAAATACCACTAAAATGTACTTTTCCACCAGCATTCA
CCTTTGTATTTGTTTAAAGCTCATATTTATTGTAAATAAAGTATATTCTCCCCAAAAAAA
AAAAAAAAAAAAAACGGTCCGCGGCCG
>AU167408 ID   AU167408   standard; mRNA; EST; 855 BP.
CAGGACTGAAACTCTCCTCAGGGGATTCTCCTTACACCAATGGGTCCTCTGTGAGCTTTC
CTCAACAGGGGAAGAATTTAAATGGCGAAATGAATGTTAATGGCGTATCTACTGGCGGGT
CCAGTGGGCCTGCTTCCAACCAACCATCTGCCCCTTACCTGCACCTGCGCAACCACCACC
AGAACAGCATGGGTTATGACTACCTGTGGGGCGGACACCCCCAGTACGGTCAGGGCGTGG
GCTCCTCATAGATGCACCAGAAGCCGGGCGCGTCTGGAATAGTGCCACCTCAGTCACATC
ACCACTTCCAGGCTCATGGACAGTATCAGATGAACGGAAGTATGGAAGGCTCCCATCAGC
CCCCCGTCGCCGGTGCTGCAAACATCCCAATCGCAGGAAATCAGTACTGGAGCANAAGTA
ACCCTGGGCCACAGCAAATGGGTTACAACTACCAAGGCATGTATGGAACCTACCAAAGTC
AGGCTCATCCTGGGATTTCCTTATCACATCCACAGCCTCACCAGCANCAGCATGCCGCCA
TNACAACAGCACCTCCATTCGCACCGTCAGGCTCCCGATCACCACCAGCAACCGCCACAT
TATGGGATGATGCCTAACGGGATGCCCTATTACCAACAGCACTCGTCCTCGCAGCAGCTC
TCTCAGCCGGCTCCCCAGACCTTTACTCCTCCACATGGCAGCCCACAGCACCACAGCTTA
GGCAGGGGGCGCTCCAACCAGTCCTCTGCCTGTAGGGGTGCCAACGACATGCATTATGTC
ACCATCAGCTGTGCAGGACAGCGGATCACCCCATAAGCCACAGCATAGACCGAAGCCCCC
TTGCCAGCCACATGG
>AU167412 ID   AU167412   standard; mRNA; EST; 270 BP.
CAGCCATGGCCCGCCAGAACTATGGCCACAGCGCTTTGGAGCGCCACGCCCAGAAAAAGT
CCCGCCTACGGAGAAGGGCCTCCCAGCTTAAGGTGAACATCCCAGACCTGTCCGATGTGA
ACTCCATCGATAAGTGGTCCAGGATGATCTTCCCCACCGTCTTCTCCTTCTTCAACGTGG
TCTACTGGCTCTACTACGTTCATTAAAGCTGGCGGAATCCGCTGGGCGACTTCTGTGCAG
GAGATGAATGGGATGGGGGGGGAGGAAAAG
>AU167413 ID   AU167413   standard; mRNA; EST; 89 BP.
GGCTTCCGCGGATCCTTTTTTCTTACAATAAAAGGGTAAAGAGCTGCTTAATTTGCGACT
TGGTCTAGTCTGGCATGGTCTAATTGGCT
>AU167416 ID   AU167416   standard; mRNA; EST; 685 BP.
TGATTTTTGGGTATCTGTCGCAGGAAGATGTTTTGGATCAGTCGAACCCGTTTGTTCAGC
TGGTCAGTGGCGTCATATGGCTGTTGAGAGACAGCGAGATTTACATCAATCAGAGTCTGG
AGGCAGAGTGCGGAAAAAGCCAAGAAACATGGAACCTAAGCTACTTTGTGAATGTGGTGT
CGGCCCGGACTGCAGTGGGTCATGATGCAGACGGAAATATAATCCTGTTTCAAATTGATG
GACAAACGGGAAACAGGGGCATGAATCTGTGGGACGTGGCAACATTTCTGAAGGAACAAG
GAGTAGTCAATGCCATAAATTTGGATGGAGGCGGGTCTTCCACCTGTGTGATTAATGGCT
CCTTGGCCAGCTACCCCTCTGATCATTGCACATCAGACAACCGTTGGCGCTGTGGACGGG
ATGTGTCGACCATCTTCTGTGTCCATCAGAAATCATGCAAGCCAGAAAACTGCAGTGGGC
ACGGGGAGTGTGTGGACGGACTGTGTCGGTGTGGGAGGGGCTGGCAGGGGGAGGCCTGTG
ATTCTCTACTGTGTCAGCCATCTCAATGTGGATCCCATGGAGTCTGCACTCCCAATGGCT
GTGCCTGTGATGCTGGATGGAGGGGAGAAAACTGCAGCTACGAGTGCCTCCGAGGTTTCT
ACGGCGATGGCTGCAATCACACCTG
>AU167419 ID   AU167419   standard; mRNA; EST; 685 BP.
GTTTTAAAAAAAAGCCTCTGCAGAGACGCAAACACCGACATAAAAAGCGTCAGACTAAAG
TTTCAACTGAAAACTTTCCTTTGGATACTCCAAAAGAAGACAAAAACACTTTCTCTGAAC
ACTAAACATGTGTTTTATGCAACTTTATTATTATGATTATTATTGTTATTGTTCCAATGG
GTTGTCTGTGACAAAGATGGAGGAATAAGAAGTGATTTATTTGAGTCTGGTAAACCAGAG
GGGCAATCGGCGGCGTTTTCAATAATCTGCTAGGTGCTCTAAAGTGGAGCGGGGAACAAT
GATGTCAGAATAAACAAAACAAATCAGGTCTAATTGTATCTAAAATTAGATAACAGGCAG



ACAGGAGGATTTGTAATGGTGAGCGTGGCGGTGGATGAAAGTGCAAATCAAGTTGAGATG
TGAGGAACAAAGCGCTGCCAAGCGTCACTGTTTCCCAAAAGGAAAAAAAAAACTCACCTC
AAGGTTACAAGCAGCCAAGCTATGTGCAGCAAATGAAATACTCAAGGAAGACATAAGTCT
CATTAAGGTCCATAAAGGACATCCCTAATAAAATCCTCAGCCTGACATGCAAGAGCTCTC
CAGTGATGGCTGATTAATTGCCATTGCAAATGAAAGCATGAGAGACTCTGCGGCTGCAAT
TTATCCTCTCCTGTCCTGTCTTGTC
>AU167420 ID   AU167420   standard; mRNA; EST; 630 BP.
GTCATTCATACCAACAGACTTGCAAGAAGAGTAAAAGCTGTAAAGTCTTTGGGATGTCTG
AAAAGTTAGGAGTAGTTCATGGCACATTAAAAAAGCTGTTAAAATGTAAATAATGTAAAA
AAATAACTATGGTGGAAAGCTAGGATGATGTATGCAATTATGATGGATTCTATGGTAAAA
TAAAATAATACATAAGTAAATTCTCTGAACCTCCCTCAAAACTAAACCCCCTACATGTTT
TGATAGCTAATCATGTCAAAATAACACTTTATTTTCACACAGCAATTTACTCCTAAATAC
ACAAAAGATTTATGTTGTGTTTATTGTTTGCACAGTTTGTAGCATGATAGAAAACCAAAA
ACAGCAAAGCAGAACGTGATAAAACCAAAATTGATGATTGTTTATTTTTAATAGAGTATC
ATAGGATTTTTTTCCTAAGTGGGGAATTTCTGATCATGTATGATTTCATTTTTTATTACT
ATTGTTGGCTCCTTTGTCTTACTAAATGCCTGAATTTATTACAAAAGCAGTTTTACTTAA
ATCTCTTAAATTTCTGAATAAGATAAAATAATTTTTGGAGCTAGAAAAAAAATCCCCACT
GTTAATCTCAAATCATTTATATAACATGAT
>AU167422 ID   AU167422   standard; mRNA; EST; 460 BP.
CTTCAATGGATCCTAGTTAAAGGATTTAAAGTGTACTCATTCCAATTACAGGGCCTAGAA
AGAGTCCTGTATTGTTATTTTTCTGTCACTACCTCCCCACAGTCGGGAGTGGGTCATTTG
CGCTCCTGCTGCCTTCCTTGGCTGTGGTATTCTTTTGTGAGGCTCCCTCTCCGGAATCGG
AACCCTGATTCCCCGTTACCCGTTGTGACCATGGGGGGCACATAAAGTGCCATCGAAAGT
TCATCGGGCAGACATTCGAAAGATACGTCGGCGTCACGGGGGGCCAGCGATCGGCTCCAC
CTTATCTATCAGTCACCAAAGCGGCCGGGGCGCCCCCGGAGGACCAGCACCCGTATGGCG
TTGTGGGTCTGATAAATGCACGCATCCCCGCAAGGGTCATCAGCTCGTATGCATGTATTA
GCTCTAGAATTGCCACAGTTATCCAAGTGACGTGTGAGCG
>AU167427 ID   AU167427   standard; mRNA; EST; 420 BP.
TATTGATAAATTATCATTTTTAAAAAGACACACAAACCATTTGGTTCCTTCTATTTCCCA
CTACTTCGTTCTTTTAATATGTTATTTTCTGGATTATTGGCATAATTACATTCAAAACAG
GGTTATACGCTGGAACTGTGCTCAAGATTGAGTCTTTGCTTTTAATGTACGAGATGCTAG
CACTGGAAGGAGTTCTCAGGAGATTGGAGAGCATCTATTAAAGCGGTGGGAGGAGGTTTA
CATTCTAACCCCCGAGAGGAAGGGGGAAAGATCTCAGGTCCCTTTGAAACGGAACATAAA
GTCACCTCAATGCCCTGACGGGCTCCACGTGCACATGTGAGTTACTCTGGTTCTGGGTTT
GGAAATAATCTTAACGATTGCCGCATTTTAGGCTCAGAAAAATGACCCATGCACGGCTAT
>AU167429 ID   AU167429   standard; mRNA; EST; 450 BP.
CGGTACACGGCGGACCAAAGCAGACCGGACCGGACCGCACCGGGCGCTGAACAAGAGCAG
CCGACGTGACCCCAGGAGGACTACATAGGAATGACGCTGCCCGGCAGACAGGGAACAGCA
TGGCGGTTCGGGCCTAAAGCCCGTTTTTGCTAACAGCATGCCTGGGCCGAAAGAATCGAA
CACTGGGCAGCACTGTTCTGATGGCTACCACAAGCGAGGCACTAACATCGCCGAGCACTT
CCTCCAGCTACTTCTGCTGAGTCAGTGCGCGATCGATAGTCAACACCCTCGAGGGCATGA
TCGTCATACATGAGGCCCTAGCGACCGGACACCAATGAGCAGGTGAGTGACTAAAGGAAG
CCCATGGAAAGTACTCCAAGTGACCAAGACCGGCGCCATCCTTTGAAGGCAAAGCAGCTC
TAAATATTGTAGACAAGGAACCGGCTTGCA
>AU167430 ID   AU167430   standard; mRNA; EST; 692 BP.
GTTGAATTAATGTGTGCGAGTTTTGTGGATCGATTTCTTATATAGCAACTTTTTTGTGCT
ACAGTAAACTTGCAATAAAAATACCATTTGTTTACTTATAGAATTTGCTTGTTTTGATGC
CTTCACCACAAAACCAAAACCAGCATGACCTACAGCAGACAAAGCTCAGGTTTTGCAGGT
CAGCGTTACCTGGATATTCACACTTGTGGGGCCTCTGTGGCTCAAAATGGACCCTCTGAT
GGTTGTTGAGCCTGGTCGAAGTTCGAAACCTTTCGCTGCAAATCTCACAGATGAAGGCGT
TGTCCTGCTCGTGCACTTTGACGTGCGCTTTCAGATTGTAAACCGTGGTGAAGCGCTTAC
CACAGCCTTCAAACTGGCACATGTGAGGCCGCTGCTTATCGTGGGACTGAAGGTGGCGCT
TCAGCTTATACGAAGTGGCAAAAGCCCACTTGCAGCCCTCCACCGTGCACTGATAAGGCC
GGGGGTCCTCCGCGTGGTTCAGGAGGTGAACCTTGAGCTTCTGGCGAGAGTCAAACGTAC
AGGAGCAGCCCGGTTCAGGACATTCAAAGGTGGCCACAGTGTCTTTTTTGGACCTGCTCA
GTGGAACAGAGTGGGAGTCCTTGTGCCTTTTGATCATAGTGGCTTTAAGTGAAGAGGAGA
GCAGGCCTGCCTCTGTTACCACACACAGAGCT
>AU167432 ID   AU167432   standard; mRNA; EST; 570 BP.
AAAAAACTAGACAGTTCTACTGAGAGTTACAGTATGTGCTCAAACAAGCTATCATAATAG
ACTTTCCTTTGCTGAAGGCCTTCCACTCACCCGAAAGCAAAACTAGATCATCTAGTTTGT
ATTTGAAGCACTTTTTTTTCTAAAAAGTTTAAACTGAAATGTTTATAGTTTTTTGTCACT
GACATAGCCCAAAGAATGTAAAGTTGTCAAGAGTTGAATGGATTTTGAAACAGTTTATGC
GCAAAAGAACCTTTGGCTTTGTTATGAAGGAAAAAAGAGGGGTGTCAAAACATCACAAAA
GTCATTTTAATATCTGACGTAGTCTTTAAAAAAAAAAAAAAAAGTTTTTTTTTTTAAAAA



GTTTGTCCACTATTACAGTTTTTTTGGTGGTTTGCAACTGTGTTTGTCTTCCGGTTGGGA
AAAAAAATGGAAGAGTTCAGGGCTGTTTGACTTTTGACCGATGGGGCCCCCCTTTTTGTC
CTTTTACACAGATACTTCCGATTGGTTTTCCTGAAACAGTTTTTGATCTTAAAAAGTCTA
GTTCTAGTATACCTGTACACCTCACACAAA
>AU167433 ID   AU167433   standard; mRNA; EST; 590 BP.
TTTTGTCTCAGTTTCCTAGAAATCCATTAAAAGTCCTCCCAGTTTGTGCACAGCTCCACT
GAGTCCTTGTTGTAAAGAGCACATGAGACGCTTTCACACGTATGCTGAACTTCAGGAATA
ACCTGGAGGTTTTAGAGCTCCTGTGCATTTTTCCATCCCAGTTGAGTTCTTCAAACCATT
TGTGCTGCTGAACGTTCTTGACCCCATTTCTCTGACTGCCCAGTCTCTCTGAGGGATTGC
TCCTGCAGAGCATTTTAATGAGATCACTGGCATCTTTGCAGATGGTCTTTGGAAATTCAA
CGTGATCGATGCCTTGAATGGTTGCAGCGACAATCTTAATCTGCTCTGTGCTTTCAAAAG
GAAGTCGACCCACTAAGAAGTTCAAACACAAACACTCCCAGTGACCACAGGTCTGAGTGT
ATACCCGTGGCCTTTACTCAGGATGATTCTTAGGTGCCATATAACCCAATGTACCACACA
ACGTCAGGTTTCCCTTTGCCCCCATCAAGCCCTTTTTTAGACACCTAGAGCCCGTCAGCT
CTGGCCGCCCCCATGCTTATTCCAGAAGCTTCCACCCCTCACGCTCTGAT
>AU167438 ID   AU167438   standard; mRNA; EST; 90 BP.
TAGGGACTAAAAAAAATAATTGGAAAAAGCTGGTTTTAATCCTACATCACACCCCTACAA
CATTTCATTTACCTGGGACTTGGCCCTTGA
>AU167442 ID   AU167442   standard; mRNA; EST; 599 BP.
TTTATTCTTTTTTTTCATGTATGCATATGTCCTTGGAAGCCAAAAGATGTGACAGTGCCT
GCTTTTGTGGGTGTGCATGTGCACTAAGGTTAAGAAGGGGGCTTAGCAGCAGACGGGTGT
GTCGGGGCCTGATATGAGGCCTGTAATTGCTGGTAATATGCCGATAAGATGTTAGCCACT
CTTCCTCCTTAGCAAATGGATGTTGCGCGTGTTTTTTTCTCTGCAAAGCTGCAGAGACGG
TAAGGGCCATGATTAGAATTCTGTGGGTCCTTTTCTATTTAAATTACTCCATTGTCCTTT
AGGCATCAAATGGAATGAATCCATTCAATCTTTTTTGCTGTAGTTTTTCATGATTGCGCA
AAAGAAAAACCCCTGTGAAGCCAAAAAACATAAATAGATTCTAAACTGAGGATTTTCTCT
AGAAAGGAGCCCCCTAACCCTCTGAATTGGCTTGACAGGACGAGAACCATGATCAAACAT
GCGGGATTTCAATATCAGGACCCCTTGTTAAATCATCTGTACACCCATGCCGCCCTTATC
CTGCCCCCCAACCTAAATGTAAAAAAGACCAGAAAAAACCATGAAATACAAAACATTCC
>AU167443 ID   AU167443   standard; mRNA; EST; 293 BP.
GACAAGTGGGTCACGCTGACCCCTACTGAATTCGCTTTGCTGCAGGAGTACACTTCAGTA
TTCAACCAAAAAGCTGAAGGATGTGCTGCAGGAGTTTCATGGAGATGGAATTCTGGCCAA
ATACAACCCAGAGGAGAAACAAGAAATACTCAACCAGGAGATCGACTACAAAGGCTTTAG
GGTCTTCATGCATACATTCCTGGAGAGTGAACTCCCCGAGGAATTCTGCCAGCACCTCTT
CTTGTCGTTTAGCAACAAGGGACCCAAACCCAGTCCTTCATCTCTGGACAAGC
>AU167445 ID   AU167445   standard; mRNA; EST; 310 BP.
CTGTTCAGATGGCGGGGTGAAAATGCCTTCATAGCGCATCTGGTGGAACATCACGCGGCA
CACCAGTTGGTCAAACATGGTGGCTCCCCACATATCCGCACCGCTCAAATCTTTCGTCGG
ACGGAAGCTCAGTTCCGAGAATGGTTTTGTAGGGGTAACGTAATCGCCTTTGGCAGCACC
TTGGGGAACCGGTTTTTCCGGTGCCGGAACCACCAGTTCGCCATTAGACCATATTTATTT
TATGTCAGGCGTGCTGTTTTCGCGGTAAGTATCCAGGCAGGAACTCAATAGCAAACCGGA
CGAACGTTAG
>AU167446 ID   AU167446   standard; mRNA; EST; 665 BP.
GGAAGGCAGCATCTGTTGCAAGGTCAACGGCTGAGACTGAGTACTGAATTTAAAAAAAAG
GACAGTTTATTTATAGTGTGTAAGCACATATTAAGGGATCTCACAATCAAGAAAACTTGC
ACATTGTTTATAAAGAAGTTCCTAAGTCTGACCTGTGTTTGGGTCTAATTCTAGTCAGAG
ATAGTTGTCGGTGCAATAACTCATGATGTACTCAAATGTTAAAACATTAAGGTTGTGAAT
TAATCATGCAAAATCACAGGATTTATTTACCACACAGTGTACCTCACAAAATTGAAAACA
CCACATGAAATGGATGTGCAGGTTTCCATGAACTGTGCGACAAGTTCTTTTAGTGCTTAC
AATGAATCATTTTGTTTTCAAGTGTCCTTGGTCCTGGTGGATTTAATGTGAATCAAAGAA
TTCGAGAACAGGAAGAGCACATTTTATTTCCATCTCAATCCAAAAAAACATTGAGATGGT
GTTTTAGTTTTATTCACAAAATAATTCGGAATTAAAATTCAGAATGAATTATTTAGTTTC
ATTTTGAATTTAACTGCAGCAATTGGTCTCAAATTACTCCAAATTAAGTCCCTGTTCGTT
TCTGCTTCCCACAGACATACCAGATCTGTTGCGAAAAAAAAAAAAAAAAAAACGGTCCGC
GGCCG
>AU167447 ID   AU167447   standard; mRNA; EST; 409 BP.
TTTTTTTTTTTTTTTTTTACTTTTTCTCATTTATTGTTTTTTGTTATACGTCTTACATAG
AAAGTTTACAATAATTACTCAAACTTCAAAGACTCCAACCCCTAACGCTGTATGTACATT
TGGAGCCCTTCCTCTTTTTGTCGACAGAAGAGAAAGATCTAGAATCGGCAAACTAAAAAC
AAACCGCCTATAATAACTGGGAAACTGTACAAGAACTAACTAGACGCTTAAGAGACATGA
TGCCGACAGGCAGCACAGCGGCGTAGATGGAGAGTTGGTAAAAAGGACTGTTTACAGTAC
AAACAGAAGGCAAGCCAGATTTGAAAGATTTACAAACCTATTTCACGCTGACTGACAGAC
TGTCTGAGCACAACAGGTTCATGATCATAGCTGTATAGGTGGCATGCTT
>AU167449 ID   AU167449   standard; mRNA; EST; 150 BP.



CGAAAAACTAATGGACCGAACAGAGAAGACGCTGACACGAATCGCATACACACTGCACAC
GCAGACGAGACTGGGCCTACATGCACTACAAGAGGCAGATGAGGAAGGCCAGGAACAACT
ACCAATGATGAACAAAAATAACGAGAGTTT
>AU167451 ID   AU167451   standard; mRNA; EST; 55 BP.
AAAACCTACCTGGAACCTTTTTGGTCCTCCCACCGTGGGGGGGGGCAAAACCCCA
>AU167453 ID   AU167453   standard; mRNA; EST; 100 BP.
GGATCCGCCGCCGCCGAATCGGCGGCCGCGGATCCGACCAGGATACTCAGCCCCAACAAC
CACAAATCTCTTTCCAATTGGTTTCCTTTTTTGGGGTTTT
>AU167454 ID   AU167454   standard; mRNA; EST; 440 BP.
ATGAAACCACAGTGAGGTCTGAAGGACGGCAGCGGAGGACCGTCGCTCTCAGTGAGGCCG
ATCTCAGCGAGCAGGCTGCTCTTCAGCTGGGCTGCGAGGTCATGAGGCGAAGGCCCAGGT
TTAGAAGCCTCCAGCTCCTGCTCCCCTTTTTGACTGGTTCTCAGCGCTCCTCTGTCTGGT
TTCCATGTTCATGACGTTCTTCAGGTTGGCCGAGTACGACATTTTGGTAGGGAGGATCTG
ATGGAGCAGAGTGTTTTGATGTAATGGCATTCGGTTTCTCCTCGGGATGCTGTAAAAACG
ACTGAAAAGAAACTGAAAATGGAACAAAGACCAGCAGCTTCCTGATGTCCTAATTAAAGC
CAGTGCACACTAAGCTCTGCCAAAAAGTTCTGCCTTAATTTACACATGTCCTGATTGTTG
TGCACAGAGTGCTTATGCCA
>AU167455 ID   AU167455   standard; mRNA; EST; 689 BP.
GGATCCGCGGCCGCCGGCGGCGGCGGATCCCGAGCCCTTCCTAATTTACTCGAGCGGCGA
AGTATCAATTGGCATAATAGGTAGTATTTTTTAAGCTGTTGTCTCATTCCGCCTCCATTT
ATTCCGCCCTCCTCTGGTCCGCGTCTGCTATAGCCTAGTTTAGATTTTTTTTTTATTTCC
GCCTAATTGGGAAAACTGGGCGTCCGGAGGGGTGGGGGTTTTGTTTCATTCTTAAAAGAC
TCTCATCAGAAGACAAACCCCGTCGAGCCTGACATTTTCTTTTTTCTTTTTAAAGTCTTT
TGTTTCGTTGAGAAGAGCAAAGATGTCGGGACAGAGTATTACGGACCGGATAACTGCCGC
CCAGCACAGTGTAACGGGATCCGCCGTGTCGAAAACAGTTTGCAAGGCAACCACGCACGA
AATTATGGGGCCGAAAAAGAAACACTTGGATTATTTGATCCATTGCACCAATGAGATGAA
CGTGAATATTCCCCAACTGGCTGACTCACTGTTTGAGAGGACCACCAACACCAGCTGGGT
TGTAGTGTTCAAGTCCCTTATCACTACACACCACCTCATGGTCTATGGCAACGAGCGCTT
CGTCCAATACTTGGCTTCAAGGAATACACTCTTCAACCTCAGTAATTTTTTGGACAAAAG
CGGGTTACAAGGTTATGACATGCCCACGT
>AU167457 ID   AU167457   standard; mRNA; EST; 682 BP.
CAGCAGCGAAGGACGACACCTCTCCAAAGCTGCTAGAACACAGGAAAAAGGAGCTGCAGG
AGCGACGGGAGACCTACAGATGGATCACTTGGGCTGCGGGGATTCCCAGATGCATCGATG
CCAAAACAGAAGCTGATTTGCCGCAAGTTGCCCGATTTGAGAATGAGAAGAGGAGCGATT
TTGAGCATTCTCTGCACTATGCTTTGCTCGAGTTGTCCCTGAAGAAGTTCACCATCAGGT
TTGGGAAATCCTGGAATGACCTGGAGGATTTCAAACGGATCTTCTGGAAGCTGCGAAGCC
CCATAGCAGTGCCTGAACGGCTCCAACCCACGGATGATACAGAGGTGCCAAAAGCTGCCC
GACAACTTCCCGGTGACTGCAGGCATGGTGCAAAGCTCCATGGCAGATGGGACCACCCTA
AACAAAGAGCTTAAGGCAGGCAACATCTACCTGTTGGACTACGCCATCATGGAGGGAATC
CCCACCAACACCATCAAGGGTAAACCCCAGTTCATCGCTGCTCCGCTCTGCCTCCTGTAC
CAACACCCTGATGATTGGACTCATACCTATAGCCATACAGCTGGAGCAGACTCCAGGTTT
GGACACGCCCATCTTCCTGGCCTCAGACCCGCCCCTGGCGTGGCTGCTGGCTAAGATGTG
GGTGCGTCACGCTGAGCTCCAG
>AU167460 ID   AU167460   standard; mRNA; EST; 311 BP.
CTCACTTTCAGACTCTTCTCCCCCCTTACCCCGACACCACCACCAGCAACAACGACCAAA
AAGCGTGCAAATTCATTGAGAGCAGTAGCAGACCTGTCTCCTCCTGACTCCATAAACGAG
CGCCTCAGTCAGGCTTGTTCCTCCCCCCTCCCTTTCCTTGCAGTGGTCGGGTTTTTGTGT
GCCCACTCCAGGCATCAGAACCGCCGGACTTATTCCGTTGACTTCACATTCTTGCACGGA
AAAATGGGGAAACAGAACAGCAAGCTGACTCCTGAGGTGATGGAGGACCTGGAGAAGAAC
ACGGAGTTTAA
>AU167461 ID   AU167461   standard; mRNA; EST; 140 BP.
ATTATTCCATTCAATGAACTCAATTTCATTTTATTGTGAAATGAAAGGGAATTTCTGGTC
ATCCATTTTAAATTGGCAAAATTAGATAATTTCTAATTGACCTTGGGTCCCCATTTCCCA
GAAACGGTTTGAAAATGAAA
>AU167462 ID   AU167462   standard; mRNA; EST; 240 BP.
CTCCTTCCAGACGATGACTGGTACATGGGCATATGTTGACTTCACTCTGACCAACAGGTG
ATTTGTTGAGAGATGCATTGCCTATGCAGCATGCCACGCACAGGCTTATGGACCGGAGAC
AAAACCATGAGCTTTTGGTTGGTGGACAGTTTATTGTGCACCATCATGCACACCTTTGAC
TCTCCATGAAGGCCATCATAGACCGGCGGATCCAACTGTGCTAAATGATCCAGCCTGCTT
>AU167463 ID   AU167463   standard; mRNA; EST; 674 BP.
AAAAATAAGACTTGTAAGTGTACTTTATTGTGCGGAAACTACAGTAGAAAGTGGACAAAA
AAAGTTCGTTAGAACCGAGCATGTTGTTTCATTCTTATATCCAGGAACTCACCAGGATGG
CATGCTTTGTGAAAAACCTTGTTGCACAGAAAAAGTGATATAAGGTTTGAAGAAAGTTTG
ATTAAAAATCACATAGACTGAAACTTTAAAACTTGTATGTTCAGGTTCTGTTGGCTCCTT



TATGAATTCATGTAAGCTCCTGACATCAGGTGAGACGTTTTCATGGCTGTTTTCCTTGGC
GGCAGATGTTGCAGATTTACTTCTCTGTAGTTTTTTTGGTTTCAATCCGATTCATACGTT
TATGCAAAGTCAGAGCAGACGTGTGATCAGCAGAGGGATTTTGTTATTTGGAGCTGCTCA
GCCTTGTCCCTCCTACTTTTCCTTCTCCTCCTCCCTGCATTGCGACACTGGCACCCCACA
AAGGGTTCTCCGACCCAGAAACCACTCGGCAGACATTCCCTGTTATGCAATCGGGAGTGC
GGGGGCTGCAAGCAGGGATCCTCTGGGATCGGTCCTCTCCTGACACACCTTGCTCTTCGT
CAGTCTTGCTGATGTTGTTTTGGCTGAGTTTGCTACTGTGTCTTGTTTCGATTGACAGCT
TTTTGGTTGTAGCA
>AU167464 ID   AU167464   standard; mRNA; EST; 540 BP.
CTCCAACACATCCAAGGAGTGTGACGCCCTGAAACCAGAAAATGGAACAAGACCTTATAA
ATAAGTGCATACTGAAAACCAAGTTTGAAGCTCCGATTAGGTCTGTTGACACACACAGCT
ATGGGGCGCATTGGACTCTTTTGCAGATTTTATCAGACGGTGCAACATCTTTCACTACCA
CAAAGTAAGACCGAAAGATCACATACAGGAAAGCATGGCTACTTGTTACCAAATCCTGAC
CCTCAACACCAGCCTGATACCCGGTCGGAGGCTTATTCCCCCAACCTGCTACAGCATGGA
TCCGTGTAGGAAGACTGATGTGAAAAGTATGCAGAACAGCAGATGCGCACTGTTGAATCT
GCATACCCTGTCAGCCCTATCAGGCCCTACAAGATGAGTACACCTGTGCTGATTGCATGT
TTGGCTAGCAGCCCGCCGTGTAACTTGACTGGCTGCTATGAGCTGCCTGAGTAGACATTC
GTGCGGGAAGATGCCTGGGCGATCCTGCCCATTGGCATCGACTGCCTTGGCCTCAAGTGT
>AU167465 ID   AU167465   standard; mRNA; EST; 319 BP.
CCGGGCTGCAGGAAATCGGTGGTGGGGGAGCCTTTAACCCGCGTACCGCTAAATGCCCCC
TCCAGGGACACCCTTTCACTATACTATCCCGGTTTATTGGGGGCAAGGAACGTAGCCCAT
TTGTTTCCCCCTCATATGCTACACACTCGACCTGACGGCATAAGGGGTAACTGGACCCGC
TTATTATTTGCCCCTGTACAGGGCAAGCCTGACCGACGGCGGGACATAGGGCGGAAAGAA
CAAGAGAGGGTGAGGCCTAACGGGGGGGTATCCGGGCCTAGAACAGGCTTTCCTACGCGG
GGCCTAAAAGACCCGCCAA
>AU167466 ID   AU167466   standard; mRNA; EST; 580 BP.
GTACCCTTTAACGAGGAGTTAGCATATTGATAAACAAAAAAATCCACCAGGGACGAGCCA
AGCATTAAAAGAGGAGGGTTTGAGGGCGGGGGATCGAACTCTAGAAGGAAGTTGAGCCGC
CTTATAAAGCGGACTGTTGTGTGTGGACGTCTGCTGCTGGAGTTCGCTGATCCGAGGCGA
AAACGCGTTTCCGCCCACAAAAAGATGGCGGCTCCCTTAATGCAGAAGCTGTCGGAGTCC
TTAGGTTCTCCGGAACCCGCGGTGCGGCTAATTTTATCCATTTTGATCGGCTATCCCTGT
GCAGTGGTGTACCGGCGCTTCTTGTTCCACCAGCCTGCCACCGTCCTCCACTTGTTCCAC
TTGTTCTCCGGTTTGGCTCTGGCAGCTTTTAATTTTGCAGGTGCTCAGCTTTATCACTCT
GCAGTATGCATCTTGGTTCAGTTCCTGATGCTGAGACTAATGGGGAGGACGGTCACGACT
GTTCTAAGCAGTTTTACCTTTCAAATGGTGAGATCTGTCTTTGCTCTACAGTTCTTTCTG
CATGTCCTGTGATGTGGAAGGATAGTTTCTTATCCTTAGG
>AU167470 ID   AU167470   standard; mRNA; EST; 708 BP.
TAGTGAGCGAGCGAAAGCTTTTTCGTGCCCTGTCACAATTGGTGTTTGTGTATTGTTAGA
TAGAGGTGAATGATGAATCCACCTGAAACATGCTGTTACGTGCTTCAAAGCTGACCCACC
TTGTTAGAAAACTAGGTTTATCCCTTAGTTTTTTTGACACATGCCTCTTAGTCATGGGCT
CGACGACTACAGGGCGACAAGGGTGTTCCAGTTGGGCGAGATCGATATTCGGAGGTAGAC
ATTAAGTGGGTTGAGGTCTCAGATCCGAAAAGCCCAGATGATGACTATTTGGCAGAATGC
GTGAACCATACTCGAGAAGTTAAAAAGCTTTTTACACTTCAAGGAGGAGAGAGTAGCAAC
TTGTCCAAGCTGCTTCAAGATTACACACAGGTGATTCTTGACATCACCCTTTTTTGAAGA
AAATAAACTGGTCGACCAGGAATTTCCTGAGGACACGTCACCTTTTAAAATCCAGCAACT
GCTGCAAGATTTAACGGAGCCAGAAGTGTTGGTTGCAAAGCTAGCATTCGGACAGGATGT
GCAGTCTGTGTTGGGAACCGAGCTGGTGGAGTGCCTCTACTGGAGACGAGGAGCTCTGCT
GCACATGTACTGCTACACTCTTCATCAAAGAAAGCAATGGATCAAGAAAAATTAAGATGC
ATTCCTTAAGTGCATCCAGGAAGGTGTGCGCTACCTCATGCGGATGCT
>AU167471 ID   AU167471   standard; mRNA; EST; 370 BP.
TTTCACACACCCGCCGACCATCTCAAGCTGTGCATTTTCACTTAGCCGTGTTAACCGTTC
AAAGACATCCTTTTTCGACGATAGTTGGACTAAAAATGCCTGGGTTTGCAGACAGAGACC
GCGGCAGAGACCGAGGGTATGGTGGTTTTTCTCGTTTTGGAGGTGGCGGCGGAGGTGGAG
GCGGTGGCAACAGAGGTGGATCTTCTGGGAAGCTCGGCAACCCCGGTGAGAGGCTGACAA
AGAAACACTGGAACCTTGACGAGCTTTCAAAGTTCGAGAGGACTCCCCTACCAAGAACAC
CCAGATGTCACTCACAGATCACCCTCAAGAGACTGAACAATGCAGAAGAAGCCATAGAAG
TGACGGCTAA
>AU167472 ID   AU167472   standard; mRNA; EST; 470 BP.
CGGCTTCCAGGACGATAATTAACGGTTCTCTCTTTTTACGACAGCCGCGCGTGACACAAA
CCCACTCGACCCCCACGCCGCGACCCGTTCCCATGGCGACGCAGTGAGGCGCGGCGGGCG
GATCTGAACCGGCAGCAGACCAAACGTGGCGGTCCTGACTCATCTCCAGGTAAACAACAA
CAACGGGTACGAAGAAGAAGCCGGTCCAAAGTACGGCCGGTCCGCGGGGTTCGGACTCCG
CGTTTCCGGTGTCGGACCAACGGGTCGATGGGGTTCCCGCGTGACAACAAAGGTCACCGC
CGGTCAGTCCTGATCGATACGTGAGAAATCCGGGAGGATCCCAAAGGCATCACTGCGGGT



TCTTCCCAAAGGAATTCTGGGATTCAAGCGCGCGCCGGTCACGTGGGGTCAGTTCTACCC
AGGCTGGTCTTTCTCTGCTTCCTTTTCCTCTGCAGAGCAGCGGCCATGTC
>AU167474 ID   AU167474   standard; mRNA; EST; 200 BP.
CCGGTCATAAACAGACGTCCAGTTGCTGCGCGTGGAGTCTGCGTGACGCACCGGGGGTGA
GGGCGCACAGAGCGCGGAGCCAGCTGAAGCGGAGGGACCAGCACGTTGGCATGCTGAGCG
AGATCTGGCAAGGATGGACCAGCTTTTTTTTATAACAGTTGAACGGAAAAGGAGGGGAGA
AAGAAGAAGCGCAATCTTTT
>AU167475 ID   AU167475   standard; mRNA; EST; 430 BP.
TTTTTTCGTTTGAGGTTTTTATTATGAGACAGCAGAATTGTAACATTGAAAAGGGTAAAA
TGACTTTCTACAGTCAGGTTAATAAGGTCCTCACACAGGAAGTGCCCATTAATATTGTAG
GTTAGAAACATTAATTACTTAAGACATGTTTTAGGCTTTCTATAGTACTAGGATTTAAAT
ACATACTTTGTTTATTGAAGATGTAATGCGGACAAAACGCACTCAACTGACATGCTGATA
AAACCAAAAGTCAGCTGTTTCTAGCATTCAGCCACTAGATGTCAGCCCTGAGCTCTCTTT
CGAGCTTGGACTGGCTCACTTCTTACATCAGCTCTTTGAGGTACTCGATATCCCGGGTCA
AAGACTCTGCCTTTTACGTCAGCTCCACGTTCTTCCTCTTCAGCACTGCATGCTCGGTCA
GCAGGGAATT
>AU167476 ID   AU167476   standard; mRNA; EST; 120 BP.
GCACAAACCGTGAGCATAATGAAAAATGAAAAAATTAATGGGGGCGCGCCTAAACTATTT
CTGTTTTTCTTTAACTTCAGAGATTTCCATAAAAGTTGGGCCGGTGGTGAACCATGATGG
>AU167481 ID   AU167481   standard; mRNA; EST; 70 BP.
GGGAATCCGGTCATCATCTTTAAAAAGCCATGGCAAAAAAAGGAAAAAGCCTCGGCCAAA
AGGCCAAACC
>AU167482 ID   AU167482   standard; mRNA; EST; 545 BP.
TTTTTTTTTTTTTGAACGCAGCCTCTTAGGAACTTCGTTTCAAGTGACAATGTTTACCAG
GCAGATAAGCTTCCAGTATAAACAGTTGAGATTTTTTCCTACAGAGTTAACAGTGGTGGT
GATGGGGGAGACAGTACAGCAGGGGAAAGAGGTGACAACTAGCTGTGTGTGTGTGTGTGT
GTGTGTAACAGNTGGCGTGCAGGGCAGCTGGGAGGGGGAACAGACGGCTGGAGACCGTGG
TTGTTGCTCTGCGCAGTTTCCCAGTTAGCGTGCAGATCAACAGTCGACTCTTCGGAAGCT
GGACCTGCTGCCCGAGTTCCTGCAGGAGAGACCGCCACAATGATGAGTGTGAAGGACTGA
ATGTTTGCAACACAGATGCAGCTCAAATTTAAGAAGTTAACATTAAGTTTAAACACATTT
TAAATGTTAAAATCTGGCAAAGGTGCTTTTGACTCAAGTTTAAAGACCCACTCCAATGAA
AATTGTGTTTTGGGTGACAGATTGTAAACAGAGCGCTCACAGTAACACGGTAAAAAAAGA
ACTCA
>AU167499 ID   AU167499   standard; mRNA; EST; 687 BP.
CTCTGCATACCTTGTTGCATAAATTCTCTTGGTTACCCCAGTGGACATGGTAGTCTGTTT
GTTGTTCCAGAGTCTCATGTACGCCAAGTCAGGTTCATGTTGCCAACCCTTGCATTCATT
CTCAGGGAGTTCATGGATGTAGGAAAGGGGGGTAGTTGTTGTGAATGAGGAGGATGCAGA
AAAGAGATGGTTAGAAAGAGGCAGAGAATGAGTCCTAGAGAGCAGCCTGAAAGCAAACAA
GACTGAGAAGGAATTAGAATCTATTTATGTATTTAGAAGACTGACACAGCATAAATCTGT
CACTTCCCTGTTAAAACCTACTCCTGAAATGAGCCATCTAGGGATTTTTACATGTTTAGA
CAAACAACATGTGATAAAACTGCATCGACCTTTTAGTGAAGCATTCAAAACCCCAGAAAG
GGTCACAACATATTCAAGCATTTGACCATAAAATTAGATTCTGTATATTTTCCCCTGGAA
AAATGCAAGGCGAAGAGAAGCAATTCTACCTGATGTCATTGTAATGTGTCTAAAAGATGT
TCAATGAGAGTCTTCTCCCTTTGCATTTGTTAGTATTGATTCCTTCAGCATGTAGCAGTC
TGGAGTAGTCGTGTCCCTTTGTTCCAGTTGTTGCCCACAGTGAATTATGATCTTGTTCTC
AGTTTGCAAGGTTGAGCAGTACATAAG
>AU167502 ID   AU167502   standard; mRNA; EST; 685 BP.
CAGAGTTTGGAAATCTGCCGGACGAAGCTCGATTCCAGACGGACGGGAAAGTCCCGGCGG
CGTCCTACGCGTGAAGCTAGAAGGCGGGGCTTTATGTTCTCCACCTGAACCCCCCCCCTC
CCCCGATCATCCGTGCATGCGGCGCGCATGCCTCCGTGGCTGAAAGTCGACCCAAACGTT
CAGGGAGGTGGCAGGAAAATCCACCTCCTTTCTTCCCCTGAACCCCTCAGCATCCGCGTT
TCCGGGGGATGGGTTGTACAGAGAGACCCCTTCACCGCCCCGTTGTAGTGCGCTGTATTT
GTACTAACTCCTCCTCCTGTTGCCCCTGTTGTGTATAGTGTAGAAATCCCCCCCAAATAA
CCCAGGAAAGTGTATTTTTTGCATGTGAAAGTGGCACTCTGTTCCAGTTTTGTTCTCCGC
CCACAAAGCGGCTCTGCACAATTTGTAAGGACTACAAAAAAGAAAGAAAAAAGGGTGACA
GGGGGAAATAATAGAGGTCGGTGACAAAGTCCCATTCAAAAACAATATTAACAGACTAGT
TTGTGTATGTTATGGTGTGTTTTATGCTAAAAGACAGATTCTTGAGCGATGCAGTATATA
TATAAATATAAATATAAAAACATACTCAAGGAGCTGTTGGAGTTAAAAAAGAAGGAATAT
ATTTTCTAACCTCTTCTTTTTCCAT
>AU167505 ID   AU167505   standard; mRNA; EST; 517 BP.
GCCATGTCGTCCATGCTGAAAGTTGTCGGAAAACAGCTGAAGAACCACCCAGCTCTCATT
CCCCTGTTTATCTTTATTGGTGGCGGAGCAGCAATGAGCATGATGTATTTGGGAAGACTG
GCTCTAAAAAATCCAGATGTTTCGTGGGACCGCAAAAACAATCCTGAGCCCTGGAACAAG
CTGGAGCACAATCAGCAGTACAAACTTTTTGCAGTCAACATGGACTACTCCAAACTGAAG



AAAGACAGGCCAGATTTCTAAGACGCTGTGCCTCCTGTCACCTGCGTGGGAAAGAAAGCC
TTTGCACTTTTTTTTGCCAAATGCAAAGACGTGAGAGGACAGAAGAAGGCTCCTTTAATG
GCTTGGTTCTGGTGTGAGAATGGGGGGAATATCTCTATCTTGGTTTAAATAAAACAGGCT
ACCACCTGTTTACCTGAATGAATAATTTATGGGTTCTATTGCTTTTAGTGTTGTAAGTTA
TTAAAAACAATACAATCACAAAAAAAAAAAAAAAAAA
>AU167509 ID   AU167509   standard; mRNA; EST; 522 BP.
TTTTTTTTTTTTTTTTTTATTGTTTGAAATAGGTTTTAATTTCATTTTGATTTGAAATAA
AATTCATTTTCATAACATTTTTTTTATTAACAGTAAGACATTTTTCAGACCAATATTTGA
GGAATTTTAGCTTCTTTTAAATGTTTTCCCCAGTAGAAAATTCACCCAGTTGAAGGTCAA
AACTGTTTTCTTTTTTGCCACAAGGAGTCGTCAACAGCCAGACACATCAGTTTGACTTTT
TGTGATCACAAGTACAGAATCACAATCATCATTTCGGTCAGACGTGAGGCTTCTGCAGTT
TCCTCGTGAACAGGAAGAAGAAAAAAAACGTTCAAAACGTGTGGTTCCACATTAATGTCC
CATCATGCTCCACATTTCTACCTGTGTCCTCAGATTACAGCGCATTTCCATTACTGTCTG
TGCCACTGCCTCCACTTCTACGGAGATAAATGAATGAGATTACACAAACCTTAAATACTT
CTTTGCAAAAAAAGACCGGAAAACGGTCCGCGGCCGCTCGAG
>AU167510 ID   AU167510   standard; mRNA; EST; 692 BP.
CGATGACAGGCATCGCGGCTGCGTCTTTCTTCTCCAACGCCTGTAGGTTCACTGGCTGCG
GACGCCACTTTGACTCCCTGTGCGACCTCATCGTGCACATCGAGGACAACCACATTGATA
CAGATCCCTGTGTTCTGGAGAGGCAGGAGCAGCAGCAGCCGACATACGTCGCTCTCAGCT
ACATTAACAGGTTCATGACAGATGCTGCCAGGAGAGACCATGATAGCCTCAGGAAGAAAG
TTCAGCCCAAGCTGCCTCTGCATCTGACAGGCAATCTGTCGCGCAGCGCCGTAACAGCTC
CACCCCGCCACACGGGTGGAAACCTCACCCCTCCGGTCACGCCACCAATCACCCCCTCCT
CCTCCTTCCGCAGCAGCACGCCTACAGGAAGCGAGTGTGATGAAGACGATGTGGACTTTG
AGGGATCTGACAGTGACGAATCGTGGACCACAGAGAGCGCCATCAGCTCCAAGTCCATCC
TCAGTTCTGTGTGCATGAACGGAGGAGAAGAGAAGCCATTTGCTTGCCCTGTTCCAGGAT
GTAAAAAGAGATATAAGAACGTGAATGGAATCAAGTACCACGCCAAGAACGGCCACAGAA
CCCAGATCAGGGTCCACAAACCTTTTAAGTGCAGGTGTGGGAAAAGCTATAAAACCTCTC
AGGGTCTCCGCCATCACACCATTAACTTCCAC
>AU167519 ID   AU167519   standard; mRNA; EST; 576 BP.
CTTCACGTGATTACTACACCATACATTCAAGTCTATTCCTTTTAATACTGAGCACTTCTT
TTGGATTGGGCTGTAGGCAGTTTTTTAAAATTGAAAATACACCATCACTGCGTTTTTCAC
ACTGTAAGGCGCACCAAGTTATAGGGCGAGCGTCAATAAATGGTCTACTTTCGAACTTGT
TCGCACCAAACTATAAGGCACACTAAGCAAGACAAAAGGGTCAAAGATAAATCCATCAGT
CAGCCAGACTCTATTAACTGGGTTTACAGTAGTACTAGAACTTGTTTGTAACATGCTACA
CGTTAGCTACACTACCCTACTTTATGTCTTTGTTAGTAACGCGTATAAAAACAAAGGTTG
TGTCCGTATTCCCACCCTAACCCATAACTATTAAAAAATGATATAGTGCGGCACTATGTA
GCGCCGAGAATTTTAAAAGCAACTCGGACACCATGCTCACTACTTTTTTTTTAATGGTGG
ATATGACGTCTTTGATTTCACGAAGTTAAAATCAAATTAAAATGAGCGTTGTGTGAGGAT
TACTTATGAGTCCACAGTCTTCTGAAGATAAAAGGG
>AU167524 ID   AU167524   standard; mRNA; EST; 499 BP.
AAAAAGAAGAAATGAGGAAAAACTGAAAAAAATGCTCTGAGGTAAAATAAAGTTTCTGAT
GTTTATTTAGACTAAATATTATTCTTGCCCTAAAATATTTAATCAGATCCTAAAGTTTTA
GTGTTTCTAACTGAACAATGATTAGTGTTCTAATCTGATAACAATGACTGTGTCTAAATT
CCTTCATTACTCCCTAAAAAGTATAGTGCCCTGGCTTTAATACAATTTGATCATGCTTAA
TACTGCTACTACAATTTTTTTTAATGGAATATATGACATCACCCATTTGCAAAAGTTAAA
AACCTAATAAATATGAGCATTTTATGAAGATTTTTTTATTTAAGTTGTAAACTGACCAAT
CGGGTTCCTCAATAGAAGTATGGAAGCGATTCTGTAGCATAATTAGGGATGGGGGTCGGA
AGCAGAGGTGCTTTTTCATTTTCGGAGTGGGGCTGCATTTTTTGACTCAAAATGAAAATG
AAAAAAAAAAAAAAAAAAA
>AU167531 ID   AU167531   standard; mRNA; EST; 690 BP.
GTCACATCCTTACAAATACAGTGAGCTTTCTTTTTTAAAAATGAAAACCTAAATTGCTGT
ATTTAAAAACCCACTCCAGTAGAAATCATGTCTTTGGTGTTTTTAACATGTTCTTGGGGC
ATTTGTCTGATGACGGAGGACATAGATTAAGACAATTAGGCTGAAAATTGCATTTCTGGG
CATTTATTTGTTCAAGTTGTTTTTAATCAGGAGCAGACCAAAGGTCCAGTTTGCAAAAGA
GCTCATTTGTAATGTAGGAAATGCGCTGGGGGCGGCCACAAGCTCCCTGCTCCGCTTAAA
CGGGAAGGGGTGCAAACAGTCCCACCCACAACTTAGAGGGGTTTCTCTAATGAACTCCTG
CCGCTCTGCAGAAACTACGTCCTAGAAAACCACTCAGGTTATTGACTGGGCTAAAAATTA
TAAGAAAAAACAAACAGTGGGATCGCTTTCAAAATAGCTTTAAAGATGATCGGAGTGGGA
CTTAAAAAGATAATACCGAGATTTCCCCTGAAACTGTGGCTGATTGCTGATATTTGCCGA
TATTTAAGCGTCCAGTAACATTAAGTTTAGATTTCCTTTATGTTTCTTTATTAGAAATGC
ATAACTGTACTTGACCTTTTTAACAAACAGCCAAGGATCTCATATGAACAAGAATCACTT
TAACCCTTTCATATAAATATATCTGAAAGC
>AU167534 ID   AU167534   standard; mRNA; EST; 686 BP.
CTCCCGCCTTTACTCGATCCGTCTCCCAGGACCAGCGGGAGAAGAGGGTCACTGTAGAAG



AAGTCCCGTCTGGGATCTACCTGTATCCTGAGGAAGACCCGGCAGGAAACATTTTCCCGC
CCGTCTCTGCCCGTTCCAGTCCTGCTCTGTTTGAGGAAGCTCAGAAGGAAGTTCTGAAAC
TCATGAGGATCGAGGACCCAGCTTTGTTAAAGGGGAAAGTGAGTCTGCATCATGCAAAAG
CTGGAGCTGTTTTAGCAAGACAGGGAGACCAGGACGTGAGTCTGCACTTTGTCCTGTCTG
GTTGTCTGCACGTCTACCAGCGGATGATCGACAAACAGGAGGCCGTCTGCTTGTTTGTGA
CGCTCCCAGGAGAGATGGTAGGCCAGCTGGCCGTGCTGACCGGAGAGCCGCTCATCTTTA
CCATTAAGGCTGTCCGAGACTGTACTTTCCTGAAGATCTCAAAGTCCGATTTCTATGAGA
TCATGAGGGAACAGCCTAGCGTGGTTCTGAGCGTGGCCCACACCGTGGCCATCCGCATGT
CGGCCTTCGTCCGGCAGATGGACTTTGCCATCGACTGGATGGCGGTTGAAGCGGGCAGAG
CTCTCTACAAACAGGATGACCCCGTCAGACTGCACCTACATTGTCCTGAATGGACCTTTA
CGCTCCGTCATCCGAAAGGCAAACGG
>AU167543 ID   AU167543   standard; mRNA; EST; 540 BP.
TTTCTTGTTACCCACAAACCCTCACTTCCAGTCACTTCACTGCGAGTCAGTGTTGACACT
GAAGCTACATTTAATTTTTGTCCCCCAGGACACACAACCCCCCACCCACCCCCCATGCCG
AAACACCCACAGTTGTACTTGCATTTAATTTAATTAGAGCATGCCCCCCCCCTTCCCCCC
GTCTGCCTGTATTGTCGGGAGGAGCCGGCCTTATCACTGATTGCTCAGAGATTGGATGAA
ATATGAACAAATCATGCTGTGTGTGTGTGTGTGTGGGGTGTGTGTGTGTGTGTGTGTAAA
AGAGGAAGAAATCTGATTGTGGTTTTGTTACCATTGATAGGGGAGGTAAGCTGAAAGGTT
GAAAATGGTGATGAGATGATTGGAGTGAAAGAAAGCTGATCTTTTCCCTCTCCTATTTTT
GACATTTTTGAACTAAATTTATCTAATTTTAATGCGTCTAATCTAAAAAAAATCTGTTAC
AAATATGAGCTTTTTAAAAAATACATATATATATATATATATATATATATATATATATAT
>AU167544 ID   AU167544   standard; mRNA; EST; 650 BP.
TTTTTTTTTATGGGATGCCGAACATTGTGTGGCAAATTTTTATTTTTCACATTTTTGATC
AATATGGGAAAAGAACACTTCTGTCCTGAGCGATCTTCTTACATTTTCATACACACGCCA
CCAGGCTAAGTCTACAACCACAAAGTTGACCTTTGATCTCAGGAAGAGGCTGCCATATTA
AATAGAAAAAAAAAATCTCTTTCAGGCCCAGCTTCAGATTAAAACTCCTCAGGATTTCAA
TCCATCACCCCCAGAATCTTTGAGCATCACTGGAAAAAATATTGAATTTTGGCGAGCTCG
CCAAAGTCCTGTTCTCTTGTTACTAAAAATGTAATACATGAATTCTTGGCTCAAGCTAAG
CAAAAAATATTACCAACTTTAAGAAAATATGAGGAATGTGGGTTAACATAAAGCCTCAGT
TGCAGAGGAAATCAAAACATTTTCATTTTGCCAATTCTTCAAAAAATGATATAGACCTGT
TCATCACCCTAAAGCGACCAAAGAAAGGTTGCTATGGAGATAAAACCAACAGAAAAGCTG
CCATTTTGAAGGGGGAAAAAAAAGTGTTGTTTTTTTTCATGAATTTGTCGCGTGCAGCTG
TGAGCAGAGAGCCAGAGGCAGAAGGGAGAATGAAGCTGCCGCTCAGTGAG
>AU167547 ID   AU167547   standard; mRNA; EST; 710 BP.
GGAGCCATGGCAGCAGATTGCCCCACCCCATAACTTAATAGTATAGCGGCTCAATTTAAG
CTCCCACATGAAGTATTTATGTGTCCTAGGAAGCAAAAAAGGCTCCCAAAAATATGCATT
TGCACATGAATGTCAGAGGAGAGTCTATTGGTAGAAGGATGCTGAGTCCTACAGCTGCCA
GGCAAGAGCTCTAGAGGAAGACCAAGGAGGTTTATGGATGCAGAAAGGAAGGGAATGCAG
AAGAGAGGCTTTCATGGAGGAATCTGAAAGGAAAAGAAGATGTCTGTTGTGTCCTAGCCT
ATTGTAATGTTTTATGGAATTGTCTTTTTTATGTTTTATTCTTTCTTAAAAAGTTACATT
TTTGTAGAAAGCTGTCAACGTCCTAAGAAAATCTGTAGAGATGTAATTGAAGTATTTAGT
TTTTAATTTATCAGCCCTTAAAATGAGCCACATTTTGGCAAAAATGGGCTCCTAGTGCTT
TCTGTCATTTCCAAGCTGTCAAAAGAAAGCATTCCGCGTTGACCTACCTTGATGGCGTCT
GTTCTTCCTCAACAGTAACTCCCGTCTCACCTTTGCAAGCGTTTGTACCCCCGACATTGC
GGTCTTTCAACGCCCCACCGAGTACCCCAACCAACTGATCCTTGACCCCCAAAACCATTA
CCAAACCCTTCCTCCGCCAATGGACCAACCACCCTGAAAGCTCAAACCGG
>AU167548 ID   AU167548   standard; mRNA; EST; 470 BP.
CAAGGGCGAAGACATATCCGAAAAGAAGCCTGTAGCTTCTGGGACATGGGATGTACTGCG
GATTTCTGTGTGTCTTTGCTGGGGACTTTTGCTGAACCCCAAACTAAAGATGTGTTTAAC
TAAAAACCACTTCCCGATGGACCTGGCTTATCCTCCATTGAAAGGCTATGGTGCGGGTTC
ATTTGACTATGCATAATTTCTTTACTACCTTTAATATGATACGAACCAAAGGGACAAAAT
GGATGATCAAGCCCTGGCTAAGAACATGGGAACCCAAACCCATCCCATTACACTCCTGCA
CATCTAACATCAACCCGATGCCCCAAAAAGAAATTCTACACTGGCCTACCCTGGACAAAC
TTTTATTGTGGCTCAATTCTTATACATGCACAAGGGTGAGGGGCATATCCAGACTTAACC
GTCTGGATACCAACCCAAGTGCTGCAAATCAGTATAACTTACGTACAATC
>AU167550 ID   AU167550   standard; mRNA; EST; 854 BP.
GGGGCCGCGGATCCTTGACTTTTATGGCTGCACACATGTTAGACCTGAACACCTGTATGG
TATGTACTCCCACACAGTGGCGCACGCCACGCAACACTGGATCACCTAGTAGGACATTAC
CATTGTGATGATGTTCATTATTAACATTCATATTATCACACAGATCATGAATATGGTGGC
CGATGCCTACTTCTCCCCTGCTGATAGGCATGTGAAGCCTGCCCGTGTGTACAGCACTGG
ATCTATAACGCTGTACGAAAATGCTGACATCAAGGCGCCCACAGAAAAGTCCTCCAAAGA
CCTGTTGGTTTGGCCGTGACTTCTTGACCGATGGCTGTGCGGTTCCATCTCACTCCGGCT
TGTCACATTAGTCATAATAGAGCGAGATCTCCATACCTGATCCGCCGCTTGGCATGGATG
TGGACGGAGGACATACACGGGAGATAAATTGTCAATCCTGCCTTACACACCTCACTGAAA



GACCATTATGCTGAACTGTAATGAAGGATGTCTCATACCCCCAAAGTTCAATTACGCCTT
CTTGGACAACACCAACCTTTTTATCTATATATACTAATGGGACCAAAGTTCAAACATTTA
AAACATATTCATGGCCCAACTCTACTACACTACAGACCATCACCTGTTGTTTTCCACTGA
CATTGTGGGCGCCTAACAACCATTGAGGATCTATGATGACATTCACACTTTCCTTTTCAT
TAACTACCTAGATTATTTTCTACGTAATAAAATATACCTGTTTCAAAAAGATTATTCACC
ATGCTCCTGATCCATCACACTACGGATCATGGACAACTCCAACAATGCACCTTCTGCTAT
CATCTATTTGCTCA
>AU167553 ID   AU167553   standard; mRNA; EST; 769 BP.
GTGACAACTGTCCTGTGGTGTAAACAACAGCGGTTTATCAATTGGGCGCATATTTGACCC
GAAGATTGGATTCATTGGACAATATAACCACATTACGATTCAGATCATCATGCCTTCGGC
CTGCGACCCCGTGATTGAAGATATTGAGGACATGGTGTCTTCCACGGACCCCACCCCCCA
TGAAAGACAGTCTGCGAGAAAGAACATCATACCAAGGCCCAAGAAGAAGAAAGAGCTTCT
AAACGATGAGGAGCTCCAAGCTGACAGTGTAATTCCTGGCATGCAGAAAATCTGGATGAA
AACTTGGGGCTGCAGTCACAACAATTCAGACGGGGAATACATGGCGGGACAGCTAGCTGC
CAGCGGCTACAAGATGACTGATGACCCAGCAGAAGCAGATCTTTGGCTGCTCAACAGCTG
CACAGTGAAAAACCCCGCAGAGGACCACTTCAGGAACTCAATCAAGAAAGCTCAAGAACA
GGACAAAAAAGTGGTTGTTGCTGGTTGTGTTCCCCAAGCTCAGCCTCGAATGGATTACCT
CAAAGGTCTCAGCATCATTGGGGTCCAACAGATTGATCGAGTGGTGGAAGTAGTGGACGA
GGCAGTTAAAGGTCATTCGGTTCGTCTGCTGGGTCACAAGAAAGAAGGAGGCCGCAGACT
TGGAGGAGCTCGACTGGACCTGCCTAAGATCAGGAAAAACCCGCTCATTGAAATCATCTT
CATTAACACGGGTGTCTGAACGCCTGCACATACTGCAAGACTAAACATG
>AU167554 ID   AU167554   standard; mRNA; EST; 600 BP.
CTGACAACTGTCCTGTGGTGTAAACAACAGTCGGTTTATCAATTGGGCGGCATATTTGAC
CCGAATATGGCGATTCATGTGGACAATATAACCACATTACGATTCAGATCATCATGCCTT
GGACCTGCGGCCGGGCGATTCAAAATAGTCAAGACATGCAATATACAAGCGGCCTGAACG
GCTGTTAAAGCTTGGATCCTTACTGATAACGTCATGCCAAGTCCCTATAACTCTACTGCC
CTGGTCATGGTATATTGAACATGATTTCTACACCAAAAAAAATGACCTTCTCCACTGCTT
ATGACCCATGACAGGAGACCACTACTGTTAATATGAAAATACATTTATGCAATTACAGCT
GGATATGTGAGGATGAGAGCTATCCTAATCCTGGACTGTGGCAGCTTAGACTGAAAAATT
GTTACCCTAAATTCAACACCACTCCATGCACATGAATACATATCCAACCCTCAGCCCTAA
ACCTCCATTAACCACCATTATCTCACCACCTATTACACACTCCTACTCAAGAACCACTCA
TACTTTTTAACCTATAACATCACACCTTCATTCCAAACCTACATCACACTCTTATTTCCC
>AU167555 ID   AU167555   standard; mRNA; EST; 823 BP.
TGAAGAAGCGTGACATAACCTTTCCCCCTTAATGAGATGTGTGCTCATGCACTTCCCATC
TGTGTCCAGAGAGGGCAGGGCTATCGTGGGAGTGGGGGTGGGTAGACGGCGTATGGAGCA
GTAGCTGGCCAACGCAGAAAGGTCAGTGGAGGCAAGACACAGGCGGGCTGCACGGCTGCT
AAAGCTTTGAACCTAACAGATGGTGAAGGTTAGGTGACGTCCCCTCTACTGCCCTTTCCC
TGGTAATTGAGGATAATTTGAGTACCAAAGAAAGCAGGCCTGTCCACTGTCAGACCCAGA
GAGGAGAGACGAGGTTAATATGAAAATGATTTTGCATTACAGCTGGCTTTGTGAGGCTGG
GTGCTATCCTAATCCTGGCCTGGGGCAGCAGGAATGAAGAAGTGTCACCCTGGGTCCAGG
CACCACGCCATGCACATGAATACATATCCAACCCACGGCCCTGTGCCCCCCATTAACCAG
CATTCTGCCAGCACCGATTACACACTCCCACTCAGGAACCAGGCAGGCTTTTGGGGCATT
TCAGCAAGGATTGGGTGTGAACCTACATCACCTCTTATCCCGTAAGAACAAAAGACGTGC
AGAAAGATATCAATGGGGATTTTCCACCTCTTTCAAAGGTTACTATGGCCAATAACTCCC
TTTTTTGCCAACAAACTTAAATATAAATTACTTTAAAAAGCCCAAATTACAGATTTGCCT
TTAAAAAAAAAGATTCCAACATTTTGAAATATTGAAGTCAGTAATGTTTTATTTTTAATT
TAAACATGACACATTTTTTAAACTTAAACCAAATTAAATCCAA
>AU167556 ID   AU167556   standard; mRNA; EST; 570 BP.
CTGCAATAACCGTACACATAGACTCTTATGCCCCATATACGCAGACCATGTGATAGCGCG
CGTCACCATATGCCTGGTGAAAACAAGGGGGGCATGTCCACTGACTTGACTGCAGTGGTC
AGGTGGGGGGGAGCACATGTGACAACCATGCCTGGCTTCATGGACTCCAGTCTCAACACG
GCCGACAGGGACAGTATCCAATACCGCCGATTTTGTAGACGTCCTGCATGGGCAGACGCA
TGGTGTTACTTCGATTGGGGCCTAGAAGGTGGCAGGATAACATCAACAGCTTCAAGGAGT
GTTGTTCCACTGGCATTTACAGTCCTTGCCATCAATCTTCCAACCCTTGAACCACCTCAT
CTTGTCGCTGGCCTCCAGCATGTTGGCTTCGCGCCATCCAGAGATGGGGACAAAAGCCAC
TGCAACTGTGTTGTAGCCGATCTTCTTGATGTATGTGCTTACTTACTTTTGGATCCCTCA
AAACTGGCCTGGCTGTAAGGAGGCTCGGGGGAGTCCATTTTGCTGACTCCAACTATGAGC
TGATTCACTCCAATATTGAATGCCACTAAG
>AU167559 ID   AU167559   standard; mRNA; EST; 710 BP.
GCAGATCGCCGTGCAGGCCCTGCAGTGCTCCCACTACTCCATCCTCTGGCAGCTGGTCAA
GATTACCGAGGGGCTTCCCAGCAAGGATGACCTGGTGGCTCTCAGGAGAGTTGTCAAGTC
CTTCCTGGCTGTGTGTCAGCAGTGTCTGTCCAATGTCAACACTCCGGTTAAAGAACAGGC
CTTCATGCTGCTCTGTGATCTGCTGATGATCTTCAGTCATCAGCTGGTGTCGGGCGGCAG
GGAGGGCCTGCAGCCTCTGGTGTTCAACCCAGACAACACTCTGCAGAACGAGCTGCTGAA



CTTTGTCCTGGACCATGTCTTCATCGACCAAGACGACGAGAGCCAGAGCATGGAGGGCGA
TGAGGAGGATGAGGCCAACAAGATCGAAGCTCTTCATAAGAGGAGGAACCTGCTCGCCGC
TTTCTGCAAACTTATTATCTACGACATTGTGGACATGCCGGCTGCCGCCGACATCTTCAA
ACACTATATGAAGTATTACAACGATTACGGCGACATCATTAAGGAAACTCTGAGTAAAAC
CAGACAGACGGACAACATTCTCTGTGCCAAGACTCTCATCCTGAGTTTGCAGCATCTCTT
CAATGAGCTGCTGCATGAACAGGGACCCAACCTGGATCGTACGTTGTCACACGTGAGCGG
CATCAAGGAGCTGGTTCGCCGTTTGGCCCTCACCTTCTGCCTGTACCAGA
>AU167562 ID   AU167562   standard; mRNA; EST; 410 BP.
CAAAGGTGTAATCCAGAGGGAGAAAAGGACAACGAGGAGGCGAGTAAAGGGTCGAGGAGG
GGGAACTGGGAGAAAGGGGCAAAAAAGGATAACCAGTGGATGGAGGCGGCGCGGACTGAG
GCTGAGGAGCACTCTTTACTGACTAATAAGAACAGCATCAGCTGTCTCAGGGGGAACAGT
AGTTGGAAACCAAACGCAGAAACATGCCCCCACACATTAATTTTCTTCCACTCACCTGCA
CATGATCTGGTGTCCAGCGCAAATATCCAACCCCTGCTATACCACTCATGGGCTGCACTT
TTTCCACCCTTCTAACCTAATATACTTCATGCCATCCTATACTTACTACTGTCTCAATTC
CCTAACCCTCATTTACTACATCACTCTTTACTCATCTCACTACATCTCCT
>AU167563 ID   AU167563   standard; mRNA; EST; 560 BP.
CCAAATGTGACCCTGGACGGACTATTCAAGAGCCCCCACTCCGGATGCATACATGTGTGA
TTTAATTTGGAGTATGAAGTTTTCCAAAAGCATTTTTTCATACTGCTCCTGATTCACAAT
AATTTGAATACAGAAAAACTCAAAAAATGCAGCTTTAAGCTGAATTTTCTCTATACATGT
CCTCCATTATCAGTAAAAGGCCACAAGAATTCAAAGCACCACTTTCATCGGAGTGGGTCT
TTAAACACCTGTCATCTCAGAGGAAATAAAAACCCAACAGATGTGCTTAAAGCACAAAGC
TGTCGGCATGAACCTGATATTCATGCGGTCTAAACATCTTGTCATGTCAGATCAGGAACC
ATAGATAAATGTGTTTTGCTTTTCTCGTCCCGCTGCATCAAATAATTTTCTTTTCGTCTG
TGGTTTAGCCCGTTCCGTTCGGCAACTTCAAAGCGAAACCCCCCACCTGCAGATGACTGA
GTGGAGGAAGAGTTTTGGCCCCCCTTACCAACTTTCCCCCACAACCCCCCTGACCCCCCA
TTAGCTTTTTCCACCCCATT
>AU167564 ID   AU167564   standard; mRNA; EST; 750 BP.
CGCGGACCGTTTTTTTTTTTTTTTTTTTTTTTCTCAAAACAGAACATTTATTGTTTTCAT
AAATTCTGTGATGGTCAGACAAAAGGACCCTTTGCCAGCTCAAAACAGGCTTCATGCTCA
AAGGTCACCCGCTCCGCTTCCTTCAAATACACCTAAACCTCTTTAGTTGTGGACTGTTCC
AAAACCGATGCAATCTCTGGCTCCATAGTCCCAGATTTCCTCAAAAACAACCATGGATGG
AAACTCCACATCACCGAAAACAAAGGAATGACTCCAGGAAAAAAGGACAGGGCAAAGTTC
ACTTTGCTGAGTCTGTCTGAGTTATGGGTATTTCTGTTCAAATCTCCTTCAAAATAATTT
TGTCCTTTGGGTCACTGAGATAAAAAAGACAAAAACGTTAAAGATTCAATGAGTTAAAAC
AGTTAAATTAGGACTCCACACACACACACACACACAAGCACTCCAGGTATGAAATCAAAG
TTTCACAGTGATGCTTCACACCAACAGATCTTCCAGGAACCGTCACTTGTTCCCATCTGT
TAAGACGCGCAGCTCAGCCTCCAGTTTCCTCGCCTCTGCTGCGTTGGTCGGCGCTTCGTC
GCAGCTGGAGGCCGTGTTCAGCGCCAGCTCCGCCCAGTTTGTGGCCTCCGGAGATGTTCC
CCAGCTCTTTGTGACACATGGCGATGTAAAGTCTCACCGTCCTGGAAAAACCTGGACTGA
GCTCCTCTGCCTTGAGAAAGTTCTCCAGTG
>AU167568 ID   AU167568   standard; mRNA; EST; 540 BP.
TTCAACTATTAATTTACTGAAATTCGCGTAATGTTTATTAGACTTTAGAGTGTACTTAGT
ATAGTTTGGTGTCTAGTCTTCTGCGGATAAAATGCCTGACTTTGGAATCGCGAATCCGGA
GGAGGAAGACCTGGTCCAGGGTCTGAAGGTTCTTGTTACCGGGGCAACGGGTCTTCTGGG
TCGAGCTGTCTGCAAAGAGTTTCAGAGCAACGGCTGGAGTGTCATCGGAACAGGATACCG
GAGGGCGCAGCCGCGCTTCCTGCGCTGTGATATGACTGACGAGGACGCTGTCAGAAGGCT
GCTGCACGAGCACAAGCCTGACGTGATCGTGCACTGTGCTGCACAGCGCCGTCCGGACGT
CATGGAGCGACACACTGAAGCTGCAGTTCACCTGAACGTGCACGCCACAGGCACAGTTGC
TAAAAAGGCACCTGTTTGTGGAGCGCTGTTCATCTACATCATCACCGATTACCTGTTTGA
CAAGCCGGAATCCTCCGTACGGCTAACACTACTGTCCAAATCCTGTGAACGTGTACGGAC
>AU167571 ID   AU167571   standard; mRNA; EST; 610 BP.
GTCAGTCAGGGGAACAGTACTCTACTCTCAGCAGCGGCTTCAGCCGCGGTCACCATCATC
ATCATCTTCATCAGGATGACCCTCACAGCGTACAAGCAGAAGATGCGAGAGCTCCCCCTG
GTGTCCATCTTCTGCTCCTGCCTCCTTCCTGAGCTCGGAGGTCCAAAGGCGGAGGAGAAG
GAAGATGTGGGGGTGGTGGACCTGAACCTCTGCAACATCCGATACATGGAGGTGATCGAG
CTCAGCAAGAGGGCCAGCGGTCACTCCTTCGTTGTCATCCTGAAGCCGCCCACCTTCTAC
GGCGGCCCCGAACTGCGGGCCACCACGCCCGACAGATCCATTTTGCTTTTTGAGGGAACT
GGAATAAGATGGACGCTGGTAATGATATGAGACTTTGTCATGCTGCTATATTCCTGATAC
ATGTGACATGACTTTATTGATTACAAACAGAAACTCGCTCATAAAGCTTTACCCATCCAA
CCATTAAAACACCAAGCCCTATCCTACATTCAACATTTATTTTATCACATTGAACTCCTC
ACATGACTAAGATGACAACCACACGAAGTATGAGTCCTGTTAGCCTGATCACACCACATA
CTAACATATA
>AU167574 ID   AU167574   standard; mRNA; EST; 750 BP.
ATGATGAATCAGAGCACATGCCCATGTGGTAAATAGTTGCATGTCTTACTCGGTGTTTCG



GGTTCCTCCGCGGCTGGGAGCTGCAATGCTGTGTATTGATGGAAAATCTGTTCTGAAAGA
AAAAGCAACACCGCGTGACGGAACAGGACAAAGCCATTTTACCTCTGAAACAGGATCGAG
ATAATCTGCGGCAGCACCCAAATAACATCCGGCTGCATGTGAACAGGGAGCGGAAGGTGG
CCAAAACTCTTAATCCAAGGCGTCAAGAAGGAGAAAGCTCTCCTCCTGCTGAACGAAGAA
GTGGTGCCATGCACCAGCTCCTGCCACAAACACTGATGAACCATGATCAAACAACCTGAG
AGGCGGATGTTCCAACAATCTGCTACTCTGTTCATGATAGGAACAAGTAATGGTTCTGGA
GGGACTTGATCGTCGGAAACCAGTGTTTGACTAATATGCACAAGGTGATGATCATCGAAG
AGGTTGACCGTATTATGGATGAAACCCAAGACCCTACGGATTACCAACGGTAACTCCTCC
AATTACTCGCCCTTGCGCTAACTTAGGAGGACGAATACTCCGAATCTACTTCACACTACC
TGCCATAACTCCTGGACACCTCTGACCTTCCAATACTTTCTGATTTTCTGCCTGTCATGA
AGCTCCTCTATCACAAACATAAATCGCATAGCGTCCACATGAAGAACGCTGGACCATTAG
ATACTAGCCGCCTCATAACACCCCTATCAT
>AU167576 ID   AU167576   standard; mRNA; EST; 590 BP.
TTTCTTTGTTAGGCATGAAAGGTATTCTCTGGACCAAGATGAGTGATTCATCTACTGCTC
AAGAACCTATCACCAATTCAACTGCGGGACGTTTATTATCTTCAGGTAATGCAACCTCGT
TCCACATGTGTAACAGCGCTACTGAAGATGCACAAGGGATGCATGGGGCGTCTGCTTTAT
TCCTCTTGTACACCTCATTGGAAAGCATCTGTGCCGCCTACTTCCATAAAGGATTCACCT
ACATCGAGTTAAGTGCAGACCTGATCTGTCAACTCTTAAGAAAATGAATGTGCACAAACT
AAATCAAATATATAAAAAAGCACATTACTAAAAACGATTAAGTGTAATTGCCTAACAAAG
TGTGCTTAGATTCTATACACATTAATCATCTTACAGCTAATTCATAACCAATACATCAAA
AGGCGTCTCTCAAGATGTGGAACTCCATAAAAAGGGCTTTAACCAACTACTACAAAGAAG
CTACAAGCCTTTCTATTTATAAAATCAAATCCTGTAAATATGCTCAAGCGTCATTTCTGC
TGATCATGACTAATAAATCAACAACTGATCTAATGCTTGCCTCTCTAAAC
>AU167577 ID   AU167577   standard; mRNA; EST; 545 BP.
AAAAAAAGGAACTAAAGAAGCTGAATTTTTCATAATGTTTGTACTTGTAATGTATGACTG
TGTGTGTAGGGATTCTGTTGTCATCCTATCCTCATCATACAAGTCTGATGCTTTGCCAGA
TACCAAGAAATGGTTCAGAGAGTGAAGATCCAGGAGTCCCAACCTTCAGTGGAAACCAGA
CAAGAGGGACCAGTGAGATGCTCCGGTTTGAAGACTTCTTCAGACTTCACTTAAGTTGGG
ATGTCTTCCTTTTCGAATAGTGCTTCTGTCAGTGCGTGGTCCTACCACAGTTGGGCAATG
GCTGATGTGTTTGTTGTTCCTGCAGTTTACTTTTTTGTTCAGCCTTTTTGTTTGTACAGT
TTGTCTTTTTTTTTTTTAAGGAAAATATGATCAAGGTCTCTTTTGACAAAAAGTATGATG
TCAGTGCAAGGCACCACTCCTTATATGGTGTGTACTTGTTGCCACCATAGCAATGGATGG
CTTAACACGTTTAAGAAATAAATATATCATCTAGAAAAAAAAAAAAAAAAAACGGTCCGC
GGCCG
>AU167578 ID   AU167578   standard; mRNA; EST; 350 BP.
AAAAAAAGGAACTAAAGAAGCTGAATTTTTCATAATGTTTGTACTTGTAATGTATGACTG
TGTGTGTAGGGATTCTGTTGTCATCCTATCCTCATCATACAAGTCTGATGCTTTGCCAGA
TACCAAGAAATGGTTCATAGAGTGAAGATCCATCAGTCCCAACCTTCATTGGAAACCATA
CAAGAGGCACCATTGATATGCTCCCGTTTGAACACTTCTTCAGACTTCACTTAATTTGCC
ATGTCTTCCTTTTCAAATACTGCTTCTTTCACCTGCTTTACTCCTACCACAGTTGAACAA
TCTCTCATATCTTCTCTTATTCCTATACCTTACTTTTTTTCTTCAACCCT
>AU167579 ID   AU167579   standard; mRNA; EST; 734 BP.
ATTTTTATACACAGGAAAGCCTGGTCCGAATCCATGAGAGCTCCGGGGCGCGCTCATGTT
CGGATCAGCTATCTACAGCGAGTTGCAGGAAGGACCGACAACGAACTGCAACCCCACATT
CCACAAGCGAGAGCGCGAAAACACCACACTTTTCACTGACTTCTGACGACACCAATCTGT
ACGCCACGATTTGCAAATTAGCCCATAAAGCGCTGAACTGGAAAGCAGCAAGGGACGGCT
CCCCCTGCTGAGCAGTCCGTGTAACTTCAACATGTAACAAGAGAGCAGCTCGGCGTTGGA
GGCGGCTCGTTTCAAAGGCTTCCACTCTCCTGTAGGCAGTAATCGGGTCACAAAGAGCTT
AATGAGATGAACCGAAAGAAACCAAAATCCCTTTGCTGCTGTTGGCTGGGCCCAAACGTT
TCATCTCCAAATGTCAGTTGGCACTGGCTTAAAAAAAAAAATCAGTTTCACACCAAAAAT
TCTGAGGAAAACAAAGAATCAACTCTGATAACACGGAACTTTGGAGGTTTGTCAGGAGAT
ATGACAAACGTTACCTCGGAGTAAACCCTTCTGGCACGTCTTTGTGGCCCTGCAGGAAAG
TGCTTGGTAAATGCTGTCCACCAACATGGAGCAGAGTGGAGACAGACGAGAGGACCAGCA
GGCCCGGAGCAGGACTATGTGGCAAACTGAGCCGTGGGGACGGACACGAACTCTCGCAGG
ATGTTCTTGGCCGT
>AU167582 ID   AU167582   standard; mRNA; EST; 735 BP.
CGTAGCGGTCGCGGACCGTTTTTTTTTGTTATTACCCATTACTGTAAGCTCCTGTCCTGT
TTGTGACACGACTGATCCTGAACTTTTTGTTTTCACCTCATGGAAGTCCTTCTGATGTTT
AAATCTTAAAAATGATTTCTATGTGAGTGATGAAGCTGTTTCCCCTTTTTTCACTTGAAC
TAATTCCAATTGGACACTTCCCTCAGGACGTTGGCTTGAGGCTGAAAAGGCTGCATGCAG
CGCAGTCAGAGATGTGAAACCCAATCCTCACATCATGCCTTTAATTTATCTTTAGTTGTT
AATTTATGGACTTTTTGAAATCACGTCCCTGCAGGTATTATGGTTTTTGTATCAGTCAAA
TATAATATATATGCAACATATTCAAGAATTGTTATTTAATGATTTCTATTACATATTCCA
AGTTGTTGTCTGATCTCTGTTCTCATTTGAAGGCCAATGTTTACATTTGATGATTTTTTT



CTTATGAAAGAATTATTGCACACTAACATTTTCTGTCTGTAATTTGCACCTGCACTGTTA
GAATGAATATATTTATATAGATATATTTTTTCTTTTTTTTAAAGCTGAAAATTGTAACAC
TTAAAATTTACAATTTGTAATATTCAAATGAGTTCTGTTTATAACTCACCTTCTTTTTTC
CTACCATTTTTAAAAAAATACTTTAATTAAAGATTTCAAATATTAAAAAAAAAAAAAAAA
AACGGTTCTCGGCCG
>AU167584 ID   AU167584   standard; mRNA; EST; 681 BP.
CTCGCAAGACAAATGGTTTTTTACGAACATCTCGTGACAATTACATTGAGAAAGTTGAGT
TCCTTTCCTTTGGACGTGGTGGCCTTTCTTAGGATAAGCCCTGCCCGACTTTAAGGAAAC
AACCGTTCCTAGACCCGAATCAAATTGGGAAATTGCCTGGGGGTAACCGTGGAAGGAAAA
CTGCAAAAGATGTGGCCCCTTCCTAGAAAAACGCCTTTTCCAACGTTAGGAAAAATACTG
GGAAAAGCCCGAAATGAGTTCACTACGCCGTGTCCCCCGCCGTTGGGTTAATCAATCTAC
CCCACGCGGTGTTTGTGCGATAATTTTTACCATAGGGAACCACCATTGTTACAACAAAGG
CCATACTAGTGAGGCAGAATATGCCCTTGCTAGAACAATGCCAAAATGCCTATAGCTATT
GCTTCCATATGGGGAAATCGAGGTAGAAATTTCTCCCAGAAAACCATCTTCCCCCTCTTA
ATAGAGGGGCATGGCAAAATTTACCATCTTAGACAACCCATATTCCAAACATTTGTGGCG
GATGTAACCACCAAAAATTTTGGAATTAGGGGAACAGACACTTGATTACTAGTTTCACTA
GTGAAACAACCTAAACCCTAATAACATCCACTTTGCTTTGATCTTTTTCAAACGGCAAAT
AACATACACCCACCTCCATAT
>AU167585 ID   AU167585   standard; mRNA; EST; 1040 BP.
GCGGGGGCGGGGGCGGGGATACTCCTCGCAAGACAAATGGTTTTCACGACATCTCGTGAC
CATTACATGAGAACGTGAGTCCTTTCCTTTGGACGTGGTGGCCTTTCTTAGATAAGCCCT
GCCGACTTTAGGGAAACAACGTTCCTAAGAGCCGAACAACATGGGCAATGCCTAGGGGTA
CCGTGGGACGGGAACTCCAAAAGATGTGGCCCTTCCTAGAAAACGCCTTTCCAACGTTGG
GAAAAATACTGGGGAAACCGCAATTGAGTTTCACTAAGGGCTTTGTGGCTCCCGCAATGG
TTTCACCAAATAACCCCCCCCGTGGTCCTTGGGGATACCGTAACCCATGGGGAGCCAAAC
CTTTTTACCACCAAGGCCACCTAGTAAGGCAAGAAATATGCCCCTTGCTAGACAATGCCA
AAGTCCTATAGCTATTGCTTCCATAAGGGGAAGTCGAGTTGGAAATTGCTCGAGAAAGCA
TCTTTCCCCCTCTTAATGGAGGGGGAAGGGAAAATGTACAATCGTAGACCAACCCATATT
CGAACATGTGTGGGGGATTTTACCCCCCAAAAATTCCGAGTAAAGGAAAGAGGACCACTG
GGGTTTCCAATTCCCCCTTTCCAAACCACTTTAACCCCCAATTGGCAAACCAATTTTTGG
TGGAACCCTTTTTGAAAAACGGCCAATTTAAAAATAAAACCCCCTTGGATTTTTAGGGTG
GGAAATTCTTCCTGTTCCTTTCCTTCTTCCAACAACCGCCAATTTGCCAAAAAGCAAATG
AATTGGGTGGCAAAGAGAAAAAAAATTTCCAAATTGGGCCCAAAACCCCAACCCTTTTTC
TTGGCCAAAAATTTGCTTGGTTTTCCAAAATTGGCTTTTGGCAATTTGGCCCAAACCCCC
GGTGTGTTGTGCCAAAAACCCAACCCAACCAATAAGTGGGGGGGGCCCAATAAAAAACCA
AACCTTTTTTTTTCCTTTTCGCCAACCCGGGGGTGGAAATTTAATTTGCAAAGGTTTTAA
TTTTCCCCCAATTTCCAAAA
>AU167587 ID   AU167587   standard; mRNA; EST; 550 BP.
GTACGACCTGAGGGAAAACGGGGACAGGATCCCCGTTACCAACGACAACAGAAGGGAGGT
TGTGGGGCAGGACTCCGACTACATCCTGAACAAGAGCGTGGAGAACCAGTTAAAGGCCTT
CAGGAGAGGCTTTCACATGGTCACCAACAAGTCGCCGTTCAAGTACCTGTTCAGGCCCGT
GGAGATCTAGCTGTTGATCTGTGGTATCAGGAACCTGAACTTCCTGGCGCTGGAGGAGAC
GACCGAGTACTACGGTGGGTCCAACATAGACTCACGAATGATCAAGGACTTCTGGGATAC
TCTGCACTCTTTTGGGGAGGAGCAGAAACGCCTCTTCCTGCAATTTACCACCGGCGCCGA
CAGAGCCCCTGTGGGGGGGTTGGGCAAGCTCAAGATGATCATCGCCTAGAACCGACCCGA
TACCGACAGGTTACCCACGTTCCACACCTGATACAACGTGCTGTTGCTGCCCGAGTATAG
CACCAATGACTAGTTGCTAAAGAGACTGCTGAAAGCCATCACCTACCCCAAAGGGTTTGG
TATGCTCTGA
>AU167588 ID   AU167588   standard; mRNA; EST; 670 BP.
TTCAAAAGGAAGAAGATGACTCAACTTGTTTTGTAACTCAGGGAAGCTGGCACAAATTTA
TATCAGATCTGCTTTGTTTGAGGGAATGGCTGTCTAAATGGCGCACTTTGTGCATTAAAA
TGTCATTTATCAATGTTTGCGCTTCCTTACATTCACAAATCCTCTTAAACTGAGGTTCAA
CATGTGTGCTTTGTGCGATTATGCTCACATAACAGTTGAGGCCAGAGCATGAAGAACTGA
TCTAACTGTTTTGCTGTATATTGCTGAATTGGAATTGTGCTGATTGCTTTTTGGGTTTAT
TTGTATTGTTTTCAAGTGAACTCTCTGACCCCAGCAGCTATTACTATATATGTGGTAAAG
GGTTAAAAGTATGACCCGCAAAGTATTAACACCTAAAACAGACTTCTTGTCATTATTATT
GCAGGTTAACTAAATGGAGAGAAAAAATATACATAAATATATACATATGTATATATATAT
ATATATGTATATATATATATATATATATATATATATATATATATATATATATATATATAT
ATATATATACATATATATAGACACCCATTATTTTATTTTATTTTGATTGATCATCCTGAA
CGAGCATAGAACAAAAAATGTCACACTCAACTATTTACTGACAGCTTTTACATTGAAGGT
GACAAAAGTT
>AU167591 ID   AU167591   standard; mRNA; EST; 640 BP.
AAACTGAAGACAAACCGTTGTATCTTACAGAACAAGGCTGACAAACTAACAAAATATCAT
ATTGATGAGTACAAGGTATTCATCTCCCTATTTTATAAAGATGGGGATGGTTCCACTGAC



CATAAAGGAACTGGGGTCAGCGATGAGGTCACTGGGACAAAACCCTACTGTGGCTGTGCC
ACATGACATGATTAATGATGTGGATGCTGATGGTAACGGTACCATCGACTTCCCTGCGTC
CCTGACCATGTTGGCCTTAAAAAAGAAGGACACTGACAATGAGGACGAGATCACGGATGC
ATTCACAGTTTTTGACAACGTTGGAAACTGGGTACATCAGTGCGGCATAGCTGCGTTACC
GTGTTGACACACTCAGGAATTAAGCTGCCTGATGATGATGTGTCTGAGATGATCAGAGAA
CCTCACCTATATGGACATGGACAAGTCAATTATGAAGAGCTTGTCCACATGATGACTGCC
ACATGAACTGGGCTCATAGGAACGACCAATAATCAGTTAACCCGTTTCACTTACCTCTTA
TCGCAAAAATTTACATTTAATTATACTGATTATGTATACACAATTTATATTGAATGCTGT
AAAACTGAAAATTTTCTCCTACTCTACCGGCTCAAAACCA
>AU167595 ID   AU167595   standard; mRNA; EST; 900 BP.
TTTTTTTTAAAATAATACATTATTTCTCTGTTTTCTGCTCGTAAATCTTACAAAGATTTT
CTTTCACCGATTTTTTTTGGGGTACTGTGGGAAAAATTGGTGATTGAAAACGATTTGAAA
AATTCTCTTGCTTGGTTAGTTTGTCGGGGCTTTCAAACAATTCCAATTGCAATTCGATGC
TTAAGCGATTGAATCGAAAGTGAAAAGGAAAGCTTGAGAATAAAGGTGAAAAGTGCTTTT
AAAGGATAACTGAAAATAAAAGCATAATACATACTTTAAAAACATGCTCTAATAATTAAC
GGGGTGTATTTTATCAGTTGATATCTGCCTGACTGACTCGTGCTGCTGATGTGGAGATCA
AAGCTCTAAATGGCAGCGTCTTTATTCACACTCTGGCTGAACAGGGCGCCTCGGCTAACT
GTCATTTTCTGCTCCACAGACACCCTTCCTTCTGTCTGTCACTGCAGATCCCAGCTCGTC
CCGATTCCCCTCCACAGACACCTGATAATAAGGTCACAACCAAGAATAGAGGAACTGTCT
TCACAAGGGAAAATTGGGAAAGTCATCATGTAACTGTAGGAAGTGTAATTTCACAGGAAG
TGAAATTCGGCGATTTACTGATCTAATACGAATGAGAGAAAATGGAGACACATTCGTAAC
GTGACTTCCCTTTTGAAACTCGGCCACCGACAGAATGTGAGGAACAAATGTTAAACAAGA
TGTAAGCGTGAAGATGGAGCAATGGCGTTGGCCCACACCTTCCATGGTGGATGGACTGTG
CACTACACTGACACCCATGCAGTTTTCTAGCCATACATGCACATATTTCCTAAGGGGCAG
TTGTCTCACAAATCATCACATGTCAACTGCGATACATCACAGCTTGGGCCTGATGCCAAC
>AU167597 ID   AU167597   standard; mRNA; EST; 680 BP.
GATAATTAGGTGCATGATGTAAACATGGAATAAAAATCGCAAGGCGACATTCCCCCCATC
ACACTCCTCCATTAATGCCGTTTAATAATACATGAGGTATTAGCCAGCAGTTACGCGCCT
GTCTGTTAAAGGGAAGGCGCGCAGTGAGTGCGAATTAAATCCCAGAGTGTGGGAGAGCAG
AGAGGAGTTCAGCTTTGTTTTATCCTCGGTTCGGGGGATTCTGGAGTTGCTTCTGGGTTT
GGGAGCGTGTCCGGTTGGTTGGGATGTGATGTTGGGTTTTTCGGACTGACCACATCAGAT
TTTCTGCGCTTCCTTTCATCTGCTTTGGGATTGGATGATGACAAAGAGGGAACAATATGT
TGCATTTCAGAGGCATATGCTTCTTCATGGGTGAGGCCTGCTGATCCAGAAATCCATACA
GATCCACTTCTGGCCTGTCCTCTTCTTTTATCACACTCTGCCCCCCCTCCACTTCAATCA
CCATGACCTCCACCAGCAAGCTGCTGGGTTTGGCTGAAGTGGGTCTGAAGTGTGACCAGT
AGATCGAGAGGAGATATGACATACTGCCCTCCGTGGTCTGCTCCATGTGTTGCCTCTTTG
GAATCATCTACTGCTTCTTTGGTTATCGATGCTTCAAGGCCGTGCTGTTCCTCACTGGCC
TGATGTTTGGCTCTGTGGTC
>AU167598 ID   AU167598   standard; mRNA; EST; 670 BP.
GTTCTTTCTGAGGCTCAGCAACAACAGGCTCTGATAGACGGCCAAGAGCAGGTAATGCAA
AACCTGCAGTTGTTCACGTGCCCATAGTCTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGA
TATATTTATTTTAGATCAAAGTATCTGTGGAATATTGGATGCCGATTGGTATTAACCTTC
TGAATTATGTGTTTGGGCTTCTTAAAATTCCTTTTTGAGTTTTAAAACCTGGTCATGCCA
TTGTAATTTGTATATGATGGTTCATTGTGCCGTTTTTCTCTTTAAGGTTAAGCTGGCAGC
TGAAGCTCAGGATAAGTATGAGCGGGAGATGATGCTGCATGCAGCTGATGTGGAGGCGCT
TCAGGCTGCGAAGGCCCAGGCTTCACAGGCTGTTGAGCTCAAACACCAGTTGGAAGAGAA
ACTGCAGAGGGTCAGTGCAGAGTTACTGGAGGCTAGAGTTTCCTGGGAAGAACAGGAAAA
GATCCTCAAGGGTGGTGTCAGACTAATATTGGCATGTATATTTCTGAAGTTGTTGATTTT
AAACTCAAAGTATCTCTTTGAGTTAAAGGAGTTGTGTAAAAATGAACACACTTGAAATAT
AGTAATCCAAAAACATACCTTTACTTGGTTGATATTTTGTTCCTATAAAGTTCAGTTTTT
AGAGATGACT
>AU167599 ID   AU167599   standard; mRNA; EST; 438 BP.
AAAAAACAAGCCCCTCTAGTTTTTAACTTCACACGTATGTAGCGAAGGAAAAAGACACTT
TTCTATACCTTCTTTCTTCAGATGTGTTTCAGCGTGGCCTTGGCCTGTTCAACAGTATTA
TTATCAGTGTAACTAATGTTTGAGTCTGCTGCTGTGAGGAGCTTTGTCTGAATGAGGAAT
GTGTGAGTGAATGGTCTTGTGTGTGTAAATATGATCATATTAAGACATATATATATATAT
ATATATATATAAAAAAGAAAACTGAGCACAAGTTTGATTCTGATTAATTTAATTGTTTTT
ATGTAATTCCATGCTGTAATCCAAAGAATACAGTTGTATGACAGTTGTTTTCATTTTTAA
ATCTGAACAGTAATCTGGTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAACCGGTCCGCGGCCG
>AU167600 ID   AU167600   standard; mRNA; EST; 467 BP.
TTTTTTTGTTTTTTCTTTGGTTTCCGCTGTACCCCCTTTATCCTCAGGTAGATCTTGAGT
CTTGTTTTTCTGTTGCTGAAGTTTTTTGAGCTCCAAAAACCGACTATGAAACAAAACAAC
TGGCCCCGTTTCAAGTTCTCCATCTGTTCCTTGTTGACATGTTTGTTGACTTTGCATATG



CTCAAGCTCTTCGTGTTTGCGCTCAAGGTGCTGAAGTCGTCTAGAATCCAGCTCAAAGAC
AGCACTGTGAAGGAAGCGAGAAGCAAATAGCTCCCTGCGTTCATGTTCCTCCGGCTTGGG
CTCTTCTTTCCTGTCATCAAGTTTATCTTCAGATCCACTTCTGATCTTTTTCTTTTTCAT
ATACCAAGAAGGGGTGGGTTTTGGTGCTACTTCCACTTTCTCTATGTCTTTTGGATGGCG
AAAACTTGCAAAATGGGAATCATAATCTAAAAATGACCAGTTATCTT
>AU167603 ID   AU167603   standard; mRNA; EST; 940 BP.
GGAGTAGTGAGGGTATTTGGACATAGCCCCAGACTGAAGAAAGTTGATGGTTTCCTCTAG
GAATTCTGGGATATTTTTTCCACTTTTTTTTTCCGCAAGTGAATAGCTTCTCTCCCGGTG
ATCATTCCCATTATTTTCTGTGTTGCACTCAGTCATAAAATCCCATGTGATTCCCAAGTT
TGGTATTTACACGCTGTCAGATTCGGATGACAGCCATGCTCGTCTGCTTATAGAATTTAT
TAAGCCTGTTAAGTCTCGCGCACAGAACAGTCAGCGGTTTTATTTGTCAATAAAATATTA
TTGCTTTCGATATGTGTTTGTTTTTTATGCAAATTTGGTTTGTGTCCCAATAAATGACAT
GTTCTGGGAGTGGCTTTTAGCGGAACTGTGGGTGTTTACTGAAGTAGGGCCATCCAAATC
TGTGTCAGGGACTTTGTCGCGTCCTGTCTGTCCTGCTGAGTGCGCTTCAGTGTCTTTACC
CTCGTGCATCGGACGCACACTCATTCCAGCAACACACATATACACACACACTCAACCTTG
ATGAAGTGAAAGGACTTGAGAAGGAACAGATGGCATCATTATCAGTGCAATTACGTAACA
GAGTTTGAGTTCCCACATCCGTATCGATGGATTCAGCCAGACCCCCCAACAATCTGCTTC
AGAGTTTTAGAGAATGTTACAGCTCAGGAGCAGAACTGCCATCAGCTACCCCCTATTCTG
CCTCTATCATTCAAAAGTGTGCAAACACAAGCCAAGATGGATGAGAGTTGCTCTTTTGAT
GTCTTCCTCTGCATCTTTTATACTCAGCTAACACTTTTTAAAGTAAGTTCACGGCTCGGG
GGGAAAAAAAAAAAGAAGCTTTTTTTCAAAGACTTTTTCTTTCCTGTCTGGTGTTGGGGC
CTCATGAATATTGATGGCTCAGTATTGCTCCTACCTTATT
>AU167604 ID   AU167604   standard; mRNA; EST; 450 BP.
TTTTTTTTTGTTTTTCGCCGCCTTCTTCTTGTCTTTTTTGCTCCTGTCCTCGGCGTGGTC
GCCCGCGCCCTGCAGCGAGGAGCTGCTGGCAGGCGTTTCCCGGCCGGAGCTCACGTCTGA
ACCTTCGTCCTCGTCATCCTCAGCCGGGCCGTCATAGGATTTATCAATAGCCGCTCTGAA
GCTTTCGTTGCAACCTCTTCCTCTGACCATATTTGGGCGCGGCCGGTGGAATGGGAGGAG
CTCGTTCTTCCTGTTGACCTCTAGAATGGCGGTCTGCAGACTCTCCAAGGAGCTGGACTT
CTTCAGACCGAGAGTAGGCCCTAGTTCTACAGGAGTAGGAGGAGCTGAGACGTTTCCGCT
CAGAGATCCAACGTTGCTCTCGTCCTCCACCAGGTCCATGCTCTTGGAGGCCTTCATGTG
ATGGAACTGCTGCTGGTTCTGGTTCTGGGC
>AU167607 ID   AU167607   standard; mRNA; EST; 703 BP.
TGGAAATCCCCGTCTCGCCAACTCCTCTGCAGGCAGCGGCGCGGACTGCCCCCCCTGACC
CAGTGGAGCGGGGGTCCCAGCTGGCTCGGGCCGGTCCCAGCCACAGGACGGAGGATAACC
GGTACGGTGTCTCCCCAAACAGAACCGAGGTTCCTCCAGATCAGGGGGGGACACAACTAC
AGAATACAACACAAACTCTGGCCTTCACCTGCTGCAGCCCATGCTGACACTTTACCCCCA
CCTGCACGGTACACCACCTCTGCCGGCATCTCGCCCAGGCCCAACCACTGTTCGCACGAC
TGCCCCGGCCCCCCCCAGTTATTCACACCATCACATTGACTGGAGGAACTACACCACCTA
CAAAGACTACATCAACGCCAAGAGGCTGCACTCCTACTGATGCCGTACCATCCACTATCG
CCTGCACAGTCTGAGGGCGGCGGCTGACTCCGCCTAGTCTGGACAACGCACACCCCTTCC
AAATAACATCCAGAGGGGGGCGCCGGGCTCCCATGTCATGCGGAGGAACGCCTATAATGA
ACGTGGGGGGGACGGCACCTGTACTGTGGCGGCTCCGTTACGCAGCGTGATCTCAGGACA
GGCTGGGGGGCTGTACGGAGAAGACCACAGGCCACTGGAACTGGTCTTGCAGCGCCTATC
ACGATGCCTCTGTGTTTCTCCCCCTCAGTTATAGTGCTAAAAC
>AU167609 ID   AU167609   standard; mRNA; EST; 740 BP.
CGGACGTTCAAATGTTCGGCCGCATCGGCTCCTCGCAGAGATAGAGCTGAAGAAAGCCGT
GAGGAAAGCAGGAGAGAGGTCCCTGGAGCAGAGATTCAGAGTCCTAAAGCGGGATGACGG
TGCTGCAGGAACCTGTCCAGGCCGCGGTGTGGCAGGCACTGAACCACTATGCCTACCTGG
ATGCAGTTTTCCTTGCCGAGAGACTCTATGCTGAAGTGAGGTCAGAAGAGGCTCTCTACC
TGCTGGCTACCTGCTACCACCGCTCAGGAAAGCCCTACAAGGCGTACCGGCTGCTAAAGG
CTCACAGCTGCTCCACGCCACAGGTTCGATTCCTGCTGGCAAAGTGCTGTGTGGAGCTGA
GCAAGTTGGCTGAAGGAGAGCAGGTTTTGGTTGGTGGCGTGCTGAACAAACAGAAGAATC
AGGATGACATTATCACTGAATTTGGACACTCCGCCTCTTTCACTTTGTCTTTGCTGGGCC
ATATTTATTGTAAGACAGATCGTGCCGCTAAAGGAGCAGAGTGTTTCCAGAGAAGTTTAA
GTCTTAACCCTTTCCTGTGGTCACCTTTTCAAAACCTCTGTCACCTATGAGAAAAGCCGG
ACCCACACCAAATCTTCATACTGTCTGCTCTACACATCTTCTCAGTGGCCCTCCCCCCTT
CCTCTGTAAGCCCCGCCCAGAACCTTTCTCATCGTCTTGACACCGCTTTAATGGAGACGC
CACAAGACACACTGTAACTC
>AU167612 ID   AU167612   standard; mRNA; EST; 430 BP.
GGAGCTCTCTACTTGTTAGTGACAGCAGGTCTGAGAGGAGGAGGAGGGCGCCCCTCTCTG
GTACAGCTGAGGGGGGGGGTGGTTAGTCACTTCTGTGGGGTGTTTCAGGAATAAATGAGT
CTGGCTGAGCAGCTACCCTCTTCTCCAGCTTGACAGCAGCTTTAGACGCTGCTGAGGGCC
TCCACGCCGGGCAAGACTTTCCCCTCCAGCAAGCTCCAGACTGGCTCCGCCTCCTGTGCT
GACGTGGCTGACTTTGTCTTCTGTGTTCCATTTGGCGCAACATGTGGCCGGTGTCGCCCC



CACCAATGATGGTGATGCAATCCGCCTGGGTCACCTTCACCACTTTTGTCCATCAGGTTC
TTGGAATCCCTTTGCAAAGTTTTCCCACCTCAAAGACACCGACCGGACCGTTCCACACTA
TCTGTTTGGC
>AU167617 ID   AU167617   standard; mRNA; EST; 670 BP.
CGAAAGTTTTCCTTTGGATCAAAGGACCGAAGGTAGCATAGTACCATTTACTGACGGATG
ACAGTACGTCGTTTCATGAGTACACGCCCGAGCTCGTCTCCGTGAGTTTCAAGGTTGCTT
TGGTCGAAGAAACCGTCACAACAAGTTAGATCGACTGAATTCGTAACATCGACGAAGAGC
CAAGACGAGGAGCAACCATGACGAACAGGGAGGACGAGTACGACTACCTGTTTAAAGTGG
TTCTGATCGGAGACTCCGGTGTCGGCAAGAGCAACCTGCTGTTCCGCTTCACCCGCAACG
AGTTCAACCTGGAGAGCAATAGCACCATCGGGGTGGTGTTTGCCACCCGGAGCATACAGG
TGGAGGGGAAGACCGTCAAGGCGCAAATCTGGGACACAGCGGGTTAGGAACGGTACCGGG
CCATCACATCATCGTACTACCGCGGAGCCGTCGGTGCGCTGCTGGTCTACGACATCTGCA
AGCACCTGACCTACGATAACGCCGAGCGCTGGCTGAAGGATCTGCAAGACCACGCAGACG
GCAACATCGTAATCATGCTGTTGGGGAACAAGAGCGACCTGCGCCACCTGAGGGCGGTGC
CCACAGACGAAGCCAGCGCCTGTGCAGAGAAGCACGGCTTGTCCTTACTGTAAACGTGAG
TGCTGGACTC
>AU167618 ID   AU167618   standard; mRNA; EST; 990 BP.
GCTTTGAGAAGGCATCAGAGCTTCGCATTCAGCTGCGACGCGCCAGGCAGTCAGAAAACA
TTCCCATAATCCTTGTGGGCAACAAGAGTGACCTTGTGCGTTCCAGAGAAGTTTCTGTGG
ATGAGGGAAGCGCATGTGCAGTCGTGTTTGACTGCAAATTTATTGAGACGTCTGCTTCTC
TTCACCACAACGTGCAGGATCTATTCGAGGGCATTGTCAGACAGATCCGCTTGAGGAAAG
ACAGCAAAGAGGAGAACGCACGACGCATGGCCAACTGCAGGCGCAGGGAGAGCATCAGCA
AGAAGGCGAAACGGTTTCTGGGGCGCATGGTCGCACGCAAGAACAAGAAAATGGCTTTTA
GGCAGAAGTCAAAGTCCTGCCATGACCTCACCGTTCTCTGAGCGACACACGGGACATAAA
GACTTGTTTTTTTCGTTTCCTTTTGGCCTCTGAAGACCTGATGCTGTGTGTGTTTAAACA
CTAATCCTAAAGGACTAATAGAGCTGTACAAAATATATTTTTTGTTTTTAGACATTCATT
TAAAGTGAATACAAAAGATGATGATACAGAATGGCTCATGTTTAAAAGTCATATCCTGAT
GATGGTGATAACCTGCATGAAACTTTGCAAACATGGTATTTGATTTAATAATCTGCCTTA
AACATTTTGCAATGACAAGAAGAACCTTTGGTTTGACAAAGTCAAAATCTTATATCCAAT
GGGTTGCAAAGATTGCCTTGTTTTTGAACAGTCGTGATGTTTTGGTGGACAGGTTTGTGT
AAATATGAGAGAAGCTGAAGGCAGCAAACATCTCACCACTCTCTGAGATTACATTACTAG
GGTATCTGGAATCATATTTACTTGAAACATGGTGCGCAGGTTCTACCCTGGCCAAGTTAT
CAAGAGCGAATCAAAAGTAAATCTCAGTACTGGTGGTGTTCAAATCCCTGATACAGGTGT
GAATGTTTGATAAGCACTAAGTTTATATTA
>AU167619 ID   AU167619   standard; mRNA; EST; 989 BP.
AATGAATCTTGCAGCAGCTAAAGATTGTCCGATGCAAACTTCTTCACTTTATTTCTTAGT
TTTTGTGGAAGAGTTCTGTCTGGGTTCAACCATTGACTGTACATGAAAGCTGGACCGAGC
GAGTGTGATGTCACCCATAGAAAATGGTTCACTTCCAACAAAATGAAGTCAATTTGGTCT
CCTTTTTTTCCACAATGCAGACGTCGCCATGTTGGAGCCAGAAATACTCAGTAATAAGTG
TTTGGTCTGAGTTGGTCTGTTAACGTTTCTATGGCAACAACTCTCACCAATTAGGAGTGA
GCCTGTTGGAAGGCCTCACCCCTGAAGGTGGTCTACATGAAATCTGTCAAATGTTTTGAA
CGTTTGGCCTGAGATGTCTGATTGGTCAGTTTATAACTTGAATTGCGTACCAAAAAAATA
GGATTATCAAGAACACGTTAATAAAAGTAGCAGATCAAGAATGGATCCAGAACTTTAGGG
TCCAGGGGAGCTTTCGCATCAGCCTTAACCAAGAAAAAAGTATTTGGGCTCAGCGCCTCA
TAGCCTGTAACCTCATTAACTACTTGTTTTGAACATGTTGGTGTGTTTTGGTCCAAATCA
TGACCAAAAATTAAAGATGGAACCCATGGGTGGTAGGTAGAAGTCTTCAAGGTGGTACAA
AGGGCTTTCAATAAACTGTTTGCTGTCAGTCGGGGCAGTCCAACCCCAGTCGAGATGTAT
GACCCTGATGGTTAAGGAGCAGGATCAGGTGATTCCAGGCTAAATGAACATCTGTTCTGG
GTATTCAGCAAGACGGGGTGTAGATCTTGGGTATCAGGATTAGCTTCAGAAGTAACACGT
GAAGTTTTCCCTTTCATTTTTCTGCTTTAACAACAATCGAATAAACTTCCATTGAAAAGT
CTAATAACCTAAGTTTACTTACTCATAGAAACATTTCTCACTTTAGTTGAAAGGACTTTA
AGGATTATTTCACTGACATCTCAAGTCTG
>AU167622 ID   AU167622   standard; mRNA; EST; 460 BP.
AAAACACTTACTGAGAAGAAAGTCAATAAAGATAAATCACATCATGAAAGAGCACAATCT
AACTACGATGAATAAAGTGTGGTAGCAAAAAGTAGTTTGCCTGTTGCTTTGCTCTAACAC
ACGTCAACCGGATGCAATGACTGACGGGCTGTAAACACCATGTCCCATGAAGTGAAAGGA
CTCATGGAACTGCATGGCGTGAATGTACCAGCAATAATACACTTGGAAACATGAAATGCT
GTTGGTCGTTGACATACAAGGATCCTTGTTCCCTCAACTCTGGTTAAATACGATCCCAGT
CAGCTCTAACAGCCAAATGTAAAGTTTTGCGGTCCCATACTCCTGCAAAAACTTTGTTCC
TGTTTTGGCATAACCTGCTACCTCTTACTAGAAAATTGTACACTGCTCAGACTCTACACG
GACAGGAGGTCTTTTAAGCTCTGCTATATCTCAATTTGTA
>AU167623 ID   AU167623   standard; mRNA; EST; 1020 BP.
TTTTCGTATTCAAAACAAAACTTTATTGCATTTTTAGAACTCCTCCTTACAGTTTAGAAA
AGTACGTTTAGTCATGTTTAGAACAACCAGCTTCCACTTGACTCCACTTCTCATCTTCGG



AGCTGCAGGAACTTCAGGATCTGCAGAAACAGAGGAAGAGGTTTTTACCCGCAGCAGCTC
TGGGATTCAAACCTGTCGTGACAGTTTGTCACCTGTCGGTGCAGCTGATGGTTTCTGCTG
CTGGAAGGAGGCCGTGATGCTGTTTGCAGTGGAGTTCGGCCCGGTTACCGGGGCGTGGCT
GGTCTGCACGCCCTCGGGCCACACCTTCGGAACCGCCGCCTCCATCGTCTGCAGAGCTTC
GCCGAAGGCCAGCTGCAGCTTCTGGGCCTGTTTGTCAAAGTGGAACAGAACCAGCGCCTT
CAGCAGGCAGTGGACCTCCTCCCTCATCTTGTCCACGGTGGTGATGATCTCGCTCATGGC
GTACATCAGCGCTCTGTCCTCCGTCGGGCTTCCTTCCTTCAGACTCAGCTTCTTCCTCTC
TGCTTTGCGGCGGTTCTTTGATGACCTCGAAGAAATGCGGGAGTTGCTCTGCGAGTATTT
GGAGGCCGTCATCACGCTGCTGGCTTCAGAGTACAGCTCTGCTTCTGGACAGTCTGGACC
GTCTTCATCGAGCATCTCCAGCCTGGCCTTCTCCTTCTGCTCGCGGACGACGGCCAGCCG
GCTCCTGTGGCGCACGAACGTCGCCGTCTGAGTCTCCAGAAAGGCCGTCTGACTGCTGAA
CGCTTCCAGCAGCGCCGGCTTAATGTTGGTTTCGGTGATGTCCTGCCTGTTGTGCACGTG
AACCTGAGAGAATCGCTCGTCAGACGTCTTTGTTTGGGTCAAACGTTCGCCCCTAAAAGC
TTGAAAAAGTACCAACCAGCCTGAGCGCCTTCTCCCAAGCCGCCCCGTGATAAGCGCCAA
GATGGCCTCCTTGAATCTTTGGCGTACTGTCCAACAGCATACAGCCTCTGATAGCGCTCT
>AU167625 ID   AU167625   standard; mRNA; EST; 460 BP.
AGAGAATACCTTCATCCTATAGTAATGGAACAACATCACCACTGATTGATGTCGATCATG
CAACAAACAACCTGTCTTTCATTTGTGGTGAAAGAATGCTTTTAAATTGTTAACTGACCT
GTCTGATCTTCTATTATTGTGCCTGAAATTGACGGGTAATGAATAGGCCCATGAATTCTG
GACACCGGTCTGCGCCTGTTTATTGTTTTATCGACTGCACCATTTACAAGTTCTCTTTTA
TTTAACGCCGTCGGTCTGAACCCATGTATGTACTAAGTTGAATTTGCCCCGTGTCTTTAT
AACTGCTACTGACAGAATATGGTTGCACTGCTTACACATGTATAAGCAACATCCACTCTT
TCGTCGACTTTATAGTAACAACACTGAGGAAAACAGGCTTGCACCACGTAAGTAACGAGC
ACGTGGCCCTTCTCCTGTTAACGAAAAACACCCTTGACGA
>AU167626 ID   AU167626   standard; mRNA; EST; 800 BP.
GACAAGCTCCACCGCTGCAGAAAACCGGGTCTTTATCTGATCGACAATCACCGCACATTC
GCTGATTCTTCCTATGGTATTGGATACAACAACACCACTGACAAAGTCGATCATGCAACA
GACAGCCTGTGACCGTTGGTGTGGAAAGAATCCTTATCCATTAATTTGCTGCACTGTCCA
ATCTGTGTCTAAAGGGCTGGCTGCTGTCGGAGGTTGTATACCCCAGACTTGCTGACCCAT
AACACCGTTTTTTGTGACGACACAAATTAAAGCCTTTTTGTAACCCGGGTCTAACCAATA
GGTCCGATTGACTTGCCGTGCTTAAAACTACTTTGACAATATGATGCGTTGTTGAACATG
AAGGGATCATGATTGTGTCGACTCATGACCAAACTCGAAAAAAACGGACCAGGACGATCG
AGGGCGGGGCCCGGCTCCTGTTCACCATATAGACCCTGGAGGAAGAATTGAATGACCGCA
TGAGCACACCCGGACCACTGCCAAAACCCCTGCCCGTTACCCACCTCAATCACCTCTGCG
CTGATGCCGCTTGGTGCAGACGGAGCCAAACCGAAGAGGCCTCAACCGCTCTTTCTTCTC
TGCACAACGGCGGAAAAATGGGACGATGGAAAGATGACCTTCAACTTACATTACTTCAAC
AAACCTTTAAATAATAATCTAAATCATCTACTTATTATCCAACACTGCCTTATTATGAAC
ACTCCATTATAAACTATACAAGTTCATCAACACTGGGTTGACAGTTGTTATAATAATGTA
CAGGGAGTATCTCTATGAAC
>AU167635 ID   AU167635   standard; mRNA; EST; 700 BP.
GATCATTATGTGTGTGGGAGCTATGTTTTTGTGTTCACCTCCATTCCCGATCCTGCGGAC
AGAATGGAAAGCAGTCGCCGTCGCCCAAAACACGTTATTTCGGATCCTCCCGATCCACTA
ACAGTGCTTTTAGGTACCTCAAGCACCGGTGATCGTTCTCGTCGAACCCGTTGCATGCGA
CGAAGGGCTTGACGAGTAAATTAACCCACAGACAGCCACTAAGTTTCTCGCCGAATCTTC
TCAGTGGGTCGCGTTTCCGATCCGGTGGTAGATTCTGCGAAGTACGGCTCTTGCTAGGGT
TCATATTAGCAACGTCGTCAGGTTTGAGCCCCGTGAGCTCACCTACTTGTTAAGGTTACG
CTGTAAATAGCCTCTCAAGGCTATTGGCTTAGGTAGGAAAAAAAAGTGTTCACCTCAAAT
GGCGTACGTACTGAGGTAGCTTTCAGTCGATGTAATGTTGGTGTGTAAATTTTCACAATA
ATAACTCAGCAGTTCGATATTGTCAAAAAAAATGTTTTTATTGCTTAGATGGGTGGACGA
GCTCACAGCCCACTTGATGTTAAGTGGTTACTGGAGCCCATAGACGTCTACGACGTAAAT
GCGCCACCCACCTTAAGATATAAGTTCTAAGGTCTCAAGTATAGTTACAACGGCCGCCCC
ACCCTTCAAGCCGAAACGCATTACTGCTTCACGGCAGAAA
>AU167636 ID   AU167636   standard; mRNA; EST; 650 BP.
GGAAGGCGTCGTGTTGTGAGTGTTGTGACGCGGGCCTTCGTCACAGTTAGTGGTATGGCG
CTTCGGTCCCAGGCTGTGATGACTCAGTAGTCAGTAGCGTGGCGCGCGTGTTAGCGGCCG
CTTTTCGTCCAGTGCCCATGTGATATTAATGTCGGCACGATGAAGTGGAGAGCGCGCGCG
ATATCTTCTCGCGCCAAAGAACGCGCCAATATCAGTTTCTTCATCTTCATCATGTTCTTT
GCGGTGTTCGGTGTCATAGTGCTTACTGAATTGTTACTCCTGGAGCGACCCAACGAACCC
GCTCGGACTCGCTACAATGAAGACATGCAGACCTGGCAAGGTCGAACGGAAACGGGGTCA
GAGGGCGGCGAGCCACTACCGCCAGCGAACATACCCATTGATGCAGTTTGGCAACCAGTC
GCCGGTACTAGATTTCGGTTTTACGTTTATTCGGCTTACGTGGAACGTCGGACGGTAGCC
GCGGTGCGAATAATCGCAGCGACAAAAACGCGCGGAGCCGACCCCGTCATCTGCCGCTTG
TGGCTCCCCGACAACCGCACGCTGACGCTCAAGGCCCGCGTCAAGGCTATAAGAGAAAAT
TGGAATTTAAAATACAGTGCAACGTACGTTCTGTGTTTGCTGAAAGATTC



>AU167637 ID   AU167637   standard; mRNA; EST; 283 BP.
GTTGGCTCCTATAGTACTGGGAATATTCGTTTATAGAATGTAATTTATTAATGACTAGCT
GACCCGGCAGACTTCGTAGTGCCTCAATCGATAAATAAAAGACCCACATTTTTGTATAAA
ATAAACTTAAAACAAACAAAAGGACGGGGGACACATCAAAGGAAAATCAAAATTGTTATT
TTCATTTAATTCCGAGCATTTTCATATTTATCTACCTTTTAAACCTTCTCTGGACTTCCA
CAAATAGTTCAAGACCAAAATTAGCCAAATCGTTCCAGCCGCT
>AU167639 ID   AU167639   standard; mRNA; EST; 668 BP.
CACAAACCGGAGGTTTTAATTTGATTGACACCGTTATAAATCAATACGAGGGCTGCACTA
AAAGTATTGGGAATGGAATATTTCCACTGTTCCTGTCATATTAAAATCTTTTTAATTGAA
AACTCCTTGGTTTTAAAAATCGAATACCATTTATTTATTTAAAACTAGCGGCCCGCTCCG
GCTCCGCTCGGGTCTTTAACAAAAATTTCAACGATATAGTGACGCTGTTTTATTTTTTTA
AATAAATGAACACTTATTGCAACATAACTATAATAGTTAGACATATGCTGCCTCCACGTT
TTTTGTAAATAATAATGTGTTCTACAAAGTCGTAGTACATTATTTTATTCTATCATCAAT
AGTTTTCGCAGGGCACGCGATGTAAAGAATATTTTAGATAATTATTTTACATCGTGCGTT
ACATTATTGGAGTTTTAGTAAGGATCCCTAACTTTTTCAAAAATGATTTTAGCCTATGTC
ACTCGGGAATCGTGTAGCTTCCCAACAGTGAAAGAATTTTTCAAATCGGTTCAGTAGTTT
CGGAGCCTATGCAATACAAACAAACAAACAAATCTTTCCTCTTTATAATATTAGTATTTA
AAAAAAGATTCTCGGTCTTGTCACGAGGTTTTGTCAAACTTGTTTAGTCGTTGAGAAAAT
GGAATTGA
>AU167640 ID   AU167640   standard; mRNA; EST; 510 BP.
CGGCCGGCCGCGGCCCGTTCGCGCTTCTCCGTCAAACTGACGCCGATAAACAAAATAATG
ACCAGTGTACCACATTACGTGCATCGCGAGTGCAATAAGCGACGACAGTGTGTGATAACG
AGAATGTAACGTGCGTGTTGTGTCAAACGGATAGTGAAATATTTCAAATATTGGAGTTTT
AGGCGCGTGGAGTGCGCCATGCTCGCAGTGTTTAGATACCAAGAACGAAAACTAACGGAA
CACCTCATTAGGCATTTAAGTCTTCAATCTGTGATCTCATGTTAGTATAGTGACGGACGC
CTAAATTAGTTTAGCGAAGAGACTTGGATCAGGATAGGATGTTAGTTGCTGTGGCGTTTT
AAAGTGACATGGATGACAGATAGTGGGGGTTTGATTAGAGGATGGGATATAGTAGAACTC
GGGTGAGTTGAAGATGCCGCATGCTCACTCGAGTTCGGCTGCGAGCTCGGGCGGCGACGA
CCTGGGCTCAACGGATGAGATCAAGGTCTT
>AU167641 ID   AU167641   standard; mRNA; EST; 388 BP.
GGGGTATCCCCCGGGCGGAAGGAAATTCGGGGGCCGGGGAATCCTGGGCGGGCGAGGGAC
CGTTAATAAAGTACTCCAACAAGTAAACTGAAAGGTGGTACACAAAAAGGGGAACGCCTG
ACGCACAGACGCGTGCATAAGAGGCAGTGGTGAAAAAGGAGAAAAACAACCGCAGCGACG
AACTGTCGGCACTAACAGCAGAGCTGAAGCGGAGCACACATAGGCAAAGGAGATGAGAAG
GCGCAACTTATAGCGGCAACACATATAGCGTGGCGTACGGCAGAAGAGGAACGGAGGCAA
CCGCGATGGGCTTGTGCGCATAGTCACAAAAACCGAGGAGGCAGACACGCGACAATAAGA
AGTGAACTAGTGACACGGAGAAACGTGG
>AU167642 ID   AU167642   standard; mRNA; EST; 760 BP.
TGTGCGAGTCATTGAGTTTTATAAATTTTTAACATTAAACTGAAAGGCGTAACGAAAGTG
AAGGCGAACGCTCGACGTTCGCTCAGGGAGGATGAAATTATCGAGCTACGTTCGTGATTT
TCGCACTCCCGAGGCGTCTCGTTTCCAATCAGTGAATGAAGGCGCGCTCTGAGCACAAAT
GCTGGGACCCGAAAGATGGTGAACTATGCCTGGTCAGGTCGAAGTCAGGGGAAACCCTGA
TGGAGGACCGTAGCGATTCTGACGTGCAAATCGATCGTCGGAACTGGGTATAGGGGCGAA
AGACTAATCGAACCATCTAGTAGCTGGTTCCGTCCGAAGTTTCCCTCAGGATAGCTGGCG
TCGATATAAAATTTTAAAACAGTCTCATCCGGTAAAGCGAATGATTAGAGGCATTGGGGC
CGAAACGACCTCAACCTATTCTCAAACTTTAAATGGGTGAGAACTCCGGCTTACTCGAAC
GATGAAGCCGGAGATCTGATGACGGTGCCAAGTGGGCCAATTTGGTAAGCAGAACTGGCG
CTGTGGGATGAACCAAACGTAGTGTTAAGGCGCCTAAAAAACGCTCATGGGACACCATGA
AAGGCGTTGGTCGCTCATGACAGCAGGACGGTGGCCATGGAAGTCGGAATCCGCTAAGGA
GTGTGCAACGACTCACCTGCCGAAGCAACCAGCCCCTGAAAATGGATGGCGCTGAAGCGT
TTTGCCTATACACTACCGTTACCGGCACGTGTGATGCTAA
>AU167643 ID   AU167643   standard; mRNA; EST; 480 BP.
GTGAACTGAACGTCTGTGCGCGCTTTGTGACTTATCCTAGTGCTTACGAGTGTAGCTGCA
ACGATCGAAAACAACAACAAAAAACTCAAATGGAAGTGGCAGGCCAGTGGCGGAAGGAGT
GGGCTGGAGCCGCCGAATATGGAAAGGTGACAGAAGGCGGAGTCACACCTTAAATAACCC
GAGCTATGGAGGGTTTAAATGCCACCGGTCCCGGAGCTCGCGTCCGTGTTATGCGTGCTT
CTTATCACTCGTCTGCTGGACCTGGAATACCAGCTTCATCGTACATGATGCACTCTTCAA
GAAGGGTTATTTCATCTGGTTATAACTTTACGGATCCACCTTCGATACCATCAATTCCAG
CTATTCCTTTGGAAATATCATCAACTCCATTGGAGCTGTCGCATGATTCCCAGGCTGAAC
CAGATACATATAAAGTGACCGAGCCAGACCACTTAGAAATCTCTGAACCCTCTAAATGGA
>AU167644 ID   AU167644   standard; mRNA; EST; 570 BP.
AAAAAAGGCCGTCCCTTTCGGGATTAACGGGTAAAAACAGCACCAAATACCTTAACCAAA
ATCTCAAGATGAGATACTTCTTAAGTTACTTATTCGTGCTCCTGGTGGGACTTGCAATCC
CGATATTTTCGCTGTACTACGTCCTCAATGGAAAGGGTGAGCAGATAAGTTTGGGATGGT



TCTTGGAGAACACTTCCCCGTATATGTGGGGTACCCTCGGAATCGCCTTTTCCGTTGCCC
TGTCCGTTGTCGGAGCAGCCATGGGCATCCACACTACTGGTGTCAGCATAGTGGGAGGAG
GTGTCAAAGCACCTAGAATCAAGACTAAGAATTTGATCTCCGTCATCTTCTGCGAGGCCG
TCGCCATTTACGGTTTGATCACTGCTATCGTGCTCTCTGGTATGCTGGAGAAATATTCTG
AACCATTTACTAGTGTGTCCGTCAAGCAGCAGAACTGGATGGCGGGATACGTGATGTTCG
GCGCTGGACTCGCTGTTGGCTTGGTGAATCTATTCTGTGGAATTGCTGTTGGTATCGTGG
GCTCTGGTGCTGCTCTAGCGGATGCTGCCA
>AU167645 ID   AU167645   standard; mRNA; EST; 798 BP.
CTGAATCAGAAAATGTAATATGTGATAAAAATAGAAGTGTAATTGTTGGCAAAAAAAGAG
GGAGGAAACCAAAACAAAAAATAATAGGAACTCGTAAACCGTCATCTCCGCCACAAACAT
ATTTGCAAGAAGACATATTGTCTACAAATATGTTATCAAATCAGACAGAAGATGAAGAAA
GCTTAGAAATTAATAAAAACCATCATAACAGACCCAGTAAAGATAAAATATTTGAAACAA
ACAAAACAACTACATCTGAAGCAGATTCTACTAATAACATTGAGATGTCAGCTGAGTGTA
CAAATAACTCAAATGATTTGAAAATGAAAATATGTCCAAAAGCCAAGGAAAAGATATTTC
CATCTCACAGTTATAAAGATCTTACGACACAACTAAGTAACCAAGACATTCTAAATCAAC
ATAATAGCTCTAAGGTTGAACTAATTAGAAGAAAGCGAGGTAGACCTAAAAAAACACATG
ATGATAAAATTGTCAACACAACGACAAATGTTGATAAAAATCAGTCGGAAGTTATTGATG
ACTTACCAATCCTTCATAATACAATGTTAAAAAAGTCAATAACAGGTTCTGAAGATAAAT
TTGAATTGCAATCCTCTGATGAGCCTGAAGCACCAGTTATAAAGTCTCAAATAATAACAC
TAAATGATGAAGATGTAAATATAAGTGAAAATGAAAGAAAAAAAAGTCACTTAAACTCAG
TCACTGAAAATCAAGATTCTGATGGTGATGATGAGATAAGCTTGTTATCTTTGAAATCAT
TTGCTGCTCAACAATTGG
>AU167646 ID   AU167646   standard; mRNA; EST; 720 BP.
CGCTGATAAAATATTAAAATAAATTACAATCTGTTGTCTTTGTGCGGACGTTTTCATCTA
GACGAGTCATTGTTGGAAGTCGCCTTCTGCGCCAGTGTGTGTAAAGGCAGTACTTTCGAC
ATACGTCAAACGCACTTGTTATTTTTTCGAGAATTCGCCACTAAATAAATCGCATCAAAT
ATGAAGGTGTATGCTCTCATCGTTGCCTGTCTGGCTCTGGGTGTGCTGGCCGAGGAAGAC
TCATGCTATCAGAACGTCGACCAAGGATGCAGACGGACTTTAAGTCTGCCGCACTGCAGC
GCGTATTACGGCCAATTCAAGGACAACCACGTTGTAGCGAACGAACTGAAGGCATTAGCC
TCACTGTATTTGAAACGTTCCTACCATTATCTCCTGTCGGCCTCCTACTTCAACAACTAC
CAGACGAACAGGGAAGGATTCGCGAAGCTCTTCAGGAAATTATCGGACGATTCGTGGGAG
AAAACCATTGGTCTCATAAAGCACGTCACTAAGAGGGGTGGGAAGATGGACTTCTCGAGT
CACACCACACTGAAAGGCGACAAGGGCAGCAACTACACCGTCGAGGTCGGCCACGAGATC
GGAGCCCTGGCCAAAGCCTTGGACACGCAGAAGCAGCTTGCCGAGAGGATTTTCTTCATC
CACAGGGAAGTCACTAAAAACAGCGACCTCCTCCACGATGCTGAGATCACTCAATACATC
>AU167647 ID   AU167647   standard; mRNA; EST; 533 BP.
GGAACAGCGCCCCTAGCGGCAAACGTACGCAAATGATCCCATTCCATACAAATATGAGCT
GACTTTTACGCTATCGAGAGCGTTAAAAAACACACTTCCAAGTCCGGCGATTTGAGTATA
ATCGACATTACTTCGGCAATTACAATGAAAGTAAATGTGAAGTTAAATATTAAGAGAAGG
CTGCTGATGGTGATTAGTAACACTTAAAAGATTATCTAAAAAAACATTTTTCAGGTGGAC
AGCCTCAAGGTCTTCAATCTCTGGTTACCACAACCCATAGACATTGCAATGTGGAGACAT
GACACAAATGTTCACGATTGACTTCTACGGTGAAGGAATAACATCGTGTTACTAAAATTC
AAACCCGCAAAATTATAATTTGCGTAATTACTGGTGGTAGGACGTCTTGTGAGTCCGCAC
GGGTAGGTTACCTACCACCGCCCTGCCTATTTTTGTCGTGAAGCAGTAATGCGTTTCAGT
TTGAATGGTGGGGGCAGCCGTTGTAACTATACTTGAGACCTTAGAACTTATAT
>AU167648 ID   AU167648   standard; mRNA; EST; 840 BP.
CCAGGACCCTGCCTGTTTTTTCCGTGAAGTTACCTGAATATTGATCTGGTGACGGCGATT
AGCGATAATAATTATACAAAACTACCCTCTATAAAAATCAATAGCAAACTTCTGAAAATA
CTCCCAACATTTTCAGAGCCCATTCAGATAATCAAATTATTTAAAGTACTGCCTAAAAAT
ATCAGTTCATACATCCATCTCATGTATAGCCTTTTGTTAGAACGAGATATCATTCTGACT
TCGAGTGGAGACTCGTGTAGTTGTGTGTGGACTTTCAATGTAAGCTTTCTCAACTTATAT
GAAGTAGCTACCATCTTGCATGAGTTTGTAGTAATAGATTCTCAAGTTGCTACTGTAACT
TCTGTCAAGAGTTTAGGATAAAGTTCTTTGCAAGCTTTATGATTAGTGACTTACAGCTTT
GACATTCTATAGTCGAGATTTAAGTTGTTTTTATCAGAAATCTCCAAACCACGAAAGCCT
CCTTCAAGCGCTTTGGAAGATTTGTTGTACTGTATGAATTGATTTATGTAAAATTAATTT
GATTTGTTATTTATTAATAAAGATAATCAATTGGGTTGTTTCCTAATATGGTAAATTAAA
GGGCTATAGAAAATTCTACCCACAGTGTTATCTTAAGTATAAAAGCTGAAATAAAAACAC
TCAAGGATCGCGAGCGAAACCCACAAGCCGGCAAAGTAGTGCAAGGAAATCTAATTGAAA
GAGCTCAAACTCAGGTAAAAATCTACTTCAAGAGCTAGGTCTTGAAATAGCTAGAAGTAG
CTCGTGGTCTTATTAGTCGAAAAGGTAAAGCTAAAGATGGATTTACTATCAATGAATCAA
>AU167649 ID   AU167649   standard; mRNA; EST; 770 BP.
ACTGTGTACATTGTCCATGTGTCCATTTCAATCTCACAATCTCTCCAGGTCTGTGCGGCA
TGTGCTTCGGGTTCGTGATATCGGCCGCTTGCGAGCTAGAGCGGAACGCGATCCAGCTGG
CCCTGGGTTCGTTCTACCCCACGCTGCTGCTGAGCGGGGTGATCTGGCCCATCGAAGGGA



TGCCCTGGATCCTGCGCTACGTGTCCCTCTGCCTGCCCCTCACCCTGGCCACGAACTCGC
TGCGGTCCATCCTGACGCGGGGCTGGCCCTTCACGGACTCGGACGTGTACATGGGCTTCG
TGTCGACGTTGGCCTGGATCGCGCTCTTCCTCATCGTAACCCTCACGATCCTGAAATTCA
AACGGAATTAAATGCGAAATCCTGGACGGATCGCGCTACGGACTCGGTTGTGTGACGCGG
TGAGGTGTTAGCTTATGTACCGTATGATTACAGTCGAAACATTACCCCGTGAGTGTTTCG
ACTGGATTATATTAATAGTAATTCGGGAGTGCATGGCGGCTGGCGGGCGAGGCCGCTGTT
TGTCTCTTAAATGACTTTAGTCGCAATGTAAATAGTAGTACTGTATTTATAAACGAGCTG
TAGAGTACGCACGTACTCGGCGGGTACCCGGGCGACGCTTTTAGTTATTTAATTTCGGAT
AGAACGTTCTAGAAGTTAATTCAAAGATCGAAAAGTTACTGGGATGTGAACGGCTGATAG
GCAGGGCGCAGCGACGAAACACGTTGTGGATTTAATACATACGATAATAA
>AU167650 ID   AU167650   standard; mRNA; EST; 900 BP.
GGAACATTATATTTTATTTTTGGTATTTGATCAGGAATAATTGGAACATCTTTAAGACTT
TTAATTCGAGCTGAATTAGGAAATCCAGGATCATTAATTGGAGATGATCAAATTTATAAT
ACTATTGTAACAGCACATGCTTTTATTATAATTTTTTTTATAGTTATACCTATTATAATT
GGAGGATTTGGAAATTGATTAGTTCCTCTTATACTAGGAGCACCAGATATAGCATTCCCA
CGAATAAATAATATAAGATTTTGACTCCTACCCCCCTCCCTTATATTATTAATTTCAAGA
AGAATTGTAGAAAATGGTGCAGGAACAGGATGAACAGTTTACCCCCCACTTTCATCTAAT
ATCGCACATAGAGGAAGATCCGTAGATCTTGCTATTTTTTCACTACATTTAGCAGGTATT
TCATCAATTATAGGAGCAATTAATTTTATTACAACAATAATTAATATACGATTAAATAAT
ATATCATTTGATCAATTACCCTTATTTGTATGAGCTGTAGGGATTACAGCATTTTTATTA
TTATTATCACTACCTGTTTTAGCTGGAGCTATTACAATATTATTAACAGATCGAAACTTA
AATACATCATTTTTTGATCCTGCTGGAGGAGGAGACCCAATTTTATATCAACATTTATTT
TGATTTTTTGGACATCCTGAAGTTTATATTTTAATTTTACCAGGATTTGGTATAATTTCT
CATATTATTTCACAAGAAAGAGGAAAAAAAGAAACTTTTGGTTGTTTAGGAATAATTTAT
GCTATACTAGCAATTGGGTTATTAGGATTCATTGTTTGAGCTCATCATATATTCACTGTA
GGTATAGATATTGATACACGAGCATATTTACTTCAGCTACTATAATTATTGCTGTACCAA
>AU167651 ID   AU167651   standard; mRNA; EST; 590 BP.
TTTTTTTTTTTTTTTTTAGTCTTAACGCTAGATGTCTTTATTTTCCATTTCCTTATAGAA
AATACGTTTTACAATAAAGAGTAGTAGTGGAGGAGGGGCGGCCCGCTGACTAGTGCCCGG
CCTCCGCGGAACGATAAATAAATACACAGTCGGCTCGCGGCGGCGCCTACAGAGACTTCT
CGATCTTGATGAGCTCGGCGATGCCGTCGTACATCTCCTTGACGGCGTCGTACTCGGTGA
GCCCCATGCGGCGCTTGTTGGAGATGTCGTACACGCCGCCCTCGGCCTCCGTGTGCTCGC
CGCGCGTGCCGCGGACCTGCAGGTGGTACTTGGACGCCACCTCCTCCAGCTTCTTCTTGT
CGGCCGCCAGCTTCGGCAGCTTGATGTGCACGGAGGCGCGGACCGTGGTGCCCAGGTTGG
TCGGGCAGAACGTGAGGAAGCCGAGCCGGTCGTGGTGCGAGAACGGGATCTTCTTCTCGA
TCTCGTTGACGGCGCTCACCAGCCTCTTGTACACCTGCTGCAGGTCGCCGCCCATCTGCA
TCGAGATGATGCGGAGGTGGTCCTCCTCGTTGCACCACACGAGGAACGTC
>AU167652 ID   AU167652   standard; mRNA; EST; 420 BP.
TTTTTTTTTTTTTTTTTAATCTTAACGGTAGATGTCTTTATTTTCCATTTCCTTATAGGA
AATACTGGTTACAATAAAGAGTAGTACTGGAGGAGGGGCGGCCCGATGACTAGTAGCCCG
GCCTCCGCGAAACGATAAATAAATACACAATCCGCTCCCGGGGGTGCCTACAGAAACTAC
TCGATTTTGATGAGCCTACGCGATGCCGCAGTAGATCGTCCTTGACGTGTGGCTGTACTT
GGTGAATGCCACATGCGGCGCCTTGTTGCGAGATACCACACAGCGCACCTGTAATGGGTT
ATAGGGCTGGGGACAGTTTGATCGACCACCCATTCTACAGTGACCGGGACTCCATTACCT
CCAGTGAATCTGTTACTGACCTACCAAGATTCGCTGGAGCACGTTGACTCACATTTGCAA
>AU167653 ID   AU167653   standard; mRNA; EST; 570 BP.
GATACTTCCCGAACACTTATCAGAGAGGTTTGCCCTCCTGTGTTCTCGCACGTGGAATGC
CGGGCTGGTAAATACAGAAGATTCGACGGACTCTGCAATAACCTTAAGCATCCTACTTGG
GGTTCCACGAATTCGCCTTTCCAGAGGTTAATCGGTCCCCTGTTTTCTGACGGAATTAAC
GCTCCTCGTATTTCACACACTGGTCATGATTTGCCGCTATCGCGTGTGGTGTCCCGCACC
ATGCATCCGGACGACGGTTTCCACGACCACGCGGGCACCGTAATGGTCATAGCCTGGGGA
CAGTTCATGGACCACGATTATACACTAACCGGAACTCCATTAGATCCGCTGAATCGTAAC
GACCCAGAAGAGTGCTGTAAACGTCCCTCGCATTTAAAACATCCTTACTGTAACGAGATT
CGCATACCCGAAGATGACTACTTTTATCGTCTTTTCGGCGTGAAATGCATAGACTTTGTG
AGGGCATTCCCTTCGCCTAGACCAGGCTGCAGACTGGGATCCAGAACGCCTTTCAACACA
TTAACCGGAGTTCATTGACGGTGATACTGT
>AU167654 ID   AU167654   standard; mRNA; EST; 793 BP.
TCTTGCCGGCCGGTTCTCTCGTCCGGGCTTCATTTGCAGCCGAACGCTACTCGTTTAGAT
CCACCCGCCCCCTATCATCAAAATGACTGAGAGTACGGACGCCGCCGCGACTCCAGCACC
GGAGAAGACCCCGACCGAAAATGGTGCTACTGAAACACCGCAAGAGGAAACGCCCGAAAA
ATCTACCGAGGAGAAAAAGGATGAGACCCCACCGCCCAAGGAAATGCGCGCCGTAGTACT
TACCGGCTTCGGGGGTCTCAAGACCGTTAAGATACTCAAAAAACCTGAGCCGACCGTTGG
TGAGGGCGAGGTCCTGATTCGCGTGAAAGCCTGCGGCCTAAACTTCCAAGATTTGATAGT
TCGTCAGGGCGCCATCGACTCTCCACCGAAGACTCCTTTCATCTTGGGCTTCGAATGCGC



TGGTGAAATCGAGCAAGTTGGCGAAAATGTCACCAATTTTAAGGTGGGCGACCAAGTGGT
GGCTCTCCCCGAGTACCGCGCTTGGGCCGAGCTGGTGTCTGTACCGGCCCAGTACGTGTA
CGCGCTGCCCGAAGGAATGTCTGCCCTGGATGCTGTTGCCATCACCACGAACTACGTGGT
GGCCTATCTGCTGCTCTTCGAGATGGCTAACTTGACTCCCGGCAAGAGTCTACTCGTGCA
TTCCGCTGGGGGCGGTGTGGGACAAGCTGTATCCCAGTTGGCGAAGACGGTCGACAACGT
GACCGTGTTTGGTGTCTGCTCCAAAAGCAAGCACGAGGCGCTGAAGACAAACAACAATTA
CATCGACCACCTG
>AU167655 ID   AU167655   standard; mRNA; EST; 1178 BP.
TTTTATTGTAAAAGTTTGTTTCCACAATTAAATGGTTATCTAAATGGTGGCATTTGTAAA
TTATAGAAACAATATTTATTTCAGTGTCCAATTTTTAGGAGTAGAAACCTAAACGCTTTG
TCAATAATAATCTGACATTTATTCCCTATTGCTACTTGAAATAAATAAAAATGAAATATT
CCTAAATTTTCAAATTAATAGAACACAGAAGAAGGTCTGTACGAATTAATGCGGCCACTT
CTATTAGATTCTCACTATTAGAACAGCAAACACAAAAGCTATAAACTTTCGTACACATCT
CGATCTGCATATATTTATAGATTAAAACTACCAGCACTTTATTATCAAAAGTTACAAAAA
GATCTTACTCAAGTTCAATTGTATATTTTTATCTAAAAATGATTGAAAATTTGGCCACTG
TCAGAGTGCTAGCAAATTTCTCTCACGGATTAAAGAAAACAAGAATAGTCACTTTCTTTA
AATCGTGAAAGTTGTGGAAAAGTTCCGGCCAAAGCCAAAAGCGTCGACTGGAGCTTTTCA
ATTTGAATGCAAACGGCCTTTTAATACTAACATTACAATAGTCACTGGTCTCAAAACATG
GCTTAAGTACTATACACCTAAAATATATAAATTATTACAAATTAAGTAAGGCATTTACAA
CATCAGGGATCCTTATTATTACTTTATATTTACGCGATACTAGATTTACGTTTGTAACAT
CGTGTAAAAACAAAGAGAAATGACTAATCTTAAATCGGTAAAACAAATTAATTTACTTGT
AATAAAAATGGTCAAGATTCCGGCGATCTTTCTGACCTGCGAAGCTTAATTGACTCAGTA
TATTCCATGGAGTTTAAATTTAAGCTTCGTTTGGTCGAACTACGCGTTAATTGAAATTAT
TGTCTAAATTCAATTTGAAATGTAAAATGCATAGTTACGATTCAACTTAGCACTATCGTT
TGGCACTGCCTTCTGCTAAAAGATAATAATAATTAATAAATACCTTAAAGAAGACTCAAA
TATCGTATCAATTCGGTATCGAAATTTAAATATTTAATCCAGCATGATGATATATATGAG
GGCAGTCCCCTGAAGTGCCTGGTTATTTAACTCTTATCTATGCACGAACCTAACTCTCAT
GGGTAAGTTTGGCTTATACGGCTTGAGGTGCGCATTTT
>AU167656 ID   AU167656   standard; mRNA; EST; 670 BP.
TTTTTTTTTAACCAATAGTATTCATTTTTATTTAATAAATAAAAAAGTAAATACAAAATT
AAATCGTACTTAGTAAATACTACTTCAATATAAAATTAAAAAACTCCATCGTTTAGTATT
ACTAAAATGAATGAGTTTTATGTAAGATTGTTTGTATGGACGTGAACAATATTAATTAAT
TTAGTTTGACAGCGTTATATGTAAATCCAGGTAGTTTAGTTCTTAATGAGAATTTGGTTC
TATAAGTTTGACATCATACCAAAATTGCGCGTTTAGTATTTTAATATGTTGCATGCATAT
TAATGTTTATAAACTATATTTGGTACCTAATTTATAAAGATTCCGTTAAACATAATAACA
CCATCAACTTGAAGGGCATAGTAAAACGGTTTGTTTGCATTGAAAACGATTGGCGGTCGT
ACATAAACCTTTGATGATCTCGTCATTGTAAAAGCGTTAGCTGCAGCAGCTTCAGCGCCT
TCCTCGTTGATTTCAATGAACGCTTTTTGAATAGCCTCACTTACAGAAAGGCTTTCTCCT
TTTAGAAGGCGCGTAATTTGAGCATCGTTGTTGAATATTTTATTAACGTTCATATTGCTT
AAAACATCTTTGAGATTCGTCTCCGTTTCAATTTTGAATTTGGGAAGATACAAATCGACC
TTCGGTGCTA
>AU167657 ID   AU167657   standard; mRNA; EST; 570 BP.
TTTGTGTTGAACCCATCATCTTCATGCTGATTCGATACTTAATCAAGATCAATACAATAG
TCAAGCCCACATTAATAACGTAACTACGTATCAATAGTGAATATGTATAAAGCATGGTCC
GTTCTTTTGATTCTTACTAAACACGCGATGAGCATTCACTGTGAGATTAAATGCATGGAC
TCTTTCAATAAAATAATAACTTTTGGTTTGATCCTAGATGGTGATGAATCCCAGTTGGAT
GGCTTGCGACATGCGGATGTTGCTAGTATAGACATCGAGCACACGTCCTACAGAGCGCGA
CGTGAAAAAGTTGGTGGAAGGTGAACATGTCGTTATTACTGACAAAAGACTGTAGATTAT
TGCCGATCTATGTCTAAATATACCCCCTTAATCTAATTCCACCATTGGCTGGAGAGGGCC
TCAATGTCTACTGGTTTTGAAATCAAAAGATCACTGGTGGGGAACACAAGTCCTCAGCTT
ATCTAGGTACTTTTGAAGAAGTTCCCAACCGCTTGTCTATGGGCACCGTCCTCTGGGTTT
AACCAAAGCAGCCTGTTTAACCAAGTCTCT
>AU167658 ID   AU167658   standard; mRNA; EST; 790 BP.
CTTGTGTTAAGAATTTTATCTTTCTGAAATTAGGTAACTTAATCGAATTAATTCAATAAT
CATGCCCAAATCAGACGAAAACGAAGATTGGATTGAGAAGATGGAGGATCTTTGTTCTAA
TTTAAACGTCGATTCATCAGCTGCGAAGAAATCGAAAGATTCTTTTTCAGAAATAAAACG
AAATTATATACTAGATGGTGATGAATTACATTGGATGGCATGCGCATTGTATGTGGCTTG
TAGGACATCGGTCACTCCTACAGTGCAAACAGGAAAAGTGGTGGAAGGGAACTGTGTTAG
CCTGACAAAACTTTTGAGATTATGTAATCTAAGCTTAATTCAGTTCTTCATCAAAATAAA
AAACTGGATGGAGATGGCCTCAATGTCTACAGATTTTAAAGAAAGGATATCTCGTTTGGA
ACACAAGTTTGCAGTCTCTTCAGTACTCTTCAGGAAGTTCCAACCGATTTTCATGGAACT
GTTTGTTGGGTTAACAAATGAGCCTGTAAAACAAGTCTCTAAGAGAAGACCAAAACTGCA
ACCATGTTCAACAAATGCCTTGTTTGAATTTACATGGTGTTTGTACATTTGTGTGAAAGG
AGAATTCCACAATTCTGCTAATGACTTAGTAGATATGTATCACATATTACTATCATGTTT



GGATTATATATTTGCCAATGCATTTATGGCCCGAAGGGTAGACATTATTAATCCTGAATT
TAAAGGATTACCTACAGATTGGACTAAAAATGATTTCAAAATGCCAAAAACTCCTCCATG
TGTAATTTCT
>AU167659 ID   AU167659   standard; mRNA; EST; 940 BP.
CGGCCGCAGACATGTTTTTTTTTTTTTTAAATCCAACCTCTGGTTTTTTATGGGTAGTCG
TTAAATCTGCGTGTATATCAGAACTGCCAATTCCCAAAAAGTTCAACTCAATTACGATTC
AGGTATTCCTGTATTCAGACCCCGAAAGGTTGGTCTTAATTATTTGAGTAGACTGATAGA
TTGAGGTATTTTTGGGTTCCATACAAAAAAGAAGATCAAGGATAATTCAGATTCGGAAAC
AAGTGAACTGTTTAATGGAGAACAGAATAGACCGCACAGTATCCATCCAATTATTTTAAT
CAATGCTACTAAGTTTTATTATATGACATCGAGAAGCTTCATTAAATTCATTAACTAACT
AATTCAACAGCCGACGGCGCACTGATTGCCTTTTTATCAAAATATAAAAAAAAAAACACC
GAAGTCACTATTTCATTTCTATGACAGGTATAACGGTTACCGGAACTTTGCGTTACCGAA
TAACTGTTTCCTAGGTTGAATTTGATACATGTTACCATTCACTTACGGTTTGTTTTTGTT
TATACAACAGCGAAGTTGTTTCAGACTGGTAACATCACACTCACGCGAAGCGAATATAAA
CATGCCACCGAGGGAAGGAGGCTCGGAAACTATAGGCATATTTTCTAATAGAAGAACGCA
TATTTCTTGGTAATGGTCAAACTTTTGCAGCTACACTCGTGTGAAAACTTTTAGATTTTG
TTACTTTTAAAATATGCTTTCTGTTTATGGCTTATTAATGTTTCCTAGGAAATGAACATC
TTTCGAAATGATTAATGTTTTTACATTTTTTTTAATTTTCCGGTGTCCCTAGAAAGAAAT
CAGTTGGCAAATAGTTTTCTGTTTACATACTGTCCACTGAAGCAATTTTAATTGGACCCA
CTACTACGTAGGATGGCATACCCATATCATCTTTGTTACA
>AU167660 ID   AU167660   standard; mRNA; EST; 760 BP.
TTTTTTTATTTTGAACGACGTCGAATCTTTATTACAAAACAAAACACAAACGAATATCGA
CAAAGCTAGATTGCTGCTACAAGATTTGGCAAGTCGTGTGGTGTTGAGCGAAAATCCATT
AGATAGTCCAGCCATCGGTTTGCAAAAACAACCCTTGTTTGAAACCAATCGAAACCTATT
TTACAAATCTATTGAGGATTTAATATTTAAATTCAGATACAAAGACGCTGAAAATCATTT
GATTTTCGCTCTAACATACCACCCTAAAGATTATAAATTTAATGAGTTATTAAAATACGT
ACAACAATTGTCTGTAAATCAACAACGCACAGAATCTAACGCTTAATAAATGTACTAATA
ACAATGTATAGTGTTTTAATACGCCGGACCAGTGAACAGAGGCGCGTCTGGTGCAAACTC
CTTTATTTTGAAAACGAGAGAAACCTCAATTAGGATTTCCTCTTCTTCGGCAGAGTCTGT
GCCGATGTAAACGATGGGTTTGTAGAAGTTCTCCCATATGACGCGGTTCACAAACGACTC
GAACGAGTTGGTGTACTCGCTGTGGATGTTCATGATTGGGCAGCCGCCGCCCTTTTTAGC
CAGACTAATTCTGTATTCGTTGTTCATGCCCACGTAGGATGGCTCCACAATTCTGATTAC
TTCGTGGGGCACGTAGTCTTCTTCCCACCTAAGAGCGTGTTGAGCGAGGAACTTGTAGCA
CCTGTTGGGGCGTGTGGGTTTGAGGTTGGCGACGAGGTAC
>AU167661 ID   AU167661   standard; mRNA; EST; 659 BP.
CGAATATAGCTTAGAATAGATCCGGTTCGGGACGATAGAAGGAATCAAGATCGCGCGGCG
CTTTACCACACTTTAAAGCGGTTCAGTAAATTATATAAAAAGCCACCGGCTGGCGGTCCA
TCGCGTTTTAACCCGTGAAGCTGTTAGTGCCTAAAAATCAACGCTAGTTGACAATTCCAC
TTCGGACACTATCAGTAGCAGCAGCAACCTCCCTTTGTCCTTTGTTTTTATTTTTTATAA
AACTATTTTCTAGTCTGTAAAAGCCAGTAAATGTTTATTTTTACTTACATAATATTCTTT
CCTTTCTTTTATCAGTAAAAAATGATATACAAATTTCAACAACCACAATTTTTTAATGTT
CTTTTCCACATAAGCCGAACCGGCTTTTAGGCTGATATGCCACGTAATATGTAAGTGATT
TTATCGCTCAGAGTCAGCCAAGATTAAATATAGCTGATAACTATTTTTTAACATAGTCTG
AAGGTAGATTAATATGGCATTTCACTTTTAAAACACTGTTGTGGGGCTGATTCCAACTTT
ATACGTTCTAGATACGATTTTAAAGGAAATCATCAGTCATCTCACGATGTCACATACATT
TTGAAATACTCCCCGTTATACAACCAGCGTGAGAATTTGCTTTAAGAAAAAAAAAACCG
>AU167662 ID   AU167662   standard; mRNA; EST; 590 BP.
TTTTTAGTTTATAAAATGTTTAATACTTTTGTTACATATTAAGATTCCAAGAAAATAAAA
TGCTCACGGTGCCGACGACACTAACACTAGTCAGCGCCAGACAAAACTAAACTATAATCC
GAACAAAAAAAGACAACTTTTTCAAAATACATTATCATAAATAAGACATTATAATTGTAA
GACAAAAATACAAGACAAGCATTTGTGATCGGTCTCACTTCCCGTAGTTACGATTAGGTT
AAACAAATCGTTAGCTAGCGATAGAAATTCTAAATCCTTTGGGATATAACTTGCAATTCT
CGGATGAACTGTCGATGAAATGTTGCCAGTGTCAAAATTGAACGTATTTCAGGCAGTGCA
CACTCAATCCACAATGTCCAAACAAGACTAAGTTATTTTTGAACATGATATTTGCTAAAC
TCATATATAAAAATTGTAACTGATCGAAATATAACAATTCATATCGGTTTTCACATTACT
GAACTTAGAACTGAAAGTAACATTCAAAATATTTAATGATTCCTGTGAACCTTGAATTAA
TGAAAAAATAACACCGATGACAAACTAATCATCCTGACTGACAATCAACT
>AU167663 ID   AU167663   standard; mRNA; EST; 310 BP.
GATGGTTTGAAATAAAAAAAAAATAGTGTTTGCACTCCAAGACAGCGGGTTTAAATAATT
CGGGCATCAGTGAATTACTTCTCTTCCATCGTCCACGATGTCCGTCGACAAGGAAGAACT
GGTGCAACGTGCCAAATTGGCCGAACAAGCTGAGCGATATGACGACATGGCGGCCGCGAT
GAAGGAAGTGACGGAAACCGGCGTCGAACTTAGCAACGAGGAGAGGACCCTTCTTTCAAT
CGCTTATAAGAATGTCGATAGTGCCCGTCAGTCCTTATGGATTTAACTTGCCTTAATCGA
ACAAACTGCC



>AU167664 ID   AU167664   standard; mRNA; EST; 560 BP.
CAGGCATGTTAATCTTGACTTAAAACTTGAACACTAATATCATTATTCAGTGTACAAATT
CCTCTGGGTGCTCGGTGCCTAATATTATCGCGTTGGAAAATATCGAATTTTATTTCGTTA
TCGACTTCGATTGTGTTTGTGTTTAGGGTATCTCGGAGTTTGTTTATCAAACAAACAGTT
TACCCCAGAACCAGATATAAATAGTGCATGGTGCATCGATCTTCTGGAAGCCAGTAATGT
AAATAGTGTAACGGGAACAGCCGGCAAAATGTGTCGGTTTTTGGTGTTGGTATTCTGGGT
GTGTTTGTGGCGGTGTTCGCGAGCCGAAATCGGACACGACATGAATAAAATCAGCCAGCA
ACTGATCCTTGATATGTCGGACGTTATGGACCTGGCGACTCCTAATTACTCGACACCCAT
AATTAACACAACTTATGTGGCCAGTCTGCAATTCGACATGCGAGCCATGGGCCCGCTATA
CAACTCCACACATATGATCATCGACGCTATCGCCAATAAACAAGCATATCCTGAAGGAAT
AGTGTCCGTGTCCGACGGTC
>AU167665 ID   AU167665   standard; mRNA; EST; 550 BP.
GTGCATCCGGTGCATCTCACCATCTCTCGCACGCTTGTGACGTCACAAGACCCTACCGAG
CATCCGAATGTAAATTTCTTTGAGGGAGAGAGAGAGAGAGCAAGCACTGCACGCATTTCG
CCATCTCTTTCGCACGTTTGTGACGTCACAAGACCCTACCGAGCATCGGATTGTAAATTT
CTTTGAGAGAGAGAGAGAACGCATCTCGGCATCTCTCTCGCACGTTCGTGACGTCACAGG
ACCCTACCGAGCATCTGAATGTAAATTTCTTTGATTTCAATCGAAACCCGCTCTGTATGT
TGTGTATATCAGGGCCTGTACACGTGGAGTCCACGGTCCACAGCTCGGCACGCACAATCC
GATGCTCTTTGTCAAACTAGTACAAATATAAAGGCTGGGTCCACACAGGGGAGGTTATAC
CGAGAAACTCAGCTTATTTGTATGCACTAGCTTTTATAGCCCCTATATAATACTAAAAAG
TTTAATACTAAAATGTCATAATAATAATCACATATAATTTTTTTTAATACATTTTCGATA
TTAATTTTAA
>AU167666 ID   AU167666   standard; mRNA; EST; 580 BP.
GTTGTATCACTGTCAGTTGAAAGGCCTGTGTTTTTGGTTAATCCAAGATGTCTTAGCGTA
CAATAAAAGAACTTAGTGAGTAGTAGTGAAAGTGCGCGAGCTTGCTATGGCAGGCCAAAA
TGGCGGTGGGAATTTTGGCGCCCTTATACAGGGCGCGGGAAAACAGTTGCTTAATCAAGG
AGGCCAGGCCCTACTGAATTATGGTGCTCAAGCCCTCGGGAACATCATTAATGAGGTGTT
CCAGAAGAAAGAGGTTGAACAAAAAAGGTTTCTGCCCAGTATCAAGAATTATAAAGTGCT
AGGCGAAACCCGCCCGTCATCATTCGGTCCGGCTACGTATCAGGACTTCAAAGACATAAG
ATCGCGGTGCCTAGCTGAAGGTAGACTCTTCGAAGACCCCGAGTTTCCGGCCGTGGACCG
CAGCCTCTACTACAAGGAGAGCCTGGACAGGCCCATCACTTGGCTCAGACCTGGGGAAAT
CAGCGACAACCCTCAACTTTTCGTCGAAGGCTACAGTCGCTTCGACGTCCAACAAGGAGA
GTTGGGCGATTGTTGGCTGTTGGCTGCCGTTGCCAACTTG
>AU167667 ID   AU167667   standard; mRNA; EST; 870 BP.
GCGGACCGTTTTTTTTTTTTTTTTTTGTAGGAGTAATTTCCGTTTTTAGTTTTTCTTTAC
TGACATCTTTCTTAGGATCCTCGGATATGCTAGGCCGCGACGGAATATCCTTAACACTTA
CTTTAGCATCTTTCACTTTTGGTTCTACTTCAATATTACGTTGAATTACTTTTTTAGGCT
CTGTAACCTTGTCAACAGTCGCTTTATCAGCGGACACAATTCTACTTGGTTCCTCAAACA
CCTTGTCTTGCTTTGGTTGCATCAATTTACTTTTCACCGCTTGAGCTCCCTGTACTACTG
CCATACCAGCGAGTACAGGAGCTGCGATCACAGCGACTAGCCCAATTTTTGCAGCTTTCT
TTATATCTACCAATTTACCTGTTTTAGGTTCTTTTAATTGTCCTGTTTTGATGTCAATAA
GCCCTATTTTTACAGCTTCTTGTAAAGTAACTGGTTTAGCAGCCTCTACATTGTATATTA
CAGATTCAGGATCTATAATTTTCTTAGCAAGAGCATCTTTGAATGATATTAGTTTGTGAG
GTGATTTGGGATCCTTGAATTTTTGCGTTCTTTCATCAAACAGAAGTTCAAATGCTTCAT
TTAGATCTAGCATTTCTAACTCTTTTTTCTTCAGAGAAGGCTCACTAGAATCTGGCTTAA
TTTCTGTAGTTAATACTCCCGAAGTAACTGCATCTGGTATTGATAGAGTTTCGCCAGTAT
TAGGATGAGTGAAAGTGCCGGTTTCAATGTTGATATAGCCGTGACTTAGCGCATCTTCAA
AATTAATATTGGTATCAGATGTAATAAACTGTTCCCTTACTGGTTTGTTCATCTCTCACA
ATACCTTTAAGACGAGCTTCATCTATAGTC
>AU167668 ID   AU167668   standard; mRNA; EST; 580 BP.
TTTTATTTTATATGTAAATTTAATTTTGGCATTCCGAAAAAAGTTACATTAAAAAATATT
TTCTTTGTTCTTTTAATATTTATACTGTTTAAAATTTGTACGTTTAATCTTTTGTACAGT
TACCGAATCTAATTTGACACTAGACATTTATCGAAAAGTGATTTAAAAAATGCATACGTT
CTCTTTAGAATACAGTTGGCATAAAATTTGGCAGTACTAGAAATATTAATACTTTAGTAT
TGCTCTGGATTACATTGTCACATTGAACACTGTCCGGACGTCCCCAATGGGAGACGCCGT
CACTTACACCGTAATGTAACATTCGCCACGAAGCGGAGTCCGTTCCTCGAAGCGTACACT
AAGCGACCTCTACCGGCCGCGGGCGACAATACTGTTTACGTAACTTTAAACCTAACGTCA
ATATTTTACTAATTATAATACGAATAACCATAAAATGCGGCGTATTCCTGCATTGTTTTG
GCATAGTCCGTTTATATTGCACATGGAGGATGGTGTCCGTGTCGAGTCCGCGTCGGGCCC
GCGCGTCGTGCGTGTCCGGCAGAAAACGACGGGACACGCT
>AU167669 ID   AU167669   standard; mRNA; EST; 793 BP.
TCTCAGTCTTGCCCTATCTGAAGGTCACAAGAACCTAGTGGCACCGTTGGTCGAAGGAGG
CGCCGACATAAACGTTCGGAACGGTAAAGGCTTCACGCTGCTGCACCAGGCCATCGTCGA
GGAGGACTCCCGGACCGCCATCTATTTGTTAGACCACGGCGCAGACATGGACGCGCTGAC



GGAGGCTGGTGAAACTCCGTTACAACTAGCCATACACTGTCGTCTAGGCCTGGTCGTGGA
AGCGTTGTGCGTCAGAGGGGTGGACATGAGTCGCCTCGACGCTAACGGAGTGCCTCCACT
GTGGGCAGCACTCGACTCCGGACAGGAGGAAGTCGCAAGCATTTTGGTCAGAAACGGTGC
TGATGCAGACTGCTGGGGTCCCGGACCGGACGGATGTTTGCAAACGCTTTTACATAAAGC
CATAGATGAAAACAAAGAAGTACTGGCGACGTTCCTGATCCGGTCCGGGTGCGACGTGGA
GTCGCCGCGGCGCGCCGGGCCCGCGGGCGAGGGCGCCGACCTCGCCGCCGACAAGCAGAC
GCCGCTACACCTCTGCTGCACCTGGGGACTCACCGAAGTCATACAGACGCTACTCGAGCA
CGGAGCCAACATCAACGCAAAGGACTCGGAAGGTAAAACTCCGCTTCACATCGCAATTGA
GAACCAACACGCGGCCATCATCTCTCTCCTTCTAACTCAGCCGAACATTGATCTGTCGGC
GAGAGACAACAAAGGCGTTTCACCTTTCGCGGCTGCGCTCATCGCGAGGAACAATAAAGC
CGCTCAAGCTATA
>AU167670 ID   AU167670   standard; mRNA; EST; 920 BP.
CTTGTACTCGCACAGAAGATATTTCATTATGAAACTTTCAGTTCAAGATAAGGCACCCAT
GACTGTTTTCAGATTTCGTGAAATTGATACGTACGTAACGTGCAGTGTGTTCACGAATGA
TCCCGACTGAGAATTTGTCAGTAAGAAATTTGCCTTTAAATGGCAGGAGCGGCGATTTGC
CCGTGTAACCTAACTAATAGATAAATAATTACAATAAGTAATCCTCATATTATCCATACG
TAAAGAAAAGTATAACATCTATCGCGTTGCTTAGTGTATTTGATTGATTAATGAATTAAC
GCTGTTTTTAATTTTACCAATCCTCTTATTTTGCTATTAGAATCAGACCTATTGAAATCT
GTAGGCGGTACATACCAACTATATACATTACATAGGTAAGGTACAGTAACAGGGATTCAT
GTCATATTCCCTCATACTTCCCATAAATTTGTGCAAAATTGAACCACGTGCAACCTGATC
GAATTGTTAGGAAAGATTTAAGTATAGATGCTGACTAGTTCTGTTATTACGATACAAACT
ATGGAAACTAGAGATAGCCAGGGTTGCAAATGAAAATGCAACGGACTGGTAAGAAGATAT
TGCAGTACCGTAATATTTTCCTAGCGCCAATAAACCCTTTGAAGATTGTAAATTGAAGAG
GAAATAGTATCGTAGGATGCAGTTTTCTAATTATTGTTTTTCTTGCTTTACCAATTTCTC
ATTTTTCAATAGAAAAATCTTGACATCTTCCTGATAGCCTTAGATAGCAGTAAATTATCT
CGTTTCGATTTCCACCTTGTAAAATATGAACTAATATGTTTTACCCTCATCCCTTTGTGT
CTACCCTCTAAATGTTGAGAGATGTAGCCTCCTAACTATAAGCTAGTTTGTATCGACCCT
TATCGATCGTGGTCTCATCC
>AU167671 ID   AU167671   standard; mRNA; EST; 750 BP.
TATAATTTTGTCACAATTTTTCCATACAATGTTAATAATAACTTTTTACCTTAAATTTAT
TAATTATAATACATTACTTAAACAATTACACTATGATGTACTTCAATAATTAAAAATTCT
TCCTGTTTAATTCTAATTACAATCCAGAGTCGTTTTCCGATTATTTCTTTTAAAATGTTT
TTATTTCTTTCACAATAGGACCACGTAAAGTTATTCGAATGAAATGAAATTCATGTTTCA
AATGAAATTATTACTCCAGAAAGTTTATTACTTTTTCATTATTTTACATATTATTATTTT
AATTCGATTAGATCTTAATTTACCTAAAAAATATTTTCTTGCTTATTGCTATGAGAAGTA
TAGTTAAAAACTGTACAAACATTAGTGTTTTACCGCTAGCGTAGTTCATTTATTAACGGA
CATTGAAACGATACTTAGAACATGCGACATCGCTCAACAGTGACAATACTTTACAAACCC
ATAATACATATCATTAATGTAAATTGACTTTAGTAACGCGTTAGTGGCGACGCGGTTCCA
TTTAAATGACCATTTCTGTCCGTACAAAGAGAACCAAAGAAAAAAACCAAAATCACCTTG
GCACCTAATAAAGCAGAACAATTCCTTATGAAAGAATAACTTAATGTATCTAAAGACAAG
TTATTCCAACGGGAGAACAATCTCAACATTACCTCAACGCCGAGTCGCCACTATAGAAAT
AAGCACCGTGATTCGAAAATGCGAGTCCGT
>AU167672 ID   AU167672   standard; mRNA; EST; 714 BP.
CCCAAATTAAAAATAAAGAAAAAATACCAAATTTCATGATTAAAATTTAAGTTCAGATTA
ACTTTTATAAAAAAATACACTAGCAACTCATACGATTTTCTACATATTCTTTAGTATAGT
CTATGTAGAATATTGTAACATCAAAAAGCCTATGGATTTCATTTATTTGTAGCTGTTGTA
CCTATATTGCAGAAACGCACAGCAGTATGAAAAATATCAACTTTTTTTTTTAAATACGTA
ATTTGGGTACTACTTCCAGAGAATTTTTTATTTTTATTCCCCAATAGCTCTACTTTGAGG
TGTTTCAGGATTATCCATTATTTTTGGGACACCCTGTTTATATAATTGCATATCTGTTTA
TCAAATTGTGTCCTACTAGTGAGGTTTTTTATTATTATTTAATTCCCTTGTTGACGGACG
TTGGCAGATGAGCGTATAAACCACCTGGTGGTGAATGGTTACCGTCGCCCATGGACATCA
GCAACGCCAGGGGCTAGGCCAAGCCGCTACCTACCATTAAGTAGTCTCCACAAGTTCACG
TTTCATTTTTGCGTTAAGTGGTTTAGAGTCCATAGACAGCACGAATGCCTCAATCCGCCG
TCTGTGTGATGAGAGGTCGAATTCTCACATCAGTCAACTACAGCAAAACGAAACTAAGAT
AGATAAGATACATAGTTCAAGCCATAGAATAAAATCAAGATCATCTTTATGGTT
>AU167673 ID   AU167673   standard; mRNA; EST; 710 BP.
CTGCAACGTAAGACGGACGACATTACAAAACTTAATAAAATTTTATAAGTGCATTAAAAT
GGTGGACTCGAAAATATTCGCTCTTGTACTTGCTTGTACATTTGCTGTTGGTTATGGTTT
CGGTATAAAAGAAATCTGGGACTATTTGGTAGGCGGTGCTGGCTACGGGAACTACTACCC
TGGGCAGTATCCGGGCAATTATCCGAGCAACTACCCGCAAGGCCCGGGGGTATATCCGAG
CGGTCCGGGATACCCGGGTCAGTACGGCCCGGCGGGACCGCCCGGGGCTCATCCCGGTTG
CCCGCTATGTGACTCGTCAGTGTATAGTTACTGTTCGCGTAAACAAGCCCATGATTCTTG
CTGCTGCGATAATCCTTCATTTCACGGCTACGGATGTCGCAAAACGGACTGCAAGTTCCT
GTACGCCAACTCTTGTGAAGAATATCAGTTGATCTCCAACTGCTGCTGTGTGGATCTTCA



GAAGAATTCCGTGGCACGCCTGTCGTGGCTCCATTAATCTAAGCATAATTGAGCACTATA
GCTTTACAATTCGGTTCCATCTGTTTCGATTGGATTCCCGTGCATTGTGAACGCATAAAG
TTAATATAACACAAAGAGAACAATATACTTTTAAAGTAAGCTAAAGTAATTTTGGCTAAC
ATTAAAAAACTATGTTATTAAACACTATACCCTATATAATGTATGCGATA
>AU167674 ID   AU167674   standard; mRNA; EST; 480 BP.
GGACCGTTTTTTTTTTTTTTTTTGTACTGCGATAACATATTTTTTATTTACACACCGAAA
TTCACAGTCAAATATAACAAGTTCGTGTTCAAATTACCTGACAATGAAATTACAACGAGA
CAGGTTATATAATACATTCTAATATTTATAATACACGTTACATAATTTCGTCGAGGGCCC
AGGAGCGTCGTGTGCACGCAGCACGCGTACGTAATTACATAAAACACAGCCTACACAGTG
TTACGAAGACATAATTTAGATGATTCACTGAATAAGTAAACAGTCTTGTTTTAAAATAAT
ACTCAGTAAGATAAATACATACGTCATTTTTTTTTTAAATTACCACGAGCTTAAATAACG
TTCATTTTGAGCTAGTTAACAAGTTTTCCCAAATTAATTTCTCGTTTCAATAACATAACA
CTGTTACTGTCTAAATGATAAATAAAATTATTGTCCCCTAAATAAAATGACTGAGTCGGC
>AU167675 ID   AU167675   standard; mRNA; EST; 470 BP.
CACATACCTTATCTGTTAATAGCAGCTTTTCTAAAATATCGTGTAAATATAGGAAAGTTC
AATTAAAACCGGTGAAGTGATTAGACAATTCATCACATAGGTAAGTTGATTATTATTTAA
TATCTAAACCACAAGTCTTTAATGATGACGCTATTGAATTAGACAAGTCTGTTGCACCCG
GAAATTCCTTTTTATTGTAAAACTGATGAAAATCATACTGAATTAAGCATTAAAGATGCA
GAATATAATTGCTAGGAAGACGGAAAATACAAATAGATGTAGCAAAATTAAAATGTGTTA
AAATATATGAACACTAATTACTATTGCCATCAAAATTAAGACCCACCCACAGATCATTTT
TCTTATGATCTGGTGAGACCCACCAGTACCCCGTGTGAGCGCCATGGGTAGAGCTTCCAA
CCCCAGAAAATATGGATGGTTTCCGTTCGTAATTTGGACTGGATCACCCT
>AU167676 ID   AU167676   standard; mRNA; EST; 510 BP.
GAACATTGAACCATGGCCACCTCAAAAAAGAAGACTAGGAAGCTGAGAGGTCATGTTAGT
CACGGACATGGTCGTATCGGAAAGCACCGTAAGCATCCAGGAGGTCGTGGTAATGCTGGT
GGTGAGCACCATCACAGAATCAACATGGACAAGTACCATCCTGGATACTTTGGCAAACTT
GGTATGAGAAATTTCCACTTTAGAAAGAACAAGAATTTCTGTCCAGTTTTGAACTTAGAT
AAGCTTTGGACATTAGTCTCTGAACAGACGAGGCTGAAGTATGCATCTGCTCCAGATGGC
AAGGTCCCCGTCATCAATATTGTCAAAGCTGGATACTACAAGTTGCTAGGCAAAGGCAAA
CTCCCCAAACAACCTGTCATAGTAAAAGCAAAGTTCTTCTCAAAATCAGCAGAGAAGAAA
ATCAAGGATGTGGGTGGTGCTTGTGTACTATCTGCGTAAATAATAAGTAATAATATCTAA
AAAAAAAAAAAAAAAAACGGTCCGCGGCCG
>AU167677 ID   AU167677   standard; mRNA; EST; 870 BP.
GTCCACGTTGCAGATGTCTATGGGCTCCAGTAACCACTTAACACCAGGTGGGCTGTGAGA
TCGTCCACCCATCGAAGCAATAAAAAAAAATAAAAAAAATCGATAACATTTTAACTTTGT
CACTATGACACTGCTTATCATTACACTGGTCCGATAACGGGACTGAATCGATCATCAGAT
ATTGATTGGTCGTGGTTTTCATAGAAAGTGAGTCACGCGCGTGTTTTATGAATTTACAAA
TAACTCACTTCCCGAAAATGACATTCACCAATACAGATAGACACACCACAAACACTTCCA
ACAGACGACTTCCGAGCGTAGGATCCAATGCATTCCTGTCATAATTGGATGCACGAGTAT
AAATAATTTCTGGTCATGGAAGAACGAGGTTCGATAGAGGGTCTGGTCAGACAGTGGTGG
CGAGTGGCGCGGCGCGGCGCGGCGTGCTACCGACGCTCGTGACCGCAATATAATTATAAG
TGCGTCAATTGAATGCGATTCACTCCAACCGATTCATTACAAATTCTAAGCTGACACGAA
AGTGTAATTCACGAATACTAAAAAGAAACAGTATTTATTATTGTTTCAATGAAGCTCGTT
CATTATTGTGAGTGTGATTCGTTTTAAAATAAAATTATGATTTTGCAAACGAAAAACTGC
TTTGCATCGGTTAACGTCAGGGTCATTTCCCACCAGTCCCTAACAAACATCGAACATTGC
GGTCAATAGAACAAGTCCATGAACGAGGCGGAAGAAACATTCGGAGAGCGAGTACGACAT
CCACCGGTTCTCACCTGGACGGGACCGCCCAGTACAGGTAGGAGGGCAATGAGAACAACA
CACCGGGCACGACGGGTGCACATCGCTGCG
>AU167679 ID   AU167679   standard; mRNA; EST; 650 BP.
CTCTAAACTTCCTTAATCAACATAGTAGCTTTTATACCTGCGTATCGCTCGAAGAGAACA
AAAATTAAAGGAACATGGGGCTTCTAGCTGCATTAGTGGTAAACGCGGTCGGCGGTGCTG
TAATATATGGCACTGGGGGTCTGTTGACTCCATTAGTGGCTCCCGTGCTCGGTTTCAGCT
CAGCGGGAATAGCGGCAGGAAGCACAGCCGCTGCTGCACAAGCATACTACGGAAATTTAG
TGGCCGGCAGCATTGTGTCACAGTTGACTGCTGCTGCCATGGTAGCCCCCACGCCATGAG
GTGATGCTAAACATCACCCGTTCTCGACATCGCTCCAGGATCGGACCTTTTCTGTTTTAT
TTGGAATTAAAATGCATTTAAATTTTTAATAAATTTGTCGATGCGATGTAGTAAAAAAAA
AAAAAAAAAACGGTCCGCGGCCGCTCGAGTTACGTCAAATTCCTCTGCATACTATTGCAG
AAAAATGTGGCTATAGCAGTACCTCGTACTTTATAAACACATTTCCACAATCTTATGGTG
TAACGCCACATCACTTTGCGCAACATTCGCCAGGTACCTTTTCCTGACATATTTTGCATT
TGAATATTGGCCAGGATCTCACACCTGCTTCATGTGAAACTCTTCCCTGA
>AU167680 ID   AU167680   standard; mRNA; EST; 510 BP.
GTTTTTTTTTTTTTTTTTTCTATATATATAAAAATGAATTGCTGTTCGTTAGTCTCGCTA
AAACTCGGGAACGGCTGGACCAATTTGGCTAAATTTGGTCTTGAATTATTTTTGGAAGTC
CAGAGAAGGTGTAAAGGTTGAAAGGTAAAGGTTGATAAATATGAAAATGCTCGGAATTAA



ATAAAAATAACAATTTTGTTTTCCCTGTCATGTGTTCCCCCGTCGGACGGATTCCTTTTG
TTTATTTGAAGTTTATTTTACAATATACAAAAGTTTAGGTCTTTTATTTATCGATTGAGG
CACTACGAAGTCTGCCGGGTCAGCTAGTAGTAAATAAATACAATTTTACCGGTCAAGTAG
ACCGTGCGCTTCGTATTTTTTATACACATTTTATTTCATGTTATCCCCGCCTTCAGACAT
TACTGGACAGTCAAGTGGACTACAAAGTAAATCCATTAGTCGCCCATACAAAATGGACGA
TGGATCACTATGGCTATGGCCATCATAACA
>AU167681 ID   AU167681   standard; mRNA; EST; 830 BP.
TTTAGGTCCCAAAGGAATGGATAAGATCTTAGTTTCCTGCGGGAGGAACTCTGGTCAGGT
CGAAGTAACAAATGATGGTGCTACGATATTGAAATCTATCGGTGTGGATAATCCTGCTGC
TAAAATCCTAGTAGATATGTCTAAGGTACAAGATGAAGAAGTCGGAGATGGCACCACATC
TGTTACTGTTTTGGCTGCTGAATTACTTCGAGAGGCTGAAAAATTAATTGAACAAAAACT
GCATCCTCAAACAATCATTGCTGGTTGGAGAATTGCTTCTGATGCAGCCAAACAAGCTCT
TGCAGAAGCTAGCTTTGATCATCAGAAGAACTTAAATGAGGCTTCATTAAGAGTGGATTT
AGAAAACATCGCACGGACCACACTGAGCTCAAAGATCCTTTCAAATCACAAAGAGCATTT
CACAAAATTAGCAGTTGATGCAGTTTTGCGTTTGAAAGGATCTGGTAATTTAAAAGCTAT
TCAAATTATCAAAATATCTGGAGGTCTTCTTGAAGAATCATTCTTGGATGAAGGGTTCTT
GCTAAACAAAAAAGTTGGTGTACATCAACCAAAGAAAGTAGAAAATGCTAACATCCTTAT
TGCAAACACACCAATGGACACTGACAAGATTAAAGTGTTTGGTTCCACAATTAAAGTGGA
TTCAATGGCCAAGATTGCTGAATTGGAAGTAGCTGAGAAAGAGAAAATGAAGGACAAAGT
GAACAAGATTTTAGCACACAAATGTAATGTCTTCATTAACAGACAACTTATATACAACTA
CCCAGAGCAGTTGTTTGCTGATGCTGGAGTAAATGGCAATTGAGCATGCT
>AU167682 ID   AU167682   standard; mRNA; EST; 789 BP.
TTTTTATGTTTATTACTCAATTTTATTGTTCACTTCTACACAATCGACACCGCACGACCA
GCCCCGCGCTTCACTACCGGGGTCTGATTGACAGTATACTGTAATAATTTAAAATTAATA
AATTCCTGAGTCTTTTCCGTAAATGCATTAAAAAACTTAAAACGTAAATAAATAAATATT
ATTTAGAAACAATTCGCTAATTATTTACAAAGAGTTAACTTAATCTACACAATATATAGT
TTGCCATGTAGTGGCCCGCGTCCGCCAGCGCGTCACCCGCTGTCGCGTCCCCACCGCCGC
GTCACCCACCGTCGAGTATGACGCGCTCGCCGCTCCGCGGGTACTTGCTTGCGGGACGCG
GCCGCCATGTTGTCGACAACGCTTTGTGTTCAGATACATAGTTTGTACTTGCTAATTTAA
CCACGTTTGCTAGTTGAACATTACATACATATTTGCGTACAGACAATTAGTGATACTAAT
CTAAAGTTTATTTATCAGATACATATACCGTCAAAGCCTTGCAAGGCTACGGCGTCTCTG
AGTTTAATAAATAAATTTGTAATTATAATTACATAATAAATCTAAGTTTATAAAGTGGAA
GACGAGTTATTTCAAATAGAAGTGTAGCAAGAAGTAAAGTTGGCACTGAATATCCCACGA
CGCGATTACAATATTGAAGCAAGAATGCATCACTGTCTCGACTCCACGCTCTACCTATAC
AGATAGTTCTTGGGCTCCTCCGCGATCGGCTCAGAGCACGTCCCCAGGTACTTCATTTGG
ACGAGACTC
>AU167684 ID   AU167684   standard; mRNA; EST; 562 BP.
CAGCTCCCTCCCGAACGAGGCTTCACCAATCCCGGCTCTGGCTCCATCCCCGGCTCGGCG
TCCCACAGGCCGGCGCTAATAAGTCGCTTAGCTGCCCGGTGATGATGGGGGAGTGATCGG
GAGCCGCCGCTGCTGCCGTGTGAAAGGAAGTTCGGGGGAAGCTCCACGCCGCGCAGGACC
ACGCCACAGAGACGCAGACATCCACAGTTGCTGTTGTTGAGTCGCCCCCCAAAAAAAACA
AAAAAGCGCAGAGTGATGGAGAGAAAGGTAGGGATGCTCGTGCTACCCCTCTGATGCAGT
AGCTCGCGTGTTTTATTCCACATCTGAGTGTCTGCTGTCGTGGATCCACCGTGAGTGGGT
CTGTAGATGCGTTGTGTGGGCATCGCTGCCAGCCGGATCAGTGCGCACCANANTTTTTCC
TGCGTTTTCACGATTACNCGTATAGGGGGGGGGGTAAAAAAACTGCAAGGGATTATGCTC
CTTTTTCGTGGTTCATATAGAAATGAAATGAATTGAATCCATAAAGATGAGAGGAGTCGG
ACATCTGATGGGTCGCACAAAC
>AU167686 ID   AU167686   standard; mRNA; EST; 228 BP.
CAGAGATTCTGCTCTGCAGACGTTATATTCAAGACCAGGCGGGAAGGGAAAAACTCCTGG
TGTTGGTGAGAGGACCAAGGCGGTGTTTGTTTTCATCATGGNNAGGTGAGTTTGATAGGC
AGCCACAATGATTGTGAGACTGGACATCTACAACCACAAAGTGGACGTGCCTTGATCTCG
CCCATGTGTACATCAGATCACATAAAGACGCAAACAACCGCTTACGTC
>AU167687 ID   AU167687   standard; mRNA; EST; 1115 BP.
GGACAGTCTAACAGGTTCCCACGTGGAATGGTGCAAGCAGCTGATTGCAGCCACCCTCTC
CAGCCAGATCTCCAGACCCGGCCCGCCCGACACCTTAAACAGGGAGAACAAGAAGCTTCC
AGTTCTGGCATTTAGAACACCTCTCAGGATGATCCAGAACCAGGTTCCTCTTCTGCCAGG
AGAGACCGTCCAGCTAACAGTCAAAGAAATGGTGTACATCTGTCCATTCATTGGTCTGAT
TAGCGGGACTCTGACCATCACAGACTACAAGCTGTACTTCACCAGTGGGGAGAAGGAATC
TCCTTTCGTCCTCGACATAAACTTGGGAGTCATCAGCAGACTGGAAGCTATCAGTTTTCC
CGACCAGGAGGAGATGACCAAAGGACTGGAACTGGTTTGTAAGGACATGAGGAGCCCACG
GTTTGCTTTCAAGTTTGAGGAGACCCAGCCCAGCGTAGTAGACGTTCTGAACAAATACGT
CTTTCCTCTCTCCCACAACCTGCCCCTGTTTGCGTTCCAGTACAAGGAGACTTTTCCAGC
AGATGGCTGGAAGGTGTACGATGCTGCAGCAGAATATCGGCGTCAGGGTCTGCCAAATGA
GAGCTGGACCATCAGTAAGGTGAACAACAGCTACGAGCTGTGTGACACCTACCCCTCTAC



GCTGGTCATTCCCACCAACATCACAGAGGAAGACCTCAAACGAGTGGCGTCATTCAGAGC
CAGGCACCGCGTGCCGGTCCTGTCCTGGATCCATCCAGAGTCTCAGGCCACCATAGTCCG
CTGCAGCCAGCCTTTAGTGGGACCTTCCGACCGCCGCTGCAAAGAAGACGAGCGTCTCCT
CCAGGTCATCATGGACGCCAACGCTCAGTCCCACAAGCTCACCATCTTTGATGCCCGACA
AAGCAGTGTTGCCATCAGCAACAAGGCAAAAGACGGAGGTTTTGAAAGTGAAAGTTTCTA
CGCCAACGCTGAGCTGATCTTTCTAGGATCCCAACATCCATGTGATAAGAGAGTCTAGAG
GAAGTGAAGACATGCTATACCCCCATTGATGAAGCCCTGGCATTCTGGATCGACCAGACT
CCTGCTGGATACTTCGCTGTGTAGCGGAGCACAAG
>AU167688 ID   AU167688   standard; mRNA; EST; 894 BP.
GCCGCGGACCGTTTTTTTTTTTTTTTTTTTTTTTTTGGGGTAAAATATTTATTAACACAA
AAATAAATATATAAAGTGTTTTAAATATGCTTACACATTTTAATTAAAAACTTAAAAAAA
GGTTAAGAAACCTTTTCACATAAAACCAGTTTATGCAGCATTTCAGAGGTAAAGAATTTT
GGGGTTTTATAGGAAAAACGGGAGGCAAAGATTATTGTCAGATATTTTACCATCAACAAT
ATTTCAAAAGCATTAAAATAAGATAAAAATTGTGATAATTAAAGTTTATAATAAAAATTA
AAATCAAGATGTATAACATCTTTAGGATTATTCAAACAAAAAACACAGAAAAAAACAACG
GTTTTCTGTAGATTAGTGTTTAGACGGCAGATTTACTAAAATGAACTCCCCTTTTTCTCT
TGGGTCTTGGTTCTTTAGACTGCAGGAGAGCGGAATGCTGGAGCTGTAGTTCTGCTAAGC
TCTCTTTAAACTCAATCCTCACAAAGATACTTCTGAAGCTCAGTTTCCAGAGCCACCATG
GACAACCTTTCCTCTTCATCTTCATCTTCCTCTTCATCGTGAGACAGAGTCTCCTCTCCT
TGATCCAGAAACAAGCCTTGTTTGATAACTGTAGCAGGACTGGGCAGCTTCTGAGGCTGC
GGGGGGCAGAAGCTCTCGTTTGCAGGAGTTACCTCTGACCAGCTGTATTCTGCTTAAGAG
ATGGGCTGGCTGATCCAAGGCTGCAACAGCAACTGATCTAAAGTCATCCTTTTCTTGGGG
TTGGAGTGCAGCAGTCCTCGCAACACAACATGCAGCTCTGAAGAAACAGAGAATGGAATT
TTGAGTTTGGCGTCCAAGATCTCCTCCACATCACAGAAGGGGGTCTCACTAAAC
>AU167689 ID   AU167689   standard; mRNA; EST; 639 BP.
CTTGAACTCGTTAGCATTTGGGTTCAGGGTTGATTTTCGTACTTGATCTTGTACTGCCTC
CTTTTTCTCCTCCTTGTCCTCGTGTTTGGATCCGCTCAGTGTAGACGTCTGAACTCCTTG
GGACGTCACATCCAGGCCCGTCCTCTTGGCGTCTGCTGCTGAAGGAGATGGAGAAAGGGC
AGCAGGGCTATCCGGTTTACTAGCGTTTGTACTGGTAGTGGGGGGAACCGGCGCAGCCTC
CGAAGCTGGAGCAGAATTCCCTGCACCATTCTCCTCGGCAGCGTCCCGTCCCGCTGCGGA
CGCTTTGTCTAGAGGAAGATCTTTCGGCTTTTCGGCTGGATCTCTGACAGGTTTGGTGTT
CACTTCAAAACTTGTGTCTGAGTTTGAACTAGACTGAAGCTTAAAATCTACACTAAATTT
CTTCAGATTATCTATTTGTTTCCTGTGGTCTGATGGCATTGGAGGTGGTCCTTTACAGAC
CCCTCTATTAATACTAGGTGAACTGTCCAGGGACTTGATGATGTCCTTGTTTGCTGACGG
GGGTGTCTGTCTTGTCTCCTGGACGCGACATTCTTTAGCATCTCCTGTTGGAGACGTGAC
CATACTTGGGGTGGGGCTAGCACTCGTGGGTGAATGAGG
>AU167690 ID   AU167690   standard; mRNA; EST; 927 BP.
TTTTTTTTTTGCTAACAGGACATCTTTATTCATCCTTTTGGAGACATGCTGGATCTCTGT
ACATTTGCAATGGAGGCCTGGCCCGGAGAGGGAGCTGTGGCAGAACACCTCCGCCCTGCC
TCCGCCTGTACAGACACTGGTGAAATCACTTGGTCCACTCCCAGGGAATGTTGAGATGGA
GCGTCGGGACACAGAGCTGGACTCTGCCGCGGCTCAGCGCGTAAGCAGGAATGTTTCTGG
ATCTCTCCTCACGAGGCTGGAGTCGTGCCACTCAGCAGGTCCGATCACAGCCTCCCTCTT
CATGTCACCGTCCCGTCTCCTTTGTTGTTGGGCTCATCGTGTTGGTTAGGAGGTTTACCG
GTCCTCGCTACAGTGGGACCTACAAAAGCAGTCCAGACCCTCTGGAGCTGAGGTGACCTT
CTCTGGACACGCTTTCTCCACAGACAATCATGAAAAGTGCGGCACACGTTTCACGTCAAA
GACAGACCAACATAGGGTTCAGCTGGAAACTCCCAACCGTGCAGGAACCCTCAGCAGAGA
CACAAAAACTCTGCAGAAAACAACCGCCAGCTTCTAACCTCGCCAGACCCAGAAAGGCCA
ACATGTCCAAACCAGTCCTCTGTCACGGGGGGGGCACGGTGTCCGGCTGCTCCTCCAAAC
CATGACAAACAAACTGCAGGAAGCTGAAACGTGCTGCACAAACGTGCTGCACAGAGCACA
CACAACAAACACACAACAAGAAGAGCCTCTGCAGAAAACAAAAGCCGTTTTAACCGAACC
AAACCGCCAGCAGAGAGCATTAGGTCACTGTGTGATGGTCCCTCACAGGCTGTGCAGGCA
CAACTCCACAGGTCAGCAACATCTTGCAGCACAGACGGAAGCTGGGCCCCCCAGCAGGAG
GCGCTGCCATGGAGGTGGGGGAGACAG
>AU167705 ID   AU167705   standard; mRNA; EST; 440 BP.
CAAAAAAAAAGATCTAAGATTAAACACAATTTATAGGAAAAAAGAGAAGTGAGAAAGAGA
CATGAAGGTGTCAACATAGAAAAGGAAATCAGATTTTGATCATGCAAAAAGATTAAACAA
AAAATAAAAACACATGGAACGAAGTTCTAAAAAACAGGATTCACACAAAGTAGGACAAAA
CAAGGCAACACAAAGCTACTACCACAAAAAACGAGTGACGTCGTTCCCCGTTGAGTACTC
TTCTGCGCATGCAGGTCACTTCTGGGTCATTTCACGGTCACACAGGAGATCACAAAAGTT
CGCATTAATTGGAAATGTGAATGGCCTTGCAAAAAAATCAGATTTTTTCAAAAAATCGGA
ATTGAGCATTAAGCCCTGCAGTGTGAACGTAGCCTAAGTAAAAATACAAAAAAAAAAAAA
AAAAAAACGGTCCGCGGCCG
>AU167712 ID   AU167712   standard; mRNA; EST; 947 BP.
CACAAACAGGACGGAGGCTTATCCTTCCTTGTCGTTCATGGAATCACTCAACACCTTCGA



GTCCGAGATGGAGACAGACGGCCAGGGAAGCTATGCGCTGTTTCCAGCTTTGGAAAACAT
TGCAAGCCTGTCTGGAGCTGCGGAAACCCTCGAGAGTGAACCCGCGAATGAAATAGCTGA
GAAACCAAACCTCACTTGGCTTGATGCTGCTCAGATTGTCCTGGAGGAAGCTGGACGCCC
CATGCACATAAAAGAAATCAAACAGAGAATCATCGACAGGGGGCTCGTTCAATCCAATGC
AAAATCAAGCCTGGAAGCTGTGATGTATCGTGAGACTCAAAAAGGCAGCAGGAGGTTTAA
GAGGATTGAAAACAGGAACGGAGTCTTTGCCTTACTGACTGATGAAGAGCGGCAGCAGGC
TCTGCAGGCCTTCACTTCCCAATCTTTCCTGGGATCGCCGCAGACGAGTGCCACGTCCAG
CTCGGGCTCTGGTGCCTCCGTGGCGGCCTATCCGGCGCTCTCCGCGTCTTCTGAGCACAG
ACCCAANATGAAGAGAGGTCCGCGGAAAACCCANAGCGAGAAGTACAGGCTCAAGTACTT
GAGGCTACGCAAAGCTGCGCGGGCCATGATATTTGAAAATGCAGCTCTCTGCGATGAAGT
CGCTCACATTGAGGAGAAGTTCCTGAGAGCAAAGGAGGAGCGCAAGTTCTTGTTGAAGAC
GCTGCTCCAGTACCAGTCTGTGCCAGAGGGGGACATCCTCCCAACACCCACCTTCAGCTC
GCTTCCACCGGCGCCGTCCGTGGCGTTGTCCTCCGTGCTTCTGGGCCTTCAGGTCTGACC
ACGACCCACAGCTTTCATGTCGTCTGCATCGACCGGAGAAGAAGCGCTGCTCAAGAAACC
CAAAAGGGAAAGAAAGGATCGAGGAAGATAAACCGGAAGAGAGGGAA
>AU167719 ID   AU167719   standard; mRNA; EST; 1026 BP.
AGCTGCACTAATGCGTGTCCCACAATCCATTGAGTCGTCGCCACGCTCTTCACGGTTCCT
CATATTTATCTCCCGATTATTTCTCAGATGGAAGATTGTTGTTTTTATATAAAAATATAA
ATATATACATATTCTGTTGATATGATTGTTAGTATTGAAGCTCCTTGTTGTTGTTTTTAG
CTCCTTCAGGTTTCCGCATGATCCTCTGTTGAAGTTAGCATGACTAACCGCTTCAGGACA
CACGTCTGTCGTCTCTTCTTCGTGTTCGCCTTCATTTTCAAGATGGCTGATTGAATGTAA
AGATGGGGGGGGGGGGATTATTGGATGGTGTTGTCCAATACTGTGGTTAACCAAAAAATT
CTATATTGGTTACAAAAGAGATGTTTATATAATCCTATTCTACAAGTTGTTGATTTTTGT
CACAGTATTTTTCCTACATATTACAGAAATATGTATTTTAAAGGCATAAAAATCCAGAGA
ATTATTAAAGAGTGACTCAAAATACGCTGGTATTTTGATATTTTGCTTAGATTTCACCCC
AGACTTTGTGGGCATTAAAGCAGACGACCTTTTTTGTGAAACACTCCTCTTGAAATCGGA
TATTGAGGCCCAGAAGAGACGATTTTAAAAATGGCGAAGCGGTTCTGGTCATTTTTTTTT
ACGACGACGTTACGATGTCGGAGGGCGGAGTCTGTGGCTGCAGGCAGGGGGAGGGGGAGC
GTGTTCTGATTTGTGGGTCCAGAAGGAGAACAAACTTCTTATGGGCTCTGGACCTGATGT
GTGTGGTATGGAAGCCCAAAGGGGTCAAAGGTCATGATTAACTTTTCACTTGATGTCCTC
ACAAGTTTGTCTCTGATTATTATCAATAATTTCCGACTTTATTTGGCCAAAATAATCAAT
TTATTCCGAAATAAAACCCCATCTTTTAGGGTCTAATGAATCGATTCTTTAAGCAAACTA
TTTTTAAAAATACCTGAAAGTGCCACTTTGTGATCAGCCTTAAAAACATCAATTCCTGTA
CACGGA
>AU167722 ID   AU167722   standard; mRNA; EST; 527 BP.
CTCCGGTGTTTGCTCACTAGGTGGAGAGGAGGAGACAGGAAGTAGAACATNTGGTTTGGG
ATCAGAAGATCAATTTGAGACTNTTCACCATNCTCCTCATATCTGTTGACCTCAGATGAG
CCATGTCTTNTTNAGGGTGCTGTCATCTACCTGGCTCCCTTTGTGATTATTNTGGGAATG
CGGAATCTGACGCTTNTAAGGATTCCGAAGAATCTGACTTTACCACACAAGCCCAGTACG
TTGCCAAGGTTACAGCGAAGGATGGCCGNCCACTTTTTACAGTTGTNAAAGCAGTCAGCA
TGCAGAGNGATGTGGGAATGTGCAGGATTTGTCATGAAGGAGCTGGAGGGGAGACGCTGG
TTTTCCCCTGCGACTGGACTGGTACCCTTTGGAAAAGTGCACAAGAGTTGTTTGGAAAAG
TGGGTTTTATTCTTCAACACCAGCTATTGTGAGCTCTGTCACACAGAATTCACTATTGAG
CGGAGACCAAAACCACTTACACAGTGGCCTGAAGGACCCAGGCCCCC
>AU167728 ID   AU167728   standard; mRNA; EST; 601 BP.
CGCGCGCGGACGCGTCGCTCTCTGCACCTTCTGCGCTGCAGCCGCGGGAATGTAAAATGG
AGTAAAAGCCAGGCATCGTTGCGGATTTGAACCGCTCTCTTTCTCCTTTGGCTGGAACTG
TCTTCATTCACCGNATCCCTTTTCTCTCTCTGTGCGTGTGTGCGCGCCTGCCTGTCTGCG
TGCGTGCGTGCCTGCGTGCGTGCGTGTGAATGTGTGTGCAGCTCCTCTCTGCTCGGATCC
TGGTCTGCCAAAGGCTGCAAAGCCGTGCTTGTTGACTCGCTCCGAACCAAGTGCGTGTGT
GACAGACTGTCCACCTTCGCCATTTTAGCCCGGCTAAACCCAGACATGAACATGGATAAG
ACTCAGCTCCCATCTGTGACCCTGATCGTGGGTTGTGGAGTTTCCTCACTCACATTGCTG
CTGCTCATCATCATTTATGTGTCTGTCTGGAGGTATATTCGGTCCGAGCGCTCTGTGATC
CTCATTAACTACTGCCTTTACATCATCTCCTCCAACGCCCTGATTCTGATTGGACAGACC
CAGACGAGGAATAACGTCTTATGCACCCTGATTGCTGCATTCCTTAATTTCCTTCTTACT
G
>AU167729 ID   AU167729   standard; mRNA; EST; 659 BP.
GCGGCCGCCGATTTAGATTTCCCAGTGTTTTAGTATAAAAAGTGATTTTTTTTCTGTCAT
TTTTCCGGGTGAATAGTGACATTTAATCTCATATCTGATGTTAGAACTTTATTTCACTGC
AGGTTTTGTCATGCAGTCTCTTATTTTAAAGTGAAATGAGGTGTGAAGAGATCGACTGTA
AGCCGCTGACAACAAAGACCAAATAGAGGAGGAAGATTCGCCTCTGTATGCAAAAATGCA
CAGCTGCTATCCTTCTATTAGCATTCAAGTACAGATCAGACTCCTAATCCTTAGGATATT
TAGAAATAACTCATTTCTGCGGTTATGGTTTATTACGTGAAAAATTGGGTTTAGAAGAAG
AAAGAGGGAGACATGGAGGGAAGGGCAGCAGTTGAGGCCTTCAAAAAATTAATGGTTTGA



AACTTGACAAGCTTAAATTCAATAAAATATAGCATATTTTGGGCTGAAAGCCCCTTGGGC
ACTGCTGAGAGTACAGAGTTAAATGTGGACTTGGATGTTTGTGTTATTGCTCATTGAGTG
TTGTGGAAGCACTGCAGAGAGTAGACACAGCTACAGCTCTTTTTCTGCAAAGAGGACATT
CTCTGACACTACTGGTGGAATCTGACGGAGCATCACGCTGCCCGCTGTGAGGAGCAGAA
>AU167731 ID   AU167731   standard; mRNA; EST; 681 BP.
AACCTGGACAGGGTTGTCTGGTGGAAGTGAGGGATGCAGTGAGGACGACCTGAGACATGT
CCAGCAGGATGCAGCGTGTCGCTCAGGAGCAGCCGCTGGCCCTCACTGCAGGGAAGCCAC
GCCTTCCCACCAACGGGAAGGAAGAGGAGGTGAACACAGATTCCATGGAGGACGAGGCGG
AGTTCAACTGGGAGGAGTACCTGGAGGAGACGGGAGCTGAGGCCGCCCCTCACACCACCT
TCAGACATGTGGAAATCAGCCTTCAGAGCAGCTTCCAGCCGGGCATGAAGCTGGAGGTGG
CCAACAAGGGCAGCCCGGACACCTACTGGGTGGCCTCCATCATCACCACCTGCGGACAGC
TGCTGCTGCTGCGCTACAGCGGCTACGGCGAGGACCGTAAGGCTGACTTCTGGTGCGACG
TCATGACGGCGGAGCTGCACCCTGTGGGCTGGTGCGCCCAGAACAACAAGACGCTGATGC
CTCCCCAAGATAACATTTACCTAAGAAAAGCCATCAAAGACAAGTTCAGTGACTGGACTG
AGTTCCTTATCCAGGATCTGACAGGATCCCAGACGGNGCCGGTCAACCTGCTTGAGGGGC
CTCTTTGAAGAAGACCGGGACTTTTGGCTGTTCTACCTGGATGTTAGGCTCCGCCCACTC
ACCTGGCCCTGGAAACCACCT
>AU167732 ID   AU167732   standard; mRNA; EST; 681 BP.
CTTTTGTACATTACTTCTTTATTATGATACTTTGTAAAGGAAAAAGATATACCACTGCAA
AGCGAGATATTTAAAGAATAGTTAAATGTGAGATGGATATTTTTGCTTCTTTTAGATGAG
GTCTATAATCTGCAGCTGTTAGCAGAACCTGCTAGCTATTTTGTCGAGCTAGCTATGCAC
TAGCACGTTAGCTTCGCTCGCTAAGCAGTGACAACTGACAAAGATCCTTTAACACATGAA
CCATGTGAGGGCCCCTCGGGCCAGTCTGAGGGGATCCCAGGACTGTTGAAAGATTCCCCC
GCTGTGCGGGGCTGGACATCTGACAGAGAGAGCAGCCTAACCTGAGCCCTCATCCAAACA
TTCCTGTTCTCCTCACCGAGGAGACGCGCCATGATGTTCCGAGACCAGGTGGGCATCCTC
ACAGATTGGTTCAAAAGTTGGAACGAGTGTGAACAGACAGTGGCACTCCTGTCCCTCCTG
AAGAGGGCATCTCGCACCCAAGCTCGCTTCCTACACATCTGTCTGGAACACTGGCTGGCA
GACTGCACAGAGATCCACATCCTTGAAGCTGAAGCCAACAATGCAGCAATTGTCAGCCAG
TGGCATCAGGAGCCAAAAGAGAAAGTGGTGTCCCTCTTGTTGTCTCACTTGCCGCTGTTG
CAGCCACGCAACAGTGAGGCC
>AU167735 ID   AU167735   standard; mRNA; EST; 667 BP.
CGAGAATCAACAACAACAACACCTGAATCCGCCATAAAAAAATTAAAGAAGATATTTTGA
CCTGTGGGGAATTCACACGTAAAACCGGAGGGTGAATCCCAGTTCTTGTAATGGCCACCT
CCGGCTATGTAAGTGAGATCCAGCCAGCAGCTCCAACCCAGGGAGCTGCTGTTACCATCA
CAGCGGGTCAACCTGACACCACCTCCACCCCCGCTCCCCAGTTTTTGGCAGAGATTCAAA
CAACCGTGGCCACTCCCACTATTGTCACGCCTGCTGACCAAGCCGCTGCCGCAGAGCAAT
CCACCGTTGTGACGACTCAAAAGGCGGCAAATGGAAGTCAAAACCAATCTGCGGCACCAG
CCCAAACGGCTCAGACGCAGTATGTGACTGCAGAGATCCAGGGCTCTCCCACCCAGTCTG
GAAATGCTCAAAGCACTCCCCAGTTCATTGTTGTTACAGTCACAGAGGGTTCTCTCAACT
CAAGTGACAGTGTGTCGGATTCCAGCCCCCCTCCTGCTGTGGTCCAGACGGGGGTTCCCA
CACAGGTCGTACAGCAGGTCCAAACTGCCCAGCAGAGGTCAGTTGTGCAGGCCACATCCC
AGATTCCCAAAACTGAGCCAGGCACTCAGCTCAGTGTCACCAGCCTACAGCCTGTGCACA
TCACTCA
>AU167745 ID   AU167745   standard; mRNA; EST; 694 BP.
GCTGGTCAAACCTTTCATGCCAGAAGATTCCAAACTGGTTTTTGGGAAATGGGTTTATGT
CATGGGAGCAGGTGACCCCTTACACTACCATGATGCACTGGGGTCCCTGAGAAACTCCTG
GATCGACTTGTCTCCCACTTCCAACGATCAAGTTGTAACACTGCGTTGGGGCGACTACTG
TTTTACCCGATGTATCTTTGGGGAGGTAAACGCAACTGTCACTGGAATTGCCACCACTTT
TCAAAAGAACTTGTCAGATCATAAAGGACACATTCTGCAGACCTGCCCTGACTGTCTGCT
GTGGACAGACACATTCAGAAACAGAGACGTCACCGGCAGATACATCCTGCTTTTCTCAAG
GACAGGGAAAATAGACCCTGAACATGTTGACATTTTGAAGAAACAAGCAGAATGTCTGAA
TTTCCCTGTGAACTTCCACAGAGCCGATGCCTCAGCAGAGCTTTGCCCTGATGACAAGGA
CAAGACAAAATGAACAACAAATAGATTAAACATTTATTAAAGAGAGAATAAATGATAGAA
GTAAATAAACAGTATATTCCCTTTATTATGTTTTGACAAAAAAAAACGTATCTCCACTTC
CCCCCCCCCAAAAAAAAAATCTGATTCTGCAGAGGAATAGCCATATTTGATCATTTTTAG
GCTAAGTTGTAAACTCATTAGAGAAACATATTTT
>AU167750 ID   AU167750   standard; mRNA; EST; 679 BP.
TTTAAGATAATGTTCATCTAAAGCTGTTTGAACTTGGAAGAGTCCAAAAGAGAACTGAGG
GGCTTTGGCGTGTTTGCATGTTGCTGCTATCTGTCAGGAATGTTTTTTTCTTCTTCTCTT
TTTTTAGCCCGTCTCTGTGTGTCTTTGCAGCTCTTGGGCATGTTGGACATGTCTGTCCCA
GCCGTGGCCAAGTTCAGGCGCCTGTTGGACAGCCTGCCCAGAGAAATGCTCCCGGATGTG
GTCGCCTCCATGATCCGCACCTCCAACAAGGAGAAGCTGCAGGTTCTGGACGCAGTGAGT
CTGGAAGAGCGCTTCAGGAGAACCCTGCCCATGCTGACCAGACAGATCGAGGGTCTGAAA
CTGCTGAAGAAAAGCAGGAAGATGACTCCTGGTAGTGAGAAAAGGGTTTTGTCCATGCGC



AATAGCAAAGGTGGCCCGTTTCCAGGGCGACAGTTCAGTCTCGATCGGGATGAAGATAGT
GATGATGATGGTGATGATACAGCCTCCCTGGAGAAGAAGGTTCATGGAGCTAACATGCCT
GAAGCTGCGCTCAAAGTTAGTCTCAAAGAACTCAAGAGACTGAAGAAGATGCCTCAGTCC
ATGCCTGAGTACGCCTTAACCAGGAACTACCTGGACCTGATGGTGGAGCTGCCTTGGAGC
AGAAGCACAAAAGACTGCT
>AU167753 ID   AU167753   standard; mRNA; EST; 694 BP.
GACGTCTGTCCCTCCGACTTTCATTTGGCAGGGAGTCGCATCGCCGTGGTTCTAGGAGGA
GCTGCTGTAAAAATAGACAGGTAGGGTGCAATGGAACAGCCAAGCCACTGGAGGAAGACC
AATCATCTGCCAGCCTCAAAGTCATTTCCAAGCTTTTGAGAGAGAAAAAAACGGAGTCTC
CGTGTTGAGAAACAAAATTCCTATCAAGATTTTGGGAAAAGATCACATCAAACCATGAAT
TCTTTTGAAGTGGAAAAGGTTCTACGATCAGATGCAATCACCAGCAGTAAATTCAGTTTG
CCTTTTTTATTTTTGAATTTCTGCTTCTAAAACTTAGAGCTCTTCGAGATCTAGAGTTGG
CCAAAATTTCATTTATTTATCTTTAATGAAAAAATAAAATAAAAACGTAAAATAATTTTT
AGGCTTCAAGCATAAAAACAGCTCTCTCATAAAGCTGGTGCTGACATGGCTCAGAGTGAC
CTTAGCGGAGCCACAGGCAGTAAATACTACGGGTCCACAAGTGCTAGTACATCATCAATA
TCCTTCTCCAAAAACATGTTTCTTAATGGCTGGTTGTCCTTGGTTCCTCTCAACTGACCA
CTGAGTCAATCAAGTTAAATTACTTCTTTTATTTTTTGTCTTAGAAAACCTTGAAAAACA
TTTCACAGTCAGTTTGCAGGTCATACTTTGAACA
>AU167754 ID   AU167754   standard; mRNA; EST; 687 BP.
GCCTGATCAAACTGCGACTGGGAAACAACCCGTATCTCAGCAATGTCAACGAGGATGCCT
TCCTGGGCCTCACCTCTCTGAGAGAACTTGAACTGGAACGTAATGCATTGTCTACCCTGA
AGGTGGGGGCATTGAAACAGTTGCCCTCCCTGCGGGTGGTGAGGCTAGAGGGCAACCCAT
GGGTGTGCAACTGTAATTTTACCAACCTCTTTGAATGGCTGATGGAGAACAGCCACAAGC
TTCCAAACGGGGTGGAAGGCATAGAGTGCTCCCTCCCCATGGACGGCCGGCAGGTTTCCC
TGACCCAGCTCTCAATGGACAGCTTCCGTGAGTGCCAGGCCACCCTGACTTTAAGAGACC
TGCTCATCATCATTTTTTCTGGCATCTCTGTGTCTGTGGTGGCCATTATGACCAGCTTCT
TCCTGGCTTCAACTGTTCATTGCTTCCAGCGCTGGAGTAAAGGCACCAAGGGAGACGAGG
AGGAGACCGAGGAATGAAACGGATTAAAGCGTGGTCACCCCCCATGCTTTACGCAATCCT
AGTTCAACAGTATTTGCCCAATATAACTTCCCACCTGATGAACATTCAGAACAGGCTTTT
GGAGTTTTCCAGTTTGCACAGAGATGTTGGAAATTACAGACATTCCTAAGAATGAGAACC
TGGGAAGCTAATGAGCTGCTCTGCTAG
>AU167755 ID   AU167755   standard; mRNA; EST; 691 BP.
TTTTTTTTCTGTTCTGTTTGTTTTACTTCTCAGTGAAAAAGTCACACACGTGGTTTGTGA
GAACGTCTCCGGTGAAGACGGCCGGGCGTGGCTGAGGTCGCAGGGCGGAGGCCGACCACC
GCCTCACCTGCTGGACGTCAGCTGGTTCACGGAAAGCATGCGGGCGGGTCGGCCGGTGGA
GGTTCTGGACCGACACCAACTGCAGGAGCTGCAGGCCGGAGAACCGGAGGTGGAGGTGTT
CTCTGTGCCGAGTTATGCCTGTCAGAGGAGAACCTCGCTGGAGAATCACAACGCGCCTCT
CACGGATGCCTTGTCGCTGTTGGCCGAGAATGCAGAGCTCAATGATGAGGAGGGGCGAGG
GGTAGCGTTCCGTCGGGCCGCCGCCTTGCTGAAGACCCTCCCCTCGGCGGTGATGAGCGC
GTCGCAGCTCCGCGGGCTGCCCTGCCTGGGGGAGCACTCCCTCAGGGTCATCAAAGAGAT
CCTGGAGACGGGAACGTCGACCGAGGTGGAGTCCACCAAAGGGTCGGAGCGCTTCAAAGC
CCTGAAGGTGCTGACGGGGATTTTTGGAGTCGGAGCCAAAACAGCTGATCGATGGATCAG
GGAGGGGATCCATGACCTTCATCAGCTCCGAGCGTCCGGACAAGTCCTCAACCGAGCCCA
GAGATCGGGGGGAAGCCGAGCGGCCACGACG
>AU167765 ID   AU167765   standard; mRNA; EST; 496 BP.
CGGCATCCTCATTGCCTCCCTGGATTCAGTGGCTCCAATCCTCTCCATGTTCTTCCTGAT
GTGCTACATGTTTGTGAACCTGGCATGTGCCCTTCAGACGCTGCTGAGGACTCCGAACTG
GAGACCTCGCTTCAAGTTCTACCACTGGGCTCTGTCCTTTCTGGGGATGAGCTTGTGCCT
CACTTTGATGTTTCTCTGCTCTTGGTACTATGCCATTGTCGCAATGGTGATTGCAGGCTC
CATCTACAAGTACATTGAGTTTGCAGGTGCTGAGAAAGAATGGGGCGACGGCATCCGAGG
TCTGTCTCTGAGCGCTGCACGCTACGCTCTCATGCGGCTGGAGGAAGGTCCCCCACACAC
CAAGAACTGGAGGCCACAGCTGCTGGTGCTGGTCAGCACAGATGCAGAGCAAAACGTGGA
GCAGCCTCGTCTGCTGTCTCTCACCAACCAGCTGAAGGCAGGCAAAGGTCTGACCATCGT
TGGGACGGTTCTCGAG
>AU167766 ID   AU167766   standard; mRNA; EST; 679 BP.
GTCTTTGACCCCCCCCTCTGAACCTCAGTCCCCCGGCAGGTGACGACATCCATATATCTA
CGTACAGTATGGTACTTGTCTTGTGGTGTATGTGTATGTGTGCTTGTTGCTCGCCTGTGA
TCCAGGTTTGCTTAACAGCTCCATNTNCCAGTATCAATCCTGGACCCCCTCCACCCCCGT
CTCCTCCTCCATTGGAGGAACAGAGGGAGACAGTGGAAGACATGATCCCCAAACAGGCTG
AACCGAGGGCGCATAACACTCCGCCCTGCCAGGTTTTCTATGAGAGCCATGTGTGACGGA
GTGATGAGCAGCCATCTTTACCCTCTATGCATTTTCACTTGAAAAAAATATTTAATTTTG
GAGAAAACAATCCCCTTTTAATTTGTCTTTTCTGAAACCCTTCCAATCTTTTCTAGATTG
ATCCGCTCAGTCTTAAAACTTTTTCAGGCACTTGTTTTCTCACTCTGGACCTGAATGTAA
ATGGGAGGAGCCAAGCGCATTATCAGTGTAGTGAGTAGAGATTGTATGTGCCCAAAGCGA



ACCCTGGCACCTGAGAGGCGGGCTGGTCTGTTTCTGTTAAAGAGGCAAGAAAATGATTTC
CTTAGTTTGAGGGTTTTTGTCTTTACAAATACGCCCCAGCTTGGTTTCCTTCATTCAAGA
TTCACATCCAGCTCCTGTC
>AU167773 ID   AU167773   standard; mRNA; EST; 323 BP.
TTTTTTTTTTTTTTTTTTTTTAAACCACATTTGTATAAAGTTTTGAGAAAAGATTATTTG
ATTGGGTGGAAAAAACAGGCAAAAGACAAAAGAAGTGACAGAAGTATTTAGTAACTGATG
AAAAAAAGAAAAAAAAAAAATATAGTTAGGAGCATGTTCACTGAGGGCAAGCCAGAAGGT
AAAGGGGAGGAGCCACACAGGAGTTAAAGTGTGAGTTCCAGGGCAGCGGGTTTCAAAGAG
AATGCTCATCCTTTAATGAGAAGCGTTGTTTTGGATTAATATCCTGTTTATAGTCAGGTG
TGTGCAGCTTATGCAAATGTAGT
>AU167779 ID   AU167779   standard; mRNA; EST; 405 BP.
GTTCATTCTGATTACTTTTGTCCATGTAAACGCAGCTACTTATCTAAAATACATTAAGAT
TATTTACATTAGAAAAGTCATGATTAAAAATAACACTATCAGAAAATAGACATAACAAAT
CATGACTTTNTGGGGCAAGTGAAGTTGATTTAATTATAGATCAGTTACTCTAACCATCTT
GAATAATCGATTAAGCAATTTTATTATTATTATAAGGTAATGCTGCAAAATAAAAAAGGG
TNCGTATCCTGTCGATTGTCCAAGGCTGGCGTTCCATCTTTTTTTGATTAACAGNCGTNC
TTCTGGTTTAACAGAGTTTAGAAGCTNTTTTTGCTGCACTGACTGCCCCCTTAGATAAAG
GTGCCTTTCTTTCTGCAGTTGACATCCCCCCGTGCTGACAGTTTG
>AU167780 ID   AU167780   standard; mRNA; EST; 647 BP.
TTTTTTTTTTTTTTTTTTTTTTGCAAGGAAATGCGTGTTCGCAGCCAGTGAATTCTGGCC
TCCGTGTCCCACGTGCAAACACAGCCTTCCTTTACTGTACAGTGGAAATTGCCTCAAAGT
TTTGAATTTTAATTGGTGGTCTGGTTCTGGTATATATATATATATATATATGTTTACCTG
GTGAAAGACGGAAAAGGACCAATTTATGCAGAAAAGTGAGTTTAGTTGCAAGTTCTGTAA
AATCATTTGCAGGGCAAAAACATTTTCAAAGAAAGTGTTTAAAAAAATGAACCACCATGT
AACTTTATTTTTTATGTTTGCTAAGCTAAAATCAACAAGCAAAATTAAAAAATAAGTGAA
GTCAAGCTTGATTATCGCCTCTGTAAACTGGACAAAAGAAATTGGTGAAGGATTGTATCT
GTGCTGCTCTTATTTCCAATAAGGGAACAAATTATTATTTTTTTAGAGGAGTCATTTTGT
TTGTTTCCTCCTCCTTCGTCAGACTAACCCTTTATGGGATGTAGTCGTTGTAGATGTTCA
ACTGTGGTAGGATTGTGCTTCTGTATCCATAGTGTGCCAGCTATACGCTCTTCACCTTTG
AGGCTTTAGTGGTTTTGTGCCAAGTCTGTTGTTTGGATTTCAAATGG
>AU167785 ID   AU167785   standard; mRNA; EST; 588 BP.
CATCAATGACCTGGGACTAACAGTGAACTGTAAAGAGAAAGGCTTTCACAACATTTCCGA
GCTCCTGCCACGACCCCTCAATGCCAAGAAATTATACCTCAGTGAAAATCTGATTCAAAA
AATATACCGCTCAGATTTCTGGAACTTTTCAAGTTTGGATTTACTACATTTAGGGAACAA
TCGGATATCATATGTTCAGGAGGGTGCCTTCATCAATCTACCCAACCTAAAGAGTCTATA
CCTGAACGGGAATGACATAGAGCAGCTCACTCCCGGCATGTTTCGAGGACTTCAGATGTT
GAGTTATCTTTATTTTGAATATAATGTCATTAAAGAGATACAGCCTCACTCTTTCTCCCT
AATGCCAAACCTCCAGCTAGTATTTCTCAATGGCAACCTGCTGCACTTCCTTCCCACCCA
TGTTTTTTGCTGGAACAAACCTCGCTCGGCTCAGCCTCCGCAACAATTATTCTCTTTCCC
TGCCCTGTGGATGGCGTCCCTGGAGCATCTCAACCTCCATTGTCCAGATTTGATCTCCAT
CATAACCCTTGGGACTGCTCCTGTGATATAATTCCCCCTCAAACCACG
>AU167786 ID   AU167786   standard; mRNA; EST; 351 BP.
CAAACAGGCAGAAAACAGGTTAAGCAAATGAGGAAAAACCCAGAACATTAATCTCAGATA
AAACCCAACATTCAGTCCTCTTCTAGGAAACATTCGTGTCATGGAGGCAGTAAGGAAAGT
ATCTGCACCCATGACTCAATCAGTTTTTAATACCTCTGGCTGTTTCCACAATGAACCTTA
AATAAATGTCAATACCAGAAACGCTTTTAAGCATTTATTTTTAGCTACGCTACAGAACCC
TTCCATACCTATGGGCGTCCTACGGGCACTTACACATCACATGCAAATGCTGTGCGTGCC
TGTGATATGTTACTAAGCTCATATGACGTCCCTTAAGGTGTCGGTATGAGC
>AU167792 ID   AU167792   standard; mRNA; EST; 653 BP.
TTTTTTTAAAGAAAGAAATGATTCTGTATATATAGAATTAAATCATGCACTAACAAAAAA
GCTATTAGAACCGTTGAAACATGGTAACTTTTGAAACTTTAACAGAATCGATTATCCACT
GTAATTTCTGTTTTATTTTTATTCTTTTAACCTGTTTTATATTGCTATCATATCATTATG
GCTATTGCGGTAAAAGTGAAAATGTTGTCTTTTACACATAGTGTGTGGAGTGTCAATGTT
TGGTATTTTGCATGTGCAATATTTGTTAATAAAGTTTATTTAAAGAAATCTAAGAATTAC
ATCAGCATGGAACAATGGCTCTGCGCCCTCTAGTGTTCGAACAAAACGTTTGGTTTTGAT
CTAAACAGCAATTATTTAAACATTCAATGTTTTTTTCCAAAACATTTTTTCTAATATCAC
CATTTAGCTAAATAGAAATTAACAAGATAAAAAAACGATGATAATAAAATTGCAAATCCA
GAAGCATCCATATGCGCTGCTTACAGTAAGTCACCCCCAGGTAGCTTTTATTCGGTTTAA
AATGTTAATCTAGTATTTGTTGATATTTTAAGTTTAGTTAATAGTTTGCATTAAAAGCGC
ACAACACAGAACTGTACCTGCTCGATGAGGGAATTAAGTGTCGCTCGTTTCTT
>AU167793 ID   AU167793   standard; mRNA; EST; 690 BP.
GAGTGACAGAAGCAGGAAAAGGAGGGAGAAGCGCCTTCTGGACATGGGGCTTTATGCCGT
TCTCCTCATCTCCCTTTGCCAGGCTGAGCTGGGGACAGTCTTAGCTCAAGAGCGAACAGA
TACTAAAAGTGGGCCTGCTCTGCGAGCAAATGGAGATTTGTCGAGCTTCCACAGAACCAG



GGGGGACCAGCAGAGTCACCAAAAACATAGAGAGGCTCGCAGTGCACAGACTGAAGGAGT
CGATATCAGTACCCTGCCTGACAACATGACACACATAGTGGAGGACTCGCAGAAATACTA
CACATGGAAGAGCTTTGGTCCTACAGACAGACAGGCAGACAGTTTATGGGTGGATCTAGA
TAGTCTACACAGGAGTCAGGTTAAAATCCATGGCATCCTGTCCAACACACACCGACAGGC
AGCGAGGGTGGCTCTGTCTTTTGATTTTCCTTTTTATGGACACTACTTGAGACAGATAAT
TGTAGCAACTGGAGGGTTCATCTTCATGGGCGACATTACTCATCGAATGTTGACAGCTAC
ACAATACGCTGCACCTCTCATGGCCAATTTCGATCCAAGCTCCTCCACTAACTCAACAGT
GAGATATTCAGACAACGGAAATTTGTTTGTGGTGCAGTGGGACAAAGTGCGGCTGAAGGA
CAGAGAGAATGAAGGATCTTTTACGTTCCA
>AU167795 ID   AU167795   standard; mRNA; EST; 694 BP.
CTAGGATGCTCACAGAGGTATCTGAAGTTATGTCAAACTCCGGACTGTTGTCGTTTTCGT
CCAGAATGGTGATGGACACCTTCACATTGGAGTCCTTTTTCGGCCCTCCATCATCAGCCA
CAACCGTCAGGGTGTAGAAGTCGCCCTTTTCTCTGTCTAGCAGGCCCGTCACTGTGATGC
GGCCCGTCACACTGTCGATCTTGAAGAGCGCCAGAGCTGCAGGGGAGGTGTCGGGGTCAA
AGCGGTAGGTCAGCTGGTTGAGGTTGTCTGCAGACTGGGCCCGCACCTGAATGACCTCCG
TCCCCGTGGCAATGTTCTTCCGAACCGAGGCCTCGTAGCCGCCAGATAAAAAGGCCACGG
CCTCGTCCAGCTCGTTCAGTAACGTGACGTACACCATGCAGAAGCTCTGATGGAACGGGG
GGGCCTGGTCGGTGGCGGAGACGTTCATCGTGTAGGTGGCCTTAGTCTCATAGTCTAAGT
AGTCCACAGTAGTCACCAGACCAGTGCTCACATCCACCCTCAAACTTGCGGTCAGAGCCA
GAGACGAGGCGGTAGGCAACGGCTCCTCCATCACCGGTGGCTTCGGTCCGTGGCGCCCAC
CACGATCACAGAAGTACCCGATCCCCAGCGGTCTTCCCGAAAGGCCCACACGGGTTGTAC
TTGCTGCTGCCTGAAAACTGGAAACTCCGCCGCT
>AU167796 ID   AU167796   standard; mRNA; EST; 526 BP.
CGGCCTTCGACAGTAACGGCCAAGTTTTAGCCATAACGAGAAAAAATACTTTCCTATCTG
TCAGATATACCGATATAGGCGGTGTTCGGAATACAGACCCATTCATGTGCCTGCCTGATG
AAAAGAAATTAAAACACGCAAACATGTCTGGAGCGTGTCGGGACAGAAGGAGCAGATGGC
AGGAAATTCAAGAAGGCCTGCAGTTTATCCAATCAACCCTTCCGTTCCCCGGAAGTCAGG
ACCAGTATGAGGTGTTCATAAAGGAACTTGTGTGGAATTTGTTTGGAGAAGGAAACGACG
TGTTTAAAGAAGGCGAATGGACAAAATCTATTGAGATGTACACCGAGGCGCTCAGTATAG
CAGACCTATGCGGACTCCGAGGGAAATCTGCCGTTTTCAACCAGGGTTTATTGGAAAAGC
TGTATGCAAATCGAGCTGCAGCGTACCTTACATTTGTTTCCGGGACTGTTTTGACCAAGC
CATTAGAAAGACCTGGGAAAAAAGCTCTCCCACTTTGGAATGGAGG
>AU167800 ID   AU167800   standard; mRNA; EST; 597 BP.
CTGCTCCATCACCAGGGTCTTCTCGTAAGTATAGGCTGAGATGTCACTGTCATGCATTTC
CACAACTTCTACCATGGCGTCGATACGGAGGTGATACAGGAATGTGGTCAGGTCCTTCTT
CATCTGGATGCTGTTGTCGTCCAATTGAGCAACAGTGAAGATGCGCATCTTGCACTTCCT
CCAGACCTTGTGCTGGCGGAGCAGGAAGGGCAGAAGCATCAACATGCCTCCGTCGTGCAC
GATCCACCACACGTCGATGTGGCCCTCTGAGAAGCGCTCGCTGTTGGACGGGAAGGCTGA
GATGTTCTTCGGCACAAGCAGAGCGAGGCGAGCCGTGGTGGTTTCTCTGACCAGCTCAAT
TAAGTTCCTCCAGTTCTGGTGATCATCTCCTTGCTTCCAGTTGCGAGGCCAGGAAACCAG
TACGGCGTTATGTTTCAGGCCCCCCAACCCGCTGGCCTGGAGCAGATGGGACGTGGCGTC
GCGGAGGTTGGAGGATACGGTCACCTGGCAGAAGCCCTTCACCTTCTCGGTCTCCATCAG
TTTACGCAGAGACTGCTCTGCACGCTGGGCTTGTTCGTAGTTCTCCAAATAGGTGCC
>AU167801 ID   AU167801   standard; mRNA; EST; 669 BP.
TATTGATAAAGAGAAAGTCAGAGGACACCTGCTTGGATACAAGATACACCTGACCTGGAA
GGGTTACAGATTTCATCATGGTCATGGATCCACAGATAGTGAGACCACTATAGTGGAAAA
AACTGAACCCAATGAAGAGAGGAAGGTCATCAGTAATCTTAGACCATTTTCAAAGTATGA
TCTGGCTGTCACTGTTTTCAACAACAAGGGAGAAGGACCTTATTCTGAGACGGTGCCCTT
CATGACCGAAGAGGGAGTACCTGGTCCTCCAGCGTTCCTGAGTCTCCACAGCCCATCAGA
GACAGAAATGACCATGGAATGGAAACATCCTGTCCATCCTAATGGAATGCTCACCGGATA
TGTGCTGCAGTACCAACAGATAACCGAGAACGATGATAGCCTCATAAAAGAGAAAACAAT
AGATGACCCTAAGATCACTCATCACACGCTGAAAGGTCTGGATCCTCACAGCAGCTACCG
CTTCTACCTGAGTGGGCGTACATCTGTTGGAAATGGAAAGCCAATCATGAAGACGGGTGC
CACCAAGTCAGATGCCCTACCTATGAATATCACACTGTCTGTGGGGGAAAACTTGGTTAA
TGTCAGCTGGGCGGTCAAGAGGAAACACCGGCATACTGATTTCCAGATACACTACCGCGA
TGACAATGA
>AU167804 ID   AU167804   standard; mRNA; EST; 724 BP.
CAACGATGAATCGACTGTCCAGAGGCCTCTATCTGCCCTATTCTCTTATCGTCTGTGAGA
GTTTCTCTCTATTTGGTAAAAAAAATAAAAAGCTCTCTGTTTCTCTCTTTGAGCTCTGAA
TGACATTCCTCTCACAATTCCTAAAATGTTTAAAGAAAGTTCTTTTTTTTTTACGTGCAT
TAAAAATCTGACAATTGAGGGCTATGGGTGGGATTAGATAGCTTAGTGGTGGATCTCGGC
GGAATTCCTTTTTGCTTGCTCGTCTGTTTTTGCTGTGCCAAATGCCTGCCACTGACCCAG
CTGGAATTGCACATATTTTTTTAGTGGAAGTACCTTTTTGTAACCAAGACTGTAATTCAG
ACATTATTTTAATGGGTAGCAGGGTATAAACTTTCTTTCTTTCCCTCATGAGGCGACAGT



GAAGTCTAAATCAGCAACACCGTCAAGTCTTCCAGGGTTTGGGGTTCAAACATGAGAGAG
GAGGAGACCAATAGAGAGGCACAGAAAGGAGAGAAACTCTTTAATGTTTGTTTTGACTTT
TTTTTCTTTGTTATGACTGAATATAATCAAAGCAATGATTGTGAGAATGAGATTGATGTA
TTTTCGTTTGTTTGCTTTTGCTTATTACCAGTTAATCGTTATCCACCCTGATGACCTCAA
CTGTCTGGAATTGAAGTTAGCCGCTGGGTGTGCAGTGCATAACACTCTACCTCAGTGGCG
ATGG
>AU167808 ID   AU167808   standard; mRNA; EST; 533 BP.
CACCAATGCAGAGCCCTATTTCCTCTCTATCCTGCAGCACCTGGCGCTTATACGCAATGA
CTACTTGGTCAGGCCCCAGTACTTCAAGATTATTGAAGAATGTATTTCTCAGATTGTGCT
TGCACCCGTAGTGGGACAGATCCAGATTTCACTTACCGAAAGCGCCTAGATGTTGATTTC
AGTCACCTCTTAGAGGTGTGCACAGACAAAGCCTCGAATTGAAGAGTTTGAACAAAGAGC
TTCAGAGTTGGCACAAAAGTTTGATGAAGAGCTCCTGAGAAGACAGGAGGCACAAGCTCA
GCTGGGGAAGTATGAGGAAAAAATAGCCGAACTTCAAACAGAGCTACAGGCCTGCAGGAC
TCAGTTTGGATCTATACCTGTCACTTTTACGCAGGGCGGGCAGCCTTCATCTTCCTCAAC
AACTCCTGTTGCTGGATCGTCTGTGCCCAGGTCCTTCTTCTTCACCGGCACCAACTTCAC
ACACCTTCCTTCTTCCACTTGGGTGGGCCTTTCTGCACCTCCTCCCCCTTGGC
>AU167809 ID   AU167809   standard; mRNA; EST; 594 BP.
CTCGATATTTAAGGCCGCACTGCACGTCTTGCCAAGACAAAATAGACCAAGTACTAATTT
GAAGCGGGACCCTTTCGAGAAAAAAAAACAAAACCGAAACAAGTCCCGTTATTAAACCCT
GTGGGACGCCGAAGCAAGCAGAACAGAATGCCACCCACATCCCTTCATCAGTTTCATCGA
GGCAAGATCTTCCAAGAAGCCAGTGTTCACTTGAGAAAATGTCTCTAGGCAGGTCTCGAC
ATGACTTTAAAACGCAGGCGAGGGAGGAACTTTGGATTGAGCTGTCTCTTTACGTTTTTC
TTCGCACTACACGTTCCCCACTATCCTTTAAACACATGTGCCAGGTCTCATCAATTTTCT
GAGAAAAAAATGTCTCAACCTGCTCTCTCCATTTCAGGAATCCAACCTTTTGACATGAAA
GGAACTGGAGCTTTGACAAACCGACACCCGTGCCACGAAACACGGGCCTCCCAATGGCAA
CGCTTTGGTTTCGGCTCGCTTGGCCTACGCCGGTCTAACACAACAGCACGCACGGCCAAA
CTTACAGCGCCCAAGCGTCCCCCCGTTTTTTAAAAAGTTTGAGCTGGATTCAGC
>AU167810 ID   AU167810   standard; mRNA; EST; 724 BP.
CCAACATGAGAACATATCTTCTAGAGAAATCACGAGTTGTGTTTCAGGCAGACGAGGAGA
GGAATTATCACGTCTTTTATCAGCTCTGTGCTTCAGCACATTTACCAGAGTTCAAGAATC
TCAGACTCAGTAGTGCAAATGACTTCCTGTACACCCGACAGGGTCGCAGCCCTGTGATTG
AAGGTGTGGACGACAGCAAGGAACTCTGTACCACTCGCCATGCTTTCACACTACTCGGCA
TTAACGAGTCGTATCAGATGGGCTTGTTCCAAGTTTTGGCTGCTATTCTCCATCTAGGGA
ATGTGGAGATTAAAGACAGAGATGCAGACAGCAGTCTCATTGCTCCCAACAATCGCCACC
TGACGGCTTTTTGTGAGCTGGTTGGAGTCACCTACCAGGACATGTCCCAGTGGCTGTGCC
ACAGGAAGCTGAAAACAGCCAATGAGACTTACGTCAAGCCTCTTCCTCGCCTTCAAGCCA
CCAACGCACGCGATGCCCTGTCCAAACACATCTATGCCAAGCTCTTCAGCTGGATTGTAG
AGCATGTCAACAAGGCTTTGGTCACTAATGGTAAACAGCACTCTTTCATTGGAGTCCTCG
ACATCTATGGGTTTGAACATTTGAATCAACAGCTTTGAGCAGTTCTGTATCACTACGCTA
TGAAAACTCCAGCAGCAGTTCACATGCATGTGTCAGCTGGACAGGAGGATCATGAGGGAC
AATC
>AU167812 ID   AU167812   standard; mRNA; EST; 414 BP.
ACTGCACCAAGCAGAGGCATGGGGAACTGAATGATAAATAAATCATCAAGAATGGAGGAG
AGGAGAAGTATATGAGAGTAGAGAACAGAACCCCAGTGCACCACACTTACCACAGTTTTA
AAATTATAGCAGCCCACTAACAACTTGTTAATCGTAAGTTCGTAAGTTAAATATTCTCTG
ATTACTAGTTATCCCTGGCAATAAGCCTGTCCAAAAAGGAATGTTTTAAGCCTAAATTGT
CTAGCCTAAAAACCCAGCCTAGCTGCCTTAGCTTCCACTGCACGGAGCTGCGCTTTCTAA
TTGCTCTAGACTGGCCTCCACGTCTAAGATAAAAATACACGTAACACACCTACCACTATC
CTTACTAAAGGAGGCAGGATCCCTCACTGAACATATGGCACATGGGGCACAAAA
>AU167813 ID   AU167813   standard; mRNA; EST; 143 BP.
ATCACAGCCTGCATCTCTGCCAACACTCAAAGGTAAAGCTGGAGGAATCCCTCCATTTCA
CCTCGTTTTTATTCCTGTAAGAGTGAGGCTGCAGCATTACCCAGAAGGCTTTGGAACAAC
ATGGAGGAGAGAGGATGAGGGGG
>AU167820 ID   AU167820   standard; mRNA; EST; 369 BP.
GTCTTATAGTTCATGCCGACCACGCGAATGCCCTGCGCTGAAAGCTGATTCAGATATTGA
TGTTCCGCACGGGCAGGGTCGGGACACCAGGTCGCCCAGACGGTTAAGCAGCACTGGTTT
GCCCTGAGTCAGCACATCCGCCTGATAAAACTCTCCCGGATTGTCCAGTGATTCGAGACG
AAACTTCGGCACAGGCTTGCCAATGAGCGCCGATTCCAGATTGGTCGGATCATCCCCTTC
GGCATTACGCGCCAGCTGCCACAGCAGCGCCGCGGCAATCGCCAGGAAGATAATCAACGG
AATTAACAATACTTTGCGCTTCATACCGGCCTCCGGCGCAGTTTTTTGCGGACTCACGCG
CTTACGATA
>AU167821 ID   AU167821   standard; mRNA; EST; 693 BP.
ATCACACTATAATCAGACTCGTTCGTCATTTACAACTTCCTGAGTCTGTGCTACGAGTAC
CTGGGAGGAGAGAGCGCCATCATGGCCGAGATCCGGGGGAAGCCCATCGTGTCCAGCTGC



GTTTTCGGGACCTGCTGCCTGGGGGGACGGGCCTACTCCATCGGCTCCCTGAGGTTCTGC
AAGCAGGCCACGCTGCAGTTCTGCGTGGTCAAACCGCTCATGGCCGCCATCACCGTCGTC
CTGCAGGCGTACGGAAAATACAAAGACGGGGATTTCAACGTTGCCAGCGGTTACCTGTAC
GTCACCATCATCTACAACGTCTCCGTCAGCCTGTCCCTCTACGCCCTCTTCCTCTTCTAC
TTCGCCACCCGGGCGCTGCTCAGCCCCTACCGACCCGTGCTGAAGTTCTTCATGGTCAAG
TCGGTCATCTTCCTGTCCTTCTGGCAGGGCATGCTGCTGGCCATCCTGGAGAAGTGCAGC
GCCATCCCTCAGATCAACTCGCCGGACGTGTCCGTCGGCGAGGGGACGGTCCGCCGCCGG
TTACCAGAACTTCATCACCTGCATCGAGATGTTTTTCGCGGCGCTGGCTCTGCGGACGCC
CTTCACCTACACCGTCTACGTGGGACAAAAGTCTGGATTTCAGAGGCCGCTGCGCCCCGA
TGAAGAGCATTTTCAGCACTTAAAGGAGACCAT
>AU167823 ID   AU167823   standard; mRNA; EST; 674 BP.
CACCGCTGTGGCCCCGGAAGGGTCCGCTCTGCAAACCAGCGATGTGGTTATCCACCGCAA
GGAGAATGAAGGCTTTGGCTTCGTCATCATCAGCTCTCTGAACAGGCCGGAGAACCCAAC
CGTCATCACTGTGCCCCATAAAATCGGTCGCATCATTGAGGGAAGCCCCGCGGACAGATG
TGGGAGGCTGAAGGTGGGTAACCGGATCCTGGCCGTAAATGGACAGTCCATCATCAACAT
GCCCCACGCAGACATCGTCAAGCTCATTAAAGATGCTGGACTAACCGTCACACTGCACAT
CATTCCAGAGGAGGGTTCCCATTCTGGACCCAGCTCAGAGAAACAGAGTCCCATGATCCA
GAAACACAGCCCACAGACTCAGCCCAGTCATGTAGCCCAGCCAGGCCAAGGAGGTACCCA
TCCAGGCCAAGTGGTTCTTCAGCCAAGCCAAACAACCGCTCAGCCAGGTCAAGTGCTGTC
CCAGCCTGGCCAGACACCAGCTCACACAAATCAAATAGTCAGTGGTCCTCCACCAGCAGC
CGCCCATCCAGCACCATCTGGGACCCAGCAGAGCCCGGTCAGCCAGCCTTCTGGACTGCC
CCCACAGCTCTACCTTCACGACGGCAGGTCAGAGGTCAAAGCCAGACAAGATGTCAAACC
GGACTTCCACCATC
>AU167824 ID   AU167824   standard; mRNA; EST; 271 BP.
TGTCGCCCAAGTTCATTGGACCATATACTATCGACCGGGTCATCAATCCGACCTGTGTTC
GACTTCGTTTGCCGGCGGCTCTGCAAATACACCCCACATTCCATGTGTCACAGATCAAGC
CTGTTTCCGAGAGCCCTTTGTGCCCGCCGTCCACTTCCCCGCCGCCCGCCCGTACCATCG
ATGGGGCCCCCGCCTTCACTGTCTCCAGGATCTTGGACGTTCGGCGTCGGGGTCGCGGGG
TCCAGTTCTTGGTGGTTGGGAAAGGGTATGG
>AU167825 ID   AU167825   standard; mRNA; EST; 683 BP.
CTTTCATTCACAAAACATTAGGATTTAAGACATGCACACCTTCTTCTCCAAACACCTTTA
TGTTGAAAGACGATTTCTTTTTTCGCTTGCAGTTCACACCGACAGTCTGGCAGTAACCAA
AAGCTGCAGAAGGGTTACACGCTGCCTGCAACAGTGTGTGCAGATGCTCCCAGCTGCAAT
CTAATCTGAGCCCTGAACTCTCCTTCTGCAGAGGAGATCCCCCCTTTTTTAATTTATTTT
TTGCTTCTGTAGCACTGCACTATTCTCCACTTGAAGCCAAGGGGAAGTGTCCCCCTCAAA
CTCTGGTTCTCAGCCAGCTCGCTCTCTGGAAAGGCTTGAAACTGGGCCCAATTTATATTA
GAGGAGTTTCCCTCTACGTGTAAATAATTTACAAAGAGGTTTTATTGCACATCTGATGCA
TATGATCACAGGAGATGCAGTATAAGTGAAACTCGAATGTTTTATTTTAGGGGAGGAGAT
CGGATATGAAGCCACACCTTCATGTTCTTTTTTCATCCTCCTTTCCTTCCGGGTTGATTT
CTGCAGAAATGTTCTTTTTTTTTGGTGGTGGTGGGGGGGACAGCTGGTCTCAAAACCAAG
AAATGAAATTTCTCTGAGGAAGCAGATTCTTCTGAAGGCCAGAGGAGGAAAAGTGAAGTT
AAAGGTCTTTGTAAAGCATTTAT
>AU167831 ID   AU167831   standard; mRNA; EST; 372 BP.
TTTTTTTTTTTTTTTTTGCTGAAATGTTGCATCAAATTGTTGGTTAAACTTTGGCTACAG
GATTCAGGGGTGGATAGCAGAGGGCTGGGAGTGCAGATGGTTGCATAGCCCATGCTGCTA
TGCAAAACCAGAAACGATTCAACACACAGCACTGCACACGCCGGAGAAGAGAATCGACCA
AATCACACATACGAAGAAAAAAAAAGCAAAATCCAAACCGAGAGGAAACGAAAGGATACA
GACTGTGGTACTCTTAACACTACACGGNATTCCTGATGTAAGAATGACACACACAGCATT
AGAAATGCTACACAAAATGGCATCACATCGTATATACACAACGCAGGTTTAAGATGGGTA
GAACGGAAACAT
>AU167834 ID   AU167834   standard; mRNA; EST; 541 BP.
CTCATTAAAATACACCAAAAGTACACTCTCAGTACTTTTTACAGCATGTTACTAATGTTT
TAGTCCAGAAGAACTTCATGCTGCTTTCTCTGAGGTGACCTAATGGGAACCTGAAAACGG
CTGATTTGTTTCACAATAAACACTACAAACTAGCACCACCTAAAATAGCATGTGAAGTGG
ACGTTCTTGCACAGCCTCAATTATTCCAGTCCCATGCTTCAAAGTGTTTGAACTGTACAT
TCCTGGCCTTCGCAGCTTCATTGTTTGCTGCGTGTGTTTTACAAAGCTAGGAACAAACAT
GTAACGCATGTTGGTAAATTAGTCTCACTTAGTTAGAAAAACGGATGAGGGAGTTGCTGT
TTTAACAGTTATGGTGAATGTGGACACTAACAACACACAAACACTAGTGACCTTCTTAAC
AGGGTGTTTGAGAGTGTTGCTTAGTTAGCGGTGCAAAATTCAGAGTTTATTTCTGATAAA
TTCACAGTTTCTTTACAGGAGACTTTGAAGGAAGGAAAACTGGCAAAGAAGAACCAAGAA
A
>AU167842 ID   AU167842   standard; mRNA; EST; 666 BP.
TTTTTTTTTTTAACAATTTGACTTTAGTTTAATAGTGTTCCATTTTACAACTTAACATTT
TCGGACAAACATAAGGCAGATAAATCATTTAGTGCAAATTGAAATGGAAGGAATCCTGCT



GCTGCGTGTCGCTAAGTGATACTTGTGTTGTCAGAAACGCAAAACGAACAGCAAAACTGT
AGATTATTACGAGTGCAATCAAATCAGTTGACAGTAGTGCTGGAAACCGGGTGCAGCGCC
CTTTTGCTCGGACCATCGTAAACTTATAAGAACTTCGGTTCCGGAAGCATAACGGAAGAT
TTACGAGCAAAAAAAAAAAAAAAAGGAAATTGGAGAAATTGTTAAGATTGACAAACCCTG
GACATCCTTCCACTTGCATTTTCTTTTCAAATAAACGTTCTTCCTTTAATATTTATGAGT
GAAGCTGCAACTACCCCATGCTCTGCAGAGGCGGGAAAGCCTTTCCCTTGGGACAAACAT
ACGTTTAAGTCGCTTTGAAGTCATTTCATAATAAAATGATTTTTTTTCCCACTATTCCTG
CCTCACTGGGATTTGGCTTTTATTAACTGCAGTGACGTGTGCTGATCATCAGAACAACAC
AGGCACATTTTTGAACGATGATTATCCAAAGACTTCATCACAAAATTCTTATAAATTTAC
TTCCTG
>AU167846 ID   AU167846   standard; mRNA; EST; 685 BP.
TTTTTTTTTTTTTTTTTGATCATAATATAATAAGTGGATTTAATTACTTTCATTTTTTTA
TTATTAAAACTTCAAAATACAAACTTTGTTATGCTTTCTGAGCGCGTCATTCAATACCCG
GACCCAGCGTCAGCCTCTCAGCGACTGTTTGGTTTTGAAGTCGCTACAAAGATTCTTTTG
TCATAAGGGGTGCGTGGAAAAAAAACCTTTGGAATGGTCTTTTCAGGTATATATACCATT
AGGCATACATTCTAAACAACATAACAAAAGAGCCAACATCACAATTTAACAACACCCTAA
ACTTAATCCATAGTTCTCTTTTTTCTGTTGTGTTCGTATACCGATACATTTATTTAAATA
CCAGCAGAGTTATCAGTGAGGTAAAACCCTAGTACTTTAAGCATTATAAAATGAAAAACC
AATCATACTTGCAAATAAAGCACGCATGAAACATCTGGCTCACACTTCATCAAGTGCAGA
TCAAGTGCAGTCCTAGTTATTCTGTAATTTGGACATTTTGGACTGGGATGACACCACTAA
TGAAAGAATAACTTGAAAAACCAAAGCAAGCGGCTATATTTGTGTTTTCCTTAAGTCCAG
TTTATGTATTTTTTATACAGTACATGTGTGACAGTAACATTCTGATAAATATAGAGCAGT
AACACAGCTAATGAGCTGAGGAAGT
>AU167847 ID   AU167847   standard; mRNA; EST; 690 BP.
GTCCGTGCAAAGACGCACACCCGGGACAGTAGCCGAGGGTTGCTAACGCTAACAGAAGAG
GAGGCGTCAAGAAGAAGCGGTGGGAGTCCTGCACAGTCGACTTGTCACTCGCTGCCATCA
GGACGTCCTCGTCGGAGAGAGTCAGAGCCGATCGGACCTCAGAGACCGATGTTGTCACCC
ATGGAGGAGAGCACACCTTCCCCGCCCTCTCCAGACTATCGAACAAAGGGCCAAGATGAT
GAAAAGGAGCATTTCCACATCCTTCCTCAGCTGCAAGCCAAGAGAGCTGATTTCCTTACT
GTCATGTTGACTGGTACCTTGCCTCAGCGTCGGAGCTTTGCTACCCCAGACGAGGAGGTC
CAAGAACCTCTTGGGCCAAAGGACGACGATGTTACAAAAAGCGAGTCCAACAGTGAGGCC
AGTCAGAAAAGCACTGAACGTAGTCAAGAAGCTGCACCATCAACCCTCATGGCTGAGGAC
CAGAGGGTCCAGAGAGAGCATGCCTCAGCTGCTGATGCAGATCCAGATCTGGAGGATGCA
TCCAAAACTCTTGTTCTTTTCTCACCTGGGGACACTCGCAAGTCTCCCTCAGGTGGAGAT
CATGGTTTGGATGCTGAGTTAGCTACACCATCTGGTCTAATATCCGGGAATGACCGCCTC
CTCGTAGGAGAGATTGTTCAACCTGAAGCT
>AU167849 ID   AU167849   standard; mRNA; EST; 694 BP.
TTTTTTTTTGAGGGGATCAAACATTTATTTATCCTTATTAAAAGTTACAATAAAACCATT
AACATCTTCAAATGATAGCAAAATAAAGAGAACCAAAAAATATTGGCCAAAACATATTTA
CAGAGACAGTTTGCAGATAAAAAGCTCACATTTTGTACACAACCCCCAAACCCCCCAAAT
TTGTGTCATAGACTCTGAAATGTGAACACTGCAACACTCCAAGAAGCTTGAATGTGGTTT
TAGCCAGAAAAAGAATCAAAATGCACAAAGACATAGCTCTTTTTCCACCTCCCCTCCACA
AGTTTTTCCACTTTTCTATACATGACAAAATACTTGAAACTGGGGGTCGGGGGGAAAGAC
TGAAGGAATGTAAAATGTAAAAATCAATAAGCTCATTTGAAAAATTCATGTGTCCATATA
ACAGTCATTTCGGGTGGAGGAGATGGGTCTGTCCCGTGCTTATTTGTAGATCCGAACAAA
ATGAGAAAAGACAGAATGTTATAGGGCTGCCACGCTGCTGCTGAAGAGGAGGCCTCTTCA
CGGATCGGGGAGGGGGGAAAGAATAAGTCAGTACTCCCGGTGCGCTCTGCATTCCATCTT
TTCACGCACGGCGGTCCCCGCGTGTACCGTGAGGGGGAGGGGCCGACACATGTCATGAGA
GGGCCCGGTGAGGTTCCTGTCTGTCGAAGAACTA
>AU167850 ID   AU167850   standard; mRNA; EST; 437 BP.
GTATGGAGGCGGCGTTCCTGCTGGGGGGGCCGTAGCGGCAGAAGAAGAAGACGTGGAACT
TCATCCACGAGAAGATGAGCTATGACACGTTCTTCACCATGAAACGCCTGATTGAGCGCT
CGCGCCGACCCGATGAGGTTCTACGCTGGGTCACCCAGAACCCGGCCAAGATCTTCCACA
ACCACTACCCCGTGGCCCTGCAGAAGATCGGGCAGCTGCTGCAAGCCACGCCCCCGTCAC
ATAGCTTTGGGGATCGAAGTGACGGCGAGGTCTCTGGTGGCGCGCCTGCAGAGGTGGAAG
GGCGGCAGATCCTGGAGCATCAGGACTTTCAGACGCTGTGCGATGCCATCGTCAGTGACT
GCGCCAAGTTTGACAACTTTAGGCGTGGTCAACTGCCTTTATGCTGTGGCTGGACTCGGT
TTACCCAGCAACTCGCA
>AU167851 ID   AU167851   standard; mRNA; EST; 518 BP.
TGGTGGTAGTGTAGTGGTCTGTGGTTGCTTTGCTGCTTAGAACCAGCTCCTCTTGCCATA
AATGATGGCTTTTGCTCTCTAACAGTACATTTTAAGGAAGAACATTTGTCAAGCTTCGCC
GTTGTTCCAAAGTATAGGTGAAGTTTATACTTTTATTTTTTAATCACACCTGAGCCATTT
CAGAGTTTTTTTCTTTTCTTTTTCTTTTAACCAAACTCTAAAAACTTTTTAGTTACACTA
AATCAGGAAAAGGACCGATACTTTTTCACAGCCCTGCATGATCTGCTACTAAAAAAACAT



CCAGAGACAATACACAATGCTCAACAAAACACTAAATTATTAATTAGACCAAAATAAGCT
TTCATTTTTGTGGGGAAAAAAGTGTTAGCAAGAGATCAATGCTTGTTGTTTTGGCAGTAT
TTTTAGGTTTATAATTTGAGTGGGCTTCTCTTTCTCTAAAAGTTCCTTTTTTTGCAAGTT
TTTGGCTGCCAATAAGACGTTGCTTACCCCGCCATCTT
>AU167857 ID   AU167857   standard; mRNA; EST; 604 BP.
GTTTTCGATATGAAATAATTCAAACGTGTCAGCCTAAAAAAGAGGGGGGAGCTCTTAACA
TTAAACATTTTATTTAAATACGTTTTTAAAAAAATCTGCCAACAGGGTACGAAAAATGGT
CTGTCCAAGAATTCTTGGTTTAATAAAAGAAATGTAACGATGTTTTCTCAAAATGAGAAC
ATTTTGCTGCTGGAAACATTTCCTGATCCGATTATTTTTCTTGCGAGACAGAAAATAAAA
CAGTTTTTGTTGAAACAAGGAGCTTTAACTTTCTGAAGATTGAGTTTCTGCAGTGTGGTC
AGAAGAATACCCACAATCCTTTGGTGTTTTAAGGATTTTTGCTGTAGCTGGAGCGTGTGT
AGCATGCTAACTCTAAGACTGTAGGAGTTCTGGACATAAAGAATTTTGTTTCAGCTTCTG
TTTGATCCAAATGTAGCAACAGTTGTTGAAAAAGAACAACTGACCGTAACTAAAACTCCT
CTTTGTGGATTTTTTCCATTCATCACAGTTTGTGTTGCACTAAAGTGTAGTTTTGTTTCT
GTCGATCCGCCGATTATCTTCTCCTCCGACCAAGAAACCCATAATCTTTTTTGATAATAA
TCAA
>AU167861 ID   AU167861   standard; mRNA; EST; 768 BP.
TTTNNNGNCANTTTTGGGGCNCCCCGCGGTGGTTGCCGCTCTAGACTAGTGGATCCCCCG
GGCTGCAGGAATTCGGTNGCGGCGGATCCATAAGGCTGTGTTCTGAAAAAAGGCACCTTG
GGAAAACTTGAACTTCCAGGGACAACACGATTCCTGAAAACACGCTGTCATTATTTATTT
AGCGAAAAAAAAAGGATTTCAAAATGCAGAAGAATTGTGAGGTCATCTGCTTTTGAGATT
TCAAATGTGTTCAAATGTATTTGGACTTTGCTGTCAGAATGAAGGTGATTATAAAACCCT
ACAAAAAGAAGGGAAAGCCTGCAAAATACTTCAAATGACTTAATCCCAGGTTTGCTCATT
TTTAAACCACAATCTGCATTTTTCTTTATTTCTATGGAAGACTGAGTAATACATTTTCAA
AGAGGGACTTTGTGTTGTACTGAAAAAACACTTGAACAAAGCCGTTAGGATCATGGACTT
ACTGGTAAAATGGGTTTTTCTGTCACACCCTGCTGTCCTTTCAAAGTAATGTAAAACATT
GGGATTTTATTTCCCATAGTGGGAAAATGATCCTTCAATAGAATGAAGGAGACTTGACAG
ATGCCTCAAATCCTGAATCAGTTTTAAATTCAAGAGACTTTTATCTAAAGGGCATCTTGC
AGAAAGAAATGCAAAGGGCGCAGAGCTGTTTTTCCACTCAAATGTGATTAAAATACATTT
TTTTTAACCACAAAGCCTCTCACGTTTGTATTCAAATGTCCAAAACAG
>AU167866 ID   AU167866   standard; mRNA; EST; 630 BP.
CTATAGTCCAGGACCCTCCACTGCAGCCAGCAGAGAGGGAGAGAGCGGTACACTCCACAG
CACAGATGAGCGGGGGAACACAGACATGTCGACACGGTGTCACCAGGAGGACCTCTGATG
GACCAGAGTGGAGCATGGCAGACCCTCACCTCCTTTGCATCACCTAAACACTGACAACAC
ACATGCTGACCGATACAACAACAATATAAGCTCTTCTTTCCTATCCCAGGCAGTTCCCAA
CACACATGAAGGAATGGAGAGAGTTTAGTATTTCTGAAAGGAAAAGTCAGGGACAGAAAC
ACACTGGCCGTCCTCACAGTTAAGTAAAACATAAGCTACACACTGCAGAGTAGATTAGTG
TGGCAAGTTGTTTTCTGCTTTCCATATTAACTTCATTTTGCTGTGACTGTGTTTTACTTT
ACAAATTGTTCACCTCACCACAACAGGCACTTATAAATGCAATATAGCCTCTGTTTGATT
ACTGGAAGGAGATTAAGTTCCCTGCTGCTGCCACGACATAACAAACAAGAATAAAAGCTA
TCCATATACACCAGATTATACCGCATCTTTGCATCGACAATAAATATTGAGTATTAAAAG
GCTGCATCCAAAAAAAAAAAAAAAAAAAAA
>AU167870 ID   AU167870   standard; mRNA; EST; 382 BP.
TTTTTTTTTTTTGCAACATACAAATCATACATTAAACCAAAACAAAAGGTAAACAAAGAC
GTACATGAATTTATTTGTCTGCAAGCGGATGCATTAGAATGGAGCGGAGGCAGGGAGACT
TTGGCCCGTCTATTTCACTTACTGGATTCCAAAAGAGAGTTTGATCAAACTGCACTTTTT
TGCCTGCTGCTGATTAAAAAGAATTCCAATATACAACTGCAATTATCATCCTGTTTGCAT
AATGTCCTCCATCATGAGGACATATATAAGAACACAATAAAAACACCAAAAACACGATTT
TCATTGGAGTGGATCTTTAAATGCAAATAAGAAACAGAAAACTGCAGAACATGAAAATTG
CCATGGATATTTTTTCTTCTGC
>AU167883 ID   AU167883   standard; mRNA; EST; 444 BP.
TTTTTTGACACTTTAGTTGGAGGAGAAAAACTGTNCATTAGCTCCCCCTTTTATTTAAGC
ATTTAAAATCCACAAGTAAACTATTTATTGAGATAAAAATTATGGAGTGAATAGAGTTAA
AAGCTAAGAAACTAGAAAAAAACAAAAAAAATATATATACACAACAGCAGAACTAAAAGC
TGGATGGAGCGGAGTCTTNATGGATGACGGTAAGAAAATGGTAAAAATGTTTGTGGACAA
ACACTGGAGAGAAGATGATCTGTTCAAAAGCTCAACACTGAACAAAGTCAGTGNTCAACA
AGAACTAAAACTTCACTCCTGCTCTNTTGGTACAGTAGCATCACAGTTTTTGGAGGCGGG
TCTGCATCTTCGCCACCATGCGGTTCATTATGCCTCCCAGGTGGGCGTGAATGTTCACCA
GCTGCTGCGGCGAGAGGTTACTCA
>AU167887 ID   AU167887   standard; mRNA; EST; 309 BP.
TTTTTTTTTTTTTTTTTTACGCTTACGAAGCGGCGGGTCATTAAGTGTTGCTATGACACT
CCGCAGAAAGAACGTGACAAAGGCTCCAATCTGGCCTTCATGTTTCGTCTGCCCTTCGCT
GCTGGCAGAGTTTTCAGCATCAGCATGCTAGACACCCTCCTCTATCAGGTTGGTGCATTT
TTAAAGAAAAACTTCCAGGTGATGATTTACAGTACAGGTGAGCAGGGAGTGAGGGTAACA



CTGAAGCATGAGCGCCCTCTTGAGTTTAAAGAGGGAAACTACACTAATTCAAGTTTCGAT
TGCGAAAGT
>AU167901 ID   AU167901   standard; mRNA; EST; 611 BP.
TTTTTTTTTTCAAAAGAAAAACAATCATTTATTCCTGACGGCTCACAAAAGGTCAAAAAC
CAAGTCCTCCGACATGAAAACCAAACTTTTTTTCCACTGAAAGCAAAGAATACAGAACAA
CCATTTCCAATGAATGTACATAAATAAGTATTTACATTTCAGGAACAAAAAATTAGTTCA
TATAAAAATAGAACAAATTGAATTGTGTGAACTGCAGGGTGCAATACTGGACACAAACAT
AATTTAAAGAGTCAAAGTCATAAAATTACTGTTTACTTCTTTTTTATGCAAGGCAGGTTT
TTTTGTCAGCATAGCAACAGACCAAAGCGGCCTGAAGTGGAATCGTCGTTGGTAAACAAC
AAACAAAAGTCTGCGGACCGTTTTTTTTTTTTTTTTTTTCCTTCTGCGTTCCTTTGAATG
TCCAGACTGAATGAAGCAGTAGCTGAGGCAGACTGGACCAGAGGTTAGATGAATGACAGG
GTACGCAAAGCAGTCCAAATGGTGGAGAGATGAGTGATGGAGAGCTGCTCCTCTGTTGAC
TGAATGAGGAGCAGGGAGGGATGGATGTAGCGATGAAACAGCTTTGGTCCAGACTTCAAG
GTCGACTCGAG
>AU167905 ID   AU167905   standard; mRNA; EST; 497 BP.
TTAAAACCTCCGTCCAGCTACATCGCTCACTTTGTCGTCACGCCGCCTCTCCTCCATTTT
TTTTTACACTACCGTCCTCCCACTCGATGTCTGCCAAAGGGAAGCCGCAGCTGCTATCAC
ACGGAAAGAGCCGGAAAGGCAGGATACGCTCCCGATTCCCCCTCCGTGTCTCTCTCTGAG
TGGCCGCCGCCTTTCCCGACGGCTCTAACCCCGCTCTCCTATTGACTGCCGCTTCAGGCG
CTCGAAAGTCTGCTGCAGCTGTATGAGGTCCGCACTACCTATGAGGAGTTTTGCATCCCG
ATGTGTATGCTGCCCGCCACCATAAGTAACAATGTTCCGGGCACGGCTCTGAGCATCGGG
GCAGACACCGCCCTGAATGCTATCGTGGAGGTAAGGCAGCCATCTGGGCTCCGAGCGCTG
ACCACAAACACACAGCCTTCAGCCACACACTCAGATTTGACCACTGATGCTACGTTCACA
CAGACCATGTGACACGC
>AU167907 ID   AU167907   standard; mRNA; EST; 683 BP.
ATTTATAGGGAGAAAGGGATCGCTCTACCTTCACTGCCCTCTGCTGGCAGGTGCCATCCA
TTACGCCTGAAAACACAGTAAATGTGATGTTTTGTTGATTTTGTGGAGCTTGTTTGCTGC
CCCCCCCCCTTGTGTGTTCTGGAGTTTGGTTTTAAATGCATGTTGTTTTGAAAATTTTCT
TTCTTTCTTTTTTAAACCATTACATCTTTCCGTCTTCTTTTTTTTAAACGTTTGTTTTAG
TAAATGTGATTCCAGGAGTGAAAGAATTTGGGCTCAGCTGAGCATCAAACGCAGATTTCT
ATTATTGGAAACGAAATGTTTCATCACAGCTGGCAGAGATTTTTCAGTCATCAACTCAGA
ACTTTGAAAGTTCCTCGCATACGACAGAAATCAGATCAAAAATCCGTGTTTTTTTTTCTT
TCAAGTTTAGCTGCTTCCTGTGGAAAAACCACCAACGGTTTTCTCCTCCTGGGGGGTTTT
CAGCAGCTTCCTTCAAATTGTTTCCCATAAATCAAAACCTTTGTAAACTTTTTTCTTTAC
ACAAATGAGGGGGGGGGGGAAACAGGAATCAAGGAACTTCAGGCGTGAACGTTTCTGAAA
AGTTTCAAATCAAACATTTCTCTTTCTTAAAATTGACAGAATAAGAAAATAACTCATTTA
TTTACAAATATGAAGAGCAAAAA
>AU167917 ID   AU167917   standard; mRNA; EST; 630 BP.
CAACTATGCTCTCTCCCGGGTCTTCCACAACTCTATTTATGCTCCTCCTATTTGCCGTGC
AGAAGGAGATCTACCTGATGGGAACCAAAAGTTTTCTCCAAACTCCGAATCCCCTTTAGA
GCCTCCCAAAACGTGCGGTGGGTTTTCAGAGACGTATGCTGCTCTCTGTGACTACAACGG
AATCGGCTGCAAGGAAGAAGTGCAATGGGATGTGGACACCATCTACCATTCTCAGGACAA
CCGAGAGTTCAACCTCCTGGATTTCAGCCACCTGGACAGCAGAACGGCTGCACTATCAGT
CATCTTCCGGAAAGCAGCTCTGCTTGTGGTGCTCTCTCTGCCACAATGATGAACTGCTTT
CTACCAATGAGGGCGAAGGAAAAGTTTGGCTCAGGATAATGAGAATTTGTCCCTGACGAC
ACTCGTCGCCAGGAAGAGCTGGGTAATTTGAACATCCAATTTTGTGGTCTGACACATGTG
TGGGTTTCTTGTCTTTCAGGGACCTGGCAGTGATTGTGGCGGCCATTGCCTACAACACCT
GGTTCACCAAGCTGTACTGCAAAGACATGCGCTTGGGCTCAGAGGTGGTGGAACAGGTTC
TGCACACTATTAGCAAGTCCAACAGTTTGG
>AU167923 ID   AU167923   standard; mRNA; EST; 624 BP.
CTCTCCTCTGTGGAGCGCAGAGAGGTGAATCCAGTCACAGGCGAGAGCAGTTGCTGCGCC
GGGCGGACGGAGTTGAGGACCTAAGGGACGGGGCACTTCTGAGAGAAGTGGGGGGGATTT
CAAAGATCCGGCGGAAGGTTTTTTTTTCTCTATCCAGTGGAGATTATTTGCATCACAGAG
GAAAGAGGACCCTCACTCTCTGCAATGGCTGCACAGCCGCCGTCTGCGCAAGAGGAGGCG
TGATAGACAAAGACCTGCATCACTACCTCAGCCTGCGCTTCCAGAAAGGATCGGTGGACC
ACGAACTGCAGCAGATCATCCGGGACAACCTCTACCTGCGCACCGTCCCCTGCACCACCC
GGCAGCCCAGAGAAGGAGAGGTGCCAGGGGTGGATTATAATTTTGTGACAGTCGACCGGT
TCATGGAATTGGAGAAAAGCGGCGCCCTGCTTGAAAGCGGAACATACGAAGATCATTTCT
ACGGCACCCCAAAGCCTCCGGCCGAGCCCAGCACTCTGCTGCTCAATGTAACAGACCAGC
TGCTGCCGGGCGCCAGACCGAGCTCCGAGGGCAAGAGGAAGCGTAACAAGTCAGTGAGCA
ACATGGGAAAAGGCCAGCATCGAG
>AU167928 ID   AU167928   standard; mRNA; EST; 740 BP.
TTTTTTTTTTTTTTATGTAAGCCCTACTGTACTTTACTGCATTTTTTCTTTGGACAACCG
TAACTCTTCAACTGTTTATGCAATTGACCTAATTTCGGCAAAATCTTAAGGAGAAAAGGA



GCCTTGGGCTGATATGCCACTCTTTACGGTGGTTAAGTGTTTATGCAAATCAGCTGTTGC
AAAAAGCGGCTTCGTGCAAAAGTTTATGTTGGCATAGGATCAGCTGATTCACATTGATTG
CATGAACAGTCGAAGAATAAGAGTATGTCAAAGGGAGTGTGTTATTTAGCACTTTGCTTC
TGTACCTGCAGCTGCCTGGGGATGCCTTGTCAAAGGTTGGAGAGGTTTGTCCCCTTTGTC
CAGTTTTAAAGCTGGACTGTTGGGGCAACCGTTTAGACAAAGATCCTCAGAACTCAAAGC
AAACAGTTCCAGATCTTTCAGTGTAAATCCTAACCCAGTTACAGTCCCAACAAGTTTGGG
TCAAAGCCAAGGCTTGCTGTGGGTGGAACTGGTCCAAAACATCTCTACTAAAAGGCAAAG
CCTCACAACCAGGGGTCAAGCTGCAACATAAAAACAACTTTATATAAATCACTTTGTTAA
TATTTTAATTGTAAAATGATTGAAAAAAATATAGGTTTATATCGAGGACAACAAAAAGAA
AATCAGAGGAAAAAGACAGAGAATTTAAAAAGTGTCAAGTTTTAACTTAAAATGCCAATA
ATGCAATATTACAGTAAAGC
>AU167932 ID   AU167932   standard; mRNA; EST; 629 BP.
GCCAAATCCAGACTTGGTTTGGCCAGGGATGGCGACAGGAACAGGCGACCACGCCTGATA
AGATCTCGTTGAAAAGACAGGTTTGTGAGGGTAGCTAGAAGGCTGTGTTCTCGGCGAGCT
TCGATCAGTAGTTTTCGCTGCTGGGTCGGTCAAATAGCTGTAGCGCTTACGTAAAGCTAA
GGAGGCAAAGGTATGACGTCGTTCTGGCTTTTCAGTCTTCTTGTGGGTTGGCAGTGTGAT
ATTCAAATTGCATATGGCAGTCTGTGGAAGGCCTTTCGAGGTTTTCGGCTCGCTCAGGAA
GGAAAGGCGGCCACATGGCTCCTGGCCCACATCTCTAACCTTTACGTTGAAGGGAAGTCT
GTTTTCCTTGAATGAGTAAAAGTTAAAAACCAGCTGCTGCCCACTTTTGATGAGAGGTGA
CAGATTGCCATAACAATCCAGAAAGATAGGTTTCCCCTCAAGAACCTCGATGTCTTTGCT
TCGAGCCACTTCCTCAAAGTTCTCCTGTTGCTCCAGGGTTTTGTCCACCTTATCATCCGT
CATGCAAAAGCAGCGCAGCCGTGCCTCCACAGCGTCATTCATCTTGGCGAACACCACAAA
CTTGGCCAGGTAGGGCACGCAGATTAGCT
>AU167933 ID   AU167933   standard; mRNA; EST; 668 BP.
CATTTCATGATGATATATGATATAAACATGAATTAGAGGTTTAGCCTGAAACTCTCTTTT
TGGTCACAATAAACTGAAATGTATAAATTTGCAAGTTTTCTGCCCTAAATTTTTTTTAAC
TTTTACATAGTTTGCTGTATTGACTAATGCAAAATAAAAAGCTTTATTATAACAATTGAC
TCAAATGTCAGATTCTAATATTATTTACGTATTTTCCTTTTTAAAAACATTTTCCAAATA
TGGCCTACGTACCCATTCCTTCTTGTATGGTTCAGTAACTTTTGGTAATAAAAAAAATAA
GAAATCGTTTTCTAGGACATAGTTTCTGCAGAGTGACAGGAGTTCATCAGAAAGTTGTGT
TGGCAGGTAGAAAACCCCCATACTTTTCCTATTATCCATCGGTTGTTACTCTCTCTCGCT
AGCTTACAGCCTCAACCCAACATTACAGCTGCAACAAAAAAGCTGAGCAATGTCCAGCCG
TACAGTTCTGAGCCAGGTGTCAGCTCAGATGGGGAAAACAAGGGCATTCATGGATTTATT
TGTCTGCATCCAAATGAAGCAGAGCAGGGAGCTTGTGGCTTGGTGTTGAATGTCCTACAT
CACACCTTTGAATAAAGAAATACTCAGAAATGCAGTTTTAAGCCCTAATTTTCTTTTTAT
GTCATAAG
>AU167934 ID   AU167934   standard; mRNA; EST; 510 BP.
AGAAAACACACTGGAAATATGAAAAAGAAAAAAAAAACCTATAAGAAATCTTTGATGTGA
CTTGAATGTAGCTGTCTGATGTTTCCTCTGTCTCTCTCTGTTCTCTACGTGTTAGGATGC
TTACTCTGGTGCACTGTATTTCTTCTGTTGTCTGTAGTCAGTCCTGTTTTCTGTCCTCTG
GTGTTTAATATTTTTGAGAGAAAAAACGAACATGTTCATTTGACGCATTTTTTTTCTACG
GCAAAATCTCCTCAACTCGTGCCCCTTCTTCTCTCTTTCTATCTCCTATTTGTTGAAAAA
AAATGTATGCATGCTTATGGTGTGTGACGTAGGCAAGGTTGTTGATATAACCGTTTTGTG
TCCTCTGTGTGTGTGTTTCGGAGCTCTGTTAGCCTCACTGCATGCCATTTTAGACAAATA
TTTCAGTCTGTAACCTTCCTGAAAAAATGGAATCACCGCACACTAAGAATAAAGTGATTT
CATATGAAAAAAAAAAAAAAAAAAAAAAAA
>AU167938 ID   AU167938   standard; mRNA; EST; 512 BP.
CTCATTTGGCAGCCATTTTGGCCCTTCTACATGTCAAAAGACACATGTTTTTTCTCATGT
CTAGCCTCTCTCTCAGGCTTCTTGAAAGATGCAAAGTCTGTTTGTTCAAAACAACGCCTT
TTAGCCTTTGTCTAAAGAAGATTTACGCTGTACATAAGGCTACGTTTGTTTTCCCTCGTT
TTTCTTTTTGATAACTCCATTTTACATGGAAGACAAACCGGTACCCATGTTTTGTTTATG
CGTTCACTATTTATTTGGATCTCAATGTTTTGTGCTAAAAGGTCCTTGACGAAAAAAAGT
GTGAACACATACGTGCACAAATATCCAGTTTATTACACGGTTTTTAAGTGTGTATGTACA
TGCATATTTGTGTGTGTATGGCTATATGTATAAACTGAGGAAGAATATATTGACCAAAGA
CTAAAGTATTTACTAAAAGCAAAGCAAGACATGTTGATGTGTTCTCGCTGGTGTCAGCAA
TGATCCCTATTCCTGGTTTTCAGGCCGAAGCC
>AU167940 ID   AU167940   standard; mRNA; EST; 125 BP.
CGGCGGCCGCGGATCCAACCGCGCAGTAACCAGCTTACAGGGGCATCTCACCAGCTCAAA
GCACAGCCGTGTTTCTGGCCTAAAGCAACAGCATACCAGCTGAAGCAGAAAAGAGACGGG
ATTTG
>AU167942 ID   AU167942   standard; mRNA; EST; 613 BP.
GGCAGATGGGCAACACAGGACAGTTTAAAAAACCCTGCTGGACCTACGATCCCTTTATAT
AGGAGCAAAGGACCAGATACATACAAACTAACCGGGTCTCTTATGCGCATCCACTTTCAG
AACTTGGGTTACTGAAATTGCCAACAGTGACTCAGTCCACCTTCAATTTCAGCAAACCTG



CCAAAGTCGTGCTATCAAACTAAAGCTGATTAATCCTTTAAAACAGAAAATTTACCCCTC
AAACACAATGAAACTCTTGTGGTGGGGCAGTATGTTTAAAAGGAACTATTGCTTTCATTT
GGTAACAAGAATTGAAGCTTAAAGCAGACACATCTCATCACTGGCTCGCTCATACACAAT
ATTATGAGTAATATGAAGTAGTCTATAAGGAGGGTGGAAAGAAAACATTAAAGTTGGTCG
AAGCAAGATTAGATCGAAGAGAACAGGAGATTATTCCAACCGCTAACATTCCAGTCCTCA
TTCAGAGCAAGTGGGAGGAAGGTGGTGACACAACGGATTCGCTTGATTTGATTGTAAGAC
AAATATGAAATGGGACATGTGGCCTGAGAGAGCTTTCCAACCTTTGCAGTGCGGCTTCCA
AAGGAGTAACGAA
>AU167946 ID   AU167946   standard; mRNA; EST; 408 BP.
TTCATCCCTTATCAGAAGATGAGGTCTGCAAGCAGACCGCTTACATCCTGTTTTATCAGA
GACGGGCGACAATCCCATCCTGGTCTGCCAACAGTTCAGTAGGAGGCTCTACCAGCTCTT
CTTTATGTGAACACTGGATAAGTCGTCTGATGGGAAGCCGTCCACCCAGCCAAGCGTCAT
CTGGTTCTTCGAGACGCACCTCGCTGGCCTCCCTCTCAGAGTCTGCTGAGTTTGCTGGTG
AACGAAGTGAAGATGATGGGCTATCGACGCGACCAGCGGTACGAGGCATGCAAAGACCAA
CGTTCACTTCGAGATCTTCTATTGCCAGTCCGCTGGCACTGAGTGAAAATGGCACAAAAC
CCTCCTGGTCCCACTCGGCTAAGCTCCAGCTTCGCTCCAACTCTCCTT
>AU167953 ID   AU167953   standard; mRNA; EST; 489 BP.
CAGCTCAGGAGGAGACGAGTGCCTGTGGAATGGACAGCAATGTGGGCTGACCGGTGCAGC
TGAGGGAATCAATAGAGCACAGCAGGCGCTGTGATCTAAGCANATCACTAACTCTCGCTT
TCCCCTCCCATAGTTTATNTTTCAATCCCCGGTTTTCATTTGTCGCCTCTCCGCTCGCAT
GCACCAGCTGTCTCCTGGGAAGAGCGCACTCTCGAGTCCAGCGAACATGAGGACAAGAGC
ACGGACGCTTCAGGGGATCTCCCCCCGCAGATCAACCCGGCCGACGGCCCAGCAGACGCC
CCCAAAGAAGACGGACAGTCCCCCAAGGCGACGGCNCCCAAGCTGGAGGAGAACGACGAG
CTAGGGCCCCTTCCAGACAACTGGGAGATGGCATACACCGAGAAAGGAGAGGTCTACTTC
ATTGACCACAACACTAAAACAACATCGTGGCTGGACCCGATGCTAGCCAAGAAGGCGAAA
CCGCCCGAG
>AU167954 ID   AU167954   standard; mRNA; EST; 735 BP.
CTGAACTCCACCCAGCTGGTTGTTGGACGTGTAAACTTCTCTGCCCAGCACCTTGTTGAG
GGCTCCAGCTCCGGTCAGGATAATGTGAGAGTTCTCCACTTGGATGGTTCTCTGTCCGAG
TCGCACTAGGTACGCCCCGATGCCTATGGCTCGACATGTTACCAGATTCATTGTGATGAT
CTCCTCATAAGCCAGAGAAGATTCTCCAGCAATCATCCCAGATCCCCTCAGATTCTCCAC
GCCCAGACCTTCCTCCTTTCCAATAATGTCAGTAATCTTGTACCTGGATTCTCCCTCATC
TTCTATGTGTTCACAATGAACGGAGTTAAGAGCAGAGACCTTCTTGAAGTCCTGAGGTGT
GAGGTAGAGATAGTTGAAACCCTTGTAGGGGTCGGACGGATCCTGCCAGGCCACGTGGAA
CATGTGTCTGATCTCCTCCGCCAGGCCGATGCGGGCACCGCTGTTGGCTGCGATGTAAAT
GCGTGGGATGCTACTCTCCCGGGCCATCTCCGACGCCCGCAGGAACAGCATGTCTTCCTG
CGGCCCGAATGAGCCTATCTTGTGTGTGATGTCATTGCTTATGACTATGATCTCCCGTCC
AGCCGGGTACTCGGGAGTTCGCAGGGTCATCCTCCACGCCACCATTCCAATCTCATTTCC
ACCCGGCAGTCGGTTCATCTGCACCATCTGGTCCTGAGCATCCAGAACCAGTTCAGTGGA
AGGTGAGAAGCTCTG
>AU167955 ID   AU167955   standard; mRNA; EST; 338 BP.
TTTTTTTAATTGGTCTTGTTTGATTTTCTAATGTTATTATTCCCAAGAAATATGTTCTCT
ACAATAAAGGCTAGAGAATGGAAATCTTTTTAAAATTTTTCTTTGCAAATCTTAATTTTT
AAATTACCTGAAAATTGTTTGACAGGTTTCCCAATATGCCTTTAAAAATGCACCTGTAAT
TTACTCATCAAACTAAACTGTAGCACAAATGTCTTTACAAACTGTGCTTTTAACCACACA
CACTAGACATTTAATCTTTCAAATATCTGCATGAAACAAAATGGCAAAAAGTAAGCTAAG
TAAGTAAGTAAGTAAGCTACAAAAAAAAAAAAAAAAAA
>AU167960 ID   AU167960   standard; mRNA; EST; 256 BP.
GTGGGGCCGATCCGCACGCGACGCGCGTCATGGCGGCCGCGCACAGCGACTACAGGTCCT
ACCTGCGAAACGACGTGGAGGCGGGCCAGCAGCGCCTGCACGCGGGCCCGAGCTCCGAGT
CCAGCCACCGGCCGCTGCTGTTCGGGACCCTCGCGGTCATGGGGCTGCTGCAAGTGGCCT
CCAGCGTCGCGATCCTGCTGCACCTCACGGGGTATCTGCAACAGGTGGACCTGTCCACGG
CGCCACACCGGCCCAT
>AU167961 ID   AU167961   standard; mRNA; EST; 570 BP.
TTTTTTTTCTCCGTCCTGTCAGATAATGTCTCTGCGACAGAAATGTCAGCCCTGATATGA
GGGCTTTTTCCTTTTTTCATTTTTGTTACAGTGCTTTTAATCCCCACAACACAAGCAGAT
TTACCTTTCTCCTGCTCCTGTCAGTGCATAAGTGCTAAACCTTTGGAAGCAACAAACAGC
TGTGCACAACATCATTTTTTAAAAAAGGTCTGTCGGCTGCGAGGGATTAGCAGAGATGAA
AATAATGCACAGAAAAAAAACTGATTTGGTTTTAAAATGAGGAACTAGCCCTACATTGTG
ACAGTTCTGTCCGATGCATTTGAAAGGAAATTAGTTCTGGCAGAAACAGAAATTCTTTCA
GTATTTAAATAAATAAATAGAAAACCTTATGCAATGTCTTCAATTTAATTTCTAGAGATT
TACTGACAATAGGACTGCAGCCTCAAGCCTGGACCCATGTGACCAATTTGACCCTCACAA
CTGGATATTATCATTTGGTCTGACACCATCTTCTGAAAAAGCACAGTTTAGATCCTAGCA
ACTTGGCCAACTATAGACCAATATCAAACC



>AU167963 ID   AU167963   standard; mRNA; EST; 696 BP.
GTGTTTAATAGCTAGAACAAACTACAAAAATAAAACCACTGCAGAACTGGCAAGCAAAAT
CGAAAGACCAGAAAACTCGAAATGGGGAAACATCAAAACTACAAACTGGGAACTAGAGAA
GACTTACAACAGGGTAAGCAGAATGTTATGGAGTAGCACAGGAGGAAGGGAAAGACAAGA
CTTAAATACACAAAGACAAGAAGAGACACAGGTGAACACAATCAGGACAGATGGGGACCC
AAAGTAAAACTCGAATACAACACAAAACAGGAAACCCTACAAAATAAAACAGGAAGTGAA
CTCAAACATCACAGAACAAAAAGAACCAAAACACAAAGGCAAAAAAAACTGAAACCGTGA
TATCACCCCCCCGAGGTTCCATAATATAGCCAAGGAGGAGGGGGCCCAGAAGATGAACTG
TAAAGGGGCAACAGAGTCCAGAGTCTGGGGAACGGCCGGGAGGCCGCGCTGTCCGGCCTG
GTGTGTCTGGCCAACAAACGGCAGGCGGCTCGGGCCAAGACTCTGGAACCGGTGGCTCGG
GCCAGGGTGCGTCCGGCACCCACCAGGAAGCCGAGGCAAGTTGGGGGTGCGTCCGGCACC
TCCCAGGCAGCAGGGACAGGAAAGACCACAGAAGCACTTCAAACACCACAAAGTTGTAGA
TAGTGAGTTCTGTTTCACCAACTGTTTATTTCATTT
>AU167965 ID   AU167965   standard; mRNA; EST; 538 BP.
TTATGACATTAATTCTAAGCCAACACCCCTTTATTCTTTATTTATTTTTAGATTTATTTT
ATTCTTATTTGACAAAAGTCTCACCTGAACTATCAGCATTTTCACTTTTCACAGTTTATG
TGAAAGCTATTGAGTAAGGTCAGATGAAAATAGATCTCTTAAATGATATTTGAAAGTACA
ACTATTTCCCCGCCAGAATTGTATTGTTTTATGTTTCAACCCCTTAACTTAATCTATTGG
TACAAAAATGCATCAAACCACAAAAGCATAAACGGGCAGAATGGTTTTATGTTTTTGGCA
CATTTTCGTTGTTGTGGGGTAATATGAACTAAATGTTCAACATTATTGACGATGACATAA
GTCAGAACCAGACCTAAAAGGTTTATTTTTGTATGTATGACTTGGCAAATTATATGCTAA
AATATCTTCTGTGCAATAAAAATGAATATTTCTTCTTAATAGACGAGCTGTCAATTTAAA
ATGTTACTAAGAAGGCTGTCGGTAGTTTTATTTTATTGCTGGATTCCTGCCAGTTTTA
>AU167966 ID   AU167966   standard; mRNA; EST; 605 BP.
TTCGTGCGTCTGGGAGTTGGCGCGCGTCAAGGGGTTAACGGCTGTGGCGCGTGAGGCCCG
GTTGGTTGGCTGCTTGCGCTTTGGCTGCTGCTGGTTGGTTGGCCGCCCGCTGCGGCTTTG
CGCTCGTGGACGCGGCGGCAGCGGCGCGCGGCAGAGCGCCACAGAGCTCGGAGGTGGTGG
CGTCGGGGAGAGGATGCGTGCGCGGGTTTGACCGCGCTCCCACTCGCATGCTGCTGCTGC
TGACTGTGAAAGCAGGAGGAGAACATCTCCTTCATGGACGGCATGGAGAACCCGACGGAG
AACCCGAGCAAGGCGGTGGAGTATCTGAAAGAGCTTAACAAGATCATCGAGACCCAGCAG
GGGCTTCTGGACCAACAGAGGGTCCGGATCGAGGAGTTGGAGCTCCAGGTGGCGGACCTG
TGCCAGGAAAACNCCTGTCTGAAGGAGCAGCATCAGCGGCACCTGGCCGCCTGCAGACTA
CTCCAGCAGGGGAACCATGGCGCGCTGGGGGCCATCATGGAGAACATCACACCAGAAAAG
GAACTCACCTTATCACCTGCTCAAGCCTCTGAAATCCCTCTAATCCTTGCTGCCCCTCCA
CGTAA
>AU167967 ID   AU167967   standard; mRNA; EST; 542 BP.
GTTTTTTTTTTTTTTTTTTCAGATTGAAATCAAAGCGGAGGTAAATATTCAGAACCACAG
TCGGACCTTTGGGTGTAAAAGCCCAAACATGTCGGGCACAGTGTGGACACTCATCAGTAA
AAGTTTGATAGTAAAGAACAAGAGCAGCAAAAATGTAGACCTAAAGTACATGAAAACTTG
AGTTTGCTGGTTTTCTTTAACATCCATCTTCATAACCTGTTGAACCCTTTTCGGGGTCAC
AGGGTTGCTGGAGCCAACCCTACTAGTGCTGGGTGAAGACGGGGCAGTCCCTGGACAGGT
CACCAGTGTGTTGCAGAGCCACACGCACACTAAGGGGTAAGTTAGGATACCAATTAAGTT
GAAGCTTACTATGAAGCATGTTTTTGGGCTGTGGAAAAAAGCTGGAGTTTCCTGTGAAAA
CCAGGTGTGAACCAGGGCCTTCTCGCGGTGAGGCATAAATATGTGTTGTTTTACAAGGAA
GGTAAAATGCAAGCAGTGTTCTACAGAGACACACCAAAGCTACACTTGAAACTGCGGTTG
CA
>AU167969 ID   AU167969   standard; mRNA; EST; 716 BP.
TTTTTTTTCCGTGATTGTTTTTGCACCTTCTCATCCAAGTCCTGAACCTGTTTTACTATA
ACATCCTCTTTCTGCCTTAATTGTTGACTAAATGCCATCCAACTTCGAGTCCGTTTCAAA
TCCATCTGAGCCCATACCTTACGCAATTTCTCTTTCTCCTTATCCTTCTGTTTCTTCTCT
ATTCCAGCCAACACCTGTCGTTCCAAAATCTCATACATTTCCATCCATTCATCAGCAGTT
AAGTCTTTGTCGTCATAGTCAAGTCGTTTGTTTTTGTCTTTGTCATTGAAGTTGTCTGGA
TAAAATGCACCATTTTCCTTAATTCTTCTATCAAATTCACCATTCATGATTATTTTGAAT
CCTTCTTTGGTTTCTCTCCGTTTATAAAAAATAATCTGTAGAGGCCGAAGCCTCCTTGGT
GTTTCCGAAAATCCTAGACGCGCAAAATTAATTCCTATAATAACTCTGTTTTTTGTAAGG
GATTTTTTAACAGGTTTAACAGACGGAAACCTTAGTCAATTTACTGCTCTCCAATTATCA
CAAGCTCCCAATTTGCCAACGTTCAATGTGTGTACAGGCCGAACAGACGAAAAACCTGCA
TAATTTATAAATGTCCAATTTTTCAAAATTTTACTGCCGCCCAAAGTGTATAATTTGCCA
CCGGTCAATCCGCTGTTCTAGGGAGGGTGAACCCAAAACGTATTTATTTCGGGTGC
>AU167971 ID   AU167971   standard; mRNA; EST; 630 BP.
CTTCGTTACTCACCACAATATCCTCAGTTTTATCTCAATGTGATTTAAAGTGTGTTTTTT
TTTCCCCACTAGTAAAAAAAAAATTGAAGAAATTGCCTACTCTTATGTTGTGTAGCGCTT
ACCAAACGTGTTGGCGTAAGCAAAGACAGGAAAACGTGCTCCTTGCGGTCAGAAGTAGTT
GGCCGGCTAACGATAGCTAGCTAGTTTTTACTTAATTGGCTAACTATTGTTAGCTACCTG



GGTCCTGGTAGCATTAGTGTTGCTTTGTTGGGAGAATCTCTCGAATGCAAAAATAATGGA
GTGCTCTCACCTAAGCCTGAGCTGTACCACTGATTCACCCAGATTCCCCAATGGCACACC
GTCGTCCTGGTGTTGCAATGTGTGCAGGTCTAATAAGAGTCCTTGGATCTGCCTTACCTG
TTTGATGGTGCATTGTGGGCGATATGTGAATGGACACGCGAAGAAACATTTTGAGGACAA
CCAAGGTCCTGGCTTTTGTCAAAGGAAGGGTGACAGACAGGAGAAGGAGAAAACCCAGCA
TTCTCTTTGCATGGACTGTAGCAGCTTCAGTGTATTTTGTTACAGATGTGATGACTTTGT
TGTCAACGACACGAAGCTTGGACAGGTTCA
>AU167973 ID   AU167973   standard; mRNA; EST; 659 BP.
TTTAGTTGCGAGGGTCTACGAGAGCAAGGCCGAGTTTCGCTCTGCTCTTCAGCACGAGAA
GGAGGGTTACACTATTTACAAGAACCAGATGGGTGAGGCTCATGAGAAAACCAAGGAGAG
CTCAGATTATCTGAAGTATCTCACCCAGCAGGCTGTAGCCCTTCAGAGAACCATGAATGA
AATCTACAAGAATGGGTCCAACGCCAGCATAATGCCCCTCAAGTTCACTGCCCCCAGCAT
GGCCAGCGTCCTGGAGCAGCTCAACATCATCAACGGCATCATCTTTATACCACTGAGCCA
AAAGGATCTGGAAAACCTGAAGGCTGAGGTGCAGAGGAGGCATCAGCTGCAGGAGCTGGG
AAAGACTGAGGATTCCACCGAGGAGAACCCAATGGAACTAGAAGATAAAATCCCTATTGA
TTAAATATTTCAAAAACCTTCAGTAAAGTACTGCAGGCTATAGAAAACTGTATGAGCTGT
AGGATAAAGTACAGAGGTTTCCTACAAGATATAATCGGGAGGAAGAAGATGAGGCAAACC
GCATAAAATCAGTCCGATGTGCAATTTCAAAGACAACGTGGTGACGACGTCACTGACTGT
GTTGGCTCCTGAGAAATCTGATTGTTTTGAAGAAGTTTCAGTAGAGTCAAGGAGACCAA
>AU167976 ID   AU167976   standard; mRNA; EST; 580 BP.
GCCTTCTTCTTCTTGGAGCAGCTGGACTGTCAGAGCATCAGCAAAATTTAGCTGCTTTGT
CCAAGTGCTGTTTTCACGATGGAAGCTGCTTTGTTTCTGCAGCCTGGACGACTTTGTTAA
CTGGAAACAACAAATATATGAGTGAACCTTCATGAGCCTCCTGTCTGTCAACAACCGAGA
TTTCACCCGAGATGGCTCTCACTCCTGTCATCATCTGCCTCTTGTTGGTGGCAGCCATGG
CCTCCCCCCATCCCACTGTTCCCCCTTCTCCCCGTGGGTGTGGCCCAGAAGTGGACCCCC
CCTACAGAGTGCTGTGTGACCTGGAGGCGATATGGGGGATCGTTCTGGAGGTGGTGGCAT
GCGGTGGTGGCCTCACCTCTCTGGTTCTGGCGGTTCTTCTGATCATCAAGCTTCAGGGGG
TGTCCGACCCTTCACGGCGCTCTGGCCTTGGCCCCCTCCTCCTGCTGCTGGGCACACTCC
TGGGGCTGTTTACCATCTCTCTGGCATTTCTGGTGGGGAAGACGCAGGTGCTGTGTGTGG
TGCGGAGGGCCTTCTGGGGCCCCCTGTTTGCTTTGTGCTT
>AU167979 ID   AU167979   standard; mRNA; EST; 487 BP.
TTTTTTTTGGGTGGGATTGCATAATGAGCAAGGAAAGACCTAAGAGGAATATCATTCAAA
AGAAATATGATGATAGTGATGGGATCCCGTGGTCAGAGGAGCGGGTTATGCGAAAGGTCC
TTTATCTCTCCCTAAAAGAGTTTAGGACGGCACAGAAACGCCAGCTGGATGGAGACTGCG
CCCCAAACTCCAATGGTTCTCTAGCCAATGGACAGCTGAATGGCACGGGGTCAAAGGGCA
GCCACAAAGAAGATGGGTCCTTGCGCTCTCAGGGCCTGCACGGGAACAATGGCTACGGCG
AGGAAAGTCCGGCAAAGAAGAGGCCTCGGCTTCAGGCTCAGAGGAAGTTCGCCCAGTCGC
AGCCCAACTCACCCAGCACTACTCCCGTCAAAGTGGCCGACCCAAACGGCTTGAACGGCG
GCCTGGCCAGCGGGTCATCCTCTTCCCTGTCATCGCTGTCGTCCTCATCCCTGTCGTCCT
CCATTCA
>AU167983 ID   AU167983   standard; mRNA; EST; 712 BP.
GTTTTAACCTCAGTCCTGTCTGAACATCCTGGTCTTTCTCTGCAGGGGTCAGCTGCACCA
GCAATGCTGTGAAGAGTGGACGCTGGTCAGCGAGGCAAACCCAAGCCAAGGATGGCTCGT
ATGGCTGCCGCCGCCGCCTGGGGCCTAGGTAGACATTTCTATGCCTCCTATCACTCACGC
TTAGGTTTCTGCAGACCATTGTAACTGTATGTAGGCAGTGCCGTGAAGCTGAAAAAGCTT
GTGCAAAGGATCCGTTATGTAACCAAATGGCAGTGATGTCTTGTCATAACAATCATAATT
GGCGGTGGTGGATACAAGCACAACCACATCAGACGTTGACGTTTTTTTGGTCGTAGACTT
CACTTTCCAGCCCGAGTCCTAAAAGCTAAAGTGACACCCGACCAGCTGGCGGGTCCATTG
AGGCCAGACACTTGAACTCCTTCATTTTTGCGTTAATCCTCTTTAGTTGAAGAGTCGTTT
AAGGTAACAGAGTGATTCTTCAGAAAGGCAGTAAGCAGCTCAGGAAAACCGAGTGTTTGC
CTCGAGTTTGTTCCTCATTTCTTGTGCGTTTGCCCCTCAGGACAATGGGACAGCATGGAG
GAGTACACGTGTATGATTCCAAGAGACACGCACGACGGCGCATTTTACAGAGCCGTGCTC
GCCTTACATCAAGACCTCTACTTCGTTGGCTCAGCAGGTGGGTGACGTCGTC
>AU167984 ID   AU167984   standard; mRNA; EST; 729 BP.
TCTGGGTCTACCTTTTGGCAAAGTCACAAACATCCTGACATTGAGGGGGAAGAACCAGGC
TTTCCTGGAGATGGGAACAGAGGAGGCAGCCATCACAATGGTGAACTATTACAACACGGT
TCCTCCACACGTCCGGAACTCCCCCGTCTACGTTCAGTTCTCCAACCACAAAGAGCTCAA
AACTGATGCTGCCAGTCAGCGGACTCAGGCAGTGCTGCAGGCGGTCTCAGCCGTCCAACC
CCCGAGCTCGGAGGTGCAGGACGTTCTAGCTGCAGCGTCCAGCCCTGTGCTGCGGATCAT
CATTGACAACATGTTCTACCCCGTAACCCTGGATGTGCTGCAGCAGATATTTTCAAAGTT
TGGCACCGTCATGAAGATTATCACCTTCACCAAGAACAACCAGTTCCAGGCTCTTCTGCA
GTACAGTGATCCCGTCCAGGCACAGCACGCCAAACTAGCACTGGATGGTCAGAACATCTA
CAACTCATGCTGCACACTGCGCATTGACTTCTCTAAGCTGGTCAACCTGAATGTTAAATA
CAACAATGATAAGAGTCGTGACTACAGCAGACCAGAGCTGCCAGCAGGTGACAGTCAGCC



CACTCTGGACCCCAGTGTGGCTGCTGCCCTCAGCAAAGACTCCACCCCCCTCCTCTGTAA
GATCCCAGGAGCCTTGAACCCCCTGAGTGCGGCGGCAGCAGCAGCCGCTGCAGCGGGTAG
GGTGGCCCT
>AU167986 ID   AU167986   standard; mRNA; EST; 775 BP.
CCACTGTGCCAGCAAACCGGGAAGGATTTTGTTGTGACAGCCGAGTATAAACCCGGCGGG
GGTGAAGACCATAACTTAGAGTTTTTCCTTTCGGATCAGCCATGGCATTCAGCAAAGGTT
ATCGCATCTACCACAAGCTGGATCCCCCTCCTTACAGTGTCATAGTGGAAACCAGGTCCC
GGGACGAATGCCTGATGTTTGAATCGGGGGCTGTTGCTGTTCTGTCGGCTGCAGAGAAGG
AGGCCATTAAAAGTACATACACAAAGATTGTTGATGCTTATGGAATTCTTGGTGTACTTC
GTCTTAACCTGGGTGACTCCATGCTGCACAGCCTTGTGGTTGTGACGGGATGCAGCTCTG
CAGGCAAAGTGCAGGATTCAGAGGTTTTCAGGGTCACACAGACAGATTTTATATCACTGA
GGAACGATCCAGGAGACGAGGACAGAATTGCGGAGGTCCGTAAGCTCTTAAACTCAGGTC
ACTTCTACTTTGCTTGGTCTTCCACTGGCGTCAGCCTGGACTTGAGTCTCAACGCACATC
GCAGGATTCTAGAAGATACCACAGATAACCGCTTCTTCTGGAACCAGTCTTTGCATCTGC
ACCTTAAACACTATGGAGTTAATTGTGAGGACTGGCTGCTGAGGCTGATGTGTGGCAGTG
TGGAGATCAGGACCATTTATGCGGGGCATAAACAAGCCAAGGCCTGCATCTTCTCTCGGC
TCAACTCAAAACGAGCTGGCACTCGGTTCAATGTTTCGAGGAGCCAAATGATGAC
>AU167987 ID   AU167987   standard; mRNA; EST; 422 BP.
AATGAATTCATCAGGGGTCCTCCTGGTCCACCAGGGCCTCCAGGACCTCCTGGTCCCCCT
GGACCCCACAAAGGAGCAGAACTGTCCCTTCACTATGCTGGACCACCTGGTCCACCTGGG
AGAAATGGTCTAAATGGAGAGCCAGGTCCTGCAGGAAGAAATGGGACTCCAGGTCTACCA
GGAGCTGTTGGAGAGAAGGGTGACCAAGGGTTGCCTGGAGTACCTGGACCAAAGGGGGAA
TGTGGATCTGTAGGTGAAATAGGAATTCCGGGGCCACAAGGACCAGCTGGTCCTCAAGGA
AGGACGGGTCCTCAGGCCCACCAGGACCCCCTGGCCCATCTGGACCTCCGGGAACCAAAT
TCTTTGTAGAGGATATGGAAGGATCTGGGAAAAGTGAGACGCTTTTTGGAGCAAGAGACC
TT
>AU167994 ID   AU167994   standard; mRNA; EST; 621 BP.
CTGCACTGCGCGGCGGTAGTTTCCGACACTTTCACCTATTCGTTCTTCATTCTTCATCTT
CTCAGCGAGAAGCCATCATCGTCTACCTCTCAGGTACGGGATCTGCAGCCCAACAGAGAA
ATGAACTGAGGACACGGAGGAAGGCACCTGTTTACTGAGAACGTCCAAAATCCATCATGA
CACAGCAAAGAGGCTCAGGATTTGTCGCACTGTTGACTGCTGTCAACTGTTTTTTTGCCT
TTCCTTCAGCTGCAGCGATGGACATCCCACTGGAAGTCGAGCAGTTGCCCACCATCACGG
CTCAGTCTCCCGGCGCCGTAATCGCCCTGCCCTCCGAAGAGAGCTTCGCCGTGACGTGTG
AAGCTAAAGGGAATCCCAAGCCAGAGTTCAGGTGGACAAAGAACGGCCAGGAATTCGACC
CCTCCCTGGACCCCCTCCTGAGGAAAGAGGAGAATTCTGGGACCTTTGTGATACCCAATA
ATGGAAACCTGACAGAGTACCAGGGAACGTACCGCTGCTTCGCCTTCAACAAGCTGGGGA
CTGCAGTCTCTCAGGAGATTGGGTTCATGGTGCCGAAAATTTCCCAAGTTCCCAAAAGAG
GGGTTTTGATCCATTTCGAGG
>AU167995 ID   AU167995   standard; mRNA; EST; 684 BP.
CAAAATGAAAGGTTGAAGCATGTTTGTGTCAATAAAGGTTCCACCAACACTGTCGAGCGG
CATTAGTGTCAATAAAAAAGTGTTGCTGTTAGCATTAGCATCCAGTTTAATCTAGAAGTT
GTGGAATATTCTCTCTAACATGCCAGCAGCTTGTGTCATCGGTAAATAGTGTAAATGTTC
CGGTGTCCTAACCATGCACGACCCGGCTAAACGTTACAGACGGTTTGGAATTCTCCCTGT
TTGTGCAGACGTGGGGGCAGTTGAAGAAGCCGAGGTAAAAGTGAAGAGCTCGTTTGGTTT
TGAACCCAAAGCCTCCACAGATCACAACCACATTTGGCACTTTACCGCGTACTCTGCAAA
CGAGGAAGGAAAAATAACAAAAACCCTCTTCCTCGGTGACTGACAGGCATGTCAACCCAC
AAAAAAGTACACAAATAGTTACGCCACTTAACACGACTCCCACTACACAATGAGAAAGGC
AGACAGAAGCACTTTTACAAAGCTCTGGACCCGCTCGGTCCACGGCAAAGCTGCAATACT
TAATATATGGACATTTTTGTAGATATTTTTCTCAAATGTAATCTTAAATATATATATATA
TATATATATATATATATATATATATATATATATATATATATATATATATATATATATATA
TATATATATATATATATATATATA
>AU167997 ID   AU167997   standard; mRNA; EST; 581 BP.
GTTGTGAGTGGGCTCTTCGCCGTCAGCGTGGCGTGAAGCCGCCAATAAGTGAGTGAATGC
AGCGCTGCTCATCGAAGTCCAGCCTCCCTTCAGTTCCTGGATGTGAAGCAGCGGCGTTTC
CACATCACTTGTGACCACAGGCTTGTGCCCCCTTTTTCAGAAAGCCCCAGCATCTGCTAG
CAGTGATGTAAACACGGTGATGAAGAGCCTCGTCGGGAGGAGGAGCACTGACTAACTCTC
TTCCCCATTTCACCACACACTGCAGTCCATGTCTGTCCTTATAGGACTGCAAGAGTGCTA
TGTCATCCACCACGCCCCCTTCGGCCCAGCCCCCTAAGAAGGGAAGGAAGCTGGAGAAAT
CTGAGGTGATGGCTGAAACAGCCCAGGCTACTAATGAGGAGCTTCGGAGCAAACTCATGG
ACATCCAGATTGAGATGCAGCAGGAAAGGAGCAAGGTTTGTAAGCTCCGTGAGCGTCTGC
AGGAACAGAGGCAAGCTCGAGAGCTCGAGCAACACAAACACGCTGTAGCACTAACTGATC
TGCGCGCCAAACTCCACGAAGAAAAGCTGCGTGAGATAGCT
>AU168000 ID   AU168000   standard; mRNA; EST; 611 BP.
CTTCCAACAGCAGCCTCTTTAACCTCAGTGAATCTCTCATTTTTATGCTCATCCTTCTCC



TTTTTTTTACTACCCACACCGGCGACGATTGTCCCGGTCGACGTACGCACAGAAAAATAC
TAATGCCGGATCCCTTTGTCTGTTTTAGCGGATAAGGTTGTGAAAGACGTTCCTAAGATG
ACCTCATCAGCCAGCCAGCCGGACCTGCTCGGGGGGTGGGACAGCTGGACGGCTGGCGGC
ACCGCTGGAAAGAGCACCACCGCTAGCAAACCAGCTTTTACCAACACAGCTTCTGGTATG
TCGTCTATGTCAAAAGCCAAATCTCAGACTTTTGATCCGTTCGCCGACCTTGGAAATCTG
AGCTCCAATTTGCCAGGTTCTTCCAGTGGTCACTTTTCCAGGCCTTCCTTTAGCACAAAG
CCTTCCTCAAAGCCTCAGACTCAACCCTGGCAGTCTGACAAACCCATTTCGTCACAGAAT
AAATCCTGGATGTCTGCGTCTGGATCAGCACCGCGAGGAGCGGCTCCGCCTGCAGCCACA
CAGCCCACCAAACCCAACTACAACCTGAACTTCCCAAGCGTCATTGGTGGAAGAGAGGAG
AGGGGCGTCCG
>AU168002 ID   AU168002   standard; mRNA; EST; 731 BP.
GGACGCACAACTTCCACAGCCCAGCAGCTGACAAACTACCTGAGCAGAGAACTTCAGCCT
TCACCGGCCAGAAGATTGAGCATAAAATGGAGTTGCAACAGCCGTCCTCAAATGAAGCAG
ACCACCACAACCACAGGTTGCTGAGGAATGGAGAGAGCCCTCAGACAGCGCTCCATGGTC
TCAACATCATCAAAAGTGTTGCTTTCCTGTACCAGGAATACAGAGACACATCCAAGCAGC
AGGAGATTGAGCAACGACGGCAGCAAGAGAATCTGTATCCGGGTCTAAAGGGGAGACGGA
GGCGGAAGCAAGTGCCGGCACATCCCAGCCGACACTGCAGCTCCAGCTGAGGAACAACAC
CCACTCACTGAGCTTGTGGCAGAACTTGGAAGCTGTGCAGAGCAGCGGCCTGCTCAGCCG
TCTGTCACAAAATGAAATCAGAATGCAAGAGGCAATGTTTGAGCTTGTTACCTCGGAAGC
TTCATACTACAAAAGTTTGGAAATCCTAGAGACACACTTCCTGCGTAACCCCCGCCTGAT
TAGCACCCTCAGCCAGTCTGACACGCATTTCCTGTTCTCCAACATTGAGGAAGTAATGGA
AGCCAGTGAAAGGTTCCTGATGGATTTGGAGCACCGCATTGAGGAGGCAATTCTGATTTC
GGATGTGTGTGACATTGTTTTTCACCACGCAGAAAAGCACTTCAAAGTCTTCATCACCTA
TGTCATCAACC
>AU168004 ID   AU168004   standard; mRNA; EST; 727 BP.
CTGCAGAGGAGCGTACAGCAGCAGTGTTTGGCCCACACCAGGTAGAAGTCACAGTGTTGT
CACCCGCAGACCAGCGTTTTATGCCTTGGACACGCCACCAGCGCCAAGACCCTCACCACC
AACGCCATGGCACAAGCCGCCAAGCACCTCCGCAAAAACAAGGATTTAGAAGCCCAGTTG
GAGCAGGAGCGTAAAGAGAAGGAGGAGGAGAGGGTTAAAAAGAGGAGTCGCTCACGGGAT
AAAAAACGCAAGGCCCACGCTGTGCATCGCTGGCTAATCGATCAGGACAGTAGTGTGAGC
TCTGAGATGCCGGATGGCCAAGGAGTATGGCACTATGATGATGAAGCAGATGCTGGCAAT
AGTTTTCTTCGAGCAGCCCGATCTGGCAACCTGGACAAGGCCCTGGAACATATAAAAAAT
GGCATTGATATTAACACGGCCAATCAGAATGGACTCAATGCATTGCATCTGGCCTCCAAA
GAGGGCCATGTCAAAATGGTCCTGGAGCTGCTTCACAATGGAATTGTACTTGAGACCACG
ACAAAGAAGGGGAACACGGCCCTGCACATTGCTGCTCTGGCAGGACAGGAGCAGGTGGTG
ACAGAGCTGGTTAACTATGGGACCAATGTCAACGCTCAGTTCCCAGGATGGCTTCACTCC
GCTCGCAGTGGCTCTGCAGCAGGGACATGAAAATGTTGTTGCCCTGCTCATCAGCTATGG
CACTAAA
>AU168005 ID   AU168005   standard; mRNA; EST; 645 BP.
GCTGCTTGAAGCTGACGTCAACCAGTCCCGCGTGGCGGCGCTGAGTCAGAGCGGTGGTGT
CTGTGTGTGGGAGCTCGGCCGAGGGGGGGGCCCTCAGACGCTGAAGGCTCCAGAGGGGGA
GGACTGGCAGCTGGCACGCTGGGGAGAGGAGGACACGCTGGTGATTGGACATCAAAACGG
CGATGTGTCTCTGTACTGCTGCAGCGCCGACCCGACCTCCTCCTGCCTGTAGAAACCCCC
CCTCTGTAAACGGTTCTGTTTTAAGACCAGCAACATTTACTAAATGTGTTCAGAATAATC
GCCTTATGTATGCCCCGTTTCTTTTCGTTCAGCAAAATCCCACACTTTCATTTTGGCTGA
AATGAATGTTGAAAACTCCATCTTTTCTTGTGTTTCACTGCAGAAACAAATGTTTTATTC
TGCAGCTAAATTCAAAACTAGAATCTCTGCAGGTTGAAGAAGCTTTATTTGTCTGAGGAG
CTTTTATTGCACATGTCTCACAATCCATAAAGATTTCTGCTTTTATGTCACTGTCCTTTA
AGTACTACTGTTGAGTCATTTGTTGTTCTTTCAAATAAGATGTTATATTTAAAGAAAAAA
CTTGGATTAAAATCATATTAAACTTTAAAAAAAAAAAAAAAAAAA
>AU168006 ID   AU168006   standard; mRNA; EST; 416 BP.
CCAAAACAGTCTTGTCTGTTTTTCCAGGATGCCTTTCCAATTTTGCCCCCAGTGTGGGAC
AAAGTTGCAGCCTGGTTACAGATTTTGTCCATCATGTGGTGAGAAACTTTCCTGTGCGGC
TGAAGACTTTGGACCGGGAAGCTCCCCTGCTTCCACAAAAGCAGAAGTGGAGACAGCCAT
CACTAAAACAAACCTTGCTGCAAGAAGTTGTAAGCCTACGGAAAATAAGGTGCAGGAGGA
CATCGCCTCCATGAACGTTTCACCTCGCCCTCCACTGCGAAAGACCCGTAAATCGCTGCG
CCTGGACAAAGATCCCACTCCCCTAGTGCTACCCAGCGCTCATCCTGCCATAGTTGAAGA
AACTGCCACTATGAAAGCCAAAGTTGAATTTGAACCAACCATAGATGTTTCACCTT
>AU168008 ID   AU168008   standard; mRNA; EST; 736 BP.
AACACATAGCCGGTGCTATACTTAGTCTCGTTAATTACTGGGACATAACATCAAGAGGAT
ATGAAATTATGAGTACCGCTAAATTAGTTAAATCAAAAGCGACCAATCTGCTTTATACCC
GCAACGATGTCTCCGACAGCGAGAAAAAAGCAACAGTAGAGTTGCTGAATCGCCAGGTTA
TCCAGTTTATTGATCTTTCTTTGATTACCAAACAAGCGCACTGGAACATGCGCGGCGCTA
ACTTCATTGCCGTACATGAAATGCTGGATGGCTTCCGCACCGCACTGATCGATCATCTGG



ACCATGGCAGAACGTGCAGTGCAGCTGGGCGGTGTAGCTCTGGGGACCACTCAAGTTATC
AACAGCAAAACCCCGCTGAAAAGTTACCCGCTCGCCAGCAGGGGTTTGAGATGCTGTTTA
ACGAGGTCTACGCCCAAGTCTATGACCGGGTGCTTCGTGAAAAACAGCGGGAGCCGGAAG
CATGAACAGGAAGGCGTTTCTGGCCTGCGTGCTGATGTGCGTCATATTAACCGGCTGCGA
AACGGCGAAAAAAATCAGTGAGGTGATCAAAAACCCGGATATCCAGGTCGGGAGCCTGAA
GGAGCAACCTTCGGAAATAACCGTCACCCTGCTGACCGAACCGGACACCAATACCAATGC
GGGAAGGTGAATCAGCCGCCGTGGATGTGCAACTGGTGTACCTGACTGACGACTCAAAAT
TGCTGGCAGCCCTTTT
>AU168010 ID   AU168010   standard; mRNA; EST; 730 BP.
TTGAATTTTTTGTCAGACATTACAACGCCCAAACTCATGTATAAACTCAAGAGACTGACT
TTATATAAGAAAAAGAAAAAAAAAGCCAAGTACTCATGACATACATGCAAACAAATAAAT
CTTCATTCAAAAAACATTTTTTTAACTTAAAATCACTTTTTTTAAATTCTGTTTTATTTT
TAAGATAGAATATTTCATGGTAAGCATGCTTTAGATAGCTGTGGGAAGTTGGTTGAAACA
TTTTGGATCACTGTTCCTTTAAATTGTCAGAATTAGGCCTGGAAAGTAAAAAAATAAAAA
ATTAGCACTTAAACCAAACGGGTTGAAACCAGAAGTGAGCGCTTTGGTCCATTGGTGAAA
TTTAAGAACAACTTTCATATGAGGATGACTTTAACCAGGTAGTTGGGCACAACATGGAGA
GAAAAGAACACAAGCACTGTAACTTTTCTTCACAACAGCAGGTGGCAGTGTGATGCCAGG
ACTGCTGCATCATCTCATTTTTCTAAAGACAAAAGTGTTTTTATAATTCTACTGAATGAA
GTTCCATTCATAGTAAACACGTTGTTTTTTTTTTCAACTTGTGGTTGCAAAATGTAAAGA
CTTGGGTCACAAAGTTCTTAGGTTGATTATATGTCGTAAATCATGTCATGGACTACTGTA
ATAAGTATGCGCTGTGTAAAGAAGATGAACTGAAGGCATTGATGATCTCCACTTTCTGAA
AGTATTCTGG
>AU168011 ID   AU168011   standard; mRNA; EST; 598 BP.
AAAGAGAAGAAAGAAAAATGACAACCTTGTGTGAGGAGGGCAGGTCTGTGCTTAACGTGT
TTGGTGAGGTTATGGAAAAACATGGAGGGAATTATCAAAATGAATAAAAATGTAAGACAA
AAAAAAGGACAATATACAAACAATCATGACATCATGACATTGTTTTGAGAGCAGAATGCT
TTTCCATCTTTTTTGTGTTTTATGTGTTTATATTTATCTGTTTATGTGACTAATGATTAT
GTGTATAATATGTTAAAATGTAAGCATAAAATATTGTAAGATTGGGTTGCAATCAGTAGT
TTATCATTTTCTGTTTATCATGATTTATGATATTTTATTTGGTTTTTCAAAATAAAGTGA
AATAAAATCTATCAATTTACTTTTTTCCTACAATGTATTCATGATTTATTGTATTGTGTT
TTTTGAGAAACATTAAGGTTACTTTTACTAAAATGTGATATTTACATGCTTTATGAGAAA
TGCTGAGTCAAGTCGAACACAAGAAAAGCTGGTCTGACACCAAAGCGATGTGTTAACTTT
CTCCTGCAGCTTCTCAAGGATCACTTCTTGTTGGCGTGAAGGTGTATTTTTAGCATTT
>AU168015 ID   AU168015   standard; mRNA; EST; 406 BP.
AATAAACGCTTGTCGCATCATTTATTAGTTTTTTACTTTGTGAAATTGTCGACGTCATAT
TTGCATAAAAAAGAATATTGTGAGCATGGTGTTGGAATTGCTTTTAAGATCTAGGGCATT
AGTAGATAGTTCCACACTAAATAGTTTTTTAGTAGCTGGGCAGTAGGATGGAATTTTGGA
CATAGCCTAATTGAAGCTAACTAGCTAGGGGTTTGTAACGTAGCTAACAGTTCCTCCAAC
TTTTCTAGCTGCTTGACTGATAATTGATTTTGACTAAAGTTGTACGTTTTGGTGCCATAT
AAACTGTGAGAACCCAGCAAAGGCGTGTCATGTCGCCTGATTGCATCTTTTAGCAATGCT
AAATGTTAAGCTAAAAATAACGGCAAACAAAAAAAAAAAAAAAAAA
>AU168016 ID   AU168016   standard; mRNA; EST; 257 BP.
GTTTGTGCTGTCTCATCAAGTTCATCTCCTCTTTAGCCTTTTCCAGCAGCGCCTGCTTGT
TCTCAAACTCAGAGGAGTTCATGTATTGTCGATGCTCTGATACTGAGCATCGGAGAAGCG
AGCCAGAGACAAGAAAGCCTCAGTGCTGCTGGCTCTGGAGCCGGGAGTCCTGAGCTCCAC
GTTCCCCTTCAACCAGCTCCACTGCCCTCTGCAAGTATTTTTCCAGGATAACTCCAGGAC
TTTCCAGGCAGGTTTCA
>AU168034 ID   AU168034   standard; mRNA; EST; 740 BP.
GAAATATTTAAGACCCCAAGCGGCCCATTTCAAACACAAACTGTTCCTCCAAAAACCTGC
ACCTGGAGTTGGCTGCTTTGGGACACAGAACCCGAGGACTGACTAGAAGTGGGGAAGTTG
GGATACGTCCACACAGCGGAAAATACTCAGCTGAGCCTGCGCTACTGCTGCTAGCCGCAG
AGCTAACTGTAACTGAGCTGTGAACTTGCTTTCAAATCACGGACGTTGAAATTCTCTGCT
AAGCTCAGGCTCCGTGAGAATCCAGGGACTTCCTTAATGAATTATGTCTGCCACAAGCAT
TGACCCCCAGAGATCAAAGGGACAAGCATCTAAAGTACAAAATGGATCTCTGCATCAGAA
GGAGTCTGTCCATGATAATGACTTTGAGCCATACCTTACCAGTCAGTCAACGCAGAATAA
CAGCTACCAGTCCATCACTGATCCTTACCTGTCCAGCTACTATGCTCCTTCTATTGGATT
TCCGTACCCACTAAGTGAGGCTCCCTGGTCTACTGGTGGGGATCCACCTATTCCATACCT
CACACCCTATGGACCTTTGAGCAATGGAGACCATCACTTCATGCCGGACACCGTGTTTGG
GCAGCCAGGGGGTCTGGGAAGCAGCATCTACCCGCACAGGTTTAACTTTTTCCCTGAAAA
CCCCGCCTTCTCTGCTTGGGGAACAAGTGGCTCCCAGGGTCAGCAGACTCAAAATTCGGC
CTATGGTGGCAGCTACAGCT
>AU168036 ID   AU168036   standard; mRNA; EST; 474 BP.
CGCTTAAAGGCACAGTAAGAATGCACATTACAATTACAGAATAGAAGACTGTTCAGCGAC
CTTTTGTGTGCTTCTTCTTGTTGCTACACACTGTTCGCGTCTGTTTTTTTTTTTTTCCTT



TTCCTTTTGAGTACTTATTGCATTTTTTCCCATCACTGCGAAGACAATATGGCCCTTGCA
GTCCATGACCCATGAAGGGGGAATTAGATGTGCGTAGTTGCGTCCCAGCACGTGAGGTCG
GGTCAAAGGTGGGTGGTGTGAGCANCGGTGGCACTTAGGCCCGGGCATCATAGGCATCGG
TGGTGCGTAAAGGCGGGCGGNGGGGGCGTGTGGCGCCTGCAGGCCATACAGCGCCGCTCG
TGGCTTTAATCATATTTGAATTTTTACAAGTGTAAATATTTTTGTTTTGATTGCTTGAAA
TAAACCATTTCCAAAACCAAATCTGTAAAATCAGGGCCTTCCATCCATCTGTTG
>AU168037 ID   AU168037   standard; mRNA; EST; 735 BP.
TTTTTTTTAACAATATGAAGTAATATTTATGCCATCACGTTGCAAACAAAAAATCTTTCT
AAGTTGCAAATAAAATATTAAATATTTATTTACTGCTTTCAAATACTTTTTATGTGCTTT
CAGTTTATTTTCCAACTTTTTTCACTTTCAATTTTTCTTTTTTGCTTTCAATGTTTGTTG
TTTTTTTTTGGCTTTCAAAAAAGATTTTTACGTTTGCAACCCAAATGTTCTCGCATGCGT
TCTGCGTCTCATCTTGCTATTTTCCTATCTTTGATTTTGCTCACGTAAGTTTCGGTTTAG
CGTGAAGCAGCTGCCATCAAACAGCCTGCGTTTGTGTTGCAAATGCAAAAATAGTTTTTG
AAAGCAAAATAAATAAATAATTGAAAGAAAAAAACATACAGTTGGAGTAGGCATCAGTTT
CTTACATCAAACCAGCTTTGTGGAGGAAACTGTGCAGCTCAGAGGGGAAAACTAACGCTA
CATTCTCACCGGCCTGTGAATGCTCGTATATGAGCATTTTGGCCTTCCACCTTCAAACTC
TTGTGTTGATGCTTCGCTACACAAGTTTGTACGACCATTTTCAGTCAGGCATTGAAAATC
GATTCAGGTTGAACTTTGACCAATCAGGGGCTCGGATTTGGTAGTGACTTGTGATCCTGA
AGGAGAAATGAAGTGTTCGGTGTGAACACCATATGCTGAATGTGAGTCTTATGCCTGGTG
TGAACGTAGCATCCC
>AU168039 ID   AU168039   standard; mRNA; EST; 540 BP.
CTTCTCTGATGGGACGCTTCTTCACTTCTTGGACTGCTAGCCAGAACCTCAAATTTTCCG
AGCTAAACTCAGACTCAAGAAACTTGAGGAACTGCTCTCTTCCTACTGGGATCTTTGAGA
ACCTCATCAATCCCGAAAGCCCACCTCTTTACCCTCTGCTGGCCTGGTTCCTTACTGGCT
TCAAGCTCCCAGAGTGTGGTGTCATCTGAGATCCAGGGGTTGGATGGGTCTGGAGGCGTG
AGGAAGGGGTCGTATTCAAAATACTGCTCAGTGTAACCCACCAAACTCTCTGCCACTTTG
GACATTTTCAGTCGATGCCTGTCTAATTGTAATTGCCAAAAGGTGATCTGTTGCTGCAGT
TCTTCTTCTGTTGGCTGCTTTGCCTCGGGAGCGGGGGTGTGCGTCGGGCTGTGGGTGCGG
ATATCATTCTGCAGCCCGTACACAGACTTTCTGGTTTTGTGTGGATTTTTCATTCTGGAG
GACTTCTTTATGTCAACTTCTGTTGTGTTCACACATTCAGGCACTGGGTCTGTGCACGTC
>AU168043 ID   AU168043   standard; mRNA; EST; 309 BP.
TAAATGTTAACATATCAGTGATCACATCAAGATGTTTGTCTTTCTAATGAGTAAATAGTT
TCCGACGCAGTTCCGTTAGCTCAACAGCTGCCGTTGTTGTCAAAACGGACCGTTTAGCTT
TAGCCTTCATGGCAGAAGAGATTCTGCTGTAGACCCATTTAAAAGAGGTGACAGTTCGTT
AGCTTAGCTGTGAATAACGGCTGGAACGTTATGCCGTGACGTTTGACGAGTTGGGGATTT
ACGGAGCCCTCTGGCTGATTTGGTGGACCATTAGCTGGGAAGCTAATTTGGCGTTAGCAT
GGCGTCAGA
>AU168045 ID   AU168045   standard; mRNA; EST; 700 BP.
CGGTGGTTTGGTTAATGAGTGACGGTGCCTTTCAGCAGATCTTTTGAGCAAAAGTTGCAG
ACGAGCACATTTCCGGCTCCCACCTTCCACCTACTCGGAGCTCATCCTCGCATTTCAGCA
GCTCACAGCTAATGCTATCTGTTTTAAAGCCTTGGCTGTTTACACACACACAAACAAGCG
CGCACGCGCTGCCGGGTGCAAGAGAGCTCGTAAATCTAACGTGGCCATAAACGACAGTAG
AAGTGTGGTGAATAATGGAAGCAGAGGGAAGCGGGAGAGAGAGGGGGAACGCAGCTGCAA
ACTGCAGGTAAACTCAGCTTTTCGGCCTTTTCCTCTCCGTTTCTGCGCTCCTCCGGCTCC
TCTTCTCACTCTTCACTTACTTTTCTAATTTTCCTGTTATGCCTAACTTTTACCTTAACT
ATCCTAACTTTTTTTCTGTTCTGTTGGTCAATATACAGAGCTCACAGCAGCCAAAATAGG
TTTTTATTTAACCTAAAGTTGGAAAAAGTTCACTTGAGTTAACGAACAACTCCTCTTTTT
TCCACACAGAAAAAAGAACTCTGATTTAATAGCATCAGTTTCTGTTTCTTCATTTTTAAT
GTTCGGATTAATCATTCTACGGGGAAATTACTTTAATGGTTTTAACAATAATTTTGTTGC
GTCTTTCCTGCTAAAAAAGTAGCACAGCTGGAAACGAAAT
>AU168048 ID   AU168048   standard; mRNA; EST; 768 BP.
CGGCGGCCGCGGATCCTGCAAATGAAATAAATGTAACTTACACGGACATGTCACTCATTT
CAGCAACAGAAAAATTCAAATACCTCGGTATGTGGCTTGACCCCTTACTCCCTTTTAGTG
CTCATATACAGTCCATTGTCCATACAATTTCTTATCGTTTTAAAATTACTTTATCTATCA
AATAATTGTTTTAGTTTCTCAGTCAGGAAGAAAATGACCTCACAACTGATTATCCCGACT
TTAGATTATGGTGACATAATATATCAAAACACCACTCTCACTAACATCCGACCACTGAAT
GTTATTTATGACAGCTTGTGTAGGTTTATTCTCCGTTGTCCGTTTAGAACTCACCACTGT
CTAATGTATCAGCAACTGTCCTGGCTTCCCCTATCCTCCTGACGTCAACTTCACTGGCTA
TTGTACATCTTCAAATGTATTAACCTCAGTTACCCAGAATATCTCAAACAATATCTAATT
CCTTTTCAGTCTTCTTATAATTTATGTCATGCAGATCAAATATTTTTTGTTGTTCCAAGA
GTCAAAAAGGAAATTGGAAAATATTCATTTTATTACAAAGCACCCTCTGACTGGAACAAT
CTTCCTCCATCTATTCGTTCTTTAGCCTCATTCTTTGCATTTAAAATGCCTGTTTAGAAC
ATCTTCAACACTCATGTAACTGTTTTTGATTATATTTGATTTCTTTCCTGGTTTTTATCT
CATTACCTTTAAACTAACTGCTAAGAGGTGAAATAAATGTCTCTGGCT



>AU168051 ID   AU168051   standard; mRNA; EST; 740 BP.
CACAGTCATCACACAGCAGTAACCGGCCCGGATCTGTGGCTTGGCCACAAGCTTCGCACA
CAGTACACTCCAAACAACGCCAGCCTTTACTTAGCACCACCTTATTGATCTTTATGCCAA
CACAGTAACGGATGATAGCACTGGCCACACTGAGCGCAGGCCAGAAGACGACCCTCTGCA
CCGAGGCCAAAACTCCCACACACCACACACATGTCCTGTTTCAGAGTAAAACTGTCATTG
CTGGAAAAAATGACAACTGTGTTATGCATTGCATTTTCCTCCTCTTCCTTGAGCGGGTAC
TGCATTTCAAATGTTGTCAACCCAGGGTTGATGCTGGAGCTGACTCCATTCTTTCCTCTG
GCTCTGCCGCGCCCAGCTCGACCCGACAGACCAGCTCCTCTTGGACGCCTCCTCCCAGGG
AAGCCCGAGCCTCGACCCACTCTGATGCTCCACCCGGGGCTGTATGAAGGCTGCCTGGTC
TTTGGGTCCCAACCCTCTGGCTGGTCTGATGACCAGGACAAGGGTGAGCTCACACTGCTA
TGAGGGCTCCATGCACCCTGTTTGACTCGTGGCCTTCCAGGAGAAAACTTCCTCTTTGTA
ATGGCTGGCTTTCCCATACCAATTTTTGGGGTAAACGGAACAAGGGCTGTTGGAGGTATC
ACACCGCTGCCGTCATCCAGTGAGGGCAGAATGTGGGTCTGGGGGGCTTCTTTGAGTGGG
GCCATTTCGAGTCAAAGGGG
>AU168057 ID   AU168057   standard; mRNA; EST; 764 BP.
TTTTTTTCTTGTTGTCAGGGCAACACGAGCCACCCCAACCACGGCAGCATGCAGGTCTGC
TACCCGAGTCTCTCATCTGGGCCTACATTGTCCAGCTCAGCTCAGCGCTGCGCACCATCC
ACACTGCTGGCTTGGCCTGTCGGGTCATGGACCCCAGCAAAATTCTGATCACTGGCAAGA
CGAGGTTACGGGTGAACTGCGTTGGGGTTTTTGATGTTTTGACGTTTGACAACACTCAGA
GCAATCATCTTGCCCTGATGCCACAGTACCAGCAAGCAGATCTAGTGTCTCTGGGCAAGG
TGGTCCTGGCTTTAGCCTGTAACTCTCTGGCTGGAATTCAAAGGGAGAATCTGCAGAAGG
CGATGGAGCTGGTGTCTTTAAACTACTCCTCAGATCTCAAGAATCTCATCCTGTACCTTC
TGTCTGAGCAGTCCCGCCTGCGAAGTGTCAATGACATCATGCCCATGATTGGAGCTCGCT
TTTACACCCAGCTGGATGCTTCACAGATGAGGAATGATGTAATCGAGGAGGACTTGGCCA
AAGAGGTGCAGAATGGCCGTCTCTTCCGCCTGCTTGCCAAATTGGGCACCATAAACGAGC
GACCAGAGTTTCAGAAGGACCCGACGTGGTCAGAGACGGGGGACCGCTACCTGTTGAAGC
TTTTTTCGAGATCACCTGTTTCACCAGGTGACAGAAACGGGGTCGCCCTGGATTGACCTC
AGCCACATCGTCTCCTGCCTCAACAAACTGGATGCAGGCGTTCC
>AU168059 ID   AU168059   standard; mRNA; EST; 727 BP.
CGGCTTCAGTAGAACTTTAAATGGAGGCAGTNAGCAAACCTCTGTCAGTGCCTTTCTGTC
TGCAAGATGCTGACCTCAGCAGGGGATGGCCTGAGCAACGGTAGACTGCTCTGATGGAGT
TCCCAACGGGGCTCCTCACTCAGGCCAAAGTAAACGGGGAGCGGGCCCCTCTTANTCGAC
AGGTATCTCAAGTAAGCTGCAACTCTCTGATCCTCCACCCACGGGGCAGCTGCTCTCAGC
ACCGCTGGTGCCACTCCATGCTGAGCCGGGCCACCACCAGCCCAGAGCAGCCGTCCCGCA
GTCACCTGGACGACGACGGGCTCACCCTGCACACCGACGCCATCCAACAGAGGCTGAGGC
AGATTGAGGCGGGTCACCAGATGGAGGTGGAGACTCTGAAGAAGCAGGTGCAGGAGCTAT
GGAGCCGCCTGGAGAATCAGCAGCACGCCGGCTCCCACAGAATCAACGGGGACATGGGAG
ATGAGCTGACCTCAATGACAGACTCTGAGTACAACCTTGATGCAAACTGCTTGTCGCGCT
GCAGCACGGAGCTCTTCTCTGAGGCCAGCTGGGAGCAGGTGGACAAGCAAGACACTGAGG
TCACGCGTTGGTACCCGGATCATTTGGCTGCCCAGTGTTACGGCTGCGAGAGCAGGTTCT
GGCTTGCTACCAGGAGGCATCACTGTAGGAACTGCGGTAATGTGTTCTGCGCCAGCTGCT
GCGACCA
>AU168060 ID   AU168060   standard; mRNA; EST; 590 BP.
GTTCAAAATAAACGGACAGATATGATTGTCCTCTAACTTTTGTGAGTGTCGTTCTCAACA
AACCAGCGTTGTGCGTTGCATGGGGCACGGGGAGCAGATTGGGACATTTCCAGTGTGGCC
GCTACTAAGTAAGAGGATAGTGAATTAAGAATCGGGCGCAACGGTTCTTGCCTGGATAGT
AGAGGGTGGTGATTCAGTGCTTGCTATTAGTAATTGATGCACTTTAGTTCTGCTATCCTG
ACATATATGGCAGAGTATGGAACGCCCTGAAACTTGTGAATCGGCGCTCCCGCTGCCAGC
AACCTAAAGCGTGTTTTGGATTTAGGCCCCCTCTGCAACTGAGTTTGACCCCCCCTGTAA
TACGAGTCTAGAAAATTCATGCATATTTTTGTGTGTAAAATGAGCAAATAAAAATAGGGC
ACACAAATGTGTGTGTATGTGGGGGGGGGGGTAAGGAAGGTTTTTAGCAATCAGGTCCTG
TGGCGCCCTTCATACCACTTAATGCCCACGAAATAGCCCTCAGTCTCAAAAAGGTTGGTG
ACCCCTCCTTACGAGGTTCTCTGTTCTGTTAGCCGTTTGTCCTGTGCTTC
>AU168063 ID   AU168063   standard; mRNA; EST; 740 BP.
TTTAATCTGAAAGGCTAACCCCATATTTAAAGATAAGTATTTTAGTCAAATATATTTAAC
GTCGATTTTCTTTTCTTTTTTATACAAAACGCCAATATTTGCCTTTAGCTGATAGTAACT
GTAGGAATTCTTCAGAGGAGCTCTGTGGGCTTTCAGAGATGTAAATACAAAATGAAAAAA
ACAATAAGAATATACTCTACATAATATAATTGGCTGCAGTTTATGCACAAACCACTTTGC
AGAAACTATACATTTTATCGAAAGTCTCTTGTAATTTCTTCTCAGATGAATTTATTACAC
TGATAGAAGACACCATGCAATTATATAATTATAAAAGCTGATATAATATAAATGTTCCAG
CAATGAGGCTATGAACAAAAGAACAATTGAAAGATTCTCTTTATTTCCTTTCATTGAAAT
GTCACAGTGTCTCTTATCAGGGCTATAAGTTTGTTTCAGTAGAAATTAGACACTTCAGAT
TTATAGTTTCTGCATTTCATTAGAACCAGAAAATGCTGCAGAAATAATCTGAGAGTATTA
TTTATGTTTTAAGGTGTGTCTCCTGGTACAGAATAACTGCTGTTCTTGTTTCTGGCTGCA



GACGGCCTTTCTGACCCGCGCAGGGACACACGAAGGGTAACAACATGCGTAAAAATGTCT
TAACTGTGATGCGTCTCTTGACCCCCTGTGCCAACACATTAGCTAGGCTGTTGATACGAA
GAAGCATTCTGCTGACACTG
>AU168064 ID   AU168064   standard; mRNA; EST; 728 BP.
GTTTTTTTTTTTTTTTTTTTTGAGCTGAATTTACTTTATATATGTCTGCCATCATCAGAA
AAATACCACAAGAACATGTTAAAAACACAAAAAATGTGTCTTTAAGTCTAATTAAAGTCT
AAAAGTTCAGTATAATTATTTGCAGATGTGTTGTCCGTTTGCTGTAATAATTCACATTAT
TGTGAGCTCCCTTGTCCATCATAAATTTCCCATTTTACAGCATACCCTTGTATTATGTAC
CCCATTATGAACCAAAAACGTCCTGCTGAAGTTGGCAGAATGGATCTCTCACCTGTCTTT
GTTCTCTTTCCTGCCAACACTGAAGCACACACACAACATTTAGTTCCCCTCTATTGTATT
TCAATAGAAACAGAAATCTTACAGCCTCAAAAGATGGCACCAGATCTATCTATGGCTATT
CAAGACTTATATACTTCCTACGATCGGAAAAGCTGCGCTGTAAACATTTACTCAGGAGAA
ATCCAAGACACATCCTTGAAACGTGAAAAGAAAAGTCTCGGATTCGCTCAGGAAAAAAAA
GTGTTTTCTCCACGAATGGAGACATTGTAAGGAAGGCTGTTTTTCTTTTTATTGTGCTCA
TTTCAATTTTCAACAAGAAAATAAAGAAAACTTTTGAGGGATGCTATGGCGGAGCATTCA
CTCGCAAGCCCCCTTTGCTTTCTCTCTCCTGAGTCATTCACTAGAAGAATGCAGCACAGT
CTTCCTTT
>AU168066 ID   AU168066   standard; mRNA; EST; 762 BP.
CATAGGTGTGATATAAAATGTAGAAAATACAAATATTTAAATCTACAAATTAAAGAAAAA
TAATTAAAAACGTTTTAGGTAGCACTGCGGCAGAGCGCCCTCTGCTGTCAAAATAAATAA
CTACTAAGTACATCAACTGCTATACTCCCACCATCACAATACTAACAGTATGTGATTCTG
AATAGAAGCTAATACTATAAATAAGCATTAACAAATACTACTCTGCTTCAAGTAAGAGAC
CAGTCTTGTGGACTGGTCTTTCCAGAACAGTCTTGTTGGTACGTGTTCCTCCTTTATCTT
CAGTAGAGTCACCAAGAAGAAGTTTAACCCTTCTGACCTTGCCGTCGGCTCCTGGAATGA
CTTCTATGACTCTGGCGAGCTTCCACTGGTTTCTTGGAACACACTCATCTTGTAACAAAA
CGATGTCGTCCACCTTTGCATTTCTCCTGGTCTTGTTCCACTTACTTCTCTGTTGCAGAT
TTAACAAATATTCCTTTCTCCATCTAGTCCAGAACACATTTGTCAAATACTGCACTCTTT
TCCATCTTCTCTGCAAGTAGAGATCCTCTTTAACGAATTCTCCAGGTGGTGGTGAGATTA
CTGTTGATTTCATCGTCAAGATGTGGTTTTCGGGGTCAGCGCCTCAGGTCCAACAGGATC
GTTGAGGAACTCCACAGTTAGTGGTCGACTATTCACCACAGACATAGTCTCATACAAGAA
TGTTCTCAGTGGATGAAGTATCTAATCTTGAGGCAGACTCAT
>AU168072 ID   AU168072   standard; mRNA; EST; 744 BP.
TTTTTTTTGGTTCTTTACAACATTTTTATTGCGTCCCTTTATGAAAGATTTAGAAAATCA
ATTGCAAAGGAATCTGCACAAGACTTTTACATGAAAGAAAAATAAATAAGTGGTTATAAA
TAAAAAGTAACGTGTCTCCTTTTATACAATGTAAACACAGACGGCCTTAAAGAACACAAA
GTCTTTTAGCATAAAAGAAAATTAAAATACTATTTTAAAGACAACTGGAACAACATCAGA
CAAAATCCTACATTTGTCAGCTAAAATAAATAAATTACCCTTTATAATTCCTCCTAAATG
TCAGTGCACTCAACTATAAATATAAAGCACAGCCAAAATGCAAATACTGGACAATATTTT
CAGCATAATAATTCAGGACATACAGTAAGTTAAATCTTAACATCATGAGATCATTTGAAA
ACATGGAATATTTGTATATCTCACAAAAATGCATCTAAAATGATTTTCAACCTTTCAGGT
TGATTTTCAGAATGTTTTTCAGCAGAAACAGGCCGTTTTCTGTTTAATTACACTCCAGAA
TATTGTGTGACTCACAAACACATAAGTTTGCCTTCCAGTACAACTATACTCCTCATGGGT
GTCGGTTAGAATCCTCTCCACCATAAATATTCATGACCAAATGAACAGTTGACTCCAGGA
CTCGTCCTTTCCGTGTGCAGCCGTCGTCTCCTTCCAGCCGCGGGATAAAANGGAACAAAG
AGGATGAAGAGCCGGCAAACTGAA
>AU168073 ID   AU168073   standard; mRNA; EST; 764 BP.
TTTTTTTGGGGTTTCCTGTATTTTTATTACATCTGGAAGACGGACTTTTGAAAAACAATC
AGAACCGAACCAAAGAACCACACCTTTCAGTTCGTTTGGTACCAACGTTTTACAAAAGGA
GCTTTTTTCTTTTAAATCTCACAAGCAAATATACAAAAACCTTTACAAAAATGTACAGCA
GCCTTTAATATTGCCTGAAATATTATTTTACATTTCTTCTACTGTACAAAAACACTATTT
TATGTACATTCAAATAACGTATTACAGTGAAATATTTAGCAGCTGAAACATGGCGTGTAG
CTGAGAATTTGTTTCCTTCTGTTTTTCTATGTTGTGGCGTGTCGGCCCTGCGGCGCCCCC
CCCCATCGCTCTGGGGAGAAGCTTCCAGCATCAAAGTGTTGGACTAAAGCGCAGAGCTCG
GATGGTTCCGGTTGGAACTGCTGCTTCACATTTGACCCGCATCGGTCCAGCTCCTCAAAC
CCAGCTTCAGGACAGAGGAAGGGCTAAAAGACCCAAACCAGATGCTGTCCCGTGAATGTG
AGGTCCCGTCTGGTTCATCGTCTGCAGAGCAGAGCGACTGACGTCCTTCATCTGCTGCAG
CTTCCGCCCAGCTTGCTTTGCTTCAGGGACCTGGAGCTGCTGGCTGACGGAGCGTCTTCG
TGTCGGCGCTTCTGCGTCGACGGTCCTCCTCCTGAGCGCGAGGCTCCCTCTGGCACCTCG
GATGACCCCCGTTGACCTTCGTCGGTTCCTCCGGCGCTGCAGCC
>AU168074 ID   AU168074   standard; mRNA; EST; 782 BP.
GGCTGCTTTCTCAACTGTGCTGTCTGGGACACGACTGTGAAGGTCCTTGGACACAGAGAG
CAGCTTCTCCATCTTTTCTGTGAAGCTCCTCCAGTCCTTCACAGTGTCCTCCAGCGCCCT
CTCCTGGGCTCGGGCCACGCTGCGGAGCCTAGTCCACCGTTGCCATAGTGACGACACAAC
CTGACTTGTGACAGCCTTCCCAGATTCAGAGATGATTTGCTCCAAGTCTGTAACGTACTC



TTTTAAAGCATTTAGGGGCAGCTCCAGCGTGTTGATCGAAGCAACCAGAGTCTTGTGCCT
TTGACTCTTGCCCTCAGCTTCAGTGAGACTGACAGCTTTAGCTGTGGTGAACGTGGCCAT
CTTGCTTTCTGATTCATTCATTTGCTCAACGAGAGTCTTTTTCTCACATTGGAAGGAGCT
CCACAAAGTGTTGCACCTCTGCAGCGCTCGTCTGAAAGCATCCAGCTGCTGTTTGACCTC
TGTTTGCTTCTTCTGCATCGCCTGAACTCCTTCTCTGAACGCACTCATCCCTGCTTCCTC
CACAAAGTCTTCCAACAGAGGATCCAAAGCCTTCAGTTCCTTTAAACCAACTGCAAAGTT
CTTCTCCAGGACGCAAATTTCATCCAGCTCTTGTAAAGACTCTGCAAGATTCTCAAGCTC
CACCTCAGAACTGAGCAAAGCCTCTGCAGAGTCCAGAAACTCCTGCATGGACTGCAGAGA
TAAGTGGTGTCTCTGGGACCAAGGAGAGAGCTTGAACTGCAGCCAGCTGCTTTGCATGAA
TT
>AU168076 ID   AU168076   standard; mRNA; EST; 502 BP.
AGGAGGTGCTGCAGCCGGTTCTTCAGCAGGTAGTTGTAGTACACGACGTAGCGGCGCTGG
CTGGGGATGGTCACGCCCTTCTTGTCGCGGGTTCGGACCTCTCCGTAGAAGTCCAGCGCC
TCCTGCGCCTCCCTGAACTTGCCCCGGTGCAGCAGGTAGGCGCAGATCATGACGCCGGTG
CGACCCTTCCCCGCCTTGCAGTGGATGGCGGCCACGTGATGCTCGTTCTCGCTCAGCCAC
TGGTCCAGGTCCTCGCAGAAAGGCTTGATGAGCTCCAGCTGGGGCGGGTTGTGGTCCTCA
AAGGGGTACTGGGCCACTCGACAGTTGAACTTTGTGGTGTCGTAGTGTCGCTCCGCACAT
AGGTTGTAGATCTTGTAGTGATTTTTGTGCTTCGAGTCCAAAAACCGAACCACGTCGTCG
ATGTTGTTCCTGTAGACGCCCTCCAGGCGCTCGGCGGGGAAGCCCATGGCGATGATGTTG
GGGTAAATGTAAGTGAGGTCCA
>AU168078 ID   AU168078   standard; mRNA; EST; 747 BP.
CACATTTAAAAATATACCTTTTTGAGTTTGTACTTTTCAGCATTTAGTGACATTTTGAAT
CGTCTTTTGTTTTCTGCCAAAAAAAGAATGAAATGCCAGCTACTTTGAAAAAAAAAGTGT
CGTTTTTTTTAATCTCCTGAACATAAATTTGCACTTTTTTAGACAGACAACAACATTCTA
AGTGCAGTGCGTTGCTATTTTAGGAAAAATATAAGTCCAACAACGACTACTTGCTGTGAC
TCAGCCATTTGAGCCGTCAAGAGCAACGTATTGAACATCTTTGAGCTCGGTGGACCACAC
ACACACACACACACACACACACACCTTAATATTTTACTGTCATATCTCACTCCTGTGTGT
GGCTAAAAACCAAGAAAAAAGGTAATGCATTCATCATTAACCCCACAAAGAAATGAAGGA
TTGTTGTTCTGCCTCTGAATCATTTAGTGCGAGCGGAACTTAAAAAGCAAATGTGGGACA
GGCATCTTAGCTCTTCATGCATCTGTGCTTCTGCAGCCCTTCACTGCTCCACTTTTGCAC
ACGCAAACCTCCCTCAGTTTAAATTTCAAAAGACTGATGCTGAATCTCAGTTCCATCCCT
TAACTTTAATCCTTTCCCTTAACGTTTTCCCCTTATGTCTTAATTACCCATCCTGATAAA
AAGTATGCTTTTGGTGTTTTTAACAAGTTCTTGTGCCATTTTTCTGATGTTGGACGACAT
ATAGTATAGAAAGAAAATTAAGCTTAT
>AU168080 ID   AU168080   standard; mRNA; EST; 50 BP.
GTCGGGCTGCAGGAATAAGTTAACGTGGTTGCTTTTTTAGTTGGTCATAT
>AU168084 ID   AU168084   standard; mRNA; EST; 110 BP.
TGGAGTTCAGACTACTGTATTTAAGTGTTTTAATGTATGGCTCTGTCTGCAGTCAGTTGA
TTTCTCTGGCCTATAGGTGTGGTTGAGGCAGATCAAATCTGACCATTTCT
>AU168087 ID   AU168087   standard; mRNA; EST; 90 BP.
TTCTAACGCTGTGAAAATTGTGGAATGTGGATGGCTGGTGACCATTGTGTTTGATGTTAC
GAAGGTTTAAAATGGAGACAGGTGAAACAC
>AU168088 ID   AU168088   standard; mRNA; EST; 240 BP.
GATGGCCTTGTGTGATGCGGCTGCAATGGCCCAGAGGGCTGTGCCCGACAGCCCAGCCCT
GCCTTTCGCACTGCGTGACAGCGCACAGCCCGCAGCTGCACCTACGCCCCAGACGCCAGA
CAAGCGTCGGATCGCTGACGAAACACAGTTTTCCAAGAAGAACGGAACCACGTTGGGGGT
TGCCCATCGTGGTCACAGCTGAAGGAGGACGCGTTACCACTGATGACAGAGGGTCGACAA
>AU168095 ID   AU168095   standard; mRNA; EST; 450 BP.
GGGATGACACTTTTGAGAGGTGTCTCAAGACTTACGCCATCAAGAGAGCAGTCCTCGCTC
CAGGCTCTAAAGGCCTTCTTTTGGAGGACAATCCCTCTATTCGTGCCATATCCCTTGGCC
ATGGCCACATTCTTGTAGGAACCAATTTTGGAGAGATCCTGGAGGTGGATAAGAGTGGAC
CCATTACTCTGCTGGTCCAGGGTCACATGGAGGGTGAAGTGTGGGGCCTGGCCTCTCATC
CTCATCTACCTCTCTGTGCCACTGTCAGCGATGACAAAAACCCTGCGCATATGGGACCTG
TCTCCCAGTCACTGCATGCTGGCTGTACGCAAACTCAGGAAAGGCGGTCGCTGCTGCTGA
ATACTCCCCTGATGGTAAGGCTCTAGCGGTGGGGCTGAATGACGGTAGTTTTCATCATTG
TGAACGCAGACACCTTGGAAGACCTGGTGT
>AU168096 ID   AU168096   standard; mRNA; EST; 190 BP.
GAAAGACGTGCAACTGATAGCTCTACGGGATCAGAGTGTGTGGAAGATGATGCAGCCTAT
GACCCGGACGATGAAACCATCGTGTGAAGATATGTCACAGCAGTACAGCCGCAATAAAGT
AGACCTGTTGCAATAGAAACACAGAAATTTTTTTATGATGGGGCAGATGCACCCTGCGGT
CTACTACTGC
>AU168098 ID   AU168098   standard; mRNA; EST; 361 BP.
GAATGCGCGTGCTTCGAGGTTGGAACGTGGGACGTGCCAGATCTGATGAGCGTCCTGCTG
TTCGTGAAAGGCCTCTGTTCAGGAACGGTACCCATCCTCGACCCGGAGAACGTCAATGAC



TACTGCCGTGACTGCCTATGTGAAGGCTTGTGCCTACACAGGATTAATAGAAGGCTCAGG
CTAAGGGGTCTCCACCTCAGACCGGCTACGAGATGAATGGTGACGACGTTATTACCATGA
AGGGAACCATTATGAAGCGTTATCAAATATCGCCTGCTATATGACAAGGCAGACCTGTCC
TTCTCTGATGGAAAAACAGACGCTGACCTACCTTTTCCTCTATACGAGGAAGACCACTGT
A
>AU168101 ID   AU168101   standard; mRNA; EST; 280 BP.
GCGTGGAGGTCACTGGTGAGCCATGTGGTGGGCGGAGCCGAAGGAGACCCGGCCCACGGG
GCAGCATTCTTCTTCAGAGGGCTGCAGACCGTACTCTGATTCCTGGAGATGGAATCGGTC
CAGAGATCTTCACCTGCTGTCATGCATTTTTTTTGACGCTGCTAAGGCGCCGATCAGGTG
GGAGGAGAGGAACGTCACGGCGATAAAAGGACCGGGCGGCAGGTGGATGATCCCTGCAGA
TGCCAAGGAGACACATGGACCCGGAGAAAGATCCGGCCTG
>AU168103 ID   AU168103   standard; mRNA; EST; 460 BP.
GTGGAAAGCTGTCTGCGCCAAATTCACCAACGCCCAACAGCTCAGCGACATAGAATGACG
AAACGACCCCGAAAACGACCCTTTGCGATCCAAATACAAGGCAAGGGAACTTCTGACAGA
GATATACTGCTCGCTGAAGAACTTTGATGGAGGAGATGGCGAGGAGCACGACGACGGAGA
GAGCAGTGAGCCCGAGCCGACGGAGGAGCCTCTGGACGGAGAGAAGCCCGGTGGATCTGG
ATGCGTTTCAGCCGGGTGATGGAGCAGTTGATTTCGCGCGCGGGGCTGTTTAGCAGTCCA
GCTTCGCAACTGCGGAGCATTATGTTGGGTCGGTACCACGTTGGACTCAGAAGAGTTTGA
ACGTCGTCCCCGCACCCTTTTGCCGAACCTGCCTGAAGAATTCCGGTTCCCATGCCTTAG
TGTTAATTTTTTTAATGCGCTGTTTGTATTATCCCTTTTT
>AU168104 ID   AU168104   standard; mRNA; EST; 400 BP.
CTGATCTTCTGAGGACCATCAATGCTTTTAATGCAGGAATAGAGTGTAAACACGTTTGTC
CAGACATAAAGACAAACAGCGACAGGAAACTAATAATTCAGCTAAAACAGTTAGTCTGCT
CTTTCATAGACGGATTATCCAGAGGACATTTTTGTTAATGCAGGGGTCCCCAACCTTTTT
GTCACCACGGACCGGTACAACGCAAGACACGTTTACCGTGAACCGTGGGTGGCATTTTCT
CTTTAGTGGTACTAGTAACACTAATAATAACGAACGTAAATCCACTGTCTGAATAGTACT
AATATTATAATATTAATAATCGTGACGTGACACCAACATCAGCACATGACATGCACAGGC
ATTTGGTGTCGCGACTTTGACGTGCCGTTAAGCGTGACGG
>AU168105 ID   AU168105   standard; mRNA; EST; 610 BP.
CTTACCTTGCCAACGCCCTCAGTCCAATGGATTGCGTGGGGGATGTTCAGATGAAAAGCG
CCACACTAACACCGACTACTTTGGCTGATCCAGTGCCTACTTCCCTCTCGCGATTTGCCG
ATCGTAGCAGAGCGGCGCATGCTAAACGAAACTAACACCATTTTTTGCATCAAACAACGC
CAACACGGGCTGGAAGGGCAGTACTCTGACCAATAGAACGGCTTACAACCTATACTGGGG
CTGACAGAGATATTATTAGGCTTCGCTGCCTTGCTAGCCCCGCTTAACCTTATCTAGCGC
TATTACTGGACCCAACCTGCTTGGAGACCCCGTTTACTGCAGCCCCTTGCTAACCCGGGA
GAAACCCCCTCCCTTACATGACACCTCGCCCGGACCCTTACCTATGTGTCCTCTCCTCCT
TCTCCGTCCTTCCCGTCCCCCCCCGTTTTGGCTGGCCCCGTCCTCTCCTTTCCCGTCTGC
TCTACTCTGTCCGCTCGTTGCGCCAGCCATTATAACGCCGCGCCTTCCTATGCCTTCCGC
GATCTCCTCCCCAGTGCGCCCATTCCGGCGCCTCCGCCGGTCCGTGTGCCTCCCCGCCCT
CGTTCCCCCC
>AU168107 ID   AU168107   standard; mRNA; EST; 240 BP.
TGAAGCTAAAGTAAAGATGATCCACAGAGAACGAGTGGAGAACTTGCATTAGAACTTTTC
TCTGGAGAACCAGATCCACATCGATGGGGAATACATTCGAGACAAGTTTATCAGGATAGA
GATGAAGACAGTGAAGAACGAGGACTTTTTCTGATGAAGACTGCCTGCTCTGAAGACATC
AGGTTCACCAGACACAGGGTCCGAGAACTGTACGATGCGCTCCACCGTCTTCTTACAACA
>AU168108 ID   AU168108   standard; mRNA; EST; 431 BP.
CCTTCGGTGTGTTTTGAACGTCACTAGAGTTATGTAAGTGGGATTTTCTTAAGGATTGGA
TGCTTTGGTTTTTTTTAAATCAACATTTTAAATCACGTTGGTGTTTGAAGAGTTCGCTTT
AGTCCTTTGAGAAACAAGTTCGGATCTTTGAAGCCGTTGCCTGAACAAGTGTTGAACAAG
TTGATTGTAAAAACAGTGTGTCAACTACATTTGCGTTTCTTACACACCGATTGTATTCAT
ACAATCTCGCCAACGCTTTTGCTCTAATGTCTGATTTGGAAAGTCCACCTCCACCTGCCC
TGGCCGGAGAGAAAAGAACTTGTCCAGAAGACGAGGAGCAAGATTTACCGTTAAAGAAAC
AAAAAACTGAAGCTGATCACGACAACAGGGCTGCTCCCAGTCAAGATGAGGAAACGTCTT
GCTTGCCTGAA
>AU168109 ID   AU168109   standard; mRNA; EST; 400 BP.
TTCAAACGTTCCCGCAACGCAGATGAGATGGTGGAGCTGCGTGTGCTGCTTCAGAGCAAA
AATGCAGGGGCTGTTATTGGAAAGGGTGGAAAGAACATAAAAGCACTTGCGCACAGACTA
CAATGCCAGTGTATCAGACCCAGACAGTTTTGGCCCAGAGCGAATCCTCAGCGTGAGCGC
CGGCATCGATACTATTGGAGACATTTTGCTGAAAATCATACCAACTCTAGAAGAGTACCA
ACATTACAGCGGGATCGACTTCGACTGTGAGCTACGCTTGATGATTCACCAGAGCTTGGC
TGGTGGAATCATTGGGGTGAAAGGCGCCAAGATCAAGGAACTGAGAGAGAACACCCAGAC
CACCATCAAGCTGAACAAGGAGTGCTGACCACACTCAACT
>AU168110 ID   AU168110   standard; mRNA; EST; 90 BP.
GGAGAATGTAGCAGGAGGTAAAATGTGGTTGGCTAAATCTCTGGGACTGCGAAAACAAGC



AAGATACGCAAGGCAACGCCTGCGCCAACC
>AU168112 ID   AU168112   standard; mRNA; EST; 220 BP.
CCAACGCGCTCCTTACTCTGTAACTGACTGCATCTGCCTGCGCACATTGATCTGCAAAAA
CATGGTACCATGATCTGTTCCACCGATGGGGGATCCGCACTGGTCGCTTTCAAAGAGGAC
CTCGGCATCGCAACCAGCAACAAATGCTTTCTGAGTCTATCTGAGAGGCTATGGTCGGAT
TTGGCTGAACTACTCTGCACATAGGGGACCATATAGTGCG
>AU168115 ID   AU168115   standard; mRNA; EST; 80 BP.
TGGTGTGTGCTTGGTCGCCCCCCGCGGCGCGGGGGGGTGGGTGGGGTTGTGGCGGAAGGT
GGGTGGGCGCCGCGGGCGGC
>AU168118 ID   AU168118   standard; mRNA; EST; 220 BP.
AGTTCCGGTTTTGGCTTTATGGAGTGGGTGGGTGGGCTATAGGCCGTTGCTGCCCTTGTC
GTGCCGGTGCGCCCCGGTGACCGTTTGGAACCAGTGTCGTCATTTTAAGATCCTTCAAGA
AAAAAACAATTTTTTTCGCCGGTGGGGTGGCCGGTTGATGCTGCCTCCCCCTGCCCCTTG
CTTTTCGGCTGGTCGTGCGTCGTGGTGCCCGTTTGGGCGC
>AU168119 ID   AU168119   standard; mRNA; EST; 540 BP.
GTGGTTTCTGTTCTCTGTTTTTTTTGCTACCTGTTGCGAGTTGTTGAGGTTGTTCTCGTG
TGGTGTTGGTGATATGGTGGGTGATGGTTGGTGAGCTTTGGTGTGTTGCTCCTTGGGTTT
TTGTGTGGGCTGTGGACAGGGTGGACAGTGGTATGGGGCCTTTCTGTGGGTGTGTGGTTA
TTTGTGTGTGGTTTGGGCTGTGCTGTTGGTTTTCTGGTGTTTGTTGGTTTTTTTTGTTTT
CTTTGGTGTGTTCGGTTTTTTGGCTCCTTTGTGTTTGGTTGGTTCCTGGTGTTTGTGTGT
GTTATGTTTTTGTTTTTTTTGTGTTTTTTTTATAGTTTGTTTGTTGTTGGTGGTTTTTTT
GGGGTTTTTGTTGTTTTTGGGGTCGTTTTTGCTCTCTGTTTCGGCGTTTAGTATCCCCGT
TTCTTTTGGTTGGGGGTGTGGGCCGTGCGCTTTCCCGTGTTTTTGTCTTTGGGGGTTTGT
GTGGGGTGTTTGGGGTTTTTGGTTTCCCTGGTTTTTCTTTTCGTTCCTGCGGTTGTGGTT
>AU168120 ID   AU168120   standard; mRNA; EST; 320 BP.
TGCGCCCGCCCCGCCGCCGTGCTCTGTGCGGCGTCGCCGGGTGGGCCGGCGGGCCCCGTC
GTTGCCCCCCCCGGCCGCCGCGGTTTTTTGTGCGGCGTTCGCCGTGCCCTTGCGGTGTTC
GCCGTTCCTTTCGGGCGCGTTCGGCTTTCCGCGCGTTGGTTCCCGCCGGCGCGGCGTGGT
TTCCCGTCGGTTGCGGGGCCGCCGCCCCGTCGCGTCCCTTCTTTTCGTCTGGCGGCTGGC
GCTGTTGCTCCCGCTGCGGTTGTTTTCTCTTGTGTCGCCCTGTGCGTGCGTCGCCGCCCC
CCCCATGGCCGCCATGTCGC
>AU168121 ID   AU168121   standard; mRNA; EST; 370 BP.
CCCGGCCCACCGGCGCCGCCTCCGCCCCCCCGCCCCGCCCCCGCGGTGCCGCCGCCGGCC
GCCCGTGCCGCCCCCCCCCCGCCCGGCCCCCAGTGCCCCCACACAGGACCGCCGGGGAGA
CCCCGCCGACCCCCGCCCCCACGACCCCCTCCCCCCGCACCCCCCCGAGAGCGTGCCCGA
ACCCCGGCCCCGCCCGTCCCGTCACGTACGGACGGAAGAAGGCCCACGCGCTCCGCCCCA
CGGTGCCCGCCCATTACCCCCGGCCGCCCCCCGAGGCACCCCGATCACCACCCAAGAACC
ACGCCCCGGCCCCAAACCCAGATCACGAGCTCGCGCCCCTGCCGTGACCTCCCGACCGGG
CTATCCCCCC
>AU168122 ID   AU168122   standard; mRNA; EST; 390 BP.
AAGGCGAAAGAAAGGAACGAGGGGGGGGAGAAAGGCAAAAACCAAAGAGCAAGACGAGAA
GAGAGAGAAAAACAGGGAAAAAGGCCGGCCCGCACAAGGAGCACGAAGAGGAAAGCGCCA
GGGAAGGGCCACCGACAAAGCAACAACACACGGAGAAACCCGAAAACCCAGCAACCAAAA
CCGCCGCCGGGTGGCGGCCGACCACCGAAGACGCCGTCAGTCGCAGGAGGAAGAACCAAA
GCAGGTTCCAGGACCAGACCGGCCACAAAGAGGGCAAGAAGAGGAAAGAGCAAAACAAGC
AAACAGAAAAGACAACGCGAACCAGACAAAAGACGAAGAAGCCACGAAGACGCAAACACA
CAAACCCGGAGCAGGAGAGGACAAAGCAGA
>AU168126 ID   AU168126   standard; mRNA; EST; 569 BP.
CGCAGCCTGGTTCTCCCCCTCGCATTACCCCCTGGGACTGCCGGGACAGGAGCATCAACA
CATCACATCCATCTCCTTCCCAATGGAGGCAGCGCCCCCTTATGACTCAGTGGTGGCTGA
GCAGGGACAACAGCTCCCTCTCATGCCATGTGATCTTTATAAACACCAATCAGAGAGTCG
AGAAGAGGGGAACTCCCAGCAGCTCTCCACAAGTCACATCTCGTAGGATTGTGTTTTCAT
CACCTCCCTGCTGTCCCCAGATGAATTAAACAAACACTGGGGGAGAAATTTCTGTTAGTA
GCAGATGTGGCACCAGGCTGAGGACATTAAAACAGATTGACAACTTCCGCACAGTTGTGA
ACACTGCTAATAGGGTTGAAACTGCAAAGCATTTAGGCTGGAAATGACAGTTTCTCATTA
AGACTCCCATGGAAAAAGACTCTGAAATCACCCGGTTCTGTTTTCAGCGTGTTTTCGTTG
TTATTGATGCTTAAATTAGGATGGATTTAAGAGTTGTGCTTGACATGCAGACATTAGTGG
GTCAAAAAGTGAACAAAACTAGAGTAACA
>AU168128 ID   AU168128   standard; mRNA; EST; 581 BP.
CGCAGCAGAAACTGTTTTCACCAGGGACCGTTTGGTTTAAAGGCGCTGGGAGGTCGATTA
GATTTGCCTCCAGCACGCAGGGGCGCCGTCGCGTGAGCGCCCATTACAAAGAGATTAAAA
AGGAGAGAGCATCAGCGATCTTCTATTCACATGGCCGAACCCAATTTCCCTCCACTGCCT
GGATTCCTCCCCATAAAACCATGTTTCTATCAAGACTTCGAAGAAATCCCGGAGCAGCAC
CGCAGCATGTGCAAGAAAATGTACCACCTTTGGATGTATTCCTTCCTTTTATAAACCCTA



ACCATAAAAGTCCACACTGGCACACTTGCTGTGAACCTCATCGCCTGCTTTGTTTGGATG
TTTGGTGGTGGAGGGGTCACTAACTTTGGCCCTGGCAATCATTCTGGCTCCTCATGTTCA
CCCCCCTGTTCTTATGTGTGCTGGTTTAGACCCCATCTACAAAGCCCTTAATGAACGACA
GCCTTCTTTCAAACTTCAATGCTGGTTTTCCTTTTGTTTTTCATGGGCCAAGTCCGGGCA
TCAGCCATTCATTTCAAAGTAATTCGCATTCCCAAGATGGG
>AU168131 ID   AU168131   standard; mRNA; EST; 414 BP.
GTTCTATTAAAATATTACTATATATTCAATATTTAAGCTCGTTATAATAGCCGAGTATGT
AAGCATTTTCTAGAAACTTTGACTACCGTTTCCTGACCTGCAGTAGGCGGTGCCTAGCCG
TGGAGGTAGTTTACCATGTTTGAGCTTTTCTAGCTCAGACTCAATATGATTTAGCTCACC
TAATGGATACCGGTCACAGAAAAGATTAGATCAAAGGCCTTCACGATCACTTCTGCCTCA
CAGCCTCACACAGAAGAACAAATATGTGTTTCAGACATTAGTACCTAGAAAGATTTACAC
ATATGTACTCCTACAAAGCTGTATTTCTTTCTAATCTTATGGATTTTATACAGACAGACT
GACTGTGAAGCCTGGATTGAGCTGTAGTGCTCTCGAGGCGACGATCTTCATTAG
>AU168132 ID   AU168132   standard; mRNA; EST; 365 BP.
ATCATTACCTGCAGTGGAACTCCTCAGACTATCCAGGTGTGACCAATGTAAGATTCCCGG
ACCATCTCATTTGGAAGCCCGACATGCTGCTCTATAACAGTGCAGATGAAAGATTTGATG
CAACGTTCCACACCAACATACTGGTTAATTTCCTGAGGCACCTGTTCCTACTTACCCCCA
GGAATGTTTAAGAGCACCTGTTATATTGACGTGCGCTGGTTCCACTTTGATGTCCAGAGA
TGTGAGCTGAAATTTGGATCATGGACATATGGAGGCTGGTACCCTGGACTCAAAGATGCT
GGAGGCAGATGTCTCTGGATTACATTGGCAATGAGGAAAACTGGACAAAGAAACGAGCGA
TATTA
>AU168134 ID   AU168134   standard; mRNA; EST; 370 BP.
GGTGGGTGCCCGCTGGGGGGCGGCGGTTCGGGCGCCCCGGGGCCCGTGCCTCCCCCCCCG
TCCTCGGGTTCCGCTGGCCCCTTGGGGCGGGCCCGCGGGCCGCCCCGCGTCGTCTTCCCG
CCCCCCGCCCCGCGCCTCCCCCCTTTGTCGCCGCGTCCGCCCCCCGCGGGGGCGTGTCGG
CCGGCCCGCGGGGCCCCCCGGGCTCCCCCGCGGCCGCGGGGCCCCTCCCCCGGCCTCGTG
CCCGGCCCGCCCCCCGTCCCGGGCGTTCCCCCCCGGGGGGGGGGCGCCTGCCCCCCTCCC
GCCGGCGCCCGGGGGGCGCCGTCGGCGGCCTTGACGGCGGGGTCTGCGGGTCGCCCGGCG
CCGGCCCCCC
>AU168135 ID   AU168135   standard; mRNA; EST; 240 BP.
CCATGCTGGAGCAGAGCTGAGCAGTGTCTCTCCCGCTTCGGCGTCTGGACTTTTTTCCGC
GCTGACAGCCTGGCATCCAGCGGTTGAAGTGGCTTCTGGTGCAGCTTTTCTGGGATTACA
ATGGAGATGGTGCAAAGAAAAAGTGGTTTTTGCGCAGGACACACACCATAACTTCAAAGA
GAAACCGGTCATCCAGTGCCACAAGTGTGGGGAGCCATGCAAGGGGGAGGCGCTGCGGCT
>AU168136 ID   AU168136   standard; mRNA; EST; 290 BP.
AAGCCCGGCGCGATACCAGTGCAACTGATATTCGAAAGACTGCTCAAAGAAAATCTGCTC
CAGCTTTTCGATGGCCTCGTCACTGAAAAAATTCTTTTTCGGTTTGCGACGCCCGCCTTT
GTTGCGGTTAGCGACGTTCGGATTAAGGTCTGCCTCGTTGCCGGTCTGACTGTAACGGTT
GACCCGTGCCAGTCGTTCAATCTGGCGTCCGAGCAGGTCAATTTCCTTGAAGTCACCGCC
GGTTTTCTGCGGTTTGATGATGAGCTGGGTCAGCCGCGCTTCCAGACTCA
>AU168137 ID   AU168137   standard; mRNA; EST; 156 BP.
TTTATCCTTTTTTGCAGGGGGAAGGAAAACCACCCGACATGGGACATGCAGCGGGAGCTG
CGGCTGCTGCAGGAAACGGACCAGGGCGCTGGAAAGGGCTCACACTCGGCCAAGGAAGCC
CAGGCAGAGGAAGGAGGAAAAAAGGATTTTTCAAAA
>AU168138 ID   AU168138   standard; mRNA; EST; 70 BP.
CTCCCCGGGGCCTCAAGATGGCCGCCACCTTTTTGGGAACAGCCCTTGCCATTCAGGGGC
TTGTTAAACG
>AU168139 ID   AU168139   standard; mRNA; EST; 390 BP.
GGATAAGAGTCATTGTATGTGTTGCTCCCAAAAAAGAGATGGAAATTAGGGGAATTGGGA
ACTAAGAACTGAGGGAAACTATGAGATAAATGTTGGGTGGGACACACAGATGATCTGCAT
GGGCACTCGATCCGAGCGCCGCCACCATTTTTTGATGTAAAAGCCTTGGCTGCATAGCAG
ACATGGCATGTGCGCCCTCCAGCTCAGGTGTCGATATCTGTGGTCACACACCTGTGGAGC
CACCACACACTGGCCCATGGTGTGTTTGTGCTGGGGGGTTTACTGCGCTGCGTTTTGCCG
TGCGTGCCGGCTCTTTGCCCTTGTCCGCAAACCAGAACCGGGTTAGGCCGTTTGCAATTG
CTTCGGCGCCCCAGGGCATGTAGGGACCAG
>AU168140 ID   AU168140   standard; mRNA; EST; 80 BP.
CGAAGACTAGCACTGCAACTACCTGTAGAGCACATAGTGGTTAGCTGACCAGAAGCAAGT
ACTGACATGAGACCAGGTCT
>AU168141 ID   AU168141   standard; mRNA; EST; 210 BP.
CCCCGGGCCGCAGAAGCCGACAAGGGGCGCGGGGGAGGGGCGCGCGGTCCCCCCCCCGGC
CCGCCCCCCCCCCGCCGGCGCCCCCAGCCCCGGCCCCGGCGTGGCACACCGGGTGCGCCG
GTGCCCGCCCCGGGGGGGGGGCGGGCCCGCCGCCGCGCGGGCCCGCCGCGCAGGCGCGGC
CGCTCCCCCGTTCCCCACTGCCCCCCCAAC
>AU168142 ID   AU168142   standard; mRNA; EST; 420 BP.



GTGGACCCAAGCCCTTGACCCCGTTACAGGTGCAGAATGGTGGCCTTTTACTTACCTGTG
GTACAGTAATGTGGATGCACTGTTAATTGGTCTTGTTTGTAATGACTGCGCTGGACTAGT
GCGTTGTCGTGTGAACAATATATAAATGATGACTTATTATATTATCCGGGAGGGGACTTG
TCCAAGGGTCATCATTTTCTCCCCTGTGACAAAAAGGCCTGGGGGTTGGGGTTTTTGTTC
CCCACTACCACCGACAGGTATACAATTGTGTTGGCGTTCCGGTGGTGCGATTATTCCACC
CTAGCCATAGCCGCCCCTTATTGAAAAAACGGGGACTGCTTCCCAATGCTGTGGGGTTGT
CCGGATTATGGAATCCCTCACGCAGCTCCCATGTCCCTTACAACGAGCACACACATTCCC
>AU168143 ID   AU168143   standard; mRNA; EST; 704 BP.
ATCAATAGGCTGGCTTTCTCCCACACAGGAGCACATGCGCGCTGAGGAGAGAGGAGCAGC
ATCATCTCCTCTCTTTCGATGCTTCATTTGGACTCACTTGTGGTGCAGAACATGCATGAA
GTGATCCTTCCTTCGTCTTCTGTCTTCACATGCTGATTGACGCTGTGCACATTTTTCAGA
CGGACTGATATTGATTTCTGATAAGGACCCCTCCGCCGCCAAACTGAAGTTTATCGTTGT
TATCTTGGCCGCCGGGATGGTGGCCTTCATCGGAGCGGTTATCTGCATCATCGCGGCTGT
CCACACCGGATCCTCCAAGGCTGCTGCGGCGCAGCGGCAGCCAGCGGCCGATAACCGCTC
TCTGTTCCCGGACGCGGCTCCGCAGAACCCTCCCGCCCGCGTGGGATCCATGGGCGCTCT
CCATGGTTCTGAAAGTCCCGATTCAGAAGCGCCCACCTTCAACGTCGGCTTAGATGGGTT
CACTGGACTCACCGGGCACGACCCGACAGTCAGCCGGCTCATCTGCACCCCCATCCCTGC
TGGAGAGTGCAACCCCAGAAACTTTCAGCAACAAGCGGATGACCCGTCGCTGTACGCGGG
GGAGGACTGGGGGTACCTTCGCACCACTGCCGAGGAGCTCCGGCAGACGGTTCTGCAGCA
GAAGGACCAATACTGACGGACAACCGGACGATCAGGGAGCTACG
>AU168144 ID   AU168144   standard; mRNA; EST; 220 BP.
CCCCCGCGCGGTTACGTTCGCGGGCAGGAAGCCGCCCGGGCGGGCGCGCGCGGCCCGCTC
GACCCGTGGCGACCCGCCCGGCGCCCGCCCAGTAAGCAAAGGCCTTGCCCCCCTCCCGCC
CTGCTCGACGTCCCCTCCGGCCCCCCGGCGGACAAGGGCCCTTGGCGAGCTAGCCCCTAC
CCCCGCCGCCGCACGGCCCGCCGCACCCCACGAAAGACTG
>AU168145 ID   AU168145   standard; mRNA; EST; 217 BP.
TTTGAATGCATTTTGAAAGCCTATTCACGCTGACTTGACCCAACAACCTGGTTGGACTGG
CTTCGCTGCTCCTGTGTGATGTCATCCAATCGATGGGTAGCTGGCGGCTGCGATGCGCAT
GTATGCGCATCACAGCGAACCGTATGTTTTTAGTTTTGGCAGGTTAGACCAGACGGAAAC
AGGCCATTCAAGGGGGAGCCAGGGCTTTTGGATCCAA
>AU168146 ID   AU168146   standard; mRNA; EST; 420 BP.
GTAATGCACCTGCTATTGCAGGATTGCAGCACGTGAGTTCATGCTGGTGAAGAAGCATGA
CGCGATCAGCAGAACTGCGCCTCATAGCAATCATAAATGGAATGCGACGATGAAGCGGGG
CGGTGCCTAAACGCTGAAACACATTGTTTTATTTCCCAACTCTAAACAGGACCAGATGAC
CGGCTATTGCGCAGAAAACATATGCCCATTAGCCAAGCGCATAGCTAGCTGAAAGACGCT
GCGGTCCCGAAGGTCGAACAGAACATAAGGGGGACCAGCGACAAACGACAGACACCATGA
AAGGATGAACCCGGGAAAACCAGAGAAGGCACTGGGACAAAATGCCGGGGATGATGCGGG
CAACCACTCTCTGTAATGAAGCTACGCCCCCAGCGCAGAGCGAACCGGACGAAGGCCCCC
>AU168147 ID   AU168147   standard; mRNA; EST; 569 BP.
GGAACGCAGGAACGCCCTTGCAGATGCTCTGAAAAGCATGAACAACGCAGAGAAGCGGGG
GAAACCGCCCGGCCCTGATCAGGCCGGGCTCCAAGGGTATAGGGCGCTCCCCTAACCGGC
GCGACGAAGCACGGAAAACAAAGGGGGTGTTTGTGACCAGCGGGGGACCACGCAGCTGGG
GGGCTGGGCGGGCAATCTCACAGGCCGGCCGAACAAGGGCGGCGGGACCAGGCCACGCGG
GTGACCTTCACCTCAAGGAAGAGCGGAAGCGGCCGGACAACCTGACGCCCTGAAGACAGG
AGGGGACCATGGCGCTGACCACCTGACGCGGCTTGATGGACCACGAAGAGGACCAAGCGG
AAACACACAGGAGGGAAAATGCTTGGGATCCCCTTTCCCAAGATGCAAAGAACTGCCCAC
AAAAACAACCCCGGAGGAAAAAAAAAAAAAAAACCGGACCGCGGATCGCCAGAGGGGGGG
GCCCGGGGGCCCCAAAGTGGCCCCACAAGCGGGCCCGGCCCTCCACCGAACCGGGCCGGT
GGGGGTCCCAACCCGACCGGCCCCCGGCC
>AU168149 ID   AU168149   standard; mRNA; EST; 386 BP.
AAGCGGACGTGCACGACGCACAGAGCGCCGGGCCCGCGGAAGGAGAAAAAAAAAACAAAA
CAACAAAAGAAAAATATTTTTTCTCAAGGGAGGCGCCACCCGCCGCGTGCCCCCGCGGCC
GGCGTGGTCGCGCCCGCACGGCGGGCGGGCGCCGCCCCGCGCCGTGCCCCCGCGCCCCCC
CGCCGGCGCGCCCGAGGGACCAGGGGGCCGGGGGCGCTGCCGCCGCGCGGTGTGGGCGGG
CCAGGGGGCGGGGCGGGGCCCAGAAAGCCGGCTGCCCGCGGGAGGGGGCGCGGTCGGCCG
CGCGGAGAGCCCGCATACCCCGGGGCCGCCGGGGGCCGCCCCGGCGCCCCCGGCGCGGCG
CCGCGCGCGGGACGGGGTGCGCCCCC
>AU168150 ID   AU168150   standard; mRNA; EST; 280 BP.
GGCGGCCGCCCCCCACCGCGGCGACCCGCCCCCCGCCCCCCCGCGCGCCTCGCCGCCCCC
GGTGCGGGGGGGCCCCAGCGGGCGGCGGCCCCGGGCGACGTGGGGGGCACGCGGGGCCCC
GAGGCGGCCCGGCGCCTCCGCCCCCGACGCCCCCGGCCCCACGGGTCGGAGCACCCAGCG
GGGGGGCCGGCCCCCGAGCGGGGGCCCCCACCCCCGGGGCCCGGGGCAGTCCCATGTCCC
GACGCATCCCGCCAAGGGCCCGCACCGGAGCCCGAGGGGG
>AU168151 ID   AU168151   standard; mRNA; EST; 500 BP.



CATAACCCTAGTTACTTTAAAAGTATCAAGCCCGACATACCCTGCAAATCTCAATGTTTC
CGTGTCGGTGAACGAGTCTAGAGTCTTCTCCATTGCTGTTTCACATTTTGAATGTCTTTC
CTCGAGTCGAGCTCTCCCCCATCGTGTTTTAGACGGCAGGTTGACTCCCCGGGAAAACTT
GGCGTTCGCGTCGCTGCCGCGCACTAAATGAAAAAATTGACTGCCGACATAGAATTACTA
CGAGGTTATAGCTACCTTCTTAGACTGTTCTTTCTTTCGTCTCATTTTTCCACACCCCGC
TACAAAAGGCTTTTTTTTTGCATCGAAAAGAAAAAAAGCACACTAAATCCAAAATAATTC
CTTTCGATCGCAGTGCCTTTTCTCAGGGGTAGCTTCACTGAAAAAACGGAGACATCGAGC
TAGCATGGCAGCATATTTTGGCGGCTTTCAGCTACCGCGAGCGCCCGGGCTTTTAGAAAA
CTAGCCTCGCCGGGTGGTTT
>AU168164 ID   AU168164   standard; mRNA; EST; 558 BP.
ATCTAGACAAGGCTTCCTCACTGAGTGCCTACAGTTGGCCTCCTCTGCTACCAATGTGAG
AGCCATTTTCCCCTTCATCAAACTGGTCAATGCAGAGCTTGGAAATACGGGAGTGGAGGT
GTGTGTGGAGCTTTGTGCCAGAGCGCTGCAGCTGTGCGATAAGCAGGCTGACACTGTTAC
TCAGCCGCTCGTCTGCAAGACCATAGCGTTCCTGCTGCCTCATGACCTAGAGATCTGCCG
AGCGTGTGCCCTGCTCGTGTTCTGCCAGGAGAGGAGCCTGGAGGCCTACCGAACAGTCTG
CCTGCTTTACATGCATCCTGATCAGGAGCCGCATCCTGACAGTAACCCCGTCCGGACAAA
TGTTCGCTTTCATATTCTACAGATGCTCAAGGAGCGCTTGTGTTTTGACCCCGAATTTTG
GAACCTACTAACTCTTAGAACTCGTTGTTTGGAGTTGATGAGTGACAAGGTCACCAAGGA
TGCGGTTCTCAGTGAGATGAAGGAGGAAGAGGAAAAGGAGTGCACCCAGGAATACTTGCC
AAATAAATCGGTGCACAG
>AU168169 ID   AU168169   standard; mRNA; EST; 656 BP.
AAACAATTTAATGACATTTAAAAAATAAAATAAAACACAAGGTAACATTTGCAACATGCA
GAGACCTAATCTTAACAAATCCTTTTTTTTTTACTGATGCTGTTAGACGAAAGGAAGAGC
GGCTTTGTCAGCTGACATCAAAGTGTTTAGAGAGGATGTCAGAGTTCAACCCACACTGAT
TACAAAACTTTTTCATTCATTGTGTGCTTTTGACCTTTAAAATTAGCCAACTCCAGTAGA
TTGCAGAAAATCTAACAAAACACAAACGGCTACTGCCATGTCAGTCATTACATAGAAAAA
AAAATGACCTGGATTTCTGTGTCGGTACATTCAAAGGAAAAGTCGTCCGGTCGGATGTTC
TGAAGAACTTCAAGGTCTTACGCTGCCATACAAGTAAATTTAGGAATTTGAGAATATGTT
GCGTTCTGAAAACGCTAACCACTTGAATGTGACTAAGACCTTGAAAGTCTCATAAACAAA
GGTACAAAAAGGAGAACACTTTCCATTTAAATTACAGCATGGCTTCTCCAAGGAAAGTGC
AAAGATTAGTTTAGTCTGACGACGTCTCGCTATTTTTTTTTTTTCATCCTTTCATGCTTC
AAAATTCATCCAAAGGGTATCCCACGCTCCTATTCTCATACAAATCATCTGACATG
>AU168173 ID   AU168173   standard; mRNA; EST; 512 BP.
CTGTTCCGGGAGGACTGCAGCAGCTACGCAGGTAACAGATTTGTCAAGACAGGAGACCAC
AGAGAAGAACACTGTAGTCCCCCCATGAGTGCTCATTCTGATTACAAGGAGCTGTTGCCC
TGATTGCTGTTCATCAGGCACGGTTCAGCTTTGAAGCAAGATGTCAACCACGAGTGAAAA
TGTGACGGGGCGAGCCCGGAGTACAGGCAAAGAAAAGACCTACAAAAAGACCACGTCATC
TGCCCTTAAAGGAGCCATTCAGCTGGGCATTGGCTATACAGTGGGCAACCTCACCTCCAA
GCCAGACAGAGATGTGCTTATGCAAGACTTCTATGTGGTGGAGAGCGTCTTCCTGCCCAG
CGAGGGAAGCAACTTGACCCCGGCTCATCATTACCCAGACTTTCGCTTCAAGACATACGC
CCCGCTGGCCTTCCGCTACTTCAGAGATCTGTTTGGNATCAAACCAGATGACTATCTGTA
CTCTCTCGTAAATGAGCCTTTGATTGAACTGG
>AU168179 ID   AU168179   standard; mRNA; EST; 634 BP.
GCTACACGCAGATGTTAAAATGGCAACTAGCAAAGAGGAGCTCGTACCCAAAAAAGAAAC
AGTTTCTTCTGTTGCATGGAACCTGTTCGGTTTTATGACGTCAGACTTGGAGCAACAAAC
CGCACGCTGCAAAATCTGTTTCAAAGCTGTTGCTACCAAAGGAAGAGTAAGACAAATTTT
TTTCAACACCTTAAAAAGACTCAAGTGCACAATGCTTTCTCTTTACGAGATGTTCAAGCT
AGCAGTAGCTCACAAAACACCTAATGACAGTTTTACGGCTTTGTGTTGCACTTTGTGTTC
AGACCAACTTCCAAAGAAGTTAGGATTAATTAGTTTTTGGTAAATATATTCAGTCGTTTG
TATTTTTCGTTTAGTAAACTAAAGGGAGACAGAACTAAATTAATGTAAATCGATTTTGGT
ATGAAAAAATTGGAAATTTTAAGTTTTGGCCATGTCCATAACCGTACATTGAGCAATCAG
CACATTATTCATATTTATACGGTGGCCCTCAAGGGCAAATCACATCAGAAAATCCCTCCA
CACAAAATAAATAAATAAATAAAGATAACAAAAAAGCAAAACAAATATTCCAAAAAAGCA
TTGCATTTTGGAAAACAAAAAAAAAAAAAAAAAA
>AU168183 ID   AU168183   standard; mRNA; EST; 705 BP.
GTTTTTTTTTTTTTTTTTTTTTTAAAACACCTTTTGTCCTGTGTGAATCATTTCAGCAGG
GTAAAGAATTGTTTTCTTCAGTTGCTCAACCTCCCCCTCTCTCCTGTCCTGTTTCTTCAA
ATGGGCTCTGGGGGTCAGTCACTGCTGACTCGGCTCCCTCCTGTGAAGGTATAGAGCTGC
GGAGGATGGTAAACTACTGCGCCTTTGTCACTCACCCACGTAGCAGAGGGGGGGTTTGAA
GCAGAGGGTGGTTTTCTGCATAAAGATTTATGAGGTCTGCTCTTCTGCTTGGAAAGAGAT
TTAGAAATGTATTAGTCATGTTCAGTCTTCACCGTCTCCAACACCGTCAGTTGATCAGTA
ATGAAAACCAGCAAAGGGAAAAATCCCTAAAATTTTCTTTGTCCGATATGACGGACATAG
AGCAAAATCTTTGGAAAATATATTGTCTTACATGCATTCCGGCCGCTAATCATTCACTCT
TAACCAAGAAACAAAGACAAATTGTTTTGACTTACCATTACTTACTGTACCAGGACTTAC



TGTTCAAGAAAAAGAAATTTGAAGTACTAAAAGCAACAAAATCCCACAATTTAAGCTTTT
TCTTATTTAACCAAAAACACAATTCACACTCTAAAACACAGACAATCAATACAAAGACAA
CAACTTTTAACCGGTTTTGCAAAAGACATAACACAACAAATTAGG
>AU168188 ID   AU168188   standard; mRNA; EST; 299 BP.
CGTTTTTTTTTTTTTTTTTTTGACACAGCACGCTTTTATTGGAACGGATCATCTCCGTCA
GCAAAAGACAGACGACTGCAGTGAACACAGTAAATGTAACATCAAAACACACTTTCACAA
TCTCTACACAGATGCACGTCGTGAAGCGGCTGGAGGCGCGGTGAAGATCCCGTTGTGGTC
ACGCACAGAAGAGCCAATGTTCAAGTTTGTCGTTGTGGCGAGAGCGGGCGGCCGCCTTCA
CCGGCACACGCCCTCCACTGCTGCAGCCGGTCGCTGCAGTTCACTCAGGAGACGTAAGG
>AU168192 ID   AU168192   standard; mRNA; EST; 750 BP.
AGTAAATCAGTTTCTCGTTGTTAACTTCAGTTTCCCATTTTGTCAAGAAAAGCGAAGATG
AGGCGTGACAAGGACCGCTATCGGGAAAGGGATGACCGGCATCGAGACAGGGACAGGGAG
CGGGAGCGTGACAGGGACATGAATTCCCAGAGAGTGGCGAGCGGCCCACCTGTCGCCAGT
TTTGGATATTTTAAGCAATCTCCCATTCAGCAGCAGATAAACCCTTTTACCAACCTGCCC
CACACGCCACGCTACTATGAGATACTGAAGAAGCGCCTGCAGCTGCCAGTCTGGGAGTAC
AGGGAGAGGTTCACCGAGATCCTGATGCGGAACCAGTCTTTTGTGCTCGTGGGTGAGACG
GGCTCTGGGAAGACAACACAGATCCCTCAGTGGTGTGTCGACATGGTGCGGTCACTCCAA
GGACCAAAAAGAGCTGTGGCGTGCACCCAGCCCAGGAGGGTGGCGGCCATGAGCGTGGCT
CAGAGGGTTGCAGATGAGATGGATGTCATGTTGGGTCAAGAGGTGGGCTACTCCATCAGA
TTTGAGGACTGCAGCTCTGCCAAGACTGTGCTCAAGTACATGACAGATGGAATGCTGCTG
CGGGAGGCTATGAACGATCCCCTGCTGGAGCGCTACGGTGTCATCATTTTGGGATGAGGC
CCACGAACGCACATTAGCAACAGACATTCTCATGGGGCGTCCTCAAAGAAATAGTCCGCC
AGAGGACCGACTTAAAGGTCATCGTCATGG
>AU168199 ID   AU168199   standard; mRNA; EST; 509 BP.
GGGTTATGTTGTTTCTTTTCTTCTTAATACTTGGAGTTGGATTCATTTACAAAGGAATCT
CGCGAGAACACAGAGTAAATCATGTTGCCTTTCGGTTCGCTTTGAATTTCTTTGGATTAA
AAGAGACTTTTAAAATGACTTAAATTTCCATATGCTGCCACTATAAGAGACTTTTATAAG
TATTTGATCTCAGAATATACATACATGAATATTAAAATTGACTATTTGCAATGAAATTTT
TTCAACATTGCCTATAATTTCTCAAATGGACTTTCAAATACTAGAAAGTAAAAGGGTACA
GACGTTCAAGAGACGAAAGTATTAAAATACCCCAGACAAAATATTGCAATTACTGGTTTA
CGTAGTTTTTAATGATTCGTTGAATACAATGAAATATAATTACTTTCGTTAATTTAAAGT
GAAGTACATAATTGAAAATATGATTCGATTAAGTTTTGAGGCATTTAACTGAAGTCGTCG
ACGGCTCCTGAACGTACCACCAGAGGTCT
>AU168202 ID   AU168202   standard; mRNA; EST; 516 BP.
ATATTCTGCACCGTTAAATACATTTTTTTGATCAATGTGATTTCCTTGATTATTTTTCAC
ATTCTGTCACTAACAGTTGGAGGGTATTTATGATAAATATTACGGACCAGACTCGTCTTT
TTAAGAGGGACAACTTGCGGAATCTGTGACTGCCAAATACTTCTCTGCCCTGCTGTTTTT
GACTCACTCATGGTTATCAGATAGTTATGATGGTGTATACAGGCCCAATAAAAGGGACTC
TGAAACGCTGGCAGATACCTTCCATTACCTTTAACAGAGGGGAAGATCTTTGTCATCTGT
TTGTGGAGAGATTTGTTTGCCTCAAGAAGTGAGGGAAAAATCAGACTTTGGTGCTGTAAT
GAAGCCCCTTTTCAGACATGAGATACTTAACATTAATGGGTTCAACTGTTGGCATTCCTT
CATTTGAGTAAGAGGTTTGCCATTTACTTGACACTCTGGATTCCCAGCTTCTCATGAGCA
CATAATAATATACTAACAGTTTTGTCTGATTAGGCA
>AU168209 ID   AU168209   standard; mRNA; EST; 100 BP.
AAATGCTATGTGAAGACTGCATGCGCAACCTATTGGATTATGGGTATGTAGGTAGTCGAA
ATTTGTATAATGGGTCTCTTAAGCTGCATGCATGGCCTTC
>AU168210 ID   AU168210   standard; mRNA; EST; 390 BP.
CAGTGAATAATCTCCGCACACATTAGTCTTTGTCTGAACCTAAGCGTAAGCGAAAGAGGA
CGACACGGCCGTCCAGTATCTAACAAAGAGAAAGGTGCGGGTAACCGGGTATGCTCCTGT
CATCCTACACAAACCGTTATTTCGACGCTATCCTTCGGTAATTCCGAAAAACGGAACGAG
GAATGTTCACTGGACCGGCCGCTGAGCCAATTGACAAGAAATGCTGAAGAAAGGACTGAA
CCGTTCGATGATTACGGAGTGAGAAATAACATACTATTGCTTACGCAGGGAAACTTTTTG
CTTACTGCATACCACAAGACACATCCATACTGGGGATTGAGTAACGACCCCACCATTGGG
TATCTATGGAATTGGACTTAGTACATATGT
>AU168211 ID   AU168211   standard; mRNA; EST; 450 BP.
TGCGAGAGCGTGACATAACCTGGTCCCCCTTGAATGAGATGTGTGCTAATGCACTTGCTA
TTTGGGTGCACATTAGGGCAGGGTTATCGAGTTAAGCTGCGGGTGGGTAGACTGCGTATG
GAGCATTGGTGTGCGCATGGCAGAAAGGTGAGCGCCAAGCAAGACACAGGCGCGACTGCA
CGGAATGCTTAAGACTGTTGACCTAACAGTATGCCTGAAGGTTAAGTGACGATTCCCTCT
ACTGGCCTTTCCGTGGCCCTATGAGGATCTTTTGAGTGCCAAATTACAGCATGACTGTCC
ACTGTTAGACACCAGAGAGGACTGACGAAGCCAAGATGAAAACGATTTTAATTTACATGT
GGCTCAGTGAGGTTGGGTGCTATGCTAATACTGGCCTGAGGCACCAAGAGTGAACACTTG
CCACCATGTGTGCAGGCTCCATGCCATGCG
>AU168212 ID   AU168212   standard; mRNA; EST; 580 BP.



TTTCAGTGGGAGGAAGTGGTTGCGGGCAAAACTGCACAGCGATTCTGGTCATCTGGGTGG
GGGCGGCAGGTGTGGAGCTGCTGGGGATGATCCTTTCCATGTGCCTGCGCAGGAGTGTGG
CTCATGAGGATTATTCTAAAGTACCAAAGACCTGAGCTGAAGATGAAACCGTGACACAGC
ACCAGCGCGACTCTCTGTACCTACTTGCCTGATTGCTATTTTTTATTTTTACTCTCACAC
ATGCATATAAACCAGCTGTCTGTGCTGCTGGTAGCCCCTGACATCTTACCAGCTGTGTAA
ACGTATCACGCCCAACGCAGAATGTTCCACACGCCCATCTAAATCAAGTTTGACACACAT
GCTGGAGATAGATTCTCTCTATTATTTTTCTTCCTGAGAATTTTTTTGAGGGGTAAAGCT
GACCCTTTTTTTTTTACTGTGTGACATTATGCAGATGAGTGGATTCTTTGTGGTTTCTGC
CCTTACTTGATCCCTCATTAGCGACCGTGAAGCCATATTCCTAACAGCGCGCACTTTACA
GCCAATGTGTGCGTGCCCCGTGCGAACGCGAGACTCTCTG
>AU168213 ID   AU168213   standard; mRNA; EST; 550 BP.
GTGGGTAAAGTGTTAAGCTGTGGATCACCGGGAACATTGATCAGCTTGGCAGAACAAATA
TGGGAGGATGCTCTTTACCTTTAAACATGCTGCTCTTTCAACTTTGTCCCTTTGTGGGAC
ACACATAAACAGCACCGGGACTGTCACCCTTTAAAGGACCTACTACCAATCATCTATTGA
TCCATTTTCAAGGGCGCTCCCCAGTGGTCTTTTAATTATGATTGCGCTGTTTTTAGCCAA
AATCTAAAAACCTGAGCTTGACTCCCATCCCCATAGCCTACGCCACAAATAAGTATCGTT
TTTCCCAACCGGCACTTTGGTTTTATCTGGCTACCTGGATTCACAGCCGCATTTTGAATA
AAGAAATACTCCCCCAAAGGCAGCTTCTCACTGCCAGCTCCTCCTTTTATATATGCCTGG
CCCATCATCAGCAAAAAAGCCACCACCAACATGTTAAAAACACCCACTTTATTTGGTAGC
CGGGCCCTTTCAAAGCGGCCAGCATAACCTGAGCCCCAGGTTTTGAGGGACACCCTGCAT
GAGGACCGAC
>AU168214 ID   AU168214   standard; mRNA; EST; 250 BP.
ACTTGCCCCCTTACAGGTGCAGCAGCTGAAACTTAAACTTACCTACTGGCACAGTAATGA
TGGATGAACTGGTAATTATCTTGGTGTAATGACGCTCGGACTAGGCCTTTTGGCTGCTAA
CAATATATCAATGATGACGAGTACATTATACGGGCAGGGGACTCTTTAAGGCCACTTACA
CACTCTTCTGTCTCAAAAAGGTTCTGCGCTCTGGAATACTCGCTATGGCATTACGCTGCT
GAGGCCCTAC
>AU168215 ID   AU168215   standard; mRNA; EST; 148 BP.
ACTGGCGGTGATCTGACCAGCGCCCCCTCTCTGATACTGCAATCCCGACTGGCATCGGCG
CCTCCCCTCTCCGGCTATGGAATCGTATGCGAGGCAGTGGATGGCTGTCGGACACTCGCG
TCCTGCTGCAAGGTAGGTAGGCAAGCAC
>AU168216 ID   AU168216   standard; mRNA; EST; 216 BP.
GTCCTCAGCCCCTCCCTACTGAAGGCAGGGCACTGGGACCATCATCCGCCGGGGTCCCCT
GAGGGATATGGGAAAACAGGCGTTTTGAGTCGTATATTGTCCAACTCCGCTTCGTGACTC
TGTCTACGGCTCGTACTCAGTCTCTATGTGCACCCCACAACAGCGTTGACGCTCGCCTTG
TGGGCATGAATGCGAAACGGAACTGGGCCTATCCGT
>AU168217 ID   AU168217   standard; mRNA; EST; 220 BP.
GGTTCCTCCGCTTTTTGGAGGCGGGTTGTGTCCCAACCTCACAGAATTCCTGTCATGCAA
ACCCTTACCTTGCAAGGGCCCGGAGGGCCTGTACAGCCTCAGGGTGGGGCCCTGGAGCCC
CTGTGCCCTCCCGGGGTCCCGCACTGCGCGGCAAGCCAAACGCAGAAAGGGCAAGGGTCA
GGGGCTGCGAGAGCGAGGAGGGGTGAAAGACCCCGGTTCC
>AU168218 ID   AU168218   standard; mRNA; EST; 609 BP.
GGCCTCTCCGTGGAATCCCGCTGTTCTGTAGGCTACAGAAGCCCGATCTGATCACAGCTT
GGTTCGGCCGTGTCGCTGGGTGTGTAAAAGTCGGTCCCTCCTTGACGAGCCGACAACACA
AACTAAGTGTCTGTTTTACATGAAGACTTGCTCGGCGGTTGCGAGGCAGAGCTCTCGGGT
GGACGGCTGAGATTTTCCAGGCTGTTTCGAAGTGACGCCGTTTGATGTTTTCAAGGCACC
GGAAGTTGAGTTTGCGCACACGGTGAGTGGCAGGATCTTCTCCGCCTGAGTGAGTGGTCC
CCAGTGAAGCCGAGGAGGTCTTCAGCAGCAGCAGCAGCCATGGCGGGGGGACGCACCGCT
GTCGCCGTTCTGGTTCTGGCGTGTTTACGCTTCCACCGCAGCAGCTCCTTCAACCTGGAC
GTGGACAAACCCTTCGTGTACGAAGGATCCGAACGAAGCTACTTCGGCTTCTCGGTGGAC
TTCTTCAAGTCAGACGTTCTTGTCGGAGCTCTCGGGCAAACACCTCGTACTCCAGCCAGC
GTGGTGGAGAGAGGAGCGGTATTCAGCTGCCCCTGGAACGGCAAATCCTGCAAGGAGGTG
CCCTTTGAC
>AU168220 ID   AU168220   standard; mRNA; EST; 400 BP.
GTTGACCAGCTGACGCTGCTGTAGGTACCCCTTCTACTACATGCCGGACACCATGGTACC
TAACGGTAGGACGCTACGGACCGGGAGTACTGGCTCTACTGCTTTGAAGAGGCCTTGGAC
GGCGTGGTGAAGATAGCCGTGGCGAGTCAGCCCGACCCACAGGTAAGCAGCCGTACGGGC
CGAGTAAGTTCTGTTCAGTAAGTACCGACACAAGCTGTAGACCCTCCGGTACCAGTCTTT
TGACTATGGGTACCTCACCGTTCAGGAGTCTGTTGGACACCCGGGAACATTGTCTTAACG
AGTTGAACTTTGCCGACCCGTTCTGCAAGTATCAAGCAGAGGGAGAACGACTCGGCGCTG
AAGTATTCCCAGAAGGCGGCGAAGGCTTTGGAGCACCTGA
>AU168221 ID   AU168221   standard; mRNA; EST; 160 BP.
ACTAGTGGTATAACCCGGCACTGAAGGAAATTTGGTGGTTCGTGGTTTCGGTTTTCAGAG
TACGTGACTTTCGCATCGAGGGGCCATAAACGAACAGTTGAGGAAAGATGAAGATAATAA



CGTATACCAGGTAACTCTGTGTTTCGTGAGGATTCTTACA
>AU168223 ID   AU168223   standard; mRNA; EST; 429 BP.
CGGTTGACCACCTGAAACTTTGGACCTTACAGTTGGGACTGAAATGGACGGACTAACGCC
CTGAGGCAGCTACGATGTGTGGCGTTCTGAACGGCTGAGTAGTTTACTTAGGCACCAGCG
CTTACATTCTGGGGCTCCACACCGAACCGAATCCTCTGATGGGCGCGACAGCGGAGAAGT
TCGAGGAGGCACACAGCACGTTGCCAACCTTGAAGAAAGATTCGGCCATCGAGGCCAAGC
TGAAGATTTACGCTCTCTCTAAACAAGTCCAATGAGGGTATCTTGCTACGCTTAAAAAAC
AAGGGATGATGAACTTCGAAAACAAGGCCAAGTGGAACGCCTGCAAGTCCTCTGGCCTCC
CATATTACAGGACCAACCCTGTGCCACTGCCCTGTGACACTGACTGAACTCCACTGATGC
CCGCCCGTG
>AU168225 ID   AU168225   standard; mRNA; EST; 500 BP.
CAGAGTTGACCGGGCTGTGGGATCTTCTGATGCAGAACTAGAGCTGGATGCTGAGGCAAA
CTCTTTTGACAGTCTGAGTCAATCGTCCCACTATGAGAGCTACCTGTCAGTGGGGCTGGA
CTGTGCTATGTGTGACCTTGTATCTCTGGATTCCCAAGTCGATGAAGGTATTTTTCTGGA
GGAGAGGAAATTACAAGCAGGCTTTAAATCTTCTCTGTTTGCTGCTCTGCACCATCCAAA
AGCACAGTTCTGGAAAGCCTCTTTTTCTTTTGCTCTGATTTATGATGAATTGTTTTATTT
TCACTGAGATGTGGGACTGTTCAGATCTGTGGTTTGCCCCTTTGCTCCATCCACTCACTC
ACATGAACCAACTACTACATCTGCCAAAATAATCACACTTTGGCTCTGGCTAATTTTTGG
TTTATGTACAAGCTTTGATTTTTCTGATAACAATCACAAACTTCTCTTCTGCAGCTGAAG
AACTGCTGGAAATGGTGACG
>AU168226 ID   AU168226   standard; mRNA; EST; 240 BP.
AACAGCACCCTGACACTGGACGACCAGGATACTTGCGGGATAGGACGGTGGACAACGAGG
TAAGTATAATGAACATATGCAGGGCAAACCGGGAGGACAGCTGGGGGCCTAGTACGAAGA
AAAGCAGTCAATAACAGGTTTAAATACAACCCGAGTCCCCGGTTTGTATCTAAGACTGAT
TGTGGCTCTGCCTCCCAGGCGCATCAAGAACCCTGAACCGACCATTGACAACCTGTGCAG
>AU168227 ID   AU168227   standard; mRNA; EST; 330 BP.
TTTCTTTTTTTTTTGATTGTTACCAGCAGCGACTCTCCATTTGCCCCTTTAAAAAAGATG
CAAAAAAATAAATGACCTGAGCCAAAAAATGTACGCTGACCAATGATGCCTAACTCAAAA
GGCGTGGAAAAAAAAACCGCTGTGTGTGGGCATAAAAAACTAAAGCCCTCTCTTTTTAAC
CATTCAGGTGTGTTACCCCACATCCCATGAAGGATGCTACACTACACCGTTTTGGGGCTT
GAACCCCTTACTATTATGCACTACAACCAGCCAGGAATTGAAGGACTTTAAGGCCTCAAT
CAATCTGGGGCATGAATAAACCCACTGCCA
>AU168228 ID   AU168228   standard; mRNA; EST; 520 BP.
GCCAAAGTGCGCCCCGTGCGGTGAAAAAACATTTGAAGTTACCTTAAAGCTATTGGAATT
TGTCAAATATATCAATACTGATGATGAACATAATGCCAAATATCCAGCATTTGTACAGCA
AATATACATATATAAGTATATATACAAATATATAGATGCCTAATTTAATTGGAACTATTT
TTAGCTCATGTTTCTATTGTTTCATGTTTTTTGTCAGCATTGTTATGTAAGATCCTCAGA
TAGCATGCAAGATAGTGGACATGAATGTATTCTTTTGTATTTTCATTGCTGACCATTAGA
ACAATAGTCTACAATCAATTTGGGTTTTTATTTTTGACAGAATACTTCAGTTTTCAATTT
TTTTTAATCTATAAATAAAGTTTTTTTTCTTCTTTCAAATCAATTAGTTTGACAGTTTTT
GATCACTTTACTTTTTGTTCTAAAATCTATGAATATTTTTGCCGCCACTAATGTTATCAA
GCATCTGTTGCAAATATTTATGCAAATTAAACTTTTTTGA
>AU168229 ID   AU168229   standard; mRNA; EST; 362 BP.
ACGGCCTGCAGGAAAAACGGCGGACGCGGCACACAAAGCACAAAAACGACGACATGGCTG
AGCGGCCCGAGCAGGCAGCGTAGCATCATCACCAACATGTTGGGGAAGCTGGCACTATGC
AAGCACGCGGGCTAACAAGGCTATAACAAGGCGACTGAACGACCACCACTGGACTTAGAG
GGACTGCGGCAAGATACGGCAACGCTCTACAACGTGCGAAGCTCATGAAGCACCAACGGG
GAACATGCGCCGTCCACGGCCACAAAGGAAACTGAACGGCAATGAACCGAATACGCGAAG
AACATGGACAGGATCCAAGGTTACACTACGCCCAGATTGAACGAGCCGAACCAATAAGAA
GA
>AU168230 ID   AU168230   standard; mRNA; EST; 500 BP.
TGAAATGAAAAAACGGATGGTACGATGGATAAACGCGCGGTAGGCAGGGTTTATGTAAAG
TACACTATGTACAGGTTGTACTGGTTGTAAAGTCTGGTGTTTACTTCTAGTTTTCCATAC
CTGCCCCCAGTTGCCTACTCTTTTAATTACCCCCACCATGGCTGTGTTGAATTGTTTAAC
TTTGTTTTGTTCTTGTTTACCCTTCCCCCCCCCGACCCTCCTAGGATCCATCGTACAATA
TATCCCATCTACTCCCAAATGCACACCAAACTCCCCCCCTGGCGTATCGCACCGCATCAC
CTCCCATCGTGCCCCCTAGTATCCTCCCTATCAGTCCTTGGCCTACTGATCCCCTTCCCG
ATGTAAACCACCCCCCATGGAACATACCCTTTCTGTAATGCCCCCCAGTGTTCCCGTCCC
CAACTATACCCCCCCAATATCTCCGCCGCCCCCTTTCGTCCCCAGCTTTCCCACTGCCCC
TTTTATCTCCCCTACCCCCA
>AU168233 ID   AU168233   standard; mRNA; EST; 320 BP.
TTTTTTTTTAAGGCTAAATTGTGATTCATTTGAAGACCTGTTAAATGATTTTGAATCAGT
TATAATGTATTTGAAAAAAGCATGCTGCCGGATGTTAATCATGCATTGCTTCAAGCTGCT
CTGCAAGATTGGTTCACATTGATACCGGGTGATCATTCATACATAGGTTCTGAATGGTGA



CAAATGTGACCGATTCTGATGAGCTATTGATGCGCATCTATGCACCCCTCGACAATGTAA
AAGGTTTTGGCTTGAACATTGCTTTGCAATATACTCTATCCAGCTCTTGGTGATATGGCT
GTTTGCGTCCGAACATTATA
>AU168236 ID   AU168236   standard; mRNA; EST; 519 BP.
TTGCGTTGCAAATCTGACTACTAGGAAGCTTGGGGGAAGGACGCTTTGAACCGTCCCACT
ACCATGCTGCTACCGAACTGACTGCTGTAACCGACTCCCCCACCTTCAAAGATGGTGGTC
CTGCCGCCCATTTACGTGCTGTCATAGCTTTGCAGCAACCTTGCTTGGTAGCTCTGGCTG
GTTGCGCGCTAATAGACCATCCATCACTGAAACACTCAAAAGATCAGCAGGAAGGTCCTT
ACTACGGCGTAAGGGGGGAAAAAAGCTGCACCGGGACTGCTGTTACTTATCAGCGTAACC
AAATCATTTTCAGTGTTGAGAAACTGGTGCGGTTGCCATCATGCGGACTTGACTATCCCT
TCCCTAAAGGGCCCGCTCATTCAGCTCCAAGGATGGGGATCCACTGAGCCACTACTCCAA
TCGAAACCTTGATGTGCCATTAGGCTAGTTATGGGCTGAGTGAGCTAATATGAATGACAA
CCATGTTAGGCCTATATAATTTCCATGGCGATCGCTCAT
>AU168237 ID   AU168237   standard; mRNA; EST; 260 BP.
TTTTTTTTTTTTTTGGCAAACGAGTGATTCCATTTTTCAGTATCAATGTTAAAGCAGGTC
AAACGTTGTCCAGTATGTAAACCGTTTACTCATAAAAGTTCCTTATGAAAAAGCCTTCTT
TGCGGGTTTGTAGTAACAAAGGAAGTTACAACGAGTAAAAAAATTATGAATGCACTGAAG
CTCACACCACAAAACTGCACAGGTACAGTAAAAGATCAAACTGCTCTGATTTCCAAAAAG
AAACATGGCTGCTTTACTGT
>AU168238 ID   AU168238   standard; mRNA; EST; 230 BP.
CGCCAACGGTGCACGCACCCGACACCTGCGCCAAAGCCATGAGTCTCAAGCTTCCCCTGT
ACTAACACCCCAAAGGTCCTACTGACACTTCCAGGTATGATTAAGTAACGGTGCATCACC
ATTACCAAGTGAACGCAGGCGCCGTGCAAAGACGCTGCAACGACCCCCGGTGCTGCAGTG
CGCACCCCCCCACAAGAGGAGGAGGAAGATCCGCGTGTGGTGCAATGGGT
>AU168242 ID   AU168242   standard; mRNA; EST; 784 BP.
CGACATTATGCTAACGCATTGAGAAAAAAGAAAAAAATATGAAGGATTGTTTATGACAAA
TGGAAATAGTTTGATGATAAAGAAATACTATTAAATACTTTAAAGCAGATCAGCTAATAG
TTTAAACCAAATACAGATTCTTTTTGCAGAAATCTCAGTTGCAAACGATTTCATATCAAA
TAATGTAACTTTATTTAACTTAACAGCACAGAATGAGCCATCGCCGACACGCCTCCACAA
ATAAACATATATGTTTCTCACATCGGTCGCATTCGTTCATTTTAATTTTAGCTGGAATAA
AGAAGAAAAACAGATTTTTGGGTTTTTTTGTTTTTTTTAATTCTCCCTTGAAGGAATCAA
TCAAAATCAAGTCATTCCACTTTTGAAAACCCCTGAAGAGGTCTTTGTATCTGTAACTGT
TCCTTCAGTTAAGGCTGATTCTGAACAGAGGATTTCTGCTGAAAATGATCAAAACTGAAG
AAAACCGCGAACCAAGCGTACAGCGGTCCGCCTGAATCAGACTCAAACCCCAGGTTAAAG
CAATGAAGAAGCAAATCCATGAACCCAAAGTTTAGGGACACTTGCTGCTTTAAAGTCCAA
CTCTGAAAGAAAGGGAAACACGAGTGAAGCTGCAGCACTGCAGATCCAGAAAGGTTCTGC
TTCACTTCAGCAAAGATGAGCCTCCCAGAAACATCAAATGAAATAGATTCTGGCTTTTAT
GAAGGAAAGAAAAGCTAAATGACTGGAACGTCTTTAAAATGATCCTGAGAAATATAAAGT
CCGG
>AU168250 ID   AU168250   standard; mRNA; EST; 653 BP.
CCAGTGTGTGCATGTTGGCTGTGTTAACTGGTCAGGGATTAATGCACACCTGCAGAAAAG
AATAGCCCCGCCTCCAAAAGTCATCAGCAGCCCAAAAGAAAAGTACTGTTTATCTTGGTG
TTTCAGCTGAATAGAATCTATCTGTTTATACTTTTGTTCTTTTAATCTTTAAAACACGGA
GCACCGCTGCAGCCGTGGTCTCAGACGCATCACACAAAACAAGACTTATCACACTGATCC
CTCCATTTAGCTGGAGTGCGTTTGTTCATTTCCATGTGGTTCTAGTGTTTTCTTAAAGTC
ACTCGTCGTGCTATGACTAGTGTGTTTAGTTTGAGTTTAGTGTGCTGTGCATCTGTCAGT
GTGTGTGTGTGTGTCTATGCGTTGGCGCTGATGCTCTGCTTGTAGACAGCATGGTAGGCA
TTTCGCAGCAGGACATAGGGGAAGCAGGACTCCAACAGATCCATAGTAAGGGAGGGCGAC
TTCTGCACAATCATGTTCAGCAGCAGGTACACAGACTCCCGGGTGCGGGTCGTAGTCTTG
TCCGTCTCCTGGCCCGATCTTTTAGTAAACTGGATGAAGCCAGAGCCAGGGAACTCCTTG
AGCCCGGCCCTCGATGCTGCCCTTGTGGGATGGTGAAAAAACCCTGCTGCCAC
>AU168252 ID   AU168252   standard; mRNA; EST; 795 BP.
CTGGAGTGTGCAGCCTCTACGGGGCTGCAGGACATGTTTCTGATAGAGAAAGAAAAGGAT
AACCTACTTTTCTCCTGAATCCGTCCCTCTGGGTCATTCTCCAAATTCAACCCCGGCCTG
TCCTGCAGCCTAACGCAGTGGAGCTGCTGCAGTTTCTGCAGCCTTCCAGACGCGGAGCTC
AGCGGCCCTCTGCTCCATTTTCAGCAGCTCAGTGCGCACTGCTGCTGCTCCTGGAAGGCA
TGCGCAGCCTTACCTTCACCTGGAATCTCGGCGCCATGACAGAAGACTGCTATGCATCCC
ACCTAATGCCGCGATTTCTCTGAGAACGAAGGGAGGGGCTTAAGAAGCGTGAACCCGACA
GCCTACGTTTGGATCAAAGCTCCCCGCTCCGGAAGCCCCAGCAGACAGACGCTGCTTGCA
TCAGCATGCTAACAGTCCTGCGTACCGTCTCCATGGAAACCACCGTGCATTAAGACGAAA
TAAACATACTATTCTCATCATGAATCTATTAACGGCATCAGCGCGTTGAATGAAACGGGG
AGGCGGCTTCTCTTCTGTTTCTGCAGCTGCATGAAGGTCGAACGCAACGAGGAGACTGAC
TCCTTCATCGACGCTGACTGAAGGAGGAGAGGCGGTGAAGGCCATTTTATCCCGACCAGG
CAGCGCTGCATCTGATCCTCGGTTTGGCTACAAGGCGCTCCGCGCGTTCTGCGGCGCAGC



AGCCGGGAACAGGCGTGGAATACTCACACTGATGCGCGCCAGCGCGTTCATTGCCGAGGA
GCCCGCTTTCAAATC
>AU168256 ID   AU168256   standard; mRNA; EST; 737 BP.
TTTTTTTTTTTCCTTGTAACATTTTCTCTTTTTCTTAACTAGAAATTCAGACTTTTATCC
CTCAAATTTTTTACCTTTTTTAACTTTGATGCATAAAAACAATTGATGGCTTCCTTTCAA
AGCCTTTAAAAACTAGGACTGCCTCAGGGACAACGGTTTCAGATATGGCTTTTTAAATTC
ATGTAAATTGAGCCATTACATGTTTGTTTTAAACTGAATCTGGAGAAGCTGCTGTTCCAG
GACGACGTCTCCGTTTGTGCAGAACAGAAGTTCTTCTAAGGCTTCTCGTTTCGTTTGATT
GCCTAAAAGTCGCCCAATAACAAAAGTATTCCCTGTGTTTTCTCGGGTATCCAAAGCGCC
GACGCTCCGCTTGGATCAACGGGAAAGATTGGTGAGAAACTAGGATGGAGCTGTGGGAGA
CCAGGAGGAAACCCAAAACATGGCTGTTCAGAGAGAGCATCAGGGGGCGTGGCCTCTTTT
TCCAGGAGACGGTTGAAAGTCAGCCGTTGACCCGCTACTGCAGGTTCCTCAAGATGCGTT
CATAGCGGAAGTCGTAAACGTGCCGGCAGGAGGTACACCAGCTCCGGGTCCGACGTCTGT
GGGCACGCCAGCGGTGGGAAGGGCGGAGCAAAGTTCCGGGACGGGACGGGCACCCGGGCA
GGCCGCCGCCAGGGAGGGGCCGTCTTCAGCACGCCGCTTTTACCAAGGCACCAAATCCCA
CAGTCCTGGGTCGAGGG
>AU168257 ID   AU168257   standard; mRNA; EST; 358 BP.
CGAGAGCACAGTGTCCTTCTGCCTCAGGGTCATGGTCGGGGTGATCATCCTGTACGACTA
CGTTCATCCTGTCGGAGCATTCGCAAAGTCCTCTAAAATTGACATGAAAGGCTGCATCAA
AGTTCTCAAAGATCAGCCTCCAAACAGTGTGGAAGGCCTTCTCAACGCTCTCAGGTACAC
AACCAAGCATCTGAACGATGAATCTACAAACAAGACGATCAAGAGCATGCTGCAGTGAGA
CGGCGCTGCGGCTGCTGCGGGGAAAACGCCCACTCGCTGACCTGACTGATGTCGCTGCAC
AGAATGACACTGGACTCTTTTTGTTTTTTTTAAAGGAATGAACTGAATACTCTATTGG
>AU168261 ID   AU168261   standard; mRNA; EST; 445 BP.
TAGGAATAAAAAAAATAATGGAAAAAGCTGTTTTAATCCTACATCACACCCTACAACATT
CATTAACTGGACTTGTCCTTGAAAAGTTAAATTTTTTGGCCATATCTTTTGCTAGAAATT
TTCAAAAGTATGTTTCTAATGTGCTTTAATGTAAACCACAACCGAACATTTGATAACATG
TTTTGTGCCACAAAACTATAATGGTTGGCTTTTCTTGGGGTTTTTTTCCTGGATTTTTAA
TCGAAAATTAAAAATATGTTTGCAGTCTTTGCAAGAATATCACATTTTTTAACTTTGGTG
GGAAAAAAACCAGAAGTCTTTTGGTGTTACCTTGGATTTGCAAAATGCCTGGAGACTTAA
TGGAACCAATAAAGGTCCTTAATTGAGAGACTCCTGGGTGTACCTTTCAGACCGGATAAA
TTAATGGAAAAGGTGGATTTTGCTA
>AU168263 ID   AU168263   standard; mRNA; EST; 569 BP.
CGCCAGCTCCCGTACTCCCCCATCAAGTCCAGTCCAAGTTCTGCCACCATGGGCAAAGGA
GCAAACTCCACATGCAACATAGTGCGTGTATTCGGCACACGTACGCACTCTGGCAAATCG
ACCACCACAGGGCCACCTGCATCTACAAGTGTGGTGGCATCGACAAGTAGTAACTATTGA
GTAAGTTTGAGCAAGGAAGCTGCTGAGATGGGGAAGGGGTCGTTCAAGTACGCTTGGGTG
TTGGACAAGCTGAAGGCGGAGAGGGAGCGCGGCATCACCATCGTCATATCTCTGTGGAAG
TTTGAGACCAGCAAGTATTATGTGACCATCATTGATGCGCCAGGCCACAGGGAACTTCAT
CAAGAACATGATCACCGGGACCTCCCAGGCCGATTGTGCCGTACTTAATCGTGGCGGCAG
GCGTCGGCGAGTTCGAGGCTGGCATTTACAAGAACGGACAGACCCGTGAGCACGCCCTCC
TGGCTTACACTCTTGGGGTGAAGCAGATCATTGTGGGCATTAACAAGATGGACTGCCACA
GAGCCAAACTACAGTCCAGAAGCGCTACC
>AU168264 ID   AU168264   standard; mRNA; EST; 419 BP.
CTGTGGTCTAGCGGATGTTGAAAGGGATACAGAGCAGAGAGCTGTCCACACGCTGCCATC
TTTACCTCTCTGATTTGTTTCTGTTTCTCTCTGGAATAAGTGTAAGTCTTGCTGCTCATC
ACCGGCTATTCCTTCGAGGGAAGACACAGATCCTCTTCATCTGACAGGCTTCACACACAG
CCAGAGGAAACAGCCCTTCATCTATTGCAGGGCTCCCAGAGCAGCCTGACGGGGGACACC
ATGGAAGCCCCTTTAGTGTGCTTGGATGGGGAGTTTGAGGACCTTCGGACGTGTCGGATG
GATGATCTGGACCATACCGCTCTCAGTCACTCCTCGTACCCCACCACCACTGTACCTCTT
ACCTCTATGACCCGAGAGGACTTCTCTGAGCTGGAAAACTTCTCTGAGATGATGAGCTT
>AU168273 ID   AU168273   standard; mRNA; EST; 794 BP.
GTTTGTTTTGCTAGCTTGGAGGTTAGCAGTCGACGCTGCCACCTTAGGAAAGTAGCGGAT
GGATTTTTAATGTGTGACCAAGCGACTTGAATGAGTCGGATGTGGTGGGGAGGATCCAGT
AGTTTTTCAAAATAAAACTTCTTTCAGAATCAGATTATAAATAAAATGGAAACATACAGG
TCTCCATCAACTGTCCCATGGACCGTCCCAGGGAGTCACTGGAATAGAGTATCATTTGAT
TAGTTGTTGCCGTTTTTTATTGATGCAACACTACAAAATACAGTTTGCCTGAACTTGGAC
TCCTGCTGCGTCTGTAACAATTGTACATATCAGTAGGCAATGTTAGCACAGCTGGTAATC
TATTAACTGAGCAAAGGAACATGAAAATGCAGCAGAGAAAACTTGTGGGGTCTCGACTCC
CTGCTAAAAGTAGCTGCAGCAGAATGATGGGTGTATTTGAGTGCTGCAGTTCATGATTCA
GGCATGATTAAGGATTTATATTGCATCTTCATACTCCCATTATTCTGTCAACAGCCATTT
CCTGTGCGCCGCACACAAGCCGGTAAACTTATGCAGCTGTGCTCAACTTGACAGTGGGAG
CGGAAAATGGGAAGCTGCCGTCCTGTGACGGAAAAACAGAATGCATCATTTCCATTTTGT
ATGGAACGGCACAGCAGCACGGTCAGAGCTGGGCGGCTTAAACGAATCCTTCCCCTTTCA



GCAAAAAGGCTGCAGCACGATCAGTATTTATTTAGAAACAATGCACACACTCTGTTCTTT
GTACTATTGGGGGA
>AU168276 ID   AU168276   standard; mRNA; EST; 709 BP.
TTTTTTTTCTCAAGCAGCTTTGTTTAATGTTCATAAAAATGTCATACTATTTACATAACA
TAACATATTCAGGGTCACCATAAACAACATTTCAATTTTTTTTTGGCAATAATGCAAACA
TGAGCCCAAAAAAAAACAACAAAAAAAGTATTAACCACAGCTGGTAGCCATGTTGAACTA
CAGACGTGGTGTGCAGCACAAACACTGTTTGAATCAAACTCCACTTTAACACCAGAAATT
TTGATACATAATGTAAAAAAAATAAAAGTACAGTTTACGTGATGGAAAAAAAAAAACAGG
TGACGTCTTTTATGCTACTCTCTGTTTTCTATCCACGACATGAGCACTTTTACACGGAGA
CTGAAGTTTACTGCGATGGTCCGTTTCAGCACGTTGGTGAAAGAAATACCATCTTATATT
CAACAAATCAAGGCTACAGACTGAAAGCACAGCAGACACATTTTTTGTTTTACCTGCAGC
TTAGCTACATTTTCCAGATGAAATAAATAAGTCGAATGAGAGAGAGCAAAACACAGATGT
ATAGGCAAAAGTAAAAATGTCTGATGTGCTGCTTAAAGAAGTTTGAGTATTGCACTATAC
AAGTGTGATTTCACCAAAAACAAGGATTTGGAGCTTGATTTCATCTGCCGAGCTTTACAA
CTGCTCTATTTACAATGAGGAGGATAGGATGGTGGGTCCATAAAATGAA
>AU168277 ID   AU168277   standard; mRNA; EST; 643 BP.
TTTTAACCCAAAATCTGATATTTCACTACCATTTGCACTTCTACTCTTTAGCGGTCCTCA
CAGCCAAGGCACTGATGATGCTGGTCAGTTTGGTGCTCTCCGAAGGCAGAACCTTCCCGG
CGACCACCAGCTCAGCGCCGTAGAAGAACGTGTTGAAGCAGTTCTGGGTGACGTCGGTCA
CAGAGTCTTCTGAGAAGCGGATGCTGATCTGCCGCAGCAACGGACTCGACACCTGCCTGT
AGAAGGTCTGGAGGACGACGGGAGGACAGTCAGACTTCAACCTCTCACCCAGACTGAAGG
GCGGTCAAAGGACACAATGAGCAAGCAGCTTCAAGAGAAGAGATCAGCTCCCTCCACCTG
GAGCTCCATGGAGGATCTCACCTGGTGGAGTAAAACTGATCTTGAGAACGGTGAGGAAGC
AGCCAAGAACAGGAACCACAGTAATATGGGTTCCAACGGTAACATGAATTCAAACCCTGC
CGAGCTCCAAAGGTCGCCCTGCTTCAACCAGCACATGTCCAGACCCATCTAAAGGTCTCC
AGAGACCATCCAAATGATCCAGAGGAGGACTGGGAGGTGGTCATGTGGTCAGACGAGACC
AAAATGGAGCTTTTTGGTATAAATGTCACTTATTTGGAGGGGG
>AU168278 ID   AU168278   standard; mRNA; EST; 654 BP.
TTTTTATATAAACTATTTACAACATTTACAGTCTATGTAACCACTCTGTGGCTCTAAGCT
CATTTGCGTGCACTTTGGCCCGAACCGATTGGAATCCAGCTGCCGTAGGGCTTCCTGCTT
TCATGGCTGTCCACTCCCGACGTTAGCTTAGCAGGAGATGGAGCTGCTGCAGTTGGTTTG
GCCACAGAATTATTTGTGCTGAAAGCAATGTGTCTTTTTGGAGACATCATGGGGTTGGAC
ACTTCAGGCTCAACGTCTCTGCCTATAATGTGGTCCAGACACCCGCGCTCCAACAAAGAG
TGCACATCCAAGTCACATGACAGCCGTTTAATCCCAGGTGTTGATGAGTGAAGATCACTG
TCATGTTATCTGAGGTCCAGTCATTTCAGAACCTTGCCTACTCCTGACCAGTGGTTCTGG
TGACAGTGGTCTGGGCTCTGGTTCCTCTGATAGGATGGGTTTCACACTCTCAGGAAGTTC
TATCTTCTCCACCCCAAGAATCCTCATGGCGTTAGCCTTAGCAGCTTCAAGCAGTTTCCT
TTTATCGTCAAGGCTTAAGCTGACAGAGCGCACAGGACTCCTGGATCGGGATCTAGATCT
GGATCGACCCCTGTAGAATCCATATGGGGACGGAGAGAATCGGGATCTGAGCGG
>AU168279 ID   AU168279   standard; mRNA; EST; 450 BP.
AAAACATTTCCAACAAAAGGTTGCTGTAGCTTTTTCCCCAGCATGGAACTTTGAAGGTCT
CGCATTACAGGGGATGGGGGGAATTCCCACCAAACCTTCACGGGGACTCTTGGACGCAGG
GACTGGGAGCCTTCCATGGGACCCTTCACCTAAACCCCAGTTTACTTCCAGGGTGTGGAG
CTGGAAGCGGCAGGGCCTCACCATGGACAGTTCCCGAGCCTGTGCACATGATGGAGGGAA
TTTTCTCTGAGCTTCACAGTGTTGCGTCAGAAGTGGGCATCCCAGTCACTGCAACACATT
TTGATAACCAGGCAAGAAATGCTCTGGATGGGAAACCACAGAGGTCATGTGACATCGTTC
TTTGGGCCTACAATGGGACGCTATTCATCTTTCCAAGTGCACGCTGCAAATGACATTCCG
GCACATACAGAGTTTGGGAAACAGGAGTGC
>AU168282 ID   AU168282   standard; mRNA; EST; 530 BP.
CCGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTACTTTTTAATGACTGTACATATCTCTA
CATCGAGGGAGAATGGGGGAGTGAGACAGGGTTGGACCTATGAACATACTAGGAAGGAAA
TGACATAGATGGGGGTGAACGTGTACATCAGTTGCCATGTCCATGTAAAGGCGGCACGAA
GCGGTCGGGCGGCATTAGAGCTTTTGGCTGCGTGTCCGGAGTCGCACTCCTCCAGGTCCT
CGTCGTCGCTGGAACACTCTGCTGACGAAACAATGTCATCTGTTGTCTGAATAGTGGGTG
GCGATCTCTGTTTGCGTGTGGTTGTGGTAGACAGCGTGGTTGTGGTCTCGATGAAGGTGG
TGGACATCTCCGGGGGCACGGACGTGGTGGTGCGCGTGGCGCCCCGGGTGGGCGGTACGT
TATTCCACCAGTCGCACGCTGCCGGACACCTTGATGTTGGGATGGCCTTCGGTCGTCATG
TTGAGGACCTTTAGGTCGTTATAGTCAAGGCCGGTAAAGCTGGAGCCTGG
>AU168285 ID   AU168285   standard; mRNA; EST; 730 BP.
GTGTTTATGGAGTTGGGAGACATCCCTGAGCGAATCGCTGGAGAAGGAGGTGCAGGAGGC
CCGGAGCATGGTGTCTACTCTGCAGGCTCTGCTGCTGCGCGGCGCGCTGCCTGAGGAAGA
GCATAATGTGGCTCTGGACCCAGGCAACCCCCAACAACAGCTGGTTGTTGTTCGCAGCCA
TTTGGATCAGAGCATGGAGGAGGTCCGAGAGCTGAAGAGGGAGCTGTTGCGCTGTAAGCA
GGAGGTGCGAAACCTGCAGGCAGTCAAGGACGCCCAGCAGCAGAGGCTGTGCACTCAGGA



GGCATCGATCCTGCAGATGAAGCAGGAGCTCCTCAGAGCCAGTATGCTGAAGGAGGAACT
CGGCAACCAAAACGCAGGGCTGCAGTGGAAGCTGGAGGAAAGCAACAGGCTGTGGGGCGA
GTGCAAGAAGGACATCGGACAGAAGGACAAACTGCTTCAGCAGCTCAAGCAGAAGCTGGA
AGAAAGCAGAAAACTGCAGACAGACATGCAGAAACAGTTGGAGCATAAAGGCGGCGTTCT
ACAGGAGCCAATGTCTGGAAACCTCCAGCAGATCCCCATCAACCCAGAAAACAATGGATA
TTCTCACTGTGGGAAGCTCCGCTCATGTGTCAGGCGCAGAGGAGGTCCAACTGATGCAAG
ATGCTCTGAGGAGTCTGAGGAACAAGTTTTTGGACCACGACCCTTAGCAGCACACCCTGG
GACACTCTGG
>AU168287 ID   AU168287   standard; mRNA; EST; 491 BP.
TTCGTATGACGCCATCAGGGGTTTTTATTTATGTGATTTCAATGCCACATGCAGCAGTTT
GCAGCACGTACAGCAGAAAGGCGTCTGGGTGGAGCCAGTGCAAAAAGGTAGCGGACCACA
TAAGACCACCACTTACTTCAGGTTTGGGGGGGGGGCTGGCAGAAGAACGTCACCAAGTTC
AAGTAAAAGTTCAAACACGTTCATCTCCACGGGTACAGAACACGCTCATGAATTCACACG
GATTACAAAAGGTGAGAACAAAGAAAACAAAGACACCAAACAATCCAAAGATTTCAAGAA
AGGAAAAAAACCCGAAAACATTCGCAGTCTGAGGTGAAGGGTCAGCAGTTTCACACTTTC
AAGTACGGATTTCACCAAACACAGCGGCGAGGCGACCATCACGGGGAATCTACTGGTCTA
CATTTCCACACGGAAAATGATCCTGACGTTTTGTAACCAGAGTTCTCAGAAGTGCAGCGT
TTTGGAGCAGC
>AU168290 ID   AU168290   standard; mRNA; EST; 375 BP.
TTTTTGACAGACAACACTTTTTATTGTACTTGTGTTTGACTCAGATTAATTGACACCAAT
ATAAGCCTACCATGCAGCAATTCCTGAAAGCATTCATCCCAAAAGTGGATGCTTTTATTT
TTAAGCTTAACATGTGCTTAAAAAACATTAAACATAATTTAATGCAGACCAATTTCTCCT
CTTTACCTCTAATATTCTTCTGCTTACTGCTCTACTTCTCCTTCAATGGAGTCGACTACA
ACCTGCTCGTAATGCCTTCTGCAGAGCGGACATATGACTACCTGGACTCAGAGAACTCTA
CTTACTGCATTGCTTGCGGCACGTACCAGTGAACAAAGGCCCGCTTGGCATACATCAGGT
AAAACTTGTGGCTCA
>AU168295 ID   AU168295   standard; mRNA; EST; 806 BP.
CTTTACTGCAAACCCACGGGATTCTTAGAGACATAAAAGAGGAGACTGTTTGCATCCATG
CTATACAAATAATTGCAGGTTTCAAATAGAGTGTAATTTCTTGCACCAGCTATATAGGAG
TGTGTGGGCTTTGATGTACAAATCCACAGTTCATGGGGGATTAGCACCCCAAAGGTTAGC
AGTGGCTAATTACAGGAGATTGGTTATACACATCTAACAAGGGAAGAAGACAGCATTAAT
AAATGTGAGGATTCGTCAGGAACAAGGATAAGCAGCTGTGATAAGTGAACATGTACGATA
TCTGAACCACTGTGGACAGATGCCCTTCAAAAAGAGGTAAAGAAAAATCCTCTTGTCTTG
TATCATGGATGATATAAGTTTTTTTGTTTTTGTTGCTTTTGTTTTTTTTAAGCATGCATT
TGTGTGCCTATTTCTGCAGCAGTTTCTTTCTTACTGTATTTTGCTTGCAGCACTCAGTGC
AGCATTACCATAATCCTTGGGTTTCTTTCTGCAAACCACCACTGGCTAAATGAATCTATT
ATTTTTGCCTCCGGCCAAAAAGATGCAACAAAATGCAAGGCATTGAAGGAAAGGAAACTC
GTGATAAGCTGCACGTTTTTCACTATAACAGCTTTCCTGTTAGATTTTTTTTTTACTTTG
GTACACGTTGGACCGTGTTACAGTACTCAGAATACCTGTAACTCTCAACCTTTTTAGCAA
CACGTAAAAAACAGACTGATACTCCTAAGCACATATAACTGTGATTGCCTTGGTAGAAAC
ATGTCAAAATTTTTTTTTAAGTTTTT
>AU168296 ID   AU168296   standard; mRNA; EST; 787 BP.
GCCAGGAAGCTGAACGCGCATAGCTCGCAGCTCGGGAGCTGCATCGACAAGGCCAGGCCT
TATTATGAAGCTCGCCGCCTTGCTAAAGAGGTATTCCACAAGGAAAGACACAATCTGCGC
GATGTACAGGGTATATGTTTTAATGCAACAGTAAGACTGATGTCACTGACATTTCATCAA
TCAGTAGGCCCACAGTTTGGCGGTGGAGTGGTGCCCTTGTCATAATGTTTCTCTGAGAGG
TGTGGCTGCCTTTGTAGGCACAGCAGGAGACCCAGAAGGCAGCTCTGAGCTATGAGAGGG
CCGTTTCCATGCACGCAGCTGCCAGGGAGATGGTGTACGTGGCTGAGCAGGGCCTGCTGG
CTGATGGCACTAACACTCTGGATCCCACCTGGCAGGAGATGCTTAACCATGCCACTGCAA
AGGTGAACGAGGCTGAGGAGGAGCGCGTGCGCAGCGAGCGAGAGCACATGCGCGTCACAC
ACGCCTGTCAGGAAGCCGAGGCTCGAGTCCAGATGCTGCAGAAGTCCCTGAAGAGACTCA
TCGTGAAGTCCAAACCTTACTTTGAGCTCAAGGCCCAGTTCAACCACATCCTGGAGGAGC
ACAAAACCAAAGTGCTGCAGCTTGGAACAGCAAGTCTCCAAAGTGAAAAACCACTACTCA
ATCGCCCTGCAGAACTTGGAGCAGATCAGCGAGCAGATCCCCGCTCAGAGGGGGAACGGA
CCCCGGTTGAGGGAGAGCTCTTCTCCCTGTGCGGTGGGCGGAGCCCCCTGTGGGGGCTGA
GGCAGAC
>AU168298 ID   AU168298   standard; mRNA; EST; 748 BP.
CCGGAGTGATCAGATCGGTCCTTTTATTTCCATGGAAAGAGTGAAGGATGATGAGCAGGG
GCAGGGATATCTCACCCCAGTGCTGACTCACTCATTGTTTCCTGCTCAGACAACTGCAGA
AGCCAAGAAGCTGTATAAGGCACTGCAAGAATATGCCAAACGTTACAGTTGGGTGGGAAT
GGGTCGCATTCATAAAGGCCTCCGAGAGCAGATCAAACAGAATGATCTACCTGCGATCCA
GAAGCCTCATCTCTTCTTCCTGCCAGACGTCCCAAGTGTTCCTTTTTTCCCACGTGACGC
TCATCGGCACGACATCGAGCTTCTTGAAGCCAACTATCCTGTCATTTTGGCGGAGTTCCA
GGCTGTTTATCAGCGCGGCATCGACTCAAAAACAGGCTGGACCTGCGTGGGGCCAAAGGG



CCAGGCGGTGTTCCCTTTGTACAATGCCGGTGTGTACATGGCTGGAAACTGTCGTTCCTG
TCCCTGCACTTACCGCACTCTTCTGTCCTTGCGAACATTCATAAACAGCAACTCTTTGGG
ATCGGCGGGATTCTGGCTGCTGGGGCCCGGAGCCTCACTGGCGGGCTCCTACGGTCCCAC
CAACACACGTCTACGCTGTCATCTCGGTCCTCCAGAATCTGGACCCAGAGTCATTCTGAG
TGTGGATCTCTGGCATCCAAATGTGGCTGCGGCGGAAAGGCAGGCTTTTGACTACATGTT
CAACCCTGATCTCTGAATCCTTTTTAGC
>AU168300 ID   AU168300   standard; mRNA; EST; 400 BP.
TTTTTTTTTTTTTACTTGTCAAAAAAACGTGTTAAATAAAATTACTTGAATAAAAAAACA
ATTAAAAAACAAAACAAATGTCCCATATTTTCATTATTTTTTGTATAATTTATGTAGTTT
TATATTGTAATGTTAAAAGCAATGCTGACAGAGTAACTTAACCTATTGCGTGTAACCGTT
TCATTTTTTAAGAGGATAAATAGAAGCTGGAAAAATATGTCAAGAGTTTCTGTGGCTCAT
CTCAGTGAAATAGGAAAAAAACAAACAACATCCACTGAACTTTGAACTGGTAGCAAATAT
TTGACCCAAGTCCTGGTCTCCCTGTGCCGGGCCCCAACCTGGACAAAATACAGGGTTGTG
TCAGGAAGGGCAACTGGCGTAAAAATCTGCCCAACCAAAC
>AU168306 ID   AU168306   standard; mRNA; EST; 680 BP.
CTTCACTGGACTTTACGTTCTCCGTCTCACGGCTGATCATGAACGCCATGTACTCCTGCA
GCGATACGTTCCCATCCCTACAGAAACACATCACTCCAGTACCTTAGATTGTGGAAGTCT
TCCCTCAACTCTGACTCTCTAAGCAACGCAGAGACTCGTTCCATGCAAGACCAATACATG
TAAAAAAGCAGCAGACCTGTTTGGATCCACTGTGTCAAGTATGGCTTCAAACTCAGGATC
AGGTTCTCCTTCCTCCACCATGGGTAGGTCGTATCCCAGAGAGCGCAGACACGACTTGAA
CTCCTGATGGTTCAGGCGGCCGGACTTCTCCTTGTCAAAGTGTCTAAATGAAACAGAAAC
AGGTGATGATTCATCCTGGCCTTGAACACGCCCATTAATCCGTTGACGTGAGGCAGCTTA
CTTGAACATCATGCTGAACTCCTTAAGAGCCTCTTCTGTCACTCCGGTGGTGTTTCTGAA
AGCAGGATGAGCAGAAACATGAACACAGATTCCCTTTAGCATGTCGTGAACTTCAGCGTC
TGCTGCGATCAGCACCTGGCTTGTATCTGTTGCTCCAGGTTGTGCTGCATCCTCATGCCC
AGCTGGTCTAGTTGGTCCCACTGCTGGGCCAGGCCCACCGTGCTGTGCTCTGTGTACTTG
TTGTCCAGGATGAGAGCTTC
>AU168307 ID   AU168307   standard; mRNA; EST; 540 BP.
TTTTTTTTTTTTTTTTTTATGATATGCAGTGACAGGGTTAAGAAGAAGGGTCATATCTAC
TCTAAGAAGTTTTTGTCATTTCAGGGTCTTTTGTTTATTCCTTTTTAATTTAAAGTTCTG
AAATCACCCATGCCCTTTAAAGACACACAAAGATGTGCTGTGTATTTTCCTTCTTTAGGA
GGAGAAAGAAAAGATGTTTGTCATAGATTTTTGAGTAACTACCTGCAATTTCAGACTGAG
AAAGTGCTGACAATGTTTGGCGCTAAAGACATTTTGGATTTGAACATGCCACATTTGTTC
TGCTGGACTTATAAAGCTGTACACGTATTCCATTAAAGTCACTCATCTGAAATGCCTTTC
TTCTGTAACATCAGGTCACATCCATCCTCCACAGGTAAACTGGAGAAATAAAAAAGTCTT
CCACTCAGAATCTTTTCTCCTTTCAATTATCATATGTGCCCTACATTTAACATCAATGAT
CCTTTACGGGAAGGTCACTGCTTGAAGTCTAGGGTCCTAGGTTGCCTTTCCTAGAAATGC
>AU168311 ID   AU168311   standard; mRNA; EST; 410 BP.
CTGGACATCTGGATCCGGCTGCACCTTGCAACCTTTTTTCTTCTTCCCTCTCTGGCGGCT
CAAATCGCGCAACGCGCAGCAAGTCAAACAGTCACTTCTGAACATCTCCACAGTGACTCA
AGCCGGTTCTGCTTCTGTTTGGACTTTTTTGGCCTCAGCCTACAGCCATGATTTTGCCCT
CTGTTTTAATAAACACCCCCTATTTTGGGGAACTGGCAGTAAAGACCGATTCTGAGAGAA
AGTGCGCGCGGCAGCAGCTGAGGAGCGCACCAGCGCGGCATCAGAGCGCGGGATCCGGAG
CAGAGGAAGTGAACATCAGTCGGGCTTAAGGACACAGAGAGAGCAGCAGCAGCGGATCCC
AGGGGAGTTTTGCTCATGTTTTGGAATTCAGGAGAGCCATTCAGAGGCAG
>AU168312 ID   AU168312   standard; mRNA; EST; 330 BP.
GCAGTGTAAAGCTACCTGTCTCTTCTCCAGCAAGAGAATTCAAAACCATCCGTCAAAATG
GTGAACTTTACCGTAGACCAGTATCCGTGGTATTATGGTACAAAAAGGCCAACATGCGAA
ACATGTTTGTGATTGCGCACGTGGACCATGGAAAGTCAACGCTGACGGATTAACTGGTGA
TCAAAGCTGGTATCATTGCACTATGCCCGTGATGGAGAGACACGTTGTTACTCGACACGC
GTAAAGATGAACAGGAACGCTGTATGACTATCAAGCCCTACAGCCATTTTCCTGCTCTAT
GAGTTTAGCTGAAAACGACATGGTCTTTTA
>AU168313 ID   AU168313   standard; mRNA; EST; 669 BP.
AAACGGTCAAAAAACAGTCGCCAACGGGCCTGGCGAGAATTAAGTCTCTTGGCGTTCCGG
ATGTACTCCAGGTTTTTGTGGTCCGTCCAGACCACAAAGGGGTGTTCGGCCCCCTCCAAC
CAGTGCCTCCACTCCTCCAGGGCCACCTTGACCGCCAGCAGCTCACGGTTGCCGATGTCG
TAGTTGCGTTCGGAAGCGGAGAGACGCCTGGACAGGAACGCACAGGGATGCAGCTTTCCA
TCCCGCTCCGACCGCTGGGACAGGACGGCCCCAATCCCCTCATTGGAGGCATCCACCTCC
ACAACGAACTGGCGACGCGGGTCCGGCAGAGTGAGCAGCGGAGCCGACGTGAAGCGGCGT
TTCAGGGTCCGGAAGGCAGCCTCTGCTGCAGGAGTCCACCGGAACTGCACACGTGGAGAC
GTGAGTGCATGGAGGGGCGCTGCAACGGAGCTGAAACCCCGAATGAAGCGTCTATAAAAG
TTCGCGAACCCCAGGAACTGCTGGAGTTTCTTGCGGCAGTCAGGTGACGGCCAGTCCGTC
ACAGCGCTGACCTTCGCCGGGTCCATCTCAACCGTCCCTGCGGACACAATGAATCCCAGA
AAGGCGACGGGTTGAGACATGGGAACTCGCTTTTTTCTGCTTGACATACAGATGATTTGT



CCAGAAGGC
>AU168316 ID   AU168316   standard; mRNA; EST; 246 BP.
ACGACTCCCCCAACGCTGCAGTATTTCTCCGGTTCAGGAGCATGGACAGCGAGTCTCACC
TGAGTGAGTTCAGCGACAGTAATGTCTGACTTTGACAGCTGCTCTATCAAAAATGAGGAA
GATGTCCTCTCTAAAGAACCTTGCAACGGGCTATGACCGTCCTCTTCTGACATGATGGAC
GCGGATACTACCTCGTTGAGTGGTGACGAGGTCATGATACCTGTAACCGGGTCTGTGGAC
GACAGC
>AU168318 ID   AU168318   standard; mRNA; EST; 290 BP.
CACAAGTATTGGCCCGAAAGCAAGAATGTGCCTTTGGACACGGGCAAGCACCAGCTTTTC
CTGGAGAACCAACAGTACCTGGAATACTTCCACATTAAAGCTCATCCGCGTTGTGGAAGT
AAAGACGGGTGAGACTCACTTTGTTCATCACCTCGAAGTTCACACACTGGCCCTGACCAC
GGCGTGCCACAATGGTTCTGAAGAGCTTGTGCGCTTCATTCGCTACATGAGAGCGGCTGG
ATCACAGGGGGCCCCATCACCGATCACTGCAGCGCAGGCATCGGGTGCCC
>AU168319 ID   AU168319   standard; mRNA; EST; 130 BP.
GCCTCTAACACGGTTGCCATGGGGAGGATCGGGAAAAAGCATCTTTGGGATTTTTACTTT
TTTATTTTATGCTGACTTTTCGCCTCGGCTTAAAGCGTAAAGGGAATTTAAAGATCCCGG
CCACATGCCT
>AU168321 ID   AU168321   standard; mRNA; EST; 600 BP.
TGGCTGTGTTGGGGTTTGTCATTGATATACGAGTACAAGGTTGTATGCCTTAATTTCAGT
AGCCATGGGGACTGAACATGGTCCAAAAGTCCACCGCTAAAGCATGTACCAAACATTTTA
GACACTTGGTCTCTCAATCGTGTTCTGGTGGGAAGTTGTCTCACTGTTTAGTTGTGTTTG
ATCAACTAGACAATGCTGGGCGAGCTACACAAGGTTCCCCAGTGCTAAAGTGACTCTGTG
AAAGGGTTTGTGGAAGACATTTTACTTAGCAAGGAAATGTTTATAAATGTCATTTCAGCA
TTTTAGAAGTACAAATGTAAAGACTGGCCACTGATTTGTGGTTTTACTCTTGTTTATCCT
AGTGTTCACTAAGTTACACAAGATATTAACTGCACAACGTGATTTCAATCACAAGTTTTG
AATAAGAAAAGTTAAGGATGACATTTTTTTTAACTATAAAATATCATCTTCATGCAGCTG
GCTCTATGTTTGGCCCTAAAGACCCTCCACCTGGTGTGGTTGGAGGCCTACCCACCTGCA
ATCATCATGATCCTTGGAACCGCCTACATGGTGGCCCTTGTGGGTTTGCTGGAGGCCCCA
>AU168323 ID   AU168323   standard; mRNA; EST; 709 BP.
CTTTAAGACAAAAGATTTAGACAGCCTCAAATGACATTTTCATTAAAAAAAACAGCAAAT
AAAAAACTGTCGCTATTTTAAAAGTAACTATATTTTCTCTACATTCCTGTCAATAAAATG
TGATAAAGAATCTTGACCAAGTGTATTTTTTTCTGCTTTTGCTCAGGCTTTGTGCTTGTA
ATCGGACTTGTGACTTTCTACCGGATCGGACCCTACACACACCTGTCCTACTCCTGCTAT
GTGGACATAGTAGCTTGCCTTCTGGCCACACTGGCCGCAGCCATGCTAATCTGGAACATT
CTGCACCGGCGGGATGACTGCCTGGCTCCTCGAGGTTATAATCATCAGTCGCTCGCTCGC
ATCGCCCTTTCACCCACGCCCTCAGCAACGACTACGTGGAGTCTCCGTGCTGAGGCTTCA
TGGAACACAGAAGGACTAATTGCAGAACATGAGGAGGACTGCTTTCTCCACCATAACTGT
TTTAGTCCTAATACTCATCTGAATTGTGACTCTCAGGAGTTAAAAAAGTTTTTCTGTGGC
TCTGGAAGCATGGACCCTGCTTCCTGCAAGCACAGGCTTATTTTTACTTATTAGAAAAAC
CTTCTGGTTGGTTTCAAGCGCCAGGGGGTCACATTTTTTAACCAAAGATAATGGATTTAG
GAAACCCTTTTAGCCTAAATAAATACCAAACCCTAATTGACCCTTTCTT
>AU168324 ID   AU168324   standard; mRNA; EST; 690 BP.
AAGAGCTGAAAAAAATAAAATAATAAAACAATAATCTGAACTGGCCAAGCACAACTAGCA
ATGAGTGTTTGGAGACATTGTGTAGTTAGATTCTCATGCGTTTATCTTGGGGGACAGTAC
CAGACCCAAAATGTGGATTTGAGTTGTTTGAAGCATATCTCCAGTTGGGAAGGCGTCCTG
CTCACTCCTGCTTTACATTCCAGTCGTCTTCATTATCGTACAGCTTGGACAGAATTCCTG
ATCGCCATTGTTTCCCACTTCTGTTTTTCCCGGCTCATTTTCAGTAACGAACCTCCGAGT
CTCTGTGTTTTCTCGCTCTCATTCTCTGCCTCCGCCGTTTAGAGAGAACCTGCCGAGTCG
CTTCAAGTTCAAAGAGTACTGTCCCATGGTGTTCAGGAACCTGAGGGAACGCTTCGGCAT
CGACGACCAGGACTACCAGAACTCTCTCACCAGGAGCGCCCCGCTCAACAGCGACTCCCA
GGGTCGCTTCGGTAACCGCTTCCTGTGCAGCTACGACCATCGCTTCGTAATCAAAACCAT
TTCTAGCGAAGACATCGTAGAGATGCACAGCCATCCTGAAGAAGTATCACCAGTTTCATC
GTGGGAGTGTTATGGCAACACGCTGCTGCCTTAGTTGCCTGGGCATGTACAGGCTAACGG
TGGACGGCGTGGCAGACGTACATGGTGGTG
>AU168328 ID   AU168328   standard; mRNA; EST; 420 BP.
CCAGGTGAAGCCTTGCTGCCCTGAACATACTTTTGATTGATTGACGGGTTCAACCCATCA
GTACAGTGGCCAACGTGACTCAGGAGACTGCACTGACTCCCTTCAAATCCTAACGTGTTT
AATTGAACAAACTCCAGTCCACCTGCACACCGAGTACAGCGTTTTAAAGTGGAGGGCATG
CAGTTTCAAATGGAAACAATGATTCAATGGAGCCTGCAGCTTTTCGGATGGATCATTTGA
ACTTGACTCTTAGCAGCTGCTACGTCTAGTCTGTGGTCAGGACTACCGTTGGACCCGAGG
CGGCGTACTTCGACTTCTCCTCTGTGGACTTGACTCCACGCAGTATTTAAATAAATGTCA
TGCCAAACACCTGAGCTTACCTGAACATGGAGGTGAAAAGTTCTCCTATCTTTGCCTGAT
>AU168330 ID   AU168330   standard; mRNA; EST; 590 BP.
GAGCTACTTGTCCCCGTAAAAACCGACACCAGCCACCGCTTCCCAGCGCCGGAGATTGTC



CCGTTGCGTTCAGGATTAAGTTTGAATTTCATCCAAAGGTGGATCATTATCTAAATCCGA
GATAACAAGCGAATTTGAAATGCGTAGCCTGCGATGCTATTTTTGGAGCCCCTAAAGCCG
ACGTTTGAACTCTCAGTAAACGTCCAGTTGAGGTGTAAAGCAGCAAGTTAAGTTTGGTGG
ACTTCAAGACTTAAAGGCAGACAGGATGGCGCTGGTCGATAAACACAAAGTGAAACGACA
GCGACTAGACAGGATCTGTGAGGGTATTCGGCCCCAGATTATGAATGGGCCTATGCACCC
GCGCCCCCTTGTGGCGCTGCTGGATGGACGTGATTGCACTGTAGAGATGCCCATCCTCAA
AGATCTGGCCACGGTGGCTTTCTGCGATGCCCAGTCCACTCAGGAGATCCACGAAAAGGT
GCTGAACGAGGCCGTGGGGGCCATGATGTACCACACCATCACCTTAACCAGGGAGGATCT
GGGAGAAGTTCAAGGCGCTGCGCATCATCATACGCATCGGCAGCGGCTAC
>AU168331 ID   AU168331   standard; mRNA; EST; 430 BP.
CCCGCGTGCGCCTGCGAGCGGGCCGCGGGCGCGGTGGTGGTGGCGGCGGNGGCGGCGGCG
GGCGTTTCAATGACCGTTACAGNAGAGGCTCGTAGAACAGTCGTAGCCGGNAACCCCCCT
NCCATGCGGACGGTTTNCCGTACTGGTGGTGAAGAACCTGTCGNCGCGCGTNAGCTGGNA
GGTTGGTGTGNTCAGCTTNAGCACGTACTTTGTCTTACGCTGCTCAGTCAGGATTTTAGA
TGGNCTGGACTCTGGCGGCGTGGNTACGTGAGGNNAGNANCTTATGCGGCAGATTCTGAC
AGACGTGNTTGNGATGNAACTTTGNAACCATCTNTNACCTTTATTCNACAGNCTGACTGN
TGCGNNATGTGNAAGAGCTCGNTAACNCCTTCAGGNNGGNNNAANNCANNCTGCANCTAC
TAGNCTGATG
>AU168332 ID   AU168332   standard; mRNA; EST; 307 BP.
GTTTTGTCTTTGTGGAAAACAATGGCTAAATTCATTCCAGTTTGATGGAAAACCATGTCA
GCCTGTCAGGGATGTGGAGGCGTAGGCTTTAACAAGAAACCCAGATAGATCAAATTCTTA
CTGACTTTGGCAGCTCCCGTCTCTTTACCACCCGGAGTGTCAGGCTTTCTCAGTTTGTCA
GAGACAGCAGTGGCAGCAGGCTGGGATACTCTGTGAGCAGGGGAGGGGCTGTGGGCTGGT
CGGGTGGGAGACTGANAGGGGCTGCAGTTGCGACTGCGACTATGACTGCGACTTTGATTG
CGACTAT
>AU168333 ID   AU168333   standard; mRNA; EST; 348 BP.
CGCCCCCTCCCCCCTTGTTCCAGCCATATCAATGGGGCGGCCCTCCCCCACAAGGGAGAC
TGGACGAGACCCCCCCGTCCTGAGACAAACAGGTTTAGACCGTTTCCACCGTCTGGACCA
GCATGGTCCCCCCCCCTACGGCCCCCCAGAGGGCAGAAGGTGGTCCGCCCCCCAGCCCCA
CCTCCAGTACTCCCCCAGCTGGGCCGCAGGTGAGGAGGACTGGACCCCACCTGGAGGGAG
ACACTCGAGCAGGGAGGGTTGGCGGTAGAACGGACCAAAATTCTGAGCCAAGGATCACAT
GTTCTGGATCACATGACCCGGATCACATGACCTGGGACCAAAAAGACG
>AU168337 ID   AU168337   standard; mRNA; EST; 498 BP.
GAAGAGTCTTGTTCTTTGGTAACCTATTCTGTTCTTTCTCTCGTTGCTTCCCCACTAGTT
GGACTCCCGTTTGCAATTCTCAATTTGAGGCACAAGCCTTTTCGCCGGGGCTTTTACTGT
AATGATGATACTATCAAGTACCCGTTTAAAGAGGACACCATTTCCTATCAGTTATTAGGA
GCCGTTATGATTCCCGTCACAATACTCATTGTAAGTGCATCTGGTTTTCGACAACAGTTC
TTTTTATTCCTATTTCCTCTTTGCCAATCATTCTTCCTACTTTCCAGATTTAGCCCCCCG
CTCCTTTTTGTTTTCATTGCTGTGACTTTTTACATTTCTAACCCTGTGAGCATGTTTTCT
TCTGATAACTTTCTTGCAGCCGCTTCTAGAAAAAATCTCCCCCCCTGATATTTCAGCAGG
GGAAGGCAGTTTACTTTTGGGAAGCTTGTCTGCCATAAATGACTGTGCAGCTGCAGCAGC
TCGCTGGGAGACGAGAAG
>AU168340 ID   AU168340   standard; mRNA; EST; 628 BP.
TGTCGCATCATTTCTAAAGAGCGCCGCCTGCTGGAGAACCTGCGCCTGGACCTAGATGCC
TGTAAAACCCGAGTGAAGAAGGCGAAGGCGGCCGAGGCGAAGGTAGCGAGCGAGGCAGAA
GTGGTTCCAGATTTTCAGGAGACCAGACCTCGGAACTACGTGCTCTCTGCAAGCGCCTCT
GCGCTGTGGACTGAAGAAGTGGAAAAAGCTGAGCAGGAGCTGAAGAAGGCCCAGAAAGAG
TTTGATCGGCAAGCTGAAGTCACACGTTTGCTGCTGGAGGGCATCAGCTGTACTCACGTG
AATCACCTGCGGTGCCTGCATGAGTTTGTGGAGGCTCAGGCAGCATATTACAGACAGTGC
CATCTCCACATGCAAGACCTACAGGAGGAACTGAGAAGGCTTCCTGGCGGTTTTGCACAG
AATTCCAGTCAAAACGCCCCCCCTCCTTCCCTTCCGGAGCCGGAAAGTGTCAGCAGCCCG
GTGGAGACGCTGACCATTGAAGAAGTTCAGGCTCCAGCCTCAGGAACCCGAAAGGCCAAA
GTCCTGTACGACTACGATGCAGCAGACTGCAGCGAGCTGTCGCTGCTGGCAGATGAGATC
ATCACAGTTTACACGATGCCGGGATGAG
>AU168346 ID   AU168346   standard; mRNA; EST; 364 BP.
GAAAAGGGGCCTTTCTTCAGTCTTGCTGACTGGGACGCTGTTTTTCGCTGTTTTTCCAGG
CTTGAGCGCGAAGCGGAGAGGAGACGTGGAGGCAGCGAGGGGACACATGAGATGAGCGTC
GCTTTCGCTGTGGGCGCTGAAACACAAAACCTTTCCTGGAAATGGATTCCAGGAACGAGC
GAGCCGAGCCGAGCCGAGCAGAGCCTTCAGAAGCTCTGACTGCGCTCCAGTCGCACTTCT
TCCTGCTGCGCGGAAATGTGGCTGCTTTGGAAAAAACGCAAAGACTACTGGACTGAACTT
TTTAATGCTTTTGGTTATTGATCAGAGGTGAGTGTGGACGTTTGGCTGCGTGGGCTGTAC
TTTG
>AU168348 ID   AU168348   standard; mRNA; EST; 790 BP.
CATTCTTAAGGCAAACACTGGTAGCTAGAAAGCTAAGCTAACAAATCTAGAAGATAATCT



TTGCTTCTTGTATAATTTTTGTTTAGCTTGTTTTCAAAACAAATACACAGAAAATCAACA
CAACTGCATTTTCTATCCCGCCTGGCTTCACTTTGATTTCATCGTAACTCAAATTCGGAT
CAAAATTTCCCCATCGTTTAGATTAGTATTGACGTTAGCATTAGCTGCAGCCACCATGGC
TGACTTGGGATTTAATGAGCACCATCAGAATGAAATGATCAATTACATGAGGTTTGCTCG
TTCTAAGAGGGTCCTGAGGCTGAAGACTATCGACTCTTGTTTCGAGGACCTCAAAGACAG
CAGGCTGGTAGAAGAAACCTTCACAGTGGACGAGGTGAAGGAGATGCTGGACGGGCTGCA
GGTGGTGGTGCGCGGGGAGGTGGAGGTGGAGCTCATCAACTCCGCTCACACTAATGTGCT
GCTGCTGAGGCAGCTCTTCTCACAGGCTGAAAAGTTTTACCTTCGACTCCAGACTGATAT
TTCTGAGCTGGAAAATAGGGAGATGTTAGAACAAGTGGCTGAATTTGAGAAGACTGACTT
TAAAACTGCTAGTAAGTTAAACCAGGGAAAGCAGCAAACCCAAGCTGGCTCCACTGAATG
GAGGCTGGGGTGTCGGGAACTACTCAACAAGGAGATAGCAAGACTACAGGAGGAGAACGA
CAAACTGGAAAAGCAGACTCCGGGCTTTAGAATCTCAGGCCATGAGTGCGCTAGACGAGA
AAACCAAGGC
>AU168349 ID   AU168349   standard; mRNA; EST; 618 BP.
ATTGAGTTTATTCATGTGGTAGACTTTTTCTGTAGTTATTGTAGTACAGTATCAGTAGAT
ATAAATGAGCCTTTTTATTATTACAAAATTAGGTTTAAAATTAGACAAATTAACTTCTAG
GATCTAGACCTTCTCCTACGCTATGTCCCAATTTCCTCACTACTCCTGAACTCCTGAAAG
ACTATCTAGTGCCCTGGGGTACTTCGGACACATGCTCACTACGGTGTTTTGTCACCCATT
CCCCAAAGTAAAAACCTTCTAAATATTGATTTTTTTACAAAGTATATTCATGGATCCATT
GATTTTTATTCATTTATTTATATTTTTCAGTTGACAAATTGTTCAAGCGCAATGCATTGT
GGTCCATATTCCCTTATCTAGTGAGCATCGATGCACACTTTTATGTAACGTATTTAACTT
CTGGGAAATTTCTAGGACACTGGATTTTGGAATTGTAGATTTGGGCACCCCCCAAAAATG
GCAAACACCCCACATAGTGCTGTGAGTAGTGAAGGAATTCGGACACAACCCCTAGTCATC
CTTTCCTCGGTCCTTCCCATATCACAGACGTCCCTGGGTGGGAAAGGTTTTCGGTTTTGT
GCCACAGGCTCCCAGTAT
>AU168353 ID   AU168353   standard; mRNA; EST; 468 BP.
TTTTTTTTTAAATNCCAAAATAAAAAAAAATTAAGCAATTCTACACTGGCTTTGAATGCT
TTTCAAATTATTTGAAAATTAGAAACTTTGAAAGAACTTTATTCTAAAAGTTTAGNAAGA
TTTATCAGNAACCCAGGGTAACTGCAAAAGCTGATATGTTTTAAGTAGCAAAACAAATGC
ATGTCTATAAAAAAGAAATTGTATTCAACTTACTGAACACATTCATNCCATTTGATAAGC
CGAGGGAAAAAGAAATACAGTAAGATAAAGAAATCTGAATTGATTAACATTTGTTNCATA
ATACCAGCAATTTAAAAATGGCTAACTATCAGAATGTGCAATATAAAACTTTTAAAAAGA
ATAAAAAGCCAAAATACATAAATACGCATATAAATATTTACAAAAAAATGAATGCATCAG
AGAGTGTCAATGCAGTGGTCATCTAAAATATTCGGGGGCTTTTTGCTG
>AU168358 ID   AU168358   standard; mRNA; EST; 323 BP.
TCTAACAGTTCTCTATCAGGTAAGAACATCATAAAGGATTCCCTCCAAGGCATCAAAGCA
ATTGATACGTAGTACATCTACAGGTTTGCAGAAGCAGGCTCAGCAACATATGACCATAAG
GTCACTTTTCTGTTTTATGGCTTGAAATTCAACAGGAGCTGAGTGTGCTACATGAAGTCC
TAGGAAAGGGAAAAAAGATTCTCTATCAAGGAAATGTGTTTTATTATGATAGTTAATTTA
GGCAAATGCAGCAGTCTAGGTAGCTTGCCATCTCTCGGTGGGTGGAGTATCCTTACCCCA
GGTGGAGGAGTTTAAATATCTGG
>AU168362 ID   AU168362   standard; mRNA; EST; 226 BP.
GGTTTGATAACGGTCCACTGTTTAAAAATCTCAACTTGCTGCTGGAGGTCGGTGAAAAAC
TTGCGGTACTGGGTACCAACGGCGTCGGTAAATCAACGCTGCTGAAAACGCTGGTGGGCG
ATCTGCAACCGGACAGCGGCACCGTAAAATGGTCTGAAAACGCGCGCATTGGGTACTATG
CTCAGGACCACGAATATGAGTTTGAAAATGATCTGACCGTGTTCGA
>AU168364 ID   AU168364   standard; mRNA; EST; 179 BP.
TTTTTTTTTTTCTCTTACCGACCGGGCAGTCGTAACGTCAAGCCGGATGCCTTGTCTCGC
AAATACTGGCATCACAGAAACCCGCACTGACTCTACCATTCTGCCAACGTCATGTTTCAT
AGGAAATCTCACTTGGGAGATCGAAAACAAGGTGCAGCAGGCCCAGAGTGAGATCCCCG
>AU168365 ID   AU168365   standard; mRNA; EST; 804 BP.
CTATTTGGTCTCCCACAAAAAACCCTCCATAAACTTCAAATGGTTCAGAATTCAGCAGCT
CGTATCATCACACGCACTCCCTCCATCAACTATATCACACCTATTCTTCAACAGCTTCAC
TGGCTACCCATCCCATTCCGCATTCAATACAAAATCTTGCTCTACACATTCAAAGCCTTT
CACAACCTTGCACCTCCATATCTCTCTGACCTCCTTCATGTCTCCATACCTGCTCGCTCC
CTCCGCTCCTCTTCTTCTATCCAGTTTTCTGTCCCTTCTGCCCGTCTTGTCACCATGGGG
AGCCGGGCATTCAGTTGCTCTGCTCCCCAGCTTTGGAACTCACTCCCCCCTGACCTCCGC
AACACTGACACAATCCCACATTTCAAATCAAAGCTAAAAACTCATCTTTTCCAAATGGCC
TATTCACTTTAACATTAACCTTTTCACGTTTTTATATTTTTTATTTAATTTTGTATTTAT
TTAAATTGTTGTTGTTGTTTTAAGTGTTTATTGTATTTTATACTGTATACATGCTGTGCG
GCGACCTTGAGTGCCCAGAAAGGCGCCTTATAAATAAAATGTATTATTATTATTATTATT
ATAGGTTCTGCAGAGTAGCAGTAGTTCCTTGGAAATTGGCCTTTAAAAATTTGGCCTCAG
AATTGGTACCGGTGTAACCGCTGGTATCCATCCGTACAGGTTAAGCCAGAATTCCAGCTC
AGACGAGGAAACAAAGGACATAAATGGATCTAGTCGTCTACAAGGGGGTGCATAAGAATG



GAGCAGAGCAGAGAGCCTGTGGCC
>AU168369 ID   AU168369   standard; mRNA; EST; 624 BP.
CTCCCTTCTAGTCCTTCTCCTCTTGTTGTTCTTTTTTCTCCTCTGCGGTGGAAGAAGTGT
CCATCTTCTCATCTTTGCCCTCATCGGCTTTAGACTTGTTCTCTTCTGAATCCATTTTTC
CTTCTGAACTTTCAATCTTAACGTTAGCAGAAGGGTCTTTTTCTGTAGCGGACCTCTCTT
CTTTCTTTAAGCTCATGTCTTCTGCTTACATCTCCTTTCCTTCATCCTCTTCCTACTTCT
CTTACTTGTTAGTAGCAAAGTCTTCCTTCTTTTCGAGGGCAGGAGACTTATCAGACTCAT
CTGGGATCTCGATGGTATCTGGATCTTCTACCTTCTTAGGAGCTTTGAAATCTTCTCCAT
CTCTCTTAACGTCGTCTTTGTCCTCTGATTTAGACAAATCCTCTGGGATAGGTGTGTTTG
GCTGGGTGTCTGCAGGGGTACCACTGGAAGGAGTTTTCGGGTCTTCACCTGCAGACAAAG
CAGCAGCCCTTTTGTTTTACTACAGCTCTGCCATCCAGGGCATGGACCACTGACCGTTAC
ACGTGTTACAAACTCCCTGCACCTTTTTACTTATGAGTGACATCACACCGATACGAGTAA
GCACGTGTTGCCTTGACAAACCCT
>AU168383 ID   AU168383   standard; mRNA; EST; 674 BP.
AGAAGAAGAAAAAAAGTGACTTCATCCCGTACAGAGACTCTGTTCTGACATGGCTGCTAA
GAGAGAATCTTGGTGGAAACTCCAGAACAGCCATGGTTGCTGCTCTCAGCCCCGCAGATA
TCAACTATGATGAAACCCTCAGCACACTGCGGTATGCTGACCGAGCCAAAAATATCAAAT
GTAATGCTGTCATCAATGAGGATCCCAATAATAAGTTGGTGCGTGACCTGAAGGATGAAG
TGGCTCGTCTTAAAGAGCTACTGCGCGCCCAGGGCCTGGGAGACATTCTTGACATTGATC
CTATGGGGGATGATTACCCAGGAAGTGGAATCAAATCGCCTATTGGTTCCCTGACAGCTT
CCCCGTCCTCTGGTGCACTTTGCAACCAGGGGGGCTTGCAGTCAGTCACCAGCATCCAAG
AACGTATCATGTCTACTCCCGGAGGAGAAGAGGCCATTGAAAGACTCAAGGAATCAGAAA
AGATTATTGCTGAACTCAATGAAACCTGGGAGGAAAAACTTCGGAAAACAGAAGCAATCC
GCATGGAGAGGGAGGCTTTGCTTGCAGAGATGGGTGTTGCAATCCGTGAAGATGGAGGCA
CTTTGGGAGTTTTCTCTCCTAAGAAGACTCCCCACTTGGTGAACCTGAACGAGGATCCTC
TCATGTCCGAGTGT
>AU168385 ID   AU168385   standard; mRNA; EST; 669 BP.
TAAAAACACTTTTTTCTGTTTATCCATTTTTTTTCACCAAAATTTGCCCCCAGTCTACTG
TCGAGTTCTTAATTTGGCCCTCAGCTACAAAAACTTTGAGAACCCCTGGTGTTAACAGAT
GATGATGGGAAGGGGGGTGGGGTTGTCCTGCACAAACTGTTCCGCCCACAACTCAGAGGT
AAATTTCTAATGAACTCCTGCTGCTCTCCAGAAACTATGTCCCAGAAAACTACACCTTTT
TTTATTTGGGTAAAAACAGCATAAAAATAATTTAAAGACCTCTGGGAACGCTTAACTGAT
CTCTTCCCAAGGTACGACGACATCCTGGTGAACGGGCTTCCTGACTGGCGGCAGCCAGTC
TTTTACTACAGACGGGTCAGAAAGATGAGCAACGCAGAGCTGGGCTTCCTCCTTTTCCTC
ATTCTCACTGTGGGGCACTATGCTGTCATCTGGTCCATTTACCTGGAGAAACAACTGGAT
GAGCTCCTGAGCAAGAAGAAAAAAGACAAGAAGAAGAAAATGAACTCAAGACCTGTAGAT
GACCTCAGATGTATTGGTCAGGATCAGACTGAAAGAAATCAAGAAAGACCTCATTGGCAG
GACATCCTTCCACTGAAGCTCAGCATCTGGCTTTACCTGTCAATCAAAAACCTGCCCCAA
ACTCTCCAG
>AU168392 ID   AU168392   standard; mRNA; EST; 483 BP.
CATCTTCCTGGGTGCCGATCGGGAAACCGCCAATACCTTCGTAGCGGCCTTTAATCAGCA
GGAGACGATCGTCTTCCACTTCCAGATGGACAGTCACTTCCGGATTGGTCAGCTTCACGC
GCGCGGACTCAATATGCTGATTTAAACCGCCGCCGACGTAACGTTCCACATCAATCGAGC
TAAAATCATGTTTGCCACGGCGCTTCACGCGTACGCAGAAGGTTTTGCCTTCCAGCTGAT
CGCGATAACCAAGTTCAAGCGCCGTTTTCACAGATGAAATAACAACGTCGTCTTTCAGAC
GGAAAGTACCTAAACCAAATGCAGGGATAGCCATAATATGCCTCTTTTAATGCTATTTTC
GTTAACTGAGGTGATTATGGGCTTCAGACTGTTGAGGAAAAAGAGCGTAAAATGCAGAGG
ATTTTTGCGATTCTGGCAATAATAGATATACAGACGAAAAAAAACCTCGAGCGTTAACTC
GAG
>AU168397 ID   AU168397   standard; mRNA; EST; 538 BP.
CTGACGCCGTCTCTTATCTTTTTTATTTTTTTAAGTAATAAACATGGTGGGAATTTCAAG
GAATTTTCATTTAACGTTTGTACTATTATTTATTATACTCAGTGCTGTTGTGTTCAACTT
TTCGTCGGTAAAAGCAGAAGATGGAGTGTCGGACTCAGAGAACAGTCCCAAGTTTGTGGA
GTCGGATGACCTGAACTCTGTCCTGAAGAGGCAGTTCAAGACAGCTGAGATTGCGGATGC
TGTGCTGGGCACTGATACACCGATTGATCCATTTGATATTGAATCGTTATATCCCAAGAA
TGTAAAAGACTTCCAGACTGCCTTCTCCCCTCCCTGTGATGAGGGGGGGGATCAGTGCGG
TTCCCCGGACCTGACGACTGGTTCACTGTCTTTGGAGGAGGAAGAGGAGCCGCTGTCACA
GCAGGTCACTCTTGAAATGGTCCATTCAGATATTACACCAACCGAGGAGCACAACGCCAC
AGAGGCTGTCAAGACCTACAAAGTGAACTGCGATAAGAGGAACATGACAGGACTTGCA
>AU168407 ID   AU168407   standard; mRNA; EST; 558 BP.
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGGGCTTTATTTCAATTTA
TTTATCTTGAAAGAACCCATACCAATTGGGGGTATTTTCAAAAAGGGGACCATGGTAAAA
AAGGGATCATTTCCATTCCCCCCCACCCGATCAGATTGGATCTTAGGCTCCTGGGGATAC
CAGGTGAAAAATGCCTATTTCTGGAAAACCCGGTGACGGTTCACTTCTAGTAGATAAAGG



ACAAGGGGGGGGAGATTCTTTTCTCTTTTTTTTTCCCCCTCTGGGGCAACTCCCTGGATC
CCGGCTGAAAAGCATCTGGGCCCCCTTTTGCGTCTGAGTGGGGCGAGACCCTTGGCAGGG
TTTTGATTGGCTTTTCTGGGGGTGAATGATTATTGCCCCCCAACCCGAACTTAAAATGGA
ATGGAAAAAAAAGAGAAAACATGGGTCTCAAAACAATTGGGAAACAAACTATTGAATAAC
AAAGGGCCCTTGGCCTGCCCAACTAATTGCCAGATGGGAATAAAAAGGCATATTCTGGCC
GGATTCTTAAACTGGGGG
>AU168414 ID   AU168414   standard; mRNA; EST; 684 BP.
CTGTCTGCCGTCGGGGAGAGGGTGTTCGCCGCCGAGTCGATCATTAAACGCCGGATAAGG
AAGGGTCGCATCGAATATCTCGTCAAATGGAAAGGATGGTCTCCCAAGTACAGCACTTGG
GAGCCGGAGGAGAATATTTTGGACTCCCGCCTGTTTGCCGCGTTTGAACAGAGGTGACAC
GCGTGGGGGCGAGCGTGTGTGTGGGGGAAAGTGTGCACTTTGCTCCCCTGGCGCTTGAAC
ATGATGGTGTGTTTTTCCCGCAGGGAGCGAGAAAGGGAGCTGTATGGGCCCAAAAAGAGA
GGACCGAAACCCAAAACGTTTCTACTCAAGGCGCATGCCAAAGACAAAGCCAGGTCCTAT
GACTTCAGGAGCGAGGAGGTCCGAGGGATCCACTTCCCGACTGCGGAGCCGGTCGTCACC
CCGAGAGCCCGAGAGGGCCTGAGAGCCGTGGTTCCTACCATCTTCCCCCCGAGCGCCGTC
AACCGGGGCGAAAGCGTCTGCTTGCCGTCACTTCAGCAGCACAGCTCCGTTAGCCTCGTC
CACACGCCCAAAAAGCGGGGGCCCAAGCCCCGCTTTAGTGACCCCCAGCTGCTCAAGAGG
AGGCCGGAGGACCAGGCCAGCCCTGGATCGCGTAAATTCACCAAGATCCAAGGTGGGGAG
GAGGCGAGGCAGGTCAGCGTGGGT
>AU168418 ID   AU168418   standard; mRNA; EST; 677 BP.
CCGTGGAGCTGTTGCTGCGACGCTGGGAGATTCCATAAAGTGTCAAAAAACAGACAACTA
ACATCATGGCTGAGTTGGACCTCAGCCTGAGTGATGCGCTAACGGACAGTGTTCCTCAGT
TGGGCCAAGAGAGCCAGGTGAATCAGGACTTTGTGGCTAAGCTGGAAGCGGAAACCTTTG
TCGATCAGGTGAAGGAAACAGTGGGAAAGACAGACTTTATCCCTTTGTTGGACAACGATG
ACAACACGGCAGATGTGAGTGCTGGATTGGAGAATGGAGAGCAAGAGGCTCGGGTGCAAA
AGCCCAAGGACTAGAACCCGTCTCCATTTCCATGATGACTGTCAGTCAGTTGTGCTTCTG
CTTCTGTGCACTTTGTTCCACTACCTGTGCAATGCACAGATGTATGTACTGTAGCCTTCA
AGTCCAATTTTTCCTTTGCTCAACATGAGGGATGAAGTCTGAGGATTCAAACAAAAGTCA
GCAGAACGGCACTCCAAATAGTCCTATATTCTGAACTCTGTATTTCCCCAGATAGCACAT
TGACCCGCTGTGATTCATTTTGCTTGATTTCGCACTTAACAGGTCTTGGAAAAATGCAAA
AAAGCAGGAGAAAGTTATATTCTTTAATTTTTCTAGTTTGATTTTTCCAGTATATTCTTT
TTGATTTAGAAAAAAAA
>AU168424 ID   AU168424   standard; mRNA; EST; 321 BP.
GAAAAAAGGAGGCTTTTGTTTTGTAAACTGGTGACTCCATGCTTTCCTGTCTGATCTGTT
GGACTGTACTGCAACAGAAGCAAGGGCTTGACTGACAGCTGAGACTGTGTGTGAGAGTCA
GGGGTTCAGTCATCTCAGTTGTTGAGTGAGCCTGTGAAGAGCATGGATGTTGTCACAAAT
GCAACGTGTCTGTAGTCGCACCGTCAAACCGGATTTTCAAGCACACCTTGATCTCATCTG
TACGAAGATGTGAAATTGCCTTTTTTTTTCTAAGAAAACCTCAAGAAAACATTTATTGAA
AAAAAGTATTTTTATGTATTT
>AU168427 ID   AU168427   standard; mRNA; EST; 679 BP.
ACTTAATTTATCTAATTAAAAAAATCACAGTCATTATTATTTATTGAGAATAAAACACGA
TTCTGATTTTCTGTTCTAATTATTGAAATCATGTGGAAAATGAAGGAAGAAATAATCATC
ACTCCTTTGCATAAGCTGTAAAGTAAATATGTTTTGGGGGATTTGAAGGTGAACAAGATG
TAATGTTTTGAAGATAGAAAAAGTGTTTAACATTTCTGATCATCTAAAAGAAAGTCAATA
GAATCTGCAATGCTATTTCTCCTGTTTGCTTGTTGTTTAACAAACACTAACTTTTCTTGT
TCATGCGGTAAATCTGAGTATCAGTAATTCAATTTTTAAATGGTATTATCTTTCTTATCA
TAAATTAACTGTATTTATAAAGCATTTTACAATGCCATCAGGATACCAATATGCTTTAAT
AAAAACCTAATTTAGATTAATGCTTTTATGATGCTTTGACTCCACTAAAGACCTAATGAA
GACTGATATGAAAATAGTCTGTACCCTTTTTTTTTTATCTTTGAGTCTCCTTTAACTCAG
ACTTTATAAACATTTAAAGTCAGATATTTGGCTTGTGAGCTTAATGACAAACGCCTTTGT
GTTATTCAAATTCACATAAGTTTATGTATGGTGTCAAACTGCATATAGTGTTTTTTTAGG
TGCAAGATCAATACAATGG
>AU168440 ID   AU168440   standard; mRNA; EST; 655 BP.
GTTTATGGAGTTGCAGTGAACGAGCTTCAGGCTTTCATTGGAAAACACATTGAAAACATA
GATGGTTTTTCTTCATCTGGTGGCCATCAAACGCATCGGAAAAGGCTTCGGTCTAGATAC
AGTGGTGGATGAACACGGACAGTTAATTTGCACGGAGGTGGCCGTCATGCAGAAGCTCAA
AGACCCACAACTACAGTCTGCAGATAAAGCCTCCCCCGTGGTTCTGCTGGACTGGTACGA
TCTGAATGAGGAGATCGTCCTAGTAATGGAAAGACCGATCCCAGCCACAGACATGAAAGA
GTACCTGAAGAGCAGAGGAGGCATAGCAGAGGAAGATGAAGTTAAGATCATCATGAAACA
GCTGATCCAGACAGCTGTGGATCTTGAGGAGAGGCACATCTTCCATCGGGACATCAAAAT
TCGAAATGTCCTGATTGAGACGAGCTCCGATGTCCCGCGTGCTCGCCTCATCGACTTTGG
ACTGAGCTGTTTCACCGCGGAGACTTCCGTGTTCACAAACTTTGCAGGCACATTGAGTGT
TGCTGCCCCAGAGTCTATGTTTGGCTCTGGCTACAGAGCGGAACCAACCACAGTGTGGCA
GCTTGGAGTGGTTGGGTATGAGGCTTTACATGGAGTGGGCTTCACACCAGGATGT



>AU168442 ID   AU168442   standard; mRNA; EST; 664 BP.
CGAGAATGCAACAACACCGTTGTCTGCCCTGTTGATGGTGCTTGGGATGAGTGGACTCCC
TGGAGCTTGTGCTCATCCACGTGTGGCCGTGGTTACCGTGCACGCACCCGCACCTGCAAG
CAGCCCCAGAATGGAGGACAGCCCTGCAACGGCCCAGAGAAACAAACCAAGTTCTGCAAC
ATCGCTGTATGCCCAGTGGACGGATCCTGGAATGAGTGGTCAGCATGGACCGCGTGCTCC
TCCACCTGCTCCAACGGCACCATGCAGAGAACCAGAGAGTGCAACGGTCCATCTTATGGG
GGCTCAGAGTGCCATGGCAGCTGGAAAGAGTCCTCCAACTGCTTTCTCAAGGAGTGTCCA
GTCGACGGCCGATGGCATTCATGGAGCTCCTGGGGCAGCTGCAGTAAGACTTGTGGTGGA
GGCATCCAGCAGAGGCAGAGAGTCTGTGAGGGCCCTTTCTTTGGAGGGGAACCCTGCCCT
GGTGAAGGTGGAGAGCAGAGGCGCTGCAATGACAAGAGATGCCCCGAACCCCATGAAATC
TGCCCTGAGCAAAACACTGGTGATGTGGTGTGGAAGAAGACCCCTGCTGGAGACGTGGCT
GCTGTCGTCTGCCCTGGAGATGCTAAAGGCTTGATTCTGCGTCGCTGCACCCTGGACGCT
GTAG
>AU168443 ID   AU168443   standard; mRNA; EST; 506 BP.
CGTCACAGGTGTTTTGCTGCCCAACAGTCTGGATGAACGGGTCGTTCTTTGGTTCTGTGG
AGTCGCTTTGACCTCTGGCTTCCTGCAGACTGACCGTCTCCTCGTGTCGTCCTGCAGACC
AGCTGAAGGTGGTCATGGAGCAGGTTCTGGACTTTGCTCTGCGAGAGCTGACCAAGATCG
TGGAGGCGTCGGTCGACAACCTCCTGCAGGACATCTCCAAAATGGACAGGGAGCAGCAGG
CCCTGGAGGAGAAGCTCGGGGGGAACGTCGAGCAGGGGAGGGGGGAAAAGTCTAGGGGGG
GCCCAGGAAGGAGGAGGGGGTCAGAAAATGATTCGGTATCCCCTAGCGGGTCTGAGGATA
CCCGGGGGGAGCCTGGAGAGGCATCCAAGGAGACGCCGCCCACAGATGACACAGAGCGTG
CCCCCACCCTCTCTGCCCCCCAGGATTGGGTACCCGTCTTGGACAAGGTTTTTGGTCAGA
AGTGGTGCAGCGACATGTGGCAGATG
>AU168450 ID   AU168450   standard; mRNA; EST; 430 BP.
GGCTTCTGGGAGCTGTGGGGCGCGCGCACGGCTAACCGAGCTAGCTACATGGAGATCAGC
GTGAAGAGCCCGCACACACATACACACACGGTTGNTGCGGGATCGGAAACTCCTCTGAAC
GCCAACATGGCAGGCCAAATCTGGAGATGAACGTCTGAAGGAAATGGAGGCTGAGATGGC
GCTTTTTGAGCAGGAGGCTATTGGTGGTGCAGTACCGCTGTCAGGAAGCCCCCAAGTCAT
GGAGCAAGTTCCGGAGGCTTTGACCGCCTTACGCGCATCTATGGAGCGGCCGAGTATCGG
TACCAACACTTACAGACAGGTACAGTAGACGCTAGAGGCCCAAGCTGCAAGCTCTGATGG
TGCTCCTTCACCCACCTTCATGGGACCAAGCACACCGACTCGGACTTCTCCAGCCATTTT
GAGACCGGAT
>AU168451 ID   AU168451   standard; mRNA; EST; 684 BP.
TGTGAGGATACGCCGCAGAGCGCACGAGCTCACGCAATATTCTGCTCCACGCAACTCCAA
CACAAATGGATATTTACGTGGCTCTTTTGTCCTTTTTCTGTTTCACCAAGCCAGCTTTTG
GTTTTGGATCAGGTCAGGACTACCAGATCGATATCATCCATGAACTTGACTCCGCAAACG
CCACCTATGGTATTACCCAGGTGGCAGGACTTCACAACGGCAGCAAAGCTTTCATTTTTC
GAGATGTAGGGAGAGCTGTTCAGGCCCCTCCGCACATAATGGAAAAAGTGGTGCAGCTCT
TCAGGAGCAAAAGTGAGTTCACCTTCCTGGCCTCCATCCAGCAGAAGTCTACCTCATCAG
GAGTCATATTCTCAATCCACGAGTCAGAACACAGTTACTTTGAGCTGGAGAGCAGCGGTG
TGAGGGAGGAGATCCGCTACCACTACCGATTCAAAGGCAAGCCGCGCTCCGAGATCTTCC
CCTACCGTCTGGCTGATGGTCAGTGGCACAAGATCGCTCTCACCATCAGCGCCTCTCACC
TCCTGCTGCACGTGGACTGCAACAGGGAGGCGACGTGGCTGGAGGGAGTCCGTGGATCCG
AGACCAGAAGCGGACAGGAGGAGCAGCTCGAGGAACCTGACCGTGACGTGGGAGTAGCCG
TAAGGTCCAACAGCGCTCCACAGC
>AU168452 ID   AU168452   standard; mRNA; EST; 671 BP.
CCACAGAGCGCTGGCACGGCTTCATCCAGAGAGCAACACGAGGGCAAAGACTCAGAGACC
TTCGCCCTGCAGACAGACAGACAGGTTGGTTCATGCTCACAAGGCCTGATAGAGGAAAAT
GCATCCATCCAAGGAAAGACCACCAAAGAAAAATGAAACCAAAAGAACGAATGCTACGAT
AAATAAAAACAGGGCCTGATAACGTAACGGTGGTGTGTGACACTGGAAATCCTTCACACC
TGTGGGTTGGTGGCCTGGGGACTTTGAAGATGAACAAGTAAAAGCAGAAGCAGTTAAAGT
CCCCCTCAAATCAACTTTTTAGTCAATTGTAAAAGTGTTCCCCATGGCTTTTTTAGCTAA
AAACAGAAAACCTATGACAGTTTCTGCAGGGCCATAGTAGTTCAACAGAAATTCGCCTCT
GGGTTGTGGGCGGGACTGTCCTGACTTCCTTCATCCTTTTGTTTGATGAGCAAAATCTGT
CCCAGCTCAGATAAGAAAAACGAAGACGTACAAGGATTTATTTGTCTGTAAGTGGATACA
TCAGAATGGAGCGGAGCAGGAACCTTGTTGCCCACCAACTGTTGCACCTACGTCACAGCT
ACAAGCTTTTTCCGAACGCATTTTTTCATCTGCTCCTGATTCACAACCATTTCAATAAAT
GCAGTTTTAAT
>AU168456 ID   AU168456   standard; mRNA; EST; 687 BP.
CTCCACCTCCAGTTGGTGCAGACACTGCAGCTCCTCCAACACTTTCAGGTGGCACTCCTC
CATGAGGGCGAGCCCGCGCTCACATGTAGCCTGCACACAGAGGAGATAACCATCACCTAA
ACGTCATCATCTGAACTCATCGACACAAGAGCTGACGTTGTCATGGGAACGAGGGGCAAA
CACAAACTTTTAACTGGCAGGACAAGCGAAAACCTGACTTTGAAGTAGAGAAAACAGCTT
CACGTGTTCGTCTGACTCAGACGTGGAAGAAACGCTGTGGTAGCTATGACCACCACCTTC



ATGGAGGCTGATTCTTTCCATCAAAATATGGCTTTTCTAGTCCTCCTGAGGAGGCGTGAC
TTCTGCTCCTGTTCCTCTAACTGCACTTTTCAGGACTTTAAAAACCTGAATGAGGAGAGC
GGCCCACCTTCATCTTGTCCACCTCGGTCTGGTGCTGCTGCTGCACAGATTTCATCCTCT
GGTCGAACTCGTCCTTCACCTTCCTCCAAGGAATGGAATACTACGAAGCCCCTTTTACCA
TCGCAGATGGGGTATATGGCTCTACCTTTTTTGTAGCAACAGGCTTTCATGGCCTCCATG
TTATTATTGGCTCCACATTCCTGGCAGCCTGTCTTCTACGCCAGCTTCAATTCCACTTCA
CATCAGAACATCATTTCGGGTTTGAAG
>AU168457 ID   AU168457   standard; mRNA; EST; 601 BP.
CAAGATCAAGTTACCGATTTNTAGCCTGTCGTCCTCGGATGCCTTGCTGAGGACAGACTC
TTTGTCTGGCACTGACCCTGCTTTGTCAGACGGCTCCGTTGGCTCGGCTCCCTCACTTGG
TTTAAGTCCTGGACCCCCCTGCAGTGCAGAAAGCACCAGAAGCCAGGATAAGAACAAACC
GAAAAATCAAATGATAAGTGAAGGAATGGACGAAGATGGACTAGAAGAACGGGTAAAGGC
AGAAGGCTTGTTATCCTGCAGAGCTTCAGTGAGTGTCTGAAAAGTGTTGAGTCACAGTCT
CTGTGTTTCTTCCAGGGAGATGAGAGGGACTCTGAGTCCAAGGCCGGCTTTGTTGCTTCC
TTCCTGGACTTCCTTAAGACAGGGAAGAGGCCTNCAGGGTTGGACATCTCTCCAGGAATG
GAACCTGACAACGTTGAAACGTCCCCATGTAAAGCAGGAGGTTTGCGCCCTTTTGTCCCC
CGNACCACCTTCCCCGNCGCCTNCACCTTCGTTTGGTGATAGTGAGGGTAACGGGGGCCT
TGCTTTGGGCAGTTGTCCCAGCCCCAAGCGCTTAGAAGATGAGCTGAAGAGGAACCTCGA
G
>AU168460 ID   AU168460   standard; mRNA; EST; 678 BP.
CAGAGCACTGTCTAGTGGGTCTAGATGACCCAACTCCCAATGGTAAAGTGCCAAGGATAG
CACAAGGGTTAAAAATGTGATGGATGCGGCTTATAATCAGGTGCGCTCTGTAGTCCGGAA
ATTGCGGTACTGCTTTGGTTGAACTGTTACTCCAGGATGAGAGTGAGAGTTATTGGTAAA
TGAGTGTTGGTTTTTAGGGCGGCGCTAGACCGAGCTGTTGTGCTGCTGAAGATGAGTAAA
GGTGGACTTCGAATTGACGGCCAGTGGAGCATCGGTGGAGGACAAAGAGCTGTCACACAA
CTCATTAAAGAGGTCCATAGTACCTTTTGTCAATGGAAATATATAAAATAAAGTAGAAAG
GAAGTAGAAACCCTCAGTAGTGCATCTGCAGAGCTCCTCATGTTCTTTGGGATTCTCTGG
TGGTGCAGGTTAATCTCCTCCTGAAGGAGTACATCTTATCTGGAGACTTGAAGGAGGCGG
AGAGATGCCTGAGGGATCTGGAGGTCCCTCATTTCCACCACGAGTTCGTCTACGAGGCAA
TCGTGATGGTTCTGGAGTCCAAAGGGGAGAAAACGTTCAAGATGATCTTGCAGCTTCCTC
AAGTCCCTGTCCGTGTCCTCCATCATCACTGTGGACCAAATGAGAAGGGTAGGGCGCCAC
CGTCTGTCAGACCGCGGT
>AU168466 ID   AU168466   standard; mRNA; EST; 668 BP.
CTCCTTCTGGAGATATTGTGACGGATTCCTTTTCAGCTCCAGCTCCGGCACCAGAAACTT
CCTCCACACCCAAAGCAGAGCCAGAACCAGTCATAGACCTGTTGGATTCCTTTGGTGGTC
CAGCAGAGGAGAAGCAGAGCTCAGCTCCTGGAGGGCCTGGAGATGATCTGCTGGGAGGTC
TAATCTCCCCCACTCTTGCCCCCACTGCTGCCCCAACTCTGGCTCCAACCTCAGCTCCAA
TCCAGAACAACCTTCTGGAAAGCGGCTTTGAAGCCTTAGGCTCACTGCCCTCCCCAACAC
CTCCAGTTCCAGCTGCAGGCCCTGCTGTACCCATAGTACCTGCTCCAGCTGCACAGCCTG
CATCCTCTACCACAGCGCCCTCTGGTGGCTTTAATGCTTCAGGCGACTTGCTGATGCCCA
CCATAACGCCGCAGAGCACTGGGGGCAGCACCACAGGAAGTGCAGCAGGAAGCATGGGAA
CTCCTGTCACACCTGGAGGGATAACGATGGCTCCTCCCCCCACCCCACCTCTGACCAAAA
CCATTGGAGGAGACCTGGATTCATCTCTGGCCAACTTGGTTGGAGACCTAGGCATGAAGA
AGAGGGATCCACAAAGTGAAAAGAAGTTGACCGGAGGAGCAAACTGGACTCCGCAGGTTG
CTCCCACC
>AU168468 ID   AU168468   standard; mRNA; EST; 651 BP.
GGATCCGCGGCCGCCGCTTTTTTAGGGGGGGGCGCCAGCTTGATGATCTCGTCTTCAGAG
GGCTGGCGGATGATGTCTTTGTATTTCTTGGCAGATGGGATGCGTGTGAGCTTGGTGTCA
ATTTCGTCATCCTCTGAGATCTTCAGCACAGTAGTGCGGTACTCGATCACCCGGGTCAGC
AGGTCCGGCCGCCGGGAAATCTCAAAGATATGCTCGATGTACGAGAGATTATCTTGAGCC
AGCTTGTCGTTCTTCTCCAGGTAGCTGAACCATTCCTTGGAGGAGGTGATGTTGTTGCTT
TGCTCCTCAGGGATGTCCTCCTTGCATGCTGACTTGAGTTGCTCCAAGTCCTCGTTGGTT
ATGTTTTCAGAGAGGTCGCTGAGCAGAGAGCTGTACTCCGCCATGGTCTCAGGAATCAGC
GGCAGAGATGCGGGAACGTTTCGTCAGATCCCTTTTTCGGCAGAAAGAAAGATGCGCAAT
TCTTAAGGCAAATAAAGTCCAGTTCGGGTTCGGTTTGATTCTGCTGCTTCGCTTCCGCGA
TTCAAAGTGGTCCGGTGATGAAGCTCAGGCTGAGCTTCGGTGGGGGAAACTCAGTTCCGA
CCAGCTGTCACTCAGTCAGCGTCGAGGGGGGTGACAGCTCAGATCGGTGGA
>AU168469 ID   AU168469   standard; mRNA; EST; 567 BP.
TTTGAATCTGGGTGGATGAAGAAAGGCAGCCAAATAAAGTCACAGCTACCATCAGAGCTA
AAAACCAGAAAGGCCAGATTTTTGAGGTTTGGACTGAACCTCGAAAGGTCACAGGTGTGT
TTCTGATCACCTGTAGTGGTTGTTCAGCAGGAGTTTTTGTGTGCAGCATCCCTTTAAAAT
GTCCAGACTAAATAAGAGTAGACTGGATGTTTCATCAATGTTCGGTTAAATCTGCTCTGT
GACCTTTGATATTCTGAATCAGATGTTAAATTAACGCTAAATCTTTGCTTTGCTTAAGCC
TTATGTTTATCATTGAGCTTTATTTTCTTTATTTTGATGGGAAACATGCCAAGCTTCTAG



GTGTCGCTTCAGCCTGGGAGTCTGGCGTCTCTTCGTGTTACCTTACAACAGCACCTCTGC
ATCTTTCTGATTGAACAGTGTTTGAAAAAGCGTTTGGATTGAAGGAATCCTAACTGAAGG
CATGTTGTTGTTTTGTCAGAAAAATAAAATGTACTTTGCTCAATTGCTGTTTTAAAGGTC
AAAAAAAAAAAAAAAAAAAAAAAAAAA
>AU168470 ID   AU168470   standard; mRNA; EST; 675 BP.
CTTTGGGGCCCCCTGTGGCGGTCCTGCTGGCCCGGGGGGGCGGTTGTTCTCTCTCTGTGG
GTGTTGGGGGTCTTGGAACGCCCCCTCCTTTTTACATCCCATCATCCAGCAGAACAGAAC
CACTCTGAGCACTGGTGTCAGCTCACCTTCACACAGTTTGCGTGGCTGAATGAAATGGTC
AAAGGTCAAAGGTCAGAGCCGTCACCATGTGATGTTTTCTCACATCTAAAAGTTTTTGTT
GTTTTTTCTCTTTTGTGTGGATGAAGCTGAACAGAAACACTAAACACTGAAGCCGTTTGA
TGGCTGGACCTCTTCCTCCTCTTCGGCTCGCCGTAGCGGGTCGTCCGTTCACGCCTGTGC
GCGTCTGTGTCTGCAGGGTCGCCGGGTCCTGGCAGCCTCTTTCGATCGGTCGGCCTTGTT
GTGGCGCCTCGGCGACTCCAATCCTAAGGTGACTCTGACAGGTCACAGCAGGAAGGTGAC
GGCGGCCAGGTTCACCTCAGCGCCCCATCAGGTGGTGACGGGAAGCGCCGACCGGACCAT
CCGACTGTGGGACCTGCAGAGAGCGGCCTGTGTGCAGCAGGTGGAGACGCCGTCCTTCTG
CAGCGACCTGGTCTGCTCCGGGAACTGCATCATCAGCGGACACTTCGACTCCAAGATCAG
AGTGTGGGACGGCAG
>AU168471 ID   AU168471   standard; mRNA; EST; 689 BP.
CCCATACCTCCTTTCCTCTTCACAGCCCTGCCTCTCCCCCTCTTCTTCTACCCTCACACT
GGGGTTATTAGTGCATTGCAATGGAGACAGCCACATGGGTGCGTTGTTCCTGTTTGTCTT
TCAGGTGCAAACACTCTACTACTCACCTGATCATAAGCTGGTGGATGGAGGGCTGATGAT
TGAAGGGCACAGTGAGGTGTTTGGTGGCGAGGAGGACCACCTTCAGTTTGTGCAGGTACA
CAGCAGCGTGTGCCTGGCTTTGTTGCAGTGGCCGACCACAGTCTGCTTGACAGCGTGCAG
TTATGTGTTGGCCATGCACAAATGCACTGCAGCCTGCTCAGTTTGAAGTTTCTCCTTGAT
TTAAAAGCCAGTTTTTCATGTTTTTGGTGGTTGTAAGAGAGAGTCACCAACCCCATGCTT
TGTCACGGAAGGCCAAGGTCAGGCGTACAAGATGCACAGAAGGAAGCACGAGTTGGTTTT
TTTTATTTCATATGAACAATTACTTAATAAGGATAGCCTTATTCTATAAATTCTCCTGGC
TTCAAAGTTTTTTTTAACGGTTAGATCATTTAAAATAATTGAATCTTAATGGATCTGCTT
GTATGGTCCAAAAGTGTAGTTGCTAGTGTAAAAGCTCTGGGCTGTGATTGCCTGCCAGGG
ATGAATGGCGCTGTGGCGAAAGCTGGTTT
>AU168479 ID   AU168479   standard; mRNA; EST; 674 BP.
GGAACCTGTAGGTGTGTCCTGTGATCTCATTGTACACCATCACAGAGTCTACCAGACACT
TGGCCAGCAGGCCAGTGGTCTCCTGCACCCCCAGCTGCAGGGTGCTCAGTCTCCCCAAGT
TCTTACACTGGAAGAAGATTTCCTGTGTATTCTTTGGGATCTGTATAACTCCTGAATCAC
CAAGCTCTCCTGACACACACACCCAAGGGCTAACTGTTGCCATAGCAATGCTGAGCTTCT
TCATAGGTATTATAACGACCCGATATGGAATACAGATGGAGGTGAAGACGCGCGTAAAAC
AGAGGTAGTCCGCGGTGTTCAGGGAAAGCAGGTGGAACAAAAACTGCTCCCTTTCTTCTT
CACAGAGAAGGAACGCATGCGGTTTGTACAGCTGTCTAAGCAGCTCCTGATGCGTCAGCA
GCTCCTTGAGATGTTGAGACAGCATTTTCTTCTCCAGAGCAAGATGGATCCAAGCTCTGG
CCTGAGCCACCTCAGACAGGCCGTCACTCATAGTCTGGACAAACCTTATGTCCTGCAATA
GTGAGCCTCTCAGCAATACTGTGCCATCATGAAAAGTCCTCTGGTCTGTTCCGTTATATC
CTGGAGATTCAGCTGGTGCCTCCATCTTCCCCTGGGCAGCCTGGTGGTGAACCAGATGGG
ACCACAGAGCAGAC
>AU168482 ID   AU168482   standard; mRNA; EST; 559 BP.
TTTTCTTTGTGGACATCGACTAAAAACACCCGTAAAGACACTTTACGGGTCGTCGGCGTT
CCCCCGAGCACCCGCGTGTCGGTACCTGGGCCGTGGCCATGGCGCTGCAAGGCTCCGAGG
AGATGGGAGAGCCGGTCGAAGAGCCGGAGGATCTGGATGACCAGGACGCTGCTAGCATCT
CCCCGGCAGAGGAGATAACTATGCCCCCCGGCCCCGGAGGTGAAGAAGGGTCGGAGCAGG
CGCCTCTGCTGCCGTGGGACCGCTTCTNCGCCTGGCTGCACTGCATCTGCGTGGTGGGCT
TCGACCTGGAGCTCGGACAGGCGGTGGAGGTCATTTATCCTCATCACTCCAAACTCTCAG
AGAAAGAGAAAACCAGCATCTGCTACCTGTCCTTCCCTGATTCAAACTCAGGTGAGTCCA
ACCTTTTGAAAAGCAAACGTTTCAGATGAAAATAGGTGAGATTATAGACTGAGTTCTTTT
AAAATGTTGATCAAATTTAACCCCTAAGAACCCATCAGGTTCTGTGTTNTGAGGTCCACT
TGGTCCGTGGTACGTTCCG
>AU168485 ID   AU168485   standard; mRNA; EST; 669 BP.
TTCCCGATTATAACGAACGTTTACATGGTCACACTTTCGGACGGAATAAATCATTCGCAC
ATGCGCAGTGGTCTTTAAAATACCGGAAGAAGAAATGAGTCCCACTGTAAACAAGCAGAG
TAATATACGAGATGATCTTCTGAACGTGCTTTTATTATTGTTAGGGTTATTATAAGCGCC
TGTTCGCTTAGCATTTTATTTTTAATCCGTGTGGTCTTTTGTGGAAGAACGGAGCCAGAA
GAAGCCAGGGTTAGGAGTGGGCTAACAACATTAACCTTGTTCTATCCATGCGGGAAATGC
TGCAATCTGCATCCTGGCTGCACGTAAATGTGTGGGAATAACATCAGCCTTTATTTTGTT
GGGACACGACTGGAAACACAAATCCATGTGATTGAGAGGGTTTTCTAAGGACTATGCGGC
ATTTCTGCTTTGAAAAGCTCACACACCGCCCCAAAGCCGGCGTGTGCTCTGCTTGGAGAG
ACAGTCCTACCGGGAGACACGGTTCTCCTGAATTCGGCAGCTCGTTCACCTAGAGCTGCG



GGATGGATCACAGTCCGAAGCTTCTAGCACACAGTGCACACGTAACAAAGCATCCCCCCT
TCCCCTCAAACACAAAGCTATAAGTCCGGCTTCCTCTGCTCGGAGACACTGCACCCGAAC
CCCGGATCG
>AU168486 ID   AU168486   standard; mRNA; EST; 537 BP.
TTTTTTTTTTTTTTTTTTATTCTCATACCAAGTGAGGTGCGTTATGATACAGCAAAGTCT
TTGTCTTGGAGAGGGGAAGGGCTTTCCTTCCATCTGAGTCTTTTGCAGCACACAAAGCCN
TGCAGGAGAAGACCCTGGTCTCGTCCTCCACACTCGTTGTTTGAACGGGTTTGAAGCCAA
TCCTTTGACTGTACAAAACATCACTAACTCGGGTAACTTGTCACCCGCTGATAATAGTTA
AGAGGTGATTGTCAGACCAGCTTCCTCTGTGGGTTTGTTTCTTTGTTTCCCCCATAGATG
GCTATGGCTTTGAAGGGCAGTTGTGTAAGTGCAATCTCAGCATCATGCTCTACTCATTTG
TGCTCTGTAAAAAAAAAAAAAGAAAAAAGAATCTATGCTCTGTATCTACAACATAAATTA
CAGCAAGGTGCTGCTTTATAGTTAAACCTGAAAAGTACTGGTTATAATCTCTTAATTCTC
TGGCAACATTTTAATGGCTCTACAATATTTGGTAGCCCACTTTTTTTTACTGGTAGG
>AU168490 ID   AU168490   standard; mRNA; EST; 652 BP.
TTTTTTTAAAGATAGGGGTTTGGTCAGGCTCAATCAAATGTGCACACGCATTTGCACGGA
TGTCCTCTGTGAGCTTTGATGGATAGGGCCTGGGAAAAAGGGGAGGAACGTGCACACACA
CTTTCTTCATGTACCTGAAATGCGCAATCAGAGGGTCAGGGAACGTCTGCGCAGTCAGAG
GACATGTGCGCAGTCAGAGGACATGTGCGCAGTCAGAGGACATGTGCGCAGTCAGAGGAC
AGGTGCGCAGTCAGAGGACGTGCGCAGTCAGAGGACAGGTGCGCAGTCAGAGGACAGGTG
CGCAGTCAGAGGACGTGCGCAGTCAGAGGACATGTGCGCAGTTAGAAGACAAGTGAGCAG
ATTGTGCAAAAGTCTTGATTCCTACATTAGAATTATCCGAACTGGAAAACTTTTGTCTTC
TTCTTTTGCCTCTTCTTTTTGCTTCCACTTTCCTAGTCACTCTCTGGGTTGGCAGGTTTG
GATGCTGATGGAGACAGTTGGGGGTCAGATCCAGGGCTGTGGGGGACATGGGCAGAGGGG
GCGGCTATGGGAGGAAAAGGTCGGAGCTCCTGGCTGCTCAAGTGCTGATTCCCAGGGTTT
TGGGGAGATTTGAGAGGGGTGGGGTATCAGTGATGAAATGCAGCCAATAGTC
>AU168491 ID   AU168491   standard; mRNA; EST; 666 BP.
TTTTTTTTTTTTTTTTTTTTACTGTTAAACAAAAAACTAAGTGGAATCAATGTGGATTCC
AAAATCCATTCAAACGGCTGAACTGTGCTGATAAAAACGGCTGCTGGTGGGTGCAACAGC
ACAGGGCGACGCAGGAGGTTTGAACGATGGCTTATTTACAAGACCAGCGGGACTCTGTCT
TCATTCCGAGTCTTCTTTCCTGCTAATTATTCCTTTAATTTGGGAGTCTTTCTCCACTTG
CTGGTACCGTAGCCTCCGCTCACTGTCCTCCAGGCGATTCTGGTACTGTAGGAGGATCTT
ATTGGTCTGCTGCTCCTGTAGGAGGAGCCTCCGTTCGTACTCCTCCAACTTTTTGTGAGA
CATCATGAGTCGCTCCTTCAGAGAGTTGATTTCCTCCTCGTACTCCCGCACCCTGTCCAT
ACGCGACTCATCCATGCTCTTTGAGTACTCCTTTAATTTATAGTCTTCACGATCAATTCG
TGAACTCTCTATGTCCGCTGACAGATGAGGCATGTTGGACACCCAGGCCACCGTCCGCTC
ATTCGCCGGGGTCGGGGGGTTCAGGGTAGATGGAGTCTGTGAGCCCTGTTTGGTCATTGT
GGGTTTGAGAAGGTGCTGTTGAGACTTCTGCTGTGGTGACTGCTGAGCACTCTGGCTGGT
TGCCCC
>AU168493 ID   AU168493   standard; mRNA; EST; 678 BP.
TTTTTTTTGTGGAATTTCATGTTCTTTAAATTGAATATACTGTGTATAAAGTGCCTTTAG
TTCTGCAGGGTTGTTGGGAAAGGATCTGTTTGACATTACAGCCACGTTGTGTTTAATCCA
CTGACTGAGGTATTTGATCATGTTCTGGTATTCCACCCACTTGATATCAACATCATTAGG
ACTCACTCCATCAACACCATCGGGTACTTTGGGGAAGGCGTCATACAGTGTTGACACGTA
CGTGATGACAGATTTTTCATCTGGAGACTGAACGTCCATATCCTCAGGGTCCAGCAATCT
GGCCACACCCAACTGTTCAGCTACAGAAAAGGCCTGCTCCAAGTTCGAGCGATTGGTTTG
TGCCGACACCCGACTCATGTCAACCAAATCTGGTCTGTATTTATGGATGATAGCATTAAA
AAGCCTTCCATCTCTCCAGGAAGTTGTAAAGTTATCACACCGTACGCCAACATAGCCATC
TGTTATCTGCTTGGACCAGAGCAGCAGTCTCTCCTTGGCTGTCATGTCCTCAGACTCCCC
TGTCACATGGATCTCTGAGATCTGAAAGTGCAAAATGATGGTCCAGATCAACCCCAAGGT
CAGTTTTGGGTTTCCATCTGTGATGTCATCATTCCTGATATTTACAAGTTTGACCTGCCG
CCTCTTTAATAATCCAGG
>AU168496 ID   AU168496   standard; mRNA; EST; 524 BP.
GTTCCCTAGTATCGTCCATCTTCAACTTTGATCTCGTACGATTAAAATGATGCGGATCCT
CGCGACTGTGATCTTATTCCTCGGGCTGGTGGTGGTGGTGGTGGTGGGCAGTGATATTTC
CTCCAATTGCAAAGTTACGCATTCTAGTGGTCAATGCAGTTACATCGCTGACATGACCCT
TAACAAGACTTATCTTGATTACTCATGGAGCAATGAGACTAATCACACAGTTGCGGCTAA
AAAGTTTACATCTGTTTCACCTGTAAACACCAGCAGTCATGAGAGGCTGGTCTCCTCCCG
TAACCTCGGCAACCTTACTCTGAAGAGATACTACAATGTGGCTGGAAGGCTTAAAGAAGA
AATTGTTCTGTGTTATGCAAATGCTCACATGGACTATCGCACCGCTCTTGATGACCATAA
AGATGGACAACCAAAGACCTGGGCTACTGTTGCCGGTGTTGCTGGTGGTGTTGCTGTTGT
TCTTCTGGCCATAGGGATTTTCTGGTTTTGGACGATTCAAAGAA
>AU168498 ID   AU168498   standard; mRNA; EST; 362 BP.
CGACTCTCTCCGGCTTCGTTTGGATCTCCATGGATGTTTCTCTGAACCATGCGGCTCCAT
CTCCGGGCTGCGATGATCCAACCGGCTGATCTTCCTCCTCCTAACCCCGCAGGACCTCAT



TCACGCCCCCCTCTCCAGTTTGGACGCTCTCGTTAGATGGAGAGTGCGTAGTTTGAAACC
GGCTTTTATTTTGAAAACCCATTCCTTTAAAAGTCTTTTATTCCTATTTGGCAGATTCAA
CTTTTTTTTCTTCCAGTTTTCCAGATTTAGTTTTTCTTTTATTTAAATCCTTTTTTTTTT
GGTTGGTTACCCACAATGCCGAGCAGAGAGTCGCCTGCTGTTGTCAAAGGACTGACATCG
CT
>AU168499 ID   AU168499   standard; mRNA; EST; 684 BP.
CACGCCTGCTGGGCGCTGGGGCCGCCAAAGGAGAGGTCATCACCTTCTTGGACTCTCACT
GTGAGGCTAATGTCAACTGGCTGCCCCCCCTGCTGGGTAAGGACCACACACTCATATCAA
GAGGCTAAAACCAAATAAAATGGCGTCCATCAGGCCTGTCGTTCATGCAGGTCACGTTTT
TGCAGAAGTTATTGTCTGAAGATGTTTCCTTTGAGCTTTAAAGTCCTTCCACAGATTGAT
TTTTTGAAGAAGACAAACGTTGGGAACCGTTCTTATGCTTTCTCTACCCGTCTTTTCTTA
GAAAAATGACGAGCATCTCGTGCTCATGCTGGAGAGGTTGATTTTTTTTCTCTGCACCTT
AGAATCCGAGATAGAAAACCAGACACCCAGAAAGAAAGACAAGGTTTGAGTTTTTTCCTG
AAAGATGTTCACCTTCTCTATCTTGTCTTTACTTTCCTTACTGATGTGTTGCATTCACAA
GAACAGCTTCCACAAAAGTTTTTGAAATTGAAGTTAAATCTCTTCGGCGTCCTCAAGCCC
TCTGGGAGCTCCACTTCAGCACAGAAAACCCAAAATCGACTGAACACAGACATGCAGGTC
AGCCGTCTGACCAGCCTTTCATTCTAGCTGCAGCTTAGAAAGGAGTCGAGTCCATCCACA
TCTCTGGGATTTCTGAGTGTTCAG
>AU168500 ID   AU168500   standard; mRNA; EST; 367 BP.
TGCAAGTCCTCCTTAACCAGCAGCAAGTCGCAGGACAGCCTCCTTCACAGTGCCTCCACA
GCCAGCAAGCAGGATCCAGACAGACTCCTGCAGGATGTAGACATCAATCGTCTGCGAGCT
GTGGTTTTCAGAGATGTGGACGACAGCAAGCAGGCCCAGTTTCTGGCTCTGGCAGTGGTT
TACTTTATATCAGTTCTCATGGTGTCGAAGTACCGGGACATATTGGAACCACAGCGGGAG
ATCGGCAGGTCTACCAGCCTATCAGGGCGAAGCATTCGCCACGAGATCAACTCACCCACC
AGTACAGAACACCCCTTCTCTGACCGGGATAAACAGACCCCCACTCCAGTGGATGACTCT
CCTCGAG
>AU168501 ID   AU168501   standard; mRNA; EST; 560 BP.
TCGGGATGAAGCACAATGGGTGTAGGGGTCGTTGAATGCAGCAGTGGTGGAGACGACAGG
GTGGGGGTGGGCAACTGGTCGAATCTATTGAAAAACAGATTCAGGTCGTTAACCCATGTC
TGGTCCCCCTCAGCCTGAGNGCCGGGCTTCATTGTATCCAGTGATAGTCCTCAGCCCCTC
GCCACACCCCGCTGACTTTGTTCTGCTGCAGCTTCTCCTCCAACTTCCTTTTGTAGCTCA
TCTTTCCGTGTCTGATGTTGCGTCTCAGCTCCTTCTGTACAGCCCTCAGCTCCTCTTTGT
TGCCTGATTTAAAGGCCCTCTTCTTTCCCTTCAGGAGAGCCTTTATCTCAGGAGTAATCC
ATGGTTTACTGTTGGAGAAGCAACGTACTTTCCTGGTGGGTACGGTGTTCTCCACACAGA
AGTTGATATAGCCCGTTATGCATTCTGTTAGACAGTCAATGTCCTCCCCATGTGGACTAC
ACAGTTCCTCCCACACTGTAGTGTCAAAACAGTCCTTCAGAGCCTCCTCGGTCTCATCAG
TCCATGTCCTCACTGTGCGG
>AU168502 ID   AU168502   standard; mRNA; EST; 434 BP.
GAAGCGCTCAGATGTGGGTCTTGGTGATCATCGCGGGGATCGGGGTGGTGACGCTGCTGC
TGCTGCTGTTCGCTCCGCACATACGAAGATATGCAGCTGGAGCCGCGTGCAGGACCGTGA
GCCGCCTGGACGGGAAGACGGTACTCATCACCGGAGCCAACACCGGCATCGGGAAGGAGA
CCGCGCTGGACCTGGCCCTGAGAGGAGCTCGGGTCATCATGGCGTGCCGAGACACAGAAA
AGGGCGAAGAGGCGGCAGCCAGTATACGAGCCGAGTGCCCCAAGGCTCAGGTGGAGGTTC
GAGAGCTGGACTTGGCAGACACCTGCTCCATCCGAGCATTCGCTCAGAAATTCCTCAGAG
AAGTCCACCAGCTTCACATCCTCATCAACAACGCCGGCGTGATGATGTGCCCCTACACGA
AAACGGTCGACGGC
>AU168505 ID   AU168505   standard; mRNA; EST; 685 BP.
GTGGCTTCTAGTCAGCAATGTGTCAGCCAAAGCAGCTCATACTGTAAGGGTTGAGTGGTT
AAGTTGTCATGGTCGTCACACAAGAGCTAGCCAAACCCCAACGGCTAGCAAAGAGCTGTA
AGAATTAACGCAGTAAGTGGCAGATTTATGTTTAATTAGCTAGATTTAGCTAACGCAAAC
GGCTTCACTTCCGATGTTTAAAATCACAGACCTGCACACTTTCTGAAAGGCGTTTCCTCT
TGAGCAAACGATGTCTAAACGCCTTCGAAACACGGAGGTCTGCGCAGACTGCACTGCTCC
AGAACCCCGGTGGGCTTCAGTGAACAGGGGTGTGTTGATTTGCGACGAGTGCTGCAGTGT
TCACCGAAGTTTGGGCCGACACAGCTCTCAAGTTCGTCACCTCACCCAAACGCCATGGCC
TCCTTCGCAGCTACAGATGGTTCAAACCGTATACAGCAATGGGTCAAATTCAATCTGGGA
GCATTCTATCCTGGACCCGGCGTCTGGGTTGAGTGGAAAACGCAAAACTAACCTTCAGGA
CAAGCTGCACCCAAACAAAATGGAATTCATAAAAGCCAAATATCAAATGCTGGCATTTGT
GCATCGGATGCCCTGTCGGGAGGATGACAGCTCTACTACCAAGGACTCAAGCAAGCAACT
TCATTCAAGTGTACGCACAGGAAAT
>AU168507 ID   AU168507   standard; mRNA; EST; 621 BP.
GCGGACCGACGGACGGTCGGAGGCGCCGGGCGTACAGGATCCCAGCGGGAGGAGGCAAAC
ACGCCGCGGGAGGACGGAGCCAGCGGCAACTGTCAACGGAGTCATCTGGTCACCTGGACA
GATCGGACGAGCAGGCGACAGAAGAGCAGCCGGATATCTGCAGTGGCGCAGCAGGGAGCA
GAATGGCGTCCATAACGGAATACTACGCTGGCAAAAGCGTGCTGATCACAGGAGCCACGG



GATTCATGGGAAAAGTGCTGGTGGAGAAGCTGCTGTGGTCCTGCCCGGACGTTAAAGCCC
TTTACATCCTGGTCAGACCCAAAGCGGGCCAGTCCATGGAGCAGAGGGTCAGCGACATGA
TGAAGTGCAAGCTTTTCGATCGAGTCAGGGAGGCCAACCCCGACTTCCACAAGAAGATCA
TCCCCATCAGCAGCGAGCTGACGCAGCCCGGCCTGTCCATCAGCCCCGGAGGACGTGGAG
AAGCTCAGCGCCTGCATCAACATCGTCTTCCACTGCGCCGCCACCATCCGCTTTGACGAG
CCACTGAAACACGCTCTGCAGCTGAACGTGATCGCCACGCAGGAGCTCCTCAGCCTGGCC
CAGCGGATGCACCACCTCGAG
>AU168514 ID   AU168514   standard; mRNA; EST; 534 BP.
CCAGACTCCAGTGGGCTGGACGTGGGGGGTGACGCCACCATCAGGAAAATGCTGAACTTC
TGGTGGCCCCTGGCCCTCATCCTCGCCACTCAGCGCATCAGTCGACCCATCGTCAACCTC
TTTGTGTCGCGTGACCTCAAGGGGACCACGGATGCCACAGAGGCGGTGGCCGTACTCACA
GNCACATATCCCGTAGGTCACATGCCGTACGGTTGGCTAACCGAGCTGAGAGCCGTGTAC
CCGGCCTTCGACAAGAACAATCCCAGCAACAAGCTGAGCGCCAGCAGCCCCGTCAACAAG
AACCACATCATGAAGTTTACCTTCTGNTGTGTGATCCTGTCACTCACGCTTTGCTTCGCG
CTGTTCTGGACTCCTAACTTGTCGGAGAAGATCTTGGAAAACGTTATCGGGGTGGACTAC
CGCGTTCGCTGAGCTGTGTGTGGCCCCGCTAAGGATTTTCTCCTTTTTCGCTGTGCCAGT
GACGGTCCGGGCTCATTTGACCGGATGGCTCATGACCCTAAAAAGACCTTTGTT
>AU168519 ID   AU168519   standard; mRNA; EST; 666 BP.
GGGTGGAGGGGGATATTGTCGGCTCGCAGGAAGCAAAGAAAAGGTACCGAAAGCCATCTC
ATGACCGCTCCCTGTCCCGATTTCCGTCTGAGTTGGACGCGTTAACGAGTCTCTGGAGCC
GCAGCAGCGCCGAGAGGAGCCCGAAAAAACCGCGGGGGAGAGGACGCACGGAGCGACATG
TCAGACATAGTTCCACCAGAAGTTAGACCCAAACCAGCTGTTCCAGCCAAACCCCCAAAT
GTGGGCATCCCCTCTCCTTCCAGCTCCTTCCCGCCTCAAGCTCCAGGTTTCGGAGGAGGC
GGAACCTCCGCTCCCCCTCCAAGTGCCATTCCTGTTCCCATTGGAGGCCACGGGGGAGGT
CACCCCGCCCCCCAAGGTGGCGGTCATGGCCACGGAGGCTCCCAGAGCTCGGGTGGAGGA
TCCACCCTGCTGGGATACATTGGCATCGACACCATCATCGAACAGATGAGGAAGAAAACC
ATGAAGACGGGCTTCGATTTCAATATCATGGTTGTTGGCCACAGCGGCCTCGGAAAGTCC
ACGCTGGTGAACACCTTATTCAAATCCCAGGTTAGCAGGAAGAGTGCAGGATGGGCTCGG
GATGAGAAGATCCCCAAAACTGTGGACATCAAATCAGTCTCTCATGTGATTGAGGAGGGT
GGCGTG
>AU168523 ID   AU168523   standard; mRNA; EST; 675 BP.
CAAAAATCATGGTATGTTGAATTAAAACGGGCCACGAGCATTTCCAGAGATGAGAGAAAG
TGCTCGGGAAAAAGTAATCAGAATGGCGAGAGAAAGCTCCCGCGCGACGCCGAGCTGCAG
CCGGGCCTGCTAACGCGTCTTGAGTGGATGGTTGTGCTGGAGGGGAGAAAGGACAGGCTG
TCCCTGCTTCAATGACAGTTTTTGTTGGGCTCCGCTGACGGGAATAACAATGAAGTTTGC
TCAGTTTTGGCGGTCGAAAGGCTCCTTTTCCGGCATACTAAAGCAGGTGGAGAGGTTTTC
TAAATTCTCCCCTTCTCCTTTATCTATGAAGCAGTTCATTGACTTTGGCTCGACCAATGC
CTGTGAAAAGACCTCCTTTGTGTTCCTGCGACAGGAGCTTCCTGTCAGACTGGCCAACAT
CATGAAGGAAATTGATTACCTCCCAGACAAGCTGCTCAGCACTCCATCTGTGAAGCTCCT
TAACAGCTGGTACTCAAGGAGTTTGATGGAGCTTGTTGATTTTCTAGAAAAGGATCCAGA
TGACAAGGATGTCTTGAAAAACTTCACAAAGACTCTGGTAAACATCCGGAACCGGCACAA
CAACGTGGTACCCACCATGGCTCAGGGTGTCCTGGAGTACAAGGATGCTTTTTGGCGTGG
ACCCCGTCACGAACC
>AU168524 ID   AU168524   standard; mRNA; EST; 667 BP.
CAGCTGTTGGTGGGCTTGATCCAGCAGTGGATGGTCCCCACCATTCAGAACTCCATGAGA
CCTTTTCAGGAAATGGATTTTTCTCGGATGGTGGAGCGGCTGCTGAAACTGGCCGTGCCC
AACCATCTGATATGGCTGATTTTCTTCTATTGGTTCTTCCACTCCTCCATGAACTTCGTG
GCAGAGCTGCTGCAGTTTGGAGACAGAGAGTTCTACAGGGACTGGTGGAACTCGGAGAGT
GTGACGTACTTCTGGGCCAACTGGAACATCCCGGTTCACAAATGGTGTCTGAGACACTTC
TATAAGCCCATGCTGAGGAGGGGCACCAACAAGTTTTTGGCTCAGACATTTGTGTTCCTG
CTCTCCGCCTTCTTCCATGAGTACCTCGTGAGTGTTCCTCTGAAGATGTTCCGGCTCTGG
GCCTTCATGGGAATGATGACTCAGGTTCCTCTGGCGTGGTTCGTGGGTCGCTATCTGAAC
GGAAACTATGGCAACGCGGCCGTGTGGATGTCCCTCATCATTGGACAGCCCATCGCTGTG
CTGATGTACGTCCATGACTACTATGTCATCCACTATGGAAGCTCCTCGTAACACATGGGG
TCAGCCTGTGGGAGGAGCTTACAGAGCTTTCAGACTTCAGTAGGTGTTTCTGAGCGTCAC
CGGCTCA
>AU168525 ID   AU168525   standard; mRNA; EST; 683 BP.
CTTTGAAGGCCTTGCTCAGCAGCTCCAGCAGGGTAGGCCCACCACTCTCGGTGATCTCCA
GCGTGTCCTTGATGACGTTTAAGAGGTTCCTCAGAAAACTGGAGCTCACCAAGCAAAGCT
CGTTGACATTTGCAAACAGGCTCCATACGTTGACATCGGTCAGACAGTTCCTCAGCTGCA
GGTTGCTGAGTGTGACTAAAAACACCTCATTGAGGACCATCAGCTGATCCAGAAAATAAA
CACACTCGCTGGTGAAGAGTTCCCAAATGGCCTCTTGTCTCTTGCGGACGTGGGAGTCGG
GGCTCATCTGGGACGACTGGTCCTGCAGGAACTGGGCCAGGGAGAAGTCCTTAAGTTTCT
GAAGATCGGCATTTCCACAATCTTGAATTTGTGCAGTAGAAAGGTATTTTTCAACATCTG



CCCCTGTGCCGATCTGCAATTTCCCTTTAGTCGTGTTACGCCTTAAAAAGGGCCACTTTG
TCTTCTTAGTGTCCGACAAATTTGAACCGTTGATGATGTCCACCGCTCCGTTTGAGACAA
AAAGATCTCCGGGGGAAACATCCAGTCCAGGCAAGCTGACCACCACGGAGCTCCGCCTCC
TCTCATGGAGCCTTCTGTGAACAGGCTCCTTGTCCTGCTGCAGTTCATCGTCGGCCGATT
CAGACTCGATAATTGGAGAAGGA
>AU168528 ID   AU168528   standard; mRNA; EST; 688 BP.
CTTCAGGACCGAGGGTTTTCATCAGAGGAACAAAGCCATGATCTGAGGGGACTTCTGAGG
TCCCAGAGGACGCCACGGGCGAAGCTGCCGGGCTCAACAGAGTAATGGCTGTTCAGACGG
CAATCATGAACCCCCAGTTCATGAGTTTCTGCTTCCCTGGGTCTGTGATGGAGTTCGATG
TGGAGAAAAGTCTGGATGGGAGTCTCCTCTGCGAGGCGGAGCAGGATGAGGACTTCAAGG
AGACCACGAGGGACCTCCTGAGCTTCATCGACTCGGCCTCCAGCAACATCAAGCTGGCTC
TGGACAAGCCGGTGAAGTCCAAGAGGAAAGTCAACCACCGGAAGTACCTTCAGAAGCAGA
TCAAACGGTGCACTGGCATCATAACACCCGGAAACGGAGCGGAGACGCCGGTAAAAAGAC
AGAGTTCCCCTGTGTCTCAGCAGAGCTCTTTGCAGAACAAAGTCCTGCCTAAACGGGACG
GAGCACAGGCCAACCTGCAGAGCAAGAGCCTGGCAGCTCTCTTCAGCCCCGTGAAGGATA
TAAGAGGCGAGAGAGCGAAGAAGCCACCCCTGAGACACCGCAACCTGCCTCCGTCTTTCT
TCACCGAGCCTGCCAACTGCTCTAAAGTCAGCCCCCACGTCTGAGGTGACCTTCAAGGAC
CTGGAGCGAGGCAGCCCAGACTTCTTTG
>AU168531 ID   AU168531   standard; mRNA; EST; 669 BP.
CTTTTCAGGAGCAAAAAAAGACAAAAAAAAAGCCACATCACCGCAATTAGGTTTATTTTT
CTTTACTAGAGTGACAATTTGGGAAAATAAATATGACTTAATGTCTATAGATTTGTAAAT
GTTTAAAGAGGGAAAGTGATATATATATATATATATTTTTTTTTTCCAAGGCATGGGGTG
CGCTTTTGTTCAATTCTTTTCTGTTTACTAGGAGTGGTTGCAAATTGATGTTATAGTTTC
TCAAATGTGTCAACTTACACTAAGTATTTAACACACTACTTTCCTTACTGTTAAAGGAGA
AACATTAGATAGCGTGGAGCAATCATCTCCTATAATGGTCATCAGTGATCCAGTCAATGA
GCCTGCATTACATTGAAATTTCTCCCTTGTGTTGTGTTATTGTTACTTTTTTTCTGGCGG
CTATTGTTGCTCATTTGAGAGGACACCTTAATATAAAGAAATCTGGAAGCATGGATGTAC
ACTGGCGAGACTCCTTTTGTTTTTCTGCTTTTACAAAACTGCATATTGCTTTATTCTCAT
GTATTTAATGCCTGAACAGAATTTTGTCCTAATTTCTTTTTTCTCTTTACGACTCACACA
CATGCACATGACTGCAGACACAGTACCTTCCTCTCCCTGAGTGCAACGTCAGACTATAAG
CTCAGCGTT
>AU168534 ID   AU168534   standard; mRNA; EST; 487 BP.
TTTTTTTCCAGACAGACGCTTCATGTTTATTTAGACTTTATCAGCAGAGACGTTCCTGCA
TAAAAGTCTGGCAGGAGGAAGATGATTGTCGAAAAATGACGTTTGTGTTCATGACAGCAG
GTGCAGAGGAGCTGGCTCCTCCTCCTCCTCCTGGCTCCTCCTCCTCCTGGCTCCTCCTCC
TGGCTCCTCCTCCTCCTGGCTCCTCCTCCTCCTCCTGGCTCCTCCTCCTCCTCCTGCTGC
AGGATCATCCTCTGGACCAAGAAGAACTGAACTTTCTCAAACGTCGCCGTAAAGCTTCTG
TCAAACAAAATGAGATTCTCTGTGTTCAAGTTCCTGCAGGCGCCGGGGGCGGAGTCTTTG
CTGGACGGGCTTACAATCGCTGGGGCTGCTGGGGGCTGGAGGAGGGGGGGAGGCGCCGTC
AGAGGAGACATGGGTGGGGAGGGGGGCCTGCTTGGGGCTCACTGGGGCAGTTGATGAGGC
CACTGGT
>AU168543 ID   AU168543   standard; mRNA; EST; 610 BP.
TTTTTTTTTTTGTTACAAAAACTATTATGACACCATACCGACCAACCAAAGCATAACATT
CAGTCTGACTGATGTAGTCACTTGGATGAGTGGCGAAACATTTCAAGAAAAATTTTAAGT
CCAGATGCTATTGGCTAACCTCAATACATCAACTGGAAAAATTAGAATCTTTACAGGCAT
AACGTAACGTAGCGTAACGTCATGTAACGCAAAGCAACGTAACGTAACATAGCGTAAAAT
ACTACACATTAAAACAGCAACTTTAGTCAACTATTTTAACATGCAAAATATCTTTCAAGA
ACTGTGTATGGTTTATTCATTTAAGTTGATTTTATGTTTTCATAGGTCTCATTAAAGATT
TTGTGTTTGCTTCAAAAAACATTTGGTTTCTTCATTTAATATTTTCACACTTGAAATTCA
TAACGAGATTCAAATACTAGATTCCAAGCCGGTTTGCATGTGAATAGTTGGCTGCCGGAT
AGAAGACTAGAGATCTTTTATTTCAAAACAACAGAGGTGGTTGGTTCAGAAACTCGCTGA
GATAAGAGGAACACACATAATGGATGCCTAGTAGTCCCTTAAGCAATGTGTTTGAAGAAC
AGTGATATAC
>AU168550 ID   AU168550   standard; mRNA; EST; 691 BP.
CTTTACTGTAATTTATTTAAATAACAGACATGATGTTTTGTAAAAAAAAAAAAAAAAAAA
CACATGGATATTATTATGTTATTATCCAGAAACTTTGAAAACATTCATTTTTTCCCCTGT
TTTTAGCTGCACAGGCATAAATTAAAATGTCATAAAAAAGAAAATGTTACTTTGGTTTCT
GTATTTTTTAAGAATAAATTTTAATTTCTACATTCAAGTTGTAATCAAGACATAACTGAA
TATTTGATTTGTAGCAGTCAGCCTGGGTGTAATTTAGCAGCACAGCTGTCTGCAAGATTC
TTACTTAAGTCAAAATAAACATTTCTAAATGGTCTGCTGGAAGGCAAATGGTCGTCCAAG
CTGGCCAACCACCCACAGCTTTTGATGTCAGCATTGGGAGTGGGGACAGTGTTAGGGTAG
CTGTGTGTGGGGTGTTATGTCAAGCTGTTGTCTTGTATTTTGGCAGTGGTTGGAGAGAAG
GAGAAGATGACTAACCGTGTCAATGTGCGCACCAGAGACAACAAGGTTCACGGGGAGCTG
TCGGTGTCCGAGGTGATGGCTCGCCTGTCTCTGCTCAAACAATCCCGCTGCAGGAACGCA



GAAGAGGAGTTTTGATGAAGACGAGAGTGAAGCAGATCTGTGTGTTCGGGTCTTGGTGTG
GGTAGAGGAACCGTAAATGGTACATGTAGAA
>AU168552 ID   AU168552   standard; mRNA; EST; 679 BP.
GTGTAGTGCAGTGCGGTGTTTCCATTCCCATCTGCCATGTTGATCACAAACTCCAGCAGC
TGGGGGGATAGCGAGGCAAAGGTGTCCATGTAGGCCTTGACAACAGATGTGTCGGCTGCT
TTGTGACAGGACACACGCAGCCATTCCTGCAGCACAGTGGTGTAGGCTTCCCTTGCTGCC
TGTTGGCTGAAAGCATTTGGCTCCCCCAGAGCTTTCCGCAGAGTTTGCAGCGCTGACATG
AGGTTTTTACTCAACTCAGCTCTGACTTGATTAGAAGATGCAGCTCCGGAGTTGTTTGGA
ACCCTTTCTGCTGCTGGCTTGGAGTCCTGCTGGGAGGATGCAGCAGATGCTTCTGACTGG
GCAGTGTGTTGCTGTTTTGTGGCATCACTTGTTTTTACTGCTGAATGGAATGTAACCAAA
GATGTTTGTCCTTTGGTAGATTCAGTGTGAGGCAGTGTAGAAGGTATCTTCTGTGTGAGG
GTATTTTCAGATAACCGGTCAGAAGTCTCTTTGGAGGAAGAATCCTTCGCTGGAGCAGTT
TGGGTGGAATCTGATGTTGGCTGAGAGGCACATTTTTGCAAAACAGTGCCTGTTGCTGGT
GACGGAGGAGCATTGCCTGGCAGTTTTGTGTTAACAGCAGCAGCAGCTTGGCTGGAACTT
GAGTTCGGTGCGACAGCTG
>AU168553 ID   AU168553   standard; mRNA; EST; 658 BP.
GGACTTGTTTTTAGCCAGCCTGTTTAAATTTTTGTCTCCCTTCTGTTCTAGACACGACCT
TCCTTTAACTGTGATGGGATGTTTTTTTTTTTTTTTGTACAGTCGATCAGGAACGTGCCA
TTCAAACCAACAGAGATCCTCCATTAATAGATGTTACCACGTTGTTTGTCTTTAAGTGAT
GGTTACACCATATCAGGACTGAACTCACATGATTATCACAATCAAGACTCTTCCTTTTAG
TTAGAAAAAGTGTTGCATATGAATTGTTGCTGCTGAAAGCTCACACACAAACTACCTTCT
CCGTTTCAACTATTAGCATTTGTTTTGGGAAATATGTACAGAAAACCTTTATCTGTTGTT
TAAGAAATTTAAAAGTTGTGCATTTTCACCGACCAAAGTGACAGTTGTACATAAACGCAT
TTTCCTGACTCCCTTTTTCAAGAATGTGGTCCATTCCAGCCAAACAGTGTTATTTCAGTT
CTGAATCTTCAGTAAGAGTTCTCCTTATGTTCTATGTGCTTCAGGTCGTCCCGCCTTGCA
AACACTTATGGGATTATACATTTTTATATACAATTATTTAAGGGGTTGTACGCTTCAAGA
TATCTCTGCAGCTTCTTACCTTCTTGGTTTTTTTTTTGTTTTTTTTGCCGTCGGCTTT
>AU168556 ID   AU168556   standard; mRNA; EST; 691 BP.
TCGCTGTGTTTGTCAGGATCTTTGTCTGCAAGTATCTGTCAATATTTGCTCCTTTCCTGA
CCCTTGAACTGGCGTACATGGGATTATCCAAATACTTTCCAAAAGTTGAGAAGAAGACCA
AGACCACCGTGCTGACCGCCGCCCTGCTGCTGTCGGGCATCCCCGCCGAGGTCATCAACC
GCTCCATGGACACCTACCGGAGGATGGGGGACGTCTTCTCCGACCTCTGCCTGTACTTCT
TCACCTTCGTCCTTTGTCATGAGCTCTTGTTGCTCTGCGGCTCAGAGACTCCTTAACTCA
TAAGGAGCCCCGTTAGCCCTCCTGTTGCCCCCTTCTTTTGTCCCACATCATCAAGGCTTC
ATTGTCTGCTCCCTCTGGTGGTGGCGTTTGTTGTTGTCGACATTCTGGAGACGGATCCCT
CGCCGCCTTATATCGAGGGTCAGACCTGTTGGTAGTTTTTACGCTGAAGATGAGGAGTTT
TCTTTTTTTTTTTTTGTGTGTGTCTTGGGGGTTTGTGCAAACATTTGCAATATTTGTTGC
ACTTATTATTTATTTGAATTTACCCGACAACCTGAATTTAAATCTGAAGAATCAAATCTA
TTTCTGGAAAAAACATTGGAGCAGCCACTTTCATTTAGCAAACAACCGGAGATTTTTATG
CTTCACCTAAACACCTGACAGGCTCAGCTCT
>AU168562 ID   AU168562   standard; mRNA; EST; 322 BP.
CTCCTAACCTCCTCTTCAACCACTTGTTTACGCTCTTTTGTCTCTCTCGGATCTCCCCTC
CCTCTACCTTGTCCCTTCTGTCCATCACGCTCTCTCTTGCTCCCGCCTTAACCCCCACCC
CACCCCCCCCTTGGCCAATTGAAGGACGGATGAGGAGGACGGAGAGGACGAGTCGGGTGC
CTCACGCGGTGTGCACGATAACCTGTACCGCGTTCACATGCCCAGTCTCTACAGGTGTGG
CTTCAGCTACGGTAGCGAAGGTAGGCTGGCCGCTACAGCACACACTTGGTAGGAATGGCC
CCCGGCACTGAATACATGTGAG
>AU168574 ID   AU168574   standard; mRNA; EST; 682 BP.
TTTTTTTTTTTTGTTTGAGCACAAATCGATTTATTTCAGCTCCACAACCCGTCAGGGCTG
ATTTTCCCTCCCCCACGTTTCTTTGCGTTTAATCATTTCTGCAGTTCTTCCTCTAGTTTT
TCTCCATTTCATCGTGTTTCTGTAAAGTCTGCTGAAGGTAAAAGCGGCTTCAATCAGAAC
CAGAGTGAACCGACCACCTTCATCACTGACAGACAATCACTGAGCTTTCTCCGATCGAAC
ATCCAGCTTTATGGTCAAATCACAAATCAAATGTTCATTTCTTTGATTTTCTCTACTCCT
TAAATCTGTCTAAGTCCGTTCCGCATTAGTTATTCTGTCAACACGGCATTCTGGGGGTTC
AGGGGGGCGGAGCCGACCTGCTCTTCCTGGCAGCGTCTACATCCTGGATGTGGCGTCGGA
GTCTGTCCTCCCAGTCTTTGCTCCAGTCCGGGCTGCGCCGCAGTTCCTGGCAGCGGGTGG
GCAGCCCGTCCAAAGCCTGCAGCGCCGCGGGGGGGCTGAAGGGCAGGCCGGCCTTCTGCA
CGGCGGCCTGGAACTTGGCTGGGGATGCCGTTGCAACGTAACACCTGTTGACCCCCCCGC
TGTGAGGACAGCGGTAGTGATGCCACACCGCCACAGCGGTGTGAGGACACAGGAGGTACA
GGTTCTTCTCCCAGCACCTCCT
>AU168578 ID   AU168578   standard; mRNA; EST; 680 BP.
CTGAAGGCTCTTTGTTTCTGTTGTGGTAAAAACACGACCGCTTCGTGTAGTTTTCCTCGT
AAAAGGGAAACTCGTCTGAAGTGGGAATCGCGTTTGCGGTATTTTGGATTGTTAGCAAAG
AAGCAAATTAGCGACAAAGCGAAGAAGAAAGAGGAAGGAATAGAATAAAAGTGCACTTTT



GGGAGTTTTTGTTGTTTCTCCACAAACTTTTCAAGGGAAATTTGCGCGTGGGACGCCCAA
AACAGTGCAGCGAGTCAGGAACAGCCCGCTTCTGTTGTGTCCGGGTCTTCTGTGAAGCCA
TGAAGTTCAAGCAGTGAGTCCAGGCGCAGAGAGATGGCAGAACTGGAGATCGACCAATCC
AACCTTCCACGTGTCCACGAGGCAGCAGCAGAGAGTCTGGATCTGCACATGACATGGAGG
AGTTGGGACATGCAGTGTGCCAGACGTTTGCTGTGCTGGAGGATGGAGCTTTGGCACACA
ACCTTCAGGAGCAGGAGATCGAGCAGTATTACAGCACCAATGTGCAGAAGAACCAGCTTG
TGCAGAATGATATCCGTTTGGCCAAGAGGATGCAGGATGAAGAAGAGGAGCAGCAGGCGC
AGCAGAGCGCCCTCCTCAGGCAGGCATCCCGACAAATAGAGGAGCAGGACCTGGAGTACG
CTCGAGTGGTTCAAGAAGAG
>AU168580 ID   AU168580   standard; mRNA; EST; 680 BP.
GGAGAATCTGGAGCAGGCCTTCAGCGTGGCAGAAAGAGAGCTGGGTGTCACCCGACTGCT
TGACCCTGAAGATGTGGATGTGCCCCATCCAGATGAAAAGTCCATTATTACATATGTCTC
CTCGCTGTATGATGCCATGCCCAGAGTTCCAGACATCCAGGATGGAGTAAGAGCAAATGA
GCTGGAGCTTCGCTGGCAGGAGTACTATGAGGTGGTCACCATGCTTCTGCAGTGGATCAG
GCACCACATCCTCGTTTTTGAGGAGAAGAAGTTCCCCACCAGCTATGAAGAGATAGAGGT
TCTTTGGCGTCAGTTTTTAAAGTTCAAAGAAACAGAACTTCCCGCCAAAGAAGCTGACAA
GAACCGCTCCAAACACATCTTCAAGTCATTTGAGGGTGCAGTCAAGGCTGGTCAGGTCAA
AGTGCCGCCCGGTTACCATCCACTTGACGTGGAGAAGGAATGGGGTCGACTGCCAGTAAA
GGCCAGGCAGCAAAGGCATCGCCAGTAGTAACAGCAACAGTAATGAGGGGGTGACCTGTG
TATGAAACGTGCCGGGTACAAGTGCTATTCCGCTGGCGACAGTGACGGGAGGGGTATTGG
TAAACGCATGGGCAATATGCATTATCTTCGGTGCCAGCCAACTGGCACTAAGCGCAATTA
ATACCCAGAGTGCCGCGAGC
>AU168581 ID   AU168581   standard; mRNA; EST; 668 BP.
AGGCAGACCATGTAACAGCTCGTCATTATCCCAAAGATCAGATGCAGAAATGGACTTAAA
TGCCACTCTGTTCCAAAATCCTGATGGTCAGAGCCACACTAACAGCACCTGCTCCAGGGA
CAACGTTTTGAAGACGGTGGTTTTCCCCGTTCTGTACTCCTGTCTTTTGCTGGTGGGGTT
TTCCCTCAATGGTGTGGCGGTGTGGGTATTCTTCCGCATCCCTTCGCGGTCCCACTTCAT
TATTTACCTGAAGAACATAGTGGTGGCAGATGTCATCATGACTTTCTCATTCCCTTTCAA
GGTGCTGTCAGACTCCAACTTGGCATCCATCAGCGTGCGAATATTTGTGTGCAGAGTTTC
TTCTGTGCTGTTTTACCTCACAATGTACGTCAGTATCCTCTTCTTCGGCCTCATCAGCAT
TGATCGCTGCAGAAAGACCCTCAATCCCTTTAGAGGCACTAACTCTGCCCGGCTGACACG
CAGGAAACTTCTTTCAGCGGCCATTTGGATCATCCTTCTGCTCTTGTGCCTGCCCAACAT
GATCCTTACATGTAAAGACCCACCTTCTTCACATTTCACGTGCAGCGACTTGAAAACAAA
AGCAGGGCTGTTTTGGCACGAAGTGGTAAATTATGTGTGCCAAGTGATTTTCTGGAGCAA
TCTGGCGA
>AU168591 ID   AU168591   standard; mRNA; EST; 664 BP.
GAGGACTTTGGGGTTAGCTGCCTTTTCCGCATGAGAGGGCTTGTAGTTCCTCTCCTTCTC
AAACTGCTCTTCAAACTGCTTGATTTTCTTCTTCAGATGCTGGAGCTTCTTTGTGAGCTG
ATGGGTCACAGAATCTCCTCTCATCACGTCTCTAGAGCCAAACGACGCACGCCTCTGCCT
CGGCGCTTTGGTGGGTGAGGTGGCGTCCGAGTCCTGGAGGAAACGATGGGTGCTGTGGGC
TCCAAAGTCCAGGAAGCGGCGCGCTGGGATGTGAGGGTGGGTGCGAGAAGAAGAAAGGGA
GTCATCCTGAACTCCTTCCCCCTCTTCTTCCTCGCCGTCGTCCTCCAGGCGCAGCAGGGG
GAGAGGAACTATGCGGCCAGCCAACGGGGAGAGCTGCGCTTCTCCGCTTTCACTGTCGTC
CTGCCATGATTTGAACGCTGGAACCGGGTCCTCCCACTGGTTGTCAGGAAAAAGCTGCAG
GTGAGAGTCCTGGCCAGACTTCTGTTGGCATGACGACGGCTGGTTCCTGTTGGTCTCGCT
GGTGTTGGCATTCTGGTCGCAGCGGGACACATCAGAGTCACTGATCTCTGTGATGGTCTG
CTCCATGCTCTCAAATAGCCGATGATCCTGACTGGCAGTGTTGAGGTTGCTGTCAGCATC
TCCG
>AU168593 ID   AU168593   standard; mRNA; EST; 671 BP.
GGAGCCCCACTCCATCTCCAGGAACTCGTTCATGAAATACATGTATTCCTCCTTTGGCCC
AAATTTGCTGAAGCTGGCCAGGTTCTGCATCACCCTGGCGATGAGCGTGAGCGTGCGAGA
CGTGCGTTCAGCGGGGTACTCCTGCATCAGGCTGAACAGGGAGGGTGACATGATGGCTGG
GCACATGAAACGCAGAAACAGGGAGGAGCTGATGAGGCTGTCAGCAAGATCCTCTCTTCC
ACGCTCAGCACATCTGGCTCTCCAAGACGCAAAGACTTCCTTCAGCTCCCGGGGGAAGAT
GCAGAGGGAGTTGATGATTTTGCAGAGTAAGAGCTCGCAGCACATGCGAAGGTTGGCTTG
ATGGTCGGCGAGGACGGATGGGGGGACACGCATGGGGTCCACCTCACAATTTTCCTCAGA
CTCATATAAGGCTCGAATGAAGTCACCTATAGCTTCCTTGAGGTATCTGTGGCCTATTAG
TTTGAGGTACTCTTCCACAGCCTTCGTAGCAAGCGTGTTCTCCCGAAAGATCAAGTGTTC
ACGGTCCATAAATCGATCTGCCTCACACATGGCCATGTCTGACAGGAACTCCTTTGTTTT
CCCTGTGCTTTGCAGGATGTGCACCAGAGCGAACGCCACCTCCTCTTTACTCTTCACGCT
CAGCAGCGGCT
>AU168594 ID   AU168594   standard; mRNA; EST; 663 BP.
CATTTGTCTGTACGTCGTCTTCTCCGGTTTTGTGGACCCTGGAAGAAGCTGCTGGTCTGA
ATCCGTGAACGTTTCATGGTTTTTTTTTTGACAGGACCAATCTAACCAGTAATTCATGGA



GGGGTAGGCTGGATATTCAAGGACATTTTTATCGTTACCATAGCTACTTTGGCCTTTTCT
ATCGATTGAGGAAATCCAGCGTGTTGCCCTCCCGCGCAATGATGTGATCAGATTTGGTAA
CCACTGTCTGTCTGGAGCTGTGCTCGATAGAACCAAACAGGCTGGTCGTTTTGTGATGCT
TGCGGGCTGGTCATCTTTACTCGTAGCACCCGCGCCCCCTTCACTGCAAACGGCGATTTA
AGGCAATCAGCCGCGGACTTTCGGGGCATTTTTTTGTTTTTGCTTTTTTTAGGGGGGGGG
GTCTATAATGACATCGATTCCAAACATAATCAAACCAGATCCCGACTGTGACTGAGGACC
CCAGCCTCAGTGAAGAAAGTCGTTACAGTTTAACTTAAACCCCCCCGAGAAAGGCGGGTC
AACTTTTGATGATTGTGGTGGAGCCAGAGGTGCATCAGGTCCAGGAGTCATCCATGTGAA
GATCAGCTGCCGGTTTGACGCATCTCACATAGGAGCGGTCGGAGTCTCTCCTTTTCCCTC
TCC
>AU168600 ID   AU168600   standard; mRNA; EST; 672 BP.
TTTCAGAGTGGAGAGCAAGGAGTGGTCCCGCATGAAGAGCAAAGGGCGAGAAGGTTTCGT
GCACAGCTACGAGCTCGTCACGCAGATCGAAGTGGACTACGCTCGGCCCGTCATCATCCT
GGGACCGACCAAAGACCGGGTCAACGATGACCTGCTGTCCGACTTCCCGGACAAGTTCGG
CTCCTGCGTTCCTCACACCACCCGCCCCCGCAGGGACTACGAGATAGATGGGCGGGACTA
CCACTTTGTGTCCTCGCGGGAGCAGATGGAGCGTGACATCCAGTCGCACCGCTTCATTGA
GGCGGGGCAGTACAACAACCACCTGTACGGGACGTCGGTGCAGAGCGTGCGGCAGGTGGC
CGAGCAGGGCAAACACTGCATCCTGGACGTGTCCGCCAACGCTGTGAGGAGGCTGCAGGC
GTCTCTGCTCCACCCCATCTCCATCTTCATCCGCCCACGGTCTCTGGAGAACATCCTAGA
TCTGAACAAGCGTCTGTCCGAGGACCAGGCCAGGAAAGCTCTGGAGCGAGCCATCAAACT
GGAACAGGACTTCCTGGAGTGCTTCACAGCCGTGGTTCAGGGCGACAGCTTCGATGAGAT
CTACCACCAGGTGAAGATGGTCATCGAGGAGCAGAGCGGGCCCTACATCTGGGTCCCCGC
CCGCGAGCGACT
>AU168603 ID   AU168603   standard; mRNA; EST; 662 BP.
CACAACAAAGACCAGAAGTAGGTGGTAACATGTTCAGGCCCGCCTGCGACTTTAGGTTAA
CAAAAAGTTGCAGAAGAGTGTGAGGAAAAACACCAAATGACGACCAGAACACAAAAATCT
TTGGAGATAAACACCAGCACTCAATATTTGGAAACTGCTCCGTAAATACAGACACTAATC
ACTCAAGTGCAGGCAGCTTCGACAGAGTTCAGGTCAGAACCTCAGAAGGGGGAGGAGTCA
CAGGCAACCTACACAGACATCAAATTAGAAATACAAATAAAGAACTCAAAAACAAAGACA
CAAACTACGACACTGAGAAGTTATTAGTGTTCATCTTCAGTCTGAACAAATAACGAAAAG
TATTAAGTTAATTACAAATAGATTTTTTTCAGCAGACTCCTAGCCCTTTATCCATATAAT
CTTGTCGCACATTTTAATGCCAGCAAAGCTATTACTTGTGTTTTTTCCTCCCACTTGATC
ATTTTTGGAAATTTTTTGAGCAACTTCTTGTCCCAATTTAGGTCTCATTTTTGCCTTTCT
GGGGGGTAATAGACTGCATTCACTGCTTCCTGCTATCTTTTGGGAGGGAAAAATGTCCTT
GCCTCTTCACAGCCAAAAGCACCATATTCAGAATTTTTCTAAAAACGATCAGGGGTGGTG
TT
>AU168604 ID   AU168604   standard; mRNA; EST; 681 BP.
ATTTCTGCAACCTGCATGTCGAACCGGCGGATGATGATGATGATGAAGATGATGAAGCCC
GCTGCGAGCGCAGCGGAATCCCGCGCGCTGCTGCGGCTCTGACCACCGTGCGCCTTTAAT
TCAGCTTTTTTCTCGTTTCTGTCTGGTTCGGTTCCGCGTGACTTCTGAGCACCGAGAGCG
CGCGGTCAGAGCTGCCGGAACATGTCCTATGTTCCCTTTCAAGATGCAAGGTGTGCCGTT
CCCCCCTCCTATCACCATCACCATCATCCCCGCACCCACGCCCACTCCTTCCACGCCCCT
TCATACAGCCGTCCCTCTTACGAGCCTCCTTCCTTCGAGCGTCTCTCTCATGAACGTCCC
TCCTTCGAGCGTCCTTCCTTCGAGCAACCCTCCTTTGACCATCCCTCCTACGACCACCCT
GCCTACAACCGAGGCTTGCATGAGCGCCCAATTTATGACCCTTCTTTGCACGACCGCCCA
ACCCACGACCGCTGGAACCCCCGTCTTCGCATGAACTCCGGAAATCAGCTCTTCATGTTG
GACCAGGAAGAGGTGCACCCTTTGCTGATGCGCGAGCGGCGCTCAGAGTCTCACAGGAAC
AAGCTGCTGCGGCGGACAGTCAGCGTTCCTGTTGAGGGACGGCATCACCCCGAGATGGAT
CATCGCACTCGGCGGAAGAGC
>AU168605 ID   AU168605   standard; mRNA; EST; 521 BP.
GAGAGGCGGGGGCACCGGCTCCGCTGCCCCCGACCAGGCACTGACCTGCACCTATCCGTG
TCCTTTCCTCGCGCGTGGAAAGCTCGCGCCTTCCGAACTCTCCATGGAGTTTTCGCCTCG
GGTCTTCTAGCTTTGGACGCAGTCCCAAAACCAAACGCCACCGACGGTCGCGGAGCACCG
GTTGTGTGTGTCACTGTGTGTCTGCAATCAGATCGATTCCCAGCCCGCCTCCATTCTGTC
TGAGTACGGACACGTTTTCCCACAGAAACCTGAGAAATCAATGGTGTGAAAATGGATTAT
TAACCTGATAGACTGTAAGATTAGATGTTCACCTGATCTGCGGCCGTCACAATAATGCCT
TTGGGGTTACCATGTCTACGCTGAACCACGTTATTCTGCAGGATAAAGGGCAGAACAATG
AGAAGAAGCTGGACTGGAGTTACATTGAATGGATTGAAAATGAGGTGGTCATGACTGGGG
TGGCGGAGGCCCAGACGCAGACAGACTCGCAGCCCCTCGAG
>AU168607 ID   AU168607   standard; mRNA; EST; 680 BP.
CAACATGGTAGAATTTTTCTTCACATATATACAGTACAGATCAAAGGTTTGGACGCACCT
TCTCATTCAAAGAGTTTTCTTTATTTTCATGACTATGAAAATTGTAGAGTCACACTTAAG
CATCAAAACTGTGAATTAACACATGTGGAATTGTATGTTATAAAAATATGTTATGTTCTA
GGTTTTTCACAGAAGCCACCTTGTGATTTGATTACTGCTTTGCACACTCTTGGCATTCTC



TTTATGAGCTTCGTAGTCTTGAAGCTCATCAAGGAAAGCAATAGGTCTAATCTAAACATA
TAAAGGTATGTTTTTTTGCCACATTCTTTTTATCAAATTTGCAATGCCAGAAAAAACAGA
AACAGATTTTACATTCCACTCGATTCAGCCATCACAAAAATTGCTCTTATTATCAACAGT
ATTTTGGCAACGCTTTCTCTAATTCCCATTGTTATGTGAATGTGTTTTTCCAGCATTTGG
CAATACACATTTTTGCATGACTCAAGCTGAGATTTATGAACGCCCTCTCACCTTTGATGT
AGTTATGTATTTTTGGAAATATATGTAATAAAAAAAACTTTGGCCCCAGTGGAATCTGCT
TTAAAGTAATTTTCTCTAGTGTGACTTTCACTTCTCCCCAAAATGTTTGTATACCTTTGC
ATTACCAAGTAGAGTGCAAG
>AU168613 ID   AU168613   standard; mRNA; EST; 686 BP.
TTTTTTTTTTTTGCTTTTTGTAACTTGCACTCAGGAGCAAGCAGATTCCCTTTGACACTT
AACTGATAAAAGGAGGAAGCATGGGCTCCTGGTATTAAGGCACAGAGTGATGCTCCTAAT
GTGTGTTATAAAGTATGTGACAGTGCACTCTATTGCTCAAAAGAAAAAAATATCTATTAT
ATCAAGCAATATTCCTATGTTCCTTAATAAATATTTTAAAGGCATCAGAAATGTTTTAGA
AGTGTTTTCAGATGCAGGGCTGGGGGGTGGTTCTCACCATTTGCATATTCGCCATATTTG
CGGGTGTCTTTGGTCCCTACCCCCCGCGAATAAGGGGAGAATTCTGTATTTGCTACTTAT
AACAGTGCAGAAAAAGATGCACTGTCCAAAACAAACATGTAGGAGAATCTGGTTGTTCTC
CTGCTAATGTGGGACAAGTCAGTAAACTTAGAAAGTTTAACGAATGACAGCTGAAAATGC
TGTCATTCACATGCAGCTCCTGCAATAGGAGGTAAAGATTGCTGTACAAAAAAGGACTAA
ATGATCTTATGAGACCAGACATGAAGACATGCTTACCCATGTTTTGTAGAGCTCTTCAAA
ATAAATAAACCTGAGCTCCTAACACCATCCACCCATCTTCCATACATTGTAAATGAGATC
AGAGATATATACAGGCGTCTGGAGCT
>AU168616 ID   AU168616   standard; mRNA; EST; 500 BP.
GGTGATTGGTTTTTAAGGGTGACCTCAAATGAACCCTCATTTAAACTCATGGCACTGTTT
CATTTTTCAAGAAAATATCAGGAAGAAAGAAGTCTTTCCTGGAATAACGACGAACGTGTT
GTCCTTTGAAACAATGGATACTTGAACTCAACCTTCACGTCCAAAGGGAGGTATTTTCCT
ATACATTGATGTTTAGTGAGGTTTTTATGTCATAATGTCAGACGGTTATCACAAACTTTC
ACGCTGTTAAGATTTTAACAGAAGATTTACATTTGTGGAAGGTTGACGAAGTTCTTTCCT
GTTGNCTTTTCACATGTTTTTGATGAAGCGGAAAGCTTTTCTTCTACCTGGTATTGAGTT
GGTGTTGCTTTTATCCTTTCGCATTTTGCCAAAATACAACACATCCTAAAAAATCAAATG
TTTATTACAGATTCCCCTTTTGTGTGGACGTCTGTTGCCAGTTATTATTCTGGTTTTGAT
TTTGATTTGATTTTGAATCG
>AU168621 ID   AU168621   standard; mRNA; EST; 534 BP.
GTGGAGGGCTCTGCAGACGGGAAGACGCTGGACCTGGACGCGCTGTCGGCGTGCCGGGGC
GGGGGAGAGTCATCGACCGGCAGACGGATATCTCTCAGCGCAGGAAGGTGGAGATCCGGG
AGAGCACGGGGAAGGAAGCCCTCCAGAACCTGGATGACAAACGGTGGTGTCCTCCTTGGT
CGTCTCCATGAAGTCCACTCTGGCTCAAACAACGAGGAATGGTGCGATCTGACACTGATG
TACCTTGATCTAGGAGTTACCTTTAATGTCTTTGGAAGTTGTTCTGGGCTCTTTGGATAC
TGTTNCAACTATNCGTCTCCTNAATTTTNCTNTTCCAGCCACGTCCAGGGAGGTTGGCTA
CTGTCCCAGCGACCGTCTCCTGATTAAAGGAGCCAAGATCGTGAACGATGACCAGTCCTT
CTGTGCTGACGTCTACATGGAGGACGGAGTCATTAAACAAATTGGGGAGAACCTGATTGT
TCCTGGTGGCGTGAAAACCATCGACGCTCACGGTCGCATGCTGATGCCCGGCGG
>AU168622 ID   AU168622   standard; mRNA; EST; 489 BP.
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT
TTTTTTTTTTTTTTTGGGGGGGGGCCAACCCTTATTTATTTATTTCCCTTTTTTTCCTTA
ACAATTTTTGGTTTGGGGCCCCCGGCTTTAAAAAAAAATTTTGAACCCCCTGAAAATTGA
CATGGGCCCTGGGCTTAAAAATGGGACTGGGTTTAAACCCGGTATTTTTTGGTTAAGGGG
TTAAAGGGGGGGGTCCAACCGGGGAACATTTGGAATGGAAAATTTTCCCGCCCTGGGCCA
AGGTGGGGAAAAGGGAATTTTGGCCCCTTTGGGGGCCCTTGGCAAAACANCAGGACAGGG
GGTTTTACCCATTTTTGGAAACTGGGTGGGACAAAAAGGGGGGTAAAATTTGGGGGGTGG
GACCCCCCACACAAAATTCCCTTTTTTTACCAAAAAAAGCTGGAAGGAAGGGTTTCAGGT
TCTTTTTTC
>AU168624 ID   AU168624   standard; mRNA; EST; 506 BP.
TTTTTTTTTAGTTGTTGGTGTGCTGCTATGGGATTTTTGTCAAGAAAAAACACACACACA
AAAAAAGATCACTTCAGCTCAAAAAAAGGTTGAAAAACACTGATCTGAACTATCCCATTT
CTGAGTCAAAGCATAGGAAATATATTTATAAGTTAATGATTGAGCAGCACCAGACCCACC
TATATGTATTAATTCAGATCTCCATATGTTATCAGAAACATGGATTGTGTGTATAAGATC
CAGACAGGACAGCCACTGACCTGGATGCGCAACATCAGGATGTGGTTGGCCTGCTCCAGC
TTTTTCTGTCGCACTTCAACATCCTTGGCTCTCTGCTGCTCCTTTTGTAACTTTCGGATG
TAGTCCACAGAGGCTTTCAGGATGGTGCCTTTATTCCAGCGCATCTCTCTGTCGTTGTTG
GAGCATCACCATAAGAATGACAGCAATCATTAATGGTTTTTTTTTTTTCAAATTAGTGTC
AGTTTTAGAAAAAAAAAAAAAAAAAA
>AU168630 ID   AU168630   standard; mRNA; EST; 417 BP.
CTTCAATGAATCGCCACGATGCAAAGCCTCACCAAACTCAGCAAAAATTAGTGTAGACTC
CTTGGGCTGCAGCTGTGTTCTCATAGAAGCCATAGCCACCTCTCTGGGATCGGTGTGAGG



CTTTTTGGTGCAAGCTTGAGGATCTTTCTGCTTTTTCTTCGGCCTCTGAACCCTNGCCAC
GCTTTACTCAAAGGGCTGCCCTCTCCCCCTCTTNCCCCTGCTACGTTTTCATGCTTTCAT
TTCTTCCTGCCCAGACCTTTCTGCCGNACTGCGCCTTACCTCTCATCGTCTCTGGCTTGC
CTAGATCTCGGTCAGTCAAAAGCAGGGATCCTGCTCCTGTTGCATGACTNAATCAGCACG
TCTGCACTCTGTNTATACCGATGCGCGCCCTGTCCCACTCTCTTTCTAGTTCAGCCG
>AU168635 ID   AU168635   standard; mRNA; EST; 552 BP.
TTTGGAGTCCACAGCAGGCGCCACTCCTGCAAGATTTTATTTCCCCTCTTAAGCCCAAGC
ATTTTCCCATCCTTTGNAGAACTTTGAAAAAAGTTCATCCTCCTTGTGAGCTCTGGTGCT
CCGNTCCACTTTTTCCACGTGTCTTCCGGCGTCTCAATCCAACTGNAGATTTTCCCTTCA
CTCCAAGTAAAAAACAAAACTCCTATAGAATCCCATAGCCAAAGACTGAAAATGACAATC
CACACTGCAGGGTGCTCCCTCAGCCCAACAGTGATTCCAGCCATCAGCGTTCAAGCCATT
AAAAGGGTTTCCCTTCAAAGGCTGCAGGCTTTGTTCCCACCTGCACCATCCTCCGACTTT
GATTTCCCTCCTTCCGAGGCATAGAAACACTTTTTTTCCTGCTGGTTTTAAAATCCAAAT
CAAGAGTTTGCGAGTGAAAGAAGTCCCCAGTGNGCACACTCCATTCATTCCTTTAGAGCA
TTTANTAGAGCGCGCGCGCAGAGCACAGCCGCCTGAAAACGACCTGACATCAGCCCCCCT
CCCAAAAAGGCA
>AU168638 ID   AU168638   standard; mRNA; EST; 495 BP.
GGCATCTGGAAGCCCACAGCATAGGCTGCTGTGGTCTTCTAGAGAGTGTGGGGAAGGGCT
CAAAGCAGAGTCTTCTATGCCGCGCTTGGTGACCGGGGTGGTCCTTTTAGGAGGCATGGG
GGGAGAGGGCTTGGCGACAACATGACTGGCGCCCCCTGTAGTCTGAGTGAAGTTACCTAC
AAATAAAACACATCTTATGCATAAATGTTTAGTGCTGATGCTTGGAGGGACCTAATGGCA
AGTTCTTTATTATTAAAGGCCATTTGCCTCTGTGATGTGAGGCACCAGTCAGGAGAGATT
GAACCACTGAGAGCACGAGTACAGGGAGAGGAATCACAGGGCTGTACTAGAAATGAAGCA
TATGCAGTGCAAGCCCTGACATNACAGATCGCAAAATACAAACATGCTCAACCTCAAAGC
TTTGTTATGTGCAAAAGCTTTCAAATAAAAGATTCTGTGCAAAACTTCTGCTCATTTCAT
GCACATTATCTACAG
>AU168656 ID   AU168656   standard; mRNA; EST; 791 BP.
TCAACATAACAAAGTGTGGGCAAACATGGCAAGCGGAGAGGAGACCACAAGTCGCCCCTT
GGTTCCCTCCTCTTCAGTCGGCCTGGAGGATTTTTTCACCGCCAGGGCGTCGGAGCAGGC
CGGCGGGGACGGAGACCCGGAGCTCCAGCGCCTGCAGGAGCGTCTTCAGGCTTGGCTGTC
GCCGTACGACTCCCTGCTGCAATGGGCGCAGAGGCTATTGGTCTGGGAGAGGCCGCTGTA
CAGCATCTCCGCTGTCCTGACGCTCAACACACTGTTCTGGCTCCTGTCCTCCACCTCCCT
TCGGCCGCTCTTCGTCCTCAGCGTCTCTCTGCTGGGACTGATGCTGCTGGAAAGGTGGAA
GTCCAAGTTTCCCACCGTTACAGTTCAGCATGTCGAGGCTCGTCCTATACGAAGTGAAAG
CCTGAGTTCTGAGCAGCATCTGCTCAGCGTTCCTGAGCTCAGCCACCACTTGGCCGAGAG
CTACCTGACCAGCTGCATGTATCTGCAGGAGATGCTGCAGTACAAACGACAGAACCACGG
AAAGTTCTGTGTGATGATGTGCAGCGGCTCCTTTGTGTTTGCTGTGGTTGGACATTACGT
ACCTGGAATCATGATCTCCTACATTATAGTTCTGAGTGTTCTGCTCTGGCCGTTGGTGGT
TTACCACGAGCTGATCCAGAGGATGTACACGGGGCTGGAGCCCATCCTGATGAAACTGGA
CTACAGCATGAGCACCGGAGCACCGGAAGCCCGACAAGAGGAAGGTGAAGAAGGAGGTGG
AGGACCGCGAC
>AU168667 ID   AU168667   standard; mRNA; EST; 232 BP.
GGATCCGCGGCCGCCGTTGCAAACGATGCCCTAGTTGACCTCCCAGCCCCTTCAAACATC
TCAGTTTGATGAAACTTTGGTTCTCTTCTTGGGCTCTGTTTGGCCGGCCAAATCGTCACA
GGCCTATTTCTTGCCAGGCATTATACATCTGATATTGGCCCCAGGATTCTCATTAAGTGG
ACCACATTTGCCGGGATGTTAACTACCGGGTGACTTAATCCGAATATGGCTG
>AU168668 ID   AU168668   standard; mRNA; EST; 302 BP.
GTGGCTCCACGCCTGGACCTGTTTGGTTCTTTTTGAACCAGGACGATATACTTGTTTGCT
CTGAAGNAGAGAAGCTTGCACAGCAGGGTTAAAAATGAAGTTACAAATACAAGTGTCGTG
CCGCCCAGGGTAGAGAAGCACATCATTGGCAGCAGTCAAACCAGCATCTGTTGTCAGCCA
GCAAAGGGGAGTATGTTGTTACCAAGCTGGATGACCTTATTAACTGGGCTCGACGGAGCT
CTNTATGGCCAATGACCTTCGGCTTGGCGTGCTGCGCAGTCGAGATGATGCACATGGTGG
CC
>AU168677 ID   AU168677   standard; mRNA; EST; 579 BP.
TTTTTTTTTTTTTTTTTTTTGTTTTGTTTGTTTTTCATCATTAGCTGCGATCTTCTTTTT
ATCGTCATCTGATTCAGCTTTGCTTCCATCCATCTATTTTCTCAACTTGCTCCTTCCTTT
TAATGTTCGTAGGGTGGAGGGGTCAGGAGCCCACACAAATCCATGTCTTTCAATGCTGGC
ATTCTTATTTGTATGAAAATTCCCCCCTAAAAGTAAGAAAAAGTAAAGTTGCAGGCAGGT
GCGATGGAGCTGACTTTCTCGTACACACTTCCCTCCACTGTTTAAGTTCACTTGTCTTCT
GTAAAAGGAGTCAGTTGTCCTTGGAGGGTGTAATGACGATGGGAAGCTTGTGTATTCAAA
AGTGTAAAAATGTAACTCTATCTGAACTACTGGATTTTTTTCTTAATGTTTCTGTCATTT
TGCGATGATGGAGTGGCTGCATGTAGATGTGAAGTCTCCATGGTTCATGTTGTTAAGGCA
CGTCTGGTGTTTTTGGTTTTCAGGGCAGTCCGGAGGAGACCACAGCAAGTTCAGGGTGTC
GAAAGGAGGCGTGGTCAGCATGCACGGCTTTGGGGCAAT



>AU168683 ID   AU168683   standard; mRNA; EST; 628 BP.
TTTTTTTTTTTTTTTTTGACTTCAGGACTCCACGCTTTATTGGGGGTGGGGGGTCACATG
TGATGCCACACACACAGAATAATCACACAAACACAGGAACACACACATATCTGATCTCCA
TTGTTATGTACACGAGTGGCTCGTTTCCTCGTTGCCATGGCGACCCCAAAGACACTCAGA
GTCCGGTCCAGCCTGAGATGATTCAGGGTGTTTGTTCAGTCCCTTCGTCTCACTGATGCA
TCTGCTGCTGCTTACATGAAAACAATTATTTCAGTCTTGGTCGTACGTTTGCCCAACAGT
TCGATCATCTCCACCCCTCTGCTGCTCCTTTGGTCCAGCGTCCGGCTCGGTGGGCGCGCT
GACGTTGGATGCTGTCCCAACACCGAAGATGGAATATTCTCAGACTAAGAAAGAAATCCT
GAGAAGTTCGCAGAAGGAACTGAGAACCCTCCGGATTGAAGCTCATTTGAAAATGAAACT
AAGTGAAATCATGCAGTTCACCACACAACCACTAGGTGGGGTTGTTTGGCCAGCAGGTAG
AACACTAATGAGATAGTATATTCTGCTAAACTGGGCTATAGTGGAGCTCCAGTGTTGACG
TTCTCTGATAACTCTTGAACCTTTAACA
>AU168684 ID   AU168684   standard; mRNA; EST; 489 BP.
CTGGAATAAAGGGTGAACAGGGTTCTCCGGGAACCCCGGGGTATCCAGGAACCATGGGGC
CACCTGGACTGCCTGGACTGAAGGGCGAGCGAGGCAGCCCCGGAAATGGTGGTCAGAAGG
GGGAATCAGGTCCTCCTGGTAACCCGGGCTATCAAGGACAAGCTGGAGCACCGGGTATTA
AAGGGGAAACTGGACCCCCGGGGGCTGCTGGTGAAAAAGGCGAGCAGGGTTTTCAAGGAC
AACCAGGTTTTCCAGGACCACCTGGTCCAACCGGTCCTGCTGGCAAATCTGGGAGAGAAG
GCCTACCTGGGCTAAAAGGTGAAAAAGGAAATGATGGTCCTGCTGGCCCTCAAGGACCAA
CTGGACCACCGGGTTCACCTGGCTCTCCCGGGTTAATGGGACCCCCTGGCATCGAGGGGA
TGGATGGAAAAGATGGGAAACCAGGACTTAGAGGAGAACAGGGCCCTGCAGGACCTGCAG
GACCTCGAG
>AU168688 ID   AU168688   standard; mRNA; EST; 696 BP.
CGCGGACCGTTTTTTTTTTTTTTTTTTAAACAATAACTTTATTTATCAAAAGGTTTTACA
TATAAATATCATTTTCTAATCTTTACAATATCTGAGGATCTTTGTTGTGTGTTTTTATTG
AAGCCTATTTGTTACAAGCTGTTCACCAACAAAAAAAGAAGAGGTTGTGGAAACCTGTGT
GAAAAAAAACTGTTCACAGGTTCACAGTAAGCCTGCAGAGGCCATGAAGCTTGATCACAC
CTTATGATTAAAAAATAGATGAGGATTAAGTCTCCTGATTCCTGATATGTTTCAGAGGGT
TTCGGCAGAGCTTTGGGAATGTTTGAATAGTCTTTATAGTCCTGCTCCTTTGTTTATGTT
TGCTCCCTGCAAGTGTTAGTCCATATCGACATCCTCTCCATCTGTGCCGGGCTTTTCTTG
ACAGTCTGTGTTTGGCTTCAGACACTCAGAGAGGTCTGGAGAGGCTTGCACCTCCCTGTC
GCTCTCTGCAGACTGGCAGTCGTTGGTTCTGGCCTCCGTTTGAACTTCCAAACTCTTCTT
CTCCTCGCTGGTGCAGCTGGACTGCGTGCAGCTCAGCCTGGCTGAGGCCGCTGGAGCCCC
GCTGCTTTGTGAAGGAGACGCAGGGACGCTGCTGCTGCTGCTGCAGTCACCACCACACTC
CTCTCTGTCCCTCTCCTCCACTCTTTTGTGACTGTG
>AU168693 ID   AU168693   standard; mRNA; EST; 461 BP.
TTGCACTACGCCGTGTGCAAATGTTTTGCAGCCTATTTGGTTTGAAATACTCTTTAGTGC
TTTTGTTGTTGTTGTTATTCAGTTACTTGTGAACGGACACAAACATTTTATTTATCTAAG
GTTGTTTCCAAACGGAGTCCCGGTGAGGTGATTTCTTTAAGTTTAAGCGCGCTAGCTTGC
ATGTCAGCTAATCGTGCCACTTTGCTAGCTGTTGAACCCCAACGTATGTATAGATTTTTC
CTCTGTGGAGTACATAGATTCATCAATACCACCAATAATCCAGTTTCGGTCGCTAAAGCT
GCCGTTTCGCGAGTGTAATACCCCCTCAGTAACTAATCAATAACAGCACAGATCCAGCGA
AGTGCAGTAGTGGGTGTTGACCCTTTCTTCTTCCCTGCTTTCTTTGGTTCCTCTGTCTGT
CTGACTCTGAGGCAGCATTGATCCGAGGATGGCTTCTCGAG
>AU168695 ID   AU168695   standard; mRNA; EST; 704 BP.
TCCGCCTGCAAGCTGCATCCGTTCCTGCGCGTTTGACGCGAAAAAGAAAGCAAAAAAAAA
ATGGGTTGCAGATGAACGGAAGGAGGAGAAAGTGAGATGATGGCGGCGGATGCGGAGGAG
ACGGGAGGGCGGACGGACCCGTGTGCTCCTCCCGGCATCAGTCTGAGGCGGAGGGGCTCG
GACAGGAGGTGGAGGCTGCGCTCTGTGTATCTGCAGTGCTATTTTCTGACAATTGCAACC
ATCCTGGGAACAGGAATTTTGGGTCTTCCTGTAACGATAGCCCATGCTGGCATGATGCCC
TTCCTCATCTCCTTCCTGGTTGGTTTCTGTGTTCAGGCCTTACTCATCTACCTGTTTGTG
GAGCTTCTACAGAAATGTCAGGCAATGCAGCTGGAGTCTCTAAAGACCGGAGTGGCAGAG
TGCATCATGATGAGTCCAGTGAACATCCAGAGCCCAACCTTCACTGACGATGAGGAAGAC
GAGGAATATGAAGCAGACCACGCAGCAGCAGATACAGGTCTGCTGCAGCCGCACACTCTC
ACACTGCAGGAGCAGGCGGAAAACCTTCAACCCAACCTATATCTCCTGGGGTGCCTCTTC
CTGTCCCCGCCCATGAGCTGCGCCTTCAGCTGCATTCTCCTCTTCCAGTTCGTTTCAATT
GGAGTTAGTTATGTGTTAGCCGGCAGTGAGGCGTGTGCAGCACT
>AU168697 ID   AU168697   standard; mRNA; EST; 687 BP.
GGCCGGCCAGACGGAGGAGTGTTCCCTCGTCTTCTCCCCCACCCAGGTGGCCAGCCACGA
GTTCCACCTTCATCTGAATGTGAACGGAGTGCGTTGGCCACCTTCCTCTCCCACCCCGCC
CTCCTCTTCCTCACGGACAGCCAAAGGCAGAAGCCTCATCAAAGCTCCTGGTCGCTCGGA
CAGCCTGGAAGCAGCACCGCTGATACACGCGACAGCTCTGCCCCCCCCTCTGGAAATGTC
TCCCAACGCTTTGGAGTTTCACCTGGATCCTCAGTCTCACCTGTCCTCTCAGACGGTTGA
GCTGAAAGCGGCGAGCAGAGACGGCGTCTGCTGGAGTTTGACAGGAGATCCAGTCTGCTG



GTGGTTTGACTGCAGAGAAGCAGCAGGCCTGCTGTCCGTGTCTCCATCATCCAGCAGCTT
GGAGCCGGACCAGTCCGTCCATGTGGTGGTGACCGTCCACCCAGAGGTCCTCCCTGCAGG
AACTCGAGGAACCAAAGCATCTCTCCTTCTTTACTTGGGACCACAGCAGGAGGTCAAAGG
GCAATCTCCATACAGAAGACTGTGGGTCACCGTGACCTTTAACCCTTCGACCATCAGCCT
GCAGCCCCGCAGAGTTCTTGTGGGCCCAGCTCCTCTGAGGAGCAGCGTGGAAACCAGACT
CACGCTGACACTTGACGGATATCCCAG
>AU168708 ID   AU168708   standard; mRNA; EST; 533 BP.
CTGGAATGTTTTCAAACCCAGAGATGAACGTCACACAGCCGTAGGCTACGGTTAACGTCC
ATAGTTTTTAGGAAATAACGTTTAATATAGCGCAAGAGTTTTCTTTAGAAGAAGGCGAAT
GAGTCGGCGGAAACGTGTACCCTGATTTTAAGGTGCATGATGAGCCGACTGTGCTGTAGC
CGTCTAAGCTAGTCAGGTGTCGNACCATGGCCAAACCTGGGAGCGACCGAGATGGAGCCA
TGGTGGATAAGCAGGCGGGGAAGAAGAGCAAAGACAAGTTGTCTNCGTTCACCAAAACTN
CCAAATTGGACCGGAGTGAATTACTGGGGAAGGAAGGAAAAGCCAAATCTTCTCATGAAG
CGCAAGCTCTTCTTCACTGTAAGTCCGCCCCGGACAGAGGAGCGGGACTCAGACACTGGT
GAGGATTGTTAGGTTACTTCCTGCTTCCTCCCCAAGCTGCCATGCTGCTGGCTCTCTGCC
ATGCCCTTACACTGACCCCTGGTGACTGCTAAACTGCCTGTTTGCAGACTCCT
>AU168714 ID   AU168714   standard; mRNA; EST; 686 BP.
TTTTATTAGACATGCACGGACTTTTGCAACACACTTTTCAACGCTGTGCCTCAGAAACAT
ATCCCACATGAATGCGCACATATATCTTTAAAACTCCCTTTATCATTGATAGTTCATGAT
TTTGAAAAGTTGAGAAAGGAAATAAGACAAAAAAGCTAAACAAATCTTAAAGTATCCCGT
TATTTATAAAGGAAAATGCAACAATTCCCCCACTTAAAGCTAAAATGCTAGAAACCCTTG
TGTCCCTGTGTGCAGCATGCACATGGAATAAAACCTGTTTTTAATTTTGTTTTTATTTTA
AACAACAGTCTTAATTTGCTTTGGAAATTCTAGCAAGAACAGCCATACCACCAGAATGAT
TCTCATGAAATGTCAACGAGGCTAGCACCATTAAGCGATTGGCAATGATTGGTCGTCCAA
TTTGGACGGGAAGCATTTGCATGAAAGATTTTTCATTTGGCGAGATGCGGTTTTTGAACG
GGCAGGAATGTGTCCTTCATTGGGGAATGTCCAGTGTTGTTCTCTCAACAATAACTGCAG
CTGGAAAGTGAAAGGAAGTGCATGGCACGGTGAGAAACTCAACCAACAGCTCCACTTAGA
AATAAGGCCGTGCTGAAGCAGGGAATACTAAAAGTGTATGCTTAAGACATTGTGAGCTAA
ACAATAATAATAAAAAAGCAGCTGGT
>AU168718 ID   AU168718   standard; mRNA; EST; 584 BP.
CTACAGCTCAGAAGATGAGGACGCATCAGCAATGATGCTGNAGACTTGTNTGTCCTNTCA
CAGGGGCCTCCTCCAATCATNTNAACCGTCTACTTCTTCAAGGCCTTAATAGCACTNCTT
TGTTGCCAAAGCCGTTGCTGTTCCAAGTGTCAAAGGAGGCCCTTNTGACCATGTNTNCAA
CAGCAAGTCCTTCAAGAGGAAGGAATNCATGAGCTNCAGCTCCCGACCAAACAAGGAATT
TGTGAAGAAACCCAAGTTGCTTNCAGATGACACTTCGTTTATTCCAAGACCTAAGATGTC
TTCATTTATGGGAGGCCGGCCAATGTGGAGATGGTCTGGAAACCCTACACAGAGGCGTGG
CCTAAAAGGCAAGGCCAGAAAGNTTTTTTACAAGGCCATCGTACGGGGAAGGGACATTAT
GAGGGTTGGAGATTGTGCCGTGTTTNTTTNAGATGGGCGTCCAAACCTNCCATATGTAGG
TCAAATTGAGAGCCTTTGGGAATCTGGACGTCTAGAATGGTGGTCAAAGTNAAATGGTTC
TATNATNCTGAGGAGACCAAGATGGGCAAGAGGCTTCGTGATGG
>AU168727 ID   AU168727   standard; mRNA; EST; 488 BP.
ACCTCGCGGACCTCCAGAAGAAATTAAAAGTCAAAGGCAGCTCCTTTTGCACATTCCAAG
AATAACCTGAGCAGATATGAGCGAGGATAAACCGGCTGAGAATGTGGACTCCCCCCCAGT
GGAGGTGAATGCCATCCCCAATGGGAAAGGCCATGAAGGTGGGGAGGAGGTCCCAACGCT
GGCAAAAACCCCGCCAGCAGAGGACTGTGGAAATCCTCACAGAACCGAAAATGCAGACCC
CAACCTTCCAGAGAGCCAGGAGTTCTTGTCAGGTGCTGATGACAAGAAGACGACGCGCTT
TACAGATTTTGAAGGAAAAACCTCATTTGGGATGTCTGTCTTCAACTTGGGCAATGCAAT
TATGGGAAGTGGAATTCTAGGACTTGCATATGCAATGGCCAACACAGGAGTCATCTTGTT
TCTGGTTCTCCTGACAGTGGTAGCAGTCCTTTCGTATACTCCATCCATTTACTGCTAAAG
TCGGCTGG
>AU168730 ID   AU168730   standard; mRNA; EST; 633 BP.
GAAAGGAAAGCTCTCCCATCTTTGGATGTTAACACCAAAAGAATAGCAGATAGTTTGCTT
CAGCTCTCATTTTCTTTCAGCCAGCAGAGTGAGCAGCTGGTGGATTTGCTCCTCAACACC
ATCATGCTGTCTGTACCGATTTCTGGCGGCCGAAGCAACAACTTCCTGAGCTTCTCACAC
GGCGAGTACTTCTACAGCCTCTTCCAGGCCACCATCAATGCAGAGCTGCTGAAGAGTCTG
GAGTCCACCGTCCCGCGTCTGATGAAGGCCTCCACTCAAAACCTCACCATGGTGAGCATG
CTGCTGAACGGCATGCTGGACCACAGCTTCAGAGAGCGCTCTGTGAGGAAGACTCAGGGG
AAAAAGCTGGTTGAAGAGGTGCTGAGAAGGTGGATCAGCCTGCAGCCATGGTGGGAGGGA
TCTTCATCCACACCGGAGAGCAAGACTGCCACTCTGCTCCTGCTCTCCAAGCTGCTGCAG
ATTGATTCTTCTGTGTGCTCTGACATTAACCATGAAGCATTCAGGCTGGTGTTCTCCACC
TTTACCACGCTGCTGGTAGACACGAGTCTGCCTCTCAATCTTAAGAGTCAGGCCCTGCTC
GTGCTGGCGGTCTTTACCACGCTGCCTGAGAAA
>AU168735 ID   AU168735   standard; mRNA; EST; 690 BP.
TCTGTTTCCAGCCGACATGGCGCAGGACGCCGCCAACGCCAGCCTGAAGAAGAAGTCCGC



CTTTGTTCCCTACAGGGACTCGGTGCTGACGTGGCTGCTGAAGGACAGCCTGGGCGGGAA
CTCCAAGACCATCATGATCGCCACTATTTCCCCCGCTGATGTGAACTATGGCGAGACGCT
CAGCACGCTGCGCTACGCCAACCGAGCCAAGAACATCATCAACAAACCCACGGTTAACGA
GGACGCCAACGTGAGGCTGATCCGGGAACTGCAGGCTGAGATCGCACGACTGAAAGCTCT
GCTGATTCAGGGCAACCAGGAGATGGACCAGGGATGGTCCTGAGTCAGTCAACCGTCTGC
AGATGTCCCGGCCCGGCTCAGACTCCTGTAGATCTATCTGCAGGTTTTCTGAAGGAATTC
CGGAGGTCCAAACAAAATGCAGAAACGTTCGGTCGCTGCAGCAGAACCAGAGGGAGGCTC
CTCTGATGACCCCCTATGTGTGCTCAGGTTCTGGAGCTGACCAAGGAGTGGACCAACAAG
TGGAATGAAACTCAGAGCATCCTGAAGGAGGAGACCCTGGCTCTGAGGAAGGAGGGTATC
GGTGTGGTTCTGGACTCGGAGCTGCCCCACCTGATCGGCATTGACGACGACCTTCTGAGC
ACCGGCATCATCCTGTACCACCTGAAGGAG
>AU168736 ID   AU168736   standard; mRNA; EST; 692 BP.
CTCCAACGACCTTACGCAGCAAGAAATACGCACTTTAGAGGTGAAGCTGATGAAATACAT
CTGTAAACAGCTGCAGTGCAAGCACAAAGTGCCAGAGACAGACAGGCCAGAGGCCCTGGA
GAGCTACCCACACTTGCGAGACTGGCTGCGCACCATCAACCTGCGGACAGAACTCATCAA
GGCAGTTGAAGCAAAGTTGTCTCTAGACGCTCTGCTTCAGATGACAGACGTTCAGATGAG
AGATACGATGAGAAGACTTGGGTCCAGTTCAGAAGAATGTACGAGACTCAGGTCTGCCCT
TTCATGTCTGAAGAGTGCTACGGAGTCAGGAGGAGAATTGAGGGAGGATGCCACATACTG
GTTATCTGAGCCCACCAGGAGGGACAGTGGCTCCCTGCTGACTGCAGACCAGCTCTCCAA
CCTGGGAAATCGTCCTCACAGTCCATCACCTCTTGCCCGCCCATCTACTATCCAGTCAAC
CCCATCCACCCCAAGTGCTACGTTTCCCCACCCCCGCTCAGGCTCAGTCCCCACACCAGA
GGCGCTGGCATCCTACATCCACAGTGAAAGCCCACTCACTGATCCATTCCCGCCACCTTA
TCCCCGTGCTGCCTGGCTCCACGGACACACCTTCACACCCCCCGTGACTCCACCCTCAAA
AAGGCGCCACCGGCTAAAGCCTCCATGCACCC
>AU168739 ID   AU168739   standard; mRNA; EST; 683 BP.
GTTTCCCGGGCGACGGCTCCTCCCTCCTGACTCAGGCAGATCAGGTATCATGTGAACACG
GCAGCTCTGTCACGGTGAAGGTAAGAGCAACTAGTTGCTGTTTTCTGGGATGTGAGCGTT
CGTCTGGCTGCTGTTGTTTTTGTTCAGACAGAAAAACTCCAGCGTTCCAGCAGAACTATC
AGAGTTCAGCCAATGTTCCGCCTCATCACTTGTTGACGTTATTTAACGGGTCTGCTGTAA
AGATGCTGGAAGAAGATCCCCATGACCTGTTTGGTTCCAACTTTAGCCTGATTGTTTGCT
GGAACGGCGCTGCTGCTGAAAAAGTGACATATACTTAACAGTACCGAGTCATTGCGCATC
ATTAACTCAGTTTAGAAAACTTTAGCCATGGAGCACCAAGATGAGCTCAGAGGGACTCTG
GATTGTGCAAACAGGGTTCTAAGTTCTCAGGGTTGCTGCTGCTGATGCTGCAGCCACTGC
TGCACAGTCCTGGTCGTTGCAGCCACACCACCATGGCTGACCCAATAACGTAGACATCCT
TACTGAGAGGATTCTTCTGCAGCCATGTGGGCAGGAGTTTGCATAAATGTGGCCTCGCCT
GAGAGCTGATGAATAATCTGGCACATCCTCACACAAAGACATGATTAATTCAGACTCATG
CATACGATCCCTTCACTGCACAC
>AU168742 ID   AU168742   standard; mRNA; EST; 682 BP.
CTTTTTTTCAGTGTCCAATTGAAGGATTCTAATAATATAGGAGCGAGTTCCTCTTTGAAT
ATTTTGTACCATTCATTTGGATAACCATCGCCTCCGGGGCTTTTATTACTTTTCAGTCTC
CCTATAGCTTTGTTCAGTTCTTCTCTGGTAATAGGTGAGGTTAAAGTTTTATTTTGAATG
GTTCCAATAGATGGGAGATCTAAGTTGGCCAGAAAGTCTGTGATTTCTTCTTCATCTACT
GGTTCAGATTGGCTATACAGAGTTTTGTAATAATCAAGAAATGTTTTTTGAATTTTGTCT
GGTTCATAATGTATGACATTGGTGTATGGGTCTCTGATTTAGTGAATTTGATTTCTCATC
TTCAGTGATCTTAGGTGCTTTGCTAGTATTTTGGTTGCCTTGGGGCCTGATTCATAAAAG
GTTTCCTTTGTGAACCTTAATTTCTTTTCAATTTCTCCTACTGTTAAGTCTGATAATTTG
TTTTTTATCTCTTTAATATTTTTTGTCAGCTCTTCACTTCTGTCCCAATGTTGCTTCTAA
AGACTCCTGAGTGTCTGTTCTAATTTAGTTTGTGTTAACCGTTTTTTTATTTAAATGGGA
CATCCTAGATATAATGTTCCCCCTCATAACAGCTTTAACGGTATCCCAAATTATTGCTGG
TTCTATTTGGCCATCCTTATTG
>AU168744 ID   AU168744   standard; mRNA; EST; 453 BP.
GTTTCTTTGTGTTTGGGGATATCTGGTTAAAAGTTGTAGATGTATGACATTTAAGGTTAT
TTAAGTGCTTTTAGACTTCAATAAGGTCAAAGATTGAAGATGTTTATGAAATGGAACGGT
CCATTGTTGTATGTTGATGCACTGTTTCTGATTGATTTTGCACTTAACTTTAGTTCATAC
CTAAAGGAACTGATGTTATTTACAAGTGTCATTGTCTGAAGTCCAACCAGCTACTTTGAA
TGTAAGCGGTTCTGAAAGCCCAAAGACCTGTTTAGTTCTGCTGGAACTCTGCCTCAACAC
TGGCTGGTATCCCCAGTTAAGAAGCAGAGTTCATTATGAAAGATGCAATTTGTACAGGAG
TGAACAGAACATATAATTTCTATATTTAAAGACCATATTTTTCATTGAACTGCAATTGCT
AAAAAAGCTATCCCATTAAATTCTATATATCTG
>AU168745 ID   AU168745   standard; mRNA; EST; 694 BP.
CGGGTTCGCAGCGTGTGCTGGACTACCTGACAGAAGTGGAAGAAGCAGCCGAGGAGGTTA
TCACAACCAAACAGCAGATAGTGGACCTGGACTTGAAGAGAAACCGGAACAGGGAGGCGC
TGAACGCTCTCAAACATGAGCTGTCTGATTCAGAGAATGTGAAGGTTTGCTTTGGAAACA
TGTTTATTGAGTTTGACAAATCCAAAACGAAAGGGATGGTCCAGAAAGCTGGATAAAGAA



ATAAATAACCTTCGCAGAGAACTGAAAACTAAATTCAATCATCTCAACGAGATTCAAGGT
ATGCAACTCTTTCAAAATAGGAAAACAAAAAAGGCAAAATTAAAGCAGACATTTTTAATA
AAACACTTTACAGACTGTGTGTAGCAGAAGGGGAAACTTGATTCCTCCCTCTGGTCCTGT
CCTCCTGTTGGAAGGAGAAGAGGTGTTGCATTTCTCTTTTGGATGAACATCAAGAGGTTT
TGGGAAGAAAAGAAGTTCTGTAAAACACTGGCAGCCATTTGGAACTGAGGATGTTACTTT
TGACAAGTTGAAAACTCACAAAACTCAAGAAAAGTTAATAAGCTAAAATAGGTCCCAAAT
TCCAAAATGTTAAACTGACATTTGTCAAAATGTGAAATATCAAGACAAATTAATTAACAG
CGTTCATTTGGGGCTTTGAACTGTTTCTGTAGAG
>AU168748 ID   AU168748   standard; mRNA; EST; 439 BP.
CTGTTTTTCAGCCCCAAAGCATGATGCTTCCACCTTCATGCTTTACAGTAGGTCTGGTGT
TCTTTGGATGCTGTTCAGGATTCTTTCTCCTCCAAACACAACGAGTAGAGTTCTAACCAA
TAAGTTCTATTATGGTTTCATCCGACCTTAGGACATTCTCCCAATCCTCTTCTGGATCAT
CTAAATGCTCTCTAGCTAACTTTAGACGGGCCTACACATGTACTGGCTTTAGCAGGGGGA
CACGTCTGATCCTGCAGGGTTTGAGTCCCTGGTGGTGTAGTGTGGTACTGATGGTAGCCT
TTGTTACTTTGGTCCCAGCTCTCTGCAGGTCCTTCACTAGGTCCCCCGTGTGGTTCTGGG
ATTTTGCCCACCGTTCTTGTGATCATTTTGACCCCATGGGGGTGAGATCTAGCAGGGAGC
CCCCAGATGGAGGAGATCC
>AU168752 ID   AU168752   standard; mRNA; EST; 686 BP.
GCAAAATAGTGAGAGAAAATAAAACAAAGATTTTCTTTATGCATTAGTTGAAGAGGTAAA
AGCTCCAGGCCCACCTTAACACCACTTAAATGAGGGTGGGTACNTTCAGGCAGAAAAACA
AACAAACACAACAGCCTTCCACCTCCCATGGCTACAGTGGTGCTGTTTTTAATACTGAAG
AATACATTTACTTTTTTCTCCTTACAAGCATTTGTCAAATTCATAGATACAAATATAAAG
AAGGTGTACAAACTTGAGCAGTGCAGGGTTAAATTGGGCCAGGATAGATGGTTAGCTTTG
GTGTCCTGCTAGGATGGAATGTGTGGTGCAAAAAAGAAAAAGGGAGATTTAAAGAGCTTT
ACCAGCTGTCGGACCCCTCACCTTTGACCTCATCACACCACCCACCCTGCTCAACACCCA
TCATTCCCTGGGCCCATGTGAAATTCATTCTCAGGTCAACGGGACACAAAGCGATGATGT
ACAGGGGGCTTGACAAGGACGATTGAGGTGACAAGGTCATGAGTTGGAGTGAAAGGGTCA
AAGGGTGGATAGGTTCTCAAGGGATTCAAATATGACTTTTTAGACACTTAACAACAAGTT
GTAAACATTTAAATTGAGGCACCAAAATGTAAAAACACACCTGTAAGTCAGAAGTCCATA
GATAGATAGATAGATAGATAGATAGA
>AU168762 ID   AU168762   standard; mRNA; EST; 686 BP.
TTTTTTTTTTTGGTTTTTGCATCACAAAAAACTTTTTTCTTCTTTCTTGGAGTTTGCTGA
TCTGTGGGGAATTCAAGTACAAAAATATACACAAAATAACTTGTGACTTCCACTGTACAT
GTTCTCGGATAAGTGCTCTGTATCATTTGGGGCGAACTTTCCCTTTAAAAAAAATTATAC
ATATATATATGTATATATTTATCCCTACAGGATGAAAATGAGAGCAGAAACATTCAGTAG
GAAGGAAGGTCAAACATGAAAACTTGTCTCTTAACAAGCTCACCGTGGACCACAGGAGAT
AAAAAAAACACCAGTGAGGAGGTTCTCCTCTTAGAAGAACTTCAATAAATAAAACTACAA
GAACAGCTCAAAGGTGTGTGTGTGTGTGGTAAGGATTCACTCTTATAAACCAGAGTGTTC
ATTTTTGGAGGTTTCTGAGGAGATTCTATAGTCAATCAGCGATCGAACCCCAAAAATGTC
CCTCCTGATCCGTCAGATTGTCGACAGTTTTCTGGAATGTTCTGCTCCCACGGAGCTCCA
TTCTCCTAACTTCACGTTCCGGGAGGTTCTTGTTTGCTGGGTTCAAGTCTGTCCCTTGTC
GCTCCAACGTTCCTGATCTCAAACTCTGCGCCTCTGCGACCGCAGCTTGATGCGCTTCGG
CCTCCTTCTCCTCCGCCTTGTGTCGT
>AU168763 ID   AU168763   standard; mRNA; EST; 682 BP.
GTCGTCACAGAATGTGTAGCCAAAGAGCAGGACGGAGCGGTTTACAGTCATCCAAGTCTC
TCTGTCAGAGAGTCATTCAGGATTAAAGTATCTGCTGGCTCACAAAGAAGCAGAGAGGCG
ACGCAGAGGGGCAGCAGCTGAAGCATGGGGGTATTATGAGACAAAACTCAGCCTGCTTTA
GTCGGACATGGGAAAAGACATCCTCCCCTCCTTATAAGATGTTTCCTCAGCACAGAGAAA
GAGAACAGCCGATTTTCAGTACCCGCGCCCATGTGTTCCAGATCGACCCCACCACCAAGA
GGAACTGGATACCTGCTAGCAAGCACGCCGTCACGGTGTCTTTCTTCTATGATGCCAACC
GCAATGTGTACCGCATCATCAGTGTGGGTGGAACTAAAGCCATCATCAACTGCACTCTCA
CCCCCAGTATGACATTCACAAAGACATCACAGAAGTTTGGTCAGTGGGCAGACAGCAGGG
CCAACACTGTCTATGGTCTGGGTTTTGCCACAGAGCAGCAGCTGCATCAGTTTTCAGAAA
AGTTTAAGGAGGTGAAAGATGTTGCAAGGCTGGCTCGAGAGAAGTCTCAGGACAAGGACT
TAGCCAACAGCGCCCTCACCATTGCTGCCCCTCAGTTTTCACAGGACCTCTCGGATGAAC
TCCAGTCTCCGCCCGTGATGTG
>AU168764 ID   AU168764   standard; mRNA; EST; 459 BP.
ACAGGTAGACGTACACCCCCTCATATCGGAGCAGCGAGCGGACTCCTCCTCCTCCTTCTT
CTCCTCTTCCCGGTGTATGTATCCAGCTGGAGGGATTTGTGCTGTCATATACAACGACAG
GCGTTCGCTCTGAGGGGAAGGGCTCCAAGGACCACGCCGTGCTCTGCGCCAACCAGGACT
TCGAGTCCATGAAGCGGCACTGTTTGGAGTCGGGGTGCCTGTGCGAAGACCCCTGCTTAC
CTGCAGAACCTCCGTCTGTGGGCTTCAAAGAGCTCGCACCCCATTCCTCTAAGACCAGGG
GCGTGGAAAGGATCAAACCCACGGAGCTGACGAGCGAGCACCAGTTCATTGGGGGGGGAG
CCACCCGAACGGACATGTGCCAGGGAGCGCTCGGTGACTGCTGACTGTTAGCGGCCATAG



ACTCTNTCACCCTGAATGAGAGGCTCCTTCACCGCGTTG
>AU168765 ID   AU168765   standard; mRNA; EST; 684 BP.
CTCTCCTCCAGCTTCCCCTTTGAGCAATCATCAGATGAGCTGCTGCAGCCACGCAGGGCT
GCCGACAGCTCTGCAGCGTCCACCCAGCCCTCCACCGGTCGCTCCCCGCCGGATGTCCCT
GTGGCCCCGGCCGCAGAGGACGCAGTCCGGTCCCCTGCGTCCTGGTGGCTCCTCGTTAGC
GTATTGTTATTGTCGGCGATGCTTGCCTCGTGGCTTCCCGAAGCCTCGCCGCTCATGGGG
GTTGGAGTCGGCGGTGCCGGTGGCCCGAGAAGGAGCACCCTCAGGTCACCAAGCAGGACG
CAGCAGCGGCTCTTCAGCATACCCCTGCTGCGCAGCATCGAGCTGTCTCCGAGCAGATCA
GAGCACCAACCAAAGGTGCTGGAGGAAGTGGAGTCTTTGTGTCCCCCTCATAAGCAATTT
GGATGTCGTAGCATAAAATAGCGTGCACGGGGACGCGCTCTCAAGTCGCCTTTTCAGCTT
TTACGCACACTTATATGAGTTTCTTCCAATTCTTAGATTTTACGCAGGGGTGTAAACAAG
AGGAATTAACTGATGCAAACAAGTGTCAGAAGCCATTAAGTTAAAAAAAATAATTGGTTT
CTGGGGAGTCAGTTATTAGACTAGTAAAAATATGCTTTCAAGTATTAAGGCTCTTGGGTT
GTTCACTTCGTGTCTGCTGCCAAT
>AU168766 ID   AU168766   standard; mRNA; EST; 592 BP.
AATAAAAAGGATTAGCAAAAGTAATTGGGAGAAAGTTGTACTATTCAGAGAATGTAGCTG
CTCCATATAGACGTTTTTCAAAATGTCTTCATTTTAACCCCCATATGAGCTTTTTATCAT
GTACTAAATCCAATTTAGCTCCTAGACGACATAAGCTTATTAGTTTTGACAGTTAGGGAC
TGTTATCATGTTGACATTTAAATTAAAACATGTTTATGCCTACTTTGGCTTCTGATTAAA
TGTGCTATTCGGATTCTTTTCCATCAGTTTAAATAGACGCTCATTATTAGTGCAGTTTAA
TTATATGAAAATCATCAATTATTTAGTAATTAACATGCTTTTTTATTTTATTTTGNTCGG
CCATTTATCCATTTTATTACTATTAGCATGTAATTTCTGTAAGTGTTGCAGCATTTAATG
AACATGAGCTGATTCTCTCACCGCTCTCTGCCTTCCAGGTACACATTCACAGGAACTTAT
ACATTTGAGTCTCTTGTAAAAATCACTGCCTGCGGATTCTGTATAGATGATCCTACATTC
CTAAGAGATCCCTGGAACTGGCTGGATTTCATGGTCATTTCAATGGCGCAAG
>AU168767 ID   AU168767   standard; mRNA; EST; 539 BP.
CACATTTGATGTGTGTTTTTTTAAATCAATCTTCTGACCCATACTGCCATGCAGACAAAC
AGGCCCAGATTGCCAATCACAGCCGCATCAGGCTCGCTTCTGTGCTGTCACTCTTTTCCT
AGGTTTTGCATAAACGCACTCGGAAACCGGTGCTCCTGCAAAGCATTTTGTGTGAGAGTT
GCTTGGGATGGACGCAATGCGCAGGTTCTTTACGCTGCCATGATATAATTACTTTAGATC
GGTTACAGTTATTGTCATGAAAGCATGTTCTATGTTTAATAACATGGATATGGAAAAGAG
CAGGATTTACCACACATTTAAGTATTTATTTTGAATATTTTATAAGTTTTTTAAATACTT
CCTAACTTCCATCTGAGAGGTCTTTTTCAGGTTTCTTAAATGGATCACTCGCCTATTTTA
TGCAATTTGATTTCTTGGCAATGAGGGTCAGGATAGGCCTAAAATTGCAATCAGGTGGAT
CATGCGGGTGTTGAATTCAGCTATAAGGAAGTGTTTTTTTATTTGATCACAAATCCCAG
>AU168768 ID   AU168768   standard; mRNA; EST; 686 BP.
CCCACGCTGCCTCTCTCGTCTGACAAGGAAAAGCTAGCGGAATAAAAGAAGTTGAAGATG
GGGAAAGCCAGCGAGATCAACGGACATGCCATGCCCAGCTCCGAGTCCACCGCCCGGATC
CTGGAGAGGAGTGAGGAGACGGCCGAGGAGAGGAGCAGGGAGAGCGGCTGCAGGCGGAGG
CTGATGGAGTTCCTGAGGAGGAACCTGCTGGTGATCCTGACCGTGTCCGGGGTGCTGCTG
GGCGTGGGGCTCGGGATGGTTGTCCGCAGCATGAATTTGACCAGAGCGCAGATGACCTAC
TTCGCCTTCCCCGGAGAAATGCTGCTCCGCATGCTGAAGATGATCATCCTTCCCCTGGTG
GTCTGCAGCCTCGTGTCCGGCGCTGCCAGCCTGGATACCCGCTCGCTGGGGAAGCTGGGG
GGCATCGCCGTCGCCTACTTTCTCGTGACCACGCTGATCGCCTCGGGGATCGGGGTGTCG
CTGGCCTTCATCATTAAACCGGGGGTGGGTGCGGGAGCCCTGAACACCAACAACCTGGGG
CTGGAGAGCGTGAGCAGCAACAAGGAGACCACTGACTCCTTCCTGGACCTGGCCAGGAAT
TTGTTCCCAGCAAACTTGGTGGCTGCTGCTTTCCGTTCTTATGCCACTGACTATAAGATG
GTTTCCCTGGGTAACAACACCAACGG
>AU168772 ID   AU168772   standard; mRNA; EST; 340 BP.
CAACCCCGAAACACAAATGTCTGCTTAAAGCAACCGAATTTCTTGACATTTTCCAAAGAA
AAAGGAAAGGTGCACTCGCTGAGCACCTTATTAGGGACACTTTTAATCAGCTGTTGGTTA
ACATAAATCAGCCAATCACATGGAAGGGTTTTGATTAGTCAGATCTGACTGATTTTAAGT
GGTTGCTTTTTATTTATTTCTTGTGACAAGGTTTTTTTTCTTGCCCAGCAACCAAACCTT
CGCTTATTATTTTTAAGTTTTTTAAAACTCAAGAAGGTAGATCACAAGTTTTTTCAACCA
TTTTAAATGATGACATCATTTCAGGTCTGGTCCACGCTCA
>AU168778 ID   AU168778   standard; mRNA; EST; 682 BP.
GTTGGGAGACATTTTAGAAGAAAAAAAAATACACAAATAAATAAACAATTTTTATCTATT
ACATTTCTTTCTAGCCCACCCCCCTGCCATCTATAAATTCAGCACAATTATTTTATGCAA
AACACCTTCAAAAATCACCAAACAGATTCTTTTTCTTTTTAAGCCGTCCTACATTTAATT
AAGATGCTTTTATACATGAAACCAGGCAGCCCCTTTAAAACATTTCAAAATAAAGTTCAT
ATAAAATTGGAGGGAGTGAAGTTAAGATTTCCTCTCACGTGGTTTAAATGCACTATGGCC
CGATCGTATGCAGTGTGGACAGACTTGCGGACGCTGGGCTTCTTCCCTTCCATGAGGCGG
AGCTTGTCGACGGTGTCGTCCATCCCCAGCGGGAGCAGCTTGCTGCGGGGAAGCCACTGC
CTAAGAAGCAAGAAAAAAACTTCAGAACAGATCGCCCCCTTTTTTAATTCATCATGACAA



GAGGTAGGGCTGCTCGATATGAGGAGAACTCGCTATTTGGGATATTAGTGATCAATATTG
CGATGAAGGTACAACTTGTGATACATGAAGAAATAGGAAACAGCTGAATACATCATTTCC
ATTTCACCACAACAGTTTAGTTTAAATAAGAGTCAACATAACTTAAATAACACTCATAAT
GACCTACATAGGAGGCGAGCAT
>AU168784 ID   AU168784   standard; mRNA; EST; 694 BP.
CAAAACGCCCCCCCCACACACACACACTCACACCTCACAGTACCACCCCCACCCCCCCTT
CTAGGGTCACGTGGGCCTCCTTTTCCCCCAAACTTTCAATTTGTCATCAGGTCAGTCCTG
GATCTGCAAGGTCACACTGCAAAAAACAATTAAAAAAAACTGAAATTTAGGGGGGGAAAG
CCACACGTACTGTAAAATGTTTGTTTCATGTTGATAAGGTTCTGTACATCATGCTCCCTA
TTGGTTCCGTATCAGCATGAAACCACAGAACTGTGCACAAATTGTAAAGCTCAGAAATCT
GAGTTCAAGTGTCAAACCTGTACAGAGAGCCATCAAATGGATCATTTATGACTTTTAGCG
CAAGTTTTCTCTGAAGAAGCCGTTGAATCAACATTTTTCTCCCTGGATCGATGAAGACCA
GAAAGAAATGCACAAAGAAGGAAAAGCAAAAGCCTGAACCGTGGGTCAGACCACTCTGTG
GGAGGGGGGTTTACTGCAGCACAGTCAATACAGCATCATTGCAATTACCTCAATTAATGA
GATAACACATAAGTACAGAAGCCCAGAGAGGCCACGCCAGTAGGAGTCTATGTGGACACC
GTCACCCTCAGGTTATTAGTGGTTTATGTTATTAGATAATTAAGCTTCCCTTCGGCCAAT
ATCTTAATGTGGGTGATCATCTTCTGATCAACTT
>AU168787 ID   AU168787   standard; mRNA; EST; 688 BP.
CCACAGCCTTGTAGCTGTAGTGCCCAGTCCCCAGACTCAGGCTTAAGTATAAGCTGTCAG
GGGAAGAATATTAAAAGTGTAGTTGATCTCAATCCGAAACCCCCAAATACCAAGAAACTT
CACCTAAGTGGGAATTATATTTGTGATATCGGCCAAACAGATTTCCAAGGGTTTGAGAGC
TTAGATTTGCTCCATCTTGGCAGCAACCAAATTGTCACATTGCAGAAAGGGGTCTTTTCA
AACCTCTCTAATCTGAAAAAATTGTATTTAAATGGAAATCAGATTGAACAGTTGCATCCA
GATATGTTTGTGGGTCTAAAAAGCCTTGAATATCTGCATTTGGAATACAATGCCATAAAA
GAAGTCTTAGCCGGCACTTTTGACTCCACACCAAACCTGCAGTCCCTGTTTCTCAACAAC
AATGTTCTGCGGAACCTCCCTGCTTACATATTTGCGAGTGTTCCTTTATCCAAACTCAAT
CTGAAGAACAACCACTTTATGACATTACCAGTGAGTGGTGTGTTGGACCAGCTGCGGTCA
CTGACCCACATAGACTTAGAGGGGAACCCTTGGGAGTGCTCCTGCGATGTGGTCGCCCTC
AAGCTGTGGCTGCAGAGGCTAAATGATGGTGTGACTGCAAAAGAGGTAAAATGTACCTCC
CCACCACAATTCTCCAACATAGAGCTGC
>AU168792 ID   AU168792   standard; mRNA; EST; 683 BP.
CCGAGCCGAACTCGTGGTTCCGAAAGCACTCCCGCTATATTATTTCGGACTCGTTAAAGC
TAAAGTTTTGTTTTTTCCCCTCGTCTTCTTTTCGTCTTCGCCTGGTCTTCGGTCGCGTTC
GGCTCTCGCGCGCTGTTTCTGGACGAGTTTCCCTCCCGATCCGGGGCGACTGTGAGGAAT
GTTCCGGGCTGCCGGCCGCCGGACCGGACACGATGGATTTTAAGGACCTGGACCGACACC
TGGAGGAGAAACTGAGCCTGTCGGACAACGCTCTGCCCTTGCAGTTGGACTCTCACCCCT
TCCGGATCGGAGACAAGTCTTCAGGAAAAGACGTCCTGACGTCGGACGACTCCGCCGTCT
CGGACCTCTCTCCCAAAACAGACTCCGCCCCCACAAAGACAGATGCCTCCTCCTCCAGGA
CAGAAGCCAGGCCCTCCACCCCTGGCTCTGGCAGCAGCCCCCAGCCCAAGAAAGACTCCA
TGAGCTCGGAGCAGCGACAGAAACTCGCCAAGGAGCGGCGGGAAGAACGAGCCCGATATA
TCGAACAGCAAACTGAGCTGCAAGCTGCTAAGAAGGCCCAGTGGCTGGAGAAGGAGGAGA
AGGCCCGCCGGCTGAGGGAGAACCAGCTGGAGGAGCGCAGGAGGAAGCTGGAGGAGCAGA
GGCTAAAGGCAGAGAAACGTCGG
>AU168796 ID   AU168796   standard; mRNA; EST; 675 BP.
TTTCCTTGTCTGCGTTGCTGACATCAAACCCGTGGCGGCCACCTTCAGTCAGTCCAGCCT
GCACAGACGGCGGGCGTAGAGCCGGCTGCCAAACGCAGCACCCTGAGCAGCACCTGCTCC
GCCTGCCACAAACACGTCCACCTGGTGCAGCGGTTCCTGGTGGACGGCAAGCTGTACCAC
CGTAACTGTTTCAGGTGCACAAAGTGTCACAGCACTCTACTTCCTGGATCCTACAAGTTG
GGGACGGACCTGGGGGCTTTGGTCTGCAGCCATCACCTCTCAAAGCAAACCCCCCACACC
CAGAACGGCGCCTCAGAAGTCGGCAAGAAAGAAATTCAGCCTGCCAGGACTGGTGGCAGC
ACATCCCTCAACACTGGACCCAACACTGGGGGCCAGGAAAACACTCCACCCTCAGAGGAG
CAGAGCCGGGACTCTGTTGGTGCGGCGCTTGCTGAAGCTGGCGCTGAAGATAAACCAACA
GAGGCGGACAGACAAAGGGAGGCAGAGGAGAAGTCTCGATCGTCCTCTCCTCCCAACCCC
TTTGAGGAGAGTGATGAAGAGGAAACCCAGAGTGTAACAGAGGAGGGACCACAAACTCTA
GTCCACAGCATGACGAATGGGGAGCTCCCTTCCACACCTGAAAACCCTCTGGAAAGTTCC
AGCCGACCAGTGCCT
>AU168798 ID   AU168798   standard; mRNA; EST; 670 BP.
AAAAAAGTCACTGAACAGTTTTTTCAAGACCGGCTNACTCCCTGCCTCCTACGTTATGCA
TCTGTCACAAACAGTAAAAGCTGAGCTCAATGAATACTTGCTGTCTTAAGTCAAAGACAA
CTAGGAAGATCCCGTGGCATGGTGGACACCACCAAAGTACAATTGCACATGAAAGCAAGC
TCTCAAAGAAGTATCTCTGAATACCTGCTGGAAGGTCACCTTTAGAGACTTTTCAGTAAA
ACTGGAAACAAAGTGTTTGAAACTTTAAAAAGTAAATATGCTGGTTTTCCTTTTGAAGAA
CTAGCCATAGCCATTGTTAAAAATTCATTCAGGAAAGATGCATAGACAGAGAAATCATTG
TTTTAAAAAAACAACCCAAACGCGCACCACCTACATTGTTCTTAGTTGTTTTGGCAAGTA



CTATCAGAAAGGTAGATCATTGGTGTGTTTCTCTGACATACAAGATGTTGCCTGTCTCCT
ATTGAGATCATTTGCTGTATTATTTAAGTTATGTTGACTTTTATCAAACTAAAACTGTTG
CAGTGAAATGGAAATAATGTATTTGTTTGCATTTGTTTTGCCATTTTTTTCATGATTCGC
AAGTCATGTTGTTTTTCCAATATTGATCACTAACATCACACATTTTTCACATAGCAGGCA
GCCCTAGCGT
>AU168799 ID   AU168799   standard; mRNA; EST; 534 BP.
AAAAAATATCACCATTTCATTAAACCTTGTAGATAATCTTGACGTTGACATTTGCTAATC
ACTCTTAACTTTGTCATCTTCTTTACATTTGTTGTGTTTTTAGTCTGTTTATTTTACTTT
ATCAGTTTGAGGTTTCAGCCGCCTCTGACTCTTTTCACAACACATGAAACCATGAGAAAC
CTAATTAGACTCCACAGCATCTTTAGACCAAAACACACAAAGAAGAAGCATTTTGTCGAC
TACAAATCCGCTCTGTCAGCGTCACATAATTATTTACGGCGTCTCGACAAACATGTCCTG
CCTTTCCAAGGCTGAGAAACCATGACGGGTCCTGCAGGACGTGTCCCTTCACTGAGGGGC
TTTGATCATGGAGTCACGTCAGATCATCCTGTGTGACGTCTTGAAATGCTGCCAACAAGT
CAGGAAATTCATGTTTTCAATAAAAGATATCAGGTGTAGCGTTATCTCACATTTTCTCAA
GTCTACCTGCAGAGCGCCAAACAGCTGACGGACACATCTGTTCAGTAGAGACGG
>AU168809 ID   AU168809   standard; mRNA; EST; 688 BP.
TTTTTTTTTTTTTTTTGGTTTCATGTAAAGCACTTTGTGTAATGCTTTCACTGAAAAAGT
GCTATATAAATAAAGTTTGATTGATTTGAACACTGACGGCCTTTCCCAGAATTCCTGCAA
CATGGGGTCAAATAGGCTCGACAATCACCGGGGTGAGATTTGAAAGTTGGATTTGGAAGT
CGTTTGCTGGACGAAGGTTTTTTTTTTTTTTTTTGCCTCAGATTCCTGTCGCCTCCAGAG
CATCACTCTTGACAGATATTTATGGGATGTGTGCAGATTTGTGAAGGCACTATCACATAT
TTCCAGGGTTTTCATAGCAGCATATCCCCACGCCGCGGTGACTTTTTTAGCAAGACCACA
TCCAACAGCTTAAATGTTGTTTGACACGGAGGTCAACAGAAACGAATTATTTTTAACCTG
TATTATAGGGAATGAAGGTTAACGGCTCAGCAGTGACAGTATTTCTTTTTTGGACAGAAG
ATTGATCCAGTTAAAGTTTTACCATATTTTCATACACCGCAAAACAACCAATGAGAACCA
AACAGGACTAAGCAGAGATGAGAATAATGTTGTGATGCACTGTGGTTTAGGAGGCGACAT
GCAGAGGCCATTCAGTCGGAGGAAAGTCTCCGGGGGGATTCTTTCTTTCTCCATGGCACC
CAAATCGTAACACACCTGATTTGGATCA
>AU168815 ID   AU168815   standard; mRNA; EST; 600 BP.
GCTGTCACTAACCTTACCCCAGTAACGCTCCCAACGTCTCATTGCTTTCCAGGTCCTAGG
CTATGCAGATTATGTCTTCACTAGTATGTAGTACATTTGAGATCGTATTAAAGGTAACCC
CTTAAAGTGACAGCGATAGCCTTGCTGCATTCTCTCCTTGTGTGTCACCTGCCACTCAGC
ACAACCTGGCTTGTTTGTTTCCTTTCTCTCATTGAATTCTTTTCTTTATGGCACCTCTTT
TAAAAAGAGTACAATAAAAACTGCAGTTTTACCTCCCCCCCCAACACAGTAATTAGAAAA
TGAAAAACAGACCTGTTCAAATGGTCATATTATTCTCTGCTGAGGGAAGGAAACATCACA
TCTACATTGCATTTTACTCACATGGGCGTCCCGTCATTCAGTCAGTCATGCTACAATTAT
TATGGTGATGCAAAATAACTAAAATACGATGCAACCCCTTCTGTGCGATGCTACCAATTT
TAATGGGCTGTTCAGACATTACAGAGGCCTTGGCTGAAGTTGAGCTTAAGGTCAGGGTGG
TGTCCAGATGGTGAAGTCAGCTCCAGTCAAAGCTTTACTTCATGGCTTCTCATACTGACT
>AU168817 ID   AU168817   standard; mRNA; EST; 600 BP.
CTACTGTCGCACAGTTGGCAAAGAAGACGAAGCGCCAACTGGACGAGGCCAAACTGGAGG
CAATGAAAGTCCAGCACGAGGAATTGTCCCTTCCTCTTTACTTTGGCTGGTTTCTCCTGC
CAGCGGTGCAGGAGAAGATCCGGTGCACATCCATGGACTTCCTGAAAACTTTGGACACGC
TGGAAATCCTTCAAGAAACACCTGATTGACTTCACAGGAAAAGCTGAGAAGGAGGTGGAT
CTGGAGCAGTACTACAAAGCCAATGGGACTTTGCACTGCACCACAAAGTTCTGCAACTAT
GGAAAAGTAGAGGGTTCCAAAGAGTATGCACAAAATCCAGCCGTCAGAAGTGCCTATGGG
TCGGTGTTTGAGCTGTCGCTGACTGCTCTCTTTGTCACCCCTCGCACCGCGGGGGCCAGA
GTGAGCCTCACCGAGGAGCAGCTTCTCCTGTGGCCAGCTGATGCTGAGAAGGAGGTGGAG
TCGGCCGTCGCCGCAGCTGCCTCCCTGCCCCGGGGAAGTCGCGCCCACATCACTCTGGGC
TGCGCAGAGGGCACAGAGCCGGTTCAGACGGGGGTAGATCTGCTCCAAATCCTTGCGCTG
>AU168818 ID   AU168818   standard; mRNA; EST; 787 BP.
CTTTTTTGCTATTTTGAAAAAATAAATTTATAAAGAATGCAGCGTGCAAATATTTGGGCA
CCCTGCAGGATTTCTACCATGCACCGCTGCTATTGAAAAAGCCGAGTACGTGGCAGCGCA
ATGAATTGTTCACTTTTTTTTGCAAAAACCAGCTGATTTAAATCGCACAAATATGAAACA
TTCTGAGTCATGTGACTTTGCCCGAACAATCAGTATTATGGGTTTTTTCAAGCAGCTGTT
TAGAGCACTGAAACCTAAAATAGTTGATGCTCACAGAAAAAAGAGAAGGCTATAGGGAGT
TAGCAAAGCATTTTCAGATGCCAGTATCTTTTGTTCGGAATGTAATTGAGAAATGGTAGT
CAACAGGAAGAGTGGAAGTTAAAACAAGATCTGGAAGACCAGGAAAAATCTGAGACACAG
TAGCTCACAGGATTGAGAGAAAAGCAAGTTCAAACCTACGTCTGACTGCACCATCCCTGC
AGAAAGACCTGACAGACTCTGGGGTTGAGCTAAACTGTTCTACTGTGAAGAGATCCTTGC
ACAAATATGGCCTTTATGGAAGAGTCATCAAAAGAAAACCTGTGCTACATTCTCGCCATA
AAATTACTCATTCAAAGTTGGCAAATGAACATAAGAAAAAACCTGGAGAGCAACAAGGTT
ACAATGAAACTTTTTGGCGGCAATGAGCGAAGCACGTTTGCAGCAAAGAAGGGCACAGAC
TCCAATGAAAAGAGCCTCTGCCTCAACTGTTAGGGTTTGGGGGGTGGAATCAATCATGCT



CCTGCAG
>AU168821 ID   AU168821   standard; mRNA; EST; 813 BP.
TTTTTTTTTTGTTTTGACTTCAAATGTCTTTTGAAAAATAAATTATTACGATAGAATAGA
ATATCCTGGGGTCTGCCCCAGACTGGAGAGGACCTCACCCTCCAGTCCCTCGTATGCGGA
TGCAGAAAAAGACAGAAACAAAACCGTCAAGCTCATCATCTGACGCGCAGTCGTGACATC
ATCCACTCCAGACCCTGGCACAACCCCTCCCCTGTAAGGGCGCAACAGGCCTGGATGTGC
CACTGGTGGTCTTTGACGGAGGTAAGTTGGAGACTCTGAGAAATCTCCGCTACAGTCATA
CAGCCTTTCACATCCTGCTTGTTGGCAAAGATTAATAACCCTGCTTTTCTTAAATCTTCA
TGTGCAAGCATTCTGTAGAGTTCTTCTTTGGTCACAGAGATTCTTTCTCTGTCTGTGCTG
TCAACCACAACAATTACAAACTCAGTGTTTGTGTAATATGTATTCCACGAAGACCTAAGG
GACTCCTGACCCCCGATGTCCCACATGAGAAAATGGGTGTTGTTGACGACAATCTCTTCC
ACATTACTTCCTATTGTAGGGGAGGTGTGCACCACCTCATTCATTGAAAACTGGTAAAGA
ATTGTAGTCTTGCCTGCATTATCCAGCCCCACAATAATTACTTTGTGCTCTTGGTGATTA
AAAAGCCTCCACAGCTTTGTGAAGAGTATCCCCATGGCTGACGGCGACGCTTGTTGAGGC
CAGCTTGTAAAGAAACCCCGGTAAGTTAGCTAAGTTACTAACTTAGCTAGCTAGCGTAAA
TGATTGCAGTGCTGTCAACTTCACCTCACTAAG
>AU168822 ID   AU168822   standard; mRNA; EST; 290 BP.
ATTTTTAAGGAATGACTCGATGAAGTCAAAGCCCCTACAAATCCGCCCTATTGCAATCCT
GCAAGCCTGCTCAAGTCACTGCCCTCTTCAATTGCTGCCAAATTGCCTGCACTGAAAGAA
CTTAACAGAAGTATTTTTTAACAGGCCTCAGCATCAATTATTCCTAAGAAGTGAATCGAG
AGCGGGCCAAGATTTAGCCAACTTGAACACTCTCAGCAGCCTTAAGGATCTCAAAAGATC
GATGCGAAAAACAAAGCTCCACCAAACTTATAGCGACAATGATCCCATCA
>AU168824 ID   AU168824   standard; mRNA; EST; 540 BP.
AAATAAACATAATATAATTTTCTGGAGTTTGCTTTTCATAGATAATTTTCGATTCTTTCG
ATAGTGTTAAAATTGGTGAAAAAAGGTTTGAAAGCAAAGTCTTTATGCCGTTGTAAAAAG
AACCATATGCGAAAAAATCTATATTTGCTGTAAGTCTTGTTTTTGATATCAGTTACATCA
AGACCGAAGTGGTCCTGTGCTACAAAATGAATTGTTGCACTCCATCCTATAGCGTATTTT
TGAAAACTTAAAAGAGATATTTTTTGAGCTGAAATATCATGAACACTGATTCCTAAGCCA
TTAAAACTGTCCTCGAAGTCATTAAATTTATTTAGTCTTGATGAAAGTAATTTGGTTTTA
ATGCTTTGCAGGATAAGAGGTTGGTATCCTGTCGAGGGAGTTGAATTAATGCCATTTTCG
ATACATTCTTTGATTATTCGTATTGGACTATTATAACCATATTTATTTATTTTTTCATGA
AAAGATAAATTTAATTGTTGGCTATGAAAATTGCTGCCATTTCCATATCTAAAATGTTCA
>AU168825 ID   AU168825   standard; mRNA; EST; 550 BP.
CACCCTCGACCTTCCACTTTCCCGTATCAGGAGGAGAAGGTCAGTCTCTGCAGAGGCACC
GCTCCACATCCACCCCCAACGTCCACATGGTCAGCACGGTGGACCTCGCCAGTGTCAGCA
TCATTGAGGAATTACTGAAGTTCAACACAATAGGTCCCGAACCCTCACCCAAACCCTCCA
CCAGTCCGCCCTCTTTTCTTGGTTCTCCTGGGAAAAAGCCTCCGAAATCCCCCTCCGAAC
ACAAAGAGCGCAAACCTTCCTCGTCTGATGACAAGAAAAAGGTGCATCGAGGCAACAGGG
ACTCCAGTTACTACTGGGAGGTCCACTCTCGAGAAGTCCAGATCCAGAAGAGGATAGGCA
CCGGCTCCTTCGGGACAGTCTACAAGGGAAAGTGGCACGGCGACGTGGCCATCAAGATCC
TGAAAGTGAAGGAGCCGACACCTGAGCAGCTGCAGGCCTTCAAAAATGAAATGCAGGTTC
TACGGAAAACTCGCCATGTCAACATCCTGCTGTTCATGGGATACATGACCAAGCCCAACT
TCGCCATCAT
>AU168827 ID   AU168827   standard; mRNA; EST; 310 BP.
CCCCTTGTACCTTAACGCTCTGTGGCAGAAGGAGCACGCTGAGAAGAACGCCGGCCTGCA
TGCTCAACAACTTTCACAACCTGCTGCGCTTGTGGCAGCACCACTACCTCAACAAGGACA
AAGACAGCACCTTGTTTGGCAAAACAGCTCCCTGCATACCTTATAGCTACTGCAAGGACA
CGGAGTCAGTTCTTATGAGCTTGGACAGGACTTCTCTGAGCGCTATAGAGCGCTACATCG
ATGAGCCCTTTGATGATTTGGACAGTGACCTGCTGGAGGATTGATCTCCAGCCTGAGAAC
TCTGGGCTCA
>AU168830 ID   AU168830   standard; mRNA; EST; 570 BP.
CCACAGTCTGTGGTCTGATTGAGAGGTAATAAGCAAAGTAAACCTTCCAAGGTCTGCTCC
ACTTTCCTAATAAGACCCTGAGCTCACTGTATTCTAAACAGCAGCTTATTCCAAGTACCG
TGTGTGTTAGTGTGTGTGTGTGTTTGTGCGTTTCATCTAAAAACAGCACTGGATAAGCCA
TTAAGGTGGCTGCCTCCAGCTGAGCGTTTTGTTCCTCCGTCTCTCTGGGTTTGTTTTCAG
ACTTGACCCCTTCATTTCTGCTCTTTCGGTGTGTTTGGAGCTTCTTTTTGTGTGTCTTTA
TCTTTCGCAGAGCTTTCGTTCGGCTGTCATCCCTTTCTCCGGGTCGGATTTCTTGGTTTA
GCTCCTAACAGCAGAACGACCCTCCTGGTATTGCTGCTTGTGTTTCCTTCATCCCTTCTT
CTCTCTCTTCTCCGCCCATCCTTGGCATGGCAGCCTGTCATTGGTTCAGAGCTCAGAGAT
TTGATTTCGGCCCGCCCTCATCTCTGTCTTCAGCTATTTTGGGTCCATCTTCTGGCTCTG
TTACTCTGTTACGTATTTATATATTCACTT
>AU168833 ID   AU168833   standard; mRNA; EST; 340 BP.
GTTTTTTTTTTTTTTTTTTCAAAGCATAAACCGAACTGTGAAGCCAGAGCTTTGATCTGT
GTCATTGTGAGGAAGAGGAAGTACAGCCGTCATAGCTGTTCTCTCTCACAGAAGTAACCT



GGCGTATATTTAGATCAGGATCATAGATTTCCTTGATCAATTCCTTTTTAACCCAATATT
CTTTTTCTTCTTTGGACTTCCTGTTAACAATTTGGTCCACCTGTTTTCCTCCTCAACGAT
GCTCTCTCCATCAGAGCATCCTGAGCCGGCTCTTTGCTAAGACAGGAACGGGTGAGAATA
AAAGTGATCGAACGCTCAAACTTTGATCTGGCTCCTGCAG
>AU168840 ID   AU168840   standard; mRNA; EST; 430 BP.
AAGAGCATTGTAATTATCTTAAAATTATAGTAACAGTTTGAGCGTCAAAGTAAAACATGT
TGACAATTTAGCTAATTTTTTTGTGCCTTTAATCAAAATCTAGTGCATTACAACTTATCG
GCTATTTACTATATAAGACAACGGTTTAGAAAGAAGCAACGTTCAAACGGGATTAGCTTT
TGGGTAAATGTATTCTTCGAGGTAGTTTATAGTAAAATTAACTAAAATGTTAAATTGTAC
ACTTTAGGATCACCCATCAATGAGATAATTTCTTTGACACTTTTTTGATGCATTGGTAAT
GTGCATTGAAATCAGGTGGGTTGCATTTTAAGTCATTTTAAAGTTTTGAATAAGAAGTTA
GGTTCCTGTTTTGACCGTGGCGATGAATGTCCAGGGAATTGCACCGTCATGTGACTTGAG
CTCTCTCTGC
>AU168845 ID   AU168845   standard; mRNA; EST; 640 BP.
TTTTTTTTTTAGAACAAACTAGAGTTTATTGTTTTACAAGCACATATGAACAGGTAAACA
TATGTGGGCTAATTTCTGACCCACAAATTCAAATCGAAAAAAAAAACAAAAAACTATTGC
TACAAACATTATCTTAACATATAACATCAGTCAAGTAAATTACTTTTAGTAACATAAGTT
AATATAACAGTAGAGTGGACTTAAATATATATATATATATACCATGTCACATGAAAAAAA
AAAAACAAACTTCAAAGCAAAGCCTTTCAGTTACAAGAACCTAGGCCGTAAGGATCACTT
TTATTTCTGTTTAATCAGTACAGTTCTTGTCTTGGTTAAAAAACTATTTAAAATAAACTT
TCAAAGAAATGACTTAACTGTAAATGCATGAATTGGAGCTCACATCGTCAAACAAGAGGA
CCGAAGGCCAAAGAGACTGGATGGAAATTTGTTTGACACTTGAAAACTGTGTATTAGTAG
TAAAATAACTCAAAGTTTTGTTTCATCTGCTATTCAAGTCATTCAGAATTCCTTATTTTG
GCTGGTTACTGGTTAGTGCTGGGGTCAGTTTGAAAAATGGACTAACACAGACAAAGTGAC
TATTAGCTTCATCATAAGCAAATATTTTGCAGCTTTCTGA
>AU168846 ID   AU168846   standard; mRNA; EST; 297 BP.
CTCAATAAACATTTGTACCATCAGGGCAAACTCACATGCATGGCAACTTAAAATAAATAC
TTTATCGCAGTAAATAATACAGTACAGCAATATGCCGCAGTACTCAAACCACACGGACAA
ACAAATTATCCCATTTTTTTTCAAGCAGACAAAAAGGTTCTGTAAAACTCTGCGTCAACC
CCGACTCTCCAAAGATAAGAGTTTGTATAAAACAGTTAAGCATTTTTAAAAATACAGAAT
ATTACAAAAAACTTTTCATTTTCTTGCTTCTTTCAATTACTGTAAAATATCAGCTGG
>AU168849 ID   AU168849   standard; mRNA; EST; 389 BP.
CGGACCGCACCTCGGCAGCAGAGGACAGGTGCTTGGTCACGTGCACTCACGTGCGCAGGC
CGTCATGGCGCAGGAGACCCGGGTCATCTATCACCTGGAGGATCAGGACACCCCCTACCT
GATCCGGATCGTTTTGCCCGCGCACAGCGTCACTCTGGCCGACTTTAAGCACGCGCTGAA
CAAACCGAACTCCAAGTTCTACTTCAAGTCCATGGACGACGACTTTGGAGTCGTCAAGGA
GGAGATCGCCGACGATGACGCTCACCTGCCCTGTGTGAACGGACGGGTTGTGTGCTGGGT
GGTGTCAGCTGACAGCTGTTTAGATTTTAGGGGCTCTGACATCCAGTCGGTGGCCACGCC
CTCCAGCCTTACCCCTACCCCCATAGAGC
>AU168850 ID   AU168850   standard; mRNA; EST; 610 BP.
AAAAAAACTGCACCCTTTATTAGTTCTTCAGTGTAGTGTGTGAGAATATTTTCTCATAAA
GTCATGTTTTTTATAAACAAATAAAATCTAAAATTAACACTCCATTCCACAACTATTACA
ATGATCATGACAGTCCTGTAGCCTGCTATGATCATTATTTCTATATCACATTGAAAAGAT
ATACTGGTATGATGTGTCCAAATTCTTTCACTACGCACTATATAGTGCACTACATAGTCA
ATTTGTAGCGCTGTCTGAATCTACAATTCTAAAATCCAGTGACCTAGAAATTTCCCAGAA
GTCCCTGCGAAAAACCAGTGATCCTTGCTTGATGCTCACTAGATTGGCGAATACAGAGCA
CAATGCATTGCATCTGAACAGTTTTTGCTAAGAAAATCTGTTTTAATCTTTTTTTTTTAA
TTGTTTTCTTCTTCAGCACTCAGTGGATTCATAAATGGTCGTCGCAAGTCGCTCATATCA
ATGAGGTTTTAACTTTGTGAAATTGATAACGTCATATAGGCCGTTTAAAAAAAAACACAC
ACACACAAAAAGGAAAAGTAATAAAACAAAAAAACAGTGAGCATGGTGTCTGAATTGCTT
AAAATCCAGG
>AU168853 ID   AU168853   standard; mRNA; EST; 490 BP.
CTGGAGATAGTACAAATCTCCCGGGGGACACGGTTCTGGAGTCGGCGCAGCAGAACAGGG
AAACGGAGTGCGGTCTGAAGTTTCCTCCATTGCGCACACTGTACCAAAGCACCCTCACAT
CCCTGCAAACACTAAGCTAAGAGTTTATCTTCTATGCTCAGAGGCATGCACATGCAATAA
CTTTGCATGCGCGCACGATTGCGTAACAGAACGAGCACGGTTGATAAATCCGTGCGCGCC
ATTTAGTAATCGGTGCGCACGCTTTGGTGATCTGTGCGCACAGTTTACTAAATGGTGCGC
ACGGTTTACTAATCCGTGCGCTCGGTTTGGTATTCCGTGCGCGCGGAGTGCTGAATGGTG
CGCACGGTTTACTAATCTGTGCGCTCAATTTAGTATTCCGTGCGCGCGGTTTGGTATTCC
GTGCGCACAGTTTATCAGATTTTTTTTATTTTTAACCACTGGCACCCGGCGGGCTCCGTA
CGATATATTG
>AU168858 ID   AU168858   standard; mRNA; EST; 590 BP.
CTGGAGCGAAGGTGAGGAGCTTAGAGGGGTGTTTGGGAGTGGTCTGCATTAGGAGGTGTA
TCAGTAAAACAGGGGAGGATAGCCTGAGGTGGGTTTTAGACCGCTAACCAGTGATGGGCA



GTCCCTGGTTCTCTGGGGCCGCAGCTTTTAGATGTAGAGGTAAGATGAGGGACCTCTAAT
TCTGCATAGCACCTCATTTATTTTAGGAATGTGGGGGTAGTGGTGACTTTGCTCTGATTT
CTATCAGGGCAGTTGAATATTTGGTTGGTCTTATAGTCATCAGAGCACAATAGCTTTCTC
TGTCTTGGCTCACGTGGTTGGTTGTTTGAGCGAACGAGACCCGAGGTGGAATGAAAACCC
CGTCTGTGACGCAGCACCCAAGGATCAGGGACGCCCACTGCTGGCCAGTAGGGAGGGCCC
CGGGCCCCTGGTTCTTGTCACAGGGGCGGAAGAGTCGGGGCCGCCCGGCGCAAGCCCCCA
AAACCAAATTTGGCTCATGTCAGCTATAGTTCATTCAACTAGGAGAGATGGATTAGCAAT
GCTAAACCTGAACCCACCCGGAGTTGCATCTAGACCAAAGAAAGAATGCA
>AU168862 ID   AU168862   standard; mRNA; EST; 50 BP.
CGACACAAACATCCTCTTGCTGCGCACAGATTATTTGGTCTCTGCCTCAG
>AU168866 ID   AU168866   standard; mRNA; EST; 128 BP.
TGAACAAATATATGGCACTACGATATGTGATTAACGAGAACGGGATGCAATATTCAATTG
GGAAACTAGGGGACTGTTTGAAACGTAAGTTTACTTCATTGATGCGGCACAAGAAACGGA
TGCCAGGG
>AU168868 ID   AU168868   standard; mRNA; EST; 500 BP.
CATCACATAATCAGTCTGGCCTTCTTCCCAAAGTTTCCTGCATACAGGTGATGTGTTTGA
GGGTGGGGGGAAAATGAAGACTTGATCAGAGCTTATTCTCTAACACTGAAATGGTGTTGG
TATGACTGAGTCCGTTTGCAGTCGAGCAAATGTCATTCCGGTATATTGTTTTTTTAAACA
TACACAGACAAAATCCAGTATAAAAGGAGCTGTGACGGCCCCACTCAACAGTAAAATCCT
GGTGTTCGTTCCAGCAAAGTCCTCTTTAAAGAACGGATTCACAACAGGAATGATGCACAC
AGGTGGGGTGACACACAGGGCTATCACAGCTTCCTTCAATCAGAGGCTTTGCAGTTCTCT
TTGATTGTAATACCACCTCAGTCTGCGTATAAAACACTAACTTTAGCTTCTTTTCCGTGT
GTTTGTTTTGTTTTCCCCATCTCCCATCACTCACTGCTTACAAGTCTCCATTCGGCTGGG
GGGAGTGTTTGCATGCGTTC
>AU168877 ID   AU168877   standard; mRNA; EST; 317 BP.
TTTTTTTTTTCCAGGTTTGTGCTTGGAAATTTATTGCAAGTATTACATGCAAATCTACAA
CCATTTGTAACAAGTTTGTCTATAATGCATGCCATTTCAACTTGAAACTGCAGCATTGAT
CATTTTGATCTACTGTCATTTCATGTACCTACCACAATGCGTATTTGTACATGAGATGCT
AGCACAAGCGTAGCATGAAGGAAGCAAATATTGAGTACTTAGTGCGTGAACGCCTAGCAA
AAATCTGATCCCTCCCTGGGCACGGGGGCACAACAGTCAACGGGGCCCTGCCTGACCAGC
CAGGACCTGCAGGTGCT
>AU168880 ID   AU168880   standard; mRNA; EST; 670 BP.
GTCGAAATGGCGACCGAACGAGGTTCTGAAACCGAAAATGACAAAGCGGCTCTTATTGAG
ACAACAACTGAACAGGATTCAAACCCGCAACCCGGGCAAGATTTCAAAAAAAGCAAAAAT
CGAAGCTGACGCTTTATCACTGGACGCAGTCCTTCAATTCTCAGAAGGTACGTCTGGCCA
TAGCAGAGAAAGGTCTGCGCTGTGAGGAGTATGATGTGAGCCTTCCTCTGAGTGAACACA
ACGAGCCGTGGTTCATGCGCCTGAATCCCGCAGGCGAAGTTCCGGTTTTCGTCCACAATG
ACAACATCATCTGTGATCCGACACAAATAATGGACTATCTGGAGCAGAACTTTACTGATG
AGGGCGTTCTAAAGCTGGTTCCTGAGGAGGACAGCAGGTACTACCTCAGAGTGCAGTACT
ACAGAGAGCTGTTGGACTCGCTACAGATGGATGCCTACACACATGGCTGTATACTCCATC
CGGCAGATCACGGTGGACTACCACATACCGACATATGCGGCCACATNCATACGAACTCAC
ATTGNAAACACACAGACCGAACTGAAGCAAACTGACTGAGCAGCAATCCCTGAGCTCAAA
GATGCTCATATTGGCAAAACAGAGACGGCTGAAGAACCTAGCTGTTTGACCATGACAACA
TGCAACCTGC
>AU168881 ID   AU168881   standard; mRNA; EST; 501 BP.
GACGGGAGCCGCGGAGCGGGTGAGGGGCGGAGCAGGGCATGCGTTGCCGGTTAACGCCCT
ACATGCAGGTCTTGTAGGATGTTACTGTAGGCCGTGCTCAGGGCGACGCTGACATAATGC
CGTGTTTCTGCGCACAGTGGAGGCGGTGGATCCGACCGATGGTTCTGGATCTCTATGCTC
TTCTACTGGTGGCTGTGGTACCGTTTTGAATTTGGGAGCTGTAGAAAGACAAGGTTGGGA
CACACAACAAAGTCTGGNTAATNGACGGGGTGTAATGTGATACTGACCATACAAATCTAG
TCTGTGGGGGATACTGTAGAACATGGTGAACTACACTTAGTTCGGAGCTGTCGAAACCCA
TCATCAGGATACTGTGGATGGTGNCGATCTACAGNANTGCACAGTGCTGAGTNTGTGTGA
AACACTGANCTGATANNACTTNACNNCCTGCTGNCNCANNAATGGCCTCTGNCNANCTGC
AGGCAATTGCCCTATGAACAC
>AU168884 ID   AU168884   standard; mRNA; EST; 468 BP.
AGAAAATTCCCAGAAGCATTGAGGAGGATAAGAAGAAAGCAGAAGAGGAACAGGAGAAAA
ACAAAGATAACAAAGNAGGGACAAACCCATTATGTACAAAGAGATCCCTGGAAACCAAAT
GCTCATCTCAATTATGTAAAGGAATGCTACTTTGACAACATGACCTACAGCGTGGGAGAA
TTTGTCTATGTGGAGCCATNAGAAGTGTACTTCAAGCCTGACATTGTCTGAATTGATCGC
CTGTGGGAAGACAGCGCTGGTGTGATGTGGCTCTATGGCTGATGGCTGAAGCGGCCAAGC
GAAACTATAAACTTGGTTTCACAAACATTCCTGGAAAAAGAAGTCTTTAAGAGCTGCTAC
CGTAGTAGAGTGCCCATCACCAAAGCTCTCGGCCAATGTGTGGATCTTTCTGTGAAGGAT
TACTTCAAAATGCAACCCTGAGGGCTCCAAACCTGCACATGTGTCTGA
>AU168886 ID   AU168886   standard; mRNA; EST; 907 BP.



TCACAGCCCACTCCGACACAGCACAGCGGTAGGGGACAGGCTGGGATGGGGAGGGGGCAA
CCTCCTTCCNNTTTTNCNCCCCNCNTTNCCCCCCNNTNTTNCCCCATTTTTTCNNNANTA
NNACCCAANNAACTTTTTTTTTTNCCCCCNCCNTTNCCCCCCATTTNNNACTNNCCCCCC
CCNCTNNGTCNCTTTANTTNATCCCTNATNCNNNCATNNTCANNNTNATCNNTCNCTCCA
TNTCNTNNNGTTCACCCCCNTNCNNCCTNCCCCTTTTNCNTCNCTTTTTTTTCCTTCCCC
CNCNCCNACCCCATTCNTCCCCCCNNTTTCCCCCGCCTTGACCCCNGTTTTNNTNCCCNC
CCNCCTCCCCCCCCCCTACTTCCCCCCCCNTCTCNTANACNNCCAACCCTTCGATTACNC
ATNTTNNCCCCCCANCNNCCCACNNTACATCNNNCNNCCTTTCCANAACCCCCCCGNTTT
TTCCCGCCCNCCCCCCCCCCCCNCCCCNCNTNNTCCCCCCCCCCCNCCCCCTNTTTTCCC
CCCCNTTCCNNTTTTTTANCCATTCNNACNNAAANGATTANNCCTTNCGNNNNNTCCCCC
CNNNCCCTTATTATCCCCCCCCCCNNTATACCCCCNNTNCCCCNCNTTTTNTTTTNCCCC
NCCCCTTCCTTTTTCCCCCCANTCCNCCCCGNTTCCCNCAGCCNNAAAAACCCCCCCCNT
CCTTTTTCCCCCCTACCCCGTCTTCCCCCNNNCCCCATNCCCCCCCNNNCTNGTNTCNCC
CCCCTNTCCCCCCCTCCCCCCATTTTTTCTTTTCCCCCCCNTTTTACCCCNCTTTTTNCC
CCCCTGCNCCTCNCCCCTTTANCCCNCGNCCCCCCCCCCCACAATTATCNCCCCCCNCCC
NTTCNCG
>AU168887 ID   AU168887   standard; mRNA; EST; 377 BP.
TTCTGGCGATCGTCTTTATAGTTCATGCCGACCACGCGAATGCCCTGCGCTGAAAGCTGA
TTCAGATATTGATGTTCCGCACGGCAGGTCGGACACCAGGTCGCCCAGACGTTAAGCAGC
ACTGGTTTGCCCTGAGTCAGCACATCCGCCTGATAAAACTGCCCCGGATTGTCCAGTGAT
TCGAGACGAAACTTCGGCACAGGCTTGCCAATGAGCGCCGATTCCAGATTGGTCGGATCA
TCCCCTTCGGCATTACGCGCCAGCTGCCACAGCAGCGCCGCGGCAATCGCCAGGAAGATA
ATCAACGGAATTAACAATACTTTGCGCTTAATACGGCCTCCGGCGCAGTTTTTTGCGGAC
TCACGCGCTTACGATAG
>AU168889 ID   AU168889   standard; mRNA; EST; 623 BP.
CGCTGAGCCAATGCTGTGGCACACGGAGCTTTCTTCAAGCTCCTTCAGTGAGTGTTTTTT
CAGCAGCTCAGCTACAGCCAGTCGCCTCTTTCCCATCTCTGGAGGACTTGTGGGGCAGAT
CGGCCGGCATCTTTGTAGAAATCAGAGGACTGTGGACACTGGTGGTCATGCGCACCATGT
GGTCCAAGACCCCATTGTCCTGGGGATCGCGTGGAAAGCTGAATCCAAACGTGTTTTTGA
TTCGAAATGTGATTTTCTCTGCTGGACTTTTCTGAGCTGCGGCTTTGGCCACTTTATACC
TGAGCTNAGGCCACTCGACCACATAGTTCTCACAGAACTGCTCTGCTTTTGGACTCGCTG
CGAGGCGCCGGAGACGATGAAAGGACTNATAGCGACCAGATTTGAGGGCCCAGCCCCGGA
CACATTTTCCACGGATGGAGCCCACTTGATGTATGCACTGCTCCTGGATGGCGAAAACCA
AACAACTAAAGGTTATTTTCTGAACTATGGGACATTGACGTATCAATGTGTACAGCAAAA
AGGCTTTTCATAGATTTTTCGGTTACAAGTTAACCAAAAATAAGTAAGCGATTTAACTAC
AACTAACCAGGCTACTGAACAAG
>AU168891 ID   AU168891   standard; mRNA; EST; 559 BP.
GTTTCGTGATAACTTACAGCGTGCTTTGTTAGCCTCCATCTTTAGAGGATGGACCCCCCC
CCCTCCCAGAAGAGCCTTTTGTTGCCAGGAATTTGAAATCTGCCCCCTTTGTAACTTCTG
CAGCTCTTGTTAGTGTTTAACTGATGTTGTTGGTCTTCTGCTGCTACAAGCTGCATCTCA
CGTAGTTTTTATGAGAGGTTTCTGAACAATTTTATAAATGAGATTCCTGGATGATTCCCG
CCCACACACAGCCCTGCATGGCCAATGGCTAGCATTAGCAGTTGGCTGGATAGAACTGAG
ATTTCTTGCTCTTTACCTATCACATTACAGCTGGTTGACCAGCCTTGATCCAGGACAAAT
TAAATTGTCCTTATTTTTGTGTATTGCATGTACGCGGGAGTACACCCCCTCCGATCTTTG
GACTGGTGGTTTTGCAATTTCACATCTGCGCGCCCATTATGCGAATTGAACACCATCCCA
CTGCCCATTAATCCCAAAACAACCATTTTTTGACTATTTCTAAGGGTAAAATAATGCCAA
AAAATTCAAAATGAAAGCG
>AU168892 ID   AU168892   standard; mRNA; EST; 866 BP.
CTTACAGACTCGAACTGGCTGGCTTGCAAAAAAAAAAAAAAAAAAGATGTGACGTTAAAC
TAGNNCATGGCNCTGACAAACGTTGGAGACCACGGNATCTAAAGTTTATCTTNAGGGTCC
GTTACAGAACTCTCANTCTNACTGTAGACGTCAACCGTGAAAGTAGAACCAAAGTTTTAT
GCTCCAGCATTTTTTCTGNTGAAGGGTGNAAGACTGATCACTTTGTGTTGAATAAACTNC
TAAAAATGAACCTGGAAGCTGNATTGACTGCATNCTGATTGGNTCATCTGATGACAGNCT
GANATTCNTTTGGNATTCTGTNNACATTGGNNNTCAAATTNTCGGNTNCCCCTGNTNTTT
NAAAGAAGNGTTTTNTGCTTCAGAACTTTNANNNTNTNCCAACNNCNCTNANNGNANTGA
NNCNCCCCCNTGCNNNCNGCCCNATTTNCCNCGNNTNCCCCAGAGCCNTGCCCCCNNTCG
TCCCCCCCCCCNCCCCCNTNCTTGCCCCCNTCCCATNNTNNANANAANTGAAATNNNTCC
CNTTCCTCNTNGCCCCNCNNCCCCCCCCCCCNNTTTTTTCCCCNCCNCCNTTTTCCCCCC
CTATNTGCCCCTTTCNTNCNCCCCCCNTCCCTCCCTNTTTTCCCCCNTTTCCCCCCCNTC
CCCNCCCCNACTTCCCCCNCCCCCNTTTTTTCGCNTTCCCCNCTTTTNCCCCATGCCCCC
CTATNCNCTCCANGTTTTTTTNNCCCCNCTTTCCCCCCTTCCCCNNTNTTTNNCTGTNCC
CCCCNCTTTCCCCCCCNTTTTTCCCCCCTNCNCCTTCCCCNGTTTTCCCCCCCCCCCCCC
CCTCTTTTTNCCGCCCCCCCNNCCCC
>AU168900 ID   AU168900   standard; mRNA; EST; 660 BP.



GGCCGTGCCGCTTCCACATTAAGGGACAACAGCGAGCCGAGACCATTTTCTGTTCACTCT
TCGAAATCCAGCGCCGCTTTCCTTCCAGCCGGCTCGAGGAGCGTCCGAAATCTGCTAAAA
CGAGGGTCCGGAGATCCAATCCTGAGCGAACGATGCCGCTGAGATGACCTGGACGGCCTT
AATTTCCTCCCGAGATTATTCTCCCATCAGCAGAGGGAAGCTATATCGAGCGTGGATACG
GCCGACAGCTCCATGTGATGGACGCGTGAGGCAGCCTTCCATCATCTCTTCCCATCAGTG
ACTGGGCCCAGCTGCGATCCCTCTGAGGAACAAGCGTGGACCAGCAGTCCAAGGCTCCCC
ATTGCTTTGCCATGGTGACATAAGCAGCGATGCAACATGAAAGAGAGCCGACATGACCGC
CGCGTTTCTTCCTTCTGCAGCGGCTGCAGCTGCTACCTCGATGCCGTTTATATTTAGCAT
CTTAGGAGTAGCATCGTTGCTGTGAACCGTTCCTTCTTAGCTGCATCAGACTTTTTTTCC
TGCCCACTCCGAGAGATTGACCCCCACGGCGTGTTGCTGGGACCGGAGGGGCGGGAGCAG
TGCGGTCCCGAGACGATGCTGGGGATGCGTGACACGCATACGTAGGCTGGTCCGGCTCCT
>AU168901 ID   AU168901   standard; mRNA; EST; 495 BP.
CACGTCCATAATTGTAACAGCAAATCCAAAATGGCTGACTCACATCGCCGCCTTTGCGTG
AAAGCATGTTGTTTGTGCACTTTTTCGGGAACTAACCCCATCCTTTCAAATGAAAAAAGG
CTTTTGTTCTTTGGTTTCTTTTATTTGTGTTTTTTGCTCAATCTTCATCTCTTTTTCCAC
CTGTTGCCCATTTTCCCTCTTGCTCTCGACGTCTGACAAACCATTTTTGCTTTTCTACTT
TCCTGTGGCCTGAAGGAGAAACTCATTACTGATTAGTTCAGTCGGCTGTGAAATTGTGTC
AGTGAGTTGGTCGGGAGGCAATGTGTTGACACAAACATAAAAAGGGCTCTCTTTTAAAAA
AAGATCTACTCATTGGGTATTAATGTACAGTAGGGCTGCCAGAAGTTGTGCTTATGTAGC
TAAACCCATGCTGTGGTCTCCCCTTTGTACAGCACTAAGTGTGTGCATGCGTGTGTGTGA
TGGGGGTGGGTTGGG
>AU168907 ID   AU168907   standard; mRNA; EST; 799 BP.
GTCAGCATATAGCTGTGAGTCCATCACTTTCACCAGACAGATCAAAGATTCACCGCCCCC
ACTGCAGTGAATATGAGGTCACAGTGGGGAGGTTGCAGTCCTGTGGGGGTCCCAGGCTGG
GAGTAATGCCTCGTAGCGTGAAGAACAGTATCGTGTTCAGGCTTCAGAACGAGAGAGGAA
GGGCTCTAAGAGTTGTGCCATTTAAATCTGCTTGGACGTCTCTGTGGTCATCTCTGTGAA
CCGCACTCCTCTGGGTGCTACTTTGTCGGGTCCCCCTCTCCAGCTCACAGCTATAGAGCC
ACATTGAAGTCGGTCACCAGGAAGTCCACGTGGTCTCTTTCTTTGTTCTTAAAAGCCTCA
GCAATGAGGCGCGCGGCGTCTCTGTGCTCACGGCCCCTGAGCGAAACGCCGTTTACCTCC
AAGATGATCTGACCCACCTTCAGCTGGCCACAGTTATGAGCTGAACCGCCCCTTTGTATC
GTGACGATTCGTGGCAGCGGCTGTCGGGTGTTGGCCCCACCCTCGATGGCGATGCCCAGG
GTGCTGGCACTCTTTGGCACCCTCACCAGAGTGGAGGTGGGCTTCCAACAGCCCCGGCAT
ATCTGCAGCCAGCGGCCCACAGTTCAGATACCAGGGAAGGTTGAGCCTAAATCTGAGCTT
TTTTGTCCTGCCTGCTTCTTCTAATGGAGAAGCAGAGGGTAAACGCCTCTTAGTTTCCCA
GGAATTCTTCCCATCGAAGACAAAAACCAGCCAACAGCCCTTTTATCATAACCAAGCAGA
CATCTGCCTTTCTTACTCT
>AU168909 ID   AU168909   standard; mRNA; EST; 637 BP.
CTCAGTAACACTCTAAATATCACTTTAACGCGTTACAAAGCACAGAGGGAGCAATGATGT
TGGCAATGCGTTGTCCAAAACAGTTACAACAACAGAAGCTGGGAAAAATAAAAGTTGTCA
TATCCTAAAGTATTGCTATATATACGCAAGCCCTAAGGACATATTTGATGGCTAAAGCCA
GTATGAATAAATGTTAGATGGCAAGCGTCTCCGCTCGGCATTCTCTAATGGCAACAGCAA
TGACATCCCAAATGGCCCAGAGTACGGGAAGGCAAAGACACTGCTCGGCTGGAGGTTCTT
CATCAGGGATCTTATNCACAGCCTGCCCCTTTCTCTGTTGGCTTGCCCTGCTGTCAGTGT
TTCGGTTGCCAGTAGCAACAGCTGAGTGCTGGCTTATCGAAGGGGAGAAAGGCTTTGTGT
GGCTGGCTATTTGCAGTATGAACCAGCCTCCTTATGAAGCCATACCTTCCCACATCAACA
GCACCATTGTAGACTTGAGGCTAAATGAGAACAAGATACCGGCCAATCCATTATTCCTCA
CTCAGTCGCTCTGGTCATCTTACCTATCTGAACCTGCACAAGAATGATATCACCCTATGT
GGAAGATGGAGCCTTCTCAACGCTGTTCAACCTTCCA
>AU168913 ID   AU168913   standard; mRNA; EST; 800 BP.
CTGAACACAAGTCAGCAATGTGAAGTCCAGAACGGCCCGGAGGACTCGGACTGCATCATT
GAGGAGGAGGAAGACGTTGAGGAGTGCAGTGACTCGGATGAGGAAGGGGAGAAAGAAAAG
GTGGACATGGGTAAAAGCAGTCTGTCGGAGGACGAGGAGGATGAAGATGTGGGGCATCGT
CGGCACCACTTGGACAGCGTTACCACGGAAGATGAGGAGATTTTTCCGGTGGATGAGCCG
TCAGGAGAGGAGCTCTTGTCTGATGAGGAGGGTTCAGAATATGGAACTCCCGCTTCAATG
GATGAAGATGAAGAGGACGTGCAGTTGGCGCCTGCCAGGCCTTCTACTGCTCCTGTCCAA
GTTAAAGATGAAAGGCCAGAAAACACTAACCAAAAACAAGGCACTTTTTTTTATAAGTTC
ACCCGCCAAGCTTTCACCAGAGGAAAGTCGCACGTAGTCGTGTGCAGCTTGTGCAAGCGG
GATGGCCATCTGAAGAAAGACTGTCCAGAGGATTTCAAGAAGGTGGAGCTGCATCCTTTG
CCTCCACTAACATCAGAGTTTGTCCGTGTCCTCGACCGAGTCTGTGAGCAGTGCTACAAG
GACTTTGCCCCAGATGAACTGGAACTGAGCATTAGAGAGCTCATCCTTCAACAGCTGGAG
GCCTTTGTGAGGTGCCAGTTTTTCGGGGCTCGGCTGCAGTTGTTCGGCTCGTCCAAAATG
GGTTTGGCTTCAGACAGAGTGATCTAGACATCTGTATGGGTTTGGAGGGGAAAGAAACAT
AGATGATGTTGACTGCATCA
>AU168916 ID   AU168916   standard; mRNA; EST; 769 BP.



GTCATTCGTCCAAGACAAGCCAGCCGGTGCGATCGTGGCGCTAGTGGAGCGGAGCAGCCA
GAGCCGCATCTGAATGAACCCCGTCCGCCGCCGTCACCTGACGAGCTAGACGGCCAGATT
GCGTGCGCCCCGTGTGACTGAAGGGTCCGGAGAGATCAGGCAGCGCGCGCGCGGTGCTCG
GGGGCAAACGCTGCCCGCCAACCGCTGCTGCGTCGCTACCACTCGTTCCTCTGTTTAGCA
CTTTCTGATGTGGGAAACGCCTCAGAGGAGAAGGAAGATGTAACGGAGAAGACTGATAAG
ACAGCAGAGCGACAGCCGGGTACAGATTGTAGAAGTTCCTCCAGGGATTAAGCAAGTGCC
AGACATCAGAGCGGTGCCTCTCTGCCTCCCCCTGGTGACCATGTGGAGTGTGAGCGCAGT
GATGCTGACTCTCGCCGCTGCCGCCCTCGGCGCCGCAGACTCGGACCCGCAGCGGCCGCG
CCACGACTCCAACCTGGAGATCTACAAGCGTCTGTTTGAGACGAAGAGGAAGGACCAGCT
GAACGCTCTCAAGAACCTGGTGGAGCTGAACGACATAAACCAGCAATACAAGATCATAGA
CATCATGCTCAAAGGCCTTTTCAAGGTGTTGGAAGACTCCAGACAGGTCCTGGTGGCGGC
CAACTTGAAGCCTAACGATCCCTTCCCCATGGACGACAAATCAAAGAAGATGTCACAGGA
GCTGGGCATAACCGAGAAGGCCCAGACTTATAAACCCGTACCGCACAGA
>AU168917 ID   AU168917   standard; mRNA; EST; 823 BP.
TTTAAACTGATTAAATATTCCATAATAAATAAAATATTAACTGCGACTATCAAACCTTTG
TGGGAATAAAAAAAAGAATGAAAATGAATAACAAATTTAGTTGTGGCTAATTAGAATGCT
AATACATGCCAATGCTAGTTAACCAAAAAGCTAATCAGCAGAATGAAAAGTACAATTAGC
TCACTAATCAAATGCTGAAAAATGATTTATTTCTTACCTTTCAGCTTACTAAATAATTAT
TGACCGCTAATCATGTAGCTCATCAGCTAGCTGACAACTCTAATCAGTTAGCTAACTAGC
AATGCAGCAGGTGGTTGAGTCTGCTAACCTTTTAGCTTAGCAGTTAGCCAACAGCTGTAG
AAAGTTGGGTGAGTCCGCCAGGTTACATTTTTTTTTAATTCTGGTATAAGTCTTATTAAA
ATGAAGTTTAATAATTTATGGAATGAAAAGCAAAGTATTAAAAAAACATAAAAATGGAGA
AACTTTTAACTAGAAAACAAAAACTTTTAGATTTCTTTTTAGCTTTTTAAAAAAACAAAC
AAATTTAATGCACCTTTTGTTTTTATCTTATTTACACCAGAACATTTTAAATGTGCCAAT
TAAACAAACAAGTAGAGCAAGTAAAACAGGTAGAAGAAGAGGAGATAAAATAATTTGTTC
ATTTTAACTGCTCCAAAACTTCCTTCCAGTGCTCATTTCTTAAGGGTTTTGTTCATTTTT
TATTCATATTTGGGCTTCAAATTCAGAAATATTGACTTTTTTGTCACAGGAAGGTTTGAG
GAGAGGTTAGCAAACTCTGTAAATATGAGGCTGGTCATCTCTT
>AU168921 ID   AU168921   standard; mRNA; EST; 447 BP.
TGACTTTCAGCAGGCTAACTGGAACGTTAGGGTCGAATTGAAGAGGAATTGCATTTTCAC
TGGCCTTTAAAGTCAACATGATACTTTTAAAGGCGGGTCTTTGTTTGACCAAATCTCACC
GTTTGGCCACAGGAAGCGTCACTCTCAAAAAGGTCCTTATTAACAGCTGCCGGACATGTT
CATCCGAAGTCTTTCCTAATGAGAGGATCCGNAACATCGGCATCTCTGCGCACATCGACT
CTGGAAAGACAACTTTAACCGAGAGGGTACTCTTCTACACCGGGAGGATAGCAGAGATTC
ACGAAGTAAAGGGGGAAGGATGGCGTTGGAGCCACCATGGGACTACATGGAGCTGGCAGA
GACAGAGAGGGCATGACCATGCAGTNCAGCTGGCACATACACCATCTGGTAGGATCACAA
CATTAACATTATTCGTCACGCCCTGGC
>AU168925 ID   AU168925   standard; mRNA; EST; 637 BP.
AGACACATAAGTTCATGGTTGGACCAATGAGCTGTGAGCAGCAGCGAAGCAGGCACACCG
ACTGGTTGTTTATGTGGTCCCACCTCTGCGGTTGGATGGGGAATGATACAAAATGTCTCA
TGCTTGGTTTCCGTTGGGCTTCGTCCGCCAGCTTCACCGGCTGAAGGCAGCTCCTCTCTT
GGTTTCTCAACTGGCCCCGCCCCCTAAGGCACGCCCCCCCTCCAGGTCCCTTCTGCAGTG
CGTTCAGATGGCATGGTTACTGTAGCTGACGTAGGTGGTTTTAGTTGATGAAGTCACTGT
TGGTCTCCATGCTCTCACACAGCTCCGTCTTCACTTCTCCATTCGGCCGGTCTCCCTTTT
GGGTCAGTTTTCCTGACATGGTGGCTGCTGTCACAATGGCCTTGAAGCTGCGTTTTCGTT
TAGGTACGTTCTGCTCGGGGTGAAAGAGGATGATGTAGACTTTGGGCATGTAGAGCATCC
CCAGCGACACGGAGGCAGACAGGCTGAGGGAGATCGTCAAAGTGGTGGTTTGGATGTACA
TCCGTTCTGCCGACTGTGACGTCCCAAAGAAGATGGGTATAAAAGCCAGCCAGATGATGC
AAGTGGTGTACATGGTGAACCCGATGGGGTTTGGCTT
>AU168928 ID   AU168928   standard; mRNA; EST; 429 BP.
GTTTTTTTTTTTTTTTTTTTAATCTACCACCTGTTTATGGAAGCCCAGGGGTGATTAGTG
CACTTGGGGTTTGACACACTTACTAGAAAACTTATCGTTGAAGCCAAACGACGCTTTCTA
CAAGCTGGGTTGTTTTCCAAAATTAAGACGCTGAAATCTTGACCTAATTTGTGGAGTTGC
ATGGCATGATAGTTTAATAAAATTTCAGGAAAAGGGGCCATTTAATATTTTGATAAAACA
AAGTTTTGTTTTTTTTAAACCACTTAAGACCTAAGCTGATATTTCAGCTAACACTCCAAA
CATGGACTTACAGGGCTCTAGCTCGGGAGAATTAACTGCAATAATAGATCCCAAAATGTG
AAATGAGGACGCCAGAGGCTAATGACCTTTTCAGAAATGTATTATTAATCTTAACGCCCA
GGGGCCAGA
>AU168929 ID   AU168929   standard; mRNA; EST; 354 BP.
CGGCGGCCGCGGGTCCGAAAAGGCGAACTACACCTTACAGATCTACCCGGCATGAAGGCC
ACTTCCTCCACAGNGACGCCACCCGCCAGCACCTCAGCCAGTCGCTGGTCAACTTCTTTG
TAGGAGTGCTTCAGGCTACCAGAGGTGGTGTTTGAGGAGGCTCTGGAGGAGGAGCTTGAG
GATGAGGGTTAGACCGCCCCCGCGTGGTTCCTGCGCCCCCTCCATCGCTCCATCCCGTGT
CGGTGCCCAAGCACACCAGTGTCCATCCCATCAAACCCCCACAGCGGCTGTTGGAGTTCT



AACACATTCCCCCCTCCATCCATTCCCACCTTTGGCCCCGAGGGCGGTCCCCCA
>AU168939 ID   AU168939   standard; mRNA; EST; 458 BP.
TTCCAATGCACTGTGGCGAACGTAGCTGAGCTGTGCCGTCGCATGGCGAGCTGTGTGTTC
CTGTCTGCTTACTGCGCGCTCTGGTGAGGCAGAGCTTACAGGTAGGAGAAATGCCGCTTT
ACTCGGATCACCAGCATCAGTGAAAACCAGCACCTGACCGGGGTATCACAATGCACCATG
GTAGGTCGAGGGACCCCTTGCTGACACCGGCGTGACTGATTATGACAGTCCACGCGTGGG
TTACCAGGCGCCCCAGTTCGCGCCGCTGTAGAAGGAAACAGAGCCATGTGAAAGTGACTT
GGCTGCCAGCAACTCTTGGACATGTTTTTCAGGGCAAACTCTGGATTTTTCTCTGTGTTT
GAACTTGTTTTTTTACTTTTGGCGCTCTCTGGATGCCCCAAACTNACCTGTCAGGCGAGG
AATAAAGGCAGATGGAACAAGGGGGGATCCCGTCTACG
>AU168940 ID   AU168940   standard; mRNA; EST; 723 BP.
CTGCTGTACTCCCATGATTACGTATTCTGGTGCGGAGACTTCAACTACCGAATCAACCTG
CCCAATGAGGAAGTGAAGGAACTCATCCGACAGCAGAACTGGGAGGCTTTGACGGCTGGG
GATCAGCTGCTGGAGCAAAAAAATGCAGGAGCGATCTTCAGGGGGTTTATTGAGGGAAAG
ATAGATTTCGCCCCCACCTACAAATACGACCTTTTCTCAGACGATTATGACACCAGTGAG
AAGTGCCGCACTCCAGCTTGGACGGACCGCATACTTTGGAAGAGGAGAAAGTGGAACTTC
AGCAAAACAGCAGAGGAGCTGAATGTTGTTGGGGCACCATCCACTTCTGCAGATAATGAG
GGGGATCCAGAATTTGCATGGAGCCCTGGCGCTTTAAAGTACTACGGCAGAGCCGAGCTG
AAGACGTCAGACCACAGGCCTGTTGTGGCAGTAATAGATGTGGACATCCTGGAAGTGGAC
CCTGAGACTCGCCACCAGGTCTATAAAGATGTCATTGGCAAGCAGGGGCCTCCAGATGGC
ACCATCCTGGTGTCGCTGTGCTCTTCTGGGCCTGACGACTACTTCAGTGATGACCTAATT
GACGAGCTTCTGGATAAATTTTCCAATTTTGGAGAGGTCATCCTCATCAGATTTGTTGAG
GAAAAGATGTGGGTTACTTTCCTGGAAGGGTATTCTGCTCTGGCAGCTCTTTCACTGAGT
GCT
>AU168942 ID   AU168942   standard; mRNA; EST; 752 BP.
CATATATGGCTCGCGAGCCATAGGTTCCCGACCCCTGTGTTAAAGGTTCAACTTTTCTCT
GAGTTTGTTCTTTTCTCTCCTGCAGACATCAGTGAACAAACCAAAAACCTGTATCACAGA
GCTGGAGATGACGTCCTTTTACCTTGTAGAACTACATCCTCCTCTTCTTCGTGCTCTGAT
GTTACCTGGCTGTACCAGAAAGATCCAGATGAAGCACTGAGACCAGAAGTACACAATGGA
AGTGTTGTCCAGAGTTCAGCTAGAGCTTCCAGGCTGAATGTGAGCAGTGACTGCTCTCTG
ATCATCACAAACATCACTGATGAAGATGCTGGCCGATATCTCCTTCGACTTGGAAACAAG
AATAAGTTTGTTGCGTATCTTCATACTTTGAGCAGTGAGTATTCTGGCTTGAATAATAAT
GGGACTTCATGAATATCAACATTCTGATCTGATCCAAAACAAAAGTTCAAACCCTGAAGA
AACTCTGACATTTGGAGTTTTTGAAATCTAAAATCTCTAATCTCAAGATTCTATGATAGA
GTCAAAACCAGTTTTTAACTCAGAAGAGGGGAGATTTATTTCACAAAGGCTGTGCTTTTC
TAACAGAATTATAGGAGTTAGATCAGACCCGGAGAATCAGGACTAGAAAGCCAAAGAGAG
AGCAAATGTTAGGGGGGGGAACGGAAGTACCCAGGCGCACAGAGGAGAGGAGGCAGGAAA
ATTGTAGGGGAACCGGGCTTTAATATTAACAA
>AU168943 ID   AU168943   standard; mRNA; EST; 653 BP.
GCTTGGAGTGTTATTGGACCTTCTGCTCCGAACCACGGCTGCTCTCATCTTCATTTGCCT
GATTCACGGACACGGCGGCGGTGAGCGGCGGCAGCAGCACAGCTCTGTGTTCGGACGGCG
GGGCGCGCCGTTTGTGGGCCGCTCTAAACCTGACCAGACCGGGCCGGGTTTGGCTGGGCT
GTGACGTGACGTGAATGTCATCCATCTGAGCTCCGTGGTGAGCTGTGGACATAAGACCGG
TGGCTGTGCTCCGCCAAGGTGAACAGGTCAGTGGACCCCAACAGACAGAATGACCACGAG
GGGGGGAGGAACCGCTCTGACGCGCCGGAACTACCGGCTGGCTTCGGACACGGACAAACC
CAGAACCACCGGTATCGTGAACGAGAAGCTGCTCAGCGATTATCTGCATCACGTCTTTCC
TTCTGCCAAACCTGGAGCTGCTCCAGCCACGCTCAGGAAGCCTCTGGGTTTCCAGGATCT
TGGTGCTCACCTGGACCGGCTGCTGTCGGAAGAAGAGCCTGCAGAAGACGGCACAGATCA
GCAGGTGGACGGGCGTGTGGGCCCTCAGCCTGTGGTTCTGGATCACACCAGCGGCTTTGA
AGGCCTTCTGTTTGTGGACGACGACTTGCTAGGGGTGATCGGACACAGTAACT
>AU168945 ID   AU168945   standard; mRNA; EST; 781 BP.
CTGACACCCATCAGCCACGCTCGCCATCTAATCCTGTCTAAATGCGTCTGTTGGAGGTGA
TCCTTCACTCCTCTTCGGGGATGAAGAGCAAACCCCAGCAGGCGGACGCGCCTCGGCGGG
TGGAGCCGCACAGTTTCGAGGTGTCTGTGCAGCAGCTGAACGACCTGCTGACGGACGACA
GCGGCTTTTACAGCTGGCCCACCAAACACTTCCATGAGGTTTACCCCAGGATCTACATCG
GGAATGCGTTTGTGGCGACCAACGTGTTGCGCCTGAAGCGCATCGGCATCACCCACATCC
TGAACGCGGCGGAAGGAAACTCCTTCATGCACGTCAACACCAGCTCCCAGTTCTACGCCG
GCACGGGCATCGTGTACCACGGCGTGCCGGCCAGCGACACCGACCACTTTGACATCAGCG
TTTACTTCCAAGAAGCTGCGGAGTTCATCGAGACGGCGCTGAGATCCAAGAACGGAAAAG
GCAGAGTCTACGTTCACTGCAGGGAAGGCTACAGTCGCTCGCCAACTCTCGTCATCGCCT
ACTTGATGCTCTACAAAAAGATGGACGTGTACAGCGCTCTGGCAACGGTGCGGCAGAAGA
GGGAGATCGGACCCAACGACGGGATTCCTGCGTCGGCTTTGCCAGCTGAACCAGAGGCTG
GCGGCCGAGGGGGAAGCTGTGGAACAAGTGAAGGTCGCAGGAGGGGTCAGGTGACCTGGG
ATAGAAGGAAGGAAAATCTGAAGTGAAGTTCAACTTAAGAAGTGAAGGAACATTTCCTGG



T
>AU168949 ID   AU168949   standard; mRNA; EST; 614 BP.
CGGGGCGCCGCTGAGAGGGAAGGAGGTCATCGTCGGGAACGGCTCCCGTAGCAGGACTAA
GCTAGGAGAGAGGCAGAACTAGCGGTGTTTTTATTTTTATGGCTCAGTCCGCCGCTAATG
GTGTGGACCATGACACTGCGAGCAAGAAGCACAATTCAAGGATGGAGGCGTCTTGCTTGG
AGTTGGCCCTGGAAGGAGAAAGGCTGTGCAAAGCTGGAGACTTTAAAGAAGGAACAGCCT
TTTTTGAAGCCGCGGTGCAAGTTGGCACAGAAGACTTGAAAACTCTTAGTGCCATCTACA
GCCAGTTGGGTAATGCCTACTTTTACCTGAAGGAATATGGCAAAGCCCTGGAGTTCCACA
AACATGACCTTAATTTGGCTAGAAACATAGGAGACAGGATTGGGGAAGGAAAAGCTAGCA
GTAACCTTGGTAACACTTTGAAAGTGTTGGGGCAATTTGACGAGGCTATCGTCTGCTGCC
AAAGACATCTGGATATTTCTCAAGAACAAGGCGATAAGGTGGGAGAGGCCAGAGCGCTGT
ATAACATAGGAAACGTGTTTCATGCAAAGGGCAAAAAGCAGTTGTGGGGATGCACCCAGG
ATCCAGGAGACCTG
>AU168950 ID   AU168950   standard; mRNA; EST; 337 BP.
GTCGGGGAGCCGGTGTGCGTGTTTGTGTCTTCGTGACATTTCTTTGGCATTTAGGCAGCA
GTCGCTGATAAGAAGTTGCGTCTCTCGGCTCAAAAGTGCAGCACTAAGTACGGGGGTCCG
TGCGTGATGCTTCTAATGATGATTAATTTTTCCGAGCTCAGATGATCGGAGAAGAAGAGT
CTCAGTGAACAGAGCAAAGCGATGGAGAGATGCTCCATCTCTCCTGTCACACGACTCACT
GCCCTCATCTCTCTCCTCCTGGTTGCTCTGGTGACACAGCCCTCCACCTGTAACCGTGAC
GACAGTGAGGTTGAGGAGCAGGTGGACACTCTGTCAG
>AU168951 ID   AU168951   standard; mRNA; EST; 177 BP.
CAAGGATGGAGATCCGACCAGACAGGTTCAAGGCTGTGGCGGGCAAAACTCTGGGGAAAA
TTCACAGGTTGATCGAGAAACGCCAACAAAATGGAGAAACCATTGAGTTGTCGGCAGAGG
GCCGCCCTGAGCTGGTGTAGGAGAAGGAAATGCCCGTGGTGGACTGTACCTGCTTCG
>AU168953 ID   AU168953   standard; mRNA; EST; 246 BP.
CTCCGCTCACGCCCCGCCTCTTCCGTCGCCAGCAGAAAGAAAACACCAGACCGGGGTCGA
GTAAAGCCGAACTAAAAACTTAAGTCTAAAAACCTAAAGAATTCTCCAGAATTTTCCAGT
AGGTCAGATCTGGATCTTTCACTCCCAGGAGGCATGCTGGGAAATGAGTCTTCCTGTAGT
ACCCTGACGTGAACGATCAGGTGAAAATTCCAAAGTCCCACAGACTTCATAGAGAAATAA
CCAGCA
>AU168958 ID   AU168958   standard; mRNA; EST; 422 BP.
CTTAAACCTATGAAACTGCTATTAAAAAGGTGAAATATATTGCTTCCTTAACCCTAAATA
ACCATTCCTATCATACAAAACGTGTGTCTGCGACTCCTCTCTGATTTGCACGTCCCTTAA
AAACAGCATTACATTAAACTTGGTCCATGTTTTCTGCCCTGCAGTTCATCATCAAACCAC
TGCTCATTTCAAAACGGCTGCTTCCGTTAAAATCTCAAAAACACTTTTAGGGGGAAAAAG
TTTGGCCTATTTTCAAAGCTTTATGATGAGACTAACTCATCTATTGGTATTTATTTGTTA
AAATGCCTCATTGCTGTATTTAAAAAAATCTAAATGTGTTGATAGTGAATTCTTTATAAT
ACAGNTACACTAACTTAAAAATGTGTGGATCAGGTTTGAGACAGTGGATAAATAAGGGGC
TT
>AU168962 ID   AU168962   standard; mRNA; EST; 701 BP.
TTTTTTTTTTTTTTTTGTTTGTTTGCTAAGGTAAAAAAAAACAATTACCGGTACATTTAA
GGGGGTTAGGGTTAGAAATGTAAAGGTTATTTTTAAAGCAACTGGTTGGTTTTGCAAAGG
TCTGATTAAAATCATAATAGGAAACAAGGTATTTTACACATTTCAAATTTTTTTCTTAAA
ACTTGTTCCAATGAACTACAAACCATATAGAGTGACTGTCACAAGAACAGGCAGATGGCT
GGTTCCAATTGCTGCAGGTTTATTAGCTCAGCTAAAAGTCCACAAAGCCAAATTTGGGTC
AGACAGACAGGGGTTAATAACGAGCACGGGAGTATCAGAGAAACAACAAGAACAGTCAGA
ATCCAGACGAGAGTCAGGACAGGCAGCAGGCAAATTGAGTCAGAGACAAAACAGGGTCAG
AAAATCAGAAGATCAGATCTAGATATAACACTCGGTAATGCAGGCAGAGTGGCACAAACA
ACACTAAGTATACTGCTAAGTATACTATGAGTAATTTGCAAATGAAAGTCATGTGTGTGG
CATCCAGAAACTGTGCGCTGGGGTTGCTGGGAGATGAAGAGTATTTAGAACTCTGTAGAT
GGTTCCCGCCGGTGACCAGTGGGGGAGACAAAGTCCTGACTTCTGACACTAACATCTACA
CAACATATCTAACTAGACCTTATACTATTAGTATTACAAAT
>AU168968 ID   AU168968   standard; mRNA; EST; 399 BP.
GTTACAGGTGTCTTCACGTGGCTGTGACAGTAACGTAAACCCAGCAGCAGCAGCAGCAGC
AGCAGCAGCAGCAGCAGCAGCTAGGCCATTGAACTTCCAATTAGCTTTCAAAAGATTCAA
TGAGATTGTGTCATAGAACATACCAGCACTGACTGTCTGCTCTCATCAGCTTGTTCACTC
TGTCCTCAGCCTCTAAGCTGAAAGAAGAGGTGAAAACTCTAGCTAATTGAACTGAGGCTG
TCTTACAGTGATGGACCTAAACTGTTGACGACATTCCACTATGGTCTTATTTAAACAGAT
CTTGTAACTGCATAACCTGCAGTTGCGTGTGGCGGTGTGGTATCTGATCCCACCAGCAGC
TGCTTTTTTAAACTCTTCCTGTGTTTGATGATAACTCTG
>AU168975 ID   AU168975   standard; mRNA; EST; 329 BP.
GGGGGGGGGGGGGGAACACGGAGCATAAAACAGCAGTTTACAGGACAAAGGACAGCTTTT
AAGGTTATAAACTATCAGGACACAGAAGACAGAGGGTTTAAGAGAAGGCTGAAGGATGCC
ATCTATGTGAATATGTGGACTTCATCCTTCTTCCATTTACAGAGCTCATCACCATCTTCA



TTGCAGACAGCAGATGTTCCCTGGAGGAATAAACATTTAAGTTAGTTTACATGATGAGCT
CTCAGGTTCTTCCTCTTGGACAATTAAGAACCTCCATCAAGTTTTTTTTCTTTCTTTAAC
TCGACTCAAATAAAAAAAAAAAAAAAAAA
>AU168978 ID   AU168978   standard; mRNA; EST; 263 BP.
GTTAAATCAGGCATGCAGCTGCAGATACACCGCTGACTTTGAAAACACTATCCTTACAAT
ATGTGTGCTCATAAAAGGGATGTAAAGTGACTGCCAACGAGTATGTTCATAAAAGAATAA
TCAATATTATTATTTCTATTCAACCCTAAACTACAATATCCCAACCCTCTGAGAAGTGAA
CCCTGGCTTCCTGCGTGGTAGTCTNTCACCTTACCAACCGATCTACCCAGATCTATTGCT
GGTACATTACCCATAATGCATCT
>AU168986 ID   AU168986   standard; mRNA; EST; 696 BP.
GGGATACAGACGCGCAACAGGAAGATGTCCAACAAATCTAAAAAGAGCAAGCGGGGCGGC
GACGCCTACGAAGAGTTTACTAAAAGCCTGCACGACAAGAACTCTCCTTTCAGTGCCGCT
TCTCTGGCCAGTCACATGTCCATGAGCCACTTGCAGCCTTTCAGCCATGCTGGACACATG
CTCCCCACACCCACGCCTATACACCCGTCCTTCAGCCACCCCCACCACTCCAACATGGTG
ACTGCAATGGGCTGAGAGGAAGAGGAGCCAGGCCTGAGCGGATGGGGACTGAGTGGAGCG
CATCTTGCTTGGTGGTGCAGACGGAGGGGGTCTTTACTTTGTGATTGTAAGAAAGGAAGA
GCTTTTAGTAATGATGTACCAAATTTAACGGAGAAACATTTTGGCTTCCTGTTGTACAGA
CACAAGCTCAGAGAGCGCCACAGCGCCTCATGGTCTGGTCTCCACTGACGCCCTGACTGC
TCACAAATGGGAAGTTTTGTAATTAGTGTGAATATTGTAAATATGTGTCTCAGGAGGGAG
GGTCTCTGACACAAAACTGCCCTTCACTACTAAATAATGTGATTTTTGTTGTTTTGCTCA
TGGACATTTTTTAAGCAGTTTTCACTTGGCAAATAAAAAATGTTTATGAATTCTGATTTT
ACACTGACTATTATAAGTTTTATAATAATTAATATT
>AU168992 ID   AU168992   standard; mRNA; EST; 662 BP.
TTTTCACACATGTGGCATTGATGTAAACGTTTATATCAGGTATACGGCGCACATAACACG
TTAAAATTACGTAATTAACACACAAATCACTATTCAATTTATGAATGCACACACACAGCA
GAATAATCCCACACAGTTCCTACACAATACTGTATTGTGGTTTATTTGTACTTCTTCCGT
GGTTCATTCGTAATACATCTGTGAAAATTTCACGTATAGACCAAAACTTTTCTGACTTAT
ATTCATGTATGACCAGTTTTTATCCCTACAATGTGTGCAAAATGTAGGTAGTGGCTGTGT
GACACCTCCTTTATATTCAGGCCGGCTTCCAAACGAATAAAACAGTTTTTTTGTTTAATA
TCTTATGTCATTTTTGTTAAAGAGAATGAAGGGATGGAGAAAAAACTTGATCAAAATCGG
GGGGGAAACAGATTTTATTTCTTGGCCATATCGCCCAGCCCTGGTGTGGCGTGGTTCCAA
CTTCACAAGCAAATGAAACACTGTACAACATGTTAATATCTGCTTTACTGTGCGACTTTG
AAAGTAGGGCTAGGTTAGGAAGATCAACAAGACGACTAATATTCTCAACTGTATACTATC
GGGACATTATCTATTCAGGGGGCTGTTTAATTTGTAAAAACAAAAAAAAAAAAAAAAAAA
AA
>AU168993 ID   AU168993   standard; mRNA; EST; 416 BP.
AGCTGGTTTAGGGGGCAGAGTCAGACAAAAATGTACATCCCAGGTCGGTGATGTCCCAAA
TTTGAAGACATATAATTTGACCCTTTTTTAATGTACCAAGATAGTAAAATGTTCAAAGTT
TTGACATTTGACACATCAAACTTTTAAATTCTGTCAAACTGTAAACATTATAAACCAGAC
ATAAGAAGAGACTTTTTTTCATATTTAATAGTACAGATAAGTCTTAACATAGAGGAAAAG
CTTAACTTTTTACACATAGGTGGTAATAAGTAAATGAAGCATGCTTGTAGACTACAAGAG
TTAAAAGCCCAGAATCATATTTGCTATATTTATTTATTAGACCCAAAAAACAAGTCTGCA
AAACCTCTACTAATATTTCCAGCCTCTTCTGTGTCATTTTTGTCATTCATTGACCA
>AU168997 ID   AU168997   standard; mRNA; EST; 407 BP.
AAATAAGTGTAAACGTGTTCATCTGTGTTCACTAGTTGTGCATGGCTCCTCCATGTGGCT
CGGTGTGACTTCTGGAACAAATGGGAGCTGTAGCAGTGTTGAGTTTTGCCCTCTGTTGCC
TCTGCTCTTTCTAGAGTGGGTAGCCTTATTGTGAACATGTTTTCCAATCACAGCTACGTT
GTTTAGCTTTGCAGACCTGGGTCGATAACAACCTGGAATGTATTCATTTACTTTGAGGAG
GTCAATAAGTCAATGAATCAGTCAGTGAGTTAACTAACAAGAGCAAGGNTGATTGTAATT
ATTCTGACGAAAGTGGCTGGGTGACTGAAGCGGTCTTTGACAGTGAATGAATGCATTTCA
AATAACAACTCATGTCTGTAGCTGTGACTGAGTAGATCTATCGACAG
>AU168999 ID   AU168999   standard; mRNA; EST; 409 BP.
CAATATTGTCCAGAGCAGAAAGGAACCAGCCAGGACGCCTCACAGAGCAACATGCCCCCA
CCGCCCATGCGGATTCCCCCTCCCCCCGGAACAGCAGCCGCCACAAGCGCAAGCCGTCAC
CACGCAGCCACCATCGAAAAGCGCGCCAACATCACTTCTGTTGCTGCGGCTGGAGGCGGC
CTGGCTGCAGGCGCCGGCGGAGCGACCATCTCTGCCAAACCACAAATCATCAACCCCAAA
GCAGAGGTCACCCGCTTCGTGCCCACGGCTCTGAGGGTGCGCAGGGACAAGAGCGGAGCT
GTGCCGGGGGCCGCGGCCGCTCATCATGAGAAAGCCGGGGCGGGAGCTCTGGGGAGGAGG
GTAGAGGAGGGGCTGGGAGGGGGCCAGTGGCAGAAACAGCAGGGTGCCT
>AU169002 ID   AU169002   standard; mRNA; EST; 701 BP.
GTTGCCGTGACCTGCCCTGCATATTTTCTACGTCTCAAAAAAGCTTTTTTCTTCGAAGTG
TATTTATTTCGTCACATATTCACCACTGAACTGTGGGCAGGACTGTTGGCGCAGACGAAG
CTTCTGATTCACAAACACCTAAAAAAAGTAGTTCTCCAAAATGCAATTTGTAACTTAATT
TTGATCATATATGTCCTCCATCATCAGAAAAATGTCACACCAAATGTAAAAAAAGAATTT



TCATCAATTTCATTTCAGCCCTGAAATAGTATTTTTTTGAGAAATTAAAATAGTACTTTG
TAAAAAAAAATAAAAAAAAATAGTACTTTGTAAAGGTTCAATTATTTCAAGCAAAACATG
TTTGTTTGGAGGCTAAATTTCAATAGTACCTTGTAGCCACGCCCCTTTTTGTCCACAGTC
GTTCTAATAAACCACCACAATACAAAGTACTTAACAAACTAAAGAAATGTCTCATTTTCC
CTTATTTATATCCCTAAGAAGAATTGAATAAAATTTCAACAGGTTTAATGTTCCATTCAG
TCTTGTTAAAGTGCTTGATGATGATTTTTTTCATCCTAAAATGTTTAAGAGAATGTTGGG
GTCTATAACTACCTTAAACAGTGACATTAATCTTATAAGAGTCCCTTCTTAAACATTTAG
CTTTTATTTTGAGATTTTAACACCCTTTTAGATTAAAATGG
>AU169006 ID   AU169006   standard; mRNA; EST; 681 BP.
AAAAATGATAAAATCGTTTAAAACATCTTACTCTACCTCACTGTGTTGTTTCTTGTGAAT
TAATTGCGTCTTATATTAGAAGTGACACATTTCTGTGATTTTCAGTATATGCAGTGCATC
TGCGTTTGTGTCCAGTGTGTTTTTCTCACACCGGACACAAACTGGTAACTGCAATCGAGC
AGACAAGAAAGCAATTTTACTTTTTACAAGCTTAGTTATCATTTTACAAGCAAACGTAAA
ACCTCCACATCCCGCTGTGACGTCTGTGTTTTCACAACAGTCTGTTTCAGAGACCATGAG
GTCACATTTCCATGAAACTTCTATTTTCTTTTCCAATAAAAAGTCTAATTTCTCACTCAA
ACTCTTCATTATGGACTTTTTTTAAGTAATCGATATTCTCAATCAACAATTAAATTTTCT
TATTGAAGATGCATTTTGGATTGAATGTGAAAACAACTCAATCTTGCATTTTTTTAAATA
AAATTTTAACGAAAGACAAATCAGTTTTTTATTAAATTCTCGGGGGCTTTTGGTACCATT
TAATAAAGAAATTGCATTTTGTGATTTACAATTTAATGTTAGAAAAATTAAATTTAAATT
ATTTGTCTATCTTAAATTCATTTTATTGTAAATTTTCTTTTGAATTAAAGCACCAAAACC
CATACTTATTTTAAATCCAAG
>AU169007 ID   AU169007   standard; mRNA; EST; 447 BP.
GTTTGTTGTCATACTTGGGGTTAAAATATGTATGGGCACTGCATCGACGTCCATCCTAGT
GGCCAGCATACATTTCCATCGCTATTTGAGCTCGTAAATACGTGAGAATAGCGTTGGCCC
GGTTTTCTGCAGAGCGGCAGGAGTCTGTTGGTGTAAAGCAACCCCGCCCCCTTCCCCATC
GCCCCTTTGTTTACACACTCCCACCAGCTAACAGCCCCTCACACCCCGACCCTCACAACA
GCGGTGCAAGAATAATGGCGAGCAATATCAGAGCTACCCAGCCGGACAGTTTTAAGCCGG
ATGCCAGCAGTATTTCCGTACACACAAGCTTTTTCCCAACATCTTTTTGTTTGTTTGTTT
GCTCCTCGTTTACAACAGTTTAGAAATGCAGNTTTAAGCTTAATTATCTTTCTTCATGTC
CTTCATGAGAAAAATGGCACAAGAACA
>AU169008 ID   AU169008   standard; mRNA; EST; 320 BP.
CAGGACTTCATCCCGGAGTGCAACGAGGACGGATCCTTCGCTCAGGTCCAGTGTCACACC
CTGACCGGATACTGCTGGTGTGCCACCAGTGAAGGGAAGCCTGTGGGCGGNTCCACTGTG
CGGAACAGGACACCTGTCTGTTCAGGGTCAGTAACCGACAAACCACCGGGGCCGGCAAAC
TCCGGTCGAAAAGGTGAGCTGAGCTCTGCTGTTTGTGTGCGTCTGTTGGCGTGAAAGAGC
GACGTGTTTTCAATCCAACAGGCAAAGTCCGTGTTTGTGCAGCTTAGGAGGGAAAACGGG
TCACTAGATAAAACCACCAG
>AU169015 ID   AU169015   standard; mRNA; EST; 303 BP.
AAAAATTCTAGCTAAGTTCCTTATCTTTCTTTTTGAGGATGCATTTTTCTGTGCATAAAA
TGTGCATTATAATTGCTAAAGAAGTCATATTTGATTGTTGAAACAAAAAAGCTCTACATT
GCTTATTAACTTAATCTACTGTTAGTTAAATGAAAGAATTGTTAATATTTTACTAATAAG
CTTGAAAGGCTTTTGAATGGAGTGCACACTGACTTATCCAAACATCCAAACAGGGTTGAC
TTTCCATCCATTTTTATACAAACTAGATCTCTTAGTTGCCCCCCACTGTCTTTTGAAAAA
CCT
>AU169018 ID   AU169018   standard; mRNA; EST; 739 BP.
GTTTTTTTTTTTTTTTTTTCATTAGTAATAAATTTATTGAAAAAGATACAACCAATCAGA
TGGATGGTTCACTGTCCAGAGATAATGTAACAGAACATAATGGAAGTGCACGTCTAACCC
CTCCTCCCATTTCCCACCTGCAAGCTCGGTTTCCTACAAACAGTTAAAACGACAGATTGG
CTTCTGTCTGCAAAATCATCAAAACCCGACCAGGATGTCTACGATTAGAAAACTGGAGAT
AAAATTAAACATAAAAAACATAAAAACGTTCTCTTATTTTACAAACTATGTTCACTTGGA
CAATAAAAATGAAAACAAAAGTAAAAACCTTTGTCAGCACCATGTTCTTGTTGATGTTTT
AGAAAGTTGAAACCTTTAGTTCCTCCAGTACTGCCCTAAATTTATGACACATTTCAGCCC
CCACCCACCCTAAAGGGTTTCATAAAAAAAAAATGCTTAGCCAATTGGTGCAGACCACAA
ACGCCTCACTTCAAAAAGGCGGTCGGTCTGCGAGAAAAAAAAAAAATCTTATTTAAAAGT
CGACCTTTTGCTTCACTTCTTTGTTGGTTTCAACCCTGATTCAACCCTCAACACGTCTTT
TCAATCACAACAAAGAAGATGAGAAGAGACCAAAGTGGCAACATATTCGAAAGTGATCAG
CTGATCTCGCTGGAATGGTTCGTGGTTAAAGATGGCGGAAGTTTTGAGCGCGGGCGCCTC
AAAACTCCTGGATCGCAGC
>AU169019 ID   AU169019   standard; mRNA; EST; 713 BP.
AAGCCGTCCTCCACACACGACAGGATATTGAACATGGAGGAGCTACCATGGACAGAAAAG
AGGAGGAGTCAACAGATCACCCGTACTATAACAACATCCCCGGCAAAATGCCACCTCCTG
GAGGCTTCATAGACACTCGACTTACCAACCAGAATGCAGCATCTGAAGGATCTCAGATGG
CTACAGGCTCAGTGGATCAAATGTACTATCAGGGGCGGCATTGTGAAGGCTGGGCAGAAG
AAAGAAGGCCCATCATTATTCAACAGGGGTCGTTTGATATCGTCGGTTTCCCTGAGAGCA



AAGGTCAGGCGGCGAAAACAGGAGAGATGCCCACGTATGTGAACACCCAGCAGATTGATG
CGCAGGTGCTGGCGGCGCTCCAGGCGGAGGCAGAAAACGTGATGAAGGGCATGGCAGCCA
CAACCAAAGACAGCCCACAGATGGACCTCTTTGACATGAAGCCTTTTGAAGATGCCATCC
AGTCCCATCCACCGTCTCAGGGGCAATCCCAAACGCCCGTGTCGAATCTTCACAAGGCGG
CATCTGTGGACAACTCCAGCCCCCTTCTCGTTCGATCGCTGGCCTTCCGCGCACAAGAGG
AGCTAGAGGACCAAACGTGGTACCACGGCAAAACGAGCCGCAGGGATGCTGAAAAACTGC
TGGAAACAAGACGGGGACTTTCTCGTCCGCAGAGCACTACCAATCCAGGGTCC
>AU169021 ID   AU169021   standard; mRNA; EST; 674 BP.
GGCAGCAAATGTTATACTTATGTAAATCAAGACAGCAGGCTTAACATCTGCTATGCCCTT
GGATGAAACAGGTCTTGTAAGAGTAGTTTACTTCTAAAAGATTTTCTTTTTTTATGTGTA
AAAAAAAATGTGATGTTAGAATTGTACTTTTTGAACTGCATCAGCTTCGACCATTTTCAA
AATTAGTCTTCTTTTGTAGGTAACAGATAAATGTAACATGCGAAATGTCCGTGAAGAGTA
ATGCAGAATTGTGTTTGTTTCCAGGACATAGCTGACCTTGCATTTGAGGTGTCTGGCTGC
AAAGCTCAGCCCTTCCCCAGTGTCAGTAAGATTATTGCAGACATGCTTTTTAACCTTCTT
CTTCAAGCGCTCTTCTTAATTCAGGTACATGATGTTCTATTGCAGTCCATCCCAACACAC
TTTGGATAAGTCATGAGTATTTGTATATGAACTACACAAATGACTGCTACTGAACAGAGT
TAACTAAATGCTAAAAGGAAAATATATTTTTTCATTATCATACCCTTTGTTTTTTGTACA
GTGTTCCCCCGCTTATTTGCATTTCAATATTCGCGGTTTCACATATTTGTGGAATTTCTT
TAGTCTTTTGACTCGTCTGGTTCATCACAAAAGCTCAGACTATTTAAAACACTTGATCCA
AGGGCGGTGCTTTG
>AU169028 ID   AU169028   standard; mRNA; EST; 264 BP.
TGGATGTGTAAGTGGTCAACCAGTGGGGCCCAAATCTTTGGTTTATTATTTTCATGGCTT
TTCATGAAACCTTTACACTTTGTTCTCTCTGCCAGTCCATGCAGGCACACTTTTTGTGAA
CATGTTTGGCTGCCTGGCGTGGTTTATTGTAGATGCGTCCCGTGGCGTAGATTTTGGCTT
GGCCATGCTCTGGTTTCTGCTCTTTACTCCATGTTCTTTCATCTGCTGGTATAGACCGCT
CTATGGTGCATTCAGGTCCAAGAA
>AU169031 ID   AU169031   standard; mRNA; EST; 758 BP.
TTTTACTTCAGATTTGAAAGGTGCGTTTCATACAGTGTTCATTCAGAGTCCTACTTATGA
AGGCTCAAGCATTTTTATATAACATATCTATATACAGACTCTATGCATAGAAAACAAAAC
TAACAAAAATAATCATCTTTTATAGCAGCAAAACAAAAGAAACTAAAAGAAAAATGAATA
TTTACATCTTTTTTTCCCAAAACAATGCATAATATATGTATATAGAACACTGCACAGATT
TCCCATTCTTTAAATATTGGTGATTGACTCTATGGACATTGAAGTTTTCAGGCACGCCTC
CAGCGTCAGGCGCCGCCGTGGAGGAAGTCCTGTGACGGGCCGACGGCGTCCCGACCGACT
GGACGTCAGAAACATTCACACTGATCATCAAAGTGCAAACTCTAAAGAAAAGACACTTTC
TTCACCCAACAGACACAAACACCAGCGCCGGCGCAAACCGGGACAGCTGGGACGACCTTT
GACCCACGAAAACAGTCGAGTCTGTCAGTCCAGTTACTTCCTGTAACAGCAAAATAAAAG
CTTGAATCTGTTGCAAACTTCTAGACCCCAAAACCTAAAAAAATAAACGCTCACGTTTGA
TTTCCTGCAGCTTCAGTGAAAATTCCATTTTGTGTCAGGACGCTGCACCCCCGGCTCGCT
CAACATCCAAACTAAACTGATTTCAGCAGAAATCGACTCACATTCTTCTGGTCTTTACAT
TCTTTATGGATGGAATCAAAAGGTACACAACTCAATCT
>AU169039 ID   AU169039   standard; mRNA; EST; 525 BP.
CCCAACCCCATGGTCCGCAGCCTGGCCTTGAGGAATATGTCCAACCTCCGGTTGCCCAGC
CTGGTGGAGTATGTGGAGCAGCCTCTGACTGCAGGACTGAGAGACAGAGCAGCCTGTGTG
CGGCGGGTGGCTGTGCTGGGGTGGGCCAAGCTGTACAACCTGCAGTCTGGCTCTGACATT
GATGCTGCTGTGGTGAACGAGCTCTACAGCCTCCTGAGGGACCCAGACCCTGTGGTGATG
GTCAACTGCCTCCGAGCTCTGGATGAGATCCTGAAGGAGGAAGGGGGGGTCGTTATCAAC
AAGCCCATCACCCATCACCTCCTCAACAGAATGAAGGAGTGTGACGTCTGGGGTCAGTGT
GAGGTGCAGAGGGTCCTCCAGCGCTACCGACCTCAGTCAGACGACGAGCTTTTCGACATC
CTGTCCCTGCTGGACGCCTCCCTGGTCAGCCCCCACCCTCCGGTCATGGCTGCCACCCTC
AGCCTCTTCCTGAGCCTCTGCGCTGACCTCCCTGCTGTGAGCCTG
>AU169040 ID   AU169040   standard; mRNA; EST; 520 BP.
GGTGAAACTGTAGATTTGTTGAATAAGTCTCTTGTATATACGACTCCAAATTTGTATGTA
ACGTTTCTAGTAGTAATTTATTTAACTGGTCTTTTCAGTAAAGGTTTTTCACATCACTTT
ATTTTTTAATTAGGAATCCAATGTGCCAACTGTTTATTTGTGTATTAATGTGACTAATGC
TCTTTTTGTTTGGAAACCCTGGTTTCGATACATCACTCCTGATTTCCCAGCAGTCCGAGT
AAAGCGGTGGCAGTAGAGTAGGCGGCATCCTCTGAACTCTTGAGTTCTTTTCCGCCAGCA
TTGGTCAGACGGCAGAGCTCACCTGTGGGAACGTCACTGCCTCTCCCCGCTGCTTCACCT
TCCTCCTCCGTGTACAGCAGCTACAGCTACAACAAAACCCTCTTTATTTATTTGGTTTTT
ATTTAGAACGTTCCGTCTGAGCTGGGCTGTCAATCATGTCAGTAGAGTTTCTAGACTCCA
AATAAAAACTGTGGGTTCAAAAAAAAAAAAAAAAAAAAAA
>AU169046 ID   AU169046   standard; mRNA; EST; 485 BP.
GCTCATCGGCCAAAGCTGGTAACCTGGAGGAGGCAAAGGGTGTTCTGCGTGTGATGCGAC
AGCGTAACGTCAGTGTTAACGTGCAGACATTTGGCTGTCTGGCATTGGGCTGCGATCGGC
AGGAGGACGGCCTTCAGCTGCTGCAGGACATAAAGCTTGCAGGCCTGAGACCCAACGTCC



ACGTGTTCTCTGCTCTGATTGGTCGTGCGACTCGCAGACTGGATTACATCTACCTCCAAA
CACTTCTGAAGACCATGAAGGAAAGCAGTGTGTTCCCTAATAAGGTCATCATCAGACAGC
TGGAGTTTGCTGCTCAGTATCCTCCCAACTACAACCAGTACAAATCCAGAAACAACTACC
TGGTCCAAATTGATGGTTTCCGCGGTTACTACCAGCAGTGGCTAAGGGATTGTCCGGCTC
AGGATGACGAAGAGTACCAGAAGATGCAAACTGAGGTGGAGGATTCAGCTCTAAACACAG
ATGGA
>AU169052 ID   AU169052   standard; mRNA; EST; 659 BP.
ATTTTTTGCAAAAGGCCAGTTCATTGTTCGGGTTTCAACTGCCAAAATCAGAGAAATGAG
TCCACAAAGGAGGAAGGCATAACATTTCTCAGGTAGGTACTATAATTATTTTCTTTTAAT
GCTGCAGGGGCTTCATTAATAGTACACATGTTGACATGCATGATGCAGGGCTATTGTCAA
CATGTAGGGATGATGTACGTATAATTTGCTGTAACCTTTAGTGTGTTACACCTATATACA
GTATACGTATGTGTGTGAAATTTGTTCTCCGCATTTGATCCATCCCCTGGGGGAGCGGTG
AGCTGCACAGCCAGGCTGGGGAACCATTTTGATGGATTAAACCCCCCCAATCCAACCCCT
TAATGCCGAGTGTCAAGCAGGGAGGCTTTGGTATGACTCAGCCTGGATTTGAACTCATGA
CCTTCCACTCTAACCACAAAGCCACTAAGCTGGTCATTATCATTATAGTAATATAGATTT
ATACATTTCTGACTCAGTGACTGAACTTTTCTTGCAGGTTTCCAATGGATTCAGACTGAA
GGAAGAAGTGGGCCTTAGCAATAAAAGAGATCACCGTGGTTACCAACTAGTAATACAGTC
TGTTCAAAAAATTTTGTGGAAACACATTTTGATAAGAGGCCAGACTGTTTGCTTGAACC
>AU169058 ID   AU169058   standard; mRNA; EST; 636 BP.
TTTTTTTTTATTATTTATACTTTTGATTTATTTTAGTGCCAATTCCCCATGTTTTCAAAA
AACTGGAACAATATTCAACTCCCATCTTAAGATCCTGTATTGGTGAGGAATGATGGAGTA
GCACACAAGATGGATTGTTGTTAGATCTGGACTTTGCAGTGGCTAACTGATACATGCTTT
AGAAAAAACACATTGATGGAATAGTTTAATGGTGTATTTAGACAATTAGCTGGTCTGACA
TCATTAACACGGTAAAACAGTCATCTTGGCCGTGGCAGAACAAGTCATTTGGAGTCAGGA
GATTGCAGAACCGCGAACACAGGCTGGACTATGGTTTTTGTGTCTTCCTGAATTCTAACT
TAAAAAGTGTTGTGGTTTTGTAGGTTTCTGGTGTCCCGCCAGATTGTTCCATTTTATTCA
TCATAGTGAAGAGAAGACAAAAACTTATCCACATCCAAATCATGGGGAAAGCAATCCATC
AGTTTTTTCCTTTCCCTGTCTTTCTTTTTACTGGGAGATTGTTTCAGCTCTCTCTTTGAA
GAGGGCGTTTCTGTTGGTGAAGGTGCTTTGCGTTTCTTATTCTTTGAACTTCCAGGTGAT
TTTCTGTCCAGCCTCGTCCTGGCGCAGGCTGTCCTT
>AU169060 ID   AU169060   standard; mRNA; EST; 573 BP.
AAAAAACATAGGTATGATCTGAGATGCCTACATCCTCAAGAGAGGCCAAAGTGGCCATGA
CTAATTAGTGGATCCAGAGTGTAACCCCTGCTGTGAGTGGAGACATTGACATGTTAAAAA
AAAATCCATGGCTGTTGAGAAATTAAAAAAAATTTGGACACAAGTCTGATGCATCATCAA
CATGTAGGTTGAAATTAACCACAATTTAGCTATTTGCTATTTTAACTATATTTTAGTTAT
AAATCCATTTGTAAAACATGAAATCAGAATGATGATCTGAGGTTTGACTGAGGACAATGG
TCAAAAATCAGTCACAGTTCCAGTTTTGTGAGTCTCTGACTAGCCAGTCACATTGGTATC
AGTAATTGCACTATGCACCAGTCCCTGTGAGAGTGCGTCAATTATTCCAAAATGATGTTC
TGAAAAAAGATGGCATTGTAAAATCCAACCGGGAGTTTACGTGGTGCTTTTTGTGGAATT
TGCTGGGTACCTTACAGGGTGTTTACATGGTACTTTTTATGGAATTTACTGGGTACTTAC
AGGGTGTTTACATGGTACTGTTTATGGATTACT
>AU169064 ID   AU169064   standard; mRNA; EST; 571 BP.
AGCGAACTGTGTCTCTGAGCAGAGCAGCCGGACTTATAACTTTGTTACGTGTGCGTGTTG
TTGTTTTGTCATGTGTGGGAGACTTTGGACTGCGATCCGTCCAGACGCTCTTGGTTAGCA
AGCTGCTCGAGCAGAGCTCGGACTGCCAGCTCACACACCGGCTTTGGGGCGTTGTGTGAG
CTTTTCAAAGCAGAAATGCTGCACAGTCCTTAGAAACCGTTCAATCACCTGGATTTGTTT
CCAGTCGTGTCCCGACAAAATAAAGGCTTATGTTATTCCGCATATTTACGTGCAGTCAAG
ATGCAGATTGCAGCATTTCCTGCATGGATTTTATGTTCATACAAGGCTTAATGTTGTTAG
CGCGTGTTAGCCTTCTTCTAACCCATCTTCCAGCTCCGTTCCGTAACAAAAAAAGCACTG
ACCCCACGGATTAAAAATAAAATGATGAGCGAACAGGCGCTTCATAATAACTATAACAAT
AATAAAAGCAAGTTTAGAAGATCATCTCGTATATTACAGAGCTGCCACGTATGCTCAGCT
TGTTTACAGCGGGACTCATTTCCTCTTCCGG
>AU169066 ID   AU169066   standard; mRNA; EST; 669 BP.
GTGAAAGCCCCCGTCTTCCTCTCCACCTCCTCTGGCTCCCCCAAACAGGAGCAGCCCCTG
AACTTAACTTGCACAAAGAACAACGCATCGCCACTCTCGTCCACGTGGGGGAGCCCCGCC
GCACTGCACGCCCACCAGCCAAGTGCCAAACACCTCGATATTGTAACCACAATGCAATGC
CTCAGAGCGCTCGCCACCAACAACAAGCAGGCCATCCTGATCCCCCAGCTGGCCTACACC
TACACCACTGCGGCGAGCAGCCCTGCAGGCAGCGAGACGCACGACGGCGTCCATATCAAC
GGAATCAAGGAGGAGAAGCCGGACCTGAGCTCCGAGGGCAACTCCATGCTGGAGGAGCAG
AACGACTCGGACTCGGGCCCCGCCAGGAAGAAGATGAAGAAGACGGAGAGCGGCATGTAC
GCCTGCGACCTGTGCGACAAAATCTTCCAGAAGAGCAGCTCGCTGCTGAGGCACAAATAC
GAACACACAGGGAAGCGGCCTCACGAGTGCGGCATCTGCAGCAAGGCCTTCAAACACAAA
CACCACCTGATCGAGCACATGCGCCTCCACTCCGGAGAGAAGCCCTATCAGTGTGACAAG
TGCGGCAAGCGCTTCTCCCACTCCGGCTCCTACTCGCAGCACATGAACCACCGCTACTCT



TACTGCAAG
>AU169078 ID   AU169078   standard; mRNA; EST; 500 BP.
TTTTTTTTAGCTATTAATAAATATTCTTTATTTAGTAAATTTTTCACATTGCTCTTTTAA
CATCACACCCAAAAACGTCAATACAAATGGATGTTTATTCTCTGTAAAATCTTTATATTT
AGAATTACTGTACACATTTCATGGTACAATCTTTTTTCACTATACTGAAGTTTCACCGAA
AAGAAACCAAAAATAGAATCATGACAAAAAACAAAAATAAGACTCCTAAAATTCATCCAT
AATAACAACTTGCAGAAATTGATTTTTAATTCCTCTGTGCCGTTACCGCCAAAACCCTAC
AGAAGACCAACACCACCAATCCCGTCTTGGTCAAAGATAACAATTACAGGTATGAAAGTG
GAAAGGAAAAGAAAACAGTGTTGGTGTACAAGTGCCACGAGACAGACTACAGAGAAAAAG
TGAGAATCACATTTACCTTAAAGGAGAAACAACCCCACAAGACATGGAAAGTACTCCCAA
AATGTTTCCATTCTAAGATA
>AU169079 ID   AU169079   standard; mRNA; EST; 584 BP.
AAAAATAGGGAAAAAAACACACATTTAGATTAAAAAATCACAAGAAAGTAGTAAAAATAT
GTCTCTATTTTTACTCAACAAGAAATATTATGATAAATATCGAAATGGAAGAGTTCCACA
AACTCATTAAAAAAAATGGGAAATATTACCTTAAAAAGCTATCTGTGTGATAGAATGACT
TTATAATAAATGTTATACAGCCAATATTAAAAATATTTTTTGCTGGTTCTAAGGGAATAG
TTTGTTTAATTTTTTTATTTTTATAAACGTAGTTGTAGTTTATTTTGGTTACAGTGACAA
AAAACTAGTATAATAAGCGGAAATGACTCATTTTAGAACAAAATTTGAACGAAACACAAG
CACAAGTTGGTCCATGTTGATAAATCCCAATGAGATCTAAAACTACCGCTTGTTCTTAGA
ACAGCAATCTAATTCAACTTTGAAATTATCCTGTGTCAAAAAGTACAGTGAAATTTGAGT
TTTTTTTCTATTGTCAAGACTTGGGAGCAAAAACATTTGGACTCATTTGAACAAAATCTT
AGCTCTTAATGAGACAGAAAAATTCTGGACTGTTCTGACTTTCA
>AU169083 ID   AU169083   standard; mRNA; EST; 785 BP.
AAAATAATAAAAAAAAAGAAATGGAAATTGACCAAAGGGGTTTGCATAAAGATCAAATTA
GGACATTATTAGATTAAAGTTAAATGAAATCAATTGAAAACATCCTGATGGTTTTTTTAT
AGATTACTTCCTCTTATATTCATCTATTATGCATCACTTGGTTATTTTAATCCTTTTTTC
CAATTACTGAAATACACAAAAGCAGAAGCACTTTAAAGACGCTGTGTTCAGGAGCGACAT
TATTCATTTCTTCCTTTAAAGCTAACTTGTTTTTTTTCTTTCATTACACAATAATAAATG
ACACATCACAATATGTGCAGTCAGAGGACAATAACATGAACAAATTCAGCTGTACAAACT
TTTATTTAAACTTTCTTTAACCAGGTAAGTCGATGGAGAACCAATTCTCATTTACAAAGA
CAACCTGGACCTATGAAGCATGTGTTTTTTTTACTTTTGGACTGTATATATTTTAAAAAG
ACATGGTTGTTCACATTTATTGCATGCAACTTTCAAACCAAAAATCTGCATTTTTTTATC
ACCGTCTACTGTTGGCAATGGAAATGAGAAACAACGATTAAATAGTTGATTATTTTTTAG
CATTTAGTTGCACTTTTTTAAGAATATGGCTGAAAAATGGGTATAAATCTGTTTTATACA
GACATTCACACCAAGTTTCCAATCATTATCCTATTGTTTAAATTATTGGGAAATTATCTA
ATAAAGTGTAGACAGGATAATTTGGATGCTGTTATCTAAGAAACAGATTTTAGATCAATG
TAAAG
>AU169084 ID   AU169084   standard; mRNA; EST; 753 BP.
CGTCTGCGGGCTCGGCCCGGCGTTCTCCCCTGACGGGCGGGTGCGTGCGTCCTTGTTCTC
CGACAGTGCTGAACCAGTTGGAGGAGCTGCTGAGTGACATGAAGGCCGACGTGACCCGAC
TGCCCAACATGCTGTCCAGGATCCCGCCCGTGTCGGCGCGCCTGCAGATGTCCGAGAGGA
GCATCCTGAGCCGCCTCACAAGCCGGGGCGGCGAACCCCCCCCGCAGCAGACTTTTGGCC
AGGGCGGGTTCGCCTGCTCACAGATGTACGGCGGCGGTTTTGCTGCAGGATTCAGAGGAC
CTGGCGGACAGCCCATGGTTAACTACAGTCAGATGCCCTTAGGACCTTACGTCAGCGTGT
CAAATGGCACCGCACTACCCACAAGCCATCTGGACAAGAAATCCCTGGACTCCCTGAGAG
ACGTGGGAACTCCTGACCTGAAATCAGGCAAACCTACCGATGTCATCTGCATTGAGGACT
AGACGAAATCCCAGGGATGGAGTCTGCGTGGACCCGATCTGCTCCGCCCCCGGGCTCCTC
CTCCTTTTTCCCAGCCTTTTTGGATTCATGTACCTATCTTAAAGATTGCANNTTTTATCT
TTTAAAGAACTTGCAGACCTATTTCAGAGGGTTTTGGCTCTGTTTACCTGTGATGAGAAT
GGCGGGAGAGCCGTTTCTCTGGAAGANGACAAGCAAATCCCGTTTGATTCATTTTATCCT
GGAATGTGAGTCTTATCTGCGCGAGCTGCGCTT
>AU169085 ID   AU169085   standard; mRNA; EST; 708 BP.
TTTTTTTGCATTTGCACTGATTTATTTCTTTGGTTTCTACACATAAGCCATAATGCAATT
CAGGAAGCTTTTCTTTAGTCATGAGATTTAAATACAATACAATAAATTATTTAAGTGTTT
CAGGTACTACGTTTTATTAAAGAATGATAAATTAAGTAAAGTGATGGTGTCCTAACTGCT
ATCCTCAAACATTTTTGGTACATTTCTCAGTGGGTCATTTCTGTCTGATAAACAAACATC
TCACTTTTTTCTCAACTTGATCTCATAGTCTTTTATTTTCTGCTGGGTGTTGCCTTTGCA
GATCCTGCGGTAGGACACGGTGCTGTATTTGGAGGAGGTTAGGTGATTGAAGCCGCCGGA
TTTCTTCAGGGGAGGCAGAGTAGAGGGGCTCGGGTTGGGGTTCTGAAGAAACTGCGGATG
AGTTTGAGGAATTTGCTCCATTTCCGAGTCCTGCTGAAGCTGTCTGTTTCTACGCCTCTG
TGTTTCAGCTTTTGGCAGATGTTGACTCTTCTCATTAAATGGATTTAACAGGTTGCGGGA
AGATATCAAAGCTTGTAAATTCACCTTTTCTTCTGGAGTATCTTTATCATGCTCGGTTCG
TATGTCCACATCTGTGTACTGTTGCTGTTGAACATCTTTCCAAGATGTAGGCAACGTTTT
GGTGAATTCAGCANGTGCTTCTTCTGGCTGTAGAGCATTGATTTTGTG



>AU169086 ID   AU169086   standard; mRNA; EST; 680 BP.
CTGACTTTTCCATATTTATAAACGTCCAAGCGGAAATCCACATTAGTTACTGAGCTTTTC
TCAGCTGATCCCCAAGTTTTGATTCAACCTTGTGCCTCCTAAGAAAAGTTTTATAAATAT
GTGTACAAGCTTTACTTTGAAAGGTGTACAAGCTTGTTTCTGAATGTTTGTCAGACTTTA
ATGTGCAAATCAGATGTTCTTATATATATAATATATATAGTCGACTGATTTTCCTTTTTA
TTTTGAATTGCAGAGTAGGGTTTGTCTTCAATAGCCCTAGATGAGCCACAAGCAAATACT
AGTCAAGAATAGACCACCAGGGAAGTTATTTATATCAAAATGTCATATTCACGCCTTTAG
GGTCACTATACAGTATTTAACACAAAGAAATCCAGGATTTGGTGTTGAAGTAGTTTCTGT
CAGGCATGTGTGCTTCTAGAATGAATACAGGAAAGTATTCTTGTGCTGGTTCCAGTACTA
AGCAGCCGTTGTATTACTTATTTTGACAACGTATACATAAAATGTCAAATGTCGCAATTT
CAACAGCATTAATAATAACCCACTTTCAAATTTGCTCAATTAACTAACAGAGTTTGAAAC
CAGTTTGGAGTGAATGTGGCTTATGATCCAGTCCTGTTTGTCATTGAGGAATTGTACACC
ATTATTAGCTGACTTTGTGG
>AU169089 ID   AU169089   standard; mRNA; EST; 147 BP.
CTCTGTTATCTCTTCATGGGGAGGCTGTGTACATAACAGTGTAGACAGACCATCCAGCAG
ACCAAGGCTGCAATGCTTCATCGCTTTCCATACCAATACTGCCAGCTGGGTTCATCAAGG
CTGAAGCTGAAGCCATTTTGGGGGGTG
>AU169094 ID   AU169094   standard; mRNA; EST; 719 BP.
TTTTTCTTTTTGTTTGTTTTTTTTGTTTGCCATAGAGTAAAAGTAAGTTAAAAAAATCCA
ACTTCTAAAAAAAGTTCCTTTCTTTCTGCATCAAAGTCATTAAACATAATACTTGTTTCC
AATAATGTTTTCAGACCGTCCTGCTTTGGGGAAGCGTTTGCTTCGAAGCTGCTTGAAAGC
TTAAAATCAATAAAAGCGGACAGAGTTGTTTGTTATAGTTCCATGAAATCATTTAATACC
TTTAAGGTGAGCCAAGCCTTTTTTTTTTTTTTTTTTTGTGTGTGTTGCTAGTCCAATAAG
ATATTTTTTGTAGACTAAAACTCCTTCAATTGTTCACACAGAAAGGAATCTAATCCAGAG
CAGACAAATTGCTTTGGAGCCGGCGGTTGTTTCTGCGTGCAGGCCCACTTTTTTTTAACC
AGAAGAGAAAACGGAGAAGATTTTGAAAAAGAAAAAGAAGAAATTTCACGTGGGAGCTAG
AAGATTAAATAATATCTCAATTGAAGCTTTTTATTTAAAAAAGAAAAGAAAAAAAAAGGA
CTGCTGGCTTTAAAACGCACTGATCCAGACTCCACCAGACAGTTATCTAATGTGTAAGAC
GTTAAGAGCTTTATGAGCCTCTAAAGCTGTGCTTGGATTAAAACGGAAGATGTAAATACT
TACTTATCCTGATGTTCAAAAAGGCTTACATTAAAGTTTTAAAGCAAACCAACCTGCTG
>AU169095 ID   AU169095   standard; mRNA; EST; 663 BP.
TTTTTTTTTAATAATCTAGTTCAAATTTTTGAATTTATGTGCTCAAAACAATAAAAGGTG
ACCGGCAAGGTTACAGGCTTTCCGTTTCCCTTTTGTTAAAAAATTCAAAACAAGCAGTGG
AACATGACAGCCCTGCCTGCAGAGCAGAGGCGCACAATCCTAGGGAGATTAGCATATCAT
CCACATTAGTCTGCAGAGTCTTCATGCATGAAAATAACAGAGTTCTGCACTCAATATACA
ACTTTAGAGCGCATGAATTTGTATCAAAGATATACCTTCGGCTTGTCACCTTTAGGCAGT
CATCCAGTCAGTCAAGTACTGTATTTATGATCGAGGCTTCTGTTTCTTTAATAGGTTGTT
CCAATCAAACTAAATTTTGCACATTATATCAAGCTCGAGTTATGTCACAGTTGAAGAAAC
GAACCATATGTGAGAATGAGGGTGTGTTCAAACACAAAGACTTTTACCAGTCAGGGATTT
TTCACTTTTATCTTTTTTTCCAAGCAGCAAATCATCACCTGGCCTAAAGTGAAAAGCCTG
ATGTCAGAACACGCCAGGCTTACTTTATCTCCAACGTGTCTTCCCTTCGCTGTATGGGAT
ATCACTCTTTCTTATTCCATTTTCCTTTAGGAGCCACAATATTCACCCGTCTCTATATCT
TCC
>AU169100 ID   AU169100   standard; mRNA; EST; 711 BP.
TTTTTTTTTTTTTTTGTAATCTCGTTTGCTATTCACTTTAAGCTGATCCTGATTTAAACC
ATTGACGGTATATGAAAACTGGACTGAGTGACTCCTCCCCCTAGCATTCCAGACAGGGAA
GCCAAAATCCTGTAGACCTCAAATAGCTGCTACTCTGTCATTCTATTGGTCGGAATAACC
ATTTATGTTCTTAATAATCCGAATCTTTTCACATTTTTCCTGACCAACCGACCAATCAGA
CACCTCTATAAAAGTGGGTGGGGCCTAGTGGCCTCGGTTTCTATAGAAACATTGACTCAG
ACTAATTCCCTGCAGTTTGGTGACGACGCACAGCAGAGATGACTCTTCTGAAGCTTCAGG
TGATCGGAGAAAATCTGTTTCATGTGCAGAGAAGCTGCTCTTACCTTTTTTGTTTAGGGG
TCGTGCGCGAACGCACACGCATATCCTGTGCTCCTCGATCTGAAACGATGAAGATGAGCT
CATTTGTCAGCCGCTCCGATGCTGCCGATCTGTGTTCATATCTAACACTGGCAGACATTA
AAAATGACATCGTTTCAAGTAGACGATCCTTTTTCCTTTGCTTGAACTTCCTCAAGTTTG
TCNTTCGCCTCCTTTCAGTTTCCGCACGCCGAAACTCACCAGGTCATTCGAGGTCAGAGG
TCTGTAGTCCAGACTGGCTCTGAAGTCTCGGATCATGCACATGATCTCGTA
>AU169102 ID   AU169102   standard; mRNA; EST; 755 BP.
ATGTTTTATTTTGGCAGTAAGGGGAAAAAATCCCACATTTGGACCACATGAGGCTGACAA
AAACACAACAGCACAGAAGAGTTCAAAGCAAAATTTGGCAAGGGGTCCGAAAAAACAACC
AAATCAAATGGAGACTGCTTCGACCCTTTTTAACAAAAAGAACTGAAACATTTAGAGATA
AACGCAAAACACAATTCTTTATGTCTAGAGCTAGAACAATATGTTTTGTTTTAGTGCTTG
GAACAGTCCAGAGGGAATGACTAAAACAAGCTGATTTTCACTCTCAGGTCACTGCTGCAT
TAAAACCTCACTACTCTGCTGAGAAAATGCTGCCGTGTCTACAGGAAAAAGAAGAACATA
TGTGTTGGTTGGGGCACTTGAGATGAGCAACAGATGCTTTTACATAGACAACACGCTTTC



AAAATGAAGCATTTGTTCCTTTCTCAACAAACAAGCTCCATTCTGCACGTTTCCAGTTCC
AACTCAATAGAAAAAGAACCAGATGTGGTTAAAAGGGTGTGCCTGCAGCTGAAAAACTCA
AAACAAACAGAAGAGCAACAAGATTATGTGCAGTGAAAACCCTTACTCAAACAGCACGAG
ACTAATGAAAAAATTAAATTTGAAACAAGCCAAGTATTTCTTAATAAATATACTATTTAG
ATCTCTTAATGGTGATATTTTTTTGTGTTTTCAAATAATGTAGAGTAGATTCAAATAATT
TCACCTCTTAGTTTAACAAATTTTCAATTCTGTTT
>AU169103 ID   AU169103   standard; mRNA; EST; 702 BP.
TTTTTTTTTTTTTGTCTGCAAGTCACATTCCTCAACTTTACCTGAAATAAAAACTGAGAA
CATTTTGTTGAAATGAATAAATAGAAGAGAAGCAATATGGGAAGAAGTTATGCTGAACAA
GTTATGGAAAAAGAAATTAAAAATTTCTGTACAAGTTGCTGAGTCACTCCACCGATTTCA
AAAAATTATATGCAGACTTCAATATATAAAGGGTACTCTTACCTAAATGTATAGATCTTT
TCAATTTAAGACTCAAAATATACAGTTTACATTTACAGGAGGGCTGGTGTTGCTGGTTCC
AACACAGAAAAATAAGTTTCTGCTGCTTCAAAAGATCTCGACGTTAGGACAGAAATATCA
GACATCGATAAGAAACGGTTAACGAAGAAGAGCGTCTTTGTTAATAACAAAATGACAAAA
ACGGTTTTAGCTGTCTCTCAGCCTGCCTTCATTGTACTTTGATAAAAGTTAAAATGTAGA
ATTATAAAAGTAGTATCTTTCCAGTCTTATTGGTGCTTTCGTCTTCCAGAATAGATAAAC
TTGCAGATATATTCTTCTGAAAATGCAGCCACTGCGACACGTTTTCACTCCACCACAGAC
CTGAAGTGAGCCGAGGCTGAGGTGATCTGATCACTTTGGGAGAAAGAGGAAGGCAAGGCT
CTGGCAGAAGCATAAAGAATCCCAGCGGAGGGACGTGGAGCC
>AU169104 ID   AU169104   standard; mRNA; EST; 586 BP.
CCCAGATTGATCTGCCCAGTTTGAGGCCAAAGACACTGGAATGTTCCTTATCGTAAGAGA
GACAAAAAGACAGTTTTATTGAAATATTTCCTCTAATTATTGAAGTTCAGAGCAGTTCTG
ACGTTTTTATGTCCAAACTAGTCTGAACTGAATCATTTCAATAACAGTTCCCTGAAAAAC
TAAAGCAGCCAATCTCCTCATTTGACTAGAAAAGGTTTTAGAAGTTATTAATCTTGACAA
AGCCGACTTATAAAAATGAAAAGCAAAGCATGAAGACAACTTTTGAAAGGTCACAGTCTA
AAACCAGCAATGCTGTGAAGAAGCTGCTCTTCCTGAGGTTTTCTCAGCATCAGAATAAAA
CTTTCAGCACTTCACTTTTCATACACATCATGTCCAGAAGGTTGTTTACTCTGCTTCTAC
ATTCTCTTCATTTGTACTAACATTGAACATTTTTTAAGATTTCCAATTTTAACCTGGTTT
GTGTTTCCAGAAATGCTGGAAGTTGCAGCTTTAATTTGTTTTTTCAAAGATTCAGGAGTG
GAATTAAAAAGGATTTTCTCCTAAAAGGAAAAAAAAAAAAAAAAAA
>AU169108 ID   AU169108   standard; mRNA; EST; 802 BP.
ATTAGCTTCCCCCTCCTCTGATCCCACCGACCCACCCAATCATGGCCATACAGGGTGACA
TCATAGAAAACAGTGGATTATCTCTTTTATTTGGATTGTCAGAGGTTGAGCGAACATGTC
ATTCATCGTGGACTGCACTTTTTCACCAGAGACATGCAATACAAGAGATGGAGGCAGAGA
AATCAAGAGCAAAACTGTAACAAGGACACCTACGGGTTTTGAACCTACTTGCTCATACAG
AATTGAAGGGTGGGTGAAAATGTGAATTTGTGAAAAGGACCGTTTTGTTTTGTCTTTGCT
TTCCACAGCTCGTCGATGCTAAAATAACAACAACAAAAGGGTTCACGGGGGAGTTTGGAC
TTTGACAAAGTAAATCGTGAATTTTGTACTGAAGTTTTCTGTTGGAAGCATCTTTGCTAA
GCTTCTATCTTGTACCTCCAGCAGGACAAAACAAAGGCTGAAGACCATTTCCAAATATTT
CTGAGCCAGGTCTAGTTTTGCTACATTTGTTGCTCCACAGAGAGAATGTGAAAAATGAGG
CACAGTGCAATCATGAGCTTCCACCTTCTACCCACACACCCATAGGCAGGACATTCATGT
AAATATCATATATGTAGGCACATCCGTCTTTTCTGTCATTTGACGCGAGGTCCATTGCAG
TTCTCAGCAGCACTTGCTTTCCAAGCTTTCTGAGTCTTTGGTTATACCTACATACAGTAC
CTACCTGCGTTTTCTTGTATTTTTTATCAAGCAAGATGTTCGGATTTTCACAGAAAAAAA
TCTAAAAAAATATTTTCTAAAG
>AU169122 ID   AU169122   standard; mRNA; EST; 714 BP.
GATTGATCAGATTCTCCTCCATGTTTGTTTTGTACAGCGCTTCTTCTGCTGTCAGTAGCA
AATACTGATACACCTACAGTGCTCTCTACCGGTTGTTAGTGGGAAACAACCGCTCAAGGC
TGATTGGCTTTTAGTGGGAAAATAACAATTATAGGATCCTATTTATGTTTTAATAAAAAT
GACATAAATCACTCCTGAGTATAAGTCGCACCTCTGGTCAAACTATGCAAAAGAAAATGA
TTTATACTCGGAAAGATACGGTACTTCCTTGAATCCTGTTAGAGATGATGTAGGCTAAGG
CAGTAGTAGCTACTAGACCCTTTGGGCCGCAGACCGGTCCGTGGGGCAGTTGGTATCGAG
CCACAGAGAAAAACAGTTTTTTCAATTTATTTAGTTGCTCTGTCACGTGCCGAAAATTCA
TCCGCTACTTTCTTCAAGTGAATGCTCTGACCGCTAAATTTAGACTTTCAACTTGCAAAG
TTTCAAAAACAAACAATTTTAGAAAGTTTATCGTCTTGCCTAAAAGGGCCAGGAAATAGA
AGAAGAGCATTTGACTTCAAAATAACAGAAATCTGCATTTATAAGACAAAAAACTCCAAA
TAATTTTTCAGCAACCAGCTGTCAAATGTTACAAGGATGCTGCTTGTATCAAAATATTAA
ACATTCAAACGCAAGTTTCTTTTTGTATTTATCCGTCCACATCTTAAAAGTTGG
>AU169124 ID   AU169124   standard; mRNA; EST; 700 BP.
GTTTTTTTTTTTTTTTTTTTGAACTTTCTCACACACTTTATTAATCTTTTTATACAGACA
AACACATCTTTCTTTGCACAGGAATTGCAACAGACTTTTTAAACATGTTGTACATCAATA
TCTGTAAACACATAAACAGCCTCAAATAATTTCATTCTCTCTGCAGCCCAAACGGGACCA
TTGAAAGACTTTCATCTGGAGCTGACTTGTGTTTGCACACATCAGCGTAAAATATCAATG
CATTCTGGATCTTTCTGAAATTAACAAAGTCATTACGCAGAGACAGTCAAAAATATTTGT



ACAAAGATTAAACAGAGTTTTCACATTTTAAGGAAGACCTTGCATTTTGTGTTGCACTGT
TGGGCAATGTCAAGCCATAGTTTATCAAACACACATTATTTGCTCAATGATTTTTCCAAG
AGTCTGACTTAACAGACTTTGAGACAGTACATGATAAATACACAAAAAAGGACATTTTGA
AACAAATAAACTGTACAATTCTTGCTTGGCACAGCTTTCAGGTTTGAGATTTTTCCTCAA
AAGTGGATACGAAGGTTGCACAATGATCGAATTTACCCCATAATCTCCGAAGGACATTTA
CTCAAAAATATCAGTATTTGCTATTACTCACTTTCCCAACATGTGCAAATACCGCGCAAA
CACTTAAAGAAAAAAATGAAAATCTAGAACCATCCTATAA
>AU169130 ID   AU169130   standard; mRNA; EST; 672 BP.
CTGTTTCTGACTCAGATGAGAAAGCTAACTTCCAGGCAGACCTGGCAGACCTGACCTGCG
AGCATCGAGTATCAAGCAGGAAGCTGATAGTATGAGCTGGAGAACAGCCAGCGGCGGCTG
CTGATGCTGAAGCTGCTGTACGAGGAGAAGCTCATCCTGCTACAAAACAAAATCCGAGAC
ACGCAGATGGAGAGAGACCGCGTGCTGCAGAACCTTATGTCCATGGAAAACTACACGGAG
GAAAAGGCCAACAAGATCAAGCAGGAGTACGAGAAGCGCCTCAAGGAAATGAACCGTGAC
CTGCTCAAGCTACAAACCGCACAGAAGGAGCATGCACGTCTTCTGAAAAACCAGGGGAGG
TACGAACGCGAGCTGAAGAAACTTCAGTGTGAAGTCAACGAGATGAAGAAAGCCAAGGTG
ACACTGATGAAGCAGATGAAGGAGGAGCAACAGAGGAGGAGGATGGTGGAAGCCAAGAGA
AACCGGGAGATTGCACAGCTCAAAAAGGAGCAGCGACGGCAAGAGTACCAGATCCGAGCA
CTGGAGTCTCAGAAGCGGCAGCAGGACCTGGTGCTACGGAGGAAAACTCAGGAGGTGACC
GCCCTGCGGCGCTTGGCCAAACCCATGTCAGACCGCGTGGCGGGGCGCGTGGCTCGCTGG
AACCAGACTTCC
>AU169136 ID   AU169136   standard; mRNA; EST; 604 BP.
TTTTTTTTCTATGTCTGATAGAAAATGCCAGAGGTGCGGGAGGAGAAAGAGGAGAAAAAA
GGAGTGGAGGAAGGGAAAATACTTTTTATACCTACCAGAGAAAATCGCACAAACTGAAGA
GGAGAAAGGGGCATGAGTACTACCATCAAAACCAGAATGATATTAATAATAAATAGAATA
ACTTAGAATATTGATCATCATCATTAGGATAATAATAATAATAATATTACAGAATAAATC
TCATATTTTCTCTATTTTTTCTTCATTGAAATACAGTGATCTGCTCAAAGCAGAGAGGAC
TCGGCCTGCGCTGGCTCCGATTGGCTGTTGCATATGACATCACAGCTAATGGCAACCAGA
TAGACATGCATCACTTCCTGCCCCCACCCATATCTCGTCCCATCAGGATGTTCAGGGGCT
GCCGTGGCAACCGGTAGCAAATGACCTGTGAGTCTGCATCATAGCCGCCCGATGACCATC
ACGTCCACCACCTCCCCTTTGCGCAGCTCCACGTACTGCTCCGTCTTGGGGGGCAGCATC
AGCAAGCCGTTGGCGCTGCGCATCGACATCAACCTGCTGGACACCTGGTTGCCTGTGCTT
TGGG
>AU169139 ID   AU169139   standard; mRNA; EST; 391 BP.
CAACGACGTAGCGACTGAAGGGTCTTGTTTTTGTTTCAGACATCAGCTGCGGAAGGGCTC
CGGGAATGGACGAGTGTCGTCTTCAGGAGCCGCTGTTCACCTTTGGGGTCATCGCTGACG
TCCAGTACGCGGTCATTGACGACGGTCAAAATTACAGCCGCACAAGGGATCGCTACTACC
GGAGCAGCTTACAGCTGCTGAGCAACGCCCAGGACGCCTGGAGGGAGGCGCGCGTGCAGC
CTCTGTTCGTCCTCCAGCTGGGAGACCTCATCGACGGCTTCAACGAACCCCGCGGCGCTT
CGGAGCGGGCTCTGGACGCGGCGCTCCGGCGGTTCGAGACCGGCCCCGCGCCGGTGCACC
ACGTGTGGGGGAACCACGAGTTTTACAACTT
>AU169143 ID   AU169143   standard; mRNA; EST; 747 BP.
GTTTACTTCGGTAATCGGTGACGTCACGCCCCTAAGGACCCTGGGAATTGTAGTTTTTGG
ACTCATGGTCCACTTCATGATGCACTTCTGATTCATTTTCTGCTGTGTGGTTCTGCATCG
TCCGGTTATTGTTTCAGGGGTTGTGGGGTCTTTTCTGTGGTTGTGAAGGCTGGCGGTCCT
CGTCTGGACTGGTTTCTCATGCTGGCTGAATTTGTGGTTTTTAGCATTTTCTCTGTTGCT
GTTTTGTTCTTTGGGAGCTGAATGTGAATCTTGACTATCTTTAATTCGATGCTGGCTTTA
TTATTATGTCCTCATAATATCGACTTTATTATCAGAAGCTCTGTACTGGATATTTGTAGG
CGATGGGTCCCCTTCATTTTGCCAGTTACTGATGATTTCTCGGTGGCCAAATTTCCTCTG
TATCCCTGGTCTTTTGAATCTCTGTGGAAAAATTTTTATTTTCAAATCTGGGTNTTCCAC
GTTGTCTATACTGTATGGTCCTCCACGCGTCCGGATTTATTTTTCTTCTATGGATCTGGA
TGGTTCATTGATGCTTGTCTCTCCCCATTATGTCATCTTTAGCTTTTGTGCAGCATTTCG
TTTGTTCATGTTTAGGTTGAATGTAATTTGTCAATGATTGGGCCACCTGACATTTGCTGT
GCCTTTGGTCCTATGATCATCCGTTCATCTTGTGTTCTTGTTCTGGGTAGTTCGATCCTG
GGCCCCGTGTTCCTGTTCTGGACTTTC
>AU169145 ID   AU169145   standard; mRNA; EST; 606 BP.
TTTTTTTTTTCTATCTTCCTTCCCTCGTCTGCCATCGAGCCTCTGTTCTTTGTCTCTCAC
CCTCTTTGGCGGCACCATATGTGCAATGCTGGAAAATGGGCGTGTGTGTTTATGGAGAGG
TCTGTGTCTTTGGGTATTCAAGCTAATGCTCAACTCTTGGATATAAATAGAAATGATGCC
TGGAAGGACAGACTGCATGGATGCATAGTAGGCACATCAGAGGGGACCAGCAGCTATCCA
CACAGAAGAGCGTTTTTTTTCCCATCTATGTCTTATCATTTCTTTGTACCCACAGAATCC
AACTGCACCTACTTCAAATTCTTCACCTCTGGGGAGAATGCAGTCATTTTTAAGAAGACG
ACAAACAGAAATCTAAATCTGGCTGCAGCAATTTTGGCACTTTTGAGTCTGACCATGATG
GTGATGGGCTCCATCTGCATTGTTATGTCTCTCAGCAAAGGAGTTGCCTTCTTCCTCAAA
CCAGCTTCCTTTTGTTTCATTTCATCAGGGGTTCTGGTCTTTCTGTCAGTCCTTATTTTC



CACCAGTCTGTGCTGGCGCTGCTGGCCAGTGACCATTCAATACCGCTGCATCATGAGCTG
TCCTGG
>AU169146 ID   AU169146   standard; mRNA; EST; 414 BP.
GAGGTCTGGTGGCTCCTCAGNAACACCTTCCTGGNAAAACATCGTCCGCCGCTCCAACGA
TACAAATTTTGTGCTGGGGAATGCTCAGATTGTGGACTGGCCAATTGTCTACAGCAACGA
TGGCTTCTGCAAGCTCTCTGGTTACCATCGAGCTGAGGTCATGCAGAAGAGCAGCACATG
CAGTTTTATGTATGGAGAGCTGACAGACAAGGAGACAACGGAAAAAGTGCGGCTGACTTT
TGAGAATTATGAGATGAACTCTTTTGAGGTTCTGATGTACAAGAAGAACAGTAAGTAATA
TTATGTCCTTTAGGTCAGTGTTTTTCAACCTTTTCTGAGCCACGGCACACTTTAACCTTA
AAAAAAAATCCCGCGGCACACCAGCATCCAAAAATTAAAAAAAAAAAAAAAAAA
>AU169147 ID   AU169147   standard; mRNA; EST; 540 BP.
GTTTTTTTTTTTTTTTTTTAAAAAAGGCATACATCTTTGTGCATATAATATGTGGAAACT
CCCAAGTACCGTTTGGCTTGCCCCGGCAACGTGTCACATCATACAGCTAAGGCATAAAAA
AACAGTGGTCATTTCAAAACTGTACTTTGAAGTTCTCAAAAGGATCCTCAACAGTTCCAG
ATCCCAGTGCTAAAATAGTTTTGTTTAGTGCTATTTAAACAGATTATTTCCTTCATGTAA
TTGAGAAAGCGGGATGGCAGACAGATTAGGTTTTGTCATTCTGAATTTACCTGAACTAAA
GAGATGAGCAGGTGGGAGAACGGACAGCTCACTAAATACAGGTGACGTCTTAAGCCACTT
GTTGGTAAATATAACCACGTGTCATTTTAATCCTTCAGTTTTATTATTAGTTTCTCCCTT
ATATCTACTTTGTATTTAAAAGCTGCTAATTATCAAACTATACACGATTGGGCGGAATTT
AGAATTTTCCTTGTGCACAGAATGATGACTGATTGTATGTTTTAAACATATTTTAAAAAA
>AU169149 ID   AU169149   standard; mRNA; EST; 474 BP.
CTGTGGTGGAGGAGGACAAAGGCGACGGTTGGACCAGAGTGCGGAGGAACCTGGAAGAGG
AAGGATATGTTCCCACCTCCTACATCAAGGTCTTTCTGGAGACCAGCGCTAAAGGTGCCA
TGACCTACATCTGACCTCTGAGACTTGTTATGACCTAAAGAATATCTTCTCCACTTCACC
GTTGGCTGACCTTCTAAATGACCTTGGTGTAACCTCAGACCTCTGTGACCTTTGACCTGT
GAATGTTAGCACATGGGCTGGGAACGGCTGAATCTGATCTTTGCTGTTCTGATGGTGGTA
AACATCTGTGTGACATGCACTGCTATAGAAGAGGCGTGTCTCCTCTGAGGCTCCGCCTCC
ATTCATTTTTTTTTTTTTGTACCTGATCTGTGCGTAACTGGAGGCATGCCAGCTGTGCAT
TCTGGGATGCTGCTGACATTTGGTTTTGTTTTTACCATTGATGATGTCACCTAG
>AU169152 ID   AU169152   standard; mRNA; EST; 677 BP.
GTTTGCTTTCACTGATTTTTGTAGTTCGTTTTCTGTTCATAGTGTTTCAAAGCAGAAGGT
TTAAACACATCTGACTTGGAATAGTTGATCGTCCTTTTTTCGTCTTGATTTCACCAAGGT
TAACGTGTCTTAATGCTGAATTAGAAAAAAAGATTTCTAATTTTTCCTAAATTGGGATTG
CACTTTGCTAAAAGCAGGGCACCATCCTTTAGTTTTCTAGTATGTGAGAATGGACCTCCT
GGGTTCATTCTGTATAGAAGTCATTACATTTGTGGCAAGGGTGGTCCTGATCCTCTTTTT
GGGGGGGATTATGGAAGGCAAAGTAAACAGATTAATGGCTTGAATTAAATGCAGTGTGAA
CCGGACAGTAATGGGACAGGGCTAATTACTGATCCCTTTTAAAATTCAATTTAATCTTTT
CTAAAAAACCAAAATGTAAAACGTGTTGTGTTTAATTGACCAAACATGATGTGATTGGAA
AGTGAGCAAGGGTGCACCTTTTGGGGCAGATGAATCAACATTTCATAATCAAAACACCAT
TTTCACTTCAAACGTTAAATTATATTTAAAGTGGGACAGACAAGTTAAGTTTTTTTTCTT
CATTACCTTGTGTTTTGTTTCATGTATAAAAGAAGAAACATAAACTTTTACCCAATAACA
AAAAAAAAAAAAAAAAA
>AU169153 ID   AU169153   standard; mRNA; EST; 688 BP.
GGNAAGTCAGTATTTGTTACAACAGGTTTCTGTGTCTGCGAGCATGTGTGTGTGGGAGAG
TGTGTGTTAGCTTGTGTGCGTCTGTGTGTGCGTGACATGCAAGACACTGAATCTGCTGCT
GTATCTATGATTATCCCTACACTGTAGCTGTTCGATCCCTTTAGTTGCTGGCTGTTCCGT
GTGCTTTCCAATAGCTGACGATGTTCTGTCCTTGGAGCAGATGCTCAGACTCTGCAGGAC
AACAATATGTGATGCAAAGCTTTTCATATTTGTTGTTGGATAAAGTTCCGCAGTTCTAGA
TATGACGGTCTGTTTCTCTCAGTGCTTTTGATGTCCTGTAACGCTCCGCCTGAACCCAGG
CAATGTAGAAAATAAAAACCCTGCATGCCAGTAAACCATAGACAGTTTAGTCTAACCACA
CCCTTCATCAGTATGGCACGGCACTGCTGCAGTCTTGTGATTTTTTTTCCTATTCATATT
TACCACAGAATTCGGTATGTTAAATGGTAATATCCTCACGATTTGAGGGAAGTTCCTTTG
ATTCAAAGCTTTTTAGAAGATAGAAAAACTGGTTGAAGCTTAAAGTGTACCACAAGGGAT
GAAAGCTGAGTATTGTTTTAATTCATTTTGATTGGCTGTTTGTTTTCAATAAAGAATCAT
TACCACAAAAAAAAAAAAAAAAAAAAAA
>AU169163 ID   AU169163   standard; mRNA; EST; 572 BP.
ATCATGTCTGACAGCTTGCTGACCCTCCCCGCCATAGTTAGCATCGCAGCAGGTGGCGGG
CTCCTGCTCATTATCGTCATCCTCGTCCTCATCGCCTACAAGAGGAAGTCCCGGGAGAAC
GACCTCACCCTGTAAGCGCCTGCAAATGCAGATGGACAACCTGGAGTCACGAGTTGCCCT
GGAGTGCAAGGAAGCCTTTGCTGAGTTGCAGACAGACATCAACGAGCTCACCAGTGACCT
GGACAGAGCTGGCATCCCTCACCTGGACTACCGAACGTACGTCATGAGAGTCCTCTTCCC
CGGCATCGAGGATCATCCGGTCCTCAGGGAGCTGGAGGTGTCGGGTAACGGCCAGCAGAG
CGTGGAAAAGGCGCTGAAGCTCTTCGGCCAGCTCATCAACAACAAAGTCTTCCTGCTCAC
TTTCATCCGCACGCTGGAAATGCAGCGCTCCTTCTCCATGAGGGACCGCGGGAACGTGGC



CTCGCTCATCATGACCGCCCTGCACGGGGCGCCTGGAGTACGCCACCCGACGTCCTGAAG
CACCTGCTGTCCGACCTGATCGACCGCAACCT
>AU169168 ID   AU169168   standard; mRNA; EST; 720 BP.
GCGGCACGGCGAGCTGGCGGCGGATGAGGGACGTGGCCATGACTTCACAGACAGGAGGAA
GAGCGATGAAGAGGCCCCTGTGCCTCCGAGCTCCAGGATGCAGATTTGTGAGCAAGACTG
CAGCCAAAACGCACGTGGTAGTTTGACTACGATGGACCGTCCATGAAGACCAGCGTCCCC
GGACCACGCTCGCAGGAGCTGCTGAAACAGCTCGGAGAGATTCAGAACGTCGGCGCCGTC
AATTTCTTCTGCAACTACGATGACAGCAGGGGAAACTACCTGGTGGACGTGGACGGCAAC
CGCATGCTGGACCTCTACACCCAAATCTCCTCCATCCCCATTGGCTACAACCATCCTGCT
CTCCTCAAGCTCATGGCCGACCCCAACAATCTGAGTACGTTTGTGAACCGCCCCGCCCTG
GGAATCCTGCCCCCCGAGAACTTCCCAGACAAAGTGACGGAGAGCCTTCTCTCTGTGGCC
CCCAGTGGGATGAGTCGAGTCCAGACGATGTCCTGCGGGTCGTGCTCCAATGAGAACGCC
TTCAAGTCCATTTTCATCTGGTACCGGAACAAGGAGCGCGGCCTGAGTGGACCCACGGCT
GAAGACCTGAGCTCCTGCATGCTGAACCAGGCTCCAGGATGCCCCGATCTCAGTATTTTG
TCTTTCACGGGAGCTTTCCACGGAAGAACGATGGGTTGCCTGGCAACGACGCATTCCAAA
>AU169171 ID   AU169171   standard; mRNA; EST; 657 BP.
CACGAACGCGCTTTGAGCACTTGAGATCGGATGCTTCCTGCCATCGCCATGGAGACGGAG
GCCAGTCACATGCTGGAGGCTGCGTTGGAGCAGATGGACGATATTATTGCAGGTTCCAAA
GCGATGGAGTTCTCCTGCAGCACGTGTGATCTGCAGATCGTTCAGTTAGCCGAGGACCTG
AAACTCGCTTTGGAGCTTCAACCCAACCAGGAGCGGGACAACCTGAGAGCTCAGCTGCCC
ACAGAAACTGCGCAGACTCTCATCGACTGGCTACAGAGCGGAGTGGTGAACTTCTGTTCT
CCCGCCAACAATGAAACCTACCAAGAGCGACTGCTTCGACTAGAAGGAGACAAGGAGTCT
CTGGTCTTGCAGGTGAGCGTCCTGACCGACCAGGTGGAGGCGCAGGGAGAGAAGATCAGA
GACTTGGAAAGTTCTCTAGAGGAGCACCGGCAGAAACTGGCCTCCACTGAGGAGATGCTG
CAACAGGAGCTGTTGAGTAGGACCTCCCTGGAGACTCAGAAGCTGGACCTGATGGATGAG
GTGTCCTACCTCAAACTGAAGCTGGTCAGCATGGGAGGAGTCGCACACCAACACACACGA
GCCGGATCCCACGGACACAAAGCAGGACAAAGCAGAGAATCTGATGCAGGAAGTGAA
>AU169172 ID   AU169172   standard; mRNA; EST; 715 BP.
ATTTCCTCAATGAAATAATTAATGATCTATATTCAGGGTCTTCCACGTCTCAACTGCTTT
GCCAACATTTAGGTTTCTGTCCTGGCCCTTTACGCTGACGGTCAGTCTGACACAAGACCG
GATCTTCGGTTGACCCGCAGGACCATCGAGCATCTGGTGGAGCAGCTTTGGGTTCCTCAC
ACTCTGGGGGGGTCACAGGAGACTGAGATCCTGGTGTTTCTTTTCTGGCTGGCGTGTGGC
ACATCTTACAGTGTGGTAGCCAGGGCCTTTGACATGACACGGTCCACTGTGAGGGACATT
GTCCACAGGATGGCAGACCGCATCCTCCAGCTGATGAGCAGGGTCATCCGGCTTCCCAGT
GGGAATGAACTACCATAAGTCGCCTCTGGATTTTGGCAGCTTGCTTGGTCTTCCACCTTC
CAAAAGGTTGTGGTGAGCATAGATGGCTGCCACATAAGAATAAAGGCCCTAAAAGAAAAT
GCAGCTTGTTGTTTTAACAGGAAGCTTTTTTATTCCATTAAAATGCAGCCTGTATGTGAC
TGTAATGCCAAATTTATAGATATTTTTGTTGGGAATCCAGGATCAATCCATGATTCACAG
GTTCTATGTAAAAGCCCAATTTATGTAAATCAAACATTACCCACCTGAAGGATCCTTTTG
GGTGATGGTGGGTATCTCTGCATTGCAAATCCCATCATGCTGCTGACACCCTACA
>AU169174 ID   AU169174   standard; mRNA; EST; 442 BP.
CGGCGGCCGCGGATCCCAACAGGCCCCAGTGGCCCCTGGCCCTGAGGGGCCTCCTCAACC
TCCTCAGGTGGTGCCACAGGTAAGACAGCCCACCACACTCACTTGTGGCCTGTTATTGAA
ACCCATATAATGTTTGGGGTGCTGACTCAACTTTTCGGCAGGATGGAAAGCTAAACCCTC
AACTGGTGCGACGTAACCCCCCCAGTTCCGGCTCTGGCTTCGTCAACGAGTCTCAGCGCC
GTAAATATGAGGAGTGGCTCGGGGAGACCCAGCAGCTCCTGCAGATGCAACAGCGCCTCC
TGGAGGACCAGATCTCCACCCACCGCAAAGCCAAGAAGGCTCTGTCTGCAAAGCAGAGGA
CCGCTAAAAAGGCAGGACGAGCCTTTGCTGAAGAGGACGCAGCACAGCTGCGCTACATCA
GCGAGCAGCAAGGGGTGGTGCA
>AU169185 ID   AU169185   standard; mRNA; EST; 690 BP.
TGTATAGCCAAACAGGNACGTTTTATTTTAAAGTGGTATGAGTAAGCTTCAGAAATAACA
TGTAATACATGAAAATCATCTCATCTCATCTGCATCACCACCATTGTACCACACCTGCTG
ACAACTGAAGAAAATAAAGCTTCAGATTTAAATACATTTATGATATTTACTTAAAATATT
GCAATGCTTTACCCACATTACATTTTTATAATTAAAAAAAGAGTACATTTGCAGATAACA
CATTTGACAACTAATAGCTTTAAAAGTTTCATTAAACACAAAGACCCGCCTGCTACTCAA
CCTATGAAAAGGCAGCTGGTGAGACACGCCTCCTCCTACATCCTGCTCAAGATGGCTGCC
TTTGGGACCAAATGGTGAGTTTTTTTCTTGTATTGCAAAACCTTCTGACCACATTAGATG
TTAAAGCTGACTAGGAAAATAAATAAGGAAGAGAAATGTAGCTTTGTGTCTCTGTTTTAC
AGACAGAGGGTTTCACACCAGAGGAAGCAGGTGCTCCCCTTAGAGAGTTCACCTAACCCT
TGTGCTATCTTACATTGGCGTGTTATCCCTACCCTGACAAAGGTGGATAAAGGTGGAAGA
GGTTCAGCGCTCTTGTCATTTGGGGTCATCTAGATCAGTGTTTTTCAACCTTTTTTGAGC
CACGGCACACTTTAACCTTGACAAAAATCC
>AU169193 ID   AU169193   standard; mRNA; EST; 599 BP.
GGACGTGGTGTTCGTGTTGAGACTCGTCGGCTGAAAAAACCAGAATATCGTCGAGATACA



CGAATACAAATCGGTTCAGAAAATCCCTAAGAACGTCATTCACCAAACGCTGGAACACAG
CAGGAGCGTTGGTGAGGCCAAAAGGCATGACGAGATACTCAAAGTGGCCCAGCGGGGTGT
TAAACGCTGTTTTCCACTCATCACCTTCGCGCATGCGTACCAGGTGATAAGCATTCCTGA
GATCAAGCTTGGTGAAAAACTTAGCTTGCTGAACCGAATTGAAAACCGACTCTAGTAACG
GTAGTGAGTACTTATCTTTAACTGTGATCTGGTTCAATTCTCTAAAGTCAATACAAGGAC
GCAACGTTTTATCCTTCTTCTCCACAAAGAAGAAACCAGCAGCGACCGGTGAAGAAGAAG
GACGGATGTGACCAAGGGATAGCGCCTCCTGAATGTAAGCCTCCATGGAGCTCTTCTCCG
GACCAGAAAGGTTGTACAATTTGCTCTTAGGGAGAGGAGCCCCATTGAGCAATTCGATGG
TGCAATCGTAAGGACGATGTGGAGGTAAGGCACTAGCCCTGGATTTGCAGAAAACGGAC
>AU169200 ID   AU169200   standard; mRNA; EST; 707 BP.
TTTTTTCAAAACAAAACTTTATTGCATTTTTAGAACTCCTCCTTACAGTTTAGAAAAGAC
GTTTAGTCAGTTTAGAACAACCAGCTTCCACTTGACTCCACTTCTCATCTTCGGAGCTGC
AGGAACTTCAGGATCTGTCGGTGCAGCTGATGGTTTCTGCTGCTGGAAGGAGGCCGTGAT
GCTGTTTGCAGTGGAGTTCGGCCCGGTTACCGGGGCGTGGCTGGTCTGCACGCCCTCGGG
CCACACCTCCGGAACCGCCGCCTCCATCGTCTGCAGAGCTTCGCCGAAGGCCAGCTGCAG
CTTCTGGGCCTGTTTGTCAAAGTGGAACAGAACCAGCGCCTTCAGCAGGCAGTGGACCTC
CTCCCTCATCTTGTCCACGGTGGTGATGATCTCGCTCAGGGCGTACATCAGCGCTCTGTC
CTCCGTCGGGCTTCCTTCCTTCAGACTCAGCTTCTTCCTCTCTGCTTTGCGGCGGTTCTT
TGATGACCTCGAAGAAATGCGGGAGTTGCTCTGCGAGTATTTGGAGGCCGTCATCACGCT
GCTGGCTTCAGAGTACAGCTCTGCTTCTGGACAGTCTGGACCGTCTTCATCGAGCATCTC
CAGCCTGGCCTTCTCCTTCTGCTCGCGGACGACGGCCAGCCGGCTCCTGTGGCGCACGAA
CGTCGCCGTCTGAGTCTCCAAAAAGGCCGTCTGACTGCTGAACGCTG
>AU169203 ID   AU169203   standard; mRNA; EST; 736 BP.
GGAATTTGCTGACCCTTTTGCGTACATCAACAAAATACGACCAATTGCAGAAAAAACTGG
CATCTGCAAAATCCGACCACCACAGGAAATGGCAGCCGCCTTTTGCTTGTGATGTTGACA
GATTAAAATTTACACCCCGAATACAGAGACTCAATGAGTTGGAGGCTCAAACCAGAGTTA
AGCTTAACTTCTTGGATCAAATTGCAAAGTTCTGGGAGCTCCAAGGATGCACTCTGAAAA
TTCCTCATGTGGAGAGAAAAATCTTGGACCTATACCAGCTGAATAAGTTGGTGAATGAAG
AGGGAGGCTTCGATGCCGTCTGCAGAGAGCGGCGCTGGACAAAGATCTCGGTGAAGATGG
GCTTTGCTCCTGGCAAGGCCATCGGCTCTCATCTGCGTGCACATTATGAGCGGATCCTTT
TCCCATACAACCTCTTCCAGACTGGAGCCAATCTGCCCAAGGCGACTTTGACTAATGACA
CTAAAGACAAGGAGTACACCCCTCATGACCTGCCCCAGCGCCAGTCTGTGCAACCCCAAG
ACACCTGCAGCATCGCTCGCCGGGCTAAACGAATGAGATCTGAGAGAGGCAGCTTTAAAA
CAGAACCCGAGGACATTTGTGACAATCGTCCCAACCTGAGGAGGAGAATGGGAACATGTG
CTGCCAAACCTGAACCAGTGAGAATGGCAGTCACTGTGGTGAAACAGGAGCCCACTGAAC
ACACAGATCCCACCAA
>AU169204 ID   AU169204   standard; mRNA; EST; 668 BP.
CTCACACAGTTTTGTGTCAGACTTGGGATCTGGGGTGTAACTTCTTCATCCGTAGAGATG
ACGTATTGAACCAGAGGAAGAGGGTGGAAGCAGTGTGCCCTCGTGTTGGGGAGTTGAACC
CTTATGTTCATGTTGACATGTCCTCCTGTCCCCTGGATGACAACATTGACCTGAGTTTTC
TCAAAAAGTATCAGTGTGTGATTTTGACAGAGTCCAGCTTGAGCCTGCAGAAGAGAATAA
ATAAGTTCTGCCACTCCCAGCAGCCTCCCATAAGATTTATCTCTAGTGACGCTTATGGAA
TCTGTGTCCGGGTCTTTTGTGATTTTGGAGAAGCGTTTGAGGTCTCGGATCCCACAGGGG
AGGAGCTCAAGGAGATTTTCATCCAAAGTATCACTCAGGACAATTCTGGGGTGGTAACTT
GCATAGACAACCAGCCCCATGGTCTGCAGACGGGCCAGAGCGTTATCTTTAGAGAAATCA
ATGGCATGGTGGAGCTCAATGGCACCACACGGCAGGTTTCAGTCATTTCCTCCCATAGCT
TTGAAATAGGAGACACGTCGCACTTCCAGCCATATGAACATGGAGGCTTCTTTGTTATGG
TTAAAACTCCTCAGATTTACAAATTTGAAACATTAGAACAGCAGCTGTGTGATCCTCAGG
TCCTAATT
>AU169206 ID   AU169206   standard; mRNA; EST; 689 BP.
AAAACAGNACAATCATCCAGCTGCAAAACAGNACCAACAGNATGACTGCAGAATCACCGA
AGACACCAAGGNACTTTATATGAGGAGGGACTTGTCTCACTGACAGAGACAAACCTTCAA
GGACGGCAGGATTTCACAAAAAGACTCAAATGTTTTTTTTTTGGTGGACCGCCGATGACA
CATATCATTCTCAGTCAGATAACCTTGAATATTCATTAGCTGTGTGCATTGAGCAGTGTT
GCATCAGTGGTGACAGCTGTAGAGAAGAATGTGGTGACTGTCCGGTTCTGTATTTGTCCT
GTGCACCATTTTGAAAAACTGGAAAAAAAAAAACTGAGGCATTGTGGGTAAAGAAAAGGA
ACGACAAAAGCTGACTGAGATGGCATAAGAGCAGGAAAGGTTAACTGGTTAAGACTGAGT
AGTGGTGCAATAAGCAGAACAGAGTGGGTTGTGGGAGGCCGCTCGAACCCGGTTCAGCAG
GAATTTAGGTCGACATGCAGCAAATACTCAACTCTGCTCAGCAGGCCTTAGAGGACGACC
ACCATCTATGCATGAAATGCATGGATCTAAAAACAATAAAATAAAATAAAAACTTGTTCT
GACATATTTGTAAAAGTTTCTCTCAGTGTACTAACAATCATGACTGTGTTCCAGAACTGT
TTCAATCTCCAAATAACAACTGTGACCAA
>AU169208 ID   AU169208   standard; mRNA; EST; 645 BP.
TTTTTTTTGTAATTCGGCGTCATTTTTATAGCTCATGAAGGAATGAACACTTCGTACACT



TCTGTAGATTGCATAAAAATACATGGTTTGTCTCATAGAGAAAAAGTGAAATATTTACAG
TGAAACACAGNAAAGCTTGCTGTGCTTTAGTTCCCTTTGTGAAGATCCTCATGTTTTCAG
CCGAAACCTTTCCGGCTATAAGAAACAAACAAACAAAAGAAACATCCCCAGCCCAGACAT
ATGTCAAAAAGGCCTGCTCTGATTGGTCAGTTGATCTTTCCACAGAAGAGCAGATCGAGC
CGCATGAAGCAGCAAACATGTTTGTCACCAGGAAACTTTTGGTTTTGGTTTAAAGGCTAA
AGTTAGAAGAAAAGCTCTAAAACTTTTCAGATACTTCATCTCTAAAAATGTGCATTCTTT
AAAGAAAATGATCTGCTACCATCCGTCACAGCAAAGCGTCAACGAGATCAAACAAGAATC
ACCCGGAGGTCTAACTTACACGATCCATTTGGTATCAGCAGGTTGGGCTTTCTGTCCGTG
TGAAACGTCCTCAACGCTGAGGACATTTATGGTCCAAATCTAAAGGTGAAACTTGAGACC
AATGGAAGGAGAGGAATGTCCGTCTGAACGCTCAAGAGTCAAACC
>AU169209 ID   AU169209   standard; mRNA; EST; 320 BP.
TGGNACACATCCATGNATCTAATATGCAAAGGGAAAAACATTACTTGAGGCTAAATGCAG
ATTAGGGTAGACTACGTGTTCGGTATATCTGAGTTGGGATTATTACTTAGCTCAAGGTTA
CAGAGAGCCTGATATTCCAGCATGGGCTCCTATCCTCTACCAACTGCAGCTGCTGGACAT
CAGAGACAAACCAGACCCGCTGACTCTGCCCATAGCCGACCGCATCCGCATCGGCAACCA
GAAACGAGAGCGAGGAAACTTTCATTTCCAGAGGGAGGAATACAGTTTGGCGGCCATGGC
TTACTGTGTGGCTCTGGAGG
>AU169214 ID   AU169214   standard; mRNA; EST; 611 BP.
CAATCCTCTGCTCTGNATTCAGATTACCATAAGTGGAGGGAAGGTCTCTAAAGCTCCTCT
GGNATTGTATCACCCCACCTACAGTCTACAAAAGAGCATTTTGCCTACTTAACCATGGGT
AGCATTGTTCTCAGTCAACTTCTGATCACTGCATTACTCCTCAAATTTGCTCCGATAATG
CCCCTCAGCTGTCCTGATGTTACATATACTGCACTCAATTGTCTTTTGTTGGATGTATAT
TTTAATATTGCATGCTGTCAAGTGAATCTTCTGTTCTGATGTGCTTGTTCTAATACAGTT
TTCTTTCTCTAGTGACTTGACGTGATAGGGGGCAGACTTGATCTACCATGTGATGTGGCA
CAAGTAGTCTGTTACAGGGAAACTGGGCCTGAGCTGTACCTGGTAAGTCTCCTGGACCAG
AGATGGGAATTATCTGTGATTACCTCTGACTAGATTGATCTTTATCTTTCAGGTCTGGGA
TGCGATGTGATGGCTTCACGCAGTTTGAAGGCCCGTAGTGGCCTGCAGTGGATGGTTGAA
GATGGACACGGTGACAAACTAAAGAAATGCTGTTTAAATTCTAATAAAGATTCTAGTAAA
TCTGAAAACTG
>AU169216 ID   AU169216   standard; mRNA; EST; 545 BP.
TCTGAATATTCAGACTCATTTGGGAGTATTTCTGCTGCTGGTCTATTAAAGTTCTTAATC
AGAATGAAAGTCCAGAAGCTCTGAAGCCCTGCAGACAGAATGACCACGAACTTGTGGTTT
AAATTAATGTTGTGTTCGGTTCTTCTTTTAGGTCTAGGTTTAAGTTTGAATCAGATGATC
ATCTTCATCCTTTCACCTCCTCTGGAGAAGAGGAGGACTTTTTGGAATGAACGTAAAGAG
CACAGCTGACTTGTTAAAAGTTTTTAAGATTTCACAAATGTCCACTAGGGGGAGCCACAG
CTGTTGTGTTGCAGTTTAGTCTGGAAAGAGGTCGAAGCTAATTGTGTGTCTGTAGAAACT
TTGTGGGAACTCCCAAATGCAGCACTTTAAAAAAAAAAAGACGTTTGTTTTGTTTGTGTT
TAGCTTTTTTGTTTGTGCAGATCTGTGTGACTTTAAGAAAAACAACCACTTTAACACAAA
TGGATCATAATGGCTGAATCAATAAAGCTTTGAAGCACTGAAAAAAAAAAAAAAAAAAAA
AAAAA
>AU169222 ID   AU169222   standard; mRNA; EST; 658 BP.
GGNAGNACGAGGCTCTGAACCTCATTGCGAGAGAGGCTGAGGCCAGGCTGGCAGCAAAGC
GAGCCGCCAGAGCGGAGGCCAGAGAGATCCGCATGAAGGAGCTGGAGCGACAACAGAAGG
AGGCAGAGGAAAGATTTTTTCTTGAAAAGGGATGTCGGGCGCCTTCTTCTCTGACGGCGG
CGACCCTCACCTCGCTGGGCGGGACTTCGTCCCGGAGAGGAAGCGGGGAGACGGCTTTAA
CAGTCGACGCCGACAGCTCCATCCGAGAAATCAAGGACTCTCTGGCGGAGGTGGAGGAGA
AGTATCGCAAAGCCATGGTGTCCAACGCTCAGCTGGACAATGAGAAGAGCAACCTGATGT
ATGAGGTGGACACGCTGAAGGACTCCCTGATGGAGCTGGAGGAGCTGCTGTCCGAGTCAC
GCCGGCAGTACGAGGACAAAGCCAAGGACTACGAGCGAGCGAAGCACGCCCACAGCGTGC
TGCAGTTCCAGTTCAACGAAATGAAGGAGAGCCTGAAGCAGAGCGAGGAGCTGCTGAACG
TGAGCATCTTCACAGCCTTCACTCGGGGCTTCATTCACGGCTCTCCGTTCTTTCCTCACA
CTGCTGCACGCCTGCCTTTCCATGCATCTGCTCCCCTCTGCTGCCGTTTAGGAGATCC
>AU169226 ID   AU169226   standard; mRNA; EST; 432 BP.
GCTTTTTTTTTTTTTTTTTCTCAGCATTACCTTATTATGATAAAAAATGCTTCAATCAAT
CATTGATAATGGTTAAATTGATCGATTCCTAATGATATTACTTAACTTGCTCCAAAAATG
GATTCTTGATTTTTCCTAATGAAAAATAGTTTGCACATTTTTAACTTTTGATACTTGATC
AATTTTTGCTATGAAGTTTTTTGAAACAGTGTTATGTCTATTTTACTGATTATCTTTTAA
TCATTTATATGATTTTTATACTGAACATAATCTGCATATATTTTAGATAACTGATCTGCA
CTTGCCATGTTGATTTCTGAAATAGTTATTTTGTACATAATAATTAAGTAATTCATCTTT
GTCATGTGATTTATTGATACCTATGGATTCTTAATTCCGCCTGATATATGTTATGAACCG
GATAATGAAAAA
>AU169231 ID   AU169231   standard; mRNA; EST; 663 BP.
AAAAACATGCTTTCATGTTCTTGGGCGGTGGGAAGAAGCCAGAGTCTCTGGAGAGGACCC
ACGCATGTACGGGGAGAACATGCAAACCCCACACAGATTGGCGTTCTGTTTCAGGGGGCC



TTCTTGGTGTGAGGCAAGAGCGCTGACCAAATGCAGCCTGTGCTGCTTTAATGTAGACAA
AGTCAAGATTCCTGGTTTCCTTTCAGCCTTTTGGTTGCATGTTTGCAACAATTAGAAGCA
GCAGCAGATTGATTGATTGGAAAATCACTCATTTCAACGCACAAAATGGACAAACCTGTT
CACTCCCTTTCATTGTCCCTAAATGCATCATTACCAGCCTGTCAAGCCCTCTGTTGTCAT
GAACTTCTGAACAACTTCTCTTTTTTATCATCAGAAAGTCCTAATCTAAAGTTTTATTCT
ATTTGCATTTTAAAGAAGCTTTTATCTAAACCTAATAACAGATGATTGTTTTGACAATTG
AAGGTTTATGGAATAATGTTTCCTTCTTTCAGCAGAAGTAATGCATGGATAAAACTCTTT
CCTAGCAGCAGAGGTCACAAGAAAAGGCTGGAGATGGCATTTCACGAACATTTCAATTTG
AATTTTGATTGAAAATAAATTTGTAAAACTGTCTGACGCACAATATATAAAAGAGGCTAC
AAA
>AU169234 ID   AU169234   standard; mRNA; EST; 694 BP.
TGTGTCTAATAAACTGAAAAAACGTTTTCTTCGAAAGCCGAACGTAGCGGAGGCCAGTGA
GCAGTTTGGCCAGTTGGCTAAAGAACTCAGGCAGCAGGATTGCCTTCAATATGCTGCCTT
CTGTAACCTGGCTATGGCTCGCTGCGAGCAGACTCTCTTTAACGCTCCCGGAGAGGCTCT
GGCCTTGACCGAAGCCGCCCGCCTCTTCCTCACCTCCGAGAAGGAGAACCGAGCCCTGCA
GGCCCCGGGCTTCGACGAACACCTCCAAGCTGCACTCAACTGCTACAGCTTTGCCACAAA
GGTGTACATTGAGATGAACCAGCCGGTCATGGCAGCCAGCCTGTGTCAGGAACTTGGCAA
CGCGCTCAAGGAAATGAATAGACCAGGAGAAGCCATTGTTCATTATCAGCGAGCAGCAGA
GTTGCAGACGCAGACGCCCATCGAAGCCCTGCTGTCAATGGGAGAAATGGCCTCCTGTAA
AATCCTAACCCGCGACTATGACGGAGCTTTGTCAGTCTTCACGGAGATGCAGCTCCTCTG
TCAGGAGAAAGGACTCCAACTCCCAGGATCCTCCACTCCAGTTGGAGCCTTCTTGGACAT
TGCAGCCAAATGTGAAATATCCAGAGTTCTGCTGCTGATGCTGCTTGAGCCGCCGCCGCA
GAAGCTGCTGCCAGAGCACGCTCAGACTTTGGGA
>AU169236 ID   AU169236   standard; mRNA; EST; 598 BP.
GCAGNACCTTCGAGGNAGCTCTCCGACATTTTCTCCGACCACAACAACTACCTGACCAGC
AGGGAGCTTCTGATGAGGGAAGGTACCTCTAAGTTTGCCAGTCTGGAGAGTGGTGCCAAA
GAGCATCAGAAACGAACCCACAAGAGGCTCCAGCTGCAGAAGGAAATGGGAGCGATGCAG
GGAACCATCCCGTACCTGGGGACCTTCCTGACGGACCTGACCATGCTGGACACGGCCCTG
CCCGACCTCGTTGAGGGAGGCCTGATCAACTTTGAGAAGAGACGGCGGGAGTTCGAGGTG
ATCGCTCAGATCAAGCTGCTCCAGTCGGCCTGTAACAGCTACTGCCTGAGCGGAGACGCG
GCTTTCCTTCGCTGGTTTAGGAGCCAGCCTCAGCTCAGCGAGGAGGAGAGCTACGCCTTG
TCTTGTGAGGTGGAGGGTCCGGGGGACAGCAGCCCCACGTCGCCCAAACCCCGGAAAAGC
ATGGTGAAGAGGCTCAGCTTGCTGTTCCTTGGGACAGACAGCAGCACGGNCAGCTCCCCG
GTCAGGGACACGCCCCGCTCGCCCCCTACTGGCAGCTCGGGGGAGAGCATGGACTCTG
>AU169241 ID   AU169241   standard; mRNA; EST; 643 BP.
GCGGNCCGTTTAGTTCCAGAGCTTTAGCTCCATGTTGACAGTCTCTGAAATGCCTTGACT
TTTGGACTGTTTATTCATATCAGTAGATTGTAATGCTAAAAAAAGCAGCTTTTTATCGGT
ATGCAACACTATACAGTACTAAAAGATTTTCACACACAAACATGTCACCACATACACAAT
ACAACTAAAGTTTACACACACACATACTTATGTAAAGTATGTGCGTGTAAAACATATCAT
AACATCATGCGTACCATTAGTACCGAGGTGAGCTGACACCTGTNCCTAAGGGGAGTGTTT
GGGCTCTACTGTGGAGGATGATGGGATGTAAAAAGAGGTGAAGTGCCCGGTCTCTCCCAC
ACCAAGACCCCCGGCAAAGCAGCAGTGGCAGACGGGGCCCCCAGACATCTGGACTGGATG
CCAAGTCGAGGGAATCCACCTGCCCGTTAACCCAGGTAACCCCAAGGGGCCCCAGCACCC
AGAGGGCAAGGGGGGCACAGGGCCACAGAGAGCCCATCCAGAGAACAGACCTCCCACCAC
ACCAGGGGGCCCAACGCAAGACCCTACCCACCGGAAATCCCCCTCCCAGCTCCAGACGAG
CATCTCTAACTCCAACCCCAGGCACAAATCAGGGCCCCGCAAG
>AU169247 ID   AU169247   standard; mRNA; EST; 649 BP.
TTTTTTTTTTGNAGTAACACAAATACGTNCCACATTTNACAATCAAGCAGGTTTTCCATT
CCACTCTTGTCCTCCTGTCTGTCCATAAATGGGNATAAAACAGNANAAAATTTTTCAGAA
AAAGCACCACAGTTTAAGCTTATTTTTCCAGTTACAGNAGCCAGTGNAAAGACGTAACTT
TTGAGTGACACATCCCAACTTCATTAAAACAAAAAAGAACAAAAGCACAGAGTAATATCT
GTGTTTCCTCTAGAACCAGNAAAGGAAATCTATCTCTGACGTTTGTTTGTCCTTTGTTTT
TTAAACTGCTGCCGCTGCTAAGATCCAGTTCAGCTAAAAGTAATAAGTGAAGATATAGCT
TTCTCAAGCATAAACCTAAGAAGCAAACTGTCTTTTTTGTCCACGTACGTGGGCTTTTAT
CCTAAAGGTTTCCCAGTTTACCAACAGTAGTCTACTAAATTTATAGTTAGGGGTCCAAGG
TAACAGTTAGCACTCGAGACAGCGATGACTGGATCTAAATGTGGGAGCTCTGGATGGCTC
ATCTAAACTGTCAGCAGCTTTTAGTATTACAACTAACCACTGACTGTATAAGAGAACAGG
ACCAAGCAAGTGTGATGTCACCCATAAAAAATGGCTTACTTCCAACAAA
>AU169248 ID   AU169248   standard; mRNA; EST; 715 BP.
GGNAAAGCGGGCATGAGAGGCAGACACGAGGGGAGAAGAGAAGTACAATGAAGGAGTGCT
ATTGTCCATCCTGACAGCACTGCCATTTCACCATCCGCTGAGAGACGGGAAGGGTGACAA
AGGAGGGGGACGAGAGAGGAGGCAGCCAAACGGAGGAGAGAGGATAGATGGAGAGGAGCG
GCCGGCAGTGACTTTGTGAATTAACCGAGCGGAAGAGCGGATCAGAGAGGAAGCGCGATT
TTTCTGGGAGTGGATGAGGAGAAAGCCAGAGAAAGAGGAAGGAGAGGACGAAGGATCCGA



CTTTCTGTGGCTGTTCAAACATCACTGGGGCTCTTCTTATTGGAACATGAAAACCAGCTT
TTCATGAATGGTTTATTATTAATAATAATAATAAAAAACAACTATAGATGCTTTGATATT
TAGTGAGAAAATGAAGAACACAGAGGCAAATGTGTTGCTCACTTGATACAAAACATTTTT
TAAAGGACTTTTTGTAAATATACACTCTCTTTTTGACTTCTAATTTTTATATTTTCTATA
ATTGTAGATCTGCAGGATGTTATACAATCATTTCTTTTTGAAGCTTCTCAGAAGATTCAN
GTTTTTATGCAAGTTTTCGTAACAGTTGTCTTTTAAATACTAAGGTGTGGTATTCCTTGT
TAATTGAAAAAGGTTTTTTTTTTATTATTGGTTGATATGATTTGGGATTGACTTG
>AU169250 ID   AU169250   standard; mRNA; EST; 331 BP.
AACGCGCCGGGTTGAGCATTGCCGCCAACGCCGCCAGNACGCCATCCACAGCATCAGGAT
CACCGCTAACGCGCCAATGAGTAGCATTATCGCTTGCGACAATGCGGTCAGTTCAGATTG
ACGGCGTTGCGCTTCCAGCCATTGAATTTCTGTATTCTCTAGTTGCGTGCGATAACGATC
GCTGGCACCAAAAATGGTCAGCTCAGCTTGCCCTTGCAGCCAGGCCGTCAGTTGTTGGCG
ATACTGTCCGCGAAGATGAGTCAGATTTTGCCCGGTGCTTTTTCCCGCACGATAAAACAG
CGGTGGCATCAGGAAAAGCGTCAGTAACATA
>AU169252 ID   AU169252   standard; mRNA; EST; 687 BP.
CTGGTATGTGGCAGTGGCAGTGCAGAGGACCGCCTGCTCTTGTGTGATGGTTGTGATGAT
AGCTATCACATCTTCTGTCTGATCCCGCCCCTCCACGAAGTCCCCAAAGGTGACTGGAGA
TGTCCCAAGTGCTTGGCTCAGGAATGTGGCAAACCTCCTGTTGCATTTGGCTTTGAGCAG
GCCAGCAGGAGCTACACCCTCCAAACCTTTGGAGACATGGCCGATTCCTTCAAGTCTGAT
TATTTTAACATGCCAGTTCATATGGTTCCCACTGAGCTTGTGGAGAAGGAGTTCTGGCGT
CTCGTCAGCACCATCGAGGAGGATGTCACGGTGGAATACGGAGCAGACATCGCCTCCAAG
GAGTTTGGGAGTGGTTTCCCTGTGAGAAACAGCCATTTTGAAGTGTCTGCGGATGATGAG
CATTACCTGAGCAGCGGCTGGAACCTGAACAACATGCCAGTGCTGGATGCCTCCGTGCTG
ACCCACATTACAGCAGACATCTGCGGGATGAAGGTTCCCTGGCTCTATGTGGGGATGTGT
TTCTCCTCTTTCTGCTGGCACATTGAGGACCACTGGAGCTACTCTATAAACTATCTTCAC
TGGGGGGAGCCAAAGACATGGTATGGTGCTCCCGGTTATGCTGCAGAGCACCTGGAATCC
GTCATGAAGAAATTGGCTCCTGAGCTG
>AU169254 ID   AU169254   standard; mRNA; EST; 470 BP.
GTTCAGGCTGGCGAAATTTTAAGATCGTAGACCGGTCGGTGAAACCGTCGAGCAAAAATG
TACATTTTTCAATGGGCATGCTCCTAATTGCAGGTCATAAAGAACACTTTAACAACAGAA
ATGTAATATTAANGNTGAAGTTGGTGAGACGCAGGCATGTGGAATGGATTTTTCCCAGAA
CCCAACGCTCAGACAATGGGCATCCTAAAGCCACTTAGACGTGCGTGCGGCATCTGGTCA
GTACTCGCACATTACTAATGACTAGACTGTGGCATAAAGGCACCGTTCCACAGCATGATT
CCACACATGGCTTATATTATCCTTTAAAAATGATACACTTGTATCAACACGTGTACGACA
ATGGTATGTTCCGTTTTCATGATGTCCCTTGAGGCGGCCACCTCTTCGACCCTCCACGGA
CCCGGACAACCCAAAAAACTGCATCACCCATACAGGTCAACCCCCCCCTT
>AU169257 ID   AU169257   standard; mRNA; EST; 411 BP.
TTTTGACTGGCGGGCCACATAGGGTTCTAAAATTGGATAGAAGGGCCGGACCAGGGGCAG
CATGTGTGGAGTGAGAAAAAAAATAACATGGAATCTGGATGAAAACATTTGGATTGAAAA
TTATATTGTAAAACATAACATTGTAGAGTTTTTAGTTTAAAACTTCTGTTCTCATTTTAA
AGCCAAGGGCACCAACGGCTAGATGTACCTCGTGTAAAATTTAGAGAAATCCTGCCTTTA
TGTTGTGTTTGAATGTTCAGAAGAATGAAAAACAACAAATCTTTCAACACCACATGGATG
CTAGAGCGGGGGTCCCCAAACCTTTTCTTGTGAGGGCCAAATAAGTCATTTTCTTTAAAA
CTTTAAACTTCTAGTCTTTCCTTTATTGTGAAGCCATTTGGTACCTTAAAA
>AU169258 ID   AU169258   standard; mRNA; EST; 540 BP.
GTTCAAGGCAGCCAGGTTGGTTAACTGTTTGAAACACACGGNAGCACTTAAAGTTCCCTT
GTTGGTGGCACTTCTTGTGGTTCACCAAACTTCCGTGGTGCCGGTAGGTTCTGTCGCACT
GGTCGCACTTGAAAGGCCTGTCCCAGGCGTCGTCTGATTCAGGGGAGCTTTTCTTGTCCT
CAGCTTCGTGGCCTGACAGGACACTATGTCCCATACCACTATTGTTCAAACCAGAGCGCC
CAAACCCACCCGACAGGTCCTGGGCGAGACCGTAGTCCCTGTCGTCGTGGCCTGCTTCCT
CTGTAACCTCCTCAGTCTCCTCCTCAGCGTGTGCGCTGCTAGGGGACAAGGTATGTATCC
GTAAGTGATTCTTTAGTGCCACAGCATTGGGCAGAGTGCGTGTACAAACTGGGCACTGAA
ATGAACCCACTTCATGAGACTTCTTGTGATTGGCTAAGCTGGCGGCGTGCTTGTAAATGC
GACCACACTGTTCACACTCAAAACGGGGGCTGTCTTCCAGCTGATAATGTGCTTTCATAT
>AU169261 ID   AU169261   standard; mRNA; EST; 547 BP.
AAAAAANAAGCATCTGCAATTGTAAACAACTTTGTTGAGGAAACACTAACAGATTACACA
AATAGTATGTAGTCTTTGAGATTTTTGTAGCTGATTCACACTACACGTCCTCCCGCTTTA
ATTATAGTGATACCTTTTGTTTTGAGGAGTTCAAACATAGCTTTAGTTTTATGTTGGAGG
ACTGGCGGACTTTTGATTACCCAGAGTGCTCAAATCTGGGAAAATTCATTCAAGCAGATG
TTGCAGCGCAGATTTTTTTTTTAACTAACACATTTTGCTTCTGAATTTCTTTCCGATTCT
CCCAGGTGTCTTTGTCTCAAGTTTCAAAAACACCCAAACTTCCTTAAAGCCATTCCTTCG
ATGTCATCTACATGTGCCATCCAAAGATCTAACATAAAAAACCCAAGAAAACCGTATAAA
TTCATCCTATTGACAAGATGTGCCTCTAATAATGAGAATTGCTATTATTTTTAAAGTGCA
AAAAGATGTAAATCCCCTCTGAAAAATAAAAACTATTTGATTTAGAAAAAAAAAAAAAAA



AAAAAAA
>AU169269 ID   AU169269   standard; mRNA; EST; 653 BP.
CTGGGCTGCACCGTGTACGGCGTGGTTCTGCAGCCGGATACCTCCCTGCAGCAGCCCCAG
CAGCACGCCGTGCAGGCCCAGCAGGCCTCCTTACAGGTAGGGGGCGACAGAGGGCACAAG
TGTGGCGTGTGCGGCCTTGACATTTCCCATCTGGCCAACCCTCACGAGCATCAGTGCATG
GTGACCCAGGACCGGTCCTTCCAGTGCACGCAGTGCATGAAGATCTTCAGCCAGGCCACG
GACCTCCTGGAGCACCAGTGCGTGCAGGTGGAGCAGAAGCCGTTCGTGTGCGGAGTGTGC
AAGATGGGCTTCTCCCTGCTCACCTCCTTGGCTCAGCACCACAACTCGCACGGCAACGGA
AACAATCCCATGAAGTGCTCCATCTGCGAGAAAACCTACCGGCCCGGCTCCGGGAACGTC
ACCCCCACCTCGTCCGGCGGAAACCCCCAGCAGCCCTCCACGGGGGAGACGTCCGGGGGC
GGCGCCGTGATCAGTGCCTCGTCTCCTCCGGCGTTTGAGGCCTCCGCTCCGGACAGACCC
TACAAGTGCTCGGTGTGCCACAAGTGCTTCCGGCATCTGTCGGAGCTGACCCGCCACGAG
CGGACGCACACGGGGGAAAAGCCATACAAGTGCGACACCTGCGACAAGAGCTT
>AU169270 ID   AU169270   standard; mRNA; EST; 714 BP.
TTTTTTTTGAAAAGTTCTTGTAAGCAGCAGGCGGCGAGGTGAAAGAGGCTCCTCCCACAC
GTCCAGAAGCTGTGGAGGATTCCAGCGGCTGAAGCGGTTTCAGCTCCGGATTAAAATATG
CAAACGGATGAATATGATGGGATGTTCAGTACCTCCTTTACCCGGTTGGAGCCTGGCTTG
ACTTGGATTGAACACATTAAATATTACAGTAGCGATAAAGAGCTGCCTTCCAGTCAAAGG
AGAAGCTGGGTGCTGCTGAGGTATGACAGACTCTTACTTGGGTCAAAGCTCCTCAACCTG
AAATGCTGATCTGCTTGGAAGTGGATCCTGTTACCTTCAGAGGCGGGGGGAGCAGTCCTG
GGGGGGTCTCACTGAGCTCTCTGGAGGCTCGCCTGGGATTCCGCCTGCTGCTGCTCCTTG
TTGAGGATGATGCTGATGATGGCCCCCTCGTGCTCCTTCATGTGCTCCATCAGACGCTCC
TTGCTGGTGGACTCGAAGCCGCAAATGCAGCAGCAGAACAGGAGGACGCAGTACTCCATG
CTGGGGGTGGGGGGCGGCTGGCCGGCACACGGGCAGCTTTTAGACTGCTCGGGGTCCTTC
TGCTGGGGGGGCGGAGCTTCCTGGGGACACGGAGAGGAGTCAGCGGGTGGTGCGGGGACG
CCAGAGGCGCCGTCGGCTTTGGCTGCCGATGGGAGCGGCGAGGGAGGTTCAGCT
>AU169271 ID   AU169271   standard; mRNA; EST; 801 BP.
TGCTTCGTCACCTGGAGATCGGCTGCAGAGAATTTCCTGTGACATTTATTCAAACTTTGA
TGTTTGGACCTGAGAACTGACCCCTCCCTCCTCTTCCCCAGTGTTGCCAGTACGGTGAAG
CACGCCCTGTCGGTGTGGCTCAGCGTCCTCATCTTCAGCAACCGCATCACGGTCCTGGGC
GCCACCGGGACCGTCCTGGTCTTCATTGGCGTCTTTCTCTACACCAAAGCCCGGCAGAAC
CAGAGGAGAACTTTGCTGGCTCTTATCGCAGAGCAGAACCTCAAATCCGGGCTGCAGGAC
CAGGACTTTAAGGCCCCCCAGCCTCACTGACAACACGTTCTACACAGAGCCCCCACCCCA
AGTCCTGCGCTGCCACCCACCCTCTAAGGAAAACTGAAGTATCTTTCTGTCTTTGGCGTC
CCAACTGGAGGAGGGGGGGGGGTACTTGTGAATTCAAAACATGAATGGGGGGGTCTTACT
GCATTCCGGGAATGCGTGGGGGCGTGTCCAGCCTTTGGGGAACAAAGATCACTGAATTTA
ACGTTGGTGGCCCCCCCATGATCGTCTGCAATAATCATGAAGGGGGGGGTCAGCTGGACT
AAAGGAGTCCAGAGTCCGTCAGAGACCAGAACTGCAGTCTTTCCTTTTAAGAACTGTTTC
ACAATAAATGTTCCTTCAAAGCACTTTTTTCACCTGAATAATGGATGCTGTTAAAGGACC
CCCCCCCACACACACACACACACACACACACACACACACACACACAAACGGCCTACAACA
AGGATCTGAAGGGGGGCAACA
>AU169280 ID   AU169280   standard; mRNA; EST; 554 BP.
CTGATTTCCAAGCCTCGGTGCGGGTCTGAGTCGGGGCTTCCTCCGCCTCTCATCCACGGC
GGATGCGCGGCCTCGCTGTGGTCGCAGCCGCGGACACGCGCAGCCATGGGCTGCATTCAG
AGCATCACCTGCAACAAATCGCGCATTAAGCGCGAGAACATCCTGGTGCAGGACGTGTCG
GCCACCATTGACCACTGCCCGACCGTCATCGAGGAGAACTCCCCCATAGTGCTGCGCTAC
AAGACGCCCTACTTCAAAGCGTCCGCGCGGGTTGTCATGCCCCCCATCCCGCGCCAAGAC
ACATGGGTAGTTGGTTGGATCCAGGCGTGCACCCAGATGGAATTCTACAACACCTATGGA
GACATCGGCATGTCCAGCTGGGAGCTGCCTCAGCTGCGAGAAGGTTTGGTGAGGGCCATC
AGTGACTCTGACGGGGTCAGCTACCCTTGGTACGGAAACACCACAGAGACCGTCACCATC
GTCGGCCCCACCTCCAAGCCGTCCCGCTTCACCGTGAGCATGAACGACAACTTTTACCCC
AGCATACTTGGCTG
>AU169282 ID   AU169282   standard; mRNA; EST; 819 BP.
AGCAGTCCGGCGGATGGAGTGCGCGGAACCTTCCTCTGCTATGGAGTTTCTCTATGAAGG
CTGCGCAAACTTTTCTGACGTCTTGAGCGCCTCAGCGACAGAAGTGACCAAAGCCAGCCC
ACCTCCAAGAGTGTTTCCACCTAATTCTTCTTTGACTGGACTGCAAATATGCCAATCTTG
GAGAAACAGGCTGCTGATGGTCGAGACAGCCAAGTGCTGCCAAAAGTCCCTGTCCCTCCA
CTTACACAAACCCTCGACATGTACCTGAAGAGCGTTCAGCACCTGGTGAAGGAGGAGCAG
TTCAAGAAGACAAAAGCCATTGTTGAAAAGTTTGGAGCTCCTGGAGGAGTTGGAGAGGCT
CTGCAGAGAAAGCTTTTAGAGCGGAGGGAGAAAACTACTAACTGGGTTTATGACTACTGG
CTGGAGGACATGTATCTGAACAACAGGCTACCTTTGCCTGTCAACTCCAGTCCTGCCATG
GTATTTCCAAAGCAGCCATTCCGAGATCGGACAGATGCCCTCAGATTTGCTGCCCGACTC
ATCTGCGGAGTGCTGGAGTATAAGGCACTCATAGATGAGCGAGCTCTGCCAGTGGATTTT
GCCCGAGGGCAACTAGCTGGGACTCCTCTGTGCATGGAGCAGTACTATCGCCTCTTCACC



TCCTACCGCTATCCTGGCTTAAAGACAGACACGTTGAGAGTGAACGCTGCCTCCAAAGCG
CCAGAGCACGTGATTGTGGCGTGCAAGAACCAGTTTTTCGTGTTGGATGTGGTCGCAAAC
GACAGCAGCTCAGTGAGGTGGAAATCCTCGGTCAACTGG
>AU169283 ID   AU169283   standard; mRNA; EST; 728 BP.
GTCAGATCAAAGCCGATAAAATACAAGAAATACATGCTGATTTTTTAAAATCATTAACTC
CTTAAAAGGGATTTTTTTTTTAAACTGTTTCTGACATTTCTGAATCGTCCCCTGACGTAT
TCACCATCTCGTACCTTCCACAGCTTTTTTTTTCCCCCCATGTGCAAACCTTCAGATTTC
TCCGTTCTGCCTCTGCATCTCATCCGCTTTGTAGACCGTTTCTCCGTTCATGATCCACGT
TCGCATGCAGCAGCAGTGAAGGGTTTTTCCCTCTTGGAAAAGGAGCTTCAACCAAGTCCG
TTTCCCATGATTCCATGCAGTTTGAGCATTCGCCACGTTCAGGTGTGAAACAACATTCAA
GAAGAACTATGGATATTTCTTTACATGCCTATAGGAGATACATGATTCTCTTCTAGTTAT
TCCTCTCCTCAGTGTTTAAAACACGTAGATAAAAACACTGCAAAACTAGAAAGAAAGATC
CTTATTAATTTACATTGATAGAAAGGAAAACCTAAAATTTCGGACATTCTTGAATTGATT
TAATCTAATTAGCAAACTTTAAATGAAAGTTTAAAAAAAGTTAAAGGTCACAGCAAGCAG
GAGCAGCTTTTTGTTTTCATCCGATTATGGCATTTTTATTCCATCCGAAGCTTTATGTTC
CGTTTTTTTAAGCTGTAAACAACTGTGTAGTTGAGTAGCGGGAGTACAAAAAGAAGTCCT
ACTTTGGG
>AU169292 ID   AU169292   standard; mRNA; EST; 702 BP.
CAGGCAGTGAACCATGTGGGTGTTGCCATAGTGTCCAGCGCCGTCACTACAGCAATCTCC
ACAGTCCCTCTGTTCTTCTGTATCATTGTGCCTTTTGCCAAGTTCGGTCAGATTGTGGCC
ATCAACACAGCCATCTCTATTTTCTTCACCCTGACCGTAACCGTTGCCATGCTGGCCAGT
GTGGCCCCTCCCCACTTCAGCAGACACCGGCGTGCTGTGCTTAAGGCCACCCTGGCTGTG
ATGGCAGCTGCAGCCCTGGGAGCTCTTATATGCTGGGTGGGAAGACAGCAGGGCGTATTG
GCCTGGCTGTCGATAAGGACATAAACTCTGCAGTCCATCCAGCGGGGCGACTCCTCCTTG
ATACTGACCTTCCTTCCGAGTCAGCAGGAATATCAGACCAAGAAGTGGTCTGGTACTTGA
TAGCACAAAGATGTCAGAACCACTTTAGGGATTATCAACTCTTATCCAACCAAGAATTTT
TTTTACCTATTTTAAGTATTTTAGGAGCAAGTCCTGCCTGCTCAATGTTTCTGGAGTGTT
CCTAAATGACTCTATGATGGCTGACCTTTTTGGATTCATATGATGAAACGGTTTCATCTT
TGAATCGAGTCTTCTTCACATTTGTATTAACTTTTTAACATGAAAGAGCAGCTGCCTGTT
CTGACAGAATGCAGTACTCTAACGTCTACCATGATTCTGTGT
>AU169297 ID   AU169297   standard; mRNA; EST; 727 BP.
GGCAGATACCCATCTCCTCCTCCCTCCGCCGTTTGTCAGCACCGGGGCCGAAGATCCTGG
TCCAACAGAACGGCTCCGTTTGGCGTTTGCGACTTGTGGCGGATTTTTTTGTCTTTTTAA
TTTTTTTCACGAGGAAAATTCGGTCGAGAAACGAGACGGGACGCGCAGAACTAACCAGCT
AGCTACACGGCTAGTTTGCGGTCAGCCCTCAACTAGTAGGAGAACTGGGAACGGATAACC
TACCAAAAATGAAATAAATACGATTTACAGATGAAGCTAGGCTTTTAGACGAATAAGATT
AGCATCTTTTAGGTATTTTTTGCGATACTTTATCTCTTTGCACAAGTTTTCCTAGCAGCC
AGACAGTCGCCTGGGTAGCTAGCATGCTAGTTAGCCGAGATGGAGGTTTGCGGGCTCCGC
TCAGACGACTCATCCGACAAACCAGTTAGCTGGCCCGGCCGTGAGTCCGGTCTGTGCCGG
AGCGGAAAGCAGGACTAACTGGACTATTTTTTTATTTTTTTAATATTTTTACACGTTGAA
CTCCGAGCTGCACCGCTTCTCTGGATGTCTGTCCAACTTACCGAGCTGACGTGAGGATTA
AAAAAAAGGGGGACAGGAAATAATATCGCAGAAGACGGACCAAAAAGAGGACGGGGAAAA
GAGCCCGAAACTACCAGACCAAAGTTGACGAACAAGAGCCATGGCTGTGGCCAACCGCGA
TGAGATT
>AU169300 ID   AU169300   standard; mRNA; EST; 826 BP.
CTGGGGTCATGGCGGAGGAGGATGAGCGGGGCCCGGGAGCTGCTCACCGGATGGTGTCGG
TGATGGAGGGACTGTTAGGGAAGCTCGACGCTCTAAACTACGAGGAGCTTCTGGACAAAC
ACAACATGAAGAAAGTGTGCAGGCACTACTTTGTCTCCAACTCCCACCTGTCCTCCAATC
CGGGTGAGCAGTTTTACATGTTCACCATCATCGCTGCCTGGCTCATCAACGTGGCAGGGA
GGCCGTTCACCGAGCCCCGGGAGCACGACGAGCCCAACGCCACCGTGTCCAACATCCTGG
CGGAGCTGAGAGCCTTTGTGAGCTGCTGTTTCACATGCAGATGATCCAATATGTCCCTTT
CTTTGTGACTTAGACTCTGATCTCAGATGTGTGAGGACGACCTCTGACTGTGACCCTGGT
GGGTTTCAGGGCGTAAAGGTGGACTTCCCTCCCTCCAAATTGAAGACGGGCTCAGGCGAG
CACGTCTGCTTGGTGTTGGACCGACTGGCCGACGAGGCTTTGAAGAGGAGAAACTTCTCC
TTCAAAAGGCCAGATTACCCGTCAGAAACCCCGGAGGAAGAGTCGATGCTGGAGGACGAT
GCAGAAGTCACACTCAGCACAGCAGAGGAGGAGATATTGGAGGAAGATGAGGATGAGGAG
GAAATTGCGATGGATCTGGAGTCTCTGAAGTTGCGAAACTTCCACAATGAAGCAGAACTG
TCATCCAAACCCGAGGAGATCTTGGAGGCGACTGTGGATGCTGCGGAGTGGAACCTGGAG
GTGGAGAGAGTCATACCACACCTGAAAGTCACCATCAGGAACGACA
>AU169302 ID   AU169302   standard; mRNA; EST; 728 BP.
TTTTTTTTTTTTTTTTTTTTCCATTTGTATAAATAATCTTTATACATTACAGTTGAGTTA
CATTCAAAACAAAGGGGAAAACAGCAAAGACACATTCAAGTAATTTTCGTGCATTGAGAC
GTCTTCAGCCTCTTAAGGCACCAAAAAAAAAATTAAAAAACCCAAAAGAGGCCAGTCCAA
AAATCGGTTCAAAACCCTGCAAACCCACAGATGTAAACTGGAAGCTCCACAGAACACTGT



AAAAAAGAATCCCAAAGCTGTGGTTACTCCAGGCCCAGGAACTGATGCTGATGAGACAAA
CCAGGAAGAGAAGGCTCAAACAAAGACACAGTATGACTGGAAATGATGCAGCGACTTCTG
CAGCTTCTCCTTTGTGCATTTAGAAATGTCTGTCACTTCTTTGGAAGTATTTTTCCTTTT
TCTGATTTTTCGATCGGATCAGCAGCCAAATTGTGCAAACAGTCTGTATTACAAATACAA
ATTGGGATAAACCTGTTGAACTTTAACTAGCTGAAGGTAAGGCTGATGCCCTTAAATGAG
AGAAAAACTAGCTATGCTAGCTTTTCTCTCTGTTTTAGACGAGGAATAAGAACTACACGA
AAAAAGAAGCAGTAATTCATTTATCCAACTTATTCTTAAACTAAAGTTTAAATAAAAGAA
ATAGAAACCGTTCAAGCTGTTAGGCTTTTGTCGGCATTTAGAAATGATACAATTCCTTCT
TAATCTGG
>AU169304 ID   AU169304   standard; mRNA; EST; 634 BP.
GTTAGGGTCTTCATATTTCAGCTTTTTTTTTTCTTTTTCTTTTCTTTTTTTTAGGTCCTA
TATTTTTAAAAATATATCTTGTGGCCATTCATTTGTTTAAAGCAGTGGAGAATGTCTTAT
TAGGATCATGTTACACTCTGCTCCAGCATAGTCTGGGCACGCGGGTCCCAAACACATAAA
GAATCCTTTTGACATCATGCTCACATGCATCACGTGCCTGTCTTTAACTCAGAGGCTGTC
TGTTGGGGGTCCCTCTCCCCAGTCTTTCCCTTCCAACACTGCTTGCTCCAATTAATGAGA
TCGGCGCTCGCCATGAACTTTTGGCTGATTTTGATTTCTTGTTTCAGAAACGTCTGGTCA
TCCAAGGGAAAGTGGTCGACATGCACTACAGTCACCCTAGAAACAAGTATGAAGACTGGC
TGTGCAACACGTGTGGCTTGTACAATTTCCGGAGGCGGCTGAAGTGCTTCAAGTGTGGCG
CGGCCAAATCTGAAAGTGAAGTGACCAATAACACAGCAGTGTCTGAAACTCAACCAAGTG
GGGATTTCTATGGGGACACCATTATCCTGAGAAATATTGCCCCCCTGACCACTGTGGGAA
TCGATCCTGACAGCCTTAGCACCCTACGCTAACC
>AU169306 ID   AU169306   standard; mRNA; EST; 822 BP.
GCCAGCATCATTGTGCGCGTGCTCGATGTGAACGACAACGCCCCTTCTTTTGACAAAGAC
ACGTACGTTGTGGATGTGATGGAAAACTCCCCGATTGGAAGTTTGGTGATTAAACTGAAT
GCCACTGATTTAGATGAGGGATCCAACGCTGGTGTTGTTTATTCTTATAGTTTGTACACA
TCAGAGAGAACACAAAATGTGTTTCAGTTGAATCCAGAGAATGGAGAAATACGAGTGAAA
GAGATGATTAACTATGAAGATTTGCAGCTTTATGAAATGGAAGTTATAGCCAGTGATAAA
GGACTGAGCTCCTTATCTGGACAGTGTAAAGTTAAAATACAGGTAACTGATATGAATGAT
AATCATCCAGAAATTTCTATCAAATCCTTTCAGAGTCCAGTGAAAGAAAATGTGGCTACA
GACACAGTGATCGCTGTAGTGAGTGTGAGTGACAAAGACTCAGGGGAAAATGGAATAGTT
GATCTTCACATTCCTGATAATATGCCTTTCAAACTGAGAAAGTCCTCTGATAACTATTAT
GAATTAGTGGTTTCAGAGGCTTTAGACCGTGAGAAGGTCCCAGAATATGACATCACCTTC
ACTGTGACAGACAGAGGTTCTCCGCCTTTGTCCGACAATGAAACCATGACTTTAGAGCTG
CTGGATGTAAATGATAATGCACCAAAGTTTCCCCAGTCCTTTTTATACCATCCGTGTGAT
GGAGAATAATGCCCCTGGGGCCCTGTTGGAGTCTCTGAGTGCGTTTGACCCTGACCTCCA
TGAAAACCAGTATCTGGTTTACGTCATCATAGAGAAGGAGAT
>AU169309 ID   AU169309   standard; mRNA; EST; 797 BP.
ATTTTAAATAGCTGGGGGGAAAAAAAAGAGACACGTGAATAAAACACGATAATCATTCAT
ACAGCTACATCTGCATGTTGGAAATTAATTGCTTGCCTCAACAGTTGTTTCAAATGAACT
TTTATCCTGAGAAATTTAATTTATTTACTAAACTTACTTCAGACATTAAAGTTATCAATA
CTGTAGATTGGAAAAAAACTAAATCAAAAAACACCATCCATACTCTCAGAAAAACACCAA
CACCCGTCCAGAATCACACAACAAAACAGAGAAGAAAATTAAAATAAAGAGGATCATTAT
TTCTTAACATTTTCATTTGCAGCGCAGAAAAACATCTAGAATTATACAGTCTATGTGCAT
GATTTTACCTAATAATCTCACAGGTGACACCATTCAGGTAAACTATGCAGGAATTTAAAA
GAAAAAAAATTATAATGAATTTCAACCAAACCAACAGAACTACATCATTTTTCAAAGGTT
TTGGAGTCTTTATCATGCTGCTTTAGCTCTTTGGGTTCATCAGGTGTTTCGGAGTGATAC
TGTGTTTACAACTGGATGTCTTTAAAATAGCAATCAAGTATTTTGACTACGATTCAAACC
TTTACTCCAAGTATGATTAGTTAACAAAACATTTGTTGCTTTTTCAAAAACGGCCCCACA
CTTCGAGAGCTCAAAAACATTTCAAATCCCCCACCAACTCAAACATTTCAATCTCCCCTT
AATACGAGGNTGTTTAAAAAAAAAAAAAGACACACCCAGAGTGACAGAGAACACATTCAC
ACTAAACCAGAAAAACC
>AU169315 ID   AU169315   standard; mRNA; EST; 789 BP.
CTCCAGGTGGAGGTGGTGGTGAGGCTCCTGTGCGCCGACCTGTCCTGGACCTGGGTCTAC
ATCCGAGCCAACAGGGACCCCGAGAACCAGCAGATCAGCTGCTCCAACTTCATCGTCAGT
CCAACAGAAGCAACGTTCCTGCAGAAGAAAATCAGCTGTGATGCCGTCGGGTTGTCATCG
TCGCCAAATTCCTTTGATTTGATCCAAAATGAACCTCATGGAGAAAGACACAGGACGAAG
AGGCAGAGCGCCACAGACGAGCCGGACGCCAGAGCGAGGTGGGAGTCGGAGCAGGACATG
TACTGCATGCTGTGCACCTCCTCCCAGGACAGCAGCTCCTCAGAGAGCCCTGTTCTCTAC
AGCCCCGCCTCCTCCAGCTCCCCTCTGCAGCTTGGGGAGCTCCACCGCGACCTCCTGATG
GAGGCTCATGAATGCACAGATCAGCTGCTGTCCTCCCCAGAGGGCTCCGCCTCCTTCTAC
TCTCACCCAGAAGCACGGCTCAGCAGCCACCAGTCGCCGACCGCCTTTGACCCAGCCTTC
GAGCAGAGAGACCCGCCTACTTTTGGAGAACGCTCGCCGCTCTCCTCAGCCTCATCCTCG
CTTTACGGTTTCCAGCCGTGCACGTCCGACGCCCGGTTAGTTCCAGACTGTCTGTTTGTG
TCTGAGATGTGCGAGAGTCCGGCAGAAAGTGCATCCCTGCATCCGCATGAGCTGGACCTC



CTGGAGAATCCACAAGGGGGCAGTGTTGTCCTGCAGGAGTTGACTTTTTCCTCCAGTCTT
CTTCCTCCG
>AU169318 ID   AU169318   standard; mRNA; EST; 754 BP.
TTTTTTTTAAACATGGAGGTTTTATTCAGCAGCAGGTTCTTCACTTCTGCTGCCAGCCAC
CAAAACTGTCCTGTAAGGCAGGCTCCACGCCTCCTCAATGATCCAGAAGAAGTATGAACC
AGGACAAAAATACAGCTGTTTATAATCCTTAATGACTGTGGAATAAATATGATACAGCAC
GGGCTTGATAACAGACTCCTGTCTTCATCCCAAGTAATAAGATCCGCTTGACTTTGAAGA
ACTGAACCTCTCACAGGGTGGCCCATCTGGCCTGAACCAGCAGCAGCTCCTGGCTTCATG
GACCCATCTGCGGTGCCCTCTGGCATTATCCAGCGCCCCTCCATCAGGCCCATCTTCACC
TGGGTCCAAAGATGTTTTGCTAGTTTGTTGATCAGACCTGCAAGACATGACTTTGACAAA
TATTAAGTAAGATGTGTCATTTTTTTGCAGATAACCTTGATAGTGATCTGGATGCATCAC
AATGGAATTGGAGCTTGTGGCCAGCCGGCTGCAGCACCTATGCATTATCTCTATAGGCTT
TTTACAGGCGTTACTGATTCACGACAATTGAAATAGTCACAAACACCGTTTTGATCTGAA
TTTTCTTTATATATGTCCTCCATCACCAGAAGAATGCAACAACAACAACATGTTAAAATC
CCCCAAAACACCATCTACATCAGAGTGGGAATCTCTGAATAAAAGTTTAAAAGCTCCGGT
GTTGCGCTGCCTCACCTCAGGATTTTTCTGTCAA
>AU169321 ID   AU169321   standard; mRNA; EST; 797 BP.
TTTTAGCTTCTTTGGTATTTTCGGAGTAACCCTGTTAAATGTTTTTGTCAAGAATCAATT
AAGATAAAAATGTGATTCTGATGCAGCTTCTTTTAGTCAAATCCCTTTACCTAAAAACAT
TTATCAAAAAAAAAGTAATAAAATAATTCCATTGAATAGTTTTATTTGACAATAATTATG
ATAATTATAATGTTAGTATTATAAATTGATTTTCCTGAGTTGGGCTTTTGTCAAATGACC
TTGTCAAATTAGGTTGAGTCTGTTGTGGATGAAAAACCATCAGTTTTGAACATCATGTTG
GTATCTTTAGGTGGATTATTGTAAGAAGTTTTTTCAATGTTTTGTCATAGATTTGATCTC
CTAAACATGAATCCTTTTCCAAAATAAAAAAAACTTGTGTTCTTTTCCACGACATAGTTT
CTGCAGAGTGGCAGTTCATTAGAAAATTCACCTGCCTGCCCCTTTTTTCTGACAGCCATC
AGTCTTCCACCAGCTTACAGCCCCTCACACAAACAACCTAATATTACTGGTGCAACAAAA
ATGGTGATCACTATTGTAGCTATCCAGCCATACATTTTTGAGCCAGATACCAGCTCAGAC
TAAGACGTACACGGGTCCAGTCATCTGCAAGTGTGTGCATCAGAATGGAGCGGAGCAGGG
AGCTTGTGGCCTGCCGTAGTTGTTTTTACGTCACACCTACAACCTTTTTCAAAAGGCCTT
TTCTTCTGCTCCCTATTTACGAGAATAAAAATACTCAGAAATGCATTTTTAAGCTTTATT
TTATCCACATCATCATG
>AU169329 ID   AU169329   standard; mRNA; EST; 749 BP.
CTGGGAACCACCCATCATTACTATGATCTCTGCATGGAAGATGGCATTAGGAATAACAAA
TATAGAGCAAAGAGGTCTAAACTGCTTGTTCCCTTTCAAATCTGCTCTGACTGAAGCATC
TGGCATTCCTAAGTGCTAATTAGCCATGTCACTGGTGACGCGACTCCGGCTTCGAGTGGC
TCATTGATCGTTTTAAACATGCCGGAAAAGAAGCAACGTTCAACCCTTCAGAGGACGTTA
CAGTTTTGGTGCATTAAATGTGAAAAGGATGGCAGTAAAGGCGGCTCTCAGAACGCTTGT
TGACCTTTATTCATCATTTGTGGACAAACCCTGGAAGAGCGTATCACCTGAAAGCCTGAG
GAAATCCTAAACGGTTAATGTCTGCTGTGAGGGCCTCTAAGGCTTTCTTTTAAAGTACTT
GCATTTCAGTTTCTCTGTTGCATGAGGAGGACTGAGGAAAGGAGTGTGGAGCTGATATAG
CAATGAACACAGCACTCCGCATAAAAAGTGTTTATGTGTGCTGGCATTTTGTTTGTGTGT
GCGAATACTTAGATGCAAAGTAGTGTATCATTTACTGTCAGTATCAACCCTCCCAGTCAT
TCAACTAATGCATCTGTCCAAACACACATGAAACAGGAGCATCCTTATACTTTGCGAGTG
CTTGCATGTGCGCGATAGCCTTCTCTACGCTCTAAAATGTGCATTAAATATGAGTGACAT
GGCGTCTTTTTTCCCCATTTGAAAAGGAA
>AU169331 ID   AU169331   standard; mRNA; EST; 456 BP.
CAAAAAAGCATTAAAGACCCACACAGATGAAAATCGTGTTCTAGTAGTATTTGTCCAATG
ATGGAGGAGATAAAAAAAATTAAGCATAAAAGGCATTTCTAAATATTTCTTTATTCTGTG
AATCAGGAGCAGAGGACAAAATGCAGTTTGGAAAGCTTTTGTAGGTGTGACATAGAGGCT
ACGTCAAACCACAAGCTCTCTGCTCCTCTCCATTCTGATGCATCTGGTGCATGAATATTT
TTAGTTTGAAAAATGGTCCTTATTTCTCTCTGGAACCGTGTTCTGAAACCCAAACAAACC
GAACCACTTCCACCTGGGTCGTTAACAGCCGAAAGAGATGACCAGTTTGGGGAGGGAGTN
ACTGGCTCCTNAACCCCCAGCTGAGGACAAAGGACTCTTAACGACCCGAAACTATGTAGG
CTAAGTTGACAATACCATCCAGTTTCAGGTCTGACT
>AU169332 ID   AU169332   standard; mRNA; EST; 769 BP.
GGCCACTGAAATGACCTTATTTGGTTGGAGCTGGAAGTAAACCATTTTTTTATGGGTGAC
ATCATTCACTCTGTCCATTTCCCTTATTCCAGGATGTCCAAAGTCCAGCCCGCATTCACA
TTTCCAATGACCCACAGGCTCCTGTCATAAAATCAATAACATGCGGCACCCAACCCTTTT
TAAAAGCTGCATGTACGATTTCTTGACACCATGAAGAGGCACTACCAGGCAAGACATGCT
ATCTACAACAATCTAACTGGGAATGAACGGTGCAAAAAAGTTGACAAATTAACAATGATT
TTGATAAAAATGTACAAGATGTATTTGGTTTATGGGAAGAAATGAAAAGTATGCCATTTC
AATAAAATGTTTATTTGTTTCATGTAAATTTAATGTGGTTAAAATAGTTCAACGAATGTC
TGGCCAATCGGTTGACCCTCACACATTTCCGACTCACCAAATCTCGCCCTCTTTGGAAAA
AGTTTTGACACCCCTGTCTCTTACAGTCAACCGTTTAGTCCAATCCAGAGTTCACATCTC



TCTGTTTTTTCTCTTTGTTTGCACAGATTAGTGTTGGTTTACTTGTAAATAGACAGCCCG
GCAACCAAAGACAAGTCACCTACGCCCCATGCATGTCAAGTAAAAAAAGAAAGCCAACTT
CATAATGACGTGCAAACCAAAAAACAAGCTGAGAAGTGTTATGTAGACAGACCTGGTAAT
AGTTTACAGTAGTTAAATAAAATCATAAAACAGGCAAAGCAGGACTGAA
>AU169337 ID   AU169337   standard; mRNA; EST; 647 BP.
GACAGCCGAACAAGGTGTTTGTTTTTGTCATGGTTTGAGTCATCCGTCCCACCACGTTCC
TGTAACCTGCAGGTTCCGGGTCCAATGCTAAAGCAGATGCCCTCTCCTGGTGGCAGTGTG
GGTGGAGTTGTTGGAGGAGTCGGCGGTGTCGGCACAGGGGTCGGCGGTGTTAGTGGAGGA
GTGTTCCCTCCTCAGATTTCACCACAGCAGCTAGCAATGCTTGGAAACATATACCCCCAC
ATGCAGCAGTTCCATCTGGCCTGCCAGCTTTTGCTACAACAGCAGCAGCAGCAGCAGCAA
CAACAACAGCAGCAGCAGCAGCAGCAGCAGCTTCTGCAGAACCAGAGGAAGTTTCCTCCG
CCTCTCAGACAGCAGCCAGACCCACAGCAGCTTGCAAGGATTATGGCTATTCTGCAACAG
CAGAGGCAGCAGCAGGGTGGAGTTGGTGGGGCAGCGCAGGGAGGGGGGAGCTCCAAACTG
TCTCCATCTCACCTGGGTGGAGGACTGTCCAAACAGGCCATGGTAGACCCCCTGACACAT
GCGGGCTTGGGGGGACCGTTATCAGATCCTTATGCCAAATCACAAGGCATGTATCCTGGT
CTGGCACCTGACAGCAACCTGTCAACACTGGAGCTGAGTCCCATGAT
>AU169338 ID   AU169338   standard; mRNA; EST; 683 BP.
TTTTTTTTTTTTTTGTACATTAAAATGTTTATTACAAACAATGCATACACACTAGTTTCA
TATTGCTTCAGACATTAATTTCTTTTCTCTTTCATTTTCAGTTAAACAACTCTGTAACAA
AATGTAGATACAACATTTATGAAAATATAAATCTCTAAACAGTTATTTCAGTCCTGACAA
TACAAAGAATACCATAGAAACATTCATTACCAGTAAGTCAACTAAGAGTTGCAAACATGT
AAGTTATTAAAAGTCATTCAAGTTACTGAACATACGATAATACCGTTTACTGGCTGCCAT
ATGGACACATTCAAATATACTTTTAAACTGGCATTCCAATATAATAGAAGAGGATTTCTT
TTGAATTTTTTTTTCCTTTAGCAAAGATGTTTTCTCTATCATAACATAATCACAGTCAAC
ACTTAAAACCATTTGGTAACAATATAATTACAGTACAAGCCTCAAAAACAAATTAGACTG
TCAACAGAAATGAAACAAATTATCGTAGGAACTTTGGCAATTACATATCAGAATGTCTTT
TCTCTTCGTTTAGACACTTTTGACTTGGTGAGAAAGTTTAAAGCTTGGCGCTGCCACCCA
GTTTGAAAGAATCCAAGGGCATTTTTTCTCAACTATTCCTTACTCGTAAACATACAATAA
GATGGCTAACCTTTAAAAATAGC
>AU169344 ID   AU169344   standard; mRNA; EST; 819 BP.
ATTCATTCAGTGGTGTGTCGATGTTTGAAGTAAACAAAAAGTGCTGACAGTGACTCTTTA
CTGCTTGACTTTAGTGAAGCACAATAACAATAAACATTAGCGACAGTTTAACGTGTACAG
TCTCGAATGGATCTTGCAGAGTGACTAGTGAGATAAAAAGAGTAAATCTGCCTTGAAAAA
CAAATTGTATTTGTACAAATGGATCTGTGTAGAATTAACCCATTGTTTGTGTAAAGTTTT
TTAATTTTTTTTATTGTTAAGGTCTTTTTCTTCCCCCAGTGTCAGCTGACAAGTCAAGAT
ATGAAGACACTTGAGTTTGGAGTTCAGCAAACAGAATTGTTTTGGTTGAATAACTTGAAA
AAAGCATGACATGTTCCGTGACTATATGTCGCTGTGCTTTAACTACCCTGTCAGTCAATT
TTTGCTGCACCAAACACTTGAAACTTGAGTTTGTGGAGGATCTGCCTACTTTAAGTGGCA
ACTATTTGTATTTTTCCCATGACAGCGACTGAGCAGTTTATGATGAGATACAGAGTTAGA
GATAGCACTGTTCAAAAAGGAGACAAAAAAGATCAAAGAACAAAAGTTTCACAATGTCCC
ACTAGCACATTTATCAGTGAAACTATGGCTGCTTGGACATGGGAAAGATAGGTTTGCCTA
GTCAAAACTATATTTATTATTTAAGTAGCAAACTTGTATTTTTGAACTATTTTGAATTGT
GAGTTCCTCAAAAACAAAACTGCTATTTGACTTTAAATCCCAAATTTTGTGGAGAACATC
TCTGTCTTCTACGACAAGACTCAAATTCATCATTTTATA
>AU169349 ID   AU169349   standard; mRNA; EST; 383 BP.
CAGCCACATACCTGAGAGACAGGAAGTCACCGGCAGGAAGTTTCTTGGCCGCCATATTTG
TAGTCCCCTTAAATACTGATTTACAACACAAACAATCTAAACACAAATACATAAAAATCA
AACCATAGTGTGCTCACACGATAAAGAAAGTGACCCTAATACTGGACCATTAATAATACT
GATGGCTAATTTGGAATGTGTTTACTGTATTTTTTCCAACAGTAAAGTAACAATCCTATA
TTTTATGTGGCAATAGACTACGTGCACGACAGAACTTCCGGTTGACTTCCGTGTTTCGAG
TGTGAGGCCGACAACTTCCTGTTGGTCGTGTTATTGTTGTGGGGAGTTTTGTTGAGTTGN
TAGTTTTGAGTAAATAGGAGCGG
>AU169350 ID   AU169350   standard; mRNA; EST; 550 BP.
CTGCAATTGTGAATCTCTCGCCTGTGTGGGGGTCAATGATGCCTCCTGTGCAAGCTTGAG
ATTCCAGCAACCTTTGGCCTGTTATGTTGTCAACAAGGTTTCTGTGAATGGCCTCTGTGA
CCGACACCTTCTCCAGTGTTTCTGTGTCTAGAATTCCAGCTATAGGGCCAGTTTCCTCCG
TTGGATCATTCCAAGTGGTTGCTGGTGTTTTTATGGAAGGTACTGGGCTCATGGGGTAAG
AGGAAGAGGAGCCAAATGAGGATGACCTAGATCTGCTACCACTCATGTTTCCTGACAGCA
TGTCTGCAAACTCTGTGATAGACAGCAGTCCTGCTCTGTACTGATCTAGGGCCGATTTGT
CAATGAGGGCTCTTGTGATCGCATCATCAATGTCATACTGCCGACCTGACCTTCTGTCAA
TGATCATAGACTTTACAGCCCCATCAGAGGAGGTGGTAGTAATCTCCTCCCATTCACATT
CCTGCTCACATAGCTCCAGGTAAGTCTGCTGGTCAATCAGCCCCTTCTGATACGCCTCAT
AGACAGACAT
>AU169358 ID   AU169358   standard; mRNA; EST; 777 BP.



TTTTTTTTTTTTTTATTCAGGTTAACACCTCACTGTTTTGCTCCTTCCTCTTTATAGCTA
TAACCCAAGATGTCCTTTTCCCGTTCCCCTCTTACTGTTCCTTCTTTTTTATTCCTTCTC
GGATCCCTGGCTAAATCCACTGGTGGCAGGATACCAGAAGAAGCACTGAGGTGAAGAAGA
TTGGCTCTGTTAATTCTGAATGATGCTCCCATTTGGGACTCTGGAGTCACACTTTTTAGG
GATTTATTTAGCACAAATGACATCCTCATAATCAACTGCCTGCTACTTCACCAGGCTAAT
TTAGCATAATGAAGAAGTTCCACAGACTTTGAAGACATTAGTGATGAATAATTAGCTGAA
TGTTTGGTTTTAAATTTAAAAGTAGTTAAAGTCGCATTAGTTGTCACACACCTAGGTGTA
TGAAATGTCTTCTCCGCATTTGACCAATTCCCTGGGGGAGCGCTAAGCTGCAAACACAGC
CATGATCAGCAACTATTTGGTGGTTTAACCCCCCCCCCCCCAGATATAACCCTTAAGGCT
GAGTGTCAAGTAGGCATTAGGTCCCATTTTAGAGTCTTTGGTTTGACTCGACCTTGGACT
TTAACTCACGACCTTCCATTCTCAGGGTGGAGACTCTACCACGAGGCACTGAGTTGGCTA
TATTGTTGTGATATTACAGCTTTCTCCAAACGTAGCTTTCGTTCCAGCAGCTCATCTCCT
CTGCATATAAAAATGCTTAATAAGCATTCTCTGCATGACTTCTTTGCAGTCCACAGT
>AU169362 ID   AU169362   standard; mRNA; EST; 792 BP.
GGGAAATAAGGCCTCTGTCTGAGTCTCATTGCACAAGCCTGTAGGCGTTATCTTGCTGAT
CTCAAGGAAGGTGAAAGTGCTCAGCATTTGCCTGTGGGTGGGCATTGATGCAAAGTGCAG
TAAGTAAAGGACTTCATGCGTGACAGTGTTTGTTTTTCCCCAGCATGCATTTTATTTCTT
TTGCATTACATTGGTTATTTTGTAGCCTTGAAATACAATTTATCATGGCCAAGTTTCCAA
TTACAGATAATTGTGCTTCTATGCATATCATGAAAAATCAATATAATTAAAAACTAAAAA
ACACGGTCTTGCATTGAATCTACTTCTTAGTATCAATATGCTAAGTCTCTTGTTTAAATA
AACCATAAAAGTAGAGTGTTAACCTGAAATATGGGGTATTGTTTATGCTGTAGTTTTAAA
TCTCAAATGTTCTGTTAGAGTCCAGGATTACTTTGTTATCTTTCAATTTGCATAGCTGGC
TGAGACCTAATAAAGTCAGAAATGTTCTGCTAAATTGTACCACACAAAAATATCCAGTTA
TCTGTGTCACTGAAGCGTTGCTTGCTGGATATCAGACAGCAAAGAAACACAAACGCAGAT
GTTAAAAGAAATCACCAGTGTGGAAATTGAAATAAGATAGAAGTTGTTGACATTCCTGCA
AGGATAAAAGCCAGTGCTGAGTGCAATCTTTGATGGGGTTCCTCTTTTTCTTATGTGGTA
GACCCAGAGTGAATATGTTATCCAGTATGTCATTTTCTGAGACTCATGCCACCCTGGTGC
TCTGACAAATAA
>AU169376 ID   AU169376   standard; mRNA; EST; 806 BP.
GTGACATTTAAAGATTCATGGTTTTGCTACAGAAAAAAAAAACGAGACCAAAACACGAGA
GTGAACCCTTTTTAGAGCTATTGGCAGAAGAAGAAAAAAAATCAGGCTTTTATGCATGAA
TTGTTGGTTTTTAACACACTGTCAGTTGGTGCAACAATTTTAGTCACTTTAAAAGCAACA
GAAAACATTTGAAGATGCTAGAATTGATAGGAAATAATGTCAAAATGTAATGAAGGTGTA
ATGTAATGTAATGTAAACTTTCACAGGTTAGAATGAGCAGCACTGACAGGTTTGTCAACG
CCATATCTTCTAAATAGAGCCGGAGACGTCTGCTTGTTAGGCTCAGTTTTTCTCAAGCTG
TAAAAGGATCACTCAGCTGGTCATTCAGTTTACTCATTTGGCCATATTGTGTTTATGCTG
TGATCATTTAGGACAGAATGAGAGAATTCTGAAGAAGTTTCCACATTTTTAAAAACACAG
GAGTTTGAACCTGCTAAACCCAACCTTTTCTCAATATTTAAATTCGACATGAAAAAAAAG
TCAATATTTCCGCACAAACAAGGGCCCACATGTCTCCTTTCCATAAAACTGAGCTATTGT
AAATTTTATAGATGGGATGCAAATGGCCAAATCAACCCCAGTTTATTCCCAAGATTGTTT
ATGCTTTTGTCAAAAAAAATTTATGTATAATTTGGTTCAGCTCCGCATTTTTACAGGGGT
TTTTTCACAAACACACAACCTAGTGGTGTCACGTATGAAGTATGCAGCATGTCTGTCACC
AAAATCTCACAGAAAAGGCATTTTAA
>AU169380 ID   AU169380   standard; mRNA; EST; 581 BP.
TGTGCCATCAACGACCTCTGCTATCTTATGGTCACCAAATCCAACTGTAAAAAGGGGGCG
GGACTTGTACATATTTCGGGGGGTGGGGGTTTGGGTGGTGCTGCAAACACGGGTGCTCCT
CCGCTCGGGCTTCACCCAGGGATGCTGCTGCGTCTGAAGTCTTCCTCGCCGAAGCACAGA
CGGGTGAGCGTCGGCCAGGCTCCGCCCCTCATCCAGGTGCCTCATCTAGCATCTTCAGAC
GCCACAAACTTTCAGTCCGAGGGATCGGAGTCCCGGTTCTACCAAAACCAAGAGACTTCA
GGTTCGGTTGTTTTTCTTTTTTTGAGACGTGAAAACTTTGAATACTGGAAAAAAGTCTTT
CTGAAGTTTTGTGGTAGAAAAATCCTTCGGGCAGAAAGTGCCTTTTACCTCCAGAAAACA
CCAGCAACACTTCAACCGGATCACAGATGGAGCTNGNCACACGTCTCTACCTTCAGGACC
TTTGCTACTTTTGTCCAACGTGTTTTGGTTTGGTGCTGATCTTTGACATATTCACCCCTG
AGATCCGTATGTTAGAACTTCCAGAGCGTCGACGGGCTTCA
>AU169381 ID   AU169381   standard; mRNA; EST; 461 BP.
CTTGGCCTTTATCCTTGTTAGCAGACGGGACTCAACGAAGCACAGCAGATGCGGAGGAAA
CAAGCACAGTTCGTCCACCCCCCTACCCCCCCACCAAGCTTCAGGAGGAGCCACAAAAAC
AGCTAGTTTAGAGGAAGAGGCAGGGCTATTGCCCATTCATATAGTGGATTGATGCTGCAG
TGCCGATGTTTTTACGGCAAAATGTAAATGACAAGATGGAATCAACGGACAAGATACTTG
AGACTTCAGATGCTACCTACTGACACCAGTCTTGCACGACTGCAGTGTCACACTTGCATA
CAAAATGGACACCACACGCAGATGAAGATTTACCTGTAACGCTACAGACTCCCACTAACT
TCATAACTGACTCTGAAGACTGTACAAGAAGGTGAAAATGTTCAATATGATACTCGTTAC
GATGAAGATGCTGATGAATTATGAAGAACATTTGGGCAGTA
>AU169386 ID   AU169386   standard; mRNA; EST; 810 BP.



TTGGGATCAAATGATCTTCAATGTTCAGAAATCTGCTGGTGTAAATGTGTTTTTGTGCCG
TTATCTTGGGGGTTGTAGGGGTGCTATCGTGCCTTTCTGGTGCTCTGCACATTTGGTTGT
GGCCCTAAAATACCAACCGGTCCCCGGTTCACTCAGAGTGGAAGAGCAGGGAAAGCTCAC
CGTAAGGTGCTGGAAGAGCCACGCTCTCATGATGTTGGTGGCCACCTTCGGGAAAATCCC
CCTCTTCTTGTTGTGCTTCTTCTCTTTGTCGGGGTCGTCATCGTCCCCTGTGCTCGGAGA
AGCCACGCTGTTGTCCAGGCCGTCACCCTGTTCGCTGCTGTTGTCGCCGCTGTGTGACGT
GTGTCCGCCGCTGGACGGTCCCGGCGTGCCGCCGGAGCGCGTGGACGCCGTGTCGTCGTG
ATCCCTGTTCCAGGACGTCTGATCCAGGGCCACGGATCTCGTGATCTCCTCGCTGTCGGA
CTTGGAGCCCCCCTCCCGGTCGTCTATGACCAAGTCGATGGGCATCTTTCCCTTCAAGCA
GCTTATGTACCGGTGACAGAAGTTATCACACAACTCGTGCACCTTCTCCAGCTCCAGAAG
ATGAAATCGTAAAACTTGAATGGCTTGGATCATCAGATTATCCAGCTCTGGGTTTGAAGA
AAACAAAGGTTTTTCTGCCCGAATCTGCTTTGCAAACACAGCTATGTCTTCATTGAAGGA
CTCCGAGGAACACACGTCTCCCCCCGCCACTCCGGGCTCTCTGGGGGTGCAGGTCGCTAA
TTCACATTTCTCAAAATCAGTGCAAGCAAG
>AU169388 ID   AU169388   standard; mRNA; EST; 773 BP.
CAGCAATCTATTTTTGATTTATATCTTTTCATATTTGCTGATAAAAACAACGAGACTGTT
AAGTTGTTGACCTAACCTAAACAACTGGCATCTACGGGCCGGCTGCCAGCAGTACAGCTC
GTTAGCTAGCAAGCTACACTGCCTTACAGTGAAACTGCCCTTTGTCTTTTTAGTAGGCAA
GTTAGCTAGCAGGCGCGTTTATTCCCTCTCTCTGGGACAACTGAGCAGAACGTATCGGTT
TAGTTTTTATTATTTTCATTTTCTTATAAACATCTTCAGCGAACCAAGATAGGCAGCTTG
GGAACCAAGATGTCGAATCGAGTGGTGTGCAGAGAAGCAAGTCACGCCGGGAGCTGGTAC
TCCGCTTCGGGATCCCAGCTGAATGCACAGTTAGAAGGCTGGCTGTCCCAAGCGCAGTCG
ACCATCAGACCCGCCAGAGCCATCATAGCGCCTCATGCTGGCTACACCTACTGTGGTGCT
TGTGCAGCACATGCCTACAAGCAGGTTGATCCCTCTATTACTCGTAGGGTGTTCATCCTG
GGACCTTCACACCATGTGCCGCTCTCCCGCTGTGCCCTGTCACCTGCAGACATCTATAGA
ACTCCTCTGTATGACCTGGAGGATCGACCAGAAGGTTTATGCGGACCTCTGGAAAACTGG
ACTGTTTGAAAGAATAAGTATGCAGATCGACGAAGATGAGCACAGTATTGAAATGCATTT
GCCTTACACTGCTAAAGCCATGGAGAGCCACAAAGATGAGTTCAGCATCGTTC
>AU169411 ID   AU169411   standard; mRNA; EST; 800 BP.
CGGTTTATTAGTTTTACCCAGATTAGCCACCACAGGAAAGTGACGCATTTTCTGAGATAG
CTGGCTGCTTCAATTGCTCAATAACTTCTATTTAATCTGATTGTAATGGCCAAGAGACAC
GCGGAGAGCACGCTGCACGAGCTCTCCCCTAAGAAACACCGTCCTCTATTTCACAGTGTT
GACATACAGGTGGACAGCATGGCTTCAGTCGGAGGTGTGCCATCCCTCCTAGCATTGTTG
GGAAACCGTTGCAGAAAGAGGCCGCACTGCTTTGACGATGAAGAGACCCCAGAGGAAAAA
GACACGGGCTTTTGTCTTAGGACTGCAGTCTGTCACCCGAGGAAGCACGTGGCGAATGTT
TTGACGGAACCGATCTCTGGAAGTTTCCAGGATCTTCGCAGCTCCTTCGCTTTCACAAAC
AAGAAACGATCTCGGAAGGATTGCGTTCGGTCGGAAGCAGCAATTTCTCAAGATAAAAAT
AAAGTACGATTTTTTTTTTTTTTTACAGCGTGCAGTATTTAAGAGTTTCGTTCCATATGG
GAATGTGATTAGCCTGTTTTGCCGTTCTAAGAAAACTACAGTGTAGTGATCGTAATCATC
CGCTAGATGTCACTATTTGCACATTAGATCTGGCTTGTTTTCCCACTAAACTGTCAAATC
ATTTCTCCCACCGTCATTTTCCTTAAACTGATTGTTTTTCTGAAGTTGCAAATCATTGGA
TTCGTTTGCCAATGCTTACTTTGATTATTCTGTTTAATTTCAGGCAGTTGACATCTCGCA
GAGTGAAGACTGCACATATA
>AU169413 ID   AU169413   standard; mRNA; EST; 779 BP.
GCGGATCTGAGTCTCTCCTTTCCCCGTCGACGGACCGACTTGGAGGAGCGCTCGGGAGGG
AAAGACCCCTGGTCATGTCGGTTTAGCTGCCCTGCGTGATGCCTGATCATGACAACGCCA
CTCTCCTACTAGCAAGACAAACCAAGCGCCGACGCGTGGACATTGGGGTGAAAAGGACTG
TGGGGAGTGTGATATTCACCCGCGCAAGGGAGACCCTTCTAGACAGGATGAACCCGACGC
AATGCTCCGATCAGGACGGAGACTGCTCACTGATCGGCCACGGCCATGGTAGCACCAATG
GGGATGGAGAGAAGTCCAATGTTCTGAGGAAGCTGCTAAAGAGGGCCAACTCTTACGAGG
ATGCCATCATGCCTTTTTCTGGCGCTACAATCATCTCCCAGCTGTTAAAAAGTAGCATGG
GGAAGAATGGAGGGAGCGACTCGGGCTTCCAGGGAAGTGGAGCTCTGTCCAGTGGAGGCT
CTGAAATCCACAATGAGGATGCCTGCAGCAACTCCTCCCGTGACCAAGACAGCCCCTCAG
ACTGCCTGTCTCCAGGACCTCATCTTCCTCCTCCAACATCATCCTCCTTTGGGAGGCCGC
AGCCAAATTCGAACCACACCTCCTCCCAGACACTTTCTCTATCCACTTTCGACTTGGACC
GTCTGTCCGATGACAACCTCCGTGCCAAGCGAGCCAGAGTGGAAAACATCATCCGCGGCA
TGAGCCACTCGCCGCTGGTCCGGAGCAGCGGAGGCGACCAGGACAACCTCCGCGAAGTG
>AU169417 ID   AU169417   standard; mRNA; EST; 791 BP.
TTGATCCTCCCCGATGCACCAGTGCTGGGGGAAGAACGTCTCTCGGAAACTTGGTACATT
CCTCTTGTGCTTCCAGAGAGGCTGGAGTTCCTCTGGCGTCCACTGCCCTTCGAGGCTTGC
AGGCTGCAGCGTCCCAGACTGCCATTCGGTGTGGTACCACAGCTGCTGATGATCTGCAGC
TGTTTTTCCGCCCGGTCAGCCCGGTCGAGGAGCTCTTCAATAAACTGCTGCAGGCGCACC
TTGGCGTTGGCTTCACGCGCTGCCGTCTCCTGTAAGAACTGATCAATCTGGGCAACTTCC
TGCTGTTTCTGGTTGAGCTCTGCCTCCTTGTTTACCAGGTCCTGCTTGAGGTTGGCCAGC



ATTTCCACAGACACGTCCACCTGTCGAGACAGCTCTGAGGCCTTGTCCTCCAGCTCTTGT
TTCTCCTGGCTGAGCCGGTCGCTCTCCTGTTTGGCCCGCTCTAACTCACAGCTCTTCTTT
TCCAGCTCCGCCTGGAGACGCCCGACACGGGACGCTATTTTCTGCTCCACCTCCTCTGAC
AGCTTTTCCAGCCTCTCATCCAGCTCCAGACGTTCAAACGCTCGGGCCTTCAGCCTGGCC
AGGCCCTCTTCATACGCTGCTTCCACTGCACTGGCTGCAACATTCGCTGCAACCGCTACA
GCAGTGCTGGGGTTTCCATGGGGACCTGGGTCTGTGGATGTCATAGCTTTCGTACTGAAG
ATCTCCCCCAAGGGGAATTCCACATTAGGAATGTACCTGGCTGCAGAATTGGAGTTGGCT
GGGGTCAAACT
>AU169418 ID   AU169418   standard; mRNA; EST; 802 BP.
GCCCTTATGACAAGAAGTCCTCCATACCTGTGGATAAGTCCGAACTGGAAGGTCTTCCAT
TTGGAAGTGGCAACATCACTAAAAGCAGAAAGATTTATGGCAGCATAGAACACGTAGGGA
CAAACTGTTTGACTATTCTTCAGAAACACAGCAGTTTTCTGTGTTACTCTGAGCTGAGGT
CCAAGACAGAGTTGGACCTCAGCACCATGGACAGTAAAAGCCAAGTTTTGACTAGCATCA
GCTCCTCGCCCATGAAAGAGGACGGGTTTGTGAATCCACAGAAAGAAGAAATGGGCCAGG
AAACGGAAGAAGGAGATGTTGGTGAACTGAAAATCAGATATGAAGACTATCAGGAAAATA
AAACCGAGAAGACCATTGTGGCCCAACAGGAGGCACACTACAAGTTCTTCCCCAGTGTTA
TTCTCTCCAATTGCCTCAGCAGGAGGAAGGCTGGGAACAAGAAACCCGTGGACAATCAAG
AACTGTCGCCGTCTCGGAGGTCAAAACTTAAAACCTCTAAGAAAAGATTAGGAATGGCAG
GTCATAGAAACAAAACAAAATTGAGTCATGACTCCACGTCAACCGGTACATCTAACCTCA
CCTCCTCCAGCCTCCATTCTGTGACTGTAGAAACCGAGGAGCTCGTAGATCAACCCACAG
TAGAAGCTCAGTCAATCAGAGATGAACCAATGGTAATAGTTAAAAAAGAATATGATGAAA
GCCGTGTAAATAAACCAATGGAACCGGCCTCCGAGCTGTTAGTTTCAAACTCCGCCATTA
TTACCGCTTCATCTGGGGTACC
>AU169424 ID   AU169424   standard; mRNA; EST; 503 BP.
CAAAATGGCGGCGGTTCCAGTCGGAGTAAATTGAAACTTTCATACATTTCTTTTGTTTTC
TCGACCGTCCGTTGTATGTTGGATGAACAAAAACCCCGTTAAAACACTGGTGAACAAGAA
TTGAAGACAAGGACTTTGGAAAAACTCAACTGGACCAGTTTTCCGGACTCCAGGTTTCGT
ATTAAATATTGGCAGCTCGTTAGGCTTTTTTGACAGCCGTTGTCGGAGCCGGACCTCCAC
CTTTGAGGTGGGTCTTTGGCCAGGTAGTTGAGTGATACAGCTAGCTGGCGGTGATCGGCT
ACAGAGGAGGTTCGGGTCAATTCCACTCAAATTCGTCGGTACCGTCCCGTTTCCTGTATG
ACGTACAGCTATTGTGTGAATCACATGGAGAAGCTCCAAGACCTGAGCCAGTCAGAACTG
GAAGAACTGTTGGACAACCCCAGAGAGGGTGGAGTCAATGGCCTTGGAGTCTGACGAGAT
CCAGAGCATTCAGCTGGAGAGGG
>AU169425 ID   AU169425   standard; mRNA; EST; 519 BP.
GGAAGACCTTTCCTCCTCTGTAATATTTTCACAAGCACGCTGTGAGGACCGTTGCAACTG
CGAAGAGTGCAGCGATGGAGGAGACGGTCATTTGGGAACAGCACACAGTAACACTACACA
GGGCACCAGGGTTTGGCTTTGGGATAGCCATATCGGGAGGTCGGGATAACCCTCATTTTC
AGAGTGGCGAGACCTCCATTGTCATATCGGATGTGCTGAAAGGAGGCCCCGCAGAAGGCC
TACTGCAGGAAAATGACAGAGTGGTCATGGTGAACTCTGTTTCTATGGACAACGTGGAGC
ATGCATACGCCGTCCAGCAGCTTCGCAAAAGTGGGAAAATTGCCAAAATTACAATCAGAC
GGAAGAGAAAAGTTCACGTCCCCATGGGCCGCTTGGGGGAGAGGGAAACCATGTCGGAGC
ACGACGAGGAGGAGGACAGCTACGACGAGGAGATCTATGAGACGCGAAGCGGACGCAGTG
GTGCCTACAGCGGTGTGGGGGGGGCTATGGGCAGGCGCA
>AU169429 ID   AU169429   standard; mRNA; EST; 463 BP.
AACACGAGCGTGTACCACACAGCTAAGACTTTGGAGCGGAGGGATAACCAGCCCCCTCTG
ACAGCAGCAGCCCTGGGGCCTTACAGGGCCTCCTGGGCGGACAGTGATGGTAGAGCCACC
CTCATTCGACCTGGAGCGCCCATGAGTGGAGGATTCTCAAGTGTAGTGACCCGGGACAGC
TCCCAGGGAGAACGATACAAGGCAGTTTCTGTTTCTTTACCCGCTGCACCTACCCCCGAT
GTCTCCAAGCTTCCGAGAAAAGGTACAAGTTGTACCCTTGACAACAGTGATCTGCACTCT
TTCTCAGAGGACTTCAAAAAAGGAAAGGATGCTCAGGGAGGCACAATGCAGCGAGCCCCC
CCACGTGATCGCAAAATGCTGAAATTTATTAGTGGCATCTTCACCAAAAGTGCAGCTGGG
CCAGCCAGTGCTAACACTGTGCCTCCTCTGTATTCAGCTGCGG
>AU169430 ID   AU169430   standard; mRNA; EST; 568 BP.
TTTTTTTTTTCAAGTGTATTTGGAGATTGGAGGTGTGTGTGTGTGTGGGTGTGTGCATGC
GTGCGCATGTTGGTAAGCAAGTTGTGTGTGTAGAGGTGTCATGTGTGCGTCTACAGCAGG
TCTACGCGGCGATAGTACAGCAGGTATGCAGTGCGCTCCGCAGACTGCTTCACCACCTGG
TACTGGTTGATAATCTTCACTGTCTGGTCGTCAATACGCAGCCAGCCATTAAGACCGATG
TGGAAGACATCCGTGGTGTAATGTCCACCTGTTGCGCTGTTTCCGTGGTGATAGACAACT
GCAAAGAGCCTATAAGTTCTTTGGCCTTTCAATATTTTGCTTCTCACTCCAGAGGACAAA
AGATCTTTGTTGATTTCCAGGTCAACAGGATAATCAACGTTCTTAGTGAGTTTCTGGCAG
CCTCCAGTCTTTTCAAAGACAAATCTTTTAAGATGAAGCACCAGAACAGGCGGTACCTCT
TCCAGCGTTACTCTTCGACTTATCTCAATAAGAATTTGTCCACTGTCAGGCTCTTGCTTG
GTCTTTGAAGTGTAGCCTTGGACTGACT
>AU169432 ID   AU169432   standard; mRNA; EST; 541 BP.



GTCAACCTCAAACCACCCAGCCCGACAGGTTCCACTAAAACAAGCCCAGAACTGGAACAT
AGGGTCAAGATCTTCAACAAGAGGAACCAAGAGAGTCGGATCGGACTCCAGGCAAAAAGA
GTCATCCATCTGAAGGGTAATGAGCCTCTTCTGGGGGAGAAGTACAGGATGATAGGGTCA
GTGGATGCTCCAGTCCACCGCCTGTCAGAGACATAAGTTCCTGCAGAACCATTTCAGAGC
GTGTCCTTTAGATCAGATGCAAAAATTCATGCAAAACTGCACCCTGCTGTTGGAAGTCAG
TGGCACAAAGGCTGTATGCCCGCAATGCTTGTACTGCTGGAACAGAAACAAACAGATCAG
ACATCTGCAGATGATGGCAGATTTGAAATCACTCATCAGGAACTGACACTCCGAACCCTT
TCTTACTTTTCTTTAAGAAATTTTCAAAAAACAAACAAAAAAGCAACCAGCACTGAGGCC
TGAGCCTCAGCTTTTTTAATCAAACCTTTACAGAAAATCCTGCGTTGAAGTTTGATTGCA
G
>AU169433 ID   AU169433   standard; mRNA; EST; 608 BP.
TTTTTTTTTCTTTGGAGAAATTATTTCCTTTTCTATACATAACAATCGGATATTGAAATC
ACACTGGCCCACAGGCTGTCCATTGAATTTGATGATGTCATATATCAAGTAGCGTGGTAC
AGGCTGACCGTTCACCTTGTCGATGATCATCTCCCCATCCAACAAAGTGTTTGATAAGTG
GACGCGCGGATCCTTCCGGAAAGGAAACTCAAGGTTTGCTATGTGGAAGACTGAGTTGTC
CCTGTCCAACATGTACACTTCGTCCTTCCCATTGATCACCATCATGTACCGTGTTCCATC
CGCCTTCCAGCTCACTTTATATGGATTCTGTGAAAGGAAATTAAGGTTTTGTCTGTCCAT
GGACACGGGCTGGGCTCCAGGAAAACCAGACTTGTCCCACTCAGCCATCTTCTGACACAT
TCTTTGGATCTCTCCTAACTTGGGTTGGCTGGTGACCTGTGTGACGCCTTTAACTGTGAT
GCCTTCGAGAAATACTGCACCCAGTTTTAGCTTTTCTTTCTTTCTTTTGCCAGGTCCCGA
CCCAGAGGAGCTGGGCCCCAGCTCCTGGCCAACAGCATTCCCGTCATCATCCACCTCCCC
ATCATCCS
>AU169434 ID   AU169434   standard; mRNA; EST; 414 BP.
CACGAGCCCACTTTTATACCGCAGAACACTGACGGTACACCCGCCGTCCGCAAGCACAGG
ACTACCCGAGAACCCCCCTCGTTTGAAGTGGGAAACCAACATGGCGACGTCCAGCTCCTG
TGTTGTGGTGAGTAGTTCAGAGCGGAGTGGAGTGTCAGTGTGAAGCTCATCGGTAGCGTC
AAGCGAGACATTTTTCATCAGCGAGGCATCAACATGCTCTATGTCAGACCCTTTAAACGG
ACTTGGGTCGTCTCTGAGGCCGGCTGCGGAGGGACAGGGTGTTCAAAGGCGCGCGCGTTG
CGTTTTCAACTGTTACATTCCACAGCTGCGGGGTCTGTTCCTCATCTTGGTGAAACGTTT
GTTAGCGTGCTCTAAAGCGTGGCCGGCGGAAGACGGGGGGGGGGTTGTGACGTC
>AU169438 ID   AU169438   standard; mRNA; EST; 540 BP.
AAAAAAAGTAATTTAAAAGCTTGTAGGTGAAACGTAGGACCTACAACAGCATGCCACAAG
CTCCCTGCTCCGCTCCATATTGATGCATCAGCCTGCAGACAAACAGATCCATGCACGTCT
TTATGGCATCTGGATCAAAACTGTATGGCCTGATTGCTCCGATATCCCTTGCCGTTTTTG
TTGCATCGCTAATGTTAGATTGTGAGTGCGATGATAGGAGGACGTGTAAGTAGAGTCATG
GATGATGGGGCTCACGAAGATGATTTTTTCTGAAAACGAGTGAGCCAGAAGTTAAGCACC
CTAGATTGTTTCCTTATGCCTTTGGGGAGGCCAACCCCTCCGTTCACCACCTGAGTTTGT
ATTGTCATTTCTAGGACAAAGCTTCTACAGAGCGGTAGCAGTTAATTAAAAGTTCACTCT
ACGTTGTGAGTGGGCACGGAAGTAAACCTCTTCTCATTTTCCAATATCCCTTAGTTTACA
CTATCTGCTGCAACCTAACATTGACCATGAATCAAAAATGGGGAGCAATACTGGAGCTAT
>AU169442 ID   AU169442   standard; mRNA; EST; 620 BP.
GTTCTCTCGTCTTGCATTTCCTTGCTCCTTTGATACCCAAACGTCACTTCCTGTTCACTC
CCTAAGCCCCGCCCCTCTGTGACAGACGTGTCTGAATGCAAGAACAATGAGTGCAGCCAA
GCTGTGAACCAAAGTGATGATCTCTCCACAGTGACCAATGCCATGACAGGGATGAGCCCG
TCTCCATCCCTCTCAGCTCTTTCCAGTCGTGCTGGATCCATCGCCAGCCTCCATGATCGC
ATCATGTTCAGTCCAGGCAGCGAGGAGGCCATTGAGAGGCTGAAGGAAACAGAGAAAATC
ATTGCTGAGCTAAATGAAACTTGGGAAGAGAAACTTCGCAAAACAGAAGCCATTCGAATG
GAAAGAGAGGCCCTGCTGGCAGAAATGGGTGTGGCAATGCGAGAAGATGGCGGCACTGTG
GGTGTTTTCTCCCCGAAGAAGACGCCGCATTTGGTGAACCTCAATGAGGATCCTTTGATG
TCTGAGTGCCTGCTGTACTACATTAAAGACGGAATGACCAGGGTTGGTCGTTTGGATGCC
AGCAAGCATCAGGACATAGGCCTCAGTGGCCACTTCATCCAGGACGAGCACTGCACCTTC
ACCAGCTTCACAGGTCCAAC
>AU169449 ID   AU169449   standard; mRNA; EST; 830 BP.
GTCAGTCAGAAGCATTTCCCGCACCTCCAGAATACCCCTCCCCAACTGTTATCCCGCAGC
CACCAAGAGTGGCGTGGGCCTACCCATCCACCGACTCTACTGCAGCCAAGGTGGCGACTC
CAGCCCTCCGAAGGATACATTCATTTACAATGTCCGCCTCTCGCTTTGGAGCAGCCGCCT
CGATCCCAGGCGCCACACACATTTACAACCAGAAGCTCTCCAGACCCACATCTGCTGGCC
AAGTGGTCACCGGGAGCATTTCCAACAACCTGAAGTCAAATTCAGTGACAACCTTTAGGG
AGTTGCACTCTCTGTCTGCCCAAGCCCAGGCGAACCAGCAGTCCTTCATCTCAGCTCTGC
AGAAGCTGGCCGAGAAACAGGTCGCACGCCGCTGTGCCAGCTCCAGCCACATCAACCTCT
TGACACAACATTTGACCAGACTAAACCTGTCTAATGGGATGCTGAACTCTGCAACTTCTG
TCCGACCCATGAAAGATATTACCTCTGGAAACGACCTGCAGGGCAGCACAAGCTTTAGAC
CACCAAAGGAAGATGTTTGGGGCGAGCAGGTCCAGACTGTGTCCGACATGGATCTTAAGC
AGCACCACCATCCGGCCAAGACCGGCTACCCGCATCAGTTTGCAGTTCACCAGCTACAAC



AGCAAAGCCTGACGTCCCAACAGTTTCCAGACCAAGACCGCTTTAGACATCAGGTTCCCA
CAAAATCATCCAGCTACTCTCCGCCCACCTTTCATACTCAGCCCAATCCGAGCCATGGCC
GCAGCCACCACCACACCTGTGTCAGTCCGACGATTGCTTCAAAGCCACCC
>AU169452 ID   AU169452   standard; mRNA; EST; 660 BP.
TTTTTTTTTTTTTCTCACTTAAATCTTTTACTGGCAGATAAAACTCAAAAATTCACCATT
TTTACCTGGTTAATAAATACATTTAACATTTAAAGATTTTATATAATTCTACTCAATGAT
GATTTCAATGCTGCTCCACAACAGGAAGGAGCTGCTTCTGTCAAAATAAAAGCAGGGAGC
AGCTGCTTCTGTCAAAATAAAAGCAGGAAGCAGCTGTTTGAAACTGGCAGAAGCACTTTT
CAGGTAAAACCAAACAGATCCAACGTGTTCCACAAAAACACCGTCTACAGGCGTGAAAGC
TGCGTCAGAGCTGGAGCTCCGCCCCTTGTTAGTGAGTCTCCTTAAGGGTCATGGAGGACC
GTCGTGAGCGCGCTCAAACCTGCGCATGTCTGCGTGAACATAAACACGTCACACGTCGTT
CCGTCCGTCTGAAGGTTTCTGGAGCAGCAAAGGAAGCAGCCTGTGCGGGATGACCGTGTT
CTGCTGGTAAACCGGTTCAGAACCTCCAGACTGAACCGGTTCTGCACGTTACTGAACCTG
GTGGAACTGGATCGTAGATCAGCTGAAGTAACCGGCGTTCTACCCCCCCCCACAGTGAGA
AGACTCGTTCTGCAGACAGAAGGCACGTGACCAGGACGGGGCGGCTGCAGAGCTGCAGGG
>AU169454 ID   AU169454   standard; mRNA; EST; 502 BP.
CGCAGATGAAGTTGTAGGTTGGAGGATTTTGAGGACATCCAGGCTGCGAGAGGAGAATAA
AACTGGATTTGTAACTTGTTCTGAAGCTGTGGGATCCGGTCAAACCAACAGAAAGTGGCG
GAGACATCCAGACGAGTTTGTGGCGTTTGACTGGGAGACCAAGCATACCCAACAGTATGC
GGTGCAGTTATGGCAGGCAAGGGTAACACAGTCGTGAGGACGCTGGAGGATTTAACGCTT
GACTCTGGTTATGGTGGAGCCGCGGACTCGGTCAGGTCGTCTAGCGTGTCGCTGTGCTGC
TCCGACACGCATCCGTCCTTCTCGCATGGGGGCAACTGCTGGCATCTGACGGAATCCATG
CACAGCAGACACAACAGTTTGGACACGGTCAACACCGTCCTGGCGGAGGAAACGGAGATC
CTGGAGTGCGCGGGCCACTGCGCCAAGCTGCCCGAGCTGGAGGACGTGCCGTGGAGCCTC
GGGGAGGTGGAGGGCGCGCTGA
>AU169457 ID   AU169457   standard; mRNA; EST; 701 BP.
TTTTTTTTTTTTTTTTGCAGTTTGAAGTGCTTTATTGAAGCTGTCTGTAAGAAGAAAATA
ATGTGTATCCCTATCATATGCATTTCATGTGTAAAAATACTAAAGATGTACAGGGTAAAA
AACAGCTTCACGTTGATGGTAATCGGTTGTTTTCACATCCCTGTGCCCTCAACAGCCAGC
GGCACTGCGTTCCCACAGAACAGAAAAAAAAAGCCTGGTTTTCTAGGAAACTGTCAGGAT
CTGCTGCCTTTCCCAGCATCCTCTCTGCTGCTCTGGCGTTTCAGAAAGCAGAGGCTACCT
AGATGTGTCGGGTCTTCAGAGAATCGAGGTCCAATCTGGAACTAGCTGTAGTATTTTTAC
ATGTTTAGTAAAATAAATGCATCTCATGCTTGTTTGTTAAAGTAGCTGTCAGGATGTATG
AGAGTAAAGGAGGGTCTCTGCTGCAGATATGCTTTTCTTTTCCTACAAATCTTTCAGAGA
AGTGTTTCTCTGCAGTAGAAGCCAGGTGGAGTGTGATCTATGAACCAGGGCTTATGAAAA
ATCAATTCAGAGCAGCGGAAGTCTTTAAAAGCGAAACGCTCCTGAAGTCAGGTGTAAGCT
GGACATACAGTACAAACGGTAGCAGCTTTGAGAGCGTTCCATCTCCACCAGTAAAGCTCT
GAAGGCTGAAAAGGAACTTCTGCATCCAGTTTGGGAGATCC
>AU169458 ID   AU169458   standard; mRNA; EST; 686 BP.
ACCTGACACAGGGGTGACATACTTCGTAGACGAAGAAGGCAGGTACTATTACCAGCCCAC
TGGGAATAATCAGGACCTGGTTCCGCTGCAGACTGAAGCAACGGAAACCACAAATAAAGA
CTCGATTAGCGATGCTGCTGAAGATGTGCTGATGAGCAACGAATCCGAACAATACCAGAC
CGTGACTCTTGTTCCGTCAGAGAACAGCGGCGGTGAAGTCAGCTACGTCCTCGTGGTGCA
AGAAGAGACTAAACCTATCAACCTTGATATCAAAGTCGATCAGGATGAAGAAAAGGTCTC
CGAAGACGTGTATAACTTTGAAGAGGAGGAGATTGAGGCCGACGTTACCGACGAAGAAGA
CGAAAGCGAAGCAAAGAAAGCTCAACCGCAGACGAAGAAGGGAAAGTTCTTACGTCCATG
TTTCACGTGCAATTTTTGTTCGTATTCAAGCCACAGGCGATATCTGCTTCTTCGCCACAT
GAAATCTCACTCTGAAGATCGTCCCCATAAGTGTGGTGTGTGCGAGCGCGGCTTCAAGAC
AATTGCATCGCTTCAGAACCATCTCAATATGCATAATGGAGTGAAACCTCATGTTTGCAA
ATTTTGCAACAGCCCCTTTACTACCTCAGGCGAACTGGTCCGTCATGTACGCTACAAGCA
CACCCCCAAAAACCTCACAAATGTAC
>AU169465 ID   AU169465   standard; mRNA; EST; 728 BP.
CCACACCCCTACCACTTGATCGTGGGCTCAAGAGAATCAGTAAACCAAACGTTTCAAATG
TTAGACGTGAGACCACATACTTTGTGATTGATCAGTTCATAACTTGAATAACTTGAAATA
AAAAATATTAAAATAGATAAAATAGAATTAACAAGAATGGTTATTCTAACAAACAGAATG
ACTGAGTTATAGCTGTCCCAACAGAAGTCCATGGCATTTTGGCTTTTTGGAACCAGTGGG
CACTTCCTGTTTGGAATGCCACAGGGGAGGAAATTTCTGTTGCCTTTCCAGACAAAAACT
AATGGGGGATATGATGAAAAAGACAGTAAAAAAATGAAAGAAAAACATCATTTTTTTAAT
TAAGTGTTTTTTATCATTTTACCGTTTGAGCTTATTCAGCTTCTCTCCTGACGTCTAACC
GCTTGTGTTCAGTCTTTCACACAGTGTCTTTCACTGACTTAATTGGTAACGTTTTACAAC
ATTAGTGTTTTACTTTTTTCAGTTTAGAAACAGCCAATGCCACAGACGGTATCGATGCCT
TACTGTTGTTCGCTCAGACTTAAGACTTGTGTCTCAGTGTCTTACCGTAAACGTACTTTT
TCCTCTGTGTGTAAAGCTTACTTTGTAAGATGTCTTTGAAATTAACTATGAGAGCAATTT
CTATGTGATGGTAATATTGTTTTAGAAAAATACAAAACAGAAACCAAACAAAAAAAAAAA



AAAAAAAA
>AU169469 ID   AU169469   standard; mRNA; EST; 681 BP.
CCAGGACTCGCTCAGCAAGCCGTGTAAAAGTCTCTGTGATATTATGGTTGGTGAAGGCAC
TTGTCTCAAAGAAGTCCATCCCATAATTCTGAGCCAGTTTGACTCCTTGCTCAGTGGCCA
CCTGCCTCTTGTCCACATCATCTGACTTGTTACCCACAAGGATCTTCTGGACCTTATCAG
GAGCATACTCGTCCACATCACTAGCCCACTTCATGATGTGCTGGAAAGATCGCTCACTGG
TGATGTCATACACCAGAAAGATCCCCTGTGCTCGTCTGTAGTACTGCTTGGTGATGGTCT
GGTACCGCTCCTGGCCTGCAGTGTCCCATATCTGAATGCGTACTTTGACTCCGTCTATTA
CAAGCGTCTTCATTTTGAAGTCGACTCCTGCAGGAGGAGAAGATCTGGTTCAGATGTCTT
TCATAGCAACTGACCGGCTCAGTCAGCAGCAAAACACAAACACACAACGACGGTTTGTTA
GGGAAAACCAGACACAACTTTCAAAATAAAAGCATTAAATCACTTACTGCAGCCCACTTC
GGATTCACAGAAACTTAAAAGGACAAATGTGTTTGTTTTTCCTCCAAAATGAGACTAATT
CGATAGAAGAAGCACAGCCTCGGGCCTCTGCTGCACCCTTTTAATCACTTANCTCTTGAT
CTGAATGAACCTGCCACCTGT
>AU169470 ID   AU169470   standard; mRNA; EST; 808 BP.
AATCTCTGCCATAGGACATCCTGTAAACCGCTCAGTGTTGTTGGCCATGACGGAATGGGA
CGGCCACCTTTTTATGTCAGGCGGTTTCAACGGAGTAACTCTTGGCAGACTAGTATCTCT
GTCTGTGCCCTCTGACCCCTGCGCCTTGCTGCCCACACCAGAGGCTTGCAACACCACCAC
AGGCAGCTGCATCTGGTGTCGAGGAACCTGCGCTTCTTCAGATGCTGCTGAGAGAATGGG
CTGCTACTCTGCACCATCGTCATGTTCCCCAACTCCACGGCAACCAGACCAGTGTCGAAG
GCTTAAGACGTGTAGTGAATGCCTCGCCCGTCATCCCAAAACATTTTCTGTTCCATCACA
GCCTGCATTACAGTGTAAGTGGTGCACAAACTGTCCAGAGGGGGCGTGCATCAGCAGCTC
TGTCAGCTGCACCTCCGAGCACGACTGTCGCATCAACCAGAGAGAGATTTTTCTATCAAG
CAACTGCACTGAAACGAGCTGCGAGGCCTCCGACTGCCCCAAATGCACAGCTTCTGGGAA
ATGCATGTGGACCCGGCAGTTCAAACGCACAGGAGAGACGAGGCGCATCTTGAGTGTGAA
CCCCACCTATGACTGGACGTGCTTTAGCTACGCTCTTCTCAATGTCTCACCCATGCAAGT
GGAGTCATCTCCTCCTCTGCCATGCCCTCCCCCCTGCCATAGTCTGCAAAACTGCAGCTC
CTGTCTGGGCTCCAGAGGCTCTGACGGAGGGTGGCAGTACTGTGTGTGGAGTATGGCCCT
ACAGCAGTGCATGAGCCCGTCTTTCACG
>AU169473 ID   AU169473   standard; mRNA; EST; 853 BP.
CCGTTTTTTTTTTTTTTTTTTATTCTTATTTGGTCCAGAATCCATTTCTGCCAAAGCAGA
GATGACTTTCCCCAGAGTGGTCAGAGATTTGTTGATGTTTGCTCCTTCCTTAAGCCTGGT
TCCTTTGGCTCCAGTCGAATCCGCCCTTTCGCTCCCGGCCAAATCCACCAAGCTGATTTT
GCTGACCTTTTCCGAGGTGTTGTCGGTCTCTGCATCATGGCGTTTCTGAGTGAATATGAT
GTTGAAGACAGCATGCGAGCGACTGCTCGTCTCGTTCATGTTGGTGGCAGCCACAGTCCT
GGCCTTGTTGCCAGAATCCATCAGGTCCTGGATGTCATTGTACGAGGTGACAGCCAGCTT
GGACAGGTCCTCCACATAGGGCCCCATCAGAGGATGCTCTCGCACGCGCAGGTTGCCTTT
GTTTTTGGGGTTCAGCAAGTCCCGTACACGTTCACAGTAGATCTCCATGTAGCTGACCTC
AATAGAGTAAGACATGCTGTTGTCTGTGTTGTCGCTGATTTTTCTGAACAGGTCTTCACA
CAGCAGTGGAATGATGCCTTGCTGGTCCTTGACATCCTGCTTCCCCATCATTGTGTACGA
CTTGCCAGCGCCTGTCTGACCGTAGGCAAAGATGCAGACGTTGTATCCTTCAAAGGCGTG
GAGCAACATTTCTTCTCCAATATCTTTGTAAACTTGCATCTGAGAGGCGTAATTGACATC
CTCAGGCGAGGTGTGCGACCAGTAGGAGTAATCAAAGTTGAAGCTCTTGACATCTTTGGC
CTGTTTGGGGTGGCTGATAGTGGTGGTGTTGCCCGTCATCTGAATGATGCACTTGCTTTC
TTTTCCAATCTCC
>AU169475 ID   AU169475   standard; mRNA; EST; 720 BP.
GAGCTGGCAGAGAATGGGAAGAAGGTGCTGATCAACAAAGATGACATCCAGAAGATGAAC
CCGCCCAAGTTTAGCAAAGTGGAGGACATGGCGGAACTGACGTGCCTGAACGAGGCGTCG
GTCCTGTACAACCTGAAGGACCGCTACTACTCTGGACTCATATATACATACTCCGGCCTC
TTCTGTGTGGTCATCAACCCCTACAAGAACCTGCCCATCTACTCGGAGAACATCATTGAA
ATGTACAGAGGGAAGAAGAGGCACGAGATGCCCCCACACATTTATGCCATCTCTGAATCG
GCGTACCGCTGCATGCTTCAAGATCGGGAGGACCAATCCATTCTTTGCACAGGTGAATCA
GGAGCTGGCAAGACCGAGAACACCAAGAAGGTCATTCAGTACTTGGCCCACGTCGCCTCC
TCCCACAAAGGACGTAAAGACCACAACATTCCTGGTGAGCTGGAGCGGCAGCTCCTGCAA
GCCAACCCCATCCTGGAATCATTTGGTAATGCCAAGACAGTGAAAAACGACAACTCATCC
CGCTTTGGGAAGTTCATCAGAGTCAACTTTGACGTCACAGGATACATTGTTGGGGCCAAT
ATTGAAACCTATCTTTTGGAGAAGTCCAGGGCCATTAGACAGGCAAAAGATGAGAGGACT
TTCCACATTTTCTACCGCCTGCTGGCAGGAGCAGGAGAGCACCTTCGAACGGACCTGCTC
>AU169476 ID   AU169476   standard; mRNA; EST; 933 BP.
TTTTTTTATAGCAAAGACGTCAACTTTATTTTTTACAATAATTACAGACGTTTTAAAGTT
ATAATACTCCTCACTACACACTTTATACACTTTTCTCAGACAGACACGAACATTTTCACA
CTTTTCTCTTGTTTAAACACTCAAAGTTCAAGATTATAAAATGAAACCCTGATCATGATT
AAAGATGTATGTAAATGTGTTAAATTCTTACAGAACATAAGTGCTGTAAGAATAAAAACT
ATCAGCGAAACAGACCTTGAAAGGTGAACGTGATACAGCGAGTGAACCCAGTATGCCCTT



CTCGTAGTTCAAGACAGTTAAACTTTTTCTAGAGCAGATTTATCAAAGATTCAGGATTTT
CCACAATCACCAAATAAACCTTCCTTTATTTTTTATGTAAATCAAAGACATATTGTGGAT
TTAATGTTTGTCATCGTTTTTCTTTTGCAGGTAAAATCTCTGGAATTAGATGGGCAGGGT
TTTGGTTGTTGTTTTGGCCTTGGTTCACCTTGAAGCCTTTTTGCTTCACCTCCTTAAGTT
AATGTTTGTTATTTTTTATCATATTCCTTGTAAATAAATTTCTCACCATTTCATGGAGAC
AATCTTTTGGTGTTTTTGTTAAAGTCAGGACAAAAATTCTGACTTTTAATAAAGACACAA
ACTGAAAGCATGGAAACGCTCCACCAAATGTCTTCAAGTATGAAGAGACCTGGAACTTTT
TTAGACCAAAGTGACCCTTTTTGGCCCTTTGTTTTGGTTCCGCTTGGTACCACAGGGGGG
AGATGTGGACCAAACATCTTAATTGCACCTTTCTTAGATTAAGGAACTTCATGAATCATT
ATTGATTTGAATGGGACAAAGCTTTATGAGACATCAGTCAACTTTGTGCCAATCTTTGCA
TTCGGATGTTATGAATGATGTGATTTAAAAAAC
>AU169477 ID   AU169477   standard; mRNA; EST; 573 BP.
GGTTGGTGGCGCGTACCCCCTGCTCGTAGGTGATTCGCTGGCTGATCAGGTACTGCGCAG
CCTGCGTGGCGGCCTGGGACCCCGTGATGGTCACCTTTCGGTTCCGGGTTCCGGGGATGA
ACTCGCCTTTCTTGGAGATCTGGATCCGGGCGCCGGTCAGCTCCTGGTACTCCACTAGCG
TCTTCCCGCCTTTCCCCAGGATGGCACCCACCAGGTTTTCCGGTACGGCGATCTCCACCA
CTTCCTTGGCTCCTTCCGCTAACTTCTCCGTGGCCAACAAGGACGACGCAACCAGTGGTG
ACGCGGCGCTCAGGTAGCCGTTGGTGGCCCCAGTGGCGGCTGCGAGGGACCCCAGGGAGA
AGCCCCCGAGGCTGGCTGCAGAGTGAGCTGCGCTGGTGGACGCGTCGCTGGCGTAGGAGG
CTAACAAGTTGGCGGCAGCGGCTGCCGCTGGGTTGGCGTTGGCTGCTACGGCGGCTAACA
CCCCCGAAGCGGCCGCAGGGTTGAGCCCAAGCCCCAAAGAGTTGGTGTTGTAACCGTAAC
TCGCCAGAGTGTTGAGGGCGGAGGTGATGGCCA
>AU169480 ID   AU169480   standard; mRNA; EST; 572 BP.
CAGGGGCCCTGGACCGCCATCGCCCCCTAAAGCCGCCCCTCCCGAAATCACTCCAGGGGC
CCTGGACCGCCATCGCCCCCTAAAGCCGCCCCTCCCGAAATCACTCCAGGGGCCCTGGAC
CGCCATCGCCCCCTAAAGCCGCCCCTCCCGAAATCACTCCAGGGGCCCTGGACCGCCATC
GCCCCCTAAAGCCGCCCCTCCCGAAATCACTCCAGGGGCCCTGGACCGCCATCGCCCCTA
GCACATTCANGGCAGCGTGGTCATTTCTGTGCCAAGTTTGAGCATCTGAAGTNAAACTGC
TGCGTGATGAGTTCATGGTGAAGCTGGGATTTCCGGATTTTTACTGCTTCTTCAACAGAC
CTGCATTTCCGGTACATGATAATGAACTTCGCCTGAACACTTAGGACCACCCCCAAAGGA
AAGACGATGTCTTCATAGAAACCCGTATGTGACCCCCCCCCCATCCCTCAGAGGAATGAC
TGGATCTCTGTGGGGGGGGGCTTTTAAAAAAACTTATACGTTTTGGATGCAAATATTAAA
TAAATTCTATCTCAAAAAAAAAAAAAAAAAAA
>AU169483 ID   AU169483   standard; mRNA; EST; 842 BP.
CTGATGCTGGGAGGAGCTAACGTGAATTACCGCACGGAAGTCCTGAACAACGCGCCAATC
CTTTGCATCCAGTGCCACCTGGGCCACCTGGAGATGGCCTCCTTGCTTTTGGAGTTTGGT
GCCAGTCTAGACGTTGTGTCTGAAAGTGGCCTGAGTCCCCTCTGCTTCTCAGCTGCTGCA
GGACACACTGGACTCGTCATGCTGCTGTGTAAGAGGGGAGCCAAGGTGGATCACGTAGAT
AAGAGCGGCCAGTGTGCCCTGGTTCATGCTGCTTTACGAGGACACACCGAGATAATCCAG
TACCTGCTGGAGCTGGAATGGATCGCTGAGGGACTGCAGCAGGACTGCTCTCTGAAGAAC
AAAGCTCTGCAGCAGGCTTTGATTGCAGCCTCAAGCATGGGACACACACAGGTTGTGAGG
AGCTTGCTGGTGTTGAAAAATGAGCATGCTGTGCAAATTGATAGTCATGACACTCTGTGG
GGAGAGACAGCTCTGACGGCTGCAGCCGGCAGAGGAAAGATGGAGGTCTGCAGCTTCCTC
CTGGATCAGGGGGCGATAGTGCAGCAGGTGAATCGACGGGGGGTTTCTTCCCTGTTCTGT
GCCGTCAGACAGGGACACTGGCAGATCGCCGAGCTCCTGTTGGAGCACGGGGCTGACATC
AACATCAGTGACAAACAGGGCAGGACCCTCCTAATGGTGGCGGCCTGCGAGGGTCACCTA
AGCACCGTTGATTTTCTGCTGTCCAAAGGTGCTTCGTTGACCCAGATGGACAAGGAGGGT
CTGATGCCTCTCAGCTGGGCGTGTTTGAAAGGACATAAGGATGTTGTGCAGTTCCTGGTG
GA
>AU169487 ID   AU169487   standard; mRNA; EST; 900 BP.
TTTTTTTTTTTTTTAATCCTTTCTTCTTGTTCTGTCCCTTGAGGAAAACCTGCCCCCGGA
CCACAAAACCAAAAGCCACCCCTCACAATCCACGCCAAGACAACCAAATGTCCAGCACGG
CCCCTCCACTACCAAGCCCGGCCAGTGTCCACCGCCCACCCCGTACCTAGAAGACACCAA
TCAGGGGACCCCAGCGTCAATGCTAGCCAAGTGTGCAGCTCCCCACATTCCAGGCAGCCA
GAGCTCCAGAACCGGGAGACCGCCTGAGTCTGCAGACCCTCAGCCACCCAACCCATCCCA
GCCCAACCCCCTGGACCAGCCAGGACCCGACCCAACCATTGTCCCACCCCTACTAGGTGA
TGTGACCAATCAGCTGGGACCAGGGAGAGTCTTAAGCAGACATACTGTATGTTTGGAGGT
AGCTGCCATAATCTCTGAAATGATGTGATCTGACAGGAGATTTCTGTACAGGTTAATGCT
AAACTTGGTTTTGGATTCCACGTCAGGAGGATAGTTTTCCAGATAACAAAGCAGTGTTAA
CTATGTGTGCCTTGTTGGTTTCCATTTTAATGTTATTTAGGCCGCCTAATAGACAGAGTT
GGGGACATGCAGGGACCTTATATTCAAACCATATTGATAAATCCTCACAGACCTTACACC
AGAATGTTTGGACAGGTGAACAGAACCACAGAGCCTGTATATAGTCATCTATGCTGTTAC
TTGTGCACTGTCTGCGTACCATAGGTTGATCATGGCCCATTTTAAACAACCTTTCTCCCG
GATAGTGAGTTCTGTGAAGAATCTTGTACTGAATAATTTGCAGATTTGGAGTTTTGGTCA



TATTAAAGGCATTAAGACAGATCTGTAGGCAGAATTGGTCACAAGAATTCAATGATAGCT
>AU169488 ID   AU169488   standard; mRNA; EST; 931 BP.
TTTTGAAAGGACTTTAATAAATTAAGGTACCGATAGTTGGGTACAGGCTCATCATTGCTA
GGGCAGCCGGATTAATATGGAGGGATTTTTACAACACTCACTGTTTTGAGCGTATAACGT
CAAAGGGCCTATATCAAGCAAAATCAACTTTTTGAGCTTTGTATTCAGAGTATTCCTTTA
AGCACCAGCCCCTCCCAATCCACCAAAACAAGTGGGTTCTCACATTGTTATGTAGGCAAG
TGAGAATGGCCCCTTCCAGAAAGATTCTCAGCACCGCCCCCCAGGCTGTCACCCACTTTC
TCCGTGGAGCTAGCAGTGATCGGCTGAACTCTTTCTTTTTCTATGCACATTATGCACATC
CATCTTTGCAAAAGTTTAGATCTTCTTTGTTTGCTTTGGCCAAACGCAGACATGCTGCCG
AGGCCGGCTCTGGGCTGACGTCATGAAACGAGCAGCGCCCACACGGAGTGAGAGGCGGTG
CCTCAGAGATTAAGGCGTCTTACTTCCGTATAGGAAAATGAACTGCAAAAATTACTAATA
TTTCATAAAAAATTCTTTCTTTAATGTGCCAAAGGTAATATATTATCATATATTTACTCT
GAAAGGCTTAAGAGAAGTATAATATAGACCCTTTAAAAATTTTGTGTGCTTAAAAATTTA
TTTTGCACTTGAAACTGAAAAAATACTGCAATCAAAACAATTTCACCTCCTCGAAAGAGA
GCAGGGCACCTGTGCCACAAAAGCCAGCCTATCGCAGACATGAACAACAATTTAAAAAAA
AAATTCGAGCACACAACATTATAAAGTTTTATGCTCAAAACAGTGAGTGTTTCACTTGGA
ATAATGGCACCAAAATCCCTCCATAGATCAAGGCTGCAGCAACCTTAAACTGCTGGGCAC
ACACAGTCTGACCATCAGGAAAGAATACCAG
>AU169491 ID   AU169491   standard; mRNA; EST; 364 BP.
CAGAGATGCAGCGGGAGGTTTTCCGAGATTGTGGGAGCAGGTCATGGTGTCCAGTGAAAA
GGTGTGGGACCCCCATCATGCGGGCCATATTCCATCACATCTAAGTGAACGGCACCTGGC
TGCTAGCCCTTCTCCCCCCTCCAACCCTGCACTTATTGCACCTAAGGGCGCCACGATCCA
CCAGCGTCGCTGGCCGTCCCCTGCGTCTTCCCTGTCGCCGCCTTCGGTGGCTCTCAGTGG
CGCTCATTCTGCTCAAGTCTACAAGGTGGAACGAGGACGACACGGGCCCCTCCACTGTGC
CCAAGAGGAAGAAGAGCAGCTGGACATGAAGGGGAAAAGACTCCGCGGAGAGGCCACCAT
GGAA
>AU169496 ID   AU169496   standard; mRNA; EST; 972 BP.
CCTAGGTGAAGCTGGTCAGCATTGATGCAGCTGACGTTGCTGATGGGAACTCGTCCATCA
TCCTTGGACTCCTCTGGAACATCATCCTTTTCTTCCAGATTAAAGAGCTAACTGGAAACA
TTCGGAGTCAGTTTCCCTCCTGTTCCAGCCTTTCGTCCATCCCTACGAGCTCTGACTCGG
ACACGTCCCACAGCAGCACGCCATCCGAGGAAAGACGGAGCGCCAGCAACGCTCTCAAGG
AGAACAGCAAAGCCATCAAAAAGCTGCTGCAGTGGATTCAGAGGAAAACCCGCAAGTATG
GCGTGGCGGTTCAAGATTTTGGAAGAAGCTGGACAAGTGGATTGGCCTTCCTGGCCCTCA
TTAAGTCCATTGATTCCAGCCTGGTAGACATGAGGAAAGCCCTACTGAGGAGTTCAAGAG
AGAATCTGGAGGATGCCTTCAGGATAGCTCACTACAGCCTGGGCATTCCACGCCTGCTGG
AGCCCGAAGATGTGGGTTTTAATGAGCCAGACGAGCAGTCCATCATCATGTATGTTTCCC
AGTTCTTGGAGCATTTCCCTGGACTTGAGGAGGCGGAGGAGTCCACTCAGCTGATTGAGC
GGAGCGTCTCCATGGGCCGACTCAACGACGCAGATCTGATGAGAAACGGCGCCAATCTCA
GCAGAGTGAAAGAGCGTTCCAGATTGTTCCAGAGAGACGGCTACAAGCCGCCTCCCAAAG
TCCTACTTTCTTCCGTGTCGGAGGACAGAGGCGTCCTTTCGCCTCGCCTCAGGGTGGCTG
CAACTCGCTCCTGGTCCAGTGAAGACGTTCTGTCTGACTCGCCTCGTGACATTGTCTCTA
ATGACGCCCAAGGAGTCGCTGAGGTCCAGCAGGATTTGAGCTGCACCTTACCTCAGCAGT
CTTTCTCTATTCACCGTCATTCGCACCAGATGTGGAAACCCAGACCTGTATCCCGACTCT
GCCTCCACTCCC
>AU169505 ID   AU169505   standard; mRNA; EST; 643 BP.
TTTTTTTTTTGGCAAAAAGACTTAGTGATGTGCGCTTATTATGGCTGTGGCTTCTCCACC
GACCACCCAGGGACCGGTATGGCTTTTAGCCGCATCCACAAACTGGACCCCCCGTCCCGA
AGCACCTCAAAGAAAGCGGCAGTCATGCTTGGCTCTCTCCTCGCCCCCCTCATCCTTCTG
CACATCCTCGCCGACCGCAGCACCTTACCCTCACCGGTGAAAGCCTCCGCCAGCCGCGCT
GCGGAGAGGACCAAAAGGCTTCTGTACGGTTGGACCGGTGGCTCGGAAGTGATGAGCCAC
GGTACCGACCGGCGCACGGCAGGGGCTCCGGCGGAGGAGGTGATCGCGGGGACAGTGGAG
TTCCTCCAGCTGCCTCCTCCGGACTTGGGAGCCGCCAGAAAAGTGCCACCCAGGTTTGCA
GGTAAAATCAGTCCGCTCGGGGAGGGGAGCAAGAAGCTGCCCCGGGCTCTAATCATCGGG
GTGAAGAAAGGAGGGACCCGGGCTCTGCTGGAGTTTCTCCGGGTTCATCCCGACGTCAGA
GCCGTGGGAGCGGAGCCGCACTTCTTCGACCGCCACTATGGAAACGGACTGGACTGGTAC
AGGGAGCTGATGCCGAAGACCCTGGAGGGCCAGATCACAATGG
>AU169510 ID   AU169510   standard; mRNA; EST; 449 BP.
CTGACTTCTGCACAACACAATTGATGGTCCTAACCCTATTTATAAGGCAAGAAATCACAC
TTATTAAACCTGACAGGGCACACCTGTAAAGTGAAAAACATTTCAGGTGACCACCTCTTG
AAGCTCATCAAAAGAACGCCAAGAGTGCGCAAAGCAGCAACCAAATCAAAAAGTGGCCAC
CATGAAGAACCTACAATACGACACACCCTCAGCCGCTTCACACTTCCCCATTTATACAAT
TTCACATGTGCCAACCCACATCTCCGACGCCCCCAGCGCGACTCCACAACCCCCACAATC
ATGAAAACAAAGAAAGCTCCCCGAACAAGAATGTGTATCCAAACTTTTGGTCTGTACTGT
ATATGGACATAGTTTACTCTGAGAGGGTTATCAAAAGCTTTGTATAGGCCCTTTAAGTAA



CTATCACTAGAAAAAAAAAAAAAAAAAAA
>AU169513 ID   AU169513   standard; mRNA; EST; 823 BP.
CTTGAGGAAATGTGCCGTGGACTGTGACTGTAGGGGGTGTTGATCTGATCTGAGCACCGA
TTGCTCCGAAACACATCAAAGAACTCAAATGGAAAAGAGGGATCAGACCACCTTGGACGC
CTTTTCATGTAATTCAAGGAAGACTGATGAATATTAAACAGACCCAATACATTTGGATAC
ATTTAAATAGCTGTTGTACACCCAAAAAAATCCTTACATGCTTGTTTTTTTTGTTCCCTT
TTATAGGACTTGATTTAGGGCGTGTCAGGTTTCTTTGTATCATGATAAAAAAAATGCCTG
TTTTGCTTTATATGTAAATGAAACATGTTAAGCAGATGACACTATTTTGAGATATGGCTT
GATTTCCTATTGTATAGACTGTACAGGAATGCACATTCCTAATTGTGTGTTTTTATATGA
CATTTCTGTGTATGTGTGAGGGGAAAAGGTGTAGAGAGAACAGAGGGGGAGGCAGAAAAA
GACTGACAGACATGATGATAACCTTGGCTCCAGTCACACTGTGTCCCAATGAAAGTAGCC
TACTTTTTGTTGTCTAAAAATCCTACAAAAATCAGCAACTATGATTTGGAAAATGATCAT
TTCTCCAAATTGGATATGTGATGTGATTTTTTTTTCCTACTTTGAAAATTCTATGTGCAA
GTAAATGTGAAACACAAGGATAACGAGACGGAGACTGACAGATTGTAACACTTGTATATC
GCCAACAGAAAAATGGAATTTTAATGACTTGAACAATGATGTATGTATCATTTTGAAGAG
AAAAAAATCATGACAAAAATGTATGTGTATTTGCAAATGATGG
>AU169516 ID   AU169516   standard; mRNA; EST; 708 BP.
TTTTTTTTTTTTTTTATCTGCGGTGTGTTGTTGTCAATGACGAGCTGTTATGATTTTCTT
GGTAAGACATTCTTTTTGACCAAGGGTTTTTTTTGGCAAACGTTTGATGATTCAGTTTCC
TCTGATAACAAATCCTCGTAGCATTCTAGAGATTGTCTCTTCTCCACTGTGCCGTGGAGT
TCTGTCCCAAGGGCTTCACCCATCAAAGATAAATATGTGCAAATTCTTGGTTTCGACAGC
GTAACCTCCTGCTGTAGAAGGCAAAGTTTGGCTCTGCAGCTGAAGCAGAGCTCAAACGGG
ACAAGGCAGGCAATCCATCTCCGCTCGCCGAGCTACGCGGAGGGGCCGGAGCTGTGGGAG
GCAGGCTGGGTGAGGGTTGCGGTGTTTGGGGTTCCTGCTGAGGCGGCCGTTGGAGCAGCG
GGTGGAGAGCCCGTCTGAACCTGGGCTTGGAACTGAGCCATCTGCTCTGGGCTGGCCAGC
GTCTTCAGCAGTGTGTTTTCTTGCTCCAGCTGAGAGTTCCGCTCAAGCAGCTCCTTGATC
TGCTCCTTTAAGACCTCCACCTCTTCACGCACAGCATACATCAGGTGACTCTTCACCAGG
TCCATTGCTTGTTCAATTTTGTTGTCTATTGCCACGACACTGGCTCCGGACGAGCTGTCC
TCCTCTCCGTCAGCCGCCTTGAGACCAGCCGGTGCAGTTAAGGCACTA
>AU169518 ID   AU169518   standard; mRNA; EST; 948 BP.
TGGAAAACAAAGCGAAGGTTTTAGCAGCGACTCTCCTCCCTCCCACTAACCTCTTCTCCA
GCTGTCACTCTGATATAGGAGGAGTAATCGAGCGCGGCTTGTCTCAGGACCCCTTCGTCC
TCCTCTGGCTCGTCCCGTCCGCTCGCCTCGTCCGCCGCTGCCTCGTTGGGGCTGGAGGAG
CTCGGCGGGACGGCTGCCGGGGCTCCAAAGCTGGGGCTTTGCGACACGGTCCCGCTGCTC
AGAATGTCGCTCAAAACCGACAAACTGCTCGCGCTTTGGGAGACGACGCCGCTGTCTCTG
CTTATCTCCGCGCTGGACTCCTCCAGGGGGGACAGGAGGCCCACCCGGTCGACCCGCTGA
TGCTCCATGTCGGCGTTTTTCTTCTTATCTATTGCTTTGTTTTTGCCCTGTCAAATGACT
GGTCACGTGGGCCGCGCTGGAGACGGAAACCTCGGAGGGTCAAAAATGTTAAAATGCAAA
ACCAAGCGATTTAAAACGTCGATGCGGGGGAAACAAATAGATACAGTTGTGCTTCCATAC
AATTACAAAATGTGTTTGTTTATTTATTAACGGTGATAGCTCCAACCTAGGTCACACATT
TTGTTCCGGAGGCTAACGCGAATGCAGTTCTTCCTCAAAAGTTTTCTGAATTGAGCAATT
TGTCAAATAACATCAAAATCTACACAAAAAGACTTTTAAACTATACATTTTATCATGGTA
TGGATTTACGTGACATCTGCATTGGTGGATAACGGATATAATTTGGTTAGAAAGAGTTTC
ATAGTAAAATGAGCCATGTTGTTCAGTGTTTTGCTAATCTAAAACGTTCAAGTGCTATTT
TAGATGAAAAATAGATTTTTTGAGTTTACTTTATATTTCAACCTGATTATTAAAATGTAA
GATATATTTTTACTTTTGATTAATCTCCATTCACCACAATTGACATGT
>AU169520 ID   AU169520   standard; mRNA; EST; 789 BP.
CGCAGGTGGGATACATCAGGTACGGCGGCAGACGCATNAGAAAGGGGTCTGCATGTTAGC
CGAGGCTGGTTTCGCTGCTGTGGTGAGGTAGAGGACCCACAGCCGCATGTGGCCATTTGT
CCCACAGGGTGAAGCTGTTTGAGGGTAAAACCATGGTGGCCGACTCTGGCGTGGTGATAG
ACACCTCCATGAGGGGGGGCCGGCTGGGAGTCTTCTGCTTCTCCCAGGAGAACATCATCT
GGTCCAACCTGCGCTACAGATGCAACGACACGGTTCCTGAGGACTTCAAGACCCACCGAC
AGCAAGTGATGACGCACATCCAGGTCTGAGCTTCGGGGAGGGACAGACCCCCAAACACCC
GACAAACTGGCCCAATTCCACCGATTCCCAGGACGTTAGGCAGCACTTGAACGCACAGTG
ACTGCTTCCATCCCTCTGTGGATGAAGTCATACAGAAACGTACACTACATTACCAACAGC
ATTGGCTCTCATGCCTTGACTCACATATGAACTGAAGTCCCGTCCCGTTCCTGATCCGTA
GATCCGTAGATCAACCCTTCAAGGAAGCCTGTCCACAAGGTTAAGGAGTGTTTCTAGGAA
TTTAGGGCCATTCTTCCAAAAGTATATAGGTGAGGTCACACAATGATGTTGGTGGAGAGG
CCTCATCTGTGGTGCTGTAGTAGGGCGGTTGACCTCTGATTGAAAGACTACAGGTTTAAT
TCCCGCCTTTCCCGCCCAAATGTCAAAGTGTCCTTGGACAAGACACTGAACCCCACCTTG
TCTCTGGTA
>AU169524 ID   AU169524   standard; mRNA; EST; 1022 BP.
CGTCTTTCTACATTGAGAGGGAGGAACTCGTATAAAATAAAGGAAAATAAGGAAGACTTT
ACAACAGATCATAGAGATTTTTGTGGAGGATCGACTCATGGACTCAAAATGTAAGGCCAA



ACACGTTTTTCAATGTTTGTTTTTAAAAAATAACATTGGAGTAAGTGGATAAAAATGTAA
GTAAAATAATGTATTGTATGATCATTTTTACAGACAACATTTGATAACACTGATTAAAGC
TCCAGAATGTGAAGTTGGAAAAATACCAGAAATAGTTACTGAGGGTCAAATGTGTGCTGA
ACACATTCTGTATACTTTAATTTCTTACAGTACATGTGAATAATTTATAAACAAGAGGAG
TGTTCTATCCATGTCTGTAAAAGAAATATTCTCTGTAGGACAAATATCTTCTTGTGTGTA
TTTTATAAGCTGTTAGCTGCTGTTGGATTAATGCTGAAATATTCAGGTCTTTCATTGTAA
ACCTAACTCTAGAGGATTCAGGGCCTCACCAGTCATCAACCTCACCACACGTCACTGTGG
TCAACGCAGGGGGGCTCAGCTAGCAGCACACACTTTGATTGAGGCATCTGATTGGTCACT
TTATAACTTGAACAATTTGTCATTAAAAATGTCGTGAAAAAAACGAGTGATTAGCGAAAC
ATGCTAAAAACAGTTAGCGGAGCAGTAGTGGTTGGTTATTCTGACAAATAGACCGAGTAA
TAACTGTTTATTTCTCAATAGAAATCTAAGAGAGTGTGGCTTCTTGGAGCCAGCAGGTAC
TTCCTATTTGCATTCAAAGGGGGGAGGGTTGTTCAGTCAGTCAGTTCTCCAGTCATTGAT
TGAGAAAGAACGGACACAAATGCCTTTAAAAAGAAAGTCCTACTGTGCAGATTACAAACT
GCAAGCATTGAAATATGCCGCCGAAAACGGTAATCGAGCAGCAGGAAGAAGGTTTGGAGT
GAGTGAGAAACTTGTGAGGGATTGGCGAAAAGCGGAGGCTATTCTCACTGTAATGAAAAA
AC
>AU169537 ID   AU169537   standard; mRNA; EST; 770 BP.
GACACTACCCCCTCGATGACATCATGACTAGTCGCCGACTGGAAGCTGCAGTCGTGGCTG
TGTTACCTGGTGGAGTTGGGGGTCTGGTCTCTCGTCATCTTTGGGACAATCGTTTGTTTT
GACTTGCAGGTGGATGCAACCAAGAATCATGTCTTATCCCGGACAGCGTTCACGTTCCAC
CAGTTTAACCAGTTTCTGAAGACCGTCACCATCCCCTGTGTCTGGATCGGCGTCCTTTCC
CTCACCTGGGAGATGGTCACCTCCATGTTCAGGTGTGCGTGCGTCTCCGGCTTCCTGAGG
AGGTTTTGGAGGATGATCCAGTGGACGTTGGTTGCTACTGCGACTGCTTCCGTGTTTTCC
ATCAGTCTGGTGCCGTTCACCTACATTGAGTACGACTCCAACGCCAGACTTTGGCCTGGA
GTGCGTCAAGCCTACGAGTTGGTAGATCGCTACCAGTTGGTGAATTCTTACGGCCTGTTC
ACAAGAATGACCGGAGTTGGTGGGAGGCCAGAAGTGGTCATCGAGGGGAGTAGCGACGGA
GTCACGTGGACGGAGATTGAGTTCATGTACAAGCCAGGGAACATGACCGCGCCTCCTCCC
GTGGTGACTCCACATCAGCCCAGACTTGACTGGCAAATGTGGTTTGCAGCCCTGGGGCCT
CATACTCAGTCCCCGTGGTTCACCAGCTTGATATACAGACTGCTGCAAGGAAAAAGAGAC
GTGATCGAGCTGATCCACACAGATGTGACCAAGTATCCGTTTCACTTGCA
>AU169540 ID   AU169540   standard; mRNA; EST; 967 BP.
CTTGAAGTCCACACGCCGCAGAGCCCCCGTCTTCACTGCCCCCAGCGGGGTTCAGAGCAG
TCCTAGGATGAGGTATGTTACCTCCTGGTGGGGTAAATATCTCAGTTTTTGCCCCGCAGT
AGAACAAACATCCACAGCATTGCCTTCACAAACCGCAGCAAACTGTGAGCCGAAGAAGCC
TTCAGAGTGTCTGCTGAGCAGCCAGTGCAGGTCCGAGTCTCAGAACCCAAACCGACCCGA
TTCTGATTACTCAGAACCACTTTCAGATCCAACAACAAGAATGTGACCTTTGAAGATGGG
TCTGAGGATCAAAGGGTTTCTGCTCTTCAGGGCATCTGGACTCTTTAGTTCTTCACTTCA
GTCCAGTTTCTCTGAAAAACCCGACCTCAAAAATATATGTATATTTTTTGTAATATCTGG
ACTTTCTTTTCAGATCAAACACAGACAAAATTTCATTTAGATTGATTGTCTTTTGCATTC
ATGGTTTTTTTTTTTTGTTCATGAAATTTCCACTCAGAATCACGGAGTGCGGTTCTGGTG
GAGAACTGCAGGATTCTGAAACGTGGTTCTGTAATCTACATTACTGTGGAAGACAACATT
TGCGTGCCGTTTCCTCTTTCTGGCCTTTTTCATCAAACAAGAGCTTGACTAAAAGATAAC
CAGAGTAAAAGAAAAGTCTGTTTTTATTATATTATTTAATTTGTTGTGCTGATAATTCTA
TTTATCAAGGTGAAACACTGTTCAAACAAATGACTGTACATGAGAACTGGACTGAGTGAC
CCCTCTCCCTTTGGTAAACAGGAAGTACCTGCTGGTTCCAAGAATAAGCAGCTGTTCCTC
TATTGGTCAGATTGGTCCATTCTTGATCAGATACCTTTTTTCTAACATGTTCTTGATGAT
CTTCACTTTATTCTCATGATATCTTTTTCTGTAGTTCAAGTTATAAACTGACCAATCAGA
TGCCTCA
>AU169541 ID   AU169541   standard; mRNA; EST; 704 BP.
ATCTGCTGGAAAGCTTTTTCTGCACAAAGAATGGCCGGATAAGAAGCCAACAGGTTCTCC
TTCCTCGTTCTGGCGATGGGGATGTAACCAGGATCCTGACTGGACTTTAACGGCAAAGCC
ACCACGATGGATGCCTGCACAGAGCTACCAGCATCTACATCACATCGGCCCAACCCTCTG
GGGAAATTCAAGTGCGGATAAAGACTTTAAGGCTGGCCAAAGCAGGCTGAAACACATGCC
TGCCCCCAAAAAATTTCTGGTGGCGTCCACCTCGCTGCCTCTGGCTCTGGGCTGGGGCTG
GAACCTGAACCTGTACCTGGGGATGCTCTTGGGACTTCTGATCCTGCTGGTGCTTCTGCT
CTGGATGCTTTTAAAACAGCTCCGAAACTCTCTGGCAAAGTCGGTGCTGCAGCCCGTGCG
CTCCGTGAGGCAACCTCACTCTGACCGGAGGCTGCAGCGTGTGTTGTGAGAGACGGACAA
ATGTGCCAATCCCTGCCAGCACCGGGGCTGGTCGCAGAGCTTGAATGTGCCTTTGCAGAT
CAATGTAAGACAAAGTGCTTTAGTTGCCTCCAAAAATCCCAGCTTGTATCTTCACTGCCT
TTTCTTTTTACTGCTCTGTGTGCCTAAAGTATAAACCATGTTTGTTGGAGAGTATGGAAC
TGTCTCCCAGCTCTTTTTCTTGTAAAAATAAAGCTAATCTCGAG
>AU169544 ID   AU169544   standard; mRNA; EST; 346 BP.
GTCATCCCCATCAAACGTTCACGGCTGGGCATCCCATTCACACGCAGAGCCAAATCCTCC
TTTCCGGTCAGGGGCTGCTCCTCCTCTTCCTCCACCTCCTCTTCATCTTCTCGAGCGCTC



AACATGGGATCCTCCATCACAGTCCCAAACTTAAAGACAGACCAGCTTCTCACAATCAAG
AAGGAGCTGTCCCAGATCAAGACCAAGATCGACTCGCTGCTGGGAAGGTTGGACAAGATC
GAGAAGCAACATCGCTGTGATGCTGAGAGGAAGCAGGAGGAGGTGTGCGAGCGTCTACAT
GGTGACGCATTAGATCACTCTGGAGGAGAGGAGGCGAGGGGCGCCG
>AU169546 ID   AU169546   standard; mRNA; EST; 957 BP.
CTGCTCCAGTTCCCGCTGCTTTTTTTTTGTACCTGTCAGGGATAGGTGAGGTGCCCGCGC
GCGTGGCCGGGAGCCCTCGTACCTGAAGATCTAACTCCTCCAGCTGTCAGTCTGCATTGG
TTCCACGCTGCGAAGAAAGTCTCTGCTCAGTGCGCTTCAAACACGTTTTCTTGACACCCA
AATGTTGTGTATCAACTCTCATGCCATGCGCTCTCAAAGAGTTATGACGACGGCTGCTTC
TTTAACTCAGGAAAGGGGCTTCTCTGCTGTTTGCCAGTGAGCAAACCACATGACACGATG
AGGACCAGCCCAGAAAATCTGCCCCTCAAGGAAGCTGCCGGCAGGATATGAGTATTTTAA
GCCCTGTGACAGATAACAAGTCCAACCTTGTGGGAATAGTGGGAGGCCCAGAAGAATACA
CCAGAGCTATGCAGTCAGAGGAGCTATTCAGCAGGAAACTTAAAGCCTTGAATGGAAGTA
TGGGACCACCAGCCTCCAGCATGCAGGTGAAACCTGACTGTGTCGGCAAAACAAACGGTA
CTCCTGCCATGCCTAAAATGGGGGTTAGGGCCAGGGTGACAGAGTGGCCACCGAGAAAAG
ACGGATGGGATGGACGGCCTTCTCCAAACTACCAGAGTGTGATATCCGTTTTCCAGAATG
GACAGCAGGAACATACTGTGGAATTACTGGAGCAAGGAGAAGATGTTTGTGTAGATATGG
ATTACAATGACAAATACACACTGAGCGACCTTCTCACCAACTCCCCATTGAAGGGCCTTC
ACCCCATTCGCCAACGCAGCAATAGCGATGTCACCATAAGTGACATCGACTCTGAGGACA
TCATGGACCAGAACGCTGTTAACCCAAACACTGGAGCTTCACTGCATCGTGAATACGGCA
GCACGTCTTCTATAGACCGCCAGGGTCTTGGAGGAGAAGGCTTCTTCACGATGCTCA
>AU169549 ID   AU169549   standard; mRNA; EST; 801 BP.
TTTTTTTTTTTGTAAACTGGCCCTAAAACTCCGTCGTACATAAGAATAAGATGTCTGACT
CTTTTTCTTTTGTTGGCAGCAGCATGAAGACCGAACATTTCTGTTACTGCAGCTTCTGCA
GTAAAGTACAGCTCCCATTCTGTGGCAACAAGGAGAACTGCTGTTTTTTTGCTCATACAT
AATTTCTTCCTGATAAACCTTGATTTACATTCCTGGGTGGGACTGCAGGAGTGAGCCAGA
CACAGCTGCACTTTAGAATAAGCAGGAAGACATCAAGAAAAAGAATCAGTTGTGTGTCTG
TGTGCTCTCATTGTCTCATGAAAACATTATGAAAACGGAGGTCCCTAATTCAGCTTTGGG
ACTTCTCATTCCCAAACAGTCCTGGAAAGACATGTTTGTTTGTTTTATTTTTCTAACCTT
GTACACACAAAGTATTGACCTGTCAGAACAGACAGAATATACTATTTGTACTTGTTACGA
TTCAACTTATCGGTCCCAGTTTCTATTTAGGCATTCATTTCTCTCTGCTGCAATTCTAAA
TCCTCCACTTGCAGACAAAGAGAGCATGCACGTTTTCCTCAACTGAGCTGCCGTCGAGCT
GCCATATGTAGCCAACATTAGCTATGCTAATGTAGCTAACATTAGCAGGGCTGCCACATG
GCAGCTCGCCGTATGCTACTGTTAGCTTGGACTTGTGAGATGCTTGTCGCTAGCGGGATG
GTGTGCAGACCAAGGCATGCTGAAAAATCAAATAGGCTAACTTCCGCGCCAACAGTCCCA
TCCACACCCCAAAAGTGAATT
>AU169551 ID   AU169551   standard; mRNA; EST; 857 BP.
TTTTTTTTTTTTTTTTTGTTGTGACATTTTATTATAAAACTTTAAAAGAAAGACATACAT
TTAAACAACTTGATAGGGCAAAAGACAAAAATAAAGTAACAATTTCAAAGAAAGCAACAA
CAAAAAAAAAAGCACTGGTTAAAGGCTGCCGACCGACGCTTGACCGGTCAGAGAGTTTGA
ATGCAAACGGATTAAACCTTTCTATGTTCCTTTGACTGTAGTTTGATGTGAAAACTGAAT
CCTGAAATTTCCAGCCCGTATACCCATAGATCCTAAAATCTCCAAACATTATTTATTATT
AACTATAGGAGTGAGTTCTGCACACAAAGCTTACATTTTAGATGAAGAATTTTTATGTAC
AAACAAAAAGAGCTTTTTTGAGATGCCCCTCTGATCCTAAAGATGATTTCTTTAAAAAAA
TGAAAAATAAAAGCCCACCTTTAACAAAACCGCCCCACAAAAACATTACCAATACCTTTA
AATACATTAATCTGAGCAAAGAAAAATAACAACCAATGTGCCGCGGCACATACAAGTCAA
CAATTACAAATAAAAGAAAACAGGACAGAGATCTGAAAAGACAAATTCTGTCAGATCAAA
CAGGTGTGATTTGTGGCCCTGCGACAGACTGGCAACCCGTCCAAGGTGTCCCCTGCCTTC
ACCCTCCAGTGGCCGGGATAGGCTCCAGCAGCCCCGTGACCCCAAAAGGAACAAAGCGGC
TTAGAACATGAATGAATACAGAACATCAAGGTCATTTTGCTTCAGAGTCTTCCAAGGCAG
GGACCTCCTTTTGGAAAATTTGATTCATCCGTTTTTGTTTTCGTGTTTCCAAACATCCTT
CCAAACACTCAACGTAT
>AU169563 ID   AU169563   standard; mRNA; EST; 810 BP.
GTTCTGCGGGTTCCCCTAGTTTAGGGACGAGAACGCCACGAGTCTGTTACGTTTCCTAAA
AGCAGATTGTTGGGTCTCTGAAGACCTTCTGAGCGTTTATCTGTTGGTCCTTGTAAAGCA
CCGAAGACGTTTGCGTCTTTCAGGCCGCGAGTACGACAAAGAGGGTAACCTGAGGCCGTG
GTGGCAGAACTCCTCTGTGGAGGCATTTCGAGTGAGAACGGAGTGCATGATGGAGCAGTA
CAACCGCTACACCGTCAACGGAGAACACGTCAACGGAAAGCAGACTCTCGGGGAAAACAT
CGCAGACAACGGGGGCCTTAAAGCAGCGTACCATGCCTACCAGTCATGGATCCAAAGAAA
TGGACAGGAGAAAAGACTTCCTGCTGTCAATCTGACCAACGACCAGCTCTTCTTCGTGGG
ATTTGCTCAGGTGTGGTGCTCTGTCCGGACCCCAGAGAGCGCTCACGAAGGCCTGATGAC
TGACCCGCACAGTCCGCCCAGATACAGAGTCATCGGCACGTTGGCCAACTCTCCAGACTT
CAGCCGCCACTTTGGCTGTCCGGAGGGCACGCCCATGAACTCAGGAAAGCCCTGTGAGGT
CTGGTAGATGCACAGAGGGCGGGGTCTGGGGGTCAAGCCGACGGGTCTGGGTCATCTCAT



TACTGGAGGCGGTGTCTCGGACCTTCAGCCAGCCCCACTTCCTTTCTGGACACCAAGAAG
ATTCCTCGAACTGATGAAGATGATGAAGACGACGTTGAAACCCGCTTTATTACTGATTGA
TATTGATGAGCGTCAGTTCAGGTGTGTCTG
>AU169565 ID   AU169565   standard; mRNA; EST; 926 BP.
CTAATATGCGTAAGCATAACATGGAACTGAGCTCGTGCGCGCAGTTCTGCGGAAAGCCCC
GCGCGGCTGCTATTTCTCTTGAACTACAGATGTTGCGCTCTGCCGCTCATCATTGTGATC
TGGAACTGAATGTTTGAGCTTCAGTTAGTTCGTCTAACAGGTTGGTTTCAGACACACACA
CACATGCACGCGCACAGCTGGAATTGCTGAGAAGGAGACACTTCTTATCTGTGCTGCTGC
GTTTGCATGTTCCAGTTTGGTAGAAGAGGGCTGGTTCTAAAGGACTTCCTGGTCAGACAG
GACAGTTTGTTTCTTAAGTCACGCAGCTGGTCTTGTGCTTTTTGGGGGAACATCTGCAGT
CAAGAGACGCTCGTTTGATCTGCTCAGACCAGGTCTTCACTGGTCCAGAACCTGACTTGA
TCCGATTGATTCCCTGCTGTGGCTTGGTTTGAAGAGCAGTTTTTGTGGAGACGCTCCATC
AGGTCAGAGGTTGTGATGCTTAGACTGTTTATCAGCTGCAAGGTTATTTAAAGCTTCTGT
AATTGCACGGAGACCACACTCCCTTTATGTGATTTCATTTTTTTTAAGCATCTGAAGCTA
ATGTTAAATAAGGAAGGGGAACTTTCAGCACCTCGGCATACTGCTGAGAATTGTTTTGAC
TGTCTGTTCTTTTCCTGTGCAGGATGGCAGCGGTGCCGGGGGGCCTGAAGCAGTGCCGGC
AGGCCCAGGAGCAGCTAGACAGCGCCATCAGCAGTGTACTGAGAGCTGACAGCAGCTCAG
GGAGAATGCCAGAGAGGTTCGTTCTGAGCTGCAAAACTGCGTGAGCCGCCAGCAAGAGGC
TCTGCGGTGCAGGGAGGTGTGGCTACTGGGTCAAATTGAGCTGCTGGACAAGTTAAGTCA
GAGACTTTGCAACATCAGCTGCAGCA
>AU169568 ID   AU169568   standard; mRNA; EST; 1023 BP.
CTTTATTTTCATACTGTTCTAAATTTAAACACTAATTTGAACAATATAATCCCATAAAAT
AGATCTAATATAAGAGAAAAAAACAGAACTCCCGACAGATGTGTAACGGGCACAAAGACA
GACAAAATGAGGATGCAGCGGTCTTTAAAAAATAAAAAGCTACCAACATTGCTTATAGGT
AGTGTTTTTTTATCATTCAAAACTAGTCTGATTTACTTTAATTATTAAAAAAATATCATT
CTTCATAAATCATTTCACTCTGGAAGCTCTAACAGGATTGCTTATGATTTGCTTAATATT
TCATTTTATTAAAAAATGTTAAGTGAAACTACAATCTTCTCAGAAACACTTACAAGAAAG
GAGAAGTATTTCCTCATTAAAATGTACTAAGGCAGTTTGTGTTTTATTCGAACAGTGACA
CTAGGATGTGGCCTTACAAAAAGTTTTGTAATTTTTAAATGTGTTCATTTTTATCTTAAA
TTTCATGGCACTATAAACAGTTCATCCATGCTACAAGAGAAACAATATAAGTATAATAAA
TGTTATGTGAGCAACAATTTGGAATTTATGCTGGCCTCTCCAGAAACAGTCAAACCCAAA
AATGCAGAAAGCAGAAAACAGTAAAAAAACGACATGAATCAAGTATTTTATTTAGCTTTT
CTCTGTTTATCCTAAGTAAAAGGAAAACAGTCAGTTTGCAGCAATAGAGAATCATGATTA
ACAATAACTAATAAAACAGAAATTGTTCTATTTAATTAAAATGTTCATCTTTTCTGTTTT
GTAAGTGATAATTTAAAAAGAGTTAGAATATACTATAAAAATGTGTATATGTATTATAGG
AATTTTAATGACCATCGCTTATTTTGGCTATATTTGTTTGCCATTTCTATATTACAATTA
CCGGACTCCTCTTTTATGTGTTTATTTGCCTGCTTCTCTCAACCTGTTTTAGCTCTGTGT
CCTCATAAAACCAAAGCATTAACCACTAACCATGTCTGCAGTCTTTAATTTTTACTCCCC
CTG
>AU169570 ID   AU169570   standard; mRNA; EST; 950 BP.
CAAAAACGTCACTTAAATCACATTTGCTTAATTAAATACAGTGATCATTAACTAAAGTAT
AAGTAGAGTTTGATTTATTGCTTGAAAAGGAGTAGGAAGAAGCAAGTTTATATAATCCCA
CAACTACTGAGTTCATTCATTTGATAGTTTTACAGTGTTTTAAATCTGTGTTCTGACCAA
ATAGATTCTTTTCAAGTAACATAATCCAGTGCTTGATGATCTTCAGAAAAAATTCATTCA
TGATTTAGGTAAACAGTAACAGTACCGATATGTAATAATAATTGATTATCATTAGAACAC
ATTGATCACATTAAACCAGTAATTATTGCTACACATTGCAGATCAAGTAAACAAAATCAA
TAGCTTATTGGTTGTAATTAAAACCTTTCAGTAATCATTATTGCACATGACAATGTAGTA
CTCATTGATTGTAATTAAAAGAGCTTTGATTATTTCACCACAATCAAGTAAAGTTAATTT
AACTTTACTTTATTATACGTAATTATTATATACATAATTATTTAATGTAAAATTAAAGAA
AAAGTGAAAAATGTGTTTTTACATGGTCCTATGGTGTTTTTCTTGATGATGGATAAGGAA
AATTAAGCTCAAAATTACTTTTTGGAATATTTTTTAATTCAAATCATGGTTATTCAGAAG
CAGATGAAAAAATGCAATTTAAATATAGAGCGTATATCTTAGGTGGGCAGGCCACAAGCT
CCCTGCTCTGCTCCATTCTGATGCATCCACATGTAGTCAAATAGATCCATGTACGTCTTT
GTTTTCCTCGTCTGAGCTGGAATCAGGATCAAAACTGTACGGCTGGATAGCTCCAACATT
AATCACCGTTTTTGTTGCACCTGTAATGTTAGGCTGGGCGAGTGAGGGACAGTAAGCTAG
CGGGAGAGAGTGTAACACATAGCTCAATTATGGGTGCTGGGGAGGGGAAA
>AU169571 ID   AU169571   standard; mRNA; EST; 501 BP.
GCGGCCGCCGGGATCCGCGGCCGCCGAATTCGGCGGCGCGGATCCTTTTTGTGTGTGTGT
GTTTCTCACCACCTCAGTTCCTTGTTTGTGTTGTGCAAAAGAGCGTTGGCCCGGTTGTGA
CGCGGTTGGGAGGGTTGGATTGCAGCCTCAAAGCAAGCCTGCTTCATGCTCACAAGTTTA
CCTCCAGACTTTGATGGTCTGTGAGAAACTACGGAGGGAAGTCTGTCTCATGACATCACG
CCTCTCAAACGTGCGCAAGCCTTTTGCGCACGTTTAGGTAAGCGTGTTTGCAATAAAACT
ACGTTTTATAACACGCCAAGTGTTATCTTCACATTCTTGCTGCCTCCAAGTTCAAAAAAA
GCTGGGACATTTGCTCGTCACCTTGTTGTAACTTTGGTTTCTGGGTTTTCTGACTGCTAA



AAACCTACTTGAGAGTACATGACATGCATAACATATTAAAATTAAAATATATATAAAACG
CGAGCTTATCTATGATCCATA
>AU169573 ID   AU169573   standard; mRNA; EST; 632 BP.
CTAAAGTTAAGCAGGAAGAAGTTGAAGAAAAGCAGAAACTCATTAAGAGAGACGAAGATC
TAAAAAAGAGCATGGAAGAGGAGAAGCCCTCCTACAGCAGGAAGGAGGACAAAAGTCGGT
ACAGCAGAGAGGACGAAGACCGGGCAGCCCGCTACAGATATAGCAGAGACGATGAGTACC
GCTACCGCAGGGATAAAAGCGACCGATATGCAGATCGCCCAAAATACGATCCCAGTGAGA
ATCAGGACAGGTACAAGCATAAGTACTCTGATGTCAAATCCAGGGAGAGAGATGAAGGGA
AGCCAAAGCCAGACTGGGACACTCCTAAAAAAACGGAGGCAGACAGACCAGAGGCGAAAT
CCGGTCCTCCTAAACCTTATGAACTGCCCAAAATCTTCTGTGGGCCTAGCCCGGCCATGA
GGGCAAAGCTCCGCAAGCAGAGCCTGGAGGCTGCCAAACTAACTCCTGGAACAACAGGCC
CCTCATTTGGGAAGTTTACCTGGAAGAAGAAGGAGAACCAGCTGGCTAAGGAAGCTCAGA
GAGCAGCTGCTGAGTTCATGAAGGAGGACGAGATGGCATCGAGGCAGGAAAAAGCCTCCT
CTGAGGACTCTATCACAAATTATATGAATATT
>AU169574 ID   AU169574   standard; mRNA; EST; 910 BP.
TTTTTTTTTTTTTTTTCACAGCATTACCTTATTGTAAAAAATATATATATAAAAATAAAA
AAATAAAAAAATGCTTAATCAATTATTGAAAATGGTTAAATGATTGATTTCTAATGATAT
TACTTCACTTGCTCCAAAAATTGACTCCTCATTTTTCCTAATGTAACAAAAGTTTGCTCG
TATTTTAACTTTTGATACTTGATCAGATTTTGCTAAGAACATTTTTGAAACTGTGTAATG
TCTATTATACTGATAGAGTATTATTTTTATTAATCGTATACATGACTTTTATAAGAAACA
TCTACATATATTTTGAATAAATGATCTGTATTTGCCATGTTGATTTCTAAAAAGGTATTT
TTTTTACATAATTTAAGTAATTCATCTTTGTCATGTGCTTTTATTGATACTTCAGGATTC
TTAATTCTGTCTGATAAAATTTATGAACCGGATAATGATAAATCATGTAATAAAATGGTT
ACGGTGGAACAGGGGTGGGATTATATAAATTCACTTCCTTCCACTCCCTTTCAAGCAATA
TTTATTGATATGTCTAAATATTCTAAGTTTGATTCGTCATTGTATAAATGTATAACTGAT
GACTGTGTTGTTTTTGTATATTATTCTTATTTGATTGCTTGAAATAAACGATTTCAAATC
AAAATCAAATCAAATTATAGTATCTGCCGTCCCTTTTTTGCCGCTTAGCTCCTACAATTT
TTCAGCTATTTTAACCGTTCAACTATTCAAATGTTCAGCTCTTTCAGCTTTTTCCAGCTA
TGACATTTGGTCCTTTAAATCCTTGAACTTTTCAAGATGTTCCAGGATTTTTGTTTCTAT
TAACACACATGGGGCTGCACGGTGGCGCAGTGGTTAGCGCTTTTTCACAAAAATATCTTT
TTTTGTATTG
>AU169576 ID   AU169576   standard; mRNA; EST; 828 BP.
TTTTTTTCTACAGAAGCTATTTTTATTATTTTCTAAAAAAAACAACAACAAAACAATGCA
GCTTCCCCTTCAATGCCAAAAGGTCAGAAGAACCAAAAAAAAAACTACAGTTGTGTGACT
CCTCAAAGCAGCTGTAAAACTTTGAGAGACCGTTTTCTGCAGGACTCAGATTTCTGGGCC
TTCTTGACCAGAGATGATGACGAGCAGATGAGGTCCTGGATGTGAGCAGCACCCTCCCCA
TACAGTCATGAGGACTCGTCCTCCTTTATCACTGCATGCTTCATATCTGTTTGCAGAAAT
AAAAGTTAATGATGACGCACTGAACTCCCTGAAATGATGAAGCTGAGGAAGAACCGACCC
GTTATCTATTAAACAGCAGGTCAGCCATACCACCTTCTTCTTTTCCTCAAATTCTATTTT
AAAGAAATCATGTTCAGGTGCATTTTCTGAAACTTAACATTTGGCTATTTAAGTCTAATA
GGTCAATTATTTTTTTCATTTACTTAAAAATTTTAAGTTTTGAAACTGGATCTTTAGAAA
CGGGGATGCTCAACAAAGTTGACTAGAACAATTAAATTCAGTCACTTCTTCTTAAACTTT
TATGGAGAGTAGTGTTGTCTAAATCATTATTCAGTAATATGGTGGTGATGAAGAACAATA
CTAAATCTTTTGGTTCTAACTGGGTCACCATGTTTTAAAAAGTTTTTGAGGACGCATCTT
TCTGCACAGGGTGGATTAGAGCGCCATCTGGTGGTGAATCTAATACAGCAATTTGAAAAA
AGATCATTCAACATCTTTGAGTTTAAACAACTGATTGTTTTCCTCGAG
>AU169582 ID   AU169582   standard; mRNA; EST; 832 BP.
CTGAAAAGGGCTAATCTTGTCACAAATCAGCTGTAAGGGGGGGGTTAAATTTGTTTTTTG
ACTGATATTTTCTGTCTCCAGGATATTATGAACAGCGAGAAGAGTTATGACTCCTTGCCC
AACTTCACTGCTGCTGACTGTCTGAGGCTGCTTGGCATTGGGAGAAACCAGTATATTGAC
CTGATGAACCAGTGCAGATCCTCCAAAAAATTTTTCCGCAGGAAATCGGCCCGGGACCTG
CTTCCTGCCAAACCAGTAGAGATCTCGGTTGAGCCGTGGTGGGTCGCACAGACGGGCTAC
ATCACTGAGGATGACATAAGGATCTGCTCTCCAGCGGAAAAGAAAGCCATTGATAAGATG
ATTGATTCCGGTCCTCAGCTGGCTGGATCAATGGAGTACAATGTGGTGTTAAGTCTGTAC
AATCGGGGCTTTATTTATCTGGACGTCCCCATATCTGATGACAGCTGCATCTCAGTGCCG
CCTCTTGAAGGCTTTGTCATGAACCGTGTCCAGGGAGATTACTTTGAAACGCTTCTCTAC
AAAATCTTTGTGTCCATTGATGAGCAAACCAATGTAGCAGAGCTGGCCAACGTATTGGAG
ATCGACTTGGATTTAGTCAAGAATGCAGTGTCCATGTATTGCCGCCTTGGCTTTGCCGTC
AAGAAAGGTCAAGTGTTCGGGTCACACCAGCTTCACTCATCATGGAAGAACGCGCCATCT
GTTAACAGACTCAAGAGCACTATGGACCCCCAGAAGATGCTCCTGTCCTGGGAGCAGGGC
AGTCCTGTCATGGAGGGGGGCTCTTCACCCACAGACACCGACACTACAAGCC
>AU169583 ID   AU169583   standard; mRNA; EST; 1079 BP.
CAATTTTGCACAAAGGTAAACAGATTGTTTGATTCAGGAAATCACATTTCGTCATGTGAG
CTAAGAAAAATTGAGTTTTTCTTTCAACAAAATTCTGAATTGATCCAAGGGACAAAATTT



GAGCTTCCCACTAAATTGAAAATACATAGTAATTGGAGCCAGGTCGGTTCACTAATGAAC
TGGATATTAAGCCATTCGTTCCCATCAACTGAAAAAGCTCTTATTAGTTGTTTTTCCTTC
TTTTTTTGAAAGTTCAATGACTGTGTCCCAGGCCAAGATGGAGGCGACTATAAAGCTAGT
GACTGGGCTTTTCAGGGGAGCTCAGTACTGTTCAGTGGGTCACATGATCAGTCTGTCTTT
ATTCATACAGTCACTGTACTGATCCATCATCTAGATATAATCTATTTATTCACCGAACTA
CACCAACCCTCACCTGTGTAGTCAAGCCAGCCTTCACCTTGTTAGATATCCGTGACACAC
GTTCAGCTGATTTTTATTTTAAAAAGTCATTTTTGGCATTTTGGCTTCTTGGGAACAGTG
GATGCTTCCTGTTTGGTAGGGGTCACTCAGTCCAGGTTTCATATACAGTCAATGACCCAA
CCTCAGATGACAGCCTTACTCTGAGTTGTTCGTACACTGGTGGCCACATCACTGGTCACA
CTGAACCATTATACAGCTGACTCGGGCACGGGCTAAATGCTGGATGTTGTCTCCAATTTG
ACTCTGCAATGGCAGACTTCAGGTCAGAGAGAAAACCGTGTTGCTCAATCGAGCAGAGTT
CATCTCTTACAGGTTGATGGCTTTTGCCAGAGCTGCAGAAAAGTCAAGTAAAGCAATCAA
ACTGGGAGTGATAAATTCAGTTTTTGGGATCCTAACCACACATATTTAATACTGTCCTTT
TGGCGTTAGCATTATAATAAATCTTATTAAAAAAACCAATTAGGTATTTATCTATGGGGC
ATTTTTTTTGATGAATACTTACTTTACACTATGATTGGGAATTTACTGAAAATATGAACA
GTTGATTCATGATTTCAGTTTTGTTCTGCCTAAATTAGCTCACGTATTCAACACTAAAG
>AU169584 ID   AU169584   standard; mRNA; EST; 1012 BP.
GTTTACTTGCACCTTACTTTTAACTTCTACTGGAGTAGATTTATATGGATAAAACAGTAT
TTCACTCAGCTACAATGTCTGTTTACTTTGTAACATAAATAATCAAATCTGAGCAGTATT
AGTATCATCATAACTGGTTATTATAAAAAAAGATTTTGTCCAATTCTCATCAGCCCTTTT
GCAAAAAACGTCCACACATCAGGGGAGTGAAGGAGCTCTGAGATGTTCACGATGGACCAC
AAACTTGCTGATTGGAGCAGGGATGTTCGATGAACAAAAGGATTTTAAAAAATATGAAAA
TTAAACGCCAGGAAAAAATATTGGCCAACGTGTATTTGGAAATATTGGACACCATAAAAA
TCTGATATTGTGCATCTCTTTTTTATTGATTTAACCAGGAGCTGAACAAACACATAAAAA
GGCTTTTGTGTTGGACAGATTTTACTTTTACAATAGCAGGTTATGAAAGTTCAGACACAC
AAGGTGTATATTTGTATAAACCCCTTTTGTATTTGAGGCTAAAACTTTACTTATAGTAAT
TATATTTACCTACATTTCCTATTGGATCAGACACAAGAGAGAAAAGAGAGTCTTTTATTC
TGAAAATCTGTGAGTCTTGGTAATGCTTAAAAGAATGTAACAGAATGTTGTTGTTTTTTT
ATTTAGTCTGGAAATACAGTAATTTGCACATTCAGTTTTTTTTATTTTTTTCAGAAGTTT
GAAATTGTAAATTAGATGCACTCAAAATGTAACTGAAGTAGTTTTTCCATCTGTTGTTTG
TTTCAATAATACTTTGATGTGACCTTACTCTTACTTGAGTAACAATACCCGGGCCGCCTG
TGAATGTAACCGAACAGTTGTTAAAGGAATGTACAAAAGTTGGCCCAAGGTCCTCCATGA
AGCACATTTTGGTGTCTTTCATGAGTTTCCTCTATCTTGGACTGTCTTTGACAAAATGAA
CCCCTGTGCTGTTCTCAAAAAAAGACTTGAAACTAGAGGCCAACTCTGGAAA
>AU169585 ID   AU169585   standard; mRNA; EST; 911 BP.
TTTTGATCACCTTAGTTTATTAACAGGAACACTTTGAGCACAATGCAGAACAAGAAGTTA
CTTCAAAAACTACAAAAAAGATTAAAAACACTCTCACACCCTCACATACGTACAAACTCA
CACAGTTACACACTAAGCATGCAGCATAAGTCCAGTTAATACAGAAGGACATTCACCAGA
GAGCAGCTGATCAGCAGGATGAAACAGGAGCAGCAAAGTCTGACTGTCACCTGACAGGAG
GAGGTCAACCAACGTATTTGATGCTGTGTCTAAATTCCAAGTTCAAATGCTGATGAGAAA
AATGGTGGGAGGATCAGACAAACCACAACAATCTAGACTCCAACCTGGCAACCTGCAATG
AAGGTGACCAACAGTCAACAACACTTGATCACTCACAGAGCTAGCTAACCCGAAACAAGG
CTGAACTGGAGCTCCACTGCAGCCAAAAAATGCATTTAAAACAAATACAAACTGAAAGAA
TGAGGTCCCGAATACAAGCGGCTGAAATGAGCTTCCTCCGCAGGGTGGCTGGGCGCTCCC
TTAGAGAAAGAGTGAGAAGCTCGGTCACCCACAGAGAGCTCGAAGTAGAACCGCTTCTCC
TCCAAATCGAAAGGAGCCAGTTGAGGTGGCTCAGGCATCTAGTCCGGATGCCTCCTGGAC
ACCTCCCTGGGGAGATGACCCGGACATGTCCCACTAGACATAGGCCCCGGGGAAGACCCA
GGACACGCTGGAGAGACTACATCTCTTGGCTGGACTGAGAACACCTCGGGGTCCCCCCAG
AGAAGCTGGAGGAAGTGGCCGGGGCGAGGGAGGTCTGGGCATCTTTGCTTAGACTGCTGC
CCCCACGACCTGGTCCCGGATAAGCGGAGGAAGATGGATGGATGGATGAACAAACTGAAG
CCAAAGGGAAA
>AU169588 ID   AU169588   standard; mRNA; EST; 615 BP.
TTTTTTTTTTTAAGGACAAAGACTTTTTTAATTTTTGTTTCTCTCTGGATCTGAAATATT
CACACATTTTGAGCAAACATGAACGTCTGCTCAGGGTTCACGTGTACTCACCGCCTTTTT
AGGGCTCACAAGCCAATAATGACAACAACCCACTGTGACTTGTACAATTACTTTTGTGTC
CACAGACCAAACGTCTCTGGATTCTGAGGCTTTTTCAAACACAGAAGCGTCTGGGGAGTC
ACATTTTATCCACTACGCTGATTTACAGTCGCCTTTAAGTGGCGTTAACATCCAGGAGCT
AGAGAACAACGACAGTAAAGAAACACAGAAGCATCGAGACACTTACACTGTTAGTAGCAA
AGCATTCAGAAGGCCCGTCAATGTCATGCAGCACTCAGAGAAAGGCTGAGGTGGGGAGGG
ACAGGCAGAGCAAGGCAGTCTGTAAACAAGAAAGGCAGCTCCCAAGAAAGTCTCCGCCGT
GGTCGCCATCATGGACGCACCACGTCACGCCGCTGCGTGCGGGCAGGCGTGTGGCGACAC
GACAAAAACACGGCGAATGCATCTACACGAGCCTCCCGGGAAGAAAGATCCAGAACGCGT
GGAGGTGTTGGAGCG
>AU169589 ID   AU169589   standard; mRNA; EST; 651 BP.



CTGGACCTGCACTCCGGAGCGCTGTCCATGGGGAAGCAGTTTGTCAACATTTACAGGTAT
TTTGGGGACCAGATCAGCGATGTGTTCGCACAAGAGGATTTCCAGCTTTACAGAAACGTC
CGCGGGCGGATCCAGGCGGCCATAGCAGAGGGGTTTGGTCTGGACCCAGCGCTCATGTAC
CTGACCAAGCCCACCTTCTTCTCCAGAATCAACAGCACAGCGGCCAGAACCCAACACGAC
GAGTACTGGCACCCCCACATTGACAAGGTGACGTACGGCTCCTTCGACTACACCTCCCTC
CTGTACCTGTCGGACTACGGCTCTGATTTCACCGGAGGACGATTTATCTTCATGGACCAA
AATGCCAACCGCACCGTGGAGCCGCGCACANGACGAGTCTCCTTCTTCTCCTCTGGCTCG
GAGAACCTCCATCGAGTGGAGAAGGTGAGCTGGGGAACGCGCTACGCCATCACCGTGTCC
TTCACCTGCGACCCGGAACACGCCATCCCCGACCCCGCCCTGCCCTGATGCGTCCATGGG
TGACGGAGAATGGTGCCGTCCGTCTGCTTGGACAAGTCCTACAAAAGAAGAAATGGGGGG
AGTGGGAGGTTCACACTAAACTTGACTGACATTCAAAAAAAAAAAAAAAAA
>AU169596 ID   AU169596   standard; mRNA; EST; 878 BP.
TTTTTTTCATGTGAAATCAGACATTTATTGTTTGACATGAAGACTCCTTTACAAGGTTAA
ACCACCAATATCTTACTAAAATATATTAATTGATCTGAATGTATAAAGACATTTCATTGA
AAAGAAAGAATCAAACATAAAAAGATGCATTTTAAGACACAGTAAGAAAGGCTCCCAGAG
GCAAAGAGGACTTTGGGACCATCGTGTTATTTATTAATCTAGCCCTGCATCTGCATACAG
AACCAAAACATTCAGAAATTTCAGAATATCCAACACTTGTGCTCAAGCTATAGGTCCGAT
TTCCAGTTTCTCTGCATGTAAATGGACATCCAATGGAAGTAGTGTGACTTGCACTCTATT
ATACAAGATGTACATCTGTACAGATCTTATTTGATACATCAGTAAAGTATATTTGAAGGC
CTCTAAGACATTATTCATACTGTTGAGGAAAAAAAAGAACTATTTTGCACAGGAAGGTAA
AGCTAGAGGTATGTCAAACATTTACAGCACACTACCCACCACATCATAAATAACAATACA
GCAGAGTGTACATTAAAACTGGTGCAATAACATTCAAAGCAGTCTATAGGACGGGAAAAG
TTCTCATAAATAAGATTTAAAAGGAACAAACAAAAACCTTTTGGTCTTAAAGTGTGATAT
GCTGTCAGTTTGACATTTTAAACTTTACATTTAAAAGAAAAATATGGGAGGAGGCATACA
AAAGTACTACTATTAATCAAAGAAACAGAGAAATTATAGAGAAGAATAAAAATTTCTTTT
ATTCCTTTTCATCATTAAAAAAAGGTTACCATCTTATATGTGTTTTTTTAATATTAAAAA
AAGAAAAAAAAAGACAGGATATCCCTCATAAGCATCAA
>AU169598 ID   AU169598   standard; mRNA; EST; 442 BP.
GTTTATTCAATTGACAGATTTATATTGATTCCCTATCAGCCATGTCGACGGAGGGAGCAG
CCGAACAGACTGAGTATGTTCCTGAAAAGGTGAAGAAGGCAGAGAAGAAGTTGGAAGAAA
ACCCATATGACCTTGACGCTTGGAGCATTCTGATTCTAGAAGCACAGGTTTAATGACACA
ACAGTTGTATTCCTGGGGTTAAAGCAATTTGGTTTTGGGGGTTGCATTTGTGGCACTATA
AATAACTAACACAAACACTTATCCTGACTGTAAATTGTCTTCCTCCATATAAACATAAAA
AACACATTTATTAACTGACAAATCACCATAAATGCATTCTCCTCCTTTANAACCAACCCA
TANATAAAACAATGAAAACCTATTAACTACTTGTGTCACACTTCCCAATTTCTATAATGT
TCTAAAAACTTTCCATTTAATC
>AU169600 ID   AU169600   standard; mRNA; EST; 438 BP.
GAAAAAACAGAGACAACAACAAAACAAACAAAAAAAGAGTCCCGCAGTCAGTAGTTCTCG
GTCCGCTCCTGATATGATGCAAAGGAAAAATATTTGAATAATCCATTTGAAAAAAAAGTT
CCTCAGAAAAAACAAAAATGAAGTTTCAATGTTTGTGTCAGAGTTATGTAATTATCATAT
GCTTACACGCTACTATCTCCATAATATGATTGTCTCATTTCTATCAACAATGACCTGAAA
ACTTCTGATTATAAGAGAATATGATGTTCTTGTTGTTTCTGATTAAATGACCCACATTCA
TGTCTGCAACCTTCAGTTTTCAATAAAAGAAGGCTCCATGCACTAGGAAGGCAGAACTCC
TCTGTGACAGTTTGTGCTGTCACAGGCCGATTCTCCTTCTGCAAAAGTCTAGAAAAATAA
AAAAAAAAAAAAAAAAAA
>AU169606 ID   AU169606   standard; mRNA; EST; 535 BP.
CGACTGTCAGCGCGGGCTCTCAGCACCAGAACCTGCAGAACAGGGGGAACTGTTATGTGT
GCTGATCGGGATTCGGACTCATTTGATCCACCGCTGACCGACGATGAAATATGCGTACCG
CTGAACAAAGGATTTAGGGGAAAACGTTAGGGTATCTTCCATAATTTAATCCCCACACCC
TTTACGCATTTGCCTCTCCCACTTGGATTGTCGTCTATGCCCCCTTTCCGCCTCTGAGGA
CAGCAAATAATGGCTGAATTACCGCTTCTCTTCTGTTGGAAGGCTCCANCAAGGGAAACC
ATCTGGGCTCCTCACATAAAAGTCCATGTGGACACAGAGAGAGGATCAATAAACACGGCG
GGCAGAGCTCATTTCAAAATGTGACTTCTTCCCATTTTTATTCTCAGCAAACCTGACAAC
AATGCATCCTTCTGCAATCAATTCCCCATCTGTTTACATCAATCAACATATGGCAATCCC
ACCAATGCTCCTGCTGCTGCTGTTAACTGTTGCTCATCACTCCAAAGTTCAATAT
>AU169607 ID   AU169607   standard; mRNA; EST; 497 BP.
TCCCTCCGGGGATGACCCATCCAAAGAGGAGTCAGACCACCACAGGGGAAAGCAACGCCA
AGGAGGAGGCCGGCGTCCATAAACCCATCACCCCAGGCGGACGCGGCGCTCCCCCCTCCA
GCCCTTTGCTGGGCAACGCCAACAACCCCAACAAGGCAAACATCCCTGACCGCAGGAAAG
GGGGCACCACCGGCCCCGCTACTAACTCGGCGTCAGCAGGCATGACTCTCACGAACACGT
ATGTGTGCAGCGACAGGAACAACGCGGACCGCCTCTCCGTCATTCCCAACGGGAAGGAAA
ACAGTGTCTCCGTGTCTCCTGTCGGGCATAGGAACCCTGTGGCGTCCACCCACATCATCG
CCAACAGCACCACACCCGACCGCCTCCGCTTCCCCCAAGGCACCGCCAACCGCATCACCT
TCCACGGCAGACAGCTGACACACCGCCGCACCGCCACGTACAACGGACCCCCGGCCTCAC



CCACACTGTCACACAAC
>AU169610 ID   AU169610   standard; mRNA; EST; 747 BP.
TTTTTTTTTTTGCACTATTGTGTTCAAGTCGGCAAAACTGTTGTTTTTCCAAACACCTAT
GATCTAACAATAGTATAAGAAAGAAGTTTACATTGTAGGAAAATCGAAAATACTGAACTC
ATCACATGTGAACAGCACAGAGTGACAAACCCGATCAGTCCAGAATAATTTCTCTCCCCC
GTGATCACAGGACCTGACATCAAAATGGTCTTACAGTCTGCGCTTTACCAGGCCACAAGT
CCGCAACTTCATGCTTTATGCGCACAGCACACCTGTCAGGTGTCAGTGAAGTTCAGCACT
TGTGTGCTCGTTACAGCATGAAGTCCTCAAAGCTATGTCCATACATTTCACGTTTTGTGT
AGTTGTTGTTCAGTATAGATTTAAAGAGGACAAAAACCTAACAGCACTTGGAGCATGCTC
AGTCCATATTCTGCGGCCTCACAGATGGTGAACCATGACGGGCCGAAGCGGAAGAGGAAG
CCTGCAGATACTAATTCTGGTTATTCAAAATAAAATCCCATTAGTGAAGTCATCTGGTTA
ATATGTGAATTAAAGACTTACTGCACTTCAACATTTGAAGACGGATTTTCAAAAGGAGCT
TGTTTTTTAATACGTCTGAGCTGTAAGGCATTGAGTTTGGTTAAAACTTAAGGAATTGAA
TGACACACTGATATGCTGAAATAAAACATACAAAAAACTGTCAGAACAGTTCAACTCTAC
AGACCTTTATTTCACGGCTCTACTTCA
>AU169615 ID   AU169615   standard; mRNA; EST; 600 BP.
TGTTCCTCTATGCTGTAGACTTTGCACACTTTGAAGAAAATAAGATTTCTGTCCTGTACA
AAAGTTTAGGAAAGTAGTTAGGCCGCGCTCATGGTTTTTCATGACGTATTCACCACAGGC
TTTGAGGTCACTAGCAGGACTCTGACAGTAACCACAAACAGTTGGTTCTCTCCAGAGTGA
CTCTAAGATAATGTGGCTCACGTTACTGACAGGAAAACCCTCTAGTTCTTCTCCCACCGT
CCAAAGTACCACAGCCTGATGAACACCGTTCCTGATGATGCTTGGTACTGTATTTTCTTA
GTGACACAGTGGTGTAGCTAGAAACCCCTTCTCTTTTAGAACTAATATAAACATGAATAT
AGAATAGAAAATGTGCACTTGTGATGGTGATAGTCTTAGAGAATACTCCAATGAATAGTA
TTTCACACATTAAGCAAAACCATATTTAGCCATGATCATTANTCTGTANCTTCCCATCTC
GTGGTTCTGAGGTTGACTCTTTGTGGTGTCAAACTTGACAATCATACTCTGACCCAAACC
TGAACCAGGTTAACCCTTGTGCTATCCTANGCACTTTAACATTGGGAGTTGGGTCATCTA
>AU169621 ID   AU169621   standard; mRNA; EST; 446 BP.
TTTTAAATCACGTGCACCTCCCACACCTCAGAAACCAGTGAAAGAAGCAGTGCGGTTCAT
GCATTGAGCCACAGAGGCTGCTTTGCCAGATGCCTCTCAACCTCTGCTAGAATTACATTC
TGTCATTAAGAATGGCTCCCAGCTAAACCCAGAGAGCCAAGTCCACTGATATTTGAACCC
TTTAAAACTGGTAGATGTGGGACTTCTTCAGGGTTTCCTGTGCTTTGGTGTTCATTGTGA
CTCCAGTGGTTAAAGGAATCATTGCTTTCACAAAGATTTTTTCTTGAATGACTCCAGTGG
TGATCTTTATTTTCAAACCCCGTGAGCAGTCCTGACCCTGTAATTGCTGTGATGAGCTTT
CAAGGTTAAAAACCTGCGACTGGTTCATCAAGGTGCGTGGATTAAGATGTGCACATCTCT
TCACTGTAAGATTAAAGATCCCAACA
>AU169628 ID   AU169628   standard; mRNA; EST; 341 BP.
GTAAGGGGGGGAAGTTTGATCCTCTTTCTCACGGATCGCAGTCAACGGGAGTTTTTTTGT
CCTCCCAACTCTTAACGTAAGAGTTTTTCCCCTATTTTGGCTTGGTTTGTTTTTTAATGT
AAGATCTTTCCCCCCAAGCAACGTGGTAAATCTCACTGCAATGTGCATAACGCTGCACGC
TCCGCTAAACTGAATTTTAATTTTGTTTTTCACTTTCTTCCCAACTCCTAACTTTGTTTC
AAGCTCATGACTATGCTTCTTGATAACGGTCCACAATTTGCATCATTAAGACTGAAAAAA
GTTCAAAACACCACAACATCATCACCACATCAAACAACCAA
>AU169635 ID   AU169635   standard; mRNA; EST; 700 BP.
TGCGTGTGGTGAACATTTCTTGATGATATTGTCAAGAGTTGGACGGAATTCTTTGAGGAT
TTGTGTCTGAGTTGCCATTTGATCTTCCATTAAGGAAGCAGAGGCTGAGGATGCAGGTAT
GGGCAGTCAAAGGTAGTCAAAAAGCTCCTCAGTGGTAATAGTCCAGAGGTACATAAGGTC
ACCTCTGAGTATTTCAAGTCTCGGGGGACTTAGTAATACTGCATGGCAGTCGGGGACAGG
CCCTCTGGACTGGCAGTAAGGGGTGGTGGTGCTTCTTTTCAAAAAGTTGGACCAGAGGGT
GTGCTCCAACCAAAGAGGCTACTCAGCCTTCCTGGGGAACTCTACTTTAAGATTTAGGAG
AGGAGGATTTGGGCGATATTGAAACTCTTAGTGCAGATTTTGCCTTCGGAAGTTTGCCCA
TCCAGTCTACCGGTACTTTGGAGAAAGCAGTTGATCTTGTCCCTCCTGCTGTTCGGTGGA
AGAGACTCTGGGAATTTGAGATCAAGGGTCTCCTCCTAAGGACCACCTGGTTTCCTTCCA
ACCTTGTTTCATATTGCCTACAGTGAAGCCTTTTCTAAGGGAATGGTGGACTCGGACAGG
GACTCTTTTAATAATTATCATAACCAGCATAAGCATGGGCTTAAGGAAGTCTGGTTTGGG
TTTCGCAGGATTTCATGTCTGCTCTTTCCTGATGGGGTTG
>AU169638 ID   AU169638   standard; mRNA; EST; 827 BP.
CCGTTACAGGGATGGAGAGGAAAGGATCTGCTTTGATGTGCTGTTGACAACAATCTTTCA
TCATTCGCTCTCTGCTACATCAGAGTGGAAGGATGGATTTGTCCTCTGATGAGGAAGAGG
TTCGCACCTTCATCCAAGTTTTAAGTGAAAAGTACAACCCAGAAAACTTCCCCTACGGCC
AAGGCGTTGTGTTTCTGCCCAGTCCTCCAGGTTCTCCCGATAAAGGCGGCCTCTTCCTGC
CCAGCGCTCTGGTCCTGAGCGACTCCGGGATCAGAAAAGCCGGAGCGGGGTCGGACATCG
CGGCGGTCTGCGCTCACGTGTTGGAGCTGGACCTGTCCTTCAATCAGCTGAGCGACTGGG
ATGAGATCGGCACCATCGTCTCCAGCATCCCTCACCTGGACTTCCTCAACCTGAGCATGA
ACCCTCTGAGCGGCGTGCAGCTGAATCCCAGCATGGCGGATGTTTTCTCCAAAGTCAGGC



GACTCGTTCTCATCAACACCCAAGTCAGCTGGGACACGGTGCACACGCTTACGCAGCACA
CGCCCGAACTGAAGGAACTCTTCCTCTGCCTGAACGGCTTCAACTCGGTGTCCGAGTCGC
CGGCCGCCTGCCCGTCGCTGCGCCTGCTGCAGATCACCGACAACCAGCTGCAGGACTGGT
CAGAGGTCAAGAAGTTTGGGCTGCTGTACCCCAGCCTGAGCACGCTGGTGCTGGCCAACA
ACAGCGTGGGCTTCGTGAGTGACAGCAAGAAAACCCTGGAGGGCCTGTTCCCCAAGCTGC
GCAGCATCAACCTCAACAACTCTGGGCTCAGTAAATGGATGGACATC
>AU169642 ID   AU169642   standard; mRNA; EST; 648 BP.
CTAAATTGCCATCATCTCAACTCAGTCTGACAGTTTGTGAAGAGGCCTTTGAAGGAAAAA
AAGCTGTGTTTGACTCATGATATACCTGCTGTCAAACTGAAGGAAAGTGCTTCGACTACA
TCATCTTTATGTACAACACCGCAGGAGAGTCCCCAAAGAAAAGAAAAGAAAAAAGTGCCA
AATGAAGTGATGGCACCATTTTTCACACCATTTCTTCCTGGAGTTACATAAGCACAAGGA
GCCGCTGCGTTAAATTGGACAGAGAGAGGAATGGATTGAAGGCTGCATCTGCAGCGCCTT
CCTCTCATCCCAGACTAATTATCAACTCTTACTTGACTTCATGGACAAAATTAGATATTT
GTTTTTCAATCTTGTTTTATCCATAGCAGTTGTTTTTTTTCTGGGGTTTTTTGGGGGGGA
GGTGTATTTTTCTGCAGCATCAAGGATCTAAATCTCATTTTCTGCTCTGGATTACTGTCT
AATGAATATAAGGTTTTGGATTTGGAGACAGGCAGACAAGCTAATGGGTTTGTTGGATTG
TTGAGTAGTATGCCACACTCATTATTGCTTTCAGTGCTGTGATTAACTTGATTTGCGGGG
CAAATCCATCGGCGGGAAGATGATGTGCTCACATATATAAATGCACGC
>AU169644 ID   AU169644   standard; mRNA; EST; 794 BP.
AAAGCAGCGTGACACAGCAGGCATCCCCGGACACGACACACTTCAGCAACACAAAATAGG
TCAGCTGCAGCACAGAGGAATCAGAAGATGAACAGAGCCTGGAAGAACCTCATCTGTTTA
GCCTAGAACCAGCTTGGTGGTGGTGACTCAGGAACAGTGAGGATCAATAATGAGAAAGAG
GTCCAAAGAAATGGCTGCCAGGGCTGCAGGCAGGCAAAAGCTTTCAGCTTAATGAAGGCT
CACTCCATCTCTGCAAGGTTATCGGACATCCTTGCTAGTTGAGCTCTGAGAGGAGACAAT
TAGTGATGTTATCTAATATATCGTTAGTTTTTGACACTGTCAATTTAGTTTGAGCAGAAA
ATATTTGTGGTATTTTCATTAAAGACTGTTACAATCTTTGGCCCGATCCTTTTATGTTCA
GAGACTGCAGCATGGTTTGTTTATTTGCTATTTAGATGATTTATTGTTATTGTTAAAATA
AAGATTTAAATAACAAATACAGCACATTAATGTCTTCTTAAAAACTTAAGCATGATGTAA
TCTAGTTGCACCTTTTAAGAAAGTGGAAAATTGGGGTCTAATTCGTTCATCTTTTCCTCT
AAAAACACACTTTACTTCAGTCGTTGTTCCCTTTTTAAAGTAGGATCTCAGTTGCGGCTG
TACGATAATCACACCAAGTCGATGTGAAAGCCGAATGCGTTAAGGTTTGCGGGTGGTTTG
GTACGGAAGCCTCAGCAGGATGTGGGTGAATGAGGCATCGTCTCATAAGTGTGTTCACAT
TAGAGCTGCAGCCG
>AU169646 ID   AU169646   standard; mRNA; EST; 804 BP.
CTTTTTGGATGTACTATTACCTCCTGTGTTTGTTTTTAGCCTTCGACGTTAGTTAGCGTT
AGCTTTAGCATTACCGAAATCGATGAGCTTCAAAAAAATGTCGATTTAGGAATATAACAT
ATTAAACATGTCATATATTAGATATACAAATATATTTGACAACAGATACTTGCTAATAAC
TGCGAGTAGAACTCATCCTGTTTGGATGTACTACTAGCTCCTGTGTTTTTTTTTAGCCTT
CAACGCTAGTTAGCGTTAGCTTTAGCATTACCGAAATCGATTAGCTTCAAAATAATAATG
TCGATTGAGGAATATAACATATTAAACATGTCATATAATATATATACAAATATATTTGAT
TACGGATACTTGCTACTTCCTTAAATACTTACATTTATAAGTCATTTTCTTCGCGCCACC
GTCCGCCATTTTCGGATCCATAATGTCTTGTGGGTCAGACGCAATGCATTCTGGTATGAA
CGCAGTGCATTCTGGACAATATTCGCCAATCGAGTGAACATCGATCCACACTGGTTTTTC
GTAGAGACTTCTGGAAAATTTCTAGTGCACAAGATTTTTGAATTGTAGATTCGGACAGCA
CTACAAAATGGCGACCGCACTATATAGTGCACTATATAGGGGTTAGGGCAGTAATTCGGA
CACAGGGTGAAGCGGTAAAAAAAACGGAAGTACGTCATCATTACTTTAAATAAACGCCTT
TCTTTGATTTTCCCAGAAAGACGTGAGCTCAGTCAAACGAGCACAGAACCACAGACTTTA
TTATTTAGGCTACGTGCTTGGTTA
>AU169648 ID   AU169648   standard; mRNA; EST; 811 BP.
TTTTTTTTTAAGTGTCCCACTTTTATTGTACAAGAAATCAGGCTATAACATTCAACTGCA
TTGAACTCATCATTCAACAGATGCTTGGTGTTATCAGACAATAAGACGTAATCAGTGATT
ACATTTATCCAGATTAAACTAAAGTCGTCAGCAAAGATGATCATCTTTCATGTTAGCTTC
CATCAGACGTTTCCTCTTATCATTAAAAAAGTAGTGAACACAACCGAATGGCTGCAACAC
AATCCAACTCACCCATGCTTTTATTTTGAAACATAAAAGATCTGGATCAATAAAGCAAAT
AATGTAGTGTGAGGCAGAGGAGCTCGGGGCCCCTCTTTAGCTCATGGTTAGAGAGCAAAC
TCATCAGGCCCCGCCCACCAACATTAAGCACAAATACGTCGGAAATCTGGTCTATACAAC
AACCTGCGGGGTTTTCCGAGACTGCATCCACAGCAGGGGTGTCAGAATCCAGGCCATGCT
GTCCAACATGGAGTTTGACACTCCTGATCTACAGAGACATGGAGAACGGAGACAAAACCC
TCTAATCAGGGAAGAATGAGGAGTCGATCTTAAAAACGTCAGCACTCGGGATAAATTATT
GATTAATAACAACATANATAGGATTATAAATACTGCTGGCTCCAGGCCAGGTTCAGGGAA
CTGGACTGACACAGTGGAAACGCTAAAACGTTGAGCTTTTCTGACTGATTAAAGTTTAAA
ATTATTTCCCTTTAATTTTAAGCCTTTGGTCAAACATGCTTCTACCGTCAAGAGAAAATG
AAAAAGGGCCTTACACCCCCTTCCCAAACTG
>AU169653 ID   AU169653   standard; mRNA; EST; 754 BP.



GGCAACTTAGCCTGTTCTTTGATCTAATGTGAGCAGCAGTGGAGCAGAGGTTGATGGGAA
TGTTGCAGATTTAGCTCCCACTTTGCCTGCAATCTGCTGTATGTGGTCCTAATGCTTACA
GGTTGACTCTTGGTGCCAGAGCTGCCATCAGTTTGTATATAATAGGTTGATGAGTAAATG
TAAGCAACAGTCAAGATCCCCATTCCTATTTTTTCTAACTAAAGTTTCCTTTAGAATATA
TAAATAGAAGGGCTGGAAACATCATAAGAGACAAGCAGATGATGTTGAGGAAAGACAAGG
AAAAACGTATGCTAATATGCTCATTTGAATCTCCTCCATGCCGTTTTGCATTGAGGTGTT
TGTGTGTTTGGAGATTGAAGAGGGGGAGGTGGACTGGACAGATTCCGACGCATAATTTAA
ATTTAATTGGACCGGGCCTGACTGGCTGGGGTCAAAATCAAGAGAAAATCAGTCACATTA
ATCAAGATAAAATTATCAGCTGATTAATCACTGTTCTAATTATGGTGCCGGCGCTTCTCT
TCTTTGGTCTGGTTTAATTATTCTGCTTCATTGTCGGTTCCATATGGCCAGCATGTCCCC
CTCAAAATGCCCAGTGAGCACAAAGACATGCAGTCTCTGACATACCCACACTTAAACATC
ACCATTAACAGCAAAAATAATTAGAGTGGTTTCACATAAAGTCAAGTGAAAAAGAAAGAA
CACGCTTCCTCAGTTTTAGGGCTTTACGTGTCGG
>AU169657 ID   AU169657   standard; mRNA; EST; 547 BP.
TTTTTTTTTTTTTTTCGGTTACAGATTTTATTTTATTAAAAAGAATTTAAGTTCACAGAA
AAAAAAATACAAAGAAAAAAACAGGCTTTTATATTATTTAAGGGCAACTTGAAGGCAGAA
ACGATCCAACCGTCTTGTGATATTTACAGGACTGCCATCCAGCTGTAAATGATTGGTTAC
CCCAGTGGGGGGGCGGGGGGTGGTTGAAAACATTCAAAACACATTCAAACACTTCTGTCA
GACAAAGATCCATCACTGCACTGAATATGAACCATGAGAGTAACAGATATTCAACCCAGA
TAGAAACACTGTTTGGAGGAAAGTGACTCGGATATTTTTGCAGAAATACTTCATCCTGGA
ACTGTTACAATCAAGATACAGCACCTGGTATCCGTGACGACCATCTGATATGACGTACGT
GGGGGGGGGGGGCGCTAACGTGATATACTTTTAAGTATGTAGGCCACANTTNGGCANCAA
ATTNTNCTTATTCAAAAAAACAAACCTGTCCAAACAGAAAAAAAAAACACTTGATTTAAA
ACTTTTG
>AU169658 ID   AU169658   standard; mRNA; EST; 785 BP.
GCTTTGCCCACTTTCATGATGCATCTGGGCTACGACAAGATGAACAAGGCCACTGGAAAA
CTGAAACCCGCCTCCAAGGATCAAGTGGTTGCCATGTTGGAAAAAGCTCGGGCAGTGATG
CCAGCTAAACCTGCAGCACCAGCTAAAGCAGGGGGAGGGAAAGGATCTGCAGACCTTGGT
GGGACAGCATCAGCATCTGCTGAAGAACATCCTGATGGAAAACCTGAAGTCAAAAAAATC
AGAGGAGGAGCTGCTGCCAAGAAGGGTCCAGGCACCAAGAAACCTGCGGCTAAAGGCCTG
AAGGAGGAAGACAAGTCTGGGCCAATCTTCATCTTTGTTCCCAATGCCAAGGAGCAGAGG
ATCAAAGAGGAGAAGCAGTTAAAGATCCTGAAGTGGAACTTCATCACTCCTCGGGACGAG
TATGTGGAGCAGCTGAAAACTCAGATGTCCACATGCTTGGCAAAGTGGCTTCAAGAGGAG
CTGTATCACTTGGACTTTCAGAGACACGTGAAGGCCATCGGGGTCATGATTGAGCGGCTG
GAAAGTGAGCGCGAAGCCACCATCGGCTGTCTGGACCTGATCCTGAAGTGGTTCACACTG
CGCTTCTTTGACACAAACACTACAGTGCTGATGAAGGCGCTGGAGTATTTGAAGCTGCTC
TTCATCATGTTAAACGATGAAAACTACCACCTGACGGAGTATGAGGCCAACTCCTTCATC
CCGTATCTTATCCTGAAGGTTGGGGAATCGAAGGATGGGGTGCGCAAAGATGTTCGGGCC
ATCCT
>AU169660 ID   AU169660   standard; mRNA; EST; 791 BP.
CGTTTCAGTCAGTTTTGGTCAGTCTTATTTAAATGCCCCTTAATGTGCAGCCTGCAGAAA
AGGCAGCTGAGCCCAGATCCAATAAACACAAACACATCTCCTGTTTAGCTGAAGAATCAT
CATAAAAGGGATCCAGAGGACCAACCTAAAATGATTTTCTTTCTTGTCATTCACTTTAAA
ACTTCAAGGAAGACTATCGTGGACAATAAGCACTTAGCACAAAGGGCACGATTGCAAGCC
TATTAAGAGTAAAGGAAGGTGTTGATGTAGCTGCAGCACCTTTCCTTAGTGAGTTTGGCA
GAAGTATGATCTTGTCAAAGGGACTGCACACTAAATGTAGCTCCTAAGACAGGAGGGGGA
CCAGGGACTCTGCCAGGCTAAATCTGTGTTAGTGACTTGTATTTTTGTGCATGTAGCATC
GCCTCTGACCGGGGTTAGATTTGCTGACACTTTCAAAGCTGTGAACTTTGTTCCTCCAAA
GGAAACCTCTTATGTACTGTATCGCACGGTTTGGTGAGCGCTTATCACAGACCTTAGGAG
TCGACGTAAACACAGTGTCATCATACGTCAATGTTTGCCATGTGAAAAACAAGCTTTCCA
GTGTGCTAATCTTTTTCTGTTTTTCTTCTTTGCGGATTTACAGCAAAGTAAATGTACAAG
GTTGAATGTCATAGGAAATGTTTCTTTTAGACTTTTATTTTAACATTTCCACTGTACAGC
ATGCCAAAAGCACAAATCTGATATTAGACCAAGTTTGTACATATCCCCTTCAAAAAAAAA
AAAAAAAAAAA
>AU169661 ID   AU169661   standard; mRNA; EST; 711 BP.
CCTTGCTGCAGTCCTCCCGCCGACGCGTCTAAAGATGAGGACATCCAAGGCGCGTGCGGT
CCTCCTGCCTCTCGCGCTTCCGCATCAGCATCAGCATCTTCTCATCCTTTCGGCACAGCA
GGAGGACGCCGCTGTTTTTCTCAGCCCGGATTCAAACGCACTTACGTCTCGCCATCTACC
GGACAAGTTTGAAACAGTTCAGCTGGATTTGGTGGGCTCCACCTCATCCCACACGGGTCC
AACCTCTCTGCAGAGCAGAGCTTCAGGTTCAGCTCGTCTTTGCCCCCGGCATCGTGGATG
TGTCCCTGGTACACGGCGCAGCCAGCTGCCTCCATGGGGCCCAGCATGTGGGAGCACGCT
GACCAGGTCAGGACAAAACCGCTCAAGCAGAAAGGACGGCATCCATCCACCAACTGAAAC
AACGAGGAAAAAGATCAGGAATCTCATGCCCACGAGTGGACGCTCAAATCTGGACTCGCC
AAGCAGACGCCCATCGGAGTTACCTACCTCCCTGGGAAACCTCGCCAAACGCCAAGCCGC



CTCACGAGCCTTAGCCGGACCTCCAGCCACGTCTAGAGCCATCGCCGATCCTTAGGTCTC
GCCCCGGACCCACGGACCCTCTCCAGCCACGCCGCCTCCCTGCCGCACCGGAACATCCCC
ATCAGCGGAGCAAAATAAAACTCTTACTTATTCAAAAAAAAAAAAAAAAAA
>AU169662 ID   AU169662   standard; mRNA; EST; 828 BP.
TACTGGCAGAGCTGCCTGACCAAGTGGCCTCCTTCTTCACTTTATTTGAACTGATTCCCC
CCAGAGACCCCGGCCCTTCTTAGAAATTGTCCTCAGGAAGCGCTTTCTCAGTGCGTGTTG
GCAGAAGTTCCCGGTCAGGTGGCGGAATTCTTCCACAAAATGAACTTGAGGCCTCCTCAC
GGCGACTCGCCTGTCTCTGAAATGCCTCCATCAGCACCTCCTCCCACCGGGCTTTGAAAG
CCCAGCCATCCATCTCCAAGCCCGCCTACTTCAACCTGAAATCTGTGTATGCTGCCCCTA
TATCGCCATGTTAGCAACTAGCATTAGCCTAAATGTAGGATTTGTAAACCTTGTTAATCT
AAATATGAAGACATGTTGTGGAGGACTCTACCTAATTTCTACCAGATGTTTTTTCACAGA
TGTTCACTGTGAATATTACATTTGATTTGATGTGACCCAAGTGCCAGAATGGTTCAAAGT
ACCAGATGTGTTTTTTGTTTGTTTTTTTACATTCTTGCTGATTTTTAGAAAACTATCTGA
ACCCTTCTAGAAATCTTATTGTTTTTATTATGTTTTTAAAGAACTGAAGCAGCTCCTAAA
AGCCATTTCAAGCCAAATGCAAACACAGAAAAACGAGAGCACTTTTAGAGTTTTTCACAG
AAATATCTCCTGCAGCACTTACATGCTATTAAACTCCTTTCTGTTGGTTTTAGTGATGGA
AAGTACAGAAGACATTGTATTCAGGAACACGGTCGATGCAAAGACTTTTCAAGTGGTTAC
AGAACTGGACTGGTAAATATTTAGAACCTAAGAGGAATCTACACTTAC
>AU169664 ID   AU169664   standard; mRNA; EST; 285 BP.
AGGCAGCGACTGTTGTAGTGGTGGAAACCATAAATTTTAAAAAGAAAAAAATGTCAGTAG
GATCAGAATACCCAACTTTCTTTCTCTCTCCCTTTTATTTATTTTTTTTGAAAACATGTT
TTGTTTTGTTTTTTACACCTAATGTGAGGAATGTCTGATGCTCTTCTTTTCCAACTACTT
CCGGTGTGGGTACCGGATCGACTCGGGCTGCCGGATGTTCTCGGGGTCCTTCGGGGTCCT
TCGACCACACACAATTTGATTGGCTGTAAGTTGCCATGACCAATG
>AU169665 ID   AU169665   standard; mRNA; EST; 875 BP.
TACAGCAAAATACAAAGAATATTCAGGACAGACTCATTAGTCACAATTAATACTCACTTC
ACAAGAATGTTCTTAAATTACATAACCTAAGTTTGAGGATCAAACTTAATGAGTACCTTG
AATCATATTGCATCCATCATATATATCATCTTTGTCAACAGATCTCTTAAAACTAGTCCA
GTTTAAATTATTGTATATATCGTTTGCTGATAGTCTCACTTTGGAGACGAGGTTAAAATA
AAATAAAAAGGGGGTTGTGTTATACAACATACTGTATAAACTGCTACAGCTGTTCTGAAG
TGTGCAGAAATCTCTGGTTTCCTAAACACGTTGGACCGATTCTTATTAAAAAAAAAGGAC
AGTTAATACATAATTCTCTCTTGAGGAAGAAAGAGACAACAGACTATACATGCAGTTCAT
ACGTCCATCTCATGAGCTCAAACAATTTACATTTAAAGTACGCAGCTCCGAGTCAATCAC
AGAAGAGACGGAAATATTAACACTTTGGAGACGATAATTAAGTCCCAAACAAGATACTAT
GACACAGTGAAGGAATAAGACAAAGGATACGAGCACATAGAGCAAATCAATCTGATATCC
AGCGTTAATAGATTAGGATGCCATCTCTAACAACTTTGAGGAGGAAATAACATAGAAAAA
ACCCACAGGAGGAAAAGAAAATGTGCATGTAGGATCTCACAATATATTTACAGCATTGTG
TACGTTTAATAAAAATGTCAACCTGTAGTAGAAATCCACCCTTAAAGAAATGGTATATTT
ACAATTTATACAATTGTATTTAAATAGAACATGCCAGTGGTACCAATTTCCTACTAAAAG
TCAAATAAAATTAAAAAACACCTCATCTTACCCTG
>AU169667 ID   AU169667   standard; mRNA; EST; 765 BP.
GTTGTGTTGGACCTTGTAGAAAGTGTACAGTCCCCTCTGCCATAGGCAGGACTTGGTTCT
GGTCTCGGTGCGACTTTCATTTCGTCCATCTGTTGCCATGTTCTCATTATGTTGTCAATG
TTCTGTAAAGATTCCTCTCTGATGATGAGACTTTTTACCAGGTAATCAAGCGTTTCTGGG
TGGGGCTAATTGGTTGTTAAAATCTGAACTGGTGATCTTCGTCCTCCTGAGCTTCAACCC
TGTAGCTGTTCCAAAGGGAGCTACATGGTTCCCAGCATATAGATGAAGTTAACAGACTTT
AAATCTGATGATTTGTTTAATTCCAAGGTTTTTTAAGGATGGTGTCTTTCAATACATTCA
CTGCTTCTATTTAAATGAGGAGCGGGTCAGTTAATGGGTCTAATAGTTTGACCATTGAAG
CAACAACTGCAGGGTTCACTCAGTGGAATCGAGTGGTTGGTGAAGGAGACTCCCTGGGCT
CCAAAAACAGCAAAACCATGACCTGAGAGCATCAGGCGTCTCCATAATGACAACATGGCA
CGTGCATTGAATTTGGTGAAGATGATGTACAGACCAGGCGGACTCATCACTGATTTAATG
TATCGTTTCCCTGAATCATGATTCTGCAGCCCTGCGGACTCAGGGGGCGGGCGTCTCCTC
TCCGGTGTTGCATTCCTTTAGGCTTGGACGCGTCAGCATCTCCTCCCCAGATGCCTCAGA
TATTTGGAGAGGGGGTGAACCTGTGGAGCAAAAGGGGAGAGGAGC
>AU169683 ID   AU169683   standard; mRNA; EST; 1011 BP.
TTTTTTTTGGTGAGTTTTTCCAAATTTCAAACATTTCCACCTTTAGGAAGAAACTGTCCT
ATAAAGTGTTTTAGTCCGACTTTCTGGGGAACAAAGAGCGCTTCCTGAAAACGTAAATGT
ACTAAGAGACTAAACGCAGTGGCCTAGTGGAAGAGTGTCTGCCCTGAGACTTGGTGCAGA
TCCATAGTCAAGTCCTTCAAGACTGAAAATGGGGCTAAGGCCTCCCTGACTGACAATCAG
AATTCAGGGATTGGATTGGGAGTTAAACCACCAAATAGGTCCAAAATGCTGCTGTGTCTG
CAGCTCCACGCCCCCCCCAGGGGGAATAGTTAGAATGTGGAGAACCTATTTCACACACCT
AGGTGTTTGATAACTAATGGGAATTTAAATTTAGAATTTAAATTCAAAATAGAATAAACT
GGATATTTTATTATATTTATTGATTTGAAGTGATGGAAATTTCTATGTGAACAGAAGGAG
CTGACAGCCTCTCTGGAGAACCACCTGCTGCTGTGGACAAAGATTTAAGCTTTTGTTTAC



CCTCCACAAAATTTTTATGATTTCTATTTATCGTTTTCTTTGTTTTTGAAGAAAACAAAG
CTGTAACGTTGTACAAAAGACCGGTAATCTGTGCTACAGCCTCTAGGGAGGCAGATTTTA
TTGTGAAAAAAGATAAATGCAGAGCTCCTGCTTTGCACGTTGAACTTAAAATTTGTTTTT
TAAAAAGGCAAAATATGCAGGAGTGGGACTTGATTCATCCATTATCTATACCCTCTGCAT
CCTGATCAGCTTCACATGAGCCACTGGAGTTCTGGTCAAATCACCAGGCCAGGATAAAGA
AACATGTTTGGTTCTCAGGAAATCTTTTTAAAAAGTTTAGTCTATAAAAATTAAAGCATC
TCTAATTACTTTATTGACTTGCTAGCAGTCTATTCATTAACAGTTTTTATGACATCTTCT
TTTATAAAGGACATTAAATATATGATGAATGTCCTTAGAATATTACCTCAC
>AU169684 ID   AU169684   standard; mRNA; EST; 1070 BP.
TTTTTTTTGAATTAAGTACATTTGCTCATTTTGGGTTGCCATGCAACAATAATGAGCTGT
CAGCACCTATTATAAGTGTAAAGCAAAGTCTAATTAAGTTTAGCAAAAGTTTTGCAATTT
TATAAAAGCAATATGTCTTTGGACATTCTAATTACCTTTTTTGGGGGGAATTTTCAGAAA
TCTCATCTTTTCATTTTTGTAAGTAAGTGGCATCAGAGTTCTGCTGCTGTGTGGTTTGTT
ATGTTTGTGTTGACATAGGACACGTGTCCACAAACCATCACACCCACTGACCCACTGTGG
TTGTTATTTTCCTCTAAAACACTCATCCTCTCAGAGAGATGTCGTCAAGCACAAACTAAA
CATTTGATCTCTTTTGCAAAAAACAAAACAACAAACAAAAAAAACACCCAGAAATGCTTA
ATCTACATTCAGTTACCCATAAAATAACTTAGCACTTTTTCTGTTTATTCCCCCACAAAA
AACTAGCTTTTACAGAATCATAGTTGATTCTGAATTAGTCTGCATTGCTTGGTGTTGCAC
TGCCTGTTGCAGTGAGTCTCTGACTCTGTGGCCGCAAACAGATAAAACAGCTGTAAGTTC
ATAGCATCTGCACTCAGCGGACCATCGTCCCGAACAGCTGACTGCTTGTCTGCTTCAGAG
GCATTCATGGATGACAGCTGAGATGTGGAAGGAATTTGTGAGACTTGAGTTTTTGTTGAA
GAAAAGATATCAAACTTCTGGTATCTGATTTTTGGGTGTAACTTTGGGTTTAATGGCTTT
AACTAACCCAGGGGTGGGCAATTATTTAAACTCGTGGGCCACATTGGGTTCTAAAATTGG
ATAGAAGGGACCACAAGCAGATGCGTGGAGTGAAAATGATATAACATGGAATGTAGATGA
AAACATTTGGATTGAAAATTATATTCTAAAACAGAATATTTATAGAGTTTTAGTTTAAAA
CTTTGGTTCCCATTTAGATCAATTTTACTGTGAAGCCCTTTGGTACCTTCAAGAGTGTAA
AGTGCCGATGAATAAGTTCATTATTCTGACCTTTTAATAAATAAATAAAA
>AU169685 ID   AU169685   standard; mRNA; EST; 868 BP.
GGACACAGAACTCCACATCCATGGATTATCAGCAGAGGGATGCTGGAGGCTAATGTAGCT
AACATTAGCATGACGGCTAAACCCAGAGAGTTGAACCTCAGGTCTGCAGTTGGATCCTGC
CAGGATTCTTCAGCTCCGGCCATGGCTTTCAGGAAGCCACAAACAAAACCTTCCGCTTTG
CCTCAGGGGCCTTCGCGTTCTTCTGGGCCAGAGCTCAAAGTGTACCGACCCTCCTCTGGG
TCCATCCCCATTCCAAACCCCAATGTGTCTGGGCTCCGCAAACAGCGCTCACTCGGCAAC
TTGTGTGTGCTCACTGATGCCGAGAAGAAGCTGCACTTGTACCAATCTCCTCGGTGGAAT
GATGATACCAGCCGGCCTGGTACCGGGATCAACAAAGCAGGCCAGAGCAGAACAGGTCAA
GCGGGTGGTGGGAGACAGCCACTGTCTCGGACACTCTCGAAGTCTGAACAATCTTTGTTT
CAGGGAAAGCCAAAGTCCTACTGCACCCCCGTGATGCCTACAAGTGTGGGGAAGCCGAGT
CGAATCCCAGCACCTGGCAAACCGCGAGGGCCCTATGCTGAGGTCAAACCCATCAGTAAG
GCTGGTGAAGGTGGACAGAGCTCAGACACAGATGCTTCTGACCTCCCCTCCAAAGCAAAC
ACTAATGGACCAGGGAGTACGGAAACTATTGGCACAAAAAACAGAGACAAGGGGAGACCT
GGATCTCTGTTATCAGAGGAAAAGAAAGAGAAGAAAGGAACAGAGGCAGAAGATGAAAAA
GGCTTTCTAAAGGTGGATCCAGAATTGGTTGTGACAGTTCTGGGAGACTTAGAACAGCTG
CTCTTCAGCCAAATGCTGGATCCAGAGT
>AU169686 ID   AU169686   standard; mRNA; EST; 978 BP.
GTTATTGTTCCCTGACTGTTGCTGGCATTTGGTTCAGGAAAATAAAAGAAAAAAGGTCCT
AGAAAAATCAAACCTTAGGAATTTACATGGATTTATATTTTGCATTGCAGCATGCAAAGT
TAGAGGAAGAAAATATGTTTTGTTTGAAAAAGCTAACTCTGAGGCTATTTCAGCTTTTAT
ACATTATTGTCAGTTTTTTTTTTTTTTTACAGTTATGCTTCAAATAGTAACCACAATCAG
GAGAAATTATCACAACTTAAGTCTATGGAATACAAGTTACAGCCTCAGCATGTTAGGAAT
ATCATATACCAGTCTATAAATGTATACTTTTTTGCCATGGAGCAGTTTTCTGCCTAAGAG
ATCAACACTAATAAATTACTGCCTTATCAATAGAAATAAAAAAAATAAAAAAATAGACTT
TTGCCCTTTTATTATAGTGATGAGCACATTTAAAAAAAATGTATAGACATGCTTCAAAGC
TACAGTTAATACATTTAGTCATTTTAAGAGTTTTTGTGATGTTTTTTTTTTTTCCTTAAG
CATTTTATGATCTGGGTGATTTGAAAGTCAACACTTAGTAAGATGTTTAGATGTTTCTGT
GTTCATGTTTATTTCTGATCTCAAGCATTCAAAGCAACCACAGCTGCATCTTAAACATGT
CTTCCATGCTAAATGATTACACATGGATGGAGAACAATACAAGGATCTGCCTAACCAATA
AGACGCCCATTTCTATTGCAATGCCTTTATTTATGGGTCATTAGCAACAATGGGGTCGTA
TTTAAGTTCATTTTGCGCTGGGCTTTTGTTCTTTGTGGACTATTGAGATGTTATTTAATG
CCAACACTGCCCTGTTTATGGGATATTCTTCTATTCTATCTATGCTCAAAAATCCATTTG
GTTTAAGCTGAATTGGCTTATCTGCCTGATTTCATCAAATCTGCTTAATCATAGGCCTCT
TTGCATTTATGACTACTG
>AU169687 ID   AU169687   standard; mRNA; EST; 953 BP.
TCGCTAACTTGTTGCACGCTAAAAAACAGATTTTATTATTCAAAAAATACTAGCCATGGT
TTTAAAATAGTTCGGTTCTGGTTGCTGTTTTAGTCCCGCGACTGAGTTGGATGTTCGGAC



AGGACTCAGCACGTTATTCTCCAGTTATGACATTCTCCTCTCAGAGATAAACACCTGAAG
AAGAACATGGAGCTGTACTGGTACATAGTTGTCATCATATTCATCATTGTTAAGATATTC
TTCTATGTGTGCTGGTACCGGTCAAGACAGCGGCAGCTGGCGGCATACCTGAGCAACACG
CGCAATGCCCAGATAGTCATTGTCGGAGGAAGGGCCTATCTTCATCAGATGTGTGAGAGA
CAGAGTCAAACATCTGTCTGGCCCAGTTGGTACGTTGTGCAGGACGATCTGTCGATAGAG
GAACCATCCACAACGGGGCCACAAGCCACTTCCTTCTCCCACATCGACATGCCGCCCCCA
TATGAGGCAGTGTCTGGAGAGGATGATCTGAAGCCGCCTCCCTACAGCGAGTGCGCCCGG
GGCGACGAGGCGGACGCCTCTCATCCCTCCCAAAACACTCCTCTCATCTCTGAGCAGCAG
AACTCCATAGGCAACAGTGAAGCCCCGCCTCCGTACACGTTGAATCCTCCAGCTGTGGTT
GTTCAACAGGACGGTCTTCTAGGCCCCAGCGAGTCTCGGCTGGAGGACCGGTCCAGCTAA
ACGCTCGCTGATGCCGCTCTGCCTTTGTTTCCATCCACTGCCTTCTTGCATCCAACCTCA
GTGATGCATCCAGCCTAACCTCTCCTAGCCTGAAAGAGCCTCTTCTCTCCTGATCGGGTG
GATGTTTGCTTTTCTATCTGTGTTTGTCTTCACTGATTCTTTTTTACCTTGTACTAAACT
GTGCGGAACTGATGACACGAAGATGCCCATGTGCCTCGCTCCAAACCACGCCT
>AU169690 ID   AU169690   standard; mRNA; EST; 980 BP.
TTTTTTTTTTTTTTTTATATATATCTACAATGATTTATATAAGTATTTTACACTTTGGCC
ATTTAAAGATTTCAAAATAAAGGCATTTTAAAATGAGAAGAAAATAAAAAAACCTTCAAA
AGATAAAAATAGCTTACAATAACAAACGCTAAAGGTTACATTAAATGGGCATTATGCACA
CTCAGAATTTAGACCTTTCATTTTAACAGCTTTGTGAAAAGGAAGAAAGGTGCTGTGTGG
GAGAATTTTTATCCTGCTTTTAAAAAAAATAAAATAAAATCCCTTGAAATCCCTTAAATT
GAAACGCCACAATAAACAAGATGAATTAACAGCTTTCACATAAATGTGCATTTTGTCAAA
ATACACTTTACATTTCTGAACAAGCAAATGTTTGATCCTTTTTTAATGTATTAATAATAT
AGTTAGTTGATTTTTATAGCTACAATAAAGAAAATGTGGTTTCTTCTTTTGAATAATCGT
TAAAGAAACTAGTCTGAGCTTGAGGAAAAGCTCTCATATAAACATTTCTAAAGCCATGTT
CACACCGCCAAAGCACGTTCAACTGACCACCTCCGATGAAAAAGTCTATGTAGACCAATG
CAAAAGCGCGCTTCCATAGCTACGCGCGTTTCCATGACTGTTTCGGGCTCTACGTACAAA
ATGCCTTTTTAAAGTTAAACCAAGTTGAACTTTTACCAATCAGGGACTCGGATTTGGTAT
TTTTGTATGGCTGACGTCCTTTTTAATTCATGAATGAACAACCCGTTTTTCAAATGGATC
ATGGGGGACAAATTAATAATTGTAGTTTGTGTTCAGGTGGAATTCTATGATACCCAATCT
TTCATATATCAGAGTAGAGCTGCATAGAAAAAGCCTGAATTGGCAAGATTTGCACCGCTT
CAGCATTTTACAGCAAACCCCTTCCAACTGTAGGTGGTGGACATGCTCGAGTAGACAGCA
GAAAAAGAAAGAGTAGCCCT
>AU169691 ID   AU169691   standard; mRNA; EST; 947 BP.
TTTTTTTGCATAATTAAGCCGTTTATTTCCTGCATGGAATGGTGAACACAAAAGATGATG
CCAGAATGCTTTTCTAGTCGGAGCCTGCAGGAGGCGCCGCCGCCGCCGAGCTGCTGGAGA
AAAACCAGAGCTTCCTAAAGGACACGAGGTTCATCCAAACCTTCAGGAACAAACAGCAAA
CTGAGACAATTACAGCGATCTCTCACCACAGCGCCCTCTACTGTACGGAGGCAGGAATAC
GCTCAAATCACCAACAGAGGAAAAGTCCTTAAATACATAGAAAAGGAAAGAAAAACCAGG
AAACAGGAAAGTTTTCAACTTAAATCCAGTTCCCAGAAAACAAAGCAGACCAGGGTCTAA
AAATCAGAAAGTTCACAACACAGGTTTTTCCTCATTTCATCATAGTTACAAAATTCCTGC
ATTATAAAATAGGGCAGCTTTAAAATCAGTGTAATCAATAAAACTATACAACACAGAGGA
GCGGAGGCCGGGCCGCTCAAACTGAAGCTCACAGGAACTAAACTCGCAGCACAAATATTG
CTTTCAGACTATTTTGTTTCCTTAAAAACGGTGCATCTCTCTGGAGTTTTTGCTCACAGG
CTCGAGGGGGGGCCCGGTACCCAATTCGCCCTATAGTGAGTCGTATTACAATTCACTGGC
CGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGC
AGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTC
CCAACAGTTGCGCAGCCTGAATGGCGAATGGCAAATTGTAAGCGTTAATATTTTGTTAAA
ATTCGCGTTAAATTTTTGTTAAATCAGCTCATTTTTTAACCAATAGGCCGAAATCGGCAA
AATCCCTTATAAATCAAAAGAATAGACCGAGATAGGGTTGAGTGTTG
>AU169692 ID   AU169692   standard; mRNA; EST; 1005 BP.
GGGAGCAGGAGAAACAGCTTCTCCTGGAGGAGCTGGACCGACTCCAGAAGGACCCCTCCA
TCCTCATCCATGATGCTGTTCTGCCTGAACTCAACAATGAATTCGCCTCAATGTTTGTAA
TCCGGTGGATCTATGCATCATACGATTACCTCTCTGAAGTCATCGATGATATTCTACATA
ACAACTGGCGTGAGATGATGCCTCTTCTCTCCCTCATTTTCTCTGCCTTGTTCATCTTGT
TTGGAACTGTGGTCATCCAGGCCTTCAGTGATTCTAGTGCCGATCAGCTGGTGAAACTGA
CAGGGAAGGATGGGACTACAGCAGAAAATGGGTCTTCAAGTAGCACCTCAAGTCGTCCAC
CTAAAAAGAATTTCGTGGAGGTGACGGAGCTGACAGACATCACCTACATGAGCAACTTGG
TGAAACTGAGGCCTGGACACATGAATATAGTCTTGGTGCTCACTGACGCCTCGAAAAACA
TCCTCCTGAGCAAATTTGCAAAAGAAGTCTATTCTTTCACGGGGAGCATGACTCTACATT
TCTCCTTCCTGAACATCGACAAACACAGCGAGTGGATGAACACTCTGCTGGAATACGTTC
AGGATGCCATGCAGATCGAGGCAGACGAGGAAGAGGACGGCGGGAACCGCAAGATGGACT
ACACTGGGCACGTGCTGGCTCTGAACGGCCACAAGAAGTGCTTTTGTCTGTTTAAGCCCG
TGTACACCGGGGAGGACGTCGACGGAAAGCTCTCCGAGGATGAAGGGGTGACGTCAGGGG
GGAGGTCCAGGGCCAGATCCCGTGACGATCACCCCGCCCGTAAATCCAGACGCCCTCGCA



GCACACCCACCCTCCAGATCCACCACAAATTGGACCGCCTCGGCTTGTGGATGGAGAGAC
TCATGGAAGGCACATTGCCCTGTTATTACGTNCAGACCTGGCCTGCATTGACAAAATCAC
CTCCAGTAAATAGACCGAGGCGGATTATTTTCTATTATGTCCCAC
>AU169696 ID   AU169696   standard; mRNA; EST; 1076 BP.
TTTTTTTTAAGACATTTTTTTATTACAATGTTATATATAATATACAGTGAACATATGAAC
CCATACAGTAAAATAATGTTTTTCTATTATAAAGGCAGAAAGGATAAACAAAACATAAAC
ATTATACCCACCACTTCAACAATGCATGTTTGGGGTATGTTCTTAACAGCAGACATTTAT
GACAATTCGAATGAAAAGCATGCCAAAAATGAATCAGGTCAAATGCCAAAAAGACTTAAA
ATGTCAAAAAGCTCAACGCTTTTTAGAGATTTTTTGTGCATTTTAAAGGAGTAAGAAGAA
GCCACTTAAATCCCTTGAGGCTCAGAACTACCCACAATGACAGTGGAAAACAACTGGCAT
TAACTAGTGCAATGTTGCTTTACCATTAAACAAAACCCAACTGTGAGAAAACAAAGTTAC
AGTCATCTTAGTCCATGTTTGTGCAAACACAAACAACATTTTGGCCTTTTAGGGCCAACA
TCTACAGAACTTGACCAAATCCTTTGTTATGGGCAACAAAAATGCAAAACAAGGTTTAGT
TCATTTCTGTCAAAAGAACAGAATAAACCGCAGAAACGACAGCTGTAAGGCGGACGCCTC
ACAAGCCTGTGGGGTGTGTTAGAAGTTCAGACACCGTTGATCAGATCAGCCTTTTCCTCT
CTCTGTTTGTCCACTGCATGACTCATGGCATCCAGAAACTGATCAAGAGTTACAGCTGGT
GTCTTGACAAAGAGTGCATGGGCTAGAAAAGGTAATTTCCTCAGTGCTCTTCCACTCAAG
CCTTTACTTTTTTTTGCAATGTCCATTAGCCGCAGGCTGTGTTCAGACACCTCACTGTTA
GCGAAACACATAGTTTCCAGCTCATACATGGTAAACAGCGGCTGCCGTGGGCAGATGATC
TGGCACTACAGACGGAGAAAGAAATCAAATATTAAAATGCAGCAGAAATAGTTTTGCAGA
TCCTTCATGCTGTTTACAAGTTGGATTTTGGTAGATATTATTATATATTATTGAAAGTAT
TGCCTTTAACAGCTCTTCTTGTATGATGGTCATGTAAAATATTTACTATAATCTTT
>AU169701 ID   AU169701   standard; mRNA; EST; 804 BP.
CTGAGGTGAGACAAGGGAGAACAGAGGGGTGACAACCAAAGGCTAAGAAGAAGCTGCAGC
AGTTGGGTTCAAGGCCATGACAAAGCGCATGATTCCGCTGTGCTGCTGGTGTTCTTGTTC
TGTTGACCCTGAGAATGTGGGACAGCCCTGCTGCTGACATAAAGACTGTCACGCCTCCTT
CTGCCTTCACCCAAAGCCTGAAATTAGAAGTGGTTTTGCTTCACTTCATCCTCAAGCAAA
CTGTGAAATGATGGCAAAAGCGGGTTCAGGAGCACCCAAGAGTCCAAACCTGAGCTCCCA
GCCTCCTCTTAGTAAAGAGCGACAGATGGTGGACAAGAGCCTCAAAAAGCTGGACAGGCT
CCACAATCTGTGCACAAACCCCCGGCTGGGCCTGAAGAACAGCCCGCCCTACCTGCCGGA
TCTGGTGAGGGAGACTCTGACGCTGCTCCATCAGGTTTGGGAGCCCTACCTCGGCTATAG
TTCAGCAGGAGGGCAGTTTCCCAGAGGGGATGAGGCCACGTACCTGGGAGTTCACGTCAG
AAACCTGCTGGATAAAACAGAAAAGGCCATGCTGCTGTTCAAGGACGGACGGGAGAAGAT
ATTCGATGAGACATCGAGCTGCAGGAGGAATCTCACCAAACTGTCCCTGCTGTTCAGTCA
TATGCTGTGGGAGCTGAAGGCCATGTTTCCATGGGGGCACTTTCAGGGTGACACTTACAA
GCTGACAAAGAGTAAAGCANAGGAGTTTTGGAGACGTTCTTTTGGTAACAAGTGCATTGT
GCCGTGGAATCATTTTAAACAGCA
>AU169703 ID   AU169703   standard; mRNA; EST; 635 BP.
CAAAAAACAAGTGTCCACTCTATTTCAAGAAGGAGATGTTAAAATAAGGCTCTTAGACGT
GTCGGACGTCTCTTCTCCTCAAGAGGCTCCCAAAGCAGCCAATGGAGCAAAACAGACGGT
GACAATCGATACAGCCACAGAGATGGATTCCCTCTCCACAGGCTGTAAAGTTTATGCTAA
CATTGGCGAGGATACTTATGACATTGTCCCAGTGAAGGAGGATCCCGGTGAAGGAGGCTC
AAACGCCAGCGGAGGGAAGAGATCTTTGATGGCGACTCCTTTGAAACCCTTCGATAAACT
CCCTTTGACTGAACCGAATAAGAAGAAGAGCAAAACAGAGCTGGAGGATCACTATGAGGT
CGTCATGGATGGAAAGACCTTCTTCGTCTGCGTGGTCTGTAAGCGCCCCTATGTGTGTTT
GACGAGCCTTCGGCGGCATTTCAACACGCATTCGTGGGAAAAGAAGTACCCGTGTCGCCA
CTGCAACAAGGTCTTTGCCCTGGCGGAATACAGAACTAAACACGAAATCCTGCACACAGG
AGAGAGACGGTACCAGTGCTTGCTGTGCAATGACACCTTCCTCAATTACCAGCTGCTATC
CTCCCACTGCAAGCAGGCGCACAATCAGGACCCTA
>AU169706 ID   AU169706   standard; mRNA; EST; 737 BP.
GCAGACCACGTGTCCTGCCTGTGTGTGTGGCTCCTCACCTCTGTGGATGAGGTCACAGCA
GGTGAAGCCACCTCCCACCTGATTGAAGCACCCCGATACCATGAATGGACCCTGCACGAC
CTGTCAGTCATCTGGAAAGTACTGCTGGGGCGGGGTCATGTCAGGCCCCTCCTCCGAGGC
TTTGAGCTTTTCCAAAAGGACTGCCCTCTGCTGCTGGTGCTGCAGATGTTTGAACTGTGC
TGTGACTGCAGGAAGTTCACTGAGGCCAAATCCAAGCTGCTTGACTTCCAGCGGACTCTG
ATCGCCCTGAGGAGTGGGGGTCCGGCGCCCAGGGGTGCACCCCCCCTGCAGTGGGTTGAA
AGCCAGGCCTCTGCGCTGCTCCTCATAATGCTGCAGCGCTGTTCCTCTCAGTACGACCTC
CACCGACTACTGCAGCTGCTGACGGAAGTCGACAAACTCCTCAAATCCCACGGCCCAGAC
TTCAGGAAGTTGAGTCAGCTGAGTCAGCTGCTTCAGGGCTCGGGGGTCGCTCTGTCCCCC
AGCCTCCTCCAGTGCACTTCTCCTTCACTCCAGCAGGAGGAGCTCCAAAACATTGTGGAC
GCTCTGCAGGCCAGAGGTCAATACAGCCTGGGGCGGNANGNGGCTCTGCTGGCGGGTCTG
CCCATCCACAGTCTTCTGATTCACCAGCTCCTTCAGGAGATCAACTCCCAGAGGACAAAG
CCACAGTGGGGGAGGTT
>AU169708 ID   AU169708   standard; mRNA; EST; 925 BP.



CACAATCACGCCTTGCACACACACTCCCCCCTAAGTCCTTCCCCATCCGCCTCCACCCAC
TTCATCTTCTCCACCCCCCCGCCTCAGACCCCCTCAGCCCGCCTCGTCACCCAGACGTCC
CCACTACCCTATACACCCCAATATCCGCCACTATCGTCCATCCCTCCTCCCCCGCCGCAC
TCCCCATTACCTCCTCCATCAGGCACCCCACTGTCACCACACCCCCCAGGGGCAAGTCAA
GGGGGAGCTCCCAAATCCAAGCCTGTCAGCCGGATCAGCACGGTCGTGTGAGGAGGCAGA
AGTCCAGGACCGTGGTGCGCCGCCCCACCCTTTTCCACCAGGCAGCAGTTCTGAGGGGAA
GGAGGAGACGAGGGGGAGGAGGGCAAATGCAGGTGCATCAAAGTGGGCGCCTGGCGAGGA
GGAGAGGTGTGAGAGCCGGGAAGAGGAGACTGCTCAGCCTGTGTTACTTTCACATCAACT
TCCCCAGCATGTAAACCTCTGAAGGACCTGGACTCCCAGGGGGGCAACCCCCCCCTGCAG
GAGGTCAACAAAAGCTCACACCATGGAATTGGTCTTCACGAGAAGCTGAAGGAGCGCTCT
CACATCGTCCCGATTTTCCTTTTGTAGTTTTCTTCTGAAGTCAGCACGAACTCCAGAGGA
CATGTTTGGAGTTCTTCGTGAGCAGAATGACCAGTGGATCAACGTAAACACGAATCCGTT
GGTCGGTGGAGTCACGTTGAGGTTTTGTCAACTGAGGAGGACAAGCGGTTTAGGGACCAT
TCAGAAAGGTAACAGTGCCTGAGAACAGAAAACAAGGGTTCGCACTGGGTGCCAGCACCG
TGAACAGTGCTGGGTAACGGGACAGATTTATTTTGAAACCTTGTGAGCAGAGTCCTGCTG
AGTTGAATTCAAATTAAAATGAAAG
>AU169710 ID   AU169710   standard; mRNA; EST; 823 BP.
GATGCAAAATTTTATTGTTTTACAACAAAATTTAATGTTTTTTGGGTGAATATCACTCTA
AAGATTTAATCTGCTCCTTTTTTCTGATTTTCCAAATTGACTTCTATTTTCACAGAAATA
TCGTCCTGTCGTACTCTACAGTGGACGTGTTGGGAAATTAAAATAAAAAATATTTTTCAA
AAAATTAAAATTGTAAGGTGTTTATTTAGGCCCAAATAGATAGGAAATCACAAAAAAACA
GAAATTGTAAGACACTTTTTTTCCTTGGTTCTCAGGAGGATATTATATTCCAGCTCAGAT
TGGTAAAAGCGCCTCATCGTCACACAGTCCACCAGTGAAGTCACCCAGCCAGGAGCTGCG
ACTTGGACTGTCCCGCCTAGTCCGAGTCAACCGCTTCATCCCAGTGTTGCATGTCACTAA
CCCATTGGGGGCCAGTGCATCATGTGTACCAGGGACGGCCATTTTCTCTTAACACAATTT
TTAGAGAACATTCTAAAAATTGTTTTTGTCTTCTGGTTATTTATGACACAAGTCTCCAAC
TTGAACTAAAATTTAAGAGCTTCAGGGAGGGGCTGCTAGGTTGTCAACACAGTCTGGTCC
TCTGGAGTTCATCCTCTATTCTTTGTGTGAATTAAACAAAACCCTTGTTGGTTTGTGAGG
AAACTAAAAATTGTTTCTCTTTTAATACAAATGTTTTTGCCTGTAATTTTCATATCCTTA
TAAATTCTTCTGTTTTTCTTTGTTCAGCAAACTTTGCATATTATGTACATACATCTCAAA
TAAAATTGGAAAAAAAGGAAAAAAAAAAAAAAAAAAAAAAAAA
>AU169714 ID   AU169714   standard; mRNA; EST; 960 BP.
CTTTCTTGGACAAGCATCAGACCACTTTTCTCAGCTAAGTCGGCACAGACCAGAAAATGG
CCCTCGTAGTGTGAGCTTGATAAAATAACATTTATGAAACAACACAAAGTCAGAACATAA
GTCTGGCCTCTGTCCTAAATGGCATCATAACAAAAGAGGACACTAACACCCAGCTTCACG
TTTTACAGGAACAAGTGGAGTATGTGTTCCTCATCATATTCACAGTGGAGACCTTTCTGA
AGATCCTGGCCTATGGTCTGGTCATGCATCCCAGCTCTTATATCCGCAACGGCTGGAACT
TGCTGGACTTTGTCATCGTCATTGTGGGGTTGTTCAGTGTAGTTCTGGAGACAATGACTC
ATAAGTCGAGTGGTGAGCAGGCCACCACTCATCATATGCCCGGAAAGCCAGGAGGGCTTG
ACGTCAAAGCTCTGAGAGCTTTCAGAGTCCTTCGACCCCTCAGACTAGTTTCTGGAGTCC
CCAGTCTGCAGATTGTGCTGAACTCCATCATGAAAGCCATGGTTCCTCTGCTTCACATCG
CCCTGCTGGTCCTCTTTGTCATCATCATCTATGCCATCATCGGCCTGGAGCTCTTCATTG
GCCGCATGCACAGGACGTGTTACTACATCATAACAGATAATTTTGTGGAGGATGAACCGG
TACCATGTGCATTCGCTGGTCATGGCCGCCAGTGCATCATAAATGGAACAGAATGCAGAG
GAGGCTGGGATGGCCCCAACGGTGGAATCACTAACTTTGACAACTTTTTCTTCGCCATGT
TGACCGTATTCCAGTGCATTACCATGGAGGGCTGGACGGATGTTCTGTACTGGATGAACG
ATGCCATTGGCTTCGAGTTGCCTTGGGTCTACTTCGTCAGTCTGGTGATCTTTGGTCCTT
TTTTGTCCTTAATCTTGTCTGGGAGTCCTGAGCGGAGAGTTCAGTAAAGAAAGGGAGAAG
>AU169717 ID   AU169717   standard; mRNA; EST; 361 BP.
TCGCTGTGGGTTTAGCTACACGAAACCGGAAACACACCATAGAGCTGTTACAAAGATGCC
TGAAGTACGGGATCTGACTGAAGCTTTGCCAGAGATGCCAATGGACCCAATCACTGGGGT
TGGAGTAGTAGCCTCCAGGAACAGAGCTCCAACTGGATATGATGTAGTATCCACGACGAC
AGATGGCCTTGATGCAGACCTGTGGAAAGATGGCCTTTTCAAATCTAAAGTGACCCGTTA
CCTTTGCTTCACCAGAGTTTTTTCCAAAGAAAATAGTCATTTAGGGAATGTTCTAGTGGA
CATGAAAGCTCATTGATATAAAGGACACCTTGCCTGTGGGATTCATCCCAATCCAGGAAA
A
>AU169720 ID   AU169720   standard; mRNA; EST; 480 BP.
TTTTTTTTTTTTCATTGAGACAATGATTATAATCAGGTCCTCTGATTTTATTTTTCCCTC
TCAGGGAACATGTTGAACCTTTCCTGCGATGACGTTTCTGACATCTTAACACTCTCCATG
TGCATTGTGCATCCATGCATTGTTACTGAGATAAGCACAAGCAACCGCTCCATGTGGCTA
TCAGGCTAAAAACATTAGCTGATAGCCCCTCCCACACGCGGCATGTTGCGTTCATGGAAC
TCTAATTCATAGAAGCTTAGTGGAACTCCAACAACCACTCAGCCTAACTTAGGCCACAAC
TAAATGTTAATGAGAAGATGAAAATTGCCGAACTGACCACAAAATCACCCGAATTATGCA
CACTCGCCCAAAGCCACTTTTATCCGCAAATTTAGAACCAAAACTGCCCAATTTATGGTA



ACACTGTGGATGTTTTGAGGTGCATACTCCCCCTAGTTTTGAGGGGTGTGCATTGCGCCG
>AU169726 ID   AU169726   standard; mRNA; EST; 370 BP.
CTCATGTCTGCATGTCTGGGCTCCAGACTCGGTTGCTTGGATGCAGAGGGCGGTTTCCCG
CAGCAGCAGAGCAGCGCCACTCTGCGTTGCTGTCATTTCCGTGAACAATGAGCGCGTCTT
GTTTACGCGGAGGTGTCGGAGCGGAGCGCACGTGTCTCCATCTGGATTCTTTGTCCTGCT
CCACCGTCTGCTGGGAGAGGAGCCGACCGCTTTTCTCCGCATCTTCTGCAGCTTTCATCT
TCATTTGAGCCTGCTCATCCCGGGAGGGGGCTCAGGTTTGGGTCCCAGTCGTCTCCAGAT
GCAACATGATCGGAGGTCTGCGCACCTGAGCTGAAGGAGCTGCTTTCTTCTGGATGATGC
TAAATAGGGG
>AU169728 ID   AU169728   standard; mRNA; EST; 430 BP.
CCGCCCCAGAGCCAGGGAAGGGCCGATCCCAGCCCCAAGTGTAGATGGGCAGCCCATCCA
GCGCAATTTAGGTGTTTCTCAAGCGGAGAAAAAGTCAAGAATGAAACACATTCATGTGTA
GGTGGACAACAGAAGACGTTTAAGCTCATTTAACTTGTTTTAATTGGGTTTTACAAAAAG
TCATCATCCTCTTTAAATAACTTCAATCTAACATTTCTGCAGCTTTGATCCTCTGGGGAA
CCACAGTGAGTGTGAAGCTAACATTTCAGTAAAAGTTCAACAGTCGCTCATGGCGGTGGT
AGGGCCATGGTTTGGGGCTGCTTTGCTGTTCGAAGACTGTTGCCATGATAACATATGAAT
TCTGCCGTCTACCCAGAAGGATGCGGTCCTCTGTCTGGTGGTGATCTCAGACTGAAGGTT
TGGTGGGTGC
>AU169734 ID   AU169734   standard; mRNA; EST; 413 BP.
GCTGCTCATTACCAAAGTGAAGCAGTTTGCTGGCTCCCCCCTCTTCACCAGAAGATCTCA
GTGGACGGTGGAACAGCTCAAACAGGTCAATGGCATCAATCCCAACAAGGACACCCCAGA
ACTTGACCTGATGTTTGACAACACGGTGGACCAGTGGGTGGCCAGCTCATCTCCAGAGAA
GTGCATCTTCATCCAGGTCCTGTACCGTGCCTGCCAGACACACTGGGAGAGCAAAGCAGG
AAGCCTGGTAAACCTTGGGAAGCTAGCCAAGGCCAGCCAACAGAAAACAACACACCAGCC
TCAAGCTGCCGCTGGCTCCAGGGAGCTCACAGTACCCAGATCCCTGCAGGCCCGACGGAA
AAGCATGGCCCCTCCCAGGCAGACGGAGTTCATCAACTGCCAGTCCAAGCTGA
>AU169738 ID   AU169738   standard; mRNA; EST; 309 BP.
AGCTTCTTGGGTTGCAGATGACCTTGTAAAGCAGAAAAAGAAGTACAGATGAAACGAGCA
GGAAATGGGCTCATGATTCACTAAATTACACTAATTGTTGGCCACATGTTTAAACAATGG
AGTGCCTCACAAATAATTACAGATATTGTGCAATTAAAGTGTTTGGTTTTTTTTCCTTCC
CCCCCAGCATTCATCCTGCTGATGGTGTCTGTGCTTGGCCCACTTGAATGAAAGCACAGA
CACCGTCTCACAACAAACATTCAGTGTGCAAACTCCTGTGTGTGTGTGTGTGTGTGTGTG
TTGATCCTC
>AU169748 ID   AU169748   standard; mRNA; EST; 420 BP.
CTCGTCGGTGCCGACGTCTGTGGCGGGTCACATGATGTACCCCAGCCCTCACACGGTCAT
GTACGCGTCCACGCCGGCGCTGGCTGACGGAGGGCTGGCCGTGCTCAACGCCTTCTCCCA
GGGGACCTCCGCCATGCAGGTGTCCCACGCACAAGCCCAGGACACGGGTGCGGTCTCTCA
GGTGTTCCTCACTGCACCTCCAGGAACGGTGCAGATCCCCGTCTCGGCTGTGCAGCTACA
CCCAATGGTGATTGGCCAGCAGTCCAGCGGCGGCAGCAGCAGTAACCTGACGGAGCTCCA
GGTGGTCAACCTGGATGCGGCGCCGAGCTCTAAGAGCGACTGACGGGCGGCTGGAGCTGT
TCAGCACAACACAAACACAACACAGATGACTATTTATTGATGCCTTCCTAAAAAAAGCTT
>AU169749 ID   AU169749   standard; mRNA; EST; 428 BP.
GCGCCACGCAGCTCGAGCTCTGCGAGGATCAACACAACCGGGAGAAAACTTCTTTTCCTG
CATTATTTCTATTTCAAACCTTTGCTTCATTTGAATGGATTTCTGATTGCATGACGTGCA
CCGGACGGAGGTTCCTCGTGCGTCAATCTGCGGACAGGAGCGCGTGCTGGGAAGTGTCTC
CGAGCGCCGCGCGGCTCTTTGTGCTTCAGCTTCTTTCCTTTTGGACACAAACAGGCCTCC
AAGATAGATTCCCTCAGGAGTAAAGTGGACCTGCTTCGTCTCCCTCTGGCCCTTTCCTCA
AAGTCGGTCGGTAACTGCAAAGGCCAGTTGGGCGTCATCTGGGAGAAAGGCAGCGGTCCG
GGGACAGGAGTGGCACTAAAGCTCCGCCCACCGCCGGCCTCTGACATGGACAACGAATCG
ACATACTC
>AU169750 ID   AU169750   standard; mRNA; EST; 461 BP.
AGAAAATTTAAAATGATTATGAAACAAATACAAAGTACAGTGGGACAAATAGTGACTCAG
GTGTATTTCACTGTTCTTCAGACTGAGCCCCTGCATCCTGACTCCCCTCTGCAGTGTTTT
CTTCTTTTGAAGCCCGCGGTGCAGCTGTGTTTGTTCGGGAGAAGAACATAGTGATAGGCA
GTTGTTGTCGCTCTTTTTTCTGCTTTGCAAAAAGATCCTTATACACCGACATGCCACCAT
CAAGAGAATTTGCACGTACGTAATGAAAATTTGGCAAGCTGTTTTATGTACGTGCACATA
TTAAACTGCAACGTTATTGACGCACAGGTATAGAAGAAGCGGAGTGACTTTTTAGCCAAT
CAGAATGCAGAACACAATGCACGATGCAAATCCGTGAAGTAGCGAAACCGTGAAAAGCAA
ACCGCGTTATAGCAAGGGATCACTGTATTTCAAAAATAATA
>AU169752 ID   AU169752   standard; mRNA; EST; 449 BP.
GCAGAGGGTTTTACTCCAGATGCCCTTCATGACACGACCCTGTATTCTATCCAGGCTGGG
GACTGGCACAGGGAGACCCAGACTTGGGCACCCTGATGCTAGGCAGTAGTTTGAAGGTGT
CTTGCCTAAGGACCCACACTGGATGAGGCTCATCGTGCCCCCTGGGAATCAAACCCTGAT
TTCCCATGCGCCAGTCCTGCACTGTACCAACTTAATCATCCAGCTGCTCAGGAAAGTACA



AATAAATAATCTTAGTTTTTGCAATTATACTCATACTGAAGTATCTACAGTAGTTTCACA
TATTTGTACACACCAGTTTGCAGACTGTATACAGTCCTTTTGTTTCTGTAAATCCTGGAT
CAGTTTTCTGTTTTCTTTTCCTACATCAGCAGAGTGTCTGTCTGTGTCTCCACATGGCTC
TGATGTTGTTGGAGCAAACATGGACCTCA
>AU169753 ID   AU169753   standard; mRNA; EST; 207 BP.
TTGCTGTAAAAAATAAATACCTTGATATGATTTGAATTCTTCAACTAAAATATGATTTGT
TTTCTTCATAGTGGTGGCAGCTTATTCCAAGCCCTGCTGATAAAACTGGAGCTGCTTCCT
TTGCTCCAAAGTCCCCAACCTGTCTGTGGTGGTCAATCTCCATCTTACTTGCTGACAACT
ACACTTCCCATCCACCATAATTTACAA
>AU169754 ID   AU169754   standard; mRNA; EST; 150 BP.
TTGGTATTCCATCTTCTGCTGATTAACATTTGCTTCATTTTCTTCCTGGTGAATTTCTCT
CGGCACCTGAGATGGATGGATCCATCTCTGGCAAGAGAAAAGCTCAGCTCTGGTTTATGA
AAACAAAAGAATGGTCTGGTCTGTTTTTGA
>AU169758 ID   AU169758   standard; mRNA; EST; 238 BP.
TTTTTTTTTTTTTTTTTCCAGAAATACAAAAAGAAGAAGAAGAAAAAAACATCCCCTTTG
TACTCTTTTATCCAAGATATTGTCCTTTTATCGATCACATGACAATATCAAACCCCGCTT
CCCCCCCCTTTAATTAGTAAAGTAGTATCTGCCTGTAGTGCCACTTGTAAACACTCACAT
ACAAAACCTGAAGTGCAAAGGCTATCTTCACTTCTTTACCCAAAATACAACACAACAA
>AU169759 ID   AU169759   standard; mRNA; EST; 250 BP.
CAACAATATGCTAATCTGTACACTTAATACTTTTTTTTGTGTGCCCGATGTCTTTCCCCC
ACATGCAATAGAACAGAAAAGAGACAAAAAAACAAAACAATTGAATCATTTCCATGAAGT
GTGGAGGCGTTAGACGAAGCCATGGCTGATCAACAGCATTCTGGGCACAAATATATTACA
TACATGTTTCAACTTCAAATCAAGAATTCTCCTCAATAAATTAACAAACAATATTTTCTT
TTGTTTACAA
>AU169761 ID   AU169761   standard; mRNA; EST; 699 BP.
AGCTGACAGACATTTTCACCTCGTCCACTCTATCTGAGCAAACAACAAGGACGCGGCGAG
GAACACAAAGTTAAACCGCTGTTTTGAACCGGGTCGACGGTCGACATGGCAGACGAAGCG
GACATGCGCAATGAGCTGGCCGACCTGCAGACGCGGGCGGACCAAATCACAGATGAGTCT
CTGGAGAGCACTCGGCGCATGCTGGCGATGGTGGAGGAGAGCAAAGATGCCGGCATCAGG
ACTCTGGTCATGTTGGACGAGCAGGGAGAACAACTGGAGCGCATCGAGGAGGGGATGGAC
CAAATCAATAAGGACATGATGGATGCTGAAAAGAATTTGAACAATCTAGGACAGTTCTGT
GGTCTATGTTCATGTCCCTGTAACAAGATTAAGGGCGGGGGCCAGGCCTGGGGAGGGAAC
CAGGACGGAGTGGTGAACAGCCAGCCCGGAGCTCGAGTGATGGACGAGCGCGAGCAGATG
GCCATCAGCGGGGGCTTCATTTCGCAGGGTAACAGACGACGCTCGGGAGAATGAGATGGA
CGAGAACCTGGAGCAGGTGGGCGGGATAATTGGCAACCTGCGTCACATGGCCTTGGACAT
GGGCCAGGAGATTGACACCCAGAACCGGCAGATTGACAGGATCATGGATAAGGCCGATTC
CAACAAGACCCGGATCGATGAGGCCAACCAACGTGCTAC
>AU169770 ID   AU169770   standard; mRNA; EST; 350 BP.
CGAGCAGGCGGCCGTGTGAGGATATACTTTTTTCGGTACCTTGGGATTAACGACGCGGAA
TCGAAGCATCGACGGCCGACCTCCAGGGCCCACGATGTCCAGCGAAGTGCAGAGACCGGA
CGACAGCCCCAGCACGAGCGGGGGCAGCTCGGATATCGAACAAAGGGAAACGGTACCGCC
CGAGCAGGAGCGGGAGCAAGCACAGCCCAAAAAGAAGGAGACCAAGATCTCCAGTAAAAC
CGCTGCTAAACTTTCAACCAGTGCCAAGAGCTCCACCGGCGTTTCCTCGACAAAAGACGA
TGGAGGGATTATGCAACCGGGTGAGTTTGGACGATGCTGACAACCTGTCA
>AU169771 ID   AU169771   standard; mRNA; EST; 682 BP.
CGAATACGCAGCGTCTGCTTCAATCCAGCAGCTGATCTGCTGATGCTTCACATGTGAGAT
GTGGATCAGGGCGGAGAGGAAAAGAAAGAAGGCGTGTTCGGATAACGTTTGGAGCAGATT
AATGACATCCAAATTACGCACAAAATAAATTACAGACAGCTCGACCGTGCGCTGAATCAG
CGGGGAGGATTCAGTAAAAATTCGGGATTCCAATCTCAGATGAGTTTAAATGGCAGCGGC
CGTCCCCGTCTTCATTCAAATCTGAGGGCGAAGGTGAAGGTGAAGAACGAGAAGGGGGGG
ATTTTTGATGGCGATATTGCTGCGCACCAACGCTTCCATCTGAACCGCGAGCGCACCTGA
GTCAGGAATCTATTCTTGACCCTGTCGTCCACCCTTTTCCCGCTTCGAGTTGACACCTTC
TACCGCGCAACGAGGAGGATGGTCTTTGCCCTTCATGTGGCTGTCATGTCTTCAGCGTTT
TTCAATCCCAGCTTTGCCTTCAGTTCCCACTTTGACACAGACGGGGCTCCACTGAGCGAG
CTGTCTTGGCCTTCCTCTATAGCAGTCGTTGCCGTCTCCTTCTCTGGCCTCTTCACCTTC
GTCTTCCTCATGTTGGCTTGCCTCTGCTGTAAGAAGGAGACATCGGCTTCAAGTTCTTAA
TATTTGAGAAGAGCTGGACCAG
>AU169773 ID   AU169773   standard; mRNA; EST; 800 BP.
CACAGACCCACATAACACGACAACAGAGCATTACACACAACACAACACAGACCCACATAA
CACAACAACAGAGAATTACTCACAACACAACACAGACCCACATAACACAACAACAGAGAA
TTACACACAACACAACACAGACCCACATAACACGACAGAGCATTACACACAATACAATAC
AGACCCACATAACACAACAACAGAGCATTACACACAACACAACACAGACCCACATAACAC
AACAGAGCATTACACACAACACAACACAGACCCACATAACAAACAACACAACCTCAGAGA
TGAGGTGAGGTTTAAGTTTCCATCTTTCCACGGCAGACTGCAGCGGTATTCCTTCTAAAA



CTGGTCCTGATCCCGGCATGCTTTTGGCTCGATCGGAGTGGGCTCAAACGTGGATTGTGG
TCCCAGCCCGTGTGAAGGAGAAGGATGCCCCTCTGGTGTGGTGGGATCTGTGGTGGGGAG
TTGGCAGAGCAGAAATGGGTGTTGTGGGTGCTGGTTTGTTCAGAGACTCTAAAGAAATGC
AGAAGTTCAATCCAGATTCTTAAATATGTGAAGATGATACTGGAATCATTGCACATTTTG
TTCTTTTATATCTTTGAATATATATATTGGTCTGTTGTAGCCTTATTTATTTGTAACTCA
TGGTCCATAGTTTTCTGTCAGCTGAATGTTCTACAGTTGCCTTTTCTTGCGGTTGAGAGG
AGCCCCCCCCCTGTATGGCGTCTGATCCGGTGCTCTGCTTCCTGTCCAGCTTGCTTCTCC
GGGCTCTACGTCACCGTTGA
>AU169778 ID   AU169778   standard; mRNA; EST; 714 BP.
TAAAATTGAATTGAAATTGAATTGAATTAGATCCAGAGACATCAACATCTCAGTACTAGA
GATCTCAGTACTTCAGATCCAGAGACCTCAGTACTTTAGAACCAGGACCTCAGTACCTCA
GAATCAGGTAGCAGCTCTTCCAAAGCTCCTTGCCCAGGTATGAGGTTCCACATTTGTACT
CCAGACTTCCTTCTTTAGTGTTGGGGGAAAGTCCTGAGCTGTGTGAGCTTCTTTGGGGAG
ACAGAGTCATGTCCAACGGATCCTCCCAATGAATCAGTGAATAGAGCAGAATTGACACTT
CAGAAACCTCACATGAACACTCCTGGGACACGAACTTGGTCAGAGCCAGCCTCTCCATGG
TGGCGTCTGTCAGAACGCAGGGATAAGGAGGCTCCCGGTATCCTTGGACCATAGCGGACT
GGAGAACAGACAGGAACCAGATAGTCAGGGAGGAATCCGCCGTGTCCAACAGGAACGTCC
TTCGTCTGTTGGTGCAAACTAGCGTCACCGCCTGCTGATCCAGACCCACAGAGACGTAGT
CCAGCTCGTTGTAAGAAACGGCATCTTCCACGGTGTAAGGCTTCTCTGCTGCTCCTTTTC
TCAGCATGTAGATGTAAGCGTCTGTGAGCAGCAGGTACAGCGGCTGCAGGTCCCCCTCCA
TGTGACCCGTACTCATCCTCACCATCTTGAAGAGCTGCTCCTCGTTCTCTCTGA
>AU169785 ID   AU169785   standard; mRNA; EST; 801 BP.
TTTTTTTCTAGTACATAGTTTCTGCAGAGCGGCAGTTGTTCAATAGAAATTTGCCTCTAA
GTTGTGGGCGGGAGTGTTGGTGCGGAGTAAGCCTGCCTATACATCCTATCATCCAGTTGT
TAACACTCTCTCTTGTTAACTTACAGTGCCTCACACCCCAACCTAGCAGTGCAACGAAAA
TACCAAACTAAATTGGAGCTAGAGCTTTGAACCAGATGTCCAGTCAGATGACGAAAACAA
AGACATACATGGATCTATTTGTTTGCATGTTGATGCACATATGTTACTGCTACAGGCTTT
TTCCAACTGCAATTTTTCATCCGCTCCTGATTCACAACGATTTAAAGAAAAACCTACTCG
GAAATGCAATTTTAAGCTTCGTTCTCTTTAGAAAAGTCCTCCATGATCAGTAAAATGTAA
CAAGAACATGTTAAAAACACCAAAAAACGTCATTTTTATTGGAGTGGGTCTTTAAAGATA
AAAAGATAAGACAGTAGCTCGTAAATTAACTTTTACAGATGACATGAAGTGTACTGTATT
GGTTTGGGACTTAGGAAATTAAATTGTGCCACAACCTAAAGCATTAGAACTCAAAAAAAC
ATTACCTTGAATCATCTCATGTTTTGATAAATCTCTGGGGTTTTGGTCACTTACCTAGAA
TTAGAAGAGACAAAAATGGAGAAGGGGATAAAAAAATTAATGAATAATAAAATCACAATT
GTTTTCCTTTTTTTAAAAACATTGGTTTTCTGTAGTTACTTTGTAACTTCCTAGATGTCA
TAAACATACTGCAAATGTGTA
>AU169786 ID   AU169786   standard; mRNA; EST; 785 BP.
AAAAAAGGTCACTGAGGTCAACTTGTGTCTTTCACAGCGTGCCCAAAGATAATAACTAAC
TTGTATTTTCCTTTTTTATTACCCCTCTTTTTCTCATTTCTTAGCATGTTGTGAGTGCAA
GTGCGCTCCGGTGGACTTGGCTTTCATTGTGGACAGCTCAGAGAGTATTGGCGCCACGAA
TTTTGCCACCGCCAAAGACTTCATTATCACCGTTATTGACAGGCTGATTAAAGACCACCA
AGTCAAGTTTTCAGTGGACCAGTCCACGGTCAGCGTGGTCCAGTACAGTGGATCTAAAGC
CCAAGAAATTGTCAAATTAACCAGCAACCTCACCGATTTCAAGCAAGCAATAAGAGACAT
GAACTGGCTGGCTGAGGCCACATACACCGGCGAGGCTCTAAGCTTTACCCTGAACAACAC
AATCAGCCTCATGAGGAAAGACAACAAAGTGGTTCTGGTCCTCACAGATGGACGCGCTGA
CATCAAGAGGGATACATTTCCACTCACCACCCTTTGTGGGAAAGGTGTCCAGGTTGGTGG
TTTGGGAGTGAAAGACTACTCAGGTCGCCAACCCAACAGTGAGCAGCTTGACTCCCTGGT
GTGCAAGGACGACCCCAAACCAGGCTTTTCCTTTGTGTTGAAGGACTTTACTGAGCTGTT
AGACGACAATTTCCTACAGAATCTCACAGCCCAGATCTGCCAAGAAAGGAACTGCCCAGA
CTACAAATGTCCAATTTCTTTCTCTGATCCAACTGATATTTTTGGTCATGATGGACAGCT
CAGCC
>AU169791 ID   AU169791   standard; mRNA; EST; 745 BP.
TTTTTTTTTTTTTAGACAAGACATTTTTGATGTTTATTGATATTGATTGAATGGTATTTG
TGACTCAAGATTATCTGGACAGACATACAAATCCCATCAGAGAGACACGCACATATAATA
CTCCAAGAGCCCTTAAAACATTCAGCTTTTCCCCCCACAATATAAACCCCATACAATTTT
TTTCATACCAACTCTGACATAAACTGTAAACATAAAAACACTCTGAACCGAGTGTCCATT
ACATGTAAACAGTGGAGAGCTCCACTGATCAGATACCAAAACACATTTATAGTACAAAGA
AATCTGGATTTTTGCACTCTCTAGTGACCAAACAGGAAATACCATTCGTTAAAAACAATT
TGGTTTTACAATTGTGCTAAAATGGCAAAAGGTTGCTTTACTCGTTCCAACTATATTAAA
AACAAAATAAATCTCATGTAGACATAAAAAGTGAAACCCTGCATTGCTTCTTTTTTCTCC
TAGTCAAGAGCAAACGGTAACATTTTCATCGGTAACATTAGCTTAAGTATTAATTGTAAT
TCACAGATGAATAATACTTTTCTCCACAAAAAAAATAATAACCTAAATAATACAGAATAA
TTCTATTTTCCAATTATGCGGCTACAGTGCAATCGTCATGGAGCTGTCATTTTAAGTGCT
TTTGAATACAGTACTTCTCTTCCTTTATTGCACAATGCATAAGGCTTGCAGCAACCTGAC



TGATTGTATAGAACCTTTTTTTATG
>AU169794 ID   AU169794   standard; mRNA; EST; 801 BP.
TTTTTTTTTTTTTTTTTTTTTTAAAAAGGTATTGTCTTTAATCTCTTTAGGGATCATTTT
GTCCACTGAGTTTTTATACAACAAAAACATTTACATCAATGGAACTTGTCTATACAATTA
AAACCATGGTGACTCTTCCACAAATCACATCAGATTTTTTTCTAATAAACATATTCATAT
GCAAGCTGAAGAGTGGTTCTCCTAAAAGGATAGTTACATGAGTTCCTATTAAAGATGTGG
CATAAGGATTTCCATATGTGCCCATGTTGGATGCTGGAGGCCATCTTTAAAGTACCACAA
CTCCTGTGACTAAAGTCTGAACTGCACCTAAGACTTGGGGCTTGCCTGGGACTGCCCTAA
ACTCAGATGTTTAATTACAACACATATTTAGCCACATTAATAAAAACTAGCCGATAAAGG
TAGATGGAGACTAGGAATTGTTGTCCTGCAAGGTAAAACTACTCTTTGATTTAGAGAGGA
AGACATAACTAACTGATTCAAATGTTGGTTAATCGGTGACAATACTGAAAGTATAGAACA
CACAGTCTTGAATAGATCTTTTATGTGACAAGAAAAGCCTTTTTTGTTGTCATTTTTCCT
CTTAAACTTTTAGCACACTCAGCAAGTGTCTGTTCTTGAGCTACCAAACAAAATATACAT
GCTCAACAAATTATTTATATATATAAAAAAGGAAAACCATCCCTTTAAGCATTAAAATAA
AAACCAAAACAAAAAACTGCAATATCAACATGTTTCACTCACAAAAATTAGTTTTTGTCC
AAGACATCAGATCAATTACTT
>AU169796 ID   AU169796   standard; mRNA; EST; 779 BP.
CTGCACAGAGGAACCAGAAAACAGCATCAAAATGAGCATCAAAACTGCCGTGCTTCTCCT
TGATGTCGCTGTAATGTTGTTGACTCGCTCCTCAGCCACACAAGTAGGTCTGAGCGAGAA
AGTTCTGGTCTTCCCTTATGAGACGGATTTCAGCTTCGTGGCTCTGATCCCACAGAAGGA
AATGGAGCTCCGGGCCTTCACCCTCTGCATGCGTGTGGCTACAGAGCTGCCAGAGGAACG
CCAGATCATCCTGTTTGCCTACCGAACAGCCGACTATGATGAGCTCAACGTGTGGCGTGA
AAAAGACGGCCGCGTGTCCCTCTCCATGAGCGGGGACGGTATCTTTTTTCATCTCCCTCC
TCTCACCACTTTCCGCTCCAGCCTCTGCCTCACATGGGAGTCTCGCACCGGCCTCACCGC
TTTCTGGGTGGATGGCAAACGCAGCACCTACCAGGTCTACAAACCAGGTCACAGCATCCG
TCCAAAAGGCACCGTCCTGCTAGGGCAAGACCCAGATAAACACTTGGGAGGGTTGGAGGC
CATGCAGAGCTTTGTGGGGGAGGTGACTGACCTGAACATGTGGGACTCTGTGCTCTCCAG
GAGCATGATTCAGGCCTGGCACTACGGACACAAGGTGCTCAAGGGGAATATCTTTGACTG
GTCCAGCATAGAGTACGAGCTGAACGGAAATGTGATGGTGGTGCATGACGACTGACTTCA
TGAGAGGTGCAGCACAGACAGGAGTCAGACTTTGGAGCCTGGCCTCAGTCTAGTGCTGA
>AU169799 ID   AU169799   standard; mRNA; EST; 369 BP.
TGGTTTTTGCAGATGCGGTTGGGTTGGACGGTTCTGGAGGAGAACCTGACGATCCGATGG
AGTCAAACGAACCAAATCCAGTCCCAGAAGAAGAGGCAAACGAGGACAAAACCGTTCAGC
AAACCGCGACCTCACCTGTGCCCCCCCCAGCAAATGTACCTAAAATCCACAGCAGGAAGT
TCAGAGACTACTGCAACCAGATGCTGAGGAAGGACGTGGACGAGTGCGTCACCGTCCTTC
TGAAGGAGCTGGTCCGCTTTCAGGACCGCCTGTACCACAAGGACCCCATCAAGGCCCGCA
TGAAGCGGCGGCTCGTCATGGGGCTTCCGGGAGTCCTGAAGCACCTCAAGCTTCGGAAGT
CAAGTGCGT
>AU169803 ID   AU169803   standard; mRNA; EST; 748 BP.
AAAGCTGAAAGTCTGCACCTCAATGGCACCCGAGCTGCTTGACCCAAAGGTCACTGCGGT
AATGTACAGAAACCAAACTAGAAAAAATGTGTCTCCCTCCAAACATCCATGGCCCCGACC
GTATTTGTCAGTGTCTGTTCTGTTGATATCCTTTGAGCTGGTGACTGTGTGACATTATGT
TAGAGCTTTTGTCCAACTATATTGTGGCAGCTGCTCTCCCACCTAGGTCAGGATGGAGCA
GACTCAGCTATGCTAACCAGCGAGGTGCTAGTGCCTGTCGCCTAAACTGTTATAGCAGGC
TAAAAAGTAAACTGACCCGTGTCCCATACACCGCACGACCCCAGGCAGCTGTTGTTTCAG
GAGGCACAATAAAATGACAGAGTCCAATGTCCTCAGAGTAACCATTTATTAGGCCTTTTC
AGAACTCAACAGAACAGACCAACATTGTAAATGTCTTTACTGGAGATACCCAACTCACTC
ATGGTTTCAACAAAGCAAACAGAAAACTCCCACAATGCACTCCTGCCATGGGCAGTATAG
TCACACCGACAGGATCACTACACAGCCCCCCTCTCAGAGGGTTAAGTGTCCTCACAACCC
TTAAATGTCATCAAGTTCAAAATCTTGTAAGTATAAAGGCCGGCGTCGAACAGGCACTGG
TCTTCCCTGTGGTGTGTCACCAGGACCAGGCCTAGCCCTAAGTCTGCTTCCACTGTTCTC
TGCATCGATGCTGAGGGGCATGGGGCTT
>AU169806 ID   AU169806   standard; mRNA; EST; 717 BP.
CAGACACATAAAATGTAGATTTAATAAAACACAATGTACACATATGCAGTCCTATGACCA
TACATTTGCTGGAGCCTAAAAAATAAACATAGCATACGTCAAGCGTTTTCTTTCTTCCTT
CTTCTTCTTCAAAGCATTGAAATCAGTAGATGAGGTCAAACGACACTTGCATGACAGACG
TGAACATCTTCTGCATGTTAAAGATACACACTGCTGTAAGGAAGTCAAAGAATATCTCAG
CATAACAGTTATAGCACGAGGCAAAATTAAAAATGATCACTGAACAAAAAAAAAGTACAA
AACAGAATTAATAAATAAATCAAATATATACCATATAAATGACGAAGCTACGAAGTGGCT
AAGTTTATTACTTGTTTTCAATTATTTAATCTGTAGCTTGTATTACAGCCTTTTTTTCAT
ATTTCTAAAACATTTAGAACGATGAACGAGTCAATACTGAAAATACAGTCATAAGCTTTA
ATAATTAGAACAACTATGTACATGGGAATGTTGCCATGCTACTCATGTGACGATATTCTA
TTGTTCTTGGACGACACATTACAGTTACAGCATCAAGCAGTCTGAACGTAAACAGTTTGT
GCTGAGAATAAAATACTTTGCCTCTAAGCATGGTAATTTCTTTAATATTACTCTCGGGAA



TGTACAGAACGTAAAGGTCACACATGGGAACACTCAGTCTTCATTTTGGAGGGGAAG
>AU169825 ID   AU169825   standard; mRNA; EST; 699 BP.
GTGTGCCTTAATGTGTTGGAGTGTGCCAGTGTGTATTCTTGGGTCTGTGTGAGTGGGTGT
GTCTCCGTGTGCATAGTTGGTTCTGTTTGTGTGTGTGTGCGTAGGTGTGTGTGTGTGTGC
ACAGACTTGTGTGGTTGTAAATACAAAGATGGGGCTCAAACACACAGTCTGTTTAGGGCT
CAAAGTCAAACTGGACTTCAGCTTCGATATGATTTTTTACACTTCATTACCCACAATCCC
TCTTTTTTGATCACTTCTGTGATCACTATTCTTTTCGCATCAACCTAAAGGAACATTTGG
ACTACGACTCCCATGATCCCCTTCTGTTGTTCCCGTCGGTGGAGTCGGTCTCTACTCCGT
ACCCCACATGTGCGACACGCCTCACTTCTGCTGTGGCGTTTTTTTAAGTCCGTCTTTGGA
CGTTAATAAAAACCTCTGAAATGTTTGTAAACATTCTAATCAATAATAACAGGTCATGTG
ATCATCTGTTGTTTGAAGGCTCAGAGAAATGTGGGGAAATGTTAGCGGCTGCAGGAAGTG
ATGTCAGATTCACGCATGCGGGGAACTGATCCAGAATCTGACAGCAGGTTTTAATTTAAC
TTCAACTCCCACAATTCCCAGCTTCTAGTGAAAGAATAACATTTATGAAGTAAAGAAATG
TACTTGAAGTGGAGCAATGACGACCCAAAACACACCTGG
>AU169827 ID   AU169827   standard; mRNA; EST; 781 BP.
GACGGCTTGGTGACCTGAGACCAGGAAGAACTTTTATTGGACAGAAACTCCGGTCCTTCT
GGACTTCTGCAGACTCTGGTGGCGCCGTGGTCCGTTCTCAGTTCCACCCTCTTCAGATTC
ATGAGGGCGTATTCTTCATGTGGTCACCAGACAAGGATGGCTGTCTGCTCCTCTTCCTCC
CTGATCCTCCTGACCGTCTTCCTGTCTGTTGCCGTGGAGACCAGACCTTCATCAGACAGA
GATGAGGAACAAGTTCTAAAGTCTCTGTTCGGCCCCCACCTCACCTCTCTCATTCTGGCC
CCGCCCACTTCAGATGACTCCGCCGAGGGTTCATCTGGGTCCCCGGAGCCCCCGACCCCC
TCTGAGGCTCCAGTCCTGATCCATGGCGATAGGGGGACCGCGTCCCAGATCCTGCGGAGC
TTCCTGCGGCAGCGGGAGAAGACCAGGAGGTGGGGGCGCAAACCCATGGTGGCGGGGGGC
GGCTGCTTCGGGATGAAGATGGACCGGATCGGCTCCATCAGTGGACTGGGCTGTTAGGAC
GTTACCATGGTGACGATCGGTGTTCAGCTGCAGACCCCACTTTCTGAGGGACCCCCCCAA
CAAGGAAGAAGGAAACTACTAATGACCTCTGACCCCTGGCAGCTCAGCCAGCAGCTAGTG
TGCACGTGAAAGTGCACGTGTGACTGCATGTGTGAGTGCACGTGTGTGAGCAGCGTGTCA
GACATGCAGATGTGAGACCTGCCAGCATTAAACTACCAACAAAGCAAAAAAAAAAAAAAA
A
>AU169828 ID   AU169828   standard; mRNA; EST; 779 BP.
TACGACGCATAATCTCTTTATCGCCGTTGATTTTGTAAGGACCAAACTCTTCAATGGCGC
GAATACCGACTTCTTTTACGTTACCCGCCACAATACCGGAGAACGCACGGCGCAGGTCGG
CAGCCAGCACTTCAACAGGTTGATCCGGGTAAAGCTTCAGATTAGCCATATTCTCGTGAG
ACGGCTCAAACGGCATTTGCAAATCTGGCGCAATGCGCATTGACCAGTTAAAGCTGTAGG
CATCGCCTGTATCACGGCGATTTTCTTTCACCAGCGGCATCGATTTTTTCATCTGACGAG
CGACTTCAGCGGCGTCATCAGGATGTGAATACTCATGGTCGCCTGATGCTGGCAAACGGT
CAGCATGAAGTGGAGTTCCCGGTTGATCAGTGCATGAACTTCCACGCCGACAACCTTTCT
CTGCATGAAAACGGTATGCGCATTACCGCGCTGGCGGGCGATAAAGTCGTTTACAGCCAG
ACTTACTACTCTATTGGCGGTGGCTTTATCGTTGATGAAGAGCATTTTGGCCAGCAGGAT
AGCGCACCGGTTGAAGTTCCTTATCCGTACAGTTCAGCAGCCGATCTGCAAAAACATTGT
CAGGAAACCGGGCTGTCACTCTCTGGCCTGATGATGAAAAACGAGCTGGCGCTGCACAGC
AAAGAAGAGCTGGAACAGCACCTGGCGAACGTCTGGGGAAGTCATGCGCGGCGGTATTGA
GCGCGGTATTTCTACCGAAGGCGTGTTGCCTGGCAACTGCGCGTTCACGCCGTGCTGCG
>AU169834 ID   AU169834   standard; mRNA; EST; 681 BP.
GCAGAGTGGAAACTTCTGTCAGAGAGCGAGAAGAGACCTTTCATCGACGAGGCTAAGAGG
CTGACCTGGGCGGTGGGGTTAACCAGCGGATGGACAGTTACGCGGCGCACATGAACGGCT
GGACCAACGGGGGCTACGGCATGATGCAGGACCAGCTGAGCTACCAGCACGCAGGTCTGA
ACGCGCACAACCCGAGCCAGATGCAGCCCATGCACCGCTACGACATGAGCGCCCTGCAGT
ACAACTCCATGACCAGCTCCCAGAGCTACATGAACGGCTCCCCGACGTACTCCATGTCCT
ACTCCCAGCAAACCACGCCGGGTATGACCGCCCTGGGCTCCATGGGGCCCTCCTCGGTGG
TGAAGTCCGAGTCCAGCAGCTCCAGCCCGCCCGTCGTCACCTCCTCGTCTCACCGGGCCG
CCCCGGGCTGCCAAAGCGGTGATCTGAGGGACATGATCAGCATGTACCTGCCCGGGGCGG
AGGTCAGCGAGCAGACTGCCCAAACCAGGCTACACATGTCCGGCCACTACCAGAGCACCG
TGCCCGGGACGACGATCAACGGCACGCTGCCGTTAACACACATGTAAGGGACAGAGCGTG
GGAGGGGGGCAAAAGCAGACTTTTATAAAAAGCAACTGTGGACTACTTAATGTTGGACTA
TTTTTGTACAGAAAAAAAAAA
>AU169841 ID   AU169841   standard; mRNA; EST; 370 BP.
AAGAAAAATGCTCCAATGATAAAGGTAGGCCGGCAGTGTCCGAAATGAACAGTCACTGGG
CATCAAATGCATTTGGCATTAAAAGTTTAAGGACCATTTGCCACACGGCAAATAGAGGTT
GGCATCAAATTAGGCTAGTCTTGTTAATTAGCTTATTGGTGGAGTTCATTCATGCCGTTC
AGATGCGTGCTGTGAACTGACATATATACTAAGTCTTTATTGTGAATTAAACTATATAAA
TTGAACTCATACAGTTAATAGGGTAACAAAAATAATATATTTTGTTCTTGCATATGTGTA
TATGTAGGCTTTGAGGCTTTGTGTGTGTGTCTGTCTAGGGGAGTGTGTGTGTGTGTGTGT
GTGTAGGGGA



>AU169848 ID   AU169848   standard; mRNA; EST; 715 BP.
CAGCGACGTGCATGGTGAATCATGGAGCTGTCGGCTGTCGGCGAAAGCGTCTTCGCAGCC
GAGTCCATCATTAAACGGCGGATCAGACGGGGTCGCTGGGAATATCTGGTAAAATGGAAG
GGTTGGTCTCAGAAGTACAGCACATGGGAGCCGGAGGAAAACATTCTGGACGCGCGCCTC
TTTGCCGCCTTCGAGGAGAGGGAGAAAGAAAGAGAACTGTTCGGGCCAAAAAAGAGGGGA
CCCAAACCCGAGACGTTTCTCCTGAAGGCCAAAGCCAAAGAAAAAACGTATGAATTTAGG
ATGGAGTCTCCCAGAGGAATCCAGGTTTCTTATCCTGTCCCGGAGCCCATCGTAACCCCA
AGGGCCAGAGAGGGTTTACGCACCGTAGTGCCCACTCTCTTCCCTCCAAGTGCGATCAAC
AGAGGCGAAAGCGTCCACGTCTTCACTCCAGAGCCGGAGAGGAGGCCCAGACCACCTCCA
CCTCCTCTCGGTGCTCAGGAGTCTTTACGTTTCCCTAAAAAGCGAGGACGCAAACCGAAG
TGCTTGCATCATGAGAAACACGACGAGAGCGCCCCAGAGGAACCGGACGCCAGACGAAGG
CTGCTGGAGGAGATGCCCACGGTTCCCCGGCGCCTCCATCATCGCGAGGAGACGTCAGAA
CACACTCTCATCCAGCTGACCAAACGGTTCCAGGAGAAGACGACCTTACACCCAA
>AU169851 ID   AU169851   standard; mRNA; EST; 798 BP.
GTTGTGGTGACCTTCAAAAACAAAAAAAAATGTTTTCTCACTGGATGAATTGTTGACGTG
CAGAAAACTTGTTGAACATGCAAAAAGAAATGAATTGTCTGAATATATATTTTTTGTTTT
AGGATATATTTTTTAATAAAGCATACATTTGAATTCTCCAATAGATTTTGCTGAACTTTG
CAGAATTTCCAGCTTTTTTAACTCAAAAACTGTGTTTTCAGTTTCCACACCTCCATGATC
TCAGCTGAGCTTAAAGCTATTCTTTCAAAGATAAGCTGTGTTTAATGCTCTGAATGTTAT
TTCTGATGTTTATTTTTAACCAAAATCTTTATTTTTTTGGGGTTAAATTTATGTCCAAAA
CCAGATTATGCGAGATGTTCTGCCAACCAAACCATTTAACTTAAAATAAATATGGTTAAA
CCTTTGAGATAGAACACGTATGAGCGATAACTTCAATAAAATAAATGTTAAACTTCAAAT
CCGCCAAATACATTTGGACTGTAAAGAACTAATTAATTTATTTCTCCTGTATGTATTTTT
AAGAACAAACATTTCAGGTTTCAGTTTTATGAATAATAATCAGAAGTCTTTACATGGTTG
AAGTTCTGCATGTTAACAATATGTATAAATACCTGTTTAACAACATGTTGGATTTGGCCC
CAATGTGTTATATTTATTTGAAGTGCTAAGTCTAAAAAGCAGCGTGTGATAACTTAACTA
TCGTAACAGGTTTATTGTCTCTGAAATACTAATAGAAATGCCTGTTTAACTTCCGCTGTC
AACAAAATGCCCAAGAAT
>AU169854 ID   AU169854   standard; mRNA; EST; 765 BP.
CAGCTCTTTCTCAGATATTCTGTATTTAGCTGGGCTGCGGGGTTGGAGTTTGCTCGAGCT
GATCAATGTCTAATGCTGCAGGTAGAACGGCTCGGTTCGGCTCGGTTCTGCAGTGGAGAA
GTCCCGCAGGAATAATAACGCTGTTCTCTTGGCGTTTTTCATTTCACGGTAACGTTTTTT
TGTTTTGTTTTCTTTGTATTATAGATCTTCCAAAAGCAGAGGAGGAGCAGGAGGAGGTCA
CCCCGGATTTACAGGATCTGTCAGACGACAGCAGTGACGACGAGGCGGCAGCAGGAGCTG
AGATGGACTTCCTGCGGAACCTCTTCTCCAGCACTTTGGGCCTCGGCTCTGCAGAGAAGG
TTCTGGATGCTCTGACTCTGGAAGGAGTGGCTCAGTATATAAAGAGCGGCAAATGTAAAA
ACATCATCTGCATGGTTGGTGCAGGAATCTCCACATCTGCTGGAATTCCAGATTTCCGTT
CTCCAGAAACCGGCCTGTATGCAAACCTGCAGAAATACAACCTGCCTTACCCAGAAGCCA
TCTTCCAGATAGATTACTTTAAGAAACATCCAGAACCGTTCTTTACTTTGGCGAAGGAGC
TCTACCCAGGACAGTTTAAGCCAACCATCTGTCACTACTTCATAAAGTTGCTGAAGAACA
AAGGCCTCCTGAGACGCTGCTACACTCAGAACATCGACACTCTGGAGCGAGTTGCAGGTC
TTGAAAAAGAAGATCTAATTGAAGCTCATGGGACCTTCTACACCT
>AU169855 ID   AU169855   standard; mRNA; EST; 781 BP.
CATATTTGAAGGCTGGCTTCTCCCACCTGCTGTTTTAAGAACTTTCCATATATCTTTTAT
GGATCTCAGAACTGGACTCAGTTCTGGCCATTTCAAAATTCCCCAGCTCTATGATTGTTA
CTAATTTTTAAGTCCTATCTATGGCATTGAGTGGAGATTCAGCTCTCTGAACTCCGACAC
TTTCTAGTGGCTACTATGTCCCCCAAAATGTCTTGATTCCCATTGGGTCTATTGAAAGCA
TTAGCATAGTAAAGGCATCCAAGACACCATTGAACTTTCTCCATGTTTGAATGTAGGGAC
AGTTTTTATTCTATTAAGGCCTCATTTCTTTTTCTGTGTTGCTAATCTGTAAGCATGTCA
TCACTACCAGTAAGGCTGGAGCCAATTTCCATTATTCAGGCTTCTATTAACTATGATGAT
GCCATTTCTAGGACATTGTTTCTGCAGAGCAGCAGTAGTTCAGGAAAAAGGTGCATTTGA
GTTTCCCATCATTTCCCATCATAGCTTTGTTTACACCCTCACCCCAAGCTAACATTAGCC
GAGCGTGTAATATTGGAGCTATCCAGCCATACAGCTTGGAGCCAGATTCTAAATCTATTT
GTCTACAAGTGGATGTATCAGAATGGAGCGGAACAGGGAGATTGTGGCCTGCCGGTGGTT
TGTATGTAACAACTACAAACCCACAAAAACAGGACTGTGAAGAAATTACCATTTCATTCT
AAGATTTTGTTAAATGATAGAGACAGATGTTATAATCCATTGATTCAAAATAAAGTATTT
T
>AU169860 ID   AU169860   standard; mRNA; EST; 604 BP.
GTGATTTTTAACCATTTATTCTTTTGCTTGTATCTGTTGTCGGGGTTACAGCAGCCTCTG
TTCTGATCGGGGTGTATGCATGTTGGTGAAAGACAAACCCTGAAACAATTAGACAGGCTC
CTCACTGTTGGGTAATCCTATTTTTGAGCCCTGAGCTGTCCTTTCAGACCCCTGTTGTGC
GGTGAAGGTTGTTGTCAACCATTCTTGCACCAACGTCTGCTACAGGAATAGTCTAACTTA
TTTATAGTTTATATAATAAATTATTTTATTACTTTTTTCCTTTAAGCTTCCTTCTTACAG
TAAACACTTCAGGAGAAAAAAAGAGCCGAGAGCCGGGTGTGATCCTTCTCCCTGTCTTAT



TGCTCCTCCATCGGGCTCAATTAGCAGCACTTCTTCATCCTGACCCCATTGTGTGGCAGC
TGTGTCACTATTCAATCTTTCCTTCCAGCTCCCCCTCTAAATCGCTCTTTCCTTCCATTA
CTCCCTAACCCGTTTTCTGTCTACACTGAAAAACGTTGGCCTTCTTGTTATCCTCTTAAT
CCGCTGCCCCTCACGCTAGCAGCTTTTTTTTTCTTTTACCTTCTTTTTCTTATCAAAATA
CTGT
>AU169864 ID   AU169864   standard; mRNA; EST; 595 BP.
GAGCTTCTTCCCTGAAGCGGCTTCCAGGACGATAATTAACGGTTCTCTCTTTTTACGACA
GCCGCGCGTGACACAAACCCACTCGACCCCCACGCCGCGACCCGTTCCCATGGCGACGCA
GTGAGGCGCGGCGGGCGGATCTGAACCGGCAGCAGACCAAACGCGGCGGTCCTGACTCAT
CTCCAGCGGCCATGTCTCTGGCGGAACACACGTCGGACTCGGCGCCGCTCTTCTCCTCTG
ACAGCGAGGCAGACGGTCTGGAGGAGCATTCAAGGCCGACCAATGAGCAGGAGGCGCCGG
CCAGCGGCGTGTCGGCGCTGCGAGCTCTGCTCACCGTCTTGGTCCTCTGCTACATCAACC
TGCTGAACTACATGGACCGCTTCACCGTGGCGGGCGTCCTCCCAGAGATCGAGAATTTCT
TCGGGATCGACGACGGGAAGTCGGGTCTGCTGCAGACAGTTTTCATCTGCAGCTACATGT
TCCTCGCCCCCTGCTTCGGTTACCTGGGCGACAGGTACAACAGGAAGTACATCATGAGCG
TTGGGATCCTGTTCTGGTCCCTGGTGACGCTCGCCAGCTCCTTCACCCCCAAGGA
>AU169865 ID   AU169865   standard; mRNA; EST; 467 BP.
TTTGTCGGCTGCCCCATTGTTCACTCAGAGACTACCAGCGGTGTGAAAATCCCTCATATT
TCTGCTGAAAATAGACCCACGGCGTCACCGACTGCTGCCCGCGACAACCGTGGGTTTGCT
CTCAGGGTCGCAGCTTGTTTTTGGCCGGCAAGTGTGACACAATGGACGACGAGCAGCCCA
AAACCCTGTATGTTGGGAACCTGTCCCGGGACGTGACAGAAGCCCTCATCTTGGAGTTGT
TTGGCCAGATCGGACCCTGCAAAAGCTGTAAAATGATTGTAGATACAGCAGGTCACGACC
CGTACTGCTTTGTGGAGTTCTATGAACATAGACACGCCACTGCCACAATTGCAGCCATGA
ACGGTCGGAAAATATTGGGTAAGGTAAGCTATCATGACCTCTTGGTGAGTCACAAAGGGC
AGACTTTGACATGAAGAAACTGGAGAGACGTGTTTTGTGGAACCTCA
>AU169868 ID   AU169868   standard; mRNA; EST; 662 BP.
TTTTAAAGGTCCACCTGTAAACGTCACCTGCAACATTTTTATCAACAGCTTTGGATCCAT
CGCTGAAACCACCATGGACTACAGAGTGAACATCTTCCTGAGGCAGCAGTGGAACGACCC
CCGCCTGGCCTACAGCGAGTATCCCGACGACTCGCTGGATCTGGACCCGTCCATGTTGGA
CTCCATCTGGAAGCCGGATCTGTTCTTTGCTAATGAGAAGGGGGCCAACTTCCACGAGGT
CACCACGGACAACAAGCTGCTGCGCATCTCCAAAAATGGCAACGTGCTGTACAGCATACG
AATCACTCTGATCCTGGCCTGCCCCATGGATCTGAAGAACTTCCCCATGGATGTGCAGAC
CTGCATCATGCAGCTGGAGAGCTTCGGCTACACCATGAACGACCTCATCTTCGAGTGGGA
CGAGAAGGGCGCCGTGCAGGTGGCCGACGGCCTGACGCTGCCTCAGTTCATCCTGAAGGA
GGAGAAGGACCTGCGCTACTGCACCAAGCACTACAACACAGGTAAATTCACCTGCATCGA
GGCTCGCTTCCACCTGGAGCGACAGATGGGCTACTACCTGATCCAGATGTACATCCCCTC
GCTGCTCATCGTCATCCTGTCCTGGGTCTCCTTCTGGATCAACATGGACGCCGCGCCGGC
CC
>AU169869 ID   AU169869   standard; mRNA; EST; 671 BP.
CTTCTGCGTCACGCTGAGCGGATCCCGCATTGCGATCTCCTGCAGCCGTGAGGATGGCGG
CCCGGACCATGCAAGCGGCTCGATGCCCAACAGATGAGCTGTCCTTGACCAACTGTGCTG
TCGTCAGTGAGAAGGATCTGCAGTCGGGACAACATATTACCGTGAAGACCACACCAAACC
ACAAATACGTGTTTACTGTCAAGACCCACCATACAGTAGCTCCTGGGACCATTGCCTTCA
GCCTACCACAGAGGAAATGGGCTGGTCTCTCCATTGGTCAGGATATAGAAGTGTCCAACT
ACAACTTTGACAAGTCCAACCAGTGCATTGGTGCCATGACCATCGAGATTGACTTCCTGC
AGAAGAAAAGCATGGACTCTTCTCCCTATGACTCTGACAAGATGGCAGCCGAATTCCTCC
AGCAGTTCAACAACCAGGCCTTCTCTGTAACCCAGCAGCTGGTCTTCAGTTTCTGCGACA
AGCTCTTTGGGTTGATGGTGAAAGACATTGAGGCCATGGACAGCAGCATTCTCAAAGGAG
AACCAGCCACTGGAAAGAAGCAGCAGAAGGTACCAACTGTTGGGGCAAAAACTGGGAATG
ATGATTCTCCAGCACGGCAACACCCTCCAATCCTGTCCTGAGAGGAGGATTGCAGTAGGA
GAGGCTCACTC
>AU169871 ID   AU169871   standard; mRNA; EST; 345 BP.
TTCAGTTCTATCCCCTCCTCGTCCTGCGGGGTCTGAGGAGCAGCTGTGGGGGGTTGATAA
CAGGATGGGGGGTTTCTGAGGTGACCTTTTGGTCGTCTCAGGTCTTCCTTCTGACACGTG
TTCCTCATAGATCTGGCAGGGAGGGGCTCCTGTTTACAGTTATGTCCAGTCTTCCATGAA
TGGTCTGAATATAATCAGATGGATTTCTGAGTTTTAAAGTGATTATCGGTATCGGCTCAT
CGCTCCTTCATCAAACCTCAGCTCAGCAGCTCCAGACTCTGCTTGATCTGCATCCGTCTG
CTTGAGTTCTGCTGTTTCCATCTTCTCCTCCTCCTCCTCCTTCTT
>AU169880 ID   AU169880   standard; mRNA; EST; 682 BP.
GGACCGTTTTTTTTTTTTTTTTTTATAAAATAATGAGTTAACAGATGACAGAGTGGTTTA
CGTTTCTCATTTTACGGTTTTCTGTTATTCAAAAAAAGCTTCATCCATTTGTATTTTCTG
TCATGTTATTAAAGCCAATTTGGTTTTTGTTCAAACTTGCTGCTGAAACTTGAGTGACAG
AAATGCATCAATAAAAAACCCATCAGTAGTTAGTGAGGCAGCAGCTCCATCTGCATATAT
GCCGAGTAATTTCTGTTAAAAAAAGTGTATTTGATTGAAACTTTCAGTTTGTGTCACAGA



ACTATAAACAGGAAATGCTCAACATGAAGAGTTTTACCTTTGGTCTTCTGCCTGTGGGTC
AAATCAGCTGCAACCTCACATAAAAAAGGAGGACCTGAAATGGTCCAACTCTATCCATTC
GCAGCCTCAGGGGACTTTAACACACTGATGTTCTGAGTTAATGGATATGTGGAACTCAGA
ATGGCTTCAAAGAAATATGAGACTAACGTTTTTCCAGACCGGTGTGCATATTCCCAACAC
TCTCTGCCACAGCAGCTTGTTCACTCTTGAGGATCTGAGCCGAGCTCTGTCCCGCTGTCA
TCCTCCGGTAGCTCAACCTCTCAGTCTCCGGGCCGGTCAGTGGCAGGTTTTCATCCCTGT
CAAATACGGCGATTCTTGCCGG
>AU169885 ID   AU169885   standard; mRNA; EST; 664 BP.
TTTTTTTTTTTTTTTAGTTTAGCTCCATCAGTAATTTTTAGATCTGCAACTTTTGTGTCG
ACTGCTCACATTAACTAGATCCTACAAGGCAGCCCCACTCAGCCAGGACCCCCCTCCCCC
TCCCCCGCGGGGGCCATCACAAACTGCCTGAACAGTCCAGTCATCGTATGGCACTCATAT
CCTGTCCTGAGGAGCAGAGTGGGTTTGTTTCTAGAAAAAACCTCATATCAAATAGTTGTG
TTTTCATCACAATGCTTCTATGTCACTGCTATTGGGTTTCAGTGGACCTAATATGGCTCG
AAACTGGACTCAAACAAATCTTGAGATCTGCCATTTGGAGATCTAAGATTGTGCTGTCCA
GTGCAGTAGAAATAAAAGGCTTTTATACCAGTGTAGGCTAGTCCAGTGCATGAGATAAAT
TTACACATGTGACCCACTTTTTGGTCCCATTTCTTTCCTTTTTTTTTTACAATACATGAC
TGAAAAAGGAGAAATCCCAGAAGAATCGTTAAAAATACTGTAAAATGTAGACACCCTATG
TGGGAAATGACATGTCTTTGTAAAGTCCTGAATTGTATCATCAAAACCGTAAGTGGCACA
AAATTCTTAGCAGCATTCAGGCAGCCCTAATTTTGTTTCACAGCCTCCTCCCTGCATGAG
GAGG
>AU169888 ID   AU169888   standard; mRNA; EST; 672 BP.
TTTTTTTTTACCGTGCTAACAGCTGGTTTAGCGTCAGAACGTGCAAACAGAGTGAACATA
CATGTTTAGAATGTCTCACAATTTATTTATTTCAAACGGACCTAAAGTCAAGGAAAAAGG
AAACTACTGGAAAAACAACAACATTTAAGTAAATGACTGTAGTTACAGCAAGTGTTCACC
ACAAACGATCCTGTTCAGAGGGGAGAGGGGATTTAGTTAACCCCCCTTTACAAATCAAAC
TGTATTTATGAAGCATTTTTCAAACAACACAGCAGGAAACATGAGGAAACACGACACACG
GAGGAAACTGAACAGAAACAGGAACTGAAGGAGAAACCTGGCTCGATGCCGTTTATTTTA
CACTGTAGTAGTTTTGACTTTTGTTGTTGAAAAACATTAAAAATAGAACGAAAAAGAAAA
AATAGAATTGAATTTTTTAGAACAATCAGGTTTTAAGCTAATATTTCTTTACTCCGTTTT
CAGGATTCTAGGGCACCTTTTGGAAAATGTGTCAGTCATATTCAGTGAAGTTTTTATTTT
CATTTTCAATGAATTAAAGCCTGAAAACCTAATGTGGACTATTTTATCTACACTTCAGCA
CCATGAAGTAGCATAACCTTGGTCCCATGCATAGGCATAGTGACTTGAAGCTCTCTGGAA
GCCTTTATTGCG
>AU169893 ID   AU169893   standard; mRNA; EST; 699 BP.
TTTTTTTTTTTTTTTTTTTAAGAATTCAAGAGTTTTTTATTTGTCTGATTGCCATCAAAT
AGTCTCTCACATCCCACCAGCAGGCGCCCACTTTGTGTGACAGACCTCAGGCTGATGCAG
AATTCGGAAAAGAAAATTCAAGATGTGTAGAGTATGTTATTAAAGTGAAAACATGCCGCT
GTCTGTGTCAGTTTGAAACGCGTGGAATTCATCTAAGCCGTTAAGTATACAATTAAAAAG
AAAAAAAAGCACAACAAAGATTAAAACACCTGAGTAGAAGCACATAGGAATGGCTAAATT
CATTTGCAGGTTTATTTATTTTTTTTAGGTTAAAATGTAATAATATTGATAAAGTGCGAT
AAATCCATTCAGTCAAAAATGTTAAAGTAAACACTGAGATTTAAATACAGATGGACTTTC
TGGGTGTTTGAGGCATATAATGTGAACGAATGAAGAAAACAAGGCAATGGTGAAACATTC
TGTGAAGAGAAAAGAAGGCTTGCATGCAGTGCAGGAGTATCTTGTTTGTGTTTACCTCAG
AAAAAAATACCGCCCGCCAACACAGAACCGAATATAATGGGAAACAGTTCCAGTAACTGT
GGAACAGGTTCTAAGCACCTTTTCCTTCCTTCAAAAAAAGAAAAAAAGAAAAGAAACTGC
TTATCTGCATATGAAATATGATATTTCATGTTTCTTAGC
>AU169894 ID   AU169894   standard; mRNA; EST; 650 BP.
GCGCCCCTCTGCTCCACGCAGACGCATGAAGGCCGTCTCCCGGTAGCAGCGACTCCTTCC
TCGGTGAATCCTCCGCAGTCGTCGCTCCTCCATGGATGTGAAGTGAAGGCGGACGGAATC
CAGTTGCTGTCTCCTCCTCCTCTTTTTCTCACCGTCCAGACCGCAGAACCGCACCGAACC
ACAAAATGGCGGACATGGTGGAGCTGGGACCCGCCTACGCCATGTCTCCAGTGCTGGCGG
GCTTCCTGGGAGCCGGGGTTCTGGTTCTGGTCATGGTGGTTCTGGTTCTGCTCTGGTCGT
TCTGCCAGCGCCGTTACCTCCGCATCAGTGGCCGCTACAAGCTGCACGGCGACCGCTACT
GCGACGCCGAGGACCCCCCCTACAAGTTCATCCACATGCTGAAGGGGATCAGCATTTACC
CAGAATCCCTCAGCGGCAGCAAGAGGATCGTCCGCGGCGTCCGGCGCGCCGACCGCTCTG
ACGCTGACGGAGAGAGAGGCGGTGCCGCCGGCCCGGCGGGGAGGGGCATGGTGTTGGTGG
ACGCAGAGAACAACATTCTGGACGTCCCGGGGCAGCTGCAGATGAGCCACCTGGTGCCCC
CCGCCGGGGCAGCGGCGCCCCAGGGTCAGGGTCGGATGGAGCGGGCGTTA
>AU169895 ID   AU169895   standard; mRNA; EST; 731 BP.
ATTTGGTAGTGCTTGCGGTCTGCTTGTGGTGCACTGATGTTAGCAGAGCCTATGTTTTTC
AAGCCAGCCGACCGTCAGAGGATGGAGACACCCCTTCACAATTTACTAAAGTCATCTCAG
AGTGGGTCAGCACATCGGGCTCCTGTAAGGGGAGGTGCTTTGAGCTGAAGGTGACTGATC
CTCCTGGATGCAGATGTGACAATCTTTGTAAAACCTACTACAGCTGCTGCTCCGACTTTG
ATGAGCACTGTCTAAAAACAGAGGGAGGTTTTGAGTGCCGACCAGATCGCTGTGGGGAGG



AAAGGAATGAAAACCATGCTTGCCACTGCTCAGAGGACTGTCTGGAGAGGGGAGACTGCT
GCTCCAACTACAAATCTGTATGCCAAGGTGAAACCTCATGGGTGGAAGGAGACTGTGAGG
AGATCAAAAGTGCAGAGTGCCCTGCTGGTTTCATACGTCCTCCCCTCATCATGCTGTCCC
TGGATGGGTTCAGAGCCTCCTACCTGAAGAAGGGCAAATCTGTCATCCCCAACATACATA
AACTCCGAACATGTGGAACATCATCCCCATACATAAGACCAGTCTACCCATCAAAGACAT
TTCCGAACTTATACACCCTTGCTACAGGTCTGTACCCAGAGTCTCATGGGATTGTGGGAA
ATACCATGCATGACCCGGTGTTCAATGCCACCTTCAGCCTGCGCACCAGAGAGAAACTGA
ATCACCGCTGG
>AU169897 ID   AU169897   standard; mRNA; EST; 710 BP.
CTTTGGGCAAGCACAAAGTGCCCGCTGACTGAAGACCTGTGGTACACACACTTCCCCTCA
CCTTACTGCTGCTGTCACTACTCAGGCCTACAGGGGGGCCAGTATTATCACCAGGAGCCG
TGCTCACCTTGTGCTGCAAGCGGAACGAGCAGTGGGCACGAGAAAAGCAAAGGCTTCAAG
GTCAGGAAGTGGAAGATGCTGGCTCGCCATCACACTGAAAACAAGCAAAAGGAAGCAGAG
TCAGAAGTCCCCATGGGAAGCTGTCAGTGCTGGGGGCTCCATGGCTCTTCTGTCCTTGCC
AGTCCTGTGATGCTGGAGTGCTCCATCTGCAGTGGACCCTACATCGGCTACGCCCTGGAA
GATACCTGGCAGCCACGCCAGCGCACACAGGCGATGGACCTATACTACCACAACGAGTCA
GACCTGGACAGCTACTATTTCCCTGGTGACAACACTTTTATGAAACAAAGGAGGATGGGT
TTGAATGACTTCATTCAGAGGCTCGCCACAAACTCCTACGCCTGCAAACATCCGGAAGTT
CAGTCCATTCTGAACTTGAGTCCCCCGCAGGATGCTGAGCTGATGAACGTGAACCCCTCA
CCTCCGTCCAGCCCATCCCAGCAGATCAACCTCGGCCCATCTTCTAATCCTTCAGCCAAA
CCCAGCGACTTCCACTTCCTTAAAGTGATCGGCAAAGGCAGCTTCGGGAA
>AU169899 ID   AU169899   standard; mRNA; EST; 699 BP.
GGGAGTGAAGCTCTCCTTCTAATGCCCACATGCTTGTATGCAGCATTGTTTTCAGAGCAC
ATAGTCACACCTCAACACACAACATAAGTACTTGTAAAGAGGATCAACAAATCTGCATTG
TCCTCGCCGTTTTCATCTTTATTTCCTGAGCCGTGGCTGTCTGAAGCCATACTTGAGGAG
AGTCGGAAAGCCTGGAGGAGAGGCAGAAAGAAGAAGAGGCTGGTGCTAATCACAGACTCC
GCAGCCCCCAGCCTTCCCTCTCTTGCTGCTACAGTACGTGTGAGAGGCAGGGAGGGAGAA
CCGACGGAGGAAGAGCTGCTGTTTGCCTCTGACACTTGCAGGAAAGAGGAGCGAGCTGAG
CAGAGGAGAGCACAGCAGAGCACGTCAGGCTTTTCTCCAGTTTGGGGAACTCATCCCAGC
ATCTGCACATCTCTGCTGCTGTCTGCATCGCTCACCAGGTTTCAACCACACAAACAGGAA
CACCTGTCTCTACTGAAGCAGTCTGTGCAGCGGAGCATGTTGTGACAGCCATGTCTCTGG
AGATGGAGAAGACCATCACCAAGCTGATGTACGACTTCCAGAGGAACTCCACCTCTGATG
ACGACTCTGGATGTGCACTTGAGGAGTACGTCTGGGTTCCTCCAGGCCTCAGCCCTGAGC
AGGTGCATCAGTATTATAATTCCCTTCCAGAAGAGAAGG
>AU169904 ID   AU169904   standard; mRNA; EST; 462 BP.
CCCTACTCCTTTCGTGGTCTGAACTACCTTAAAATCCTAAATGTGTCTGGGAACACTCTT
AGCACTTTAGAAGAGTCTGCTTTCCACTCAGTTGGCAACCTGGAAACCCTTGCGTTGTAT
GATAATCCCTTGGCCTGCGACTGCCGGCTCTTATGGGTGTTCCGACGGCGTTGGCGGCTT
AATTTTAACAAACAGCAGCCCACCTGTGCCTCCCCCGAGTTTGTCCAAGGCAAAGAGTTC
AAGGATTTCCCAGATGTTCTGCAGCCAAACTACTTCACCTGCCGCAAGTCTAGGATTAGG
GATCGCAAACCCCAGCAGAAATTTGTCGACGAGGGAGCCATTGTTCATTTTGCTTGCCAA
GCAGATGGAGATCCAGCTCCAGTAATTATGTGGCTTTCACCGCAGAAAAAGTTTATCACC
ACCAAAACAATTGGAAGGCTTTCTGTGTTGCCGGATGGCACC
>AU169905 ID   AU169905   standard; mRNA; EST; 652 BP.
TTTTTTTTTTCATCTACAAAGAGACAGAAAGACAAACACAGATAAAATAAAACCTAATTT
TTTTTTTGCCCCTGAAATCCTCAGGAATTTACTCTGAAGGAGCGTCAAAGCTACACACAT
CTACATTTATGCATCACCCGTTACCACACACAAGCTCGAAAGACAAGAATCAAAATAACA
CTTAAAGATTGTGGCAGCACACAGGGTGTGAAGCAAATGCAGACTTGAGGGAATAATCCA
TGATCAGTGCAGAAAAGCTGCAGACGTCTTCAGGATTTCCCTTGAGCCTGACGTGGGACG
GCGTTGGAACAGGGCATACCTCCGAGTCCAGCAGCACGCCGCTCTTCTGGCAGGCCATAT
CCGGGCAGGTGATGGGGGTTCCCCCACCCTCCTTTATCGCCAACTCAACATACTGCTGCA
AACACTGGAGAGAGGAGAGAGGACATGTGACAGAGCAGCGGCACACACATGCACGCTGCA
GAAACCACACATTCCTGAGGATTAGGAGGATGAAAAAAATGAACGTCAGCGCTGAAAAGG
CGTGATCAGCATGTCAAAAGTCACATGTTCCTTCAACTATGACATCTGGAAATGTCTGTG
TGAGGAACTCAGCAGCTGTTGCACAAAGACAGACAGTTTGAGGTGCAAAAGA
>AU169909 ID   AU169909   standard; mRNA; EST; 748 BP.
TGCTTCTCTCCCTCAGTCCAGGCCCGGGAGCCTTCCTCGCCGTCCCTCAGTCTCTGCCGC
TCCCGAGCCCAAGCCTGCGTCACAACCCTCTGCCGAGCCAGCTCCAGAACCCGCGCCTTC
TCCTCGTCCACGCTGCTGCCGTAGCGCGTGTTCAGGCACAGCGCACCATACTGCAGCTGG
ATGTCTGTGATGCGCCTAGTCCTGCCGTTGAACACGGTGTTGACCTGAGACACCGTCACG
TTCACGCCGTTCTCCAGCGTGCGTCTGCCCACCGTCATTCCGATGAGCGCCAGGTCCCCC
TCCACCGAGCCCATTTTGACAAAGTAGTGCGTATCCACTCCCATGACGGTGAAGTGGAGA
CTCTCCAGGTAGAAGGCGTCATTCAGGACGGCGGCCATGCGGCGGCCGTCTTCGTTGGCA
AGGCTGATGATATCCGTGCTGATGCGGCCGTCTCGGATGGCGAATTTAACCCCCTTTCCA



AAGATGGAGCCGCCGCAGGCAAAGACTTTCTTGTCCTCGGTCTGGGGACATCCAGCACTT
TTGGCTTTGTAGATCTGACCAAAATGTTCCAACTTCACAAAGGCCTTCAGCTGCCTCTGA
ACCTCACACTGAACCCCCAGCAGAGACTTGGTACTGTCCCACTCCTGTGTCTTGATCTGT
GTGCGGACCAACTCGTAGGATGGCTCTATGGCCTCCGTGTTTGGTTTGTGGTAACCAGGG
ATCACGTTGTACAACTGGAAGCCAAAGG
>AU169911 ID   AU169911   standard; mRNA; EST; 738 BP.
TGACAACAAGCCCCGTCAGTGGCTAACACTAAAAATGCTGAGATGCCTGGTCCCCGTCTT
TCTGATCCTCGCCTTCCTCTCTGTTTTGCTGCTTGTGCAACAGCAAAACGGGATTTCTCA
ACTAATGAACTTTCAGCTGTGGACCCGACCTTATCCAGAACAAAAGCCTTGTACAGAAGA
AACTGCTTATCCGGAACGAGTGATTTCATTTGCACCAGTCAAAAACACAAAGACGCTGCT
GCTGTCAGCTTATCAAGAGCACCGCACAAATAAGAAGGAGGTCCGTGTGATTGCGGTGGT
GCTGCGGAGTGAGAAAGCTGCCTATCGTTGCATCTTTAACTGTCAGGAGCAGCAGCACAT
CTCTGAAGGAGTCAGCAACATTCACAAAGATCACTTTCGATTCCCTTATGGGACAGCTGA
CATCATGTGTCCTATCCCATCTGGCTGCGTGGCTCCGACCCATATCGCTGTCGTCAGATC
TGCTGCTAACTACTCTCAAGGTACGAGATGGTCCATCGGAGATCCCAAAGTGCTAGTGGA
AGTGAAAGAATTTCCAGTATGAGTCTTCTGTTGATTTTTCACAAGTTTTTAAAAATACGA
AAGAGTAAATATACAGCAGTAAAGTAAAAGATTTGTACTTGAAATGAGACTTCAACAGCT
TTCACCAAGGAAACCAGCAATTTCAGTTTGAGCTGCTGGTAAAGCTTGATGCAGGTGCTG
ATGGTTTGACTGTCATTG
>AU169914 ID   AU169914   standard; mRNA; EST; 614 BP.
ACCACACTTTTTGAAAAGCTCACCATCACAGAGCCAGCCAGCAACGAGCTGGAGATGAAA
CTCATGGTTTGAGACTAAACAAAATGCTTCTTTATACCAACACAGGAAAATTCACAAATC
CCCAAAACGCACAAGCTCCCACAGACACGTGTTTGCTGTCGTCTGCAGTAAAATGTTGAC
CGTCGGTGAGCATGAGGCTGATTCACACAAGAGTCTGGCAACATCAGTCTAATCACACTT
TACAGCTGCTATTACTAGAATCCATCTGTCCAGAACAGCTGCTGCTTCCAGCTGTGTTTG
TGGAGCGACGCCATGCCCATAAAGCTACGTTCACACCGCCATCTGCAAGAGACCACATTC
AGTGAAAAGTCTGACGCACGTTTTCCGTCTCTAGAGACGAAAACTCTATCGGCCCGTTGA
AAGTGCGTTGAAAGTTAAATCATTTGAATTTTGACCAATCAGGGACTCAGATTTGGTAGA
GATGGCGTACCTTTTTGTTCACGGAAGTGCCAACCGTTTGAAAATGGATCATGGAGGAGA
AATTCATGATGGCGGTTTGTTTTCGGCTGGAATCATACCACACCAAGTCTTTTGTATATC
GGAATAGAGCTGGG
>AU169919 ID   AU169919   standard; mRNA; EST; 645 BP.
AAAAAAAGCAAACTTACTTCAGACCTGTAAGGAAAGCAGAATGATTCTGGGTGAGCGTCT
GACCTGGGGCAAGGTCAGTCACTCCTGGAATCAGAACCAAGTCTGGAGGACGGGAACACG
CAGCGGGACAGAAGCGCAGCTGCAGCATGAAGTCGTGGCTGTAGCAACATTTCCCTACAC
AAAACAATGTAGTGAATATGATCAAATGAAAGGAGAAACCAGGAATCAACAGTAGAAAAA
CAGACCTGCTTTCAGACTGTTGACGGAGGTGTACTGGCAGCTGTCAGTGATACCCAGGGA
GCCAGGCAGCAGTGGGGCAGACAGTCTGTGACAACTGGGCTTGTATGACAGGTCCTCCTG
GCCTGATACCTGTTGGACATGAACTGTTCAAAGGTGAGTGAGCCAGCTGCAGAGAAAAAA
AACAATTGTGTATTTTTCTGTGTGTTCTCACCATCCATGCTGGCAGTCCCTGATAATAGA
GCTCACCAGTGACAATGAGTTGGTACAGAGGAGTGTTTGGAAGGGAGTTAAAGTCTCCGC
ACAGCACAACATTGCAGTGTTCACCTTTGACCTTGCAGGACTTCACCACAGCATCGATTT
CCGCCAGCATTATTGCTAACTGGGCCAGTTTGACGTTCCCCCTGC
>AU169920 ID   AU169920   standard; mRNA; EST; 783 BP.
TTCTATTTGGTCATCCTTATTGATCAATATACACTCCTTAATTTATTTTTTTATCTCTTG
CACTACGTTTTCATTATTAAGGATGTCAATATTCATTTTCCACAATGTTTTTCTTTGTTG
GTTATCCAGATGCATAGTTAGGTGTATGAAATTATGGTCAGATATATCAGTTCAGGACTC
TGTATCTGTCTATTTTATTCACTAGGAAGTAATCTATTCTTGAGTGTACTTTCTGAGCTG
CTGAGTAGTGAGTGTAATCTTTCTCTGATGGGTGTAGTTCCCTCCACACATCACACAGTC
CGGTGTCTTTTATAAAAATGTTGAGATCTCTTGATTTAATGCTCTTATGCTTCTTAAGGC
TTGTTGTGTCCTTTGAATGGTCTAGAACTGTGTTCCAATCTCCTCCCCAAATCAAAATTC
CTTCACTTAGGTAGTTACTTTGTCAAATAATAATTTAAAGAATTTCCGATTCCCTTCTGG
GGGGGCGTACACATTGACTAGTGTAACCAGGTTATTATTGATCTTTCCTTTAACAATGAC
ACATCTCCCGTCTTTGTCACTATCTTGTTGAACTTTTTGAAGTTGACTGAATTTGATATT
AACGTGAGTACTCCTCTCCTTCTGCTGTTTTTGTAGAAACTGAAATAACAGTTTTCATAA
CCAAATTTACTAAATTTTTCATGCTCATTTTTTGTCAGATGTGTTTCTTGCATGAAGATC
ACCTGTGCTTTTTCCTTTTTCAGTTTTGGTAGCACTCTGCTTCTTTTTACAGGGTTGCCA
AGG
>AU169921 ID   AU169921   standard; mRNA; EST; 433 BP.
TTTTATTTAAGACTGATAGAAGCACAAACAGCACAAAAAAACAAATATTTTTTAAAGAAC
AAACAATTTACAGAAAAAACATTCTGGAGCAAAAAGACAAGAATTCACAGGAAGAACAAG
GACATTTTAAATACACAAAAATTTCCAGAAGAATGAAAAATATATATACATTTTTAAAAG
TTTAATTAAATAAGTTTGAACCAAAGATTCTTAATAAGTTAAATATCATATATTTTGTTT
TTAATTTTTATAAGACAAATGACAAAAGTGAAAAATGAAACTTAAAAAAATAATAACACC



CAATTCAATAGTGAATTAATTTAAATGGTAAAGGGAAAATCAAAAAAGTTTTTTTTTTTT
TTAGAAAATATGCTAAATGTTCTCAGTAGAGGTTTCAGGTTCTTTCATTTTAGCCATCTG
CTTATTCCTTCTC
>AU169928 ID   AU169928   standard; mRNA; EST; 693 BP.
TTTTTTTTTTTTTTTTTTTAATTTTATCCATCAAATTCTTTATTATTCACCAGAAATGTT
TATGTATAAATAAAAAATTTACACAAAAATGATTTACCCTTTCAAACCCAAATGCTGTTT
TAAACAATGGTCCCCTGAATTTGTGAAACATAACTTAAATCTTTGTTTTTTAACAAAAAA
ATATATATACACAATAGTCATGAAAATATTACTATTGTGTTTTTCCTCGTCTCGGCCCTG
CAGACCTTCACTTCAGACAGTCTGCCTGCTTAAGTCGTGCCAGTATGAGGGGACTTAAGA
GTGAGGGGCCTTATTGATCGTCTTCCAAGAGTGAAGTCCGGGCATTAGTTCCAGCAGGGT
GAGTAGACAGCTGTCCATGAGCCACTCTACTGGGCCAACATCGCAGGGCTGAGTGGAACT
GGGATGTGCACTTTTGATTTTGATCTCTCCAACATCACTTCTATTGACCGGCGCACCGTC
CTGCGCTTCACTTCCTGAGAGAAGTACTTGCTGGGGCCTAGTTGGAATCCCAGACACAAG
CCACCATCGCATTGTCTGGCCTGCTCTTGTCAGACTTTGTGATGATGAATCTTCCATGGT
CTGCTGAGACTTACTCCTAATCACTGCTGTCATCAAGAGGCGACCACCAATCCACCTACT
GCGGCAATCACAAGTTGGGTTCTGGTGCTGCCA
>AU169931 ID   AU169931   standard; mRNA; EST; 611 BP.
GGTTTTTCGCGTTTTTATGCAGTCTTTTTGTTCGGCTCCATGGCAGTGGGAGCTGGGAGT
CTGCACTTCAATGGCATCAGAGTAGTCCAAATATTTATGGACCTGACTGAATGCTGCAAT
AACATCAGTCTTTATTTTTTTCGGGACACGATTGGAAACATGAATTTACATGATTGTTCA
CATGTTTTCTCAGAACTGTGCAGCATTTCTGCATTCAAAAGTCGTCTCAGCCAGCTCACA
AAGCGTATCGATCAGAAAGACGTGAGTGATCCAAACGAGTCTGATCGGGGCAGAGTATTC
CGAACGGCGTGTGGACATTACGCATTTTTATTTTGGGCAGGCGTTCATTCCCATTACTGT
TGTCCATGTAAACGCAGCTACAATGCTTGTCGTTTTGAAGGAATCTGACCCTTAAGCCTC
ATTTTCCTCATTACTCTCGTGTATCATGCGGACGAACCGCGGGATCACCTGGAAGTGTGC
CCAGAGGCCGGAGTCATTGTCCAGCAGCTGGCCAGAAGAATCTCAGAGAACGGTGGAGCA
GCTCTGATCGCAGATTACGGCCATGATGGAACAAAGACGGACACGTTGCGGGGCTTCAAA
AACCACCAGCT
>AU169935 ID   AU169935   standard; mRNA; EST; 405 BP.
CAAAGATGAACAGTAATAATTAGGATGGACGACCTACAAAACAGACAAATGTCTGATCTC
TCCTCCCCCCCATGTTCTCATCAGGTACCCCCCCTCCTCCCCCCTCCCCTGTCAAACTGA
AGGGCTGGAATGGTTTCGTCGATCATGGTTTAGTATGGGCGCTCTCGCCTGTCGTNTCGA
CGGTCACCTTTCCCATTTTGTAGGCTCCCCCAAATACTTCTTCTCCTTCTCCGAAGCCAC
CACGATCTCCTCCACGGAAACCTTCACCACGGGCTCGGAATCCACTGCCTCTGTTACCTC
CAAAGAACACCTTTGCCTCCACGGTCTCCACCTCCAAATACTGCGTCTCCTGGTTTCGGT
GCTCCACACTTGTTACACTCCTGCCGTCCAGCCAAATTTATGTTG
>AU169936 ID   AU169936   standard; mRNA; EST; 580 BP.
CACAAGGGTTAACAAATAACATTAACAACTACCTATCTAACTAATGAACTGACTATTTAG
GCGTTGTAGAATGAGTATGTGTGTGTGTCAGGGCACTGCGTGTATAAGAGGACTGAGCGT
GTGCCACGCGAGTGAGAGCCGTTGACTGTGATGGGCTTTAGGCAAATGTTGCAGCGTGGG
GGGGGGGTCTCTTCCTCCATGTCTGTCTGATGATTTTATTCCTTTCTTGGGAACAAACTT
CCCACTCTCAACGGTTGCCCTGCTGTCGCTTGCTGTTTCGTGTGCGCTTTGATGTTGTTG
TTTGTTGTTTGCCATACTGCCGTGTGAAACTAACGCTACGGAAGCTCTGGGGAGCCAAAA
ATGTGCCATTACACAAAAACTCGATTTAGTTATTTTTGAAATCACTCGTAACAAAAAATT
TGAATTAATTAATTCAATCCATTTATCGCCCAGGCCTAATGGTCAGCACTCGGCAATACG
GGGGTGGTGAAATGAAGCTCAATTTGGAAAATCACGTGATCAAACGCAATCTGAAGCAAG
TGCTCGGTACTCCACCAGTGACACTTCTGCTTTTGAAAGG
>AU169947 ID   AU169947   standard; mRNA; EST; 784 BP.
CGTCGACTCGAGCGGCCGCGGACCGTTTTTTTTCCTCTAAGCTCCTGCCTCCCACTCGTC
CTCTCTTTCTACCTCAGTCCCTGTCTTCCCTCTTGGCTCAGCTGCTGCTTTTGCTGGAGC
GCTGTGGCTTTAGTGGCAGCTGTGTTGGAGGTGGTGCTGGGGTGCACATGTGTTGGGATT
TCACTGAGCTCTTAGGGAGAGCTGGGCAAGCCAATCCAGATAGCACATAGAGGGGGGGAT
TTCTCCGTTCCCGGCGAGACTCAGCCGGCAGGATTTTTATCTCTGTCTCCAGGATGAAGC
TCTGCATGAGCACCAGGTACCCGTGACCATCTGCATGTTCAATCTGGATGAAAAGCTGTC
TTCTTTAATGTCAGTATATTCTGGTGTTAAATACTCATTTGTATGTGATGTGCCTGCAGT
TGCAGTAGATCAGTTTGTGATGCAGTGCTGACTGGAATCAGCTCTCTTTTCACATAGTTT
CCCAAATATAAAATACTGTTTTTCCTGTTTGTACATAGCTAAAATTTCTTTGCTTGCTCG
TAAAGAAATCAGCAAAACCCACAAGTCTCATAGATTTCTGGTTTACAGAAATCCATGACA
GTCATTCTTGTTCTTTATTTTGGACAGTCACCTGTGGGAATGCAGTGATTAATTGCTCTG
TTGCAGCTCTGCTAGCATCAGTAACTAAGCAATTGTGGCTGATTTTCTTGCGTTTGGCTG
CCTGACCGGCTGAATGTTTAACTCATAGCTGTTTACAAGGGCACGAAAAGGCGGACCAAC
AACC
>AU169950 ID   AU169950   standard; mRNA; EST; 809 BP.
ATTTTGCACAACAACTATGTGATATTTTCAATGTAAACATACTGCGATGCAGTAAGGATT



CACCTTCCCCACCATTCAGTTCAATGGTGTAACATACGGTTCGGTTTTGAACCAAGAATT
GCAGCATCCCTACTTATGACCCTCTATTGGGATTCTCCAGGCCACGGAGGAGAAGGAGGA
AATGGAGGAGCTCCAGGCCTACAACCGTCGTCTGCTCCACAACATCCTTCCCAAAGACGT
GGCCGCTCACTTCCTGCAGCGCGAGCGCCGTAACGACGAGCTCTACTACCAGTCCTGCGA
GTGCGTGGCAGTCATGTTCGCCTCCATCAGCAACTTCTCCGAATTCTATGTGGAGCTGGA
GGCCAACAATGAGGGAGTGGAGTGTCTGCGGCTGCTCAATGAAATCATAGCAGACTTCGA
TGAGATCATCAGTGAGGATCAGTTCCGCCAGCTGGAAAAGATCAAGACCATCGGCTCCAC
CTACATGGCGGCCTCGGGCCTCAATGACTCCACGTACGACAAGGCTGGACGCTCACACAT
TCGAGCCATGGCAGATTACGCCATGAGGATGATGGACCAGATTAAAATCATCAATGAGCA
CTCCTTTAACAACTTCAAGATGAAAATAGGTCTGAACATCGGCCCTGTGGTTGCCGGGGT
GATCGGGGCCAGGAAGCCTCAGTATGACATTTGGGGGAACACGGTAAACGTTGCGAGTCG
CATGGACAGCACAGGGGTCCCCGAGAGAATTCAGGTGACAACAGATCTTTACCAGGTACT
GAGCTCCTACAACTACACACTGGAATACA
>AU169961 ID   AU169961   standard; mRNA; EST; 633 BP.
CATGCAGCGGCTTGGTTTTCCTCGTCTGAGCTGGAATCTGGATCTAAACTGGACGGATGA
AGAGCTCCAAAACGAGCGCTAATGTTAGGTTGAGGTTGTGAGGGGCTGTAAACAAATGAG
GACAGGCTTCCTCTCCGCCTAAAGTACCGGCCACAACTCAGAGGTGAATTTTTTAATGAA
CTCCTGTCGCTCTGCAGAAACTATGTCCTAGGAAGCGACACGTTTTTTTCTTTTCTATTT
TAGCTAAAAACAGCATCATCATGATGAAGAGAACCACTGGGAACGTTTTTAGACTAGATG
AAAAGCTGATCAAGACCGACTCTAACGGGAGTCTTAGTGTGTATTCAGACTAGTCACCTG
TGGTTCACTCGGATAGAACCAGAGTTTTGTTCATCCGGAACAAATTTTCATTATGAAAAC
ACCCAAGTGGACCCTGGTCCGGGACCTATAACCACGTTCTGACCCGTTTGCAGTTAGACT
GAGCTCTGCTTCGCTCTGAGTGGGATGCAGGACAGAAGCAACCGTGACAGTGAGACCCGG
CGACTCACCAACACTCAGACGGATGAATGCAGCTTCACACAACTTTTAAAGTGATCCACC
TGCTTCTCAATCTATGTCATGAACACTTATCAG
>AU169967 ID   AU169967   standard; mRNA; EST; 626 BP.
AATGGGTCTGTAGACCCATTATAAGCGACGACAAGGATGAGCCAGATAACTTGCCCTGTG
TTAATAGATCCGCAGAGTCTTTACATAACTTTTTTCATGTTCCAATTGTTTCCCCCACAG
CTGCCCACATAGAGGTTCCTGTTCGTTCAACGGATCTGGAGGGACCAAAGTGGGTTTCCC
ACTGGGCCAGTTTAGCTGACAGCTGTGTTGATAGTGGTTCCACTCTGCATCAAGAGGGAT
GTCTGGAAGATTTGCACTACATGAGCCACTCAATGGGAAACTTCAGCTATGATAACTCTG
ACCTGGAGTTGAGCCACAGCGGCAGGACAAGACGACTGCTCCCTCAGGTGCCTCCAGAGA
AGCTGGATTGCATCACACCGACCATCTCGATTCGACACGAAGCTCACCTAATCCAGACAC
CTTCACACAGAGCTTCTGCTCCAACCCACACACAGGACTCCAATCAGTGCCTGTCTGTTC
AGGATGATGTTGACCCTGACAGCCTTAGTGATGCAAGTCGCTCTGATGATGGACGAGTTC
TGGAGAAAGCAAAGAACAATCAGGTCAGGAATGAAAATGTACCCCTCTGTACAACAGGCC
TTCAATTTAAAGTCGATAAGAAAGTG
>AU169968 ID   AU169968   standard; mRNA; EST; 750 BP.
CAACGGCGAGTTCAGGCCGTCAGGACCTCAAAGGTTGTTCTCAGCAGGCACGAGGCCAAA
CAGGCGCAGTAGCCTACAGATGTTCTCAGTGGTGTCGGTCAAGTGTAGTGATTGAGTTTT
CATTCGTGAGTCAAGTGTGTCAACTGTGAGCACTAAATGTGAAACTGCAATATTGCAACG
TCAACATACACACACACACTATATCTGGGCTGTGTTTCTTTTTATAGGAAAAGATATTCA
GGTCTTCCTCGTCTTCAGAATAAGTGCTTTCTGTTCCTGAACCTGCTGGACTGGCATCAT
CAACACAAAGAAGTGGGGATCTTTGCATTTTGTGCGTTTCTCTCAAATCCTGAACTGCCA
AAATGATGTTGCATCCAAATTCAGCAGGGACAAGTCTACTTACTGTCTTGAAAGAACAAA
CTGCTGGCATTTTTATATGAAGATGCCTCCTTTTTAAAATTGGAAGTCCCCATGTAGAGA
TAGGAGAACTTATCAAACAATAACTGACAGGATGTGTTTCTGTCCCGAAGCAGAGCGACT
TGTTGTGTGAACCTTCGGATGGACAAAAACACAACTCCTGAGAATAAAGCACAAGCTTGC
TGCATTACAAAGAAGTGCTGAAGAGCTTTTTGTACATGGAATTAAACAGAGTATGCATCT
CTTTGTTGTGATGTGACTTATCCCCACATGCCAATATTTTTTCTAGGAGGAAATACTGAC
CTCTGTCTGACACCAAGGCTCAAATCATGG
>AU169969 ID   AU169969   standard; mRNA; EST; 778 BP.
TTTCTCTTGAGCATCTACCCTTCAGAGAGTCGAAGCAGGCGATGACCCTCCCGTTCTCAA
TCTGGCAGCTCTTGGGCGGATGTGCAAACTTGCATTCCTCATCACTGCGTGAACAGTTTC
CTCGCTGAAACTGGCGACAGACTTCTAAAGTGAGCCATTTTGTGTCTCTTACTGCGGACA
TATTCAGTGCCATGTCCCAAAGGTTAAAGTTCACAATAAAAGCAAAAACGTCGCTGTTCA
AAACTTTACAGACACGCACAAAAAAGGGTAAGTTTCTCACACATTTACTGTTGTGTGTGA
TCGTCTGTGCGTTCAAAAGAAGGGGTCAGCTGGAGTTGAAAAAATGAGATGCTGGTTGCT
GAGGATTTAATCATTAAGAAAATAAAAAACAAAACAACCACAAGTTTGTTTATTTTCTGC
AAAAACTGAGATCAACAGTTTGGGTAAAGATCAGTGAAGCATTCCTGGGAAATGTTTCTT
TTTCTTTTCCAATATTATGGCTCACATTTGATCTTTTAGGTCCTGGCTGAGTGCAAACAA
CTGAGGTATCCTGGTTGGTATTTGACTTTACAGAGTGAGAGGAACCAACTGGGATTTGTG
CTAGAATAGTCTTCTTGAAGGCACTTGCGATAGTGTCCTCATCATCAGGAATGAACAGCT
TCCCTCACGGCTTCACGCACCAACAGCCAGAGCAGACGGATGACACAGCGACCGTTTTCA



ACCGGAACAGCTGTCAAGTGTACCCGCGGCCTCTGTTTGGTAACATATTCAGTCGTTT
>AU169972 ID   AU169972   standard; mRNA; EST; 789 BP.
GCGGCCGCGGACCGTTTTTTTTTTTGGTCAGTGTAATTTGTTTTGTGTTTTTGTCTTTGA
TGGAAAGAGGTGCTGTGTTGGTCCAGCTTTCACTTCTTTAAATTCAGGTTGGGGAACAAT
TATTTAGGCTTTTTACAAGCCTTATGTTTATTATTATTACTTATTTTTATATTTCCTTCA
AATGACCTTTTGAAGACCCCACCAACAGACAGGATGAGTGTTTTATTTTATATTTTTAGG
GGGGTTTGTTTGCCAATTTTCCACGTTAATGAAGAATGACGGGTCGCAGACTTTGACATA
AATAGGAATTTAGTCTCAATGAGCAAATTCCCAGCAACCTAAAAGCCTGAAAGAATGTGA
TCCATATTCTAGCAGCACAGCAGACACACCAACACCCTTCATGGGGGGGTTTGCTTCCGC
TCAGCCGGTTTCCCGCTCAACCTTTTCTTCAGGTCTTCTTCAGTCTGCATTTCGGTTTCT
CTGAGCTATAAAATCGTATCTCGGAAGGAGATTGGAGACAAACGTGACGATAAATGCTCA
GCGCTTTGAGATTTTACCTAAAATGTAAGGCGCATTCTAAATAAAATATATTATTAATAT
TATTAAATGCGTTGCCAGAAAAATACACAAAAAGTAAATACAAAAAAAGGGACACAAACT
CCCTGTGAGCGGAGGTTAAAGGCCAAATATTGCACATAAAATAGCTGTGAGATCCTCACA
AAAGAACAAGAGAACTGTCAAAGGGAAATAAATGCTTAAAGACAAATTGTGCACACTTTG
GAAAAAAAA
>AU169974 ID   AU169974   standard; mRNA; EST; 766 BP.
TTTTTTTTTTTTTAGATTTACAAATATTTTTCTTTTATAGCTGTAATACAGAAAGTCACT
GTTTTATGTCAAAGTTAATTTTCTAATACGTAATAACACTAAATCCACTGAATAAAATGT
TTTTATTGGTTAAAAGTGATATGACAGGTAGGTGGTTTATGGGAGTGAAACTGCCTAACA
ACAGCACCAAAGTTGACTTTTTTTAATCAAAAGCTTTTGGGAGAATATCTAACTACAGAA
TAATTGTAGCATTTTCTGATACTGCAGAAATATGAATAAACAGAGAGAGATCATGAGAGA
AAACGAGCAAAAAGTAAAGCCACGGTAAAAAAGAAAGACATACAGTGGCTTTTACCACTA
AAAATGCTTGAATGTTTTGGACCAAGAATAATTCTATAGTTCACTTCATATTTTTTGATC
AAAACCTCATCTGACTGGAATGAAATGTTTGTGACTAAACCTTCAAGGGTAGTTGTGTGT
CGGTCCATTATGCCTTGTCAGCGTCGCTGCTTTTCCTGGAAAGAAACCACACCTTCATTG
GTTCCTTCTTCCCTTTCATGGTGATGGGGCCGCGGTACTCCAACTGAAACTGAGGATCTG
CATTCTCAGCACACTGCAAACACCTGTAAGTGTATTCTGAGACATTAATTTTTCCTTTTT
CGCCAGTTGTTTCAGTACGACTTGTGAGGTTGACTGTATTTCCAAACAGACAATATCTGG
GCATCCTCTGACCAATCACCCCGGTAACAACTTCTCCTGTGTGGAT
>AU169984 ID   AU169984   standard; mRNA; EST; 767 BP.
GCTCTTTAAAGATGAAAGGGTTTCCAACCTGCAGGTCTTACCAGAGCAAGTTGTAAATAA
CAAAGTCAAGATGCCCCTAGGGGCAGAAGAGCTGGTGGGCAAAGCTGTGGAGCATCTGTT
CGAGAAGGAGGATGGAGAAAAAAATGAGTGGAGAGGCATGGTGCTCTCCAGAGCTCCAGT
CATGACCAACTGGTACTATATAACGTACGAGAAGGACCCTGTTCTGTACATGTATCAGCT
ATGGGACGACTACGCTGAAGGAGACCTGAGGATCCTACCTGAAGCAGAAAACAAGCACCT
GCTGCCTGCAGACAGAAAACCAGGGGAGGAGACGGAGAGTCTGGTGGGGAAGCAGGTGGA
GTACGTCACCGACAAAGGGGTGAAGAGGACGGGCTTGGTCATTTACCAGGTGCCAGCCAA
GCCCTCCGTGTACTACATCAAATATGACGATGACTTTCACATTCATGTTTATGACCTGGT
CAAAACCAACTGAACGTGATGGACACTTTTATCGCACCTTGTTTGCTTTTTGTCGTCCCA
TCCGTCTTTCTGTTTAAGAAGAGATGCTCAGCTGTGTTGGCAGCACAGTTCGCCGTTTTC
AGTTGGAGTTGGGTTCTTTTTATTTCTTTTCACGAGTCGTTAATTGAATCAAATCTGCAC
TTTGTGGCTTTTGAAAAGACACGAACTCCGAATAAAGGCCTTGACCCCTCCCCAGAGAGC
AGCCCCCTAGAATGGCATTGATAGATGGTAATTGTCGTCAGATGCAT
>AU169985 ID   AU169985   standard; mRNA; EST; 617 BP.
TTTCAATGAAGGAGTGGGTGTGGGTCATGAGCGGCGCCGCCAGCGGGGAGAGCTCGTCCT
GGCCGTTGGTGCCAGGGCTGAGCTGGCAGATGTCTGAGTACAGCTCGCTGTGCCACTGCT
TCCACTCTCTGAAGGTCTGCGAACACAAGCCGGGGTCCTCCAGGAGGGCACAGATCACAG
CCAGCTCAGACTCTTTGGCCTTCAAGGTGCTGCGGAGGGCTCGGATCCGGTGGAGCCGGT
CATTGAGCAGAGGGTCTCTGGCTCTCTGGGTAAAACGGCGTCGAAACTCCTGTCTGCTGC
ATGGTTTGGGGTCACCCAGGGCCGTCACATTGGCTTGCTCTAGGGCTCGATAAAGCTGTT
CTAGTCCGTCCAACCCTTCGGGATCTCTGCCCTCTGAAACTCGCCGTTCCCTTCCTTCTG
ACACCCTCCTCTCTCTGCTCTCTACTCTCAACTCCTGCAGGTCATCCTGACCCTCTAGCA
TGTCTGCCGCCTCATCCTCTTCATCTTCACTCCTGTCTTCCATGTGAATTGCATTGTGGA
GCAGTTTTCCTGGCATAGGGTCCCTGTTCCTGGGAAGACTCTGGCTCCGCTGCTTGTGGG
AGCGTCTATGTGTGTGG
>AU169986 ID   AU169986   standard; mRNA; EST; 724 BP.
TGTCTGTCTTGGTCTGCAATTGAATAGTAGCGGGGGAATTTGACACCCAAAGGAGACAGG
AGGGGTATGAATGACTGTTTTGGTGGATGCAGTTTGTGATGATACCGGGTTGTTTATAAC
CCCCAGTCATCCCATCACCTTGTTTTTCCCATCAGTTTGGCAATGGGGAACTATTTTTCT
GAGATAATAAATAAAAGACGTTGTTTTTTTTTTGGACCTATATAACATTTTTTGTTTTAC
AATGAGCCTGTCTTAAAGCTGATGCTGACAAACCAGTATTGGTGGATTTGATAAAGGTCA
AAGGTTAATTTATCTTGTTAAACCAGGATCTGATGTAGTAATTGTGAACGTGAGCACAGG
CCTCAGGGCTGTAGATATCATCAGATCAATGTAATGACCCAGAGTGTTGGAATCTCCAGA



GTTCATTATGAGTCTGAACAAATGCAGATGGTAAATCGTTCATTCAAAGAGACTCCAACA
TATTTACTCGGAAGGTGAGCTTGTTCCTATGGATTCTTAGTACTCTGCTTGATACCATAA
ATGGTGTGCAATAAAATAAGTCTAGCATTTTTTGACGTTAACACTGATACAATTGACAGT
GTAGGTGAATTTATTTCCCTAAATTTGTGTTATGCCGGGTGTTTTATTGAGAAAGTTCAT
AATAACCTTTTTTTAATGCCCCTAAATCAGATGAAAACATCTGGAGCATATTTAGGCATC
ACTG
>AU169990 ID   AU169990   standard; mRNA; EST; 800 BP.
CGGACAAGACGCTTTGTAGACGGTCAGTCGGTCTCATTTTTGAGAGCAGTGGCGTCGGGA
GACTCATGTGAGAAATCCCTGCGGGACTCAGTCGATGCCATCGAACCCATTTTTCACCGA
GCCCGGACTTTGCTGCCGTTAAATTAAGCTCAAAGCCAAATGCAACGGTTTGACGTTTGC
CAGTGTCCTGCTGAAAGAATTCAACCCACAGTGAGTCGCTGAGCTGCCATTAGGAGTGTG
AGACATCTACGTTTAAAGCTCCATTACGCCGAAGAGACGACATGTCTTCCCGGGAGCGTC
GCTCAGACGTATACATAAAGGCCGAACCTAGCAGTCCAGAGGGCGGTGGTGGGGGCCGGA
CCAGCCCCGGCGGGGCTTCCTCGGATTCCTCTCAGAGCGGAGGCGGCGGAACACGAGGAG
ACGGTGCCAAGCGATACTCGCCACCACTCTACACGCCGGCCCTGCGTTGTCATTTCAAAG
ACGAGGCCGGCGAAGGAGCCGAGGAGAGCTCCACCGGAAACGGAGCGGGGCGCTGCAAGT
ACGCCCTGAGCACGCTGCCCAAAAGGCTCTGCCTCGTATGTGGGGATGTGGCGTCCGGGT
ATCACTATGGAGTGGCGTCATGTGAAGCCTGCAAAGCTTTCTTCAAGAGAACCATTCAAG
GTAACATCGAGTACAGCTGTCCAGCATCAAACGAGTGCGAAATCACCAAAAGACGCAGAA
AGGCGTGCCAAGCATGCCGCTTTACCAAGTGCCTCAAAGTAGGCATGCTCAAGGAGGGAG
TGCGTCTAGATAGGGTCAGA
>AU169991 ID   AU169991   standard; mRNA; EST; 806 BP.
TTTTTTTTTTTTAACTCTGTAGGGAACACGGCTTCCGTTTTGTGCGTTTGGACGGCTCCA
TGAGCCAAAAGAAGAGGACCCAAGTCATCAAGGAGTTTCACAGTTCTGAGGCTTACGGCC
CTGCCATCATGCTGCTGTCACTCAAAGCCGGAGGGGTGGGGCTTAACCTGACTGCCGCCT
CCCACGTTTTCCTCATGGATCCCGCCTGGAATCCAGCGACAGAGGAGCAGTGCATCGACC
GCTGCCATCGTCTGGGCCAGAAGAACAACGTTGTCGTCACAAAGTTCATTGTGAAGGATT
CGGTGGAGGAGAACATGGTGAAGATCCAGAAAAAGAAGCAGGATCTGGTGGAGAAGGCCT
TCGGCTCTGTGGACAGGAAAATATCTCGCATCGATGACATCAGAGCGCTGATGGAGCTGT
AGGCGTGACGCTGTGGCGGGGATTCTTCTGCGTGTTGCACCGCCTCAGAATCATCTTCTT
CATGCTTGAGTTCACAATTCAAGGAAACAGTAAATGTGCTCAAACGTTTTTGTCAGTCCC
TGTTTCTGCTCTAAAGGAACTAACTGCTGACAGTTCAGCATTTTGTTTTTAAACAAACAA
AAGATTCTATTTCAGAGGCAAAGTTCAAGTGGGTGAATGTATAAAAGGGGATGTGTTTTT
CCAGCACTGCTGCTTTCTAGACGGGGTTTAAAAAGAAATGTCTCATTATATGATCTCATA
TTGGGGAGCTTCCACAATGTACACATGCTTCTTACCTTCGTTCCTCCAAAAATAAAGATT
TTAACAATTTCAACTCAAAATGTTAG
>AU169999 ID   AU169999   standard; mRNA; EST; 661 BP.
ATTTGACCTTGTCCAGGGAAGACCTACTACAGTCAGGGCTGCGACAGAAGGAGCCCTGGC
TAAATTTAGACAAGTGAATTAATGCCAGAGCCCCTTTTGTTGCTGCTAGCTCTTTCTTAT
TCTGCATGTAGTACACCCAAGAAATTCCTATGACCTTGAAAAAAAACTAAGGCGAGGAGA
GGACAAATAAGGTCTTACTGGTAGTCCCTAGAATGACTCTACAAAATCAAGACACACACA
AGCTGAGCTGTGGATCTCACTGTCAAACAAAATGCCTCTGTTTGAGATGGTAGATCGAAT
TGCATTTCCTGTCAGGAATGGATGTTTTTAAGCTCAATAACATTTCAAGAACTATTGTTT
TCTTCTCCTCTTTACCCTCTTCCCATCTCACTTCCTTCTCCTCTTCCTTTTTCCTGCTCA
GTGGATAGCTCTGGCCTCGCTGTTCTTTATTCTGGTGTCCATCACCACCTTTTGTCTGGA
GACCCACGAAGCTTTCAACCCAATCGTCAACCGCACATATGTGGAACACTTGGACAACAT
CACAACAGAGAACACGTACCAGGAGACAGAGACGGCAGCCTACCTCACCTACATTGAAGG
AGTTTGTGTGGTGTGGTTCACTTTTGAATTTCTAATGCGAATAACTTTCTGCCAACAAGT
T
>AU170004 ID   AU170004   standard; mRNA; EST; 655 BP.
CATCAATGCTGAGTGTGGCCTCTTTTGACATGGCTGTCCCCAGGTTGTTGGTTGCGTAGC
AGACATATTTGCCTTGGTAGCTCTTCAGGTTGACCATGTTGCTACCATTGGATGCTTTGA
ATTCAAATAAGCCGGGGTGCTCTGAAACCTTCAGGTGCGGTTCACTGCGTGGGTCAAACT
TGTGTCCGTCCTTTGTCCATGTGAAACTGGGTTGAGGGTTTCCCGAGGCTTTGCAGCTCA
TGATGAACTCCTCTACACCAACAACTATGATGCTCTTTGGAGGATTAATGATCACAGGAG
AACTATTGATATCACTTATGTGGTAGTTGGAGGGTATTTGTATGACTGCTTGGTTATGTT
GGGCGCCAAAGCAAAGGAAGGTGAGGAAAGCAAGAGGGAGGTGGGAGGAGCGCTGCCCCC
TACTGCAGACCTGCTGTTGCTGCATGCGAGCCATTGCTCACTGTCCCATCAAAGCCCCAC
CTGCTCACAGAAAATGCACACAGAGGCAGTTCCAAACGCACACACACTCTACGCACACAC
ATAAACTCCGACCAAGCACGTGTCTTCTTGTGTGCCTGATTCTAAAGACGGTGGCTTTGC
TTCATATGCTCTTGGTCCGTCTTGATCCCTGTCCCTTCTCCTTTGTAATCAGGTC
>AU170006 ID   AU170006   standard; mRNA; EST; 727 BP.
GGTTGATCCAGGAGGTGGCGCAGTGGATCTTCAGAGGACAGCCGTTAAACACCTTGGAGA
AACATGCACCCATATGAACTTTTGGTGTTGGGGGGAGACCGTTACTGACACTAGAGGTGG



GCATCAGGAGCGGGGGGACCGGCTGAGTGTGAGCAGGCAGGAACACAAACATCTGCTGTG
TGTGTGTTTCAGATCAGTATCTGATCTTTGGAGCTGAAGAAGGAATCTACACGCTGAACC
TAAATGAGTTACACGAGACGACCATGGAGCAGCTGTTCCCCCGCCGGTGCACGTGGCTGT
ACGTCATGAACAACTGTCTGCTTTCCATATCAGGAAAAGCCTCCCAGCTGTACTCCCATA
ACCTGAGCGGCCTCTTCGAACAGGCGCGGCAGTTACAGAAGTTACCCGTCGCCATTCCCA
CACACAAACTGCCCGATAAGATCATTCCAAGGAAGTTTGCTGTGTCTAATAAAATTCCAG
ACACTAAAGGATGCCAGAAGTGCTGCGTCGTGCGTAACCCGTACACGGGCCATAAATACC
TGTGCGGAGCCTTCCAGTCCAGCGTCATGCTGTTGGAGTGGGTGGAGTCTATGCAGAGGT
TCATGCTCATTAAGACCATGGACTTCCCGCTGCCGTGTCCCCTGGAGATTTTTGAGATGC
TGGTGGTCCCGGAGCAGACCTACCCCCTGATCTGCGTGGCGGTCAGCAAAGGAAACGAGC
TGAATCA
>AU170009 ID   AU170009   standard; mRNA; EST; 670 BP.
TTTTTTTTTTTTTTTCATCCACAGTGTGTGTAATAGATGATGGGTTGTTGGGAATTACTT
TCGGTGAAGTGGAGAGAGTGAGAACCCATAACCACCACCACCCCATCCCAGGATATTTAG
GTCCCTTTATGCTTCCGCTTACTTAAAAAAAAGCAAAAAAGCTGCCAAACTGCCCTACCC
TCTTCTTGCCGTCATAATAAGACTTTCAGGTTGAAAACACACAAGCTTTTACAAAAGAGC
AGGTTGCTGTCAGATGTAGTTAAGTCTCAGGCAAAAGAAAACCATGTCGAGGGTTGCTAG
CTGGATAACTCCTGAATCCTGCCGTCGCAAAGGAGGGGCTGGGTCCTAATCAGTTGCCAA
GGTGACAAGGGGTGGGGCTGGACCGAAGCGGGTCAAAGATGACCCAAATGTAGATAGCAA
CAATGCCAACTATGTCATTTCGTAGCAGTGTCTGTGTGTTGTGGTACACCATCAGTGAAC
ATGTCATTCTGGTACAGGGGTATGTGTGCACCTTCAGTGATGCAAAGGGATGTGTGTGCG
TGTGGATAACCTCAGTTTATTATTTAAGTTGGATGTGTAAAGTACGTCGATCACAATTCT
GTTCCAGCATTTATTAATGTCCTCCAAAATTTAACAAAAATATATTGATGCTACATGTAT
AATCATTTTT
>AU170012 ID   AU170012   standard; mRNA; EST; 723 BP.
TTTTTTTTTTTTTTTTCAGGTCCAGCATGTCCCTCTCCTGCCTCTTGTGAAAAGGTTCTG
ACAGGTCCAGTTTGTTCAGTTCCAGCACAGTCTTCCGGATTGTGGCCACCACATCTTTGT
CTTTTTCCCTGCATAAAAGTTTCTGAACACAAAAGTCCAATTTCTGCAGCAGAAGTTTGT
CTGCTGGCAGGCAGAGACATAAGCGCAACCTGGGCAGCAGCTGGCAGAGCTTGTATCTCA
CATTGGCAATGGGGTCATGGGCTAGCTCCAGCGCTGGAATCAGGAAATATTTACTGAAGT
ATTTTTTTGAGAAAATCTCTGTGGCAATTTCACAGACGTCAAGGAACCTAAGACGGTTCC
AATAGCTTCGACCCAAAGCCAAATCTTGGATCAAACGTTCCATCATCTCCTGACGTTGTT
CTTGCTTTCGATTGTAACGCATGATTGTGCAAAGTGTTCGTGCAGCCTCCTTCTGCACTG
GAAGGACTTTGTTGGTGATGAGGAGGCTGAAGATGCGGTGGGAAAAGCTCTGATGCAGCA
GCTCCCCAGAAAGCAGCCTTGCCAAGCAGCTGTATTGCTGGAGCAACTTCTCATGCAGCC
GCCAACGCAGGGAACTTCCAACTTTTTTTTCAGCTAACAGCAGCACCGACAGCAGCTCTG
GCAGCATTGGGGAGTCTTCTCCCAACAGAAGCAGCTCAAGAGTTTCCTCAAGGTGGTTCA
TCA
>AU170016 ID   AU170016   standard; mRNA; EST; 793 BP.
ATTTTTACCAATATTTATTATACTTGATTTATGTCATTTTGAAATGATTTTATTTATGCA
TTTATTTAAGTGAACACACAGATTGCAGCTGAGTGCCTGCTGTGATGGACATGCTTTGCT
TTTACACTCAGGGTTGTTCCTCGTCGAGCGCGATAATATAAACCCCTTTTGTAATAGATG
TGAACTTTGTTGAGTTTTAGTCACTCAGACAAGATGGGGGAGGGGGGGGGCGATACAAGG
TCATGGGAAAGGTGTTGTATGTCACTTCTATTACATGCATTGATGCTCATACACACGTAC
ACACCATCAAGTAGCATTGGACAAGTCTTAATCATATACAAATTCACAGTATCCATAGAA
GACTTCCTACCACACATCACTCCGACTGGCACCTCCTCCTGCACACAAACATGATTTTAT
AATGGTAGAGTTTGATTTGATTCAATAAACAACTAGAATCAGACAGATCGATCTTGTTGG
ATAAATCAATTAATCGTTACACCCCTCTGCATTTATTGCTATTAAAAAGATTTACGTTGA
CGTAATTTGCTATAGTACTGGCATCAACAAATATCTACTTTCACCCCTACTTCACAGCCA
TTGTATGGGATGTAAACAGAGTAAAAAAGAAGCAACTGATGAGCCACGGAGAAACGTGAA
GCAACGATGAGACACAGCAATTCGTTGAAATGTGGTTGAATAAATGCTGGCTCAATGACA
CAACTTTCAACGTGAAGCACATTGCTTCTCACTGTTTTTCCGACAAGCTATATGTCATAC
ACACTTATCAGTG
>AU170019 ID   AU170019   standard; mRNA; EST; 895 BP.
TTTTTTTTAACTTTTAGGTAAACAGTTTATTCTGTTTTACATCTGCTTCAGTGCATCCTC
CACATCTAAGGAAAAACAAAATGATGCTGGAACTGTAAAAAATAAGTTATAGGAATGCAA
ATAAATCAAAGGCCATAGAGGATATGCATTTCATCTTGTTTTAGGGGAGATTGTAGACAA
TAAATAAATAAATAACCACAAGAGTGTGGAATGTCTACATGTGTACAAATAAATTAAATG
CAAATGAAAAAAAAATGAAAAAAACAAAACACAAATAAGAAAAAAAAATAACCTGTACAT
TTGCAGGGGGAAAAAGAAAAATAATAAAAATGAATGAATATTGCATTGTTTGTGCGTTTC
ACACCCGCAACTCTGATAAGAGGTCAGGAGCGAGAAGGGAGGGGGCAGGGGGCATGTCGA
GCAGTGAGATGGTGGGAGGAGGATGCTAAACCCCGCCCACTCTCCTGCAACAGCTGAGCA
GGGTGGGTGTGGAGCGGCGCGTCACCAACGGGTCGCAGACATTCAGAACAGAAGATCCAG
TTTCTGAACAGCTGTTCAGGCTTTTCGAGTGAAGGAGCAGCGTCGAGTCGATTTCAAGTA



TTCCGCCTTTAAAGGAAGAGGCTCCGCCTCCCCTGGCGGCGCCTCTGGGCCAGTGGGTGA
TTTGTGTGTAACAACGGAGATTTAAAAATGAAAAGAAAAAAAATTTATATATAAATGGCG
ACACCTGCCCGTCACAACAGAAAAGAGCCCAACCCCCACCCCCAAGAAAAGCAGCTTTCT
AGTTAAAAGAAAAAGAAAAAAAAGGCACTCCAAAACCAAAAATAAAACATTTAAATAACT
CTTCTACAAGCTCTATGAGAGCAGCCATGTCTGCGTAGGAGGCCTTGCCGCCGTT
>AU170021 ID   AU170021   standard; mRNA; EST; 888 BP.
ACGGGCTTCGTGTTTATCCAATCCATCCAGTTTTTCCCCCCATCTGTGTCTGATCTAACA
TTGAGGGATTTGTTATCGCCTCATGTAGGCGCGCTGATTTGCACCATCTTTCATCGAGCG
GCTGCAGCGCGCGCATCAAGGACCGTTTTTTAAATTTTTATTTTATTTTTTTATCCTGCC
CTAAAAATACATCTCTACGCGAAAAAACAGGCGACGCTTTCTAAAAATTGATCCCAGCTG
GAGCTAAATTGCGATGCGCACCGTGACCATCCAACCACAAATACCGTTTACGCGGTGAGA
GAGCTACAAAGTAACCCAGGAAGAAGCAGAATGCCCAGCACAGCGGCTCTGAGGCACCTG
AGATCCTGGTCCTGAATGCAGCGCAGAGAGACACCTCAGAGGGTGTCACCGTCAGATGCC
CTGGATGCGCAGAAGAATGGGATACTCAGACCCGTCGTCGGGTAAAGACATACTTGGCAG
CAGATCTTTATGTTTCATGTTTATTTGCGCATTTGGACTTGTCACCCTTTTGCAGCAGAT
CCTCTATGGAAAGAACTACATCAAGAGTTCGCAACAGTTTAGCCGACTCAAAGGGGACGA
GGCAGGAAATTGGACCGGCCCCGTTAGTTTCTCCGATGGCGGATCTCTGAGGCCTGCCAG
ATATGGAAGGAAAAGGTACCTGGAAACCTATGATCGATCACTTGAATTCAACTCAACTAC
ATGCAGGGAACTCAGACAAGAGATTATGGATGTTAAAGTCCTGACAATGGTGAAGACTTC
AGATCTGTTTGAAAGATGGCGAAACTTGCAGGTATGCAAGTGGGAGCAGAGCAAGGAGGA
GACCAGCAACTTTAAGATGTCTCTGTCCCGCTGCTGTAACGCTCCGTC
>AU170024 ID   AU170024   standard; mRNA; EST; 324 BP.
CCGGGTTCGTGGGTCCGGGGGCAGCGTCACTCTCAAAGTCTGGGTCACTAATGTCTCGTA
GCGTCCAAAACAACTGAGCGCTTTGTTTACATTGCGTGGCCCCGGCGCGTGCGGTATATA
TCAGGAGGCACTCACGCAACGCCACGCTCCAGCTTCTCCAGCTGGTGTCTCGGGACTCGG
TCGGTCACCTAAATATAATGTTACCCAGCCAGGCTGGATCGGTACCATCTGGAAACGGGT
CCGCGTTCGGCAAGGGCAGCACCGGTCACAGTTCGGGGGTCGTCGGCGGCGGGATTCGCC
CCGTCCTGGTCCGACCGGGGCTAA
>AU170028 ID   AU170028   standard; mRNA; EST; 759 BP.
CGCGGGTCCAGCGGCGGTGCGTGAGGAGGACCCACCGCCTGCCCGCCTCCCCACCCCGGA
GGACGGAGATCCGCCTAAAGAGGAATTCTACTATTGAATGTGACATTGACCTGCTGAGGG
ACGACGGGAATTAAAAGCCATCAGCATGAATTTCGTTATGAAACAAGCGTTGGGGGGGGC
CACCAAAGACATGGGAAAGATGCTTGGTGGGGAAGAGGAGAAGGATCCTGATGCCCAGAA
AAAAGAGGAAGAACGGCAAGAAGCACTGAGGCAACAGGAAGAGGAGAGGAAGGCCAAATA
TGCAAAAATGGAGGCTGAGAGAGAAAACCTCCGGCAGGGCATCAGGGACAAGTATGGCAT
TAAGAAGAAGGAGGAGAAGGAGGCGGAGGCAGCAGCTGCGATGGAGCAGGCCTCCGAGGG
AAGCCTTACCCGTCCGAAAAAGGCCGTTCCCACCGGCTGTGGTGATGAGGAGGAGGAGGA
GGAAAGCATCGTGGATACGGTCATGAAGTTCCTCCCAGCCCCTCTCATGGATATGTTCAA
TAAAAAGTAATAGTGGCTCAGCTGAAATGTGGTTTAACTTCCTGCAGCGTCCTTCTAATT
AATGCTGTTCCAGCCTGTCCTGCCCCACCCTGTAGCCACATCTATCTTCACCACTTTCAA
CCCAAGGTGTCTTCTGGGTAGCGTGCCATTATCTTGTCTTAAAGCTAAGAAGAGTGATTC
GAACTGTTAAGAGCACCGTGATAGAAACCATTTTCCAGG
>AU170029 ID   AU170029   standard; mRNA; EST; 523 BP.
GCCCATTAGCTATCCACTGGATTTCCGTTCGCTTCCGTCTTTCATCCAGAACATATGAAT
CTGCTTACACAAACCGTTTCTAGGAGTTGAATAGATAGGTCGGAGAAAATGGCACAACGC
GTGGTTCTCCTCCTGCTGTGGCTCTTTGACCGCTCATTCGCAGGATTCCCCAATCAGATT
AACATCGGGGGGCTCTTCATGCGTTCCACTGTGCAGGAGCACAGCGCGTTCAGGTTCGCT
GTCCAGCTCTACAACACCAATCAAAACACCACTGAAAAGCCTTTCCATCTCAACTATAAT
GTCGACAACCTGGAGTCGTCCAACAGCTTTTCAGTCACCCATGCATTTTGCTCTCAGTTC
TCCCGCGGGGTGTACGCCATCTTTGGATTCTACGACAAGAAGTCCATGAACACCTTGACC
TCGTTCTGTGGTGCTCTGCACACCTCATTTGTCACGCCCAGTTACCCCACCGACAATGAG
GTACAGTTCGTCATCCAGATGAGGCCTGCCCTGCGGGGGGCGG
>AU170040 ID   AU170040   standard; mRNA; EST; 397 BP.
CGATTCTGTACCACATTCACTGGATGCTCCTCGTCTCTGCGCTTCACATCCTGCTCTCCC
CATTTGCCACGCAGGAGCAGCTCATTTATGCAAAGTCGTCTCTGCTTCAGTTCGTGGCAC
AGGTCCCCTCCCTGTACGGCCTGAAGAACTGCTGCTTCAACTGCCATTTGCTGACGCATC
TGGCGGANAGCGCCCGCAACTGGGGGCTGTTGTGGGCCAACTCGGCCTTCACCTTTGAGG
GCGCGAGCAACAAACTCCTGCAGATGTACTCTGCCTCAAAGTCCGCTTCCTCCCANATTT
TCTCCCGCGTCTTTTCATATGAANATGCTCTCCGCACAGGGAGTTTGGTTCTTCAAGGAG
CAAGTGCTGAAATGAAAGACTTGTTTCATTTTATGAC
>AU170043 ID   AU170043   standard; mRNA; EST; 647 BP.
TTAAAATTAAAATGATGAGCGAACAGGCGCTTCATAATAACCGTAACATTAATAAAAGCA
CTTTTAGAAGATCATCTCGTATATTAACAAGCTGACATATCTATGTATGTAGCCGCTCGG
CGGAACTCATTTCCTCTTCCGCTATTTAAAACACTACTGCGCATGTCCGAATGATTTATT



CCGACCGAAATTGTGACCCATGTGAACGTTTGTTATAATCGGAAAAAGTTTTTCTGGGCC
CATGTACACGGTTGGATTTTAATCCGACCATTGATCCGATCAAGATATTTTGCACATGTA
ACCGCGGCTTATGGTGTCGACTCGCAGTGTGTGACATCACGATGGTGTCTCTCCATCGTG
ATGTCAGTCAACCACGATGGTATCGTCCATCGGCACAACCCTANCAGCTATATATAGTTT
TTTTGTACTTAGGGTGGATATTTGGACACAACCCATCTTTCTTCTTTTTTCTGACAAAGT
CTCTACATTTAAAGTTCCTACTCCAAGTCCTACACTCCACCTTTGTTTTCTTTGCCTATG
AACATGCCTTCCTCCTCTACTTCTTTCANCAATAATTGTCCTATTTTGAATGTGGTGGTG
GTCATTGTTAACGTTACACAACACCCTTCCCTTCCCACAAACATGAA
>AU170046 ID   AU170046   standard; mRNA; EST; 317 BP.
AATTCTTTTTTCACAGACTTGGAGTTATGTTAGATGAAACCCTCATGTATGTTAGAAGTA
AAGTCACAAAACTGCAGTAGTTTTGATTTGAGTAAAGTATCATCTGAAGGTTTGTACAAA
TATGTTCTAATGTCAAAAAAACATACAGAATGATAAAATGAAAAAAGTTAAAAATGGTAG
TTTTGGCATCCCTATTATGTATTATGCTGGATTAATGCCTATGATGTGAAACATCGACTT
TACCTTGTGGTGCATGGCTTCCTTCTGGCTGACTAACTGGGATCGCACAATCAACACCTC
CTCTTTGCGGACCTCCA
>AU170047 ID   AU170047   standard; mRNA; EST; 852 BP.
CAAGAATAAAGAGAACCAGAAGCAAATAAGTGTTTTGTGTTGCAAGTTATTAAAAAAAGA
AAAAAAAAAACTTTTCACCCGTTTCACTAAGTATACGAAGGTCAAAGTATCTGAAATTTG
TCCTTTAGATTTGACTTGTTTCCTAATGGAGCAGAGGAACCATTTGGGATCAACACCCAA
GTCAACCCCTTTATGCCAATATTTGGCATAAGGTAACCCCACTGAACATTCAAACCCAAA
ATCTCCAAATCTCAGGGCAGGCACTCTATGGGCCATTGAGCTGGTACTGGGGTTTTTATT
TAAATTAGTAGTTTATATTCTTGGTTTTACCCGAGAAGAAATGTCTGCTTTGGCTGTGAC
AGTGACGCAAACCTTGAAACTTCTGAGGTTCAAATTTATCAATTGGTTTAAAAACCAATG
TACGGTATGCTGAATGTAACTGGTGAAATTTTTAAAATTGATGTTTTCTCACATTCAAAG
AATGCCACCATAGTTCCAAGAGTTCCCCTCTTCTTCTGAAGTTTCTTGTCTGTATACTGA
ACTCGTACAAAAAAAAGATTTGGTTGTATTTGTTGTACCTTAAGGTTTGGGTACTACTTG
GATTTAAAGGTTGTTGCTCTTCTGTAATTAAAAGACAATCTGTCCTTTTTGCTGTTCCAG
TGATTGTGGAACGTGACTGTATACCACTCTGTTATATGCATTGCCGTTAAAAACTATGAT
AAACTGTATGTGAATGACCTCTGCCTGCAACATTCAAACACTATTTTTGTANTANTATAA
AAAGAAAAAAATACCTGCTCTTTATATGAACATGGGAAAGTATTTTGTACTTTGTTGTTA
TTCCACATCACA
>AU170050 ID   AU170050   standard; mRNA; EST; 479 BP.
GTTTAATTTTAATCTTGACTACATAAATTACTTTTTATTTTTTTATACCAAAAACTATTT
TACAGTGTGTGGTGGAAAAAGATAATTGTAAATTTTCAATTTTTTAACAAAAAACTTTAA
ACTATTGAAGAAAAAAAGAGAGATTGGTGTCTGGAAAGCAGCTACGCATTTTCCGATGAA
GGTTAATGCATGAAACCACAAAACATGACAGATGCAGTTTTCATTGTCATGTGATGAAAC
AATCATCCTTCGTAAAATCTGCTGCAAATGTTTCGCTTTTTGTTGTTGGAGGAAATTTTG
AGAAAGAAAACCTGTAAAAGGTGGAGCTTCACACGTCCAACAGAGTTTATGGGACTTTGA
AGTGAAGGAAACAAATTTCACGGCATTTCCCACCATCACAGGGCCGAATGAGTCAATCAA
ATCAAAACACAATTAACGTAAACATATAAGGTTGAAAAATTTGACAGAAAGACCTACTG
>AU170055 ID   AU170055   standard; mRNA; EST; 541 BP.
ATCTTATTAACCCCTTAATCATTATAGTCTTCATGTTACTAGCAGTAGCTCTATTGACAT
TAGTAGAACGGAAAGTTCTGAGCTATATTCAACTCCGTAAAGGCCCAAATGTAGTAAGCC
CCTACAGCCTTCTGCAACCCTTCACTGATGGATTAAAGCTCTTCACCAAAGAACCAATCC
ATCCATCCACCTCCTCACCCACTTTGTTCCTCACTGCACCTATTATGGCTTTAACTTTAG
CCCTAACCTTATGGACACCCCTCCCCCTGCCCTTTCCTATTGCAAACCTTAACTTACGGG
TTCTGTTTATCCTTGCACTATCCAGCCTAGCAGTTTACTCAATTCTTGACTCAAGCTGAN
CTTCCAATTCGAAATACACCTTAATTGATGCCCTTCATACTATAGCTCAGACCATCTCTT
ATAAAGTAANCTTAACCTTATCCTTCTAAATGCTATTATTTTTACCAAGAAGTTTTACAT
TACAAACCTTTAGCACCACACAAGAAACCACCTAACTACTTCTACCACATAACCCCTCAC
A
>AU170056 ID   AU170056   standard; mRNA; EST; 543 BP.
CGGTTGTTTCATCATTTACAGGCTACTTCAAGCATTCCATGTTTCTAAACTTCTGCGTTC
ATTGTTATATGTACAACTTACTGTTGCCATTTTACCCAAGGGTTACAAAATGGATGGCTG
GATGAATAAATAAGAGAGAGATAGAGAGATAGAGAGATAGAGAGAGAGAGAGAGATGTGA
AATGGGGGTTTAGATGACACAAAAAAAATAGCAGACACATAATTTAATAAATATTCCAAA
GCATGATTTAAATAATCTAAAACCAGAAACCAAATAAATACCATTAAAGTGGCCCCATCC
TCACAAAAAAAGGAACAGGTTGGAGACCTCTTTAATGCCTTTGTGGCTATTCTTACAACA
AAAATCCAAGCCTCAGAAATACTTTTGAGAGGAATTTGAGAACTTTTTAACGTTGTAATA
CTTCTTAGAAGTTTCCTTTTAAATGCCTTTATAATACATTAAAGTAAAAAAGTTTTCTTA
GAATTACAGTAAATTGATTTTAAATGCCAAATGAACTCTAAGTACAATTCAAGCTAAAGT
TTG
>AU170059 ID   AU170059   standard; mRNA; EST; 248 BP.
GTTAAAAACAATAAATAAGGGAAAATCATTAATAAAGTCAGACAGCAGATGAAAAATTGT



GATCTTAAATTGAATTCAAATTTAAACAGGTTTCAAATCTGTATTTAAAAATTAAAAAGG
ATTCAATGTTACGGAGGTCTGGGGGAAGAGAGTTTCAGAGTTGAGGAGCCGAGCGGCTGA
AGGCACGGCTCCCCATGGTGACCATACGGGCCGGAGGGACGCAAAGCTTAAGGGAAGAAG
AAGACCGG
>AU170066 ID   AU170066   standard; mRNA; EST; 415 BP.
GTTTGGAGGGCTTTCTGTTCCGCCCTAGGTGCCACTGTCAGCCTTATGTCAGGCTACCAC
CCCCAGTCCAACGGCCAGGCAGAACGGGCGAACCAAGAACTGGAGGCGGCTCTCAGGTGT
CTGGCGTCCCAGAATCAAGAGGACTGGTCTAAGTTCCTGGTGTGGGTGGGATATGCCCAC
AACAGCCATCCCTCCACGGCTACTGGCATATCTCCCTCTGAAGCCTCTTGGGCTACTCAC
CCCCTCTGTTTCCTTCCCAGGAATTGGATCTGGCAGTGCCCTCGGTCCAGCTCCACCTCC
AACGGTGTCGTGACATCTGGCTGCAGTCCAGGGCGGCTCTCCTTCGCACTAAGGAGAGCA
ACTGCCACATAGCCAACTGCCACAGGGGGGTGAGTTCCAATTACCAGCCTGGCCA
>AU170067 ID   AU170067   standard; mRNA; EST; 433 BP.
AAAAAAACAAAAATAAACTAAAGCTTATGTAGCTAATGCAGAACAACACATTAATGATCA
AAATAAATCCCCTGTTTGTGTATTCTCATTTATTAGGCTTTCCAGGTTTTATCCCATTGC
ATAACACTTGCACCGCTTATTTAGTTCTGACTGATAGTTTTTTCAGATATTTGAGAGAAA
TTGTTTCTAAATTGCTGGATAATCAATATATCCCTAATCCCAAATCATTTCTCTGCTGTG
ATTTGGATTCACCTGCTTTGCTGTCTTATCTTAAAAAAAATAGACTAATATCATTGAAAG
CTGCTGGTAAAAGTAGCAGGATGCTGGTTTCATTTCAGGTTTTTTGTGCAGATTTCTTCA
TTAATCTGTAATAGAGAAAACCAAACTTTGTGAACAACACTGCCAATTGATACACACCTG
CATTGGAGATCTG
>AU170069 ID   AU170069   standard; mRNA; EST; 374 BP.
CTGCCTCCCCACTCTGCCAGCTTGAACCACTTTGTCATTCTCTTCTATCTTTTCCTGATC
ATCACTTCTTTTTTTACTAAACAGTTTTTTCTTAAACCGGACATGGAGTATTAGATCCGC
GTCTTTTTGGAGAACAGAGGTCGCCTGTGTTTGTTTCCTCCTCCAGGAGCTGGAGAGATG
CCCCGCGGGGCAGGATGTGCTCCAGCCGTAAGATCTTATGGAGCTTACTCGTGCTCTCCT
TGGTGGAAGTGGGTTTGGGAGTAGCGAGTATCGTCCTGGGCGCCGTGGGCATCAGCTGGG
TTCGAGGGGAGCACAAGCCGCGGCAGGGCGACGCGTCTCCGGTCCTGGAGTGGACTCTGT
TTTCTGGTCTGCGG
>AU170074 ID   AU170074   standard; mRNA; EST; 250 BP.
GGAAGGGCTTGTTTCTTTCATTTGTACCGCGGATGCGGCTCCCTGCCCGGTCCGGCTGCC
AGCGGATTCTGCCGGGCTCTCGCTAGCTGCTGCTCGGCACCACCAACCGGAAGCTGGACG
GTGAATTTGAAGGCAGGAAAAGCCGGTCCACAAAAAAACAAAACACTCCGACATTATTTT
GGACGGGTTTTGAGCGGGTTTGTGAAGCGGGGGCTGACGTGGGTCCAACACGCAGGGAGG
GTCCGTTCAG
>AU170079 ID   AU170079   standard; mRNA; EST; 328 BP.
GGATCCGCGGCCGCCGTTTTTTTTTACATATAAACATATGAACAGGAATCCCACACGATA
AAAGTTTCTTAAAAAGAGACAAACTCTTTGAAGGTGACGGTCAGACTGTTTGTTGTGATA
TCGGTAATGATGATGTTTCCCATGAATGGGGAGATGTTTTTAGGCGGGTCATTCGATTTC
TCTGTGGATTTCTGTGTTTCTTCCGTCACAGGAGGTGTGTCTTTGACAGCCGCCTCAGAG
TCGGGCTCTGGCTGCGCTTTGGCGTCAAGCGGGGACCTGTTTTTTGGACAGCTCAGGTCC
ATTGGCTCCTCCTGGTTGCCCGCCGCAT
>AU170084 ID   AU170084   standard; mRNA; EST; 359 BP.
CACAAGTCCATGGGCTTCAGCAGTCGTCATGGTGCCAGAGAAAAACAAAAATGAATGGCG
TTTTTGTGTGGACTTTAGAGCTCTTAACAAAGTAAGCAGGAAAGACCCCTACCCTCTCCC
ACGCATCGATGAGACTCTGGATGCAGTAGCGGCATCATCCTGGTTCTCCTCTCTGGATCT
GTGCAGTGGGTACTGGCAGGTACCCCTGGCTCCCGAAGCAAAACCAAAAACTGCCTTTGT
TATTGTTGGGGGCCTCTGGCAGTTCAATGTTCTCCATTTTGGCCTCTGTAACGCCCCCGC
CACGTTTGAAAGACTGATGGACAACGTTCTGATGAACATTCCTCGCTCAGAGTGTGTGG
>AU170093 ID   AU170093   standard; mRNA; EST; 402 BP.
GTTAACTATAGGAGGTACTCCAAGAATACATTAAATACATTTCACCGCATTTTCTGTCAC
TACGAGGGACTACCTGCTTACTTAGTTGTTATCTGATGACACGGATGGCTCTTCCAAAAT
AAAAGCATCCCGTCAATCTGGGATTTACCGATAATCCAGTCAGATATATTCTTTAAAATG
GTCGTGGAGGTGGAGAGTTTCTTTGGTGTGTACATGCTGTACTGCACGAATCCACGGTTT
AAAGGCCGCATCTACATCGGCTTCACCGTGAACCCGGAACGGCGGATTGGGCAGCACAAC
GCCGGGCGACACCGCGGTGGGGCCAAGAGGACCAGCGGGAGGGGGCCATGGTACTTTTGG
CTGTTTTCCCAGCATGCTTTAACCCACAGCAGCCTTAACCCT
>AU170094 ID   AU170094   standard; mRNA; EST; 901 BP.
AGACAATGTCCGACCAGCCTTCAACTAATTGTGTTCCTGTTCTGTTATTCTAGTATTTTC
CTCCATTTTTGCTGCTTAACTCCTACAATTTTTCAACTATTCAAATGTTCAGTTCTTTCA
GCTTTTTCCAACTATGACTTGGTCCTTCAAATCCTTGAACTTTTCAAGATATTCCAGGAT
TTTTGCCTCCATTGAAATACATGGGGACTCCTTGGTGCAGAAGCTCACTGGTTTGATACC
CGGCCGGCTCTGGCATTTTTCCTAAACATATCTTTTTTTGTTATTGTGCTGTTTTCACTT
TATTTATGGTCAACTTTGATCATTTCTTTATTTTTTTTTATTTATTTATTTTTTGCCAAT



TATTAGCCTTTAAATCTCATTTTCACCTAGCAATACAGCATCCAACCCTGCTCTGTCTTC
TGGAAACGCGGCTCCTTGTAGTTTCTTATTACATGTTTGTTGTTTGTAAATGTGGAACAG
CTATGACATCACAGCTGATGGGAGTCCTGTTGTTCTGCATGGTTGTTTTCAGAGGGGTCT
GTACGATGACGCCACCAGCAGTTTCTTTCGAAACGTGGACTGGAGGTGGGACGTTTGTTC
TGAAGGTGATCATGGAGTCAGTCAGATGTTGTCTCTTTGTATAATCTATGGTCCATCGCT
GTAGGAAAGGTGCTGCCTGCAGCGTCGGAGGCCAAATCCAGCATTTGAAAGCCAGAGTAA
GTTCCCCTAACGGAGTCAGGTTGTGTCCGAATTCCCCCACTAGGCCGTGGTTAGTGCACT
ATAAAGGCTGTTCGCCAGGATTTACAAAAGTTTCCTAAAGTCTCTGCGAAAACCAGTGTG
AATTGGTGAATATAAACCAAATTTGTGTCTGAACGATTTTTCACTACAAAAAAAAAAAAA
A
>AU170095 ID   AU170095   standard; mRNA; EST; 922 BP.
GCAAGACCGAAGATGTAGATCGCCAGCGTCAGTAGCTTCACAAACACATGGACTGTAGGA
GAATCTGTGCTACACAAATATTTTTCTTTTCTTTTTTTGGATTTACAATTTGTGGATAAT
TCCTCATTCTTCAGAAAAGAAAAGTCCTCCATCTCTGCAATCATTTACCCCCCATCAATG
ATCACCTCCTCACGTGGCATCCGTCGGTGATGACAATGAGCAAAAACCTGTGAGCTCGAA
AAAAAATCGCCTTAAACTTACTGACACTCTTGCAGCGCAGTCTTTCATTTTTTTCTCTCC
TTTTTTTAAAACAAACTTTTTTTTGTTATTTGTAAGTTGAAAGGTATTCTGAAAGCAAAC
TCTCCTCCATGTTCGGTGTGTACAAAGCAACGTGACTTTTCCTGCCAACTATCCCACCTT
TCTGTGGCAGAATGTGCTGGTTCTGAGGAAAAGTTGCATTGGGTTTTTTTTTTCCTCCTC
CAAATCCCATGTATGTTGCCGGCAACATGTGTTGTATCAATGCACATTGCCAAGCTAACA
TAATACGTGCACATAGAAAAATAACACAATGTAACAAAAAGCATCTGAAACCAGGACATT
CTTTTATAAGCCTGCAGTTTGTTTTCACTCTGTTTTAAAATTATTATATTATTATGATTA
TTAATGTTTTCTATAATTATTACACCACTATTATTATTATTATTGTTCTTTTTTGGACAC
GGTTACACAGAAATAGAGCTACATTTGACTTTAGCATCAACTTGATAATTCTCACAGTTT
CCTAAATGAATATGTTGCGTTTAAAATTGTAGTCAACTGTGGGAAATGCAGTGCTAAAAC
TTAAATGTTAGCTTTAGTTCACACCTGTGTGCAACTTTTTCCTCCAACCTTTGATTTTGC
GTCTTTATTCTCAATTTTTGGG
>AU170096 ID   AU170096   standard; mRNA; EST; 919 BP.
GTCAAGATGGCTGCCCACGGTTCCCTGCTCTCCGTGTTCAAAAGTATAAATCCACGTTGG
AACGGACCTCTGGGAAATAGTGTAAAAGTAAGAAACACACGCTCACACGCAATGTTTTTT
GCTATTATTACCCTACATGTACGCCCATGTTTTTCAAGTCATTTTGTTTTCTAAGCGCAA
GGTCATGTGGTCAGTATGTGAAACAACGAGCTACATTTCAGTCATTTATTTCCAATAACA
CGAGCTTTAGATACTTTTCCCTTCTGTTCCTCAGATATTTGGAACAACTTTTACAAACCA
TCGGAATAAAGCCACTCTCACTGTAAGTAAACACAGGCGGTCTCCCGTTATGGTCATTTG
ACACCCTGTTAGTGACAAATCATATTTATTCTTTCTTTATCTCTGTTGTTAGATATTGCT
TTACACTTTTGTGGAGATATGTGTGTATGTGTTTTTAATTTTTAAGTGTGACGTGTTTTC
ACAATACCGGAAGATAAGAGGTTATTTGTCTGTTAGTTTGCATTTACATATTTTGTTTGT
ACAAACCAACCTGACTCTTATCTTTCTGCTTTCATTGCCATTCATCTTCATACACAGAGA
GAACACATTGTAAGTAGCTGAGCTGTTGTATAGTTTACAAGTTGACATTATTTGTCCAAT
TGAAAACATTGTGGATTAGATGAAAGATCACAAGCCTAAAAAGGTTAATGTGACGCGTGT
CACATGTCAATATCACAGCCTCCTCCTGCTAAGTATGGAGGTCGGCACACCGTCACCCTC
ATACCTGGAGATGGAATCGGTCCAGAGCTCCTAAGTCACGTCAAAGAGGTTTTCAGGTTG
GTTAGATGTAAACATTCAACAATTTCTCTTTAAAAAGGTCAATCGGTTAAAAATGTTTTA
ACCAAATTCTGTTTTAAAT
>AU170100 ID   AU170100   standard; mRNA; EST; 827 BP.
TTTTTTTTTTTCATCTTTCATTTAGATCCTGTATTTGTGAACTTAGTGTTTCCTCTGTTT
ATCATCTTGTGGTGTAATAAAATGTGGGTTGTTGTAGATTAATGCTATGTTATGTGTATT
GTTTTCATGTTTTTCATGTTTCATGTTTGCTTAGACGTATATGTAGCTGCGGGTTTTTCA
GGGTTTTAAAATAGGATCTTTGTCATTCACTAGCAGTGGAGTTGAAGTGGAGGAAAACAC
GTAAAAAGGAATTTCAACACCATATCGCATTAGAACAAAAACCCAAAAAATATTTTCAAA
CTATCTGCATGCTATGACTTTCTGATTTTGAACAAGGATGGTTAAAATTCCTTTTCTTGG
CATTCATCTGAAACCAATGTGTTTTGACCTGAAAGGGGGATGTCACTTTTAAATCTGGTC
AATGAAAGAAGTTGTGGAGGTGATTGTGTGGCGTGGATAAAAAGAAAAGTCAAAACCAGA
AATGTTTTGGCTTTTCTTTTTATTTGCGCTACACAATCGCTTCCATAAAAAGTTACTTTG
GAGGACACAAATTTGTTTTTTGAACCAAAATGTGCTCGTCTCCCTTCTTTAGAGGATGAG
TGAAATGGGTGACTCTTCAAAATTGTGTGATCAATTTCTGTTATATGGCAAGTGTAACAT
CTACTGGTGAAACATAAAACTACATTTAAATAAAAATCCCACTTTCTTTTTTCGTGGATT
AAATGTTTGGACAAATCTGGGAGTGGATAACCGCTGTGTTGTTCTAATAGGGAAAAGCAT
AGGAAATAAAATAAAATAAATTAAATATTAAAAAAAAAAAAAAAAAA
>AU170102 ID   AU170102   standard; mRNA; EST; 438 BP.
CAACCCTGCACCCGGTCAAAGTCACAGTCAGCACGCCCCTCCACCACCCATGCAGCAGCC
ACCCCTTAGAAGACAACCAGGGATGCAGCACAGCACCAACAAAAATGCTGGCTGTGGTGC
AGCTGGCCCAGGGATGTGGGGAGGAGGAGGCGGCCCACAAACTGTGGATGACGGCACAGC
TGCTTGGGGCAAAGTGGCAGATGCAAGTTCAGGTTGGGGAGAACCAGATGACGCCGGCAA



AACATCTGGCTGGAAGAACCCTTCACCCAACCCTGGAAAACCTGGAGGGAAGTCTGTTGA
AGGTTGGGGAGGAAAAGGGGACAGTTCCATCTCTGCCTCCAGACACCCCAGCTGGGAGGA
GGACGATGATGGCGGTGGAGTGTGGAACAGCACCGGCTCCCAGGGGAGCGGCTCCTCCTT
CAGCTGTGGTGGGTGGGG
>AU170106 ID   AU170106   standard; mRNA; EST; 935 BP.
GAACATGAAATCCTCTCCACCTTTATCCACTTCTGTCATGGTAGGGAGAACACGTCAATG
GTCATCTTGGTCATCAACCCTTCTGCTAACCTATGGGGTATAGGTTAGCAGAAGGGTTAG
AGAAGGAGCTCTGCTGTTTTTCCAGAACAGGGTGGAGAGGATGCTCTGGGTTGTCCATGA
TGGAAAAAAGTTTGTTCAGGGACCTCCTCTCCACCACTACTTCAAATGTTTCTTGTTTGC
AGCCATTGATAGAACCCGCCGTTCTGATTAGCTTGTTCAGTCTGTTGGCATCACTGACTG
CCATGCTGCTTCCCCAGCAGACCACAGAGGAGAACAAGGTTCTGGCCACTACAGACTGGT
AGAGGACCTCCAGCATCTTGCTGCACACATTAAAGGACCTCTGTTTCCTTGAGAAGTAGA
GTCCACTGCAGGCCTTTTTGTACACAGCAGTACTATTGCTCCTCCAGTTCAGTCTGCTGT
TGATAGCTATTTAAATATCCCAGATATTTGTACTCCTTCACTACCTCCACATCCTTGCCC
AGAATGCAGAGAGGCTGCAGGACTGTCCCTTTCTTTTTGGAAGTCAATCACCATCTCCCT
GGTCTTGTCCACGCTGAGCAGCAGGTGATTCTCTCCAGCCTACTCCACAAATCCGTCCAC
CAGCCTCCTGTACTCTTCCTCCCATCCACCGCTTATACACCCCACAACAACAGCATCATC
AGAGAATTTCTGTAACTGACATGACTGAGTTGTGCTGAAAATCTGAGGTGTACAAGGTGA
ACAGGAAGGGAGTGAGCACAGATGTGAATGAATGAGTTATTCATTCTCTATTTATTAAGC
ACCGTCCACCACCAGTCAAAGAGGCCCAAAGTGCTGTGCACAGGTAGAACAAACACAACA
TTAGACAATCATAAAACAAAAAAAAAAAAAAAAAA
>AU170107 ID   AU170107   standard; mRNA; EST; 792 BP.
CACGGGTCCACCTTCTGCTTACAGGCGGTACCTTGATAACCTTCGGGACAGTAGCACCTA
GGCCCAGCCAGGCTGCTGAAACAGGTGGCTCCATTCCTGCAGGGCTGGGAGAGGCAGTGG
TCAACCTGCCGCTGGCAGCGCTCCCCTTCATATCCTGGCTGGCAGGTGCAGGTGAAGTTG
AATCCTTCACCTCCTTGTCGGACATCTGTGCAAGAGCCATTGTTGCGACAAGGTCGACGG
TGGCAGGCATCAAACTCCTCACAAAAGATTCCTGTGTAGCCGTCCTCGCACTCACAGAAG
AAGGTGCTCTCAGAGGGTTGCGTGATGCATTTGCCTTTTCCAGAGCACTGAGGGTCACTG
AAGCTGCTGCCGGGCTCCACACAGCTGCTGGCTTTCACCGTCAGGTTGAGGCGCAGGGTG
ACCTCTGGGGCTGTTGGAGCCCCCACACGGATTAAACTGAGGAAGTAGTTCTGTCCCAGA
GGCAGGAGGTTGTCTGGCACCACCAGTCCATCGGGGGCCTGCAGGAACCACGCGGTGGTG
CCGTTTAGAATGGAGGAGCACAGGAAGCCGTCTTCACTCACTCGCCAAAGCACCGGGGCT
CCACTGGCATTCACTATAACCTTCACAGCGCTCTCTTCAGGCACCTCCACGGAGAGCGTC
AGAGTTCTTGATGTCAGCTCACAAAGCTCAGGGCTCAAACAGTGGAGGCCCTCCGTCACT
CTGTCCGCCTCCCATGGAACTACCAGCAGCCTTCTGCCCAGGTTTTGGTTGCCATGACGG
CAGGGTGGGAGG
>AU170108 ID   AU170108   standard; mRNA; EST; 825 BP.
CTCTGGTCAGCCTCAAAACAGGCAAACTGGATGCCTTCATCTACGATGCTGCAGTGTTGA
ATTACATGGCGGGCAGAGATGAAGGATGTAAACTGGTGACCATTGGCAGCGGGTACATCT
TTGCCACCACTGGTTATGGCATCGCTCTGCAAAAGGGTTCTTACTGGAAGCGACAGGTGG
ATCTGGCCATCCTTGCCATCATCGGAGATGGTGAAATGGAGGAACTAGAAGCACAGTGGC
TCACTGGAATTTGCCACAATGAAAAAAATGAGGTGATGTCAAGTCAGCTGGACGTTGACA
ACATGGCGGGGGTTTTTTACATGCTGGCTACAGCCATGGGACTGTCCCTGATCACCTTTA
TCTCTGAGCATCTCTTTTACTGGAGGCTTAGATACTGCTTCACCGGAGTCTGTTCTGGAA
AACCAGGTCTTCTTTTCTCCATTAGTAGGGGGATATGGAGCTGCATCCATGGAGTCCATA
TTGACATGAAGAAAAAGACAGACCTTGACTTCAGCCCTCAGGACAAAATGCTCAAGCTCA
TTAAGTCTGCCAAACAGATGACCAACATGTCTAATCTAGGTGGGTCCCGCATGAACTCAC
CCAAACGTGAATTCATGCACTCAGCTGGCCCCATGATCATGGACATGATGGCAGAGAAGG
GCAACTTCATCTATGCTGATAACCGCAGCTATGCCCCTAAAGACATGATCTATGGGGATA
GCGGTGACTTGCAGTCTTATTTCGCCAATCGACACAANGACCACCTTAACAACTACATTT
TTCAGGGTGGCCAACATCCTCTGACCCTGAACGATGCCAATCCAA
>AU170111 ID   AU170111   standard; mRNA; EST; 498 BP.
TTTTTTTTTTTTTTTTTTTTTGCTCAGACAAAAAGCGCCTTTTATTAATAAAACATGAAA
TGAGACGAGGCGGTGACTCAAGGCANCGACTATGACTACTCTTTTGGCCTCAATGCTTTT
ANCCTGTGGCACATCAACCTAACTTTGCCTTTGCTCANAGCGAGACACGTCTCTACCCTC
GGCCTTGATGAAGTCAAGTCTTTTCCGATAAGCGGGGAAGGGCTTTCCAAACAAACCTCA
AAATTCTCCTCTTCTCGTATATATGAAATTAAGACACAGCTGATATTTTGGTCAGTTAAG
AATAAAATAAGGAAGTATGACAGATGCAGAAAAAAGGAAGGCTGGCTGACATCATNTTAA
GGGCTCCAGGTTAGGCCTATGAATCTTTGATCCATCTCTTTCCAACTTGTCACGCTCCTC
CCTACAACTGAGTGAGGGAAGTACCACTTTGTCCGTCCTTGCTCCCTCACACATGCATGC
ACACACACCCTTGACATG
>AU170117 ID   AU170117   standard; mRNA; EST; 896 BP.
CGCTGCCTCTGCACGCTGACTCCGGTTCGGGTCCCACAGCACCGAGCCCGTCTTGGTTCT
CCGTCCCGCCTCGGCATTGGCTCCTACACGACTAATTATGTAAATGTATTTGCACGTCGG



ACGAAGAGGGAGGACCCGGGGAAGGGCCAGTCGAATGCTACGTGTCTTGAAAGTCCCTTT
AAAAATCTCAAATCGCCTCGTTCTCCGTGCAAAACTTTTCGGTGCCAACAATTCCAGGGA
GCGCACAGCACAGGCCTGCCCGTGAGAAGAGCTCCGAGCCCGGTGTCCCGCAGCGTTAAC
CCGGCGTTAACCCCCAGCAACATGTCCGGAGTGAAAAAGCTTCGTACGGATCTCAACCGG
GCGACCAATGTGGTGTACCAGGCCCACCATGTGAGCCGGAGCAAGAGGGGGCAAGTAGTG
GGCACCCGAGGGGGATTCAGGGGCTGCACCATCTGGCTCACTGGCTTGTCTGGCGCTGGA
AAGACTACAATCAGTTTTGCTCTGGAGGAGTATCTAGTATCCCACGCCATCCCTTGCTAC
TCGCTGGACGGAGACAACATTCGTCACGGTTTGAACAAGAATCTGGGCTTTTCCTCTGAA
GATCGTGAGGAGAACATCCGGCGTGTTGCTGAGGTGGCCAAACTGTTTGCTGATGCTGGC
CTCGTGTGCATCACCAGCTTCATCTCTCCTTTTGCACAGGATCGCAGTGAGGCGAGGAGG
ATCCATCAGAGTTCGGGGCTGCCATTTTTTGAAGTGTTTGTCCACGCTACTCTTGAAGTG
TGTGAAAGCAGGGACGTTAAAGGACTTTACAAGAAGGCCCGTGCTGGAGAGATAAGGGAT
TCACAGGATTGACTCAATTACAGCGTCCTGAGGCACCGGAGCTTGTCTGAAAACTG
>AU170122 ID   AU170122   standard; mRNA; EST; 815 BP.
CGGTGCTGCCCCTAAACTCTGCCGCTCCATCGGGAGGCCTCGCAGAATTATTCTGCGTCC
TAACTTCATTTTTTTTGCATTTTCCCCGCGGCTCCATCTTCGTTTACCTCTGTCTCAGAC
CTTCCAGTTTCTCAATGGAGCCCCCGGCAAACTCTACAAACAATCACACAAGTGCTGAGG
ATCCATGGGAGATCACGGACAAAATCCGACTGCGGCGCTTCCTCTGCTACGGCTCAGAGG
GAGACATTTTCACTGCCAAAGGTGAGAGTCACATCAGCGTGGACAATGCTGAGGCCCTGC
TCTCCTTACTTCAAGAGGAGGAGGGTGGTGCTGAAGTGGTGGAGGAGATCAGAAGGTTTG
TGCAGGAGGGGCTGGCCGTTCGATTAGGCCCCACTTTTTTTGCCCTGGCTTTATGCTCCC
AGCACTCCAAGCTAAATACCAGAAAGGCAGCATTCAAAGCACTGAAGGACATTTGCTCGG
ACCCTGCCCATTTGTTTGCTGTTATTCAGTACAAAAAGGAACTGAGAGAAAGGATGGAGT
GTGGGATCTGGGGGCGCGCCCTGAGGAAGGCGGTGTCAGACTGGTATAATAAGCAAGATG
CCATGGCTCTAGCTGCAACTGTGACTCGATGTAGGCAGAGAGAAGGCTGGTCACACAAGG
ATCTTCTCAGACTGTCTCACACCAAACCATCCACAGAAGCCGTTGCCCTGATCAGCAAAT
ATGTAACAAAAGGATGGACGGAGGTCCAGGCCTACTATGCAGACAAAGAAAACTCTGACG
AGGTGGTCAAAGTGCTCTCATACCTGGAAGCGGTA
>AU170127 ID   AU170127   standard; mRNA; EST; 738 BP.
CTGACCTGCTAAACATTGGCTCTGTCCCACGATTCACCAGGAAACTAAAAACAACCTTTT
CCAGTTTGCATATTTCCTCCCATAACTTACCATTCCTGGCCTGTTTTAAAGTGCATATTT
TACTGTACATTTTATTGCTTTTTTAAATAATTTTTAACCTTCACTGTTTTATGTACGGCG
ACCTTGGGTTCCTAGAAAGGCGCCTAACAAATAAAATGTATTATTGTAATAACTTTATTA
ATAACACACACCGCTTTTCTGAGTGGTGTTTGACAAAACACTTATTTTCTCTGCACATCC
ATCTTGTAAAAGTTTGGACGTTTGTTTTCCGGAGAAAAACCAGGCAGACTATGATGATGT
CATGAAATGGGCGGCACCCAGACGGGGAGAAAGGCGGAGCCTCAGAGATCGAGTCGTCTT
ACTTATGGTTTGGAAAGAACCCAGCAAAATACTCAAACTAATCTTTAATTAAAAAATGTT
TTTAAAGTACCAAAGGTAATAAATAATCAAATATATGGATGTTGTTTACCATAAAAGGCT
TAAGAATAATATGCTACAGGCCCTTTGAGGATTTTGAGGAATGATAAATATAGAATAAAT
GTGAGCCTTTTTAAAATATTTTTTGTTTTGTTAGTGAATGTCTTAGTTTTGTTATTGTTC
TTTTTTATATACAAATAATATGTATAACACTTTTGAGTTACATGTGTGAAAAGTGCGTTA
TAAAGTTTGATTTGATTT
>AU170128 ID   AU170128   standard; mRNA; EST; 705 BP.
CCGATGTCCGGGTGGTTCTGCTACTCCACGGCTCGGAATCGACCCAGCGTGAAACCCGAA
CCTGTGCTGCGGCTCGCGGTCTCGCGCCTCTGTAGAACGGGAGGCGCGTGCAGAGCGCGT
GGCCGCCGGTGACGGAGGAGGCGGCTCGCGCGGCCGCAGCGCTCTTCGCCTCGCTAGCTT
GCAGCTAGCTTTTTGCGATCCCGATCTGACCCGCTCAGAGCCCCATGAACCCGCACCTGC
GGGTGGCTGCGGGGCAGGTCGTGTCGTGGTTCCGTCGGGGGTTGCCTGGCAGGATGATAG
TTCTCCTGGGCTGAGTTGGTGACAGAGCGGCGACACACCGCAGCGGCACCAGCTAGCATG
ATCTGGGAGTTCCCTCCTCACCGGAGCCCGGTTGCTTGAGACTGGTCCCGGGGCCCCGCA
CAGTCTGATGGAGCCCTTTTTGCAGATCGCGCCTCATTCCCTGGCCATCGTGCTGAGCAG
GACTGGCGCAGGGGAGGCGGCCGGAGTGTCCGAGAGCGATGAGCTGCCCCGGCACCACAC
TGGGTACGAGATCTTCGCGAATTTTAAGGCGGAGAACTCCCAGCTGCACGTGTGGAACCA
GCGGGTCAGCGAGGCCGTGTCCGAGACGTTCTTCCTGGGATGGATCGACGAGCATGTGCT
GCTGATCCAGGGGAAGGAAGACCACCTGTAGGCGCTGAGGGAGGG
>AU170133 ID   AU170133   standard; mRNA; EST; 458 BP.
AGTTACTTCTGGGTGGGATGTGGCTCACAGGCTGATTATTATGAAAAATAATTAACACTC
TACTTGTGTTTGGGATGTTGGTTTAGATAAATGAGGATAAATATTCTTCTCTTTTTCAGG
AAAAAAGAAATTNTTCCGCTTTCGCTTTTTGGGCTTACCTCTCCTGGGAATCAGCAAACA
GTCCTTACCTCAGGAGGACCCAGACGCAGTCATGGTGGACTCGCCGCACCACAGCGACGG
CTCTGTGGGCACCCGGGACTACCAACTGCCCGCCACCCGTGAGAGCTGCAGTCCCACCTA
CGGGAACGACACGCGCGCGCTCATTGGGCCCAGCCACTGCTNCACGCCTGTGTCCGGACC
TCTAGATCACTCTTCGCCCAAAGGAGCCTGGGATCGGTTGTACCCGGACAGGCCCACCGC
CGAGACCCATCATAAGAGCCAGGAAGCCACACTTATAA



>AU170134 ID   AU170134   standard; mRNA; EST; 563 BP.
TTTTTTTTTTCAAGTCACGTAAGATCTGTTGTTACTTTCTTAAAGTCATTTAGGCATTTT
ACCTTCCAAAATGATCTTTCCTGTTAAAATCTGCTCCTACATTTAACAGCAAGTTCAGAC
ACTCCAGGTTTCCTCCAGCTGCAGCTGCATGTAAACAGGTCCTTCCAAATTCATCGGGGG
TGTCTATCACAAACCCTGAGGACAGCAGCTTCCGGCAGCAATCCGAGAAGCCGCTGAGAG
CAGCCAGATGCAGAGGAAGCATCCCGTGAATGCCTCTCCTGGCAGTGTTTGCTCCATGTT
TAAGAAGAGCTGTGATGATGAGTTCATGGCCATAGCGGGCAGCGATGTGAAGAGCAGTGT
TTCTGTTCTTGTCTTCACAGTCAACCTCGGCTCCTATTAACACATGAAATCATTTCAAAA
GTTCTTTAAAAACAAAAGAAATGTATAGAAAACCATGTATACTGTACAGTGTGCAGGAAC
CAGTAAAAGTAGCTGCTGCTTGATGCATGAAACTGAAAGCCCAATGGGAAGCTCCTACCA
TTTTGAATGAGAGCCTGGGAGCA
>AU170141 ID   AU170141   standard; mRNA; EST; 781 BP.
CGACAGGCAGCCATCCTCGCCGGCTTGTGTCCTTCTCCCGTCCCCGCCCGCAGCGCGTCG
TCTCCCCGCGGCAGAGCAGCAGGCGCTCCGGTCCGGGGCGGTGGCGGCGTCCGTCATCTC
CATGATCAGAACCTGGACCGAAGCTTAACATCCGGACCTGACGGGACAGGACAGCTTCTC
CATGACGACAGAGACGGCTTTGGCTTGGGAAATGAAGACGGCGATGGAGGCCGATATCGG
GAAAACCAGTCAGGTTCAAGAGGACCATGGGGAATTGGATGATAGTTCAGAGAAGACCCC
CAGCAAAGCCTCCAAATCCCCCCAGAAAACTACTAAACGGCTTAAGACTGTGCCAGTCAA
AGTCACTCTACTCGATGGCTCAGAGTACAACACAGGAGTTGAGAAATTTGCAAAGGGTCA
AACCCTGCTGGACATGGTGTGTGGCCATCTGAACCTGCTGGAGAGGGACTACTTTGGCCT
TTCTTTCGTGGACACAGACAACTCCAAGAACTGGTTAGATCCATCCAAAGAGATTAAGAA
GCAAATTCGAGTTGGTTTCTGGAATTTGGGTTTTTCTGTCAAATTCTACCCTCCAGACCC
GTCTGTTCTCATTGAAGACATCACAAGGTACTATTTGTGCCTGCAGCTGAGGGATGACAT
CCTGTCCGGTCGTCTCCCTTGCTCATTTGTCACTCATGCCCTTTTGGGCTCCTACACAGT
CCAAGCTGAACTTGGGGACTATGACCCTGAGGAACACGGCCCAGACTATGTCAGTGAATT
T
>AU170144 ID   AU170144   standard; mRNA; EST; 305 BP.
TTTTTTTTTTATTGTAACTGGTTGTTTTCTTGTGCAGAGGTACTCCCTTCCTGCTCGCTG
TCTTGACCTTTATGTATGCACTTAGAGGAATTGGCATTCATGGGGCTCTGATAATTATGC
CTTTACCCCAAGCAAATGATGGAGTTCTGGATTATGATTTCAATCTAAAAAGAGATTTAA
GTAAGTAAAGAGCAATGCTATTTAAATTCTTCATATTTAGAGGTTGCTTAAGAATGCACT
TATGGAATTGATGTGCAACGCTTTTAATACAGCTGGTTGGGTGTATTTTTGGTCAGTTTA
CCCTT
>AU170145 ID   AU170145   standard; mRNA; EST; 537 BP.
CTGGTGCTCCTCACAGTCTCTGAATGTGAGAAGAACGTCACTGGACAAATGGGTCAGAAC
ATCACTCTGCCCTGTAAATATGACAGAAAAACCAACGGACCTACAAAGATGTGCTGGGGT
CGAGGTCCTCTTCCTAGCATTGGCTGCAGCAACCAGCTCCTCGCCACAGACGGACATAAA
GTGATCAAAGAAAGCAGAGCTTCCAGCAGGTATCAGCTGCAGGGACGACTGGATGAAGGA
GACGTTTCTCTGACCATCATGAACGTCACAGAGGAAGATGCTGGACTGTACGGATGCAAA
GTACAGATTAGTGGACTGTTCAATGATGAGAAACATCATGTCCACTTAACTGTTAACAGA
GCGCCACTTTGACCTCCACACCTTCATCAGGAACAACATCTTCATCATCAGACATTCATC
AGACCACAGNAGCCACTCCAACTTCAGTTCCTTGTCCTGCAGGTCACATGACCTCAACAG
ACAACAACTGCTTTACTGCTTGGACTGCTTTAGCCTTGGAGGACTCAGATAAGGGCG
>AU170146 ID   AU170146   standard; mRNA; EST; 719 BP.
CGCTTTTGTGCGTCATTTTCTGTGTCCATCCAGACTCCATTCATGATTCATAGTGGTTAC
CTGTTCTTCCCAAAGGTAAAATGCCAAATGAGACCTCCAGCTCTCACTTTAGATTCCAAT
TATTAACAACATTATCTCAGAAATTATCTGTATAATTATGAAGAGGATTTTTTTCTGTGA
CTGGAATACACCAAATACGCTCATTTGATTTCCACGAGAAAGTAAGAATTTAAAACTAAA
GACAGTGAGAGAATTTAATCAACCGGCTTGCTTTGCAACTAAACGATGGATGTGAAAATC
TTCCTCTGAGCTGTTCTTTTGCCCATCCCAGCACACCTTATTCCACCTTTTGCACAGGTC
CAAATACCCTTCACAGCTGCAGCCTTTAGCAAGAAAAACCACAGTGTGCAACGCCCATGC
AGAAATCCAAGTCATCCCCATTTCCCTCCTGCAGATGTCAGTGGTGGACTCCAAAAGAAA
AGCTGGGCTGTCAAAGCAGCTTTTCACGTCCATGACAGATCCAATTTAAAAAATGTGCCC
TCAAAGTGCTCAGAAAAGTGCTTTTGTGAACATGGTCCTCACTGCGAAAAATAACCGCAG
CTCCACTTGTAAAACCGGCACAGCATGAAATAAAGAAACATGGCAGGTAATCATCCAACA
CTAGAATTATCCCCACTATCTATCCAACACAGGAAAAGTTCGATTAAACCAAAAGGCGT
>AU170150 ID   AU170150   standard; mRNA; EST; 508 BP.
GCGGGCCGTTTTTTTTTTTTTTTTTTTTATTTGGCCAAACAGTTTTACTAAGAAACATTG
TTATGGCTTTGATCAGACAAGCTTTTACATTAACAATCCCCAACCAAATTCCTGTTTTAT
TTAGCTAATTTAGCATTTGGTCCTCACATAATTGCAGTGCCAAGTGTTTCAGCAAATTTC
AAAATCCCTAGTCTTTTCAGCCAACTTAACAATTAGCTTAAATATCATGTTCCTGCTCAG
GTCAACCTTTTGTGTCAGAACGAACTTCGGCTGCACTGGTTCCTGTCTGAATGATGGGGC
CGAGGTGCTCTGTGTCTCTTTCTTCACTGTTTTTTACAAAAGCTGGGCATGTCAGCACAG
GGAAAACCCCCACAAAACCTCAGTCCACAGACAGAAGATTGACGGCCAAACTGCTTCACA



TCGTTTTAGTCTGAAAAAATCTCCAAACACTGGGATCTAAAGCTCAAAGTCTTCCAAGAG
TGAGGAGAGCAGCCCTCATGTGATGAAG
>AU170151 ID   AU170151   standard; mRNA; EST; 327 BP.
GGGACTCGGAGGTGTGGGCTGCCAACCGAGCCTCAGACCTTCTTGCCATGTTGGAGGCAG
GGGGAGGTGGAGATGAACGGTTACCGACGCCTTCCCGGTGCTCCTGAAATGCCCCCGCTG
CGTCTTCGGTTCAGGAAGCGGATTGATTGTTCGTTCACAGAGCGCCACGAGGCGAGCGTG
TTCGGTTCGGCGCAGGATGATAACAGCCCACCTCGGTACTGTGATGAATAACAGAAAGGT
CAACTCTTATCCATAGACCCGGATGTTTGCATGCTTGCTCAACTTAGAGTCAACATGGAG
AAGTCCTTGGAGTTAAACAAAGCAGGC
>AU170155 ID   AU170155   standard; mRNA; EST; 647 BP.
CAGGAGAAGAAGAAGCAGTCTCAGGTTCCGGACGCTCAAGTGGTGATGTCCCACAACAAA
GAGAGGCGGTCCAAACGCGACGAGAAGCTGGACAAGAAGTCTCAGGCCATGGAGGAGCTG
AGGGCCGAGCGGGAGAAGAAGAAAAACAAAACGGCCGAGCTGCTGGCCAAGCGCGAACCC
CTGAAGACGAGCGAGGTTTACTCTGACGACGAGGAGGAAGAGGAGGAAGACGACGATAAG
TCATCGGTGAAAAGCGATCGGAGCTCGCGCTCCTCGTCTTACGATGATGATGAGAAAGAG
GAGACTCCACCAAAGTCGCAGCCGGTTTCCCTCCCGGAAGAACTCAACCGCATCCGTTTG
TCTCGACACAAGCTGGAGCGCTGGTGCCACATGCCCTTCTTCGCCAAGACGGTGACCGGC
TGCTTCGTGAGGATAGGGATCGGGAACAGCAGCAGTAAGCCGGTTTACAGGGTCGCTGAA
ATCGTGGACGTGGTGGAGACGGCGAAGGTTTACCAACTGGGATCTACACGGACAAACAAG
GGTCTGCAGCTGAGGCACGGCGCGGACACCCGGGTCTTCAGGCTGGAGTTCGTATCCAAC
CAGGAGTTCACCGAAAGTGAATTCATGAAGTGGAAAGAGGCGATGAT
>AU170156 ID   AU170156   standard; mRNA; EST; 669 BP.
TGAACACCGAAATGTTTACAAGGACTACCGTCAGCTGGAGTTGGCCAGTGAGTCTCAGGA
AGAGGTGGACAGCTGGAAGGCGTCTTTCCTGCGTGCCGGCGTGTACCCTGAACGCAGCGT
GGTACTCCTGAAAGCTGCGGATGCGGCGCCACCACACTTACTGAGCGCCGCCATTCCTTC
CAGCACGTTGTTATTTACAGATGACTGTTTGCACTAATCTCTCCTTTTCCCATGGAACAA
CCTGCAGGACAAGGAGAAGGCCGAGGCAGAGGACTCGAACTCAGACAGCCAGATCCACAG
TCTGGATCCTTCAGCTGGAGCGACAGGTGGAGATCGTCAGGAATCTGGTGGACTCGTACC
TGTCCATCATCCACCGCACAGTCAGGGACCTGATCCCCAAAACCATCATGCACCTGATGG
TCAACAACACTAAGGAGTTCATCCATGCGGACCTGCTGGCTCATCTTTACTCCTGTGGAG
ACCAGAACACCCTGATGGAGGAGTCCCAGGAGCAGGCCCAGCGCCGAGACGAGATGCTCC
GGATGTACCACGCCCTTCGAGAGGGCCTGAACATCATTGGTGACATCAGCACCACCACTG
TCACCACGACTGCGCCGCCGCCTGTGGACGACTCGTGGCTGCAGGTGACAGGGATGCCGT
GTGGACGCA
>AU170162 ID   AU170162   standard; mRNA; EST; 748 BP.
AGATACCACAAGTCGAGCCCCCCCTGCATGCTTCATCATGGCAACACTCTGACCTGAGCG
GATTATTATAGCATCGATAGGAACGGAGCGGAGCTCCGTGTCATCTCGAAACGCCATGAG
CACTGTTCACTCCTGAGGAAATCTGGAGGCGCGTGGAGGTTCACCGCGCGGGGACAGAGC
AGATTACCGCGCGCCACGGACGCTGTCCGAGCTAATGGGATCGACCAAACTAGCTGTACT
TGTCTGCAGATGAAAGCTTCTGCGGTCCTTGTTGGCTGAGTTGTCGTGGAAAGAAACCAG
CAAGCACGCGCCTGACAAATCCTCTGCTCAGTCAGGTCCGGGGAACTGCAGCACCAGCCG
CTCTACTGGAGCACCATCCCGACGCACTCTGGGGATGGTGAGTCACACCCTGTGTCTCCA
GGATCATCTCAGTGAATAGCCAGTTACAAAAAAGCTGAAGGATTTCAGTTCAGCTGGTAA
ATAAAGCTCTCTTCCTTCCGCGCAGCGTGGGAGAAAGTGCCACTGCAGTGCTGGTGTGAC
ATCTCTGTAAAGGCTGATAAGTGGAGTGAAAGCAGCGTTGAGCGATCATCTTTCCTCCTG
AGCTGCTCACCTTTCACGCTGTGGCCCCACAGCCAGCCGTGAGAGTTGGACTGTCAGTGG
GAATGCACTCTCGCTGCCATGTGGACGGAGGAGCAGCAAGCATCCATGCTAACCCTCTTC
TTTTTGACTCACACTTGAGCTTCATGTG
>AU170163 ID   AU170163   standard; mRNA; EST; 608 BP.
AGAAATTACAAATAAAATGTAAAAAAAATAATAAAAAAAACAGGAGGAAAAAGCAGCACT
GCTAAAACCACAATTCTGGAGACTAAAAGTGAAATTTTCTTATATTAACTTGAACTTTTG
GATTCTGTCACTGTGTTTTCAGACCAAAGTACCGGTAGATTCTAATCCAGGTTAGATGTT
GCTGCTCTGCTTCCCTGTTTGTTTACCCTGAAGGTCAGGAAGTGGCCTCCAGATTTCAGT
GGACATTTCTGTGATTCCAGTTCTATCTGGAATCTATGTTAGTTAGTTCTGTATTGGGGA
TAAACGTTCACGCCTCGGCTGCGGTCATCTGAGGAAACGGTGTCTCTGTGAACCCTTGTC
TTCCACCTGAAACTAGAAGTCAGACAGAAAAAGCTGCAGCAGGATCTGTGCTCACCAAGA
AGCTCACTCCAGAACCGGGTTTTGGACCTTTAGGGCTTCAGGTGAAAGTGTAAGAGACGT
TTTCGTCATATTCTAAATGAAATCCCACAGAAATGTTAGCAGAGCCGTCCTACTAGCCAT
GTTTCCTCCACTGCAGCCGAGACGTTGATTCATGATCAAAAATAAACAAAAGCTTAGATG
AATCTGGT
>AU170166 ID   AU170166   standard; mRNA; EST; 681 BP.
CAGCAGTGTCCCTCTGGGCTTTTACATCATGGGCAGCATGCTGATGTTAATTGGTGCTAA
ATACATTGCAGGTGACAACTAATCTCCTTGCGGTGGGTGAAGCAAAGCGAAGGTGGGGAC
CACCACCTGCGATTGAGTTTCTGCAGGCTCCCATTCCAGAAGAATCCAAGCACTAGATCC



GCTTCACTAATTTATTTATAGCTGCATTTATCTGTGGAAGATGAGAACTTCTTTCTTTTT
TTTTTAAACAAAAATTAGGTGAATTTGGAAGTAGAAGTCATCAGCTTGTTCATTTGCATC
ACTCGTCGTCACGCAAAGTCCAGACCGGTTCTCCAACAAACGTCAATTTTATAGCAAAAA
AAAAAACACACAAAAAGTTTTGGTTGTTTTTCTTGGCTTTGCTTAAACTTTAAGTTTAGT
TGCGTTTCTGAGGAGATGGTTGACCTCAAAAGGAGAGATAAGTTCAAATGAAGAGCCTAT
TTTAAGACAAACGTTTACTACACTGTGTTTGTGTTTGGAAAATGTGAATATCAGATTTAA
TGTCATGTTTTGGAAAAAAAAAAAAGTAACCTCATTCTTACATCTTTGGACTAATTGAGC
TAGAAACATCAATAATACTTGAACTAATTTCCAATTTCTGAGATCAAATCATTAAAAAAC
AACGTTTTTTTTAAAATGTGT
>AU170167 ID   AU170167   standard; mRNA; EST; 596 BP.
GGATCCGCGGCCGCCGGTCGTCATGAGCGATAAAGAAGGAAGTATGGCCACCACTGTTGC
TGTCAGCCCCAGTGAATACCTTCAGCCCTCCTCTGCTTCCACACAACAGGACACCCAGCC
GTCCCCTCTGGCCCTGCTGGCGGCCACCTGCAGTAAAATCGGCCCTCCCGCCGCTCAGGC
CCCCGTCACCTCTCCGCCGGCGCAGCCACAACCCCGCAGGCTCCTCCCCATAAAGCCGGC
CCCCATAGCCCCAGCTCCTCCCAAAAACATGGGCTTCCTGTCGGCTAAGGGGAATGTGAT
CCAGCTCCCCGCCGGCCTGGGCTCCAGCGCTCCCGGCAGCCCCATCGTCCTCACAATCCA
GCAGAGTCCTTCCCGCTCCAGCGCCTCCGGCCCGGCTAACATCCAATACCAGGTGGTGCC
GCAGATCCAGGGACCGCAGACTATTCAGATGATGCCACAGGGGGGTCAGATCCAACTCAT
TCCAGGCACCAACCAGGCCATCATCACCGCTCCTATGACCGTGCCGGCTCCGGCCGCCGC
TGCTCCAGTCACGCCGCAGAGACGGTAGCCATCAAGCCGTCTCTGAAGGCGAAAAA
>AU170170 ID   AU170170   standard; mRNA; EST; 708 BP.
GTCAAAGGGAAATCTCAGAAGTGGAAAGACGTGAGGAGCAAAAGATGCAGACCCTCCATC
AAGTCCTCTGATCTGAACTCCAGCCCCGTCATGGTCAGGGTGGTAAAGGAGCATCAGGTC
TCTGCCAAGAAAAAGCCGGCTGTGAAGAGGCTAAAAAATAAAGCAAAAACGGTCTCTGAC
CACAACAAGAGCAAGCCTTCGGAGTCTGGAGTTAGGAAAACGAACCCTCAGACTAACGGA
AGCTCCATGTTCACTTTGGATGAGGAGGGAGAGGACCTGCAGCAGTTGAAGGAGTATTCC
CAGATAATTCACAGAAACGGATTGCAGACCACAGGGGAGACGTGGGATGTCAAGTTTGGT
AGACTGGAAGGAGAGGCTCTCCATCACTGTGCACAGAGAGATGATCGACAGAACCATGCT
GTGCTGGTCATGCAGCAAGATCAAACCTTATGTTTCAGAGGGAAGTGCTTTTTGACTTGT
CTCTATGGCCGTGTGGAAGTGATGGGATTCACCATCGAAGAGGGCCAGAAGTCGTACCCT
GTTTACTCCCCGGCGTCGCACTGTCCCCTCACCATCAGGGCTCTGGAAACCTCACACTTC
CACCGAAATGACCGAACAGAGGCGTCACAGATTCTACAAAAGTACCTTCCACCGGCATCA
CGGAAGAAGTTGCTGAAGAAGATAACGCTGGCATCCTCGGTCATCCTG
>AU170175 ID   AU170175   standard; mRNA; EST; 410 BP.
CAACTTCATCCCGGATTATCCGCACACAGAGTTCACTCAGGAGTGTAAGGTGAGTGCGGC
GGCTCCCCGACAGTCTGCTGCAGGTGGAGGCGCCTCCTGACGTCTCTGCCGCTCCACAGA
CCAGGAACGCCAGCATCCTGGGCTTCTGCTGGACCAGCTGGAACGAGATCGTCTTCATCA
CGGACCAGGGAGTGGAGTTCTACCAGGTGACCCTCTTCTCCTCAGAGAGTTGAGGGAATC
TTGGAACAACTGAATTTTCTGTCATTGAAATCAGTTTGTATAAATGGTTGATGTGGCTTC
TGGTGAGATGCTTGTGTGTGAGCGCGGGTGAACTAACCCGGCTCAGAAAATCAGGGCTTC
TCAGAGAGCCTGGCGGCAGGACGAAAAACAACAACAAAAAAAAAAAAAAA
>AU170182 ID   AU170182   standard; mRNA; EST; 195 BP.
CCGCGGACCGTTTTTTTTTTTTTTTTTTATAGTGTTTAAATATATAGTTAACAAACTTTA
TTTCCACTATTTCTTTTAAATAAAAACTAGCCTTACATTTTTTTAGCCCACATGACACTT
ACTTTTATGAAATAATCCAGATTTTTACAACCGTTTTTTGTGGTTGATATAGACCTTTTA
GTGCTGCTTAACAGA
>AU170183 ID   AU170183   standard; mRNA; EST; 709 BP.
GTGGCTCCGCCTCTTGGCACGCTTGGCCGTGTCATTGGAGCGTTTGCCTGGGCGGGTGGT
GTGAGAGGAGTAATCACATGACCCGCTGCGCTCCTCCTTTCTGGACAAGCCCATGTAGCG
CATCAACGAGGTTTCTCTGTGTGTTTCTCTGTTCAGTTTGGCTGGATCCTCGTAGCTGCC
CACCCAGTTGCACTCAGCAGGCATGGAGATGGGCCTCAGCTTGCCTGCACACAAACGAAG
CTTAGCGATTGATGTGGTTGTGGGTCAGTCAACCGAGGCTGTAGCAAGAGAACAGGTGGA
GAAACGGACCAAAAGTAGGTGTGGTGCAGTACACTGGCTCCTCCTCCTCTCGGTGGCGAG
ACGCTTGATCAAGGAAGGAGTTTGGTGACTCCGAACGTTTAGCAGTACTGACGCCGCTGT
GGTTACGAGATGCTTCATCTCCAGACGAGGCTGCTGTCTCGTCTCTATGGCAACACCAGC
CGTAGTTAACTCCTGTTCATCACAGCTTCCCATCTCTGATTTCAACCTCAACCTGAAAAC
AATACCTGGGTGTGTAAGGCTCTGCAGGTGGAGGCGGGATGAAGAGATCCTGGAGGGCGG
AGCTCTTGGTGGGTGTGTCAGCGGGTGTGGCTGATCCGCTGCCTGGGCTCCTGGTTGGCT
GCAAAAAGCAAGTGGGAATGAAACCCTTTAACTTACGACAATGCCTCTT
>AU170185 ID   AU170185   standard; mRNA; EST; 417 BP.
CTGCATCTCCCAGATGGGTCACTTTTACGGACGACAGACCTCCACCGCCGGATGAACCTG
CCCCCCCACCACCACCTGACTCACCTCCCCCAGACACACCCTCATCCACCCCTTCAACTC
CTTGTTTCTCTCCGGGACCGCCACCAAACGAACCCCCTCCTTTTCCCCCACCATTTTCCC
CCAGGTCGTCTCCTCCTCCTTTTATGCCCCTGGACTCTCCGCCCTCCATCGTGCTTGGAC



CCCCCCCTCCAGATGAGCCAGCCCCTCCCCTGCCCCCCGACTTCTCACCCAGTCGCTCCC
TCCCCGTATCCCCTGATGAGGAGGCAGTGGACGAGGAGGTGCTTCAGTTTGCAGGGTACG
CTTCCTCAGCTCCCCCCACCAGCTCCATCACCCCACTGCCAACGGAGCCGAGGTCTC
>AU170186 ID   AU170186   standard; mRNA; EST; 569 BP.
AAAAAATGTAGCCTGAAAAAGAGCATATTTGTGACGTAGGAAATATGCGGGGCAGGGCAC
AAGCTTCCCTGCTCCGCTCCATTCTGTTACATCCAGACAGACGAATAGATCCATGTACGT
CTTTGTTTCCTTGTCTCAGCTGGAATCTGGCTCAAAACTGGTCGACTGGATAGCTCCAAT
ATTGGATTGGGAGGGGCTGTAAGCTAACGAAAGAAAGAGTAAACAGAGAGCTTTCGGCAA
TGGGAAGGGGAAGGAGGGCGAGGTTGCACCTCACCAACAGTCCTGTCCACTAATCAGAGC
CAAATTTCTGATGAACTTCTGCCACTCTGCAGAAACTATGTCCATGACATGGCATAATCA
TAATTAAAAGACCACTGGGAACACTTTTACAATAGATCAACAAAATGATCGGAGTGGGAA
TCTGGAAGGAGCCTTGCAAAAAATTATCTATCTAAAGCCTGATTGACTTCGTCTGTGTTG
CATTTCCGTTGTTCGTGGTGACACAAAAAGAACATTCATCTCAGACATGTCTATTTCCCA
GCAAAAAGGCGCTGAATAGGAAACAGATC
>AU170196 ID   AU170196   standard; mRNA; EST; 765 BP.
GTTGTTTTTTCTCCTGCTGGACCAGCTGGATCCCTGAGGACATTCAGACAATGAGTAAAT
CAACAGCTAAAAAAACAGATCTTTATGATTTCAAGCTTTCCTGGGTCACCCAGAATAATA
TCGCAGAAAAAGTAATTATAGAAAGCAATCATATTTTCCTTTTTTTAACCAAGTAGGAAG
AATACAGTAAAAGTCTAAACCCCTTGGGCCACATGAATATGTAACAGCCAATTAGTGTAT
CTCATCTGTGTAATCAGCGACAGGAGAGGTAATCTGTGTAATACAATAACTAACTCTGGA
TACTGCATTGTTTTCTTGATGAAAACAGTTGTAAGTAGACTCAGCTACATTGAAATTCCA
CAGCAATTGATGAGTCCAGATGGAGCTTTTTGCCAATATGTCATCATTCACATGTCATCA
GCATCATTCAGCTCCTATTTTTATCAAAAGCTGCTGTTTGAAAGGCAGCAGCCCAGCTGA
AATATGCAGTCTAGAGCTACGGACACGTGGGGCATGTAACACACGTTGAAGAATGTGCTA
TTTAGCCCCTGGTGTTCACACTGGAAAAGCAGGGAGGGGCTGTTTCTGTTACCAGTCTGC
TACCTACAGTCTCAAATCTCTCCACCATGATCAATTTTCAAATGGTTGGCACTTCTGTAA
ATTAAAAACGACACCATTCATAAATCACTACCGAATCCTGTTTGGTCAAAGGTTCGATCT
GGTTTAACTTGCAACATGTGTTATGTCGCTGTATAGTCCAAAAAA
>AU170202 ID   AU170202   standard; mRNA; EST; 636 BP.
TTNNTNCTTNCACAGTAAGNATTGGNAACAGNAACACTGNANAACCAAAANNAACAGNAG
GNAACAGTTNCTNAATGTNCTNACTAGNAAAACATGNAATNCACAAGNAACACCAGNACA
CAAACACCATTNCTGGTTCTTTATTCCGCCTCTTNCCTTCATACATTTTTAGGNAAAACC
TTTCCTCACTAAATGGTAGGGATGCGGTTCTACTAAGACTGGNATCTTTCCTTAGGTGGC
GATCCGATTCAATTCATGAATCAAGCTCAACGGCTCACAGNATCGAACCACGATTCTTGC
TTTTTAATAGAATATGTTTGTACAGTTACTATAGGTATGCATTTTTACAGGATGTATAAA
AAAGTTTAAATTATATGAATTAAATCAGCATCATTTAGAACCAAAGATCAAAATCAACAA
AAGTGATACAAACACAAAGATTTATATAGAAAGAAAGAAATGGGGTTTGATACTTTAAAC
AAGTTTCCATCAACATTCTGGTTACATTCAGCAGTATCATAACAAAAACATATACATAAT
TGTTGTCGGGTTGCACGGTGGTACAGTGGTTAGCGCTCTTGCCTCAAAGCAAGAAGGCCC
TCGGTTCAAGTTCTGGTTGGGAGGATCTGAAAACAG
>AU170206 ID   AU170206   standard; mRNA; EST; 686 BP.
CAGNAACTGCTCCAAACTGGGAAGATGTCACAGGACTCTCCGGAAGTTAACCTGCATATC
CTTTTGGCTGTGGGCCTGGCTGTGTTTTTCTACTGCCTCGTTCTTGGCTGCATCTTCTGC
TGCTGCAGACAAAAGACAGTTTCTCTTGAAGACAAGGAGGCAGCTTTCCTCCCACCTCAT
CTGGCTTCAGGGGTGGCTGCGTCGTCGTCGTCTCATTCTCCTTGTACCCAGCGTGTCAAG
CAGCAGTATGAGGAGCTGGATGGAGATGTGCTGGAATTCGTGGCCTCCTCTCCTTCTGGA
GATGACCTCTCCTGTGCCACTGATCCTTAAAGGTCAGCTGAGCGGGTGGAGGCTCCTCTG
TCTTTTTTTCCCTTGAGGCGCCTAAGCAGTCCAGCTGTTCCTTGCTCCCGTCGTAAAACT
CTACGACATGGCAGAGCCTCTTTGCCTTCTCTTACTAAAATAAGTTTGGTGTCTAAATCC
CGCTACGTGATGGGGCGGCTCAGCACCGGGAATGGTGAAAGTTCTGCCCGCTTCAAAGGC
AGTCGTNTGACTAGCCAGCAGGGGGAGCCCTGCTCTACACAATATGGCTCTGGATCTCTA
TCCATCTCTGCTCCTCTGCTGCACTTCTCCCTGCTCTTCTCTTCTGCCAGTGGTACCCTG
GTGCTCAACATCCTGGGACTTTCTGG
>AU170209 ID   AU170209   standard; mRNA; EST; 706 BP.
GAACGCCGAGTTCAGGNATTCAGTCGCGCGTCTTGTTTTAAAGTCCCACCGACATAGATT
TTTAATTTTATTTATTTCTTTTTAAAGAAAAAATGGGTTGGAGGCGAGGGAGAAACGACC
GACATTTAATTTTATCAAAGGCTTTATCTTCCTACGACCCCAGGACTTAAGGAAAAGAAA
GGTGATGACCTGGATTGTACCATGTAAATTGACTGAAAGACCATGAAGCCCACACACAAG
CTGCTCTTCATCCTCTGTCCCGTACTGGTTCTAGGCTTTATCTACTACTCTTCATGGAAG
CTGCATATATACATCTGGGTCCAGAAGCCTCTGTATGACAAACAGGGCTTTCTGATGCAG
CTGGACACACCACTATCCCCAGATTTGATGTATAAGTATGGCAACCTCAGCGAAGGGGCC
TGCAAGCCAGGATATGCAGCTGCCAAGATGACTTCCATTTATCCAAAGTTTATGAAATTA
GCACCCATGTTTCTAGATCCCAACTTCAAACGACTAGGGAAAGTCAGCGGCTACATGCCT
CCGTTTGGGTTCAAAACTCAAGAGAAATTAATCAGCAGCATCTTAAGTGAAACAAAGTAT



TATGGACTTGGAGAGCATTTAGACAGTCTCAGCTGTAAAAGATGCATTATTGTTGGTAAT
GGANGGGATCCTGTCCAATAAGTCTCTGGGCTCTCGTATAGATCAG
>AU170218 ID   AU170218   standard; mRNA; EST; 729 BP.
TTTTTTTCAGGATTTGATGTTTATTTTACAACTTTAGATAAACAAATGCCATTGAGAATA
GATTGGTTATTGACACAACCTGGACAGTGTTGTTGAATGTCAAATCTTTTAAGTCCTATT
TACAGCCAAAAGCATCACATCAAATGCCAGTTCAGTGCCAGGTCCAGTCTGTGTAAACCA
CATTGATGGACCTACTTCTCAGAAAATAAAAAAACAAAGTGGACATTTTGGTCTGGAAAT
ATTTTTTTACTGTCATAGAGTCCCCTTCATTGGCCTAAAAAATAATTTTATAAAAAATTC
CCACAGTACAAATAAGAGTGTACTGTTAAGAGCAGATATGCTGACAGACATGTTGATTAT
TCATACAATAAAACCTTAAACTTCGTAATTGTACAACTGCAGCTCCACAATAATAAAATC
TTAGCCTAGGAAAACAAATATGTACACGTTTATTTAACCAAGAAATGACATTGTTTTGGA
GGAAAATAAAAGACAAACATAATTATGACAGTTCTTTTAACTCATTGGTGAATAAAGTGA
ATTTATCAACTGTTGATTAAATAAATGAGAAGTAAAAGCAGATGCTGTTTTTTAAATTTG
ATAAATTAAAAAGCTGAAGTACCTTTAACATAAAAAACAAAATATATTTTACCATCTACT
TTTCACAACTAGATCCAAACTTGACTAAAGCAAACCATGATGTTTACCTTGGTTCAAGTT
TAATCAAAC
>AU170219 ID   AU170219   standard; mRNA; EST; 682 BP.
GAACGCGCCTCCTGCTTTCGAGTCATTCCTTCTATTTGAAGGAGAGAAAAAAATCAGCAT
CAGTAAGGACACGAAAGTGCCGAACGCATGTCTGTTCACGCTCAATAAGGAGGACCACAC
GCTGGGAAACATCATCCGAGCTCAGCTGCTGAAGGATCCTCAGGTTTTGTTTGCTGGTTA
TAAGGTTCCCCATCCCCTGGAACATAAAATCGTCATCAGAGTGCAGACCACCCCTGACTA
CAGTCCACAGGTAAGGCAAAAACCCAGCGTGTAAACACAAACAGACTTATGCAGCTTTTT
TTCTTTGACACCCTTCTTGTTTCGATTCAGTGGAAATCAGTTACAATTCAATTCTTTTGT
GTTTTTGTTTTATTTTTACGGGCTGTATTAGATTATGAGAGCTTTTAGTGATTTAAACAT
TTAACAAAAGTGGAGTTGTCATTCCAAAAAAATATTCTTAGAACTGCAGCAAACACCTTT
TCAGTTTCAAAAATGACAGGAATATTGAGGTTATAAATTCCTATCTATAGAATTGTTTTC
AGAGTCAAATGTTTTTGAACTTGGTCATTTTTCATGTGTGCTTGTTTGTCATTGCTGACA
GGGACTGGTATTTCATTAAAGGAAATTGTCTTTTCAACAGGAAGCCTTCACAAATGCCAT
CACTGACTTGATTAGTGAGCTG
>AU170224 ID   AU170224   standard; mRNA; EST; 255 BP.
TGTTTGTGTCCTATCCCATTGTTTAGACAAGTGTCAATCTATAAGATGTCTTCACCTGAG
TTCATGTTTGGCTAAAATGTTGCTTTCAAATGAATGTCGGGAAAGCTGATTCATATGGGT
TGTGTCTCAATTCCTTCGCTACTCACTACTTATGTAGTGTGTTTGTCATTTGGTAGACCT
GTCCTGTCTACAATTCTACAATTCCAAAATTGAATGCTAGAAACTTCCCAAAAAGTCTCT
GCAAAAAGAAAAAAA
>AU170227 ID   AU170227   standard; mRNA; EST; 702 BP.
CCTGCTTGCTCTGTTTTGCCCCTCTTAAGTACAGCTCTCCACTTAGAGTTGCATTCCACA
CATCGCTTCTGTTTCAACGATCACAGCGGTGCCTACGTGAAACTGAAGAAACAGGAAGTA
GTTTANTGCTTTACGCAGACACACTCCCGCACACGCCTGAAGATGAAGTCACTGTCCGTC
CTACCCCAACCCACACTGGAACAGTGTTCAAACCCCAGAGTTGAGGCTCCTTCCCTTCGT
ATGGAGACTTTGTCACTCTAACATAAGTGCCATTAGCTTAACGGAGGGAGAGAAGTCTTA
GCTAGGAAGCTCCAGAACAGTTTGACAAACTACTTTGTGTCTAAAGTTATTTTGTGGATT
TGTATTTTTATATCGGAGACGTCTGACTTTTGCATCGACCGGCTTTGTAACGAACCGTCT
GTCCATTTTAGTTTCCTTCCTCGGATCCAGGTGCAGGAGGGAGCTGACCTGGCGAAGAAG
CAGCGTTCTTAAATGTCTAGTTATTCTTAATATTCCTAATGTTACGGCTTGTTTTATTTC
TAAACGACTGTCCGTGTGATCGCTTTCTTCTCCCTATGGGAGATCAGGAGTCTGTCAGTT
TGTAGTCTGCATGTGCAGGTGTGTGTGTGTGACTGTGAAGGTAACTTCTTCGTATGCATG
CTTGTGTCTTCTATGCGATACTGGGGAGGTTGGTGTTTAATT
>AU170229 ID   AU170229   standard; mRNA; EST; 720 BP.
CTGCAAAGGGTGTGTGTGATGTTGCCTTAATCAGACGGTGTGCAAATGTTTTACATTGAC
CAAAAATGTGCACACCGTGTTCCTAAAATATTTCTCAGAACAGAAGAAAAACAGCTGAAA
ACTACAGTTTGCCAAGTAAAAAGAAGCCTCCTGCTTAGAGCTGGAAAACTCTTGCACCTT
TTTTTTTTAATTTGAAGGATGAACTAAAACATTCAGAAATCCCACAGGGCAAATGCTAAA
ACCTGGAACACAACTCCTTCTGTATTTTTTTGTTGTTGACTGCAAATCTGCATCGGCATT
TCTGAAGCACCAAAAAAGGAGGTCTGATCAAATGTTTACAACTTTCCACGCTCATAAACC
ACAGCTGATGCCAAACATTTCAGTATGTTTACACAACCCTAAAGCAGTAAGGTGACAAAA
TGAATAAAATAAAAACACAATAAAAGAAAGCATCCATTCATTTCAATATGAGTGACTCTT
TTTTATTATCCATTGCAGTGTTATTTGATTGCATAAATATAATAAAGCAAAATCTTTACC
TCTCAAATTAAGTACTGCCAGATCTATGTATAACAATTCTTTATTTAATATAAAAAATAA
CATTATTTTAAGGCTAAATGCTATAATAAATGCTAAATAAACCTATAGAAGACAATTTAT
GAGAACAAAATTTAAAAAATGTTTATTTTTTGTGGAAAAGTCCTTTTTTTTTGTTCATTA
>AU170242 ID   AU170242   standard; mRNA; EST; 613 BP.
GGNAACACCCCCCACCCCACCCTCCACATCATCTGTCTGTCCCTCCTTCCACACATTCCT
CTCAGTGCCAAAGAGTGAGAAAGGGTTGGGGAATCAGGAGAAGATCTTGCACACATGATC



ACGACAGCTCGATGTGGTTTTTTTTTTGGAGAGCTGAAGTGTCTTTAGTGTGCCTTAACG
CTCCGCTGCCACAGGAGGACCTGTGACTCCCAGAACATCGGACGCCACCGTGCATCAGGG
GGACACATATGCGCACACAGTCCTTTCTGTGCATCGATTATTCCTTGATGCACCTTCCAC
TGAGCACACAAGATGGCTTGGATCATAAGAAGCTCCCACTATGTATTTATTCTTTTAGTG
AACACGTCACACGTTCGTTCAAGTTTCCCCACTTAAATTTGAAAGTTTGGTGTGTTCTGA
AACCCTGAGGCACGTGTCAGGGCCTCAACCTGACAGCGGGGCAACTTCTGCCTATTTCTA
GTGGGTTGTTTTGGGGGGGGGGGGGGTTTTTTTTTTTCTGTCTCCACATGCGATTGTTTG
AACCCACCTACCTCCCCGTCTATTATTTTTTACTCTGTGACCACTCCATGCTCTTAAAAA
AAAAAAAAAAAAA
>AU170244 ID   AU170244   standard; mRNA; EST; 697 BP.
CATTTGTGGTATTGCACCTGGNAAAATGCATAACGAGNAAGCCGGCAACAGNAAGAACGA
CTCCATCTCCTTTTAGCACCAGTTTAGCACCAGTTTAAGTGATCGCGTGTCTTTTCACAC
CATGTGTGAATCCATTTCTGTGTCCGTCTTTTACTCACAGGCCAACAGTCGGAATCAGGA
TGGCGACCAATCCGCCTTCTCGGTCATCAGGNAACATCACCACCTATCCTTCCTTCTCTC
AGACGGTCAAAGGCTGGGTGGAGGTGGTTAACATACCTGGTCACTTTAAAACCAGCACAG
GCGAGTTCATCTGCAACATATCTGGAGTTTATTACTTCAACTTTCACTCTGTTGCCAAGG
TCAGCGTCTGCTTGGCCATCGTCAGCAACACTCTGGAAAACAAGCTGGTGTTCTGTGATT
ACAGCAAAGGCGGTGAACAGGTGCTCTCTGGGGGCGTGGTCTTACAGCTGACAGCAGGTG
ACAAGGTGTGGCTGGAGTCTCACAGAGACCTGCAGGGCGCCAACGTCAACGCCGACACTC
AAAGCAAGCAGATCATCTTCAACGGCTTCCTGATCTTCACAGCCCAGTAGCTGCTCAGTT
CAAATGGAAGACGTCCTGTTTGTCATTTCCTTCAAACTGCAAACGTTCGAGTCCCAAGCG
AAAGCTGCACTTCTTTACAAAAGGAAAGCTGCTTCCA
>AU170247 ID   AU170247   standard; mRNA; EST; 661 BP.
AAGCTGTCAAATAGTTGACCAAGAGATGTTGATCTGTGTAGATTCTACGACGATGTCCCT
TTACACACTTGACCTAACCTTGCAGTTACAAATGAACCAGATTCCCTTACAGTCTCTGGA
ACTTGAAGTAGACCCGGACTTTCGTCCATCTTTAGTGTCACACCAGCCTAACCCGGCTAA
GCAGCCACTGTCAGAGTTTTTTCTTCAGCTTGGACCTGATCGCTATGTTCTTCTCCAGTT
CAACAGTGGGCAGATAGTGATGTTGAGGGATTTCAAACCAGCCCTGCTTGTTTCGTTTGC
AACGACTGGAGAAAAGACTGTTGCTGCTGTCATGTCACCGAAGAATAAAACTGCCTCCAC
TATTAACCTCTATAATGCTGAAACTGGGCGCAGACTTCTTGACACCACATTGATTTTTAC
CATGGATCCTAATGGTGGGAAACCAGAAAGGCTGAATATTCAAGCGTTTCTGAAGAAAGA
TGATTCTGTTGGCTACAGAGTGATGGTGCAGACCAAAGACCACGCGCTTACTTTCATACA
ACAGCCAGGGCGTGTATTGTGGACCAGAGAGGAGGCCCTATCAGACGTGTTGACCATGGA
AATGGTGGATTTGCCCCTCACTGGAACGCAGGCAGAACTGGAGGGGAGAGTTTGGCAAAA
A
>AU170248 ID   AU170248   standard; mRNA; EST; 677 BP.
CCCGCGCCGCGCGGTTCCCATCGTTAGGGTTGTAGCAGGTGTCCCGGCGCGTCCCCGAGG
TCCGGAGTGCGGACCAGGCACGCTTTGCTCCGCACTGTTGCTGCGCCGTCGCTTTAAGTC
TCTGCAGCAAACTGGGCAAGAAATGGTGGGATGCTCGACTAAGAGATTGGACGCGCAGCC
AACAAAGGGTCGCAGCTGTGAGCACGTTAACTCTCCTCATCCTCATCATCCCAGTAGTGG
AGGGTCCCTCCACCTGCCTGCTTTCATCCCAGCAGCAGTGAAGACACAGTGGCAGCTCCG
CCCGGGCTTTCTTATTCCGATGGTTGTGTAAAATCTGAGAGGCCCCTCGCTCTATCAGCA
AACCACTCAGCACCTGATATTGTGTGCAAATGTGTGAGTTCAGCTGTTGACCAACCGGGC
TATGAAGGAGAGCCGTTCAGTTCTGGGTTGACTTGAGACGAACAGGACGACCTGAGTGAA
GAGCAGCCATGGGGCTCGGACAGTCCACTAAGACGCTGGTCAGCAATGACACAGACGAAG
TGAATTTTGACCATTTCCAGATCCTGAGGGCAATAGGCAAAGGCAGTTTTGGAAAGGTCT
GCATAGTCCAGAAGAAAGACACTAAGAAGATGTACGCCATGAAGTACATGAACAAGCTGA
AATGTGTGGAACGCAAC
>AU170251 ID   AU170251   standard; mRNA; EST; 519 BP.
CACAAGCTAACAACTTCTGCCTCGTGCAGTTGCTGAGAGATATTTAAAAAGACTCAAAAC
AAACGGTGGAATTGAAGGCATCGGTCAGACTAAGAGCTGGGAAGTTCCTCAGCTCTGTTT
ATATGTNAATTATGCAGCACCTTCTTCTTTTCAATGTCTTTCCGCGGTTTACTGTTGATG
TCAATCGGAATGTTACGTGTGGAGTCAAAGACCTGAAGCAAATGCAGGAGTGTTCACTTT
TGTCTCCTTTTCTGGATTATCTGAAGGAAAGGTTTGCGAGAGCCGCTCCTCCAGCAGACT
GTTGGTTTCTAACTGCAGGGATTCATCAGCAGCAGCTTCTCCTTATCAAGTTTNTGTATT
TAGATCCATTCATCTCAAAGTCAGAAGTTGATTGTACAGCTTCTGGAAACTTTGATCACA
AACACTCGCATTCAAAACTCACCCTTTGTGGTCCACAGATTGTTCAGGTGAAGCAGGAAG
TGACGCCCATCTTTTTGGTGGACCCTCAGACTCTGAAGG
>AU170252 ID   AU170252   standard; mRNA; EST; 590 BP.
CCGTTTTTTTTTTTTTTTTTTTTTTAACTTCCACACGTTTTATTTCTGTATTGATGTTTT
CATGACAAAGAATACTTATGAAGCACTGCTGATGTCTATATAAAGGCAGGAATGTGGCTT
CATTTGAGGGCACTAAGCAGTCAGAAACACCTTCACAGGACAATCACGTCCATTTTCCCA
CAGCTAGTCATGAACTCACAGTATTGAAACGTATACGCTTCTATAACAGGAATATACATA
AAAAGGAAAATATAAATTGCCATAATCCCATTCATGCTCAAACTGGTCATTTATAAACCT



AAACTGAAGAACCTGAAAATATTAAAACTCCACCTTTATAAAGATTTTGTGCACTTTGAC
AGCCAAGCCCACTTCACCTGGAGCATGTTTACAACCCCTCCCATTAGAAAAGCAGACTCG
GGTTCCAGAAGTCACGTTGCTGCACAGCGTGGGCTTCTTAAAGAGTCTTAGGCCGCCACA
TCCCAGTGCCCTGAAATCCAGACGTCCCATGACTTCACCAGCGCAGCAACCCGATTCTCT
CCAATAAAGCAATGGAAGAACCAGATATTTCACTCTGTGAAGCTTTCATG
>AU170256 ID   AU170256   standard; mRNA; EST; 608 BP.
TTTTTTTCATAAAGCCAAACTCACATCATTATGAAAGCTTCAGTATTGCACTTTAGACTG
TATTCTTTCAGCTTTTTGTCTCTTCTGATTCTCATTAGATCTTAATAAATCAATCTCTCA
CTCCACATCCTGCAGCTGCTGTTTTGATTGGATTACCGTAAATTTAAGGGCGAATTATCA
GAGCTCAAACGAGGTGTAATAGGATGATGGAGATGTGAATCTGGCTCATTGGGTTATTAT
TATTTCCATTTCCATAAGCAGTCTTTAGGAACTAAATGTCATAAAAACACAGGAGTGGAG
GTAGAATCAATTTCTTTTGTCTCAGTGTACTTGTACTAGCACGTGTCAGACAGCAATAAT
ACCTGTGTTCCTAATTTCCTCTGGCCATATTATGAGAAGGAAATGCAGATGGCTGATGGC
TGACATTCAGGTAAAATGAGCACATTGCAGCGCTTTACTAAAAAAAAATTCTAATTCTGG
TCAGTTTTTTTCCTTAACACCTGGAGGACTGCAATTGTTATGTGACAACACTGCCCTCCA
GTGGTCAGGGTGAGCTTCTGTAAAAAAACTGAGTGATGTGCCACTTGTTTAAGGGAGAGA
AATGAACC
>AU170258 ID   AU170258   standard; mRNA; EST; 674 BP.
GTTTTTTTTTTTTTTTTTTCACCTTACATGAACTTTATTCTCATCTGCACAAGAACAATA
CAAAGCAACTTAGCTTACATGTATGTGGCTTTAGCACAAAGCCCTGCATCAGAATACGTC
TCCTAAAAATATATTCATCTTGATCATATAATTTTCTCTGAAAAAGAAATCAGTAATTCA
GCGTCAAAGACTAAAGACAGCAACCATCCGGCTTTCCTGTTCCCTCCTCAGAGCTGTGAG
CAAAGGCCCGGTCCTCGGTTTGTCACAGCTCCAGAGCTGCAGTCCTGTTCCTCACCCTAG
GCTGGGCCCGACAACAGAAACCTGAACACACAAACACTTGCAAAGATAATACTAACGGCA
GACAGTGACGGGGATTGAAGCGTGGGTGATTTCTAAAGAGGTGTGGTCTGTTTGTGGTTG
GACTCCTCCCAGGGAACAGCTGATCCATAAAGAGCACCTGTCTCCCAGGAGCTCCCAACG
GTTTCAGGAGAGAAGAAACTCCTACAGCTGGAGGGGCTCTGTGTAAACCGATCAGCAGAA
CTACAACCTTTATCTGCACCACACACCATGGGGGAGGGGGGGGATCCTGACCATCTAAAT
CAAGACGCCTCTTTGTATTTAAACGTCTGCCAGCTCATCGACTCATTGGTCCTCCTCATC
GCTGTCAGCATCCC
>AU170265 ID   AU170265   standard; mRNA; EST; 614 BP.
ATGGTTCCTTATGGAGTAATTATTGATGCCGCCACGTTGCACCCAAAACTTTCTAAGCTG
CAAATGAAACTATTACATTTTTGCCATCAATTTCCATTTTTTTTTTTAGCTTTCAAATTT
TTTATTTTTGCGTTTGCAAAAAAAATGTTTGTCACACTAAACTGAAACTCATGTGAGCAA
AACCAAAGATATGAAAAAAGTGAGATGAGACGCAACACATGCGAAAACATTTGTGTTGCA
AACGCAAATTTATCTTTTTAAAGCAAAAAAAAAAAGAAAGAAATTAAAAGAAAAAATATG
TATTTTTATTATTTTCATTTGTGACTTAGAAAGTCTTGTGTGCAAAGTGGCGGCATCACT
ACCACTCCAGTGTTCCTGCGCTCCATCAACCCCCAGCATTAAGTTTCTCTGAGGCCTGGA
GCACTGCTGCCCCCTAGTGGCCTCTGTGTGTTTTGATTGTTTTCATCCATGAAAACCATA
GAAAAGAAAAACAGCCAGGAGGCTGATCTATGACGTGGGTCTGTCCCAGAGACCAGCCTC
AGGTGTTCTTACCTTGAGTCCAGAAGCTGGTTTGACCTCTGACCCCTCCGCTGAGGAACC
GACCTCTTTCTTTT
>AU170267 ID   AU170267   standard; mRNA; EST; 391 BP.
GGNTCCGCCGCCGCCGATCTTGTTGGGCAGACAGGGAGCCCTTACAACAGCTGTTCGACA
GCCGTTTGCAGCGGGGACGGCTCCACGAGGCAAAGGATGAGGATTCCCTCAGTCGTCTTT
ACAGGAAGTGTGGCACGCTCCTTCAGTCAGCTCAGGCTGTTGAGCGCAGGCTGCTCAAAG
TGGATCACATGGCCATCCACCCCCATCTGCTGGACATGAGGATTGGCCAGGGTCGCCATC
ATCCAGGCTACTTTCCTAAGCTGCAGGCTGATGTGCTCGAACAAGCGCAGAATACTAATA
AGCGGTCCAGTCGTGTGACTGTGTCCCGCAAGTCAGAATCCAGAAAGCCAGCAGCTGCAG
ATCACTCAGGAGCGGACAATGAACAAAGACA
>AU170274 ID   AU170274   standard; mRNA; EST; 640 BP.
GGGNANACTCATCTTTTGACTTTTTAAAAAGCATCTTCCTTTTGGGTATTCCTTGATACT
GACTTGTGTTCTCAGTGCTATGAGTTTTTTCAGATACAGGCCAGCGTATTTTATCTGACC
CTGTCGCTGTATCTTCAGTGTCCAAACGAGACTGGGATGGAAGGTCAATTTTTTCAGAGA
GAAGCATTTTCTCTGCAAACCTATATGATTCTCCTCGAACCTCTGACAGCTCATCATCGC
AGTACTCTATGGAGTGCTGACTCAGTAATTTTAGGGTTTTATAAGAATCATCTGCTATCA
GTTGGGCAGAACTTGGGCGACTGTCCTCTTCTTGGGACACAGGGGTATTAACTCGAGATG
ATTCCAGGAAGGAGGGAAGGTTTTCCTCTGCAGCAAGTTCCGTCTCTTCTTGTTGGCCCT
CATTATATTCATTAAACTCCTGTAACTCCCGATCACCTTTGTAGACGTAAAACTCAGGAT
GCTTTTTGGTTTCTTTAATAACTAGCTCAGCTGGATCAGTTGTGCTGTGGCCCTTCTCAA
TATGAACCTCAATTATCCTCTCAACCTTTGGTTTGGATTTATCTCTGTCGAGAAATCTAG
GGGTAAGTTCGTCTCCTTTGACACAATCTTGACTTACTTT
>AU170275 ID   AU170275   standard; mRNA; EST; 756 BP.
TCTGTGCGTCCTGAAGCGGGTTTTGTGGTCGGAACGGTGGTGCGCTTTTCTTGTAACCAA



GGCTACCAACTGGAAGGTCCCAGCCAAATCTCCTGCCATGGACGAGACACAGGAACCCCC
AAATGGAGTGACCGCAGCCCCAAGTGTGTCTTGAAATATGATCCGTGCCCAAACCCCGGA
GTCCCCGACAATGGCTATCAGACTTTGTACAAACACAACTACCAGGCTGGAGAAACTCTG
CGTTTCTTCTGTTATGAGGGCTACGAGCTGATCGGGGAAGTCATCATCACATGTGTTCCT
GGCCATCCTTCTCAGTGGAACAACCCACCACCCTTCTGCAAAGTGGCCTATGAGGAGCTT
TTGGATGATCACAAGTCAGATGTGTCCCAGTCCTATGAGATGTCCCCGCAGATGCTGAGC
GAAAACATTGCCTTGGCGATAATCTTGCCAATAATCCTGGTCATCCTCCTGATCGGAGGA
ATTTACATGTACTATTCAAACATTTGCAGACTAGAATGGAAGCCACGCTTCTGGAAGTCT
CTCTCCCACACACACTCCTACAGTCCAATTACGGTTGAATCAGATTTCAACAACCCTCTG
TATGAAGCCGGGGATACACGGGAGTATGAAGTGTCCATCTGAAAAAATGTTGAGGATGAA
AAAAAAAACCACCAGGGGAGTAAATTGCTAAGAAAAGATTTTTGTATTAAAAAAGGCCTC
ATTTCCCTTTTATTGTCCATGTTTTTTTACACTTGT
>AU170280 ID   AU170280   standard; mRNA; EST; 742 BP.
GTCACATACCACTACCAAAGGNAATGTCCAGGACCAAGTCTTTTGGTGCAACTGAGGAGG
ATCGACTATCTGCCCTTGCAGGCGAGCACAGNATTTCCCCGTAGTTCCTCAATGACAGAC
AGCCTCCGGGACCACTCACAGGGCCATCCAATCCCTCCACCTCCCCAAACGGCGCCTCCC
CCTCCTCCCTACTACCTAGACACGGGTCCTCCTCCACCTTTCTGCCCTCCTCCTCCCCCA
TCTAGGACTCATAGTCAGAGCCATGAGCCTGGAGGACGTTCTAGCTTTAAGCCGTCCTCC
TTGGACTTGCCTTATGAGGCCGCTCAGCGGCAGGCCACTCACATTGAGAGACAGAAAAAA
GCTTGCTCAATGATTATCCTGCAGGATTCTTCCCATCAACCTGTAGAGCCGACAGAAATC
CCTCGTCCCTGTGCTGCTACGCCACCTGAGCGGATAAAAAGAAAGGGTCGGATTATTGAC
AACCCTTACGCAAATGTGGGTCAGTTTAGCATTGGATTGTACACGCCCACCAAACCACAA
AGAAAAAAGAGTCCTCTGGTAAAACAACTGCAGGTAGAAGATGCACAAGAAAAAGCTAGT
TTAGCCTTAGCTGCTGCCCACTCACGAGAGAGCTCACCCTCAGGAAGACACCCACATACC
CACGGGGCACACTAACACCAGCCGTGCAGATTACTACCAGCAGCAGCTGATGATTGAGCG
AAAGCGTTTGCGGGCCCCAAGG
>AU170291 ID   AU170291   standard; mRNA; EST; 655 BP.
GTTTATTCCTTCGGTCTTCAAAAATTACTGGCTTGTGCAACTTTCTAGTCAGTGGACTTT
GAAGCAATGCAACAGTGGTTAAATGCAGTTGGCATTAAATCCAGAGAATTTTCTCCTGGT
GATTGGATTTGCAATGAATGTTTCACTCAGGATAGATGCTAATACTCAGTGGCGGTTTTT
GATATGGGCGATGTGGGCGGTCGCCCAGGGCGGCACTTCATAGGGGGCGGCATTTGCCGT
GTCTGAGGTGTTACACATAATGTGTGCTACATACCATATTCAAAGAGGAAGCTTGGAGCT
TTTAATTTGAAATTGTTTCAGCAGCCGACACTTAATGCTTTTATTTTGACACATCAGACT
CTTAAGAAGGTCTTCTTCCTATTTGCTCTTCACACTTATGGTGCAAAAAAAAAAATATAA
AAAAAAAAAGAATACCTCAGAGTGAAACAACGTAAAACAGGCACATGAAAAGGAACTAGG
CAGAACAAACATCCGTGCTCAACCCAATTTCGAAAAAAGCAGGCAATGGAGATTATTTCC
CACAATTCTTTGCTAAGACACAGCAGACCCGATGCGCACGTGACCACCGCCCTCAGCTGC
AAGACGCTTGCGGCCACACCTCTTTGCGGTAGTCTTTGGAACATAAGTCAAAAAA
>AU170292 ID   AU170292   standard; mRNA; EST; 616 BP.
ATTTGATGTGAAATTTTTCTTTTTTAATATCCAGCATGACTTATATTCAGAAATGCTTTC
ATTTCGCCAAACATTAAAAAGCAGATTTGCCATCTCCAGCAAACCTGCCTGTTTAAATTC
AAATAATGAAACGTCCGTCATATTTTACTGATGTTAAACAGCTGGCCAAATACACAAAAG
TGATGCTAGCTGCAGCCCGCCAGCCTCAGATCCGTGTGACATTTCAAGCATGGTAATATT
TATATCAGCTGTGCACTTTGTTTTCTCGTCAAGATGCATCATTTTGCTGTGGATACCTCT
GCTCTGTTTCATCCGCTTTAGTGAGTAAAAAACACAAAAGTTCCTGTTTTGCTGTCTTCT
ATTAGCAGAAATAAAAGCAATCCAGTAAAAAAAAAAAACCACAGAGATCGTCACAAAGTG
TCCTCGTTTTCCAGATCGACACTTGTAAGTAGATCAAACGTCAATGTTCCACACAAAAAA
ATACAGTTTACTGGATTTTATTTTACTATAAAGACTAGAAAGAATTATTACGGAGTCCCC
AAAGGGAACATAGACGTAAAGAAAAGTTAGTCCTGGTTTGTTGTGCTCGTGAGAAAGTAT
CTGGTCGTTTCTCGAG
>AU170300 ID   AU170300   standard; mRNA; EST; 288 BP.
CACGGGGTGGGGCAGAGAGAGGTCAGAGTCATGGAGGAGGGGGAGACGGCTGAACGACGG
GGGAGAGGTCTCGACGCTCCTCAGTTCTTCTGAACGAAGGCGCTCTGGTGTCGGTTCAGA
CGGCGAGGAACCTCTTTCGGGAAAACCTTCAGAGGAGTCGGGGGGGCTCTGCGGCGGCAG
GTGAAAGGTCAGGGAGGGGTCGCCGGTTTCGTTGTGGGTGACTTCAGCTAGCAGAGGGTG
GAAGGAATCTTCACACCTCTGGGGGTCCGCCAGGCTGGTTTGGTTCTG
>AU170303 ID   AU170303   standard; mRNA; EST; 715 BP.
TTTTTTTTTTTTTTAAGAATCAGCCTTTCAGTGAAGGTTATTGCGAGGCCATAACTTAAA
AATGCCTCAGGACTGATTTTATTGATTTAGTTACTAAATTCTAAACCATAACGACAAATT
GCTGCAACTGAAACCCCTTTGCAGTTCACTAGTAGTCCTTTGGGCTACAAAGCATTTCCT
GTAGTGTTGAGGGAAAATGAAAACTCTACATTTCTGTGACTACTTTTCAACTACAATTCA
ACAAATTCCACACTTTTGAAAGTGTTGTTCATGGGTACAGCATTTGAACTGTAATTGAAT
TAAATATTTGATTTGTTTTCCCACTGATAGAACAAAAAAAGAGTTTCAGGTCAGTCTGGC
AAACAAAATTCAAATTTATTTTGTTTTTAATGTCTGGAACTTGCAACAAATAGTTGGATT



CACTCCAGTGCTTAGAGGTTAAGCCACAGTCTGTGACAGTCAGAATTGACACATTAATAT
GGTTTATTTTAAGCCAAAAGTCAAAACTTTAAAGCCTGATTAGCCATAACATTATTTTCA
TGCAACATCATCCCAGCGTTTGCTTTTAATAAATATTTTCCAGATTAATGAATAAGTTTG
TTTAATTCTTGTATGGACTATTCATCTACAATTGCTTGATATTTTTATAATTTCCTCAAA
AGTTCAGTGTCAGGACTGGAGTGGAGTTATGTCATTTGTTGCATAACACTGTACA
>AU170305 ID   AU170305   standard; mRNA; EST; 581 BP.
GGTTTCCAGNANAGGGGGAGGACGGGTAACCGGTTAACCCTCGACCCGGCCCTGACTGCT
GGTTAAAGGAGCTGTAGACCCCTGCAGCGCCCCCTGCAGGCAGAGCGTTTAAACCTCCAC
CCTGACCATTAAACTGGTCCTGCTTGTAGTACTGTGAACTGGGGGGTCCAGAGCCTGGGT
ACTGTGGAAGCTGCATCTTATGACTCTGATATGAAGGGGAAGGTCCAGAACGCTGGGGGG
CGGGGCCTGGACCACCGGGACCTGGATGGTACTGCATGTTGGAACCGGAGTATGGACCAG
GACCAGCTGGACTGGCTCCACTTGAACCTGGCATGGATCCGCTGGACATTAAGTTCACTC
CGGAGCCGACTGGGACGCCGTATTGGGGGGCCACTCCTGAGAAGGCCTCTGGGTTGTAGG
ACCTTTTGAGAACCTGTTGGGGCCTCGGGTGTCCCTGCTGGGGTCCTGGACCGTAGTTTG
GGTGCTGAGGACCCCTCTGCGACATCCCCGCAGGCCATACATGGGGCCCATTGAAGAAGG
ACCCCTGGTCGGGGCAGCACCAGGGACCATCCCAGGAGCCC
>AU170309 ID   AU170309   standard; mRNA; EST; 603 BP.
AAAAACAGTAAAATAAATACCTTCAAAGTGCCAAATCATTTAAAGATGTATAATGTTGTG
GAGCCACAGCTGAAAGCGGCGGCCATAAAATTTCTAGACCGTTCTTTGATCTGTGTGTGT
TGATTTGGAAGACTTCTCGTCAGTTTTTGAATCAAGCTCTGATTGCAGCCGAACAGGCCC
ACAATATTTCTGTTGCATAAGAAGAACGATTGATTTAACTGGTAATGACAAAATAAAAAC
CTTTTGTCTTTCAAGCCATAAACCGATTTGTACAATCCCTGGTTGAGCAGCGACAGACAC
GTTTTAGAGGAGAAAACTGATGGAAAAAAAAGGATCAAATAAACCAAAAACAAACGGGAA
GATCATTCTTAAAACAGTTTTTCAACAGGAATACCTTTACTGAACTTTGGAGTTCAGATG
AAATAATAATCTAATCAAAAATCAAATTAAAACTCTGAAAGTTTGTTGATCTTCATAAAG
GTCACATCTTTCTATAAGCAACTCAAAATGTCCTAAAATTCATGCCAACCAGGGATTTTG
ACAAATCATAACAAGTCAGTGAAGTAGTTCTCACTCCATATTTAACCGTGCCACATGCTT
TTT
>AU170310 ID   AU170310   standard; mRNA; EST; 689 BP.
TGGNTACCGGGGTGAAAAATGGGTAAACCTGTACGTGACACACAGGTGGACCACGCAAAA
TATCAAGATCATAGACCGCTTGGGGAAGCGGTTGTAGCCAAGATGTTTACAACATGTAAG
TGTGAAGTGGGTAAGACACAGGCACATCAATGCATGTGACTTTCATACACATTTGACAAA
CACTTTAGCAAACATTGTTGTCTAATAATTGCACTTACTGTTCAAAGTTTTATGTGGTAT
TTAGTTTTCAAAATCACATTAAAATAATTATGAATGCTACCAGATAAACTTTACTTCCTG
TGGAAAATATCTGTGTTTTTGCTGCTAAAGTTTACATGAAGAAGCTACAAATGCTAAAAC
CTGAGAGTGTAGTAATTCTCAGCAAAATTTGTTTTAAAAAAAGCTAGATTGTTGTATTTT
AGAGGGATAGATTCCAAATTAGCTTAAAAACTAAAAGACCAAAATTTGCTCAACAAGTAC
CATAAAAAGTCAAATGATGAGGGTGAGTTGAAACCTTCAATAAGAGAAAAGACTATCAGT
TGGAAATATTGCTTTACAACTCTAAGTATAAACCTGTTGAGAGTTGTAGGAAAACGGTAC
ATAGTGAGCAACAAGGAACTGTCATTGTTTAACTGTTAGCTCTCTTCCCTTTTGGTTAAC
AGGCCTTGGTCCAAACCCTGGCTGGGATT
>AU170312 ID   AU170312   standard; mRNA; EST; 640 BP.
CACAGGTGACCTGGNAGAAAAGCATCCCAGGGTAAGGTTGTACACTCCCCCAGGGGCCTG
GTTCAGGAGCTGGGTGCTCCAGGAGTGCCTGAGGAGCCCTCAGAAGAAGGCAAAGTCACC
CTGCAGAAGAGCGGTGGCGAGCACTTTGACCCCGACACGGGCAGCGGCATGCTGTTCCTC
AGCAACGTGACGGTGGCGCACGCAGGCTTCTATGAGTGTGAAGCCTGGAATGCAGGGGGC
ATGGCCAGGGTGACATTTGAACTTGCCATCAACTCATCCACAGCCTCCTCCTCCTCCTCC
TCAATCTGGGCTTCCTGGTCTCAGCTGTCCTCGCCGTACTCCCCGGCCTGGCCTCGGCAG
AGGGGTTACAACCCGGCTTTGGGCTCAGACGTGAGCCGTGAGCCTCTGTATGCTCTGGGC
AGCATGGCCTTCAGCGCCCTGGGAGCCGCCACGCAAACCGCCATCGCTGCAGGGATCTCC
CTGCTGGCTCTAACTGCCTTGCTGCTGGTTGCCATGATATACAGCCGGCACCAGCAGCGG
GACAAGGATGCCGAAGGCTCTGAAAAGGTGAGTATCAGTCTGAGTGTGGGTTCTTCTGAG
GGCTAAAAGGGACTGACCAGACTGTCCACTAAACTCCTGG
>AU170313 ID   AU170313   standard; mRNA; EST; 442 BP.
CGTGAAATGAGNACACCAAACAACAGCTTTCCTCTCCAAACTTTCCCAGCCTGCCTGCAA
GCTTTGATCTGACTGTCCGATGCCATCACCATCACCATGAACGCGAAGATGCATTTCATC
ACCCCGGCTTATTTACATCACCGCTGTTCAAATAGCTCCACATAGTATAATGGGAGTGGG
TTTGTTTAGAGCTTCATTAGTGGGCTGATGAAGTCTTCGTTAAAGGCCTCTGGGGCTGCG
GGGAAGTCCACTGCACTGAGTGGGACAGCGCTGGGAGAATGTCAAGGCCAGATATTACTT
CAGCATCGCACCATGACTCTAAGCTGGCATGTAACACCATGCAGAGGGAGGAGTGGAGTG
AAGTGAAGCAGGTTTGGAATGAGAACAAGAGAGGGCAGTTGCTTAAGGGAGAAAAAACAA
AACCAAAAAAAAAAAAAAAAAA
>AU170314 ID   AU170314   standard; mRNA; EST; 685 BP.
TTTTTTTTTTTTTTTGAAAGTTCTGAATAAGACAGAAAAAGTTTAATCATTACAAAAATA



GGGCTTAGAGATGCTCTCTGTGATGCTCTCAGTGGTGGAGTAACAGTGCCCCCTTTTGTT
TAAAGCAGAAATGGAAAAGCTCCACAACAATAGTTGTGTCTGTGGTTAACGGTAACACTA
TTTCACAAAGATATATCAAAGAGAAGAACAGTGTTTGTAAAATTGTGCAAAATCAGACTT
TATTCTTTTTCTCCTACTTTACTGCCTTTCATCATCAGCATCAATCATCACCTTTGTCGT
CAACATCATTTCTCAAATCACCCCCTCGTGAGAAGCAGACGGAGAAAAGGGAGATTTTCA
AAAAGCGTCCTGGCTCGAGCCTCTTTGCAGAATCAGGCATCAGTTATTAGTCCAGAGACA
CAATAGATCAGTACCACATGTCCATCTTATTCTTGGCAGTACACTTCAATAGGGTCTCCA
GTGTCCATGATTACAAATTGCTTTCAATGCAGCAGGTTGCCATCCTCTCAACAGTCAGAG
TTCCAAGAGGCAACGAAAGTCCGTCTTTGTACACAGAGTTAAGATTTTGGATCTGAGAGT
CTTTCCACTGAAGGTCTGAGGCCGGTCAGCTTCTCCAGTTCACATTGAATAAGTGCAATG
CCTAATATGTCAAGAAAATACAAAG
>AU170317 ID   AU170317   standard; mRNA; EST; 663 BP.
GNAAAACCCTCAGNAGCAGNATCAAACAAACGGNAGNATGGGNAAACGGTTTACATTGNA
ATTCATTCATCTTGGNATGATTTTCAAACTCTTCGGGGTTTGACTTTTGTTCCCTGTTGT
GCCGCGGNACTCTAATAATGGTAATAAAATGATGAGCTTGTAACGCCGCTGTTTCCCTCC
AACAGGCCATCCGTGTCCTGGGTCTCCTCGGAGCTCTGGATCCTTACAAGCACAAGGTGA
ACATCGGCATGATCGACCAATCCCGAGACGCTTCGGCCGTCAGTCTGTCGGAGTCCAAGT
CCAGCCAGGACTCAGGTAGGCCCCCCCGAGCGCTACTGCTAATCACAGGACAGCTTTTCG
CTGAGATCCTACATGGAGATCAGATCAACCTTTTATTTGCATTCCTGCAATTTACAACAG
TATCAAGTTTTTACTGCAACATCTGGAAACTTTTGGAAATGATGTGGAGACGTATTTAAA
CCTGCCTGGGGACGTGCGACCCGGCAGCGCCGCTGAGAGTCTGTGTTTGCCTTGGACGGC
TTCGGTTTGTCACAGTGGCTTTGACATCCCAGAAAAAACCATCAAGCCCTTGAGGGCGCT
TTTGGAAGAAGGCTGAATTCAGAGGGAGCGGATGGCCTGCAGGTTTCTCCAGTCTGACAC
ATC
>AU170330 ID   AU170330   standard; mRNA; EST; 317 BP.
CTTTCCTCCGCTCCTCATCGCCTTGATTTTGTTTTTGTTTTTTTCTCGACCTCCAGCCGC
GGAATATGCAGCTTTAACAGCAGGGATCCTCCCTCCGCCAAAGTCCAGCTTCTTCATGTT
TCCTGAGCGCAGTTTCCGGATTGCAACTCACTCTTTTTTGGAAGGATTTGCTCTGCATGT
TCTGGGATTTTTCCACCGCTCATCTGTTGTAAATTAAAGCCACAATCCACCTGAACTTGT
CAGATCTTGGAGGAATATGGACTCAGTGAGACACCAAGGGTGAAGCTTTGCTGTTCACAG
AGAAGTTGAGCTCTGTG
>AU170333 ID   AU170333   standard; mRNA; EST; 706 BP.
GGNATCCGCCGCCGCCGATTCGGCGGCCGCGGATCCGTTGGAGGAGCGAGACGCCACAAG
AGCTAAAAATTAACCAGAAAATTTAAAAATAAAACTCCTCACTTAGCTAAAGGGTTCTTT
TTTACTGGCGCAAACAACGGCGACGAACTTCCAACGGCGTTTAGCCTGCAGGTCACCAGT
CCAATTCATACTGTTGTAAGTTTGATTTTAGCAGTTTGCTAGCTAATTGTTACTTTTTTC
CCCCCCATTAATTTATATATATCTGCCCGCGTGCGCTTTTGACATTGAAAACAGTTTGGA
GGTAATTTTTGCCCCGCTCTCTTTTACGGTGATAAACTGTCACCTTCCAGCTGAACTCTC
CTCTGTCACCTGCAGATTGAGAGACAGGGATTACGCTTTCTCTTGTTTTTGGGGTTTTCC
CCTTTTCTTGTATTTTTTTTTCTTCTACTTTTTTTCCCCCCAAACACAACCAGGAGTGAA
GTAGCTGTACACCGAGAAGACCTGGCACGAGCGTCACAAAGAGAGCGGAGAGCATCAAGA
GACGGGAGGCAGGCGAACGGGCTCACGGGGGGAGAGGACAACGACACGGAGCATCCTCTC
TCCTTTTTTTAATTTACCAAACGCACGGACTGCTCACGCGTGGTTTATTTACGGAAAGAG
TGACCCAAGACTCATCCAGCATCGGCTGCTCCTCTCCAGGGATACC
>AU170335 ID   AU170335   standard; mRNA; EST; 675 BP.
CAAAAAATCGCTGNATGGNAAAAAGNAGCTTATTTCTGGCATAGNAAAATTAATCCACTT
GTAGNACGACTGGNATCGATGTCCTGTATGCCTTGGTTTTCTTCATCTGATCTGGTATGG
GGTTCAGAACTGTGCGTCTGGATAGATCCATTATTGCTCGCCATTTTTGTTGCACCAGTA
ATGTTCAGTTAGGGTTTGTAAGCTAGTGGGAGAGCGTTCTCTGTAACGGGGAAGGGAAGG
GGGCGTGGTTGCTATACACCAACGGTCCTGCCCACAAGTTAGAGGCAAATGAATAAACTA
CCGTAATGTCACTCTATGTCCTAATAAATGACACAGATTGTTTGATTTTGGCTGATAAAA
GCATAATCATAATTAAAAGATCACTGGGAATGTTTTTACAATTGCTGAGATGATGATCTG
AGTGTTTTTGTTTTTTAAAGACTAAGCATCTCTTCTTTCAAAAAGGTGGGAGGGTCTTCA
GCTTTCATCTGACTTTTTGCAGCAGTAGAAAGTGTGTTCCTCTTTCCAAAACACCTTTAA
CATCAGTTCAATGCTTTCCTTTTCTCAAAGACCTGCAGTCCCTGATCCTCAGAGATGAAA
GAAGGGTCACACTAACCACTTTAAAGTCCAGTTTCAGGCCTTCATCTTTGCTGACAAAGC
ATCTTTCTATAGCCT
>AU170338 ID   AU170338   standard; mRNA; EST; 654 BP.
ATGTGTTTATGNAAATGTTCAAGTAGNAAGTTTTTGATGTTGAATTCTGTGAACACATGN
AACAGTGGNAATGAGTTGATTATTTTTTGTTGAAATAGCTTATGTTAATTTCAAATGTAA
GAAAATAACATTTTACTAACAGTTTCTTAAGTTGTTAAATGAGAAAACAGTTTTTCCTAT
TTAAACAAAATTAGTTTGAAATAGAAATGTAGCGCTTTATTCTGGCTAAAGCTCCCTACA
GGACACCAACTGAAATCTGATCAACTTATCTATGAAGCTGTATTATAGGACATATAATTA
CACATATTACACTACATATATCTGTAAAGGTGGTTCCACATCCTGATTGACTGATCCAGG



AAATCAGCAGCAAGTTCTGGAGCACTTTTTCAGATAGTTTGAAGGAGTGCATGAAGCTTT
CCACATGCTGTCCAAGGTCATCTCTTTCAGACGGATGAAGGCTGCACCAAGTTTAGAGTT
TCAAAGCCAATAAGCACATGCTAGGAAACCATGTATGCTGACGGGTTTAATGATATTAAA
GCTTTGTGGAACATTGTCTGCCTCTGCATTTTACTGTCTGATGGAAGATTGGAACCAGAA
AGTCAATGTGGAGTAACCATGCATCACAGTGACCTCACAGAGGTCCACCAATCA
>AU170341 ID   AU170341   standard; mRNA; EST; 714 BP.
TTTTTTTTGTTTTGTTTTTTTAGTACTCTATATACATTGTGCAAAAAGAACTGTAGTTAA
TTCTAAAAAGGCCACCAGGTGTCTTGGTTTTTATCATCTCCCTCTGTTCATTAGCATGAA
AATGCTGGTCATTGTAGACTTTTGTGATTGACCTTATTTTCCTTACAGAGAGAACGATAT
ACCCAGTACAGTTCTAAATAAAAAAGGCAGGCAGAGTCAGGCAGACACGATTCATCATCT
TACAACCACATTTTGGCTAGATTTCAAATCGAAAAGTACAAGACTATAAAAAAAATAATA
TTATACATTAAAATACCAACAGCAATGCATCAGTTTTGTCCAAACAAAAACAGATTTATA
TGCATTTTGTTTAAGTTATTGTATGTGGTACAGTTGCAACTAAAAACACATTATTTGTTT
TCACCTAATTTTACTGTCTGATTTATGGGTAAACCAAAATATTTTAATTCCTGGATAATC
CAACAAACAAATAAAAGATGCACTGCATGCATTGCATTACATCAGTAATGCACATTTCTA
AATATAGTATGGTAAAGCTTTGTTTCTTAGGTTTAAGTTCAATTTTCAGACAAACTATGT
AAAAGTCCAGTTTTCAAATGTTTCACATGATTTTCCATCATCTGCAATTTTAACATATAC
ACCAATATTTGCTATTGACTCTATAATAATTTGTTTTGGTACCATTTATGACTG
>AU170351 ID   AU170351   standard; mRNA; EST; 608 BP.
CCATGGTGGGAAATTCACATTGTCCCATACGATAACATATAGTGGTAGGTGAGGCCCTAC
CAGAGCTCTCTCATTTTCAAATCAAAATGAAGGCGGTCCAAGAAGATGAGGAGCTTCTGT
TCATTGTATGGGCCAAGACTGGGGATGTGAGTGCCCACACCATTTTTCAGATATGGCAGC
ACACATAGTTATATTGCCCCCTCACTGGCCTGGGACATCCTCCTTTGTTAGTCAAGTTCT
AGTTTCACCTGACTGTCAATTGCTGTAATAGATTTATCAAATGTCCCAAGGGATTCATAT
ATCGTATTCATGGTATTATTTTCTTGACTAATTTTGACAATTAGACAGACTATTGTGCAT
GTGATGACTTACACAATGAAATGATGCTGACTCATTTTGGAGGGAACAATCATTAGACTG
AGAATCAACAGTCAGTTTAGATCATCAAGATCTATTCACTTGGAAATTGTGCTAAATGAA
GGCTACCTGTACTTAATCACTTAAAATAGGACTGAGACATTGAGACATGTACTAAGACAT
TTGCAATTTGATGAAATTAATGAGAAATTCCATTCTGTTGCGAACAATTGCCAAGGTGTT
TTGGAGGG
>AU170358 ID   AU170358   standard; mRNA; EST; 188 BP.
TTTTTTTTTAAAGAATATAACTGCTTAACTGAGAACAAATATTAAAAAAATAAAAAAAGA
ATAGTTTACTAAAATTCTCCATTAAAAGAAAGAAAAACTTGATCATGTTTAGAAAGGATG
AACCTTTTGAGGTATTTCTGGTGGGCAGCTAAAGCCCCTAACGTTATAATGGACAGCACA
TGTAGGCT
>AU170362 ID   AU170362   standard; mRNA; EST; 469 BP.
CTTTTTTAGTAGGACATAATGTTTGATATTTTTAACTTATATATAAGAAATGGGTGGAGG
AGGATGTCAAGGTCACGCTCAAGTTTTGCATAATTGCCAAAGGAGATTACAAAAAATTTT
AATCAATAGGTTTTGATCTTTCCTAGTAAACATTTAACAAACTTTCCCAAATCATAAAAG
AGCTTATTTCCCATAGAACACAAGAGGAGAAATGCCCATGAGGCTGAAGATGGGAAACAT
AAAATGTCATATATTCTGAGTTTATTCAAGGTATCCCAACATTTCATTATTTGGGAGATC
TGTCATAGTTGTAGTGCATTGTGAAATTTCCCACATCAACAAATTAACAAGGCTTTCCAC
ACCAATAGCACATGTTAAAGTTGCAATAAAAAGGCAGTCAGGTCACATCAAACTAAAATT
GTCTGACTTTTTCTGTCAAATTGTCTTTGACCTTTAATGATCTCATTCT
>AU170363 ID   AU170363   standard; mRNA; EST; 216 BP.
TTTTTTTTTTTTTTTGCATAGTAATTGTGACTTTATTGTCTCTTTACAAAATATACATAT
TTTAAATATGTAATTCAACCAGTTGAGGCTAGCTAACTAGACAGTCAGTACACCAGGATA
TTATGTTTTCATTATTCTAGACACAGTACATGCGGGTATAGACAGGTTTCATTGGTGGAC
AGGAACAGTATGAGCCAAACGAGTTTTGTTCTGTTA
>AU170367 ID   AU170367   standard; mRNA; EST; 433 BP.
GTCAGCTCCAGCGTCATACAGCAGCAGGAGCAGCAGCAAACAGAAACAGCAGCAGCACAG
GAGGGAAGGAGAGAAAGACAGAAAGAGAGAGTTGGAGGGAGGGAAGTAGTCTCAGGCACG
GGAACAAAAGCATTAATAAAGCCGCTTTCCATCTTCACGAAAAGAACAACGTAAGGGGAA
TTCAACGAGGGAAAGGTGGTCATGATTGTAGAGAGACAATACGGCAGTGAAGAGGCACAT
TATCGTCAGTAAGGACTGAAATCAAGCCTCTGCTCTTCTCTGCTCTCCATGTTTTTGGAG
ACTCGCCGTACCATTGCCTTCGTCTACAAGCCCAGAGGAGGATGTCTGTGTCAGGGAAGA
AGGAGTTTGACGTGAAACAGATCCTCAGGCTTCGCTGGCGCTGGTTTAGCCATTCAAACC
AAGGGTCTGCTGG
>AU170368 ID   AU170368   standard; mRNA; EST; 597 BP.
TTTTTTTTGCATCCATCATTAAGCTTGTTTATTTCTGTTTGCACTCCTGTGACATAATTA
TCACAGGAAAGGTTTTATTCAAATTTGCAGCAGACCTGCTGAAAAAGCTTAACTCTTTAC
TTTAATCTTTGCTTTAAAGTCTTTCAAAGATTTGTGAAAAAAAAGGGGGGCAAGAAGCAG
CAGACGTGCTTTGATGTCTGTTTGTGACTCAGTGTTGCGCCATTTCAAAATGAGATCGAG
ATAAGATTTTCACTTTAACCCTTTAGCACAGATGAGATATTTGTTGAGGAAGCCTTTGTG



GTTAGACATAATCAGCATTTTTTACAGTCTCCAACAATAATCTGAAACCACAGGTAAACT
TAAGACAGGATGAGCAGACTTAAAACCTGCTTTGCTCTATTTCCTGACCTATTTGTGGTG
CATCACTGGCACATCAAACTGTTGCAGAAGTGAAGATTTACCCTTTTGATTGACAGTACG
TGCGTCTGTTCATGCATCAGTCGTTTTTTGCTGGACTTGTCTGAATAATGCATATGTTTT
GCGGCAGATTGCACTTATTGGTTTCTTTACTTCTCTCCACAGATCGGAGCAAACGCA
>AU170372 ID   AU170372   standard; mRNA; EST; 451 BP.
GTCCCACATAGCGGTGGGACTTTATCACAGGGACTTCCACCTTCACAGGGCCATACGGTC
ATACTAACCGTCATAGGACAGGATTCTCCAAAGCCGCCCAGTTTATTCCACTCCCTCAAC
TTCCCACAGCCACGGGAGGACCGCCGACACCCTCGTCAACCACGTCTTCCGACATCATGG
GATCCCTTGTGACATCGTGTCAGATCGTGGCCCCCAGTTTACATCCCAAGTTTGGAGAGC
GTTCTGCTCCGCCCTGGGGGCCACGGTCAGTTTGACTTCAGGGTACCATCCTCAGGCTAA
CGGTCAAGCGGAGCGGGTGAACCAAGAGCTAGAGGCCGCCCTCAGATGCTTGGCAGCTCA
GAACCATGCTGACTGGTCCAAGTATCTGATTTGGGCAGAATATGCCCATAATTCCCACAC
CTCTACAGCCACGGGACGGTCACCTTTTGAA
>AU170376 ID   AU170376   standard; mRNA; EST; 551 BP.
GAGCCGCGCAGCAGCAGCAGCCTGCTTATGTAATGCCTCTTATACCACCCCGCCACTCTC
ACCAGCTCAGCTGCAGGGAAACTGACGAATGGAGACATTAATGATGAACAAACTGCACCA
GGACGATGGTTTTGGGATGAGAAGATGCTAAAAAGTGGGATGGTTGTAATGGAGCGGAGG
AGTTTTGCGTAAACGCGCGCGGCCGCGCATCAGTGGCCTTCCCCTGAGGTGCGCCGGACG
TCGGGCCCGCGCAGGAGCAGTTCTGCATCCCCGTAAAGACGGTCTCCTCCATCAGTGGGG
AAAAATTGATGCGAACGCATCCTCTTTCCTCTGCGCGGGTTTGTTCCAGCAGCCTCCTAA
CTGAGACCCCATCAGCGATGGCGGGGCCGGAGCAGCAGCAGCAGGTGGAGGAGAAGGCAG
CAGCCCATGGATGATGCTGATATGGCCCTGCAGGGCATCAACATGCTGCTCAACAACGGC
TTCAAGGAGAGCGACGAGCTCTTCATGAGATACAGGACGCACAGCCCCCTGATGAGCTTT
GGAGCCAGTTT
>AU170381 ID   AU170381   standard; mRNA; EST; 614 BP.
CGGCTTCGGNAGTGCGGGTCGGACAGCCCCGAGCAGGACATAGAATAGGCTCGCTTTTTT
TTCCCTTTCTCCTCTTTTGTTTTCTCTTTTTCCTCCTCTACTCTTTCATTCTCTTATTTA
AGAGAGAGCCAGAAAGCCCCCGTTGAAAGCGAAACACTCCCCACTTGCTTCCACTGCCAT
GGCATCTGCAAGCAGCTCCGCAGCCTCTGCCGCCTTCGGGCTCGGCCGGAGGAAGAAGAA
CCCCGGGCTCTTGGACCAGATCGGGAACTTCTTTGGAGGCGACAAGAAGAAGAAGGGAAA
GGGCTCTTTCCGTGGAGCTCTGTCTCCGGCCCCTCAGAAAGCCTCCGCCACCTCCCCACG
TAAGCGTGGCGGGGAGAACGCCGTGGTCCACTTCTTTCGCACGATGGTGAGCCCCGCCCC
TCCCAAGTCTAGGTGGAGAGGACTAGCAGCCAAGATAGGTCTGGGCCCGCAGAAGTCCAC
TAAGAAGGCCGGAGCTGGGGACGGCAAAGGCAGCCTGACTAGAATCTTCAAAATGGGAAG
CAGGAGCGCTTCTCCAGCCAAACGCTGAGGAGCGCCAGCAGGAAGGTAGACGTTCGAAAA
AACCCCCGGGGGGG
>AU170385 ID   AU170385   standard; mRNA; EST; 623 BP.
GGGAGGGCAAGATGACTGACCGTTGCCCCCCATGGGCATAAACAAAGGCAAAGGACCACA
TTCTTTGGGCTCTCACAAGGAGGAGCAGCTCTCAGAAGGGGAAAGTCAAGAAAGTCTAGG
TATGGAGTTTGAAGACGTTCAACCAGAGGCGCTCTTGGAGCCCTGCAAGCTGTGTCGAGT
CCGACCGCGGAACGGGAATATTATTCACGGAGGCACCGCCCACTTGCTGACCTGTTTTCC
GTGTGCACGGAGGCTCCACAAGTTCCAGGCTCCATGTCCAGGATGTGGAAAGATAATTCA
AAAAGTTATTAAGATATTTATCCTTTAAAAAGTACACAAACTGATGAAATAGAGTCTACA
AGTTCATAAATAAAGCTGTGTATATGTAACATATGAAGGCTCAAGGTGCACTGATCAAAT
ACACAAACACAACAAACATGAACAGAATCCAACACTTGTGAAGCTTGTTCTGGGGGACAT
TTTGGAGTGTTTTTGAAAGGACATGAACCAAACCCAAGGTTTGCTTTGCTGCCACGTGTA
AATAAGGGAAACGTTTGTAGTATTTATTTAATTCACATGGGGAAATATATTTGATTCAAA
TGACATGAAGGTTTTGTTTTCCC
>AU170391 ID   AU170391   standard; mRNA; EST; 567 BP.
AGNAAAAGCAGGNAACCGTCCGCTGGNAAATACTATCTGATAACTCCATTTGCTCCGCTG
TACGAGTCGCGAGCTCGCTGCCGCGCGGGGCTGGACACCGACGGCGCACTTTTTTTTATT
ATATTTTTTTATAGAAACATTTTTTCCTTGACTTTTTGGGGACTGCTGGAGCTTACCCGT
TGTCCTACGCAATCTTCAGACCCGAACTTCAGCCATTAAACTCCAACGAAAGACCATGGT
GAATCCTGGAGGCAGCAGCCAGCCGCCGGCGGTGGGCGCCGGTTCCCTGTCCTGGAAGCG
GTGTGCGGGCTGTGGGGGCAAAATCGCAGACCGCTTCCTCCTCTACACCATGGACACCTA
CTGGCACAGCCGCTGCCTGAAGTGCTCCTGCTGCCAGGCCCAGCTGGGCGAAATCGGCAC
GTCGTGCTACACGAAAAGCGGAATGATCCTCTGCAGAAACGATTACATCAGATTATTCGG
AAACAGTGGAGCTTGCAGCGCCTGTGGTCAGTCCATTCCAGCCAGTGAACTGGTGATGAG
GGCGCAGGGCAACGTGTACCACCTCAA
>AU170394 ID   AU170394   standard; mRNA; EST; 425 BP.
GCGGNACCGTTTTTTTTTTTTTTTTTTCATATGATCTTTTTCTTGTTCCCTCTCCCTCTG
CATGTTTTCCCTTTCTTTTTCGATCTCCCTCTGCAGTTTGTCCCTCTCGTCGTCCGCATG
TTTTTGGATGCGGCGCAGCTCTTCACTCTGGGCTCGCACCATCTCCGAGCGCAAACTGGA



CAGGGCCTCAGCGTGCTGACGTATCTGCCGGGCGTGATCATTGTTCCTGCCGCTGCTCTG
CAGCTCCAGCTCCCTGTTCCTGCTCTGCAGACGGCTCACCTGGCCCCTCAGCTCCTCCAC
TTCAGCGCACACACACACTTCACAGCCTCTGCGATTCAGCAGCTCCTCTGCTCTGCTTTG
CAGCTCGTCTTCCTGTAGCAGCAGCCTCTCCTTGGCGACTGGAAGCTCCTCCTCCGCCCG
TTTGG
>AU170396 ID   AU170396   standard; mRNA; EST; 531 BP.
GCGGNACCGTTTTTTTTTTTTTTTTTTTTTTGCATGACTTCACGAGTATTTATTCAAATA
GCACTTCATTCCTGACTCTGTTGGTCAGACCTGACCACTCTGCTGTCTTATTTTGGAAAA
ATATGGAGCTCTTTTTTCACATGTATACAATAGGATTATTGTAAGGGTTATGATGCAGCA
GCAACACTGCAGTCAGCAGTTGGTGAGGGGATGAACAGCAGGAAAACACAAAAGTCTTCT
GTTGATGCGTTAGATTTTGGCTAATTTTCTTTAGCTTCTGTCTGATGTAGTTGTGGAGCA
ATGGTGACCCCCGTCCTCTTTAGTCCTGTCCTGACTGGACGCTGAAGGAGCCTGACTTCA
GTTTTCTAGACCGACTGTCCTTCACCCCGCTGCTACGCTCCATTGTTTTACTGCTCTGCT
CCAAAGTGCTACTTCTGTGCCCTCTGTGGTCCAAAGTACTGGGTCTGTGGTCTTTGGAAT
AAAAACCACTATTGCTGTGCTCCATCACACTTTTCATGGAGTCCACGCTGG
>AU170400 ID   AU170400   standard; mRNA; EST; 610 BP.
GGCGATGTTACTTTTAATCATTGCTGTCGTTTAGACTGCTTCAGCTTTCTTTTTTTAGCT
TCAGCGTCAATATTTTGATCAGATTTTATTATGTTGGGATTTTTAAGTTTATAAACAAAA
ATGTGGTAAAGCAAATTATTGATATTTGGTGTTACATAATAAGGCCGCAGCTGCCCCAAG
CTTGCGTAGAGATTACAACCGCCTTTCAATGCTAGGACTAGCATCAGAGCTACATATCGG
TTCTGAAGGAAAACGAGCTGACAGTGGCTATACATAAATACTTTTCAGTGCATTTGTATA
TTACTGTTAGATTCTCGGACCTGCCACTCTCCTGAATCAGATTTGGACACCCTTTTTTGT
TTTATGTTCTTTTATATTTTATAAATTCGTCCTTTAAACATGGCATCAGTGCCAGTGTAC
TGCTTGTGTCGACTCCCTTATGATGTGACACGATTCATGATTGAATGCGACATTTGTCAA
GACTGGTTTCATGGAAGCTGTGTTGGAGTGGAAGAGGACAAAGCAGCTGAAATTGACCTG
TACCACTGCCCAAACTGTCAGGTCACACACGGGCCATCTGTCATGCGCAAACGCCGTGGC
GGCAATAAGC
>AU170407 ID   AU170407   standard; mRNA; EST; 747 BP.
GTTGGTGCACTGCGCAGTAGCTAGGAAGCTGATGAGAGATTGCNATTCATCAAGATTTAT
ACCTGTCCCCCGTATATTTTAAATTATTGGAATCAATTTGTTCCAGATATCAACTGGAAA
GCAGTNTGGACGATCCCTCATAAGTATTTAATAATAAATAAGGTAAAAGAAGTATCCTTT
AAAATTCTCCATAAAATTTACCCTGCCAAACATTTTATGATAAAATTTAAAAAAGATATT
AATACTGATTGTAGTTTCTGTGGAGATCACCCAGAAACAGTAACTCATCTTTTCTGGCAC
TGTTTGTCCACACAGAGATTTTGGAAGGAGTTCAGTAGATTCATCATTATTCATGTCTTC
AAAGATTTCTCCTTGAAATGGGAAAATGTATTACTTTGTTTTTTCAGGACCCCCAAAAAA
CAAAAGGTATTTTTTATAATTAATTTATTAATTCTTCTGGCAAAATTCTACATACATAAG
TGTAAATTTACTAATAAAACACCATACTTCCCACAATTCATTAAATATGTAACTTTTTAC
ATAAAATCAATATCCTTTTCCTCCAACAAAAAGGCTCTCAGAACTATTGAAATTTGTAAC
TCTCTGCAAATATTTAATGAATCGACTCCCCTGGCTGTTTAACATTGTTTGTGTTGTATA
TTGATTGTATGTTGTATACTGCATTGATTGTTCTTCATGTTGTATACTTGCATTTGCTCA
ATAAAGTTATAAAAAAAAAAAAAAAAA
>AU170409 ID   AU170409   standard; mRNA; EST; 611 BP.
CTTCAACAACCATATCTTCAACCTGGAGCAGGAGGAGTACCAATCAGAGGGAATCACCTG
GCACAACATCCACTACACAGACAACGTAGGCTGCATCCATCTCATCAGCAAGAAGCCCAC
AGGCTTGTTTTACCTACTGGACGAGGAGAGCAACTTCCCACATGCCACGGATGAGACCTT
GTTGGCTAAATTCAAGCAGCAGCACCTGGGCAACAAGTACTTTGTGCCCACGCAGGTCAT
GGAACCGGCCTTCGTCATTCAGCACTTTGCAGGGAAAGTCAAGTACCAGATTAAGGATTT
CCGTGAGAAGAACACTGACCACATGCGTCCAGACATCGTGGCGCTGCTGAGGAGCAGCGA
CAGCGCCTACGTGCGGCNGCTCATTGGGATGGACCCCGTGGCCATGTTCTGATGGGGCAT
CTTACGCGCCACCATCAGGGGTATTTCTGCTTTTAACGAGGCTGGACGCTCCTGGGCGGC
TAAGACGTCAGGCGTAGTCCGTTCAAAATCCAGAAGTCCTCTGAGCGAGCTTTAGCGGCC
CAATACCCCAATAGAAAAAATGTACAAAAGAAATGCCATGCAGAGATGATCAGCTCCATT
AAGAACTTGCA
>AU170417 ID   AU170417   standard; mRNA; EST; 781 BP.
CAGGTCTTGAATGTCAAAATTGTTCTTCTGAAAGGGATTGTGTGTTTTTTAAATATTATT
TTATTTTGGTAAATGCATTTACATTACAGCTGAAGGCTTCAAAAAAGGAACTGAGCTGAG
GAAAACCATCCACCGTTTTTCAGTTTGTTCATTTAAGGTACAGCGTCCTGCACGTGATTC
TCGTGGGCTGTCAGAATAAGCTACTGTTTGTGCCTGACTCTGCAACCGTCTGAGGAAGTA
TCTGAACGCGCTTCGCCGCCTCCAGCAGCTCCGGCGGGCCGCCGGAGTCCATCTGAACCC
TGTCTTGGTGTGCTGTGATGCACCGTTGCTTTCATGTATTTAAAAGAAAGGTCCTTGCGC
CCCCTGCAGGCAGGAGACCTGCAATGCACTTTTTGAATGCCCTCAGATCTGGATGAATGG
AAATGAAATTGCTGCAGTTATTATTTCATATCAGAGTTTCCCAAACATGAACACAAAAAT
ACTGCTGCTGTATAGCTTCAGGAAATGATGCAATCATTTTAATATATTGATTAAGTAGTG
AAACTACAAGCCAGAAAATTATTGCATTAAATGCAACCTTGATTTTTATTTTCTTAGGTC



TTGAAGTTCATTTGTTTTCTGCTTAACTCCTGTGGGGGTTTTTTCTACCTGTTAGATGGC
AAAAACATGTTTTAACAGCAGTTGAGAGCATTTCAAGACGATCCTTCCAAAGCAGTCTGG
TGAATGCAAACTGAACACGTCTCCTGCATAACCGCTTTCATGCTAAGGTCTTAACTTTCA
A
>AU170421 ID   AU170421   standard; mRNA; EST; 739 BP.
CCCTCCTGGGGGACTCTGCAGTCTATAACAACCCGGCCGTGGGCATGTACAACACCCAAG
GTGTGCCTGATGTTCCTATTATGAACGTACAACATTTCAAAACATCCTATCGGGACACAA
AGGGCATCCTGAACAACGCAAGAGACTCCAGTGTGATGGATACACTTCCTCTGAATGGTA
ACCACCCAAACAACTACAACATGGCCAGCAGTGAGTACTTGAGCGACTGCGTTCAGATTC
TGGACCGGAGCGGCGGTTACGGCACCCATAGCAACCACAAGGAGACCACCTTGGAGAAGA
AGATCCTTAAGGAGCTGACCTCCAACTACATCCCGCCGTACCTTAACAACCACGAGCGAG
CGACCACGGAGCGCAGTCACAACCTGATGAACAAGCTGGTCAACAGCAGTCTGGCAAATG
GAGGGAGTATGGCCGGGGGCAGCAGCAGCAGCAGCAGCAGTGGTGTGAGCGGCTGTGTGG
GCAGCGGCAAAGAGGACAACGGTCACCTGGTGCTGGACAACCCCGCGGCGTTCCCCCACG
AGGAAAACCTCGGTCTGGAGATCATCCGAGAGGAGTCCAACGCTCCTCTGCTGCCGGCCG
CGGCCCCCTCCGCCAGACAGCCACCCGCCGCCGCCGCCCCCTCCTCACAGCTTCTCCCGA
CAGCGGCGCATCCCCCAGGAGCCCAGCGAGAGCTTCTTTCCACTGCTAACCAACGAACAC
ACCGACGCGCACACACACT
>AU170423 ID   AU170423   standard; mRNA; EST; 755 BP.
CAGCACTTTCCCTTGTTAAAGTAGTGGATTACTCTGCGGCAGAGGCTCTCCTTGCGGTGC
CACTGGCTCTGAGCCGGGTAATGCAGGAAGTCCTTGAGGGGGCGCTCTTCCCAGTGCAGC
AGCTCCCAGTACAGCAGCAGGGTGAACGCCGCCTCTGTGAAGTTCTCCGCCTGCAGGTGC
ATGTCGCACAGTTTGTGGATGTAGCGGATGTACATCTCCTCTTTGTTGATCTCAGACTTG
TAGAAGTTCAGCAGGTTGACGGTGCAGCCGATCTTTTTGTTCTCCGTTTCGTCTCCCTTC
ATGCAGTCCCTGTAGTCCAGCAGGCGCTCCATCAGCCGCGTGACGGACGTCACAAAGGAA
GTCCCCGTCTCCCTCCACGTCTCCTGCTCGATCTTCTCCAGCAGAAGCAAACCGAACAGC
TCCCGGTAGTTCTCGTCACCTTTGCCCTCCGACACCAAACTGTCCAGCTTATCGATCAGC
TCGGCCTCCACCTGTTTGAAGTTCCCGTTCTTGCGCTGCTCCCAGTCCATCATGTCGTGG
AAGATCGGAATCATGATGTTCCTCAGCTCCACCTGTGGGACCAGCGTCACGCCCAGGAAG
GGGCCGATCATGCCGGGGATGAAATGGATCTTGTTCTCCCCTGCAACAGCGGACAGACAT
CCAGGTTCTGCCACATGCTGAACAGCTGGAAGGTCATGATCACTCTCATGTCTCCATATC
TGTCCAGAACCTTCTTCTTCTTAGCAGGACTCAGG
>AU170426 ID   AU170426   standard; mRNA; EST; 579 BP.
GNTTTTTTNACTGGNGACTACCCCCGCGGTGGCGGCCGCTCTNANACTAGTGGNTNCCCC
CGGGCTGCAGGAATTCGGCGGCCGCGGATCCGTTAAAGGCTTTGCACTGAGTCAAGATTT
TACTGCGTCCCGTTGACAGGATCCAGACAAACGCTCCAGAACGGTCCGGTCTGATACCGT
GTTCTGGAGTTTAACACCAACAAACTCAACAGGAATTTACCGGAACGGCGACTCCGGAGC
AGATTTAGGAAAATCAGAGCGGAGGAGTTTCAGCTCCAAAACCAAACACACAACGCGGCT
CCAGCCTGGCTGTGCGGCAGCGTCCCTGAAGACAGAGTTTGAGCCCTGAGCTGCTGTTCC
TTCAACAGCGCCGGACGGCTCTTTCAAGCGTTTTCTGGCTGATCGGTGGCGGCCCTACAG
CTGAGAGGGACGAATCATGGCGGCGATGGAGCGACTGAGCGAATGAAGGAGTGTTTCTGT
GTTTACAGCTGCTGTGCTGTCAGGACGACAACAATGTACAGAAATCTATTTTAAAACCAA
ATAAAAACACCAACAAACGAAAAAAAAAAAAAAAAAAAA
>AU170427 ID   AU170427   standard; mRNA; EST; 733 BP.
AAAAAAAAGATTCTCTGTGGGCAGTTTAAGCCCTCCGTGGTCCAAATTTTCTAGCCATTT
CAAAGCTGATTACCTGGATCAGATGTATCCAATCAGAAGCTGCAAATGCTCGGATGTTTG
CAAAAGAAGCTGGACAGTGACTCCACCCCTGAGGGCTGGAGCTGTGAATGCATCACAACG
CATGTATTCGACCTACACAAACGTTTTTATTTGCCGCTTCAAAAAATAGTTTCAATTTCA
GTTTCACAATGTGTCCCTACTTTGAGAAAAACATGTAAAAGATGGTTGTTCTTGTCAATA
GCACTGTTTATAAAATAGAAGAGTAAAACCTACAGAGTTGTTGTGCATTTATGAACATAG
AGAAATCACTATGTATTTCTATTGTTTGGTGACACTTTGAAAAGCTCAAACTTGTAACTC
AGTGACATTTATTCACGTTCTGTAATAGTGGTGCACAAGTTAGTCAAACTGGAGGTCCAA
TCCAGCCAATTCTACCCTTTCAAGTTATTCCATGTGTAGGATTTTAGAGCTTTGAGCTGT
AATTGTGTGCCTCTCGGTTGAATCTGTATCCACCAAAAACACTGCTGCCTCTGTCATGAT
GTGTACAGTTTGTGATAACTTTTGTAATGACTGAAGTAAACATTTGGTATATAATTTATT
GTAACTGTTTCATATGTATTTTAAAGACATAAATAAAGCAACCAAACTGTTTTAAAAAAA
AAAAAAAAAAAAA
>AU170433 ID   AU170433   standard; mRNA; EST; 770 BP.
GCGGACCGTTTTTTTTTTTTTTTTTTCTCAGAGCTTCTTCCATTCTCTTCTCCCCGCTGG
TCAGAGGGCGAGGGGGCAGATTGGCCAACATGCCTGAATGAGCAGATCTGCACCCCCCAC
TATCCTGAGATTTTGCCGGCGAGGATCGACTAGGGCTGCTGCTGTGACTTCCCACGCCGC
CACTGCCACGGCCAGGCTGGCCCTTCCCTCTGGCCACCCGCTCCTCCTGGCTCTCCTTTT
CCTGCAGCTCTGTGTCCTGTTTCTCTCCCAACTCTGTAAGCGGACCCCCTCCCAGAGTCC
TCCTTCCCAGCAGGAGATGCTCACCAGGCGGCTGAGGTAAGGTTCTTCTCTTACGCTCTG



CATGCCCAGAGGATGAGCGGCTGGATTCACCAATTTCAGCTCTATCCTCTGTGAGCAGGA
CTTGGTTCTCCCCCCCTGATCCCTCCGGGTCAGTCCTGACATGACTGGCAGCCAGAGTCG
CCCACTGAGACACCCAGCGAGGACCACCCACCACCAACTCTTCAGACAAGGCCTCAGTCT
TCAAGGATGCAGGCTGTCCTCTGTCCGTGGCAGCAGATCTGTGGGAGGAGGGTCTCTCTC
TTTGGACGTTGCTCGCTAACCTGGAAACACTGTGATCGTCCACACCAAACACTTTGTCAA
TGAGTCGCCTAGCCTCGTCGTCTTCACGGTCTCCATTCTCCAGCTCAACCGTGTACGTTC
CTCTGTCGCTGTAAATCGTCTCTGCGGTTCTGCTGAACAGGTGCCGACCC
>AU170436 ID   AU170436   standard; mRNA; EST; 703 BP.
TTTAACTTCAGGTTGAAGCCCTTAAAATACTGGATTAAGAAGCTAGGTTACTTCAATAAA
TAACGTAACCAAAATTGACCAGCAAATTTGAATGAAATTGTTGAATTTTTCAACAGAAAA
AAAATATTTATAGCCTGGTTTGCCAAAATCTACAAAAGCTGTACCTGATGTTTTTCTTTT
CTTTCTTTTGAAATTGGCATGACAATCGCAGACAAACTGTGTATAGTCTTTGACTAACAG
ATAACAGTTTGATTGACAATTCTTGGCTTCATGAAGGTTTTGCTGTTTTATTTCTAAAAG
ATATGAAGCTTGTTTGTCTCACATCATAAACCATGTTTTGGAATGAGTTCAGCAAAGTTG
TAGTCAACCACAGAGCAANTACTCTGGGTTCCAATTTGGCTCAGTTCAAACCAGTGCATC
GCTGATTTAAAAACTCAAAGTAGCAAGTAATTTGAAAATTATTTACTGATCAATTTACCA
TAAAATACAACAAGTTAACATTTTTTCTTAAAAAACATTATGTGAACTTTCCATTTACAT
TTAAGGCTTTTTTCTTTCATTTTTCAGTATCTCAATTTTAGACTGAAAATAAAAAATATT
GATATGCTTGTGTGTCTTCAGGAATCCAGGTTTCAGTTTTCAGATGAAACCAGAACAGAT
GCTACCTTTTGTTTACAGGTTTTCTTTTTCTATTTTTTTCTTT
>AU170440 ID   AU170440   standard; mRNA; EST; 733 BP.
TTTAACCAAGCAGAATGACTTCCTTCCCATGTTTCTCAGTCATCTTTTAATGCACGTGAC
TGTCAGTTTCTGCTTAAGAAAGCTGCAGAACACGAGTGGAGGGGAGACTCCTCCCTCCCC
ACAAGTGTACCAGAGGGAGGCAGCAGTCATCTCTGCCTAAGCCCCCACCCTCCTCCAGAT
CAGAGCCTTTTGGGAAATGACATTAGGAGAAGGCCGATAATGTGAACGATGTGACCAAAT
AGTTGCCAAAGAAAGTTGTCAGCAACAATCAGAAAGTTTGCTCCGCGTTTCTTGCCTCTC
GGGAGGCAGAACCCAGCCTTCATCCTGGAAACAGGGTAGCATCTGAAATCTGGAGCAGGT
TGCAGGCTGGATTAGCAGTCGCGTTCTGTCACGGTTTTGTGTCGTGGAGCCGAGTCTAGG
TTTGCATTTGGCAGCTAGATGAACCAAACTTGAAACACTCATGTCTTCACCTCTGCTCTG
TTTTTGGTATTTTTACATTGTAAAAACTGGTGACTCCTCCTTTTTTGTTTATAGTTTCTG
TCCCTGTCAGCATGTCATCATCATGAGATAAAAGCAGTAAACGGCAGCAGTTTAAGTCCA
TTCATGATACTCGTGACTTATGGTAATTCTACTAAAAAAAGCCCGAAAACTTTGGTTTGG
TGGACACGTGGCACAGATGCTGCAGTTCTGCTGTTCTTANATTAAAACTTTTGTATCCTC
CACAGTGAGTCTA
>AU170442 ID   AU170442   standard; mRNA; EST; 735 BP.
GACGAATTTGGGCAGTGCCTGCTAAAAACCTCTCAACGTGAAACTGTTTATATCCACGGG
ACTGTCACTCACACGTTGCGTTGCTCTGACTGCGTGGAAGGGGAAAAAGTTACGGCTCGA
CTTGAAAACGTCCACTTTGGCAAACGCCGATGGTAAGGACATGGCTGTTGCTTCTACATC
GACTTCAACCGGACCGGCGATGGCGTCCGACTCTGAGCTCTCCCGCCTCGGAGGCATCGA
GGCCCTAAAGTTGACGGTGGGGCCGACCCGAAGGAATCTTTTCGGCCCGGTCGACCACCA
GCAGCTGCAGAAGGACTTCCAGCGGCTGCTCTGCACGAACATGGAGGTGGCCAACAAGCG
CTGGAACTTTGACTTCCAGAGGGACACTCCCGGGGAGGGCTCCGGCGTGGAGTGGGTGGG
GCTCAGGTGCCAGGACGTGCCGGCGTTTTACCACAGCTGCACGGTGCGGCCCGTGTCCAG
GGCAGCGAAGGCCACACGGAGGGCGTCAACGTCATCTGGAGAGGGCTCCCCCATGTCCTG
CAGCTTGTCTGGGGATGAATATCTGGAGGTGACCACCAGGGGGTGCTTTCACATCAAGCT
CTCAGGGAAGCGCAGACAGTCCAACATCACAGATTACTTCAAGGTGAAGAAAAGGAAGCT
TCTGCATTACAAAGTGTCTTCTCGGCAGTAGGCGAGCACGCTCCCACCGAGCCGATGAGC
ACAAAGAGGAAAGCC
>AU170444 ID   AU170444   standard; mRNA; EST; 400 BP.
GCATTACATATGTACATATGTGGAGAGCCTCAGGTGATCCTGGGGAAAGACAAGGCCTTC
ACATACGACTTTGTGTTTGACATGGACTCCCAGCAAGACGCCATCTACTCCACCTGCACA
GAGAAGCTAATCGAGGGCTGTTTCGAGGGCTACAATGCCACTGTGTTTGCATACGGACAG
ACGGGCTCAGGGAAGACGTACACCATGGGGACTGGCTTTGACGTAAACATCGCAGACGAG
GAGTTGGGCATCATTCCACGCGCTGTCCACCATCTGTTCAAGGGCATCGAGGAGCGCCGT
GAAGCCGCACAGGAGCAGGGACGTCCGGTCCCAGAATTCAAGATCAACGCACAGTTTCTT
GAGCTTTACAACGAAGAAGTTCTGGATCTGTTTGACTCCA
>AU170448 ID   AU170448   standard; mRNA; EST; 544 BP.
TTTAAATGTAATTTTGAAAGAGCCATAAATTAATGTAGTGTCCCTTTCCCACACTGAGGC
ACGGAGACTTAATCTCTTTTAAGGTTCTTTATTCTGGTTACTGTTGACCCACAACAAACG
CCGTACAATTAATTCAGCAACTCCTAAATCTCTCCCACCGAGACGAGAGCGCTTCTTCTA
AATTTATGTTCTCCTGCTCCCATTTCCCTTATTCGGCCCATAGATGAACCCCATTGGTCC
AAACTCCCCAACGACAGGCTGAGCGACAGAACTGAGGGGCCAATCAGATCGCTGCATGAT
GCGTTCAATGAACTCCAGAACTCATAACGCGACCCAACAGCCACCCAGTTAAACTCAGTC
CACTACAATATGTTTAACTGGGCGCTCTTTCTCAGAGACTGGAGCGCAGTTGCAGGCACG



GGAATTAACAGGTTTCCGGCTGGTACAAACTCTGTGAAATCATAGATAATAGTAAACTGA
TAGTGCTGGCGCAGATTTTTTTCTCCAAGCACCGCTACTACGAGAAGGACTGGTCTAAAA
AAAA
>AU170453 ID   AU170453   standard; mRNA; EST; 788 BP.
TGAGCATGGGCACCTATGCGCCAAAACATTCCAACAAAAGGTTGCTGTAGCTTTTCCCCA
GCATGAACTTTGAAGGTCTCGATACAGGGATGGGGGAATTCCCACCAAACCTTCACGGGA
CTCTTGACGCAGGACTGGAGCCTTCCATGGACCCTCACCTAAACCCCAGTTTACTCCAGG
GTGTGGAGCTGGAAGCGGAGGGCCTCACCATGACAGTTCCCGAGCCTGTGCACATGATGG
AGGGAATTTTCTCTGAGCTCCACAGTGTTGTGTCAGAAGTGGGCATCCCAGTCACTGCAA
CACATTTTGATAACCAGGAAGAAATGCTCTGGATGGGAAACCACAGAGGTCATGTGACAT
CGTTCTTTGGGCCTACAATGGGACGTTATTCATCTTTCCAAGTGCACGCTGCAGATGACA
TCCGGCACATACAGAGTTTGGAAACAGGAGTGCTGTTCCTTTCCAAATCCAACCTCAAAT
GCTACACGCGTGGCGGCCTGTTTATGTTTGATTATCCAATGGAGGAGGGAGCGGACATGC
ATAGTCTCCTCATGACCGGCAACAACACGCTCCTCATGGGTGGGCTGCAAAACTATGTTG
CTGAAGTTGACTTGAATACGGTTCAAGAAACTCAAAGTTCACCGTTGACATACCCGGAGT
GGCCATAATGAGGCAAAGCAATCGTTTCTTCTTCTGCGGCCACACTTCTGGCAAAGTAAC
CCTTCGTGACCTTCGCACTTTCAAGATGGGAACACGAGTTTGATGCGTTCTCCGGAAGCC
TGTCAGAC
>AU170454 ID   AU170454   standard; mRNA; EST; 764 BP.
CTCCCTTCTAGTCCTCTTTCCTGTTTAAACGAGTGAAAAGTCTGAACTGCAGGTGTGGTG
AAAAGTCTCAGGTAACTGCCCAGCATCTGAGGAGGACTTTGTTCATGCTAATGCAGACGC
TAAACAGTCGTGGTTTTCAAGTTAGGACTGGACTTCAGTTTGATCTGTAAACTGTGACTT
TTTCTATAGTCAAACTTTATCAGAAATTGAAATGTTTTCTGTCAAATTGCTGAACAATAG
TAATCTGAAAAACAAACGCAAATAAACACAGAAACCGAAGTGAAATCTATCTATTCGTTT
TCTAAAATCTCCCCCACCACGCTCTTTGTGTTTTTTCAGTAAAGCTGGCAGTACGTTAAA
GCCCCACTGATGGAAATCACGGTTCAGGTGTTTTATACATGTTCATCTGGCATTCTTCTA
ATTCTATTTATAAAGAAAATAAAATTAAAAGTGTGTCTCTTATCATTTCTTTAATTAAAT
CGTTGTGAATCAGGAGGAGATGAAAAATTGCTATTTGGAAAAGACTGCGAGTGTGACGTC
CAAGTTACTATGGCAGCCCCCAGTCTCCCTGCTCCGCTCCATTCTGATCATCCACTTGCA
GACAAACGTTGTTGTTATAAATGTCTGAGCTGGAATCTGGATCACAGCTGTACTGCTGGA
TAGCTTCAATATTGATCACCATTTTTTGTTGCAACGCTAATGTTAGGTTGAAGGTGTGAG
GAGCTTTGATCCAGTAGAAGAGAGTGTAACAAAGGGATGATGGG
>AU170455 ID   AU170455   standard; mRNA; EST; 742 BP.
CGCATACAGACTAAGCGTCGGTGCCTTGCCTCTGAGCCTTCCACCATCTTTATGCTGTCT
CAGACCTCCAGCAGAATCAGTTTCTAACCCTCCTGGAGAGCGCTGACAAACTCTACAAGG
GCCAGCTGTCGGAGTTCACCCCCCTGGCGTCCCTCCACGCCCCGTCCAAGGCTGGCGGCC
GCCGGCGAGGCTCCGAAAACCAAAGCAACCCGCGAAGGTCTGCAGCTTTTAGCAAGAAAC
TCATGTTCACCCGCTGGCAAAGAAAGCCAGACTACTGCACCTTCACGCCGCTGCTCCGGT
TCGTGGACGGCCACTCGCCACACCACGACGCTTACAGTGGGGCGGAGCCTGAGACCTGCG
TGTGACCTCTATTTATTTATTTTTTTTACGTACTTTAACTCTGATGCAACCACTTTGGAG
CAGCTTCAGTGGTTGAAAGTTGATGTTAAAAAATGGATTGAAAATCGCACCCAGGAGGCA
CAAAGCATTGTGGGAAGCATTCCAGCCTCTCGTCTTCTTAAGGGCTCCACGTGTGGAATG
TCACACCTGCTCAAACGTGCTGAATGTTCCTTTAGATCCACGCCTTCACGGCTAACTGAC
TCTGATGTGCCGTGCCGTCGATTCCGTGGTGTCCTCCTTCTCCCTGACTTGTCTTCTCTT
GACTCCGCCTCTCTGCAGGACTAACTGGTGTTGCCTCTGTGCAAACCTGTTATCCAGAAA
CACTCCGTAGGACGAAGCACCG
>AU170456 ID   AU170456   standard; mRNA; EST; 724 BP.
GTAGTTTTTGCCACTTTGTCCTATACAAGGAGAACAAAGACACCATGGATGCTATCAACG
TGCTGTCAAAGTTTCTCAGGTCTGTGTGGTTGTTTTTTTTTAAGCAACCTCCAAACAAAC
GTAAACGTCTACATATTTGTCGTGATTGTTGTGTTTGTAGGCTCAGGACCCAACATGTTC
TCCTACATGGGCACCAAAGACAAGAGAGCCATCACAGTGCAGGAAATTGCAGTGCTCAGG
ATCACAGCAGACAGATTAGCTCACCTCAACAAGTGCCTCCTGAACCTGAAGGTTGGAAAC
TTCAGTTACAAAAATCATCCTCTGGAAGCTGGGGGAGCTGCAGGGAAACCACTTCACTGT
CATCATCAGGAACATTTCAGGAACAGGCGAGCAGGTCCATCAGGCCATGACGTCCCTCAA
GCAGACCGGCTTCATCAACTACTATGGCATGCAGCGCTTCGGCACCACAGCTGTGCCAAC
GCAGCATGTTGGCAGAGCCATTCTGAGGAACAACTGGAATCAGGTGGTGGATTTGATTCT
GAAACCTCGTCCTGGAGCAGAGAAAGAATATTTGGTCCACTGCAGAGAGGAGTGGGCTAA
GACTCAGGACCCCGAGGCAGCCCTGAAAAAGCTGCCCAACAAGCGCTGCCTGGAAGGACA
GCTGCTGCGAGGCCTGTCCATGTACGGCAAGAAAAAACATCGTCACAGCCTTTGGACTGG
TTGG
>AU170457 ID   AU170457   standard; mRNA; EST; 797 BP.
GTTTATTTAACTTGGTCACAATTATCGATGGGTTCTAACGGACTTTTGGGAAACGAGCCC
GAGTCGATAGATTACTCTGTTCATGAAGCCTGGAACGAGGCAACCAACGTCTACCTGCTG
GTTATCCTGGTCAGCTTGTGCCTGCTCATGTACGCCAGAAAAAACAAGAGGAAGATCATG



CGCATCTTTTCTCTGCCTCCCACCGTCGGTACCAGCCCGGAGCCCAACTTCTACGACAGC
CTGCAGAAGGTCCGTCTGCGGCAGCAGCTGGAGATGTACTCTCTGGGTGAGCATGGCAGT
AAAAAATGGACAACACGAACTATTTGGGATTTCCTGGTCAAATAAAGGTTATGTAGAATG
AACAGGAGCTGTGATGCATTTAAATGTTCTTTTAAAAAATTGGAAAGTCGAAATACCCTC
TGTTCACATTTCTTTTAGCTCGCGCGGATGCTTTCTAATAAACTTATGAACCAGACTATA
ACCCATTTACCTCTATAACTGAGATTAATTTTACAGCAGTAGTGTCTAAAAGACGATTAT
TGTGAAAACGGAAGTTTTAATTGAGCCACTTCTTACGTGTTTTTCCAAGAATTTCTCTGG
AGGACACTTAAACATGTGTAGGATCACATTTCTTTTAGCTCTCAGATACTTAAGACCCAC
AGTTTTTAATATATATTTTTTAAAGACGAATAAAGATCTGGAAATGATATCACAGCTGTT
TTGCTGATTTTTGGTAATTTTCTCACATATTCTCATTTAAAAAAAGAAAATAAATCTGAT
ATTTTCCTATCCCTTGA
>AU170458 ID   AU170458   standard; mRNA; EST; 707 BP.
CTGCGGTCCTCTCCACCCCCCCCCTCCCCCGTGTCAAATATCTCCGGCGTTCTCCGTCTC
CGCAGGTGGCCTCGCACAAGTCCTCCTCATCATTTCTTGCGGGCAGGTGCGGGAACTCCG
ACATGGCGGGGAATGCGGGACCGAAGCGGCAGGACACTCGGAAATTTGTGGAGAACCTTT
CCGGCGAAGGGAAATGCATCGCGGTGCTGACCAGTGGCGGAGATGCTCAAGGTATGAATG
CAGCAGTCCGTGCTGTTGTCAGAATGGGCATCTATGTTGGAGCAAAGGTCTACTTCATCC
ATGAGGGCTACCAGGGGATGGTGGACGGTGGGGACAACATCAAAGAGGCAACATGGGAAA
GTGTCTCCAGCATGCTGCAAGTGGGTGGTACAGTCATTGGCAGCGCTCGCTGTAAAGAGT
TTCGTACCCATGAAGGACGCTTGAAAGCTGCTCACAACCTGGTGCAGCGCGGGATCACTA
ACCTGTGTGTGATTGGTGGAGATGGCAGCTTGACTGGAGCCAACCTTTTCAGGGAGGAAT
GGAGTGGCTTATTGAATGAGCTTTTGGAGCAAGGTCTCATCAATGAAGAGGCTGTCAGCA
GTAACTCTGTGCTCCACATTGTTGGCATGGTTGGCTCCATTGACAATGACTTCTGTGGGC
ACGGACATGACCATTTGGAACCGACTCAACCCTGCATCGGATCATTG
>AU170460 ID   AU170460   standard; mRNA; EST; 773 BP.
CTGAGGCGGTCAACTTCTGCACCATGGACTGGATGCCTATTGGGCGTAGCTGTGTGGATC
ACTATCGGCAGCTCAGCAGATACTGCGTCTTCTCTCACGATGAGATGGTTTGTAACATGG
CCCTCAAAGCAAAAACCATGGATGTTGAGCTGGCATCAGCGGTGCACGAAGACATGAAAG
TCATGATTCAAGACGAAAAGAAGCTAAGAGAATGGGTCAGCAAACTGGGTGTCGTGCTGT
CTCGCCAAGTTGATTATGACGAGCTCCCAGATGAGGAGCGGCAGTGTTTCAAGTGTCGGA
CCACCTGCTACCTGTCTGGCGTCACCTGCGGCTGCAGTTCTGACAAGATGGCTTGCTTGT
ACCACGCCCAAAGCCTCTGCTCTTGTCCTTTTAGTAATCTAACACTCAATTACAAATTTA
CTCTGGACAAGCTGTGCCCTCTGATGGACTCGGTGAAGCTGCGTTCAGAATCCTATAAAG
AATGGCTTTCCTGTGCTCAGGACATAGTGGAGAACAAAGGAAGCAAGAAAAAAGGTCTGG
AAGAACTTCACAGTCTGGTGGAGCAGGCAGAAACTAAGGCCTTCCCTAAAAGCAGCCTCG
TGGATCAGCTGCGTTCCATCACAACCGAGGCGGACAAAGTTGCTGTGATGGCGCAGCAGC
TTCTCAATGGGAAGAGGCAGACTAGATATCGCTCAGGAGGAGGAAAGTCTCAAAATCATA
ATGAACTGACTGTAGAGGAGCTGAGGTCCTTCGTGCAGCAGCTGGACAACCTG
>AU170462 ID   AU170462   standard; mRNA; EST; 612 BP.
TGTGCTCCCGCCATGCAACAGNAAGCATTGTNAAATGGNATCCATTGCAGNAAATCGCAG
AGGGGNATCTTTTCTCTGNTGCCTTTTCTTCAGCTGCTGCTTGTAAATGCCAACTCTTTG
ACCACGATCAAAGATGACGCCTTCTATGGTCTGTCACATCTGGAGTATTTATTCATTGAA
GGAAATAAGATTCAGACCATCACCAAAAATGCCTTGCGAGGACTTCGAGCTTTGACCTAT
CTCTCGCTGGCGAATAACAGGATGAGGTTTTTGCCAAGATATCTCTTTTTTGATTTGGAC
TCATTGATGGAGCTGCCCCAATGACATGAAGGGCAAACGGCTCAATGACATCCCCATCCC
ACCCGGTGAATGTATTTCTACAGACTTTGTGCGTCATCAGTCGATCCCCATTCAGTCTCT
GTCAGGAGACATCTTCTCTTTTAAAGAAGACATCTTTGTGGCGATGGCTGCCCCAAACTC
CAACAGCTGTGTGATCATGGAGTGGGATCACATTGAAATGAATTTCAGAAAATTTGACAA
CATAACAGGAAAATCGGTTGTTGGATGCAAGTCAGTCCTGATTGAAAACCACGTCTTAAT
AATTGTCACCCA
>AU170463 ID   AU170463   standard; mRNA; EST; 748 BP.
CCAAGTCCTCCATTGTTGGGCACACAGGCCAAAGCGGAGGCCCCCCCACTCGCTCTGCAC
AAAGAGGAGCCGCAGCTGAACTCAATGCAACCCAAGCCTCCTGAGTTTTCTTGGGTTTCG
TCCTCCCTCCCCAGGTAGCTATCAGAAATCGGATAGCTTACGCCTAACCTCAGTTGTCAC
ACCAAGGCCCTTTGGGACCCAATCATCCCGCATCAGCTCTCTTCCCAGAGCCCAAACAAT
GGATAACTCCCATCAGCGTGTCAATGGCAGTGCCAGCATTCCTCAAAAGACCTCGGTGCC
AAGCCGGTATCAGCAGTTCATGACGTCAGAGGATGAGGCTCAGTCCAGCTCAGCACAAAG
CAGCGAGGAAGAGGAGAAAGATGAGGTGAAGGAGGATGAGAGGCCCAAAGAAACGAGCAT
CACCAGTGATTCACCTGCCAGTCCTTTGATGAATAGCCAAACCAAGCAGGAGAACTTCTG
TGAGATGCGCGTCAACCTGAACCAGAAACCCAACAGCAGCAGAGACTTTGGATTCCAGTC
AAACTGGGACTCGAAAGGAGTTCGTGTCTCATCCATCCAGCCAGAAAGCTCAGCTGAAAT
GTGCCAGCTCCAGGTTGGAGATGAGGTTCTGACAATCAACGGCCATAAGGTGGCAGAAAT
GAGCTACACAGAGTGGAAGACCTGCATGGATCAGGCCCTGCAAGAGGGCAGCCTGGTCAT
GGATGTCCGCCGTCATGGCCAAAACAGT



>AU170468 ID   AU170468   standard; mRNA; EST; 398 BP.
GTTTTTTTTTTTTTTTTTTTATTTATCTCAAAACATGTTTAATTTTGTACAAGCAGTAAA
GTCATCTCACAGAGACTGCTTTGGATTACATAGAATGCAAATAAATATATTTTGATATAT
TTAGGACCATAATAGAATTAAGGACATTAACGACTGGTACAAAATTATTTACACTCTGAA
TAGTGCAAAACCACCTAAATGCAGCCCTCATCCAGTCACGAGGACAGTAGGTGTGTGCGC
TGCCCCCTGGTGGGAGGGAGGAGTGTCAACATTGCAAAAGACTTTCTAGGGATGAGCAGG
AGGCCAAAGTCGTCAACACGCCCCCATCCAAAGGAACTTCTGCCACCAGGTTGGATCAGA
TATGTGGTTCAAATCAGTTTTCATATTTATCAAAACCA
>AU170470 ID   AU170470   standard; mRNA; EST; 693 BP.
GTTTATTCAATTGACAGATTTATATTGATTCCCTATCAGCCATGTCGACGGAGGGAGCAG
CCGAACAGACTGAGTATGTTCCTGAAAAGGTGAAGAAGGCAGAGAAGAAGTTGGAAGAAA
ACCCATATGACCTTGACGCTTGGAGCATTCTGATTCGAGAAGCACAGGTTTAGTGACACA
GAGTTGTATTCCTGGGGTTAAGGCAATTTGGGTTTGGGGGTTGGATTTGTGGGACTATAA
ATAAGTAACACAAACACTTATCCTGACTGTAGATTGTCTTCCTCCATATAAACGGAAAAA
ACAGATTTGTTAAGTGACGTGGACCATAAATGCATTCTCCTCCTTTAGAACCAGCCCATA
GATAAAGCAAGGAAGACCTATGAACGACTTGTGTCGCAGTTCCCAAGTTCTGGGAGGTTC
TGGAAACTTTTCATTGAAGCTGAGGTTAATACTTTTTTTTCCTTTTCTTTAGCGTGCATG
ACTGGGATTTATTCTGACATGATCAACAATGTGATTTTCACACAGGCTAAATGTATTTTA
TATATTAAAATGATGTTTAAAGTCACAACTCTTGAACCAAATCATTGAGCCTTTTTGGTC
AATTTACAGAAATTTTCCTCAAATTGTAACAGGTTTTTTTGAAAGAACCTCATAAAGGAC
GACATATTTAATCATTGAGGCTCAAACAAACGG
>AU170472 ID   AU170472   standard; mRNA; EST; 693 BP.
TTTAGAAGTTAAAACACTTTGTGAAGAATTTGCTGTTAAAAGAGTTTGAAAAAACAAAAA
AAAAAAGAAAATAATTTTATACATGGCCTGCTGATTTTTTGGTACAGTGTTTTCTAGCTA
AATTATTTTGTCATGCACATATGAACATTTATTATGCACTACTTTTCTAAATATTTTTTC
TTTTTCCAACAGTCATTTTAGGCACATTTTTCACAAAATGGGGAAACTCCTTTTTGCAAT
ACCTCAATTTTTCACATTGTGAAAGGTAGCTTTTGTACTTTTGTTACTGAGAGATCTGCA
TATATGGAAATGTTCATTTTAAAGAAGAAAAAAAAAGTTGAGTGATTTCAAGATATATTA
TTTTCAATTATGCTTTTTATACATTTCAGTGCTGAGGAATCTTTACAACTAAGTGCTCAC
TTGTGTTGATGCGACTTCAGATCTGCAGAGGAGAGACCAAAGCATCGCTTTCTCTTGGTC
TTAGCTTTTTCGTACTCTACTTGTTTCCAGTCAGTCTGGTTGCTAACCGTCAAAACAACA
ACGGGAAAAAAAAAACAACAACTCGTCATTTGAATCTGTTTGTCTCTAAATATGGCTACA
CAAAGGTAGAACTTCTGTCTTGGTTTCCTCTCCATAGATGGAGCAGAACTTGTTTTGAGG
AGAATGCAAAATCGGGTTCATGCTTAATGCTGA
>AU170480 ID   AU170480   standard; mRNA; EST; 460 BP.
TTTATGTGCAAAATGCACTAAAAAAATTCAATACCAGCTTATCTTTTATTTTTAAGTAAA
ATAAAAATAAAAAGGATTTATTTAAAAACTATTTAACTTCTGACTTTATGGCTCTATTTG
CCACATTTTAAGAAAACCTTAATTAAAAAAAAAAAAAAAAAAGACAGGCACCTAAAATGA
CTTTACTTCAATATTTACTTCTAATCTTATGTGGTCTGAACTCACTATAAGAGGTGTTAT
AATATTAGCTGTAATAATATTACATGTTATTTTAATTACAACAGAGAATAATTTAGAGAC
CGTTTACCATCAGAAGCAAATGCGATTAAATCTGTAAGTACAGTTTACTTCTTTATTTAA
TAAGGAGAGATCTTAGCGATTTAAAGATTTATTAGTAAAACAAAAAATAGTGCATGAAAA
AAGTATCATTTAAGTTCATAAATAGTCTTTGGCTGTTTGG
>AU170482 ID   AU170482   standard; mRNA; EST; 714 BP.
CATTAAGCGAAGTCTTATGTAGATGCTAACTTATAGGTCAAATATGGCATCATTTGTCTT
CAGAACCACTCTACTCCGCTGTGCAGCAAGNAAGTGTCGCCACTAAATATCGAACTCCAA
ACCGGTGGCGTTCAGAGCAAAGTTATGCTACAGCAGAAGATAATAAAGTACCCAAAATAT
ACACAAAAACAGGAGACAAAGGGTTCTCCAGCACATTCACCGGAGAAAGAAGACCAAAGG
AAGATCACATATTTGAAGCATTGGGAAATACAGATGAGCTTTCGTCAGCTATAGGATTGG
CCAGAGAGTTTTGCCTTGAGAAAGGTCACACATTCATACATCAACTGGATAAGATACAAT
GCATTCTACAAGATGTGGGCTCTAATATTGCTACTCCTCGATCATCTGCTAGAGACAGTC
ATATAAAAAAAACAAAGTTTACCTCTCAGCCAATTGCAGACCTGGAAACATGGATTGATA
ACTTTACGAATGAACTTCCACCGCTCACCAACTTCATTTTACCTTCTGGTGGGAAGAGTA
GTGCAGCTTTGCATTTAGCTCGAACAGTCTGTCGGCGAGCAGAGCGCAGCGTGGCTCCAA
TTGTGCGTTCAGGGGAGGCGGATCAAGATGTTGCTAAGTTTCTGAACAGGCTGAGCGACT
ACCTGTTCACAGTTGCCAGATATGCAGCCATGAAAGAAGGCAATGAGGAGAAAA
>AU170488 ID   AU170488   standard; mRNA; EST; 701 BP.
GGGGNAGCCAACAAGNATTACACAACCTGATCCAATTTAAACACCATGCATTTTATACTC
ATCATTCGCGGCTTCTACTTGAGGAAGGACTTCTCTTAAGATAATTATTTTCCTTACGCT
TTAGGGTAACAAAACCCCCAATGCCAAGATCATCTAGAAGAAGAAAATGTGAATGTATAA
TCAGTGTGTAAATAAGATGAGGTGTGTTTTTGGCCGCGTTCCATTTTCACTTCATTTCAT
TTCATTTTCCAGTATGACTGCTATGTGTTTACCCGGCACCATTGACCGTTTGGCCGCTCC
CGTTCGATAACCACTCTACGAAGGGAACATGCTATGTAGTGTATCTGCTATGTGTTTACC
CCGGCACCATTGACCGTTGGGCCGCTCCCGTTCACCAGGGGAGCATACTACCTCAAAGAG



AGAGGGAAAGAAATGAAATGGGAGCCGACATAAGAAGTACTCATACCTGATCCTAGAACG
TAAAGCCCACGTCCGCAAAACGCTGTGCGGAACTATAATTCTAGCCGCCATGGACGACCC
TAGGATGACACAAACTGACATCCAATACAATGCTCCCGATGACATCCTATGCCATGAATG
AAATAACCCCATATTTGAAGCTTCCATCACATACTATGAACGGGGTTAACGGCCATAAAC
ATTTCATTTGGCATAATATTCACACAAGCTTAGTAACATCC
>AU170489 ID   AU170489   standard; mRNA; EST; 688 BP.
AAATTAAACCACACCTATGGTGTATGCATTTATTTGCATACATTCAATCAATTGTTATCT
AAGGAAATACTTACATATGGTTCGTGCAAACAAACGCAACGAGGCTCTACGAATCGAGAG
TGCGTTGCTTAACAAAATCGCAATGCTTGGAACTGAGAAGACAGCGGAAGCTGTGGGCGT
TGATAAGTCGCAGATCAGCAGGTGGAAGAGGGACTGGATTCCAAAGTTCTCAATGCTGCT
TGCTGTTCTTGAATGGGGGGTCGTTGACGACGACATGGCTCGATTGGCGCGACAAGTTGC
TGCGATTCTCACCAATAAAAAACGCCCGGCGGCAACCGAGCGTTCTGAACAAATCCAGAT
GGAGTTCTGAGGTCATTACTGGATCTATCAACAGGAGTCATTATGACAAATACAGCAAAA
ATACTCAACTTCGGCAGAGGTAACTTTGCCGGACAGGAGCGTAATGTGGCAGATCTCGAT
GATGGTTACGCCAGACTATCAAATATGCTGCTTGAGGCTTATTCGGGCGCAGATCTGACC
AAGCGACAGTTTAAAGTGCTGCTTGCCATTCTGCGTAAAACCTATGGGTGGAATAAACCA
ATGGACAGAATCACCGATTCTCAACTTAGCGAGATTACAAAGTTACCTGTCAAACGGTGC
AATGAGGGGGGGCCCCGGTACCCAATTT
>AU170490 ID   AU170490   standard; mRNA; EST; 674 BP.
GTAGNAAAAATAAATGAACTACCTATTTTTTACCACTAAGAAGTGACCATCAGTTTACAT
TATGCTAACAAATCGCAGTTAGCCTCGTTGTGGCTGCTTCGTGATTAGCTTCGAGGCAGG
ATTCTGTGTATTTTCTTGTTGCTAGCCGTTAACCTTAACGCGTCGCTGACTGTCTGTCTG
CAGACTCACTTTCCAAACACGCACCGCTTCTGTGGCGATGACTACGGATTTACTGTCTGA
CCTGGACAGCCGATTCTTCGCAGATAACCTGCTAACGAGCGAAGATTGGGATGCCTGTCT
GTATCAGTGTGAGAGCATGGAGGAGGGCGACGACCCGGACTTCAGCCGAGGGTTGAAATA
CGACGCAGCGTTCGACAATGATCTCGTGCTCACCCTCGATCCTGATAACCGCACGTCGCC
GTGGCGACACCTTGACGACAACCTTCTCACAGGAGACGCCTCTGCGATCAAGAATGAAAT
GAGAATAGCAGAGCCGTTACCCGTGGAGATGTTGTTTCAGGTGAAAGCAGAGCCTCCTTC
TCCAGCGTCCTCCCTGGAGTCGGACCGTTCGTCCCCCGACCCGCAGATTACAGTGAAGGG
GGAAAACCCCCCGACCCCGCCGTACATGTACGGGAGACGTGCTGTCGCCTCCCGTGGGAA
CCATGGAGGTTACT
>AU170491 ID   AU170491   standard; mRNA; EST; 684 BP.
CAAGTTTACCGTTATCAGAATTGGGCACTGTCACATGCTAATATATATAAATAAACAAAA
AAAATGTGACTTTTTCTTTTTCGGGGATATAGGAGGAGGGTGAATACTGGCATGTTTGCC
AGTCGGAAATGGATGAATTGTTGGTGGTACGACTTGGCATTAGCATGAAGTAACACTATA
ACAATGCCTGCAGGTCCTCAGCCGTCCTCGTCATAATCAGCGGTGCCTCTATCAAGATGC
GGCTGAAGATGCCCCAGAAGCTGCTAAAAACTGCTCACTACATAGAGCTGGGCAGCTACC
AGCACTGGCCGGTGCTGTTGCCGCAAAGGATCCGGCTGTACACGTACGAGCAGGCCCCCC
AGTTCCTCAGAGAAAACCCCTACATCACAGACGGCTACAGGGCTCACCTGCCCTCCAAGC
TCTGCCTGAAAAGTATATTCATTCTTTCTAATGAGACGGTGAACATCTGGAGCCACCTCC
TGGGTTTCCTTCTCTTCTTCTTCATGGGGGTCAACGACCTGTCATCCCTGCTGCCGGCCT
CCAGAGCCAACAGGGGAGGACTACATCATCTACGCCATCGGACTGTTCTGCTTCCAGGTC
TGCATGCTCTGCTCGGTGGGATATCACCTGTTCTCCTGTCACCGCTCAGAGAAGACCTGC
ATGCGCTGGCTGGCGTTGGACTAC
>AU170495 ID   AU170495   standard; mRNA; EST; 503 BP.
CGCTAAGCAGTGACGTGTGCTCGCTGAAGATTCGTTACGAGTCTTTCCAGGACAACATGA
GAGAAAAGACAAATGTGCTTCAGGAGGAGACGCAGTTTAACTTCTTCCCCAGTGTCCTGA
CCAACTGTGCCAAAAAAGAGGACGGAGCCCCTGTCTTGAAGAGGAGCACTGAGGGTCTGC
AGCCCAAAGCTGACGAGCTCATCATGGTGACAGCACAGGAGGTGAAACCCGCAGATTGCG
GTGGCTCACTCGATGACTCTCAAGGCTCCCCGATGTCCACCTCCAAAGTCAGCTACCTAA
TAGACTTCAACTCCACGGAGGAGTCAGGGGAGTTCAGCGATGACAGCTCCTGCACTGGCT
CCTCCTCAGACACGCTGCAAGAGGGCAGGTTCAAAAAGGGTCCCTCGAAAAGATTTCTTA
GCCCATCGAACCCTCTCAATTACGGCCTACGCTCCAAGAGGAAGGTTCGATACAGCGACG
ATTATCTATATGATGTTGATTCG
>AU170497 ID   AU170497   standard; mRNA; EST; 475 BP.
TTTTTTTTAAACCTGTAGAGTTTATTTGCACGTCCATTGAATAAAGTCAATAAATACAGA
TGAAAAAACAACATCAAACAAAAACATTGAATTTTTGCAGGTTTAAATACAGTTTACAAT
CATGAACAATAAGATCACAATAAAAGCAAACAATTATTATCATCATGTTGTTTGATTTGT
TAATAAAACATCTTGACTGGCAGGATCTAATGCCTCTGAGTCTGGATAAATGTTCTGGAG
GCTACCGACAGTTTTGATCCAGTGAAGCCAGCTATCATCCAGTTAGCAAGAACGCCTCAG
ATTCCACCTTCATGCATCTTGAACCACCTGAGGAATCAGCTTCCAGTGAAACAAAGATCT
GAGGCTGAGCAGCAACGCCATGGCTGTGCGTTTGATCCCCCCTGAAAGCTAAAAACCCTA
AAATTCACAGACAGCAGGGGAAACACAAGACAAATCTTAAACGGTTTCCAAAAGG
>AU170501 ID   AU170501   standard; mRNA; EST; 665 BP.



CAACAGTGGCAGGCTTCCTTGCCTCGGTTTCTCCGGACCGGGACCATTAGGAAACAGTCA
GCCTAGCAACAGCGTTTTCTCAATGCCAGCATCCAACGGGGGAGCAGCCGGTGGAGTCGG
AGGAGCGCAGGGGACCGCGAGGCGTCCAAACCCGCAACTCGGGCCTGGCGGCGGAGACAG
CAGCGGTGTTTCGAGCGGAGCGCAGCCGAATGCGCAGAACTCCCATCAGCACTCCGCTGC
CGCAGCGGCCGGAGCCATGGCCGTCCCCGCGTCTAACATGGCCACCACCGCCGCGTCGAA
CGCCTCGCATGCTACAGCTCCGACGGCCGCACCGGGCGCGGCGTCCGTGCTAGTGTACCG
AGAGCCAGTGTATAACTGGCAAGCAACGAAGAGCACGGTCAAGGAAAGATTTGCGTTCCT
CTTCAACAACGAGGTACTCAGCGACGTGCATTTCTTAGTCGGCAAGGGAATGGGCGTTCA
GAGAATACCGGCGCACAGGTTCGTTCTCGCTGTCGGGAGCGCCGTTTTTGATGCGATGTT
TAACGGCGGGATGGCGACCACATCGACGGAAATCGAGCTTCCGGACGTGGAACCAGCTGC
TTTTCTGGCCCTGTTGAAGTTTCTGTACTCCGATGAAGTACAGATTGGGCCTGAAACTGT
CATGA
>AU170503 ID   AU170503   standard; mRNA; EST; 187 BP.
TTTTTTTTTTTTCAGCTAACATCTTCATTCCTTCCCAGCTGTAACAGCCTCACGACATCC
TCACGTATTTGCTGGATATGTAGCGGTGTAGCCCATGCTTGTGGTGCTCTTTTGCTCCCC
AACGCAGCCTGCTGACCGGCTATTTGTTTTTGCTTCTAGGAGGAGGAAGAGCTTCAGCAG
CTTGAGG
>AU170510 ID   AU170510   standard; mRNA; EST; 581 BP.
TTTTTTTTCTCCAAAGGNAAACGGACGCATCTCCGCTTCCTTTCTCCGCTGGATGTAGCT
TAACGAACGTGAAGCATAATGCCTGTCTTTGGACCACCGAGGTAATTGTTGGCGTGTGTG
TAAAACATGCTGAAATGTTTCCTCAACAGTTCACATGAGAAAATAGTGTCCATCTGAGCC
GCCGCGGCTCAGCGTGGTCGAGGTATATGATCCTGGGGCCGAGCGGTGGCGCCTGTGGAA
AATGTCACAAAGCATTCTGACAGATTTCATTCACTCCGCTGGCCGTTAACCCCGCCCACC
CTCCCCCTGTTCCCTCCGTCTCCCCGCTCCCTCCCCAAGTCACCTGTGACCCTGAGGGGT
CACCTGCTCCCCGGCCGAGCGGCTCCGGGATCCGTTTTCACCTTCAATTCAAATCCTTCA
GGAAAAGCTTAAAAACATCAAACGTTTTCTGGAGACTTCCTCCTGATGAAGATGACGAGC
CCGTCCACGCCGAAGAAACCAAAGTGGTTTCAAAAGTCGACACGTTCAGGCCCTTTGACT
TATTTCTGCAGGATGTGTGAAGCATCAAACCTCCTGTTACT
>AU170511 ID   AU170511   standard; mRNA; EST; 209 BP.
GTGACGCCCCTCGACCCTTTCCCGTCATTTCAATGTGCACTAAGAAGGACAAACCCAGCG
TAGAGACGCGCCTGCGCACGTCAAGAAAAAGGCGTTGTCCGAGGAGCCCGTGTGACAAGA
GTGGGGATGTTCTGTGTGTTTCTGTGCCTTTGCTACTCCTGTGGACTGCCAGAAAGGAGG
AGACAGTGATTTACAAATGTCGCTCATCT
>AU170512 ID   AU170512   standard; mRNA; EST; 467 BP.
ATTTTATTTGAATAGGTTTAACCAAATAGTAAAATGCTATTTTTCAGATGGACAACCAAA
GTACCTGGGCTACTGTTGCCGGTGTTGCTGGTGGTGTTGCTGCTGTTCTTCTGGCCATAG
GGATTTTCTGGTTTTGGACGATTCAAAGAAAGAAAAAGAAGGTTATTTTCCTTTTTATGT
CTGCTGCCTAATACATGGCGCGTTTTTATTTATTTGAAATGATCGAATAAATAAATACTC
TCTTATCCTCGACAGGTTCCAAAGGCGGCACACAAATTCCAGCCTGTNGACAATCCTGAC
AATCCTTGTGTGTAGCGGGAAATGTGGGATGTACGTCACCACTCTCTTTCGCTCATAGCT
CTTGCTCATCTTTTGTAATAACAGCACACTTTGTATTTAAGCTTTTAAACTGTAACCTTT
CACTATATACTAACCATTGTGCATTTTGAAACTCAAGAATAATCTTA
>AU170516 ID   AU170516   standard; mRNA; EST; 506 BP.
GAGAGTGCCCGTTTCTCACCTGATGGACGGTACTTGATAACAGGATCAGTGGATGGCTTT
ATTGAGGTCTGGAATTTCAACACAGGCAAAAATTAGCAAGGACCTGCAAATACCAGGCCC
AGGACAGCTTCATGATGATGGATGACGCCGTGCTTTGCATGTGCTTCAGTCACGATACAG
ACATGCTGGCCACTGGAGCTGGGAACGGCAAAATAAAGGTGTGGAAAATCCAAAGTGGTC
TGTGCCTGCGTAGGTTTGAGCACGCTCACAACAAAGGTGTGACTTGTCTGAGCTTCTTCA
AGGACAGCAGTCAGTATCCTCAGTGGTTCCTTCGACCACGACCCTCAGAATTCATGAACT
GAGGTCGGGGAAGACACTCAAGGAACTAAATGGTCATTCATCATTTGTAAATGATGCAGC
CTTCATCAGAGATGGATCTCACATCATCAGCGCTTCATCTGATGGCAGCGTGAAGATTTG
GAACATAAAATCCTGTGAATGCATTA
>AU170519 ID   AU170519   standard; mRNA; EST; 359 BP.
GCGACGCCTCGTCGCTCCTCTCAGCAGCAGTCAAATTCCCTGCTTTCCTCCCCGCCCCGC
AGCTCCTCTCTCCCCGTCACACTGCCCGGCTCTCCTCCAGCTCCTACCGAAGATGCCGCT
TTGCTTCCCCGCGGTGCATCGGCGACGGAGAGCGTGGCTGACGGTGAGGTAACGCCGGCC
TCCCCCAGCAGCACCTCCCCATCTCCGGCCCTCACAGCCAGCAGCTCCAGCAGCAGCAGC
AGGGCTAGCAGCAGCGCTAGCTCCCCGACCGCTACCACCACCGAAGGAAGCGACACCAGC
CCAGGCTCCCCGCCCAGCTCTGGTAGCGGTAACACCGGGAGCAGCAGCAGCGGGGACGG
>AU170520 ID   AU170520   standard; mRNA; EST; 649 BP.
TTCACGCACAGNAACAAGGNAGCTGTGTTCCAAAGTAGCCTCGCTTTTTACTGACTGGAT
CATTTCATCGACCAGAAGACCGTAAAGAATCGACAGAAGACCGAAATGGCGACGTTAATC
AGAGGCAAGCTCTCTAATAAACTGACGAACGCAGCCAATGCTGTGTCCAACAAATCCCAG
GCAAAGGTGAGCGGCATGTTCGCCAGGATGGGCTTTCAGGCCGCCACCGACGAGGAGGCT



CTGGGCTTCGTTGCCTGCGATGACCTGGACTACGACCACCGACAAGGCATGCAGATGGAC
ATTTTGACATCGGATGAGGTTGGAGGAGAAGGGAGCGGAGATGGGGACGCACTGGAGGGG
GACAGCCACTATCAGAGGGATGGCACCGGTCCTCCAAACTCTGCCTCAAAGGACGGAGGA
CCGCCTAACGAGCTGACCGAAGTCAAACCAAAAATCACCGCATGGGAGGCGGGCTGGAAC
GTCACGAACGCAATCCAGGGCATGTTTGTCCTCGGGTTGCCCTACGCCATCTTGCACGGA
GGATACCTCGGACTGTTTCTCATTATTTTTGCCGCTGTTGTGTGTTGTTACACTGGGAAA
ATCCTCATCGCCTGCTTGTACGAGGAGGACGAAGACGGGCAGCTCGTCC
>AU170523 ID   AU170523   standard; mRNA; EST; 697 BP.
CAGGTTATCCCTCGCCTCGTGCACGCTCAGAACCGTCACTCTGCCACCTTTCTTTATAAA
CAGGTCAACAGAAGCGTCAGCTGCAGGTGCAGACCTTATCCACTCTGCGTTTGTGTCAAT
AAAGGTGATTGTTTAGGCGGATCATCGCTGGAGGGAAGACGCGGTTTGCCATTATTCATT
AAAAGACTGGCTTCCTGAGCGTCATGACAGCTGAGAAGAGTGGGCCCGTTATAAACGGAA
AACCAGAGGATGGCAAAGACCCGGAAGGGTCCAGCTCCAGTCTGGACAACAGGGAGTACA
ATGAGAGGGGCCAGTGGAACAACAAGATAGAGTTTTTCCTTTCAGTTGCAGGAGAAATCA
TTGGGCTGGGAAATGTCTGGAGGTTCCCTTACCTCTGCTACAAGAATGGAGGAGGTGCCT
TCTTTGTTCCTTACGTCATCTTCTTCGTGTGTTGCGGCATCCCCGTGTTTTTCCTGGAGA
CGGCCCTGGGTCAGTTCACCACCGAGGGAGGCATCACCTGTTGGAGGAAAGTCTGCCCGC
TCTTTGAGGGCATTGGTTATGCAACACAGGTGATTGAAGCTCATCTGAATGTGTACTATA
TAGTGATATTAGCCTGGGCCATTTTTTACCTCTTCAACTGCTTCACCACTGAGCTGCCAT
GGGCTGGCTGTGGCCATTACTGGAACACAGAAAACTG
>AU170525 ID   AU170525   standard; mRNA; EST; 579 BP.
GGCTGCTCCACCGGNGCGCGCACCACGGNAGGAACGGCCTGGGCGCAGAGGGGGTGGGAG
AACGGCGAAAGCAGAGCGCTCTCGAACCATCACATGGGCAGAGCACTGCCGGACGCGCCG
NCACAAGATCGACCCGAACACAGCCTTTNAGCACATNCACGGAGAACAGTCGCAGCCGGT
CCAGCTGGAGGGGAAGATGTTTTTGTGAGCGCACCACGCGGAAATTCTTGCTGTTTGATG
CCCAGNGTAAAGATGACCACCGATCAGGATTTGNTNATGGATGGTCCGGNAGNCACGTNG
GTGATTGNTGNTAAGGGCATNGATNTAACGCCAAACAAAGACCAAGGAGTNATTAAGGTC
GTGCAGTGTNCAGGGTTTGATGTGGACCGTNCAATGATTGGGGACAGAGTAANTGTNCAT
TACACTGGAAGACTGGTGANTGGAAAGAAGTTTGANTGGAGTNGAGAACGCAAAGAACCG
TTTAGCTTCAATGCTGGCAAAGGACAAGTNCTGAAGTCATGGGACATTGGTGTGCTGTCC
ATGCAGAGGGGNGAGGTGTGCACTNTGNTTTGTAAACCC
>AU170532 ID   AU170532   standard; mRNA; EST; 505 BP.
GACTCGGCCAGCTGCGGGGAAGTGCGCCAGTCCTGCATCTATAAAGCGCGCAGGTGCTGA
GTGATTGCGCGCCTTTGGAAAAGTGTGTTCGTATCCTCGCTCGCCTTCAGGGGTCCGGTT
GTAGGCTTTTGCTGCAAATATGAGTGCCACAGGAGGGACGCCTTACATTGGCAGTAAGAT
AAGTTTGATATCAAAGGCGCAGATTCGTTATGAAGGCATCCTGTCCTCTGTGGACACGGA
AAGGTCCACGGTGGCTTTAGCTAAAGGTAGGTTTAGGCTTTGCACACGTAGAGAAAATGG
CTTCTTTTTTTTTCAATATTATTGAGGTGTTTAAAATATTTGTTTGAGCGTTTTCTTCCA
CCAGTAAAGTCTTATGGCACGGAGGATCGACACACAGACCGTCCAGTGCCACCCAAAGAT
GAAATCTATGAATACATAATATTCAGAGGAAGTGACATCAAGGACATCACTGTGTCTGAA
CCTCCTAAACCACACATGGGACTTC
>AU170534 ID   AU170534   standard; mRNA; EST; 649 BP.
GTTTTATTCAGCTTCAGCTCTTACTTTGCAAATCCCATCAACCCCCTGNATCATCATCCC
TTCCAGTGTTTGACATTATGTTTTGGTTGCAGGGGAAATCTGTGTCCTTGACCAACTTCT
TCAGGATAGCTCGCAACACCATGACCATGTGCTTTAACAAGGAGCCGGGGGCCGCCGAGG
TCGAGCAAGAATACTGGAGGATTGTGGAGCAGAGAGACTCCCACGTGGCAGTGCATTGTG
GGAAGGTGGACACGAGCACACATGGCAGCGGTTTCCCCACAGGAAAGTCAGAGCCATTCT
CAAAACACGGTTGGAACCTCACTGTCCTCCCCAATAACTCTGGATCCATTTTGAGGCATC
TAGGTGCTGTGCCTGGAGTGACTGTTCCCTGGCTAAACATTGGCATGGTCTTTTCTACCT
CATGCTGGTCTAGAGACCAAAACCGCCTTCCATATATTGATTACTTACACACTGGTGCTG
ATTGCATTTGGTATTCTGTCCCTGCTGAGGAGAAGGCTAAGCTGGACGAGGTGGTCCACA
CACTGCTTCAAGCCAACGGCACGCCAGGACTAGAAATGCTGGAGAAGAACATCATGATCT
CTCCAGAGGTGCTATGCCGGGAAGGCATCAAGGTTTACCGCACGGTCCA
>AU170535 ID   AU170535   standard; mRNA; EST; 373 BP.
GCGATGTAGACAGCAGAAAGAGCAGCTCAGGGACAAATGAGAAATAGAAGGCGCTCTTTC
TGCTGAAGCTGAGCTGTGAACCCCCCGATGAAGACTGCTTCATCGAACTCCTCAGCAAGT
TCCAGAGCAGCCGCATGGATGACCAGCGCTGCCAACTCGAGGAGCCGCAGAGCAACGGGG
AAGCCGGGGCAAACGCAGCAAGCCTGAACAACGTGAAAGATGCCGCACTTACCACTTCCC
CTGAGACCGAGGAGCTGTTCTATCTCATCGAGAGCTCTCAGGGTCGTCGACTCGATGATC
AGCGTGTAAATGTTGGCAACCTTCCAGGTCTGAGGATCACGCAGAACAACCTGAGTCATT
TGGTTGGGGAGGG
>AU170546 ID   AU170546   standard; mRNA; EST; 535 BP.
CGGNTGCATGCGTGTCTCTCGCCAGCACTGCAAAAGTGTCCAGGACTCACTGCGATGCGC
TCTGCGGACTCCACAGTGGCCAACGTGGGGAACGCGTCATTTTGACCAAAGGAGCGGATA



GCGAACGCGCATCGGCCAGGATCTGCGTTCTGAAGTTTTTATGAGCAGGCAGAGCAGAAC
TGTTGACTCTCAGTCCGGTTTCCGAAGATACCCCTGCGCTCCAGCGAAGGACCCGAGGAT
CCGGTGAGGAGAACGCGCGGCTCCGGACGTCCATTCAGAAAATGGGTTGTTTTCACGCAG
AGGAGGAGAGGGCTTCGCTCTAACGCCGGCGCACAGCATGGCTGGGCTACACGCCTCCGA
AGCCGTGTCGGGACATTTCTTGGATTCTGCCATCAACGCAGCGCCAGCCCAGGGCGCGAC
CAACGCTGCGGGAATCACTGGCGATGCGGCCGCGCTGCCTTCCACGGCCACCCGGACGTA
CTTGGACGTGTCTGCCGCTGCCCAGAGCTACATGGTGGGGGGACTTTACACCAAC
>AU170554 ID   AU170554   standard; mRNA; EST; 659 BP.
CGTTTTTTTCCCTTGTCTTCTGTTCTTTCTGTTTCCCATCTTTCACTCTCTTCTTCCCTC
CCCAAGTACTATTGCTGTAAAAAGGAAGAGTCTGAGTCGGAGGAGGAGGAGCCAGACTTT
GCAGTAACGTCGCGCCTCCCACCGGTTCACTCCAATCACAACATTGTGGCGGCAACGGCC
GCCGCTTCCTCCATCCCAAATGGCCCTGCCCTCTTCTCCACCCCTCCACTGGCTCGGAAA
CTGACCCGCTCCCAGACCTTTTGCCCCACTTGCACACACTATGATCTGCCTTTCTACCTC
CAGCCTCCTCAGCCGCAGCTTCACCACCCACCAGATGGGTTGAGGAATGGAGGTGAGCGG
ATCAGCTACCGCAGCATCCAGCAACAGCAGAGTCTGGACCTGCCAGTGCCTGTAAACATT
TCCAACTACCGTAAACCAAACCTCGCACGATCAGTTACCATGAGGGAGATGTTCCAACGC
AGCTGCAGCATCAGCACAGATGTTTGACTGATTGACATTCAAGGCTTGGTCTTCACAGAG
TTAAGATGGCCAAAGCTGGACATGTTTGTGATCCTTTTTCTGTCATCCTCAAAATTCTCA
TTCTGCCAGACACCTATTACAAAAAGGATGGACAGTTTTGCAAAAGGAACATGCTTTGG
>AU170555 ID   AU170555   standard; mRNA; EST; 305 BP.
GATCATCTGAATCTTCTTTGAGGAGGGAAGGACATTTGACTGCAAGAAGCCCAGCTGCTG
TCCTCATGCGACCATCAGCTTTTCCAGAAACCAGACAGCAAAGAGGATGAGGAGGAAAGC
AGAGGGAGCAGCGATCCTCTCACGGTGAAGCAGCAAGGCAGCTGCAGAACCTGAAGACAA
AGGGCATCCTTTGTGGTCCCACCTGAACAGCTGACACCACAGCAGTGAGGATTGTGGGAG
GATCCATCGGATGGACAGGTCACGTGGACAGGAATGATTATTTTTCTTAAAAATTAAGGG
CTTAT
>AU170562 ID   AU170562   standard; mRNA; EST; 741 BP.
GCTGCTTGTCCATGAACGTCCTGCACACAGAGAGGAGCTGCACTTTCTGACACCATGCAG
GTTTCTCACTGCAGCCTCAAAGACAGATCCCCTCAAGAAACACATTGATGCAGGCTGAAT
CCACTCCATTCGTCTGTCTGTGAACACCAAGTGGCCGCGCTCATGAGCACCGACACCGTC
TTCTCGGCAGAGCTGGACTCTGATCAAAACGGCGAGCTGGCTGACATGGTTGCCTCCATG
AACATGGCATCCAACCGCATGACCCCACCCAACGGCTACAGGTCAGGGGCCCCGAGGTCG
GCCATCGGCAACCGAGCTTGCCTCTCTGACAGGAAGATGTCTCTGCAGGAGAGAGGGAAC
CGCATGGCTCGACAGCCAACCATCGAGACCAAACGAGTGTCCATTACCGACGCTGACGAC
TGTGTCCAGATGAACCAGTATAAACTAAAGAAAGAGATTGGAAAGGGTTCATATGGAGTG
GTGAAGCTAGCTTACGACGAGGGCTCTGAACAGTACTATGCAATGAAGGTGGTGTCAAAG
AAGAAGCTAATGAGGCAGTGTGGATTCCTGCGCCGTCTGCCCTCCGCCAACCTGCAGCAG
GATGGATACCCCAAAGGGATGTTGCCCCTGGACAGGATCTACAGGGGAGATCGCCATCCT
CAAGAAGTTAGATCATCACAATGTTGTCAACCTAGTGGAGGTGCTTGATGACCCTGATGA
GNATGGACTTCACATGGCCTT
>AU170564 ID   AU170564   standard; mRNA; EST; 451 BP.
CATGNAGCTGTATGGNACGACAGCGAGTACCTGCGGGACAAAATATCGCCGGNACCTGAG
GCAGGATTTCAACATGATGGAGCAGAAGAAAAGGGTCACCCAGNATTCTGCACAGTCCGG
TGTTTAAAGATGAGCTGTTAAGGCTTGATTCAGGACCAGCTAACCAAGGCCACAGCCCTT
CTGGTCTCCTGGCTCTGCGGCAAATCGCTGACCTGATCATGGNCAGTACTGTTGGAGGGG
CGGGTCCGNTGACCTCACCTATNAGCTATGGGATGGTGACTCCTGTNAACGACTTGTTCG
GNACCGAGTCCCCCTCTTTTGCCAAAGGGGAGAAGCAGAGTCGNTGCAAGCTTGCAAGCC
TCTACAGACTTGTTGACCTNTTGAACTGGGCTGGTTTTACAAGCGCCTACATTACTGTTC
GAGTNAACAAAGAGCAGGATCACATTTTAAT
>AU170569 ID   AU170569   standard; mRNA; EST; 215 BP.
CTCACATCGAAGTTAGTTAGTTCTATACCTAATCAGACAGGCTTTCCACCCAATCCAAGC
AAAGTTGATATGGTGGCTGCAGCCTACACTCGCCTGAATATGAATTTTATTNCATAATGA
GNCTTTCTGTGCTGTGTTGAATAGAGAGGGCTGAACTTACTTCCTCAGCTTCCTTTCCCC
TTAGTTACAAAAAATTTTCTAGCCTGACCAACTGT
>AU170572 ID   AU170572   standard; mRNA; EST; 705 BP.
GGNTCCGCCGCCGCCGGANCTGAGCAACAGCCACACGCCCATCTCAAAACCACTTTTTTC
AAAATTGTGCGCATTCTGTAGGTTTAATCAACATTTCAGTAAAATTTAAGATGGTTGCCT
CCTCCCCAGGTCAAAGGTCAACAAAATTTGGTTGTTTCCTATCCTGTGGGAAAATGCAAA
AATCGCCAAATGTCACATTTTGCCAAACCATAAGTCCTGCGGCCATCCCATAATAACTTT
AAACCTTCCAGAAGTGTTTTTGGTTTCATTTGTGGCGTTTTAACTTTTATTTTTTGTTGA
GATTTTGGCCCTGCTCGTTTTGGCGGTTTTGCACGCTGTAATGTCATCTTTTTATTTTTT
TTATTTTTTCTAGGCACATGCACATTTTGGTGAGTTTTTGAGTTTGTGTGGGGCTGACAA
TTTTGCTCAAAGGTGCAGAGGGAGAGAACTGTGAAAAAAACAATCTACTCCTTCAGTCCA
GAAGGGCTGCGGGACAGAATCTTGTTAACCTGTCCGGGTTAACGTGGTAAAAATGAAAGA



AAATCTGTCGACAAGTTGGGGTTTTTTCCCCATGCAGCTCTACGAAAAAAACTGTATTTA
CAAAGCAACAGAGGATCATGTAAATGCCACATTAAACACTGACCTGTCATCACTGACGGA
TGCTTAAAATGTATTTTTCTGCATCGGCATGTGATTTATTTAACG
>AU170573 ID   AU170573   standard; mRNA; EST; 662 BP.
GTGTCAACCTTTTTTATATAACAAACTTCTTTGCCCTATATTGTTCAACAGTGTTTTAAA
ATTATTATTATTATTCCACAAGTTATCCCTTTAAATCTGAAGCCTTATAACAATACTATT
CATAAATATTGTATAGTGCAACTACAGGTGCATATCTGATTCTAAGAGTCCATTAAGGTA
ATATTACAAAAACATGTCATCTTGAAACTAAACCAAGAAGGAAAACACATGAATGTCTTT
AAAAGATTATCTTCATCAGGGTGAAAAGGATGACATGTTTCCTGTCGTCTATAAAGCTAT
TCCAACACGTCCAAAGAAAAGCCAAGAGGAGAACATCTTCAAGGCACTTCGCTTTGCAAG
TAGATCGTCTGACGTAAAGTACAGGACACCAAAAAGAGAAAAATCAAATATATATATATA
CACATATATATAAACGTATCTGATCCAGTTGGAGATTGAAACACATTTGATGATCAAAAC
ATGTTTTATGTTTCAAGGTAGTAAAAAAATAACATCCTAACAATCGCCATTCATCCATAA
AGTGCATTATATGACCTGCTGGAGGCCGAGAATGACGCGATGAAACCTTAAATATCCTGT
TCCTCATAAACCGGCCCAGGAAAGAGGAAAAACAGCGGCTATAGCATCATTTCTACACAA
AA
>AU170580 ID   AU170580   standard; mRNA; EST; 748 BP.
TTTTCAAATCATGTATCGAACAGTAATTGATTAAAAAAGTGAAAGTTTTTACGCAAAATG
CTCATTATGTTAAAAAGGCTCAACCTATTTTTGTTTAGTGTACATAGATTTATCTGAGAT
ACACTAAAGTACATCTGATTTATCGCAATTAAACGTGACAAAAAGCAAACCCAAGACTTT
GGTCTGTCTTGAACAAAAGATTAATTAGTATTGTAAAATGAAAATTATGCAAAACACTAT
TCAACTAATATTTAATTCGCTCGCTAGTACGATATCATGTTTATGATGTATCATAACTGT
ATCTTTGCTATTTCTGTATTTACCAGAACACTGCAAAAACAGTTCCTTCAGAAATAAGTT
AAAGATTCTTACACTGTTGGCAGATTTTCTTTAAATAGGCAAAAAAAAAGAAATCTGCTA
ATAGAGTAGGAAAGTTCTATTCACTAAGACATGCTTTCTCAAACTAAGATTATTTTCTTG
ATAAGATTAGAAAATAACAGCATTTTGTTTCTCTTTTTGCTTTCTTTAGATTCAGTCTTT
GCAGTGTATTTTGTATTTGAGGAATTTGATTATCATTTTTCACACGTAGCTGCAATTTTC
TTAACAGATAACTGGATCTACTAATATAGGAACACAAAAAAATGATACAGTAGAGAAGGA
ATCAGTTTCCAAATCAGCTTGGTTGGTCTTTAGATAGAAAAACATTTAAAGAGAAAAAAA
TCTGTTATTTTTTTCAAGGAAACATGCT
>AU170587 ID   AU170587   standard; mRNA; EST; 743 BP.
TTTTTTTTTAATCAGCAGTTTTGATTTTAGCGGAACTCAGATGTGTACATGGATTTTGAT
GGGCAGGTGGATGAACCCAACAGAGCTTCAAACTTTACTTTGTCTTTGGGTATGTAGTTG
AGGGGGGCGGAGCAAACCGCAGTCCATGTGTCCGTCTCACTTCAGCTTTCCTTTAGGCCG
ACACTGAAGACGATCCATCCCGTGCGCGTACGTGCACGTACAAGTCCGTGGTGGATTCCC
TAGAGCGAGCTTGCTGTTTGCTGTTTTTTTCCCGGTTTCCTGCTCTCAGGCCGTTTGCTG
CCCCAAGTGGGCAGTTGTTGGAACTGCAGGTCTGTTTTCCGTTGTTTCGGCCGCTCCGTG
GGTGAAAACAAACCAAATCAAAAGAAGGCAACCAAACAAAAAAGTTGAAATATTACATTT
TTGAATGACAAAATGAAGAAAAGAAATGTTTTTTTCTTCCAAAAAGTCTTATTTTGACAA
TTTACAGCCTGTTAAAAATACTTTTACATAGTAAAGTAAAAACAGTTGTTTGGGTTCCAT
AACTTTGGCGAAAAAAAACAACTTTTGGTTTTTTAGAACCATGAAACCAGGCATCTATAA
CACAACCATGATCCATCGATCGTTGACCGCCGGCTGCGGCCCCCGCGGGATCTCGGCCAT
GGAGAGCACGTCGTCCGTCATGGAGGAAGGCGACGGGCCCGATGCGCGCCCACACGCACC
TCTCGCACAGCGGCCCGCTGAAA
>AU170588 ID   AU170588   standard; mRNA; EST; 781 BP.
TTTTAAACCCCCATGGTGGTAATACCACAGCCCCAATTTAAACAGGGTAAGCCTAATAAG
GGGTATTTTCTGTGTCTTTAATGTGTTTAATCGAAGTTTTTAACATGATAGCAAGAAAAT
GTTCAATAGATTTAACAGTAAAAATAGGGAAATCAATCAAAGATTGTTTGCAAGTCCTTC
TTTGTAAGACTTGCAGGCTTTTCACACTCAGCTTCCTTCTGACCAATAAAAACATTAGAC
TGAAGGATGATCCAGAGTTTCCTCTATAAAGAAAGAAGGTGAGGCACTCGGTGCTTCTTC
TTCCACATCAGTTAGCAACATTCCTGCACAAACACCGGCATGAGACGTGGCTCCCCCCAG
CAACCGTGTCTGTCAGCTGCATGACGCTCTAACCGACTGCTTTCTGTTCACTGCTAACCA
AGGAGATAACTATGTCATGTCCACCTTTCGGCGGCTGGAGGTAAATGGTATTCCTGAGGA
GAGGAAGGTGGCTGAAGCACTAAATCTATGACCAAAAAGCCGACTGTCAGAGTTGCCTTC
CCACGTTCCCAGTGTCTGCATGTCTCACCAGGAAGATTTTTATGATCTAGAAATACGTTT
CAAGTCTTAAAAGGGACCCAGAAGAATTAGAGATTTTCAGAAGACATCTATACTTGTAAA
ATTATTTGATTTATATGTTCATTTCTGCAAAACCAAACACATTCAGAATAAAAAGTGAGT
TTTGTGGTGTTAATGTTGCAAACAAAATAAAAGCTTTTTAAAAACAAAAAAAAAAAAAAA
A
>AU170591 ID   AU170591   standard; mRNA; EST; 626 BP.
TTTACAACCTGTGGNATGAATTATCAACCAGNAGATGATATCTCCGCCGATAAAAGGTTG
ATGCGTCCTCAGCGGGCGCCCGCAGGGTTGCTTTCAAGCCTGACTGCCGACGGCTCTCAG
ACTCCACCGGGCTCCTGAGCCGGCCCATCGATCGCACCTCGCTCCACGAGACGGCCCTCA
CCGTCTGGCCGCCTCCCTTCCAGCGGTCAAGCAATCGGCGGGACTGCGTCGCCATGGATA



CAGAGTCAACCTACTCGGGCTATTCCTACTACTCTGGACGCTCCCGGGGATCACACAGAC
ACGGGGAGCGAAGCCGGGACCGCCACAAGTCTCGCAGCAAAGACAGCCGCTCGGAAAAAT
CTGTAACCATTAACACGCCGCCTGCTGAGCCACTACTGGGCGACTCGTCTGTCAGGGGGG
AGCCAGTTCAGGATGATAACTGGGGTGAAACCACCACGGTCATCACAGGTACGTCCGAGC
ACAGCCTGTCCCAGGAGGACATCGTCCGCATCACCAAGGACCTGGAAGACAGCGTGGGGC
TCAACTGTCGTTCGCTACCTCACCCGGGATTTTGGCCCGTGATCCTGGGCGTCCTGGTGC
TCCTCACGCCGCTGGCCTTACTGGGG
>AU170595 ID   AU170595   standard; mRNA; EST; 587 BP.
TTTTTCAGGTCATTTTTAATGACAGTCTTTATCCGTTTCTCCAATGTAGGGGGACAAAAT
AAAGCAAATACATTATTATAATAATGCAGATCAGCTGATCAGAGTCTGAGGGAACTCTTC
CTACCAGTCATCAGGCACTGAAATCAACAAAGAGCTTCTGTGAATTTAGTCAAACTTGAC
CCTAAATCTGTGTGTTCGGTCTCACCAGGGGAGAAAAATGTTTTCAAAACACATGACACA
CGACAGGAAGATCCCAAATACACTTTCAAACGCTGCATGTACAAAGACAAATGGAAAGCT
CCTTTATGAAGAGGATCGTTTTACTGTTTCAGACGGAAATTTTCTATCAATCTGTGAAAC
AAGGCAAAGCAAGGATTTATTTGGATCACATGACACAGTTTAAAAACCAACTGTGAAACT
CCAACAATTATTCGTTCTCCCACCTAGAAAATGCAGCAACGTCCGCGTCACAACTAACAA
ATCTGTCAACACTGACCGCTTGGATTTTCCTGCAGCTGATGTGCAGGGAGGTGTGCAGGG
AGCTCTCCAGGGGTCACTCGGACGTGCTGGACGCAGCTGAGCTTCTT
>AU170598 ID   AU170598   standard; mRNA; EST; 365 BP.
GTTTTAGTGCGATGCGCTGCAAGGATGGTGCACCAGGAGAAACGCATTTACCAGGCACAG
TAGGAATGAGAGAGAGTCCATCAGGCAGTAAACTTGCACTCGGCAGTTTCTATGACGACG
AGCCAGTCATCTACACCAGCTGCAGCAAAAACGGCCCGTCCTCCCGGCGGCAGAGTGGAG
TGAACCTCCAGGTGTGTGTTGTCAATGACAGCAGCAGCGACAAGGACAGTGATGCCGAGG
ACAGCAGGACGGAGACCAGTCTGGACACACCGCTGTCACCTGTGAGCAAGCAGAGTTCAT
CGCTGTCAGACCGGGACACTGCATAGGAGGACTCCGATCCATTAGATGACTGTGGGGGGT
TTTGG
>AU170600 ID   AU170600   standard; mRNA; EST; 592 BP.
CGCTGCTGCTGCTGCTGCCGCGGCAGAACTTTGCCACATGTTGTATTCCCGTGTGTCCTG
CTGTCCCACCAGGAGAGCTGCCTATCAGATTCTGCACCGTATGGATGCCAGGATTTTTTC
CACCAATAATACGGAATGTGCACATCTCTTGGATGAGATCAAGTGTGCTCGCTGCTCCCC
GAACGCCCAGGTGTTGTTCCACTCCCTGGACATAGATAGACAGCCACACAGGGAGCCAGA
TCTGCCACGACTCTGTCTGGATTTCTGTCGCAAGTTCTATTACACATGCAGGGGCCACAT
ACCAGAACTGTTCCAAGCCGATGTGGACGAATTCTGCCAGTACTATGGGAGGCGAGGTGC
CGGCTTATGCTTTCCAGATTTTCAACGGAGGCAACTTCTCGGGCAAGATTCAAACTACTT
GGAAGATGAAAAAATAGATGGACTAAACAGGAGACACAAACACAACTGCTACTGTGCTCA
GGAGGTGTTGAGTGGTCTAAAGCAGCCAGTAGCTGTGGTTCACTGTGGCGATGGCTCTCA
ACGGCTCTTTGTCCTGGAGAGGGAGGGAATTGTCAGGATACTCACCCATAAC
>AU170603 ID   AU170603   standard; mRNA; EST; 722 BP.
GAGCATCCCTCCCTGCTCAGCCTGTGCGCCCTGGGTATTCCTCGCTCTTTCCTCCGCCTG
TTACATCCAGAACTGCCCCCGAGGAGGGAAGCGAGCACTGCCGGCAGGCTGGGATCAGAC
AGTGCATGTCTTGTGGCCCTGGGGAACGGGGCCGCTGCTTCGGCCCCAGTATCTGCTGCG
GCGAGGGCTTTGGCTGCCTGCTGGGCTCCCCAGAATCAGCTCAGTGTGTGGAGGAGAACT
ACCTTCTCACCCCCTGTCAGACAGGAGGGAGGCCCTGTGGATCAGAGGGAGGACGCTGTG
CTGCTTCCGGACTCTGCTGTAACTCTGAGGGCTGTGTGGTGGACTCTGACTGCCTCGTGG
AGACGGAGGTTATAGACCCATCCCATGGCTCTGCCAGAAGCTCGCCTGCAGAGCTGCTGC
TGCGTCTCCTACACGTCGCCAGCAGAGGACAGAACGAATACTGAAACCTGGATCTGCAGC
AGACACGACGCCTCAACTTCCTCTCAGCCAAATGAGACATTGCTCTTTGCTCTCTGCTTG
AACTCTCCCCTTTTAGGATACTGGCATACATATCCAGGGGAAAAATACTCTTAGATTTCA
TCTTTGTTCCCTCTTAAAGAAATGTACATATGTAAACAATTCAGACCCTCTGTTCAAATA
GATAAGAGCTAACAGCAAACTGTAAATAAGTCACAGATTGAAATTTAAAAATAGATGCTC
AT
>AU170609 ID   AU170609   standard; mRNA; EST; 725 BP.
AAAAAAAAACGTGTTTTACTGTTGTCTTTACTCTGTACTCACAGCTGGAAAAAAAGTCAC
AAAGNACTACAAAAGATGTATGAAATGTAAAAAGAAGAAAATATGACATGACTATTTATA
CGTAGATCTAATACATGTGCAATGCTGTATCTACTTGTAGACTTTTGTACTTGCGTGAGA
AGTGCAAAAGACAGGGATAGCTCGTCGAGGAGATGGGAGCTGAAACATGGAGAGCCGTTA
GAAGCCCTCAGACAGTGAAGTCTCCTCTATGCAGAGAGTTTCCAGGATAATAGCATCTCA
CTTTCATGTATATTTTGTCATCTTGCTCAGTCTTTGAACCCTCCTCTCTGACAGGTGTTA
TTGATTTCTATGGGTGAGAGATTTCATTTGGCTTTTCTGATTTTTTGGATTTGTTTAAAA
AACCTATTTTTCTAATGTGAAACATATTTAATTTTGTTTGGAAAAGAAAGCTATTTTGTG
GTTGTTTGGTGTTTTTGAAAAGGGCTGGAATTCAAAAGGAAGGCAGAAATAATTAGATAT
ATATACACAAACACACACATATATATATATCTCCATTAAGAAACAGAACACACGTTCTTT
CAAAATTGGTTTAACTCCCACAAGTCGAAAACAAAAAAAGATTTTCCCATTTAGTTGTTT
GTGCAGAAAAGTTTTCACATGAATGAGATGTCATCCTTCAACTTTCTTTGTTGCAAAACT



CCCAA
>AU170617 ID   AU170617   standard; mRNA; EST; 443 BP.
TTTTAAACCACAAAAATTTGNAAAAACCACACAGNAAGNAAAGTATTCATAGNAATACAC
GTCTACAAATACATTCTTGNATTTTTAATGNAAAAAAACATTTTTTTCCTTTAATTTATG
TTTTTTTTTTTAAGCTATNTTTTTCAGGTGACGCTGTGCCTCACCTGTCCCCCATGGCTG
CATCTCACCGTGTTGAACGTTCAAAACGTTTGATTGAAAGATTCTCCCAAGCCCACTCTC
AGTGTGGACTTCCAACAAGCTCACTCCTGATTGGTGTGTCGGGCTGCCATAGAAACGTTG
ACTCTGACCAACTCGGACCAATCACTACCTCACATCATCTGACTCCAACATGGCAGCGTC
ATGTGACTGAATTGCCTTCATTTGATTAGCTGGAAGAAATCCATTTTCTTTGGTTGATGT
CACTCAGTCCAGTTCTTTGTCGA
>AU170620 ID   AU170620   standard; mRNA; EST; 645 BP.
GCACTGTGATAGTATTATAAATCCAACTATTCAGAACAAACTAGCTAACTAACTAAAGCG
AAGGCGTGTGTCTGTGTGTCCCTTTGTGAAACCTTCATTTCTCGTGAACCCAGAGGAAAT
AAAAAAAAAAAAAAAGCAAAGCGTCTAAAGCGGCGTGTACAGTCCCAGTATAATCCTTCT
GTTTTTATTAGTTTGGTCAGCCTCTATACTGTCTGTGGCTTGGACGACTCCGCCCCCTCA
GATGTCTTTTTGTATGCTAACCCCTCCCACCGTCGCAGTGTAGGCCTGCAGTTTGCGGCA
ACTTCTTTGATTTTAACTCGTGATTGCATCGAACGAAGCGACTAAAACATCAGAGTGAAG
GAATCTTCTCAGAGCAGGTGGATGTTTTCCCCGCGGAAGGACCTTTGACCTCAGCTCCCC
GGGGGTGTGAAAGTTGGCGTGGGGGGAGTCTCTAAGGCGCTCTCCTTTTTTGAACCAGCT
AACCGATCATTCCACTTTACGTATGATGTAAAAAAAATCCTGTCTTGTGAGCTGAACACT
CTATGGTTCGCTGTATCCTCATGGCAGATGCTTCGGTTTGGAACTACTGAACTGTACTTA
TAATAAAAAATAAATGTATTCCAACTAAAAAAAAAAAAAAAAAAA
>AU170624 ID   AU170624   standard; mRNA; EST; 651 BP.
TTTTTTTTTTCATTTGTCTCCACTGAGAGGGTTCATTTGTTTGGTAATTTGTAGCAGGGT
GAGATACGTGATAGGGGCCATGGATAAAGGAAGTGACTGAGCAGAGGGGGGCAGGCAGAT
GTCTGGACCACATTATTGCTTCAGATTTGTGCCATACTTGTTCAGAGGTAATGAAGCAAC
AAGGCCTACTCAGAAAGTAATGAATGGCTTTTATCTTTCATCATGGATGTATTACTAGCT
AAAAATGGACATTTTTAGAAAAGAATGATGCTCTAAAAAAAAAAAGGATCACTGTGGTGA
TGCTGAGTTTGTGTTTTAGCCAATCTTTAGTTTCAATTATTACATCTTTTCCAAACCTGG
TTATTAGTTGATAAACATGAGCGATGCATCGAGAATAGATGAGGGTTTAAGGCCAGTGGC
TGTGGGTTGCTTCCACATCAGCGAGGCTTAGATGGCTTTCTCAAACACATTACTGCTATT
CATCCAGATTAGTGTTATACCATCTTTACGTTTCACATATCCAGCCATAATCATAAGCTG
TCAGAGCTGTCATATAGAAGGGGATCAGTCTAGAGGCCGGTCAGTATATCAGCTACAGCG
GAGCCAAAACATCTATTTAATCCCTCCTCCCTCTTTAATTATCTAAGTGTC
>AU170632 ID   AU170632   standard; mRNA; EST; 201 BP.
TGGAGTTGTTGCTCCAAGTTTTCATCTTTTATCCGCTAAAAATCCCAAAAATAGAACAAA
TATCAGCAGTGAGTCCTTTTTCTGGTTCTTCAGGATCATTTTTGTTTGGTTCTAAGAACC
AGAACCGAACATTTGCTCCGGATCTTCTGACTGGACGGAGTGAACCTGCGTTCTCCCCTC
CTATACGTTTATTCTGACGGG
>AU170633 ID   AU170633   standard; mRNA; EST; 675 BP.
GATAACACAAAGGTTAAAGGGGAAGGATGACCATTTGTACTTAATAAGTTTATCCATACA
AAATTAAGAATGTCATTCTGTAAATTTATACATACGATTGCATTTTCATTACTTTATTAC
CAAACAAGAAACAAACTAAATATTTCCTCTCCTTGGCTTTTTTTGTTTTTTATAAAATCT
GAAAGTAGTAACAAATGTGCTCTGTACAATAGGTTTTGCCATTTTGCCGAATGCCACAGG
CTATGAAAATCTTTGCTATAACCCTAAAGATGTAGGTGAATTCCTGTTGCTCATCAATGT
TGATCAGCATAATATTTAGATTTCAGTATTTAACAATCAGAGATTTTGTGATAAAAAAAA
AATATAAATCTTCCATAGCAGGAAAGCGCCCAGGAACTTTCACCCCCCAAAAAAAGATGA
GAAAACCGAGAACAACATCCTCAGTCCTTGTCCATATTATAAACAAAATGACAGGTCCAA
AATATATGTATTAGTATTTCTTCAAATGGTTTTTGTAATATAAAGTTTTTATTAGGATTT
CCTTGAACTTTTCCTTGTATTGATTAGTTGGATAAAAACGATGTAAGATGTTCACTGATA
CCTCTTTAACTTTATTCACAAAAAATATTTTAACAGAAGCCAAAAAAAACTAAATGAAGT
GAAGCTAAAAAAAGG
>AU170635 ID   AU170635   standard; mRNA; EST; 610 BP.
CGCGGNCCGTTTTTTTTTTTTTTTTGGTTAAAAACAGCATAATCATAATCAAAAGACCAC
TGGGATAAATCAACAGATGATTGGAGTGGGTCTTTAATAAAAAACCACAAAAGTCCAAAT
GAGGTCCAACAGGTAACAGTCAAGAAAATAATTTCTGTCATGAAGTGCAAACAACATTTA
ACATTTTCTATTTTTATGTTAATTTAACCTAAAAGATGGTAGCTGACAAGAGCTGCTAAA
ATAAAAAAAATTCCATTGACAGCATCAAAACAAATTTATCTGCATATGATTCAAATATTT
AGGAGTAATTTATTATTTTCTATGCAGATACTTTCTGCCATTAATGTACATTTGTTAAGA
GCAAAAAGTCTCTTAAGAAACAAAAACGGAACTTAAAGAGTCAAAAACATGCTTACGTGT
CATTTTTTTATGAGATATGAAAAAGAGAAAAAATTTAAAATAGTTTTTTAGGTTTATGTG
GTTTCATGTACTTTAAGTGCGACAGACTAAAAAAGCTGTTGTGTATTTTTATAGTTGAAA
ATATATAAATAAGCTGACATTTTCTTCCACATGATTTATGCAACCATTCTGGGTTAAAAA
TAAGCCTCTA



>AU170636 ID   AU170636   standard; mRNA; EST; 539 BP.
TTCCTGTTGATAGAGCAGGCTGAACTCGAGGGAAAGCAACAGCCTCCACTGCAGCATACT
CAAAGCAAAGGGACTAAAGCCCATGGACTCAAATGGACTGGCAGACCCATATGTGAAGCT
ACATCTGCTCCCAGGGGCTAGTAAGGTATGCGTCACACAGGAGATATTTATAGCTTTTGA
CAAAAATGAATGACTTTGACTCCCCATTTTGGATAAAGAATGTTAAGAGTCTTTAGGTTT
GATGAGGAATCTCTCTGCCTGCTCATGGGTGACATCTAGTGGTGGGTTGGAATCTCCAAA
ACACACAAATCTTCATGATGGTCAAGGTATCTTAATAGTATTCTTTGTTTTTTTGTAATC
TGTTCGGCCTTTAATAGTCTAACAAGTTGCGCACCAAGACCTTAAGGAACACTCGTAACC
CAGTGTGGAATGAAACTCTCACCTACCACGGCCTGACGGAGGACGACATGCAACGCAAAA
CCCTCAGGGTTTCTGTTTGCGATGAAGACAAGTTCGGGCACAACGAGTTTATTGGGGAA
>AU170638 ID   AU170638   standard; mRNA; EST; 653 BP.
TTTTTTTTAAGAGTCCAACCCGGTTTTATTGGGGAGTGCAGGTCAGAGTTGTGGTCGTTA
TGAACGTGAATTTCTCGCGCTGCAGATCTGACAGAATGAGAAAGGAAAAAAAAAAGCAAA
ACGCTGGGGGGGCAGCACCACCCTCTAGAGCACGTGTCAAACTCAAGGCCCACGGGCCAA
ATGTGGCCCTCCGTGTCATTTTATGTGGCCCGCGAGAGCGTTAGAAGTTTTTAATTTCTT
AAAATAAAAAATAAAAATTGGTGTTATTTATTCATATCTAGGGGGATTTGGACTTGAAAT
ATAGGATTGGGCAACTAAACATTAGGACTTAAACACTGTCCATATAACCTAACCTGACAG
AATCAAAATTAAAAGGATTTATGCTAGAGAAACAAGCCAACATATGTTTTCTATGCAACT
GTAATTGTCACTTTAAAAAGTTATAATGAATAAATAAATGAGTAATTTAACATTAACGTT
TGTTTTTCATTACATTTAGTTACATGTATAAGTTATATCTGGCCCTTAGAGGACAGCCGC
TATGCTGATGTGGCCCTGCTGATGTGAAAATGAGTTTGACACCCCTGCTCTAGAGGGTGG
AGGACCTGCAGTCTGCTGAGTGATGGTGCCCACACACAGTCAAACCAATGACA
>AU170646 ID   AU170646   standard; mRNA; EST; 492 BP.
AATTTACTNCCACGGCACACTTGNACCATNCTNCCCACGGCACACTAGTGTGCCGCGGCA
CACTGGTTGNAAAAACACTGGTCTAGNATGACCCAACTCCCAATGGTAAAGTGCCTGGGN
ATAGCACAAGGGTTAACCAAAGTAATGTTTGTTTTAGGGATGTCAGTCTGTTATTTTGGG
GGTGCAGGTATTGTAAATACCCTAACGTGGTAAACATGTGGCTGTGTTGGGTTGTGTTTT
TCTTTTGTCCAAGTATTGTGAATAGACTAACGCTTCTAACATGTAGTATGTTACAAACAA
GTTCTAGTAATTATTGCAAACACAGTTAAAAAAGTCTTTCTGACTGATGGACTTATTTAA
TCTATGACAATAAATTGGAAAAGACGTCCTTTTAATGCCGAAAAAAAAAACGGTACTCTG
CAGAGAAAAATCTGTTTTTGTGGCTACATTTGTTGATTTATTTACCAGCTACCTGAATCA
TAGAAAAGCTGG
>AU170648 ID   AU170648   standard; mRNA; EST; 686 BP.
AGGAATGATGCCTTGGAGCCTCTTCCCAGTCACCTGTGGTCTCCCCCCGAGGAGTACCTG
GCCTCCCCCTACCTGCACATTCACTACGGTGGATCGGAAATCGACTCCATGGACCCCGTC
CGGCCTTTCCATTACCGCAGCCCTGCTTCCCATCTGCACGCACACCAGCACTCTCACGCT
CATGCCCACCTCGGGATGGACAGCCACTCCCACGGAATGCCGCCTCATCACCACGCTCCC
ACCCACGGCCCTCATCACATTCCTTACCGCCGGCCTCAGCCTCCAGCCGTGCCCTCCAAG
CCCTACTTGCGAGAGGGCTGCATTCCCGAGGAGGAGCTGCCGCCTCAGCCCATTCCACTG
CCTCGCAGGATCTTCCACTCACCTCATGGCCACAGAGAGGACCAGGGGAAACATGCATGG
GAGCAGTGCATCAGTGAGGAGCACGAGGAAACTCAGTAACAGCGAGGTTTCAGCTAAATT
TCGGTTAGAGCTATTTTGTCTTCTTTCCTTCCTTTGCACTGTTAATAGGGAACAGACGGA
GAGCTTGTATGCACGTTCAGCTGGTTCTACGGTTTCGGTGTTGTGATGACAGTGCTCATG
AAGGAAAGAAAAGAAACAAACCTCCGTCAAGCTTTACTTTGAGGCACGACTGCTCTACCT
GACTTCTTAGATTTGATACAAAAAAT
>AU170651 ID   AU170651   standard; mRNA; EST; 447 BP.
GAGCCATGTACTTTAGCTTCCCCCGCCTCTAATCCTTCTCGGCTGAATTTCCCACAAGGC
TGTTGGAGAAACTATCGTAAGCATGTCAAGGTGTCTGAACTTTGACCTCTCTGGATTCAG
AGTGGACTCATGAATGTGCAGAAACACAGACTGAAAACCAGAATGTCCACGTCCTCCAGC
TGCATGTCCGTCAGCTCATTTTTAGAAAAGGATTGAAAGGGATGCCTTAGTTTTTAGTTT
CCTCCGCCAGGTCCTTTTGGGCGTGGCGTTGAAGCGGACATTTCCGTTTGGAGCCGGAGT
AAAGCTGCGTCCCGCTACTCTCATTCTGTTTAAGCAGATATCCAGGACGCTGCACAGAAT
ATCAGATGCTTTTTTTTCAGGCTTGCTGGAGGTCAATAAAAAAACAATTAACTCCCAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAA
>AU170653 ID   AU170653   standard; mRNA; EST; 249 BP.
GTTTAGGTGGGTTGGACTGTTTTAATCAGTTTTTGATTCACTATAATTATGTTCTCCTCT
GTTAATGAGATGAGCAGTTGCTTAACAAGCTATAATTTCCTGTTCTCTTTGAAGCAAATC
TTTATCTTCTGATCTAAATGCATCTAAAGACCCACGCTGATGAAAATAGTGTTTTTGGTG
TTTTTAAACATGTTCTTGTAGCATTTTTCTCATGATGGGAGGACATATAGAAAGAAAACT
AAAATTGCC
>AU170657 ID   AU170657   standard; mRNA; EST; 706 BP.
GTTTCGGGAACATGTATAAAACACCATGTAGAAGGCTGTCAGGTTTTGTTGGAGTGCACG
TGAAACAAAAACTGCTTCAAAATGCTCCTCAAAGTAACCAGACTTTTAGCTGCCTCATCC
AGCTGCATAGAAAGAGACCCTTCAACCTGGCTGACGTATCAACATCTTAATTTCCTTAAG



CGACTGTATGTTACAAAAAAAGGCAGCGAGCTCCACCAGCGTGCCATCCCCAAACAGTCA
CACATCATGAACACTGTGGATGAGAAAGATGACAGTCTTGAAACTGAAGTGGAAAGAATA
TCGGCCATTAATCCTCTGATGCCAGATTCTGTTTCCCAACCGGACTTTGTTGCCGCAAAG
TTGCAGCCCAAACTCTCCACTCCACAACCTGCTATGGAGAAGAAGACTTTGCCGGAAAGA
ACGGCGTCTCAAGCCGAAGCGTCTTCAGTGGAGCCGCCGCACATCTATGTTGAAACGGAG
GAAGTGAGGCAGGCGCGGCTGGACAGACAGTGGAAGCAGCTGAAGCTTGATCTGTCTGAG
TTACCGGATATCTACTCCAGACTTTCCAAAATCAAACTGACAGCTCTGGTGGTTATTACT
GCAGCTGCTGGTTTCTCAATGGCTCCAGTGCCCTTTGACCCCATCAACTTTGTAGTTTCT
TCTCTGGGAACAGGCCTTGCATCTTGTGCAGCCAATACAATTAACC
>AU170659 ID   AU170659   standard; mRNA; EST; 701 BP.
TTGATCCCCTCTGGTCTTCATGGAGCGGCGGGACAGAACCTCATTTCATAGACTCACCTG
TAGACCCTCAGGTAGACGTTCTCGCTCTTCAGAAGCCCAATGAGGGTCACGGATGGCGAG
GCGATCTCCTCCGGGGTTAAAAGTCTCAAAACAAGAACCAACCATGAAACTTTACTGTTC
CGAGACGGAACCCCAAAGCTCCCAGTGGAAAGGATGGCGCTTAGCCAGGAGACAGGAAGT
GGGCGGGGCCTCTTCAAACCCCCCGTTTGGACCCACAGCAGGGACAGATCAGAGATCTAC
CTGACAGGTGTTCAGCTGTGATGCTCCGCTCAGAACCAGAACAGGGCCAGGTCCCAGAGA
ACCACAGAGGTTTTTGGGTTTTGGATGAGAAGAAGACGTCACTGTAGAGACGTTTGAACT
GGAGCTGCTGTTTTTCAGGCCAAACCGGCAAAGCGAGGCTCCGCCACCGTCTCCTTTGGA
GACCTGTCGCGGATCGGCCAGCCGGGCCCTGACCACCAATCGTAGAACCACAGACCGGAC
CGAGCCGCTGCACTTCATGGACGGCTTGGTGTGGCGGTCCGGCACAGCCTGGTCTGGACC
GGGTCGTGACCTTCAGCAGGACCTCCACAGAGATCAGCATCTTCTGTGGTTTGCTTCAGT
GAATAAACTTCCTTGTCAGATCAGAAAAAAAAAAAAAAAAA
>AU170661 ID   AU170661   standard; mRNA; EST; 720 BP.
TTTGGTTCAGGTCTTTTCAGCATCAAGCCTCCGATCCCTCCCCCATGCACTCAGAGTTCT
GCTCGGTAGAAGCATCCACATACTGTCTACATCTCACACAATACAGTTTCACATGGCAGG
GCCAGTCTGCGTCTTTCAGCCAAGTGTTAGCGCATGCATTGAATGGGATTACCCGTTTGC
ACGGCTTTACCAAAGTTGCTGCAGTCTGAATAAGAGGCACCCTCATCTACATACATTAAG
CACATTTTTTCAGGTCCTCCGACAGTTTTCACTAACATTTAATGTGCATATGAGCACACA
TCTACATGGCCAAGCATCCGTGTTTGCAGTGGGGTGGGAGCACCGGGATAAAGTCTTAAT
TAAATCAAACAGTGTAAACCTGTCCAATGGCTGTAATCAACTGCCCCACTGCGTCTTATC
TAGCACTGCCAACGGATGCTCTACCATCTGTTATGCAGATCGATACACTCGCACATCACA
GGAGAAACGGATTAGTGACAATGAAAACTCTTTTCTTTTCACCCCTCCCACCTTCCTCTT
ATGATGTAAATGGACGTTAGATTCTGTATTCACTTACTCCTACATTACGTCTGCAGAAAT
TTCTCTCTATATGAATCTGTTCCAAACTGCATTTTGATTATTACGTTTTTAAAAAATTAA
AAAAATAAATCAAAAAATGCATTTTATGATCAACATGGGAAGGAATGTATCTGAAAAAAA
>AU170668 ID   AU170668   standard; mRNA; EST; 300 BP.
GGNGAGGGAGGGCTCCTCGCAGTGCTCGTGGTTCTGGTCCCGGCGCGGCCGGGGGCAGAT
GATCCGCTGGATGAAGTATCCCATGGCAAAGAGCAGCAACAGGATCAGGATGCCCGACAG
CTTCCGCGTGATCCAGCCGACGTTGTCAAAGAACACGTGGATGGGGAGCTTGCAGCAGTA
CTCCGCCGAGCCGCCGCCGCTGGAGCCGGTGCGGTTGGACGCGCAGCACTGCTGGTTGTC
GCCGCACTGGACGTCCCCGCAGCTGCGAGCCGCCTCACAGGCAGACACCAAGCACGCAGA
>AU170672 ID   AU170672   standard; mRNA; EST; 474 BP.
AAGTACCCACTCCGAGAAAATGATGTTTTTGCTCTTTTTAACATGTTCTTGTGGCATTTT
CTGATAATGGAGGACATATATGAAGAATGGTAAGCTTTCAATTGCATTTGTGAGTATTTT
TTTAATTCAAATTGTTATGAATCAAGAGCAGACGAAAAAATGTAATTTGAAAAACATCGT
ATTATTTGTGACGTAGAAAAACTATTCATTAGCTCCCTGCTCCGCTTTATTCTGATACAT
CCACTTGTAAACAAATAGATCCATCTACGTCTCATCTGAGCTGACATCTGGTTCAAAACT
TCACAGCTGGACAGCGCCAATATTGCTCTCCATTTTTGTTGCCCCGCTAGTGTTAGGTTG
GAGGTGTTCTTGAATTTGTCCTTAACTATAACTATATATCGCTTAGAAAACCATGTTATC
ATGGCATTTGCGGGGCAAAATTATACATGGTTATTACTGGTTATTTTATGTCGA
>AU170674 ID   AU170674   standard; mRNA; EST; 254 BP.
TTTAGTTTTTCAGTGTTGGCTAGTGTGTAAAAAAAAAAAAAAACATTCCTGCTTAGAGAA
AAAAAACAAGTCTGTAGATTTCAACAGACAGAAAAAGCAAAATGTCTGAACGGAAGCGTC
CGATGGCCGCCCTTCCTGCTGGGCCAACAGGAAGTGATGTCGTCCGTTTTTCAAAGTTTG
GTGCATCGGTCTGCAGAAGACGGCTAATCTCCATGGTAGTGGTGTGGGCGGAGGCGTTTG
GCCCCCCCCCCCCC
>AU170675 ID   AU170675   standard; mRNA; EST; 653 BP.
GCGGNCCGTTTTTTTTTTTTTTTTTTACAAGCCAGCCAGTTCGAGGCTGAAGTTGGCATC
TGATTTCTTTAGCCTTCAATTTCCCTTAACTTTTGAGGCTGAAGTTTATCTTCATCCTCT
GTAAAATATCTGCAGTTAAAATGTTTTAATACGCTAGATTTCCTGCAGGAACCATTAAAA
TGTGATCTAGATTTTCCCTTAATCTATGACTGCCAAAGTAGTAACTTAAAAAAAAACAAG
TCACCAACTTCCTCCTCATCTGACTTTTAATAGATACATACACAAAAACGGTCTCTAAAA
CTGTAATAAACTCTAAACGTAATAATAAAGTTGAATCCACTATTTGAACAGCTTTATTAG
CTGCATCCTGGAAACATTAGACAGCCGGTTATTATTATGGTCAGTGGGAACAATTCTCAT



AATAAATCCATATTTGTAACAAAGACTCCTGGTTTTTGTCTGTTAAATACAGTTTCTTTT
ATTTCGAAGCCAAAGGCTTTTCTTGTGTTTCCTCTCTGGATCTTTTCTGCCAAATACCTT
TGTTTTTGTTAACTTTGCTGGCTTGGGGCTTTCAGTTTAGCGGTTGACGCAGCCGCTTCA
AGAAAGTAGTGGATGGATTTTTAACATGTGACCGAGCAACTTGACATGCATGA
>AU170680 ID   AU170680   standard; mRNA; EST; 718 BP.
CCTGTGGNAGAGTCTGAGGAGCCCGGTTATCACCCAGTTCCTCCCGACCCTCCTGCTTTG
GGCGTTTTCAGTGCTCCTGCCCTTCATCGTCTACTACTCCGCCTTCTTTGAGTCCCACTG
GACCAGGTCTGGTCAGAATCAAGTAACAATGCATAAGTGTTTTCTGCTGCTGGTCTTCAT
GGTCATCATCCTCCCTTCTCTGGGTTTATCCAGTCTTGACCTCTTCTTCACTTGGCTCTT
TGATGTCAACTTCCTGGAAGAGAAGGAAGTCAAATTTCAGTGTGTCTTCCTTCCGGACAA
TGGCGCGTTTTTTGTGAACTACGTTATCACATCTAGTCTAATCGGCACTTCTATGGAGTT
ACTGCGCATACCGGCGCTGACAGTGTATGCCTTCCGCCTCTGCTTTGCAAAGTCCCAGGC
TGAGAGGATTCATGTGAAGAAGAGTCAAGCCTACGAGTTCCAGTTTGGCCTGGAGTACGC
CTGGACTATGTGTATCTTTGCTGTTAGTATGACCTACAGCATCACGTGCCCCATCATTAC
ACCTTTTGGTCTACTTTATGCGATCCTGAAACACATGGTTGACCGATACAACATCTACTA
TGCATATATTCCCACAAAACTCAACCAGCGCATCCACAGAGCCGCCACCAGCCAAGTCAT
TGTGGCGCCCATCCTCTGCATATTTTGGCTGCTCTTCTTCTCTGGTCTCAGAATTGGG
>AU170682 ID   AU170682   standard; mRNA; EST; 700 BP.
AGCGGNACGTCCGTGCCAGGCCCTGAAAGTGTCCGCGTGCGGCTAAATCAGATGGGGTCC
GCTGTGAAATCGGCTAAAAAAGGCGGAAGACTGCGTATCAACAGACCGACCTGGTGATGC
TACACCGCTAGCCAGCTACCCATTTTCTCCAACATGCAGGAAAGAGGACAACAGACATCT
GTCAGAGAGGCTGCAGCTGCTGCAGAGACAGAGGACGTGCTCCAGCGTCTACCTGTCACT
AAAAGAGGAGGACACAGTAGAGGGCACTGACGAGAAGGTGACAGAGATTGGCTCAGATGA
GGTCATGACAGAGAGCTACATGACCATGGCCCAGTCTGAGAACTGTCGCCTTGTGGATGC
CTCCATCCAGAAGAACATCTCCTTTGATGGGAAGCCGGTGACACCGACAGGCTGGAACGG
AGGCGTCGGGGAAATCTTCTCCCTCAGAGACCAGCTGAAACAGGCTGAGGAGAAGGCCTC
GCAGGTCCAGAGAGAATGTGACGGACTAAAGATGGAACTCAAGGAACTGCAGGTACTGTA
TGACAGCAGCCAGAGGGAGCGAGCAGAGCTGGAGGAGGAGCTGCAGCGCTGCAAGGCAGA
GCTGGAGAAGCTGTCAGGAGGGAATCGGCCTGCATTAAACCAAGGTCTCAACAAAATGAG
GAGAGACTTGTAACCTCTAACTAATACTCATCTAGACCCC
>AU170684 ID   AU170684   standard; mRNA; EST; 490 BP.
CACACACACACACACACTCACACACTTTCCAAACAGGAGTTACCTATTGGCAGCAAGNAA
GCTAAAATGCCATAGACTTCTATTCAAAAAAAGACAGCTGTTACTCAGTCATATTTGTCA
GAACAACTACTCTTGCTCTGCTAACCTTTTAAATATGTTCTTGCTAACCTTTTTTTTTCT
TTATGATAACGGTATAGCAATGGTATTATGGTAATGTAAGTTATTCAAATTAAACAGACC
AATCACATGCCTGAATGAAAGTATTCGGTCCCAAACTGAACATTCAAAATGGCGGTCATG
TTGCAAAAAATGGTGACAAAATTGACTTCATTTGGTTGGAGCCAGTAGTAAACCATTTTC
TATGGGTGATGTCACACTCATGCAGTCCAGTTCTCATATACAGCTAATGATTTGAACCCA
CAACATACCAGTCTTTGGAACGTACCACTTGAGTGGCCCAAATCTACCATAAGGGCAAAC
TGAGCACAGT
>AU170690 ID   AU170690   standard; mRNA; EST; 521 BP.
GGNATCCGCGGCCGCCGAATTCGGCGGCGGCGGATCCCTTTCTGAACCCATTTCATCGCT
AACCTTCCTTTTCCCTCATGAGTCCAGCAGGNATTACACACTGTGCGCTTACGGGGGGGG
GGGCAACGCATTTCGGTACCGCTCCACCATTTCCACTTCTTAAGTGTCGGTGCTTCTCCA
CGCTGTCTGACACGGAACAGACCACTCCTGTGGCGATCAGAAACGTGGGCAGACGCTGCC
TGAAGGCCTCCATCCACACATGATTAGACAGCAGCACACGCAGAAGACCCCCAACACACT
CCAGAGGTCAGAGGTCATCGGGTTTAGATGTTTCATGTTGTTCAGGGTGGAGATGTCCAC
CGTCAATCACGAACCATTCTGACCATAAACAACTCAAGTTGTGTTGTTGCCATAAAACTG
AAAAGTTTGTACTTTGTGACTCTTTAACCTTTTATAATTGTGTTTAATATATCAATGAGT
ACCTTTGTTAACTTTTGTATAAGATCTTTAACCTATAATTT
>AU170692 ID   AU170692   standard; mRNA; EST; 254 BP.
CTGGTCTGCAGACTCCACCTCCTGGAGCTTCTCCTCAAACCACGCGTCCGACTCGTTCAT
CTTGATGGTCATTTTACTGACAGCATCCGTGGCTTTGTTGATCATTTTGAGGAAGCCGGC
GCCGCTTAGAGTCTGTGTGCTGACCGCTCGGGGCAATTCATCCTTCTCCAGGAATTCACG
GACATCGGGATCCTGGAGGAGCAGGGGGTGATTCACCACCCTCTGAAGATACCTTTCCAA
AGCACCTCGTCTTC
>AU170693 ID   AU170693   standard; mRNA; EST; 676 BP.
TTTTTTTTTTTTTTTAACATTGATACATTGTTTATTTGAAAACTGTTTCGCATGATTTCA
TGTTTCTCCAGAAATCCCGGATGGCAGAAATTCATGCTGCCGATCTGAACAGAAATGAAT
CACATCCAAACTCAAAGAGCTGATCACGGNAAGCAGGCGATGCCGGGTTTAGTTTAACAG
TAAAAGTTGTTCATAACATTTAAATACTCTTTCAAAAGTGCTTCAGGTTGGAAAAAGTGG
AATAATACTTGGGACATGGTTACAGTCAGTCTCTCTTGCATTAAGATCTACAGCTACCTG
CAATGACTTTTCCTGCGATGCCTTTCTTGGTCTCAGTCTGATGAAGAAAAGCTGTGAGTT
TTGCTCACAGCTAAAGTTCCCACAGAAAGGATCTGCTGTACAACAACAAAACAAAGCAAG



ACCGCTACTGAAGAGGAAAAGCAGGAGCTTCCTGACCCAACATACACCCTTAAAAAAGGA
AGAAGGTGTTAACAGAGAAGATTTCAGAGACTACCTGACTGCTGGATTTGTTGGTACGAG
CACCAAAGGGCTGCTACAAGAGAACATCAACTAAACCGCGTTCACACTCACGATGCAACA
AAAATAAGTTGACAGCTTTCTTCTGGACATAGTAAGGAGAGCTTCCTTCAACACAACCTG
CTGAGTGTTCACGCTC
>AU170694 ID   AU170694   standard; mRNA; EST; 567 BP.
TTTACCTCTGTCAAGCTTTGTTTCTGTTGTTTTTTTAAGTTCTTTTTTTATGTGGACAAA
TGCGGGGGCTGAATCTTAACCTCAGATTTGTTTTTTTCTCTGACCTATGGAAAGGTTCGG
CTCATATTTATGATGTCATAACACTATGACACGCCCCCTTTTGTCATCTCCATAATCAAT
CACTAAACGAGTCCTCTACAATTTAAAAAAAGTAGAAGTAGTTCCTCTTCCTCCATGTCC
AAACCCTTAGGTGTTTTTGTTTTGATATTTTTGTTTGTGATTGTACAAAATCCAAATATT
TGGTCTAAAAAACATTTTTTTTTTTTTTAGTATTAGTCTGAACCAATTTAGGGCGTCGTC
ATTGTTTTTTCAAATCCGCTGTCATTCCACAAAAGATGGGACAGATTTTATTCCTTCATT
CAGTGATCCGTCTTTTTAAAAGGAACTCCATCAATACGAATGAAATGATTAAAAGAGCAA
CGCCCTAGTGTTAGCTTACTGCGAGGGCACGTTATTTTTTCATACAAAAAAATAAAATTG
ATTCTAAAAATGATGAAGTAGCAAAGG
>AU170695 ID   AU170695   standard; mRNA; EST; 715 BP.
GTTTAAAGGACTTTGAGATGGCCTGATGTTCTCCTCGCGGGCCCGCCGCTGTTATAATAG
CATGTACTGCAGCGCGTGCCAGAAAAACCTGCCAAAATTACGTGGATGAGGAAGTGTGAA
TGCGCGCGTGTGCCTGTACGCGCGACTGTGATTGCGCACGCGTCTGTCTGGCTGATGACA
TCTTTCCGTCCGTACCTTCACTCAGGTTCTGATAGTGAAGCAGTAGCTACCTCTAAACTG
GATCCACTTCCTGTCTCTGGCTCATCAGCCGTGTCTGCCTAGCCCGCTCTGCTTTCCATC
CATTTGTCACCTCTTCTTTCCCGCCTGTGAATCCATTGGCCCGTCCACTCGTCCGTCCAT
GGACTGGCCGTGACCCTGGAGGGAACAAGGAAAGAGTGGAGTTGCAGGGGGTACGACGGA
GGAGAAAGCTGGATTCGTTCAGACTTCAAGCTTCTGAAGTGCTCCTGCTCACTATCCTTC
ATCTCCCTCGTCATCCTTCACCAACACGTCCCTCTGTTATGGAGATTTGAAGGAGCTGTG
GGTGGGAGAACATGAAACCTGCCCTTTTGTGAAGTGAAAAAAGGGGTTTGGGCATATAAA
TTTATTCATATATTTTTGATTAAAATTTAGAGCACATGATCACACCCTCAGCAACCAAAC
GAAGGAGGACCTGACCAGATAACAGAAAATAGATGAACTGACATGTCAACAACAG
>AU170698 ID   AU170698   standard; mRNA; EST; 472 BP.
CAGNANAGCCAAAACGATTGAAATTGGAAGAGTTGTGCTAAATTTGTCGGCTGTCTACCT
GTGGACATGTCCTCCCGCTCCGACAGCAGACCAGCCTCACAGTTTGTGAATCTAACTACT
AAGTTGATGGGGAGACTCCATACTCAGTGGATAAAGCGGCCGGAGCACATCAAACACATT
TCATCTGAAAGTATAAAACCGTCGGAAGATGACCTACAGCAGAACCAGTCTGTTGGTATG
TTAGCAGGCCAACAGCAGGCTGTCATCAGCTCTCTGCAGTATTTCAAAGCTCTGGTGGAC
AAACTGGGTGTGGAAAAATCTGTAGGGGACAAAAGGTATCTGGACCATTCGGTAGTGGGT
GGCCTCCTGGGGGGGGCATCTAGTCGAGTCCTGGAGGCAGTTCAAGTTCTGGCCCAGCTG
GACCCACATCTGCACGACAATAAGTCCATCTCTGGCTGTCTCACTCGTCTCA
>AU170699 ID   AU170699   standard; mRNA; EST; 656 BP.
TTTTTTTTTTTTTTTCAGTGAAAATTCATCTTTATTGAGACCATACATGAATGATCAATG
ACAGAAACCTCGCGAAAAATATAGATATAAAACCACCCCCTGGGTTGAGGTGCTACAAGA
AGCAGCAACAGCTGCTCCATCTTTCTCATATTTTCTTAGTTCCTACTATGTAAAACTGAG
ACAGACACAAGTGTGGACAGGTTGCTCCTGGATTGGACTCAGTGTTAACCGGCTGAACTG
AGACACCACAAACAGATGAAAAGGTGCTGGAGAGGTTTAAAAACAGAGCGCCGNAGCCCA
GCAGTGGATTTACAGGAGAAAATGTTTGTTGTATACAATGAAGGAATTTCTAATTNAGNT
GCTTAGTCTGGAGCTGAGAGCCCCCTGCTGGTGCAGTCTGGAAGTGACAATACATTGGGA
GAAGCCCTCTGAAGAAGCACCTGCACAGGAAATAATAATTTAAATTATGACCAGCAGNGT
TAATGGGGCAATTTTGCCAACAATTTACCACTAAATTACATATATTAATCATTTAACACA
TATTTAAATGCTTTGGAAATAATTATCTTTCTTTAATTTCTNAAAAATGTAGCAAAATGG
TTTTTTGACTAAGAGCTTTATTTCATAATAACCTAAAATGAAAACTCACTGACCAA
>AU170705 ID   AU170705   standard; mRNA; EST; 627 BP.
GTAAGCATTACATTTCACAGGTTTCCAATGGATTCCGACTTAAGGAAAAAATGGGCCTTA
GCAATAAAAAGAGCTAACCCAGNATGGATCACAGTGGTTACAATACAGTTGGGCTATGTT
CAGAACATTTTGTGGAAACAGATTTTGATAAGAGGCCAGNACTGTTCGCTTGAAACCCGG
CACCATACCATCTGTGTTACTCAAATTGAGCACTCACATGAATCAGTAAATCTATAGTTT
TTCTTGTTTTTCTTTTTTTCTTTTTTTAAGAGTAAATCTGTTGTTGACTTTTGGACTTCT
TATTGATTTATTATTATTGACTTCATATTGATTTATTGTTATCATTCATTATTATTATTG
ACTATTGATTTTATATTATTATTTATTATTGATTCATTATTGTTATTATTATTGACTTAT
TATTTATATATTGTTATTATTTATTATTATTATTGACTGACAATTGATGTATTTATTTCT
TTATTATTGATTCATTATTATTATTTATATATTGTTATTATTTATTATTATTATTGACTT
ACTATTGACGTATCATGGCAGCTATTGTTGGGCTTTTCTAAATAATTTAAATTACATGTC
AAAGATGTCTAAAAACTTCTACATGTT
>AU170710 ID   AU170710   standard; mRNA; EST; 658 BP.
TTTTTTTAACAAATTACTATCAATAAAAAACAGCTTAATAGACCAAATACATGTTTTGGG



TTTCTGGTACTTTGTGCTATAGCTCATACCTTTTAAAAAATGTTTATCTACATATAGAAA
AATATTTTATGACATCCAACTTTTAAATGTTATTTTATCATTTAGCTTAATCCTATCAAC
TAATATGTTACCAGCCAACTAACTAAATAAAATAAAAAAATGTTTCAGAATGAATTTCTT
GTAATATTGGTTGGAGCACAAAGGTAATCAATTTTGTAAAACTGTGCAGTTGCAACATTT
GGTTATTTGCCACATTCTTGTATATGTGAAATATTTAGTTTTAAAGCTGCAATATTACAA
ATAATGATGTATTTTAAAACAGTTACAATTTATGACAGACATATAGAGACATGTTTCTTA
CCAGGCAGGAAACCATCCACCACCAGCAGTTTTTTCAGAGTCTCTTTAAATCCAATGTCC
AAGACTCCTTTAAAGTCACAAGTTTGTGTGACGTTGTGAGCCACTTCCTCACAACCAGGA
GTGATATGAAACCCAGAAAACCCATGTAGAATACATATATATGTGAGTGTAAGTTCCACT
TTTTTTAGTGCTGACTTTCCAAGACTGCACGTGTCAGGAAGACCATGAACATAAAGCT
>AU170711 ID   AU170711   standard; mRNA; EST; 358 BP.
TACAGACATGCTGGTTTAGCATCTCTTCATCTATCTGATCTGGTTGCAGCTCGCCGGAGC
GAACTTTCACGTATTGCAGCGGCAGATACTGGCTGATGAGCGGTAGCGGAATTGGTGAAT
CCGCCAGTATTACGAACCAGATGAGCGAAAGCGTCATCAATCTGGCTGTCCGGCCAGTAA
TAGCGCACGCGATCCGAGTAGCTATAACCACGCGCCAGACGACGCGCGTTGCCGTCACCG
TGGTAGTGGCTTTGCCAGTATTCCGGGCGGTCGAGCATCACGTCTTCCAGCACCTGACGC
AGACCAGAACAGGCTTTCGCTGGCACCAGTTCTTCTTCAATCGCCGCCAGAGAGAACA
>AU170712 ID   AU170712   standard; mRNA; EST; 592 BP.
ATAAATTTAATTTGACAAAAGGTCTAAATATATCAACAAACCAACAATAACATCAGAAAA
AGAAATTAAAAAAAGATATTAAATAGAAACAGGTGTAATGCTAAATGAATATTTTCATAA
AAACCTTTGCTTTTGATTTTTTTATTTAGCAGGAAATTCTTTTCAGTCTTTGCACACCCT
TTCCATCCTCTCTCTCATGAGTCTACAGGGCCTCAGGTTGCGTAAGGCATGTCTCTTTTC
ATGCTTCATGAATCTTCTCTGCCTATACATTATGAATTCTCTGTCTCTTTTTCACTTCTT
CCATCATCAATGTTGTTTTTTGCAGCAAAATAAGCTTAAAGTAAAGTTCAAATGCAAGCA
GCACTGAGGGCTTCCAGCCAAAGAATAAGGGAACACCCAGGGCCAGGGAGGAACACGAGC
ACACAGACGTACATTAAAACATGTTTTTCTATTTTTCACTCTAAACATTAAAAAAAAAAT
CTGCTCTACTTTCCTGATTTTTTTAAAATTCATTTTCACTTGAAATAACAGAAGCAGCTC
ATGCTGCAACATTAATGATATCTAAACTCCTTTTTTAATCAAATGGGAAACC
>AU170717 ID   AU170717   standard; mRNA; EST; 705 BP.
GTTTTTTTTTTTTTTTTTTTTCTGCTCCTCAGAGCGCAGTCTGTTCTGGTGTCGGTTCTG
TTCTGGACCGTCACGGCGACGGGACGAAGTCCTCTTAAAGGAAACGTGCAGCTGGAGGAT
CCCCCTTCCCCGTACTTCCAGAGAACGCCGTGCGCGATCAGGACTGCAAGGAGAACCAGG
ATGGAAAGATGTAAAGAAACTCTCACAAAATCATTTAATCCAGAAGAACTGGATTAAGTG
GCCCCTCCCCCTCGCGTTCCAAACAGGAAGTACCAAAGTTTACTGAGACATAAACGGCTA
TTATTATTGGTCAGAACCCTCTGATACTGTTTTTCTTACATTTTAATTTTCTGTAGTGAC
AGTTATTCAAGTTCCTAACTGACCAATCAGATGCCTCCACAAAAGCATGTGTAAGAGTGG
TTGCCATAGAAACGCTGACCGACTCGTACTGCATACGAACTATTTCTGGCTCCAACATGG
CGGCGTCTGTATCGTGGAGGAAAAGAAAAAAGGGGATTGGATGGACTTGATGTCATTTCC
TGTGGGTGACGCCCCTCACTCCAGTTCCCATATACAGTCTGTGCTTTACCATCAGCGTTC
TTAATGTCACATATTTGAACCAACATTTCTTCATCATTAGTTTGAAGTTACAAAAAATCA
AACAAACGTTTTTGAACCGAAACTGTAAAACAAAAGTAAATTTTT
>AU170719 ID   AU170719   standard; mRNA; EST; 261 BP.
ATTTTTGTTCATACAGAAGTGATCAACACAGAAAGTTGCTTTCACGTTTTTNAAGGGTGA
TATCCACAATGGTAGTACAACAACAAATTCAAACTCTTTGTTTTGTTTTTTGCAAAACTT
TGCAAAAATCTTAAAACGAATAAATAAACAGCATTTAAACTCTTAGAAGCTCATCAGCCA
CAAACAAACAATCACGTTAACAAACTCTGCAACCACAGAAACAGAAAAGCCAGGATGTGA
TTATTGGAAAGGAATGAGATT
>AU170726 ID   AU170726   standard; mRNA; EST; 205 BP.
CGGGTAGTCTGCTCCGCCTGGCATACTGTAGCTCCTCAACTTGTGCCTTGCTAAGATTTT
TTTGGTGCTCACACAATGAGTCCGAGTTGCAGATAGATAAGATAGCGACCACGTTTACCG
TCGGAAAGAAACTCGGTCCAACTCTTTTGGAGGCAATTCGTAATACTTTGTTTCAGGAGG
AGGAGGAGGAGGCCCCCTGGTCTGA
>AU170727 ID   AU170727   standard; mRNA; EST; 580 BP.
TTTTTTTTTTTTTTTTTTTTTTTTACCAGTTGGATTTTATTAGCAATACAGGGGCATAAA
AGCATCAACAAGTGCTACAATATTGTAGAAATACTGAAACTTAATGTAGATTTTGACTGT
TTTTTTATTTTTACTACATGTAGAAACTTGTCAGGAGAAAATTTGATTCTCTATCAATTT
TTAAATAAAAGGCAGATGTGAGGCCTGCTGTATGAGGACCTGATGTTCTGACAGCACTTT
CAAACAGGTTCATGTTCTGGACTCCTCCTCATAGGCATAACTTCATTTTTCCAAGAGGTT
CACACGTACATGGCTATAATTACAGGGAGTGGCGTGTAAGGCGGCGATGGTTGACTCTAC
TCCGTCTGGCTAAAGCAACTTGTGTTAGAGGAGGAGGGAAAACAACAACAACAAAAAATG
ATGGAAAGTGGTTAAAAATAAACAAAATTGAAGAAAAAACAAAGTGAATGACTTGTGAAG
AAATGAGATGTGGGTGAGTAAAAGAAAGCAGAGTTTATAAAGCCAGGTGATGCTGACCAT
TTAATAGCTCTCATACAAAAAAAGTTTACAAAACAGCAAA
>AU170730 ID   AU170730   standard; mRNA; EST; 552 BP.



TTTTCACAGNAGGTGTAAGATGTTTATTAAGCTTTTCTTAAAGGATCGTTGTTCACACTT
TACAATAAGGTTCCAATAATAATTTCAAAATCATTTATTATAAGCATTAGTTAGGTCGTG
TCTGTGAGGTTTTACAGCATTTAGAAAGAGGTCAGATTAAAATCATTAAGTAAAACCTTT
TGCTTCCTAAATCCAAACAAACAACCATAGTAGATGATAACGTCAGACATGTTTAAGGCT
TTATTTATTTAAGGATTTATTATTGTGTTATTGATGGATAAGAGATTGTGTAATAAAACC
TTTATTAATGCCTTGTATTATTAAGACGGAATAATAAGCATTGGTAAACTGCCAATTAAA
TAATACACTTCCCGAAGTAAAGCTGTTGACACCTGATTTAATAGTTAATGTTTTATTAAC
ATTAATAAAGGGACCCTTGTTATAAAGTTCTACGAAAGGTTTTAGCCCTTTCACCAATAA
AGAAAAAGGCTTGATTTTTACTCAATAGTCACAAGACTAATACTGTATTAAAAGTATTAA
TTTTCACCAATT
>AU170731 ID   AU170731   standard; mRNA; EST; 632 BP.
GCTGCACAGCAAAGGNAGTGGTGTCCAAAATAAGCTGAAGAAAGACAGGAGTGACCACAC
AGTTAGTTAGCATCCTATTGAAGAAGATTTAAGGTTACATTTCTTTTTTTTTAAAGACTT
TTCTTACAAAGNAAATGAACTGTGTGGAAAAATGAAACGGTGCATTAGATTTAGCTATTC
ACTTCTGAACTGTAACCATTGGCAAAGATGGCGATTATCTAGAAAATGAGAGGGAAGCCC
TGCCGTTAAACGTTTTTAAACTGGGAAGAAAATTAGCTCTAAACCCTACCAGAACACCTT
TGTAGGCTTGTTACTTTTTTAGCCTCCCAAATGTTATACAATGCTATTAATAAAATGTGA
AAATGTAAATATATACCGAGTTAAATTTACAATAACCTTCATTCCAGTCTTGAAGTTCAA
ATCTATGTGTGCATGCTTGCCATAGAGTAAGGGTTTTTATTCTTATAGACTTTAGAAGAG
TTTTACTTCTTAACAAATTTTTTGTAACTTTTCTGGCAGTTTGTTTTGGAATGTGGTATA
GTTTTTTTTATTTTAAAATGTTTNTGATGTCATCCCATGGTGCATTCTTTTTTAAAAGGT
GTGGAACTTTTGGGCAAACCTTAAACTTTGGG
>AU170733 ID   AU170733   standard; mRNA; EST; 723 BP.
TCAGNAANACACGGTTTTCTATAACTCTTCGTTTGGAGCTTACTCCCACTTGTTAATGTC
ATCAATAGTCGCCTGTCATCCACGTTAGCACGTAGCTGCCAGTGCTTGGAAAATGCATAA
CATCAATTTTATAACTTTAAAAAGTCACGGTAAAATAAAAAGTCATTACTTATTAAGTAA
GTTATTACTTGTTACTTACATGTGAACTTCTGTGCTTCAGAGCACACCCATGTGAAAAAA
TGTCCTCCTCCGCAGCAGCACAATGCAGTGCGGATTAGCCTTGTGGCGGAGGGATAGAGA
ACCCTCTGACACGATGGTTTCCCGTTTTAAAAAACTATTTCGGACATGCCTATCCCTCCA
AATGCCCCTACAATTGAAGGGATTGGGAGAAGCTGCAGAAGTAGGGGAAGAATTCTGATT
TGGCCTTACACTGTTTCTTTTAGCCTACAAACTGAGCTCGGGCCCACATCAGAGAAGATA
AAAGTTATGTGGCCCTCACAAGAAAAAGTTTGGGAACTCCTGTTCTAGACAGAAGGTGCC
TCTTAGTGCCTCCTTCCTTGGAGTAAATAAAGCAATTGTCATACCACTGTGTTACATAAT
TGAGAAATTGTCTTGTAGAACATTTGAAATCTTTTAAAAAAATAAAATCTGAACTAAGTC
TAGTTGACTCCTAATCTACCTGGATAAATGAAAATTTACACTGGCGCATCTGGGTAATGG
CCC
>AU170734 ID   AU170734   standard; mRNA; EST; 703 BP.
GTTGTATCGCACCCACTTGGTGTGCGATTGTTCAACTGTGGCCTTCTGCATATACTTCCC
CTTGGAGAAGACTTCCTCCACAGCCGACACGTTGTAGGCACACACAGCTGACAAACCCAC
ATTCCCCCACTGAGAGGTGAAGACTCCGTAGAAAACGGTGTCTTTCCACTCCGCCCCCTT
CAGGGTGAAAATGTCCTGCACCACGTTGAAAACGAAGTTGAGCTCCGGCATGGAGCACAC
CAGCTTCGCTTTCAGAAAAGATGTCCATTTCTTCTGCAGCGTGCGCTCGCCGCCAAGGTC
CCCCTTGCAGACGCGAGCCACCCTGGGGATGAGCAGCTTGCCAAAGAACTCGTATTCCAC
CGACACTTCGGTGAAGAAGTAATAGATTTTGTCGTCCTCGCCATCTGCTATGCTTTTCCC
TCCTCTGATCACGTCGGCAAACACGAAACTCGGCTCGTTTAGCCATGACGTGGAATACTG
CGTCCTCAGAAGAGAGCGGGACTGGGAATATCTGGAAATAATGGGCTCGCTGCCCAGGAA
GTTATAAGCTGTCCCAGAGTACAGATCTCCATCAACCATGACTGTGGTGAAGCTTTGTGA
CGGGTCAAAGGAACACTTCCCTCTGCCGTCTTCAATCCGACCCTNCAGCGAAAAGTCACC
AAGGTTCAAGTGGTCACACTGAGGCTGAAAGGCGTATGTCCCG
>AU170736 ID   AU170736   standard; mRNA; EST; 635 BP.
AAAACTGCTCAGACCCATCTTTCAAAGCTCCGGTTCCAAGTTTTCAGTCAGTTAGACGGT
TAGAGCGGAAAAACTGGACCGAAACAGCCATCCTAGCCGAGCATTATGGGATGTAAACAG
AGTAGACAGGAAGCAATGGTGACGATGAGTCACAGCAACTCTCTGAAATGTGGTGCAGAC
TCATTAAAACAACGTTTAAATTGACACACGTTACTTCTCACTGTTTTCCCAACAATCTAT
ACGTCATAAACACGTATCGGCGTACCTTAACAGCAAACGTGTCCTCAGTAACCGCCTTGC
AGCACGCCTCCATCAGACACACACACACCAAAGGAAACCGTGTTGAACCTGACGTTGAGA
CAGACGTTCAAGTTGGTCAGCCGAATAAAGAGTTTAAATCAGTGAACTATCCTGACAAGG
ACTGCAAAGACCAGGGCTTCCAGTATTCTTTGTCTCGTTGCTTTGCCCCGCCCTCTTAAC
TCCTGGCCAATGACTGAAGAGATCGTTAGTCACATGGTTTTGTTTACAAGCTTTAGTCTG
AATGGGAAATCTCTGGTAGACGGCAGTCTGGATTCAGACCAAACACCAGGTGCAGGACTT
GGTTTCCAGTCTGAAAGCACTCTTGGATTCAATAG
>AU170740 ID   AU170740   standard; mRNA; EST; 517 BP.
GATTCTTGAAGTACTGGAAACCAAGCAGGTAAACAAAGTAACTCTGAAAATGGACGTGGC
CTACACAGAACACTCCCATGTGATTGGAAAAGGTGGAGGGAACATCAAAAAGGTGATGGA



TGCCACATTCTGCCACATCCACTTCCCTGACTCCAACCGTCACAACAGTGCAGGAGAAAA
AAGCAACCAGGTTTCTATTGCTGGACCCATAGATGGGGTGGAGGATGCCAGGAGGATGAT
AAGAGACCTCCAACCACTGTCACTGACTTTTGATCTGCCAGTGAGTCTGGTACCCCAGGC
TCTTCCAGATGCAGGTTCCCCACTCATCCAGCAGGTAGTGCAGGCTTTTGGGGTCAGCGT
AAATTTCAGGGCCCTCCCATTGCAGCCTCAAACCCAAACCTCTTTTTATGGAAACTGCTG
CACCGTCTGGGGACTGCAAGGCAACACGGCCGCTTTAAAGGAGGCGACCTGCATNCTGAT
GGACCTCCTGCTGGGATCAGAGGTTCCAGGTGGGGCA
>AU170742 ID   AU170742   standard; mRNA; EST; 480 BP.
ATCGGTGCCCGTTCTTTCAAACGGCGCAGTGAGGATGCTGGACTCCCCGCGCCGGAGCGG
CAGACGCGGCTGCATCCCATCATTTTCGTCTCCCAGCGAGGGCATCTTCGCTCGGAGGCC
CCGCCGGGCGCTTGTCTCCCACAGCCAGGGATGTTCTGAGCCGCTCCAGTCCATCCCAGC
TGCTTCCCAGCATCTCTGACACGATCGCATCGGCGGCGCGGGGGTCTTACCGGCTGCTGT
TTGTGTCGAGACGCCCCCCTCCCCGGAGAAGGAAGATGTTGGCCCGGCGGCTGCCGGACT
GCGCGCTGGAAATAGTCGCTGCCACCGGCTTTGTTGCCCGCGACCCGGTCCCTCTTCCCC
CGCACGCTGGAGCCCGCGCTCTCTTCCCCGGAGTCCAGAGTGCTGAAGTTCCACACGATC
AGGGTCTGCACCAGCAGCACCGTGAGCGCCGCGATCAACGCGGACCGGGACCGGCGGGCC
>AU170745 ID   AU170745   standard; mRNA; EST; 633 BP.
CGCGGNCCGTTTTTTTTTTTTTTTTTTTTTAAAAGCATATCTTTTATTATTATGGCAAAA
AGTGTATATGTACAGCATATTTAGAATTATTTGACACCATTAAAATGCATCTGAACAGTG
CTTTAGTGATGTGCTCTTAACCAGGTCACTCAGAGAAACCTTAAAATCTGTGCTCTTCTG
TCATTCACACAAAACCTCTTCAAGTTTTCTTCTGCAAGTCTTTCTGTCGTCCTGGCAACC
AAAGGTCAAACACACGTGGCTGAAGCTGCAAAACGCGTCCTTCAGCCCGTCGAGTCATTC
CTCGTCTGTTCAGTCAAGACATGGCAACAGCAGGCAAGACACGCCGAATGCAAACCACAC
ATGTGATCAGAAACAACAGTTAGTACTCGTATTCAAGTTTCGNTCAGTTTCACAAACTAC
GTTACACCTCTGACTACACTCTTACAATTTACACGCCACAGTCCTAACACCAGGGAACAT
CCATGACAGCAAGGCTTCCACCGGTAAATCTGTGGGTCATCAGCTCAGCAGTGTGTCTAA
GTTGAGAAAAAAAATCCCCCGATTTATTAGTGCTTCCAACTCTTCTTTTAAATTAATTTT
TCCGTAAAATGTCCCAAAAAAAAAAAAAAAAAA
>AU170746 ID   AU170746   standard; mRNA; EST; 712 BP.
CACAGNTAAAGGCTTAAAGNAGNACATGATCTGTGTTTTCAACTAAAACCTACTCTGAGG
AAGGCTAAGGACAATGGATAATCACGGCTGTGAACTTTCAACAAATTACAGTTATTTTCA
AAAGTATGCTAACCCTTCTTTTGAAACTGTAATTGGAATTATTGAAATAAAACGTTTTAT
TAGTTTAGGATAGAACTCAAGGGAAAAGGATGCATCAGTAACTGCACAATCCTCTCATGA
ACAAAACAAATGAGAATAATGATTGTCCACAGTAACTCAGCATTATTTGACTGCAGAGAC
CATCAGTAATTATTTACTTTAGGAATTACTTTTGTCTCATCTTTTTAAAAGATTTTTTTC
CACCACAATATTGAAGGTTTATGACAATGCTTTGGACCAGCCTCACACTTCACAGACAAA
AAAAAAGGTATGAATATGCTACAGCTTTCTCTGTAACCTGGAATATTGCATGGGGGTCTA
CATACTTGTTAATTTTGTATTCCGAGAAATAGTGTAGGAAACATTCGTTTGCCTAAAATA
TCACAATGAGTTTGATTTGTACTCCGATCCGGAGCATCTTAGATTTTAGGAACGACAGGT
GTTGCGCTAATTCCATACTTTGGGGGAAGCTTTGGGGTTTCGTGCAATTTGAAAAATAAA
AAAAACCTATCTCACTTNCAGGTACGTTATGCTGNTACGTCACTCTACACAT
>AU170750 ID   AU170750   standard; mRNA; EST; 232 BP.
CCGGNTCAGGCGTGAAAGTTCCCCGCAATTTCCGTCTGCTGGAGGAGCTGGAGGAAGGAC
AGAAAGGTGTGGGCGACGGAACAGTGAGCTGGGGCCTGGAGGATGACGAGGACATGACCT
TAACGCGGTGGAGAGGGGTGATCCTAGGTCCTCCAAGGGTTAGTGGCACCACCTTAACAC
CTCAGTCAGAACTGAGCTGCAAGATGTTAACGAACTAAGCCAGAAAGGGGAA
>AU170757 ID   AU170757   standard; mRNA; EST; 592 BP.
AGTGCGGGTCGGNACAGCCCCGNANCAGGNACATNAGNAATAGGCTCGCTTTTTTTTCCC
TTTCTCCTNCTTTTGTTTTCTCTTTTTCCTNCCTCTACTNCTTTCATTNCTCTTATTTAA
GANAGAGCCAGTAANNTTTTNCGTTGNAAAGCGAAACACTNCCCCACTTGCTTCCACTGC
CATGGCATCTGCAAGCAGCTCCGCAGCCTCTGCCGCCTTCGGGCTCGGCCGGAGGAAGAA
GAACCCCGGGCTCTTGGACCAGATCGGGAACTTCTTTGGAGGCGACAAGAAGAAGAAGGG
AAAGGGCTCTTTCCGTGGAGCTCTGTCTCCGGCCCCTCAGAAAGCCTCCGCCACCTCCCC
ACGTAAGCGTGGCGGGGAGAACGCCGTGGTCCACTTCTTTCGCACGATGGTGAGCCCCGC
CCCTCCCAAGTCTAGGTGGAGAGGACTAGCAGCCAAGATAGGTCTGGGCCCGCAGAAGTC
CACTAAGAAGGCCGGAGCTGGGGACGGCAAAGGCAGCCTGACTAGAATCTTCAAAATGGG
AAGCAGGGAGCGCTTCTCCAGCCAAACGCTGGAGGGAGCGCCAGCAGGAAGG
>AU170758 ID   AU170758   standard; mRNA; EST; 668 BP.
CTGGNACTCCTGNATTCTTCTCCTCAAGCTGGGCTTCCATTTGCCTGNAGTCGCTCCTCA
AAGTTTCCGTGTCGCTCCTCTGCTTTGTTGAGAGCAGCCACTCTTTGTGCAAGTTGGGCC
TCGATCTCAGGTAATGTCTCTGCCCTCTGTAGAGTCTGCTGGAGCTTCTGCTTGGCCTCA
TCCAGCCGCTCCTGTAGCTGTCTGTTCTTTTCTTCACTTTGTCTATAGAGGGACTCCTTG
CTGGCAAGCTCGTTTTCCAGCTTGTCTTTGATGTCATGGAGAGAGGTTGCCTCCCTCTGG
GCGCTAAGATACCTCCGCTCTAAAGTGGTAATTCTTTCCTCCATATCTTCTCTTTGGCAA



AGTGCCTCTTTTACTTCTCTTTGGAGCTTCTGATTGGCCTCCTCTGATTTCGTCACCTCC
CTCCTGGCGGCTGCAAGCTGTTCCTCTATTTCCCCGACCTGCCTGCACATGAGAGCCAGC
CGCTCCCTCAGCTGGGAAAGTTCAGACCTCTGTCGCTCTATTTCTCCCTCCCTCTGCCTT
TCCAGCTCCCCATCCTCCAGGCCAGATGAGGGGCCGTTCGGTAGCCTATCTTTCCCGCCG
TCCACCCCTTGTTGACGTCTTTTAATTTGGTCTCTTAATGAGATTACCTCTTGAGAAGAG
CTGCAAGT
>AU170764 ID   AU170764   standard; mRNA; EST; 575 BP.
ATTTCTGATTAAGTTATATGTTCAATTCTGTTCTCACTGTATAAATAAGCTGCAAACATA
TATAGNATAAATATATAGAGAGAGTTATCTAAATACACTATGAAGAGTAAAGGAAGATGG
GGGATTCTGGGTCACTGATCTGGCTTCTGTTGCATCTGCCCCCCGAGTGCAGTGCCTCCT
TCTGGTGACTTCAGCACACTATGACCGGGGCAGCTCCTCTTCCTCCTCCTCCTCCTGCTG
CTTGTGATAAATACTCTCTGTGGAGAAGGTCGAGTGGGGAAATTGGACCGTCGTGAATGC
AGATTGGAGATGCAGCATTTGGGAACATCTGTAGTTAATCTTAATTGCAGCAATTGCTTA
TGTCAAACGGGACCAATGTAACTGCTGTCACACCTGTAGATACAGCAGACAAGAGGAAAA
GTTGGGTCAGATTTAAGAGCCTTTCTTTCAGGACGTCTGTAAAGAAGTTTCCTGCAGGAA
AAACGAAACTTTCAGATCAATCTAATGAGAATTAAGCATGTACAGTGCCGGCTTTACTAA
TGATCATTCTAATTTTGACAGAATCACGAACAAAT
>AU170770 ID   AU170770   standard; mRNA; EST; 678 BP.
CTCAGGGCTGGNACGTCGTGGAGAACGGGATCACCATGGTGACGGACGGCAGAGGAAGGA
ACTCGGGCGAAGCCTTCGTGCAGTTTACGAGCCAGGAAGTGGCGGGAAAAGCTTTGCAGA
AACACAGTAGAGCTGATGGGACACAGATACGTGGAAGTGTTTCCCAGCAGAAGCAGTGAG
ATCCGCTCCACCTGGAAGAGGAGAAGTTCCCCTCCCCCTCAGAGCGCCTCCCCACCCGCC
GGCAGGCCGGCGTCTGCGTCGCACAGAGCCGTTTCTCCTCAGAGCTCGGAGGCCAACAGC
CACTTCATCCACATGAGAGGGCTGCCCTTCCAGGCTTCAGGGGAGGACATCGTCAAGTTC
TTCTCTCCATACGTCGTGTCAAAGATCATGATTGAGTGCAGGCCGGACGGTCGGACGAGC
GGCGAGGCCGACGTTTACTTCAGCTGCCACAGGGACGCCGTGGCGGCCATGTCCAGGGAC
CGCACCAACATGGGTCACCGGTACATCGAGTTATTCCTGAACTCTGCACCCGACTCGGAC
CAATGCTGACAAACTGCACAAAACTACAGACAAACATCCCATCGTCCCCTCCATTATTTT
ACCTCTGTTAGAAATGTTCCAACATGCAGAACATGCAAAGAACATGAACGGACTGTCCTC
TTAACAGTAAAATGAAAT
>AU170774 ID   AU170774   standard; mRNA; EST; 687 BP.
GCGGNCCGTTTTTTTTTTTTTTTTTTGTCACACAGGCTTACATTATTATGACCCAACTGA
ACGTTTTTTTCATGGTTATTTGCTTTTTAGCAAATTAAAAAATAAGTTTGTTTACTTTGT
TGTTGTTTTTTGTAAAAAACAAATATGGAATAGAAACAAAAGCATGACCCGAAAATGGCG
GGAAAAGGCTAACAAGTTTGATTTATTTTTATTTTATTCTTTAGTTATTCGCCTTTTTCT
TTACTTTCATCAAACACATTTTAGATCTGAAGGCATAATACTGTTACCGAAAATTGTTTT
GCCTTTTGCATTTAGTATTTATTAGTCATTAAAAGACTTATAATTGTTTAGATTTGAATT
ATTCGATTTTACAGATTTTTGGCATTTACATGTAATTTTGCATTTATAGCCTCTTTTAAA
TGATTGTTTTGTCATTAATTAAATAAACTTAAAAAATGTATTTTCTACACGGAATTTAAG
AAGTTTAATTTTTTAAAATAATTATTATAAAAATTCTTTTAGCTTTTATCCCCTTTCAAA
AGCACAAAGCACCATTTCCATTTGACATTTTTTAGATTTGTACTCCAGTTTTCCAAACCT
TGAACATATTTTTCAGCAAACTTTGGTTTTTATTTTTACTTATTAGAGTTGTTAGGGTAC
ATTTTTTTGACCCAAAACCTAAACCTA
>AU170775 ID   AU170775   standard; mRNA; EST; 643 BP.
CGAGCGTACCCTGTTCCCACTGACTGCCTGTTAGTGAATGAGATAAACAAAGACCCGGCG
TCTCTCCAGGAATACAGTTACCGCCACTCGGGCTCCTTAAGAACATGGAAGCGGGTTTGA
GTCGAGGAAAAGTAGCTTCTTTTGTGAAGCGGCTGAAGTCGGAGCCGCGGTACCTGCTAG
CCCAGAATGTGTCCACGTGCATCGACCCGTTGGAGGTCTGCCTGCACCGGCAGACCGTTC
AGGATACCGTTCACATCTTCCAGCACTCCATCCCAACAGAGGGCAAACCCATCACCAACC
AGAAAAACTCAGGGAGATGTTGGATCTTCTCGTGCCTCAACGTCATGCGTCTTCCCTTCA
TGAAGAAATTCAACATAGAGGAGTTTGAGTTCAGTCAGTCCTATCTCTTTTTCTGGGACA
AGGTTGAGCGTTGCTATTACTTCCTCCACGCCTGTGTGGAGACGGCGCAGAGGAAGGAGC
CGGTGGACGGGCGCCTGGTTCAGTTCCTGCTCTCCAATCCACCATGACGGAGGCAGTGGG
ACATGTTGGTAACCTATTGAGAAGATGGCGTGATTCAAAGAAATGCTTTCAGAGTCCACA
GCTCGGAGCCTACGCAGAATGAATGACATTCTCATCATAAGTT
>AU170776 ID   AU170776   standard; mRNA; EST; 667 BP.
GTTACTGTAATTTTAGGTCAAAACACCGGCATCGTCTTCCTTGAGGAGCCAGAATCTTTT
TAAAACCTCAACTTTGGTGAGCAATTTACAAATCTTTTGTTTTCTCCACTGAGTCGTTAT
GCAACGCAACGAATGTCGGTTAACATCCTTGTTTTAACATCCTTTTTTTCCATCATTTTT
GACGCCCTAGCTAACTAGCATTCGCCGGGCTAGACCACCATATAATAATTGGCTGCGCGC
GGGGCCTTTTTTCTAGAAATGGACTGATTTTTCTTTCTTTGATTTTTGTATTTAAGCATC
TCCTGAGCCTGTTCCACAGACACAATGACGGAGGCGGATGCATTGGAGCTAAAGCAGCAC
AATTCGAGCAACGGGGATGTTTGTTCAGAGCAGACCAGAGAAGACGTGTTTGATAACGCT
TACAAGGAGAAAGAGGGCCCCAAACCTCGCAGGGTGATCGTGTGGAGAAATGTCATTCTG



ATGACTCTGTTGCACATAGGAGCCACGTACGGGATCCTCCTCATCCCCTCAGTTTCCCCG
CTGACCTTGCTTTGGTGTAAGTGGAAAAATACAAAACAGGCGCGCGCCTGAAACACGCGC
TGTCTTTGAGAGGAAATCGAATCAACAGTTACATCAGGCTCGCTTTTGTGGAGTGGGCGT
GATCCTT
>AU170777 ID   AU170777   standard; mRNA; EST; 198 BP.
CGTGGATGTCGGCTCTGCCAGCAGACATGTCGCCTCTGTAGGTGATTGAAGCAGCCTGCG
CAGACACTTGGGCTTGTTTTTGAATGCTGACCGTCTAAACTGGATACCGAAGAGGGGCGG
GAGCAACATGTGGAGCTTGGCGTGGAGAGGCCGGGATTTCTGCCCCATCACCAGCCATGG
GAAGAGCGCAAGGAGCCC
>AU170779 ID   AU170779   standard; mRNA; EST; 704 BP.
GACAAGCCGCCTCTCAGGCCTCACCTCTACTCTCAGCAGTCCGTGGATCTGGCAACAGAG
GAAGAGGCCACCCTGGTGCAGGGTTGTGCCAGAGCTGCAGAAGAGCTCATCACAAGGTAA
ACTAAAATGAAAAATCTGGTCATTGACCTTATAGTAATTTTGAGATTTTAAATTAAGCCC
ACTCTACTTGTTTTGTTTAATCACAGAATATGTGAGGCTGCAAAGACTAATGGGCTTTTA
GAGCAGGAGCTCGCTCACGCTGTCAATGCTGCATCTCATGCTATCAACAAAACTCACCCC
AAGTTTCCAGAGGTGAGCTGGGAATTTCAAACAATTGCAAAAGTTCTAAGTCATTGACTG
CACAACACTTGTGTTCCCTTTCAGAGCCTGACAAGGAACACAGCCATTGAAGTGTCCAGC
ACTGTCAAGGCGCTTCATAACGAAACTGAATCGCTTCTGCTGGGTCGAGTCTCCCTGCAA
CTGGACCCACCAGAGGAAGAGCAGCTGTCCAATGCTCTGCAGAGTGTGGAGGTTGAACTG
GGAAAACTGGGAGATGTCCCCTGGCTTTACTACATCCTGCAGCCTAATGATGAAGAGGTA
ACAACAATAGAAAGAAAAGAGACCAACCAACAACTTCAGATGGGTGTTCAGAGGTTACCA
TCCCGCATTAATAACTTTAATTTAGTTCTTTGCTTTTCTACAAG
>AU170791 ID   AU170791   standard; mRNA; EST; 367 BP.
GTTAGCTTTAGCATGGCTCCTGTAGGTTTATTCCTTCGGTCTTCAAAAATTACTGGCTTG
TGCAACTTTCTAGTCAGTGGACTTTGAAGCAATGCAACAGTGGTTAAATGCAGTTGGCAT
CGAATCCAGAGAATTTTCTCCTGGTGATTGGATTTGCAATGAATGTTTCACTCAGGATAG
ATGCTAATACTTTATCCTTAGCTATGATGCTAGAGTCATCCAACACCAGTCTATATGTTT
TGTTTTGCTTTTGAAAATTTGTCTTAATTAAATTATTATATCTCTTTTTACAGAAAGATT
TGTGTATGTTTATTTTGTTTTAATGTTATAAAGTTCTTTTTACAATCAAAAAAAAAAAAA
AAAAAAA
>AU170792 ID   AU170792   standard; mRNA; EST; 499 BP.
AAAAAGNACAAGTTGGTTTCCACCTTTTCTGGTTGGATTTTCCTTTTAGCGTTTAAAACA
TCAACAACAACTCAGTTTCTCCCAGAGATGGAAATAAGCAAATGAAACAGAAACCCTAAC
ATCCCAGTTCTGCTGCAAGCTCTTCTCTATTTGCTACTTTCACATTTCTTATGTGGTTTT
GCTCCAAATTCTTTAACTTCAGGTTTTTGTTGTTATTTTTCTACAAAAGAATTTTTTTAA
AGCTAATTCTAGAAAATTTTTCCTGTCTTTTGGTGATTTTTTTGGACACACGGTTGTTCT
TTGTTTTTGCACAAATCTGGGAGCTTCATTCAAACTGAATGTAACCTCTTGAGCTCTGCT
CAGATGATCACCGAGTCCAAACATCATCTTAGTCCAGTAGACTTTCAGGGTCATTAAACA
TTAATGTGACAACAGAAGGAAGCTGTGCACGAACACCTCACCTTCCACGGAGAGTTTCAT
TTTTACAAGCATTTTACAG
>AU170796 ID   AU170796   standard; mRNA; EST; 676 BP.
GCAGCATCCTCTGCTCGCTCGACGGACTTTTTTGTGGGATGAAAAAAGAAGAACCCCGGG
ATCCTGGAGAAAAGGAGAAACTGTTGCGCACAGTGAAAGCTTATAAGATGTCCAACAAGG
GCTGATNAACATTCCTCACTCCAAACTCTTTGCTGATTTGTGCGCAAAAAATTTGGGACT
CCGGTGACATGTTTGCGCGGTGCGGATCGGAGTTTGGGCTCACGAAGGAGAAAAAGCGGA
CCTGGAAATGAAGTCATGGATTTTGCACGGATGCTTTGGCTGTTCTTGCTGAAACCTGAT
GAGTTAAACTTTGGAAATTGTGCCAAATCTCAGAGTTTCATATCTGGGAGAAAATTCTAG
TACAGGACGATCAGGATGAAAAGATGGCAGCCATGCTGTTACCAACTGGTCCTGATGGCT
TGCGGCGATTCACTCGCGAATCCTTGGCTGCCTTGGAGCGGCGGATTGCTGAGGATCAAG
CCAAAGGCTCCAGGGAGGCTCAGAGGGGCGGAGAACCGCTCAAACCCAGGGCCGACCTTG
AGGCAGGCAAGCAGCTGCCGCGCATCTTTGGTGACATCCCTCCTGAGCTCGTCGGGGTGC
CACTGGAAGACATCGACCCGTTTTATTACAGGAACCAGAAGACTTTTGTAGTACTCAACA
AAGGGAAAGCCATCTT
>AU170797 ID   AU170797   standard; mRNA; EST; 658 BP.
GTATGCACACAGTTTTCTCAGCACATTGAGCCTTACCTGTTTGCGACTCTCTACCTTCCA
CTCTGTGCGTTTGTCTTTGGGTGACGCAGTCAGCCGTTTACCATGTCGTGTGTGTGACAG
AAGGTTCATGGAAATGTGCCTACAGAGGTTTCAGTGAAGTGTGTCCTTAATCGTGGACTT
TCAGCGTGGTTTTCCACAGAACATAGGGGCGTTTTACAAGAACTACTTCTAAAACACAGA
TACGTACACCATCGTTAAAAATAAAAAGTGGTCAAATCCTGTTGGCCGAGGCTCTGTCAT
ATACCCTTTATCTGTGTCTAAAGACGTCCCTCCCCTGAGAGTCAGACAGTTTGTGGACAG
AACGGATGTTTGTGCATGTTAAAAAAAGGCTATTGAGAGAGATTCTGCACACATGTGCAC
ACACTTTGTGTGTGAGTGAGAGATCAAACACTGCTCACCCAAAGACAAGACTCACATGAC
TGCCACAGAAGTGCAACCTCATGCTTTGTGGCACTTTTCCTTACATCTTTTTGAAAATGC
AATGCAAAAAAACTGACATCTGTATTGTTATTATTAATAGTATTATACACAGTGGAAGAA



TGTACAATAGGCAGGTAAGTAGTAGATGTGTCTGTTTTTGTTGAGGAATCTATGATTG
>AU170803 ID   AU170803   standard; mRNA; EST; 495 BP.
TTTTTTTTTTTTTTTTGTCATTTTGCCCCCCATTACACCCTCTCAGCTTCCAAACCTGCT
AACTATACACAAGCTGGACTTGTGTATACACATTCTCCTTAAGGGAACTCTCACACATGA
CAAATCAAAGGTCTAATAAACAGCTTGTGTGGAGCAATTTTCCTCCCTTCCACCACAGGA
TGAAAAATAAACAAATCCCTGTTGGTCGACTGTCCACGCCATTTGGTGGGTCTGTCTGCT
GATGACTGGGTGGCCCAGGACTGCTTGGTGTGAGGCCTGGGACGGAGCCACAACTGTTTC
CTGTGGGCAGCCCCACCCCCCCTAACTTCCCCACAACTGCCTCAGTGGGTGGTATTCCCC
TCCTTCTGTTTTCCTTTGTNTCCCTCCTCCCTTCCTTAATGTTCTCTCCTCCAGGCACCT
CCCTTCTTCTTCTCTCTTTCATCTAATTGGCCTTGAAAAGGTAAATTTGAGCAAAACTTT
TGGTCGTTTTTTTAA
>AU170806 ID   AU170806   standard; mRNA; EST; 547 BP.
CTCTGGCAGNAGCGACGTTGACAGACAGCGGGAGAGAGAGCGCTCCGTGGATGCCTACAG
TCGGCCAGGATGCGTGAATACAAGCTGGTTGTTTTAGGATCGGGAGGCGTCGGGAAGTCA
GCGCTGACGGTCCAGTTTGTTCAGGGAATCTTTGTGGAGAAGTACGACCCGACGATAGAG
GACTCCTACAGGAAGGTAGGACGTGTTCGTGGGCCTCTGTCATCCAGATGGAGCAGGGGA
AGGCAGACCTTTAGAAAACCGTCCCGTCTGCAGGGCGTCAGCCCAAAAACCTCATGATTA
ACCAGCGTGGAGAACTCGGACGACTCCAAGAGGACGGACAGGGACCCCGTCTGCATGGTT
ACTGTAGCTCCAACACCAACCCTGATCTAGAAAATCCTCCAGATCATAAATCTCTGCTAG
CGTTGTAGGCGTGTCCCTGCTTCTCTGTACCGGTGACCAACGTTTCTGTTTCTGCAGCAA
GTGGAGATCGATGGGCAGCAGTGCATGCTGGAGATCCTGGACACGGCAGGAACAGAGCAG
TTCACGG
>AU170807 ID   AU170807   standard; mRNA; EST; 643 BP.
CGCGGNCCGTTTTTTTTTTTTTTTTTTAAACCGGTGTCCTCTTTCCATTCTCCATCTTTT
TCACATCAACACACAGNAATACACAATTTATGCACAGAATGACCAGCTCTGGTAAAGTTT
TAAACTCACATTCATGTCAAAATTTTGATCTGACATTTAAGATAAGAGTTTGATGAAAGC
CACTGTCATGTGGCTGGTTTTATTGCAGCTTTCATACTTCATATAAGTAGTTTGAGGCTG
CAGGGAGATTTCCATTCTCATTAGAATGAAGGAAAGAGTTGAATATCGGCAACATAATTT
GAAATGAATGCGGAAAAACAGTGGAGTACATTCCTGTTAAATCTGAAAGCATCACATGTA
GGCAGAAGAAGAATTTCTTCCTTTTTGTTTTGGAGAAACTACCAGTTTGCATACCTGAAA
TGCACACCTCAAAAACCCCATCTGCCCTCTGCCCCCAAGAAGTGCAACAGGTGTCATTCC
GTGCACGAGTCCTGTTGTGGACACACAGACACTATGACGGCAAAGCAACAAGCTCACATT
CACCGCTGCGATTAGGACACAGCTCTTTTGGAGGTGCTGTAACTCAGGTTGGCGCCGCCG
CTCTTGTGCGGCATCCTGAGAGTCGTGGCAGCAGTCAAGCTGG
>AU170808 ID   AU170808   standard; mRNA; EST; 722 BP.
TTCATTTCCAAGTTCCGGACATTTCCACAAAACAGATGTTAACAAATTCCATAAATGCCT
TGATTTCAATAAACAGGGCCACAATACCAGCATCTCTGATGACCATTTTCAATCTGTCAG
GACTTCCAACGTCAAGTAAACAGTGAAAGCTCTCCTGCAAAGCTTAAGCTGCAATAAAAA
AAAGAGAAGACACTTAAAGCCCCCACCCCACCCCACAATAAACCCTCCCTATACAAGCAC
GAGTTGTCAATACATTATACAGCTGATGCATTTACCACAACTGTTTTTCCTCAAAGACGG
CCAATCAGTTGTTTCATATTACAGAATGGTGCCTAGAAGCTGGTGTACCAAAGTCACGAC
AACGCAGATGTATGTTGCTTGGCTCAGTAGCAAGTTAAGCTGAATGAGTTATCTGAAAGG
GAAAGAAGAAAATAGTGTTGCCCCCCCAAAAAATCCCACAGCTACACGGTTTGACAAGGA
CTTAATGAGCATTAAGCATGATTAGGCAGAACGGAATTGCATGCTATAAATAAAATCCTT
CATGGTAGAAATCATGTTAAATGAAACCAATTACTTAACTTTGACACCCATGAGTGAAGT
GATGCAGTATTAGAAACAAACTTGCTGCTCTTGATCTTAAAATGACAGGGTTCTCAGTTT
TCCATCAGATCCCAGATGAAAATTTCTGGCAATTTGACCTGAGAAACCAAGGGGATAGAA
AA
>AU170810 ID   AU170810   standard; mRNA; EST; 510 BP.
CAGNAGCGGGGCACTAATCGTCGAGTTTCTCTCCGTCCTCCTTCAGGACGTGTCCACTGC
CATGAGGCGGTTCGGTCGGAACCGTTCCGGAACAGCGGTGCCGGGCTCCTGCAGTCTCCT
GCTGCAGCTCCCCACTGTCATCATCCCTCGAACTCTGCGGTTCCCCCAAAAGACGCAACT
TGCGCATTTGTCCCAGCGTTTTGCATGGATTTATGCTACTGGAATAAACGAGTAAACTCC
AGGTATTAGTCGCCCCCCTCCCTGATCGTCCAGACTGGGGTTTGAGCAGTTTTAAAGCTG
GGGTGTCCGTAAACCTAGACAGCTGAAAGTTCATCTTAATTCACGTCAGCGAGTTTTGTT
GCTCCTCTCCTCAGCTAGAAGATGTGATGACTGCCTTATGCTTAAAGTTGGGTCAAACAC
CCATCCGAAGACGTAAAGACCACATCCATGCATGAGGGATTTCTGCACAGGATGGGATGT
GTGTGTGTGTATGGATACAGAAGGGGGGGG
>AU170812 ID   AU170812   standard; mRNA; EST; 279 BP.
TTTTTTTTTTTTTTTTTTCAAACAACACAATCTTGTTTATTTGCATTACACACGGTCCAA
GGCCCAAATCACAGATTAAAAAAAGAAAAAAAAAAGGTAGGAGACACTTTCATTTGCTCC
TCAGCTTAAAGTGGTTTTTTACCACACAAAACCCTTCAAGCTTCTTCTTCCACACAAAGT
AAAAAAACAAAAAACAAATTCCTATATATCTTTAAAGGAGGTTTTGCAAATGTACAGAAA
TATTTGAAATGCCATGCCCTTTCCCCTCCTAACCTATTT



>AU170817 ID   AU170817   standard; mRNA; EST; 308 BP.
AAGGTCGAGGGGNAAGAGNAGGTAGATAGAGGAGAGGACCGGGTTAGNACAAGGTGGCGA
GGNAGTGAAAAGGGGAGCAGGTAGGGCTCGACAGTACAAAGAGGAGTGAAGGAGCATTTC
ACAGGGTNCTGAAGAGTTTGTTTTTTATTCGTTAAATTAACTTTTTCCCGACTGACGGCG
TGACTGAATTGGGACCTGGGGGTGTGTCTGTGGGCCTTGTATGTGAGNAGTCATTGCAAG
ATTGCCTGTTGCTCTTAGGTGTGAAGTGGAGGGCCTGCAAAACACGGACCAAGACTGGCT
GNATGTAT
>AU170818 ID   AU170818   standard; mRNA; EST; 684 BP.
CACACACACGCACACACACCACACACACACAAAAACATCAAGGGGCGGAGTCACCTGTCG
AAGTTTGTCAGGTGTCTCAGCCTCAACTTACCTTTTTTTATATACGTCACACACTACCAT
CTGATGACATCTTTTTTCGTCAGAGTCTAAACATGTCGAAACGTCAAGGGCGTGTCAGGT
TTGTGTCGAACATGGCCATGTCTGTTAACAAAGGAACCAAGAAGTCAGTTAACAACTACA
GAGACTATGAACTTTTTTGCACTGATATTGGAGCTATCCACAGTTTAGAGCCAGATGCCA
GCTCAGACGAGGAAAACAAAGACGTATATGGATCTATTTGTCTGCAAATGGATGCATCGG
AATGGAGCGGAGCAGGGAGCTTGTGGCTTGGCATTGTAGCTTCTACGTCACACCTACAAG
CTTTTTCCAACTGCATTTTTGTCGCTGCTCCTGATTTACAACAGTTTAAATTAAGGAATG
ATCAGAAATGAACTTTTTTATGCTTAGTTGTATTTATTTATGTCCTCCATCATCAGAAAA
ATGCCACAAGAAGATTTCAAAAACACAATTTTCATCAGAGTGGGTCTTCAATTCAAATCA
TCGCTTCACAACTGTATGAGGAAGTTGTGCAATATGCATTAAAATATTTGGTCAGATATC
CACCTCACAATCTGTGATTCATTT
>AU170819 ID   AU170819   standard; mRNA; EST; 683 BP.
GTTCATCTTGAATAATGGCAATGGCGCGTTTCTGATCTATTGTGCAGCCCTGTTTTGTTT
TTTAAAGAGATAAAAAATAAAGTTAAGCTGTCTGGCCAATGTCAAACTTCCCCTTAGCTA
TAAAGTCTAATATTTGTCCGCTAACACTTAGGACGACACGACGGCACAGATTCCTACAAA
ACCACAGTTTTCAGTGGAGCTGTATTTTCTTCTCGTCATTACATTCGCGCTATTTATAAA
GACATTACCAACATATCAAAGAGTTTTCAAACCCGTGGAACAATGACAAGAAAATAAAAG
CTACTATTGCACATCAACTTTGCTAAAACTAATAGGCCCCTCCCCCTCCCCAAGCAGAAG
TATAAAAGACTCAGACAAAACAAAAAGTACATCCTACCGGTAAAGGTTTAGCTTTTGACC
CTTCCCTGTGCTTTTAGTGTCCAAACCTGAGTCCAAACAGCTAATCCTCTCCCTCTAACT
TTAGTGATTGACTCCGCAAATTTATTTTGAAAAGAAAGAATTTCTTATGGACTCCGGTCT
GGTAGAAATTGGTCTGAGATCAGAAACAACAAATGCCTCAAGCTCTGCAAGACCGCGATG
AGTGCCAACACTTCCCTGGCTTTAAACCAAGCATACAAAGCGCTAGTACACACATCTTTA
TTACGCACCAACCACCCAGCGCT
>AU170820 ID   AU170820   standard; mRNA; EST; 600 BP.
CTTTGGTGTCCACCAGAAAGTCATGGGACCTCCACTACTGACACCTGGACCGACGCTCTG
ATCCCCTGGCGTCAAATCCTCTCCGTTGGGGCGCTTCACAGCCCCTTACGGCAAGGGAGG
TTGCGGGCAGTCCCCCACAGCTCCTTCGCTGTACTCAGCCTCACTCTCTGGCGTCTGCGT
TTGGGAGTTGTCATCAATTTCCAGGTTGCCATTGACGACCGGGGCAGGCGCAGCCGAAAG
GCCTGAGATTGTGGAGACGGAGCCTTTCTTTCCCTTCTTCATATTTTCCTCCTCTTGACG
CTGGTACTCTTCGTACATCTTAGCCAAGTACTCCTTGTGAGCTTCATAGGTCACCTTTGA
ATGTGCAATGGACAAGGTGTCGACCCAGACCCTCCATCCTCCCCATTCATATTTGATGGC
ATGATATAGGAGGATCCTAAAGATGTTGTACACCATCTCGGATATTTTCTGCTCCTCTGG
ATTCTTGGGGTTGATGTATCCGAGGGAGAACATCCAGTCCTGCCACACCGAACACTGCAG
AAGACAGCGTCGGTTTTCGCGGCTGTTACTGAAGAGTTTTATCATGTTCGGTGAGGAAGA
>AU170821 ID   AU170821   standard; mRNA; EST; 732 BP.
TTTTTTTTTTCTGAGTTATAAAGNAACAATGAGCCACTGGNAGACAAAACTAAAGTCCTG
GNAAAAACCCCAGTGGTAAGACGTGAGCCCCCACAGNATCAAAGTTTTCCAGATTTGTAG
GTGTCTTCAAGCAATTAAAATGCCGAGCTGGTGTGTTTCTATACCTCAAAGGTTAATTTT
GTTACTCAAGACAGTGTTTTCTCATTTCCCTGACATGCCAGTAATCAAATCAGAGTCTGA
TTATGGTGATGTGATCACTGTAAAGCTACATAGCGTACCCAAATTATTCTTCGCTTATTC
TCAGACCAGATGTTCAGCCGATCCGACGGAGCACAACCAGAGTGAGGGGGAAAAGCTGTT
AAAACAAATACAAACATGTTGCGCTTTCGCAGTCAAGAATAGAAAAACAATTGAACCAAA
ATTACTATGATTACTCCATTATTTTGATGAAACCTGTTGCTCCTCAAATTTCTCGATAAT
TGATAAACACACAAAATAGTTTTGATTTACGATGAATATTCTGACAGATGAATAAATATG
TCGTCCAACCTCCTCTGTTTACCCTGTCATTAAAGGAAATCATGCTACTGACGAAGTAGA
CATTCATCCCTCCACCTGCTTATTAACCTAAATATGTAGAAAGTGACATTTCCGGCATTG
TTCACATGTTACCCTAGCATACCCCATAAAAACACGTTACTATAGCATGCAGGGGTTGGT
GTGCAGCCTATA
>AU170823 ID   AU170823   standard; mRNA; EST; 498 BP.
AAGCCGGTCTCTTGGNAATGACGATTCCTTCCAGACGCACAAAGGTGGTGATGGTGTCGG
CGTGCTCGTGTCATTTTTGAAGTGCATAGAGGCAGTGATGGATTTAGTTGTTGAAGCACC
ACCTCGTCCTTGTCCCTGACCCCCTCCCTCCCCCAAGCCCGTGTGCTTACAGCAGAGAAT
GTTATGATTGTTAGTCCGTTTTGTCAGCTGTTGCGCAGCAGGAAACGCAGCGAGAAAACT
GCGACTTGGAGTGTTTTGCCTGAACTTGTGTGTGTAGGGGGATAAAAAAGCCATCGACAC



CTGAGCGGCTGTACGTTAGGCTTGTTCAACTTTAACGAATGTTTGAACCGTAGCGATTGG
AGCTTCTGTCCGTGCTGTAACTGGAGGTTCATTTTTTTTTTTTGAGAGGTTCTCGTTACT
TGACCAACACCGTTCGTGGTAACAGCCTTTACTAACTGACAGGTTCTTTTTTTTTTATGC
AAAAACGTCAAGGGCTTT
>AU170825 ID   AU170825   standard; mRNA; EST; 618 BP.
CGAAAGNACGAGNAGCAACGCGTCTGACTGACTCCAGTTTGCGTTTCTCTGCGGCAGCTG
AATGGATTTAACCTGCTGCGCTCCCTCTCTGTGGTCGCGTCGGAGCGCGCGGACATCCTC
GGGATGAGCTGGAGCTTCTCCCTATACGCACGCGGCGCATGCTGGATCATATCCCTAATC
CAAGTGAGCGACAGCAGAAAGAAGTTGCTGTGGCTCTCACGAGGAATCTCCGCGGAATTT
GTGGGATCCTTGAATCAGAACACTAATTTATTTTGATCATTTTCTTAAAATCGTTGGATT
TCAACCTTTTTCGAAGATCGTTTAGTTCTTACAGCAAAAGCAGGTGAGTTTAGTAAGAGT
GCAATTTAATAAAAATGATAGTGAACCCCGGTTAGATCCACATGGAGGACCTTAACAGTG
TACCACATCTGCGCAACTTTTCCTTATTTTCTTCCTCTCAGTCTGGAGAGAATGAGGTGT
CGCTGGGTGAAGCATGAGCTGTCAGAGAATCAGTCATAAGCGGCTGTTTCTGTCATGGGA
GGGGCTGGTCCTCAGCCTGTGGCTGTGCTGCTGCGGCTGGACCTGCGGGGTGACCCCCGC
CGGAGCCGCGCAGCGACA
>AU170827 ID   AU170827   standard; mRNA; EST; 760 BP.
GTTACTTAAGNATTGTGTTTTACAACACAGCGGTTACTTAAGATTCTGTCAAATGAGTTG
TTGAATCATAAAAAAAAAGGAAGTTGTTTGGATTTAATGAAGAAGCACTGCATGCCATTT
TTTTTCTTTTGCAGTCATCTCAAAACTACTTTTAGTTGTGTTCTAAAATGGAAAAGATTA
CCCTGTAAACTCTACTTTGAAGCAAAATGTTTTTCGTTGACTTTAAACCTGTGAAAATCC
TTATCCAGTGGTAACACTTGCATCAACAAAGCAGGAAAAACTTCAAGTAATAAATCGTTT
TTATGCACAATGATCCTATCAATGTTATCTTAATTGCAAGGGCATGCATTCTGAGCCCCA
AAAAAGGTCAAATTTAGTCTCGTGCATGCATTAATAGACAAACTCATGGTTATCTTACTG
GCCAAACATAACCAAACGGATAAACCTCCAGTCTTTAGGGTTCAGTGCACATTTCAGGTT
TACATCTTTCACGCCTGCGTTTGCAGCAACTTGTACAGACATACAACACAAAGCTTGTTA
ATGAACCCTTGTTGCTGTCGTTTACACTAAAGCAGATAAAAGTCTCGACTAAACTTTAGC
GTTCAGTCCCCTGCAGCATTGTGGGGTCGTAACGCAGGAGGCCGTCTGCCTGCCATAACC
AGTAAAGCGGTACATGACGTATAGCCACTTACAGCAGCCACCGGAGACACCACATCTACC
AACAACGTCTTAGTAATTGTTTGGTTTTCCCAAAATGCCC
>AU170831 ID   AU170831   standard; mRNA; EST; 393 BP.
CTCTTCTGGCTGTGGTTCCACGGTGTTTGCTGTCCGCTGAAGCATGGCGGCGACACACGG
CTCCGACACGGAGGGGGACGGCCTGGAGACCCCGCTGCTGCCGCGCGGGAAGGACGGACG
AGTCCCGCGTAGCTTTTGCTTGCTGCTCGTCTCGTTACGGCCTGGCGCTGCTCTCCTGCT
ACGGCTTCTTCGTGGTCTACTCTCTGAGAGTGAACCTGAGTGTGGCCATGGTGGACATGC
TCAACACCACGCATCAGACCAACCACAGNGCCTCCGTGTGTCCCGCGCACCCCANCCCTG
CACGGCCCAAAAACAACCACACGGCTAATGTCTACAACTGGGACTCTGAGACTCAGGGCT
GGATCCTGGGGCTCCTTNTTCTACCGCTACATT
>AU170835 ID   AU170835   standard; mRNA; EST; 685 BP.
CAANACACTGGNACCTACTGTATGCAAATGTGAAGGATGCCTACAGCTGTTCCCCCCTCC
CCCCACTAGGTTGCTCAGATCACAACCTGGTTCACATTTTGCCTATCTATAAACCTGTGG
TGAAACAACAACCTTTAACTACAAGATCTGTGAGAAGGTGGACAGAAGAGGCCAGTGAGG
AGCTGAGGGACTGTTTTGAGACCACAGACTGGGAGGTGCTGTGTGGATCGCATGAGGACA
TCGACAGTCTGACACATTGCATTACAGACTACATAAACTTCTGTGTGGAGAACGCTGTGC
CCACTAGGACGGTGCAGTGCTTCCCCAACAACAAACCATGGGTGACCTCTGAGCTGAAGA
CCCTGTTAAACCAAAAAAAGAGGGCTTTTAGGTCAGGAGACAAAGAAGAACTGAGGAGGG
TGCAGAAGGAACTTAAAGTGAAGTTTAAGGAAGGCAAGGAGAATTACAGAGAAAAGGTGG
AGAATCAACTACAACAAAAGAATGTGAAAGAGGTCTGGAGAGGCCTGAAAACATCTNTGG
ACTTAATAAAGACAATAGGTGCAATCAGGGTGATCAAAAGTGGGCTAACAAGCTCAATTG
ATTTTTAATAGATTTGATCCAGGGCCCACACCCCCCACAACTACCCAGCCATTATNGGAC
CATTCGATATCCCCAATATGCTGGG
>AU170844 ID   AU170844   standard; mRNA; EST; 723 BP.
CCATTCCGGTGAGCAGCCCACACAAAATGCACCAACACCAGTGTGACAAAACATTCAAAT
AAATTGCTGTCAGGCAGCTGAAACACCAAGTGCAGCGATTTTTATCTGACATGTGGAAAA
CCCAGACATGCAGTCCTGACAAGTAACGCAGGAGCACCTGTGAGAGACGAGTGATAAAAA
TCAGAACATGCCTGATCCCCGGCATAACAATACCTATCATTACTCGATATTAGACTTGTT
TTTTTTAAAGAGCTGTCTTACAAAGACAGATTGATATATATACATTTAGATAATAAATCA
TACTATTGCTTTTGTTTTTGTGGATGCACACAGGATTACAATTAAATTGAATTATGCAGA
CCTAATACTTAAAAAAATATGTAATTTCTTTTCATATTAAAGCAGTGAAAGTTTTTTCCT
TTTTCAAAGAAAAGTCTGTTTTTGGTTCTAACTTTTGTTCTAAAGAGTCACCAGTAAGCA
TATTTTTAAATATATCTATTGGTGCTAGGCGTTTTAATTAGTGTAAATCCTGCTGAGAGC
TGCGTAGTTATCTCAAGTTGAAAGAGAATTTTGTGCAAAATCAACCTGTTTCATGACACT
AATTGGTTTTGTGTTACTTTTCCAAGCAGGGGGAAAAGCAAAAATCTATGATGAGATAGT
ATTGCTCCACTTGTTTTCATTGACTCCACAGAATTGACTGGGTAATTCTCAAAACTAATT



TGG
>AU170847 ID   AU170847   standard; mRNA; EST; 575 BP.
TTTTTTTTTTTTTTTTTTTTTTTTGGCTACATCATCTTTCTTTATTTCTGGTGGTTAAAA
CTGAAACATCAAAAACAAACATTTGAACACATTACTCTTTTTTTCAGTCATTGTATTTCT
AAACAGATTTCACAGAGGAACATCACACATTTTCAACTACACAGATGTAAAATATAAAGT
ATATACTTGTTTATATACTTTGGTAATTTGGTAATTTTTTTTCTCTTTTAGCAGTTAGTA
TTGGTATCCAAAATAAAAAGATTTTCCTACCCTGAAAGCAAAATAAAGGATGAGGCTTAG
ACTACCTCATCGTATATCTTACCACAGTAACAACAGACCATAGAGCTCTTCTTTTTTTAA
ATACAGAACAAGCATACTGCTCTAAAAGAATGCTGATTCTTCCTGTCAAACACTATATTA
GGCTTAATTATAGATTAACATTAATTTATAAATTTACTAATACAATATTCTTTCAGAAAG
CGGTGTAATGCATGTTTAGAAATACTTGGGGTGTTGATTGTGGACCTTAAATGCAGATTT
GCCAACCGAGATAAAAAAAATAAAAAAAATTCCCT
>AU170848 ID   AU170848   standard; mRNA; EST; 737 BP.
TTTCAATATGTCTTCCATTGTAATAAAATTGTCAAATTCTATTGATTTAATGATCACAAT
GTTAAGCACTGCAGCTGTATCTCATGTATAAGTGGCTTTAACCGAGGCAAATTCATAGTG
CTTTTATTTTGGTAACTCAAAATATAGAAAGGTAAGAGTCAACATTGTCTGATTTCCAAA
ACAAAATATATTTCAGTATTAGAAAAAAAAAGAATGTACCTTAACAAATAAGGGTTTTAA
AAGTATGAGTAAATTAAGTGCTGTTTATTTTCAATATTGCTTAATGTATCTTCTCCAGAA
CTTNTAAATGGAACAGGAGCCTAAACGGTGCTTCAAAAATAAAGGGGAAAACAAAAATAC
AAATTCTTTCCAGAAAAAATAAAGGGTGATGATGAGGCAGCATGACAGGGTGAAGGAAAG
TTTCTTTAATGTGGCGAAGATGCTTTGTTTACATATCAGTCTGCACTGCACCGCTGCAGC
CGCACTTTCTTACATGCGGAAGTAAACTAGTAACGGTCATCGCCACGATGGCGGCCTTTT
TTCGGAGCGTTGTACACATCAGTCTGATCCATCAGGTCGCTAAATCTATTGCTGGGAGGT
TCTGCAGAACTTTGGCCTGCTTTGCCGATAGCATTTTAGCCAATGCTAAGTGCATTAGCA
TATTAGCCCCAGTGAAACTGTAGTGCTTCACTCATTCTTATCCAAGCCCTCTAAATAGCA
CCACAATCCACGTTTTT
>AU170866 ID   AU170866   standard; mRNA; EST; 648 BP.
CCCCAGCCTCCGTCTCATTTGCAGTCATTAATGCGTGAGCAGCAACATGCCTTCTGCTCT
GCGGTGGTTAGCCGTCCTCTTTGTCTCGTGGTGCGTTTGTGGAGAGGCTGCATCCAAACG
GTAATTTTAAATGTCCTTCAGGTTGCTCCTGCTCCAAGGAGACCATCGTCTGCATCGGCA
CTTCACAGATTCCCCGGACTGTACCGAATGACATCACCTCACTAAGCATTGTAAATGGAT
CCATTGCAGAAATCGCAGAGGGGATCTTTTCTCTGATGCCTTTTCTTCAGCTGCTGCTTG
TAAATGCCAACTCTTTGACCACGATCAAAGATGACGCCTTCTATGGTCTGTCACATCTGG
AGTATTTATTCATTGAAGGAAATAAGATTCAGACCATCACCAAAAATGCCTTGCGAGGAC
TTCGAGCTTTGACCTATCTCTCGCTGGCGAATAACAGGATGAGGTTTTTGCCAAGATATC
TCTTTTTTGATTTGGACTCATTGATGGAGCTAGATCTGCGAGGGAAACTCTTTCCAGTGC
AGCTGTGAGAACAAGTGGCTGATGACGTGGGTGAAAAACACTAACGCTACAGTATCAGAT
GTCCTGTGTGCACGCCCCCAATGACATGAAAGGGCAAACGGGTTCAAT
>AU170868 ID   AU170868   standard; mRNA; EST; 723 BP.
TTTTTTTAATCGCCGTTGTGGTCTTTAAAATGTTTTTGCGGCAAGCTTTTTTTTTGTAAT
GTTATTTGCACTTCAGGCCCACCGTAGGTAACAATAATCCATGATCTATGCATCATCTTG
ACGTTTGTAGCGCACAGGTATGAACAGGAACAGCAGCAACACTGAGCAGCTGAAGCATGA
CTAAAGCCACTAATTTGAGTTCAATGAATTCAGTAAAACATTTTCACATTTGGAGTTTAC
TACTAAATGATCAACAATACTACAATCTACAGTCCTGATGCTTTGTTTGGTCTCAGACTG
GTGAATTGAATCTAGGTGTGTCATGTTTTCTTTTTCTTTGTGTTTATTTGGGACTTGAAT
CAGGACAAAAATTTGGACTCAACATTCACAAACAGAACACTTTTTAAGGGCACAGTATTG
GCAGAATCAAATCACACTTTTTTACTTGCTTATACTGCACGAGGGTTTCAGGATAAAGAT
CTAGTCTTTAGCCGTGTGGCAAAAGGATCTTCAATTATTCACTCTCCCTAAGGAAACAAT
ATATATTTGTACAAAATGGCTAAACACAAATGGGTTCTTAGTCCATATTATGCATGTCAA
TGTGGCATAAGCTTATGATTAGATATCTTTTTGTCTGAATAGTCAAGCATGAATCTAATG
TTTTTGCCATGATCATAAAAGTATCAACAAAATATATAAATGCAACATTCTTTGCTTCAT
AAT
>AU170874 ID   AU170874   standard; mRNA; EST; 745 BP.
CAGGTTTTTTTCTGGATCATCTCTGCAAATAAAATTAATAATAAAATTATTCTAAATCAT
CAAGCAGCCGTCCTGAAACAAACTATTCTTGAAACATGTATGAGGAACACCTTCACCAGG
TGTTTTTAGTCTTTTTGTACGATTGATTGTTTAGTTTATTTCAAGCAATTTAAAAACAGT
TAAAACAAAGATATTAATTTCATAAATTGATCAGATAAAAGAAAATGATGCTATTTTCTT
GATATAAATACTCCACACCACATTTTACACTGAAAATATTAAACGGTCTATAACATGCTT
TTCCTAAGCCTTTCGGAGTAAACGATATCCATTTATATGATAATTTATAACCTTTGGCAC
AATAAAGAACGATTTTTTATGAAATATTAGTCATTTTCGCAGCTCATTTCCAACCTGGAA
GTAAGATGACTCGATCTCTGAGGCACCGGTTTCCTCGTGGGCGCCGCCCATTTCATAACG
TCAACCGAGAGTGGGCCTTGGCAGCGTTTCTGAGTTTCACCCACAAAAGCGAACAACATC
CAAAAATGTGCAAAGATGGATGTGCATGATGTGCATAAAACAAAAAGGAAATTATTTTTC
CTGATCACTGCTAGCTCCGTGGAGAAAGTGGATGTGTGTGTTGGCCTGGGGGCGATGCAG



ACTCCCCCTGGAAGAGGCTGTTTCACACCTTCATACATATGANGGATGTTAGCTCACTGG
TTTTCATGGGTTGGGAGGGGGCTGG
>AU170876 ID   AU170876   standard; mRNA; EST; 689 BP.
AGCATCTGGAAGAAATTGGAACGTTGTTGAATTTAAGTAAAACATATTACTACAATAAAA
AAAAAAGATTACTTAAAGACCCTCTCCAATTATCTTTGGTTCTGTTTTAAAAGCATCCCA
GTGGTAAAATGTAATTATGCAGTTTTTTGCCCAAATCAGAAAATCTGTTTCCTTTTGTAG
GACATAGTCTCTGCAGAGCGACGGGAGTTCATTAGAAATGCAATTGTAGGCTTTATTTTC
ATTCATTACTGTATATCCTTCATCATCAGGAAAACAACATGAGTAGGTTGAAAAACACCA
AAAACACAATATTTGTTGGAGTGGATCTTTAAAGAATATATTAAAACAGAAAAGAATCAA
TGAAAAGTATTTACCTGATTTTTTTTTATGGTTCTCATAGATTAATGTCAAAGTGATGTT
TTGCTTACTGACAATCTATACATGTTTGGGAGTTAAAAATGTTTGAGTTTATATAAAAAC
TCAAGCTGCTAAACAGTCATTGGTCATCTTTTGTGTAATTCTTTATTTTTTTTTGCATAT
TAATGGCTTAATGTTGTCAGCTAGAAGTGCCCCAACCTAGTTCAGCAGCAGTTTTTTCAC
TTCTTGTGTCTAAAGAAGACATTCTCTGGATGGGAGCACTTGTTGCTCTTACAAATTTAA
ATCTTCCCGCATTAATGTTTCCTTTCTGG
>AU170882 ID   AU170882   standard; mRNA; EST; 680 BP.
TTTTTTAACTGATTGATAATCACTATTGTCCAAATTTCACAGCGTTTTGACTTTTTAGGA
AGCAAATAAAACAATAATATTAATAATAATAATAATTTTGTGCAAAGGCACTATACTTGG
CAAACCCTGGTAATGTATGCTGTTTCAGTACAGTGCGAGGACGGCGTCCCGTCATCCTGT
GGTGTTGGGGATCATCATTTGGTTCTTGAGGAAAAAGCCACAAGAAGACTTTTGGATTGT
CGTGGTCCCCAGCTTTAGTGGCTCCTTCAAGACATTAGTGGCCCATACCGTTGGCAACTG
ATTTGGTTTCTCCTCTGCCTGCCACCTCTCCAGGCCTCATTCCAGATTGAAAAGTTAGGT
CAACTAGCTATGAGAGTTCTTAGTTGAAGCACCGCCTTTGTTTTCCCATAAACTCCTCTT
GTTTGTGACGTCGACAGGCTTCAGATCCGTTGGCTTTCCTCCTGGTGTTCTGCCGCCATC
TGGGGTTTTATTCAGCCAGTCGTTGATGCGGCCTGCCACGCCCGTCTTTATCACCGCTGC
TTCCTTGAATGCACTTCCGCCGTTGCCGGGGGCGTTGAACACGCTGCCTTTTTCCCACAT
GCTCTTAATGTTTCGTATGCTGTCGGTGACCACAGGGGAGATCCACCGCTCCGGAGCGAG
GAAGACCGAGATTCCTTATT
>AU170884 ID   AU170884   standard; mRNA; EST; 728 BP.
GTCCGACCATCAGGTGACCGCGCGGNAGCGGAGGATTCATCTGCACAGTTGTCGTTTTAC
ATCCCTTCATTTTTTCGGACTCCCGGAGNACCGGAGCTGCCGCAGCACCGCTCTTCCCCT
CCTCCTCCTTCCCCCCACCCCTCCGCATCCTCTCATCCGGTCTGGGACGTTCACCGCTCA
ACACACGCGCAAGATTAGCGGGGATTCTGCCTCCCCGCCCGCGCGCGCCGATGGTGATGT
CCTTGAGCTCGGCCTGCACGGTTCTGATAGTGAAGCAGTAGCTACCTCTAAACTGGATCC
ACTTCCTGTCTCTGGCTCATCAGCCGTGTCTGCCTAGCCCGCTCTGCTTTCCATCCATTT
GTCACCTCTTCTTTCCCGCCTGTGAATCCATTGGCCCGTCCACTCGTCCGTCCATGGACT
GGCCGTGACCCTGGAGGGAACAAGGAAAGAGTGGAGTTGCAGGGGGTACGACGGAGGAGA
AAGCTGGATTCGTTCAGACTTCAAGCTTCTGAAGTGCTCCTGCTCACTATCCTTCATCTC
CCTCGTCATCCTTCACCAACACGTCCCTCTGTTATGGAGATTTGAAGGAGCTGTGGGTGG
GAGAACATGAAACCTGCCCTTTTGTGAAGTGAAAAAAGGGGTTTGGGCATATAAATTTAT
TCATATATTTTTGATTAAAATTTAGAGCACATGATCACACCCTCAGCAACCAAACGAAGG
AGGACCTG
>AU170887 ID   AU170887   standard; mRNA; EST; 658 BP.
GTTTTTTTTTTTTTTTTTAAGATACTTGGAATATTTTTATTAATAAAAGTGAAACAAAGT
ATAAAAACTAGTGAATAGAAAACACTTAAATCAGTTCACACACAAAAAAACAACTGNAAG
CAATGATTAAAACTCTAAACAGATATTAAAATGAGATATACAGACATAAATAGATCTGTT
TAGACCCATGCACATTTACATACATGCAAAAAAGAGCGGTTTATGCTTAGAAATGGCAAT
ATGATTTTTACAACTTTCCTTTTGCTCAACAGAATTAGGTGATTTCTCACAGTAAAGGTT
ATTTGGGGCTTACATTCAGAGTCAGAGTACTACTATGATTGTTAACTAGAATTTAACACT
GTAATTCTTTTACAAAAATTGGAATAAATGTTTTTATTTTTTAAAGTTTTTCACTTTTGA
AGTTGATAGCATGTCCAAAGTCTTTAAATAGGATTTTACTCTTTAATTGGAGTCTTTATT
GGTTCTTTTAGAACACTTTACATTGCACATGGCTCAACAATACAAAGCAAGTTACGCAGA
CCTGTCAATCATTTTAGTAAGATTTTCATGAAGATGGACGCGTGAACAACTTAGCAGGAC
CGTTCTCTGCTCTGTAGGTCCTCCCGATTCTGATTTATTCGGTTCTTTCCTGTTTGGG
>AU170889 ID   AU170889   standard; mRNA; EST; 708 BP.
CTCTAAACCTTAGNAGCTGCAACAATCAGTTCATGTTAGATTTCTGCTGATGCAATGCAT
TCTACAGAACTCAACCACAATTACAAGTTTGATGAAGTGTGTTACTCCTAACATTGTTGC
TGCATGAAAGAGAAACTGGACTAGAAAAAAGGTAAACAGACACAGAGAGGATAGAAATGT
GCATTGCAAGTTAAACCAGTTAAGCTTTGACCAACCAGGGAGTCTGATTTGGTAGTGACT
TCATAAAAGTGCCAACAGTTTGAAAATTGATCGTGGAGGAGAAATGAATAATGGTTCGTG
CCCGGCTGGAATTCTAGGACACCAAGTCATTTATAAATCGGAATAGAGGTGCGAAAGAAA
AAGCCTGGAGCGAGATTTATGAGACTTACCCCGCTTCGACATTTCGCACCAAGCCTCCTC
CAACTGTAGATGGCGGACAAGCGCTAATGTCGGGTAGGAACAGCTAAACACGCGTTTTAG
GAAGAGTGTCACAAGCCCTGTGTGAACGCTGCATCACGAAATGCCAAAACGCTTGTGAGA



ACAGTGACATCTAGTGGACCCCTGAAGCTATAGCAACCTGTTTCAAGCAGGATTGAAGGT
TACAGGTTTAACTTCAGGTCATCAGAAAAAATGTCACTGACAAAGGAAATAACACACTCT
GTGAAACTCTGTTAAGATAGACAAATTTGCATAGATCGTTGATTGCTA
>AU170890 ID   AU170890   standard; mRNA; EST; 602 BP.
GCGGNCCGTTTTTTTTTTTTTTTTTTTTTTGAAACTGGCATGACTTTCACTTTAATTTTA
GTGGCCCAGAAATTTCCCAAAACAGGCACAAGAACAATGACAATTCTTAGTGCATTGTTT
GTTAACTTTGCTGAATGTGAGCCTATTTAACACAGGTCAAATAGCTTAATGCTTTTCATT
CATTTTTTAACCATCAGAACGTCTCACGACGATATTAACTACCACCAACATGCTATCTTA
ATTTGAAATATTTCTTTACATTTGAATAATATTATAGGATAGATATATCACATTTTACAG
CACAAGCTAGTCTTTCCACGGGAATGTGAGACCTAAGTGATGAAACAGTTTTGCATAAAA
TATTCGTGTATAGCAAATAAAAAAACATCATATTTCCATAATGTTTTAGAAAAAAAGACA
AGAATTTGAAACACATATACCTCTCTCGCATTACCATTAACCCCTGCTCTCCCACCCAAA
AAAAAAAAAATCAAAGATTTAAGGGAAATTAACTTAGTACTCACTAAAATAGATAACATT
TAAACAGCCAAAAATGGGTTGTGTATGTATGAAGGGTATTAATCTATTTCAATAAATATG
CC
>AU170891 ID   AU170891   standard; mRNA; EST; 624 BP.
AAAAAAAAAACAGAAATTCATGGTCTGTATTGATCGACAGCACCCCCCCCCCCCGCCCGC
CTGCAATCTCACGTGCATTTTTGTGATAATTGTGGCCGGAAAAGCAGGAAGTTGCGTCTG
TTTTTTTTTAAGAGATGAAATGAAAGTTAAATTAGAAAATTTAGAAACTGTTTGTTTGTT
GTTGTTTCAAGGCGTTTCGCAAGGACAACTCATCGTGCGCTGGGACACTGGCCCTTTAAG
CCAATGCATCATGGGAGATGTAGTGTGAAAACTGCCGAAAACTTGCAGAAAGACTCGCGT
CTCTGAGCTTCATTGTATTGTCCACTTGTTTCACGGTCTGACACCGGACTCTGTGGAAAG
CTACACCGCTAAAGAAGAGCTTTAGCTGGTATTTTTGTTAGAACTGAGCGACTTTATCAG
CAGAATTAAGAACAAGGAAGTGAAGACTTTAAGCACTTCTGATTGGTCAGACTGATGACA
TGTGATTAAGCCTTCAAGAATGATTGGTGGAGACAGTCAAAGGGACGGGACTTTTCCGCA
AACTGTCACAGCTGCAGGGAAATCGCGGTAACGTCATTCTTATCAAAATTTCTTTAATAG
AATTAAAAAAAAAAAAAAAAAAAA
>AU170896 ID   AU170896   standard; mRNA; EST; 546 BP.
AAGTTCCTATTTTTAATTAGGTGTCGACAAAAGAAACCGCTTATTAGATGTTGGAAGGCA
TTTGAAACCTTTATTTTTGTCACAAATTTATCTTCAAAAATGTACAATTTCTTTTCCATT
TTCTCTGCCTCTGAATTTTTTTAAATACTTTAAAAAATCAGTCTAGAAATGATCTAATAT
TGTTTACTTAATGGAAAGCATTCTGTTTATTGCTTCTTTTTCTCCAAAAAGATGAGCACA
TTTTAAAAATGGCTGTGTAGACCCTAGAACTGTTCAGTATTAGCAAGCTGGTTCTTGCTG
ACCCGATACAACTTTAAGATTATCCTTTAAAAAAAAAGCTCTTTCTAAATTCAGCTTTTC
TCTTTTCTATTTGTTGTATTAAACAACTAAAAAAACAACATTGTGTAAGATGATTCTCAC
CTTTTTCCTTATATTTCAGTCACTTTTTGTCTATTTTATGATTTCTTATTGTCTGTATTA
AATGTGTAATATATGGATATATACAAATATATGAAAATGAAAAAAAAAAAAAAAAAAAAA
AAAAAA
>AU170906 ID   AU170906   standard; mRNA; EST; 703 BP.
AAATTAGTTGTTGGCCTTACTCAGCCAATCATGGAGGTTCAAAAAATAAAACAAAAAACA
TTCCACCCCGTGCCCCTCCCTCCCAAAGTCATATTTTCTTTCAGGTTTTGGGGGAAAAAA
GGGAATATTATTTTCTATACCTACAGGATGTTGGCTACACAGTTGTAACTGCAAGTTTAT
TTTATTTCAGTATTGTTGATGAACATGCAAAAACAATTTGTAATGATAACCTAATAATGC
AGCAACAAACATGCAAGAGTTGTGTGTTGCTGTTGTTCAATTTTATAGGCAGTCTTGATG
ACAATGAGCAGAATAAAAGTTCAAATGACGCAGGAGATTGCCACAGAAAACATTTTTCCT
TGTTTTAACGGAAATGAAATTAATTTACTATATTTTTGTTAGTTTTATTTAAAAGCCAAG
ACCAGTTTATTTTTTATTTCCTATTTTTTGTGATTAAAACAAGCTTCTCGTGTTTGAGAA
GGATGAATCTTATAATTGCAGTATGTCTGAATGAAACTGAACCGAGGCATTATTCCATTT
CCACATGAGAACAATGCATTTCAATATGGATAAAAGGAAACTTTATCATTCAAGAGAACA
CAGTTTATATTTTAATTCCCACTGTACATACCTTTAGATGTCAGAATTTGAATAAACCAA
CTACCAGAGGCAGATTTCGAGACTCTTTTGGGAACTGGAAAAA
>AU170907 ID   AU170907   standard; mRNA; EST; 245 BP.
CTGAAGTGGGACCCGGTCCAGAGGGGGGGCAGAGTCAACTCTGACAATAAGAAGCCCATG
TGCTTTGAGGTGCTGGAGCAGATCCTGAGCATGAGGGTCGTCCACATTCTGAACATGACT
ACAGTTTTATGTCCACTCTTTCCAGCTCAGTCCAGACGAGAGTCTCCACAGCTTGCAGAA
GAGAATTGAAGGCGAGACCAAGATCGAGGTGGTCAACCAGGAGCTTCTGCATGAGACGGG
GGTGT
>AU170908 ID   AU170908   standard; mRNA; EST; 286 BP.
CGGGNATTTGAGTGTGACACCATCGTGACGGTGCGGCGTGGACTGTGGAGTGTCCGCAGC
GGAACAGCCGGCTGACGTCCGGTGCCATGGCGAAGCTGCAGGGCTTCGACTTCTGGAGGA
CGACGCTGAAGGGAGCTCGTTTCGTGGTGGCGCCCATGGTGGACCAAAGCGAGCTGGCGT
GGCGCCTGCTCAGCCGCAGACACGGGGCTCAGCTGTGTTACACCCCCATGTTTCACGCTC
AGGTGTTTGTCCGAAACGCCAACTACAGGAGGGAGAACCTGTACAG
>AU170915 ID   AU170915   standard; mRNA; EST; 328 BP.



GGGGAGACGGAGCGCCGGGCTGAGCAGTGCCACTCTCCCCCCACTGCCTCTCTGCTCACA
GCCCCTTCATCCAGCTCCACTGAAGAGTCCGACAGTTGTTTTTTCATCAGCGCAATACCC
TCCCTGAGAAGACAAGATGCTTCCCTTGATGTCAGAAGTTTGAGGAAGTTAGCCGTTCTA
TCAGCAGGAGTCTTCAGCTTCTGACCCAGTGAAGCAGGATCCAGAGGTGGGGGGCGGGCC
CTCCGGTGCAACCCACCACCGGGGATGGGGTGGCGGGACCCCATGGATACAATGCTATGC
AGGGGGCCCTCTGAAGAAGATAAAAAGA
>AU170918 ID   AU170918   standard; mRNA; EST; 655 BP.
GGNTTATGGTGAGACTGGCATTGATGCTTTCCAGCAGGAGGCTCGTGCTCGCCAGATTTG
CATTGCCACTTCTGCCAAGGTGAGCCGCTCTATGAGCCGCTGGAGCTACGAGAACGTGAT
CCGCTCCCTGCAACAGAAGTCCAATGCCAGGGTGGTCATCCTCTTCACTCGCAGTGAGGA
CGCGCGTGAGCTACTGGTGGCGGCAAACCGCATGAATGTCACGTTCACCTGGGTGGCCAG
TGATGGCTGGGGAGCACAGGAGAGCGTGGTGAGGGGAAGTGAAGCGGTTGCTGATGGAGC
ATTCACCATTGAACTGGCTTCCTATGAAATTCCCCAGTTTAATGAATACTTCACTGGTCT
GCATCCGTACAACAACAGCAGAAATCCCTGGTTCCGAGAGTTTTGGGAAAACCAGTTCCA
GTGCAGTCTCCATGACCTGGGCTGTGGAAAATTCTCGCTTCGTGACGTCCCATTTCAACC
AGAATCCAAGATCATGTTTGTTGTGAATGCGGTGTATGCAATGGCTGCTGCCCTACACAA
CATGAGGCAAGCCTTGTGCCCAAACTCCACCAAAGTGTGTGACGCTCTCAAGCCAGGGAA
TGGTCGAAAATTCTACCGGGACTACATTCTCAAAGTCAAGTTTGAAGCGCCCTTT
>AU170919 ID   AU170919   standard; mRNA; EST; 405 BP.
GGCTGAAGCAAAGAGGGGCCGAACCCCGGCGGCAGGGCTGCAGGAGTATCAGACGCGCAC
ACGTGAAGCCGAGCTGGAGCAGGAGATCAAACGGCTCAAACAGGACAACCGCACTCTGAA
GGAGTTTTAATGACGAGTTGAACGGACAGATTATCAACTTGAGCATCCAGGGAGCCAAAA
CCTTAATGTCGGCTTCATTTTCGGACTCTCTGGCAGCGGAGATTAACTCCGTCTCTCGCG
TGGAGCTGATGGAAACCGTTCACAAACAAGAAGAGATCAACTACAGACTGCAGGACTACA
TTGACAAAATCATCGTTGCCATCATGGAGTGCAACCCTTCCATCCTGGAGGTCAAATAAA
TGATATGCAGCCAAAGGGCCCTTTGCAATGATTCCACTGGCTGTT
>AU170923 ID   AU170923   standard; mRNA; EST; 631 BP.
TTTTTACGCTCTTCGTTGAGCACTTGTCTTAAACAGGTCTTNATNTNATGTGGAAGATCA
GGNATTATAGCCCTGAATCTGCCATAAAAAAAATAAAAAACCCAATCGTNTTCCACCCAA
CCCTTTTTTGTATTAATGGAACACCAAACCAAACCGTTTGCCTTACAATCGCAGCCGACT
ATACAGTAGATTCCTGAGAAACTTTGAATGTGTGTGATGACGTGCTTTTGTTTCACGACT
TTCTTGTTCCGTGCGTNACCGTNACCTAGCGCTCGGATCAAACTCGGATCGAGCTCGTCT
NTTGAGGCGAACAGGAACTCTGAATGTTGAGTATTGTAGGGTTTGTTTAACCGNTGCTGC
CTGACACATAGAGACGTAGTACTGTAACTGTAACTAGCTGTCCAGATGAAATGTGAGTTT
GTAGACTAATTTTTAGTGGTGTGTGTTAACGTCTGNCCTGGTAGNTACACAGNTGTCCCT
ACCCTNCCGTNCTACTCTTGACCTGTTCATAATGTTGTNGGTACTCATGTTTTGGATGTT
TGCACTGAGATCTTGGTGTTAGAAGATGTTTTTTGAAGCACGAGTTTTCTTACAGACATG
TTACTAATTTATTGTACAACACAAAAGTCAG
>AU170924 ID   AU170924   standard; mRNA; EST; 681 BP.
TTTTTTTTTTTGTCTGCATGCACATGGNAGAAGTGTGTGCGCGTGTGAATGCTGTTGTGT
GTGGCCGCCAAGGCAAACACGCAGGCAGATGAGAGGGAAAGAGACCAGCCTTTCAAACAA
GATTAAGGCTGTGGCTGCCTAAAGGCCTGCCTGATGACACTCTGCATAGACTGGGTGACA
TCTATGTTAACACCACGACAGCAGGCCCAGTCAGCTGCGCCTCCTCACAGACAGAGGAAG
TGTCTCTTTGAGTGACTGAAGATGGTCACATGTGTTTCAAATGGTTGAACAAGGCTACAG
CTAACAGATCTGCTCCTGCAAGAGCAGTGAGATACAACAAGGCTCGTCTAACCTCACATG
GTTCTTACAGGTGACAAGGTCTCTTACATTTGTAAGTCAATATATCAAAGCAGAAAGGGA
TGCAAGCCCGCAATCTCTTGGTCCACATTTGTGTTAAAGAACAAATCTGGAGGGCCTTGC
AACAGACTGGCAAACTGTTCAGGGTGTACCCCGCCTTTGTCCATCAGTAGCTGGGTTGGC
TCCACCAACCCCGAGACCCCATTAGGGATTTAGCTGGTTGACGATGGACCGTATCTGGAG
GATCACAACATAATTGCTAATCAACTTAGCTGGATGAGCTGACAATCAAATGAAGTGTAA
GTGACTGCAACATCATCACAG
>AU170927 ID   AU170927   standard; mRNA; EST; 644 BP.
CTCACAGNAAGTCTCTTGCAGGTATCTAACCGTCTTGATCCACCTCAGCTCTGTGGAGGA
TGGTGGTGAAAGCACCTTCCCTGTTGCTGATAACCGCACCTATGATGAAAAAGCATTGCT
CCAGGTATGAAGTTGATTTGACCGATACTCAGCAGACGTGTGGCAAAAGCAATCTGAAAG
TAAAACCCACTACTGGAACAGCTCTTCTCTGGTACAACCATCTCTCTGATGGTGAAGGTT
GGATGGGTGAATTGGATGAGTATTCCTTACATGGTGAGTGCCCAGTCAAGAAAGGAGTGA
AGTGGCTGGCTAACAGCTGGATAAATGTGGATCCAGATCACCAGCAGCAGGAAAGCTACC
AAAGACTTGTAGCTCAAAAGCATCGCACCAAATCTGGCTTGGAAGAATACTACCAGTCTG
TTTCACACAGTGACTTCCATCAAGATCTATAGCCAGACCTTTTAGTGTGTTTATTCACAG
GTTTTTAGCTAGTCAAGTTACGATCCTGGATTGGCTAAATGTCATATCAACAGAAACCCT
GTTACTCCTGTGCATGGAAACCCTTTTATGATTTCTCTTCCTCTTTTAAGCGCATGCAAA
TTCACGCATTGATACTGTATTTCTAATCTTACTCTCTGAGTGAA
>AU170928 ID   AU170928   standard; mRNA; EST; 690 BP.



CGACCAACAAAACTCCCACGTTGGACCCCCTCCTGGCCGGCCTGGTGTCAGCCTTCATCC
TCACAGCTGTCATCATCACATTGCTTCTCTTCTTCAAACTGCGGCGAAGAGACAGCCGGC
CAGAGTTTCGCAGGCTGCAGGACTTACCCATGGATGACATGATGGAAGACACCCCCCTGT
CCATGTACAGCTATTGATAGAGGCTCTTCAAACGGATGGGCAGCCAGATGTCCCCTCATG
GATCCAGAATCAAGTCACTGTTACTGCAGGACCTGGACTCTTCTACTTCTCTGCAATAAG
CAGAGGAAAGGATGGAAGCACGTGGCCGGATCCCTGCTACTCTGATTATTGACATAAACA
GTGGGAAGGGGACACAGTCAATGGACTCCCAAAAATAACGGATCCCCTTTGAAAAAGCCT
TTTTTTTTGGTATTGCATGTGTGTATGTGCACAATTGGTGGTAGAGTTCTGTGGATTTGA
CATCTAAATAAGGACACAATACCATCTGTTGTATCAAAGTAAAAAGACAGAGACTGGGCC
TGCCCTGACAGATTCCCACCTGCCGGCATAGATGTCCGCCCCCACCAATCAGAAGAAAAA
AAGTGACGAGATTATTTTTTTTTAAAAACAACAAAAAAAATTAAGTTCATAGTTTTTCAA
AAGTTGCACTTTACTTATCAGGAGTAAGGA
>AU170931 ID   AU170931   standard; mRNA; EST; 579 BP.
ATTTTTTCTCACTAGAAGCAGTGGATTCAGTCTCTTTACTCGTGCTCTGTTCTTTGCCCT
GGCTGACTCGTGCATTGTGCAGCTGCATAACATTAGCTCCAGTCATGGCTCGATTCCTAA
AACTCATATTTCTCTTCTCCCTGTAGCAATGCCATAGGAGACTGGCTGATTCCCTTCTCT
CAGTGTAGCCCTGTTTCAGCCTGAGGCAAGTTCCACCGTTTTCTGTCTTCTCATTTATTA
GCAGGGGCCCTCACAGCGTACATGCTGTTGGATGTTCTCGTCCCCAAACTTGCAGCAAGT
TTGGTGAAGGCCCTTGTTTGTTATGTTCCGTTTAGGGCATCCTGTCATTCAGATGTGTTA
GCTAGTTACATTTCAAACTACAAGCATATTTTTTTACAATTTGAACTTATTTGTGGAATC
AAAAGGCCCTTTTGAAAGCTTAAAGAAGTATCAGTTCAAGAGCTTAGTGGGGTAAAGGAT
TCTCACACTTACAATTAGTTATCAGAGCAGGTGCTTTATCCAGATCCACATAGTGTTGAG
GGGAAGGTGGGCTTAAGCATCTTTACTGTAAGCTGGATT
>AU170936 ID   AU170936   standard; mRNA; EST; 224 BP.
GAAATTACAGAACTGTAAAAAATTTTAGATTATGATATTTGGAAAAATTAGGGATTTGAT
ATTTTTTCTGACCTCGTTCCTTTAGAATCTTGTCTATTGAATCGGCGCATAATTAAACGG
GATGAAAGGAAATATTGAAATATACAATCACAGTCAGATTAACTAAAAACACGTTTGTTT
TTTTTTGCTGCTCTTTAACGTCGGCAGTATAGAAAGAGTGCTGA
>AU170939 ID   AU170939   standard; mRNA; EST; 670 BP.
TCTTCAGGCTGGGCCTCTACAGTCGTGGACTTCAGAGATGAGCTCCGTTGACCCCTTCAT
CTCTGCGCCCTTTCACCTCAAGGCCCAGCAAGAAAAGCCCTAGTCCCAATCCGATCGAAG
CAGCTCCTCTGAACTATGCAAACTGCATTGGACTCACTGCATGCTGTCACCAGTGCTGCT
GCTGCTGGACCGTAGGCCTGCATGGATGTCATCCGTACCTGGCTTGAAGTAGATCTAACG
GCGTTATTTATCCTTTTTCTGTCATTTTGCTGGTAGACATCAAAGTTAAACTGATGTGAT
GGACAAGCATTGGATGGTTTTCCTGCCTACCTCAGTTGTGTTTTATGAAAAAGTCTATAC
TGTAGATCGGCTGAAGATTAAGCACATTCTTCTCCACACATTTACGTTCCACGTAAACAA
TCCTCCAGTGGCACCTTATTCCCCTATTGGGATAGTTCTCAGACAAGAGAAAGATCACTC
GTTAGTTTTCTTTTTTTAAATCTCATTTTGTCAAACCAAGTAACATTTTTATCCACATCT
GAAATCCACAGCTGTGGTCACTTATGACAAACTCTTCAAATGACCACGAAAAATGCCTCC
TTCACCTCTCACCATTCAATACCTTTTTTTTCTCCATGTGATGTATGAATTTGTAAACGT
GTTTGGCAAA
>AU170941 ID   AU170941   standard; mRNA; EST; 700 BP.
GATCCACATATTATTACACAAAATGACCCACGATCCAATCAGAGCAACACAATGAGACAA
ATACACAAATCCCATAATTTGTTTACAATAAACACCAGGAAGACTTATAACGTCTGTTCT
GCTCTGAGGGACTCTCTATGCCTTTCAGTCTCTAATCTGTCCTTCTGTTGTGTCTGTCTG
CTTGAAGACTCTTCAATGTTCCTTACACTGCTTAGTCATCCCTATTGCTGAACTTCTATA
GCAAAAAACATAAAAAAATAAAAAATCTTCACTGAAGGACCTTAATATAGTTTTAAAAAT
ATATACCGGTAAACAAGATGATACACCCCCGTCCCCCTCTTTTTAGTGAAATAAAAAGGG
ACTGGATCACTGTCTCTGGGCAGGATGCACAACTCTAGCATATTTGCCCTGAGAGAAAGA
TGCTGAACCCCTCATTGCTCCTGGTGGTTACAGGTTTGAGCCAGAGCCAAACCTGTAGTA
TGCATGGGTCTTCTAAGAAGGTAGTAAAGTGCTGTATAAGTATACGCCATCTACATATTT
AATCATTTCGACGTGTCAGTACAACCCTGTGATTGATTAGCCACCTGTCCAGGGTTTTTC
TGGCCTTTGTCCAGCAGTGGCTGGGATAGGATCTAACAACGCCATGACCCCGCAAGTGAT
TAAGCAGGTTTAGTAAATGGATGTGTAAATGGACATGTTA
>AU170942 ID   AU170942   standard; mRNA; EST; 412 BP.
TTTTTTTTTTTTTTTTTGAGCTAAAAATTGCATACTCATAATTAAAAGACCACTCGGGAA
CTCTCAACAATGATCAGAAGATGATTGGAGTGGGACTTGTCATTCTGTTCTTTTTTTGTT
TTTGTTAACACTGCTGTAAATGTGTTTAGCAAACAAATGCATACAGGCTGACTGGGACAG
AATAGTGTGTACCTGCTCCTGTTTTTTTTTTTTTATGAGTTTCACAAATACTCATTCATA
TATTCATNTNTGGTGAATGCCTGTCTCCTCCTGGGAAGGTAGAAGGATCCTGCGGCCCTT
ACAGGGTCCACCCTTACACAGTAACACAAACCAGACTTTTTGGTAAATGTAACATACTAG
AAAAATTGAACCTGATGCTAACCGCCAATGAAATTATGACCTTTGATTGCTG
>AU170947 ID   AU170947   standard; mRNA; EST; 729 BP.
GGNTGCTGGGTGACCCTGCGCATCAGCTGGAAGATGCAGTCTGCCGTCCTGTGGACAACG



TTGCTCACAGTGGACCGTGGCATGTCGAAAGGCTCTGGTTACCACACCGTAAGATGTGCC
ACACACCAGCCGGAAAAGAAACACCAGGACCTCAGTCTCCTGTGCCCCCCCCCCGAAGCT
GCTCCACCAGATGCTCAATGGTCCTGCGGGTCAACCGATCTGCGGGTCTGCCGGTCTGGT
CTTGTGTCGGACTGACCGTCAGCGTGAAGGGCCACGACAGACACCTTTATGTTGGCGAAG
CAGTAGAGACGTGGAAGACCCTGTAAAATAGAAAAACAATTATTTCATTGAGAAAATTAA
ATCTGATTTTTTTGAATGTTTCATTTTATTCTGATGTCTTAAATTTTAGTTTATGACGTA
TTTATAAATGCTGGAAAATCTCGTGGGTTTTTTTGCCTGGGTTTTTGGATTTTTATATAA
ATATTTAAAACTTAAAGTATTTTTGTTTAAAACAAGTGATATGGTTTGACTCTGAATAAA
AAATACTAAACTTTGATCTNACAAGTGTTTAATGTAGTTAGACTATACAGTTCATAGTCC
ATTGTTGAAAAATAATGTTAAAAAGTTTTACCCAGCAGACTGTGTAACCTTGAGCACAAT
TAGTAAAAAAAATGCTTAAATTTGAACTAATAAAAAAACTTTAAGTTTAAAAAAAAAAAA
AAAAAAAAA
>AU170948 ID   AU170948   standard; mRNA; EST; 396 BP.
GATTTCCTTCGTCCTCGTTTCCATGGNACACCGTGAAGATCGCCTCTCGCCATCACGTCC
TTCAGAGCGCCGACGTTCTCCGTCTGAGGAGCCAAACAGACTTTCAGTCTCTTTCCTCCG
CCGACCAGCGGAACCAGCAACTCTGGAAACTAGGTCAGATCTGCCCTTCAGCCTGAAGCC
GGTTGTGTTTCACCTGACCCCCCCGGTCTGACCCCCCCAGACGGCGTCAGAGATGCTGTG
GTCTCCACGACTGTCGCTGTCCAACTTCCACGTGAAGCTGACGGCTAAAGGGCTTTTCCG
GAACCTTCAGCTGCTGCCGGGATGCCGGAAGAACACGGTGGTTTTCCACGCAGTGGACAG
AAACCAAGCGCGGGAAGCGCCCCGACCCCCCAACGG
>AU170950 ID   AU170950   standard; mRNA; EST; 586 BP.
CGGAGTGACGTGGTTATGGTGGAGACCGCCAATTACGGACGCACCGATGATAAGATATGT
GATGCAGACCCCTTCCAGATGGAAAACACACAGTGTTATCTTCCTGATGCACTTAAGATC
ATGTCCCAAAGATGCAACAACAGGACTCAGTGTGTGGTGGTCGCAGGGGTCGACGTCTTC
CCAGATCCTTGCCCTGGCACATACAAGTACCTGGAGATCCAGTATGAGTGTGTACCTTAC
AAAGTGGACCAAAAAGTCTTCGTGTGTCCCGGTTCCCTGTTCACCATCCAACCGGCCTCC
TCAGTTCTGGATGCAGAGCATCAGTCGGGGGCCTGGTGCAAAGACCCCCTGCAGGCTGGT
GACAGGCTGTATGTAATGCCATGGACACCCTATAGGACAGAAGTGCTGTATGAGTACGCG
TCTTGGGACGACTACAAGCAAAACAGAGTCACCACAACCTATAAGCTGCCCAGCCGTGTG
GACGGCACCGGCTTTGTGGTGTACGATGGTGCCGTATTTTACAACAAGGAGCGAACGCGC
AACCTTGTCAAGTATGACCTCCGTACGCGCATAAAGAGCGGTGAGG
>AU170957 ID   AU170957   standard; mRNA; EST; 351 BP.
GANACTTGCAGAAACAAATTGCTTTTTAATTAATAGATTTTTGATTAAAATGAACATTTG
TTACAACAATGAGGCAGAATAACTGTAAAAGAGGCTTCAATCAAAGTTTAACAGGCTTTT
TTATAGAGACGGGTGAACAGAGTTTAGTTTCAAGTTTTCAACTTACTCTAAGATGGTGCA
GACAGAGCAGCATAAGCTGCAGCAGTTGGAGCACTGTCGGACACAGGATGAACACGCCAG
TCGATCACACTGAGAACACGGCGTCCTGGGTCCCTGGCTCTTCTGACACACACAGCAGTC
TGTGGGGCCCACTGGGTTACCTGGACAAGTCACAAATATGAGCCTTTAGCA
>AU170964 ID   AU170964   standard; mRNA; EST; 643 BP.
GCGGNCCGTTTTTTTTTTTTTTTTTTCAGAATTTGTGTTTTTTTATTGTATGGGAGACAG
CCAAAGCTTTAGAAATCATGGGAAGAAACAAAAACCTAATGGAAAAAGTAACAAGCAACA
GCAAACGTTGGCCAAGACAGCAAATATCACTACAACAATGTACAGCATTGAAGTACCAAT
AAATACATCCCATTGACAAATGTTCCTTCCTTTTCAGCCCAATTACACCTGTCTGTTTCA
CCTTTACCCCTTGACGCGGCGAGCAAACCGTGGCCGTCGACCCGTGTGACAGCAACTAGA
ACACACTTGTTATGAGACTGAGGAGATGGGGTTGTGAGGAGAACCCATCTGGGTGAGAAC
CTTATCCAGCCATTGCAACGGCCCATGCAGGTGCACTTCAATCCAGCAGGGGGTGCTGGT
CACATCCTGACGGTGGTATTCAGCCCCCCATCCCTTGACGAAGCTCATGCGGATGGTGCA
CATCTTGGTGAGCTCGTACACCACCTCGAAGCCGTGGTTGACCGACTGGGCGAGGAGCTG
GGCAAACAGCTGGTTGTTGAAGATCTTGAGGCTGCATCCGCTGGGGATCTTGCACACTGT
GGTGGGGTGGAAGCCATGCTGGAAATTGCAGTTGCGGCTTTGG
>AU170966 ID   AU170966   standard; mRNA; EST; 484 BP.
CTCGCTCGGAGCGGAAGCGAGTTTCCCAAAAATAACGAACCTTTTCAGGAGAAACCAGTC
TTTCCGAAAAATGGGATAAAAACTGCGCGACGAAGCCGGTGCTTATTTATTCAGACGTTG
AAATAAATTTAGAGTGAAATGGAGGCCGAGGCGTACAAGAGCGACGTTCACTCTGCAGAC
GCCGCGAGGTTTTGGCCGGTGATGCCCAAACACGGAGATCTGAATCAGAGGAGCAGAGAA
GCTGAAGGCTGGAAGCTGGTCAACGTTTGTCTTTTAGGGGGCGCGCCATGGGGGTTCACC
CTCAGAGGAGGACTGGAGCATCAGGAGCCGCTTGTCATAACCAAGGTGGAGGAGGGCAGC
AAAGCGGCAGCCGTGAGTCTTCAAGTGGGAGACGAGCTCGTCAACATAAACCAGATTCCC
CTGAGCGGCTACCGGCAGGAGGCCATCTGCCTGGTGAAGGGCTCCCACAAGACCCTGACT
CTGG
>AU170967 ID   AU170967   standard; mRNA; EST; 635 BP.
TTTTTTTTTTTTCAAATTAGTCGTATTTAATAGACATTATTCAACACATAAGCTGTACAG
CAGACATGTTTTACAATTGCACTGAAAAGTCATCAAGTTAAAAAAGATGATATAATTAGA
AGAAGCAGAACAGTTTAGATGATTTTTAGACATAAAGGAAAATGACAATAAAAGTCTAAA



ATTGGAATACAACAGAAAACAACAACAAAAACATTGATGTCAGCTTCAAAGAATGTACCA
AACTAATTTCATAAATTGCAAAATGAAAACATTAATGTTGCTTTTTCTGATGTTCTTCTG
CGCTCCAACTATTTTTTAAAAAGCACAATTTCAATGAACTCCTCATCCATCCATCCATCC
ACAGATTACAGCTCACTGAATATTATGTGTCACAAAAACAAAACTGATTGTTGGAAAGAC
GCTTCAACAAAAGTAAGTGTGAAAAATCAAAAGTGATTTTAGTTTTAGGGAAAACATTTC
AAATGATTTGAACAGAAAAGATCAATCAAACAAAGAATTCTGGGTAAAAACAGTTTGTTA
ATCTGAATTATTAAAGGAAACATTCAATATTTCATGCCAGAACAGTAAAAAGCACATGCT
TCTGCATTCTTTTGTTCTTTTGCCAGGTTTTAAAG
>AU170971 ID   AU170971   standard; mRNA; EST; 670 BP.
TTTTTTTTGTTTTTTTCAGAAAACAAGTTTCATCATTTTCAAGATAATTGTGTTTGACCC
AAAGACCACTGCTTGTTGTAATCCTCAGAGGGCCATTCACCAAAATTAAACATCTGGCTT
TGTTATTACTTGTTTTAGACAACCAAAAACTAAGACTGCCTTCGACAGTACTTAATAAAA
TAAAAAACATAAAGTCTCCATCTCTGCAATTTTACTTTCTGCTTTTCTGCACATTTGCAC
AAGGTAAAAGAAATACTGAAACAAAGGATATTTAAGATATTTTATTTCAGTACATTTGAA
TTTTTGGCATAGTTTTCTTTTAAAAAAGAAAATCTTTGATGTGTTTTTCTTCTAGTTTTG
ACCTGATTTAAAAAGAACTTTGTGATTCTTTTGGGGAAAAAATGCTATAGAAATAAACTT
TTACTACTAAACAGTGCTTTTGATCACCCTACAATTCAAAGCACAAGCATCTTAACAAAT
GAATCATTTCTTGTCTTTGGCCCTGTATTTGTTAATTTAAACATCAATTCATACCAGAGC
CTTAAATCAGACTTCCAAGGATGAAGCAGGGCGGTGAGAGTATCATGGTTTGGGAAAATG
ACTACATCAGAGGCAGCTGGACTTTATAAAACAGATGATAAATCAACAAGTCTCTGCGTC
AGACAGACTG
>AU170973 ID   AU170973   standard; mRNA; EST; 577 BP.
GTTTTTTTTTTTTTTTTTTCATTCACCTTTCCCACGTCTGCATTGTCGCCTGCGGACGCA
GCCCCCACTGAAATCTTATCACCGTGTTCAAGCTCATCTCTAAAGACAAAATCCTTTGAT
TCAGCCACAGGATCAGAAACTGGAGAGGAATCGAAATCTAAGGCTCCTCCTTCTGCTGGA
TCACTGCTGTGAGGAGGTCCACAGTTGTCAGACCGCCTCTCACCACGACTGCTGTCGTTT
CTGTCATCGCGGCGTTTATTTTTCAGGCTGAAGCCTTGAGTTTTGGAGCAAGTAACCAGC
TCCCCGCTGTTGCTCCTTTTCGGAATTTTCAGGCTGCCCTTAAAAACATCTTGCTGTTCT
TTGTTCCTTTTCCTGGAATTTTTACAAGCCGGTTTAACAACTTCCCTCCTCTGTGCAGCA
GGCGGCTCGGCATTCTTGGTTTCTTCCAGTGCAAATGGCCGTTCTTCAGCTTCTGTCACC
TTTTGTCCTTGAAAGTCAGGTGTCTTTAGGCTGCCATCGGTTTCTTCGAAGTAGTTTTCA
AAACTTAAGGAGAAATCCACCACAGAGGGAAAACCTG
>AU170975 ID   AU170975   standard; mRNA; EST; 658 BP.
CGAGCGGCCGCGGNCCGTTTTTTTTTTTTTTTTTTCTTGGTTTATATTTTATTATTGAAG
ACTTCACCAAGAGACTTTCTATGTTCTGAAATACAGCTGGTTTAGATGCTCCTGAAGCAG
ACATTTAAGACAAAATTCTCAGATTTTAGCCCAACACGATGCAAAAAAGCAAGTGCGCAA
CAATAATAACAATAATAATAATCATCATAATAATCCATTTTATTTAAAAGCCAAGAACCC
AAGGACACTGTGCAAAACAAAGGTCAAAAATAATTGTCAATGTCAAGAATTCTCAGTCTT
TTAGCAGTATTATGAATCCATGATTTTAAAAAGGCTGGAAGTTTTTATTTTGGGAAATGC
TAACCACTAGAAAAAAGTAGTACACGTAAGGTTTATTAAATTAAAACTGATTCTTGAGAG
TTGGCACAGAACAAGGGTTAATGTGGATAAAGATTTGTGCTGTTCAACCATGTAAAGGTG
CAGGAAGGATGTTGTAAAATAAGTATACTTAAGTATATGAGTATACAAGTATTCTTAAAC
ATACTACTTATGGATAGTGAATGTTAAGTTTACTGCTATTCTTTAAATTCATAAGAAAAT
AATCTGTGGTGGGGTCAGAAAAGGCCCGGCGCCAGGGGGCGTGCCGCCATCCATGAAT
>AU170980 ID   AU170980   standard; mRNA; EST; 543 BP.
CCCGGGCAAACCGTTTAAGCTCCAGGTATTTTTAATTTAAACATATTCTATAAAGTTACC
AGAAGACATGGCGCCATGTGATAGGCAGCTTCCATTTACTGTTTCCTAAAATCACAATGC
TGTTTTTAGTTGTTGTAGACTTAAAATGACAGACCCAGGAGTGGAGCCCCAACAGTGACA
GACCTCAGCCATGACCAGAACCTGACCTCTGAACTCAGACCAGGTTTAGCCAACGCCACA
CAGCTGCAGGCCCGTTTACCAGATGGGATGGGGTACTGGGGTTTCCAGACTGACCATTCA
CAACCAACTCCACCGCTTTGACAGGAAGGATGGACGACCGCTGCAGGTGACCTCGCCGTG
AACATATGCAGTGGACACAAGACCACGTGACCTGAACCCCCTAGAGCAGGGCTGGGACCA
AGAGACCTGAACCCCCAAGAGCAGGGCTGGGACCAAGAGACCTGAACCCCCTAGAGCAGG
GCTGGGACCAAGAGACCTGAACCCCCAAGAGCAGGTCTGGGACCAAGAGACCTGAACCCC
CAA
>AU170981 ID   AU170981   standard; mRNA; EST; 268 BP.
CCTCACTCAGNAATTGCCTTTTCATTGTTGGCCACAAATACAAGTCCAACCCCTGCAGAC
CCTCCAATTTTTCAGTTGACTTCAAGAACTGCCTCATCTAAGAAGCAGCTTTGTGGCAGA
TCCAGCTTTAGGCTGCGTTTTGAGAACTAAAGTAAAGCAGACAAAAACAAAACCTCTGCA
GCCACATACTTTTCGCGCTGTTGCTTTGAATGAAATACTGTCTTAACCCTTCACCTTTAT
CCCTCATAGCAAAAAAAAAAAAAAAAAA
>AU170985 ID   AU170985   standard; mRNA; EST; 700 BP.
GTTTATATTAAAACTGCAAATAATGTAAAGGGAGTAAAATCTACTAAAACTAAAGAAAAT
TAGAAAAAACAAGAAAAGGAAATAAAAATAAATTGAAGATGGGTTTAAAAAGAGACACCA



ATTAGTTCAGGTTTGGGGTAGCAATCGTTTAAGAAGGAGATGACAATTCTGTTTGAAGCT
GAAGGACATTTGCATATGGACAGCTTTGCTGATTGTTTTTTTTTCTTTTTTTTTTCTTTT
TAAATAATGAGTATTTGCTGCCAAATGAGCCACAAATGAAGACTTGGCGGCCTGCTGGAG
CCCCCGAGCGATGACAGTCATGTGACTCTCAGTGGCAGCTGCACTGTGAGAAACTCTGGC
ATTCAGAATGACGATGGCTGATTTCACTACTTTAAGCTGCAAAGTGATTGTTTTGTTTTG
TTTTCATTTGGACAGTAGATGCAGGGTCTCATCCTTTCCTGGCCATGTGTGGATGTAAGA
CGAGTCATTTGTTACAAGCTGAAAGTTGTCACATGTCATGGCTTCACTGTGATCTAAGGC
TTTCAGTGTGAGCCAAAGATGCTTTATTTGAAAGGGCGGAGTGAAAAGCTCTGAGGTTTC
AAAGAAAAATAGGTCAGAAGGTTGACCTCTTGTTCTGCACACACGCCTCAGGTGACATTC
TCCAAATTCATCCTGTTCATCTCCTTCCATCCCTGATAAA
>AU170991 ID   AU170991   standard; mRNA; EST; 565 BP.
GTTTTTTTTTTTTTTTTTTGTTTTGGTGAGAAGGTTCCTCCTCTGGACGTCGGTCACAAG
TCCTCATCTCAGGAGGAAACACCGGAGCTTCTTCTTCTAATTCCTGCAGTCCTCATCCTC
TTTACGGTCTTCTTAAAGAATCCAGACTGACAAGAAAAGGTTCATCATGGAGTCTGCAGG
ACAACAGAAGAACCTGCAGCCTCCTGCTCAGCTTTCCTTTTTCTACAGACGGATCTCCAC
ACCACCGTCTCCATGACAGCACAATGAAAGGAGCTCCTGAGAGAACCAGAACCAAGCGGT
TTTATGATGAGCAGGTGACCCGCCAGCGTTCCTCAGAACCTTTCAAGTCCAGACGAAGTT
CTTCTCTCTCCAGCTGCAGAGGTCCTGCATTTTTCCCAAAGAGGCTGTGGAACCTCTATC
TATGTGGAACCAGCTGTTGGAGCAGAACTTTGGAACCTCACTGACGACCTTGGAGGGGTC
ATCAGTTCTTCCTCCTCCTCGTCCTCAGTACTCTAGCTTAAGTAAACCACTCAGATGTTT
CTGTTTACCTGGGGGGTGAGCCGGG
>AU170998 ID   AU170998   standard; mRNA; EST; 710 BP.
CTCATCCAGNGTCAAAAGTTTTTTCCTCATTTGTTTTCTACATTTTTTTTGCAAACACAT
TAATTAATTTGTTCTAGTTAGACAAACCATTCAGAAGGAGCTTTTGTTTTGTAGCAGTAA
CAATTGTTTTGAATTTATTAAAGTCAAAAATAAGTGCAGATATATTTATTTTTACCATCT
GCAATGTTTGTTCAGTTTTAGTTGTTTTTCTACATCTTTATAAATATATATATATATATA
TAAATAGGGAAGTGACGTTTCCTTACTTTTTCCTCACAGAATGACAACAGATAAAAGGAT
TTGAAGGATCACCTGAATTGTTATATCCTTCAGAAACTTAGTACCTCTTACCTTTTCTCC
CTGGAACTCATGCTAACCATTTCCTCCAAGTTTTCCTTAAAGCCTATGCAACTACAAAGA
AGATTAAAAAAAAGATAGTTCACTTTAAAAAAACAATGCCTCTTTTCCCTTTTTTTTTCC
TCTCCTGTTCAGGGAACACTATTTACTGTTCAAGTATAATAGAATGTAAAAATATATAAG
AATATATAGACTATATTTAAAAATTCTTTGGAAAAGTCCAAACACGCAGGAATCAAAGAT
TTTTACACTTGAAAGGACAGAACTTTGCAGTGAGAGGCTGTTAGGAATTAGAGGGACTCC
GGTGCCTGAGGGGGAACCCATGGCCTTGTGACCTTTAAGTCAAGGTCGAT
>AU170999 ID   AU170999   standard; mRNA; EST; 210 BP.
TCTCCCTGCTCTCACAGGTGACTTCTCAGAGTCCAGCCGGGGGGAGGAATCCAAGGGTTC
ATGGCGCTTTCAGACCGTCTGCCACCTGTGAGCGCCTGCGGAGTGCTGCCGCGCACACAC
TCACGCAAAAATGAATGCACTCTCAATCCTGAAGCTCAAGTGATTTACATGTACATAATG
TGCACAAACAAAAAACAAAACAAAACTGTG
>AU171006 ID   AU171006   standard; mRNA; EST; 683 BP.
GANATTCAAGTCCGAGTATAAAGGCTCAGCTTTGCAGCAAATTGAGAAAAATGTGGAAGA
GGACTATGTCACAAATGTTAGAAATAACTGCTGGAAGGAGAGGCAGACAAAAACCGAACT
GCTATATGCTGCTAAAGTATACAGGGATGACCGAATGCGGAAGAAGGCAGAACTCATGTC
TATGGACAACTGCAAAGAGGTGGACAGACTAAATAACCTATTCAGAGGTGGATGAGATGA
CAACTTTTGGGATATGTATATATGCTGTATATGACTAGATGTTGATGTTATATTTCTTTT
TTTTTTCTAAAGAAGAGCAAAAATTTAAATTATTAACTCAGCTTCACAGTTGAAAAAGCC
CCTCTCTTGCCGACTTCTTCCTAACTCCAGCCTGGCTGTAGACATTGCATCACCTTGAAC
TAATCTACTCACTGTTGACACTTCCAGATTTATTTTCTATTATACTTTTTTTTTAACTTT
GTCTTTCTCCTGGGAACATGGCAGAAGAGAACCTTGATTGTAAAGGCATGTGTTTTTAGT
CGTAAGCACTAAAGTGGCATTCTGTACAAGCAATATACTGTCAGAAAACAACCTAAGTGC
AACAGCTTTTTGCAAAGAATGCTTATCAAATCCACCTCCTGTATGTAGAAGGAAGAATAA
AAGTTTGTTTCTTTTTTTTTCCC
>AU171007 ID   AU171007   standard; mRNA; EST; 656 BP.
CGGNCCGTTTTTTTTTTTTTTTTTTGAGATTAGAAAGAAAGAGAACCAAACTCGATGCAA
CATTTCAGATTATCTCTGCACATCTACTATAGTGATGTTGTGACCATGTTTTCTGGCTGC
TGAAACTGATGTAATTATACACACAATGAAATCCCAAAGACTGATTTTGCCATTGCCGAG
GCTCCAGACCTTTGACAGTGATTTAAGCTGAACTACATCAAAAAAGTTGGTTTTGTGTTT
CCCTTTGGCATCCCTTTTCCAGGTGTTTTGTTTGTCCTGTGTGTCTTTTAATGTTTGTAT
CTTGACTTTAGCCCACTGTAGAAGCATCAAAGCAGTTTCTTTCACATTCATACCAGTCTC
AAAATAACCACTGTCACGCAAACTGAGTGGGAAGTCCTACTGCTGTAGGCACACGCAGAC
ATCTCAGCATTCGTGCTTACCCTTCTGTTATTTTGGAGCCATTGTTTGATACGGGCGCTG
CGTTTGCTTCGCCTCTTTGAAGTGTCCTGAGGATAGAAGTGAAAGAGGCCGTCTCCAAAG
GGGAGCTGCGTGATGAGCGACAGTGAGAGAAAAAAAAATGCATCAGGAGTGAGGAGACAA
ATACAGTGTAACACAGAAGCAGCAATTGTAGGACATCAATCCAAATACAATGAACC



>AU171009 ID   AU171009   standard; mRNA; EST; 649 BP.
GTTTTTTTTTTTTTTTTTTCAGTTGAACCCCAATTCAAAATTCATTTCTGCATTTGAATC
GTTTCATTTTCAGTAACATCTACTACATCGTTTTGTCACTTTCAAGTTATTTGAGTGACA
ATAGGGTTTCCTTCATCAGCTACGTTGACACTGGACTGTCAGGTACGAGGGGTGGTGATG
GACCCACACGGTTCCAAGGTAAGGCGTTTCTTAACATAACAGGGAAGCGCTGCTGAGCAG
GGAAACCACACAGACCTAAGTGTAGGCTAACCAGGAAAACAGGAAGAAGACGTACGGACC
AGCACAGAGGAAGGCAGAGACAGACAGATGTACAAACAGGACTGACGAGACACAGGTGAG
AACGATCAGGGGAGATTGGGACCAGGAGAGTCAAACTAGAAAACAAAGACAAGCAGGAAA
CCTTCAAAATAAAACAGGAAGCAGAACTCTAACCATGACATGAACTGTTTGCACAGACTC
CTCCCTCCAAAGGTGGAAACTCTAAAAGCGTCCCTTACCAGTGACAGTCAGGACCATGCC
AGCAACCTGGTAGCCTATAGGGTTGCGGGCAGTACACTCGTAGCGTCCAGCATCTGCCGT
GCCCGCGTCCCTCACCTCCAGGAAGCCCTCAGGACTGATGTGGAACTTT
>AU171010 ID   AU171010   standard; mRNA; EST; 540 BP.
GCCACCTTAAAACTAGACAAAAAGGGTCTGTATGAGAGCGTGGAGCTAGGTACCATTACA
TCACAGACCCAGACATGTCCTTTAGAGACGGGACAGGATATGATGAGAGGGGATGTCCAA
GCACAGCCTTCACGTTCGCTGTTTCCTTTGGGACTGTTAACTATTCTGTTTGTGTGAGGA
TTTCCTTGGGTACTCTATTTAAGCCCAAAGTAACTGAGTAAAATAATTATTAAACTATAG
CACATAAAGAAAATATCTGACAGTAAGACAGTAAATGTGCTTTTCTGAATTATTCTTTAT
TTGGATTGTTGGGAATCTGGTGAAGGCAGACAAGTGCAGGTGGAAAAAGCTTGTAGCTAT
GATGGTCGGGCCACAAACTCCCTGTTCTGCTCCATTCTCAATGATCCACTTGCAGACAGG
TGGATCCATGCACGTCTTTGTTTTCCTCATCTAAGCTGGAATCTGGCTGAGGGCCGTACT
GCTGGATGGCTCCAATGGTGCTCGCCATTTTTTGTTGCCCGGTAATGTTGGGAGGGACTG
>AU171012 ID   AU171012   standard; mRNA; EST; 589 BP.
TTTTATTCCATGACAATCCAATGATGTACAGTCAACATCAGCATCCTCATTTTCAAAAGA
CGTTAAAATTGAAATATTCCAGTAAAAAAAGTAGTATCTTACAGCCAAATGCATGGTACC
AGTGAGAAAGCAGGACTGAAATCATATTCATTTGTCATCTTATGGACCATTGATAAAACA
CAATACATAAACACTATTTACAGTCAGTAAACACAGGTGGACAAACATGGTAATTTTCTG
AATGATTCAGTAAATAGAATATATTTATATATTAAGGTTTTTTTTTCTTCACAAAATAGT
AATGCAACCTATATATATTTATATATATCACAGAAAAAGGCTATACCCCCACACTTTGCT
CCGACCTCGCCTTCGGTTTTGCAAAATTTCGTAAAATGAAATCTTTTGCTCGGGCAGTTT
ATGGTAAACGGCGGGCTCTTTGGTTGTGCTGGGCTTAACGTACTGATAACAGTTAACTGT
TTGAGTAGGATTGCCGCAATCAAAGAAACTTCAAAAGTTCACAGGAAACTGGGTGTGTTT
GTAACAAACGACTAATTTCCCTTCTCTAAAGCAGGCTGGTCGCTAACCT
>AU171013 ID   AU171013   standard; mRNA; EST; 715 BP.
CTTTTGTCTCGACTCGTCTCCGTGAGNATGATGTGACTGAAGAGCTGCAGAAGGAGAGAT
TTCTGAACTTCTTTTCAAACTTCAGCTGGAAAGACAAACCTGCTTTGACTGACTGCAAGA
AAAGGTAATGAGGACTCGTAGATTTTAGCACCCAGTGGTCAGATTTTTAAAGCCTTTAAT
GTTTTTCTAAGTCTAAACTGTTAAGGGACTTTAACTTTCCTAATTGAGAAAGCTGCTGGT
GAAATGAAAAAAACTGAAATAACACAGAAAATGATTGCTTAAGTTCCAGAGAAAACCAAA
CAAAAGGAATAAAGGGGCCACCTTAAAGGGTCATTGCTGCATGTTTACGAGAAAGTGTGA
AGTTAGGTGACGAAGCAGCGAAGGGGTTCTTGTGAAAGACAGATGGTCACTCAGTGGAGT
TGTTCCCCCACACCATCTCCTCCTGGCTTCTGCATCCTTCCCCCTGTCACCTATCCAAAA
AACTACATCATCAGTTTGTTTCCTCACTGGTCCATCTTCCTCTGTCTTTTCGAGCCTAAA
CTCAGATCTGTCTTCTCTTCTTCTGCCAGCTCTGATTTGACACCCGTCTCATCTTTTTTG
TGCTGAGGGTTCAGCCATGCACCTCGGGTCAGACATCCTGATCCTGCTGAGTGTGCTGCT
GCTGTGGGGAACTCTGGGATCCGGAGAACAGAATGACACAGAACCCATCATACTC
>AU171016 ID   AU171016   standard; mRNA; EST; 668 BP.
AAAATCCTATATTTTAAATCTTATATAGAAAAAAAAAAACGATTTATTCAAATCATTTGT
AGCAATTTATAAAGGGTTCCTGTTTTGTGCTGTAAAGATGCACAGAGCTCCCTGAGGTTT
TTACCTTAAAAAGGAAAAATGTGTTTGCTGGACAACAGCAACCATCAGATTAGTGTGTCA
TTGTAGAGTGGGAGTGCAGATGTTAATGAGAGGCCTATGTTGATACTGTAGCAGCTACAT
AGAAAATACATCAAATCTCCTTAAAGGGATTCTTATATTTTTATCAAAATTGTTTTGGAT
CATCATTAATATTACTTTTCTTTTAATTACATCATCTGATTCATGGTTTCAGTGGCATTT
CCCCCAATTCAACCATATCTGTTGTGAGCACATGTGTGTGCCAAAAAATATATCTATAAG
CTAAAAGCTTCGACAAACTGGCAGAACTCCTGATGTTTTGCTTCATTCCAGGTGATAGTT
TGATTCAAGCGTTATTGCCTGGATGACTGAGTTCAACTGACACTCGTGTTTTACCACAGC
AGCTCAGATCAGTTGTGCTTGTGTTCAGCCTCCTGTGCTTTTTTGTTCTGTTTTTTGATG
CCTTCATGTTTCATCCCGGTGGACTGGATATCCAACCTGGAGCTGATGGTCTGACTAAAT
TAAAAATG
>AU171017 ID   AU171017   standard; mRNA; EST; 701 BP.
TTTTTTTTTGTGTCTCAGAGCATTTAATCTTTCAGCACCCGTCAGCTCCTCTTCAAAACA
GAGCGAGACATTCCCAACATTCCCCTGCATGTCATTCATTCAATCATTTCAGGCTCTTCA
CTCACATGGTACATCTGCACTCTCATTAGATTTGGCTTGATTAGTACTCCACCAATTATT
CATTAATTTAACAAATTTATGTCCACATAAAAGGTTTTCACTGATTACAGGAGTAATGAC



ATATAGCCCCCCCCCCTGTTTTGATGAAAGTCCTCTAATGTTTCTGTGACGGCAAGGCTC
CACCCGTCATCATCATCAGGACCAAAACTCTAAAAACCAGGCTGTGTTTTTACAAAAACA
CGGTTCTGGCTCGACTGATCGACCAATCAGAGAGTTGAAGGGAGGGGGGTTAAAAATGGT
GCAATGATTACCGTAAAAAAGAATCACAATAGTTTTTGACTGCATGAACGAAAACAAAGA
GTAACACTTGATATGGCAGCTCCAATAATACTAGTGTGTTGCTATGCTAGCAAAATGAAA
TCTGTTTGGAGTGTGTGTTGCCATAGCAACCAGAAATAAACTGTGTACGGATTTCTGCAC
GTGGGATTTTCCCAAACAGTAAAAGGTAAACAATGTAACAGTAAACAATGATAAAAACCC
CTACCTTAATAACTCACGTTAATAGTTTTTTTTTTTTTAAA
>AU171023 ID   AU171023   standard; mRNA; EST; 498 BP.
CTGCGTTCCACGACATAGACAGTGACACATCTTTAACCAGCCTCAGTGACTGCTTCATGT
CCACAGAAAGTCAACTCCATGCAGGCCCGTGTGGGAAACCCCATCGACCGCCTCTACTCC
ATGCAGAACTCTTACTTTGCGTCATGAAAGGAGCTGAGCGATAGGCATCGGCACAGAAAA
CAATGATAAAAACTGTCCATCTCAAGCTGAAGCGCCATGGCTAAGAGTTTCTACAACACT
GTGGACCGGACCGAACCTTGCAGCAGCTCCTGGTTCTGAGGGGAAACTAGTACAAAAATA
GTAAAACCACTTGTTGTAGGAAAGTGATGAATCAGTGGGAGGATTGGTAGAGATTACTTG
TTAGGTTTGCTTATGTCTCACAGGAGATATAACTTTTTCTGTTGTTCACTTAGAGAAAAC
AAATAGAAACCACTGATTACACAAACCAAATAACACAGTGAGTTTTATACAGTGCATGAT
CGACTGTAAACCCTTTTG
>AU171024 ID   AU171024   standard; mRNA; EST; 383 BP.
TTTTTTTTTACTTTTCTAACTTCCTGGAAAGTTATGTACGCTGTGTGTGTACTGGGTCTA
ATGCTGCTTTCACACTGGGCTTCTTGGGCAAAACAAATAACTTTCTATCCTTGTTTGGAG
AAAAAAATACAATGGAGGAAATAAGCATTTGTTCCCTTGCTGATTTTGCTGGCTCTCCCA
CCCAAAAAGAAATTGACCCTCTGCCATGTTAAGGTGATTTGAACGGTGAGAGACAGAAAA
TCACAAAGAAAATCAAGACATCAACTTTAAAGAATTAATATACATTTAATTGCATTTCAT
TGAGGGAAATATGTATTTGTTCCCCTACTAAGAGTTCAGGTTCACACAGACCAGTAAGAC
TCTCCTCATCAACCTGTCTCCTG
>AU171027 ID   AU171027   standard; mRNA; EST; 713 BP.
AGNAGNAGATGCGGACAAGCCTGAGAGGGAGTCTGGTGATAGTTTGATGCGGGTAGAAGC
TGCGGAGCATCGGGAAAGCATCACCTTATTTTTAGTGTATGGCCCGGATCTGATGAAAAA
ACAAATCCGTTGAATTCTCATAGAGGACGGACTCGCCAGACAAGGCGGTACTGGTGTTAC
CGTAGAACAGCCATGATCCTGAACGCCTCAGAGCTGGGCTGGGATGAGTCTTCCGGTATG
GACCCTGTCTTCCCCCTGGAACAGCTGGAGAGCTCCTCTTCCCCTAAGGTCCCGCCTCTC
AATATTTGGGGCGTGGCTCTTTGTGTTTNTGGAACTGTCATCACCGCTGAGAACGCCATC
GTCATTACCACTATCTTGGCCACGCCATCTCTTCGGGCTCCCGTGTTCCTGCTGCTTGCG
AGCCTCGGGCTTGCTGACCTTCTGGCAGGTGTGGCGCTGATCCTACACTTCCTGTTCCAG
TTCTGTGTGGAGCCCAGGGATTGGTCGCAGCTGNTGACGTCAGGGTTGCTGGTGACATCA
CTGACCGCCTCACTTTGTAGCCTCATGGGAGTTGCCCTCGACAGATACCTGTCCTTGAGT
CATGCCCTCACCTACGGCTCGGGGACAGTCACGCCGCAGAGCTGCCACCTTGCTGCTGCT
GGTCTGGTTGGGGTGCATGTGTCATCCGGAGCTGGACCCAGCGATGGGGATGG
>AU171028 ID   AU171028   standard; mRNA; EST; 698 BP.
TTTGGTTCCCGCCCGTCTCTTTCTATCCTCTTCAGCTGTTGTTGAGGTCTACAGTTCCTT
GCTGCTCCTATCAGTTTGAGCGGATGTTTGACTCTTGTCGTATCCCTGGATCACTAACAG
ATACTGTGCAGCATTGGAAGGACAGTGACTACGTCGCCGTTTACCACAAAGGGCGCTACT
TTCGCCTTAGAGTGTACCAGGCAGGCCGACTCTTGTCGCCAAGGGAAATTGAATTCCAAA
TTCAGAGGATTCTCGATGACCCTGCACCTCCATCCAAAGGAGAGGCCAAACTTGGCGCTT
TAACCGCTGCAGACAGGGTGTCATGGGCTGAAGCCAGAGTGAAGTATTTCAGCAGTGGGA
TCAACAAACGCTCCCTGGATGTCATCGAGAGAGCCGCCTTCTTCGTGACCCTGGATGATG
AGGAACAAGGCACGATGAGAGACGATCAACCAGCTAGTTTAGATAACTATGCCAAGTCCT
TGTTACATGGGAAATGCTATGACAGGTGGTTTGACAAATCTTTTTCAGTGATTTACTACA
AGAACGGGAAAAGTGGCATCAATGGAGAGCACTCATGGGCTGATGCACCAAGTGGTGGCG
CATGTGTGGGAGTACGTTTTGGCCACAGACAGCTTCCAGCTGGGCTACAACGAAGAGGGT
CACTGCAAAGGAGAAGTAGACGCATCGTTGCCTCAACC
>AU171030 ID   AU171030   standard; mRNA; EST; 716 BP.
TTTTTTTAGAGGGAAATGCGGGCTGTTTGAATGTGACACTGCGAGGGTGTGAGAGTTAGG
CTGGCAGTTGGTTTCATTCATGCAGAGACGGTTGTGTTTTTGGGGATAAACGCAACTGTC
TCGATCTGCCTGAATTTGGACCTTCAATAATCTCATTAAGCACTTTTCTGTGGTTATCGT
CACGCTAAACCCACCAGCTTGTCATTGAAGTTTGTCAGGAGTTAATGGGAGTGTCAAATA
TAAATTTTAATTAATTTAATTTTTATTTATTGATTTAAAAATGTTAAACTAAAGGAAAAT
CGAGAAATTATTCTTTTTTTCATTTATTTAATGTCCAGTTAAGCATTAATATTATAAAAA
TAAATAAAATTAAAAAAATACTTCAGAATCCAACTGATTAATTACAACAAAATTATCTTT
GAGCGATACATTTTCATGAAAGATTCTGTAACTACACACACACACACATACCTTTTATAC
GCCTAAAATATATACAAACATTAGTACATAATTTGTATGTTAATATTTGTATCATTGTGA
ATTTCTTGTATTTTTTTTATCTTAGTGCATTTTTTTCTTCTTAGTCCATAAACAAATTAC
AATTTTTTAATTTATTTTAAATTGTTACTGCAAATGAGACATTGTCTATAATGGAAAGAG



AGAAAAAATAATACCTTTCTTTTTAGAATCATAAAGATGAGAACTCTAAATAATGG
>AU171031 ID   AU171031   standard; mRNA; EST; 245 BP.
CTTTGTCGCTCAGGGGAGAGGGGAGGATGAAATGACAGACAGAAAAAGTCTGTACAGCCT
AAACTGCGTGGACTGGCTCCTGCTCCCTTCTGTCACAGATGCTATGGTGGAGGAAGTGTC
CAAAGCGGCACAGGGCCGCTTCAAAGGAAACCCTTCCTTTGTGTATGAGCACAAGTTCAG
TGTGACTGAGGAGAAGAGGCTGGCTGTGACAGTGCACCACATCGATGAAGAAGCATCTGT
GGTTC
>AU171038 ID   AU171038   standard; mRNA; EST; 723 BP.
TTTTTTTTACTTTTTCATAAAAAAAGTTTATTACTGTAGATGTGTAGACATGTCTTGTGC
ACAAACAGTTGATGTGTACAGAAATATTATATATACACTTCATTATTAGATTAGGTCAAA
TGTCAGTGCATTTGTTGGACATAATTAACATTTAAAATCTCTGACTTATAACCATTAACG
GTACAAATTCATATCATTCCATTGATAACCAACAATAACAAAAAAAAAATACACATAAAA
AAAAGAAAACTTACAAAAAAGATCATCTTTTTGAGTACACTTTATCGCAAAACAATTGAC
TGATCAAATATATCAAGTCCCTTATTTTTAACACCTGACTGTTCAGTACTTTAGACATTT
ATAAGGGCGACTGCAGAAGTAGACTGGGGTAAGCTAACAATAAGATCAATTCATTTGTGC
GCTTCTTTATACTTTGCATTGTTTTACTGTACAGCATATAAACAAAGCACTACAAAATGA
AAAAGCATGGATACCCTTGTTACAAGGGAAATACTAATACTTTACAAGTCTTCTAAAATG
GCCAAATGTCCTGCAATGGCTTTAACAATACATGAAGAGGGTAAAAAAAAATCCCTCTTG
AGGCTTCATGAGTCAAGCAGCATAAATTGCACTACATTGCATGTTGTAGACTAGTTAGCA
TTAAGAACAACTGGACTATTTATTTTCATACTCATATGGCTGTGCCAATTGGGATTTTTA
GGA
>AU171040 ID   AU171040   standard; mRNA; EST; 745 BP.
GCTCTGCAAACACAAATCCTCTCCAGCCTCATTCGCATCCACGATCTGCAATCTGAGGAA
AGCTTCCAACCAACGTCTCCTTGTACTAGCTTGAAAGGAAAAAGGATGTCGAGCGTTGGG
CTTGAATTTGGGCCAGAGGTTGTCAGGAGCTGTAAGCCCATCCATATCTCCAACATCCAA
GCTGGGTATGGGACAGGGATTAATTGCTAGTGGATGGGAGCTGATTCTGCTTGACTGGCT
GTGTTCTTCTTGGGAATTATGAGCCATGCTGAGGTGGTCGTTCTGCAAAGGACCTCTTTT
CATCTTCTTTTCATGTTCATTTGAAGAGATGAAAAAGAGGATGGTGTGTCAGTGGAGGAT
GGCAGAGTCCAGGGGTTTTACTCCACTATATCCCTCATTTATATTCTATAGATTCAAGGG
ATCAGCCTGCAGTCCCATCCTGACTCATCAGAATCTCAAGCAGGGCTCTCTTTCACTTGC
CCCCACCCTCACCACCACCACTTGGGGAGTGTTTCAGTCATGTACACTATACAGTACAAC
AGATATGATCTTTAATTAAGACGTCCTTTCAGCCCCCTCCAGAGGTTGATTAGAATCTTA
AACAGCCCCAGTTATCCAGACTCCAGAGGTGACCCTTACTCCAATGGCGAGATGATGGAA
GGTTCAGGAGGTCATAAAGAGCTGCATTTTGTCCTTGTTGATTAAGAGAAAGCCCATGAA
AAAAAAAAGGAGCTGTGGTTTTTTT
>AU171043 ID   AU171043   standard; mRNA; EST; 751 BP.
CTGACCAGCCTGCGACAAAGACACGCGGCCACCGTCCTCGTCTGCTCGCTGGACGCCAGC
TACTTCATCGTCAGCAACCGCATGGCGGTGGAGAAACACGGCCAATCCGACCTGGCCGCA
ATGCAGAACAGGAAGCGTTTGGCTGAGCGTGTGAACAGTCTGCAGAGATTGTTCGAGCGG
GTGTGTCTCATCGTGGAGAAGGATCGAACCAAAGCAGGAGAGGCCTCACGACCTTTCCAG
CGCACACATTACTACGACCGCACACTAGCGGCGCTGGTGCGATCCGGGATTCGCCTGCTG
TGGAGTGACGGTGCGGAGGAGACTGCTGCTTTGTTGGTGGACCTGGCCAAGCTTGAACAC
AGGAAAGGTCACGGCATCACCGTGCCTCTGGAGGTCAAAGGGCAGCACAGGGAGCAGGCC
CTGCAGCTGTACTCAAGCCTGCCTTCAGTCAACTACGCTCAAGCTCTTAACCTCAGCCAC
AACTTCAGGTCCATCGCGCAGCTAGTGAACAGCTCAGTGGAGTCCATACAGAAAGGAGGC
TGCATGAGTGGAACCAGAGCAGAGGAGATATTCCGCTTCCTCCGTTACTCCTGTGACTCA
TCTCTCATCAAGACATCCAAAGCAGGAAAGAACAGCTGACAGCCTGGAGGAAACCTTCAA
ATCAAGCTTCCTCTTCTGTTTTCTACCTCATTTGACCCACTTATTGTGTTTGCTTTGCTC
TCCAGGAACCATCTCAATCACTACTTTACTG
>AU171054 ID   AU171054   standard; mRNA; EST; 751 BP.
TGNAANAAGCACCAGCAGNAGGGCGACGAGGNAGACAAAGATGGAAAGCATTGATGATGG
CAGCACCGCTCTGCTCTTTTCAGGAAAAAAGAAGAAGCGTCTGTGCAGGNAAGCTGAGCC
TGAGGACAAGACAGTAGATTTCATGGGAAAAAGGAGAAGATGAGGAAGATGATGAACAGC
ATGCATAGCAGAAAGAAGCTGAAGTTAGTGCTGCATTCTTCATGCTTTAAACTAACTAGA
AAATGTTGTTGAAACAAATCCTTACCCCCCAAAACGAAATATGTTGGTGTAGCCTCCTTT
CTGCCCTGCAGCAGTCCTGATCTGCAAGGAAAAGATTGTTTTTTTACGATTCGTCTTTCT
TATAGCTTGTTTGAGCGAATATTTCGCCCTCGCCATAAACTCAAAAACTCACCAAAATAT
GCATACACGGACTTTTGGGTCTGCTGAATGACCCTTCCCCACAAATGACAACATCACAGC
GGGAGAAACCATCAAAGAATTAAAGGGGCTGAAATCTATTATGGGGATCAAAAATAAAAT
GTCAAAATACATGAAACCAAAACACAGGTGTCATCCAAAAGATGTTTTGAGAATTATGGG
ATGGCCACACAACATACGGCTTAGCGGTCATTTTATGGCAAAGTGGGATTTTCCAATTTA
CCCACATTATGGGAATATAAAACTTGTTTTCTGAGTGATCTTAACTAAATTTCACGCACA
CTGCACCGGCTTAGGTATACAACCCAAGTTT
>AU171056 ID   AU171056   standard; mRNA; EST; 631 BP.



TTTTTTTTTTTTTTTTCTGCTCCTCAGAGCGCAGTCTGTTCTGGTGTCGGTTCTGTTCTG
GACCGTCACGGCGACGGGACGAAGTCCTCTTAAAGGAAACGTGCAGCTGGAGGATCCCCC
TCCCCCGTACTTCCAGAGAACGCCGTGCGCGATCAGGACTCTGCTTTCTGCTGGAAGTCC
TCAGTGGGAGACTCCGTTTCCCTGATAACCACGGCTTTTGTCACCAACATGTCCGGATGC
TGCTGCTTGGCCTCTTGGATCGCCATGGCGAGCGCCTGATGCTGGTCCACGTCATCGTCC
CCTGTGATTATGATCCTTTTCTCAATCCTGGTCTCAGAGTAGCCTCCTTTCACCGTCTTG
GTGACTTGTGTTGTGGTTGCTGAAGTGACGGCCTCCGCCGTGATGGTCAGTGGGGACACG
ACGGACTCTCTCTCCTGAGTGCCGGCTTTTACAGGGGAGCCGTTTTCCTTAAGGGCAGCT
GGAGCCAGTGGTGGGCTCATGACTCCACAGTTCTGCGGTGAAACATCGATGCTGGCGGGA
TGAACTTCGGATCCGTTCGTGTGCGTCTCTGTCCTGGAGTCGGATCTCCGTATCTTGTGG
GCCGCGCTCACGGCGTTGGAGTCCTTCTTTG
>AU171061 ID   AU171061   standard; mRNA; EST; 604 BP.
AAATTCTNATCATAATATATTTAATATATTGCAGTGCTATTTCTGCAAAGCCCTTTCCAG
TGTTGAAGGGNAAAGTCGAACCTTTTTCATGATGAGTTTTACAGTTTCTAGAAATGCTTT
GCAAAGTAAAAGTTAAGCTTAATTGAGTTTCACTAAAAAAAGTTGTGGTTCCTTTTTGAC
TGAATCTCATCTTCTTTTGTCTTAAGGGCAAAAAATCTTCATGTCCTCTCAGTGCCAATA
GCAACTCTTGAAAGAATATCTGCGAATATTGACCCTTTAAATGACAAAGATGTTATCCTG
GAGCTGCATACAGTGGTGGCAGGTTCATCATGCACCTCTGATGCGCTTCACTCACAGCTG
GGCTTTATTTGCATCACCGAGGAGCATTTTTTTCCTGTTGCGTCGTTTTTCTCGTGAAGC
CAAAAGTCCACGGCTTTATGCTGCCTTTGTGTCATTTTGGGATACGAAGACCTTGACAAC
CTTTCAGCCGCGTGGTGCTATCTAGAATTGGGTGTTAGCAGCCTTTCACACCGACATACT
ACTTACTGCCTGAAGTGCGTCACTCATGGCTGCNAAGAACTCCACCAAGCCGCCGCCTCC
TTCT
>AU171063 ID   AU171063   standard; mRNA; EST; 481 BP.
AAAAGNAAGTGAAGCGTTTGTCTCGTGCAGGTTTCTTTATGTCACTTATGTCAAATAGTT
CAAGTTTCCAAAAACAAGTGTAAATGTTCATAATTCAGCTAAATCTAGCTTGAAATGCAC
TATTTGAGATTCATATTTATATAAAAAAATGTGATGCATTGACTGAGAAACTGGATAAGA
CAGAGCTACCATGTTTTTGAGAAATTTGCCATCATCGTCCCTCAAGAAACACCCGTAGTT
GTCACACGTACCCTCATGAGTTTATTATAAATGTTTATTTTCTTTCTTGACCTTTTTTAA
ACATGCAGCTTGTGCAGCATAGTCTGTGTTTTAGCATTTTGAGGTGAGCCCTTCATACTT
AAAATCCAGCACAGTCTTACATTTTATACAAAGTTTGCAAGTAGATGCATTGCAACTGTT
GATCGTTGATGTAGGGATGTATTTATATGAAATTCGTTTAATCAAAAAAAAAAAAAAAAA
A
>AU171067 ID   AU171067   standard; mRNA; EST; 723 BP.
CTCCGCTGCGTCTTCCTGCCCGAGTCGACCACATCTGATCCTTTACCACATCCTCTCACA
TCTTCTAACCCTGAGAAACTGAGCTGCAGTCTGCTTCTTTCCAGATTGTGTCAGCGGTGC
AGTACTGCCACCAGAAGCACATCGTTCACCGTGACCTCAAGGCGGAGAACCTCCTCCTCG
ACGCAGACATGAACATAAAGATCGCAGATTTTGGCTTCAGCAACGAGTTCACCCTGGGCA
ACAAGCTGGACACGTTCTGCGGCTCGCCGCCGTACGCCGCGCCGGAGCTGTTCCAGGGCA
AAAAGTACGACGGGCCGGAGGTGGACGTGTGGAGTCTGGGGGTCATCCTTTACACGCTGG
TCAGCGGCTCGCTGCCCTTCGATGGACAGAACCTGAAGGAGCTGCGGGAGCGCGTCCTCA
GAGGGAAGTACCGCATTCCCTTCTACATGTCCACCGACTGCGAGAACCTCCTCAAACGCT
TCCTGGTCCTCAACCCGGCCAAACGGGGTACTCTCGAGGTGAGGGAGGACGCCGAGAACC
AAATCATGAAGGATCGATGGATCAACGCCGGGTTTGAGGAGGACGAGCTGAAGCCGTACA
CGGAGCCGGAGCTGGACATCACAGACCAGAAGAGAATAGGTGGGAAAGATTCAGAAAGCT
GCACGGCTGAAACGAACAGGCCTTCTGCCGTCCACGATGTGCAACTCTGCAGCTTTTGCC
CTG
>AU171069 ID   AU171069   standard; mRNA; EST; 228 BP.
GGTTTCAGGTGTGACCAAAGGTCAGGTGTAGCAGACTGGTGAGAGCAGCCAGAGAGAGGA
GGAGGAGGAGGAGGAGATGAAGATGCTGAGGTCATTTCTGGAACCAGGATCATAGATGTT
CTGGTTTATGAAAGCAGGGATGATGATGATGATGATGATGATGATGATGAAAGGATGCAG
AGGCTGGAGACACCAGGAAAGAGGAGGTTCATGGATGAAGGAGGACAT
>AU171070 ID   AU171070   standard; mRNA; EST; 631 BP.
AACAAGCATTTTCAAAAACTGGGTCTTTCATGTTCCCTTTGATAGAAACCCAGACAACAC
CAAGTAACGATCCATAGACGGTGAATCAAACAGTTCCTATGTTAAGGTTCCTGCGTTCAG
TTTGTTTGAGAACATGCTGGTATGACTAAAGAACCAGTGTTGTGCTGTCTGGACCCTCAG
ATCGCAGGAGAAAAGCAGGAGCGATGGAGATTCGAGGAATAGAATAAATAATGACACAGT
ATGTTGCAAAGACAGACAGACACACTCATCGCTGACTAAAAAGAACCTGAGAATGCAGAA
AAATCAAAAGGAGCTTCAGACATGTTTCCTGCAGGAATGAACAAGAACTAAGAATTCTAG
GACAACTGGAGGTGGGAAGAAGGATGGAAAGCCCAGCCTGGTTTTTTGAAGCACAGGGCA
AAGATGTCCTATTGCCGTCGAGCCTAAGAGGGGCAGTTTTTTTGGTGGGGGGGACCTAGA
GCCCGTCGTGGGTGTTTAACATTTCTTCAGCTCTGCGGTGGGACTCCAAGGCTTTTGTGG
TGTAAATATCCTGAGGCAACTCAGACTTGCGCCGCACCATCGCCCGCTCTTTCCGCTGCT
CATGCTGCGGCTGTGGGTTTGATTTACCGAG



>AU171076 ID   AU171076   standard; mRNA; EST; 608 BP.
CCGGCCACCGCGGTGGCTCCTTGGCCGTGTGATTCGCCTCCTTGTCGGGGCTCTCCGCGT
CAGCGCATGGGCTCCAACACAGCTACGGCGGTGAGCCGCTGCCGCCCGTTTTCTTGAACA
CGGAAACGAACCCGCAACTTCATGTCCGAAGGCGCCAGAGCTGGCTGGTCGAAGAGGGGT
TGTGGGGATTCGCACCGCCGAGAACCAGGGAAACACAAACACAGGAAATGCGAGCGACCC
CTTAGTGCTCAGCTGTCACAGCCTGTGATCGCTCGCTCGGGCTCCAAAAGGTGTGTGATG
TCGGGGGCGGATGTGGAGGTGTACCTGTCCCAGGTGCACGACGGCAGCGTGTCGTCGGGC
TTCCGGGCGCTCTACGAGGAGCGCCTGCTGCTGGACGTCACGCTGCTGATAGAGGAGCAC
CACTTCCAGGCCCACAAGGCGCTCCTGGCGACTCAGAGTGACTACTTCCGGGTCATGTTC
ACTGCAGACATGAGGGAGAGGGACCAGGACAAGATCCACATGAAGGGGCTGACGGCCGCC
GGCTTCGGCCACATCCTGCGCTTCATGTACTACGGCTCGCTGGAGCTCAGCATGCCCACC
GTGCAGGA
>AU171077 ID   AU171077   standard; mRNA; EST; 247 BP.
GAAATAACAAATGCAAACACACAAAAGAGTCACGTAACAAAACTCACATGTTGAGCTTCT
GCCTGGTATTTTACTGACTGTATTTCACAACACCACCTCCGCCTCTGGGTGAATTCTACA
TTCAGCTGCAAGACTGATNAGTGGCTGCCTGGGCCTGTGCTGTCATACGACGGCGGNGAA
TCAACCCAACTTTTGATTGCGATGGAAATACCCTGAGCATGTCCTACTCCTCTGAATGTT
ACGCAGC
>AU171080 ID   AU171080   standard; mRNA; EST; 690 BP.
TTTTTTTTTTTTTTGTGTGTATATAAAGTTTTATTGTGCTGAAAATTTTATATAAATGGG
GATAACTGGCTATGAAGTATACATTACATTGCATAGCTTGTAGTGGCATGTGATGTGAGA
CGCAAAAATGACAAAATTCATCGGTGCTACAAAAACAAAAGATGGCGTTGTTTCAGTTCA
GCTGACATTTATACAATCAAAACGTTACCGATCCCTCAAGTGGTTTCAACTCATCATCGG
TTTAACTTAATAAATATATGAAAATAGTTATGATCAAAACTAACAGCACAATGGTAAAAG
AAGCATTTAGAAATACTGATTGAAACAGTGTCAGAAGAGTTAAACATACCCATTTAAAGG
AAAATTATATTTTATCACTCACAAGATAACATTATATCAAGTGGATCAAATTTGATTTTC
TACACAGGTGATTGGTAAGCAGATCTTGTATCCCTATTGTTAATCTAAACACATAAGTCA
CTGAAGTGGTGCACAACACTAGTGACTGATAAAGCCTAAAAGAACACAATTTGAGAAAAC
CTGCTGGATGTGAATAAAGACGTATTCAACAAAAAAGCTGATTATGAAGGACATTTTCCC
CCCACATAGTCAACAATAAGATTGTGTTACAATACACTCACTTTTCTTTCAATGTTATAA
TAACCTTCGAGAAAGGTTGAAACAATACCT
>AU171088 ID   AU171088   standard; mRNA; EST; 744 BP.
CTTCATCTTCAGCTTCCTCTGATTTGACTTCCACCTCCTCTTCTTCATCTCCCCCTTCCT
TTTCTTCAGCCACCTCTGCCTCCTCCTCCTCTTCACCACCTGTCTCATCTTTAGCTTCTC
CTTCTACCCCCTCTTCCTCTTCTTTCTCCTTATCTTCCTCCTCTTTCTCCTCTTCTTCTT
CCTCCTTGACCTCTTCCTCCTCTTCCTCTTCTTCAGGTGGGCTGGCCTCTGCTTGCAGGG
CATGGCTGGCAGAGATGATTCCCTCAGTGGTGCTGGAGCTGAGGAGACGTGAGGTCATCA
GGTAGGAGGTGCCGGAGCTCAGGCTGGACAGGAGGGGCCGGCCGAAGGAGGGAGCTGCGA
AGCCGTGGCCGTACAGGGATGGACCCCCGACGGCCATTCCCACGTTGAAGCGGGACTCTT
CGCCTTCCAGAAGCTTCCTGTACGCAGCAATCTCAATGTCCAGAGCCATTTTGACGTTCA
GAAGGTCCTGGTACTCCTTCAGGTAGCGAGCCATTTCCTGTTTGGTGCCTCTCAGTTCAC
CTTCCAGCTCTGCAATGGTGTTCTGCATAGCAGCAATCTCAGCACTCTGCCTCTCTTCTA
TCTCGTGCAGCTGCTTCTCCAGGGGACTCGTTGAGGCCTCTGCATGCGTCGATCTCCAGG
ATGCGGGTCTGCAGCTGGCGCCGGTACTCTCCTGCTTTATCTTTGGAGCTCCTCATGGCG
TTGCTGTGCTGGGCGACGGTTTCC
>AU171094 ID   AU171094   standard; mRNA; EST; 599 BP.
CGACTGCTAATGTTCCAGAGGAGCAACACCAAAGGGCAGCATTTTTGTGAAGTGGATGTT
TGGTCCCATGTTGTGCCACAGCCCCCCCCCTCCCCCCCTTCAAAGTGCAGTTCCAACATA
AAGCCTCTTTTCCTTGTCTGGAAGGAAACCTGCAACCTTTTGCCTTAAACTAGCAGCAGT
TATTGGTAACAACAAACCTTTATTACTGCGGCATTAGTAGATCAATCAAATAACCACATT
AGATAAAAAGTTTCTCTTTGATATTTAGTGGCTTTTTTTCCATAAATCTCAACTAGAAGG
ACAATATTTGGGGAAAAGGGTGAACTAAAGGGCTGGCCGGGCTTTTATACTCCCTTCTAT
GATTTTGTTGTGGCTTTCTTGACATCCTTTTCTGATGTAAGCAGTGATAGATGTACTGAG
GTAGGGCTGTATTTGATGTGGATCAGCGCTATACTTTGCAAACTGAGAAGAAGATGGGAT
GAAATAATATTGAAAAAGCTTTTTATGAGGTTTTTTTTTTTTAATCACCAAACCAGAATG
TTGTTCAGTGAAAGGGAGCAGCTTGTGCTCTGGAACAAGAACACCAGACTTTAGCTCCG
>AU171095 ID   AU171095   standard; mRNA; EST; 708 BP.
TTGNAGTCCATGCCTCGGGGGNAGAATGAAATCAAGTAGAGTGGGATTTATTTATAAGTC
GCAGCTAAAGCTGCACCTGGCAATCCTGTCAAACTAAACTCCAACGGCCAGGNAGNAAAT
AACTCAAATCTTGGAACTTTCTGCAGGAAAAAAAATCCATTTAGGTGCTGTCAGCTAGNA
TGGATCACATGAGGTGATGAAGTGACATAAATCTATCTATCTATCTATCTATCTATCTAT
CTATCTATCTAAGGCAATTTAATTTCTTTTCTTATTCATTTAAATGAAATTAATGTTTAC
CAAATGCTTTTTTGCATAAGGTATAAAAACTCAAATCTTGAACTTTTTAGTTGGTAAAGT
ATCTGTTTAGATGAATCACAAATAATTCTTCAGTAAATATTGTTTATTAGGCTCCAATTT



AGATTCAACTCCCTTTCTTGACACTTTTTTTAGAGGATAGACAATTTCATAAAAGCAGAA
ATAAAGCAAAAGAAAGAAATCATGTGAGTNTAGTTGAGGCTCAACTTAACTATTAAAAAA
ACTGCTTAGCAGAAGTGCAACCAATGGTTTGTATTAATTATTTGTTGTTATTTCATTTTA
AACTGAGAATTCAACAGATGAAAAGACGTTACTCTCTCAATAAAACTTTTTGCAGAACTA
AAACCTCAAATGGTAACCACCTATAAAGCTGTATTGACAATTACAAAA
>AU171097 ID   AU171097   standard; mRNA; EST; 681 BP.
AAAGACACGACTGTGCCGGCCCCTGGGATTCCCTTTCTTCAGTCCACTCTGCCCTGCAGG
AAGTGAGCCTGGACCCCCTCCTGAATCCATCGCTGTCATCCAGTTCAGTCTCAGCCCCAG
ATTCCTTTCTAAAGCTCCCTCTAGAGGCCACAGTGTGCATGGCAGACAAAGCTCCACCGC
TGACAGACCGCAGCTCCAGAGGGGCTACAGGTGGCAGGTCCACCGAGCAGAAATCCACAA
TCCGGATGCGAGGTACCCTTCAGAGGTCTGGAGAGACAGACTGTGGATGTGGTGACAAAC
ATGGAGCTTTACCTTCTAAGAATGTTGGAAGATCATTGGAGAGAAGAGAAAGGCAGAGGG
AGACTTGCTCCCCCTGCTGTGAAATAAAGAACCTACAAACACAGACATCAAGCACCGCTT
GGCCCTGGAATCACTCTCCGAGTGTGAATTTGAACGGAGGGTCTCTTAGCAGTGGAGATA
AACACGTCAACCTCCAGGAGAGGCTCCAGTCCAGAGGACTGATCTCCAGGGAAGACGAGA
AGGCTGGAGGCCACAGTGCGATCTGCTGCCCTTCTAAAACGATGGAAGATCCAGCAGCGG
CGAGCGCAGCTGCCTCCTCAGAGCTCTGGGAACATGCCTGGGTGTGACAAACTGCCTGGA
ACCCTTAGGTCCTGGACCTCC
>AU171105 ID   AU171105   standard; mRNA; EST; 689 BP.
GAGTGACGACAGCTGGTGGTGATTAGGAGTGGAGAAGCTGGAGGGGAGGGGAGGAGACTG
AACCGAGCACCATGACACCATCACTGCTGTCCTAACCTTTAAAAAGCCACATTATGCAGT
ACTTTTTTGCTACATTATGTTTACAGCAGCACTAATTTTTACAGTGTTTCAGAAAACTCA
TTTTTATCGTCATCAATAAATGTTTGCCCCTATCCCATCCTTCACTGATTTTTGTGATGT
ACAGCCTCATCAAGGCCAGTTATGTAAATTACATCAAACTTCTGAATTCATGCTGGTTGA
TCCTGTAAATTGAGGGGGGGGGGGGGACTTTTTTAGGTCATATTTAAAAACATGGAAAAT
TACAATCTTGACCTTTAATTTTTCATACAATTTATGGTAGGTTTACGTAGTTAACCTAGT
TTTTCATTCATAAGTTGTGAAATTNAGAGTTTCAAATGCAATATCTGCATTTGGAATGGT
CATGGATGCTGGTTTAAAAACACATTCATGCCCAATCCAATTCTGTCCCTGAAAGCCCTN
CTTTACACATCCTTGCAAGAATGACATACCATAATTACATCAGAGTTATGTAACTCTTAT
GTAGATTTAACTTTCGCAACCTAAGATGCTTTTCTGTTTAGTTTTTGTGATATCACAGGT
GAGATTTGACTTGTTGACATCAAAATGCA
>AU171113 ID   AU171113   standard; mRNA; EST; 698 BP.
CTAAAATTGTGGTCTTTTTCTCCAACTGATTTTCTGTGGGCACAAGACAATCGCAGACCA
GGTCTTATTGCTGGTTTGCTGACAAAAACGTATTGGTCTGGTTTAAAGAATAAAGCTTTC
ACCTTCCAACCTTCAAACGGCCCTAGGTGCTAGACTTTGTCCACCTCACTGAAAAGCTTT
TGTGAATTGTTCGATGTGCATCGATCTTTTTGTCGGCGTCTCGTAACATTACATTTGAAG
ATGTTTTTGACTCAAAGATTTCAGTTGGCTCCAGTAATTATTTTTGGCAGTGTCTTAACG
TAGTTCTGATCAAACACGAGATAGATTTTTGAATGTCTTGAAATGCAGGTGTTTCCTTTG
TGTTACAAATGTTTCTTTAGTGGGTTTGGTTTTCCTNGCATGTTAAAGCAGAGCAGTGGC
TCCCGTTTGACCCGAGACCGCTTCCAGACGTTTGCAGATCCGACGGCGTCTCTGCTGTTT
ACCAACTTGAATCGATATGAGCTTNACACTGGAACGGTGCAGCGGATCACCTACCAACTC
ATGGTGTCTGAGATAATGAAGCACATGTCACACCTTTAGGGTATGGACTCTTTCATTCAT
GTGTGAGGATTCTTTTAAAGGTAACCTACTTTGCAAAAGAGCACATGTGACAACTTTTCA
CGTTTGTTCTCGCATAAATCACTGGGTGGGGTAGAAGG
>AU171121 ID   AU171121   standard; mRNA; EST; 324 BP.
ATCAACCACAAANACATCTGCTGGGATGCCAGCGCATCCAACCTGCTCAAACCGGCGCTG
GCGCGCGGCGAGCTGAAAACCATCGCCGCCACCACCTGGAGCGAGTACAAAAAATACTTC
GAAAAAGATGCCGCCCTGTCGCGCCGCTTCCAGTTGGTGAAGGTCAGCGAACCCAACGCT
GCCGAAGCCACCATTATTCTGCGCGGTCTGTCGGCGGTCTATGAACAGTCTCACGGCGTG
CTGATTGATGATGACGCCTTGCAGGCCGCTGCGACATTAAGCGAGCGTTATCTCTCCGGG
CGTCAGTTACCGGACAAAGCGATT
>AU171123 ID   AU171123   standard; mRNA; EST; 604 BP.
CTACGGTGTAGGCCCATCCCTACTTCCCATCATCCACCAGTATACACTTGCTCCTATTAG
CTTACAGCCTCTCACACGCCCAACCTAACATTGCCAGTGAAAACAAAAATGGCGAGCAAT
ATTGATTTTTTTCCAGCCGTACAGACGTCTGCAAGTGGATTGATCAGAGCAGGGAGCTGG
GGGCCCATCCAGAATATCTTCCAAATCCCACATAGGCTCTTTTTGAATGAATGAATGAAA
AATTTATTAATCCGAACAAGGAGAAACTCAGTTCCAGTACATCTCGATGAAGGTCAGACA
AACAGCAACACAGGACACACATCTCGAGAGGTTACTGAGGTTTTTTTTTTTTTTTTTTTT
TTTAAAACACATTGTGTCCCCCTTTAATTCACCAAAATTTGAATAAAGCTAAACTCAGGT
ATGCTATTTAAGCTTGATATGTCCATCATCAGAAAAAGGCATGTTAAAAACACCAAAAAT
GCAATTTTCATTATCTTTAATGGTCATCTTTCATTCATCTGTAATGGTCCTGCACTTTAA
AAGATCAATAATATTTAGTTGCAAGATCTTCTGTATGTTAAGGGTCTGTATGTAGCTCGG
CGCT
>AU171142 ID   AU171142   standard; mRNA; EST; 707 BP.



GCTCGTGGCTCGGNAAATGCAATGTTAAGCTTAATTTTCTTTATATATTTGTCCTCCATA
CTTAGAAAAATGGCACAAGAATGTGTCAAAAACACGATTTGCATGGGACCTGAATGTTTT
CAATACCTGTTTGCCTATGGAAAGTTTTATTCTCCAACATGCTTCTGTTAGAGCTCCATT
CTGAGCGAATGACTTGCATTAAAACGCCCACATTAATATTTATTTTAGTTGGTCATTTGA
CGAGTGAGTCCCTGAAAACACACCCTGAGAAGCAAACACACATCCAGCCGCACAAAATAA
TAACATTTCCATGTTTGTTAAAGGTGAGGCGGAGCCGTTTGCTCTCACCTGTGCTTTGCT
GTCATTGGCTGTTCATTAAGTTCTTAATCATGAAGCAGATTCATTTATCAGAAGACCTTT
TGCACATTGCTGCCAACTGCTTTGCAGGTGTCTTTGTTTTGTTTTTACCTGTTTATTTTT
AGCACACCTTTGCTCTGAAGTGCTAAGTTCCATTGAAAGACATTCAGAGTTGTGTAAACA
CGCTAACGGTAGGAATGTCTGCGTTTGTAGGGAAACAATAATCATCTATAGATGAATCCA
TATTATCCGTACGACACTCTCTTTAGCCACAAGCTCAGTGCTGAAGCGAACTGTCCTGTT
TGGATTTGGGAGCAAAAGCTGGTGGGTCTTCTTTCATTGCCAGCGTT
>AU171144 ID   AU171144   standard; mRNA; EST; 286 BP.
GTTTTTACTCTGTGGTGCGATCTGTTTGGGCAAAAATATGATTGGTTTTCTGGAAATGTA
TTTGCCCCCTAATTTTTAATGAAAATAAACCTAAAATAAATGAAGATGGCCATTATAAAA
TATTATAAAGCAATTTGTAAGACAAAAAATATGAAATATTATGTGCCCCTACCTTAACAC
ATCCAAACCACACAAAGAAACTTTAAAAAAATCAAATTATATAAAAGGACACTTTTAAAA
TTGTGGTGCAATTGGTGGGGTAAAAAACTTGATTGGCATCCTGAAA
>AU171146 ID   AU171146   standard; mRNA; EST; 693 BP.
CTTGTGACTGGAGCAGACTCCGGNATGTGGCTGTCCAGCTATCGGGATGGATTGATGAAT
GATGATCGAGGTGGTAGCTTCAATGGCCCGAGGCCCCGTTTTCCTGGCTGGGGAGCTGAT
GGAGTGTCTCATAACGTTCACTAACCCGATGTCTCACCTTTCCACCTCTGCGAGCAGCGA
GATGCTGGCATGGGCCAGTGCCCAGATTCACTGTCAGTTTCACACCAGTGAGCACAGAGT
AGCCCTGCCGACCCGGGGCAACAAACAGGACGTCCAGGCTGAAAGTGACACAGTGTTGAT
TCCAAGCAGAGGAGAACGAGGACAGTGTGTGCTGGACACCCCCCCCAAGATATTATTTTG
TGATCTGCGATTAGACCCCGGAGAAAGAAAAACATATTCATATAGTGAAGTCGTTCCTGT
TGATGGACCACCCAGTTTCCGCGGTCAAGCAGTGAAGTACGTCTACAAACTGACTATCGG
CTGTCAGAGGGTCAACTCTCCCATCAAGCTGCTCCGAGTTCCTTTCCGAGTTCTGGTTCT
GCAGGGCATGCCAGAGCCTCCATTTCTTCAGGATGAGGCGGTTTCTCCCTCCAACCCCTT
CCTGGAGGAAGAGGAAGTGAGCCGCAGGGATGCCCAGCCTTTGGAGAGAGCACTGGACAT
GCTGATGGTCACCACGTCCAGACGCTCCCCCCC
>AU171149 ID   AU171149   standard; mRNA; EST; 729 BP.
TGTACCCGCGTTTTCACGACCAACGCAGAAAACATCTCAAACAACTCGGTTACTTACGTA
CAGATCGACCTCACCGTGCAGCCAACGACAACAAGGGCGGCTCGTTCGGTACTTTTTTGT
CTTTTTAAAAGAGATTCGCGTTAACGGGCGCAAAAAAGACTCGCTGACATAAGCCGTAAA
GATGTCGGAGGAACTCGAGCAAATTCTCCTCCAGCTGACACAACCGGATAATGCCGCTAT
ACAGCAGGCCACGGCCCAGCTGAAGCAGGCATGCAAAGATCCAGCCGTTATACCAGCCCT
GTGTGCTGTCATAAGCAGCTCCCAAAACCCCCTGATTCGTCAGACAGCAACTGTGACGTT
AAGGCTCAAAGTGAAGAAACACTGGAAGAAGATCAACCCCAATGACAGAGAAAGCCTCAA
AGCAGTGGTTTTGCAAGCCTTCATGCAGGAAACAGATCACACTGTGCAGCATGCCCTCTC
CCAGCTGTGTGCAGTTATGGTCAAACACGAAACACCCGACCGCTGGCCCGCCCTTCTCCA
GCTTCTCAATCAGGCCACCAAGAGCACAAACCCTCATGACAGACAGGTTGGTCTCTTGCT
GTTGAATAAGGTGATAGAGTCCAACCCAGAATCTTTCCAGCCTCACTACTTCCAGCTGCT
GCAGCTGCTCAGTACCGTCCTGCATGACCACAACAACCCCCATAGCGCTGTCTACTGCAT
TCTCACCTT
>AU171150 ID   AU171150   standard; mRNA; EST; 699 BP.
CGTTTTTTTTTTTTTTTTTTATGTCGAGCCTGATCTGTCACAGAAGCGAAATTGGAAGCT
GCCCCTGCAAAATATGCTCTGATGACATGCTGTTCATCTTTTGTTCAAATTCAAAGCTTT
ACTGTTAAACGTGTGAAACTGCTGTTGTAGGTTTTTGTTTTTTTTTGATTGGAAAGAAGT
TTGGGATCTAAAATGTGACACTTTAAGTATCATCCGGGTCCTAAAGCTGTGAGGTCACAT
TTCCTTCACGATAGTCATGTTTTATGTGGTTGAATTCATCATATTTTGATCTGAAACACA
TTTGTAGTTGTAAAAGCATGGAAATAATGGCGCAAATACACTAAAAAAGCAGTGACTTCT
CAAAGTCTTTAGATCGTAAAAAAAGAAAAAGATCATCAAGTGTTTATTAAGCTGTTTGAA
TTTATTAAGCTGAATGAATAAAACTCTTTAATTACACAGCTAGTAGATTACTGGGAGTTT
AAAGTTCGCTCAGACAAAGAAATGATCTATGTGTGCAGCAGGTTTATTTTTTGTGTGGCA
TCAGCTGATGACCTCAAATATGAGAAACTTTTGCTGGGGGCTTTTTCCTCAAAACTTAAA
AGCATGAGACTTGCTCTTTAAGCTTTACTTTATAGCTATGTTTTAGAAACAAAAAAGGGT
TATCATCTATATAATCGAAGAAGTAATGTCTAAAATGAA
>AU171151 ID   AU171151   standard; mRNA; EST; 676 BP.
CTNCATGGTGTCTTNCAGNAACTGNAAACTGNAGTTTTAATATATAAACGTGNAGNAATT
GGNAGATTTGTCTTTTAAAGNATGCGTTCCTGTACAGNAAGGTCAGNACGGGTTTGCTGG
CGTGATCACCTTTAAGGTTTGTCCAAAAAGAGATCCCATCACCCCCATGACACCTGTTCC
TGCCTGCTGGAGCATCTGTAATCAGATCATTGATTTCCACAAATGAGGATTCATTCCCCC
CCGCACGTAAACGCTTCCTGAACCGCCGTCACTGACGTGCGGGTCATTAATCGCCTCGGT



GCAGTCAGGAGCTGCCATGTCTGACAGCAGAGCCTCTTCCAGTCACTACATCTCATCTGG
TCCTTGAATCAGGCCCATCTTGATGAAGGCAGGATCAACGCCCTGATTGGCTGTTTGCAG
GAACAGCTCTCATAATTCATCAGCAACAACTGTGAAAACGGAAATGGATTTTTGCCTCCT
TATCGGAGCTTGTTGTCATGATGGAGCCATCTCCTGAATTCTCATTATTTTGATGGAAAG
ATGATTCATTTTCCAAGACACTATGACTTCGGATCTTATCGTCTTCCCTATACAAATGCA
GAAACATACCCCCTCCCCTGTTCTTTTTCAGATTTCTGTGTTTGTAAAAGCTTTTGTTGA
TCATCCAGGACTAATG
>AU171152 ID   AU171152   standard; mRNA; EST; 663 BP.
GCAGCGTCTACTGGGCTCCGACCATTTAGGAGCCCTACCTCCTGGACTTCCTCCCGACAA
CCCAGCCTTACGGAGTCTCCACGACATCCCAGAAGGACATCCTCTTCGCGAGGNAGTTGG
TCCGNCGTTCAAATGCGATGCTGGTGCTTCGGCACGGAGCTGCCACGCCCCTTTTGACCC
TCAGCCAGCAGCAGCAACAACAATTGGCATCCTCCACACCCAAAGAAACTCAGAGCAATA
GAGATATGCAGAGCTCCTCTGCAGGGCACGACAGTGAATCCAGAAAGGCGGCCCGCAGAG
ACTCACAGACGAACCTCTGCGCTGGAGATCACAGAGGGCGGGAGAGCAGAGAAAGAGATA
AAGAAACAGAGGTGCACAATGAGGATATGAACGATTCTGACAGCGAAACAGACATGTGCG
AGGAGAGGCGAGAGGCCAATCCCTGCTTGCCCAGCAAACCAAGAGACAGGGAGAGAAACA
GAGGCAAAGAGACTGCCAACAAGATAGCATGCAGCAGTGCCAAGGGAGACTGGAGAGAGC
TCAGACAGGCTGAGCGCTTCTTGCAGCTCAGCAGGTAGAGAATCGCCCAGCCGCCACATT
TTTGCCTCCGGACTGGGCAAGGCAGATTTTAAGTACCACCTGCCTCCAGGGTTCATGCCA
CCG
>AU171153 ID   AU171153   standard; mRNA; EST; 673 BP.
CCCGCCTCCTCCACGCGCCTGTCACCCCCGGGNAGGTCTCTGGACCGGAACCAGAACACG
AGCAGAAGCACCTGATCTGGATTTTGATTTCCCACTTCATTGTTTTCTTGGTTTTTTTTT
TTTTTTGCCTTCTTCCCCTGACATGCTTTTCAGCGGAATGAGACGCAAATCTTAGCGCGC
GTTTGCGAAGCTTGACGGGACCCTCGCGACCCAGGAGCTTGGTTCCGAAGGACCCTCCAT
CTGCGCCGGTCCTGCTCTCGCCGCTGCTGCGCAGCATCTCGAAGGAGAAACGCGCAGCTC
GCCTGCCCCCGTCCGTCCGTGCGTCCGTGCGTGCGTCAGGAAAAAAAGGCGTATTCTCCC
CATTCTTCAAGCACTTTCTCCGTCCGCGCGGCTGCGCTGCGTAAAAGAGAGAGAAAGCCC
GAACGGGAGAGGGATTTAGCGCAGCTTAAGCATCCAAGAGCGAGCTCGCAAAATGATGGC
CGGCGGAGCTGTGCAGCAGAACGGCATCTTCTCCACCCCCCACCATCACAGCCAGCAGCC
GCACATGGAGTCCGATCCCCCGGATTCGCGTAAAAGACCTTTGGAGACGCCGACGGAGGC
CAGCAGCACCAAACGCACGAACACGGGAGAGGAAGGCGAGTACTTCCTGAAGGTTTTGAT
TCCCAGCTATGCG
>AU171156 ID   AU171156   standard; mRNA; EST; 663 BP.
TTGGAAGCTCCGCTCCTAAAACTTGAGACATTCATCTCTGAGAAGCCCGAGGAGCATCCT
GAAAATGGCTCTCTTGAATAGTTTTGCTGCTGCAGGCTTGAAGAATCTTCAAGCCGGCTG
GACAATCAATCAGCGTATCTTTGTCTTACGCGCGTTACACAAGTCTGCAGCCAGCGAGGC
TTTGGAGATCCCTGCAACCGGAGAGGAGACCATGTCAGGCAGGCTGATAGAGCCCACCAT
GCCCGTTGATGAGAAGACGGAGCTCAAGACCTTGAATGATATGCCGGGACCCAGCACTCT
TTCCAACTTGGTCGAGTTCTTCTGGAGAGACGGCTTTAGCAGAATTCACGAAATTCAGTT
GGAGCATCGAAAGAAGTATGGAAAAATCTTCAAGTCCCGTTTTGGACCCCAGCTGGTGGT
CTCTATTGCAGATCGTGGTCTGGTGGCTGAGGTTCTGCGCGCTGAGGGCGTGGCACCCCA
GAGAGCTAACATGGAATCCTGGCAAGAGTACAGAGACATGAGAGGCCGTTCCAATGGCCT
CATCTCTGCTGAGGGAGAGGACTGGCTGAATATGAGGAGCGTCCTCAGGCAGCTCATCAT
GCGGCCCAAAGATGTAGCCGTCTTCTCTGACGACGTGAACAAAGTCGTAGATGATCTGGT
AAA
>AU171159 ID   AU171159   standard; mRNA; EST; 631 BP.
GGNAACCCATAAAACCAGGTGACTGGTTTGTGTAGTGCCTGNAAGNAGCGGCAGCCATAA
CCAGGATGTAAACATCTGAACTGTGCAAACTGTCCATGCCTAAAACCTTCAGNACATCTG
TGACAAGTAGGCTGAACGGNACAAACTCATCTTTGTGGAGTTTGACCCAAACCAACCAAC
TGCCAGTGGATGACTTTTTCTCTTTTCCCATCATGGATCATTTTCACAGACCTTCTGTCT
TCAGACTCACAGTGGCAGAACATTCGAACTTGGATGAAGTGCTTGCAAAAATGTTCCACA
GGGTGTCTTTAAGTGGCGACTGACTCATTGGTCCATACTTGATTTTGACATCTTTGTTTC
TGCCATACTCAAGGAAGCACCCAGGCAATGGGAAATGTGAAAACTAATTTTCCAGCCTGA
TGAGGAGTGGGGGACAAAGATCACAGACAGAAACTGTGTTTTAGTCAAAGAGCAATAGCT
TATACAGTGGATGAAAAAGTGAAGATCAGTGTTGCTGTTTTGACACTATATTCCTTCAAA
ACGCTTAATTCCCCTCGTCGAATGACTGTCGCCGTCTCCTCTGAAGGGAAGCTGTCTCCC
CTGTTCTTCCCTCCTCTTTCTATGNGCTTGC
>AU171166 ID   AU171166   standard; mRNA; EST; 707 BP.
TGATAATATTCTTCAAAAATGTAAAATCCAGATGTTATGAATAAATATTAATGCCAATAA
TAAAGAAAAGAAATATGAAATATTTAATAGTAAACATTTCTGATCAATTTTGGCAGAAAT
CTTTAAAGTGTTTGTCCATCAGTGGGTTTACTAATGTACTGTAGAGTTATTTTCCTTTAA
AACAAAATAAAAACATTATTTTAGGAGGCTCCTTGTCTTAAAAGAAACTATCCTCTAAAA
CGTAAAATCTGAAACGCCAGCTGCACACAAACATGCACATTTCACTTTAATCCTATATCT



TCCCAGGTTAAATTCCTAATTTGATGGAGTTGGATAAGAATGTTTAGCCCCAGAGCTTCT
TGCACAGGCTGTCGGTGATCTGAAAGACATTGTGAAGCTTGCATGGGAGAATTCTTAGGA
CCTCAAAACTCCAACAGTGTGAGTGTGTGGAGTCTGGACAATCACTATCAAAGCACACGA
GGAAACGAGGGGAACTGAACTTGAATGTCATTGTGTAGTTGCTTTATACAAAGCATTTTA
GAAAAATCCATATCTGTTTATCTATTTGTAACTGTCTTTTATACATTTCACATCAGTGTA
TGCTACCTTCAATTTGGTGGACTACTTTATATTTACCGATTTACTATGATGTGCAGCTAT
TCACATGCAGTATTCTAATAAAACAGTAAGACCAAAAAAAAAAAAAA
>AU171168 ID   AU171168   standard; mRNA; EST; 720 BP.
CACAGNAACCGAATAATGATGAAGGTCTGCATGGATACGAGAATAGTTTCACCAAGCTGG
CCAATGAGATCGCAGAGGACAACCGCGTCTTTACACCCAAAAAGGAGGAGCTCTTCTGTC
CTGTGCCCAGCCTTGTAGACGACCTGCTGAGTGAACTGAACATTTCAGAGATCCAGAAAC
TCAAACAACAACTGATGCAGATGGAGCGTGAGAAGGTCAACCTGCTGTCCAACCTGCAGG
ACTCCCAAAAACAGCTAGAACAGGCAAATGGCGCTCTGTCAGAGCACCAGGAGAAAGTCA
ACCGCCTCACTGAGAACCTCAACGCTATCCGCAAGCTTCAAGCCAGCAAGGAGCGCCAGT
CCGCCTTAGACAACGAGAAAGAACGCGACAGCCATGAAGATGGAGACTACTATGAAGTAG
ACATCAACGGACCAGAGATTCTCGAGTGCAAGTACAAGGTGGCTGTTTCTGAGGCTGGTG
AGCTGAAGGAGGAACTCAAGACTCTAAAGGCGGAATACCAGTCCTGCCAGTCCCGCTATG
ATGAAGAGCGCATCCGTTTAGAGAACGATGTCACTACTTTGGGAGAGAAGCTGGCAACTC
TGGAGAAGACCAGTCACATTGACAGAGAGGAAAAAGCTAAGCTGGAAAAGGAGCTGCGCA
AGTTGAGCGATGTGGCTGGTGAGTCCCAGGGAAGTCTGAGTGTAGCACAGGATGAGCTGG
>AU171169 ID   AU171169   standard; mRNA; EST; 606 BP.
TTATCATGAAGCCCTTCAAGCCTGCATAAACCAAAATCAAAGAACTAGTGCTTTAACAGG
AGCTCGTCTCAGAACCTTCGTCCAAAACTTTGACCACACAGACACCAGGATGAGACTCTG
ATGGAAGGGGCCAGAAAGAGAGCAAAGTCCCTTGATGTTCAAAATAAATCTGACAGGCCC
TACTGGAGTCGAGCAAAAGAGGCTTCAACTTGTTGAGAGTCACTGGGGGAAGCAGTGTCC
GGGGTCGGGGGGGTCAGTTTCCCCCGGGACCGCTGTGAAGGACTCCGGCGGCCCTCCAAC
CGCGCCCTCTGATGGGCTGCAGTCAGAGGTCAAAGGTCATTTGAAGCAACATGGTATGAA
TATGTAACCTTGTGACACACAAACTGGATCAAAAGACAAATGGACTCTCTGAAGGAGATC
ATGATTGGATCCTAAAGACGGGCAAAGTGACCTAATTCTCAGAAACTTCGGGCAAATCGG
TTTCTCCAATGTGATGGCTTGTTTATTTCAATTTATTGCCTTGAACAAGTTACCAATTTT
TTTTTTCTTTCTCCTTATGCAGTCAAAAACAACCAAAAAGAAAACCTGCAAAAAAAAATT
AATTAA
>AU171172 ID   AU171172   standard; mRNA; EST; 677 BP.
TGTTTATAAAAAAAATCATTTTATTTATAAACATCCAGACATTCATAAAATACCAATCTA
GTGAAAATCGATGCACACTTTTTTGTTGCAGAGACTTCTGGGNAAATTTTCAGGGGCACT
CGATTTTGAATTGTAGATTCTGTCAGCACTACAAAATGGTGAACGCACTATGTAGTAAGC
AGTGAAGGAAGTCAGACACAATCTTAGTTTCCTTCCTAGTGACAGCGGTGAACCTTAAAT
CAACCAGAGTAAGTAAAGGACAATTCATTGAACAAAAATATAAATGCATTACTTTCGCTT
TTGCTCCTAATTGTCATGAGATGAATTCATATTTACAGTTAATGATAGTAACATTCAGTC
TCCTTTGTTAAAAGAAACAGTTAAAGGGCCTTTATCATGCTTTTCTTAAGCCTTTCAAAG
TAAACTATATCCATATACATGATAACATATTAAAGAACATTTTTTTAATGAAATATTAGT
TCTTTTTTGTGGTTCGGAAGTAGGACGACTTGATCTCGGAGGCACCGGCTTTCGCTTCAA
GTGCGCTCCCCATTTCATGATGTCGACCTAGAGCCGGCCTTGCCTGCAAAAACAAGCAAC
ATCCGAACTTTTGCAAAGACGGATTTGCATATTGTGTATACGAAAGGAAAGCGTTTAGCC
AATCACCGCTAGCTCAG
>AU171175 ID   AU171175   standard; mRNA; EST; 775 BP.
GTCTTCTGTTGTTAGAGTAAAATCTATACCAAAAAACGCCATTACCTATTTAGAAAGCAG
CGTCATCCCTCAAGCACCATGACTGATGGCCGCATCTATATCGGGAATCTTCCCATTGAC
GTCCAGGTAGAGAGACATTGAGGATCTCTTCTTTAAATATGGAAAAATTCGTGAAATTGA
ACTGAAGAATAACAGAGGAACTATTCCTTTTGCCTTCATCCGATTTGAAGATCCACGGGA
TGCGGATGATGCTGTATATGGAAGGAATGGATATGTATATGGAAACTCCAAACTCCGTGT
GGAGTATCCTCGGTCCACTGGTGGTAAACCCACTCCAATGGGCCCAGGTGGAGCAGGACC
AAGAGGAAGGTTTGGACCCCCAACTCGAAGGTCTGAATTCCGGGTCATAGTGACTGGTAG
GTGGATTCCATGAGTCGTGGCCTTAAACCTTTCAACATATCCTGGAGTACAGTGGGACTG
ATAGGAACAGAGCAGTCAGTGAGAAACTCTTCCCTCTTTCCCCTGGCGGACTGGAGGACG
AATAGATCAAGTTGTTGTCAGATTTGTTTCTCTCTTATGGCGGACTGGAGGGACAAGGGG
ACTGGCAGATGGACATCATGAGTCATATCCANATGTTACTCTTTCCANAAGATGAGANAG
CTAGTAAATGGGACGCCATGACTCGTGGGGCTGGNGCTCATNTCCTCTTAAANATGGGAN
AGCTANTAAATGGACNCCCTGACCCATANGTAGATGNTTTNTCTCGTCCTGTAAN
>AU171188 ID   AU171188   standard; mRNA; EST; 720 BP.
CAAGAACGCCAAACGTGCCGGTTTCGTTACACGTTCGATGCCGTTACAACTCAGAGGGGC
GGAGCTTGTGCCATGGCGAATATCGGTGCCTAAACAGGTTAGAAAGTCCGAGTGACGCGC
GGGCGGTGCTTCCGCTTCCTCCAGCTGTTTCCAGACAGGAGAGGAGCCGCGATGCTTCCG
CTGGGGGACGAAGTCGCCCTCCACTCGTTGGTATTCGTGCTGGTCTTACTGGGGACACGA



AGTCCGCTATGGTCTGCCGTCCTCACCACTTCCTTGTACTGTTTTCTAGCCATGTTTCGT
TTCCCGCAAGTGGCGCGCAGCCGAGCCCGTCTCGTGCTGCAGCCGGTGGGTTGCGGGGCG
GAGAGCGCGCGGGTGTCCGTGATCGCTCACCGGGGCGGCGCGCACGACGCGCCGGAGAAC
ACCATCGCTGCCATACGAGAGGTGAGACGAATGTCTTTACAGGTGTTCACGGTGACCTGT
GTCACGTGGAGACGCACGTCAGTGTCACATTATTGTGAAAGCTCTGGTGAAAACGGCGTT
TCTGGTGTTTTTTAACTTGATCTTGTGGCTTTTTTATGGTGATGAAGGACAAATATGAAG
AAAGTTGAGAATAAAACTGCTTTCCTGAGTTCTTCGTTATTCAAATCGTTGTGGGATCAG
GGAGTAGACGAAAGAAATGCTGTTGGAAAAAAGATCGTATTTGTGACGTAGGCAAGGGGG
>AU171191 ID   AU171191   standard; mRNA; EST; 454 BP.
CAGNACGCGAGGAGAGAGAAAGAGGGGGAGGTAGTGAAGGAGAGGAGTGTGCGCGCGGCC
GCTGTGAGGGTCCGGGTGTCTGAAGAACTAACGACACGGTGAGGGCGAAGATCAAGAGAG
ATTGACAGATTGAATGAAGCTGCACCTGGGGCTTCTGAGGGCCCCTCCCATGTTTTGAAT
TTCACCACCATCTTCCTTCTAAACGTGGTTTAAGACAGCCGCACTTACCATGCCGTCCAA
CAGTCCTGCTGCCGGTGAGCCACCGCAGACGCTGGAAAACGACGCCTCCAATGATGTGAG
TGAAGACGGAGCAGACCAGGACAGTCCTGAGGAAGGGACACCAGCAAGCCCCCACAACAA
GCGCAGAGTTGGCCGTCCAGGCAGGAAACGTAAACAGCTGCTTCCTGAGATGGCCACCTC
TGACCCCTGTGCAAACGCCCCCCCAACTTCCCCC
>AU171192 ID   AU171192   standard; mRNA; EST; 627 BP.
TTTTTTTTTTTTTTTTTTTTGTAGCTACATTCTGTTTTATTTACAGTTGAACACTGACCG
TCGATAAGCTGTTTACTTACGCTCTAAAAAGAAAACAGTAAGGGTTTAAAAATAAAGACA
AAAGTTGTAGACAAATTCTCATTGAGGTTGTCAAGCAGACAAAAAAGTCAGACTGTCAAG
GCTATTGTCCATAGCAGAAGGTAAAATCAAAGAAAGGGTAAATTCCCGTCTGTATTTTCA
TGAGGATATTGAAGGGTTGAAGACCACTGGCCTAGAGAGTCTGACTCCCAGGCCATCCCT
GGATTCATGGGGCAACCACAACTGTCTTTTACTACGCGGGCCATTTGCACCAAAACCAGA
ACATTTTCACTTTTTAGCTCTGTTGGATTGAAGGTACGATGTGTACCAGTAGAAAAGCAT
GTTTTGGTGGACCCAGAGTGCTGTCAGGTGGCATTTTCATACTCCATCATCCATCATGGT
TCAGGATTTTTAGAGACCTTAACAGTAGTAAATACTTTTTGGATCTGCATAGGCAGCACA
GGCATGCTATCTGTCCCAAAAACAGCAGCACATCCACACTGGCTAATGCGCATGCTGATT
CCAGAGAGCTGCTTGGAGGAGGGACTG
>AU171194 ID   AU171194   standard; mRNA; EST; 729 BP.
TTTTTTTTTTGCTTTAAAACCATTTCCCATATAAATAACCCATTTTGGAAAAACTGATTT
TTCTTTACGCCTTGCAGCATTTTACAGTACAAAGTCAAGTGAATTCAAAAATGCAATAAT
GCAAACACAAACAAAGCTTCTCCCTTTTCTCATCACAAACACCGGCATTGTGACCCTATT
TTTTTTGCATGCACAGTACCATACAATTCCGGATGGGATTTCTCCATGTTCTGAAGGATC
TCAGCTCTTTTGATACCATTGAAGAAAGCATGCTAAACAGTTAGTAGGTGGTCATGCCAT
GTTTGATTGGTGTGTTTTCCCTTTGGAGATACAAAAAGACTAGTGTTTCTGTTTTCAGGA
TTTAGTGTAATGCCCTTTGAGCTAAAACAACTTTTGTAACAGATCATTTCAATACAGATA
TTACCAAATAGTTCTAATATAAAGTACAGCTACAAACCTAAAATGCTTCTTTTTCATTTA
ATAGTTTTGCATATAAAAGCTGACAGTTTAGCAAACTAAGGTTTTGTTTCACTTCTGTTC
AACCTGATTTAAAATGGTTTTGGTTCTGTTAAAAATGTTTTTTTTTTCTTAAAAACAACT
GTATCAAAAATTTCAAGGCCTCTTTAAGGTGTGAGCGAAAGCTAGCTGAAGTGTCAGGAT
AATCTTGACAGAGGATTTTCAATGGGAAAACTGCCCACTCAGAATTCAGACTTTGGGACT
CCAGTCTAA
>AU171197 ID   AU171197   standard; mRNA; EST; 705 BP.
GCGACTTGTAAAAACACCCCACCTATAGAGCATTGTCAGGACGCACAGACAAGTGGTTTT
CTCACCTCCCGGGGGTCAAAGTAAGGCTGAGTAAGCAGCTTCTCCAGACGTGAGTACCTC
TCAGGCTGGGTCTGCTTCAGCATGATCATGGGATCAGTCTGTCTGAGGAGAGCGCGAGCG
GCTCCCACCTCCCTCATTTCTATGAGCTCCATCACCACCTGTTGAGGACATCTGAGCTGA
ATGGAGGTTTCTGGACGAAGATCAACGCTGAGATACGCCTCTCCAGAAGAACCAAGCAAA
CACTGACCTGCTCATAGAGGTCAGTGAGTATGTTGTCAGGCAGCTTGAGGGACTCGATGG
CCAACAAGACAGAGTCCCAGTGACCCCTGTTGATGTCTGCAATGAAGCTTTCAAAGCTTT
CCACTGTGTTGAGTGAGACGGTGGTTTCTTCTTGCAAGGTGCTCAGCGTGCGGTAGAGGT
TGTTTTCCTTCAGGTACTGCATTATGAGGCGGATCACACTGTAGAAGTCAGAGTTAACTG
TTAATGACGTTTTTTTTTTTTTACGTTGTCACACATAAATTTGCGCACCAATGTTGCCCC
AATGTGGCTTCCTTCTGGGACTGACAACATTAACTTAGGGGCTTCAAGAAAGCAATGAAA
AAACAGAATCTTATCCTTGGCACACAGCTGGGTGAGTGTGCTCGG
>AU171199 ID   AU171199   standard; mRNA; EST; 705 BP.
GCCTCTTCTCCTCCTCCATCTCTGCTCGCAGCTTCTCCAGAGCTTCTCTGACCACTCTTT
CCGTCTCCCTCTTGTTGTCGGCCTTCATCATCTCTTTGACGTCGTTGAAAACCTTGGTGT
ACTTCTCGTGGCACATGTTCTGGCAGGCGCCTTCGCTGTTGGTCTGGGTGCCGCGGTGAA
GCGTGCGCGGCGACCCTCCACTGGCCTTCTTCGTCTGCGTGGACACAGACAGCTTCTCTG
GCTGCTGCGGCGCCGAACACACAGGGATCTCCTGGCTGGAGCTGACCGCCTCCATCTCCG
GCTCCGGGTCGCTGACTTCCTCTTTGGGTTCAACAGCTTGAGTTCGACGGCTTTTCTTCG
CCTTGGGCTCCAAGCTGCCTTTGAGATGGCGGACCTGCTCGTTGCTGGTGGAGGAGATGC



TGGACTCTGCCTCCTCCGTCCGCTCCAGCCGGTCACTCCTCCCGCTCGTGTCCTCCTGCT
GCCGCTGAGGCTGTGGGCTGTCCTCCAGCTTTGTTTTCCAGTAACGCCCCTCCTTCAGAA
AGCGCTGGTACACCTCCAGCTCCTCGCACGCCTTCTTCCAGCCGTTGCTGCGCTTCACTT
GCAGCTGCTGGACGTTCACCTTGATGTCCTGGATGTTCTCTGAGGGGATCCATGCTCTTT
GGTGCTGGTGTCCAAAAAACCGCACATCCACCTGGTTATCGTCCC
>AU171201 ID   AU171201   standard; mRNA; EST; 230 BP.
GTAAGTCTTATGCAATTGCATACTCAAATTTGTGGCTTTCCATGAATGTCTTACAGACTT
TTCAGACATGTATCACAAATGTCTAACTTTTATAGTGCGCGACCGCCGCACATATCACGT
TCAAATTGCGTAATTGACGCATGGATCACAAAGGAAATGCATTTAGACAGCGCAATAATC
ATGCATGGGTTCAAAATTCACAACCTGTGTGGCTTTTACGTCAATTTTAA
>AU171202 ID   AU171202   standard; mRNA; EST; 692 BP.
TTTCTGCAAGAAANACAAAAGAGATTCGCCATTACACCATTGCTCTGAGCGACAGCAGCA
ACAACATAATGGGAAAGGTAACCACGTCAAAGTCTTCCAGCCTGTTAAGTCCACTGCCTG
AAACATNCGTCGGCTCTGACGGATGATAATAACAGCTTCTGCAGTAAGAAGGATGAGATG
GCCACCTTGCCCTCGGCGGATTTGTCTCCTTGGGACACAGTCAGGTGCCACACTTTTTGG
AGGCTGCATTTAGCAGCAGGACAGGGCGAGACAGATCCAGATGTGGGGAATCTGGTCTGG
ATTGATTAGGTTCTTTGTGGTACTTCTGCACCCACGTGGCATGCACATGCATCCAACAGC
TCCCAGCTTTATCTCTGGGGGGGTGAGGCAGAACAAGAGAAAGACCACAGAAGAAGATGA
AGCACAATGGCATCCATGGGTTTTTGACTCTGAGCCATGCATAATTAGCAGGTTTATCAG
CCAGCTGTGAAGAAATCAAAGAAATTCCTGCATTTGGATTAAAGCATTTGGAAGAGGCAA
AGAAGAAAATATCCATTAATGAGAAGAGAAAAGACCTTTGTTTTTATTCAGCAGAGACTG
GGAGCATTTGGGAATGGATATGCTCTTCAATCTGTGAGATAAGGGAATGTGGCGCAGGTT
TATTCGCGCGCATGCTTCATCGACTCCAATTT
>AU171203 ID   AU171203   standard; mRNA; EST; 588 BP.
CCTTNCANAGNAGGNATTCAGGCACAGNAACAGCGTTGCGTAGNATCCGGCTACTTAAAC
TGCCTTGGGTTTTTTTTTTTTCAGACATGACAACAGAATGTTTCTGTGACCCTCCAAACC
GTGGAATATAATTTTATGCATGACACCGTCGAACGGACTCTCTTTTTTCCAGACGCTTCG
TGACAAGTGAATGATTTCCATTTTTTCTGCTCCTCTTACCCTTTTTTCCTTTTTTTTTGA
AAGCTAATCAACTGGAGCTATTTTTTGCCGGCCCTTCTTGATGTGCCGTTTGATATGAAT
TTGATCAATTCTTCATCAGTCAAAATGTCCAAGAGCCCTGAATGGATTTGCTTCAGGGGG
AAAATGAAGACTTGCACCGATTGCCATGACTGAGGTGTGCAGCTCTGGTGAAGTCAGAGA
GCAGATGTCACCGTGCTGAGATCTGCTGTCCCAATGAGCAAAGCAGGTAACCCACAGAGA
CGCACCACCTACCTCATCTCCCTCACTCTGGTGAAGGTTGAGGCTGTGCCAGAGGATGTT
GCAGAGAACCAGACGGAGGCGCTTCCAGAGGGGGAAGGGAGCCCTTAA
>AU171206 ID   AU171206   standard; mRNA; EST; 598 BP.
CTTTTTTTGTGCCTGGTCCAAACGTCACAGCAAACAGAACATTGTGAGCTTTAAAAAGGT
TTGGATAAGCTATCAGCATGGTCGTGGTGGTTCTGTTAAACAATCATCACTGGTGATTTT
AATGGGTTTAGTTGTTGAGATGCTGATAAAACCAGAGGCCATCCAGACATGCCTGAAAGA
TCTGCATGTATTATTTTTTTCTGTGCATTGAGACTGATGATTTTTTTGGTGATGGTGAGT
GTAAAGAAGCTTTGTTTAGTATATGGCTGCTGCTAATAAAGTAGCAGCTCTTTGGTTTGC
TGCTTTTTGCCTCATTTAGGCATCTGTACAAAAGTTCAAATCTGATTAGGATTCACATTT
TGTGCAATGAAAGCGGCACTGTTGCTTTCCCAGTGTATTAAAGGGCTATATTACCTAAAT
ATGCACTGCTTGCTGACTCATTTANGCTGGTATTTGATACATTGGCTTTCTGTTGAAGCT
CATTGGGGCTCCATGCTAACAGAGAGGGTACCTGGGCTTGTTTTCATGCTGCCTCACGCT
GAGTTAAGAGTGCCCTGCTTATTTTATATGCTGCGTAGAGGTAGAATACCACCACTTA
>AU171213 ID   AU171213   standard; mRNA; EST; 748 BP.
ACCGTTTTTTTTAACTGCAGACAAATGATAATTCAAAGAATAGTAATATCTCAAGAAAGA
GCTCAAACTCTGACAGGCAAAAAAAGAAAAACAAGAGCAAAGAATTTGCAGACAGTGACT
GGTGTGCTCTAGTCAGTGAGAGAGAAAAATCCAAATAATTTTTCGAAAACGTCACAGTTT
ACTAAGAAGTTTCCTTCTTAGTTTCAGGCTGAGAGGTCTGATATAGCTTTTTAATTCAAA
AAGATGTTTTGTCAGCTAAAATGTGAACAATTGCTGCTTTAAGACTCAATCTGGTGCCTG
GGATGTCACAGAAAGGCTGGAAATTCCTGCAAAGAATCATGGGAAAGGATGTGAATGAAT
AGTTGTTTTTATAGTTATTTTTTAATTTGCTTTTAAAATGAAATTTAAATGTTCTTTTAT
TATTATATATTATTTATTTTATTCTTTTGGTTGCTATTTATCATTTGAATGATTATGAAC
TTTTCTTTAAAGTAAAATTTGAAATTTAAATTCTAAATTTCACATTCTGAATTCAATTTT
TAATTTGAATTCTGGATTTATATTTGAAAATTTTAATTTTGAATTTGAATTTTTGCTTCA
CCTTGCAATTAAATTTGAATTCTAAATTTAAAATTTTGAATTTGAATTTGAGATTGAATT
TGAATTTAAATTTGAATTTAAACTTCACCTTAAAATTAAATTAGAGTTCTGGAATTTTTC
TATTTCCTAAATTCTTTAATTTTAAATT
>AU171214 ID   AU171214   standard; mRNA; EST; 709 BP.
TTTTTTTTTTGTTTCTGCTTGAAAGAATTTAGTACACTAAATCATCTTTTACAAAATAAA
AAATAGAAAAAAAAACTATGCTTCTTATTTCATACAACGGAGTATTAGGGCCCCCATGAG
AGAATTTTTTTTTAATGAATACTAGAGCAAAGTCAAAAAAAGTATTAGAAAAAAGTCGAA
TATCTACAAGAATAAAGTTGTAATTTTACTTGTAAAATATTGGCTTTTTTCTCACAATTT



TATTTTTGAATTTTTTTTTATGGTGGCCCTAATACTGTATTTAAAAACCCACTCAGATGA
AAGGGATGATGGAGGAAAGATAAAAAGAAAATGAAGCTCAAAACTGCATTTCAGAATTAT
TGTTTTTTTTAATTGCCGTGAATTAGGAGCAGACTAAAAAATGCAGTTTGACAAAGCTTG
TAGCTGTGACGTAGAACATATAACAGCGTGGGATGTTAAAATATCTGCATGCTTTCAGTT
GATGTGGTTGCTCACCTATACGGAAGTCGATGTAACCTTCTCCTCCACTTAGCACCAACA
CATTCTGAACACTCTGTGCCTCATTCTCAGTGGGAGCTGTGGAGCTCTGTCCCTCTGATG
GACTGTCCAGAACACTCCCGTTTAGGGTGGCCAAAACATTGCCTGTCACAAAAAAAGGAA
TATTTCATATTTTTAGTTGTTCTGCACTGTGGTTCCTGGGTTTGCAGCC
>AU171220 ID   AU171220   standard; mRNA; EST; 503 BP.
AAAACGTTTGTGAGGCAAAGGTTAGCTGTAGCACCACAAGGCACTGGAAAACAACAAGNA
AACAGGGNATGTTGCGCCGTCCCCAACCCTCCCGACTGTGAGGCGGNACCTCCTTAGNAG
AACAGGNAGAGCTTTCTGGCCTCCGGNAGCTCCGTCTGCGGCCAGCGTCCTCCGGCGTCC
GGACAAGAGGAGAGGCCAGAGTGGAGAGGCGGAGGGCGACGGGAGCCAGGAGAATGGAGG
AACCCAGAAGGATGTGGTCACCATTGAAGATCTTCCAGATGAGCTTCCGTCTCTGACACC
AGCCCCGCCAAAAAAGTCTCGTTTCAAAGCCAGTCGTGTCACCTTTGAGGAGGACGATGC
TGAAGACCGGCTGGACACTCATGACACTCACATAAGCGCCGTCCTCTCCAGGATTGTTGA
GAGAGACACCAGCTCTGTGCCGATATCTTTACCAGCATTTACCGGGATGGCTTTCCCCAA
AGTGATGCACCGCTCTGAAACCA
>AU171224 ID   AU171224   standard; mRNA; EST; 494 BP.
GNAAGGNAGTACACGCTCTGTGNAAGNAAGNACAGGAAAAAAANACGGAATTTTCACAAT
TCCCTGCTCTTTTTTTTGCAAAACAAAAGCATTTTCTTTGCTTTTGTGCTTCCGATTTTG
CAGTCTTTGTCATTCTCCGGGGTGTAAAGTAGCTGAATAGTTTTATTCTTTCTCTACAAT
GACTACTTGACAGTTTTCTTGCCTCCACCATCCTTCCAGCACCAACATCACTTAGATCCA
ACCTTTCCTCGCAATTCATCCATCCACCTCTGTGTGGTTTTGTACGATGCCAGTACTGGA
GGGGCACTGGGGCTCGGATCTCAGGATGCGGGAATCTGGTCTTGGGGTCTGTCCAGAAGA
ACCTCCTGGCTCCCCGGAGTGGGGACCTCTGAGGACACCTCCTGTTACTTGCGGTGGCTT
GTCACTGACCCTGGAGCTTCCCGCTCTCATCCGACAGCTCAGAGCAGCCTGGAGAGCCCG
CAAGGGAGGTCCCT
>AU171226 ID   AU171226   standard; mRNA; EST; 397 BP.
TTTTTTTTTTGCAAACGTGAAAAAATGGAAAACCAACGTTGNAAATAAGTTTTAAGGACC
CATTTTAAACACAGNATGACATTCTGTATGTACCGATAATAAACACTTGAGACTTTTACT
GGAAAATCTGGTGCAAGCTGACAGNATTTAACCACTGAAAATGCCAGGAATCTGCGTTAA
AAACAAAACTGATGGGAAAAAAACATCATTGCAGTAAATAAAAAAACGAATAAGTACACA
AATGATTTGAACCAAAGTGCCACACATCTATACTCGTTCACTTCAAATCTGCAAAATTTC
AACACATAAAAAGATCGATAAGAGAAAAGTCCAGCTGTTTATGACATTTTTATGATTCAG
CATCATGCCGGCAAATCCTATGATCGATCAAAGGCCC
>AU171227 ID   AU171227   standard; mRNA; EST; 686 BP.
CTTCTGCTTGTTCATACATCCATCCATTTGTCTTTTCATCCATCAATCTACCTTTCAATC
TATTCATCCCATTTGTCCATCCATTCATCCACCCATCCGTCTATTCATCAATNCCATCTC
TCCTTCGATCTATCCATTTATCCATNCCATTTTTGTCTCACCAATCATTTTTCCATCCCT
CCATTCATCCACCCGCCCATCCATCTGTCCATCCCTCTTCATNACTCGTTCAGGGTTCAA
ACTGAAAGGCCATCAGCAAATTCCAGTTCTCTAGGATCTGCTATGGCGCCCCCTGGTGGA
CGTATCTTTAACGGNTTNTTAGAAAAGCGACGATCTNTTAACTGAACTGGTTCCCGTAGG
TGTAGAGGAGCAGCAGCTTCACTTTTAAACTCCTCCGTCCATTTTTGCTGCATGTTTTTG
TGTTGGACCCATTAAAATGTGATGGCAATTTNCCTGAACCGNCACAGTGGAAAGTACAAA
CCGGACTTAAGNCTTGTCCGACGTTTAACTGCCACACCTNAAGAATATCCCTCTTAACAC
CCGTGGGGATGTGTTCTGAGTCCGGTACTCACTCTAGACATCGGACTGTAGACCTGNCTC
CACAGAACATCGTCAACAGTAGTGGGCCGGCTAGTAGGAGACGGCGAGACGCTCTACCGG
GGATGAGTTTACCGTTTTTAAAAAAA
>AU171232 ID   AU171232   standard; mRNA; EST; 750 BP.
TTTTTTTTTGGCCATAATCATAGTTTAAAGACCACTGGGAATGGATTCCAAAAGTGGGAC
TCCAACTTCAAACTTTAGCCTCAGACAGAGCGGAAAAGTTTTAAAACAAGCTTTTAGTCA
TGATAAGCTTATTTGGTGTTTGTAACCATTACATTCTTTCTCTCTTCACCTCAAAACCTT
CCAGCATAAAGTATTTGTCCAGTGAAGATGAGAAGGAAAAGTTCAATAACATGTTCTAAT
AACGCAGCAGTGAAAATAAAATGACAAGTGCTTTAAGTGTTTTAGGGCTGCTATCAATGC
TAACGCTATAAAGACTTCCACACTTGCAGCTACATGACTGTTTTTCATTTTTAAGTTCAG
TCAGTCAGTCAGTCAGTCAAACCCAGCAACACCTGAAAGCATTTGTTCCACATAATCATT
GAATTGTGCAACAAAACTCTTTGGGGGTTTGAGAACCAAATGGATGCAGACACAGGCTGC
ACAGGTAGAAATGCTAACACTGATGTTCTCCACAGAAATGATTCAGACTGAAGATCCATA
AAAAGCATGACCTCGTTTTGCAGACTACATCCAGAGAAGCTTATTTGCTTAGTTTAAACC
TGCTTCAAGGCTAAAGCTGAACGTATCAAACAACGTTTCTTATCAGCCTTGCTACAGTGG
GACAAAAAAAGTATTTAGTCAGCCACCAATTGTGCAAGTTCTACAAATATGTAGAAAATA
TGGCTAAAAACGGAAAAATCAGAACTAAAA
>AU171234 ID   AU171234   standard; mRNA; EST; 715 BP.



ATCTGTTTAACAGAATGCCGTCAGGGATTCAAACAGGCATTTGACCCCACATTGTTTTGG
GTCTTTGACACAGGATATCCACAGACTGGTCAAAACAACCCTTTTCAGGGGTCACACTCA
GTCAATACACGTTAAAATAAAGAGTTTTACTCACACAACAAATTGTGACTGTCGCTCTCC
TGGTCCAAGTCATCCTCCTCCAGAGACCCAGGAGGTGACGCATATCCTCCGTCTGAAACT
ACCCTCCGCTTTGGCAAACGCACATACCCTTCAGGAGACAAGGACCCTCGTCCCGAGGAA
GAGGAGGAAGCGGAGCTGCTGCCAGAACCGATCGATTTCGGTCGCGCCCCCGAGGTCTGA
ACTTTACTCCCGCATGGCAGAAGCACCTCGTTTTCTGAGAAAACCCATGTTGTAAGGAAA
GTATAACCAGATGTAAAGACTTTTCTCCTGAGCAAACCGATTACCTCTTCCCATCAGTGC
GTAGTTAATGGCTCTGTCGTGAATAGCTGCCTCACTGGGCTGGATGTCAATGAACGGCTT
GTTTCCAATACCCAGGAACACTCTTTCCTGCATGCGAACCTCTGAAAACACCCAAAGCTT
CATTAATATCAAGAACTGTTCTTTAAACACACATGAATTCAACACTTTACAATCAAAAAC
AATCAAATAGTTAATATAGTGATATGTTTTTTCTCATTATATATGTTAATGAGTG
>AU171236 ID   AU171236   standard; mRNA; EST; 708 BP.
TTTATTTATAGCTTACACCAGTGTTTAGTCAACAATTGCAAATAAGCAGCCTTGTTTGGA
GGTAATAAATGCAATAAACATGCTTACAGCAGACATTGTCATGTGCCGGGTCTTCATACA
GGTAGGTATGGTTATGGGAGGAACATTAGTGGTTCGGTAAAATGAACAAAGCAAGAAAGT
ACTGCTTGTGAGTGGAGCTGTGAAATGTCTTTGTCATGTTGATAGAACTGGTAATAATAA
AAATGACTCCAAAAATTGATATCCAATAACCAGTAATATTGTATTTTTTAGGCTTAACTA
TACAGTTTCACATTCAGGAAAGTTGTTTTAAAAGTCCTTATAGGGCTTAAATCTTTAACG
CATTTATTCACACCATAAACTAAAACATTTCCAGAAAGCCAAAAGAAAAGATTGTGGTGT
GTAAACTCATCAGAAGTGACATTGGGAGTGAGAGCTGCAATGCTTCTCCACATGCATCTA
AAAGACCGCTTGACTGAATTACAGATATTTTCTCATCTTTTGACGGAAACAAACGTGTTT
ACAGGCCTTAAAATGTATTCTCGACAGAATCTTCTGTCATTCTTCAGGGAAAAACATTTC
AAGATTCATATTTGACCAAAACTAATCAAAGATTAATTGGTGGAATCTTAAGTAACGCTT
TTTTGAAAACTGATAGAAAAATGTTGGTTAACATTTTTAGTCTTAATT
>AU171243 ID   AU171243   standard; mRNA; EST; 613 BP.
TGAAGAGCCCCACTGACGGAGCACGCCATGCATCTCTCCCACTCTTCCCCCTACTTACAG
CGAGGAGATATTCTAATAGAATGGAAAGATGGCACTGTTACTCCCCTGTATGAGGCTTAA
ATGTCGATGAAGGCAGTGCAGATGTGATTGTTTTCTGTAAGAGCACGCCGGCAGCTTGTG
TGTGATTTGGCATGTTGCCCCACCACAACCAGCATCTCTCCCAGTGTCTCCTGGAAGCAA
AGAAAAACAAAATTGAGAAAGTGAGGTGAAAAGAAAACTCAGCCTCAGCATCATTAGAAC
TAACTTTTGTGTAGCTGTCAGAGTAGAGTGTTAGTTTTCAAAGAAAAGTTTTTAACTGAG
TGGTGATTTCGAAAGACTCCAAGGAAGACAAACTTTACCCCTTTTAAGCACTTAAAGAGT
TCAGCAAAGCCACTACATCTGTCATCTGGTATCGACCTTTGCACCAGTAAATAGAAAATT
AATATTTACTTGAACCATTATGACCAGCTGACCTAGTCTCTGTTTCATGACAAACACTGC
TGTGCTAACTGTTTGGCAGTGCTATGTGTGCTTTATTTTGTGAACTTAATTTTGTAAAAA
AAAAAAAAAAAAA
>AU171247 ID   AU171247   standard; mRNA; EST; 720 BP.
CTCCGCTTCCTTCCTCTTGCAGCTCCTGGACGCTTTTCTCTCATCCAGCTTCGTGTTTTT
AAAGGTTTTTCTGTCTTCCTCTAAGGAATGCCATCAGCATTCGGTGGCCGCATGACGGGT
TGCCCTGAAGACCATCTCCCGTTCCTCCCTCCAGCCCGCCGCGCCTGAAACTGTCCATGG
TGCTGACGCGCCGAAGACTCGAGTGCGTTACTGCTCCTGTCTTTCCTAAAGTCTTCCTCT
GGGTTTTTCCTCTTTGCGTTAGATCAATTCGCTGCTAACCGCTCCATCTTTCTGAAGAGA
GCTTTTGAACTCAGAGCAAAGGAGCAGAACCTTCAGGAAGCCAGAAGGACAGACTTCCGC
GTCTCTGAATCGCCAAAACGCAAGAAGATCGGATTGATGGCTTTTGCAACTGGGCTGGAA
ATATTTCATTCATAAAGAGTAAAGAAACCGGAAGCAGCGAATGAGTTTGTTCCACGCGTA
ACAACTCCAAAAGTGTTCGTGTTGCTGCGGAACCGACTGCCGTCTTCAGGATCATCATCT
CAATCTAAAAACCACCTCGTTCCTCCCTGAAGCAAAACTTGTCCAAATGGTTATTTGAGG
AGGCTTCATCACAGCAATGGAGGCGTCCGCCAATGGGTCCAGTTTTGGCATCGACTCACT
GCTGTCGCACAGGCCCGGAAGCCCCGTGTCCAAAGGGGACAGCCTGGCGGGGGAGTGCCG
>AU171249 ID   AU171249   standard; mRNA; EST; 733 BP.
TTGGGTCCAAAATGGTTGTCCGATGAGCCAATGACTGTCTTCATAATTCTACTCAGCGTT
GTGCCACGTCGAGGGGTGCAGGCTGCTGAAATAACTCCTGCAGAATAACTGTCTGCTGTG
AGCATGTGTATAGAAACAAAGAGGACATGTGGACTAAAGGCTAAGGCTTCTGGCTTCTAA
ACCCTTTCTGCAGAGGTCAATTAGATTGCAATCATCTCCAAAAAAGATGACCTCTGCCAC
ACCGCCCTGCTCCCGCAGCTCCTCCCCCCACAAAGTTTGCCACGTCGCAGACGCAGACGG
ACGTTCTGAAACCATTACTTGGTGGCGTTTTATCTGGCGGGAGTGGGACTCTGCGGAAAA
GAAGGCGCGTCTTGTCCAAAGATGGGCATAGCAACGTGCGCATCGAGCATGTTAGAGGCA
GGAGTGCGCTCTACATGCGTGACCTGTGGACGACCTTTCTGGAAATGCAGTGGCGCTACA
AGTTCTTTCTATTCACAGCCACATTTGCAGGAACATGGTTCCTGTTTGGTGTGCTGTGGT
ACTTACTGGCACTGGTGCATGGAGACCTGCTAGAGTTTGACCCTCCATCGAACCACACAC
CCTGTGTGATGCAGGTACAGACTCTCACAGGAGCTTTCCTCTTCTCCCTGGAATCCCAAA
CAACCATTGGTTATGGGTTCCGCTGCATCACTGAGGAATGCCCAATTGCTATAATCCTCC
TGATAGTGCAGCT



>AU171250 ID   AU171250   standard; mRNA; EST; 786 BP.
TTTTTTTTTTTGGTGAGTCTGTCTGAACATCTAGTTTAGACCCTTTATTTTGATTTTGCA
ATGTTTGCCAATACATGCTAATTTACAGTTTTTATAAAATTGTTTAAAATGTTCTGTCTC
TGTATTAAGTTTAGTCAGATTCTACGTCTGTTGTTAGCTTTTGTTTACCAAACATGCTAT
TCTTGTTTAAATTATCATTGTCTTGCACTAAGGCTAGCATATATAGCTAATTTAATAAAT
AGAAAGAACTGAATTTTTTAACTCTGAAAAATAAAAATGTTAATTATGCAAATAAACGCG
TACAGTGAAGTTTTAGGAATGTTCTATTTGTCCTGTTAACTGTTTTTAAATCCTGCTGCT
AAGTTAGTTTATTTATCAAAGCAAGGGGCAAGGGATAAAGTGTTTTTTTGGGAAGTTTAT
TCATCACCTTATGTCAGCAACATCTCAGTTTTATGTTTTTTTCATAAAACAGAATAACTG
AAATTGCTTTTTGAGCTTCGAAAGGCTTTTACAATGAAGATGTGCAAAGCTAAAACGTGT
CTTGTTTTTTGTCTTGTAATTTTCCTTAATGGATTTGAATTCATCGTAAAATACAGCTAA
CAAATTGAAGAATTCGTTTCCCAAAATATTACAAATATTCTGCTCATTACCCTAAACTTA
AAACTGAGAAATTAAACATTGAGTTCTCTTTAAGATTACTTAATCTATAACCAACATGGA
AGGAGTTTTAAAAGCAAATAAAAGATCTTTCATTTGTTAAATCTTAAGGCAGTCCTGACA
GCAAAT
>AU171254 ID   AU171254   standard; mRNA; EST; 691 BP.
AAATGGCAAAACGGCAACAGGCCGAAGCGTCTACCCGTCGTAACCTGCTGGGGAGTGGCG
ATCGCAGCGACCGTAACCGTACTTACAACTTCCCGCAGGGGCGCGTTACCGATCACCGCA
TCAACCTGACACTCTACCGTCTGGATGAAGTGATGGAAGGTAAGCTGGATATGCTGATTG
AACCGATTATCCAGGAACATCAGGCCGACCAACTGGCGGCGTTGTCCGAGCAGGAATAAT
GGAATATCAATACTGGTTACGTGAAGCAATAAGCCAACTTCAGGCGAGCGAAAGCCCACG
CCGTGACGCTGAAACCGGCACCGGAAGTGCGTGAATTCTGGGGCTGGTGGATGGAGCTGG
AAGCGCAGGAATCCCGTTTTACCTACAGTTACCAGTTTGGTCTGTTCGATAAAGCAGGCG
ACTGGAAGAGTGTTCCGGTAAAAGACACTGAAGTGGTTGAACGACTGGAGCACACCCTGC
GTGAGTTTCACGAGAAGCTGCGTGAACTGCTGACGACGCTGAATCTGAAGCTGGAACCGG
CGGATGATTTTCGTGACGAGCCGGTGAAGTTAACGGCGTGAGTGAAATGTGCCGGATGCA
TCACATCCGGCAATAATCATTAAAACTGATAGGTCATGCCAACCGCGACAATATCATCAT
TATTAATATTCAATTTGTTATCGCTATCCAG
>AU171257 ID   AU171257   standard; mRNA; EST; 744 BP.
CTGCAAAAGCGGATACAGCATTGTAACTGCCTTGACTCAACCACAGAAAATAGATGTCTT
AGTCATGTGAAAATGACGCCCACCACCAATCTTCGAGTCCTTGCTGTTTCGCTGCTCTCC
CTCCTCGCTGCCCTACTTAGCACTGCTGTGGAGACCTCTCTGTCTCCGCTTCCTCAGCAA
ACTGACCGCACCAGAGGACCATATACCGAGGAGCCCAAGAATGACTCCAGTCCGTCAATT
CTGCTCCTTGCCATTCAGCCCAATCTCCTGCCAGCGGCTCTCCAAAGCCGGCCCAAACGC
CCCGTAGAGCTCCCAGAAACCTCAGGGGGAGTTTTGGAAACACCTCCTAAGCCTTTGCCC
CAGGTAATGTTCCCCAAGAATGTAACGTCATCAGAGGCCCTCGCACCACCTCTAGGCGCA
GCCCAGGTCGCGCCTTTTCAAATGATGGATGGATGGACGGATGTATGTCGAGGCTATTAC
GACGTAATGGGACACTTTGATTCAGCCTTCAACTGTTCCAAGGACTCCTTCATCTACTGC
TGTGGAACCTGCCACTACCGCTTCTGCTGCCCAGAGTCTAGCAGAAAACTGGAGCAGGAC
AACTGCAAAAATTATGACTCCCCAGACTGGGCCAAGCCGCAGACGGAGATCATGATCCTT
CCAGACGATGGGGGTTCTGACCCAGACTTTGACCCGCTGGAAGCAGCAGAGTCACAACAC
AGGCTTCGTCATTGGGGGCGTAGT
>AU171259 ID   AU171259   standard; mRNA; EST; 622 BP.
CTGGGCTTCTAAATCAAACGGATCCGCAGTCAGAAGTCTGATTCGCTCTTGTTCCCTTTT
GGCTCGATCCTGCTGCTGCTCCAGCAGCACTTTGGTAAAACGCTCTAAATCTCCACTCAG
CAGGGCCTCAGCCAGTGGAGGATTTCTTTCTTTTAGGAGTGAGAGCTCGTGTGGATTTGA
TAAGAGCATCTGCTGGAGTAAGGCGGGGTCGTCCAGACCCTGTGGGAGGGTGCCACGAAA
GGCCGTAGGTGTGGAAGGCTGTGGTTGCGGCTGTGGTTGCGGCTGTGGTTGCTGCGGCTG
CTGCGGTTGAGACGGCTGTTGCTGTGGCGGCAGCGGCCTTGCAGAGCTGCGCTGGTTGCT
TGATGATGACGTACCTGGGACTGTGATGGAACGAAAGTCAATGCGGGGCAGACCTGACAG
GGATGGCAGAGTCGGTGGCGGCCTTCTGTCCGCTTGTCGTAGAACCACAACATCGCCATC
CTTAACCCCATAATTCCCCAAGGCACGCGTGGGGTCCTTCAGTGGCTGCTCTACATATGT
GATCTGAATTTCCCCCGCAGGAATTCCCGACTCCAGTTCACAAAGTGCTACAAAGTCTCT
CAGCTTCCAACTCCGGGGACAC
>AU171260 ID   AU171260   standard; mRNA; EST; 382 BP.
TTTTTATCGAACAAACTGATGCATACAGAGGAGGCATGGAATCTTCTACTTGTAATTTGG
AGGAGTTAAAGCGTTTTGTTGTAAAGGATGCACCTCAAACCGTCTATTACATCCCAGATT
TCATATCAGAAGACGAGGAGTCCTATCTACTACAACAGGTCTACAAAGCTCCAAAAACAA
AGTGGACCCAGCTTTCTGGTAGAAGGCTCCAGAACTGGGGAGGGTTACCTCATCCCAGAG
GCATGGTCCCAGAGAAGATCCCTGACTGGCTCCAGGCTTATTGTGAAAAAATATCTTCAT
TAGACGCATTTGGTGGGAAAACGGCAAATCATGTGCTGGTCAATGAGTACAAACAAGGGG
GAAGGCATTATGCCCACACGAA
>AU171261 ID   AU171261   standard; mRNA; EST; 306 BP.
GTTTCTTGCGATATTTAAACGTAATTCTCCAAGATTTGCTTTAAACTCTAATTATGAGAC



CTTTAACGGAGGAGGAGACAAAAGCGATGTTCGAGAAGCTTTCAAAATACATTGGAGAAA
ACATTAAACTTNTTGTTGACCGACCCGACGGTACCTACTGTTTCAGATTACACCATGACC
GAGTGTACTACATGAGGTATTTCCTGATCAATGCCTAAGATTGTTTGCGGTAATTNAGCC
TGGATGTTGATGCAGNATCGTTTTCTCTTCACAGCGAGAAAATTNTTAAGTTGGCAACGA
ACTTTT
>AU171266 ID   AU171266   standard; mRNA; EST; 748 BP.
TTTTTTTTTTCCTGCAGGAAAAAAAACCCTAAATAAATGCATGCATTCCTGTAATTTACC
AAAGTGACGGAGCATTGCAAAGATCCTGGCTTCAGAGAGAATTTATTTTGGAAAAATTTA
AATGTGATTTGTAAAAGAAAGCCAACATACTGCATTATGATTCAGAAGAGGAAGATAAAA
GCAAAAGCTTAACATTAAAGGCTGCAATTTCAGTCAAATAATGCAACGGTTTATATTTTT
GACCATTTTCCAGAATGTTTTATTGTTTTGTTTTCCAACTGCACTCTTGCACTTGCAATC
AAACGTTAAAAAGTATGACTTTTTTTTGTTTCTAAAAACTTTGCGCATTTTGGCATTCCA
CCGTTGGTTCTTCAAATGTTTCCTGTTGACATTTTTCTAAGAAAAATAACTGTTGTCATA
AGGATTCCAAATGTCAACAAATACGTGACGTTTCTGATCATGCAGCGTTAGTAATGCACA
GTAACTAGAGCTGGCCAATTTGAGCGGAATGCTTTTGCGGTCGATGGAAGTACGACTTGT
TCTTTACATGCTTTGACACGCCAAAAACGTCTGTTGCAAAAACTGTTATCTCAGCGAAAC
TTACATTTCCCATGAAGAATACTCGTTCCTGATCATCCACTGGGTAAATTGTGAATCAGT
GAACAGCCAAGTAAACATGATCGCGCTGTGGTTGCACAGAACATAAACTGCTTTTTTTTC
CCTCTCTGCACCCAAACTTTTGTTTTCT
>AU171274 ID   AU171274   standard; mRNA; EST; 755 BP.
GTTTGACATTCCAAAGTAAGGTTTTCCCCTGCTTCTAAGAGCTTTGGGGATCATAGTTTT
TTTTTTTTTTTTTTTTTATTGCTGTAAAGGAGGAACACTGGGGTGGGAGTCATAAACCGC
AGCAAGTTGTTCTGCTGTTAGTTACCAAGCTGTGGCGTTTTCTGCTGCTTTGAACATAAA
TGAAGGCTTTCAATTATTAAACTGACCGGGATTTCTTTAGTGCACTACAAAGCAAGAGAC
TGCAACACTTCAATCAGCCAACAGGGGGAGACAAACCCCACTTAAACTGTTGGAGGAGCT
CTCAGTGTAAATAAAAATTACTGTACATCTAGCCTTGGTTTGCCTGCCTTCTTCATCTTT
GCTTTAAAGTTTTTATTTATTATTGTTTTTTATAGCTGAGGAAGATTGGAGTGTATCATT
CTATTGTTTGGCATAAAAAAAATCACCAAGTAATATCTATATTTAAAAGCTTCTCTTTGT
ATTAATTTAAAACAAATGCTCGCTTCTTCAATGACTTCCTTTGGAAATATTCTTAGATAT
TAGGTTAGATTTGATCATGTTTCACAGTTTTGGATTTTTAACTTTCACCATATGTGTTTT
AGTTGTTGATTATCTTTATAATTAATGTCATAAGGCCTTGGTCAACTGGGATTTTTCTTG
TACTTGCAGCTTATCAAAAGCTAAAAGTTGACTATCATCTGGTGCAGCTGCACCAGAAAA
AAATATGCTCCACTTAAAGTGCTAATAAAGGAACA
>AU171275 ID   AU171275   standard; mRNA; EST; 769 BP.
GGCTTGCAGAGATAACGGCTGCACTCCGCTTCTAACAATACGGGCTTTATGTTCAGGCAT
TAAACTTCCACCGCGGTCGGCATTTAAGAAAATCATCCGGTGATTTCATTTTGCGATTTG
TTTAACGAAGCTCACAAAAGCCCTTTTAATTTGTACGGCAGTTTTAGTAATCAGGGTTAG
CATAGTGGCTAACGAAAGCACCGTTAGCCTAACGCAAGTTTGACAGCTAACTAGTACGAC
CGGGAAATTGCGTAATATTTAACAATCATGCGTCAACAAACAACGTGCATTTCCCTTTAG
TAATAGTGTTAAAGGAATATTGCAAACCTACCTACTTCCTGAACGCAACTTAAATTACCG
AGTTCTGGACGATGATGCTAACAGGCTAAGTTAGCTCTTTGCTATGTTGTAGCTAATGGC
AGCTTCGCTGCTGCGAAGCACCTTCCTTCCTGTTTACAGGCAGCTCTCCATAATGAAACT
CTCCAGTTTAAACCATTGGGAATCTGTGCTTACCTTTTAAAATAAATATACAGATATACA
AAAAATCAATTTCTTTCAATAATTTAATATAAAAAACTGCAGTTGTGGGAGGGTCAGAGT
TCGTGACCTTTCTTTCATTAATAAAGGATGTTTGCGCATGCGCAGTCTGGTGGCTGCCTG
TCTGGTTAAAGGTGTTACGTTATGTGAAGCTATAACCGAGGAAACGATGCAGCAATAGAA
ATACATTAGAATTAAATGTTTTTTCTTCTGGTCCACTTGCTGCAAAATG
>AU171276 ID   AU171276   standard; mRNA; EST; 427 BP.
GTCATCCCACACATGCGATGGACACCCAGACAGCGGGGAATCCCAGCCAGAGTCCAACCC
CATCAAGGAAGAAAGGCCGTTTAGATGCAACATTTGTGGCCGCAGCTACCGCCATGCTGG
CTCGCTGTTGAACCACAAAAACACCCACAAGACGGGCCACTTCAGCTGCACCTTCTGCTC
CAAGCCCTTCACCAACCCCATGGCTTTGCGCAACCACACACGCATCCACACGCAGAAGAA
AAAGTTTGTGTGCCTCACGTGCGGCAAGGCCTTCCGCCTGGCCAGCATCCTTCACAACCA
CCAGAGGATTCACAACCGGGTGCTGAGTCACTTCAGCTGCCCTTCGTGTGGGAGGAGCTT
CCAGAGCAGATCCAGCCTGAGGAGGCACCACTGCTGCAGANGTCAGGGGAGGAGTGTGCT
CCCCGGA
>AU171279 ID   AU171279   standard; mRNA; EST; 538 BP.
TTTTTTTTTTTTTTTTTTTTCAGTATAGTTTGTGCTTTATTAGGTGAACAAAACCATCAA
AATATATAAACGTGCATGATTGTTAAAGAAACAGAGACACAGAGGCTTAACCGGGTGTGG
GAGTTCCAATCTGAGGTAGAACGGGGGGAAAGGAAAACCTCTCAGAGATACAGAAGAGAA
AAAGATAGAGAAGCGGTGGCCGCTAAGATAAGTATATAGCTTGGAACGTTCCATCAAATA
GCAAAACACAATCATGAATATCGTCAAATCCAGTAAACAGACGAAAAAAGGTTTGGAGAT
TAGTTTGTTTTAATTAACCCCTCTTTTAACGCTCCTCTTTAAAAGTATCTTCAGGAACGA
CTAAAACTAAACTGTATTCAGCGGTGAAGGGCGCCTCTGAGCTTTTAAATATAGAATAGT



CTCATTTATGTACAATTTTTGTGATTACCAAGAAGACTTCCAGTTATTTAAGATTGTTGA
TTACAGCTAAATACAAAATATATCACTCAATATGTGTCTAGTATATATTTTTACATTT
>AU171282 ID   AU171282   standard; mRNA; EST; 765 BP.
GTTTTTTTTTTTTTTTTTTAAGCTTCTTTTTGGTTTGTTTGATTGTCTTGAGCCTCTTTA
GCTTCATGCACATTTCTTCTTACTTAAACTACACAACAAAATTCAGTGAACCTTGAACTC
CAGCATTTTAAATATTCAAAATTGACCCATCAAGTTTAAACACTTTCTGTTCATTGGTTT
AAATTATCATGGTTTGGACACTCCTGGTTTGAGTCAATGGATCAATATTATGCTTTTTTT
AGTTTATTGAACATTATATAGCTATAAGTAGACGCTGCGAGGAGAATCCGGAACTTTTCT
TTTCTGTCTCCTCTTCTCTTTAACCTTAACCAAGAACACAATTCATCTTGAGAAGTGCAA
TTAGAGTTTGATATATAAGCCACATATTATAACACATCAGTCCGGAAGTAATGCAGAACG
CACTTCTCAGAACCATTCCCCTTTGGAATATCTCAGAATATTAGTGAAAATAGCTTCATC
CAAAACCTCAGCTGGCTTTGTATTAAACCTTACTCTTAGAAAAAGGTCATTTTTTCTTAA
ATGTGCTTTGAGTGGACTCTAAAACTCTGTCGTATACTACGGTTGGGAAAGCTAATTGAT
TATGCAGCAGCACAGTTATTTATAGTTTTCTAACCAATAAACTTCCACCACCTGAGTGTA
AACGGTTTCTAACCCTATCCCCCTCAGCCCTTGGTATGAACACTCATTAGATTCTGCCTT
GGGTCATATCAAAGTCATAAACAGTCATGAAAACCCCTGATGTAA
>AU171286 ID   AU171286   standard; mRNA; EST; 712 BP.
TTTTTTTTTTTTTTTTGTTATGACACATTAAAATGGTTGGACCTAAAAATAAATAAATAA
ATAAGACTAGATTTACCACTCAGAATTCAGCTTTTTGGACAGTTTCAGGTTCATAGTAGA
ATTATTGTGTCATGTAATAAAAAATATGTTGCTAAAAATAGGAAACTGGGGCTGTACTAC
AAAGATGGATGCCAAGGATTGCAAGGATAATTGTTTTAAAGATAAATTAATAAAGCACAT
TGGAAAACGGATAAAAAAGCTCGAAAAGGTTTCAGACTACTAAGGGTTAACCCAAAGTAG
TGACTGAAATTCTGTTCCTTTTTTCGTCAACCTGCTTATTACTTCCTTATCTGGCTTTAC
TAAGCTAAAATACAAACAAATGTATGCAAATATATACGTACAGTAAACACGTGCAAGTTT
CCAAGAAGCTTTATTACAGACTCAAGGTCCATTTGCCACAATATACACAAAACATATAAA
AGATTTAAGGATAAAAATAAAACACGCAAACAAGTTAAAAAAAAAAACAATGTCATAAAA
GTATAAAAAGCAATGCCATGGGAAGTTTAAAAACAACGACATAAGTATCATGAACTTAAT
AAAAAGACTACAACTTCTGACTAAAAAAACAAAAAAAAAACTACTTTAAAAGTTTTAAAA
AAACAAAACCTGCAAGTAGGTGATTGGCATCTAAAAGGGCTGTATTTAAATT
>AU171296 ID   AU171296   standard; mRNA; EST; 410 BP.
CGAGCTCAGATGAAGAGGAAGGCCTCCTTTTCCTCCCATCTGCTCGGAGACCAAAGCGCA
GCAGACGCGGACAAAAGCCATAAAAACGCAACCACTCCCATCTCCTCATTGTACTGCATC
CCCCGCGAGTTGAGCTTACCAAAGGCTCCCTGGTCTGGCACGGATTTGGCCAGAGCCTCC
CAAACCGTGCAGACCGAGGCGAGCAGGAGCAGAAGACGGACTCTGTTCGGCAGCATCCTG
GCAGCTACATCTCCAGCCGGGAGTCCATGATCCTGCGCGCCGATCCTGCGCGTTCCCCCG
CTGAACAAGGCGCACCGATGCGCGTCTAGCAGCCGAGATGCTGCTGCCCGCCGCCGCCGC
ACCCCCCGGCCGTGTGTGTGTGTGTGCGCGCACGCCTTTGGGGGAGGGAA
>AU171297 ID   AU171297   standard; mRNA; EST; 585 BP.
GCGCGCACGGGGAATTTTTTTACCAGTATTTGAAAAAACGTTTATTTTGCATCTTCAAAA
AATATATATATATATATATTTATATATATTTGTAAAATCAATACAGTTTATCTAAAAATG
TAGATTAAAAAGGCAAAAATCGTCCATCGTTGTCCCATGGAGACAACGTGAAAATAATGG
TTGAAGCTGTAAATCCAGAGCACTATATTACCCTCTCCAGGCTCGCATCGTCACTTTGGT
GCCCCGACTGCAATTCCTGCTACGTTGCATAAGTCTGCTCATCCGTTTCCCCTCGACTAT
TTTCTGAGGACCCCCGGCACAGGACGGAGAAACCACTGCACGTCAGGACCGGTGCTGAAG
CTCTCATCTCTCTGCTGGTCAGGACTAACCGAAAAACACCGTCAGCATGGCTACCAACGG
GACCAAAGCCTCGGATGGGCACGTCTTAACGGAGACAGTGACTGATGCGCCCAGCACCAC
GCCAAATGACAAACCCAAAACCTTGGTGGTGAAGGTGCAGAAGACGAAAAAGGAAATACC
TGAGAGAGAAACATGGGGTGGAAAATTTGACTTTCTACTCTCTTG
>AU171298 ID   AU171298   standard; mRNA; EST; 716 BP.
CACGTGTCCCCGGTCCAGGATGAGAACTTCCATCATCTGCTTTTCTCACAGCATCACCAA
CAGGTTCATTTAGATGAGTCTAGACAGTACAGCCACACCAGCACAGCACCACGCATGCTT
CACCCTGCTGCTCACCTGCCCCAGCAGAGCCCCATCATGGTTGATTTACATGACCAGATG
CACCAGGGATCAGTTCCAATATCATACACTGTTACAACGGTGACAACCCATGGGTTTCCC
ATCCACACCGGGCAGCCCCTTCCAGGGTGCAACACTCAGCAGCTCCCAGCATGCTCGGTA
ATGTTCAGCGGACAGCTCTCTCTGCTCTGCTGCCTTCCTCCTCCTCTTATACAGGCATGT
ACCATGCAGCATATACCTGTGTCTTATCAAGCCTTTCCGCCCCTGCTCTCCAGCGAGCAT
TTTGTATTACACCCAACCCCATCTGCACCACCTCACCAGCCACCGCACCTTACTCCTTTG
AGCCAGTTTGTCCCTTTACAGCCACAGCATCCGCGCATGCCTCTGCAGAGGGTTGAAAAT
GAAGTTGACCTAAGAGGGGACCAGCACTCAGTCGGCACGTTCTCATATCCTCCCTCTCAC
CATCCACCAGCGCTGCCTCCTTCACTGCCCCTACAGTATCTTCCTCAAGAGCCTCTACAT
CAGGAGCTTTCCCTTTGGAGTGCCATATCCTCATGTGCTGCCACGGCGAGTCATGG
>AU171299 ID   AU171299   standard; mRNA; EST; 742 BP.
TTTGATTTGACAAATGCTTAATACTTTTAAATCTAGATTTATACTGCTTTACACTATTCA
ATTCATTTCAATATGCTGTGTTTACTGTTTTTTAGAAGCTGGGAAATAAATGTGAATTTT



GTAGTCAGTTCAGAGTAGAAATGCTATGAAATCTTCTCACATAATCTGGCAGCCTGTTAG
AGTGTTTGTTAAATTTTTTGGTCTGTAATAAAACTGTGTTCAACACATCTGGAGCAGGTA
ATGTTTTTATACATTTACATGGTTATGAACCCATCTTTGGCAAAAAAAAAAAATCTGATT
TCTGATCTTATATTTGACTCACCTCACTAACCTGGAAAAGCCTCCTTACATCAAACACAA
AAAAAGCGTTGGAAGCCATTGTTTTAACATCAGTTTATTGCTCTGCATGTAAGATGCAAT
ATTTGCATTGTAGTTTTTGTCATTGTGGATCTTATTGTTTTGTCTGTTTTATATTATTCG
TTATCTTTTTTTTTTCTCCTCCAGAATTGGTCCAAATACACCACCTGTTTATAAGTAATG
AATAAACTTAATGAATGAATGAGCTGTCTGATGTTAAGTAAATTCAAATCTATCTTAATA
TATCAAAAAGTGCCCTTCATGTGCTGATTTACTGCTAAATCTTGCCTATTCAACCATTAA
TATCTTATTTTTTGATTTTGCTGACTTTAAATAAGAAGGTTTGATAGAAGATTCTGTTTT
TCAGGGTAAATGGATTGGTAAA
>AU171300 ID   AU171300   standard; mRNA; EST; 377 BP.
CAGCTGCGCTGCAGCGGCTGCGTCAGGCTGCGCTGCACGCGCCTCCACAGACGCGCGCTC
CTTCCGTCTGCTCATCATGTCTGCGGGGCAGCAGCAGTCGTCGCTGTGAGGCGGAGCAGC
TCAGGATGATGTCGTCTTTCTACCACCCCGGGAAGGAGGCGGACATGGCGGCCATGGTGG
AGCCGCTGTGCCTGGAGAGAGATGTGTGCAGAGTGATCGAACTGTTGGACCGACTCCAGA
GGACCGGTGAGCTCCCCCCTCCCAAACTTCAAGCCCTGCAGAGAGTCCTGCAGAGCAAAT
TCTGCGCCGCCATCAGAGAGGTGTACGAGCAGCTCTACGACACTCTGGACATTGTCGGGG
GACCAGAAGTCCGAGCT
>AU171301 ID   AU171301   standard; mRNA; EST; 750 BP.
GTGGGAAAGAAATGAGTGGAAGATAATAATAAAAAAACAAAAAAACAATGCAATGCATTT
GGCTTGAGGGCTGGTGGGAAAGGTCCTCTTTGATGTGCCTGCCACAGAAAAACCTCCAGG
AGCAGGACTGGTAGTTGGCCTGAAAGAGTGAAACTCTGATTCTGTGCATTTTCTTTGCAA
TCACGCCAAGTCATTGCCAGAAAAAGATGCACATTCACTCTGAGAGGTGCATTCTGAACA
AAGCAGGGCTCTCGAAAATCAAATACATGACTTTGAAGGCCATGTACTGCATTCATTCTT
GAATCCAGGCATGCAACGTTCACATTTGACGCCATCCTGAGAGTTTTCATTTGGTTGCTA
AGAAACTGTCCCCAAGGACGCAGCTCCACAATTTTTTTTTCTTATCTTTTTCTTTTCTAA
CCATAGGTGATGCCATTTTTCTTTTTGCAAACACTAATAGCCTTAAGGGGAGCAAATGAA
AACCAATTTTTTCCTCTATTGTCTATTGTTTTCATTGGGCTGCTGAAGATCTTCATTTTG
GTGGAACCTTTCTATGCATCCGCACCCCAGTTTGTGTGTCACTCATTAGCTGGAGCACAG
AGCTCATTGTGGGAGAAAAAAAAAGCCATGACAAGCAGTGTTCATTCATCCTCATTTATC
TACGGGTATTTACACATCTCATTACACAATAATGATTACCCATCACAGCCTCACCATGCT
CTTGTAGTGGGAGCCAAATGATGTAGCCGA
>AU171305 ID   AU171305   standard; mRNA; EST; 794 BP.
TTNNNNNGGNTTTTTNACTGGNGACTACCCCCCGTNTGTGGCGGCCGCTCTACAACTAGT
GGNTCCCCCGGGCTGCAGGNAATTCGGCGGCGGCGGATCCGTTCGGTTAAAATTGATATA
TTTATAAGAAAAAAAAGAAAATAACTTTTAAAAAGAAAACCTTTTTGTAGTGACAAATCT
ATTCATCCGATGATAATTGTAGGCGTGGACATCATGAGTCCAGCCAGTCAGAATGAATTG
CACTGGTAGGTTGGAAATTCTCTCTTGTTTTAATGTATTTTTTTGTTTGTTTGTTTTATA
GACACACATTAGAGGTGGTGGGACATATTTCTGCGTGCTATTTTAGCTTGTTCTCACCTA
AATTATTCATGAAAATGCTGTAAAACCCCTAAAAGGAGTCACGATTCCCTATGTTCTGAT
CCATTAAAATCCAAATGGATGTTCCACTCACAAATAGAGTGTACTTTCAAAAAACAAGTC
AGTTCACTGATGGAAAAGTTGTTAAACTTTAGTTAAAGATTACAAGTTTTTGATTGAAAA
AGCAGTAGTATGAAAAATCTGATTTGTTTATAAAAGTATCTTTAAAGAATCCAAACTATT
CGATGAAATGGTTACGTTTGGACAAATAAAAATAAAAAAACCTTACGATTGTTGTTTATG
TGTCCGATCAGGAACAAAGATAAAATAAACAGCCATTTCCTAGGCTACCTTTTACTGGTG
GAACAGCATTTATGTCCATACCAGAACTTCAAATTTTCCAGTTTAAATCTTCTTTTTGCT
CTGTTTATATTTTG
>AU171310 ID   AU171310   standard; mRNA; EST; 662 BP.
TTTTTTTTTTTAAATTTTTTAAATTTGATTCTAAGTGACTGCAATTCTAATACAGATTCA
GTGTGACAGCAGTAATAAACTTTACCTGATAAGCTTAATTTATCTTTATTAGTTAATGAA
CTGCATCAAAGGGGTTTGCATAAACTAAACACCAAAACACAAAAGAAAGGAGGGTCTGAA
ATAACTACTAGCTCTTCGAACCACGGCAACCCTTCGAACGTTTACACAAGTAATGCCATT
TCAACAGATTCCGAAGCGTCAGAATCTGGTAGTTTACATTAATTTTGCAGAGTTACTGCA
CTATTACTGCTGTAAAGTGTTGCACATCAGCACAAAGTTGCTTTTCTCAGCTTCAGGATC
TGTTGGAATTACGTAAATTGCGCAAACAGTTGAAGAGTTACGGTAATTCAAAGAACGACA
AACCGGAGCTAAAGCTCTGGTGTTAAAGGGTTCAAATAGTCACCACCGGCTGTCCCCGAA
TGAGCGCTAGCTTAGCATACGCATCAGATATTTTACACTTTTGTTTCCCCCCCCCCGCAT
ATTTTAAAAGCGCATTTAAAAAAATTAAATTGTTCCATTTATTATATTTTGCAACTGTAG
GCGACTTCTTTCACTTTTCTTCTTCATTATCCTAATCAGGTTTAGGTTGTCTGTATCGCC
CT
>AU171314 ID   AU171314   standard; mRNA; EST; 602 BP.
ACAGNATTTGTATGTTTTTATAATTGTTCATTTAAACTGGTTGCAAAACTAAAAGAACAC
GCCATTCTCTGGCCAGTCTTACTGGTGCAGTGTCAGGTAAGGATGTAAAGATGTTGCTAT



GCAGCAGGCACACTTCCTGCCCTGCCTTTTTATGACTGTGTTCACACGATCCACTTGAAC
CCTTTTGAAATGTGTTTTTGGTAAGTAGACACTGATGGCTTGTTTGGTTTTCCTGCCAAA
TCCCTAAAATTCTCTGTGTTGTTTGTATCTCGATTTTTCTCTGTGTGCTTTTAGTAGCGA
AGCCGCCAGCGTGAGTCGCTTGTTTCAGTAAGCATNTAAATGAAAATTGAGGGCTCACCC
AACTGGAGAAGCAGNTGTGCTTGCTAACGTTTGGTTCATGACTTTAAAAACACATTCAGG
TGATACATTTTTGGCAGTGTTCATTGGAGTAGTGTGATTTATTNCAACTTTAGCTGTTAT
CACTGCAGAGATTATTTTGAATTAAGGGAACTCATTTGTAAGGTGATGAACCTAATTTGA
AGAATTACAGTGAGGAAGATTTTTTTATTTTTTATTTTNTTTGTCTTTTCCAGAGCATCT
TG
>AU171315 ID   AU171315   standard; mRNA; EST; 708 BP.
TTGTTTTGACACGTTTATTAGGTTCAATATTTGAAAAGTACAAGCTAAACCAACAACAGG
AAAAGAGACACATTACTCCTTCAGAATAAAAGAATTTCAAAAAAAGCATCAGTCCACTTC
ACATTAAAAAAAATTGACATTACATCAGTCTTTCCCAGNAATTACCCCCCACCCAACATC
TTCAAACACACACACGCACACAGGAAAAATACCTCAACGTACAAAATGGGGAAGGAATTT
TTTAAAGTAAATTTATGAGTAAACACTGAAGAATCCAGCATTACTTAAATAGTTGATGAG
TCTAACTTAATGGCACTTAAAGCTTACCGTATCACATGCCATCAACGCTGCAACGTACCT
GGAACTGCCCCCATGTGAAGGGGGCAGCGTCAAACACACACAATGGGATGCAGTGTTTAT
GTTTGGTGAAGGAGGGGAAATATGTGACCCTGTCCACAACCTTGTCAAAACAAAAAAAAG
TTTTTTTTTTTTCAATTTTCTAGTTCTGATCCTAAAAAAATTGCTCTCTGCTTAGTTTTA
CTTCAAACGGCTCAAAGCTTTGAACTGATGAAAGCAACTGTCATCCCAGATGAATCTTTA
AAGCCTTCCTCTTAGTGCACACACTATTTATTATTACAAAAAAAACCGAAGAACCCCAAG
TGGGAAGATTGATCAGAAACTGTATTTGGATTACTCTACACCTGTATG
>AU171323 ID   AU171323   standard; mRNA; EST; 215 BP.
CTCAAAGTGCCACCAATGACGGAAAGCTCCAGAACTCTTCCTACAAAGGCCAAAATGAAC
AGTGGACTGTCCCTCTCCTCCCAGCAGAGGGCCCCCACCGCCCTGTACACCTGCACCCAA
TGCAGTATTGACAGCAGCAGCACCAGCGTCAGCGTCAGTGGAGGAGGCCCCACCAGCAGC
GGAATAGCAGGGGGCACAGTGGTGAGGTAGGACTT
>AU171324 ID   AU171324   standard; mRNA; EST; 725 BP.
CTGCAGTAGNACAGCGATTTCCTGTACCGCAGCCGCCTAGGATGAAACAGGGTGTGACGG
TATTTCCAGTGCAGTCTTTGCACATCAGCAAATACCCGGCCCCTCATTTTACTTTACCGA
TCGGGTTTGAAGGTAATGTAGCATCATTGAGATGAATAAAGATGGAGGATTTGGGCAGAA
GTAATGCATTTTTGTGGGAAATGACACTTTAGGAGGTAGATTGAAGTATTTAACCAGTCT
TAACCTGTCCCGGTGCATGAAGTATCCCTTTTTTTCCTTCAATAGCTTGGCAGCACAGTG
TGACCACCAGTTGCTTTTACCATAAACTAGTTGATGCTTATAGTGAAACAAACAGTGCCA
TGCTTCTGCAGCAATGAAATGTAAAAAACAAAACAAAAAAAAAGTGCAGCAAAACCATTT
GTGCATTGATTTGCTGTATGTACTGTACATACATGAATGTATATTGTATATATTAGATCA
CTCTCTATGTATATGCAGCAATTTTTCAAGAAGTTTTTTTTTTCATTTCACTGATCAGCA
AAGGATGAAGGATTCAAAGACTTTGAATGTGTGTGTCGTTGCTGTGAGTGAGGTGACATG
CGTTTGAAAGGTTCTCACCTGTTGAAGGAAGCAGCACAGCAGATATTTTGGTTTGTTATT
TTAAAGGGGACAAGTTTAATTTATTTTTAAGTTGTATTAGTGGAACATTTTTCAGATTAT
TTTTG
>AU171326 ID   AU171326   standard; mRNA; EST; 321 BP.
CAAAAGTTATTAGAAAGCCTAGAAATAAGTGCAAAAAGGAAAAGTGATCCTCGAATTTTC
CAACTGGCAGACGAGCAGAGGCAGCTTTATGTTTCAGCCCGCACTGAGGAGGAATTACAA
AGCTGTTGAGACCCTAAAACTCGATCTTGCAGGCTGGAAAAGACTCATCCTGCATGACAA
CGGTGCTGCTGGAGGCCAAAACCATGATGTTGAGTTCCTGCTGCCTTTCATGGGTCTGCT
GGTACCACTCGCGGGTGACCCCAGTGTCGTGGGTGGGGATCAGCGTCACCTGAAGGTTTG
ATCCCCACTGAGCTTTTCCGT
>AU171328 ID   AU171328   standard; mRNA; EST; 604 BP.
AAGNAGTCCTGTCAAAGGCATTAATATTACACATTAATTTTATAAGGCCTCACTTTAAAA
CAAGATTTAAAAAAAAACACGACTGAGTTACTACATGCTATGAGCTCAATAAAACCCGTT
TTATGTTTNCTGGTTACAATGTTTTTATTGGCTGGTTATGGTACTTCCTGTAAAGATAAG
TACATTGGTAGGATAAAACTACAAAGAATTTTATGATAAGACGAGCAAAAAAGAATACGG
TGCCCTGAGCAATGGAACAGATGGTGGCATGAAAATGGAAGATCCATGAGAGCTCATACA
CCGAGGATCATTCAAACTGCTTCAGAGAAACATCAACAGAAAACGTTAAATGTATTATAT
TATGCAGCTTGTTTATAAGGATGGGTTGCTGTGCAGGAACTGTTCCTGCTGGGCCGTTCT
AGTATCAAGTCCTGCATTATTTGGAGTAAACAGCATCAGTTTACTGGTGGTGTTCTGGTA
GAAGAGCAGGTCTGAAGTCAAAATTTTTCACCAGGGGAAACAAAATGACAACGTCCATTT
TAAAAAGTAGAAAAAATTTAGCAGGTTTTGTGAAAGCAGCCAATCACTGAAATTCTTAGA
TCAT
>AU171330 ID   AU171330   standard; mRNA; EST; 719 BP.
CAAGAAACCGGGGAGAGGGTGACGGTGAGACGGTTTGACAGGCCGCATCTTTTCCGACGG
GGGGCTCCGGTTGGAATGACCCAGCCATGATGCCACAGCCATGCCCCACCTGTCGCCCAG
GTGTTCCCGGACGGAGAGCCTGGCCATCCGCCAGTCTTAGAGGGAGTGCCAACAGAATCG



TCAGTCATCTGGACTCAGAGATATCCCCCCCCCAGAGCCTCCCGCAGTACTGACGCTGCG
CCCCTGCTGCAGGTGTGTGATCCAGCTTCTAGACTCGCATGCATTGATGACAAACTTCTC
CTCATCTTCATCCACCTCCTGTCAGTTGTGAGGATCTTCAAAGCAGAGTTTCCCCCCCCC
TAGAGAGGACTGCAAAAGTGACACCATGCGGCACATCCACGTGGAGCTGGCCCACAAAAA
GGCCCCACTAGAGCTTCCAGCCCAGGAGGGGGACCTGCCACCGACCGCAGCCCCAACAAA
CGGCCTTGACCCCGGGGTCCGAACTGGGGCACTCAGGCATTTTGGTCAGGAGGAGTTGCG
CTTACAAAAGGTCTACCAGCTCTCCATTTTCTCGCAGATGGGGGGGTTTTTCTACCTCTG
CCNGGATCGTACAGCGATTCCCAACAGAGGCAGCAGAGAAAGAGGGGTGTGGAAGAGCCA
CAGTTGAGTCACAAGCACTCCCACCTGGACGACTCCACGGACGGGCCGGTGCTGCAAGG
>AU171332 ID   AU171332   standard; mRNA; EST; 728 BP.
GGAAGAGGTCGCGCTGCAGCCGTCCCCCAGTTCGTCTCCATCTTTGGCGGAGTGGATCTG
CTGCCTGGACAAAAGGCCGTCGGAGCGCTCTGGAGAGGATGTGGACATTATTCTGACGAG
ACTGCGAGAGGTCAAAGCCTTCCAGAGATTTCCACCTCCACTCTTACTACAGATCTGTGC
CTGCGCTTTCTACGAATGCCTGGAAAAAGGAATCACGTTGTTTCGACAGGGTGACATAGG
CACCAGTTGGTACGCGGTTCTTTCTGGATCCTTGGACGTGAAAGTATCGGAAACTGCCAA
TCACCAGGATGCCGTCACAATCTGCACCCTGGGGATTGGAACGGCGTTCGGCGAGTCCAT
CCTGGACAACACACCTCGCCACGCCACCATCGTCAGCAGAGAGACCAGTGAGCTTCTCCG
GATTGAACAAAGAGAGTTTAAGACCCTCTGGGAGAAGTATCGTCAGAGTCTGGCTGGACT
GTTAGCCCCCCCATATGGAGCCATGGAGAGCGGATCAAACAACGACAGACTCGCAGATAA
AGACAACATGAATTCAGAATCTGGAAGCAAAGCTCACAACAAGATCCCATCAGAGAAGCT
CCAGAGAGCAGGAAAGGTACTCCGCAATGCTATCCTATCGAGAGCACCCCACATGATCCG
AGACAGAAAATACCACCTTAAAACATACAGACAATGCTGTGTAGGAACAGAGCTGGTGGA
CTGGCTGG
>AU171338 ID   AU171338   standard; mRNA; EST; 724 BP.
CTGACCTGGTTTCAGCACCGCGGCGCGTCAACAGCTCCAGAGGACGCCCGGNAGATTTGC
CCGGCCCCTCCCCGCCCTCCGCGTCTGACAGAGCGGGAGCTGCAGGCGCAGCTTCGCGGC
ACACTAAGCACCAGCCGGCGGCCGGAGCGGAGCTGTCCACACATTCAGCACCTCTCGTCT
GGACCCTCAGCCCAGGAGACCTCCAGGAGAGTCCCCCCCCCCTTCCTGAGAATCATCATG
GCGTCAAAAGCCGTCTGCCTTTTTGTCCTGTCCCAGCTTCTTGCTCTGAATGTAGTGAAC
CCGGTCCATGCCTTCCCCACACCTTCTGCCTCAACGGACGATAAATCTGTGTACAACCAA
CAGCTGACAGAAGAAAGACCAGTACAGCAGCAGATTGCAGAGGCAGACAGTGTAAAGGCT
GCCCTACAGTCAGCTGGGGGCCAGCATCCTGCCGCCTCCAAGGAGTCAGATCAGGACAGT
GATGACTTTACCATGCTAAAGTCTTTGGCCGATGGCCAGAAATCAAAGGAGCCCTCGATG
GTACCGGTCAAAAAGGACGACCAATATGTTCCTGATGAATCTGATTCCACCAAGAGCCGG
CGTCTTGCTGATGACTACGATTCAACCAAGAAGGGGATGGACTACGATGACCCAGAAAGC
TTCCGTCAAGTGGACGGTACTCCATTGACAGCTGAGGACATCGTCCAGAAGATTGCTAAC
AAAA
>AU171344 ID   AU171344   standard; mRNA; EST; 609 BP.
GGNAAGATAAGCAAACCCTCCCTGCTCCCGCAGAGCAGCATGGAAGTGTCATCGTCTACC
TCCACTAACCAGGTGGAGGTGCCTGACACCACCCAGAGCTCCCCTCTGTCAATCACCAGT
GACATGGTAGTACAGCCCTGCTCTGACCATCGGGGCCGGATTGTCTCAGAGCACTGCTGT
GTTCATGTCCGAGGTCACCACACTGACTGGGGATTCAGTTTACTCGGCTGGCCACACCCA
CCTGCTGGCACCCACCCATGAGAATACCCCCACTGGGATTCTGCTAGCCGTTGCCCCCGA
CAACCAGAGGTTTGCAACCTTTTCCGGAGGAGTGGGCTTAGGAGAGGGAGGGGAGTTGGT
CCTTTCCAGCTCTTTAGATGCTGCAGGAGGAGTCAGCCTTCCTGAGACCACCATGACCTT
TGACCCTGATTGCTTCCTCAATAACCCCAAGCAGGGCCAGACGTATGGAGGGGGCGGAGG
GAAGACTGACGGCTGTAACGGTGACGATAGGGGGCTTCACTGTTCTTCCAATGGCTTTGT
CTACAACTCCGCTCTTGTGAACAACATCAAGACAGAAGCTGCAGCGCTAGAGCAGCCACT
GACCACTCA
>AU171345 ID   AU171345   standard; mRNA; EST; 632 BP.
GGGAGAAGGAGGTCAGAAGGAGAGGAGCAGAGGAGCAGCGAGGCTAGACATGCCGCTTTC
GCCTTTCCCGCACAAAGACCTGCTCTGCTGCGTTTTCTCCGATGATTTTAACGAAAGAAA
GGTCATTATAGTTTTTCAGTCACATAAACGGAGCAGAAGGAGATGGTTTTGTGGGTCTGC
TGCGCGCTGCTGCTGCTGCATGACCAGTTGGTGCCGGACGTTGGAGCTCAAGTGGAGAAT
CGGGTGACTTTCCTGCCGGGGACGTTCCAGAATGTGAGCATCCCGCAGAATGAGACGGTG
CAGGCCGTGGTGTCCAGGATTCTCCCGGAGGTGGCCTTCATCACGCTGCAGTTCCACACG
CAACGCCGCAACGCCACACTCTCCTACAGCAGGGTGCCGGATCTGAGCAGCTCTCTGACT
GGAGTGGACTCGGGGCTCCTGTCGGCTCTGGAGCCGAGCCAGACCACGCTGTCTTTGTTC
CTATCGTCCCCTGACAGCGAGGCCGTGGCGGGCACCGGCGTCATCCTGCCCTACTCCGGC
TCTGATCCAGTTCCTGGAGCCTGTAACTCCGAGTTCAGCTTGGAGGTGGACCCAAATGTC
TACATACGCTACAACCTCTATGAGACCACAGT
>AU171348 ID   AU171348   standard; mRNA; EST; 544 BP.
CATAAAATGAAAAATATTNAATTATTTACAGGTAAATGCATTTTTTCCCCCGTTTCTTTT
ATAATTTTTGTGTCTTTATTTTAAAAAGAAAACCAACTAAAAAGAAAGCGGTTTGATTCA



GGTAGCTAAAGTAGNTTNTGTGGATCTTTGCAGTTTNTGATATNATGGAGGAAGACTTTT
GAGTCATTNTTNCTCACTCGCTGCAGCTCACTTAGTTTTTTTTTTTTTTTAATATNCTTT
AAAAATATTTGTTTAATTTTGAGATTTAGGTTTGGACGGGACAAAAATATTTCTGTTTTT
NCCCCTAACTNAGAGAAAAGTTGNTCTTTTTTCAAAAGTTCACAGTAGGCCCACATGGTA
GAAACTGNACCCCCATGCTTGAAAGNTTGTAGGAGTTTTTGGAAAAACAATGTGTTGTTT
TTTGATCCATGAAGCCTTGTGATGATTTAAGGCAGTTTTTTTTTGTTCTAAATTGTTGGT
TGGTAAATACCTTTAGACTTATATTATTTTGGAATTTAACAGATTTGTTATGACGCTATT
TGCC
>AU171353 ID   AU171353   standard; mRNA; EST; 718 BP.
AAAAAAACCTGGTAGAGGGACATAACAGGCAGGTCAGACTGCCCTTTGCTCTGGGAAAGC
AAGTAACTCAAGGTAGAGGCAAAGACGATCCAACACCAACTGAGGGCCTGCAGCTTGCTA
AGAAGGGAATCACCCAGGAGGAGTCAATCAGCTGATTATCCCAGCGGAAAGGAGCTGACA
GGGTGGAGAGACTCAGATTCATTAGTTACAAACAAGGCATGCAAAAGAGCTTCTCTAAAC
GCACAAAACACGTCCAACTTTGAGGCAGATGGGCAACAGCAGTAGAAGACCACACTGGGT
GCTCCTGTCAGCTAAGAACAGGAAAATGAGGCTACAATTCACACAGGCTCACCAAAACTG
GACAATAGAAGATTGTCCAGTTTTGTAAATGTTGCCTGGTCTGATGAGTCTCCATTTGTG
CTCCAACAAACTGATGGTAGTGTCAGAATTTGGTGTCAACAACATGAAAGCATGGATCAT
CCTGCCTTGTATCAATGGTTCAGGCTAGTGGTGGTGTAAGGCTGGGTAACAATCTCATTG
CAATCCTTTATTTTTTATTGTTTTAATTGTAGAAACACTCAGTTAGGGCAGTACCAATCA
AGTAAATGTCCAGTCAAAATCCCTTTACAACCAAGAAATTATTTTCAGAAAAGACAAAAT
GATCAAACAGATGTTAAAACACGGGTACACAGTGGCATAGTGGTTAGGCAAAGGCAAA
>AU171359 ID   AU171359   standard; mRNA; EST; 633 BP.
TTTTTTTTTTTTACCATTTGAAATGCATACAAGAGTCATTGGTTAAGGTCGCTCAGAAAA
GTGGGACATGGTGATAAAGTTTACATCCTTCTTTATTTTGGTTTCTCAGAAGCAGACTTA
AGACTACCAGCATACTAAGCTTCTGAAATAACTGTGCAGTTTTACTTAAATGGAGGAAGT
GATGCCTGAAATAACATTTAAAAAAACAGAAGAAAATGGCAATCCCGCTATTCTTTTGAC
TTTTAAAAATAACTGAAGCCCTAGCCACGAGCACCCAAACTGGGGGTCGACTTGTACGGG
TAACAAGGGTTCCTGAGTCGTTAGGGTTTGTGTAGAGTTGTCCCTTGAAGTCCGTGAAGC
CACCTTAAGGAACGTCATGAAAATAGACCGTACCATTGTTGCGTGTGGCAAGTGTATCGT
GAAGTATTTGTGACGCTAATGGAAGTTCCAAGCACTTATGACATACTGGTGATGCTGTTG
TACAGTGTCCTTACAGCACACTAGTCATTGGTAAACTACAAGATTTGCTCCTTTCTGAGC
GTGCACAAATGCTGCAAGCATGGAGTGTGCAGATGGATTCCCTCCACAAACTAACAGGAC
ATCTCTAAACTTTTTGTGGTTTGTTACTCCCTG
>AU171361 ID   AU171361   standard; mRNA; EST; 752 BP.
CGGCGGCCGCGGNATCCGACCCTCCTCGGCTCCTGTTTTAGGTGAGAGTAGAAGATGGGC
TCTATGAGGATGTTCCTGCAGAATATTAGGCTCCGAATGAAGCTGGACCGGGTCAGACAG
TTGGGTCGCCAGTACCCCGTCTTCTGCTTCCTGCTGCTGGTCTTACTGCTGTCCACCGTT
CTTCTAAACAGATATCTCCACATCATAATGGTGTTCTGGTCCTTTCTGGCTGGAGTGGTC
ACCTTCTATTGCTCGTTAGGGCCCGAATCTCTGCTGCCCAACATGTTGGTCTCCATCAGA
CCAAAAAGCAAACCGTTCCAGCAGGAGCTGTTTCCTTTGGGCCACAGCTGTGCTGTTTGC
GGGAAAACCAAATGTAAAAGACACAGACCCACTTTGCTGCTGGAAAATTATCAGCCCTGG
CTCGACTTGAGAATTCCTTCCAAAGTAGATGCTTCTCTGTCTGAGATTCTGGAGCTTGTA
TTGGAAAACTTTGTATATCCTTGGTATCGGGAGATCACAGACGATGAAGCTTTCGTTGAC
GAGCTGCGGGTCACTTTGCGTTTTTTTTCGGCTGTTTTGATCCGTCGAATCCAGAAGGTG
GACGTGGCGTCCCTCATCACCCAAAAGCTGCTTAAAGTTTCAATGAAACATATTGAAATA
ATTAGCAAAGCCAGGACTAAAAGTAAAGAGCACAGAGCATCTTCAACAAGCTGCTCTAGA
GGAGTACGGCCCTGATCTCCACGTGGCGCTCC
>AU171367 ID   AU171367   standard; mRNA; EST; 406 BP.
AAAAAGNATTTTTAAACAAAAAAAAAAACATTTTACACCAGAGAGATGGTCAGATTAGGC
CAGTGCTGCAACAGCTCATAATTACTTTGAGATGCACAATTACAGATAAAAATGCATCTA
AGTGTGTGAATTTCTGTTGCTTAAACATCTCAGACTATTGAAAGTGTGCGCTTAACTTCA
GAGCTAAATTAGCAATCAGGCTTCTAAAAGGTCAGCTCGTATCTGAACGAATCGACTAGG
TTTTATAACTCTCACAATTACCATATTTTACACTTTTTGCCAGATATGAATTGTGTGGGT
TTTTGAAGACTTGTTAACAGGGAAGAAGTAGGTTGTTTATCTTGGGCTACATACACACCG
GGCATGTGTGGCACGTATAAGGATGCGCTGAACGTGAGTTTTGAAC
>AU171369 ID   AU171369   standard; mRNA; EST; 513 BP.
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTAAAAACGCCATAAGCTATGCATTTATTAT
GCAATATAAAATTCCTTTACAATTTAAATCACTCAATTTTGACAGTACAAGAATGGTAGC
TAATTTTTAAAAGTGGCCAAAAAAAGTTTCGATAAACAATTTATGACCTTACGTGATAGT
CGATGGACTAGGAAATGTGTACATACAATGAGCCAGGAGATCTTCCAATGTCTTGTTATT
AAAGGGCACAGGACACAGCAAACTGAAAAATGCAAAGGGAAAAAAAAAAAAATCCTCCCC
ACAATACTATTGCCAATACACGAAGCAGTACAACATTGTAACAGCAAATGTTACACCCTT
AAATGGGAAAATGTAGGACTAATACAGTTACAACTAAAAACTGGGGAAAAACATTTAAAT
ACCACAGGCCTGAAAACGGGGGTTTTTTTTTTGAACAGTGGATGCAGACTTGAACGTAAA



TTTGACTGATGGGCCATAAATAAATATTTGGAA
>AU171370 ID   AU171370   standard; mRNA; EST; 708 BP.
ATTTTAACAGNACAGNACCATCACATGTAACTACATAGGCCTAATTCCCACAGTTAATGC
AAATTATAAGGNACGGTTTGGCCGTTGACACCAAAAACAAGGGNAGGGGGGGAAAAAAAA
ATACTTTATACGTTTTGATAGAAATATTTGATAAATTACGACACAAAAAAGAAGAAGCCA
CAAAATGGTCAAAGGAAGACTATACAAATATTTACAATTTCTGTAGATGCACAGTATTCT
TTTCTCTGACTCCAACCTGTTGGGATTATTCAACATTTGCTGCTGTTTCAATACAAACGT
TATTTTTGTGGCTACTTTAAAACACCAGAGCTGTTTCATTTAGAATTTTAAAAAACTCCA
AATATGACTGCTTATCTAGAAAACAGAGAAAAGAGAGGAGGAAACAAAAAGCACAACAAA
TGAAAGCTTAGAATTCTCCCACGTCCACCCTCTTGTCCCTGAACTTGCTCCTGGCCTTTG
TCCGAGCCTTGAACGCAGCCGAGTTGTGAAGATGCCTCTCAAAGCGGGAAATTTTCATCG
CCTTCATTGTTGCCGAATCAACCAGTATCGGAGGTCCCAGTTCAAACACGTCCCTGATGA
ATTCATTTGCCTGTAGGTGATAGTTCTTCCGCCTCGACTTCGAAGCGTCGAGTCTCTTCT
GCCCAGCTGTCGTGCTCTGCGTTCGTCCAAGCGAATCGTTCAACTGAA
>AU171371 ID   AU171371   standard; mRNA; EST; 739 BP.
GTTTTTTTTTACGTTGCTCCGAGCTAGTTAGACTAACTATTACGCCCCGTCGTTTCCCCC
TCCGTCAGAACATCCAAATGCTCAACAGTAACTTTCATTTAAAATTCAATTCAAAAAGAC
AGCCTCTCCCTTCTGTCACCGAAGAGGACAACTAGAACTCAGGCCGTCTTTGGCAGCTGG
TTTTTCGGCGAACATTAGCCGCTAACAAGCTAACGCAAGCAGGGTGGAGTTTCTGGTTTG
AACTAAAAGATCTCGGTGTTATGCACTTTCGTCAAAACTTATCTGTCGGAGAAACTGTTA
AACAAAAATGGTTTTGTGGATCGAGGCTAGACCATGAGTTAGCTTTGAGGTCGCTCTCTT
GTCACTGCCATCATGATATGTGAAGATCTCGGTTTCAACTATACACCTGCTATGGGAAGA
CATCACTAAGCCTACAGGGAACAACTTTCCTGGATGCTTTGACATACAGGACGCGTTCAA
AGATGGAGAAAAAGAAAATGTGCCCACGCCTTCTTGACTACTTGGTAGTGGTTGGAGCAA
GGCAACCAAGTAGTGACAGCGTGGCCCAGACACCTCAGCTTCTTCGCCGCTACCCACTGG
AAGACCATCCAGATTTCCCCCTCCCACCGGATGTGGTGTTCTTCTGCCAACCTGAGGGCT
GTCTGAGCATAAGACAGCGCAGAGTTAGTCTGCGTGACGACTCTTCGTTTGTCTTCATGC
TAACTGACAAGGACTCGAG
>AU171378 ID   AU171378   standard; mRNA; EST; 725 BP.
GCAGTCTTTAATCTGCTCAATGAGTGCATGCTTTACTTCCTATTGATTCTCTGCACCATC
AGNAAATAAAACAAATAGAATAGAATCAATATAAAAATGCACAGGGTAGTTTCTGAAAGC
ATAGGTACTATTAATAGTTTTGGAAAGAAAAAAAAATCCTTGCAAAAAGACTTGATCGAG
GCTGTAAAAAAGAATGTAAAAGTTAGACATTGATGGTTAATGTGATGTAAAAGGGGACTA
ATAAGGGTTTTCAATGAAATAGCTGTTGGCTTTTCCAGAACACTTAAGGAAGCCAGACTT
CTTCTTTGTCTGCTTTTAATGTGGTTGTCAAAAAAGCAACCCATCATTGGGGGGTCATTG
AATTGCCAAAGTCATCAATACATTGATTTTCCAATTAAAATCCCTGTCTCCTCAAATGAA
TAATCAATATGGAGTCTCACTTCTTTGGGAAATTTTCAAGGAAACTCACAAAAGTAAATA
TTTACCAAATGCTGTTCAAAGGAGAAAATGAAAGAATATCTTTAGATAAATCTGATGATC
AGATAAGCTGATCTCCTGATAAAATGATGACTGAAATGAGTCATGAGGATTCTAAATGCT
GATGGGTCACGAGCCAAAAAGAACATGATCTTAAAAGTTACTGCTGTGAATTCAAACATG
TTTAAAAAGTGTCTTTTGCGTACAGAGTTTATTCCAATGCCTTCAGAGGTCTGTCACTTT
TTCCA
>AU171381 ID   AU171381   standard; mRNA; EST; 739 BP.
GGNAAGCAGAAGCAGGAAAGAGGAAAAGGAGCATTATGAGGCAGTGATGAGGCGAACCCT
GGAGAGGAGCCAACGAGTTGAACAGAGGCAGAAAAGATGGTCCTGGGGAGGACTGTCCCC
AGACCAGGACAGCCGAGCAGGTAGAAATCCTTTGTGTTATTTGTGTTTGGTCTTTATCAT
GCACCCACCCCATAATCCTGCTTGATCTGAGTTGTATTTTGTACTTCCTGCAGTAGGTGT
CAAATGGAGCCCCGTGGCTATCAGCCAGGTTTCATCTGCCAGTTTCAGTATCACAAGGAA
GTGCTCCATCATGTGTGTCTTTTTGCACTCCTCCCTGAGAGCTGTATTTCCCCACAGGAG
AATCTGATGCCAGTGTGTCATCTCCAGTAACTATAGTTGTCTCCTCTGCCTCTCCAGAGA
AGCCAGCGAGGAGTGCTCAAGGTTTTATTTGCTAATCATTTTACACATTCAGCAACACAG
CTTGGGCTGGCGCCTCAGATGACTTGTTGACCCACTATCCCTTTCACCTGCAATCCCCCT
CCCAGCAACCCTCACCTGCATTCTAGCCGCCTGTTCCTAACTAACATGTTTGTTTGTGGA
TACAGCATTTGTTCTCAGAGCGCTTCCTGTTTGGTTGCTAGCTGCACATATTCCCTGAAT
AGATTTGTATGAGTTGCATCACTGACGTACAAAATAATGGTGCTCATGATGCTTACTTGT
GCTAAAAACTGGCAAATTG
>AU171384 ID   AU171384   standard; mRNA; EST; 615 BP.
GCCGCGCGCTCTGTACGCAGAGCTGGAAGAGCCGCGAGTCTATCAGGCCGCCTATGATTT
GGCCCGTGCGCGCGTGCACCCGTGCCCCGGTAGCCTGTGCGTGCGCGCGCTTCTCCTGGC
GGTGACTTTTCGAAGATGATGATGTGACTCCGGGCCCGCGGGCGCGCGCACCTTCTCCTC
CTCCTCCTGCAGCAGCAGCAGCAGCAACAGCAGCAGCTCTCCTCTCCCCTAAAGGCCCCC
GGCCCCCCACCTCCATGTCCCACTTTCTCCACATCTGCAGGGGAAGGAAACGGAAGAGCC
TCGCGCCGTACAGCGTCCACACCAGGTTTTTCGAAACCCGGCTGTGGATTTATTGCAAAG
GGATTTTTCTGGTCTCGTAGCTGCGCGCGGCTGCTGCGGCGCACATGAACATTTGCTGAA



GAGGCAGAAGACGCANAGAAGGCGATGGAAGTGAGCGCGGATCAGCCGCGGTGGATGAGC
CACCATCCGGCGGTGCTGAACGAGCAGCATCCCGGCTCCCATCACCCGGGCCTCGGCCAC
TCGTACATGGACCCGCAGTACCAGCTGCCTGAAGATGTGGATGTAATCTTTAATATCGAT
GGACAGGGGAACCAC
>AU171385 ID   AU171385   standard; mRNA; EST; 716 BP.
CTTTTTGGTGTTTTTTTTTTTCGTCTCTTCATTGATTCATCCAAACTTTAGCTTGTTTCT
TCAGTGTGTCACAGACTCAGTGGTTTATCTCCGCTCCTATTTATATCTGTCGGGTGGTTG
CTTGGTGCATTTTTCTCTCAGGAAGTCACAGCTTTGTGACCACTCTACAGAGCAGCTTTA
CTCTTTTTTTGCCCTGTGCGCTCAGGCACTCTCTCTGTGATCTTCAGTTTTTGTTTTGGA
AGCTGCATTATACCTCCTTTCCATTCAACAATCAGAGCAAAGGACTTGTGGTATTGCTCA
CGCACCAATTTTCCATTGGATTAGCTTGCTGTGTGTTTGCATGGAGAGGAAATACTGCAC
TTTTTCATCAGCAAAATTCTGCTTTCATGCTGGAAATGGATTTGATTGGTAAAAGTGTGG
CTGTGGCCTCTTGTGGTGCTGGACTGGACCAAACCGTGTCAGCAAGTTTTTCAGATCTTT
CTTTTTTTTTTTTTTTTTTTTAAATGAGTAATTGGATAAACAACGATGCTTGGAAAACCC
ACTCCAGCCCAGACCCCCTGCAACAATCCTTTGGGACGACCATGTTCCAAACATTCTTGC
AGGAAAGCTTTGTCTCCTAGTGACAGGAAATGATTTAACTAGTTTCAGTTTTGAAACCCT
GTCCTCTTTAAAAAAAATCCGCATCATGGCCTGCTTTTTCTTTTTTCCATGCGAAA
>AU171392 ID   AU171392   standard; mRNA; EST; 580 BP.
TTTAAAACAGTCATTTTCTAGGACACAGTTTCTGCAGAGCGGCAGTAGTTCACTAGTAAT
TTGCTTCCAAGTTGCTCACGGGGAGCAAGCCCGCCCCACCTTCCCGTCCCTGTTGCTGAG
AGCCTTCTGTTTACATGCTCTCCCACTAGCACACAACCCCTCACACCCCCAACCTAACAT
TAGCGGTGCAACAAAAATGGCGAGCCATATTGGTGCTATCCAGCCGTACAGTTTTGATCC
AGATTCCAGCTCAGGCGAGGAAAACAAAGACGTAGATGGATCCATTTGTCTGCAAGTGGA
TGCATCGGAATGGAGCAGAGCAGGGAGGTTTATTTATGTCACAAATGAACTCAGAAATGC
AATTTTAAGCTTAATTTTCTAAATATATCTGTCCTCCATCATGTAAAAAATCCCACAATG
TTAAAAACACCAAAGAACCCAATATTCCTCAGAGTGGGTCTTTAAAGCAGACGTGTTGTT
AAAAAAGGTTTCTCCTTACATGACGGTATGTCCGCATGGATAGGGACTTTCACATCAAAT
TGTAACAGATTTCCCCAATTAAAGTTGCTTTATTTTCTTC
>AU171393 ID   AU171393   standard; mRNA; EST; 395 BP.
TTTTTTTTTTTTTTCCATTTGACTATTTGGATTCTTTATTATTAAAACTGAACCATGCCC
ATATGTTTACATCTGAAGTGGAGTTACAGTGGCGTGTGGAGGTGGGCAGGGAGGCACTGG
ACATGATTAAGTGCTTTCCTTTTCTTTCTCACACGGGGGGTCAGAGGGGGCTCAAACCAC
TGGAAGAACCAGTGCGTCCGACCTGGAGTTCTCTGTAAGAAAGCTGATATGAAACAGTCG
TCACCAGTTTGAGAGAACCCACAGTTGCTGCGCTGCTCAGGTGATTGAACCTCCTGTCCC
TAAATCTTTTGCATCAGCACATTTCCACCTAGACAGAAAAAAACATAAAAATGCAGTTCT
GAAGTATGCTGCTTTACAGTTTTACATTCAGTGGT
>AU171396 ID   AU171396   standard; mRNA; EST; 748 BP.
TTTAACTGATGAGCTGAAAACTGCTTTGTTCAGACTCATTTTTGGATGCACTTTTAAGGG
TTTTAGAACATCTTTCCATTTTTGTACTCTTTTTCTAAGTGTTTTAGGGTTTAGAGGGCT
CCAGTGTAATGGTGACTGGTTCATTTCAAGCAAAAGTCTTATGTTGAATCACAGAAACAG
ACAACAAATGTGCTCACCTGACATCGGGACTCAAACCACTGACCTTCCATTTTATAGAAA
GACCTGCTTCTACTGGAACCATGAACAGTCTACGTTAAAGGAAGGAAGGGAAGCAACAAA
GAAAGCCAGTCATCCCATAAGCTACTTTTTTGCTTCCTTCCACTATATTGAATTTATGAA
GCCTGGCAATAACTTCTTTTCTCCAGGGAAGATTTGTCTTTATAGACCAACATCATTTTT
ATTGTTTCTATTTATTGTGGCATTTTTAATTGAAGTTAAAGGATTCCTGCGCTGGTTGCC
AATTATTTTTTGAGATAACGGGCAATCCTAGCAGTTTTCATTAAAAACAGAAAACACAAA
ATTGAATCCATCATTGTCAATTACAAAGAAAGCCAAAATCATTTATAATCCAGTTTGTGC
GGATTTGCATAGGATTATGCACAGTTTCCGTTTAAGTGAGAAGGATAACATGTGAAGCCC
ATGTGGCTTCTAAAAATAAGGTAGTGTGTTTACTTCTTGGTGTCATCCATTATAGAGGAG
CATGTTCTCATTAAAGGATGGTTTTTTT
>AU171399 ID   AU171399   standard; mRNA; EST; 285 BP.
GGTTTTTTCTATTTGCTGTTGTACACTAGAAATAGTCTAAACAGTAAATATCTTTGGGTT
CTATTTAGATTTCTCTTCTAAAAGGTAAAACAGAAGTAGTCTGTTCAGCATCACTGTTGA
TAAAAAGACCTCTGCTTGATCGCGCTTGATGTAATAAAAAAAAAAGTGTCTGTTAAGCCG
CTAAGCCACAGGGGACCTTGGTCAGGCGTATTCAGACTGGTATACGTTTGCAGGAAATGG
CAGACGCGGTCTAACTGAAGAGTTTAACGAAGCAGCTGTGGCAGT
>AU171403 ID   AU171403   standard; mRNA; EST; 650 BP.
CAGNAGATCGTGGATTATGAGAATCCTCTGAAAAAGATGATGGAAGAGTTTGTCCCTCAT
GGAAAGTCTCTGTCGGAAGCCCTGATCAGCCTACAGATGGTTTATCCACGGAGAAACCTG
TCTGCTGACCAGTGGAGGAATGCCCAGCTGCTGTCCCTCATCTCTGCCCCCTCCACCATG
TTGAACCCGGCTCAGTCAGACACCATGCCCTGCGAGTACCTGTCCCTGGACGCCATGGAG
AAGTGGATCGTGTTTGGTTTCATTCTGTGCCATCCAGCGCTGAACAGCGACGCGGCGGCG
CTGTCCCTGTGGAAGCTGGCCCTGCAGAGCTCCACCTGCCTCTGCCTGTTCAGAGACGAG
GTCTTCCACATCCACAAGGCTGCGGAGGACCTGTTTGTGAACATCCGAGGGTACAACAAA



CGCATCAATGACATCAGGGAGTGCAAAGAGCAGGCCCTGTCTCACGCAGGCTCCATGCAC
AGAGAGAGACGCAAGTTCCTCCGATCTGCTCTGAAGGAGCTGGCCACTGTCTTAGCTGAC
CAGCCAGGACTTCTGGGTCCAAAGGCTCTGTTTGTCTTCATGGCTCTGTCCTTCGCTCGC
GACGAGATCATCTGGTTGCTGCGCCACGCCGACAACATCCAGAAGAAAAG
>AU171412 ID   AU171412   standard; mRNA; EST; 778 BP.
TTTTTTTGCACATCTGTGTTGTTAGATTTTGCTTTAATCAAATAATGACAGTACAGCTTT
ATTTCGCTTAATAGCTCCTTGACATTAAAAATGTCAAATATGGATAATGAAAATAATGAA
CCAAAAGTACCAGTGATGTAAGATGACCTTTCCTGAAGCGGAAGTGCTCACACACTGACA
AACTCACTCAGACAGTGTGAACACTGACAGATCCTCATCCAAACTTCACTTCATGCTTTC
ATCTGGACACCAATCAGGTTTCTGACTTTGTGGTGACAGGTTGGATGTTCTGCACTTTGG
ACAGCGAGACGGGCACCTTTCCCTCTCCAGGAGCCGGTGCTCTCATTATTGGAGAACCAA
CTGTGGCATGCAGATCTGCCAATCGCTCCTTAAACTTCTGCTGCAGGTACAGCTCTTCTT
TGGAGTAGCTTCTGGCAAAGGCAGACAGCAGAAGACCGACAGCTACTGACGTGCCGCCCA
CAGAGAACAGCACAGCACCCGTCAGCTTACAGACATCCAGAGCACGGTTGAAACTGACAG
CATGGCTGTCAATAAAGAGAAGATCATGTTCACCAAACGCTTCAATCCTTGTCTGAGTCA
CGTAACCCACCAACAGCACAATGAGTCCCGCAAACAAAATCAGGCTCCCAAACGCGAGAC
AGACCTTCCAGAGTAAAGAGCTCCACCTGCTAGGTGATCTCTGAATCTGAAAATCTTCAT
CACGTTCCCAGATAGAAGCTGTGCATTCCTCATAAAACTGGTGGAGGTAGGAGCGAAC
>AU171416 ID   AU171416   standard; mRNA; EST; 639 BP.
GCGGACCGTTTTTTTTTTTTTTTTTTGATCCGCCCTCGTAGTTCCTGGCCAACGACTGAA
GAGATCTTTAGTCACGTGGTTTTATTTACAAGCTTTGGTCCGTAACAGAATGGTCCACTT
GATGCCAGTCTGAATACAGACAAAATGCAAGGTTTGGGACTCGATCTAGAACAAATTAAG
CAGACTCAATCTGGAACAAAGCATTTTTCCAGTCTGAATACACCTTAAATCGGAAGTTGT
GTTCAAGGAGCTCATAGGGCAGTCAATCAAAACCCAGTTCATCTGTTGGGTTACATGTAC
TGGTACAGGTTTTAAATTCATCACCTGAGCATCAAAGCCAAGACTTCAGACCATTTGTAT
TCCACAACATGCAATTGATTTAAGCTCATACCTGGGGGAGTTAAATCCGCTGTCCACTGT
CACACTGCTGCTGTCCATGCTGTCCAATCGGGCAGAGTGGGCTGACTTCTGGCTGTTGCT
GTTCTCAGTCTCTTTGGGACTGAGAAGGGTAAGGTTGGTCTTCAGTTTCCGCTGCAAATC
ACGGTCCTTATTCCGTTCCAACAGCCACTGCATGGGTTCCCTTCCCACCACCACAGCTGC
CTTCAACATTACCGCCCCCTTCCCCATGGTCTTTGTTGT
>AU171417 ID   AU171417   standard; mRNA; EST; 740 BP.
AATTTCTTAACCTACGATTGTTTGGCCTTTGAAAAACGTTCTTGATATGTTTATATGAAA
GTAAGTTACTTTTTTGTTTTACCTTCTTGATATTTAGTTTTTGCAGCGACAGCTTTCTGT
TTGGTGGATGCATCAGAATGGAGCAGAGCGGGGAGCTTGTGGCCCACCCCGCATATTTTG
GACGTCACAAATACCGTCTTTTTCAAGCGCCATTTTTTTCGTCCACTCCGGATTCACAAC
AATTTGGATAGAGAAATACTCAGAAAAACAATTCTAAACCTGATTCTCTTTAAAAATGTC
CTCCTTTATCAGAAAAGCGCCACAAAAAACTTGATTAGTATCGAAGTGGGTCTTTAAAGG
TGATCAGAAATGTTGTACATAATTCCAAAAACAAACATTTTTGTTCCCTCTTTATCAGGC
TCGTGTAATGCCAAGCATAAGCCGGCGAAATCACTGCTGTAATGAACACTAATCTTTACT
TAGACCTATTTTTTACGCTTTTATTAGAAGTACAGTCGAGTACCTTTGTGGGTTTTTCTT
GTATCACGCTCATTGTAAGTTTGATCGAACAGGCAAATGTGTGGGAGAGTAAAGGAGACA
GGTTTTCGTCATCATTGGCATTTCCGCGGCAGCTTTTAAATACTTAAATATTTCCTGCGT
TTTGCATGTGTGTGATGCTCTCCGTTTTGTTTCATATATCACCCTTCAAAACTGACCCCC
TGGGGCAGTTTTGTTGCGCC
>AU171419 ID   AU171419   standard; mRNA; EST; 316 BP.
GGGCTGCTTGCCATTTCCAACAATAAAACTACTGTAAAATCATCAACCTCCCACAGCGTT
AACATTTAAACCTAAAAGCACATTCAACAAAAAGTATTTAAGGCTTTTTCTTTTCTATTT
ACTTTTCTTTAACCAACTGTTGGAGGAACTTGCATAATCGAGGTCACTTTTTATTGAATC
TTATTGGGTTTACTCAGTAAATGGAATTCATGGTCTATTTTTAACTATAATTCTGGACTA
AAGCCTTTGATTCTTTTTAAGACGCACATCTGTAAAGATGGGACAAATATTTTTGATCAT
TCTTTGGTCTGGAATG
>AU171421 ID   AU171421   standard; mRNA; EST; 700 BP.
GAAACATTTAAAAGGAAGATCTCGAATTTCAGTTCATTAAGCTACTTTGTTTTGTTTTGC
TCTAGGGAATTTAGAGTTAAAGTAAAATGTCAGCGTGGGCGAAGTCAGCTGCGGGCGCGC
TGCGGCCTTCAAGTAGCTCAAACGGGAGTGCTCAACAGCTGCGTTTGTTCCGGAGAGGAG
CCCCGTACCCGACCAGGGAGGAGCGGAGCAGCGAGCTGAAGGATGCTCTGGACAGTTATG
AGGAGTTAGAACAAATGCAGAACTTTAGTGGCACCGCAAAGAAGTTTGAGGGATATAAGC
AGCAGCAGTCGGCTGCCAAGTCGGAGGTGTGCTCTCCGTCAGACAGACGCAAAGCTCTGT
ACCAGAAGTTCTACAAGCAGGTGCAGGAGGAGAAGAAGCCGGCCGACTGCGTCGTCCTCT
CCATCACCAATGAGTGTCCGGAATACCCCAAATCGCTAAGCCAGTGCTTGCAGGAGCGCG
GCCTGTCAGTGGAAATGCTCTACCTCCAAGCGGAATCAGGCCTGACCCGGGCCTTGCAGG
ATGTCCGAGCAGATGGCTCGCCGTTATGTATTCTGGTGGAGCAGAAAAACATAGCTCTGT
CCTCCTGCACTGTTATCATTTTCTCAGAGTCCCTCAAAATCCATCGCAACATGGCCCAAG
GAGCAGGCCATGGGAGCTGGTCCAGGCGGAGTACAGCCGC



>AU171423 ID   AU171423   standard; mRNA; EST; 792 BP.
TTTTAACATACAGGGTTTACTCCATGTTTATATGCTTGTAAGAAGACAAAGGTTACAAAA
TAAAACTTATTTTCAATGAATTAACCACAATAGTTCATAACTAAAATAACCTACTTTCTG
AAACACATTGTTTAAATCTGAATTAAAGCACTAATTTGTACTTGGGTGAATTTGTTTAGA
AACTGTGTGTTTGTGTACATACTTAAACCAATCCCATGTACTGTGGTACATTCTTAAACA
TGAGTTAAGATGTAAAAGTTAGAGTGGGTGTAAAAGAAATATAATTAAAAAATAATGTCT
GATGGAAACAAACATGAGATCGTGTTAATTTTATTGAAAAAAAATCTATTTGTGCATCTA
AATTACTGGTTAAGTTACATCTGTTTTAAAGCAAAATTGCCTAAATATAATTAAAAGACG
CCTAGTTATGAAGAGATGTTTAAAAATGTATAAAGGAAAATGTTGTATGGCGAACATTAA
TGTTTGGATAAGGTTTTTTTTTAAATAATAAAATGTTTTTTTCCTCCAATTTGTCCAGTC
CAGCAGCTGAGCAAAGAGATCAGAGCTGAAGGCCTCCTGTTTGGGACAGATTTTACTGTT
ACAATAGAGGCTTATGAATCTTCTGTCACAGGAGGTGTACATTTGTATAAACCCCTTTCG
TATTTTTATTATTTCAATAAATAATAATAATAATAATAAAATATGTTATCCAAGCATGAC
ATAAAGCATAGGCAGTTGCATGTTGNTCTTTGTAAATGTTCTTCCTAAATGTTAAGGAAA
ATCTGACTAAAA
>AU171424 ID   AU171424   standard; mRNA; EST; 720 BP.
TTTCAGAGTTGACATAATTAAAATAAAAAAGTTGCAACTTCCTAAAAATGTACATAAAAG
CGATTAAAAGGCAATTGGTGGCTTAATTGATCCGCTCCAATTAACAGAAGTTCTCCTAAT
CTGTCATCTTCGTGCAGAATACTACCTTTTGACTGATGCATCTGCAACAGCTTGTAGAGC
TTCTCGTTCATGCACGTGCCGCGGCCGTGCAGGAGCGCGTGCAGCGGCTTCTCCTCGCCG
TTTTTGGGCAGGCAGCGGAGCCCCTGCATGCACGGCCGGGTGTACACGCCGCACGCCTGG
CCCTCCTCGAGCGCGCACGTCAGGCAGCAGCCGCAGCCGGGCTCCCTCACCAGCTGGCAG
CCCTGGGGAGGCGGCGGACACTTGGATATGGCTTTGGCGTCGCACTGCTCGCACGGAACG
AAGGAGGAGGCGCAGCCGGGGACGCGCAGGAGCGGGAGCAGCAGGAGGGGGATGCACAGC
AGCATGGCACTTTTTCTCCCCCAAAAAAATTAAAATAACGAAGATAGAAAGAAATAGAGT
CTTAAACTTGTGGCTACTTAGAAAAGTCCGAAAATCAGGGTGTTTTGCTGCATCCACAGG
TGCCTTGCGCGCGCAGTCTCACCGCATCCGACGCGTCAATCCCTGCGCTTCAACAAAGTC
TCCAAAAAGAAAAAAAATCTTCCGAAATGATCCAAACTGTGCGCTTGTTCTTCTGATTTT
>AU171429 ID   AU171429   standard; mRNA; EST; 747 BP.
CTTCAGCACAGTTAATCTTCTGATTAAAATATGTTGTTTAAGTTAAAGATAAAAACATGA
CATTTAAGAAAATCCAGTATTTTAAATATTTTCTAGCCAAACCAATCCTCTTATCTACAT
GACTGATGGATGTGGGATATTTTCTCATTGGTTCTACTGTCTCAGCTTACCTTTTGCTGT
TTGAAATGTTGGCAAGTTTAAGAACAGACTGCACAGAAGTTGCAGGACTTTACTACCATC
TGAAAACCTGTTGAGAGCTTGTTTGTGGTTTTGCAACCATCACAGAACCTCAGTTTGTGC
ATTCTAAGACCCAGAACTCTTTTTTTCTTTTTACCATAAGCTCACATCTTTAAAAACTTG
TACTTTTCCAAGCAAAATCTTTGTGTCAGAAGACCATTTCTTTGTCACAGTGGGGTACAA
AAACATCCAGAAAAGGTGATGATCAGTGGTGAACCTGAAATCAGAAAGGAAAACCTGTAA
AAGGTAAATGGCGTATTCATATATAGCGCATTTTTACCATTTTATAAGGTTCAAAGCACT
TTGCTGTCGCAATTCCTTTTACCCATGCACACACACATTCACACACTGATGGTGGCTCCG
CTGTCTAACCCTGTTCCCAACCTATAACCACTAGGAGCAATGTGGGGGTTCAGTGTCTTA
CCCACGGACACTTCCACACATAGGTGGACAGTGAGGGAACTGAACCTGCGCTCTACTGAT
CAGATGTGTACCACTCTACCTCTGCAC
>AU171436 ID   AU171436   standard; mRNA; EST; 407 BP.
GTTTTTTGTTTTTCCTTTAATTGAAATGTATATATTTTTCTTGAATCTGTGAACGAAACA
ACAAAGCAAAGCAAAAGTAGCATAAATCTATATTTCATTAGAGTAGTGAGTGTGGAGGTC
CAGAAATGTTAAAACTTTTTTTCGGGGGGGGGGTTCTTTTTTTTCTTTTTCTTTTTTTTC
ATAACATATAGAGAGCATTCTAGAGGCACTGGTGCTAGAAAGTAAAACAATACGGCTGCA
TTAATGCGCACAGACACACGCTAAATAAGCATGTATTTTTTTCTGCACAACCTGCACATA
TTTATGCAGAGCCACACAGACCACGGTACAAACTGCACATACAAGCCTTTTCACACATAT
ATGTATCCCTGTACCCCACACAAATCAAAATCGGTCTTTATTTATAT
>AU171437 ID   AU171437   standard; mRNA; EST; 384 BP.
GGGCTCTCCATTGGCTGCAGACAGTTCTGTGTAGCCCTCTGGTTCTTTGTCTCGACTTTT
GGGTCGTCGTTTGACGGTGGATGACTCTTGAAGGATGAAGTCCGAGCCGTTGGGGTGGGA
CTTGGAGCTGCGCGGCCTTCGTTTGAGGGTACCCGTTGATTCTGCTCTGTCCTCCTGGGT
GTGTCCGGCGTCCCGCTGGAGGCCATCGCCGTCACCCTGCAGGCAAACACAAAATACACA
CTGTCCTTCTCCTCCTTCTCGCCCCTGGCGGCGAATCGTTTGACTTCCCTCTTCAGCAAA
TGGTAGGTTTTCTGTTGAACTGCCGCTGCCTCCTGAATTGGGTTGCGTTGATGACGTATA
GTGAGGTGACGGCAGGGGAGGGGA
>AU171438 ID   AU171438   standard; mRNA; EST; 615 BP.
TTTTTTTTTCACTCATCATACTCTTCTGCTCTCAAGCTTTTATCCCACCCTTTCTCTTGT
CGTTTTCTTCCCTCTCTGCACCTCCTGGCTCTCACTTCTAATCATCCAGCATCTGGAACA
GGGCCTGCATCAGTCGATCATCCCTGTGTCTGTACGGCTTGATGTTGTAGAAGCCATCGC
TGTAGTCACTGTAGATGTTGTCCCCGGCACCGTGGTACTTATTGATCAGGTCCAGAGCTT
GGTACAGCTTTTTTGCGGGGAGTCTTGCAGCTTGTGGGGTGAGGCTCTGGCTGGGCTGCT



GGTTTTTCCAACTTGAGGAAGGACTTGCAGCTGTCTGGCGTTGTTGCACAACCATGGGCT
GCCGGCTGAAGGCTGTCTGCAGGAGACGCAGCAGCGCAAAGGAGGGGGAGTAAGAGGAGT
TTGAGAGCTTTTGAGGCTCTTTCTTGAGAATTTGAACTTCAGTTTTCTGAGGTGGGTGGG
ACTGTGTGGGCTCCTCCATCATGTCATCCATGTGTTCCACGCCCCGGCGGTCATTTTGCA
CTGCGTTGTAGGGAATATAGACTCTAGTTTCTTCATGTGTTCTGGGTTCTCTGATGTTCC
ATGAAGAATCAACTT
>AU171444 ID   AU171444   standard; mRNA; EST; 600 BP.
CGGATGTGGAAGTGAAGATGATCGATTTTGCTCACGTTTTCCCGAGCGACAGCTGTGATC
ACGGATACATCTTCGGTCTGAAAAACCTGCTGACAGTGCTGGAGCAGATCCTCTGTGACG
CCACCACCTCCTGAAGGAGGCGGGGCATGGGGACGGTCGCCATCCCCCTCCCATCCAACC
TTCTGAAGGAGGTGGGGCATAGGGACGGACGTGGTCCAGTAACCCAGAGCCATGGCGGTC
TTCGTCTTCTGTCCACAGACACTAACCTGTGAAGGCAACATGACGCTGCACCTGAACGCA
CCATCTCAGAGCTGTCAGCCCCACACGTCCCCGTCAGGATTTGGCGCCGCTGCGCGCTCC
TCTAAAACTCCTGCAGGTTTACTTTTAAGCTGTGCGTTTTAGCTGTTCTTTCAGAGGGAA
CCTCCAGGTTCCACATGTTTTTTGATGAATGCTTCCCCCAAAAGTTGATTTAAAAGTTTT
CTAGACTAAAGGATTTTTTCCTCTCCTGGTTTGAGGATGAAGAGTGGGTTTCACGTGGTT
TACCTTCCTCCCGTCCTCGGCCCTTTCATGTCCATGGACGTAAACTGGATTTGCTGTAAG
>AU171450 ID   AU171450   standard; mRNA; EST; 642 BP.
TTGGATTGAGGCACCAGTAGGTTTATTTTATTATTATGTAAAAACCACCAAGTGCATAAC
AGTGGACAATACATATGTGATGACAGCAAATAATGATCAAACAATCAATTCAGTCCAATG
TGTGGAAACACTGAATTTAATGTATGTGACCATACAGTGTGCTAGAATGTTCCAATAATT
TTCTATTTCGTATTATTTTGATGTGAAAAAACAAAAATGGGCTGAACTTTATGAAACTAG
TTGTTATTAATACGTGTTTACCGTACTTGTTTGCTTGGACACATATTTATTTACACTTGA
TTATCTTGAAAGAAAGACAAGGAATCTTGAAAACCTTACCTGCACTGTTCAGTACCCAGG
TAGTTATCTCTGAGTCACACTGGTTGAAGTTTTGGCTAAAGATGTCCTGGATCCATTTCA
GGAATGTCAATCAGTGAATAGNGATCATTCAAAATGAACTAAAATCAACTACGAATAGGA
TTGTTTACCGTCAGTTATGATACGAATAGAATTGTTGTTAAAATGAATGGTAATACCCCC
AAGATAAGAAACATGCGGTGTCAGGTGTAGAAAAATCAGAATCTATAGAAAGTTTGAAAA
ACTTTTTGGTTTTTTTTTTTGGGAAAGTGGCTTTAATTTTTT
>AU171455 ID   AU171455   standard; mRNA; EST; 611 BP.
GAATTATTAGTTCTACGTTCAGGGCAAAAATAGTTAGGGGTTTTTAAACTCCTAAAATCA
CGCAAACGTTGTCGTTTGTTCGTTGAATTGGACACCTGCAATCAGCATACACACGCCGGC
GCGCGGTAGGGTGGAGTCCCGGAGCTTCTCATTGGATGACCGTCCAGACAGGCGTTCTAG
ACAGTCGTCTAAGCCCTCTCCCGCTGCTTCTCAGCAGTAGTAAGACGACAGCCACTGCAA
CAGCCTTTGTTCTGACCCAAATCAGAGGGGAAAAAAAGGGCCGTTCTGGTCCGATGGACA
CAGCCGTGCTGACGGTGATGGCGGAGGTGGACTGCACCAAAAACATGCTTAACGCTGAGC
TGGAGGTGAAAAAGCTGCAGGAGCTCGTCCGCAAACTGGAGCGGCAGAACGAGCAGCTGA
GGAGCCGCACCGTGGGATGCCGGTTCCCCTCCCCGGAGCCTTTCGACTACTTCCAGCCGC
ACCGCTTTGACAATGAAGCTGCCGATGCGGCGGAGGATGAAGAAGAGGACGAATCTGAGG
AACAGTTGGTTCTGGACGACCTANAGCTCTTGGATCTGGACTCTCTGAGCTCCGAACCGG
ATGAAACCTGG
>AU171457 ID   AU171457   standard; mRNA; EST; 624 BP.
TTTTTCTATTTTTAGGCTATTAGGCTATGTCTTTGCAGAGTAGAAAGTGCTTCTCTTGAA
AAAGAGGCATTTTAGCTGAACTTCCCTCCTTCTAGGAACCCAGCCTATTCAATGAAAGTG
AACTAACAGGGTTAACTGACAGGTTTATTAACGGCTGCTTGGTGGCACAAAGAGCAATAG
TGAGTGTCACTTTGAACACCATTTTCCCAGTCTTCCATCACCACATACAGCTGTAATCTC
TAAAAGAAAACACTGAATGGGCCGTCATCTTTGTTCTTTAAAACACATGTGGGTCCACAT
TTAACTTTTCAAAACTTTCTCTCCTGACAATGTTCTTTAGCTTCATCTAGATTCCATCTT
CAAGAAATTGGGACACAACTGTAACTGATTTAATAATGAAAAACAGCTTTCTGGAATAAA
TTTGTAACTTTGAAAGTTTAAAAATTAAAGTCAATTTTGAGCAAAAAAAAGCTAACCATT
ATTCAAAAAGCTTCCCATAAATTACCAATTTCAACATCATCATTATAAAACCCAAAAGTC
ATTATTTTGCGAGACAATTATTCAGTTTAAAGAAAAATGTGTTGAGAAAGCAGGTATTTA
GACATCAACGGGCCACTCTGCTGG
>AU171458 ID   AU171458   standard; mRNA; EST; 699 BP.
CGCCCCTGCTCGTGACGTCACGTCGCCTGCACCGTGTTTATGATGTGGTTATGAGCAGCA
GATGCTAACTAGAACTAAAATTCATCTGTAAACATGCTCTGAAATTACGGTTGGCAGGTA
AGACAGCGTCAATGAGGTCTATTTGAAGAACTTCCGGAGGCCATAGAAAGCTGTCGCGAC
TTAATAAATGAATGGAGCAGCTCGTAAACAGTCGAAGGTCGTTGTTTTTTTTAAGCTAGC
TGAGGAAGCTAGCAGGCGAGCTAATCTATCTAGCTCTTTAGCAAGACTTGAAATGAAAAT
ATGGCAGGTCAGAACCACGCCAGCTTTCAGTAAAGACGTCCAGTTAAACATGTGTCAGTC
TCGACAGTTGGTTAGTTTTTTGGTTGACAGCCATAAATGGAGGCTGTTGGCCCGGATTGG
TGCTGCGGATGTTTCTGTGGAGGAAGTAACTTTCATCTAAAATGAAGGGGGGGGGTCTGT
GATGGGGTTCGACTGCATGTAACCTCTCGTGTTTTTGCGGAACACTATTTTGCAGCTCGT
CTTGTGTCTCGTGTTTGTGCAGAAAAGCTGCTTTTGTGAAGCAGCGAACGTTCAGATCCA



GGTTTTTCTTGGGTGGGCAGGAAATCTCGGAAGTACTGATCTCTGGACGTGACACCAATA
AAAATAGATAAACTGTTCCCTCAAATTAATTCTTTGTTG
>AU171460 ID   AU171460   standard; mRNA; EST; 527 BP.
AAATAGTATAAAAGCCACTCGAAATTTCAGCGCAACTGTTGCAGACTGTCGCCACCAAAT
CCAGCCGACTGATGCGACGGCCGTGCGCTGTGAAATAGAAACCAGGCTTAAGTCCTAATC
TCTGGTCTGTCACACTTCAGTCTTTCATTTCTTACAAAATGGAACCAAAACCAGCTTCCA
TTTTAGATTAATGGAAGAGACGTTTATGACATCACCAACAAGTTTGATGTTTTTCACCGA
CCTCTGCCAAAACGTTTTAGGCTTTTTTGTTTTTAAATTCCGAGAGCAAGAGCTACAAAG
TCATGCTAGAAAACCTTTCGCCTAAGACCATTTGTAATTTGTTTCAAGCTGTCACAATGC
CAGACTAGAAGCTCAGTGTAGGGTTGAATCTCAGTAAAATGTGACAGCTTGCTGCTTTTT
AAAACTTGTTTTCTTTTTTTTTTTTTTTGCTGCACTGTTCTTTAACTTCAGCTTAACAGA
CAGATCCTGGAGGAAAAATAAACAGATTTTAAAATCATAAAAAAAAA
>AU171464 ID   AU171464   standard; mRNA; EST; 574 BP.
CTTTAGCCGACTCTCTGGNACCGGGCTGTGGACCCGCAGGNACCCCATGGTGAACAGGCT
GCTCAGAATGATGGCCACTCGGGCCATGTCCCAGGCCCTTTACTTCTCCACCGGTTCCCA
GCCGCAGGTACCAGTACTATCATTACGGTATGGTGACCACAGCCTTCTTCAGGCTCCTTC
ATGCATTCCCAGACCAAGGATCCATCTTTGATCTGATTCCACAAACACCAGCTGGGTTTC
CATCACACTAAAATTCTGCAAATGTGGAGAAAAGACACTTTTACAATCACACATTCAGTC
ACAATCATGTGAATAAACACCAACCAACTCACACATGGCGACGGGTCAGCAGATACCTTC
ATCATCATCATCGCTGCACAATGGGACGCCTGCTGATGACGAGACCCACAACTGGACGCC
GCCACCATGACTGCAGTCGCGTCATTTAAGCTGAATTTATTTCAGGGACTCTAGAATGTG
ATGACGGAGAAACTCTTCCTCAAAATGTCTTCTGAAGACGGAAGAGGAANAAAAGTTCCC
TGAAGACGAAAAGGAAACGCCTGACTTCACATGC
>AU171466 ID   AU171466   standard; mRNA; EST; 702 BP.
TTCACGTGAGTGAAGGGAAGCCGTGCCGCGGCGGCTGAAAGTGCCAAAGAAAAGCTTCCT
TATGTTGTGTGCAGCTTCAGCGCTAACCACACATCTGTTAACGCCGACAGATGTGCACAT
CCAAGCCCCACAATATGCATCAGTTAGGTAAAAATATTAAAGTAGCAACAAACTGATGTT
AATTTTGAGAGAAAAAGTTCCAAATGTCTCTTTCTTTGATCATTTCCATATGGATTGAAA
TGAATGCAACTGCACTGTGAGTGATGAGGAATCGTTGCACATCTGTGAACGTTTTGGAGC
TATTTATGACATTGAAACTTGAGAGGTTTTTATTTCCTGAGATGAATTTTATACCAAATG
TTTGTGGTTCACAGCTAAGTTATCGACTTAAAAGAGTTTTGCTCTGACTGCAGTTTACAC
AAGAACAGGAGATTTGGTTTATTATTTATTAGAACAGTTCAGAACATTTGTGTGTCATAA
GGAGGTGAATCTGTCCCAGGAAAATGAATTTATTCCTCCGAGTTGCTGTTCCAGCATTTG
GGACGTTAAGTGCTTTTATCATGAAGTATAAAATACTTGAAAAGACAAAATATTTCCATT
CCTTAACAGATTCAGGTTTTTGTTTTTTCATATTTAATGGGATTTTCTATCATAACGTTT
TACATCGGGTATCATTCACGTTGAATGACATTCTGTCCTTGG
>AU171467 ID   AU171467   standard; mRNA; EST; 450 BP.
TTTTTTTTCATTAAATTATTTATTGGCATTTTTTTCCATCTTTACATAGTTTTGTCCCTC
CGGNAGCCACCATAGAACTGTTCTTACACATTCTGGTTTGGTTTGAACTTTTCCATAAAA
GCAAAAATAAAAAAGAAAGAGAAAAAAACTTTCAGAAAAAGAATCAAGCAGAGGAGTGAA
AGTTACAAAAACAGTGAGACATGAGCTGGAGGAAATGATGATGAGTGAAGAACAGCAGCA
AAGATAAAGAGGACGATGAAGACGACAGAACAGGGTTTTATCGACTTCCTTTGAGGTTGG
TGGCGAGGCGTCCAGCAGACGTCCTTTGTCTGCAGAACCCGATCAGGAGTGATGAAGGTG
TTTCTGCCACACTCAGGCGGAGCTGCGGCGGAGTTCCAGACAGGTGGAGGCTTGCTGCGC
TCCTTTAGCGTGACCTTTCTGTTCTGATGA
>AU171472 ID   AU171472   standard; mRNA; EST; 588 BP.
GTTTTTTTTTTTTTTTTTTTTGCAGAATTACTGGTAGATCAATTCCCACTCCAGGAATTT
TTATTTTATTTTTCGTTTTTTTGGAAATGTCCTTGTTTAAAATCAAACCAGCTTCATCAA
GTACAAACATTATACCAGCTCAAATATTTCATTATATAAGAACTTGTGAAGTTATAGTCA
AATCTGTGAAACTGGAACAGTTTACTGGTAATTTACCCCCTTTTTTTTCAAAAGTTATTC
CCACTCATTTTCTTTATACAGAAAAAAAGCTTTTGTGTTGGTTTAAGTTTTAAAATAGAA
GGAAAAATATACCAAAACAATTTACATCCTGACAATAATGGGCTCAAGAAAAAAATATAA
GGCGAGTGTTGAAGTTGTTTCCAAAGTGTCATTTTTTTTTTGTCATTACCGCCTTGACCT
CACTCTTTTTGTGGACTGAGCTCTTGTGCCATCTTTGGTCACAGTTAAAACTGTATGGAG
TCTTTGTCGCAACACACACTGCTCCTCTAAAGGTTCTTACACCACCAGTGGCCTGATGGT
CCGTGCTGTTATGGACAAAACAGGGAGCAGTTTCGCTTGTTTTACTGG
>AU171474 ID   AU171474   standard; mRNA; EST; 716 BP.
TTTTTTTTTTAGGTGAAAAAAGAATTTTACAATCTCAGATTGTTGTCTATTATAGTTGAG
CATATCTAGTTTTTAGAGGTGTCATGCAGTTCACTATTTCAGTAAAGCACCCCTAAAACT
ATTTAGAAACAAACTTCCTGACCTTACCAGAACTGAGCACTTGCATGACAAAACCAGAGT
AATGTTTTCTTGAAGCGCTTTTGGCTGTAAACCGCAACCATCAAGACTAAACAAAATCTC
TTAATGGCAACACAATTCTGTTTTTGTAGTTTGAATCTGCATTGGTACATAAAAATTATA
TCTGCAACTGGGAACTGTTGAAGCAATTTTAGATAAAATTACGGTAGACAAAAAAGAAAA
AAAGAATCCAAAGTTCCTTGGTAAACTGCACAATGTGAGCTGTACAATGTGTTAGGTTAA



AAAAATGGGTTGGGACCAAAACAAGTTAATAAAAACATAAATAATATTCTTTATAAGAAT
TTTATATTCTTCAGTTAAAGTCCTGTCATTTTGGTGTTTTATACTTGAACCATGACACTC
GTAACAGTATGTTATGTTAATAGATTTACCAGCAAGACAGTATGAGAGTAATTTTCAAAA
AAAAGGGAGTAAAAAATAAATAAATAAAACAAACATAGCAACTTTTAACTTTCTGGCTCT
AATTCAAAAGTTGAATGAAGCTCATTCTGTCTTAAAAGAATACCACGACTCATTAA
>AU171478 ID   AU171478   standard; mRNA; EST; 739 BP.
CCAGNAGTGATGATGGAGCCTTCTCTTTTATCCAAGAGGCTGCTAACTTCCCGCTCAGCT
CTCTCGTGCCTCCGTTTATCCTGATCGTGAAAGTGGGCCCACTCGGCTGCCAGCTTCCTC
CTTTCTTCTGCACAGTGCTGCATCACCGACTTCTGCTCTTCCAGCAGCACACTCTTAGCT
CTCTCCAACTCCTCCCTCTCCATGCTGGTCTGCATGTTGAGGACACGACGCTCTTCCTCC
AGGCTCCTCTGGAGCGACTCCACCTTGGCCTGCTCTGATGCCACCTTCCAGCGTTCCTTC
TCAAGCTGCCTCTGCTGCTCATTTATCTGAGCATCCATCCTCGAAATGATCTCCTTCAAG
TAACTTCGCTCCTCTGCCGTGGCTTTCTGCTGCTGGCTCAGACGGTCCTCCAAAACTCGG
AGCTGCTCCTCTCTGTGCCGCGCTCCCCGTTCCAGGCCGTGAGCGCTTTGCTCGTGTGCG
CTCTCCACCCGAGAGGAGAGCTCTTCAAGCCGAGAGGAGAACTGCTCCATCTGCTCAATC
ACCCCCGTCAGAGACCTCGTCTGAGACGTTGCGCTTGTCACGGCATCAATCTCTTCCTCC
TTTAGTCTCTTCAATCTCTGGATTTGATCCTCGTGGTCTTTTTTCATCTCTAGGATAGAC
TGTCTCTGAAGATCTCGGAGCCTCTCCACCTCCCGGTCTCTGTCCTGCTGCACCTGGGCC
ACCTTCCGGTGGTACTGCG
>AU171479 ID   AU171479   standard; mRNA; EST; 443 BP.
CAATTTTAGGGCAAAATTGTCCAATTTTACAGCTCAAAAAGGGACTCAGTGAGCCACCTA
GGGGGATTTTCGGTCATTTTGAGTGTCGCGGGGAGGGCGTCGTCTTTGCATTTAGTGGGG
AGAAGCCCGTCGTTGCAGCCCTGCTTATCAATGCAAATACCTCTCTTTTGTGTGCAGTTA
CAGCGCCTGTCTGGGAGCTGAGGTGAATTTATAATGATGCGTGACTGAAACAAGCGGCGA
CAAGGAGCCCCTTTGAACGCGGCGGAGTGCGGAAGAACAGGCGGCTTTTGCGGACGCCCA
GGAGAACTGCAGCGGTGCATCTCGCCATGAGCTCCAATAATCCTCCTTCCAAAGATGCCC
CTCTGACTGTCAATGAGCATGTGATTGTCATGTCTGGCCATGAGACCATACGGGTGCTAG
AGGTGGAGGTCGACGGATCTCAA
>AU171481 ID   AU171481   standard; mRNA; EST; 679 BP.
GTTTGGTGTGTCTCCCTGGNATGTCCCCTTGAATCATCTCACTCACCAGGTCTCCAAGTG
AGGAATAGGAAGAGCTGGAGCCATCATATCCATCACTATCACTACCACTGTCTGTGGGGT
CAGAATCATTGGCTTCGTCCTCCAAGGGAGCGGCCATTGCCTCGACTAGCTGGGAGCCCC
CATCATAGACTCTGTATACTACAGACTGCAGTTGGTGAGCATACCACTTCGGCTTGTCTC
CAATTAAAGAGGGATCAAAAACATTGTTATGTATCCTCTGAAATGCCAGGTTGGTGGGAC
TAAGAGCCCACTCCCCATAGAACTCCACTGCCTGGGTGTGAGAAAGTTTTTCTGCAAAGG
GAGAGCGCCTCGGCCGAGAAGCAAGAAAAGACGTGGACTGAAAAGCGACCACCGGTCGAG
GGAAAAGACGTAAGGTGCGAGTGTGCATCTGGAAGCCCTGGAGAACGTTTGGTGAGTTGA
AGAACCGCACCATGGCAACCCTGGTGGCTACATCCACAGAATCAACGTCATTGCCATAAA
TGAATAGGGTTGAACTCCGTAGAAGAAGGCGAAGCCTTGTCTCGTCCAGGCGGAAGCAGG
GACATGTCTTGTCCTTCCTGGAACTTCTCCAAGTTCAGAATAGGTTGCGTGTTCAAGCTC
ATGCTGGCCAAGGCCTGTT
>AU171482 ID   AU171482   standard; mRNA; EST; 759 BP.
CGTTTCCAATGCAGCATAACATTCTTTTTATCTTCTGTGAGAGATAACGAAGAGGGGAAA
TACCGGNAGGCGTTGGCAGCTGAATTAAGACCTCTCTCCGAACACACTCCCTTAGTTAGA
AACATGCGCCTACCTTCTTCCCTTTATGAGCTAGAAACTGTTCTCTCCCCCCTGCCCTCT
TACCCCCACCCCTGCATGACCAACAAACCACCACTAGAAAAGAGCAGGGCTTTCAAGAAC
GAGAGCATTTGTGTTCCTGCCAGCATGGCTTTGTATGAATGTGTGTAAGAATGAGAAAGA
GAGGCTGCTGCTCATTGGCTCTTTTTGGAGTGCAAACATAGGGGTGCATAAATGGACTGT
GGAGGGCGAAAACAGTGGAACCGGTGATCATTCTGGGTGGGGAGGGCTGGGTTTTCAATC
AGTGGAGAGACTGAAGGAGAGAGGTGAATCCTGCAGTGTCAACCATGGGAGACCTTTTGC
AAGAATGTAAATGGTGAGGGGAGCCAGGCACAGCGACAGCGCTTTGTTCTCAAACCTGGA
GCCACCGTTCATTCAAGTTTCTGCTACCCACACTACTGAGCGTGACCGCCAGGCGGCGCC
TGACACCACATCGGTTCCACTGGTTGGCTTATAGTCACTTCCACCGACTAACCAACATGC
GCAGAACTGCTCTCCCATTGCCTGTGGTGCTCTGGTTTTTCCATCTCTCCTTCACCTCTC
TGTGTGAGGAGGCAGCTTTGGGCCGGGTGTGCCGGCGTC
>AU171489 ID   AU171489   standard; mRNA; EST; 639 BP.
CAGGTCCAGTCTGACTATGACCAGCTAAGACAAACCTTCACTGTAGTGAGTCAAGAAAAG
AGACACGGCCCAGCAGCAGAAGAGCCAGCTCCAGGTCAAAGTTGATAACCTCGAACATGT
TCTAAAGGTGAAGAAGTTGATGTATACCTTCATTTAGGTACAATATCTTCTCGTCTTTAG
TCCTGCATACAGTTCGAACACTTTAAAGCCGTCTTGCTTCATCTACACTATATGTTTCAA
GTTGTTTGAAGTGATGCTTTGACTCCAGTAAAAGAAAGTCTTTCTGATTAATTTAAAATG
TGAGATGTTGCCGGCGAAAGCTATATAATGCACACTCTTTGACATATCTTAACTCTTTGA
CATGTATGTGATCAACAATAATCAGCTGATTCTGACGCGAAGACAAAGTGACTTTTCAGA
TAGACTTTGCACCGATATGCAAAAAATTGTTAACATTAAGTGATGCAGCACATTGCTATT



GTAAAGTGTAGCATATCAGTGCAAGGCTGCTCTTCTTCACTTCAGAATCTGCTGAGGTTG
CATTAATCCCTCAAACGGTTTATCAATAGAAAATCAACACTTCTAACTCCTCATGGCTTG
ATGTGCAGCTGTCTGTTAACTAACTTAATGTGCAAAGGA
>AU171499 ID   AU171499   standard; mRNA; EST; 699 BP.
AAGNAAACGCAGCATACCCCAGNAAGCTTCCTTCACACAGCAAGAGGCCAGATCTATTAA
AGCCAGNAGGTCATCCTCCCCAAACTGGACTCTTCCATGACTCAGGTCACCATTCCCAAC
AAAGGCTCCACATCACCTGGCCGCTCACGCCGAGGAAAACCCCGCTACAGGAAGGCCGGC
AAAGGCAGCAGCGGGGATTTAGCTCAACTTAAAGCCACTCTGTCTTCGTCTTTAGCAATG
ATCAACGCTGCCTCCTCTATGTCCAGCAGCAAACAACGTTTAGACCCCAGCGCTGCCATT
AGAGGCCTGCAGCATGACCTGCTCCTCAAGAAGATGTCTTCCTCCAGCCCCGATCTCATC
TCCACCACTTTGGAGGCCGAGGGCCGGAGGAAAGGTCAGGGGAGGCCAGGGCTGGACAGA
GCAGGCAGCCAGAGCGCTTCGGCTGGGCTGGAAGAGAGCAGGGTCCCTGAAGAACCAGCT
GACAGGCCCAGTGTCGGTGGGGGGAATGATGACTTGGTGGAAACGCCTCCACGCAGCGAC
ACGCCCAGTGAAGACGCAGCATCTATTCCATTCTCCAGCAGTCCGGACTCTCCCTGTGGC
AGAGGAGCCACCGCGGGGAGGACGTCTGTTCTCGGGAGCACTCGCGTGTCCTATGATGGA
AAGGAGAAGGAGGAAGGGACGGTGATCACTCGCTCCCCC
>AU171500 ID   AU171500   standard; mRNA; EST; 550 BP.
CACAGCCACCCTCTGCAGGNAGCAGCTGGCCCACCACCACTTCCTGACTCCCGAGGAGGT
GCCCTCACCCCCCGGTATGCTGCACTGCGGCAGCCCGCTGGGCCACAGCCACACCATGCA
GGGCAGCTTCTACAACCCGGCCAGCCAGGACTCGCTCCACGAGGACTCGGTCAGAGGACT
GGTGAAGCTCAGCTCCGTCTGACAGCGGGGTGGAGTCCCCCTGGAGACACAACTCCCCCC
TGTGCTCCTTCAGGATCAGCTGACTCCCACAGGATCTGCAGACACTGCAGACTCACGGAG
GGAAGCTGTCCTCAGCCAATGTGTTGCCAAACTCGTCTGCTGGAACTGGGAGATGAACTC
GTGGTGCATGACCCATCAGACCAGGTTCTCCTTTGTTTGCTCCTCAAAGCAACAGTCAGA
AGCTGTGAGGAGGTGGAGTCCGGTTTTCAAAGTGGCATAAATGTCTGTAAGCCATTTCAA
GCAAAAATGTTCCGTCAGACGGCAGAGTTTGAGGCGATGGATGAACTTTCTTCTGTCTTT
TGACACGTCA
>AU171504 ID   AU171504   standard; mRNA; EST; 437 BP.
CTGCCGTTGGGCTGCGCGATGTGCACCCGGNAACACCAATCGGACACGAGTGTTTTTGCG
CCCGATGTCTGTTTCCCCTTTGCGTAGCTCTATGTCTGAATTACGCAGCTTCAGGATTCC
AGCACAGTCGATTATAGATCTCATGTTGTTCTCAGGCAGCAGAGGGATCTCCAGGATTTT
GGTGTTGGATTGCATAACTTCGTGGCTGGCAGTGGAGACAGTTTTGCCGGTAATGCGATG
GACCTGATAGAAGGCATGTGGTCGCAGGAGGCGGTCGTCTGCGGTCCCAATGAACAGCTG
CAGGGTGAGCGGCTCGCTTTCCATGTAACCATAAAGCTGTATGACAGGGTGTCCTCCAGA
TAGGGCCTTCACTGCTCCTCTGCTGCCCTCCGTCTCGTAGTGGGCCCTGTGGTGAGATTT
GGGTTGCACCTCTATCT
>AU171505 ID   AU171505   standard; mRNA; EST; 678 BP.
AGNACAGCCGGNAGCGCGAGCCGTTTTGATCCCGCCAACATGGTGAAAACGTCGGACATC
ATGTGCCTTCTCGTCCCTCTGGTGATGCTTGCCAGGTCCAGCCTGCAGGCGCCGGACGCG
AAAAGCGGCAAGGAGGCGCAAAAAGCCGGGAATTTCATGGAAGACGAGCAGTGGCTGTCC
ACCATTTCACAGTACAGCCGCAAGATCAAGCACTGGAATCGCTTCAGAGATGAGGTCGAG
GATGATTATGTTCGGACCTGGGATGAGAATCAAAGCTCCAATGACAATGTAGACACCACC
AAGGACCCTTGTCAAAAGGTTAAGTGCAGCCGACACAAGGTGTGTATTGCCCAGGGCTAC
CAGAGAGCTGTGTGTGTCAATCGTAAGAAGCTTGAACACAGAATGAAGCAGCCTGCCCTC
CGCTCTCCTGATGGAAACTGTCAGCCCTGTCCCATCTCCTCCACCGGGCCTGTGTGCGGA
TCAGACGGTCACAACTATGCTTCAAAGTGCAAGCTGGAGCAGCAGGCGTGCCTTACAGGG
AAGGACCTCACCCTGAAGTGTTCAGGTCTGTGTCCTTGTCCAACGGCTGCTCCTACGTCC
AAGGAAGGCAAACATGAGGGCTGCACTGGACAGGATCTGTCTGATCTTGGCGAGCGTCTG
AGGGATTGGTTCCAGCTT
>AU171506 ID   AU171506   standard; mRNA; EST; 674 BP.
GAAACCCCAGCATCTCATCGAGCACCCCGGGCAAAAGAGCGCCTGGAGCCGAGGGTCCGA
TCAGCCGCTCAGCACTGTGGACACACAGCAGCCTTCTCCTGCAGCTGCCCGTCTGATTCC
AGCACGGATCTGCCGGAGCGTCACTTATCCAGGCAGGCTGGAGGCCTGAGCATCCACGAT
CAGGAAGATAGTAACACAGACCTGTCTGAGGGGGAAAAAGATCCTGTTTCACCCTGCAGT
GGAGTCCCGCCAAAACTTGAGCTCAGACCAGAGGTCATAAAGGACGGGGACTCCTCCCTC
CAGATCCACAGATCCAAAAGACACGGAGCATTTGAGTTCCCAGACTTCCTCCCTCCACCG
TTAAACTCTTGGAACTTGAGTCAGCTTGCCGTCTTCTACAAAATGGAGGACAAAGCAGCG
TCCCGGCCGAGGCCTGTGGGCCCTCTGGAGCGATACCTCGAGAGGCTGCTGCAGCTGGAG
TGGCATCAAATGCAGACTGTTCAGGAAGAGCGTGGCGAGTCGGCACCACCAGAGTCTACA
TTCACCTGTTACCGGGCACCAACAACTGCCTCGGCTCGCCTCAGCTCTCCGAAGTGCATC
CTTCAGTGTCAGCGTGCCTTCCTCCTCACCTTCCTCTCATCTCTGGGGGGTCACCCCAGC
CTGCTGTCGGGCTG
>AU171512 ID   AU171512   standard; mRNA; EST; 664 BP.
TTTTTTTTTTCTTTGCTCGTTTCATCCTTGAAATCAGTCTTCGGACTCTGCATCTGGTGT



TTTGAATCCACCTTTGATGGTGGTTCTATTTTTGTCTCCGACTCAACGGCTTTTACAGCA
CAGCTCTCTGCTGACACGCTGTGGTCAGACTCCGTCACTGCACTCTTTCCAGCTGTCGTT
TCAGCTTTTGGCTTCTGGGACGTTTCTTCAGATTTTCTGGCAGCTGTTGATGAACGTGTA
GTCCGACCTGCAGGAGAGGGTGACTGTTTGGACGTCTTACTTGGTGGAGAATCAGACTGT
GAGGAAGAGGTGGACGATGTTTTACTGGCTTTAGCAGAGATAGAAGGTTTGGAGGACTCC
GATGAGTCGTTCTGATTTTTAGTTAAAGCAGACTTTGAGCTACTTGTTGTTGACTTGGAT
GAGGAAGTCGATGACGAACTCTTGGAGGAAGCTTTTTTGGCTGCCGATGACTCATCTTTG
CTCTTCTTTTCAGTTTTATCCGTCGAGGTTTGGTGAGCATTGCTGTTGTCCACATCTCCT
ACGATTTCATCAAGGGTGACAAAGTCTTCGATGTTGAAATTCTGCTCATCAAAAAAGGAA
GAGGAAAGCCCCTCCCCTTCACCATCAACCTCAACCTTTTCCTGCTTTTTATCTTTCTTA
TTTT
>AU171513 ID   AU171513   standard; mRNA; EST; 711 BP.
GTTTTGTTGACCTTTGACCTCAAGNAAGAGGCCTCCATCTTGATTTTTTTTCTTTAACTC
CCCTTTAGTACCAGCTAGAAAATTAAACTCCTTGTAATTTTGATCTATTGACCCCTAATT
CCTCAAGCATTATTGGGAAGCTACTTGGGGAAAAAACGTTGAAATTTGAAGTTGTCGATT
TTGAACTGCACGTGGCAAGTTTACAAAAATGGTGTTTCCCCCCTGCTCACATTTTTTACT
GAAAACACTGTGAGAATTTAAAACACAAATTGTTGCCTCAAGGTGAATGAAAAGATACAA
CATACAGTACAATAAATAAGGAATTTGGGCATGGTTAACAAAAAACTCTGTTGCTAAGAA
AATCCAACAATTTACTTTTGCAGATTCTTCTGTAAATTACATAAACCTGTTTGTCACCCC
CAATCAACCCAAAATAAAATGGTTGCCATGGATATAAGATCAACAGAAAAGCCGCTTTTC
ATACATTTGTCCCATGCAGGTCTGACCAGGGTGACAGAGGTTGAAGGGGAGAGTAAAGGG
GGTCAAAGGGGGCAAGGAAAGTGAAAATGAAGTCTCACAGCAGTTTGGGGCATGCAGCTC
CTCAAAGCGCATCACTACCTTGAAAAACTTTTCCAAGCTCTCATTAGCGCAGTCCGGAGT
TGGAGGGTATGAAGCAGACTCGCAGGTTACCTCCTATGAAGCTGCACACCT
>AU171514 ID   AU171514   standard; mRNA; EST; 645 BP.
CTTCAGNACGTACACGTCCGATTATGTGAACAAGAAATACTTAAATATGATTTAGAAATT
AAGGCTCTCATTCAGGACATTAGTGAGTGCAGCGGCCCTCCAAGCAAGCTCACAGAGTTA
AATGGCGATATAAAAAAATGTTTCCATAACCTCAGATCAAGGATTGAGGACTTGAAGCAG
ACGGCATTGGAACAGGACAAACTATCAGATAAGCAAGCATTTATGCTTCAAGTGGAGGGC
CACCAAAAGCAGATGCTGAGTAATCAGACAGCATGGAGGAAGGCCAACTTAGCCAGCAAG
CTCTCCATCGACAACATGGAGAAACAGTCCCTTCTTATAAATGGGACCGATAACACCGCC
AGACAAAGGAAGTTGACCAAAGAGGGGCTAGCGCAGACCACCAGTGACATTACAGAAAAC
CTAATGAGCATCAGCCGGATGATGGCTCAGCAAGTCCAGCAGAGTGAGGAGAGCATCACC
TCTCTAGCAACATCTTCCAAAACAGTCCAAGAGACCAATGAAGAATTTAAAGCTATGACG
GGGACCATTCACTTCGGAAGAAAACTCATTACCAAGTACAACCGTAGGGAACTAACGGAT
AAGCTGCTCATCTTTCTGGCATTAGCTCTCTTCTTTGCCACAGTT
>AU171523 ID   AU171523   standard; mRNA; EST; 563 BP.
CCGTTCAGCACAGTTCTCTTCTGTCCCTTTGTCTCCATGACAACTGGCTGTCATAAAGAC
AACGCTCTCACCACACACCTGAGATCAGGAAGAAGGAAGCACTTGGTGCCGCCCACGCCC
GACTCGCGAAGGAATTCAGGCACCTTGACAGACGACAAGAGGTCGCTGAGAACCTGACAG
ACTCCATAGAAGAGCTGAGGAAGATGAGTGAGTGACAAGTACAATTTGCTGCTTGAGAGT
GGAGAAAGAAGAACCGAAAGTGACACTTCAACTTGGCATCCCATCATCCTGCAGATCCCC
AAACTGATCGGATGGTTTAGTCAGAATGACAGCTGAGGATCCTGCTGCTTCTTCAACAAT
GAGCAATAACGCTGCCCATGCTAAACCCTCCGCTGCTTCCCACCATTCTCTCCACGGACA
CATCAACATCCCCGAGGGTGTTGCAGGAGCCTCCAATGAAGCTGCACTAGTGACCTTGAT
GGAGCGCACTGGCTACACTATGGTGCAGGAAAATGGTCAACGCAAATATGGCCCTCCTCC
TGGCTGGAACGGCCCATCTCCTC
>AU171536 ID   AU171536   standard; mRNA; EST; 706 BP.
CAACTGCACGGNAAAATGTAGACACAAAAAACAGTGTTTAGCACGCGTCAGTCGGCGGAA
GTCGGAGCTGAAATGCAAATCTGCATGAATTTCCCTTTAAGATACTTCTAAGACAGGGAT
GGGCAACTCCAGGCCTCAAGGGCCATACTCCTGGATGTTCTCCAACATGCCCTGCTCTAA
CATGTTCTAATTGGCTGGACAAACCTGTACCAGGTAATCAGTCACTACAAGGGCTTGGTT
CTCTGGAAATCATGCAGACACGCCGACCCTCGCAGCATGGAGTTGCCTATTCTTGGTCTA
AGACATGGAGCAAACTCACACACATAACCAGCATTAGCCTCTGCTGTTCTGACAGGTGTC
TGATGACAACCCACACTTTTATCGCTCCGCGTTTTTGATTCACTGATCAGCCATCTTGAT
GAGACCGTTAAAAAGTGACTTTGGTCAGTGCTAAAGCAGTAGTCGAGTGCCTTGAGCTTT
CTTTTTATTTATTTTTGCAGCCTTTAAATCTACGGTGCCAACCCTTTCACACGGAAAATA
ATCAGTATAGTATTTTGTTTTGCACAAATTTAAACTTAAATTGATTTTAAAAACCTTTTC
TATATTTTGCTGATGAGAAGATATTTCAAACACAAACTACACCTGCCTACAGTGAAGCAG
ACATGATTGGGGGAAAGTTGTGTAACTCTGCATGAGCCTCAAGCTG
>AU171540 ID   AU171540   standard; mRNA; EST; 623 BP.
AAGNAAAAGNAATATTTATGCATACTTTCTGAGGAAAACGCATTTTCACAAATATTTCCA
AAACAGACCCCTCCAACCAACGAAAAGACCTCAAACGCATCGTGGTGGGGACCGCAGTTT
TGTCTGCAGCGTTCATTCCTCCACAGTTCCTCAAACACCAGTGGTGGTTGCATAACTCCC



AGAAGAAGTGGGAACCGAGCACCACAGATGGTCACGAACGCATTTATCTGCCTCCAACTG
TTTCCTCTTCCAGCAAAATCCAGCAAACTCTGCAAACACATTCTTGGATGTACATCTTGA
TTTCTCAGATTAAACCTTGAAATTCCAGTTTCATCTAAAAACTAACTATTAAGAATAACT
TGGCTGTATGTTTAGTAAAAAAAAAGTTAACACTAAATTAGATTTGAAATGAACAAAAGC
GGAACAGAAAATTAAAGGCTTTTTTTTTTTAAATGAGAGCATCTTTACATGTACTTTATT
TTGAAATTATTTTAGCAATCAGAAAGGATTTTATACTTTCAATGTTTTAGGTATACCTGC
TCCTTATATTATAATCAGATCGTTTTCTAACGTACGCCTCTCGTCAGTGCAGCCTACAGT
CCGATGGCGTGGATCACTATTTT
>AU171549 ID   AU171549   standard; mRNA; EST; 517 BP.
AAAACACAACAGTTGCATTTGATCTGAACAATGAAGGTGCATTTTTAAAAACACAGTAAT
GCTGGTTTGGAACACGTACAAGAGTTCAGCCTCTCCTCATAGTTGCATGAGGCCTTTGGT
TCCCAGGAAGGTGAATTCAAAGCTGGAGTTTGTTTTCAAGCTGATGCGAGTGGGTGCAGA
CTTAATTGAATAAAATTAAAGCATATGGTGTTTCACAATTATATAAACTAAAAAACTATC
ATACGCATAAAAGAAAATGTTAAAAACAACCAGCATTTTTAAAAACTATGATTTGGTATG
ATAGGATTTAAACTCACAGATCTAAAGACTTTTCTCAACACAACCCAGAGTGGAGATGGA
AAAGTGTCCTATCCAGAGGAAATAAGCAGGTCTTTTGCTTTTTAACAAGTGTCAGATACC
TTCCTTTACACTAAGAAGACAACATGAGCACCATGGTGCTTCCAGGAAATGAAGAAGCTC
TTTCTACAGGTCTTACTTTATATTCTTACTTCCTGAG
>AU171551 ID   AU171551   standard; mRNA; EST; 530 BP.
CAGTTTTAGGGCAAACTTCTCCATGGGAAGTGATGATGAGATGGGAGGTCAATCCAAGAT
TAGCCTGGATGAGGGAGGAGCTCAGAAGGACAACTCCGTTGAAGAAAGTGAAGATCCCAA
GAGAAGAAATATTCTCATGAGCCTTCGACGAAATCCAAAGAAACCAGCACGACCTAGACC
TAGGCATTCTATCTCAAAACCCATTGAGAGCAATTACTTCGGCATGCCACTGGCCTCTGT
GGTCACCCCTGAGAGACCGATCCCAGTCTTTATTGAGAAGTGCATCCGCTTCATCGAAAC
AACAGGGCTGAGCACGGAGGGCATCTACAGAGTCTGCGGGAACAAGGCAGAAATGGAGAG
CTTGCAGCGGCAATTTGACCAAGACCACAATCTGGACCTGGTGGAGAAAGACTACACCAT
CAATACTGTTGCAGGAGCAATGAAGGCCTTCTTCTCCGAGCTCCCTCAACCTCTGGTGCC
CTACAATCTGCAGGCAGACCTGGTGGAGGCTTTCAAGATCAATGATAGGG
>AU171552 ID   AU171552   standard; mRNA; EST; 439 BP.
CTGGTACTGCAATTCCAGTAAAAAGAGTTTTTGGATGTTTGTCATGCTGAGGGAGAATTT
TCCACCTTTCTGAAATTCTTCTTTGATCCCAAAAGATCATGTTTCTGTTCGAGGGGCTTG
TCATAAAAACAGGAAAAATTCTCTTTTTCTCTTTCAAATCGTATTTAAATTGTTTAGGAG
AACCGTGGCTTCTTAAAGCTGTTGTTGTGGAAGATGCTACCAGAATGACTTCTGGAGTCT
TGTTGCTCCTGGAGATTTTTTTCTTTTTTGAGTTTATTTAAATGTTTTATTACTTTCTGA
AGAGCTTTAGGATCCATTTTTGTGGAACTTTTCAAGCCCACAGAAGTGCCCCCGGCCGTT
ACACGGGTCCTGTTGTGCTTTAAAGTCCCGTTCTCTTCCTGGAAAACAAGTCCAAAGTTG
TGTGTCTGAAACTGGAGCA
>AU171554 ID   AU171554   standard; mRNA; EST; 249 BP.
GTCACATGCTAATATATATAAATAAACAAAAAAAATGTGACTTTTTCTTTTTCGGGGATA
TAGGAGGAGGGTGAATACTGGCATGTTTGCCAGTCGGAAATGGATGAATTGTTGGTGGTA
CGACTTGGCATTAGCATGAAGTAACACTATAACAATGGTGAGCTGTTTTCCGTCCAGTCG
TATGCATTGCATGTGATGATAATGATACCCACCTGCACCTCGACCTGACAACAAAACCGG
TCCGACTTT
>AU171556 ID   AU171556   standard; mRNA; EST; 649 BP.
TTTTTTTTTTTAAAAATGAAATCACATTTATGGAAGACCAAAGTAGAGGCTCTTTGTAAC
ACGATTATCAGTCGCCATAAAACAGACAAACGAGTGTTAAAGCAGCACTATTCGTAACCA
GGATGATTTCTAAAGCGCCTTTTTTAGTAAATAAAACGTAACGAAAACCGTAACCACACA
TGGTCCAGAAGAGTGTTCTGAGAAACGGCGCTGCTATTAAAGTCCACTTTTCATCAAATG
AATCTTTTTGATGCCTTGAAGGCAGATCAGTCCCACACGTGACACACGCGAGGCTTCGTA
ACACGCTAACAAATAAATAAGAATGGCCTCTTTTAGAGCAGCAGCGGCCTCAAAAGGTGC
AGTGGTTTTTTAAATTATTCAGTCTCTCTTTGCAGCACAAACATCTCGTGGATTCATGGA
TTCACTGGACTTCCAGAACAACAGTGTAGACAGGAGAAGCGTGGAATGGTCAGGATTCGA
TCCAAGGTTCTGGGTTTGCTTCATAGGCAGAGCTGCTCCGTGTCGCTTTTCACGGCGGGG
ATCACGCTGATGGAGGCGTGAGCGCCCTCCCTCGTCTGTCCCAGCGACGACGCGATGACG
TCCACGGCTAAAGAGGCGGTGGCTTCCACTGCCTCGCTGCTGGCGCCCA
>AU171558 ID   AU171558   standard; mRNA; EST; 694 BP.
CGCAGTCCAGGCACGATGCGCGGATCTCCCCGTCATGGGACGGCTGTGGGGGTTCTAGTG
CTTTTGAACGCTCTGCTGTTTGCAACGGAGGCTGCAGAAGGAGTCTTGACGGAGCATCTT
TTGGTCCAGTTGCACGANGACGCACAGGACGAGGCACACCAACTTGCAGCACAACATGGG
TTCCAGAGTGCAAGGAAGCTCCCCTTTGGAGACGGCCTCTTTCACTTCTATCCTCAGGAC
ACTTCAAAGAGGCGAAGCAAACGCAGCGCCCGTATCAAACAATGGCTCCAAAATAACAGA
AGGGTAAAGAATGTCATCGAACAAGAAGGTTTCCGTCGTCAGAAGCGAGGCTACCGAAAT
ATTAATGACATAGAAGTCAACATGAGTGACCCTCTATTCACCAAGCAGTGGTATCTGATA
AACACCGGCCANGCCGATGGGACCCCTGGGCTGGATCTTAATGTGGCTGAAGCTTGGCAG



CTTGGTTACACAGGCAAGGGAGTTACTATTGCAATCATGGATGATGGTATTGACTATCTA
CATCCAGACTTGGCATCAAATTACAATGCCGATGCCAGCCTATGACTTCAGCAGCAAATG
ACCCATTTCCATTTCCACGTTACACGGATGACTGGTTCAATAGTCACGGCACTCGGTGTG
CTGGGGAGGTTTCTGCGGCAGCCAACAACAACAT
>AU171563 ID   AU171563   standard; mRNA; EST; 385 BP.
CTGACATNCTGTTTCCAGNATGAGNAAGCTCCAGCTGAAGNAAGGNAACAGCTGNATTGC
AAAAGTACAGGAGGGGATGAGACTGACCGCAGCTCAGTGGTAAGTCCAGAGTAAGTGTTT
TCGGTTCTTGCTCTGAGGCAGGGTAACAGCAGATCTTTTGACAACTACCGCTAGCGTGAG
CATCTCATAAAGAGAAATACTACCACGCACATGGCAGAGCAATTTTGGTAGCCACAGCTT
TGAAATAGATTTTGCTGCATTTGGTTTGATGTTCCACGTCTGAATTGACAACCCCAGAGA
CCAAAATCCAATTTTTGACTCACCAGACAAGATGGCTGGAAGATAAAAAATAAAAAAAAA
GTTACCAGCCAAATGATCCTATTAT
>AU171564 ID   AU171564   standard; mRNA; EST; 702 BP.
CTGAACAAGGCTATAAATAGNACAGNAATTAAAACAAAATATGACTTAATCATTTACTAC
ATATGTTATTTTTTTAACCCATAATGGATAGTTCAAATCCCTGACACACAGTGACATTGG
AACACATTTAGTTGTTCAGTTATACTGCAAACCTAACTGCTTAAGTGTATTCTGCTAACA
AAAAGACTCATCTGTAACCGAACAACAGATGCACAATTCAGCGTCATTTTAAATGTTCCC
AGAATCTGAACTCATGTTGACAAAAAACACAGCTGAGAAAATACACATTTTCAAAAAACA
TTATCCTTCACCATCTCTCTTCTTCAGCTCTATTCTTTGCTCGCGTGTAACACAAAAGCA
ACAACAAAACCTTAATGCTAACAGCCATGATTGTGCAGCATACGGCTTTCTCAACATTTC
CTCAGGGCAGAAAGGTCAGTTGCTTCTTCTCAAACCAAAAGATAAATGGATCAAGTTTCT
ACGCCACATGTTGCTAAGGGCCTCGTCTGCAAGAAGCCACATAAACACAGGCATTCCGCC
TTAAATATGGGCTGTTCGGTCTAGCGAGGCTTGTCAAGATGTAAAATGCCTNCAATCTAA
AGGAGTGGTGAAATGTGATCGATGAGCACAGAAGGGACATTACAAAGGATTCCCTGAAGT
GACCTGCAGATTTGGTATGCCCTTGCACAATAGGGAGGAATG
>AU171572 ID   AU171572   standard; mRNA; EST; 257 BP.
TTTTTTTTTTTTTAACACTGGAGCGTTAGATTGTTGGTGCAAAGTTGCTTTCTGCGTGCC
AGAATCCACTGATTCAAAGTGAAAAGTGTGACGATGATGAAGCTCAGAACAAGCTTTTTC
TCTTTTATAAAAGGAAAAAAAAAGCTTTTCATTGGATAACCAAACCTACTGACATATTAA
CCCTTTATACCATGATCCGGGTGAATTCTTGATTCTGATTGGCTGCTGGATGTGCATGAA
AAAGTGATAACGCACAG
>AU171576 ID   AU171576   standard; mRNA; EST; 506 BP.
GTCGCACACAAGGGTGATGTAAAAAAAAAAAAAAACGGCATCATCCATCAAACACGTCCA
TCCAAAGGNAATGTTTGTGGAAACCACCTTTTTCTTTTTTTCTCTCTGTTCACCAGTTTG
ATATAAAAACAAACAAACATGATACCTTATACAGTTTTTTAAACCTCATTTTGCTCGTGT
CAATTTCTCTTTTCTTTTTGTGCAAAAGTTCTGTTTTACTGTAAATACAGGATAATTGGA
AAGGCTGTGTAAAAAGGTTATGATATCACTTAGTCCCACAAATTCTTAGAATCTGGGTGT
TATAAGCTGAATAAAAGAGAGAAACAACATTTCTGTTGTTTTTACTGGTTCTTTATTTTT
ATATTCTTGCCTTAACCCTTTCAGTATCTCTCCTAGTTTGTCTTGTCATTGTTTTAGGCC
ATAACTTGTCTTGAGTGTGTAAATACAAACCTCACTGAATCTCAAAGGAAACTGAAAACT
CTGCTGACGTGCCTAGAGTGACTTTT
>AU171580 ID   AU171580   standard; mRNA; EST; 757 BP.
GCTAACTTTGCCTTTTGCTCTAAAATCAAGTAATTTTTTTATGTTAAGTCAACCAGTCCA
GCCTTTTAGTGTCTAATTAACTCTTTGAAGTTTTTTTCCAAACTCAAACCAGTCCATATA
GGGAAACAGAGAGAGTTTCACAATAGATTAGACTCTAATGGTTATTTAGGCTGACTATCT
GACATGAAAATGCTATGTTGTTTAGACTGTGCACCTGTAAAACCTGTAAAGTGTTACTAC
ACTGGATATTTATGTCAAGTAGACAAAAAAAGCACAACATTTTGCATGTTTTATTATAAA
AACTAAAAATAAAGCAGTTATAAATACAACATAGTGATGAGCAAAGAAAAAATCTGTGAA
GTGTGAACTAAGTTTTAGTTGTGTTCAAAAGGACGGACACATCCCATCAAACAGGCGGAA
AATACATTTCCACTGTTTTCAGGGAAATCTTATCTGTTCACAATGAAGGCAGTTCGACTT
GTAGAAACGACTCTGTAAATCTTGTAAATATGAATTAATATAATATAGCAATGATGTGTC
TTTATACAATGAATGGTAGTTTGCATATTTGTAGTGAGATAAGAAGCAATATTACTGATA
GAAGCACTAAAGCATCCAACTACCACTCTAGATGTTCTGATCTTTACTTTTGTAAATAAT
TAGATATGAGCTGCATGTGAATAGCATAAAAAGTTGNTTTTTTTTACTGTAAGGCTGCAA
GACTTTTTGTATTGGTGAAATGCTGAACCTTTAACCG
>AU171581 ID   AU171581   standard; mRNA; EST; 701 BP.
CAGNATCCTAACATGGCTATTGTTGGGCGAAGATGGGGCACGTCCTGGACAGGTCACCAG
CTTGTCAAAGGGTCGCACACTTATCTGCACCCACTATTACACATAGGGACAATTAAGAGA
AATCAATCAACGTTTCAAGCATTTTTTTGGGACTGCGGGAGGAAGCCGGAGTGTCAAGAG
TAAAAGCACAGGTAGAAAATACAAAACCAGGGCATTCTTGCTGTGAGGCGAAAGTGCTTA
CCACTGCTCCACTGTACCCGATAGAAAACAAATAATAATAAATTAAAGTAAGCTTAAAAT
TTGGATTTTGGCTAAATATGGCATAATTATAATTAAAAGATCACTGAGAACGCTTTTACA
AAAGATCAAAAGTTCATTGAAGTGGGAATTTAATGCTTAGATAGAACATTATTAAAGATA
AAACAAAATGTTAGTTTACACATCAGGATACATTTTACTCATGCACACTAGTCTAATCTG



CAGAGACTTTAAGTAGCTTTAATGAAAATTTCAGTTCCCCCTTTTTTGTCTTTTAGGGCC
AATTCATTACTCTAAGATGCACACAAAGAATGCAGAAAAATGAATCCATGCAGCAAATGT
TATGATCTAATTTATTACCTTTTTTTCAGAATTGTTTAATCCAGCCCAGATCAATCCAGT
TTAGACACATCATCTAAATCCCTCCTTCCCTAAAAAACCCC
>AU171583 ID   AU171583   standard; mRNA; EST; 650 BP.
TTTTTTTGTGAGAGATCAGGTTTATTTATTTTGAAGAGCTCAACAAAGACATCAGTAGTG
AAACACGACAATCGAAGAAAAATAGATCAAAACAAGAAAATTAAAATAAAAAACTAGCAT
CTACTGAAAAAAAGTTTTGGCGCTTGGACGAGATGGTTTTAAGACGTATCAAAATTGAAA
TATTTTGCAGAACTGCAATGGAAACACTTTCTTTCAAATTAAATGAGTCAGATGGCGATG
CGCTTCTTGGTAGGAACTGGCTGCTGGTCACTGGACAGCGGGCAACACCGGGATCCCACA
ACATCACAGCTCATCAAGAATTGAGCGTGTCATGTGGAATTGTTGGATCACCAACCACCA
TTTCTCAAAATTGCTTCATCCGTAGCCCCTCCTACATGGAAGGAGCTCGCCGCTCCATGA
GCTGAAGAAGACGCCAATTCTCCTTTTGATAGACGATGATCAGGGCTAGTGCCGCGGCAG
AAATGTGAATGTATCTGCTGTCAATCAAAGTATTGTTCACATCCGTCGCCAAGACTTATC
GCGTGAGTTGGTTTGTGTTTATTTGCATTTTATAGTTTAATGGAAACGGTATAATTGAGA
AATTGTTTTTTTTTTTTTTTTAACATTTCTAGAATTTGAGTGATGTTTTG
>AU171585 ID   AU171585   standard; mRNA; EST; 221 BP.
ATTATGTCTGATGAAGAGCTTATTTCTGTGGATTATGAAATATTTGGCCGAGTACAAGGN
AGTGTTTTTTCGCAAATATACTCAAGTGAGTTTGTTATTGAATTAAAACACACCAATTAC
CTGTTACAACATATACATAGTATGTTTTGTTAGTAGACTTGCTGTTTGTGATGTGAAATT
TTTTGCCCAGCTCTATAACCTACTGGAAGCTTGGACATGAC
>AU171586 ID   AU171586   standard; mRNA; EST; 216 BP.
GCGAANAGNAGTGAGGAGGATCCGGCTGGCCTTTTTTTTTTCTTCCTGCAACGCTTCTCT
GCTATTTCTGCGGCTCTATCACAGAGGCGGCCAACGCAGGGTAGAGCCGCAGTAGAGCTC
GATCAGTGACATCGCTCCGCAGCAGAAAAGTAGCATAGACAAGCTGGGATGCTTAACAAC
CTGACGGACGCAGNAGGAGGGGGACGGGGGAGCGCA
>AU171589 ID   AU171589   standard; mRNA; EST; 680 BP.
GTTTGTATGAGTGTCATATTGAATTTATGAAGTTTTAAGTACATATTTTATGTTTTCAGT
GCTTCAAGTTTACAATCAATACTGTTTAAAACATTTAAAAAAAAAAAAATCACAAATTTA
ATCTTGTTTAGTTCACTTTAAGTTGCTCCATGTTGGACCTCCCATATCAAACAGATTTAA
TGGGAAAATATTTCATCCATGCTCCATGACGGCTTTTACAAATACAGCTCAGGTTATAAC
AGTCTGAATGTTTTTATATTGCAAAAAAACAAAACATTTAGACCCCACTTAACTCATGTT
TACACGTAAACACTAGCAGATAACATTTCCCTGTTTTTCTTTGGGTTAAATCCATAATAT
TCAGGTTCCTGTCATTTTCACAGCACCAGTTAAATCTCATAGAAACACTTTATTATTACA
GATTTCCCTGAAAAGGGTCCGTCATTTCCAATGGAAGACGGTACATGAGGCGATAAATAT
TTCATAAGTTGCATAATAGTTGGCATCATCTCCTGTAAACAGACTGAAAGTGCTACAGAA
CAGCAGGTTGTTCCCTTCTGCCATGAGGGAATGCTACTCGCTTTTGTCCATCTCTGTCAG
CACACAGAAGCAGGTGTACTGCGTGGAAGTACGTCAGAGAACGCAGCAGCCTTCGTAATG
ATGGGTGGCCTTTTGGACTC
>AU171592 ID   AU171592   standard; mRNA; EST; 247 BP.
CTTGTCCTTGTCACTTTTGCCTCCTCTCTGTGTTTGATAACCGTATTTTTTTGTCTCCTC
TCCTGACTTTACCTCTGCAGAAACAGATGACTATGCAGAAATCATAGACGAGGAGGACAC
CTACACCATGCCTTCAACGCGGGATTATGAGATTCAGCGCGATCGTATCGAGTTGGGCCG
CTGCATCGGGGAGGGTCAGTTTGGAGATGTTCACCAAGGAGTCTACATTAGAACAGAGAA
CCCACCT
>AU171594 ID   AU171594   standard; mRNA; EST; 692 BP.
TTTCAGTAAAAAAAACTTTGNAAAAAAAAANANAAAACTTTTATGTATTCAAAAGCATTT
TTAGAATTATTTTTAGGGATGTTTTATACTTGTATGTGTTGTAACTGAGGNACCAAAATC
AATAGGCAGGACAATAGCAAAAACTATGCCATATAGTATTTGGTTGGCAAAGCACAGGGT
ACAAAGGGGTACAAAAAAAAGAACAAGNAAGAAGTCAAAAGAAGCACAGGGTTATCAAAC
TGATTTACAAACGTCAAAGATCCCTTAATGCTGGTAGTCAGTCCTGTTTACTTTTCGCAT
GCTTTCCTCAGGAACATCTTTGAAAAATTGCTCTCAAATGTCTCCTGACAAAAAAAAAAA
AACAACAACAACAAAGAAGGCCTTAAGCCAATTAACCAATTTCTGCAAAGTCATAGTCTG
TTTACATGACTGGACAGAATTACAAAATACCACTTTGTATGCTAGCACAAAAACAAGGAC
CAACTCTGTGTCTGAGTCATGTTTTTTTCTCTCTGTGTGTCATGATTAGTCGTATTTTAA
TCAATATGTATTTTTAAAAAATACATATTTTCGATGTACAGACCAGTAAGCAAATGGTCT
TTATTTTCATGTTCCTAGTTAAAAAGCACAAAACCTTTTTTTTATTATTATTATTTTTGG
TTCCCTCAAACTTTGCCATGGGCGTGTTCGGG
>AU171595 ID   AU171595   standard; mRNA; EST; 662 BP.
AAGNACCTTCACTGTGTTTTATTTCACCCTTTTTCGTCTCTTGTGCCTGATCTGATCATT
GGACTCCCGTTAGAGGATCAGTGCAACATGAAGCTGCGCATTTTACCTTTGCATAGATTT
GGGGAAGGGGTACTATGGGAGCAGGCTGAAGTTAAAGAGTAGAAGGGAGAAGCACCGCGG
CACATTTCAAAGCATTTTCTCTGCGATATTTGAAAACGGAGTCGTGCAGCGAACGCCTGC
GTGTCCTTTTTTAAAACAAACCCAGCGCCTGTCAATCACTCGGCGTTCCAGCCAATCCCA



AAGCTCCCTTTTTAAAAGCAGGTTTGCCTGCTGTGCTTTTATATTTCACTATGGCCTGCT
TCGAAGCATTTTTACCACCACGGTTATTGCCACAAATCAAGAGGGCAAAGTGAACGGGAT
GGGACTCCCAGCACCTTTAACGGTACTGAGTCTTCTTGCTGCTTCTGCGAAGTTCACGGC
TCATAATTTCACATGCAGATGATGCACAGCAAGGAGAAAAAATGGGAGCAGACTTTCCCT
GAGTGCTGTGGGGTTGATCCTGCAAACTCATAGCCAAACTCACAACACAACATGACAAGC
CTTTCCAGTTTAATGGCTGCCCTCTCTCTTGCGTCGACCCCGGGGAGAGCAATACTGAAC
CC
>AU171597 ID   AU171597   standard; mRNA; EST; 552 BP.
TTTTTTTTTTTTTTTTTTTGTGGGCGTATTGCACAGTTTATCTTCCTGCGATGGAGNACA
TCTAAATCTTCAGTGTCCTTCCCTACCTCACAGCGGTTGGCAATGAAAAAAAACAAAACT
GTACAGAGTCACATTTTTAATAAATACTCTCCATTGACAAAAGGTCAATGAGCATAGTGG
CATTTATAGAAGAACAAAACCAAAGAAAAATGCTTCAGGACCTACATCTGTTGGCAGCTT
TGGCTGAAAAATCAAAACAGAACCAAAACGGAACATCGAACACCAGCAAGTAATAAAGAT
TTATGGTAAAATTAGCTTTCAAATCCCAAACCGTTTTTTTATCATTAATTTACAATGACA
CTAAAACTTTATAGACATTTTTGTTTAGTTGAATATTTGTTTTTTAAAAAGGTCATTTTT
TGATAAATAAAAATAGAAAAACACAGATATCTGGTTGGCCTCAGTGTCTGTGGAGTGAGT
CCCGTCTCACTTCCTGTCATAATTTCCCCAAATGGAAGAGAACTTGGCAAATAATGGCGA
CCACTCCCGTGT
>AU171604 ID   AU171604   standard; mRNA; EST; 304 BP.
AACAGGGTGGNAAGGCCCCGNAACACTGCGTCTTGCTGCCAGGATTTGCAACGNCTGCAT
GATTGCAAATGCCTGGCGAACAACTATGACTTGCGTCAGGTCTGCAGGTCCACACGTAGN
AGGTCCTCCTGGTCCAGGCGCGCCTCGCTGGCCGTGTACCAGCAGCGCCGTCAGGTATGG
CGAGCCAGGGTTCATGTAGGTGTCAGTAGTACAGTGGACATGTTCCCGGCCCATGTATTA
TGACCGCGCGGTACGTNCCTCTGCCTGACAAACCCTACAAAGACCTGCTGTACGGTACGC
TGAC
>AU171608 ID   AU171608   standard; mRNA; EST; 332 BP.
GACAATCATTTTGCTTTTTCGTCTCACATACAGCCAGGNATAACACTCTCAGTAAAGACC
CTTGCAGCAAAGGCATGGNTAAAAAAAAAGAAGGCAAAGNAAAAAAAACCTGTGACAGTT
GCTTTCACTTCAGTCTTCACATTCAGTGCAAACCGGCATCAATCTTTGCAGAAAAGTCAG
TGCTGATCTAGATCATCTTCCCTGAATTCTCTATTCATGGAATTTAAATTTTGGATTAGA
TGCAATAAAAATCTGTGGAGAAAAAACAAATAATATCTTTTATAACTCAGGTTTGTTGGT
GCAGCAGAGCCAGAGGTTTTAAAGGGGAGGAG
>AU171609 ID   AU171609   standard; mRNA; EST; 775 BP.
TTTGTCCTTTTTTATATATTACAAATACATTCAGTAACAAGCTCTGTTAACTGGTTTTAT
CCTTCTTTAACACTACTTTTTAACCTAACTTTGGCCTCTCACTGTGTCTGGAAATGTAAC
TGCTGTGAAATTAGCTGATAATTATTTCAGTCATTAGAGTTTCACTTTTGGAGTTTTTCA
AATCAAAACTTGCAAGCCTTCCCGCAGTTAAATGTCCACGTTACTTGTTTTCAGCAGATC
TGGCAACAACATAAACCAAATACTGTAATTAAGATGTACCTTTTGAAGGAAAAAGCAGAC
ATGGCAACTGTTAGACTTCAAACAAGCCTAAAGGAACATAAAACAAGGAAATAGGAGTGG
AGTCTTTTTTACTTAAATAAATGGATAAAGAAACACTCAATGGTGCATACATCTCCAAAT
CTCTGTCTGATCTTTAATTGAGCCCTCAAACATGAGTTAGCTAAAAAATAAAGTAAACGG
ATGTTTTCTTTTTCAGTAATAAAGTCCTACAATTGGCCAACATTACTTCCAATTATTACA
CACAGTCTGGTTAACTTTTGAGACTTTTGTTCCTGCCATGCAGATTTTCACAAAATACAA
GAAAACAATCCGGATGTATTGACTATCACCAAAGTCTTTGCCATTTTACATGGTTTAAAA
AATTGAATGGCTAATGCACATTTTGGCTTGCAAAAAGTGGAACCTTTCTCTTCCATATTT
TGGGTTTGCAGCACAGGGGAAACTCTCCTAATGATAGATTTTAACAAGCTCCTTT
>AU171613 ID   AU171613   standard; mRNA; EST; 372 BP.
GTTTTTTTTTTTTTTTTTTTTCGTTTAATATTTTAACAATTTTAAAGCTGTATAGATACA
ATCTAACATGGNAAAGTTTTGCATATAATCCTAAAAGTGACAAATATTTCAATTTCTTTG
ACAGAAATCCTCCCCAACATGAGATTAGCAGGAGACTAACTCTTGAGCAGAATTTAGTTG
TTTTTTTATCCCACCAGGTTCCTTGTTAATGTTACTTAAAAGCATTTGAATTGGGAGTGA
GATAATGCAGCAGACATTGAACTTGACTGAAAAGTAATATAAACGTTCAAGCACAAAAGG
CTCCAAAGTAAAATGAAATATTAAAAAATGTGGGGGTTTTTTATATGCTGCTTAATGGGT
GCTATAACTTTT
>AU171617 ID   AU171617   standard; mRNA; EST; 872 BP.
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGGGGNCTNTTCA
TGNTTATTTCAATATACNTTTAAACTTTNAACNAAAAANGAAANNTNAAACCAATGNCTN
TAATTTAAANAAATTNNTTAAAAAACAGGGGTCTCCNACTNANATTNATCAANACNACNC
TTTAACNCNTNAATCACNACNCNTNTNANTTNAGNGNAANANNANNACNCNACNACNCNC
TGGATTACANNCANACCAACTTTTTNAANACTGGAANGGGAAAAANAAANACNTTTTTNA
AAATAACCNTNANTTACNTGGTCAAACNNGCNGNAANTGNGGGATGNGNNCNGNNCNCCT
NCCCCTNCCTNAAAAAANCCCTNATCCNTNANGNAAAAANGGGGNNGGACCNTNANGACC
CAAACCCNNCTTTAACAACTNTGNNNNAGGGNNAANNCNTNACCCNAACCCNAACNTCTN
TNGTTTCCCTTGAGGNAAAAAAGAAAACNCTTGGTGNGNCTTTTTTTTTTCAANCTCCTT



TNCNTCCNAAAATCCCGNTTTCATGGTTNTTGGAGCNCNNGTAAANAATGNNCAGCGGTT
CNGTGNCCCCNNNCNTGGGGNAAACCCGTGGGGAAAAACTGNGTGGGCCCCAAAAAACCC
NCCAAAGAANGNTTGAAACCCCCNACCNNGCCGGAAAANAACTNATTGGNGNNAGNTTTN
TTNCNGGNAAAAACTTCCGNGGGGAACCGGCCNANAATTTAANCCAAATNTTGGGACCCC
GGCTTTAANCNATTNGNTTTATTNCCNCCCCAAAAAAACTTGGCTGCNCCNAGGCTNAAT
TCANCCCCAGGANCCTGNNAAANAAACCGCAN
>AU171618 ID   AU171618   standard; mRNA; EST; 719 BP.
CGTGTGCATGCGTGCACAGNAGCTGTAATGTGCTTATGTAATGACACCATCAGTCATTCA
GCTTCTTTGCTCAGTCTCAACTTAGCAGAAGCAGCAACAGCATCCTGAGTGCAGGAGCTG
CTCACATTAACTAGCAAAAACTCAATTAACAAAAGCGGAGCCAAAATGCCAAACAGTTGA
AGCAGCAAATTTATTTCTGCTCAATAATCGGGTCAAGTCTGTGTACAGATTACAATTTCT
ACAATATGTTCACTACTTAGTGTCTGTAATCCTAGCTACAAATGTACAAGTCTGATTTTC
ATGTTGCAAAAATAAACGGCCGCAAATGAAAACAAGTCAAGTCGTTGTGTAAGTGGAAGC
AACATGGTCATGGTCAAACTGGGAGGAGCAGCCAAAGGATTAGCAACAGATTAAAGACAA
TCTTTCTACTTGCTCCATTTCTCTCAACACTCTTTTGCTCCTATCGTTTAATCCAACTTC
TGACCTTTTCTTTAAACGGCATTCCCTCATTAAACTGTACAGAGCCTCCATTCATGTTCC
TCTCCATATATTTACAAAATCAATGCAAAACATACCATTATATTGATGAATACATTTTTT
TTATATATATTTTTGTATTTGTTGACTATTTTTTTATTTATAGTGGGCTGTGTTTGCTTT
ATAGATTAAAATGTTTATTAGATTTGGTACAGAAAACATCCCAAAGTAAGCCATGGTTT
>AU171629 ID   AU171629   standard; mRNA; EST; 571 BP.
AATGAAAGGAAGTTCAAAAGAACAGAAGATCAAAAAATGGTTTGCTCGTAGATGGACGGC
CAACTCTGGGGTCTGCTATCCCAAGCAAGATCCTGAGCGTGGTGGCAGTCACATGATCTC
GACAGATGATCTGGAATATCCAAGAGAGTACCGGACGCTGGGGAACAGCGCTCGCCGCTT
CTCCAATGTGGGCCTGGTGCATACGTCGGAGCACCGCCACACGGTCAGTGCCGCCCAGAG
CCTGGAGGCTCTCACCAACCTGCACAAGGCTGACATGGAGCGCAAGAGGGACGCTTTCAT
GGATCATCTCAAAAGCAAGTACCAACAGCAGCAGCAGCAGCAGCAGCAGCAACTGCAGCA
TCCACACCACAGCCCCCACCACAACCCACCATCACCCTCACCCTCCCACGCCAGCATGAG
GGGCACATCAGAGCGCTCTGCACGAGAACAGCAACAACCCAACTACTGGAGCTTTAAGAG
TCGCAGTCCACGACATTCCCAGTCTACCCAGTCTGGGCTTGCCGACCAGGCTGCCAAGCT
CTCGTTCGCTTCAGCTGAATCCTTGGAGACC
>AU171630 ID   AU171630   standard; mRNA; EST; 293 BP.
CTTTTGTGGCCAAAATAAACAAAAACTTGTCGTTTTCTAGGACATAATTTCTGCAGAGCG
CCAGTAGTCTATTAGAAATATGCCTGTTGGTACAAAGTAAGCCTGTCTTAATTTACCATC
ATCTCTCCCCTGCTAGCTTACAGTCACTCAAAAACCCCAACTTAACATTACTGCTGCTAC
AAAAATGGCGAGCACTATTGGAGCTATCCAGCCGTACAGTTTAGAGCCCTATGTCAGCTC
AGACGAGNAAAAACAAAGACGTAGATGGATCTACAGTGTATTTGTCTCCATCA
>AU171632 ID   AU171632   standard; mRNA; EST; 837 BP.
GTCCAAGGNAGCTGCCGGNAGTGAAACCAACAAAATTGACGTCTGTAAGTGTCTTTTTGC
ACGCTGAGGGTTGACCAGAGGAGGTCATTTCGCTAATGGAAGAACAGTAGGATTGACAGT
GATGTCATTGCTGTGGATGATCCAGAAATGACACTTTACATCCCTCCCTGAGGAGTCTGC
AACATGTGATTGGAGAAAGNNCTTTTGCTGAGATTTNNTTGCCGTGNGATGCTNGACTCT
ACATTNNACACTGGGNAACTGGNGNTTGGNGTTGTNNGTNAGGNCGTTGGTTGGTTGGTG
GGGGGNGNNNGGATGNNCNCNTTGNTTCCCNNTNTCNNCCCCCGCNTTTNTTNTTCCCCC
NTCTTCCTGTNGCNNNNCGNNNCCTTNCNTTCCATCNNCCNNTTTTTCCCNTNNNNNTTN
TNNNTTNTTTTTTTTNNNCNNCCCCCCCTCTTTTNCCNNTTNNTNTTNNNCCNCCTCTNC
NNNCTNCNTCTNCNCTTCTNTNCCTCTNCNTNNTCNNTTCNTNNTCCNTTNGNNTCCCCT
NNTTNCCTNCCNCNNGTNCCCNNNCCCNNNTNNNCCCCTTTCTTCCCNCNNNCCCTCCCC
TCCTTNTCNNTNNTGTNTTTNCNTNTNTNNCNCNTTTTTTTTNTTTNCCNCCTCGTCTTT
CCTTNTCNTNNTNTTTTNCNCCNTTTNNNNNNCTCTTTTTTTTCCCNTCCNCCNCCCTNT
CCTCNCTTTTTTNTTTCCCNTCTCTCCCTNNNTNTCTCTTTCCNTTNTNNCNNCCCTTNT
NTCTTNNTCNTTNNTCCCCCCCCCCCCNCCCNTTGCNTTTNANANAAAAAAAAAAAN
>AU171637 ID   AU171637   standard; mRNA; EST; 579 BP.
CTTAACGCTAAATCTGCAGTGTACAATGGAATGATTGAAGTGGAAACGGAGAATGTCTTC
AAATTAGCTGCATATGCTTTGCAGGAAGCTAAAGGAGACTACACGAGCAATGAAAACACT
CGGGCTGATTTGAGGANNCTACCAACGCTCCCCACCAAAGTGTTGAAGGAACACCCCTCT
CTGGCATACTGTGAGGATCAAGTCATTGAATGTTATAAGCAGCTGACAGGAGTTTCAAGA
GGACAGGCCATTGTACAGTATTTGACATTGGTTGAGTCTCTGCCAACCTATGGAGTGCAT
TATTATGAGGTTAAGGATAAACAAGGAATCCCTTGGTGGCTCGGAATCAGCTATAAGGGC
ATTGGCCAGTATGACCTGCAGGACAAATTAAAGCCTCGGAAGTTGTACCAGTGGAAGCAG
CTAGAAAACCTGTACTTCAGAGAGAAAAAATTTGCAGTGGAAGTTAATGATCCACACAGG
AGAGCAGTAACCAAACGAACATTTGGACAAACGGGCCTCCTCATCCATACATGGTATGCC
AGCCATTCTTTGATCAAGACCATCTGGGTCATGGCAATT
>AU171640 ID   AU171640   standard; mRNA; EST; 304 BP.
GGNAGGCGCGCAAAACTCTGCTCAAATCATTGGAAATATGCATCCTAACTTGGTCAGCTG



GCTGGGGACCCTGGGGTTCCTGCTGTGGGCGCTGCTCTGCCTTGGAGCCTTAACAGAGGG
GTACCCAATGAAGCCAGAGAACCCTGGAGAGGACGCTCCTGCAGAGGAGCTGGCCAAATA
CTACTCAGCTCTGAGACACTACATCAATCTCATCACAAGACAGAGGTATGGGAAGAGGTC
CAGTCCTGAGATTCTGGACACACTGGTGTCAGAGCTGCTGNTAAAAGAAAGCAAAGACAC
ACTT
>AU171641 ID   AU171641   standard; mRNA; EST; 204 BP.
GCGGNACCGTTTTTTTTTTTTTTTTTTGTTTTTTTAATAATTTTATTACTTTGTTACAAA
CAAAAGAGGATGTCCTTTACTTGCCAGGGAGAATGATTCCGTCGTATTTCTGCTGAAACC
AGCGCATGGCCTCCTCTTTGCGGATGCGATGTCTGAATCCAATGCGGAACTCTTTTGCGC
TTCTTGTCAGTAATGCTGAACCCA
>AU171643 ID   AU171643   standard; mRNA; EST; 475 BP.
TTTTCCTGCTTGGTGATGCTTTAACCTTTAGCATGCTTTAATTTGGCAAATATTTTAAGG
AGTGAGATGTCATCTGTGCAATTCATTAGGCCAGCAAATGTTCTGAAAGTTTTGCAAATG
CTGGTGTTGAGTCTTTCTGCAGAAGAAGACTGAGGAGAAACGGGGAGGAGATCTTTTGAT
TTTTATTACATCTTAAAAAGAGATGGTCTTAAATCTGGATGAGCTGAGACTTTCCAACAA
ATCGTTGAACAGGCGTATCGTAAAGAAACATTAAATAAATGTTTTCTTTTCTTGATTATT
TGCATTAACTTTTGGAAACAAGATAGTGACAGGTCTGTAGAAAGACTCAGCTGTACTTCA
TGAGCTTTTGTGGCGGTTCTTCTTGGTGTCATTTAGTAACTTCCTGGGTTTTCTTTGTTT
TTAAGAAGAATGTAACGATCATCTATTTATTTATAGTGCTCATTACGTTTGTAGG
>AU171650 ID   AU171650   standard; mRNA; EST; 278 BP.
GTAGAACGGTCTCCAGATACTCGGGACGCTGGCGCTCTGCGGTGGGGCTCTCGCCGTTCG
CCGTCTCGTTGGTGGGGGTGTTGTCCGAGTCGTGGCTCCAGCCGTCGTCCCCCAGGTCCC
GCAGGATGAGCCGCCGTTATCGTCTCCACGTCCTTCAGAGCCTCCTCCGCCACACACGAC
GTCAGGCCTTCGTCTCCGTTCAGAGCTCCTGATTGGTCCGTGGGCGTGCTCGATATGATG
TCATCACTGGAGGAAGGAATCTCCAGAGAGTCTGGCTG
>AU171656 ID   AU171656   standard; mRNA; EST; 599 BP.
GTATTGGAGATGGAAGGGTGAAGTTGATGCTGGGTGGAGGGATCTTGAAGATCTGCTGGG
CTCCCTCCTCCATGCGAGGCCACACCTGGTATCGGAAACGCCACAGTGTGTTAAACTTCA
GGATGGAGTTGATGCGCTGGCAGGCCTCTTGGTGCTGGAACTCTGCCATCATCATTTCCG
TCACCGCGTCAGGGACCTTCACGGCGCAGAGCAGAAACATGGCCGCGGCCGCAGCGGCCA
TGTGTTCATCTACACTCAGCAGGAGCTCCCAGGCCGCAGGCTGGATGTCTCCATACATAT
CGTCAGTGAGGATGGGCGCGGCCTTGATCAACAGCGAAAGAGGAGCTGGAGACAAGCTCA
TTACCTGGTTGCGGATGTACTTTAACATTCCTGTGTCCTTCTTCCCCTCCGTGTTGGAGT
CGGTGGGTCTTCTCTTCATGGATGGAGTCCTCAGGCAGGACTTGTCTGAACACTCTTTGC
TTTTCTTTGGTCGCCCTCCAATGATTCCAGAGGAGGCGCTGTCCTCTCTCAGACTGTCCA
CACTTTCGCCATACACCAGCTTGATGGCACGGACCAGACGAGCGCAGGAGCGCCCATGG
>AU171659 ID   AU171659   standard; mRNA; EST; 463 BP.
TGGTTTCCCACAGTCAGAACTGTAACCTGTTGAGGGGGAGCGCTTGGAGCTTCCTCAAAG
GTGCGTGACGTTCTGGATTCACTGTCCATGCCTTGAAACTCGTTGAAGTAAGGGCGCACC
TTGATCTCATAAACAATTCCTTTCCTAAGTGATGAAAGTTTAACACTGCGCTCGGAAGGG
ATCTTTACATCCTGGGTTTGCCACGGTCCTGGGGAAGGCAGTCCTGATGTTTGCCTGTAG
AGAACTCTGTAACCCTGTATAAACTGGGATTGCCGATCCACTGTCCAAGTGACCTGAATG
GTTGTGGGACTTAAGACAACTGGGTTATGCAACCGAACTATGACCTCGCCAAGCTCTTTC
TGTACGTGCCGGTGGTCCACACCCTGAGCTGGAGGGCTTATATCTTGTGTTCTGACAGGA
TCAGAAATGGGACTTGGATCACTCAGGCCATGGCTATTGACTG
>AU171661 ID   AU171661   standard; mRNA; EST; 643 BP.
TGCCTCCGGGCTGGCCCAAGNACCCAAATAGCCTGCAGCTACTGGTGGGCATGGTGGAAG
CCGCCATGAAGTCACCATTACGGGGTTCTCTGGAGCCCACCTATCAGCAGCTGCAAAAGA
TGAAGCTGGACAAAAGCCCGTTTGTGGTGGTCTCTGTGATTGGCCAGGAGCTGCTGACAG
CAAGCCACCACACAGCGTCTGTGGTGGTGCTGGAGGCCGCTTTAAAGATCGGCACGTGCA
GCCTCAAGTTACGGGGCTCTGTCTTCTCGGCGCTCAGCAGCGCCCACTGGTCCCTGGGCA
ACACGGAGAAGAGCATAGGATACATGCAGCAAGACTTGGAAGTGGCCAAGACTTTAGGTG
ACCAAACAGGGGAATGCCGTGCTCATGGGAATCTGGGCTCGGCATTCTTCTCCAAAGGCA
ACTATCGTGAAGCTCTGACCAACCACCGCAACCAGCTGGTTCTGGCCATGAAGTTAAAAG
ACAGAGAGGCTGCCTCCATGGCTCTGAGCANCCTGGGTCATGTGTATACAGCTATAGGGG
ACTATCCAAACGCCCTAGCCAGCCACAAGCAGTGCGTTCTGCTGGCCAAGCAGTCCAAGG
ATCAACTGTCAGAGGCCCGTGAGCTGGGAAACATGGGGGGCAG
>AU171665 ID   AU171665   standard; mRNA; EST; 713 BP.
GCGCGGCCTCGCGCCGCTGCTCTCGCTGCTCCTCGCGGCTCTAGCGGCCGCATCGTCTGA
TGTTTTTGACAACCAGCTGGGAGACATCAGTTACTGCAAGAAGCAATGCCAGCTCACCAT
AAAAAACAAAAGCCCTGCTAAAGACTCCGTAATGAACGCCTGTCACCGCGGCTGTCGCCT
CTATTCCATCTGCCAGTTTGTCAATGGAAATGCCGGCTTCAACACCAGCAGAGAGGAATG
CCAGGGAGCCTGCCAGGAGGCCTACATGAAGCTACTGGAGCAGGAGGCCTGCAGCACCGG
CTGCGCCAGTCAACCATCTGAACCCGAGATCCAGAGAATGAAGCTGAAAGCCATGACACT



ACGCCCAAAGCCTCCGTCTGTGATGGAAGCTCTATCCAGTTGGTGCAATGACATCGTCAG
CTCTGCCCAAAGCTTTATCTCGTCGACCTGGACCTTCTACCTGCAAGCTGACGATGGCAA
AGTTGTGGTCTTTCAAAGCCAACCAGAGATGGAGTATTCCATGCCAGAGCTGCAGGCTGC
TCGATCCAGTGTGGCTGATAAAGCTTGGCCGCAGATCCACCCTGATACCCAGAGACCCCG
TGGTGTGCGGGGACACAGGGGAAAAGGGAGCACTCAAAGGAGCCGGCAAAGGATCGCCAG
GGGGCCAACAGACTGAGGACCCTGCAGCTGAGCATGACTTGCTGGGCTGCATG
>AU171685 ID   AU171685   standard; mRNA; EST; 718 BP.
AGCAAGTAAATAGGGGGCCGCGTAGGTAAATAGTTAGTTTTGTCCGCGTGTTATTCCCAC
AACCGCTTAAAAGTAACACAAGCCATGGATTGAAGCCTTTGTAACCGAAAGTGAAAACAT
GACCTCTTCGAATCAAGGTAAGCTACCTTAAAGATTGCAGTGACTGTTAAGTTATTACTT
GTATGCAGCTGTTGCTTGTTTACCAACCATTTCTTTACTGGAAACTGTCTTTTCGATAGC
GTGACAGCATTTGCTAAGTTAGCTTAGCATTAAGCCAATGCTCCACTAAGCACTGCTTCT
CTTGTGACATAAATCGTATTAAATAACGGAGGTTTTTTGTTTTGTTTACCGTTTTAAAGG
GATTTTACACCATTTCCTCTTTCTTTGGAGAAGAAAAGTTAACAATGCTAACGCTACTAG
TTAGCCCTCTGACAGGCTAAATCTGGATAACAACAGCGGCCAGATGTTTATGTTGTTTTG
GGTTGTAGTTTAGCTCTGGTTCGTGTCTATCGCTGATTACAATCACAGGGCTGTTGTTTA
TTTCGAGTACCTTTTTTCTCTCCCCCCCTTTTACATATTCCCGTACTCAGGCTGTGTGAT
CAAAAACACTTGAACTTAGCACATCCGAGTTTCTGTCTGGCACTTTTGTACTGGTCGCGG
TGAGCTGTACAGTGTGTTTAGCACTTTAGACTCAGCAGGAAATCAGCGGTCCTCCCTG
>AU171688 ID   AU171688   standard; mRNA; EST; 711 BP.
CCGAAAAATACGGTATATTACAATCGGACAGAAGGCTTGTTCCGACCAACCCTCCAACCA
CAGTACTGTCTGTGAGACACCATGTGCACATAAACACCTTCTCTGGTTCACATGCCATCC
ACAGCTCCAAACTGTGACCTCTTAGTAGAAAAAGAGGATTTGTGCATCCTGCATGTGCCA
AGGCGGAGCAACAGTCAGATAGTATGTGTCCCACACACACACACACACACACACACACAC
AGGTGAGTGTGATTAACCTTCAAGTATGATCGTATGTTGTATGTGTGTGGCAGCAAACAG
GCGCTCCTGGGTTTCTCAGCCTTGTCGTTCTGTCTCCCACACACTCTCTGATGTGGTCTG
AAGCTGTGGCTTTCACTGTAGAGGAGGGGGGGTCACCACCACACACACACTCGCACTGTT
CTCACATGTCTGTGGAAACGCACATCGCACAGCGGTATGCAGTCACATTCTCAGACACAC
ATACTGAACAAACGCAGCCGCACACTTCACCCGCTAAAGGATGAAATAACAAAACAGTGA
CTCGCACAAGTATCTGAACGGACGCCAAAATGCGCTCATAGATTAACACGCACACACATC
GCTTGATGCCATCCATGGTGCCGGTGGGCTCCCACAATAAATAATCAAAGACAGATGTTG
GCACTGGTTGCATCTCACCCAGTATGTTTTTATCATTCGCCTGTGATTGAG
>AU171700 ID   AU171700   standard; mRNA; EST; 655 BP.
CTTTGACGCACCACGCAGAGTTGGATTTTACTGTTGCGCGCCGGTCACTTGCGGGTTTTT
GGCCACTCTCGTTGTCTGCCCTCTTGCCACTGAGCGTCACTTGATAGCTCATGCTGCCAG
GATCAACAGCTTTCCACCACCGTGACCTCTGTCTGAGTTTTGGGGAGAGCCAAAGCGCTT
GCCGCTGCCTCGGCGCACAGCGCGTGTTGTGAATTAATAACCCAGAGAGAGGCATACCTG
GAGTGCGTGAACATACTCCAAGCGTCCGTGCTTGACAGCATTTCTTTGGATCAGTTCGAG
GATTAAGGTGTTTTACTTGGTTGAATCCAGGCGCATTTCCATTCACAGACAGAGGACATA
CCGGGAGGATCTGGGCACCGCATGCCGGAGACATGTGGAAGTTTGCGCCACTGTAGCGCA
GCCACAAAGCCTGTCCACCGTCTTGTCCACATCCAGCTAACTGGGACCAAATCCCTATAG
GTCACAAACTTACCCATAGAAGAACAAATGTAATTTCCCAGCCAACATTTTGATTTCAAA
AAGAACATCTGCAAAGGAGTGCGAGAAAAAGGGGACCGCATCCTCAGGTTGCTGAGCTCC
TTCGGGGATCCCCCTGGCTTTGTTTATTCTTAGATTTTATTTAACCCCACCTCTG
>AU171703 ID   AU171703   standard; mRNA; EST; 608 BP.
GCCAGACGTGTTAAATTGAAAATCAGAAATGAGTCTAGCAGACTTCAACCTGCTGTCCTG
GAGGCTTCACGCATTTCGTGCAGGGAACATGAAGCACACAAACGTGAGGAAATCGAAGGT
TAAAATTAAGTGATGAACAAACTCCGGATTGTCTGGCAGAAAGATGTCTGAAGGTGTTGG
ACAGGTTGATGTTCAAAAATGTACTTTAAGGGTACAGATGCTTTAAGCTGCCTCTGGTTC
CCTGCAGATCTATCTGTTTCTTGTAACGTTTCTGGGTGAAGATGAGGATCAGGCAGTAAA
AGGGAAACCTGCATCGTTACGCCGTATCATTCTGTTCAATGTGGTGTGCGGAGCCTCCGC
TGGGCTTGCTGAATCCAGATTTCTGCTCCAGGGCCTCCTCCTCCTCCTCCTCATCCTCAC
TGCCCGAACTAGGAAGATTCTCATGGGACATTGCTGAGGGGCCTGATCAATAACTGACCG
ATCTGCTGAACGATCTGGAATCGCCTCTTCTCCGACTGTCTGGTTCAACAGGTGACGCTC
CTCCTGTCGCTCCAGTAGTTTCTTCTTGTAGGCAGAGGTAACATAAGCGTCTTTGTCTGC
AAACTTTT
>AU171706 ID   AU171706   standard; mRNA; EST; 657 BP.
TTTTTTTTTTACTTTTTTTTTTCTCACTTGACCAAAAAGACAGGACGACAGGTTCACCCA
ACCACAGACATGCAATTTACCGAGTCAAGAGAGGAAGAAAAACTGAACGGAGAGACACAC
GGCGCTCCTCCAGTGATGCTCTGTTGGTTTCTGCTACGGTTTGACGAGTGCTGGGAGGAA
GACGCCGTGAGTCGGATGGATGGATGGATGGATGGATGGATGGATGGATGGATGGAGGGT
TGGATGGATGGATGGTTGGATGGATGGATGGCTGACATGACCACACGTATCTCTGCCTTG
ATACAAAGGTGGTTAGAGGAAAGTTGGTCTGGAATGGGGATGGATTTTCCCTCAGGGTGA
ATCCGATTAGGGGAAAAGAATCTTGGAACCATAATTCACACGACTTGCTGCAGATGTTGA



CCTTTACATCTAACTTTTTTCTACACACGATTCTGCCAACTCTAATTTATATGTTTTTAG
ACTCCAAAATGCAAAGCAAACACTTTCTCTTCGCCTGTACTTCTATGTAATTTCTGCAGT
GGGGGGGCTGAAGCAGGAGTGACAAGCTCGAGGCGTCGAAGGCCGCCCTCCTGCTGGTTT
CCAGAAATCATGACTTATCCGCTGCTGAAAACCTTGATCAGGTGTGTTTAGGTAAGA
>AU171708 ID   AU171708   standard; mRNA; EST; 715 BP.
TTTTGATCAGGCTGACCGAGAAGCCAGCTACTATCATGTCGTGAATGTCCAGATCCGAAG
CATTGACAGAGATATGAAGAAGCGTCTCCAGACGCATGCGGTAAGCATGATAGACATCCT
GACGCAGGACGCCAGCAAACATGGGCCGCACTGATGTTGCGTTGCACACGGGCGTCAGGA
CTAATGTGCCATTCACTACCGTTAGCTCCAGGTCGTCCCCAACACCTAACCTCATTTGGT
CAAGCAACTCTTGAGGCAGATCAATGATGATGTCGCCAGTACCGTCCTCAGTTTTCTGGC
ATTTTACTATCCAGCGCTCAGTTTCACTCATGATCGTCCGGCCCTCATCCGCCATCAGAG
AATGACACACATCATTATGCTTGGGCCCAGAGCTGACCAAAGGAACGCGCAATCCGCTGG
TAGACAGGCACTGCCGCTGCTCGAACGCCGGATAGCGAGTGAAACAGCAAAAAATGGGGC
AATGGCTATACCTGCCTTTCCACCTTCACATGGCTAAGAGCCTGAGCGTGATCAGGTAAC
TACACGAAAGGATATGACATGCACCCTGATGAGCTTTATGTTTCCGTCGACGTCGAGACT
TCTGGGCCTATACCAGGCGAATACAGTCTGCTTTCCATTGGAGCCTGTCTTGTAGCCCAA
CCTGTAACGTCCATCTATCTTGAACTACGACCTGACAGTCCAAAACACGACCCGG
>AU171710 ID   AU171710   standard; mRNA; EST; 765 BP.
TGGAAGCCCATCTGCATACCATCTCCCCAGCAGCACCAGAACCTGCAGGACAATACTTAT
TTGCCCACTATGACTGCATTCAGAACACTCTAACAACCAACGTGTCTGGCCGAGCAGTTG
GAGCCCCAGAGCATCCTTTTGTCAGAGCCACGTCGCTGCTTCACTCGCATTTCTGTAGCA
CAGAAACTCTGCAGGAGGCTATTATCAGGAGTGCTGGCACTGCAGTGTATGGAACCCGCA
ACATGGCGCAGGAAACTTTCTTCCAGCAGCTCGGTGGACCCCCGAGGAACTCGGGTATCC
CAAACCACCAGGACAGCGCTTTTTCACTGCCGAGCAAAGCTCGACATCGACTGTTGAAAC
ATGGAGTGAACCTGCTCTGACTGCACAGTATCAGGACGCCTGAACTTAGTATTTATAAAG
AGTTGGTTTTTCCTCAAAAACATTTACATTTACTATATTGAGCTCAAATGTAACCTCATT
TTTTTCTGCATAAACATTCCATGACTTCAAGATAAGAACATAAATGTTAATATGTCAGAA
ACTAAACCTGAAATTTCAGATCAAACTTAAGCATTTTTCCTGCACATTCTGATGATTATT
TTTTGCTGCAGAAAACCTCAACTTTGTTGTTGTAAGTTTCCATTTTATGAAGAACATTTA
ATCTACAAACATGAGTGTCATTTTTGTTTGTGGCTTCAGTTGCTTGATTTGNTGAAGCTT
ATTTTAAATGAAAAAAAAATCAAATTTAAAAAAAAAAAAAAAAAA
>AU171712 ID   AU171712   standard; mRNA; EST; 730 BP.
CACAGACAACATGCTCCTCCGGGAGATGATGTCCGACCCTTTGCTTGAGCGCTATGGTGT
GGTGATTGTGGACCAGGCCCACCAGAGGACCGTAGCCACCGACGTACTCCTTGGCCTGCT
GAAGAACATCGCCCTGCAGAGGCCAGAGCTGCGAGTGGTTCTCCTGTCGGCTGTCGAGCC
CACCCCCAAGCAGCTGACCCACCTCTCAGGGTCAGAGGTGCCCGTGATGCGCATAGAGAC
GCAGGGTGCAGGGGAGGTGGTGTACACCAGCTCCGGCGGCAACTACTTCTGCTCAGCTCT
GCGTCTCGTTCAGGAGATCCATCACTCTGAGGAGTGGGGCGATGTGGTTGTGTTTCTAGT
CACAACACAGGAAATAGACTTGGCCCATGACATCCTGTGTCATGAAGGGCGCAGCTTACC
ACCCCACCTGGGCGAGTTGGTTCCAATCGTGGTGCATCCCGGCCAACCAGGGAGTCTGCC
GGAAACAGAGCAGGCACGGAGAGTGATCCTCACAAGCAGCCCGAATGAGGACTTCTTCTG
GGCTGTTCGCTCCATAAGATTTGTTATTGATGCTGGTCTGGACAAAAGATGGGTCTTCAA
CCCCAGAATCAGGGCAAACTCAGCCGTTATCCAGCCGATCAGCACAGGTCAAGCAGAGAG
TCGCAAACAGTTGACAGGCCCGGATGGGAAATGTTTTTTGTTTGTATCCAAATGATAGAC
AGCTTCCTGC
>AU171713 ID   AU171713   standard; mRNA; EST; 516 BP.
CTGCAGTTGATACAAAGCTTCGTAAAGGATTCGAGACTGCTTTCAAATACATAAGGTTTA
ACAAGTATGCCAGTGCTTCCAGATCAAGTCAGACCGCTTGGAGGTTCTGCTGGTAAACAC
AAGCCAGTCAAACGTGCCACCAAGCAGACCCTTAGACACTCGGGTGGCCATTGGGACAGC
CTTTGACACATGGCGCTCACTGAAAAAAGCCAAAGGTTTACAGTCTGATGCCGAAGTGGC
CAAATATCTTCTTGATCTAAAATTGGACAACTCAACCCCAGCTTCGCCCTCAACTATACC
AATTGATTTAAAGAGATTTTCCCAGTCAGAGGTGCAAAAGCTGATTAAGAAGGAAGTCCA
CATGGCCGTGAAAAGGAAAGAAATGCAGCTGCAGGGTTTGATAGACAGTATTAAGAAGAT
CAACCATGAAGCTGACTTAGAAATCCANAAACTCCAGGCTCAAATTGACACCGTGTCTAT
AAAAGTGGATAAAGCTTTTGCTTATCTGACATCTCA
>AU171714 ID   AU171714   standard; mRNA; EST; 404 BP.
CAACCTTAGAGGGTGCGGCTTATACTGAAGCCCGGCCAGAAGCACAGAGGTTGTCTATGG
AGTGTGTGAAGTTATAATAATGGTAATTTTGATGATACTTAAACACATAAATATGTAATT
CTACACGTCCAAATGGACCCAAAGAGCTGCCGTCAGACACCACACTGGATTATTGCCATG
ATTTGTTCCCTTCCATATTTGAAGTATCCCTCCCCCAGTTTTGTCTTTAAAAAAAATGTG
ATTTTGAGCTGAATGTTTCCATGTTTTGTTGATGGCTATATCAACAAATGTGAAGGTCAG
AAGCACCAGTGGGTTTATTCAGCTTGTCCTGCTAAACGTCCACAAATGTACCACACCATG
TAGAAAGGAGGGACGCTTTCCCATTCTTGATGGCAAGCCTTTGA
>AU171715 ID   AU171715   standard; mRNA; EST; 412 BP.



TTTTTTTTTTTTTTTTTCCTTGCATAATAAAGCTTTATTTTTAGTTTTTTTTGTTGCTTT
GGATAAACTGCATTGAAACCACAAAACCAAAATAGAGGTTTCCCCTATAGTTGGGAAAGG
TAATCATTGCATTTCTAGTTTGCAGGATCCCTCAAACACAGCGGAGGGGAAAGGTTTTCT
GGTGTGGAGAAGCTGTGCAGATGGTTCAAAGGTCGTCTAAAGAAACCCAGAAAACTCTCC
TGTAGTGATGAGGACCAGGCCTGTGCCTTTGACCATAATGTCTTTTACCACTGTCAATCA
TCAGTCGAAAAATGAACGACTGTCCTCCCCGTACTGAGAAACTGTGCTCTACTACTACTA
TTAATCAGCATTGACCCTGAAAAACCACATTCGGACGATGTCTATTTCCTTA
>AU171719 ID   AU171719   standard; mRNA; EST; 666 BP.
GTGGATTCTGGAAGAAGTGGGAGGTGAACATGGGTACTGAGGTTACTCTCCTAAGTGTGG
GCATTGTATCTGCCGCTGGAGTTCTCATGCATGTCCTGCTCTGGCTTCCTAAAATGTCTG
AAAGTGATGGAGCTCTGTGTGATTAAGCGTCCAATTGACAACTCTGCTCCGCGCTCCCAC
AGTTCAGGCTATTTACATACTCAAGAGGTGCATTAATGCCAGCCGATTCCCCAACTCTGA
ACAAAGGCACACACAAACCTGCCTCCAAGCCCCATTACGCACTTAATTGAGGATTTGTGG
AGGAGTAAAAGGGGACAAAGAAAGAGGAAAGTGGGTGACAATGAAAGGGGGTGTGTAAAG
TTGGAAGCCATGGCAGTTCTATTTAATTATGATATCATCTTTATGTGATTTCCTCTTCAT
AGTTTATCAATCAATTTCTAGCTTGATTGACCAAATGGTTGACATTCTTGTGACAGTTTA
TCATGCTTTTTACTCATTTTGCCACCTATGAGTCAGCATAAAACCGAAAGTATTTCTCAA
GGCAAAGCAACTCTGGGAAAATTACTTGAAAATGTTCAACCCTCTTTGCAAGTCAGTAAA
GCCATTTGTAAGACTGTGAGTAAGGGCATAGAACCTCTTGAGTAATTGGCCTGCTTGATT
TTAAAG
>AU171726 ID   AU171726   standard; mRNA; EST; 687 BP.
CTGGCTCACCCCCTCACTGACAGCGATGTGCTCCGCCAACAGCTGTTCGGTGAGGAGAAG
GCTCCTCGTCCATGTGCTCCTTTCCGTGAACTGCCACAGCCATCCTCCCTCACCGGTCCC
ATGTCGGCAGCCCATCAGCTCCAGGCCATGCAGCAGGCCCAGAGCGCAGAGCTGCAGATC
CAGAGACTGGCCCTGGAACAACAGTGGATCCACCATCACCACCACTCCCTCACCCAGGAC
GAGTATTACAGTCACCTGAAGAAGGAGAGTGACAAGACCTTGTGAGGGAGGGGCACAACA
GAAAGCAGCATGGAAAGAAAAAACAGTGAAAAGTGGATAAATACTACGATGAAAGCACTG
AAAAACAATGAGGAAACAAAGACTTATTTACAAGAGCTGGACATGGAATTTACTGACGAA
AACAAGAGGATTTTGAAGGATTGTTGGCGGAAGGAGGGTGTGAAAATGTTGCACAGAGTC
CCTCCTAACGACCCCAACCTCCAGCGCTTTTCCTGCATTTTGTTCTTCGGNCCTCCTTTT
TGNTTTCTGTTTTTTGCTCTGTACAGAATATTAGCTGGAGGCAACGATGGTGACGTACAG
TACGTGTAAAATACTTGATGCCAGAAGACTGTGTACATGAGTCTTTTATGTCGCTGCATG
TAGCTTTACGCGCTTATTCTAAACTGG
>AU171728 ID   AU171728   standard; mRNA; EST; 545 BP.
GATGAAGCCGCCAAAGACTCCTCATCCGAGAAGAGAAGGAAGGCAGGCATCCTGCCCAGC
CTGGAGGACCTGCTCTTCTACACCATCGCAGAGGGCCAGGAGAAGATCCCCGCTCACAAG
TTCACCACAGCTCTCAAGGCTACAGGCCTCCGCACCGGAGACCCCCGGCTGAAGGAGTGC
ATGGAGATGCTGAAGGTGACGATGAAGACCACGTCAGATGGAACGCTCGACCGGCACCTC
TTCAAAAAGTGCGTTCAGAGCAACATCGTTCTGCTCACTCAGGCCTTCAGGAAGAAGTTT
GTCATCCCGGACTTCCAGCCTTTCTGCGCCCACATCGACGAACTCTATGAGAACGCCAAG
AAAATGCCCGGCGGTCAGGTGGCGGACTACATTCCCCAGCTGGCCCGCTTCAGTCCCGAT
CTGTGGGCCGTCGCTCTGTGCACCGTGGATGGACAGAGGCACACGGTGGGCGACACAAAG
GTCCCCTTTTGCCTGCAGNCGTGCGTGAAGCCACTGAAATACGCCATCGNCGTGCATGAC
CACGG
>AU171738 ID   AU171738   standard; mRNA; EST; 656 BP.
TTTTTTTTTTTGCATTTCTTAGAAGATGGTTTTTATAAATAAAGTTGTACAAAATCAAGG
ACAGAAAAAGCCCTCTGAACATTCAAGGGATCATGATTTCAATGCTAACTTAAATGTACA
GAATGAATCACAGAAGATGATTGTTCAGGTCTGTTGGATAATGAATGCTGCAGCGCTGAA
AGGGAAAAAATGAGGTAGGGGCCAGACAAAAACAGAAAAAACACGACATCGGGAGGTCAG
CTGATTCTGACCCCATTTGTTTCCTTAAAATGACGACATCTCTGGCTCAATGCTATTTTC
GCTCAAGTTCTATCAGGTTTTTTTTCTTCTCTCACAATGCAGAAGTCCCTCAGCCTCCCT
TTGTGTATCAACGGTTTCTATAATTCCAGCCTGTGTAAAAAGACTGCAGACTCAAGGCTG
CAACCACACTTCCAATGAGTGAGCTAGAAAAGTGAGAGCGGAAGAGAAGAATTTATATGT
ACCCACGTATTTCAGTATGTTCTACTTGAAAAGGTCGCCGCTTTCAGAGATGTCCTATTT
TATTTCTGCTCGCGGACAACAGAAGCAAACACGATTATTTTGTACCATTAAAGTAAATTT
AAAGGACTTTGAATTCTTCAAGAGAGTTCTTTTGTCAATTCATAAAAGTATTAACC
>AU171744 ID   AU171744   standard; mRNA; EST; 749 BP.
CTTAAAGTTTAGAAAAAAAAAGTTATCACCTTCTGTTTGTCTCTATTCGTCACTGTTAAG
TTGCAAAAATATTGCAATTCTTTTGCCATGTAAGATCTGCAAAACGCTTCATTTGCAGAA
ATGACTGTATTATAATAAAGAAACAGTTAGATTTTTAAAGAATGCTTTATTGGATTCTTT
AGAAGCTTTTTCCTTGTAATGTTTAAAACTGGTCTTTGGTAAGGGCCGGCCTTTTTCCTT
ACGAATATAACATTAGACACTAAAAGCAATACTAATAAATAAATCTTCAGTTGTTATGCT
ATGATATATTACTACTTTTTCTTCTATTAAAATTGTTTTAATAAAAATGTTAAAACTTAG
CTTAAAAGTTCTAAATGGTCAAATAAAGTGGTACAATACCATCATCAGCTTGCCTAAGTA



CTACATATAATGCAAATTCCTCAAGAGGTGGAATCTTTTTTATTTAAAGAAAATGACAAC
TTTCAAATTTATTTAAGTAATGTTTTATTCAGTACATAATATAGGCAGCTTAAATAATTT
TATAACTGAGATATTTCACACATTCGTAAAAAGAAATTCAGCTTATTTCATTCTTTTTTA
GTTGTCATTCTTCAAATGATAAAACATCCCAACTTTTCTAGAATTCAGGTTTGAGAAAAA
CAGTTGATAATCTAGACTTTACTGCAACTTTAATTAATGAACGATCCAAGACACATATAT
TGCATATGAATAGACATACAGTTTTTATT
>AU171745 ID   AU171745   standard; mRNA; EST; 526 BP.
CGGCCTTGACCTCCTCCTCCGGGGCACCGCCTCCTCCGTGCCCCTCTCTCCAGGGATTTC
GCTGCCGGAGCGCTGCGTGCGGCCCTGGCGGTTGGAAATAACCACGCCTTGGTTCATGCC
GGTCACAGACAGGGAAAACAGGACCATGGCCTGTTTGCCGTTCTTTACGATGGACTCAGA
GCTCAGCTTGGGCTTCACCTTGCTTTTCTCTTTCAGTCGGTAATCGGCGTTGTAGTGGGC
GAAGGCGTACTCGATGAGGGCTGCAAACACGAACACGTAGCAGATCCAGAAGTACACGTC
CAGGGCCTTGATGGCGGATGCCCGTGGCAGCGAGGAGCGTGCGCTCACCATCAAGGNGGT
CATGGTGAGAACGGTTGTTATCCCTAAGGTCACACGAGCCGGAACTGCTGATTGGCTGAT
CCAGAAGGACACCCAGGACATGGCCACCAACAGGATGGAAGGCATGTAGGACTGGATGAT
GTACACGCCTNTGTTGCGCCTCAGCTGGAAGCGAAGGCTGAGCCTC
>AU171747 ID   AU171747   standard; mRNA; EST; 769 BP.
AAAAAACGCAGCAGGAATCCCCCCTGCCAGTATTTTAAACCATCTTTTACCACCGTCACT
GTTTTGTGCTTCAAGTATTTGAAAGGGACTACTAATACTCATATTTATACCATTATTTTA
ATTGGGAAACAGTTGGGGGTTTTTAACTGTAGCTGTTCTGGGTATTTTGGATGACGAACA
TGCGCTTGATGTTTCTATCCTCGGAATGGAATGTTGTCTGCACGACGAACTGTGATGTGA
TCACTAATCAGATTTCTTGGTATGCACTCATGTCCTGTCAGCTGTTTTCGTCGAGTGATT
GTGCTCTTTTTGGTACAGACATCCCTGCTTTCCAGATGTTTGGGTGGGAGTCAGTCTTGT
TGCCTTTCTATGCTTTAGTGGCACGCGTAGTTGGGATCTTTTGCTTCATGTCAGTACTGC
AGTAAACCCAGTACATGTTAAAAACATCCCGCTAAATCTTTTATTGCTTTTTAGGCTGCA
CTCGAAGAATGCAAACTGTTTTGCATGTTTGTTTTGTGCCCTTTAAATAAAAAATCAAAT
TAAAAGTAAGTTGGTCCTGTTGCCTTAGTTTCTGAAGGGCTCAAACTCCTAATAATACAT
TGGACCTAAGCCCCCTTCAGTGGAAGATGGAAAGACCAAGCCCCATTCCTGAAGCATTTA
TTGAATTTTAATGGAGGCAATGTGCAAAATGTCATTTCTAGGGCAAAAAAAAAGTTAAAG
CAGCATCAGATATTTTTAGTGCATTGGGTATTTTCTTTGGCTTTTATTG
>AU171748 ID   AU171748   standard; mRNA; EST; 705 BP.
AGAGAGCAAGACGGACGCCGCGCGCAGAGATTTATCCACTTTGCTGAGATAGTGAGGAAC
CCATCACGACACGCGTTGAGTCTTGAGACAGCGTCGTTTCCTCGTGAGTCGTTCTACAGG
TGAAACCAATTGCATCCGAATTCCCAACGGAACCGTATAGAGGTCGCCATGCCTCCCACA
ACTCCATATGCCGGGAAATTCAACTCCTGCTCTGTCTACAACAACAACAACCACCACCCG
CAGCCTCAGAGCCCGTACCACAGCAACACGGCGCCAAAACCCTCAAGAGAGCACATCCAC
AACGGCGTCTACCCTGCAGCAGAGAATCCTTACGATGTGCCGCAGCCGCACCACGCATAT
CGCAGCTCCTCAGTCTCTTCCATGACCTCAAAAGAGCATCATTACAGCAGTAGCTGTGTG
GTTTCGGAGAACCCTTATTCCCCACAGCATCAGCCTCACAGCCCCCGCCAGCACAGCACG
TCGTGCCCGGGGAGAGCCCACCGCCACTCCAGCAATGGGGAGCATTCCTGCCGGAACAAC
GCAGCCTCCGTGAAGAGCCGACTTTACGGACAGGGCATCACTGCCAGCTATGGGGAGATG
TGTTACCATGACAACAGCTTGGTTTCAGCATCTCTGGAGGCGTTGATTCAGCACCTCGTT
CCAACGGTGGACTACTACCCTGATAGGTCATACGTGTTCACCTTC
>AU171752 ID   AU171752   standard; mRNA; EST; 539 BP.
TTTTTTTTTTTTTTTACTTTAAGGAGTAAAACACTCATCTTTGCTCAGAGTGTACGTCTT
TAATCCATTGCTTCCAACATCGGGATCCTCTGCCATTTCTAAGGGGAAACGAACACCCGC
CACTCTAGATTCAGCGATTTCTATGACGTGATCGCTTTTCAGAAAAGTGGGAGCGTTGTC
GTTCACGTCTTTAATTTCTACCTCCATCCGGTGTAACTGCAGCGGGTTTTCTATCACTAT
TTGCAAAGGTAATAAACAGCTGGCGCTTTGTCCGCACAAAGCCTCCCTGTCTATTCTATC
GTTCACCACCAGCTCTCCCCTTCCCGCATCCACACTAAAATATTGCTCACCAGCCTCGGA
GGCTACGCGTAATTTACGCACAAAAATATCCGACAGTCCCAAACCCAGATCTCTGGCTAC
ATTTCCAACCAGTGAGCCTTTTTCCAGTTCCTCCGGGATGCTGTACCGAGTCTGTGCGTC
TATTGTACTCCACAAAAGGAAGAAATGATGCCACCACAGAGCCTGCCATCCCCAGCCTC
>AU171754 ID   AU171754   standard; mRNA; EST; 769 BP.
GGCCGCGGACCGTTTTTTTTTTTTTTTTTTTCAGCAGATATTACAAGAGTAATTTACTTA
ATAAACTCTAAAACAATCACAGCAGAAGGTACGAACAGCCCCGATCCAAATCTACAGCAG
TCTCACACACGGCGTATTTAAATACATATATAATAGTCAATCCATGAATATTTTCAGAAA
TGTGTTTTTACGGTTACTATGCTTTTCTAGCAAACATGTTTACAGCATATATAGAAGTAT
AAAACTTTCTTTCTTTTCGCACTAGAGCACCTTTATTTACTAAAGGCACATTATTTTAAA
TTAGCAGATTGCACAACAAAAGCAAAACCTCGCCTGCCGTGCAAACAAGGCCAAAGGAGG
GATCTACACATCTATTCCACTTCTTTAGAAATAAAACATTAAAAATAAACTCTAAAGCTT
TGGATGATGACGAAAATCAAGTTATTAGTCTAATCTAGTTTTGTTTTGAAATCAGATTTT
AAAAAAAGCATTTACAAAGCATTTATGCAAAAGGACTTTTGGCAACCAAGTTCGCTGCTC
CGGTATATCCGTTTTCTTTAAGTCTCGTCGAGGAGCTTCCGGAGGTTTCTTTGAATCTTG



TCTAGCTTGAAAAGGTTGGTAGAGAGCTCCCCATAGATCTCAGCGTTCACTTCATCTTGG
GACTTTCGACTCTCAGGATTTCTGCAACAGCAGTGATCTTGACATGTGAACTCTATCTTG
GCATTGGGATGTCTACTGACAGACTGAATGAAACTCCTTTTTACTCGCT
>AU171755 ID   AU171755   standard; mRNA; EST; 465 BP.
CCCACACAAGTCAAGGCAGAGCTGTACTTCTTTTGAAGGACTCCAGAGAGGATGAAACGT
GGCGAGGCACGCCGATAAAAGTTGAGATGGTATGTACTTTGAGGGAGATCACTCCCCTCG
CGGATGGAGATGCATCACATTTTCGTCTCCTAAATACCGCCAGCTTAATAGGCTGACACG
AAACATGTGTTCACACATCATATCTGCAGAAAGCTAGCGTCATGTGGTTCTAGCACAGTG
ACAGGTACAGTGTTATCAACTTGACGGAATGTCTAACTGAAGTCACAGAGGCATGGCAGG
AGTATAACCAGCGATCTTTCAGCCATAATAACGTCCGATAGGTAAACAGAGCACTTCTAC
CCACCTGCTTTTTGGCCCAGGTGGAACCACTTGTGCAAATTGCCTCCCTAATTGATGGAC
CTGAACTGGTTGCTGTGAACTAGCTTGTGTGTGTGTGTGTGTGTG
>AU171758 ID   AU171758   standard; mRNA; EST; 590 BP.
AGGATTTCGTTTTGAGGCTCTGAGCCAATCAGGAGGTGGCGCACAGCAAACACAGAGTGG
CTGTTTTTGTTCTGTGTTTATGTCATGTTTTCTTCTTTTGCTGTTTACATGTTGCTGCTG
TGACATCACAGATGTCCGGTTGGCTCTTCATCAGCTGGTCCAGATGAAGGCCGCCTCAGT
TCAGTCTGGAGCATCGAGGTGACCTCAGACAGGTGGGAGGACGACTGATGGATTTGCTGC
TCCGACTCACCTTCCTGTGTCTCCGTGGTCACTTCCTGTTTGATCAGAAACACTTCCAGC
TGCTCCAAAGCTCAGCGGGTCTCTGTGGTCGTCCTGGATTCACTTCTGATTCGAGGGACG
CAGAAGTCCTTCAAACGCAGATCTGTCAGTCAAAACAGGAAACATTTGCCAGAAGAAACT
CAAGACTCCGCCCACATTGCTAAGTGCTAATTGTAAATTAGGTTTACGTTTACAGTCTCA
CCATGAAACTATTCCAGTTTGAGGACCCTGCAAGTACAGATCTGTCANCTGGGATTTCTG
AGCTTTGCGTCCGTTAAGACAGTAAAAACAAACCCACCCCCCCCAGAAAG
>AU171762 ID   AU171762   standard; mRNA; EST; 764 BP.
CATGAATTCTACAGGAATGGGTCTCACTGCCAGGAACGTGCGCTAATTCCATCAGAGAAG
ACAAATCCACTAAGGAAACTGACAAAAGTACCACATGTACCAGAAAAGAACCGGTGATCT
CAGCAGGATTCCTGTCAGTCAGTGAGATCTCTGCTCCACTCATCTCCTGCCGTCTCAGGT
CCTCCACACATCATGTTTCGGCTTCATCCTGGATGCTCAGGAGTTCTCAGTCTTTCTTTG
TGTTTCATCTATTTTGGCGGAACATTTGGCTCCAAAATGACCCGATCATCCCTCAAGACA
CCTGCTGGTGCAGCGGACGCAGCGCAGCAGACCAGCTCAAGTTTCTTTACCTCTGCTTCA
TTCAGCTGAAGTTTCGGTTTGGTCTGACCCGTTGAAGGACGTTTCCCCCTCTTCAAAATG
CTTTCTAGAATTTGCTTTCTTTCATCCGTGGAGTCCACGTCAGATCTGAGACTGACGTTG
GAGTTCACCTGTGGAGTCACGTCCATGAACCTTCTGCAGGTTCAGCTGCCTCACAGGCAC
CCCAACCTGCTTGAGGTGCTTCCCCAGTCTTGATCAGGCCTTCTAAAGCTCTCTCCTCCT
TCTGTCTGTGGTCCATGTTGGGTGTGGGACACAGTGTCACCAAACAACATCTGCGCTGCT
TCCAGACAAAAAAAACCCAAAACAATCAACATCCTCATCTTTTCTCCACCATTTATGTCC
CTGATTGTTTCTCTTGTCAGTTTGAATTTTCAGGAACTTTTATT
>AU171766 ID   AU171766   standard; mRNA; EST; 707 BP.
GGAGATGGCTCTCAAAGAGAAGACTTCCCAGCATTTGGAAAACCAATCTCAGAGTAGAAA
GAAACAAGCAGCTCACTATATTTCTAATAGCTATTTCTATAATGTTGAAAACCTTTTCTT
AAGTCCCACTCCAATCATCTTTTGATCTATTGTAAAACCATCTCCAGCGATCTTTTAATG
ATGATTATACCACTTTTAGCCAAAACCTCCCATCATTCATCTATTTACATGCTCTCCCAC
TAGCTTACAGCCCCTCACAACCCCAACCTAAAATAACCAGTGTAACAAAAATGGCGAGCA
ATTTCAGAGATATCCAGCCGTATGGTTTTTAGCCAGATGCCAGATCAGACAAAGAAAACA
AAAACATTCATGGATCACAGTTATTTGAATAAAGAAATACTCAGAAATGCTTATTTTAGC
TTAATTTTCTTCAAATATGTCCTCCATCATCTGAAAAATCTCTCAAAAACATGATAAAAA
CACAATATTCACTAGAGTGAGCCTTTAAATCTCTCTTCAGAAGCAGAATATTAGCCTCAC
CAGTCCAGCATGGGCCATTGTGCGCAGCTCTAGTTGAAGGACGCGCTCCTGTCCGTCCAT
ACCTGGGGTCGCCGTCATGGGGGCGCGGTTTTCGTTTGTCAGAAAAAAACGATTCCCTTT
GCCTCCGGTCCCTCCAAACGCAGCCAAAAACTCCTGGCCGTGCTCGG
>AU171769 ID   AU171769   standard; mRNA; EST; 481 BP.
CTGAGCCCCCTGGTTCTGAGGAAGGAGCTGGAGAGCCTCCTGGAGAACGAGGGCGAGGCG
GTTCTGGCGCAGCCGCAGTTCCTGGAGAACCACTCCATCCTCTTCTGGAACCTGGTCTGG
TTCTTCCACAGACTGGGTCTGCCCTGCAACCTCCTGCAGATGGTCAGGAGCTCGCCGCTG
GTCAGCACGCTCAGCCAGCTGGAGAGCTGTGCGGTTAGGATCCGCCTCCTGTGGGACACC
CTGACCCCAGACACGGACCAGTGGCCTCCCCTCTACATCCTGTGGAGGATCCACAGCGGC
GCCTCCATGAGGATCTACAGCTGGAGGAGGCACAACCACCCCTTCAGCCTGTCCTTCCTG
GAGGAAATGCTGCGCTACGTGGGCATGAACGAGGTGCACAAGGCCGTTACGCTCTTCCTG
GAGACGCTCGCCAGGCAGGGCTCTCCCCGGATCCAGAGGAGTCTGTACAGAGAGCTGCTC
T
>AU171770 ID   AU171770   standard; mRNA; EST; 764 BP.
TTTTTTTTTTGAGTAACACAAATACGTCCACATTTACAATCAAGCAGGTTTTCCATTCCA
CTCTTGTCCTCCTGTCTGTCCATAAATGGGATAAAACAGAGAAAATTTTTCAGAAAAAGC
ACCACAGTTTAAGCTTATTTTTCCAGTTACAGAGCCAGTGAAAGACGTAACTTTTGAGTG



ACACATCCCAACTTCATTAAAACAAAAAAGAACAAAAGCACAGAGTAATATCTGTGTTTC
CTCTAGAACCAGAAAGGAAATCTATCTCTGACGTTTGTTTGTCCTTTGTTTTTTAAACTG
CTGCCGCTGCTAAGATCCAGTTCAGCTAAAAGTAATAAGTGAAGATATAGCTTTCTCAAG
CATAAACCTAAGAAGCAAACTGTCTTTTTTGTCCACGTACGTGGGCTTTTATCCTAAAGG
TTTCCCAGTTTACCAACAGTAGTCTACTAAATTTATAGTTAGGGGTCCAAGGTAACAGTT
AGCACTCGAGACAGCGATGACTGGATCTAAATGTGGGAGCTCTGGATGGCTCATCTAAAC
TGTCAGCAGCTTTTAGTATTACAACTAACCACTGACTGTATAAGAGAACAGGACCAAGCA
AGTGTGATGTCACCCATAAAAAATGGCTTACTTCCAACAAAATTAAGTCAACTCAGCCAC
CATTTTTTGCAGAACAGACATTGCCATGTTGGAACCAAAAATTGTCAGTGATGCTATGTA
CACACCAGACATGTTCAAGAACGTGATGAATTCTTCTAGTATAT
>AU171776 ID   AU171776   standard; mRNA; EST; 376 BP.
ATTCAAATGATTGTCTTCAACCTCCTTGCACAGACTAAAGTTAAAAAAAAAAAAAAATAT
ATATATATATATATATAAATATATATTTCCATATATATGAACCAATTAACAAAGTGTCTT
GATAATATACCCAGGAATACAAGCATCAGTAACAAACCAGTCTGTACTTTTTAACATAAC
AAAACACAAGTGGTGGTGGAACCGACGTGCTTGGTGTCGGCGGTGAATGGCAGTGAGTGG
ATGAAGATGATTGTAATCGAGTCCCCATTCCAGGAGAAGAAGTCTGGGATGGAAAATCCG
AGGCCTTGGTTTAGTTTTCTGCGACGGTCCACTCAGGAGATGGGAAGCTGCCTTCTTGTT
GGGAGTGAAGGCGAGC
>AU171785 ID   AU171785   standard; mRNA; EST; 708 BP.
GGAAGAAGTGCCATCACCGCGGCCATCAGCCAATAATCTGCCCTGCTTCAGATTGAGATG
TTTGAGGCTCTCTGTCATCCACATGAGGTGGACTCAGGAGGATCATTTTCTAGAAAACAC
TTCTAATCCACTCAGAAAGAGACTGTGAATTAAAGGTTAAACTGAAATAACAAACCTATA
TATTGATCCATTTATTAATGGAGGTCTGCAGTTTGTTTTGTCACTAATTGACAAAACCTA
CAAGGTTCAACGACTTCATGATCTACATAAACAATGGCTAAAATTGTATCTTACTGCCCC
TTTTATTGTAAAAATTCACTGCCGTTTCTCGTTTGTGCTTTCACACTAGGATAGCCCAAC
AAATTAGGCTCAAATTGGCAGAGAATGCCAAAGCACTTTAAACCTTGGTTTGATTTGCTC
CTACACTATTGACCAGACCATCCAAAAACATCATGCAGCTGATTTGTGGAAAATGGTAGT
GTCCAAAATGAGCACCGACCTGGAAGAAAAACAAGCACGATGGAGATATAAGTCCATCAC
ATAACCGTACCTCTTTAGCGAGCGATGTTTACTCACAACTAGTTGAACATGGACGAGCAA
AATGTTTCCATACTCAAAATACACCGATTTCCTCTATTTGGATTTTTTTCCCACCATGGT
TCACTTTCACGTAAACCAAACATTTTGTTTGCTATTTCGTTTTTGGAC
>AU171787 ID   AU171787   standard; mRNA; EST; 652 BP.
GAAACACACTGAAAATGGAAATGTCCCAGGAGGGCTTTAGTGCTGCTTACGGGCCTATGG
GAATTCAGATGGGAATTGTTGGTGCTAACCAGTGGAAGGGAGGTTATAAGAGATACGGCA
ACAGCGCGAGTTTGTCCTATGAGTCTGAGAAAATGGAGACTGACAGTTATCTTGGTTACT
CCATGGCGGTTGCTACGACTACTAGAGGTGCACTGACAATTTTGGGGGGTCCAAGATATC
AGCACAGAGGAGCTGTAGAGGTGGTTTTTCGGGACACATTTAAACAAGTAATCAACCCCA
GCACACTACAGGCTGGGGAATATTTTGGCGCAGTGCTTTGTGCCATGGATGTGGATAATG
ACCGCTTCTCTGACCTGATCCTCATATCTTCTCCGATGTATAAGGAGGCTGACAGAGAAG
GACGAGTCTATGTCTGCACAATAGTGCTGTTGAACATAGAGTGTTCCTTTGAAAGACCAT
CCTCACAAACCATATTAAGAGGAGATCCAACAACCAAGGGACGGTTTGGATCTGCTCTCG
CTGTTCTGCCTGATCTGAACATGGATACATTTAATGATCTAGCAGTTGGAGCACCTTTAG
AGGATGATGGTCAAGGCAGTATTTACATATTTCACGGTTCACGGGACAAAAG
>AU171788 ID   AU171788   standard; mRNA; EST; 572 BP.
AAGAAGCAGGAAAATCTGCAATCAACATGTATGGTTTTGTGAATCACGCCCTGGAGCTGC
TTGTTTTAAGGAATTACGGTCCGGAAGTGTGGGAAGACATCAAGAAGGGAGGCTCAGCTT
GATATTGAGGGTCAGTTTCTTGTTAGAATCATTTATGAAGATGCCAAAACGTATGATCTT
GTGGCAGCTGCAAGCAAAGTTTTAAAGATCAATGCTGGAGACATCTTGCAGATGTTTGGG
AAGATGTTTTTTGAATTTTGCCAGGAATCAGGATATGACACTATTTTGCGTGTCTTGGGC
TCCAATGTTCGAGAATTCTTGCAGAATCTGGATGCACTACACGATCACTTGGGTACCATT
TATCCCGGAATGAGAGCTCCCTCGTTTCGCTGCACGGATGCAGAGAAGGGAAACAATCTG
ATTCTTCATTACTACTCTGAGAGGGAGGGCTTACAAGATATTGTAATTGGCATCATTAAA
ACTGTCGCCCAACAAATCCATGGAACAGAGATCGAGATGAAGGTAATCCAACAAAAAGTG
AAGAGTGCGACCACATCAAGTTTCTGATTGAA
>AU171789 ID   AU171789   standard; mRNA; EST; 664 BP.
TTTATCTCACCAGTGCACATTAAAGCGTGCAGGAAGACATGGACCCGAAATGCCTTTGAA
GCAACTGTGCCACCATGTATTTGGGTTCTAACAGCCGCTCAAAGCCCAGCCCCAACAGCA
GCAGCATCACTGAGCTGCTCAGTGCTCTGTGTGACTGCAGCCTCTCCGGGGTGTCATGGA
AGCGCCGGGCTTTGGGGGGAGTCTCCAGAGACAGCTTTCACAGGGCTCTCAAGAAGCGTG
CCTATGGTGCCCTGCTGTCAAAAATGTTTCAAGATGCCACCAAAGACTCCCCATTAGGAC
AAAGTGCAACAAGGAGCACACCACCCAGAAACAAAGTCCTGATGATGTGTTTTGACCTAC
GCGTGGCAGGGTGCAGAGAGGAAGCAGAAGCTTTGGAGGAACAGCTGGGAATGCTGCCCG
ATGGAGCTTCCTCTGGTCTTAAAGAAGTAGATGCAGTCCTTGAACTTCTGGTCTTTCTGG
CTGGCTCCGCACCTCCACCCATTGCCTCCTTTAACAGGGATTACATGAGGCGAGAAAGGC



CTGTGCTGCGGAGACCTCAACCCTGGAGTTACCAAAGCGAGGAGCTGCAGAGACTCGAGG
CCCGAGCATGGGGTTTAGTTTGTGGGGAGGAGTGGGGCACTCTGGAGAGTCTCTGTGCGG
CTCA
>AU171791 ID   AU171791   standard; mRNA; EST; 750 BP.
CTTTTGTAGCTTTTCTGAACAACTTTCATTGGAATAACAGTCAAGTCAATCCTGACGGCA
GACAGACGTTGGTGTTCCACACAGTGATATCTTCATCGGATTCCATTAGGGAACTAAAAC
TTTCTTCAGGTAAACCAGAGATGCGTTTTCATTGAACAGGACGGATGATCCCAGCAGGTC
ACGAACTCATCACCATAGAACACACCTGTTCAAATTCATGTATGTGGCTGACTGATTACA
GTTTGGTTCCTTAGAGGTTTTCTCTATTCAGTGTTGATATTTCCAACCATTTGTATTTGT
AGGAAGACTCTCTGAAAGCTCCAAAACAGCCAAAGCCTTTGCTTGGCTGAGTCTAGTTCA
GTTCGGCTCCGACAAGAACACAACTGTCATGTTTGCCTTTTTCCTGCACAGAGGTTCCTG
GTGCTTTTCAGCTCTAAAAATGCCACTTCTGAAGCAATGATCCCAGGACGTAGATGTTAA
TGTCCGCCTTCAAGTGCCTCTGATGCTTTGTGTCTTCACTCAAACCAGTTCTTCCCTCAG
TTTTCCCCACAGACTAATGAAAGGTTCACTCTACGTTCAACTTTTTCGTTTATTGGTCCT
GATTTTGAGTCTTCTTCAAACCACATCAGGGTTAATAGAACAGTTCCACTCTTTAAATAT
AGGCTGCACTTCAGGAAATGAAGGAAAGTTTTTCTTTTAAACCTCACATTGAATTGACAT
GAGTGCTTCTCCTTACTCTGTGTTAGTAGG
>AU171795 ID   AU171795   standard; mRNA; EST; 711 BP.
GCCAGCTTCGTCTGCTTTGCTGAGATAAAAATACAGTTTGTCGCTGCATTTTTCACTCAG
TTTCTCCACTATGTTAAGCGTACGTTTGCACAGTGCTTGACCCATCGGGTCAAAGAACAC
AAAGACCAAATCTGCCTGCTCTCCAAGCCAGGTGATGGCACTGTTAACGTCAAACGGGTA
GATCATGTCTCCGTCCACCAAACCCGGAGTGTCCACAAATGTCACCAAGCTGAACTTCTT
CTGTTTTGAGGTGGAGATCTCTGCAGACAGGTAGTCTGTGACACCTTTGAACTCAAGCAG
GGGGCGAAAGTGAGGGTATAGATGCAGTGTCGCATTCCCCTGTGAAAGAGTTTCAACGCA
ATGTGAGAAAGAACCAGTGAGGAAAAATCCACACGTTTCTGCAGCAGAGTCATTTCCAGG
TTTCCCCGTCTGCAGTCCACCACGTCAGCGACTCCCTCTTGCGACCGCTTGTGATGAAAG
TAAACCCCTGGGTTTCAATGGCAACACCTGTTTTCTGAATGTGCTCCTCCACATACCAGT
TAATGAAGGAGCTCTTCCCTGCAGAGTGGTTACCCAATATCATCACAATGATCTTCTTTC
TCGGGGGGAGGAGCCGTACTCCCAGGCAGCTGGCGATGTTTACCAGGCTTTTTTTTTTTT
TACTTTCGCAGATTGGTCTTCAGCAGTATTGTTTCCTGGTCTTCTTGGGTG
>AU171797 ID   AU171797   standard; mRNA; EST; 676 BP.
TGAATTTGGAAAGCGTGTTTTAGATTAGGACACTTTTTTATCTGTGCGCAGCACATCTTC
ATATTGATAATTATTTCAGCAACCACCACAGCCAAAGCATTATGTATTAATACATCCTAG
CTTTGAGAGTTGGATGCTTTTAGCCTCGTGTTTTTTTATTTTTTTTTATCAATCAATAAA
AAAACAAAAAAAGTTAGTCGAGTTTATGTTGCTTTTGAAAAGTGAAACTCTTCATGTTCT
TTTGCTGGTTCTTCCAACAGAAGGAGCTGGTGAGCAATGCTGAATGCCCAAGGATGTGTG
CCTACAAACTAGTTACAGTCAAGTTTAAGTGGTGGGGTCTGCAGACCAAAGTGGAGAACT
TCATCCAAGAGCAAGAGAAGAGGATCTTCAACAACTTCCATCGCCAGCTCTTCTGTTGGA
TTGATAAGTGGGTGGAGCTAACAATGGATGACATCCGACGAATGGAGGCAGAGACGCAGA
AAGAGCTGGAAGAGCTTCGCAGGCGTGGTGAGGTCCGGGGAACGAGTGCTGCAGACCAAT
GAGAAGACTCACCGTTTAAGACGCCCACCATGACCGCAGTGACGGAGTCTGCTAAGAGGC
CTCCACTGACGCCACTTTTTAACCTTAGATGATGCCGGCCGTGGGGGAAAGGGAGCTCAT
CTACCTGCAATCAATA
>AU171800 ID   AU171800   standard; mRNA; EST; 617 BP.
GTCCACTCTGCTCTGTCTGTCTCTGCTGGCTCTGTCCTCGCTGACCGCTGCGTCTGATCT
GGACTGCGATGAGTTCCTCAAACCTTCAGAGAATCGAAGCAAGGTACAGCAGCGTTGTCC
TGACGACGGATGAGCCCATCGATTCTTTTATGAGTAGCTCCACTAATCTCAGTCCTTCTG
TCATAATGAAGTAAATGTTGATCAACACAAACGCATTCTCATGCATTTCTTTTAAATCCA
GGTATCCGGCCGCTGGATATTTCAGGTTGGAATTTCTGACACTGAAGAGCAAATGGAATT
CCTCAAATCAATCAACAGCTCTTGGATGGAAATCCAAACTTCCCCTAAAGGTGAAGACTT
AAACCTTCACTTTGGAGACAGAATGTAAGTGGTGACCTTTGAAGCCAAAAGTGCACATTG
ATCCACAAATGTGTTGTTTCTGATTTGATCCCCTTTGTTTCTGCTTCAAGTGATGGAAAA
TGTATGTATGGAACAGCTAACTCCTCTGTTTCAGGAAACTCCACCAGAGTGACATGTATG
TAGTAATATATATATATATATAAAAATATCTATGTATGAATTTGACTGTTAAAATTCACA
GCAAAGCAATAGAGCTG
>AU171801 ID   AU171801   standard; mRNA; EST; 702 BP.
TTTTTTTTTTTTCTGATTTCTGGGAAGCTCCCGAGTACATCCTGAAGATTGTTCCAGGAC
AGAGAGAAACACTGGCAGTCAGTCAGTGCCCTGACGGTGGCCAGATGTTTGCCTTTGGTG
AGCACACATGTCTCTCCAAAATAATCTCCATCACACAGCTCCCGCTCATAGGAATCAGTC
TCCAGGAGAACTTGACCGTGATCGATGAAAAACATGCGATCACCTGGGACGTGCTGTCGA
ACGATGACATCTCCTTCCTGGAAAACCTCATACTCCAGTTTCAGAAGCATGGAGTTAATA
AAGTTTTCCTCTCTATTCTGAAACATAGGCACTTTCCTTAGTAGTCGGCTGCACATCACC
ATCAGGATTTGCTCTTTGAGTGATGAGGACACTGTGTCCATCACATCCTTCTCATCAAAC
CACTTCCCTCCGTAACGAGCCTGGTAATAGTTGCTGATGCGAAGCTGCAGCTCTGGTGGC



AGCTTCATGAAGGTCATGTAGTGCTCCAAGCGGCTCATCTTGCTTTTGTATTCCTTAGCT
GCTGGGTCAAGGTTGGCAATCATTGCTGTGGCGTTGGCCACCAGAACCGTGTACATCATG
CAGCCGGACACCATGCTGACCATGACAATCCACATCTCTACATAATTTGTTGGAGCATCC
ATTGAGCCGTAAGAGAGAGCAATCATTTGGGAGAGGGCTCGG
>AU171802 ID   AU171802   standard; mRNA; EST; 733 BP.
GGACGCCGGTATCGCTGGCGGCAGAAATGGTCAGCGGGAAGCCCAGCGAGGCACCCAGTC
CCCAGAGTACAACAGACACCCCAGCGACCCAGGCGCTATCGACAAAAATAATCAGCCCAA
TACCCAACGCCCCCATTAGTGCACTGGCCCGAACCACGGCAACGCGACTGTAACGGTCGA
TGAACCAACCGCCAGTGAAGCGTCCAACGGTCATCCCCAGGGTAAAACCGGCATAAATCA
GCGAGCCGGAAGTAGGGCTAAAACCGTGACCGTCAACCATTAATAAGGGTAACCAGTCGT
TGGCAGAACCTTCGGCAAAGGCCATCGCCAGCACTACAACACCAATCAACAGCAACTGGA
TATCGCGATAAAAAGGAATGCCTTTTTCGCCATGCTGGGTGCCATCGGCAGCATTTTTGC
CCGTACCGTCAGGGATTGCCTGAATGGCGATATAAATAGGCGCGATACCTACCAGCGCCG
CCAATAAAATGTGCACCGTTGCCGGAACGCCAAAGGCCGTCAGTGCCATCCCGACACCAG
CGCCTGCCAGCGTGCCCAGGCTATAAAAACCGTGCATCATCGGCAAAACCGTTTTATTCA
TTTCTCGCTCAACGGCGGCACCTTCAACGTTTATCGCCACTTCCGCAGAACCAAAACTTG
CCCCAAAGACGCCGAGACCAACGGCAAAGAGCAGGGGCGATGTCAGCCAGAGTGCCAGAC
TTAATATTATTAT
>AU171803 ID   AU171803   standard; mRNA; EST; 463 BP.
ATTGATACCGTTCCGACCTGGTACAGCATCTGGACGCCGATGGGCTTCTTCCTGACAACG
CTGGGCCGATCTTCTGAGTAGCGAAAGCTGGCAGGAAGTGCTCGATAAAACCGCCGCTTA
CCAGCAGGAGGTGATGAAATGAGTGCGCAAGTTTCACTAGAGTTACATCACCGCATTAGC
CAGTTTCTCTTTCACGAAGCCAGCTTACTGGACGACTGGAAATTTCGTGACGGAACGCCC
GTTTAAACATCAGGAGAAAGATTACCTGCTGTATAAATTCAACCGTTTCCAGGCCTGCCG
CTATGGGCTGGAAGGCGTCATTACCGATCCGCACACTGGCGATCGTCGACCGCTAACGGA
AGATACCTTGCGATTGCTGGAAAAAATCGCCCCTTCCGCACATAAAATGGGTGCATCGAG
CGCGATTGAGGCCCTGCATCGCCAGGTCGTCAGCGGTCTGAAT
>AU171807 ID   AU171807   standard; mRNA; EST; 763 BP.
TTGCTTTATTGAACACAATACAAAACAACACAAGAACATTTACATAAAATTAACAAAATA
TGGCGAATACAAGAAATAATACTGCAATTTGAAAGGAAGCAAAAAAAACAAAACAAAAAT
TCTTATCAGTATGCATATATAAACCTGTCCATAGTCATAATCATAGAGAAATTAGGGAAA
AGTATAACATAAGGAAACGAGAATTTCAGAGTTGGACAATGTTATAATAAAATGCAGGGG
CGTACAACAGATAAATAAATGGTCTCAAATATTGGGAATTTATCAAATCTACTATGATGA
TCAGGCAGTAACTGTGTTCATCTGCTATATGGGACACAATTTTGTCTTGGAAGTTTTGGA
GAAGTACAGCGACCCCTACTGATCTGGAATTGCCATGACGGAAAAAAACCTTGTCCCCCC
ATTGCTGAGACCAAAATGATTTATCTTCATTTGTAGAATGCGTTTCTTGTAAAAAAAAAA
ATCAAAATCAACATTTTTCCCTTACAAAATAAAAAAAAAACTTTTTTTCTTTTTTAGATC
TCTTACACCTCTTGCATTTAAAGAAAGTAAAGAAATATCTGTTTTAAGGTGCAACATGTA
ACAAAAAGGCAAACTTAACAGACCTAAATGAGGCTGAAAGTATTACTGAACAAAAACTTT
TAAGCAACAAAACCTTGAATTTACAATAACCATCTAAAGTAAATAAATTGCAAGACTAAC
TAAAGTCACGGAGTGACTCTCTGACCATTAATGAAGCATAAGG
>AU171808 ID   AU171808   standard; mRNA; EST; 696 BP.
GTTTTTTTTACTACGACTTTCTCATATTTAAGTTTTAAAATATTAAATCAAAGAAAAATA
AGTAGTGTAGTGTGTCACTCTTGTAGCTAAAAAATTAAAGTCCAGATCTTAACATCGAGN
ATGACGTGGGTGGCAGTAATGTGACCATCCGTATAAATTACTTACTAGAATTACTAATAA
AATATATTCGTGAATTAAACATTGTGGTGTTATGCTAGGTAGGTTTATTAGACATAATCT
TTCTGCATTAAATTATTAGGCGATATTTGTCCGTGAAATGGTTACTTTTGTAGTTAGGCT
AATAAATAAATAAGTGATAGAATAATCAACAACTTTATTGAGAACCACAGGAGATCAGAC
GTGAACTCACGTCTTTATATGTTTTTATTATACCAGGGGTTCTGGTACAACTTATTATCC
TGATCAAAAGTCTAAACTGTTTTTGCATTTTTAGTTTTTATTAATGTAAGTGTGGTGAGT
ATAAGAAAATCTCCTCTCTATTCTTCTAAATATATATAATTTATTAAGAAGCCTATTGAT
AAAACAGTAAAAACTAATAACTTATCACGTGAAAAACTATTTGGTGTTTCCCTGATTTTG
TGCAACACCAACAGTAAAAATCCTCCCCAAAACGTGTAGATATCTTTAAAAACAAATAAG
CTGAAAGATGAACAGCATTTAAATTAAGTAACACAG
>AU171809 ID   AU171809   standard; mRNA; EST; 659 BP.
GGGAAACGGGATGCTGAGCATATTCAGTACTTTCACCGTAAAGCTCGAGGTTTATCGGCT
CCAGTTTGTTGGATTTTAATCTAATTCAGGCTGTGGAAGCGAGAAGGAACCATTCACTCA
ACAAATGGGATATTTGCTGACGTTGCTGATGGCGCAGTTCCTTTTTTCTCTGCGTTTGAC
TCAACATCAGCTCATTCTGACATGTGTTGTCCCATAAAAGGAGCATGCATGGCTGAACAA
CTCCTGAGTGTCTCTTTTCAGAGAATCTACATGTTTAGAGACCCCCGTCAGTCATCAGCC
ACCCTTTTCCACACGCTCTGCCGGCTCCCTGTTTCGCCCCCTGGCTTTATATGGACTGTT
CATAGCAACAGCTGCAATAATCCAATCTTTGCTGGCCCACTAAGCAGGGCTTCAGTGTCG
GGCTCACATGTGTTTGGCTGAAAGGACAGAATTCCCGATCTCTTCTGACTCCGCGGTGCT
TTTGCCAGATCTTTCTGACTCCATTCATAATTCCTCCCTTCTCCATGCCTGCATCGGATT



CTTCTGCCCACATTCCTGGTGGACGGCATGCCCAGGCAGTGAAACCTGAGACGGGCGAGG
AGAGAAGCGATCCGGATGCCCCCGTTTGAAGCTGACCTTCAGTTTTTTTTTTTTTTATG
>AU171812 ID   AU171812   standard; mRNA; EST; 713 BP.
CAGGACTGAGCCTGCAGGTAAAGCAGGACTTTGTGTCGAAGACGGTTTCACTGCAGGTCT
TAGTTACAGGACCTATTGTAGTGTGCTGCCCAGAAACACTCCACTAATCCGTTTATCTGC
CAGCACACTGTGCACCACAAAGACGCACACACACACATCTTTTTTTCCTTTTTTGCAACT
GTTGCATTTAGAGTTTAGGCAGTTTTTGGTTTCATCTGTCATCACACCTCTAATTACTGT
TTCATTGATCAAAAACAGCCTAATTCTACCTGTGAAATCATTGCTTTGTTAAACATCAGC
ATTGAATTTAATCCTTTACTAGATTTCAAATTCCTTGACCTCTTTGCACATTCCATTTGG
TTGGTTTTGGTTGCAGCCAAATAACTGCAGTCCACAAACCAACTGCTTTTTCTGAGGTTC
CAGCTCAGTACTTCAGTCTTTTCCTGTAGAACAATCTGCTTCACTGTGAGGTCATTACAA
ACTCTCCACGATCTTTACATTCTCCTCCGCATTAGGGTCTAGTCTAAATCTGTTTTTTGT
TTCATGCATTTTTTTAGGAATTTAAAGATAAGGGTCACAAAAATATAAAAAAAAATTAGC
ATTTTTAAATTAATTTCATTAGTTTTTGTGAGCCTAAGCAGTTTTCATTTTGTAGCCTCC
CATAAGGTTTGCTGAGCTGATGGGGGAGCCCGGACGTCCAGCATGGCCTCTCT
>AU171822 ID   AU171822   standard; mRNA; EST; 730 BP.
AAAATATTGTCTCTATAACATCATATTGCTTTGTATCAACCAGGTCAATGATGTGCAACA
CCAAACATTTCAAACAGCAAGCATAGAGGGAGCTAGTCTCATTTCAGAGATCAAGCTGTA
TCTGACATAGGAAATTTGTTTGGTGTTTGAGATGTTCTCCAGTCGCTTTGGCAGTAACAA
TACAAAGGTTAAAGGATGGTCACAACACAACACTTCTCTTCAAATGAAGAGTTATACCAC
TTTTACTTTCTTCTTTATAATTACTAGAGCTACCACCATCACAGTCACACATTGCCTGTC
TATGTCTTTGGAATGTTAGTGCTCCAAGTTTGTCTTTTGAAAGGAAAAGCTTGGAAGAGT
TAATAGTTTGGGGTTGCTGTTGGCATTCACAGACCCTCCATCTTGACCTGGTCCTTCCCC
TGCTGCCATGTCAAAAGACTCCTTATAGTCACTAGAGGGAGCTCTCCTCCTCAACCAGTT
GTCCTTGCCCTGCAGAACAGGGGGCAACCCCAACTCACTAGGATATAGGCCAGAGGGGGG
CGTAAGTCCATCAGGGGGGTCAACAGATATGCATGGTGGGCTTATCTTTTTCTTGCAGTG
GGGGGAGGGCAGAGAGCTCTGGTCGAGATGCACACTGTGCAGACTGTCTGGTCGCGACAG
AAAGCCAGATGATGTAGAGCAGGGGATCTTTTGATGGCTGGGATCCACAGCTGAGCAAAG
TTCAACAGAG
>AU171824 ID   AU171824   standard; mRNA; EST; 648 BP.
TAGGNATCAAAGCTTTGCAACACCAAATCGGTCAAAACAATGCGCCTGCACCTATGGCTG
TGTCTCCAGTGGGCGTGCAGTCACTACCAAAGAGGTCGGTTCTAGAGAAAAGCAATGGAG
CTGGTGCCACAGTCGTCAATTCCAGCATGTTATACTACCAGCAAGCCCTGGCTAACATAC
ACCAACAGCAACCAGCCTTTTACCACACATTTCCCATGATGCACGGTGCCACCACCTCCT
CTGTTTCGTCGGCCTCGACCCCAGTCACCAATGTTCCTTTTGCTGAATCTGCCGCCTCGA
ATCAGTAGACCCCCCAGAGCTTCTGGCCTCTGATCCAGTAGAGCTCCAGTACGTTCCCAT
GGAAACCCATTTCTGCCCTGTCCCCAAACTGCTGGTGGCGGCTCCAGTGGCACTAAGCTC
AGTAAGCCTTTCCAGAAACCCCAGCTAGAGTCCCGAAAACACTCAGCCCTGCAGCAAACG
TGTGCCTCCCGTACAGTGCACAGTGACTAAAGCGGCGGCAATGTGAAACTTGATGTTTTT
GAAAGTAAAAAGCTGCAATGGTTTATGCCATAAAAAGCCTGGACATATTCTTGTTGCTTT
ACAGCAGCCATTCTGATTAACACTGACTTGATGAGCAATAGAGCTCCC
>AU171828 ID   AU171828   standard; mRNA; EST; 643 BP.
GAAAGGGGGCTTTCTCATGGGGTCCAGTGCTCAGATCAGAGGAGAATATTACGAGTAACT
TGCAGCATGTGAATCTCTGCAAAGCCCTGCAGCACTCTGGAGTCTCTGCTTTACACAGAA
CCAGTACGGGATCTGCAGCCCAACAGAGAAATGAACTGAGGACACGGAGGAAGGCACCTG
TTTACTGAGAACGTCCAAAATCCATCATGACACAGCAAAGAGGCTCAGGATTTGTCGCAC
TGTTGACTGCTGTCAACTGTTTTTTTGCCTTTCCTTCAGCTGCAGCGATGGACATCCCAC
TGGAAGTCGAGCAGTTGCCCACCATCACGGCTCAGTCTCCCGGCGCCGTAATCGCCCTGC
CCTCCGAAGAGAGCTTCGCCGTGACGTGTGAAGCTAAAGGGAATCCCAAGCCAGAGTTCA
GGTGGACAAAGAACGGCCAGGAATTCGACCCCTCCCTGGACCCCCTCCTGAGGAAAGAGG
AGAATTCTGGGACCTTTGTGATACCCAATAATGGAAACCTGACAGAGTACCAGGGAACGT
ACCGCTGCTTCGCCTTCAACAAGCTGGGGACTGCAGTCTCTCAGGAGATTGGGTTCATGG
TGCCGAAAATTCCCAAGTTCCCAAAAGAGGGGTTTGATCCATT
>AU171830 ID   AU171830   standard; mRNA; EST; 386 BP.
AGNANATTGAGTCCTGCAAACTGGTCAGGGNACAAGATTACAGGTGAAGCACAGGAGGAA
AACAAATGTGTATAACAAAATGCAGCTACGCTTTGAAACAAGCCCCATGGCTCCTTTGTC
TCCAGGTCAGAGTCTGGGATACGGCTTTGTAAACTATGTGGATCCAAACGATGCAGATAA
GGCCATCAACACGCTTAACGGTCTCAAATTGCAGACCAAAACAATCAAGGTGAGCAAAGC
TTTGTTCTCAGAATTATCTATAATTTCTGTCTTTTTTTTTTGGTTCCTGAGCAGCATGTC
AGACAAAAAGAGAGGAAGTGGAGATTTTGTCAAGTGGGTTTCTGAAAGAGGTGCCGTCAG
AACAGAGAGAGGGAGGGGAGGCAAAC
>AU171831 ID   AU171831   standard; mRNA; EST; 564 BP.
CAGNACAGCACGTCTCTTCCTTTACCTGCCTTTCAACCCTCAGGCTTCTGGGACTCTGCC
TTCTGCGGTCCGCGGCGTTCCTCTCCGGTTCCTCGCCGCCCTCTGAGCCGGACCCTCAGC



CTCCAGCGGAGCAACGGGAACGCAGAGGTCCAGGAGTGGGAGCAGAGGTTCATCGGGGCT
CAGAGCGACAGTGCACCTCCAACCTTACAGCCCCACACTCCGCCTCCGCCTTTCCCTCCA
GGGAGCCGGCTCTCCAGCGCCCCCCTGTGCTTTGTTTTCCCCCTGTTCCTGCAGACGCAC
CGCGGCTGTGAGGGCAGCCCGCTTCTGCAGCCCCGCCCGGAGACGGCGGCGGAACCGAAG
GCGGCAACGAGCAGCCAGGCGGGCGAGCAGCAGATCAAAACAAAGAGCGAATCGCAAACT
CCTCCCCCTCGTCCTCCGCTCCCCAGCTTTATGCTACACCGTCGACCCGCCCCACCACCA
CCAGGACCCACCAGGAGCATGCCCGTGAATGTGGCTTCACCGAAGCATCCGTCCCCCAAG
AGACATCCAGCGCCCCCTCGCCCG
>AU171833 ID   AU171833   standard; mRNA; EST; 721 BP.
TTTTTCTAAAAAAAGNAGCTATAAAACTGCATATGCAGATGAGTATTAATGCTATCTTAG
CTGTGTTTGACTATAATTCAGATATATGTTCTGGTCTGGTCAGACCTTCCCCCTTGAAGG
AAGCATTGATCTGTTAGATTTCGGCTCATATATTCAGAAACTGGCTCATCACAGACAGGA
AATGTTTTTCTTACAGAAAAGACACAAATGCAATATTAAGGGGAACAGAATTCCATATTT
TTCTGTGTAAATATTACACAGCAGTTTATAGATTTAACAATTATGATGATGAAGCCAGTT
ACCATCTTAACAAAAACATGAAATCCTCCTCTGATCAAATTTGGGCTAAAACAGTGAGGC
AGAGAACATCAAAATATATCAAAAATAAAAAAGTGGAGATAAACAAGGTCTCTGATTTTG
AGACAATGTTCATACAAGCCCCTGCAAGCAACCACTTCCAGGGAAAAGTCAGTACAGTTT
TGGGTTTCTATGTTCAAAACTCTCATGTTCACACATAGCTACACACAATTTTAGATCAGA
ATAGAAAAAAAAAACCTGTAACAAGATTTGCAACATTTGGACTGCTTTGAAATTTGCACA
GAGCCTCTTCCAACTGTAGGTGATTGACAAGCGTTCGTTAACGTTGTTTGCCAGAATTAT
AAATGGACGAAGGAAATCCTGGGAAGCTCAAGCAGATCCTTGGGTCGTGCCGGAACGTTT
G
>AU171838 ID   AU171838   standard; mRNA; EST; 646 BP.
TTTTTTTTTTCTCTGAGTTTCAGGCCAAGCACACACACGGNAACACATCGTCATATCCCG
TGTCCACACAAACACATATCACATCAACACGGTGCCTAAAAGAAACACATGGNAATTTCT
GTCAATGCCTTGGTTTTAGTGTCTGTCCATTGCGATGTAAATGCTTCGTAGGTCATTTCA
TTGCTTGGCCCACAGCTTTCGATTACGCGTTTTTTTTTCGTTGCATTTCGCAAGAAAAGC
TGCGCTGTTGACGCCTTACACACATCTATCAAGTGAGTATCTTTTCGATGGTCCATCCCC
CTTTTGCCCCACCCCCTCCTCTGAATAGACCCGTGATGGTGATGCGCTTGTAAGATACGA
AGAAGGTTTTCTGAAAAACACAGTAGCAAGATTCTTTAGTCGGATACGTGTAAAATACGA
TTCTTACCGTGATCATTCGGAGTGATGTGGCGTTTGTTTAGAGCAGAGAAACTCACGTAC
GATAGCTACGAAAGCTTTCCACCGACTCAAACAGATGTATAAACGCGTTTTCTGGAATTT
TCTGCTGTATATGTATTTCTGCGCTGTGCGCGCTTGCAGTTTAGAGACACAGCCTCTCAG
CCTGCTAAAGGTTTTATTTAGCATTTAAGGTACAAAAAAAAAGAAA
>AU171841 ID   AU171841   standard; mRNA; EST; 672 BP.
AAATGTTCTCCCGTGTTGTTGGATTTAGAAGGAGCGCAGGACTTTGCGGCGGAATTATGT
CTTTTTATCCATGAAGAAAACAGCCCTCGTCTTCTTTGATGTCGAATCCTGGGAGTCGGA
GGAACGGGTCCAGCATCAAAATTCGACTGACAGTATTATGTGCCAAAAACCTCGCAAAGA
AAGATTTCTTTCGCCTTCCAGATCCGTTTGCCAAGGTGGTGGTAGATGGATCGGGTCAGT
GCCACTCCACAGACACAGTCAAGAGCACACTGGACCCCAAGTGGAACCAGCACTATGACC
TCTACATTGGAAAGACTGACTCCATCACCATCAGCATATGGAACCACAAGAAGATTCACA
AGCGACAGGGGGCGGGGTTTCTGGGTTGTATACGACTGCTTTCTAATGCCATCAGCAGGC
TAAAAGACACGGGATACCAGCGACTAGATCTATGTAAGCTTAACCCCTCTGACAGTGATG
CAGTCAGAGGTCAGATTGTAGTGAGCCTGCAGACCCGGGACCGCATTGGCAATGGTGGGC
CTGTAGTGGACTGTAGAGGATTGTTGGAGAATGATGGGCCTGTTTTTGAGGGCTGTTTCA
ACGAAGAGCCACTGCCCTACTNCGACTCCACCGGTGCTGCAGGGGGGGTGGAGCTGCCGG
CTTGAATCCCCT
>AU171846 ID   AU171846   standard; mRNA; EST; 746 BP.
TTTTTCTTTAAGATTTATATAAACTTAGGATGAAGTTTGATGAATGGAGGATGTTCACTT
CGGTGATCTCTTGAAGGACTAGTTAGAAGAAAAATAAGTAGTTTCCATTTCTAAAACTGA
AAGATAACTTTCTTTTATTTCCATTTGTTGTTTCTCTGGGGTGTATAAAGCTCTTTTACT
CTTAGTTATTGTTACAAGTCAGAGTTCTGTCTCCCCCTCTGGTCACCAGCTGGAGCCATC
TCCATAGTTCTAACCCCAATACATCTCCCAGCAACTCCAGCGCACATTTCCTGGAGGCCG
TACATCTGAATCTCATTCACTCACTCAATGACAAGCATACTTAGCTCTGTACTGAGCCTC
ACTCAGTGTGAAGTATTGTTTGTGCCACTGTCTTCTTTACTGAATGTTATAACTGGACCT
GATCTTATCTATGAAGTGTGGGGAAAAAAAGGGATTTTTTTTTAATATTCAGTCATATTC
ATTCTCTAAAGTTTTTTTGATCCAAAAGTGAAGTAATAAAACTAGTGTCATACCATTACG
GTGATCTAAAACATATTTCTTATTCTTATTAAGTCTTTCATTTGCAAATTGTTATCCTTA
GGCCATAAGTACCAAACCTATTTGCTTATATAGTTATTTTTGTTGCCAAAGCTTTGGTAT
AAATTCTGCATGTTTTCTTTTCTTTTAAACTGCTGTCTTACTGTCAACAAATGCTGAAAT
AAAGCAGGTTTATTTTTTACCTTAAG
>AU171848 ID   AU171848   standard; mRNA; EST; 697 BP.
CTTCAGCGCCGACGCTCTGGTGTCTCGGCTCCACAACAAAGACCTGCTTTGCTGCCGCCG
ATGACCTCATGGAGACGTGTCAGTGTGTCACATCACTTCCATTCTGGTGCTTTCCAATAG



AGAGCTGGGCTGCCGTTAGGCCGCCGCCCCGTTGCCCCTCATTGCCCCTCATTGCCCCTT
CTGTCTGTGTGTCTGTGCAGACGGTCCAGTTTGTTCAGGGAATCTTTGTGGAGAAGTACG
ACCCGACGATAGAGGACTCCTACAGGAAGGTAGGACGTGTTCGTGGGCCTCTGTCATCCA
GATGGAGCAGGGGAAGGCAGACCTTTAGAAAACCGTCCCGTCTGCAGGGCGTCAGCCCAA
AAACCTCATGATTAACCAGCGTGGAGAACTCGGACGACTCCAAGAGGACGGACAGGGACC
CCGTCTGCATGGTTACTGTAGCTCCAACACCAACCCTGATCTAGAAAATCCTCCAGATCA
TAAATCTCTGCTAGCGTTGTAGGCGTGTCCCTGCTTCTCTGTACCGGTGACCAACGTTTC
TGTTTCTGCAGCAAGTGGAGATCGATGGGCAGCAGTGCATGCTGGAGATCCTGGACACGG
CAGGAACAGTAAGACCCGACCCCCGCCTGTCCGTGACACGGAAGGGGGCGTTTCCCCTCC
AACCCGTGTGCTTGTGCGTTACAGGAGCAGTTCACGG
>AU171849 ID   AU171849   standard; mRNA; EST; 747 BP.
GTCGTGTTTATATTTAGCAAGNAAAAAGGAAAAAAACGTTTTACTTCCACATTTTTAAGA
CCCGTCTGAGCTTAAATGGGTCACAATGCTCGCGCTTTGTCAGTGAAAGAGGTCAGATGC
ACAGCTGAAAACTCTTCCGGATCTCAATTTATCGGAAATATTTTTGTCAGGAGGCCATTT
TTGTGCTATTTAGGATTGGCTTCCATACGCAACAAAAAATTACTAAATTTCTTGAGCTTA
AGTTTCTAATTGTAAGGCATTGTCTTAATACAGGAAATGGTTATCAGCAAGATCACTTTA
CAACTGGTTCTAAAAGAGCCTTAAATACTTGGAATATAAGACCAGCAGGGCTTTACAGTC
ACTATTGCACAGGAAAGAGAATCTGCGTTTACTGTCTGAGGAAATCTGTCTGTTGTCCAG
GTTCTGTTGTCCCAGAACTTTTCTTCTTCTAAGCAACAGGAGTTCAAAGGTTCACCTAGA
AGAAGTTCCCCACCTCATCCAATGAACTTATTAGGAGATGTTTAACCTTTAAACCCTCCC
TTAAATCTTTATTTTTGAATGTTAATCCATCTGTTTCATATTTATCAGTAAATTACCAAT
TGGTTATTCCGGATAGAATTTATTTTTCATTAAATTAAATTAAATTTTTTTTAAATAAAC
TTCTGCACTTTTAGTTATTTTATAACACAGTAGATGTCACTGCCACATGAATAAAAAATT
CATTAATTCTTTCATTGTCTGGAAAAA
>AU171850 ID   AU171850   standard; mRNA; EST; 474 BP.
AAACTGTGTTCCTCTGGTTGACACCACTGTTTGGCTAAACTTAGTCCTGCGCCTTTGAAC
ATTACAGTCCCCCTCGAGTTAAAGCCCTGGTGCCTTTTCCAACGTTTGCCTTTCTACTTA
TAAAATCTAATAACTGGGGAGGGGCCAGGCCGTTCACAACTTTAAAAATGATCCATGAAC
ATTTTGTAACTTTCAAAATCCTTTATGCTATACTTAGGAAGTCACAGTAATAATAACGCA
GAGGCTTTTAGTCTTAAACTTTCTCTTAAACAGAGACTTGAGGGGCTTCAAAGGGCATCA
GATGGCTTTCAGAGGTGGTTTCTAAACGAATCTGATGACATTTACTTGTCAAGGAGGTTC
ACAAATGTGGTTATAAGGTAGCAGAAAACCAGGTTTCCCTTCTCCATGCCTCCCTCTTTC
CTCTGTTGGGTAACTGTTGCTGTGAGCCACCCGCCTCCCCTCCATGTGCTGCAC
>AU171858 ID   AU171858   standard; mRNA; EST; 730 BP.
GAAATTTAAAATCTATGTGATTCAAAATAAAATTTATGAAAAGATTTTCAAAATAAAAGC
ATAGAATATATATAGCAAATATTATGAGATGAAGCCAAAATGGCACTGAGGTGAATTTTC
TGTCATAATCATCAAGACATTTATTTTGTCATTTCATTGAAAAACAGATGCCCCGTCAAG
CAATCCTTAAAAAGCAGCAAAAAGGAAAGAGGGTACTCAGGCGTCTTTGTTTACTATATT
ACAGGGAAAAAAAATACATTCCAAATTGTTTACTTGCTCAGCAGGGCGCTTCAGCTCGGG
GAATCAGCCTCTTAGCAGCACAAATTTCGAATATGCGATAAATTATGGCAATGTTTACTA
CTGAAGGATCTCCAGCACATGAAATAAGCACAACAATATGAAACTGCATTCCAGCAACTG
AATGATCCAGTTAAGGTATGAATGAATGAAAGCGCAGTAACAGAACACTGACAGAGCACA
AGATGAAGGAAGAGGAGAACATATAGAAGAAAGGCAAAAACATAAAAAATTATTGAAGGC
CAGTAAATCGACCTTTTTAGTTAGGAAGAGAGACTACATTTACTCACCAGAGCTCAAGAC
TGTTTATACAAACCTTGCATGCTGCAGCTGTTTGGCTATATTATATGAGGACATTTAAGA
AGGTTGTGCCAACTTCCAGGTCATAAGAAAATCTGCCAGTGATTGAGACAAAGCTTTGTA
AAGATGTCAA
>AU171861 ID   AU171861   standard; mRNA; EST; 658 BP.
CTGGCTCGACTGGNAACCCTGGCCGTGACCTGCAATGACATCCTGCATGTGACAAACACG
CGGCCCAGCGGTGCTGAAGACCAGTGGCACGCCTGCCAGGTGCACCCCTGCCAGCTGCTG
GACTTGCAGAGTGGAACCATACCTAACTATTACAGGGCGCAGCGACTTCTAATTCGTACG
ATTGAAGAGATAAACTTTCAAACTAAGAAATGTCAAAAGGCCGGACGTGAAGTTTGCTGG
AGAAAAGAGAAGGCGGTGAGGATCGTCAGTACGGGCCGCCAGGGGAGGAACCCAATGTGG
GTCAGCGTGGAGGACAAAAACAGCGAGAGCACAGAGTCAGGAACTCCCAGTTCCTCCAAA
TGTTGTGTGACCCTCATGCCTTACACTCTGGTCACCCCTCATTACCCGCCCATCTGCAGG
CCGGTGCTACTCCTGCCCTCCATACTGGGACGGATCCTAGACAAGAAGCTGGCAGGCTGG
CAGGGCTTTGAGCTCTGTGAGCCCGAAGTGCTGATGTCCAGCGAGCACGCCGCCCGGCTC
CAGAGGTCCGAGATCCTGGAGGAGAGCGAGCAGGGCCGGTGCTACACCCTGCAGAGTGTG
GAGAGGGTCATGAAAAAGGGAACTCACTGCGTGCTGCCGTTGGGCCTGGACTGTGTGC
>AU171862 ID   AU171862   standard; mRNA; EST; 636 BP.
AATTCCTTTACACAACGCTGCTTCATACGGGCACGTGGACATCGCCGCCCTGCTGATCAA
GTACAACACATGTGTGAACGCCACAGACAAGTGGGCGTTCACCCCACTCCACGAAGCAGC
GCAGAAAGGCCGGACTCAACTCTGCGCGCTGCTGCTGGCGCACGGAGCCGACCCCACCAT
GAAGAACCAGGAGGGACAGACGCCGCTGGACCTGGCAACGGCGGATGACATCAGAGCTCT



GCTGATTGATGCCATGCCGCCAGACGCCCTGCCCAGCTGCTTGAAACCACAGGCCACTGT
GGTGAGTGCGGGCGTGGTGAGTACAGGTGCAACGGCAGCGGTGGTCATTTCGCCTTCCCC
GTCCCCCTCCTGCTTATCGGCAGCCAGCAGCATCGACAACCTGACCGCCCCCCTCAGCGA
CATCGCAGGAGCCGGGGTCACCAATGTCGCAGATGGAGCGTCCGGCTCCGACAGGAAGGA
GAACGACACTCTGCTGGACATGACCATCAACCAGTTCTTGAAGAGTCTGGGCCTGGAACA
CCTTAGGGACATCTTCCAGCGAGAACAGATTTCCCTGGATGTGCTGGCAGATATGGGTCA
CGAGGAGCTGAAGGAGATCGGCATCAACGCTTACGG
>AU171863 ID   AU171863   standard; mRNA; EST; 556 BP.
TTAATTTTCTAGTCTAATGAACCGTGGAGAGTTTTAGTTTGAGAGTGGAGTCAGCTAATA
ATAAAAAAAAGAGATTAGGAAGCTCTACAGGTATGCTCGGTGGTTTGGGATGCTCTGAAC
AAAAGGTATTTTAGAAAAGTCCCAGTGAATTGCTCCCTTGTCCCTCCTAAAATAAAGCTA
CGCAGGCACACAAAGGCCACCTCAGGTTCCTTTCTATTCATTCACACAAATCTGCTGGTT
TCCTGTCATAAATTAGGTGCACATTTGGTCAGAATGTGGACAAATAATGAGACACCTATT
TTCAGCCATAGTAACCTTGGAGAACCCAAGGAGTCAAATTTGGCCACTGTTTTTTTTTAG
GCTGCCATCTGGACTTTTCCATTAAAAGATCTTTAATAAAGTGCTAATAGTGGTTTTAAT
CACCTCACAACACTGGCAACCTACTTGGGAAAAAAAATGTCGGTTGTAAAGTTTCAGATT
TTGAACGGCTGATTATGTTGAACAAAATATTAGCAGTTTTAGTATAATTAGCGTCTTTGT
ACAAAGGCAATTTTGG
>AU171868 ID   AU171868   standard; mRNA; EST; 367 BP.
CTCAAACTCTTCAAAGCAAACTTGGCGTCGGGTTACCGAGCCTCTGTCAGCCGTTGAGGA
ACCGGGGCATCGGACGGTCGTCGTTACAGAGCTTTAACGGGGGTGTGACGCAGCAGCAGG
CTCGGGGGAGAAGGTTACACACCGGCACCGCCGGTCACGCTGGGACCCAGGTAAGAAAGA
CGGGGCGGAGGACGGCGTCCCGGATGGAGGCTCCGATCCCGCTGGTCCGCCGCCTCCAGG
ATGCCCTCGACAGCCTGGGCCAGAGCCTCCAGCTCCCGCAGGTCGCCGTGGTGGGCGGGC
AGAGCTCCGGGAAGAGCTCGGTGCTGGAGAACTTGGTCGGCAGGTGAGCCTCGCGGTGGG
AAACGGC
>AU171869 ID   AU171869   standard; mRNA; EST; 673 BP.
AAAAAANAAAAACCTGCAAACAAAAAGAAGCTACTTGTCACTAAAAGTGATCCTATTAGC
TAGTGTAGTTTATATTTCTTGTATTAAATTTTGTATTATATTTTCCTAAATGTTCTCATA
TGATGAAAATACAAAAAAATGTAAAAAATAAAATAAAAATGGAGTAAATGTATTTATCCC
CCTCCTCATCTCTACCTTCGATACATTTCTATAAATATATTTATCAGAGAGACGGGCAGA
AGCCGGGCTTTTTGAAGGGAACCTGGGGACAAAGCTAATACACTGACCCGCCCCTCCTTC
CTTCTCCCTTGGGTGACATTTCTGCTGTCATTCTGTGCCTTGGCGAGTCTTTTACATCTC
TCCTCCTCCTCAGGTCCCACTCTCTCCCATTCCTCCCTGGTCTTCCTTCTGTTTGCTCGT
GGCGGTGATTTCAAGTACGCAAACCGCCGCCACGAGGAACGACAGGGTAGGATGCAATTT
TCAGCACAGTAAGGACAAAATTACCCCCCCCCCACTCTATTGCTCTGTTGGGTTTTTGCT
GAAACCACCACCACCGCCAACCCGCTCCCTCATGATGCCAGTACCACCTCCGTCATGGAA
AATGTGCGTGCGAACACACTGGTAACCCCCCCCTCCTCTCTTCCCAATGGCAGCTTCCAG
TTGCCCCGGACGG
>AU171872 ID   AU171872   standard; mRNA; EST; 222 BP.
GTTGGAAAGTGATGAGCGGGGATGCTGAAGCTGCCGGGGAGCCCGCTTTGTTTGGAGGAG
CGCAGGGCTTGTGTGCCGCCGTCGTCCCCCAGCTGCTTCCCTGTTGCTTTGTCTTCACTT
GGTCCTCTGATACCGACCGGGCAGGGGCGTGGTTTGTCAGGGTTGGACTGGGACCAGCAG
CCGCTGCAGCACCCTCTGCAGGTCAGGACCATGAATGTTTAC
>AU171875 ID   AU171875   standard; mRNA; EST; 609 BP.
ATTTGGGAGGAAGTTTTCCAGAGTTTGACACAAAGCCAAGNAGGAACAGTTTCAAATCTC
CGAGTGCAGATGAGTAATAATTTACTTTATAAATTTGGTGCAGCGGTACGGTGATGTACA
GACACAAACCTCTGAGCCAAAATAAACAGGCTGACATGGAAAACCATTTTGCGCTTTGTG
TTCATAGATTAGAGAAAGATCTGCACAAAGTCTTAGTTGTGTAGCATAAGCTTGTTTTTG
TCAGTGCCTCAAAATGTGTGGCCATGTACACTAGTTGAGCTAAAAATGGATTCAAGGGAC
TGACCAAGGACCTGGGAATGTAAAGCTGAAAAGAAAAAAAAACTGGATTCTGTCTTCTCA
CCTGCAGCCGGATCGTTTCAACCCACTGAAAAGAAAGAATTCAAAACAGCAGTTTCAGCT
CACAAATCAAACAGGAGGGTTTGTTCCATTTAAGCAGCGACAGTGTGAGGCCTTCCATAG
TTCAGGCTAGCCATACAAAAATGCAAGTTTAGCTCTGAATTTGATTGACTTGGAAAAATA
ACAAAGGCTGGGATTCATGGTAGAACCTGGAATGTTTTAAGAGCTTAGGGAAGGGGGGGG
GTTTGACCC
>AU171879 ID   AU171879   standard; mRNA; EST; 690 BP.
ATTATTAAAAAAAAAAGTTTCATTAGACCAGTCCTTCTCAGGCGTGATGCAATGCCAGTT
TGTACCAATCTAAAACCTGTGAGTTGCTGTCCCGGCAGATGCGCACTCCCATCTTTGAGA
ATGAAAAGGGGAGGGGTAGTGGGCGCAGGCAGCAAGGTGAGCGGCGCTCTGATTAGAACA
CGCTGCCCGTCACATTCCACACACTGCAGCGTGTGAGTAATGCTGTACTGACAATGTTTG
GCTCCACGTCTGGATGTGAGCAGTCTGTCTCACATCTAAAGAACATTCAGACCAACCTAC
GATCACGTTTAACGGATGGAAGTCTCAACGCCTGCATGAAGCTTAAACTCACCACGTATC
AACCAAACAAGACCATCAGCAAAAACCTGCAGCACCAGAAGTCACATTAATGCTAAGAAA



TACTAAGCATTTATTAGCAACACCATAATGTAACGTCCCTTTCTCACACTGAGGCACAGA
GACTTAACCTCTTTTAAGGTTCTTTAAATCTGGTTCCTGCAGGCCGTAACAAACGCCGTA
CAACTTATTCAGCAACTCCTTAATCTCTCCTGACGAGAGCGCTCCCCCAACTTTATATTC
ATCAGCCCTCCTATTTCCTTATTTGGCCCATAGCTGAACCCCATTGGTCCAAACTCCCCA
ACGAGAGGCTGAGTGACAGAACTGAGAGCC
>AU171881 ID   AU171881   standard; mRNA; EST; 666 BP.
TTTTAATCCACTACTACAAATGATGGTTACCTCTGATGAATATTTTACATTTTACAGTGT
AATTAAAAATAACTTTCCAAACATAAAACAGAACACAACATTTTCAAATAGCTGTTTTTT
AAATTAAAAATATTCCAAGTTTAGATAAAATGAGAGGACAGTTAAAACTTTATCTTAGGC
ATGCAACTCTGTCTTACCTGGCCCCTGTTACAGGTGACTTCCTCCCTGGGTCAAGTGATG
TTCCCAGTGGCTCCTCACCCAGTGACCTAGTGTCTTTATTTAACTGCTGTAGACGTGAAC
TTAGCTCCCCTATAACAGAAGGTTTTGTACCTTCATCTGCACCCAGCCCAAGTCCCAGTC
CACCAAGATTGCCCAAACTTCCAATGCTTAGCCCCACCCCTGGGCCTCGAGGCTCCACTG
GGTCCCCCCACAGCTTGGACCTCCTTTGGAAGAGGTAGCGAGGCTTGGTGGGGCCTAGAC
CAGTCACAGAGGCAGAACCTCCTGCAGGGAGCCCAGCTCCTCCAGCTGCAGCAGCAGCCA
GGGCAGCAGCCTGTTGTTGGGATAGCAGCTCACTGTCGGAGCTCTGCTTCAGTAGAGGGT
CCCTGAAGGTGACGGGGCCTTTACTCCCTCCTATCTGGGACTTGAGTCGGGGCTTAGGAG
GCACTG
>AU171883 ID   AU171883   standard; mRNA; EST; 663 BP.
AGNAACTGATCCCAGNAGGNAACTCCTGAAGGAAGAGTTCAGCCTCCTACCTGTGCTGTT
CTCTGATGAAGCTGGCTTAGGTATGAAAAGCTGATCCCACAAACTCTGACATGTTTGGAC
GTCCTGCTCCTGAAGAGAGGCTGAACCTGTCCAGGTGAACTCACCTGATGACCTCACACC
TGTGTCCACAGGGCAAACACTGCATCCTGGACGTGTCCGCCAACGCTGTGAGGAGGCTGC
AGGCGTCTCTGCTCCACCCCATCTCCATCTTCATCCGCCCACGGTCTCTGGAGAACATCC
TAGATCTGAACAAGCGTCTGTCCGAGGACCAGGCCAGGAAAGCTCTGGAGCGAGCCATCA
AACTGGAACAGGACTTCCTGGAGTGCTTCACAGCCGTGGTTCAGGGCGACAGCTTCGATG
AGATCTACCACCAGGTGAAGATGGTCATCGAGGAGCAGAGCGGGCCCTACATCTGGGTCC
CCGCCCGCGAGCGACTCTGATCAGCTGACCAGCCCCGCCCCCTGCTGCCAGCGACATGAC
CACATGAAGATCAGACTTTGATCTTTGCTCTTAAACTTTCCACATGGATGCTGTAACCAT
GGAAACCAGGAGCAGTTTTCCAGACCGCTGAAGGACTTCCTGTGTTTTCAGGAAGTGGAA
CCT
>AU171886 ID   AU171886   standard; mRNA; EST; 717 BP.
CTTTTGTGGAGGAGTTAACCTCGTTTCTGAGCGCTGAGCCGGTCTCCAAGTATCCCGGNA
TTTCTCCAGACAACAGTGCCTTTCTGAAAACATCTCCCAGGACGCGCACGGNAGATGTAA
ACTTGATTACAGACGCCTTTCTTTCGTAGAAGAATCATTTCATCTGAGGGGGGGGGGATT
CTTCTTCTTCTGTTCGCTGTTTGAGCATACACTCTCGCTCTTTTCCCTTCAAGAGCCCAG
GCCCTTAATGAAGCTCGGGGTCAGCGGCAGTGGGAGGCTAATTGGCCAGGTTTGCCCGGG
GGTCCAGCTGCCTGTGATTGAAGTGTCCAGTGAGCGCCCACTGTGTAGCTGCTGCACCTT
ACTCCGTTCCACTCCAACAGCCAATATACTTACTGAATCCCTGTCAGCCTCTCCCTAAGA
TGGCATGCTGGGTTTCCTTCCTCCTGTTCTTGTTCTGCCAGTCCACATCAGATGCCGACC
CCATCAAGGAGTTCCCCACCAAGACTCTTATTAACAATGTGGTTCAAGACCGGCAGACGG
GCCGCATCTACCTGGGAGCAGTCAACAACATCTTTCAGCTCGGACCGTCTCTTCAATTTG
AGGCCAGCGCAGAGACGGGTCCCAAAGAGGACTCCCCGACCTGCACGCCTCCTGCTTCGT
CTTGCCACGACACAAGTCCCATGCCCAACACCAACAAGCTCCTGTTGGTCAACCAAA
>AU171891 ID   AU171891   standard; mRNA; EST; 630 BP.
CAAACGCCTTTAAGGGATCTTCCAACTCGATAGTTTAAGGAGTTTTTTAAGGGGTTTACT
ATTTGAATGTTGACTGGAATAGCATTTTATGTCGTGTCCTATTTTGAAAAGATCATCGCC
TTCGCCCGACAGTAGCCAGGTCGAGCTCCGGCGGCCTCGTGACCCCGCGACCCCGAAAGG
AACACAGCGGCTTAAGAAGACGAACGGCAGCGATCATGACAACAGATTCTCGATGAATAA
ATGAAAATGTTTCTGTTCATTTTATTTGTGGAGTTCAGTATTTGCTGCTCGAAAGGTTGC
TGGTTTGATTCCGGGGTTTCTCTCAGTTTACAATGCCCACACGCTCCAAAGTTGAGGTGC
TGAAGGCCGCTAAAGACCCGATCCCATGCTCACATGTTTCTGTGACGTTTATTTCGAAAG
AATTAGGCCTGAAATGACATTTCTGAGTATTTCTGTCTTTAGTCTCGTCGTTTTCAGGAA
GTCAGACGCCGTTTCTCAGAGCCGAACTGTTTCATTGATGCAACGCCTGTTGATGCCTCA
CCATCTCAGCCGCATTTCCTTATAGGGCAGTTTTGTAAAGGACACTAAACGCATCGTCAT
TCGCACACAGTTGCAGTAAAGTCCTGCGCC
>AU171893 ID   AU171893   standard; mRNA; EST; 630 BP.
CCTTATCCAGACCAAAGTCCCTGATGGTTTGCTCCCCGTCCACCAAGCTGTTGTCTTTGG
AGGAAGCCCAGGCTCGTACCCAAGCACAGCTTGGTTCGCCGGCTACCACGCCCTGCCTCA
CCCACAGTGACTACATTGAGGTCGGGGAGGGGCCTGAAGCTCTCCTCGGCAAGTTCCACA
CAGTCATCGAGCTCCCAGTGGAGAGCACTAAGCGGCTTCCTGCCAAGGCTAAAAAATCTC
CTGTGGGGAACTGGCTCTCTTTTTTCCACCTGGGCAAGTCACACTCTGTGTCCAAGCGTA
AACTGAAGCGACACCCCAGTGAACCAAATGAGATAAAGAGCATTGCACTGCCAGGTGGAC
GAGGACACAGCGGCACATTGCGCTCTACGAAAAGTGAAGAATCTCTCACTTCTTTACAAA



ATTTAGCAGGGGATCGCTCGAGTTACCGCCCTCTCCGACCTCGTTCAACAAGTGGGGCCA
TTTCTCCAGTCAGCAGAGAAGACCTGCACAAGACCAGGAGAAAAGATGACATTGAAAACC
CCCAACTAAATGAGGAGCAAAGCGACGAAGATCAAACCTGCACTGCAGGTGTTTCTCCTC
CAAACATGGAAGACGATCTGGACCTTTCCC
>AU171894 ID   AU171894   standard; mRNA; EST; 620 BP.
CTCCTATGTATCAATACCTTGAGAAGAAACACTATAAAGAGGCCTACCAGATTGCCTGTC
TGGGTGTGACAGACAGCGACTGGAGAGATTTGGCAACAGAAGCTTTGGAAGGACTTGATT
TTGAAACTGCAAAAAAGGCTTTTATTAGAATCCGAGACCTACGCTACCTGGATTTGATCA
GCAGCATTGAGGAGAGGAAGAAGCGGGGTGAGAACGACAATGAGCTGTTCCTGGCAGACG
TCTATGCCTTCCAGGGGAAATTCCATGAGGCAGCCAAGCTGTACAAACGCACAGGCCATG
AATCCAGAGCCCTCAGCATGTACACAGATCTACGCATGTTTGAGTACGCCAAGGAGTTTG
TGGGAACAACAGATGTAAAGAGCTCCCGGATGCTGATGGCTAAACAGGCAGATTGGGCTA
AAAGCAGCAACGAACCCCGAGCTGCTGCTGAGATGTATCTGTCAGCAGGAGAACACATGA
AAGCTATAGACATTATTGGAGAGCACGGTTGGGTGGACATGCTCATCGACATTGCTCGTA
AGCTGGATAAGGCTGAGCGTGAACCACTGACGAAATGTGCACTTCACCTCAAGAGGCTGA
AACATCATGGCTATGCCTCA
>AU171906 ID   AU171906   standard; mRNA; EST; 760 BP.
CTGGCAGAAATGAGAGTGATACTGGTGTGTGCCCTCCTCTCCCCACTGTCTTTGGCTCGG
GCCTGTCCAAAAGAGTGCAGTTGCAACAACAAAGTCGTAGACTGCCGGGGTCGTGGTCTA
TATGACATTCCTCGAAGACTACATCCAGAAACTCAAGAACTGTACCTCCAAGATAACCGC
ATCCGGGGAATTGTATCAATGGCTTTTCGGGAAATACCCCTTGTCCGTATTCTTGATCTA
TCAAATAATTCTATAACATCTATTTCACCAACTGCTCTGTTGGGTCTGAGGACTCTGCAG
CGTCTCAGCCTGGCACACAACAGCCTCAGAGAGTTCGACAGGCGACTCCTCATTCCAATT
CACTCACTTTCTCGCCTTGACCTTTCACACAACAGTCTGGGAGGGTTGCCTGGAGCCATG
GGGGACAGCTTAAAGAACCTCAGCTTCTTGGGGCTAGCATACAACAGGTTAACAAGACTG
GACCGCTCACTGATGGAGGCTATGACGCTCCTGGATGGCCTTACACTACAAGGCAACCCC
TGGAGGTGTGACTGCCAACTGATAGGCCTGAAGCTCTGGCTGGAGACTTATGTTTTTAAA
GGTGGTGCCATAGATGAAGTGCTTTGCTCCCAGCCAGAAGAAATGAAGAATAAAGATCTG
CAAAAAGTTCCTTATGAGCTCTTCCATGCCTGCATGGCTACAAGCTACCACTACCTGTTT
GCCAACATACATCACCTGGAGTCTGAGAGGCTACTGCGAG
>AU171908 ID   AU171908   standard; mRNA; EST; 531 BP.
TATCCATGCTGCTTGATCACTAGTGTCTAGAGACAGAGGGGAAAATATGGCAGGGGTGAT
AGAAAATGAGAATAAAACGGGAATTGTATGGTGCAGAGACTTGGCAAGGCTAAATGTAGA
CAGAAAGTTCTAAAGAAAAAAAATATATATATATATAGACAATCCTTGTGTGATTTAACC
GGTTTGCAATAAAGTGCAAAAATACATCCAGCACTTAAAGAAAGGTTAGAGTTTACACAT
TAAAAAAATACTAATTAATAGCACAGATAGACCATGACCAGTGTGTGGTCATTCCACTTT
GCATCAACATCACCATTCCTGTGACATTAGCCGCAGGACTCTTCTAAGCCCTATTACACG
CAACATTACGAATGGCTCTTCCCTGGAATATTCATCCTCAACACCTGCTCTTGCTGCGAC
ACACCTCCGCCACTCTCCAAAACTGTTAGCTAGTGTGCATGTTTACTCAGTCTGAGCAGT
ATATCAAGGCTGTTTATTTCACCTGGAGGCCAGGTTTGCAAACAAGCTTTG
>AU171915 ID   AU171915   standard; mRNA; EST; 620 BP.
CTCCTATAGACTTTCTCATTTAGTGGGACAATAAAAGTATTACCTCAGAATTTGTACTCA
TCAATGCAAGTCACAGGGTGTCACTGATACGGAGATGCCACAGTTTCATATTTGTTCTTT
CCCAGCAGGTAAGTCCAAACCAAGCTAAATGGCACAAAGAGTGTTAGTAGAATGGTAAAC
ACACTAGAAAAGGTTGCATTTTCACCTTCATCACTCTTGTTTCTGCCAACAGTTGCCAGG
TTTCAGTCCAGATCTGTCACACTTCCTGTGAGAAAATCGGAAAGAGATCAGGATGAAAAC
AGAGGACTGAAAACCACCCTGCAGACCCCTGTGGGTCATCTGTAAACATCTTTTTGTCTG
GTCCCCTCACACCTTTGAGTCCTCTCGCAGTGTGAATTGGTGGCACACAGGCTTTGTAGG
TAGCGTAGTTTGGTACGGTCCTGTCACTCTGGCCCATCAATCCTGCATGGTCCCCATAGG
TGTTCCAGCCAGCATGAGAACAAGGACACAAACTGTGAATCATCTTTGTACTTTTACTAA
AATCTTTGTCTGATCTTATTTCTGTCTGGGTTTTCCAACAGTTTTTAGCACTTTATTGGT
TTCTATTAATTCAGTTTTTT
>AU171919 ID   AU171919   standard; mRNA; EST; 685 BP.
CGCGGACCGTTTTTTTTTTTTTTTTTTTAAATTGTCAGTGATCTTTAATATGCTTTCATG
TTGAGTGATTTGTTGATGTAATTTTCACTTCAGGGCCACCGTAGTTTACAGCTCTTTTTA
GAGGAAATGAGGAAAAAACCGAAAAAGTCTGAAGAAGAAAAAACTAAAATAAAGATCTGC
AGAAGTGCAGGTTCAGAGTCCTTCACATTTTGTTCTTCACCGGCTCAGAAGTGTCCGTCT
TCATTTCTCAGAGTCTGTTAGTCCAAACTGGTCAACAAAGAAAGTCAGATTGGGTTTTTT
GGTCCCGTGTCTTAAAGCTGCGCTCCAACTTCAGCGCCTTCACAAACCTCCATCTGTTCA
GAATGTGGGCGGCTCAGGCTCCGTCCTCCTCCATCACTCTACGTATTCCGTTTCCGGACA
GAACCGCCTGCGTGGCGGGGCTCAGGTCCCTGATGCTGCTGTGCTGCGATTGGCTCTCCA
GCCTCAGGGTGGAGCCGTGCCTGGAGAGGCTGTCCAGCCGGTTGGTGCTACAGTGTCTGG
ACTGGGCGTTGAGGCGCGGCAGGCTGCCAAAGGGCGGCCGATCGTCTGGCGCCCGGAAGC
TGGAGCCCGTGTACCTGCCGTCTCGGGAGCGGTGCAGGCTGCCGTGGTAACTGCTCATCT



TGGAGCGAGCACTGCGTACCGAACC
>AU171921 ID   AU171921   standard; mRNA; EST; 268 BP.
CTGGCATCGCAGAGCGAGCTGACCTCCTGGAACCGCCGCGGCTCCGGTAGGGAACGGTAG
GGAGGCCCGGGCGGAAACTTCCTTCACGGCGGATCTAAAGTGGCGCTGACCCCCCGAAAG
AAGAGCGAACACCGGGCAGGAAAGCCCTCCGGTTCCCTCCGAACTCCGCCGGGCGGGAGG
CCGATGCCCGCGGCAGACCGTCGCCTGCTCCGCCATGGCCGGATCATGAGGTGTCTGACG
TTCCTGCTGCTGCTGCCAGAAGGCGCTG
>AU171923 ID   AU171923   standard; mRNA; EST; 667 BP.
AGAGGCAGAGCTACAAATGTTATTAGAGGAGGAAATCCCTGCTGGTAAAAGAGCGCTCGT
GGAAAGCTACCAGAATCTTTCGCGGGTAGCGGAATACTGTGAAAACAATTATGTTCAGGC
TCAAGACAAAAAGAAAGCCCTGGTAAGAGACCAAAGCCTACACCACCCAGTCTCTGGCCA
GCGTTGCCTACCAAATCAATGCCTTAGCAAACAATGTGCTGCAGCTGCTGGACATCCAGG
CCTCGCAGCTGCGCCGCATGGAATCCTCCATCAACCACATCTCCCAGACTGTGGACATTC
ACAAGGAGAAAGTAGCACGTCGAGAAATTGGCATCCTGACCACAAATAAGAACACTTCTC
GCACTCACAAGATCATCGCCCCAGGAAACATGGAGCGGCCGGTGCGCTACATCCGGAAGC
CCATCGACTACACCCTGCTGGATGATGTGGGACACGGTGTCAAACAACATGGGAACAATG
CAGCAGGGCGAGGGGGGACCATTTCCAGAACCAACCCACCCTCACAGAAACCACCAAGCC
CCCCAATGGCAGGTCGTGGCACACTTGGGTACGAAGTTAAATCTTTGGAATCTATTGGTT
TGAACTCAAGAAGATTGCTTATAGGATGACTTTATTGATTTTGGGTGAAAGGATTTTTCT
AATGATC
>AU171926 ID   AU171926   standard; mRNA; EST; 600 BP.
AGGGCGAGATCTTTTAGGTTTCTGGATGTGCATTCTGAGTTGATTTTTGCCCAAATTTGC
TTCAATAATCGTTTTCTTTTTCTGACCCTCTCAGCAGGATGAGGAGTCTCCTGGTCAGTC
CCCTCCAGGTTCACCCCCCGCCTTCCCCGACGACGACCCGGAATCTGGGATGCAGTTCCG
CCGGCGTGCTCACACCTTTAGCCACCCGCCATTAAGAAAACGCATCTCCTTTGAAAGTCA
ACTGTCCAATCAGAGCAAACAGGCTCCTCTGCGCAGACAACTGTCTGTGAATTCAGAGCT
GCTGCAGAGCAGGTACAGTCACCTCACCTGGGAGAAATAACTCTCCACTCCATCTTTTTA
TTAAGCCAGCTGTTGTTATATGAGTGAGCTTTCGTGTTCAGTTTGAAGAAATGCTTACTG
TTGCTTCACTTTAACACAAGCTAAATATTTAGTTGACCTTCTAATGTGTGCAGACCTAAT
CTAATCAATTTGCAGGGCTTTGATCAGTCCAGTACCACAGCCCTCCTGCTCCACTGTCCC
AAACAAAAGCCTGTTTGCTTCCTGTCCCAGTTTTTATCCCACAATGACTTCCTCAGATGT
>AU171931 ID   AU171931   standard; mRNA; EST; 586 BP.
GTCCGAACTGCTTCACTTTAGTCCGCAGGAGATGGGAGAAACAGAACAGACTGCGGGTGT
TTCAGCCTTCCGGGGATTTACCTTCTCTCTGCCAAACTCCTACATGTGACCCTATATCGG
TTCTGTTTAATCCGAACTCGGTTTGCGGGAAAAGGGAAGGTTCGGCTATTTTTGTACCGA
CCGACACAGTCTCACAGCGCCTTCGCGTTAGTTTAGTTAGCCTTACTGACTCTAATGGAC
ACTGCTTTTCCTTTCCTGTCGGGATGTGTGGATCGGACCTCACCGGCCTGCAGTGACATG
TAACCACTGAAAAGCAGACCGTACCGCTCCGTAGTTTTTTCTTTTTTTTTTTGCTCTTCC
TGAGAGCTCAGGTGCTCGGCACAAACACGTCCGGTCTGCGAGAGTCGTCACGATCCATGC
CGAGACCGTTTTCCGGAGAGAGCTGCAGAGCGAATTAGGGTCTGTTGGTTTTGGGAGGTC
GGGCTGGCGTTTGGACATCGGAAAACAAGAGTTTTGAAGGAAGACAGCCGAGAAGATGTC
AACCAAAACTCCCTTACCCACGGTCAACGAAAAGGTGACGGAAAGT
>AU171932 ID   AU171932   standard; mRNA; EST; 343 BP.
GATGGATCCAAACGGGGATGGGTGCGGGTCTGACCATGCGCGGGCTCTGGTGGCCTCCGG
TTGGGTCATCGCAAACGTTACAATGGAAACTGCACTGCTTTTCAGATGTGGGCCGCGCTC
TTTCTAAGGGGCTGCACAGAGGAGCACGAGATGAAGACCATGGAGCAGAAGCCTGAGCCC
GAGCCTCTGCCGGCAGGGTACCGGCCCTCCCCCCGCCAAACGTGGCGATGGGATAGCTCG
CCGGTCCCCCCAGGGCTCCACAGCACTCCCAACCCACAGCGGTGGGCCCACGTGGGGCCC
CCACCACCTCCTTTGCAGCGGCCACCCAAGGCCCTGCTGCCGG
>AU171934 ID   AU171934   standard; mRNA; EST; 706 BP.
GTTTTTTCTGTGTTTTGTGTATTTTATTTCTATCAGAGTGGGACTTTGTTGTTTTCGTGG
ATCTTTGTGTGTCTCTGATTGCTTTCAGGTGTGGTGCTGGAAAAGGTGTGGCTCCCGTTT
TTTTCCTTTAAAGGCACCATGTGGACCTCCAGCCTGAGAGAAGGAAGCTTTGCTGCAACC
TGCCTCCACTTGGCGCTCTTCTCCACCTGTTCTGTAGTTTGTGTTGCACTTTGTAGTTTT
GTGTTCAGGCCCACTCTGTGTAGTCTTTTGTTTGGTGTAGTTATGTTTCAGTGAAGCTGA
AGGGGTGAACTGACATTACATTATCTTTTACATGTTTTCTGCTGTTTATGTTAGTCTAGG
GAGGTTGGTGTTTTGTCATTGATTTCCCTTTTCTTTATTCAAAGGTGAGATTTCAGATTT
CAGTTAGGTGTTTTTTTATTTGTATTTTTTTGGCCTTGGTTCACCCTGAGGCCTTTTTCC
TTTGCCTTTTAAGTTATTATTTGTCATATATTAATTTGTAAATACATGTGTTACTTTTTA
TTCATTAAAAATTAGCAAAAACATTGACTTCTATGTTACGCGCCTGAAGGTACCCCTAGA
CATCAAATGGGGCATAACAACGCGATGTAAAAGTTGTACATTGGTGGTACATGCGTGAAA
AGTCCATTTCGTTCGCATCTCGCATAAATCCTGCTCATTTGCATAA
>AU171939 ID   AU171939   standard; mRNA; EST; 655 BP.
CTCGGTGGCTTCACGTGAGCTTTTCACAGACGCGGTTCGGGCGGTTCTGCACAGCTGGCC



GGTACTACAGATTGCAGTGGAGAACGGGTTCGGGGGCGCGTTCGGCCCACAGAAGGCGGA
CTGGATGGTGGACGTGGTGCAGCAGTATTTCCATGACAACGCTGACCTGCAGCAGTATGA
GGTGGAGGACTACCTGGCTGTGCTCCTTGATCAAGAGTTTGATACTGTCGTGGATGACGG
GAGCTTGCCTCAGGTATCACTCAGCCTGCTGCAGATGTACGCTCACTGGCAGCAGGGGGC
GCTGGAGTTACTGAAAAACTCCATCCAGTCTCTGAGCCTGAAGAAGACACAGCGGGCTAA
GGTACAGGCTCCTCCCACATCGTCAGACGAGGACAGTGGCACTGAAACACAGGAAATGGA
GTTTGGGGAGTCCCAGGAATCCGACAGATATCCTCCTCCTCCTCCTCCTCAAGAGGAAGA
TGGTTGGACCGTGGTCAGGAGGAAGAAATGATGAGGATAAACAGCAGCCAGCCCACTGAC
GGTGCCCTCGAGGATTTGGCCCCTCAGATGAGCCCTTCAGAGACTGGCGTTCAGAAAGAA
CAACCCTTCAGGAAGCAACCAATCGGAAGAGCCCCTCAGAAAACGTCCTGCAGGA
>AU171941 ID   AU171941   standard; mRNA; EST; 681 BP.
GTTGGTTCCAGGTGCTTCTTGGCATGTCTGTGGCCGATTAGAGAGCCTAGGAGAGACGCC
TCCCCACCGTTTCCATTGGGAGTCATTTTGTCTCCGGGAACAGACTCAGTCTGGTTCCCA
GTTTCTGCATCCTGGTCACAAACGTGGTCAAAGCTGAGTGACTTCGGCAAAACCATGACC
TTGTTTTTAAGGGAGTCATCCCGAGGTTTTCCATGGTGGCTTGGCTCAAACTGGTTTCTC
TTCAAGGTGCCCCGGTTGCTGCCGTGCTCGCTGCCGTCGTCTCGGCTGCACTGCCGGTGG
ATGTGCATGGTCTCTGGGATCTCTGTGATGCGTTTCATCAGGGTGCGTCCCAGGCCCTTC
TTTGAGTTGCGTTTCTTTTGAAGGTGTGGGTTGTTGGCGAGCATCTTCTTTCGTTTGTAG
ACTTCCAGTTGTGCATACAGCTTCTTCAATTCATCCCGTATATCATCAGGGTCCAGGCTG
TGCTCGCTCCAGGCAGAGGTGATGCTATTGTTGAGGTAAGACCCAGATCTTCCCATGTCA
AGCTCCTCCTCGTATGCCTCTGTGGCGATGTCATCCCTTGCCTGAATGCCTTTTGACAGG
AACTTTGGGAACAAGCAGAAGGCCCAGAGTCACAGTCACAGTCAGGTGAGTGTGAGCAAA
AAACAGCATGAGCATCCAGTC
>AU171944 ID   AU171944   standard; mRNA; EST; 360 BP.
GTGATATGTTTGTCAATACAGAATATCTCATCCAAAAGCTACTAAAGCCCGAGTTGCCAC
CCAAGCAGAGGTATTTTACTGGCTACCTGATGAGGGGCTACGCACCAAATCGAAACAAAG
ACAGCAAGTGGTACATGCCACCAGAGCTTTATGCCAGTGAGCGCTACCCGATATTTTGCT
CAGGCACAGGATATGTGTTCTCAGGGGACATGGCACAGCTGATCTATCAAGCCTCTCTCG
GCATCCGCAGACTGCACCTGGAGGACGTCTATGTGGGAATCTGCCTGGCAAAGCTGCGCA
TTGACCCTGCACCCCCTCCCAACGAGTTCCTCTTCAACCACTGGCGCGTCTCTTACTCCA
>AU171948 ID   AU171948   standard; mRNA; EST; 733 BP.
TATAAGTGCAGCCTCAGAGGATGATGGTGTTTACACCTGTGTTGCTACCAACGAGCTGGG
CAGCGTCAGGTCATCAGCCAGCCTCCATGTGCTGGTCGTGACCACTGATGGGGTCCAAGT
AAACTGGAAGGACAACTTCGAGTCTCACTACATGGAGATGGTTGAACTGGGAAGGGGTCG
TTTCTCTGTGGTGAAGCGCTGTGATCACCGCAGTACCAACCGCTCTGTGGCTGTCAAACA
CATCAACAAGAAGCTGATGAGGAGAGACCAAGTGACCCAGGAGCTCAATCTCCTCTGGAG
GCTCAAACACCCTCACATAGTGAGCCTGCTGGACATTTTTGAGACCTCAAGCAGCTACGC
CCTCGTGCTAGAGCTGGCTGATCAGGGACGTCTGCTGGACTACATTGTGAGCTGGGGGAA
CCTGACCGAAGAAAAAGTGGCGAGCTACATGCGCAACGTTTTGCAAGCCTTACACTATCT
GCACAATAGCAGAATTGCACACCTGGACGTAAAACCTGAAAACCTACTGGTTACCCACAA
TGCCAGTGGTCAGCCTGTGGTCAAACTTGCAGACCTGGGTGATGCTGTGCAGCTCAACAG
TGCTCATTACATCCATCCTCTGCTGGGCAGCCCGGAGTTTGCTTCGCCTGAGCTGGTTTT
GGGTGAGCCAGTGTCACTGACCTCTGACCTGTGGAGTTTGGGCGTGATGACCTACGTGCT
GCTGAGCGGCGCG
>AU171949 ID   AU171949   standard; mRNA; EST; 710 BP.
CGGACTTTGCGCTTCGTGCTCGCTGCTGTACAAGGTTTGTGTTTGTAGTGCAGATTACAG
ATGTTGCCTCGTGCGCGCCGCTGTCTAGTTCCTCGAGGATGAGCGTTTTCTCCACCAAAG
CAGGCTTGTAAGAAAAGTGCTTGTATAATGGCGGACGTGGTCGTGAAGAGGTTCGTGCAG
ATGTGTAATTATCTCCAGGACCCCCGCCATGTAGCCAGGTTTCAACATCTCTGCGGGGTC
AGGGGGACGTTTCCGGAGAAACTGACCAAGCTGGACAGAGGAAGTCCGGACTCGGACCGT
CCCGGACTGAGGAGGAGGAACCAAAGCTCAGATGAAGGAGTTGGGTCCGGAGCCGGAGAA
GATGCCGCCGTGCAGCAGGTTAACGGTCTGCAGGGCGCCGAGCCCGGCAAGCCAGGTGCC
CTGTCAGAGGGAACCTCCAGCAGAGCCAAGCCCCTCCGGAGGAACTCCCTGACCGGGGAT
GTGGGTCAGGAGTTCCTGATCCACAACAAGATCCTCTTCTACCTGTTCACGTTTGGGACC
GAGCTGGGCAACGAGATGTTCTTCATCATCTTCTTCCCCTTCCTCCTGTGGAACATTGAT
GCCCTGGTGAGCAGGAGGCTCATCGTGGTATGGGCCTGGAACCTGTTTGTGGGACAGTCC
ACCAAAGACATGGTCCGCTGGTCTCGGCCGGCTTCGCCGCCTGTGGTGAA
>AU171951 ID   AU171951   standard; mRNA; EST; 715 BP.
CCCAAAACTCTGTTACTAATATGTCAGTAATGCTCCCAATGACAGACACAAAATCAAAAA
CGTTCCAGGCGTCTCTGAAGTAATTCTGAAAGAGGCAAGAGTAAGACATGTCTGATGAGA
CACAGTTGCATCCTTTGAAAACTGAAACTAGAGGGCAGCAGTGAGAGGTTTTGCTCCTCT
GTAACCATGGAGATACTTTAAAGGAAGGCTCAGCAACACTTTTATGCTCAGGGTTTTTTA
GGGACAAAAGGAGAATATGTTCTAGATCTGTCTACTAAAATAACCTGCTTTTTGAATAAC
TGCTAAGGTTTTTTTGGTTTGTTTGCGTTCTTAACTGTGAGAGGTATGTTTTGTGTGAGC



TGTTCTTACCAGAGGACCAAAAGCAATGACTTTAAGGACAGACTCCATAAAGAAAAAGAT
GGTAAACACAATGTTCAGATACTTGAGGACATTGTCATATGTTCCAGATGCGCCTTCAAA
CTTCATCATGAGAACAATGGTGTTCAGTGCAATCAGAGCCATTATGCTGTACTCAAAGGG
CGGAGACACTACAAAATGCCACATGCGATACTGAAAGCTGAGTTTGTTCTTTGGCATATG
GCGTGTCAGGGGCCTAGCATTTATGGCAAAATCTATACAGGCTCTTTCATTCTTTTTCTA
AGCTGTAGTCCTCCATCATCTTATTCCCCCTGTTCCTGGAAGGTGATGATGATCA
>AU171952 ID   AU171952   standard; mRNA; EST; 416 BP.
GGGGGGAGTGCGAGGACCGTCCAGAGCGGGCGGAGCCGCTGTCCGACGCCGAGATGGAGA
TCATCCAGCACACATGGGGGCACGTCTACAAGAACTGTGAGGATGTGGGGGTGTCTGTGC
TCATAAGGTTTTTTGTCAACTTCCCGTCAGCCAAACAGTATTTCAGCCAGTTTCAAGACA
TGCAGGATCCTGAGGAGATGGAGAAGAGCAGCCAGCTCCGGCAGCACGCCCGCAGGGTGA
TGAACGCCATCAACACCGTGGTGGAGAACCTGCAAGACCCCAAGAAAGTCTCCTCAGTAC
TGGCCTTGGTGGGAAAGGCCCACGCTGTCAAACACAAAGTGGAACCCATATACTTCAAGA
TCCTGAGTGGCGTAATGCTGAGCGTGCTCTCAGAAGATTTCCCAGAATTCTTCACA
>AU171956 ID   AU171956   standard; mRNA; EST; 623 BP.
TTTGACTTGTTCCTCTCTGCTGTCCTGCCCTTTTCACACTCCCTGCAGTCCACTTTAAGG
AGACACAACAACAATCGTCTTCCACATTTGAGCCATCAGACTTTTTGTCTGGTTTCCTCT
TCTGACTTTCTTACCTGTTTAGTTCTGGGAAAAAATCCGGAGCCTTTTGGAAGCCCTGAA
GACCCGTTGCCTCATTTTGATCTGCAGCATTTTGACCTGGCAGGTTCTTATTCTGTAGTT
TATCTAATTTTTTTTTTTCAGTTTGCAATCTTCTACCGTTTAGACTGTTAAGCTTTAGCC
CTTTAAATGTTTCAGTGGAACATACACGTATTCTTTTTATGTCTCCTATTCTCATAATTT
AACCTCCTACAGACCAAAACCTCCTTACTACCAGATATAAACAATTGTCCAGTCAAAAAA
TGTTTTTAAATCCACCAAAAACAACAATTTCCAGAGTCCCACCCTCCTCACATTTTGTTT
CATTAAAAAGACCCAATTGTCCTCTGTAGATACCAAAATGAGTTAGTTAAGTATCATGCA
GTGGTGGGGAGATATTCAGGTTTAGAAATGTCCTCTACAGAAGAAACATTTCACATTGCT
GGTAGTTTGACAGGTGCAGATTA
>AU171964 ID   AU171964   standard; mRNA; EST; 636 BP.
TTTCAAAGTTGTATTCCATGTGGTTCCACTAGGAAACCTGAAATACCTGAGGTTCAACTG
AAAATACAGATTTTTCTCATGTACAGAAGTAGAGCCGTGAACCTCTGATCAGGATATCGC
AGGTTCAGTTTCAACCTTGCCTGCTCCTGTGTCGAAGTGTACTTGAGCAAGACAATGAAC
ACCACATTGCTCCTGGTGGTCTTAGGTTGCCGCCAGTTTTCAACAGTGGAGCCACCATCA
TTGTGTGTGTGTTCATGGGTGAACAGGACTGTGACTGTAAAGCGCTTCTAACGATAAAGG
ACTGTACAAATATATGCCATTTACCATTTAGCTAGCTTTTGGCAAACTACTGGCATCCAA
TGAACTTTATGATCCTTTTTGTCATCGGTTGGATCTCTGATGTGGGTCTCCGCCTCATTC
CTTACCTACGAATGAAACCTCCGCTGATGGCCATCTGTTCACGCTCATCCACCACGCGGG
CAGGCTGGCTGGCCACCACCCCATCCTGATTGTTCCCCCAGGCCTTGCTGGCGCCGCTCT
TCATCCTTGATGGCGATAGCAGTGTGGAGTGCGAAGACAGACCATTACTTACAGCTTAGG
CGGGACACTCATCATCTACCTCAACCTGACTGGCTT
>AU171970 ID   AU171970   standard; mRNA; EST; 686 BP.
GTTTTTTAGGAGTTCGCACTGAGACCATCTCCAGCCTCAGAACTCGGAGTGCTCCACAGA
GTACATTCAACCTCCCAAAGCTTGTTTACTCTCCTCCAGCCATGAATTATCTGCGCCGGC
GTCTCTCGGACAGCACTTTCATCTCCAACCTCCCCAATGGCTACATGACAGACCTTCAGA
GGCCTGACCCAGCGCAGCCTCCTCCACCTGCTTCCTCCACCCCTGCCAAGTCTCCTACCG
CTGCGCCAACACCTCCAGCCACATCACCTGCACCGGAGAGGAAGCCTCAGCCGGCCCAGT
CAACTGGGGCCGGGTTCTTCAGCTCCATCTCAAACGTAGTGAAGCAGACAGCCGCCTCAG
CAGGGCTGGTGGAACAGACCCAAGTCACGACGCCGAAGAAGTTTAAGATTCTGTTGGTGA
TTGATGAGCCTCAGCAAGAGTGGGCAAAATTATTCAGAGGGAAAAAAGTCCATGGGGATT
ATGACATCAAAGTGGAGCAGGCGGAATTCAATGATATCAACGTGGTGGCTCACGCCAATG
GAACCTGCATTGTTAACATGCAGGCTCTCAGAAATGGTACCAAGGTTGTCAGGTCGTTCA
AGCCTGACTTTGTCCTGATTCGTCAACATGCCTTCAGTATGACCCAAAATGAAGATTTTC
GCAACATGATTATTGGTCTCCAGTAT
>AU171976 ID   AU171976   standard; mRNA; EST; 271 BP.
GTAGACGTGTGTATCCGTCTGTTGTGTGTTTTGTTGGTGCGGTTGTTGTTTACATGTAAA
GAACGTCTCATCGGTTGAAACGATCTGGTTTGGATGTTTTTGGGTTCATTATCTTTGAGG
CCAAAGTTTACACTTTTTTTTTTCTTTGTTTCTGTAAACATTCCCAGCGGCTCTTTCTTG
GGGGGCCGCGGGGAAGCAGACTGATCCTCTCTGCTTCTTCAAAAACGAAGGAACATGTGG
GGGGTGAAAACATGGCTGCAGATCCAGACCC
>AU171980 ID   AU171980   standard; mRNA; EST; 677 BP.
GAGTGGTAGCATGCTATACTGTCTGTATCAGAGTAAGCATGTTTTTTGGGATATTTTAGC
TTTAACACGTCCTTGTCCACAATATTTGTTTACTTAGCGACTGTTTGCACTTAGCAGAGC
AGAACTCGTAGACTCAATTAAAGAAAAACTTACATTGATGTGGTAACTTTAAATCAGTGT
CAGCAAGTTACATGTGCTTTAGCGTTAGCTCATAATCTCCTCTAGAGTCTGTTAGCAAAC
CATGTGCATCATGTTAATTTTTTACTCTGCAACATTAGCAGGCAATGGTTTGATTATCAA
AGTTGTACCTCTCTGGGCTGTGACAGGGCAAACGCTTCAGCAGGAGGGTTTCCCAAATCT



ACCGGAGAATTTGCCATTGTTGTTGCCGTTTTCTTGTGAAGTTTTTAAGGCGTTGTTTGT
GGCTAGCTCAATCTGGAATTTCCAACTCTTTAAATTATGGCTGATTAAACACAGAAATAC
AAATCTGATGTTTTGGAAAGATGTAAAATATCAATTCACAGTAGTGCAAAGTAATTTGAA
GCTAATTTGTGTTTTTGACTCAATAACTTTGTGTTCCCAACACTTCTGAGCTGTTGCAGC
ACAATGAAAAACCTACTAACTAATTACTCTGTGTACTTACTTGGACTACGAACCTATTTG
CAGGCCAGATCAGTGAC
>AU171981 ID   AU171981   standard; mRNA; EST; 491 BP.
GAGCTGCCCAAAGAGAAGTACCTTCTGAGCTGGGTGGATCTGGGTCCTGATAAGGTCTTG
TCGGACAAGGACCTGCAGTTGGCCATGAAGCTGCTGACCAGCTTTTCTACGCCGTACCTC
TGTCCGCTGTTGTTCTCCAATGTGAGTGAGTCCTCTGCTCTGCTCATCCGGCCCTTCAGC
GAGAGCGGCTGCCTGAGAGATCACATCTGTAAGGTGAAGCCCAGAGACAGTTACCTGAAG
AAGTACTGTAATCCCAAAAAGAGTCAAGGCCTGGAGTTGGAGCAGATCAAACTGTACGGC
CGTCAGATTCTGGAGGGCCTGAAGCTCCTCCACGACAACGGCATGTTTTTTGGTCACCTG
CACACGTCCAATGTCATGGTGGAAGACGACATGTGTCANCTGCTGGAGGTGGAGAACGGC
ATTCTGGGAGTTCCCTCTATGCTGCGAGCAACGTTCAGCCAACTGAGGAAGATCAACACC
ACAGAGAGCAT
>AU171994 ID   AU171994   standard; mRNA; EST; 257 BP.
CGTGGGTGGAGACCTCCAGGAGCCCACACTGTGCCTCGCACGTCTTGGAAGCACCAGGAT
TTGGGTCTGATGGAGTTTTCGGAGCCCGGGATCTTCAACTACTCCACTCTGCTGCTGAGC
GAAGAGAAGGCGGCGCTGTACGTGGGGGCCAGAGAGGCCATTTTTGAGCTCAGCATGACA
AATGTGACCATCAGAAACAACAAGGTTCAGTGGACAGTAGCGGAAACCCCCATGAACATG
TGCGCACTTAAGGGGAA
>AU171999 ID   AU171999   standard; mRNA; EST; 664 BP.
TTTTCAAGCTTTTAATGTTTAAATAACACCCTTTCTTAGAGTCGACATCATTGCAGAAGA
TTTTACGTGGAACTGGAAAATGATTTGTAATTCCACGTTAGCATGGCTTTAAAACAGTTA
AAGTTCAGTTTGAACGTCTGAACTGTGTCATCTTTTCAGGCTTGACTGCAGTTCTGCAGA
CAGACTTGGACGTGTTCCTGCAGATGTTGTTTCTGCAGATGTTGCAGTGGCGCTGAAACT
CCCCCCAGCTGTCCCACCGGGGTGCACTGTTGCCCCGACAGTCCTCTATCCTCTGCAGGA
TGATCCGGCAGCTCTTCATCTTGTCCTCGAAGGGCGACCCCCTCCTCTTCAGAGACTACC
GCGGAGAGACGGGGGACGATGATGTGGTCAACGTTTTCTACCAGAAGGTCACTGCGCTAC
CTGGAGACCAGCCTCCGGTTGTCATGACGCTCAGAGACCTCCACTTCCTGCACATCAGGC
AGGGGGGCCTCTACTGGGTCGCCACCACTACAGCTGACTCCTCGCCCTTCACCATCGTTG
AATTCCTGAACAGGCTGGCGGCGCTGGTGAAGGATTACTGCGGCGGCCTGTCAGAGAAGT
CGGTTCAGATGAACTTTGCTCTGATCTATGAGCTGCTGGACGAGGTTCTGGACTACGGTC
ACAT
>AU172003 ID   AU172003   standard; mRNA; EST; 721 BP.
AAAATATTTGATTTAACTTTTCAAAGCCAACTTCACTTATGAATGTAGAGAGGGCTGTCA
TGCCATTTCCCAACTAACTCGGTAATGAATGAAGACACAGATCAGCCGTGTGTTAAAAGC
CTGAACAAATTACTGGATGTAAAAGTTCTCTCCATGCAGCCGCGTCAGTGAATCCACAAT
AACTGTGTTAACTGAGGGATGCTGTGACGCAGCACAACAAATCTCCACCAAGACAGAGTC
AAATGTCTGAAAGATTGATGCTGAATTTTAGAAGAAAAAAAAGTGTCCCTTTTCTGTTAA
ACACTCTCCAGCACAGCTCCAACGAAGGAACCAGCTTTCTGAAATGCTGAAGATTTTATT
TTTTGATGTTCTTTTTTGTGAACACCAACCTTTTTAAGGTGCTGGAGCGATGCTATCCAA
AGGAGGTTCAGGAGCTTTATGATGCTATGAGAAGGTTTGCCAGAGTGGTCGGGCCTACGG
AGCACGACAAATTCATCGAAAGTCATGCAGTGGAGTTTGAGTTGCGGCGAGAGATCCGCA
GGCTGCAGGACTACAGGAAGGCAGGAATCAAGTCTTTCTGCAGCGCAAAGGTTTATGAGC
GAGTGGGGCGGCTGCGTGAAGAGGAGCGGAAGAAGAGGACCATGCTGAACGATGTGCTGC
AGTACATCCAGGATGGCAAAGCCTGTCAGCAGTGGCTCAGCAAACAGGCAGCAATAGATG
C
>AU172005 ID   AU172005   standard; mRNA; EST; 424 BP.
ATGGAAAACCAATCTTGCACTGTTCACACTGGTAAGGAATCATTGCTTGAGCCAGTTGTG
CAGCTGCGGTCAGGTGTTGAGTGACGCTTATGTGAGCGCCTTGAGACGACGCCTGACTTG
TCTGAGGTGCTGAGGGTCCAGATTGCTGCTGTTGCTGGGAAAATGACTGAGATGAATGCT
TGACGGACTTANAGACATTTTGGATTTTGTCTTCTCGCTGAGATCTGTGAAGTTGTGCCT
CAGACTGGGGTTGATGTATAATCTCCTGTTTAATAGACATTTGATTTTCCCTTGGTTCAG
CACAGATTTCAGGTAACTGCTTGGGCTTTTCATCATAAAAGTTTGAGGTGGTTGCTGGTG
ATGCTTCCTCTTTTTCTGTAGATGTGAGGTGTGAGAATGATGAAGTTGAAGGAGGAAGTG
GACA
>AU172006 ID   AU172006   standard; mRNA; EST; 718 BP.
ATTGGACAGGGGCTTAACGGAATTCTTTGATAGTACTATCAGTATTTTCATCAAAGAGGG
GGGTCATTCTAACAAACGGCATGGGCTTAGGGGAAAGTACGACCAGCAAAAGTGTCTTAT
GGCGTGGATGACGAGGACAGAGTCCGGATCCTTCGCGGAGTCAAGCTGTCAGAAGATGTT
CTTCAGAGGATGCGAGGAGTAGCCAACATCAGTCAATCATCACTGTCCTCAGGCCCTCAA
AAAGACAAAGGTTCCTCTCCTGGCTCTAGCTCTGCCTCTCAGTCCAAGCAGAAGCCAGAA



CCCCGAGCGCCGTCCAGCAAACCAGCGTCCACTGCTAAAGAAGATCAGAGAAGGTTTGAA
CGGCAGCAGGCGATACTGAAGGAGGAGCTGGCCAAGATTACCCAGATAGAAAAGGAGCTG
GCAGACGAGAAGACCAAAGCCTCCATCCAGGAACGACAACACGCCCGCCAGGAGTCTGAG
AAGACTAAACAACTGCTTGCTGAAGAAATGGAAGCTAGGGCTCTGCAGCTGCAAAAGAAA
GACCTGCAGCTGAAAGCTCTGGAAGCCTTCTACCAGGAGCAGCTGGCACAGCTGGAGAAG
AAGAACTTGGAGAGATATGCTGAAAGCAAAGAGCAGTTCCACCAAGCTGCCTCCAAAACA
GAAGCCAACATCAGGTCTTGCAGTACAGCTCCAGTGTGTTCTGGCCTGCAGGCTCAGA
>AU172010 ID   AU172010   standard; mRNA; EST; 700 BP.
CGCAGATTCCTCCATCAACCACAAAACACTTCCCTGAATAACTGTTTTCTCCCGGACAAT
AAATCAGTGACTATATCCATTCTTATGTCCGTGATCTTTCTGGCGTGGAGAGATATGGAA
AAATAGTATCTTCAAATTCTTGATGACATCTTGATTTTCAGTATGAATACAGACCGTGAA
AGCGGGGCCTCACGATCCTTCTGACTTTTTGGGTTTTAAGCAGGAGGTGTCAGAAAAGTT
ACCACAGGGATAACTGGCTTGTGGCGGCCAAGCGTTCATAGCGACGTCGCTTTTTGATCC
TTCGATGTCGGCTCTTCCTATCATTGTGAAGCAGAATTCACCAAGCGTTGGATTGTTCAC
CCACTAATAGGGAACGTGAGCTGGGATTAGACCGTCGTTTGACAAGTTAGTTTTATTGAT
GATGTCATCAATAGTCACTAGTAGTCTACCTTTGCACCTTAGCGGTTAGAGCTCTAAAAA
TACATAAGAAATTTATCATGACTTTAAAAAGTCATGCTAAAACAAAAAGTCAATATTTAC
AATTAAATGTAAACATCTATGGTTCAGAGCAGTCATACGTTAAGGAATGCATTTCTTCCA
CAAAGTTTACAGGACACGCCTACAAATCATTTTATTTAAAGTACAATTTAGTAATTCCAT
TTTTTGAGTTTGGTTGCCATGACAACATGTTGGACCCAAG
>AU172012 ID   AU172012   standard; mRNA; EST; 509 BP.
CCAACGATGTCCGCCGCAAAGGAGAACCCGTGCAGAAAGTTCCAGGCGAACTTCTTCAAC
AAAAGCAAATGTCAGAACTGCTTCAAGCCTCGGGAGCTGCATCTGCTGACGGACCAGGAC
CTGACGCAGGCTAAACCCATATATGCTGGATGGCTGTGCTTGGCTCCTGAGGGAACAGAC
TTTGATAATCCAATGCAGAGATCTCGGAAATGGCAACGGAGGTTCTTTGTACTATATGAA
CATGGTTGTCTGCGCTTTGCACTGGATGAGTCGCCAAGCACACTGCCTCAGGGCACAGTG
AACATGAACCACTGCACAGATGTCATCGACGCAGAGCCCAAAACAGGCCAGAAGAATTCG
CTGTGCATCATCACCCCTGAACAGGAGTACTTCATCAGAGGAGAGAGTAAAGAAATCATC
AACGGATGGAGTGAACAGCTGATTGTTTATCCCCGAACCAACAAGCAGAACCAGAAGAAA
AAACGTGAAGTGGAGCCTACAACCTCCCA
>AU172013 ID   AU172013   standard; mRNA; EST; 638 BP.
TTTTTTTTTGTGCTTTACTTTTATAGACGAGTTGCTTGTTTTTGTTGGACCAGAGTTTTT
ATTCCTACTTTATGATTTAGCGTGTTACTTTTAATGCTAGAACATAAATTACCCTGCTGT
TTTAATAAACTGTCAAAGACATCCCTGTTTAGGTATCCTTTCTTGTGCCCTACCCCATTC
ATTTGCGTTCTCTCTACTGTTGTCATGCAATAACATTTTTGAGTTAATTAATCATGATCT
GTAATTATTTTATCAAATCTATTTTTATCAAACCTAAAAATTGCAGTAAAAAGCCTCATT
TCGTGGTATTTTCATTTACATTAGTGATATTGTTGCACAGTAAAAGATCAAACTGCAACA
AAAAAAGTGGCTTTGTGATTTTTTTCTTATATCAGACTTCCAATCTTTATCTTTACATCA
TCAAGGAATAGATTTTTTTAATCTCAAACAATTAACATAAAAAACAAAACGTCAGGTCCA
GAGTTTTTTAATTTATGACTTCAAAAACAGTACAAACTCTTTTCTCTTGTTTAGTAATAA
GATTAAAGTACTAAACTATTACTCACTATTACTTCAGTAATGAATTTGGAAAGCACTTTT
AGTTGCGCTGTGACGTAAGCAGCCAACAAATGGAGCCC
>AU172018 ID   AU172018   standard; mRNA; EST; 746 BP.
TGAGGAGCACATTTATTCAGGAAAACACCAAAACTACAGTTTCAAACTTTACAAAAAAGA
AATATTCACACACAGATACAGCTTATAGGTCACAGGAAACGTTGCATCAAATGCGACGAA
CCGGCCTAAAACAAAAGTCACCATAAAGGCAATAAATATTTCATTTTTAACAGGAAGAAA
ACCTGATTTCTAGCAAAAGACGGAACAAACAGCAGCATTCTCAAGAAACCCAAATGTGAA
TAATAATTTATTCAAGTACTTACACAAACGTTTAGGTAAGGAGGAAGTGACATTACACTC
AGGCTAGCGTTATGGCATCTGTAGATTCAGGTCCATATTTGACACTAGAGGGACTTTATT
TACAGATCAAGTCAGCTGTGCAGCTGCAGCCGGAGCTCTCCAGACATGTCGCTTTGTTTT
AAAGCATCAGCAAAGCCCCCCAACGGGTTTTTACCGTGGTGCAGAGTGACGAGGGTCTGT
GCAACGGAGGAGGAAGAGCACAAACAGGAAGCTGTGGAGCACCAGGGAGAAGAGAGCATG
CAGCCGCATGCAGCCGCATGCCGGCTTCACTCATCCAACCCAGTGACCTGCAAGCTGCGG
TCCAACTGGCGGTGGGAGCAGATCCACAGGATGGGATGCTGTGGTGAAACTCAGCTCCAT
CCAAACACCACAAACAAACTAACTAAACCCTGCTTCAGAAACCACCACTAGCATGATCCG
AGTGGTCTTTGTTTCTGCGTGTAGAT
>AU172022 ID   AU172022   standard; mRNA; EST; 679 BP.
CTCAGACCAACAGCCACAATGAGATTTCTTTGTGTTTTCCTTGCTGCAGCGTCATTTCAA
AGCGCGCTCTCTGCATCTATTCAGTCCGCATCAAATGAGGAGAAAACAACTCCATATGAT
GGGCTCAAAGTAGCTACAAAAAATAGGTAAATCACACTGTTTCAATAAGCGAAGGGAAAT
TTGTCGGCTCGTGTGCTGCTAAGACAATTTCCTGAAAGTTTACTGAAGGTGCAAATGTTT
TATAAAATATAAAATTTTCAAAAGTTACTTTAATTCCTTCTCAGAAAAGCTTATAGATTA
AGCCTGTCCAAATTTTTTTTAACCATTGCTTTGACAATTTCCACCACACTTTCACTACAA
GAAGAAAACAGATTTTTTTTAACCAGCTTGTCTTTTTCTTAGACCAGATGGAATTTGAGG



CTGCTCAAAAGGCCGAAGAAGCACAGATGAATGGTAAATGAATGACACAGACAGAAATTG
GCATCACAAATACTGGAATTTGCACCATGTAAATACATTATTTCACATCTGAATGCAAAG
TGAAAAAAACTAAAGAGAAAACAATTACCGTTTTGTCCTGTAAAGTTACAGAGGGACGGG
ATGAAGATGTCGAAAAAGCCAGTGAGTATTTAAAGCTGTTGATTTTTTCTAAATGGTTGA
TCAGATAGGAATCTGTTTT
>AU172028 ID   AU172028   standard; mRNA; EST; 731 BP.
CTTAAACACTCTTCCTGTTGTTGTTTCCTCCTGCTCCTATAGCATCTGTATGTATCTTTT
AGCCCAATCATTTACTGTTGCAGCCCAACAGCAAAGTAAGTTATGAGCATGTTCAGCACT
TTATTTAGCTCTTCCCTTTGGGGATCAAGCAGGCGTTTGCTCACAGAAGCCCTAATAAAG
CTGCAGTGCCTGTCTGAAAAACACATGTGGTTTGACTTCACACATGGGATTTCACGTGAC
TTAAAAGTATGAGAAAGTTATATTTACAACAACAAAAAAAAGCCTTTTATTATTAACTCA
AGACAGCAGTTCATATTTGACTAGGAAGGCTACTTTGTGTGTCGGGGTCAGGGGGTGCTT
GTGTGTGCGTGCTTGCATGCATACATGCTTGTGATTGTGCATGTGTGGGTGTTTGCATGT
AAATTCAGTATAAGCCCTCGGGCCACACCCACGCATTCTGAAGTTAGCCATTCATTGAGC
AAGAAAGATCCAGTCAAGCAAAGTAACCTCAATCTAAATTTATTTGACTGCACACTGGCA
GTGTTCATTTTACCCTTTGCTAACTTTTATATGCCTGATGGACTTAGCTTCACAGGGAGC
AGTCATCTTCTTGCTTGTGGGGGCGGTGTCCTGAGACAGAGAACGTTCATAATTCATAAC
TATTGTCATATCTGGAGGCCACTTGTACGCTTCTTCCCTGCTCTAGCTGTCTATGGCTCT
CTGGGTACAAG
>AU172038 ID   AU172038   standard; mRNA; EST; 294 BP.
GGCTGTTAGTTATCCGAGGTTAAATGACCATGTAAGCTGTACTGTCTCGACAATCTGGTG
ACACGGGTATGATCGCCGTTAGATCATCGTACATGAGCAGGTTTCACTTCCAAGTAAGAA
GACGGACACTCCGGGACACATTAGATTCTACATCGCCTCTTACAGCGGAAGAGTGAGTCT
GCATCCCCCTTTTGCTATCTGGACGGTTTGCGGTTTGGCGCGCCCTTATGTCTTCGCTTA
CGGCCCGTCTCAACATCCTGAAGCCGTGAGAGAGACGGACGGAGGGTAGGGAGG
>AU172042 ID   AU172042   standard; mRNA; EST; 745 BP.
ATCAGGCCAGCATCGCCGTGTAGCAGTCATGTCTGTGGCGGGACTGAAGAAGCAATTCCA
CAAAGCCACTCAGAGAGTGAGTGAAAAGGTTGGAGGAGCAGAAGGAACAAAGCTCGATGA
TGACTTCACTGTAATGGAAAAGAGGGTGGACACCACCTCCCGAGCAGTGATGGACGTCAT
CACTAAGACCACTGAGTACCTGCAGCCAAACCCAGCCACCAGAGCCAAGATGAGCATGAT
GAACTCCATGTCACGCATGCGAGGCCAGGAGAAGGGACCGGGCTACACGCAAACGGAGGC
CGTCCTGGGGGAGTCTATGCAGAGGTTTGGCAGGGAGCTGGGAGAAGATTCCAGCTTTGG
TCTTGCACTGATTGATGTGGGGGAAGCCATGCGTGAGCTCAGTGACGTGAAGGACGCTCT
GGACATGGAGGTGAAGCAGAATTTCATCGATCCAATGCAGAACCTTCATGAAAAAGACCT
CAAGGAGATCCAGCATCACCTGAAGAAACTGGAGGGTCGCCGTCTGGACTTTGATTATAA
AAAGAAACGCCAGGGCAAAGTGACGGAAGATGAGATCAAACAGGCCCTCGAGAAGTTTGA
TGACTCCAAGGAAATTGCTGAGCTGTCCATGTTCAACCTGCTGGAGAGCGATATTGAACA
GGTTAGCCAGCTGGCTGCTCTGGTTAATGCTCAGCTGGAATATCACAGCCGGTCTACAGA
AATCCTCCACAGCTCTCAGTAAAAT
>AU172043 ID   AU172043   standard; mRNA; EST; 652 BP.
CTCAGTCAGTCTGTGTTGTGTACTCTGGTGTCCTGCTACCTCCTGGGCCCGGTTCAGAAG
GAGGGTGGTGGTGGTGGTGGGGAGGGATGACTGTGTGAAGTGGTCTGTAAATCCAGTTGC
AGAAACACCTCAGTGAAACTTCCTGCTCTGTCGTTGATCTTGGATGCTCTGTCTGTCTGT
CTGTCTGTGTGTCTGAGTGTCTTTGTTACTCACGGGAGGGGCGGCGCACTAGAAAAGGGC
GGTGTCCACCCGGCCCCTGGGTAATTATAGAAGGGAGCCGTGGCCCCTCGCTGAGACCCG
GAGGACGCCTGTCTACGTGCCTGATGGGAGGTGAAGGGGTCCTCACTCTCGCTGTCCGAG
TCGTCGTACTCCTCCGATTCACTGGGGAAGCTCCTCCAGGCCCCAGGCAGAGAGCAGAGG
ATAGCAGTGAAAGCCAAAGCTGATAGGAAGGAGTAAAGGGAGAGGTAAAGCAGTCCTTCC
ATCCCGTCATAGCACAGCCCTTTCAAAGAGTCTATGTAGTCCTTGTTGAGGCCCCGGCAG
TTGAGGAGCGCCACCAGCTGATGGAAGTTGCCTTCTGTGGAGTTGAGTATCTGTTGAACC
TCCCTGAGGGATTTCTCTGCTTTTGGAAACTGTGGGAGAGCATTTCTTTCCA
>AU172047 ID   AU172047   standard; mRNA; EST; 541 BP.
TGACAATTTGAGGACACCTTTATTTGTATGTACAATTATTTTACACATGGAAATCCACAA
AGTAGTTGCATTCCTGAAATTTTTGATACAAATGTTCATGTTTTTGGTTAAGTGAAGTTC
ACAGATTTGGCCTACATTAGGCAAGTAAAACAAACAAAACTTATTTCTATTTATATAAGG
GCCTCTTTGCCCTTGCATCTCATCAGCTAATTTAGTTTTTTCGAGCCAAAATGTTACAAA
CAGCATATTTTCTCTGTACATTATTAGCAAATCATACTGAAAAGATGATTTTGAAGCAAA
ACGTGTCATAGCAGGCTTGTAGTTTCTCTACAGTCATAATCCACAATAGTTCATAGAATA
TTTATGAATACTAGACAAAAGAATTTGATTTCGGATAAACTAAAATAAAATATTGTAATT
CAGAAAGGACGTTTTTAAACTGGACTGAGTCTTTTAATTTGATGGTTTAAAGGTTAACGG
TTTATTTTCAAAGGTCTGAGATTCGGTGAAAAAATGTTTCTGCTGGGTGAAAACACAAGT
T
>AU172050 ID   AU172050   standard; mRNA; EST; 678 BP.
AGACATTTCACCTCCTTTCCAAAAGGCTTTGTGAATTCTGACACTGTTTTTGTAGCATTT



TTCTCATGATGAAGAACTTGTATAAAGAACATTAAAAATGCTTTATGAAAAGGCTCGTGG
CAATCATCAGGCCACAAGCTCTCTGCTCTGCTCCATTCTGATGCAGCCCCTTGTAGACAA
AACGATCCGTGTACTTCTTCGATTTCCTCATCTGAGCTTACATCTGGCTTAAAACTGTCT
GGCTGGATAGCTTCGATATTGCTCACCTTTTTTTGTTGCACTGCTAATGTTAGGTTGGAG
TTGTAAGGGGCTGTAAGCTAGTGGGAGAGGGTTTAAACAAAGGGTTGATGGGGAAAGGAG
CGGAGGCTCATGTTTTGTTTGAGTGCTTTTATTTTTTCATGACTTTAGGCACTTTTCATG
AGTCCGTGTTTGTGCTGTAGAAAGAAACCTGCTTTGCCTTCTCAGAACTGCAGCGAGCGT
TTCCAGTACAAATACCAGCTGCGCTCCCACATGAGCATCCACATCGGACACAAGCAGTTC
ATGTGCCAGTGGTGTGGAAAGGACTTCAACATGAAGCAGTACTTTCGATGAACACATGAA
GACACACACTGGTGAGTCACTTTCTGGGGATTTCCATGCTCTCCCTCCTGTTATGTACAT
TCAATTCAATTTTATTTG
>AU172053 ID   AU172053   standard; mRNA; EST; 645 BP.
CCAAACTGGACCAGGTCCTCCAGGAGCACCGCATGGTGTCCCTCATCACGCAGCTCAGAG
ACGCAGTTTTCTGTGAGAGCGGTGAGAAGCGGACTGCAGAAGACAGACAGGCCCGGGCCA
AGCAGACCTTCCAGGAGATGATCAGATACTTACCAGACTTTGTGGGGAAATGCATCGGAG
AAGAAGCCAAACATGACGGCGTGCGGCTCCTCTTTGATGCTCTGCAGCAGCCGCTCCTCA
ACAAGCAGATGGCGTACGTCCTGCTGGACATCGCTGTGCTGGAGCTTTTCCCTGAACTCA
ACAAGGTAAAATGCAGATGACAACAACAACAGGACCAGATCAGAGCACCGCTCACTGTCA
CTCTGATTCTTTTCTCTCAGCTTCTCCCATCAGGGGTCGCCACAGCGAACAAGTCGCATG
GTAAACTTGGCAATGTTTTACGCCGGATGCCCTTCCTGACGCAACCTTCTCAAACCGGGC
TTGGAACCGGCGCAGAAGTAGAGAAGGGAACAGGGAGCAGCCCGGAGTCGAACCCTGGTT
TCACGGACGGAAGGCGCCGCGAACCAGCACGAGCTAAACCGGCTCTTAAAAAGTAACTGT
GAAGTAAATAAACTCCAACTTAATTCAACTCAAAAAAAAAAAAAA
>AU172057 ID   AU172057   standard; mRNA; EST; 682 BP.
TTTTTTTTTTACATTTTCTTGTTCATTTTTAATACACAACCGAAACAAAACCGTGACCAA
AAGAAAAGGTTTGAACCAAGTTACGGGGAAAGCTAATTATTGCATCCGTAGTAGAAACAG
CATTGTGGAAAGGGAGCATGATTGGAGCTCTACTTTCTTTCACAACGATAAGGTTGGTGA
GAAATCCCAAAGTAGTTTGAGAGAAATTCACAAAGAATATTGGCTGTTTATACCATTTCT
CTGTTGTTCTTTCTCACATTGAAAACATGACAAACTATTTGCTTGAGGGTTGAAATGTTG
ATCCCTTACATCAGATGCATTACAAAACTATTTGTAAATGAAATCCTCAGCAGCCCGTTG
AGGCACACAGACGTCTCCAGATATGGATTTACATTTTTATGTATATAAGTCTGTTTTTAT
GGAGTATTTCAGGGCACAGTTGAATGTGATGTTTTAACTAGGGCTGCAGCTATCGATTGT
TTTTGTAATCGATTAATCTAGCATTTAATCGATCGTTTAATCGAGTAATCGGATAAAACG
ACTTGTGTGTTTTTGAACAACCAAAACAAATAATGCATAACAAAAATGATGTGTTTGTAA
AATGAACAAGCATTTGATTTTAAAGATCCGCTCTGATGCAAATGTTAATTTGTTTTTTTA
AGTTGGTCTTGAGAAGTGGCGG
>AU172063 ID   AU172063   standard; mRNA; EST; 719 BP.
CTCATCCCCTGGACCAAGTTCTGCAAGCAGCAAGGTGCCAACGAGAAAGCGTTCGCCTTC
TGGCTGTGGATCGAAGGGATCCTGGATTTGATCAAGAGGCACCTGCTGTCCCTGTGGAAC
GACGGCTCCATCATGGGCTTCATCAGCAAAGAGAGGGAGAAGGCTCTGCTGAGCGGCAAA
TGTCCGGGAACCTTCCTGCTGCGCTTCAGCGAGAGCAGCCGGGACGGCGCCATCACCTTC
ACCTGGATCGAGCACGACATCCACGACAAGCCGATCTTCCACTCCGTTGAGCCGTACACC
AAGAAGGAGCTGACTGCTGTTTCGCTGCCCGACATCATTCGCACCTACAAGGTGATGGCG
GCCGAAAACATTCCAGAGAACCCGCTGCGCTTCCTCTACCCCGCCATCCCCAAAGACAAG
GCTTTTGGGAAATACTACCCCAAACCCCCAGAGCCTCAAGAGCCCATGGACGTGGAGAGC
TCGCAGCCCAGTGGCTACATGAAGACAGAGCTCATATCCGTTTCAGAAGTACCGCCGTCC
AGGCTGCAAGACAACATCATGCCCATGTCTCCGGACGACTACAAGGCACTGGAGCAGTTT
GTGGGCCACAGAGACATCGATGCTGTGACCAACAATCTGATGGACTTTGGAGGGTTTGAC
GCTCAGATGAGCGGAGACTTGCAGGACGAAAACTGAAGCCGGATCCGTGTTGTGCACCG
>AU172072 ID   AU172072   standard; mRNA; EST; 332 BP.
CAGCAGCGAAGGGCGGCGGCTGAGGACAAGAGGCGGCAGCAGCAGGAGGCTGAGAAGGAG
AGGCTGGAGGCCCTGGTACGCCGGAGAACCGGGGGCGCCGACAGGAGAGGTGGAGGAGGA
AACAACGAAGGGAGGCCCGGGACCACCTGGAGAACANGCCTAAGCGGTGGACATGGGGAG
GACCGCCTGACGGAGTGGAAGTTGACTTCCTGTCTCCGGTTGCATCAAACCAACCAATCA
GCAAGCAGCTTTCCAACTCTTCAGCAGCTCTAAATTCACCTGAACGAGTTTCTCCCGTCA
ACCACCGACCGATGAGGACTTCTTCCAATCGC
>AU172074 ID   AU172074   standard; mRNA; EST; 550 BP.
CGTCTCTTCAGAGTCTCTACGTCAGCCGCGATTCGTAGCTTTGGAGTGTTTTCCTGCGCT
AACACAGGTTCTCAGCCTCTCTGGTCGCAAAACCAAGCAGCTGGTTGAGAAAAACCTCCC
AGAAAGGTGTCAGGACTGAGTTCAGAGCAAACCTTGTCCTTTCCCCCAGCTCTATCCCAC
CACAAGTCCAGGTGACTTCTTCTGACATGATGGACACCTCAGGAGTCCTCCTCCTGCTAC
TGCTTCTCGACCCTCTGACCCTCACTGTCATAGATGCAGACCATCAACTTTCTACCGAGC
AGACCTACGCAGCCATGTCTGATGACCACGGTGTCAACACAACATCTGTAGAGTCCAGCC
CAGCGACCACGGACCACCCAGACTCCATCAGCAGCACTGAACCCTATCGTGGTGACTGCT



TGATTGACACAGAGATGGGTTTGATAGCTGTTGGGTCAGCAGGGGGGTTGATCTTCTGCC
TGCTGGTGGCAGTTATGGTGCTGACATATCAGGTCTGCGTCCTTCAGCGCCGTGTTTACG
TCCCCCGAAC
>AU172097 ID   AU172097   standard; mRNA; EST; 684 BP.
GTAAGAGGAGGTCAAATCCACAACTCGAGTTTTAGTAACGTAAAGGGTCAGATAAGCAAG
TATATAGCTGTTAAGTAGTAATTTTTGTTTTGACCTTTCATGAAAGAGATTTATTTAGGA
TATTATGTAGGATGTTCGTGAGTTTTCCAAGCAAAAATAGTTGAAGTGACAGATAGGATG
TCTTGCTAAGGCTAACGCCTAGTCTCGTGTTTCGCACACGAGGGTGATTACCAGCGTTTT
CATCCGACCAAAACAACTGCGACTTAACTGCCAGACAGCAACATTCTTCGTATACATCCC
AACAGCTGTCATGTTTCACTCTGTACCCCGTCGTCCCGTCTGCGAGATCGGCGTAAACAC
AATGAGGCTCCAGAACAGCAGATCGTTCAGGCGAGCCGTGGAGGAGGCCAAAGAAAAGCT
GGAGAAGGTCCCGTGGCTGGGGAGGAACGTGGGCCTGCTGTTGTCATGGCTCCAGAGGGC
AGGTGCGGGTGCCAACGAGGCCGCAGGTCAGAGCAGGAAGGGGCTGCTGTCGATATTTGC
GGACCACTGTGGCTTCGTGACCGGCCAGAGGCTCCGGCGCGCGTGCCAGATCGGCGAGCT
TTACTCCAACATCTATTCCGAGCGAACCAAGTGGACCCTAGTTGGGAATATATGGCGCAG
ATTTCAGAGCAGGAACGCCCCCAC
>AU172098 ID   AU172098   standard; mRNA; EST; 735 BP.
CAGACACTGGCAGCCTGGTGTTTGAAAGACAGTTTCATGTTATGTAATGTAAACAGCTTA
ATCTGAAAAAAGCTTTTGCCATGGAATGACTAATTGCAGAATTAATCCCCGTGTGTAAAA
ATAGCTGCTGAGGAGGGTCGACCACATACCGAAAGCTGTATAAGCATTCCAGTTCAACAC
AAAGACAAGTATTTTAAAGACATCAAAACTGGGGGGAAAAAGTCCTCCATCTCCGTCTGA
CCAAAATGTCAATTCTAAGAGTCGTCTCAGAACAGCCTGTGTTTACAAAGTCATACCAGA
GCCAGATATCCAGCAGCATCTTGTTGACAGTCCAGTCAGTGACATTGCCTTGGGAATATT
TTCTGAATATCTTCCCAGAAATTTCGACGAGTGAGAAAAGAAGACGCAGGGGAATACTAC
TGCCAGGCAAAGAATGATGCGGGTCATGCACAGTGTCCCACACAAGTGATGGAAGTCTAT
GATGTAGACATCATTGGAATTGTGCTCAAGTGTCTTGGTGGAGTGTCTGTGGTCATCATT
TTGATGGCTTTTCTCTGTTCCATTANACGCATGTGCCTACAGTATAAATGTCACAATGAA
AATCACTATAACTGGCCAACACAGAACAATGGTGTTGAATATGCTGATGCAGATGAGGGT
CATTTCCGTCACAAGTCTTCATTCATCATTTGACAGCTGACCAAAACGTTAAGGAAAACC
CCTGTTGAGGTCAAT
>AU172100 ID   AU172100   standard; mRNA; EST; 730 BP.
CTGAACTGGAGCAGCACTTCAGCATGGACGAGTATTCTGAGCTGCTGATCCTCAACCGGC
CCGTCATCTACATCTCTGTCAGCGAGCTGCTCAACACGCACCAGCTGCTGTTGGACCACC
AGGACGCTTTGTGTCCGGACCCGTCAGACCCGCTGAAACTCATTCTAAAGGACCTCGGAG
CGGTTCCCTCTCTGGAGGACCTCGCTGGTTCTGCGGCAGAGGCAGAGCTCAGTAAGACGG
AGGTTTCTCTAACCCTGACCAACAAGTTTGACATCTTCAGTGACGCCAAGGAGGAAAAAG
ACGCCAAAGGACTTCTGCTCAGCACCAAGCAGCTGATTGTTGATGTCATCAGGACGCAGT
CAGGAGACTCTCTCAGTGACATCCTGAGGACACAGACCTCACCTGCCCAGGAAGCCCGTC
ATGATTGGTTGCTGCAGCGTAGAGCCCGGCAGGAAGCGCGAACGCCGGAGAAGATGAAGA
GGAACCAGTCGCTGGTCGCCAACAGCAACCTGAGCCTGGAAGAGAAGAAGAGGAAGATCC
TGCGGAGTCTTCGCTGTCTGGAGACACTTGGGGTCTTGACGCCACCGCAGACCGAGAACC
AGATTCTCCAGCAGATCGCCAAGGACATCCGACAGCAACGTTTGCGCCGGCAGCGGCGAG
GGGCGGAGCTACAGAAGCTGCGTCAGACCCTAAGCTGCCTGCAGGAGAAAAGCAACTTTC
ACAGCGAGCA
>AU172106 ID   AU172106   standard; mRNA; EST; 700 BP.
GGGATGCAGCGAGGGCGCAGCGCAGCCTGAAAGATGGCACCACAACGCGTCCCGTGGATC
TATCTGTTCCTTGCCCTCGTGCTTCTTTTGCACGCGTTGTCGCCATCGGGAGCCTTACGG
AATTACCCGGTAGAATGAAGTTACTTTGCTAGATTCAATGTCAGCGTTGGCTGACCTCGG
CTGGACGGCTTACCCGAACGAGGGGTGGGAGGAGATCAGTGTCATGGATGAGAGGAACAC
TCCGATGAGGACATACCAAGTATGCAATGTAATGGAAGCCAACCAAAACAACTGGCTCAG
AACGCGTCACATCAGCCGGGAGGGAGCGCAGCGCATCTACATCGAGATCAAGTTTACTCT
GAGAGACTGTAACAGCCTGCCGGGGGTCCCCGGGACCTGCAAAGAGACCTTTAACATGTA
CTACTACGAGTCCAACAATGTCAACCTGTGGTTCATTAAGGAAAGCCAGTATGTCAAGAT
TGACACTATTGCAGCAGATGAGAGCTTTACACAGGTGGATGTTGGTGACCGGGTCATGAA
GCTCAACACGGAGGTCAGAGACATCAGCAATTTGAGCAAAAAAGGCTTTTACCTGGCCTT
CCAGGACCTTGGTGCTTGCATTGCCCTGGTCTCAGTCAGAGTCTTTTACAAGAAATGTCC
ACTCACTGTACTCAACCTGGCCCAGTTCCTGACACAATAA
>AU172107 ID   AU172107   standard; mRNA; EST; 714 BP.
CTTTAATAATGAAGTACAGTTCTACAATCTGGATTAGGTGCAAACTCCCTTCTGCAGTTG
ACATATGCTGACATTCATCTCTTGAAAATGACATGTAATCCAGGATTAAAGTAGATTATC
TTGTGCTGCAGGCAGGTGAAGTTTTCCCCCCTAAAAACCTAAAGTCTAAAAATTAACATT
CAAGATAAATTAATGAACACATGGTTTGATATCAGGAGTTTCAGATTACAGCAGATTTAA
GCAAACAAATGTCAGATGAACTACCAGGAAGGAGGATGTCTGGATCGTTTTTGGGTGACC
AAAAAGGGAAAAAAAGGGTGAATTCACAGTAAATCCAGTTCAAAACTGAAACCCAAGGAC



ATCCTGTTGATAAGGCTGTCGCCGTTTAACTAAACGCGGACGGAAAAAACGAATACCGTC
ACTCCAGGAGTGCAAGAAGGAACACAATCCATGTGATTAGTAAACAATTCAGGAAAACAA
AGAATAAAAAAAAACATCATCCCTTTTAAATTGGGGGAACTTTTCATATTAAACTAAAAA
AAAAGGTTTCAATGAATAGGTTTTTAAATCTAAATGGCACAAAGGGATCATGAGTTTCAT
TTAGACAGATGCTTTTCTTTTCTTGCACCGTCAGAAACGTAACAGTCGAGCATCAAATCA
TCAAACGCTGAAGGAAAACTAAAGCGGATGGGAAACGTCTGCGACAGAGAACAC
>AU172108 ID   AU172108   standard; mRNA; EST; 458 BP.
CTCGGTCTGAGTACACAGCTGGGTTGGCCGGGTCTGCAGAGGAACGCCCTGCTGGGTCAG
GCCCGGGATGTTGATGGTGGCCTGCTGGTAGAGGCCGGGTTGGTAGTTCAGCAGCGGCAC
ATTGCTGCTCAGGGACAGGGACTGACCTCCTGTGGAGGCCATCTGGTTGTGTTGGTTGAG
CTGGCTGCTGAACGTGACGGTGAGGTTGGCGGCTGCGCTGGGCGTGCTGTTGCCGGCGAA
CATGTTTTTGCCGTTCTCGAAGGCGCTGCACCTGCGCTTGCATATGTCCATATTTTGGAA
GCAGGACTTGACATGCGAGCTGTGGGGGAAGTGCAGCAGGTGCGTCATGGTAACGAAGGG
GTGGTTCAGAGTCTTCATGGGCGTGATTCTCTTGTCCGCGTCCAGGGTCAGCATCTTCTT
CAGCAGGTCTATGAACTCGCGGCGGTCGGCCTTCTCGG
>AU172109 ID   AU172109   standard; mRNA; EST; 714 BP.
CGCCACTGGGGAGGACCGGTGATACAGCAAAACCAATACCAGAAACGAGGATTAAATGGA
ATGGATTTAGCCTCTGCACTCCGGTATTAGGTGGATGTTTTTCTGCATTTGCATCACCGT
TTCTCTAATGAAAGGGCTCCTTGTTTACTTTGTTTAATCTGGGTAAATAAGTAGTTTGAA
CGACTCACTACACCCTCAGCATAGCTAGCCGGTGATGGAAACTGGCAGCTAACTAGCTGA
CGATACTCCTCTGTCAAGCTAGTATTTGATTGAACCTCCTAAAGGGGGGTATCGCTAGTC
AAACTTGTGTACTCTGCAACTCGAAAGAGTGAAACACACGGGCTGTTCGTTCACTGCTAA
CAAAGGCTCCAGCGGACGTTAACCGGCGAAGTACAACTGGCATCAGCTGACGTTAGCGGC
TAGCTGTTGAACAAGCGGCCACTAGCTTTGCTAGCTGTCACAAGAAAACTCTGAATCCTG
TGCGCGAGGCTGTGGATATTGGCACGGGTTTGCCCAAGTTTTGAGGCCAACCGCCCTACT
TTCTGACTTGCCTTATATTTTTCAGTTGGGTTGTATGTTTATTGTAGTTTTTGCAAGACG
GCGCCGTTAACGAGCCACAGTCTTCTACATTCTGTCAGAGAGCAACTACCGCCCGGCGGA
TCCCCTCGAAATGCATCATCATCCGGACCCTGCAGGAGACTCTGGCAGTGGTAG
>AU172110 ID   AU172110   standard; mRNA; EST; 635 BP.
GCAGCATGCCGTCCTACAGCGAGAGCAGCGGCAGAAACACGCTGAGCGGCTTCTCTTCCG
CTCACATGAGCACCTCAGACTCTGCAGATAAACTGAGGCAGCCTAAAATCGGGATGCTCA
TGAAGCAGGTGATGGGCGTGAAGGAGGAGGTTCCCGGGACGTTCAGCAGAGGAGGTAGAT
GGGGCAGTATCCGTCTGACAGGATCAGGAGCTCTACGTCTGAGTGCCTACAACCCTGACG
TGGGGCCGCGTCTGGCGGGATTTGAGTCTCCGCAGCCCAACGGCGGGCCGAGTGAGCCCC
TCTTCCTACGGCAGCAGAAGGCGTTCCTCTACATCATCGGGGACAAGAGCCAGCTGAAGG
GGGGGAAGCAGGATGCGTTCCAGCAGTGGGAGGTGGTCCCCATTGAGGTGTGCGACGTGC
GGCAGGTGAAGAACAGCTTCAAGAAGCTGATAAAGGCCTGCATGCCCAGTCGGTGACGGC
GGACGGCTTCCTGCGCTGCGTGGAGGAGTCGGAGTGGATGTCTCTGCTGCACAGGGTGCT
GCAGGTCTCCGTCCTGGTGGTGGAGCTTCTGGACACGGGCTCGTCCGCCATGGTCAGCCT
GGAGGACGGCTGGGACGTCACCACGCAGGTGGTGT
>AU172113 ID   AU172113   standard; mRNA; EST; 735 BP.
GTCATGTGGGGCAAGATGGTTACATATATTAGCTAATTGTTGTAAAGTTCAATCTTTTAG
TTTTCCAATAGGAAATTTAAACTGGTTCCCTTCCCAGTATCTAAGACGGCCTCATCTGCA
TACATGAGGATTCTTGTGCCTTTGGAAACAAAAGAAAAATCAATTTTTTATAGGGTGAAG
GATGATTTTTGGAAAATAAGTATCTCTTCACCGAGTTGAGAATCCAGCATTTCGAGGGAA
AAGAGTGTGTGTAAAAGTATAAGAGTAGAATCAAAAACACTTGGACACGATGGAAACTCT
TGCATACATTTATTGAGGATTTTTTGTAAACTATTTAGTGCAACAAGCTCTCCTTTAGCC
TTAATTGGATGGTTTTCACATGCTTTCACATTTTCCTCATGCTATTTTAATTAAAACATT
TATCTTAAAAGGTCATCTTGCTGTGACACTTGTTTGAGGTGAAACACAAAGCTTCCAGTC
GTCTTCTTTACCAGTTCGGTAAATACTGAATCCGCTCCCTGCACTTAATCAGGGTTTCAA
ATTGCAAGCAAGCATGCTTTGACATATTCTAATTTTCCTGCCTTCAACTGAAGACATTCT
AACTGGATTTTGTCCTTGAATTGTCCTGCTTGCTATCAAGACACATCTGATAAAAAGAGA
AGGCAAAGGGAAAAGTGGTTCCTAATGGAGACCAGATGGATTCATTTGTTCACAATAATA
GCTCATCTTGTCTGT
>AU172114 ID   AU172114   standard; mRNA; EST; 768 BP.
CTCATGTGAAAGAACATTTTCGGGATTTTCGATCTTTACAGGGGACAAAAATGGGAAGGA
AGGATGCCAGCGCGACCCAATTACCCGTCGATCAATACAGGAAGCAGATTGGCAAACAGG
ACTACAAAAAGACCAAATCAGTCTTAAAAGCAACTCGACTGAAGGCTGAAGCAAAGAAGA
ATACCTCTGGTTTCAGGGATGCGTTCCTGGTTGTTGTAGCAATCCTATTTTTTGTGCTCT
GCGTTTATGCCTTCTTCTACCTCAACCTGAGCACGGAGATCAACCTGGACTCAGATTAAC
TCCTGCTTGAGTTTGGAGGTCTCCCCCCACCCCACCCCCAGTTTTAGACCAACGGGGAAA
CCACAGAAAGGAGATCCTTCCCGATGTCCTGCGACGCCTCACACCAAACTATCCGTGAAT
AGTCTTCGTAAGAGAGACAATAATTGATCAAATAAACTGATTTCATTCTCAAAAATTATG
CTTCATATCTAGTAAGAGGTTTACACGTTTTTCTTGATTTTTTTGTCCTGTGATTGATTC



AACACCTTCCGTAATGCTACCATTGTAAATCAATGTCATGTTTTTTTAGTTTTGGCATAC
TATTTTTCATAAAGAATTCACACAAAAGCTACAGTCGGAACCCAGTTCTGAGAATCCTCC
TGAGCGTAGGCACGCCCCACTGTTTTCCTCGCCAACAAAAACAATGCAGATTGGCTGCAG
CGGGCGCCGTCACGTCGACACAAACGCTCGCCTCACATTCCAGCACAC
>AU172116 ID   AU172116   standard; mRNA; EST; 675 BP.
GGAATTGCCCTCAATGCTTCATTCACAGCTTCCAGGAGACTTTCAGGCGGTATATGGTGT
CGGGGTTGCCTAGTGTTCATTCTAGACATGATCTTGTCTTACAGGTCAGTTGCTGCCTCG
CTCTGCGTATCTGTGGTTGTTGGGGCTATGTACCCAAGCACAGGATGGGAGTATGGTATA
GCCTCCTCTCTAACCTGCTGTTCTGGCTCTCACGTGGTGGGATTGCAATTGGATTGTACC
GCTTCAGTCTCAAGTTGTTATTGGAGTTGCCGTTTTTTAGAACATTGGCACACCAGTTGT
TTGGCAGTTAGCCTTAATTGTGGGTTTCGAAGCATCCATTAATTCCACATTCTCTGCATG
TAACCCTTCTTACTTGAGTATTAGCATTTTAAGAGAACCTTGTTCTCACATCTAGTCCAT
TTGCGTCTTGTTCCAGTAGCCCCCTTTCCATCAGGATGCTCTGGTCCCCCAGCACGTGAC
GCATACCTTGCTTGGCCAGGCGACGTCTGAGCCAGCGTGACATGTGGTTCATTGTCTCTC
ATGTTATGAGGCAGGCAGTANCGTTAAGGGTCTTGCCCAAGGACCCTCACTGGGGTGATG
TTAATTGCTCACCATTGCTTGCCATTAATTGTTCATTCCCCCCGAGGAATCGTACCCTGN
ATTNCTGAGCTACCC
>AU172120 ID   AU172120   standard; mRNA; EST; 447 BP.
CTGCAATTTATGCTTGGATCATGTATAGTATTTTCTGGAGAGATCTTCTAATGCATGAAC
CGGCATTTTGCTTAACAAAGTCTGGAGAAAGAAAAGTGGGAAAAAACGCCTCGGACTCCC
ATAGGTTCGTTTTGACGTCAGTTTTCACCGGAACCCGCCCACCTTCTCAAGTTGCAGCGG
TGAATGGTGAGAGAGAATCCTGCTCTTCACCAAAGATAGCAGCGTCGCCGAGCCCCGCTC
TAGACCTGGATGCTGGCATCATCACACTCCCCAAACGGACCCACGACGCGAAAACTTGAC
AGGACAACAATGGCGCACGCCTGGGGGGCCGACTCCGTGCTCGCGGCTCGTCTACTGGAG
CGAAGAAGGCGGTCGATGTGACATGCACTCGCACGCTGCTGATGAGTTTATTGTTCTGGT
CCTGTAGGCGCAGAGAGAGGCGCTTCT
>AU172121 ID   AU172121   standard; mRNA; EST; 731 BP.
TCCAGAGGAAGCACGATTTCATCGGCGAGTTCTACGCCACTTTCAGGGAAATGCAGAAAA
TTTCCAGTGGAAATAAGGTCAGTAAATATTTAAAGGTGAGACAAACTGGAGGCTAGGCAT
CAATATATCTGCTTCATCCATTTTCAATATATATGGCTTTTATTGAATTCTGTTCCCTTT
TGGATTTTTCTGTTGGGTTTGACTGGGTCCTCTGGAGTCCTCACACAGTCCAAGAACATG
AATGTCAGGTTAAGTGGTGATTTGAAATTGGCTGTAGATGTGTCTCTGAATGTGTCTGTG
GTTGTTTGTCTTGATAACGCCTCAGTGACCCTGTAACCCATTTCCCCACCTAATAAGGAT
TTAGGATAATCTGCTGATAGAATACATGGTCCGGAACACCTTTCTCTGCTGTTTCTGATT
TCTGACTTGTTCCACTGAAGGTGACATGGGACTGTGTGAACCCCAAATACAAGCAGAAGA
AGAGGAATTATAAAAATTCAGGGGTTGTCATCCTCAACGACCTCAAGGTAAAAATCTGCT
CTGGTTACACATCAACTGCACAGAACATGAGTTGTAGTCAAAGTCGCATCAGTTGTCGCA
CACCTGGGTGTATGAAATTTGTTCTCTGCATGTGAACCATCCCCTGGGGGGGAGAAGTGA
GGTGCAGTTACAGGAACCATTTGGGGGTTTAACCCAGGAATCCAATCCTTTAGCACTGAG
TGTCAAGCAGG
>AU172125 ID   AU172125   standard; mRNA; EST; 719 BP.
TTTTTTTTATCAAATCGGAAATCAGGGGGAGACAAAATGCTGTTTTTGTTGCACTGGTAA
TGTCACGTTGGAGTTGTGAGAGGCTGTGAGCTAGCATGAGAACACGCAAACAGACGAGTG
ATGGGAAGTGGGGGAAGGCTTGCCCCTTAACCATCAGTCCCACCCACAACTTAGAGGCAC
ATTTCTTTTGAACTCCTGCTGCTCTGCAGAAATGATGTCCAAGAAAACTATCCAGTCTTA
TTGATTTTGGCTAAAACGGCACAATCATAATTAAAAGACTACTGGGAACTCTTTTACAAG
AGGTCCAAAAGATGATAGGTGATTTTGTTGCTGTCTGGCCTGATGTTAAAATGTATTCTT
TATTATTGTGGATGGACTTTAAAAAAGCGGTTTCACTGTCACATGAGCTGTTTGTCAAGT
AACTGAATTTCTTTTTCAAGCTTCCTCATTTTAAGTGCTCTGTATGCCATTTCCTGGTCC
CGGTTATCCATTTCCTTTTTGAGATAGGAGCAGTAAAGAGTCTTTAGGTCTTCTGTCTGC
TTACATGTCATCTCATGGCTGCTGCCCCCACTTGTAGCTCCTTCAGAGTTCCCTTCCTCC
TGGAAGCTGCTGTGGTGCACATCCCCATTAAGATGAGTCTCACTGATGTCTGTGTCATCC
CCACTCAAGCTCTCTGGTTCAGTCTTGGCTACAGGCAGGAGGAGGACCGGATGGCCAGA
>AU172130 ID   AU172130   standard; mRNA; EST; 210 BP.
GCGCATTAACCCAGGGTTAGCAAGTCGAGCGTAATTACGCTAACTCATATCCGGTCTTTT
GGAACCGACCTACCCAGAGTAAGCAAGTTCAGGCGGATTTCAGCCTAGAGTTCAGGGTTA
AAGTCAGGGTAGTTTAAACATGCTTTCTGGAATACCCCCCTGGTTCATGTTACTAATCAT
CCACAGCTGTCTTCATTTGTTAAGTGTCCC
>AU172138 ID   AU172138   standard; mRNA; EST; 657 BP.
GCAAACCGAAACCCAATTTTTAAGCAACGGTTGTGACTGTACTGACACACGTTTGTGTAA
TAGTTGTGACATTTCCAGGTTTTATTTGCAGTGTTGTGAAGGCTGTATAAACAAAGTTCC
CTCCAGCAGGGTAAGACCTGACTTCTCACCTCTACTGTTTTCAGGGAGCTGGTCTCCAGC
AGATGAACATTACAACCACAGACACAAATGCATGCTGATGAAGCTGTCCAAAGCCATCCT
TTACTGGGGACATGCAAGCTGAATGGCTTATAAGAACTGGATGTTTGAAGTAAATCCCAA



AAGAAAAGAAACACGATCCAATTTGTTTATAAGCATAAAATGTGTTTTTTGGCTTCATTT
GTAACATTAACATATGTCATTAACAGTAGGGCTGATTGTGTGTTGGTGCAGGTGTTACAG
TGTCCTGTAGGGGGCAGTAACAGCTCANTATAGGAATGACAGTACACACATCACACACAA
AGTCCCTGCTCCAGTTTTATCAGCTGCCATGTGGTGGTTCTGTTCATCTTTGGGTCCAAC
CCTGTGACTCGGGCCAGTGTTGCTGAAGGTGTAAACCATGACTGACTGTCCCGCCATCAC
CCCACGTTTGAATTCATGATCTTTATTGATTCAAGAGTTGATGTACACACACAGAGG
>AU172140 ID   AU172140   standard; mRNA; EST; 631 BP.
CTTAAAAAAGGTGCACAACAGGGGAGAACCAACTCTGTAAATCTAAGAAACAGCTAGTCA
ACTGCAAAAATACTCCCATGTGATCACAACAAGCAAAAAAAGGATAGAAGGCATTTTGTC
TGTTCGCAAAACGAAGGAGTTACATGCTTTAGACTTACTTTTAGAAAAGCAGTTTGTGTA
ATAATTTCCTCTCTGTAATTTAACACTATGGTGAGAAGCCTGCACCTTTTACTATCAGTG
GAAAATGATGTTCAGCTTTTAAACCTGCATCTTTGCTGTCCACAAGGGAAAGGATCTTCT
GAGAGCAGAAATGGCTCGTTTTTTATTTTTTGCTTACCGTTATTTGATTTAATAACAGAG
TGGAAAAAATATGAGAAAAATAGGATCTAGAGAAAAACTGCTAGAGCTTTTAAAAGTCAT
AAGTGCTTTTGCCACATATCCCACCAGCTTGGGTGCGTTTGTCCTTTTTCTATAGTGTGC
ATTGATTTAGTTCTACATTTCTACAATGTCATCATAGAAGTGTGCATTTGATGTAGTCAT
GCTGGTTTTCAGGTTTAAACCACGACCTTTTCAACTGTTAGTGTAATTCTTTCAGGCTCC
AACACTTCTCAGTAGGGTTCAGTTAAAATGG
>AU172145 ID   AU172145   standard; mRNA; EST; 474 BP.
CTCCTGTGAAATAATAAATCTCACATATGCAGCAGTACACCGCCTTGTTCTTACGTGATT
TTTGAAACGCCAAAAGTATTTCGTTTAAATGTTATGTTGTGCACTTTAGTGAGGAGCAGC
GGCCTGCCTGCTAGCTTGCTCCTAAACTGTTCGCGAGGCGATTTTAGCCTGATATTTAGC
TAGTCCGGACGCTACCATTACCTAGCTATTTAGCTAATCAGAGGTTATTACAGGGAATAT
TATACATAGTCTATTTGCGCCCCTGTCAAGCAAAGATGGGTGTATGAAATGACAGCCTTT
TTTGGTCTATAGGTGAATCGACACACAAAAGGCCCCCTGGTCAAGCTCGCCTTGGCGCTG
GTCCTGCTGCTTACCATGCAGCCATGAGCTCTGCCCTGTGGAACCAGGATAGGTCTGGTG
GGGGCTTCAGGGAGGACTGGCGCTTCTACATGGTCATAAAAGAATGTACTGTGG
>AU172147 ID   AU172147   standard; mRNA; EST; 617 BP.
GGTAAAAACACCGGAACCANTAGGAAAATCCTCCAACAGTTTCTACACCCGTAAGACGGG
TTACTTTCCTGGACTCATTTCAGNAACAATNCCATTCTTTGTGGGTTTTTGTGTGTCTCA
AAAGTGTCTTGAACCCTTNTCANTGTCGTTTCGGTTTGTTGGAGGAGAACTTGAGCCAGT
TTGGGTACCAAACTAAGGCCCAAACTCTTCAGCAGCACAAACCTCACCACACTCTTCTTC
CTCAGTGATCCTAGCTCAGATGTGTGGAAAATGGTTGCAGGAGGAGAAGAAACTGCTGCA
CTGAGGCCAGTTTGAAATATGTTCACGATTGTTCTGTTTCCAACAACAGTTTTCAGGAAA
GGTTTTTTTGTCGATTTCTGGGAAACCTCAGTGATGACGTCCAGCGCGTCCTCTTCCTCT
CAGTGCGCCACCATCAGACTCAGCAGATCTGTTGGCGTCGTGATCGGCCGACGTCCGAAC
AGCTCTGCATCTCACATCTGGAGGAAGAGGATTGTGGAAGCGACAGGTCCAGCTGTCTTC
TCCGTCCCAGCTCTCAGCTCAAAATTNTCCANCTGGACTGCTGTGATGCTGGTTATCCAG
GCCAGGAGGAATCTTTA
>AU172155 ID   AU172155   standard; mRNA; EST; 642 BP.
CTCTTGACATGTTCTTCGTAATCCTCATTTTTTTCTGTAGTGCAAGTCACATTATAAATT
GACCAATCAGATGCTTTAATAAAAGTAGGTGGAGCCTGCTGGCCCCACGTCCAATGTTCA
AACATTTCACTCACAGATTTGGTGTGGCAGGCTTTCAAGTGGAATGGGTGTGGACTTCCA
ACAAGCTCACTCCTGATTAGTGGTTGCCATAGAAACGACGCCTCAGACCAATCACTGCTT
ATTGACAATGTCTGCCTCCAACATGGCGGCATCTGTATCACAGAAAATGGCGACTGAATT
GGCTTCATTTTGTTAGAGCTGAAAGTGAACAGCTTCCTATGGGTAACATCACAATCACTC
ACTCTATAGTTCTTATAAACAGTCAATGGTTAAAACAACTTTATATGCATCTCAAATTAA
ATTGACAAACACAATAATGAACAAAGAAAACATAAGTTTTAATACTCCTCTTTTTCAAAC
AGCTGACAGTAACTTTTCATGACCTAAGCAGCAGTTTTTAAAGCTCTCTCTTTTTGACCT
AAGATCAGTACAGCTGCAGATGCACCTGAAGAAGGTCTCTAAAGTGTATTTCTGTTGATA
CACAAAATCTGAACAATGCAAATGGTTTTTACTTGGTTCTTT
>AU172156 ID   AU172156   standard; mRNA; EST; 653 BP.
TTTTTTTTTAGAGCTCAGCCTTTCCTGCTTCTGTCAGACGTGAGTTTTAATTTTTTTAAA
ACATTTCATTTGAAAATTTATCTCCAATAAATCCTTGTACTTAGCAAAATCAAATGATTT
CTATTTTCACAAATCAATGCAATAATTAATATAACTGCTGACCCCCCCCAGCTGAAGTCC
CATGTATTTTGTCCGTAGGAAGTGTTACTGTTAAAGGTACAAAGGACTGAATTCAAGCAC
AGACACGTTTCAAAGCAAAAATCAGCTAAAGGTGATGAATGGATTGGATGGAACAGAAAC
TGGCTCTGTTCACAACAATCATCCAGATTCAACAGCAAGAGTAAGCAGTTCAAAGCTCCA
GGGGGGGGCATGTGGGCGGAGCTACCAAAGAACAATTCACCTGGACAGGTCTGCTGTTCC
TGACCTTTATTTCTGTTCCCGTTATGACTCCCCCTTCTGAAAAATGAACCCTGCCTGCTG
TTGGGAGGAAGACGTAGAAACAGCCGCTGTGAAAGCAGACTTTCCTGCCCTCCTTGCATG
AATCCTTTCTGGAAAGACCCCGCTCAATAACATATATGAGGATAAGAAAAATCTAACTTC
ACGGAAAAATCCGATTCAATCAAAAACAGGTCTGTTTACCTGCTGGAAATCCT
>AU172157 ID   AU172157   standard; mRNA; EST; 717 BP.



GCGAGCGGCAGTGCGAGCAGCTGTTATCGGTTCGGTTCGGTTCTGAGAAGGAGGCCCAGT
TCGCCCTTTGGGGGGAAGGACCAACCGATTAATCCTGGAAGCGCCCGGAGAACCGCGGAT
ATCCACGCGGTAAAGGATGCTTCATGAGCGGCGGCAGGTGTGAAGAGATGACCGGGGAGC
TTCCGGCGCCCGCCGGCCGAGTGCTGCTGGTCAAGAAGATGGTGATGCGGGACGCAGACG
CGCCCCAGCAGGGCATCGGCCGGCCCAGCGTGTACCATGCCGTGATGGTCATCTTCCTGG
AGTTCTTCGCCTGGGGTCTGCTCACCACTCCCATGCTCACGGTTCTGCATGAAACTTTCC
CGCAGCATACGTTCCTGATGAACGGACTCATTCAGGGAGTGAAGGGCCTCCTGTCCTTCA
TGTCTGCTCCACTGATTGGAGCGTTATCTGACGTTTGGGGCAGGCGCTCCTTCCTTTTGA
TCACAGTCTTCTTCACCTGTGCACCCATCCCGCTGATGCGGCTTAGTCCCTGGTGGTACT
TTGCAATGATCTCCATGTCTGGGGCGTTTTCTGTCACCTTCTCCGTCATCTTCGCGTACG
TCGCTGATGTGACAGATGAACGAGAGAGGAGTACAGCCTATGGTCTGGTGTCGGCTACTT
TTTGCGGCCAGCCTAGTAACCAGTCCAGCCATCGGTGCGTACCTGTCGGCCTGGTAC
>AU172160 ID   AU172160   standard; mRNA; EST; 645 BP.
ATCTGCTTCTGCTCAAACTACAGACTTAAAGACAAGAAGGCTTGCCCTCTTCATTGTTGC
CAAGACGACCAATATCGACTACAGAATGGTGTTCCTATGGAAACAAAGGATGCTTTAAGG
AGTCACAGCATTAATTAAAAAAGGGGAATATAAGTTCGATGGATGAGAGAGATGGAGGGG
TTAATGGATAGAGAGAAAAAAACAGACTATATTATATAAAAACGGGAATCTCTGTGGTTA
CAAAACCTTATGTTGTTTTATGTGTTCAGAAGGTTTTTATCAAATTCAAATTCAAATTAA
TTTTATTTATATAGCACCTTTCATGACAGCAACGACAGCTCAAGGTGTTGTACATAAAAA
CAAAATCAAATGCAATAAAATACAATAAGATAAATTAAATTAGCCCCACACAATAAAATA
CACAAAGACAAACACCAGTGGAAAATAAATAAATAAATAAATAAAGATAAACCAGAGAAA
CCATAAGCATATTACTTATCAGTAATATGCTTATAGTAATATTACTTATCAGTAATATGC
TTATGCTTCAATCCGAACTCACCTTGAAAAGGTGGGAAAAAAGGGGAGTTTCACAATTAA
AATGGATGCATGGAAACAGAAAAAAGGAAGTGTGGAAAACAGATT
>AU172169 ID   AU172169   standard; mRNA; EST; 716 BP.
GGCAGAGGCCCGTGGAAGCGCTCANATGTGGGTCTTGGTGATCATCGCGGGGATCGGGGT
GGTGACGCTGCTGCTGCTGCTGTTCGCTCCGCACATACGAAGATATGCAGCTGGAGCCGC
GTGCAGGACCGCGAGCCGCCTGGACGGGAAGACGGTACTCATCACCGGAGCCAACACCGG
CATCGGGAAGGAGACCGCGCTGGACCTGGCCCTGAGAGGAGCTCGGGTCATCATGGCGTG
CCGAGACACAGAAAAGGGCGAAGAGGCGGCAGCCAGTATACGAGCCGAGTGCCCCAAGGC
TCAAGTGGAGGTTCGAGAGCTGGACTTGGCAGACACCTGCTCCATCCGAGCATTCGCTCA
GAAATTCCTCAGAGGTGACTCAGGGGGAACTGTTCTCCATCCAAACAGCAGAACCTGAAG
GTCTGGAGCTTCTTCTGTCCTCCGTTCCTTTGCAGAAGTCCACCAGCTCCACATCCTCAT
CAACAACGCCGGCGTGATGATGTGCCCCTACACGAAAACGGTCGACGGCTTTGAGATGCA
CATCGGAGTCAATCATCTGGGCCACTTCCTGCTGACGTACCTGTTGGTGGGGTTGCTGAA
GCGCAGCGCACCGGCCCGCATCGTAGTCGTCTCCTCTCTGGCGCACAACTTCGGCTGGAT
CCGATTCCACGACCTCCACAGCCAGGGCAGCTACAACAGCGGGCTGGCTTACTGCC
>AU172171 ID   AU172171   standard; mRNA; EST; 359 BP.
GTTTTCATGTATGTTTTGTCTGAAGAAAGCAAGAGACGGTGGAACACTTCTCATCTCTAC
TCCATCACCTCCACTGTCACAGTCTGCCCTGCTTGTCAGACGCTGGTGATGGAGGCCAGG
CAGTTCGATGACTTCTGGAGTTTCTCAGGCTGCGTGGTGGGCGGCTCCGGGATGGCACGA
AAGCTGAATGGCAGTCCTATACTGCTCGTGCCAATGTGGCCTGGGCTCAGCGCTGGATTC
TGCCGTCTATTGCTTTCCACAATGCTGGATGTGTTGGATGCAAGGCTTTCCCGTGTTCTG
GGGGAGTTAAATCCGCTGTCCACTGTCACACTGCTGCTGTCCATGCTGTCCAATCGGGC
>AU172179 ID   AU172179   standard; mRNA; EST; 608 BP.
CAACAATGACAGACCTGATAAATGAACCTTCTAATAAAAGGAACTCTTGGTTTTCTGTAG
GATTCACAAATAAGAAAAATGATTTTTTTTTCTCAATAAATGAAAAACATTCAACAAGTA
AAGCTTTTTTTGTAGCAAATGGCTTTTACAGAGGAGAGAACAAAGCTGCAGAGCACAAAC
CGAGCTTAGACAGGATTTGCAAGTTGTCGGTCTGCACCTGGATTTTTCCTGCTTCTTACG
TCGAGCTCCCAAGGCCTGGATTTTTTCTGCACCACAGTGCTGCACAGAGATGGAGGGTTA
CGAATCCAAAGATTTCGAATCGACCTGACGCAGCACCTGTACCGAGCTGTTTGCTCAGCC
AGAAAGCAGGACAAGGTGCTTCAGTGCAGCAAATTATCCACAGCTATGCTCCAATCCAAC
AACAAGAACACGCCCCTTTCCGCGACATCAAAGGTCAAATGTTGCATCACAAGAAATCTG
CAGCTCAGTGACGTTTGACAACAAGTCCAAGTGGGTTAGCACCCCTGCTCTGTTGACTGA
CAGCAGGCCTGCGCCCATCAGCCCCAGCGGCTGCCTTGTCCATCCTCGCCTCCCACATCT
GCAGGTGG
>AU172182 ID   AU172182   standard; mRNA; EST; 740 BP.
ATTACTTAAAAACTATTTCTAAAAATCACCGCTTTTTGGTCGGNCATCTTAATTGTAAAT
TATTTAATTAGCAAACACTTAACACTGGAAACGACTGGAGTTCACACAAAGGACACATTT
TAAGTTTATTATATTTGTCATTNTAATGACTGCAGTAACTTGGGAGCAAACATTTAGTTA
AGCTAAACAGATGTTTTTAAAGTAAATTGNGTTCAAATTATACCTTATACTTTATGCTTA
ATAGCAAACAAGTGATACCCCCTTAGATACCCTTTATTCAATATGAACATTACTTTTATC
ATGTTCAGATTATAAATCAATCACAAATAAATACATTTAAAAATATATTTGGTGAAATGA
CAATAAAATGAAATCAACGCTTTCTTTTCTTCTGTATTTTAAAGAAAATGACGAAAATCA



ATCAACTGCATTCACCAACATTTACACTAAGTCTTAGGAGGAACATTACTCANCAGACAA
GAAAATTAATCTTTAAATGTGTGAGAGTCTTTCATTAAGTCTTAATTATTCTTCATATTG
TGATTTGTTAACGGATNGNCTGTATCCTTTGCTAATNCACTTGCCCCTCCTTAGGCTAGG
CAGAATGAATGTTTCGGTGCATCTATGGGCATTGACTTAATGCAAACCTNCTTCTAACAG
TACCAGCACTCTTTGTGCTATGCAATAAACCTGGTTTATAAGATTAATGATGGCGACAGA
AGAAGGGTAAACGGATTATG
>AU172184 ID   AU172184   standard; mRNA; EST; 435 BP.
TTTAAAAATTATTTTCTAATTATTCTCTATGGGTTTTAACATATGTTCAGCAGGATTGAA
TGTATATCTGATTTACGTATGAGCGCATTTCCCTAACCTCTTTTACTGCTGTCCGTCTTT
CTTTGTTTATCCCGTACCTCGCTCTGTGGAGGTGACTACTGCCCCCCCCACCCTTTTCTC
AACGTATCCTTGTAACTCTAAATGAGGTGCCCTGCGTGGCCTTGGTGGGGCCAGACTCAT
GCGCCAGGGTCTCACTCANTNAAAGCTCAAGCAAAGAGAGGATCANGCAAAGGTGGGGCC
CTGCAGCTGCANGCCGGGCGGGGCGGCGCCGAGCCGCGCGTTANGAGCGGNAGTCCTTTT
TACTGTACGGTTTGTTCCCCANGATGCTGTCCACCTCGTGTGTGATGGACGACGACAGCT
TGGGAAGAACCTGTA
>AU172193 ID   AU172193   standard; mRNA; EST; 600 BP.
GTTTTTTTTTTTTTTTTTTTTTTTTACTGATAATATATCTTTATTTTTGATTAATTTACA
TTAAAATAAGTCATTTAAACATAACAGACTGTAAGTATCTATGTTTGGATTTGAAATAGC
ACATTTAATGANTAAAAGGTCATAATCAATTAAAAACTGCACATTGTTAAAAGTTCTCCA
TAAAGAGGATGAATTTGACTTTCTGTGACAAAAACGACAATGCAATACAAAATACGTTTT
TCCACCTGACTGCATGAGCTGAGTTGCATTTAAGTCAAGCATATTTTGCCATGGCACCTT
GGACTCACAGAGATCATATGTTTCTTTTCAAAGGCTACAAGATACAATATGTAAAAAAGA
AAAACATGAGACACTAGAAAGGGTTCATTTACCCTTAATTTTACCTAGCAAAAGTGCCAT
TTTGCCTCAAACAATGAATTCAAGCAAGCTGCATTTTTTTTTTTACAGAAAATATATATG
TATATCAAGAGTCTCCATTTACATCACATTAAGACAATGTGTTTAAACACAGTTATCCTC
AAAAGTGCTTCTTGAAGTCTGAGCAGACTAGAATAAAAAACAAAATGTACAGTACGTTAG
>AU172194 ID   AU172194   standard; mRNA; EST; 675 BP.
TTTTTTTTTTTTTTTTGTGGAATAATTTTATTTATTTCATTTGTTAACATGCGTCAGCAT
TTTGTTCATTTTGCCCATTCTTGGGCTAGCATAAAACTGTGTATCAGTGTATCAGAAAAC
TTTTTTTTCCAGTAAACTAAATTATATAAACATAAGAATACTAACAACAGAAATATCTTT
ATTATTCAAACAAACATTCCCATATCTTGTTAGAGATTAAGTAATTTTCTTTCGCTAGGT
AAAAAAAACATTTTATGTTTTTTATGTGAATTTGAACATTATTCCAAATACTTGGAGGGT
TATTGCCAGTCTTACATGCCATATTTGCTGATGATTTCCTTAGCATTTGTAATGTAGGTT
GACATGGCATCATCCTTGGACATTCCGTTTCTTGAATTCCAAGATTCCCACTTTGCCCTT
CCTGTGGCATCTANCGCTCCTGGTTTGTCTGATGTTGAGAAACACCACAGAGGAGGGTTG
CTTTAAATTCTGCATGCAATGAAGTTAATGCAAAAAAGTGCATTGATCCCTTACCTATGT
TAATGTCTCCAACAAGGGATTGCTTATAAAGACCATATAGGGTCAACAATTCCTCGTTTG
AAGGCCTAGTCTTTACCTTCTTCACATCCTCTGCCACCGTCTTAAAATCAGCCTTTAAAT
GAATAGAAGATCGGC
>AU172201 ID   AU172201   standard; mRNA; EST; 719 BP.
TTTTTTTTAAAGGAACTTACAGTAGCTTTCCCATCCCCACAGCCTGAGTGAGAAACAATG
TCCATATCCTGCAGGTTGTTTCCCTTTTCTCATAACCTATCTGCTATTTGACTGCTATCA
ATAACAAAAATTGTGCATCTTGCTCAAGAAATCCTCGTACCGGGTCACAGGGATGGAAAT
TTTACTAGCTGTAGAACATTTTCTAAAATAATTGTTGCCAAAGATAATTATTGAAACAGC
CACCAATCTTTCCCGGCCCAAGTTTCCATCCCTGAGTATAAACAGGCCAACAATGAAAGA
GCCCCTTTTAAAGCAAGCAGCTGGCTTTGTTAGCGGCCCTCGCAGGATATTGTGAGATGA
TGGGATCTGTAGCTGAGACAGTGGGGATAGGTGTCAGCTGGGTCACATTTTTCGCGTCAC
AATATAGGATACCCTTTAGAGTAACGGAAGACCGTATAGGTAAAGCAAAAAAACAAAACA
AAACAGACAAACTGTCCCAAAAACTATGCAACTAGTCATGCTACCGTTAAAGAAGGGGAG
AAAGTTGAGTACACATGGCAGATAACAAACAAACAAACAAAAAATGCTGAATCCATACAC
TTTTTCTTTTAAATATAAATATGTATCTACAGTATAATTATATGAACTGATACAAATTAG
TAAACTATTGGCTGAATAACAATTTTCTGTCTATACTAAACTCCAAATACAACTGCAGA
>AU172202 ID   AU172202   standard; mRNA; EST; 710 BP.
GTGACCCCTTGGTGTTCCAAACATGAAGTACTCCCTGGCTCCAAGAAGCCAAAACCCCAT
AGGCTTCTACTAAGAAATAAACAGCTGTTACTCAGTCTTCATGTTGGTCAGAATAACCAT
TCCTACTCTGCTACAGTTATTTTATTCATTTTTATTTTTTTCAGAAGTGCAAGTTATTTC
ACTTCTGAACTGGCCAATCAGATAATTCAATAAAAGTATGTGGTCTCACATCAAAGTGAT
AGGGGTGTGGCCTTCCAACAAGCTCACCCCTGATTGGTGAGAGTAGTTGCCATAGAAATT
ATGACTTAGACTGATTCAGACCAATCACTGCTTCAATCATCTGGCTCCAACATGGCGGCG
TCTGTATGATGAAAAAATGCCGACTGAATTGACTTCATTTTGTGGGATGTACCATAAGTC
ATTTTCTGTGGGTGACGTCTCGCTCGATCTGGTTCTCATACAGTCGAAGAAAGCAAAGCA
GGAAGGAGGCTGTGTGTGTTTTGCCACAGTGACAGACTGCGGCTGTGTGCGTTACAAACA
AACATCTGACAGGAGCGCATTTGTGCGCGAACAGAGGAGCAAAGTTAATGAGGAGCTGCC
GTGATGCAGGAGCATCCATGATTTATGTTGGTGTGTCAGTCTTGTTTCCACGCGGTGTGA



TGGCGTGCAGGAACCCGGCTGCAGCCTCCTGCGTTTTACCAGCCAAAGCG
>AU172205 ID   AU172205   standard; mRNA; EST; 303 BP.
CTCCGGCACGTGCGCACACTGCAGAAGTCCCCTCGATTGTCAGGTTCCGGTCTCCCCCCT
TAACCCCCCGGACCCACAGGTAGACGTACACCCCCTCATATCGGAGCAGTGAGCGGCCTC
CTCCTCCTCTTTCTTCTCCTCTTCCCGGTGCCTGCCAAAAGTGAAAAGTATGTATCCAGC
TGGGAGGGATTTCTGCTGCCATTTACAACGACAGGCTTCGCTCTGAGGGGATGGGCTCCA
AGGACCACGCCGTGCTCTTCGCCAACCAGGACTTCGAGTCCCTGAAGCGGGACTGGTTGG
AGT
>AU172212 ID   AU172212   standard; mRNA; EST; 575 BP.
TCTTATGTACCCATATGCAATAAATCAAGAAGCAGAAACTAATACGTAGGCTCCACTTAC
TGTAGGCTTTATTGGATTTAAGTTGTAGTCCAAGTTTGGTTCCGCTTTTGTTGTTGTTTT
TGTTCTAGTTGCTAGGATTCAAAAGACACGCGAATGTGAGACTCACGACAGCAGCGAATA
ATACTGCACTGCGATTGGACAGCTCCGTGTGTCAGATGACACAATGGCGAAGGAGTGAGC
TGTCGTCTTTATACTCTATGCAACTGTTCTTTCTTATTACCCCTTATTCTCAATCTCGCT
TTGGGTTTGCATTTTTAATTGTATTTTTGTTTGTTTTTGGGGCTAATAGTTTTTTTTAGA
TACTTCTCTCATTTTTTTTTTATTAAATCTTTTCTTGCTGGAGCCTACTTTGTCAAGGTA
TGGAAAATCCTAGTGTGTGTGTGTGTAACAGATATTCCAGTACAGTTTAGTTTATCAGTG
CTGAACGTCACATTTGCAGCTCGTTGATTTAGCAAGACGGAGTAAACGTGGACTGGAAGG
TTTATCATTGCTGATGGTAGGAGTGTGTTGGATCA
>AU172213 ID   AU172213   standard; mRNA; EST; 462 BP.
AAAAATACGAGGAAATCAAAAACAGCTGAACGATTTAAACTGAGACACTGGAACGGGAAA
ACGCTAAAATTAATTTAAACAAAATCCGACGTTTGCCGTAAACGCAGACTCTCGGGTGGA
GATGAGCTCCGTACGGTCCGCTTCAACCCTCCGGCTGTTTTGGCACATTCCTGTTTTCTC
CACCGTAGGAGTGAACGGAGTTTTTCTAAACGGTACCGACTATTTCCTGAAAACGGCTGA
TACATGCTTTCTGATTAAAAGAGTTGCGATTTCTGCGAAAATATAAGATGTTAATAAAAA
ATAAGGACAAAGAAAGCTCAATCAGCCTTTGGCGAGAATATTTACACAACAATCAGAGCT
GATTTTGTTGAAAACTAAGGATGTGTTCTGAAAACATTGGTCAAACATAAACATTTACTN
TCTGACTTGAATAATTTTCTGCCAGTTTTTACCTCAAACGCA
>AU172221 ID   AU172221   standard; mRNA; EST; 643 BP.
TGTCACTAGCCTTGCAATGTCCAGGGAAAATGGTGAGGAAAGGTCAAAGCGTCCCGTGGA
AGCGTCGACTCTTTCCATGTTTTGTTGTGCCATACGCCGCTTCCTTATGTTTGTTTTACA
GCAATATCTGAAAAGCAGAGCAGTGGCAGTTCAAACAATGGTACTTCCTTAACTTGGTGG
TCTAAAAAAAACCCTCGTCATTTAGCTTAACGTTTGCTCGGGACTGGGAGCAGCGCAGTG
AGGTGTTCTGGGTAATGAGCCAGGTTTAGACACAGCCACAGATGAGACAGGAGATCTCTG
ACCCGACACTGTGTTTAGTGAAGCTTCATCACTTCTGTTGCATCTTCTCTTTGCTTTTTT
GGCTACATGGTTACATTTGTAGTTACTGAACGGTTTAAAATCTCTTCAAGGTGAGATTTT
AAACAGAAAACGAGTCGAACAACATTCAGTTTTTCAAAAGGTTTTTCACTTTTACTAAAA
AATACAAATACTTTTTCCACTAAGTACCATTGTGTGAACCGAGGAAGTTTGCCAGATTTC
TTGAACTATCACATGTTGTATTTCTTTGTCGTCAGTGGAGGTTAAAAGCATGAATGCCAT
GTTTTGATTTATTTTCTTTCCTTTGTTTTTTTTCCTTTTGGCC
>AU172222 ID   AU172222   standard; mRNA; EST; 620 BP.
CGACAGGTTTTTATGATCCATCTACAGTAGTACTGACTGAGGAGTGAGGCAGCAAGTTTT
ACACTAAACCCTCCCGCTGCATCCATGCCGCCACCTGCAGACATCGTCAAGGTGGCCATT
GAATGGCCGGGGGCGTTCCCCAAGCTTATGGAGATCGACCAGAAAAAGCCTCTCTCAGCC
ATCATAAAGGAGGTTTGTGATGGGTGGTCCTTGGGAAGCAATGAAAACTTTGCTTTGCAG
ATTGCTGATTCAACAAATTTCTACATAACAGAAAAGAATCGCAACAACATCAAGAATGGC
TCTATTCTCCGCTTAACCACCTCTCCTTACCAGACCGCACTCCAGCTTCATGAACGAATC
CAGTCGTCCAGCATGGATGCAAAGCTTGAGGCGCTGAAAGACTTGGCCAATGCCTCCCGG
GATATCACCTTTGCACAGGAGTTCATTAACCTGGACGGCATCTCGCTCCTTACTCAGATG
GTGGAGAGTGGGACTGAGCGCTATCAGAAACTACAGAAGATTATGAAGCCCTGTTTCGGT
GACTTGTTGTCCTTTACTCTAACGGCCTTTGTGGAGCTGATGGATCATGGGAATTATCTC
GTGGGATACTTTCTCTGTGG
>AU172223 ID   AU172223   standard; mRNA; EST; 619 BP.
GTGGTTCCAACATGGTACTGTCCATATTATGGAAATATGGCGACTGGATTGACTTCCTTG
GGTTGGAGCCAGAAGAAAGTCATATAGGGGTGACGTCACACTCACTCGGTCCAGTTCTCT
TATATAGTCAATGTGAGGAAGACATTGTTTTAGCTCAGAGTTCAGACTCAAAACTTGTAC
AAAACTGTACAGAAATGATCTTAGAAAAAGTTTGGGGTTTTTCGTCCTGTGTTCAAAACT
TTTCTTACCTGAGTGAAGACTTTAAACGTTTTAAACTTGTGGAAAAGCTTTGATGATCCA
GATGGAACTTCTTTTTTGCACATTTTAATTACGCTGTTCACCGGCATTTTCTCAGCCTTT
CGAGTTCTGTCATTATGTTTCTAATTGACTGCACATCAGACGCTGGGAGTGCGTCCTCGA
TTTTTTTTTTCCTCTGAACTCTGCGGCACATCATCAGTCGGATTGATTTTGGAGAAAGAG
CCAGTTAATCAACTGCAGATCAATTTTAATTAGGAGCTGTGGATGGGAGTCGTTAAATTC
CTCCTAAAGCCAAATGTTACTAAAAAACATGGTTTGGGGTTTTCCAGCGGGACTTTGAGG
ATTAACTAAACTCTGCAAA



>AU172224 ID   AU172224   standard; mRNA; EST; 562 BP.
TTTGCTTTCTTACATTTTAATGTGATTAGGAGTCATAAAAATGGAGCAAACCTAAAATAA
AAACAATACAAAAAGGACAGTGGATTTACAAAGGGTGTGTATCGACAAACATTATGCAGC
CTTGAACAGTACAATGGAACAATTGGCACAGAACAAAGGACAGGGCGGCAGGAAGGGGCT
ATTTTGGCCTCAAAATAAAAAAAAAGGACAACTTCATATCAGGATCCTTCATTAAAACGG
CGACGACTCATGCTTTAAAGTCACATAGTTTCAGATTTCAGTAGCTTCATAACGACAAAA
AGAGTGGATGCACAAGTAACAGTTTCTATTTCTCATTTCATTCCTGTCTTTTTTCTTTAG
TTTTTTTATTAGCTTTAAACAGAAGGATTACAGAATACATTTTTTGGATTCTTTTTCTCC
TTTTCTTTGTTTTTGGAGTTTAGTGGAAACAAACGTCAGCTCCCAGAACCACAATCTGGG
ACTTTTTGTTTGTCTCAAAGGTATTTTTCATACTAAAATATATTATTGTATCAATTCAAA
CTACAGTAATGTACACTACAAT
>AU172227 ID   AU172227   standard; mRNA; EST; 656 BP.
CAAAAGTGCCACTTACTGCCAAGACGTTTGTGAATGACACGCAAGAAGACGTTCTGGTGC
TATACTTAATCTAACAATCTANCATTTTTGAAATATTAGCACGAACAATAATTTGGTACT
TTGTTTTTGATCCTTATTTTAGGTAGGTTTTCCATAGAGGCCATAAAGATGACTTTTGTA
ACATGTACTATTTTTAAGCTTTGGAACATTTTCTAACATAAATTTCATTATGTTTCAAGC
TTTCTGAAAGACTGAACAAAACAAAGAGAATATAAAAGATAAAAGGTTAATTTATAAAAT
TATACTCTTTGTTTAAACATTGGATGCTTTTCATGTTTGATTAATGGGTTTTAGTTTCAG
TACAAGATGCAAGGTGTTTAGCACTAAAAACACAATTTTAAAAAATTGCTAGTATTGGGA
AAGAAACTGCCTGCCATTTTTTTCACGTTGATTTTTTTTTTTCTTAAAGTTGAACTTACT
CCTCAGTGAAGTTTAACCGCTCTCATCCTGGAGCTCCTGGTTTTTTTTGTTGTTTTTTTT
TTGAAAGAATATTTGATCCCGCCTGATTAATTCTGATGTTTAAAGAGGATGACAGACCAA
TGACACCAATCATTTCTTTTTTGTATTCTAGAGTTATTTGTTTCCTATACTGCCAG
>AU172228 ID   AU172228   standard; mRNA; EST; 564 BP.
TTTTTATACTTTTATTTAAAACGCAGAAAAATATTTTTATCAATTTCTTTCTTTATTTAC
AACCATAAATTATACATTCTTTTTAAAGAATAACTTCCTGGGAGTTACAAACCCGCTTTA
ATCTCAAATTATCAACAGTTATTTTTCAGATTTCCTGCATTGATTCCATAATATCTGACG
ATCTTGTTAGTTTTTCTGTTAAAAAGTGCAAACAGGAACAAAGTCACATCGCTCATTTAA
CATGCAGGAGACATGCGGGGACTGCAACCTGACACACTCGCTGATAAATAAATGTGAACC
TTTATGACTACACAGCAGAGAAAAATAGTGCAACGTTTTTTAAAGTACATTGAAGGGGAT
CCAGGGCACAGGCGAGTCAAACTCGAGCGGCGCAACAGTATGAAAGTGCATGAAAACTTT
AAAGCCACGTTCACACCTCCCTCTGCAATGCGCGTTCAAGCAGCACTTCCAATAAAAAGT
CTACACAGACACGCGTAAATGCACATTTCAAGCTAGCGCTTAAAACCTTTGCATTCATGT
GTCGCTACACACATTTTAAAGACA
>AU172232 ID   AU172232   standard; mRNA; EST; 403 BP.
GTTTTCAGATGGTGCGGTGGTGAGCGACAATTCACTCCGATTATTGGTTCCTACCCTGAT
CACCACCTTACTGTGCGGATGTAAACACGGACTGCCGGGAACGAACGAGAATCAGATTAG
CAACGTTAGCTAAGTGAGCTAGGCGGTACTTTTTAGCCAGGCATCTGTTGGGTCAAGTCA
AGTGCAGCCAGACCCACCTGCGCCTTCAGCTGTGCGACTCTAACCCTCCATCAGGGATTT
TTTTCTTGTTCTCTCTTATTGTTCTTTTTTTTTTACCCAGCCCAAAATGAAGTCTTTTCC
ATCCTTCGTCGCATTCTTCATCGTCTGTTCGGCAGTTTTAGCTGACACTCAAGCAGTTGT
TACCCTTGAAGTGAAGGAGGGAAACTCCACCTGTGTTAAAGCA
>AU172233 ID   AU172233   standard; mRNA; EST; 570 BP.
GTTGTGTTGGCAAGGAGAAAAGGCGCTTTCAAGCTAAGTGGACAAATATTTACTTTGTCG
TACCTCATGGGCTGGATTAAGTCATGTGCCTGATTTACAAGGAGGTAAATGCAATGCTCA
AGGAATTCAATATAAATGGTCACTATGTTACAAATCATAAAAACTAGGAAAAATTTACAG
TAGGGGCGTAACAATAAGCTCCAAGAACTACAACGAGGCTATGCTGCACAGCAGATAATG
TTTACAAAAATGGCTAAATCCAGTGAAGCTGGGACAGAAGCTAGCTATGTTGTGGCTTTG
GAAATGGCCCGGCGTAGCAAGCCCTTCAGTGGCGGGGAGTTTGTAAACAGAATGCATGCT
GAAAGGAGCTGACATTGTTTGTCTAGAGCAAAAGAAATAGTTTGAAGAAATAAGTCTGTC
AAATGATACAATTAATGGACGAGTAGAAGATCTGGGCAGCAACCTCTGACTGCAACTGGG
AAAACATCTGGAGGGTCTGGTTAATTGTNCAAATGACACTTGGTCATTAAAGTTATTAAA
AACACTTTTTTCTGTTTATCCATTTTTTTT
>AU172241 ID   AU172241   standard; mRNA; EST; 394 BP.
CTTTATTTATTTACATCATTAAAACCTAAAGTGCTAACAAAGGTAAAACATCTGGGATAC
AAGGTATATATATATATATATATTTATGAACAAGAATATGGCGCCATAAGGCTTGCTTTG
TGTTTAATATGTCTTAAAGAGGAATTAGATTAACAGGCACAAAGCATAAATACACATAGA
AGAACTGGGTTCTAATATTTCTGACAACCANAGTCGTCTTTATCTCTGAAGGAGGCGGAA
ATCGANCTTTATTTATTTACACTCTCATGCCACTGTCTGCATAAGTGTTGACCGACTTGC
TTCTGCAATATTCCTGTAAAAAAGATGTCACCAAACTGGNTTCCTTTTGTTTTGGCTGCT
GATTGGTCACGGAGTTTTGATGTGATGAGCCATA
>AU172243 ID   AU172243   standard; mRNA; EST; 683 BP.
ATCGTTGCCTTAAAGTTAAACTCTGATCATCTTTTGATCGATTGTAAAAGCCTTCTCGGT
GGTCTTTGAATTTTGATTATGCTGTTTTTAGCCAAAAGCANGGAGCTTGTGACCAACCAA



CTGTGGCCTATAATAGGCTACTTCCAGTTGCAATTATTTTTGTCTGCTCCTCATTCACAT
TGATTTGAATAAAGAAATACTCTAAAATTTANTTNTAAGCTGATTTTTTTTATATGTCCT
CCGTCGTCAGAAAATCCCACAAGAACATGATAAAAATACCAAAAGCCCCATAAAAAAGTG
TGATCCAAACTTTAGATTTCAATAAACCAAAGCAATTTAATGTTATTTGTAGTTAGTTTA
ATTGTTATTTTAACAGCATTTCTTCAGCTCTAACTGATCCACAGCATGATTTTCACAGTA
GTAGAACAACCTAATCGTGGATTTAGAGTTGGTTTGCCAAAACTTGAGCGCCTCAAGAGC
TTTGAGAGACACTCCAGTCAGATCTCTGACTTCCTTCGTACAAATTCAAAGATCAGATCG
TTGCAAACATCTGACTGCGCCCACCGACGCTTGACTAATCAAGTTCTCTCCTGGTTTGTT
TGGGTGTGTAAGTGAACGCGTGCGTGCCGGCGAATGCACCAAGCGTTCCACGAATAGCTT
GAGGCTGGATGGTAATGAACACC
>AU172245 ID   AU172245   standard; mRNA; EST; 698 BP.
CTTAGAGCTTAGCTAAACTAACAACTTTTTTAAATTAAAATTCTCTTGTTTTTTATTCTG
TAAATAGTGAATTATGACAGCAGCAGATAGTTTAATGTCCTTTTTTTCTATAGATCTTTA
ATTTGTTATGCCTGAGTCTCAAACTAAGCTAAGCTAAAGCTAAACTAGGCTAAGCTAAGG
TAATGTTTGAATTCCCTCACTACTCTCTAACTGTTAAAAGACTAACTAGTATCCTTTATT
TTTATTATAATTCAGACACTATGCTCAGTTTTGATATATATTTTTTTTAACGTTAAATAT
GTTGTCGCCCATTTGCCGACGTAAAAACCTTATAAACACAAACATTTTATGTACACTATT
TTAGAATCCACTGTGTTCTGATGATGATGATGATTATGATTATGACGAGACGCTTAAAAA
ACAAAATTAAATTTTCAATGAAAAGTTGTCTAAACGCAATGCATTGTGGTCAATGTTCGC
CTATCTAGTTAGCATTGATGCACGCTGTTTTTGTGTGTGCAAATTTCTGGGAAATTTCCA
GGGCACACGATTTTGGAATTGTGCATTTGGACACCCTGAAAAATTGGCAAACGCACAATA
CAGAACACTAAGTACTAAGTTGTGAGGGAATTCGGACAAAGGCTAAGCTAAGCTATCGCT
AAGCTATCTATTAGCTGAAGCTAAGCTAAGGCGAAATA
>AU172253 ID   AU172253   standard; mRNA; EST; 725 BP.
GTAACCTCATTGATGGATGCAGCTTTTTCAAAGCTATTTTCAGTCCCAATCAGACTCATT
TCACCCTCTACTGTTTGGGTCCAGGAATCCCTAAGGTGACAGTTCACATCACAAAGGACC
CTTCCAGTATATATCATCTTAGAGGATAACAGCCCTCTGTCTAGAGCTCTAGAGGACAAG
AGGCTCCCAGAGACTCTGTTCAGGACACTTTCTGCAGAAAACCACGATCTGCACCTGAAG
CTGTCTTTGCCTCAGAACTATGAGTCCAACCTGCATCCACTCCTCGTCATCGTAGATGGT
CTTCCTGGAAGTCAGTCCGTGACAGAGGAGTTTGCGCTCGGCTGGCCTGAGGTCCTCTGC
AGCACGCAAGGTGTGGCCTTAGCCTGGGTAGACGGCCGGAGCGGGGTTGGGCGTGGACAA
AAGACCGGCATCCTGGATCCACGGAAACTTGGCTCGCTGAGAGTTAAAGATTACCTAGGA
GTTGTAGAGTTATTGATGCAGCTGCCTTACATTGATGACCGGCGGATAGCCCTCTATGGA
AAGGTTCAAACATCTTTTTTAGAAGTTAAACATCAACTTGATCCAGTTAAAGTCACCAAA
GCTTTAGCACTATTTTCTCTCGCTCTTCATTTCAGGCATTTGGAGGTTACCTGACTCTTA
AAATGCTAACAGCAACAGATAAGCTCTTCCAGTGTGCAGCTGCTGTGGCACCAATTACTG
ACTTC
>AU172254 ID   AU172254   standard; mRNA; EST; 550 BP.
TTTTTTTTTTCTAGGAGATTTGTATTGAATGAAAACATAAAAGCCAGTGCGTAGGAACAC
ATTGAGGACAATGACGGGAAGCAAAAGCCTTCGGTTAGAGATCAGGAGCTGCCTCCATCC
CTGCTGCAGCTGGACTTTCCCTTCCAACCCTGGCAGACGCACAGACAGCAGCTGGACACG
CATGAACACACGGCTTCATTCTCCTGCTGGTACCTGAGCTCCTCTGCTGCCGAGTCCGAG
GGTCCGAGAGCGCCTCCGGTGCAGCCTCCGTCTGTCTGGTGTCCTCCTCATGTGCACGTG
TGTGTGTGTGTGTGTGTGTGTGTGTGTCCGCGCTCTACTGGAAGGCCAGCAGAAACATGA
GCACCACGTTGATGATGATGAGCAGCATCATGATGAAGAACACCACCACCTTCTGTGTTT
CGGGGGGCAGGTTGCAGCGCAGCACAGTATTCAGGAAGCCCATCCTCTGCCTGCTCCACC
GCCCAGTGCCGCCGCCGCGCGCCATCAGTCTCCTCGCCTCCTCCTCTGTCTGGATCCGCG
GCCGCCGAAT
>AU172255 ID   AU172255   standard; mRNA; EST; 476 BP.
AATCTCTCATGATGACCATTGTGAACTTGGCGCAGAACTTTGTGGGCAGCAACAACATCA
ACATCCTGCAGCCTCTGGGTCAGTTTGGTACTCGCATCAACGGCGGGAAAGATGCTGCCA
GTCCTCGTTACATCTTTACCATGCTCAGCCCCCTCACCAAGCTATTGTTCCCGGCTGTGG
ACTCCAACTTGCTCAAGTTCCTGTATGACGACAACCAGAAAGTGGAGCCTGAGTGGTACA
TTCCCATCATCCCCATGGTGCTGGTGAACGGCGCGGAGGGCATCGGGACGGGGTGGGCCT
GCAAAATCCCAAACTATGACCCCAGAGAGATTGTTAACAACATCAACAGGATGCTCAACC
ACCAGGACCCCCTCCCCATGCTGCCCAGTTACAAGAACTTCAAANGAGTGATCCATGAAC
TTGGTCAGAACCAGTACCTGGTCAGTGGGGAAGTGTCGGTTCTGGACAAAAACACC
>AU172259 ID   AU172259   standard; mRNA; EST; 594 BP.
GTTCGAGTGGGAAGCTCGACAGGCTGAGACGGTGAACCTGTTCCGGTCCGGATGATGGCG
GCTGACTGCGAGGCTTGGCTCAACTCCAACCCCGTCGACGCTGAGAATCTCAGCGATTCA
GTCTCATCTGGAGAAGAAGGCGACAGGAAATGGTCCGTCTCCAGTAAGACCGTCACCGAG
GTCAACGGCAGCTGCGTGGCGTCGTCCAGCATCCAGGAAGCTCGCCTCAAAGCAAAGGCC
AAGCGGAAGCTGAGGAAGAACTCCTCCAGGGATTCCGGCCGGGGCGACTCCCTCAGTGAC
AATGGGGACGTGCTCAAGGGAAGCTCGGCAGCGCCCACAAGTCCCAAGAGTAAACTGATG



GACAGAAAATCCCGCCTGGGGAAGGGCAGAGGTCTGCCCAAAAAGGGTGGAGCAGGAGGA
AAAGGTGTTTGGGGAAGATCTGGAGAACTTTATGAACCAGTAAAAGTAGACGAAAAGGAC
CCCAACTATGATGAAGACCAGGAGAACTGTGTGTATGAGACCGTGGTTCCTCCACTGGAA
GAGAGCGACTTTGAGAAGACCGTCGCCCCCATAGTTCAAGAGTACTTTGAACAC
>AU172265 ID   AU172265   standard; mRNA; EST; 466 BP.
TCACAAATCAGCTGGAAGCCTCTCCCCAGGTCCTTGGTGAGCAGCAGCGTTTCTTTGAAA
CCCAAAGCAGATGGTTTCAAGTCAGACGCGAGCAGCACGCCGATACAGAGAATCTTCATG
ACCAACGAGTAACCAAGAACATCTGAAGAAGATGCTGCGGGAGCTGCAGACGCAGGATTT
CGACGAGCCCTCTGATGACTCTGCCTCAGATTTTTCCGGAGCGGAGGAAGAAGAGGAATT
GGATGAGTTGGATCACCGCGAGGAAGGCCAGTTTTGGGCCACAAATGATGAGCCCGTGGA
GAAAGCAGAGAGTCCCATTTATGATTTTGAGTCTGACGAAGACCAACCGACCTCTGAACC
CGCTATCTCCTTATTTGCTATTGGAAAACTTTGCAGGTATGGCTTCGATAGGGAGCGTAG
CAAACGGGCACTAGAGTCTGGGAGCGGAGAATTTGGTGCGACTTTA
>AU172266 ID   AU172266   standard; mRNA; EST; 458 BP.
GAAACATTTCACTGTAGTGGTACCAAGTAGAATTTTTTTTTTTTTGTGGAAAAAAAAATT
CAAAGATTGTTTGTATATTTTTACTATTATCAGTCCAGTTTCCTCTGCAGAAAAACCAAT
CGTCCAGAGAGACACAAACTCTCAGTGAAAGCCATGAAACTCCTCCGGGTGGAGCAGCGG
GGGGCGGGGCTGCGTCCCGCCGTCTCGCTGCCAGTTGGGGCGGGGTTTCTGGTCTGACAG
TGCGGCCGAAATGGAACGCCGCCTTTTTGTCTGCTGTGATTGGGTGTCGTGTCAGAGATG
GCGGCGCCACTGTGACGCCTTGTTCATGTTCCACGTGCCAAGTTACTTCTCCAAATTGAA
GCTTTTTCTGGTTGACCTTTTCTAGGATCAGACTGGCTTTGGTCTACGTTTTCTCACTGC
AATGAAATCCCATGAAGCTGGATCGTCTCGCAGCTCTG
>AU172276 ID   AU172276   standard; mRNA; EST; 658 BP.
TTTCATATTCATATTGTTTAATCTTCAAATAACTCATGGCAAAAGATGCACAAATTAAAA
AAAGAAAATAAAATTAGCATGTGTCATTTATGAAACAGCAAACATTATGAAATGGTATTT
GAAAACAAAAACAAACTTAAACTGAGGTATACAGTCGCAGTTTGTTCTTTAATGGCCTAA
GCAATAAATAAAAGCCAGCAAGGCGTTGATTCTGGGTTAGTCTTACAGCTGTCATGTAAT
TTTGCCTTTCAGGAAAGCCACATAATTTAACAATTTTTCTTTTAAAGTTATGAAAGATTT
GACAACAAATATCTACACTAAAGGTGAAACACTTTCAAATGTCGTTCACTCTCCTGGCCT
TTTAAAAAAGTCTCCAGGAGTGTTTTTGCTCATGTAAACCATCTCTGATTACAAGTCAAA
CTGAATTGCGTAAGTCCTGTCTGTATTAAACACTATAAAGCTAGAGCCATTTTGGTGTAC
CGATAGGATTCATATGATTGGTTTCTAAGAATCATATGCAGGAACACAGTACAAAAGTGT
GGTTTCTATCCATGGGTTGTAGATTTTGAGTCTGTAACACAATCAGCTGTACAGAGTACA
GTACATGCTCCCTCGTTTTTTATTAGACGCAACAGATATCTTCATTAATAGGTGCATA
>AU172279 ID   AU172279   standard; mRNA; EST; 694 BP.
CACGTTTACTTCTTTATAACTACGCAGGTAAAGTAAGCCATTCTCGCTGTCTCGTGCTTT
GAAGATTTTTGCTGCATTTTGCGGAGTCCCAGTGTCAGGACGGGCTGTTTTAAAGGAGCC
TCAGAGGGAATTACACCGGCAGCTGCGGGCTAACAGCAGCCTGTGAGCAGGAGGAGGCGC
TGTGTCTCTGCTGCTAGCTAAACCGTCCAGCTGTTGGGGAACTAAACCCAAACTGCGCCG
ACTCTCCGCGCATCCCGCTGCGGGAACACTGGAGGAGCAAATGGACGAGCTGGTGAAGAG
TTTGCCCTCCCCGACACTGCCTGGGCTTCACCTCCCGTGCCTGGACGCCCACAAAGGCTG
GCTCTTTAAATGGACCAACTACCTAAAGGGCTACCAGCGGCGGTGGTTCGTCCTCAGCAA
CGGCCTGCTGTCCTATTACAGGACTCAGGCAGAGATGGCACACACTTGCCGGGGCACTAT
TCCCTTGGCTACGGCCCACATCGGGGTGGGTGATGCCTGCCACTTGGTGTTAACCAGCGG
GGGCCGGAGCTACCACCTAAAGGCCACATCTGAGGCCGAGTGTCAGAGATGGGTGTCAGC
ACTGCAGCAAGCCAAGGCTAACGCCACTGTCCTGATGCATCACTCAGATGACTCTGGTGA
CGAAGCCCCGATTCCTCATGAGAGCGTGCATTAA
>AU172285 ID   AU172285   standard; mRNA; EST; 493 BP.
AGTTTTTGGCCCTCGGACGCTGTCTACCCTCAAACTAAATACCGACAGCGCTGTCCGGTC
ATCTCCGGGTCAGGTTCGCCACAGCTCGACCGTTAACGCGACGCTTTTTGATGCTAGCTT
TGTGAAGCTGCGCGAGGAGGACGGACGGACAGACAGACAGACGGACGGGCATCTGATGTA
GAGAGTGCTTTTCCTTGTGCCAGTTTTGATCACACTACAACTGGTTGGACTTAAAGTTTG
ACACTAAGAAGATGCGTTCCAGTGTGGATGGACACCCGAATGCCCTTGGGAGTGGAGCGA
ATAATGGCAACAGCAACAACAACAACAACAACCACAGCAGCAATGAAAACAGTGGAAACT
CAGGATCCCAGTATGCATTGTGTGCTTTGGGAGTTGGTCTCATCGCCCTCAGTGTTGTGA
TGATTGTGTGGAGTGTGGTGCCTTCAATGTACCTTTTAATAACAGCAGCTCCAGCTCAGG
GGAGGAGGTGTGA
>AU172287 ID   AU172287   standard; mRNA; EST; 672 BP.
GAAACACAAAATAGAGCAGGCTGTGTTTGACAGCTGCATCTTCACCGTAGTTTGTTGTAA
ATATTTGTTTTCCACATCTATTAAATCATTTTGGAGCAAAAATCATCACCTGACGTCACG
GAAAGTCGGCGGTACTGCAACAGTAAGTTCAGGAACAACATCGGAGCGCCATGGGTTCAT
GCTCGGAGAAGTCAGAGGCAACGTGTGTCGCTCTGACATCAGCGAATATGGATCCAAGGC
AGATACCCAGCACAACATTTAGTGAACAGTTTTAGAAGAGAAAGTGAAGATGGAGAGAGG
GGTGGGATCCGTCAGAGGAAGTTGAAGGAGAGGAAGGTGTGCTGTCATCACTGGGGAAGA



GCTTTTAGGATGGCGTTCACCTCCTCAGCCACGGCTGTCAGCGCAAACTCAAACTGCTCC
TTTATCTGGACCATGCCAGCTCTCTGGTCTCTCAAGTGCTCCAGGGTAGCGGCAATATCA
ATCTCTTTAGCACCTTTAGCCATCCTATTGAGGACCATGTCAATCAGAATGTAAGTCCCA
CTCCTGCCAGCTCCATCACTGCAGTGAACAATTATTGGGCAAGATCGACCCCGGTAGCAC
TTGTTAACCTTTCTGCGGAAGTCCAACAAAGTCCTAGCTGAAGTGGGGATCCCACGGTCC
ATCCAGGACAGG
>AU172296 ID   AU172296   standard; mRNA; EST; 289 BP.
CCCAAACGGTGGTGGACAGTGACACGGCATATGCTGACCTCAAAGTTGTGGGTGTCCCCG
GGCCTCCTGGTGTTATCCGGGTGGAGGAGATCGGAGACACGTGGGTGAAGTTGGTGTGGA
CCAAAGGTGCAGAGCATAATAGCCCCATTCTATACTACACCATTCAGACGAGGCACTTCT
GGGCTTTGAATGAAGACGACTGGAAAAATGCTAGCACCTCTCCAACCTTCCTGGATGGAA
CTGTGGAGAGGGCTGAGGTGACANACCTGTACCCTTGGCTGGAATACCA
>AU172301 ID   AU172301   standard; mRNA; EST; 593 BP.
TTCCAGTGTGCCATCACCAAGCGCTGCATCCCCCGCCTGTGGGTTTGTGACCGTGACAAT
GACTGCGTGGATGGATCTGATGAGCCTGCCAACTGCACCCAGATGACGTGTGGCGTGGAC
GAGTTCCGATGCAAAGACTCTGGGCGCTGCATTCCCGCTCGCTGGAAGTGTGACGGCGAG
GATGACTGCGGAGATGCTTCCGATGAACCCAAAGAGGAGTGTGCTGAGCGGACATGTGAG
CCGTACCAGTTCCGCTGTAAAAACAACCGCTGTGTACCAGGCCGCTGGCAGTGTGACTAT
GACAACGACTGTGGGGACAACTCTGATGAGGAGAAGTGCTCGCCTCGTCAATGCTCAGAA
AGCGAGTTCGCCTGCACCAACGGCCGCTGCATCGCGGGCAGATGGAAGTGTGACGGCGAT
CACGACTGTGCCGATGGATCTGATGAGCACGGATGTGTTTTGAAGTGTGACAACGACCAG
TTCCAGTGTAAGAATGGACACTGCATCCCCATTCCCTGGCAGTGTGATGCCGACCCCGAC
TGCATGGATGGCAGCGACGAGGAAAGCTGTGGCGGAGACGTTGGACGTTACTG
>AU172303 ID   AU172303   standard; mRNA; EST; 627 BP.
GAAACTCTGATCCATGTTGCTGCCAGTAACATATAAAAACGGATTGTGGTGCTTTTTAGC
GGCTCAGATAAAAACGAGTGAAGAAGTGAAGCAGTGAATCAGTGCAGCAGTGCAGCAGCG
CGGCTAAAATGCTATCGGCAAAGCGGGCCAAAAGTTCTGCAGAACCTCCCAGTAATAGAT
TGCAGTTTAGCGACCTGATGGATCAGAGCTGTCTTCTTCTGGGGAAGTGGAAGTAAATTT
AAACATGCAGGAGGTTCTGAGCAAGCATGACGGACCGAGAGAGCTCAGCAGCCTGGTTGG
AAAATATTTGTACATGGCAGTGTTGGTACAGGAAGAAACAGGTGGCATCAATCANGAAGC
AGAGTTTGCCTCAGTGAAGTTTCTCAAGTCGCCTTACCATCTAAGCCTAATTTCTACTCC
TCCTTTCATCAAACCTGGACTTCCGTATAACATCAAGTTGCTGGTCAAGGATCACCTTGA
CAAGCCAGTCAACAGGGTGTCTGTGGAGCTGGTGGGACAACGGCAGATCACAGAGACAGG
GGAGACCAACGTGCTGAACTGTGGGAACAACAACCAATTGAGAAGCGACTCTGATGGGTT
TCATTTATTTTGATCTGCATTCCATGG
>AU176559 ID   AU176559   standard; mRNA; EST; 173 BP.
AGGAACAGATTACTATGTCCTGTAACGGCCTCGACAGTCAAGGTTGAACTGTTTTTATTT
TTTTGAATCTGATTATCCACAGCAAAGTTTTATTTAAAGGAAAAGGATGCCTGTTTTCTT
TGTTTTGTGCATGCTGGTCGTCATCTCAACCCTGTGCAAAGGACACTTTCAGC
>AU176560 ID   AU176560   standard; mRNA; EST; 665 BP.
TCTGCTAGGAAGGAAGGAGCGGCTAGCAGGTTGACATGCAGTTTTTGGGCAGGCTGCTGG
ACACAGTCTCCTCTGTGTCAACTCTCTTCACAAACCCGTACCGGGTCAGAGATGTGCCCC
TGTCTGACTATGCAGGAGGAGGACGAGTCAAGATGAAGGAGGAAGGGCGCATAGTTCTGT
TCAAGAGCACGCAGAGTCAGTCATGGGACTGTCTACTTATGTGCCCTGAAACACCCACTG
TGGCCCTGAGACTTTTCCAGGTATCTTCAGAGGAAGATGCTAAGAACTGGTTCCCACAGT
ACGCCCTGAAACTTCGGCCTTTCTACGAGATCCTTCCTCTGAAGGCTGAGACGGTTCAGA
CCATTGTGGACTGCATCCGCTCCCACCCGGACTGGAGCTCCGCCCACATCGCAGTGGACA
CTGGTCTGCGAGAGTGTCTCAAACATAACCATGTACAGAGTCAAATCAACACTCGGGATG
CTTCCGGTCAAACGCCGCTGCACCTGGCGTGCGAGCGAGGCGACTTGGCCTGCGTGAAAG
AACTGTTGGAGGAAAGCCAAGCCCGCACAGACATCAAAGACCACAACGGCGAGACGCCCA
TGCACAGCGCTTCCAAGCAGAACTCTCCTGTCATCATTCAGGCCCTGTGCTCACACTTGT
GCTCA
>AU176571 ID   AU176571   standard; mRNA; EST; 635 BP.
AAGATGCCGACCAATTAAATGGAAGCCAGCTGCATATTTCACTGTCCAGCCACACGCATA
AACTTCACGGACCACGAAGGGGCCAGTTTTCCATCCCGTCGCGCCTTTTTGACGGCAGGT
CTGCGGCCGCAGAGCAGATCTGACGTCTGTGTCTGCCTCGGTTCAGTCTTCTTCACCAAA
GCGCAGCTTGTTTGCCGATTTCTGGATTTCAGTTTCCTGAGGAGTAGTTTAACTGGCGAC
CCAACAATTTAGAAGCATGGAGAAATACTTGCAGCCAAACAGTCTCATTCCACCACCAGA
CGAGCACTTGAAACCTCTCTCAGTCTGTTCCAGAACGGTTACTTGCAATCAGAAGGACGG
CCCACTCCCACCGAAGCCCAGACAGTTTAATCATTTACAAATCAAGGTGCAGCTGGAGAA
CAATTTGGCAAAAAAACGCAAATTGGACGATTGCGGTGTGGACCCAGACTACAGAAGTCC
CAAGATAAAGCCAATAAGTCCAAATGCATTTTCTCCAGACCTCGGTTGCTTCATGGACTA
CTCCAGCCCTGCAGGATGGGATTCAATGTCCAATTGTACCCCCTCCCCCCCCGAGCTGTA
TGAAAAAACACAGGCTCCAGTGAGAGATCGCCGAG



>AU176577 ID   AU176577   standard; mRNA; EST; 636 BP.
AAATGTTTTATTTACAATCAATAAGCTATCAATGTTGTTTACTTGATCTGCAACGTGTAG
CAATAATTACTGGTTTATTATGATCATGTGTTCTAATGATAATCTATGACTATTACATAT
CGGTACCGTTACTGTTTACTGAAATTGCGAATGAATGTTTTCTGAAGATAATCAATCATC
AATAAGCACTGGATTTTGTTACTTGAAGTGAATCTTATTTGATCAGAACCGGATTTCAAA
AACTGTAAAACTATTAAATGAATTAACTCCGTAGGGATGGTATTATATAAGCTTGCTTCT
TCCCACTCCTTTTCAAGCAATAAATCAAGCTCTACTTAACTTTAGTTAATTATCTCCATA
TTTAATTAAGCAAATGTGATTTAAGTGACTTTTTTGTTTTGGTTTATTTTTTTGTCTTTT
TAAACTATGCATTTCCACATTTCTGTAATGAGTTTGATAAATATGTGTAATTTCTTTATT
GCTTTTACTACGATGCTTGAAATAAATAAATTAATAAAATAAATAAATAAAAAAACTAAT
GACTTAGGAGTTATAAAATTATTTCTAACCCATAATAGTGTTTTAAGCTGCGTGTAGTTA
ATTCGAAACCACCTTGCATAACCGTAGCATATGAAG
>AU176579 ID   AU176579   standard; mRNA; EST; 419 BP.
CAATAAATTGTTAGAATACATTGCAAAAAACGCCATCTAATGTCACAACACTATAAATGT
ATTTGAAGCAGCTCTAAAATGATTTTTTATTTAAGAAAAAGGTACAGAATGTTGGTAATT
ACTGTTTTTCTTTACCCCTGCATAAGCATTGTAACGAGCCAGCTGCTTTGTCTCTCGTAG
CGGGGAAACGAGAGCCGAGCTGCTAATGAACTAGCTGCGTTGACTGTCCTTGCCCCAAAC
TCCACGCGCACTCATTCTCTGAGAGGGAGTTAACAGAAAAATGGATAACTCAATCTCCTT
TCCGGCATTAAAACACATTTGTTATGAACACACACAAACAGCGTAACAAAATGAACCTCA
CTTCTCTTCAAAGCTCTCTCTGTGATGGTAAAGGATTCTACACACAAGGTTTCACACTT
>AU176581 ID   AU176581   standard; mRNA; EST; 266 BP.
GGGTAAACAGTAAAAATGGCGACGTCTGTCAGCCGAGAGGAGCAGCTCAACCTAAACGGG
ATCCTTCCCGAGCCCCAGACGAAAAAACTGACAGACCTTCCGACCGAGCTGCTCGAGTAC
ATCCTGTGCTTTCCCGCCCTCAAGCACGTGGACGTCTGCAACGTTTCCTGTTGCTGCAAG
CGGCTCCACGACGTTTGCCACGGAAGTGGGAAGGTCTGGGGCAACCAATACAAACTCAGA
TGGCCGAGGCTGCANAAGTTTTACCG
>AU176582 ID   AU176582   standard; mRNA; EST; 601 BP.
AGATCTGCTGGGTTAAATCTAATGCAAGGCACATGCAGAGATGGCAGGGATAAGAGCAGT
AAACCTTGAGAGTGTTGGCAAAAAAGCTTTACTCATTCAGCCTTCCAACACCAGCACAGA
GCCAGAGAAAGCTGTACAGATGCGTATGAAGACTGCCCAGAGCTCTGAAGTCCGACTGAG
TCAGTCTAAGTCCATGGTTCTGCAGGAGTTCGACCCTACCCTAAAAACAATGCAACTGAA
AAGTGAAGATCTGAATGTGGCTAAACTCTCAGTTGAGGGTAAGAAACAAAAGAAGAGCTG
GAGTTTGATGTGGACCGTGCTGACACCAGATCAACTACTGTTTTATAAAAATAAGCAAGA
GACTGGTTTGACACCGAGTGGTAAATCAGAGACGGTTCAACTATGTGGGGCAGTTATTGA
GTGGACCAGCCAGAAATCAAGGAGGAAAAATGTCTTCCAGGTTACAACATGCACAGGAAG
TGAATACCTTGTCCAGAATGACTGCTACTTAACTGCATTGAAATGGTTCAACGCCATCAG
GAAGAATATCAACTCTTCTACTAAAGAAGAGAAGGGTTTGCAGCAGCAATCAAACAGCAC
A
>AU176584 ID   AU176584   standard; mRNA; EST; 623 BP.
AAAGCCAGCAGCAGGAGAACTTAGATTTTTAACTGATGGCCATAAAGCTGGAACACAAAG
GAACAGCGAGTGAGGCTGTTGCCAAGTAAGCTTAACTGGAAGAGGAGCGGAACAAGCGAG
ACAACCTTTGGACAAAAACATGAGCAATTTGTTCATTCTTCATTTATCCATCTAATAAGC
TTGACCGCAAGAGGAGCATTAATAAGTACAACAATGTCCTGGAGATAGTAAATGGAGTTA
AAAAGAACAAATCCAGCCATAAAGACGGATCTACACATTGAGAGTCAGGGGGGTAACCTC
ATCTAACAGCTGGGAGGATAGCAGTTATGAAGGAGCAAAAGCCCAAAGGAGGCAAGAGGG
CACCTGAAGGCCCAAACGCTCCTGAAGGAGGGTGGGGCTGGATGGTTGTCGCAGGTTGTT
TCCTTGCTACCATCTGCATCCGGGCAGTGACCAGATGTGTGTCCATGTTCTTTGTGGAGT
TCCAGATGAACTTTGAGAAGGATTATTCCACAACTGCTTGGATCCACAGTCTGATTGACT
CCACAACTATGCTTTGTGCTCCTCTTGGCAGTTTCCTTGGTAACCGCCTCTCCTGCAGAG
TGACAGTCATGCTGGGAGGTCTG
>AU176585 ID   AU176585   standard; mRNA; EST; 578 BP.
ATTTCCATTTTTCTATATGTTCTGTAGCAAGTCTCGCAAATTTTCGACACCATGAATACA
ATCTTTGAGGCAATCACAATTCTCAGGCAGGTTTTTGACAAGTATGCTGGGAAAGAAGGA
GATCCAAAGACTCTAACAAAGAAGGAAGTCTTAGAACTGCTGAAGGAGCAGCTTGGAGAA
GCTCCTTCAAGCAAAGCAGAAATGGACGATTTTTTCAATATGCTCGATGATGATGGCGAC
GGCGTTGTCGATTTCAACGAGTATGTGGTCCTATGCGCAAGCTTGGCTTTGATGTTGGCC
CCCTAAAGGAAAGAACAGTCTCTTAGTTCTGGTTTACTTCACTTAAAATAAGTGTTTGTT
TTTTTTTAAAAAATGTAACAACCATGAACTACTGTTGAATCTCTTTTAAATGTGCTTTTT
TGCAACCACCACAATGTTTAGTCTTGTGCAAGCCTAAACTTTTCTCTTCTCCCCCCATGA
AACCTGAAGTTGTTTGAACTGCACTTGCATGTTATTTGACTGTCCGATGGTGGATTCTAA
CAAAATGCAAATAAAATTTTAATCTCTATCAAATTAAA
>AU176586 ID   AU176586   standard; mRNA; EST; 590 BP.
GAATCTTTGGGCTGTCCTGACGGTTACACTCTGTGGCATACTGCCCACGGGGGCAGAGGT
TGTTAATACTTTCATCTATTGTTCTGAGTACTTTTACAAGGGGAAACAACCTCAAGGCTT



TGATCAAAATGCAAAACAAATATGTCAAAAGACATTTTATAGTGGGTATTACTTTGCATC
GCTGTACTCCACAGTCCATAGGATCCCCCTGTACAGCGCCTACACATTTAGTTTTGCCTG
CAACAACCAGGAAGGACGTAAAAGTGGAAACTGGTACATTGAGCCCCAGCTCTCAAAAGA
TGAAGACCCCAACTATGCAACCATGCCTTACATGAAGTCATATACTGCAAGGGATTCAGG
CAACATCAAAGTCAAACAATCCATTGATGAAGACTACAAACACACTGGTTATGACAGAGG
TCACTTGAACCCCAACAGCTTTCAGTGTAATGACGGGCGTGGGGCCACCTTCACCCTCAC
CAACGCTGTTCCCATGGATGCCTGCTTCAACCGAGTCCATTGGAAAAACTGGGAGGCTGA
AGTGATAGCAATTTTGAGGCGACAAGATCGAACAGGTACTGCTTACCTGG
>AU176590 ID   AU176590   standard; mRNA; EST; 472 BP.
TTTACACCGCATCGCGGGTAAAGTGTGAGAAAACAAACAAACAAAAACACGTCTTTTGTT
TGTCAAGTACACTGACAGGCGTCCCTTTGAATAAGCTGCAGGGTGACAATGGGAGCGAAC
AACAGCACCCGCCGCGTGTCATTTGAATCAGATGAGAATGACAACATCACAGTGGTGAAG
GGCATACGGCTTTCTGAAAATGTTATCAAACGCATGCAGGAACCCACTGAACCAAAGCAA
CATCATCACACTCCTAGTTCAACATCTTCCACAACACAAACTCCTGCCCCATCTCCTCTC
CTTAAGGAAGTACCTCCCCCTTTCGACTTGATCACCTCCTTGCCTTCTCCTGTAGTACCC
GTTTTACCTTCAGCTCCATCTGCCTCTGAGAGAAGGGCTGCACCTCCCTCTCAACGTGTG
GCAGAACAGCCTGCAGCAGAACCATTATCACCTGCTTCAGTCACCAAGCCAG
>AU176595 ID   AU176595   standard; mRNA; EST; 563 BP.
TTTTCTCAGAAAACAAGCTTGCAAATCACAAAAAAGTTTGCACTCTAAAGTCGGCTTCAC
CAGCAGTTTCCTTGCAGTCAAACAGTCACCAAAGTCCACCAAAGGGATTTTCATGTGCAT
ACTGTAGTTTGCGCTTTTTGCTGTTTTCACAGCTGCAGGAGCATTTTTTGAGTACCCACA
AGATGGAAACAATGAAAGAACCAGTCTCAACTGCTCCTCTGCAACAACTTCTGTCTGACA
TGCCAAACATTAAGGAAGAGCCCACTGATGAGGGTTATGAAGGGGAGCTTTGTAATGCTT
CAAGTTCCCCCTGTAAAGTAGAGTCAGCTCCCACACCTGTCACCGCAAAACAGTGGGTCT
GTCAAAAGTGTAATCTGACTTTTACCAATAAAGCTGGACTAGCTGGTCATCAGCGTGTGC
ACCAAACAGGACATCCCTTCAACTGTAAAAGCTGCAACAGGGGTTTCTGGAATAAAACTC
AACTTCGCAATCATTTTAGAAAATGTAAACCCAGTGCTGTTTCAGTTCATTTTGCAACAA
AAGACTCTGACCTTGAAACAAAC
>AU176599 ID   AU176599   standard; mRNA; EST; 515 BP.
CAGGGAGAGACAGAGTTGAATAGGACTCAGAGCAAGAGGCCCTGTGCCTTGTACCCTCCT
GTACTATGTTTGAACGGCTCTAACATTTTTACCTTGTATTTTTTCACACCAAAAGGATCC
TGCTGATCACCTGATTTTATTTTTAATTTTTACCTATCAACTGTTGAAGATGCGGAGATT
CTTGCTCAGGAATTCGAAGTAACAACTGATGCCTCCTATGAAGCAACTCAGTACCAGACT
ACTGACCCCACAGGAGAATATGGCATGGCTCAGTCTCACTCTGAACCCCCTTCTGCAACT
TGTGAGCTGAGCACTGCCAGGACGTATGCTGGATGTTACTCTGAAGAAGTGTCTCACTGC
CATCCTCTGGGCGGCAGCGTCAGGGCAACATATGAAAACTCTCAGACTAGTCAGCGAATG
ATCTCCATGCCCGCTCAAACTCTGCCGTCTCCTGGAAACATGTTGGGGACAAGTCATGGA
CACAGGAGAACTAATGCCCGTCTTTCTCCGGGTTC
>AU176601 ID   AU176601   standard; mRNA; EST; 493 BP.
ACATGACGCACATACATAGCGGGCTGGCCGGGCTAACATCACACTACACCCTAAATATTT
AATGCAAAAATTATGTAATTTGGGTGTTTAGTGCGTTTATTTTGATCTAAAATGACAGAA
GCGCGCGCGTGTCCCACGGCGTAACGTGGTTTGGCAAAAAAAAAGGGGTGGAGAAACTAG
GGGCAACAACAGTGGTTAACAGTTTAAGCAACCAGCTAGCTTCTGCACCTGCGCTAACAA
GCACGCGGCCGAAAACAGTTTTCAGCGTCGCGCGGGTGAATTGCTTGCTGATGCCACCTT
AAAAACGCTACAAGACTCACTGCGAAGGTTGGTGACAAGTTCTGCGTGACTGGCTCCTCC
GGATTTCCAGGCCATCGTTAAGCAGACTTTGCGGAGACAACAAGGTATCTATCTGGTCCA
TTGGGAATCACAACAATTCTGGATTAGAAGACGGATTTGAGGGAGACCCACAAATTTTAT
GTGAGCACAAACA
>AU176602 ID   AU176602   standard; mRNA; EST; 289 BP.
TATGAAGCTATGTTCACACAACCCTCAAACGCTCATTGAAGCGGCCATTTCCAATGAAAA
GTCTATGTAAATGCACATAAACACTTGATTCAGGTGTCTATGTTCAAAACTCTACGCAAG
TGTTTACGAACGCACAGCCACTGAGCACGCGTTTGTAAGTTAAACCTTGTCAAACTTTAA
CCAATCAGGGGCTCGGATTTGGTAGTCGCGTATGGATTGCGCCCCTTTTCATTCATGGAA
GTGCCGAGTGTTTGAAAATTGATCATGACGGAGAAATTAATAATTGCGG
>AU176606 ID   AU176606   standard; mRNA; EST; 651 BP.
AAATACCCCACACTGTTTCAGAACAAACTCTTCTTCTGCGTCGTTTGTTAACATTTTAAA
GACTTAAAGCTCCTCCCACAGCCACACAATCAGACTGACCAACGGCTCAAACCCAGAGGA
AGCTAACGCCGGCTCGGCCTTTGGGTCAGAACATCCCAGCTTCTTTCTGCTCCACTGATC
ATTGGGCTCAGATTGAACTGAACAGACTGAAAACAGTGTTAATCATTTCAGCAGGATTTG
AACTCATGAAAACCAAGATGAAAACAACTAAACTAACTCAAGGCCTTTGACACGGCGTTG
AAGAGAGGGTGAAAGCAGAGGCTGCACGCTGACCCAAAGCATTGAATGCTGCTGTGTTTG
TGTTCCAGTCCTCCAGGCAGCGAGCTGTGACACGCTGCCCACGTTTCTGTCCAGGACACC
CTCACATGGAGACATTCTTCACGCCGCCGTGGGCAAGGCCTTCCACCTTGTCGCAGAAGC
AAGGGCTACATCTCAGATCACAGACTTCCAGGTCAGCGGCCCCCTGAATATGAACAAAAG



CGTCACTCTGGGCGCCCAGGCACAGCTGAGTCTGAACTGGACCCCTCAGAGCTCGGACCT
CTATAGATTTGTCCCAGTCTGCTTCACTGCTGACACACTGAACAACACGCA
>AU176608 ID   AU176608   standard; mRNA; EST; 583 BP.
AAGTGTCGCGAGTGCGACAGCTACGTTTACTTCCAAGGGGCGGAGTGTGAGGAGTGTTTC
CTGGCGTGTCACAAGCGCTGTCTGGAGACTCTGGCCATCCAGTGCGGCCACAAGAAGCTG
CAGGGCCGCCTGCAGCTGTTTGGCAGGGATTTTGCTCAAGTCGCCGGCTGTGCCAGTGAC
TGCATCCCCTTTATCATCACCAAGTGCATCTCAGAGATTGAGAGACGCGCGCTCAAGATG
AAGGGGATTTACAGAGTGAATGGGGTGAAGACTCGTGTGGAGAAGCTGTGCCAGGCCTTC
GAGAATGGGAAGGAGCTGGTGGAGCTGTCCCAGTGCTCGCCACATGACATCAGCAACGTC
CTCAAGCTTTACCTCAGACAGCTGCCAGAACCCATCATGCCTTTCCGCCTGTACAACACC
CTGATGGGCATGGCAAAGGAGAGCCTGCATGGTGAGGGGGAGGAGTCTGAGCCAAGCGCC
ATCAACCCGACTGTGAGCAGAGGACCCGAGCTGATTGACCTCGGCCCAGACACCGACCCG
GATGTCCTGGCATTGGTGGACAGCCTTAAAGAGATCCTAAAAG
>AU176615 ID   AU176615   standard; mRNA; EST; 634 BP.
AAGTTGCTGCAACAAAAGGAACCATAAAAAGAAGATGAATCTTCTGCTTCTGACTGTTAT
TTTGGGGCTTGCTGGAGCATTACCTCTGAAGGAAAGCAAAGAGTGCAGACCTCACTCCCG
ACCGTGGCATGTCCTTCTGCGTGGTGACAAGAAATCATGCAGTGGAGCTCTCATTGATGA
AAGATGGATAGTTACCTCCTATGACTGTGCCACCACTCCCTACACCACCATTGCAACTCT
GGGGGAGCATGATCTAACGGTGGAGGAAGCAACAGAGCAGCACATCGTTGTTTCTGATGT
GATCCAACACGAGCCTTACCGCTCACCTCTCCACAGCCTCACCCTGATGAGGCTGAGCGA
GCCCGTCCGCCTCACGCCATACGTGCAGCCCATTCCACTGCCCAGCCGCTGTGCCCTGCC
TGGAGAGATCTGCTCTGTCAGTGGTTGGGGCAGCACTAACTCAAGTCACTCAAACGACAG
TCCACGGCTGAAGTGCATCACTGTCCCTGTTGTGGATGATCAGACTTGTGTGGAAACCTT
TCTGGAGTACCTGTACTGGGGTAACATGGTGTGTGCAGGCCAAAATGATACGGATAACTG
CCTGAGTGACACAAGCACTGTGATGGTGTGTGAT
>AU176619 ID   AU176619   standard; mRNA; EST; 422 BP.
TGCTAACGGCCTAGCCTGCNAGCTAACATGCTAACTTTTTAGGAATACCTTTTGACTGAA
TTGAAGGCCGACTCCTTCAATTGGTAACAAGTTAACTAACCGTCATCTCAACAGCTCATT
GTTACCCATTATCCTACAAATCTAACATTACTTGCTAGCNTGACATGCTAAATTACACGA
TTAACTTACCTTGCGCCATACAGTACAGACCAAAGGTTTGGGCACACCTCATTCAAATGA
ATGGGAAGGTGTGTCCAAACTTTTGGTCTGTACTGTATGTTTAGCTTGCTAGCAAGTTAA
TCCTTTGTCTTAAATGCTAACTGACATTTCTCACAGCTTTCCGACTAACACTACGGTGCA
ACATGTTTCATTTCTGTTTCCACTACAGCGGTCTAAAGTTGAACCCGTTTCAACAGGTGT
TA
>AU176620 ID   AU176620   standard; mRNA; EST; 548 BP.
CTGTCTGCGTATTGTGGGGGTTAGCCGCCTGCGGCCCACAGATGAGCCCCCACCTCAACA
CTGCAGACCAGGAGCTGTTCTGGGGGGCCGACCAGTACGACTTTTCTGTGGTGCTTCCTT
CAGGTGGAACTGAATGTTTCTGGCACTTTGCTCATCATGGAGAGACATTTTACTTGAGCT
TCATGGTCCAGTGGGTGACGGGAATCGGTAATGCCAGGCATCTCACAGTTACGGTCAATG
CTCCCGGTGGTTTGTTGGTGTCCTCGGTGGATGATGCAAAGGGTCAGGTCAACTTCAAGG
CCTCAGAAACAGGCTTTTATCAGATGTGCTTTAGCAACTTCCACAACCGCTTCAGCACCA
TGCAGATTTTCCTCAGCTTCGGTGTTTACTATGATGACCAGGACCCCTCTAAGGCCGAGA
AGGAGAAGAAGAGAGAAGAACTTGACAAAGACCTAAACAATACCCTGAGCATCATTGAGG
GTTCCACCAACAGAGTGAAGAATTTTGTCTTCCACATGTTTCGTTATTACGCATTTGGCC
GCATGAAG
>AU176623 ID   AU176623   standard; mRNA; EST; 602 BP.
CTGTGCACAATCATCCCAATGGAGCCTGATGAGGTGCTCCGGAAAGGTTCCGGGACTCTG
TGTGAAGCCTTGCTCATGGTGCAGGCCTTTCACGCCAACATCGTGTTCCCCAACAAGCAG
GAGCAGGCTTTCAACAAGCTGACAGATGACNGGCCATGTTTTGGATTCGGAGACCTACGT
GGGTGGACACGTGGAGGCGCTGGAGTCGGGAGTGTTTCGCAGCGACATTCCCTGTCGGTT
TAAAATGAATCCAGCTGCGTTTGATTTCCTTTTGCAACGAGTTGAAAGAACTATGCGCCA
TGCTATCGAGGAGGAGGAGAAAATCCCTCTGGAGCAAGTTACTAATGTCAATGAGGTTTG
TGATGAGATCAAAGAGAAGCTGACTTCCTTGAAGGAGGTTCCAAACAGAATTGAATGTCC
ACTCATCTACCATCTCGACGTCGGAGCGATGTACCCCAACATCATTCTCACAAACCGACT
GCAGCCGTCTGCTATGGTAGATGAAGCCACCTGTGCTGCCTGTGACTTTAACAAGCCTGG
TGCGACCTGTCAGAGGAGGATGGCCTGGCAGTGGAGAGGGGAAATCATGCCTGCAAGTCG
CA
>AU176624 ID   AU176624   standard; mRNA; EST; 618 BP.
AGGAGATCGCAGGGATCTCAGGAGCTGAATAGGATGCGTTCCAGAAGTATGTCGCGAAAA
TCTGCACGCTCAAACAGCTCAGTGGAGGAAAGTCTCTCCAGGATGAGAAGTCGCAGTGCT
AACAGAGAGCACGAAAGCCATAGCTGGCAAACACAAAGTGGTGAAGAGGAAAGGAAACAG
AAACACTCTGAAACGCCAGTTCGTGAGACTGACAGTCAGTATGGAACCTGGGAGACGGAA
CTGCGATCCGATGACAGCCTGATGTCTATCACTCCTAGTTCAGACAGCTTTCTTAGTCTG
TCACAAAGAAAGTCATCTCCACCAACTTCCCTTGGTGATAACGCACTGCTGTCTGACAAA



GACACTTTGGATGGCCTTCCTCCCCCCTCTTCATCAGAAAGACAGCCTCTCACATTTCCT
GATGCTCCAACCACTTTGTTAGACAACAGTGCTCTTCGCTCCAAAGCCCAGCTGGGGAAG
AAACGGGCACCACGCATGCGGCCCACCAGAGCAGTACGACAGAGCGCTGCACCGCCTGCA
GCAACCACAGAGGACTGGCTTTATCGGGACTCAACAGAAGCAAAGCCTGAGAGTCAGGAG
ACTGAGCTGGAATCTGAG
>AU176626 ID   AU176626   standard; mRNA; EST; 324 BP.
CGTGTGCCCCTTCCTGCGGCCTCAGCAGCTCTGTCAGCTCCCCTGATGGTCCAGCCCGAC
TTTGCAGCTGAGACGCAGACGAGCAGCACATAGAAGCAGGCAGGCTGAGAGGCGCACGCT
TGGAAGGAGGGGGGGAATAAAAACGCACACCGCCATGGGATGCTGCAACAGAAGGTGCNG
GGCTGATCGCCGGAGCCGTGTTTGGAGCGGTGGTAACCATCCTGGGAGGCATCCTCATCC
CAGTGGGGGACATGATCATTGAGGAGACGGTGAAGAAGGAAGCCGTCATCGAGCCCGGAA
CCATANCCTATGACAACTGGGCGG
>AU176629 ID   AU176629   standard; mRNA; EST; 428 BP.
AACAAAAATAAGAAAAAAAATCGTCTTGAGCTGTCTTTGTTTTAGTTTTTGAATATTTAT
GTGCTTCTGTTTGTTATTTATTTCTGTGCATTATCAATGGTTTACTGTATAGAGAAGTGA
GTGTTTTCATTACACTCACAGTGATTCAAGGCAAAAAAAAAAAAAGAAAAGCTTGACGTT
CTCTGAAGAGCAAAAGGTTGGTGGTCTAGTTGTGTGTTTGGTTCTGATGGCATTTTAACT
CTTTGAAAAACAACTTTTCTCTTGATCAGATCTGTACCTAAGTCAAGAATTGGTCTCGTC
TCGGTTGATCATCAGTTGAACTCGGCGGCTGAAAGTGTGCGATTCGGAGAGGCNCCGAGG
TCAACTCTTGTTTTTTATTTGTATGGTACTGTTTGAGAAACTTTTTTTTTCTTCTGTTAA
TTTTATCG
>AU176636 ID   AU176636   standard; mRNA; EST; 328 BP.
AAATGTCAGGGAGGAATGGCGCTCGGCGCGGTATTTTGAACAATCGCTTTTACCTTTCCT
CGCTTTAACTGGAAACGCCAACCAGCGTTTAAATCCCGGGATTGACAGAGCGGAGACGCT
GCAAACATGGACGTGGTGTCACCCGAGTTGAACAGCCTCCTTCCTGATGAGATCATGGAC
ACGGAGGCCATGGAGGAGGCGCCTCACTCTCAGCCCGACAGCGCCGCGGTCCAGGCGGAG
CCCTGCTACGACTCCACAGTTCCCATGGAAACGGACGTCCCGCAAACTCCCAGCGTCTCC
GAAGACGCGGCGCCGACGGGTAACTCCC
>AU176640 ID   AU176640   standard; mRNA; EST; 341 BP.
GATCTCAAAGTGCCTGAAGGGGATTTGGGCAAAGAAATCATCAAGAAGATCAGCAATGGA
GAGCTGTTCATGGTCTCTGTGTTGAAAGCCGTGGATGAAGAGCAGATAGTCGGCACAAAG
AACATGACCTCTTAATTAATCTCGGACCACGAAGGAGACCTCCCCCTCCCAGTCACCTTT
CTGGTTTTGAAGCCTCACCAAAGCAACTGGCCTCCACNCCNCCCCCCACATCTGCACATG
TGAGAACCACATCTGGTCAGGTCCAGTTTCACCTCAGATTTGAGCCACAGTGGCGTTTCT
CTCAGTCATTACAGCATTCCATGCTGCCCGTTGCTCCAGGC
>AU176642 ID   AU176642   standard; mRNA; EST; 521 BP.
CCATGTTTCCCCCCCTAAATAAAGAGTGTTCGCTTTTAATCTTTTTGGATTTGTGGTACA
ATGCAAGACTGTCAGATTTTTTTTTCTTTTTTTTATGGTGGCCTAGATATGTAGTCCTGC
TCTGGTCCAATTAAAGTTGCACGAATCGCTGTTTGTGCGCCTTTTGAGACATTTTAATAC
TAAATATTAATGGATAACTCGTGATTCCTGTGCCCGCTATGGCTGCTCGTGTGGGGATGT
GTTTTGGGATGAAGTTAACTTGAAGTGTTTACGTCCTATGTAATAAATAAATATAGCCAT
ATGGAGCGAGGGCATCCATAACAATGAAGTGTAAAGAAATATTTAAGAAGAGGGGAATTT
ATCCTAAACATGTCCACCCTCCTCTTCTCGATCGGGTACTTGTGCGCGCGGCAGAGGGCT
TACAAGAAGAGCTGGGCGCGTGCGTGCGCTTGTGTGGCGAACAGATGTGGCTCCGTCGCG
CACGGCTCTGTCAGATAAACGGCTGTAATACAGCGTGTCCC
>AU176643 ID   AU176643   standard; mRNA; EST; 341 BP.
GTATGCAATATTTGATTTTGAGGTTTGCCTTCGCCTTTATTTATTTCCCATGTAAATACA
CATCTAACCTAACACTGGGGAGCGTGGAACGGCTGCGTTTGTAAATAATTCTTGAAGTTG
CAGGCAAACAAAGCTCTGTCGTCAGGCGTGAAAACGACTTGCGTCTTTGAATGTGCTGAG
CTGTCATGTTCATCCAACCGACACCCACAGAGGGGGATTATGGGAGAAACGCCATATCCA
TTTTTGAGTTACCACATTTTAAGGCAATACACAACTGCAACCTCTGAGCGGCGAGTCTTT
TCTAAATCTCATGTACAAAAATGCCGCTCGCCCTTATAGCA
>AU176653 ID   AU176653   standard; mRNA; EST; 570 BP.
CAGCAGACAGACACGAGTTTCCTTGTGCTACGTGAAGCACCAACGTCCCATCTTCTGTGC
GTGTCTGCTGGAGCTCAAACTGAAGACCTTCTTTTCTACCAGATCAGGTGCACAGAAACA
GCCTTCCAGGTCTCTGGGTCTCGACTGTCTTTCCCAGATTTGGCTCAGCTGGTTCTTTTC
TACTCTCTGAGCAGAGATGTTCTGGATGTTTGTCTGTTCATTCCTGGATGGATCCACAAC
CTAACTGACAAGAACAAAGGTCCTTCCTGTCAGCTTGACCCCAAAACTTGGCTCTTTACA
CCGCCTGAATACGAGTCCCAGAAAACGACCAGAATGGAGCCGAGCAGCGTCATGTGCTCC
ATACAGCTGACCTCCACCAACGGGGCACTGTGCATCATTAACCCCCTGTACCTCCATGAG
CACGGAGATGACTGGCTTACCCAAAAAGCTCTCCAACCTTCAACTTATAAGCGGCCGCGG
CGCTTCAGCAGCACGCGGGTGTGGTCAGGGGCGGGGTTACAAAGTCAGCGAGCCATCTCG
TTAGATCAGGATATCTTTGCTGGCGGCACA
>AU176657 ID   AU176657   standard; mRNA; EST; 519 BP.



TCCGTGGTGGCCCCGCCCTCTCAGACACGTTGCCTTGGGAGAAGCAACACGGGCGGATGA
CTGGCCGTGGCTGCTGCCTGCCCGCTCACACGCCGCACGTCCCGCACATCAGCTGCTCCC
TGCCCCACCGTCCGGTCGGACTTACCATCGAACAAAAGGAGGAGTCGGACAAGCCGCCGC
ATCCCGGGAAGGTCAGTGATGGTCAGAGCGAGTTAGAGGCTGCAGCTGAGGATGTCTGCC
ACGGATTCGGACAACTCCATCGACTGGCTGGCGAGCGACAATGAGGAGAGCGACAGCGGA
GTGACGGAAAAGAGGGACTTGGGCCCGCCTGACAGCAGCTGCAGTAGCAGCATGCTGAGG
GAGGGGGACAGTATGAGGAAGGAGGTCAGGGAGGTCTCCAGCTGGGGATCTCCCAGCTGC
ACTGAGAGACGGGACCGAGCCTCCGCCACTGGACTGTGTAGAAAGCAGCAAGGAGGCAAA
GCGGAAGCTGAGAAGGCGCTGAAGAGACCTCACAGCTCG
>AU176663 ID   AU176663   standard; mRNA; EST; 282 BP.
GAGTTGGCTTGAGCAGAGTGCGGATCACGGCAGAGAAATCAAGCTTCTGGAACCTTCTGC
TGTGCTCCCATATTCCAGGATCACGGCTCTCTCACGGAGATCCCTGTCACTCAGAGAGCA
TTCCCTTCAGGTCCTGCCATCAGGGAGAACTTCCTGCAGCATCCGGGCCATTCCAGGCCA
GCAGGATGCTGAACGCTGGACACCAGGAGCTTACCCAGAAGCCCCTGCTGCTCTGTTCAG
TTCACTGAGTTCTACAGATCGAGGCTTTGACCTGACCTTTAA
>AU176664 ID   AU176664   standard; mRNA; EST; 505 BP.
AAGACCTGCCTCAACCAAAAACGATGCTTATGGCTACAGCGGAGGCCAACAACCTGGCAG
CAGTGGCAGCAGCTAAAGATCAGTATCAGAAGAACATGGAGAAGGTGTGTGGGGGCGACC
TCCCATACGTGGCTCCTGAGTCACTGCGGGAGAAACATAGCTTCTTCTTTAAAGAGGCTA
TTCACGCCTTTTCATCCACAAAGAAGATGGGCGGGCAGGAGTTTTGCGACCGTTACCAAG
CGCAGCCACAAAAAGAGCTGGAAGAAATGTGGCAGTCCTTGAGCAAGCACAATGAGTCGA
AAAACCTCTTCAGCGCCTTCCGGACTCCTGCCGTGCTCTTCGTCCTGGTCTGCCTCCTCT
ACGTGCTGTCGGGCGTCTTGCTCTTTGTCGGCCTGTCCACTTTCGCCCTGGCGTGTGACT
ACAGTTTGGGCTTGATCATGATTGCCATGCTGACTTGGGCCTTCATCCGCTATTCTGGCC
AGTACCGGGGTGTGGGTGTGGCCAT
>AU176665 ID   AU176665   standard; mRNA; EST; 556 BP.
AGCTGCTTTTATTTTGAAAGTNTGAGCGGAAATCCTGTATTGAACATCCTCAAGAATGGC
TCTGCAACAGCCTTCTTCCAAATCGCAGTAGCTTTTCGCGCGTTTCTTCAGGATATTGGT
CCATGCATTCTTTAAAAGAGCTCTGACAGCAACCATGGCCGAGCGGGAGGAGCNGGCGCT
TTGCTCAGGTCTCCAGGGAATCGGTGGCTCTCATGGCTGAGAGTGCAGGGGTGGAACTTG
GCGAGGAGATGGCGGCCGTGCTGGCGGAGGACGTCTGTTACAGACTCAGAGAGGCTGCTC
AGAGCTGCTCTCAGTTCATGAAACACGCCAAACGGAAGAAGCTGACGGTGGAAGACTTTA
ACAGAGCTCTGCGGTGGAGCAATGTGGAAGCCGTCTGTGGCTACGGAGCCCAGGACGCTC
TGCCCTTCCGCTCGGGGAAAGAAGGAGAGCTGTTCTTCGTGGAGGATCGGGAGATAAACC
TGATCGAGCTGGCTCTGGCCACCAACATCCCCAAAGGCTGTGCTGAGACCATGGTGCGAG
TGAACGTGGCCTACCT
>AU176666 ID   AU176666   standard; mRNA; EST; 548 BP.
CACAATGAAGTTCCTGATCTTGGCTTTGTTTGTTGCTGGTGGTAAGCTACCCATGTCGTT
CTACCTAGCATACAACAAGCAACCTTAACCTGACACCAGCAAATGAAGGCTTTCTAACGT
TGTCTTGCAGCGTACAGTTGTGGCCTGCCCACATACCCCCCTGTTGTTACGAGGGTGGTT
GGTGGAGAAGATGTGCGTGCGCACAGCTGGCCCTGGCAGGTGTCCCTGCAGTACCTGAGT
GGTAACACTTACTACCACACCTGTGGGGGTACCCTGATCTCCAACGAGTGGGTCCTCACT
GCTGCTCACTGCATCGGGTAAAACATAGAATAGGAAAAAAAAACGATTTTGAGGAGTGCG
TTAAATAATCTACATGAGTTTTCTTTTCTAGACAGAGTTATGCTTACTTCCCATAATTCA
CTGCAACTGTAATGATAGGCGATAACCGCTGAGGTTGTGTAAAACTTCATGAGATCTTGA
CATTTGTAACTGCAGAAGTCGCACGTACAGAGTGTACATCGGAAAACACGACCTGAGCGC
CAACAACG
>AU176672 ID   AU176672   standard; mRNA; EST; 467 BP.
TTTATGAGTGGAATCACACAAATGCGGAAGGACTCGCCGCCAGAATGGCTGTGGCGAACA
TCTCCGTGGCTGAAAGTCAGTTCAAGTGTCCTATCTGCCTGGACCTCCTGCAGGAGCCGG
TGTCGATCCTGTGTGGACACACCTACTGCATGTTGTGCATCAACAATTACTGGGACCAGT
CGGAACCTACCCGGTACCAGTGCCCCCAGTGCCGGGAGACCTTCAGCCCCCGGCCAGTGC
TGCGGAGGAACACAGTGCTGGCGGAGGTTCTCGAGAAACTTAAGCAGAGCGACTCGCCGG
GAGCGCCGGAGCTCTTCCTGGGAGGAGCCGGGGAAGTTCCGTGCGACTTCTGCCCGCCGG
AGAGCAAGGTGAGGGCCCGTCTGTCGTGCCTGGTCTGCCTGGCGTCCTTCTGCAACCTCC
ATGCGCTGCCGCACCACCAGCTCGGTACTCTACAGCGGCACAAGCTC
>AU176673 ID   AU176673   standard; mRNA; EST; 606 BP.
AAGATGCTCTCGCGAGATCTTCTGCGTCATACGGTTAATGGCAGGAGATCTCGGATATTA
GTAGGGGGATTTGCAAATAGAATTGAAGAAGAGGTGAAGCTGTGACCCTTCTGCAGCACC
ATCCACACCACCCCCCACTGGCTTTTGACGCACTCCTCTGGTGTTCCTGCGGCAGCGATG
GCTCATCTCTCCGGCCACGGGAAGCTGCTCCTGCAGCGCCTGTACCAGCAGCGGGAGATG
GATTTTCTGTGTGATATAACCATTATGGCTGAGAAGGGGGAAGAAGTCATAACTCTGGAC
CCCGACAAGGTCAGCCGATACTCTCTGGAGAAGCTTCTGGAGTTCATCTACACAGGCCAG
ATGAATCTCAGCAGCACCAGGCAGGCGGCGGTGCGACGAGCCGCTGTGTTCCTGGGAATG



TCGGAGGCTTCCAAGTATCTGGAGGAATTCCCTCACTGCTCAGAGCCTAGCGAGACATCC
GAGGGGGATAAAGAAGGAGGGCTGTCCCCCCGCAGTCCCTGCTCTGACGGCAGCCCCAGC
TCCCCCGTTCCCCTGTCCATCATCTCCATTGGTGGAGACTGGAAAGATGAGGAGGGGGAT
TCCAGA
>AU176675 ID   AU176675   standard; mRNA; EST; 666 BP.
AAAACTGCAATTTCGCTTTATTTAATTCGCTTATACTCGACTTTGGTTCTATGGACTTGT
TGGATATGTTAGACCAAACGGACTGTCGACATTTCAAGACTGAGGCAAATGACTACTACC
TCAATAACTTTCCTCAAAGACAAGTTTCAGGATGCTACAGTGAGGTGAACATTTTGGTTC
TCAGTGAAATCACTACCAAGTCTGTCTCTATGAATCTGCGTCGCTCCACAATCCTCAAAG
GCCGACAGCAAGAGCCTAAAAATGTGAAAGGCTCTGAGAGCATCTCTGTGCTGTTGAGTG
ACACAGACTCCAGCCAATCAGAGAGTATTGAAGAAATAATAGACCAAGTGTCTGTTATTC
GTGAGATGAAGCGGCCAGTTAGAAAGTATAAAGCAGCTGCTTCAAGGCGAGCAGGTAAAA
AGAGGCTTTCTGTTGTAGAATCACAGCAGGATACGGTTCAGAAGATCTCGCTGGCTGTTG
GTGCTATGGCTGAGGACACTTTAGAGAAACTCAGGTTGATGTCAAACAAATGTGAGACCG
AGTTGAGGCCTACAAGTCCTGTTCATTCACAAGAAGAACTTGTTGTATCGGATGATTCCA
GTAGCGATCATACTGTAAATTCAGGCCCCAGCTCGCCCTCTCGGCCTGTTCATAATATAA
GATGCA
>AU176682 ID   AU176682   standard; mRNA; EST; 230 BP.
GCCTCTTCTTGCTGCCCTTTTTGCTGCTCTGATTGGAGGGCTGTATGTCCTCGGGGTTTT
TCGACAGCGCAAACCTGGAGAACCCCCCCTGGATAAAGGTCTTATTCCATGGCTGGGTCA
CTGTGCTGGAGTTTCGCAGGGACACGCTTGAAGTTTTTGGAGAGAATGAAGCAAAAAACA
CGGGGATGTGTTCACAATCCAGATAGCGGGATTTTACATTACATTCCTGC
>AU176692 ID   AU176692   standard; mRNA; EST; 448 BP.
GGGTTATTACACGGTCCGTGGTTAATAAATATGCGACAAATAATCCGGTTTCCACCACTG
TTGCCAAAACCTGTGTGGCGCTTTTGCTCATTTAGGTGTCACACCGGTTCTGATCATAAT
GCTGCTCTACCGCAATCTGACTCTGAGGGAGAAGGAGAAACCCAAAACAAGATAAAAAAG
AAATGTAAAAGAAAGAGACCTTCATGTCCAGCAGTACTTGATCACTTTGACAAACAGTAT
GGTGAGGAACTCGGAGACTTGTGGACGTCTGCCAGGACAGCGCTTCTGGACCCTCGGTCT
TGGCAGTATGGGGTCATGCTCAACCGCTTCAGCGTTTTGACTGACATCACACAGAAGCTT
CAGTCTCAGGGCTTTTCTGCATTACGTCCGCGAACAAACAGCTCAGCATCACTTTGTGCT
AGCAATCCCTCCACTCAAGAAAAAGACT
>AU176697 ID   AU176697   standard; mRNA; EST; 593 BP.
AGGTGAAAAGATGGCGGCTGTGCATCTGCGGATCGGGGACTTGGTGTGGGGGAAGCTGGG
CCGCTACCCACCATGGCCTGGAAAGATTGTAAGCCCCCCCAAAGACCTAAAGAAGCCCAG
GGGGAAAAAGTGCCACTTTGTGAAGTTCTTTGGGACTGAAGACCACGCCTGGATCAAGGT
GGAGCAGCTGAAGCCGTACCACCCCCACAAGGAAGAGATGATCAAGATCAATAAAGGCAA
GCGCTTCCAGCAGGCGGTGGACGCCGTGGAGGACTTCCTGAAGAAGGCCAAGGGGAAGGA
GCAGGACTGTAAAGGAGACTCTAAAGGAAAGAAGGCACCCAGCAAGCCTCTGAAAATCCT
GGAGGAGGACGATGAGGACCTCAGCGCCCTGAGGGATCCCTCTGAGAAGGACTTAACTGA
CTCTGACCCCGAGCCATCTGCTATGGAGAGGCTGGGGGCTGGACCCGGCTCTGGATTCAA
ATGGGAAACCAGCCCAGTCAAAGATGACCCACATTTTCATCATTTCCTGCTCAGCCAGTC
AGAGAAGCCAGCCTCTTCCATGGAGCCCATAAGCAAACGCCTGAAGATCATTG
>AU176699 ID   AU176699   standard; mRNA; EST; 554 BP.
GGTTCCGGTGCAACAAACATGGCGCCTACCACCCCGCTGCTGGCAGTGCGAGGCTCAGAC
GGGACCACTCTGCTGTGTGGACCCCCCAGCTGTGAGCTGCACCCCACCTTCCAGAGGGAC
AGTCGGCCTGGCAGGAGCTTCGCCTTCAGCAGAGATGGGAATCTGTTCGGGTGGTGTAAT
GGGCACAGCGTCTCTGTGGTAAAGGCCAAAGACGGCTCCCTGGTGTCCTCCCTTGACCTT
CCGAAGACGGCGCTGCTGGACTTTTCTCCGCTTGGCGGCGTTCTGGTTACCTGGCAGCCG
TACAGCAAGGGCCAGGACAGTCCTCAGGGGGAGGCCAACCTGCAGCTGTGGGAGGTGCCG
AGCGGCCGCCTGATCAAAGCCCTGTACCAGAAGAAGATGGAGTCCTGGTGTCCCAGCTGG
TCTGATGATGAGAAGATCTGCGTGAGGAGCGTCAACAACGAGCTGCATTTCTACGAGAAC
AACGACTTCAGCTCCATCGCCAACAAGCTCCACATGCAGAAAGTGTCTGACTTTGCGCTG
TCTCCTGGAGATCA
>AU176700 ID   AU176700   standard; mRNA; EST; 438 BP.
CTCCCTGATGTGGGTGATTGTTGGTGTCTTGGTCCTCTTATTTCTTTATTTTCAGTTAAG
CTTCTTTAACTGGAGGGAGCCTCCGGGACCCAGACCTCTGCCATTGCTCGGGAACCTGTT
TCAGGTGGATCTGAAGAGGCTCGACCAAAGTCTTTTTGACTTGTCAAAAAAGTATGGACC
CGTCTTCGTGGTTAATTTTGGCCCTAAGAAGGTGGTGGTCCTGGCGGGTTACCGGACAGT
CAAACAGGCTCTAGTAAATCAAGCAAAAGAGTTTGGAAAAAGAGAAGTCACTCCAATATT
TTATGATTTTAACAAGGAACATGGTATTTTGTTTGCGAATGGAGAATCGTGGAATGAAAT
GAGACGTTTTGCTCTGTCAACTCTAAGAGATTTTGGGATGGGCAAAAGGATAAGTGAACA
AAATATTATTGAGGAATG
>AU176703 ID   AU176703   standard; mRNA; EST; 333 BP.
TTAGTTGAACTGCACTAGCTGAACAGATCCAGCGATGAGGCCGTTCACTTGTGTCCCTCT



CCTCCTCCTCCTTTCCCTCTTGAGCCTGTCGACTGGAAAAAAGGCAGAGAAAGGATTCAG
GATATGCGCATTCAATGTGGAGAAGTTTGACAAGGAAAAGGCAGCAAACTCAATAACATT
GCACTTTCTGACGCGGATTGTGGCTCGCTGTCATGTCACCCTCCTGCAGCATGTGGTGGA
TCCAGATGGTGAAGTCATCAAAACTCTGCTGTCTTCACTCAACAGATATGATGGCACGGT
GTTCAACTCCACATCCAGTGACATGCTGGGGAA
>AU176711 ID   AU176711   standard; mRNA; EST; 256 BP.
CCAAAAACAAAAGGCTGAACATTGGTTCTCGTGAACATTTTTTGTCTTTTTTGAGGGACT
ATCCGTTGATATGTAGCGCTAACAGCGAGGTAGCAGCCGCCCGGTCGTGATGACACCGCC
GCTGCTGTCTTTTGGAGGAAGAGGAAGAGGAAGGAGGTGATGGTGTTAATGATGATGACA
TGCAGTTAGCTGGCCGCCTGACCGCCTGGCTGGCTGACGAACGGACGGACGGTCGCACGT
TCGGGATCGGAGCCCA
>AU176716 ID   AU176716   standard; mRNA; EST; 461 BP.
TAGCATGTAGTACTTATTATAAAGTATGTGTAGTAGTCTTCCTGCATTGAAGATCTAAAT
GGTTTTTTTTTTTCTTCCCCCTCTTTTTCTGGCATTATGTAGACCTGCTGTCAAGAAGGA
TCATTACTTTCTTTCTTTATTCACCGACTTTTGTAAAGCTAAGCCTAAAAGGCAGAGGAG
AAAAAAAATCTGATGAATTCCACATCCACGCTCATCCATTTCAATTGTGATTGCCTTACA
GTACGGAAACACTAGAGGGACAGAAAGGTCTACAATAGATATGATCACACATACAAGTAA
ACAGCCTATATTTGACCAGATGCACCTAAGCTACACCCATTTAGTGCCATAGAAACCTTG
ATTTGCCTTTAGACGTGAATCATATTTATTAGGTCATCCACACATTTAGATGTAGGCAGG
TTTATTACAGGTCTGGAGTTGCATGTCTTCACCAATTTGTG
>AU176722 ID   AU176722   standard; mRNA; EST; 567 BP.
CACCTGCAGTGCAGTGCTCATGGNGTTGTTGAATCTTTGCGAGTCACCAAGCCCCTAAAG
AACGTCGAGGTTCCAGAGACTTTGATGGCGTCCTTTGAGTGTGAAGTTTCCCACTTCAAT
GTGCCATCCACCTGGCTAAAGAATGGCGTGGGAATTGAGATGAGTGAGAAGTTCAGGATG
GTGGTTCAAGGGAAACAGCATCACTTGAAGGTCATGAATAGCAGCAAGGAGGACTCTGGA
GAGTACACCTTTATCTGTGGGAGCGACAGGGTGTCTGCGACCCTCACCGTCAACCCTATT
CTGATCACAACTAAGCTGCAGGACATCAGTGCCCATGAGAAAGACATGGTCACCTTGGAG
ACGGCAGTCAACTATGAGGGAATTGCGTATAAATGGTTGAAAAATGGCGTGGAGATCAAA
CTCACTGACAGATGCCAGGCTCGATGCAAACAGCTGACTCACACGCTGAGCATCAGGAAC
GTTCATTTTGGAGACGGTGCCGAATACAGCTTCCTGGCGGGGTCTGCCGTTTCTACAGCC
AAGCTTCATGTGGAAGCTCGTGTGATA
>AU176723 ID   AU176723   standard; mRNA; EST; 168 BP.
CTTCAGAACAAAGAACTACCAGGAACCTTGATGACAGCTGTTTGACGATGGAGTAGGCTG
TAGCAGGAGCTGAAGCACCAGAGGAGAAACGAAAAGGAGGAGTTCAGCCTGAAAGACGTC
AAGGGAAAGCACAGACCAACAACACAAGAAGATGCAAATGCTGAAAAC
>AU176725 ID   AU176725   standard; mRNA; EST; 247 BP.
ATTCACACCTACTCTCCTGATCATTCAGACGGCTTTACCGAGAATTCTCCAGAAGACTTC
GGAATTTTTCTCATCCTTGGACTTTTAGTATCAAGCTAACAGTCTAATTTTTGAGAAATC
TTTGGCTTCCATTGAAATATATTCTTTAAAAAGAGCTACAACAACAAAAAGAATTTCAAC
TCAAGATTTTTTAAACTTTAAAAAGGAAAAAAACTCTTTGTCTTGTTTGTTATTGCGTCA
CTATGAG
>AU176726 ID   AU176726   standard; mRNA; EST; 151 BP.
CGTCGTGCTCTGTTTCAGCTCCACGTCAAGATGAGATCTTCACATCTGCTGCTTCTGGCT
TCGTTGCTGTTACTCAGCGCATGCGTGGCGGTGGCTCGGACGGTCGTGGCGGATATCCCG
GAAGTCACGGCTCCCACCGGGTGGAACATCA
>AU176731 ID   AU176731   standard; mRNA; EST; 385 BP.
AACCCCGGCTGTCAGTGCTGGGTGATTGCGTGTGCTCCCGAGCTCGCTCAGCACACGGCA
AAAAATATAAAAAATAAAAAAAAATTAGAAATTTTTTAAAAAATACATTTAAAAAAAGCC
CACCACCACCCCCATTTTCTTTTTTGTTACGTTTAAAGCTGGAGTAAGTCATTCGCGGAC
TGGACGGTTACGAAAAGAGAGGTTAAACAACCGAAAGGCAAAGTCGAGCTAAAATGTGTT
AGACCGTTGAGTGTACCACCCTAGAGCCGCATTTAACATCACCGGAATTCTATTTGTCAT
TTAAAAAATAATTCTCCGGAAAGTTTTAAGTCCAACTGCCGGCATCTAACGTGACGCCGC
AGACCGTTGTTGGGGAACCAAACCG
>AU176733 ID   AU176733   standard; mRNA; EST; 204 BP.
TAGCGGTCCGGGCTCGAACATCTCTGAGGAGCCTCTGCCAGCAGGTATATCTGTATCTGG
AGCCTCCCTCCCACCCACTCGGTGCCATGCAACACCCAGGGACCCCCGCTTCACCCGGGG
AGCTCTTCAAAGCCTCGACGGTAACGGCTCACGTCTGCTANTAGAAAAAAAAGAAGAAGA
AAAAAAATGTTTTTATTTTATTTT
>AU176735 ID   AU176735   standard; mRNA; EST; 338 BP.
CTACTCTGTGCATCTAGAGGGCGGTTTCGAACGAATTTGTTGCAGTTTGTGAGAAAATGG
ACCCGACCTCCCAATTCTTCTCTAAACTTCGGAAACTGGCGGTGGGTCTGGAATCAGAAA
CTGTCAGGCTACAGCGCGTATATGAGACACGTCACAACGAACCCGACGACGAAACCACAA
TCAGGGCCACGCGGGCGTATCACGAGCTGAACAGTGAAGTCGGGGGACTTAAGGTGCAGA
TCCAGGATACCCTGGCTCAGCAGAAAGCCAAAATAAGCAAAGTGGATGACTTTATCAAGG



CCTGTGGAGTGCTGGAACAGAGGGTCACTAAAGACATT
>AU176740 ID   AU176740   standard; mRNA; EST; 578 BP.
ACCCCTCTGGCGGCGGGGGGGAGCGGATGTTTGACAATGACCGGCCGCGGCTCGCGCTCT
TTCCTCCTCTGTAACGGGACTTTTTAACTTCACGTGAGAGCTCGGGGGCACCGAACCGGA
CCGCCGAACCGTCCCTGGCGGAGACAGAAGCAGACATGGGCACGCAGGGAACGGGACGCA
AACGGTCCACCAAGAAGGAGCGCGCGACGGCGGAGGACGAGGCTCTGAACCTCATTGCGA
GAGAGGCTGAGGCCAGGCTGGCAGCAAAGCGAGCCGCCAGAGCGGAGGCCAGAGAGATCC
GCATGAAGGAGCTGGAGCGACAACAGAAGGAGATCTTTCAGGTGCAGAAGAAGTACTATG
GCTTGAACCCTAAAGTAGATGAGCGGCGGGACAGCGGATGGGGGGATATTGAACAGTGGA
TGGAGGACAGCGAGAAGTACGCGCGCTCCTCCCGGATTCAGACGCTGACCGACAACGATG
AGCGCGTGTCTGCGGGAAGCCGCGGCAGCTTCAGGTCGGAGCTTGACTCAGTTGGAGCCT
ATGGTGGGGGGAGCTCTTCCTCACAGAAGAAGTCAAAG
>AU176744 ID   AU176744   standard; mRNA; EST; 354 BP.
AAGTAGTGACAAACGGCTGGACAATACCCCTCCAAAACCTACATTTCGGATTAAAACCCT
CTTCTCATGAGGAAGATCCCTCCTAGCTCTTGGAGTAACCTGACGGATGGAACCTCAGGT
AGAGGAGGATCCGCCTCCAAACGGAGGCCGGTCAGACAGCCGTCTTCAGAGCAAGAAGCC
GCCCAGCCTTGTGATCGCCATCCCTCCACCTGACCAGATGTCTGATCCTCCTCCCATACC
GCGTCCAAGGACCCTTCAAAGCACCGCCCTTTTAGATGGAGGTGGGTCTACCAGGCAACG
AAGGCCCAAGTTTGGTAGACAGACGTCACTGTCCCAGAGCATTCGAAGGAACAC
>AU176747 ID   AU176747   standard; mRNA; EST; 646 BP.
GCTTTGAGCTTTTGCACCCAGAAACAGAAATGTCTGTGAACATGGTGCAACTGTGATGGC
TCGGGTCAATGATTTATACTATGTACACTCATAATGGTTCATAGCCCTTCTGTCCCGAGA
CAGATTTGGGTCGGATTGCTGACACCAGTCATTTGAGCTGCATGCTGGCAAAGTGGGACT
GACAGACTTTCCAAGAAAGTTCTTCACGTTGTGTACTGGAGCTGGACATGGACCAAGATT
TACATCATCTGGATCAACTTTTGACTTGTTCTCCTGGGATGTTGCTATGTGGAAAATCTT
TCTCTTAGAAAGATCCCATCTCTTTTTCTTTTTTCAGAAATTGACTATGCAATGTTTCTG
CTAAATGGTGCTTATCAGTGCTCAGTGTGCTGCATTTAAGTGTAAGAGTAACAGTTTATT
ATTTTAATGTATTTGCAATGTTGCGAGGTTTCTTTTATATTTTCACAATTCCCAAAACTT
ACCTTGTCTACTTTTGGAGGTTTAAATATTCCAAAAGAATAACTATGGCTTTAATGAGAC
GTTGGGGAAAAAAAACCTTTTCTTTTGCTGTTATGTAAGCAATGTTAAATAGGTGATGCA
GTTTTATATGTATTGTACTGTTTCATTTTAAGTCAGGCAGAGTTCA
>AU176754 ID   AU176754   standard; mRNA; EST; 662 BP.
TGCTGTCACGGCGGTGTGCGGGGCGCCACGCAGCTTTTTCCCCGCGGCGCTCTGGGAATA
CTAACGGCTCTGTGAACGGAGCAGCTCACCTCCCCGTTCCGGTACCGAGTCATCTGTGCG
ACACAAAGACTGCGACGTAGGGTTTTTTTTTGTGTGTGAAAGAGATTTGTCCCCCGTGGA
AGTGCTGAGGAAACAAAACAAGAAAGAAAAAGGTCTGCAGAGCGGTGCAGCTTAAGTCCT
CAATTTCTGCAGGCTGCTCTTCTTGGTGGACTCCCACAGTCAGAAGACGAAAGCATCTAA
AGCCTGGGGGAAGTTAATGAGAAGATTCGATCAGCTGGTACCTCACATCTTCATCTACTA
CGCCCTCTTATCTCAGCTATTGTCTTCCTCCAGCTTCAGAGTTGACTCAAGCACATAGTA
CAGTGGAAGGAGACTGCAGACGCTCTTTGAAGGAGTACCTCAGAGGGGTTTTTGACCTCG
GAAAACCCACCAATAGCTCCAACTTTAGAAGTCCGCCCTTCGTTATGCCCCGCTAAGGCA
ATTACCTGAGAGGGCGGGATTTTCAGACCTACACAAGCTGTGGGTTGGGCGAGTCCGCTA
CGGGCCATGTTTCTCTGGTGACGTCCTACCTTCTGCCAAAATGAGGCAGAAGCCTGGATC
GC
>AU176762 ID   AU176762   standard; mRNA; EST; 544 BP.
GACAGACGCGGAGTTGGACTGAAAGACGCCGCAGCAGCGAACAGGAACATCTTGGACGTG
GCTTTCTTGGCTTTTGGATTTCTTCTGAGGAGCTTGACAAGAACCTTGTGATATTTGAGT
ACAGAAAAGCATCCAACCAAAGTCTTTGGCCGTCTGAGGAGTAGTCAAGACAGCGTTTCC
TTGTTCAACCTCTCTGGCTGCTAGCTTGCACCAGCATGGCAGACAGTCGACAGCCANAAG
ACACCGTGCCCCAGTGGGACCCATCAGGGGGACAGGAACCTGGCAGCCCCCTTGGAGCGA
ACGGCTACCCATCCTCAGTTTACAGAACCACAGCACCTTACAGCACAAGGGAGAATGGCT
TTAATGGGGAACTAACTGGAGCTCAGGCCGTAACTGCAGAGCAAGTGTCTGCGAGGATTG
TTCAGGAAGTGACAGCAGAGGCGGTGGCAGTCTTGAAGGGAGAACAGGAGACTCAACGGC
TGCCTTCAGTTGAAGATACAACCAATTTGCCTCCGTCCCCGCCCCCCTCACCCGCAGCTG
ATCA
>AU176766 ID   AU176766   standard; mRNA; EST; 375 BP.
GCTTCTTGGCTGAACACATTTTCTTTGATGTTTCTGTTATGGTGTTTTACGGTCTGAGAA
TATCCCTGGATGTGCTTCATTAGATCTATAAATTCCTCTAAAGAATGTCAATCTTTTAGC
ACTCAGATTTCAGGACAGTGTTCAATCGGCCTACAGAGTTTTTTTTTCTACTCTTGTGGC
TCAACTTAATGTACTGAAATGATTGTGGGGTCCGATCCAGAACCTGAGCCTACGAAGTCT
TGCCTAAATATAACAATCCTGTTTAATTATATGATCTTGATTGATAAACTGTTTAAATTT
AAAACTGCGGAGGGACAGGGCAACATTTTCAACTGAAATACACAAGGTGTGCTTCCTGCA
TGATCTTAAAAGCTG
>AU176767 ID   AU176767   standard; mRNA; EST; 569 BP.



AGGAAGAGCAGTATCAGGGCAGGCAGTGGAGAGTCCTCTCGTCATTTAAAGGATGAGCTC
CTCGTGATCTTAAGTTTAGTTATTTTCGACAGAAAACAAAAATGTCGGGCAGCTCGGTGC
ATGGTGGCTTCAGAGGCAGCAGCTTCCTGTCCAACCAGGCTTGCNGTTTTGGCTCGCNGT
GGTTCTCCACCTGCTTCACTCACGACGCGGACAAACTGTGCGCACCTGCCGGCCTGACTT
TGCTGTCTGCGTTGCTCCTGCTGCTGTCATGCCTTCTGCTTTTGTATCTGAGGTGCAAAT
GTCCAGGGGAGTATTCAGGAGAGACCATCCTGGGTTTCTACTGCTTCCTTGGTGACCTGT
GCAGCGCAATGGGAGCCATCATGTCCAGGCAGCTGCACATTCAGGTTTTCATGGGCTCTT
TTGCGGCTGCTCTGGATGCTTTCAGCTGTATTTTGTGCTGCTTCTCTGTATTCCTGTGCT
GGAACTCAGAAGGACACAGGCGCTTGAGGATGGCGAAGAAGCGCAGGAGGCAGCATCTCC
TGGCTGTGGGGGTGTTGATGGTGGTCGCA
>AU176770 ID   AU176770   standard; mRNA; EST; 384 BP.
GAAAAATAGATGAAGCCAGAGGACGCGGGAGGGCAGCCGTGGAGGAGCGGCCGCCGGGAC
AAGCTGGGCGCCGCCGCGGACGAACGGCGGGAAGTTCCGCCTCGGTAAACTTCTGCGGAC
CGGGACGCGGCGTGGAGTCGGACCCAGGGATCGGGTCAGAGGAGGTGCAGCCTTTCAGCC
TGAGCCTGGAGGCGGAGATGATGCTGGAGCGGCTGAAGGAGCAGCACCTCCAGCAGATGG
AGGAGCTTCAGGAGCAGCTGGAGATCAAGGTCAATGAGCTCAACCGGAGGCTGGAGAAGC
AGCAGGAGATCCACGAGGAGCAGAAAGCTTCTTTGAGCCTCCGGCACCAGGAGGAGCTCG
GAGCTCTGCGGGAGGAGATGCTCA
>AU176778 ID   AU176778   standard; mRNA; EST; 273 BP.
ATGCAGGTTTGGCGGGTACAGCTGTGTCTGTACCGGCCCTTCAGAGTCGTTGATCAAACC
CTGAGTGGCAGGTGGTTTAGTTTAGCCAACACAATGGCTTCTTTAGAGCTCATCACAGCT
TTTCGAATGAGGTCTGTCACTTTATTGCCTTAAAATTTGGTTCCGAGAATCTACCGGGGG
TCAAATGAAGGTCAAATCATAGCAGACCAGTAAACACTTGTATTAATGCATGGTGATAAA
GGTGGTTTGTTTGCGATTTTTTTTGTCATCTTC
>AU176789 ID   AU176789   standard; mRNA; EST; 494 BP.
TGTTGACCTTTGCTGCTCTTTAAAGTCATCATTGTGCAAACAGGTGGGATGCTTCTTCTG
ACATTTTCCACATGTACTTCTTTTGTAGCACCTTTTTGACTGGTGGCCAGCCTTCAAACA
GCCAAAACAGAGCTTTTCTGCTTGCACAAACTTAACACGGTCTTGCAAATTCTTTTCACA
GAATATTTTACATTCTGTGATGAAATGTCCTGAATGTTTACAAAATGCACATGGTGGGTT
ACNTTCTTTCTGTTGTGTTTGTGAACAGAGTCTTAGCTTGAACTGGTATATATTTTGGTT
GTTTGGGTTTTTCTCCTTCCACACTCTTTAATGCTTGTACTGAAAATACAGGATCACAAG
CAAGATCTGCTTCTCTTGAGAGGAAGTCCACTAGTTCTTTAAACCTTGGATACGTGTGAA
AGGTTTCTCTGGTTTACATAACCTTGCGGTTCCAACTGGAAACTAACCAATCTGGAAGTT
TGAGCAAGATCTTT
>AU176800 ID   AU176800   standard; mRNA; EST; 446 BP.
TAAAAGTGAAAACCTCAATATTTGGAGTTGTTTACAGTGGAATGTTACAAACAGAAGCAT
TCCTTTGATCCTTTTATAATTGATGAACCTCTGTTCAAATACCGCAAGGACACAGTTTTG
AAGTATCTCTGTTTAACCGTGTACTCATGCTTTTGGTCTCTTTTTCAGGATTTGTGTCAC
TTAACTGAATATTTGGATATTTTCAAAGTGCTGCTGCTTTTGTTATTTGTTCTAACTTAT
TCCCTAAGCTACCTTCATAGGTCTGTGTTACCATTCATGTCACCAAAGTAAGCATAGGCC
AATCCAGCCTTGACAACGTGATGACTAGTCAGGCGTTTTACACGTCCACACACAGTTAAA
CTCCACTCATGGAGCTTACAAGGTGCAGTCACCTTCCAGCTGTTTGTGTGTGTGCATGTG
TGTGTGTAGGTGTGTGTCACGCTGAG
>AU176801 ID   AU176801   standard; mRNA; EST; 279 BP.
CAAGCTGAAGTATCACACCCCAGTGGATATGCTGAGTGTGGTCCATGCCAAGCAGGCCTC
TGCTGCTCAGACTATGGCTGGATACAGAAAGATCTACCACACCAATGCTCTCCTTCCTGA
TGCCTTGAACCTACAGCTAGCACGTGTGATGAATGAACAGTCCAGTGACTGGAATTACAA
GGCTGAATGGAACAACTACATCAGAGGAATTGGATGGGTTCCTATTGGTTCTGTANCAGT
TGAGTTAGCCAAAATCGGTGGGCAGATTTTGAGCGACCA
>AU176803 ID   AU176803   standard; mRNA; EST; 379 BP.
GAGTGAAGTCACCGCTGCAGCAGCTCTGCTGGAATCCACCATGAAGCTGTCTGTCCTCCT
GCCTCTGTGCGCTCTGCTCACCCTCAGCCAGCAGGCTCCATCTAAATGTGAGTGTGAGCT
GGTGAACATAAATCAAGCTTTTCCTCATGACAAGCTCAGCACAATCCAGGACGATGCCTC
CAGCTGCAACACCAGAATCACCCCACAGAGTAGCTTCGTCATGGAGAGTGCCCTGCTGGG
TTTGCAGCGGCGCCTACCTCAGCTAATGAAAGACGTGGTGGAGTTGGAGGAACATCATGA
CGAAGATCTGTACAGCGTTCTCAGTCTGCACGTCTTAGAGAACGAACTCATAGAGATTCA
GCTGCTGATGGACAAACTG
>AU176809 ID   AU176809   standard; mRNA; EST; 133 BP.
CGGCCGGGTCCAGTATCGCTACAGTCCGTGCTATGGCTCCAGCCCTCTGGAGTTCCCCTA
CTACGACATAGATCCCTACGGCACCATCCGAGTCCGGCACTGCCACGCCTACGGAGGCCG
GGATGGGGGGGCC
>AU176819 ID   AU176819   standard; mRNA; EST; 267 BP.
GTGTGGTGGAGCTCAGCAGCAGAGGTGGCCTTGACTGTTACAAAACAAGGGAAAAAATGG
GTTAAAAACGTGAAAGTGGGGATGAGAATAGGGAGATCCAGGAGGACAAGCATGAACAGA



GGGCTGACTCACCCCGCGACTGTTGCTTCGTTTGGGTATTCTGCTCACAGCTGTCTGCTT
GTGTATTTACGTTTACCTGGAGACGGGTTGGAAGGCCTCCCTTGCATCCTCGGATTTGGG
AACCCAATTTGTTCAAAATTGGGGTCA
>AU176821 ID   AU176821   standard; mRNA; EST; 622 BP.
ACGCAACGCGACAACTGCGGGTCCCGATTGCTGCAGCCGCTTGTCAGTGTGACGAAGATT
GGCACTCAGGTCGGGCCCTGGTCCTGCTGTCTAGGATGAGCCGCGGTCTGCAGGTTCTGC
AGTGAACGTGATGGCGGCCCAGTCAGTGTCCCTTGACAAGTACCCGAAGGAGGAGCATCA
GATGCAGGGCGGGGTAAAGGACGACAGCGACTCGGAGCACACCTTCATCGGGGGGCCGTT
GGCAGAAATGCCGAGCCCGGGCCACACGGAGCTGAAGAACCCCATGGATGCAGACAAGGC
ATCGATCTACCGGCATCCTCTGTTCCCGCTGCTGGCGCTGCTGTTCGAGAAGTGTGAGCA
GTCCACGCTGAGCGCCGACTGCATCACCTCCGCCAGCTTCGACGTGGACATCGAGAACTT
CGTCCGCAGTCAGGAGAAGGAGGGCCGGCCCTTTTTCAGCGAGGACCCTGAACTCGACAA
CTTGATGGTGAAAGCCATCCAGGTGCTCCGGATCCACCTGCTGGAGCTGGAGAAGGTGAG
CGACCTGTGCAAGGACTTCTGCAGCCGCTACATCGCCTGCCTCAAGACCAAGATGAACAG
CGAGACGCTGCTGAGCGGCGAG
>AU176830 ID   AU176830   standard; mRNA; EST; 299 BP.
CGCTGCTTCAGCTCGATTTTGCTCAGTTATTTTCAGAAAAGCAGCCAGTATTGACTCGTA
AATTTGCACCACACCATCCACGCGTGTGTGTTTCGAACTGCGGCGGTGGAGCTTTCTTTC
TTGGGCTCGCTGGCTGGATTTAGTCGGAAAGCAGGCAAGAGAAGAGGGGAAGTACGGAGC
TGATCCGGAGCAATGATGGAGCTGGAGACGGCCAGTAACAGAGGCGACCCGGGAACCGTG
GGAGACTCGCTGCAACCGCAGACGCCGAGCAGGCACGAGAAGAGCCTGGGCTTGCTCAC
>AU176832 ID   AU176832   standard; mRNA; EST; 415 BP.
CACACCAGATCGTTTTGCTTCTTTAGTGTCCTTTGATTGGGGTTCAGAGAGAGGAGACAC
AGGGGGGTGCTGGGAAGGAGGCAAAGGATTATCTTATCTTCATATACCTTCAAGAAAAAA
AACTTCAGGCTCTGTCTGACTGAGACCTGCCCGAGGTGGCCCCCACCATGCAAAAGAATG
AGAGGTCTGGAGACGAAAGCCAGAGAGAAAGTGTAAGTGCATTTTGTTCTGCATTTTCAT
CTTTTTTTTACGGTGTGTTTTATGCTGACATATGCTTAAAAAAATATGTGATAGCCCTTT
GTCATTTTTACGTTATGGTTATATGAACCTACTGTGCCTCAATCTGAATGGTGTTTTTCA
ATGTCAATTATGATTGATTTTATATAGTTTTGAATTGATTTTTGTAAATGGTAAA
>AU176833 ID   AU176833   standard; mRNA; EST; 110 BP.
AACATTGAAACACCACGACAGGTTTGAATATTTATTTAATAGGATAAAATGGAAGCTTTA
GGAGAAAGACTTAACCTGATGGTGAAAACCTTCAGGAGGGAACCGCCACA
>AU176840 ID   AU176840   standard; mRNA; EST; 449 BP.
CCCGGTGTGTGGAAGTAGACGGGGCATCTTTAGTCTTGCAGGGTAACAGTCAGCTGGAAA
GCCTTTAGCGGTTGTCGAGCAGCACAAACATGGGGGGTTCTCAGAGCGTGGAGATACCGG
GAGGAGGTTCAGAGGGTTACCACGTCCTCCGGGTTCAGGAGAATTCGCCGGGTCACCGGG
CAGGACTGGAGCCTTTTTTTGATTTTATCGTCTCCATCAATAACACCAGACTGAACAAGG
ACAATGACACTCTGAAGGACTTGCTCAAAGCCAGTGTGGAGAAACCGGTCAAGATGCTGG
TTTACTCCGCCAAGACCTTGGAGCTGCGTGAATGCACAGTGACCCCCAGCAACATGTGGG
GGGGGCAGGGCTTGCTTGGAGTATCNATTCGCTTTTGCAGCTTTGAAGGAGCCAATGAAA
ATGTTTGGCATGTGCTGGAAGTGGAAAAT
>AU176842 ID   AU176842   standard; mRNA; EST; 371 BP.
AGCTGGCCGGTCTCGTTCCGAGTGTACCTGTCGTCTGCAAGCGGCAGAGTTCGGCCTGAT
TGGGGGTTCCTGGGTCAGCAGAACTAGCTGGAAGCCAGAATTAAGGTGTCCTCAGCGGGA
GGCAGACGCTCGACCAGGAGGAGCGATGAGTTCCTGCATCACCTACATCAAAAAAGAACC
CCTTATAGGGCAGGAAGCCACAGCTCCTGCTGCTCTGCTCCCAACGGGGATAAAACGACC
TTTGGAGGAGGGCAACAGAGGCCACGCCCACTATTACAAACCCAGGAGGAAGCGCCAGCG
GCTCGCTCTGCCGAAGAATGCCCTGGAGCAGCTGAACGACCTCCGGCAGGGCCTGCAGTA
CACGCTGCTGC
>AU176852 ID   AU176852   standard; mRNA; EST; 357 BP.
CCTGGCTGTGACATCACACACACTGTGAGATGGAGGATTTTGTTTCCACTCGGCAGGTTT
TTGGCGTTGCATCAGAGAAGAAGACGGCGAAGAAGAGGAGGAGGGGGAGGAGAGAGCAGA
GCAGAGCGGCAGGTGGACTGGAGCAGCAGATTAACAGATGAGCAGAGAAACTGATCACTA
ACTGGAGTGAAGCGATCGATAAGGGGGACAGGCGGCACGGCTGTCTTCAGGAGGACAGAT
GGAGAACGGGGAGAACCTGCTGAGTGTTTGTGTTCTGCTGCTGCTCATCACTCAGGTGGG
TCCCTCGACCCCTGAGGAGGGCTGGCAGGTGTACAGCTCGGCGCAGGACTCTGACGG
>AU176855 ID   AU176855   standard; mRNA; EST; 555 BP.
CTTATGAGAAGCAGAAGGACAAGATCCACTTAACCTACGACACTCCTGATATCAATCAAG
TCAAGATGAACCAACGAAACCTCAGTGATCTTTGCTACAAAGAGAAATACACCAACAGCA
AAGGCCAGCTGATCTCCATGCCCATGACACCGGAACTCATGCACTGTTACCACGTCAATG
AGATCACCAGCGATCTAAAATATAAAGAGGATCTGATGTGGCTGAGGGGCGTCGGCTGCT
TCTTGTATGACACCCCTGAGATGGTTCATGTCCGCAGCATCACCAAACAAAGGGCCAGCT
ATCCAGTGGAGGCAAAGAAAAACCTGGCTAACTTCACCGTGGTTCTTGATACTCCGGAGT
ACAAGCGTGTAACTGAGCTGAAGACGCACATGAGTAATCTAATCTACAAAGCTCATAGCA



AGCAGGAAATGGCCAAGGTTACGTCTTCTGCAGATTCTCTGGATATCAAGAGGGTCAAAT
GGGCTCAACAGCTCTCCAACAAGTACCAGTACACAGATCTGGCAACCAAGGAAAGGGCAC
ACTTCACACCAGAAA
>AU176866 ID   AU176866   standard; mRNA; EST; 131 BP.
CCTGATTTACATTTTGCTGTTAATCACACCCAATGGAATCCAATCAGAAACCAAGTGGTG
ATGCACTGGCCTGGCATGCAGAAAGAGGCAGCCCTTCGGGCCCTGATACAAAGAACTGGA
TATCAGCTGCA
>AU176870 ID   AU176870   standard; mRNA; EST; 354 BP.
GGCTTCCAACAAACGTGCCGGTTTGTTTGCGTGTTTAAAGTCCCTGAACGTGGATTGCGG
GTTATTTTAATACCTTGCGTCACGAGTCGAAGTGTTTTCGCGTGATGCCGGCTCAAACCG
AGAGAACGCGCTGCTTTTAAACGTGACATTTACGATCAAATGTAGGATTTTGCTGCTTTT
TATGCCGTTGCGCAGTAGAATTGGGGAAAATTCGTCCACCGACAGTAATTCCCGGTCACC
CTTAAGTTACTGAATACCACGTGACCAAAGCGGGGCGGTCGAACTACAAGCCATTTTGGG
GACGGTGTCAGTTTCCACAGAGCACACACACACTGGTGCGTTTCACTGGGGGGC
>AU176875 ID   AU176875   standard; mRNA; EST; 538 BP.
GTTCAGTCAAAGTCACAAACATGTTTGTCTCGCTGATCTTGCTGTGGCTCTGCATCTGTA
TCTTATTCCTCCAATTGAAACCTCGGAGGCCCAAGAACTTCCCACCAGGACCCCCAGTCC
TGCCCATGCTGGGGAACCTTCTGCACCTGAGTTTAGACAATCCTTTGAAGGACTTTGACA
GGCTAAGGAACTCCTATGGAAATGTCTACAGCCTTTTTCTTGGTCCGAAGCCAGCTGTGA
TCATTAACGGGTTCAAGGCCATGAAGGAAGCCATGGTGATCAAGGCCACTGATTTCGCAG
GGCGTCCCCAAGATCTGTTTGTGAATGATGTTAGCAAGAGGAAAGGTGTAATACTGGCAG
ATTATGGTGAAAGCTGGAGGGATCATCGTCGCTTTGCTCTGATGACTTTGAGGAACTTTG
GTCTGGGAAAAAAGTCGATGGAGGAAAGAATTTCTGAAGAAATTCAGCACACCATAAAAA
CACTGGAAAATAACATTGGGAAACTCTTTAGTCCTCAGATTATGTTTCATAATGCGGC
>AU176888 ID   AU176888   standard; mRNA; EST; 672 BP.
AAACTCTCGTCGCCTTCTGAGTCAAGGGGAGAAATATTTACTGACTGACGGGAAAGAGCC
TCCTGTTTGACCCGCGCCTCCTGGACCCGTTCTCGCTTACGGAACCGGAAATTGGGTCTG
AAAGTTTAACCGTCGGACCTGGAACGTTCCGGTTCCGAACCTTGGTTAATCTTTCGCGGG
GGGGAGCTGGAATGGCTCGACCGAGGAAAAAAGCCGCTGCTGGAAGTTCAGAGTGAAGAA
GAAGACCAGAGGAGCCCAACCACACAACTGCTGACAGAGGAGGAAGAGGAGGTGACCTTT
ATTAAGACAAAGAGGAAGAAAGTCATGATGTCTGGAGGTGTAAAGCTGTTGGAGGTCTTC
TCCCTGCTGCTGCTGCTGAGCGGAAACTCCGACTGCAGAGACTTTGAGCAGACTGAGGAC
CTGTCATCCTACCAGCTGACTGTCCCTCGACCAATAGGAGGCAGGCTGAGGAGGGACGTG
GACGGAAGGCCACCTGAGCAGGTGTCTTACGTCATCGCCGTGGATGGAACAGATCGCGTT
GTGCACCTGGAGAGGAACCACCTGCTGTTGCCTGCAGACTTCACCGTCTTCACCTACAGT
GAGAACGGATCGGTCATCGCATCCAGACCTGCCGTCCAGGACCACTGTCACTATCGGGGC
TTCGTTCAGGAC
>AU176894 ID   AU176894   standard; mRNA; EST; 633 BP.
AGCTGGNCTCCATGTTGTTCCGTCAGCCACGGGGAGAGCAAGTGCCCTGACCGAAAACTC
ACGTTGCAACTCTGTGTGTCAGAAAGTGGAGTGTGTGTTTGTGTTGACCCTGGAGAAGAA
GATGGCAGACTACAGGGAAGACACCGGGGCTAGAGCCCTGCTAGCTTTACAGTCGGCTCC
GTGCAGCCCAGTACGCGTTGCGGTGACCTCTCACGCGTTTCACCAGCCGTCGCTTGCTCT
CTTGGGCCCTCCAATGATGGATGCCCGCACCGACGCCGGCCTTTTCCCTGCTCGGCTCTC
CTCTACGCCTCCACGGGCCCTGGCGAGGCTCGAGGGCCGAGACTTTGAGTTTGTCATGCG
CCAGAGAACGGTCACCATCGGCCGGAACTCGTCTCATGGCTCAGTGGACATCAACATGGG
TCACTCGAGCTTCATTTCAAGGCGACACCTGCTGATAAGTTACGACGAAGCCAGCGGGTT
TTCGCTCCGCTGCCTGGGCAAGAACGGCGTCTTCGTTGACGGAGTGTTCCAGCGAAGAGG
GGCCCCGCCGCTGTCGCTGCCGAGAGAGTGTGTGTTTCGTTTTCCCAGCACCGTAATCAA
GATCCAGTTCATGTCATTCCTGGATGCTGAGGA
>AU176910 ID   AU176910   standard; mRNA; EST; 178 BP.
TTGAGTTTTTTTTGTCTGAGATCTACTTCAGATTACCCAATCTGTAGGACTATCCGATGG
AGGCCACAGCCTGACCTGAGGAGGAGTCATGCTGCGCTGCAGGAAGTGTCGCAGAGCCAT
CGTCCACTCAGAGTGCCTGTCAAAGGCCTCAGATGACAGTTCAGCTGCGGTTTGCAGC
>AU176915 ID   AU176915   standard; mRNA; EST; 275 BP.
TTTTACCTGTGAAACATGGAGTCCGCGCGGATCCTAGGAGCCCTGCTGCTGCTTTTCTGC
TGCTTTTCTGTGGGAGAATCCAAAAACTCTCGAACATTTATAGCGCAGGAAGACCCTAAC
AACTCGGGTCTTTATATCACGAGTGCAGAAGCTGTGAAGACTCTGAAGAGTCCCCTGACC
ACCGTTTTCTTCCCGATGATCTACATCCTGGTGTTTGTGGTGGGACTTCCCGCAAATGGA
ATGGCTATATGGGTGTTCCTCTTCAGGACCCAGAA
>AU176916 ID   AU176916   standard; mRNA; EST; 642 BP.
ATTATCCGCTGGGTCTTCCTGGATGAGCAGAGAAGGAAACATATTGCTGGATCTGGGATC
GCCACCGTTCTGCTCCTGCGTCCATCTCACGGTCCACAATGTCTGGTCTGAAGGCTGCGG
TGCTGTCAGATCCGGTCTGCGTGTCTGATGCCGCCATATGTTCAGGCACCAGCTGCCTGG
CTCCCCCCAACAACTTCAATGCTGTTCTTAGCGTGGTCATGAGTACCGTGCTCACTGTCA



TGCTCGCCATGGTCATGTTCGCCATGGGCTGCACGGTGGACTTCTGGAAGCTGTGGGGTC
ACATCAGGAGACCTTGGGGCATCGTCATCGGCTTCATCTGCCAGTTTGGCATCATGCCCT
TCACGGCCTTCGCCCTGTCCCTCGCCTTCAACGTTCTGCCTGTGCAGGCCATCGTCATCA
TCATCATGGGTTGCTGTCCTGGAGGCTCCAGCTCCAACATCATCTGTTACTGGCTGGATG
GAGACATGGACCTGAGCATCAGTATGACGGCCTGTTCCTCCATCCTGGCCCTGGGGATGA
TGCCCCTCTGCCTGTTCATCTACACCAGCGTGTGGACCTCCAGCGACTCTATCATGATCC
CCTTTGACAGCATCGGCATCACGCTGGCCGCCTTGCTGATCC
>AU176918 ID   AU176918   standard; mRNA; EST; 571 BP.
ACCAGTCCGCACCGACCGAGCGCACCGCAGCACGCAGAGAAGTCTTTGTTTTCGAGTGGT
TTCGATTTGCATATCCACTTCCACTCCTTCCTCATTTGCATACAGCAAGAATGGCGAGCG
GGCATCCCACAGAAAAATTCAGTTTCATGTACCAACCAGACACGCACAAGAGCAAGAACA
GGTTATCTTCAGCCATGAATCCCCTCTACAGCCCCGTTCAGCCTGGCACTCCATACGGAA
ACCCCAAGAACATGGCCTTCACAGGCTATCCTGGAGCTTATCCCGCCACGGCCCCCACCT
ATACTCCCAACATCTATCAAACAGGAAGTCCTGGGTATCCACCAGGGTATACTTCAGCAG
GAACTCCATACAAAGTATCCCCCACCCAGTCAAATGGAGCACCTCCTCCTTACACTCCTA
CGCCCACCCCGTACCCGACAGCCATGTACCCCATCCGCAGTGCCTATCTTCAGCAGAACA
TTTACGCACAGGGAGCTTACTACACTCAGCCAGTGTACGCAGCTCAGCCCCATGTGATCC
ATCACACCACCGTGGTGCAGCCCAACAGCAT
>AU176926 ID   AU176926   standard; mRNA; EST; 343 BP.
GGAGTCCTTCATGCGTGTCTAACCGAGGTCAGCCAGACGATTTTGTGAACAAGCAGTGGA
CTCTGTTAAAACAGCTCCAGCGTAACCGTGATGAGGACCGGACAGTCGCCTCAGTCATGG
ATAGAGCGGCATGATGACACATGAGAGCCTGACAAACGCCCAGCTGTCCTTCAAGGCGAT
TGCTCTGCGCATGGTTGACCTTCCTCTGTTGGTCTACAGCTCCCTGGGACAGGTGAGCGT
CAGCACAGGTACCAAGAAACTGGTGGCAGTCGCCGCTCTTGGAACCGCGTCCCTCCTCCT
GCTCGCTCGCCGCTTCCAGAGGAGGAAGGGCAAAAAGAGGTCT
>AU176927 ID   AU176927   standard; mRNA; EST; 443 BP.
TGTCGGTGTCTCTGGGTCTGGATTCGCTGTCGTCTCCGCTCCACAGCCAGTGCCCCAGCA
GCGCTTTTGCAGACCCCGCCGACAGCGGAAATCATGGTTTCCGAGGAGTGTCAGAGTTGG
GAACGCCTGGAAATGTGAACTCGGAAGGAAATGGACTTGTCCTAGCCCGCAGCAGCCCGG
CACGGGACAACTTTAGAGAAGTGTGCGCTAACATTCGGCAGGTGAGCTGCGTGGATCTGT
TCAGATCGGGGGAAATGGACTGCGCGCAGTCTGTTACGCGCGGATCGGTCATATCCAGAT
TCATCTGCAAGGATCCCAGCATGTTCGTGAACCCGGCAGCAGAGCTCTCCGCGACTTCCC
AGGTCAATGAGGTCGCGCCTTTAAAACCATATTCTGCTTATCCCGCTAATCCAGACCTGT
ACAGGGAGAACCAGGGCGGATGG
>AU176928 ID   AU176928   standard; mRNA; EST; 614 BP.
CTGATAGATGGAAGGGAGGCTGTCACTTTTCTGCGTAAGATCAAGTCGGTAGTGGAGGAC
CCCAGGGTGCTGCTCCTCGACATGTGATCTCACATCTGCTCCATCCCCAACCAAAAGGAA
TAAACACAAAAAAGCTTAATAAAAGAAAACAAAGTCCGCACAAGCAGTGGCTCTACGCAC
TTGATAAACATTACTTTAACTGCAGTTAATGTATTGTGTTGGTCAGCTAGGAATAAAGGA
TCTGTGTTAAACAGTTTGATTTTGAAAAGAACATTGGAGGAAGTGATAAAATATGAGGCT
GTTGTAAAGGAAGGACAGAGTTCTGAGATTTCTGGTGCTGGTCTTTAGATTAAAAAAAAA
AAAAAAAAGGCCACATGTGCTCGAGCTGCAGGTCGCGGCCGCTAGACTAGTCTAGAGAAA
AAACCTCCCACACCTCCCCCTGAACCTGAAACATAAAATGAATGCAATTGTTGTTGTTAA
CTTGTTTATTGCAGCTTATAATGGTTACAAATAAAGCAATAGCATCACAAATTTCACAAA
TAAAGCATTTTTTTCACTGCATTCTAGTTGTGGTTTGTCCAAACTCATCAATGTATCTTA
TCATGTCTGGATCC
>AU176930 ID   AU176930   standard; mRNA; EST; 593 BP.
CTCGGACCTCCAGCTGTTGTGCGGACCGCGGTCTGATCACCATGCGTGAAATAGTACATG
TGCAAATTGGACAATGTGGCAACCAGATCGGCTCAAAGTTTTGGGAGGTGATCAGTGAAG
AACATGGGATCAATGCAACAGGCCTCTATGAAGGAGACAGCACCCTGCAGCTGGAAAGGA
TCAATGTTTACTTCAGTGAGGCTTATGGTGGTAAATATGTGCCCAGGGCTCTTTTGGTGG
ATTTGGAGCCTGGCACCATGGACAGCATTCGAGGAAGCCGGATCGGAGCCCTTTTCAGAC
CTGACAACTTCATCCATGGGAACTCGGGTGCTGGAAACAATTGGGCCAAGGGCCATTACA
CAGAGGGCGCAGAGCTGGTGGAGCAGGTTGTTGACAGGGTGAGGCATGAGAGTGAAGGCT
GCGATTGCCTGCAGGGCTTCCAGCTAGTTCACTCCCTAGGGGGTGGGACCGGCTCCGGCA
TGGGGACCCTAATTATCAACAAGATCAAAGAGGAGTTCCCCGACCGCATTATGAACACTT
TTAGCATCATGCCATCCCCTAAAGTCTCAGACACCGTANTGGAGCCCTACAAC
>AU176933 ID   AU176933   standard; mRNA; EST; 368 BP.
TTCTGATGGGACAGTTGTTGCGAGCCTGCGGCGCGCGGGCGCTGGACCGGGATGGCGCGT
GCAGGATCACAGCGGCGTGTTTGAAGGCGGCACAGCCGCGTGCGCTGATCGGATCACTGC
ACGCTCCGGGCGCGGCAGCCGCGCGCCGCTACAGCTCCGAGTCCAAGGACGAGCTGCACG
TCCGGTACCTGCACGGGGAGGACGCAGGGATCGTCGTTGTCGAGATAAACCGACCCAAAG
CCAAAAACTCTATCAGCAAAAACCTGGTCAAACTGATGTTTGAAGCCGTGGACGACATCA
AGAAGAACAACAAGGTGCGCAGCGTGGTTCTGTGCAGCTTGGTCCCTGGTGTCTTCTGCG



CAGGAGCA
>AU176936 ID   AU176936   standard; mRNA; EST; 513 BP.
GNTTTTCGGCCCCGTTGGCCTACTGGGGCAGAGAGTAGTCTGCTCCTGGTCTCCACGGAC
GCTTCTCTGTCTGGATATCATCACCTACTTCGTTTTTACTTCTTCTTTGGATTACATTCT
TCGGATGGTTTTTAACTCCAGTTCGATGCATAGAAATGGGTAAACTGCACTCAAAACATG
CGGCTATTTGTAAACCCAGAGAGAGTCCAGAAGGTAAGCGAACAACTGAACTGATCCACT
TTCATGTTATTCGGAGGAATTCTTTTTGTCAGTTTGTGAACGAATCCAGAACAAACGAGA
GTTCTACTCGACTTTGATTTGAACCAAGAGACTAGTTTCTGCAAATGAAATGTGGCTTTT
AAAGCTGTTCATTTGGGATGCTCTTATGTGTGTCTTAATTTTAGGGGACAGTTTTGTAGT
CAACGCGTGTTTGGCGAGAAAGGGAATCGACGACTGGCTGGTAAAGCAGAAATACTACTG
CACTACCAGCTCAAGACTGGAGCAGCGAGACTG
>AU176940 ID   AU176940   standard; mRNA; EST; 660 BP.
CTTTCACCTGAGGGGGAGAAGGTCATGACTGTGAATGATGCCCATAAGAAGGGATACTGG
GTTGGAAATTCTCCCACAAGACTGGTCCAGAGAGTTCCTTCAGCAGCACCAGAAATATTC
ACTCATAATGTAGCAGGGGTTCCAATGAGAGTTTTCAAAACTTCAACCATCTTTGAGAAG
ACATGGCTGGCAACACAAATTGATGCAGCAGCTGCTTGCCCACTTCAGGAGGGAAGTGTG
TTCTTCACTCGAAGCACGATTACCTGGTACCTGCCCCGACACATCGACCCAATGATCACG
TCGCAACAGTTCACGCTGCTGGAGGTTCACTTTGGGATAAATGGGCAAAGAATGGATGCT
GGTGAAATGCAGGCCAATAAATACTCATTGGCTCTCACTGATCACTACATAGTCACCGAA
ATTCCTATTGGAGCTGCTGGAGGTTACTTTAAGAGCCACGTTCAGGCAAACCTGTACTAC
ATCTCCTACATGATTGAGCCCATGCTTGAGATGCTGTGGTCTGAAGACTCAGTGCTGGAG
CTAACAAAATACAAAGTGTATTTTACCATTGCGACAAATGTGCTTCCTCATCCTCCACAG
CTTGTTGACAATACAGTTCCAGCTGAGCGGATGTTCAAGATGGCTCTGGGACACTTTGCT
>AU176942 ID   AU176942   standard; mRNA; EST; 223 BP.
AGGGGGTGTGAGGGTGGAGGAGGCACGCGGGGAAGCGAGCGTGAGGAAAGAGGGAAAAAA
ACATCACAAGTACGCTGGCGGAGAGGGGTCACGAACTATGACCTTTAACAGAGGAAAAAA
ACACAACAAATATATATATTTTTAAGGCCAACCGCCCTTATCGATGAGCGGCCTTCCACT
GAGACTTCACTAATGACTTCCTGTCACCATGACGAGCAGCCTG
>AU176946 ID   AU176946   standard; mRNA; EST; 600 BP.
TGTGGTACCTGCCCGTCGAACTGTGCAGCTTCGATGGGATCGAAGTTTACGGGCGGCTGC
TGAGAGAGATGGAGAGAAGGTCCCTGCGCTACTCTGTGCTCTCATACCCGGACGACCAGT
CTCAGTGCGGGCTGTGCGATCTCAGAAGAGCGGTCGGTGAGCNGGAGGGTGTCCGGGTCG
GGATGGCTGAGGACCGAGGACCCGAACGCCGGCTCGCGCAGGCGCTCGGCGATCGACAAA
GCTCCGTATTCTTGCAGAAAGTGCGTGAGACTTCCAAACTGCAGCAAGGACGGCTTCGCT
TTCGAGTACGTGGACACCTTCAACGCTCGAGAAGACTTAGAGGATCCTCGCTTCGAGGAC
CCCTGCGCTCTCTCCGTGGGCCTCTCCTCTAACCCCATCGCTCCCGACGTGACGTCACTC
GGCGCACGCTTCGAGTGCGCAGTCGGGGCGGAGAGAATCTGGCCTGGTCCCGAAATGGAG
CGACCAGGGGCCCCGGATCGAGCGGTGGCAGAAAGCGAGGCTCGGAGACTGTCCGATCAG
TGGGGCGTGCCGGTGACGCTGAGGACGACCGGATCGGGGCTGGTGTACGTGCAAGCCGAC
>AU176951 ID   AU176951   standard; mRNA; EST; 417 BP.
TTTTACAAAAACAAATCAGCTTTGGAAGAAGCTGACTAAACACCGTACTCTTATCGAGAT
GGAGGACACACTTTTTCAATTACGGTTTACATCAAAACAGCTGGAGAGACTGTCCAAGAA
GGCAGAGAAAGAGTCTGAGAAGGAGCAGGCAAAGGTCAAGAAGGCTCTGCAGCAGAAGAA
TGTGGAATGTGCCAGAGTATACGCTGAGAATGCCATTCGGAAAAAGAATGAGGGTCTTAA
TTGGCTTCGTATGGCATCACGAGTCGATGCAGTGGCTTCTAAGGTCCAGACTGCGGTCAC
TATGAAAGGAGTGGCCAAAAATATGGGCCAGGTCACCAAGGCCCTGGACAAAGCTCTGAA
CAGCATGGACCTCCAGAAAGTCTCTGCTGTCATGGACAAGTTTGAAACCCAAGTTCA
>AU176952 ID   AU176952   standard; mRNA; EST; 506 BP.
AAGTCAGTGAAGTTGTGCAGGAGTGGCAGAGGGACAATGAGCGGAGGAGCGTAGCAGGAG
GAGCAAATACTGGAGGAAGCACCAACCCCATGTCCACGGTCAAAAGGAAGAAAGACGAGG
CCTGCGAATACTGCGGCAAACAGTTCAGGAACAGCAGCAACCTGACTGTTCATAGACGCA
GCCACACAGGTGAGCGGCCGTACCGCTGTGGCCTCTGCAACTACGCCTGCGCCCAGAGTT
CAAAGTTAACGCGCCACATGAAGACTCATGGCGCGCAGGGAGCCAAGGCCTCCTTCTTGT
GCCAGCTGTGCTCAGTGCCATTCACTGTGTACGCGACCTTGGAGAAACATCTGAAGAAAG
TTCACGGTCTGAGCCATGCCAGCGTGGGCACTTTCACACAAGCCAGCCCTGCAGACACTT
TAGCAGCTCTCAGGGCCAGGGGGGAGGCGGCTGGGGTGAAAACGGAGGAGGAGGAGGAGA
CCAGTTTGGATCGGATAGACATTGAT
>AU176954 ID   AU176954   standard; mRNA; EST; 616 BP.
CTATGCGATGAGCAGCTCTAACCGGGTCGTTGCCGTGATACCGGCGGCTGCCGGCTGGGA
ATTATCCGGCAATGATCAAGAGAAGGAGCTGGAATTCAGGTCTAGCGGCAAAGAAACTCC
CAATAACCGCGTGAGGGAGGTGCGAGTCACCGGCACCGCTGAGGTTTCCTGCCCGGCGGA
CAGAGCGTCTGTGCGGGTCAATGTGAGCAACAGCAAGGAGTCCGTCAACGAGGTGGCCAA
CAGCGTCTCCCGGCGACTCGAATACATTTTACAGGCTCTCAGACAGCACGGCATTCGGGA
TGAAGACACCTCAGTGAGGAGGATCCTCCAGCGAGATGCTGACGTGTATCGCATGGACGC



AGAGATTTTAGCCACTTTCTCTGATTTTGAGAAGATGGAGCAAATACGCAGCATCCTCCT
GGAGAAGCTGGACCGGAGCGTTTGTGTGGGAACGCCTCAGTTTTTCCACAGTCCCGAGAG
CCTGAGCGGGACGAGGCGGCGTGCGTGCGTGTCGGCCGTTGAAAACGCTCAACAGAAGGC
CAGAGAAGTGGGTCAGCTGTTAGGGCAGAGTCTGGGACCCCCCCTTCTGGTGAAAGAGGA
GGAGGCCAAGGAGTGG
>AU176957 ID   AU176957   standard; mRNA; EST; 358 BP.
ACTGGACAGAGAGGGCCAAACATTTCTGGCTTTCTGCCACTGCGCAGCATTTTGTGCTCT
GCCCCCCCCCCCCCCCATCCCACCCCTCAGAACATCTCGCCCAATTCTGCATGTGTTTCC
CATTTTCCCTTGGAGTAAGTAAACAGGAGAGTGCCATCAAAGAGCGCAGTGGTGAGGAGG
CTGTTTGAGGCCTGAAGCTCTGAGCTCAGGGGTTAGCGGGGTTGGATGACGCTTCAAACT
CCTCACCTTCTCCACCCGTCTGCAATGAGAAGCGTTTACATTACGGTGGTGTCTGTATTC
TGCACGAATAGTGGAAGTGGTAAGCGAAGGGAAAGCTGCAGGTTGCTGCGAGATGGCT
>AU176959 ID   AU176959   standard; mRNA; EST; 532 BP.
GCATGAAGTGCTTTCTGGCTGCAGCTCCAACTCGCTTTCCTGAGCGACTCCGTCAAAAGG
GGAGCAGCGGGGAACGTCGGGAGGCGGAGGGTTCGAGTTTCTGCACCGGAGGAGGAGGCG
GAACGGAGGAGACAACGGGAGCAAGGCTGGAATAAATACATAAAACAGAGGAAGAAAATG
GAGCTACCCGCCGCGGGAGAGCACGTCTTTGCGGTGGAGAGCATCGAGAAGAAGCGCAGC
AGGAAGGGAAGAGTCGAGTACCTGGTCAAGTGGAGGGGATGGTCCCCGAGATACAACACA
TGGGAACCGGAGGAAAACATCCTGGATCCAAGGCTGCTGGATGCTTTCCAGGACCGGGAA
CGTCAGGAGCAGCTGATGGGATACCGCAAGAGGGGCCCCAAGCCCAAACACCTCCTGCTG
CAGGTGCCTTCTTTTGCCCGGAGGTCCAACGTCCTGGTGGACCTTCAGGAGGCGTCCCTG
GAGGACGACGGCCGTCAGAAGTCCGGCCCCATCCAGACGCTCCTCCCCCAGG
>AU176963 ID   AU176963   standard; mRNA; EST; 542 BP.
GTTAATCAAAAGCAAAGAGTTGCTGGCATGTTTTCAACCCCCTTTTTTTCAGACACACCA
GTGTTTCATTTGTGTACAGGTCTGAATTTGGCAACCCTTTACTTTGTAGTCAGTGGCTCT
GTTTTTTTTTTTCATTCGTCAAGTCTTGGCTGAGCAGTAACATTTGGATCTGTGTGCTGG
CATTTGCCGTATAGTATCCAGAAGAGTTCAGGGTCAACTGCCAAGTCCCGTGGCCACTAG
ACAAGCGCTAGTGTTTTTCTCTCCTTAGACTGTGCTGCATAGCTGGTCTGGTGTTAAGAC
TGAGTTGCTGTTTGTTTCTTTGCCAGACATGTGCTTTGCACCTTTATCAAACATTTATCC
CTCTGCCGTTCAAGGGACATTGTTCCAAAAGTGTTTTTATTCAGAGTTATGTCTCTCAAA
TATGCAGTCCTCTGCAGGGGAGATAATGTGCTGATTTAACAGCACTTTTTTTAAGTGAAT
ATGCTAGCCACGGCCATTTAAGTCTTAGGTGCAGCTCCTTAAGGTTTCTTGTTTATCTGG
AG
>AU176965 ID   AU176965   standard; mRNA; EST; 680 BP.
ATGCGCTTTTTTTGGTCACGTGGGATCCTGTTACGGTTGCTGAGGATATTCAGATCCAGG
TGAGGATGATGAGTTCAAGTAATGGAGCCAGGAGGAAAGCCAACAAACTGCCACAGTCCA
ACAACGTTGAAGCACCCCACCTAGACACACCGGCAGAGATACAAAGTCTTTTTGGTAAAG
TCAGGGCCTATATGAAGCCGTCCGGTGGGGAGTGGGTCATCCCCAACGTGAGCGATGCTC
TCACACATCAGGCAGAGGAGCACCAGCGTCTGCAGGAGCTGAAGGCATCTTTGAATGCTG
TGAAGAACCAGCTCAGTGATAAGGACATGCAGGTGTGGCATCAGCACACAAACCTAACAA
ACCGGGCGGGGAAGGTGATTGCTGCCGTGCGCTCCACCGCCAACGCAGAGATCTGCACTC
AGGCCTGGTGCAAGTTCTATGAGATACTCGGGAGCTTTAACCTTTTTCCAGAGAAGGCTC
TTTGGAACGGAGAGCTCAACACGGTTCATCTGTGTGAAGCTCCTGGAGCTTTTATAACCG
CTCTGAATCACCACATCAAAACCAGTGAGGCGACACGGTACTGTGACTGGTGTTGGGTGG
CCAACACCCTCAATCCGTACCATGAAGCCAATGGAGGGGGGAAAACCATCGCTGACGACC
GATTAATTGCCAACACGCTG
>AU176972 ID   AU176972   standard; mRNA; EST; 339 BP.
CGGAGCAGCTTTTGTGAAAACGCTTCGTTCCTCTATTAGCGTTCGTAGAGTTCAGCTCTT
TCCCTCAGATCTTTGGCGTAAGACATGCCAGAGGACTCGGACTTTCCTTGCTGTCCGGTT
TGACCACTTCAACGCATTTACAAAGTCCCCTGAAAGTGTAACATCGTCCCAGCGTTCTGG
CAACTTGAGCGCTCTGAAGAAGCGCTGGGAGCAAGCAGGAGACCAAAACCAGGAGAAGTG
CGCTCCTGTTTCTCTAACCAAACACTCCAGCTGTCCACCGCTGAAGATCCAAAGCAGGGA
GGGCTGGACAGAGAGGAGCCGATGGACAGGAAAATACCA
>AU176975 ID   AU176975   standard; mRNA; EST; 630 BP.
AGTGCTGCGTCTAGACCCACAGCTGAGATCTACAGACCAGGTCAGAGCAGGCTAGCCCAC
CCGCCTGCCAGCTCCGAGGACGCGTACCGGCCCTCCGACGGCTCCTCCCACATCCGGCAG
CAGGACTACAGGGGCAGCAGATCCTCCAGAAGCAGCAAGCAGGAAGACTTGTCCCGGAAG
CGAAAGGCCCCCGTCGCCAGTTCTGTTGTACGGGTGAACCGAGCCTCTGACGAAGACAGC
GACGATGCCGAAGATGACGACGACACCGGCTACAGCGGCAGAGGCCTGTCCAGTAGAGTC
GCCGTTCCCTCCAAGCCTGAGCGCAAACCCACCCTCCCTCCAGCCAAACAGGCCAACAGA
AACCTGATCCTGAAGGCCATTTCCGAGGCGCAGGACTCCATCACCAAAACCACGGCGTAC
TCTGCCATGCCACAGAGGCAGACGGTTCCTGTGGCGCCTCGTGCGCGCCTGGCCAGCAAC
GAGGAGATGACTGCAGCCATCCAGCTGGTCCAGGAGCACCTGCACAGCCTGGCCCCGCAG
GCGCAGGACTACACGGCTGCAGAAGGCGCTGCTGCCCCCAGAAACACAGTCAGATCGTTG



GCGTCGCGCCTGCAGCTGGAGAGCGGCGAT
>AU176986 ID   AU176986   standard; mRNA; EST; 565 BP.
AGTCGAGCACCATATTGAATCAAAGTTGCCAACTCCTTAACAAATGTGCAGCAACTTTTG
CACTTCAAACGTTATCGGTCACTTGAGCGGACGACGTGAGTCAAAGTGGAATGGACGCGC
TGTAGGCGGACTTGTGGCGCTACTTTCCGGCGCATTTCAGGGCGGTTTTCGTTTCTGTGA
AGTTCATGCTACACCGGAGTCCGGCGAACAATCCCGAACTTTAAAAGCGTGAGGTCAGCG
TTCTGGACCAGGACCTGGATGTGATGGACAATTCGTCCTCTATAATCACCCAAGTCAGCC
GGAATGAAGAGGGAAGTCGAGCCGCAGCGGAGAAGGGTTCCTCTCCCTCTCTGTCGTCCA
AGAAGCCTCGGAGTGGGGGCCTCTTCTCCAACCTGTTCTGCTGCGTGTGTCGGGACCAGC
CTGAGCCCCAACCTGTCAACAACAACGCCCCTCTGTTAGTGGAAGAGAATGGCACCGTCT
CCAAGGCCCAGGTGAAGCCATTGCTGCCGCCAGTGAAGTCGAAAGACGCTGGAAAGATCT
GTGTGGTGATAGACCTGGACGAGAC
>AU176989 ID   AU176989   standard; mRNA; EST; 617 BP.
TGCACACGCCTAACGTAACGACAAGCGGTGCGATGACGCTAAAAAGTGGGTTTTTGTTGG
TGGTCATGGCGGTTCTCGCGTCCTGGAAGCTCTGCGCCGCAGATGCGGTGCGGGGCAGAT
ATCGCCTTAGAAGTTTGGTGACGGGCCTGGAAGTCGATCCCGCAGCCCAAAAGAGGCTCG
GTTCGCTCACATTCCTAAATAAGGCTGACATAAATTCAACAAAAGTGTTATCAAAACTAC
AGCAGATGGCTCCTTCGGTGCAGTGTGGTGACAACCTGATGACCCTTGCAGTCAAAAGGA
CAGGTCAGGCTCCTCTTGTTCCTCTGTCTCAGATGCCCCACTATTGCGGGTTTTCTATGA
AGAGGTCCCGCAGAGATATTCAGTATTCCACGCCCTATCGAGGCTGTTATGTTAACAAAC
AAGATGGTGATTATGTACTGCCGCTGCGTTTAATGGGGGAGCCAATGGCCATGTCTTGTC
CTACAACATTACCAATGCCATATATTTTTTGCTTTCCATCAAGGATGCTTGTAAGGATGG
CAGGTGTTTCAGCTAATGAATTCAAAGTAAAAATGTCAGGCACATGGCAGCCCCTGCTGT
CGGCCCATTCCTGTGGA
>AU176994 ID   AU176994   standard; mRNA; EST; 494 BP.
CCAGTCAACCCGGAACTTTTCTTTGGTTACTTCATCATTGTAAAAAAGTCGTTTTTTAAT
TACTTATTCAGTTTTCTCAAAGGGTTCTACAAAACACCATGTTTACGGAATAGTTCCCCT
CTTGCTGAGGCGAACAGAAAAGGGAGCGTTACAAATGTTTCTGGTCACTGCGGCGGTTCC
TGCCGGACAGTAGCCCTCGACTTGTCTTTTCAAACCAGATAGGGGAGGGTGTGGGCGCCA
TGCCGCAGCAGAAGGACATAGTGAGGATTGCCATCCAGATGACTGGGGTCTTCCCCCAGC
TCATACAACTGGACCAGAAAAAGCCTCTGTCTGCTGTCATTAAAGAGGTCTGTACTTGCT
GGACTCTTCCGGGGCCCGAGAACTACGCCCTGCAGTACACGGACGGAGTTCAGACCTACA
TCACCGAATCGAACCGCCTGGACATCAAGAACGGCTGCATTCTGCGCCTGACCAAAACTC
CGGGTCGCTGTGCA
>AU176996 ID   AU176996   standard; mRNA; EST; 590 BP.
AGTAATTCCTCGGTGGACAGTCTCTGTCGCTTTCAGTCCTGCAATTTGTATCGTTTGTTT
CTTTTATTTTTATTTTTTCCTGGAACAAATTCCACGTTTAAATCCCAGGATGCCTTCACA
CGCAAATCTTCAAGGCNGGAAAAGCTTTCGGCTTGCTGAAGGAGCAACAAAGGCAAAAGC
TGGAAGAAATAAATAAGGAATATATGGAAGACCAGAAGTACAGGGATGAAGATGACCTGC
CAGAGAAACTAGAGGGCTTCAAAAACAAATATGCTGAGTTCGACCTGAACGACGAGGGAG
AGATCGAACTGATGGGTCTGAAGCGGATGATGGAGAAACTGGGCGCTCCCAAAACCCACT
TGGAGTTGAAGAAAATGATCATGGAGGTGACGGGCGGCAGCAGCAACACCATCAATTACA
GAGACTTTGTCAAAATGATGTTGGGCAAACGCTCCGCCGTGCTCAAACTAGTTTTGATTT
TTGAAGACAAAGCCAACAGCACCCCCTGCAAGCCAGAAGGGCCCCCTCCGAAGCGGGACA
TTGCCAGCTTGCCTTAGGTGTGGGGATGAGGCTGGAGACTGCACCCCACA
>AU177006 ID   AU177006   standard; mRNA; EST; 229 BP.
CACGGAAGACACGTAAATAATGAGACGTCTCGTTTTCTTTGACCAAACTGAGACTAACCC
TTTAGAAACATCAAAGGCTGCTCAGCGCTATGATCTGTTGTTGCGATCAACCATGCGCAT
GCGCACTGTTGCACTCTTTTTAACCGAAGAAAACCAGGAAAAACATGGAAAACATCCACC
AGCTGGACAGAAACAGCCCGTTTTCAGAAGATAAACTGGACCCAAATGT
>AU177008 ID   AU177008   standard; mRNA; EST; 561 BP.
AGTCTTTAAAGAATAGTACAGCTGCACATGCGTTTGTTTTCCAGCTATGGCTTCAGCAAA
ACCGTACATTGGGTGTAAAATAGGGCTAATCTCAAAAGCCCAAAATCGTTATGAGGGGAT
TTTGTATACAATTGATAAAATCAATTCTACNTGTAGTTTTGGCAAAAGTGAAGTGTTTTG
GAACAGAGGGAAGGCCCACTGATCGACCGTTACCTCCAAAAAATGAAGTCTATGAGTATA
TCACTTTCAGGGGAAGTGATATCAAGGATATTGGACTCTGTGAACCTGCAGCGTATCATC
ACTCAAGCCTCCCGTCAGATCCTGCAATAATACATTCATCAAGTGCAATCCCTTCAAATG
TCTCCTCAATGCTTGGACCTCTCAGCCCCATGAAGATGCCAGTGTCCAATCCGCTTGTAG
CTAGCTCTTTACTGAACCATCAGTATGCTTCAGCTATTGGGCCTTTGCTTCAAGACATGC
ATATCAGGCGAGGCCCCATGGTTGAAAAGGCCGTTCAAACCATGCAGATGGAAAGCTCTA
GACCAGTGAGGGGTTTGGCTT
>AU177024 ID   AU177024   standard; mRNA; EST; 364 BP.
AAGTTTGTAAACTTGGATAACTCAGATGATTTTGGAGTCATTGGTTTGTCTGTGGAGTGA
TAGTGTGTCCCGAGCAGCAGCGGACCAGTAAGGTGTCGTCCAGGTGTGTGTCTGAGCTCC



TGCAGCCTGAAGAAGATGAAGCACCAAATAGCAGACTTCCCCAGCGGGCCGCTGGATATT
TACAGGAAGAAGGCCTCCTTCGACTGGAAGGAAATGCTCGTCTTCATGGATGGAGATGAA
ATCCTCCAGTTCAAGGAATACATCTTCAAGAGTCTGGAGAACGATCCTCTGTTTGCCCGT
CAGCCAGGAGAAGACCTCTCCGTAGAGAAAATGAGAGAGTTGAACTTCCTCAGGGTGAAG
CAAA
>AU177025 ID   AU177025   standard; mRNA; EST; 547 BP.
TGTGTGAGTCCACATTTGAAAATGCCTGACCACCCATGTTTTTATAGGTTGGATGCTGGC
AAAGGACTGCCGAAGGATGAACACACTGTCAGGGAAAAGTATGGAAATGCTAACCATGGC
TTGGAGCTGTTGTGCAATATCCCATGCAAACAACACAAACACACATAAAAACTCTCATGC
TGGACCTATTATTTTCCCAATTTCTTTGCTCTCATTTACAAGCTAAAACTAAGTATTGAG
TAAAAAATAGTAATGAGGAAAACATTTGCAAACTGAATCCAGGTAAAAAAGACTGCAATT
AAAAAAAAATCTTGAAAAGTTAGATATGTGTTACTCTTTGTTAAAACATCTTCAAAGTTT
TCGGTATTGGTTTATTCCACAACAAGTTTTCTTTTTTTTCTCCCATAGCTTTAGAAGAGT
CAGCTTTTAAGCTGACATTAAAGTCCCACGCCGATCATCTTTTGATCCCAGTGGTATTTA
ATTAAGATTATGCGTTTTTAGCCAAAATCAATAAACATGGGTTGTTGTCTAGGACATATT
TTCTGCA
>AU177026 ID   AU177026   standard; mRNA; EST; 621 BP.
GTGCTTTGTGAGCGGCGACGCTGGGATGTTTTGGGCGGACTAGTGAGCTCAGGCTTTGAT
TTGACAGAAATCCAAGAGAAGCATGCAGAGTCCATCTTTGACCCGGACGGACTCCATCCC
TGCCTCCACATCGGCCTCAGAGCAGCCCGTGGACATGGTGGCTGAGCCGGAGCAGCAGGG
ACCAGAGGGACAGGCGAAGGACCACCCGGCAGTGGCTCCTGCAGACCCCCAACCACCAGA
GATGAGTCAACACACCCAACGGGGAGCACAGAGCCCTGCAAATGTAGCGGCCATGCCAAC
AGCAGAGGCTGAAGATGATGCCAAGAGAAGCACTGAGAGCAGCAGTGGACCGAAGACAAA
CGTGCAGACCGTCAGGAGATACGTCCCTTCCAAGAAAGCAATGATAGATCCTCTGAAGAT
GGATATGACCAAATCGCTGGTTGAGCCACTCTCGTCCTCTCAGCTCTCTCTGCACTGCGT
CGAGTGCCACATCATCTTCAGCGACCACAAGAGCAAAGACCGGCACGTGAAGCTGAAACA
CCCAGTAGAATATGAAAAGCGCAACCTGAAAAACGCCCTTTTTGCATGTTACGTGTGTGA
CCGCCATTTTACCAACTCCAC
>AU177030 ID   AU177030   standard; mRNA; EST; 625 BP.
CAGTATGTGACAGGAAGTCGAAGATGGCGGCGGGGAGCGGGGAGTTTTAGGAAGCACCCC
AGTACTGCGGACCTGTTGGACCACGTGTGGCCCCACGCAGAGATCGCCATGAACCTGCAG
CAGCCCTCTCCCCTTATTCCCCCCGTCCACCCTGATGTGGAGATGAAACCCCTCCCCTTC
TACGATGTTCTGGACGTCCTCATCAAGCCCTCCAGTCTGGGAGTAAGCGCTGCACAGAGG
TACCACCAGGAGAAATACTTCATCTTTGCGCTGACGCCGCAGCAGGTCCGGGAGGTTTGC
ATATCGAGGGACTTCCTACCTGGAGGAAGGAGGGACTACTTAGTTCAGATCCAGCTGAGG
TTCTGCCTGTCGGAGACCAGCTGTCCTCAGGAGGACAACTACCCCAACGGTCTGTGCATC
AAGGTCAACGGAAAGCTGTTCCCTCTGCCTGGTTTTGCCCCACCCCCGAAAAACGGCGTG
GAGCCGAAGAGACCAGGAAGACCCCTGAACATCACGTCCCTCGTCAGACTCTCCTCCGCA
GTGCCCAACCAGATCTCAGTGACATGGGCGCCGGAAATCGGAAAGACCTATTCTATGTCG
GTGTACCTGGTGAGGCAGCTGACAT
>AU177031 ID   AU177031   standard; mRNA; EST; 262 BP.
CGGCGGGGCGCTCCTTTAGAGACTGGGTGAGGAGCCCAGTCACCCGGGAGGAGGTTTTAG
TGGAGCCGCTGCTCCTCCACATCAAGAAAGTCTAGAGGAGGTTTCTTTTGGATGCCTCCT
ACCCCCTTCCTGTGGAGGTATTCATGGTTTAAACCACTGGGAGGAGGCCAGGGGAAGACT
CAGAACTCACTATAGGGACTATGTCTCTTGGCTGGCTTAGGACCCCCTTAGATTTCTCTT
GTCAAATTGGAGAAGTTTCTAT
>AU177033 ID   AU177033   standard; mRNA; EST; 569 BP.
TGCCGACGAAAACACGCACAATAGAAGAGGAACCGTGTGCAGCATGGTGATCCGGCACGA
GGAACCGCCGGCGGGCTCTCCGGCCGGACGGCCGCCCGTCATCTTCGACCCAGATTTCTT
TGTGGAGAAGCTGCGCCACGAGAACCCCGAGGTCTTCCTGGAGCTGGTGATCAGCAACGT
CACGCGCCTCATCGATCTGCCCGGAACGGAGTTCGCTCAGCTGCTGGGCGAAGAAGGACC
GAAGACCCCCACCGGCGGGAACGGGGGCTTTTTCCGCTCGCTCAACTTCCTGAAACGTAA
AGATAAAGGCATCGTCTTTGGGAGTCCGCTGACGGACGGCTGCATCGCTCAGATCTACCA
GCTGGTCGAGTTCCTCAGCAGACATGACGGCGAGCGACCTGAAGGATCATCTGAAGAAGC
TGAACAGCAGCATGGCCTTCCTCATCAAACACTCGCAGAAGCTTTTCCGGGCGCCGCTGT
ACCTGCGGGAATTCGCCCGGGTCCACTTTTCTGGGACCAGAGCTCTGCAGTCGAAGGACG
ACCTGGAGCTGCTGGCGGCGAGCAGCTCT
>AU177037 ID   AU177037   standard; mRNA; EST; 579 BP.
CTTTTGCCTTTTTTGTGAACTTGGCTGCTGTTGTTCTGCATCAACTATAGATGGCTGTCG
TTGAACACGAACAGACCGGTTTCTTTTGCTCGGAACGATCCTTCTCCGCGGGATAGTCGA
GCCGGGATTGGCTTTAATTTGGAGCCTTGCTGCTGTGAATAACNTGGATCAGGGTTTTCA
ACAATAAGTCTTTTTTCGGTCGGGCCGGGGACCATGGAGACCACTCAGGTGTCCCTCACA
GTCAGGGGGGAGACATCTCCAGGTGAGGTGATTGCAGTTGTTGGCAGCTGTGAAACTTTG
GGATGTTGGGGCTACCAACGCGCTGTCACCTTACATCCTCTTGGAGATGAAGCACACACC



TGGACCGGAACCGTCCCAGTTCCTCATGGCGTCGAAACCAAATATCGTTATTTCAAAGGC
TTCTTTTTGGAAGCGAAGAGTGCAGGTGATCCCTGTCAGGTGATAGTCAATATGTGGGAG
ACCCATCATCGCCCCCGGACGATGAGGCCCACAGCACCAAACCAGGAAATAGACGACGGC
CAGTTTGGACTTCACAACGGGGACACTTGTGTCGACTCA
>AU177038 ID   AU177038   standard; mRNA; EST; 529 BP.
GTCACTTATCCCATAGCTACTATCAGTACAGTCGAGGCTGGGTTATCGAGGCTCAAAGTC
TGGACTCTCCGGCGATAGAATGCAGGAGATGAGTGAGCTCCAGGATGCAGGTCAAAGTGG
GGAGCAGGAGGAGGTGACAGAACTGGTTTGTCCGGAAGCTGATATCCATGATGGACAAAT
GAAAGAGGTGACTGTGCAGGATCAGAAGGTGCTTGTGGTTCGAACACAGGGTCAGTACTT
TGCGGTTGGGGGCAGGTGCTCCCATTACAATGCTCCTCTGATCAAAGGAGCACTTGTTGG
TGAGAGAGTGAGATGTCCCTTTCATGGAGCCTGCTTTAATGTGAGAACTGGAGATATTGA
GGACTATCCAGGCCTGGATTCTCTACCCACCTATAAGGTAAAGGTTGAGGATGGCAAGGT
TTATGTTTCTATCAACAAAAAGTCTCTGAAGTTGACGAAGCGAGTGAAGGAGATGTGCAC
GCTTGAACCAGGCGCCAAACATACTGTACTTCTTGTTGGAGGCGGCCCC
>AU177045 ID   AU177045   standard; mRNA; EST; 503 BP.
CTGTTTGGGTCAACTACTTCCGGTGGACCTCAGCAAACCTGGGATAGATGAACTCTCCAA
AAAGTCGGACAGATTTGTTTGTTGTTAGACCTTAGGATATTTAAAACAAAATTAGTGTGC
TTTTAACGAGCCAGGTTTGCCGTCATGAATGCTAACTTAATGTAGAAAAAATGTATGCTA
ATGTTTTAAAATCTATTCGATTGTGCAGATTTTTTGCTAAATTTCTGCTTTGCTGATCAG
ACTCAGTCACCTGCTGTGCTGATTCGCGTTCCATATTCTAGATCAAAGGCTCGGGTCTGT
TGGGGAATTGTTGTTCTTCCTCTAAAATTTGAGTTAGCTAACTGCTAACACCATGAATAT
CCTTCCGAAAAAAAGCTGGCATGTCCGCAATAAAGACAATGTAGCGCGCGTGCGAAGGGA
CGAAGCCAAGGCTGCAGAAGAGGAGCGCGAGGCTAAACGCCGCGTGGAGCGCGCGGAGCA
AGAAGCGCGAACAGAATATCTGA
>AU177046 ID   AU177046   standard; mRNA; EST; 519 BP.
CACCCCTTACAGTTTGACAGCGACGTGATGCGCGATTCTGCCCGGGTTTGATTCGCTGGA
GCCTGATAAGTCACCAATGTATCGCTACAAAGATGTCGACAGATTTAATGTTAGACTTTA
CCAACCATCAGCAGTACCCAGTTATGGATAGTGAGGCACCCATCACCTCCATCGACCACG
GAGGAGAGGAGTGGGATATAAGTCTGTTTGATGAGCTGGATGACCTGGGAGATGCAGACG
ACCTGCTGGAGGCCCTCGAGAGTGCTGGCTATGTCACAGAGGGGCCCGACCTGGACTTTG
ATATCGATATTCCTCAGTGGAGTGAGGGCGTGTCCGGTAGCACCTGCACAGATGGCGGCG
TGAGCGAGGACTCGCTCTCACCAGCTCACACCTTCAGTTCTGTTCCCTCGCCGTCCTCCG
TGGAGGCGCTGTCGCCGTACTCTTCTCAAGATGAGGCTCTGTCTCCACAGCAACAGCCGT
CTCCGCTTTCAGTCTGCTCAGATTCCAGTGGCTTTTCTG
>AU177047 ID   AU177047   standard; mRNA; EST; 578 BP.
TTCTTTTTTTAAAATAATTTTTATATCATTATTCCCTGTTGACTTTTTTACCTTAGCTGC
TGGCAGCGCAGGTTAACCAGGGCTGGACATCCTGAAAGCTTTAAACCAGAGGAATCAGGA
TTCTCTCTGCAGACTCACAAGTCATCCCACTGGAGTACTGAAGGGCCATGTACCAGGCAG
CTGCTTCCAAGCAAGCAGACAACAGCATCCCCAGCGCGGTCATGGAGGAGTCGGAGGTCT
GTTCCCTGCCTGGGGGACTCGCAAGGGTGATAAAACAATTTGAGACTCAGGAAGCTGCAG
CGTCACACAGTGTAACCCAGTTTTGCTTTCAACACAGAACTGTGCAGGAAATGTCTGAGT
CAGAGGTGACAGTGTCAAGTGGCAACAGGCAGGTCATCCCAGGCAGTCAGCAGCTGCACT
TCCAAGAATCTGTGGTGTCATGCTGTGACAACAATTTGACATCCAGCTATGAAAACCATC
AAAATGAAGCAGACGAAGAGTTTCCCAGGTATTCAGCAAAAGAGCTGAGGGATCACTTTG
AGAGAACAATAGAAGAGGCTGCTTCACACAAACCAATT
>AU177051 ID   AU177051   standard; mRNA; EST; 560 BP.
CACATGACCAGGGTACTCAATCAGATATGGTGCTAATGCACAAAGTTGACCTAGGGTTAA
ATTAATAACCCCATGACCCAAGAGATGCCAGGTTACAGGTAGTGAAGGAGAATGTAATAA
ATATTTATGTAAATTCCTCCGATTAAAGTATGCNTTATCGAGCTATTACTTCTAAAAATA
TGTTTTCCTGCAACTTTTGAAATTAAAAGCTATAGCTGCACAATGGGAGCGTATTATTAA
AACAGCCAGAGGGCTTAGTTTTTGGTCAATAAATCAAATGTGTTAGCTCTGTTCTACAGG
AGTAAAGTGAATGTACTTAAGAAGAATTTAGCCATTTGCATACTGGTGGGTTATTTAATT
AGAATTTGCTAAAATATAAAATTAAACCTTTGTGTCTTTGTTGCATTCTGATTAATTATC
TTGTTTCTGTTTGTAATTATTAACAAATATAATTTTTCTTAGCTGCTGAAATGTTTCTNC
ATGAAGTGGGATGCTTCACCTTCTGCCTTTGATCTCTGAGTTATTCANACCAATTCCATC
CCTCATATTTATATTCCATC
>AU177054 ID   AU177054   standard; mRNA; EST; 519 BP.
GGTCTAAACGCACCATCGAATCTAACGCACCTGCTGGTTTGAACCAACGGCAGCGGGTTT
AAATTTAAACTTACCGCTAAAAGTGTAACGTAACCGCTCTTATTTGTTGTTCTAAACTTC
TGAGAACGGTAACAAAACTGGAGGTCAGTTTTTTAAAAGAATACAAGTTTTTTTTCTGCG
CTTCANAGTTAAAAATCCCCGCTTTTGATGGTCAGTCAGCAAGTCGCGTTAGCTTAAATA
GTTAGCATAACAACGTCGGGTTTGATTTAAAAAAAAAGACGAGGCTTTTTTTATGCTTTG
CTTTTTCTCCCTCTAAAGACAAATACGGACAATGAAGACGGTTCGACACCAGCAGGCCTG
CCAGCTGCTCCACAATAAATTTGTAGTGGTTCTGGGAGACTCCATTCAGCGAGGTGTCTA



CAAAGACCTCGTTTTAATACTACAGAGCGACAGATATCTCACCCAACGACAACTGAAGAG
CAAGGGGGAGATGAGCTTCGAGCAGGACTGCCTGGTGGA
>AU177056 ID   AU177056   standard; mRNA; EST; 212 BP.
AATTTTTGCTCATTGCTACTTTTAGTTTGGTATTATGTTTTTATTTATTTATATTACTCA
TTACTCTATTGTATTACTTTATACTGTTTTCATTTGCTGCTCACACTTTGTTTTTAGTTT
TCTGTTTGTAAAATGCTATACTGCCATAGGTTTTTGGATTTGAATGTTCTAAATGGAAAA
GATGCAGTGAAATTGTTAATTTTGTTAATTAA
>AU177061 ID   AU177061   standard; mRNA; EST; 503 BP.
ATGCAGGGCAGTGTGCCCTAAATGCACTGCTAAAAAACACGCCCGAATTAATGACTTGGA
GAATAGCCGGCTTGAACGTCATCTGAACCTTTGGCCCGAGAAGGACGCCACTGCCAGGTT
TGACGGGATCTTTCACAAAGAAAAGAAGTTTCCTCGCTGGTCTGTAAAGTAAGAAAGAGG
TCAAGTCCAAAGGAGAGATACAATGGAGGTGCTGGTGCTGATGGACTTTGAGGGCACGGC
ATGGGACGAGCTCACCGTGAAGACGGGAGATGTGCTGAAAAATGTCACCAAGGCCAATGA
GGAGGGATGGCTGCACGGCGAGCTGAGAGGAAAATGGGGCATCTTCCCTGTGAACTTTGT
TAAGGAGATTCCTGTATATTTGATTGGTGACAGCAAAAGGGAGCCGCGAAGCATCAGAAA
ACCCAAAAAGGTTAAGCAAGTGAGGAAATGTGAGGTCATCTTTCCTTACTGTCCACAGAA
TGACGACGAGCTGGAACTGGTTG
>AU177063 ID   AU177063   standard; mRNA; EST; 238 BP.
GCCCCCCCTGGCCGAGGAAGGTGTGCGAGTGTCTGGAGGGGAGGACTCGGGAGCGCGACC
AGCCGAGGGATCGATCGGATTAAACTCGATTTGAGTGAAATTAACACAAAGGAGAGAAGA
GCAACACACACTAGTCGGCGAGGTCGCGGATGCAAGGCACGCCGGAGAAATATTGAATGA
AAATAACAGCAAACGCGAACTTTTTCCCCCTGTTTATTTATATTTCAAACTGAAAAGG
>AU177066 ID   AU177066   standard; mRNA; EST; 199 BP.
GTTGACGAGTGCTGTCACACAACACACGGTGTGCGGGGGACGGCGGACGCGAGGAGCCGA
AGGGGGCCAAATGGGCTCGAACCACCTGGACATGGGTTTAGACGCGAGCTGGAGACGAGG
GCCGTTGCCAAAGTAACGAACCATTCGCTCCTCTCTGGCCACAGACGGGAGGGGGGCTAT
TATGCCCGGCGTTAACGTG
>AU177086 ID   AU177086   standard; mRNA; EST; 245 BP.
AATAGCTGCAGGGTAGACAGACGGAGAGAGGCTGGCAGCAACAGAACAGGCTCTTCCCGA
GGCTGACACTGAAAGAAAAAGACCAGATAGCTTGAGCTTCTATTTCATTTGAAAAGTCAA
AATGTGCTGAGAGATTAATGAATGAAGGAACGGCCAGAAGACAAAGGACGACTAAAGTTA
CCTGACGGATGTTGCTCACACCCAGGGTCCACTTGATGGAAGTTTATATGCCAGGGTTCG
CAAAA
>AU177090 ID   AU177090   standard; mRNA; EST; 252 BP.
ATCAGCCGTTCTGTGTGCACTCAGGAGACATGGGGCAGCGGAGTCACCGAGGAGGGGACT
CAGTTCCAAACCGTGTAACTAAAGAAATTGGCAGGAGCGTCCATATTATCATCCTGTGAA
CTTTTAGTTACATTTGTTTTTACACCGAGAAGGGACCGGAAGAGAAAGACGTTCAATGAC
ATCGGTGTGTTTTTGATACCTGGGGGGCAACGTGTGCCACACCTTCATTTATCACGACAG
CTCCACCAACAC
>AU177097 ID   AU177097   standard; mRNA; EST; 149 BP.
TGTGCAGAACTCTGGAGGATCAGCTGAGTGAGCTCAAGGCCAAAAATGATGAAAACGTTC
GGCAACTGAATGACCTGAATGCACAGAGGGCAAGACTTCAGACAGAGAATGGTGAATTTT
CTCGCCAGCTCGAAGAGAAAGAAGCTCTA
>AU177100 ID   AU177100   standard; mRNA; EST; 315 BP.
CTGAGTTCCAGTAGCATTTTACCTAATAGAAGTTTATTTATTAGTAAAAAGTCACATTAT
GTCAGATTTTGTGGAAAGGTGTATTATCAAATAAATAGAGAATGAAAATTTCGTAAATCA
GCCTGACATCCTTTTTATTTGCCATTTTTCACTGCATTCCTTTTTAGTTTTACCAAATTG
CAATTTTTTTTTTTAATTTCATAAATAGATATGGTATTAATTATGGTTGATATTTTCTGT
CTTGTTGATGAAACCTACCAACACTTTTTACATAAAAAGCAACACAAATTTACTAAATAT
AGTTTTTACAATTAC
>AU177108 ID   AU177108   standard; mRNA; EST; 381 BP.
GCATGCGCAAACATCCTTTATTAATGAAAGAAAGGTCACGAACTCTGACCCTCCCACAAC
TGCAGTTTTTTATATTAAATTATTGAAAGAAATTGATTTTTTGTATATCTGTATATTTAT
TTTAAAAGGTTGCACATGATGTGAAGGGGCAATAGAGGAAGGTGTGTGTAGAATCAGGAT
GGATGGACAGACTCAAAGGATACAGCTTGTGTCTTCAGACAACAGCATAGCTTTGGGACA
TAGAATCCAGATTGTAACCGATCAGCAGACTGGACAGAAGATCCAGATCGTCACTGCCAT
AGAACCGCCCTCCCCTGGAAAGCAGCANTTTATCTTANCAAATGCTGACTATTCCTCGAG
CGGCAAAGTGATTCTGGCCAA
>AU177110 ID   AU177110   standard; mRNA; EST; 116 BP.
AAAATTGCTCGTCAGCGAACGTTGGCCGCTGATTCGCAGCTGATTTCAGACCAGGAAGTG
AGATGTGTCCATCGCTCACTACTAGCTTGTTTTTAACCTTATGCGATGAAAGCGCT
>AU177114 ID   AU177114   standard; mRNA; EST; 203 BP.
CCTTCGTCCGGGTTAAGAAGAGACGCCAGTCACTCTGCTGCTAATTGCCTAGCTAAGGCA
TCATGCAGTTTCAAAGGAGACACAGGAAGCTGGGCACCAACCCTCAGTCAGAGCTGTACC



TGCAGCCTCTGCAGTTTTATGGGGAGCCTCCTCTGGAGAACATCTCTCTCGCTGAATTTG
AGACATTTGCTGTGGAAAGATTA
>AU177116 ID   AU177116   standard; mRNA; EST; 609 BP.
GATGTTTCAGCTGCAGCAGCTGGGATCCGGGCCGCAGCACCGCCTGGGCTGACACAGGGA
AGCAGCGGCCAACGCCTGGACTGGGTGGAGGTGCAGCCATGCGCTGCTCTACCCTGCTAG
CCATCTTTGTGGGGGTGCTTCTGTACTTGGTGCTGGGAGCCGTGGTGTTCCGCACCTTGG
AGATTCCCAATGAAAGAAAAATCCAGGAGGAATCTGAGAAGCAATTGTCCAGAGTGCGGG
AGCACTTTCTGGGGAATTTCTCCTGCGTGGAGCCAGAGAGCCTGATGGATTTTTTACAGA
AAGTTGAGGAAGTCATCGAAGGTTTGGGGTCCTCTTCCAACGAAACCTCATTCACCAAAT
GGGATCTTGCAAGTGCTTTTTTCTTCTCAGGGACAATTATTACAACCATCGGGTTTGGGA
ACATCTCGCCACAGACTGATGGAGGGAAGCTGTTCTGCATTTTCTATGCTCTGGTGGGAA
TCCCCATGTTTGGTATCCTTCTCGCTGGGGTCGGGGACCATCTTGGTACTGTGCTGAGGA
AAGCTATTGCCAAAATTGAGCTTCTCTTCTTGAAATGGAAGGTTAGTCCCACCATTGTGC
GCGTGATCT
>AU177121 ID   AU177121   standard; mRNA; EST; 673 BP.
AAAAGTGGTGAGGACAACAAAAGGCTGCGGCTGCTCCGCGAAGCCCGCTTTCAACACGGG
GACGCCACTGCCGCAAGTGCAGGCTCGCACAGGAGCTGAACACATCAGATACTCCTAAAC
ACTCGAAGTGGAAGCGTTCCCTTACAACCAAACAACGGGTGGATATTTTAAGAGGTCAGC
TCGGCCTGAAACGAAACTGCTCTTTAGGCGCCGATTTCCTAACAAGATGGCGGGCACACC
CCTAACACACAGCTCTGCGATTTCCCTGCGAAGAGTGCGGCTGCCTGCTTCAAACTCCGT
GGCGCAGCACATCTCCAACTCGTTTCATCCTCTAGCAGCAGTTCTGAGGGGGGTTTCGGT
GACGTTGCAGTCGTTCGGCAGACTCTCTAACTCCTACCTTACCAGATTAAGCGGTGAACA
GTCGTAGGTCCTTCGCGCTTGTTTCGGGTCCTCCGCGCCGCTCCCTCCCCGCCTGCTCAG
ACATCTTTACAGGGGCCCAGAATGGACAACTGCGCAGGCGCAACATTCGGCACGCCTCCG
GTGTCGACGTGTACGATTCCTTCCGCCATGTTGGTGAAAAAAAAGTGAAATGCTGTGAAA
AAGAAAATCGGAGCTTATCACGATTCTTAATCAAAGAATAAATAAAACGAACTAAGTAGG
TATTAAGTATGAT
>AU177123 ID   AU177123   standard; mRNA; EST; 482 BP.
TAGTTTATGGCTCATGTTTCAGCTCTCTACTGATTTTTTGTTTTACCTGCTTTTCAGTTA
GTATTCCCTCCTAGCTGTAATGGAAAGTGTAGATGTTCTTCAGGACCTTAAGCGAGCAGC
CTCATTCTTAGCTTCTCCCAAAACTGTCCTGATAGTCGTGTGTGACCTCTGGTCCTGGTG
GTGGCTGTCATGGAAACCAGTGATTCCTGGGATGTTTTGATTATGAGTGCTTGTGCCTTT
ATTCAGTTGAAACGCTGAGATACTTAAGTCCCACAGCAACTTCTTTATCGTACTGCAGCT
CCTTTTTACTGTGTGAAATCTGGCCTAAACTGTTAGTTGGGGGACATGTTTGAGATAAAC
AGTCGTTTTTGCGAGCAGGAGACCTCATTTTCTCCCCAGCATCCTCTGCTTTCACATTGC
TGAGGCACATTGGCCACACCCACTCTTTCTATCTATTAATCAGTTGGGGGGGGGGGGGGG
GG
>AU177128 ID   AU177128   standard; mRNA; EST; 699 BP.
GCTTTCAAGCGGACTCCTGCTGGATCGGACCGAGGGAGTGTGTAGATGTGTGTGTGCTTG
TGTAGCAACACAGCGACAACTCTGAACAAAAAGGCTCAACACAGCTGAGCCACAGGAGGG
GGAACTGAGGGATAGAAGCAGGCAGAGTGGCTCAGCGTGACTGCACTTCTCAAAGGAGGA
ACTCGACCTGACATTTAACCTTCCTGGTGCCGCAGAGGAGACAGGGCAGCACATTAGACT
TGTCAGAGCAGAGGAAAACACCCTTTTTTTGCGTGTATCACTCACTCACCTCAGCCTCTG
TCATCCACGCCTGTAAGTCCTGCACCTGCTACTTGGCCCTCCAAGATGTCAGATGATGGC
TGCCGCTCGCCCATCGGCTTGGACTGCTGCAGCTGCTGCCTGGACCTGGCAAACAGCTGC
GACGACTCGCTGTCCAGCAGCCCATCTCAGGGCCTGGGTACCGCAGGTGGCATCCCGGCC
AGCCCAACCAGCCCCAGCGTGAGTCACTTCCGTCAGCTCCGCAACCAGCTGATGTACCAG
AACCTGAACACAGACAAGCTGAACAACATCATGAGGCAGGACTCGCTGGACTCGGTAGTG
AGGGACCCCTGCTTCCTGCTCAATGAGGGGATCTGCAACAGCAACATTGACCAGACCATG
CTGTCCATTCTGCTTTTCTTTCACAGTGCCTCTGGTGCT
>AU177135 ID   AU177135   standard; mRNA; EST; 678 BP.
ACTTTTACTTGGAGGCTACAGTTTATCCTTTGTTGGAGTAAGCATCTTCATTGCTGCTTT
GACATACATCACCTACAAGCTGCTGAGCGACCACCTTCAGAAATGGTTCGAGATGAAGCC
CATTCCTGGATTGGAGAAAACATATCCGATCATTGGGAATTCTCTGTATTTTAAAGCAAA
CGCAGGGGAGTTCTTCAATCAAATTTTGGAGTTTTGTGATACCTTCAGAGATGAACCACT
GTTTAAAATTTGGCTTGGACCAATTCCATTTGTGGTTCTCTTTCATTCAGAAACGGTAGA
GAAGGTTCTCAGTAACCCTGTTCACCTGGACAAGTCTTTTGCGTACACGTTTCTTCATCC
TTGGCTTGGAACTGGTTTGCTAACCAGCACAGGGAAAAAGTGGAAGCAGCGCAGGAGGAT
ACTGACCCCGACCTTCCACTTTTCCATCCTGACGGACTTCCTGGAGGTGATGAATGAGCA
AGCAGAACTTTTGGTGGAAAAGCTGGACAAGTTGGCAGGAAAAGGTCAATTTAACTGCTT
CAGTCACGTCACTCTCTGTGCTCTTGATATCATCTGTGAAACAGCAATGGGCAAGAAAAT
CTATGCTCAGAGTAACTCTGAATCTGAGTATGTGAAGAGTGTCTACAAAATGAGTGACAT
TATCAGCCCGAAGACAAA
>AU177136 ID   AU177136   standard; mRNA; EST; 599 BP.



GTGCTAACTAGTCCAGTCCGCGTCTTGTGGAGCACATGGCCGTGCCGCAGCTTTGCGCCA
CAAACAGCCACGGTAGAAGAACGGAAGTCTCCATCTGCAGGAAAAGCAGCACTCTTCGTC
TTCGAGCCCGTCCGTCGAATTGAATCCCGTTCAGAACCGGAGCAACGCCGGACCTCGCAG
AGAAACCCCCTCCAGCTTCCATCTTAGCTGCCCGCGCGCGCCTCACGTGTCCTGGGCCGC
CGTCCTCACATGACCCGAGTGTTTGTCCCCGTGATTAGCGCCTCATCTCCGTAAACCCGC
GTCGCTGAACGACGGCGTCCCACCCCCGCAGGCTTCATGGAGATGCTGGATCAGAGTGTG
GACAGCTCTGCGAGTCATGACAAACAGGAAGTGGGGGAAGTGGTGCAGCTTCAGGAGGGT
GAAGCAGGGGGGGGGCAAGAGCAGACGGCAGTGACCATTGCCAGCGTCCAGCAGGCTGCA
TTCGGAGATCACGGAGTACAGTACCAGTTTCGAACCGAGAACAGCGGAGGGCAGGTGACC
TATCGGGTGGTTCAGGTGACAGATGAGCACCTGGAGGCGGCGGCTGATGGGGCTGGCGC
>AU177149 ID   AU177149   standard; mRNA; EST; 643 BP.
TGTGTGGACCTACCTGGGATCGTTCGGATTTAGACTCTTTAGTGAATTAAAATGGTCGAC
TCGGACACACTGGGTTGTTTAGAAGACTTTTAACTGACAACATTTCGACTTTTTTTTTAA
AATTAGTTTATATATATTTTTAAACAATTCTTTGCATTGATCGGATCGAACTCGGATGGA
AAATGGGAGACGCCACAAAACTGGCCATAGCCGTTTTCCTCATCTCCTGTTCTTCAGGTG
CCATCCTAGGACGCTCCGAGACTCAGAAGTGCGTCTACTACAACTCCAGCTTTGAAAAAG
ATGGAACCAACCGCAGCGGCATCGAGCCCTGCTATGGCGAAAAAGGCAAGCGGCGGGACT
GCTACGCCACGTGGAAGAACGTCTCGGGAAACATCGAGATCGTCAAGCAGGGCTGCTGGC
TGGATGATATGAACTGCTACGACAGCAATGAGTGCGTGGAGAAGAAGGAGAGTCCAGACG
TCTTCTTCTGCTGCTGCGAAGGGAACCTGTGCAACGAGAGGTTCATGCACGGCCCGGACG
GGCCCCAGCAGAACGACCATTCAACCGCTTACACCACCTCCAACCCCTTCCCCCAGAAGC
CGCAGCTCTTCAGCACCATGCTGTACTCGCTGGTTCCCATCGT
>AU177150 ID   AU177150   standard; mRNA; EST; 724 BP.
AATTAGAACGTCGCTGTTGAACTTGTTAGTGGTTCATTTAGTAGTAGCAGCTTCAGGTTG
ACCTAGTGAGGACTTTGTTCGGTTGAAACGGACTCACAGTCTTTTCCGCAGAGCGATCAG
TTCCTGTCTGACTGCGGAGCTGCGACTACGACCATGACCGACGACCTCCGTGGCGTTTCT
GGGCCGAAGCCCCTCAAGCCTCAGCGATCCCTCCCAGGAACCCCCGTTTCCCTCTCGCAC
TCTCCCATCGACCTGCGCACATCAATGGAGGACAAATACAAAGAGATTGCAGAGGAGCTC
TTCACGCGCACCATGGCGGAGAGCGATATGCGAAGTGCACCGTACGAGTTTCCAGAGGAC
AGCCCCATCGAACAGCTGGAGGAGCGGCGGCACCGCCTGGAGAGGCAGATCAGTCAGGAT
ATTAGGCTTGAGCCAGAGATCTTGCTCCGTGCCAAACAGGACTTCATGAAAATCGACAGT
GCTGCAGACCTAGAACTGAAGGACAAGAGTGTGGACACTGAATATATGGGCTTTCGGGAG
AGACAGATGCCACTGGAAAGGGAGTACCTGCGAGTCTCGATATCTGGAGACGAAAAGTGC
GGGGTGCCCTTCACTGACCTTGTAGATGCTGCCAAATGTGTGGTGAAGGCGTTATTCATC
AGGGAGAAGTACATAAACCGTTCCTTACAGAACTTCTGTAAGACCACAGCTCACGCGCTG
CACG
>AU177166 ID   AU177166   standard; mRNA; EST; 589 BP.
GTCGTGCTGAGTGAGCGCGCGGCGGCAGCAGCAGCAGCGGAGGCGGGGGGGTCATGGCGG
AGTCCCAGCTGGTGTGTCTGGACCAGGATCACGTCAACGAGAAGGTCCCGGAGAACCAGC
CGGAGTTCTACTACAGCGAGGAGCAGCGCGCGGCGCTGGAGCAGCTGCTGCGGAGCGGCG
CCGGCGCCTTCAAAGAGCGCCTCCGCGAGGACCACATCCGGGACTTCCTCTGCGCCCGCG
AGCTCAAAGTGATCCAGAAGACCTTCCGCGAGTACGACGCGGACAGCGAGTCCGAGTCCG
AGCCGGACAAGTCCCGCGGGGCGGCCAGCGCCGACTCCGGGGTCCACTCCACCTACTGGC
CGCAGATGTCCGACACCGAGGTGCCGTGTCTGGACCTGGGCTGGCCGGGCGGCGGCGGGG
TGTACAAGGGGGTGACGCGCGTGTCCGTGTACACGCACCCGCCTAAAGGGCCCGGGCCGC
ACATCAAGGAGGTGGTGAGGAGGCTCATCCAGGGGTCCCACAAGGTGGTTGCCATCGTCA
TGGACCTCCTGACGGACCTGCAGATCCTCCAGGACCTGCTAGACGCCTC
>AU177170 ID   AU177170   standard; mRNA; EST; 719 BP.
AAGCTGTTGAGAGAAAAAGAGGTTCGAGCTCAGTTAGTCTATTTTCCTCAACAATTTTCC
TTTTGGAGCTGCGAACATGCGCGTAATTTTAACTGTTTTTGTTCTGGTCTGCGCCTGCAT
CACTCATCCAACGGATGGACGCAAAACATATGGAGATGTGTTTTCCCATAAGCATTCTTT
AACAAGGAAGCTTCCGTTTCCAATTCCTCCAATTCCCGGATGGGACCCAGACAGCAACCC
ATGGGACGATTCCCTCTATCCACCACTGGACTCAAAGCTGAGAGAGCTTACGCATCACAG
AGGTAAACCCAAAGTCCGCCTGACCAGTGACAGTCCGGCTCTCAATGGCTCATGCATCAC
CTTCACAGCCAAGCTGGAGTATCCTCCCTGCCAGAAGGAGGATGATAATGGAGACCTCGT
GTGGGATGAGCACTGTGAGGATGGTACGGAGCTGGAGGCTTCAGCTAATGGACAAGTTCG
CTCTGGTTACGTCTACAACTGGACATCCTGGTTGGACGACTATGGCTTTGGGAAGTGCAT
TGACAAAACTAAATGTAATGTATTCCCTGATGGCAAGCCCTTCCCCCAGAGCAACGACTG
GAGGCACAAGAGTTACGTCTACATCTGGCACACAATGGGACAGTACTATGAAACGTGTGA
TGGCTCCTCATCCAGTGTGACCATAAACACCACCAACATCCCTCTGGGAGCTGAAGTCA
>AU177175 ID   AU177175   standard; mRNA; EST; 685 BP.
ACATTTCTAGGTGGAGTGTATTCTGAGAAAGGAAAAATCTGGACACTGCTGCTGGGATAT
TTTTTCCATTCCCCCCTATTTTATATCCATTTTAATGAACCTCCGATGCATCTTTTTATA
TTGAGACGCAGAGTTATACTCTACCCGATATATCTTTAAGTGTTTTTTTTTAGCTTTACT



TCACAGCTTAGGCTTGGAACAACACCCATGCACTTGTGTCCAAAGTTACCATGCTAAACC
TCGCTAGCCTCTGCTACTTAACGTAGCTATGCTTTGTGTAGGGCGGCTAAAAGAACTGTA
GACTTAGAAGGAGCGCAGAGCTTGTTTGGGCGAAGAAGTTTGAGTATTTGTTAGAAATCC
CGTTTATCCTAAGTCGAAGCCGTCCATCTGTCAGACAGAGGAGATGGGACTACACCCGCT
GGAATTTAGTGAGTGCTATCTGGACAGCCCGAGCTTCAGGGAGAAAATAAAGGCGCACGA
AGCAGAGCTGGACAAAACCAACAGGTTTATCAAAGAGCTGTACAAAGATGGAAAGAACCT
CATCAATGCGACCAAGCAGCTCGGCATGGCACAGCGAAAGTTTGCCCAGTGCCTTGGAGA
GTTTCAGTTTGAGTATATTGGAGATGCAAAGACAGATGATGAAAGATGCATCGATGAGTC
TGTGCAAGAGTTCTCTTCATTTCTC
>AU177176 ID   AU177176   standard; mRNA; EST; 657 BP.
GACATGGGACTCCGCGGCTCTGAGGGGAATATAGGCGGCCCCGCTGCGCCCCCCGCCCGC
CCTCTGCTCCCCACCCGCCGGGGAACGCCGCTCTAAGACACCGACTGTCTGATTTGTTTG
TCTCCGTTTTGAATTCGTTCGTGAAGTACGGAGGCTCCCGGAAAGTGACTGCAATTTCCG
AAGATGGAGACAGTGATGGAGCGGGAGTGCAGCGCGCTGGGGGGGCTCTTCCAGACCGTC
ATTGGAGACATGAAGGGCAGTTATCCCATCTGGGACGATTTCATCAGCAAGGCCAGCAAA
CTACAATCGCAACTCAGGACCACAGTCGTCGCGGTCGCCGCCTTTCTGGACGCCTTTCAA
AAAGTGGCTGATCTGGCGACCAACAGCCGCGGAGGAACCAGGGACATCGGCTCTGCTCTC
ACCAGGATGTGCATGAGGCATCGCAGCATCGAGGCCAAACTCCGCCAGTTCTCCATGGTG
TTTCTGGACTGTCTGATCAACCCTCTGCAGGAGCAGATGGAGGAGTGGAGGAGAGCAGCC
AACGCTCTGGACAAAGATCACGCCAAAGAGTATAAAAAAGCCCGTCAAGAGATCAAAAAA
AGATCTTCAGACACTCTGAAGCTGCAGAAGAAAGCCAAGAAAGCTTCAGCGGATGTA
>AU177182 ID   AU177182   standard; mRNA; EST; 647 BP.
TTCCGTGATACATAGAGACGATAGTTTCGTTCTCACGGTGGATGTGTACTTTTGGGCAGC
TTTATTTCTTTCAACAACGGAGAAGGAGCGACACACACACACTGTGAAAAAGCCAACTTG
GAGTTACAAGCTTATTTCAGACATGAGCACTGAGAAGACCCTGTACACCCCCTCGCAGAC
GGGACCACATGCTTCTACCGCCTATCTAACGTTTCCAATACCGAATGACATGAGCGCGCC
TGTCCAACAAATGCCCAGAGGACCCGCCGCGCCTGGTGCTGCCTTCCCTCCACCACCCAA
TGGAATGATGTCCAGCACACCTGATGCAACCTTCCCTCCACCATCCTATGGAATGATGTC
CAGCACACCTGATGCAACCTTCCCTCCACCATCCTATGGAATGATATCCAGAGGATATGA
CAACCCGTGTTCTGAACCATATTCCTCACCTGACCCAGTCTTTTCCAATACTTACAGGGG
TGATGCCTACCATGGCGAGGAAGCCCCACCGCCTTTCCATGACAATCAAGACTTTATGAT
CGGATTAGACAACAAGAGCATCAGAAGGGCTTTCGTTAGAAAGGTGTTCCTGGTGTTAAC
GGCGCAGCTGATGGTGACATTTGCTTTTGTGGCTATTTTCACTTTTG
>AU177194 ID   AU177194   standard; mRNA; EST; 703 BP.
ACCGGCTTTCATGGTGATGTTGAGTCTGGAGCAGTCATGGATAACTTCATCCTGGGTTTG
GACGTGGGAACCACATCCGTGAAAGCTGTCTTATTGGCCACGGACTCCAGAACCGTGAGC
TTCAGCCACGCGTTACCGACTGCTGCCGACATCAGCGACGACGGCGGGATAAAGGCGAAA
GAGCAGGACACCCGCCGGATCATAGACGCCGTGAACCGCTGCGTGGACGAGCTGCCCACG
GACAAATTGCNGGCGCGTGTGCGGGATCGGGCTGTCCGGACAGATGCACGGAGTTCTACT
GTGGAGGGCGAAGAGCGGCTGTGATTGGTCAGGTGGGGACTTCTTCATTCCCAGAGACAC
CAGTCAGCTGATCACATGGCAGGATGGACGCTGCAACAGCGACTTCCTCCGTTCTCTTCC
AAAACCAGACTCGCACCTGAACACTGCCACAGGATTTGGCTGTGCAACTCTCTTCTGGCT
CATGAAACACAGACCTGAGTTTCTGGGGGGCTTCACGGTGGCAGGCACCATCCAGGACTA
CGTGGCGTCTATGCTGTGCGGTTTGGACGGGTGTGTGATGACTCCTCAGAATGCCGCCAG
CTGGGGTTTCTTCAACACTTCCACCAATCAGTGGAATGAAAGCATTTTAAAGGCCGCCGG
CTTTCCTCTGCACCTGCTTCCTCAGTGTGCGCCATCTGGTGGC
>AU177196 ID   AU177196   standard; mRNA; EST; 666 BP.
ATCGCTCGAGAGCAGAGGCTGGAGCTGGACCACGCTGAACGTCCCGCAGCTGTCCTGGAC
GAGCACGCACAGCCTGGAGCGGGACGTCCTGTCCGTGAGAACTGGCACGCAGGAAGTGAC
TCTGTTGGTGTGTGGGCAGCTGTCATCATCATCATCATCAGACAGGTAGCTGGGTTAAGG
AGTGGCCCGTCTGGCGTCACAGAATGAAAGTGAATGAACCCTAAAGGCATTTCCGCCCAG
GCCTCGGCCCCCTCACAACAAGGTGTGGGTGGAGGGAGGGGCCACTCTGCAGCTTTCTGG
AAATGACCTAACCACTGCCAGGAAGAGGAATGTGAAGTATTCCCTGGAGCAGTCGGTGAC
GTCAGAGCTCTGAGGAGGCCCCGGCGCTTCCGCCAGCGTGTTCTCGACCCAAACTCCCAA
CAGCTGGAGTCAACTGCTACCCCGCTCGCTCGCTCGCTCGCACTCCAAAACAGTCCCACC
CCTTATCATCTCATGCGAGGGGCTCCAACTTATGTTTGGACCATCAGTCCTTTCAAGCGC
GGCTTTGACAGGAGAAGTAATAACACTAAACGCAATGCAAACTTCAGTAAAGCGTAAATG
TAAATAGTTGTGTAATTATTTCCTTTCTCTTGTCTCCTTTTACTTTTTCCTGCATGTAGC
GGTGTA
>AU177197 ID   AU177197   standard; mRNA; EST; 718 BP.
GCAGACCATCCAGGAGCACAGCGGAGCGGCTTCGGAGTGCGGGTCGGACAGCCCCGAGCA
GGACATAGAATAGGCTCGCTTTTTTTTCCCTTTCTCCTCTTTTGTTTTCTCTTTTTCCTC
CTCTACTCTTTCATTCTCTTATTTAAGAGAGAGCCAGAAAGCCCCCGTTGAAAGCGAAAC
ACTCCCCACTTGCTTCCACTGCCATGGCATCTGCAAGCAGCTCCGCAGCCTCTGCCGCCT



TCGGGCTCGGCCGGAGGAAGAAGAACCCCGGGCTCTTGGGCCAGATCGGGAACTTCTTTG
GAGGCGACAAGAAGAAGAAGGGAAAGGGCTCTTTCCGTGGAGCTCTGTCTCCGGCCCCTC
AGAAAGCCTCCGCCACCTCCCCACGTAAGCGTGGCGGGGAGAACGCCGTGGTCCACTTCT
TTCGCACGATGGTGAGCCCCGCCCCTCCCAAGTCTAGGAAGTCCACTAAGAAGGCCGGAG
CTGGGGACGGCAAAGGCAGCCTGACTAGAATCTTCAAAATGTGATGGTCTCAGCAGCAGA
GGAAGCAGGAGCGCTTCTCCAGCCAAACGCTGAGGAGCGCCAGCAGGAAGGTAGACGTTC
GAAAAACCCCGGGGGGAACAAGAGGAAGAAAAAGAGGAAAATGACCAACCGTTCACACCC
ACCTTCCCAGTCGTCTTCAAATAACACCTTAATGTTTGCTAACCCCCCCACTTTATGA
>AU177201 ID   AU177201   standard; mRNA; EST; 554 BP.
GAAGCTAGCTAAACGCTAACTCGTTTGTTTTGAGACTAAACTCACCTTCACGTGTTGATT
TGGGGACAGAAGCAAAGCAGGAAGTAACCGATTCAAGTAACTAGTTTTATTTACGCCAAT
GTCACGAATAATTTTGCGTTTTAAAAGAAAAAAAATACTTTAAGTTATAACTTGTGTCAA
AGTTATTTAATATCGTTTCGGGGCTTTCTCGATTAAGAGTTTAAGAATAAGTATTGGCAT
TAGACGACATTAACATTTCATGGTATTTCTGTTTTAAATAGATAGCAGTTTCCCTTTAGT
TTTTAATCCTCGACTCCTTAGAGGCTACAAGCAGCAGGATGACTCCAGGACTTCCATCCT
TCAGTACCTCCCCTTTCGTGTGAATGGAGGCTGAATCCTTCATTTTCTCTTAATTCAGTC
CTTTTCCCATCACCTCCTCCTTACTGTGAACTCCTCCAACCAGAATGGCACTCTGCATGG
AGGCTGTCCTGCACAGGTTACACTCATTTGGTTGCTTTAAATCCTCAGGGATGCCATTTG
ACACGTTCAAATGT
>AU177213 ID   AU177213   standard; mRNA; EST; 513 BP.
AGAGCGCAGGGTGCTGGGCGGCAAAGTCGAGCGGATCGGTCGGAGAGCGGACCGGACCTG
GGTTCGGTGTCTGCGTTCCGTGCCGGCTTGTGATACGCCGGTTCTCCTCCGGTTGGGGCC
CACGCGGTTGGAACGGAGCGGCGCCCGCCCGGGGCNAACATTTGACGACATGGAGGCCGA
CGGCGTCAGCATCTGGCCCCGAATGGAGCCCTTCCTTCTGGGCCCCCTGCAGGTAGCCCC
TCCCCCAAAGCTCAGCCTTCACTACCTTCGCAAGATGGCGCTCTACGTCCGGACGCGGGA
CGGCTGCTGCCCCCTGCTGGGGTGGCCCATGTGGAAACACATCGCCTGCGGGAAGCTGCA
GCTCACGGAGGAGCTGGCCTGGCTCTACCTCGAGAGCTTCGACCTCCTGCTGGGACGCAG
CGCCGAGGAGCGGCTGGAGTGGGCCGAGGGCCTGTCCCAATGCTCCTCCAAGGCCGAGCT
GGACCAGCAAAGGGGCAAGCTGTCCGTGGACAC
>AU177218 ID   AU177218   standard; mRNA; EST; 607 BP.
AAAACTTGCAGCCCCTCAGCAGAGCGGCAGCTTCCAGTGTGTGGGGAAACAGGGACGTGA
AAGTAGGACAGAGCAGTCTGGCCCCCTTCCATTCGAACCAGAAGCACAGATCTGTGACAG
GGGGAGAGAAGACACTGGTCTTGGGTGGAGAGAGGAAAAGCGAAGCAGTTCTGTGAGGCT
TGCTGCTAACACCGAGAACAGAAGCCCAGTGGACACAGACGAGTGTCCACAGCATCTGGT
GTTGAAGGTTTTGCTGGGCTCCATCAGAAGGAGAATCTTTGCACAGCAGAAGTGGCACCA
GCTGGAGCTATGCATAAGAGTACCAAGATAAAGATTGCCGTCTTTGTGCTGTTTGTGGGA
ATGGCGTGCATGTTCACAGCGGTGGTAACAGACCACTGGGCAGTGCTTAGCCCACAAATC
GAGAAGGTCAATCAAACCTGCGAGGCAGCCCACTTTGGCCTGTGGAGGCTCTGCAAGAAG
TTCATCTACCTCAGCTCGGAGAACTTCGTGATGGGGCACGGCTGTGGACCCATCAGTCTG
CCGGGAGAGGAAAACTGCACCTACTTCCGACACTTCTCTCCGGGACAAAATACTGAAATA
TTTGAGT
>AU177226 ID   AU177226   standard; mRNA; EST; 523 BP.
GTTAACAGAGATGCCTTCTCCCAGTTGATAGTCGTAGCCTGGCAGAGCCAGCTGCAGGGA
GATTGAGAGCTCCCCGAACCCGAACGCTTTCCTCGGCAGAAGCAGCTGATGCAAAGCGAG
CGGAGGCCAGTGAACAGTTAGCTGGACAGACATGGAGCCTGGACGCGGGGGTGCTGGGCA
GCCCTGCTGCAGACTCGAACCGCGATGGCAGCTGAGGCGGTGACCAGCGGGAGTTTTTCG
GCCCCTCGCAGCATTTCCACCTGGAGGCAAAGTGAAGAAGACGTCGTCCCCTGGTTCTGG
TCGACAGCAAACCGGGTTTGGAGAACCTCACCTTTGTTCACAGCGCGGCGGNAGGGGAGC
GGCAGCGCTGCTCTGGTTTCTGCACGGCTAGCTGACAGGTTAGCATGAGCGGCTGAGCGG
AACTGCTGACCCGGCGTTTGGGTGGTCAGGAGGCTGCGATCAGCCCTGAACCGCGGAGCC
TCGCGCCTGTGGTGGAGGGAACATGGTGAAGGTGTGAGCGGGT
>AU177228 ID   AU177228   standard; mRNA; EST; 648 BP.
CGGAAACGTAGGAGATATGTACTACAGCTCCCAGATTGCTTAGCGAATGAGAAGGCTGAT
GATCGTGTTCGTGCGCTACAACCTTGGCCCCGGTGTGGCCGTGGAGCTCCAGGAGGGGGC
GAGTGTTGCCGAGCTGAAGAAGGTGGTGGGGAGTCAGCAGGGCGTCCCCCCGGAGCAGCT
CAGGGTGCTTTTTGCTGGGAGGGAGCTGCAAGACACCTCCTCCCTGCAGAGCTGTGACCT
CCCAGAGCAGAGCACTGTTCACGTGGTCCCTCCCCTTTCAAGATCGTCCTCCTCTCAACT
GCTGCTCTTTCAGGAGCCTCAAGGCAGCGAGGAGGAGCAAGAGAGCCTTACAAGGCTGGA
CCTGAGCTCCTCACGCCTCCACGCCACCCCAGCAGACCTCACAGGTACCCTAAAGGATGG
AGAGATGGGGGATGGAGGACAAAGGTTACAGGAGGAAGGTGAACTTACACCTGGGACAAG
TGTGCGTAGCCGCAGTTCTTTCTTTGTCTATTGTAAGACCTGCAGGTCCATTCAGCCTGG
AAAACTCCGGGTTCGATGCCGGACCTGCAAACAGACAGCGCTCACACTGAGCAGGGGGCC
CTCTTGCTGGGATGATGTTCTAATTCCTGGACGTATCCATGGAAACTG
>AU177237 ID   AU177237   standard; mRNA; EST; 538 BP.



GTGGCTCCATATGCTGCAGACTGTAACCCACTATTTTTCTGTAAAACTTATCATTCTATT
TTTATGCAATGTGTTACATATAATCTATCGGTATAAACAAAAGCCCTTGACCCACACTCC
AGACCAAGTGGTGGCAGTAATGTTATTTGCTATTTAAACACCCGAAGACGAAGAAAGCGC
ACTGACTGTGGTGTGGGTTTTCTGTGTTTTCTAAACAGAAGCAGAAATTACTTTTAAATC
ACGATTTTCAGTTTTGGAAGTGAGTGATAGTTTTTCGGCTGGTTTTCTGTTCCTACGGGT
GGGAGAGAAACTACACCGTTTGAATCAGTTACTGTTACAATTGGAGTTTAGTAGCCCCCC
CGCGAAAAAAAGATACCCAAGTTACCCACCACCCTGAGAAGAAAACTAAAAATGCACGCA
AAGCATCACGCACGGATCACCAACAAGCTTCTAACCATCTGCCCCAAATGAAGTCCAACT
CTTAAGGCGCACAATCAAGACTCCCCCCGAATCCACACACCCACCCACCCACACACAC
>AU177241 ID   AU177241   standard; mRNA; EST; 583 BP.
GAAACACTGGGAGGATGTCTGTCCGACAGATGGAATTTATGGGCTGGATTGAAAATTTAT
ATGCAGCTCTAAAGGAACAGTCTCCTTTTTGGATCAGGTCTGTTTATTGTTGATAGATGT
TTGCTGGTTTAGATGTTGCTTAACAGCTTTAATTGGGATGAAATAACCTTCTAGAGTTGG
CATCTGTAANGTATTTTGTTTTTACTCAATGATGAACAACAAAACGTAGAGAGAAGAATA
GATGTTTTCTTCGCTCTTACTTTTAGAAGTCACAGGTTTTGCACCAAATTAAGGCCATAT
GGTGACCAAACCCAAATTCTTTAGGTCAGTAAACTACGGGAACTGGAAAAACAAATCCAA
GTTTCACAGAAGGAATCCAAAACTTTGCTTCTTCATGTCTAGTGAGTACACCCACCTGTA
ATTAAAAAATAAATAAATAAAAAAATTTCAAGGTGGTCTTATTTTCCACTTACATACAAG
AACAGATGACAAAAGGAGAGAACCAAAAAAAAATCACAATATAATTTGATTTACAGCATC
ACTTAACAGACAGATATACACACACACCCACATATAAACACAC
>AU177242 ID   AU177242   standard; mRNA; EST; 634 BP.
GTACCCAGATGCTCTGCGCCAGGCAAGATGGAAGGACCCAGCTGCTGCGGGAGAACAATG
TTTTGGCTCTAGATTTGATAAAAGTGCTGAGGAAAACCAGGAGAGCTGGCTCTGCGGGTC
ATGCTCCCGCACCGGATGACACAGTTTTCCACCCCGTAGTTTTCAAGCTTGTCCTCCCTC
ACCATGAGCATCATTCAAGACAAGCTCGGGAATGAGTTCCTGCGCTCAAACGGGAGCATG
GACTCCAACTTTGGAGCGGGCATGATCATGTTCAGTCACCTCCCTCCAGTGACCAGCTTC
ACCCGCCTGGCGGCCCATACGGTCATGCAGGACCTTCCACCTCAAGAGATGGTCTTCAAG
AAAGAGCGCGACTCTCCGGACTGCAGCGTTGTCACCCAGCGGGCCAACCTCGGGGTCGGA
GACTATGTGCACGCTTTGGGCATCAAGCAGGAGAAGCAGTCCGAGCACGATTACCGCCTG
CCCCTCTACCCCGGAGGCCTGGGAAAGAGCACGGGGCTGCTGGGGGAGACCATCAGCAGC
AACCAGAACCTGCTGGTTCACGACCTGAACATGGGGAGTTTACGAGACGACATCAGAGAG
ATGCTGCCGAGTCAGTTAGAAAAGGAGGCCACTG
>AU177253 ID   AU177253   standard; mRNA; EST; 294 BP.
AAGTCCTGACAGAGGCGGGAATGATGACAGCCTGTTGAATCCCAAATAACATACACCAAC
TCCTATTCCATCCACCAAGAGGAGACCTACATGTCTCAGGAGGATGATTGGNACCGGGAC
CTGCTGCTGGACCCAGCCTGGGAGAAGCAACAGAGGAAGACCTTCACAGCTTGGTGCAAC
TCCCACTTAAGGAAAGCCGGTACACAGATCGAGAACATTGAAGAGGATTTCAGAAATGGC
CTCAAGCTCATGCTGCTGCTGGAGGTCATATCAGGGGAAAGGCTGCCTAAACCA
>AU177260 ID   AU177260   standard; mRNA; EST; 454 BP.
AGCTAAGTGGCGGTAAGTCACAAAGTCCTTCAGATATTGGTGTTACTGAAAGAGTTTTAC
ATTTAAGGTGCTGCAGCCCTAGTGGTCGTTGGCAGGATGCAGACCATTAAGTGTGTGGTT
GTGGGTGACGGGGCAGNTGGTAAAACCTGCTTACTCATCTCTTACACAACCAATGCCTTC
CCAGAAGAATACATTCCAACAGTGTTTGACAATTACAGCGCTCAGATGAGCGTAGACGGT
CGCACCGTCAGCCTCAACCTATGGGACACGGCGGGGCAGGAGGAGTACGACCGGCTGCGC
ACTCTCTCCTATCCCCAGACCAACGTTTTTATCATTTGCTTCTCCATTAGCAGCCCATCC
TCCCACGCTAATGTCCGGCACAAGTGGCACCCTGAGGTGTCCCACCACTGCCCCAATGTG
CCTATACTGCTGGTGGGCACAAAGAAAGACCTTA
>AU177261 ID   AU177261   standard; mRNA; EST; 702 BP.
AGACGGAGTGAACAGTCTGGGATAGTTAGACTAAGTAGCGCAGCATATAGTTTAACCGGA
GCTGGACTGCTTTCAGAGATTGGAGCTCGGTGTTCGTCTGCGTTGTCTCGTTATCCTCAT
CGTGAAGAACCAGTCGTTTCACGTCATGTTCCTGCGCGGGTCCAAAAAGCGGCGGTCGAA
CCGCTCGCAGGAGGAAGAGGATCCAGACAGAGGCCAGCCCTGCATGCGTTGTGGAGACCA
GTGCCCCGGCTTCCGTCTCCACGGATGGAGGAAGATCTGTGTGCACTGCAAGTGCGTGCG
GGAGGAGCACGCGGTGCGCTCGGTGCCCGGGCAGCTGGAGAAGATCATGAACAAGCTGGT
GTCAGACTTCCAGAGGCACTCCATCTCCGACGACGACTCGGGATGCGCCTCCGAGGAGTA
CGCCTGGGTCCCACCTGGACTCAAGCCCGAACAGGTATACCAGTATTTTAGCTGCCTACC
AGAGGACAGGGTGCCTTATGTCAACAGCCCAGGAGAGAGATACCGAATCAAGCAGCTGCT
GCACCAGCTCCCGGCCCACGACAGTGAGCCGCAGTACTGCAACTCTCTGGATGAGGATGA
GAAAAAGGAGCTGCGTCTGTTCAGTCAACAGAGGAAACGAGAAAACTTGGGCAGAGGCGC
CGTCAGGCTGTTCCCCGTGACCATGGCTGGAGCCATCTGCCA
>AU177278 ID   AU177278   standard; mRNA; EST; 529 BP.
AAAATGAACCCCGATAAAAGGCTGCTGTTAAAACTGTGTGGATTAGGGGTTAAAGGCGTC
CTCCATTGACAGGTGAAAGGAATGCCACAATTTTGGGTGAACAGTTGCTATGTAAGGAGA
CACGCTGAGCATTGGGATTATTATTCTCCACTTCATTGTTACGGAATTCGTAAGCAAAAT



GACCTGATTTTCTTTATTCAGCCATTTTTGGTCATTTTTGCTCTATCATATCAAAGAAAA
ATAGTGTATACAAAAACCAACACATTAGTGCCCAAATGTGAGTCAAATCTGCCTGTATCA
GACATGATGTGTATCATTTTATATTTTTGGACATCTACTATCTCCAGTGCTGCTGTCAGA
AACAGTGATGTCACACACAGGTTTTGTGTCACTTGAAAAATGTGCTCAAATGAGAGTTGC
TGTTTTATATATAAATTCTTGATAATTTTTGTGTTAAGTGATTCAAGATTTGCATAGGCA
CACTCCTATGGTCACAAATGGGGGGGCCCAAAGCAAAAAAAAAAAAAAA
>AU177283 ID   AU177283   standard; mRNA; EST; 648 BP.
AGTTCGACCTGCAGCCTTCAGACAGGCTGGCAGCAGCCAGTGCTCGACTGCGCTTTGTTA
GCTGACTCCGAGAGCACCCAGGGAAACTCCAGCCGTATCAATGAAATAGTATACTTCCCC
CCCTCAATTTTCGTTTTGGAAAATGATCATCTGCACGAATAAAATGGAGTATCGCTTAAG
ATCGCAGTGCCAGCGAGTACAGAAGCAGGTGATCGGTGAGAAGGACCGAGTGTCGCTGCT
GGTCATGAAGGCGCTGGTCAGCAGGGGCAGTGTAGACGCCGTATCCCAGCAGATGGCCAC
TCACCCCCAGTATCTGGAGAGCTTCCTGCGCACACAGCACTACATCCTGCACATGGACGG
CCCCCTGCCGCTGCCATATCGCCATTACATCGCCATCATGGCTGCAGCTCGACACCACTG
CGACTACCTGGTGTACCTGCACTCAGCCCAGTTTCTGAGAGTGGGAGGCGACCATCTGTG
GCTGCAGAGTTTGGAAGCAGCGCCTCCTCGTCTTCGTCTCCTTGACCACATTAACAAGGT
GCTGGCCCACCAGCCGTGGCTAACCGCCTGCTCCCATATACAGACGTTGCTGAAGGCGGG
CGAGCAGTGCTGGTCACTGGCAGAGCTGGTGCAGGCCGTGGTAATCCT
>AU177284 ID   AU177284   standard; mRNA; EST; 678 BP.
ACTGAACTCAGTTGAACATGATGGACTGTAGGACAGGACTGCTGCTTTTAACTCTCTGTT
ATGCAGTTGCTGATGGACAGACTCTGACTGAGTCTGAATCTGTGGTTAAAAGACCTGGAG
AATCCCACAGACTGACCTGTTCAGCCTCTGGATTCACTTTCAGCAGCTATAACATGGGCT
GGATCAGACAGGCTCCTGGAAAAGGACTGGAGTGGATCGCTTATATCTACACTGACAGCA
GTGGCATCTTCTACTCAGAGTCAGTGAAAAACCGCTTCATCATCTCCAGAGACAACAGCA
GACAGCAGCTGTATCTGCAGATGAACAGTCTGAGAGCTGAGGATTCTGCTGTTTATTACT
GCGCCAGAGAGAAATCTTACTACGGAGCTTTTGACTATTGGGGAAAAGGTACAATGGTGA
CTGTTTCTTCAGTCACTCCTGCTCAGGCTCCAACGCACGTGATTGGTCTGATGCCATGCG
GCCCTCAAAGTAGAGACACGGTCACTCTTGGCTGTCTTGCCGTCGATTTCACCCCCTCTT
CATGGACTTTCTCGTGGAAACAGGGCTCCAACAATTTGGAAAACATCACCCAGTACCCTT
TAATACTAAAAAATGACAAATATTTGGGAATCAGTCAGGTTGAGGTCAGCCGACAGGACT
GGGACGCCAAAAAGACTT
>AU177288 ID   AU177288   standard; mRNA; EST; 683 BP.
CCCAATCACCTCTTTAGGCGAAAAGAAGCGCTGTGAACCTTACCTACTTGCGGTGGAAGT
GTTAAAAAGGACAGCAAAACAGAAACTGCAGATGGAGAACCTGAGGGAGATTGACTCTTT
CAATGAATTATGTAAAATCGGCTTGAATCCAAGAGAGGAGTACAGGATGAACCACAAACG
CCGGGGCCTGGCCCTCATTTTCAACCAGGAGCGATTTTTCTTTCGGCTTGGGTTGGGTGA
AAGAAAAGGAACAAATGCTGACTCCTGCAACTTGCTGGAACGACTCCAGAAGTTAAATTT
TGAAGTCAGAAGTTACGACAATGAAAAGCAGATGGATGTCCTGAATAGAATCCATGAAGC
TGCTGAAGAGGATCACTCTGACGCTGACTGTTTTCTGCTGGTCTTCCTGAGCCATGGCAA
GAACAACTGTGTTTACACCTATGACGGCATGATCAACATCCAGGACATCACAGCCGCGTT
CAGAGGAGACAACTGCCCGAGCCTCGTAGGAAAGCCCAAGATCTTCATCTTTCAGGCATG
TCGTGGAGACAAATATGACACTTCAGTGGATGCCACTGCGGCTTCTGCGAATGATGAGGT
GAATAATGAGGTGGTGGTTGATGCCAGCGCAATAAAGACTCTACCTGCGGCAGCTGATTT
CATCATGTGCTATTCTGTAGCTG
>AU177292 ID   AU177292   standard; mRNA; EST; 712 BP.
GCATGCTAAACTTAGCCCCGCGTTCATGTTGCTTCGTTCGCGTGTGTAAACCCTTGCCTT
ACATCTAAACAATACACGAATCCCCGCTGTGTTGAGTCGGCATCTAACACAGCGGAGCTG
CTTTTCGATGGCTCCGAAAAGCGACATTTGACTAGCCAAGTTGGGCTAGCTTACAGTTAC
ACAGCAAGACTGAGCTCCTCTTCAAAACAAATCACTTACTGGCTAACGGACGCTAGCACC
CTAAGCCTACGACGAGTTGGCCTCATTTCTAATGACTTTATACTTCTTGACGACAAAACT
ACATCACATCTGAGGCAGACGGAAAGAGCAACAATCGACTTTTAGTCGAAGTTTTCCAGG
TTATGAGTCTTTCTGCGTCTCATCTCCTGAAGAGCCCTGCATTTTAAGAAGAGACTGATG
CTGATAAATGCCAGGCCTCGCCACACTCTCTCCTGTCTGCACAAACATAAATGCCTGCCT
GCCCCCGGGGGAGGTCTGATTAAAGATATCCACATTTCATCCACTGGGCCGTGCCCCTCG
TCCCAGCAGCCACCATGTTTTGGAAGTTTGACCTACACACCACCTCCCACATTGACCAGC
TGCTGGACAGAGAAGACGTGACGCTGAAAGAGTTGATGGAGGAGGACGATGTCCTGCAGG
AGTGTAAGGCCCAGAACCGTCGGCTGCTGCTCTTCCTCTCCCAGGACCACTG
>AU177302 ID   AU177302   standard; mRNA; EST; 159 BP.
AACATCCGTCTGTCCCAAACCCAAATCCCCCACTGAGCCCCGACAAGCGTCTGGAGCTGC
TGACAGGCATCGTGTCTCGACTTGGATGAGTGTTTTGCCTGAAGGACANAGCGGGGGCAC
ATTTCCTGTCAGGCTGGGGACAAACGTGCATCTTCTGGA
>AU177303 ID   AU177303   standard; mRNA; EST; 660 BP.
GCGAGCATTTAGCGGCATTAAGCCAAGTCGGTATTCAAATTCGTAACACTGTCCAAATTG
ACATGACAACTCTTTAATTATTTGAATTATAAACCTTAGATGTGGACATGGAAGGTTGAA



CTATAACACGAATTTTGTAATGTAATAAAAAGTACCTTTTTTATTCCTCTAATAGATAGC
AGAGAGGCTAGCTGTTTGCTAGCATGCAGCGACTGCAGAGTGAATGCTAAAGGTACAACG
TGGATAAGAATTAGTGTTTAAAAAAGATAAAAGCTACATTTTTATAAAGATGAAGTGTCA
CTATGATATTTTGGGTGTTAAACGGGACGCCGGAGACGACGATCTGAAGAAAGCGTATCG
AAAATTAGCCTTAAAATGGCATCCAGATAAAAACTTGGACAACGCAGAAGAAGCAGCGGA
ACAGTTTAAGCTGATTCAGGCCGCTTATGACGTTCTGAGTGATCCTCAGGAGAGGGCTTG
GTATGACAATCACAGGGACGCTCTGCTGAAGGGAGGACTGAGTGGGGATTATGAGGACGA
CAGCATTGACCTGTTGCAGTACTTTACTGTCACCTGCTACTCTGGATACGGAGATGATGA
AAAGGGCTTCTACACCGTCTACAGGAATCTTTTTGAGTCCATTGTTAAGGAAGAGCTGGA
>AU177306 ID   AU177306   standard; mRNA; EST; 591 BP.
TTTTTTTCTTGACTTCCGCTAGCTTCACAGTAGTCTTTTTTGCCCCTTCGGTTTAAACGG
TTTCTTTTATTAATATCTTTGCATTTTGGTGTCCGTCTGTTTTTCTGTCATTTCAGTTAA
TGCAGTTCCGCTTTCTTAACGACTCTATGACTGAGGTCCTCCTTCCTCCATAGCCGCGTG
AGGACTTTGATGCTGGCGGCTCCTCTTCCTCCCGGGTGGTCAGGATGGATGAAGAAACCC
TGGAAGCTGCCATCACTGCCTACGGTGCGCAGCTGCAGCAGGTGGAGACGGCCCTGGCTG
CCGGTCTGGACCCCAGCCAGCAACCGGACCTTCTCAAGCTGAAGGAAGACCTCTGCCAGC
TGATCGAGCTCACCGAGGCCAGCCTGGTGTCGGTCAAGAAGAGCCGGCTCCTGGCCAGCC
TGGAGGACAGCAACGGGTTGTGGGGCGGCTCCTCGCTCGCACCGGCAGACGCCAACGCAG
AGTTTGCTGCATTTTATTCAGAACTTGGAGAAGGTTCTGGAAGTGCCTCTGAAACCAGGG
AGAGGGATGTGAATGGGGAGGAAGAGGAGGAGGAGGAGGAGGATGCAGAAG
>AU177308 ID   AU177308   standard; mRNA; EST; 680 BP.
ACCAAAGGAACTGACGTCACAATACAGTTGTTGCAAACATGGCGTCCGTGACAACAGGCA
CATCAGAGTGGATTCAGTTTTTTAAAGATGCAGGTATCCCTGCTAGTCTGGCTGTCACAT
ATGCAGTTTCCTTTGTGGATCACCGAATCCAAAAGAACATGCTAATGGACCTTAGTAAAG
ACATCATGATGGACCTCGGCATTACTGTCATAGGAGACATTATTGCCATCCTTAAACATG
CCAAGCAGGTCTATAGACAGGATATGTGCAAAATGGCTACGGAAGCTATCTCCTCAGGAC
AGACAAGCGTTCAAGCTGAGCTCAGAAAAACGGCTAATACTCCTGCTACCCGCATGATAG
CCAATGCCCTGAGCCACGAATCCCCACCAGCCACCCCCGCTCGCAGACCCGACAACCGCC
TCTGTGTTACGGTTTCCAACACACAAGCAAATAAGAACAACAAAGCAGTGGTAAGTCAGC
CTGCTGATGAGGGGAATGGCCTGCCAGCAGGGAAGCGTCGGCGGGTGACAGCTGAAATGG
AAGGTTTAAAACGTACCTCTGTGTTTGAACGACTTGGAGCTGAGTCGAAGGCAGACACAA
CAAACAGCAACAGCAAGCAGCCCACTGGTGTTTTCAGTCGGCTCGACGGAGGGGAAAGCG
TGGTCGCTCTGAATCCAGGA
>AU177309 ID   AU177309   standard; mRNA; EST; 659 BP.
ATGCTGCAGCTGTCACGCCGACGGATATAGAGACACTCTGAAACTCACATGTGACACTGC
AACACCGTCTTTTGGAATACTTTAACAAGAGCTCCCATGCTGGGGAAAGGCAGGAACAGC
AGAGGCCAGCATTTGGTCTGGAGTGAGACGCAGCAGGAGACGAGTGTCAAGACAGAAGTC
AAGATGTCCGACAGAGAAGAATGGGAGCAGCAACTGGTGACGGAGATCAGTGACTTGGAG
TCGGAGGTGGATTATTTATCAGGATCGCAGACTCTTTCCGACGTAGTGGCGCTGCCCAGC
TCTTCTCTGCTGCTGGGGGAGTCTCTGTGCTCTTATGAACCACAGGAGGAGCTCGGTCTG
GGGTTTGGCCTCACCAGTGAAGACCTCCACGAAGACGAGGATCACATTTTGGACTGGGTG
TGGGACGAGCACTGCAAGTCCTCTGGAGCCTTCCTCAGTAAGGACAGCAGAAAGGTGAGC
TTTCATTCCGACTACAGCTGTGGGACCGCTGCCATCCGTGGCCGGAAGGAGCTTTCGGAA
GGCCAACACTACTGGGAAGTGAAGATGACTTCTCCGGTCTATGGAACAGACATGATGGTG
GGAATCGGAACTTCTGAGGTGAACCTTGATAAGTTCAAGTACAGCTTTGGCAGCCTGCT
>AU177310 ID   AU177310   standard; mRNA; EST; 582 BP.
GATGGAATCAAGATGGCGGCCCTGGCAAAAGCGCCAATGTATTTACTGAAGTAGATGTAA
GATATTAGCGAAGTTCGTGGGTTTTCTCAACCCTCCGTGGGATTCGTTGAAGCATGACGA
CGGGAGGGATGTCCCTGTTGAGAAATTGACCGGGAATATACCGCAACAAAGTCAGCAAGA
TGTGCGAGAGCTATGCCCGCTCGCTGCTGCGTGTTTCGGTGGCGCAGATCTGCCAAGCTC
TGGGCTGGGATGCAGTCCAGCTCACTGCGTGCGATCTGCTGTCTGATGTGCTGCAGAGGT
ACATCCAGCAGCTGGCGAGGGTCTGCCACCGATACTCCGAACTGTATGGAAGAACAGATC
CGATGCTGGATGATCTCAGCCAGGCCTTCCGACTCATGGGGGTAAACCTGAGCGAGCTGG
AGGACTATGTCCACAATCTGGAGCCCGTGGCGTTTGCCCATCAGACGCCGCTCTTCCCCG
TATGCAAAAACAACATGTTGCAGTTTCCTCAGTCTGCAGCCAGAGACGCAGACGAAAGGA
AGGATTACATCCCCGATTACATGCCGCCCCTGGTTTCCCTGC
>AU177317 ID   AU177317   standard; mRNA; EST; 657 BP.
AAAAAGTGCTCTCAGTTTCCATTTACCGGAAATGTGTTGATCCTGGAAGACGATGCAAGG
CTGTTTTATGGTGACCTTTGGACCTCCGAGACCAAAAGGCGGGAGACCTGTGTGAGTGAG
CCTTCCGGAACCGCCGCCGCGGAGCTGAGCTCCGACGCGACAGGGCGGGGTGATGCTGAG
GTTCCGGTATAAAGACGGTGAGAAAATGGAAACCAGAAGAGACCCGGGGCCGGCAGACGA
CGCAGAGCGCGCATGTGGAAGAGAAGAATGAGAAGTTGAGCGAGCTGGTGTCGCAGGGCT
GCCGTAACCGTCAGGAGAGGCCGGCGGCTGAGCGAAGCGGGTGTCTTTGCGGCGCGCCTC
CGCCCCTTGTCCGTCAAAACAATGAGGAAGCTCCTCTCATTTTGTTGTCTTTTCCTGATT



ACCGGCGGAGCAAGCTGGGCGAAGGCCGGCGAAAACCTGACGGCGACCGTGGACAGCAGC
ACCAACCTGACGACCGACAGCAGCAGCAGCAGGTTCCTCCGAATCGGGGACGGATCGTTG
CGGGAATTTGAGTTTCCGGAGAACTCGGACGGGGTGATCGTGATCTCCAGCCGGTTTCGG
AGCTCCGACAGGAAAGACCGCCGGAGAGAGACGGTGAGCGTCCGCTCTCTGGACCCG
>AU177322 ID   AU177322   standard; mRNA; EST; 640 BP.
GTATTCTCTTAAACACGAGAAGAATGCAAAAGACTGGACAAAAACATCAACTGGATTAAA
TAAATAAAGACGCATGACTTTTTGAAGGCCGTTTGCGCCAAGAGCCAAAAAACAAGATTT
CTTCCCGGATTGAGTTGGTCACAGGTTATGTTCTGACAACTTCAGTTCAAGTTGTTTCAA
GACTTCTGCCAAGTTCGACACCTTTTTGAGAGTAAAGGGATGAAGCTGAAGCTGACCGTC
CGCCTGCTGCTGCCGCTGGCGGTGGCGGCGTTGGCGCTGAGGGCGCACGGAGCCGCAGAG
CTACAAATCAATCCGGAGGTGAGGGATGCGTTCCTGTGGCCAATGAAGCCTGCAGACTTG
TTCTTGAGAGGAAATTGTATATTTCACCGTTTGTCATATAGATCTGATTGAACTAGAGGT
GTTAACTAAAAAGAAAAAGAAAACGAAACTGGTAAATTGTTGAAAAATAGAAATATTTGG
CGTTTAGATCATGAAAGCTTTTATTATGAAGTTTATTATGAATCTAACACTAATATCAAA
CGGGCTTTATTGAACAGATCTGCTCCTAATTACATCCTGGTTTTTGTGGCTTCAGTTGGG
ATTCTGCCTCCTGACAAATAGTTTGCGTTAAAGCGCATGA
>AU177328 ID   AU177328   standard; mRNA; EST; 375 BP.
TTTTTGTTTTTTTTTTAAGTGTGTTCATGTAAAGATTGTGTTGAAATTTCTTACAGTACT
GACCATTCCAAAAACCAAAGTGTTTAAAGCAAACTAANATCTGGANAAGGTTANACACNA
CTCAAGTTTGGTGTGCGGCCAAATTTANCATCAACAAATCTGCNCAGTTCCTCTGGAAAG
GAAATACTGGGGAAAGAAAGTAAAGAAAAANAAAAGCACTTAAAGCACGGCCCCTTACCC
GTCATCATTGGGCTACATTGTTTTAAACACAACCTAANAACCGACCCCGATTTCCTTCAA
ACAAGTCTTAACAAATTTAATAAACCAATCTGCTGTCTGGANATGCCAGTAAAGCAAAAC
AAATGTGTCTTTCCT
>AU177331 ID   AU177331   standard; mRNA; EST; 699 BP.
AGTAATCAGCCCCAACTGTCCACGAGAACACAGCCTTTCCTCCAGAGTCGGGGTTAGAGC
TGCCTTCAGAGTCCAACCAGATCTTTGTGTCCACATCCAGAACAAGTGTGTGAAACAGCA
GTATGGCTTCTTTAAAGGAGATATGCAACGGCCTACCGTTGAACCCCCTACCACCCAACC
GTGGAAGGGATCCCAGTGTGCCTCATGCACCCATTCGGACCCCCAACCTCACAGCTGAGG
AGGAGCGACTGGCACTGAGAAACGCCCTGCGCTATTTTCCTCCCTCCCACCATGCAACTC
TGGCACCTGAATTTGCTCAAGAGCTGCAGCAGTACGGCCACATTTACATGTACCGCTTCT
GCCCCTCATTTCCCTTGAGAGCCTATCCCATAGACCAGTATCCCTGCCGCACGAGACAAG
CCGCTGCTATCATGCTGATGATCATGAACAATCTGGATCCAGCAGTCGCTCAGTTTCCTC
AGGAGCTGGTCACATATGGAGGGAATGGACAGGTGTTCAGTAACTGGGCCCAGTTCCGTC
TGGTGATGCAGTACCTGAGCCAGATGACGGAGCAGCAGACTCTGGTGATGTACAGTGGAC
ACCCGATGGGTTTGTTCCCCAGTCTGCCATCCTCACCTCGAGCCATCATCACCAACGGGA
TGGTCATTCCAAATTATTCCTCCAGAGATCAGTATGAGA
>AU177333 ID   AU177333   standard; mRNA; EST; 667 BP.
ATCTTGAGCGAAAGCCTCGCGCCAGCAGCGCGTGCGCCTGAAATGATGCACTGTCTTCAG
TTGTGTTTTCTTCACCACTAGTACAGCCAATGAACTCAGGTTTTCGTTAGTTAAGATGTG
AAGGCAGAGGAAAGTCGTCGCGCAAACAGAGGATGAGACACGAGTGCCGACAGGGCTAGA
GAGCAGAAGCTAGGTGAAGACTACAAGGGCATCACTGAGTCAGTCCCCCCCTCCTGTGAC
TGAGGCTCCCATCCCGCTGTAATGGTCGAATCAGAACTCCGGTTCGAGCGTTCGTAGATT
CATTGGGATAAGCCCCGCTAGTTGAACTCTTCCGGTTTTGGTTGGTTCTGGAAAGAAAAA
AAAACTTGATTAGCCAAAATGAAATTTACAGAGCATCTTTCCGCGCACATTACACCGGAG
TGGAGAAAACAATACATCCAGTATGAGGCGTTCAAAGAGATGCTGTATGCTGCCCAAGAC
CAGGCGCCATCAGTTGAAGTCACAGACGAGGACACCGTTAAGAGATACTACGCCAAGTTT
GAAGAAAAGTTCTTCCAGGCTTGTGAAAAAGAGCTGGCCAAGATCAACACCTTCTACTCT
GAAAAGCTGGCTGAGGCGCAGCGACGATTCGCCACCCTGCAGAATGAGCTGCAGTCCTCT
TTGGACG
>AU177335 ID   AU177335   standard; mRNA; EST; 604 BP.
AGAAGCTATGAACAGTTTCTTGAAAAACAATCGAAACTAGTATTTTATTTTTATCGATAA
GTAAATGTATAATATATTCTGAGTAACGTCTTACAAAGTTTCGCTTTATAGGATGATCGA
GGTGGTAGCTTCAATGGCCCGAGGCCCCGTTTTCCTGGCTGGGGAGCTGATGGAGTGTCT
CATAACGTTCACTAACCCGATGTCTCACCTTTCCACCTCTGCGAGCAGCGAGATGCTGGC
ATGGGCCAGTGCCCAGATTCACTGTCAGTTTCACACCAGTGAGCACAGAGTAGCCCTGCC
GACCCGGGGCAACAAACAGGACGTCCAGGCTGAAAGTGACACAGTGTTGATTCCAAGCAG
AGGAGAACGAGGACAGTGTGTGCTGGACACCCCCCCCAAGATATTATTTTGTGATCTGCG
ATTAGACCCCGGAGAAAGAAAAACATATTCATATAGTGAAGTCGTTCCTGTTGATGGACC
ACCCAGTTTCCGCGGTCAAGCAGTGAAGTACGTCTACAAACTGACTATCGGCTGTCAGAG
GGTCAACTCTCCCATCAAGCTGCTCCGAGTTCCTTTCCGAGTTCTGGTTCTGCAGGGCAT
GCCA
>AU177344 ID   AU177344   standard; mRNA; EST; 704 BP.
AGTTACAAAACATTTGCTGCCATTAGTCACGTGTGCTTCCGTGTTATGCAAACATAGACT



TTAGATTAAGGCGGTTCTCTTCCACAATTACAGACATGAAAAGAAGGAAGAACACGAAAC
CAGGTGAAAATGGACCAAAGAGTCAAGTGAAAAAAAGAACTGAAGCAGACTCTGGAGCAG
CATCACTGTCCAAAAAATTAAAGGAAAAGATAGACGTGAAGACCTCTGAGCCAGAGCGTC
CACCTGTCAAGCCCCATACAGCTCAGAAGAGAAATGGCCATAATAACAGCATCCTGCACT
ACATTTACAGGAACAGTCTAGGCCAAAGTCTGCATGCTCGGATGAGACAGTGTCTTCAGG
AGCCCTTTGTCCGCTCTCTCTCAGCTTATCATTTCCATGGTGCTACCAGCCCCTTCGATC
GCAGAATCACCTGTCTGGAGTGGCACCCCACTCATCCCACCACACTAGCAGCAGCCTCCA
AAGGTGGAGACATCTTTCTCTGGGACTTTGAAAAGCCCACAAAGAAAAGCTTCATCCAGG
GGAATGGAGCTGGAGACTTCATTGGAGGGATGAAGTTCTGCCCTACAGACTCCTCCAGAG
TGTATGTGGCAACCGGTGAGGGGAAACTGACCCTGCAGAGCTTTGAAGGCCACCCACCTA
CCCTGCTGTCCAAAACGCAAGACTGTGACCACAATCATCACAAT
>AU177362 ID   AU177362   standard; mRNA; EST; 668 BP.
GTGCTCCACCTGCTGCCCCCACAGCCAGCAGGCCCTGCTGTCTGTCATCACGGGTCCAGA
ACCTTCCAGAGCTCAGGGAAACCAGACGGCCATGACGCTAGAGCTGAAAACCAGCGCTCG
ACTCCTGGACCTTCACTGCTCTGTGGGTCTGATGGACTGGGACATGCACAGGGAGCTGAA
ACTGCCAACGACCACCGACCAGCTCCTCCTGGATGAGAAGCTGAAGGATCAACATGTGGC
TGAAAGACCTTCAGCAGGAACTCTGAGGAAATCCGACCCGTTTGTCTGGAACCAGAAAAC
GCCCGATGGCTTTAAGCCCAGCCTCTGGCTGCTGGTCAATCCCAACCTGGTCTGTCCCGT
CCAGTACGAGCGCGGCGCCGCTGAAGCTGCAGAGCGTCCTCATCCGTCCACCGCAGAGCA
TCTCTTCACAGATCAGCCCTTAAACGGCGGCTCCTCTTCTGCTCAGCGTGAGACCAAGAA
AGCTGAGGCGTTTCGTCGGCCAGCCAAGAGCAGGCGCATGGGGAGGACCACCAAGGTCAT
GGACATCAGTGCATTAAAGCCAGGCTGTTGGCCTCGACCGCCTGTGAATTACTGCATCCT
CATTGCTTTGGCCCTCAAAAGCAGTCACACTGGATGCCTTAAAGTCCAGCAGATCTACAA
CTTTACCA
>AU177365 ID   AU177365   standard; mRNA; EST; 711 BP.
TTCACACAAGCTCCAGAGAGCATCTGAACCCTGCACAGAAATCATCACAAACCAGAGATG
CTTCTTTCTGTTCTTTTTGTGATGGGCATTAGCCTGGTGCCTGCTCACTCCAAGCCTACA
GGTGAGACTCTCGGCAGTCCATTTGTTCAGCAGTGCTTCGAGGAGGCCAAGAAAATAGTA
GATGATGCATACAAATACTCCAGAGAGGAGAGTCTAAGGAGAGTTCGTAAGGAAGTAGTG
AGACCCCATGATGCCTTTAGTCTGCTGAAGCAGCCCCGTGGTGACACCCGCTCTGCCGTG
AGGCCCGCTGACTACATGGCCCAAACGCTTCGCCTTGTCCACGACAAGGTGCATCATTTT
CACAAACGTTCCCTCAACGCAACAGATTTGCTCACTGAAGAAGACATTTTGAAACTTGCT
GAGATAAGTGGATGCGCAGCACAAGCCCGACTTCCACAGTGCCTCACCATACCCAACCTG
AACAAGTACCGCACACCCACCAGTGTCTGCAACAACTTAAAAAATCCTCGGCTTGGAGCC
TCCAACACCCCCTTCACCCGCTGGCTGCCCGCTGAGTACGACGACGGCATCTCTCAACCC
AAAGGATGGAACAGGAACAGAACATTCAACAACTTTGTGCTCCCATTGGTACGAAAAGTG
TCCAACAACATTCTGAGCATGACTGATGCAAGCGTGGTCAACGATGGGGAG
>AU177366 ID   AU177366   standard; mRNA; EST; 548 BP.
GGTGTTTGTGTATTTTGGGTTAGTGTTCGCACTTTGACAAGTTATGCGGAACTGGCCGCC
CGCTCGGCGTGTTGTTGCTGGAGCTTCCTATTACCCGAAGAGCTCAGAAACAGGTTTTCA
GGCTGACTGCTCGCTGGTCCAGAGCTGCGACAGCTGACTTTGCACTGGAGCCAAGACGAC
GTGACTTTATTCAAACTCCGTTATAGACAGTTTTTAAAAATTATTATTTAATTTTCTTTT
TCTACGTTTTTTTCTTTACAACTTATTTGTGTTTTTGCTTCTGTATGCGCGCGCGCGCGC
TTTGTCGAGATGAAGTTCAACGGGTACCTGAAGCTGCGCATTGGTGAGGCTTTGGACCTC
AAGCCCACCACCGCCTCCACGCGCCACTCCGTCATCTTCAACAAGGCCCCTCTGGCGCTG
GACCCCTACATGGTGGTGAAGGTGGACGAATACAAAATCGGACAAACTCACACCAAGCAG
AAGACCAACCAGCCGACCTACAACGAGGAGTTCTGCATGAACGTGAACGACGGCAAGCAG
ATCGAACT
>AU177367 ID   AU177367   standard; mRNA; EST; 452 BP.
GGAGTTTTCGGGAGGAAAAAAAGTCGTGGTTTAAGTCGTCTTTATTGCATCTGCTGCTGG
TTTAACAGAAGCTGGGTGAGTTTGTGGACTGAAGAGTGGATTACACCGAGAGTCCAGGAG
ACAGAATCTGTCAGTTGTGAGTAGCGGGTTTATCTGCGACACGCCTCAATAACGCACACA
TAACGGGTCATGTCTCGTAGAAGTTCTCGCTTGAAGTCAGGCGGTTACTACAATTCAGAT
GAAGAATCGGACTCAAGTAGCGTGACCAACATATCCTACCGCGAAAACCCGGTGAAAGTT
TTCAAGAAGAAAGCAGTAACGCGAAAGGCTGCCACCCCCACTTCCAGTAGAGCCAGCAGT
AATGCCAGCTCTGCCACCCCTGAGAGACCTGTTACTCCAGGTCTAGACCTGTTTCCCTCA
AGCGTGCAGCCCCAGCCTGTCATGAGGACTGT
>AU177370 ID   AU177370   standard; mRNA; EST; 448 BP.
GTCAGATGCGCTCGAGCCCAGACGCGCGCGCGCAGCTCTCTCTTGGGCACATTTTTCTTT
GTACTCAGAGAAGAGTTGAGGCCGGCTTTTCCTCCGCCGTCTCCTCTTTTTTTTTTAAAT
ATATACCTAAGCANAGCTCGCGCGCTTGTAAATAGCCCGGTAAGCCGGTTACACGTTACG
CTTTAACGTACCCGTCGGTTGGTTTTTGTGTCACGGAGGCGGATAGTTCTGCCCCGGCTC
CTCTTGGACGGTTCTGGACAACAAAAGCATCAAGTCCGGNGGTTTGGGTTATTTCTTCCC
CTCAAGTCGCGAATTAATCANACGGGATTTTTTGTTGTTGTTGTTAAAAACGCCTCCCTG



TTAACACTTCCACACCTACTGGGGGGAAGAAGAGACTAAAACAAAAACACTTCCTTTTAA
AATAATATTTATCCTAAACTTGACTTGA
>AU177384 ID   AU177384   standard; mRNA; EST; 556 BP.
TTGTTCAGCCGTGCTAAGCCCCTCCCACTCCAGTAAAAATTTCCCAGCATGCCGCAGTCG
GCTGGATTGTTTGCGTTCCGCCAAAGTTAACTTTATGGGGTTTTTTTCCACGTAGGAAAT
TTCAGTTTTTCGTGATCCATGCGTGATTTACGGTTCCTCGGTTGGGAATTACGCGTGTTA
TGCATACTTTTCGTAGTTTACACGCAATTATTACGTCAATCTTACCTAGTTGTGCGTGAT
TTGTGTTTGTGACCGTTCCATGTTTGTCTAACTGACGTTTCACGCATGAAGCACCGATGT
ATAACTTTTATGACACGTATGCGGCGGTCATATCACATTTAAATGATATATATGAGACAC
AAGACACTAATGAACTGCATATAAACACCGCAATACTTGGTTTACGTGTTCTTTGCGTGG
TTTAGTCGTTCTCCTTCCGTGGTTTTAACGTGGTTCAATATGTGAACTTTTCACGTAAAG
AACAACAACGTTTTTCCGTTTCCACGTAGATTCAGGTCTGAACCAGTTTTCGTCCGTGCG
ATGCGTTCAGGGGGGG
>AU177392 ID   AU177392   standard; mRNA; EST; 460 BP.
AAAAAGCATGCACTGCTCACTATGCAAACAATGAATGGAACATGTGGGGCTAAAAGACTG
GTATATTACATAACACAATTTGAATTTTTAGTTTTTCCCATATATAAATAGTTGTGTTTT
TGTGCATTGTGGGCCATTGAGATCAGTCCCACCATTCACTAAAAGAGGAATCAAAAAATT
GCTCTTTGTTACCAGGCCTATTATAAGCTCATTTTTGGGGTTTCTTTAAGACGTATATCC
TAAATAAACTTAGAACAATCGTTTTTTATTTGTTTTTTTTAATCCAGAAGTTAGCATGTT
GCATTAGCAAAAACTCAAATAGCCCAAAAAATATTATTTTATTTCTAAAACACATTTTAA
AGAATTTTAACAAACATACAATGACAATCAAACAAGGCATGAGTGCCAAAACATCTCATC
ATTTATCAGCATTTATTAAGATTGAAATGTTTTTTTTTTT
>AU177395 ID   AU177395   standard; mRNA; EST; 422 BP.
AAACGTCCCTGTTTGCAGAAGCAAGAGGCGACATGTTTCAAATGCCCTACAGCGGGGGGC
ATTTTTACCGAGGTTTCACGCTGAATCCTTTCTACTCCACGAGACTTTCACTCACAGGTA
AGTATTAAAATTCACATAGAAAAATGTGGATTTAAAATATTTAAAACTCAAATGTTAAAC
TAGTTTTGTCCAGCAGAATAATACAATCAAATGAAATTTGTTTTTTAAGTAATAGGATTT
TTTTATTTTATGCATTAAAAAAAGACGTATTATAAATATTTTGAGCAATTTGTCAATGAG
AATTTTATGACCATTTTTTGCTTCTTTAGTTACAAGTATCAAAGCCAACTTTTACACACT
GCATACATTTTTTACATACTACAACTGACATGAGTTTACACTTTCGTGTGACAAAAAAAA
AA
>AU177397 ID   AU177397   standard; mRNA; EST; 720 BP.
TGTAAGGAAATTCTAAAAAGTCCACAAAAGAAGTTATTTATGATTATTTTGATAAAAATT
TGACAATAAAACTACTTTGCCGTTATTTGAAAAGCATGATTGATCTTAATTTTGCATAAT
GCCTTTGATAAAACACTAATATTTGTGACTAAAATGCTTGAAACTGATAAGCAGATGGAA
ACTGATGCAATATTTAGCTACTCATCCGGTGAGAGGAACTTCAGAATCATTTTTTTATCT
TCTAAACACAGAATGAGGGCACNTTGAAACAAAAAACAAAGACTATCTTTGTATGAAATT
AATGTTTATGTTCAACTATAAAAACGATGTATTTCCATATTTCTGAGAGGCTTCCTTTTA
GGTTTTATTTCATCCTAAATCGAGCTGGCAGCAACAGGCGACCCTTCAGTTTAAAAGTAC
AGATTTTTTGGGAAGCAGCCGCTCTTTCTGTGCGTTTGACATGCAACAACTTTTGACCAC
GCTGCAGTATTCTCAGGGCTCTGGTCAGACGGTCTTTTTCATTTCACTTATGAAGGCTCC
AAAGTGAAATGACCCAGAAGAATCCAGCTATATTAAGCTTTAGATCGTCCTTCACTGTCT
GCTTTAATACAGAGAACACTGGACTGCCTTCTATCAAAGTAAGGAGAGCCTCTATTTCTG
GTGACCCAAACCTTCCAGTCATCCTGGTGACAAATTCATGCATTAACAGTTTCTGAAAAC
>AU177398 ID   AU177398   standard; mRNA; EST; 674 BP.
CTGATTAGGTCCTGTTTTTAATCTAGATGCATAAATGTTGGTTAGAATTTTATAATCACT
ATTGAGGAGGGATATTGGTCCAAAATGATCAATTAGTCTGGCGTCTTTCCCAGGTTTAGG
AATCAAGGTCTCGCGAGACTATACCACGACATAAATCTCGTTGTGATGGCTGCACCGCCT
GACACGGAGAGTTTGGAGTCCTGTATCAACCGAGCAACAAACCCTCTGAACAGAGAGACG
GACTGGAGCAGCATTCATGCATTCTGTAACCAGCTCAACAATGACCTGGAGGGACCTCAG
CTCGCCACCAGACTCCTGGCCCACAAGATCCAGTCTCCCCAGGAGTGGGAGGCCACGCAG
GCTCTTCTGGTTCTGGAAACTTGTATGAAAAATTGTGGAAAAAGGTTTCACAGTGAGGTG
GGCAAGTTCCGGTTTCTGAATGAACTAATCAAAGTAGTTTCTCCAAAGTACTTGGGCTCC
CGGTCCCCAGAACCCGTTAAGAAGAAGGTTTTGGAGCTGATCTACAGCTGGACTCTGGCT
CTGCCCGATGAGGCCAAAATCTCCGATGCCTATCAGATGCTGAAGAAACAAGGAATTATT
AAACAGGACCCGGAGCTGCCACCAGACAAGCTGCTTAAACTTCCTCCACCTCGACCCAAA
AATGCTGTGTTTGA
>AU177400 ID   AU177400   standard; mRNA; EST; 658 BP.
TGGCTGTCCTTCCAGATTAGTGACGAATTCCTGTTAAGGTACATGCACAGAGTAGGACAC
TGGCCCCAGAGATGCATTCAGTTGTCGCAACTGCCCAAGCCTGGCTGCTGTCCTCCTGGC
ACGTCCGAGTCCCTTTTGCCTGGCTGGAAGCCTGTGTACAGTGGCTTCAAGAAGAGGCAG
GTGAAGCTGCTCACCTGTCACAACAGCAGGTCAATCAGCTGGTCTTGGACCAGTGGCTTC
TGACAGACCTGAGAGACCTGGACTATCCTGTTTTACCTGAAGGGCTCGCTCAGGCTCAGA
AGACTCAACTAAATGGCATTTTCTGTGTTCAGGTTGACTCATTCTTGGACATAAGTCAGC



CTGCATATGGTCAGCTACAAAAGTGGAGGGGCACAGACTGCACCAATGATGAGGTGTCTG
CTGTCACACAGGCCACTCAGAGACCCTGGGAAGCCAAAACAACTCGCATGATGTTACTGC
AGGTAACAGATGGAGTCCAGAGTTTAGAGGCCATGGAGTACCAACCCATCCCTGCACTCA
GTGCAACACTCAGGCCTGGTGCAAAGCTCCAGTTGCAAGGACAGATGGTTTGCAGGCTTG
GTGTGCTGCTGTTAGGCCCATCTAATGTCAAGATTCTGGGTGGTGAGGTTGAGGAGCT
>AU177402 ID   AU177402   standard; mRNA; EST; 670 BP.
GGTGAGGTGTTCAACAGCAGCTGTCATGGCCAGGCTTGTATTAACAGCAGGTCTCTGTCT
GTCTCTCGTCAGTTTGGTGTCATCCTTCAGACTGGTGTGTTATTTCACAAACTGGTCTCA
ATACAGACCAGGCAACGGGAAATTTCTGCCTTCAAATATTGATCCAAACTTATGCACCCA
CCTGATCTATGCTTTTGCTGGTATTAATGATCAAAATGAGTTAATCACTGTGGGAGTGAA
CGATGATGTACTCTACAGATCGTTTAATGGACTCAAACAGAGAAACCCCAAACTTAAAAC
ACTGCTGGCAGTTGGGGGCTGGAATTTTGGAACACAAAAATTCACTACAATGGTGTCAAC
ACGAGCAAACAGAAATACATTTACCCAGTCTTCTATCAAATTATTAAGAAGAAATGGATT
TGATGGCCTAGATTTGGCATGGAACTATCCTGCAGCAAGAGGGAGTCCTTTGGAGGACAA
GCAGAGATTCACAATGTTATGCAAGGAGGTCCTTGAGGCTTATGTGGCTGAAGGAGCTTC
AACTGGACAGACCAGGTTGTTGGTCTCTGCAGCCGTTTCTGCTGGTAAAGGATTTATTGA
TGCTGGTTATGAAATTCCAGAGTTGGCAAAGTACCTCGATTTTATTAATGTGATGACCTA
TGATTTCCAT
>AU177405 ID   AU177405   standard; mRNA; EST; 693 BP.
CTTCCAAAATGGCGGCGGTTCCAGTCGGAGTAAATTGAAACTTTCATACATTTCTTTTGT
TTTCTCGACCGTCCGTTGTATGTTGGATGAACAAAAACCCCGTTAAAACACTGGTGAACA
AGAATTGAAGACAAGGACTTTGGAAAAACTCAACTGGACCAGTTTTCCGGACTCCAGGTT
TCGTATTAAATATTGGCAGCTCGTTAGGCTTTTTTTGACAGCCGTTGTCGGAGCCGGACC
TCCACCTTTGAGGTGGGTCTTTGGCCAGGTAGTTGAGTGATACAGCTAGCTGGCGGTGAT
CGGCTACAGAGGAGGTTCGGGTCAATTCCACTCAAATTCGTCGGTACCGCTATTGTGTGA
ATCACATGGAGAAGCTCCAAGACCTGAGCCAGTCAGAACTGGAAGAACTGTTGGACAACC
CAGAGAGGGTGGAGTCAATGGCCTTGGAGTCTGACGAGATCCAGAGCATTCAGCTGGAGA
GGGAGATGGCGTTGGCATCCAATCGAAGTTTGGCCGAACAAAACCTGGACATTAGACCAC
GTCTGGAGACACAGAAGGAGCTGCTAGTGGCCAGATACTCTAAACTGGAGACCTTCAGAG
AAACCTACAGACAACACTGCTCCCAGAGAGATGGTATGGTGGGGAAGGTGTCACCAGAAG
CTATGCTGTCCAGACTGCAGACAGGGAGCAGTA
>AU177408 ID   AU177408   standard; mRNA; EST; 681 BP.
AACGTGTCATTCATCTCACATCCTCTGTGCTTTGCGTTTGCCCTCCGGTGTGCCATCCAA
CTGTATAGCCTTTCATTTGCTGCTCATTATGCTCACTGCATAGGAACAACCAAATGTTGA
GTTTTTTTTACTGTTGTTTCTATGGAGATGCACCTGCTGAATGGATGGAGATGAGGTGCC
TTGGTGTCTTTTTCCGTCAGTGTGGCTTCACAGACTCAGGCAGCTCTCTGAGTCAGGAGT
CAGATAGGTAGCATTACCTCCATCAAAACTCTTGACAACCTTGAATTTTTATTTTGTTAT
TACCAGTTTTATTTCATGTAGAGCTGAAAATATATATGACAAAGCCAGAATGAGTAGAAA
TAAAAGATTCTTACTTTCCTCCACAGGATGTCTGTCCATTCTGCTTGTTTACCCAAGAGG
AGCATGAAATTCTTCCATCAGTTCAGATGCTCTGGGATGGTCTTGGCCATTCGAAACAGT
CGCCCATTGGCCTCGTGATAGAAATCACTATGGACTGTAAAGCCACTGATTTTTCATTAT
GACAACTTGATATGTGAGACTGTCCTCTCCACAGTATAGTTAATGGAAACACCGTCTGCT
GTCACTGGCTCTCCATCTCCAACATAATGGAGCTTCGGTTATCAATATATGAATGTCCTG
TAGCGGTGAAAATTAATCTCT
>AU177413 ID   AU177413   standard; mRNA; EST; 657 BP.
AAACGACCCCCTCCCTTCCCCTTTCAACATGGCTGCTCTGTCTACTCTCTCAAGTAGCGT
TCAGATTGTTGACTGACTCGACTTGTACCTTTCAGTGCCTCTTAATCTTGGTGTAAATTA
ATTTAGCTTGGATGCAAATCACGATCTCCAGGTTCCCGTTTTCCAAGATTTCAGTTGGTG
GATTAACCTTCGGCAGTCTCTCCCTCCTAAGGGCCTTTTTCATCCCCCAAAAACAACCAA
CTGCCAGCCAAACACTTTCCAGTACAATGGTTTGAGAAGGTGCTCACAGGGTTTTTCGGT
TCATGAACAATGTGCGAGAACTGCGCTGAGCTGGTGGAGGTTTTAAATGAAATATCAGAC
GCAGACAGCAGTGAAGGCGGTTTCCAGCTGAAGAAGGAGCATGCGCTGCGGGTTCTGGGC
TACATCAGCTCCTGGACTCAGAGGCAATGTCTCTGCTGCTTCAAGGAGTACAAGCACTTG
GAGGTGTTCAACCAGCTGGTGTACGCCCTCATCAACCTGGTTATCGCTCAGATAAGCAGC
CTGAGAGACCGTCTCTGCAGTTCACACAAGGCCGCTGGGTCTGGGACAGAGGGGGGGGCA
GGCCCTGTATGGGGCAGAGAGGGGTCGGCTCCCGGCCCCCTTCGGCAGCCGGCGTCG
>AU177418 ID   AU177418   standard; mRNA; EST; 463 BP.
GAAGGTTTTCGTGTCCGCCGGGCGCTAACGATCCGACTGTCCCCCCCGCCAGGGTTGTCT
CCCTCCGGACGGGAAACCAGCAAAATGGAGGTGTTATCCCGGCAGGAGAAGGGAAAGAGG
AGCCGCAGCGTTCAGCTTAAGCAGACTCCTACCGTTGCACCGGCTGTGCGGCGGCCCGGC
CTGTCACCATGAACGCCAGCAGGAACTGCACGCCGTCGGGGCGCGACGAAGGTCTGATCG
CCCTGGAGTCGGTCTCCATCATGTGCGTCACGCTCCTGGCGGGCCTGGGGAACCTGCTGA
TCGTGGTGACGCTGTACCGCCGGCCGTACCTCCTCACGCCCAGCAACAAGTTCGTCTTCA
GCCTGACCTCGTCCAACCTGCTGCTGTCCCTGCTGGTGCTGCCGTTTGTGGCCGCGAGCT



CGGCGAAGCGAGAATGGATGTTCGGCGTGGTTTGGTGCAACTT
>AU177423 ID   AU177423   standard; mRNA; EST; 698 BP.
ATCAGCTCGAGGTGCTGCAGGGAGCCCCCACTGCAGCCTGGCTCTGCCTGACGACACACG
TATTCTACTGGAGCTCCCCCGCGGACCACAGCCAGGATGCCAAAGATGGTCAACGTTCGC
GTCATCACCATGGACGCAGAACTGGAGTTCTCCATCCACCCCACCACCACCGGGAAGCAG
CTCTTTGACCAGGTGGCCCGGACCATCGGCCTGCGGGAGGTGTGGTACTTCGGTATGCAG
TTTGCTGACATCAGAGGAATGGTGACGTGGCTTAATCCTGATAAAAAGGTGCTGATGCAA
GAGGTGAAAAAGGAGACCCCCCTTCAGTTCAAGCTCCGGATCAAGTTCTACCCCGAAGAT
GTGGCCGAAGAGCTGATCCAGGACGTCACCAGGAAGCTCTTCTTCTTGCAGGTGAAGGAG
GCCATCCTTACCGAGGAAATCTACTGTCCTCCGGAGTCGGTGGTGCTGTTGGCCTCCTAT
GCTGTGCAGGCAAAGTACGGAGACTACAACAAGGAGGTGCACCGCTTGGGTTACCTGTCC
AACGATCGGCTGCTGCCTAAAAGAGTGCTGGAACAACACAAGCTGTCCAAGGAGCAGTGG
GAGGAGAGGATTCAGGTCTGGCATGAGGAGCACAGATCTGTGCTGAAGGAGGAGGCGATG
GTGGAGTATCTGAAGATTGCCCAGGACCTGGAGATGTA
>AU177427 ID   AU177427   standard; mRNA; EST; 654 BP.
TAAGTGGGCAGAAAGTAAACCTGTTTTGCCCCCTGACCTTCGCTTGCTAAAACAGCTGGT
GCGCTCCAGGTCTTGGCAGGTTAAACAACTGCTAAGTAAAGCTGTTTTTAAAGTCCCCCT
CCCCGATACAGATCCAAACGTGTGGAAAGATTCCTTATTAAACCACATTGGTGTGCAGTC
TTTTTAGCTGTGCCACATTTTTGCTCTTGACTCTCTTCCTGTGTCCATCATTACTAAAAA
CCTCTCTGATTGAATCGACTGATGGATGCTGGGTAAACCTCATCACCTCCATCTGTGCTT
GCTTAAAGGTGAGGTTGACTGTGAGTTTTAATGTTGCAGGTTTGAGGGGCATATGGAGTG
TCCCCCTGGGGTGTCCCATCCATCTTTCTCAGTCAACCACAGCATCCTGGAGGCTGTGCG
GCCTCGACTCAAAGACTTTCACCAGCTGCTGCTTGAACCCCCCAAGAAAAATGTGATGAA
AACTACATGGGGGGTGCTGGACCCACCCGTGGGCAATACTCGCCTCAATGTGGTCAGACT
GGTGGCCAGTTTGTTGCAGTGCAACAATCACAGCATCAACACAGAACTCATAAACCTCAA
CACACTGGGAGTCATACTAGATATGTACTTCAAATACATCTGGAACAACTTCCT
>AU177428 ID   AU177428   standard; mRNA; EST; 651 BP.
ACGGAATCGGAGCGTAAAACGGCAGCGAGCGGGGAGAAGACTCAGAAGTTGGTTCGGGCC
GCCGCTCCGCGGATCGAGGTGAGGTGATCCTTGGACCTGTCACAATGGCTCCTTTCTTGA
GGATCGCCTTTAACTCGTACGACTTGGGTATCCTGCCTCCCTCGGCGGATAAGCCCTTCT
GTGCGATCAAGATAAAAGAAGCTCTAACAACTGATCGAGGCAAGACGTTGATTCAGAAAA
AGCCCACCATGTATCCAGCCTGGAAGGCCTGCTTTGATGCTCACATATACGAAGGTCGGG
TGCTGGAGCTGCTCCTGATGAGGACAGCGGACGAGGCGCTGGCCGAGGTCTCCGTGGGCG
TGTCTGTCCTCGCTGAGCGCTGCAAAAAAGCGAATGGACGGGCTGAATTCTGGGTGGATC
TGCAACCCTCTGGAAAAGTGATGATGGCAGTGCAATATTTCCTGGAGGATGTAGATGCAG
AGAGTAAGCAAGCTGTGAAGGAGGAAGAAGCTCCAACTCTGAGCCGCAGACGAGGGGCCA
TCAAGCAGGCCAAGATCCACTTCATCAAGAACCACGAGTTTATCGCCACGTTCTTCCGAC
AGCCCACTTTCTGCTCTGTGTGCAGAGAATTTGTGTGGGGACTCAACAAGC
>AU177432 ID   AU177432   standard; mRNA; EST; 660 BP.
GATGACGACACACGGAAGACATTCCACTGAATAGCAGCAGCCAGTTCAAACAAGTTAGAA
ATGTTTCCAGTGCCTTCGGCAATGTACGGTCGAACATAATTTACAGTGCTTCGCGTTCAG
AAAGTTCTGTTTTAAACGCAACATCTTCGGCTGAAAGCGTTCCTGTGGTTGTTCATTCAA
ACGGGCAGGTCTTTGAAGTCAGCACCTGCCATATCACCAAAGCTAGCATAGCGAGTTAAC
CGGCAGCTAGCCGAGTATGTATGAAGCACGGAAGGCTCGGGTTGCTTCGGAAGTTTTGCA
TCGATGTTGTCAATTTGTGGAATAATTTACGGTACGAGAAATCCAGAAAAAAAGGTATAT
AACAAAGACCGAATGCTTAGAGTAGTTAGCGAATACCTGTTGAGCTATAATTGATGCTCG
TGAGCGCTGAGCCAGACGTGAACAACATGGCCAGCTTGACCTGCCTGGATAATGGCGAAG
ACAACTCCAAGAAAGTGTCCGGTTCTGGCGTTTCGTGCCGCTTCAAGTCCGATTCCGAGT
CGGACAGTGGACCGGTCGCGAAGAGCTTAGCGCGGCTGTGCAGCAGGGACGAAGGAGAGC
GGGCATCGGCTCTGGAGGAGCTGAGCCAGAAGGTTCTGGTGTGTTTAGGCATGGACCGGT
>AU177434 ID   AU177434   standard; mRNA; EST; 361 BP.
ATTTTGTGTCTCTGCGCTGCTGCTGTGCCATGGCTTCTCTTCCACTTTGCAACCAGAGCG
TTTTGCCTCAGGATTAACTGTATGTGGGGGTCTTATGGCAGCTGGTCAGAGTGTGATCCC
TGCACCAAGTTACAGACCAGGAGCCGAGCCATGGTCGTGTACGCTCAGTTTGGTGGGAAC
CCCTGCAGTGGCATGCGGTCTGAAAGCAGGCCTTGTGAAACGACACAGGGCTGCCCCTTA
GATGATGGATGTAGAGACCGTTTTCGCTGCCGATCTGGCAAGTGTATTANCAAATCTCTG
GTGTGTAATGGAGACCAAGACTGCGAGGAAGATGGGCTTGATGAGAATGGCTGCACCAAC
C
>AU177445 ID   AU177445   standard; mRNA; EST; 628 BP.
TGCCGGGTGGGATCACGCTGCGTCCCGCCGGATGTTTTGCGTTTTTTCGCCCCCGCGATG
GAAAGATTCGTCCGTTTGGTCGCAAAGCGGCGGCTCCAGCGGAGGCGCTGACGGGTCGGG
GGGAAAACGCCGGGCTCCGGAGGAAGTCCCGGCCGCAAGACGGAGGTCGGAGAGCTGCAG
CTGGGATGCTCTGGGCTTCACCTGCGGCGCGCCTGGATGCAGCCCGTCTGAAGACCCGGC
CAGCCGGGATTCTCCTGCAGCGTTTTTCCTCAGAGGCTGAAATGAGATGCCCCTCTTTTC



CGGCGCTTTGGTCGGTCTTTGTTTGGTCCCATTGAGGGGAGCTTTGTGAGAGGGCAGGCC
TCCCCCAGGGGTGCTGGATGTCTGCGACAGATCCATGGGCCAGAAGGACTATGGGGAGGC
GGGATCAGGCCACATCCTCGACCTGGGACTGGATCTGGAGTATCTCCACATAGCGGGGGC
TGAGCGGCAGGCTGGCTGCGCCCTCACACCCCCCTCCATGAAGGAGCAGGGGGAGAGCTA
CGGCAACAACCCCCCTGGCAGCCCTCCTCCAGCAGGCCTTCCGTCTGAGCCGTGCGCCGC
AACCGCCGCAGCCACCGATACAGATGGA
>AU177464 ID   AU177464   standard; mRNA; EST; 371 BP.
CTTCAGTTGAAAGATGGCGTCGCTTCCTGGAATCCGGGCTTTCCTCANAACCCGTCCATC
ACTGAGCAGCCCAAAGAGCCTTGGGGTCCGTTCGGGTTCTGCTGACGGCAACCGGTCCTC
CCAGAGGGTTCTGCAGTGACGCCTCGAAGCTGCCAGTGAACCCGGAGAACCAATCTCTGC
TGCAGAACCTCAGCCGGATGGGCGTGGACGTCAACATGGCGCGGCGGCGCCAGCCGGGGG
TGCTCCGCAGAGAATGCACCAACGAAAAGGGCCTTTCTCGCTTCCTGCAAGGAAAAGGCG
CCAGCCTCAGGGTCATCNCCGGCATCGNCTCCCGCTATCCCCGCGCCATCACGCGCTCCG
TGGAGCACCTG
>AU177479 ID   AU177479   standard; mRNA; EST; 374 BP.
TTTGGAGTTACTCGTGTCACCACAACTGTATGCCTGCTTGAAGGTGGTTTAGATACAGGG
GCTCAGCGGCACAAGGAGTCTGCATGTCTGCATAGACATGCTCAGCTTTGTGGATACCCG
GATTCTGTTGCTGCTTGCAGTAACTTCATACCTAACATCATGTCAATTGACGGGCCCCAG
AGGAGACAAAGGACCTCGAGGTGACAGGGGTCCTCCAGGCCCAGACGGAAAAGACGGCAA
ACCCGGATTCCCTGGCCCTCCTGGCCCCCCTGGACCCCCTGGACCTTCTGGACTCGGAGG
AAACTTTGCTGCTCAGTACGATGGTGCAAAAGCCCCTGATCCCGGCCCTGGACCCATGGG
CTTGGCTGGTCCCA
>AU177485 ID   AU177485   standard; mRNA; EST; 436 BP.
GTTTGATTTTTTTTAAACACATTTCGTGTGTTGAGAGTTGTATCGGTTAACTTTTGAAAT
GTGAGACGTCATTAAAGATAGATTGCAGTCCTAGGTGAATTCTAAATCAGCTTATATTTT
TACGATCTGGGGGTTGATGCAACACACCAATATATGCACACACACACTAATGTGCACAGG
CACAAACATGCACCCCAACAAAGTAATGGCCAATTTGCTCAAGTCGTTTGTGGTGCCATC
AGGAGGAAATTCACCTGCTTTGTGGGTGTGCAGTAGCACTATGTGTGTGTATACGCCTGC
ATGCACTCAGTTCCTTTCTGCCCTTTTTTTTTAAATTGCGAAGTAATTTTTTTAATAACT
AAGTGTAAAAACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCGGTCCGCGGCCGC
TCGAGGGGGGGCCCGG
>AU177505 ID   AU177505   standard; mRNA; EST; 630 BP.
ATCGAGGCTAGCAGAGCCTAATATACTTTTCTCGATCTGTCTTGCTTGACGTCTGCGGTT
ACTTCGCTTCGCATTCAGACCTCTTCGTCTGTGTTTTAACTACTCTCAACTGATCGTCTG
AGCCAGATTGTCCTCATCTATATACTGTTTTTTTCTGACATTTTGTCTGCTAATGTCAAG
CTGAGCCATTTCATAGATCGCTTTGCCTTTGCTGGCCAAGCTAACCGTGTTACCCAGGTT
AGCCCGTCGGCTAACCTGTTCTGGCTGCCTCTCCGCGGCCAGAGAAGCCAGTTAAGCCTA
GCCTGGTAGCTAGTTAGCTTTGCTCTCAACCCACTAAAACTTGACACTGACTGACAGACC
CCTGTGGTTTCGGCTTGTTCCCGACAAGCCACATCTCCAAAAAGTCGCGCCGAAGCCATG
TCTGGACAATCGACAGGCTGTGGGTTTCTGATGTCTGTTGTTGTCCACGGAGACTCGGCT
CTGAACGAGCAGGAAAAAGAGCTTAACCAGCGACTCCGACGGCTCTATCCAGCCGTTAAT
GAAAACGAAACACCGCTCCCCCGCTCCTGGAGCCCCAAAGACAAGTTTAGCTACATTGGA
CTGTCTCAGAACAATCTGCGCGTGCACTAT
>AU177510 ID   AU177510   standard; mRNA; EST; 593 BP.
GCGTTTGACCCGCAGCGGTAAAGCGGCGTGTCAGCGGGAGTGACGGCTCTGGAGTTCCGC
CGGTCCTCTCAGGACGGTCCCGCGGTTCCGCAGCGACACCGACCCGCGTCCTTCCGGCGG
AGATGATCGAGTAACCGAAGAAAGGTCCTTCCGATCCGGTGGAGGCCCCGCGGTCATGGC
AGAGCTGCCGTCCGGTCTGTTGGAGGCCTGTGTGGTTGTTGGAGCGTCCAGCGACAAGCT
CAGAGACATTTACCAAATCCAATGAGCTCCCCCTGCTGGAAGCCGAGGTACTGCAGGTAC
ATGCTCCGCCCTTTGTTTCCAAAGAGACCAATTCCAGCCAAGTCATCGCTCCGGCTTTTA
GCCGCGTCCAAAAGAGGAGGAGCTTCATCAGAAAGAAGAAGCGGGATCGTAGTACGGACA
CGCTGCCAAATGGAGACTCGGTCAGCCGTCCTGAAGGAACCTCAACGACCGAGGACATCA
GTGTTCCAAAAGATCTGGACCTCATTGCTTTGCCACAGCTCTGTTTCCCCGGTGGTCTTC
ANCTGGCCAGTGAGCTGAGGGATGACAGCTATCACTACCTGGTATTCACTGAT
>AU177513 ID   AU177513   standard; mRNA; EST; 504 BP.
CAGCCGCACAGTGGTGTGCGGCTCCTGCGGCCTCCCCTCAGACAAGTCCAGCAGTTGCTC
CGCCTCCTCCTCCACCCGCTCCGTGCGCAGCGGGGGACTCTCTGAGGCACTGCTGCCCAC
CTCCTATATCTTCAGCAGCAGCACTCCGCGCAGGACCTGGACCCAGAGTGGAGAGCTGCC
CCATCATGTGAAGTCCTGCATCTTCATCCTTCCTCTTTTTTTATTATCTGTTAGCTTTAT
ATGATTATAAACAATGAATGCATGCATTAAAACTTTCAATAATGTTTTTAGATATGCATG
AAAACAGCAGGTGCAGATTATTTTTTACCTCCACTTTTTTTGTAAAAAAGCCATGTGTTT
TTTTTTCTTGCTTGAATGTTGTCATTATTCTTAAAAACTATGTTTATCTGAAAAGTTGAT
AGCATACACAAACATATGGGACATATTTTATACTTTACTGACTAATAAATGTTCTACAGA
AAGCTAAAAAAAAAAAAAAAAAAA



>AU177516 ID   AU177516   standard; mRNA; EST; 532 BP.
CTAATGCGATGGCGATGCATAGTGCAAGGCGAACCCACGCGCGAGATTCCATCCGTGCAA
CTGCCAGGCAGTTGGGCTCCGGTACCGTCCGCGGTATCCCTGCGAGCCAGCCGGTACCGT
TGCTCCTGTACCGGAGGAGGCAGCCGTTAGCCGCCGCGGCCTCGTAACGAAGAGCCGCAG
CCTCATCATCGAGTCCAACCACCGCCAGTCCGGAGGAGATCGGGGCCCAGATCGCCTCCT
CCAGCGGGAAGAGCGGCCACAACCTGGAGTACCTGCTGCGCCTGGCGGAGTTCATGCGGA
GCAGCTGCCCGCAGGTGGAGGACCAGCACCTGTTCTCCGTGGAGACTGCGGCTCTGACCC
TGTTCCTGGCCTGCTCATGCGCGGTCCAGCCTGTGCACTAGCGTCCACGGTTCTGTGGGT
CCACGTTTGCATGTGTCCATCATCCCTGCAGCCGTTTCTGAATCCGCCCAGTTCCTCACT
GCATCACATGTCTGACACAATAAAACCACTTCCCAAAAGAGAAAAAAAAAAA
>AU177520 ID   AU177520   standard; mRNA; EST; 406 BP.
GTATGGTCCTGAGGGCCCTCCATACTGGAATAACTACGGTGGCCCTGCAGGAACATATGA
CAATTCTGAGAGCGTCCCCCTGTTTAATGATCATGACTACAACGTTCAGCAGCCACCTGT
TCGTGTCCCCGTTGTGCGACCGGGGAGTCACCCACATCCAGTGAATCCCTACAGTGTGCA
ACACAATGCCTTTGAGGGGCTCCAAGCGGAGGAATGTGGGATCTTAAATGGGTGTGAAAA
TGGTCGCTGCGTTCGTGTGCAGGAGGGCTACACCTGTGACTGCTTTGACGGCTACGAACT
TGACTTAAGCAAGATGGCCTGTGTTGACATAAATGAATGTGAGGACATCAGTGACAAGGT
TCCCTTGTGTCACAACGGGCAGTGCACCAACACTGAGGGATCCTAC
>AU177524 ID   AU177524   standard; mRNA; EST; 461 BP.
TACACCAGGCAGTTGCCCTTTGAACATAAGGGTCAGCTTTTTCCAGTGATATGCTTGGGT
TTATGGTTCTTTATCTGGCAAACTTTACTGTTACCACACCTAGCATTTTAGGCTATGATA
TGAGCTGGAGAGATATTTGCAATAGAAGACAAGCTTACCTATACAAGCGCCGGCTGGAAT
TTTTTTAGGTTTCTGAATTGTTTTGATGTTCCTATGCTATTTTTCTGTCTCACCTGACAC
ATTTTTTTTCCATACTTTTTGGCTGGCTTAGTCTTTTCCAGGCTATTTTATTTGCAAAAG
CCACTTAATCCAGTTCTCCTGATCATCTGTCAAACNATAACCTCTTTTACCATCTCAAAG
GTACAAAGTTAGCATCTGTTGTCTCATCGTGGCCTAAAAGTGATGCCCAGTAGTTTTCCT
ACTCCAAGTGCACTTTCCTGGGCAGTTTAGGGAATTATTCA
>AU177525 ID   AU177525   standard; mRNA; EST; 520 BP.
ACCTGGACTTGAATGCAGTGGTAAATCTTGAAGAAGAGGACTCGTTCTTCGACGATCCTC
TTCCGAAGCCTCAGAAGACGTATGGCTGGTGGACGGGCCCCGCTGAGACCAGGGGGAGTC
ATGCAGAGTCGCTGTCTGGGGCTCTAAGGCCAGGAGGAAGAGGAGGGGCTGGCAGCAGAA
AGGGAGCCTCAGACTCCAGGGACGGGAGCTTCAGGGCCCCCAGTGACAGAACAGACGAGG
ACTTCGAGTATGACGATGACTTCCACAGCCATCGCTCCGAGCTCTCCAAGAGTGAGCAAA
GCATCGATGAGGAGATTCAGGAAGTTTCCATTGAGGGCCCTGACAGCAGCGACAAGCTTG
AAGAAACGACGCTGGACGTGAGCGTGTCGCAGCTCAGCCAGGCTGACGCCGCTGATTTCA
TGGAGGACGTGTCGTGAGGGTGTAGGTGTGGCCTCTGCCTTTGCATTAAAGGCCCGTGCT
GCTGGCCTGACGAGGGAGCGTCTCCTGACCAGGATCTGCA
>AU177535 ID   AU177535   standard; mRNA; EST; 402 BP.
TTACGGCGAGATTCGTGTGGAGAAGATGCGAGGGGACACCTTGACTCTGTCCTTATACAA
CGCCCTGCCCGCAGACGAGGGACAGTACCGCTGCACAGCCACTGAGTGGATTCAAATCGG
CACTGAGCCAGATCTAAACTGGGAGAAGATTGGAGAGAAAACAGCTGCCGAGACGATCAG
CGTGAAAACTGTTGAGTCTTCCTTCATGCTGTCTGCCTCATCTCGGACGCCTTCCATAAG
CTATGGAGAATCTTTCGACATCCTGTGTCTGGTCAAACCACGCCACAACCCGCGTGTCCC
CACATCAGTCACCTGGCGCTTCATGCCCTACAGCGCACAAGATGAAGGCGAGGATCAGGG
AACGTTCAAGGACCTAGTGACATTCACCCGTGAAGGCACGCT
>AU177539 ID   AU177539   standard; mRNA; EST; 229 BP.
GATGTCTGTGACTGGACCGCAGAGCCCCGGCCCCCTCCCTGAACCGTCTCTGTGCCCCCC
CCCCTAGGAGCAGTTCANGGTGGACCCGGAGGGGGGGCTGACCAACCTCAGGTACGCGGN
GGAGTCCCGGCAGGAGCTGACCATCGGCGGCGCGCCCTGCACCGTCATCAGCACCAAGCT
GGAGTGCGACCAGAGCCANACGCCGNGGTGCCTGCTGGGCTAGAGCTCT
>AU177545 ID   AU177545   standard; mRNA; EST; 419 BP.
AAGCATATTTCTGACTGACACTCCTTTCCACTGTGAGCGAACAGTACATCACCTGTGAGG
ACATGCATTTGTCTGTGCGTGTGGTGTAAGCATCAGGTCACTGTTCACTGCTATAAACAG
TGAAGATTTCATAAGGTGTCCACATCGCGCACGCACACACACAAACACACACTTGCACTT
GGAAGATGAAGAGTTCTATTTTTTCCTCTCAGCAGTGGATTGCCTTCCTCGCTCATCTAA
TCACGCCATCTTCTCTCCTCTTCCAAGCAATTGTTGCACTTTGCTCTTGTTAAAGCAAAA
GATGCACAAAGAACGCATACCTGCACACACACCTGAACACACAACTGCAAACACACCATA
CCCAGTAGATAACCTGGTAAACTTTGTTCCAGCCACTTCTAAAAAAAAAAAAAAAAAAA
>AU177546 ID   AU177546   standard; mRNA; EST; 250 BP.
AAACTGGAGGAGAAGGAGAAAGAGAAGAAGGCAAACAANAAGCCTACTTCCGCTACATGG
CGGAGAATCCCACAGCAGGGCTAACCCAAGAAGAAGAAGAGGAAAATATCGACTATGACA
GTGATGGAAACCCAATTCCCTCCACTACTAAAAAAATCATCCTGCCGCTTCCTCCTATCG
ACCACTCAGAGATAGATTACCCTCCATTTGAGAAAAACTTTTACAATGAGCACGAGGAGC
TCAGTAGCCT



>AU177548 ID   AU177548   standard; mRNA; EST; 523 BP.
CAGGCTGAAGGAACATGTTACAGACTGACAGCATGATGTGGAGATGCTTATGCGCGCTCG
TCCTGACCTTTCCTGCTTATTACTCCACAGCGGTGTCTGGAGTCCTCAACAGTCCCACAA
ACGTCCAGCTGACGTCGACGAACATGGATCTGATTTTGAGGNGGGATCCACCTGCAGGGG
CCCCCAGGGACCTCCTCTACACAGCTGAGTTAATTTTAAGGAACCCTCTTATGGACTCCA
AACCAGGCTGCGTGAACACCTCCGCTCTGCAATGTGACCTGACCCACTTGGTTGTCAGCA
TCTATGGGAAGTACGCTGGCAGGGTGAAGGCCCAGCTGGGTGCGCAGAGCTCAGCGTGGG
CCAGCAGTGACGACTTTCTGCTGGACAAGCAGACCTCCATCGGTCCTCCAAACGTCTCTC
TGGATTCAAATGGAGCCAAACTGGAAGTCAGCATCACAGATCCGGTTTTTGTGCATTCAA
CCCTGAGAGATATCTACTATTATGCCACCTACAACATCACCTA
>AU177550 ID   AU177550   standard; mRNA; EST; 576 BP.
GTGGAACCTCTGCACTCCGTCTTGGAAAACAAGACTATGACGTGGCATCAGTTCAACTAC
GGCAAAGGCACATCCGTCGGAAGCAAATTTGACTTCAACAAAGACGATCATTCCCTGAGG
CCGCTCCAGGCCGGGGCCTACTTCCTTTACCTGGAAGTCAACCTCACCTGCACGGGCAAA
TGCCACAACCTTCATCTCAGCCTGAACGTGGACGACAAGCTCCTCTGCAAAGTGGATCTG
AGGAAGGACCAGAGGTCTGTGAGCCACAAGTGCTGGACGGTGACGCAGCTGGATGGAAAA
GCGCTGCTTACTCAGATGAGAGTGTCGAGTATAGACGTATCTCACTGGAAGCTAGAGAAG
AAAGGCTCGGGACTTGGAATGTTCCTTATTGGCTGATACAGGCTGGAGAGGGGCCGTACC
TGTGACCTGTTCGTGGTAGCTCACCTGCAGACTTGAACACAGGTGACCATGACGATAAAG
TAGCCGCCCGCAAGGGCTGCTTGGAACCAAAGCAAGTGCGTGCAGAGGTTTCTTCCAAGT
AGAAAACAACCACGGCAGGTTTTTAAAGTGGATTTC
>AU177567 ID   AU177567   standard; mRNA; EST; 402 BP.
AGCTCATCATTCATGCAAACGTTGCAGCAGATGCAAACTTATCTGATTTGGTGAGGTGAC
AACATGAAGAGTTTCAGCAATCATAAGCAATATTGGCTTTTGTATCGTAGACGTAGCTGA
GGTTTTGATTTGGAATAAAGAAACTGCAAATGGATGTTTGACTCCTAAATAGTGTGAATG
AAGTGGAAAAGAAACTTTTTAAACTTCTGTGGAAAATCTCTATATTGTTTTTTGAACCCA
TTGTGAGAAATATTTTAATTTTATAGAATTTTTACCTATTTATTTATTTACACAAATTTC
CATTGGGATAAACAATCTCCTAAAGGAGTCCTATCCCACACAGCAAGACAAATCAATGCA
AAGCATGAAAAAACTTGAAATATAAAGAAATAACATGACATA
>AU177583 ID   AU177583   standard; mRNA; EST; 632 BP.
GGGTTTATTGTTCTCTTTTTGATTCATCTGCGGCATAAGAAGAGCGGGACATTTAGAAGA
GACACTAAAGTCTCATAATGACGAGCCAGCGGCCTCCATCCAGCATGGGGAGGCCCCCCA
GCCGCAGTGGATCAGCAGCCCCTGGNGCTGGAAGACCCCCAACGGCCGTTCGACCCCCTC
CTACAGCTATTCGGGTCCCCACTGCAATGGTTCCTGGTACAAGCGGTTACCCTGGCATGA
GGGGGGGCATCCCCTCCCCAGGGGTTCTGGCTGCACCCATCAAAGTGACAGACAGACCAG
TCACCCAGCAGGGGCTCAGCGGGATGAAAACTGGCATCAAAGGACCTCAGAGACAGGTTC
TGGACAAATCCTACTACCTGGGCCTCCTCAGGAGTAAGATCAACGAGCTGACCACTGAGA
CCAGCAAGCTCCACAAAGAAATTGATAACTACAACCAGGAGAACTCTGTGTACCTATGCT
ATGAGAAGAGAGCTGAAGATCTGGCTGCGGAGATTAAGGACCTGCAGGGCCAGCTTGCTG
ACCACAACATGCTGGTGGATAAGCTCAACACCAACACAGAGATGGAGGAGATTATCAGCG
ACTACAGCATTCTGAAAGCACAAAATGACAGC
>AU177584 ID   AU177584   standard; mRNA; EST; 524 BP.
TTTGTTTTTTTTCTTTCTTTTTCATTTCCCCCCTTAAAATGGGAATCCAACTGTTACACA
ATGTTCCTGTTATTCCACTGCTGTGTTCCATCTAATTCCCTTCTATGTATCCATGGAAGT
ACACACTATTCTTGGAGACTCGTTGAAAAACATCCACCATTAAATCTGCCCTGTAGCATG
CCTCCATGTCGGGTTCCCCTTTAAAGCGTTCAAATGCCGGCTGATTGTTGAATGAAAACT
TTACCCCTTCTGTGCCTATACAGTTTGTCATTCCATGTGGGGACTACGTTTTGGAAACTC
TAGATTTAAATCGGAAGGTGTGTTGAACCTGGGTTTGTACGAGTCATCACATGTAGAATA
GCTGGTGTGTTTATTATTATTATTGGTTTTTTTTTAAGAACTGTATGTTGAGAAATCAGA
GGAAAGCCATGATTGCCTTGCTACCTCAGACTCACAGACACAGTTTTGTTCTCGTGGTTC
TTGTTAAACAGTTGTGATCACTTGCAGTTTTAGCTTACTGTGTT
>AU177589 ID   AU177589   standard; mRNA; EST; 616 BP.
TGTCTTTTTCTCCTCAGCTGAGGAGAAAAATGGACGACACCTTTCAGCTTGAATATGGGG
GAGCGCCCAAAAACGTTGCTAAATCTGGACGAAGAGCTCGTCCTCAGGCGAACCAATCGT
CATTTGAAGATTCTCGCCATGCAAGGAAGTCCTCCACTTCTGCATCATTAGAAGTATGTC
ATCTACTGATAAGGCCAAGCTAGCTGCATGTCTTTTGTCTAAACATTTCCCGATGCAATA
ACTGCTTTGTTTTGTCCCATACATGAATCACATGATGCTGATGAGGGCCCCCCTCCTAAG
CCGGCCCGGCGGCAGGGTGGCTGGGCAGAAGAAAGTTCTGGATCAGGTTCTGCCAAATCT
TCTAGAAGACACACAGAGAACTTTGAGGACCATCGCCTGCGACCACAAACCCCCAAAGGA
TCAGATGATGAAGGAGATATTCCTGTGATTCCGGACCTTGATGAAGTGCAGGAAGAAGAT
CTGACGATGCAGGTTGCTGTTCCACCAAGCATCCACGTGAGCCAGGTGATGACCTACAGA
GATCTGGACAACGATCTCAAGCATTACTCTGCTTTCCAAACTTTAGATGGAGAGATCGAC
TTGAAGCTTCTCACTA
>AU177593 ID   AU177593   standard; mRNA; EST; 270 BP.



AAAGGCGTCTTCTTCCACACCGATGCCGCCCAGGCTGTCGGGAAGATTCCCGTGGATGTC
AACGACTGGAAGGTGGATCTGATGTCCATCAGTGGTCACAAGATCTACGGACCCAAAGGA
GTCGGCGCCCTATATGTGCGCCGGCGGCCTCGGGTGCGTCTGGAGCCGCTGCAGAATGGG
GGCGGGCAGGAGAGGGGGCTTCGTTCTGGCACTTGTTCCCCCCACCGCCCGCTGGCCGTG
GGTCTGGGGGCCGCCTGCAGCATCGCCAGA
>AU177598 ID   AU177598   standard; mRNA; EST; 319 BP.
GTCGGAGCTGCAGTACTTCCTCACTAAAGAGGTCCACCCTGAGCTGTACGTGGACACGTC
ACGAGGAGACAAACTCAAAATCAACATCGATGTCATTTTCCCTCATATGCCTTGTGCCTA
TCTCAGCATCGACGCCATGGACGTGGCTGGTGAGCAGCAGCTAGACGTTGAACATAATTT
GTTCAAACGGCGGCTGGATAAGGACCTCAAGGCGGTCAGCATGGAGGCAGAGAAGCACGA
ACTGGGCAAAGCTGACGATGGGGAGGTCTTTGACCCCAGCACTCTGGACCCAAACAGATG
CGAGAGCTGCTACGGGGCA
>AU177601 ID   AU177601   standard; mRNA; EST; 404 BP.
TGCTGCCACATTCCTCCGCTCGGAAAGAACCCCACCGACTTTTTTGGATACTCTTATTTT
TTTCTTTTGGATTTTAATGCCTGACTTAATCACTCAGCTAGCACTACTTTCGGGTAGTTC
AGCCTTTCTTCTGCGGCGACGAGGGGCTGCGGTACGGCGCTGAACGAATCCGGACGCTGG
GTGTAGGTGTTCTCTCACAGCCCCTCTCTGGATGCATCAAACTCCCCCTCCCCGGGGCCC
TGGACCCGGTGCGTGACACCCACGCTCTCGCCCACTCCCCTCCCAGTCTCTTCTCCCTCT
GCTTCAAGCTCCCCGCCTCCTGCCCACCCCGAAGCGCCCGCTCCCGGCCCCCTGCCTCTC
GACCGTTTGGCGGAGGCAGGGGGCAATGGCGCCATGGTAGCTCT
>AU177602 ID   AU177602   standard; mRNA; EST; 374 BP.
TCTTCCACAAGCAGAACAAAGTCATGAAGAAGGAAAAGATGTTCCACTTCTGGATCAACA
CCTTCTTCATCCCGGGCCCAGAGGAGGCCTCCTACAAGCTGGAGAACGGCAGCGCGGCGC
CCAATTCGGACGTGTCTGACAGAACCTACCAGAACCCGGGAGACGCCAACGACAAGGACT
TCCTGGTCCTCACTCTGACCAAGAACGAGCTGGACAAGGCCAACAAGGACAAGGCCAACA
AGAACTTCTCTCCAAACTTTAAGGTGAGGCTGTTCTTCAGCAGGACGGTGAAGGACGGGA
CCAACTGTGACGCCAGCAGCTCGTCGGGGACGCCGGACGTCAGCGACAACGAGCCCGACC
ACTACCGCTACTCC
>AU177614 ID   AU177614   standard; mRNA; EST; 586 BP.
CCTGATTGGGATGTCCTGAGGATATGCTGGCTGCTCTGAGCTGACAGGAAACCGCAGTCT
GCAGGTCTCAGCAGACACTTGACCTTACAAGAGTCCAGAGGGGAAGGATGAATCCTGCAG
GAGCTAACAACCTGGAAGTATAGTGACGTTCAGCGGAGGGGCATTCTGCTTAATTGCCCC
CTTTGCTCTGATTTAATCATATAAAGCTGTTAAATACAAAAAAAACTAATTTCAATGAGT
TTGGTCATTTATGGTTTGGCTAAATGTTTTTAATGTATCAGAATGAGTATGCATGCTTTT
AAGTGACTAACAAATACGTCCTGAGTGGCAGTAATAATTAATGGCAATCATTAACATCCT
CAGTGTTAAATGGTGGGAAATCTGTGCATAGTTATTTATGAGTGCTCCTTCATTGACTTG
CAGGGAGACTCATTATTCCCACGTGTTATCAGCTATTTTATGACAGGGTAAGTGCACTGG
CTCAACCAAGACTTTCTGAGTGGGAACGGTAGCAGAATGAGTCTGAACTCTACGAGCTCG
GACGCTCTGCTAGGGAATGGCAGCAGCTCTGGACTTGCCAACGTGG
>AU177620 ID   AU177620   standard; mRNA; EST; 290 BP.
GCTTTAACCTCTGAGTTGTGGGTGGGACTGTTTGCGCANAGCAAGCCTCCCTTCATTTCC
CAACATCCAGTANTTTACACTCTCTCCCATTAGCTTACAGCCCCTCATACCACCAACCTA
AAATTGAATCGGTTAGTTCAAAAGGGGCCCAAGTCCACAATTTTTCAAAATAGAGATATT
ATATGTTCTATGGTCTTCAAGGGAAAAGTTACCTGATTATGTGCAAAAAAGTCCCAAGTC
CGTTGTAATGTATTGACTTTGTTTTACATTTAAATGCATTAGGTGCAAAA
>AU177627 ID   AU177627   standard; mRNA; EST; 391 BP.
ACTGCAAAGCATCAGGCCAAGTGCAACATCTGCAAGGAGTGTCCTATTGTGGGCTTCAGG
TATCGCAGTCTGAAGCATTTCAACTACGACGTTTGTCAGAGCTGCTTCTTTTCTGGGCGC
ACCGCCAAAGGCCACAAGCTCAACCACCCCATGGTTGAGTACTGCACACCGACGACGTCA
GGCGAAGACATGCGAGATTTCACCAAAGTACTGAAGAACAAATTCCGATCGAAGAAGTAT
TTCACCAAACATCCGAGGCTTGGCTATCTGCCAGTCCAGACGGTGTTGGAGGGAGACAAC
ATGGAAACCCCCGTCACCCTCATCAGCATGTGCCCGGAGCAGTACGAGCTGTCCCAGTCA
CCCCAGCTCTCTCATGATGACACCCACTCCA
>AU177633 ID   AU177633   standard; mRNA; EST; 379 BP.
AGGAGACGTTTGCCTCCTATTTGGTAGTTTTTTTAGATCCAGTTGCTGCTCTTTGATGCA
TTTCCACAGACAAACTGCATCTGCTCTGTTGTGTGGACTTGAAGCTCCATCTGATCTCAA
AGTAGTGAACCCCTTGTTCACCTGGATTTATGGTGGAGGCAAGAACAGAGACATACTACA
AACCTCATGGCCTAATCACTGGCAAACAGAGAAGGGGTAACTCAAAATATGCAGTGTTGG
ATTTCAGATTGTAGGTCTGTTGCGTTAATTTTTAAGGAAAATTTTATGTTTTAGTGGGTG
TACAAGTTACTTTTTTCTTTCTTTCAATAAAGGATTTGTCTTTCTCAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAA
>AU177642 ID   AU177642   standard; mRNA; EST; 355 BP.
TCCCTCCTCACATCCCCTCCAGCATCCCCTTCCTGGGTCACGCTGTGGCTTTTGGGAAAA
GTCCCATCGAGTTTCTGGAGAACGCCTACGACAAATACGGCCCCGTGTTCAGCTTCACCA



TGGTGGGGAAGACCTTCACCTACCTGCTGGGCAGCGACGCCGCCGCGCTCATGTTCAACA
GCAAGAACGAGGAGCTGAACGCCGAAGACGTCTACTCCAAGCTGACCACGCCCGTGTTTG
GAAAAGGAGTGGCCTACGACGTCCCCAACCCGATCTTCCTGGAACAGAAGAAAATGTTCA
AGACCGGGCTGAACGTGGCTCGCTTCCGGGAGCACGTGAGGCTGATCGAGGCGGA
>AU177647 ID   AU177647   standard; mRNA; EST; 214 BP.
GACCTTCATTTGGTTATAACTCCCTTTGGATCTAATTATGAGGACTTTACTCTACCTGCT
CGCCTTTGCCTTTTTTCGGCTCTGTTCGGGTCTGGGGTATGTGGAGTCCAGCATACAGAC
AGGTCAGAGGGCGGCGAGCAGACACAGGAACTGGTGTGCTTATGTAGTGACACGAACCGT
TAGCTGTGTGATGGAGGATGGTGTGGAAACATAC
>AU177668 ID   AU177668   standard; mRNA; EST; 173 BP.
TTCCCGTTCGCTAGGCCAGACCGCGAGCAGCGCCTCACAGACGCCACAAACCCAGCGGAA
CAACCGTGAAGTGAACCAGTGAACCGGGCCCGTCTCTTCCGAACTGAACCAGCGTGAGGA
TTGCTCCTGCGGCTGCTGGAGGATCGCGTCAGCTGTCCTGCGTGGAGGGAGAG
>AU177669 ID   AU177669   standard; mRNA; EST; 152 BP.
CGATGATACAAAAGAGAAGCGGACCCTCATCCACAAAGCAATCAAGACCCAATTTCCTGG
TCTGGAGACAAAGACTGAAGAGAAGGAAGGCTGCAGGTTCATAGTGGCCTATCATGTTGC
TGGGAAGAAGGCTTTAGCAGCTCCAAGAAAAC
>AU177677 ID   AU177677   standard; mRNA; EST; 159 BP.
CTCCAAGGGCTACACCAAGTCCATAGATATCTGGTCAGTGGGTTGCATCCTCGCCGAGAT
GTTGTCCAACAGGCCAATCTTCCCTGGGAAGCACTACCTGGATCAGCTCAACCACATTTT
GGGGATCCTGGGCTCTCCGTCCCAAGAAGACCTGAACTG
>AU177679 ID   AU177679   standard; mRNA; EST; 101 BP.
CATAGGTGTTTAATTACAGTCTTTGATTTACATTCATTCATGCTTCTTACTTTGCCAAAT
GCTTTACAATGGATGGAAACATTTTGATGCNATTAACCCAT
>AU177694 ID   AU177694   standard; mRNA; EST; 266 BP.
GAGTGGGTCTACGCTGAGTCTGAACAGCTCTGGCAAAGGCTCCCTGGAGGACATCCGCAA
AAACACATCTGACATTCCTGCAGAATCCTCCAAAACTATAAACGTCCCTGCATTCAAATC
TGAACCAATCAATAAAGTTTCATTAGAGCAACAGCGCCACCAAGAGGCAGAAGAAAGAAG
GCAGGCAGAAGAGAAGCGTCTTGCTGAGGTGAGAAGACTGGAGCAAGAGGAGAAATACAG
GGCAGAGGCCAAGAAACTCCAGGAGG
>AU177718 ID   AU177718   standard; mRNA; EST; 290 BP.
GTATACTATGTGCTAGCTGTATCTCCAAGCTGCAGCTAAATCCTGGCTTCGGCGGCTCAC
CAACCAGAGGTTCCAGTTTGAGTGAGCGCTCAGCAGCATGCTCCTGCTGTCCTTTTCTTT
GGTCGTTTACTGNGGCATGACGTTGAATTGCTACACGTTATATTTGTCTTTGAAGTGAAA
GGCGGCGGGTGACTACACCCGAGGTTCATGGGTGAGATAACCAGCCACAAAGCCTCACAA
CATGTAGCAGATTGAGAAATGTTTACACTAAACATTTTTGATGTTTTTTC
>AU177731 ID   AU177731   standard; mRNA; EST; 206 BP.
TTTTCAGCCTTTGACCATCATGCAGACCACCCTCCCCAGGCAGATAAGCCCCACGCGGCC
TGCAGTGCCTGATTCTTCAAGGGGGGGCCACAACAAAGACTTCCATCCCAATGACGAAAA
GCTTTTCTGGGCCACAGTGGAGGCCGCCCATCCCAGGCAGAAGTGCCCCTCTGGAGCTAT
TGCGCCCACCCCTTCAAGGGGGGCCA
>AU177732 ID   AU177732   standard; mRNA; EST; 585 BP.
CCTGGATTCACACAGCATCACCAGCAGCCGACGCTCCAAAGCCCACGAGGGCAAAAAAGA
GACGTGGGACACCGCCGAGGAAGACTCTGGAACAGACAGCGAATACTGACGACAACGGAA
AGAGCAAGACAGAATTTAAGTATCTGTACTTCAGAGCAGAGCCTTACTCCCAGGACGACG
CTTCGTGGGAAACACAAAAATGTTTAGTGGTTTATGTGGACAAGAGGATAACATTGGCAG
CCTTCAAACAGAACCTGGAACCCTACGTTGGCGTTCCCTCTACCCAGTTCAAGGTCTTTC
GGGTGTATGCCAACAACCAGGAGTTTGAGAGTGTGCGGCTCAACGAAACACTCTCATCTT
TCTCTGACGACAACAAGATAACCATTCGACTTGGAAGAGCTCTTAAAAAGGGTGAATACA
GGGTTAAAGTCTACCAGCTGCTTGTGAATGAACCAGAGCCCTGCAAATTCCTTTTGGACA
CGGTGTTTGCCAAAGGCATGACTGTCAGACAGTCCAAAGAAGAGCTGCTGCCTCAGTTGA
AAGAGCAGTGCAGGCTTGACCTCAGCATTGACAGGGTTCGTCTCA
>AU177733 ID   AU177733   standard; mRNA; EST; 388 BP.
TCTAGTGCAGTTCTATTTAACTCCACCCTATATTTATGAATTAAAAAAGTAATTCTCTTT
CAGTTGATATATTTTTGGATGATGTTACAACCTTTGATTGCACACTCTTTTTTTTAATTT
TTAATTCTACTTGCAAAAATATCAAGGGGTATAAAGAACTTCAGCTCCGTTTACATGGAA
GAGATGCATGCTTTTGGTGGAGGGCTGGGGTTTTTGCGGATGTAGCTACAGAGAAAAAAA
GGCTTGTATGTAATTATTAGTCCTTTAATGTGTACGATCTATTGGAATTCGATGAAAGGG
ATCTTCTCTGCTATCCTCTAATTCTGTATGCTTTTTGTATTACAACACAAAATAAAGTAA
GGATCCTTTAAGTGCCTGAATTTAAAAA
>AU177734 ID   AU177734   standard; mRNA; EST; 436 BP.
GCCGGACGAGTTCGAGTCCGGGATCTCCCAGGCTCTGCTCGAGCTGGAGATGAACTCTGA
CCTGAAAGCTCAGCTGAGAGAGCTGAACATCACAGCTGCAAAGGAAATTGAGGTTGGCAG
CAGCAGGAAAGCCATCATCATTTTCGTTCCCGTTCCTCAGCTGAAGTCCTTCCAGAAGAT



TCAGGTGCGCCTGGTTAGGGAGCTGGAGAAGAAGTTCAGTGGGAAACACGTTGTCTTCAT
TGCACAGCGGAGGATCTGGTGTTCCCAAGTGAGATTGTGGGAAAGAGAATCCGGGTGAAG
CAGGACAGCAGCCGGCTCATCAAGGTCCATCTGGACAAGGCGCAGCAGAACAACGTAGAA
CACAAAGTGGAGACCTTCTCTGGTGTCTACAAGAAGCTCACAGGCAAAGACGTCGTGTTT
GAATTCCCAGAGTTCC
>AU177738 ID   AU177738   standard; mRNA; EST; 213 BP.
GGAGCTCTTCGGAATAGCCTTATCCCCCTCCCGCTGAAGCGGCCGGAACCGCGGTGCTGG
TGGCCGGACAGCCCCGCCGGACTGTCGGGCGAAGCCTAAGCTCCTATTCGGAGTAAAACG
TCCATTTTTGGGGGTATAATATCCACAGGAATGAGCATTTCCATAGCGTTTTGATGTGTT
TTAGCTATGCGGCCGGAGCTCCGCTAGGAGAAG
>AU177739 ID   AU177739   standard; mRNA; EST; 478 BP.
AGACCTACGAGTGGTGTCCACATCTCTCTTCTCTCAGGTCATCATCTTGGCAGCCGTTTT
GGTTCTGGTCATTGTGGCTGCGGTCTGCCTCATCATCCTCACTGTCCTCTGTAGGAAGAG
ACCTTGTTATGCATTTTCCTGGAGGCTGATCGAGTCTGTGAGTCCTGATGGACGGCGAGT
TACTTACCAGGACCCTTATGACCTGCCCTACAACTCAGCCTGGGAAATATCACGAGACCA
AGTCAGTCTAGGTCAGGTTTTGGGTTCTGGTGCATTCGGCCATGTTGTTGAGGCCACAGT
CTCTAACTTGCTTCCGACTCTTTCTACGGCCAAAGTAGCTGTGAAGATGCTCAAAGGAGG
AGAAAAGGTTCAGTCTCTGATATCCGAGCTGAAGATTTTGGTCCATCTGGGTCCTCACCT
GAATGTTGTCAACATGCTGGGAGCTTGTACAAAAGGAGCTCCAGTCTACCTGATCACC
>AU177743 ID   AU177743   standard; mRNA; EST; 405 BP.
GAAAGCCGGGCTTTGTTTCAACGTTCTTCCCCCTTTCAGGCCCGTCAGAGGAGCAGCAGG
ACCGCCGACCGGACTCTGACAGCTTTCTGTCCCGGTTCTCCTCGCTTCATCACCGCAGGA
ACGTCACGCGGATGTAGGAACTTTTTGGATGATCACTTCTCAGTCCGAACTCTGCGTCCT
CGAGGCCCCACAGCGGCAGCGGTCTCCTCAAACATGCGCTTCTTCCTGGCTTTGTCTGGA
TTATTTTTGCTCTTCTCTCCTGGGGGAGCCGAGCCGGAGCCGCGGGCGGATGGGGAGGAG
GAGGAGAGCTCCTGTCAGGGCGCCTTTGACCTCTACTTTGTCCTGGATAAGTCTGGCAGC
GTCATTGGTCACTGGGACNAAATCAACGACTTTGTGGAGAATTTA
>AU177747 ID   AU177747   standard; mRNA; EST; 572 BP.
TGTTGTGGAAACGCTGGAATACCGCTATACTGTCTTACACTTCTTAATATACTCCGCTTT
ATAAAGTTGTGTGTTTCTACGGGCTTCCACGATGTCTCACAAACAAATATACTACTCTGA
TAAATATGACGACGACAAATACGAGTACAGACATGTCATGCTGCCCAAAGAGATCGCAAA
GCGTGTTCCCAAGACCCATTTGATGTCAGAGACAGAGTGGAGGAACCTGTGTGTCCAGAT
GAGAAGAAGGGGAAAACAAAACAAAACAAAGAGCCGCTTCTTTAGACGAGCCGTTTGCAT
GTAAACAGCAACACACAACTGCCTGACACTTTGGGCCCTTCTTTCTAGCCCGGCCTGTGT
AGCTCGCTGGACCTGCTGGGATGTTAAGGCTGTAGAATTCATTGCCTTGTCACTCCGGTG
AATCTTTCCTTTTTGTTCTGGGAGCATCCGGCAGACTCGCAGGACCCTAAATGTAGTTTT
GATTTTGTACATTTGTGGTTTGAAGCGACATGTTGCTGCTTGATTTAAATTACAATGTCA
GTTGTAACTTAAAAAAATATTTTCATGTCCCC
>AU177751 ID   AU177751   standard; mRNA; EST; 427 BP.
TTCTCCACATTCGTCAAGTCAGGTGGAGAGGCGTTTGTGCTGGGAGAGGCTGCAGGCTTT
GTGAAGGATGGAGATAAGATCTGTGTGGTGATGGGTAACTATGGTCCAGAGTGGCAGGAG
AACCCTTACCCGTTCAGCCTGCGCCATCGACGACCCCACCAAACAGACCAAATTCAAGGG
CATGAAAAGCTACATTTCCTACAAGCTGACGCCCACGCACACCCAGAACCCAGTGAACCG
CCGGTACAAGCACTTTGACTGGCTCTACGCCCGCTTGGTGGAGAAGTTTCCTGTCATCTC
AGTGCCGCACATCCCAGAGAAGCAGGCCACGGGGCGCTTTGAGGAGGACTTCATCTCCAA
GAGGAGAAAGGGCCTCATATGGTGGATGAACCACATGACCAGCCACCCCGTCCTGGCCCG
GTGTGAC
>AU177752 ID   AU177752   standard; mRNA; EST; 659 BP.
GCAGTTTTATATCCAGCAGACACAGACGTTGGAGTTTCTTCCTTTCTTCTTCTTCTTCTT
CTTCTTCTTCTTCGTCTTCGGTTGAGGAACTGCAGTTTGTCAGAGATCAGCTGTGAAGCT
CTGGTCTCAGCTCTGAAGAAAAACCCGTCCAATCTGACAGAACTGGACCTGAGCTACAAC
GAGAACCTGCAAGATTCAGGAGTTCTTCATCTGTGTGGTTTTCTGGAGAGTCCAGACTGC
AGACTGCAGACTCTGAGGTTGGAAAACTGCAGTTTATCAGAGATCAGCTGTGAAGCTCTG
GGCTCAGCTCTGAAGAAAAACCCATCTAATCTGACAGAACTGGACCTGAGGTGTGAACGA
ATGGAAAGTTTATGGACTGCAGTTTGTCAGAGATCAGCTGTGAAGCTCTGGTCTCAGCTC
TGAAGAAAAACCCGTCCAATCTGAAAGAACTGGACCTGAGCTACAACGAGAACCTGCAGG
ATTCAGGAGTTCTTCATCTGTGTGGTTTTCTGGAGAGTCCAGACTGCAGACTGCAGACTC
TGAGGTTGTGGAACTGCGGTTTGTCAAAGACCAGCTGTGATGCTCTGGTCTCAGCTCTGA
AGTCCAACCCGTCTCACCTTACAAAACTGGACCTGACCGATAACAACCTTCAGGATTCA
>AU177758 ID   AU177758   standard; mRNA; EST; 461 BP.
GGGCAGGTAGGAGAGCTGAAGGTTCGACTCGCTGCTCTGGAGGAAAGTAGCAGCAGAATG
AACCCTGAGCAGCTGGAGAGCCTGAGAACAATGGTGGATGGACTCGAGAGCAAAGCAGCC
AAACTTGAAGGCCACGATGAGGCCATTTGACGCCATTTGACGCTTTAGCCAAAGACAAGA
ATGAAGACAAAGATTTATAGTTTTGAAAAATAGCAGTGACAGGGACAACACCCCATGCAG



AAATGTTCCTCCTAGTTGGTGTTATGAAAGGGAGCAGTGCTAGACTGTTGATCTGTGAAT
TTGAATGCACACTAATTCTGCACTGTACTTTCTTATTCGGTTATTTTCATTGAGAAGATT
TGGTGCCAGTAGTGTTAAAAAAAAATGCAAAAAATTTTTGTGAGCACTCCTTTGTTTATC
TGTTACTTTTTTGTAGAATAAAAAGAAATCTTTACTAAAAA
>AU177759 ID   AU177759   standard; mRNA; EST; 462 BP.
CAACAAGTCCGCACCAATTACAGCATGTGGCCCCGGGGCCTTGCCTGCAGGATCCTTGAG
CAGAAAAGCAGCATCAGTGGATTTAGAGAAGGGGGGGGCAACGAATCCACAGATGTCAGA
CCTGCTAAAACACAACAACCATCAAGGAATCCACTCAGTTCACCTTTAAACTGAACCAGA
AAGCATCGAAGCGGGGGCTCGTCCGGGATCATTTGACTCATTTTGGGCGTTAATCATAAG
AAGTAAAAAAATATTTTGAAATGAGATCATCTCATCTGACCTTTTTTCATCATCTTTCTG
ATCAATATTTTGTCTCACAAATGAAACAGCTAAAAGTTGTTGTCGGACTTCTGAGGTTTG
CTCGGTGAAACCAGCGTTTGTGTGTAAATGAGCTCGAGTGAAGCTGGAAGAAAAGTGCAG
ACAAATGTTTGTGTTGCGTTCACGCCGTCGGGGCCGGACCCT
>AU177773 ID   AU177773   standard; mRNA; EST; 580 BP.
GCAAAGAGAAAAATAGTTTGTTCCTGCTTTATTTCTAAAACTAGGAACAAAAGAAAGGCA
GTGACATTGAACGGGTTGTTCATTTAAAAGGTTGTTCCTAAATTTGGGGCAGGTGGAAAG
TGTGTCAGTAGGCTACACAGCAACTCAAAGTGCAGGGGGACAAAACATCTATTTCTCTAT
TATCGCTTTGCCTGTTTTTCAGTAATGAATCAATATCAAACCCTCAAGAATTGTATATAT
ATATATTTTTTATTTTTGTCTGGCTTCCAGTGGCAGATTTGTGCAAATAAAGCTGGATTG
TATTTGCTGAATAGTCCATAAAGGTCCTTGCCAAACCGAGGCTGGGGTTTGCTGATATGA
CTGCCTTTTGAGGGCTAAACAAAGGGGAGGGGGATCACAACATGAAAAGAAGCTTCTAGT
GGCAGCGGTTAATCAAACTGGCTGACAAGAGGAGCATCGAGTGATTGGAGGGGGTAGAGA
ACAGCAAAACATGAGGGGGAATAAGTGAAAAATGACTCATTTTTCCCACTTCTGCTTTCC
CACCGCTGTAAAGCANTGAGTCACTCGGAGGAGCTCCTCT
>AU177782 ID   AU177782   standard; mRNA; EST; 277 BP.
GGGATGTCTGTTTAAGCAGCAGAGCCCTCCAGGAGCAGCTGTCCGTCATCATGGGGGCGC
TGACCAAGGCGGCGGTGGCGGAGATCTGCGAGCTGGTGAACGAAGGCTACGCGGTGCTGC
AGATGGAGATCAGCCGCAGCCATAAGGAGAACGAGGACCTGAAGAAGAAGCTGCAGCTCA
TCGAGTCCATCGTGGTCCGCGGGAGCAGCGGGCCGCGTGCGGCTGCGGAAGGAATGGAAC
CGGCGCCGTTCGCGGATAGGGTCCTGTGGCCGGATGC
>AU177794 ID   AU177794   standard; mRNA; EST; 188 BP.
TGATGCTGGCGTCCAATCGAGAACGCTTCCTCAAAGGAGAGGGGCTTNAGCTAATGAACC
TCATGCTCAGAGAAAAGAAAATGTCCCGGACCAGTGCTCTGAAGGTCCTGGACCATGCAA
TGATTGGCCCAGAGGGACTGGATAACTGCCATAAGTTTGTGGACATCCTAGGCCTCCGAA
CCATCTTT
>AU177797 ID   AU177797   standard; mRNA; EST; 309 BP.
GAGAAAACCTCAAAGAAATCACCATGCCCAAGAGAAAGGCACAAGGAACAGAAGCAGGAG
AGAAGGAAGAGCCCCAGAGGAGATCGGCCCGGTTATCGGCGAAACCGGCCCCACCTAAGC
CGGAGCCAAAGGCCAAGTCCTCCCTGCCCTCCTCAAGTCTCACACGGTTTCCCTCCAAGG
CGTATTGTTAACAGAGGAATATTTTTATCAATGATTTTATAAGTATCCGTACAGATTTTT
AGCACAAAAAAAAAAGCTGAACATGGAGCGCCTTGCANATTTGCAGTGATCATATCAAAG
NGTCTGCAA
>AU177805 ID   AU177805   standard; mRNA; EST; 615 BP.
CATAGCATCGAGCGGATATAGGCAGGCACCTAAAATGAGCTCAGCGCGTGAATGTGGAGA
CAATATCGAGAGCTTCGAATAACGCAGACGTTCATTTTTGAAGAAAGTGGGAGATAATAA
GAAGTCATCACAGCGGGATATTTATGTGGGTCCGCTAAGGCTAGCTAGCTAGGAGCGTGG
CTAACCGGAATTCACGAGCGGCTTGTCAGCAACTGATAGTTGACATTAGCCTGAAACGAT
GGCCGGAGCCTCTGAAGCCGCATCTGACCGAATCCTGCTGGAACCGTACAAGTACCTGTT
GCAGCTTCCAGGAAAGCAAGTCAGAACAAAGCTAGCACAAGCATTTAACCACTGGTTGAA
TATTCCTGATGACAAACTGCAGGTGATCATAGGGGTGACGGAGATGCTCCACAACGCCAG
TTTGTTGATAGACGACATTGAGGACAACTCTAAGCTGCGGCGGGGCTTCCCGGTGGCCCA
CAGCATCTACGGCATCCCCTCCGTCATCAACTCCGCCAACTACGTCTACTTCCTGGGCTT
GGAGAAGGTCCTGACTCTGGATCATCCAGAAGCGGTGCGAGTTTTCACCCGCCAGCTGCT
GGAGCTGCACCGCGG
>AU177827 ID   AU177827   standard; mRNA; EST; 237 BP.
GGATGGCCCAGGACCTGGATGCACAGCTCTGAAAATTGGGAGCAGGATTCAGAGTTTGGG
ATAACTCTGACTTTAGCGGCCAAGAGAAAGGTGGAATATAAATAAACACCTTTTGTGGAA
GTGTGACCTCATTAGGAAAAGTGAAGGAGCTACAGAGAGGGAGCCGTGGTTCAGGGGGTC
CAGATGGCAGGCACCAGGGGCCTGCCCTGCACTGGAGTCTGGCTGTAAAGCCTGGGG
>AU177828 ID   AU177828   standard; mRNA; EST; 442 BP.
CCTCCGCTCAAGACCTCCACGCCATCTCCTGGACTGTGTCCCAGCAGCCGACAGTCCCCC
TGCTACCACTCCCCTTCCACACGCCCCCACCCACCAAATCCTCTGACCCCGACGCCAAGC
CCCGCCGCGGCTGCTCCGTGCTCGCCAGCTCTCAGCCCCGCTCCGTCTCACCTGTCTAAA
AGGCTGGAAGGGGGCAACGACAGAGGAGAAGGGCAGCCCCCTAAGGATTACCCACAATCC



TTGGAGCCAGATCTGCCACCTGTTTATCCCTACTCTTTGGTCGCCATGGGTTACAAGGCT
GGGCCCTTACCTCCTGAAGCATTGCTAGCTGAACAGTCTTCAGCGGTGGCGGAGCCAGCA
GAGCCCGAGTCCAAGTCCAAGTCCATCCCACCCCCAAGTCACATCCAGCCTCTCACTGTG
GAAGTAGAGCTGAGGAAAGAGG
>AU177837 ID   AU177837   standard; mRNA; EST; 571 BP.
GCTTGCATGTTGCTTTCCATGCTAAATGAAATACTTAATCTTTTCCGAATAAAAACAAAA
CCCACGCAGTATTTAATCTTCTGTGACAAATTGCCACGAGGGGAAATATGAACAGTAGGC
TGCAAGAGATCCGCGAGAGGCAAAAACTAAGGCGGCAACCTGTTAGCCCAACAGTTGGGG
GCAGAAAGCGCTGACAGCATTGGAGCTGTCCTTCACAGCAAGGATGAATTAAAGGAGATC
GAGGAAACCAGAGAAACGTGCAGGGCTTCATATGACAGCCTGCTCCCCTCTTCCAAAAGG
AAGCAGCCGACAGAAGGAGAGGACACAGAGGAGGATGTGGAGGAACAGAAAGATGAGGTG
GAAGTGCAGCAGCCAGATGAGAGCTCTCCATATGAGGAAGTGTACAAAGATTCCAGTACT
TTCTTGAAGGGTACCCAGAGTTTGAACCCTCACAATGATTACTGTCAGCACTTTGTGGAC
ACCGGACACAGACCACAGAACTTCATAAGGGACGTTGGTTTGGCCGACCGATTTGAAGAA
TACCCCAAACTGCGGGAGTTGATAAGACTCA
>AU177838 ID   AU177838   standard; mRNA; EST; 385 BP.
GAAGGGGGAGGTTTGAGGCAGCTCTTTGTGTTTTATGTGAAAGAATGGCTCTGCGATAAT
AAGGTTGATAAGCTGCAGGTTTGTCCTGCAGAAAAGCAGCGGCTCGCTGCAAGACCGAGG
CTGCTGGAAACCACCTGAGTCTCGCAGTTTTACGTCTCCAGATGGACTTTCTGATTGAAG
GCAGAGCTCATACCCGCTAATGTGCTGATCTGCGGCTGCTGCTCTGGTACTTTTCGTCAT
TCTCCGTCANAAACGGTTCTGCAGGTTTTGTCCAGAGGAAAAAATAAAGCAGATAAAATT
GTTTCCTGCTTGCAGCAGCTGCAGAAAGAAAAAGAAAAAAGAGAAAAGCGGCTATCAAGT
CCCGTTAGAAGAGCTGTTTTAATCA
>AU177842 ID   AU177842   standard; mRNA; EST; 555 BP.
ACTTGGAGGAGAAAGTCCGAGAGCTGAGAGAAACCGTCACCGATTTGGAAGCCATCAACG
AGATGAACGATGAGCTGCAGGAGAACGCCCGAGAGACGGAGATGGAGCCTGAGGGAGCAG
GTGGACCTGAGTGGAGCCAAGGTCCGGGAGGCTGAAAAGAAGGTGGAAGCCGCTCAGGAG
ACCGTCGCCGACTACCAGCACACCATCAACAAATACAGAGAGCTCACCGCCTCGCTCCAG
GAGGCCAACCGAGAGCTGGTCAGCCAGCAGAGCGCAAACGCAGAGCAGGTTCAGCAGCCA
ACCGCTGAGCTCTTCGACTTCAAGATCAAGTTTGCAGAGACCAAGGCCTACGCCAAGGCC
ATAGAGATGGAGCTGAGGAAGATGGAAGTGGCTCAGGCCAACAGACACGTCTCCCTGCTC
ACCTCCTTCATGCCGGACTCCTTCCTGCGCCACGGCGGAGACCACGACTGCATCCTGGTG
CTGCTGCTCATTCCCAGGCTCATCTGCAAGGCCGACCTGATCAGCAAACAGGCGCAGGAG
AAGTTTGACCTGAAC
>AU177843 ID   AU177843   standard; mRNA; EST; 353 BP.
TGCTCTCCACCTTTCACCTTCCTGAAGCTGCTCTTTTGTGGTGGTTCTGGTTCTGAGGCG
GCTCAATCCCTGCAGACAGAGATGCTCTCCATCTGTGATGTAAAGAAGCAGAAGTGTGCA
CGTGAGCGTGCACAGTGCAGCTGAAAGAGGAAGGCAGAGTTGAGTTTCATTTGTTCGCCT
CTGAACTGCTGTCAGACTGATCAGAGCACCTCAGCACCAGCAGCTCCTGCTCATCCAGAC
CACCCCACCGAGTCCTGCACATCGAGAGTCCGGCCGCTGCCGCACAGGTCCGTCCAGCTC
GGTTCTTTCTCTTTCCTGTTTCTTACCTGCTGATTAAATCTCTGACTGAAAAA
>AU177856 ID   AU177856   standard; mRNA; EST; 530 BP.
GTGCTCAGCTCATCAGGCCGTACGTGACAGCGGAGGGCGAGTACCTCCCTATAGAACAAA
CAGACATTGACGTTGGCTACGATGACGGCCTGGATAGACTTTTCCTTGTGTCGCCGCTGG
TGGTTGTGCATGAGATCAACAAGAACAGTCCCCTCTACAACCTGAGTCGCAGTGACCTTC
AGAAGGAAGACTTTGAGATTGTGGTCATCCTAGAAGGGATGGTGGAAGCAACAGCAATGA
CCACACAGGCTCGTAGCTCCTACTTAGCCAGAGAGATCCTTTGGGGTCACCGTTTTGATC
CTGTCGTGTTTGAAAAGGGTGACAGATACCATGTGGACTACTCCCGCTTCCATAAGACCT
ACGAAGTGCCATCGACGCCTCAGTGCAGTGCCAGGGAACTGAGCCAGATGAAGGATCGAA
GTGGGCAGTCCTCAACCTCCAGTTCCAGCTACTCTCGCTCCCCGTCTCTGTTTGTCCCAA
GACTGGCCCGACACCTGCAAGGCTCCCACTCCCCCAGCGCATTCTGCTAC
>AU177868 ID   AU177868   standard; mRNA; EST; 568 BP.
GGTCTGTCCCGGCCTCCCAGCAGGAATCGCAAACACAAATCTCGGCTGAGTCTCGGAGCA
GCGATCGAGCCCCAGAGACCACTGATGGTGAGACAAACGGACCCTCACATGGGGCGGGTG
CGCCCACACGGGTGAGCATCTCTGCGGCGTCGGCCACCCAGCAGCATTCAGCACAGTGGA
GCTCAGGGGGAAGCCGCTTCCTGAAGAAGAAGATGGGCGCGGGTTCTACGTCTGCTGCAG
CTCTGAGATCAGGTGGAGGGGTCAGATCTACACCTTTGCAGGATTTAGAGAGTGTGGACA
GTGATGAAGAATACATGAAGAAACTGCTGGGGGAATCGGTGGATTGTTCAGACAGCAGTT
TAGCGGAAGAGGGGGGGCGCCCACCTCTGAAGGAGCCACAGAAGATGCTCAGCAGTCAGA
AGACTCACTCCATCCCGTCACCCCCCAGCTCGGCGCCACACCGCCATTCTCCTTTCAGAT
ACTCGGGCCGGAGTCAGAACCACTTCAGCCCTTCTGTTTCATCTCCAGCGACTCCCCTTC
CAGGGACGACCAGCGACTTTCCAAAGGC
>AU177875 ID   AU177875   standard; mRNA; EST; 461 BP.
GGTGAGCTTCTCCCGGCCAAGCAGAGGAGGCGGGGAGGTGAAGAGCGTGGAGTACGACCA



GACCACAGGGGAAGGACTCGTCACCTTTCTGCATCCTGGAGGTACGAGGTTCTCCTTTGA
AGAGCTGTGCAGCTTCATCAGACGTTAAACTCGTCATCGCTGTGATGAACGAAACCTCCT
TCTGAGGGTTCAGTTCTCCCTGACGAACAGAGCGGACCGAACAACCTGTGGGATCCCTCA
GGGGTCACGCTTCGGTTAGAGGGGATTCGTTGAAGTAAGGTGGTCCAAAACCCAGCGGAC
CTCTTCCTGTGTCCCACGGCAACAGCGGTAGAGCTGCGGTTCTGATCCAGATTATTTGGT
CATGTTTCTGTTTCTCAAAAACTGAATTCAGAGGTCCACTCTCTTTTTTCGATTCCTTCT
TTTTTCTTACCGATCGAGTTCTCCATCACGACTGAGTTTTA
>AU177876 ID   AU177876   standard; mRNA; EST; 496 BP.
GAACTTCCAGGACGGCATCGACTGTGGTGGAGCGTACATCAAGCTGCTCTCAGACTCCGG
CAGTCTCAATCTGGAGCAGTTTCACGACCGCACGCCCTACACCATCATGTTCGGGCCGGA
TAAATGTGGCGAGGATTACAAACTGCATTTCATCTTCCGCCACNANAATCCTCTGAACAA
GGACATGGAGGAGAAGCATGCCAAGAGGGCCGACGTCGACCTGAAGAAGTTCTACACCGA
TAAAAAAACTCATCTTTACACTCTGGTTCTGAACCCGGACAACAGCTACGAGATGTTCAT
CGATCAGTCGAGCGTGAGCCGCGGCAGCCTCCTGCAGGACGTGGTGCCTCCCGTCAACCC
ACCCAAGGAGATCGACGACCCGCACGACTCCAAGCCGGACGACTGGGACGAGAGAGCCAA
GATCCCCGACCCAGAGGCGGAAAAACCCGACGACTGGGATGAGGACGCGCCCGCGAAGGT
CGAGGACCCCGACGCC
>AU177881 ID   AU177881   standard; mRNA; EST; 512 BP.
AAGCGGAGCTACTCAAGGAGAAGGCGAATAACTACTTTAAAGAGAAAGATTATGAAAATG
CCATCAAGTTCTACTCAGAGGCTTTGGAGCTCAATCCGTCCAACGCCATCTACTACAGCA
ACCGCAGCCTGGCCTACCTGCGCACCGAGTGCTATGGCTACGCCCTGGCGGACGCTACCA
AGGCCCTGGAGGTGGACAAGAACTACATTAAAGGCTACTACCGCCGCGCCACCTCCAACA
TGGCTCTGGGGAAGTTCAAAGCTGCTCTGAAGGACTATGAGACGGTCGTGAGGGTTCGAC
CGAACGACAAGGACGCCAAGATGAAGTACCAGGAGTGCAACAAGATCGTGAAGCAGAAAG
CCTTCGAGCGAGCCATCGCCAGCGACGAGACGAAAAAGTCTGTGGTGGACTCTCTGGACA
TCGAGAGCATGACCATCGAGGACGACTACGCCGGCCCCAAACTTGAGGATGGAAAGGTGA
CGGTCAGCTTCATGACGGACATGATGGAGTGG
>AU177883 ID   AU177883   standard; mRNA; EST; 539 BP.
ACCAGAGTTGACGTGCAGGTGAACTCAGAGCCTCATTAACAGCTGACCTGCATCATCTCA
TCACCTGGCAGACCTTCTTAAGGAGATCCATCCCAGCATACTACGCCAGTCCGTTATACT
CACTCCGGTCTTCACTCCATTGGTCACGCTGGTTCCTCGCTCCACGCTGATTACACCATC
CTCGACGTCCACGCCTTGCCTCAAGCTGGTTACGCTGTCCTCAGCGTCCACGCCTCGCCT
CAAGCTGATTACGCTGTCCTCAGCGTCCAAGTCTCGCCTCAAGCCGGTCACGCCGTCCTC
GGCGCTCCACCACGTCACGGACTGTGAACGCCGTCCTCGGCGCTCCACCTCGCCACAGCA
GTTTCCTGCATCCACGACGTCCCCTGACTTCTATAATTAAAACATCCTGTTAAATACATC
GCCTCCTGAGTTTCTTCCGGGTTCCAGCATCTGGGTCTCCCTAGTAGTCCGATCATGACA
TATTTGCATTTTATTGAGGGAAATAAGCATTTGAACCATTTTGCTTGACAGACTTTTGC
>AU177885 ID   AU177885   standard; mRNA; EST; 101 BP.
TGAAGTGAAAGAGGAGGGCTGGGACATGAAACTTCTTCTCGCGGCTGTGACACGGCTCCC
CTCCGACAGAGAAAGCGGGCGGCTCGGCTAGAAAATGAAGC
>AU177893 ID   AU177893   standard; mRNA; EST; 518 BP.
GGGGAGTGTGACAGGAAGAGCTAGAGGAGACCGCTGAGAAACATGTGATTGCCCGACTCC
GTCTGTGTGGTGGGGGCTCGTAGGGAGTTTAACGGCTGCTCTGGGAAAGCACCTTTAGCC
CAGAGGGAGCCTCACAAACTATCTGTGCATGTGAGAAAGTGTGTTAGGGAAAGAGGCGGT
TGCTGCTGCTGTCATTTTGAGTCTGTTACTGATTACACTCAGAAGAATGCAGCGGGGAGG
AGGAAAAGATAAAAGGGATGAGGATGAAGTCTTCTTGAGCGTTACAGCAAGCGTCACATT
TGTGGAGAGTAACGTGGGAGAGAAGCAGCTCAGAAGTTTCCTCCTCCTCTCTGTTGGAAC
AAATGGCTGTAAAGTGAAGCCGGGGACTCTGAAAGAGGAAGAGGAGAAGGGGGTTCCCCT
CACTCCAACGCCAAGAGGAAACTCACTCAGACGGGTAGGCCGCCTCTGCAGCACAACTTC
CAGGAATTTAGAGTCACGTGACCTGAAGCTGTTTCTCA
>AU177906 ID   AU177906   standard; mRNA; EST; 458 BP.
CAGTGACAGAAAGAGAGGAGGTTGAGGAGGAGGTAGAGGAGGTGGATGAAGCAGAACTGG
AGGCCTTCTTGAACGGGCAGCTGGCTGAGAGGCTGCTGCGGGAATCTGCAGGATCCCGTC
AGGGTATCGCCATCCAAAGCGAGGAGAACATGGAGTTCANCTTCCCCTCCTCCAAAGCTG
AGGAAGCTCTGCAGACCTTGGCGACACTGAGGCAGATCCTCTTCACTCACTTGAAGAGCA
GAGAGGCGGAGGAGGAAGGCGGGGCAAACAAGCCGAACGGGGCAGTTCAGATGAACAGCT
TTCCGCCCGCTCAGATCGACTCAGGTTGTGAGGAGAGCGGTCCTGCAAAAGAGAACCCGC
AGCCCTCCTCTGCAGCCGAAGGGCTTCTGGAAACCGCTGAGCAAAATGGAGGTTTTGCGG
TGTTTGATTTTGGAGGATTCTCCGACGAGAGCACTGCT
>AU177907 ID   AU177907   standard; mRNA; EST; 300 BP.
GGGGAAGTTTGCTCCCCTTTCTCATATGACATTTCTGGAGGGTCCTTCAGGAGAAAGATG
GTCTATGACACACATATTAGTACACCGTAACAGGGAAAGTTCCCCCTATTTGTCTGAGTA
GTGCTGCCCACTCATGTCTTTAATTGCACTTTAGACATGTNTGTCCNTTTAGTGAGGGGA
GGGGGTCACTTGGACACCACCGCCACAGAAGGTGTCCACCCATCATAGGGTAGTAGTTGC



TGATCCTCTGTCCCCTACCTTGTGCCTCTGCCCCACGCTGGGCCCACCGTGGGGCCGGCT
>AU177910 ID   AU177910   standard; mRNA; EST; 568 BP.
AAAGTCAAGCTGCAGCCAGTTGGAGCCAGTGGAATGGACCCAAGTGCAAGTTGGATCAAC
CCCCAAGTACCCACACTGCTGTCCGAGGAAGAAGGCTGAGGATCTGCTGCAACAACTAAC
ACCTGAATGAGGATGAATGGAGATGTTCTTTAGAAAAGCCTACAATCAACAAGTTTGCAA
ACTCTTCTGTGCAAGCTGGAGGCGTACAAACTAACAGCTGGGAGAAGAGGAGTTGTTGGA
GGGGAGTGAGGGGGCCCCGAGCACCGCTCGTGCCTCTGGCCCGAAGCGGAGGGAGGCAGA
CTGCAGAGACACTCAGAGCTGCAAGAGGGACACCACGGAGGGGAAGAAGTGGCGGGCGTC
AGGTGTCGCATGGCAGCGCAGAGGCTGGTGGCGGCAGCAGTGGTGGTAGCCCTGCTGTCC
CTGGTATTACACAATGTTGCAGCCTTCACCCCCAGCTGGGTCCTTCAGGCTCTGGAGGAT
GGACGTAAGCGCAGTGTGGGACTCTGGAAAATGTGCCCTAGTGGGGCGGAAAGGGCACGG
GATGATCTGCCCGCTGGAAGTAAGGTGC
>AU177912 ID   AU177912   standard; mRNA; EST; 569 BP.
GCACCTACTTCCTAAAGAAGCTATAACGCTTCTGTTAAGAAAAACAACAAACCAGCTGGA
GGACTGGAGGAAGATATGCCTTAATTTACTAGCTAACCTTAGCTAGTAATGTCTCTAACA
TTACCACCCTCCGAAATGCTGGAAACGCCACCCGGATATCCGTTTGAAGAAATTAACTAT
GAGGACATTGAGGTGGAAGAGGTGGTTGGCAGAGGAGCGTTTGGGGTGGTCTGCAAAGCC
AAGTGGAAAGGCAACGACGTTGCCATCAAGACCATTGAGAGCGAATCCGAAAGGAAAGCC
TTCATCGTTGAGCTCCGACAGCTTTCCCGCGTGAACCACCCCAATATTGTCAAGTTATAT
GGCTCCTGCAGTAATCCAGTCTGCCTGGTGATGGAATATGCTGAAGGAGGATCTCTGTAC
AATGTGCTGCATGGTGCTGAACCCCTCCCCTGTTACACTGCCTCCCATGCCATGAGTTGG
TGTTTACAGTGCTCCCAGGGTGTGGCCTATCTCCATGGCATGAAACCAAAGGCTCTCATT
CACAGGGACCTCAAGCCACCCAATCTGCT
>AU177918 ID   AU177918   standard; mRNA; EST; 454 BP.
GTGGGACGCGTTAGCAGCCGCTGGTGTACAGGCCGCGGCGGAGTAGCGTTTGTTTCAGCC
GGACTCCACCGTCCGTGACGCCCGCCGGCGCTCCGAGCTAGCTGTCGTGCTAACCTGTTA
GCTTCCACGCGCCAGCTTGACCAGCAGAGCGGGAGCCGAACGGCGCGGCCTCCGGCGGGT
TCGACTCTCGGTTTACGGAACCACCCTCGTCCCCCCGACGAGGGTTCATTCCGCGGAGAT
GGACAACCTGACTGACGCCCTGCAGAAGCTGAAGCTGGCGTCCGGCGACGGCACCGCCCA
CGGCGTGGACATCTGCCTGGACTGTCTGCTGAAAGCGCTCGCCAGCAGCAACACTGAAGC
CAGCATGAAGATCCAGGAGATGGGCATCCTTCCTCTTTTTCCCAACCTGCTCAGCCCCCA
GTCTTCATGCACCCCCAAAGTGGCCAACATAATA
>AU177919 ID   AU177919   standard; mRNA; EST; 336 BP.
AAAGGTGAGACTATTGAAAGTTGCCTCAGCATCACTGATTCTGCTGAATCATAAACGAAG
GAGTGCACCTTTAGGACGCGCGGTGGTGCATCACCCTTTATTCTTGGGTTGCACATCACA
GCCAGCAGCTTCAGCAGCATCAGTCCCTGTTGTGACATGCTCTTAAAAGTTACCATTCAC
AAGTCAGACACAGGAAAGACTTCAGAGAAAAGGGTTGAGATGAGAAGCTGTTGTTTCTTA
ATCAGATTTGGACTTGAGTCTGTTTCATTTTATTATGTTTGGTCACTTGCTTTTTCTTTT
AATACAGACAGCTTTTTTTTTTAAATCCTGGATGAA
>AU177920 ID   AU177920   standard; mRNA; EST; 467 BP.
CGTGTGGTTGTTTTGAAGGAGACTCGTTTTCAGTCGTCGCTGTCTGTCTGTCTGTCTGGA
TCGGGACGGTGGGTTTCATGGCTCCACCATGAGGGTTTCCCGCTGCCTACAGCGGCTGCC
GGATCTGCGGCTGCTCCGATGCTCGTGGCAGACGGCGCGGGTCCTCCAGCCGGAACCCCA
CGGGCCGCGCGCCGCTCGGAGCAACCCACAGCAGCACCGGGTCGTGAGGGGATTCCACTG
CAGTCCCGTCTTCGCCAAGGACCCCCGACTTCCCGGACGCTTGGTCGGCGAGGACGACAA
CAAGAGGCAGACGTCTCTGGTCCCGCACGATGACCTGTTCGAGCAGATCGCCATGGGCGC
CAAAAGCAAGGCCACGTTCGCCAAGGCGATCGACGTCTTCAACAAGAGGGATATAAGGCG
GCGGGGTCACGTGGAGTTCATCTACGCCGCTCTAAGGAAGATGCCGG
>AU177934 ID   AU177934   standard; mRNA; EST; 254 BP.
TCATGTCATCGACACGCTGAAAGATGGCAAGATCAAATTCTTCAACCCGCTGAAACTCAA
CGATCCGAGATACGACCGGCTGCCTCTGTCCATCCGTGTCTTTCTGGAGGCAGCGATACC
GCAACCTGCGATGGCCTTTTATACCACAGAGGGCGACGTGGAGAACATCTTGGACTGGCC
GTCGTTTTACAACGTNGCCGAAGTGCCTTTCACTCCGGCACGAGTCCTTCTGCAGGACTT
CACTGGTATTCCTG
>AU177940 ID   AU177940   standard; mRNA; EST; 219 BP.
AGGGACATGATCGCCCCTTATATGTCGAGTGCCTTTCCAAAAGAAAAAAAATCAGCAGTT
CAGATTTAGTGCCAACCTTTATGTGTCACTTGAAAAAGCAACGCCAATCAATCCACACTT
CTTCTGGGTCATCTTATAAAGATCAAGTCCGTAAACGAATACAAGACTATAGTGTTTTGT
TTTGTTTTTCTTCTGCTAGTTGAACGGTGATTTTTTTTT
>AU177947 ID   AU177947   standard; mRNA; EST; 380 BP.
ATGCATGAGGAAACAGGTTCATCATCACCGCCAACACTGATGGACGTTTTTCAGCGCTGT
TTGACCCCCACTTATTTAAGGAATGTTCTGATGTTAACAATCTGATTGATTGTTTTAGTG
ATCACTGTGTCACAATCCTAGATCAGGTGGCTCCTGTCAAATCCAATTTATCAAAGAAAA
AAGTCTGTCCCTGGATAAATGAAGCCATCCAAAATTTAAAGAGACAGTGTCGTCAAACTG



AGCGTCTTTTAAAATCCACCAATCTCATGGTCCACAGGCTGCATCTTAGGGATCTCTTGT
CCTCATACAACGAGATGGTGAAAGATGCCAGATCCAACTACTTTCGCCAGCTAATATCCT
CAAATAAGAAGAGCCCAAAA
>AU177960 ID   AU177960   standard; mRNA; EST; 565 BP.
ACGCGTCCAGGGAGCCCGGCTGGCTGGAGGGCACGCTGGACGGTCGCAAAGGCCTGATCC
CGGAAAACTATGTGGAATTCCTATAATGACCAAAACCCATCCGGACGTCAGATTTGTACC
TGGATGAAACTGGATAATGTTGTTTCGTTTTTAAAAAGGAGGGATTTTTTTTGGCTTTTT
TGTGACTAAAATGGGAAGTCGAATCCGAGCAGGTGATGGAATGGAGTCTTTGAATTGCAC
TGGGAGGGAAGGAAAAGCTATCGTAGGATTTCTGGGGATGGTTTTCCAAAAAAACAATCC
TGAAGATGATGTGGGAATTTTTGTGTGTGAGGGGGGAAAAAAGAGGCGTTTTAGGGGAGA
TGTAATTGTACAAATAATTTGACGTTTTATCTGAGGTTCAAGGTTTTTTGGTCTAAATCA
GATCTGCACTGCTGCCGCTTTAGCATCGCTTCTCTCTATTAGCTAAACCCACAGAAACAG
GATAAACGGGAGCTAGCTTCCTACTGCTTAGTTCATCTCCTCGGCCTTGGATTCATAGCC
AATCCTCTCTGGGAAAGTTAAACTC
>AU177965 ID   AU177965   standard; mRNA; EST; 562 BP.
CGTTATGTCTGGATGCTCCTTGGCTCCTTCAATGAACTCCTCCAATGTCAATTCACCTGT
GGGGGTCAAAGGTCAGCCGTCACATTCAGATAAAAGCAGCTGCATCTGAAACGACTCAGT
GAATCAGCTCGTCTGGAGGGATTTTCTGATGTCTGTCAGCGGACGTGCTTCTTTTTTCAG
ACAAACTGTGTCGGTTGCCACCGCAACCAAATGGTCTACGCTTCACTTCACCTGTGTTGC
GCAGGTGCCAATCGTCAGCGGACAGGTGAGTGCACCTGTGTGAACACTAGAAAAAACTCA
CCTTCACCCTTCACATCGATCTTCTCAAAGATGAGCGCCACAATCTCTTCGGGGTCAATT
TCCCTGTTTCTTGTGATGTCCTGGATGGCCTGTAGGGGGAGACAAAAACAGGCAGCAGCT
GTTTCAGTTCAGACGAAGATTTGCCAGACTAGTCTTCATCACTAGAAATCACTGCAAAGA
TTCAATATTGACCCTGTCTCAGACCCAGGGATTAGAGATGTAAAGTTGATCTTCTTGGCA
GATTATTTTGTTAGCAAGTAAA
>AU177970 ID   AU177970   standard; mRNA; EST; 575 BP.
AAAATTTGCATTTTCAATTTCCAAAAATGTTCACGACTCATACAAACCCAGAGGCTGGAA
AAGCAGCAGCAGAAGACAAAGATGGCGGGCGGCTGGCAATGAAATCAGATGGACAAATCA
CGGGTTGATAATAAGGTTTCCCTGTTCTCCTCCAATCTCTTTGGCTAATCCTCCACCTTT
CAATCAATCATCAGGAAACAACTCAGTTTTTCTATGTTTTGCATTTATATGCTTTAAAAA
TCAGAACCAGGAGACGTCTGCTCAAATAGACTGAACGATTCTGCAGATAAGCTGCCGTCT
GGACTCCTCACTCGTACAGAAGCACGTGATTTCATATCCTCTGGGGGCTTTTAGCACAAT
GCACAAACATTCAGACATGATGTCATCCCAGACAAACATGCCACAGCTTTAAAGCAACCA
GGCCTGGAGGGGGGAATAACAACAGCAGTTGTCCCCGATATCGCCTTCGGACATTTTTTG
TCATTTGGGCACTTTTTGCTTTCATTCGAACCCTGAGTTTTCCAGGTCCCCTCAGGGCAC
TAAAGACAACAGCAGCTATTCAAAACCCTGTCTTT
>AU177985 ID   AU177985   standard; mRNA; EST; 585 BP.
GTTGTTTTTAAAGCACTAAATACATGGCTTACAAAACGCCAAGCGCATTAATAGCAAAGC
AAAGGCAGAATATTCTCCAAGCTCTGCATTAACCAACTGAAGAATAAACAAACAAGCCTC
TGAACTGATCACTGGACTAGGAAAAAATACAATTATTGTGCGCGGTTCTTTGGTGACCTC
CAGTGGGAAATGAATGCATTCAAAGGTGTGTTTACAACAAAGACTGCACTTTTTTGTGAC
ACAATGAACATTCAAGTACTTGGATTAAGAACTGTCAGACTGTTTACTCTGTTGACATTT
CCATCAACTTGGACTGAACTGTTTTTACCAGAAAACTGTTTAAGCACACGCTTCCAACTA
GATCTGTGCATAGTAGATTTTATTGTATGAAATGATAGAATGCTGCACAAACAAATCTTT
GCTTCCATAAAAACAGAGAAACTGGGGAAAAGCATAAAAAGCCAAAAAGATGTGACTTAA
AACTGAAATCTGCTCAGGAGTATTCTCATCTTTCCACTTCATTTTTTTCCATACTCTGGC
TTGCAGGAATCCAGCCCTCTATAGAGACATTTCTGTGTTTCTGTT
>AU177987 ID   AU177987   standard; mRNA; EST; 614 BP.
TGCGGAAGATGCAGTCTTTTGGGTGGAGGAAATGAGCAGCGCTGTCTCTCAGGTCATGTC
AGCTGAGCTCTTTGGTCACCAGCACTGGTTTTCTCACTCCTCCCCTCTTTCTGCCCTACT
GTTCTGTCATTTTCACTATTTATGATATGAGATTTTGATCACATGACACCTTTGTTACTT
CAAATCATTAAAAAGGAGCCTGGAACAGGATAGTCCCGCTGCAAGAACTACAGCTTGAAG
GGTTAGAAATCATAGATTTTTTTCATTTCATTTCAAAATAATGAAACTCTTTATTTTTAA
TCTTTGTGAGAATCCCAGGGTTTTTTGTAAACACTACGTTGATATCTGAATGCTGTGACA
GCATTTGTCATTGTTCTTGATCAGTTATCCTTAAAAAAAAATGAAGCTGTTTTTATATAC
AAAAGGACCCAAGCACTTTTCTTTGTTAAGGATGCCATTAAATGAAGTTTTGCCAAAATG
GGATTAATGTAAATGGAGAGAAGTGCATGTTCTACCGTCATTCAGGGATATTACAGTATT
TCATGTCATGAGTATTTGAATGAAAAGCAAAGTTGTATGCTTTTATTTGACTGACATTTT
ACTCAGTGGCTGGT
>AU177989 ID   AU177989   standard; mRNA; EST; 175 BP.
GCAGACCTGGGCTGGTCTAAACCCACCCTGATCCAGGAGAAAGCCATTCCTCTGGCTCTG
GAGGGGAAGGACCTTCTGGCTCGAGCTCGGACCGGATCTGGGAAAACCGCCGCCTACGCC
GTTCCCATCATCCAGCACATCCTGACCTCCAAACAGAGCGTGCGGGAGCAGGCGG
>AU177992 ID   AU177992   standard; mRNA; EST; 569 BP.



GGAGCAGCACCGGCAAACCTTTCAGCAGCAGCGGCAGCAAAGTTTCGACGGGACTCCCTG
TTTTGTCCTGATGAGCTGGATTCACTCTTCTCCTACTTTGACACTGGCTCTGGGCCTCGC
AGCCCTGCAGGTCTCAGCAGCGACAGCGGCCTGGGAGGAAGCACAGACGGGAGCACAGAC
ATCCTGGTTTTTGGCTCGGTTGTGGACAGCGTAACAGAAGAAGAGGAGTCCGAAGAGTCG
TCCAGTGGCGAGGTTGAGATTGAACAGGAAATTTCCTCAGACCCCGAGGACCCCAGAGAA
CTACACCCTGGGGCGCTGCTCCACCGCTCAGCCCGTCTCCACAACTTGCCACTCATGGCA
GAAGCGCTGGCGCACGGAGCTGATGTGCACACTGCCAGTGAGGAGGGCAAAACGCCACTC
ATTCAGGCTGTGATCGGGGGCTCTTTGATAGCTTGCGAGTTCCTCCTACAGAATGGAGCC
GATGTGAACCAGAGGGACATGAGAGGCAGAGGGCCTTTGCACCATGCTACCTACCTGGGC
CACACTGGTCAGGTCTGTCTGTTCCTCAA
>AU177993 ID   AU177993   standard; mRNA; EST; 437 BP.
GGGAATGGCAAACAAGGGAGACTGTTTGCAGAAGGGAGAATTTGTAAAGTTCCAGGTTTG
CACGGTTTCCCAAACTGGCCAGAAGATGGCGTGTAATGTGGTTCCTCAGCGCCGGGCTGT
GGTGGAGTGTGTCAAGGACCAGTTTGGATTCATTACGTACGAGGTGGGCGACAGCAAAAA
GCTGTTCTTCCACGTGAAAGAGGTGCTGGACGGCCTGGAGCTCCAGACGGGCGACGAGGT
GGAGTTCTCCGTGGTTCTGAACCAACGCACGGGAAAGTGCAGCGCGTGCAACGTGCGCCG
AGTCAGCGAGGGGCCTAAGCCGGTGGCGACGCCGCGTCCAGACCGCCTGGTGAACCGGCT
GAAGAGCATCACTCTTGATGACGCCAGCGCTCCTCGTCTGGTTATCCTGAGGCAGCCCCG
CGGTCCGGACAGTTCAA
>AU177994 ID   AU177994   standard; mRNA; EST; 529 BP.
ACATTGAACGCCACAGAAAACCTTAGCAGAGTAACCATCACAGCTCAGAGGACGCTGGGT
AAAAAGATCAAGCAGAAGAATCACAGCCGAGGCTGGAGGAGGCCGGTCCACAGACCAAAA
CCTTCTCTGCATTACAACAACTCACTTTACACAGTAAAGCTTAAATGTTTCCCTTTTTAA
ATTGGCAGATTTGTTTGCTTATTTAAAATGAAAGTAAATGAGTTTAAGAAGGTCTTTCAG
GTTCAGTAGGAACGTTCTGTTAGTAATGTGTGTTTTGGTTTTTATGCGCCGTTCATCAAA
AAGCAGAATCAAATGCCAAAAGGTGAATCCTTTTTAAGATTCGTCTCATTTCTTGTTGAT
GTGTTGATTTGAGTCGTCCTGTTTCATTGTATTTTATTTTGTACTCTTTTGTTCCTAACA
AACAGCCCCGACAATAATCTGTTTCAATCCGTGCAGTTTATTTCTAAATAAAGTGATTTT
TTACAGTTTTGTTTTTCTGTGTTTGTGTGTTTTTTTCACAATGAGACGG
>AU177997 ID   AU177997   standard; mRNA; EST; 127 BP.
GGACATTTACTTCTTCACCACCGCCACGCCCATCCCCAAAGGGCCGCGGGTCAATCTGGT
GCACAGCAATAATTCCGCTGGGGTTCCCATCCGGGCAGGTGTGACGCTGGCGCTCTGCGG
GCTCATC
>AU178000 ID   AU178000   standard; mRNA; EST; 554 BP.
TTAGGATCAGAATAGAGGAAAGCTGGAACTGACCTCCACAAGGAGTTGAATCCTCCCTGA
ACTTTCCACAGATTCCCACCACATTCCGTACTCGACTGTGGGAATTCAGTCAGAAACATC
CTCCCAAACAACAAGTCCCTGCAATCTCTTCATGAAAGACACGGACCCCTCCTGACCCGT
TTCAGCCGTCCTGTCTCCTCTCAGGAAGATTGGAATTTCAGTCAGACCCAAGTGTTATTC
TGGAGAGGAAAATCAATGGCGCTCTGTCTCGGACAAGTGTTCAGCAAAGACAAAACCTTT
AGGCCGAAGAAACGGTTCGAACCCGGCACTCAGCGTTTTGAACTCTACAAGAAGGCCCAG
GCTTCGCTCAAGTCAGGCTTGGACCTGCGGAAAGTGGTTCAGCTGCCAGAGGGGGAGAGC
CTCAACGACTGGATCGCAGTTCACGTTGTGGATTTCTTCAACAGGATAAACCTGATCTAC
GGCACCATGAGCGAGTACTGCACGGAGCGCACATGTCCCATCATGTCTGGGGGGCTGAGG
TACGAGTACAGATG
>AU178004 ID   AU178004   standard; mRNA; EST; 298 BP.
GTGAGGACTCCTCTTCAGGCCCACTCTGAGGCGCGTCCGTGACTCCACGTCGATCCTTCC
ACGGATAAGTTGGTGTCCTTCAGACTTGAGCGGCGTGAACTTTCGCANCAGACGAGGAAG
AAAACCACCTGGATACACCCTCTAAAGAGGCCTTCCAACCTTTTGGAATCCAAAAGGTTC
ACCCTTGAGGACGCAAATTTGAACTTTGAGGATTTCCAGGCGTCACTGGACCTAAGTGCC
TGCCACGGACCCCTGGGTTCTCCGTTGCTATGGCTACCAATAGGGAACAGCAGGTGGG
>AU178005 ID   AU178005   standard; mRNA; EST; 278 BP.
AGTTTACATAGGTCGTTTAAGCTATCATGTTCGTGAAAAAGATATTCAACGATTTTTTAG
CGGATACGGTAAATTACGTGGAGGTCGATATGAAAAATGGCTATGGCTTCGTTGAGTTCG
AGGATAACAGGGATGCTGACGATGCTTGTGTACGAGCTCAACGGGAAGGAGCTGTGTGGG
GAGCGGGTGATTGTCGAGCATGCCCGCGGACCGCGGCGAGACCGAGACGGCTACGGTGGG
GGTTCCTCCTGGGGTGGTGGGCGCAGCAGCGGTTACAG
>AU178012 ID   AU178012   standard; mRNA; EST; 468 BP.
AATGGCGGCTGCGCTCACCGTGCTCCTCTGCTGCCTCTACGCCATCGCTGCTGCANAAGC
CGACTCCAAAAAAGAGCAGCTGCAGAAGCCCCCACACCTCACCGGCTGTGTCTCCACCAA
CATGGAGACGTTCCGCTGNTCCTGNAGGGTGNGCCTCTTGACACAACCTCTCGGATGCCG
GAGATCTGCGCCTTTTCTATCTCAACCAAAACTCGCTCAGTGCTGCGCCTGCAGAGTGGA
GGGAATGTCCCGAGTACAGCAGGGAGACGCCACACCAATGCTTTTTCAATGAGGAGCACA
CCACCGTCTGGACTCAGTACGCCGTCCAGCTGCGCTCTGGGGATGGGGCTGTCCTCTACG
ATGAGGTTTTCTTTAACGTTCAAGACATTGTGGAACCGGACCCTCCTGTTGGCCTGAACT



GGACCCTGCTGAACGTGAGCTTGACCGGCACTCACTTTGATATAATGG
>AU178013 ID   AU178013   standard; mRNA; EST; 401 BP.
AGAACGACGTCTCTGAGAAGGAGCAGCGATGGGGGGCCAAGACGGTGGCCGGCTCGGGAC
ATCAGGAGCACATAGACATCCACCACCTGCGTGAGGCCGTGTCCACCGAGCACACCAGCC
TGAAGCAGAAGGAGCTGGAGACCATGCCCAAGGCCTCGCACGGCTACGGGGGGAAGTTTG
GAGTGCAGCAGGACCGCATGGACAAGTCTGCGGTCGGCCACGACTACCAGAGCCAGCTGT
CCAAGCACTGCTCCCAGACGGACACGTCCAAAGGGTTCGGAGGGAAGTTCGGCGTCCAGG
CCGACCGCGTCGACCAGTCCGCCATGGGCTTCGAATACGCCGGAAAGACGGAGAAGCACG
CCTCGCAGAAAGACTATTCCACTGGCTTTGGGGGGCGGTAC
>AU178020 ID   AU178020   standard; mRNA; EST; 503 BP.
TCGAAATCAACCCCAATCCTGTGGAGCAGGCAGTGGGGGTGATGGAGCTGCAGCTGGGCG
GGGAGGCTGGGCGAGGACGCCGCTGCCATGGTGATGCAGAGCGGGATGCAGCTGACGATG
GGCCGCTGGAGGCAGGCGAGGCTCAGTGCCAAATACAGGAGCAGCAGACCGAGGGTGTCC
CGGGGCTGCAGCTGGACGCCAGCGGAGCGCTGTCGGGGATGCAGATAGTGGTGATAGAGG
AGAACGCTCAGGAAGAAAACGAGGTCAAGTGAGGACGCCTCTGCTACTGCAGGGATGGAC
AAACACTTCATTGATGCACAAACACCTCAGACTGCGGCGCCCAAACGCAGCAAAGGAGCA
CTGGCGTCACGACTCTGCTCTAAGTTTTTCGTTTTGTCCGACCAGTAAATGATAAAAAAA
ACAAAAGAACTGATCCTTTTTCTGATGAGGTTTGTGCCTGCAGACTGAAAAAACAAAACA
AAAAATGTCTCCGCTCTGCCCCA
>AU178027 ID   AU178027   standard; mRNA; EST; 459 BP.
CACCGTGCTGCGCCACCTGGAGAAGATGGGATGTCGGCTGATCAACCGGCCTCAGGCCAT
ACTCAACTGCGTCAACAAGTTTTGGACCTTCCAGGAACTTGCCGGCCATGGCGTGCCTCT
TCCTGACACCTTCTCTTACGGCGGGCACGACAACTTCCGTAAGATGATCGACGAGGCGGA
GCCCCTGGGTTACCCCGTGGTTGTGAAGAATGCACGTGGGCACAGAGGAAAGGCTGTGTT
CCTGGCACGAGACAAGCACCACCTGACGGATCTGTGCCACTTGATCCGCCACGACACCCC
CTACCTGTTTCAGGAGTACGTCAAGGAGTCGCACGGGCGGGATGTGCGGGTGGTGCTGGT
GGGCGGCCGTGTCATCGGCTCCATGCTGCGCTGCTCCACTGACGGGCGCATGCAGAGCAA
CTGCTCCCTGGGTGGTGTTGGTATGATGTGCCCCCTGAA
>AU178029 ID   AU178029   standard; mRNA; EST; 570 BP.
GTTTTTATTCTGTGAGATGCACTGGGGGACTGGAATGATGTTCAGTGTGGTGGAACACAA
TGTTGGAGAGGAACGGCCGAGAAGAAAGACACCTTCAACAGTTGGTTATTCTCAAATGTT
TTTTAATGTTATTGAGTTGAGTTTACTTACTTAAATAGTGGTTTCCAGATACAATTCAAG
ATTATTTTCTGATTTTTTATTTTATTTTTTAGACATTGTGAGGTTTTTACCACATTGAAC
ATATAGGTTGGTATTTAAGCTATATCAAACACTGGGAAAGGTGAAGATTTACGGGAGGGA
AGAAGCCTTTTATTTGTCAGAATGTAATTCGAAATGGCTCACACTGATTCCAATGCAAAG
ACTGATCACAAGCAGAACTGCCGCGTCACATTCTCTCATCAGTCATGTAATGACAAAACA
AGCTCTTATGGGTTCCTTTGTTTTGAGGAAAAACAAATTCATTGCTATAAATGTGGAATT
TAATGTCAAAGCTTACCTGGAGAAACATCACGTTGTTTTTTTGAGTGACGTCTGAACAAT
TTCACCCTGATTTGTGGCTATGAAAGGTTG
>AU178053 ID   AU178053   standard; mRNA; EST; 531 BP.
GTAGAGCTGTTTCTTCAATAATAATAATAACAACAACAACAAAAGACGTGTCTTGTTGTC
TGAGTAAAACAGCTTCTTGTGTGTTGAGTATGTTTAACGAGTATTAGCGTTCGTAGACGA
GATGACCTCAACTCAAGTCTAAATAAATCTCTCTTAGCATGCCCTCTGTCTGTCAGACTT
AACAGACTTTAGACAGCTTAGTTAGATAAAAATGTCTGCGTGTAAAAGGCTTGTTTGTCT
CGTCAAGCAAAGGAGCCTGTGGGCTCCCACACGCAGAAATGTTTCCACGTGGTCCCCGGT
TGGAACCGCTTTTAATGCCAGACCCAACAAGAGGCAGGATTTCTTTGAGAAGAGCGTGGG
TTTGTTCGGAGTGCCCGAGCTCAGCTCCCCCGAGGGGTTCCAGGCCGCCGCGAAGACAGC
GTTGAGGAACACGGAGCGCCTGGTGGGGAAGGCTTGCTCCTCTCCTGCGGGCGTTGGGAC
GGTGGTGTGCTTTGACCAGCTGTCTGACGAGCTGTGCAAAGTGGCGGATCT
>AU178073 ID   AU178073   standard; mRNA; EST; 448 BP.
TTGTAGACCGCTGGGGTGTCATGAAGGCCCCCTTCTGGATAAGGTATATTTCTGGGGTGG
TGGTGGATAATGTACAGCACCTGGGTGATCATGATCAGTTGCAGATGACTTTTGAAGTTC
TGCGGCTTTAAAACTAGACCCAGGAATTTAGGGTGCTAATCTTTGCCGCTTGGCCTTGAG
CTTGAAAGAAATAAATACCCTCTATCCTTCTATCCTACTCTCTAACCCTCTTACACATAC
TCAGTCCTGTGCAAGCTCACAGGAAAAATGGAGGCTATCCCACCTGCATCATGGTAAGGG
TGGGGTTCACACAGGAAAAGTCGCCCATCCATCACAAGGCCACACAAACACATCTAAGTC
AATATAGTCACCAACCAATCAGCCTGGAGCTTTATTTTTGGACCCTGACTAGGACTTTCA
CTGTGAGGCTACAGTGCTAAACAACATA
>AU178105 ID   AU178105   standard; mRNA; EST; 205 BP.
CTTTCGGCAAACAATAATATATAAATTTTAAGATGGTGCATAAGGAGGGACTCGTAAATC
ATCTGCTATTATTTAGAAGAAAAAAAGAAACACAATTGCAAAACACAGCCTCCTTTTATT
TTACTTCCCTCCTTTGGGTTTAGGAAGAATGAAGCATCTAATGCTATCTCCAAACCTTTN
GGCTCATTCATCTTTTTATTTTTAC
>AU178111 ID   AU178111   standard; mRNA; EST; 376 BP.



CATAAACGGGCAGCGAGGCTCACAAGTTCTGTGGCTTTGTTTCGGTCAGATGAGGGACCT
CCTTGACACCTGTTGCGTGAATGCTGCGCCTCCCCTGTAGTCCACGGCAGCGAGTGCGAT
GGCNGACCTCTGAACAGGTCACAGTGTCCATCGGGGATGTGATGATGATGAAGTCCGAGG
GTGATGGGGACGCTGAAGACCCGAGTAAGACTCAGGTCATCCTGCAGCTGCAGCCTATCG
GCTCTGGGGACGAGTCTGCTGAAACAGACGCAGCTGTCATAGCGGTCGAATCTCAGTCAG
ATCAAGGCGAAGCCAACGACGTTGAAATCTGCTGTCCCATAACGTGCGGCGACAGCAAAG
CCGTGCTGCTGATAAA
>AU178115 ID   AU178115   standard; mRNA; EST; 419 BP.
TGGTCGCTTTTTTGTGTTTCCTTTTTAAATATTATTTTATCTTAGCATAATTATCACAAT
CAACCTGCTGTATCGTTATCGGTTTATCTGTAAAACTGGTTTGCATCATGCCCAGTAGCA
CGTCTTTGTTGGATGCCGATGAGGGAGAGTCCGAGGTCCCACCGCCGCTGGTGCATGCTT
TCGCCGGTGTGGGCCTCGAGGATCTCCGCGGCACCCAAAGCCAGACACAGGAACAAACAG
ACGAAAGTTTATCTTTTCAGCACCACCCGCTCCCCCAGGTTTCCCATTTTAGACTACTCG
GCACGGTTCTGGACTTGAAACCCCTGTCGACGCATCGACCGCCCTCGGGAGATGAAGTGA
ACAAAACGGCTGAAGACGAAGAGCCCGAAGTTGTTGCGGCCGACTCCCTGGACTGCCCC
>AU178122 ID   AU178122   standard; mRNA; EST; 156 BP.
CTGCATCCCTGCAGGAGAAAGCTACTACAAAGACTCTATAATGGCTTTGGATGGTAGTGT
TTGGCTCCCAGTACTGCACCCATAGTATTTTAAATGATTCATCAATTTATCATTGTTTTA
AAGGACTTCCTTTTAATAAGTCTGATGAAAAGGTTA
>AU178126 ID   AU178126   standard; mRNA; EST; 539 BP.
AAAATCGAGCATTTTATTTTTCTGCAATGCGTTGCGCTTTTGCCCAGCTTCAAGACGCCC
CAACCTCGTTTTCTGCTGGACACATGTCCAAAAATGTCACTCAAAGCCTCTAACGGTTGT
GTGGGAGGAGCTACCGCCAAAAGTTTTAAGTCTGGTGGCTACATGGAAGCACTGGGTTTT
GAATGCAGCTTTAAGCTTTTTTAAATCACTGAACTCTATTATAAGAAAGGTTTTTGTAAA
AATAAATTAATCAACGTGTTCCTGTTGTGTTCAGGTACCGAACTACAAGAGTCTTCAGTG
TTTCACCTCCAGGCAGACGCCAAGACCAGCGAGATACTGAACTTCAGAGAGTTCACCAGA
AAGTCACCATTTCACCAGAAAAGAGCCGTCAAGTTGGACCAGCGTGATGTGAACATGAGA
TGGGCACTTGTCATCCATGCACTTCCTGTTTATCTGCATGAAGATGCCTCCAACTTCTTC
AAGACCTGTACTAATACCAGACCTCACAGACACTGCTGTGGTTCTCCTCTCAGTTGTCG
>AU178129 ID   AU178129   standard; mRNA; EST; 310 BP.
ACATCTGAGCATTGTCAAGCAAGGAAGCGGTTCGACATTCAAACAACGGATTTGGAATAT
GATTTTAGGGCTTTCAACGTCTGAAATAAGTTCTATGGAAAAACAAGGTCAAACAGTTAA
ATGTGCAGCTAAGTTTAGCCAAAGAGACACCTTCAGAGAATCCTGATCTCTATGTTTCTG
CCCTCAGCTGCTTCAGACAAGGCAAAGTCCAAACACACAGCGTGCCTCCACTGATCACAA
GAATTCTGAAAATGGTTGGATTCGGACCTGCAGATGTGCCTCCGTCAGCTGCTGTAAAGC
CTGGGGNGCC
>AU178132 ID   AU178132   standard; mRNA; EST; 533 BP.
TTTTGCAGCTGGGACGAACTTCATTGATACAGTTCATCGCTCCAAAAGTGTTTCACGAAC
GGTCATGGCAAAGTTTCAGGCCCCTGTGATCCAGGACAACCCGTCCGGATGGGGACCGTG
TGCCGTCCCCGAGAAGTTTAAAGACATGCCATATCAGCCGTTTAGCAAAGGAGACCGTCT
GGGAAAGGTGGCTGACTGGACCGGAGCGACTTACCAAGACAAGAGATACACAAATAAATA
CTCGTCTCAGTTCGGCGGCGGCAGTCACTACGCCTACTTTCACGAGGAGGACGAGACGAG
CTTCCAGCTGGTGGACACTGCGAAGACTCAGAAGACGGCCTACCAGAAGAACCGCATGAG
GTTTGCTCAGAGGAACCTCCGCAGGGACAAAGACCGCAGGAACCTGACGCAGTTCAACAT
GCAGACGCTCCCCAAGAGCGCCAAGCAGAAGGAGAGGGATCGAATGCGGCTCCAGAAGAA
ATTCCAGAAGCAGTTTGGCGTCCGTCAGAAGTGGGACCAGAAATCCCAGGCCC
>AU178138 ID   AU178138   standard; mRNA; EST; 324 BP.
GCGCACACATGCAGCCGTTGGCGTGTCCGTTTGGCCATTATGCATCCCTGTGAGGGAACT
CGTCTCGCTCCTCCACCGTTCCCTACCTCCCACCCATGATTGAATTGGTAGTACCCCACT
GCAGCCTCCGTGGGTTCCTGAGAGTGTGCGTCTGTGTGTGTGTGTGTCATGTTCCCCAGA
GGTTAAGTGTGTGTGGCTGAGGGATTTGTTTCAGTTTGTCCTTTTCCAAATTGGCGTGAC
GACTGGCTTTCCGTGTCTTGACCTCTCGACCAGAATTCCTCGTTGCATCTTATATTTGCA
ATTCTTTTATACTCTTTTTCATTT
>AU178145 ID   AU178145   standard; mRNA; EST; 292 BP.
CATGACTTCCAGCAACGAGACACCCGTCGGGTCACTAGAGAACCCCATCAAGTTTCGGGA
CCAGGATTATGAAACTCTCCGGGAGCAGAGCCTCAAGTCCAAGAAGCTGTTTTCAGATCC
AACCTTCCCAGCTGAGAAGAAGTCCATCGGTATGCCTGANGATCCCNNTCCNGGAAAGGC
AATCACGTGGAAACGACCCAAGGAAATCAGTCCGGATGCTGTGTTTGTGGAGGGAACGAC
TGGGACCACTGACATCTGCCAGGGCCAACTGGGTGACTGTTGGCTCCTGGCA
>AU178152 ID   AU178152   standard; mRNA; EST; 395 BP.
TCGGACGGGGTTGGAGTAAAAAGTAACTCCGATATGGAAAGCGAGGATCCAGAGATGGAG
CGCGAGGACGCTGAAGATGAGCGCGAGGACGCTGAAGATGAGCGCGAGGACGAGGAGGAT
GAACGCAGGCGCCTGAAGCTCGTCGAGGCCATCACTGGCGCTCCGCGGGGGGAGGAAGAA
GCCTTTGGGAGAGAGGTCCGAGGCGGCCGTGCGCGTGTCCGAATTCGCCGTGACCGCGGA



GGGTGAGCGCCAAAAGGTCCAGCTTTCAGACCTCATCGAGGGGGCGCAGCAGAGCCCCGC
GGTTCCGACCCAGACCCGGAAACAGCTCCAGAATCTGCGCCGCAGCCAGAAGACGGTGCA
GCGCTCACCAGGTCAGCGCTCTGCCTTTCCCCTAC
>AU178161 ID   AU178161   standard; mRNA; EST; 253 BP.
GTGCCCTGCGTGTGCTCTTCGCGGTGGTTGCCGTGTTCCTGCTCACTCAGCTGCCCTACA
ACGTGGTGAAGCTGTGCAGAGCGTTGGACATCATTTACGTCCTGGTGACGGTCTGCGATG
TGAGCAAAGGCCTGGATCACGCCCTGCAATTGACGGAGAGCCTGGCGCTAACCCACGCCT
GCATCAACCCGCTCCTCTACGCCTTCATGGGCTCTTCCTTTAGGAGTCACGTNCTGAGCG
CCGCCAAGCACCT
>AU178165 ID   AU178165   standard; mRNA; EST; 216 BP.
CTGGAGGGAACTAATGCACCGCCTAGTGAAGATCAGTCATCGTCCATCCTGGTGGCGGCA
ACCAGCAGTGACAGTGACTCTGAGGATGAAGCTCTGCAGAGCTGCACCTCTCGCTATGAC
AACCACACTCCTCCCTGCACAGGAGAACAGCTTCTGTCCGAAGACACGAGTCTGCCTGGC
GACAGGTGATTCCCTCCCACCGCTGCTTTATCCTGC
>AU178170 ID   AU178170   standard; mRNA; EST; 225 BP.
GTGGGTTCCTCCTGCATTCACAGAAAACATTAGAGCCGGCAGAGCTTGGAGCTAATTGAA
TCAAACATCCAAGCCGGTCCTTTCAGTGATTCCAGTCAGACTACCTCCCAGAGAGACCAT
GAGAGCCCTGCTGCTTCTCTGCATGCCAGTTCTGCTGCTCGCTCAGGGGCAGTATTCAGA
TCCGTTTAACTATTCCGACCAATATGAAGATTACTTGACAGGGGG
>AU178172 ID   AU178172   standard; mRNA; EST; 585 BP.
GGGTAGAAAGGTACTACTCTGACATCTCCAGAATGTCTGCCATCAGCGATCAGGACATGA
GCGCCTACCTCGCGGAGCAGTCCCGCCTTCACGCCAACCAGTTCAACAGCATGTCAGCCC
TACACNGAAATCTACTCCTACATCATCAAATACAAAGACGAGATTTTGTCAGCTTTGGAG
CGGGACGAGCAGGCGAGGAGACAGAGACTGAGGAGCAAGCTGGAGCAGGTCATCGACACA
ATGGCCCTGAGCAGCTGAGGACCATCCTCCTCCGAGTCCTCACTCCTTCTTTCCATCTGT
CCCCCTCTCCCTCGCCGTCGCACCAAGACAACAAACAGAACTCCAACCCCCTACAATATG
AGCTGCAAACGGACAGAAGCAGTAAACTGGAAAATGGGCGGGCCTTGGTACGCTTACATG
TGTTTGTCTGCGGCCCCACGCGGCGTGGGGGGTCCGCGCCTGCGGGGGAGGCCGAGGCGG
CGAACATTTTCACGCAGAGCAAGTGAAGTGACAGCGTTTGATTATCCTTGCTGTTTGTGG
TTTGCTTGATTTTGATTTTAGGAGTTTTGTCGTCTGCAAGGAGCA
>AU178174 ID   AU178174   standard; mRNA; EST; 439 BP.
CGCCGTACCTGACGAGAAACTCAGCTTCAGCTCTCCAGGTGACGGTGTGCGTGGCGGGGG
CTGCTGCGCCGACCTGCCGGTGTTTTTCTCCCAGAACAGCGGCCTGTTGGCGGTGGTGGC
CAGAGAGAGCGCCTCCATCCTGCCGGAGACCATGGAGGACTCGCTGTGCTCATCTCTGGC
TGCAGCTCCGGAGGTTTCTGTCATGGAGACTCCGAGCAGGGCGGAGCTTGTGGCTCAGGT
GGACAAAACCAAACTGCTGAAGGCCGCCTTCCTGCAGTTCTGTCGGAACGACCTGGTTGG
AGCTCAGACGGTCATAGACGAGCTCTTCCCTGCCGACGGCGATGCAGAGGAGGGGGCGGA
GCTGGACCCCATCGTGACTCAGATCAACCTGGAGCTGGTGGACGATTACCCGGCTTCGGA
CCCCCGCTGGGCCGAGTCC
>AU178179 ID   AU178179   standard; mRNA; EST; 390 BP.
CATGTCACAGGGTGCAGGCGGCAGCAACTATGGCCGCTGCGTGGATGTGTTTGCTCCCGG
AGATGACATTGTGAGCGCCAGCAGTGACTGCAGCACCTGTTTCACCTCCCGCAGCGGAAC
GTCGCAGGCCGCCGCACACGCATGCAGGGATCGCAGCCATCATCCTATCGTCCAATCAGA
ATGTGTCCCCGGTGCAGGTCCTGCANATGATGCTGCATTACTCCATCAGCAACACCATCA
ACCTGCTGCCTCTGCCTGAGACGCTCCGCCTCCCCACTCCCAACCTGGTGTCAGCCATGC
CCTCCATCGGGGACCTGACGGCAGACCGGGGGCTTCTGTGCCGCTCCGTCTGGTCAGAGA
GGTCCGGACGAGGACGTGGCGACATGGCGG
>AU178186 ID   AU178186   standard; mRNA; EST; 516 BP.
CCTACATTTCAAACAGCAACGTTTTTACATAGTGGATGCTACACCTTAAATAAAAAAATA
TCCATCTTCAGGTGTTTGAAAACTCTGCAAAGATGTCTGGCTTTTTCCAGATGTTGAAGA
AAAGAAAGGAGCCTGATCCCTCTCATAGGATTCATGGCTTTTGCTGCAACAGGTGCCACA
ACTGCTTCTCTCTACTTTTTATTTACTAAACCGGATGTTATTCTAAACAAGTCATCCAAC
CCGGAACCATGGGAAAGATTGGATCCATCCAAACCCCAAAAGCTTATCACCATCAATCAG
GAGTGGAAACCTGTGAAGGAGCTGGAGATAGTGAGGTCCCTCACCAAGTAAAAAGAAAAA
AAAGAAAAGGAAGAAGAAAAGGGTTAAAGATGCAGAATCCAACTCCATGGCCCCCTCATC
AGTCTAACAGAATCCTTTCTGCACAAACTAGGATGTTTTTACGGTCAGTGTGCGGAAATG
CTTCTGCTTAACTGGTGGGGTTTCACCCTGCTCATT
>AU178192 ID   AU178192   standard; mRNA; EST; 449 BP.
TGTGGTGTTTCCACCAACGCTCCGCCGCGAAAGCCAAGAGACGGGGTCCGGTGATGGATT
GAAGGCATGGCTTTCATTCCCAGCACCACAAGCCCCCACCCCAACTGCAACTCCGAGCTC
CAACCTCACCGCCCCGGCCCCTCTCTTCTGTAACCTCGCCGCTGTCAATCCACCCACAAC
CGTCCATCTCAGAGCTGCACCCGTCCCCGCCCGTCACTGCTGCTCCCTCCACAGAACAAA
GAAGGAGCAGGTGACGGCAGCGTTTGACCCGGCGTGCCAGTTATTCGATTGGAAAGAAAA
AGGGTAAAAAGTCACAAAGAATAAAACAAAAACATGAAAAAGGCCTCACCGGCTACATTA



GTCTGAACCTGGAGTCCAGAATTCTGATGTTCTTTGCACCAGAACGGTACTAAGATGAAC
TATAGAGCCACTAAAAAAAAAAAAAAAAA
>AU178197 ID   AU178197   standard; mRNA; EST; 431 BP.
CGGAGAGCATCAGAAGCCTCCGACTCCTCCCAAACCTCGAGAAAGATCGGAGTCTCCAGC
AAGTGGCTCCAATAAACCTAAAGACCCACCTTGGCTTGTCCTGGTTCAGTCAGAGCAAAA
GAGGAAGAAAGCCCGTCCCCCGCCTCCCCCTGGACCGGCAACTCCGTCAAACACCTCCTT
GTCTACTCTCCAAGGGGAGGGCTCCTCCAGACCCAGCTCACCTTCTCACCCCTCCAACCC
CTTCGAGGAGGACGACGACAACGATGAAGGCAAAGAAGAGGAAGGTGAAGAAGGAGTAGT
GGTTCCTCCCTCTGTGTCTGCAAACCACCCATGGTACAGGATCAGCCAAGCACCTGACCT
GGGAGATGGAGACACCAGCCCCCATAGGAGCAGCCCCTCCACTTCTGCCAGTCCCGGGAG
TGCCAAAAGCA
>AU178210 ID   AU178210   standard; mRNA; EST; 551 BP.
CCCTCCTGTGGCTTCCTCACCAGGACGCAGGGAGAACAAAAGAGCAGGAGGTGCATGGTT
CCAGACTCCAGCCCTCCATCGTCGCTGCAAATCAGCTGCTACTAGCTCGATGCTTACTTC
AGCCTGCTAGCCTTTGTGGCCGGGCTCTCCATGCACTTACGGACCCCCTGATCGGACCCG
GGCTGGGAGAAACCTCCCGTCTTTGGCCTCGTCTGAGCCACCGAGTGCGGATTTCCAGAG
AGGACCGTCAGCGTCCGCGCGCGCGCGCCTCCACGTCGTCGCCTGTCTGCAGCCTCCAGC
TTTGACAGGACCGAGACGCCGATTGATGCCGAGGAGTCTTTCCAAATTATAGGCTCCAAA
TGTTGCGCACCGCGGCCGGCGCGTTGGCGGCAGGGTTGCTGCTCCTCAGGTTCTTGCACA
GCTTGGAAGTAGACGCTCTGACGAGAGCTATCGATGCCTCGAGGAGCTGCAGCCCAAAGC
AGTTTGTGTGTAAGGATGGAGTGACGTGTATCTCCAAAGGCTGGCGCTGTGATCGTGAGA
AGGACTGCCCA
>AU178215 ID   AU178215   standard; mRNA; EST; 530 BP.
TTGAAAGCGTGGAGCGCTCTTTCATCCTGTCAGCCAGCTCAGCAACAGAAAGAGATGAGT
GGCTGGAAGCAATCGCCAAAGCCATCGACGACTACACCAAGAAGAAAATAACCTTCATTT
CCAGCCGCAGTCAGGAGGAGGCAGAGGTTTTTGTCGACAACGGAGCCCCTTTGGGTTCAA
AAGCTCCCATCTGGATCCCGGACTTGAGGGCCACCATGTGCATGATCTGCACCTGCGAGT
TCACGCTCACCTGGAGGAGGCATCACTGTCGCGCCTGTGGGAAGGTGGTGTGCCAAGCGT
GTTCCACCAACAAGTACTACCTGGAGTACTTGAAGAACCAGCCGGCTCGTGTGTGCGATC
ACTGTTTCGCCAAGCTGAAGGAGAACAGTGACCGATGCGCCTCGACTTCAGTGTCTCCGA
TCAAGTCTGGAGCTTTCTCCTTCACCAGGAAGCAGAAGAAGATTCCTGCTGCGCTAAAAG
AGGTGTCTGCAAACACAGAAAACTCCTCCATGAGCGGCTACCTGTACAGG
>AU178223 ID   AU178223   standard; mRNA; EST; 451 BP.
TCCAGCTCCATTTTCAGAAGAAGCGCTCAAGGAACTTTCTCAAAGCCACAAAAAGGAATT
TACCCACTTTTGAGAGGGGTTTTACTGGAATCTTCCTTCTTGTTTTCTCCGGGAAGTATG
ATGTTCACCGCCTTCAGCACAGATTGCGACTCTTCCTCCCGCTGCAGCACCGNGTCTCCG
TCCGGAGACAACCTGGAATACTACCCGTCACCTGCGGGGTCTTACTCCAGCATGGGATCT
CCTCAGTCTCAGGATTTCACTGACCTGACAGCATCAAGTGCCTCCTTCATCCCCACGGTC
ACAGCCATTTCAACAAGTCCAGACCTGCAGTGGATGGTCCAGCCTGTCGTCTCCTCAATG
GCCCCGTCCCACAGAGCTCACCCTTACAGCTCCAGCCCCAGTCCTGCTTACCCCAGATCA
TCCATGAGGTCTTCATCCAAGGCTTGCTCTT
>AU178227 ID   AU178227   standard; mRNA; EST; 579 BP.
AGTCATGTTTCTATGGCATTTTAGATATATGAAGAAATATATATATGTGTAATTTAGTGT
AGATCTGACTGGCAGCTCCTGCGTTGTCTATGCGCCCATGTTTTTCACAGAATGCAAGCG
GCAGAGGCGCCAAAAATGACAGAAAGAGTGTGTGTCCTGTGACTCANCATCTGTTCAGCC
ATGGAGAAGCCCTGGAGGCTGTGGGCCACAATAGAGCACTGCACCCTGTTTCTGGTATCC
TGGTCCTGGGGTGCCTGTCGCGTTTCCCTTCTCGCCCTCATCCTCACCTTCCATCTCTAT
GGCGGATTTTTCCTTCTTGCTCTCATCCTGGCATCTGTAGCGGGAATCCTGTACAAGTTT
CAGGATGTTCTTCTCTACTTCCCTGACCAGCCCTCCTCCTCTCGCCTTTACGTTCCAATG
CCAACTGGAATCCCACATGAGAATGTTTACATTCGCACCAAAGATGGGGTGAAGTTGAAC
CTCATTCTGCTTCGTTACACCGGAGGGGACACTCTTCCTGGAGTTGGCCCTGGTAATCAA
AATAGCCCGACATCCTCAGCTCCACCTACAATCCTTTAC
>AU178234 ID   AU178234   standard; mRNA; EST; 432 BP.
CCATAATGAGCTCACCGTCTCCTGTGGGGAACCTAAGCCAGGTGTCGCCCGAGCAGAGGG
TACCGGCAGGTAACTTCCAGGAGTCCAGTCCGAGCTCCAACGGTTACCAAAGCAGCAGAC
CGAACCGTCTGACGTTTGACTTTCTCCCCGAGGGAGACAACACGGTCCCCGGCATCAACG
CCGACTCCGACTTCATCGACGCTCTGCTGAAATCTGGTTCTGGAAATGACGACTGGATGA
AGGACATAAACCTGGATGAGATCTTGGGAGGTCACTCCTGAATTTAGGTCTCCCTATGAT
TTAAAAAACAAAGTCATGTTAAAGGGATAACATTTGTAAATAGTATTCAAATCAAAAGTC
TGTTACTTGGAATCCTTTGTCTTGTATTTACTGTGAAAAGCTGTGGGGCGGTCGTCTGTC
CGCTCATTCCTT
>AU178238 ID   AU178238   standard; mRNA; EST; 268 BP.
TGCCTGGGTCCAGTTTCCACTTCGTGCATTCCAAGCCATCATCACGCCAAGCCCTCCAGC
CTAGCCGTGCCACACTGCCACACTCGACCACCGCTCCACCAGCAGTTCCCCGGGACCACC



CCCTGAACAAGACCCCGTTACGAGAGGGGTACTTACCGCCAGTCCGCTCCTCGCCACAGA
ACTCCCTCTCCACGGATTCCCGTTCATCCTCGGCAAATAAAACCCTTCATTGCCAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAA
>AU178241 ID   AU178241   standard; mRNA; EST; 666 BP.
AAACTGACATTGACGAGAGCCCCCTGTCCAAGCTAGAGAAGTCAGTTAGATGGACGGATT
TCTGTCAGAAATGTGATGGAGGGGTGAAAGAGGAGTGTTCCTTCATCTGCTAAAGCTAAG
AAGACTGGGGCTGGTTCCACGGGAGGCCTTTCTGTTTGCAAGCTCCTGCTGTGAAATTGA
AATTGTAAAACTAAAAGCAAAACAAAAACAACGAAGCCATCGAAACCGTAGCGTAAAGAG
TGGTCACAGCAACAGTGATACAATGGAGAACTCAGAAATTGTAAATCTCAGAAATCGACT
GAGTGCTAGAGTGAGACAATCGCAGCATCTTGATCAAGTATCCACCATGAGGAACGCTGT
CCAGCACGGACTGTTATCTGACTTCAAGAGAACATACAGGAGCAAACTGAATGGGAAAGC
TTAGAAAAGAAGACCACATTTGACTAGACTGAAGGAAAAAAGAACTCACATAAATCAGTC
AGTAACAGACTGGAAAAAAAATGGCATAAAAATGTGAAATCGCATGACAGGAAACATTTT
TGGACACACTGGGAATAAAGAATTTCTTGCAGAACTGCATTATTGGCCTTTAAGAAGCTG
CTGACAACAACAGGATTCAATTCAACATTTTGGCTGAGTGCTAAAAAATAAACGGATCAA
ATACCA
>AU178243 ID   AU178243   standard; mRNA; EST; 547 BP.
TTAGACGTTGGAACTGTGCTCAAGATTGAGTTTTTGTTTTTAATATAGAGATGCTAGCAT
GGAAGGAGTTCTCAGGAGATTGGAAAGCAGCAATTAAAGCGGAGGGAGGAGGTTTACATT
CTAACCCCCAAGAGGAAGGAGTAAAGATCTCAGCTCCCTCTGAAACGGAACATAAAGTCA
CCTCAATGCCATGACGGAGTCCACATGCAGTTGTGAGTTACTCTGGTTCTGGGTTTGGAA
ATAATCTTAACGATTGCAGCAATTTAGGCTAAGAAAAATGACCCAGCAGGGCTATTGCTC
CTTAAAGCTGCAAACATATAGGAAAAGGAAGAAAAAGGAAAAAAAAGAAATCAGAGGTGG
GCATAATGCTTTTTTTTAACCTAACAGTAGGCAACATAATTGGCACACATGAGTACATAA
AGACAATTACCTTTAAAAGTTGATCGTTTGGAGCATTAAAAAACAAACATTGTTAAGAGC
ACACTGGCAAAGTTGCAGTGCAGCATGAATGTGTATCTCACTGCAACTCCAGATCAACTA
GCAGCAA
>AU178249 ID   AU178249   standard; mRNA; EST; 540 BP.
GGAGAGCCTTCCGCCTTTAGCTCAGGTTTGCTCCGGCGCTGTTCCTTTGACCGCAGACGT
CAAAGATGGCGATGATGGGGGAAATGGAAAGCGGCGCGAGGAAGGTGACAGAGTGGCAGC
AGACGATGTATGGCATGGACTCGGGAATCCATTCTGGAGCCACCACGGTCAGAGAAGACG
ACGGCGAGTTCATCAGGCATTTAACCATGAACACCACCGTCATCCATGGGGAGCCTGACC
TGGACGCTCAGTACTCCATGACCAGAGCCCAGCGTGTGCGTGCGGCTATGTTCCCTGAGA
CCTTGGAGTCCGGCACCGCCATCCTGTCCACTCAGACGGACGCGTCCCAGATGACCAACG
TCCAGTGGCTCTGGGGGGCGTGGCCACAGCTTCAGAAGAAGGGCAGCCGATGGATGCGTG
AACTCATGAGACGTTAGTCTGGAGCGAACTACTGACAGGGAACTTAGTCTTTGTACTTCA
GAGTTTTTACTGAAAATCTGTTTATAAAATAAAGATTATATCAAACTGCTAAAAAAAAAA
>AU178255 ID   AU178255   standard; mRNA; EST; 588 BP.
CTCCTGCAGCACCTTGGGATCCCGCCATCGTCTGCCTTAAGTTTGTTTTTCAGACGGAGG
TTCCAGCAGCTTCCCTCTGAGGTTTTGCTGCTTAAGTGGAAGCAAACTTTTAATGAATTT
TTTTTGTTCCAAACAGAAATTCATGGCTGGCATTTCTCCGATATTCTTCAGAAATCATGT
TTCAGACGGGAATCCGTGTTGGAACCATGTCTGCTGCTGTTTGTCTTTCCTGGTTTTGGT
TTCTGGAGTCTGATGTGGATCTCTTCCGTTTTCTTGTTTGTTCTACAGTCAGATCTGCCA
ACAATAGAAAGCATGAGCGTAAAGCGCGTTTGCCAGAGGTGAAAGCTCTGAAAACGAGTT
TCCACGCTAACCCGATTTAGTGCCGAAATGTATTTTTTAAGTCAGATTTATGTATTTTTA
TCCTCAGGTTTAGGAAACCTGAATATATTTTGCTTTGACCAAAGAAACAAACGCTAAATG
AAAAATCTTTATTCCAAAGAAAAGTCGACATTCTCAGTTTTCTGTTTGCACTTTGAGAAT
GGTCCCTCCGGGCTCCTGTACTCGATGACATCAGCACTTCCTGCTACA
>AU178256 ID   AU178256   standard; mRNA; EST; 585 BP.
GACAGAACTCTGTTGCACTGTCATCCTGTTGGTACTGTCAAAGCTGGTGCCTGCCCAGTA
CGAGCTGCATGGCTACCCGCCGGGCTACCCTGACCCGGAGCAGGAACAGTACACCCCCCC
AGTGCTGGACCCAGACACCCCCAGGATTCAACTCCGGTTGGCAGGAGACAAGAGAAAGCA
CAATGAGGGCCGAGTGGAGGTATACTACAACGGAGAGTGGGGGACGGTGTGCGATGATGA
CTTCCACATCCACGCTGCCCAGGTGGTGTGCAGGGAGCTGGGCTACGTAGAAGCTGTCTC
ATGGTCGCCATCATCAAAATACGGAAAAGGAGAAGGAACCATCTGGTTTGACAATCTCCA
ATGTACTGGCACAGAAAAGACCTTGGCACTGTGCCGTTCTAATGGGATCGGAGTGTCTGA
CTGCAAACACACTGAAGACGTGGGTGTGGTCTGCAGCGACAGGAGGATCCCTGGCTTCAA
ATTTGTGAACTTGCTTCCCAACCATGTGGAGCGAACTGCTGGTGCCAGAGAATTTAAAAT
AATGAATCCATGGTTCACAAGACAAGGAGACGCAGCGGCAGCTGA
>AU178264 ID   AU178264   standard; mRNA; EST; 612 BP.
TTATCGGCTGCAGCACAAACAGGAGGACATTCCCATAAACGGCTGGGCCATCGAGAGCAG
AGTCTATGCAGAGGACCCGTTCAAGTCCTTTGGTCTTCCATCGATCGGACGCCTGTCGCA
ATACCAGGAGCCGCTCGACCTCAGCAACNGTCCGCGTGGACAGCGGCATTGAAGAAGGAA
GTGACATCAGCATCTACTACGACCCCATGATTTCAAAGCTGGTGACCTTTGGAGCCACAC



GAGCAGAGGCCCTGGCCCGGATGGAGGAGTCCCTGGACAGATACGTGATCAGGGGGGTGA
CCCACAACATTCCTCTGCTGCGGGAAATCATCACCCACCCTTTGTTCATCTCCGGTGACA
TCAGCACCAACTTCCTACCCGAGGTTTATCCTGAGGGCTTCAAGGGTCACCAGCTGGAAG
CGGAGCAGCGCCGGGAGCTCCTGGCATCAGCTGCAGCACTCCACATTGCTGCTCAGCTGC
GCTCGCAAAGCATCCTGGGAAACCTTAGGGTGTCCTCCTCTGTGGCGGGACATAGCAGCT
GGGAGCTGTCTTTGGAGCTGGGGGAGAGACACTACGATGTCCACATCACCAAATCAGGGA
GCATCTATACTG
>AU178290 ID   AU178290   standard; mRNA; EST; 548 BP.
GAAGTGCCTTTGGCGGCCACCAGCAGCAGACTGCTCTGTTGGGCTGCAGTGCCGGTGGTT
CTGTGTTGTACGTGCGTAGAGCTTTTAGTGGCTTTGACTCCGTTTTCCGTGTTTCAGTGC
AGATTTCATGTTTAGTGGTTGTTTTTTCTTGTTGACGCTCGGCACCAAAAAAATCCTGGA
AACTCTGTTTCTTTTGCTGACCTGGAGGGTTTTATCGCCACAAAGAGCTGCGTGTTTGAT
GTCGTCCGCTGCCTCATCGTAGCGCTGCCGTTCTTACAAATGTGTGTTGGAAAAGCAGGA
TCTGTGTCGGGCCTGACCTTTGCAAAGGTTAAAGGAGGGCGGAGCTACTGTCATGTCCGC
ATTGAGCTTAAAGTGAAGCCAAGAGGATTTGCTGACTCTGAATTCTCTGCAAAGCTTCAA
CAAGAGAATTTTCAGAAAATGTAAAAACTTTATTGGCATATTTTTATCTGAGTTTTATGC
TTCTTGTTTAACCTTTTCATTCATTAAATATTTTTAAATTCACAGAAATTCTTTCTAAAT
GTCTAAAA
>AU178294 ID   AU178294   standard; mRNA; EST; 395 BP.
CTGTGGTCTCTGAGTGCTTCAGTCCCACTCCATGGTGCTGGGAGGGCCGGCTTCAAACCC
TCATCTGTGTACTCCTCAAAACCAAACCGCCTGTGTCCTATCGCAATGAGTTGATCCGTA
CACTGGATGGAGGTCAGATCTCTCTGGACTGGGTGGACAATCAGACCAGCACGACCTACC
CAGAATCCTCCACTCGCCCCACGGTGCTCCTCCTCCCAGGCCTGACGGGAAACAGCCAGC
AGTCCTACGTCCGGCATGCCGTCACTCAGGCCACACGCCACGGCTACAGATGTGTGGTGT
TCAACAACAGAGGAGTTTCAGGGGAGGAGTTGTTGACTCCAGTCACCTACTGTGCTGCAA
ACACCTCANATCTGGAGCGTGTGGTCCAGCATGTG
>AU178300 ID   AU178300   standard; mRNA; EST; 650 BP.
ACCTGCAACACCCAGTTCACGTTCATTCAACAAATCTTCAGGCAGGAGAAGCTCAGGCAC
CAGCATTTTGGATGACATTGTTAGAGGCATCATAGAAAACCCCCCCTGCAGCTGCCCCAC
ACGCTTTTCTGTTGAAAAGCAGCCAAAAGGCAGCCTACCGTGTCGGGGATAAAGTTCTGT
ATATACGGGTGAGAATCTTCCGTCATGACGAAAACACACTTCGTCATTTATGGACATTTC
CTGTTCTCCATCATTTCTTGACTTGCACAACGCCTGACTGCATGTCTGCAAAAAGCAAAA
CACTCATACCAAACATCATGAATTAGTCAAAACAAAATATACAACTTTTTGTCATTCAGC
ATTTAGAAACTTCAAATAAGCTGTTGATTTTGATGTCAAAGTAAAACAAAGACAACTTTT
TTTGTCTTAAATCTATCAGAAATGACAGAGATTTGCACTGTGGCGTCACATCAGAGCCAC
AAATCACAGATTGCAAAAGAGTTTGATCCATAACTAAAGTGCGTCACGGATTCTATAACA
TCTAATAATGCGTAAAGTACAAGGACATTATGGCTATTAATCACCAGTTGAGTCAGCAAC
AAGTGCAGAACATCAGTGTGACTGATTTGCAATTACTTTGTGCAACTCAT
>AU178307 ID   AU178307   standard; mRNA; EST; 617 BP.
ACATTGAAGTTGGATTCTTGTGATTTTTAAAATGAAAAGAAAACTTTAAGGCCATTTTTA
AAACAAATGTAACTAAAATGAGGGGTTGCATTATCCTTTCGGCCTCTGCCTTTTCTGCAT
GTTTCGTTTATGTTTACATTTACCGTTCTCACAGGTTGTTAAAAACGCACGCGCTAGCTA
ATAAACTTCCCAGTTTGGTTTATCTCTACACTAAGTACTGGATGAGGGTTCTCGCGCGGA
AACCAGGGATACTGCAAGAGACAGCCGTGACGGAGTTAGAGTACGCGGTGATGAACTGCA
GACCTATTGACCTGCTTGACTTTCAATCAGCCCTAACCTTGTTGTGGATCTGATGAGTCC
AGTCTGAACATACCGAATACAGCTGATCAGCAACAACCAGGACTGGGTTTGCTGGAAAAG
GCTGGAGAGGACATTGTTCAGGAGGTTCTGCAGTGCTGCAGGTTACGGTTGGGATTACCC
CGATGCGGAATTCAGAGACATCCCACTGTGCTTCCCAGAATTCCTGTGTTCCAAACTTCT
GCTGTTGTTGCTAACTGATGAAAACTTCAGGCTCAGTCCGGCAGGACTCCTCCGGGTGCG
TCAGAGCATGCAGACGC
>AU178320 ID   AU178320   standard; mRNA; EST; 443 BP.
TTTAACCTGCTGTCTCTGGTGTACCTGGAGGCGGGGGAGGAGGAGGACGGCCGAGGGTTG
GAGTACCTGTACGAACACCTGACGTCGCTGCTGCGGATCGTAGAGAGTGGGGGCAAGCNG
GGAGAACGTTGTTACTTTCTTTAGAGCGGCTTTCCTCTTCCTTTTTCATTTTCACCACGT
GGAGCGTTACTGCGACAACCTGTGCTGCTGACCCCCCGGCTGGCTTCAGCGCTTCTGCCC
GTTGTGTTCAACGACAGCCTTCACGTCAGCGCCATCTTCACCACCCAAGACGGGCTCACC
TGGCACACTACCTTACCAGACATCCGTGTGTGTTTTCAGCAGATCTTCCTGCCCCTGCCC
GCCCCCCCGAGCTGGGGCAGGGCAGGGAGGCAGGCCGTGTTTGCAGGATTATGGGAGGAA
ATGTCTTCTGAAACGGGGGAATG
>AU178326 ID   AU178326   standard; mRNA; EST; 305 BP.
CACGAGGGTTGTGTTGCAGCTTGAATGTGGGACAGAACGGGAACATAAAAGAAAAGGAAC
TTTAGAGGAGATCAAACAACGATGGCCTTTGAAGCCAAGAGCGATGTGCTTTTCCTGCAA
GACGAGAAGTTTGATTTCGACGTTTCTCTTTCCCCTGCCAGCTCTAAAGATGATGAAGAC
GAGGTTTTTGAGGGTCCAGCGGAGGGTGAAGAGTCTCGTGTTTCTGTGAGCAAAGCCTCT



GAGCTTCTGGAAGGAGATCACGTGTTTTCAAACTGGAGCCCACTCACAGGTGAGCGGCTG
GATGC
>AU178331 ID   AU178331   standard; mRNA; EST; 273 BP.
AGCTCCAGCAACCCAACGGCGGCTGCTCGAATCGGAGAAATCAGCGGAGGGCTTTCCTGC
AGCGCACCTTCACAAGTACATATTTGCACAACTGGGCTAATTGTGACCCCGCCCCCTAGC
AGTCCTGTTACCACTGCAACGGTCTTCACATTTCCATGGGGAGACGANCTACACGTCCAT
TCCTTTGGACATCCTCCCACCACCCCCACCTCCTCCCCCGCAGTCCTCCGTTAGCGGGGC
AGCGTATTCACTGGCCGTCGTTTTACAACGTCG
>AU178340 ID   AU178340   standard; mRNA; EST; 509 BP.
GGTTCGGGTTCGGATGGATCCCGCGCACAAAGCTGTGCTCCGGAAGCTCCGCGCGGAACT
CTGCAGCCAGTTGATGGTCAGCGAATCTATAGTTCCGGTTCTGTTTCAGGAGGGCGTGCT
GACCCACACGCACNGTGGAGGACATCGAATCGGAACCGACCGACACGAGAAAGAGCCAGA
AGCTGCTGGACATCCTCCCGAACCGCGGGCCGCGAGCTTTCCCCGCCTTCATGCAGTCTT
TGGCGGACTTCAGCTGGATCCGGGACCGGCTGGTGCACGAGCTGAGGACCGAACCGGAAC
CAAGAGCCGCAGTGCATTTGCAGATGAACAGACTGCAGTCAGAACCCTCTGGACCGCACA
CTGTACCAAAGCACCGTCCCCGCCTGCAAACACNAAGCTACGAGACTCCAGCTGGGTCAC
ATGATCCGAGCCCGGGAACCTCCTGAGGCGGGCTGAGACGTGGTTCTTCATCAGAGAACG
GACTGGACTTTGAATCTGATCTTTGCCCA
>AU178341 ID   AU178341   standard; mRNA; EST; 428 BP.
GTTCAAACGGATTCTGGTGAGGAGCACCGAGCGAAACCGCGCGCATTCATGGTGGGTCCA
TGCGCTCCTACCGGTATCCGAGCCCGGTTCGTGACATCAGGAGAAAGTGACCGAACCCCC
GCGCAAAAAGCTTTACTTCACAGATAATAGATCGAGTACAGACATGATGATGATCCCGGA
CTGTCTGCTGCGAGCCGTCTTCATCTCAGACTCTCCGGTCTTTGTTTGTTTGTTTTTTAA
ATTGAACTTACCTGAGAGGTCTTGTTCTGATTCTATTGTGACGTCAGAGTCCGGAGGGAA
CAGATTCCGACCCCAAAGAATCCGGGGCTTGTGGGTGGGGGGGTGGGGGGTANCACCAAG
ATCAGGATTTTCCAGATTAGCCGGAACGAGTCACGCATCACTTGGTGTCCAAGCTGCAAT
CAAATTTA
>AU178344 ID   AU178344   standard; mRNA; EST; 528 BP.
ATGAGGCCGGGGCTCGTGGTTCTGCTGTTCGTCTTCAGCTGCGCTCTGCGCTCGGAGTGC
GCGCCGCCGACCTGCTACTCCCGCGCGCTGGAGCTCAGCAGGGAGATCATGACCCTGCTG
GACAGGGTGCACACNGTCCCACCGCACGAAGACGTGCGCGGAAGTTCTACCGACGATCTT
TATCGATGTGCATAACGCCTGCATCACCAACAAGCTCCGGGACTTTCTGTACGTGGTGCT
GAACCACCCCAGTCAGTCCTGCAGAGAGAAACCCAGGAAATATGCTGAATGCCAACCATG
CCAATGGAAGCACTGAAATAATAAACTGATCCTAGATGGTTGGGAGCGGCCCTCGACCGC
TGCTTCCTCACAGAGTCTGATCAAAGCTCTGTCTGCACCTCATTAGGTTCTAGAAATATG
CGCTGTTACCATAACCTTTATTCAGAGCAGCTCTGCATGTCATCCTGAGTGCCCTGGAAC
AAAATGCCTTTCTTTGTGCACGCTCAGCCCTGCAGCTTCATCACCATG
>AU178354 ID   AU178354   standard; mRNA; EST; 437 BP.
GGTATGAGGCGCATCGACTTATCAGGGGGTCGCAACCCCGATGCTGCCTCCCCCCGTCGC
ACAGAAATGTNCATAGAGGTCTCCTCCAAGCAGATTGACAACTCGCCCANGGCTGGAATA
GCCCGCTTTGGGCTTAAACGTCCAGAGGTGAGTCTGAGCAGCAGGAGTAACCCCCTGGAT
GGCACCGCCAACTCTATTTCCAGCACCACCAACAGACGAGCGGAGCTTAGCACCACCCGA
GCCCAAGAGCCCCCTGCACCTCCCAGGAGGATGGATGCTCAGCTGTCATCAGGCCCAGGC
TCGAGGATTCCCGAGCCTCCTCAGAGAAGGGCAGACCCCGTCTCCCCTAACCTCAGCACA
GTCGATGGCATCTTCAGGAAGTCAGAGATGCCTGCCGTCAGACATCCGGATAATTTAGTG
CCAAACAATCCAGCTGA
>AU178359 ID   AU178359   standard; mRNA; EST; 191 BP.
AGGATTCCTGGTGCTGCTGGAGTCTCCACAGACATTTTCCATGCTGGATAACCAACATCA
TGCTTTTAACCGCAGAAGAACCAGGACTGAGTAGCACATAGCTACCAGAACTTTATGTTT
TGTGAAGGAACCAGTCTCCAAGGCTTCTGGATCTTTTGTGCTTAAGTATGTGAGAGATCT
GTGACCGAATA
>AU178361 ID   AU178361   standard; mRNA; EST; 328 BP.
TTTAATAGAATCAAATAAACACAAAGAAAAAGTATTTTATGATCTTTCATATTCCTAACT
ACTCAGTGTTTTATCAGGGCCTGTTTGGATGAACATAGAGCTGATATCCTGGAGATGGAA
ATGTTTTTAGATCAGTGAAAATGTGTAATTTCCCACGGCACACCCTGACCATATCTCACG
GCACACTGGTTGAAAAACACTGTAATAGAGTATTTAATTGTATAATAATTGTAAAAAAAA
TAGAGGTTTCTACTTCGCGGATTTTGCCTATCACAAGTTCTTTTTGTAACCGAGTTGGGG
GGACAGTCGGGGGCGCGAGTCGAGCCGG
>AU178368 ID   AU178368   standard; mRNA; EST; 658 BP.
TTTACTCGGTTCGTCCGTGGGGACAGGTTTAGGCTTTCCCGCGCTCGGTCTTAGCATCAC
GAGCGGCGGGGTTCGTCCGGTCACCAGCGGAGTCTGCACCCGCTCCCTGACTGATGAACG
ATCTGGGACGATGGCTGCCGCCGGGAAGACGACGGAGGTTCGAGCGCCGAGCCCGGAGGA
CGGACACGCCGCTCCGAGCCTGTCCAAGAGGCAGCAGAAGAAGCTGCTGAAGCAGCAGAA
GTGGGAGGAGGAGCGGGACCTGCGGAAACAGAGGAGGAAGGAGAGGAAGCAGCTGCGTCG



GCAGGAGAGGCAGCATCTGCAGGACGAGGACCAAGCCGACCATCACCACGCCAGGAAGCG
CTTTCGCCGAGAGGCCACGCCCAGCTCGCTGAGGCTGGTGGTGGACTGCAGCTTTGACAG
CCTCATGCTCGCCAAGGACGTTCAAAAGCTCCACAAACAAATCCAGCGGTGCTACGCCGA
GAACAGGCGAGCGGCTCATCCCGTGCAGTTTTATCTGACCAGCATGGGAGGACAGCTGCA
GCAGAGCATGGATGAGAAGGACAGAGGATGGGTGAACTGGAAGGACATCAGGATTCAGAC
GGAACATTACAGTGAAGTGATCGCCAAAGGGGACCTGGTGTACCTCACCTCGGACTCT
>AU178384 ID   AU178384   standard; mRNA; EST; 295 BP.
TTCCTGTACAGAAGTGTGGATGTCAGGACACAAATGGCTTCAGACACAATTTCAATGAAG
TGTGGTATACCAATCACGTGCAGTCAGAAATGTGAATGTGAAGATGAGGATGGGACTGGG
AAAGTGGTTTGTGACGATGAGGAATGTGAGGATGCGGTTTGCCTTCCAAATGAAATGGGC
TATTTCTGCCAGTCTACAGGTTTTAGTGAGTGCACCATTCAGGGAGATCCTGAGTACAGG
ACATTTGATGGAATGAAGCATGGCTTTGAGGGGAAACGCTCTTATGTGCTTGTTA
>AU178396 ID   AU178396   standard; mRNA; EST; 467 BP.
CCTCAGTTTGTTCCCATGGTTCCATCAGGCAGCAGCTTGAGCTCTGCTGTAGCAGGATAC
CCTGTGGCTGTTCAGACAGGATCTACTGTTCCTGTGTTTTCCGGTGTTCCTGCAGCAGGA
GTCTCTGAGGCAGTTCAGGTCCCTGTGCAGGCTCCTGGTTTCTCCCAGTTTGTTCAGACG
GGCCCAGCAATGGTTGGCTCTGCTTCCCCTGTGTTTGTGATGCATGATGGAGCCGGTCTA
CCTGGTGGAAATCCAATGCCCTGAGACTGCGATGGGTGGGATCTACGGTGTGTTGACCAG
GAGACGTGGACACGTGTTTGAGGAGTCCAGGGTCATGGGAACACCCATGTATGTCATTAA
GGCCTACCTGCCTGTCATGGAGTCATTTGGCTTCACAGCTGACCTGCGTTCCAACACCGG
TGGCCAGGCCTTCCCACAATGCATGTTCGACCACTGGCAGATCCTCC
>AU178411 ID   AU178411   standard; mRNA; EST; 514 BP.
ACCTGTCCACTGGGTTTCAGCCTCAGAGCCGCCAACGGCACCTGCTGCCAGAGCTACGAA
TGCGTTCCTAAAGGCGTCTGCGTCCACGAGCAGGCAGAGTTCATGCCTGGAGCGAGCGTG
CAGACGGCAGGAAGTCCGTGCCAGGACTGCCTCTGCAGCCCCCAGACGGACCCCGTCACG
CAGCTGAACGTCATCGCCTGCACGCCTGTTCTGTGCAACAGCAGCTGCGCCGAGGTGAGC
TCCAGGCGTGACGTCTGTGAAGCGGGAGGTCCGTGATGTTCACACCCCCCGTCCTCCTGC
AGGGCTTCGAGTATGACGCCAGCGGGGGCGGGTGCTGTGGGGAGTGCGTGCAGAAGAGCT
GCTTGGTCACGCTGGAGGACCAGTCGACCCTCACGGTGGAGGTCAACCACACCTACGTGC
CCCCCCACGACAAGTGTGCCCAGTTCACGTGCCANAGGATCGTCNGTCANCTCGTCACCA
AGGAGACCAGGACCAGCTGCCCCCCCTTTGACCC
>AU178415 ID   AU178415   standard; mRNA; EST; 459 BP.
CTCTATACAGTCTAAGGTTCAACTTCCATGATCACTTCCAGATGCAGAAGTTTAACAAAA
ATTAAACAAAAGAAAAAACTACGATCCCATTGGCGATTGCTTAAACGTCATCCCGCCTCA
CTGGCCGGGTAGGGGCAGGGGCCACAGACCGAGTAGGAAGCTGAAGATCCAGCTGAGGAT
GGTTAGCATGCAGCTGTCATCCCTACCCATCAAATAATGGGCGTGCCATAAAGGTGCAGG
GAGTCCGGGGGGCCGTTGGAGGTCGCCTCTAACCTCGGGAAGGATGAAGAGTCCAGTGCA
CAGATGCAGGGATGTGGATCACGGGCGTGGGCAGACCGGAACAGTGGCAGTGACCGAGTG
CTTGCAGGCTGAGCAACGCATCCCCGTCTCCAAAGATGTCATCACTTCATCTTCCACTCC
ATCTGTACCGATGAGACTGGAATTGAACGCCTGAAAGGA
>AU178426 ID   AU178426   standard; mRNA; EST; 556 BP.
GGAGATTGAAATCGCTGTGTACTGGAAGGACTGGCGAGGACTGAGTGGAGTGAAGTTCCT
GCGTCTGGAGGACTTTCTGGACAACCGACGGCATGGCATGTGCCTGCAGCTGGAGCCTCA
AGGCATCCTCTTCATCGAGGTGACCTTCATCAATCCTGTCATCGAGCGACGCTCGAAGCT
TCAGAGACAAAGGAGGATTTTCCCCAAAGAAAAGGGGAAGAACTTCATGCGTGCCGCCCA
GATGAACATGAACTTTGCCACATGGGGCCGTCTGATGATGAGTGTTCTTCCTCCTTGCAA
CTCGTTGGACCCCATGAGCCCCCCATTGGCAGCTCCATCACCCACTGCAGTTCAGTCCCG
AGAACCTCCTGTTGTGAAACTGAACTTTGGTGATGAACCAAATGACAGATCTCCTCATCG
CTCAATGAAAGTCATTAAAGACTCCTCACTGTCTCCTAGTTTGAGTAAAAGGCTGAAGCC
AAAGAGAGATCCCTCTGTCCGTATTTCTCAAGAGAAGGATGCTGGACTTCAGATGGAAGA
CTTCCAGTGCCTTTCA
>AU178430 ID   AU178430   standard; mRNA; EST; 329 BP.
AGGAAACCAACAGTCAGGTCCAGCTCCTGAACAGAAGAAAGAACAGACAAAAAAACGAGA
CAAAGATAGAAACGTGTGCGTACATGGAGTTTCCTCCCCAAACCTTTTTGGGCCACAGGA
GGTCTCAGTGCCAGAGGAGAGGAGAAGCTGCTCCTAAAACTGGTCAACGGGATCTAGAAA
ACACCAGCAAATGAAGTCAAGCCGGACTTTTACTACCTTGAAGATCCAGTTGAAGAAGAA
GACGTGTGCTTGGCCACAAGCTTCACAAGATATAATGCCGTGACGTCACTAAAGGATTTC
GAGGGTTTCAATAAAACAAAGCCCACAAT
>AU178431 ID   AU178431   standard; mRNA; EST; 335 BP.
ACCAACAAACACTATCGTTCTCATCCACACTTTTCCAGCTTGAATGCACATAATTGCAGG
CCTTGTCAGTCAAGGTGGTCCTCATTTGGAGGGTAGCCTTCAGGTTACAAGTGATGTAGA
TAGTGTTTCTCAAATCATTACGAAACAGAAAGGCATCAATCTGGAACTGAAGCAAATTGG
CTCTCGATCTGGGTAGGAATGAGGCAACTGACCCCGCTTTTGAATCAGTGAAGCACCCGT
GGTTTTCAATGAAGTAGTATCTGGGTACCGATGTTGCATCAGGTGTCAGAGTGGCAACAC



AGCTTTCGACAAAAAGCTGCCTGGGTTCTGGGCCC
>AU178437 ID   AU178437   standard; mRNA; EST; 209 BP.
CATGCCACAAAAACGATGAATTTGGGCCAACATTTCTGTTATTTAAAAGTTGGAACTCCT
TTGAACAGATTAGATCAGAAGTAAATTTAAAAATGTATTTCAATTTCAGAAACACCTGCA
ATAGAATAATTAATTTCCAAACGGGTTTTTTGTTTTTATATTCAAATGCTGACCAAGAAC
CACATTGATTTGCCTAAAGGAATTAAATA
>AU178473 ID   AU178473   standard; mRNA; EST; 347 BP.
ACGTAAATAATAAACAACAGGAATATTGTAACTTTTCCAGAAGGCAGACAGAGGATGAGC
TGAGATTCCAGGTGGGATGAGTGAGAGAGAGGACTCCACTGTAAAACGCACGTGAACAGA
TAAAGGAAAGGATGAAGCTGAATGAACGCAGTGTGGCACATTATGCCACATGCGATTCAC
CCCCAGACAAAACAGGCTTTCTCTTCAAAAAGGGAGAGCGGCACACCGCTTATCATCGGC
GCTGGTTTGTCCTTAAAGGGAACATGCTTTTCTACTTTGAGGACCGCGACAGTCGAGAGC
CGATCGGGGTCATCGTTCTGGAGGGATGTACGGTGGAGCTGTGCGAG
>AU178478 ID   AU178478   standard; mRNA; EST; 188 BP.
TTTTTCTAAAATGAGGCTCCAGCAGGAAGAAAACCTCTGGACATGAAACCACATGGGTGG
TGAGTTTTAAAAGCACTAACAGCATCAGATACAGGCAACGTAACAACCAGCCTTCAAACG
TGCCTCATCTTGTGCTGCGTCTCAGCCTAAAGCTGACTTTCTGCTTGCGTGTTTAGTCTG
GTTGGTGG
>AU178484 ID   AU178484   standard; mRNA; EST; 112 BP.
AAAGGACCACCACCATCATCATAATCCATCATACCGCAGTCAGAGTGGAGCCAGACCCCG
TGACAGCCATTCAAGGGGGGGTGCAAAGGCCGAGCAACAGCCTTCCCACCCC
>AU178488 ID   AU178488   standard; mRNA; EST; 270 BP.
GCTAGTGTCCATCATCATGATCCTTCCAGGCATGGAGGAACACCTGAAAAAGATTCCTGG
TTTCTGTGTGGGCCGGGTCCCGGCCTACCTGGCATACAGAACAAGATGAACTGCGACATC
GTTGTGGGTTACAAGTCTGTGTACAGCAGCCATGGCAGGGTCCTGAAACAAATCAGCAGC
AACCGCAAGTGTTCGAGTCCCCGGACGTCTGACACCGAGGACTACNACAAAAGGAGGACT
CATAACGTTCTGGAGCGTCAGAGGAGGAAC
>AU178490 ID   AU178490   standard; mRNA; EST; 420 BP.
TGGGAAAGGCCTACACCCCGCCTGTAACTCCGCCTGGGAGCCCCCGACACCCAACAGACA
TGATTGACGGCGCACCAGAACCCGATGTCATCATCATCAATCACATGGACCCAAACCACT
ACAGCTCAGACGGGAGTTCCGACACGGACGAAATGGACCTCCCGCCGGTGCCTCCACCAG
TCCTGGAGAACCACATGTCCATGGACCCCCAGGTCCTTCCACAGACGGACGAGGCGCAGA
ACGGGCAACCAATGGCGGATGAGCTGCTGCCGGGCAGCGAGGATAGAGAGGAGGTGACTT
TGATGGGCTCAGAGGAGCCAGGGCCGCGCTTCCTGTCGCCCGAGGCTCTGAAGAAGCACA
TTCATGGCGAAACGACGAAGATCAACAACGAGCTGAGGACGCTCATCACCAAGGAGATCA
>AU178491 ID   AU178491   standard; mRNA; EST; 301 BP.
TCACTTTAAGAGTACCATTTTTCACGATAGCCTGATGATTCTAAAAACAAAGGGGGCTGT
GTGGAGAGCATGGAGGACATTTACAGTGAGCCTGCAGAGTTCTGCTGTTAGTTCATCAGC
TGGACCTGGTTCTCCAACAGGATCCAGCAACGCGTCCTCTGTTTTTGCTGAAAAACCCCT
TCATACTCCTGTCATGGTTAAAGAGGTGCTTCACTACTTGGACATTCAACCAGCACAGGT
GGTCCTGGACATGACATTTGGTGGTGGTGGTCATACCAAAGAAATTCTAAACACGGTTCC
C
>AU178502 ID   AU178502   standard; mRNA; EST; 291 BP.
GAGCAGCCCGCTGCCGCTCCGCCAACGCTGGCCCGGCCTGCCTCANGCCATTGAGGCAAC
CGCCTTCTCCCCGCTGGACTCCAAATGGTATTTCTTCAAAGGGAGGAGGACGTGGCGATT
TACAGGGAGCGTTTTGGACCCCACCTTCCCCAGGATGAGTAGTGACCTGGGTCTGCCCCG
CCACCCCGACTGCGCCTTCTATTACGCTCCTCTGGGCCACATGGTGCTCTTCAAGCGCTC
TCGCTACTTTGTCTTCAACCTCAAACTTCTTCGCCAGGAGCCCTACTACCC
>AU178514 ID   AU178514   standard; mRNA; EST; 183 BP.
CTGAACGACCACCTGCTGTCCGTCGCTGCGATGGCTGGTTTTGAGGCCTGGAGCCGCAGC
GGTGGAGGCCTACTGTCAGGCAGCTGTGTCTGCAGGAGCAGNACCTGAAGGCGGCGTCCC
ACCTGCTGTCCATCAACAGAGTCTACGAGGCCGTGGACCTGCTGCGATCACACAAGCTCT
TCA
>AU178523 ID   AU178523   standard; mRNA; EST; 284 BP.
ACATTCATATTAAAAGGAGGGTATTTGACCGACCGACCAGNGAGTGAGTAGCCTCANATG
TGCTAGCTTAGCTGAAAAGTTTAGTTCTAGCTTAGCTGAAAAGTTTAGTGCTAGCTTAGC
TTGAAAGTTTAGTGCTAGCTTAGCTTGAAAGTTTAGTGCTAGTTTAGCTGCGGATCGGCT
GTACTTAGCGTGCATAGCTGAAGTTAGTGTTTGTAACCGCGGCTGTCTCTTGTCAGTCTG
GGTTCAGTCCTGACTCCTAGTGACTGATGGCAAAAGAATTCTTG
>AU178541 ID   AU178541   standard; mRNA; EST; 592 BP.
TAGCACCACAATATTGCTGGCAGCCGTCTGCTTGTTCATGGCATCAGGTGTTTCTGCAAA
AACTAAGGTCACCTGTGAAAATGAAAATATCCAAACAATAGAATGTAACGAAAATGAAGT
GATCAGCGTGGATTCAGCCCTGTATGGGCGTGCAGACAGAAACACCTGCAGTCAAGGCCG
TCCTTTTTGGCAGCTCTCCAACACAGGCTGCTCTCAAAGCGGCATTCTTAATTTTATCAA



GGAAAGATGTGAGTTGCAGCAGAAGTGTGATGTTCGAATGAGTGATGTTCGCAACCCAGA
TCCCTGCTGGGGGACCTTCAAATACCTCCAGACCGACTTCACCTGNGTTAGCAGCAGAGG
TAGATATTACATGTGAAAATGATAATGCCAAGCTGCACTGTGGCAATTGGAAAGTTATCA
GTGTCTTAAGTGCTTTCTATGGACGCCGCGAGAGGAATATCTGCAATAACTGCCCCTTGG
CCATGTCTCAAAATGTGAACTGTGAAAACCCCACTGATGTANTTGCTGAAGAATGTAACG
GAAAAAAAAGCTGCAACATTAAAGCAGCTAACTCTGTGTTTGGGGACCCTTG
>AU178547 ID   AU178547   standard; mRNA; EST; 420 BP.
AGAGAGGGCATCCAGGCTTTGGACGTGGAGGATTCAGAGAAACCCACTGCAGACACAACA
GAGGTCATCATCACGGACCAACAGGACACCTGACAGAACAGCCGTCGCAGAAGAAGAGGA
CGCAGCAGCCCAGGAGGAAGCTGAGGAGAACGCAGATGCGGCCGAAGATGCAGCTCAGAC
CGATCCAGCTAAAGCAGACGCAGGGGTGGATGCTGAGGAGGGGAAGCAGGCTGCAGAAGA
GGAGTGGGAGATTCCGTACAGCGACGAGGAGATGGAGGACGCCAAAAACTGGATGCCGCC
TCCTTTGGAAATTAAAAGACTTTACGAGCTGCTGGCTAAAGGGCAGATGCTGGAACTGAA
CTTTGAGCCCCTCCCCAGAAGACCGCCCACACCTGAACGTTCCCTTTCACCTGAAAGAGA
>AU178549 ID   AU178549   standard; mRNA; EST; 236 BP.
CATGGACACATCACATGAGCTCCAGGGACACGCCAAGTGCACGAGCAGCTCAGCTCGGTC
CTCAGACTCTGGTCAACCTCTTCAATTCTCCTCTCTATTCGGACGTCATATTCATGGTGC
AAGGTAGCGTGTTGCCGGCTCACCGGGCCATCCTAGTTGCCCGCTGTGACGTCATGGCGG
CCATGTTCAGTGGGAAGTATGCAGAGGCTCGGAGCAGAGTGGTTCCCATCCATGGC
>AU178551 ID   AU178551   standard; mRNA; EST; 423 BP.
CAAAGCTGGAGACCCTGAACGGCCTGGGCTGCATGAGCTCCATGAACCTGGTCCTGACCA
AGCAGGGTTTGCTGCACATGGAGCTGCTTCTCCTGGAAACCTTCCAATGGAACTTGTATC
TGCCCACAGCGGCTCATTATATAGAATACTTTCTTTCTGCTGCCGTTCACGAGGGGGATC
TGCACGACGGCTGGCCGATGACCAGCGTGGAGAAGACCAAAGTTTACATGCTCAAGTATG
CTGATTACTTTCTGGAGGTTTCCTTGCAAGATCATGTGTTTTTGTGTTTTGCACCCTCAC
TGGTGGCTGCAGCTTGTGTGGCTGCTTCACGTCTTACCCTCCACCTGTCCCCTACATGGC
CGCCTCGACTGCATCGCCTCTCAGGCTACACGTGGGAGAACCTTGTCCCCTGTGCAGAGA
AAT
>AU178561 ID   AU178561   standard; mRNA; EST; 534 BP.
GACGGACAGCGACTACCAGAATGCACAGACGGTTTTGGATATTTCTGCTTTGATAAAAGA
GAATGAAAACAAAGAGTCTGCTAATGACATCCAAGCCCACACAACCTGAGAAAAGCCAAG
CAGAGCCTGCGCCAGCTGATGAGAAGCTTCTGATGCCTTCTGATTCAGAGTGATCATATC
TGTACAATATTGATGCTCAGCGTTTTTATCTGCCTGATATATATTCCAATCATTACAAAA
TCAAAAGAATTCAAATTTTACTTCTTTTTATTTACTTTTTGGATTATTTTTTCTGCAGAA
AACATTGGCAAGGATTTAAAATGCTGTTCCTTTTTATTCTTTTTTAATGCTTAGAGAACA
TTTAGAGACAATTTGATTATCTTTATTCTATATAATTTATATTTAAGTAACATAAAAAAC
TTCCAGTGGTTCACAAATAACATCACCACAAGTTTATCCAAAGATCAAACAGATGATTTA
AAGGGAGATTGTATTTTTCTTATTTTAAGTCCTGATGAATACACAATTTTCATT
>AU178563 ID   AU178563   standard; mRNA; EST; 501 BP.
GTTATGGCGATGCTCGCTCCGGTTACATCACCCCCGACCGAGGTTCCCTCCCAGACTACG
ACGACGATGACAGCGACCCCAACTACGCCCGCGTCAACAACTTCCGCCAGGCCCCTTCCC
CGCTCTTCCAACCCAGCCGCACTCCTTCCCCGGCGATGCCAGCGGGACGGAGCGGTCAGC
TCCACCCCGCCGCTGAAGAGCTCGACGGGCTGTACGCCAAAGTCAACAAGTCCAGACCTC
CACCTGCTTCCCAGAACCAGCAGCAGGTGTACGGAGACAGCAATCTCCAGGGTCCCCACA
GGGAGCACCCGCAGGCCAGAGCTGCCCCCGGTTACGAGGAGCTGGAGGCTGCAAGGCGCC
GAGTCCTGGACCACGACCCGCACCGGACTGCACCCAGAGGGGCCGAGTCTCGACCGGAGC
GCCGCTATGAAGAGATCGACCAACGCCACCCGACTCAGCCCAGGAGGGATCCATATGACT
ACCCCACCTCCAGGCCTGTCG
>AU178565 ID   AU178565   standard; mRNA; EST; 313 BP.
GTTGGTTCTGGTGGGACAGCCGCTCCTGCGAGCTCTAAAGTACCCGGGACAAAGCTGGCA
GGTTGAGATCAGTTCGGTGTTTTGTTTTGTTTTTTCCCCCTNTGCTGTGCGCTGCTGCAC
AAACCTTCCTCTGTGGAGTCGGCTACAGCCAAGTATTCAGATTACACAGCTGTGACACGG
TCTGTGTGCAGGTCAGTCTCTGTCTCAGATGCAGCGTGGAACCAGCACCTCCTGCTGCAG
GCAGGTGGACTTCAATTCTGCCTTGAGCTCTGAGCAGGGCTTCATTCAGCTGTGCTGGAC
CTGCAGCCCTGTC
>AU178579 ID   AU178579   standard; mRNA; EST; 252 BP.
GAGCAGCTCAGTGTCAGGACTGTCCTGGGTTCGTCTGATGTCTTCTGGCTGTCCTCCTCA
ATCCCCTGCCGTGGCGAAGCAGGAGGTCGCCGNGGACGGAGAATGCCCTCTTTTGGCCGC
CACCTTTGCCTACTGGGACAACATCCTGGGCCCGCGCGTGCACTACATCTGGGTTCCAAA
GGGTGACCAGCTGATGTTCCTGAGCGATGGAGAAGTCACCTTTCTGGCTAATCACACGCT
CAACGGGGAGAT
>AU178604 ID   AU178604   standard; mRNA; EST; 300 BP.
GACAAATCCTCAGGGCCTTCAAAGACTCCCATTTTCTCAGTGAAGATGAGTGGCTGTGTG
CAGCTCTGGACTGTTTGGACTTCCTTCCTGACCAACTGGTTGTGGAGCTGAACAGAGAGT



TGCCTCACTGTTTTCCTCAATGTAGAGAGGGCTTCAACCAAGAAGCAGCAGTTCACAGCT
GTGCTGAGCAGAGTCCTCTTCCCCAGAGCGGATTGGCTCAGTTTAAGCTGGTACTCTATG
GGATACTGGTCAAACACTACAGAAACATGAACCCTCTNTTGCCACAACACTTTGCTGACG
>AU178605 ID   AU178605   standard; mRNA; EST; 434 BP.
GAACTGTGCACCAAGTCAATACCTCTCCTGAAAAGAGGCATGAATCACTCCATCACCATG
TCTCAGGAGCAGGCGGCATGTCTGCTCGCCAATGCCTTCTTCTGCACCTTTCCTCGACGG
AACTCCAGAAAGGCAGAGTACTCCAACTTCCCAGATATAAACTTCTTCAGACTGTTTGAG
GGATCCTCTCCAAAGAAGATAGAAAAGCTGAAAACACTGATGTGTTATTTTAAAAGTGTT
ACTGAACAAAAGCCTACTGGACTTGTCACATTCACACGAAAGGTTTTGGACAAATCTCCC
ATCTGGAGAAGTTCACAGACTCAGCTTACTAAACTGCACATCACATGTGAGGGAACCATT
GAAGATGATGGGTCTGGTATGCTTCAGGTGGATTTTGCCAACAAATTTGTGGGAGGAGGG
GTCACAAGTACCGG
>AU178607 ID   AU178607   standard; mRNA; EST; 167 BP.
GGCCTTCCGGACCGTCTACAGGATGGGGGGCGTTCCGGCGTTCTTCAGGGGCCGTCCAGG
CCAGGATCATCTACCAGATGCCTTCCACCGCCATCAGCTGGTCCGTCTACGAGTTCTTCA
AGTACGTCCTCACCAAGAGGCGGCACCAGAGGAGGCTGCGAGGAGAC
>AU178611 ID   AU178611   standard; mRNA; EST; 190 BP.
TTTCCACATCACGTTTTACCAATGGACCCCCAGGTGTGTCCCCCACCTGCTGCCAGCAGC
CAATCACTTCACAGCTACATGGACAGGTCTGTGGCCAGCACGTTTAAGCCCAGCCACTCG
CGGAACAGCAGCACTTGTTCATCCAAACAGTCAAAAGTGTCTCGTGACTGGGAAGTGATG
GACAGCTTGC
>AU178615 ID   AU178615   standard; mRNA; EST; 327 BP.
GCAAAGAAAAGCCGTGTTTTCTACGGAAGCCTGGAGGAGAAGGAACGTGAACGTCTGAGT
CTGCAGGCTACAGGAAGTGATGCCGTGAGGGCCGGGGATTAAGGCTGGAAACATCAACAT
TTCCTCAGGGGAGACTCTGGAGATTGAGGATCGAGTCAGCGAGCGGCAGCAGGAAGTGCT
CGCAGAGTTCGAGCGGCGGCGGCGAGCTCGACAAATTACAGTCTCCGCCTCCCTAAAACA
AGCTCGACTGTGGATGGCCAGATATTCTCTGCCTCGGGCCGTGGCTCGCCTGGAAGCTGC
TCGTGCACAGAGAGATGTTTCTGAGGC
>AU178617 ID   AU178617   standard; mRNA; EST; 269 BP.
GGGACCCATATGATCTGACGGGGGCAGCACTGATTCCAGCATCCCCAGATGCCTGGACCC
CTTACCCTCTGTACACCACAGAGCTGACCCCAGGCCTCCCCCACGCAGCCTTCACCTACC
CAGCTGCTGCTGCCGCTGCTGCAGCCCTCCATGCCCAGATGCGCTGGTACCCTTCTCCCT
CTGAGACTTCCCAGCCTGGATGGAAATCCCGGCAGTTTTGTTAGATATTTAGCTTCTGGA
AACCATACCTTTGTCCAGCTGAAGTGAGG
>AU178631 ID   AU178631   standard; mRNA; EST; 227 BP.
CTCCGACTTCTTCTACGAGCCTCTGACCGAGGACGTGGAGGAGCTGCTGGGCCGGTTCCA
GCAGACCGACTCGGTCCGGTACGAGGTCTTCTCCGCCCTCTGGAGGGACATGAGCTTCTC
GGACGTCTTCGCGGGACTAGGCAACTACAGCGAAGCCAGGCGGTTCTGCAGGGTCGCTCT
GGCCACCGCCGCCAAGTTCTTCCTGCCGCCCTACAGCTACCAGATCC
>AU178634 ID   AU178634   standard; mRNA; EST; 372 BP.
GGTTGCTGCTTTTCAAAGACCAACGTGATGCTTCAGTCTGTTATGAGGTTGTTCTATATC
AGCCTTTTCCTCTTATACTTTGGAGCCTGTGTTCCACTTAAAAAAAGTGAAACTTCTCTC
GGCTCTGGCTTCAGTTATTCCAGCCCTGGGTTTGGCTCTGACTACTCGGGACATGGTTCT
TCCATTTTTGGTTATGACTCTCGTGGCGATTTTGGTTCCGGCTCGCCGAGAAAGCAGGCT
GCAGGCTTTGATCGTTTCGTTGCAGAAATCTTGAGCCTGAGACCTTCTCGTTCTTTCCCA
CGCCGTGCCTGGACCTCCAACCAGGTGCCTCTCGGCATGGTTGAGCCACGCCCCGTGTAC
CCTTCATCCCAC
>AU178635 ID   AU178635   standard; mRNA; EST; 415 BP.
TGGAAACATCAGGCTGAAGTCTACAAAGAAGACTTTCTAAAGGAGCCGCAGTGACAGGGA
GAGGCTGAAGGAGAAGTACCTGGAGCTGGAGAAGCGGTCCAGGAAAGCTCAGGAGGAGCT
GCGCCTCCTCAAATCTCAGGTGATTCGGATGAAACCGACCCACACCTGTTCCTGCGTAAA
TCCAGCTAAAAGTCCGGCCTGGGACATCTGCTCAGTCAACCGGCAGCAAAGACGCTACAC
GGCGGACAGCAAATGCTGAAATCCAAAATAAATGAGTGTAGTTTACCGGAGTACAAGTAG
ACTGTTAGTAGTTTGCACTGGACTGTCTGCTCCTGCTTTGAGAAAAGGATCATTTATACC
TGAACACTAGGAAGGTATTTCAGGGCAGCGGGGAGTCTCTTCTAAGTTTTTCTCT
>AU178637 ID   AU178637   standard; mRNA; EST; 344 BP.
TTGAACTTTAACCGCTCTGCCTCGCCCGCCGGTCCCGGGGGCCGTAAAGCATGTCCGCTC
TCAGGGCTGCCAAACACGCGCTCAGGCGGGAGATGAAGCGGCGCGTGGCCGCGCTCAGCC
CGGACGAGAAACGGCGGCAGTCCCGCGTGCTCTCGCAGAAGGTGAGGGAAGCGGGGGGAG
CCAAGGTAGACACCACGGACACGCGTTAACCGCCGCGCATGAGCTCAGCGCATGCGCGAA
AGCCGTAAAGCTGAGTGGAGTGGCTTTACGGAGTGGAGTGGAGAAATAAAGAAAAAAAAC
AGGCAGGTTCCACCCACCCAATCCAGTGGGTGGAGCCTGCCTCA
>AU178638 ID   AU178638   standard; mRNA; EST; 424 BP.
GAGAGGATTCATGTGTTTGNGCAGNCCTTCCATCGATCTGAGCCTGAGGAACATGAAAAG



GCTGCAGCATCAACCAGAAAAGGAGGAACAGGAGCAAGAACCAGACTCAGAAAAACAACA
AAGACCCTCAGAGCTCCAATAAAGGTTTCTCAATTTGGGCGGGACCCCCAGCGGCTAAAG
ATGCCGCTCCGCCTCCGAAGATTCAAAGAACGTCAGATAATTTAGTCAATGAGGACTTCT
CCAGCCTTACCTTTCCCTCAGTGTCCTCATCCTCCCAGGATCAGGATCTCCCCAAGCCCA
CTACAGAGATCTCCGAGGCCAAAATGGTGATCCTGTTGGAAGATTTTTACTATGGAAAGG
ATCCCGGGCGAAGTGGTAGCCAAGCTGACCTCACAGGTGGAAGGTCTAGTGGACCTTTCA
CCTG
>AU178649 ID   AU178649   standard; mRNA; EST; 292 BP.
CTCTGTGAAAAAGTGGATCCCCAGCATCAACAATGAAATTGAGTATTTTCTGCAGCAATC
CCAGCTGACTCATTACCCAGAGAGGAAGATCGAAGAGTTCCAGCTGCGCATTGAAGCCTT
ACAACAGGAATACAAACGCTTTATTACCAAGCTACGCTCTCTGGACCCCTCCTGTAAGCA
GAAACCTTGGACCCCCAGAGCCTACACTAAAAGGAGAGCTGACACGCAAAATTCTCCAAG
AGCAAGTAAAGTTGCTCGCCTCTGTGAACAGAGCCGAGACGGGAACAAGTCA
>AU178654 ID   AU178654   standard; mRNA; EST; 447 BP.
TTGTCCTCCTGCTCCTCCCTGCCACTGCTGCCCCCATCCTNCTCTCTCTAACCCAGCACT
AGGAGCAGACTCCCTGTCTCCCTCTTGGCTCCCACGCCCCGCCTGTGTGAATCGATGCTG
TGATTTGATGTCGGGCGTCGCTCCATCAGACGCCTACCAGCTGCTCCTCCATCAGGACCG
CCAGCTGCGCCTCCTGCAGGCTCAGGTCCAGATGCTGCTGGAAGCTCAAGAGAAACTGCA
GGTCAACACTCAGACGTCCAGAAGCACGACCAGCGTCGCCGTGGAGACAGGTGCCAGTCT
GTTCTGGGGGAGCGGTCCTGAACAGCCTCCCTCTCATCGGGATAACCCCTCCTCCCCACC
CAAACTGCCCACCCCATCATCATCATCATCCAGCTCCCCTACCTCATCACATGACCCCTG
TGAGAGGAGATCTGTGGGAGGAGCTGA
>AU178657 ID   AU178657   standard; mRNA; EST; 406 BP.
CCAAAACAGCTTCCTTCAGCAGCCATATCAGAGCTAAAGCTTAAACTCAACCTGAGGCCA
GTGATTCAGAAGTGAAGTGCTCTGACGGTCGGAAGCATCCACTAAAATCCTGTCCGACAC
TTCAGCTTACAGACTGTCCATGCAGGAACCCACGGAGACTGTTTCCTTCCTTTGCATTGA
AGCTGCACCCCTCCTCTCCATCGATTTCCCGTCTGAGAGGCCCGTTTGAAGATTTACATT
TTATGGATTTACCTCTGGAACAATCATTGGCAAACTAACTGGCTGTGGAGACGGATGTTC
TTAGCACATTATCTTCACTTTTCGGTTGTACCATTTGCATATTTGGCAGTGATGGAGGAG
CCCTTTGGTCATCAGACTGGATCAGTGTTGCAGTTTAAAAAGTCTG
>AU178660 ID   AU178660   standard; mRNA; EST; 493 BP.
AATGTAAAATATGTTCAAAACAGAAGATCAAAACTAAAACGACTGTGANCAAAAAAGTGT
CTACAATGGAGCAGAAAGGTCATAAAAGCAAGTCTCTGATAAATACAACAGCGTCTCCCT
CTCAGAAGGCTTCATCCTCTCAGTGGACTCCCGTTACTCATGGATTGCTGGTCTCTGCAA
AGTTTAGAACAACTCCTGCTCAGGAAAATGAAGCACAGCAAGAGCAGCTCGATCCCCATC
TAAGGTGGAGCAACTCAAGCCAAGGCCTCTTAGAGATATTTCCAGATGTTACGAAACAAA
CTCAGAAAAGCGTGGACGAAAACAGTGTACTTCAAAAAGAAAATCATCTCAAGTGTGAAA
GCCTCAAGCATCTGGATGATTGTAAATTTAAAATATTTCCTCTTCAGGGGAAACATAATC
TGCATAATAAGGACTTCAAGACTGTTTACCACTGCAACTGCACCAGCCGTTTGGCTGCAC
AAATCAAAAGCTT
>AU178665 ID   AU178665   standard; mRNA; EST; 213 BP.
GGTACGAAGCTTACCTCAAGGCCATGCTCTCGACCGGCTTCAAGATCCCCAAGAAGAACA
TCCTGCTGTCCATTGGCAGCTATAAGAACAAGAACGAGCTCCTGTCCACGGTGCAGACTC
TGGAGGCGCTGGGATACCACCTGTACGCCAGCCTGGGAACGGCAGACTTCTACAGCGAAC
ACGGAGTCAAGATAACCGCAGTGGACTGGCCGT
>AU178668 ID   AU178668   standard; mRNA; EST; 171 BP.
AAAAGGGGCGCCGTGGGCGGTAGCACAGAATTCATGTTCCAGGGCTCCGCGTTCCGCTTG
TAAACATGAACGTGGCCCAAAACAAAACGCTGCACGAGGACGAGGCTCGGGTGGTCGAAA
ACGCGATCCGACTGGCGGTGGACTCGGTTCTGAACGTGGTGTCCGGTCTCA
>AU178674 ID   AU178674   standard; mRNA; EST; 341 BP.
CCAACGTCCTGCTGAGCGGCGAGGACGTCTGTAAGATCGCTGATTTTGGCTGCTCTGTCA
AACTGGACCGTGCGCGTGAAACCTGCGCTGACCACCCGCACGTCAGCCTCGTGTGCGGCA
CCTACACGCACCGAGCCCCGGAGCTGCTCAAGGGCGAGGCGGTGTCGCCAAAGGCGGACA
TCTTCTCCTTCGGGATCACGCTGTGGCAGCTGCTGGCCGCGTGCTGGAGCGCAGATGCCC
GCCGCAGACCCAGCGCCTCTGAACTGCTGGAGCTCCTGCAGCGGCTGCCCTAAACCGGAA
CGGCACGGATTGGAACCGTTCTTTCTCCATGACTGAAAGCC
>AU178677 ID   AU178677   standard; mRNA; EST; 226 BP.
AGCCCGCTGTTGTCCTCCAGCTTGTCCTTCAGCCCGTGGTCATGCGTCTGTTTGAAGGGC
TGGTCCTCGGCCATGTGGAACAGCCTCTCTGACCCACTGCTGCCCCCTTCAGGATACTCT
GCCACTGAACCGTGGCTCCTCCCAGAATGCAGCTCTGTCTATGACAGTTTGGTCAGTAAC
ACCTCTCCGATCCCGTCTCCACCGGCACTTGGTGGCCTGCGAGGAC
>AU178696 ID   AU178696   standard; mRNA; EST; 414 BP.
TTTGGCTCAGCAACCACCCTTTAATTTTCTGNAGNTGCCTCCATTCTTCTATTTCCCCCC
ACCTGAATTACCAGCACAAGCACCTGGAAAAGAGAATTCTGCTGCTCCACAGATCCAGGT



GCCTCCCATGCTGCAGTCTCCCCCAATCCAGGTGCCTCCCATGCTGCAGTCTTCCCCGAT
CCAGATGTCTCCCATGCTGCAGTCTTCCCCGATCCAGATGCCTCCCATGCTGCAGTCTTC
CCAGTATAAGTTCCCCATGTTCCCACAGTTTCCCATGATGCCGGAAATTTCCCAACCGAC
GCCTTCTTCTGCTCCCACGACCACTAAGGCTTTGGTTACAACACCTCCACCTTCCACTGA
GCCAAAAGGGAAGCATGAAGTTCCTCGCCACCCACAGTTTCCATTGCTGCCTCA
>AU178700 ID   AU178700   standard; mRNA; EST; 227 BP.
TCCTGACTGGAGTTCATAACTTTTGAACGAGCTCGAATTCGTCGAAAGCACTCGGTTCCG
GGCAGGAAGCTAGAAAGGCTTTAGGGCTGTTTTTTGTGTTTAAACTACGAGACAGAGACC
GACTTTGAATTGAAGTCGGGCGAAAATCTGAGCGGCGGCTTTGAAGTCAAAATAATGCAC
ATGCGAACAGTTCCTCGCGCCTTAGTCGTTCCGTCCTAACAAAAATG
>AU178710 ID   AU178710   standard; mRNA; EST; 377 BP.
TGTGTAAACTTTTGGAGCTGCAGCCCATCGGCACGAACAACCTGCTGCGTTTTCAGCTCA
TGATGAAACTCAGAGGTATCCGATCAGATGATGAGATGATTTCAGCAGAGGGCGTGGCAG
CTTTGAGCGTCTCAGAGTTACAAGCAGCATGCCGTAGCCGTGGGATGCGCTCTTTGGGTC
TTACCACAGATCAGCTGCGTCAGCAGCTGCAACAGTGGCTGGACTTGCACCTGAAAGAGA
ACGTTCCTCCATCGCTGCTGCTTCTCTCCAGAGCCATGTACCTGACAGACCTCAAACCCA
AAGCCCCCGTCATCCCCCCAGTACCCAAGCTAGAGAAGGCTGCTGCTCCTGCTCTGGAGA
ACACAGAAGCCAGTTCA
>AU178750 ID   AU178750   standard; mRNA; EST; 321 BP.
ATCTAAAAAACGTCTCACTGAAATGTGGAGCATCGCTGACAAACCATCCCTCCTCCAATG
GCTGCAGTCAAACTCTTGACCTCACTGTCACTGTAATCGAATCATGTCTGTAGAGAGAAA
TAATGCTTTCGGTGAGTGAGCGTGCTCAGAAAACAATGTTCATATCAAGGGAATTGTGGA
CTGTTTTGTTTAACCTATTTATTTCAGGTTGTGATAGTCAAAAGTCACTAAATCGGGGAA
AGCAGCGGATTATGACAACCTTCAAAGCTGTANATTATGTTTAACAATTAAAGAAAAGTG
TCAAACTTGTGCCATTCAAAA
>AU178751 ID   AU178751   standard; mRNA; EST; 115 BP.
AAGTACTGCCGCAGCCTGCAGTACCAGCACAAGTCCGCCAAGGGCAAGTCATGGGGGCTG
GTGCGCTTGTTTACCCCTCATGGGGAAGTCTCGCTCAACAAAGCAGAGCAGCTGA
>AU178764 ID   AU178764   standard; mRNA; EST; 323 BP.
TACAAGGTGGTTCTGCTGGGGAAGTTTAACGCTCAGGGGCCTGGGCTCCGATCACGAGCT
GCTGGTCAGATGCACCAAAGGCCGGGAGTACGTCAAGGTGGTCCTGAGTGGAGGGAGGAT
GGTGGGAGCAGTTCTGATCGGGGAAACAGACCTAGAAGAGACTTTTGAAAACCTGATCCT
CAACCAGATGGACCTGACTCCATACGGAGAGGAGCTGCTCAACCCCAACATTGATATCGA
GGATTATTTTGACTGAGCTCCGCCCAAAACCCCAGGATCCACAGGGATCACATGGTGGGT
TCTGTGAGAAATGGGTGGATGAG
>AU178767 ID   AU178767   standard; mRNA; EST; 171 BP.
CATCGGCGCCGGCGTGGTGGTGGAGGACGGCGTGAGGATAAAGCGCTGCACGGTGCTGAA
GGGATCCAGAGTTCGATCGCACTCCTGGTTGGAGAGCTGCATTGTGGGATGGAGCTCCTC
CGTGGGTCAGTGGGTGCGCATGGAGAACGTGACTGTGCTGGGGGAGGACGT
>AU178768 ID   AU178768   standard; mRNA; EST; 249 BP.
GGGATTGATATTTCCGGAGTGCCTTACGTGATCAATGTGACCCTTCCAGACGAGAAGCAG
AATTATGTCCATCGGATCGGCCGAGTTGGAAGAGCCGAGAGAATGGGACTGGCCATGTCT
TTGGTTGCCATGGAAAAAGAAAAGGTGTGGTACCATGTTTGCCCGAACCGAGGTCGAGGT
TGCTACAACACCCGACTGAAGGAAGATGGAGGATGCACCATCTGGTACAATGAAAAAGAG
CTTCTGTCA
>AU178777 ID   AU178777   standard; mRNA; EST; 254 BP.
TCTCCAGGCGATTCGATAACTTATGTGAAATGTCGCGACGGCTGGGAAGTGAAACCGAAA
AAACGGTTGCCGATGTAACGACACCGTGGATCATCAAAATGGGGGACCCAACATGGATTT
TTGGGAGAGGCACTGCCTTCTCTTCATTCGAGCACTTTTTGTGGGAGGATTGATCAGCTC
ACAGGGGAAATGGGCTTCATGTCTTGGACTGTGGAATGTTGAAACAAAGACTTGTGGTGT
CTGGAGGAAGAAAA
>AU178786 ID   AU178786   standard; mRNA; EST; 614 BP.
AATGACAGACGACCTTTCATGACTTTAAAGGCAAAGACGTGACTGTGATTGGTTGAGGAA
TAAGGCGGACCATTTAACTATTGGTTCAAAGTGATGATGGTGTGTAGATGATGGAACAAC
CCAGCATACCTGGAGTCACATCCCATAATGACGGCTGGAACTTGGAGCCATGAAGATCCT
GCATGATGGACAGATCCCGACTGAGCTCAAAGAGGCGAAGCAGGTCCGGGCTCTGAAAGA
TCAGACTGTCAACAGGATGGAGATCATTGAAAAACGAATGGATGACCAGGACCAGAACTC
CAGATCTAACAACCTGATTATCACCAGATGGAAAATCAAACCCTGGTCATCGCCGCACGC
AGTGACCGCCGGGGAATCTGATGAGCAGGAGACGAGCTCTGTGTTCCTAAAGTCCAGGGG
AGTTTCTCTGGACTCAAACCACAGGGAGACATGCCGATGGCTTCCCAGCGGGACACAGAC
GGACAAGCCAATCGGACCGGCGTGGACCAGTTGGGGACACGTCACGTGTCTGTGACTGGC
TGCTGCCATGTACTGGCCTGCAGCTCTTCAGGCTAACTCATTTAAACTATCTTAACTGGA
CTGTTGGCCCGTCT
>AU178839 ID   AU178839   standard; mRNA; EST; 494 BP.



CGAAGCCTATTTTCATGTTAAATTGCTAAAGGCGAACGTCCATTTCAAAGTCGGTTTACT
AAGTGAATAGGCTCCTTTTTTTCAGAAAAAAACGACAATTTGGATAGACCTCCACAATGC
TANCTAGCAAGATGCTGATACAACCCCTGGTGCCATGCTGACACCTGCTGGATCCAATGT
TTATATAAAACAAGATAGCTGCAACTATGGAGCCCTCAGGCCCAGAGGCTTCATCCCAAA
GCCAAAGAAAAGAGGAGAGTGCACCAAAAGGTCAAGGAGAAGGTCTGCCCGGGTCAACTA
CACAGTCCACCAAGGAGAAGATATGCTTCTTGTTATATCCAACGCTTCTTCTCAATATGA
TGATTCAGCTTGGGCTCCCAAAAGAAAGGGAAGCAAAAAGAGGAAACTTGTCAGAGAAAA
CACAAAAGCCATTCGGACTAAGACGAACAGGACAGTCCATGTCAAGGGGAAAGTGGAAAC
TAAAACTGCTGTGG
>AU178842 ID   AU178842   standard; mRNA; EST; 551 BP.
GCCGTTCGTCATCTGGTAATGCAGTCAGTTTTTGTCTGGAAATAACACTTTTTTTATATT
TTTGTGCACAGAGCAAGATTTTTATCCTGCCGGAGCAACAATGACTTCTCATGTAAAACT
CAGGAAAGAAAAAATGGGTACAGTGGACTATGACATACAAATAAAAGAGGTGCGTTGCCA
GCTTATAGACCAACTGAAGGTGTTGGACTTGCAACTTGAGCAGAAAACACAGCAGCTGCA
AGACCTGACAGATTACCTGCGGCGACGGGGTGAGATTGAAAACGAGTATGCTCGATCCCT
GGAAAAGCTTGCAGAGAGGTTTTCCTCAAAGACTAAAAGGAAGGACACTACCACTAACTC
GGTGTCCCAGGTATGGGTTGCTCTGCTGACCCATACCCGTCAAGAGAGTAAAGATCACAG
CGAACTCAGTGAAAGCTGCAGCAACTTTCTTATCCAGCCCCTCACAAACTGTCTGGATTA
CACACAACGCCTTGCTAGGAAGAGCAAAGACATCTGCACCCAGTTACAAGATGGACTACT
CAAGGTTACTG
>AU178850 ID   AU178850   standard; mRNA; EST; 541 BP.
GCCTCACAGCAAAAAGGTCCTGGTTCAAATCCCAGCTGGGACCTTTCTGTGTGGAATTTG
CATGTTCTCCCCGAGGGTTTTCCGAGGAGTTCTCCGGCTTCCTACCTCCTGCCTCATGGG
GTAATTTGTGATTCTGTGTGGACCTGTGACAGCAGCTGGGTTGGCTCCAACAGCTCTGTG
ATCCCAAAAGGGATTGAATGGATGGATAGATAGATCAAAAGAGCTTTTAAGAATCACATT
CTTTCAAATTTTATTTTCTTGAGCTTCCTGCTGCAGGTGACTGTTGACTCTGTGCCTCAC
TCTCACTCTGCTTCTCCCCCCCCCTGCAGCAATGCAACGACGTCGGCCTCATGGCCTATT
TAGGCACCATCACCAAGACATGCAACAGCATGAACCAGTTCATCAACAAATTCAACGTCC
TTTACGACCGACAGGGCATCGGCCGCAGGATGAGAGGACTCTTCTTTTGAGTTTCTGGAG
ATGCAAACGACACGCTGCAGTTTGGGTTTTTTTCCCCCTGGTCTCTCACCTCTACCTTTT
A
>AU178864 ID   AU178864   standard; mRNA; EST; 579 BP.
GCCACACTCCCCCTGTGACGGCAGCGCCATCGACGGAGCCAGCGACACCGAGTCCAACTC
CGAGAGAGATCCAGAGGCCCACCGCTCTTCCAGGAGTCGGATGTCCAGCGTCTCCTCGGT
GTCCGTCTGGAGCGCCAGTCCAGACTGGCTGCTGTCGTGGAAAACCAGGCTTCCCCTTCA
GACCATCATGAGGCTGCTCCAAGTCTTGGTCCCACAGGTGGAGAAGATTTGCATCGACAA
GGGTTTAACGGATGAATCAGAGATCCTTAAATTCCTGCAGCATGGCACGCTGGTGGGCCT
CCTACCCGTCCCCCACCCCATTCTCATCAGGAAGTACCAAGCCAACGCGGGCACAGCCAT
GTGGTTCCGGACCTACATGTGGGGGGTCATTTACTTACGAAACGTGGATCCTCCGATCTG
GTACGACACAGACATACGACTGTTTGAGATCCAGAGGATTTAGTGACGCTGCTGAGAAGA
ATCTTTTGGCTTGACACACATGCCATCACCCCTGGACTGAGAGATGACTGTAAATGTCAA
TGAGCTGGCTTCTAGAAAGATGACGAGCATCGATGTGTG
>AU178867 ID   AU178867   standard; mRNA; EST; 337 BP.
AAAAGTTATGACACCCTCCTGGCTCACAACGCCCGCTTCCACCCGGGTGAGGACAACTTC
ACACGGACCATGGTGAAGCGGAACAACGAGACCGTCTTCCAGCAGACGGTCAACGACCTC
ACCTTCGACGGGAGCTTCATCAAGGACGAGGAAGACGAGCTGGAGGACACGTCTCGCAAA
GCCATCCCCCTCAGCAAGACCCCCATCATGAGGATCAGGAGCAGAGCGGAGCCCAAAAAG
TTCGCCGCGACACAGAAGACGCCTTTAGGCGATGTCATTAAAGTAGAGAGCGACGATGAG
GAGGACGGGGACAGAGAGCCGCCGGCGCTGTCTCCGG
>AU178868 ID   AU178868   standard; mRNA; EST; 164 BP.
GGATAAAAGCGAGAAACCGGATTTTTTTCAACCTAAAAGCTTTACCTGGAGTTTTTTTAA
TAGTTGAACGAGGAGAGGAGAATAACTGTAGCTTTTTTTTATTGACATTTAAATTCGTTG
GCGAATGTCATTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>AU178872 ID   AU178872   standard; mRNA; EST; 503 BP.
TTAAAGTGTTATCCGGTCAGCTGCGAGCGGCGGGGAACCGAGGCGAGGCAAACGGCGGGG
AGGGCTGCGTCATCAGGGCGGGTAGAAAGGGCAGTTTGCGGGTGTCGCTGGTGTGGATGC
AGGGGACCGTGGTGGAGGTTCAGCTGGATACGAACAGTGTGTTGCTGATGGATGAGACCG
GAACCTTCACTGTCCAGGGGGTCGACAGTGTTCCTCAAGGAAAACCGTGTCTGGCTAAAG
GGAAGTACGTCATGGTGATGGGTCTCATCCAGACCGTCTCCCCGGAGCCGATCATCCGTG
CCGTGAAGATGGCCGACCTGTCTGAGCTGGCCGTCCTTCACAGACGGATGTGGAAGCTGG
AGGTGGAGGACCTGCAGCAGGTGCTGGCCTGAGCTGGACTCATCACAAAGTCCCACCCAA
AAGAAAAAGACTCAACTAAGGAGACGCATCTTTTTGGGAGAACTTCTTGCTGAATGTAAA
TAAAAACTGTGTTCTTTTACTCA
>AU178876 ID   AU178876   standard; mRNA; EST; 385 BP.



ACCGAGGGCCTCTGACCGCCGTCATAACCACCATTCTCGGGGCGGCCATTGGGGGGCTGC
TCATGTGGCGAGCATACTGGCACCAAGAGGAAGAAGCTGCCTCCCGACCAGGAGGTGGCC
GATCCTGCTGAGGGCCCCCACCCCGATGAAGAGGGGCTCTTAAACCTCCATCTGCCCTCC
ACAGAGAAGGAAGGGAGGCCCGTGGATGCTCAGCCCTCTGAAGCGCCCCCTGCTGCCCAG
ATGCCGCCGTGTGAGCAGCTGAAGCCGGTGCTGGTGAGCAGTGAGGAGGAATGGCGGCAG
CTGTGGCCCCGGGTGCAGGAGGAGCTGTCCGTCCTCCCCGTGCTGGGGCTGGACTGTGAA
TGGGTGTCGGTAAAGGGGCGGGCCT
>AU178879 ID   AU178879   standard; mRNA; EST; 372 BP.
CATACTTATAAAAAAAATACTATTAGCATCTTTTTTACAGTTTGAAGGCAAACCATTGAC
ATTTGCTTTCAAACTGTAAAAAAGATGCTAATGGTTTGCCTTGAAATGCAAAAGAAATGA
TGCAGAGATTACTCACATTCTCCTTTCAAATGAGTTTATTCAACCAGATTATCAGGTATC
CATGCTGGTATAGCGGATGTGTTGAAATGGATTGTTTTGCATGGGTTCACGTTTGAATGA
GGCTGGTACGAGTTCTTCAGTTTTAATCACAGCTTATAAGGGCTTTTAATAAAAATACTG
TTGTTCAGTTAAGATGTCTGTCAGATCAAAAACTCGCTCCTTCATCCCAGCTGCAAAAAA
AAAAAAAAAAAA
>AU178886 ID   AU178886   standard; mRNA; EST; 346 BP.
CGTCTGCGGGATCCTCAGCGGGACGGCGGAAGTTTTTCATGAGGACTTAGGCATCACCGG
CTGTTCAGACTCTGATGGAGAGGACATGTACTCTCTGGATGGAGAAGAGAAGTTTTATGC
AGACTTCAAGAAGCAGACGGGAGTCGAGCCTCAGCCTCCATTTGTGGATCATGCCAGTTA
CCCAGGAGGATATGAACAAGCTGTAGCCAATCAACAGATCTGCAGATCAAACCTGAAGAA
CAGTCGCATCGGCATGAAGGATCTTCCTCTGGAACGAGACCCCCCCTCCAATGTGGNGGT
CTACAGCAGAGACGAGGGGAGCTGGGGGAGCAGAACACCCTGATCT
>AU178890 ID   AU178890   standard; mRNA; EST; 229 BP.
AGGGGGGCTCTCATATAAAGTCTGCAGCCTTCAGGACTGGTCAAACTCTCCGACTCTGAG
CTGCGTCCTCCAGCTGTCCGGGAATCTGCTCCTCCAAGCGCACAGATGCNGGCCCTTCCT
GATCAGCCTGTGCGCGCTCCTGTGCGTCGCCGCCGCGCGCCCTTCTCCTCGGCATCCTTT
NCAACCGNATTTTCCCGCCGATTCCGAGTCAGAGGAAGTTCCGCTCTGC
>AU178891 ID   AU178891   standard; mRNA; EST; 542 BP.
TGAAGCCAATCACAGGACACGAACACACAGTGAGGAGGAGGAAGAGGAGATGGAGGATGG
TTCTGAAAGGCCACCCAACAAAAAGTTCCGATCCCTTTTCTTTGGATCCGTGTTTCCTCC
ATCCCCCAAGATTAGTACACAACCTGTGACGACTCAGGAAGTGTTGGCCAGCGACAGTGA
GGATGAATCTTGAGCGGGGTGACAGACAAGGGAGTTGCAGGTAGACGTGACGGTAGAGAG
GATGTGAAAAGGCTACTGCATCACGACCTGAGGACTTCTTCAATCAAAAAAAAGTGGCAG
TTTGGTCTGTGCTGCTCCCCTTTATTGCCCGCTGTGAGGCTTACATGGACCCTGTTTGTT
CCTGAGAGGCCAGCAGCGTTCCTGTTGGAATTGATCTGGGATCACATAGAACTGAAAAAG
AAGCATTCTGTTTATTTATTTATTTTTTTGGGTTTGCAATATGTCCAATATGTAAAGCAN
AAGCAGGATGTCAAATCCCACCAAATAAACGTACTTGTTTTTCAAAAAAAAAAAAAAAAA
AA
>AU178894 ID   AU178894   standard; mRNA; EST; 487 BP.
TCCTACCTCTCCCGAACTATGAGTCCAAATGAAGGTGGGGCGGTGAAACAGCGACACCAT
GTGGCGGATCTGCAGCAGGTCCATTTGAGTTCCGCTGGTCCTGTTGCTGGAAGCAGAAGC
ACAGACTCTCGTGTCTGAGCTGATTTTTCTGCTGCGAGTCGTCGCTCTGGCTTCCTGCTT
CAAGGCAGCAGCAGAATGACGTCAGCCTGACCAGATCGGACCAGTTTTCTCTTTCTCCAC
ACTCCGTCTCCAACACTGTGTGTGACCACCAGCCCATGGGGGTTGGTCGAAGCTGCGATG
GGGATTTATTCAACAACCTGAAGCTGTCTGAAGGGATGCATTCTATGAAAAAGTATACGC
TTTGAGAGAAGATGAAGCTATATTTCATCAGGAAGACTCTTTTGTGTTTTTCAGATGTTT
CCATCTGTGCTAGCGTTTTGCTTCAACAGCATTTATAGTTCGTAAATGCAGCTCATAGAT
TTATAGT
>AU178906 ID   AU178906   standard; mRNA; EST; 549 BP.
GGTCCCATCCTTGGTGGAAACTGGCATAAAAACATGGGGGTCATTTGGAGGAGGGATGCC
TCATGGTGGCTATGGCGCTGCAGAAAAGGTTCAGTCTGAGGGCCAGAATCCAGAGATTGC
TAGCAGGATGCACCTCCACAGCTCAGTGCACCAGAAGGGTTTCAGCACAGAAAACACAAA
CTCCTCAGTCGCTTCCTGGTCGACCCTCCAAAACAGTTTCCAAGACTTGGACCAGAGAGT
GCTGAGCTGTGGAGAAGAGTCTGACCTGCGAGGGACTAGTGTCCATCAAGGTCTTATCAG
ACGCATGGGTAAATGGATCAGCTGATGGTTGACTGACAACTATTAAAGATTTTTTTTCCA
CATCTACCGTCTGATCTGTTTCTAAAGCTGTTGTTACCCTGAAGCTAAATGCTAGTAAAC
ATTCAGTTTCATAAGGTTTGACCTGGGCCTCATCCAGCAGCAGGTGACCCAGCACAGACG
GATCAACCTGATTTTAAAAATAAAGTCAAATTCTGCTCAGGGTGCATTACTTTGCATCTC
TGCAGAACC
>AU178908 ID   AU178908   standard; mRNA; EST; 397 BP.
GAGTAGGAAGGAGTGTGGCTGTGGTCTGATAGAACCATAGACAACTACCAGAACTGGAAC
AGAGGAGAGCCAAACAACTTCAACGGTCCAGAAAACTGCGCAGTGACCAACTGGGGGTTT
TTCAGGAGATGGAATGACATAAACTGCTCGGAAAAATTCCCTTTTCTTTGTGCATCTCGG
AAACTTTGAATCTTGATCGGATCCAATTCCATCCACTTTCAATCTGTGTTTCTCTGTAGT



CTGGGCTGCTTTATTTAGCCTGTGAGCAGAAGAAAATCACAATCTTTCGTTACAAATTAC
ATTAAGTTGAATAGTCCCCTCATTTAATTCAACACTGAAACATCTGGCAAAGGATCAAAT
AAATGAATTTAAACAAACTAAAAAAAAAAAAAAAAAA
>AU178909 ID   AU178909   standard; mRNA; EST; 356 BP.
TGTTTAAAAATAAATCCAAAATAACCAGTTTCACGCCGCCGAAAGTAAACTGAGGGGAAG
AAGTGAAACTGATTTGATTTTTTAAAAATGTTTTTTAAGAATTAATTTTTTTTTAAGAAA
AAGCAGCGGGATAGCTGCGTTCACCTTCAGACCAGACCAACATGACGGAGCGGACCCCCC
TCCTCCACTACCGGCTGTGCACCAGCGTGAATGAGTCCGAGCCGCGGTCAACCCCGGCCG
GCCAGGCCCCTTTTCCACTTTGCCTCCTTGCGGGGGAGTGGTGACAAACAGGATTCTGGT
GAATTTGAGGATGGGAAGGTTCTCGGCCCTGAGGACTAGCATGCATCCTCAACATG
>AU178919 ID   AU178919   standard; mRNA; EST; 564 BP.
CACCGGCTGCCTTCGCAGCAACATTTATTACATATCTTTTTACGAATATTAGCAACTCCA
AACATGTCTGGCAGAGAAGGAGGCAAAAAGAAACCCCTGAAGGCTCCCAAAAAACAGTCC
AAAGAAATGGATGATGATGAGGTGGCGTATAAGCAGAAGCAGAAAGAAGAACAGAAGGCC
CTGGAGGCGCTGAAGGCCAAAGCATCTGGAAAAGGACCTCTGGGTGGCACGGGCATCAAG
AAATCAGGGAAGAAGTAAAGTCTGCATCAGAAGATTCTAGTGTGACCCCCTCCCTGCCAG
AACCTGCTCTGGTGCTCGGCTNCCCCAGCACTCGAACGGCACCAGAAAAAACATGACAAA
TTTGAGAAGAGCGATTCCAGAACGGTGCTCCGTCCCTTTGCAGCTCCTTCTTTATGACCA
GTAACTTAGACAGGTTTGCAGCCGCAGAGGCGTCTCTGCATCGCCGAGGCTTCATGTCCA
ACGCCTTTAGTTTTAGTCTGTTTTTCTGTGAAGAGGGGGAAAGAAATAAACCTTTTTGTA
ATCTTTAAAAAAAAAAAAAAAAAA
>AU178926 ID   AU178926   standard; mRNA; EST; 362 BP.
CCCCCCACCCCCGGGTCGCTCCAGCATGGCCTCCGCCACCTCCACCCCCGCCGTGACTCA
GAGGAGGAAAGTGGAGGCCGNCCTGAGCTCCAAGGAGGCGGAGAACCGGAAACTGCTGTC
GGAGAACGGGAGGCTCGGCGGCGAGGTGGCCGACCTGCAGGTCCAGCTGGAAAACGCGGA
GCGTTTGCTGGCTGAGACGAAGAACCAGCTGAGTTCTGAGATCCTAAGACGGGTGGAAAT
GGAGAACCAGGTCCAAACGCTGAAGGAACAGCTGGAACTCCAGAAGAACATCAGCAGACA
GGAGATCCTGGAGGTCCGGAGCCGGCAGGAGACCCGTCTGGTGGAGGTGGAGTCGGGACG
AC
>AU178929 ID   AU178929   standard; mRNA; EST; 303 BP.
GCCTGTCANCACCTTGGTGTGTCCTCACAACCCCTGCATGAACTGGGATGTATCAACCTG
GGGACCGTGCACTGGGAGTTGTGGCGAAGGCGTCCGTGAGCGGCGGGTGTTCTGCGCTGA
GCCACATCACTGCAGCACCACTCAGAGGCCAAACAGCACAGAGCCCTGCAGCTTAGAGCC
ATGCGCCCACTGGAAGAGTGGGGAATGGGAGGAGTGCTCAGTGAGCTGTGGTGGTGGCCA
GCAACGGCGGTCGGTCAAGTGTGTGACGGAGCGGGAATCGGCTGTTGTGCCGAACAGCCG
CTG
>AU178932 ID   AU178932   standard; mRNA; EST; 379 BP.
GTTGGAAAAGGCTAATGCCACCTACAAGGAAGAATCTTCTGGAGTCCTACCAGAGTTTCT
TCATGAAACTGTTTGCTCCTGCAAAGAGGAGATGGAAGCAGAGGAAGATCACATGGCAAA
CACAGCCCTGACCTTCATCTTCCTCTTCATAATGACTTTGTTGTTCACTGTTGGAACCAG
ATTTTCAAAGATCAAATGAAAAAAGGAAGAATCAGAAAGATTATTCTTTACATTTTTCTT
TTACATAATTTTCCCTTTTCTTAATTTTTTCTATTATACTGATTTAATCCTGTTAGTAAT
ATCTTTTTTTCTGAATTTTGTACCTTAATTTTTTGTATCTTTTTCTTATTTAAATAAAAA
AAAAAAAAAAAAAAAAAAA
>AU178939 ID   AU178939   standard; mRNA; EST; 569 BP.
GGTTCCGCCAGAGGTCGCCCTGCTGGAGAAACCTGTAGTGCAGCTTGGCCCTGGGGAGGA
AAGGGCTCGCATTGGAACCAGGCCCCGGACCCAGAATCCCCTCTCCCCGCCCCGGGCCCC
CATCACACCTGCGGCTGTTCGCTCCCTCAGCAGCTCAGCAGGAAACTCGCCGCTAATGGA
GGCCGCCGCTGCCACCTTAATGTCAGACGTGGTCACTGGGGCAACAGGTGCAATGGGCAA
ACGGCGTCTGGAGGAACGCTCTGCCTTCGACAAGCGCCTGAGGTTTAGCGTTCGCCAAAC
GGAGAGCGCCTATCGATACCGTGACATCGTGGTGAAGAAGCAGGACGGCTTCACTCACAT
CCTGCTGTCCACCAAGAGCTCTGAGAACAACACGCTCAATCCTGAGGTAATGAAGGAGAT
CCAGAGCGCCATGGCAACGGCAGCATCAGATGACAGTAAGCTGGTGCTGCTCGGCGCCGT
GGGGAGCGTCTTCTGCTGCGGCCTGGACTTCCTGTATTTCATTAGACGCCTGACGGACGA
CAGGAAGAAAGAGAGCATCAAGATGGCTG
>AU178943 ID   AU178943   standard; mRNA; EST; 134 BP.
ACTGGTACCCTCGCGCGCAGCGTCAGCTTCCAGATAGTGGCCCTCCCCGGTCTAACTGCA
CCACCCGTGGTCCTCCACCCCCCTGCAGCCATGGGTGGCAGTCTGGGCTGTCATCGCTCC
ATCCCAAGGGACCC
>AU178946 ID   AU178946   standard; mRNA; EST; 142 BP.
TTCTCTCTGGCTGAGTGTGAGATCTACAACAGGGTGGACATCGGGGACGGGGCGGTTGCT
GCAGCCTCGCTGTTACAACTCACAACCTCCTGAGGACTGCGGCCTTCACCTGTGCAAACG
ACAAATGTGTGTCTCTGAACCA
>AU178950 ID   AU178950   standard; mRNA; EST; 471 BP.



TTCCATAAAGCCCGAAGCGGACAGTTGAGCGTTTTCTTTTTGACGACAGACAGCAGAGCA
GCAACGCCCCGCGGCTGAAATCAAGGATTCAGCATGTCTGATGGGGAGTACGACTACCTC
ATCAAATTCCTAGCTCTGGGGGACTCTGGTGTGGGAAAAACCAGCTTCTTATACCAATAC
ACAGATGGCAAGTTTAACTCCAAGTTCATCACTACAGTGGGAATAGACTTCAGGGAAAAA
ACTGTGCTGTTTCCTCCCACGGGTTCGGGCGGAACATCCAGTAAAGGACAGAAGATCCAC
TTGCAGCTGTGGGACACTGCAGGGCAGGAGAGATTCCGAAGTTTGACGACGGCTTTTTTT
CGAGACGCTATGGGTTTCCTCCTCCTGTTTGATCTGACAAACGAACAAAGCTTCCTCAAT
GTTCGAAACTGGATGAGTCAATTACAGATGCACGCGTACTGTGAAAACCCA
>AU178969 ID   AU178969   standard; mRNA; EST; 418 BP.
CCCCCCAGCTGGCATGTTCATGGCCCCCTCTCAGATGCAGTTTCCAGTCCAGGCCACCGC
CGGCTACCAAGCCTTTCCTGGGATGGGCGCAGGCGTACCCCCCACCACTGTGATGGGCGC
CATGATGGCTCAGAGTGGAGCCGCCATGATGGGGCCCAATCCAGGCATGATGGTCGGGAT
GACCATGCCCAACGGCTTCATGGGAAACGCTCCTGCGGCAGGAATGATGGGCATGGCCCC
CAGGATGGTGGGACCACAGGGCGGAGCCATGCCTGCCGGCATGGTGCCCGCTCAGGGCAT
GTACGCCATCCAGCCGGGGCAGCAGGCGCAGTGGAGCATGGGACAGGTGAGCCAGCAGAT
GTCGGGCCTGAATGTGAACGGAGCAGGGGGGCAGATGGCCTTCGCTCAGCCCCCCTCA
>AU178973 ID   AU178973   standard; mRNA; EST; 560 BP.
GCAACTAAGTTTTTTTTCTTTACAACAGTTTTTTTAACTCTTACAAAAATGAAACTCTTG
AGTCTGACCCTCTTCCACCTGCTTCAGCTGTCATGGCTGCACTCAGTGACAGGACAGAGA
GTTGCTTCCTACAATCTGACAGTGCCATATGGCAATCAGTGGGGTGACTGGGGACAACAA
GATATGTGTCCTGAAGGCTTTTATGCTGCAGGATTTAGCCTCAAGGTGGAGCAACCCCAG
GGCTCTGGAGACGACACTGCTTTGAATGGAATCCGCTTGTACTGCGTCAATCCCCAAAAC
AAGCAGCAACAGGTCATCAGAGAGTCTGCTGTGGGGAGATGGGGAGAGTGGACTGCTGTG
AAGATGTGTGAAACTGGTTATTTGGCCTCCTACATGCTCCGTGTTGAGCCCCCACAAGGA
GGTGGAGATGATACATCTGTCAACAACATCAAGTTCATCTGTAGTGGCAACGGTGCTCAA
TTGGAGGGGGCTGGATTGGAATGGGGCGATTGGGGCAATTGGAGCAACAAGTGTCCTAAA
GGGGCCATTTGTGGTCTGAA
>AU178978 ID   AU178978   standard; mRNA; EST; 278 BP.
GTCTAACACCTTCTACCTGGAGGTTACTATGGACTGGTGGTCAGATAATTGCTGGATTGT
GATCGACCTGTGGTCCAAAGCGTGGCTTGTTTATGCAGGCGTCAGTCTCTACAGGAGAAA
TGCTCTTGGCCCAGAATCCTGCAATCCAGAAATCCACCCTCCAATTTTCTATCTGATATG
GACCGTAACCAATGTCTTAAGAATGTACAGCATGTACATGTGGGACAAACATTACATCGT
GGGAGCTGTGCTGCTCAAATGGTTTCTGCCAGNCTACA
>AU179017 ID   AU179017   standard; mRNA; EST; 403 BP.
AAGGAGGTCGGAAAGACTTGGGAGACCCAAACACATCGTGAGGGTGTGCTGGGAACGTCT
GGCTGATCCCTCCGTTAGGGAAGTCTTTAACTCCCACATCCGGGAGAACTTCAAACAGGT
GCCTGAGGGAGGTTGGGGACCCATTGAATGTCTGCAGTGGACAATGTGGACAATGTTGTC
CACTTCCAGGGGACTATTAATAATTTATTTTAGTATTCCTCATTTCACATTTTATTGTTA
ATTATTTATGTCTTTTACCAACTATGGTTACCTTTTCTTACTTTTATTTTTATTTCCAGA
GCTTCCTCAGTTGGATCCTCTCCCTCTGGGTCAGCTGCTCCATATGGGGACCTGCATCGC
CACCTTGCTGTGGTGTTGCTGGGTCCCCGCCTGTGATGCTGCA
>AU179022 ID   AU179022   standard; mRNA; EST; 353 BP.
AAAGGCGTTGGTTGGAGTGTGGCTTTAGGCCTTCATAAGAGATTAAAGTGAGATAAACTG
ATGGGAACTTAATGTTTTTTTCCATGATATTAAATACAACAAATCCTAAAGCTGCAAGAA
AGCCAGCTAAAAATGGACCTGGACAAACATCAGCTTTAACCCCTTGACTCCTGAATCCAG
TGTGGCTCTTTAGGCAAGACCTGTCGCGCTGCTGCCATCTGGGTCTCCCTGTGCCTTGAA
AATACATACCGGTACATAAATTGTGTCAGGAAGTGCATTCGGTGTAAAACCTCTGCCAAA
CTACCTGTGTGAATCAGTGAAAGCTGATTCACTGTGGCAGGATAAGCCAAAAA
>AU179032 ID   AU179032   standard; mRNA; EST; 519 BP.
GGAGCTGGTGGTGGAGAGGGTACCCACTCCTCCTGTGGCAGCTGGTTCAATGCTAACAAC
AAAGACTTCCCCAGTGTCCCTTATTCTAACTTGGACTTCAACGATGGCAAATGCAAGACT
GGAAGTGGCAACATCGAGAACTACCGGGGATCCTTACCAGGTGCGTGACTGCCGTCTGGT
TGGCCTTTTGGACCTGGCTCTTGAGAAAGATTACGTTCGAGGGAAGGTGGCAGATTTCAT
GAACAAACTGATTGACATGGGAGTGGCTGGATTCCGAGTGGATGCCTGTAAGCACATGTG
GCCTGGCGATCTGGACAACGTGGTCAATGGACAGCCTCATGCCAACTGGTGGGACAACGG
CAACAATCAGGTTGCCTTTGGCCGCGGAAACCGTGGATTCATTGTGTTTAACAATGATGA
CTGGGCTCTGGATGTGACTCTCAACACTGGCCTGCCCGGCGGCACCTACTGCGATGTCAT
CTCTGGCAACAAGGATGGAGGCAGTTGCACTGGGAAGCA
>AU179052 ID   AU179052   standard; mRNA; EST; 274 BP.
AAGTCTGAATCCTGGAGCACCAAACCTCGAGCTGTGTTCAAGAGCGCGGCCATCCTGTAC
CGAGCGTGCACGGTCATGTTCCCGCTCATCTACTCTGAAGTCAAACACCTGATTTACTGA
GGAGCCGAGCGCACGGACGCACAAGGGTTTGTGGTCTGAGACCCCCTGGCAAAAATGGAT
CGCCTTGGAGGGGAATATTCCTTTTTATGTGAATCGTTTTTACTGAAATCTAACGAAATA
TTCCAATTGTTGGTGTTTTAAAGTGGACCTGAAC



>AU179069 ID   AU179069   standard; mRNA; EST; 461 BP.
AAATGACCTTCTGGAGCAAATACGGAGAAAGAACTCCATTTGAGACCACAGTTTCTCAGG
AAAACAACTAACGGTCACCAAAGGAGGCTGCGGACGAGGAAGACATGCATTTGAAAATGT
TATGAAGCAGGAACNTGCTCAAAGCAAAATGTGGACCGACTATGAGAAAGCAACCCATTT
TCAAATCAAGAGGGGGCTTGTTTCGAGCGGACAATCCGCTAATTAGAATGGCTTTATTGC
TGCTCAGTGTGAGCTTGGCAAATACTGATGAGCACAGGACGAATGCATGAATGGGCTCGG
ACATGGATTGAATCTGCCTTTTGTTTGCTGGGCCCAAAGAGACCCTTTTCCCAATAACAA
CATTCCTGTCTATCCTGTGCAACCACACAGTTCTGGCCCACACTGAAAATGTAGAGTTTT
TGCATTTCAAAAAAAAAGGAACACTGCTGTAATAGAGTAAA
>AU179075 ID   AU179075   standard; mRNA; EST; 507 BP.
AAAACAAAGGAAATGCAGGAGTCAATATAGTTCACCCCTATACAGCTAAGGTTGATCTAC
AGAATGACTACTTAATCGATTTAAATCCAGATGGCCAAAAATTAAACGCAGTGTTCCTTG
CTCGCTTTAATCCATACAAAATCTCCTCCAGCTTCCGCGTAGAAAATAACAGAAAGGAGG
TTGGTGTCTTTGCAGAAATGAAGGGTGAAGCTAACTTAGACTTCCTCACAAAGCCCATCA
GCATTCCTGAAATTGACCTTCCTTTCATTGACTTCCATTCTCCAGCCACTAATGACCTGA
ACGTTTATGAGCTTACTGGACTGCAGAGTTTCCTGACCACAACAGACCAAGCTATTGATG
CAGAGGCCAAGATTGTTTACCAGAAAAGCAATGCTGCTCCACTTGCAGATATTTTGGGTT
TAATTCCCATTCCCTCTTTGGGCAATCTCATCACTGAGCTGTCTTTCAAGGTCTGCCATC
ATTAATCTGAACACCAATGCTGGACTG
>AU179094 ID   AU179094   standard; mRNA; EST; 483 BP.
ATGGCTCTGAGGAACATTGCAAAGAAAGAACCAAGAATGGTTCAGGAACTGGCTCTTCAG
CTCTACATGGACAAGGCTCTTGACCCAGAGCTTCGTATGCTTTCATGCATTGTCTTGTTT
GAGACCAATCCTTCAATGGCGCTGATTTCCACCCTTGCCAATGCTGTTAAGTCAGAGGAG
AACTTGCAGGTTGCCAGCTTCACATACTCTCACATGAAGTCCCTGAGCAGGAGCGCTTCC
ATGATTCATCCATCAGTAGCTGCAGCTTGTAATGTTGCCATGAAGATCTTGAGCCCAAAG
CTGGACAGACTGAGCTTACGTTACAGCAAAGCTGTCTATGGGGAAGCCTATAGCAGCTCT
TTAATGGTTGGTGCTGCTGCTACCGCTTTCTACATCAACGATGCTGCTACCTTCCTGCCA
AGATCTGTTGTTGCCAAGATCCTTCAGCAATTCATCCAGATCAAGCTCTGCATCAAGCCT
TGC
>AU179105 ID   AU179105   standard; mRNA; EST; 312 BP.
GCCCGGCAGGAGGAACCCGAGGGTGGAGAAGGAGCTGCTGCAGCTGGGGGGCCGCCGGGT
CCCTGTGGTACATAACTACGGCCACGGAGGCTGGGGGGTGACCCTGGCCTGGGGCACAGC
CGTGGACGCTGTGGAGTTGGTCCGGCAGAGCCTTCAGGAGACGCCTCCTCGGTCCAAACT
GTGAGGTTCTGCTGCAGAACCAGAACTTCAAAAAGAACCCCCCCCACCANTATGTGGGAA
AGTTTGTGTAGCTATGAAACATGACNAAAACATGCCTGCTGCTGATGCATGCTGGGAATA
AAACAGTCCACA
>AU179125 ID   AU179125   standard; mRNA; EST; 331 BP.
ACCAAACAGATCGACATCAGTCGGGCCCTGGCCCTCTCCGGCACCTTCAGCTTCCTGTGC
TCCTGCTCCAAAGCCAGCCTGCTCCCCTTCCTCACCCTCTACTTCCGCCATCTGGGCCTG
TCCCCTGCCATGACGGGCGTCGTCATAGGAACCCAACACTGCATAACGCTGGTGTGGAGC
CCTCTGTCCGCTCTGCTCTGCAGGCACTACAACAAGAGGCGGGTGGTGATCAGCTGCTCC
CTGGTGCTCTCCGCTCTCATTGCTCTTCTGCTGTTATTGGTCCCGCCCACAGATGTGTCA
NGCTCACGGTTCTGCAACGCCTCCAACCTGA
>AU179142 ID   AU179142   standard; mRNA; EST; 528 BP.
GGCTGCCAACCAACTGAGCTTCACCCCAGAATTCAGCCCTGGGAAAACCTATGAGTACAA
ATATGAAGCACATCTTCTGGGTGGCCTTCCCGAGGAGGGTCTGGCAAGAGCTGGAGTGAA
AATTGAGAGCAGAGTTTGGATCAGCCCAATAGCACCTGACACATTCATCATGAAATTGGT
GGAGCCTGCACTGTACGAGTACAGTGGCATCTGGCCCAGAGAGACTTTCCGTCCAGCCAG
GAAGCTCACCACAGCTCTGGCTGCTCAGCTGCTGACACCCATTAAGTTTGAATATACCAA
CGGTGTGGTGGGTAAAGTATTTGCCCCCCCTGGCATCTCTACAAGTGTTCTAAACATCTA
CAGAGGACTCCTCAACATCCTTCAGCTGAACATAAAGAAAACTCAGAACGTGTATGAGCT
ACAAGAGCCTGGAACTCAGGGTGTGTGCAAGACTCATTACGTTATCAGCGAGGATTCAAA
GGCTGACAGGATCCACTTGTCCAAGACCAAAGACCTGAACCACTGTCA
>AU179146 ID   AU179146   standard; mRNA; EST; 534 BP.
CCAGCACCAGATTCTCTCACAGTAAGTTCTCGAACAGCCGACCTTAAAGATCCACAAAGA
TGTTCTGCTCACTTTTCTTTTTGATCTTTCAGAGCAGCTGAAGACATGGACAGCATGCAG
GAGCTGATCCCGTTTGCCAAAGAGATGCTGAGACAGAAACCGGGCCGGGGCCTGCTGAAG
ATCTACCTGCTGGGCTCTGTGCTGGCGGTTCTGGGAACAGCCATCAGCCTGGTCCAGACT
GTGTGCCGGCCCTTCTCCTCTGGAGATCCGGTGGACCCAGAGATGCTGCTCATGCTGGCC
CGGGTGCGGAATGAGGCTGAATCTGTGACAAAAAACAGTCTGGAGTGGTTCACAGAGGAA
GAGGAGGAGGAGGTGGTGCTGGATGAAAACCGCTTTGCCAAGACCCAGATTCTGCACGGC
TCCAAAAGCCACACGTTCAGCCTACGAAACCAAATCAACCGCCTCCATGCGTCCTAGTAA
CAGCTGGATCCTAACAGGGGACTATTTATTGGAGGCTGCCCTTCACAGATAGTC
>AU179160 ID   AU179160   standard; mRNA; EST; 173 BP.



CTAAGGCCTTACCTTAGCGGAGCTACTCCGTTCCGCATGTTGAAAGTGCTCCAAAACAAT
CGGTTCAAATAAATCCGTAAACATTAGCAAACCCACTCAAAAGGTTAAATGACTACCTGA
ATGTATCCTGAAGGCATCAAAACTCAAAGTTTGATGCACTTTAACCGAACTTG
>AU179161 ID   AU179161   standard; mRNA; EST; 193 BP.
GAGTCCTTGGACAAAACCTTCACGCTTATGCCGAACTATGTAGCCACAAGGATGAAAATA
CAGGGTGGTGTCNAAGTCTCTGCCAAACCACCCCTGTGGGCCCCTGTGTGGCAACCACTA
ATGGGATCAACAATCTGTTCTATGTGAAAACATAAAACAAAAAAAAGGTTTATGCACCAT
TCATGTCATTATA
>AU179210 ID   AU179210   standard; mRNA; EST; 634 BP.
CAAGATCAAATTGATAAGAACCACAAAGAAAAGTTTCTGTGTGTCGGTGTGTGGCACTAA
ACTTTGGAACAGTTTAAGTAATGAGCTCAAACAATGTTCAAATATTCAAATATTCACGAA
AATGTATAAAGAAACTCTTATTTCAGGATATGAAGATAAGAGGATTCAAGGATCAACAGG
TGCTTGAATAATTCCAAATACATGTGTGAACTTGATTGTGGTGAAATAATCAAAGCTCTT
TTAATTACAACCACTGAGTGTTACATTGTAATGTGCAATAATGATTACTGAAATGTTTAA
ATTACAATCAATAAGCTATTGATTTTATTTACTTGATCTGCAATGTGTAGCAATAATTTC
TGGTTTAATCTTATCATGTGTTCTAATGATAATCAATTATTATTACATATCGGTATCGTT
ACTGTTTACTGAAATCATGAATGAATGTTTTCTGAAGATCATCAATCATTTCTAGGCACT
GGATTTTGTTACTTGAAGAGAATCTATCTGATCAGAACCGGATTTAAAACTCTGTAAAAC
TATCAAATGAATGAACTCAGTAGGGGTGGGATTATATAAGCTTGCTTCTTCCCACTCCTT
TTCAAGCAATAAATCAAACTCTACTTATACTTCA
>AU179212 ID   AU179212   standard; mRNA; EST; 652 BP.
AACCTCACAAACATCAAGCATGGAGGAGGTCAAGTCTGGACAAAAGATCACAAAGATCCA
GGATGAAGGCTCCAGAGACCTGTCCCCAGAAACAGTTCAAAGACTGATTTTTCAGTCTCA
GGAGGCGAAGAAGAAAGCGTACTGTCCTTACAGCCAGTTCAGAGTGGGAGCTGCTCTCCT
CACCATCGACAACCGTGTCTTCACAGGCTGCAATGTGGAGAATGCATGCTACAACCTGGG
AATGTGCGCTGAGCGAAATGCCATGGCAAAGGCGGTGTCAGAAGGACACAGGAACTTCAA
GGCGATTGCAGTCGCCAGTGACGTGAGGGATCACTTCGTCTTCCCATGTGGAGGCTGCAG
ACAGTTCATGAGAGAGTTTGGGACGGACTGGGACGTTTACCTCTCCCACCCTGACGGATC
TCACAGAAAGATGACTGTGGAGGAGCTGCTGCCCTTTTCTTTTGGCCCTGAAGACTTGTC
CAAGAAGAAAATACCTCACACTCCCAATGAGTACTAAATGGTTTCCAAAAAACCTGCGTT
CAAAAGGTCAATATTTACCAACAGTTTTAAACGTTGCAGCAAATTTTCATTCATGTTTAA
ATTAATAACAGAAATTTGTGTCTTTCCACGACCGTTCCGTGTATGTCTACCA
>AU179215 ID   AU179215   standard; mRNA; EST; 248 BP.
ATCTGCTGTATACATACACAGCAGGGCCACTTCAGACACCATAGAAATGTTTGGCTAAGG
TTTTGGTTTCTGCAGGCATGTTTGATTCCGTGGCAGCCTTTGTAAAGTCACTGATCCATA
GCAACCATCATTTTATTTGTGCCTTAGGCTGATGAATGTTTGTTGTGATTTTCTTCTAAT
TTCCACAGTAACCCTTATTCACACCTGTGTTCTTCTATGATAGCAATAAATGACAGATGT
GTTCAAAA
>AU179216 ID   AU179216   standard; mRNA; EST; 586 BP.
TGGCCTATCAGGCCTTGGTCCCCTGCACACTTCCTCAACTGTTGATGGTGAAGACCATCA
ACCATCAGCAGTATCTGGGAAAGTGGTATTTCAAGGCAGCTGTCAGTCACCGGGAGGCCG
ACATCCAGAAGTTCAGAGTTTTTGACAGCATGGTTTTCACCATCGAGGAGGCGGCTAATG
ATACGCTGGTCTTGACCGGAAATATGCGCATGGGAGAAGATTGCATAAAACAGAGCTGGA
CGTATCACATACAGCCTGAGAGGGATGACATGGTCATGGAAGGTAACACCAGAGCTGGAT
GACTTTAGAGACCTTTGAGATGACAGTTCAGGTGAAGTTGGATCATCTGGTTGCAGATCC
ATGAAATGCTTCCTTTAGAAAACTAAAAAAAGATCAGCTGTGTCACCTGAACAGACATCA
CAAGAGCTTCACCCTGGAGCTCAGCTTGAGGTTGGAACCATCGACTGTATATGAGAACTG
GAATGAGTAACCCCTCCCCCCTGGTGTTCCAAACAGGAAGTACCTGCTGGCTCCAAGAAG
CCAAAATCCCATAAACCTCTATAGTGAAACGAACAGCTGCTACCTA
>AU179224 ID   AU179224   standard; mRNA; EST; 662 BP.
GGGGCATAGCCAAAATGCAGAGCGTGACCCAGCTTTATCGCTGTTTGGCTTCAAGGGGCC
ACCATCTTCCCTGCAAACTCCATGGAGCTGCCGTGTCTGTCAGAGCCTACAGCGACAAAG
CCGCAATTGACGCAGATGTCACAGTGGTGGGCTCAGGTCCAGGCGGTTATGTTGCTGCAA
TTAAAGCTGCACAACTTGGTTTCAAGACAGTCTGTGTTGAGAAAAATGCCACTCTGGGTG
GGACGTGTCTTAACGTCGGCTGCATCCCCTCAAAGGCTCTGCTCAACAACTCCCACTTGT
ACCACATGGCTCACGGCAGGGACTTTGAAAGCAGAGGCATAGAAATAACCGGAATCTCGT
TGAACCTGGAGAAGATGATGGCTCAGAAGAGTGGGGCAGTGAAGGCGCTGACTGGAGGAA
TTGCACATCTCTTCAAACAGAACAAGGTGACCCACGTCAACGGCTTTGGGAGAGTGACCG
GTAAGAACCAGGTGACGGCCACGGCAGAACGGCATGGCAGAGTACCTGTTCGACAAACAT
ACTCTTGGTGAAGAAAGCAGCTAAATCTGTCCAGATGACTTGCACACCTGCTTCTGCATA
TGTATTTTTATATCTTGCTTCCATACTATTAAAAAAAGATCTGTTATCTGCATGATGGGT
AG
>AU179233 ID   AU179233   standard; mRNA; EST; 559 BP.
TGCAGGAGCTGGCGGACACTTCTGAAAGCTTGCTGAATGAAAACACGCTGCTCAGAGTCC



TGCTTAGAGCACTGAAGGACAGAACAGAGGCAAAGGAGCACCCTGAGGGGGGGGGAAAGG
AGTCCGTACAGAAAAAAAGCCATTTGGCCTCCTGAAAACTCGATCATGAGGAGAAAAAAA
AGAAGCTGTGATGATTCCTGANAAAGGAGGGTGACAGAAATATCACTAAAATCTAAAGGG
GAAAATTCCTTCCTAGGAGCAAACCGAGAATATGAAGGTTAACAGTTGCAAGTCGACCCC
AACTCTTATAAAGGTCGGAAAATGATGATGATGGTGGTCTGAAACTACAAAGAGCTTTGA
ACTTTTCCATTCAAAGAAACACACTATTTTGGGAAATCACTTCAAACACTGCGGTTTTAA
TCGTGATCCTGCCCTATTGCTGGTAAANAAGAACACCTTAATTTTGTGGCTACCATGACT
TTAATCTTCAAAGACAAAGTTTGAGACAGATCAGGAAAAAGAAACGCCTTTGGGCTCTAT
TAGTACATCAGTTTTGTAC
>AU179272 ID   AU179272   standard; mRNA; EST; 375 BP.
CTCAGTCACAGACCTGCTGCTCTGATCGGGAGCAGGGCAGGAATCACTGCCACCGCCGCT
GAGCTTGGCCATGAGACGAGGAGAAAACGTGTGTGTGTGTGTGTGTGTGTGTTTACAGTG
TCTTATGTTTTGTTTGAAAAGTCCCANAATCCANACAGTTGGATGTTTCAGAGCANATGC
CAGCGTGCACATGTGGATGGATGTCCTTCACTCCAATGCATGCAGAAACACTGATCCAAT
CACATCACTCAGTGTGAGAACAGAGTGGGGTCGGCGTCATCTCCTACCACTGTGTGTAGC
ATTTAATCATGACGTTACACTGTTGAGCATCAAGTCACTGAAACGGTAATAAACGGCACA
CATTGAGTCTTAAAA
>AU179274 ID   AU179274   standard; mRNA; EST; 215 BP.
GCTAAAAATGATTTTTACGTTGAAGACTTTNGAATCACAAAGAGCTGTACTACCATGGAG
AGCCCATCAGCGTCAATGTTCACGTCACCAACAACTCCACCAAGACCGTCAAGAGAGTGA
AGATTTCAGTGCGTCAGTATGCAGACATCTGTCTGTTCAGCACCGCTCAGTACAAATGTC
CCGTGGCCCAGCTAGAGGCTGACGACCAGGTGTCG
>AU179285 ID   AU179285   standard; mRNA; EST; 150 BP.
AAACACCTTCTCCTTTTACGGCGGAGGACTGTCGCCGGCTGAAAAGGCCACGCCGGTGCT
CTTTGAAATCCTGAAGACGGTTTCCTGCTCCAAGGACGTGTCCCAGGAGCGCTGTGCCCT
GCTGAAGGAGCAGTTCTTGCGCCTCTCGCA
>AU179292 ID   AU179292   standard; mRNA; EST; 263 BP.
AGCTCCGCCTGCAGCCCGGAGAAGAGGAGGCGGGAGATCCGGGTGTGGTGTGACGGCTGC
TACGACATGGTGCACTACGGCCACTCCAACCAGCTGCGACAGGCCAAAGCCATGGGAGAC
CGCCTCATAGTGGGCGTGCACACAGATGAGGAGATTTCCAAACACAAGGGCCCCCCCGTC
TTCACGCAGGAGGAGCGCTACAAGATGGTGCACGCCATCAAGTGGGTGGATGAGATCGTG
GAGGGAGCGCCGTACGTCACCAC
>AU179310 ID   AU179310   standard; mRNA; EST; 135 BP.
ATTCCTCCCATATTGACTAAAAATGAATTCTGTTGCATTTTTANTGCNGGAAAGAAGCAA
ATCTACAGGAAAAATAATCAATTGGCCCCTCTAACTTCCTTTATTATTGTTGTTTTAATT
GCCCCCCCCCCCCCC
>AU179329 ID   AU179329   standard; mRNA; EST; 100 BP.
GGCTTTTGCAGAGTACAAGGGTAAGCCCTTTAATGCCCAGGCACTGATAAACAATGCAGT
GTCCAATATCATTTGTTGTCTGGTTTTTGGGGAACGCTAT
>AU179332 ID   AU179332   standard; mRNA; EST; 328 BP.
AAGTTTCATCTGCTGCTGGTGCTGCTTCTGCTGCCGCTCCGCTCAGCGGAGGACTTTTTA
ATTGAGTGTTATGGAGAGGACTACTTCATGGTCAACAACCTGCTGATGCAGTGTAGAGGC
AAAGTCCAGCAGGCCTGCTATACCAGAAGTAACGGCGAAAAAGGCTGCACTCGGTTGGAA
AACTGCTCTCGGGCAGGGTGGAGTTGTTGCTACACCGACCGCTGCAACGCCGGGACATCA
TAACTGGGAAACTGTAAATGTTCAGAGGGGTTTGGGTTCAAACGTGTGTCAATCCACAGA
AAATAAAAGTGTTTTTGGGACTGGAAAA
>AU179339 ID   AU179339   standard; mRNA; EST; 402 BP.
GCGCAGTCTTGTACATTTTTGTTCAAAAAATCTGCAAAAAAGTTTTGCGGGCGCAAGAGA
AAAGCAAGCGACAGTGACAAAGATGCCAACAGTGAGGAGGAGCAGAGCGTCGTGGTGAGA
AGAGATAGGAAAGAGGGTCGCGTCAACCCCATGATCCAAAGGACCAAAAAAGTGGAAAGA
GATGCAGTTTCTTCAAGTGACAGTGAAGATGATAACGAGGGAAAGATCACAGTTGCTTAC
AAATCCAGCCGATCAGCCAAACCTGAGGGACCCGAAGACATGGGCGCAACAGCCACGTAC
GAGCTGGACACGGAAAAAGACAAAGACGCTCAAGCTATTTTTGAGAGAAGTCAGAAAAAA
CTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTTTT
>AU179370 ID   AU179370   standard; mRNA; EST; 444 BP.
AACATTTTTCCTCCTCCAAAGGGGGTAACAAGAGAAAAAGTAAAGTTTGAGAACCACTGG
GTTTCAGGAAACATCTTCAGTTTACAAGCCAAGACCAGATTAATCAGATGTTCCACTCAC
TGGAGGGGAAACACTTTTTGTTGATGGGTCAGCAAAAAATAATGAAACAGGAAAGAACAA
AGTAGACTATGCTGTTGTAACTCAAGATAAAGTTCTGAAAGTAGAACCCCTGTCTGGACT
TTCCTCAGCACTATCAGCAGAGTGGAAAGCCTTAGCTTAGGGCGCAGTGGCTCAAGCGGT
TGAGCAGGTTGTCCAATGATCGAAAGGTCTGCAATTCAATCCCCACTCCCCCCAGCCAAC
TGTCGTCGTGTCCTTTGGCAAGACACTTCACCCTCCTTGCCTCCAGTGTGGCTCCACTGG
CGTGTGCATGATTCCGAGGGGCCG
>AU179373 ID   AU179373   standard; mRNA; EST; 228 BP.



GGGCAGCACCGCCGGGGGCTGCAGGAACCACCCCAACACCTTTTGGATCAACCCGCAGTA
TAAAATCACGCTGCTGGAGGAAGATGATGACCCAGAGGACGATGAGGTGGCGTGCAGCTT
TTTAGTCGCCCTCATGCAGAAGGACCGCCGCAGGTATCGGCGCCACGGTCAGGACATGCA
CACCATCGGGTTTGCCCTCTATGAGATTCCAGAGGAGTACAGGGGCTG
>AU179379 ID   AU179379   standard; mRNA; EST; 566 BP.
ATGGTAGTCTGTGCAACATGTCGCTGTTTAAAAAGAAGTCCTGGAAACCGCTGAAGCNAG
CAGAGAACCAGAACCGGTTCTCAGATCTTCCTGAATGGGGGAAAGGAAACTGCAGACCTT
TCAGCTGTGATGGAGAGATGAATGAAAAAGAGCAGTTTACCGAAAACGTTGGTGTTAAGT
AGCGAGAGCTGGATTCCAGCATCTGAATAGCGATAACAACATTTTCAGGATGATGGTTAG
AATTGTTGTTTTGGATCAAAAAATGCTTTTTCAAAATGTAGATGTTTTTACTAAATTGTT
TCTCCTATGTGAGCAAGTTGACCCTTTTTTCACCACATTCAAAGTCTCACCAGAAAAAGG
ACAAAAGGATTTGTTTCTGGTGATTTTTCTCTCCCATGTCATTTAGCAGTTCTGTCTGTT
TGACGACTTCAAGATTCACCGATTTATACATCCCAACTCTCTCTTTGTCCAACTCATTGC
TACAAAAAAAATCAACATCCCTGAGTGTAAATCGGCATAAAAAGAAGCATCAACATGAAC
CGGCTGACTGGTGGTTGTGTTTCAGG
>AU179381 ID   AU179381   standard; mRNA; EST; 506 BP.
GGACACCAGCCTCCAGCGCCTGTTTCTGAGCATTCACTCCTTTGAAGGACGGCAGCAGCC
GACGGGTGGATGTTCAGGAGTTTACCTGCAGCAGAAGCAGAATGAGGATCCTCATGAATC
CTGCCAGACACACCAGCTCCACGCCAAACTCCTCCAGGACGCGGTCGATGGTCCCGTCAA
ACTCTGCACGGCTGCCAAACAGTTTGTGGTCGACCACCTGGAGAAAAGTGACAACACAAC
ATTCACATGTTACTGACTTATTAAACATACTTTATACATGAACGTACCCGTGTCTGGATG
CCAGCAAGCCCCGCCCTCTTCAGTCCCTGGACGCCTGGTCTGTTAGAAATAACGACCACG
ATCTGCGCCGAGCTGGACGCACGTCTGGTCTGTTCGATGAGCGCCTGAAGGTTGGTTCCT
GCGCCGCATGACGACAACCGTCATCTTCTAGAAACCTCCCACCGGAAAAGACGCTTAGTG
GCCGGACTCACCTGTGCCGGAAATGA
>AU179389 ID   AU179389   standard; mRNA; EST; 475 BP.
AACGTGAACTCAAAGAAGAAGAAGAAGAAGAAGAAGAAGAGGGAGGACAGATAAAACGGA
TTCCATTAGAAACGCAGTGTCGGACTAGTGAAAGGAGGATGCGCCTGACGGATTCGCGGT
GAGTCTTCTCCACTGGCGTTCTCGCTCTTTTTTACGGCTTTTTCGGTGAGGAACCCCGGG
GTTGGGTGGTGGTGTCCGCCGTTAACTTGCCCGGTGGGAAGGACGGCGTGCTTGTCACAC
TTGTAGCATGTTTGTGGTCAGAGAACACCTTTGTTTTTTGTGTATTCCTACACGGAGAAA
TAGTCCGGGTCAGGTCAGGCTCTCCTGCGCAGTTGCTGAGGGTCTTCAGATGATGATCAT
CTGATGATCCCTGCACCTCACAGCATGGGTTCTTTGAATAAACTTTTTATGCTACAAACT
CACGACATTCAACGCTGCAATTTCAACTCACCTGATTCAAATGTAAATTTCTGTC
>AU179393 ID   AU179393   standard; mRNA; EST; 523 BP.
ACACCAACGGAGGACCGACGCCACAACCCACCACTTCTTCACTCAAGGACTACGACGACA
AAATCGCTCAACTTCAAGACGGGGATGAAGAAGATGACGATGAGGACATCGTTTACATGA
CAAAAGACGGAACAGTGTACCGGAAGTTTAAGTATGGCTTACTGGACGAGGATGACAATG
ATCTTGAGTATGATGATGAAAGTTACACACTCACTTAAAACTAAATATCAAAAATAGTTC
ATCTTTACAGGATTTTTTTTAATGTTTTCCTAAATTACAGGGATTTTTGGTCTGAAAGCA
AATCTGATGAGTGTTATAAACCCCCCAGTACCAATCTGAACCTTTTAAATTGCACCCTCT
TAGGAATTTGTAACCATTTGCAAACAAGACAAAATAAAATGTTCCGTTTTATTATGTACC
AACTTACATTGTGTCAAAACTAAACCTTAATCCTTCAGATTGTGGATGTTTTACCTTCTT
CAAAAGTAATACACTCCGCTTTGTGAGGTTGTAAACACTGTGG
>AU179396 ID   AU179396   standard; mRNA; EST; 619 BP.
TGATCCTTGCCCTGGCAGTCATCACTGGCTGCAATGCCCGTGCTGTGCGCCAGGCCGAAA
CCTCCATGACCCGCGTGGAGGACAGCGTGGATCGCTTTTGGCAGTACATCCAAGGGCTGA
GCAAGGATGCTCGTACAATTGTGGACACCCTAACTACCGGAGACATGAGACGAGAGTTGG
AGACCCTGATCACCGAAACCATGACTGAGGTGACAGAGTACAAAGAGAGTGTCCTGAGCA
AGCTGGGACCCATCACCACAAGCACCAGTGGGCAGATGAATGAAGACCTTAAGCTTCTGA
TCAATAAGCTGCAGAAGGACATGACTGATGCTAAGGAGCGCAGTGCTGAATACCTAGGAG
AGCTCAACACCATGGTGACCATGAATACAGATGATGTTCGCAAGTTGAGCCCTACATCAC
AGGAGCCGGTGACGCCGCCAGCAAGAAGCTGACCGACCTCGCTTCGGTCCTTGATGCCCA
GGGTGACACCATCAGGACCCAGCTGGAGAGCAGCATGAGGGAGCTGCGCACCTCCATGGA
CACCAGGCTGGATGAGCTGACCGAGCTGATTGTGCCCTATGCCACCAAGATCCGCGAGCA
GTTTGAGGAGGTCATGAGC
>AU179419 ID   AU179419   standard; mRNA; EST; 192 BP.
TAGTCCAGGACCCGGCAGTGCAACAACCCAGCACCCAGCAATGGAGGAATTGAATGCTGG
GGACCGCAAGAGGAGTCAACTGATTGCTTTTAAAGTGCAAGATATGACAAAGATCGTAAA
TCTTTAGTTTGAGAAGAAATCTTGGCTTGTGCTACAATTCATTTGAAAAAAATAAAAATA
TATTCAACTGAA
>AU179437 ID   AU179437   standard; mRNA; EST; 336 BP.
CATGTTTTACAGCAGTTTTATGATGATGGAGGACAGCTCCCACTTACGGTACATTTCTGA
ATATCTCTTTATTCAAATAAATAAACAGATGAAAAATGCTGTAGGAAAAAGCCTTGTTTT



AATTTTCAGTAAAAGTTTCTAATTCTGTTTTGCTATTAAAAAAAACCTCAAGCTAATTCA
GGAGGAAAATAGCCTATGGACGTTCCTTTACACCAAAAATTCAAGCATTTGACCAAAATT
ATTAAAATGTTCTTTTGATAATAATGAAATTGTCCTTTGGAAAAGGAGGAATGCCCTAAT
TTTTTCCCGAACAAAATATAATTTTAATGTGATTCT
>AU179467 ID   AU179467   standard; mRNA; EST; 338 BP.
GCACCAGTGCCTGGATTCACAGCGACCCCTGCTGGTGCAGTGGCTACTCGTTTTTCCTTA
GTTACATGTCTATGCTATTTCACCTGACAAAGTCTAAGTTACCTGGACTCATATGGACTA
GAGCAGGGATCTGCAACCTTTAGCAGTTACAGATCAAACCCTAGGAGCAGCAGAGTCTTA
TTTTATTCTTTAGCAATATTAGATCCCATCTTGTATTTATTACATTGTTAATTTTATAAA
AATGTTATATTTCGTTATATTTTCGTTAAGGAAAAGACTTGCATTTTCTCTAAATTCGAA
ATATTTTTCTTTTACTATTGACAGATCCTATGACTTCC
>AU179495 ID   AU179495   standard; mRNA; EST; 283 BP.
GGCTCGACATCTGATTTCAGAGGCTTACAAGATGCCGTGGTACTCATATCACAGTTTAGA
TGTTATCCTCCTGCTTCTGGCTGGAGGAGCTGTGCTGCTTTACTCCTTTTTTGCTGTTTT
CAGATTTCTGTGCTGCAGAAGGAAAAGAAAGACAAATACCAAACAAAACTGAAGTTGTCA
TATTTTTTTTAAAAAGATGTCTTTGAAATTGTATTTGGAATTGAAACCTTTTGTACATGT
TCCAAAAAAAAAAGATTTAAATAAAAAATGGTTTTATGGTGAA
>AU179499 ID   AU179499   standard; mRNA; EST; 411 BP.
TCGGCTGTGGGACCTTCAGCTTCACTGTCAAAAATAGTAGCTTTTCGGCGCGATCAATTC
TCCTGGCTGCGGTTTGCATTAGCATTGCTGTGATTTGGGGAGTGTACAGAAATGAAGAAA
GATGGATCTGGATCCTGCAGGACATTCTTGGAATTGCTTTCTGCCTCAACTTTTTGAAGA
CCATTTCACTGTCAAATTTCAAGATCTGTGTGATTCTGCTGAGTCTGCTGCTGGTGTACG
ACGTCTTCTTCTACAATGTGCTCGTGTACATCATCATTGCCATCTTCTGCCTGGCGTCAG
CCTCCTTCTGAAAAACTTCCAGTGGTGATGCCGTGTCCCATGGTTCTCAGCTTGGGCTCA
AAAATCTGTGTTGGATGCAGTTCTCCATTCTTGGCTATGGAGACATCATTG
>AU179501 ID   AU179501   standard; mRNA; EST; 351 BP.
TGCTCGGCGGCAGTTTAAAACCGGAAACGATTCTGCACAGACGCATTTTTTACCCTGTGA
CAATGCAAACCAATCTACTCCTGGTGACACTTTGTCTCCTCGGTTCAGTAATCCTCTGTG
GAGGACAGAGTACCACAGATGGAAGTACCGGTACTGCAGTAACCCCAACGACAACCGCAA
CAGACAGCAATAGTCCAAGTCAGTCAACTCCAACTGCTGACTCCAACCCAACCTTAAGCA
CCAAGCCCCTCCCAACCTCCACCTCCGAGTCCATCACAGTTACAACAGATGAAGGAGCTA
CACCTGAACCCTCATCGGGGCTCTCAGCAGGAGCGATAGCCGGCATCGTCA
>AU179506 ID   AU179506   standard; mRNA; EST; 305 BP.
CCCACGCCTACAACAAGGTTCTGGCCCAAGACCACCGGGTACTACCCCTGGACCACAGCT
CCGCCCACCAGAGGGTACCCCACCACGACAACAAGGTTCTGGCCCAAGACCACCGGGTAT
TACCCCTGGACCACAGCTCCGCCCACCAGAGGCGTGTCTGTGTGTCTGCGCCTCATCACC
TCCGACATGAACCCGTCCATCTTCACTCTGAGCCCGTCCAGCACGCCGCTCAGCCTGCAG
GTCACAGACGGAGGCTGGTACCTCCTGAGGTTCGGCAGCAACCAGCTGAGGCTGCGGCCC
AGCGT
>AU179508 ID   AU179508   standard; mRNA; EST; 337 BP.
GAACACCATGACCGTGGAGGACGTGCTCTCCCACCCGGCGCGCTTCGCGGAGCTGGACCT
ATATTCTGTGACGGCGGAGGAACTCCGCCGTTCAAACCCGAGACCCACTGGAAGCAGGCG
GTGCTGTATCTCGACTCCCCGGCGGAGGTGAAGCAGGACACGCTGGTCTCCGGGGAGGTG
TGCATGTATCCCTCAGAGGAAAGCGACAGACATATATGTATCCACCTGGAGTATGCTATA
GGAGAAGAGAAAAGACAGTCCAAGACTTTCTCCATGCCTGACTGGAGCTCTGACGCCTAG
ACTTAGAATTACTAAATGACCCTAAACATCACACAGA
>AU179512 ID   AU179512   standard; mRNA; EST; 246 BP.
AACAATGGGCGCATTCCTGGACAAGCCGAAAACAGAGAAACATAGTGCCCATGGAGAGGG
CAATGGGCTGCACCTATGGCCTGAGCTCCATGCAGGGCTGGCAGGGTGGAAATGGAGGAT
GCCCACACAGCCGTGGTTGGCCTTCCCCATGGACTCACCGACTGGTCCTTCTTTGCCGNC
TACGACGGCCACGCGGGTTCTCGGGTGGCCAACTACTGTTCTGCGCACCTGCTTGGAGCA
CATCTT
>AU179518 ID   AU179518   standard; mRNA; EST; 189 BP.
TCATCCTCTCTTCTTCTCCTCTTTCTTCTCATCCTTTGCTCCGGAGCGTCTAATCCTGCT
GACAAAGAGGAGCCGTCATCCATTGGACAGCAGATGAACCAGGAACACCTGAAACCGCGC
TTTCCAAAACCAAGACCCTCCCCGGTGACCACTTTCCCCCGCCCCCGCAGCCCCTGCAAC
CCCTGCCCC
>AU179522 ID   AU179522   standard; mRNA; EST; 276 BP.
GTGCTTCGGTCTTTCCATCGCTCCACCAAAAACATGCTGGGCCTCCTCCAGGCCTCAGGA
ATGGATTTGTTGCTGGTAAAGTGGGCCCTTTGGACAAAGTTCCGACCCTCTGACTGTTTT
GAAGACTTACCGGTTTGTGTCTGTCTTTGTTTGAAAGAATCCCAAAGATTTTTATTTAGT
CGGNCAGAGAGTGGAGTACTCCTGCATCGAGGGATTTTACCTGAGCGGTGACGCTGTGGC
CACGTGTTTGGATGATCAGACATGGCGCACTGGGGC
>AU179531 ID   AU179531   standard; mRNA; EST; 347 BP.



AATCTGAGACAAACCTAACCGCACCTAGTTTGTATGAATTGAAGTGTTGTTTTTGATCTG
CAGAAGAAAAACATGAAGGAATCATGAACCAAAATATCCCAGAGTCCTTTCCTTCTGCCC
CTCCATCCTTTCCCAGCTTTGACTCTGGTTTGCACACTTTAGTGTTGTTCCTCTGGTTTT
AGCTCCGGTGGCAGCATCTGTATCCATTCAGTCAAGACAGGGATGTTTAAAGTCAGAAGA
CGGCATCATCTGCAAACATGACCATCTCATTTTCATCCAGATGTCTGGATCTGGGACTTT
TCACATTAGTCAGGTCTTCATTCCTCACAATAAATGCATTCTAGTAG
>AU179533 ID   AU179533   standard; mRNA; EST; 413 BP.
CCAATGGACGCTTGGCCAGAAACTCTGTCAGCTTTGCTCTTTCCTGGATTTTACCAGCAG
AAAACTGCAAAGACAACTCTGAGTGCCTGAATGAAGTATGAATCCATCCAGCTGGAGAAG
AAGGTTAATGTCCATGGTCAGGACTCCACATGCTTCTCTGTTGAACCTGTGCTGCGCTGT
CTGCCTGGCCTGCTCTCCAGTCAAAACCACCTCTGTCAATGTTGGCTTCAAGTGCTTTGC
TGCTGATTCTACTTTGGATCCCAGTAACATCTTTGAAAGCAGTGTTGACCTGAGGAACTC
AACAGTGGCTCACCTGGCCTGCAGCTGCACTTCTCAATGTTCTTAAAACATTTCTTTTGT
TCAATGACTTTGTATTTTCTCAATTTTATTGGCTATAATAAAAATATCTGACC
>AU179537 ID   AU179537   standard; mRNA; EST; 293 BP.
CCCATGTACATTGACCGCATGGTTCTGCTGGTGATGGGAAACATAGTCAACTGGTCTCTG
GCCGGCGTACAGGCCTCATCCAGAGACCGAATGACTTTGCTTCCTACCTGCTGGCCATCG
CCATCTGCAACCTGCTGCTCTACTTTGCCTTTTACATCATCATGAAGCTGCGCAGTGGGG
AGCGGATCAAGNGTCTGCCCCTGGTGTGCATCCTCTTCACGGCGGAGGTGTGGGGCTTCG
CTCTGTACTTTTTCTTTCAGGGTCTCAGCACCTGGCAGAAAACGCCGGCAGAG
>AU179542 ID   AU179542   standard; mRNA; EST; 320 BP.
ACTGAAAACAGGAACCAGCACCAGATTCTCTCACAAGCAGCTGAAGACATGGACAGCATG
CAGGAGCTGATCCCGTTTGCCAAAGAGATGCTGAGACAGAAACCGGGCCGGGGCCTGCNT
GAAGATCTACCTGCTGGGCTCTGTGCTGGCGGTTCTGGGAACAGCCATCAGCCTGGTCCA
GACTGTGTGCCGGCCCTTCTCCTCTGGAGATCCGGTGGACCCAGAGATGCTGCTCATGCT
GGCCCGGGTGCGGAATGAGGCTGAATCTGNGACAAAAAACAGTCTGGAGTGGTTCACAGA
GGAAGAGGAGGAGGAGGTGG
>AU179584 ID   AU179584   standard; mRNA; EST; 659 BP.
TGCTGGCCTGCTTCAGGTGAGAAAATCCAATTCGACTCCATCAACCAATCAAAGTTCAGC
AGATGATCATTAGATTATTCATGGATTACATGCCAGCTTGAGTTTGTCCTGCTGACAGGG
AAATATGGTTTGAGATTGACAAGTTGATTAAAAGTTACCTGGTGGTGGCGCTGAAGGACA
AGTTTTTTGTTCAATTCAATTCAATTCAATTCAATTTTATTTGTATAGCCCAAAATCACA
ACAACAGTCGTCTCGATGGGCCTTCGAAGTTAAACATGAACTCAAAAGGATCACGAATAC
AAAGAGTTCAATAGGAAAATACTAAAATGAACTAACAAACTGACTAAGCTATACTGGACA
TCCCTGCCCTTAGACCCCCCTTAGTTCATTCCAACCAAAACAGAAATTAGAAAATTTAAA
GGGAAAGTTTTGAAAGTCATCCATGTGACAAGTTACTCATCTTAAACTAGAGCAATACAA
AACGAAGCAGCTTTGAACAATCGTGTAGGAGTAAGTAGAATTTTAAGTGTGGAGAAGAAG
GAAATATTATTATTAATAATTATGTAAATTAATGTTTTTAATCTTTTTTAATTTACATTT
TTGAGTCAAATATGATGTGGCANATCTCCCTGTCATAAGGGTTGTAATAAATTTAATCT
>AU179606 ID   AU179606   standard; mRNA; EST; 619 BP.
GCAGATTGGATCCAGCTGTCGGCCTCCTCCTCATCACACGCACCTGTATTTAAGATGGCT
CCGGTTCACTACTCACCGCCAGCTCGTTGCCCTCTATGGGATCACGCTACCTCTGGTGCC
GACCTGGACCTAATCATCAGATCCTCTGCCTCACGTCCTCAAGATTCCAAGCCACGATCT
CACTCAAACTTCTTCCAGCAACCACGTCAAGCCGCTTCGCCCAACACCGCGACTCGCAAG
CCACATCACGCCCGGCGAAGGAACCTCCGAAGGAACTCACCTCTCTCTACGCCTCACGTC
TCCAGTGACGGCTCCTCAGCCAGCCTCTCGTCTGATCCATAGACTCTGTATTAAATCCTG
AACTCTCCTCCAGTGTTTGTCTTTCCGGGTTTCAGCACTTGGGTCTGTTCGGCATCCTAG
CCAAGCATGACAGGCTGCCATGTATGAGATCAATGATGCCAAACGAACATGCAAGAAGAG
CCCGCTGAAGGCAGACTTCCAACCTCTGAAGATTCCCCAAGATGCGTTTCTGGTAAGCCA
GACTGTGGTGGGCACCTCTTCTCTTCCGGGACAAGGACTCCTGGTGAACAACTGGTATGG
AAAGTTACCTGACAAATCA
>AU179619 ID   AU179619   standard; mRNA; EST; 435 BP.
TGCATTCTCCATTCCATCAGTTTGAAATGGGTTTGGAGGAAGCAGCCGCCAGTCCTGATC
CTCACATTCCCGTGCTGCGCATCAGCCAACTGGATGCCCTGGAGCTAGACGCGGCCCTCG
AGCAGCTGCTGTGGACCCGCTTCTCTCATTGCTTCCAGAACTGCCGGCCCGGTCTACTGA
CCCCCGTGGAGCCAGAATTAAGAGCCCTTCTTTATCTCCTGCTTTGGCGGTTTACACTGT
ACTCCAACAGCGCCACCGTGGGCCAGTCTTTACTAAGCCTTCGCTATCACAGAGCAGGGT
CTTTGGCTCAGCGCTACAGGCCGCTGTCGCCCAGGCAGAAGTTAGTTCTGGCCGTGCTCG
CTGCAGGTCCCCGTTGGCTCCAGGATCGTTCCCATTCCCTGCTACCGCTCGTGGGTTTGG
GTTCCAGGGGATCTG
>AU179632 ID   AU179632   standard; mRNA; EST; 559 BP.
AACCAGCAGAACCACTGGAAGAAGAGGGGCATCTCCATCATTCCTATCAAATACGGCATT
GGCTTTGCAGAGAGCTTTCTAAATCAGGCCGCAGCCTCTGGTCCATATCTACAAGGACGG
TTCTGTTCTGGTCACTCATGGCGGGACAGAANTGGGACANGGAATCCACACCAAAATGCA



GCAGGTTGCGAGCCGAGAGCTTCACATCCCAACCACCAAGATCTACATTAGCGAAACCAG
CACCAGCACTGTCCCCAACACCTGCCCCTCAGCCGCGTCCTTTGGCACCGACGCCAACGG
AATGGCAGTCAAGAATGCCTGTGAAATTCTGTACCAGCGCCTGGAGCCAATCAGGAAGAG
GAACCCCAAAGGACCATGGGAGAATTGGATTCGCGATGCGTATTTTGAGAAGATCAGCTT
ATCCGCCACAGGATTCTGGAGAGGTCCAGATCTTTACATGGACTGGGACAAAATGGAGGG
CCACCCCTATGCCTACTTCACATTTGGAGTATGCTGCAGTGAAGTGGAGCTGGACTGCCT
TGTGGGAGACTACCGGACT
>AU179671 ID   AU179671   standard; mRNA; EST; 458 BP.
TCATCAAAATTGCATATTTATCCGTTTAGTTTCTACTTTTCCCAAATATTAGGTCGTCTG
TCATTTGTATTCTTACTCATATTTTCTTTGAGCTCCAGCACATTTCTTCCTGTGGGATGA
TTTAAGGTCCACTTTCTGCCACAGATTTTCGTTGGGAAGGAAATGAACACTAGAATGTTT
CTGGAAAACGGCAATAATCCACCAAACACACATTTTTCTACATTTTGTTGTGACGTTGGA
ACTCGCTGAGAGGAGGTTTTCCTGTTGCAGCTTGCAGAGTTGAACGGCGCGGGACCTCAG
GGGTCTGCAGGAGGCTTCGGGGCCCCGGCTGAGTTTGGATCTTCTACGCCCGGCTTTGGA
GGCAAAGGTTTCGGTTCACCTGCACCTGCCCAGACCGGCAGCTTTGGCATTCCTGAAAAG
CGCCCANAATTTGGGTTGATATCGGCGGCGGCCTCCCC
>AU179681 ID   AU179681   standard; mRNA; EST; 646 BP.
TCGGCACGAGGCCAAGGCCTTGTACGACAATGTGGCCGAGTCTCCGGATGAGCTGTCCTT
CCGCAAAGGCGACATCATGACAGTGCTGGAGCGAGACACTCAGGGGCTGGATGGTTGGTG
GCTCTGCTCTCTCCATGGACGCCAAGGCATCGTCCCTGGAAATCGCCTCAAGATCCTTGT
TGGCATGTATGACAATAAGCAGCAGCAGGCCTCTCCTTCCACTCCAGATCCCACCTCTCA
GGTACTGCGACCTTTTCCCACTAAGAGCGCCTATCCCAAACCATCTCTTAAACCACCTGC
GGCATCTGTGGGGTTTTCAACCAAGTCCATTCCAACGGTCCAGTACACATCCATGCACCC
AGCCTACTCCACTCCCAGTCCTGCACAGTCCAGCCCTGACTCTGTTTACATGATGCCTCC
CTCTCATGGTCCAAAGCCAAGCTCCCAAGGTGTGTATCAGGTTCCTTCTGGTCCAAGCGG
ACCCTCTCCCCAGGCCCAACCAGGACCCCCCAGCAAGACCACGCCTGTAGGCCACAGGCA
GTTTCAGGCGCCTGGACAGGATATCTACCAGGTTCCCCCATCTGTTGGCCCAGGGCCAGG
CCAAGGAACTGCTCCACCTGCAGGTGGACAGGATGTGTACCAAGTA
>AU179682 ID   AU179682   standard; mRNA; EST; 626 BP.
GAATGAAGAAGCAAGATAGGAACATTTTGGAAGACTTTTTGTAAAAGTTGCAGCCAACGC
TTCCGATATTTAAGGTGACCCAAAGTTGGGCCACACGGGGATCTTTGTTTTCTCTGAGCA
CAGAAACAGATGCTCCATCATTTTTATTTAAAGTCTGCAATGGAAAGAATATATTTTTTC
AAATATTAAACCTTCCAAAGTTGCTAAACAACAATAAATTGAAAGAAGAATCACTACATT
AAGCATGAAGCAGTTCTGCCAAGTAGTTCTAGTAGCCGCTGCTCTCGGAACATTTGTCGC
AGAACCTCATCTATTTTTCCTGGTTCTCAGCTGTGTATTGAAGCTTCCCAGTTTTCCCAG
TGCCTGGCACTCTCTTGGCAGCTAATGCAGAATTGGACCCCTTCGAGAACGGCCTCCAGA
GTCTCAGGAAAACACACTGAAACCACAAAAACAAACCCTCAGTCTCATAGTTTTACTGGA
CATTTGAACGTGTCGGACAGCCGTATGAGGCTGTAAACAGTCATTCACAGAGCAATACAC
GGATGCAGGAGGTCAGAACTTCCCAACTGGGAACTCTGCAGCACTTTTAATATCAACTCG
TGTAAATACAGTTGATCCTATCGTGG
>AU179687 ID   AU179687   standard; mRNA; EST; 607 BP.
GGGATTGGGCCGTGGGGCTACAGTCCTCAAGAGGTTCGCTCCGTCCTGGAGAAGCTCCAG
TAAGAACATTTTGCCTCCAGATGACAAAGATTTCCTGAAGCTTTTGTGATGGAACGCTGC
TGTAGGTGTTGGTGCTTCAACAGTCTCACATGACCTCCGAAGTCCTGCCTGCTTTCAAAC
TGTTTGGGCCGAACGTTTCTGGATGAAGGTTGCAGGTTAAACCCCCCCGGGTCTCTGCAG
CTGGATGTAGAGGAACAGACGGTTCACTCAGGTCGATGGAAGTTAGGTCTCCAGGGTGTC
GAAGACAGATTTATCATTTACGGTAACTCCGTTCCTCTAAAAGCAGCTTTTACATAAAGT
CTAAATCCAGGAAAACTAATATCCAATGAAACGAAGATCACGTTTAGGAGGATGAAGATT
TTCCCTCAGTTCCTAGTTTACACTGAAGGACCATTTCTTTTTATAAAACTGGTTTAAAGT
CCTTATTGCTACAGGACATGATGTTCCCATTTCTTGATCCTAATCCAAGTTAATCCTTAA
CCGTTTTATCTAAGGACAAGTTTCAACATCAGTGTTTATAAAAAATGACCCACCTTTTCT
GATTCGA
>AU179691 ID   AU179691   standard; mRNA; EST; 630 BP.
CCGACCGCCCCCCCCACCCCTGATGCCTGTGATTCCACCATGGTCCTGGATGCTGTTGCC
ACACTGAGAGGAGAGATGTTTTTCTTCAAGGACAGCTTCTTCTGGAGGGTTCATCCTCAG
AGTTACACACCTCAGCAAACTTTCATCACAAACTTTTGGCCCGATGCTCCTCTCAGCGTC
GATGCTGCTTATGAAAACCAGCAATCTGACAGAATCTTCCTCTTCAAAGGTCGACAAGTG
TGGGCTTTTCGTGGCTATGACCTTGTGCAGGGTTATCCCCAGGCCATCTCTAGTTTTGGC
CTGCCTAAGCGCATCGAGAAGGTGGATGCAGTTCTGTATGATGCACAGTCTGGCAAGACC
CTCTTCTTTGTGGGGAGAAACTATTACAGTTATGATGAGGCCAAAGGGACAATGGATGCA
GGGTTCCCCAAAGCAGTGGACCAGAAGTTTAGTGGAATGAGCGGCAGGGTGACAGCAGCT
TTACAATACAGAGGGTTCGCATACCTCTACAGCGGCCCATACATGTTCGAGTACAGCCTC
AGGACCGGCCAGCTGCTCCGCCTGCTGAGGAACAGCTACTTCCTGCCCTGCACCAGCTAC
TAGACCCACCTGTACAAACATTGAGCACAA



>AU179692 ID   AU179692   standard; mRNA; EST; 324 BP.
TTTACACTGCAGGGTGGAAAGATCTAGAGCTGAAAACTTTTGAAAAAATGCCATTAAAAG
CTTTATTAGCAGATATCAAGTTACAGGGGGAACTTCCTTTACAGGATGACCCCTTACTGA
ATATGTTGATTAAAACCTGGAATGACACAGTTAAAAAATGCAACTTGATGGAAGACTCAA
AAATTCTCAGATGGTGTGCGTACGACTCAGAGTTCACCCCCAATAAATATGATGGTAGAT
TTAAGTTATGGATTGCCAAAGGGCTAACTGATTTCAACTCATTTGTTCATAAGGGAGCAT
TTCAAACATTTGATACCCTAAAAA
>AU179699 ID   AU179699   standard; mRNA; EST; 159 BP.
CCCCCACCACCACGGGGTCACCTGCAGTTCCAGCAGCTGCTCTTGTGGGGGCGTTACTGA
AGGTCGCCCCCCCCTCCCCCAGCACTGGGCTTCAGGGCAGGGGGCTAAAAGTTCCCATCG
TCCTCAAATCACTGTTAATGACGGGGACGGGGGGGGGGG
>AU179708 ID   AU179708   standard; mRNA; EST; 606 BP.
AGTTTTCCCTTTTTTTCTGTTTTGGCATTTTGTACTGTTTGAGCTGCAGAAATGGGAAAA
GATTACTACGAAATCTTGGGAATAAAAAAGGGGGCGTCAGACGAAGACATAAAGAAGGCT
TATCGGAAGCAGGCTTTGCGTTATCACCCCGATAAAAACAAGTCACCGGGCGCAGAGGAC
AAGTTTAAGGAGATTGCCGAGGCTTACGACGTTTTGAGCGACCCGAAGAAAAAAGACGTC
TATGACCGTTACGGCGAAGAAGGTTTGAAAGGGGGAGGTCCTCCAGGAAGCGGAGGTCCC
GGCACCTTCCACTACACGTTCCAGGGTGACCCCCATGCCATCTTTGCAGAGTTTTTTGGG
GGGCGTAACCCCTTTGAACAGTTTTTTGGTGGGCGTAATGGAGGAATGGACGAGGACATG
GACACAGACGACCCATTCGCCCGCTTCGGGATGGGGGGCAGTGGAATGGGCGGCTTCCAG
CGCCCCTTTGGCTCCGGCATGGGGGGAATGGGAGGCCACACCAGTGTTGTAAAGAAGCAG
CAGGACCCACCTGTGGTTCACGATCTACGCGTCACATTGGAAGAAGTACTGAATGGTTGC
ACAAAG
>AU179714 ID   AU179714   standard; mRNA; EST; 633 BP.
GAGTTACCTTCGGAACTGGTCAAAGGAGCTTGGTGTCCCGGTCCTCTCTGTCGACTACTC
TCTGTCACCTGAGGCTCCCTTTCCCCGAGCCCTGGAGGAGTGTTTCTACGCGTACTTGCT
GGGCCCTGAACAACNTGTCACCTGCTGGGTCAGTTCTCTGCGGACCCTCAGACCTCACCT
CAGCATCACATCACTGGCATTTCATTAGATGTAGATGTAGCATTTGTAAACTCAGACTTT
TCAAAGAGGAAATGTTCTAACTTTTCAAACTCTTATTAAGTATGAAGTACATCATTATTA
GTGTTAACAAAAAGAAAGACAAACCTGGACGTTTCGGTTTAGATTTAATTTGACTCACAT
TATTCTAAAACAACCACAGAGCTTCACTGCAAGTGTCTCCCTACCATCATTCTCAGAAAC
TACAAAATCCATTCTTATTTTTGTAAGAATGAAGGTTTCTTCGTTTTGTTCCCTCTGGAA
TTAGTTTTTTTAGGACTTTTTCTTTACCAAAAAAGGAGGGTCTAAGTGCAGGGATGCCCA
GTTTTGTTTCGTCTGTTTAGTTTAGCAATCAGCTATTGTATTTTATACCTAATTTCATAT
TTTGTACAATTAGTGAAGCCCGTTGAGACAACT
>AU179740 ID   AU179740   standard; mRNA; EST; 586 BP.
AAAGAGATGGCGTCCAACGAGGGCTCCGCGGGGAAGTGGGAGGTGGTGAAGAAAGGAAAG
AAAAGTAGCAACTCAGGAGGAGAGAAGAGAGCTGGAAGCGGGGGGAGGAGAGCCCTGGGG
GAGTCGAACCAGGAGGCGGATCGGCGTAAGTCAGCGCCCATCAAGATGGCAGAGACTTTG
TACGGGGGCTTTGAGAAAATCGGCAAGAAACACAACAAGGAACAGGTTCCCCCAGCGGCC
GAGCCTCAGAGCAAGAAACCCTCCTCGTCAAATAAACCCCCCCTCTGTTAAATGAGCCAA
TCAGTACAGAAGCCTTAACCAGTTTTTCTTTCTTAGAAAGTAAAAATATATAGTAAGCTA
TCTTGTTCATATGTATAGATTTAATAAAATATTCTTTAAATTGTTGACAGACCTGCACTC
AAAATCATTTCCAGCGAACTTTAACGTGCTTAATCTTTAGTTTGTAAGGTACTGTAATAG
TCAAGGTCTTAAATGTGCATAAAAATACTAATTTTTAAACTTCTTAATGTGATTGTTGTT
TGAAATGTGTGCTTCTTAAGGCTGTCTTATTAAATATGGAGCCAAA
>AU179742 ID   AU179742   standard; mRNA; EST; 409 BP.
ATGGTGAAATTCATTGACTATGAGTATGCAGACTACAACTACCAGGCCTTCGATATTGGC
AATCACTTTAATGAATTTGCCGGTGTGACAGATGTGGACTACAGCCTGTATCCCAGCATG
GAGCTGCAGCGAGACTGGCTCACCGCTTACCTGGAGAGTTACAAGCACAACACGGGACGG
GACGGCACAGTTACAGAGGCAGATGTCACGCAGCTCTACATTCAAGTCTGCAAATTCTCA
TTAGCATCCAACTTCTTCTGGGGTCTCTGGGCCATCCTGCAATCACGCTTTTCCTCAATA
GACTTTGACTTCCAAAGATATGCCCTCATGCGACTGAACTACTATTTTGAGAAAAAGGAA
GATTTTCTCGGGTTAACTATGAGGCAGCTAACCCTCTCCCCTCAACATG
>AU179749 ID   AU179749   standard; mRNA; EST; 600 BP.
ATCTTTGTGTCCACATCCAGAACAAGTGTGTGAAACAGCAGTATGGCTTCTTTAAAGGAG
ATATGCAACGGCCTACCGTTGAACCCCCTACCACCCAACCGTGGAAGAGATCCCAGTGTG
CCTCATGCACCCATTCGGACCCCCAACCTCACAGCTGAGGAGGAGCGATTGGCACTGAGA
AACGCCCTGCGCTATTTTCCTCCCTCCCACCATGCAACGCTGGCACCTGAATTTGCTCAA
GAGCTGCAGCAGTACGGCCACATTTACATGTACCGCTTCTGCCCCTCATTTCCCTTGAGA
GCCTATCCCATAGACCAGTATCCCTGCCGCACGAGACAAGCCGCTGCTATCATGCTGATG
ATCATGAACAATCTGGATCCAGCAGTCGCTCAGTTTCCTCAGGAGCTGGTCACATATGGA
GGGAATGGGCAGGTGTTCAGTAACTGGGCCCAGTTCAGTCTGGTGATGCATTCAGAGGTG
CTACATGGGTCTCTCTGCATAATGGAGGAGGGGTTGGATGGGGCGAGGTGATCAACGGAG



GTTTCGGTTTGGTGCTTGACGGCTCTGANGATGCAGCAAATCGTGCCAGTCTGATGCTCA
>AU179768 ID   AU179768   standard; mRNA; EST; 584 BP.
TGAGGAAATCCACTTCCTGACACATCCATCACTGGAGCTGAAACAGTGGACGCAGTGGTG
CACTTCGGTGGCCCGACACCTATGAGAGAGAAAACGCATCAGCTCTAATCTTTAAAGGAT
TAAACTACAAAACCCAGCAGAAAAAATGAAGGCATTCAGCATTGCAGTTGCAGTGACACT
CGTGCTCGCCTTTATTTGCATCCTGCAGAGCTCTGCCATCCCAGTCAATGGGCAGGTCAA
AGAGCTGGAAGAAGCAGCAAGCAATGACACTCCAGTAGCGGCACGTCACGAGATGTCAAT
GCAACCGTGGATGGTATGTTAAGTCAACTGAATGAATTAAGTCAATTACCACCAGCAAAT
TAACATTAGAGTGGACGCGTTTTCCCCACGGGGCATGCTGACGCTCCTCCGTGCAGTGGA
AAGGCTTGAAATGCTCAGACATGACACTGTGTGCACTTCTGTTGTCTTTCATGCAGCTGC
CAAACCACATCAGGGAAAAGCGGCAGAGCCACATCTCTATGTGCACTATGTGCTGCAACT
GCTGCAAGAACTACAAGGGCTGCGGTTTTTGCTGCAGGTTCTGA
>AU179774 ID   AU179774   standard; mRNA; EST; 401 BP.
GTTTCCGGCCTGTCCAAAGTCGCTTTCTGCTACCCGAGAAAAAAAAACGACACTACGGAC
GACAAAACACTGAAGCACGCTGGGTATTATTTCGTCTGCTCGTCTCATCCCGCAAATATT
AGAAGGACTTGATCCCTCTGTGTGCNGTCCACTCCGTCATTCTATGCGCTGCTTCAGTGC
ACTCAAAATTTCATTTATGGTTTTTTGTAATCTGTAATTTGTGTAAAGAAAAAAAAAGTA
TGTATTGCATTAATATTTGCATCATTTTTATTGAATTTCGTTGTGTGTTCAGTGGACGCG
GCCTTTGATTCCATTGCTGTGCGTCTGCTCGGTACTGTTTCTGTAAACATTTTTAAGTCA
ATATAGAANAAAATCTCAATAAATGTATTAAATGACAAAAA
>AU179787 ID   AU179787   standard; mRNA; EST; 570 BP.
TCTACCAGGCTCATTTCTGCTTTGATACTGACGCTTATTTCACAGCTTAAAGACATGCTT
CCTCTGTATGCCATCGCTCTCCTCTGCTGGGCGTCTGCCAGCCGCTCAGCTCCAACGCCC
TGTGAAGAGCTGGTGAGACCGTCGGATCAGGTGAATTTTCCTGACTTGAAAGATTCCCGA
GTTTTGGTTTTAGCTTCTGCCAAGGATCCATTACAAGCTGAGAAACTCAAGAGTCGAGAC
AGCGTCACTATCAGCTTTGACAATCACACCGACAGCTCTGAGATGTTCCTGAAACGCAGC
TACAGCTTCGGTGACAGATGTGAATACGTGCAGTCCAACATCACAGTAGAAGGCAGCAGC
TTCAGCTTCGCCGAATACAACATCAGCGTGAGCTTCCTCAGAAGCTCCTGTGCAGACTGC
ATCACCATGCTCTTCAACAAGAGCTCTCAGGGACCCGTGCGTCTGTACCTGTTCAGCAGA
AGACGGGAGGTGAATCTGAAGGAAAGTGAGGAGTTTACAGCCCAAGCCAAGTGTTTCAAC
ATGTCTCCAACTGTTGTGATGGATCCTACC
>AU179793 ID   AU179793   standard; mRNA; EST; 574 BP.
AGAAAACAAAAAAAAGACCTTCAACTCAGTTAGAGCTCTGGACAAAAGACAACAAGGTAG
AAACCGTTTCCTCCTGCTTTGTGTTTGTTCAAAGGATTGAAAAGTTTGGAGAGAAAGATT
AGAGATGACGCAACAGAAGACAAAGCCTCAGATGTCTGCTCTAAATCCCTGCTGTGTTTT
TGTAGCAAGCTTGTATGATCTGCGTATGAAGCCAGTTGCGTGTTGTTGCTCCACCCCCCC
GAGGGCAAATGAGGCGTTGCAGTGGCAGTGCCACCCTCTCATTTCAAGCACAAACACTGC
ACTTACTAAAACTCCTTCCAGTTAAAAGGCAACAGCATCCCCTCCTCCCTCCTTTTTCCC
CCAGCTGCGCTCAGAGCAGGTGACTGCCCATATTTGGTATCAGCCCGGGTCATGTGACCA
CAAAATGGTGGAAGCTGTGAGCTGTTTGTAAGCTGAGCATCTCCACCGAGCGTCTGGAAG
CAGGAAACGGGCAACACATCCATGCTCTGAGACGCGGGAGGACAGAACTTCCTGAGCCCC
GACCGTGGTCCTACAGGGGATGGACCTGGATTCA
>AU179799 ID   AU179799   standard; mRNA; EST; 553 BP.
GGGCTGTGGATACCTTCAACGGGATCAGACCTGAAGGAAGCGGTTAAAATGCTTCAGAAT
ATTCTATTCTCTATAACATAAACATAAAATGACCCTCTTTTTTGNAAAAAACAACTNTAT
TCTTGCTTTNTATTTTAAGNGGGCATTTCACTTTGTGGTTCATACTTTGTATGTTTTGTG
CTTCTTTCATGTCTTCTGCTTTGTTAAGGCACAGAGACTTAAAAAGGTTTTTATTGCAAT
GAATTTCAAAGACTTTGATGCTGTCCTTAGAGCTCTATGTTAAAAGGAGTTTCTTTCTAC
ATGCCAACTTTACAATGAAGTTCTGATTATAGGTGAATGTTGGCTTAAATCACATTTGAA
TTTCTTTTGAAAATCCAATTATTCTTATTTGTTGCATATAATGCACATATTCTTATGCAA
GATATTGGAATATAAACAACTGAAGTCCTGTATATTGATAATTTTTTCAAAGCTGATAAT
TGTATGGAAGTACCATACTATTCTACTACTGCTCCTACACTTTGCTGTGGATCATGTCTC
CGGCTCGACTCGC
>AU179801 ID   AU179801   standard; mRNA; EST; 492 BP.
TGAGCCGTTGCGTCTGTGCACGACGTTAAAGGAAAGAAAGGGCTCTGGTTGCAGCAACAT
CCATTCAGCTGAGAACCTCCAAGCTTTCATCGGTGGTTCACAGATGGACGACAACTCTGC
TTTAAGGCCTGAACCCCTATGGACGGATTCTTGGGGGTCAGGCTCATGATATCAGAACTG
GAAGCAAAAAGGAAAAACCAAATCAGTTGCGTCTTTGGTGTTTGCGACCTGTTTTAACTC
AGAATTGTCCACAAAAAGTGAAAGTTTTCCGACTCTGCATGAAGCAAAGGATCCTGACGT
CTAAACGGCTGCAGAGAAAGAATCGTCCCAATGTTTCTGAGATAAATCTAAAAACTGTCC
CTGGATCTGGTGCCTCATAAGAAAGTAAAAGGTTCATGAGGCTCCAGGTTGGTCTGGACT
GGTCTTCANTTCTTTTTGAAGCATCAGAATCCAAACATCAGTTTGTAAGGCAACGCAGAA
GCTCTGGGTGAA
>AU179810 ID   AU179810   standard; mRNA; EST; 310 BP.



TATTGAAGGCTGGTGGGGAACAACCACATGTCAAAATGGGAAGTGGTTTCCAGAACCTTT
CTGTATCGATGAAAACTCCTGTGTTCCACCTAAAATTCCTGGGGGGAAATGTTTGACCAC
AAGTGGCTGGTTTGAAGAAAATGAGAAACTTACAGTTGACTGTGACCCAGGATATCNACT
TACAAAAGCTTTTCCCCAGCCTATATGCATTAAAGGATCTTGGACCTCTATCCCCACCTG
TGAGAAAAAGAAGGGTGCATGTGACCGGCCTCCTAAAATTTCTAACGCAACAATCCTTTC
ACGAGGGCGT
>AU179827 ID   AU179827   standard; mRNA; EST; 262 BP.
CATGTTGTTTTCACTAGGTTACAACTCTCTAAGTTTAAGAAGGCTGACAGAAAAAGATCT
CAGATTTCATTACAGGGGAAAAATGTTTCCCAGAATACAGCTGCCTTTAACTTGCACAGC
AACTTTTGCAAGGCATGTCTTTGCAGACACTTGTTGGCGATCCAGAGAAAGGAGACATTT
TTCAATCTAAATCCTTAGTTTCCTTCTATCTTTCTTTCCTGCAGGCATGCAAGCTTGGCA
CTGGCCGTCGTTTTACAACGTC
>AU179840 ID   AU179840   standard; mRNA; EST; 468 BP.
CCAGCCAGTTCATTTTCTACGTCACAAATCATTTTTCAAACCGTAAATTTCGTCTGCTCC
TGATTCACAACAATTTAAGAAATATAGGGAAATGTAATCTTGAGCTGAATTTTCTTTATA
TGTCATTCATCATTGGTGAATAAAATGACTGTAAACAGAAGCGCACAGCTAAAAATTCAG
TTTTTATTATTTCATTTCCTGCAACCTCTCATTGGTTTCAGATCTTTTTTCTGGGGGGAA
CAGTTTAGGTTCTGTTTCGATAACTGTGGATTTACTCGCTGTGCTTTATTCACACACTTA
GGATTTTATGGTTAATTTCTTCTTTCAGCTCTGATGCAGCAGAGACAGAACCTTTACCGT
TCTATTGTTTACACACTAATAAGAGGGGTGTTACAGAGTATAAAGCACTGATGCTGTGGA
CTACAGCATAGATGGAGACCTAATGATCTATGACATGGACATCATTTT
>AU179881 ID   AU179881   standard; mRNA; EST; 468 BP.
GGGTTGTTATGGAACAGGACTTTCCTCGTAACCGGCCAGAGCTGTGTGAATGAAAGCCAA
TTTGAGGAGCAAGTGGTCTATGTGGGCCAGCGGGCTCTTCCATATCGGCTGCAGTGCCCT
CTAAAATCTGTTCCACCGCAGAGCTCGGCCCAGATTCAGATTACATGGCTGAAGGACTGC
CGGGAGCTCCCAAGTCAGGTCACCCAAACTTTTCTCGACTTTCCCAGCATCCGCTTTGAG
GATGAAGGAAATTACACTTGTGTGGTACAGGACAACAGCACAGCATCCTTCACTGTGCAC
CTCAGAGTGAAGGAGTCTCAGTGTGCCAAACCCCCTGAGTTCAAACCCAGTGAAGGCTCG
AGCAAACTTTGGGGTAGGGTGGGCTCTGCCGTGAAGCTGAACTGCACCGCCCTCCTCTGG
GATTCATCAGAGGAACAATGTGACCTGACGCTGCAGTGGCACAAAAAT
>AU179884 ID   AU179884   standard; mRNA; EST; 370 BP.
TCCCTCTTGTGGTTACCAGCTGGGATAAACTATTTAGATCAATCAGGAAATATTGAAGAC
AAAATCGGTATGATTATTACATTTTCCCCTATTTTTTTCATAGGGACATGAAATCAGGAG
TCGTCGTCTGGGTATAATAAAAAAATGAGCACCTTTTTGGATCTTATTTCTTTCTGAGAT
AAAATTGTGTTCAGAACAAATAAGCGATTTTAACAGAGGAGTGAACCTCCCCGTGCAGCT
ATGAGACGGTCTGCAGATTGAAGTATGGAGAAAAGACACGACTGAGGTCCACCAAACTGC
ATCTGAACAAACATCAAGATTCTTGTCTATAAAGACTCTCATTCATCCAGGTTGATTCCA
TCATAGTAGT
>AU179885 ID   AU179885   standard; mRNA; EST; 414 BP.
AATACAGACGAGCTTGTTTGAAAGGAGTCATCAAACTGTGGTGAACAATGTCTCTGCTAA
AAACCTTGTGTTTTTTGCTGTTGACATGTCCCCTCATTGATGGGAGGAAAACCAGGGAAG
GCAGAGTTGGCAAAGCTGGCACAGAGGTGAGGACTATTCTAAAAGAGCCATACTTCAGCA
ATTCAGTGTTCCGGCTGTTTTTGGGAGGTGAGGACACCTGCACGCTACACCCTCTGCAGC
TGCACACCCTCACCTCCTGTGGCTTCAACAGCAGTAATCCCCTCATCATCATCACTCACG
GGTGGTCGATGGATGGTGTGATGGAGAGCTGGATACTAAGACTAGCCAAAGCTCTCAAGA
GTTCCCGGTTAGACATAAATGTGGTGATCACAGACTGGCTGGCTCTGGCTCACC
>AU179903 ID   AU179903   standard; mRNA; EST; 148 BP.
GGCCACACCAGAGCTTGGCTTCCACAAGACAGAGAAGTTGGAGTTATTTTATTTTGAAAC
ATCTCAAGTAAGAACCATCTAGAATCCGTTTTGTCTGCTCGAGTACAAACTTGCAAGCCT
GTCAATGAAATAAAAACATCCAACTTCC
>AU179908 ID   AU179908   standard; mRNA; EST; 461 BP.
TGCACCACCCACACCCCTCTGAACAGAACAGGGTGCTAGGGGAAGATGAGCACATTCCTT
TGGTGAAAAGAGTGTAAAAGCTGTTCAAAAGCTTGTCAAACCTATGAAAACAAATACGGT
GCAGCATGTTAAACCTAAAATGATGATTACTTGTGAACACTTGCTACCTTCTCCTATTAA
AAAGGTTAATGGTTTTCATTAGTCTAAAATCAAAACTAGAATTTCACAAGGATGTGAACA
GTGCTTTTCTGCATGGACACTTTTAGGAGAGTCCTGAAACAATAAAACAAAAGCAGCTGG
TGATGCCTCCTGACAGCTTGAAAGGGCAGAGGCAGTAATTTGGGGGCCCAAGGCAAGCAG
ATGCATGGGGCCCTTTCATCTATTGATCTCAACATATTGCAATAATCAATGTAAAAATGT
TGGAACTTTTGAATAAAATAATAAAAAATAAACTCTTTACC
>AU179924 ID   AU179924   standard; mRNA; EST; 497 BP.
GGCTGTGGGTCTTTCTGTGGTCCACTCTCTGGACTACAGAGCACTTCACCAGTTTAGAGC
CATGATCCTATGCATGAAACCCGATAGCTGGCCAGCTCTTGACTACGCGGACTATGGCTG
CTACTGTGGACTTGGAGGCTCTGGCAACCCTGTTGATGAACTCGACAGGTGCTGCCAAGT
GCATGATCAGTGTTACAGTGATGCCATGCAGCATCCTGAATGCTGGCCCATCCTAGACAA



CCCATACACGGAAATCTATGACTACACATGTGATGAAGCAAACAAAAAGCTTACATGCAC
AAGCAGCAATGATGAGTGTGAGATGTTCATCTGTGAATGTGACAGGAAAGCAGCGGAGTG
TTTTGGCATTTCAACCTGGCACCCTGAGCATGAGCACCTGCCCAGTGATCGGTGTCAATA
AAGACCTTTATCTTTAACAGAACCATGATCCTCAAGAGATCTTAGACATTGATTAAAATT
TATTTATAAATGTAAAA
>AU179927 ID   AU179927   standard; mRNA; EST; 286 BP.
GGAGGTGAAAAGAACTCGTTGAGTGACAAGTCAACTCCAGAGGACCAGAGCTCCTGGGAC
AGCTTCAAGACCATGACCCCGGAGCTGTCCATAGTTCCTGGCGAGCAGAAGGACCGCCTG
GAACTGCACAATAAGAACTGGGACTCGTCCTCAGCTAATACGCCCGACTCGTCCGAGGGA
GACTTCCAGACTGAAGTGTGAACGTACACACTCACACTTTACCACACACAGAAGCTCACG
TGGAGATGCAAATGCACAACGAGAAAGTGAACTCCTGAAAGACCAA
>AU179929 ID   AU179929   standard; mRNA; EST; 565 BP.
AGCATGTTTGGCTACGACAAAGTCTTACCCATGAATACAGGGGTGGAAGGGGGAGAAACT
GCTTGCAAGATTGCACGAAAATGGGCTTACAGTGTGAAGGGAGTTCCTAGAAATAAGGCC
AAAATCATCTTTGCAAAGGGAAACTTCTGGGGCCGCACCATGGCTGCCATCTCCAGCTCC
ACTGACCCCAGCAGTTATGAGGGTTTTGGTCCCTTTATGCCTGGCTTTGAACTTGTTCCA
TACAACGACATTCCTGCTTTGGAGAAAGCTCTTCAAGACAAAAATGTTGCAGCCTTTATG
GTGGAGCCCATCCAGGGGGAAGCAGGTGTGGTGGTTCCTGACCCCGGCTACCTGACTAAA
GTCAGAGAACTGTGCACAAAATACAACGTGTTGTGGATAGCTGATGAGGTCCAGACGGGC
CTGGCGCGGACCGGTCGGCGCTTGGCTGTGGATCACGAGGGAGTTCGTCCAGATATAGTC
ATTCTAGGAAAAGCACTCTCTGGAGGAGTTTACCCTGTGTCTGCTGTACTGTGTGATGAT
GAGGTGATGCTGACCATCAAGCCCG
>AU179934 ID   AU179934   standard; mRNA; EST; 578 BP.
TGAGATTTGTACATTTCTTAAAGGAGCCAGCGTTCATTTAATCGAGGATCAGAAAGTTCC
ATATGCCATCAAACAAAACGAGTGGGTTGGATATGACGACAAAGACAGTTTTCATACTAA
GGTTCGATACCTGAAAGATAATGGGTTTGGTGGAGCCTTCGTCTGGTCTTTGGATCTTGA
CGACTTTGCTGGACAGTTTTGTGGACAAGGAAACTATCCCCTCATCAAGCATCTTCAATC
ACTTTTGGCTTCAGATCTTCCCCCTCTGCCTACTGCAGAAACCATTCAGGTCCAAGTAAC
TCCATCTACAAATACAGCTCAAACACAAAACAAACCCCATCCCAGACCAACAGCTCCTGA
CACCAACTTCTGTGCCACAAAGATTGGAGGCGTTTACGCCAAACCAGATGCTCCAGGTTC
TTTTTACAACTGCGCCAATGGCATTACCTGGATCCAAAACTGCCCCCATGGTTTAGTTTT
CCAGGACAGCTGCAAGTGTTGCACATGGCCATGAAGAGTTTACAAAGTTGGCATCAATAA
TCAAGAGGACCTGGCAGCAGACAACAGGATGACGCCTA
>AU179941 ID   AU179941   standard; mRNA; EST; 262 BP.
GTAAAGTAAACGTCTTGTGAGACATTTCCTTCCGTCGAAGCTTTACGTATTTGGATTTAA
CCCGCTGTTCTACTATGGTCATAATGGAGGTTCTAACCGTCGACTCCGCGTCCCTCTGCG
CTCTGTTGGACAGAGACGTCCCGGACTGCCTGGTGCTGGACTGCCGCTCATTTCTTTCCT
TTAACTCGTCGCACATCTCGGGCTCCAGCAACGTTCGCTTCANCACGATAGTGAGGCGGA
GGGCCAGGGGCGGCCTGGGCCT
>AU179946 ID   AU179946   standard; mRNA; EST; 636 BP.
GAGCGAATGGATTGGGAGGGTGCGCAGAAATATTCAAGAGACATGGCGTGGCAGCGTGAC
ACAATAAGGGAATTTCAGCTCACGGTGGGACTCGTCTGAATAATAAAGCCAAGGGGTCGA
GCNTGAGCTGGAGGGTTTCCATTTCGCCGCGGTCTTACCTCGTTTAACCTGAGCAGCACA
GCAGCGCCTTCACAACGGCTCAGTATCTGCAGGGAGAAGTGTGTGACCAACAACGTCGCC
TGACAGCAAAAAAGGTGGCTCAGTATGAGTCGAGATGGCTGGATGAGGAAGAGAGCCAGT
GCTGGTGATGACAATGGATGGGCTGAAAGGGGGGGCTACATGGCTGCCAAGGTGTCCAAG
CTGGATGAGCAGTTCAGACTCGATGCCCCCAGAGAAAAGCAGAAGGAAGGAGCATGCTCA
GGCATCTTCAGAGGGGTGGCTATTTATGTCAACGGATACACAGAGCCGAGTGCGGATGAA
CTTCGCAGACTGATGATGCTGCATGGGGGTCAGTTCCATGTCTACTATTCGCGCTCAAAA
ACCACCCACATCATCGCCAATAATCTGCCCAACTGCAAAATTCAAGATCTCAAAGGTGAA
AAGGTCATCAGGCCAGAGTGGATCACTGACAGCATC
>AU179947 ID   AU179947   standard; mRNA; EST; 538 BP.
CCCTGCGCATGGCTCCAGCAGCTGGAAGGAGAGGAGGGCAAAAAGGAGAAACAGTCCCCT
CACTATCATGCTTCCACCGCCAGCTACAACCTCCATTCTCCTCCCACTCAAGGACACAGT
GAGGTCCAGGGCGAAAACTCTTTCCTGAAGTCTCAGCTAAGCTCTCTGAGCGAGGAGGTG
GCACAGCTAAAGAAGCTTTTTACTGAGCAGCTCATGGCCAAAATCAACTGACGACCAAAG
CTATAGTATGCCACTATTTGGACTTTTAATAAAAAAAATACTTTTATTGTTTAAAAAAAA
GTTTTTGGTATTTACCACTAAAGCGAGAAGGCTGGACTATGCAGGTGTTTGCACAGACCT
TCAGGTCTGGCTAACCCAGTGGAGGTTTTTATGTTGTATCCATATGTTCTCACTCTCATA
GTATCAACCGTTGAATTTACTGTAATCTCAGCTCCTTAGCACTGGTGCTTTGAAGCTCTG
TTTGCAAAGGTGGGACATGTAAAAGTGTGTCTCTTTTCTTTACACCGTGACAGCAAAA
>AU179961 ID   AU179961   standard; mRNA; EST; 465 BP.
TGCAGAGAAGTCTGACTGACATGGAGAAATCAGAAGGAAGACAATCCAGAAAGAAAGTAG
TGGCAGTGGTGGGCGGTGGTTTGGTTGGAGCGTTAAATGCCTGCTTCTTTGCCAAAAGGG



GCTTCAACGTTCACGTCTTTGAAAGCAGGGAAGATATCAGGAAAGCCAAAATCGTGAAGG
GGAGGAGCATCAACCTGGCCTTGTCTCACAGAGGTCGGCAAGCATTGAAGCATGTTGGAA
TGGAGGACAAGATCATCTCCATCCAAAGACATGCTTAGGTTCATTAGTAAAGTGTCCCTA
GGTGTGCATGTGTGAGTGTGTGTGGGACAGTGATTGTGTGCCCTGTGACAGCCTGACTAG
GGTCCACCCCACCTTTGCCCAACAGTAGCTGGGACAGGCATACATTGAGGGGTTTAAACA
AATGTTTTACAGAAACCAATAAATGTGTGTTTTCAGCAAAAAAAA
>AU179969 ID   AU179969   standard; mRNA; EST; 623 BP.
TGTTTCCACCGAAGGACAAAACTTCACTCCAAGTCGGTCACGACTATGCTGCTTTTGACG
CTGTGTTCAATCCATCCTGAAGAGGCCGAAGCGTCAGAAAGAACAGAGGAGCGTTTGCTT
TGGCTCCGTGACGGTCTTTAGTTTCCACCGCTGCCAGGGCTTCACCAGTGTCCCCAGCCG
TGGAGGTGCCACTCTTGGCATGGCTCAGAAACACAGCACCCTCCGAAAATACACCATGGC
GGAGCATGAGCAGGAGCAACAGCACAGGAGCAGAGAAAGACACAGACAGAAACTGAGAAA
AGAGAGAATCGAGCAAATTAAACATGAACTCATCATGAGTGGAGCTGTTGACCAACATGA
AGCCAGGAGGCTCGCCATGGATCAGGTCCAAGATGAAGACTTGAATATCCGTGTCAGTGA
CCATGAGCAGGAGGACAGAGGTTTTCTTCCTCTGTTTTCCTCCAGGCAGCGCAAAGCCCT
CCTTCAGGCCGCAGGGGTGAAGTTCATTGACAGGGAGGAGAAGAGGCAGCTTCACGCCCT
GCGGCTCTCCAGGGAGGCCTGTGGATGTGACTGTCAAGGTTTTTGCGAGCCAGAGACCTG
TGCGTGCAGCCTGGCTGGCATCA
>AU179974 ID   AU179974   standard; mRNA; EST; 623 BP.
TCCAACGTCGTTAGATTAGGGTCCCACTTTTGGATTAAGTTGCAATTAATCGCAAATCCA
GAGTTGCTCCATGGGTTCATCTGCTCGGTTGAGACTCTTCATTAACCGTAACAGGCCTTT
GATCCTGGATGGAGGTTTAGCAACTGAACTGGAAGCACACGGGGCACAACTACAGGGAGA
TCCTCTGTGGAGTGCCAGACTTTTGCACACGAATCCCCAGGCCATAAAAGATGCTCATCA
CAGGTTCCTCCTGAGTGGGGCTGATGTCATCACCACGGCCACGTACCAGGCGAGCGTCCA
GGGTTTTGTAACCCACCTGGGCATGAGCGCTGAACGGGCCAAGGAGCTGCTGATGTCTGG
GGTCCATCTTGCCAGCGAAGTGGTGAAAAAATTTGGCTCTGGGAATACGGGCCCCTTGGT
GGCGGGCTCAATTGGATCATATGGAGCCTATCTACATGATACCTCGGAGTACACGGGGAC
TTTTGCAGAGAAGATGACTGTTGATGAGCTGAAAGACTGGCATCGGCCGCAGGTTGAGGG
CTTATTGGCAGCCGGAGCTGACCTCCTCGCCTTTGAGACAATCCCAAGTATCAAAGAGGC
CGACGCTGTGGTGGAGCTGCTCA
>AU179986 ID   AU179986   standard; mRNA; EST; 413 BP.
GTTTTTTTTTAACTGGATGAGAAATAATTTCAAAGGAGCAGCAGCTGAAAGAATTTTATT
TTCAAAGAACTATTACTGAAACTTAAACACAGTGGTACTGAAACCATAAATGAAATATTG
AGAGATCAAACTTCCCTCAAAGTGTATGTGTACACACATTTGGAGGGGAATTTTGATTGT
TTTCCTTCTTCTTTAATTTTGTTCATTTGGTAAAGGACCAATTCACAACCAAAGTTCTTA
CAAAATTCAACAGGAAAAGCAAGAAAAACAAAATAAAGGAAAAAACTAGAAATGTATTAA
TTCCATCTTGATCAGTTTGGGTTTTGAAGGCAAGTAGAAACAGACAAGTACAAAACACTG
GAACATCTGTCATAAAGTATCATTGTGGGAAAACTGGGCATTTTTCCACATTT
>AU179992 ID   AU179992   standard; mRNA; EST; 591 BP.
GTTGCATCCACCGTCCGGCGCCGTCAGAGTCCTCTCAGTCATCACAGACCACATCTCTGG
CGTCCGCGCAGTGACAGCGGTCAGACGTCCGCACTGCGAGAGCGGAAGCCAGCCGCTCTC
CACGCTGCTGGTGTCGGCCGGCGGTCGTGCTCAAATACAGAGTTACCGGCTGTTGATTGG
CTGGAACAGGCAGACGCTGACTCCTTCCTGCCAGGTGATCCAGGTGGGAGGACACAGGCT
GGATGAACAGTGGGAAAGAAGGAGAAATCGGTGGAAGACGGTGAAAATGGACCCAGAAAC
AAGGTACGTTTCCATAGCAGTGGTGGAGGAAAGCTGCGACTGCGTCCTGCTGGCTCTGGC
CTGCAGCGACGGAGCCGTCAGATTGTTTTCAGTGACTGAGTCAAAGAATCATATTGAGCT
GCTGTGGGAGACGTGTCATCACCAGCGCTGTGTGCTCAGTGTCGCCACCTGCAGCCTGGA
AGCTGTCAAAAATGACAGGTACAAACTGCTGTTCAGTGCCGCCACAGATGGGAAAATTGC
TGTTTGGCATTTAACTGGAGTTCTATCAACTGATATTATAAGTGGTGCTAC
>AU180017 ID   AU180017   standard; mRNA; EST; 527 BP.
CGGAGAATACGGCTCGAAAGTAAAGGGGGGGAGAAACAACAACAGTGGCGAGCAGTCTTC
ACCGCCGATGCCGGAGCTCCGGGGGTAACTGCAGACCAGCCGGGGCAGAGACGACCTCTG
CGCGCGCTCCTGCCTCCGTCTTGCCGGTGACGCCTGCCCGGATGCAGGCAGACGGGGGCT
GCACACACGGAACGTTTGTCGGGTCGCCTGCGTTAGCCGCGGAGCTAACCTGCTAGCCAT
GTTGGCTAGCTGACAGTTAGCGGGAAGATAAGCATACACAGAGTGACAGCGGGGGAGATA
TTCCACGTAAATATTTACTGCTGCGCCACAGAATCCGCAGACTGAAATTCTTGGTGGCTA
GTTCTGCGGGTGAGAAATTGGATTTCACTCTGGCCAGAGGCTTAGCCAGGTGGTGGGCTG
GCTAACATTGCGGATTTCTGGTCCTCGACNTTAGCAGACAATTTCAAGGGGAGCAACTAG
CGCGGAGTGTAATGCTGATATCATTGTGAGTATTATGGTTGTTGTTG
>AU180037 ID   AU180037   standard; mRNA; EST; 650 BP.
GGAGCATATGCTTGTCTCAAAGATTAAGCCATGCAAGTCTAAGTACACACGGCCGGTACA
GTGAAACTGCGAATGGCTCATTAAATCAGTTATGGTTCCTTTGATCGCTCAAACGTTACT
TGGATAACTGTGGCAATTCTAGAGCTAATACATGCAAACGAGCGCTGACCCTTGCGGGGA
TGCGTGCATTTATCAGACCCAAAACCCATGCGGGGCTGCTCCTCCGGGGGCGCCCCGGCC



GCTTTGGTGACTCTAGATAACCTGGAGCCGATCGCTGGCCCCCCGTGGCGGGCGACGTCT
CTTTCGAATGTCTGCCCTATCAACTTTCGATGGAAGCTCTGAGAGTCAAAATGGAGCCAG
TGGTGGCAGAGCTGCGTCAGAAGATGGCCGCCAATGTGGAGGAGACCAAGGCCGCCCTGA
TGCCCATTGTGGAGTCTGTGCGCGCTAAGCTTGTTGAGCGTCTGGAGCAGCTGAGGCAGT
TGGCTGTTCCATATGTTGAGGAATACAAAGAGCAGATGAAGAACTTTTACAGCCAGGCAC
AGTCCATCACAGCTGAAGATATTGAAAACTTGAAGGCAAAGATCACACCTCTTTCTGAGG
AAATCAAGCTAAAGTTTGGAGAGATCTTTGGGGCCATCTCANCAACCTTC
>AU180055 ID   AU180055   standard; mRNA; EST; 621 BP.
AACTGAACAGAACCGGACCAGGATCCTGCAAGTTTGTGAGATGTGATGTCACCAAGGAAG
AGGACATCAAGAGGCTGATCTCCTCCACCGTGGAGCTGCATGGACACATCGACTGCTTGG
TCAACAACGCAGGCTGGCACCCTCCGCACAAACCCATCGATGACACCACAGCTGAGGAAT
TCAGAGATCTGCTCAACCTGAACCTCGTCAGCTACTTCCTGGCTTCCAAATTTGCGTTGC
CATATCTGCGGCAGCGTCAGGGAAACATCATTAATATTTCCAGTCTCGTGGGCTCTATTG
GTCAGAAAGATGCAGTGCCATATGTTGCCACGAAAGGTGCGATCATCTCCATGACGAAGG
CGATGGCTGTGGATGAGAGCCAATACCACGTGAGAGTGAACTGCATCTCTCCAGGTAACG
TGATGACGCCTCTGTGGGAGGAGCTAGCTGCGCAGACGGCAGATGCCGCTGCCGCTGTGA
AGATGGGAGAAAATGCTCAGCTGATGGGCCGCATGGGGACCGAGGCCGAGTGTGGACTGG
CAGCCTTGTACCTGGCTGCTGACGCTACCTACTGCACCGGCATCGACCTCGTGCTCAGCG
GGGGCGCCGAACTCAACTACG
>AU180069 ID   AU180069   standard; mRNA; EST; 579 BP.
CCTGCTCTTCTTGTGTTTTCTCCTCTCACGGCTTGGTGTTTTTGGGGTCTGTTTCGCTCA
GCGGTCGCAGTGAGGAAGGGGCTGCTGTCCCGCAGTACATCATTCAAGGGTCCACCTCAA
CTGGGGGTCAGACATCAAACTAAATGGGGGCCCGACAGGTGTTGGTGACTGGCTGCTCCT
CTGGCATTGGCCTGGCTGTGGCCGTGCGGCTCGCCAATGATGAACGTAGACGCTTTCAAG
CGATGACCTGGCGAGCGGACATGTCTGCAGTTACTGACATATGCAGTGTGCTCGTGGTTT
GTGTGAGACAGTGGTCGCCACCATGAGGGATCTTGGGAAACGGGGTCCTTTGGAGGAAGC
AGCTGGTGACTCATTAAATAAGACCCTGGAAATCAAAGAGTTGGATGCTTGCTGTGAAGA
CTCCATCAAAGAGTGTGTCAACAGCCTGTCCAACAGGCGAGTGGATGTCCTGGTGAGCAA
TGCTGGCGTTGGTATGATCGGACCATTGGAGTGCCAAAGTATTGCTGCTATGAAAGAGCT
CTTTGACACCAACTTCTTTGGCCTGGTCCGGCTGGTGAA
>AU180085 ID   AU180085   standard; mRNA; EST; 601 BP.
GACGTTGTTGCTTTGTGGCGCTCATTTTGTCCACGGTGTTGCAGCACAGGTCGATGAAAC
CACTTCCTCCTGTGCAGATGTATGCAGACTACAGAAGGATCTCGCTGCTTTGACAGACAG
GCAAAGATCTCTGGAAACCGGACTGACAGAGGCCAAAAGCCAGATCGCAGAACTGATGAG
TAAAGCACCAACCAGAGTAGTTTTTACTGCTACAACTGCTGAGAGTGGAGCCATCGGACC
CTTCGGCTTCAACACAAACGTCCTCTTTAAAACGGCCATAACAAATGTGGGCCAGGCCTA
CAACCCATCTACTTCAGCTTCTTCTGTCACTCCGGAGGAAGTCGCTTCGTAGATCTCAAA
CTCATGAAAAATGAGGAATTCATTGTGGGAATTTACGACCATGCGACAATACAGGATGGA
GCAGATAATGCAGGCAATGCTGCATTTGTGCAGCTGCAGCAAGGGGATCGGGTTTCTGTG
AGATTAGCTGCAAACACGCATGTGTGGGGCTATGGCTCTGTGACCACTTTCAGTGGTTTC
CTCCTCAGCTAAGAATGACAGATGAGATAAAGTTTAAATTAGATTTGACTAAAAATTATC
T
>AU180095 ID   AU180095   standard; mRNA; EST; 624 BP.
TTCTGAATAGTCCTCAATATTTTCTCTCACTGCTCTCATTCTCTGACCTGGGACCACTGA
AGCTTTTTTTTCTCTTTTTGAATCAGTGCTGGACAGAATGCCTGCGTACATCACTGCCTG
TCTGTGTTGGGGCTTAATGTCCCGACTTCTGATTGCTACAGGGGCAATTGAGTGCACAGA
AAATGAAGCACCGGAGATAAAGCCGAAGCCAAAAACCATGAAACTGCCAACTGAATGTTT
GATCGAGTGCAGTTCAATGACCTACATCAACAAATTACAACTACAGGATGATCATAATAT
ACGGATTACAGATTCAACTGAAGGAGAACTTGGGGAATACTGCTGGTCTTCCAAGTTAAA
ATGCACCATTGGAGAGAGCTTTGTGAGTGCCTATGTAGTGCTGCCTGTGGATGTGTCTAT
GACGGAACACGAGCAGCTGCAAGTCAGAACCTCTGCCCCGAGAAGAGACGCGCTTCACAT
ACACAGCAGCCCCACCACAATTGCAGACAGCTGTGGCTTTCGTTACGAGGTCACGACGCA
CTTCAGCATGCCAGATACGGACACATCATTCTGCGTGCAAATAGTGACCCAGGAAGATGA
CCTAGGGGACAGGTTACTAAGATG
>AU180096 ID   AU180096   standard; mRNA; EST; 431 BP.
AAGAAGGCATGCATCTCCTTCTCGCCAACCATGGACCAGCAGAGGACATGTCCCAGCTGT
GACGGAACACTAATTGATGGAGATTTTATTGTAAAATATGACGTGAAACGAGATAGCAAA
CTTGGAGATATTCAGATTGTAAATGGATACTTTGTACACTTCTTTTCCCCACCTGACCTG
CCAAGACTCCCCAAGAATGTGGTTTTTGTGATTGACAGGAGTGGATCCATGAGTGGAAGA
AAAATGTCTCAGACACGAGAGGCATTGCTGGCCATTTTAGATGACATCCATGAAGAGGAT
TATTTTGCATTAGTCCAGTTTGACCACACCATTGATTTTTGGAAAGAGACCCTCTCCAAG
GCAACTGAGGAAAATGTGGCAGAAGCCATGGCTTACGTAAAAACCATTCAAGACTATGGA
GGTACGGACAT
>AU180123 ID   AU180123   standard; mRNA; EST; 572 BP.



AAGTCAGAAATATTCCGTTTGGAGTCAGCCAGACTGAACACGACGAGCTGCTTTCTTTCT
ACAAATCCAGGGTTTGAACTGAAGACAGAATCTGTTCAAATCTGTCTGTTCAAAAGTGTT
TTATAGTTATTCAAGAACNTGACCCTTCAAAACCTTTTATTTTTTATTTTTCCCCTTACC
TAAAAGAATTTTGAGCACTTTATGGGCGTAGCAGCCTTTGGTTTTCACCGTGTAGGATTA
AGCTTTTTCAAAATCCAAACCAAATGTCTGCACTGAAAAACAGACACATACAGCTACATC
ACTGCAGATTTGTTTGAAACTTGAAACCGAGATCAAAGGATCTTGTGAGTTAGACAAATT
AGTCAAACGGTGAAAATATTAGACTAGAAGTTGTTAAGAGCAATGCAGGACATTACTTAA
GTGGTCATTTTTCTTCTCTTCTCGATCTCAATATTACTATTTGTTTACATTTGAAAGTAT
TACAAATGCTTGTGTCTGTTAACCGTTGTGTATAAATATTCTCTACATTGATAAAAATTC
ATACATTTTCAAATAAAGGACTTTGGACTGAA
>AU180136 ID   AU180136   standard; mRNA; EST; 565 BP.
AGCTGAAGATCACAGTTGGAGTTGATGGATCCGTCTACAAGCTGCACCCATGGTTCCGGG
ACAGGTTCCACAAAGTTGTCTGGGACCTGAGTCCTCATTGCAAGATCACCTTCATCCAGT
CAGAGGAGGGCAGCGGCCGAGGAGTGGCGCTGATCTCTGCAGTGGCCTGTAAGATGGCTG
CGTGCACGACTGCCCCGTGAAGAGAGCCATGCACCGAGCAGCGCTGGAGGAAAGCTGAAT
GAATCCACATGTGCAGCTAAGGTCAAAGTCAGGCTTTAGGATGCAACCTAAGGCTCCTAG
TGGGAGGAATGAAGGCAGGGGGGAGCATCAAATCGCTTGTTTTATAGACACTTTTAGATC
CTATCAAAGTGAATTTTAATGGTTTTGAAAGTTTGAAAGATTCTCATTACTGCTCCTGAA
TTGTCTGATGATGGGATTTCTCCTGCTTTATGTCTGTCAGTGCTGGTTGATAGTGCTGAC
TGTATAGCATTACTAAGCTTTTGCTGGAGGTCCTTTATAAAACCAGATAAAAGCTGGATA
TTAGATAACAAACTTTGTAAATGTA
>AU180138 ID   AU180138   standard; mRNA; EST; 502 BP.
AGGGCATGACGGACTCATCTGTGCGTAAAATGATAGAGCAAATGAAAGAGGCCTCTCCCG
AGCAAATTGAGATGACTCTGCCGCTGATCAAGCTGGATGTAGAGTCAGACATCAAGATAC
TTATGATGAAATTAGGCCTTTCATCACTTTTCGAGGGGGCCAACTTGTGCGGCCTTTTCC
CTGGAGAGAGGGTGGTTCTGGACAGTGCCAAGCATAAAGCCTTCCTGGCACTGACTGAAA
AGGGAGTTCAGGCTGGGGCTGTCACCAGCGTGTCCATTTCCCGTAGCTTTCCTGTTTTTT
CTGCCCTGCGACCTTTCGTCCTGCTGCTGTGGAACGACCAGGCAGATGTGCCGCTTTTTA
TCGGCAGAGTGACCGAGCCATAAAACATGGAAAGGGACTGTTTAATCCAGAAAGAAGTCT
CAGTTTTTACTTGATGAGTCAACAAACATCGATGTGGATTTTATTTAACCACGACGAATA
AACATGTAAATGCAAACGCAAA
>AU180139 ID   AU180139   standard; mRNA; EST; 576 BP.
ATGTCTGTTTCCAGGACTGGGCGTACATCTTTCATCCTCTGGTTCCTATTGTATGTGTTG
GTGTGTGAGTGTCTCCCGCTGTCTGACTCAGACACTGTGATGCATGGGGAGCTCCATTCC
CCCCAGTATCCTGAGCCTTATCCCCCAAATGCGCTGGAGCAGTGGGACCTGACTGTGCCG
GAGGGCTTCCAGATTCGGCTCACCTTCACACACTTGGACATTGAAGCTTCAGATGGCTGC
TATTACGACTCACTTACAGTTCTTCATAATGGAAAATTGCTCTGGAAGTTTTGTGGCAAT
GAGAACTCAGGTGATGGGAATCATCCAGGCCATCAGCCCATCTTGTCTCCAGGCAACAGT
CTAACCCTCATATTCCAGTCAGACGACAGCAACCCAGAGCGCCACCAAAACGTGGGCTTC
TTTGCTCACTTCCAAGCCATAGACGTAGATGAATGTTCTGCACCAGAAACAGGAAATGGC
CCACTCTGTTCTCAGATCTGCCTCAATACACTCGGCTCGTATCTCTGTGCTTGTCACCAT
GGTTATGAGCTTCGCTCAGACAAGAGCACCTGCGTT
>AU180140 ID   AU180140   standard; mRNA; EST; 585 BP.
CGCTGCTTCTGCCACGGACGTGGCGGCGCACAGCAGCCAGCCAGCGTTCACAGCAGCCAT
GTTCGGTTCCGATGCGCCCGCCGCTCCGGCCGAGCCCATGTCTGATGGAGGGCTGCAGTG
TTCGGGCTGGAAGGCCTCCGCAGCCGGCGCCGCATCACAGGCAGCCGGGACGCTGTGGTC
GTCAACTGACTACAACCAGCAGGACTCAACGGCTCCGACTTTGGGGTACCAGGCTGCCCC
CGCCCTCACCGCCGATGTGTACATGCAGACTCTGTGTCCCAGTTACACCATGCTGACCTA
CACCCACACTCCACTGCTCACCAACTTTGGGACCATACCAGTGGCCCCAGCCCAAACCTC
TGTCCCTCAGATGGAGCTGTCGGACTCAGGGTTGACCTACCTTCCCTGGGCCCAGCCCCT
CACCACATTATCCTCCATGTCCAACCCCGGGGTCCAGTTTGCCTCCAGCTCTGCGGCTCT
GCCTGGGTCTCCTTTAGTTCCGATGCCCTTATCTATGTCTCTGGCGACAATGATCCCACA
GCTGGGGGCCCAGGGTGGGGACCCGCACTCTCAGATCCTGGAACT
>AU180151 ID   AU180151   standard; mRNA; EST; 519 BP.
GGGTCTGCACTTTAGTGGCATCTGAGTGGTTTAGTTTGGGATTCGCTGTGGTAATGTACA
GAGACTGAATTGGAAAGAATGTGTCTCGCTCCAAATATTGATGGTCCGGACTGATCTTTT
TGAGAGACGTGGACAAAATTGTCGCAACTCTTTTTGCTACTAAAAACAAATTCCCAACCG
GTTAATGAAATACCACAAATCTCATGGCAATGATTATAAAACTTACTGAAAATCAATTGA
TGATAACCAGATGTTGATGTTCAGAGGAATAATTAGACAAACCAGCGAAAGAGGCATGGA
CAGAAACAAGGACTTTCATGCTTTATATTTTAAAGCCCCGCCTTTCATTCTCTTTGTCCA
GTGGTTTCTGTCAATGAGACTGCTGCCGCTCTGAGGGGGGGTTTGGTCCCCCGCTCAAGG
GTCCAGATGGTGTCCTTCAGCTACTCCAACAGACATTTAATAGGATTTAAACCTCATCTC
TTTGAAGCCCTCTTCAGAACAGTCCAGAGTTTCGTCCTT
>AU180160 ID   AU180160   standard; mRNA; EST; 533 BP.



ATCCATAGTGAAGAAAAACTCCTGAACTGTCCCATAAAAAACAGCACTCTCAGATCTCTG
ACACCATGAAACTGTGGCTGACTCTTTTGACTTTTCAGCTTCTGAATCTTCTGCAGATCT
CTTTGTCACAAAATGGATGTTCACGGCTCCCTGGTGTGCTCAATGCACATGTGTCAGAAC
AGACCATACTCTTCACATGTGACACTGGTTTCACATCAGACCTGCCCATTAAATATGTGT
GCAGCAGTGAAGGCTGGGTGACTCTCCGTCAGGAATCTTGCTACTCATCCACAGCCAGCT
GTGAGCACCCTTCTGCTCATGGAGGGCTCAGAATTAACGGGTTACCAGAAGACAACAGTC
CAATACCTCCTGGTCATGTCCTACTATTCGGCTGTGATGATCCTGACAAACGTCTAAATG
GCAGTTCAGTGTTGATCTGTGACAGAGACGGACAGTGGAATAAACCAGTACCCTCTTGTG
AAGCTGTGAAATGCCAATCACTCACGGTAAACGACAAAATCTTGGTGACTGGA
>AU180208 ID   AU180208   standard; mRNA; EST; 357 BP.
CCCCTCATGGGTGAACATGGGCTGACCTCATCAAAAGATTGTAGAAACCTGTACGGGTCT
ATGGAGTCCTAAACTGTTCATAATTAAATAAATAAATATGACCTCGTTCAAATACACAAT
CAACCAATAAATCTCTCATAAATATATAAAAAGATCATGAAATTGTGAAAAACCTGCACA
CAGATTTTAAATTATAGCCATTATATTATTCAGTATATTTCATTTTTGCTTTAAAAACCT
GTTCATTATTTTAAAAAAGCATTTTAAAATATTCATTTTTAATCATCTTGAATATTATTA
TAATTCTGTCTTTTTTCAGAAACTCGGATTTCAAAATAAATATTTTCCAAAGTGAAA
>AU180209 ID   AU180209   standard; mRNA; EST; 597 BP.
TTCTACTTGGTTTGTCTGGTGCCCGTGTGTGTTGCAGCCCTGCAAGCTCTGGCCTGGAGG
CCCTTCTCCATTCGTAGCAGTCACACCCTTGATGCAAAGTATGTAGACTGCTAGCATCAA
TGAGACTGGTAACACATGTGGAAGCTCTTTAGGAATCAGGTGAAAAACAATGGGAAATGT
TGAGAATTCGATAAAGTGGATGAGTCTGTAACTTCATTGCAGATGTTCAACTACAGCATC
ATAACGAGACTTGATTTATGAACACACTGGTGACTTTGAAGAAGAATGTTTATGACGCAA
AGTCATGAGACTGTGATTAGTGCCTTAACCTTTTGCCAGAAAAACCCATATTGCTTAATG
TTTGTGTTTTCTTTACAAAACACTGGGTTTACTTTTTTTGTCTTATATAGTCTGATCTTA
TTTTTTGCTGCTGACTTCCCAGGGAAATGATTAACTTGAAAAGTTGTAAAATGATCTGAG
TAGATGCCAACACTAAAGCTAAAAAAAAAGACTGGTTCATGCATTCATTGACATGAAATG
GGTAACTAGTTCATCTTTTAGGTACCAGTATGTGCTCATTCCATCCAACAACAATAA
>AU180215 ID   AU180215   standard; mRNA; EST; 215 BP.
TCTTTAGCTAAAAATTCAACCAATGAGATTCAGACATAAATACCTTAGAACTGAAAAGTG
CAGGTGCAGTTTTCCTGATTCTATCATTTTGAAACAATTTTATAACTATATCAATTCCAT
TTACAAATTGCCTCAGACAGATCACCTAGTTGAATTGTTTGATTATAATTTAATTTAATC
AATTACATCAATTAATCCTTACACCCCTACTAAAA
>AU180216 ID   AU180216   standard; mRNA; EST; 495 BP.
CTGGCGCATTTGTGTCACGCCGAAAGGCAAGCTGCATTCCCTGTTATGGATTAAAGAGCT
CATTAAAAAGGAGGTGCCCGGGATCGAAACAGGCCAAGAGTTCTTTTTTTTCCCCGTTTT
TTCTTTTTTCTCCTGAATCAGACGGAAGACAAAAGAAGCTCAAGGAAATGAATGGTTTAT
CAGAGCTGTGCAGAGCCTTCATCTCGTCTCCCGTAAAGCCCTGACACGACATCGGCCGCA
TCGACTCGCCTGAGCCCCGAGATTAAATGGCTTATTGACTGTGACAGGACAGAGGCATCA
AAAATGTGGACCTTGTAGTGGTAGTCACCTTCAGATGGCACCCGAGCAGACAAGACACAA
AGAGGTGGATCAAAGGTTTCACACACCACCGTCTGATGTTATTTTAGCATCCAGCTGTCC
CTAGATCACATAGTCCTTTTTTTGTGTTTTTTAATTATTTTTGATAGTTACTATTGTAAG
ACAAAGTCAGCAAAA
>AU180219 ID   AU180219   standard; mRNA; EST; 224 BP.
CATCTTTACATGACATACCAGAACAACTAGATGATATTACGTCATCTACACTGACTGAAT
AATTTCATAATATGAACAAGAAAGCACATAGATCAGTAGCATCTGCTTCCATCAGTATGG
ATAGTACCGCATTACCATAAAATGAGATTATAGAAAGCCAGTTACAGGCTTTGCCACTCA
CAGCCTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTT
>AU180222 ID   AU180222   standard; mRNA; EST; 212 BP.
GAGGCCAAAAATCTGGTATGTTGCCAAACTACAGTCAAGCATTAAGCTGTATATCACAAA
CTTTTTGCAGTTATGCTTAAGTAAAATAAGGAGAAGCCACATTTCTAACATTTATTCAGC
CTTTAAACTGTCTTCATCCAGGCCCTGAAGATAGAGTAATGCCCGATGAAACTCGACCTG
CAGGCATGCAAGCTTGGCACTGGCCGTCGTTT
>AU180223 ID   AU180223   standard; mRNA; EST; 529 BP.
GTTACCAGCAGCTCCTGGCTGACGTCGTTCCTCCTAAGTTTTCTCAGGAAGTGCAGGCGT
TGCTGGGCCTTCCTGATGACAGTCATGGTGTTGTTAGACCATGTGAGGTCAGCAGAGATG
GTGGTGCCCAGGAGGGTGAAGCTGTGGACCCTCTCCACACAGTTTCCATCGATGTAGAGT
GGGGGTGGATCTGTTCTGTTTTTTCTGAAGTCCAAGATGATCTCCTTGGTCTTGGTGGTG
TTCAGGATGAGGTTATTAGCCTGACACCACCTTGAGAGTTTCAGGACTTCGTCTCTGTAG
GCCGTCTCGTCGTCCCCAGAGATCAGCCCCACCACAGTAGTGTCGTCTGCAAACTTCACC
ACGGTGTTGCTGGTGTGGGCTGGTCTGCAGTCTGCTGTGTACAGTGTATACAGCAGAGGA
CTCAGCACACATCCCTGTGTGGAGCCTGTGCTCAGCGTCCGGGTGGAGGAGAGGGTGGGG
GTCAAGTTTGACTGTCTGTGGTCTGTTTGTCAGGAAGTCCTTGATCCAC
>AU180224 ID   AU180224   standard; mRNA; EST; 377 BP.
ACCAAACGAATGTCTCCAAACAAAATATATCAAATTTATTTACAAATTCACAAACAATCA



ATACGAACTAAAAGTGAAGCAAAGGCTTCAGGGTGAACCCAGGCCAAAATAACAAACAAA
ACCCCAACTAACTGAAACATGTAATCTTACCTGTAAATGAAAGGAAAGGGAAATAAATGA
CAAAACTCTAACCTCCCTAACCTAACAAAAACAGGATAAAACATGTACTAAACAAAATGG
CAGTTCACCCCTACAGCTTCACTTAAATATAACTATAAACCAAAAGACTAATCAGTGTGG
GCACAAAAATACAAACTACGAAGAACTACGAATACAAAATACAAAAGTGCAACACACAAC
TAAACAAGAGGTGAAAA
>AU180225 ID   AU180225   standard; mRNA; EST; 316 BP.
TTTTGAATAAGCTGCTGATCCTGATTGATTTTTTTTGGTCATCCTGTAAAAACACAGTAG
TCAAGTTGACAAAAGATGAAGGCATATATGAGTTTCTCCAGGACCTGCTTAGACATCAAA
TATGTATAAGATGATAGTTGGCTGATTTGCAGCCTGCCTTAGCGTGTTTATCACCATTTA
GGTTTGTGTCCATCACTACACCCAACTTCTGGTCTGGTTGGTGGTTTTTAGATGTCTGGA
TTGAAGCTCTGAAGTGAATTCCAACTGTTTCTCTTTAGACCCCCCCCCCCCCCCCCAAAA
AAAAAAAAAAAAAAAA
>AU180226 ID   AU180226   standard; mRNA; EST; 708 BP.
CGGTGCTGTTGCTCTTTGAGGTGCGAGATTTGATGAGGTTAAAGATTCCACTCATTCTGG
ATTCACGCTTCTTATCCGTGTTCTCCTGGGGAGGGGAGGCTTTGACTGAAGGCAGCCTAA
AAAATAAAAGCATTATCAACCAGAACAGAAACAATCTTTGTCATCAAACGCATTTGAAAC
GAATGCACTTTTGAGAAAGACATGTTACAAGTTGAGACAAAGGCTGCAACCACCTGAAGC
TCAGCCTCACGACTTTCTTGGAGTAAAAGTCATCCAGGCCCTCATCCAGCTTTCCCATCA
TGCTGTTCTGCTCCCCCTCCTGTGGAGCGATGCTTTGCCGCTGCACAGGACCAAAAAGCA
GGGAAATCGTCTGCATGAAAACGGATTCCTAACATTTGGAATGGATGGGGAGCTGAGCAT
GTGTGGTTTGGTGGGTGTGTGGTTCAAATCCTACATTAGACTCTCATTGTGCCTTTGGGA
AAGACACTAAACTTGCCTGTTTTGGCTAAAGAGGTTCTGCTTTACGTGTATGATTCCAAA
TCAAAACAAACATTTTTACACCAAAATAATAGCAATAAAACATTTGAACAGTTCCTTCAT
GATTAAAGCTCACATGGGGTCTGCTCGGTTTCATCCTCCTCTTAGGTTTTGGACGGTTTT
TGGTGCAGTTCTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCG
>AU180231 ID   AU180231   standard; mRNA; EST; 301 BP.
ACAGCACATAGTCCCTAAAACAAGCTCAAGCTTTACCCAGACGGTATTCCTCAAAAAAGA
TGCTGCAATCTAACATCAATCTTGTGCATTTAACCTGCCAACTGCATCTCCTAAATCTGA
CCACCTCACACATACCTGTGCTGTATCTCATCCTTTGCTTTCTCAATCTCCTGGTTTATC
TTTCTGAATACCTCATTGAACTGCTCCATCTCTTTATCTTATCTGTTTTCTCAGAAACAC
TCCTCAGGACAGTTCTTCAAATTCCTCCTCGACCTGCAGGCATGCAAGCTTGGCACTGGC
C
>AU180232 ID   AU180232   standard; mRNA; EST; 302 BP.
TAAAAAGCCGGTCATGGGGGGTGGCGATGGCATGTGTGGGGGGGGTAGCTTTAATTTAAA
AAAATTTCTAACAGCTATACACAAGTTTATAGAAACCGGCAGCCTATCTTTCTATATTTC
CATGTTCACCTACATATTTTAAAGGTTTTCCACAGATACCTATTTAAAATATCTATTTTG
TGCTTTCACATCCCATTTTGGTCACAACTTTAGTGGAAAAGTGATCATTTTCCCCCAAAA
CTTAACCACAAATACAAAAAAACTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCG
TT
>AU180233 ID   AU180233   standard; mRNA; EST; 666 BP.
AACTAGTCTCGAGTTTTTTTTAAATCCTCTTCCTTATTTTCCTCCAGAATCTGTCAGTTT
GAACTCTTGTTCTTTTTATCCACATCCCTCGTTCCAGTCTTTTGTTCCCTTCCTTCATGT
TGGGAAATGTCCATCTTTCAGTCGGCACTGCAGCGTCTTTTATCAGGTCAAAGACTTTTC
TGAGATCTAACACATGAAGGAAGAAAACATCGTTTTTTTTCTCTGGACGATCACTCAAAG
AACTCCTGGATGAAAGGATGTTGCAGAGCGGTCATCTCCAGGCAGAGCACCGCGGCCCGT
TTAAAACCTTTTTTATGAGCTCCCCGAGGAGCTCCTCGAAAATCTGCAGGTAAGATTAAA
GTTGTTCCTCACCTGCAGATGAAGAAACCTCTGAGCCGACGAGCTCAGGGCCCACGGAGT
GGAGCTGAAATATTTATGGAGTTCAGATGAACTCATTTCTTTGCAAGAAGCAGCTTCAAA
GCTGATCTGAAGGCTCCTGTGAGTTCATGGAGACTTTCTGAGCCAATTCAGCCTCTGTTC
TCTGCATCTTTCTCCAAATCTGAATACATTCAGTGGAGACTTCAATAGGGAAAATGATGA
CTCAGCAAAGGACGCATCAATCTGCCTGTCCAATCCTAAACATCCCCGCCATGACTTGAC
TAAGCT
>AU180234 ID   AU180234   standard; mRNA; EST; 634 BP.
CTGCCGGACGAGCCCAAACCCAAACTCCTGCACATCATCGAACCGCACGAGGTGGAGCAG
AACCGGGTCAAGCTTCTGAACGACCAGGCGGTGGCCAAGTCTCAGCTGCAGAAGAAGCTG
GGACAGTTTCTGTACCTCACCAACCTGGAGAAGTCCCAGGACAAGTCTACGGGCGGGCTG
AACCCAGAACCATGTCCCATCTGTGCCCGGCCTCTGGGCCAGGAGTGGGCGGTGCTGACC
TGCGGCCACTGCTTCTGTAACGAGTGCATCTCCATCATCGTGGAGCAGTACAGCGTGGGC
TCGCGGCGCCGAGCCATCAAATGTGCCATCTGCAGGCAGACCACGTCCCACGCCGAAATC
TCCTACGTGTTCACCACGCAGTCCAGCAGCCAGGACCAAGACATCCCTGTGAAGGGGAGC
CACTCCACCAAGGTGGAGGCTGTGGTGAGGACGCTGAAGAGGATTCAGATACGGGATCCC
GGAGCCAAGTGTCTGGTCTTCTCCACGTGGCAGAGCGTTCTGGACATCATCGCCAAGGCC
TTGTTCGACAACAGCCTGGAGTTCTCCCAAATTAACGGGATTCACAAGTTCCAGGAGAAC



CTGAGCTCCTTCAAGTACGAGGAGAAGATCAACA
>AU180235 ID   AU180235   standard; mRNA; EST; 373 BP.
TACATGACATGAAGACACATGAAGGCATCATCTGCCTTCAACCGCAACACCTTCAACCAC
CTGTTTTTGATGTTGGGCTGTTTTCCGTGACGATTGATAATGACTTATTGAACTCATGCA
AGACCTCCCCTGGTATTTTCATTGGTCTGCAGTCATGGAGTGTGTAAGGATTATAACCCG
ACGCCGTGGGTCTGGGTGACTTTGACTGTCTATGAAACAGTTACAGCAGCACGCTTTGTT
AGCTGTATGTAATTTATGGTTGAACTGGCCTGATAGTCTGATACGACCGGCTGCCCTGAC
CGCCTTTACCAGCCAACCCAAAAGACACAGAGATGGGTCGAATCTGACAAGACTCAGACG
GCCATGACAGATG
>AU180237 ID   AU180237   standard; mRNA; EST; 638 BP.
CCACAGCGACTTCCAGCGGATTCCAATGAAAAGCTGTTCATCTTCCACTCATACTGCAGC
AAAAAGATCGCCGACAAACACCTCCAGCCACATCACCAACATGGACGAGGCACCGCTGAC
TTTAGACATCCCGGTGAGTCCCACAATAGCAATAAGCACAACAGGGCAGGAAAATTCGGC
TTTTATTGTTGTGTTAGGCAGCGCCGGGCGAGTTACGCCACACTTTGTGAATGAATTGCA
GAAGCTTGGGGTAACGTGTCTGCTTGCACTGCTCTCAAAGTGCAGAAAAGCCGGGGTCAG
TCATGAGGAGCCTGCACGGCAACGATACAGACGATGATGAAAGGGAACCTAGCGTTTTTG
ATAGAAATTTAGCCCAGCTGTTCATTTCAGATACAGAAAATGAAGACTTTCATGGATTTT
TGGATGCTAATTGATGACTGAAAATGTAAAAAAATAAATCACAACCCACTTAGTTTTGCT
CCCGCTGTCATTTTTAAAACACAAATAAGTGTGTGTGCTGAAGCCGGTGTGTCTGCGCTC
GCTCGTGTGCAGGAAGGAGGGGGGGCAAAGCGCTCAGCAAGAGTGAGTGTGTGAGCACGC
ATGCAGTTTGTGTTACTCAGTTACAGAAACCAGTTAAA
>AU180238 ID   AU180238   standard; mRNA; EST; 534 BP.
CGAGGCAAACATTTAACGTACATTTCACAACAGTATATATGTAGTAAAAATCACATTTTC
GAAAAGGTTTTACACTGAGGTGCTTTCAGAATGTGTCAGTTTAAACATAAACACTAAAAA
GTAGCCAAAGTCACATGCTGTGTAACTTAGCAACNTGACTGTGACATCACTGATATCAGA
GAACCCCATTTTATAAGTTGCCAAGCTACACGGTTAAGCCATAACATTCTTCGAGCTCCA
GAGTGAAGCACATATTTTGAGACTAGGGAAAGATTTTCCGATTTACTCAAGTTTTTGTGT
AATAAGCAGCGAACGATCACAGACAAAGATTCTGCCATGGACAATCCAAAATATACTGGT
AAATGAGAGTCCAGGCAAAACTTTTAGTCACACGTTTTCTTCGTAACGATGACAACCTTT
GGTTTTTGTGTTTTTGTGATAACATCTCAACTCATAGCTTTTCATATAAAAGCTCCCAAC
ACATTGACATACTTTATGTGAGCTCGACCTGCAGGCATGCAAGCTTGGCACTGG
>AU180240 ID   AU180240   standard; mRNA; EST; 380 BP.
ACCTATATCTGATCAGTGTCATAAACAGGAAATAAAAGTGTTGACCTGACAACCTTTAAT
GGGGTTTGGGAAAAATTCTGTTTTTGAGCATAGGATCTGACAGATGCAGTTTCTATTTTC
CTACAATATAGAATGAAAGGATCTAGGGTGCAGCATACAGTTTTTCCCATGTTGCAATTG
ATCAAACTGCAGGTTTTTGTTGGATAACAGGTTAAAATGGACCAGTAAAGGCTATTAGAC
GGAGTGTTTGTGTACAACACAACAGGGAAGTCTGTCTCTTATTGTCTGGTTCCGTGCTGC
AGTCACGCTTCTCAGGACAATGACCCTTTGGAAGTCAATCCCAACATGGTCAGCAAAGAG
GCAGAATGTGCAGCGTGCTG
>AU180243 ID   AU180243   standard; mRNA; EST; 291 BP.
TGGATTCAAAATAACAGTTGTTAAAACACCTCTTTGTGATTTATTCAAAGTTTTTTATCC
TTTAGTTAAAATGTTTGTGTTTGTGTATGTAACTATAAAGTTTTTTTCAGTTATTTAAAC
AATGATTTTTTTATTTGAAAATAAAAAAAATATAAAAACCTGCAGTTTAAATTATCAATT
TGACTTACTCTCGATCTTGCATCAACTTTAAGTTTGGGGTTTAGGCTTTTTAGGTTTTAC
TGAGTGATACAACTAAACAGGCACAACATAAAAAAGATTTTAAAATTAGAA
>AU180246 ID   AU180246   standard; mRNA; EST; 170 BP.
ATCTCACATGTTTTTCAAGCATAATTCATATGGATCCCATGATGGTAAGTTGACCAGGAC
CTACTGCATTTCAGCAACCCTAAACCACGACACGTCCACCTCCGTGCTTCACAGACCTGG
ACATGAGGGTCCAACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTTT
>AU180248 ID   AU180248   standard; mRNA; EST; 381 BP.
GCTGAAAATCTTCTCTCATCCGCCAAAACATCTTCGGCGTTGTAAGGTTAAGCCTCACGG
TTCATTAGTACCGGTTAGCTCAACGCATCGCTGCGCTTACACACCCGGCCTATCAACGTC
GTCGTCTTCAACGTTCCTTCAGGACTCTCAAGGAGTCAGGGAGAACTCATCTCGGGGCAA
GTTTCGTGCTTAGATGCTTTCAGCACTTATCTCTTCCGCATTTAGCTACCGGGCAGTGCC
ATTGGCATGACAACCCGAACACCAGTGATGCGTCCACTCCGGTCCTCTCGTACTAGGAGC
AGCCCCCCTCAGTTCTCCAGCGCCCACGGCAGATAGGGACCGAACTGTCTCACGACGTTC
TAAACCCAGCTCGCGTACCAC
>AU180249 ID   AU180249   standard; mRNA; EST; 520 BP.
CTGAAATTGTTTTAAGTGTTTTTGGTGGCCATACAGTGCTCATCCTAAAGGTTTTACCAG
AAAGGATCTTGTTTCAAACCCATAGAGTCTGAGTATGTTTACATGACTTTTAACTGTCAG
TTCAAAGAAGGTCTGCAGATGTTTTTATTTGCTATATTATTTATTTGCTATGTTATTTTA
ATTAGTACTTGCTTTATTGATAAAATACAGATCTTCTGATATTCCATTCTTTATGATACA
GTTACACCATGATAAAATAATATGTGTACTGCATGAAATTTGAATCATGAGGAAAATATT
AAGGTGTTTTTTTTTCCANANAACTCACGTCAATATTTTAACATCTTAAACCAACATTGT



GAGCAAAAACGTACTAAATCACCCAAAANATAATTATTGATACTATTTATATTTCATTTA
AAAAATGATATTGCGAATTATTTTTGTGAATTTCATGCTGATCAATAGGACTGACCATAG
TTATCAGCCTGCAGGCATGCAAGCTTGGCACTGGCCGTCG
>AU180250 ID   AU180250   standard; mRNA; EST; 659 BP.
CTGTACGGTGGATAGCTCCAATATTGCTCGCCATTTTTGTTGTGCCGGTAATGTTATGTT
AGGGGTGTGAAGGGCTGTAAGCTAGTGGGAGAGAGTGTAAATAGATGGATGTTGGGAAGA
GAGGGCAGGTTTACCTCTGCAACAACTGTTTCTCCCACAACCTCAAAGGCAAATTTCTAA
GAAGTTGCCTGCTGCTCTGCAGAAACTATGTCTGAAAATCTAAAATTCCATAATCATAAT
TAAAAGACCACTGAGAAGGCTTTGCAAATAAACCAAAAGATGTTCTGAGTGGATCTTTTA
CTAATGAAGCCAATTGGAAATGCCCAAAATAAAAGATACTGGCAGATCACTCACCTACAC
AATGAAGTGGGCTTCATATAAGCCTTAATGTTTGCGTTTTTGCCACTTTTACTTTGGCGT
GGTCTCTTAAGGCTGCTTGTCTTTTAACAGCTGAGAGGAGCTGGTCTGCATCTGAGCTGT
GAGCTGCGCTCATGGGAGCTCCAGCATGTGCTGCAGCATGCCGTGGGAGTAACAGGCTGC
ACATCAAAATAGCACATAACAGTCTGAGCGTGAGCACAAATGAAACATTAGTCGCACCTG
TCTGAATTTGTTTGCAAGTACACCCGTGTGCATGTCCACATCTTTGCCCGATGGCAATG
>AU180251 ID   AU180251   standard; mRNA; EST; 355 BP.
ACAAAGTCAATTTTCCAGAACATTTCATCATGTTTGGCAGGAAGTGAAACTCTGTTGTGA
AGCAGAACTTTTCAAAATTATGTTTGTTTTTAATATCTTTAATTTAAAAACTGTTTGTTG
ATCAAACTCTTTTAGGTGTTTAAATAAGGTTAAAATAAGACAGATGTTGTCTCAATCAGT
GACTAACCGCTGAAAATCCAAGATCCTCTGTTTGTGTTTTTGCTGCTCTCACCCTCCTCC
TAATTCCTCTATTTCTCTGCATCTTCTTCTTTTACTTCAACCATCGTCCTTTCTTCTTTC
TGCATGCTTTTTTTCCTGCCTTGTACACTTTTTCCATCTTCCAGTTGTTTGAGTT
>AU180252 ID   AU180252   standard; mRNA; EST; 276 BP.
CCCATAATTATTTCATAACTTCTTTGGGATATCTCCAACACGCGTGTTTTGGTTTCGTAA
CTGTATTCCGAAATATTTTTTTTTGGCCCCATAAGCGATTTTCGGCCCATTCATTTTTTT
TACGGGAACGCCTCGCCTGTGATGTCATCGACTTCGGGGGGGTGACNGTTCTCTTTGTCG
AAAATTCATTTTCAATTTATCCCANATTTGTGCCAATTTTGGTGAGTTTTCGGGTATGTG
GCGGGGGTCAAATTTGAGCTCAACGGATCCGTAAAA
>AU180253 ID   AU180253   standard; mRNA; EST; 396 BP.
AGGAGCGGAGCTGACGCTGAAGGCTACGATTCTTTCAAGTTCGACGCAGAGTCAACTTTC
TGTTAAAATTATGGACACTGTTTGTCATACGAGTCTTTTTTGGACCCTGTGGAAGACTGA
GCACCTGTGGATGACCGAGCACCCGTGGAAGATCGAGCACACCCTGCCGGTCGTCTGAGC
GATTCCAACCCCCAGGCCTCAGAGATTCCCGCCTCCGCTGTCCTGCTGTGCAGCTGGATG
ACGCTGAGTTTGCCTGCAGAGCATTTTCGCCCGCCAACAGTTGCCCTAACCATCCGATAA
GTGAGTACGTGCACGTTTTTTTCCTGCTTGCTTAGCAAGTGAAAGGGCCCTCTTCAGTTT
TTGGCCACAACGCACCCGAGCATCGATCAGGCCTGC
>AU180261 ID   AU180261   standard; mRNA; EST; 286 BP.
AACATGGAATGGAGATGAAAACATTTGGATTGACAATTATTTTCTAAAACAGAATATTCT
AGAGTTTTTAGTTTAAAACTTTTGTTCCCATTTTAGATCTCTTTTTTTATTGTGAAGCCC
TTTGGTACCTTCAGGGAGTTGTAAAGTGCTATGAATAAAGTTTCATTCATTCAGGATCCT
TTTAATAAAATAAATAACATTATTTATGAAATAAAACAATGACTAAATAACACTATGAAT
TTCAAAGACGAAAATTCAGGAAAAATGTACCTGATACATTTAAAAA
>AU180262 ID   AU180262   standard; mRNA; EST; 647 BP.
TGCGACTGATAAGTTTGTATGAAACTGGATAATGCATTTTAGTCCGGCAAAGAGATCCAC
TCTCACAATCAGGGTTCAAAACTTTAGTGGGAGAGTGAGTGGGACCTGATCAGTTTCCTC
AAGGAAGCCATACATTCGGTACCAGATTCTTAGCACTTTATGGAGGATTTTCTGGACTTC
ATTCCATTTGTAAAATGTGTAGAATTACAACTGTAAATGAAAAAGCCATTTGAATCCATA
AAAACGTTTTCAAAGAGGACTGGGTAGGAAAATGTGCTTTTGGTCACAGGTCAAGCATCT
GTTTGGGTAGGATTAATCCTACTGTCATGCCCCTGAGCAAGACCCTTGGCATTCATTTCC
CAATTAAAGTTGTTCAGTTGCCACGAGTGAGTTGTTGAAAGTAGGAAAACAGGTGTTCTT
GGAAAGTGAGCTTGGTTCCATGAACCATTTTTAAAAGACAAAATGACACTGATAAGAAGT
ACTATACATGCTATATGACCTCCTCTATAGTGACCCGATTATGCAGTCGAGTAAAACAAA
CCACTTCTTCTTGTAAGAACCTGATTTCTTTATGAGCTCTACAGATTAGAAGACAAGTGT
TTCTCCTTTTGTTGTTTGACATATTTGCTCAAGGTGCAAAATGTCTG
>AU180265 ID   AU180265   standard; mRNA; EST; 693 BP.
GTAATTCAAAAAATCCTAGTTAAAGTTTTACAGAAGCTTTTAATTGTTGTCAGTGCTTAA
GAGCCTGTTTGAAATATATTATTTTTGCTAAACTATTAGATTTTACATTAGCTGATGGTA
GCNTTCATATTTATTGACACATTATTTATTTTACTTGAAATTTGGAAAAACTTGATCAGA
TGAAATATTGGTTTCAATGTTTATGTTTAATTGGGTTTATGTTTAAACTGCTTTTCTTCA
GTTCAGGATGTTTGTTGTTGTGCACCTCCTTTGTTTACTTGATGACCCTCAGCCCACGCC
GTGTAACCCTTGTGCTATCCTAGGCACTTTAATATTGGGAGTTGGGTCATCTAGACCCAC
TAGTCAGTGCTCTGAACCTTTTTTCTTCAATGATTTGTGATCTTCACTGGTGTCCATGGA
TTACATGAAATCTTTCCACCTTATCCACCTTTGTCATGGTAGGGAGAACACCTCAATGGA
AGGGTGGGGTCATAGGATAAGCACAAGGGTTAATGGGACTCTTGGTGATCACGTTTTAGG



TTTGCCTTCGAGTTCTTTTGTTTATCACTTCTACTGACAAATCTGTCACATTTCTGCTTT
CCTCCCTCCAGGATTCCTGTATTTTGTTTGTCCCTGAACCACCAGACCCTGACACTCTGC
TTGTTTTAGTCATTTCTATTTTAATAAAGCACT
>AU180267 ID   AU180267   standard; mRNA; EST; 647 BP.
TACCTGTGGAGGTATGGAAGTGTCTAGGAGAAACTCTTTCTTTTGCTTATGATGCAGCCG
TATTAATTTTTTGATGGATGTATAATCTTCATACGCTGTCATTAAAATCTCAGACTCCGT
CTCAAAAGTATAGCATCACCTCTTTTTTTCTCCACGCGTTTCCATGGTGACTCTGGAAAT
CGGCGATCCATTGAGAATGCCTTTTGTACCTGCTGTGCACGTGCATTAACCCAGGGTTAC
CAAGTGGAGCGTAATTACGCTAACTCATATCCGGTCTTTTGGAACGGACGTCCCCAGAGT
AAGCAAGTTCAGGCGAATTTCAGCCAGAGTTCAGGCTTAAAGTCAGGGTATTAAACATGA
TTTCTGGAATACCCCCCTGCTCCAGTTGAACAAAGGCCGAACGACCCAGAGAGGGCCTTG
GATGCCATATTCCTTCCACTGAATGAGAGATTTTTGAGACAAAGGGGAACTTAGAGATGG
ACTAAAGGGGAACTTATAGATGGACTTAAAATTAACCAATTCATATGGGTTTGTGCTTTT
AATCAGGGGTTGAGTAACAGCATGTTTAAAATGTGTATGTACCACACCGGCAGACAGACT
TGCATAGTGAGGATCACCTGCGAGCTAGGGGGTGCGTGTGGGGATGG
>AU180269 ID   AU180269   standard; mRNA; EST; 526 BP.
TGGAGGCCACACTCACTACTGAGCCTCATTTTGACTTGTGTCAAAGACACACATCAACGT
TGGATCAGCCTGTAGTGCTTTTTTTCCACTTTAATTTTGGGCAAGATTCCACATTCAGCC
CTTCATAGATTAATACATTTTTTCCATTGATAATTTTGGTGTGGTTGTGTTATCAGAAAA
AAAGCATTTAAAAAGAATATTTCATTCGTTCTGATATAGGATGTGTTTTTGTAGTGATCC
CTTTATGTTTTGGAGGAGTGTATCCCTTGTGTTATCTTATGGGGTCCAGATGACCCCACC
CTTACATTGACGTGTTCTCCCTACCATGACAAAGGTGGATAAAGGTGGAAAGATTTCATG
TAATCCATGGACACCAGTGAAGATCACAAATCATTGAAGAAAAAAGGTTCAGAGCACTGT
CTAGTGGGTCTAGATGACCCAACTCCCAATGGTAAAGTGCCGAGGATAGCACAAGGGTTA
CATTGTCTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTT
>AU180270 ID   AU180270   standard; mRNA; EST; 593 BP.
ATCACATAATAATATGACAAGTTTCAGTGTTTTGTATGAAAATACGTCACAGGTTTATAT
ATCACAGCATATTTCCAAATATTTGATTTTTTAATCCTGTTCTTTGCCATGTTGGCATCT
TTTAAAAAAATGTGTTTTACTGGAAAGTGCAGACCTCACTTAATGGAATTTCCATAACAA
TATGCGGCCTCTGATGAATTATGATTTGGTCAAATACCAACAATAAGAAAGCACTTCAAT
GCACTAAAGGTGATTGAGCATCCAAAAAAAATATGAACATTTTTGAAAAAAAAGGTGGGA
AAAACAAACTAAGAATAATCTAAGATATAATGCATGCAGTGTTTTGAATCAAACATTTTA
ACAGCAGCCTTTAGTAAACCTTTACAAGTGATATGCAATTTTCATAAACATAAAATTGTA
TGAGAGACAACTTTTACAATATAAGAAATGTATGCTGAAATTGTCCTCATCGTCAGAAAC
TTCTCTCCATTTTGTTTTGATGAAACAAATGTTGAAGAAAGCAAACATTTAAGGTATCTG
CAAATGTGATGCACATCTGTCAAACAGCCCAAGGATGAAAACCAGCACATAAC
>AU180271 ID   AU180271   standard; mRNA; EST; 141 BP.
CCCTGATGTTAGATGTTCACTTCTGTATACGAGGATCGTCTGGAGCAGAAGTTATGTTGA
CTCTTATTTCAATTCAACTGTTGCAGTGAAATGGAAATATTGAATTTAGATGTTTTGTTC
ATGTATCGCAAGTTATATCAT
>AU180272 ID   AU180272   standard; mRNA; EST; 625 BP.
TTTTCCCTTTTTCCCTAAGAAAAAAATGTACAATAATGACACAGGACCATAAGTTTAGTG
GCTCTTCCTTCTTTTGTATCTATTGTTAAGCAAAATTGAATCCTTGACAGCCAGTTGCAG
GGTGTCAACTACAAGTTGTCAAGACTATCCAGGAGCACAAAGCAACAAAAACGTCTAAGA
AAGCTGGACAGTCTGCAGCTGCACCCCTCCATGCAGAAGCCCATTCAGTTCAATGGTTTG
TGTTTTTACAGCATGCTTTGGTTGCTGTCTGCATCTACATTAGCCTTCCAGCTAACACGA
CCCACAGGTCACCATGGCTGGCAAGCACCGATCCAAGCATTCCTCGCTACCTGTTGCATC
AAACGTAACTCATCCTTCCCCACTCGCTTGTGAGTCTGACCCGATGTCATGAAGCAAACA
TGAAAAGACGAGTGTGTGGATGACTCGCCAAAAGAATCTTTGATTTCTCTCCCAGTCACC
TCGGCCCAGACAGCCAACACACTATGGAAAGTGCGGTTTACAAACTCAAAGGTGTCCAGG
AGTTTAAGTCATCTTTGTGCAGAAATGTAAGAAGATATTCAGTGATTTCCATCACAGACT
TGTCTGATTCCTGTTCACTCATTTT
>AU180274 ID   AU180274   standard; mRNA; EST; 184 BP.
CACAGGCAGACCTGCCGGTTACAGGTGCATGCCTGCTTGATTGGGATTTGGTTCAGCTGT
GTCTGCCCACATATAACGAACAGGGAGTGAGTGGATAGACAGTGGCTGCCTGCATGCATG
GTGGTATGTTTGGCCTGAAGCGCCTCTCCTGCAGGCATGCAAGCTTGGCACCTGGCCGTC
GTTT
>AU180276 ID   AU180276   standard; mRNA; EST; 654 BP.
AGCTGTTCTCATTGGTCAGCAGAGAGCTTGCGGTTCTGTCAGCAGTCACGGGATTCTCCT
GCTGTGGATCTGGACCCTCCAGGGTTGTGGACACCTTCACTTTGGCTGAGAATCTGCTGC
TGTTTGGCCGTGGCATCATCCTCAGAGCCAATCGCTTGAGCTCCCCCCTCCGGCCCCTGC
TTCTCCTCGGGGGAGTCAAAGGTGATGATGGGGATTTTGATGTGACGTTCACCTGCATCC
ATCTGAGCCTGGCAGAACACACACACAAAAACACACATGAGAGCCTCACCCTTGAATGCA
ACACATCCTTAGAGGTAACAAAATAGTGTAAATGCAGATACTCCTAAATTTTGGACTTTA



ACTGGTACTTTTATTTTTATTTATTTTATTTCACTTTTTTTACTTGTCCTGTCCAACAGC
TGGGCAAACAGATGAGAGCTGAAGGCCTCTTGTGTTTGACATATTTTACTTTAACAACAG
GGGTTATGAGTCTTCAGACAAACCAGAGGTATATCTGAATAAACCCCTTTTGTAATTGAG
ACCAAACTTTATTCATTTCAATCATATTTGAAAATCTTTTGTGTTGGACCAGACGGAAAA
GGAGGGAGGAAGAAAGAGTGATATTAGAGAAGGGGGGATAGGAGGGTGACTATA
>AU180278 ID   AU180278   standard; mRNA; EST; 114 BP.
AAAAATCCCAAAAAGAAGTAAAAGCAGAAAAAGGTTCTTAAAAATCCCAAAAAGAAGTAA
AAGCAGGAACAAAAAATCCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTTTT
>AU180279 ID   AU180279   standard; mRNA; EST; 380 BP.
TGATGCAAGGCCTTTTTAGTTAATTATTTTGTTGTTGTAAAAGAATTTAAGTAATTTTTT
CCACTCACAGTTGAGCTGTCAAGACCCATTTTGACCCATTATACTTAAAAATATTTTGAA
TTAATTTTTATTTAATTTAAATGAAAAAACTTAATCACTTCCTCAAGGCTAGGAAACAAC
AAAAGAAAGAAAAAAATTTTTTCCCTTAACTTCTCTGCTTGAATTTGTCCTGGTATTTTT
TAATTAATCTTTGCGACAAACAGACCAACAAAGTTATTAAAAAGCAAAAAAAAAGAAAAA
GAACCCTTCATTTATATATTTTTCATGGCTGACAGGCTTAATTGCTTTATTGTTAGACAA
CTACAGAATGTGTCCCTGAA
>AU180280 ID   AU180280   standard; mRNA; EST; 669 BP.
TTTGCACAACACTGACTGATGCTGGGAGTGGCGGTTGAATGTCAACATAAAGACACATGT
TTGTTTGACCTGAAGGATGCATCTGTGACTGAGATAAAGAAGGCCATAAAGCACATCTTC
ATTGCCCCCATTTCCTTTGAATTCCCGTGGTTGTCTCCATGTTTGGGTTGTTTCTCCACT
GATAAAAGATCACCAGTGGCCATGAAAGGATCTGCATGTCAAGGCTCAAAGTGACATGTA
ATGGCTTGTCATTCCAGATAGAGGACTACAAAGAATAGCTCAGACTCTCTGCTTGTCTCT
GTAGAGCACCATCTCCGATTGTGCAGGAAACCATTTGATTTTAAACAGCCCAGTCAACTC
AAAGAATCCCTTTGATTAAAATGTTGTCAGGAACACCATGACCCAAATCCAAAAGATAGG
CTGGTTGGCAACAAAGTTGAGAAGAATGAACACAAAAACAGGAGAAAACCGAACAGTGAT
AATTCTGAAATAAGGGGAACCTAAAAGCGGACGAAACACAAGACCTGGCAGGTCCTGTGT
TTTGTGGCAGAAGAGAAATGAATAGAAACTGAAACAAGTGTGGATGATTGGAAATGTGAC
AGTGGAAGAGGAGAAAACACAAAAGCATATGGAACAAGCATCCATCCAGTCATCTGTCTG
TCCATCGAT
>AU180281 ID   AU180281   standard; mRNA; EST; 582 BP.
GTCTGGAATATTTTAACTTTTATTATCCAAGTGAAACTGCTTCATTTTGAAAAACATTTG
AAAATTTGATTTCAGAAATGCAACCTATCCAATTCTGCAGTTCTCTTTAGTTTTACATGG
TAGTTTTGGTTCTGATTTGAACCACATTTGTGACAAAAATAAACTAAATCCACCTAAACC
ACTTTTTTGTTGAGCCATTACAACACATTACTATCAAAAAAGAAAAAACGAAGACACAAA
AACATAACCTGGAGCCAAAGAGATGCATCAGCAGCACTGGTTCCCTGACACCATGTGCCG
CACAGCTGTTTGTGTACGTGTGTGCGTGCGCCTTGGATGCGCGTCCGCGCACGGACAGGC
TGACAGAGTGGCAGAAGCGACATAACTTCACATGAGTGATACCAGGGCGCCTGCCATCGC
TGTCCACCGTGCTGCTCTTAACTCATCCGCTCCCATCTGTTCATCTGCAGCGCAGTCTGG
CTCGCTGCAGCCATCAGATGCGCGCGCACACATGCGCAGAGCCTGGAGCTGTTCATTATC
AGCTCGCACGCAGCTTTTAGTTCCTGTTTGCCCTCACTGAAG
>AU180282 ID   AU180282   standard; mRNA; EST; 622 BP.
ATTTGGGGACCCCTGCTCTACTTTAGGGGCTTAAAGCATTTTCACTTTACTCACAATTAT
TCACGCACAGATGGGGCGGGGTTATGCAAATCAACCTAACTCCACCCATTGGCAGTAGTG
GCTTCAGTGTCGGCCCTTCAGTAGGTTCTTTAGTCGGTCTGTCCGATCTAGTTTTAGATG
TCCTCTTCTTGGCCGTCACACCTTCTAGCGTAATGTCTTCTGGAATGATGACTGACTGCC
GTTGAAGTGTAAACGGGTTCTTCTTCATGTCCTGCAGGTGGCGGTAGAGCGTCTTCTGAA
GATGAAGGCTCTGTCCCTGTCCCATCCGGGAGAGTGGTGCTTCAATGCTCAAACCGGGTC
TCTGGCAGCCGCTGTCGGTTACAGCTCCCCGGGCCTCAGCCCCCCCCCAGAGAGTCTTTC
AGAAGCCGCCTTCGGCATCGCCAGCCACCTGCAGGCGGGGAGCGGCGGCTGTCCGTGGGA
GGAGTGGGCTCCCGTGTCGCTCCCTGCCATGTACTTGGAGCTGTACTCCTTTTTCGGGGA
CAGCCTAGCTGTCAGGTTCAGTACAGGGCCCGGTCTGGACAGCCCCCCTTACTGCCCGTC
AGCTCTGCTCCGAGAGCCCAAG
>AU180283 ID   AU180283   standard; mRNA; EST; 453 BP.
CCAGATCCTTGTTTTCCCTCCCCATTCTCCACCTGCTTATACAACCAAGACAGAGAAGGA
TCAGACATTTGCAAAAAACCTATGTCATTCGGAATATCCCAGTTAACACTTACAGGTTCA
GGATAAACTTTTACATCAGAATCTGTACCTGTAATTTTGTCAATGCGACGCTGGCGTCGG
GATTTCCTGGGGCCTTTGGAACCACCCTCACACAGATCACTGTGAAGATCTGGCAGGGGC
TCCAAGCCAGCTTTTGTTTGAGACCTTGTAACCACTGCACATATTTTAGGTTTCATTTGT
GTGATCAAATCATGGAGAACCGGCAAATCTCTTCCCAAAACACACTCTACAGACAGTTGG
TCAATAACCCCCACCTGTAACAAAAATGCATGGCCGTCAACGGCTATAGTAACCTCTGCT
GTAGGATACGATCTCTGATCCCCATGAACACAC
>AU180289 ID   AU180289   standard; mRNA; EST; 464 BP.
TTTTTGTCCAGCACTATTTCATTAGTTTGTTTTTAAAAATAATTCTGTTAATCAACAACT
CAAAAGTAATGGCTGATTTCGATTGTTTAACTTTCAATAAATTTTAATTAATGCTACTTT



TGAAAGTTTCTAATTATCTATCTCTCTGTTTATCTACATATCATTTTTTTCGGGTTTAGT
TTTACTTTACTTCTGCCACATTTATGTACATAGTCTCTTAATTGTTCACACCTGACTTGA
GTTCATTATGTCACCTGCTGCTTGTTGTGTCCTTTTCTCAGTCAGCATATATTCACTGGC
TTGCTGGCTTCTTCCCTCCAGATCCTTGTTTACTTTGTTGTGTGTTTACATGCTACTTGT
TGTGCTTCACTCTATTTATCTAAATTCTTATAATTTGTTCAAATATTCATCTGTCAAGCT
TTGCAGATCTTCTGTTTGTGCATCATTGTTATTAAAAACAAAAC
>AU180293 ID   AU180293   standard; mRNA; EST; 112 BP.
GGAAAATTGTTATAACTGGGAAATAATGAATGAATTCATGAAATGAATTAGAAAATTTGC
TGACCAAGATTACGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTTTT
>AU180297 ID   AU180297   standard; mRNA; EST; 108 BP.
CTCTGTCCTCCAGAGGGAACCTGCGTGGAGAAGCTCTCCTAACTCCACCGCCGCCGAGGT
ATTTCTGCAGCCTTCACATTAATCGAGCCTTAAGGGAAGGAGACATCT
>AU180298 ID   AU180298   standard; mRNA; EST; 653 BP.
ATTTTAAAGACATGAAAAAAGGGGGCTTTGCTCTAGAATGACACAAATTATCTTTTGATT
TGCAACGGACCATTTCCTTAAATACCTGTATTCCTAATGAGTCAACACCCCAGCCCACCC
CTCTCCAGACTTGTCTTACCATTACTGTACCGGGTAGTGAGCCACCCAGCTGCCGACCGG
CCTGAGTGATTAACTGAGGCTTGGGGCTGACAGGCCAGCTCCAATCGAAAAGAGCAGGAG
GGGCATAATTTGGAGCTCCTTTTGGCTGCTCAGTGAGGACAGAAGAAAATAGTGGATGGG
TTCGAAAAGATGCAAAGAGGAGAGGGGGTAGGGAGGGGAAACCAGGGAGGCGGAGATGAT
GAAGTGGATAACAAATGGAGAGAGTGAAAGCATGAAGAAAGGAGAAGAAAGATGACAGAG
TAGGGCAGTTGGGAGATTTAGGGATAGAAATATAAAAAAGGAAAGCAGCAGATTATTACA
TCTGCAGATAGCTTGGTGAAGTCAAAGGGCAAGGATTTCAAATGGAAATTGGGAGAATGA
TCTACAGTTAAGGGAGAAAAGCAAAAAGAGAAAGCTGGGGGAAGGAGAGGCATTGCATGG
GACTGCAGGTGGGAGTCCCCCCTGCAGGCATGCAAGCTTGGCACTGGCCGTCG
>AU180302 ID   AU180302   standard; mRNA; EST; 474 BP.
GGATGAATACAAACACATGCTTGAGTCTCCTCGGAGAGGAAGGTAAACAGGGATTGACCC
CAGAGAAAACATACAAAACGTTGGAGATGAATTCAGCTGCAGAAGAAGGGAGGTTTGGCA
GAGGAAGAAGGAAGGAAACATTTGATGGTGGCCCATAGGGTGTGTCCTGAACAAAGTGAG
GGTCTATGTGGAAAATGGTTCAAATTCATTTCATCCAAAGCACACTAGCTGCTTTTCTTT
TCATTTGCTGACCCTGCCCCTCCATCAGGCGAGACAGAGCTCCATGTGTCACTGAACGCA
GTACACACACCAAACTGCAGCTCATTCATGTTCAGTCTGTTTCATGTCAACATGCACCGA
CAGGAGACTTTTCACTCCTCTTTTTCGCTCTAAAGACTATTTTCAAAAGACATGTATGCA
CATATCTCAATGCACATATTTCAATCCTTTATTTCTTGTAATTATGATAATGAT
>AU180304 ID   AU180304   standard; mRNA; EST; 464 BP.
ATTTGATTTTCCAATCAATTCATGACCAATTATCCTAAGTATGATATACCCATGTATAGA
TGTATATTTCTGTTGTGATCGGTTTTGTTTTGCCTGAAAAAAAGCAATGACATAGGGTGC
AACCGCCTTTAACATTCAAGTTTTTCTCAACCGTGTTTTAATAAGCAGGTTAGGTTTCAG
GCACAAAGTGCCATTAAGTGGTAAAAAATGACTTAAATAATGCACAATTGCTATTATATT
TAAAACCCTCAATTAATTCCACTTTTTATCCATCAACTCTGCTTTTCAGTGGAAGCATCT
GCCGTGAATAAATGTTTTCTTCTTTCAAACCTTTCTTAAATGTCAGAAAGCTATATTAGC
AAAAGAGAGAAGAAAAAAACAACAACAAAAAATACATTTAGATAAAGAAAATGTACCCAC
CTTGCTAGCTGGTAGAAATATACTAAATCTGACTGGGGGAAAAA
>AU180308 ID   AU180308   standard; mRNA; EST; 141 BP.
AAACGACTTGATTCTCCACCACATCCGACACACTCTTGATGCAATGAAGTAGCTCGTTCC
TGTGTTAGGAATACATCCACAACTTTCTTCAAGCGACTGTGTTGACAGCTAAATTAAAAC
CCCCAAGCCATTACTGTAAAA
>AU180309 ID   AU180309   standard; mRNA; EST; 440 BP.
CCCTCACACACAAACACGAACACACACGCCTCTCACACACACACAAACACAAATATTTCA
GCCACTTGAGGCAAAAGAGTGAGAGTCTGTTAAGTCAATTAGGATATCTGAGGATAGATG
AGCAGCCTACCTTTCACTAAGTGCAGCCTATTTAAAGAATCAGGCTCGTAATGTGACTTT
TGGGATTTCAGCTAAGGGGATAACCTTCATCATGTTTTCTTCACTTATTAATAAATGTAT
TAATAGGCTATTTTTTTCTGTCCAGTCCGACAAGAAATGTATACAAGCATAATTAAAATA
AAGTTTAGCCTGAAACACAAAAGGGGTTTATACAAATAAACACCTCATGTGTTAGAAGAT
TCATAACCCTCTCTTGTAACACTAAAATATGTCCAACACAAGAAGCCTCGACCTGCAGGC
ATGCAAGCTTGGCACTGGCC
>AU180311 ID   AU180311   standard; mRNA; EST; 129 BP.
ATACTTATTTTTTTCTTTCTTTCTTTCTTTCTTCTTTGTCCATCATCAGCCAAGGCTGTT
AAAAGTAGGGATGTCAAATTATCGCGTTAATCGTGAATAATTATTTAAAGAAAAATGTTC
ACTTTTAAA
>AU180312 ID   AU180312   standard; mRNA; EST; 655 BP.
GATTTGAAGTTTTTTGTCCATATCAATATTGATGAACAACAAATATACATTCATTTGGGT
TTTCAATGCTATATTTTTGTTAAAGGTGAAACCGACAGATGAAAAACTCAGAGAACTGCG
AGGGGCAAAGCTGGTGATTGATGTGATTCGCTACGAGCCGCCCCACATCAAGAAAGCTCT
CCAGTACGCCTGTGGCAATGCTCTTGTATGTGATAATGTAGAAGATGCACGAAGAATCGC



TTTCGGAGGCCCTTACAGACACAAGGTACTTTACATGAGAAGAAATGATTATGCCTATGG
AATTTTTCCCACAGGTTTAATGTTCAGGTTCACTGTTTGTCGATGACTCTCAATTCTATC
TGTCTGCCAAACCTAATTCCATACTTCCACCCCTCTTTCTTACCAACTGCCAATCTCACA
CCTTCAAACCACTAAACAGTGATAAAACTGAGCTCTTGCTCATTGAAATCCCATCTATTT
CCTCCAAAACAAAGTTTTTTCTCAGAATTCTGATGGTTCTTCATTCTCCCTTCTCTTTGG
GTGAAGTTTAGTTGAAGTTTTGTTCTTGACATTACGTTATCTTTCCATTCTCACATGAGC
AACGTCACTCGGACAGGTTATTTCCACACATGTAATATCAATGTCTCAACCTTGC
>AU180313 ID   AU180313   standard; mRNA; EST; 189 BP.
CACACACCAGGCAAGTGATGCACATTCAACAAGGCGCCCAACCTGGGTTCTTTAACACGC
CGTCTTCAACACCCAACACTAGCACATGGACCTACAGTTGGAAGAGGCTTGGTGCCGAAA
TGTTGAAGCGGAGCAAAACTTGCAAGTCTTGCTCGACCTGCAGGCATGCAAGCTTGGCAC
TGGCCGTCG
>AU180315 ID   AU180315   standard; mRNA; EST; 656 BP.
ATTGTCTTGGAGTGCAAGCTTTTAATTCTACCGTAATTTCCGGACTATAAGCCGCTACTT
TTTTCCTGCGCTTACAGCCGTGCGGCTTATTCAGTTACGCGGCTAATTTAAGGTTTTAAT
TGGCGGCCGCCATGTACCGCATTTTCGGACACAGTGAATGGTTTGTATTCTCTATCTAAC
ACCAAGCACAAGTCATTTGTTTTTCAACACACCTCTAAGCAGCCAAACGGCATGCACCTC
ACTTAAGGTCTTAGACACTTCAGTCATGGTTCAACAAAACGAAACACGCATGCCCGGCCG
CATCCCAGAATCCTTTGGTGCCATTAGACCCAACGTGCACGTGATCGCCATTACAGTATG
ATGAAGCTTTCAAGTTAAAAGCAATCGTTAAAAACAGCGTGAAAAAATCCACCATCACCA
ACGGGTTTGGAAAAGCCGGTCAGCTGCGTGACGGAGAGAACAGCGCATGCTCAGGAGTGC
ATTTACCTCTGAGTCATAGTGACTCGGCTGGCTGCACGTAAATATGTGAGAATAACATCA
GCCTTTATTTTGTCGGGACACGACTGGAAACACAAATTGACGTGGTCGTGTTAACGGTTT
CTAAGGACTGAGCGGAGTTTTGCATTGAAACGCTCACAGCCTTCCGTGTGAGCTGC
>AU180317 ID   AU180317   standard; mRNA; EST; 267 BP.
ACTGCAAAAAGACAAAACTATGAACTATGCAAAGTCAAAAAAACCAAACAAAGGACTAGC
AGACCTCAGTGTCAGCTGAGCAGGAGAACCACAGACCTAACAGTGACGCACCGACACAGA
GGACTTAGAGACTCCAACCTTAAAAAAGCTTGATTACAAAGCCGCAGGCAGCCTGAGCCC
CCCTCCCCAGAGAGCAGCAGGTAGAGGAGGGAGGAAGCATCCAGGAGGAGTGACAGCTGA
CCTGTTAAACACAGAGGCAGTCAGAAA
>AU180318 ID   AU180318   standard; mRNA; EST; 211 BP.
CTGAGGTTTTTCATGGCGGCGCGTTCCTCTGGCAGCGCATCGCCTCCTGGTTAATAACAG
GTTCCTGGAAGTGTCAGGCGGCATGCAGAAGTCGCACCGGCTCCAGGCGCCGCTGCACTC
CGACCCAGGACAAATGTTCACACACATAAACGCTCAAATGCTTGGCGCGCGGGACAGATA
AGTCAGGAGGACGGAGGAGGAGGCTGGAGGA
>AU180320 ID   AU180320   standard; mRNA; EST; 287 BP.
TTTTAAACAAGAGTTGTCCAGTTTCCTCACCCCTTTTACATGTCCGTCCCTCAGGTGCGG
GGTCTATAAGGGCTAAATTTGATCTCTCACATGGGCCGTCCAACCCGTCCACTCTCGCAG
TGCAGTTCATGAGCTAGGGCCGCCACCCTGTCTGGAGTGGACATGGAGCTGCTGGGCTCT
GGATACAGGCTTTCCCTCAGCAAGAAAAGATTTGCCACCGGTTAGTCGCATTCTTCCACA
CTGCTGATGGTCCATGTAGACCGCCACGTCTCAAAAAGAAAAAAAAA
>AU180321 ID   AU180321   standard; mRNA; EST; 544 BP.
ACGCCACTTATGCACCGGACAAAATCCAGCAGAGGAACTCCTGGATTTTAGACACCCAGA
TGCTGAAAGCAAGCCCACATTTTGCTTTTTTGTTTTTCTTCAGCTGGGAGAAGAAACAGA
TGTTTTCCCTCAAACATACACCACAGATAAACCAAATTACTAAAGAGAGAGAGGGACAGG
CTGCAGTAAAAGCACTGCTCTGCTAAAGCAGCATCAGGCATCTGAGAGACCTTTTACTGA
CATGCACACACGCACTCAAACTAACATTTTACCCTTCAAAACTTGTCAAACTCATTTTTT
TTGTCATTTTGTCGGGTTTTTCATCGTTTGTTAGCTGTTGTTGAACAGCACACATGGAAG
GTGTCCTCCTGGGCTGCAGTTCAAACCCATCAAACTCTCTTCAAGCTAGACACTGTCTAT
GTCACCTATCAGACCGGCTCACGGCTCGGTCCTCAGACCCTGATCAGCCATGTAACCAAC
AGCCTCGTATCAGTTCATGCAACTCCTGTAACCTGCAGGCATGCAAGCTTGGCACTGGCC
GTCG
>AU180322 ID   AU180322   standard; mRNA; EST; 636 BP.
TCAGATACCCCCTCCACACACAGAGGCACCTCTCTCTCATCTCACACACACACACACACA
CTCCCTCACTCTTTTCTCTGCCTCTCTCTGACACAAACAACTACTCAGTGACGTACGGTG
AGGTTGATGCTGGTGAGCCACCTGACTCCTCTGAAGTCAGATTTACGATGATAAAAACTG
AATATTTCACTGTTCATCCAACAGCATTTAACTGGTAATTCTTTGTATCTCAACATTCCT
CTTTTAATGACACTCACACCAAAAAAATACACAAACATTTGGACAGAGCATCCTTCTGGT
GTCTAAGTAATTCATATACACAATAAACACATTAAATACATTACATTAGATGTGTGTAGC
ATAAATTAATTTTAACCTTCAGTATAAAAGGTTTACTTTAATAATTTTTTAAAATTTTAA
ATGTAAAAATTGATTTGATGAACGAAAAGCTGATAATAGGTGGTATATTAAAATATTACA
ACAACTGCAAGGAAACAAATACTGAGCTGTGATTAACTGGCTGTATTGGATAACTGTCCC
TGCCCCACCTTACTGGTTTCAGTGCTCATTTATTTGAAAACACCAACAAACAGCCAAGTC
ACTTCTGCTCACAGCCGTCTTACTCATGGTTTTACA



>AU180325 ID   AU180325   standard; mRNA; EST; 403 BP.
GCTTCGAAGTGATGCATCTCTGCCAGATGTGCTTATCCGTACCTCCTCAGTCATATTGCT
TGCAAAAATGACTTAATTTGAGGCTGCAATAGCAAGTGTGTGTGTGTGTGTGTGAGAGAG
AGCTCTATTTCCACACTGTCTTCTAAATGCTGNGATTTTATCTGTGTCCTCGTTTGCATC
TGTTCATATACCACCAGAGCTAGGCCTCTTCGTTTCTTCTCAGCAACTTCTTTCATCCCT
CCTCACTCATCTCCCTCTGTCTCGTCACGATCCTTTTTATTGTCGNCCAGCTCATTGATG
TTACAGATACCAATCCCTATCCGACTGCAATCGCGGATTCTCGCGGCCGATCCATCACAA
GGAATGACTCTCTCTTCTGATTTCAGCAGCAATAATATACTTT
>AU180326 ID   AU180326   standard; mRNA; EST; 103 BP.
TTAGGATTCTCAAGTCTTATGTGGTTGATCTCATCCACAGTAAAGTTCATCTCTCGACCT
GCAGGCATGCAAGCTTGGCACTGGCCGTCGTTTTACAACGTCG
>AU180328 ID   AU180328   standard; mRNA; EST; 634 BP.
CAACAGCCCAGATGCTCAGATTTGGAGAACACGGTGGCGCTTCTGTTGGATAACAATGGC
TACAAAGTCAACGGCAGCGACGCGGCGGCGGAGGCCAGATTCAACAGGAGTCAGCCGCGG
ATCCACATCTACCTGCACGCCACCTGGAGGACCGGCTCGTCGTTCTTGGGGGAGTTGTTC
AACCAGCACCCCGACGTGTTCTACCTGTACGAGCCGATGTGGCACATATGGCAGGCGCTG
TACCCCGGGGACGCGGGCAGCCTCCAGGGCGCGGTGCGGGACATGCTGAGCTCTCTGTAC
CGCTGCGACTTCTCTGTGCTGAAACTTTACGCCGGAACGCAGAACATCTCCACGTCCTTC
ATCTTCGGCTGGAAAACCAACAAGGTGATCTGCTCGGAGCCGCTGTGCGATGCGCACAAG
CGCCACGAAATCGGGTTGGTGAAGGAAGAGCAGTGCGCAAAATGCAGAAGAAGGGACATC
AGGGATCTGGAGGTGGAGTGCAAGAAGTACCCCGTGATGGTGATCAAAGGGGTCCGCGTT
TTGGACCTGAGCACCCTGGTCCCCTTGATGAGGGACTCTGCGATCAACCTGCAGATCATC
CAGCTCTTCAGAGACCCCAGAGCCGTGCACAACT
>AU180329 ID   AU180329   standard; mRNA; EST; 627 BP.
ACTAGGGCAAGTATAATACAGTGACAAATGTTTTTTTTTCTATTTCCTTTTACCATTTAT
TCCAGATCATTAAAGGGTTTTTAAAAAGTAACAAAAAAAACTGAAACTCATCAATGTGAT
AATTTTAAAAGAGTATGTTTAAATCTGTTTTTCTTCCACAATCTCTAAAAAAGTTGCCTT
TTGACCTCAATAAAGAAAAACACGCACAATCCATTACATGTGGGAAGAACTGAAGAGAAA
TGGATTTCCTTTCTGAGATGATACAGTCATCTGTCATAATAGCTGTCACAGTGACATGGT
TCAAGAGTTCCCATTCCCCATTTGCTTTGTGTGTGTTTCCACAGAAGATGTAAGCCTGCC
TTTGTGTACACAATTCGGATTTTTGGCTGCAAAGAAAAAAGCTTGTAACTTATTTAGAGA
ATAAATTGTTATTTCAACAATGGGAAATTTATAAAAACCTAATGTACCTTCAAAAAACCT
AAGATACAAACATCAATTTATGTTTTTACATTTTTCTCAGCCGCCTTTAATGTTTTGTTG
TTTATCCAGATCACCTTACTGCACAGTCTGCTGAAGTTCATCTTAATTCTATTAGTCTTA
TAAATCATGTTACAGTTTTCAATCTAT
>AU180332 ID   AU180332   standard; mRNA; EST; 651 BP.
AAAATATATAGCATCGTTTAGAATCACAAAACATTATGTATGCTCTGTATTTACTTAGGA
TTTACAAGTTAACATTTATTGTTTGGAATATTTTCAGCATTATGCAGTTAATTCGTTTTT
ACCATTAAAATAAATTCCACTCTTATCAGGTTTATCTTAACAGCTCTTTATCGTGGAAAG
AAACAAACTGCAGTTAATCCTAATTTTTTGTTTTTATTATTTAACCAGTTGAACGCTTTC
ACAGATAATCCTTCTGCACTTTTTCCTCCATCATTAGAAGAATTGCTTGTAAAAGAAAAC
CCAATGCCTACCTTTTTGACCAGGTCCAGCTGAACGTCCCCTGGAGGCTCGGGGAGGACC
TTGCTGTTCCGGCACCCCATCACATCACCTCGCACCTCTGCCCAGCCAGGCACACGGGCC
ACCAAAATGTCTGCTTCATCACCGCAACAGCTGATTCAACACACTCCGGACATCTCGCAT
CCGGGCTGTGCCCACACTGGGGCAGAAGTTCATGAAGAAAGTTGACAAGACCCCCGTGCA
AGTCCCAGAGGGCGGGCATCAACGGGAGCACACCTCTCCCACAAGTTCATGAATCCATTC
TGCGCTCACAGGAGTTCTGGTTTCATTCTGGCTCCAATCCGATAACCAGAT
>AU180336 ID   AU180336   standard; mRNA; EST; 253 BP.
TTGAGGTAGCGCTTTGTCAGAGAGCGGCACAGCTTCTCCAGGTTGTTCCAGGTTTTCTGG
TTTAGGTGAGGGTTCTGGACACACAAGGACATTAGAAACCTGTTACTTCAGCCAGAAGAA
ATAACAAACAGGAAGTTGATAAGACGGCTAGAGAGGGAAGAAAAATGCCATTTCCATGCA
GTGTTTACCTGCAGGAATCAAAAACAAAAAAAACTCGACCTGCAGGCATGCAAGCTTGGC
ACTGGCCGTCGTT
>AU180337 ID   AU180337   standard; mRNA; EST; 206 BP.
CTTGCTTTGGACAGTGAGAAGTTTTCTGCGAAACTAGCGCCTAAGTGGGAAGGTCCAGTA
AAGATTATAAAAAGACTGGGACCGGTTAACTATAAAGTCGGTTGGGGCAACCCACAAAAG
AAGATGTGGTACATGTGATGAACTTGAAGACGTATCATCATGGGTCAATTCCTAGGCAGC
CGTTGGCTGGGGGGGGGGGGGGGGGG
>AU180339 ID   AU180339   standard; mRNA; EST; 480 BP.
ATTCCTCTGTCCTGCTGCCAAACATTTCACCCTCGCCACAAACTCAAACCCGCCAAAATG
TGCCCACGCCTCGTACCCGGCAAGAAGGACTTTTTGACATGGCGAACAAATCAACCCCCC
TCCCCAAAAAAATAGATGACATCATAGCCGAGAGAAACCGTCTAAAGAATCAAATCTCTC
ATGGGGTTCCACAGAAAACATTTCAAAACCCACTAATGAAACCTAGACTCATGGTCAGTA
ATATCCAAAGCAAGTTTTAAATTATTATGGGATGGCCACAGGATCTACGGCTTGGCGGCC



ATCCGGTTGCAAAGTAAGAATTTCCACAATTTTTATTTTTTTCCTGCAATAAAGAAAACT
TACGTTTGAGCGATCGTAAGAAGAATTTCCCCCTTTAGGCCACCAGTTTAAGTCTGCAAA
GTTTAGTTGACCTTTGACCTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTTTT
>AU180340 ID   AU180340   standard; mRNA; EST; 379 BP.
TTATGTTACTTCTTCTCCATTTGATTGGATTTCTCTTTTGTTGTAGTATGTTGATGATAG
GTATTCATGATTACCTCAAATCAATGTAGATAGACGATCCCTTGGCCGCCATCTCACTGC
CATCTTTTTTTTAAACTCTATTTAAAAATTAAACATTTTTTTAGAGATGCCTATTTGGGT
CGATGTTTTCTACAGACAAACCAATAGAGACACCTGCTGTCAGTTTGAAGTTATGAAGCC
CGGAAGTCCGAATCTGTGAATAATTCAGCTGAACTGTGTAAGCTAGTGGCATGTTTTGCT
ATTTTAGGACAATAAAATGTTATAATTCGTTCACCTGCAGGCATGCAAGCTTGGCACTGG
CCGTCGTTTTACAACGTCG
>AU180343 ID   AU180343   standard; mRNA; EST; 684 BP.
AATGTACTACTTGCTGGGCATTAAATTCTTTCATCGCCTGTTTAACTTCTGGTTCAACCA
AATTTTTTTTTAATTTATTTTTCAAAATTGCCTTCAAATAAGTTTTATTGGAAAATTATT
CTAACTTCAGCACCGATCTATAATAAAATCTAATACTAAAAGACCTTAAAAAATGTGTCC
ATTTGGTATCAGAAGTAATCTGAGCCCGATTTTCTAGATGAAACTAAGCTGTGTTGCAAT
AGGTTGCAACAGGACGCCGTTCATTTGCGTCATATTTTCAAGAGACTAATGTTACTAAAC
TAAGAACCCTTTAAAGGTTTATATTTACTAAGTTTGTTTGATGGTAAAACTAAATTTTAA
GAGAAAGTTTTAAAAAAGACGTCACTTGAATGTTTACAGATAACAATCAGCCAGCTAGTT
AGCAAGACGGCCATTTTAGGTGTCGCGCGACATTTCTTAGGAATTGCATTTTTATGAATA
AAAATACTCTTTAAATAACAAGAGATGATTGTGGGGTTTAATTGCTTCGGGCTAAACCTA
TTTTAAAAAGGTATCAAAGATTTTTTCTTTTATTTTACCGTCGTTGAAAGTAGGGAAACT
GTGCTATGTTTGAGCCGTTAGCCCTCCAGTCTTCTGGGCGTTTCCATGGTGACATCAGCA
GGCTGTCTCGACCTGCAGGCATGC
>AU180346 ID   AU180346   standard; mRNA; EST; 359 BP.
CTCAGGTGAATTATCCGAAGCACAAACGTACGAGATGATGGATTAAAAGGTGAATATGCA
TGAATACACAATGGAAGGCATGAATGCGGATGGTAAACAAATGAGCTCAGATGGAAAATT
GTGGATTAATTATGTGACTTTGTTCCAAAGCGATGGAGTATTAGTGACTCCAGGGCTGTC
CATGGAGTTAAAATTTATGAGAAGATGTGGAAACATCCTCGCCACCACAAAGAGAGCTGA
AAATGCTGTTGGGGGTGGGGGTGGGGGGTAAAGTTACCATTTTGATCATCTGGCCTAATA
ATATTGAAGAATGGCCAGAAAAGCCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTTT
>AU180349 ID   AU180349   standard; mRNA; EST; 656 BP.
CTCAACCCTCGCCAGGCGAGGTGGGCTTTGTTCTTCGACAGGTTCAACCTTACTCTGTCC
TACCGACCAGGGAGTAAGAACATAAAGCCTGACGCTCTCTCACGGCAGTTCCAGCAGGAT
GGGGAGTCTGAGATGCCAGAAGAGCCCTCCACTATTATTCCTCCACACCTCGTTTTGGGA
ACCACTCGCTGGTCACTGGAGCGCAAGGTAAAGGCCTCAGTTTCCGATCCTGCCACTATT
CCGACTGGCTGTCCAGAGGGGTGTCTGTTTGTGCCTCCATCCTTGCGTACCCTGGTGTTA
AAAAGGGGTCATTCCTCCCGGCTGGCCTGTCACCCCGGCGCAACCAGGACCGGTTTTCTC
GTGACCCAGCGTTTTTGGTGGCCCTCTATGTCCTCTGACATTAGGGCTTTTGTGGCAGCT
TGTCCTATTTGTGCCAGTGTTAAAACCCCGAGGACCCCACCTGCTGGTTTGCTTCACCCT
CTATCTGTGCCGTCTAGACCTTGGTCCAACGTAGCCATGGATTTCATAACTGGTTTACCC
AATTCCCGTGGTAAAACGGTCATTCTCACCATCATAGACCGTTTTTCTAAACTGGTGCAT
GCCATTCCTCTGCAAAAACTCCCATCTGCCAAAGAACTAGCTGTGATGGTCTCTCA
>AU180350 ID   AU180350   standard; mRNA; EST; 389 BP.
GCCGACCTTGGGGAACCGCTCCTTGTAGACGTGATTCATCATGATGATCTCGTGGTCGTA
GCAGGACGGAGATCTTCCAGGGCTGAAACGCACATCAGACGCAGGTCAGCGTGAAAGGCG
TGGAGGAGGCGTGGGAGGAGGAGCGGCGGGCTACCTGAGGCTGCGGGAGCGAGGTCGCAT
GGCCGTCGCTCGGCGGCATTCCTCCCCTGAGATGCTCTCGGTGCAGAAATGCTTGGAGAG
GAAGTGGAGCTCATCGGGGGTGGGCTGGAAGGGCAGCTGGTGCAGCTTCTCCTGTGATGA
ACAGGATGACTGGAAATGAAACAAATATACATTCAACATGAAAAGAAAAAAAAAAGATGG
TTTTTCTCAACTTCCATTAAAATAATAAA
>AU180351 ID   AU180351   standard; mRNA; EST; 367 BP.
CTTTCTTCATTATTCGACTGTCTGAAGTGCCACAGGGCATTTCTGTGAGACAAAAGCCTC
CCCAGCAGGAACCACGAAGGAAAGATAGGGATAACCAAAAAAGAAGACAGGTGGATGAGA
ATAACATGAATGTACCAAAGAGAGTTGAAACACTCCTTCTTGGGCAGGTTTTCTAGGTTG
AGAAGTTTCTATTCCAGCCATGTGCCTCGGGGATATACAATGTCCTGCGATTTAAAAGGC
TCATCGTCACATTTTTGCATGTTCAGCATTTTCTGATGAGAGAAACTGGGTCAAACTGAC
AGACTGTGATCTGCTCGCATAATTTTAGTGTGGGGAAAAACTGATAGGAATTCCTGATTT
TTTTTTT
>AU180353 ID   AU180353   standard; mRNA; EST; 183 BP.
CTGTGGTCGCGTCTGTCCTCGCCAAAAGAGCAAGTCGATCTAACAACCTAGTGTGCCGTT
CTCTTGAAGACTTTGCACCAAAGCATTGATTTCTGTGGACTGTAGATTCCTTGCGGCATT
TGTGGAAAATGTAGCAAAAGTTAGAACGCTAGCACCTTACCGCTAGTTAATCATATAGCA
AAA



>AU180354 ID   AU180354   standard; mRNA; EST; 628 BP.
GCTGATCGGCGTCTCCTCTCGTTCAGTGGGAGCGATACATGCGCTGCGACGGCACTCCAG
AGGACAAAACCAGTCAGAGTTCTCTCAAAGAAAGAAGAAAAAGGATGAGATTGGAATCGC
CTGGCGTATTCTGGTCCTTCCAGCCCTGAACGGCGAGGACCGGATTGTTACCGCGCCACA
TCTGTCAAAAAAAGGATGAGATTGGAATCGCTGGCGTATTCTGGTCCTTCCAGCCCTGAA
CGGCGAGGACCGGATTGTTACCGCGCCACATCTGTCAAAAAAAGGAATGGGGCCAAAAAA
ATGTAAAATCTGCCACAGAACCAAAACACCTGATGGGGATATCCAAAGGGAGTTTTAAAG
GTATTATGGGATGGCCTAACGTACCGCTTGGTAGCGTGAAATTTTGCAAATTTCCCCCCA
ATTTGTTCCAAAAACATTCTCTGACACAGCAGCTTACATGACCTGAAGGTCAGTTTGCCG
CCGTTTTTGAGCGTTTTGAAGGATTCTGCTGTCGCTCCAGCTTCANAGACACGACTTTCC
AACCTGCCTGTCAGTTCAAAACGGTTTGTGTCGATAAAAACACAGCAGAACGACGCACCT
TGGCGGTCTCTGCGGCCTCGCTTCTCCA
>AU180355 ID   AU180355   standard; mRNA; EST; 544 BP.
ATTATAATGTTAATCCCTCTAAAAACAACCCCAAAGCAGTGTTTTGATGAGTATTCCTCT
TAAAAACCAGCTGAGCACCAGTCCCTCCCAATCCACGAAAATGAGCGAGACCTCACATTG
TGATGTCACAAAGTGAGGACCCGCCCCTTCCAGGAAGCGTCTGGACTACCAATTTACATT
GGAGCTGAACCGCACTGTAGGCATGGATCTGCTGCAGCTCTTATATCCAGTAGGTAGGAC
TATCTGACAAGGTAGGACATTTGGATAGCTATATCTTTCATTTTGTGCCAGGAAAACGTC
ACGTGGTAGGATAGATGGTTAGCTCTAGGTCGATGTCATGAAATGGGCGGCACACACGCG
GAGCTAAAGCCGGTGCCTCCAAGATCGAGTCGTATCACTTCCCAGTAGATAAATGAGCTG
AAAAAATAACTATTCATACAGAATGTGTTCTTTAGTGTGCCACAGGTGATTTACTATTAT
ATACAGTGCAGACGGTGTGTCCAAACTTTTGGTCCGTACTGTATATGGGATATAGTTTAC
TCTG
>AU180356 ID   AU180356   standard; mRNA; EST; 356 BP.
CGCCTACACCAAGCTGTTCGAAGACTACAACGAGCTGAAGGAGGAGAGGAAGAAGAGAGA
GGCATGTTTGAGGGAGTCCCCATGGTCTCCAGCACTCATGAAGCCTTTGGAGCCTAACGT
GACATGACTGTTGACGCTGCAGGCCCGGCTGGTGGAGAAGGAGCTGGTGGAGCAGCTGCA
GCGCCAGCTGACCACGGCCGAAGAAGCGCTGGCTGCTAAGCAGAGCAAGATTGACATGAT
GACCCAAGAGATGCTGCTGAAGGAGAAGGATCTGGAGACCATCTCCGTCTTTCAGGCTCA
GGTGAGCAAACCTGGCCTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTT
>AU180357 ID   AU180357   standard; mRNA; EST; 358 BP.
ATGATCTGCAGCGTGGTCGTCTTCAAGACCAAAATGTCCAAAGTCAGATACCAACCTCTA
CCAACCTACGAAAACTAAAGCTTGTAGAGGTGCAGGTTGCAGACCAGTTTTTATCCTTCA
GCTCACGTTTTGGGAATCTTCATATATGTATGCATTTTAACAGATTGTTTTTGTATTGGC
GTTGGAAAATACATTCATGTGCTAACAATAAATACACTATACAAATAAAGAAATAATGGA
CAACCATTTAAGCAGTAGTCTAGCAAAAACTTAAATCCATATTTTGACCCATTGCTTTAC
AAAAAAAAACTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTTTTACAACGT
>AU180358 ID   AU180358   standard; mRNA; EST; 426 BP.
GCACTCCGTCCGAGTCCGGCATCTGCCGCTTCACGGCCTCTCCGCCCAAGCCTCAGGACG
TCAGCCGGGTCATGAACATGGCTGTGCCCAAGGCCCACAGACCGGGGGGCGAGCTCGTCC
ACCTTCCTCCATACCTACGCATGGACTTCCTGTTGAACAGAGGCATGTCCTGCTCTGGGT
CATCCAGGGGGGCAGCGGGAGGGGAGAGGGCAGCCATGGGTCAGACCTGTCTGGAACCCC
AGAAAAGTCGCTCCCTGAAGCGGCCCTCTCGCATGGCCCCTCCAACGCCTACAGAGGCCC
CCCAGGCCAGCAGGGACTCAGCGGCCCAGTGGCAGCCGGGCTCAGCAGCAACGCTCCCCC
ACAGGGAGGGCTCAGAGCTGGCCCAGGCTGCCAAGCTCAGCACCTCCCAGGAGTCCCTGC
TGGACT
>AU180361 ID   AU180361   standard; mRNA; EST; 292 BP.
CACGAGGTGTTTTCAGTCATGTCCACACAAAATAAAGGCTGAAGTTCTTCCCAAATCTTT
ACGTGCAGCTCAAATGCACAGATGTGAACTGCATCCAGGGCTTAATGTTGTTAGCACGTA
TTAGACTAATCCTAAACCTGCTTCTTCCAGGTTTGTTTGGCCAAGAAGGCGGCACCTGGC
CGATTAAAAGAAAATTATAAGCCAACAGGCACTTAAAAATAATCATAATTTGCCGCAGCT
TTGTTTGTTTACAACGGAACTCGCTGGGGTTAAGACTGGATTTTTAAAATAA
>AU180362 ID   AU180362   standard; mRNA; EST; 625 BP.
ACCGACTTCATGACTAACATCAGTTCTTTTGGCAGAGGGACGTGCTGCTGTGAGGAAACG
GTGACCTTTCACAGACTGATGCTCCGTCCCTATAAGAGTGAGTGTGCTCTGTGTGCGGTC
CAGCTCCTTGGAAGTTAACTCCACCCATAATAAAGGCCTGTTAACCAGCGCTAATCGCTA
CTGCTAACAGGATTGGAGCACAGCAGTTACCCAGCCTCTCTTTTTTTCTTTGTTTTTACA
CAGAGAAACGATCCACAAAACACTTTTCTTCACTAATGGAATGAGGGAAAAAAGGAGAAA
AATGCTGGCTGGAGAGAAAATGGTGCTGTCATAGTCGATGTTTCATTTTTCAGCCAACAC
ATTAAGCTGGTGTAAGCTTACTGGACCTCTCCCAGGACAAAAGGGTTGCAGAAATGTCTG
CGTTTTCCTCTTCTGTCAATCTCCCCTTTTTCCTTTGAAGGCTTTCCTTTTACTGGAGGA
CTTCCCTTCACAGACACAAAAAACTGGAATTCTGCCGTACATGAAAAACAGCAAGAAACA
TATGTTTCCCTGAGAAATCAAAGTGGAGAACCCAACAATCTCTTTACGAAAAAGACAGAG
GTTTTCTTCAGCCAGGAGAATTAAA



>AU180364 ID   AU180364   standard; mRNA; EST; 455 BP.
AGTGTGTCCCGTTGTAAACAAACCTTTGCTGTCACATATATTTATGCAGCAGCTCGGTAA
TATACGAGGCGATCTTCCAAACGTGCTTTTATTAATGTTATGAATATTATGAAGTGCCTG
TTCGCTCATCATTTTATATTTAATCCTAGTGGTCAGTGCTTTTTTTGTGGAAGAAGTACG
GAGCTGGAAGAAGAACCCAGTGTTAGGCTAACAACACGGGCTAACAACATTAGCCTTTTG
ATGGACACAAAATCCAGGATCGACCATGTGGAAAACGCTGCAATCTGCATCCTGGCTGCA
CGTAAATGTCTGGGAATAACATCAGCCTTCATTTGTCAGGGCACACCTAGAAACACAATT
CCGTGTGATTTTTTGAACAGTTTCTAATGACTGAGACGGCTGTGTAAGCTGGCGGCTCGA
CCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTT
>AU180367 ID   AU180367   standard; mRNA; EST; 142 BP.
AAATGTTTCCATTTATTGAAAGCAGGTTATCTGTAGTAGGTTGATTACTTTATTGTCATC
ACTGCAGATTAGTAATCAATTTTCGTCACAATGTTTCCATTTTTACAAATGGAACATTTT
TGTTTCACAAATCTTAAGAAAA
>AU180368 ID   AU180368   standard; mRNA; EST; 316 BP.
TCAATGTCACTAAAACACAAGCACGTGTGTACATGAGGCAAAGGAGGCCCAAAAGTGCAG
ACTGTTAATCATTGAAGGCAGTTATCTCAGCCCAACCTGGTCACAACGTTGCTGCTGTTG
AGCTCCTCCACCGAACCCCAGGATGGATGCCTTGGTGTCAGGAGGAAGAGCGTGAAAGGG
CTTGGTCCTCAATGAGTTGCAAACCTCCGTCTTGTAACCGTGAGACTCTAAAAAGATGCG
GAGGGCTTCCGACACCGTGCTGCGAGTCAGCTCCAACTCAACCAGCTTGTCTCCAAGAAT
CTTTACAGACTGAATG
>AU180369 ID   AU180369   standard; mRNA; EST; 476 BP.
GGTCCTGGCTGTCGTCAAGCATGCGCACAGACAGAGTCTCCTTGGAAANGAGGAACTGCC
TGAGGAGCTGCTCCAGGTTCAACAAGCCTGCCAGNTAGAAAAACCACACCAACCCACACA
CAAACACACACAGACACGGAGAACACATTAGCAAAGCGTACCGGTAATTGTGATGAAGAA
AAGAAAAAGGCTTTAGTGTTGTCGTCTCATAAAAGCAGAGAACCATTTGCCTTCATTTAT
ACCACATTTATCTCCTGTTTCTTGTGTTTGCCATTATTAGCTTGTCACTGGCCTGACAGT
CCACTTTACACCTCCTCCAGGCTGCATCAGTGGTCCTCCTGACTACTGGGCAGCGCATGA
CTTCTTCATCCCCTTATTATTAAGGTAAAACATATAATCATAGATCAACAGTCAGTTATG
GCTAAGTTGAACAGTTTTCTAAGTGTGCTCCACGTTTTAGCTTTATTCTTGTAACA
>AU180371 ID   AU180371   standard; mRNA; EST; 528 BP.
ATTGAATGGGGGTGTGTGCATAATGTTTGCTAGGAAATGTTTGTTTTCTCAGTGAACCAG
AGCAGCAAGTTTTAACATGCAAACATACAGTGGAAATACTCATGTATGTGTGTGTTGAGC
TGACTCTGTGTGTGGCCTGGGCTGTATGCAAATCACAATTACTGTTTGCACACAAACTCT
GGCCACATGAGTTCACGTGTGCGAGTTCGTTGGCAGGCGGTGTACCTGGACAATCAGCCA
TAATAAACTTCAGCAGAGACTCAAGTTCATCTGAAACTACAAACACAAACACAGAGAAGG
AAAAATAAAAGAAAAGAAAGAATAATAAATTAATCCACTTACTCAAGTCCAACCCTAAGA
GAAAACAAATTCAGGTTTTGGAAGAGTGTGGTCATGCCAACAGCGGTATCTGCTTCAGCT
GTTTGACAAACTCACCTCATTATTGCCTCGCTTAGTTTTAGCATTTGTTTATATTTTCTA
GTAAATAATGAAACTGATGAGGAATTAAAACTTAAATCCAGGTTAATG
>AU180372 ID   AU180372   standard; mRNA; EST; 527 BP.
CGTCGATGTTAATATACTACTTTTGGCACACAAAAGAACGATTTTTTAAATGAAATATGA
GTTATATCTGCAGCTCATTTTCCCACCCAAAAGTAAACCAACTCCATCTCTGAGGCTTTC
TCTTCTTGTGGGTGCCGCTCATTTCATGACGTCAACCTAGAGCTGGCCTCGGCAGCGTCT
GCGTGTCGGTCTTGAAAACAAACAACTTTTGCAAAGATGGATGTGCATATTAGTGCCCGT
AAAATAAAAGCGTTTAGCCGATCACCCGGCTAAACGCGGAGAATGTTGTGTTAGTATGTT
AGCTTGGGGGCGGTTCTGGCAGCCCAGACTCTTCCTGAAAGGTTCCTCAGTTATCTACGT
CGGAATGTGAGAACCCACTTGTATTTGTGGATTGAGAGGGGCTGGTGCTCAGAGCGCAGG
TTTCTAGAGGACTACTCAGAAATGCGCGAATGGATCAAAATACAGCTTTGGGGTTGTGTT
TTGTAAGGAATGAACAATATAATACACTTAACCCTTGTGCTATCCAT
>AU180373 ID   AU180373   standard; mRNA; EST; 272 BP.
CCCAGCAAGCCGCTGCTGTTTCTGGATCCATCATGAAACTTAGAAGGTTTGGAGGAGCTG
CTGGAACTACCAGCAGAAGGGCTACATGACGGCTGCTTCAGAGAAAACCTAGGAACCCCT
GGCCAAAAGATTAATGAAAAATTGAATTAAAAAAACAACACCATATTAACAAATTCAAAA
ATAGAAATTGCTAGTTTCACTTTAAGAGTCATTTGCTTTTCTAAACCCGACATTCGTGAC
GCAATAAATCTTCAGAGCAAATGTTTTGATTT
>AU180376 ID   AU180376   standard; mRNA; EST; 280 BP.
AGATGAGCACAAAATCCCAAAACATCTGTTATAAAACAAAAGAGATATGCTGGTACCTGA
AAACACCAGACGGACAAACTCGACATTCCCAGAAACATCTGTTGAACAAATAAATCAAAG
TTAGTCATTGTAACAGTAAAGGAAAACAGACGACCATAAAAATGTTTAAATAAACCCACA
TAACAAAATGGAGCCTAGTTTTTTACAAAAAGAATACTGGGATAATTGCAAGGCTAACCT
GCAGGCATGCAAGCTTGGCACTGGCCGTCGTTTTCAACGT
>AU180377 ID   AU180377   standard; mRNA; EST; 580 BP.
TCGGTCCACATGAAGGAGGGATCTCTCCCAGGATGGACAGGTGATGCACCAAAACTCTGA
GAGAAGAATTTGCTAATCTAACTCTACAAGTGTAGCAGCTCATTAAAAACACAAAAACAC



ATAATTGTCAGTGGAGTGGGTCTTTAAATGGTCTTTCACATTTAATAAAAATGATTATTT
TTAAAACAGAAAAAAAATCGCTTTTTATTAAATTCAGTACTCTTTTTATGTGGTAGCATT
ATTATCTCAGTTAAAGCATGTTTGGTACAAACTAAATAGATTTTAACCCTTCCTTACAAA
CCACAAGCCTGGATTGTTACATGCAAGCGATCTCTGCATCTGTATATTGTTTTGAGTCTG
AAAAAACAGGATATTTCCAGTAGGTATTAGCCCTCAGAGGTGAATGGGTGTTTTATCACA
CGTGTATCCTTGTAATTAACCAAGGCTACCCTAGAATACACTGTCTATTCTTTTGCTTCT
CTCCTTCTCCTTCATTTCTCTGCTCTAATGGAAGGAATGAAGCTGTCTCTGTTCATATCT
GCAGCTGTGCAAGCTTAGCTTTCAACTTCGTCATAATGGC
>AU180378 ID   AU180378   standard; mRNA; EST; 566 BP.
CTTCCTCCCACCGTCCAAAAACCTGCTTCATAGGTTTTTTTAGTTACTCCAAATTTTCCC
TTGGTGTGAATGTGAGTTTGTATAGGTGTGTGATTGTGGCCCTGCGACAGACTGGCCACC
TGTCCAGGATGTCCCTTGCCTTCGCCCACAACTGTCCGTGATAGGCTCTGGCAGCCCCGT
GACCCTGAAAGGGGCAAAACGGGTTTAGAAGATGAGAATGAATGTAAAAACAACTAAGTA
TGATTAATTTGCTGCCATCACATGGGTGTTGTCCACTGCGATGGCAGCAAAAATAATTCA
GCCATCATCATCGATTTAAGAAACTCTGACTCCCTCCTCAAATCCAGACTCAAAACCCAC
CTGTTCAGGAAATCTTATTTATAATATCTCTTCACTGTGTCTTTTTTTAATCTGTTTTTA
TTTGTAGAGTGGCCTCAGAAGCCCTGAAAAGCCTTTTATAAACCTAATTATGATTGTTAT
TGGTATTATTATTATTATCATTGCAGTCCAATGGAAACTTTTAATTTTGCAAAGTTATGT
TACCATCCAATGTGGTATAATATTCC
>AU180380 ID   AU180380   standard; mRNA; EST; 243 BP.
TTATTACACAATTACGAGTATGAAGCCCATTAAGATGACTATTTTTATGAAAAACATTGG
GCTAAATGCACAAAATTGAATTGAATTGAATAGTAGGGACAGCTTTCAATGAAAATAATT
TGATTATTTCATAAATTATGGCAAAGTTTTGTTTTGCAAAGTAAAAAGTGATAACTATAA
CTAAATGGGTTTAGTATGTGTCAGTGTCGTGGCTAGAAATTATTTCTGAGCTCAATAACA
CCC
>AU180381 ID   AU180381   standard; mRNA; EST; 661 BP.
ATTTCTTTCAATTGCTCATTAATCTCTTAAAATAAAAGTTACAATGAAACAGTACATTTT
TACCTTCATCAGCAACCCAATATTTGAGCTGATTTTACAAAAAAGTCTTTCTGTTATCAT
CAGCTTGTTCCCTTTGTAGAAATGGAGAGAGTAGAACTCAGCCATATTGACAGGAGTGTT
AGTTGTTTGGCTGTTTTATTATCATAAGACAAAAATATAATAAAAATGAAGCTAAATGTC
TCGCTTTCCATCTTTCACAAGTATTATGTAGGAAAAACTTTGATGCTGGACGATGTTTTT
CAGCATATTTTTTTCAAGTGATTGAGTGCTATTGTTAGAGCTTGATATGCAATCTGCTGA
GTGTTTAGTAAAAGAATAACTCTTACTTCTCTGTCCAGGAGTAATTACTGTATTTCTTGG
CCTGAACATGAAACAAAGCATTGAAATGCTTTTGAAAGCTTTATGAGAGCAAATCTGTTG
AAAAGTGGGAGCCATTGTCCTTTGTTTTTCTTTGTTCAGTAAAATATGAATTTAAAATAC
AAACACTGTCATGGTTCTAAAGTACCGGCAATGTACAGGGTTTTTCAACATCCATCTTCT
ATTCTTTTTTTGNCCTTGNGCTGGATAAGCTGCTGGAGCCTGTCCGTGCTGCTTCAAGGT
G
>AU180383 ID   AU180383   standard; mRNA; EST; 603 BP.
TCGTATCTTTGTGTTTGCGTCTTCACTCGCCTTTAGTTTAACTGAATGCTCTACCCGGTT
ACGTCATAGCGCCATGATTCTTCTTCGGGCTGTTTCCATCTTTTGGAAGCGTCTTTGGTG
TCCAAAAAAGACCCCGAGGGCAAAGTCATTGGAGTCTTCAAAGTGATTGCATATCAAATC
TAGGCACAGACATAATCTACAGACGCAGTTAGTGGGACGGCCGCTAAGTAGCGGCTGCAC
TGCCAGGGGCATCACGCCTGTTCAAGCCACGAGAGAGCAATCTGTTCTTCCTCTGAGTTA
TGACCAACTGTCCTTTACCTTACGTTATCTCATCTACAAACAAAACCTGTTTCATAACAG
AATCACTTAACGAGGTTACAGTTGGGAAAATTATTGCTTTGACAGAATATTTAGGGTCTT
TAATGCAGGTCAGTTTTGAAGTTTTGCAATCCAATAGTTTAGCTTCCATCTATTATCTAA
ACCTTTTAGTTTGGGGTCACGGCCATGCTGGGCGGGTGCTGGAGCCTACCCAGCAACAAA
TTTAATTATGTTCATTGTGTCTACAAGTTTAAACAGTGTTCTTAAATTAACATGTAAGGT
ATG
>AU180385 ID   AU180385   standard; mRNA; EST; 589 BP.
GCAAGGTTACTAGGGCGGATGACTGGGGTAGCAGGGATCAAGCCGCCGTCCCTGAGCCTG
AGCCACTGCCACCCCATAATTAGCCTTCTTGAATGTCCTAGACCCTCCGGGTTCCTGGAA
CCCTCTTTGGTACGGCACCCTGATGGTTTCTGAGTGCAGCTCTTTGTTGGTGGAACCTGT
TGGTGTTTTCTGTCATGGCAGGAGGTTCCTCCAACACAGGAACGGCAGCTCTGGCTGGAG
CTCTTGGGGGCCTCAAAACAGCGTTGGGTGGTTGTTCTGCGTACTTTGAGGCTTTGTCTA
TCCTAGCTAAGTGTTCAGCCTTCTGCCTAAGTCCTTATATTCCTGAGACAGCATCATGAT
CGCTTGCTTGAGGCTGTTGACTTCTCTCTCCAGAGCCTTTTTTTCATCTTTCAGAGAGGA
GAACTGGAGAGTCATTTCAGAGTCTTTCTCAACTTTTTTCTGGATCTCCAAAAGCACTTC
TTGTAGAACAGCATTTTGTTCTTGCTGAGCCTGGAGGCGATCAGTTTCCTCTTTGCACTT
CTGTTCCAGAAGGTCAGCAGAAAAGCCATTGTCTCCACGGAAGCCTGCC
>AU180387 ID   AU180387   standard; mRNA; EST; 275 BP.
GTAAGTTAAAGGTAGTTTTAATTCAGAGAAACAGGATTTGCAGGGCAAAATGCGTAGGAG
ATGGTCTTGAGGGCGAACACCGTGGTCCAGAGGGAAGCCGAGACAGGAAGCAGCGAGAGG



TGAGTGCAGTCTTTGTGTTCCAGACGCGAGCAGGATCCTGAGCAGTAGACAAAGCAAGGT
ATTAGTCAAGGAACGAGAACCAGAGCGAGACAATACATGAATCGGCCAGCCTGCAGGCAT
GCAAGCTTGGCACTGGCCGTCGTTTACCAACGTCG
>AU180389 ID   AU180389   standard; mRNA; EST; 346 BP.
CGAGAGCTCTTCATGTAAATGCCTCAGGACACTGATTGTCACAAGAAGAGGACTAATCAG
AAATGAGTAGAAATAACCTGTTTTATTATTCTAAGGATAGCTCATCACTCTGTACACTCA
GTTCCTGCTTTACTATCTGCACTACATTCTACTTTGATTGAGAAAAAAGTTCAAATCCAA
TGTCAACTCTTCATTTCTATTCTACTTTTCTATTTTTACATTGTTACATGGTACATAACC
AGTGGCTCTACCAAAGGCTTCAGCAGAGCATCAGAACGCTGAACAGAAAAGCTTCAGAAA
AGAAAAGGACTTTTTGAGATTTAGGATTGTTTGGTCGATTTTCCTC
>AU180390 ID   AU180390   standard; mRNA; EST; 563 BP.
GAAGAGATGAGGGAAAAAGTAAGAAAAAATGTACATTAAATACTTCATTGGAATTTGGCA
CTGCAGGAACAAATATTTCAACACACTTAATTATTAGAAATTGTCAAAAGTGTAGAATTA
GAATTTTAAAATATTCAGCTGGATCCATTCTCAAGAGGATTCGATTTTAGTGATTCAGTC
ACATAAGGATCATCAAAGCAGCCTTTCTTTACCATGGAAAGTCTTTGAAAAACAGTTACT
GTCATGTGGAGAGTCATTGTACCTCTGCAAGCACAAATACCTCTAAATTTATGCTCCTAC
CAAATTTAGGATATTATGTTTAGGCCTGGTGGAATGGTTGCTGCTCTCACCTCACAGTGA
AAAGGCTGTGGTTCAAATCCCGGCTGGGTCCCTCGGTTTGGGGTTTGCATGTTATCCTCC
AAGCACTCCGGCTTCCTTCCACAGTCCAAGACATGCTCTGTAGTAATTGCTGTCTCTGCA
TTGCTGCTGTGCATGTGAGTGTGTAGTTGTGTGGCCCTGCAACAGACTGGCAACCTGTGT
ACCTCGCCTTCGCGCAGCAGTTG
>AU180391 ID   AU180391   standard; mRNA; EST; 541 BP.
AAAATTATAAACACAGNAATTCAAATATGAGAAACTAGTTTCAGACTAGTTTAAAAAAAA
GATAAATTGTGACAAGTACATGTCAAAAAACATACAACTTGCTCACCACGATGCCAAATG
TATTTAAGATTATAAAGTAAGGCACTCAAAGGATGTTCAAGAAGTACAAGAATGATCTCC
TGTGTTTGAGAAATACATTTTCTTTTACTGATTTTTAAAATGGACAAAAAGCCGACATCA
GTGTGTGAATGTGTGTGTGCATGGGTGAATGGGACTGTGACTGTAAAGCGCTTTGGGCCT
TCGTAAGAAGGTAGAAAGCGCTATACAAGTATACCCCATTTACCATTTACCATTACCATT
TACCAAAAACTTTAATGTGTGATTATTACTTCTTGCACAAAAGAGCGTGTAACTATTCAA
ACTTACAAAAACAACAAAAGCTGGGAATAATGTTGATAGTGCTGCCTGATTGTCCAGAAT
AATTCTGGAATCCAAAGAATATTCCTGGAAGAGTGACCCTGAAAGAACCAGAAAGCCCTG
C
>AU180393 ID   AU180393   standard; mRNA; EST; 596 BP.
GTTACAGAGGAGGAGACGGAGAAATCACAAGGCCAGACACAATAAAGCCAATATTTACTC
AACTAAAATATCAAAAGCAAGGTGTGCTTCCTGTGTTAGCACAAAAATAAAGCAAAAGTA
TCACACTTTGGTTTTTCTTTAAAGTTCTTAGCAACGTGAGAAACCATCCACCTTTTTAAA
GTCCATGTATTTAGAAGCGGTTTCCCAGGATAATTGCTACACTTAACATATGCAGATGAA
GACATGGGGAAGAGTGAAAACAAAATTGCAGAGACTAAGTGCTATTATGTGGGAGTATAG
GTGGCAAAGACTGCAATTACCTTCCCATTTAGAGACAGAACTGTTCCTCACCCAGTTTGA
TGTGATCTCTGGGCAGAATAATTGTAACTGTAAGTTGCTTATTCATACCATCCCCAATTG
AGTTTAATTCTCAAAGGAACTGACATTCTTAAATGGGAAAAAAGTTTAATACATGCCAAC
CAACAAAAACATTTTAGCCATTTTGGGGTTTGTTTAGCCAAATATTTACGTAAGGCAGTT
TAACTCATTACATCAATCAAACTGCACAAAGTTTATGACAAAATCTCAGGATAGAT
>AU180394 ID   AU180394   standard; mRNA; EST; 193 BP.
CTGACTTAAATAGGATGCTGAGCAGGTGAGTTAATTGACTGACCCGCCTTAGGGGAGTAA
CCTGTAACTCTGCAGAGTGTGCCTGCTCGAAAATGCGACGAGTCGCTATTAAATGCCCCA
TAGTACCTACCTTTTCTGTTTTTTTTTTGTCAATAAAAAAAAACGTATTTTCCAGAAATA
AAACTAAAATTCT
>AU180428 ID   AU180428   standard; mRNA; EST; 522 BP.
CAACGTACGAAAATTATGAAATCTTAGTAAAATATGCACAAATGCTGATTCATGTCTTTA
TGGTATTTTTTAATATATAAATGTCTTGACTTTTTGCAGTCAAGCACTTTGAGTAGATAT
TAAGACCACATCATGGCCTCTTATCTGCCTCGATGCTCCTCCAGCTGCCTCTGGNTACCT
TTTGTCCATCTTCCATTCTCTCATCTTATCCAAGCATGCTTCCCTGAGGTTTTCTCCCTA
AATTTAACCTAAACTGAGGCTGAAGGCGATGATTACCTCCTGCAAGCTCCTCTGCTGTGA
CTTATCGGCCTGTACTTAGTGGCTATGGGATGTGCAAGAGGAGCAATCAGTGGTCAGACG
GCTGTAAAAATAAAAGCTCATTCGTTACGAAGTTTGAAGAGTTTTTATGCTTGCTTGGTT
TTTAGTCAGGTTCTTAGGAACTGGTTTTCATTATAGCATGTGTGATAAAACATCAGAACA
TGTGGNGGACACTGATTTTCCAGATGATGCAGGTTACTGCAT
>AU180429 ID   AU180429   standard; mRNA; EST; 639 BP.
CACTGAATTTGGTGTGTTTGTGGAGAAAATAAACAGAAATCAGAAAATAACCTGAAAATA
ATCTTTGATTTTCTTTGGTACAAGCATCAAATTTGGCATTGGTGGACCTTAGGATCTTTC
TGAAAAGTATGTTAACCATGGGAAAATCCAAGATTTTAAAAAATACATAATAATTATATA
ATTTAATAGTATTCTAATCTTACCCCTCAAGTTCAAAGGCCATATTTTTGAGATTGGGGC
AATTAGACATTGATTATTTTTGAAACAATTGAGTTTATGGGCGCCATCTTTACAAATGGT



TGCCAATTTGGATTTTTCTCTCGACAGGAGAAAGAGGGGATCCTAAAGTACATCCGTGCC
AAATGTGGTGCTTGTACCACAAAACACATGAAATTGTCTTAAAAATCAACCTAACCGGCG
CTGCTATGGGACTGCTGTCCCCAGATTAAAATAAAAACATGTCACATCCCGATTTTTGCA
TTTTAAATCAAGCTGATAAATAAAGCAAATTATCATATTTTACCCACTTTAAGGCACAGT
TGAAAATATATATGTCATGGTGCCTCTGTCAGCCCCACCCCTCTCTGCTCTGCTCTGGAG
GATTCCCAGCTGNTGCCACTCACCTCGTCAGCCACTCTG
>AU180430 ID   AU180430   standard; mRNA; EST; 599 BP.
TCACACCCTCTTGCACTTGTGTCCACATCACCAACTATTTTCACCAAAGTAAAGAATGAG
AAGCTTCAGTGGGTGAGAGGATTCAAAGGAACGCCAATAAATAAGAGAAATCAGGGAGGC
TGAATGTCAGGGGAAAGGAGTGCGACAACTTGAGGTCGGACAGTCCCTAATCATCCTCAC
TATGTTTGATGGATTTTGCCTTAATGTCTGATGCAGGATACGCACCTGCAAGTATGTATA
TTTACAAGATATATGATAGGTACCTTAGTATATTTATATCACGTCTGTATGCTTATTTCT
GTGAATATTTGTGCGTCTAGACACAGTGAATTCAGCGTTACCTTCAGAGGGGATTTGTTA
TGTTTTTGCTGTGCTTGGGCCAACACACAGAATGTGTTAAACGTCAATCAGGATCTTCTG
GATAAATCAAAGAAAAAAAATGATATTGTAACAAAGTTATGCAGGATGTTAAATCAGTTA
GCAAGGAAAAAGTAACAGTGAGAGGAAGAAGGATGTCAGATGCTGACGTGTCATCGCTCA
CTTGTTGGTTTTATTCCCTCATGTTTAACAGTATTCAGGATTTTCAGCTGAAAGGGATT
>AU180432 ID   AU180432   standard; mRNA; EST; 596 BP.
TTGTATCAGATAATACTCTAAATGCCACAGTCCAATAACCAAACACTATATAATACCAAA
GGATGTGTTAACTTTTTAACACCAGAGCTTAAGCTCCAGTGTTGACATTCTTTCGACTAC
AGTAACTCTGTAACCATTGTGCTATCCTAGGCACTTTAACATTGGGAGTTGGGTCATCTA
GACCCACTAGAGTGCGCTGAACCTTTTTTTCTTCAATGATTTGTAAACCTCAATGGTGTC
CATGGATTACATGAAATCTTTCCGCCTTTATCCACCTTTGTCATGGTAGGGAGAACACAT
CAATGTAAGGGTGGGGTCACCTAAGATAGCACAAGGGTTAACCGTTTACACAACTAACGT
AATTCCCTCCTCGGCTCCATTCTGATGCATCCACTTGCAGACAAATAGATCCATGTACGT
CTTTGTTTTCCTCTTCTGAGCTGGACCCTTGATCAGAACTGTCCGGCTGGATAGCTCCGA
ATTTTTTGTTGCACGGCTAATGTTTTGTTGCGCTTGTGAGGGGCTGGAAGCTAGCAGGAG
AGCGTGTTAACAGAGGGATGGCTGAATGTGGGGGTGAGTTTACTCTGTGCCAACAA
>AU180433 ID   AU180433   standard; mRNA; EST; 383 BP.
TTTTCTGTTTTTTACACACTTAGACTTATGTAAAGGGGGGGGGCATGAAGCTACCACAGT
CTTCCTCACTGATCTTCATCCAGAAGGAATCTGTGGAATCAGNTTTCTGGAAAACCAAAT
TCCAAAAACCTGAAATCTGCTTTTTGGGGTTTAGAGTAAAAACTGATTTAAATCATGAAA
TTAGAGATAAAAACAGAAATTCTCCCCAGAAAACTAAATGGACCTTAATGAATGAATAAC
CATGGGGGGGGGGGCAGNGTCTTATATGAACATATCTAAATGTACAGAAGCGTTTTGCTT
GCGGCTCGCTTTGAAACTTTGNGGATTTCATGGCTCATTTCTGTACAACTGTCACTCATT
CAATAAACAACCCAAAGCTGTAC
>AU180438 ID   AU180438   standard; mRNA; EST; 434 BP.
GCGCTAATGACAGCCCTGCGTGTGAGTGAGACTGTGTCAAAGCAAAAGATTTTTTTTTTT
TAAATGNGGGAAAAGCCAGACAGCTGCAATAATGGAGTGTGTGCATGTGCACGTGGATGA
GTGAGTGCATGAAGATAGCATTAATAAGTATCATAATCAGAGCTGCTAACACTAATGAGC
TGGGCCTTTGAAGANAACCGCCCGGCGAGGGCTCCACTCATGCCAACTCATTAGCTGACC
TGAGGAGGGCCCGATTAGAATGCTTTTGATGTAATTTTCAAGGATTTTCCTTAAAAAAAA
TGAAAAAAGGAGAAAACTTAAAAATATTAAGAAGTGAGATAAATATTGCACTAGACTTTT
TTTTTCTTCCAAATGATGCTGGGGGTTGCGGTTGGTGGGGAAAGTGGGAGGTCATTCACA
AAGAAGACTTCAAA
>AU180440 ID   AU180440   standard; mRNA; EST; 408 BP.
GGCATTTCAAAATAAAGCGGACAATGGAATNTCAAGCAATCAAAATAATAAAAGCACAAA
AGANGACCAAGGACAGAGNTTCATCGATACGTGTCGAACTTAAGGTGACTAGTCATTATT
TAATTGGAAAACAACAATTTGAAAGGAAAATAAATACGTATCCACACACATGTAACTTAT
AGCCATTGGCTGAGTCATACATATTTGTACATACAATAAAAAACATTACAACAACTGGAT
ATTAAGAAACCACTGCCTTGCTTTTCTAAAATCACACCTGAAAATACATTTTAAAACAAG
AAATTACCATTTTTCCTGTATGGCAACAGTTATTTCTCTCTGTATATTTGTGTCTTCTTC
CAACCCGGCAGGAAAAACAACTTTTTTTTATTATTTTTTTAGAGCTTT
>AU180441 ID   AU180441   standard; mRNA; EST; 681 BP.
GTTGCCCAACGACGACTGACTCCGAGNACATCGGCCATTGCGGGCCATCGCGTTTTGTAA
TCAGCATAAATTGCAACAACAGGGGTATTATAGGCACTTGCCATATGTAATATTGAGGTG
TCAGGAGTTATTGCGATATAAGCATCTTTTATGATTGCTGCTGAACGTTTAATCGAGGGT
GGTAAGGATAAACGGTAGACATTATTATAACAATCCACTAATGCCCTGGCTTTATCTTCA
CCTTTGGGTCCATGAACGATCACTATTGGTATATCTGTTTCACTTTAAATTTTTGCTATT
AGATTTTCTGCAATCGATAATGAAAATGTACGTTCCTGCGAGCTACCTTCTAAATTGAAC
GCAATGTAAGATCCTAACGATCGCATTTCCTCGCGCACCTCATCGAGTACATCCTCACTT
AGTGGCAATTCATATATTGGCCTGACTGCTGGAAAACCCGCCTCACGCATCATAAATGCC
CATGTCATAGGTACGGGAGCCCGGAGTTTCTGATCCATACTGGACGCGTTCTTGCACAAA
GGGGAGAAGCAATTCATGGTTATACCAACAACCTGAAAATTCGTTTTTGCTTTCAACTGA



CTGATAAATAACATCGTTTTCAGGTTCTTTTTACGCATCCCCTCAATGCAAAGATCCGGC
GTACCGTATTGCTGGGNTATG
>AU180442 ID   AU180442   standard; mRNA; EST; 236 BP.
CTATCTAGACAACATTGCTCTACAAAAATCCTTAAATGGATTTTGGAGTTTGAGCCTCCA
AGAACGCATCATACACACTGCATAGCACTGTAGGTTTATAATCAAACTGCAGTTTTGATT
GTCTTTAATGTTATTGACCGTTCATGTGGCAACAATTTCAAAAGGATGGTTTGTTAAAAA
GAAACAGAAACTGACTGTCAATTTGATTAAGAAAAAAATAAACTTGTGAAATATTT
>AU180443 ID   AU180443   standard; mRNA; EST; 489 BP.
GAACAAAATGGAGATTAATAGCAAACACCCCAACTTGAAGCGAGGAAAAAGTCAAAACCT
GAGCTCTGAAACCATGACTACAAATAAACTGCATAGAGCAAAAAATGCATAATTTTATCA
GAAGTACATTCAAAAAAGAATAAAAGCTCAGCACGGGTGTCCCTTAAATGCATGAAACAC
ACCTAAGTGGGGTCTGCTGCTCCACGGAGAACCACAGGTTGGGGGCGGGACCTCTGGGAG
GAGTAAGGTAAGGAAAATCAAGAACAAAAAACAAAGCAACAAAAAAAAAGGAATGTTTCA
CCACCAGAAAGGACTAAATTCTAGTACAAGATATGGAAAGGATGCCATTTACTGGACTAA
AAAGTGAAGATCAGATCATATCTTATGCATGAACGGGGCCACAAAAAGCCCTCCTAATCC
AAAACTCTAAGACAATATTGCAAAACATGCATTTAATTGATCTTTCTTGCTGTTTATTTT
TGCTGAGGT
>AU180446 ID   AU180446   standard; mRNA; EST; 474 BP.
AAAATGCGCTTGTACTTTTTCAGGTCACACCTGGCTCGGCCCTGAAGNTGGGAGNTCATG
TCCACTGCATGTCCTGCATGAACCAGAGNTGTATGGTCAGACCTGAACCTGGAATCTCTT
GTGACCTTATGACCTGCCCGCAGGTGTGTGGCGCTGTGTTTCACGCCTGTAAAGTAGTTG
AGCACAAACATCTGTGTCCGTTGATGAAGGTCCCATGCCTTAACAGGGGCTATGGCTGCC
CAGCCACCCTGACTCGCAACCAGATGTACGCACATTTGGAAGTGTGCCCAGCCGGAGTTG
TGTGTTGTACAATGGAGTGGAACCGATGGCCCGTTAGCTGCTTGGACTACACTTCTTATG
AGAGCCTGAGCCGTGGGGTGGAAGATGTGGAGCAGCTGGACATGATGCTTGCCCTGCAGG
ATCAGCAAACCCTTCTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTT
>AU180448 ID   AU180448   standard; mRNA; EST; 290 BP.
GGTGGCTTGTGGTCCACTTCAGCCCTATTTTCTACATCACAGATACATGATCTGTTTTTG
TCTGCTCCTGATTCACAAGGATTTGAGTGAGGAAACACTCAGAAATGCAATGTTAAACTT
ACATTTNTTTATATNTGTCCTNTGGTATCANAAAAATGTCACAAGAACATGTTAAAAGCA
TTATAGAGTCTAAAAAATGCTGCANATTTCTTTATTCCAGNGAGATCAGATTNTGTTTGT
GCAAAAAAATGACTCATTCTTGACTAATCAGTGGTCATTGATTTTGGGGT
>AU180449 ID   AU180449   standard; mRNA; EST; 522 BP.
GTTTTCCCACCTCTTCTTAATTAACGTAAACTGTATTTTTTATTTATTTAAACTGTGTGT
GGGGGTTAATTTAAAATAAGGGGAAAAAATAATAAAATAAGGTTGTAATGTTAAAATTCA
AACTATTCTTAGTAGGAAAATTCTAATGTTAAATTCCTGTTAAGGGGAGGCACCGCCGAT
TCCCAGTATTGTTTTTTGTATTAAATTAAGTGATTTTTGTATTTCCTGTTACCCCTAACT
AAATCAAATTAGACGAATCCAGGACACCGCCCTTAGTAATACGACTTAATAACAGAGGGT
TATTCGTCTAGTTACATGGAATAGGTGTAACACAATGGGAGGCACCGTTGGGATTCAAAT
AATAAAATTTATATGTCATAGGCTCTTTGGAAAACAAAACAATGGCCTTTAAACAAAATC
ACAGTGTTCCAAATGTAAGCAACTGGTGTAGAGGTGAAGGTGTGGATACGTCACATGCTC
TAATGGCAATGGGTATTTCTGAAGAAACTCCGGTTGACAATG
>AU180450 ID   AU180450   standard; mRNA; EST; 424 BP.
AGATGTGACATTTGTGTTTGCACCTTTTCATTCGGTTGATGTGTAGAGGAAAGCATGAGA
CAAAAAAGACAAAAAAATACAAACAAACTTTAAATTGAAGCGTATAAGGCTTGCACACAA
TTTATTAAATATGGGACAATCAGATTAGAGGAAGTTTATCATTGTTTAAAGAATACTGGA
AGAGTGTTGTTCCTTTCATTTAAATATTTCCCTTTAGTCTCATGTGTTTAAGGAGTTATA
TTAGAGTAAAGTCCAGTTAGATGTCCACCTAGGCTTTTTGAATATGTCTTGGTACACTTT
TGTTAAGTTTATTCTCTCTCTCTTTGGCACATCAACTCTGTATGTTATAACTAACTTCAT
TTTTTTCAATGTTTTTTTTTGCCTCCGTTTCTTGAAGATCACTATTTAACCAAGTAACGG
AGGC
>AU180451 ID   AU180451   standard; mRNA; EST; 610 BP.
GTAAGTGCAAGGTTGATGAGACCCCTTTCAGCCCCCCACCCCCTCCCCCACATACCTTCA
GAGCAAGGAAATTAATGAGGAAAATGAAGCTAATAGTATAACAAGCTCAAGATGGAGAAA
TAGGCTGATGTGACGCTTCCTCCTGGTTGTTTGGCAATATCTGGAGGCGTCACTGGCCTC
AGACACTCATTTTCTTCCTGTCATAGTCAATCAGGGATTTCTGCCTAAAATAAAAGTGAT
GCTGTGCTGCAACAATGACCAGCACAGTGTTGGTTTTGGTTGGTCTGCATACAAAATTAT
TTCCCCTTTTTACTGCCATGGTGAGGATTAGACAATATCAATCAATCTAAATGAAATGTA
TGAAAAAAAAGTATCACTAATGTTTGGGTTTTAAATGCAATTACTAGTTCAAACAATCAA
TATGTGGTTATGTGGTCATTTAAATTGCATTGCCGCTGGAAAACCCCCCAAAAGGTTGTA
CTTACAATGTTTCTTTCAGCCCCTTCAGGAAGAATATCAATTGAGTTTGACAAGACCAGT
GGTATTGGTCCATCCTACCAAACACTTTAAACTCAAAACCAAAGCAGATACTTGGCAGAT
CTATTTGGCT
>AU180454 ID   AU180454   standard; mRNA; EST; 252 BP.



CTGCTGTGGACAGTGAGGTTCTTTAGTGTGTGCCTTTTTGTCTCTCACCTTTGTTATAAT
ACACTGCTACTAGACGCAAACCAACTCTACTGTCAACCTTTCAAACTTTTGAACTTTGTA
AGCTTGTAAAGTATTGTGATGTCACAAAGTTTTTTGCCCTGTTCTCTCCACTTCCTTAAC
ATCTGATTCACAGCTTAATGTATGTTGTAAAGAAATGGAAAAAAACCTCTTTAATTTAAT
GCAAAATGTAAT
>AU180455 ID   AU180455   standard; mRNA; EST; 537 BP.
TTAAATTTTTACCTGCCACAATCTCAAAGGAAAAATCAAAAGTCCTACCCCTAGGGATAT
TCATATTTTTATGCAGAACCAGGAGGAAAGAAAAAAAAAAAAATTAAATAAAAAGAGAAA
AAAGGAAGAGAAGGGGTATTGGGCGGGTGAGCCCAATTAACATTGTTGNGATCAGTAAAA
TGACTACCAAATGAAAATGTCACAGCTTTTCTTCGCCTTCAATTCAAGTTCCATTTTANA
ATCACTGCAGTTTCTTTTCACTTTTTCCTCATTGACTTGTTTTGGGGAGCATGATATACT
TGCACAGTTTAAACNAAAGGAAAAGTCTTACCCCCAATAACAGTCATGTTAGATAAACAT
CANAAGTCCCATCCAGACAGCCACCATCACGGTGCCTGTGCAGCTCCAGAGGAGGGGGCC
GGCCCGCCATCAGCCAGCCCATTCAGGAACTGTGCAGCCTNTTCTGGCCGCTCGAATGCC
CTGCTTCGGCCCCCATGCCAGACTTTGAGTGTAGAAGGATATAGCATTGCGTATTGC
>AU180456 ID   AU180456   standard; mRNA; EST; 477 BP.
CGTGGCTTGTGGTCCACTCAGTCTATTTTCTACATCACAAATACATGATCTGTTTTTGTC
TGCTCCTGATTCACAAGGATTTGAGTGAGGAAACACTCAGAAATGCAATGTTAAACTTAC
ATTTCTTTATATCTGTCCTCCGGTATCAGAAAAATGTCACAAGAACATGTTAAAAACATT
ATAGAGTCTAAAAAATGCTGTAAATTTCTTTATTTCAGTGAGATCAGATTTTGTTTGTGC
AAAAAAAAGACTCATTCTGGTTAATCAGTTTCATGATTTGGGGTAAAAAAAAGACAGACT
TTTTAAGGAGTCCATTACTTTTAAATCATAAACTCATGGCCATCGGCCTTCATTATCTAC
TGGATCAGCGCCGAGGTTCTTACCTCACTCCTGACGAGGCTGCAGTCCTGTTCGTCGCCT
CAACCTCCTCCCCGGCTTCCACCTGTGAGCTCCGTTAGGGGTAGTTATTATTACCCC
>AU180459 ID   AU180459   standard; mRNA; EST; 507 BP.
GCTGCCTGTTGCCCAACACCAGGATCATCATGTGCCTTTAGGTTCCTCAGCGCATGCTAA
TAATGTCATGCTTTATGAAGTGTTGTAGACATTTTGATGACATGTCTTTATTTTCCATAA
ATGGATTCTCTGTCTGCCTGTGGTTTAGTTGGTGTCAGACAGACAGAAAGACAGCTGGTA
TTGCAGGAAAACAGCTGCACTTTATGAGATCATAAATAAACTATCCATCATTTAGAATTT
AATATTATTTATTGATTGAATTATTTTTCTCAGCATCAAATGGTTCCGTTGGTCAAATTG
TTTCTAGTTTAAATAAGGACTGACAGTTTTTTTTTATTTCATGCACTTTAGGCTTCTTTT
CTGTTTTAAACTAGATCAGGGTTTCTGTGGCTAAATAAATGTAATATTTGTTGAAAGTGG
ATTTATATTGCTTTCTTATTTTGTTAATGTTAAAAGATACAATTTTAGCTATACTCACAG
TTTTTATAGATACTTATCCAATATATT
>AU180461 ID   AU180461   standard; mRNA; EST; 491 BP.
TAGTGAAATCAAAAAGTTAAATGTCTTGGGCACAGAGNTCATTATTAGCCAGCTAGCAGA
CGACACAACACTGTTTTTCCAAGATGAGCATCAAATTAAAGCAGCTATTGAAAAAGTAAA
ACACTTTTCCAAAGCATCAGGGTTAAACTTAAACTTAAAGAAATGTGAACTGTTGGCTAT
TCATGACACACCTTTAAAAGAAATCAATCATATCCCCATTAAATCGGAAGTTAAATACTT
GGGCATCTATATCAACAAAGACCAAAAAATAAGCCAATCAAGGAATGTGGGTGAAAAACT
TGATGAATGTAAGACGAGGTTGAATATGTGGCTCCAAAGAGACACATGGCTGCTGGATCT
GTCTGACAAAGATGGAGGGTTTGTCTAGATGTATTTATCCATCTTACTCTGATGCCATCC
CAAACAAAATGATAAAATCCATCAACCAAATGACTTTTAACTTTATTTGGAGAAACAAGC
CTCATTACATG
>AU180462 ID   AU180462   standard; mRNA; EST; 457 BP.
CACCATCAACAACCTTGTGCACCATCCATCCATCGTGCCAGAGCTCAGGTATGTCAGTAA
TCTACTTCCAAGAGGATACATTTAATTCTGTTCTCTCTACTCCAAAATTTTGAGGTTGAT
TGAGAAACCCACTTTGTGCGGGCGNGCGTTGTCTTTTTGGAGGACAGAGTTAAGACACAG
ACTGTCGGGTTGAGGGATCGTCACCAGTTGCAGAATCTCTCTAGACAGAACTGGCAGCAT
GCAGTTCTGTTGAGATTGTCTGGGGAGAGTGAGGCTTGTCGTGGTGCTAACCTTATAGAA
GACCTCTAGCACCCAAGCACTGATGGGTAGAAGTAACAGTCCTCTTTGGGTGTTATCATC
CTGAGACGCTCACTTCACTACCTGTCTTCTTAGTTAAAACAGTACTGGGAGTCTCTCCTC
GACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTT
>AU180463 ID   AU180463   standard; mRNA; EST; 589 BP.
GGGTGAAAAAATATAGGATGTTTCCATTGTGTGGGTTTTTGCTAAATTGTTTGTTGAAGA
CCAGGTCACACAGCCACTATATATATTTTGTGCGTTTTCCGCTTATGACATTTTGGTCTT
TGAATCATGCGCAATTCATAAGCGTAGATGTCCGTCGATGGTCTCTGCCAATGGGTCTTT
ATTCTGTTTTACTACAGTTTTAAAATGTTTAAAACTTTTTATTGGTTCAAAATTATGCAA
ACGCATTTCTTGCATAGTTTATAAGCCATTAATATGTGATTTTTGCTAGATGCATATTAC
ATTTTTGACTTTCCACGGCCATTCCACATACATCCATAAATGTCTAATGGACTTTTCACT
CATGTACCACCAATGTATATTTTTCATATCCTTATTCTCTTTGCCTGTCTGGACGGATTG
GGGTATAAGTGTGGGTTTTTGTCTAAATAATGTTTTGTTGACTAGCTTTTTTACTCTTTT
TTGCCTAATTATTTTATCCTGCTAAGTTTATTTCTTTCTGCATCATGAGTGAGAGGGCGG
GAGAGGATGTTGGCCAAACCCCCTGTGCTGACTTATGCTGCAAGATCTA



>AU180465 ID   AU180465   standard; mRNA; EST; 512 BP.
TACCTTAAGCTGCCATTAGATTGTTTTAACACATTTAAGGCTTGATATCGCGATACTAAA
TGTGTGATTTATTGTGCAGGCCTACTGTTGACATTCAGAATATTTATCCTGAACTCTTAA
TATTTACAGAACTTCCATCTTATCGATTACAACATGCTGGTGTTCACAATCATCCTTCTT
GCAAGGAGGCTAATTGCAGCGATTGTGAAAGAGGCATCACAAAGTGGGAAACTCTCCTTC
CCTCACTCAATATTTTTGGTAACGGCACGGTTTGCAGTGCTGACGCTGACGGGCTGGAGT
CTGTGCCGCTCTCTCATTTACCTCTTCAGGACCTACTCTGTTCTGAGTTTACTTTTCCTT
TGCTACCCGTTTGGGATGTATATTCCTCTGTTCTGGTTGAGCTGTGACCTCCGGCGAGCA
GGCCCCCTCTCCCCCATCGCCAGTATCGGCTCCAAAGAGGCGTGCGGCGCGAGCCGAGGC
AGGGACTACCTGTCCGTGCTGAAGGAGACGTG
>AU180468 ID   AU180468   standard; mRNA; EST; 550 BP.
CCGNCGGNNAGGGACNTGNNCTNANCGGGCGNTGTGAGAGCAACCGAGNCGCCTGAGTCA
GTGCACAAAGTGCTGACTCCACACATTCAGNTGTTTCCAAATGACAGCTCCGTCCGTCAC
TTCAACTGAAGCCTTCGTCGAGCTTCTTAAAGGACTGGAACGACTCCTGTGCCCGCATCC
CTACCATGTCGCAGCTCCCTGCCATTCTATTTTCTACACCAGCTAGAAGAGGGAGTTTCC
AGTGTCAGTCCCTCGTGAGCTAACTCAAAAACCAGCCGCAGTGACAGCCGTCGGGGAGGA
CGGACTGCAAATAAAGAGGAACAACACTTCTGTGGAACTGCACAGACACGGGCAAACGCC
ACTGCTCACACAACCAAGACATCAGTAATGAGGAAGTCCTCCAGGCTGAAAAATTCCCAG
CTCGGAGCTCACCTGGTATAAATTGTTCTGGATGTCCAGGACTTCTTTGGGGAAGAGCTG
TATCAGCTCCTGAGCGATGTGCGTGTCTTCATGGATGATTGCGAGGTGCAAGAGTCTGCA
TGAGGAATGG
>AU180472 ID   AU180472   standard; mRNA; EST; 480 BP.
CCTCACGACCAGTGGCAGGAGTCTACCCGGGTCGGCGTCGGCGAGCGCTCTCTGAAACTG
AGGCCGTTTCACGTGCAGGTGGACGTTGGTAGAGAGCATGGACCACTGGTTGTGCCTGGC
GAGGGTCTTGTCGAAAAACATGAGCACCAGGGTCCTGTTGTCGAACATTTCGCTCAGCAC
GGCGAGTTTTAAGTAAGGGAAGAAGCAAAGAGAGGCCATGATCACCAGAGTGTAAAAGCC
GTCTCTCCTCGAGTGCTTGTCGCTTTGCTTGTTCACCATTTTCTTCACGAAGCGCTTGAT
CCTAGCTTCGGGTGAGCAGAAAAGGGTGGACACGGCGGCTGCGCTTTTGAGAGCGGCGTC
CCTCACGGTTCCCAGATCTCCTAGGTCCGCTCGGACCCGCTCGCCGACGGTCCGGAACTC
GATACAGCCCGCGAGCCTGAACACTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTC
>AU180473 ID   AU180473   standard; mRNA; EST; 540 BP.
AAATCGGTAAAAGTAAACTTTTTGTCGTCCTTAGCAACAGTGGTTTTATGCTAACCACGC
CCACATTCCTTATATGTCCATGTCCAGTCTTTTTCAATGTATTCTGTTTCAGGCATGAAT
GCATGCATTCAATTTTCACTGTATTGTATTGAAATGCATGGGAGTTATAACAGTGCGCCA
CTTTGCTAGCTTGCCACGCACACGCCGCTCAAAATCTACAACTTCTAATTCCAACATTTT
TTCCACAGTAGCTTGCCATTGATGCCCAAAAAGTTTCGAGACAATCTATGAAAATTCCAA
CGACAAGTTTACGTTTGAATCTGGTGGTAAAGGTGTTTTTTATAGAAAATTCAAGATGGC
CGCCTTTTCCCGAGGTCAAAGGTCAACAAAACTCCAGAGGTAATTGTAGACTTATGCTAC
GGACATGCGAGTCAAATTTCGTGAAAATCGCTCGAAAAAAAGTTCATTTTTCCATATTGT
GTAAAAACGCGAAAAACGCAAAATGGCAGATTTTGGCACAAAATGGCCGCCAAACCGTAN
>AU180474 ID   AU180474   standard; mRNA; EST; 632 BP.
TGGAAGTGAAGCAAATCTCAGCAGAGNTGCAGTTTTTCTAAACTGAAATCACTGACATTA
AACAGCCTGAACATTCATGGAGCTGAACTGGACACAGAAAAACCTCCCTGTTGTGTTTCC
ACCCACCAATGAGGAGCAGTTTGATGAAGCTGCACTGGAGGAAGAATCAGTCCAGAAAAA
GATAGGAGAACAATTCTGACATTAAGCAGTTTTTCACTGATGTGTTCAGGTTTGAATCTT
TTCTGTCTGCAGGTCCATGAGCAGGACCCTGTCTTTGGGTTTTAGCTTGAAATGTAGTTT
TGGAAATAGAATCTGTCTGAATGTCTGGAATTGGAGACATGGAGACATCAAAGAGGTTTA
GATGGATTTTGGGTTTGACAGAGGAATCTGCTGAAAAGAACTGAACTACAAACTTAGAAC
CACAGACGACAAAACAGATTGTACTTTTTTATCTGCTAACAATTTTCTCTTTGATCTGAT
AAGGTTTCCTGTTTGTCGTTAGCTGGAGGGACTAACTAAGATCATGTGATTTGAAGAATT
TTGTCGGCTGCACTGACCAACAATGTCTTCTGTCTTTTCAACTGGAAGGGACAGAAGAGA
CTCTTNCAGGACACGCTGTTGATTCTGCATGT
>AU180475 ID   AU180475   standard; mRNA; EST; 338 BP.
GAATTTATTATCCTTATTTCCTTACCTTAAATTAATTACTAGTAGGTGCATTAAATGCCT
ATGTTTGTGTGTGTGTGTGTGTGTGTGTGCCTGCTTGTTGTCTTGTAAATTTTAAGTTCT
TTTTCGTCTTGTTNTGATATATGNAAAACTTGCTCANNTGTATCTGTCNGTTATTCATTT
GCTTGTTTTGNTGTATTTTGAGGACCCCCTTGAAAACGAGATGACACATCTCANGGGGCT
TATNCTCTAAACAAATAAATTGAAATTGANACGTCAAAACTCAAATCAACTTACACACCA
GGGCCAGCCAACCTTGGTCCTNCAGAGCCTCAACCCTG
>AU180476 ID   AU180476   standard; mRNA; EST; 612 BP.
ACAAATTAAACTAATTTTGAATTGAAGGAGTTTCATCAAGTTGAACAAAACAAAACTGTA
GGAAGTTTTATATCTGCATCAGCATTAATACGGATAAATTGATTTAAAAAAAAGTGAGTT
GAATAAACACTAACATTGTTTCTGCTACATCTGACATCATTGTCGTATCCCACCCAACCC
CTCCCTCCTTTTAGACCAGAAAATTGTCTGGTAGTCTCCCTTGGGTGCTCCCAATCACAG



CATCAAAGAAATGACACATGGCCAGAGCAAAGTAGAAGTCATTATGGCTAATTAGCCATT
GCCCTTTAAAGTACAAGGACCTGCTTGCTGCTGGAGCAAGTCAGAGCAAACCCTACTGAC
AGCTCCCACGCCACAGAGGGGAGGGACGACTAAAAAAATCTCAGTTCATTCCTGAGAACG
TCTCCTGTAATGATGGAGGAAGTGCACAGGAAAAATAAATGAGGGAACGCGTGCTTGGTC
ACAGGAACATCTGGGGTGGAGTTAGGGGCACATAGCTTCATGTGATGAAAGGAGCTCCTT
CTTTCCCTTCCAGAATCTACATGGGCATTCTTCAGGCTCACCCAAGCAGAACTTCACTAC
ACACACACACCA
>AU180477 ID   AU180477   standard; mRNA; EST; 467 BP.
TTTTTTAGTGGGAAGCACAAGGATGTGAGAATGTATGCTTCTCTGGGCTGGGAAGAAAGA
GATGTCTTATTGGTTTAAATCCTACTGCATTTACTGTAATATAATATATTAATTGTAAAA
CATATTACTTGTACTGTTAATGTTACAGGGGCCCATGTGAAATACCTTGTATAGAGGTTC
CTGTTGGTGTCTTTGCACATTGTTCTTCTGTCTTTCTTCCATTGTAAATGGATGTGTGTT
CAGATATATTATAAGTAAATATTCATCCTTATTAGGGGCCGTATGTGAATGGCACATCCA
CAAATGTCATATTTAAGGGAATCTGTACTGTATGTTGCCAATGACTTTCCGAAGTGACCG
CCTTGGGTTTGATGAAGCTAGCTGTAAGGGATTCCTTTCCCAGGACGTTTTCAGTAGGCA
CTTTAACCGAAAGACCATCATAGAAAAAAAATAAAATAAATACATTT
>AU180480 ID   AU180480   standard; mRNA; EST; 621 BP.
GGGGTTGTACACACCACAGGCCCGGCCCAAAAACCTGCAGCCCCTGTACCTGTGAAGGGT
TGTACAAAAGAGCAGACGCATCTTAAAAGGAGCACAGGTGGGTCTTGAAGTTCCTTTGAG
CCTCGCACGGCCACCTCAAAAGACATCGTAAAAAACGGACCGTTCAATTGTCGTGTGCGT
GTGATGTGCATCGTGAAGTATTTGTAAGACCAATGTAAGTTGGCACACAGTTATGACGCG
TGTTTGAAGCTGTAGGACCGAGCCTTTATATAACACTCTCATTAGCCTGGTGCGATTACT
GGGGCTTACAGATCCAGCACGAAGGCGCATGCACGTGGTGTGCAGGTGATACCTATGTGC
CTGTCGGATGCCACAAACTACGCTCTGATCATCTCATGTGAACAGTTTTTGCAGGCAATA
TTTTTTGCGCTATGGGCTCACCAAGCGGTCTGTGATCTGCTATTTCTCTGTATGCCGTAC
AGGTTTATGCGTTTTCTCCCCAGAAAGATCAGATCTAGGCATAAGGGCAGTTGTACCTAA
AGCTTTAAAAGAATTGCAAACGCATTTGTGTTGAAAGCCATTTGAGTTTTCATTTTTTTC
TTCAGTGACTTCATATTCTTT
>AU180485 ID   AU180485   standard; mRNA; EST; 449 BP.
CTTAATAAATAAAATTTAGTCGCACACTCTCAAATTTTGGTCNCAAAATGCGACCAATTG
CTCNCAGTCTGGAGCCCTGATTGATGTTTTTTTCTCCAGTGAAGTAAACATTTACACTCA
TTCACTGAATTAGAAACACTCAGTAATTAATATGAATCAATCCAAGTCAGCCCCTTCTTT
TAGCTATACTAATGCATAATGTTGATCATGCCATGCAGTTACACCTCACCTGTTTATCAT
AGAGGTGCAGAAAGTCGCATAGAGCCTTCCGGTTCGTGCTGCCTTCTGTCTCAAAAAGAT
CAGCATCCTCTGCGTCTGTCTGTCCAGGTCAAAATAAAACTGTTTTAACAGTTTGACATT
TGTGATGCGATGAAACTCANCTCACATCTACAAAAACATTTTTAAAATGTTAAACACATT
TTAAAGCTTTTTCAAGCTACTGGTAGCTT
>AU180490 ID   AU180490   standard; mRNA; EST; 511 BP.
ATGTTAGGTCAAGTCATTCATACTAGNAGNACACCGTTCAATGATAATGAATGAAACTTT
TCTTAGCCACACTAACCTAATACATCATACTCCAATGCATGCAGACAATGATCAGCAAAA
GTAAAGGAAAAATACTTTAAATGTAGGTTGTGTGGATTTAACTTCACTATACCAATAAAA
GACACAAGAAGTATGTTGAACTCGTTTCCTTCCCTTGATTTTGTTTGTATCATAAACCAC
TATGGATGCTGACTTTTCAAAAGCTGCCGTTTTGTCCTGATGGCATAACACTCTAATTAC
TGTACACAAATAATATATATATATATATATATATGAGCTGCTACCTTGTTCAAATGAGCA
CACAAAGGAGGAAGCCTTTCCACAAGCTTCAGCCTCTCTTCTCACATTTCTTTTGTTGAA
GTCATTCATGCTGACAGCTTGCTGTGCCTCATACGTCCCTCATTAATATAACAAACATAC
GGAAAGCTAATTCTCTGATGGACACAAAGCT
>AU180491 ID   AU180491   standard; mRNA; EST; 550 BP.
ATATGTNTATAAATTATCAAACTTAAATGAATTACTTCTGTTGGTAACAAGTAATTGAGT
TAAATTTATACAACCTTATTTCTTACGTCTATAAAACTCAATTTGTTTTTACAACTCAAA
TTTACATATTTATCTAACTAAATGTCATATTACTTGTCATGTCTCGTCAAGTTCCTGTCG
GTCTCTGGTGTTGTCTCGTGTTTAACTTCCTGTTTTATTTTGTAGGTTTACCTCTCGTTT
CAGTCCTTCCTCTCCCTTCCCTTGTCTGTTTCCCCACAGCTGAGCCTGCCTCATCAGTGG
CGGTTTTTGATATGGGCGATGTGGGCGGTCGCCCAGGGCGGCACTTCGTGGGGGGCGGCA
TTTGGCGTGCCCGATGCGTGTGTTACGCACATATAGTGTTGTGCTACGATAGATGTCAAC
GATATTCAAAGAAGAAGCTTGCAGCTTTTAATTTGAAATTGCTTCAGCTGCCGACACTCA
ACACTTTTATTTTGATACATCAGACTGTTAAGAATGTCTTCATCCTATTTGCTCTTCACA
CTTATGGTGC
>AU180492 ID   AU180492   standard; mRNA; EST; 584 BP.
AAGAATAATAAAATTAACCTATGGCGGTGATCTGCTATATAAAATAAAACAACTATTTGC
TGTCAGGAACCAAAAACTTTGGATACTTAACAATGGCCTCAAAAAGACAAAAAACATTTT
AACTTGCACAATTTTCTTTCTTGTAGACCCGATTTTTACAGTCTGGTGATGCCGTTTTAA
GTTGGATAACAGATTAGATGTTATCTGTGGCTGATGCTATCTTCATGTAAGAATAAAATG
TGGAAACACAGCATTCAACTTCTCCAGCCGTCTTTTCCTTTTATCCCCAAAGTGTTCCCT



CACAGGAGAGCATGAGGGGGGCGGGGGTCCATTCTATTGCCCTACTCATAATTTGTATTC
ATTGCCAACATCAAGTTCATCGCTGACATAGTGGAGAACACCACACCGGCTGAGGTTCAC
ATACAGCTGTTTTTTCCCCCTAAGTGTTGCTTTTTTCTGAAAAAACTCAACAACCTTCAG
GATTTGTTCTGTGGTCCAGAGTTCATGGGACAGCTAAGAAATGCACACCTGTGTTTGGAA
AAAATCATTTCTGGATGCTTCTTGTTGTTTAGTCATTAACCCTG
>AU180496 ID   AU180496   standard; mRNA; EST; 673 BP.
GTGTCTGAAGAAGTACAGGNAGGCAATGCATGGNAAGAGATGCACAACAAGCTCAGCTTT
GGGCCCAGGTTTGAAGGCGTGCACGATCTGGACAGTGGAGAGGCCTTCCTAGAAGTAATT
GAAAAGGAGCATCACAGCACGGTGGTGGTTGTCCACATTTACAAGATTGGTATCAAAGGT
TGTGAGCAGCTCAACAGCTGCCTTGACTGCCTGGCCACTGAGTACCCCACCGTGAAGTTC
TGCAGAATTGACGCTGTATCGTCTGGAGCCGCGGAGCGTTTTTCGGATGAATACCTACCA
ACTCTGCTGGTGTACAAAGCTGGAGAGTTACTAGGGAATTTCCTTTCCTGCACACAGCAT
CTAAGTGAAGAATTCTTTGCCACAGATGTTGAAGCTTTTCTCAATAGCTATGGTCTGTTG
CCTGAGAAAGAGCTGCCCAAGCTGGAGGATGAAGAAGAAAATGATGTAGAGTAAATAAAG
TGCAGCCACTGACAGAGAAAATAAGCTGTGTCAAATATCTAAGACTGGGAAGATTCATAA
ATGAAGTATGATGAGTATTCTTTATTGCCTTAGCAAATAGGAAGTCCATGTCAAGTTCTC
TAGAACTCTAGTTCTGGATCATTTTCCAAAGGAGAAACAACATTCAAGTTGGTATGGTGG
CTATAAAACACCA
>AU180498 ID   AU180498   standard; mRNA; EST; 623 BP.
TAATATACGTAACTAATATTTACACTGAAGTGTTTTTTTGGCAAAACAAGCAGGTTTTGA
GTGTGTTTCATTTCTCTTCCTAAATCCTAAAATTTGCAAAAAAAAATTAGGCAATGGCTG
TACAGAAAAAAAAAACTCTTCTGTCATTTCACTGGACAGGAAAAATATATACTCAGTGAA
ATCTGTTGGTCAAGTAATGTTCANAAATAAGGCCAGTATCACAGTACAGTACGTGTTACA
ACATCAAGTGAAGTTTGNGGCTTTTTTATTTCTCTCTGAGGAAGTCAGGTAAATTTTTTT
TTATATTTTTAAGTTTAGGAAAGGAGATTTAAACTTTTATTCCCGCATGGAAGCGACTCA
ATGGACGCTAAATGGAAATAAATAAAAAAACAAATCTGCACTCGTGTCTGACATCTGTTT
AGTTTTACCTTGTAAAAACAAGAANAACCCCTCTTATTCTGGTTTTTTTACCATGCATGA
GACACAAAAAAAACAGTGCAGCCATGACATCAACCAGCCAAAATTCCAAACATTTTCTGC
AAAAATTCCTGCAAGTTGTCTGAAATTTTAGGTAAATCTTGCAACTTTTCTTGGTTCTGC
AAACACCTCATGACCTGTGCGAG
>AU180499 ID   AU180499   standard; mRNA; EST; 732 BP.
TGTGTTTCTGCCCACGCATAACTGACTGAAATGTTTGTCAGCTCACGCAGACTTCTTCTG
CATTCTTTCTGGTGTCTTGTTTTTAGATTTTTTCTGAAGTCAAAATGAATGAATTACAGG
CGCACTCTCTTAACATTTACAAAAGACACGTCTTCCTCCTCAGACTTTGGCTGCAGGATC
TGTTTAACACTGATACACAAGAAGAGGTGAAGGTCGAGAGGTGAAAGGTTTTCACTCTGT
TCCTTTCATCTTTGTCAGACACTCTGAGTGTCTTAGACAAATGAAAGGGTAAAAAAGTTT
ATTTGAATTTACAAAATGCTCATTTAGAAAAAAAGGCAAAAAACTGAGTTGCAATTCTTT
TAAATTTACTAAAAATGTAAAGACTTTATTAAAAAATGACAGGATGCCTTTTTTATTTGC
ACTTTTACAATCTGTATGTGTCCACAGCTTTCTGCTGACAAGTGCTCATCACCTTCAAAC
TTGCTTTTACTGATAGAGTTTCCTCCCTGAGTCTCCACCTCATGACCTCCTCAATCATTA
ATCACAACCCACACAAATAAATAGCAGGCATGGAGGAGGCACTCAGCTTCACATGTCCTG
TCTTGCTCTGNTAACATACTTTTATGCTTTATCTATTTACATGTTCTCCTGTCAGCTGGA
ATAACAATCAGGACAGTTTTGAAATGATGATACATCGTTCATACATGAACTCTAGTGAAA
AACAATACAGCA
>AU180500 ID   AU180500   standard; mRNA; EST; 285 BP.
TTGTGGTGATGCTAGCAGGTTTCCTTTTTTGAGCTTCTTTTAGCAGTTGCTGTGATTGGA
AGATGTTTCCATGCAGTCTGCCATTCTCGAACTTCAAACCAAATGAATTAGTGACATTTT
TTGTAATTTCACACTCATTCAAACCAGAACTGTGAGACTATCCTGGTTGGAAAGAGTCTC
AGAGGTATCATCTGGGTGTACACACTATGGTACAACATTTAGATTAGTATATCAAAGGGG
CCTTAGTGAGGCACAGTAATACAATTTAGTAAAACGTAAATAGAT
>AU180502 ID   AU180502   standard; mRNA; EST; 124 BP.
TATGTCCAATTCTCCCTGGGCTGGTTCGCCACCCCCATCTTTCATGGTGACTACCCTCAG
GTGATGAAAGACTTTGTTGGAAGAAAGAGTGCTCAACAGGGGCTGGGGACATCACGACTG
CCCT
>AU180504 ID   AU180504   standard; mRNA; EST; 152 BP.
CCTAACAAAGAAACACCAGGATGCAGGGAAAGAAATAATATATATATATATTTTTTTACA
TTTTACTGATAAAGAATTGGGGATTTTACAGTAAAGTTAAGATTGAAAAAACTCGACCTG
CAGGCATGCAAGCTTGGCACTGGCCGTCGTTT
>AU180507 ID   AU180507   standard; mRNA; EST; 376 BP.
TGCCAGCTTGCTTCCGGACCCTGAACCGGTCCTGAATGGAGGGAAGGCTGGAACCAATAA
ACCTCTCAGCAGATCTGATGATTCTCTGCAGTCTGTTCCTGTCGTGTTTAGTTGCTGATC
CAAACCAGACCGTCATGGATGTGGTCAGGACAGACTGGATTATTGCCGTGTAGAANATGG
TCAGCAGCTCCTGAAATAGTTCTTGAGTTGTCGCAGGAAGCACAACCTCTGCTGAGGCTT
TTTCCAGAGTGAGACAATGTGATTGGTCCACTTAAGGTCCTGCAAGATGTTGGACACTTG



GAACCCATGTGAGTCTATTAAGGGGACAGTGCTGTTGAGAATTGTGTGTGTGTGTGTGTT
GGGGGGGGGGGGGGGG
>AU180509 ID   AU180509   standard; mRNA; EST; 304 BP.
GGTGTAACTTCATCTCTATCTGATTTATTTAAACCTTTCTGGCCAAAAAAAACACAGAGA
AACTACAGAATGGGGAATTATTAGTATTATTCTCCAGTTTCATGCAAATCATATTTCCCA
AGGCTTACATGACAAAAAAAGAAAGAAAATGATATCTTATATATAGTATATATATAATAC
AGTTTTAATTGGAAAAAAATGCACTTGAAATACACTGGATTATAACGTCTGTGATCTGAA
TTTCTTTTTTATTTTTTTGTCTTTGGTCTAATTTAAAGAGTTAATAAAACGAGCTGTTTT
ATAT
>AU180512 ID   AU180512   standard; mRNA; EST; 234 BP.
TGGTCTGGATTAAGTCCTAAACCAGGTCACTTTGCCTCAGCCCAGGTTCCAGGTCTTGTG
ATTCACTGAACTTGAAGGTGTTTTAGTCAGTGGGGCTGTCATAGGGACACCAGTAATGCA
CCAGCCATGTGAAGGCTGGGTCACCTGGGCAGACCCGCCCATTGAGTCTGTGAGCTATTT
CTGTGGTGTTTGAAATCTGATTGTACTGAACATTAAAGAAACACGTTCAGACCC
>AU180513 ID   AU180513   standard; mRNA; EST; 352 BP.
TCAACCAGCAGCCCAGTTTCTGGATGCCACACACCTGACATTTCATTTGCAATCACTTCT
CAGTACACTTGAGCACTGTACCGAACTTCACNTCAGTGTGAAGCATTGTTTGTGCCACTT
TGCCTGCATTACAGCCAGACCTGAGCCTTTTTGTTTTATTTCTTTCTTTCCTTTTCCAGA
CCCTGTTTTGTCTCTGATTCTGTTTGCTTGCCATCTGCCCCGAATCTTGCCTTAAACCTG
ACTACCACAGTCTCTTCTCTGATGCTCCCATGATTTAGCTTTATAGACTTTTAGCTGAGC
TAATAAAACCTGCTGCAGTTGGGACCAGCCTAGAATTTTGGATTTAGCCCCT
>AU180514 ID   AU180514   standard; mRNA; EST; 136 BP.
TCCAATAATTCAACTTTTGTAATGCTTTCTCGGCTGCAAACAAGAGTTTACGAGGNTTAA
ATGGGTTGTGCAGCACTAAGCCTCGAAGGAGCTGAAAATCCAACCTGCTGGTGTTAAAAA
TGCATGAGGACCAGGG
>AU180515 ID   AU180515   standard; mRNA; EST; 587 BP.
CTAAACAGCAGGAGACAGACAATGAAAGAAAAGAGGATGTGACTTTGAGGCCAGGCTGGA
AGATGAGGAGACGGTAATGAAGATAACTGCTTAGCTGTCCTCTAACCAGCCCTGCTCTCT
CTGTCGGACTAATCGGACAGGAGTTGGAGATTAGGCAGGAGCTGGGAGAGCGTGCAAGGT
TGCCCCGGACGCTCTGCAGCTCTTCCTCTTTTTTCTGTAACGAGTACAAATGTCATGTTG
ACCGCTCAAACCCAAACTACCGTCATCCATATTTCATATCCCATCTGCATCGGTCAGTGG
GCTGTAATTATGGAAGCCATTATGAAACAGGGATTCAGATGAATGATGAATTATGCAGAT
AATACAACTGTAATGCTTCATCAGAAACAGGCTCCCATGTCCCTCTGGATTTGCAGTGAT
CGTCAATTCCATCTGACTTTGCTTCCATCGATCTAGGTAAGGGAGGCTGTTATCAGGGTT
AATCTGTGCGTGACTCTCATTAATTTACATTTGTGGGCGGTCTATTAAATGATGGGCGCC
AAACAACACAGAGGATATAAGCGTATTGATCTGAAGACAGATCTGTG
>AU180518 ID   AU180518   standard; mRNA; EST; 464 BP.
TTTGCTGTACACACAGCCCTCATACTTGCATTCCTCATACTTGTAGAACTTCTTGAAGCC
ATCCTTGGCATAGGCATCATCCTTGATGTGATAGCTCTTGTGCTTCTCAATGTCACATTT
GTTCTTGAAAGTGAACGTACAGCCTGGGCGCCTAAGACAAAAATAAAAAATCAAGAATGA
AGTATTAGGTCAGATGCAGTGATATTGGTGTTTGCACTGAGGGGTTTTTAAACAGTTTCA
AACAGAGGAAAGCTAACTGGGCTGCTGAGTGATGCAGCAGCACAGTCATCCCTGCAAATT
TAGTCAATGTGCAACATTTGTTACACAGACTGGAGTGGCTAAATGAGTCGACAGCTGATA
TTTTTCACCAACTCCAATTTTTAAAGTCCCATTGCGATCATCTTTAAACTATTTCAAAAG
CATTCCAAGTGGTCTTTTTATCATAATCATGCTGTTTTTATCCC
>AU180519 ID   AU180519   standard; mRNA; EST; 330 BP.
TTGTGCTTAGTCGCAGGTAAATACTTGTAAATAATATCGGCCTTAAAAAAACTGTAGACA
GGGTTGTTTTCTTTATAGAGATTTCCGGCCAAAATCATGGATGAGAACAACATGCAGCCT
ACAATTATCTATTGTTTCGGTTTCTGGAATAAGCTCAAGGTTTCATGTTCGTGTGAAATC
AGGATTTGGCAAATAACGGACAATGGTCCAACCTGAAACCAGCTTCGTCCAACTACCCCG
GGCTGGGTAAAACGAAACTTATAGATGAGCGGAAGTCGCTCGTTAAAGCGCTCGACCTGC
AGGCATGCAAGCTTGGCACTGGCCGTCGTT
>AU180520 ID   AU180520   standard; mRNA; EST; 569 BP.
GTTGGTGTTAAAAGAGCCTGCCTTCTGCTTTAAGGTTGCTGGAGGACATTCTCATCACTG
TGCAGTGTAGAACTTATTTTGATTTAAATAGATAATGTTGTTCATGCTGCTTCAGGGTAG
CAGAACAACCCCTCTAAAAACTTTTTATGTTCCTCCACACATCACTGTGGTTGCAGAAGG
CCAATTTGAGGCAGAAGAAACCTAATTTGAACCGGTTGACCTTGTAGAGCCGTCTCATCT
TTGGTCAAATGTCCTGAGAAGAAACAGCTTACATACTGTACGTGACTGTACACAGACACT
GATGAATCATCAGGTTCACCTGCAGATTGCAGTTTTATTTTATATTAAAAAAAGGCTATA
TATGTTTTTCCTTGCTATTGCTCTTTCTGTGGAGTCAAATTCCTTTATAGCACCAAACAT
AAACAAGCATGATCTCACGAAGTAGTAAAATCATCCAACATACAACAGCATTTACAGAGT
CTGATCCTTTTCTGTACCACATTTCAACTTTGAGACCATTTTTTTAACATTTGTTTGATA
GATTTGAATAAACTTTTTAGGTTGCAGTC
>AU180521 ID   AU180521   standard; mRNA; EST; 556 BP.



TAATCCTCAGTTCGACTGGGTTAATCTCCACATCACTAACTGGAGCCCCCACTGTCTCGC
CAACTGCCTCCGCTCCGCCATCCCTCCTGTCTCCCCCGATAACGAGCACACTCCGGAGGA
GACCGACCTCTCAAAGGTACCCCATTGTTATCACGACCTTAAGAATGTTTTCAGCAAGCG
CAAAGCCGATGCGCTGCCCTCACACCGTCCCTACGACTGCTCCATCGAGCTCTTAAACGG
CGCTACTCTTCCTAAGGGCCGGTTATTTAACCTGTCCGGTCCTGAAAAGCTCTCCATGGA
GAAATACATTCACGAGTCTCTCGCCTCCGGCCACATTCGCCCCTCCTCGTCTCCTGTAGG
GGCCGGATTTTTCTTCGTCCAAAAGAAATACATTCACGAGTCTCTCGCCTCCGGCCACAT
TCGCCCCTCCTCGTCTCCTGTAGGGGCCGGATTTTTCTTCGTCCAAAAGAAAGACAAATC
TCTGCGTCCTTGCATCGATTACCGTGAGTTGAACCAGATCACTGTCAAAAATAAATACTC
TCTGCCCCTCATCAGC
>AU180523 ID   AU180523   standard; mRNA; EST; 384 BP.
TTTTTTGTTTTGTAAACTGGGAGAAATTTAAATAGTTAAAGCTGTAAACTTGTTTACTGC
TTTTCTAACTTCACAAAGGCCCATAGTGCTTTACATTCACAGTCTCACTTACAAGCACAC
AATTACACACTGATGGCCACTGTGCTGCCACGCATGGCACCAACCTGTAACCACCAGATA
TAAATTGGGGTTCAGTATCTTGCCCAAGGACACTTTGATATATGGGCTGGCAAGGCAAGA
ATCAAACCTTTTATCATTGAATCAGAAACTGTTCCACCTCAGTTATCGAAACAATTATAG
CTGTATGACACAGCCTCAAAACTAGTGTAACAAGAAGAGCATTTTTGCAGTAGAAGGGAG
CATGCAAATACCGATAATTAACTC
>AU180524 ID   AU180524   standard; mRNA; EST; 340 BP.
TGAAGAATCTTTTTTTTTTTTTACCAAAGTTAAACAATCAGCAGCCAGGACCTGGTTTCT
GGAATAATTCCTNTTTAAGNGAGAGGGATCCGGTTCACGTTNAATATTTGTTNTATTATT
ATTNATCGGNTNGAACTCAAACTAAGTTGTAAACTTTGAACTGTATTAAAAATNCATTTN
GTTTTGTTTCATTATTAAACATGTTCTTAACANTTTTATAAATAATTTGGATTTTATAAA
ANCTACTCTTCCNTGATTTGANAAATTTTAATCGCATGATGTACAGCTNTTTTTGTCAAT
CCAAAATATTTTAAATGTGTTTCAATAAATAAAATNCACC
>AU180527 ID   AU180527   standard; mRNA; EST; 640 BP.
CATAATTGATACAATCTACATCTTATTAGAACAGTTTTTTTTTTGCAATGTTCCTTTTTA
TGGACTTCATTAAACGGTTTTAAATACATCTAAGTTGCAAAAAATCTGAATTTCCTGTTT
ATATCCTTGATATAGTGGGCTTTAAAGGGTTAATCCCTAATATTATGTCAGTTTTACACA
CAGAAATGTTCATATCCAACCCCAGAAATGGCTCCAATATTTTGATTGGCTAATAAAAGG
GTTTGCAATGCACGCTTCAGTTCTTGGTATATTCAAGCTAACCTCTAATCCAAACAAAAG
TGCTGTAGGCTTCCTCTTCCCCTTCTGGGGAAGCAACATTTCTGTAAAGAACCATGTCTA
TAAATGCATTTGCGAAGTTTGTTTTCACCTCTCATACTATTTACTTTTCAACAGAAGGGT
GACTGGGAGTCACACTTTATTTTTATAAAGATTATCCTCCCTAAAGTCTTGTCCAGACCT
GCCTTCACTGTTCTTGCTGTGCCTCAGTTTACCTTTGGTGCTGTGATCATCAACCAGAAT
GATTTCTTTCAGCAGGTGGGTGGGCGTCTTGTCGATGATGCTGCGGACGGCCCTCTTGAT
GATTGAAAGGGCCTCATCCAGGTAGATCAGGATGACACTG
>AU180528 ID   AU180528   standard; mRNA; EST; 586 BP.
GCCCTTTTGCAGAAGNNTGGTACGGCAAAAAGCAGGGGAAAGAANGCGCTGAAGGAAATG
AAACAGCCTAACATGTAGCAGNTGTGTTAGATGCCTGTTTTCCCAGAGGGTGCATGGTGA
TGTCATACTGACAGCAAACTTTTCGAGAATGCCTCATAAATGTAGATAAAGTGAGTGAAC
ATCAGCTATTTAGCAAGACAGGAATAAGTATTTAACAGCAGAAATGTTACCGTAAAGGGA
AGATCACAGCTATAAATCACTATTTACCACATTGTTGTGTTTAATTAGGCCAAATACTTT
AATAAGAAAAAACCTCAAATGATTCCCATCCCTGATTTCTTAAGAAATCTCTGATTTGTA
CCGGGACTAAAAACGCCAGCCGTTTTTCGCCAGTGTTTTTCGCCACGTTTTTTGTGTTCA
CACCCAGGCGATTTTCGCTGACGATGAGCCGAGCGAACATGCAATTTCATTCCCTGAAAT
ATGATGGCGCTTGATGTAAAACAGAAATACCCCTGTACACAAGGTGGCGCTGCGCAACTT
TACGATTCTTAAAGTCGCCTGCAGGCATGCAAGCTTGGCACTGGCG
>AU180529 ID   AU180529   standard; mRNA; EST; 550 BP.
AAACTCTAAGCAGCTGCTTTAATACATTTTAATATTCAAACCGATACCTATGAGGACAAA
GGATAGAGCTTTATCTGATGCAGACTCGATTTGCATTCATGCCTGTAGCTCTGAGTGGAG
AAACAAGATAGATAAAACAAAGGTTGATGTTATTAGCACAAAAAGTGATGGAAATTCATG
TTAGCCAAACGTAAAACGTGCAGCCAAGATGCACACTGCTGCTTTGCCCGCATGCATTTA
AGTGCGTCAAGGGCTGAATTGTGTTGTTGGCCGCACGTATTTAATGTTAAACTTAAAGTT
TGAAGTCCGATTGGTTGTCACACTCCTAGCTGCGAGACGTATTCTCCATGTTTAATCCAT
CCACTGGAGGAGCGGTGAGCAGCAGAAAGAGAACCATTTGGTGGTTTAACCCTAACCTTA
AACATAACCCTTCCAACCTATGGGTCCCTGCGGCCAAGAAAAAAGGTCAGCACTAGCTAT
TCATATTTGGAAAATTACGTGCGAATAGACACTTTAAAAACCAAACACTTTTTTTTTTAA
TGCAGAACAT
>AU180530 ID   AU180530   standard; mRNA; EST; 570 BP.
GCAGAGGGGCATCCCCCGGACCTCCAAATCAAGGAAAGACTCCCAACCTNTGACGTGTCT
GTAAAACACAGATCACAGCAGAGCAGCGACATGGTAGCCGATAATTTCTCTTTTGCCGAC
ACTGGCATGCCCGATTCTGCTTCATTAAAGGGACTTCATATCCAAGACAGCAGAGAAGAN
AGGAGGAGTAGAAGGAATCAAATGCTAGAGTCAAACAAGGACGAGACGGAAGAACAGCAG



GACAAGTGAGAGGAAGATATGAAGGGAAAGACCAAATAACTCGACCTTTCCTGTATCCCG
TTTGCACACTTCAAAATATAAAATGGTTAATAAGTTAAGTGCCTGTGGGAGCTGTAATAT
CCATCAGTTTATGTTCAGTCAAATCATTCAAATACAACATAATTTCAAAATGTGTCTTTT
TTTGTTTATTCTGAACTCATATAATATTAGGTTATGGCATTGTTTTGCTTTTCCAAACAT
TTTTGTTGAATTGCTCAAATATGAATTGTTGTAAAACAGACACTATGATAAACGTTCTTT
TGTGCTGCAGATTAGTTGTTGCTGCCATTG
>AU180531 ID   AU180531   standard; mRNA; EST; 341 BP.
CCTCTTGTATGTGATCAAATTCCTGGCAGCAGAAGAGATGCCAGGACTCCCACCAGGAGG
GGGAATCACCAGCAAACGAGACTGCATCATCTCCTCATATCAGAAACATGTAATGGGCCT
TAGGACTCAAGAGCCTATGGACATTGGGGGATCAGAGGAAGACTCCAGCTAAAACTGCAA
CCATGGAAACCGCTTCATCATCGCCATGAAGACTAAGATGCTTAAAGAAGAAGTGTTACA
TTAGAAACAGATCAAGAGGGAATTCATTGATTTAAAATATGGTATAAGATGTGTGCGTAT
TAAATAATTAAGATGTGGTTTGCATTAAACAATCAAGGTGT
>AU180532 ID   AU180532   standard; mRNA; EST; 412 BP.
TCCTGCACAATATAAAAAGTTGATTATATAATGGCTGACTAATACATTTTAACAATAGTC
TTTATGCTGACAGAAGAAAGAAAAAAAACGTGAAAAACAGCTAAGTGCTGCAAAGAAATG
TTAGCTAAAAAAATAATAATATAACTACCGGAAGCAATAATGTCATCCTCTTCTTGAAGT
GATGTAGCTTCTGCACAGTAGATCAGATCTTCAAGGTTGCTTGAGGAGGGGAGAGCCTTA
CTCTGCTGGATGACCTTCTGCTTGAAAACAGTAGGCCACCTTTATAGGAAGAAAATAGAC
CCCTATACATTAGAAATCCAAGCATATAAACCTGGTCAAAAATCAAGGTTTTGTTGTCTT
GTTGTTCACACAATAGAGAATAGGCCGATGAGTGTTTTTATAAGATGATGGG
>AU180534 ID   AU180534   standard; mRNA; EST; 162 BP.
CCTCCTGCTCCAGCATCATCTTCTCCCNTCCAAATAGAGACATCTTTGGCTGCCACTCCA
AAAATATCCCGGTGTAACTTATCTCACCCAGACCAGGCCCCACCTGGGTCTCGACCTGCA
GGCATGCAAGCTTGGCACTGGCCGTCGTTACAAAACGTCGGA
>AU180537 ID   AU180537   standard; mRNA; EST; 621 BP.
TTCATGATACTTTTTCTTAATTGCAAGTCATTCAAGGTACCGACCAATAAGAGGCCTCGA
TACAAGTATGTTGGCCATCATGTCGACGGCTTATTGACAGATTTCATGAAGCCCACTTTC
AAGGGATAAGGGCGTGGACTCACTCCTGAGCTCACTCTGGTTAGAGTGGTTGCTATGGAA
ACAATGACCCAGACCAATCATACCTTACTGGCTATTTCTGGCTCCAACATGGCGGCTTCT
GTATCGTGTAAAATGTCGACTGAATCGACTTTATTTGGTTGTAAGCCATTTTCGGTGGGT
GACGTTTTCTTATACACTCAGTGGTCACATCTGCTCCTAGTGTGGTGGTTGTATTGTCTG
ACCGGATGCAGCACATCCATTTAACCACTAAACAAATGGGACTCTATTCCTGTAAAAACA
AATCTGTTAAATTTACATGAGTGTCTGCTTTAAAACGTTCCCCTTTGTAGCTAAATTTTA
TATTTAGAATTGCAAAGTAGGTGTGATAACATTTTAAAAACCTACCAACTATATCCTTAA
TATGCAAAATTGCACACAAAAAGGGGTGTGGCCTATTAACCTTGGGTCTGGTAATAAATT
TGGTCTAGGCACGAGGATTAG
>AU180538 ID   AU180538   standard; mRNA; EST; 633 BP.
CAGGTATGGATTTTTAAGTGCGTGGCCTTCCAACAAGCTCACTCCGGATTGGTGAGAGCG
GTTGCCATAGAAACGTTGACCTGGACCGACTCGGATCAAACGTACTGACGTCGTCTGGCT
CCAACATGGCCGCATCCGTATTTTGTGAAAAAGATTGCGACCGAGTAGATGACGCCATTT
TCTTTGGGTGACGTCACTCGACTCAGTTCTCATGTAAGGTCAATTGTTAAATCGAAGAAC
AAAAATGATGTATTCTTAGAAATGTACTAAATCTACTGAACTTAAAAGCCTAAACGTTCT
TTTTAGTAGAATAATAAGGAATCCAAGGAAATCCATCAGCATCCCAAAGTTTCAGACTTT
CAGGCACAAACTGTGAAGGAGCACAAAGTGATCAATTATGTGATTTTAGTCTTTTATTCT
TAATTGTGGTGTTAACCTTTATTTAAACAGATAGTCAGTGTTTCTGATCATCAGCCAGTA
CCTTCCTGTTGAACTCCAGAGCTTTGTGCTTGCGGTCCTGTCTTGCCCCCTCCCCGGTCC
CCTGGCTTTCCTCCACGCTCGTGCTTCGTTTCTGCCTCGGACCGAGACACAGAACCCCCA
GGCGGAGCGTCCGGCCCTGAGAAGCCTTGATGA
>AU180539 ID   AU180539   standard; mRNA; EST; 646 BP.
ACAAACGACCGTGGGGAATAACCTACATACTAAAATACAGGTGGCCCAACAGCGACAAAA
ATCCCCCCTCGTCATATGTCTAACAGATTGAACAAATGCAAGGGAGTTTTAGTGGGCCGA
GAGGCTTGCATCAATCAACCATCTAGATTCATGGCAGAAGATGAATCCAGACTTTGATAA
TGCCGAACACCCAAGTTTTGAAAACAGAGTCGCGACAGTAGAGATGCAACGACTGGGGAA
TAAAGAAGGAAAATTGACCACCAAGAAATCATCAAGAAGATGCAAAACGAAGGAGAGCCC
ATGGGATTATACAAAGTCCAGCGCAGGGTTTCTGACAAAGAGTGAAAAACATGACTGCAA
TGACAGCCAAAAGGTAAAAGGACAAAGAATACTTTGAGCACCACCTAGGGCTACACAACG
AGGAAAATTCGCGATATGCGATATTAGTGATCAATATTGCGATGACGATACAACTTGCGA
TAAATGAACAAATAGCACAAAAAAAACACATTTGTTTCACTGCAAAGGTTAATTTAAGTA
AGAGTCAAAATACCTTAAATCAGGGGTGGGCAAACTACGGGCCGCGGGCTGGATTCGGCC
CGCCTGCATGTTTGTTCCGGCCCACTGAACAATCTCAGACCCATGT
>AU180540 ID   AU180540   standard; mRNA; EST; 222 BP.
GCGAGTAGTTTTACAGGCTTAAAACACCCTACAAGTCTGCTACATGGTTTTCACCCTNTT
GAACATAACCCCCGCNTNTAAACAGGGGGAACACNAAACCTTTCCTGTGGCNTTAGTCGC



TACATTATGTGGGANNTGTTGTGCNAGTAAATACATCAGGTGTCTTTAAACCTNTAAATT
GAGANTGGCTTAAAAAAATCAAGCAGCTAAAGCGAACTCTTT
>AU180542 ID   AU180542   standard; mRNA; EST; 629 BP.
TCTTGTGTAGAAAAACCAGCAGCTACTGTGAAAAATCTGGATCCTCAACCAACCTACATG
CACGGTTTGGGATTGGGAACACCAGAGTGCATGAAGAAAATTTATCAGGTACTATGACCT
GTTGGAGTTTCATGGCTGGTTTCCAATATGAAAAAAAAACAACAACAATATTTTGAAGGT
TAGGTATCACGTTTTTTTAAACACTAAAGTAAAGTTTTATATCAGAGACGACACACTCTG
TCCTTGTAAGGCATTCTGCTCTTTAACCAACCTTGATGAACTCCTAAAATAATGAAGTAT
TTACCCAGCAGAGGGGGCTGTAATCAATAGCTTCCTATTAGGTTGTTAGGCTTAAGTTCA
TTAACCAATGGCAGCATGAGGCAGAGAATGGTTGAACTTCATAACAGAATTTATTTTTCA
CGTACAAAAAGTAGAAAAACAAGTTTTTGTTGTTAGTTTTTTTAAACGGCCTAAACATAA
CAAATGAATCATTGTATTGTATTGTGTATTTACAGAAGCCTCACAAAATTGCCAAACAGG
AAACTTTGAGTGATACATGATTTCGAGTGAGACTTAGTGGCCTTGTGGTAGAGTGACTGG
AAGGTTGTGAGTTCGAATTCCCACAGTCC
>AU180545 ID   AU180545   standard; mRNA; EST; 536 BP.
TTAATGACAAAATTCCAATATTCATAAGCCAATTAGAAGTGATATGTACATAAAGGTGTA
TTTGTGCAGGAAGCCGGTCTACTGTGTTTTTAACGCGTTCTTGTAGCATTTATAAAGAAA
AATAGACGTAAAATTGCAATTCCTGTTAGCTCCACCTCCAACAAATCTGTATTCACCGGA
GAGAGTAAGGGAAAAGAAAATGGATTTTCAAATGCACTGAAGTAACAGGTTTGTTTTGAT
TATTTGGATTAAAGCAAACGGTTTTGTCTCTAAAAATAACAACTTTAAGGGAAGAAAAAT
GTGAAGTGGATGTGCATCACATGGCGTTCTTTTGACTCTTTGTCCTTATTCTGCGATCTA
AAAAAATAAATAACAGGATGATGGGGGGCTTTGAAAATCCACAGGGTGAAGGACGTTGTC
TGGCAGTTTTCTTTGAGAAATGCATGGTTAACGTAGGATCAACTGTACTTATAGTTAGAC
GCAAACAAAAATCAAGGCTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGCGTT
>AU180547 ID   AU180547   standard; mRNA; EST; 633 BP.
TACAATAACAACGGCAGGGGAAGAGGAGAATTGGAAGTAAGATGCCACACATGGCTTTGT
CCATTGTACTCACTTTGCACTCCCCCGCAGGTCCTCCGCAGCCGCTGGCATGTGCTACAA
AATCCTGGCTGAAGAGGAAAACTAACTGGAGTGGAGCACTTTGATGAGAATCCAAGCGGA
ATTACTTCTTGAATATTGTTTTCTAAGCATCTCCTATTGCATAGGAGAGTGACACAAGAT
TTTGCGGTTGGATGCTGAGCGTCTTTGGAGGAAGACAGTTAAAAAGAGGGTTGCTTTTTA
GTTGGTGCAGCAGGGGTCAGCGTTGAAAAACAAGCTCGTTCCTAAAAAAACATGAAGCTG
CTGCAGCTTCAGAGACTAGAGTTCAGACAGGAACCTGATAAGGGAATTATCTCACAGCTG
TCATCCACCTAGGCTAAAATGCCCCTGTGCAAGGCATTAATCAATCTCCAGTACTTTGTC
TGCTCTGGGGCCTGCGAGACAAGGGCTGTAGTGTTTCTGCACAGAGGATCCCAGCTGTGC
GGCTGTTTACACAAAGTCTGGAACTTCACCTCAAAGCCATTGTTCTTAACACTGGAGGTT
TATTTTCTTTCTCAGCTCACATTCTACATTAGT
>AU180550 ID   AU180550   standard; mRNA; EST; 632 BP.
TGCGAGCTTTGTTGACAGTGAAGTAGTACCATCATTAGCATCAGTCAGTAGAGGAACAAG
GTCACTTTCCTAATGACAATACTGCTAATACTGGATGTGAATCTGATTAGAAGACTTTTT
AGTGTTACAACTTGAAAAAAAAATACAATGGAGTAGAATCAGATTTGGGCTGACTATGAG
ACAGAATCTATCAATTATTTTAATCAATAAAAAATTAGCATTCAATTAATTATCTTTAAT
GTTCTATAAAGGGATTATGTGAAATGTATTAGGACTATTATGTCTTGCCTATATCCCATA
AGTTCACCATCCCTCAAATATTAAAATCTGTTACAGTTCAAATTTAGTTGTCTTTTAAGA
TAGATATTTTGATAAAAATCCCTGTTTATATTGAGAATACAATATTACCTAGGACAACTG
CTAGATTACAGAATGGAGTGTAGATTGAGTCACCATAATGTTTGTCAATTACAATGGGAA
ATTGACTTCCGTTCATTTATTTTGTTTGCAATCTTATCCCCATCTAAACCCTTAGTCATA
ACTGCCCTTACAGGTGGATATGGGCAGTCTGCGAGGGATAAATGGGCAAACCTGTATGGA
GCTTGTTTGTGACACACACAAAATAAGGTCGT
>AU180554 ID   AU180554   standard; mRNA; EST; 527 BP.
AACTTTGGTATCTTTTCCTCGTTAATCTTTCACTTTTCTCGTAAATTTACGACTTAAAGG
TCGTAATTTAAAAAAAAAAAAGACAAAGAGCGTTAGATGCAGATGTCACTACGTGGAGAG
CTGGGTAAATTTATATTATTAGACAAACGTATATTTGTAAGAAATTATAGTAAAAATACN
CCCTTATCTTGTCCGAATAACACGCAGCTNTAACCGTTGTTGTGCAAAGGCCAAGGAGAG
GTTCATAAATCCAGACAAACCCCAGGGCCACACTGAAGTGATGGATGTGGGTGCTGGCAG
AGCANACGTGCAGGANAATAGATCTATTCGTTGNGTGTTCGTTATGGCAACAGTGAGTGT
GTGCTGATGTGCTGTTGTAGGTCTTGTTTTCAAGCCATTCTGCAATCTGCTGGATTCTTT
AGCATTTAGCTTTCAAGATTGTCAAAAGAAAATAGATGGACTGAAAGGCAAGTNCACAGG
ACATCTATCGGTAAATAAAAATTACAAACAGGCTATTTTTATATTAC
>AU180555 ID   AU180555   standard; mRNA; EST; 606 BP.
AATTTCTGAGTATTTCTTTATTCAGATCATTGTGAATCTGGAGCAGACGAAAAATGACAT
CCCAAAAAGCTTGTTGATATCTAAAAGTTACTTTTGCAAGCTCCCTGCTCCGCTCCATTC
TGATCCATCCACTTGTGGACAACTAGATCCACTTTCATCTTTGTTTCCTCGACTAACTTG
GCATCAAAACTGTACAGCTGAATAGCTCCAATATTGCTGCCATTTTTGTTGCATCTGTAA
TGTTAGGCTGGGGGAGTGAAGGGCTGTAAGATAAAGAGAGGGATGATGGGAAATAAGGGC



AGGCTTACTTCCCACCAAGAACTCCCCCCACATCTCTGCGACAAATTTCTAATAAACTCA
CGGCGCTCTGCTGAAACCATGTCCTTGAAAATGACAGTTTTTTTTATTTTGGCAAAAATT
GCATGATCATAATTAAAAGACCACTGGGACTGCAGTTACAAGAGATCAAAAGATGATCAG
AGTGGAACTTCCAGTCGTTTAAGTAAGATTCAAATTAGGTTTTGCGCAATAATTACTTGT
AAAGATGTATTCAGAAAAGCAATCAAGATACTTTAGAAACAGCTCTAAAGTAAATCTCTC
ATATTG
>AU180556 ID   AU180556   standard; mRNA; EST; 426 BP.
GTGTGAATGGTCTAAATAATCCCATAAAAAAAGTTACACCGCATGAAAAGAACCATAAAC
ATCTGTTGGGGATACTCTCTTAAATATCTAAAGAATCTTGACCATTTGTGGTGCATATTC
AGACAGGTGGCATATCTGAAGATTGAAGGAATTAAAGAATGACGGATCATCTACATTGGG
GGCATAAACAGTAGCTTAGCATTAGCAAAGCTGCATATTTTGAGTGGAAGAAGTGGCTAT
TATAAATCTTCCTTCTGGGTCTATGACTGTACTGGTTTCTGTGAATTTAACTTCCCTGTT
TATTATAATTGCTACTCCTCTCTGTCTAGAATTATAACCAGCTAAATACGTTCGGAAAAT
CTGGTGTGGCGAGAATATTCACTGATGAACTAGACATATGAGTTTCTTGAAGAAACACAA
TGTCAG
>AU180557 ID   AU180557   standard; mRNA; EST; 195 BP.
AACACACACAAACAAAATAGATATAAAACACACAACTAGACACACACCAAGATAAATATG
ACACACAAAACACACATAGCAAAATATAACACAAACAGACACACATAGAAAGATATAACA
CACACACAAACAAAAATAAATATAACACACACAACTTGACACACTTAGAAGANTATGACA
CACAAAGTAAAACTT
>AU180559 ID   AU180559   standard; mRNA; EST; 576 BP.
ATTCATTTCTTATCTTTGCTGTTTCTGGCATCTCTGCATGAGTGCTGAAACAGTAGGCCA
TCCCTTCTGCTTCTGTTTCTGTGAAGGAGCCGCATGCATGGAGCTTGACCTTAATTCATA
AAACCACACTGCAGGAAAATATGTACAAAGTTTTTTTTTCTTCGAAACGTGCAAATAATA
ACTAACAGGCAGTGCTGTGTACAACCGAAAAGTGCGGTCAAGGTCTGAATTTCAATTTTA
TTTCCTCTCATTTATACGAGTTGCTGATTCCAGCTGTGTTTACAGAAGTGTTTGATGTTC
TCTGGCTCTGTAAAGCTTCATCTCCCCTTCACTGGAAACAAACAAGAGTGTTCTGGTCTG
TAGCATCTGGAGCATGAATGCACCGTGCTTTCACTTGTTCAGTCATTAGCAAGCAATTAG
TTGGATTTCTCAGTAAAATATTTCAAAGAGCAAAACTTTTAATTTGTCAATGAAAGACCA
ATCTCTAAGCAACTTTAGCAAAACTTTCTAGTGTTAACTTCCCGAGATCAAGGACACCTC
GACCTGCAGGCATGCAAGCTTGGCACTGGGCCGTCG
>AU180560 ID   AU180560   standard; mRNA; EST; 516 BP.
ACGCAGAAGCATCATCTCAAGAGCCCAGCAGCAGCAGGCATCATCACTGGCGCTATCGAA
GAGCAGAGAGACCTGAAAGGTCATGTCGGGAAGGCGCTCCACGAAGATTAACGCTTCGAG
AGAGGTTCAGGAAAATGAAGCAGCTTCAGAATGTCAGCAAAGGGGCTTCAGGGGACCAAG
AGGGAACCAACAGCATCTTCCAACGGCTGCGAATGGAAGCAGAGGCCAGTGAGCACTGGG
CTCATGAAAACTGTGCCATTTGGACCAAGGGGGTAATTATGGTGGCTGGGAGACTGTATG
GACTGAAGGAGGCTGCCAACAGCTCAGCACAAACGGCTGTACATTCCATGAAGATGATTT
CTCCATCAAATGTCCTAAACATGAGGACCTGTAAGATATTCCTGTGTTCCACATTTACTG
CCATTCTGCCACCAATCCANCAAGGCTCCAACAGCCACCCAGCGCACACGGATGATGGAN
ATGATGGATNTTGGCCGGAGGCTGCACTGCGGTGGA
>AU180561 ID   AU180561   standard; mRNA; EST; 463 BP.
TGGGAGGCAGAGGAAGCTGCCATCAGCTGCTGCACTTCTGCTCTCCCTCCACCAGGTGGA
GACATGGAGCTGCAGCAGCAACATTTCCATTCAGTCAATTTCACAAAGAAACAACAAACT
TCCTGTTTCTACACTTTTCTACACTTCAGGAAACATGAAGCATTAGTCTTTTTGTTTCCA
TATTGGAGAAAAGGTCATTGGATTCCCCTTAGCAACTGCAGGACACATAAAACTGGTCAC
ATCAGATAATTGATGTACATTCATCCAGGTGTGATGGTGAAGTTCCTATTTCAAACCTAA
GAGACATGAGATGTTGAGTTTTTGGCCCTGCCATAGCTGACTTGTAATCTTTGAGGATGA
CTGTATGGACAAATTATTTTTGGTTTAAAATTTTTTTAGGTTCATCTTGATCATTTTATG
AAACCCTTATACAGACCAGAAGGCGGGGGGGGGGGGGCGGTTT
>AU180566 ID   AU180566   standard; mRNA; EST; 329 BP.
GCAAATCTTGCAGGCTTGTATCAAATCTTTTAGAAGATACGTCACATTCAAAGACACACA
GTCCTTTTAAAGCGGTGGTCCTGCTTTTAAAAGGCAGTGTATGAACTCAATGTAGAAGAA
TTATGGGTTGTGTTCAAGGAAGTGGAGTTTTGCCCTGAGCATTTACAGTGACTTCATGCA
GCTGACAACAACCATTTCGCCTTCAAAAAAAACAAAAAAAACACACACACACATCCTCGC
CACACAGCAAGAGGGAGGAAATGGCAGAGGAGCAGATGCTCGACCTGCAGGCATGCAAGC
TTGGCACTGGCCGTCGTTTTACAACGTCG
>AU180568 ID   AU180568   standard; mRNA; EST; 535 BP.
AGACTTGCATTTGCATCANTGNTCACAGCAGTTGTTGCAATAAACATGCAGAGTTTTCCA
ATCTGTCTAATCCCCCCTTTGTCGAAGGTAGTGGTAATTTGTATTAGTATATTATCCGTT
ATTGTTACACACTTTTTATAAATTAAAATGTTCACTGAGCACTATTTAGCATAAATGCTA
ACTCTAATGAATTGATCAGACCTTGCATATACACTCAAACCCAAGTGGAAGAAAAATACA
TCACTGAATATTTCGAATTTCAATGTGTCTGCACAATCACTCCTGTTGTAAGTCATGAGT
TTAACAAACTCTGGTTAATAAAACTCACAGCAGTTTTTCATTGTCCAGTACGCTCTCTGT



CACCAGGCTTTTCATCATGGTAATCACATTTCATTCGTTTAAAATTCATTCATTTTCCTT
TATTTGCCCTTCCATTGGTGGTCTTTTGATGACATAATCCCATTTCCTTCCTTTAAACTT
ATGCTGCTTTGGCACTGGTTTAGAGCAACATATTTGCTCGGGTGAATTTACCCCC
>AU180570 ID   AU180570   standard; mRNA; EST; 574 BP.
CTTTGGATTCAGCCTCTGCAAAGGCATGCCTTTGGAGAAACGTTGGTTTCTCCATCTTTC
CTCATTCCTTGCAGTCTGTGGCTAACATATCAAATGTTTCAGGGCACTTGGGTTGAATTC
AAAGTGACACCAATGAGGGATTATTTCAGAAGGTCCATAAAGGTCATCAAATTTTCCAAT
GCTTCAGGATTTTCTCACAACAACTGTTTGCTTTAAATGTCCAAAAGCCGAGTTCCTTGA
CCAGTGTCGGGGCTCCACCCGCCTTCGACTGCCACCCAAGCTAGAATGCCCCCTTTGAAA
ATCTCCTCCAGGTTGTGAGCCAACAGGAGAGTAGTCCCACACTGTTTATTGAGGCTAAAG
TGTGGGAAATGCCCCAACCATCAGGCACTCGCCTATGAGCAGAGGGGCCCCTCAGTCATG
CTGGGGTACGTAATGGATTTGTGATGTTTAGTATTTATAAAGGGGATTTTGAACCTGTCT
GCCATGGGACAACCTGCCAGGGGCTAAAGCCCCAGACAAGTTAGCTCCTGAGATCACTCG
ACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCG
>AU180571 ID   AU180571   standard; mRNA; EST; 255 BP.
GCTTTGTTTTGGTATGCCTACCTTGCATCTGTAAGAAAATGAAAAGCAGCTGAGATTTCT
GCTTATGGCGATTCGACAGAGGAATGAGAAAATACACCCATCTTTCAAATATGTTACAAA
TGTTTCCTTAAATATGTTACAACTTTGTGCCGTCTTTGAGAAAGGGCTTTTAACACATTC
TTGCTGCAACCGTTTGAACGTGTGCCAACATTTTTTGTGACAAAATAATTCAATAAATTC
TTTTTTTAAAGACCC
>AU180572 ID   AU180572   standard; mRNA; EST; 696 BP.
GTTTACTACTGTTGAACTTTTAAACAACACTCAGTCAATACTGCTTCATTGTTTTCCACT
TAAAGTCAGTGATGCTCCTGAGACGCCGACACAAAGACATGAGAGATGGAAAACCTTTTC
CCTTTCAGTGAACTGAAAGGTTACGGAGCAAATCTGTTCAGCATCCTCAGGATGGAGCAC
AGAGCGTCCAGCTGTGTGAAGGCAAACCTCTGCAGAAACCCAACACAGGCGGTTCTGCTG
TTCCTGAAACATCCACACTGACGCCAATCTATGAAACGGGCCAGCTCCCACAGCAGAGGA
CATCCCGAGCATTCCTCCCACCCAAACAATATCCACACTATTACCCGACAGAATCAGGGC
AGAACCGCAGCCTGCTTCAAACAGAGCTCTGTTGTCAGAGCTGCATAGTTATTACAGAGA
CACAAAAGCTGGACTGTCACTAAAATAACTCCTATAAGTATGGATTTTCCATCCAAAGCC
CGGTGAAACTCATCTGATACGAGACCGAGCAGCTCCGAGGCAGCAGCCTGGGAGAGCAGC
TTCTCCGCCGGGGGTGGATTAAAACATCATTTTGAACAGTTTGCTGTTTTCATAAGAGCG
ATGAATTAAATGCAACAATGTGCTGCACATTTATCTTGGTCTGCAGATGGAGAGATGATG
TGAGGCAAAAACAGATTGTCGAAACAAAATTATAAC
>AU180573 ID   AU180573   standard; mRNA; EST; 443 BP.
TTGCTCCAGGCTTTTTCTTTCACAACTCTATTCCTATCTGAAAGACGGGTACAAACTGCA
ATTATTTTGCAATCAATCGCAAAAGACGCTACCCATAGGGCCGGATCTAGCCATCCCCTG
TTGGGGGCGCAGACAGAATATTGAGGAGACAAGTTTTTGTATACTGACGGGTTGGGGTGT
AAAATCCTCCCAAGCCCCTAAAATGCGATAAAAACCTATGCTAACTGTGCTATAACGATT
ATCTCCTGTGATCCACTTGAGTTTTATTCAAGGTTTTATGTAGGATCCCATTCCTGACAC
TACCCTCTGCATTTACCCGGGCTTTGGACAGGCACAAATGTGACACTGGCTTCTGCCCTG
TTTAAGCTATAATTTTTTAGAATATGTTTATTTTTGAGTGAGTGAGTAAGTGAGGAGTGA
GGAGTGAGGGAGGGAGGGAGTAA
>AU180574 ID   AU180574   standard; mRNA; EST; 665 BP.
CCCATGATTTGCATCAACCAGTTGAAGGACGGGAACAAAAAGCCCAGCCCGCTCACCGCC
GCCAGGATGAAGCAGAAGGCGGTGATCCAGTGGTTGATACGTTCCGGCGCGGTGTAGCGC
ACGATGGTGTCACGTCGTTTCATTTGCGCTCCTCGTCTTTCTCTTCGTGCAGATTATTCT
CTTCCTNATCCGCACGGTTCGGACCGACACCCACGTAGTGGAAGATACTGGCCGCAAAGG
TAGCCGCAAAGCCAACAGCCGCGAGCGGTTTCCAGATGCCTTTCCAGAATTTCACGGTTT
CGCTGATTTCCGGGTTCTCCGGCAAGCCATGATACAGATTTGGCTTGTCAGCATGGTGCA
GCACGTACATGACGTGTGTACCACCGACGCCTGCCGGATCGTACAGACCCGCATTGTCGT
AACCGCGGGTTTTCAGCTCAGCAACGCGCTCGCTCGCCAGCGTTTTCATCGACTCTTTCG
TACCGAAGTGAATCGCGCCCGTTGGGCAGGTCTTCACGCAGGCTGGTTCTTGCCCAACCA
CCACGCGGTCAACGCACAGCGTACATTTGTAGACGCGGTTGTCTTCCGGGTTGAGGCGCG
GAATGTCGAACGGACAGCCCGCAATGCAATAACCGCAGCCAATGCACTGCTCGGACTGGA
AGTCG
>AU180575 ID   AU180575   standard; mRNA; EST; 399 BP.
GATGGATGAGGAGGTAGATGGGGGGCCACAGTGGGACTTTATCATCTCCACTTGGCTGAC
AATGCCTTCCTGCCCAACAATTTTCTTATTCGACTTATTGATAATCTGCACATTCTTGAT
ACTACCTGCCCATACGACTAGAGACGGCTCTAGAATAGTGAGACTGAGGAGAAGCGCCAC
TTTTGATGAATGGATGAACAGTGATGAAAATAAGATATCCGAGGAGCATGAGCGTAGAGG
GGGGGGGGCAGCGTTAATCCAACAACCCAGAGAGAAGGAGCGAGAGTGAAAGACAGAGGC
ANAAAAAGAGAGGGGAGGAGGAGGAGGCAAAAAGAAAGATAGCCTTTCGGCTGTGTTCTG
TCAAGGGAGAAATTACACATTTACGGAGGTTTTTTCAGG
>AU180576 ID   AU180576   standard; mRNA; EST; 420 BP.



ATTAATAAAAAACCCGGCGCTAAATGCTTACCGGGTTTTTTCTTTATCAGGCAAATAGCA
GGGAGAACCGCTAATCTGCTCCATCGCCTGCAAAATACGCTTATCTGAAATCGGATAAGG
CNNTACCAAGTTGTTGAGCGAAGTAACTAACGCGCAACTCTTCTATCATCCAACGGATCT
NTTTCACGTCTTCATCCTCACGACGTGCGGGCGGCAGTTTGTTGATCCATTGCTGCCACG
CCTGCTGGACGTTTTCGACTTTCAGCATCTGCGCACGGTCGTGATGTGGATCAACCGCAG
TTTTTCCAGCCGTATTTCAATCGCCTGCAAATCGCAGCGTGTCGCCCAGCCGTTTGAAGC
CGTTACCAGTGACAAAAACCGCGATATAACCAACCCGCCCATCTTGCGCTTTTAATGTCA
>AU180577 ID   AU180577   standard; mRNA; EST; 699 BP.
ACAACGGTGCGGTCCATCTGATTGGTCAAATGCATAAATGGATTTATTTGATTCGCTAAA
TACTTCAAGCTGCCATAAGATTGTTTTAGCACATTTAAGGTAACCATTTATTGCGATTCC
TGCCGTCTATTGCGATATGCATATTAAACAGCTTGATATCACCATAACGCTAAATTTGCA
ATTTATTGTGCAGGCCTATTGTGTGAGCATAATAACAAACTATTTTATTTTAGTTTTTAT
GAAGATGGTACTGAGCTTAGTGTAAAGAAGACAACTGGATGCTTCACTGGATGACTATTC
AAAAGAAAACATAAATTAAAATTTTAATGAAAATTGATCTATTATTTCAATCGTTTCTAT
TTTTCTTCATATGTTCCTCCCAACAAAAATCATCTCAATTCCACAGCTTGTTTTAAATGT
TACCAAAAATGTAATTAAAAAAACGTGAACCGCTTGATTTTTCTTTATGATCATTCTTCT
GGATTGCTGCACACTGGGTGAAGAATACAGGTATTAACTAGGTCTTCATTTTTCGCTTGG
TTTCTTAGTGCTATAAAAAAAGCTCTGCTTGATCTGTGGGTTTTTATAACTCTTTTTTTA
TCCTTGAGTATGGAAGATGAGAACCGCCACGTCTGCTTTTTTTAGCTTGTTTTCTTGAGA
TAAGACTTAATAACTTGGTATCACAAGATAACAACAACT
>AU180579 ID   AU180579   standard; mRNA; EST; 383 BP.
TGCCCTTACAGCTAGATTTAGGCTGTCTGTGGGTGAAAAATGGGCATACCTGTATATACT
GTGTATATACTGGGTATATTGGTTGGCCTGCACGGAATATCGAGGTCGTAGACCGCTTGG
TGAGCGCAGGGAGTGAGAATGTTCATGCACATTTTCTTCTGCTGGTATGCTGNGAGCAAA
AGGTCATAGTGAACACTTAAACATATATAAGGGTAAGTAAGGGTGAAGGACGTGAGAGGA
AGATGTGTTATGTTTTCTGACCAAAAAGCAATGTCTTTTAATTTTAGTAGTAAAAATAAA
ATTGACAAAAAGCAACAACATAAAAAAGTATGAGTAAAAAGCGGTGGGCTCTTTGATCAA
TTCAGTTTCAATAACTTCAGCTG
>AU180580 ID   AU180580   standard; mRNA; EST; 452 BP.
GGGCTGAACTGTTACATTTTAGTAGTGAAGCTACTGTAGGAGGACAAAGAAAAACAGCAG
AATTAAAAGGCCATTACAAATGAAAGGATAAAAAATACGCAATTTAAGGGGTAAAAACAT
TGCTTTTTGAAATTTTAGCAATGCTTGAAGAAGTTTATTTTGATGATATCTTAATCTTTG
TCAATATTGACTGAAAAATTGGGTGGCAGCTGCCTCCCCAAAGCTTCGCCCCTGAAGCTT
GGGACACGGGCCAGTTCTTTAGTTGAAAACGGGTTGAACCTGAGCGGAACCATTCCAATA
AACACTCAAATCCAAACTCCTAAGCTGTGAATGCCCACAGATATATATACATTCAGTGTT
TTCGTGTTCTGTTTTCTTCACACACACAGACTCTCAAGAGTTTCTAATCAGTTCTCAGGC
TTCTCCTGGCAGAAGGTTTTTTTTTTTTTTTA
>AU180582 ID   AU180582   standard; mRNA; EST; 501 BP.
TTCACCTCCAGCTGCCTCTCCGGCCTCCTTCCACAGCCTCTCACTGTTCCTTCAGCTTGT
TTTTCCTTCTTGAGCTCCTTGAAACTGTAGTTTCTTCTCTTTGTCTTCTGTTTTATTCCC
TCTTTTCATTTTCTGTTTCTTTCCTCTATTCACCACATTTTCCCGTGACTTTCTTCTTCC
TCTCGTTTTGTCTCTTTGCTTTATTCCCGTCTTCATCTTTCTTTTCCTCGGATTCATTCA
TCTCCATCACTCTCCTCCTGTCGTTTCCATCCATCCATCCATCATTTCCTCACAAACCTC
CTTCCCATTCTTTCTTTTCCTCTTATTTTCTCTTCCTGTTTCTTCTGGCATCTCTCCACC
GTTGTGTGCGTGTGCGTGTCAGTGTGTGTGTGTGTTATGTAACCTCAGCAGTGTGTAGGC
TGATTTCAGACCAACTACCTCAAGACTCAATCAACCCCCCCCCCCAAAAAAAAACAACCA
ATGCAACTCNTTCAAAACGGA
>AU180584 ID   AU180584   standard; mRNA; EST; 705 BP.
GAGAAAGGGACCTCAGAAAAATGGATGTGTCAAACATGATATAAATGATTATTGTCAGAA
GTCAGAGCTCTGTCTCCCCCTCTCTCCTGTCTCTCCTGAGTTGTAAACACACTGCATCTC
CCAGCAAGCCCAGCGCACAGTTTCTGGATGCCACACACCTGACTTTCACTTGCAATCACT
CACAGTTTACTTAAGGACAGTACTGAGCCTCACTCACTCACACGCAAAGTTTTGTTTGTG
CCACTCTGCCTGCATCACTGAGCATTATATCCAGACCTGATCTTCTGATTTTCTGACCCT
GTTTTGTCTCTGACTCTGTTTGCCTGCCACAAATCTTGCCTGGATCCTGACAACCCCTGT
CTCTTCTCTGATGCTCCCATGGTCGTTATTGACCCCTGTCTGACCCTGATTTAGCTTAGT
GGCCTTTTAGCTGAGCTAATAAACCTGCTGCATTTGGAACCAGCCATCTGTCTGCTTTGG
GACAAATTTTGAGTTAAAAATTGTAGATTTTCCAAAATGGAAAGTTTAGCTTTGAGTTCC
AAGAAAAGGAAAAAAAATAGGGTAACTCCAAAAGAAAAGTCTTTCAAAGCTGAAAAATAA
GTTTTGTTTTGTGGTGAATTATGCATATGGATACTGTTCAGTCGAAACATAAGTACTGCC
CATAACATCCTTATTTCTTTTTTAATTTTACTTTATTATCTTTCC
>AU180585 ID   AU180585   standard; mRNA; EST; 456 BP.
AAGCTGTTTTATGTAACGTCAGCTATATGGACCTGGGCGTGGTTGTGCTGGTGAACAGGT
CAGAGAAACGTCATCCATCTTTCTATCCTCCCAAACTAAGCTGCTCTGCATTGTGCTCCA
TGGTCTGTTCCTGCCTTTATCCTCTGGTCCTGTGATAAAGATAGCATGATATACCATCCA



CATGGATTATCCTTGTGGACTGAGTCTGATTCATTCTCTCCTGTGTGTGAAGACTAAAAC
ACAAGACAACTGTGTTTCAATTGATTAAAACTCCTTAAAATCACAGAGTTGTACAGCATA
ACCACAGCAGGCATTATATGTTTTAAGTTGTGCAACATCACAGAAACTTTAAGGATATTC
CAAACTTTGACATGGAAACAAAATGTCCGTCTTGGTCTTCACCTTTTAAATTTAGTTATT
AAAAAGCATTTTTCTCATTTACACCACCAGATTAGC
>AU180586 ID   AU180586   standard; mRNA; EST; 685 BP.
TCGCTCTGCACATTCAGGTTTCTCTGCCTGAGTGTGAGACTCAGCGAGTGTTTGTACAAC
CAGCAAACTCTCATCCAGCCGAATTGATTAATTGCATGTTGACGCCTGCAGAGCGCGTTT
GGAGAGGCCACTACAGGAAGAAAGGAGAGCCGTTAGGGTTTCACTTTCACGTTCATTCAC
TGACTGCCGTGCGCGATCCAGGCGTGCACAGATACTACAGCACCCCATTCAGATTCGGTT
CCAAAGGAGCGTCACATGCACGTGCACATGTACCATTTATGTAATGGAGAGATGCCTGGA
AGCAGTGAGAGTTTGGAGGGCTAAAAAGAGAAACCACCTGCCTTTATTAGACTGAGGATG
AGGAGGAGAGAAAGATGAAGACACAGTGAGTGGAGGGGCAGAGATGCGGGGGTGCATGTC
TTTAAATAAAAATGCTTCATGTTCTTTAATTAATCTTCAGCAGGAAGCCGACGGACACCT
GTTTTAACCTGCAGCGTCAGTTAAAGTAAACTAAAAGGGATATTTTCTTTTTAATTGGGG
GCAACCTGAAAGTGCTGGCAAAGGCTTTAACTAACCATTTATCATGGCGCGTACATGTAG
TTAGGCTAGAAGTTGTCGACAGAAAACAATGCTCTAGATGTGTTATGTCCAGAACATACT
GGGGAAAAGTGGATGGGAACAAGTC
>AU180589 ID   AU180589   standard; mRNA; EST; 665 BP.
TAAAAAACACCAGCGTTGACTGGAAACAGGATTCAGTTTCTGTAACAACCAGCTCTGGAA
AATGAAGTGGCCTCTATTGTGTTTGTAAAAAAACACACGTCAACTTGAAAAATAATACAT
GAATTCAAATGACTGTTGAATTGCAACAATTGTTGTCTATTTAAATACAATGTGCCATTG
TACAGTAGACTGTAAAGCAAGCACAGGAGGACTTAGTAATAAGAAAATGTAGGTTATTGT
TTATTGATATTGATGCAAATCAGGGTTTGGAAAACAGTCTTAGGTTTCTATAAGGGCTGT
CTTTGACCCAAATCTCATTTGTGGGGCAGCCGTGGTGCAGAGGTAGATGGGTCAGCCTTA
GATCTTAATGTGATAAGTTTGGTTCCCGCCTTGCCTGCCCATGTTTTCAAGTGATATTGT
GATACTGTGAACAGTGAACCCCACATTGGTCCTGGTGGTTATAGGTTGGGCCAGTGTCAA
TGTGAGTGTGTGCATAGGTGAATGGGACTTTGACGGTAGAGCGCTGTGGTCCTTCTCATA
AGGTAGTAAAGCGCTATATAAGTATACTTCATTTACCATTAGGGGAAATGGTACACTTAA
TAACTGAAGCCCAGGTTTTTGACCAGGTGACAAACAGGTGCTTGAGTTTCTGTTATCAAT
CCCAT
>AU180591 ID   AU180591   standard; mRNA; EST; 720 BP.
CCTTGTAGCCGCCCCGCATGTTTTCCACCCCAAAAATATGCTCCTTTTTTCCAAACTGCA
TTTTTTTTGCCCAATTCACAACTTGAATTAAGAAATACTCAGAATTGAAACTTTAGGCTT
AATTTTCTTAATGGACATGTCCTCCGTCGTCAGAAAAATGCCACAAGATCATGTTAAAAA
CATCCAAAACACCATTTTTATCCGAGTGGATCTTTAAGGTTGTCATCATAATGAGCATTA
CATGAATGCTAGGGTGAATTCTCCTAAAGAGAAACAAAAAATAGATTGATGTTGTCCAAC
CACAACCTACCAGGAGGCTTGTTCTCCACACAAATGCTATCCCTTCTTATAAATCCATCG
GCACAGTCGCAGTGGAAAGAACCCTCCTCATTGATGCAGGCCTCGTTGAGGCCTGGGCAT
GCTATCGCACGTTCATTGCACTCATCTATGTCTGTGTGAGCAAGCAAAGAAAACAGTTAC
AGGCTGTTTGATAGGAGGCAGTTATCGAGTCAAACTGGATACACCGAAGTCCCTCATTGG
AGAGGTGGAAAAGTTATTTTAAAGTTTGTCAATCATTCATTCATCATTTGCTTCAGACAT
TTTTGCTTTGTGTGGTTCCCAGTTTCGTTGACAGTTTTGAATTGAGTCATTACACAATTT
GTGCACAGTAAATCAAAGAAAGTACGAAATAGGACTGTTAATAACACTATAAGGATGTTG
>AU180592 ID   AU180592   standard; mRNA; EST; 278 BP.
GTGATTTTAAAACATAAAATAATAACAATTGTTGACGGTTTGGGGCATTTCTATGCTAAT
AAAAAGCTAAATGTTAGCATCAAATGACCTTCCTACCATGTAAGCTGCAGGATTTGTCTT
TTCTCTTTAAACCTTCACTCAGCCATCCCGTTCTGGCTGCGGTGCAAAAACTCCCGGTTG
GAACCGTGTTTTACACTAAAGTGTGGAAGAATTCTGCTTTTAGTCGACTCGACCTGCAGG
CATGCAAGCTTGGCACTGGCCGTCGTTTTACAACGTCG
>AU180594 ID   AU180594   standard; mRNA; EST; 715 BP.
CAACGGCGTCNTCTCATGTGTTTATACCCAAAAAGAACCAAACTGGTTTTCAGCTGTACA
ACAGCGTTCCCAGGTAGCTAAACATCCACAGCAAACAAGCTCTGCTATAGATCCATCTCA
GTTAGAAGTGTAGCTACACCACACATTTGCTATGCTATACAACCCCCAGTCACAGAGCAG
ATGTACAGTTTGCCAAGCTGATGCTGCACAGTTACACAACCTCATTCCATGGCAACCATG
CTGATCATCTGACAGCAAACTGCTCAGCAGCTCTTGCTGTCTCTCAGTCGGCCTTGTCCT
CGCCGTTCTTGGCCCACCCTCGGCTCATTGCAGCCACCACGATGCTGTACATGTTGAGCC
AAGCTTGACTCAGCGCTGCGGTGTAGGCCTGACCCAGGCTGCACTGGTGCATGTACAGAA
GAGACTCGCCCACCACCTGACGGAGTGAAGACAAGCACAAAATCATTTCCCCCCAAGTTC
AGTCACATATGATGGAACTGCTTCAGTAGAGCTGAACTGGGAGAGGTGGGCCCTACAGCA
AACGACTGAGTGCTGACTCCCACTGCTTGATGCTTTCTCCCCAGGTTGAGCAGAAAGTCC
TCCAAAGAGTGGAGATCATNCTGATGGNTGACAGCCGCATCAATCACAAGCATAACCTGT
GATGCCAGAAACNAGTTAATAGNGGTAACTAATTCATTCCCTTTATATATGCCCT
>AU180598 ID   AU180598   standard; mRNA; EST; 444 BP.



TCACAAATTATCGTTTCATGTAAACAAATGACAGACAATTAGGACATAATTAAGGAATTC
AGTGTGGAACTTAACATGCCTGTGATTTCTGGAGTTGGGGGAAATAAAATGCATCGTTTG
TAAGATTCAGATGACTTGGCAGAGACCAATAATCATTTTCGACAAATGAGTCAGGGATGT
TAGTAACACCATCTTCAGCTTGGCGTGACCATTAGGATCTTACTAGGCAGCAGAAGGAAG
CTTAAAGTAGTAACACCGGTTGTTCACTTAAAGCCTTAGTCACATGCACCTGTATGAGGG
TTTGACCTGTGTGGGTGCGGCAGGTTTTTTGGCTTCTCCGGGCCCATTGAGGAATGTAGA
CAAGTGCAGGTCTTGCAGTTCCCTTGCAGCCACCTCGACCTGCACGCATGCAAGCTTGGC
ACTGGCCGTCGTTTTACAACGTCG
>AU180599 ID   AU180599   standard; mRNA; EST; 555 BP.
TTACAACGTGACGAATCAAGCATGTAGAATAACCTTGTGGACTTGAGTACTGGATCATAT
TAACCGCCACTAGAGCCACTTGAACTGCAAGAACCTTTCAGCTTGACCATTTGTGTAGTT
TTTAAGAGACTTCTGGTTTGTCTCATATAATCCATTTTTATTCTCTCATAGCCTTAAAAT
AATTATTAAAAATGTTGCAGAGGCATAATGCACACTGCCCCTCCACTGCTGACATACCCN
AAATCAGATAAGGAGAATGACTGAAAGACTGTGTTGGAAACAGCTGACTTTGCAGTTTTT
TAACTGTCAGTTTAGCTGGTTTTTATATGTATGCCCAGCTGCATTTCAGCTAATTAAATA
ATTATTTTTATGATGAAATAAATGGACTATGCTNCTTTAATTTCAACCATATCAACCCGT
GAAAGAGGAAAGAAAAACATAAAATATTAAGAAATGTTACCTTAGAGATGAGCGCCAGCA
AACAATGGAAGCAGCTCAAGAAAAGACCCACCAGACATGCGCAGTCAGTCGCCGCACAGC
GAACTCTCACCTCTC
>AU180601 ID   AU180601   standard; mRNA; EST; 312 BP.
CAAAACAACTTCTTACATAAAANATGAGAACGAAGCACACACCCATGAAGTGGCAAAAAG
ACACTGGCAAAAAAAATAAAAATAAAATCAGGTTAACATACAACTTGACATACATGACAA
ATAGCTGCAAATCTTCCTTCTGTGTGGCTCTGCAGGGTTTTAATCAACCTGCTTCATTTG
TCTTTGAGTGTTCGTTCTTTGTAACAAGCGTACCTTGGCTAATAGATAATAAAAACAACA
ACCGCTAGCTAATAGCTCTTGGTGGAAATCTGTTCAAAAATAACATATTCCAACCTTTTA
AAAAATGTTTTT
>AU180602 ID   AU180602   standard; mRNA; EST; 317 BP.
GACATAGTTTCTGCAGCAAGGTAGAAGTTCATTAAAAATTCATGTCTCCGTTGGTGCAGA
ATAAGCCTGCCTCTGCTTCCCATCATCCATCAGTTGTGGTCTCCCGCTAGCTTAAAGACA
TTCACGACCCCAACCTACCAACCTAACATTACCGGGGCAACGAAGATGGGGGCCAATATT
GGAGCTATGTAGACGTCCGGTAGGGATCCAGATACCAGCTCAGACGTGAAAAACAAAGAC
GTACGTGGATCTATTTGTCTGCAGGTGGATTCACCTGCAGGCATGCAAGCTTGGCACTGG
CCGTCGTTTTACAACGT
>AU180603 ID   AU180603   standard; mRNA; EST; 86 BP.
TCTCTTTACGCTGAAGCCTTAGCAAAGCATCCATTTCTACTGAATCATTCTAAACAGTTC
TGTCATGCTTTGAAGGAGATGTTTGT
>AU180604 ID   AU180604   standard; mRNA; EST; 353 BP.
GGTATGGCAGCTTGTTCCCTCAGTCCTTAAACCACGTCCTGCACATAAAAAACAAACAAA
AACTATTTTAAGGAGTCTATAACTCATNTTCCAGATTTTTTCCTGTCCTAATTGTCTGAC
TGGTTAGGGTTTTCTGACAAATCATGCAGCAAAACACAAAGTTACAGTTGAGTTGCAGAA
AGCTCGCTTCAGGTCACAGGTCCTTGCTACAGTGGAGACATTATCCCTTTGTTTGTGGCC
ACCAAAGAGCGTGTGCTTTTATTCTGTGTCAGTGCATGCCTGCTTGTGAGCGTGTGTCAT
GTGTCTGTGATAATGCCCGTCTTGTGTCAGATCCAGAGCACAAACATTCATAG
>AU180611 ID   AU180611   standard; mRNA; EST; 587 BP.
AAAACTCGCTCGACTGAGTATAAAAAACACTTGGAATAGATAAAGCTGTATGTTCAGCCA
GTGAATGGGCTGCCTGCCTCGCCTTAGTAACGGCTGTAATCCGAGAGTTTGTGGATGGTT
GCCAGGAGAGCTGCACCCCCACACTGCCATATAAGGTCAACAGGATTCCTCCGCCACAGC
CCTGCTGTGCGGTATCTGGGTGAAAGGGTGCTTCGATTTGCTGCGCATGCTCTCTGCATT
AAGATCAATGGTTCTCTATCGCTGTTCCGTTGACAAGATAGGGCAAAAACAATAAAATCC
ATGCTTGGAGAAAGAGTTTGAAAACTACTCGGTGTTTGAAAGCGTAAACTGGATTCTCAT
CTTTATCTCTGTTCGTGTTTCCTCTCGAAAATTCTTCTTTTTTTCAGTTCGAGTTTGGGA
GGCGTTGTTTTCATTTTCGTTAAGCCTTTAAAAGAATGCTGACTGTCACCTGGTTTTGTG
TCAGAGTGAGACCTCCTATTTTTCTTGCTCTCCTTTCCAAGGGTGGATACAAAGTGCGCG
TGCTTGAGTCACGAGGCAGCTGATACACTCAAAGCCTTTCAAGGTTG
>AU180612 ID   AU180612   standard; mRNA; EST; 656 BP.
TTTCCTTTGATGTAGCGACAACTAAAGGTCGTGTCACACAGCCACTACATATATCTTGCC
CATTTTCCGTGTATGAGTTTTCGGTCTTTCGTGATGTTTCTGGAAGGTTTTCTTGCGTTC
GTCATTCGTCGATGTCCGTCGAGGGTTTCAACAGGTCTTTATGTGAATTTGATTTTGAGC
TGCTCAAAATTTTTGGTCGCTTTAGAACTACACAATTTTTATGCAGTACATAAATCTTAT
GCAGTTATGTGATATTTGAGAGATGCACACGCAAATTTTTGGCTTTCCACAAATGTTCCA
CCTTTGTCAGACTTTTCACGCATGTACCACTGATGCATCACTTATATCCAAGTTTCTATT
GCACCTGTTACCAACTGGTGTTTAGAACAGTGCAATTACTGACTACAACTTCTTTTCTGG
ACACCCTGCAGCCAATCAGAATTGAGTTTTCACACAGACCATGCCAGAATATTCAGAAAA
CTATGTGAGAAACCTTTCATCTTGATGAAGCAATTATTTTTATTTCTAAAGTGGCGGTTT



AAACCAAACTTTGCTGCTTCAACGGTGACTCTGACTTCATAAGAAAGGCAGAAGGTTGAG
GGGAATTAGAGGCCGCTGAACCCTGTTTGCATCTTTAATTAGCCTGCCTATTACGG
>AU180614 ID   AU180614   standard; mRNA; EST; 528 BP.
GTCAGCGCGCCAAAGTTCACCGGCACACAAAAGTTCCACTGGAACCTTTCCTGATCCCAG
CCAAGCGTTTTGACCACGTTCACGTGGACTTGGTTGGCCCACTGCCTCCCTCGAAGGGTC
TCACACATTTATTAACAATGGTGGATCGGACCACCAGGTGGCTTGAGGTAGTTCCTCTGT
CCTCCACTACATCTGCTGACGTGGTCGGTGCTTTTCTCTCTGCCTGGGTTGCCCGTTTTG
GTCTACCGTCAGACATTACTTCAGACAGGGGCCCCCAGTTCACTTCAGAGCTTTGGTCGG
GAATGGCGCGATCTTTAGGGGTGCAGGTGCACCGTACTGCGGCTTATCATCCTCAAGTGA
ATGGGTTGTGTGAGCGTTTCCACTGTTCTCTTAAGGCTGCCCTCCGCGCTGCGCTCACAG
ATGACTGTTGGTTGGATCGTTTGCCGTGGGTCCTACTACGGCTACGCTCATCTTCTAAGC
CCGACCTAGACGCGTTCTCCGCTGAATTAGTGTTTGGACAGCCGCTCC
>AU180617 ID   AU180617   standard; mRNA; EST; 530 BP.
AGAGAGTAGAACTAGCTCTCAAGATTTTTTTTTATTGACATTGTCCGCTTTTATTGGTAA
AAATAATAAAACCTTATTTAGCATCTTTCTTTTCTTTTCCCAAGATCTCCTGAATATTCT
ACTCTGCTTCTAAAGCTTTAATGTGCTCTAAGACGTCAACAACAGTGAAATTAATGATTT
GCAAATAATTGAAACCTTGTCTTTACATTAATTTTTCTATATCTTTGAGAAAAAGTAAGA
TTATTTATTGGGTTTTTTTGCAGAATCTGAGGTTCCGATCTGCAAAATGAGTCAGGCGGT
TTCTTCAATATTGCATCATCTCTACTTTTGAGAGCTCAGGAGACCAGCTGTTGTTTTTCA
AAGTAAAAGTGTTTCCTGTTGTTTCCTTGCCAAACACCTTCATGTCATGATGCGTGTTAG
CTTTTGTTGCTGCAATACTGCGATGAAGCCGCTCTGCTGTTTTTTTTTCTTTGTCTATTC
CTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTTTTACAACGTC
>AU180621 ID   AU180621   standard; mRNA; EST; 468 BP.
AATCCGGCATGATGTGGGGCCTTTAGAGTCAAGGGATGATCCCATTTTAGGGTACATCCA
GGCCAGGTTTAGGGGCCAAAAACCAATTAGAGCGGGACTTTGAGCCTTTTAGACTGGAAA
AGTTTAACATACCTAAAAATGAAACAAGCATCCAAAATAATGTGAACAAAAATCCTAATG
ATGTAAAAATGATCTAAATATGCAAATAAATAAATAAATAATAATGTAAGAATAAACAAA
CTTATGTAAAAAAGACCTACTGCCCAAAAATCTGTTTACACCAAAAAAGGAAATACAAAT
GCCAAAAAGATCAAAATAATCCCCAAAAAATACCTCATAATTCCAAAAAACTATCTAATA
ATGGCAAAAAGACCTAATAATGCCATTAAAAATCTAATAATCCCAATAAAATGACGTACT
AGCTGAGATCTACTAGTAATAATATCTAAGAAATGACCTAATAATCAT
>AU180623 ID   AU180623   standard; mRNA; EST; 602 BP.
ACATTTGTTTTTCTGCGTAGCTCCTCAGCCCCTCCGGACTCCTCTCCATATCCATCAATG
CTGCAAACTCCGCCTCCCTCGCTACCCTTCCCGCCTCATCCTCCTCCCTCACAATCCACC
AGCTCAACAGCAACGTCTGGCAGCTGTGCATCCAGCTGGAGGGCGTGGCCTGCTGTGCTC
AGGCGCTGGGGCACGACTTCCGTCCACTGCTGATGACCTCACTGTACGCGGTGCTGGAGA
AAGCCGGCGAGGAGACGCTGCTGGTGAGCCAAGCCGCGCTGAACTCCATGGTAGACATCA
GCAAGGCCTGCGGCTACTCCTCCCTGAAGGAGCTGATCAACCAGAACTCCGATTATCTGC
TCAATGACATCTCGCTGAACCTGCAGAGGCTCAGCCAGCATCCACAGGCTCCACGAGTGC
TGGCAGTAATGCTGACTCACTCGGACTGCAGCCTGCTGCCGCTGGTCGCAGACGTTGTTC
AGGATGTGCTGACGTCTCTGGATCTCAGCTACGACCGTTCAGCCGCTCTGTTCTGCTCCG
TGCTGCACGCTCTCATGAAGGCTTTGGTCAGGTGGTTTCCTGCGACGCGCAGCAGAACCA
AC
>AU180624 ID   AU180624   standard; mRNA; EST; 593 BP.
CTGGACGGTTCTTGTCGATGTTCTGGATTCATGGTGGTCTGAGGGTTCTGCTGTATTGTT
GTTTTAGAAGTTTGATAATAGTGCACGTACGTGCACAGAGGTGGTTTAATCATGCAGTTT
TTATCTTAATCTTTCTAACTGATCACGTTTGTGTCGATGAAATCCTCTTTGGTTTTTTAT
GATTGACTCTTGAACGCGGCGCTGACACTTCCTGCGTCTGTGTTCGCTTTTTTCTTTTGG
GGGGGCCAAGAGTTCAGACGCCTCAGACTTTCCTGGGACAAACCTGAAGTCCTTTACCTG
AGTGACTTCATACCTGATCAAAGCTCTGCAGAAATCCCTGGGAGCTGCGAGCAGAGGTCA
CTTCAGGTCATTCCTGTTTGTTTCATATTTAAACGTTTTTTTTGGGGTTAAGGACCAGAC
TTCAGTCATGATTAGATATTCATGCGCAGAATACAACTGATTTCATGTTGTTGCTCATAA
TCCAGACGTTTTCAGGGAAGAAAAATCTGATCTGAGACTATTTTGAAGTAAAAATTGATT
TAAAATCTAACTTTGTTTAAAAATGATCTTCACTGTTTATTCAGCACTTCTGA
>AU180626 ID   AU180626   standard; mRNA; EST; 556 BP.
CACATGTTATAAACTTTCCTCAGGAACCATTTTAGATTCGCACACTTTTGGGTTGGAGAA
TTTCAATAGAAAACCCAAGCATGCACAAAAGAACCATGGAATCTTAATGGAAAGTATTTC
TATGAGACTTTCCCTTTTGAGAGATGACAACACTACCCACCACACCGCCATGCAGGACCA
TGAAATCCACCAAACTGCATTAAAACCCACAAACTTTTTTATTTCCATCAGCCTTCTGAA
AAGGCCAATTTACATGCATCTCTGACAGAAGTCGTGTGTTTTGTGCTGTCATCTAAAACG
CTTTTATCCAAAGTTCTTGTGCCACTATTGTGACTTCATTCATCGATCTCTGTGTGAAAT
GTGACAATCAACCACCATGCTGATGTAGATTTTGATTTGGTAACTGGTTAAACGTAAATC
TAATGTGTAAAATGAGATGATTTAATAATAAAAAAACAAATGTTTTTATGCTATATTCCC
TTAATTTGAGTAATCATAATCTGTTTTCAGTTCTTAGCTTAGTACATTAATACAAAGGAT



CAATTTTTGTCACTAT
>AU180627 ID   AU180627   standard; mRNA; EST; 607 BP.
CACGATTTCCTGGTAGTTCACATGGGAATACAGGAAGCTTTTTTTATGGCCTCCTCTCAA
TAAGTCCAAATAAACTAAAGTCCCTTATCAGCTGCATATAATAATTAAGCAAAATGGGTA
ATTCCGCTCCCTAACCTTTCCTCTAAGTGACGTGCCAAGTCCTCGACTGAATAAGAGAAA
GAAAGGGATGAATTTCCTGTTAGGTTAAAGTTACATGTATGTAAGATCCTTTTCTCTGAA
TAGTTTCTTTTGAAGCAAGCCATTAAAACAAATAGTGCTGCTTCTCTTTAAATGTGCTTT
GAGGAATTGAAAAAGCCAGCATTTCAGATAAAACTACAAAAGTGTGCTATTAAGTAAAAG
AGAGAAAGGCAGAAAAGAGATTTTTTAAGTTTTAAAATACTATAATGACAATTGTAGACA
ACCAAAGCTTTACTTATTTCCTCCTAATCACTTGTGTTTAAATATAGAAATGTGGCTATA
AGTTTCTTGGGCTTTGTTTTTAATGATTTATTCTTTCATTTTTCTGAAATCTTTGTATCC
AAAGGTTTTTTACTACAACCACCGACTATGTTTATGATTCTAAGAAAAAGTGGCATCCTG
ACTAAGT
>AU180628 ID   AU180628   standard; mRNA; EST; 118 BP.
GCACATGCTCCCATGATAAATGATCCCCATTTTCTCGCCTTATAATTAAATTCTTTCAGA
AAGAGTATTATAAAGGNGGGTTNGATTGGGTAAGATAATGCTTCCCTCTAGGGTGATG
>AU180629 ID   AU180629   standard; mRNA; EST; 680 BP.
ACCATTGATTTTGGGTTTATCTCAAGTGCCTTTCTTTGCCATGGAGTAGACGGAAAAAAA
GGCAAATGGCTAAATGTCCTGCCAGTTTGTTGAGTTGTCACAGCTATTTCATTCTGACTG
GCTTGTGTTGGATATAAAATGGATCCAGTCATTTTCTTTCTTGACCAAAAATTCAGTTTT
TGTTCTGGCGTAGGTTTTTGTGTAGCTTTTTCTGGGGAAAACACTACTGTTTCTATATTC
TCTCTGGGGGTAATATTGTCAGTTGGACTTTCAGTTGGCCTCCATGTGAGTCTCCTCTCA
TAATGATTTTCAAAAGATGTCTCAGTGATCTCCTCTGATTCTGTGTATTCACCAATAACA
CCCTGTCTGTCTATATCCTCAGGTGATGAGGGCCAACTCAGAGATTGGCTTGGAACACCC
ACGGGTCCATAGTTGGGATCATCTGGTGTTAAATTCGATCTATAAGGCAGTAAACACAGG
GGAATGGCCCCACCTCCTCCGGGACAGCCTCCACCATCCGACACACTGTTTCTATGCTAT
CCTGAAAAGTGGCACAGTTAGAAGGCAGCATCATCAGCACCACCTNTTTGCAGGGGAAAA
GAAAAAGAAAACTAAACGGGNGCGGCCCACATNTTTCAGGNAAATCAACCTGATCCAATA
AAATTTTTGGNNGCCCTTTG
>AU180631 ID   AU180631   standard; mRNA; EST; 262 BP.
TTGACCATTTACCTTAACAAAAGGGTATCATCTTCATAGTCATTTACATGAGGTTGGAAA
ATACACTGATTTGCATTGGCTAGACGTTCACTTTGTTTGAGTTTGGACCTAAAGGAGAAT
CCTGGCATCAACCACAATAAAGTTTTACCTTGCTGTGAGAATAAAAGTGAAACCAAGGCT
GCACAATGTAGCCTAAAAATAAAACCTGATTATCTTTTTGCACCAAACTTGATTTATTGG
ATTCCAGTTTTAACTTCCTCCT
>AU180632 ID   AU180632   standard; mRNA; EST; 609 BP.
GTCCGGACAGGAGTTAGTTGATGATCTCAGAGCAGCTGGAACCACAGTCACCAAGGAAAT
CCTTTTTAATACTTTACACCGCAGTGGTTTAACATCCTGCAGTAGCCCTGCTTAAGAAGT
CACATGTTCAGGCCCACCTAAAGTTTGCCATCAAACAGCTTCATGAAGAGAGTGATTGGG
AGAAGGTGTTGTGGTCAGATGAGACCAAAATGGAGCTCTTTGGCACCAACTCAAGCCGTT
GGTTTGGAGGCAGAGAAATGCTGTTAATGACCCCAAGAACACCATCCCCACTGTTAAGCA
CAGAGGTGGAAACATTATGCTTTGGGGGTGTTTTTCTGCACAGGGCTACCTCACCGTGTA
GATGGGAGGATGGACAGTGCCGTGTACCCTCAAATCCTGGATGAGATCCTCCTTCCCTCC
ACCAAGAAGAAGCATATCAAGGCCAATGAGTGCTCCAGTCAGTCTCTGAATCTCAATATA
GAAACCCTATGAAGAGAGCTGAAGCTCAGAGTTCACAAGCAGCAGATTCAAAATCTGAAT
GATTTANAAGTCATTTGTAAAGAAGAGTGGACGAAAATTCCTCCTGATGTGTGCAGAAAC
CCGATCATC
>AU180633 ID   AU180633   standard; mRNA; EST; 588 BP.
GCTGAAATCTTTCCGTATGGAGTTTAGATGTTCTCCTTATGCATGTGTTGGTTTTCTCCA
ACCACCCCAGCCTCCTCCAACAGTCTAAAAAAATACTTTAAATTCCGATTGATGTCTCTA
AACTGCCCTTAGGTGTGCATGTAAGTGTGTGGCCCTGTGACAGACTGGTAACCCATTTCC
ATTAGTAGCTGGGTAGGCTCCAGCAGCCTAGTGATCCCAAGAGGGATTTAGTGGGTTCTA
AAGTTGGATGGATGTTTTCTACTAGACAAGAAAAATGTTATGTAATTTTACCCTAGGGAC
CCTTGGTTTTTTTGATTGCTCTTTTCCTCAAATCCTCTCTATGAACTGCCACCTTAAAGT
GGTGAAGGGGTTTGTTGAGAGCTTGAGTAATCCCAGGACATAGGCTGTCTGGGGCTGTTG
TCGCTGGTAGGTCCACCCATGGCAGACAGGTCCTGGGTAACGAGCCAGACGAAGAACAGT
TCAGAACCCCCTTTATGAGAAGTAAATCTCAAGATTCTGCAATGTTTCCCGGGATTGGTG
TCACCGGGGCCCACTCCACAGCCAGAGTGAGGCCTGAGGTTGGGACTC
>AU180634 ID   AU180634   standard; mRNA; EST; 536 BP.
GATGACAGAGGACTGAATGGAGACGATGACTACGTTTGTCTATAAAGGATTATTTTTTTC
CCCANGAGTGGATGTCATAAAATGNTCTTCTACNCCTGAATTTACTTCAAAGTTCACAGA
TGGTACATTTCCACGATGCCATGATGTGAACAATAAACATACATAATGGGAGGGAAATTC
AAACCAGCTGACATTTATCTCTGGAGGTAATGGCGTGATCGGCCACAAAGAAACGCGATT
ATGGTAATGAAATGACATTAAGAGCCAGATTTTCTAACTGTAAAATATTGCTGGGCTGCA



CATTCTTATTGGAGCTGATTGTTCAAAAATTAACATAGAACTATGGGTTATTATTTTTAT
CTTCACCATAGATCAATGTTACACCAGGGCTCCAGACTGCGAGCAATTGGTCGCATTTTG
CGACCAAAATTTGAGAGTGTGCGACTGAATTTTACATCCAGTCGCACATGCGCGACCAGT
AAATTTGCCTCCCCCACCCTTCGTATTTTTTATACATTAAACGTGGAAGGGGCACG
>AU180635 ID   AU180635   standard; mRNA; EST; 518 BP.
ACAACGTCGCTGATGCACGAGTCCACCAGTTCCAAGCCAGTCGTCAACTCCTCCTCTATG
TCTTTCTGGCCGTCTGAACATGCACAAAAAAACGCAAAGAATAAGGTTTCATCTTCTGAA
TACAAACCATCCCTGCACGTGCCTTTACTGCAGCCAACAAACAAAGCCCATAAATGTGTT
TTCAATGACTTTCATTCTTCATGCCTTCTCTTAAAGTTGACATTAGAGACATGAGACATT
GTGAGTGCTGTGATGGACAACCAGAGCCAGTTTACCCCTGCTTAAAGAAAAAGAAAGTGG
TCATCCATCATGTTTACTACAGCCAACAGAGGGCGCTGTAACAATGCAACACATCTGTTG
ACACTATGTCATTTGTGGGAACAAGAAGTTTTGAAATATTTTAAATGACTTGCTTTGGTG
TTTTTGGTATTATTTATGAACTTTACTGTTAGTTTTTTGTTGGTAGGTTAATGTCTTATC
GGGCAACAGTGGCAGAACTGGAGGATTTTATAAAGGCA
>AU180636 ID   AU180636   standard; mRNA; EST; 401 BP.
GTGAAGAAACATTGCAGTGCACCGATAACGATGCAGAATTGATGGCTTTGATGCTGTTGG
GTTTAAACACACATAAATCTCCTTGTCATACCTGGCTCCTACCCTTAGGTTTAATATTGT
CCATCAGTCGTTTACCACTGTGTTGCTTCCAAAGGGGAAACCAACTGTGCTTCCTTGACT
GTTCTGTCCGGCAGAGGTTTACACTGGTGTCAGACAATACGTCAGTGGAATGTATATTTG
AACTTGCACCCAAATTTACTGGCTTAAGCAAATCTTACCAGCCTCGCTAATTCTGTTGTG
GGGAATGTTGATGTATTGTAATTGTTATTTTATAGTGGGTCTATTAAAGATGTGTACTTT
CTCTTTATTTGTATAAATAAAACCATGGCCACAGCCACATG
>AU180637 ID   AU180637   standard; mRNA; EST; 581 BP.
TGCCTCAAGGCTCCATCCTGGGTCCCACACTTTTTAATCTTTACATGCTTCCACTCGGGG
ATGTCATCAGGAGACACGGCATTAACTTTCATAGCTATGCCGATGACACTCAACTATATG
TAGCTGTTTCTCCTGATGACACTGGACCCCTGGATAGCCTTTTAAACTGTATTTTAGATA
TTAAAATGTGGATGGGAGAGAACTTTTTGCAGCTCAATCAGGACAAGACTGAAGTCTTGG
TTATCGGTTCTGAAGCTGAGAGAGATAGGATCCAATTTTATCTGTCACCTCACTTTATGA
AAATATGTGATACAGTAAGGAACCTCGGTGTGATTTTATATGCAGATCTTAGCTTTGAAA
AACACGTCAATCAAGTAACCAAGACTGCATTTTACCATCTCAGAAATATCGCCTGAGTGA
GACCCTTTCTCTCTAGAGCCAGTGCTGAAATCTTAATTCATGCTTTTATTTCATCAAGAT
TAGATTACTTTAATGCCCTCTTTTCTGGGGTAAAGAAAACCACTCTCAATCGCCTGCAAC
TAGTTCTCCCTGCAGGCATGCAAGCTTGGCACTGGCCGTCG
>AU180639 ID   AU180639   standard; mRNA; EST; 387 BP.
ACAACGTCGTACTATGCACACAAAAAAGATTTTTATCTAATGTTAGTTTTTTATTACAAA
TCTACCACAAGTAGCCTATGCAAAGGTTTGCATGCTTTGACAAAGCATTCATCTTCTTTT
AATAAGATCCACCTGTGAAGAAAACGAGTTAGAGGGCTCAGTGGCAATCGATCACATTCT
GAGGCAGAAGACCAGTGAGGCTGTCAGATGATTGGGTAAGGAGACAGATAGGCCTTTTTG
ACAACTTACAGACCATTAAAGCATGCAGCTAATGTGAGAAATGGTCCACAGAGAAAATCA
GAGCAATGTGAAGAGATACGAGAACTCATAGCCAAACGACTGAGGGATCACAAAAACCAC
AATAGTTAATACAGTTTAAGCTGCTCC
>AU180640 ID   AU180640   standard; mRNA; EST; 606 BP.
CCTATTTTCCATCTTTCGTTTGGNACAAACGTCTGATTACCACAGCGGTACACGCCTCCC
AAGTGACCTCTGTTATGGAGGTGGTCTCGTTCAATCCCGTGTCTCCATTCAGCCTCCCCT
GGTCCCTCCTAAACCCCTGGAAGCAGCAGTGAGCTGCTGTTTGGTTTTAGGAGGCAGGGC
TCTGCTGAATACGGTCGAGGCTGCGAGGACGACAGTTTCATCATTCTGCATTGTTGTGGT
CTGATCAGGAAACCAGATCCTCCATGGAAGCTCGACCCAGATCAGATCAGACCAGACCAG
ACCGGCGCAGAGTAAATTTCACAAGTGTTTCTTCAAAATAGCTCCAGCTATTAATAACTG
CTATCTGTAGAGGAAGTTCTCCATATTTCATTGACGTTCTTTCCGTAGGTTCCTCTGAGA
CCAGCAGCCTCCCTCTGACAGCAGAACGGCCTGTTTCCAGTTTCCACAGGAAGCCAGTGG
AGGTCGACGTCCGTGTTCAAGAAGGAGGGACCGCATCAACGTCCAAAACACACTTTTAAG
AACAATGTGCCCAACGGAAAAGTCACACTCTGTTTTGTCTATTTACAACACTTCCTCCAA
AACATC
>AU180642 ID   AU180642   standard; mRNA; EST; 222 BP.
AGAGAATTTCAGGAACTTAAAGACACATATGGTCTAATAAAACAGGACCTATTCAGATAT
ATGCAAATGCGAGACTACTATGAAAAGTGAATCAAAACAGAGGAACACAAAATACACCAA
ATAATTAAGACATTTATACAGGCCTACAGTGAAAATATTCCCAAAGTCATATCCGTTCCT
GCAGGCATGCAAGCTTGGCACTGGCCGTCGTTTTCAACGTCG
>AU180643 ID   AU180643   standard; mRNA; EST; 585 BP.
ACGTCGTAAACCACATTATTAATAGGGGGTTTGTCCGGGGGCTTGTCCGGGACATATCAG
AAATGTTAGGTTTCAACTGCACCTGCATTTAGAATAAACACAATCATCTTAGCAGTTTGT
TGTCATCACAGTGCAAAGAATAAATAATTGGCTCTTCAGTCAGAACTTCAGTATGAATTA
TGCCTTCAGTGTTTCAGCTGTCTGGGTTTTGTATATGTTTTTGTGAATGCTTGTAAATGA
GTTGAGTGGACTTTTTGGCCTCTGGGGATATGGATATGTTACTTGTCTTTTTGGGGATGA



ATTGTAATCATTTGTATGGATACATTGACTCTGTGTTTCAATGAGCCACATTAGCTGAAA
TAGTTTGTATTGTGGAGTTGCCTTTTTCGTGCTTGGTAACTCATGATTGCTGCAAGGTAA
TTTCTGGCAACATCTACTTTGTTTTTCATTTGGAACTTTTTTATTTTCATTTTTCCCAAT
TCAACTGACAACTTTGGAGGTCAGCTAAAAGACCCACCCCAATGAAAAATGTGTTTTTAC
CATGTTCCGGTAAAATTTTTCTCATGATGGAGGACATAAATACAA
>AU180645 ID   AU180645   standard; mRNA; EST; 339 BP.
AAATTTAATATTACAAAAAGAGCTCCGCTTTTGACAACACTGTTGTTGACATCTGCTCCG
CAAACAAGTGACGTCGTTCACCGTTGAGTATTCTTCTGGCTTCTGCGCATGCGGGTCTCG
TTTGGGTCGTGTCACGGTCACACTGGAGATCACAAAAGTTCGGATTTACTTGGAAATGTG
AACGGTCTAGCAAATTGAGCATTAAGCCCTGCAGTAGCCTAAGATTTCAGACTCATTTTC
TTATCCAGTCAGAATATTTTTCATTTTACTTCCACAAACTTTTATTTTAAAGTCAACTTG
GAAAAAGGTCTTCAGACAAGCAGTTGATTAAATCAGAGC
>AU180646 ID   AU180646   standard; mRNA; EST; 652 BP.
GAAGAGAAAAGGACATTGAAGAGACAGGCGGGAGAGAGAGAGGGAACAAAGAGTGGGAAT
AGTGCGACTCAGAGGGACAGAAAAAGGCTGTCAAGGTCGCTAAACAAGCAGTAGAAACAA
GGACCTGAAGGGACTGGCTGCAGTGCTGAACAGCAGTGACCTGTTAGTCATGGTCACATC
CACAATTACACAAACATGGAAGAGAGGATAAAATAAGAATAAACTGACTGGAAGAAAAGT
GGTGACAAAGATGACTTAAGGACAAACAAGGAGACAGATAAGGCACAAGAAGTAAGAAGA
ATGAGGAAACACAAGCTGCACTGTAGTCTCTAAAGTCATATTTTCTATTTTCCTGAAGAG
TGAAAAACCCACATTGGAAATAAGTTTCACATCAACGTCAGACGAGTAAATTTGTTTTTT
AATATGCTTATCTTTTTTTCCTCCTCTCAGTTCCACCAATTTGGGTCAGCATGACTTGCT
TGAGAATCTTGCTTTTTATAAATAGTGCAAGTGTAATAGCGAACAGCCCTGGAATAAACA
GACCCATGTTCAAGCAACCAACCAGGATGATAATCTGTCTGTCAACTGTTAAAGAAAAAG
AAAAAATGGATGATGGATGGAGCCTGCCAGTGTATGTGCAGCATGTGTGAGT
>AU180648 ID   AU180648   standard; mRNA; EST; 281 BP.
TTTCCTTTAGGCATNTGAAGGACCTGCAGAACACACCAGCGTTGTCACATACGGTACAGC
CATTTTTCCATTTAGTGCCAATATTTTTTACCAACCTTGTTGCTGCACATTTGAATAGCT
GTAAACAGAAACAGGCCATGCATTTAGATCTATCAGACATCTAGATTTAAATCCTATCTG
TCTGATAGGTATCAGTTCGTTAATGTAAATGGCCATTCCTCTCAGTGCACTCGACCTGCA
GGCATGCAAGCTTGGCACTGGCCGTCGTTTACCAAACGTCG
>AU180651 ID   AU180651   standard; mRNA; EST; 585 BP.
GACCTGGTCTGAGTTTGCAAGAACTTGTTTCACTTTGCGTGAACATGTGCGTGTTGTAAC
AAAGTGTTTTAGTGTGATTTAAGTGTTTATGAATATTTTTAAGGCCATCTCTACCATCGG
ACGGCATCTTCCAGGCGGCTGCAGAGCTTCCCCACAAACAATACGATGAAGAATTTATCC
AGTTTAACTTTAAATGAGAACTTTTCCACAGTAGCTTGACAAATGTTGTTTTCCGGTTAA
AGCAATAAATACAATGCAAAGTCATTTTAAATGAAGGGATAAGCTTGTTTCAGGGGGATC
AGTGCTGCCTGGTAAATGTTTAGTCCAATTTTAAAACAAAGCGTTATTTGTTAATACACT
ACTGCTTATGAGAATTAACATGAAAACATTCACAAACAAAACACTTTTTTGTAATTAACT
CTGCATTTATTTTAACCAAAAAAGAAGATTTACAAAACTTCATTGGGGTGATTTAAAGGG
CCTATATCAGGCTGTTCTAATTCTTTCAGAGTAAACTGTATCCTTAAATATGATAATATG
TTATCTTTGGCACAATAAAGAACACTTTTGTAAATGAAATATTAG
>AU180655 ID   AU180655   standard; mRNA; EST; 164 BP.
GCTGCTGCGTACAGGTTGCAGTTTTTCATGTCTGACGGCGCCGCAGCGTCCTCGCAATGA
TGGAAGCGCTGCCTTTGGGGGAAAAAAGTCACCATTTCCTGTGTGTGTGTGTGTGTGTGT
GTGTGTGTCTGGGTGTGTGGGTGTGTGTGTGTGTGGTGGAGGAT
>AU180656 ID   AU180656   standard; mRNA; EST; 294 BP.
ACCACACAGTAGTGGTGGCACAAGAATGTCCGTATGAGATTCAAAACAGCCTCACATTGG
TCTGTTCTGTGGTAGAATAGGCAGTTTCACTTAATGTTTAATCTTTGGTTGAACTTTGAA
TCTAAAAGTTTGTTGCTGAGTAAGGCAGTTTAGAAGGCATCTCTTCCTGTTTGAAAAGTA
TCGTGTTTGTGGAGTTTGTCAAGATTCTCTTTAAGCATCAGAGACAAGAAAACTGGTATC
ATGCTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTTTTACAACGTCG
>AU180658 ID   AU180658   standard; mRNA; EST; 554 BP.
GAGTACTAAATTAGACCAGCAGGAAGTGTCTTCCACTGTCACTGTTCTGCAGCTGTTAGC
ATGAAGCCCCCAGGAGCCTTCATGCCTGCAGCTGCAGCTCCATCCCATTTGTTTGTGTGC
TTTGTTAGAAAAAGGAGTTCATGGAAAACATGATATGGCATCCTGTAGATCTGTGGAAGA
TATTAGTTTTATTGTAAAAACTGATAAAGATCAAAAATGCAAAATAGTAATAATAATTTT
ACATTTTTTCAAGTAGAGCTCATGTAACATCTGTCCGTCCATCTAGCCATCTATGACGGA
GGACATATTTAAAGAAATGTTAGAGGAAAATTGTGTTTCTGAGTATTTATTTATTCAAAT
CTTGGTGATTAAGGAGCAGCATGGGGTTGTGAGGGCTGTAAGCTAGTGGGAGAGAGTATA
AACAAAGGGATGATGGTAAGTTAGTACAAGCTTACTTCCCGCAAACAGTCTCGCCCACAA
CTCAGTCGAAAATTTCTATTGAACTATTGCTGCTCTGCAGAAACTATATCCAAGAAATGC
GACAAATTCTTTTG
>AU180659 ID   AU180659   standard; mRNA; EST; 450 BP.
ATAAAAAGAAGCATTAAATTACCTTAAATTTGGATGAACGGGTCTTACAAGTTTCTTGTC



AACGCGATATCTCCTCCTGTGACTAAAAACAAAAAAATTTCCAGGTTGCATTGGTTTTGA
CCTGGTGGTAAATCGTCTAACCTTAGCCAGCTAATCAGTTTGTGCTCATTGGTGCGGGAA
AATGAGATTGTGTAAGTTCATGGAGGAGTGATGTGAAATATGGATTACCGGTTCTTGTAG
TGGGTAAAAGTGTAAATTCTTATGAAGTAACCTGCACGAAAGACATCTTAACTTGGCACA
ATGGGAATCAAGGTGATCTAATTTAGAATTCAGAATTGTGGGGGCGTGGAGTCACCCATC
TGTTAACATGCCTTCCCACTAGCTTACAGCCCCTTACACCCACCTGCAGGCATGCAAGCT
TGGCACTGGCCGTCGTTTACAAAACCGTCG
>AU180660 ID   AU180660   standard; mRNA; EST; 453 BP.
ACCAAAGGTGAGTATTGGCAACGAATATCAACCGATAAATTCAGAGCTTTGCTTTTTGCC
TCAGCTCTCCCTTCACCATAACAGACCGATACAACTGCCGCATATTGGCGAATGCTGCAC
CAATCCACCAGTCAATCTCACGCTTGGATCTGTCAGAGTCCAAAATGCACCGGGAACAGG
TCTGACTTACTGCTGGCTATGCAGACCGAGCTCCTCTCCAGTTATACAGAGACCAGACAG
CTCCCAGTAAGGCTTCCCGGACCCCATTCTCCCAGACCACCCCCCACAGGACATCACAGG
GAACATGGTCGAATGCTTTCTCCAAATCCACTAAACTCATATGAATCGGTTGGTTCAAAC
ATGGGCCCAAGACCCACAATTTTTTAGGGTGCTTCAAAGGGGGAAAAACTATTCTAGATT
TATTGTGCCAAAAAAAAAACCCCCTGGCTAAGG
>AU180662 ID   AU180662   standard; mRNA; EST; 534 BP.
ACAGCAACAGCATTTTCAGCAGAGTGAAAACAATCGACATAATATCTTTTCCTTTTTGTT
GCATTATTTAGATGATGGCTTTAAAAATTAGGCTAAAGGAAAGGCAGCAGAGCTAGAAAC
CAGCTGTTTGGCTGTCTACCTTCACCTCCCCTCCCCATTCATCTTTTGGAACGGGGTGTA
GTCTGGCTCAACCTGACTAACACACGAGTGCAGAACATACTAAAGTGTAAAACAGCTCGT
TCATTACCCAGTATGAGAATCCACAGCAGGAGCAGAGCAGCGTGACGCTCATGGGAGCAA
AGTGTGTGTTAACACCTCATTACAGCTGCAGCTAATTTTCCACCATCCTCAATTTTCACC
TCAGTGTGCCCTGATAGATCAAATGTTCCAGGTTGACTTTTTTCCTCAAATGCAGCTGCC
ATGAATTTGCTTTCAAAGCCTTTTAAAATCGCAGTTGTTGTTTTTTTCGAGAATACACAG
AAACAATTTCATAGGGAGCCGGTTTAGCTCGTGCTGGTTTCCGGCGCCTTACGT
>AU180663 ID   AU180663   standard; mRNA; EST; 341 BP.
ATGCTGGACCGCCTCTCTAATGAACTGCACATTTCTGATGGAGTGATTAGACCACAGTGC
TCACCTGTATTTCACAAGGACAAACTGGACAGAAGGTCAAGGAAGTTGGAATTGTTGAAG
AATGATCTCAGGTCGCAGGATTGAGAGGGATGTAACANATTTCATGACTACATTGCCCTG
CCCTTGATCTCTCCAAGGTTAAAGAGTTTCTTCCCTTCACTCCTGTTGCAACAGATCAGC
AGATTTGTCAGAACGCCTCTTTAAACGGCATATGACAATTGACTCAGCTCTCGACCTGCA
GGCATGCAAGCTTGGCACTGGCCGTCGTTTTACCAACGTCG
>AU180664 ID   AU180664   standard; mRNA; EST; 262 BP.
TTTTCTGCTCTATAGGGCAGACTGGATTATAAGGCACACAGTCGATGAATTGTCTATTTT
CTAGCATATGTCATATAAAGCACACCAAACTATAAGGCGCATTAAGCGAGACAAATGTCA
AACATAAGTCTGTCTGTCAGTCAGAATTTATTAACTTGATTGTATAATGCTTCACGTTAG
CCACATTAGCCGCTTTAGCATATTCACGATACCTTCAACTCCCAACCTTTTTTTACAACA
CGTCATAAAACAGACTGAGACC
>AU180665 ID   AU180665   standard; mRNA; EST; 569 BP.
CACCCCCCACCGGCAAANGAATGTAACTGCAGCAAAAACTGAATAAATGACTTTTCTTTT
AAAATCATCCATTTTCAAGTATAAAAGGTGTCCATAGTAATTATATACGATGATACATAC
TGTCTTTGCACGCATCTAGCCATTCAAGTTACCCATGCTGTTAGAATGTCCAAGTGNATC
TGCAGGATATAAATGGCAATGTAATCTGATCTGCTGACGGAGTAAGTCTGCATTTGCCCC
ACCCATTATTTTATTCACATGTACTTTAGGTTTGAAACTGAGTAATGTCTCACTTTCCCA
GGACTAAAGATGGATAATTTCAGACATGAGACTTAAGACATTCATACAGATTTATCAAGG
GGTCCGATTGGGAAGTGTTGTGTGTAAGGCGATGAAAAAGGAACACGGAAAAAGAAATCA
GACTTTCCAATTAACTATGAAAAACATTTCTACACACAAAACAGGGACGTTCTTAAATTT
CCTCATGCAATGACATCCTGAGCTGCATTGTAATTTACAGGATGATTTTTTTTATCACTG
GATGTTTCCAGTGATCCAGATTTCTGGAA
>AU180667 ID   AU180667   standard; mRNA; EST; 511 BP.
TTGCTGATCCCATTCATCCCATTCCATGACCCAGAGCTCATGNACCAAAGGTGAGTATTG
GAACGAATATCAACCGATAAATTCAGAGCTTTGCTTTTTGCCTCAGCTCTCCCTTCACCA
TAACAGACCGATACAACTGCCGCATATTGGCGAATGCTGCACCAATCCACCAGTCAATCT
CACGCTTGGATCTGTCAGAGTCCAAAATGCACCGGGAACAGGTCTGACTTACTGCTGGCT
ATGCAGACCGAGCTCCTCTCCAGTTATACAGAGACCAGACAGCTCCCAGTAAGGCTTCCC
GGACCCCATTCTCCCAGACCACCCCCCACAGGACATCACAGGGAACATGGTCGAATGCTT
TCTCCAAATCCACTAAACTCATATGAATCGGTTGGTTCAACATGGGCCCAAGTCCACAAT
TTTAGGTCTTCAAGGGAAAAACTATCTGATTATGTGCAAAAAAACCCTGCAGGCATGCAA
GCTTGGCACTGGCCGTCGTTTTACCAACGTC
>AU180668 ID   AU180668   standard; mRNA; EST; 594 BP.
TCGTTTTACAACGTCGCATGATGATTGTAATGTTTCTTTGATGATTACAACTATACAGCG
GTTTTGTTTGCCTCTCCTGCCTTTCCGGGTTTCTATCTGCCTCTCCGAGCTGTGGTTGAC
TGTCAGATTTCTGATTCTAATCTGTCGTAGGCAGAAAAACCAATTATTCACAAATGCAGT



CACATTGCTGACAGTCCTTGTTGTACTGGTAAGGCATACCAACTGTTGACTATTTTGATT
AAGCAAAGTGAAAGTCATTTTTATTTTCCAGCTTTCCAAGGTAATCTATTCATCTAATTT
GTCATGCCAGAGGGCAGTAAAGAATGAAACTATGCAAAACTGTTTGATCCTGTTTTGCCT
GACGCTGTGTCACGAGTTGTTCCTAGACTTAAGCATTTGTATCTTCTGGCAGTTTGTGTT
GGATGCTCTTGATCTGTGTACTAATCATCAACTGTATTTGAGAACTGGACTGAGTGACCC
TCTCCCCTGCTGGCTCCAAGAAGGCAAAATCCTATAAACTTCTATTGAGAAATAGTCATT
GTAAGTGTCAGAACAACCATTCTTCTTGCTCAGCTAGCTTAATTCATGTCCCTT
>AU180671 ID   AU180671   standard; mRNA; EST; 511 BP.
AACGTCGAAGATGCTGCGAGAAAATGTTCTTCTCTCTGCCCCGCGCAGTTCTTCATTATT
TGAAGAACGCTTTCAACCCTTTCAAATAGCCTCTTGGAGAGTATTAATTATGAGCTGGGT
TTCAGTGACTGATACTCCCCAGGAGGGAGGATGTTGTTTCAGATTTCCCGTCTCTTCTTA
TTTTCTCCACGCAGTGCCAGTGGTGAAGGCTACCTGGGAGAAATCTGCAGGGCTTTTGGA
GTATTACAGCGATGTCATTGATGCCTCCATTCCCACAGTCAGTCTGGGAGTGCCAAATAC
CGACCGAGGTGAGCATCGTGCCTTTTGGCAGGGGAACTGGAATAGGGGGATTTTTTTAGA
TGCAGAATTTAAAACAGTGTTTGTTTGGAAATCTTTGAGAAATAGGCAGAATCGAAGTAA
AAAAAAATTCCAGATGATACGTCTTATCATTTTGTTTTAGGAAAAATTCCTTCATGATCA
TTTACAGATATAAACAACAAAACAAGTAAAC
>AU180673 ID   AU180673   standard; mRNA; EST; 584 BP.
CTCTCGTTGGCTTTCTGCGGCCGCGCAGCTGTTCGCCACGCGTTTCGCCAACGACGGGTC
ACTGGAGCGCTGCACATTGTTTGTTAACTGTGCATCAAGAAACATGAAAGCAGGAATTTT
AGATGGAAAGGAAGTTGGAAGAAGAAAGACGCAGCAAGTGTTTTCATCTTTGCCTCAAGG
GGAAGCAGAGATGTTTGGGTTTGGGTTAAGTCATCTCCCCTCAGCACAGCTGCTAAAGCT
GCGTCTGAGTCATTAAGGTCACGACCCCTCTCTTCCTTAAGGATCATGGCTTTTTTCATG
GCGGGGTAGGTGATCAGGACACATACCTCAATTACAGCATGTTTGAACAAGTAAATTAAG
GTTATATCTAAAAATGTATTTATTTCTGACATTGCAGTATTGAGAGAGCTGGTCTGTGTG
TGATGCAGTGCGTCGTTGTGCGATTATGTTTCACTGATATCATATGTGTTGTGACTGATG
TGTTAAAGTGCTGTACTGATGAATGTTAGTTGGAGATCACTGTTTTTTCTGTATTTATCT
AAATTATATGCATTCGTTTCAGATTTCACTTGTTGTTCAAAGTC
>AU180674 ID   AU180674   standard; mRNA; EST; 467 BP.
TCATTTCTNNAANNGCNCGCCCAACACAGGGCAGCCCAGGGCCCCATCCATGGCTATTAG
ACCACAGAGTGGGACCCCAGCCCGCCCAACCAGAACGGGCACCACAGCAACGGCACGCCC
TACAGGTCAAGCTGGTGGTGCCCAAGAACGATGGATCCCCCCTGATGTTGATAGAGCACA
CATTTCAGCTTTAATTGTGCCAAAAAATGTAAATGGTGCTTTTCTACCTTCTTCAAGGCC
CAAGGCGCTTTACAGTCACAGTCCTATTCACCCAGTCATGCACACATTCACACACTGATG
TGTGTGAATGGCGCCAACCTCCCACCAGAGGCAAGGTGGGGTTCAGTGTCTTGCCCAAGG
ACACCTTGACTCTTGGGCATGCAAGGCGGGAATCGAACTTGCAATCTTACGATCGTGGGT
CCACCGCCCTACCGCTGCACAACGGCCGCCCCAAGGACTTTGTAATT
>AU180677 ID   AU180677   standard; mRNA; EST; 553 BP.
CAACGCTCGCGCACATGAAGCTTTCATTCACCTCCTCGGTTTCAAAAAGCTATTTTTCTC
TTGGATTATTAGAGCTTTGATGCTTTCCTGATAAGGCCTTAAGGTATTTGGAGTGGTGTT
GAAAGAGAAAACTCTCAAATCCTTCAGGCTTCATCCACTGAGGTGATACCACTGGCTGAA
ATAATATCAGTGAAACAGGGCAGTTCTCAGAGTGTCTGAAACCAAAACCAGAAACGTTTT
ATTTTGCTAGAAGGAATTTCACTGTAATTTTGTTTGACATTAATGCAAAACACCCTTGAT
TTGGTAACAGAGTACATAACAGCTTTGATTGTTATTTTACACTGAATCAATATAAAATGT
CAAATCATGGGAGTGATCCTGTGAGGAACAGTGAGGACCAAAGGACGACAGCTTCCCGTT
CTTCCACAGGTCTGTACCGATAAATGACAGACCTGGTTGTTACTACTGTGAAACAAATGG
ATGCTATCCATGTGTCACCACCAAATCTGAGTCCCTGATTTGTCAAAGTTCAACCAGGCT
TAACTTTCAATTC
>AU180678 ID   AU180678   standard; mRNA; EST; 640 BP.
GCCGTCGTTTTACAACGTCGAGCATATTCAAAATAAAAGCCAAACCTATTCGGAACACAT
AAAAAACAGACTGTCGTTTATCTCTGTGTACCTTGCTTCAAAATCAGTAAGCCCAACCAA
GATGAATCCATATGTAAGGTGCTCCAGATCACCAGGTTCTCTGTCATCTTTTCAAATCAA
TTTTGGCTTTAAATTAAGGTTGTGCTAGTTAGGTTTAGCACAGGTTGGGGGGTGGCTTCC
TTTTCTTGCTCACTCTGGTTACACAACATGCAGATGGTTCTGTTTACCTCTATCAGCTCT
ACCAGTAATGGGTATGTGTCCGGATGCAGATAGCTGCTGAGTACAGTGCCTTCTCTGCAG
CCTAATGCCATGACAGTTTTGGAAACTCACACTTCATTAATTATCCCCAAGGCCATTACA
TTTATTTGCAGGGTCAAGTTGTTAAATATTGACTGGAGGAGAAGAACAGCTTAACTTGCA
GTGTGTTTGAATCTTAATGCTGGTTTATCCCTCTGACTGTATATAAAAACTGGACTGAGG
GACCCCTCCCCCACAGTTATCCAAACAGGAAGTACCCATAGACTTTAACTGAGAAATAAA
CAACCATTGCTCGATCATAATATTTGTCAGAATAAACATT
>AU180679 ID   AU180679   standard; mRNA; EST; 526 BP.
CTGAATGCACTCAAGCCCCTTATTAACCATTTGACGATGCAGTAAACAAGCTTTGCATTG
CATATTGAAAATNCCTTTAGCCACAATAAACTGAATAAACAAAACAGTNAACAAATCTCG
TTATGCAACCACAGCCAGCAAAAAACATTAAAAATAACCTCAAACATTTGGAATATTATT



TATTATGATATTTATCATTTCACTCACTCACGCTCGCTGCTGTCCAGCGTTACTTGCGTC
TGTCGTCTCATTCAACCATCAGAGAGACAAATGGTGCTTTTTTCACTTCTGATTTCTTCT
TCTATCAGTTTAGCAATTACACTGATCAGCTCGTATTGTATTATACCTAGAGTCACACTA
AACACTTTATTGGAGTCGGGATGGGTCGTAATGTAAATCCGTGTTGCTCTCTGCAATGAG
AGAAAGGAGCTCCAAGTAGTTNCCTCTGTTGCTGGATCCAGCGCTTTCATCGTGTCCCCG
AAATGAAAGTTCTTGTTTGCCCAAAAAAACTCNACCTGCAGGCATG
>AU180681 ID   AU180681   standard; mRNA; EST; 634 BP.
TTACAACGTCGACATTTAGTCACGTGTTTTCCAAAAAATACAAAGCAGGTTCTAATTAAG
CAAACAGCCTTTTAGATCTGCATCAGGCTTTTTACTCTTCTGTATTTTAAGAATCAGAGG
CTCCAGCAGTGTACATATCCATATGGATATGTACAGCGTTGCGGTAAATGACCTGATTTA
CCGTAACCATGTCCTAGAAACTTTGTTTTCCAGGACATAGTTTCTGCAGAGTGGCAGGAG
TTTATTGGAAATTCACCTCTAAGTTGTGGACGGTACTGTTGGCGAGAAGTAAGCCTGTCC
CCACTTCCTATCATCCCTTTGTTTGCGCTCTCTCCGGCTAGCTTACAGCCCCTCACACAC
TGACCTAAGGAAAAGGTTGACATACATGCAAGTGGATGCTTCAGAATGTAGCAGACTTTT
TCCAACAATATTTTTTTCTCTGCTCTTGATTCACAACAACTTGAATAAAGAAATACTTCG
AAATGAGCGAAAGGCGGTGCCTCAGAGATCGAGTTGTCTTACTTCCAGATAGCAGAATGA
ACTGTGAAAATAACTCATATTTAATTTAAAAAAATGTTCTTTAGTGTGCCAAAGGTAATA
TATTATCGTATTTATGGATAAAGTTTACTCTGAA
>AU180683 ID   AU180683   standard; mRNA; EST; 609 BP.
ACAACGTCGTTCTTGAGCTGAATACAACCCTGAGACCAATTATGAATGAATAATCCACAG
CCTGGATTAGACTTTTACGTCTGTCTAAGCCCCTCCTCCGCCTCTCTACCTGCTCACATC
CTCTGCAGCTGCCAGTTGGTTTCCCTCTGCACGCTCCTCCAGCGTGTTCTACGCAGACAG
CGCGAAATACTGTCATGACAGCAGCACGTTGACACGATAGTGCAAATTTCACTAACTTTA
CAGGAAAGTGGCTCTAGTCTGGGAAAACTGTGGAGGATAAAAAACTGGCAACATTTTTTG
AGCGCCCCATACAAGATTTCGCCCTGGGCAACCGCCCACGTTGCCCGTAGGAAAACCCGC
CACTGCAGAAGGGACTTAGCCTGGAATAAACCAGGACCTTCTCACTGTGAGGCAAGAGCA
CTAACCACTACACCACCGTGCAGCCCATTTTTGTAATGTCTTGTTTTATTTGCTGCCATC
CCTTCCCATCTAATCTTTTATAACTTTTAAAAATCCGATTATTTTAAAACCTCTTGACCC
TGGACTTCCATCAGATGAGGAGAGAAGACGGTATACGTTTTCAGCGCCCACACAACATGA
CAAAAACAG
>AU180685 ID   AU180685   standard; mRNA; EST; 619 BP.
GATCGAACGTAAGCTAACAATCTTCAAGCATTGCCAACCAAGGGATAATAAATCCCTATA
GTCAAACTCTTGTTATGAAAACTCTATTCTGCCTTCAGCTGTATTCCATTTTTCCCTCAG
TCTGTTGAGGGAATTGAATGCAAGGTAACATGGCTTCAAAAAATTACTGTAATTGATGTA
AAAAGATCCTCTTTGATTGGTTTAACCTTTGTGCTATCCTAGGCACTTTAACATTGGGAG
TTGGGTCATCTAGACCCACTAGACAGTGTTCTGAACCTTTTTTCTTCAATGATTTGTGAT
CTTCACTGGTGTCCATGGATGACATGAAATCTTTCCACCTTTATCCACCTTTGTCATGGT
AGGGAGAACACCTCAATGGAAGGGGGGGGGTCATCTAAGATAGCACAAGGGATAAGAAGG
CTTAAGAAGGTTGATGGCTGCTGAGGCATTGAATCCTCTGGAGTAACAGTATACACACAA
GAAGATATTTGTCCTCCAGAGAATATATTGCCTATATTTTCCTGTTTTTTAGACGTGTGT
GCCTGAGAGACTATATGACAGAGGTTGGATTTCCTGTTGCTGCATTTGCACTGATTCAAT
AAAGCTTGTCTAAAACAGT
>AU180686 ID   AU180686   standard; mRNA; EST; 553 BP.
TTTTTTTTTTACTGCCTCTCCTCAAAGCGCACAGTAAAGACTGGATGGAGCTGGACCGTT
CCTGTTTTGACAGGAGCTCTGACCGAATGTTATGATGAGCTGGGTAATCGATACCAGCTG
CCGGTCTACTGCCTCTCCCCTCCCGTCAACATGATCGAGGAACGCTCTGATGACCCTGAC
GGTTCANACCCAGACTCTGGAGCGGNANACCCATCCGCAGTCAGTTCCGGNGACCCCGGC
TCAGGAAGCGAGTGCCAGCTTCGGCTCCGGCTTTCCACGGGGCGGGACCTTCGCCTGGCA
GTTCGCTCAACGGACACAGTTGGCATGATGAANCGCCGATTGCAAAGTCAGGAAGGCGTT
CCTGCCGCCACCCAGNGCTGGTTTTTCTCAGGACGGCCACTGACAGACAGGCTTCGCTTA
AATCAGCTGAACATCTCCAGGGACTATGTGGTGCAGGTTATCCTNANCCAGCGNCCACCA
ACAGAGCCCACATCCAAACCAGGACATTCGCCAGAGGCTTNTGTGCCTGTGACAGTGGAA
GGAGTGGCAGCAC
>AU180687 ID   AU180687   standard; mRNA; EST; 610 BP.
TTCTCTGTTTTAACAAGTNNAAACCCAATTTTCATAGAAAAGGTTGTAAATGAGCCTTTA
AATTAAGATACATTTAAATAAAAGTTCTTGCTAAACAGCTTTGGAATAAATATGTTGCTT
AATAGAGATATTTTTGTCTTTTAATCTCAGTTGATGCTATGGAATTCACTTATTTTGTAA
TATTCAGGGATTAAAAATGACTTTTCAGTTCAATTATTTGTTCAAATGGATATTTATATT
GTTATTAATGTGTGCTGTCATTAATTTCAGGGGGGAGAAAGAATGAAAATGCTTGACATG
TTAAATTTTGACATTTTTGATCCACTCTGTTTAAAGGTTGGGTTAAATTCTTTTCTAAAT
AACTTTTTTTTGGTTTCTTTGTTGGTTTCAGGTTTGATGTGAAGTAAAATTGCATTAAGT
AATTATGAGTAATTATAATAAAAATATGAAGTGTTCTCCATTATTCTTAAAATATTTATT
TACACAGGCTGGTATGTTGTATATAAATAGTCGTGAAAATAGGCATTTGTAGTGCATTGG
CACGGTTACTTCAAGGTCTATTGGTGAGAAAATGGTGATCTTTTAATTAAAGTTAGCATG



CCTTTATTTG
>AU180688 ID   AU180688   standard; mRNA; EST; 635 BP.
TCGCAGCCCGCAGACGAAGGTTGGACTCTTCCTCGCGGCAGAGGATAGCCTGTGTGTGGT
TGTGTGTTTGCGGTAGAGCAGATGTTGTGTAGCACCCACTCTTCCCTCATCATCAGGTTT
TAGTCACGGGTCGTCCAGTTTAAAAACATGCGAGTTTGAAAAACGGCCTGACCCGGTCCA
GAAACAGAGTACCTGATCTGTTCCATCCTCACCACGACGTTGCCGTAGAAACAGTGACGT
TTGTAAGAAATAGGAACCTGGTTCAGTTCTTCCTGATTCAGACGTTTCAGATAGGAATCG
GTCAGAGATGAGCTGTGCTGCTCTGGTTTAGCGTCTGAATCTTTGCTGTTTTGGTAATCT
GGGTTTCTGGTCCCCCCATCCTCCCCCCGCTGCCCCTCAGCTGCTCAGCGAGGAAGTGGA
CAAAGCGGAGCACGAACTCCGGGTGGCTCAGACGGAGTTCGACCGGCAGGCGGAGGTGAC
CCGGCTGCTGCTGGAGGGCATCAGCAGCACGCACCTCAACCATCTGCGCTGCCTGCAGGA
CTTTGCAGAAGCTCAGACCACATACTTCTCTCAGTGTCATCACCACATGCAGGAGCTTCA
GCGGGAGCTCCACAGATGTGCCAACGCTGTTGGCG
>AU180689 ID   AU180689   standard; mRNA; EST; 471 BP.
TTTTCCTCATATAGCCATGTTTTGAGTCTGATGGGTGACTGGTTGGTTACTGACTGAACT
TCTGACTATTCAGTTGTCAGTGGTAGGTGGGGTTGTGGGGGGGTCTATTCTCACCTAACA
TGAAATGTAATGTAAGAAATTCTACTTCTAGGATCCTAATTTGTATGAATGGTTTGTATA
TATATATATAGTTTATCTGGATGAAGCTGCTTCTGTACATGTCCCACATGAGCTGTGCCC
CCACAACCCTGCCACGCTTTTGTTCTCCCCCATTTATGCTCGTTCTTGATTTCCTCAAAG
AAACAAAACAATATTGCTGCCCTAGATGTGAAGTTTGTGAAAACTAAAATCCTGTACAGA
AGTTTTAAATATGACGAAAAATATGAAAACTATTCTCTGAAAATGTCTTTTTGGGGTCAA
AAGGGAAGATTAGAGACACTAATAAATGAAATCAGTAAATTGTGTCAACCC
>AU180691 ID   AU180691   standard; mRNA; EST; 612 BP.
TACAACGTCGACAAGTAACACCACTATATTATGTAGTACATTTTATTCAAACCAAAAGAT
TAAAGCCATGTTGCTGTGGAAGCTAGTGGCTCGTTCAAGTCAGCAGTCTCATGTGAACAT
CATGTGACCTCGTGTCATACCTTGAGCAATGAGGAAGTTAACCAGCTGAACCTAGTTACC
AAATGTAGTTTTGTTTCAAAAGGGGTGCAGTCATTGTATATCAAAATAAATTACTACACT
ATAAACATATAGTTTGTAGGTTAAAAAAATTAATGTGTGACTACATTAGCTTGAGAATGA
ATACACTTTGGTCGATCACCGCTTTACACTTAAGTTCCAAACTTAATGATTCGTTGAAAT
ATATAATATAGTCATCTTTTAAGACAGCAACCTAACAGTCTAATTCAACCGAGCTGTCGG
TTAACCAAATTGTATTTCACTTGAAACTAAATATTCTTTAAAACCTTTAAAGAAATCCTG
GTTTATGTCCTCCGCTTAAAGCACGCATCTGGATGTGGCTAGCGACTACACAAGCTAACT
TCTGTAGTCGTCATCAGCTGGTTAACTAGCTTTGACAAGTCTTGCCCGTTCTGTGCTCGC
TGTATACACACC
>AU180693 ID   AU180693   standard; mRNA; EST; 463 BP.
CCAACCTGTGTGCTCCTACTTAGCCTTACCTTCCTCTGCGAGTGTGTGTGAGTACACGCC
AAAGAGTGCCTTCTACTTTCCTTTGTCAGTTTCTCAGTAAAGGCTCAGCGAGAGGCTGCC
CTCACTCCCTTACCTGGCTGATAGATGCTGTGATGTGCCACTTGTTTGTCCTGCCGTGCT
AAAGCAGCTAGCCAGCACTAAATGATGATCTTTGTAATCCAACCGCGATACCCCGAGTTT
TCTCAGCAGGAGGCTGGAGCGAGTCTCAGTGTGGTCCTTGTGTGTTTGTGTGTGAGGTTT
TCCTGGCAGCGAAGGCAGAAAGGAAATGGAAGAGGCAGGCTAGTAGCGTGTAAATCATCC
TCTCTGATGGTCTAAGACCTTGAAACAAAACGTACAGTATATGTTACCAATACTATGATC
CCGATCAACCGGTCAATCACGTAGGCAGCTCGACCTGCAGGCA
>AU180694 ID   AU180694   standard; mRNA; EST; 642 BP.
GATGCCTCCATGTTTACTGTCCATAATGGCAAGAATCTAAAACATTACCTTTTTTTTAGA
CTACTGTCTCTTTCGGCTTTTCCCATCAGGGGTCGCCACAGCGAACAAGTCGCATGGTAA
ACTTGGCAATGTTTTACGCCGGATCCCCTTCCTGACTCAACCTTCTCAAAGCAACCGGGC
TTGGAACCGGCACAGAAGCAGAGAAGTGAACAAGGAGCAGCCCGGAATCGAACCCTGGTC
TCACGGACGGAAGGCGCCGCAAACCAGTACGAGCTAAACCGGCTCCCTACCTTTTTTTAG
ACTGTTTTCCTTTTTTTAATTTCATATAAAAATTAATTGCCTGGAGACAGAATCAGGTTA
AAAGTACATTTTCTTTTAATCCGTCCGTACCCTTTCTAGTAAATCTTTCCTATTTATGTC
GGCATGATTTAATTTCAGTATACAGTTAGATGACATGAAAGACATGTTTGTACCATTTAT
GAATTACTTATATGCAATTTCATTTCCTTAATAAAATTAAGAAAATATTATTTTCCATCT
TTAACTGGTTGACTGAAACAGCTTTCCTCATAGTGGGAGGTTTGTGTGTGTGTGAGTTGA
GGGGGGAGGGGCATTTTCAGCACAGTTTTATACTGNTGNGCT
>AU180695 ID   AU180695   standard; mRNA; EST; 597 BP.
GAAGTTACAGCGTTTGCAGTCAGGTTGTAATACCTGTCTTAGTCGAGGGCTTGCCAAACT
CTCCTGTGAACCCCGCTACTGGTCAGTGGATTCTGAGAACAAGCACTGTTGGTCCTAGCA
ACCGCACTCGACACAGCCTATACGGCATCCACGACAAGGGTGACCGTCTGGGTCCTGGGG
CCTGGTCCAAGTGGCCAGAATAGGCTCCGGCAGCTGGAGCCAGTTGGATATTTTCAAGAT
TGAGGACCAGTGTTTAGTTCAAAATCACCAGCCAAGTATTAGCAAGAGATTAAGAACACA
GGTGTGGTCTCCTTGGAACAGCCTGGTGTTGTTTACCTGGGAGAGGCCTGGCATGCTGAC
TACATTAGCCTGAATACAGGGTTACTCTGTCTCTTCTTCTTAGGCTTCTTGAACTCAGCA
TAAAGCCTTGTTCACATGCACCTCTTACAGGGGTGGATTTTTCCAGCTTTGGCTGTAAAA



AGAATACTTTCAGATTAATACCCCCTAGATTTCACCTGCTCATACTTTTATGATCATTCA
GCAGATCTTTTAAAATGACTGACAATCTCTAAAAGGCACTTAAACAAAGGTATCAAT
>AU180697 ID   AU180697   standard; mRNA; EST; 529 BP.
AGGAAAAGGTAAGGTAAAGACGGGATAAGGAAAGGAGCAAATATATGAAGATTTCACCAC
TTTATTCCTAATTTAAAAAGCATATAAACCCTGAATCGGAACTGTGAAAAATGATGAAAA
CTGCTGACAAAAACAATCAAATATTGATGGAAACAGACCAGGAAAAAAGAGGAAAGATGT
CAACCAGGATATGCCAGGGTATAAGGGGGAAAAAAACAACCAAAAAACATTTTTGGTTTT
ATCTGATTTTGACTCGAGCAGCGTGTAAGACACTCGTAACTTTCTGCATGCTTTGCCTCT
GAGTCTGGTTTGTGAGTGAGCGCCAGTCGAGCCCAGTTAATGGCAACTAGAGATTGTTTA
CAGTTAAGCATTGTTGTCTTCACCTCAGTCTCCTCCTGTTTTTCTTTTACTAGTCTCACT
GTCCCACTTTTGATTAGTCTCTGCAGACACTCAATAAGTGTTTGCTTGATAAAAGGCTCT
CGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTTTTACAACGTCG
>AU180698 ID   AU180698   standard; mRNA; EST; 651 BP.
GTCGGAACTTCTAGGAGCTTTTTATTTGCTTTTTTTCTGTATAAAAAAAACAACAAGTTA
ATTGTTGGTGTTTGTATTATTCTAAGTTTGGATGCCAATATTTGAAATTTTACTACTATT
AAATATTGGCTCCAAATATCAGTTACCAGCTTTCTTGACTACTAATAATCATTATGGACC
CTGAAAAAACAAAATAAACGAGTAACTAAAAACAAACCACTTCGGTCAAGCAAAGCCTAG
CCGTTTCTACTAACTACAGAATAAAGTCAAACTGAAGTCTCACCAGTGCCCCCATGATAC
TACTTAGCTCCTCGTCCTTCTGATAGCTTCTCTCAATTCTTCCTCTCCTCTTCACTTCTT
GCAGATTGCTTCCTCTTCTTCTTTCCTCTATTCCATCTTTGCTGTCCTGAAGAAAAAAGG
GAGGACAGAAGATGTGAACGTTTAGTATGTGGCGGATCCAAATCCACCTTGGGTAGTTGA
TTGACTTTCCTTCGTACAGTCAGGGTGGCAAGCATAAAAAAATGAACCTGTAAGCACAAA
CCTAACGCAAACCACACAAAAATGTTAAAACATCATAAACACAAACACAAATTGCACAAA
TGCAAGGTATAGCTAATCAAAGATAGCTGCACGGTCTCACTCACCTGACTG
>AU180701 ID   AU180701   standard; mRNA; EST; 538 BP.
ACGCCATCTACGTGTACAAGGTGCTGAAGCAGGTCCACCCCGACACCGGCATCTCCTCCA
AGGCCATGAGCATCATGAACTCGTTCGTCAACGACATCTTCGAGCGCATCGCCTCCGAGG
CGTCTCGTCTGGCTCACTACAACAAGCGCTCCACCATCACCTCCAGGGAGATCCAGACCG
CCGTGCGCCTCCTGCTGCCCGGGGAGCTGGCCAAGCACGCCGTGTCCGAGGGCACCAAGG
CCGTCACCAAGTACACCAGCTCCAAGTAAACGGACCCATGTGATCCACACAAACCAACGG
CTCTTTTCAGAGCCACACACCTGATCTGAAGAGTCTCATTCCTCTATGTGGATGAATAGA
AACTGTTAAATGTTCTCAATATACAGTAGTATATCTTCTGTATATATACTAAGCCGTGCT
ACAAGAATATGTTGAAAGCAAAAATGATCATTCTAGTGGGTCTGTCTGACGAATTGTTTT
GACTTGTCTCCTAATTACCCTAAATCAACTGGAATTGAAATAAAACTTGGGAGATGTG
>AU180706 ID   AU180706   standard; mRNA; EST; 592 BP.
TAAGCATGTTTTATACACTTTATTTATCCAGTGACAGTAGGAGAGAAAAAACAGACTTTG
TAATAATTAGTTTGTCTTGTTTATCAGGTAAACTGTTGATCTTTTTTTATCTATACTCTG
GAACACAAGTCTGCTATCTTAAGAGTGCAATGTTTTCCCCAATGTGGAAAAAAAACAACT
TTGTCTTATAATGTGAAGAATGAAATGCTGAGACATGACATAACATAACATGTGATTCCA
ACACATTTCCTGCTGTTGCCAGTGATTGTATGTGTCGTGTGCAGTTTGAGCAGGGAGCTG
CATTGGTTAGCTGCTTTACTTGCAATAATTTTGTTAATTCTTTTTTTTAGCACTATTACA
AATTAAAGCCTGATGTACAGAATGCCCAGCATTTATGGTGACTCCTTCTAACTTTCTGTG
CTTTAGCAAAGTCTGCTAACTGTAAACATGAAATATTTGTTGAGAGTTCTCTAACAAAGT
CACAGGTAATTCAGTTGTTTAGTTGCTCACCCCTTCAGGATTCCTGAATCCTTACAAAAA
AAACTAAATGGAAATGGATTCCATAATTCTCTGTTAGCTGACTGTTATACAG
>AU180708 ID   AU180708   standard; mRNA; EST; 518 BP.
ATTTAGATGAAAGACACGGAGATCTGAGCCTCTGCAGAAAATTATCCATTAGTGGGCAGC
GGAGCAGAATTCTTAAACACTAATAAAGGCCGTGTTCAAGGAAACTGTTAAGTAAACAAC
TGGTAACATGGCTGGTTAGTTTTAATCGCCTGTGTGTGATGTCTTCATTTTAATGTTTGC
ACTTAAGGGAAAGAGCATTTTGCTCCTGTTTTGAATGACGCTGTTTAAAACTGTGGACTC
CCAGAGTAAGCAAGCGGCAAAACGGAGCAAAACTAAAACAACATTATTTCAATGTGTGTT
CACTTTTTAACAGTGTCTGCTGTGGAACGCTTATTAGAGCAAACTACATCAAGAAAATAT
CTGCAGAGGTTTGTATAATGAGTGCCGCAGTTTCCTCTGGTGTTCGTATTTCTTTTTCTG
TAATCTAAAGAACAGACTGAACATAAAATCAACTGCTCTGGTGCTTGTTGTGCCCTGCAG
GCATGCAAGCTTGGCACTGGCCGTCGTTTACCAACGTC
>AU180711 ID   AU180711   standard; mRNA; EST; 566 BP.
CCTATTGTTTTTCTTTTCTTAGACTAATCCGGGACAGCAAGTCATCAAACTGGGTTACAG
AAATACAGAAAGCACAGCTGAAAGCAGGGTCAGTCAGACGCAGTTCCAGCAATGCAGGGA
AAAGATTGCCAAAAAAAAATATTGAATGATCTCATGAACCCAGACATGGCATCGTGCTTA
CCGATGCTTTTGTAGAGCTCTTTAAAATAAATTCAAAACCTGATTTCTCCTTGTCCTCCG
TGTCTTCCCTGCATTGTAAATGATGTACAGTTAATGCTTAATTGTAGCTATGAGGCTAAA
AACATGACAGCAGTGTCTCCCAAAACGCAACAGGAGGGTTTAGTTTATGAACACATTTTT
GGACAAGCATTAAACACCGAATTTGAGTCGAAAAAGAGACAGGGGACACAAATTTGATGC
ATAAACCGCTTATGTTGTGAGCGCCGCATTACTTGTACTTTTTTACGAGAAGTGCAACTT



ATACTCTGGAGCCATTTACTTATGCATTTTATCTTCTGTATTATGCATCATTTTGCTTCT
ACATCTTATATTCAGGTGTGACTTGA
>AU180712 ID   AU180712   standard; mRNA; EST; 575 BP.
CAACGTCGCCTACCGGCAAAAAGTTCGAAGTTGCAATCGTGGTCTTTTCCTGTAACCCTT
GTGCTATCCGAGACACTTTAAAGTTGGGAGTTGGGTCATCTAGACCCCACTAAACAGTGC
GCTGAACCTTTTTTCTTCAATGATACAGTATGTGATCTTCAATGGTGTCCATGGATTACA
TGAAATCCTCTCCACCTTTATCCACCTTTGTCATGGTAGGGAGAATGCGTCAATGTAAGG
ATGGGGTCACTTTGACCCCACAAGATAGCACAAGGGCTAATCAATCTGTTCCTTCTACCT
GCAATGCCAGACTGAACGCATCATAAAACTTCAGTTTTACTGAGCTGCTGCCTCTTTTTT
TCCATTTGACTTGTTTACATGTTTACACTTTTGTTGGTTGTGGAAGAAACATATTTAATC
CAGACGGACTAAGTCCCACGAAGTGACATGTACCGTTGCAGAACAGCAATGTGAACCTTT
CCTCCTCCCTTCCAAGCTTTTTGGTGACTGCAGTTAGCCCCGCCTGTGCCTGCCGTCCTG
CCAGAATGCGTGCCAACCTGCTCGCAGAGGCACAG
>AU180714 ID   AU180714   standard; mRNA; EST; 541 BP.
TATTGGAGAAATTGGAGTTTGAGACCCAAAGTAATGGATATCATAAAAACTAACTACATA
CTTGGCAAAGAAAACTTAAATGACATTAAAAAACCAGAATAATTTTAGCGTAGATTTAAA
TTTAACAGCCCGACTAAAGTAAAAATTGAAATTTTCTGTAATCCAAACTCAAGATTTGCC
TAGAATCTGTCAGGGTTTCACTGCAAAAACCAAATCTTATAAAACTAAAAATACCCTTTT
TTTCCCAAGAAAGATCCTCTTTTTTTCTGTCTTTCAAGAAAAATCATCTGATCAAGAAAG
TTTTTCTATAGCAATAGTATTTTAGATTGAGAAAAAATGTCCTATAGTGGCTAGAATGTT
TTCCTTAAAAGATTATTTACTTATTTTAAGAAAATCTGGCAATGGGGTATGAATTTTGGG
CTTATTTCATAGAGTCCTATTAACAACAGATGTAGTTTGCACCAGTCTTTCAAGGAACTA
TTTTTTTGGTTGTTCCTGTCCTAACAGTTGCTCAGTTCATAGAAAATGAACCGAATTATA
G
>AU180716 ID   AU180716   standard; mRNA; EST; 567 BP.
ACGTCGCGCAAGGCCTGGAGACGTTCGTTGTCAGGGCTCGCGAACGCGGTCAAGTAAACT
CCCTGCACCCCCTCAGGCCTGTAGGTCTTGCCGTCGCAGTGGCTTGGATCCCGGACCGAA
CGTCCGAGGGTCTCTACTTCGAACTGGTCCCTGTCCGCGAGAGGACCAGCTTCCTCTCGC
CTGCGCTCCTCGTACTCACTGTGGAATGAGACCAGGTTGCTGGCGCGCTCGTCGGTCGTC
TCGGCCCAGCGCGACTCGGCTACCGCCCCCGTGACCAAGAAAAAGTTGTCTCTCATGCCC
ACGTCGGCCAACAGTTTCATCGTGCCGTACTCTATCTCGGCCAGGTGAGCCTTACAGAAG
TCCACGTGTGCCGGGACCGTCCTGTTCGCCCTTTCTTCCCTCACGCTTGGCTTCTGCGCC
CCCGGACCATCTTTCACGAGCACGACGCATCGACCCTGGGCCCCCTCTTGAACGTACCAT
GACGCAAAATATCTCGCCATGCTCGCGAGGGAGATCACTTGCTCGCTCTCCGTGTAATCG
CATTCTCTGACTTTGTGTATCACCATG
>AU180717 ID   AU180717   standard; mRNA; EST; 657 BP.
CAACGTCGAAAGAGATCTGGTGTGCTTTCTTCCCTAAGCACTAGGTGGATGTCTCGGCTT
CGCTGACGTTGAGACAAGCAGCTTCTATACAGCTGCCTCCCTTTGTAGTCAGACTTCCCC
ACCTAGCAGTTGGAATTAGCCTCACCCAGATGCTTTTTCTTGCAGTGTGACAGGTGGATC
CAACACTGTTAGAGGACTTAAGGAGGTGATGTGCTAGTAACCTCTCCCTCCCGAAGATAG
GTACATATCCACCATGGCGTGTCCAACTGGGCTAAGAGACAGTTTATTTTGTTTACTGTT
CCTGCTATTCCTGACAGGAGCAACCACATGGATTCGATTCTTTTGGAATCATTATCCACC
CGCAAGAAGAACCACCAGTGAGGAAAGAAACATTTCTCGACGATGGCTGAGTATTGATGA
ACATGATGTTTTGAATAGTCCAAAAATGAACATAACTCACCTGTATATGACAAATTCTTG
GTATAGGTATGTTATGTTACTGGCTAAGGAAAAGAATAGATCGGATTGCTATGTTTGTTC
TGTAATTGAAGCTTCATCCCTACATCCTGATTTGCAGGCAAAGCAATTTTCTGAGTGGAA
AAGCGACTGTGTTATTGAATATAGTACCAGAGGGTATATTAGTACAGGAGCCGTCAC
>AU180718 ID   AU180718   standard; mRNA; EST; 562 BP.
GTCGTTTTACAACGTCGAACAAAGGATTTTTCCAGTCTGAATACACCCTAAAATTTTAAA
ATTCTGTTTCATTTTTAGCAAAAAGATGAATATTTTTGCTGCATTCAAGGATAACTATCG
TAAAAGTGCTGTTGGAAGACCTCACTAAAGTACCAGACATCACACTAAAGGTGGGAATAC
AAGCCTTCAGAAGGGAAAGCAAACTGTGTTTTTTGTTTCAATAAAACAGATCAGGAATGG
TAAGGATGACATTAAATTCATGCTGGGAGACAGCAGGGCGTTTAACAATATATGAATACA
AAAGTTATAAAAAGTTGGGTTATCAAAGAGCGGATGAAATGTTATGAAGTAATGCGTGTT
TAAATTTGAGCCTAAAAAGGTTTTACTACTTACAGAGACGGTTTCAGAGATTTATGCTAC
GTCTCGTGATAGAACTGATGAAGAACCAGCATCTGCCAGACAAGCAGACGTCGGTTCTGT
CCACAGTGGACTCTCTGTGATTATCTTCAGCTATACATTCTGTCCTTTACACTCCAGATG
AATTCTTTTCTTCAGGCTACCC
>AU180721 ID   AU180721   standard; mRNA; EST; 607 BP.
AAACCTACAACGTGTGAGTGTTGTGGAGGCGAGGTGACAGATCTGACCGATGACATGCTG
GTCTGATGCATGTAGCCATGATACTGCTGATGCTGGGCCCCCTGATGGTGGTACGCCCCG
GGCAGGACAGGAGCTGAATGCAAACACAGGAGATGATTAGAAAGGCGTCCTTAGCTTCAG
CTTGAATCTAGGGTGAGCGTCCTCTCTGCTGTGCATCAAATCAAAGATGCTACACTGAGT
GAGCAGTCGCTGAGCGCAAACCTGCAAGGAGACGGTGGGTTAGTCTGATTACTCTGTGGG



TCACGGCAAAAAACGTGAGTTAAAAGAGCCACGCTTTCACCCAGAAACACAGGCAGGAGT
ACCAGGAGTGTCGGTGCTGCTGCGTTCCCACAGGTCAGAACTCAGAGAGCTGACAGACTG
AGTCTGGCTGTGGAGGAGAGACTGATGCGAAGACCCCCGGCTCACACTGCACCCAGCCCG
CTCTGACAGGGACCGCCACCAGGGGGCAGCACAGGTCGACACCAGGAAAGAGTGAAGAAG
AATGTGAGGAGGCGGACTGTAGTTCATGGAAAAAGTTAGCTACAAGGATGCGATTTAAAT
ATTAGAT
>AU180722 ID   AU180722   standard; mRNA; EST; 694 BP.
CGACTGTACCAACAGCTCCAAGGCCCCTTACTGAATTCACACCCACTACACAGAAAGAAG
TTGAGGCCATCTTAAGGACTATGAAATCCTCAACCTGCTCACTTGACCCCCTCCCAACAG
CCCTGATCAAAGACAACATTTCAATTATCAGTCCAATTATCGCAAATATAATTAACCAAT
CACTACAAGCCGGTCATGTTCCCCTTGCTCTCAAAACCGCCATCATTAGACCACACTTAA
AAAAAACGGCACTGGACCCTGATAACTTGGCAAACTATAGACCCATTTCCAACCTACCAT
TCCTGTCCAAGGTTCTTGAAAAAGTTGTCGCCGCTCAACTCCACCATCATCTCTCAACGC
ACAGCTTGTATGAAAAATTTCAGTCTGGCTTCCGGCCAGCTCACAGTACAGAGACAGCCC
TGGTCCGAGTCATGAATGACCTACTCATGGCTGCGGACCAGGGCTCCCCATCTCTACTCA
TCCTTCTTGACCTATCAGCTGCATTTGACACTGTGGATTCTGTGCATTCTCCTTAACCGT
CTTCATACTACTGTTGGACTCTCTGGGAACATACCCAACTGGTCTAAATCATATCTCACA
AACAGGACAGAATATGTGGCTCTGGGAAATGCTAAATCCCACACACACACAGTCACCTGC
GGAGTTCCTCAAGGCTCTGTTCTTGGACCTTCAC
>AU180723 ID   AU180723   standard; mRNA; EST; 637 BP.
TTTCTTGGCATAGGCCTAAAGGAGCAACACAATGAAAAGAATAAAAAACANAGTAAGCTA
AAATAATTTAAATATTTGTTCTAACCTGTAAATTTGAGATTGGTTTAGTTTATTTATCGT
AACTTTATTTCAGTAAAAGTAAGTGACCAACATTTTCTAGTACAAACATTAAAATGCAAA
CCGAAACGCTGGTTGCTAAGGAAAATAAAAAACTTACTTTCAGTTAGAAACACAAAACTT
TCTGTACTTATTTCTTCGCCTGAGAAATGCAAAAAACTCTAAGGTTGCTATGGACTTTAG
GCCTCATGAAAGCTGCCATTTTGAATCCGAGCGTGACCATTTTTCCGAGTAAAACCGACG
CAAATGAATTTTCTTTAACAATTTCCGTTTCCCGATCTCAATCAGTGTTTTGTTTCAAGC
CGCTGGAGTCAAATGCGACCGAATGACTATTTTATTGTTGCTTCTGATAAGAACACATAA
AGTTTATTACCCAAGAAAAGCTGGAGGAAAGAGGGAATTTATTGTTCTAATCTCTAACCG
GCCAAGGAAGCAGATGTTCACGAACGAGTCAAGTGATCAGGACTTGGGTCTTGGAGAAAC
CGCTTGAATGCAGCTGATGGATGAGCGACAATGCTTA
>AU180724 ID   AU180724   standard; mRNA; EST; 479 BP.
CTGATGGACAGAGTGAGCAGCTTGGGTAAGCTTATGGCCATGGACAAGGAGAAGCCAGAG
TTCATGCAAGAGAGAATGAAGCTGCAGGAGTCCTGCCAAGAAGCTCAAGATGGTATCATG
CAGTTGGTCCTGAAGAACAAGAAAGAATTTGAAAGGAAGACGGATGCCAGGATGGCCCAA
ATTGAGGGAGAGTTTAAAGCCATTCTGCCCCCTACTCCACCAATGGAGACAGAAAGAATC
AAAGAAATAGTTCAGACTGGGTTTGGAGAGGGAGAGTTTGGAGAAGGAGAAGAAAATTAT
TACTGAAACAATGGAATTTCATACCTAAAGACCTGTAGCATTAAGGTTGTTTCCTAACAC
TGAGCGACATTTGTTTTAGTTGTAAATCACAGTTTGAGGAATCCAACATCTTAATGGATC
GGCTCCTCAAGGCATCTCCCTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTT
>AU180726 ID   AU180726   standard; mRNA; EST; 574 BP.
TAAATACTTTATTGATCAACCGGTTGCGGTTCTTTCTAATAATCGCCCCGCAGGATATCT
CTTAAGTGCCAGCGCATTCGAAGCGTTAATGGACATGCTTGCTGAACAAGAGGAGAAAAA
GCCCATAAAGGCGCGCTTCCGTCCAAGTGCTGCAAGATTAGAGGAAATTACACGCCGCGC
TGAACAATATCTTAATGATATGACGGATGATGATTTCAATGACTTTAAGGAATAAGGATG
CGGGTATTCAAAACAAAACTTATTCGCCTGCAACTTACAGCAGAGGAACTTGATGCGTTA
ACGGCGGATTTTATTTCCTATAAGCGTGACGGTGTTTTGCCAGATATATTTGGTCGCGAT
GCACTCTACGACGACTCCTTTACCTGGCCATTAATCAAATTTGAGCGAGTTGCTCATATT
CATCTGGCAAATGAGAATAATCCATTTCCGCCACAGTTGCGCCAATTCAGCAGAACGAAT
GACGAAGCGCATTTGGTATATTGTCAGGGGGCGTTTGATGAGCAAGCATGGTTGCTCATT
GCCATTCTGAAACCTGAACCTCATAAACTGGCTC
>AU180728 ID   AU180728   standard; mRNA; EST; 503 BP.
ACACTAGGCTAAAAATATTTCATAAGATTTCATCTTTTGATTGTTTTTTCAAAGTTTCAG
TCTAGGAAGTCAGCTTAAAAAACAAAAGAAGTAAAAATGGCTTTTAGAAGTGATATTATG
TCTTATCAAACACTGTTTGAATGAACAGTGGGATTTTGATGACTCATTTTCTCAACAGTC
CATAATCCAATTAACATTTTGATACTGTATTGCAATCTACAACCTAAAAAGAATCCCAAA
GGACCTTCTTCATATTTGTGCTTTTTTATGAGTTATCATAACATAGTTCTCTGCTACTAG
ATTGTTTAGGGCAGGGTTGTCCAAATCCAGACCTCAAGGGCCGGCCTCCTGCTTGTTTTC
CAGAAATCCTGTCTTATCTGCTGCTGATTACCTGGATCAGGTGTGTTTAGCCAATAAAGA
GATTCGATTGACGGTTGGTTGGAAAACATGTCGGACACCGGCCCTCGACCTGCAGGCATG
CAAGCTTGGCACTGGCCGTCGTT
>AU180729 ID   AU180729   standard; mRNA; EST; 209 BP.
AGAAATACAAGTATCTGTCCATCTTTAAATCACCACAGCAAACAAGAAGGAGCTCAAAGC
TGACCCTTGGTGCATTCCTACCACCACCTTCAACTCCTCTGTCACACCCACAGAACATCT



CAGTACTGTCCTCCAGCTTGTATCCATTTCCTGATCAACTCGACCTGCAGGCATGCAAGC
TTGGCACTGGCCGTCGTTTACAAACGTCG
>AU180731 ID   AU180731   standard; mRNA; EST; 632 BP.
CGCCCAAGTAGCCCTACAAAGGCCCGCACTTTCTTCTTGGTTGTGGGTATCGGATATTCC
TGAATTGCTTCCACTTTGCCAACACGTGGTTTCACCAGACCCTGACCCACAACATGGCCC
AGATACTCGACCTGTTGTTGGGCCACGACACATTTGCCTGGGTTGATCGTCAGTCCCGCT
GCTTTTATTAGATGGAGAACATGGCGCAGATGAGACATGTGGTCCCGCCAGGAGTGGCTG
AAAATTATAACATCATCCAGATATGCCGCTGCAAACTGGGGAACATCTCTCAGAATCTCA
TCCATGAGCCTCTGAAATGTCGCTGGTGCCCCCTGGAGACCAAATGGCATCACCTTGAAT
TGAAACTTGCCATAAGGTGTTGTAAATGCTGTCAGCTCCTTGGTCTCTTGTGCAAGTGCC
ACTTGCCAGTAGCCTTTACTCAAGTCGAGCGTAGTGATGAATTTTGATTTTCCAACCCTC
TCCAACAGTTCATCTATTCGTGGCATCGGGTATGACTGGATCTTTGATACTGCATTTAGA
TATCTGAAATCAATGCAAAATCTCAGTGATCCATCCTTTTTTGGGACCAACACAACAGGA
CTGCACCACTCACTGGTTGATGGCTCAATGAC
>AU180733 ID   AU180733   standard; mRNA; EST; 305 BP.
TTCAAAAACCAAAAGGACAGACTCACACTTCCCACAGTTCATGTTCTTCAAACAAACACC
GGCTCCTTCCCCCACATTTTGAAGCTTTGAACCTGAAGCCATCTGTCGGCAAACCTCATG
TTCCATCCAATTTTTATGTTTTCTGAAATATTTACATACCTGACCCAACATCACACATTC
AGAAAAAGGCAGAATAGTGTGCAGGAAAAACTAGAAATAAAAGCTACTCAAATTTGAAAC
ATTTATTACATAAAAAAACAGCAGTAATAAAGATTTGTTCTTGTTAAATGATAAAAACAG
AAATC
>AU180734 ID   AU180734   standard; mRNA; EST; 140 BP.
GGGGAGGGAACAACTTCCTCAGTTGAGAAAAAAAAAAAATAGATCCCTAAATTAGCGGCA
AGAGGGACCAAAAGAATGCGGCTGGATCAACAAGACTAAAAAACCCTGCAGGCATGCAAG
CTTGGCACTGGCCGTCGTTT
>AU180736 ID   AU180736   standard; mRNA; EST; 280 BP.
AGGAAAAAAAAACTTTATAAAAAAATGTTTTACGTTGTCGGAGCAGCTACAGATGTTGAT
GTAAGTAGACTATCATGAGGACACAAAAGGGCTCTATTGTTGGATGAACAGTAGAGGTGT
AAATGATCAAATGTTAGTTACGCTGTAGATAAAGTCCCAGATTGTACTTCTGGAGAAAGA
AAACAAATGTATAGTTTTTTGGGGGGAGTTTTTCTGTTGGTGGAACATCAGCTTTTTTTT
TTTTACTTTCANACTTTTGATGAGGAANAGAGCTGANCTT
>AU180737 ID   AU180737   standard; mRNA; EST; 543 BP.
ATTGATGTACAGTCCCTNTGCAATATTACGGGCATTTTTGTGATAATTGTGGCAGAAAAA
ACTAGGAAGCTTGCAGNCTGTTCTTTCTAAAAGATGTAATAAAAGTTAAGTNCGTTNTCA
GTAATAATNTTCAACTAAATTATTNGACATTTTTCCCTGGTAGTTGTTTTTCCCTTNAGT
TTATCAACATTATGTTACCTCACAAAAAACAAATATATTGTTTCTAAATAGTGATTTTTT
TTTATTTCAATGTCTGGTGCAAAGGCAACTGTAATTTCTGAACAATTATATGATCACAAT
ATGTTTGTTCAAATTTAACACAAAAAAACTCACATTATATTTATGTTTTCTGTAGCTACA
CAAAAAGNGATCATGTNGAAGTTTTATTAGTTTTTCTTTTGCCTTAATCAAAGATTAAGT
TTTATTTGTTAAGTTTATTTANTTNAATTGTGTCTGTTGTCCACTTCACCTTAATCCTGT
TTCTTAAATGTTGTTATTACTTCTTCTTAAATTTAACATCTAAAATAATCCAGACGTTAT
TAG
>AU180739 ID   AU180739   standard; mRNA; EST; 571 BP.
TGCCACTTTGCCAATGCAGGACCTTTAATAGACTATAGTAAAGTGCTCTTCAGCTTTATT
GAGGACATTTTACAAGAACTGTTTTATGTGGGTTCAACTCAAATTGTATCTTTGTTTAGC
TCAGGGGTCCGAAACTTTCAACTTTTATAGAGCCATTTGGGGCGATTTCTCACTAAAGAC
AACCCAGTAGGAGCCACAAAGTCTTAATTCACCCCTGTCAAAAAGAAAACAGATTTGTAT
TTATGTTGTTAGTAACAGAATAAGACTCCTAAACAAACAATTTATAAAAGCATTAGCAAG
CTGTATTGTGTTAATAGGTCATTTAGTGGCATTGGTGGATGTCTAACAAATGCTTTTTAA
GGTATTACTAAACTAAATGAGATTTGTTGACACATAAGCATTATTAATTATCTTATTAAT
GCTTTATAAGGCATTTGTTTTTTGATTTGATTTGACATCAACCAGTGCTAATAAATGACA
AACACATTAATAATACTTATTAATGTTTTATGAAATGTTTGTAAAAGAATCCTATTCTAA
AGAGTAGTTTTACTTTCATATTATGTTAACT
>AU180740 ID   AU180740   standard; mRNA; EST; 252 BP.
ACAACGTCGCTTATTTCTAAATGAATGTTGTTACACATTTACCAAAGNAGTTTTTTGAAA
ATGAAATGTCAAATACCATTTAATTTATCATTTTAATTAAGAGGGCTGTACGGTGGCGCA
GTGGTTAGTGCTCTTACCTTACAGCAAGAAAACCCCCAGTTCTACAGAACATCAATGGGG
GACCTTTGTGTGAGTGTGAGTGTGAGTGTGAGTGTGAGTGTGAGTGTGAGTGTGAGTGTG
AGTGTGAGTGTG
>AU180743 ID   AU180743   standard; mRNA; EST; 161 BP.
CAAACAGTACACTTCGAAAAGCCTCAAGGGTGATGTAGAAAAGTGAATGCTAAAGAAAAA
AAAAAATACTTGGGGTCAATCGCACCCCATTAGCCAGCGTGTGGAAGGGAACCGGAAAAG
CGAGACCCCCGGTGGTGGGCCATGAGAGAAGAGTGAATGCT
>AU180745 ID   AU180745   standard; mRNA; EST; 537 BP.



CAACGGAGCTCGGCGGCCTCCTGTCCAGATCACAGGTGAGAAAAACAGTGTTTTACTCAT
TCTTTTTTTTCTTCCTACTCTTTAATCCCTTTCGGGGTCACGGGGCTGCCGGAGCCTATC
CCGGCCACTTGTGGGCGAAGGCGGGGGACACCCTGGACAGTTCGCCAGTCTGTCGCAGGG
CCACAAACCACACACCCATTCACTCTCACACTCACACCCAGGGACGATTTAGAGTTGCCA
ATTGACATATGAAGCATGTTTTCGGACAGTGGGAGGACGCTGGAGAGAACGCACGCATGC
ACAGGGAGAACATGAAAACTCCACACAGAAAGGTCCCCTGTTGGTGTTCTGGTTCAGACC
CCCCAGCCGGGAAAAAGAAAACACTTTTTAGTAGCTGGTTATTATCACTATACATTTGGG
TTTTTCTGCCCGTCTGTCACCTGTCAACGGGTGATCTGTGGACTCATTGTTCTCATGTGA
TTACTATAATAAATGTGTAATTTAAAACATGTTTTTTTTTTTTTTACATTGGCATCA
>AU180746 ID   AU180746   standard; mRNA; EST; 551 BP.
CGCTCGGAATGCTGGTGCCCCCTACAGACTCTGAATAAACTACTGTAATTCACTTTAGAT
GTTGAGGACATAATGAAGTTTAATGAATGGGTTTCAATGGTGAGCAGCTGCATCCACCCA
TGCAACATCCAGATGATTCAGAGTGTGGAGGGAGCAGTGCCAAATTTACCACCTCTAGAC
TCCAGAACAGCAACTTTTCTATCTGATGGACAAGTCTGGATTTGGGGGTTTCCGTAGTAA
CCACACCTGTCTGTCTACATTGTTGCAAGAGTGATGTTTGATGGAGGAATAATCATAGGG
GCTTGTTTTTTATTGACCCCACTCTCTGAGTGAAAGGTTTAGGGACATTTCACTTCTTTT
CCAAGGCCCATAAGGACCTGGATTAAACCAGTTTGTTGTAAATTTACTTGACTGGTCTGC
ACAGAATCCTGACCTTAACTCACTATGCCTTCTCGTCATCCTATTTCATGAGCTTTCTGG
GTTTAATTTTTTACCGAAAGCACCTCTTATCCGCTTTACTCTGCTTAGAGGCCATAATGC
TAATTCTGTTT
>AU180747 ID   AU180747   standard; mRNA; EST; 588 BP.
ACAACGTCGAAAGCGAAAGCAGCCTTCCTGCTGTAGAAGGAAAGTGGAAACCCGGTTCTT
CGTTCCCCCCTTCTGGGTTTAGAAGTTCATTTTCACAGCTGAGGCTGACTCTGACCGGTC
CTTAAGATTCCGCGCGAGTGTAGTCACTGCACTTGTGTGTCTGCGTGTGCGCTTGTGCAC
AGTCTTGTTTTTGTCCGCCGTCCCGCTTCTTGCCTTGTCCTGTGCTCTGAGCCGTGAGTA
AAAGCATTATCATGTGAAAGGAACGCACTTCATTGTGAGGCGTCGCGCACAGCGCTGCAG
TTAGGTCAGAAGGGGGGGTGAAAGACGGGGTTTGGACTGAGAGGCGGAGCGTCAGGAAAC
TTGGAGAAACTTTCAAATGAGGTTAAATCAAAATCACAATAGCTTCTTTTTAGATCACTC
CCTCCAGATAAAGCTGACTTGGAGTTTCCACAAGAAGTTCAAAATGTGAAATAAAAATGA
ACTGTTTATGCACACATGTACAGTGGAGCACAAAAGCATTTCTATACCTGTCTGATTCTC
CAGAGGTTTGTTTGTATTGTTCATCATTGAAAAATTTCAACTGTTCTG
>AU180749 ID   AU180749   standard; mRNA; EST; 662 BP.
GTTTTCAAACACACAGGNAACCCTTTTGCACAAAAACTCACTTCAATTTCAGCATAGTGA
TGACAATCTTGTTGTTTAATCTGAATTTAGATGCATTTTTATCAAAACTGATTCCTGAAG
CTTCCGCTTCTGTTGACCAACAACTTCAAGGCCAGATGGGTCGGTCTTTTCCCTTCGACT
GCATCCAAACTTTGGAGCAGTCTGTCCCCTTACAGTGGGCCTTCACTAGCACTCGACATT
TTCAGAACCAGTATGGAAACTCATTTGTATTCATTGGCATTTAGATCAGACTGAGCATTG
ACATTTGTTTCATGTTGAGTCCATTTATGTGCGTGATGTTAATTGTACTTGCTTTTAACA
CACACTTTTACAACCTTTTTTTACATTTTTATTTGACATGCATGAATAACTGATTTGATT
TTATACCCCGTGTTTTATAAAATACACAACTCTGTACCATCTGAATTTGATTAAAAAAGC
TGTGATTTAATTTAATCTCAGGCTGCATTTCTTTCAACTTCTTGCTGTTGTGCAGCTGTT
GCTTCACCTCAGCCGGCACAGCAGCTGTTGTTCAACATAAGATTAGCGTCTTGTTGATTA
ATGTCAGTCTTATGCATTTATCTCGCGTTCTCCCACTGCTGAAATCATCCGGTATCTAGC
GA
>AU180751 ID   AU180751   standard; mRNA; EST; 634 BP.
GCCACCATGACACACTTTTCTTTTAGCTGATTTCCAAAGTCTTGAATTTTGCAGGTTAAC
TTTTCAAAGGCAGTGATTAGAGTTTCGTTCAAAGATACTGCAGGCTCTTGAACAGTTTTC
ATTTTGGAAGGGGGAGCTGAGATGCTGAGAGTGAGGATCTCTCTTTTTACTTCCCCAGTG
ACGCAAGAGCAGGAATGCTGAAATCGCCAAATACGCCAGGCTTTGGAAGTTTAAGCAGAT
TGAAAACACTTGGGTTAAAGGCTGCAGGATTTACGTCAAACCACTCGGCCCAAAGTTCTG
GTTGTTAAGAACATGAAGGATTTTGAGAAGTGTTTGATCACAGACGTCTGAGTCAACAAA
TGTAGTAATTAATCAAAGAGTCAAATATTGGGATCAGCGCTTTCTCCTAAAGTCTGAAGT
GACACTTGATTTTTAGCAGAGTTCTGACCTACAGACAACTTGACCTTAACTTTCAGCGCC
GCTGAGAACAGCTGCAGAAGTATACAGAACTTTATCTAATATCTGTGGACATGACAGAAC
TATAAACTCTGTTTAAACCCAGAAGAACGGCTGTTAATTAGCAGAAGAAGAAATACCAAC
CTTGGGCATTCGACGGAACATAGTCGCTTTTTGA
>AU180752 ID   AU180752   standard; mRNA; EST; 584 BP.
CGTCGTCAAAAGCCCACTAGAGGCTGCTTCCTATGGCACTCTCTTGTTAAAAAGTCAAAT
TTGACCCATAACCTTTTTGAAGGCAGAGAGATATATTTTCTGATCGACAGGTGGATGGAC
TGAACAAAAGTCTTACTGTATGTTGTCCCTCCCAAGTTACTGACCATTTATGACAGAGTG
AAGTGGAGTAGACTCCAGTCAATATGGCCTCTCCACTTCAGTCCTCACCTTTAACCTTCA
GAATCCTTTCGCCGACAGAGGAGATTTATTGGTCCAGTGTAAGTGTTGGAACCAACGAGG
ATCTATTGAGCCCCTCTTTGTGTTCCTCGTTCCACGTAGACCTGTTTGTTTTAGACTGCA
CTTGTCCTCTGCAACAGAAGTGGATTTTCTACTTTTGCATTTGCAGATACCTCCAGATTT



AGCTTCAAGAAAGGCTGCATTCCTATTAATATTGTTTTGAGTAAATATTATAGAAACAAT
CCTACGTAACACTGGCAGCATCTTGCTTGTTATAAATACAAAATAAAACTGCAGAAGGCA
GACGGATGTTAAAACACATGTAAGAGTTTATCACAGAGAAACCT
>AU180753 ID   AU180753   standard; mRNA; EST; 335 BP.
AGCAGAGCTCAGCCCACCCCAAAGTCGGTGTGTCAGCTTTTCAAAGCAGAAATGCCGCCC
AGTCCTTAGAAACCGTTCAAACAATCACATGGATTTGTGTTTCCAGTCGTGTCCCGACAA
AATAAAGGCTGCTGTTATTCCCACATATTTACATGCAGCCAAGATGCAGATTGCAGCATT
TCCCGCATTGATTTTGTTTTCATCAAGGCTAAATGTTGTTAGCGCATGTGTGTTAGCCTT
CTCCTAACCCTTCTTCCGGCTCCGTTCTTCCACAAAAAAAAACTCGACCTGCAGGCATGC
AAGCTTGGCACTGGCCGTCGTTNCAAAAACCGTCG
>AU180754 ID   AU180754   standard; mRNA; EST; 532 BP.
CACTACCTGCACCAGCCCTCGCCACCGCCCTCTCCTGACCAGCCCTAACTGGCTGAGTGG
CTGCTACATGCCCTTCACTCTTTTCCCTCTGCCTCTGCCAGCATGATCAGAGCTGCGACA
AATTCATTTTTCCCCTTGTTTTTTCTGTTTTTCTGTTGGTTTTATCTCCATGGCAACCAT
TTCATGTTTTGGTCACCTTGGGGTGACGAACAGATCTATAAAACTTTTGGAAGAATCTCC
AAAAGTTCATTTTTGGATTTCCCATTGAGATTTTTTTTGTTAACCACGTCCACATTCCTC
ATATATTCATATTATATGTTATGTAATTTTGTTCAGCTTGAGCTTGGATTTTGTGTTTTC
AATTCACACAGTGTTCCAGTAAAAAAATGTGTGAGCAACAGGGAAACGCCACTTTAACTA
GCTTGCCACGCTATAACCGTTCAAAATCTAAAACTTCTCTTTCCAACCATTCTTCCCTCC
TTCCCAAAGATGCTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTT
>AU180756 ID   AU180756   standard; mRNA; EST; 289 BP.
TCATCTCCCAGCAGCCTCTGCGCTCACTTCCTGGATGCCACACACCACTCACAAATCTAT
CCAGACCAAAGTTTTCTAAACCCACCGACACACATTCCCTTTTACATAAATCCAGCTACC
ATCCTAAACACACCTTCAAAGGCATTATCAAATCACAAATCATCAGGTTCCATCGTATTT
GTTCTAATCCCACTGATTTCCATAATGCCACCAGTACTCTTTTCAAAAGCCTTCGCCCTC
GACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTTTACAAACGTCGA
>AU180757 ID   AU180757   standard; mRNA; EST; 205 BP.
TGTTTGCGTCTCTTTGTGACGCATACACACACCTCCTGTAGGGGGCGCTGTTGTGTTGGA
CTCTGAGGATGGAGGTCGGCTGGAAGGAGGGCAGATTTCCTCCCAGCATCTCTGTTCATG
TTGGAAATGTTTGTGAATGTTTGTACTCCAGGTATCTTTTGGACGACCAAATGACGTTCA
AAAATAAACCATTTATTTAAAATAT
>AU180758 ID   AU180758   standard; mRNA; EST; 355 BP.
GACCCTCTGCTCACCGGCATGTCGTCCAGCAACAACCCGTTCAGACCGCAGAAAGTTTGC
TCCTTCCTTTAGTGCCGCCGGGCCGAACCGAACCGAGCCTGTGCTGCCGCTGAGGAAGCT
GCGGTTCTTTGAGGATGGGGCCTCCATCCTGGACTGGAACGGTCTCAGGACTGTTGGCCA
CATTACTAACTTAAGTCTTTTTATATTTTATTTGTATCATTTGAAACCTTTGTAGATTCA
TGTGGGGTTTTCAGAAGATCCCGGCTTATTTTAGGACCACAGATGTGCCTTTACAACCAC
ACTAGCTCCAGTTAATCAAAGTATTTCCACGTTTTAATTTGATGCTCCTTTGTTT
>AU180759 ID   AU180759   standard; mRNA; EST; 230 BP.
CTGTAGAGTACATTAAAAGGGCTGTTAGTATTGCAATTCATTGATTGGTGTGGTTAAAGC
CAAACCAATTTAAACCGCCTCTTCGACTCCTTGTGTTTGTTTGTGCAGGACGTGGAGGGT
CTGCACAGCGTGGTGGGACCAGTGGGCCAGCTCCACCAGAACACGGTAGATCCACATTTT
TAGGCCAAAAACCCCACCGGCACCGTCCACTTCCTGGGGAGAAGAAATCC
>AU180760 ID   AU180760   standard; mRNA; EST; 443 BP.
ACAACGTGGTCACCTGCATCTGCAAACTTTACCAAACCCTTTCTAGGTTATGTTTGACCG
TTTTTTATTTTGTTTTTAAACAGCTGCAAAGTATTTTAAAGATAATCTTTAATAATAAGC
ATGGGCCAATAGNTATCTAAGCTACATTTTTCGACACTCGAATGACTTGTTGTGTCTTTC
TTNTGGATAAAACTTCATTTCGTCAATTCCAGCATCTGTAAGATGGAGTTTATAAAAAAA
AAGGAAGGCCAGCTGTTTAAGAAATTCCTTAACAANGAAAGAAAAGGTGGCATNTGAAGA
GCAACAGAAGCCTTATGGACCATTCTTACTGATATTTTATGATTAGGATGATATGCTTAG
GTTAGATCGAGAGAGAAAAAATAAGTTTTCCTTACCTGAGCGCAGCTGTTTAATTCGACC
ATTACTTGCACTAGGGTCTACGG
>AU180762 ID   AU180762   standard; mRNA; EST; 545 BP.
ACACATTCAGGTGAGTGAGTAAGAGAGAACGGGGGTTCCAGGAGGCCTGTTGATNCATGA
CTGTAAACGTCAGACTTTTGGCAGAGATGTTCTTNTTTCATCAATCTCCTGCTGNGGCAG
GTTGGNGGACAGAACTTGATAAACATTTGCCGCAGTTTNTTTTCCGTATAAACTTGTGTT
TTTAAATNGGAATCTGCCTAAGGGAGACGGCGGGGGCAGAGGATCGTTCTNTNTTAAGTC
ACACAGACTCATTGACAGCATCCTGGCAGCANCCCTCATATACTTCCTCCTCCAGTAGGA
CAAAATGTTTCAGCATCAAGTCANAACTGTTCTGAGCCAGTCAGCGACCGCCTGACGGCG
TTCAGCCTCATCCAGGCTGAAAACGTCTCAGTTCCAGTCTGACAGCGACATCTGAGGATT
TATTCTACTGGCAGCTTCTGTTCCACTGTTGCGTCCTNTTTTGTTGTATCCATGACAGGG
TTGGATGCACACACTCCTGCACAAAACACCTTTTTCTCTGCAAAAAAAAGGAAACTCAGT
GACTG
>AU180764 ID   AU180764   standard; mRNA; EST; 613 BP.



AGGGGGAGAGTTTAAAGAAGACTGGCACTGATAGCTGCTCGGTCGGCCTCAAACATCGGC
TGTTTCTAGCTCAACACACCGCAAACGCACATCCTCCTACAGTGCTGCATTTTCTAATGA
TCACAGGACAACGCCGCAGGTCGTTTTTGCAAAAACCCAGATGGTTCTCAATAAATGATC
CAGACAGAAGTCATGCTTATCCATGAAATCCCCTCCCTGCCAGAATGGCACACATCCAGT
CAGAGTAGGACCTTTATAGTACTTTTATATTACCTATATTTTGCTTTCTACTCAAACACC
AGCAGCAAAATAAAGGAGCTTCAGTCTGTGCTGGGCCTGCGCCGGGGGACTGACACCCTT
TCCAGAAGAAACCCTCCTCATCAGGATAGGCAACAGCAACCCCATGACCCTGAAAGGACT
TGAGTGGAAGTTGGATGGATGGATGGATGGAGTCAGTCCTGATCTCAAGACATAGACCTT
CACACTCAGACACATCCATCTTCTGGTGTTCCTAAAAATGGCTCTTGTCATTCATTACTG
CATGTTTCTCAGTAGAGATTTCCGTCACTTTACTGTCTCGTCATGTGACCTGCAACACAT
TTATGGACAAACA
>AU180765 ID   AU180765   standard; mRNA; EST; 307 BP.
TTTGAGAACTACATGCGTCAGCAGCTGCTGCTGGCTGAAGAGAAGAACACTATCCATGAA
GCTAAGAGCTGCACCAACAACCGGCATTTTGGCAGCATCCCCCCCGTCAGGCGTTTAGGC
CACGATGCCCAACCTGTCAGCCCGCTAGACGCCGCCATCCTAGCTCAACGTTTCCTTCGG
AAAAAGCCCCCAGCTACCCATTAAAGGCGTCTCGGGCTCAACGTGAACTGAAGATGCCCG
CTGAGGCCAAAGCTCCTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTTTACAA
AACGTCG
>AU180766 ID   AU180766   standard; mRNA; EST; 574 BP.
AACGTCGGCTCAAAATTCTACGCTACGTGAACGGATGTGATTTCCCATATTTGAACACAT
TAAATGTCTTAGTCAAAATATGATCTCTTTGTTCTTTGGTTATCTCATACTAAATACTAA
AATTTACCATTTTCTAAATGTTCAGGCATCTGCCATGAATGTCCAGACGAGTTCATAAAA
AGTATTTTTCTATTTACACGACTTTGTTATCAGCTCCCGTTGATGGTTCTTGGAAAGTGG
AATCAGTTCACAGATTGACGGGTTTTTAAGAATTTTTTTTCTTTACAAAACTTTTCCTTT
TGCTGATTCAATCGCTTTGATGAAATGGGACGCAGAGAAAAAAAACCCTATTCAGTTCAA
TAGTTTCCCGGTTGATGAGCGCCTTCAGCTCGTGCGTTCAGCGCTCTGTGCTCCACCTCC
TTCCCCGGCGTGGAGGTGCAGCAGCAGGAGTGTTGGCGGCTGCAGCCTCCTCCCTCCACC
CGTGCATCCACTCTCCCTGCCGCCGAAACGTCAAACACAAAGAGCGCCCTGTACCGACTC
TGTTTATAACCAAGCAGTCCCCGCACTGCAATTT
>AU180767 ID   AU180767   standard; mRNA; EST; 596 BP.
ACAACGTCGACCGTTTCCTTGCTTTCTCCTCTCTCGTCTGTTCTGATGTAATTTTGCTCT
TCATCTCATTAAATGCTTCATTCATGTTCTTCTTTCCTCTCTTTCACCTGTTAGTTTTCT
GCCTGGTCCCATAGGGTGCTGTTCCCTCACACTACGCAGCCGTGATAACAATGCAATTCA
ATTTACACCCAAACAACATTATGCTCTTGTTGCAGCCGCCTCAGTGATCCACCAACGTCT
GCAGAGCAGAGGAATCTCCACCTGCAGCTGACCTTCAATCCATGGACAAGTGTTCAATTG
GATAGAAGAAACTACGTGTTTGCCGAGTTTAAGTCCAGCAACAGAAAGCAACCACAGTTT
TCTTATTGATCGAATTTGCCATCAATGAAACTTGTTTGCAGTTATCAATCGGTGCCATGG
CCTATTTAATAGACCAGTCATACAGGACTCTAATCGATCAGCAGAAAGAGGGGGCCAGTT
CAGCCCCCGCTGAGGGAAATCAATGATTCCAACAGTTTTGCATTTATCACAGAAAGTTTA
GTTGTGTTTACAAGCAATGCATGTATCCAAACAAGAACAAACCCTTATCTGGTTTA
>AU180768 ID   AU180768   standard; mRNA; EST; 411 BP.
GCCGTCGTTTTACAACGTCGGACTGGAAGGAACAAGATGGGGATGCTGCGTCTCCTCAGT
CACCAACCAAACACATCGGCTCCTCCTCAAGATTAGGATCTTCACATCCTCATTAAAAAA
GGATCATACAACATACATGAAAAATACAGAACACTTAGTTAAATATTGATTTCAGCCTTA
TATGATTTACCAGATCAAATCGAGACCCCTGTTGGAGGGCCGCCTTTGATTCCCGCCCCT
TTGATGTGGAAATGAGTCCAGAAAGCAGCAGGGGCCACGCCGCACCACTTTAACTGCTCA
ATTATTTATTTAGCTCCCCCGTTGTTCCTTCATTTCATGGGACATCTACAATATTTACAT
CTCCACATATTTACAAACTCACTGTCAATGTTTTTTTTTTTTTTTTTGGGC
>AU180783 ID   AU180783   standard; mRNA; EST; 630 BP.
TTCATCAACAGTGACTGAAAATACAATAAATGACTGGATTCCTTCATATGGCTGCCCATG
TTTCCTCAGAGATGTTGGATCTGATCGTAATTCTTGACAGACTCGTGTTTAAGGTCGACT
GCTTTTTGGGAACAAGACTTCTGCAGCCTTCAGCATTTTTCAATAAGTTCACCATCAGAA
AATGGTTTGGATGTTTGCTCCAACTTGTTTGCAATAAGGTAGCTTGCTGTCACTGCTCCA
TCACTGACGTCACGGCTGCAGTAAATCCAGATGGTTGTTTATCGGTCCAGCTAATAGTTG
CTATATCTTTTTTTTCTTAACTGCAAATGGTGAAACTTTTCTTTGTGGAGAGTCTCATAG
TGGTGCTGAATGTTATATTCCTGGAGAACCTGTTGATGACATACCAACCTTGCAGGTTTG
CATTCAGCTCCGTGAACAAATAAAACGCTTTCCATTTTCCTGGAAAGCTCAGGACTTCAC
TTCAACCTTTTTTTCCTTTTTGACAACATTTTGGTCATAAGGGTGTCACTACTGATCATC
CTTCAGTGGTGAGGCTCACAGGGAACCAAACTACTGCCTACTCAGACACAGAGCTGTCAG
GTTTCGTTTTTGGCACAGGCAGAGTTATGT
>AU180784 ID   AU180784   standard; mRNA; EST; 634 BP.
TACAACGTCGCGTCGCCAGAATGTCCTCAGTAGGCCGTGATTGGTCTGTCAGTCTACATT
TCCATGGTAACCACTCTCTACAATCAGCCACACACCTTCCACCGAAAGCTGATTCTGGAG
ATTGTGTCAAACGCTTCAAACGTTCGACGTCAGGACACTTTGAGGCATCTGATTGGTCAG



TTTACACCTTGAATAACTTTTATTTATTTTTTAATATTGTGAAAAAATGTGGATTAGCAA
GAACATGTTAAAAAGAGATAGTAGAGCAAGAATGATTGTTCTGACAAACAGACTGAGTAA
TAGCTGTTTATTTCTCTATAGCAGCCTATGGGGTTTTGGCTTTTTGGGATCAGCGGGTAC
TTCCTGTTTGGAACGAGGAATGAGAGGGGAGGAGTCACTCAGACCATTTCTTAATATACA
GTCAGCGGTTTCAGTCAGATTTTACACCCGAAATAGAGGTTTGGTGGGAAAAGCTTTTTG
GAAATTTGTGCCTTGACCTTTCATTTGTGACTAACTGTGGTAGTGTCATTAAAGACAGCT
GTTCAGTTAAACAGTTAAATAGATTGGCAGATTTTAGCTTTACCAGGGCCACTCTGTTAC
TAGTTTTGGAACAGTGAATTGGGCGGGATAAAGT
>AU180787 ID   AU180787   standard; mRNA; EST; 351 BP.
CTTCTGCCCCCCACACCCACATATCCACACACACACACACACATCTTTGCTCTTCTCTTG
CTCACACACACATTCACGAGCTGGCTGCTTGACAAGAAAGGGAACACACCCATGTACACA
CGCGCAAACAGAGAGGAGTCAGGTGAAATATACACACACATGCAAACCGTCTGTCAGAGG
TGCTCTACCTTGGCTGGGATGGGCTGGCCGCTCCGTTCTGTCTCCTTCTCTCTAAGTGTT
TAGAAGACAATTTCAACAAGGGATTGCTCCCAATCTACTAGGGTGATCCACATGGATGAG
TTTTCCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTTTTACAAACGTCG
>AU180788 ID   AU180788   standard; mRNA; EST; 639 BP.
TGTTTGCAGTTTTGCCTAAAAAGACGTTTTCGGACCTTTTTGGATGTAACGCTCTCTAAG
ATGTCACCTGTAACTTCAATCATTCTGAATTTTTTTAGGAAGCAGTAGCACATAAATGCC
TATGAAAGTTGAATTCTTGGTGCTGATAACCTAAACAGAATTTATGCTAAAAATCTTTGT
TCAGTCCAAAATTTCATTAAAAAAATCAAGTGATGAAGTTTCTCGTAGACCCTATAGTGT
TACATATCAAAGCTGGAGGTTATTAAAGGCATCTAATTCTGAAATCTCAGCTTCCTGAGA
CAAACGGCTGATTTATAATAAATTTCTATTATTTGGGTGCACATAATCGACCACTTCCTG
TTACGCAGGCACCGTCAGGTGTACACCCATGAAACTTTACATGATGAGAGAGGACCCTTC
TGAGTATCTCCAGTTTTAATTTCATGCACATCGGACAAAGCAAAGAGAAAATACAGGGCA
GAATGTGCCTCATGCAATAACTAGGTGGCGCTATAGAGCTCGTCCAAGATTGTCATATCC
ATGGGTTCAGAATGGAAGTTTCATCATATCCATTGAATTTCAGTGAGATTGGACAAGGAA
TGTGCACGTGAGAGCAACTTTTGTGTGCGTGGCGAGACG
>AU180789 ID   AU180789   standard; mRNA; EST; 586 BP.
GTATGGCCACGTGTGTTCATTTTTTGTCCTCTACCTCCTGCTTTCTGTACTTCCTGCATT
GTTTTGTTTTTTTCATATTTTTCATGAACTTTTCAATCTTTGCTGATCTTCTTTTGGCCA
CTTGTGCCTTTTTTTCCACCACTGTGTATTCTACTCCACCCTCTGTCACCATGTGTGTCT
ATTCCCTGCCTCCCTGTCCTCCTCACCCTCTTCCCCATCGGTCCCCATCAGGAGGAACCT
AATAGGAAATCAAAGTTTCTGGTGAAAGAATGGAGTGGGGATTACCATTACTGTCCCCTG
GGTCGTCTATGCTGAAAGAGAAGTGCAGAAAAGACTATACTGGCACTGTGGAGGGGAAGG
TTAATGCAGCAGATAGTCTTTCCCTCGCTCCCCTATCTCTTTATTCTTTTTCACTTGTTT
TCTTTTTCTGTCTTTTTTTAGCTCACATCCCTTTCCGCGGTTGTTCCTCTGCTCAAAAGC
ACACAATCATTGGAAATAGTGCAGAAGATCATACATTTGAAACTGGCTGCCAAAACATTT
GTCCATTGGGATGTTTTGGAAAATAATTGTTAGTTTGCAACAGATG
>AU180791 ID   AU180791   standard; mRNA; EST; 219 BP.
ACCAGGTTGATCTGGGTTTTCCTGGTTTACCGTTGTTTGCTTTGGTTTAATTCTTTTTCC
TAGTTTCCTCTGGTTTACTGTTGCTCTGGTTTTTGTCTGTTTGCTCTAGTGTGGCTTGCT
CTTGTTACTCTGTGTTACACCAATTGGCTTTGGTTTANTNTAGCTCGGGTTTTCATTTGT
TTACTTTTCTCTGGTTTATTGTAGCTCTAGTTATTCTAG
>AU180792 ID   AU180792   standard; mRNA; EST; 377 BP.
GGGAAAAGATGGAAAGTACATGAATCGCACCGCTNTAAACAGAGGCATGGANAACTAAAN
GATGAACAATGACCAAGAAGAGAGAAGAGAGGAAGGGTAGAAGTAGATGAGAAAAGACAG
AACCCCAGTGTTTCATAGTTACCCCAGCTTCAAACTTCTAGCAGGCTACTAACAACTAAT
TGATATTGNTATTAAGTCTAATTTAAACACATTAACATTAAGTTAAGTAATCTNAGAATA
CTAACTAGTCTGACAATAAGCCTGTCCAAAGAGGAATGTTATCAGACTAACTTTGAATGT
AGAAACTGTGTCTGCCTCTCTCACAAGAGCTGGGAGCTTATTNCATAAAACAGGGGCTTG
GAGGGGCTGCAAGGAAT
>AU180793 ID   AU180793   standard; mRNA; EST; 523 BP.
CGGGTTTTAATAGAAGTGGGAGACCATAACGTTGATTTAAATATTATCCAGGTGACCACA
GTAAGTCAAGGTCATAAAATTCTAATGTCAGGTTCGCCCTGGAAAGCGTTGGGGGTGGAT
TTTATGATCTGCAAATATAATGTGCTGCAGCAGTAAAGATGCGTTTAAAGGTGTGTGTGG
AGGAGGGCTAATCCACACAGCAGACTTCAGGACCAAGCCGAGGCGCTGGGGCTGGAGGGA
GTATCCGCCTCGCCTCTCTGCCCGGAGATAATGGAGCTTTGTGGCAGCAGGGAGATAAGA
AAGATGGTGGATAAGAGGACTCAAACTGCTGGAGACGCAGGAGCAATATTCGCTTCAACA
GCACGTGGATAACCCAGGAAGGCGACCGCGTGGAGGCAAGCGCAGGTAGGACTAATGCTT
TTATTTCCTGTTTTGGATCGCGTCCCACAGCTGTCAGAGGAGCATGCTTGACAGCTCGAC
CTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTTTACCAACGT
>AU180795 ID   AU180795   standard; mRNA; EST; 485 BP.
AAAGACCCAAGCTTTCCACCTGCCTTTCTTTGTAATCCACCAGTTAAAAAGTCAAGCTGA
GGTGATCTATTGCACTGCATGGCAAGAGGGGAAAAAATTACTCCAGTACGCCGCAGTCCT



CGGATGGTTTTAGGTCATCCTGGTTTAACATGATCGGACTTTGACATAGGAAGTGGAGGC
GTTGCCAAAACCCTTTAAATCAAAGTATTTTATTTGATACCCATGCTGATATCCTCCCCA
ACTCAAGAAAATTTGGATTTATTGACAGAAAAAGTTAGGCTTGGCAACTGTTGATCTAAA
AGCTTTACCTACCTCTGTGACTCTAAATTATTTTCTTTCTTTATATGTCATTTTACCCTG
AATTTTAGTATTTTATCTATTGTAAAGAACCCATAACAAATACATCAGCTAAGAAAATAG
CACATAAAATAACAACAGCTCTTTTGGTAAAAACAAAACGTGAATGAGTGAAAGATGAGT
AATAT
>AU180796 ID   AU180796   standard; mRNA; EST; 333 BP.
AAACTAGCCAATCAGAGTGTAGTTTGTCTGGAGGTCCTACAGAGGTCCTACACACCCCAG
CACAAATGCTGCACACATGGGGTGTCCTAAAGACCAGTGGTCCCCATCCCTGGGCCGCGG
ACCGGTACCGGCCCGTGGGTCACTTGGTACTGGGCCGCACAGAAAGAATAAACAACTTGC
ATTACTTCCGCTTCATTTCTTTTGGAATCTGAAAGATGTTTTAGTTTGAAAAATTGCCCA
ATTCTCTGTCACATCCGTCTATTCCGGGGTGCTCATTACGATCTTCGATCTTCAAGACAT
GAGGGTAGATCGCAGGCCAGCAAAGATAATTAC
>AU180797 ID   AU180797   standard; mRNA; EST; 438 BP.
TTTCAAATTAAAAGCTGCAAGCTTCCTCTTTGAATATCATAGCACAATATGAGTAACGCA
CGCATCGGGCACGGCAAATGCCGCCCCCTATGAACTGCCGCCCAGGGCGACCGCCCACAT
CGCCCATATCTAAAACCGCCACTGACTGTAACACAGATGTCTCATCCAAAGATTTGCAGA
AAGTTTTCTAAAATTATCTGCCAATGAATGACTTCCAAGAAAGTGCAAGAAGATAAAAAT
GTGAGGGTTCTGTTTTTGGATTTTTGTGATGTTTTGCGTTTTTGTCATGTGTTGTCTCAC
CGGGTTCAGGTTGTTCATCCACAGCTGTCTGCATTTAGTTAATTACCCTCAGAGCAAGTA
AGTGTCTGGTTTTCAGTTCTTCAGTGTCGGGTCATTTGCTCATTTTTCCATTCATTTCTT
TTTTCTTTTTGGGCTCTG
>AU180798 ID   AU180798   standard; mRNA; EST; 518 BP.
TTGGCATTAAGTTAATCTGAACAATAAGCAAATGACCGGTACCTAAAGTCTCCCTCCATT
ATCTTCAAGTCTTCCCAGTGATCTTTTAATTAGGATTATATCATTTTTAGGCCAAATCAG
AGACCTGTGGCATTTTCTGGGACAAAGTTTCTGCAGAGCTGCATCAATTCATCAGTAAAT
TTGCCTCTGAGTTGTGGGCGGGATCATTGGTGCGGAGTACGCCCGCCCCTGCTTCCCGAA
ATCCCTCTGTTTACGAGATCCCCCACTAGCTTACAGCCCCTCACAACTCCAACCTAACAT
TAGCGATGCAACAAAAATGTCGAGCACTATCGGAGATATCCAGCCGTGCAGTCTACATCC
AGATTCCTGCTCAGACGAGGAAAACAAAGACATACATGGACCCCTTTGTCTGTGAGTGAA
TGCATCGGAACGGAGCGGAGCAGGGAGGTTGTGGCCCGCCATTGTAGCACCAACGTCACT
ACTACAAGCTTTTACCAACCTCATTTTATCGTCTGGTT
>AU180799 ID   AU180799   standard; mRNA; EST; 545 BP.
GCTTGACGCGGGACAAGGCACTCTTCTCGGTCACGTGATAGGTTACCGCTAAAATAAAAC
CCAGGAACTAGCGAAATGAGTAAAAAACAAACGTCTTTGGAAAGTTCCTTTGCCAAGGGG
AAAACGCCCCGCCAGGACACAGAAGAGGAGCCTTCAACTTCCAAAAAAGGAAGCAACATT
TAATAGACAGTTTCTCTTTTATGCACCATTAGAGTGTGGGAAAGGGAGAGGATGATGACA
CCTGTGCGAAGTACACTGCCATGCGTGTCAAAATAAAAGCTCAGATTTCGTCTTGCCATG
CTCTGTTCCTCCTCCATCGTGGTGTTTTGCCACAATAACTGTCTGCCACATCTTAGAAAG
TAGTCCGTGAAAAGTCTGACTGACGTCATATCAGTTTGTGGTGTTAAAAAGGATGGGGAC
CGCTGATATATAACACAGGAGTATGTAATGCCCCTGAAAAAACATGTTTGAAAGGAAAAC
ATTTTAGAATATTTCAGGATAGATAAGAGAGATAAATAAGGTAGATGGATACGACAGATA
ATATA
>AU180801 ID   AU180801   standard; mRNA; EST; 334 BP.
AACACTGGGGTGGTTTCCTTGCCAGCCCTCAGTTATGGAATAACTATCTTGCAGAACTGC
GCATGATATCTGACCTTACACACTTTAAATGTCCATTAAAACCTTACTTACCTTTTTAGA
ATAGCTTTTAATGCTCAGCAGTCGGTGGCATTTTCTTTTCTTTTATGTTTTATGTATTTT
ATTGCTGACTGCTTTTTGTAATTTCATACTGTTTTTAATTTGCCCCATTTTAAACTTTCT
TCTGTCTTCCTTTTATTGGGAGGCACTTTGGTATCCTGAAGGTGTTGTAACGTGCTTTAT
AAATAAGGCTTCATTCATTCATTCATTCATTCAT
>AU180802 ID   AU180802   standard; mRNA; EST; 402 BP.
AATTAATATTTGTCATCGGTCCCTCTATGGACACAAACAGTTTAAAAGGTGTTGGAATCC
TTCAGTGAACTCGTCACTGTGTTCTTGTTTTCAGCACTTCATGATGGAATGGAGTGTGGG
TAATCTTGTGACTATTTTTTCCACTTCCCTGATGTATTCTGGGATTGCTAGTCATTACTC
TCCTTTTTCAGGCAATTAGAAGATATTTATCATTCATGACTGAGCTTAATGTCACGTTAC
TACCTGAATTTGAAGTAAGAGATGTCAACAACAACAAAAATGTGCATGAACATTTTCTCT
TTAAGGTTCACTAAAGGGTTTACGATCTAAAAATACCTTTGAACCCCCTGCCTTCGGACC
AAGAGCTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTC
>AU180803 ID   AU180803   standard; mRNA; EST; 448 BP.
TCCCTATCCCTACAGCTCCTCCCTTGTCCCACATTTAGCCCATAAGGAGATATGGGAAAA
TATGGTCTTCAAATTTGGATGTTGCTACCGCTTGATGACATCATTAAAAGTACTGGCAGG
TAGCTGTCAGCACTCTGAAAATACATAAAAGCATCGGTTTTATAACTTTAATAAGTCATG
CAAAAAACAAAACCTCAATATTCATTTAAAAACTTCTTTCATCACACCCTTTGGAAGAAA



TGTGTTTGCAAAGGGATAGCCAGCCCTAAGTTGCTACGGCTCCTCGGAAAAAAAAAAAAC
AATTTCGGACNCCACTACAGCTTGAAATGCCCCTACGGTTGAAGCAATAGAGAGGANCCN
CAGGGGTTGAAAANAGGTTGGGATTGGCCTAAGGGACAATACTGAGGATCGGATTTGATC
ATTCTGAAACTGTTAGTTACGTTTAGTT
>AU180804 ID   AU180804   standard; mRNA; EST; 191 BP.
TCACAGTCAAGACAAAAGGACGGCCAAAAACATATTAAAGTTTAAAAGGATCATCGGTGA
ATGCCCTCGATCCTCTGGGTTCAAGGAAAAAAAAATGTCTTTCAAAAGGCGAGAGACCAA
GAGGGGCTACAAGTAGAATGGATTCGCCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGT
TTACAACGTCG
>AU180805 ID   AU180805   standard; mRNA; EST; 507 BP.
CGTCGGCTCGAAACCCCCCGCACGGACCCCGTGTACTACTTCAACGTGAAGTTCGCACCA
GACGTGGGCCTGCCTGAGGTATCGGTGAGAGACTACCAAGGGTTCCTTGTCAACTTTCAA
GGTTCCGTGGGAAGCTACAAGCCCGCGTTCTACTACAACTGGAGACACATGCTGGAAATG
TTACACAGAGACGCCTCTGGAGCAGTGACCCTCATTCACCCCGGACAAAGGCAGCTTTAG
ACTCTTGTCTCTTCGAGGTACGATAAGCTGTGCTCGAAAAGGGCGACTGTTTTGTAAAAG
AAAAAAAAAAGAGAAAAGCCAACCGTTGATCAATTAGGATTTAAAGTATGAACTCACTTA
CGTGGTCCTGAGCTCTAAGCTGTGCGATCCAGGTTCAGCAACACGAAGCCTTGTGAGATT
CTGCAAAGTGGAAAAAGAGGGGAGTATGCAAAGGAAAGATTGCCCTCCTCTGTGTTGCTC
TTTGCAGCGTGACAACTGGCTTTGCAC
>AU180807 ID   AU180807   standard; mRNA; EST; 474 BP.
CATCATTGNTGGATCAACAACATGGAGGACTCTTCTTCATCACCTCAACAACAATCAGCT
GATGCTTGTTGTGTTTTCTCATTTCTGACTCCAAACCTTCCTGTTCTCCTCCATCCAAGT
CTGTGTGAGAACTCATTACTAAAGTAATAGATTACAGTTCCAGGTAACTGTGAGCTGGAA
CACAGTAGAGTAATATTTCCTCATTCCATGTTCAGGAACTCTCAGATTCCATCAGACAAA
CAACCTAGAATAGAAATGTTTGTAGCAGAGAGACCATGAGGCCTTAGTGGATGAAAACAA
AGATTTTTCTGCTTTTCACCAACTATGAAATCGATTTTTTTCACATCATCTTAAATGATT
GTCTTCAATCTGCTGTTAGTGTCCAGTGTCCTGAAATTATTTTCAATGTTCTTAAACTTA
TGATAAAACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTTTACCAACGTCG
>AU180809 ID   AU180809   standard; mRNA; EST; 628 BP.
AAACACTGCACTAGNACAGTGCGCTGAACATTTTTTCTTCACTGAAAAAGAAACTTATAG
GGTAATAATTGGCACAAAAAAATAAAAAAAAAGGAAAGGAAAGGAAAATGATCGAAGTTG
ACCAAAAATAAAGTGAAAAACGCAAAATTAAAAAAAATATGTCTGTAGGTTTTGAGCCAG
CGACTTTTTGCACCTCAGTTCAAATATCATGCCACTACACCACCAACCAGATACAGTGGC
AGGACATATAATCAATATAATCATGGATCATCTTGAAAAGTTCAAGGAAAAGTGGTGAAA
GATACTATAATAAAGAAAGAAATAAAGGGAAACAGGAAAACAGTTGGTTGTATGTTTTTT
AGCATTCAACCAATAATAAAGACAGCCCCAAATAACAAACATTGACCGGGTCAGTAGCGG
GACTTTTCCCCATTTGCTGCAATGACAGCTTGACAGCGACATGCTCCTCACTAGACTCAT
GATGTTGTTCTGAGGTGTTCCACTATTCCACAAGTGCTACATTTAGTTCTGCAAGTTACT
TGAGGGTGAGGTCCCATCATCGAGTCTCTGCTTCAGCTCGTCCAGGGGGGTTCAGGTCAG
GGGTCATTGCTGACAAGACCCTCCCACT
>AU180812 ID   AU180812   standard; mRNA; EST; 210 BP.
GCAAAATTCCAACGACAAGTTTACGATTGAATCCAGGGGTAAAGGCGTTTTTTATAGAAA
ATTCAAGATGGCGGCCTTTTCCCGAGGTCAAAGGTGGACGAAACTCCAGAGGTAGTTGTG
GACTTGCTTTAGCAACATGTGAGTCAAATTTCGTGAAAATCGCTCGAAAAAACCTGCAGG
CATGCAAGCTTGGCACTGGCCGTCGTTTAC
>AU180815 ID   AU180815   standard; mRNA; EST; 564 BP.
GAAATCTTCCAAAAGCCTACAGGAGCCTTTTCTTCAGGTGCTGGCATAGAGTAATATGCA
GGGGCCTAATTGAGGGTCATTTCCCAACAGAGTGAGTGAGAGCAGCTGTATTATTTGCCA
CTGTTTTCCATCTCTTCCTGTGCCTCAGGCCTTTGTGCTTGCCCCACTTCGGTCCACAAG
GTGCTTTCCGTCTGCTAAAAGCAGACGGGCGAACCAGGAAGACTCCAGAGACGAAGAAGG
AGACTTTCAATTTTTGTCTGACATCAGGAACGTGTTCAAATTTAGCATTTCAGACTTTGG
GAATTGATTAGAGATAGGGTTAAAAAAAAGCATTTGTACTTTTTCCGCTTGGTTTAAAAT
ATCTCTTGATTCTCAAATGTGAATCTTATTGCTTTTTTTGCCCTCTGAGGCACAACAAAA
CACACTAGGCACGTAAATGCAAACTGCAAAACCATTTGAGATGAACTAATTAAATATGAT
TACACACCGCTGGAAAAAAAGGGGGGCTTTGTTATCTCAGTGTGTAGCCCTTACAGCTCA
GGCACTGATATCCCAGCAACTCTG
>AU180817 ID   AU180817   standard; mRNA; EST; 559 BP.
CTCCCTGCCCCCCACCTCTTTACTGCATAGAAGACAATCTGTACAGCGACCTTTTTCCAA
GCGAAGCACAGTGTTTGCACATGAAGCTGCAAATGAAGGCACAAAGGAAACTCATGTTAC
CAGCACCATTCCGACCTGTAGCCGTACGGCAAAAAGGTCACGCTGCACAAACTAGCAATT
TATTTCAGCAATGTTTTCAACTAAATCACATCTCAGACTGTTTTTGACTCGTTTCAGCTT
TAATTAAGATTTTATTTTTTGTATTCCAGTGCTTGTTACACCCAAACATAAGCTTCTAGA
GCAAAGGAGGCGTGTTGTTGGAATCTCTTTTATAAGCATACGGAAACAGATACATTCTCA
CTGTATATTCATCAATGAGGGGTGCTGGTTGTGACAAAAGGACTTAGCCTCACCTCCACT



GCTTTACCAAAACCCTATAAATTAGTACCAACTGTGTTGCTGTGCTTTGCATGGGCTTGT
AGGAACCTCTACAGTATCAACAATTACAGATGCATAGCAGCCACACACGCAAACAAATGA
CTATTTAAAAGATTATTTG
>AU180818 ID   AU180818   standard; mRNA; EST; 527 BP.
ATTGATCCAACAACTCCACATGACACGCTCAACTTTTGATGATCTGTGTGATGCTGTGGA
ACCTCTTGTGGAGGCCGCTGTGCAGCGCCAAAGGTAGCCAGTTCCTACCAAGAAGCGCAT
TGCCATTGCTATCCGACGTATTTAATTCGAAAAAAGTGTTTCCATTGCAGTTTTGCGAAG
TATGTCAATTTCAATACACCTTAATACTACCTCTTCCAAGCGCAAAAAACACTTTTTCAA
AAAATACAAGTTTTTTTTAAGTGTTGTGTTTACATAAGGCAAATTTTTCTTTTTGCAAAA
CCAATTTGCGCTGTTTCAAAGGAAATGCAGTTTGTAAAGCACTTTGGCTTTCTAAGACAG
TAGTAAAGCGCTAAATAAGTATTTGTCATTTACCATCATGTTTTGTGGCTGTGTATAGTT
CTTTTACGCACAACTCATGCTCCTGTGCTAAACTGCCATTATGTCTGCTTCCTTTAGACG
CCAATAATCCTATCCATCAAACAACAAAAGATATAGTCACATGCACC
>AU180820 ID   AU180820   standard; mRNA; EST; 575 BP.
TCGCACCTCTATTTGAGGGTTATTTACTCTTCTAAAGGTTACACAACAATGGGAACCTCG
TGTTGCATTGTGAAGTACATATATGTTCATTGAACCAAGGTGGTTTAAAGTAATGAAAAC
CGTCTGTTTGCCTTTTTTTCCAGAAATACCTGAAGCAAAATGCCCAGAATTTTATAGTGA
AACACCAGGCGGTGACTAAATCTATGCTCAACCTGGAGCCATTTCCTTCTAACAAAATGT
GATGTACAAAAAAATCCAGTCTGTGCAGTTTACTTTAGTAACCATTACCAATGCCGTGGA
GTTTTGGTTCTGTTTGTTTTTCTTTCCAGTTACCCAGACCTCCACAATAATTTGCAGTTC
TTATACCTTTGTCACAACTGCCCGTATGGGTGGAAACTGCGTGCGAAAAATTGGCAAATC
TGTAAGCAGGTGGCCCGCACAAAAACGAGCCTGAACAAAAATGTTCAGGCACATTTTTTT
TCTACGGAGATGCTGCGGGAAACACCTCTACAACATGTTAAGGTAAAGTAAGGTAGTGAG
ACGCAATTGTGTCTTCTAGATCTTTCACTTTTTGA
>AU180821 ID   AU180821   standard; mRNA; EST; 592 BP.
ACCGTCCAGCCCTACGCTGACATCTTCCTATTCCATGCACTGAAAATAAGATTATTTCAA
GATTTTGAATTGTCTTGTCATGAAAAAGATGAAACAATTTTTGCTTGTTGATGTGTAAAA
CATCAAATTATATTGCTGATGGGTCGTACCATCTCCAGCTCGTGCAGCCTCCTCTCCAGA
CTCCCAGGTCCCGCGGCTCCTCCCTCCCGGCCATGGCGGCCGTACGCCTGCCGGGCGTTC
TCGGTGACCTCGTCCTCAGAGCCAGTAGAGCTGCGACAAAACACACACGCACACACACAG
TTCAGCCCACTACCCACCACCTGAAAATTCATTTAGCTTCAAGTTATTCAAATTTTCAAA
AGAGTCACACTTGTCTTTCATTGTGTCTATTCAGAGAGTCCGGCGCCGCGTTCACACCGA
GGCTGTTTGAAGCCATGAATCACGGCCACATTATTAAACTTCAATGGGCTGACACATCCA
TCATCAAAAGAACAGGTGGGAATATCTTCGGCGTGTTCGCCCTTTCAATTAGCCATGCAT
TATTAACATCCCTCTGCCTTTCATGCCTTTAATGGAGGAGCAGCCAACGCGG
>AU180823 ID   AU180823   standard; mRNA; EST; 524 BP.
AATAAGTGAAGCAACACAGGGNACCCAGCTTCTTGTCCATTTTTTGTCTTAAGCCATTTT
GCCTTATGAGGTATTAAACCTCTCTCTACGATGTGCTACGAATCAATTTTGCTTCTCTTC
AAACAGGATCAAACTAGTTGGTCAAGATGGTCCATGAATTAGAATTTTGTGAAGATTTGG
AAGCGCCCTTCTCTGCTCATATTAGAGTTGTCCCCTGTGAGCTCCATTTGTAATGCTCTG
CATGACTTTGCTTACTACTTGGCTTGTCTGTGCCTGCTTCAGATATCACTGAAATATGTT
TACATTTAAGCTTGTAGCGACGCATTTACAGAAGTTAAGGAATAAGAAACTGGTTTGTTG
TCCCAGTTGACTGACCTTCCAGGATTGCTGCATCACTCACAACTACTGCAAGTCTTTTGT
AAATCCTGTCACCTTTACTTTGAACTGTAAACTTTCCGTTTGCACTAAATGTATAAGTTA
TTTGAAAAGATTTCCGATTTCTACTCTTTTTGTATGCTGTAAAT
>AU180824 ID   AU180824   standard; mRNA; EST; 472 BP.
CGTGTCCCGCCTCCAATTTGTAGCAGATAAAGAGCGAGTATATTAAAGATTCACGCAAGA
AAGTCAAATGGTTAAATGTCAAATGTGCGGGAGAACGAGAGCAAACAGAGTTGATTTTTG
AATTATTCTAACAATGTTGCAACCTTGCGAGGGAACCGCAGGTGCAGAAACAGAACTCAC
ATTTACAGTGAAACTTTCTCTCTCTGCCACTCTCTCTCTCTCTTTCTCACTGGTCACACA
CACACACACACACCTACACACACCCACACACACACAGCAGGCCCAGACAGGTGGAGGACA
GAGTGTAGGTACATAAAACATCAATTTCCACACTTCTATTAGGCCCGGGTCCAGTGGACC
CGAACATCTTATATGTAATATAAATGTGTTGGGGGGGTATACGGTGTGTGGNCATTAAAA
ATGTATTCTGATATATGTTCTTCACAGAAAATGAGCCAAGGCCAGTGAGTCT
>AU180826 ID   AU180826   standard; mRNA; EST; 364 BP.
GCTCGCTCCTCTGACCTCACAAAGAGGGCTAAAGGCAGGAACGTTCTCGCTGGAGGTTAA
AAGCTGATCCCAGATCATAGGGCGGGACATGCACATCTGGAAGCACCGTCTCCAGGGCCA
CTGCTGTTCTACCTCCAGCTGTTTTACCTGCTGATGTGGTCAGACAGCTGTAGAGCAGAA
TGTCGGTTAGAGTCTCATAATGCCTTTTGCTGGACTGCTGTGGCTGCTATTAAAGCTCCT
TGTGTATCAAATGCAGACAGACATGCTTTTGTATCATCTGTATGCAAAACATCATACAGA
CATTTATTGAAAAAAACATGTTACAAATGTCTAAACTAAAGAAAAATAAAGCCATATTAC
TTAT
>AU180828 ID   AU180828   standard; mRNA; EST; 149 BP.
TCTCCGGGTCCGCGGGACCCCAGCGTGAGCCTTAACAGAACTTAGTTCCGAACCCTGCCT



CGCGGGGTCAGCGAGACCCCAGCGTGAACCTGGACAAAGCATAGTTCCGAACCCTGCCTC
GCGGGGTCCGCGTGACCCAAGGTACACCC
>AU180829 ID   AU180829   standard; mRNA; EST; 293 BP.
TGAAAACGTTGGGCACCTTAGTGTTATGGTCTTGATGTTGAAGGAGTAGTCATGGATGCC
TGTGGTGGGAAAGCGAACGCGCAGCACATCCTGCTCGGTGGGGATGTAGTCCTCCATCGA
GATGCGCTCCATGTTGTTCATGTAACTTAAAGAGAGGAGGAAGAGGAGGAGGAGGAGGGA
GGAAAAGGACAAACTTTCACCACAGAGTCGCTTTCTGACACTCTGCTAAATCCTCTGTTG
ACTCTGCATCAAGCCTCGGCCCGATTAAACAAACTAAAGTGATTCACTGCTGG
>AU180830 ID   AU180830   standard; mRNA; EST; 285 BP.
ATGGAGCTGCCTGGCAGGAGGGCAAGAGGACGGCCAAAGAGGAGATATATGGATGTCTTA
ACAGAGGACATGAAGTTGGCTAATGTTAGGGTAGAAGATGTCCATGATAGAGTGAGGTGG
AAAAGGATGATTCGCTGTGGCGACCCCTGATGGGAAAAGCCGAAAGAGAAAGAAGATCTT
ATTAGGATTTGAGCCCCCAGTGTTTCCCTTTTGGGGAGGCTTTGTGCCAGGAGTTGCCGG
CCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTTTACAAACGTC
>AU180832 ID   AU180832   standard; mRNA; EST; 509 BP.
GTTGTGTGAGCATACGCAGTCACACAAACACAACACTCAACCAGCAAATAAAGATAAACA
TGCAAAAAGTTTAGGTACATGTAATTAAAAATCTCTCTAATTGGTATTTATCTGTTTTAT
AATAATTAGTTTCTCCTTTGTGTAACTTAAACAGTTATGATCACTCAACTGGCCTGCAGT
GTTCATGCATGCGTTTTTATTTACTAACCCTAAAGGCATTTCTTTTTTAAGTTTATGGTT
TCCCTCTTTACCCTGGCCCAATTTTTTCTTTACAAATTTGTCCTGCTTCTCATCTGCATG
CCGACATCTACACTGAATCTTTGTAGCAAGCTCAAAAGCACACCTTAGAAGAGAAGTGTT
GTTTGTAGACTTGACAACCACAGATCAAATCTCGCAGCAACAGCCTGCGTCTGTGAGAAA
CGAGCTTCACGCTAAGTGCAGCGTCACAGTGAAACTGCTCTTCAGGAAAGTCTTAGACTT
TTCTGCTTTGATCTGAAGGTGAATGTGAA
>AU180835 ID   AU180835   standard; mRNA; EST; 593 BP.
TTTTCAGAATGGTAGAGGGCAGGGNAGCCTGTCCTCTGCTAATCAAACACTAGAAATGAT
CCTTTCTGGTTTTCTCTTGTCTTAGAATGCAGATTTTCCAAGATTTTGTTATTGTTTTGT
TAACATTGATATTCTGACTAATGTTGTGCTTTTACAAAAACTGCACCGATTCAACAAAAT
ACATGATGGTCCTGCAGGCAGCTTCAAACCAGACAAATGTAGCGTTAGAAGCTGAGCTGA
GGTTTTAAACAAAGATTACGACCGTTTTATATGGACTATAAGTCACTCTGGAGTACAAGT
CGCAGCCACAAAATTCACAACAAAGAACAAAGGTAATATTGTTAATACTGTTAAATTAAG
GTGATACATTTTTTTAACACAATATGAGAACAAGAACAGACATTTTCTATTGAAAGACGA
GTCATAATAATAACGGAATAGATAACAATAATAGACTAAATGTATGCCAGCTTCACTACA
GTTACACACTTTTTAACTTCATGAAACAGGAGGAATTTTGTAAATCAGTGCAACACATGA
ACAATTATTCAGGTAACTGTGGCATAAAGAACAAGCTAACAAGTCAACTAAAC
>AU180836 ID   AU180836   standard; mRNA; EST; 510 BP.
GTTGTCTCCTACTACCAGTAAATTCTGACACTCATGCAACACATGGCGAATCAGTATGGA
GGATAATAGTTGTTCATTAAAGAGAGTATTCAGTCTACTGCAGAGTCAGCTTTTCATCAC
TGCAGGTTAAACAGCTGCCAAATTTGGAATCAAATTGACTTTTGAAATCTTTTAGCTGCA
TACTGTCACAGCACGCCAGACCACAGGAGCACAGCTCTTCAGCAGCTTTAAAGCAGCTCA
AGCTTTTCTCACACCACCAACAGTAAACTCGCCATGGGTGGAAGAGGAGGTGTCCATAAG
CTGACCCTGACTCCAAATCCCCCAGAGAACAAAGTAAAGGCCTGTCCGTCAAACCGCTGT
AGTATGCCACAGGACGCCGCTGATCAGGGAGAGGGACAGAAGGACGGGTAAAGGGGAGAG
GTCACACGCCTTATCCACACCTATAATGGCACGGCAGACGGATGGTCGCAGGAATGCAGC
AACAAACTCTGTGGTTGTGGGGGGAAGTGG
>AU180841 ID   AU180841   standard; mRNA; EST; 601 BP.
TTTCCTCAGTCTGAAAAGGCTGTGCGCTCAGAGCGGAACAACTGGACCAAAACAGCCACC
GTAGCCGGGCATTATGGAATGTAAACAGATATACCAACGTGAAGTAACAATGAGAAACAA
CAACTCAATATCTGCGTTCCCATTGACAGTGAAACTGCCCAAATTGTATTTGCGATGATA
AATTCGCCTATTGGTAACATGACAGTTTGGGAAAGAACTTGCATTTAATTTTTTGTAAAA
CGGCAATAGAAACACTTTTTTCAAATTACATGAATCAGACAGCGTTGGCGATGTGCTGCT
TGGAGTTGTTGCACCCACAGCTCCTCCACGTGTCTCTACCAAATCCGAGTCCCTGGGTTG
TCAAAGTTCCGCATTTTCGGGATTTAGCAGTCAAAAGTTCATCAACGAACGCCTGTTCTG
TACATAGAGCCCTAGACCGGACTTTAAGACTTGCATAGAGACGTGTTAACGCGACAGTTC
TGGACACGGAAGCCTGAAACTAGGGTTTACGTGCGTTTGCAAAGACTTTTAATGGAAGTG
GATATTTGAACATGAGCGGACGCAGCCGATGTGAGTGTAGCTCAAGACGCAGCTCCTGCA
G
>AU180842 ID   AU180842   standard; mRNA; EST; 446 BP.
CAAACACTGAACGTAGCTGGAGCAAAAGGAGTAGTTACTCAGCACAGGTGGGTGAAATTG
TAGCGGAAGAAAAGGAGGGTGGAAGTGAAGGTGCGAGGCTGAATAATGTCTGTCCCTCCG
TGTTCTTAACCCTTTCGTGTTCACTGGGTCACCAGAACCTGTCCTAGCTACTGTTGGGCA
AAGGCGGGGAACACCCTGGACAGGTGGCCAGTCTGTTGCAAGGCCACACAATCACTCCCA
GCGACAATTTGGAGCAGGATTGTCAAACTCCAGGCCTGGAGGGCCGGCCTCCTGCTAGTT
TTCCAGAAATCCTGCCTCATCTCCTGCCGAATACCTGGATCAGGTGTGTAGCCATTAAGG



AGCATCAACGGCAGGTTGGATGGAAAACATGTAAGGCAACGGCCCCTCGACCTGCAGGCA
TGCAAGCTTGGCACTGGCCGTCGTTT
>AU180846 ID   AU180846   standard; mRNA; EST; 290 BP.
AATGACAACTGCTATTTGATGAGAGAGAAAACAGAAAGATTTGCGAGTGACATGTCTTTC
TAAATACTGGAAACGGTGCGCCCCTGTTCTGTTTTTCACATCAGAGAAAACTTTTATCTT
TTTTTTAAATTCCCAACTTTAAAAAAGTTTCTGAAAATACCAGAATTATTCACCTGTTTG
TGTTTTATTTATCTGGAATCAGAGTTTCTAGACATGAAATGTGACTCTTTCATTTGCAGA
CAGCAAATTACAACAGAATGGGCAACGAAATGTGCATTATCCAGAAAGGA
>AU180848 ID   AU180848   standard; mRNA; EST; 577 BP.
TAATCATTGTCTGGTGCCGTCCCATTTTCCCTGGGTGTTTTGCATCCAGCGACATCACTT
TCAAAGGCTACCTCCAAAGTGGGGATGGTGACAAAACGCTTCTAAAAGACGGGTGGTGCC
GAGCATATGGCAGGGTGGGAGGGACGGCCGCGCTCCTTCAACAATTCTGCGGAGAAGATG
AAAAATAGGGAAAGAGGCAGCAGAGGGAAAGGACGCAGAGATGGGTATTATCCTCCTGAA
GATGCAGGATTTTTGCCCTTTGCCAGCGTTTCCTTACGGGCGTCTCATTTGGTGCATTTT
TCTCTGTATCCAGCACAGCTTTCTGCATAGTAAGACAAAAACAAGCACCTAATAAGGCTC
CTCTCTCCAGCTTTTAGTTTGAGTTTGTGACCCTGTACGCCAGCATTATTAAATCAAGCA
GCGGCTCCACGCTAAATACAGTACCTAATAAGTGTTTGCCTTCGGATGCTCTTGATTCTG
AGCGTCATTTGATTGTTTTTGACAGACATTCAGGGTTTTGGTGAAGTTATTAGAGACCCT
CGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGT
>AU180851 ID   AU180851   standard; mRNA; EST; 516 BP.
TCGCCTGTAGTTAATATATTAATTCAATAGTAGACAGATTACTAACAATAAAAGCAAGAA
TGACATAAAACCAATGGAACCAACCAACGTTTTTTTCCTCCAACCAACCCTTTATCTGTC
GTGGTGAAGAAAAACATTGAGGCTTTTTAGAAAGATCTGCTATGTTTCCTCAGGTGACTT
GATTTTAAGTGGCAGCGCAGACCTACAGCCTTTTAGCTGCTGCCATTCTGAACCAGAACA
AATGTCCCACATTCTGGAATGGTATTAATATACTAAGTGCAGAGATACCTTCGAGATTAC
CGCGAAGGGGGGTCTAAGGGCAGGGATGCCAGTATAGCTTAGTCAGTTTGTTAGTTCATT
TTAGTATTTTCCTATTGAACTCTTTGTATTCATGATCCTTTTGAGTTCATGTTTACTTCG
AAGCCCATCGAGACGACTGTTGTTGTGATTTTGGGCTATACAAATAAATTGAATACTAAG
CTCCCCCCTCGTTAACTTTTTGCACGTCATATTCAC
>AU180852 ID   AU180852   standard; mRNA; EST; 620 BP.
CTTAACATAATTTTTAACATATCATCCAACCCCACATCTCTGTACACATGCTTGTTGAAG
GGACCCTGGCAGCTGGGTGGGTAAGGTACATGTCTGATAGTTTCCTTGGGAGCAGTGAGT
GCGCATGCGTGTGGCTTAGGGGACGGTCTGTGGTGCGCTGATTGCATGGGTTCTCATTAT
GTGGCCAGTGGCTGTAATGGTGTGTGACAGCAGCGTGCTGTGCTCTGGATCTCTGTCCTT
CCAGCCTGCAAAGCCAATTAAACACACACAGCCACCCCCCATGCTCTCCCTCTGCCTTAT
CCAGCTTTGCTCTCCATCACTCCATTCTTAGCTGGAGCCCCTTCATACCTCCTCTCCAGC
AGGAGCACCAGCACCCTTCCTGGTGAAGTCGAACTCCATTTATGTCATTTGTGCCCGACT
CCTTCTAACCATTTGTGCACCACATTTCCAATCTCAACACATTCTCACACTTTTACTTTT
GGCTTCCTCTTCCTTTAACTTTCACTCATAAGAGTTTGTCACCTTGATGCTCATCTCCTT
GTGGCTATGCAGTAAAGTGAAGACTGACTTTTTTTTACTCCATATTTTTAGTCTGTAAGG
AGTGAAAGCCTCAGATGACA
>AU180857 ID   AU180857   standard; mRNA; EST; 122 BP.
TTCTTTAAAACCTTTACTCAAAGGGATAAAGTTATCATCTTTTTAAAATGTATTTCCATA
GTTGTATTCTCTATTTTTCCCCTGAAATATACCCTAATTCTGCCTAATATGGGGGGGGGG
GG
>AU180858 ID   AU180858   standard; mRNA; EST; 429 BP.
ATGATCCCTCAGCTTCAGCCGCACAGCTGTCGCATTCATCACAAACCATTTCCGAGGCTC
AGGAAATGATTTTCTCTGAGCACTTTGGGCTAATTTAGTGATGTTCTCGTACACAAATGT
GAGTCCAAATGCTCCGACACAATGCCTGAGCGGGGCTTTCTTCCCCCGACTAGGATGTTA
AGACTTTCCAAGGCGCTTTACTCCTCCGTCTCCTTTCAAATGGCATAATTAGTCTCCTGC
ACTGCCATCCATCCCTCTCCTCCGCCTCCCATCCGTCTTGGATGCTAATTAAGCGTGCGT
CCCAGCGTGGAGCCTCTGCTGGCACCCCATGCCCACCTCCTGTTGGCAGCCTAGCCCCTC
CATGCCCTCCATCCAACTGGCACCATGAGGCACGAGCAATGTGATATCCATCAAACCCTC
CTCCCCCCC
>AU180861 ID   AU180861   standard; mRNA; EST; 477 BP.
TTTTGGTGAGCTCAAGAAACACTTTAGTACTAAAATTAGGGTTGCAGCTCATCCACTAAA
AATAAGGACATTGTTTCACTTCTAGTTTTTTAAGTATTAATCCCAAACCTCAAACGTTGC
CAAATTAGGCAAGAGAAGATACTGAGACACTCAACATCAATTTTGTAGATTTTCACAATG
AGTTAAGATAATGCCCGTCAGAGCATTTAACAATAGGATAATATATTGAAGCTTTGGTGC
AATTTCCATTAGGAAAATCTACCTCGAAGTTTTGCTGGGTTGTTACACCGTTATCAATTA
GACCTTCTAAATAACCTCCCGTCTTCTCAGCCAATCACAAACAATGTTTTCCTTTAAACT
TCTGAATGACTGGATCTCTGCATTCTACCTCTCCCGTCTCATCTTCTTCTAATGTTTTCC
GGCATACTGCACTCTGCTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTTT
>AU180862 ID   AU180862   standard; mRNA; EST; 482 BP.



GACTGCACAGTTGAAGCACACATGTCACTAAATCAGAGATTGTGTCGGGATTTGTCGTAA
AACAAAAGTGAAAGCGGGCCCACACGTCAGCTCCGGTTAACCAAAACCCATTTTATTCTG
TCGGCTTGAAAACCTGTGGATTTTACTGCAGCTGAACCTGGAATAACTGAACAACTTTAT
TGTCCCGCTGACGTCCAAAACCATCACAGACAGCTTCAAGCCTACATCCAGGATTTAGTC
ACACCCCCAGCAGTCTCCATCCTCAAATGGAGCCGATCCCCTCTCCGTGATGGGACTCAG
CAGATGGATGCGCCGTTCCCTCGCTAACCAGCCACGTCTCCGGCTTCTCGTCCAACCACG
ACCATGCAAAGACCGGGCTGCATGTCACGGAGGAAACCCAAACCCAGGCGGGAAAAAAGG
ACAGCGGGAACGTCCTTCCACGCATTTACGGCTAAAATCACAGGGGGGGGGGGGCACGAC
TC
>AU180863 ID   AU180863   standard; mRNA; EST; 427 BP.
GAAAACCTTTTTTCTTCTTCTTCTTCAGTTTTACTCGACCACAGNATCCGCGGCGTGAAG
CCAATCAGCACCGAAGCCCTGTTTTCCAGTAAGAGATGCTTGGCCTGGTTCCACAATTAC
GCCGGCCCCGACAAGGTGTTTGGTCCTGAGGCCATGGAGAGGTTTTGTGAGGACATCGGC
GTGGAACCAGAGAATGTAAGTCTACCTCTGTTTATGATGTGCAAATCATTTCCAAGCTTT
TGGCATTTGAATTTGGGTAAAGAGGAACAGGAAGCGGTGATTTTTGTGCACAGAGTGAAC
GGACTTTGCTTTCTTTCAGATTATCATGTTAGTTTTAGCTTGGCATCTAGAAGCAGCAAA
TATGGGATACTTCACAAAAGACGAGTGGCTTCGAGGAATGACTATATTACAGTAAGATTT
TTTTTCT
>AU180864 ID   AU180864   standard; mRNA; EST; 415 BP.
AGTTGGCTTATCCAACTCTACAACTGCATGCTTAAATAGTCCACTGGATGGGCTTCATCC
AGATGGAGTTGGGGGATAGCTGTGGGTGCGAGACGAGCCAAAGGCGAGGTCCACGGCCAA
GTATAGGAACAGGAGCAGGGACGAGCCTAAAGGGAGGTCCACAGCCAAGTACAGAAGGCT
CTACATCCAACTGCTAATTCTGTGAACCATATAACGCCTGTTTTAAGTCTAAGTTTATTT
CTGAGGGAGAAATAAAAAGCTAGATATTTGATATTGCCTGATTTTGACTGGTATCGAGAG
TCTAACTCAGCATTACTGTTCAGTGATAATTAAACCCTTTTTTCCAATAAATTAAATAGT
CTGATTTGGAGGAGAATTCATTAATAATTGCTGCTGTTTCATTTACAGAAATTAG
>AU180866 ID   AU180866   standard; mRNA; EST; 347 BP.
GGGCCCAAAGTCATCCGTCCCCGTCGCTGTGAACCATAGCCGCAGGGNAGAACACGCTGC
CTTTAGTTCCTGCTCCTCACTCAGCTTTTGAGGCCGCTGTCGGCGGTTCTTCTTCTTTCT
GGTCGTCTGTTCCCTCCTCATCATCACTCAAATGTACAAGTTTGACACGTGTCGCCTTTA
ATCTGCATGAGAGAGAGCCAGAGCAGCTCCTGTGGTTCTGAGCAGAGAAAACCAACAGGA
AAACAGTTTGACCTTCCTCAAAGGTTTTTGGTTTTTTCTTAGCTTTTCCTTCAAACTGTG
TTTTACTTCCTGTTGAATCAGCGAGGGGGGGGGGGNTCAGCCCAAAC
>AU180868 ID   AU180868   standard; mRNA; EST; 518 BP.
GCAAGTGCCTAGCTTGATGCATCCAGATTAATGAGCTCTTCCTCTCTCACATCAGCTGCT
GCTGCTGCCGCCTGAGCCAAGCAGGAAACAGGGACACAGTCCTGGCCTGCATTCACTCCA
CTCATTTATATCATCCCACAATTGTGCTGAGCTACTATACCATGCCAGCTCGATATGAAA
TCTGGATGATCAAGGAGCACTGAAGTATTGTTTCGTCTGTTCCAGGTTGAGTGTGACGAG
GGACTGCTGGGACTTGTCAGGATATAAACATTACGGGACACACTTAGCAGTGCATTTATG
TCCACAGTAAAATCAGCCAACTAAGTTATGAGGAGGAGAATATCCTCGTAATGGCAGAGC
ATGAATTCAAACGCTTTCTAATTTTGCCAGGTGTGAATTGAAGCGAGGAAAGCGTTCGTA
ATGAATGGATTTGTGCTACTAAAGGAGATCCAGATTTTCCCAGCTTCAGTTATATCCAGA
CTTTAAGCCAGGATTTGTGGAATGGACTGGATTTAGCT
>AU180870 ID   AU180870   standard; mRNA; EST; 405 BP.
CCGCTGGGCCTGATGAGCCGCTTGCTTTCCACACCGAACGGGTACCTTGACAGCGTTTCC
CGCTTTTCTACATGAGAATCTGCATGTCCAATGGCGAAAGTGGGCTTGCTTGTGTTAACA
GAGGGAGTCGCTCATCCGAAGTAGTATTCCTTGGTTTCTGCTGCACGACGGCTCACTGGA
GCAGGCTCCTTGGTTAGAGGCCAGTATGCCCTCTGCTCGGCGCTCGTCACCGCAAGCCCG
CCTTTGTTGATTTTGCTCTCCAGTGGCACTGTCAGTCATCTGCCTCTGTGACCTGACTAA
TTCCCCACCCGCCTTGTCTAACCCAGGCTGTGGTTCCAGCTTCAGCCTTTGCTCTCAGTA
AAGCTCCTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGT
>AU180871 ID   AU180871   standard; mRNA; EST; 601 BP.
CTTTTTCTTGTAGTCCACCTTTTTCACTCTCTATCTCCGCCTGCAGGTGACGGATCTCCT
CACAGATGCACTGTTCCATGGTGTTTTTGCCCAGTCCAAAGGTGCGTAATGTAGATAAAG
CGAAGCGTCGCTGCTTCTTCCATTTCTCACCATTGCTCATGAATATGCCATCTAGTTACA
GACAATAATTGTGAGAAGGTCAGTGAATTGTGGAGATTATTTTCATAAGAATGTAGCTGA
GCACAAAAAGGGGTTCAATACTTGTGGGTCCTTGGTAAAACCTGGTGGCCATGGGACTGT
AAGGCCTGTCCACAAAGTTCTCAGCTTGTGTCACTAAAGCTTCTTTTACCATCTTGTAGC
CGGACACAAACACAGAGGTTTCACTTCCAAAGCGGACACTGAACACATTCCCGTACGTTT
CAGCCAACTGTGGAGAATCCAGCCGTAAACAAACCCTGATCAAATGCAGCTCACATCATA
ATCATCATCATCATCATCTTCACTTTACGCTGTTGTGTATTACACGACAAAGACAATAGA
GACTACGACACACAGAGACTGTTAAAGTTTAACAGAAGCAAATTACGACGTGGCTGAAGA
C
>AU180872 ID   AU180872   standard; mRNA; EST; 574 BP.



TTCACTGGAGATCAAGTTCTCAGCTGTTGCGTAGGCGTTCCACACACTTCATACTGCATT
CAGATATCAAGGGTTACTTAAAAATCCATAAGCCACCTTTGTCTAACCAACCCAGAAATG
AGATGTTTATTTTATTTAACCGGCACTAAAATGTGTAGTTTTTTTTTCTGTGAATAGAGA
CCTAACGGTAGAAGCTAAAGCTGCTTGTAATTAAGTTTACTGCAACTGTAAACCCCTAAT
GTAGGTACATAAAGTTGTTGTCTGCTGTAATATAAATATATATAGTAGTCAGTGCATGCT
TGCCCACTGAGATGCTTATTTACACAATTTAAAGCCATAAAATAATTCTGCACTACATGA
AGGTATATCCCACATTTAAAAGAAATTTGATTATCAAAGATTTAAGTCTGCTGATAACAA
ATTCCTCCCACTTTCAGGGACATCTGAGCCTAAAAATCTTGTGTTGCCATGGATGCGGTC
AAAAAGCTTTAATCTACAAGGTTAAACAATGTTAATTCAGAGAATTTGTGCCAATGAATT
TATGCCAAATGACCTGCTGGCATGTTTTTTCGTG
>AU180873 ID   AU180873   standard; mRNA; EST; 553 BP.
GTGGAGGAAAGCACCGATCAAAAGAAAGAAGAAGAAGAGACCAATGTCTCAGATGAAGAA
GAGGAAGCAGAAATCCATTTAGAAACAGTGGAGCTCACTTTAGGAACCTTGGACCTGAGG
GAGTCTGAAATTTTTCCCTCCAGGAACAAAAGGAGAACGAAGAAAAGACTGAAGGAGGAA
ACAAAAAACCCAAATAAAGGTAGAACTTGGGTAAAACTATATATTGGTTAGGTAACTCAA
AAGACTTAAGAAATGCTCCTGTTAAAATGGAAATGTGCAATATAGAAGCAGATTATCTGG
AGAGGGTATCAGAGGCTACTCAAGCAGAAGAGAGCCCTCAAGGGACGGAGACTTTAAAAG
AAGGAAAGAAGGAACCACAACTGGATGATGTTGCTGAACCATTGGAATATGGACTGAAAG
ATGCACTTTTCACTGCCTGCAAAGTTGGAGATGTGGCTGCACTTGGCAGACTTCTCCAAT
CACCAGAGGATAGAACAGAAAGCTTTGAGGAGGTTAGCAGAGCAAGCAGCTGCAGCAGGA
GGAAGCATCTCTA
>AU180874 ID   AU180874   standard; mRNA; EST; 243 BP.
TTGGAATTTATTAAAAATATTTTAGTATAGAAATTTATCATACAACCCTTTTGAACAATT
TCAAAGTCCCTTTGGGGAAGAATATGCCCCCATTATTGAAAATCCAAAGTTTCCTATATC
TTCCTTTTTAAAAACATGACTTGACACTACATCCTGATTAAAATTGCTTATGAAGTTTGT
TGCAAAAGTATTGTCCGTCCGTGAAAAGGTTTTGTACTTGTAATAAGAGATTTGTGTGTC
TGC
>AU180875 ID   AU180875   standard; mRNA; EST; 569 BP.
TCAGGATCAGTGCCTGCGGGTGTTGTGTCTGCAGCTGGGACACAGTGTTGTGCACGCGCT
CACAAGCGACAGCAGTGTCGGCCGATGGAGGGACCATCAGCACATGGGAGAACTCCCGTG
GAATGTAGTACGGCGGAACGCGGACTGCCACCAGTTCAATGTCCTTGCTGCATTGCTGTT
CTTTAACAGTGATGTGGTTCGGGTTACACCATCTATCATTCACGAACACCACCAGTTCAC
CGCCTTTATTTTTTCCTCTCTGCACCGCGCTCCGGTTCGCCCGCACCAGCATAAATCCGT
TAACTGAGACCACTGAGTTTGTTGTCTCCTGGTTGAGCCACGTCTCTGTGAAACACAGCA
GGCTGCTCTCACAGTACACACGCTGCAGACGAATGAGCGCCGTTAGCTCATCCAGCTTGT
TAGAGAGAGAGCGGACGTTTCTCATAGTAACAGATGGTAAAAATGGCTTGTACCTCCGTC
TTCTCCCCCGGCGTTAAACGCCAGCTCTGCAGCCTCGTCGTTTTCTCCGTATTTCAGCGG
GAATATCTGGCTTTCCGGCGGGAGGAAAC
>AU180885 ID   AU180885   standard; mRNA; EST; 536 BP.
AGGAAGAAACGACGACGTCAAGTGTTTCTGCTGCGATGGAGGCCTGCGGTGCTGGGAGTC
TGGAGATGACCCGTGGGTGGAACACGCTAAATGGTTTCCTCGGTGTGAGTATTTGCTCCA
GGAGAAGGGACAAGATTTTGTTCATCAGATTCAAGCTCGCTTTCCTCGACTCTTTGAGCA
GCTTCTGACAAACGGAGAAAACAGTTCCAGAGAGTTTGTAGATCCACCTGAGATGGGCTT
CGAGCGCAGCCTGGTGAAGCAAACTGTCCAGAGCAAGATTCTGACCAGCGGAGAGAATTA
CCGGACCGTTCAAGAGCTGGTCTCAGACCTGCTGAGCGCTGAGGACCAGAAACGGGAGGG
GGAGCGGGAGATGCTGGCAGAGGCCATGGCATCAGATGGTTTCACGTTTGTGAAGAGACA
CCAGGCGGCACTAATCCAGCGTCTGAAGAGCGTCGAACCAGTGCTGGAGCATTTAAGAGA
ACAAAACGTGTTGTCTGCTGAGGAATATGGCAGTCTCCTGGCTCAAACATCTGCCC
>AU180886 ID   AU180886   standard; mRNA; EST; 245 BP.
AAAAAATAAGGCCCACCATCGGTGAATGGTGTATTTTCAAAAGAATTGTTGCACATCAGG
GGGAAATAACAATAAGGTGCGTTAAACAACACGAAAGAATCAGAGATACAGTAAATCTAT
CAGCCAGTCAGTCTTTATTAACACTGTTCAAAGTAACTCCAGAACTTGTTTGCAACACGC
TGAACTTTATCCGCTTTAGCATATTCACTATACACGGAACTCATAACCTTGTTTGCAACA
AGCAT
>AU180888 ID   AU180888   standard; mRNA; EST; 145 BP.
GACAAAGCCAACGGGCTTGTATATCTGGTGGCAGTGAGGTAGGCATATGAGAGCAAGCAG
CTAGTTTTCTCTGAACTGAATCCAATCTAAGATCCAAGATTGCATTTATTGATCACAATA
CAGTGCAGCAGCTTAACAAAGCGAC
>AU180889 ID   AU180889   standard; mRNA; EST; 317 BP.
TCAGGGAAGCTGAGGAGACACAGAGAAGGTCAGAAAGTGACATCTGAAAAACTATAAATG
AAGAGGAAACATTAAAACGCAGGTTTTTCCAAAAGCAAGGACAACAGATAAGTTCCTCCA
CCTGCTCTCCTCGTCCAGCACGCTGAAGAGGCCGGCCGGCTTGTGGTTGAACAGCTGAAC
GCAGCCGCTGTTGTCGGGAAACGGAATGTTCTTCCAGACGAGGCCTTCAGCCACATAATC
CTCCTGAAACGGACATCAGTCACCCTTAAAGGTTTCCTCTAAAGAGCCTCGCTGTTTGTG



TGGCAATAATCCATTGG
>AU180890 ID   AU180890   standard; mRNA; EST; 239 BP.
GATATCCTGGAGATGGTAAATGTTTTTAGATCAATTTATGCAAATTCCCACGGCACACTA
GTGTGCCGCAGCACACATGTTGAAAAACACTGGTCTAAGTGATGATTGTGTAAAAACAGT
TATGCTCAACTTCTCCAGCATCTACCCTGGTTTTCAAAAAACTCTTTTTTACTCAAAAAC
CTGCTGAAAGATAACCAACAGTTTACAGAGAGAGCACAGTGATCTTTCAGGCTAAACTT
>AU180891 ID   AU180891   standard; mRNA; EST; 348 BP.
GAATCTATCAATGTAATTTTTAGAAGAATTGGCTAACGTACATTTTTGAATTTCCCTAGC
AACGGAGGTTTTTTGTTAATCACGCCCACATTCCTAATATATGTATATATTATGTTCTGT
TGTTTCGTCCGGCTTTAGCAACGGATTCATGTATTAAATTTCCACAATATCTTGGTAAAA
AAAAGTGTGTGAGCAAAAGGGGAACCCCACTTCTGCAAGCTCGCCAGGCCAACGGCGTTT
GAATTCTACAGACTTAAAACCACGATTTTTTTTGTCCAAGTCGCTTCCCAATAATGCGAA
AAAATCAACTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTT
>AU180893 ID   AU180893   standard; mRNA; EST; 652 BP.
GTTGGATTATTTCTTTTGAAAGAGCGTTCCTTTGTGCCTTCAAAGCGCTTATTCAGGTTT
TGTTTTCCTGTTTGTCTGAGATTCAAATGCAGAGTTGAGAGTTGACGAAAAGTTCTTCTT
TTAAGCAGAAAAAAGGAGGGAAGGAGCCTCTATCAGCTGCTCGGTGCTGAAGCAGGAAAC
ACCGGCGAGCATGATGAAAGACTAATTACTTCTGTGTGCTTCTCATAAACTGGATGTCCA
AACTCGGATCGTGATGGACTGCACACTTTGCTTCAAGCAGCACTTTGGCGACACAATATT
TTTCATAAATAGCCTAATGATTAATTAAGACCCCTATTCATTAGTGAGTGGCACGAACTG
TAACTCCCAAATCACTAAAAAGATTAGTTCAGAATGAATGAATGTTTCCATGCCGATTGC
TCTGCTCTCGCACAACAACCGTTCTTGGTTTCATCTGCATTTCCTCCTCTTGTGAGTTTC
CAGCAGTTAAATCAACTCCTGCTGCCTTGTTGTTGTGCATGCCGCTTAGAGCGCTGCGGC
TGCATGCAGGGTCACATGTCTGAGGCTCATTTGTCTAAGAAATTGCTTGTTTGGAGAGGC
CCTGAATGTTGCATCCCTTGATTTGTATGTGAATAACATCTACTCAAATATA
>AU180896 ID   AU180896   standard; mRNA; EST; 375 BP.
ATTTATCCTGAAGAATTCAGTCCAAACAAACTTAACTGGCCTCATAGTNACACCATGTAC
AGCTTTATGGGAGGGGGCCTGTTCTGTGCCACGGGGGNNAAANNTNNNGGNGGGNGNCCN
CCACGGCTACAGACTACTGGATGCAATACCGTCTGTCTGGCAGCTTTGCCCATCAGGGTC
TGTGGAGATACTGCATGTCTGGGAAGTGCTACATGCAGAATGACAGCATTGCCTACTGGA
ATGCCACTCGTGCCTTTATGATCCTGTCTGCCATGTCTTGCTTCGCTGGCATCATTGCAG
GAATCCTCTCCTTCGCTCACTTCTCTGCTTTTGAGCGGNTCAATCGCTCGTTCGCTGCAG
GGATCATGTTCTTTG
>AU180897 ID   AU180897   standard; mRNA; EST; 448 BP.
GTTTCTGACTTAATACTAGTCATTGAAACAGGNTATTTCCNTTTAATGCAACTTTAAATA
TTAATATGAGCAAAGGAAATAAAAAAACAAGCAGATGTTAATTAAGATTAAATGATTTTT
TTGGATTTAATTAAAATTGTAAGGGATAACAATCTCTGCTAAGAGCAGTGATAAGGAAAG
CTCAGATTTAAGACATAATTTATATCATAAATATAAAATATAAAACACATTTTTATTTTC
TGGCTTTTAACACCACGTGAGTTGTGTGGTCCTCTGTTTTTTTATCTGTATTCTATCTGT
ATTTTTATGTGTTTTTATCTTGTTTTCAATTATTTTATTGTTGTATTTTGTTTGTTTTTA
TTTTGCTTAAAATTTTTATCTAATTTTAGTCACTGTACAGCACTTTGGAAACTGTTTGTT
TCTCTATAAATAAATTGGATTGGATTGG
>AU180898 ID   AU180898   standard; mRNA; EST; 612 BP.
CTCACTCAGGCTCGGGTCCTCCGTTGTGCGGTTATCCTCCAAGGAAGAGGGGGTGGAATC
GGGTGCCCCCCCCAGTTCAGCAGACCTGGCCAAGGGCCTGGGTAGTGACTTTTCGGTGTC
TGATTCGGCCTCCATGATGTGCAGCAGATTTCGTGGACAGCAACAGCGGAAGGACGGCAT
CGTTTCAGCGGTTCAACGTCTGGAAGCCTCTATCCCCAACTTGCAGCACCTTTCTGGTTG
GCGGCGGACTGCCAGAACACTGAGATGGGCGGAGGCTGGATGGGCATGCCGCCCGGTCCC
ACTGCCGCCTACCCAGGCCTTGGAGGCCTGCACGACAATGGACAAGGCGCGGTCCAACCT
CTACGAACGGATGACTGGACCGCTCTGGCTGAGGCTTGACGTGTCTCCAGAGACTTGTTG
TCGGCGATTCCGGTCTGTTGGGGTGCCATCCGGGAAGAGGCTGGCGGGGGCGTATAGCCG
ACTGAAGGGCCTTTGCCCTTGCTGGATCCGACCAGAGTGACGCACCGAAGAGCAGTTCAG
AAGGGTCGTCCTCATGGAGCAGCTGCCGTATGTGCTTTCATCCGACGTACGGACGTTGGT
GGAGGAGCACGA
>AU180900 ID   AU180900   standard; mRNA; EST; 129 BP.
AGAGACCAGCAAAGAAACCTGTAACTGTTTTCTGTCCATCTCCACAGTTTGTTGCTGTTT
TTTTTTACATGTTGTAGTTCCTTCAAAGACCACTAGAGACAGGTTACAGAAAGAAACAAA
CGTATACAT
>AU180903 ID   AU180903   standard; mRNA; EST; 569 BP.
TGGGAGAAGGACCTACGGTTACATAAAACAAAATTAAGACTGTTTAGTAAGAACTTTAGT
ATGAGCATTAGAAGTCAAAGTAATTTAGGTCTGAAAAACACATTTTATTGAGAGTGAAAA
ACTATTTAATGTTAACAAAGCAATACTGATTTAAACTCATTAAGACTTGATGTTTCACAC
ATCAATCCTATTGTAAAAAGTTTGTAATTGAAGCCAGTTGCAGTTCACCAAATAACCACA
AGGGGCCGGTTCCACAAAGCAATGATGGCAATAATTATTGTACAAACACAAGGACAAAAA



CCTCACACCAGCTGGTGTATTTGAAGAGCTCTAATTATTGGAGTTGTGGTTTATGGGTCC
ATCACCAAGATTACAGAGTACATTACAAGCAATGAGTAGTCACATCCATCTCTGTTCAGA
TGGAGCATATAGTATCAGAAAAACCATTAATCAAAAGGGATGAGAGAACGAACATTTACT
ATCAGTAGAAAATAACTAGCAACATTGTCACACACGAAAAGACATATTGTTCACTTTTAA
GAAATATCCCTTTAGGGGACTCCACAGCG
>AU180906 ID   AU180906   standard; mRNA; EST; 340 BP.
TTTAGACAGATTTGGTGGTATGGGCTGGTGTCGGGTGGAGATGAGCATGAAAATGGGACC
TCAAAGACGAGTCTGAGCTTCGGGGATGTAGATCTCGATACTGTCCGCTCTTTCTGTGGC
TGAGTTCTGTCTGAAAGAAGCAGCTCGTTTGGCAGCCATGAGGCGTCTGCGGGCTTCCTG
TCGCTGCCGGTCCTGCAGGTCCAGAGAGCGCTCGCGCATCACGCTGCCATGCCCCTTGGC
TGATCTCTTTGGGAGAGGGGGTGGCCACTTTCGTTCCTATGGACACAAAAAAGCCTGCAG
GCATGCAAGCTTGGCACTGGCCGTCGTTTACCAAACGTCG
>AU180911 ID   AU180911   standard; mRNA; EST; 532 BP.
GTCTTTTAATTATGATGATGACGTTTTTACCCCAAATCCAGGAACCTGTGTTGTTTTCTT
TGAGGAAGCACCAGAGTGGACAGCTGTCATACAGTGAAGTCTGACATCATTTGAGGAATA
AATGGATCATCCATAAAATGAAAATGACCACATAAGTTGTTGTGCGTACACAGTTTTAGA
CCCAGTTCTTACAAAGCGTCAATTATCAGCATCTTATGAAAAGTATAGTCATTTTTTTAT
TGCAGATACATCATCTTGGTGTCAAGTTTCTTTTAATGAAGGTGTCTACAGAAACCAAAA
CAGATCATCTAAAAAAACAGATTTAAAAAAGGAGCAACAAAAACAAAAGGTCTTTTCCTG
GAAATCTAGCTCGTTTTTTAGCAACGTAAACCGGATTCCAAACTGGCTCCTCTAGCTTAG
CATCAAAGGACCTGCTGAGCGTTCTGGATGAAAACTGAGTGTTTGCAGCATTACAGAAAA
AGAATGAGCTCCCAGGACGCAGAAATGTAGAACATTTCTATCTGACTTTTAG
>AU180912 ID   AU180912   standard; mRNA; EST; 494 BP.
ATAGTTACAGCGTACGTAGATGCTTGAATCTTACCTGCTCAGCAGATTTCAATCAGGGTA
AATGAATGGATTTAAAAATATTGATTCAAACTCAGCTGCTTCAAGTGTATTATCTGCTCT
TTATATGGCACACTAATATTTGATTTAAGAAAAAAAGGTAAATCTTTGGCAGTTTCAAGC
CTTTAGAATAACATTTTCAGGAAATAACGGATTGTGTTTGTTGACAACAACAAAAAATCT
CCCATTTTACGGCCCTAAACAAATGACAAGGGGAAATGGTCTCTGTAACCTTCATGGCAG
AGAACCCTTGTTTGTGGCTTTGCATCACATTCGGCAGCTGTAGCACAAAGGTTATCTATC
GTTTGTCCCTCAAGTGTAAACTCAGAGCACAACTGTGTCCTTCTCACTCTTCCTCAGACC
CCTGCTTCTGCTGCTGTGTACATATGTGGCCATTTTTACTTGATGTTTTTGAGAATAATG
CATTAATTAGAATG
>AU180913 ID   AU180913   standard; mRNA; EST; 386 BP.
AGCTAAAATCACCTTTTCTTAAACTGCATCAGCTTCAATATATGAGATTCCTGACTAACA
TGCAGGTTTGTGCTAATTTATGATGTTTTTTTCTTTCTTCATGATGATAAAGGTCTTATT
TTTAGTCAAACAGGACGTAGCACCCCTTTACGACTGCATCTGTCTCGTCACATCCCAGAC
TGGTGCCAGTAGTTTGCTTGGAAACAGCCAGGATGTGGTTGATTAAAAGTGATCACACTC
ATAAACAAAACGTGGACAAACAGTGCAGCAAATCCCACCATTCCCCCTGTTTCCTGGAGC
TGCAGAGACACATCGTTGTGCAGGATGCAAATCAGAGGTGGCCTAAAGTATCATGTCAAT
ATCACAGTGTGGTTAATCAGGCTCGT
>AU180918 ID   AU180918   standard; mRNA; EST; 505 BP.
CTACGATGGACAATTTTTGCTATTTGGCACTTCTAAAGCACTTCAAATAAACTAAAGAAA
ACAGAAAAACAGGAAGTACCAAGTAGCATAATCTGACATCGTAGTAGGGAGTTAAAGATG
GACAATTTTTGCTATTTGGCACTTCTAAAGCACTTCAAATAAACTAAAGAAAACAGAAAA
ACAGGAAGTACCAAGTCCTCTTTCTAACTGCATACAGTACAGATTTGCTTCTTAAAACTT
AACAAGTAAAAGAGATTTTTTTAAACTTTATCCACTCTACCTACCTCAACTAGGATGTTT
TCAACCAGTTGTGATGATTAAAACTTTTTATGGCTCTGAAGTCTGTGGAGGACTTTTTTT
ATTTCAACATTGTCAAGCTTTAAACTACGATAAATCTTTGATTTAGTTTAAAAGCGCTCC
CGGTGGCGTTTAGATTGCTATGCCCTTTTGAGAAAAAAAAACCTGTATCATATTCTAGGA
GATAGTTTCTGCAGAGAGGCAGGAG
>AU180919 ID   AU180919   standard; mRNA; EST; 546 BP.
GTCTACTCTGTGACTAAGACTGCATATTTTAGGTGATTAAAGTGCTATTCACGCACCAAA
CTTTACTTTCTGACAAGTCAGCACACCAGAAGCACTGCCAGGAGCCGGCGTCTCATGCGT
TGCTGCGGCGGCCTCTTGAGATGGTTGCCTCACAACAGGACTAACTTTATAGCCTGTCTC
CATCTCACCTTTACGCCTCACAGAGGCAGCAGGGATCACAGTGTACTCTCAGCAAACCCT
TGCACGGAAAGAAGAAAGCTCCCCCTACCTTTGTTATTCAAATGTATGAAGGGTTTTAAG
TCCTGCTTTGCTTTGTTTGCTGCAGTTACTGTTTATTATTTTCAGTTTTTGCAAACTATA
AAGAAAAGTGTTTTTCTTTGCAAAAGCGGCGCTCTTCTTTTTTCCTCTAAGATGAGAATT
TCCAGGAACTTACTCTGTTGATACCAAAACTATGAATATGCCAAGCCTCAGATTACAAAT
GAGTCAGAACAAAGAGTGATGCTTGGAGAAGCTAACACAAAGCCTTGTGACAGAAATCTG
TCAGGG
>AU180920 ID   AU180920   standard; mRNA; EST; 629 BP.
GCAAGTCTGCAGGGATTCATTTGCAAATTAAAAAGGTTTTCTTTGAAAAAGGAAGTTGCT
GATTTCTGTCAGAGGGGGATAAAAAGTTCAGAGCAGCTGCAGTATTTTGAATTTTTCTTT



GTTGTCTTTAATATGCAGAGGGGAAAACAGAAAACAACGAAAAGCTTATCTTTACATGAT
AAGTTCATAGATAAACAGCTACAAGCAAGACAGTAAAAAAAAAGGGAACTTACCTTGAAG
AGGATTATTTCAAAAGTTGGTAAGAAGGGTGTTATTTAGGCTTAAAAAAAACACGTTAAT
TTTTACTGCTACCATTACATCAGTAGTTTTTAAATGGGTGGCAAAAGACCTCACACTTGT
ACTCATCTTAGAAGCCAAAGAAGAGCCATATCAAACCTGTTTGCTTGCTTTTGCTCCTCG
TTGCGCTGGACGGTTTGCATTCACACTGAAGTGATCCGTACCAGAGTTCACCCACGTTCC
CGTATTTGGTTCACATGAGAACTCAGCTGTGTTTTTTAACTTCAGCCAATACCAAGTACC
ATAAAATGAGAAAACAATCAGATATGGGTCATCACTACATGGACGCATTGACTCTATACC
TCATTCAATGCATGGAAGACAGAAATTGA
>AU180921 ID   AU180921   standard; mRNA; EST; 353 BP.
AATATTTTGTGTCCATTGGTAACTTCACTTCTGAGCCAATAGAAATTACATGTGGAGTAC
CCCAAGGCTCCATCCTGGGACCACTTTTATTTAACATCTACATGCTCCCACTGGCCCAAG
TGATAAAGAACAACAACATTAGCTACCATAGTTATGCAGATGATACACAGATATACATAT
TAAACTGACACCAGGCGACCGAGAACCTGTACAGGCTCTTGGTAAATGCATTGAGGACAT
TAATGACTGGATGTGCCATTATTTACTTCAGCTAAACAAAAACAAAACCGAGGTTATTGT
CTTTGGGTCTAAAGAAAAAAGGTTGGACGTCATTATAGAGCTTCAATCTATTC
>AU180922 ID   AU180922   standard; mRNA; EST; 361 BP.
GTCGGAGGAGAAATCAAAACAGAAAAACAAAGCAACAATGGCTCCAGCCTCCACCTCCGT
TTTTTCACAGCTCCTCCCTGTGGAGGCTTTGGGGAACTGCATCCTCCTGTTAGAAAACCT
GTTCTGCAGCTAAAAGTTCAACCAGCATTTTTATGACAATCAATTCAACTGATTAAACAT
CAAAGTCTCATTCCGATCATCTTATAATCTAATCACTAGTGATCTTTTAATTAATGATAA
TGCCGAATTTGGCCAAAACGAACACAAAACACCTGTCATTTTCTAGGACACAGTTTCATA
GTTACCTGTGGCAAAAAAAAACTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGT
T
>AU180924 ID   AU180924   standard; mRNA; EST; 190 BP.
TTTATTTTGAAAAGCTCTACAAAAATATTGGTAATCATGTCTCCATGTCAGGGTTCATGA
TGTCATTCAGAGACTGGAAGGTTCACCATCTACTGCAGGAGCTGCATCTGAATGACAGCA
CCTTTTGCGGTTCTTCCATCTCTCTGTGACCCAGTTTGATGACTTGCTGTCCTGCGTTAG
TCAGAGGAGG
>AU180925 ID   AU180925   standard; mRNA; EST; 477 BP.
GTTCAACGCACTGTCTAGTGGGTCTATATGACCCAACTCCCAACGTTAAATTGCCTAGGA
TAGCAAAAGGGTTAAAGGATGAAATAAATGTAATCTAGTTGACATGATCTGATCAAGGTG
GACCCAGATGCTGCAACCCGGAAGGAAGAGGCAGGTAGATGGAAGGTACGTAACAGGTTT
TAATTTGAAGAAGCCAGTGGATCCAGGAGGGGAGAGGGGCGTGGAGCTTGACGAGGAGTC
TTCGGCCAACGGTGAGCACGGGAGTCAATGGCGTGACAAGTGTTCTCGACGGCGGCGAGA
ATAGAGTCTTTGGACAGCGGCGTGGCTGGAGTTCTTGACTGTGGCGTGGCTTGGAGTTCT
TGACTGTGGCGTGGCTGGAGTTCTTGACTGTGGCGTGGCTGGAGTTCTTGTGGAGCGTGG
AGGGTTTTGGCTTCTGCTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTTC
>AU180928 ID   AU180928   standard; mRNA; EST; 344 BP.
ATAGAGGCCGGAACGATGCCGCTGTTTGCTGATGGACGAAACTGGAACACCGCACCCCCC
GACTGAAGTAAACGGTCCCATTTGTGCTGGACGTAAAAAGCCTGGATGAAGAGCGCTATG
CTGCACCAAGAGTGCTGGTTCCACACTGCCATGTGGACACACAGCACCGCTCCCAGGACG
ACACCGGACTCTACGAACACCTGGTTGACCTGCATGGCTCTTGAGAGGCAGGCCACGAAG
GAAGGAGATGATCTGAACAGACAGTCTGTAATCAAGAAGAGCCGCCTTTACTGTCAGTTC
TTCCCTGTGTCAGTCTTCATCATCTGTCAGTTTCCTTCAAGTCT
>AU180930 ID   AU180930   standard; mRNA; EST; 322 BP.
CAAACAGGAAAGTACGCTGCTGGCTCCAAGAGGCTCTATGAAGAAATAACAGCTGTTACT
CAGACCATTCTATAGGTCAAAATAACCATTCTTGCTCAGAAACCTTNTTAATAATCCTCA
CTTTTTAAAATAAATCTCTGTAGTTCAAGTTATTCAGTTTAATAACTAACCAATCAGATG
CCTCAAATAAAGTAGCTGGAGCCTGCTGGCCCCCACATCCAATGGTCAAAACGTAACACC
CCTACAGAAAAGTGGTCGGACTGTGGCCTTCCAACACCTGCAGGCATGCAAGCTTGGCAC
TGGCCGTCGTTTACAAACGTCG
>AU180931 ID   AU180931   standard; mRNA; EST; 421 BP.
GTTTATCACACTCATCCTGAGCATGAAGAGGAGATGGAAAATGCAGAGGGGGGCATGCAA
AAGGTCAGACAGCGTCAGCGAGGGACAGTTTCAGGGCTGAAGGGAGATGAATTAAGGGGT
GGAAAGAAGGAAAATATTTGCTTTTAAGTGCGGGAGAAAAATTCTACAAGACCAGAAAAT
ATTTATTACCTCCTCCAGCTTTCTGCTTTTCAGATCAATGAAAGACTTCACTGGGATCCA
TCACGATGTAAGTGTGCCATGGCTACTTTTTTTTTAAAACTTTTTCTCTCATTTTAACTT
ATCTCTACAACCTTTCTCTACAACCTTTTTAACTTGTTATAATGTAGAAATGAACATAAA
AAGGTGTTTTAAGGCATAATTTGAGCTTTATTTTTGACAAAAATCCACCAAAAGAGGAAC
T
>AU180934 ID   AU180934   standard; mRNA; EST; 494 BP.
TGTGAGATCAGCTGGAAAACCAAGAGACAGATATTTATGCTACATTCCATGCTTGTGAAC
CTGGTTTCAGGATCCGGAGCTGCTGCTGCTGTTTCTGTGTTTGAGGACAGATTCAAAGCA



AACATGGAGCTGGATGAAGCGAAGAGGCTGGTAAGAGACGCCATCACTGCCGGGATCTTC
TGTGATTTGGGCTCGGGCAGCAACGTGGATTTGTGCGTCATCACCGCGGCCGGAGCAGAG
TACCTACGAGGTTACGACAGGCCAGCAGGGAAGGGGAAAAGAGAGGGACAGTACAGGTAC
AAGCCGGGAACTACGCCTGTCCTGACCAAAACCCAAACTCCTCTCAGTCTGGACGTGGTC
GACGCAACTGTTCAGATGATGGACACTGAATAAAAAATGTCTACATCCGGCATGTTCAAA
TATGCAACGACGTCCGTACATGCAAGAACATGGCTCACATTTGATCACCTCCTTTTCTTA
CCGGCATTCGTCCT
>AU180935 ID   AU180935   standard; mRNA; EST; 312 BP.
AGCAACCTCAGCCCAAAAGGTGTCACTCAGACACAGCTCCTCACAGAGGGTCTTCATGAG
CTGTGTGAGTCCCAAACCCATTCAGGCAAGGGCACTGAGGGGCTTCAAAAGGAGTAACTA
AAAGAATAAATAGGTAGTTAAATAAACCTGGTATTTTTGGTACTCTCAGTACTTCACTGT
GTTTGACAAGGAAGTCACAGCTGAAGCAGGAATGAGCTGCAACAGATTTTCAGCAATAGA
AGGGCCGGGATGTTTGAACGTTATGATCAGACTGACTGTTGGGTGGGGATCCTGGTAAAG
TAAAATTAATGT
>AU180936 ID   AU180936   standard; mRNA; EST; 94 BP.
ATTTCTCGCAGGAAATGTGTTGAATAAAAATATATGCAGCATCCAGTCAATTTGTGCCTG
ATGGACTGTCTGCTGCACAGCGGGCTCTCGCTGT
>AU180937 ID   AU180937   standard; mRNA; EST; 251 BP.
ATTTAGTAAAAATATTTCTTTTAGCCCAGAGCTTGACCTGCTTGTTGCGAACAGCAGGTC
CCCTTCAACAATCACAAGCCAACCTCCATCATTAGGCTTACGTGAAACCTACTTTGTCTG
AAAAGCCTGGTTTGTGCTCCAGAATCATTTAGGCATTGAGGTTAGTCGGTGCAACCCGCT
GCAGAAGATGCCGCAGTTGCCTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTT
TNCAAACGTCG
>AU180939 ID   AU180939   standard; mRNA; EST; 548 BP.
ATGACGTCATATTCCCCTTTAAAAAAAATAAAATAATGAGCTCTATGTCTGAATTGCTTT
TATAATCCAGGGCACTACATGGTCCTGCACTATATAGTTTTTTGGTAGTTAGGGTGGAAA
TTCGGAAACAGCCTTAGCGCTTTATGACCAACCTGAATCGGTTTATTGAGCCACTTATGT
CAGTGTTGTTTTACAAAAAAACAAGCAATAATTTTAGGTAATCCTGCAATATTTATGAAT
GAGATTGAAAGAGATATTATGTTCAGGGAACCACTGCTGGTAATTACCTGTAATTGAAAA
CAGCTGCACAAATGCTGTCAAAGATGATTTCATTAATAATGTTTTTTTTTTTCAGTTGCT
TTTTTAGCATTACAAATCCTCACTCACACAAACACGGAAAATCACCACCCAAACTCCAAA
AATGTACCGCAAATATATTTTATTTTGAAACAAGGTAATAATTTCAAAGTAAAGGATAGA
AGATCAGGAAATAAAGGAAATNTTTGCAATGCTTGNGGCTNAAAACATTNAACATTCACT
TGACATGT
>AU180941 ID   AU180941   standard; mRNA; EST; 154 BP.
CAAATTTGCCTATGCACCTCACAAAAAACACGCACAATTGCGTACGATTTATGAAATAAT
TGCATATAATCTATGTTAAATATGCATAAACTGCAAGCTATCAGCTACGCGGATGAAAAG
GGGAATCGAGTAGCCTTCGGTTTTTAAGTGACTC
>AU180944 ID   AU180944   standard; mRNA; EST; 90 BP.
AATGATGCCAGCTACAAATACCAAATTTAAATTCAGAAAACCCAGATTATGTTAAAGGTT
CATAAATGCAACATCATAGCAAGAAATTTT
>AU180950 ID   AU180950   standard; mRNA; EST; 533 BP.
CCAGTAGATCCAGGTGGCCCGGGCTCGCCGATTGGACCCCTGGGACCCACTCTCCCGACC
CGCCCCGGCTCTCCCTGTGGACCTTGGATGAACGTTGGGAGCGACTGAACCAGACGGTTG
TCTTTGATCGGGTTGGTCGCCTTGGCCGTGGCTGTGGCCGTGGCCGCAGTCCCGTGGGAG
TCACACACCATTTGACACGATCCGAGCATCTCGTAGCGGGCAGGTGGTCCGGCGGAGCTC
ACCATGACCGGGATCAGAACCACCAGCACCAGCACCAGCGCGACCCCACAAACACCAGTT
GCGATCATCTGCGCTCTGCGGAATCGCGGCGTGCGGCCGAGTGGGTGGTCTTCCAGCCTG
ATTGCGGGAGATATTTTCGCAAAGGGAAGAATTGCACTTGCGCTTCAGTTGCGCCGAAGC
CGTTGGAGATCCAAAACTCCTCCAAACGTTCGCGCGTAAAGGTAACCATCCACAACTTTA
GCCCTCTGAGAATTCGTCCAGTCGGCTCATTTTAACTTTCTCTGCGTGGCGGG
>AU180954 ID   AU180954   standard; mRNA; EST; 578 BP.
TTTTCTCTGTTTTGTTAGTTGGACATCATAAATTTTACTATTTAAATTTGTAATTTAGGA
AAAATATTGAATTTGATTCAGCATCTAATGAGTAAAATGAAGACAGAAAATACCTTGAAT
AGGCTCTGGGGGTGGGGGGGGCAGAACAACAAAAAAAAAAACTGCTGNCCCAATAAGCAT
GTATAAAAAATCTGATGGATGGTTCAAAGCTGTTTTCATATTCAANGGGAGGTATGCTAA
AAAATATTGNGNGGNCTCAGTATAAATAGTTNGAAAAAGGTGAATTTGAACTTGGCTTTA
CTAGTATTTCAAAACACAATGCAATCATATATACTGTATGTNGGGATANAAAGAAAAGAT
TTTCATGTTTTTATTAATGGATATTGAAATTCTTTATTTGAAAAAAAGTTTTGTAGTTCT
TTTATGGATTTAAAATGGCTATTTNTTTCTTTAAAAGCAATATTTTGCTGTCAGTTGGAC
ATCACAAATTTGACATTTTCTGTAATATAGTAAAAATTGTGAATTTCAATCAATATCCAA
CTAAAAAAGTATTACTTTCAGGGGAAAATGGTCAGGGT
>AU180956 ID   AU180956   standard; mRNA; EST; 516 BP.
AGTGAGGGAAATTACACACCACAAATTAGAGGGGAAACAGCAGGGGATGGACGGATGATG



CATCGAATGATGATGAGGACAAACGAATGTATGGAGGCAGAAAGGGTACGAGGGGAGAGG
AGCGGGTTTTCCCACCCTTATGGTGCAGTCCTCAGATGATGTGATGAGCGTTTGGCCGTA
GTGGGTGAACTGGCAGTGAAGCACAGTCTTGGTGTGACCCAACAGGGTGGCTAGAGGCTT
CGCAGAGGGCACCGCCAACACCTGAAAGAATGAAACAATACAAATTAAGAGCAAAGACAC
TCTAACTAGTGGTAATACAGTCAGAAAATGTAGGAAACATAAGATTTTTAGCGATAGTCT
CACTTGTAGCCTTACATCAGCAAGACACATGGCTTTTGAAAATTTCAGATCCATCTTTTT
TTGAATGTTAACGTAATTTACAAAAAACATTTCAAACACAATTGTTTTATTTTCTGTCAT
GCAAGAAAAATAATCTAGAAAAATCTAGAAATCAAG
>AU180959 ID   AU180959   standard; mRNA; EST; 384 BP.
GTCAGCATACAAAACAAAACAAAACACAATTGAAAAAAATCAAAAGGAATATCCAATTAT
CAGTGAGACGCCAGCATTTCAGGTTTGCACCTATGTATGATGATAAACGAAGAACATTTA
CGGTTCTTCAGGAAGCTGGTTACATCTGTTGACCGTTTGGTTAAGTTTACCAGTTGATAT
GGGAACTGGACTGATGCAGCCTGTTTTTCTGGATCTTGTTAAAACTCGGAATTCATACTG
GCCACGTCGACTCACGTTCAAGTGGCCACTTCCAATGAAAAGTCTATGGAAATGCACGCA
AGCCCTCCTTTCAGGCTTCCACATCCAAAACTCTCATGGTCACCCTCGACCTGCAGGCAT
GCAAGCTTGGCACTGGCCGTCGTT
>AU180960 ID   AU180960   standard; mRNA; EST; 375 BP.
TTTGTTATTTTCCCTTTATGTACCCTTACTTTTCTTTTTTAATTTATTTTATCTTTTATT
TTACTCCTTTACATTTTAGCTGTAATTCCAGTTTTCCTCTGAGGGATCCTCCACATCGGT
GATGGACCCTTCCCAGTGAGCGGGGTCGCTGCGATGGGATCTCTCAGGTCCGGCTCTTTG
TCTGGATCTGGGGGGTCCTGTGGTAGTGGGCTCTGTGAACCTGGGTGGGGTGTCACTGAT
GTGGACATTTCCCCAAAACATCATTTCCCCAACCTCAGTACAAAGCCAGGTTTCTGCATT
GTATCCTTTTGTCTTTTTTATTCACAGCGAGTGAGTACATGTGTGTGTGTGTGCGTGTGT
GTGTGTGTGTGTGTG
>AU180961 ID   AU180961   standard; mRNA; EST; 459 BP.
TTTTACCATGTAATCAGTACTACATAATGTGTTTTTCTATTAGTAGAATTTTATACTTTT
ACAGTTTGCATTAATTGCTGATGAGAAAGAGGCAAAAAAGTCCCTATATATATATATTGA
TATGGTGCCGCTGTCAGACTCCTCCCCCTCTCCCCTCCACTTGGCTGCTTCTCCATCCCA
GCTGCTGCCACTTACTTCATCACCTCTTCTGCCTTCATAAGGAGCCTCTGGATCACCAAT
CTTCGCCAGTCCGCCCCTGATGGTGCATAGTTGGTCCTCTCGTCTCGTTCATGGTGTTCT
GTCTCGTTAAGCCCTTGGCTAATTTCTGTCTCTGCTCATCTCCAGGAATCCTTTGTCACA
AGTGGTCGCCTGCATCAACTTCTGTCTGGAACCTTCCCTCCGTTCGCTCCCGCTGGTCCC
ACCTCGACCTGCAGGCATGCAAGCTTGCACTGGCGGCGT
>AU180962 ID   AU180962   standard; mRNA; EST; 534 BP.
TATACGCTGATCCAGAGCATCCCAAACATGCTCAATGGGTGACATGTCCGGTGAGTATGC
TGGCCATGCAAGAACTGGGATGTTTTCAGCTTCCAAGAATTGTGTACAGATCCTTGCAAC
ATGGGGTCGTGCATTATCATGCTGCAACATGAGGTGATGTTGGATGTACGGCACAACAAT
GGGCCCCAGGATCTCGTCACAGTATCTCTGTGCATTCAAAATGCCATCAATGAAATCCAC
CTGTGTTCTTCGCCCATAACATACAGTATGCCTGCCCATAGCATATCCCCACCACCACCA
TGGGCGACTCGATCCACAACATTGACATCAGAAAACCGCTCACCCACACGATGCCACACA
CGCTGTCTGCCATCTGCCCTGAACAGTGTAAACCGGGATTCATCCGGGAAGAGAACACCT
CTCCAACGTGCCAGACGGCATCGCATGTGAGCATTTGCCCACTCAAGTCGGTTACGACGA
CAAACTGGAGTGAGGTTGAGACCTCGATGAGGACGACGAGCATGCAGATGAGCT
>AU180963 ID   AU180963   standard; mRNA; EST; 456 BP.
CCTATTTTTAGGCTAACTCTTTTCGCAGTGAATAAATGTATTAATTTAATCAAATATGTC
ATTTCTGAGCATTAGTCAGGCAAACACAAAAGAAATCTAAATTGATTTAATGAATGAATT
AAGGTTGGTCAGTTTTTATAATTATGCGTCAAAAGAAAAAAAAACAGCGGAGGAAAATAA
AGAAAAGAAATGTATCATTTCTTACCGGTTTCTTTAACTTCTTCCTGAAGTAATCATATT
TCTGCTTAAATTCTCTGGAGTATGGTACCGCCTGCACAGATAAGAGTTTGAAACATTATT
CATTACGTAAAAACACTTTATTTACTTTATAGTTAGTGAAACAAATTACATTTTAACATG
TAGAGAAATAACAGAGCGTGCTGCGTAAAACTCTGAATCTGAGCTGCTACACTTTCACTC
GACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGT
>AU180964 ID   AU180964   standard; mRNA; EST; 456 BP.
AAAAAAAACTGAACACAATGACTCAAAAATGCAGTATTTGTCTGGCACCCTCCAGTCTAT
TAAGGATCCACTCTGATCATCGTGAGCTACTTTAAAAGCGTNCCCAGTGGTCTTATCTTT
GATCATGCTGTTTTCTGCCAAAAATNAAAAGACCTATGCTGTTTTTAGGACATANTTTCT
GCAGAGTTGCAGTTATTTCATTAGAAATTCATCTCTGACTGTTGGTGCAAAGCAACCCCA
CCGCCCCCCTTCCCGTCACCAATAACTGAAAGCTGTTTACAATCTCTCCTGCTAGCTTAC
AGCCCCTAACACCCCCACCTAACATTATCTTTGTCAAGTAGTATTGGAGCTATCCAGCTG
TACAGCTCAAACGAGGAAAACAAAGACGTTCGTCGATCTAGTTGGCTATAAGTGGATGCA
TCAGAATGGACTAAAGCTCCTGGTTCACAACTATTT
>AU180969 ID   AU180969   standard; mRNA; EST; 547 BP.
ACACTTTTGGCACTTTGACTGACAAAATGATTTTTTTTAGCAAAAAACTCACCCAAAAGT
CAAAGTTTTCATTTGCAGTTCAAGAAAGTGATATTTTTTCTCAAGTTGTAACTTGAATAT



TCAAAACAGTCATACTCTGAGCATAAAAAACTTTTTTGACACTTTTGGCACTTTCAACTG
AAAAAATGATTTCTTAGCAAAAACTAGACACAAAATTCAAAGTTCTCATTTTGCAGTTCA
AGAAAGTGTTAGTTTTTGTCATGTTGTCAGTTGAAACTTCAAACCAGTAATACTTAGAGC
CCAAAAATGCTTTTTAGACACTTTTGGCACTTTTGACTAACAAAATGATTTTTTTTGTGC
AAAAAACACACCCAAAAGTCATAGTTCTCATTTGCAGTTCAGGAAAGTGTCATTTTTTGT
CACGTTGTAAGTTGAAAGTTCAAACCAGTCAGCAGAAAATGCTTTTTTTACACTTTTGGC
ACTTTGACTGACAAAATGAATTTTAAGCACAAAACCACTCAAAATTTAAAGTTCTCATTT
GCAGTTC
>AU180970 ID   AU180970   standard; mRNA; EST; 362 BP.
ATGATAGTCGCATCCGTCCACTCAGAGTGAAGAAGATGCCTCCAGNATGTTGTCTGGTGT
GTTTTCCTTTTCCTTCTCACCATTAGAAACACCAACTCGGCTCATTACTCTTTTTATTAA
ATAGGATCTTTTTGAAAGGCAAAGCCTTTGTTTTTATGATTATTGTAAACAGATCATATG
TGTAATTCTTCTGATTTTCTATGGTGGGTTTGTTTGAAGCATCTGGGTGGGTAAATGAGG
GCAGAAAAGGTCACATTAATAAAAAAAAAAAAAAAATTCTNTTTAGGTTTATGCTGTTTT
TTTTNTTGACTNTANATTGNNGCANCATTAATGATAATAATAATAAATNCTTAAGCTACT
TT
>AU180972 ID   AU180972   standard; mRNA; EST; 408 BP.
TGGTTTGTATCTCTATCATTTTTTTCTTTAACTGCAGGACGTTTTTGTGTGGCTGTGTGG
CAACACTCCTCCACCTTTCATGAAGAGTGAAAAAAATAACTGTAGGGGGAAAATGGGATT
TACATATTCCCACCATGAATAGGGAGACGTGGAGAGCATCAGGGATGTGAAAGTGATTGG
GGTCACGCTGCCTCTCGTTGACTGAATGGTGGACCGTAAACTTTATCACTCTCACCACGC
AATCCCATAAAGCAGATTGTTAAGATTGATCCTTGGTGATGGATTAAAGACTAGAAACTG
GCACCGTTTTTTTTATTTGTGCCCTTTGCTTTTACGTTTATTGTGCTGCTTTTAAGTACT
TTTTATTGGATCTTGGCAGGTAGTACAATAAACGTAAAAGCAAAGGGC
>AU180974 ID   AU180974   standard; mRNA; EST; 509 BP.
TAAGAGGAGTAAAAAGAGGAGCTGCGCTTTCTAACTGGCCCCTTAATGTCCTTCTGCAGC
AGAAAGAGATCAACATGAAAAAAAAACATCCTTTTCTGACAAAAATAAAACCTCGCCGGA
TCACAGCTGGCTGTGATCTTCCAAGCAGAAACAGGTAAAAGACTTTCCCCGCAGCACGGG
GGGGGGGCACTGAAGGCCTTTCCTTTTTCATCTAAACGACCAATCACAAACCTCCTCCAC
ATTTACAGACGGCGAGTTTCACAGAATTAAAAAAAAAGGCTTTCTTCTCTTTATTTTGNG
TATAAAAACATATACTGCTTGAATAAATTCACCAGAAAACAGGAAAAGGAAAAGAAAAAA
AAATAGCTAAGTATGAAAAAAAAGAAAAATATGGCTGCTTTTCAATTGGTTTTATCTCCA
TAGCAACCATTTTATGTTTTGGATGTGAAAAACAGGTCGATGTCATTTTTAGGAAAATCG
GCAAAAGTAAAGTTTTTTTTGTTAACCAC
>AU180975 ID   AU180975   standard; mRNA; EST; 524 BP.
CTTCACCATGTCCTCTTGACTCATCTGGTTTCCATTCATTTCTATATGCCTGTTTTAAAC
ATCAAGAAAAGTCATCTAACCATCCATGAGCACACATGCATAAATTCCACCACGCATTCA
CTCTGTTATAATCCCAGCAAACATGCTTCAAACCCAAGGGGAAATAATCTATGTGGTGCT
GATGACAGCTGGATTAAACTGAGTCATGCTTTCAGTGATGAGTGCTGGAATGAAAAGCCA
CGAGGAGGTCTGACACGTGGAGTGCATGCCTGCAGCAACAGGGGGTGTGGGGTGGTGGAA
CTTAGGATGGCTAAGCTATAGCTGTGCTTATGCCGCTTCTTATGAAGACACTAAAGGCGT
TTGCAAGAAAGCAATCAAAATCCAAGGAAAAAAAGATAAAAAAGTGGTTTTAAAACATTC
TTATGACAGAAAACATGCACATTTTAGAGGAAAAAATAAGTGAAAAACGTGAAAGTTTGT
TTTATTTAAGCTGATTGAAACCACTAGAATACAACTTTCTATGA
>AU180976 ID   AU180976   standard; mRNA; EST; 568 BP.
GAGGCTCCGCAGCCCGTCGACCCGGATCCGCCGCTTCGCACCAGAGGGAGCGACGCGCGG
ATGGCTTCCCGCGAGGCACGGGTTTTGAGCACAGCGAGCAGGCGACGCCCTTCTCTCGGA
CCCCGTCCGAACAGCCCGGGCACATCCAGAGGCAACATGGTTTCTCGACGAGTCCTGCAA
AACAGGCGCACGTGGAACAGATGAACCCGCGGAGGGACGGGCAGCTGCTGAAGTGAGGCT
CCGTCAGGTACCAGTGTGGGTCATTCACGAAACAGGTCTCGCACACCCTGGCTTCGCAAG
GACATCGGAGCTTGACGCCGGCTCTGCTCCTTTGCTTGCTGCCTTTGACCAAGGTCACCA
GACACGACAGGCACTTTGCGCACCCCGACCGCTTGTCGACCCTCGCTCTGCCGACCTTGG
ACGCTCCGCCGACGTAGCTGATCGTGGAAACTCTCCTGTATAGATTCGTAGACTTGAGAG
CGGCCTCCACTGAGGCCTTCTGACGCTTTCTTTTACACTCCATCAACAGTTCGACGGGTA
CCCTCCCTGCAAAGGCGTCGTGAGGGCC
>AU180977 ID   AU180977   standard; mRNA; EST; 448 BP.
ATAGTAACATTTCGGAGGCACCGCTGGGCATGGGCAGCGCGAGGCCCCGACTGTGTGTGG
AGCTCTTTTGCTAATCATCCCAAAAAACTACCCAGTTGAAGGTTGAAAGGAGGTCAGACG
GCAACCACTTGTAGCAGCATATGCCACTTAACTCCTTTACTGCAAAAAGATCAGAAATGA
GATGGAATCTGAACTGGAAAAACTGCATTTGGAAATCATAGGGGCACTATACCACTTGAG
TGTGGAGCAGTTGATCAAAGTGTGTGAAGAACTTCAGATTTCTGGGCCTACAAAGGAACA
TGTTGCCGACCGAACTCGCACTCAACTAATCTCCCATGTTAGAAAGCACCTTGATTTTAT
TGAGTTGTCAGATCTGGAAGATGAGGGCATGTCAGATTTACTCCATGTATAAGACGTCAT
AAAAATAGTACAAATGGGTCAAGAAACC



>AU180980 ID   AU180980   standard; mRNA; EST; 595 BP.
GTGTCCATTGCATCATAAAGCCTCTACGGGGCTTACATGGCTTGTTTTTGCATGAACTAT
TCAACAGGTTTTGAATTTCAATTATGGACAACACACTAAAAAATGGAACAACTCGTATAA
AGAGATGACAGGAATTACTAGGTGTTATTCCAAGGCCAGGGATGAACACTTCATAAGTAA
AACATGCCAGGCATTGTCAGGAAAGTAGCATAGGAAGATTCCCCATTTAACAGGAAGTGA
CGAATAAGAAGAGATGTTCTTTGCTGATATGGTTAAGCTAGTTTTTGTTTCCTCATCTGT
TACCATTGACAACATTTCACTGAACCTTGACTTGAACCTATAAGTCAACATAATTTCTTC
TTCTCGTCCTTCATTTGTCAAGTTCTCATGACTGCTTGAAAAATGGAAACCAAAATGCTG
AAGACATGAGATGAAAAATCTTGTGTCTTGGTTCATGTTGAGCCTTGCTATGGGGGTTTG
GTTAGATACTAACAAATACGAGCAGCTCTCACAGCAGGAGCTGCTCCGAGGCTGGTTGTG
ATCTAGCCGGGCGCAGCAGACATTCTTTGACCCGACGAGGCGAATCAACATAACA
>AU180981 ID   AU180981   standard; mRNA; EST; 624 BP.
CGTAGAACTGAAAGCCTCTGGAGGTAATGGTATTGTAGCAGCTGGCGAATATTCGTCCCG
GTGTGTACGGGCCTTTAGGCCGCATTTACACTGCATGGTTCAAGAGACCCAAATCCGATT
TTTTCCTCTCATTTGGCACAGATCGGATATTACCGGTGAACGTGTAAGCAGGACAAAAGC
GCATGGATTCCGTTTTTCTCAGATCGGATACAGGCCTCTCTCATATGTGGAAATAAATCG
GAAACAAATCGGATACGTGCATTTGCGTGTACCATGCAAGCAGATAAATCGGATATTCCC
CAGTAAATGCGAGTCGTACCTCAGTGACGTCAATTCAGGACACCAACAACTGAGATCACG
TGACTTATTAAGGTGCTTTTTGTGCGCTGATTTTGCTGTCAGCGTGTTACCTTTCAGCCT
CAGGCTTCAGACCGTAGTTGGAAACCGCTGTTATGTCCAGTCCGGACACAAACGGTAACT
AATGAAGCGGGACACCGTTGCTATGGAACAGGCTAGAAGCCGTTTATTTCTTTGGGGGGC
GTGTATGATGGGGACCGTGTGTGTGTGTGAGCGCGCGCGCACGTGCTTGCGTGTGTGTAA
GGAGAGGAGAGCGGATGTGAGCGC
>AU180985 ID   AU180985   standard; mRNA; EST; 234 BP.
ATAGATGAAACATGTTCAGGAGCATCTATTTCTGTAGCTGCACTCTGTTGATGACTAATC
TTTTTCGATCAATTTGTCCTCGTGATTGAAGGCAGACAAAGGTTGTGCTTCTCCATCATC
TCAGTGAAGGAACACCAGCGTCACGATCACATCGTCCAACCACCACATGGGTCAGAATCC
CGGTGAACGGAAAGGAACGCAGCTCCAATTTTTAAATCCAACCAATTCCATTAC
>AU180989 ID   AU180989   standard; mRNA; EST; 398 BP.
GCAGCACGAGTACATCCAATTCTTCGTCAGTCACGCTCCACAAAATCCAGTCGTGTTGGG
TTACTCATGGCTTAAGACCCACAATACTCAGTTTGACTGGGTCCACCAACGTGTTATTTC
CTGGAGTGCATTCTGCCTTGCTAACTGCCTCCAGTCAGCTATACCAGCGATGTTCCCCAC
TGACACCGTTATTTATGAACATATTGACCTCTCGTCTGTACCCTGTTGTTATCATGACTT
CAGAGCAGTCTCCAGCAAATCTAAGGCTAATTCCCTGCCGCCTCACCGACCTTACGACTG
CACCATAGAACTCCTCCAGGGGGCTTCCTTGCCTAAAGGTCGCCTGTTTAACTTCTCTGG
CCCTGAGAAAGCAGCCATGGAGTCTTACATCCATGAGG
>AU180991 ID   AU180991   standard; mRNA; EST; 461 BP.
CCCGCTGAGNACATGAAGGGGGGGGGGCTGGTCTCCCTCCCAGCAGCTCAGAGCTTTTAC
TCGTACATCTTCATAGCATCTAAAAATCGCTCGTTTGTTTGTTCTCACAGCTGGTTTATT
GTTTGTTGATCAAAGTGCAGAAAAGTAAGAAGTCTGGATCCAAATGTGTTTATGAAATAA
TGAATGGATCTTAAATGAATAGCTTTGACGCTTCACTGATACCATGAAGGCCTGTGATGT
AGAAATGAAAGCTCGTCTCATCTAACCTAAAGAAATTCTCTGGAATATGTTCAAGAGAAA
CCTCCACATCTTTTGTGATCTTGTATAGAGTTAGATCCTATAGATCTCTAACTTATAAAA
CTCTTAAGCAACATATTACGGTAGGTTATACAAATAAAAGAAATATTGTTGTCTGTGTGA
ATTTACGTCCAAATCGTGTTTAAAAGCTTTTTTTTTTTCAG
>AU240369 ID   AU240369   standard; mRNA; EST; 484 BP.
AATGAAAAGCCCGGCAGGCGAGGTTTAGACCACGCAGACATGTGGAAGCACTTGACTGCT
CGTGTGGTCATGTGCTGCTGCCCTGGTGACCGGCACTCGGGAGGTCCCGCCGCGCCTGTG
GGGCGGTCTGCAGCCGCTCCTCACATCCAGATTTCTCGACTCCTCTCTGGCAGGTCCTGC
TCAGCGGCACTATGGTGGACTGGGACTACGACTACCTGATCAAGCTGCTGGCGCTGGGAG
ACTCCGGCGCGGGGAAGACCACCTTCCTGCACAGGTACACCGACAACAAGTTCCACCGCA
GGTTCACCACCACCGTGGGCATCGACTTCAGGGAGAAGAGGGTGGTGTACGTTGGGACGG
GGGCCGATGGGGCGAGTGAGAGGAGCTTCAGGGTCCACCTCCAGCTGTGGGACACGGCGG
GACAGGAGAGGTTCCGCAGCCTCACAACGGCGTTCTTCAGGGACGCCATGGGCTTCCTGT
TGAT
>AU240375 ID   AU240375   standard; mRNA; EST; 415 BP.
AGCTTTCAATGGAGCCAACAGGCTAGATTCACATTTGATTATTTTTTATTGAACACAGGA
AGAGTTTGAAAACCCATTTTGTACTTTGAAACGGTAACAGAAAGAGGCCCCCAAAGGATG
CNTGTAAGTGATGAAAATCTTCTATGAAATTTAACTGTAATTTTTAAAAGTCACAAATTG
GTCTGCGGTTATATTTTCTGTTTTTTTGACTCCTTATTCACATTGATACTAATGTTTTTT
TTTCTTTTACACTTTGCTGTCTTTTGGTTGAATGCTGTTAGTGTACGAGCAAAAGGAGGG
ATTTCTGTAAATTTCATGAAGCTGTCGAGCTGTTTGTTCATTTTGTGATCCTTCTTTTTG
GTTTGTGCCTTGGGTTATTTTTTTTCTCCTTCATGTCCATAAATCCAGTCTGTTG
>AU240377 ID   AU240377   standard; mRNA; EST; 349 BP.



CTCCACCATTCTTATTTATTTCCAATAATCATTTTCAGTAACACATTTGAAGCTTCATAG
GGGTGGAGATGTCATCTTCCGGTGATTTAGAAAAAGGTTGCAGCAGTTTAGTCTGTTGCA
ACTCATGGATAGACCCGTTTGGGGAATGGTTCATTTCAAGGACTTGTATGGCCTTAAATG
TGTTAAAAGTTTTTTTTAAGCTGTAAGTTTAAAATTGAAGTGACTGGATAATTACATTTT
TGTCTAAAACGGGGCCCTAGTGGTGAACCAGTGAATTGATCCAGCTTCAGTAGGGTTTCA
CTTAAAAGAGAACTCATAAGGTGATAGATCGCCCACCTTTAACAGCTTG
>AU240378 ID   AU240378   standard; mRNA; EST; 331 BP.
ATGGGCGCCATGTCCCGGCTGCAGCACGACACTGAGGAGCTCGCCTCCAAGCGCATTGAC
ATCCAGAACAAGCGCTTCTACCTTGACGTGAAGCAGAACGTGAAAGGCCGCTTCCTAAAG
ATAGCCGAGGTCGGCGCTGGGGGAAACAAGAGCCGCCTCACTCTCTCCATGTCTGTGGCC
GTGGAGTTCCGCGATTATCTCGGGGACTTTATCGAACATTACGCCCAGCTGGGCCCGACC
AACCCGGACATGGTGCAGGACGAGCCCAGGCGGGCGCTGAAGAGCGAATTCCTGGTCCGG
GAGAATCGGAAATATTACATGGATCTGAAAG
>AU240382 ID   AU240382   standard; mRNA; EST; 501 BP.
CTCATTTTTAAGTAAATGACTCCTACAGTCGAACCAACTTTAAAACAAAAAGACCTTTTC
TTCCTGATGTGAACATGTTCTTTTGATGTTTGCAGTGATAAACAAGAATTTCACTGAAAT
CTGAAACTATTGTTGAGCTGTGCACCTGGTTTTCACAGAACAAATGGTTTTGAGTAGCTG
CTCCTGTTCCCTAATCAAGGCTTTTTATTTGAACATTTTACCAAGTAAAAATCAAAATAG
AACAATTTCTTATAATAAGGCGCTTTTTAACTAGATTGAACCACAAGTATTGGATGGATG
ACAAAACAAACATTTTGCAACAATCCACAGAAGAAGAACTTGCTTCATGAACTCTCAGAA
TAAATGAATGTGTGTGTGCCAGGATTGACTGTGCCGGCATTCTCAAACTGAGAAACTCAG
ACATTGAGCTGAGGAAAGGAGAGACGGACGTCGGCAGGAAAAACACTCGTGTCCGTCTGG
TCTTTCGTACCCATTTTCCTG
>AU240408 ID   AU240408   standard; mRNA; EST; 505 BP.
GGCATTGTACATATCAAACAAAAGGTCCCAGTTAAACCTTTTTTTGATCTAAAAATTAAC
AAAACATCATGTCTAATGATTAAAATGTATACCTAATAATGTAGTCTTATGCCTTTAAAT
TTGCCTACAGTGGTGAAAATGTATATGACATCAACTTGTAAGTAAATTTAGTTCTGTTTG
GGACTGACTTGCCTAAGGAATGGGGCACCTAGTGGTTAGCTGCTTAACTGATCTTACTCT
TGTGTTCAGGTGGCTTGAAAGCAGAAATCAGGTGTTGCCCCTAAGTGATGAAGCATTTAC
ATGATAACTTATTTCACAACTCTGACTAATGTGTTGGTGGAGTGATATTTTCAGCCGAGA
GGAAGGTGTGGTCGTATACCTGTCAGCACGCTTGAACCCATCACACTTTACACTTAGGAC
GTTCCCTTCCAGGAATGGTATTTTTAAACAGCTATTACATATCTAAGCAACAAAACTAAA
CAATAACCAACAGGTTACAGCCTTA
>AU240413 ID   AU240413   standard; mRNA; EST; 474 BP.
ATGGGGCCTTGGTCTGCCTGCTCACAAACTTGCGGCCGAGGCGAGCGTCGGCGCAGCGTC
CTGTGCATAGACTACACCGGAAAAACTGTTGACCCAGAGCTATGTGACCCAAACAAAATC
CCAGAGCCCATCTCGGGAGAATGTAGTACCCATGAGTGCTTTTGAAGAAGGTTAAACAAG
TCTTTTGTCTCAGTGCACGTCAGCCATGGACAGATTATTGAGTTGGCAATCCAGGAACAG
GTGGGGGAGCACACATACGTCCGCACTAGCTTGATGCATTTCAGAACAGATCTACATCCA
CACTACATCACTTGCAGCACCTACCGCGACTGGGCCAACAATGGCTTCTTTTATAAACGG
AAAGAGACCCAGGTGCGCCTTCAGGTGTTTCTTGATGCAAGGTATCCTGGTTTTGCTGTT
TAAAGGTCAAAGTTACTGGACAAAATACTCTTCCCTTTAACCGCTCGAGTTCCA
>AU240418 ID   AU240418   standard; mRNA; EST; 389 BP.
TGTGCTAAACTTGCCAAAAGTGTTACCATTCCGCGCGTATAAAGAAAAGAAACTGTAGAA
ATTTGGACACGACGGGATTTTCAAAATGTCTGAACCGATCATCAAGTCAAAGAAGACGCA
GAAAGAAATCAATGGGATTCCAACTGAAGTTGTCTGCACAGAGTTCAGCAATTACATATT
TGTAGTTCTAACTCAGTTTGGCAAAATTGGCACGTTGGTTTCCGTCACACCTGACTCCAG
ATCCAATGACATCAGCACCCCGCCGTTCTCCACTAAAGTACTGCTGGGCAAAGACGAGGT
ACGCTCACATGAATATTGCATCAGTGCGATTACAGACGTGTTCACATAATGTCAGATGGC
CTTTTTGTCACATGGGGTAACTCATTTCA
>AU240423 ID   AU240423   standard; mRNA; EST; 469 BP.
GGAGCTCACCGCCAGTCTCTTCCAGGAAGCCCATAAGATGGTGAGAGAAGCAAACGTCAA
GCAGGCAACCGCGGAGAAGCAGCTGAAGGAAGCGTCTGGGAAAGATCAGACGTGCGTGCA
GGCGGAGGTCCANGCGCNTGAAGACGCTGGTTCTCTCCTCCCCCAGCTCCCCAGTCGGTG
AGCTCCCCTCAGCAGGAAGTGGAGGAGTAAAGACTCCTTTCAGGAAGGGCCACAGCAGAA
ACAAGAGCACCTCCTCTGCCATCCTGGGGACGCAGCCCGACCCGTCGGCCACTGAGCCCA
TCGTACGGGAGTGCAGGGAGGTGGACAGTCAGCTGTTCAGCGAGTTCAAGGCGTGGAAGG
AGGAGCCGACCCTGAGCCGGAGCTGCTGCTTCCTGGAGCGGGTTTACAGGGAGGACATCT
ACCCTTGCCTCACCTTCAGCAAGAGCGAGCTGGGTTCGGCCATCTTGGA
>AU240425 ID   AU240425   standard; mRNA; EST; 456 BP.
ATGTCTGAACTTCTGGACTTTTTAATGTGACATTTGCTACTTTTCGAAAGCAGGAAGTGA
TTGTTGAGCCCACTTTAGCCTGTTGTTTTGGCTAACTCACCGATAAAAACCGTCTTGTTT
CTCGCCTGCTTCACGCATCCGAGCTCTGAAATGACTCTACCTACTGAATGGGAGGACGAC
GAGCGCATGAATTTTATGTTTTCCGAATTCAAGGAGAACCGAGAAGTGAACGTTACGGAC



TGGGACAGCAAGATGGACTTCTGGTCGGCTCTGATCATGAGGAGCTGCAGGCAGCGGGGC
TCGGTGTGCATCAACCTGAAGGACCTGAACGAGACCTTCAGGAGGAAAGACAGATCCCCG
CTGGGGCTGCCGACCGTCATCCAGTCCATGGCCAGAGGTGGAAAGATCCAGAGGGAGTCG
GAGTTCGCCGCCAGCCTGGACTGTGGCTGGGTGTCG
>AU240428 ID   AU240428   standard; mRNA; EST; 384 BP.
GCGTTTTTCCCGAACTGCTGCTTGGATCAACAGTGGCCCGGTTTAAAACCGGCTCGGATT
GGCTTAAATACATCTGCGGGGTGGCCAAAAAAGAAGAAGACGCGCGTTTATTGCCGCGCC
GCAACCAAAAGATGCGGTGACGGAGGTGTCATCTGCGAGAGAGTGAAGCCGGATCTGGAC
ACATATATTTTTCCTGTTTTAATTCGCTGCTGGGGGTCCGCTGAGCCGGTCGCTGTAGGG
CTGGCAGGCCTGGGGTGGGACAGGGAACATGGCTGAATCGCGGCGGGAAAGCACAAGCAG
CCTACAGAGGAAGAAACCTCCCTGGCTCAGACTGGACATTCCCACAGCTCANATGTCACT
CGATGAGCCTCCTACTTTTGTCCA
>AU240445 ID   AU240445   standard; mRNA; EST; 374 BP.
GTGACGGACGCTGCCTGGATCAAACCAACGGAAGGACCGAAAGGGGGGTCCCCGAACCCG
TCAGACAACGCAGGAGACCCCCGAGGGGCGGAGCCTAGCGCCTTTTCCATTGAGCTCCCT
CACATTCACAAACAAAATCCGTGCTTCAGGCCTGAAACGGTCAAAGAACAGAGCTTCTGG
TGGAGATTTACACACATCCTGGTTGGAGCTGAACACCAACCAGTTCCTCTGAAGCAGCTC
GGGTCGGATTCACTCAGATTTTATCAGCAAAAACTCGAGCCGTTTCATCGCGTTCTTCAG
CTCCTGCAGAGTTTCTGCCCAGCGTCTCGTTTTTGTTTCCACTTAGAATGAATTCCTCCC
GGTGAGTCGGTGTT
>AU240450 ID   AU240450   standard; mRNA; EST; 383 BP.
GCGTGGGTCTGGTGTGTCTTGACATCATCAACGTGGTGGACAAATACCCTGAGGAAGACT
CTGACAGCAGGTGTTTGTCGCAGCGATGGCAGCGAGGCGGGAACGCGTCCAACTCCTGCA
CAGTGCTGTCGCTGCTTGGAGCTCCGTGCGCCTTCATGGGCTCTCTGGCTGCTGGTCTGA
CCGCGGATTTTATTTTGGAGGACTTCCAGGTGTTCTGGATTGATGTCAGTCTGGTGTCCA
AGCACGCTGAGTGCGTCCCCCCAGCTTCTGTGGTCATCAGCAACATCAGTACAGGAAGTC
GCACCATCCTGCACATGAACAGGAACCTTCCTGACGTCACACTGGAGGATTTCTCTAAAG
TCAATTTGCGTCAGTTCAAGTGG
>AU240451 ID   AU240451   standard; mRNA; EST; 452 BP.
TACGGTATCCCGGAGCCATCCCACTCCCTTGTTAACGCCTATGCCCAGCCCCAAACCTCT
CCCCCCATGCCCCCCGGCACACCCGGAGCAGTCATTGCCCCGTTGCCCTCCGTGCAGAAT
GGTCCTGTGTTGGCAAAGGCCATTCAGAAGCGTGTGCCCTGTGCCTACGACAAAACTGCC
CTTGCTCTAGAGGTTGGCGACATGGTCAAAGTTCTACGGATGAACATCAGCGGTCAGTGG
GAGGGCGAGGTGAACGGACGCAGGGGGCACTTTCCCTTCACTCATGTCAAAATTGTAGAC
CCGCTGAACCCGGACGAGGGGGACTGACGCGACCCTGGATGCCCCACCTGTCCCGCCAGC
GTCACAGTAACGAGCTTGTCTGCTTGATGTGGGGCGGGGGGTTAGCCAGCTGTTACCGGG
CTTTTAAAGAGTTTACAGCTGTGGTCTCAAAT
>AU240455 ID   AU240455   standard; mRNA; EST; 463 BP.
AAGCTCCGAGTCGACTAACTTCAGACACACCAGAGAAAACTTCAGAGAAAAGTCATATTT
TATCTAAAAGGACAACACAATGGTGAGCAGCACCTTTCATCTGTAATAACCTTTTAACAC
AATTTTCATTTTCAATGTTCCACATATTTATCACCTTTCCTCTATTCGTCTTTGGCTTTA
GGCGGATGAAGAGGAAGGAAAAAAGCGAGTTGATAGATTTCCTGACCTATTCTTCCATAA
TATGCTGTAGAACGTCGTGGTTAGACCAGATTCCTGAAATGTTTTCATTGCAGGATTGAA
TATCTGTCAGACGAAGAGGTTTTCAGGAGGAATGCCTTCATCCTCATAAAGAAGATGGTT
GATCTGAATAACCAGACTCTGCAGGACACATCCATGTTGGTGGATGAGATTCTTCACTGT
CTGTTTTTTCTGGGACGGATCAACTCTCCACCATTTTCACCAC
>AU240458 ID   AU240458   standard; mRNA; EST; 397 BP.
TCTCTGACTTCAGGACTCCAGAAAGCATCAGGACGACAGCTGTGACGGCCTGGATGCTGC
ATGAAAGTAGCTTCAGTCGGTTCATAATAAAGCTGAACACACAAACACACACACGTCTAC
ATTGAAGCATGCAGGTTCTGACACGCATGTTCTGGGAGAGCCTTGAAGATTCTTCCGTTT
GCTCCAAAACACAAACACGGCTGTAGTTCACGTCGTCATGGTTAGAACTCTGGGTTTGAA
TCCTGACGGACGGGGTTCAGTGTGTTTGCATGTTCCCCTGCTTCCTCCCACGGTCCACAG
GCATCGATCTATTCACCAGCAGTGGCCTCTCTGTCCTGTGGGGGGGTTGCTGAAGCCCAT
CCCANGACCCAAAAACATGGCTTTAAACTGCTCCTTA
>AU240464 ID   AU240464   standard; mRNA; EST; 301 BP.
GCAAGCCACCCATGTTGTAGTTGGTCTGTCGTGTTAGCTGTTCTTTGCGGGAACTTCATC
TTCGCTGATGAATTACGTCGCTCATCATCATGTCTGCTGGATCCTTTTGCTAGCTTGACA
TGCTTCAAGTCCGAACACTGTTCAGTGCCTTAGTTGACTGTAGACGGAACGGTGCTCTTT
TTAAGTTTCTGTGCACAATGACGAGTGAAGCTCCCACTGATCANCANACAGCTAAGCTGC
TGAAAAGGACCAATGAGCANAGTGGAGATTCTGCTGAAGTANACAACAAAAGAACTAAAG
T
>AU240466 ID   AU240466   standard; mRNA; EST; 506 BP.
CAGGAGGAGGTGCAGCACCTACGACAGGACAACATGCGGCTGCAGGAGGAGAGCCAGACG
GCGGCGGCTCAGCTCAGGAAGTTCACAGAGTGGTTCTTTCACACCATCGACAAGAAACCC



TGAGGCACAGACTCGGACGCTTGGAGGGGAGACGCCCCCTTATCAAAACCTTTTAAAGAA
ACGGACGAACGGCTGAGGAAAAAATGACCATCATCTCCATCCCTTTTGCTTTTGAGACTG
CTGCAAAGGGTCCGGCGTCCGGACCCGGAGACGTGTTTTTGGGATCCTCCTCCACACACT
CTTCATCCTGGTGAAAAAGGCAGCTCGGGAAACCTCACCACCTTCAATGCGAGAGGCAAT
TATGAAAGGAGTCCCTCAGGGGCCCCCGCTGAGTCCCTGGAATCTTTTTACAGGAGTGGA
ATGTAAAGCTCATTTACTGTAGTCGACATTTAATCTACCTACGTCAGTCTACTGTACTGT
ATTCTTAGCTGTACTGTCTAATACTG
>AU240474 ID   AU240474   standard; mRNA; EST; 464 BP.
TCTCGCAGTTTTATCTGGTAAAGCGAATGATTAGAGGCCTTGGGGCCGAAACGATCTCAA
CCTATTCTCAAACTTTAAATGGGTAAGAAGCCCGGCTCGCTGGCTTGGAGCCGGGCAGTG
GAATGCTGAGCCGCCTAGTGGGCCACTTTTGGTAAGCAGAACTGGCGCTGCGGGATGAAC
CGAAAGCCGGGTTAAGGCGCCCGATGCCGACGCTCATCAGACCCCAGAAAAGGTGTTGGT
TGATATAGACAGCAGGACGGTGGCCATGGAAGTCGGAACCCGCTAAGGAGTGTGTAACAA
CTCACCTGCCGAATCAACTAGCCCTGAAAATGGATGGCCTCCATGTTATTATTGGCTCCA
CATTCCTGGCAGTCTGTCTTCTACGCCAGCTTCAATTCCACTTCACATCANAACATCATT
TCGGGTTTGAAGCTGCAGCATGATACTGACACTTCGTTGACGTA
>AU240475 ID   AU240475   standard; mRNA; EST; 508 BP.
GAGTAACATGACCTTACATCTTCAAGATTTTATACTTTCAGCAAGAGAACAAGAAGATTT
TTGGATGCTTGGTGGATGTTTTCCTCTTTCACATCAGTAAGACTTCATTTTCTTCCATAT
CTACCCTTTTGTTGCTCTAATTTCCACTGTTTTTCTTCCCTTCCAAGCTGAAGAAACTAG
ATCAGGCCATTGAAGACTGCACAAAGGCCATCAAACTGGATGAGACCTACATCAAGGCCT
ATTTAAGGAGAGCACAGTGTAAAAGGCTATGAACAAAATGTGTTGCAGCTACATGGACAC
AGAGCTGTATGAAGAGGCAGTGAGAGACTACGAGAAGGTTTACCAGACAGAAAAGACAAA
AGAACACAAGCATCTTCTGAAAACTGCTCAGCTGGAGTTGAAGAAGAGCAAGCGGAAAGA
TTACTACAAAATACTCGGCGTGGAAAAGAACGCCACAGAGGATGAGATCAAAAAAGCGTA
CCGCAAACGGGCGCTGTTACACCACCCA
>AU240484 ID   AU240484   standard; mRNA; EST; 500 BP.
CCACCAAACAGCATAATTGCCAGTTCTTATGTATTAACACCATCGGTGGCTTCACCTGCA
AATGTCCTCCTGGCTTCACCCAACATCATAGTGCCTGCATTGACAACAACGAATGCTCAT
CAGACCCCAATCTGTGCNGGCTCCAACGGCGTTTGCCAGAACACCCCAGGGAGCTTCAAC
TGCGAGTGCCAGCGGGGATTTTCGTTGGACTCAAATAGACAAACATGTGAAGACATGGAT
GAGTGTGATGGAAACCACAGGTGTCAGCATGGCTGTCAAAACTTAGTGGGAGGATACAGG
TGCAGCTGTCACCAAGGTTACCTACAACACTACCAGTGGAACCAGTGTGTTGATGAGAAT
GAGTGTCTGAACACCCAGATCTGTGGAGGAGCATCGTGCCACAACACCCTGGGAAGTTTC
CGCTGCCTCTGCCCCTCAGGCTTCGACTACNAGCAGACGAGTGGAGGCTGCGCANACATC
AATGAGTGCTCCACCACGCA
>AU240498 ID   AU240498   standard; mRNA; EST; 573 BP.
TGCCCAGTATCAGCGCCCATCCTGAACCGCGACACGACGCCTTGATTCCCATGGAAGGCT
ACCAGCACTGGGCTCTATCAAATGGATGGGACGGACAGGTGTACTGCTCAAAAGAGCAAA
CACAATCAACTCATCTCTGGAAATCACCTTTTCCAGATGTCGTCCCACTGCAGCCTGAAG
TCAGCAGTTACCGTCGCGGGCGCAAAAAACGCGTCCCTTACACCAAGATTCAGCTCAAGG
AGCTGGAGAAAGAGTACGCAGCCAGCAAGTTCATCACCAAAGACAAGCGGAGGCGCATCT
CGGCAGCCACCAATCTTTCTGAGCGTCAAGTTACCATCTGGTTCCAAAACCGGCGGGTCA
AGGAGAAGAAATTCGTCAGTAAATCCAAGAACACTCATATGCACGCTACTTGATGGGATG
AGCTCACTATCACACACACACACACACACCAACGTACCTTCCAAAACAAAATGCCATACC
AATACCTCTGCATTGAAAATTGCGGTTTATTGACATGCTGGCCGAGTGCTTTCTTACTTT
TTCGAATCATTGAAGCTCCATCAAGTTTCTCGA
>AU240509 ID   AU240509   standard; mRNA; EST; 406 BP.
CAACAGGACTAACACCGACCAGCGGCACGGGCAACAGCGCCTTCTGCTTAGCCTCCACTT
CCCCGACCTCCTCTGCGTTTTCCACAGAATACAGCGGTCTGTTTTCCAACTCCGCGAGCG
TCACGACGCAGGAATCCGGCCAGTCAGCGTTCATCTCCAAAGTTCACACATCAGCAGAGA
CTCTGTACCCGCGGGTGGGGATGGCGCATCCCTATGAGTCGTGGTACAAGTCCGGTTTCC
ACTCAACCATCTCCGGTGAAGTGGCAAACGGCGCGTCATCGTGGTGGGATGTCCACACGA
ATCCCGGCTCGTGGCTGGATGTGCAGAATCCCGCCGGCACCCTCCAGACCTCCCTGCACT
CCGGGACGCCCCAGGCCATNCACTCCCAGCTGAGCGGCTACAACCC
>AU240515 ID   AU240515   standard; mRNA; EST; 547 BP.
GCTCTGCTCGGCCAACCAGACAACGGTGCTCAGCCTTCGCCGTGTTTCACAGTGTCGAGG
AGCCATTGTGGAAACTCCGGCCGGATTGACCGGCGGCTCCTTTAAGCTGTACAAAGACTA
GTTATGGATAGTAATAATAATCAATAATATATCATCGTTTCTGGGCTGGATGGTGAATAA
TAATAATGAAACAGTAATAATAAACGGGAGGATATGTATTTAGCAGTTTAAAAAAAAGTT
TATATGTAAATATCAGCGTATTCTTTCCGGCATCACTAACCTGCATGACCATAAAGAGTT
TTTATCCGTCACCCCACAGGTCAAAGGTGAGAGGAAAGGTCGTTTTTGTGCCTTCCGTAC
CTCTGGTGCTCAAAAAGACACATACACGCAGCCACATAAACACGAGCTCGCACGCGCACA
CTGGTATCTGCACCTCATCTGAACCTACCACCTGTTTGTGTGTCTGTGTGTGCGCGCGCT



ACCTTGGAATTTCACAGCAGACTCTTGTGTACACTTCACTAGTCTGTCCAAGTGTGTGTG
CACATTT
>AU240516 ID   AU240516   standard; mRNA; EST; 557 BP.
ACAAACACTGACAGAGAAATCATGTTGCTGCAACCGATCTGGGATTTGATGCTGAGCCAA
AGCAGCGTGATGCACTCGCCCTTCTTCCCCCTCATCTTCTCCCTGCTGGTCTACCTGACC
TTCTGCCTGCCCTTCCTGCTGCTGGACCTGCTGGCCTCCAGGTGCGCCTTGGTGCGGAGC
TTCAAGCTGCAGCCGCAGAGCTCCGTCAGCTGGACCGCTGTGCGGAGCTGCCTCGCTCTG
ACGCTCTACAACCACCTGGTCTTCATCTTCCCGCTCACCGTGCTGCACTGGTACCTGAGG
CCGGAGCACCTGCCGGAGGAGGCCCCCCCCCTGCCCCGCCTACTGGCTCAGGTGCTGGTC
TGCCTGCTCCTCTTTGACTTCCAGAGCTTCGTGTGGCATCTGCTGCACCACAAGGTGCCC
TGGCTGTACCGCAACTTCCACAAGGTGCATCACACCTACACATCCACCTCCGCCCTCACT
GCCGAGTACTCCAGTGCCTGGGAGACCCTCAGCCTCGGCCTCTTCGCCGCCGTCAGCCCG
GAGCTCCTGGGCTGCCA
>AU240524 ID   AU240524   standard; mRNA; EST; 441 BP.
CGGTGAAGAAGGCCGCCAGGGTCATCATCGAGAAATACTACACCCGGCTGGGAAATGACT
TCCACACCAACAAGAGGGTGTGTGAGGAGATCGCCATCATCCCTGAGCAAGAAGCTTTCG
CAACAAGATTGCTGGGTATGTGACACATTTGATGAAGAGAATCCAGAGGGGTCCAGTCAG
AGGAATCTCCTTCACACCGTCGACTTACCCCAAACCTTCCCCGCCTCCCCGTCTGTCCCC
GTTTGTCTGTTTGTGAACACTGTGCAGAGCCTCCGTCCTTGTAAACTTCCACCTAGTTCC
ACCTCTTGCCTCCCTCTATTCCACCACCCCTCTTACCCCAACCATCTCCCTTCCTCCCCC
TCGCTAAAGAAAAAGAAAACAAACCTTTCCGTGTCCTTGGAAAAAGAGATTTCTCTCCAG
TTTCATTATTTAAATCTGTGG
>AU240533 ID   AU240533   standard; mRNA; EST; 601 BP.
CGGGACTTCTGCTCGGAGATGTAATCCCGGATTTCGAGGCTGCCAGCACCCACGGGAAAA
TCAAACTGCACCAGTTTCTCGGGAATTCATGGGGAATTCTGTTCTCTCACCCCAGAGACT
ACACCCCGGTGTGCACCACGGAGCTGGGCCGCGCCGTCAGGCTGTGCGCTGACTTCCGCA
GACGGGGCGTAAAGATGGTGGCGCTGTCCATTGACACTCTGGAGGATCATCGCGGATGGA
GCAAGGATATCCTGGCTTACAACAATGAAGAGTCGGCGAACGGCTTGCTGCCCTTTCCCA
TCATAGCAGACAGCAAACGGGAGCTGGCAGTAGCCCTGGGCATGCTGGACCCAGATGAGA
AGGACAAAGACGGCATGCCTCTGACCGCCCGCTGTGTGTTTGTCATAGGCCCCGACAAGC
GGCTGAAGCTGTCACTGCTCTACCCGGCCAGCACAGGACGCAACTTTGACGAGCTCCTGC
GGGTGCTCGACTCCCTCCAGCTCACAGCGGAGAGGCGGGTGGCCACACCGGCCGACTGGA
AGCCTGGAGATTGCGTGATGGTTCCTCCCGCCATGTCTGAGGAAGAGGCCGCTTCCATGT
T
>AU240541 ID   AU240541   standard; mRNA; EST; 433 BP.
TGCTTTTTAGTTGATGAAATTTTGTTTTAATTTTTAAAATGTAATGTTGTTTTTATTTTA
TTGTTTTGCTTTTCTTCTTTGTGATCTTTAACATAATTTGAGTGATTTGTGATTAGAGGA
GTTTGATGAACGCAAAGGAAAAAATGACTGAGTCACCAGATCTCATTGTGTTTGAATGCT
TGTCAGAAATCTATAGAACATCTAGATATGTATAAATTACATTTTTCCATGACTCTGTTT
ATGACTTTCAGACACCCTTTGTGCACCCAAGCAGAGGAAAAAAACACCTTTCTTTATGAT
CTTTTGAGTCCAGTACACGATTGGAATGAATATATTACTCACACTGAGGAAGAACCAATA
GAACTGGACCTGCCAAGGAATAAAAAAAATGTCATCATGAGTCCAAACATGTGAGAAAAA
CATGAAAACCTTT
>AU240543 ID   AU240543   standard; mRNA; EST; 305 BP.
GAAGGAGATCATCCGCCTGTGCTCCTACAACAGACAGACCATGCTGTTCTCTGCCACCAT
GACAGAAGAGGTGAAAGATCTTGCTGCCGTGTCGCTGAAGCAGCCAGTCAGAATTTTTGT
AAACAGCAACACAGACGTGGCGCCGTTCCTGCGGCAGGAGTTTATCCGGATCCGACCACA
CAGAGAAGGAGACAGAGAGGCCGTCGTGGCCGCTCTCCTGACGCGGACCTTCCAGGACCA
CGTGATGTTGTTCACGCAGACGAGGAAACAGGCACACAGACTGCACATCCCTGTTTGGGC
TTGAT
>AU240556 ID   AU240556   standard; mRNA; EST; 115 BP.
GAGACTAAATGCTTTGAAAAATAAAACTTCCCAATGAGACTTATTGATGCAGTTATTGGT
CTGATTTATTGTACATATCATGGAAATATTTTATTTCATGTTGTAATATAAAAAA
>AU240557 ID   AU240557   standard; mRNA; EST; 409 BP.
CCCCGGACACTATGACCTCCCTCCGGTCCGCCGCCCGCCCTCCCCCTCCCCCAGGAGGAC
TTTTCAGTGAGGAGCCCGGCTGTTTTAACTCCTCCTCTCTTTGGGGACCATGAAGAGGCA
GAAGAAACCAAGCTGCCCCTCATTTCTGTGCAGCGCTGCCCCCTGTGGGCTTTGAGTGGA
ACTCCTCCTACAATCGGAGGGTGTGAAGCATGAGGAAGACTGCTGCTCTTCATCCCGTGC
AGCTGATTGTGAAGTCAGACGACAAACACGTTTTCAGATGGACTCACTTCACTTGGATTC
ATTCANAAAAATATTTTCTGATTCGTTTTTTCTCTGGAAAATGTTCAGATGGTCAGTTTT
TTCAGCGTTTCCTGCCAGTTTTTCAGCACGCCGCCGCGTGAAGACTTTG
>AU240558 ID   AU240558   standard; mRNA; EST; 33 BP.
GAGTCAAAGCTCATTTCAACAGCTTCAACGNCT
>AU240576 ID   AU240576   standard; mRNA; EST; 196 BP.



CACCGGAGCTAAGATTCCCATTGTGGGTCTGGGAACCTGGAGGGCAGAACCGGGAAAAGT
CTGCGAGTCTGTGAAAGTAGCTATAAGTAACGGCTACAGACACATAGACGGCGCCTTCAT
TTACGAGAATGAAGAAGAGGTCGGGGCAGGAATTCATGCAATGATCGACCAAGGAGTAGT
GAAGAGGGAAGATCTG
>AU240579 ID   AU240579   standard; mRNA; EST; 105 BP.
TGGGTAATCCATGCTTTTATTTTTCATGTATTTTAATTTTAGGCTTTTTTTAAGTATCTT
TTTTGTAATCTGGTCCACCAAATAAATTTTTTTTGGTATAGAAAA
>AU240588 ID   AU240588   standard; mRNA; EST; 344 BP.
GGGAATCATAACATCTAAGCCAAAATTCACATTGCCGTCAAAGTGTTACACTGTATGTGT
AGAAACAACGGTGATTGCGGAGAACGCTTATATTTACATACGGTTTGTTGAATAGGGCTC
AGTTAGCATTTGGCTAACAGGCTAATTGGTCTAGGGGGGCATGCGCTAGCCTAGTAGCGT
CCCACATTGGAGTAGGAGACAGACAGCGCTAAAGTGACAAGAAGGCGAAGCGAATCCGCC
CTTATTCGTTTGGTTTATTGATTTATTTTTCTTTAGAATAATGGCGGCCCCTACTAACGA
GGCCTTGTTTTTGCTAAAGGATGTGAAACCCGGGTCGAAAAATT
>AU240591 ID   AU240591   standard; mRNA; EST; 450 BP.
AGGCTGAGACCCCTCAACGCCTTTGTCCCACCTCCCTCCACCACCGGAACCGGCTTCTGT
CCGCCTTGAACTATTGATGGACGCACTATCTGTCTTTCTCCTCCTTTTGTTTGACCCTTT
GTTTTCCAAGCCAAATGAAAAGGTGCTCTTTTTTAAAAAAAAATCTGCTTGTCCACACGA
GAAAGACGGATGTGAAGTTCAGATGAAAGCTACAACCCATCTTCACTGGCTCACACCCCT
CCAGGAAGAAAAAACGGGCCGCTTTGGTCTCAGCAGCACCGTCAAAAGCCTCCTCCCAGG
ATGCAGCTGAGACTGCCGCCCCTCCATGTCTCTGTGGAAGCCGAAGGTTTGGTTCCTCGG
CTGACGTTTCTTCCTGTTCTCCTCTCACTGTGAGCGATCACCTCATGGAGTCCACGCCGC
TTTACAGGCGGGGCTCGCTGCCTTTCACGT
>AU240593 ID   AU240593   standard; mRNA; EST; 199 BP.
TTTGTGGACTTTGACAACCTTAAATATCTTCGTCTCAGTCGCTGTGGCCTGAAAAGCCGT
GGTGTTCCCCCCCAGGTCTTTAACTCCTCCAGTCTGGTGGAGCTGGACCTCTCTTACAAC
AAACTGACCAGGATACCCAGTGTCCCCAGCACCCTGCAGCACCTCTACCTGGAGGCTAAT
CAAATTCAAGAGTTCAATC
>AU240594 ID   AU240594   standard; mRNA; EST; 399 BP.
AAACGCTCTGCTCTGCTGACTGTGAGCTCTACTTCATGATGGATGTGAACACAAAGAGCA
CCACGGTGGTGGAATCCTGGGAGGGCAGTAAGGAGAAGCAGTTGTTCTCCCACAGCATGA
CCCGTAACGCTTCCGTCACGTACACGTGGGCTTTTCAGAGGACCAACCACGCCCTCGATG
TTCGCCGTTATGTCGGCGACGTGGCCAAAATCTACTCGGTAAGTGTGACCAATGTTGTGG
ACGGGGTGGCGTCAGCCTGTCGGGCCTGCGCTCTGGTGCCTCANAACTCCCAGCGGGCCG
GCTCCTCCTGCGTTCCCTGCCCAGCGGGCTTTTACATAGACAGAAACACCAACAGATGTC
AGGAATGTCCCCCAAACACCCACTTGGCCGGCCGACACA
>AU240606 ID   AU240606   standard; mRNA; EST; 192 BP.
AGCGGCTTTCCCGGAGACCCTGGCCCACCTGGAGAGCCCGGCCCAGCTGGTTTAGATGGT
CCACCTGGTGACAAGGGANATGATGGAGAGTCTGGTCAGCCTGGTTCACCTGGACCCACA
GGAGAGTCTGGTCCTTCTGGACCACCAGGAAAAAGAGGGCCTCCTGGACCTGCAGGACCC
GAGGGAAGACTA
>AU240626 ID   AU240626   standard; mRNA; EST; 509 BP.
CCGAGCAGCCCTAAGACAACACTCAACTTCTCCACCTTAAAACATTTTTGTGTGAACCAA
ACGCAGAGCTGTCTGTCAGTGAGTCAGTCATGGGGAACTTTTGCCTTTTTCTTGGGATGT
TTCTGGTTTCAGTCGTCTCGGGTAATACTGCTGAACAAGTCTCAGGCTTTACAGGAGGTA
GTGTGGTTTTGCCATGCTCCTGTGAGAACAGAGACACCTCAGAAGTTTTTTCCTGGCAGA
AGAAGATCAATACCCAGAAACCTTTGAAGGTCTTCCGTTTAGAAGGCCTCCCCTCATATG
GGAAAGAATTTGAAGAGAGGGTGGAACTTTTTTATTCAGAAAATACCGGTAACTGTTCCA
TTCTCCTTAAAAATATCATCGGGGGGGATCATGGTAGTTACAGGTGTTATTGGAAAATGA
CACCTTTAAAAACCCTCGAATATTGTGATGTAGACCTGAACGTCTCTGATCACATCATGG
CCCCACGAACTGGAAACAAACAGCTCTCA
>AU240646 ID   AU240646   standard; mRNA; EST; 489 BP.
GTTTCTTCAGTCAGCTCAAAAGTCCTTTGCGTTTGTTTGCGCGCGCACGCGCTCGGACTC
TGACTGCGCCGACAGGTTCTGGTTTTACTGGTGATGACATTCCTCCTGGTCACTGGAAAG
GTCCCCATTGAAATGAAAGACCTCCGCTCCTGCCCTTTGACCTCCCTCCTGCACTATCCT
TCCTCCAAAGCCTCCACCGTGCCCTTCTCCCCATCAGCTGGCCCCACCTCTACACCTGGG
GCATCCCTGTCGTCTGCACCGTTCTCCAAACTGCAGCCCATCTCCTTGCAGACAGGTCCA
CATCTCATCGCCACCATGCAGCTGCAGAAGCTCAACTCCCACTACCAGAACCTGCCCGGG
CTTCCTGGAGCTCAGAAGGCCTTTGAGGATCCACATTCTGGCACAGGGAACCAGCTCCTG
GGGCTGTCTGCAGGCATTGGGGGCCAAGACTCTGGAGCGGGAAGCATGATTGACTTTGAC
TTGGTGGAC
>AU240651 ID   AU240651   standard; mRNA; EST; 418 BP.
AGCGTGAAATTCCCGCGTTTGTCCTCATAAGGAGAAGAAGAGGAAAGCCCGCAGTGTCTG
GTAGATGAAACCAGCGCCGCTGAGTATCGCACTGAGTCAGGTCGACGCTGGGAATTTGTG



GAACCGTCGACATCCCACCTTCACCCTTCTGTTGGAAAAAGCCGGCGTTCAACGGCTGCA
TCTCGCATGGAGCCCCCTACGTCACGTTTGGTTTCTTCCGGTATCGACACGGCTATACAT
TGCAAGCCGAGATAAGAGGTGAACACGAGCGGACATGATGGCCATGCTGAGCTTTGGAGG
CAGAGCGGTCCTCATCCTGAGGTCCTCCCTGCTCCAGGCCAGCCGCTTCTGCAGGAGCAG
AGCAGTGCAGAGTCGTGGTGCACTTCCGGTTAAAGGAAGGCANNATTTTAGCTGGCAT
>AU240652 ID   AU240652   standard; mRNA; EST; 260 BP.
AAGAGGAGGAAGAGGAGGAAGAGGAAGACTTTGATGACCTTACACAAGATGAAGATGAGG
AGGAGGTCATGTCCTCAGCTTCAGAGGAGTCTGTGCTGTCGGTTCCAGAGTTGCAGGAAA
CCATGAAGCAGCTGACCTGGCTGGCAGCAGAGCGACGCCTCTGCGGAGATAGAGACTCTG
ATGAAGACCACTCTCCCACTTCCCCCGGCTCTCAGGAGGAAGAGGAGGAAGAGGAGGAGG
GGAACAAGGACCAGGGATCA
>AU240654 ID   AU240654   standard; mRNA; EST; 396 BP.
TGAAGTGAAGTCAGCGTCAGAATGTTATGAGTTTGGAAAGACGGCGGCGTGGAAGGAGAA
AAAAAAAGTGAAAACTGTCCTCTGATAAAAGAGAAATGGAAAGACGAATGAGAATCTAAA
CAAACGCNGTCTGAATACTTTCATTAATTCCAATGTAAAAGAATGACAACAAGATTTGAT
CAAACTTGGATCTCAATGTTTTCTTGAAGGTGGACTTTGAAGATCTTGTCAAAAAAGGGG
GGAGTCAGAAGGTGAGATGTTTGCTAATTTCCATCACTGACGTTTGTGTGGATGTGTTTA
AAAATGTAAACAGGTGTGTTGAATGTGACTCCAGACTGCCCTGTGTCTTCACGAAGTTTG
TAAAAAATAAAATAATCTATGACGTGCCAAACTCTT
>AU240677 ID   AU240677   standard; mRNA; EST; 410 BP.
TCAGGCCAACTTTAAGCGCAGGGTGCTCCGGCTGATGGAGGAGGTGGAGCAGGTGGAGCT
GGACTGGGACATCATATACCTGGGCAGGAAGCAGGTGAACCCTGGAAAGGAGGAGGCGGT
GGAGAATATCCGGAATTTGGTGATGGCTGACTACTCGCACTGGACTTTGTTGTACGCCAT
CTCCCAGCAAGGAGCCCAGAAACTGCTCAACGCAGAGCCGCTCTCCAAGATGCTGCCCGT
AGACGAGTTCCTCCCCATCATGTACGACAAACACCCAAATGAGGAGTACAAGTCCCATTT
CCTCAACAGGAACTTACAAGCCTTTAGTACACGCCCCCTCTTGGTGGAGCCGTGTCATTA
CGCTGGGGATCCACAGTGGGTGAGTGATACAGAGACGTCCACTCTCTGGG
>AU240701 ID   AU240701   standard; mRNA; EST; 167 BP.
GAGTGACAGATCTGCAGACAGCCCCACTGTGGAACAACACCTCGGCTTGGATTTTACCCA
CGATCCCCAGATGCTGACCGGCTCCTGGACGGAGTTCTCCAAGTTCCCGGAGAATTACCT
CAAAGGGTGCAAATGGGCCCCCGACGGCTCCTGCGTCCTGACCAACA
>AU240703 ID   AU240703   standard; mRNA; EST; 310 BP.
GGAGTGAACCATCAAAGAACTGATCATTCACGATCCCCTCTGCCTTACAGGCCCGTCTGC
TGTCGATAAAGTTTGTTTTGAAGCGCAAAGACTGCGGAGGAGATGAGGGGGTGAAGGGGG
GCAGGGTAAACGACAAGGTGGGTGGCGAAGGAGCGAAAAGTGGAAGTAAAACTGAAAGAA
ACACACAGACTTAGTAACAGAGCCGGGGAAGAAGCAAATTACTCTTCCGTCTGCACCTCC
CAGCAATGCCTGTAGGATTACAGCCAGACTGTGTTGAGTCTTAGTCAGCAAGAGTGGAAG
TGGGGCTTTA
>AU240708 ID   AU240708   standard; mRNA; EST; 368 BP.
GAAACACCGCCAGAAGAACAGCGAGAAGAGCGCAGCGCCCCTCCAAGAGGATGCGCCCAA
GAAGCCCCAGAAGAGCACCCCCACCACCAACGGGGGCCCCGGCCCCCAGGGGCCACGCTC
CTCAAGCAGGCTGCCTCGGACTCTTTGCGACAACGCTGTTCTATGTTGCGCTGATTGGCG
CCGCTGGGTTTGCAGCTTTTCATTTACAGCAAGTTGTGGAGGAATTCCGTCACGCAAACG
CAAAACACGAGGAGAGCGCACGGCGCAACGCGGAGATGAGCGGAAAAATGGAAGAGTGTT
GCTGATTTAATCTCATTTATACAGTTTATATCCAAGATGGAAATAAAGTTGTGGCTTGGT
GAAACTAA
>AU240711 ID   AU240711   standard; mRNA; EST; 472 BP.
AATCTTTGCATCTGCTCAAATTCATTGCAAGATTCCTGGCATTGTGCAGCCGAGCCATTT
CCATTCTGGCCCTGCTTGTTCTGGCTTTACCGTGAAATCAGTAATGGAGCACAAACTGTA
CAGGCCTCCTCCAGAGGTCCGGGGCATGACCTCTGGAGGAGGCCTGGGGCATGACCTCTT
TAGATAAAGATGCTTTCACACAGACTATCACAGTTCCAGCTTTACGGGTTCCGACTGTGG
TTATAAACAAAGTTATGAAGAGCCTGAAAAAGGCCACTATCCAGCGCCCCGGTGTGTCCA
GAGTGGTTCAGGATAAAGAAGGAAATAGTGACTTCCGATTAATCCTGCTGGACCCTAACA
GAATGTCCTCATCAAGCTGCTTTAGTGATGCAGAAGCTGAGGCCCTCANATCCTTTAGTG
TCTCTGATGAGCTGCACAACTTCGAGCTGAAGCTAACCTATGACAACCTTAA
>AU240712 ID   AU240712   standard; mRNA; EST; 475 BP.
TTTCAGAATAATGTTGGATTCCGCTGAGGCGTCGGCGTCCACGCTGCTCCTCCTTCGAGG
AGACCTCCTAACTGGGCCAAGTCCCTCTCAAGTCCTCCGCCGAATTTTCGCCTTGAACTG
GAACTGAAGTTTTCGCCATGGATCAATCCGTCGCCATTCAAGAAACTTTGGAGGAAGAGG
AAAACTGCTCCATCGCCGTCCAGTGTGACATCATCCATGATAACAGCACAGAAAGCCGCT
TGCTGGGACTGGTGGAGTCTGCAAATGAAAATGCAATCTTCGTTTACGCCCACCGAAGGA
TGGCCATCACCGCTGAGGATGTTTCCCTGGAGGACGTTCTCCCCATTTCGCTTGATTTTT
CTGTTGTCGAAGTTTCTTCGCCAGAGCAGCTATTTGTTGTGGGCACAGATACTCGGGTGA
GAATAACCTACAAGCACAAAGAGATGGAGCTCAAACTTCCTTTTGGGTCCCACTC



>AU240728 ID   AU240728   standard; mRNA; EST; 251 BP.
TAACTACTGAGTTAGGCCAAAGTTAGCATTGAGAGGACAGGAGTGCCCCGGATCCCGCTA
GTGGCCCGTTTCTCCATCGATAGAAAGTTGTTTGAACCAATTTTGAGCAGTTGGAAGAGT
CAGATGACTCTTGGTCCAATGAAGGTGATGATTTGAACCCTGGTCCCGGAGATCTACCAT
CTTGCCTGTTCTCCAGTCGTTNGGGGNAAGGGGAACCAAGGGCCAAGNAAACGGCAGATC
TTTAGGACCAT
>AU240731 ID   AU240731   standard; mRNA; EST; 317 BP.
AGATGAGTTCCTGTGGAGGGAGCTGTTCTACAACTACTACCGCATACCCCGCTCTGTACC
TCGACACCCCTCGGCTTTCTCCTGGTACAGGGAGTTCAAGCGCCTCTTTGACTGTATCCC
CTGTGTGGAAGTTCAGACGCTTAGAGAGCACAGCGACCAGGTTCTACACTTAGCTTTTTC
TCATAGAGGTCACCGGTTCTCCTCCTGTTCCAAAGACTGCACAGTTAAGCTGTGGGACAC
GGAGAGGCCAGATGGAGTTATTTCACTGGTACACAGCACAAGCATGCGCCAGTTCAACTG
GGGCTACACCCAGTTCT
>AU240737 ID   AU240737   standard; mRNA; EST; 612 BP.
TCAGCCTCTGGTGGCTGTGAAGTTCCTGAACGCCTCTCTGAACACGGACATCGATGTGGA
GTGTAAGGTCGTCTCCAACACTCTAATTGCTGGCAGCGAGCGCGACAAGTTTGCTGGACG
GGTTTCCTTCAAGCTGCGCATCAACGACAAATAGACCCACTTGGATGTTCATCTTAAAGC
TGCCGTGTTTCCTGTGCTCCCTGAACACCTCACACTTAGAAGCTAGTTCATTTTCCAGCT
CTATGATGCATTCACTGACATCCCTTATGTTTTTATTCCACTTGTTTGTCTGTTGTTCTT
TTGTGAAACTTAAACTGGCTCAGTCTTTAAGTGACCAATCAGCACGCACCTTCACTATGA
TGTCACTGCCACATTCAAACTGAGCAGACGGCGCTCTCCACCCCATCTATCTGAATGGCT
CAAAGACCAAATAATGAATGCGCCCCTTCAGTCTCTGCCCTTTGTGTTTGTCTCATCAGA
TGTTAAATCTGCTGTCAGAAACCAGAGACTGAAAAGTGGTCCAAACCGGAAACTCGTGAA
AGTTCAGGACCTTCAGAACAAACCAGGACATGGACTCCATCTGGACTGAGAGCAGAACCA
GCTGATCAGTGT
>AU240751 ID   AU240751   standard; mRNA; EST; 231 BP.
GACATCGTACTGCGCCCCCCCCCTCCTAATAGCATCCCACCTTACTGTTACCAGCTCAGT
TGGGAGCTGGTCAGATGGGGTTGAGGAGTGACGAGAAGTCATGGAAGAGGTTGAGGACGA
TCCCCTCTGAAGTCCATCCCAGCCCCACATATCCTGCTTCTGTGACGGGTGGCGTGGTGG
GAGGGAGGGGGGGGAGGTCAAGCCCTGGAGGACTCTCAGCAAAAGGGCGGA
>AU240760 ID   AU240760   standard; mRNA; EST; 375 BP.
TCTAAAGACGGACATGGAATGTCTCCTCCTGCCCCTTTGCCCTGCTCCTGAGTGATTTAA
TTTGAAATGAACCAGATAAAGGAGGGGGGAGCATTCAGTTTGCCTCATGTCTTTGCTAAA
GCCAAACCGCCTTAATAAATACAAGATCGATCATTTCTAATTGAAAAAAAGAATCTGAAA
AAACTTAGCGACTTCCGTTAAACACCCATATTCTGCAGCAGTTCAACTAAAATGAGTGGA
GAACGCGGTATTGAACCACCATGGAAGTGAACACTAAGGTGCAGAACGGGGCGTCTGCTG
TCTGCCTCCCACCACAGCCCCATGATCCTTTTCTCTCTTTTNACGCCATATGGGCTCTGG
AAAAACAGCTGATTG
>AU240763 ID   AU240763   standard; mRNA; EST; 301 BP.
GGACCTCCTCAGAATCCAACTTGCAGTATCTGTTAAAACTTTATCTTAATAGCCATGAAA
TTCTTTAAAAGGTGTTAACTGTAAAACTGATAACCAGACTGTTCCGTTTGTGTTGACTGC
TCAGGCTGAACACTGCCCTTTGACTGTTTTCCTTCAAAGCTATGTGGTCTTTTTTTCCTT
CACTGTTACAAAATATATTGCTATTTGTCTTAATTGCCATTTTCTTTTTTTTTAAAGCGG
CCCCTGTTTGTACTTTCCCAAAGCAATTTATTTTTTAATGCANATTTGAAATGTCATGCA
C
>AU240783 ID   AU240783   standard; mRNA; EST; 434 BP.
GATCACTTGGTGGTTCATACTTTCTCCTCACTGGACTACAGCTCCTACAACTTTCCTCTC
CTCCTCATTAACGAGGCATTGCAGTTGATTTTTCCAGGAGTTTCGGGATGGGAGCTCCCC
TCTCAAGGTTTTAGATGGACATCTGGAGTTAGGTCACGCTGCTTGTCGGGGATCATGGAG
ATGAACGGTCGTGCTCTCCCGCCGTCAATACCTGAGGATGGCGAAGCCCCTGACCAGGCG
ATGCGCGGGGAGATGAATGGCTTCCACACCAGTCTTCAGAATGACGGAGGAGACACTGAG
CTCCCAGTGTCCAAGTCTCAGAGGAGAAAGAGTGACGTTAAAGTCTATAAGGAGTTTTGT
GACTTTTATGCTCGCTTCAACATGGCCAACGCTCTGGCCAACGCCATGTGTGAACGCTGC
AAGAGCGGCTTCGC
>AU240785 ID   AU240785   standard; mRNA; EST; 386 BP.
CACTGCTGCCTGTCAGGCGGTAATCGGTTCGGATCTAACTGAGAGTAAGAGGTTCTTGGA
TCCTGGTGTGGATCCGAGCTCACAGGGCCCGCGGGACCTCGGGCGGCTCCTCATACCCCG
GTGTTGGCTAGCTCTGGTACTGCCAGCTCCCGCTGGACCGGACATTCCTGAGAACCCAAT
TGGGTGGCATGAGTTCGACCACTTCATGCTGAACAAAAAACTCAACAAGGGTTCGATGAG
CCTGAACGTACTCTGATGATTTGATACCCGCAGTTCCGTGTAGTGAAGGCGCTAGGTGTG
CTAATATAATGCTAGCGGCGGATTCGGGGGACACCGAGCTGACCAACCCAGCTGGAGCTT
CGTGGTCTTCGGGCATGTTCTGACTT
>AU240787 ID   AU240787   standard; mRNA; EST; 560 BP.
GGTAGAACCACTTGAAAAATCGGACCTCTTTATTGGTATTTTTTTAGATGATTGAAGAAC



AGTGATGGTCCAACGATGCCGATAGTGGATAAACTCAAAGAGGCGTTGAAACCTGGTCGA
AAGGACTCTGGTGAGGACGGGGATCTCAACAAGCTGTTGGCATCGTCTGCCAAGAAGGTC
CTCCTGCAGAAAATCGAGTTTGAGCCGGCCAGCAAAGGTTTCTCCTATCAGCTGGACAGC
CTCAAGAACAAGTATGTGATTCTGAATCCCAGAACTGAGGGCGCCACGGGGCAGAAGGCG
TCCGAGCCTGCTCCGATAAAGAGGCAAGTCTCGGAAAATGTGATCTGGAACCAGAGTGAC
GGGATCCCCGCGCCGCAGAAGATGCTCTTTCCGGCAAACAAGCTGACTCTGAAGTGGGAG
CGCGTGTACAGGGTGGGAGCTGGCCTTCACAACCTCGGAAACACCTGCTTCCTCAACTCC
ACTGTGCAGTGTCTCACCTACACCCCGCCACTCGCCAACTACTTACTCTCAAAGGAGCAC
AGTCGCACTTGTCATCAGTC
>AU240802 ID   AU240802   standard; mRNA; EST; 108 BP.
TCTTTACCCTTTAGTCACCAGTATTAATACAAAATAAAAGTATGTAAAGGTCAGTAAACT
TTTATTTTGTATTAATACTGGTGACTAAAGGGTAAAGATGGTAAAAAG
>AU240832 ID   AU240832   standard; mRNA; EST; 511 BP.
CAGCAGCTGGAAGAACTGACTTCACCTCTGGTTTGGAAATATCTAAACAGAAGGATATTC
ACGTAAAACAGCGATGCCCTGTGCACAAACCCAGCAGGCATCCCTGCCCCATGACATCTT
CTTTAGCTCTGAGCTTGTGAATCCTGATCTCAGTCCAAGACTAGTGATGGAAGATAAAGG
CCAGAGGGGCCAGCTCTCTACATCCTCCCTGCCAAGCATCAACACTTTAGTGGGAAACGG
CTATGCTGGGCAGTTTGATGCCTACTCCTGCAAGAACAACCAAAGCTTTGCCCATGCAGA
TTGATGGGGAACCCTGGATGCAGCCTCCTTGTACAATCCACATAACTCACAAGAACCAAG
CTAACATGCTAATGGCTCAGGCAACCAAACCATCAGGCTTCTTTCATCTGAAGTGAGGCT
TTTACGGCATCTTCCCGCCCACAGAGTCACAGCAGAGTGTTTTAATGTCCATTGCTGAAT
GTGCGTCTTTGTTTTGTCGTGTCCATCCTTA
>AU240837 ID   AU240837   standard; mRNA; EST; 483 BP.
ACAGCTTCAGATTTGACCGGAGTCAGGATATAAAATCAGCTTTTAGAATTTTCTACTGTG
GTCACAACTTTAATTACAAACGTGTAAAAGCAGCTCTGAGTTTCTCAGAATTCTTACCTT
TAGCNTGGTGTGACATCTGAACATGAAAGCTGTTTCCAGGAACATCAGGTTTTGGATCAT
TCAACTTAATGATTGTGATCCACTTTGTTCTTTTTTAACTAACTTCAAAATTGTATGAAA
TCTTTTTTTAATTAACTTGAATAAATCTGTCAGCTGCTGATGGGGACTTCTGGCGCCTGT
TGAACCCTGGCGAGTACAAGGTGGTGGTTTGGGCCAAAGGTTACTTCCCATCCATGCGTC
GCTGCCGCGTTGGCATGGAGCCTCGTCCCACAATCTGTGACTTCACTCTCACCGAGATCC
CTGCCCAGCGGCTAAAAGAGATCCAAGCCAAAGGTGGGAGGGTCCCCCAGGACCACCAGC
TAC
>AU240843 ID   AU240843   standard; mRNA; EST; 513 BP.
GGTTGGAGCCGTCCTGGCTAAGCTGGCAGGCCTGCCATTGCCGCAAAAGAAGACCGTTAG
CATCGAGGTGGGCGTCCAGAACAGCTTGCTGGCCCTTGCCGTCATGCAGCTGTCTTTCCG
GAGGGTGGAGGCAGACTTCGCATCCCAGGCACCCTTCATCGTGGCCCTCAGCAGCACTTC
GGAGATGCTGCTCATGGTCCTGGGAAACTTCATCCACCGGCGGTTGTGTGGCTCGGCCGT
CCTCAGGAGTGACGCCTGATTGTAGCTGCAGGTTTGCAGTTTTGTTCTGAACTTTTGTGA
AGAATGAATCCTGTGGAAATCTGGTTTCCCGGAGTTCTGGCTGCAAGACGCCCGACAAAT
TCCTATCCACTCATCACTGTTGTTGTACACAAGCTGGTGAATGGACTGTTTGTGGTTATT
TTGTTGTTGGATTATTATTATTTTTTTCATGATGACCAAAGGCCTTCTACCCTCTTTGAG
ACCTTTTTGTGTTGATTTTACATTACGTACTTT
>AU240846 ID   AU240846   standard; mRNA; EST; 269 BP.
CTGGTCATGATCGATTTTGAAATATTTATTGGCAATTTTGCCAAATTTATAAATGTTCTT
TTAATGTTTGGTTGTTAAAAGAAAAAAGGTTGGGTTTTTTTTTGTGTACTTATCANCCAG
TGTTTTATTTCATAATCTGTAGGTGGAAAGTGTTTTTAGGAGGACTGACTTTCATTTTGA
TATATCTTTGTCATANATGTGTACCANACTCACTTTTGTGTCAAAATGTATTTGAAATAT
ATTTACTCTCTTCTCTTATTGCTTCAAAA
>AU240848 ID   AU240848   standard; mRNA; EST; 542 BP.
GGAGCGTGGCTACAGTTTCTCCCTGACCACATTTAGTCCCTCTGGTAAACTGGTCCAGAT
TGAGTATGCACTGGCAGCTGTAGCAGCCGGAGCTCCTTCCGTTGGCATCAAAGCTTCAAA
TGGAGTAGTTCTGGCAACGGAGAAAAAGCAAAAGTCTATCCTGTATGACGAACAAAGTGT
GCATAAAGTGGAGCCCATCACTAAGCACATAGGCATGGTCTACAGTGGTATGGGCCCTGA
CTACAGGGTTTTGGTGCGGCGTGCTCGGAAGCTGGCACAGCAGTACTACTTGGTGTATCA
GGAGCCAATTCCCACAGGCCAACTTGTGCGCCCGTTTGGTGTCTCGCTGCTGATAGCTGG
ATGGGACGAGGACCACCCATACCTGTTCCAGTCTGATCCCTCTGGTGCGTATTTTGCATG
GAAAGCCACAGCCATGGGAAAGAATTACGTTAATGGGAAAACATTCCTTGAAAAAAGATA
TAATAATGATCTTGAGTTAGAGGATGCCATCCACACAGCCATTCTGACACTCAAGGAGAG
CT
>AU240849 ID   AU240849   standard; mRNA; EST; 109 BP.
GGATCCATTGGAGGGCAGCTGAGGAGCAGAAATGAAGGACGGCACACTGGTGGCACCGCA
GAGGTCTCATCTGACATCATTCACCCCGTGCAAGAAGGGGGGGGGGGGG
>AU240851 ID   AU240851   standard; mRNA; EST; 462 BP.
GGCTCTGAACCTGCTGGTCCTGCTGTTACCTGAAGCCAATCACAACGCACTGAAGGCATT



GGTGGAGTTTTTTCAACAAGTGATCGACCATCAGGCGCAGAATAAAATGACTTTGAACAA
TGTTTCTGTTGTCATGGCGCCCAACATCTTCATGTTTAAAGGATTCAGGTCTAAAGTCTC
AGAACATAAGGAGATCTCCATGGCAACCAGTACCGCCAACATTGTCAGGCTGCTGATCAG
ATATCAGAATCTTCTGTGGACAATCCCCAAGTTTATTTTAGACCAGGTGAGACAGCACAA
CATGGAAAGTCAAAGGAAGCCCAACAATCAGAGGGCTGTCAGGAAGCTGCTGAAGAAGAT
AACCACAGACAAACCCTCCGAAAAATCCATTCCTGAGGAGAGCTCACAGGGATTCATTCG
AGTTCAAGCGCCCCAGTTTAGTAAAGTCTCCATGGCAGTGCA
>AU240852 ID   AU240852   standard; mRNA; EST; 535 BP.
CCAGAGGTCTCTTTGACTGCAGCACCCGGCATCATGACTGTCCATCTGAGCAGGAACCAC
CATCTGGGTAGGGAGTACGCCGACAATGCTCAACACCGGATCTACTTTGGAAAAGAAGGA
GAGGAGCTGAATGAGGATGAGGACACGCCCTCCTCGAAAACCTTCAGCGGTTTGGAGGTG
GGGCAGATCTACTGTGCAAAGGTGGAGTTCTTCCTGTACGGGAAACCCATCGGGGTGCCG
AGCTGTGTCCGCTGTGAGCTCATCCCAGCACAGAGTACTACAGAGAAGACCGTGAAGATT
ACCTCCTTGGTGGTGGGGGGCATCGTCCTCTTCATCGTTCCAATCATCTTCTACCTGCTT
ATCTTTCAGCGCAGAAAAATCAAGAAGCTGCTAAAGCCGTACGAGATCGTAATTCTGTGT
CCAGATGGTCCCACACTGAATGGACTCCATGACCTCCTCCTCTTCCCCTCTGAGGAGCCC
TGTGATGTCGTCTCCAGCGTGGTTCCTGCAGCCTCCTCCGCTCTGAGTTGACCCT
>AU240858 ID   AU240858   standard; mRNA; EST; 432 BP.
CATCCCATCCCCACGGTGTGCGTGTGTGATCTCTCCATCCCACTGCAGCCTGGATGACAA
CTTCCGGTTTCCAAGTGCTCTTTTATCTCCTGAGGCTTTGCTATTCTCTGAGATGATTCC
GGCTTTTATTTTTGGGTGAAACTAATACAGAGGTAAAAAGAGGGACCATCCGACCGTGGA
TGTGTGAGCCTGAGCGGGCTGTGGATCGGACAGTCATCGAGGGTGCAGCGGAAGTGGCGG
TGCTCCGGAGAGGATCATGTGGGGGTCCTGGCCCTTCCTTCCTGCTCTGATGCTTATCTC
CGAGCTTTCTGTGATCAAAGTCCAGACGGCACCATGTCAGACCTGCAAGAAACTCACCGA
GAGTCTAATCACGGGTTTGGAGAGGACAGCCAACAAAAACTTTGGAGGAGGTAACACTGC
ATGGGAGGAGGA
>AU240876 ID   AU240876   standard; mRNA; EST; 112 BP.
TTCCATCAGAGGGCGACAGACGTGACCTAGCACTTCAGCGTTTTTTCTGTTCCTTTCTCC
TCCAGACAAATGTTGAGATTTGATTTTAATGCTTTTTGTGTAGGTTTTTTTT
>AU240884 ID   AU240884   standard; mRNA; EST; 302 BP.
TATTTGATCAAGAAGGGGGCGGAGCTAGACTGCTGCGCAGTCGACAGGGTCACAGTGCCC
CGCCCATTGTCATCCGTCACCATGGCAACGATGGCAGGAACATTTTGAGTGCAGGTCAGG
ACGGGACGCTGCAGTCCTTCTCCACGGTCCACGAGCGCTTCAATAAGAACCTGGGTCATG
GGTCTGTCTGCAAGAAGAAGGAGAAGAAAAAGAAGAAGGGCTTGTCTTACGAGGAGCTCC
GCCTCCCCGCCATCACTGCGTTTTCTTCANCTGTCACGCGTCAGTCGGACTGGGATGGGA
TC
>AU240906 ID   AU240906   standard; mRNA; EST; 316 BP.
CACGCCACATGACAAAGTGTCAAACTTACTTAACAACAAATTCCTTTCTGTGGAGTGGAA
GTGGATATATATATAAAATATTTCTTTGCTTCAATGTGTGTGACAGAGGAAGTTGGTGTT
TTCCATCATCAAACACTTACCAGATGACCATCCTTGTGTCAAACCTGAGTCACAGCAAAG
CTAAGTTGCAGGTGAAGTGTCTGTATATGCTTATATTCCTGAGCTTCCCGCTGGTAATGG
CTGAGGTGCCTGGTCCATGCAGACACTCAATCACTAGGGAGCACCTGCTGACAGTCAAGC
AGTTGATGGATAACCA
>AU240915 ID   AU240915   standard; mRNA; EST; 336 BP.
AACGCTGGAGTAGAGGAGCTAAAAGATACAGCAGAGCGAAGATCTGCCCTCAAGACACTG
AGAGCAGTGGAAGAGGGCTGATCAGTAAACACTTTGATGGCTTCTAAATGTTTGTCTGGC
TCCTGCCTGCTGGGCATCCTCTTTGGGATTGTGTGTCCAACTTCTGCCGTCAGGCTGGGG
GAGCAGCAGCAGACTTTGCTCAGGGTTTGTGAAAAGGGATCTTTCCTTAGCGAGCACGGA
GAATGTCTGCGCTGTAACTGCTTAGGCAAGGCTGACTACTGCGAGGACATCACAGGTGTC
TGCATTAACTGTAGGGTCCCCAGCACAGGGGACTTC
>AU240919 ID   AU240919   standard; mRNA; EST; 371 BP.
GAACACCGGCCATTAAAGCGGCCCCGCCTCGGTCCTCCGGACGTTTATCCCCAAGATCCA
AAGCAAAAAGAGGATGAGTTGACCTGCCCTCAATGTGAAGCAGGGCTTCAACAACCAGCC
AGCGTGTGTCTAGTGACGAGCACGGCGTCTGCCAAAAATGTCAACTTCAATCCCGCAAAG
ATCAGTTCCAACTTTAGCAGCATCATCGCAGAGAAGCTGCGCTTCAACAGTTTTCCCGAT
ACAGGGAAGCGTAAACCGCAGGTTAACCAAAAGGATAATTTCTGGCTCGTCACAGCAAGG
TCGCAGAGCTCCATCAATAGCTGGTTTACAGATTTAGGTGGTACTAAACCTCTGACCCAG
CTGGCTAAAAA
>AU240933 ID   AU240933   standard; mRNA; EST; 251 BP.
ACCCACTCACATTCACATCAATTTAGAATAACCAATGAACCCATGAAGCGTGTTTTTGGA
CAGTGGCAGGAAGCCAGAGACCCCGGAGAAAACCCACACATGCACGGGGAGAACATGCTA
ACTCCACACAGAAAGGCCCCCCATTGGTGTTCTGTTCCAGGTCCCCCAGGCGGGGCTGGA
GCCAGGGGCACCGACAGGGTGCTAACCACTGCACCACTGCGCCACCGTGCAGCCTGCAAC
AGTCCATTTAT



>AU240942 ID   AU240942   standard; mRNA; EST; 344 BP.
CAGTGCCTCTGGAAGCTGGGGCGGGAGCTGCTCCTCTTTGTGCCGGCGGGGAAGGCGTTA
AAGAAAAGAAAAAGGGGCTTGTGTTGGCCTGGGACGCGTGCTGACACTTGGCTCTCTGGC
AGGAGATAAGAAGAGTCACCTCGACATACTGAGGCCTGGGTGCACCTGGACACAGTCGGT
GGGGGCAAATTTTGTCCACTAATTAGGTGTTTGAGAAGGAAAATTAGCTGGTGTGAAGTG
CAGAGAATGTAAGCTATATTATGAAATCTGCTCTCTTTGACAGGCTTAGTGATAAAGCCT
TTGAAGTTTTACCAATGAAGTCATAACTATGATGAATCCCCCTT
>AU240943 ID   AU240943   standard; mRNA; EST; 190 BP.
AAGTTCATATGGACAACCGAGTTCCTTTGGTGCCCAAGGACAGGCAGGAGAAAGTTTCAG
CCAGCAGGGCTCCTATGGAGGCCAGGGTGGCACTGCATATGCTGGTACCCAAGGCCAAGC
AGCCGCTGGCTATGGAAGATGGAGTGAGGGTGAAGGTGGTGGTCAAGGCGGGAGGTTTGG
TCGGGACCAA
>AU240953 ID   AU240953   standard; mRNA; EST; 393 BP.
CGTCCGTTGTATGTTGGATGAACAAAAACCCCGTTAAAACACTGGTGAACAAGAATTGAA
GACAAGGACTTTGGAAAAACTCAACTGGACCAGTTTTCCGGACTCCAGGTTTCGTATTAA
ATATTGGCAGCTCGTTAGGCTTTTTTGACAGCCGTTGTCGGAGCCGGACCTCCACCTTTG
AGGTGGGTCTTTGGCCAGGTAGTTGAGTGATACAGCTAGCTGGCGGTGATCGGCTACAGA
GGAGGTTCGGGTCAATTCCACTCAAATTCGTCGGTACCGCTATTGTGTGAATCACATGGA
GAAGCTCCAAGACCTGAGCCAGTCAGAACTGGAAGAACTGTTGGACAACCCAGAGCATTC
AGCTGGAGAGGGAGATGGCGTTGGCATCCAATC
>AU240955 ID   AU240955   standard; mRNA; EST; 343 BP.
CAGTTGCACACAGTTAGTTTGAACATGCGGTACATTCAGGCATCAGCGGCTTGCCGGTGG
TTGGACTGCCAGCAGAGACACNGTGTTGTAATTCATCAGCTTCCTCATTCACAGCCTGAA
GTAGCNGGTGAGGGGAGCAAGCTGCTGCTGTTCTTCTGGAGGCAGGACTCTGACCTGAGG
AGGAGCGAGGAAGCATCCTGTGAAGACGATGTGTGACCTCCACTCTGTTCCACACGCCTT
TTTTCTTCTGGGACCACAAGGTCTTTTTATTTAGCAGCAAAGCCTGGATTTCCACAAGAC
CTTTGGTGGAGTGGAGGACACTACAACTCCAGGGAGCATCTGT
>AU240963 ID   AU240963   standard; mRNA; EST; 495 BP.
AAAAACAAACGAAACTTTGCATAGGTCCATCTGAGGTCCATGTGTTGCTGGATCTTTTCT
TCTGCTAAATATAAAAAACAACAAAAAATACATTAGTTCATGACCTACTGGAAAGAAGAT
TTTCATGTGAATCTGATGTTAGAATGCTCCTTCCTAGAATTTGAGTATCAAAGTTATCAA
GAAAAGGTTCATTACAATTATATAAATGCCAGAAATAATTTTATTTAAAAAATAGATCAG
TTGATAAATATGATCCACTATTTACCTGGAAAGAGATGAAACGCAAAAAAACCACACAGT
CAATTCACCTGAGACCACCAGCTGCTCTAACATTCAGTGTCCAAGATTCTCAGGGATGCC
ATCATTTGCACCAAGGCAATCTCATCGGTATCTTCTAATGGAAACCCAGTGTAGCCCTTC
ATTGCCAAACAGTAGTCAATGAACCTTCAAAATACAATAAACAACTGAAAAATTAAAGTT
CTGGTTATTTATAAA
>AU240970 ID   AU240970   standard; mRNA; EST; 496 BP.
CTGCAGGTCAAACTCTGGACCTGATTCCTGCATGCTTGTTAAGGAAGTACATCAGCTACG
CTCGGCAGTATGTCCATCCCACTCTGTCCCCTGAAGCGGCCCAAACCCTCCAGGATTTCT
ATCTGTCCCTGAGATCTCAGGCCTGCTCAGCCGATTCCACGCCCATCACCACCCGACAGC
TGGAGTCTCTCATCCGGCTGACTGAGGCGAGGGCAAAACTAGAGCTCCGAGAAATGGCTA
CCAGGGGCGATGCGGAGGATGTGGTGGAAATCATGAAGCACAGTCTGGCTGACACCTATT
CTGATGGTCTGGGAAACCTGGACTTTGAGCGCTCGCAGCTCGGCTCCGGCATGAGCCAAC
GCAGCGCTGCAAAGCGGCTGGTCAACGCGCTGCATTCCCACGCTCAGAGGACCGGCCAGA
AGCAGTTCGACCTCCAGACGCTTCGATCCATGGCGGATAAACTCAACATCAAGGTGGGGG
ATTTTCAAGGTCTCCT
>AU240974 ID   AU240974   standard; mRNA; EST; 234 BP.
GCCAACTGCGTTTTTAGGCGGAATCCCAGCATGTTTGTCTTCCGTTAACGTCTCCCGGTT
GGTTTCTGCGGGCCGGAACCCGAAGAAAGCCGAAGCGCGCTTCGTGTTTCCCCGTCGGAG
TGACGAACAGCGGCCCTGAGGCTAGACGGACGATGTTGGGGTTTCTTCTGCTTCTCCTCT
CCGCCGTTTCCGCCGATCCAGGGGGCGGGACATACGTGCAGGAAGGTGGGGAGG
>AU240982 ID   AU240982   standard; mRNA; EST; 215 BP.
TGTGGGCGGATGGCAAAAAGGTGGCCTCTACACCTGGAGTGGCCGAAGGACACATCTTAC
CTGATGGCGGGTTGGTCCAGCTGGGGCAGGAAAGAAGCAGCTTGCTCAGAGGGGGGGCCA
GGGCTGCCAGCAGAGAGGTAACATGGTGGCCTGGGGCGTTAGTGAAATGGTGCCCCACGG
AGGTGCACAGTTTGTCTACTGAATCCCGCCGTCAA
>AU240983 ID   AU240983   standard; mRNA; EST; 124 BP.
GCCACATCTATCGGCTGGTTTGCGACTTCACACTGGAGAAGAAGATCTACNACCGGCAGA
TCTCAAAGCAGGGCATGTCTGACCGCGTGGTGGATGATCTGAATCCTGTGCTTGACCTTC
ACCA
>AU240986 ID   AU240986   standard; mRNA; EST; 451 BP.
GAAAAAGCGCTGTGCGGCTCACAGCAGCCCAGGGGCGGAGCCAAACTCGGATATTTACAT
TGAGATAACAGATCAACTGTACTTTGCCATGCTTCAGCAAAAGATGAAAAGCACAAGTGA



CCGACACTGTTTCTGCATTGATGAAGAGCTTGCATATGAGAACTTCTATGCAGACTTTGG
CCCCCTTAACCTGGCCATGTTTTATCGCTTCTGCTGCAAGCTGACAAAGAAGCTCAAGTC
CATAACACTCTCAAACAAGAAGATCATCTTTTATACCTGCGGAGATCAGAAAAAACAAGC
CAATGCCGCCTATTTAATTGGATCATATGCAGTAATGTACCTGAAGATGACACCCGAGGA
GGCCCACAGTCTGCTGGTCTCCAGAAATTTAACATATATTCCTTTCAGAGATGCTTCATT
TGGGACATGTATGTACAATCTGAACATCTTA
>AU240990 ID   AU240990   standard; mRNA; EST; 341 BP.
GGCTTTTGTTGGAACGTGCCCCGACATGTGTCCAGAGAAAGAACGATACATGAGGGAAAC
CCGGAACCAGCTAAGCGTCTTTGAGGTCATCCCAAACACAGAGATGGTCAATCACACTGC
AGCCATCAAGGAGTACAGCCGCTCATCAGCTGATCAAGAAGAGCCTCTCCCTCATGAGCT
ACGCCCTTTGCCTGTGCTGAAAATGACCATGGACTACCTGGTGACCCAGATCATGGACCT
GGGTCAAGACAACTATCGAGATTGGTACGACTTTGTTTGGAACAGAACACGGAGTATCCG
AAAGGACATCACCCAGCAGCGGCTCTGCTGCCCACAGACAG
>AU240992 ID   AU240992   standard; mRNA; EST; 380 BP.
AGGATGACAAGACTGAGCATGCTTCTATTTGGACAATGTGCAGTCACCGGTCCGGTCTGC
ATCTGCTGCAACGTGTAGAGGACGTGGGGGGGATGCCTTTTGTGACAGATCAATGTACAA
AGTTTTGATTTTGCCTCACTTCTGTGTCAGTCTTTTTCTGTTTTCTTTCCTCCTATCAGG
ACTAAAGCCTTTAGTGTCTTCTCAGACGTGTTGTTGCTGTGCAGTCACACCAGGCGTCAG
AAAGCATGTGAACAGAAGAGATGCTCATTTCTCTCTTTTCCAATTTTCTTTTCTTTTTTG
TTTTTTCATACTTTTAAAGTTCAGTGTTTAGATTTCATTGCCATAGATTCCGAGTCGGAT
GTTCTTCCCTCACAGGGACC
>AU241000 ID   AU241000   standard; mRNA; EST; 474 BP.
AAGACAAGCGAGGCCTCACATGGAAGATCCTGCCAAAGAAACCCTGTAAGAACCTCCTGA
ATGTTCTAAGCAGACTCTACCAGGAGCTGCTTGACGGTGAGTCCCGAAGCCTCTCTTGTC
TGTTTCGGGTTTGAATCTCACTGCTCTGTCTGCGCCGGACAGACAAAACGATCTCAAAAG
CTTCGGTTCATGAAACCAACCAATGTGGTAGATTTCTTTCCCACCTTTGCTGATCTTAGT
GTACAGCCTTCAGGGAAAAGGTTTTATCTTAACGTCATGTTTTCTTCTGCTGTAAACTAG
CAAAGATCCTTTTCATGTTTCATTGTTTTCATCAGAGAAAGGCTGATGACTTAACACGCC
ACTGGAACAGAGGGGCTTCTGAAAGGTCATGTTGATCATGGGACATCTTCACTTACAGTT
GTGCTCATAAGTTTTCCATCCTCTTGAAGAAATGATGATTTCTTGGTCATTCTT
>AU241003 ID   AU241003   standard; mRNA; EST; 442 BP.
CTGCTGCAGGACAGCAGCAAGATGAACGGTCACGCCAACGGGTCGCTGACGGCAGCGAGC
AAGACCGAAGCCGAGTTGGACTGCAGGTCAGACGCGACCACGCAGGCCGCCCTACCCCAG
CAGGCGGTCCAGGCCAAAGCCTCGGTCCTGGAGGTCTTCAAAAAGATCTGGGTGATGGCC
TTCTGTGTGACCTTCGTGTTCTCCGTCACTCTGTCCGTGTTCCCGGCCGTCACCGTGGAT
GTTCGAACCGCATTTCCTGGAAAATGGGAGCTCTACTTCGCCTCCGTCTGCTGCTTCCTA
ACCTTCAACATCGGCGACTGGCTCGGTCGGACGGCGACCTCCATGTTTCGCTGGCCCCGT
AAAGAGTCCCGCCACTACCTTCCTGCCTTCTTCACGCACGACGCCGCCTTCATCATCATC
ATGATTCTCTTCTCCCTGTCCA
>AU241010 ID   AU241010   standard; mRNA; EST; 411 BP.
AGAAGGCGTGTCTTCCACCAGAACCTGATCTCCCTCGTGAAGCAGCACCATCAGGAGTTT
TTGTCTTCATTGGTTCCGCCTGTTTCGGTTCCGGAAGACAGGCTGACCCGCTGGCATCCC
CGCTTTAACGTGGATTTAGTCCCTGCGGTGCCGGTGAGCCCATTACCTGAACCGCCTCAC
AGGGAGACTCTGTCTACAGCCCAGGAGGTACTGGACCGGGCCCGCTTGCTTATCAATCCC
AAGATGGAGAAGGCGTTGATTTCTGCAGCTCAGCAAGTCCAGCCCAGACCTGCTCAGGGT
TCTGAAACCAAGTGTGCCCAGAAGGCAGCAGAACCTGTAGCCCCTGCAGGTCTGGTTCCA
GGCTCTTTGAAGGGGGTGTCCCAGTCTTTGCTGGATCGGATTCGGGCCAAA
>AU241013 ID   AU241013   standard; mRNA; EST; 360 BP.
GCATTTTTACCAGTGCTAGCTAAATGTGTGACCTAGCGCTGATCCAGGTTTGCTATTTGG
TGTAAACGTTCCTGAATTATTGGGGCTAAATCTGGTGGCTCTTCTGCAGGTTGAGACCAA
ACTATTGGAGGAGAAGCTTGAGACACGGCGTCTGCTCCTCCACCATACGGACAATCTGCC
TTTACTCTGCTAGAAAGACAAATTGAATTTTATTTATTACATTGTAAATATGTAATGAAA
TTCAAAGTGCGTGGTCCTTGTTTGTTCAATATACTGTTTCTAAACTCCAATCTTTTGTAT
GTCTCAGAAATCATTTTTATATGTATTTTTTACAATAAATATGTGTGAGAGAAAAAAAAA
>AU241016 ID   AU241016   standard; mRNA; EST; 544 BP.
CAGAACACAGCAATGAAAAACTGACACCTATTACTCTCAACGCCATCACTGCCGCCAGTA
AACTTGGTGGAGATGTAGCTTGTCTGGTTGCGGGCACAAATTGTGCCAAGATTGTGGAGG
AGCTAAGCAAAGTAAAAGGTGTGAAGAAGGTTCTGGTGGCCCAACATGACGCTGCAGTTG
GAGCATCTAGAGCTGCAGTGGATGCTGGATTTGTCCCAAACGATATGCAGGTTGGACAGA
CAGGCAAAATTGTAGCTCCGGAGTTGTACATTGCAGTTGGTATTTCAGGAGCGATTCAAC
ATTTGGCTGGAATGAAAGATAGTAAGACTATTGTTGCTATCAACAAGGATCCTGAAGCTC
CCATTTTCCAGGTGGCTGACTACGGCTTAGTGGCAGATCTTTTTAAGGCCGTTCCTGAGA
TGACAGAAGCACTGAGCAAGTGAAGAGCCGCGCTCCACCAAACCTTCAACAGACTTCAAC
AGCTTCAGCAAGAGTAATGACAGGAAACCTGCTCATTGCCTTAAAGAGTTCCTGAAGCTG



CGTG
>AU241035 ID   AU241035   standard; mRNA; EST; 365 BP.
TGCTCCTGTGTGGACTGAAGCAGCACAGTACCGTCGGCCTCAGCGCTCAGCTTCTTGGAA
ATGCTCTTCTTGGCAAGGTGGAGTTTTTAAAGGGCATACACAACGTCTTTAAGGGTATGC
CTGCTCTTCTGGGCTCGAGGGTATCTGGGACGATCTCTGGACGTCATGGAGGCGGCGGCC
GCCGACGTGGGTGATGTCAAGCTGTCCAAAGATGCACTGGACTTTGTGAACGCCGTGCTG
CAGGAGTTGTCGTCACACACGGACTCCTCTGGAAAGCCGTTAGAAAAAGACGACAAGAAG
GAAGAGAAGGAAGAGGAGGTAGATGAAGATGATTTGGCCGAGAAGGCCAAACTCCCCAAG
TATGT
>AU241040 ID   AU241040   standard; mRNA; EST; 412 BP.
ATTTACAACTCCGGCCACGAAGTAAACTGGAGATGCACGACAGTCCGCTTCAGGCTTTGG
TCGTGGAACTGCAGGCTGATCATGCGCTCCACATGGGTGGGCTGTGGTCTTCTGTGTGGT
TAGGCTGAGAGTGATTGGTCCTTGAGAGAGCTGCTGCCCTCGCTCCGTTGGGAAGTAACG
GAGAACTTTCCCCTTCTCCAGCTCCTGCTCGGAAACAAGCATGACTATCAGAGACACTTT
CTGCTCGTACACCATCAGCCAGAAGTCGGCCGCCGTGCCGGAGAGCGGAGCCTGCGTGGC
AATAAGGCGTGGACAATACGGTGACAGGTCCTCTACGTAGCTGGCGTTTATGTAGTCGTC
TTTGCCCGACTGCAGCACAACCCGATTGAAGTCGTAAGGCATGACGTCCTGG
>AU241042 ID   AU241042   standard; mRNA; EST; 117 BP.
GCGGCTCTGATTTTCCCGGCTCGCTCACCAACGCGGCTCTTCCTCCGCCGAGGACTCGCA
TCTTCAAAATCATCGTGATCGGGGACTCCGGGGTGGGGAAGACCTGCCTGACCTACC
>AU241075 ID   AU241075   standard; mRNA; EST; 291 BP.
CTTTCAGTCCAACGGAAAAAACCGATGCGAAGATAAGAACGAGTGTCAGCAGTTTGGAGT
GTGCTCCCACATCTGCAACAACACCAAGGGTTCCTACATGTGTACCTGCCACAAGCCCTT
CACCAAGCACAATCACACCTGCAAGACGGATTCTCAGAGACATTTGTACATCGCCGATGA
CAATGAAATCCGCAGCCTGGACCCGTCTGTGTCAAACTGGCGCTACGAGCAGATCTTCCA
GGGCGATGCCAACGTGCGCATTGATGCCATGGACCTCCATGTGAAGACCAA
>AU241080 ID   AU241080   standard; mRNA; EST; 264 BP.
GCCCCTGGAGCCGACTCCTGCTGAGGAGGAATCCAGGAAGTCCATCTCCCGCTCTTTTAA
AGGCACCATGGCCAGCGGCACTGAACCATGTGAGGATGTCCTGACTCCTGCAGCTGTTGC
TGAAACAGCAATGAAGGTTNTGAAGGACTGCCTGACCGCGATGCCTGCAGCCAATAGAAA
CCCCCCATGCTTATCAAGACCCCAGTCGTTCCTGTGGGTGACTAAATGGGTTGACTACTC
AAACAAATATGGCTTTGGCTACCA
>AU241085 ID   AU241085   standard; mRNA; EST; 483 BP.
GAATATCCGCCTCCAGTTGTCGCTGCATTTTGTTTTGACAGCTGCTTTTTTTCTCACACC
TTTTTTGTTTTACCGAAGAATGAGCGAAAATGATGACATCGAAGTCGACAGCTGATGCTG
GACAAGCTGGGCACATCACAACTGCTGCTTGGAGCGCAAACGCAGGGATCACATTAAAGA
CAGCTTTCACAGTTTACTGGGACTCTGTGCCAGCACTACAGGGAGAGAAGGCCTCTCGAG
CACAGATTCTAGACAAAGCCACAGAGCAGCTCCAGTTCTCCATCAGCAGACCTCCACGCT
TCGGATACCTGGAAAACGCCGTCACAGGAGCATTCATCAGGGCCCGCTTCACGCAGCGGG
ACGTGGACCGGCGAGCCCTGCTCTTCATCGTCCCTGCAGACGTGGAAGTGACGAGCGACA
GCTTTGAGTTCCAGCTGAGCGATGCCGCTGGAAACAGCGCTTCGCCGCAGGTACTGGAGC
TGT
>AU241093 ID   AU241093   standard; mRNA; EST; 287 BP.
CCTACCTTTTCAGTGAATCTCTGGAGGTTTCAACAATCAAGGTTGACCACAAAAGGAGAT
AGTTATATCCAAACCCAACCTGCAGTTTAAAGTTTTCTCCTGCAGGAAACAGTCCTGAGT
TCTCTATGCTCGTTTAAGAAGAAGAATTAAAAAAAAATATGAATTAATAGGTTACAAAAA
TATAAGATCCAATCAGCACATTAAGATGTAATCCTCTATAATTAACAGTTAAGGTGATGT
GTGTGGAATACAAATCCGTACCACCTTCCTCCAGCTGCATGTGAATT
>AU241094 ID   AU241094   standard; mRNA; EST; 391 BP.
ACACGCTCGTTTTATACAGACTTTGGTTTGTGATGGACGCTCTGGCTCATCAGGAGTGCT
GTCATGTGACTTTCTCCCAGGAAGAGCCACAAAAGCTGACCAGGCTCTACAGTCAGAAAG
GAGGATATCACCTGAGGATTTCACTGGACGGAACTGTGAACGGTGGACGGCAGGAGAACG
ACCCATATGACATCCTGAAGATAAAAGCTGTGAGTGCAGGAGTGGTGGTCATCAAAGGGG
AAGCCTCAGGAAGATACTTGGCCATGAGCAAGAAAGGACATCTGTATGGATCCCAAGCAC
TAACCGATGAGTGCTACTTCGTGGAGAAGTACGAGGAGAACAACTACAACACGTATCGCT
CTCAGAAATACGGCTGGTATGTTGCTTTGAA
>AU241100 ID   AU241100   standard; mRNA; EST; 365 BP.
TCCATTATGCTTTCAGTTCGCGTCGCAGCGTCTATCGTCCGCAATCTGCCTCAAAGGGCC
AGATTTGCATCCAAGAACATCGCTGCGGTTTGTGTCGGAGCCAAGAATCTGCACACGTCC
CGCCCATGGCTGCAGAAAACAGGCACAGCCGAGGTGTCGTCCATTCTGGAGGAGAAGATC
CTTGGGGCCGACACCAGCGCTGATTTGGAGGAGACTGACGGACAGATCTTCTTGGAGACC
GAGCTCTTCTACAAAGGAATTCGTCCCGCCATCAACGTGGGTCTGTCTGTGTCCCGCGTG
GGTTCTGCTGCCCAGACCCGGGCCATGAAGCAGGTGGCCGGTACCATGAAGCTGGAGCTG
GCTCA



>AU241102 ID   AU241102   standard; mRNA; EST; 495 BP.
CGCAAGCAGGAAGAAGCTACCCGGCGGTTGCTCGGCCTCAAGCAGCGTAACCGACCGGAT
CACGATCACGCCTGTCACGTTCTGGACTCCGACTCACCTTCGCTCTGGTCCCTCCTCGTC
GCCCCTCTGGACATCCTTCTGGAAACGCGGTGTTCGCCGCCAAGACCCTCCAACCATCCA
CAAAACATCCTCTCTTGGAACTCTGTCATTCCTCCATTAAATCCTTTACTACTCGTCTGC
CTCGCCTGCCGAGTATTCCTTCCGGGTTTCAGCATCTGGGTCTGCCACAGTCCCGTCAGC
CATGACAGAAAGTTTGAAACAGATTAATTAAGACGTAAATTGTGTTTGTGCATGATTTTT
TAAATGTAGAAATTCCCTCTCCTCAACTTTATACTTGTTATTATAGTTTTACTAATTTTT
GTGTATCGTATTAAAACAAATAAGCAATTCCAAATTGTTGGGTATTTTCTGAGACCCAGT
AAGGTGTCAGCTTTT
>AU241110 ID   AU241110   standard; mRNA; EST; 452 BP.
AAATACTCCGACTCTCCCCACTCTGAGGAAACAGCCTTCAGCCAGCAGCAACTTCCATCA
CACAAACATCAGCACTTCCAATGGCTTCAGCCGTCAGGGTCAGCCTCAGCGCTTCCCGCT
ACCCTCTGCTGAACTGAGGCACTCTCATCACTCCAGAGTGAGTGCTCGACGATCAAGCCG
GCACTCCGACTCGCATCGACAGCACTTACAGAGTGAGATAAAGATGACCAGTGAAACCCC
ACCCACGATCACCATGGCTCTGTTGAACCCTCAGATGACCTCTGCCTCTACAGACGGCAA
GAACTCCTCCACACAGCAGCTCTCTATCAGTGTGTGTGCCGTCCTTTACAACTACAAACC
CAGACGAGCAGAGGAACTGGAGCTGAGGAAAGGAGAGATGGTGGGGGTGTACGGAAAGTT
CAAAGAGGGATGGTTGCGTGGGTTGTCGCTCA
>AU241111 ID   AU241111   standard; mRNA; EST; 515 BP.
CAGCTGTACTGCCCCCAAAAGACTACCCTGTGCTTACATATGCACCAATACCAAGCACTG
CTGGAACAAAAAAGCTGAAAAAGAGAACAGAAATCCCTCTGCCATCTTCCACCTCCTTCC
CAAAACCACCAAGCAGAACTTTGAGCAAACCTGTCATCCGTAGCCAAACGCAACCTGCAG
CTGCTTCCTCATCCATCCAAGGTGTATTTCATTCCCATACGACCTGCCCCTGACAGCATC
AGCACCCCCTCCAGCATCAGCACACCCTCCTGGGCAAAAGCTACCATCTATAAAAGGAAG
CTCCAAGGAAAAAGCTCAGGAGGGGACAGTAAACTGTCAAGAGTGCACAATCTCCCAGTT
TGTAGTCTCTGTGGCCAAGCTCTCCAGGGACAAAAAATACAAAAAGAACTTTTTGCATAG
TGACCAAGATGTCAACTTCAAAGGGTCTTCAAAACAGAGTTTTTGAGAGCTTCGAATATT
TTACCTCTGTTGTCCATGACGTGTTGACAGATATG
>AU241124 ID   AU241124   standard; mRNA; EST; 197 BP.
TGGGCCTCCCACGCACACAGATGCATACTGACGATCTGTGGTCCAGATGCACACTGACAC
CACAGAGCCAGTTCCCGGGTTCATCAAACAATAAAACAAAACCAAGCATCAGATATTTAT
GATATAATCATCAGCAGATGTCTTAGGGGTTCATCTGAGTGATTGGTTATTGTTTCGTTT
AACTGCATACATTCATT
>AU241128 ID   AU241128   standard; mRNA; EST; 281 BP.
ATACAGTGCTCACCCACCCACTTGTAATGGCCTGGCATGGGGTTGTGTGTGAGAGACAGC
GAGAAGCTGAGAGGTTGACTGACAGTGACAAGCCCGGCTCCTTAAATATCGATTCACTGT
GCACATTTCTGTGCGTTTGTCTTTTTCCTTGCAGGATTCTGTCCACTGTGGGTTCAGATT
TCGACTTGCGAACCCTCCGAGCTGTGAGAGTTTTGAGGCCTCTCAAGCTGGTGTCTGGCA
TTCCAAGCTTACAGGTTGTGCTGAAATCCATTATGAAAGCC
>AU241143 ID   AU241143   standard; mRNA; EST; 151 BP.
GACTTCCTGTACCAGGTCCTGCAGAGCGACGAAATGGACGCCAAGCTGGCCAGCTGCAAC
TACCTGGCCCACTGAAAGACTCAGCTACGCTTTCTCTGTCTGGAGGATGGAGGGTGCCTG
GGCCATGTCCACCAGCCATTAAGACCCCCCC
>AU241146 ID   AU241146   standard; mRNA; EST; 313 BP.
TTTGCAGCATTAAACAGCTTATTACCCACAGTGCTTTGTTTCTGCCTTGCACCTTTTTTT
TAATATATATATATATACACCTAAATGAACTTTTAGACAGTAAAAAGCTGCACCTAATCA
AACTGGTTTGATAGTTTCAGTTGTTTGTGGGTTTTAACGCTTTGGGGTGAGGTGTGTAAA
ACATTTCCGTCTGTAAAAGCAAATTCACTGACAGGAACTTTTTGGTGTTGAATCTTCCTA
ACATTCTTCACATGTAGGTTTGGAGGCAACCTTTTTATTCAGCCAATGGGATCCAGTTCT
TGTACATTTTGTA
>AU241148 ID   AU241148   standard; mRNA; EST; 453 BP.
AGACTCCATGACTAAATCAGCTTCCATTCTTGGTCACGTTTACGGCCTGTAACCAGGGTT
TAGCTGAACAAACCGCCACCGCTCACTCAGGCTGGAAAAGGAACTCTGCCTTTCTTAGAA
CGACATAGGAGTTTGTATTTGGCCTGTTTTTGTTTCCTTCTGTGCAATCGAGTCCATGAC
GTCCATCATCAACCGATCAGAGTTTAGTGTTTATCTTTCCTGCTGACCGTTGATGTTGGA
TCTGCAAAAAAAGATGACAAATAAACAACGGTAAGCTGAAAACAACTATTTTATTTGATA
ATAATTAGGCAGCACGGTTTAAAAGTGAAGTGCAGTCTTCTACCATTAAAGTGACTTTCA
GAATAAAATGCTTGTAAGTGTAATAAACGCAGACAGAAACAAAGATGTAGGATTAAAAAA
ATTAGGAAAAACAGTTCAGAACTCCTAGCAGAT
>AU241186 ID   AU241186   standard; mRNA; EST; 466 BP.
GCAGCGGCGGCGGCTTCCAGCACCTCCAGCGGGACCAGGAGACGCAGGAACTGGCGTCCA
AGCGCCTCGACATCCAGAACAAGCGGTTCTACCTGGACGTGAAGCAGAACAGCAAAGGCA
GGTTCATCAAGATCGCCGAGGTCGGGGCCGGGGGCTCCAAAAGTCGCTTGACCCTCTCGC



TGTCAGTCGCGGCGGAGTTCCGGGACTACCTCGGGGATTTTATCGAGCACTACGCCCAGT
TGGGGCCTAGCAGCCCGGAGCAGATAGCCCAGGCCACCGCGGGGGAGGACGGCGGGCCCC
GGCGAGCTCTGAAGAGCGAGTTTCTGGTCCGGGAGAACCGCAAGTACTACCTGGACTTGA
AGGAGAACCAGCGGGGGAGGTTCCTGCGGATCCGGCAGACGGCCAACCGCGGACCGGGCT
TCGGGGTCGGGGGCCCCATGGGCGGCATGGTCTCCGGCCAGACCAT
>AU241187 ID   AU241187   standard; mRNA; EST; 454 BP.
TTGTACCGGATGAAAGACTCGCGACGACACCGTCGATGCTCGATGGCCTCGACCTGAGCA
CGGAGACCGACCTCCGCATCCTTGGATGCGAACTGATTCAGTCAGCGGGTATCCTTCTTC
GGTTACCTCAGGTGGCCATGGCAACAGGACAAGTACTTTTCCATCGGTTTTTCTATTCCA
AATCCTTCGTGAAACACAGTTTCGAGATTGTTGCTATGGCTTCCATTTACCTCGCCTCGA
AGATTGAAGAAGCGCCACGGCGAATACGAGACGTCATCAACGTTTTCCATCACCTGCGAC
AGCTTAGAGGCAAAAAGACCCCAAGTCCATTGATACTTGATCAAAACTACATTAATACCA
AAAACCAAGTGATCAAAGCGGAGCGACGGGTCCTTAAGGAGCTGGGCTTCTGTGTTCATG
TCAAGCATCCACATAAGATAATCGTCATGTACCT
>AU241214 ID   AU241214   standard; mRNA; EST; 446 BP.
ATGAACCCTAATCCTTGGAAAAAAAACAGAAGACCTAATTTCCTTTTGCATTCTAAAATG
TACATTTTCACAAGTGTCGAGTTTTGCAGATGTGTATTTTTCCTCACCTCAGTAGAAAAT
GAGTCGGTCACAGCTGGACCATTACTCCTAACTTGGATTTAAACCCTTTATAGTGTACCT
CAAGCGTCTAAAACTGCATTAATATACAGGGTAACATTAGATAGTTTATGTCTCTGCATT
ATGTCAAGGCTGGCTGTGGCTGGGAGCACAGGCAGGAGAATGTCGTGGTCAGTGGTGGGT
CAAAAAGACCATCAGAGCTCAGTCTGGCAGGAAGCCAGCCTCTGTACGTGTCTGCTTTGA
ATGTAAATGGATTAACTCTCAATGCACATACAGCCAGACTCGGGAAACTCAAGACGACTT
TTAACGTGAAAGGCCGCCAATAAGTC
>AU241215 ID   AU241215   standard; mRNA; EST; 480 BP.
TAACGCTGTGTCGCACACGCACAAGTCTTATGTCTCACTTCATCATGGCGCGTTATCAAT
TACTTGTTAAGTTAAAAATAACGTTAGAAGAAACATGTTTTGTATGGTTATCAATCTGTC
TTTTCAAGGCTCCACCTTTAAGAAGATTACAAAATAAAACTTGAATGAATCTAGTTGAGA
AAGTAAGAGCTGGGACTTCACCAGAGAAGGTATTTTTTTCATCCCCAAGTACTTTAGACA
ATAATGGGGCCCAAAAAATTACAGAAAAATCAAAACTAAGGCCCCAGCGAGATTTGAACT
CGCGACCCCTGGTTTACAAGACCAGTGCTCTAACCACTGAGCTATAGGGCCTTTCACAAA
TATTACCAAGGCACAGTACGCTTTTATCCACAACACACCCATAACAGACTGGGTGTGTAC
TGGGATGGTAAACCTGTTACACAGGAGTCACATCGTTAAGGACTTAAATTCCGGACTCAA
>AU241219 ID   AU241219   standard; mRNA; EST; 506 BP.
ATGGAAGATCATGTTGTGCAAGATCAAGATTGAGCAGCTGAAGGAAGCGGTCGCCTGGGG
CAACGAGGAGGTGAAGAACGATAAGGAGCTCCTCCTGCGCTCCCAGGAGGAGGCCCAGCG
GCTGCAGCGCCGGGCCGTACGCCACCAGGAGAAAAGGGATAAAATCGAGCGGCACAACCG
GCGCCTTGGGGAACTGCTGGAGCGACGCGCCCGAGAGCTGCAGAACAAGCTGAGCCAGCT
GGCCGCTCTCCGGCGCGAACACACCCTGGAGCTCACGACCCGCATCTTCCCCATGCAGGA
GGAGAAGCAGGGCAGCAGAGACCCCGCAGACGTGACGGCCGACTCGGACCCAGCGCTCAC
CTCCAGCACCGTGACGGAGCTGGCCGAGGCCCGCAGGACCACCTACCTGTCCGGCCGCTG
GATTTGGGACGGCCGGAGGGCGGGCGGGGGGTCAGAGGTCACCGACTTGGATGGTCTTGT
CTGCTGCTTGGATCTCTGGTTCTGCA
>AU241236 ID   AU241236   standard; mRNA; EST; 440 BP.
GAGAGAAGAGGACTTGACCACAGCGAAGGCAAAGCTGGGCTGTAATGAGCCGGTGAAGAG
CAAGACTTTAGAAGTGATGGAGGAGTGTGAAAAACTGGGGAAAGCTGCTCCGTCCGTGTT
CAGTGGAGCGAGGTCAGGAGCAGAGACTGTTTTCACCTCACGCTCAGCTCGACCAATCAG
GAAGTAGATGGAAACTTCTGCAGAAGAAGATCTGAAGAGATCAGCCATTTTCCTGCTGTT
GTGAAACCTTAACAAACCACTGTTTTTTAATTACCTTTCTTTTTTTCTTTTTACAAAACC
TTCCAGCTTTGGGAAGTAAGTAAAAAAACAAAAAAAAACAAGAAATGATTGTTAACCAGC
AGTATCCCTCAATATTTGTCTAAAAATGTGTTATTCCCTTCATTAGATCAAAAGAATAAA
ACTTGTGTTCCCTTTAAAAA
>AU241252 ID   AU241252   standard; mRNA; EST; 468 BP.
GTTTGCTCACCAGAGTTTCCAAAGTGAAAAAGTACATTTATTTTAATTAGGTTGTAACAA
AACACGAGTGGGAAGAGACATGGGCAAGTTACAATACTATGGTCTGTTTAGATAAGAGCT
ATATTCTCTTTATTTCTACAGTTTCAAAAAAAATCTTATTTTGTTTGTCACTAAAACAAA
ATATGGAATTTGGAACATCAAGTTAAAGTAATAAGGAAAACTGCTGTTTGTTGAAAAAAG
AAAAATTATAGACCAACTGTTAACTATGTAATTATAAGTACTAGATTTTAGATTAAAAAA
AATTGAGAAATCACTTTGTAAATGTATTCTTTACTAGGAGAGTTCATTACCATTTAGTGT
AAACTGGTAAATAATGGATCTGAAGGATGGGATTGTGCAACAACTGTCACTGAGCAGCAG
TTATTACTAATAACTGTGTTACGGCTGTGGCCGTATTTGGTTTTGTTT
>AU241258 ID   AU241258   standard; mRNA; EST; 466 BP.
AGCAAGACCTCCATAATATCTGGGGGAATAGCTCCTGCTGGACGGATGCTGGAAGATGTG
GGCTTCCACTGTCAGAGATGGGTCACTTCTGGAGGAAAACATGGAGATTCTCTCCTTTGT
TGTTGAGCAGAAACATTTCAGAGGAGGTTCTGTTTGTGGGAGTGTAGAACCGTGCACAGC



TACTCCCACCTCATCCCGAGGCTCATTTATCAGAGGGATTCCATGAGNNATGCACGTCAT
CCATGCACTGGTTTGAGATGCTGCAGGACTTGACGAAAGGGAAAGTCAGCCTGACTGATG
ATATCAAACCGACGCCCGAGTTCTCCTGTTGGACAAAAGGGACAGAGGAGCTTTGTGGCT
CTCCGGTGAAAACCAGCATCCACAAAGGGTCCCAGAGGGCTTGAAGAACAAACTCCATTG
TTGATCCAAGTGAAGCCGGCGTGCATCAGTCAGCTGCTGACGTCAA
>AU241261 ID   AU241261   standard; mRNA; EST; 209 BP.
TCCTTTTCTTTTGACCAACTTTGACTCCTCTTTACTCCCCTTCTTCACTGGACTCTGCCC
ATGGCAGGCATTCTTCTGAACATCACATCAGCAGTATAAATTTTTGCCTCACCATCCTTG
CCTCTGTTGCGCTCTTGGCAGCCGTGACGCATGGACAGAGCGGGGGCGCACGCGCCTTAT
TGAGAGAAACTTTTTTTTTTTAATTTCCC
>AU241271 ID   AU241271   standard; mRNA; EST; 344 BP.
GTGCATCCGTTCGGAGCTGCAGGAGAGCACCGGTTTCTACCGTCACTGGATTAATTACCT
AGTTTTGCTCAAAGCTGGAAGACATGCACTCCATGAGCGTGCACATAGCTCTGTGTGGCA
GTGGGACAGGTCTACAGGGCTAACTGGTGAGGGCGGGGGGGTGATCAGGGTTGGCCTGAG
CATGCCCTTTGACCTCCCTCTCTTTTTGCCATTTGTAACATAATTCAAAAATGGATATAT
TTCTTCATTTTCTGTAAAGGCCATCAACAACTGATTTACTTCTTGTATTACACTGTAAAT
GCCAGGAGGATATTTTTGATTATAAAAGACTTTTGAAGATGAAA
>AU241275 ID   AU241275   standard; mRNA; EST; 242 BP.
ACATGGTCAAGACCATCTGCTGCGGTTCAGCGATCATCAGAATGGGGAAGAAAGGTGATT
TAAGTGACTTTGACCGAGGTGTGGTTGTTGGTGCCAGACGGTGTGGTCTGAGGATTTCAG
AAACTGCTGATCTACTGGGTTTTTCACCCACAACCATCTCTAGGGTTTACAGAGAATGGT
CTGAAAGAGAGAAAATATCCAGTGATCAGCAGTTCTGTGGGTTTTGTTGATTCCAAAGGT
CA
>AU241280 ID   AU241280   standard; mRNA; EST; 527 BP.
ACCGCGACGAGGTTCTATCTGGATGTGACAATGGCAGACAGCTCATACTGCTTCTACTGT
CGTGAGGATCTTGGGGGAAAGAAGTTTGTCCGTCATGAAGGAAAAATTGTCTGCGTTGAC
TGCCACAGCAAGTTTTGTGCCAACTCCTGTGCCCAGTGCTTTCGTCCGATCTCTGTGGAT
TCAAAGGAGCTGAGCCACAAAGGCCGCTACTGGCATGAAGACTGTTTTCATTGTGCAAAG
TGTTACAAGCCTCTGGCGAAGGAGCCTTTTGGTACAAAAGACGACACCATCATGTGTTTG
ACGTGCTGCTCTAGAGAGGACGCCCCACGCTGCCACGGTTGCTACAACATTATTCCAGCT
GGCATAGAAAGTGTAAAGTACAAAGAAAACTTGTGGCATGAAGAGTGCTTCACCTGCTGC
AGCTGTAGACGACCTATTGGATCACAAAGTTTCATCTCCAAGGACAAAGACATTTACTGC
AGCCCCTGCTATGACAAGAAATTTACAAAAGACTGCGTCAGCTGCAA
>AU241288 ID   AU241288   standard; mRNA; EST; 284 BP.
ATGCTGGAAAAGTGGCAGAAGGTGGATTTCTCAGATGAGTCTTCAGTTGAATTACATCAC
AGCCACCGCAAATATTGCAGGAGACCAACTGGAGCCCACACGGACCCAAGATTCACCCAG
AAAACAGTTAAGTTTGGTGGCANAAAAATCATGGTCTGGGGTTACATCCAGTATGGGGGT
GTGCCAAACATTTGCANGGTGGAAGGCAATATCAATAGCCTAAAATATCAAGAAGTATTA
GCTACCTCTTACATTCCCAACCATAAAAGGGGTCAAATTCTGCA
>AU241294 ID   AU241294   standard; mRNA; EST; 271 BP.
TCCCACACAGAGCCTGGCGCACAGTTCTGTCCACTTGAAGGTGACTCCTCTGTCACCAGA
CTTTGCCAACAGTCAATACTCTTCAGTTTTCATACCGAGAGTTAACACTGGAGGGTGTAA
TACGAAGAGCTGTTCTACAAATCTCACGTGCAGCCCTGTGGACAACTCAGTGGAGAGCAG
GATGGCAGCATAGAGGATGGAGACCCTGGGGTTTAATGAAGGCGGAGGAGGGTCGTGCCA
CAGCAGCATGGCCAGTGATGCTTGGTTACTG
>AU241326 ID   AU241326   standard; mRNA; EST; 248 BP.
CACGCGAACCGGAGACCCAACATCGTTATGGTGCTGACAGATGACCTGGACGTCCTCATG
GGGGGCCTGAATCCTCTGAGCAAAACCAAGAAGCTGGTGGGTGATGCTGGGATGACCTTC
ACAAACGCATTCGTGGCCAGCCCGCTGTGCTGCCCGAGTCGAGCGAGCATCCTGACGGGG
AAATACCCGCACAACCACCACGTGGTCAACAACACGCTGGAGGGAAACTGCAGCAGCCGA
GCCTGGCA
>AU241327 ID   AU241327   standard; mRNA; EST; 316 BP.
CTGAAGAACCGGGAGCTGGAGAACACTAAGCTGAGTGCAGAGATGCANATGCTGAAGTCT
GTAGATGTGAACAAGGAAAACACCATAGCTCAGTTTAAAGAGGAGGTGGGACGCTTGCAG
GCATGCCTCACAGAGAAGGAGAAACAGCACAGGGAGATCCTGGCCAGAGTTACCCCCTTG
GGCGAAATGAAGGCTCTGAAGGAGCAGCTTCGACAGAAAGAGGAGCAGCTCCAGGCCACA
CAGCAGCAGTCGTCTTTGTTGGCGGCTGAATTAANAGACGCGTCCAGCGCACGTGACCGC
ACCATGTCTGAACTGT
>AU241329 ID   AU241329   standard; mRNA; EST; 494 BP.
AAACCTGCAGAATCCAGACTGGGACTTGGGAGTCATCTGATCCTGATGCAGTCACTCATG
TCAAAACCTGGATAAATGAATCCAGGACCTTTCTTCGTCTTGTTGGGGCACAGAAACATA
AAAAACCTTCAATTATTTTGTACTGGCACAGGTTTTCCTTTCCTCTGGACTGTTTAATCT
GCCCTCTTGCAATGCCTTTGATCAGCAGGGAGTATTTGTTCCCAACATGTACACGAAACA
GTTATGACTGAATAGACTTTTGGTTTAATGGTGGCACAATGGATCTCCTGAGAGCATCTG



CTGATCTTAGCTTCCAATGCTTGAAGACCTAAAGAACTTACTCTCATTTTGAACTTTAAC
TGGATCAGAACTAAAAGAAATCCGCAGAAAACTGGACCCATTCATTTTACTCCTGCATGA
TGAATTGCCCAATAAGGAAAAAACGTCCAACTTGTGACTCAGACTTTTCAGCCATCGTGG
TTCCCTCCATGCAT
>AU241330 ID   AU241330   standard; mRNA; EST; 483 BP.
CAGGCGGGAGAAGACCGGCCGCCCCTCCCCGACCCCACCCATGTTTGGTGGTGTGGGTGA
ACTGTGTGTGTGCTGCAGGTAATCAAGTTATTCCTACTATCAGCCCAGAGCAGGCTGAAG
CGGTAGAAGTGGAAACCTCTGTAACATTAGACTGCTTCACTGCTTTGGATCAAGCCGAAA
TAACATCAAGTATTACGTCCTCCAAATCCTCAACTTGTCTGTTAGACCCAATTACCACTA
GGCTTTTTAAAGAAACCTTCCCCCTAATTAATGATTCCATATTAACGATATCAAATACCT
CTCTGGAAATGGGTTACGTGCCACAGTCTTTTAAATATGCAGTTGTTAAAGTTCTTTTGA
AAAAGCCCAGTTAAGATCCTAGCAACTTGGCCAACTATACACCAATATCAAACCTCCCCT
TTATTTCAAAAATCCTAGAAAGAGTTATAGTTAAGGAGCTCTAGCGCCACCTACAGGACA
ATA
>AU241336 ID   AU241336   standard; mRNA; EST; 470 BP.
GGACGGCAGCATTCAGAGCTCTCACAGAGAGGTCGAAGGGCGAGTGCTCATCACAGACTT
CAACAATGTCCCTGAAGAGGACGGAGTCAGAGTGCGCAAACAGGCCAGCCAGTGCAGACA
GTCACGGCACACACCTGGCAGGTGTCGTGATCGGATCGGATTCAGGCGTCGCTCGAGGCG
CCGGTGTCAACCTGGTGCGAGTGCTCAACTGTCAGGGGAAAGGGACCGTATCAGGAGCTC
TGGCAGGAATGGAGTACATCCGAGTGACCCTGCAGGCTCGCCCGGTGGACGCGCTGGTGG
TTCTGCTGCCGTTCATTGGCGGCTTTAGCCGTTCGCTGAACGCGGCATGCAGAGACCTGG
TGTCTCATGGGGCCGTGGTCATCGCGGCAGCGGGGAACCACAGGGACGATGCCTGCCTTT
ACTCACCTGCTTCCGAGCCCGAGGTGATCACAGTGGGGGCGGTGAACTCA
>AU241346 ID   AU241346   standard; mRNA; EST; 194 BP.
ACAACCGAAAGCTGTTTGAGCTGGAGGAGGAGGATCTGTTGGCCGAAATTCAAAATCTTC
CTCGCAACGCAGCTCNGCGCAANCTCAACGACCTGGTCAAGAGGGCTCGTCTCGTCAGGG
TCGATGCCCACATCATCAGCTATCTGAAGCAGGAGATGCGCTCTGTGTTGAGGAAGGACA
ACAAAAAGAAGAAT
>AU241363 ID   AU241363   standard; mRNA; EST; 499 BP.
AATCAAGGCTATCGACTGAGGTTGGGCACCTACCAGGGCAATGCTGGAGACTCCCTCAGC
AGCAACAACGGAAAACAATTCACCACACTCGACCGGGACAGGGATGCTTTCAGTGGCAAC
TGTGCCCACTTCCATAGGGGCGGCTGGTGGTACAATGACTGTGGTCAGACGAATCTAAAT
GGAGTGTTTCACAGCGGAGGAGTGTATCGCAGCAAATTTCAGGACGGGATCTTTTGGGCA
GACTATGGTGGAGGTTTCTACTCTCTAAAGTCTGTTCTTCTCATGATCCGACCAATTGAC
TAAAACCTCAAAGTGTTTCAAGTGCGGTTGAAGAACCCATCTGTCATTTGATTATCCTTT
ACTTGTAAAGATGAAGGCAGAGGAAGCCATCTCTGCCAGTGTATCCACAGCCTTAGACTC
ACAGCTGAAAAGGGAGAGGACTCACGTAACTACGTGCCTGTCCATCTGCGTATGGCTAAG
CTGGCTTTGGCATGTACAT
>AU241368 ID   AU241368   standard; mRNA; EST; 537 BP.
ACTGCTCAGGTTTGGACTTGACTCAGGAACCCCTTCTCTGCCGCTCAGAGCCGCTCAGAA
ACCAGCAGGAGAGCGGGAAGCTCAGGGAGGTCAGCAGACGCCTCCACGGCCGGCTGAAGG
AGGTGGAGAAGCAGCAACAGGAGGAGACGGACAGACTGCAGGCGGAGTCCAACCAGCTCC
GGGCTCTTCTGGCTGAACGGACAGAGCGGCTGCGGAAAGCGGAGCAGGAGTCCAAGGAGA
AGGAGCAGCAGGTGGAGGAGCTGCAGAGGCTGCTGCAGAGCATGGCGGAGGAGAGCCGCC
ACTTCAAAGACAGGGTGGCTGAGAAGGAGGCGGAGCTGCTGCAGCTGAAAGCAAACGAGG
AGGAGGAGCAGAGGCGTGCAGAGAAGGAGGCGTCTGTCCTGAAGGAGAAGAATCGTCTCC
TCGATGACATGCTGAAGAGTCATCAGAGGAAGGTTCGCAACATGATTGAACAGGTGCAGA
ACTCAAAGACGATGCTGCAGGACAGAGATCGGGTCATCCGGGATCTGGAGGAGAGGG
>AU241369 ID   AU241369   standard; mRNA; EST; 615 BP.
AGGAGAAGTATCCCTGCACACCAACCTGCTCACAACCATCGAGGCTGGGACTTTCCAAGA
GCTACCTCGTCTGGTCAACATTTCCTTGGAGCACAATTTCATCGAGTCTTTTCCTTTGGG
CTTCCTGCAAGGTGTGAGCCATTTAGGACAGATTGATCTACGAAACAATTCACTCCCTAA
TTTGCCAAAGGAGACTCTCGTTGCTCTCTCAGCTGTTAGAGAGATTCTTCTCCAGCAGAA
TCCATGGAGGTGCGACAGCGATATCATTCCCCTTAGGGACTGGCTCATACAGAACCCATC
AAAGGTCAACCTAACCAGCGTTGTTTGTGAGACACCCCTCACTCTGTATGGTGAGCAGAT
TGCCATGCTGACGGATGAGGATTTGATCCTCCACAGTCCCACTGAACAGACTGTGTTGAC
CTCAACTGAGAAGAGGAAGAAATTCAGTACACCTCAGCCCAAACGAAGCACTCCGTCACC
TGTCATCAAAACCACACCCAACTCAGAAACAGAAGACGGCACCAGCAGTGGACAAGAGGA
GGATGGAGAGACCTGCAACAAGACGCCAGTCATTTTGATAGTCACTGCAGTAGTTTCCAC
TTTGGTCATCAGCGC
>AU241379 ID   AU241379   standard; mRNA; EST; 281 BP.
TTCTCAGCCTCCGGCTGTGTGGTTTCCCTGACGGGGTCCAACCCTCTCCACGCTCGAGGC
CATGCGGCACGTCACGACAGTAGACGGGCTGGTCGTCTACCTGGACGTGGACGTTGAGGA
CATCCTGCAGAGACTTGGCAGGATGAAGGTGAACAGGATTGTGGGCCAGGAAGCCGGAGT



TCCCATGAGAGACATCCTGCTCTACAGGAAGCAGTTTTATGAGAAATGGCTGGACGTTCG
GGTGCTGTGTGGAAGGGGAGACACGGAGGAGGAGGTGGCGG
>AU241384 ID   AU241384   standard; mRNA; EST; 480 BP.
ATGCCTCTCCGGGTGGTGATTCAGGGTCCCGGGCCCTGGGGCTTCCGGCTGGTGGGGGAG
GAAAGACTTCGAGCAGCCGCTCGCTATTTCGCGCGTCAACACAGGAAGCAAAGCAGCCCA
GGCCAACCTGTGCATTGGTGACATCATCCTGGCGATCGACGGAGAACCCACAGACAACAT
GACTCACCTGGAGGCTCAGAACAAGATCAAGGCTTGTGGCGATGAAATGGTGCTCTCCGT
GGACAGGTCAGAGGCCAAGCTGTGGTCGCCGCTCTCCGCTGACGAAGGGAAGACTCATCC
CTACAAGATGAATCTGGCGTCAGAGCCGCGGGAGGTGAAACACATTGGCTCCATGGGAAA
CGCAGAGAAGTTACCCGTCTGTGACAAATGCGGATCGGGGATCGTGGGGATGGTGGTGAA
GCTGAGGGACAAGTTTCGCCACCCTGAGTGCTACACGTGCACGGACTGCGACATCAACCT
>AU241407 ID   AU241407   standard; mRNA; EST; 547 BP.
ACGTTTTCTGAAGGCAGCAACAGCTACTGCAAAGGCTGAGGGACATTCTCACAGCTCCTG
GTCTGCAGACCTTTTGGAGACACTTTTTACGGGTTTTTGTCCACATTTGCAATTTTTAAA
GTTAAGGAAAATACAAATATTCTTATGGTTCTATTAAATAAACAAATTAATTTGATTTTT
TATGGGCAGAGCATGAAAAACTGAAGTGTTTTTTAATGGATTCAGGATTGAAAGTTGAAA
TTCTCCAGAGGTTTCCATTGGGAATTCAGAATCTTCTTGGTTTTTTCCTCCTCCTCATGT
GGGGCTTCTTCCTGTCAGCTGTTCGCCGTGGCTGCGTCTCGGTGCTTCCTCTCTGGAGGC
GTGGCTTCCTTCTAAGGGTTTCCTCACAACCACCATGCATCCGACTGCAAAACACAGTCC
AGCGTTTTGGGCCAAGCAAAGACGCCTTCACTCTTTCTTCTGTGTACAGATGGTGTAAAT
AGCACAAGAGTGCCGGGATATTTATTGAAACTCACCTGTTCCAGCCCCCACCCCACCCTG
CCGCCTG
>AU241418 ID   AU241418   standard; mRNA; EST; 584 BP.
CACTACAAGCTGGGTGGGGGCGCCGTGGACGATTTGGTAAAAGCTCTTCAGTCTCTCGGT
CTGACAGAAGGAATCCGCCTGCTGAGGAATGCAGAGCTGCAGGAGGATAAGCACAGCACA
GACGCCACTGTTGACAGCGGCTTCAGCAGCCAGCCAATGGAGGAGGAGGAGCAACAGCCT
GCAGCCAATCACTGATGCAGCAAACAGTCCCACTGTCCTTCCTTTGTCAGGAGGGGGCGG
GAGCTGCATGTCAGACCCACAGAAACTTTGGCTTCTGCTGCCTTTAAAGTCTGGGTTAAA
AAAGAACTTGTCCATTTTTTCCAGACAAATTGTCAAATAGAACGAGGATTTCAACATTTA
ACTCTTGTTTTCACTAATTTATATCCCAGGTTTTTCTCTTTTCTGTATTTAATGTTTTTC
TGTTGTGTTACCGAAGTTTGGAGATTAGCGATCTGCCGCTTCGCTCTGGAAACTGGAATT
ACCCGTTTTCTGTCGGGTTTTAAATGCATCTGCAGTCATAGACGTTATCGAAGAGAAACA
GTTTTATGTAAAAAAAAATAAAGTGAAATTTTCATTCTCCAAAA
>AU241420 ID   AU241420   standard; mRNA; EST; 241 BP.
GGATAATTCCAAGCTGCCTACTTTGCCACACATGTTTCCTCTCCTGCTCCTACTCTTTGC
TCTGCTTCCTTCATCTGCATGGAGCTCAAATACCAAGTCAAGACCAACCCAAGGAGATCC
CAGTAGCTACAAATGGCCAGCTGTTTCCCTGGGACCGCATGAGACTCCCCAAAACCATCT
CCCCACTCCACTATGACCTGAGCCTCCACCCCAACCTCACTACCCTGGACTTCACTGGCC
G
>AU241423 ID   AU241423   standard; mRNA; EST; 217 BP.
AAACTTTTGAAATATGAAAATCCCCATACTTTCATACTTTGCCACAAAATGACAACAAAG
GTCATATGGCCATCCCATAATAATTCAAAAATTTCCATGAATATCCCTGACATTTTTTGA
GCCCCTTAAGATATTTTAGCCCCATTCATTTTTTATAGTATCTTCCACTGTGATGTCATC
TTTTTTCTAATGGGGGGTGGGGGTGGGTATATTATTT
>AU241426 ID   AU241426   standard; mRNA; EST; 527 BP.
CCCGGAACCGTCTTTGTACACGGTGAAAGCGGTTTTCATCCTGGATAACGACGGGAACAG
GCTCCTGTCTAAGTACTACGACCCGGAGCTGTACCCCTCCATAAAGGAGCAGAGGAACTT
CGAGAGCAACATCTTCAACAAAACCCACAAAGCAGACAATGAGATCGCCTTCCTGGAGGG
GCTGACCATCGTGTACAAGAGCAGCATAGACCTCTTCTTCTACGTGGCGGGGAGCGCTCA
GGAGAACGAGTTGATGCTGATGTCGGTGCTCAGCTGTCTGTTCGACTCCCTCACTCACGT
CCTCAGGAAAAACGTGGAGCGAAAGTGTTTACTGGAAAACATGGAGGGGGCCTTCCTGGT
GGTGGATGAAATCATTGATGGGGGGGTGATTCTGGAGAGCGACCACCAGCAGGTCCTGCA
GAAGGTCAACTACCGGGCGGACGACAACCCTTTAACCGAGCAGAGTGTCACCCAGGTTCT
CCAGTCGGCCAAAGACCAGATCAAGTGGTCTATCCTGAAGTGACCCC
>AU241434 ID   AU241434   standard; mRNA; EST; 581 BP.
TGCCGCCTCCTGCTCACTCCACGCCCCGCAAGGGCAAGCTTCCTGCCAAGCAGCCGCTTA
ATGGGCACGTTTTCCACAGCCACACTAAAGCAGGGACCAGGGAAAGCCCGAGGCCCAAGG
CAGGGACACATAGCAGGGATGCACCCGCTCCACCGCTGCCACCTCCTCCACCCCCACCTC
ATCCCCTACTGAGGGAGCGCAGTGAACGGGCAGAGGCCCGGGAGCACGCCAGGGAGCTAC
AGGCCATGGCCAACGCTCGCGGCTCGGCCAACGGACTTCCTCCACGAAGGGCGGCTGAGG
AACTACGGAAGCAGGTTTCGAAAGTGAATGGGCTGATGCGAGCGAACTCGGCACAAGCTG
CTGGTGTTTCCAAGAGGAGCCGCGACATCCGACTGCCGTCCAAAACTGTGAAGAAGTACA
CAGCCACCGTGTCCAAGGGCCACGTCACATACACCAAAGCCAAACTGAAAGAACTGGGCA
AGAAAACCAAACTCAGCAGCAGTAACAAACATAACAACGCCGCCTCGGCAACATCTTCAG



CGAACAATCACAATCAGCACAGCCAGCCAGCAGCCAGCAAC
>AU241440 ID   AU241440   standard; mRNA; EST; 594 BP.
CTCGGTCCCGGGCGCACCACCGGCCCGTCTCGCCCGCCCCGTCGGGGAGGTGGAGCATGA
GCGCGTGCGATAGGACCCGAAAGATGGTGAACTATGCCTGGGCAGGGCGAAGCCAGAGGA
AACTCTGGTGGAGGCCCGCAGCGGTCCTGACGTGCAAATCGGTCGTCCGACCTGGGTATA
GGGGCGAAAGACTAATCGAACCATCTAGTAGCTGGTTCCCTCCGAAGTTTCCCTCAGGAT
AGCTGGCGCTCGAAGTCTCGCAGTTTTATCTGGTAAAGCGAATGATTAGAGGCCTTGGGG
CCGAAACGATCTCAACCTATTCTCAAACTTTAAATGGGTAAGAAGCCCGGCTCGCTGGCT
TGGAGCCGGGCGTGGAATGCGAGCCGCCTAGTGGGCCACTTTTGGTAAGCAGAACTGGCG
CTGCGGGATGAACCGAAAGCCGGGTTAAGGCGCCCGATGCCGACGCTCATCAGACCCACT
ACCTGAACGAACAGGTGGAGTCCATCAAGAAGATTGGGGATTACATCACCAACCTCACCC
GCATGGATGCTCACACCAACAAGATGGCAGAGTACCTGTTTGACAAGCACACCC
>AU241443 ID   AU241443   standard; mRNA; EST; 506 BP.
AAGGGGCCGGCATTTGTTCCTTCCTCTTATGGCGAACCCGAGCTTCCAGGGCACCCACCC
TGGAGCCAACCCGCCCGTGGTGGATCCTCTTCGGCAGATGCCCCCAAGGCCCAGCGGCTA
CGTTCACCAGCAGGCTCCGGGCTATGCTCACACCATGCAGAACCCGCCCAGGTTTGCAAA
CCCCTCTCCAGCCAAACCACATGATTCATAATCTCAGTCACATGGTATCCCAGGGAGTCC
ATCCAGGCTTGAGGGTGGCCGATCAGCAGCAGCAGCAGCAGCAACAGCAGCAGCAGCAGC
AAACGGCGCAACAGCAGCAGCAGCAGCGGCAACAGCAGCAGCAGCAACAGTACCTCAGAC
AGCAGGCAATGACACAGGCTCAACAGCAGGCAATTCATCAACAACAACAGCAGCAGCAGC
AGCAGCAGCAGGTTCAGCGACAGCAGGTCCCACCTCAGCAGCAGGTCCCACAGCCGCAGC
AGCAGCAGGTTTCCTCCGGGCCTCCT
>AU241444 ID   AU241444   standard; mRNA; EST; 501 BP.
CCCCGGTTGCCGACCCTTCCTTCCTACTTTACTTAATTGTGTCTTGTGGTTGGAAAGCGG
ATGTTTGGGACTTACTTCAGGGTGGGATTTTACGGCTCCAAATTTAGCGACCTGGATGAG
CAGGAGTTTGTGTACAAAGAGCCCGCCATCACCAAACTGGCAGAAATCTCCCACAGGCTG
GAGGGTTTCTATGGTGAGCGCTTTGGCGAGGATCAGGTAGAGGTCATTAAGGACTCCAAC
CCTGTTGACAAGTGCAAGCTGGACCCCAATAAGGCTTTCATTCAGATCACGTATGTGGAA
CCCTACTTTGACACCTACGAGATGAAGGACCGCATCACCTACTTTGACAAGAACTACAAC
CTGCGGCGCTTCGTCTACTGCACTCCTTTTACCCTGGACGGGCGCGCGCACGGCGACCTG
CACGAACAGTTCAAACGCAAGACCATTCTCACCACCTCCCATGCCTTCCCCTACATCAAG
ACACGGATCAACATCATCCAC
>AU241461 ID   AU241461   standard; mRNA; EST; 328 BP.
ACAACGGCATGTTCGGCGCCGTCCTCCGCACTCACGTGCGCTTCTTTGACGTCAACCCCA
TCGAGTTCTCAACAGGTTCTCCAAAGACATCGGTCAGATGGACTCCATGCTCCCCATCAC
CTTCGTGGACTTTTATCAACTCTTCTTACAGAATGCCGGCGTTGTTGCGGTGGCGGCCTC
AGTCATTCCCCTCATCCTGGTCCCCGTCATCCCTCTGCTCCTCTTCTTTCTCTACTTTAG
GCGCTACTATCTGCACACATCGCGTGACATCAAACGCCTGGAGTCAACAACTCGGAGTCC
GGTTTTCTCCCACCTGTCCTCGTCACTT
>AU241477 ID   AU241477   standard; mRNA; EST; 456 BP.
CAACCCACCAGCACAGAGAAGAGATGGCGTCCCTGCAGAGGATCCTGGCNACACTTCTCG
TTTTTGCCCCGCCTGTGATTCATGACAGCTTTTTCAGTTCTGCTGCATCCACTTCCCCGC
CCACCACTCGACATCAAATTGTATTCATGACTGACTTGGACCTCACCTATGACTATGGGG
ATACTTCTGATGAGGATCACAGCCCTGACCTTGAAGTCCGATCCTCCGTAAGGACTCCAG
TTTTTGCTGGGAAGCCTGAATACTGCAAGTACAACCCCTGCTTGGAGGATCAGGAACCCT
GCGATCTACTTGCAATTAATTCTGGGTGCCTTTGTCCTGGGATGAGTGGGTCTGACGTAC
CTCCTTATCCACCTGTCATCAATGGGCTTCGTCCTGTCACTGACGGAGATAACAGAGCAA
AGATCGAGGTACAGTGGTGTGCACCCTCCTCTGAGG
>AU241494 ID   AU241494   standard; mRNA; EST; 296 BP.
TTGGAGATGGAACTTTTCATCACTGTCGTTGCATCTTTTATGATGGGGGGGTTGGCCTTT
ACTTTTTGTGTAAAACACTTTACGTGTTTGATTTTGAGAGAAAACCCCCAAAGAAATTGC
AGTACTTTTTATGAGGTCAATGCTCAAAACTTTATTTAAAAACAGTTTTTAATCCTAATG
TTTTTGCAGTTCTGTTTATCAAATTGGAAGTCCTGACTTACTTTGCTCTTTACCACTGTG
AAACTTTATTTGGGAATGTTTCCATATTTGACCAAAGTGGTTTTTAAGTTTCAACA
>AU241504 ID   AU241504   standard; mRNA; EST; 540 BP.
GGCACGAGGCGGCACGAGGCTCGTGTCGCCGCGAACTTTGCACCCCTGGAGCGCACAAAC
AAACAAACAAACATACAAGAACACAAGGCTGAGACCTTGATCTGCGCCTCCAACACGGCC
CCATGCCCGGCCACCAGCAGCACGCAGATCATCGCGGGACTTTGGCTCACTGTTCCGGGA
CAGTCAAAGGAAAGAGACCGTTGAACCGAGAAACAGCTGCGCTACCCTTCACAATAAAAC
CCCTAGTCGTCTTTAGAGAGCGAGAGCGATCCCCGGAAAAGGAAGTAACTACGTGGAGTT
ACTTCCGGAAAAACCGTAATTCAGGTACAAAAATGAAAAATTATCAAAGTGCAATGTAAG
AACATGGAACAACTCCGAAATATATTCACAATTACACTTAGTTTTTTTATTAGTGTTAAA
AAATAGAATTATTCAATTTGACACAAAGAGAAAGAAAGATTTACAGGCTTAAATTAGGCT
TAAATAAGAAAAGTTTAGGCTTTTTATTTAAAAAATAATTTTTGTGATGGTGAAATTTAC



>AU241506 ID   AU241506   standard; mRNA; EST; 248 BP.
AACAATGTAAATTTATAGTAGTAATAATAGTTTTTAACACCATGGTAACCCCGCTAAAGC
TTCGCCGGTTACACGGCTTGTTCTGTGTTTACAAACCCCTCGGCGTGCACCTGGAAGCTC
GTGCGTGATACCATCGAGACTAACCTCCTTAAAGGAGGGAACGTCGCCCCCCCACCGGCT
CTTCCCCACAAGGTTCGGTTNTTGGTTGGAACCGACCGGCGAGGCCGGAGCGGCGGCGTC
GCTGTCCG
>AU241515 ID   AU241515   standard; mRNA; EST; 523 BP.
GCCACGCAGATGTCACACTGAATGAAAATGCGTGCAGAAAGTGAGTTTGGCCTTGTGGTG
ACCACGGCGCGCACTCCCAGCATGCCCCGTGCCTGTGCCTAGTCCGCGTTCACTTCAACC
GCCTTTAACAACGACTGCTATTGCTGTTGACGCACTAACCCGGAGTGCTGTCCAGGTCCA
TTCCGGTCCAGGTCCTGGTTCTGTCTGAGTTTCTCATCGTTTAGTTCTCAGGTTTTCAAA
GCCACAATAATCATGTAGGCGGACACGTGGCTTGTTGACGTGACGTGAACGCCGCTTTAT
GACCAATCAGGGTTCAGAGGTTGCGGTGAGCATGCACTGGTTCCCTTTAGAGCAGTTCAG
CCTCGTTTGCAGGAATCTAATTAAAGCTTTTCCGAGAGCATGACGCTGGAATCCTCTAAC
AAACAAACCTTCGCCCTCATCTCCAGAAGTTCATGAGGCGGCCTTCATGTAGAAGAAATC
TATATTATGCAGTATATCTGAGTGGCTGTGTTACTTTAATATG
>AU241531 ID   AU241531   standard; mRNA; EST; 404 BP.
CTTAACTGGTAACCTGAAAGACAAATCAAGAACATCGCAACATGAGTGAAACAGCTATCT
CATTCGCTAAGGACTTCTTGGCCGGCGGTATCTCCGCCGCCATATCCAAAACAGCCGTCG
CCCCAATCGAAAGAGTGAAGCTTCTCCTTCAGGTCCAGCATGCCAGCAAGCAGATTACAG
CAGACAAGCAGTATAAAGGTACTTCGCCGGAAACTTGGCGTCCGGTGGCGCCGCTGGAGC
CACCTCCCTCTGCTTCGTTTACCCCCTCGACTTTGCCCGTACCCGTCTGGCAGCTGATGT
GGGAAAGGCAGGACAGGAAAGAGAGTTCAGGGGTCTGGCCGACTGCCTGAAAAAGATCTT
CAAGTCTGATGGTCTCAAAGGCCTGTACCAGGGCTTCAACGTCT
>AU241551 ID   AU241551   standard; mRNA; EST; 240 BP.
AATTTGCTCCCCCTGCGTCCTTCAGCAACATCCAGACCGCTATCAACAAGGACCAGCCGG
CCAACCCCACTGAAGAATACGCTCAGCTGTTTGCGGCTCTTATAGCCAGAACCGCCAAAG
ATGTGGACGTTCTCATCGACTCTCTGCCCAGCGAGGAGTCCACGGCGGCTCTGCAGGCAG
CCAGTCTGCGGCAGCTGGAGGAGGAGAACCACGAGGCGGCCGCTCGTCTGGAGGAGGTGG
>AU241555 ID   AU241555   standard; mRNA; EST; 200 BP.
TAAGAGCAGGTGCAGCAAAAAGGCCCTGCTGGTGAACTTCAAAGAGCTGGGCTGGGACGA
CTGGATCATCTGCACCCCTGGATTACGAGGCCTACCACTGCGAGGGGGTGTGCGACTTCC
CCCTGAGGTCGCACCTGGAGCCGACCAACCACGCCATCATACAGACACTCATGAACTCCA
TGGACCCCAGCAGCACCCCG
>AU241562 ID   AU241562   standard; mRNA; EST; 210 BP.
GATTAAATATACAATACTTCAGAGCCATTTTTAAAATGTTTAAAGTTTAGCAGAGATCTT
TACACTGCTACAATCCCTTTCTTCAAAGAGACATTGACAAGAATGAGCAACATGGAGCTG
AAATCATCCAGCTGTTCAGACTGCTAACCACTGTCGACATTGAGCTGCCAAACTGGTTTA
CATGGCAAAGAGAATAAGAAAAGCAACCAT
>AU241566 ID   AU241566   standard; mRNA; EST; 217 BP.
AATCAGCAATCATTTGTGAGAACCCGTACAAGGTGGACAGCGAGCAGATCAAGCTGAGGG
CCAAGCTGCTGCAGAGATACCTGAAGGACGAGCAGAAGGAGCTGCAGGTGCTTTACGCCC
TCCAGGCCCTGATGGTTCAGATGGAGCAGCCCGCCAATCTGCTGCGGATGTTCTTTGATA
TCCTTTATGACGAGGACGTGATCAAAGAGGAGGCCTT
>AU241567 ID   AU241567   standard; mRNA; EST; 504 BP.
GGGAGCAGGTTGGCCAGTTTTACCTGGACCTTCATCCAAGGGAAGGGAAGTACGGCCATG
CTGCTTGCTTTGGCCTGCAGCCGGGATGCAGAGGCCCCGATGGGAAGCTGAAGGCTTCCG
GTAGCAGCTATGGTGGCAAATTTTACCAAACCGAGCAAAGGCTGGCCGTCTCTCCTCCAG
CATCATGAAGTGGAGACGTACTTTCACGAGTTTGGTCACGTCATGCATGAAATCTGCTCC
AAGACCACGTTTTCAGAATTCAGTGGAACTCAGGTGGAGACGGACTTTGTGGAGGTTCCC
TCTCAAATGCTGGAGAACTGGGTTTGGGAGAAGGAGCCTCTGAGGCGCATGTCTCGCCAC
TACAAAGACGGGACGCCCATCCCGGACGAACTGCTGGACAAACTCATCGCTTCCAGGGTA
GCCAACACAGGCCTGATGAATCTGCGTCAGGTGGTCCTCAGTAAAGTGGACCAGACACTT
CACTCCAGTAAAAGTGCAGACACA
>AU241568 ID   AU241568   standard; mRNA; EST; 242 BP.
TTTTATTTCAAACAAAATTTGAAGTAGACTATGCGTAGGAGGTTTTTGCATGCACGTTTT
AGGGGCATACAAATCGGGGTTTTCAAAAAATACAAGCATAAATGTGGAGATTTTTCTTTA
AGCAACACGGAACAAGGTAGGCCGCAAACTGCGTTGGAAAGAGCAAGAGCGCGCCCTTCA
AAATGAAGAATATAATTAATGGTTGAATTGCTAATGCCACAAAGGTTTGGTCAAGTGATG
AA
>AU241570 ID   AU241570   standard; mRNA; EST; 149 BP.
CACCTACTGTCCCAGTAAGAGGATCTTATCGGACGCGGCCCTCAAACACTGAGTACTTCA
GAGAGAGCCCCCTCCCCATCGACCCCTCCATGTTCCCCACCTGGCCGGCCAAGAGCGAGC
AGCAGAGGGTGAAGAGGGGCACCAGTCCT



>AU241584 ID   AU241584   standard; mRNA; EST; 367 BP.
TTTGAGACACGCTGCAGCCAGGGGGAGCAGTCAGGGCGGGGCTGCGGCGGGGAAGANCGC
GGCGAGCAGCACAGCCAGAAGAGGGTGCTTGGGCGTGGATAAGAGGCACTGGAACAGCCA
GTGCAAGTCCAAGCAGTCGTTTGTCCGCGCTCTCACCCGGGACGACCAAAACAGGACCGG
CTGGCGGTGGATTCGAATAGACTCGTCCTGCGTGTGCGTGCTGTTGTCCAGGACAAACCA
GGCCAGGCATGTCTGGTCAAAGAAGGGGAGGGGCTAAGGTGGAGGGTTCCTCACAAGTCG
NCACGCTTTTCCCCCCATCTTGGCTTTCTTGGCTTGCCACTCCCAGAAAACTATATATAT
ATAGATT
>AU241594 ID   AU241594   standard; mRNA; EST; 417 BP.
AGCCAACATCACATCTTGGTGTCTAGTCTGTGGGAATGCTCAGTTCAATGCAAAATGGAG
TTATCAAGATGTTCCCACTCTTTTTGTTTAGTTTCATTGATTTGTTGGTTCCTACACTGA
ATCTGTTTCTGTCTGAAAGTTCTAACCAATTTTCTTTTCATTTGAAGCCAAATTTTCAGC
CATGTGTCTGGATAACATGGATCATGGATCTGATAACATGGATCTGAAAACCTGTTATGA
TCTTGCCTTACTTGTTTAGTTTTTACAGATAATCAGGTGACTTGCTGTTTCATTCATTTT
CTGTGTTCAGTTCATTTTGGTTCAGCATTGAAAGCTTTTTTTTGGACTTAAAAGGAACCT
TTGTGGGCTCCACCTAAATCCACCAACTGAGTTTTTTAACTGTTTTCATTGTGTTCT
>AU241599 ID   AU241599   standard; mRNA; EST; 402 BP.
CATCACCGACCCTGGATGTGGAGATGGATTCTCTGAAAGACAGAGGGAGAAGAAGATGGC
CACCCCAGAGGAAGACGTGGAGGTATCTCATTTTAGCAGGGTCCACACGGCTGGTCCAAA
ACCAAATCCTCCGCATCCCAGAAATATTACCTCCAAAGCCAGTGACCACCCCACTTTCTC
CCCACACCTCTCTGTAGTGGGGGGTCTTGGACCACCAAATCTCTTCACCATTTCAACCCC
TCAGCCAACACCTTCTCCTGTCCTACAGATCTCTGAAATGAACAGCATTCAAACAAACCT
ACCTCCACTAAAGACCACTCCCACTCAGACCCCCACACCCACTTCCAGTGTTGGGTCTTT
CCTCTGCCTCCTCTCGCTGCCGGACTCCTCCTTCTACCCTCA
>AU241625 ID   AU241625   standard; mRNA; EST; 175 BP.
AAGTCGGAGCTGACGCTTCCCGAACACCATGGACTACTGGAGTGCCTTGGAGGTGTATAC
TGGAGATGCTGCTGCTGTACCTGGAGGAGGCAGCGGCGGCAGGTGAACTTCCCACTGCGC
CCCCCTGGAGCCGGNTNANGATCATCGGCGCCTCAGTGGCCGCTACGCTAGGAGC
>AU241629 ID   AU241629   standard; mRNA; EST; 190 BP.
GCTCAGAAACTTGGAAATTATCAACGTTTAATCGATTTAAAGTTCCTTTTGAAGTTGCTA
GTGGGCACAGTTGGTGTCCATGGCCTCCTACACCTGCATCAGCTGCCGAGTGACCTTTGC
CGATGGCGAGGTCCAGCGGGCGCACTACAAAACCGACTGGCACCGGTACAACCTGAAGCG
GAAAGTGGCC
>AU241636 ID   AU241636   standard; mRNA; EST; 360 BP.
AGAAGGACGTTGATGGCTTGGATCGCACTGCTGGGGCCATTCGAGGACGTGCTGCCAGGG
TTGTTCATGTGGTCACTTCCGAAATGGACAATTACGAACCTGGAGTCTACACAGAGAAGG
TTTTGGAGGCCACCAAGCTCCTTACTAACACAGTCATGCCACGATTCACACTGCAGGTAG
AAGCTGCAGTCGAGGCCTTATCCAGTGGCGACCCCTCAGTGGATGAGAATGAACTAATTG
ATGCATCCCGTCTGGTGTACGACGGCATCCGCGACATCCGCAAAGCAGTCCTCATGATCA
GAACTCCAGAAGAACTGGATGACTCCGATTTTGAGACGGACGACTTTGAAGTACAAAGCA
>AU241637 ID   AU241637   standard; mRNA; EST; 446 BP.
GGGCCGGGAGCGTCGAAGAAAGGGCCGCACAACAAGCAGAAAGGACCAAAGAAAGGAGGA
AGGATCATCGCACCCAAGAAGGCTTCGTTGGTTCAGCAGCAGAAGCTGAAAAAGGGTCTG
GAGGTGGCCATCAGGAACAAGATTGAACAAGAGGTGACTCAGAGGGCTAGCTCCTCCCTC
CACAAGCCGCTGGCGGTGGTGAAAGGCGCTGAGCCCAGAGGACCGCCAGCAGCTGGCCGT
CCTGGAAGCAGCTTAAAATAAGACTGTCCTGAAGCAGCAGACAGAATCCTGCTGACCCCC
CCAGGATCAGGAGCAACCTGCAGACCCCCCTCAAGGGTCAGCAGATCTTGCAGACCCCCC
AGGATCAGGAGCAACCTGCAGACCCCCCTCAAGGGTCAGCGGATCTTGCAGACCCCCTCA
GGATCAGGGGCATTCTTTGTGGCCTG
>AU241638 ID   AU241638   standard; mRNA; EST; 512 BP.
TCTACAGAGCCGTCCGCCTCCTGGACCGACAGTCTGTGGCTCTTAAGAAAGTCCAGATCT
TTGAGATGATGGATGCAAAAGCTCGCCAGGACTGCATCAAAGAGATTGACCTTCTAAAGC
AGTTGAACCACCCCAACATTATCAAGTACCTGGACTCCTTCATCGAAGACAATGAGCTCA
ACATCGTTTTGGAGCTGGCAGATGCTGGAGATCTGTCCCAGATGATAAAGTACTTTAAGA
AGAAGAGGAGACTAATCCCTGAAAGGACCATTTGGAAATACTTTGTGCAGCTGTGCAGTG
CCCTGGAACACATGCATTCACGCAGAGTGATGCATCGCGACATCAAGCCAGCCAACGTGT
TCATCACAGCCACAGGGGAGGTGAAGCTGGGCGACCTCGGGCTTGGGCGCTTCTTCAGCT
CCAAAACCACGGCAGCACATTCTCTAGGTAAACCGCTCCAGTGAGGCATGCAGACTGTCG
TACACAACATCGCAAATCAGTTTTGTTTGAAT
>AU241640 ID   AU241640   standard; mRNA; EST; 510 BP.
TGGACTGCCAGCTGGAGAAGCTTCCCATGAGGCCCCGGGACCGCGCGAGGGTGGTCGATG
TGGCCAAACACGCGCACAAGATCTGCAACGTGGAGGCAGACGAGACCACTGTACATCAAG
CGCTGCCGAGGGCATCGAGCTGGCAGCACCTGCAAAAAGTGCTGGCAAATGCTGGCCTGC
TGCTCTTCTACCAGCACCAGGAGAAGAACAACCCGGCCATATTCATCGTGGACGGAGCCG



TCGTCAAGTTCGGACAGGGCTTCGGGAACACCAGCGTCTACAGCCAGAAGCAGCCCGAAG
CCCCCAAGAAGGTCCGCGTGATGATGACGAAGAGAACCAAAGACATGGGCAAGTTCAGCT
CCGTCACGGTGTCCACCATCGACGAGGAGGAGGAGGAGATCGAGGCCAGGGAGGTGGCGG
ACTCCTACGCGCAGAACGCGAAGGTGATCGAGAAGCAGCTGGAGAGGAAGGGCATGAGCA
AGAGGAGGCTGCAGGAGCTGGCGGAGCTAG
>AU241644 ID   AU241644   standard; mRNA; EST; 497 BP.
GGAGCCGACCAATCGTATCCTTCTGCTGTCAGAGGGGGCGGGGCCTGTCCACCAGCCGCA
GTTGTCCTTGACCACGCCTCCTCAGCTGTCCTCCACGCCTCTGCAGGTTCACCACGGCTT
CACCAGAGAATGAAGCCGAAGGTGTCGTAGAACCTCCAGCCTGTCGTCTGTTCCTCTGCT
GGACGTCATGGAGGAGCGTCTGACGGTTGCTCCTGGTGTCGCTGCAGGGATCCTGCTGCC
GTACCCGTCTGACAATCTGGTCCTGGATGTGGTTCTGCTGCTCCTCTTCCTCGCTCTGGA
GGCTCTGCGCATCTTTTACGGTGACGCCTAACACAAACATTTGCTTTGCTTTCTCCAGAA
CCGCGAGTGTCGTGCTGCGGCTGTTCTGGAGAACAAAGATGGAACATGCAGGATGAAGAC
GATGCAGACGGGCCTGACATTGGTGCTAGATGAGCTAGCGTCAGAACAATCACGGTTCTA
TGCTAGCATGGAAGTGT
>AU241647 ID   AU241647   standard; mRNA; EST; 357 BP.
GTCTCATCTTGTAAATAAAAGCTGTGGGCCTTCAGGATTTTTTTAAGGTAGCTTGAAATG
GATGTTTGAAGACTCTATTGGGACAGTCTCATCTTGTAAATTAACTGACTCACCTGCGTG
TTTTTTTCATGTAAATGTTAGGCCTCTGATTGTTTTTATTGGTGTTGTTATCCTGGAAAT
CAGGGAGGTTCATTTTCGACGCACTTTGTGGATATGTATGTACCCGGCTTTTTCACATTT
CGGTTAATCGTTTTATTTCTTTTGCTAAAAAATATCTATATATAAATGTTTACCTGTATA
AAGTCATACGTATAAGACTTTCGTTTTATCGTAATTAAAAGGTCTGTAAAGGCAAAA
>AU241666 ID   AU241666   standard; mRNA; EST; 600 BP.
GGTCAAACACGTTTTTCGCCACCATGGCATCCCTATGGACATTGTCTCCGACCGTGGCCC
TCAATTCACGTCACAAGTCTGGAAGGCTTTCTGCTCGGCCTTGGGGGCCACGGTCAGTCT
CTCGTCTGGTTATCATCCCCAGTCAAATGGCCAAGCGGAGAGAGCGAACCAGGAGCTGGA
GGCAGCTCTCCGCTGTCTGGCGGCACAGAATGAAAAGGACTGGTCCACCTTCCTGGTATG
GATAGAGTACGCCCATAACACTCATCCTTCATCTGCCACCGGGATCTCTCCTTTTGAGGC
CGCCCTAGGGTACTCACCACCTCTGTTTCCATCCCAGGAGTTGGATCTGGCAGTGCCTTC
CGTCCACCATCACCTCCAGCGTTGTCAACGCGTCTGGACTCAGACGAAGGCCGCTCTCCT
CCGCACCAAGGAGAGCAACTGCCAGATCGCCAACCGTCGCAGGGTGGTGGGACCCGACTA
TCAACCAGGTCAGAGGGTTTGGCTCTCTACTCGCAATATCCCCATTCAGGCATCTTCCAA
GAAACTGGCTCCCCGATTCATCGGTCCTTACGTCATAGACAAACTCATCAACCCTACCTG
>AU241673 ID   AU241673   standard; mRNA; EST; 597 BP.
TTTTTGAAGTTTATCCAAGAAACCGCTCCGAAAGACGAAGAGGCCCTCGTGAAGCGGCGA
GACACATTCAAACGCAGCTGCTCAGTCAAAGAGAACCACCACCTGGGAATCTCTCACACC
CGCGGCAGGCGGACCCATTCCCCACTGCTGAAGTCCAACAGCACCACTGGAGACTTTACA
TCAATCCAAAACTTGAAGTCCATCTTGGACAAAGCACTAGCTGGGTGTGGGGACCTGGCC
ATCAAGCAGCTTCAGTTCCTCAAACCAGTGGTGGTCCTTGGGAGACCCGTGTGCACCACC
CTGCCTGACCTCTTCCCATCAGACACCAACAACAGCAAACTGCTTCTTGGCAGTTAGTTG
AATTGAGCACCTTTTTGACTTTGCTTCTGGCAGATTATTTAGTATCTTCATAAGATATAT
ATCAGTATTTTTTGTTTTATTCACAATTTCATATGTTTTTTTGTAAGGTGCCAAATTAAA
GTTTTGTAAACATTAGCTAAAGTCAAATAAGATCCAGTCTGCATTTCAGACTTCAGTCAA
AACCCACTTTGTATTTCAACTCATCACCACAAGTGTAAATATTGTAGTGCTCCAAGG
>AU241687 ID   AU241687   standard; mRNA; EST; 465 BP.
GGTAGAGGCCCTGCCCACCTGTGGGCCGAGCACGGTCCTTCCATTGTGTGAAATGTTACC
GTTTTCCCGCCTTCCTTTAAACAACCAGCGGTTTGGATGTTAATGAAGCTAAACAGTTCT
GCTGAACCAAACTCCTCCCAGTTGAGCCTTTCTCACCTTGAGGTGGGCGGGGCCGTTTCT
CTGTGGTTCCTTTCAGTCCAAGGTGCTGCCTTTGGGTTTGCTGGCTCAGAGGTCCGAGTT
CGGTTCTGCTCTGGAATCCGCTCAGCAGTCCGGGTCATGTGAGTTCTGGTGTTTTTCAGC
GTTTTTCCCGCTGTGATTCTGAGCTTAAAGCTCAGTTCTGGTTCTGAAGAGTCCAAACCT
TTGATCCTTCCAAACCTGCAGATGATCCCCCGCTGCGCCTNCTGAAGGACTTGGGGCCAG
CCGCGCTCTCTGTGGAAATCACCTGTCTATCATCAGAGGGGGGCG
>AU241690 ID   AU241690   standard; mRNA; EST; 320 BP.
GTCAGTCGGTCCTAAGGGATGGGCGAACGCCGTTCGGAAGTGCGGGGCGATGGCCTCTGT
CGCCCCCGGCCGATCGAAAGGGAGTCGGGTTCAGATCCCCGAACCTGGAGTGGCGGAGAC
AGGCGCCGCAGAGGCAGTCCAGTGCAGGTAACAGCAAGCAGAACCCGGAGAAGCCGGCGG
GAGCCCCGGGGAGAGTTCTCTTTTCTTTGTGAAGGGCAGGGCGCCCTGGAATGGGTTCGC
CCCGAGAGAGGGGCCCGTGCCCTGGAAAGCGTCGCGGTTCCGGCGGCGTCCGGTGAGCTC
TCGCTGGCCCTTGAAAATCC
>AU241693 ID   AU241693   standard; mRNA; EST; 424 BP.
GCCGCTTAGGGGCAAAAAATTCGGAATTGGGTCGTTTCAGCCTGCAGTGTGAACGTAGCC
AGAGGGAGGAGAGGGCAGCCGGTGATCCTCTGTGCCGTGTTAATGACCCTCTGGAGAGCT
TTCCTCTGAGCCACTGTGCATCTGCTGAACCACACACAAACACAATACGTGAGGATGCTC



TCATTGGAGCATCGATAAAAGGACACCAGCAATCTCTGGGAGATGTTGTTCTTCCTAAGC
ACCCTTAGGAAGTACAGTCTCTGCTGGGCCTTTTTTAGAAGCTCAGAGGTGTTTACTCCC
CAGGTTAGATCCTCCTCTATGTGGACCCCCAAGAAGCGGAAGTCTGGCACTCTCTGCACA
CAGACCCCGCTGATAAACAGTGGAGAAACAGCNGTTTTCTTCCTCCTGAAGTCAATAATG
ACCT
>AU241701 ID   AU241701   standard; mRNA; EST; 445 BP.
CATCATTTATAGCAGATGTCTACTGACACAGGTTTTAATTCTTTTACCCCAAATTGCTAA
ATCTGAGATGCCAAACTGAAGTCTCAGCTAATCCAACTGAGCAAAACATGAGAAAATTAA
TGAAGTGAAAACTAAACTAGCGTTTATGGTTTAAAACAAAAAACATAATGTAAGAAACTT
AAAAAAAAACGTTTAGCAACCTATGAGTAAAAACCTATGATAATACATTTATGGTTTCCA
CTTTAATATTTAGCAAGTGAAAAGCACTGATGGAAACTAAAAGTATAAGCACATGATGCA
ACATATATCAGGAAGAACATTGACTTTGCATGTGGTCTACATTAAAGCCGGTGGTAACTA
GGTTTTTTTAACCACGTCTTTGACTTGGCTTTCAAAGGAGTCTGAACCTAAACATCAAAG
CCACCTGTCTAAAGGGAAGGTGCCC
>AU241704 ID   AU241704   standard; mRNA; EST; 191 BP.
AATGAGCACTGGAAGGAAGAGAAGGAGAAAAAGGTTGTCACACCAGCAGCAGCAGCAGAG
ACACCTGTGAGCGCGGGTGTGCANCAGGAGGACCATGATGCTCTGCTGGTGGAGGTGCAN
AGACTTGAGGCAGGAGCTGGTTAAAATCAGACAGGAGCATACAAACAGTTGTTGGATGTA
AGGGGAAGTGC
>AU241706 ID   AU241706   standard; mRNA; EST; 249 BP.
ATTATCAGATATCCGCCTGCGTGTCCGGGCAGAGTACCTGGAGCACGAGTCAGCACTGCG
GGATGGGGTCTCCTCTAACAAGCGTCAGCCACGTGGAGCGGCAGTTTGACTTGTTCAGTC
GGGCCAACTTCGCTGCTGCTGGGCCAGAGACCTCGGCTCCATTGTCTGCGACATCAAGTT
CACGGAGCTGGACAACCTGGAGGCTTTCTGGGCAGACTACCTGAGCGGAGCTCTGTTGGA
GGCCCTGAA
>AU241720 ID   AU241720   standard; mRNA; EST; 399 BP.
CACCAGAATGTGTCTTTTCTAAAGAAAGATCGGGTCTGAAGGAGCTGCAGTGACCCGGTG
TCACCACAGGGGTCGCCAGATCCAACAAAAGGATCGTCCAGAGGATTGGAGCTGTAACCG
TTTAGATGAAGGTCTAACAACGTGACACAGGAAAGCTGGAGACTTGGTAAACATTAGTGT
AGAAACTGCACTAGAGCTGGCTAACACTCAGGTAGATGATGGTAGTCTGATAGTTCGCAC
TTTAACCACCTTTAGGAAGAGATAAACGGCGTTTTCTAGAGAAAGCCGAGCCTCTGGCTG
GAATGATTAACTGTAGAAGCACACAGTGATTGTTGAAACACGCAGGAAGTGAANATCAAA
TGTATTTTCTTATTGAATGTATGAATGTGTGGAAAACTG
>AU241728 ID   AU241728   standard; mRNA; EST; 131 BP.
TGATGAGGCCGCAGCCCGGAGATCACAGGTCGCTGCATCAACTTCACACTGAGTAAAAGA
CGAAGCAGCTGCCGCCAAAGCTCCACCGCGTGTCCACACCCCAACGCCACCTCCTCCGGA
CTACCGCCCAG
>AU241736 ID   AU241736   standard; mRNA; EST; 394 BP.
TGACTGGAGAAATCCTAATTTCACTTTTGCTTCACTTTAACTCATAGAAAGTCCTTGATG
ATCCGAGTAACTATGTCTGTAAGTACATTTATTTGTTTTCTGTGTTTTTTAATGATGGTG
TGACTTCTGACAGACACAATAAGCNTTATTTTAGATAATGGAGATAAAATGTTAGTTGTA
AAAATAATGTTTTCTTCGGACATTAAATAGAATTTGAAATATTTATTGTTTAGCATAAAA
GAAACCATAAGTAAAAACGTTTATACTGACTGAAGAAAGGCTGCTCAGACTTGTCTGGGC
ATGTTTGTTATCATTTCAACTGCAACCGCCAGGGGGCGCTAGAGTATTAATCTACCCAGC
AACTTCAGTCAGAAATGGATTTTTTTTTAACCCC
>AU241739 ID   AU241739   standard; mRNA; EST; 507 BP.
AAGGACAAAGTGAAGATCCACGGGATTCTGTCCAACACTCACAGGCAGGCAGCGGTAAGT
CAGCAGCAGCACACAGGAGATTTACCCAATGCTGAAAACGAAAAGTTTATTGTTCAAATA
TTAGTTGATGGTTGTTGATATCACACAAAAGTTATTTTAAAACACTAGGAATTGAGATAC
TTTCATCCATAAAGATTATGCTNTTNAGTCACCAAAAGTCGTTCTCCACTTAGTTGGCTG
CAAAACATTGTTGTTTGGCTCTGGTACTAAAATTATTAGCAGTTCCTAAATGCTCACGTT
ACCAAATGTATCCTTTAAACAACAATTAGTAAGTACAACAATAACTTTGCAAATTTATTT
AATTTTAGCATTTTTATGCATGCAGTATTCCTATTCTGTCCATTTATACTGTACGCTGCA
CGGACTAATGAGGTAGCTGTGGAAGGGTTTCATTATGCAGCATTAGTNAGGTGCAAATAC
CGGCCCCCTACTGTCTGGGTGCTAATG
>AU241759 ID   AU241759   standard; mRNA; EST; 425 BP.
AATTGCACCCTCGTCTTTGACCTCATCCTGCTTCATATGGCTTAACCTGCCTCACTGCTG
CAGGTGTCAGGCTCCGCCCCCGCCGCTAAACCAACCAATCCAAGGACCAGTCACTGACGG
CTGGGACACGGTCTGAAACTGTGACACGCCACTCGACCTCACCGAACGCCATGACATCTG
AAACTGGAAAGGCCCTCCCTCTGTTGAGGCCCCGGCCCTGCTGTCCTGTCTAGAGGCGTC
TGTTGGTCCTGATGGACGTCCTGAAAGACTTTCTGATGACTCGCCGTGTTTTCTGTACAC
GCCGCGTATTCAGGACATCTATTAGTCCACAAAACTGTTGTTTACGGCTATAAACGGTTT
GTAAGGATGATTAACGGAGACAGAAAAAAGACAGAAATAAAGTTTATCTATGAAAATCTA
AAAAA



>AU241772 ID   AU241772   standard; mRNA; EST; 411 BP.
TTTTCTGGAGGAAGACGTCATTACTATGTACCGATTGTTTTTGTTATTGTTGTGATTGCT
CTGATTGGGGTTGGACTGCTCTGGATTTTCCGCAACAAAATTCATAACATTTCCAGAGGA
AGGAATGAACAGAGGTCTTCTGCAGTCACAGAAAACACCATAGAGGACAGACAAAGCAAC
GGATCAGCCATCATTCCATTATCAGAAACACAAAGTCTTCAGAATGATCCACCTGCAGGT
GGAGACGCTGTTCAGCCCGAGGAAACAACGTCTTTATTGGAGACTGAAGAGTGTAACCAA
ACATCAAACGTCACTGTTACAGTTGAGATCAGCCCTCAGACTGAGTCAAACACTTCAAAC
ACACAAGAACCAGCTGAGAATCCTGCTCCATCCTCAGACTCCAACCCTGAT
>AU241799 ID   AU241799   standard; mRNA; EST; 385 BP.
TTTTTTCAATGTTTTAAACTTCTTCATAATTATGACTATTCCTATTTAAATGGAAGCCAG
TGTGCATGAATGACTGCATTTGGGTGAAATAGCGCGTGTTTTTTATATTTCATGAGCGGA
TGTCTGTCACTCCGGAGACGAGGAGAGTAAACATTTGATTACGGATAGCATATTTTTAAA
ACCCAAAACAGCAAATGGTTATCTGTTAATAGTGACTGAAAAAAAGACTTCAATCAGAGC
AGGAGATTCCGCGGTGTTCATCATGCCGCTGCCAGACTTTCTGGACGCGCTAAAGGACAA
CCCGTACTTCGGTGCCGGTTTTGGTCTGGTTGGCGTCGGGACGGCACTGGCATTGGCTAG
GAAAAGCGCCCAGGTGGGGTCTATT
>AU241822 ID   AU241822   standard; mRNA; EST; 397 BP.
GTACTATAAGCAGCTCTGCCGGAAGTGTCAGGAGGGCTTTAACCCATACAGAGTGGAGTC
CATACTTTGCAAGGGCTGCTCTCAGACTTGCTGCATCTGTGAGAAGAAGCAGAGGCACAT
AAACATGAAGAGACCTCACCGCCAGGACCTGTGCTGTCGCTGTAAGGGGATGAGGCTGTC
CTGTGACGCCATTTACAGTTTCAAGTACATCATCTAAGCTGTTTAGAAGGCTGCAAAGTG
AATGGATGTGTCTGAAGTGCCTTTTTACAAATGCCAGCTGCAACTGTAAAATGTTGCCCA
CACATGCCGTCACATTTGCTCTGGTTTGAGGGAATTCTTGAAAATGTGGGGCATCTTCTT
TGACTAGAGTAGTTTACTGTTGACAGAGGAATTTTGT
>AU241824 ID   AU241824   standard; mRNA; EST; 482 BP.
ACATTGATGTCTCTGCCACAGCCTTTTACAAAGCCCAGCCAGTTATCCAGTTCATGTGTG
AAGTGCTGGATATCCACAACATCGACGAGCAACCTCGCCCTCTCACAGACTCTCACCGGG
TCAAATTCACCAAAGAAATAAAAGGATTGAAGGTGGAGGTGACACACTGTGGAACCATGC
GCAGAAAGTACCGTGTTTGCAACGTGACCCGGCGGCCTGCTAGCCATCAAACGTTCCCTC
TGCAGTTGGAGAACGGTCAGACTGTAGAACGTACTGTTGCTCAGTACTTCAGGGAAAAGT
ACAACCTACAACTCAAGTATCCACACCTGCCCTGTCTACAAGTGGGCCAGGAGCAAAAGC
ACACCTACCTGCCTCTAGAGGTGTGTAACATAGTAGCCGGTCAACGGTGCATTAAGAAGC
TGACAGATAATCAGACGTCCACTATGATTAAAGCCACAGCTCGCTCTGCACCCGACAGAC
AA
>AU241827 ID   AU241827   standard; mRNA; EST; 302 BP.
GCAAACACCATGGAGGAGGATGAAGAGCAGAGCAAGTATGAAATCTTTCCCTGGGCTCTG
GGCAAAGGCTGGAGGAAACAGTTTCCCCGCTTCCTCCAGCAGCGAGACGTGCTGTGGGCT
CGCATCCAGTACCGAGCCGCTGTCAGCCGGCGCTGCTGTGAGGAGGTGATGGCTGTTGTG
TCTTCCCATTCTGTGTGGCAGCGAACACGGTCTGATCACCACAGTGGTGCCCAGCGGCAG
TACAGCGATCCAGGCTCGCCTTTTCCACGGGGGCCCTCCGCCTCCCCGCCCTCCTGTGGC
CT
>AU241833 ID   AU241833   standard; mRNA; EST; 367 BP.
GACAACATGGAGGGAAAGCACGACATGCTGCAGTGCCACGAGGACCACTTGGACAGCGGC
CTGGACTCCCTGAAGGAGGACGAGCTGCTGACCAGCTTCGAGGACATGACCGTCAGCGCG
CGCACCGAGCACACGGAGTACGAGCCCTGGCGCAGCGCCATCACGGACGACGGAGACACG
CTGCTCCACTTGGCCATCATTCATGAATCCACAGAACATGTTCTTCAAATGATCAAGCTT
TCCCACAACCACCCTTTCCTCAATGTGCAGAACCACCAAAGACAGACTGCCCTCCACCTG
GCGGTGATCACAGAGCAGCCCCAGCTGGTGGACAAGCTCCTGAAGGCTGGTGCCGACCCC
GTCCTGG
>AU241853 ID   AU241853   standard; mRNA; EST; 330 BP.
AGCCAAACGGATTTAGTGCAGCACAGAAAGCTGAGGCCTAAAATTCAGATTTGGTATCGG
CCTGGTCGGGTGCATGCTTCCTTTTTTTTTTATCACNAAAACAACCTTGGCGTANCATTT
GTGAAATTTAAAGCCANAGGCTGCAGTTGGCTGGAACCAACAGCGGCTGCAGTTTGANAA
AATTCACTCAAAATTTCCCTAAAAATAATTAAAATATATTTTTTTAAAGCATGGTAACCT
TTGACCTTTGGATGCCTGAATTTATTTCCAATTAATTTGTTTTCAAGTANATATTAAATC
AAGGTAATTTTGTATCTACTTGAAAAAAAA
>AU241854 ID   AU241854   standard; mRNA; EST; 417 BP.
TCTTTAGGTCACAGGTGGAAACCAAAGGTCACGGTCTAAGCATGAGGACGGCGGTTATTC
GGGTTCTGCAGTTCTCCTGCGTTGGTTTTCTGCTCTTCGTGGCTGCTGACTCGTATCCCG
TCAGGAAAAGTAAGTGTTCTTCTGCTTCCTGGCGCTGCTGAGGGTCCCACGTCTGAAGGA
ACTCTGTGGTTCAGGTCCAACTGGAGCAGGGTTCCCCTCTGGAACTGGCTTTGGGGGCGG
AGCTCCTTCTGGGTCCGATCATGGCCTCTCCGGCGAGCAGGAGGCTGACATCTATGACCT
GATCGCTGACACTATGAGCTATGAGCCGGAGCGCCCCTTCCCACGCTTCGCCTGGACCTC
TGACCACGTGCCTCTGGGCATGGTGGAGGAACGCCCAGTCTTCCCGTCATCCCACAT



>AU241866 ID   AU241866   standard; mRNA; EST; 513 BP.
CCCAGGCCTCTCATCCATTCTCAGAGTGTAGGCCTGCGATTTTCCCCCTCTAGCAACAAC
ATCTCAACTGGATCTACATCCAATTTAGGACCAGGCTTTAGACCTTCCTCTTCCATTCAG
CAGATGGAGATTCCCTTACAGCCCACGTATGAACGCAGCTGTGACGACATCTCCCCTATT
TCCCCTTCACAGGGTGGTGGGGGGCTGTATCAAGGCGAGAGCACCCGCTCTAGAAACACT
CCATTTATGGGCATCATAGACAAGACCGCACGGACTCAGCAGTACCTTCATCAGCCCTCT
CGGTCCAGGGCTATGACATCCATGGATTCCGCTATTAGTCCAACCTCGCCTGGACAGCTG
GTCCAGCAAGGCTCCACCTACAGTCCCCCACCCTCGTTGGGCAATATAGCCTACTACAAC
AAGACCAACAACGCCCAAAATGGTCACCTGTTGGAGGAGGACTACTACTCCCAAACCCCT
TCACTGGGCAAGCTGGCTAACGGCTCCCGTGGA
>AU241886 ID   AU241886   standard; mRNA; EST; 345 BP.
AAAGCATCACCGTGCGGTGGATGGCGTCCAAAGGCAATAGAACCATTGAACTTGACTTGA
TGGAGGAAAATGGCACAAGTTGCAACAAAAGTGAGATGAGATATCCAGTAAACGTGTTGT
GCACCACAAAGATCATGCTGAAGAGGACTCACGATGGAGTCAACATCCGATGTGAGGCTC
AGCTGAACCTCCCACAAGCTGGAGGACACTCTCCACCAAGCATGTTCTCCGACTCTTTAA
ACCTCTCCGTCTGCTATAAACCTGAGATAAATACCACCAAGCTTGCTGGCACAGTTCCAC
TCTTCACAGGTTATGATGAAGACCTTGTTTGTGAGGCGGATGGCA
>AU241894 ID   AU241894   standard; mRNA; EST; 155 BP.
AACTCGGGCCAGAAATGCTTTAGTGTTGTGTTGCACTAAACAAACGCACTGCGGCAACAA
CTGTTCCACACAAAACTGAATACTTATCACAATGTAGTCAATATTTTTAGATTTCTGTGA
ACTTAACATTGATAATTAGTTAATTTCACAAAAAA
>AU241900 ID   AU241900   standard; mRNA; EST; 144 BP.
ATATTCATCTGAGCGCTCACAGCGAGGCTATCGGGGCAGCAATGTCCGGAGGAAAATGAC
GAGACGAAGGCTTCAGACGAACAGCAGAGGCATCTTTCAGAATAACATCTCGTTGACGAA
ATGGAGGAAACCGTGATCAGTCCA
>AU241907 ID   AU241907   standard; mRNA; EST; 283 BP.
CAAAGCCATCACAGATACTTTCCCAATGGAGGACTCAATTGATCAGATCCTACAAGATCA
CAGTAGCATCTTTCCAACCAACAGACCCCATCCCATTGTGTCAGCCTGCACAGGGGCGCT
GCTTACAGGCGTATATGGAGTATGGAGCCTCTTCGCCATGCCTGGCTTCCGCAAAATCCC
ATGGAAACTTAAGGTTCCATATTTGCCCTCCTGTAAAGATCAAACTCGGAACGTCATGAC
ATTGCTTGAAGGACGAAGAGGTCGCTTAGCAGATTTGGGGTCA
>AU241908 ID   AU241908   standard; mRNA; EST; 190 BP.
TGGGGTGACGTTTGACTACCGCTTGAGGGATGGATTAAAGCAAAGGATGGTTCTCTGGAT
TGAAAGATATACTGGAACTTTCTGCCACCCTTCCTAAGCTTCTTCCACGGGGAAGAACAC
TCCCTCCCCATTTAGAGACACCACGCTTCCATCTGCCANAGGGATTATGGGGAGATCTTT
GAGGTTTTGC
>AU241909 ID   AU241909   standard; mRNA; EST; 150 BP.
CCGCCTCCGCTGTGGAGGTGGGACCTGAAGGAGAACCTCTCAACCTCCTCCTTCAAAGCC
CTTCAGCCCCCCCTGCCCTCCCCACAGCATCACCCCCTTCCCTGTCAGTCCAAACGACAC
GCCTGATCTGAGCAGAGCATCATGGGTACA
>AU241919 ID   AU241919   standard; mRNA; EST; 171 BP.
TTCATCTTGACATCCAGTTCTCGCTCCCAAAGAACGGAGAGCATTTCCTTTGTCACAGTC
AGTTTGTTCTGCTGAAAAACTCTGTATGAATCATGTGATGGATCTCAGACGCTGCTGATG
CAACCACCGATGGGGCTCCTGAGCTCTGCTGGGCTCACAAATGCAGAAGCA
>AU241921 ID   AU241921   standard; mRNA; EST; 434 BP.
AAGAGGAAAAAAGCAGCATGACACTGGAACATGTGGATCATGGACGAGTTTTAGGGTGCT
TTGATGTGAATCACCTCTGTAGTGTGGGGGGTGTTCTGATGTTTACAAAGACTTCACTGC
ATTGTGCAGCTCCTGTTCTGGGCGCCGGCAGCGGAACTGTCTATAGTTCAGCTGAACGTT
TGGGCCGACAGAACCGTTTCCATGGTCTCAGTGTTGTCTGTTGGTGGAAAGCAGCGGCGG
TGTTCCTTCATGATGTCTCATGTCTGCAGTTTTTTATAAATAGATCATGAGTATATTTTT
GTAGAGTTTATTTTCAGGTGATGGAAACTGGATTTGGTTTCAGGTGTTTGGTTGCCCTGC
TTTGCTCTGCTGCGACCTCAGGTCTGCTGTGGGTTGACTTATGTTTACTGCACCATGAGG
AGCCATGAATCTGC
>AU241922 ID   AU241922   standard; mRNA; EST; 472 BP.
GCTGAAAGAGGCAGAGGTGCTGGACCACTCCAAAAACCCCTGTGAGGACTCATTCGTGCC
AGACACTGAGGGGAAGACTTACGTCATGTTTGTGAAGATGGACTCCGAGGCGGACACTGA
CCACAGTGGACCTGAACTTCGCCAAGTGCCTGCATGTTTGGGACCTGGATGTTCGAGGAT
ATCATAACGGCCTCTGGAGGCTCTTTAGGAAGAGAAATCACATCTTGGTTGTGGCTGTGC
CCATCTCCCCTTACTCTGTGAGGAAGCCGGCTGCCATCACTCCAATTCACATAGAACCTG
CTCCCAAAGAAGAAGGAGCGCCGGTGGAGCCGCTGTAGAATCGATGGTACATTTCCGCCT
TAACGCCCCCTACTGGTCGTCCTGGAGCCTCAGACACTAAACAAAAAAAAGATTCTTGAC
ATTTTTAATTCAATAATTTGGAGTTGGCTAAACTCCTAGTTGCACATCTATG
>AU241933 ID   AU241933   standard; mRNA; EST; 290 BP.
GAACCACAGCCAACCTGCACAAGAAACAAAGGAGTGAGAATAAAAAACTGAAGGAAACTG



ACAGATTGTGTCATTATTACCTTTAAAAACCCANAAGAAAAGGATTCTTGTGTTTTCTGG
GGTTACCTGTAAGCATGTTCCTGGATGTGGGACAACCTGACCTGCTGGCAGGCGGCTAAC
GTGGGCGAGGTCGTGGTGGTCAACTGTCCTGAATTCATTCACGACTACATCGGCCCAGAC
GAAGAAATGGGGAGGGTCAGCCGGAACTGCACCGAGTTTGGCTGGTCTGA
>AU241946 ID   AU241946   standard; mRNA; EST; 362 BP.
TGGCCGGACACCCCTTCTTCTACGAGGTGGGGGCGCGACCTCTCCTAGCTGTAGCTCCGC
CGCTTTCCTGTCCGCCGCCAGTCAAGCGACCTGTTCTGTCTCGCAGGTGCGGAACGAGTT
CTACAAGGACAGCCAAGGCGTGCTGCTGGTGTATGACGTGGGCGTGCGCGAGAGCTTCGA
GGCCTTGGACAGCTGGCTGGGAGAGATGAAGCAGGAGATGGGCTCTCAGGCCAACATGGA
CAGCATCGTGTTCATCGTCTGTGCCAACAAGGTCATCAGCATATCGGGTCGTCCTAAAAA
TCTCCCCCCTATTTCCGGCCTAGAAAGTTGCTTCATAGAAACACACATAGTGACGTTACA
TA
>AU241949 ID   AU241949   standard; mRNA; EST; 30 BP.
NGANNNNCAATTTCACACAGGAAACAGCTA
>AU241952 ID   AU241952   standard; mRNA; EST; 424 BP.
AAAAGAACCCCAATTGGATTATTGTCAATCTTTAGTTGTTGCAAAAAAATTTAGTTTGCT
CTAATTGACAATGACATCATAAAAGCCTGAAGCAAAGCGTATGATCAGATAGAACGTGTG
ATTTGAAAGGAGAAATACACATCTTTTGAGTTTTTATCAGCGAGTAACTTCTAAGTGCAG
TTTGCTGGCTGTGCAGGGAGCTTCTACTGCAGCAAATCAGAGGGTTCGGGTCTATGGTCA
ATGAGTAACACTGCTATCGGTTGTTGTGTGTGGGCTTAAGAGTCAGCGATAAATGTCAAG
TGGAATCGTTACGGGAAAACCTTTACCCTATACACAAGTTACATATCCATAGGTTTCACT
TCCAATACACCACGCACACATACCCTGCAAAAAGAGTTATCCCTAAAATAGGAACAAGAT
CACT
>AU241963 ID   AU241963   standard; mRNA; EST; 212 BP.
TATGGAGGTCCACCTGCCTGCAGAGATGGTAAAACTCCAGGAGGTGTTCAAGCTGTTTTA
CCTGGGCAAGCACAGTGGGAGGAAACTGCAGTGGCAGCCCACACTTGGCCATGCTGTGCT
AAAGGCAGAGTTCAAAGAGGGAAAGAAGGAGCTGCAGGTCTCCCTGTTCCAGACGCTGGT
GTTGCTCATGTTTAACGAGGGAGAAGAATTCA
>AU241964 ID   AU241964   standard; mRNA; EST; 301 BP.
CCTTCTCTTTGACTCTCCTGGTGGACGTCAGCTCAGAGTTGCTCATCATGGCTTTGTGTG
TTGTGAAGGTCTCCTGGATGGTCTTCCTCTTCTTCAGCATTGGAGCTTGTCTTCCTGCTA
AACAAGGTCAGGAAGAAGAGGAAACCAGAGGAAAGTCCAGTGAAGAAGAATGAGGTCAAG
AAGGCAAAGCATGACCAGGACCAGGAGCCCGCCCCCACCGGAGACTCAAACGGACATGTC
GACGAGATGGAAGTAGCAAAGTGAGACTTGGAAACGGAACCAGCGTCTGCTGCTTCTGGA
C
>AU241976 ID   AU241976   standard; mRNA; EST; 456 BP.
TGCTGCGCTGCGGACGCCGCTAACTTCTCGGGTGTGCTGCGGTCTGACCCGCGGAGGGAG
CCGGTGTCGGGTTCGGAGCAGTGTCCGGAGAGAGAAGCACCTGCGAAGGACACGCATGAG
CGCTCTGCTCGGCCTCTCCTGATCTCCTGATGGAAGCCCGAGGGAAGTACGAGTTCTCTG
CAACGGCGGACGACGAGCTGAGCTTCAGGAAGGGCGACGTCCTGAAGATTATAAACTTCG
AAGAGGAGTGGTGTAAGGCGGAGCTCAACGGACAGGAAGGCTACGTTCCGAAGAACTACC
TGGAGATCCAGCTTCCAGCGTGGTTTCAGGAGAACACCAGCCGCAGCGGCGCAGAGGAGA
TCCTGAGGCACAGAGACGTGGGAGACTTTGTGATCCGAGGCTGCCAGACTTCTCCAGGAG
ACTTCTCCATCTCTGTCAAGCATGANAGCGACGTGC
>AU241978 ID   AU241978   standard; mRNA; EST; 475 BP.
GAGTTTATTCGGCTCCACTTCAGGCTAGCACCCGACCCGAACCCCGCTACGAACGACGAG
GGGTCCCGAAGAGTTCAAAGGTCAAAGCGAGCAGCGAGTGTTTGTTGCAGGAAACATGTC
GGCGGCAAACCGAAGCGCGGCGAGTGAGCTCCAAAACCAGGAGAACATGCCGTCCAGCAG
GCTGAGAGGCGCCATCAAAGCCCGGCCCGCACCCAGCGAAAACCTTCCGCCCAAACAGGC
TGCCAACAGAACCGTGCTGGGAGCTCTGCAGAACCACCAGCGGAACAAAACCCAAAGCCT
CCGCGGCGCAAAGCAGGACTCTGCTCTACCCTCATCTGATGACGAGGAGGAGCCCGAGTT
CACTCCAGTGAGCGAGGAGGATCAAGTGTACGCTTTCAAGTCTCGCTCTCGCTACAACCA
GAAACGGCTGCTGTTCAGTCAGTTCCGCTACACCCCAACAGAACCCCGTGTTCCT
>AU241979 ID   AU241979   standard; mRNA; EST; 432 BP.
CTGGAAACAGCCCACAGAGGTTTGTGACAAGCCGCTGGTGTCCAGGCTGCCACCATCGTC
TTTCAGAAGCTCTTCTCAGCTGTCCAGCAGCCATGGAGCAGCTTTTGCAAAAGTCAACAG
AAGAGAAGGAGCGGGAGGATGGTCTCCACAGTTCTTAGACAGACACCAGTGGTTGGAGGT
GGATCTGGGGAGGAGAACGCAAATCACTGCTGTTGCCACGCAAGGTCGCTACGGCAGCCT
CTGATTGGGTGACGGCTTACCTGTTGTTGTTCAGTGATACTGGACACAACTGGATCCAGC
ACAGACAGGAAGACAGCCTAGGGGCTTTCCAAGGTAACAGTAACGCTGACTTTGTTGTCC
AGTATAAGCTGGAGCAACCGGTCATTGCTCGTTATCTACGTTTGACACCACTGGATTGGA
ATCCAACCGGAA
>AU241984 ID   AU241984   standard; mRNA; EST; 384 BP.
AAGTCTGCCGTCAGTTTCCACCAACCCCCTGCAAAGACTTTGAAAATGTCAGAGCTGGAT



CTGTATCTGTCACGGTCGCCGTGGAAACACGGCACCAGTCTGCAGTTCTGGTCGACCGCA
GACCAATTTCCCCGTCCTCGGGAATCTGGCCAGGAAGCTGCTGGCTGCTCCAGCCACCTG
CGGAGGCTTTGACCGTCTTTATCCCATGTCGTCGTGCATCATCCGGGCGAAGAGGAACCG
CCTACCGCCACACACCACCGAGAGGCTGCTTCTGTACAGGAACTCTATGAAGATCAAGGC
GTCTAAGAAGCCCAGCGAAGCTGCTAAAAACTGAACCTTTTTCCTCATTGCATTGTGTTT
TTTTCTGTCTGGAACTGAAACATT
>AU241993 ID   AU241993   standard; mRNA; EST; 487 BP.
GCAGAAACCTTCCCCTGCTGATGAGCAGAGATGCTGAAGAGGCTCTACCGGTGCTCTACC
TCCCGCTTCGAAATGTGATTGGTGGCCTCACGTTCAGTCAGCTCATAGGTGTCCTCAAAG
ATGTGACCACAGAGTCTCTAGAAACGCACGAGTGCCTCTCACTGGCCTGTCAAAATAAGT
TTGGACTGTCTTTTCTGTACGCTCTCCTGTCCCACGGAGAGAAGCTGCTTTCTTCAGGCG
TCCCACTTGAACCAAGCATTGGTGACTTTGAAACCTGGACCGACATAATATTCCAGGTGG
CAGGTCAGCTGTCCCAGTGTTCACTGGTGGAGCCGCTCCTCCTGCCCTCAAACCTGCTCA
CGCTCTTCTGCCGTTACTTGGACAAACGCACCGTGAATCAGCTCAAGAGCAATATGGAGT
CTGCAACAGGGTTCCTGGCTCTTCCATCATAAGCATCATTGTAACAGTGATCAGATTAAG
CGAGCTA
>AU241999 ID   AU241999   standard; mRNA; EST; 150 BP.
TTCCAGTTTTACACTTTAGTGCAAGGTACGACATTCCATTTTTAAATACGGTACTTATTT
GTTTTTGTATATTTTTTTCCTTTCTCCTGCAAGTTTTGTAGTTTCTTTTTTTTGTCTTCA
GAGTAAATAAATATTTGAAATAAAAAAAAA
>AU242015 ID   AU242015   standard; mRNA; EST; 499 BP.
ATTGAATCAGCGGTGGACGCCGCAGTCTGTTAGCTGTTGTCTGTTTTTGGACCCCCGCCA
GGAGCCGAACTCTGGAGATGGACAGCGAAATCCAGCGAGACGGGAGAGTCCTGGACCTCA
CCGATGACGCTTGGAGGGAAGACAAGCTGCCCTACGAAGACGTCACCGTGCCGCTGAATA
TACAGGACGTTCCTCTCTGTGTCTGATTCTTCCTTTTCGGCGATCCTCTCTTCTTTTTGA
TAATGTGAAGTGATCTGCACCTCTTTTTTTAGAGTGAACTTCCTGAAGCTGAGCAGGACA
ACGGCGGGTCCACAGAATCGGTGAAGGAGCAGGAGATGAAGTGGACAGACCTGGCCCTGC
AGAGCCTGCATGANAACACGCCGAGCTCTGGAAGCTGAAGAGTTGATCCTCCTTTCCTTC
TTATTGTTTCGTGTAACATTTGTCATCAATTGTATGTTATCTGAGATCAACTTTGATGCT
TTTGTGTGACGTATTTTTA
>AU242019 ID   AU242019   standard; mRNA; EST; 174 BP.
CACACACAGAAGGGATCATCGGATTTCCTAACAGTTTGCTACTCCGAAAAGACCCCTCAG
CTTCTCAAAGACCTCTTAACTACCACCTGGCGCCTCCCAGCGCAGCTGTTTCCTCCCCAT
CCCGCCAGTGGAAGAACTTTCCCACAGCAGTTTCCGGTCCCTAGGCTTCCTTAT
>AU242020 ID   AU242020   standard; mRNA; EST; 440 BP.
GGTTACTGTACGCACAAAAAACCAAGCAAATCTATGTTCTTTTCAGACGTGGCAGAACAA
CATGACGAAGACTTCCGAGCCGAAGATCAGGTTCTTCGATGGGGATGACTTCACCTGTGT
GACTTTCCAGCCCGATCTAGCCAAGTTCAAGATGGAGAAACTGGACAGGGACACTGTGGC
ACTGATGACCCGCAGAGCGTATGATGTAGCTGGCTCCTGCAGGGGGGTGAAGGTCACCCT
GAACGGAAAGAAATTACCCGTCAACGGCTTTCGGAGTTATGTGGACCTGTATGTGAAAGA
AAAGCTGGATGAGACAGGCGTACCTCTGAAGGTGGTGAACGAAATGGTGAACGATCGGTG
GGAGGTCTGCCTCACCATGAGCGAGAAGGGCTTCCAGCANATCAGCTTTGTCAACAGCAT
TGCCACTACAAAGGTGACCT
>AU242030 ID   AU242030   standard; mRNA; EST; 319 BP.
GATTTCGGTGAGATGAGACTCACTAAAAGTTGTCTCACTCCTGGAAGGGCCTTCGGAAGC
CATCCCAGCTGTCACCGACTCTGACACCTCCATCTTTGCAACCTCATAATGGCTACACGA
CTTCGACCGAGCAGCAAACGCNTGCGCGGTGATCGGGGGATCCGGCTTCTTGGGCAGACA
CCTGGTGGAGAAGCTGCTGGAGCGGGGCTACTCTGTCTCTGTGTTTGACATCCGGCAGAG
CTACGAGCTGCCAGGCGTCACCTTTCACCAAGGAGACCTCTGCGACAAGCAGGCTTTGCT
GTCAGCTCTGCAGGATGTG
>AU242039 ID   AU242039   standard; mRNA; EST; 205 BP.
GCTTGCCTGTGAAGATACAGCTGGTAGATGTCATGGTCTGGTCAGTCTCCTCCCCCTCCA
GCTCAGTTCCACTCCTAACCACCTCCAGCTGTTGCCACTCAACCTCATCAGCCCTGCTGT
TTAAAAGGAGACTCAATGCCAGATCGTTGCCCTCTATGGAAAATCTCATCAGGTGGACTC
TCTACAATCAACCCCCTTGGAATAC
>AU242043 ID   AU242043   standard; mRNA; EST; 288 BP.
GGACCAGAGAAAGTTGAGTTCAGCTAAGAATCCCCTTTTAAATTATTCCAAAAAAACGAC
ATTTTCCATCAAATCCACACATTTTTGGAGCATCTGGAGGCTGCCAAAGCCTCATGCACA
TCTGCAGCTCCCAGTTTCTGTGTGGAGTCCAAAAACATGCATGAAAAAGACGTCAATCTA
AATAAAAATCAAAGTTTGGATGTTTTTTGAGCAAAAAAAAAGTGGATTCACTGATAATAA
TAATAATGAGCGTTTAGATGTTTACAGCTCTATTTTTGCAGTGGGGGG
>AU242044 ID   AU242044   standard; mRNA; EST; 459 BP.
GGCTTATGCGGAGTATGTCATCTACAGAGGAGAGCAGGCCTACCCAGAGTACCTCATCAC
TTACCAGATCCTTAAACCAGAGTGTGCAGCCCAGTCTGCTGCAGTAGCTGAACAGAAGTC



CTAATTACTTTATACTTTGCACATTTTGAAAATGACTTTATGCCTGATTTTTTTTTCTCC
TTTATATTGCAAATGGCTGAACACATTTTTCCCATCACCTGACACATTTCCAGCCTCCAG
CCATGTAGAAACCACGGTGATCATTGCATAAACAAATATAACGTACAATTCTTTTTTAGG
CCTCGTTTTATCTTTAATATATGCATGCATGTGAATACAGAAGCATGTAAGGTCCAGTAG
CTTGTTGTTTCTCTCTTCTCATGTCTGGGAGGATTCTCTTAAGATTTTAAGGCATGTGCA
TATATAGTGTGTGGAGAAACCGAAACCCCCTTTAGGGCC
>AU242045 ID   AU242045   standard; mRNA; EST; 345 BP.
AGGACCACCTCATGGGAACCATGAACATCAAACTGGGCCCAGCGCTCAAAATCTTTGCTC
AGATTAGCATGCTCAGAGACCCGTAGCCCGCCTCGCTGTGCACACACGCATGCACAGACA
CACGCTGTGCACAGAGGTGAGTGAAAGGCAGCGCTGCTGTTGGCAGACACACAGGAACAC
TCAGGTTCCCACAGTTCAAACCTCAGATCAGGCTACTGTTCCTTATCCGTTACGTTTGGC
CGACCTCCAGGACTTCAGGAAAGGTGACGTCATGCTGGAGAGAAAGTTGCTAGCTAGGCT
GTGTTGAGAAGTGGAGTAGTTTTCCTAGAGGCTCGTTGTTGGGTA
>AU242046 ID   AU242046   standard; mRNA; EST; 86 BP.
TCTGCATTGAACTGGACTTGATTCAATCTTTCTTTTAAATGGTGATCTTAACGAAGTCTG
CAATAAATCTAAAGTTGACGATGAAA
>AU242053 ID   AU242053   standard; mRNA; EST; 272 BP.
AGAAGCTCCACGGAGAGCTGGCGTTCACGCACAGGAACCTGTTTAGACGGCAGGAGGAGT
TCCCCCCTTTTCCACGTGCGCAGGTTTTTGGGAGGTTTGATGAGGCTGTGATTGAGGAAA
GGAGGAAGGCAGCCGAGGCCATGCTTCAGTTCACCACCAGCATCCCTGCGCTCTACAACA
GCCCGCAGCTCAAGGACTTCTTCAGAGGGGGTGAAGTCACGAGGCCCCTTGATCCCTCCC
CTCTGTTCTCGGCCGGGGCTCTGCCTCCCCCT
>AU242063 ID   AU242063   standard; mRNA; EST; 307 BP.
CATCCAAATTTGCCAATCAAAACACACAGCCATCCACAGGAGGAAGTGAGTCTGGTTTTT
TGCTAGACCTGGACTCCAGCAACTCCAACGTCAGAGGCCCCATCCAACTCTGCCTCCACG
ACAAGCTCTGACCTGTGGGGAGACTTTGACTCTGTGACCCACAAGTGAAGAGGAACTCAT
GCTACTTTCTTCCCTCTTCACTTTATATCTCTCCTCAAAATTATGCAGCACTTTTTTGCT
AATTTATTTTCCCTAATCTAGGGGTCCCATATCTCTCCCTGCCAAGCAGGGCAACCCCCG
CCATCCT
>AU242070 ID   AU242070   standard; mRNA; EST; 448 BP.
TCGAGTTTGTTTAAGTGTTTACTTTTTTGCCTTGCTTTTTGTGGGTTCATTTGGTCTTCC
CTTAAAAGGCTCAAAATCCACTGACCAGAGCGGTACTGATGCACATGACTCGTCTTACTA
TGCGTTCAAACCCAAGAGTGGCCTCGGAATATGCTGCACCTATGCACCACGGTACTGCAA
GAATTATGTCTCAGCCGGTGCAGTTCTTTGTCCAAGAGCCCAGTCTCTCTCATGAGAGAG
GTGAGGGAGGTGAGGCTGCTCCAGAGGATTTTTACTCTTCTGGCTCTGAGTCTTCTATTC
AAGCTGAACAGGCTGATTCTACACAGTCTGAAGCGGCACAACCTGGTATGCCTGAGGCAA
GGTGGCTTGTACCTCCACAAAGCTTTGAGGAAGCATCAGTCGATGCCCAGGCCCAAAGTA
CCAGTGAGCTCCTCCCACAGCCTCCTCT
>AU242077 ID   AU242077   standard; mRNA; EST; 269 BP.
ACGAACCAGGTGAGGAGCGGAAAACGCCATAACCTGGCGGACTTTAGCTAAAAGCCAGCT
GCACGAACGTCCATCCAGCAGGCAGGATGGGCTGCTTCTGTGTCTACACCTGCAGCCGTG
ACCTGTCCAGGCAGAGGCTGGTGGCCGCTGCTCCTCAGGGCCTCTCCGTGCACCAGGAGG
TCCAGCCCGTCCAGAAAGCATCTCCTCCACCAGAGTGTCCCATGCACCAAGCCCCCCCTG
TCAAAGCCTCTCCACCACCAGAGTGTCCC
>AU242093 ID   AU242093   standard; mRNA; EST; 167 BP.
AAGCGCTGAACCGTCTCTCTCTGCTTCTTAGGAGCTACAAATGAAGTACCAACCTCCTAT
GAAGACCTTACTCTGCTGTGTTGACTAGAGACTGCGTCTCATTGAATTACATCATAGATC
AATATCTTTTTATGAAATTAAAATAAATACCTTGGAGGGGGGGGGGG
>AU242103 ID   AU242103   standard; mRNA; EST; 437 BP.
AAAAGAACGGTGAACCGATTGGAGAGGGTGACCTGGGGAGGCGTTGATGGCGGTGTCGGC
CTCGTCTGGGATTTTCTTGCTTGCATCCCGAACAACTACCTCAGGATAGGTGGTCTCTTG
GAGTGGAGCAGGAGGAAGGCCGCATACATTCCAGGTCGCACAGAAGTGTGTCCTGGGTGA
CGGTTAAACTGGTGATTGCCTGCGACTGCTTTGCAGCGAGTTGATAGGCGCAGGAAAGGA
GGGTCTCTTTCTCGAAACTTCCGTCAGCCAAGGAATTGACTGTGCTCGTCAGTCAACATC
TGTTTTGCTTACATGGATTTCCATCAGAACATCACCTCTAATTGTGGCCCCCAATTCATT
GCTGCTTTCTGGAAGGAGTTCTGAAACCTCCTCAGGATCAAGGAACAACTGGCCACCTCT
TCTGGACCCGCTACCTT
>AU242109 ID   AU242109   standard; mRNA; EST; 464 BP.
GATTCTCCAAACCCAAACTATGAACCAACAGAAGAGCTGCCAGTGTTGTCCATCCCTCCC
GACTCAGAGTTCAACTTTGATCCCAGCAACTGCCCAAGGAAACTACTGACTCCAAGATCA
ACGAGAATAAACAACAAAAATGCATTCAAGAAGATTGACATGAACTTTCCTCTTGGACAA
CCCACGGCGGACAACATTGAGTCGCTGTGTCGCACGTGGAGGCTGCGGCCCTTCTATTCC
TTCAAGTGTTTGCAACGTTCAGGCTATGAGTTTGCGGCTCGACAAGCTAAGAGCATCAAC
AGTTTGGAGAAGGAATTCAGACGATGCTGCACTATGAGGGATCACAAGCTCAACTGTGCT



TCTCANAAGTGGCGTGAGGAGGTGGAGAAGTTCTGCTTGGTAGAGAAAAAGCATACAAGC
TTTGAGTGTTGCTCTGGTGATGATCCGTCTGTCTGGTCAGCATG
>AU242110 ID   AU242110   standard; mRNA; EST; 303 BP.
TATGTTTTAGAAATCATTTTCTGTGATTAAGCCGTTTAATGAAAGGCGTGAAGCGAGAAG
ACATGGTGAAAGTAGCGGAACCGTTTATCAATGTCAGCCAGCGGTTTGTTTGGTTAGGAC
AGTGGAAAATAACNGGTCCTGCCTGTAAATACATGCTTCAGTGAAGTATAAAAAGACAAC
AGCAAGTGGATGAATGTCATATATTTTTTTCTAATTTAGTCAGTCGGAAATGAGGGTAAA
AAACTGAGTTTTGTGTCTCACTAAAAAGGTTAAGGCAGCATCCGTTGTCTAGGATGGAGC
TGC
>AU242117 ID   AU242117   standard; mRNA; EST; 374 BP.
AATTAAAACGGCAGGTTCCGCTGTGTGCGTGGCTGCGGCTCTTCTCCTGATATCCTGTTT
GCTCCAAACGGCAGAGTGTCTTCGCTTGAGGAAAACGGAGAGACGAGCAGCGCANCGGGA
GCCCGGGCCCCGCACCGATGCTGGGCGTTCAGGAGGGGCAAATCATCTTTGGGGAAATTT
CCGAGAAGGTCACAGATAATAAAAGCAAGAAAACTTCTAACGCTTCTGCAGACGATGAAT
CGGCTTACCAAGCAGATTTTCCAGGATGGTATAAGGTAAATATGGAGGATCCTGCATCCA
AAGACAAGTGGAAGCAAATGGCAACATCCCTGTATTGTTTTGGGGATCACATGAAGTTCA
GGTCACTTGGTCCA
>AU242123 ID   AU242123   standard; mRNA; EST; 245 BP.
CCTGCACCACCTGCATTACCTTTTGGGCTGCAGCCTAAAAAGGATTACAAGCCAGAGGTT
CAGCTCAAGAAGGCAAACTGGAGTAAGATCTCACCAGAGGATCTCTCTGAGAAAAGTTTC
TGGATCAAGGCCCAGGAAGACCAGTTTGAAAACAATGAACTCTTTGCCAAACTCACTGTA
ACTTTCTCCTCACAGACTAAGACCTCTAAGGCCAAGAAAGAGCAGGATGATGGAGATGAC
AAGAA
>AU242126 ID   AU242126   standard; mRNA; EST; 525 BP.
GACACACGACAGCATTTACCTTCTAACCCAAAGTGTTTGAACCTGAGGTGACCGTCTGAG
TAAAGACGAGGCAGTGACCCCAACTCTGCGTTACCGCTTCTGACCCTCTGAGGACCAAAC
ACCTTTCTGCTACAGAAGGAGAAGAGAAGTCCAAAACCAGACCAGATTGAGAAAATGTTT
AGAATTTATCCTGAAAAGGATGGAATCCTGGACCCCATGAGTGTGTACCAAGTCACAGCT
ACGGACTTTGCAAAACCTTTTCCAGAGCAAGTGTAACTGGGAATCCTCCCAACAGCCACA
CTCAGGTCAGCCCAACGTAAAACTGTCTCTACCGTGACTCAACATGTTCTTCAAATTGAA
GCCTCGTCAAAAGTAAAGTTGCCCCTTCCACTTTAAGCCTTCAGTCTGAACATTTTTTGA
AGATTGAAACAAACCAACAAATGTGTGAACTGTGGTTACTGTGGCCAAATCAGCATCTAA
GTCAGCATTGTTGTTGTTGTTTTTTTTCAGTTCGGGTTTCTGTGC
>AU242140 ID   AU242140   standard; mRNA; EST; 368 BP.
GGTGGATCCGCTGAAGAGAGACTTAGAGGATCTTTGCGTTTCGCTCCTGTGGTCCAGTTC
CTCAAAGGCTGCTCCTCGAGGAGAACCCGCGTGCGGAACGGAACGCAGAAAAGCTGGAAG
CTGGAGCAGGAGTTCGCTGAGGTGAACCTGGCGAGTCCAACATGCGAGGCGGAGCTGACG
GGACTGAGGTGTCCTCTGCTGCAAACTGAGAGGAAGAAAACGGGTTTTTCTGGAGCAGAG
CACAACATTTGCACAGGACTGGATGCTTTGAGCGAAGTCACAACCAAAAAAGTGTCTCGT
GCTTCTAAACCAGTAAAAGAACCCTCCCAGTGGGGTGAGGAGCCAGCAGCTGCTGGCCTT
GTGGCCTC
>AU242150 ID   AU242150   standard; mRNA; EST; 367 BP.
TCTCAAAGCTACTTCATTCCCCCTGGACAGTACCTGGGCCCCATACATGACACCTACCCA
GCAGTATCCTGTGACCAGTAACACAGGCTATTACCCTGGAACAAGTCCTGCAGAATATCC
CGGTTTCGCAGCATATTATCCAGCTCAGCCACAATATCCTCAATCGGTCCAGACCACACC
GGGCATGATCGGGCCAACTCANCAACAGCAACAGGCTCCGCCCTCTCAGCAACCGCAGGC
ACCTCCCCAAGGCCCGCCGAAGAGGGAACGGAAACCGATAAGAATACGGGACCCAAATCA
GGGTGGCCGTGATATCACAGAGGAGATCATGCAAGGTGGAAGGTCTACCACCACCCCAAC
CCCCCCA
>AU242152 ID   AU242152   standard; mRNA; EST; 317 BP.
AGGGGTGAGGACAGTGACTCCAATGAACAATGCCTCTCTGCCCCCCGTACCATCCCCCCT
TATTCTCAGGCAGGCTCGTTGCAAAGGAGGGTCGGCAGACCCTCGTGACCCTCTGTTCCC
CATGGGAAATATCTGACATTGACAGTAGTAGCACATGTTTGCCATATAACCNGGNGATTT
AGACAAAATACACATTGTATGTATGACGTATGTTGGATTTATGTTCTAGCTTGACGAAAG
GACTTTACTCTCTCGTGATGCATAAAATGTCATTTTTGCACACACTATCAGCTCTTCTTC
TGACACCTGCACTACCC
>AU242154 ID   AU242154   standard; mRNA; EST; 322 BP.
GGCTGGACGGCGCGCTGAACCGAGTTCCTGTGGGCTTCTACCAGAAAGTGTGGAAGATCC
TGCAGAAGTGCCACGGTCTGTCCATCGAGGGCTTTGTTCTTCCATCATCCACCACCAGAG
AGATGACCCCCGCAGAAATCAAGTTCTCAGTTCACGTGGAAACCGTTCTGAACCGCGTCC
CCCAGCCCGAGTACCGGCAGCTGCTGGTGGAAGCCATTCTGGTCCTCACCATGCTGGCCG
ACGTGGACATCCCAAGCATCGGCTCCATCATCCATGTGGAGAAGATCGTCCATTTGGCCA
ACGATATGTTCTACAAGGATCA
>AU242184 ID   AU242184   standard; mRNA; EST; 326 BP.



ACATGGGTCAGTCGGTCCTAAGGGATGGGCGAACGCCGTTCGGAAGTGCGGGGCGATGGC
CTCTGTCGCCCCCGGCCGATCGAACATGTATGGGAAGTTCTACAATGGCGGTTTCCACTG
ATCCACTGGTCCCCACCCCAGCAGGCTGATCCTGGAGGAGGAGGACCGTGCACTCACCCC
TGCCACGCCTCCTCCACCCCCACAATGCTGGCAGGTGTGAGTCCAGAGCTGGTTCCCCAC
TGATCAGCCTGCAGACTCGTTATGTTCACGCGCTGATGAAGACGCCTTCACCCGAGCAGA
GAGTCTCTCATTCATTCTCGTCTCCA
>AU242185 ID   AU242185   standard; mRNA; EST; 458 BP.
AAAAGAGCGGCTACTTTCTGTGTTGGATGATTTGGAGGTGTTATCGCGGGAGCTGATCGA
GCCAAACATCTGGAACAGAACAAGGCCATCTATGATGCTCACAATGAAGTTGCTATGCAG
GGTCAATGCCGGCCAGAGGCCGACAAGATCAACTTCCACTTTATTGCTTTCATAAACGCC
AAAGGAAATCTTTATGAATGTGATGGGAAAATGGACGGACCAGTAAATCACGGAGAGACA
ACTGAGGAATCTTTTCTCGCGGATGCGGCCAAAGTGTGCCGTGGCTTCACGGAAAGGGAA
AAAGACGAAGTTCGCTTTTCTGCTGTGGCGCTCTGTCGGAGTTAAATCTAGACAAACATA
AAGAAAAGAAACGTTCTTCAGGCTTCTTATGGCTGCACAGTTAAAAGTGCCCAATTAATC
TATGTACGACATGCATATGACTAAAGTTCACTATAAAG
>AU242186 ID   AU242186   standard; mRNA; EST; 336 BP.
TGGGGTTCTCCCTTTTTGTTCTGCTGGTTGTTCCATCATTTAGTTTTCCTGCCAAAGGCT
CCAAATCCACAGATCAGAGCAGTGGTGACCAAAGAGCAGCAACTAACTTTGCTTCCCACA
GAGAACACAAGCCATAAGAGCAGCCATATGTTGATCCTGGAGGAAGAAGACATCCTCCTC
CTCCTCCCCTCTGGTGTAACACTGTAGATAATAAAAGTGCAACTGCTTTCCGCAGGAATC
TGCCAGCAGCACAGTCGCTATGGATTCATTCCAAAATGTAGATGGTTCAGTCTTGTTCGC
GGTGAGTTTACTGTCCTCTATGCAGAGGTTTGTGCA
>AU242188 ID   AU242188   standard; mRNA; EST; 129 BP.
TTCAGATGCTGCCAAAGTTAAGCCAGAATTTATTTTTGTTATAATGAATTTTTTTTCAAT
CTAGCTTCAAGTCTGGCTTTTCAAAATAAAATAAAAGGTACCTAAAAGAAGTAAAAAAAA
AAAAAAAAA
>AU242189 ID   AU242189   standard; mRNA; EST; 249 BP.
TGAGCAAAGAGACACAGTCTAAAGTGGAAGCACTGAGAGCGGAGCTGGAACAGCTGCAGG
GGAAAGTCCTGCAGGGACGTGAGCAGTACCAGCAGACCACTCAGTCCAGCACAGCCGTCT
CTGCTGTGCCCGTGTTCAGCATCAATGACAAGTTCACTCTCTGCCAGGACGATGCGAGCT
ACAGCCTCACTCTGGAGGTCCANACTGCCATCGATAATCTGCTGCTTCAGAGTGATGTTC
CCATTGATC
>AU242191 ID   AU242191   standard; mRNA; EST; 379 BP.
AGGCCTGCCAGCTGTGGACCGAGTCGTTGCTTCACTCCAACACTGTGTCATACATTGCTC
ACATCAACGCGCTAACATCTAAGGTGGCTGCTGCTGAGAAAACTCCCTGATGACTGGAAA
CACAAAATGTCCTGCTGGTTCAAACCTTCCAAGTCGCTCAACATACTGCACCACCTTTTG
AAAAAACTAACAGGGTTGCAGGAGGGGCAATACGTGGTGGCACACAAAGCAGGGGAACCT
TTTGTGACCATACTGAAGGCGACTAAAGGGGGACCGCACAACCTGCAGCAGGTGCATAAC
AGTGTTCCTCAACCTCCGTCCTCTGGCCACATGCCGTGGATACCTGTGGACCCGGCTGTG
GTCCTGCCCTTTCACCACA
>AU242195 ID   AU242195   standard; mRNA; EST; 301 BP.
TGATCTAAGATGGCTGCCCCCCAGCTCAGATTCTGGGCAAGGAACTACCCCAAATTCTCT
AGACTCTTCAGGCTCCAGATCTCAGAAAGAGGCGTCAGCTGATCTTGAGAACTTTGTGGC
GTCCGGCAGTGATGCATATGGACCACCTAAAGACGTCTTCACCAATGACTCCACTGGGAC
CGGTGACATTCAAACGTGCGTAAAAGCGACTCAAGAAATGGAACAGGGAAGTGATGGTCA
AACCTGTAGCCATGATTGCAAGCATGATCGGTGCAATACAAGTCTAAATCCCTCAGATGA
C
>AU242197 ID   AU242197   standard; mRNA; EST; 329 BP.
GGAGCCTGCGGCGTTGCTCCTCTTGTACATTTCAGTCATGAAGAATCTTCATTTCAAAGA
TTTCTTCTGGAACTCAGATCTGACCTGCACCAACGGCCTATGATGCCATAATCCAGTATC
TAAACGAAGGCAAAAGGACATGCAAGGAGGTCGAGGACTTCATGAAAGCAAGGGCTTCTA
TTGAAGAGAAATATGCCAAAGACCTGCTGGGTTTGTCCAAAAAGGTGTGTGGACACAACG
AGATGAACACTTTAAAGAGATCCCTGGACATCTTCAAACTACAGACTGAGCAAGTGAGTC
TTTCACACTTGCAACTTGCCCAAAGCATG
>AU242202 ID   AU242202   standard; mRNA; EST; 299 BP.
CCGTGCATAAAGCTTGTTTCGTACCTGTGTGCAATTGAGTGGTCCATATTAATCTGTTGA
AGAGGCAGCCGATATATTTGTTGCAGGTGAAGCACGCAGCATCTTTGTGAAGAGTGGACA
TCAGTATCACACTTTTTGGACAGTATGAACTGTGCTCCAACGGATGTTGCCACGTTTGGA
TTGGAATGATTCAGCAGGAGCAGCTTCAGCACCAGTGACCTCCTCTTCAGACTGATCAGT
TAAAAGATGTGATTCAAAACTTCATTTACATTGAATCTTCTCCTCATTGTTGCATCCTG
>AU242213 ID   AU242213   standard; mRNA; EST; 209 BP.
CCTGCCAAGAACAAAAGACAATATACTGCAGATGACTATCGATTCTTTTAAATTCCATAA
TGACGAACGAGGACAGCTTTACATCACATGTCATCTCAATGCGGTGCCAGTGGATGATGC
AGAAGCACAAAGCAAGGCCTGCACATATGTAAATGGAAGGTGGCGGTCAGCTGATGGAAA



CGACTACCTGTGTGGATTCTGTCAAAGCC
>AU242215 ID   AU242215   standard; mRNA; EST; 366 BP.
TAACTTTTAATCCGAGTGCAGGGATTACTAATCTCCTGTGGATTGGTGACGGGTTTCCAT
CACAGAGGTCATCACAACTGTTCTGAAAAACAAGGATATGTTGGTGAGAAGTAGGGATTT
TATTTCATTCACCCATCTGAATCTAGATTTGTGCAGTTATTTTTTTTATTTTGCTCTGTC
ACCCCAAACATCCGACCAATCTGCATTCTTGAGCTGCTTCCAACAGCTAACGAAGAAAAC
AGTTAAAAAAGGGTGAGGAATATGGAACTCCTCTGGTGTTTTACCAAAGCAAGATGCTGA
AATCTCTCATTTTACTTCTGCTGTTATGTCATTTTTGGTTTTTGTTGCTACTGAAAAAAT
TTACTT
>AU242217 ID   AU242217   standard; mRNA; EST; 432 BP.
GTCATGGTCATGGAGTATATTGAAGGCGGGGAGCTCTTTGAGAGAATCGTGGATGACAAC
TTTGAGCACACTGAGCTGACCAGCGCTCGCTACATGCGGCAGATACTGGAGGGCATGCAA
TACATGCACAAGCAGAAGATTATCCATCTGGACCTCAAACCAGAGAACATCGTCTGCGTG
GACACGAACGGCACACAAATCAAGATCATCGACTTCGGCTTGGCTGCCGAACTGGATGAG
GGCAAACCTCTGATGGTGCTGCATGGCACTCCTGAGTTTGTGGCCCCCGAGGTGATCAGC
TATGAGCCGGTGGGGGTGGAGACCGACATGTGGAGCATCGGAGTCATCTGTTTCATTTTG
CTGAGTGGAGAGTCCCCCTTTCAGGGGAACAGCGATGCCGAGACTTTGGCTCTTGTGACG
GCTGCTCACTAC
>AU242224 ID   AU242224   standard; mRNA; EST; 338 BP.
TCCTGGGGTTTTCCCTTTTTGTTCTGCTGGTTGTTCCATCATGTGGTTTTCCTGCCAAAG
GCTCCAAATCCACAGATCATAGCAGTGGTGACCAAAGAGCAGCAACTAACTTTGCTTCCC
ACAGAGGAGCTCAGATGAGCCGCTCTGCTCCTGTGCATTACAGCTCTCATTCAAGCAGCA
GCTGATGCCCAGGCTGTGGGCTCCAGTGACTTCCTGCCACCAGTCCCTGCCCCTCCAGCT
GGCCCTGTCCTCCAGTCCGGAGAGACTTCCAATATTGTGAAGGAAGCTGAACTTGGCAAC
TACCAGCAGCAGACGGAAGAGTTTGGTTACCCGGCTGA
>AU242235 ID   AU242235   standard; mRNA; EST; 284 BP.
GATCTAAATGTTTGCATTTCTTGATGTTAAGTAGAGTTAGAGAACCTCAAGTCCTTTTTA
TTGTGTTTTTTTTTGGGAGTAGGATCCCCCTACGTTTGTTTTTGGTTTTTATGCTCTGAT
TTAACTTTTAGCTGCACGGGTTGGACTTTTCCTCTGCCGGAGACGATGAAGGAGGAGATC
GCCGCCGCCGTGTTCTTCATGGCTCGTCTGGTGAAGCGGTACGGCTGCCTGGACAACGAC
AGCAGGGAGCGCTTTGCTGCCGCCCTCACCTCTGCGCTGTTTGA
>AU242237 ID   AU242237   standard; mRNA; EST; 293 BP.
ATACTTCACGCCGACAGCCTTGCTCATGTCATCAACCCAGTGGAGGCCAGACTTGGTTCC
AATGCTGCCTCCTCCAACCCGGTGCTGAATTTTCTTCTGTATGTGCCAGACGCCCAGCAT
TCACCACTTTACATTCAGGACCACAAGAAAATGGATGTTCCTTCAAATGCATTTCACTCT
CCGCGTTGGGGGGGGATTATGGTGTATAATGTTAAAAATCTCTATGGACCAGAGGCTGAG
TTTCCTGTCAACATCAACATAAACATGGCTGAAGTCATGGGGGTTTTCCTGAC
>AU242242 ID   AU242242   standard; mRNA; EST; 168 BP.
CACGGCCTCCTGAATGAATTACAGAGGATTTTTGGGAGATTTCTATCTGTGGTTTTTCAC
TTGATGTGTCTCACGTCATCGAGGTGTTTAGATTCTCTGGAGATGCAGCTGAAGCTGCAG
GGAGAGAAAATCGTTTGATTGCTGATGTTGGTTTGGGTCGTCACTCTT
>AU242243 ID   AU242243   standard; mRNA; EST; 160 BP.
CTATAGCAGCGAGGAGCGGAGGGGGGGGCGGAGCTCCGGGCCGCTCCCGGTATTTATTCC
GTCTGGAGAGGCTCTCCTGCAGCTGCACCTCCGTCACCAGCAGGGGGAGTCCAGGAGGCC
TCGTGAAATTACTTGAATGGACATAAAAAAAAAAGGGGAA
>AU242244 ID   AU242244   standard; mRNA; EST; 244 BP.
GTCTGTTTCTGCTTCTCCTGTGTGGATTTCTGCGTGTGTGTGGTTCTGGTTCTGTTCACA
TGTTGAAGGTGAGCTTGTTCGTTTAGTCAACCCAATCATGGCTGTTCCTGGTGATGATGT
CATCCTGCCGTGCTACCTGGACTCTCAGGTGGACCTCCAGGATCAAATCGNGGAGTGGAC
CAAACTGGAGGTGAAGCCTGATCCGGCGGATCCACAGGGCCGCGTCCCTTTTGTGTATTT
TTAC
>AU242261 ID   AU242261   standard; mRNA; EST; 382 BP.
GCAGAGGAGGCCTTGGCGCAAACGACAAAGGGCAGAGACATTTATGACATCCTGAAAGAG
GTGATTGAGAAGGAGACGGAGAAAGTTGAAAGGAGCAGGGATGTAGCAGCTGGAAACTCC
AGCAGTCGGTCTGAAGCTGCTCTTCAGGACTATAACGCCCTGTCTGACATCATTCAGCTG
GATGGTCCAGCAGACAACTCTGACCACGAGGAGGACGAGGAGGTTCCCTTGCAGGAGAAT
GACTTTCTGGGCTTGATCAATGCTGAGGTCATCAAGGCCCTGCAGGAAGAAAATGAAAGC
AGCGACAGCAACAGCGTGGCCAGCAGCAGCAGTGGAGGAATCGATGAGCTCGCTGATGTA
GAAGAAGGGGATCCTTTGAATT
>AU242265 ID   AU242265   standard; mRNA; EST; 359 BP.
AGGGCTTACCAAGAAGAAGGCCAAGCTGAGCGCGGCGGAGCAGGCTCTGCAGTCCCTGCT
GCAGGTCTGCAGCACGGCTCAAGCACCCAGACGCCTGTCTGTCCCCACAGACTTTACATC
TGACCTGTCAGATATTCCCAGAAGTTTGTGGTGTCCTTGACGGTCGGCGCCCAGACGTTT
CAGGGTTCTGGCAGGAACAAACGGCTGGCCAAAGCCCGGGCGGCGCAGGCTGCTCTGCGG



GCGCTCTTCAACCTGCAGCCCGAGCGGGAACCGTCCCGAGAGCCCGTACCCCGGGAGGGG
CCGCAGCTCCACCTGCCACAGGTCCTGGCAGACAGCGTCTCTCNCCTGATTCTCCAAAA
>AU242266 ID   AU242266   standard; mRNA; EST; 244 BP.
GTCAGTCCGTGCATAAAGCTTGTTTCGTACCTGTGTGCAATTGAGTGGTCCATATTAATC
TGTTGAAGAGGCAGCCGGACCTAACTGCTACGCAGACACAGAAGTGATACCCCGCCGGCA
GAGAGGTGAAGATTGACGAGTGCACGATCTGTTACTGCACCTACCAAGAGGGGACGTGGC
AAATTGAACGTCAGGCTACCTGCAGTAAGAATGACTGCCAGCAAAGCTAGAACACAGCAC
AGCC
>AU242268 ID   AU242268   standard; mRNA; EST; 191 BP.
GTTCATTATACACTCAAGATCTGTTTGTTCAATGTGGTATTTTATTGCGTGAGATACCGG
CTTAAGAAATCNGCTTTGTGAATCGTCTTTTTTTTANTAAACAGTATAGAAAACGTCCAA
ATTTAGGTGACAATATGAATATGTTTAGACGTGTTTTTCAACTTCGAAATTCCTTTGGAA
ATGTAATTTCA
>AU242270 ID   AU242270   standard; mRNA; EST; 321 BP.
GTTAAACCTCACTGATTGTCTGACTGAGGCCCTCAGAGACTTCAACAGAGGGTGAAGTGA
CGACCATCATCCAGCTGCTGAGAGAAATGCACCTTTTTTGGCCACTAATGCCCCCCTTCT
CCACCTGCACATGCATGCTGTGTCCACAGCACACATACATGACCCCCCCTGAGCTGTAAA
GTGACACCCACTGACACTCATAATGTGCCTCCCCTTCTTTCCTGTCTTTACTGAGGNGGG
AGTCACCTGGCTGGAGTCAAAGGTCAGAATGAACAACAAACGGGGATGCCACAAAGGACT
TCAAAGCTCCAGGCTGCCCCT
>AU242282 ID   AU242282   standard; mRNA; EST; 329 BP.
AAACGGACTCACGCGGGGGCACATCCGTCAGGCTCCTCCCCCTCAGAAAAGAAGCTGAAG
ACATAATGACTCCGCCCCCTCACCGTTTGAAAAGCGGGTTTTCTACAAACTTTCAGAACT
CTGCTCCTTCAGTTTTCGCAGACGTGAAAACCGGGAGAGATTTTCAACCCGGTCTGTATC
GTTCTGTTTCAGTCCTAACAGAACCCGCTCAATAATGCTGAGAACCGTTTTATTTTAATG
AGGATTATTTGGTTTGTCACTCGTCACACTGGGGGGGGTTTAGAACCCTCCCAGCAGAAA
CATAGATTTTATGATGAAGCAGCTTCACA
>AU242287 ID   AU242287   standard; mRNA; EST; 349 BP.
CACCACTCAGTGGATCTGACAGCGGCTCAGAATGTGAACACACTTGGCTTGCGTCAACTT
TAGCTTCATCAAGTGAGTCAGACAGCGTTCGTGTTCTCCTTGTTTTCCAGCTCTAACCGT
GCCAAATGCGTGGGATGGCTTGTGGCTTTGTGTGCTGTGGTCCTGGTGATCTTTTTGTTG
CCGGGCTCCAAGTATTTTGGCAGCCAGCGCCGGTGGGATGCTTGGTTTCAGAGACGGGAG
AAAGAGGGGAGCGGAGAGCGGCGCGCCTCACCGGGGCTGCTGCTGCGCGCGGCGCCGTGG
AACTCGTCTGCAAACCCTCCGCGCTGGCGAACTACCTGAAGAAGCACTG
>AU242306 ID   AU242306   standard; mRNA; EST; 352 BP.
CACAGGAACTTTCAGGAAAATCTCCAACCAGGAGAAGAGTTTCTGTTTGGACCTTTTCTC
TGTGATTGTGAGACTAGCAGATGATCGATCGGAGCTGCAGTGAAGAGGACGGCGGTGTTT
GTGGGAGTTGGAGCTGAAGATCGGAGCANGAACCATGTCTTCCCTTCAGTCTCTGAGAGA
GTTGATCAGCGAGCGACTAGCTGCTGCTGAAGAAGAAATCTGCAGACTCTGTGAAGGAAC
CACAGCTGCAGCTCCACCACATAGTCCTCCCCCAGCATTGGATGACTGAAGAGGAAGATC
TCTGCAACCAGCAGAGGAACTTCAGAGTGGAACAGGAAGAACCACAACCTCC
>AU242310 ID   AU242310   standard; mRNA; EST; 217 BP.
AAAAAATGCCTTTTTCAGGAAAGAAGTGTTATGTATCTTTTATGTTCATTGTTTTAAATA
GGGTGGAATATATACATTGCTTTTGTAAGTAATACCAATGTGATCCTGTTACAAATGGTC
ATAACTGATGAGGGGAACAGAAATGTACTCCGTGGAACAAATTGGGAGAAAATGTTTTTT
TTGTGCCTTTCAAAGGCGTTTGTAGAAGCAAAGGACC
>AU242322 ID   AU242322   standard; mRNA; EST; 458 BP.
GAGGCAGTTGGGCCCATTCATCCACAGACTGTGCTTTGGCAAGGAAACCTATCGCCTTAN
ACGCCGGAATCATGCTGTCAACGTATCGAGAGGCGTGAGACTGAAGAGATGCCACAAGAT
TCGTCACCTTTGAAAACACTTTTGTGGTGGAGACCGTCATCTGTGACAGGTTCTAAAATC
TGAGGCGGAAATCACAGCCATCCAGCACCCAAGCCAACTTGAAACCATACCTCTGGAATT
CCTTAGGCGTTTAAAAACTGCACTTTAAGAGCAAACCATGTTTGTCTTTAGTTCTCGTCT
CAACTTGAAATGCTCTTTTATTGTTCGTGGACGATGTCGATGTTATTTGTCGTTTGAGTT
GTCTAAATCGTATTTATCTGTAGTTGGTCTTGAGCAGAAAACATGTTTTATTTTTGAGTC
CTTGAGTGCAGCTTGGATGAAGCTGCTCGCGCTCTACT
>AU242323 ID   AU242323   standard; mRNA; EST; 428 BP.
CCGTCGTTCTCATTCCCTGTGTTGTATCCTCCCCTTGATCCTCATTCTTCAAGACAACTC
CAACAGACTCGGACTCCTGCCTCACCTGCAGAAGTCACAAAGGAGCCTCCAGCTCAAGAG
TCATTTTACCAGCCACACCCACTCATGCCATTATATTTAATTCCTAAACAGGCTCCTGTA
CCTTTATTTCTTAATCCCTCTGATAACCCAGCCCAGTCTCAGCCTTTTTACCCAGCCATG
CCTCATATGTATTCTTTCATCCCTGAACAGAGGCAGGTGCAGCTTGCAAGAAGCTGGTGA
AGGTACCTGATCGGTACCATGTGACTGTATAGATCCCTTTCCTGCAGACTTAAAATCATT
AGTGCAATGGTGAGATGAATCATAAATGCACAATCATGCAAGGAAATAAAGTTGAATTTC
AATTAAAA



>AU242347 ID   AU242347   standard; mRNA; EST; 250 BP.
TTCGAGTTTTTTTATGATGACTTTTGTCAACATACGTTAAATCTATTTCCTGCTATCTAA
ATTTATTTTTGCTAAATAAAGATGGTAAAAAAAAAATGTAAACTGGTAAAAAATAATAAT
AATAAACTTCCAGAGAATTGCTAAATATGAAACGAGTTAAAAATAAATTCTACAAATCAA
TGCATGTTTTTGTNCTGGTTGACAATGAACAAAAATAAAGAAATAAAATAAAAAGGACTT
GTGTAAAAAA
>AU242350 ID   AU242350   standard; mRNA; EST; 488 BP.
AAACCCCTGCAGCTCAAGGGCCTGGACTGGGAATATTTTCTCAGTGGAGCACCAACGGAG
CTGGAGAGGGGGCAGTTGTTGGAGTGGACACTGGGAGGTCTGGCCTATGGGGGGGCATGA
CCGCAGGATACCCAAGCAGCAGCCTGTGGGGGGCACCACAAATGGAGGAAAGGCACCAAA
TGGACAGCCCTGCTGGATTGTTGCCTGGCAACTTGTTGGGGGGAGGAGCTGATTCCATAT
GATGAGTTTGTGGGTTTGGACACGCATATGGTATACACTGGGATAAATATGTACTTAATA
TGGCACACACACCCTTACATGGTATGCATATTAATGTACTACATACATAAACCTGCATAC
GTAAAAGTAGTATGCATAGTACATAATGCAGAAATGTGAGACTTGCTTACACACATTCTC
ATGGCCAGACTTAAGCTATTATTAAGAATAAATAAATGCAGGGACTGTTAGACGTGTATA
CAGCCTTT
>AU242360 ID   AU242360   standard; mRNA; EST; 229 BP.
CTGGACATGGAACTTGAATCTGTTGGTGAGATGACTGAAGCTGAAATGCAGAGCGTCATT
GAAGAGTTTCTTCAAACATATGGACTTTCACCAAATTCATTGTCTGTAAAAGTTAAATCT
GTCCAACCATGAGACAAGAGGAGGAGCTTTTTCTTTAAGACAACAAAACATGGAGACTGT
ATGGAACAAATGCATTTTATAATACTATATATTAGTATATACTAATATA
>AU242368 ID   AU242368   standard; mRNA; EST; 551 BP.
TTTTCCGACACGTCGCAACAAATTTCCCTACCTAAAGTGCCACCACATCCTGATACTGTC
CCCATGAAATCTATACCTCATTCTCCATACTCTTCACATTTCCCTCACTACTATTTATTC
AACTATCCACCTACTGCAAGAGGAGAAGCCAGGAGACTGGGTCTGCTAAATCCTCACCTG
ATCACAAAAGCAAACATGTCTCACTTCCACACATACTCGGCCTATGACAAAAGCAGCATC
AATGCTTACATTAAGCAGGCAGACGCAGACCAAACGGAGGCCTTCTCCAACACCAAACCA
GATCTGGATGAGAGGCGCTCTTCATCTGTCACTCCTGCAGCACAGCCTCCAGTTTCGCAC
AGTTACCCTCCTAAAACAAAGCTTGGTGCTGCTCCGCCCCCTGAGCAGTCTTCTGCCTCC
TCCCAAGGATCTGGCTCCCGTCCCGACCCTTACCAGTACTTCTACCACCCCTTTTATGGC
TATCTCATTTATCCCCCTTCTCTGCCATCTGTACCCTCTGATTTAAATCAGGAACACTAT
CCTCACCAGAT
>AU242369 ID   AU242369   standard; mRNA; EST; 514 BP.
GAGATGGTAAACCATGAACGGAACAAGAAGATCCTGCTGGATCTGCTGAAGCAGCCGGAG
AACAGCCGCTGCGCAGACTGCGGCGCGCCCGATCCAGACTGGGCATCTTACAGACTGGGA
GTGTTTCTGTGCCTGAAGTGCTCTGGGATCCATCGCAGCTTTTCCTGTCAGATCAAATCC
ATAGAGCTGGATTTCTGGGATGATAAACAAGTGGAGATAATGAAATCTAACGGCAATGCC
AGTGCCAAAGCCATATATGAGAAAGCTGTTCCACCATACTACTATCAACCCTGTCAGAGT
GACTGCAACGTCCTGGTGGAGCAGTGGATTCGAGCGAAATATGAGAGAATGGAATTCACA
GGAGAAACCAAGTACCCACCTCCGCCATACACCACAGGTTTCTACGAGGGAATATTGTGG
AAGAAAGGGAAAGAGAACACGCAGTTTCTGAAGAGGAAGTTTGTTCTATCTGAGAGGGGG
TTCACCCTGACGTACTACAACAGGGAAGATGAGT
>AU242372 ID   AU242372   standard; mRNA; EST; 501 BP.
AGCTCAGAGACGTTTAACGCGCTTCTGCTGGACATTTCCAACCAGCTGAAGGAAGAAGAC
CTGAGCAAGATGAAGTTCCTGGTTCGAGACCATGTCGGCAAACGAGATCTGGAGAGGATA
GCGAGCGGCCACGGCCTGTTTCAGGCCCTGGCGGAGAGGGGCCACCTGGGCCCCGAAAAC
CTGGACTTCCTTATCGGCGTCCTGCAGGGCATCCCCCGGGTGGACCTCTCCGAGAAGCTG
CAGCAGTTCGCGGGCTCGGAAAGAGCCGCCAACGAGGGTCTGAGCAAGGAGGAGACAGAT
AAGCTGAACATCGCCTCTGAGGTGATTTCAGAGAACCTGGGAAGGTATTGGCGTAAACTG
GGCCGCAAACTGGGCCTGAGCGATGCCAAGCTGGAGTCTATTTCCAAGCGGCACCCCACA
GACCTGGAGGAAACGGCGTTGGAGCTCCTGAAGGAGTGGAGGAAAAGTCAGAGGGCTGAA
GCCCAGACGGAGAAGCTGCTG
>AU242374 ID   AU242374   standard; mRNA; EST; 43 BP.
AACAGCTATGACATGATTACGGATTCACTGGCCGTCGNGTNTA
>AU242376 ID   AU242376   standard; mRNA; EST; 472 BP.
AGCTGTGGTACCAGCTCTCAGTGCCCTCAGGGGAGAAGATCGACAAGAAGCTGGAGAACC
CAAAAAACAATATAACAAACCCTGTCTACTATGACACCAGGGACCTGAAGAAACCCTGCG
CAGAAATTCATCAGATCCATACTCAGCTGACAGAGCTAAGGAAAGATGAGAAGAACATGG
AGAAAAACATGAAAGTGCAACACGCAGTCACGTTTTACTCCGACATGGACCAGAGTTTAC
GACTCATCCTGCAAGAAAAAGAGCAGGCAGTCCTGTCTCTGCAGGAGACGGTGGAGATCC
TGCAGATAAAAGTGAACAAGTTAGAACATCTTGTGCACCTGAAGGACATGCGAATAGAAG
ATCTGACGCGGCACCTGGAGATGTACAAAGCAAAAGAGAGAACACATTAAATCATCGACA
ACACACCAACAAGACATAATAGCTGCACTGAGAATCTGTTTTAATGTTCTCC
>AU242384 ID   AU242384   standard; mRNA; EST; 440 BP.



CTCATGTTTGTGTTTTATTTGGTGTTTTTGGTATATGTTGCCATGTCAGTGGGTCAAACT
GGCATTCCTCGGTATGGGAAAGGCCACTGGGTCATGGATGAAAACACACAGTATTACGAT
ACAGATGAAGGCTTTCCTCTGGAACAAAATGTGTCCAATGACAACTCTTTAGAAGAGGTT
CCTTTCCCAACAGTTGAAGGCCAGAATTTGCTCACCACTGAAGAGTCTCCTCTTCTGATG
GGACAAGATTCTACAGAAGTTCATGACTCAAAAGTGTGGAAAATTGTCCTGGTGACTGTC
ATCCTGTTGATGTCCGTGGTGGGATCTCTGGCCACGGCCTACTACCTGTGTGTCTGGAGA
GGGGGCAGGATTCACTACCAGCCCCAGAAGACGTATACATGAATATCAATAAATCTATAA
AATATTATTCTTTTTAAAAA
>AU242385 ID   AU242385   standard; mRNA; EST; 434 BP.
ATGTTCGTCAAATCAGAAGACACCTCTGCCAAAACAGTGCCTTTGGTCCAGACGCTGAGG
GATTCTCCTGGAAGATTGATCCAAGCCGAGACATTTGCTATGTGACGATGCTTCCAGCAG
CTGTCATCCAGCGCCAGGAAATGTCGTCGTACTTCCGACTTCTGGATGATAAACTGATAC
ACGACTTCTTGAGGATGGACTCCTGCTTTAAAATGACAGACAAGTACCTTTTAGCCATGA
CCTTTGTCTACTTCAAACGAGCTCACTTCACTATTGCTGAATACAACAGAAGGAATTTTT
TCATCGCACTTTATCTCGCAAACACCATGGAGGAGGATGAAGAGCAGAGCAACGAACACG
GTCTGATCACCACAGTGGTGCCCAGCGGCAGTACAGCGATCCAGGCTCGCCTTTTCCACG
GGGGCCCTCCGCCT
>AU242387 ID   AU242387   standard; mRNA; EST; 234 BP.
TGCAGACGGGCTAAAGCTGTACAGCGTGTCCCGAGACAAGGCGGTCCACCAGCTGGACGT
GGAGCGGGGCCAGCTGGTGTCGCGGATCCGGGGCGCGCACGCTGCCGCGATCAACAGCCT
GCTGCTGGTGGACGAGAACATCCTGGCGACTGGAGATGACAGAGGAACCCTGAAGGTGTG
GGACATGAGGAAGGGAGAGGCCTTCATGGACCTGAAGCACCACGACGACTACAT
>AU242391 ID   AU242391   standard; mRNA; EST; 103 BP.
CTGTGAACCTCGGTCAGGGATTCCCTGACTTTTCTCCCCCTGAGTTCATCCGAGAAGCTT
TCTGTGATGCTTTGAAAGGAGGACCTGCCATGCACCAGTACAC
>AU242396 ID   AU242396   standard; mRNA; EST; 492 BP.
GGTGGCTAACCCTCTGTGCTTCCAGGTAAGTGTGGTGGTGCCGTCTCTGCTTTAGATTGT
GCTAAACAAATTGTTCTTTAGCTAAAAAAAGAAAAGGGCTCTGGCATCCGGAGCTCCCCT
CTACGCCCCAGTGAGCTTAAGGTGTGGATGAGCTTCTCCTCACTGCTCAGGGCAGCAGAG
GCACGCTGCTGCTTTTGTTTGGCTTTCCTGATTTTTAATCATACAGCAGTGGCACCTTGC
TCCAACCAGTGGCTGTTAGCTCTAGGCCTCAGTGCTCCAGCTCCTGCCAGTGGGTTCAGG
CCGCACTCTGAGCCCGGACCTTCATATTCTTGGCCTTTGCGGCAGCCAACGGAGCGGCAT
CAGGCCCTCATTTTTCTCCATGGTCATTGGACTGAGGACCTGCTGAGAGATGTTGCGCCC
TTCCCAAGGGCTGCTGCTGTGTTGCGCTGGTTTTTATCCTGCTTGTATCTGTTTTTAAGG
TTTTATCCTGTT
>AU242397 ID   AU242397   standard; mRNA; EST; 494 BP.
ACTGGAGGAGAAGATACAGGAGTGCACACAGCTGGAAAGGGAGGTTGAGGAGGTCAGGAA
TCGAAGCCACGAGCGAATCCAAACATTGGAGCAGCAGGTTCTCATCTACGCAGAGGACTT
TAAGTCAGAGCGTGCTGACAGGGAGCGAGCACAAGGTCAAATTGAAGATCTAAAGGAGAA
GATCTCCCAGTTAAAACAGCAGCTACACAAGCAGCAAGGTGCAAACAGGGACAGCAGAGA
CGTGGTCCCTTTGTGTCGTGTACACATAGGACACCGGATCTCCTCCAAGCGGAGTAAGGA
CTCTCCGGAGCCGCTGTTGAGGAGCTCTTCTGAGAGACAGCAGGCGCCTGCAGCTGCAGC
TGCTGCAACGACGCCAAGCGCGGCCTGGATGAGCCCGGGCCTGTCGGAGCTGCAGTGCCC
ACAGTGCCTCGCCAGGTTCAACGACACAGAAGCTGCGGAGTATCTGAACCATTGTGAGGA
GTGCGCTCGACTAT
>AU242417 ID   AU242417   standard; mRNA; EST; 532 BP.
AGCCGACTTTCAATAACCCCACACTCCCGGCTTCTATTAGTTTGAGAAACATCCGTTTGT
TTCCTAACCCGTCTAAAAATGAACGGTTTCCACCACGACCTGCTTCACGATAAAGACTGC
TTCCTCTTTACCTCCGAGTCTGTGGGAGAAGGACACCCCGATAAGATTTGTGATCAGATC
AGTGATGCTGTGTTGGATGCTCACCTCAGTCAAGACCCTGATGCTAAAGTAGCCTGTGAG
ACTGTAGCTAAGACGGGGATGATCCTGCTGGCGGGGGAGATCACCTCCAGGGCCAAAGTT
GACTATCAAAAAGTTGTCAGAGATGCGATCAGAGACATCGGCTATGACGACTCCTCCAAA
GGCTTTGACTATAAGACCTGCAATGTGCTGGTTGCCCTTGAGCAGCAGTCTCCGGACATC
GCTCAGGGTGTTCACCTGGACCGGAAAGAAGAGGATGTGGGAGCAGGAGACCAGGGTCTG
ATGTTTGGATATGCCACGGATGAGACGGACGAGTGCATGCCGCTCACAATTG
>AU242419 ID   AU242419   standard; mRNA; EST; 504 BP.
CCTGGAGATGTATGCCTTTCCATTTGACAAGCAGAACTGCAGCCTCACCTTTCGCAGCTG
GCTTCACTCAGTGAATGAAATAGATCTGGCCCTGTGGAGGAGTGCAGACGCCATCGCTAA
TGACAAGCGGGAGTTCATGAATGATGGAGAATGGGAGCTGCTGTCCATTCCTTCACAGTA
CCGGCAGATCAGTCAAGACAACACGGATTACTCACAGATCCAGTTCAACCTGTTGATCCG
CCGGCGCCCCCTACTGTATGTAGTGGGCCTCCTCATCCCCAGTATCTTTTTAATGTTGGT
GGACGTGGTCAGCTTCTACCTTCCTCTGGACAGCGGCATGCGCATCGCCTTTAAGATCAG
CATTCTTCTGGGATACACCGTCTTCAGAGTCAACCTCACTGATGACCTGCCTGCTTCTGC
TGTCAAAACGCCGCTCATAGGTGTTTTCTTCGTGGCATGCAAGGCTATGTTGATGCTCAG



CCTCACTAAGTCAATATTGGTGGT
>AU242426 ID   AU242426   standard; mRNA; EST; 392 BP.
AATCCGCTCCATGTTAATCCTCTCATAACTAGATACATCTACCTCTGGGCTTCATCACTG
TCGGGTTTTCAAACGTTTCTGCTGATCTCTTCTCCTGCGCCAAAAGATCTGTCGAAAATA
GATTTTTTTTCCCTTTTTTGCACTATACTATTACTTTTTTATTGATTATATTTATTGCAC
TTACGATGCACACTACACAAAAGGACACGACCTACACGAAGATTTTTGTCGGGGGTCTTC
CCTATCACACCACGGATTCGAGTCTCAGGAAATATTTTGAGGTTTTTGGTGAGATTGAAG
AAGCAGTGGTCATCACCGACAGACAGACCGGCAAGTCGAGAGGCTATGGATTTGTTACAA
TGGCAGACCGCTCAGCTGCAGACCGGGCCTGC
>AU242432 ID   AU242432   standard; mRNA; EST; 456 BP.
AAGCTGGTTATGGTGCAACAATGAGACAAACTCGCCTGGCAATCAGAAGCCCCTATCATA
CTTCAGAGACTTATTCTGAAGATGTTGCTGGAGTCCCCATGGAAATCCTCAAAGTGAGCG
TTTACCACAAAACTCAAGAAGGACTGAACGTTGTCAACTTGGCAGCTGCTTGCCCAACAG
GTGGCATTCTCTTCACTGACGAGTTCATCTCCTGGCACATCCCTCGCCGTGTAACTCCTC
TAACTGAGGGCAAGGTCAAGATTGTAGAGCTGTACATGGGAATCAATGGACAGAGGCTGG
AAAAGGCTCAAATAGCTGCAAGAGGCTACTCTCTCTCAACCACAGAGTTTCACATTGTTG
TTGACATCCCAGTGGGATCACCTGACGGCTACTACAAGAGCCATGCTCCAGACTTCCAGT
ACCACATCACCTACACCATTGAGCCCATGCTTGAAG
>AU242434 ID   AU242434   standard; mRNA; EST; 195 BP.
TGTACCCCTGCAGTTTGTGCTGGAAAGACGACACCACTCTGATTGTGGGATGGGGGACTT
CCATCAAGATTTGTGCCGTGAAAGCAGAGAAATCCAACAGAAATGAGAGATCTGCCCAGC
CGCTATGTGGAAATTGTATCTGCATTTGAGACGGAGTTTTTCATCAGTGGTTTGGCTCCG
TTAGTAGATCAACTG
>AU242439 ID   AU242439   standard; mRNA; EST; 474 BP.
TCAGGGTTCTTGAGAACCTGCGGCACGACGCCCAGACCAATGACATCCTGGAGGAGCTCA
TCAAGACCTGCCAGGCTCGCACCCACACCAACAAGAGCGTCCCCAACAGTCCCAAGCTGG
TGGCACGGGGCTGCAGCCCGAGCCCCAGCAGGACCAGAACCGCCCCTGACAGAGAGCTGG
GGTCTGGATTCCGATCTGTGGTGATAGACGGCAGCAATGTGGCCATGAGCCACGGCGACA
AAAAAGTGTTCTCGTGCCAGGGTCTCCAGCTGGCAGTCAGCTGGTTCTGGGACAGAGGTC
TGCGGGACATCACCGTGTTTGTCCCACTGTGGAGGAAGGAGACGCCACGGCCTGAAGCGC
CCATCACAGATCAACATGTTCTCCACGAGCTGGAGAGGAGGAAGATCCTGGTGTATACGC
CGTCCCGCTGCGTGAACGGCAAGAGGGTGGTGTGCTATGATGACCGTTACATCG
>AU242442 ID   AU242442   standard; mRNA; EST; 470 BP.
AAAACATCATCGAGTCAATGAAGCATGATGGCACAGACAGAAAGACCGTTACCTCTGGAG
ATATCGGGCATCCCTACAGTCTGGATGTCTTTGAGGGACATGTCTACTGGACAACTAAAG
ACAAGGGCGAAGTTTGGAAGATCAACAAGTTTGGAAAAGGGAATAAAGTCAAAGNTTTTA
ACCATCAATNCCTGGCTGACTCAGGTCCGTATTTATCAGGAACAGCGGCACAACCGTTCA
GTGCCCAACCCCTGTAAGAGCGTGTGCAGTCACCTGTGCCTCCTCCGGCCGGGCGGATAC
ACCTGCGCCTGCCCGCAAGGCTCCCCCCAACTGAATTTGGGCACCACTGAGTGCGATGCA
GCCATTGAACCTCCTGTTCCAATGCCCCTTGCATGCAGATGCATGAATGGTGGAACCTGC
TATACTGATCATGGTGATCCACCCATGTGCAAATGTCCATATGGCTACTT
>AU242447 ID   AU242447   standard; mRNA; EST; 511 BP.
CCCCCCAGCAGTGTGGCCCCGCCCCCTGACATGGACCCTCTGGCTGCTGTGGATGACCTC
GTCTCCTCCTCCTCATCTGCTTCCTCCTCCAGCTCTTCTTCTTCGTCAGGCTCCGCCTGT
AAGCACCCCCCACCTGCATACACCTGTCCCTGGAGGGGGGGGCTGACTCTCCTTTGGGAA
AGTTGGTGGTGTCATCAGTTTATGAGGGCGGTGCGGCCGACAAACACGGGGGGATTGCTC
CGGGGGATGAACTCATGGCTGTGAATGGGAAGATCCTGCTCGATGCCTCATTGACAGAGG
GCCAGAACTCTCTGGCGCGGGCCTGGGGGAGCGGCGGGGACTGGATCGATGTGGTGATCG
CAGTTTCTCCTCCGAAAGACTATGAGGATGAAGTGACCTTCTTCTAGTCTCGTCAGACGC
AGTTGGAGGAGACCCTCTTCAGCAGTCGGCACATGTTAGAGCCTCAGCTCAGCAAGCAAA
GTCACGGAGCGTCACGCGTCGACACGTGCAC
>AU242455 ID   AU242455   standard; mRNA; EST; 507 BP.
GTGAACCAGTCTGGAGGTTCCTGCAACATCTTCAGGTCATGTTATCGCAGGAGTTGCACC
GACAACCACAGAGCAGCAGCACCCGTCCGATAAAGGGCTGCTGCTCACGTGACTTCTGCT
TATTGAACTTCATGCCCAAACCCTCTGAAGCTCCAGCAGCGGTTCGGACGGACGAGCAGA
ACTTCGTCCTCTGGACCTTTTTGAGGTCCATCTGAGGACCAGAACCCCTGAGAAGGTGAA
AGAGTTCACGTCGCCTCGAACCACAACAGCTGGAAGGCGGAATCTCTTAATCAGCCTACA
ATTAACCGAGCGGCGGTGGATTAAAGTCACGCGGTGACCTCCTATCCGCTTCCGGAGGCG
CGAGCTCGGATCGAGTGAAGCTCGTCCTGCTGATCCGGGCCGTCAGAGCCAGAACCGCCG
GACTCTGGGTTAGTCAGAGAAGCGGGGTTCCGCCAGAGTCTGGGTTCTTCTGATGGCGGC
GTTCAGAGGAGCGAGGCGAAGGAATGT
>AU242491 ID   AU242491   standard; mRNA; EST; 369 BP.
ACTGTGTTGGCAGCAACAGTGCTGTACTTCCTGTCATCAGGCTCTCCAGAGGGGAGGAAG
GCCAAGGGGCCCATCACTCTCCAGGACCCCACACTGAAATATCCGCTACCTCTTATAAGC



AAAGAGGAAATCAGTGAGGACACAAAGAAGTTTCGCTTCGGCCTTCCCTCTTCATTTCAC
GTCCTTGGACTGCCAGTAGGCCAGCATGTCTACCTGTCAGCTAAGGTGAACGGGNCTCTG
GTGGTCAGACCCTACACTCCAGTGTCCTGTGATGAAGACCAAGGATTTGTTGACCTTGTG
GTGAAGGTTTATTATAAAGGCACCCACCCGACCTACCCAGACGGAGGTCAGATGTCTCAG
TACCTGGAC
>AU242498 ID   AU242498   standard; mRNA; EST; 136 BP.
TTATGCACAGTGGAACGTCAGGTTATGCGCAGTGGAACGTCAGGTTAAACGCAGTGGAAC
GTCAGGTTATGCACAGTGGAACGTCAGGTTANGCGCAGNGGAACGTCAGGTTAAACGCAG
TGGAACGTCAGGTTAT
>AU242514 ID   AU242514   standard; mRNA; EST; 147 BP.
TGACTTCAACGCAGAGTATGATGAGTACCGCCAGCTGCACGCTCGTGTGGAGAGCATCAC
CCGCCGCTTCACCCAGCTGGGGGCGCAGTGTCGGAAGCTGACGCCTGGCTCCAAAGAGTA
CCAGAAAGTCCATGAAGAAGTCTTGAA
>AU242544 ID   AU242544   standard; mRNA; EST; 405 BP.
CGGATTTAGGATAAAATGCAGCATGGATCACATTTCTTGCTAGGAGTTTCATGACTGTTT
ACAAAATGTTTGTTCTGATAACTAAATCTCGTGCTGGAATCTTAGTTGTGAAGCATAGCT
GGTAAGGCTCCTCTGCCAGTTTTATTCACTTCCTGTTAATGTCACAGTAAGATTTGCATT
AAACCCATGGGTTTTTCTTTTCCAACAGGGTTTAAAGTCTTTGTCTTTAAAGTTCCTCAA
ACTAATTTGGGCTACCTTGAGTAACTGTCAAATTGTTCCAACAATTGAGAACTTGTATAG
TTGGATCTTGTGTACAAAGATTTTTTTTTGTTTGTAAATGTACTGTGACTAACAAATGCA
TGTTGTTGAAATGGAAATAAAATCGAAAGAAAAATCAGAGAAAAA
>AU242548 ID   AU242548   standard; mRNA; EST; 566 BP.
CCCTTTTTGTTCTTCTGGTTGTTCCATCATGTGGTTTTCCTGCCAAAGGCTCCAAATCCA
CAGATCAGAGCAGCAGTGACCAAAGAGCAGCAACTAACTTTGCTTCCCACAGAGGAGCTC
AGATGAGCCGCTCTGCTCCTGTGCATTACAGCTCTCATTCAAGCGGCGTCTCTCAGCCAG
TTCCAGTGTTTGTGCAGAATCCTAGTGTCCCTCAGTTTTTTCCCTGGTCTTATGGCAGCA
GCACAGCTGGAGGTCCTTCAGACAGTGGCAGCTCTGAGGCCACATGGTATACTGCAATGT
CCTCTGGACAGGAACCATCCAAGCCATCCCATCAGAAACCTACAGGACAATCCAGCACTT
ATGGCAGCTACAGTGGCCCCTACACTGCTGGGGGAGCCCACAGTTTCTCTGGCTCTCAGC
AGTACGATGCACAGAGCAGTCAGTCTGGAGGGGCTGAGCAGGAGAGCTGGGGCTCTTCAT
CTGATGGCGAGGATGAGGACGAACCCGTCTTCACTCCAGTGAGTGAGGAGGATCAGGTGT
ACGCTTCAAAGTCTCGTTCTCGCTAC
>AU242549 ID   AU242549   standard; mRNA; EST; 227 BP.
TGACGCGACGTCCAACGAGCTGGGCCGGTGCCAGACTGAGCTCGTAGAACTGGCTCAGCT
CATCCAGAGGCTGCAGTGGCTGGAAGGAGGCTTTCCCATCACCAACACGGACCTGGAGAT
GCGCATCAGCATGCAGAATCTCTCGCTTGAGAAACCCAAGAAGAAGAGGGGTTCTGGACA
CNCCAGAACTTTGTCCCGCGTTGAAGCCATGGGGGGAGTGTTCACAT
>AU242559 ID   AU242559   standard; mRNA; EST; 505 BP.
GTACGTAACGACTGGGCGGAGGAAAAGGGGGGTTGCTTAACCGTTAATTACCCGACACCA
CTTTGACTCCACCAGACATACGACAAAAAATGGACTGGTTCCACTGTAACCAGTGCTTCA
CAAGGACTGGGTCCAAGTTTGCTGTTTCCAGTTGTGGACACATCTTGTGTCAAGCATGCA
TTAAACCCAACCAGTGTCCTGTATGTGGAGCCAGCTGCAGTTACATGGCCATCTCTGATG
ACATGCAGCCGCAGGGAAAGGTGTTTTTTAAGGACCCGTTAAACCTCATTCAGTCAAAGC
TAGCCAACATTACACAGATCGCAAGTTTCCAGAGAGCGCAGATGGAAAGAGTCACAGCTC
ATTTTAAGAAGAAGGCTTCCACAATGGAGAGGCATCTTAAGGAAGTCACAGAGCAGGCGT
ACAGGCATCTCTCAGAGCTGAAAAAGGAGAATGACAATTTTAAAAAGCAGCTTTCAGAAC
TCAGTGGTGAGAATTCAGAACTGAA
>AU242562 ID   AU242562   standard; mRNA; EST; 193 BP.
CGATTCCTGCTGCAGCAGCACCTGTTTGTTAACAAAACCTACAGTGTTTTTTAATCAATA
CCTTTTAGAATAAAAATATATCTTCTTGTGACATTCAAAACCAAATATATAAACATTGTT
TTTTTATGAAATCCTGTAATGAAGAGACTCAGAATGTCTGTCTGCTCCGTTCCTCCTGTT
GACTGCATGATGC
>AU242572 ID   AU242572   standard; mRNA; EST; 470 BP.
AGCTATGGTTTACTTTATTCAGGCAGCTCCGTATTTAAATCCACGTTTTTTTCTGTCAGT
CATTTTAGGCAAATGTTGTCTTGTTGAGTCTGAAGTGGAAACCCGACTGCCTTTAGTCCA
GAACCATAACATTAAATCAAGATATTTGATGGGTGGGACCCAAAGAACCCAGCTCAGACC
CTCAGTTCCGTCTTTGCTAACGTGGAATCGGATTTGAGGAGGTTTCATGCAGACTGCAGG
CTCATACTGGACCAGCTNGACCATCCATTCTGCAGCTTCTTTCTCACAGTGCTGGAACAT
GTCCCTCACTTAATGAATCCACATAAAGCACCTACCTACCACAAACACAAGGCACCAAAG
CAGAGGCACGTTTGAAAAAACATCTGGTTTGAGGGACAGAAGTGGTTTCACAGTGCTAAT
GCTGGGGAACGCGGCCTTTCCACAGATGTTATTCTGGAGCTGTCGCACTG
>AU242591 ID   AU242591   standard; mRNA; EST; 558 BP.
GGTGGAAGATCTAAGAGTCATCGTTATTGGCCCAAACTGGGCTCCAAACACAATTCAGCT
ACTCACGGAAAATACAAGGTGACCACCAAATTCCGCACGGACTCGGGATGCTACGCCACC



ACAGGGTTAAAGGTCAAACACCTCCTCTCTGGTCAGGAGAGGACGGTGTGGCACCTGCAG
TACACCGACTGGCCCGAGCAGGGGTGTCCTGAGTATGTCACTGGATTTCTCTCTTATTTA
GAGGAAATCCAATCTGTTAGGAGGCACACTAATTCTATGTTGGACACCTCAAAGAGCCTG
AACCCCCCGGTGGTGGTGCACTGCAGTGCTGGGGTGGGCCGCACCGGAGTGGTCATCCTG
ACTGAGCTCATGATCAGCTGTCTGGAACACAACGAGCCGGTGGAAGTTCCAACCATGCTA
TCGGAGCTGAGGCAGCAGAGGATGCTGATGGTTCAGACCATCTCCCAGTACAAGTTTGTC
TACCAGGTTCTCATTCAGTTCCTCAAGAATTCCCGCCTCATTTGACATCACAGGATGTGG
TACTTCAAATCATCAAGA
>AU242599 ID   AU242599   standard; mRNA; EST; 603 BP.
CCTCGTGCCGAATTCGGCACGAGGGCAGAGCCGTAGCAGACTGCGAGGCCTGTACGGTTC
CCGACAACCGCTACGTGACGAGCAGGGATTGTAAATGGAAGAGCGAACAAGTTCCAGTGG
CATCATGGGACACAGAGTGGGCTAAACCAGAGAGCCTAGCTAAACACATCAATTGCATCC
CACTGTGGTGTATGACATGGCCACTGCCTCATCCAGAGCAGAGACTAGCTATAACCACAG
ACAGACATCGCAGCTCCATGCCATCGTTTCCTGTGCCAAACTCAAACGGAAGAAGAGCCT
GTTTGGGACCACCATTTACGTGGAGGTGACAGCGGATGGAGAGTCGCACCGCACGACAAA
ATCTCACAGCTCCTCCAATCCGAAATGGGACGAGACGCTCATCCTGAATGTAACGCCACA
CACACAAGTGGAATTCAAAGTATGGAGTCACCACACCCTGAAAGCAGACGCTCTGCTGGG
CAAAGCCAAGCTGGATCTAATTCAGGCTTTGGAGCAGCATGACAGAAAACTGGAAAATGT
AAAGGAGGTGCTAAAGCTAAACGTGGAGCAGAAAGGAGTCATGGTGCCTATGGGGGAGCT
GAT
>AU242610 ID   AU242610   standard; mRNA; EST; 443 BP.
GCTGCCGAGCAAACAGGCTCTGAAGAAGATGGTGGACGACCGCTACCAGGAGAGAGAAGA
GCCGACGCCCAGGCGCAGCTGCAGGGAGGCGGAGGCCGTCAGCCTGACGGTGGACCTGTG
GACGTCCGCGGACACGTGCCTGGCGGTGGCGTGTCACTACGTGCTGGAAAACTCCAAGTT
GGCCACGGTGCTGCTGGGGGTTCTGCCGTTCCCCCAGAACCACGGTCCCGCGGACGTGGC
GGACGCTCAGAGGACCCTGATGGCGGAGTGGGGCCTTGAGGGGAAGGTGAAGTGCCTCGT
GAGCGACACCACGCCGGCCATGGTGGCCGCCGCGGACGATTTGGCCCTACCGCACGTTGA
GTGCATCGCCCACGCCCTGAACGGCGTGGTCCGGAGGGCTCTGGACAAAACCGCAGGCCT
GAAAGGTCTGCGCAGGCGGGCGG
>AU242614 ID   AU242614   standard; mRNA; EST; 456 BP.
CATGTGTGTACCTAATGCTTAATTTACTATATTTTACTGACATTACCGTCATTTATCGCA
ATTTCATTTGAAAGTTTTAAAAATGTTGAATACTTGCAGATCTTCTATTTTAGTTTTTGA
ATGTTGTACATTTCCACCCTTCTTTGACCTGGTTCACAATTTTTACTGTGTTAAACAATG
ATAAAATAATGGATTGACAACGCTAAATGGATATTATTGATTGGGAAAATTATGTTTTCT
TTTTAACAGTTACTGAATTATTTTGGTCAAAGAAAAAAGGCTCAGAGCAACTGAAAAATG
TCTTGGAAATGTGCCTTTAGAAAAACCTGCTGCTTTAGAGAAGATTTTTCTTTACATCAA
TCCAATGAAAGTGGTGCACTGTAAGAGATTGGTATTAAAACAGGAAAAGGAAATGCAGGC
TCTGCTGTAAAGCTATAAAGGTACAACACAAGGTGG
>AU242618 ID   AU242618   standard; mRNA; EST; 520 BP.
AAATTGCCGAGCTCAGCAAACGTGTGTCAGCCACAGTGAAGGTGTTGACTTCACAGCAGC
TGTGGGATGCCCTAACCTGCTGCCTTTCTCCCTGCAGGTACATCCATTCCAAAGAGAAGC
CCTTCAAATGTCAAGAGTGCGGAAAAGGCTTCTGTCAGTCCAGAACATTGGCTGTCCACA
AAACATTACACATGCAGGTCAAAGAGCTGAAGCCAGCCAAGGTCAAGTAGGTCAAGCGAC
CGGGACACTGCAAAAACACGACCAAAGATGACCCAAAGAACAGCCAAAGACTTTTCCTTC
TCGGGAGGCAAACATTCCTCAAGGATGAAATATTCCACCGGCCACGTCTTAAAGAAAAAA
CAGAATCAGCCTCAGTGCTTGTTATCAAAGCCTGACTTGGCAAAGAAGCCGGTGGATGTG
TGGAATGTGAAATGGACCTTGAAAAACCCCTGTGGCTGCTCAGCACAAAGACTTCACAAG
CATTTAATCCAAAGAGGAAAGTTACTCCTATATGTTTAGT
>AU242624 ID   AU242624   standard; mRNA; EST; 404 BP.
GCGGACAGAAAATGGCTCCTGGTGAGCAGCTGCAGCACACAGCTCTAGAGCGCCCTCTGC
TGTCACTGGACTGAAGTTTCCCGTCCAGTCGGTTGGTCTTTGAACGCACCAGTGGCCAGT
CTGCTGATGGATGAGCAGCGGCTGCTGCTGCCTGCGGGTTTCCCGCCAAACGCCGTGGAA
TCATGGCTCTCCTCCTGTATGATCCTTTCTTCCTCCATCTTTGTAGCCACACTCACCTGC
CCCTTCACTGCTCTGGTGGGACGGAGGGGGGGGCCCTTCATACCCCCCCGGCCTGTGAGA
CCTTCAACACAGACCAGTGGCGGTTCAGACCACTGTGACGGATGTGGGGGGTCCTGTACT
TCTGTATAAATGTAAATGGGCTGTAACCCTGTGAATGATGTAAC
>AU242625 ID   AU242625   standard; mRNA; EST; 502 BP.
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGACCTCGTGCCGAATTCGGCACGAGGGGAACACTTACAACAGATCAAAAGATGGTCGGA
GTGGGTCTTTAATGCGTGTGAAGGCAGTGGTTTTAAACTTTATTTAAAAAATTCTTTTAT
TTTTGTCTCGTTCAAACGAGTTGTTTCAAAGAGCTGCACATTTGTTAGAGTGGCAGGATA
ATTCTTAATTTCCTTCTTAAAATCAGAATGAATTTCTGCACAATTTGCACATCCTTTGCA
TGATCGCAACCGTTGAAGAAGTTTAAAGTTGAACTAATCAATGAATAAAAATGATTCGAA
TTCTGAAACTCCAACCATAGTTTGATCACTTGAATGCACATGGCTCCTTCTGCCACAGTT



TGAGGTACTTAGTAGTCGTGAAGCTGCACAGGTTTTTAGGAAACTGATGGAATGACAGCT
GAAATACAGATCGTGGATTTAC
>AU242626 ID   AU242626   standard; mRNA; EST; 447 BP.
CGTACGCAGTGATGGTGAGGCAGCCTGAAGTTTTTTGAAGATATGGCCTTTAAGGCTTAA
ACAACCATGGGAGAGCACTCTGATTCTGTTTGGGAACACTTGCATTTGGACCATCCCAAT
CTATGGTCATTGCTGAGAGAGAGAGCCTGTTTTTTGTGTCAATTAGCGCAGCAAAATGGA
AATGGACAAAAACTTGTTTACTGCCAAAAGATACATTGTTTGTGACACTAAATTTCAAAG
GTTTCTGGCATTTAATTGTATCCATGAGAAGAAGCAGCTATGTGTAATTATGTAAATGAC
AGAGCTGCCCCCTTTTGTAATGTGAATGCACAATGTGTCCTACCCAACATAGGCTTCTTG
TGTAATGTTTAGTCTTTAAAATTCCTTTTGAACTTACTGTAGTGAAGCATTCAAATATTC
TGAATTTTTGCTATTTTACAGTACTAG
>AU242629 ID   AU242629   standard; mRNA; EST; 544 BP.
GTTTTTTATCCCAGGCTCTGCTCTTGTCAGATCTCCAGCGTAGTTAAAAGATCCCATGTT
GAGGCTTCCCAGCTCTCAGTGCCTCCTCACTTACCCTCCAGCTGAATCTCCAGATAATCT
CCTCAGCACACTTGGCAATTAAACCCCAAATGACACTGCTGCAAATTCTTCTAAAAGATT
TTGATCACATGTGCAGGGAATAGATTGTTCTCTCTCTTTCTCTGCTAGTTATCATCTAAA
ATATTCTTCCATTGCAGGCACTTTTCTTTCACGGATTTCTTTTCTTCTTCTGAGATTTTC
CTTTTAATTTTGAGCACAAAAACGGCGGAGCTTGCTGAGAGAGGTTGTCATGGTGATGAC
GCGCATAGAAGACTGCAGCTGCTCATCCTTTTATCTACCTCTCTTACAGCAAGTTTTCAC
TCATCGTAGGGGAAATGTTAAATGATTATCGAGGTCACGCTGTGTTTGGGGTTAAAAAGC
TCCTTGGGAAATTTTTGGAGAATCAACCCGCTGCAGTTCAGAAAGCTGCTGTGTGAGTTC
TGTT
>AU242631 ID   AU242631   standard; mRNA; EST; 544 BP.
GATTTGGACAGGAGTGACTCACAGCCGTTGCACCGGCAACACAAAAACACTAAATTCAGC
ATGACCGTTTTTATTGTTTTAGATTCATGTGTTCCTCCCGAGGTTAAAACTTTGGCCTCA
TCCGGGGAGTAGAGTCCCAAGGGTGAACTGAAACTTGACGTTTGAGACCCAAAACACAGA
GGATGTGTGTGTAGTTGCTCATGTTGTGTATGTGCACATAGACAGTATGTGTGTGTGTGT
GGTTGGGTTTTGAACAGAAGACACACCTCCACTGCCCGCTTCCAAGCGCACTAAAGCCAG
ACGGCATTACGGCCTTAATGCCACCTCATGTCAACAGCACAGCTACCCGCAGATGCAGTA
AAGCAAATTCACCCCAAACACATTTTTAACCTTTTGAAGCGAGCAGCGAACGAGACGGAC
TGAGTACATGAATGAATTCACTTCATTCGTTAATCACAGGGCTAAAATTCCCCCCCCTCA
GGCCCCGCGTTTGGGGGCGTGTCCGGGGCCCAAGTCTGTTACTGAAGCTAAAGAGAGGAG
ATGC
>AU242633 ID   AU242633   standard; mRNA; EST; 518 BP.
TTCTCCACCATGATCTTCCTCAGCGTTTCAGGATATCCTCCGGCCGCTTTTGAGTCAGCT
GGTCATCCCGATTCAGGAACCGCTGGAACCAGCTGTCGCTCGCGTTAACAAATTCCTAAG
CATGCGGCGCGGCGGGGAAGCCGACAGACCGGCGTGCTCTTCAACACCGCTCCCCCTCCC
TCGGGCGCAAAAGTCTCAAACAAGCATCTTGAGTTGTCTGAGCTTTTGTGATGAACCAGA
GGAGTCATATGACTGAAAACAAATCTGCGAATACATGAAACCGCGAACATTGAAATGCGA
GTCAGCGGAAGAACACTGAAAAGAAAACATATCATGAAAACATTCTGATGATCAAGAAGA
TGCTCATAAAAGGCATCTGATCCAGAATAGTTATTCTGACCTGGAGAATGACTGTTTCTT
TCTCCAGGGAAGTTTTCGGGATTTTGGCCACTTCCTGTTTGGAACGCCAAGGGGGCGGGG
TCAGTCAGTCTAGTTCTCCTATACAGTCATGAGTCTGA
>AU242635 ID   AU242635   standard; mRNA; EST; 579 BP.
ATCCGCCACAGCTTCCAAGAAAAAGAGAGCCAAGAACTGGAACAACTGAAACTGAGACAA
GCTGAGGCTGAACAGGAGCTGGAGGAGATGAAGAAGAGGAGAGATGAGAGGCAAAAACTC
CGAAAGGTAGAGGAGCGCTTTAAAGAAGAGGAGGAACAGCAGCGGCTAGCCAAGGAAGAG
GACGAAAGGAAACGGATGAAGGAAGAGATTGAGAAGAGGAGGATGGAGGCAGCTGAAAGG
ATGAAGACCCTGAGCACTTCCAGCATTGATGGGGAAGAAGTATTCAGTCCAATTAGCCCC
AAAGTTTCAACTCAAAAGATCACAGAGAAGACAGAATCCCTGAACCGATCACTGAGGAAA
AGTAACAGCTTTAAGAAGATGCAGCCTCTCATCCTTTTGCCCAAGATTGATGACAAACTG
GAGCAGTATACCAGTGCTGTGGAGAACTCTCAGGACGCACGAGCAGTGAAGGCATCATTG
ACTGATATACCCATGTCCCCAGAAGTTGTTGCCTCCAAGAAAAGTCTTTTTGAGGCTGGG
GAGGCCTGGAGCCAGAGTCCCAGCAAAGGAGCCTCCTGC
>AU242640 ID   AU242640   standard; mRNA; EST; 551 BP.
CAGCAGTGGAAAATACCATGTTGACTGACAAGTGGTCAAAAAAAAAAAAGTTTAGTTGTT
TAGACTTTACCAAAGCTAAAGAACTAATGTGGTCTGAAAAAAATTCTAACAGATTCTTTT
TAAAACAGCACAGGTTTTTACATTTCAAGAATCATTCGATATTAAAAGAACTTTGAGGTC
CTCTGAATCATTTAGTCAAAAATCCTTTAATGTGAAAATATCAAACTTAAGGTCAAATCA
ATCATCTGCATGAAAGCTGATAATAGATAGATGTCTTAAATTGGCACTAAAAAATCACAG
ATGCAGCTCCTCAATTTGCTACTGTTTTTGACGTTTCCATGTAATATCTGATTTTGTTCC
ATTCAAATTGTGTTATTTTTTTAAGAAAAAGGTTAATGTTATAAAACCTATTGATAACAT
CTAGTTTTTCATTTTTTTTTCTACATTATGTGCAGCTAAAAATGTTGCGCTAACAATTTA
CAGAAACCTGTGGTAAGGATTTTTTTTTTTTCTTCTTCAAACCTTTTTAGGTTTTAAGAC



TTTTATTTGGC
>AU242641 ID   AU242641   standard; mRNA; EST; 575 BP.
AGTACCTGCAGCTAAAACATCCAAAGAAAATGGACAGTACTGATCCACATTGCACAGATG
GAACGAAACCCCCTTGGACGTCTGCCGTGAGTCCCGCAATTAGCCCCCATTTGCCTTCTC
CCCCAGGGAACCACGTGAGTTTTGTTCCGTCAGCTGGGGACAGGGCTCCATCGCATCATG
GAATCAAACAGGAGCCCAGATCTCCACGCAAATCCGGCCATGCCCACTCTCCGTTTACCA
AAGTGCCCTCGCCCATAGGCTCCTCTTCTCCTAAGGGCATTTCTGTCATGTTATCGAGTG
GCCTTTCTGGGGTGCAACAGTACATTCCTGGAGTCCACCACCCGGAGCAGTCGGTTATCA
TGCCTCCTCACAGTGTGCCCGGGGGCCTGGGAAGGATGTCCCCTCACTGTGTCACACAGT
CAATCAGTCATGGACACCTCGTTCAAGGAGATGTTAGAGTCAACACCCCACCTTTGTCTG
TGGTGAGTTATGGGATGCATAGTGATGCTCTTGGCTCTCCCTGGTCAGGGGCTTTGCAGC
AACGACCTTCATCACCCCAAGCTGTTGGCAGAGAT
>AU242648 ID   AU242648   standard; mRNA; EST; 556 BP.
GGCAAGTTAAACATGAGCACACCTGTTTTTTTAATTGTTTGTTGTTGTGTTTATTCATGT
TTTTTTATGGTAATGGGAATGGTTCTTTACATGTACATTATTTTTCGAGAAAAATGTTTA
AAGTCTCACTCCAACTTAATATTTGTATCTACTGCAAAACCTTCCCTGTGGTCAAGTTAT
TATAGTTCTGCCGTTTTTAGCATAAAAAAAAAAAAAAAGAAAAGAAAAAGCCTCTGTCAA
TTTGTAAGAAATACTTTCTGGAGCTCATTAGAAATTCAACTCTGGATTGTGGGTGGGACT
GTTGGCACAGAGGTAACCTGACATGGATATCCCAGCATGCCTTTGTTGAAACTCTCCCAT
TAATTCAATTAAATTTTATTTGTATAGCCCAAAATCACAACAGTTGTCTCGATGGGCTTT
GTGCGGATAAATGTAAGGTAAAAGATAAAATAAAAGGGATCATGAATACATACAATTCAA
TAGAAAAACTCTAAACTGAACTGACTAAACTAAACTGGACACCCCTGCCCTTAAGCTTAT
AGTCCTTCACAACCAC
>AU242654 ID   AU242654   standard; mRNA; EST; 548 BP.
AAAACTCTGTCACCGATATTAAAGAATAAATAATAGACCTATTGTAATGGCCTAGTGTCA
AAAAAAGCCATATTTTACTTAATTAAAAGACTAGGTGACGGGCTTTTATTGTGAAAGTCC
ACTGTTAAAATAAAAGCCATAATTTTTTTTCCTGGAGTGAAAGAATAAATGGACGATTTT
TATTCTGATGGCCTACAGTCAGAATAAAAGCCACAGNTACTTCACTTAATTATAGGAACA
AGTCATGGGCTTTTATTGTGATAGGAAGATGTCAAAATAAATTCCATATTTCTTTCACTT
AATACAATAAGGGACAGATTTTTATTGTGATGGTCCCCTATAAAAAAGCCAAATTCTTCA
CCAAATTAAAATAATACGTAACCGACTTTTATTGTGATAGTCTGCTGTCAAAATAAAAGC
CATATTTCTTTTACTGAATTAAAAAAGATTTAGTGATGGAATTTTATTGTGACAGTCCAA
TGTCAAAATAAAAGCCATATTTCTTTCACCTAATTAAAAGAATGAGTGACGGACTTTTAT
TGTGATGG
>AU242655 ID   AU242655   standard; mRNA; EST; 579 BP.
ATGACGGTCCTGAAGTGGACGTTTGGAGTCTCGGGGTTATCCTGTACACACTGGTCAGCG
GCTCCCTGCCTTTCGATGGGCAGAACCTCAAGGAGCTGAGGGAGCGAGTGCTGCGGGGAA
AGTACCGCATTCCTTTCTACATGTCCACAGACTGTGAAAACTTGCTGAAGAAACTCCTCG
TGCTGAACCCCGTCAAGCGAGGCAGTTTGGAGCAAATCATGAAAGACCACTGGATGAATG
TGGGCCACGAGGACGATGAACTCAAGCCTTACGTTGAGCCAGAGGCCGACTTCAATGACT
CCTCCAGAATAGAGCTCATGGTGACAATGGGATTTCCTAAAGATGAGGTCACAGAGTCCC
TCCAGAACCAGAAGTATAACGAGATCATGGCCACTTACCTTCTGCTGGGTCGAAAAGCTC
CAGAGTTTGAGGGCAGCGAGCCTCTGACGAACAGTGTTCTGGGCCAGCGGCAGAGGCCGA
CCAGCGACATCAACAACAGCTCCAGCGTTTCTCCCGCTCACCCCAAGGTCACGCGCAGCA
TCTCGACCAATCAGAAGCAGCGCCGCTACAGTGATCATG
>AU242667 ID   AU242667   standard; mRNA; EST; 352 BP.
GAGCACTTTCTAAACTGCTGTGTGAACTTGAACTCATTTCCTACAGCTGCTGGGCTTTGG
AGTTCTCCTCACTCAAAAGCTCTGCTTTCTCTTTATTCACACAAACTGGCGTACTGGAAG
AAACACGGTCAGAGTTTCGTGTCAAATCTCTCTCTTTTTATAACCTCTATACATTTGTTT
TCAAATCTATAAATAGCCTTTTAGCGGCTAACAGCTTGTCTGCTAATTTTAGGTAATAAA
AGTTTAATCATGCAATTGCTCTGTTTAAATGACAACACGTTTTTGTATGTTATAAACAAA
AAACTGTAGAATCAGAAGGAAATCAGGTCAGTATTTTATAGAAGGAGCCCTT
>AU242674 ID   AU242674   standard; mRNA; EST; 567 BP.
GCGGCTCCTGCTGCTCATGGCACATCGCGTAACGGGGAAGTGAGCCGAGCCCAGCGTCTT
CACATAAAGTAAAAGCAAAGAACAGCTCGTGGACTGTGGACGTTTTTTTCCCCCCCGACA
TAAGAGTTCAGCTTTGAGGAGAAATGCGTAAAAAGTGAGAGATGGAGACAGGACGTCTTC
AGTAGTAGGCTCTTCGCGCAGGCAGAGAACCAAAAACCTGAAGAGGAAGAGGCGATTGGA
CACTTTGAACGCTTAAGTCCGTGTTTGGAAAAAGCTCTTTACAACATCATGGCTCAGTGG
GCAAAAATTGCACAAATTATACACGTCCTGCCAAGCGATACAGTCCACTCACTGTATCCG
CCAAACACTTTCCCCATTGAGGCCCGGTTTTACGCTGCTGAATGGATTGAGAACCAGAGA
TGGGAGGACTACTCATTGACGAGGCCGGAGCTGGAGAATAATGCCCGTGAGCTTATGGAC
CAAACCAGGAGGGAGTTTCAGAATATTGCTCATCTACTCAATGTGGTGGAAAGGATAAAG
CTGATACAGGTTGCCAGGCATATGGGT
>AU242677 ID   AU242677   standard; mRNA; EST; 546 BP.



CCTGCCTGGAAGCTCTCCCCGTTCCCGGGAGTGACACTCGGGACAACACTTCATCATCAT
ATGAAATAATGAGACCACCCTTGTCTTCATTGAAATCATGTATCTTATACAGCATATTCA
TGTGTTCATTTTTACAACATGACTCTTGCTGTATCATGTAACAACTGTACTGCATCGCAA
AGGGCATTGGTCATTCTGGAATGTTTTTCTATGTGCTCTGCATTTCAGTTTTATTGTTTT
GTTTTATTCATGGGTTTTTGCATCTTTGTTGCTTTAGTATTGACACAGTTGGAAGTTTCA
TCTCCTTTACACCATCTCATAGTTCAGTTTTTTATTAAGGCAAAAAGAATAGTTTCTTCT
TATACATTAACTTTTTTTGTGAAATCTTGTTTTGCCATGAATGTTGCATTTTCTTTGATT
TTTAGTTTAGAAAAATACAATTTTGAAAAGTTAATGCATATGTCATCTGAAAACTATAGT
GATAACTATCTAAAGATAAACATTCTTTGTTTTGGATTTGGTGTTTCACTGCTGACACCA
TCTTGA
>AU242680 ID   AU242680   standard; mRNA; EST; 265 BP.
AAAGATTGGGGAAAAACAAATTCCAAAAACTCAAGACCATGTTGAAAAAACACGAAGGAG
AGTGATGTGTGGACTACAGGTGGATGCTTGAGGTCACAGAATAACTTAACAGTCCCAACA
GCAGTTCTGATGTTGGCATGCACGGTTTCAGAGCTGCATGTAATCGTGCTGGACAGACTG
GAGTCTCCTCTTTGTTTTACAGAATAGTCGTATTTGTTCAAGCAACAACAATCTACTTAA
ATGATTAAATAAACCTTTTAAGAAA
>AU242682 ID   AU242682   standard; mRNA; EST; 510 BP.
CCATGCTCTTGTCATGCTCTTCAATAATGGCACACTGCAGGTCAACTTTTACACAGACCA
CACAAAGATCATTGTGTGCAAGTCGTCCGACGACTCCTACCTGCTCACGTACATCAGTCG
AGAGCGTGTCTCGTACACATACCTCCTCAGCATGCTGAAGGAGATGGGCTGCACGTCTGA
GCTGCGTCACAGACTCGGATACGTGGTCCAGCTGCTCCAGCACCACACGGATGCCTGAAA
GCACAGCTCTGTGCCGCCCAGGCTCACTGAGTGACACTTGCCTTAGAGGCAGCATGACCA
GTTCAACAACATCTTAGTCAGCCGTGTTGATTTCTTCAGGTAGTGGCGAGAGTGACTGAT
GCCTGACAGATGAAAGACTCCTGAGCGATACCTTGTCTGGACTGTTGTCTAGTTTATCTG
ATTGACTGACCTTGATGAGTGTCAAGCAGTCTGGAAGCTGCCCAAATCAGCATCTGCCTT
GAGATTCAGTGCCTGCCCTGCTTATGCCTC
>AU242686 ID   AU242686   standard; mRNA; EST; 542 BP.
TGTTAACCTAACTGTTACAACTTTTTCTTTGAAAAGAAAAAAAAGGACCACAACTACTGG
ATTTACTAAAGCATAGGAACCGGCTGCTGTCCGGGGACTACAAGTCCGTGGTTCTGCTGG
ACGACCGGAGTTTGGACTTGGGCCAGGTGAAAAAAGACGGGACTCTGATGCTTGCTGTTA
CAGCTCTGTGCCGTGACCCCTGCGGAGCCAATGTTTATATCCTCAAAGGTGGATTTGATG
CCTTTTCTACGGAGTACCCAGACATGTGTACCAAGTCTTCTCCTCCACAAGGACTTAGCT
TACCTTTGAGCTCCAGAAACCCAGACAGTGCAAGCTACAGTCCATGCAATACACCTCTAT
ATGACCAGGGGGGTCCCGTGGAGATCCTCCCATTCCTGTACCTTGGCAGCGCTTACCATG
CCTCCAGAAAAGACATGCTGGAGATGCTGGGGATCACCGCACTTATCAATGTGTCTGCCA
ACTGTCCCAACCACTTTGAGGACTCCTTCCTCTACAAGAGCATCCCCGTCGAGGACAACT
AC
>AU242689 ID   AU242689   standard; mRNA; EST; 578 BP.
GTCGTCTACGTAAGAGAAAAAAAAAAACACGAAACATGCCTCAGACCGCGGCTTTCATCG
GTGGAATTCAGAAGATGGTGCTGTATGAAACCAGAGCNAGGTATTTTTTAGTTGGGAGCA
ATCAGGCAGAGACCAAGCACCGAGCCCTGAAGATTGACCGGACTGAACCCAAAGACCTGG
TGATAATCGACGACAAGCACGTGTATAACCAACAAGAAGTGCGAGAGTTGTTGAGCCGTT
TGGACCTGGGCAACCGCACCAAGATGGGGCAAAAAGGATCTTCTGGTCTGTCCAAATCTG
TCATGGCTTTTGGCATTGTGGGGTTTGTGCGCTTTCTTGAGGGGTATTACATCGTTCTTA
TCACCAAGCGCAGAGTAATGGCGGACATTGGCGGACACTATATCTACAAAATTGAAGACA
CAACCATGATCTACATCCCAAATGACTCTGTCAGAGTTACACACCCAGATGAAGCGAGAT
ATGTGCGGATTTTCCAGAATGTGGACCTTTCCAGTAACTTCTATTTCAGCTACAGCTATG
ACCTGAGCCACTCGCTGCAGTGCAATCTGACATTGCTG
>AU242701 ID   AU242701   standard; mRNA; EST; 539 BP.
TGGAGATCGCCATGATGCCTTGTTTGTGGTGGGCTCTCTGGATGAAACGTTGGAGCTGAG
GGGTTTGCGTTACCACCCCATTGANTTTGAGACTTCTGTGTCCCGAGCCCACCGCAGCAT
TGCTGAGAGTGCTGTGTTTACATGGACCAACCTGCTGGTGGTGGTGGCAGAGCTGAGTGG
ATCAGAGCAGGAAGCGTTGGACCTGGTGCCGCTTGTAACCAACGTGGTCCTGGAGGAGCA
CCATCTCATTGTGGGGGTGGTGGTCATCGTGGACCCCGGTGTGATCCCCATCAACTCCAG
GGGGGAGAAGCAGAGAATGCACCTGCGAGACTCCTTCCTGGCGGACCAACTGGACCCCAT
TTACGTGGCCTACAACATGTGAACACATTTCAGAAACTGATGCGGAAAGCTGAGCCGAGC
TCTGAAAATAGACGAGGGGAGAGGCACGGGGGTCTGAAGAGTCACACCGCTGATGTTACG
CCTCCAACACACGGTGAGACCACACCGCGTTGGAATGTGAGGACTTTCACGACATGCTT
>AU242715 ID   AU242715   standard; mRNA; EST; 519 BP.
GGCACTTGTGACTTTTAAGTTTAGTCACCTTGATTGCCCAGCATGAACAAAGCACAACTT
TAGTGTCCTCACAGTATGTGAGTTTAAATTCAGCCGATCATTTCCTGATACAGCTCTGTT
TCGAAACACTTCCTGTCCAAAGTAATTAAAATGAAAATGCAGCAGCACAAAAAAGAACAC
TTTCTGTTTCACTGCTGCTTCAAATGACCAGTGAAACGTCTTCTAAATGTTTACTTTACT
GGACTGCTATTCAGTTTCAAGAAAAGTTTCTAACTGATTTTATTATTTTTTTATGCTCTG



TTTTTATGCTCTTTAAAAAAAAAAGATATTCTTGTATCTTATCAAATTTCTGGGTTGATT
AAATGAAGAACAAAATGAAAGTTCTTCTAGGCAGACCCGGAAATTTTAGTTTCTCTGAAG
AACAGAATAAACCAGCATGACTGAGAATATTCAGACCTCTCCCTTAGAAGGTGTTTTGGT
GCGGAAGCAGCAAACGTCTACAGATGAGACAATTTCCAG
>AU242717 ID   AU242717   standard; mRNA; EST; 565 BP.
TTTCATCTCAAACCTCTGCAGACATTTGTTCAGCGGTGCCTCGCTGCACGGCCGTTGGCC
TCGTTTAAATGCTTTCCTGATGCAAAAATGCTGTTGCCCTTTCCCTGCACTCTTTACTTT
TCTGCCATGCCAGTCCTACAGATTTATCAAGAGCAGCAAGTCACTCCACCTCAGCCCCTC
AGGTATGAACTAAAAGCAAAAACAACTCCATGCACACAGAAAACAGAAAAAAGTCACCGT
TAGCCCTGACACACTTCTGTGACTTTAGCTTAAAATAACTGTTTTTGTACAAGTCTTTAA
GGTAACGGCTATTGCTAACTGGACACCTAAAAAAAAAAAACATATAGAGAATAAATGCTG
AACCGTTGAAAAGAGAAAAACAATAATGAGAATGGGTTTAAAGTTAGAATTCATGTTTAA
ATAATCAGACAAAACAGTCATTTCATTCGAATTTTTAAATGTGGGATGTTGTTGCAAAAC
TAACTATTGTGAGATTGCAGCTGGGAATTAATATTGTTTTTCTTCTACCCAATTTTTTTT
TTCAAGCACTTAAATGCTTTATGTT
>AU242718 ID   AU242718   standard; mRNA; EST; 522 BP.
GGAGAACGGAAACCATCAATGAATCTAAAATTAGCGCAGTCCCTCGTCTTTATAGTATCT
GGAGCTTTTAATCTGAAGATTAGAATCCACGTTAACAACCTATTTAGCATTAACTACACG
GCAAACCGAACCTAAACCCGTCCGCGCTAGTATCTATCGGTGAGAGCCGTCCTCACTTCC
GGATGTGAAATCCGACAAACGTGTTAGTCTTCATTCTGAACAGTTTCCCTCATCAAGAAC
AAACATGCCGCTGAATCCCGGAGCCTTCGCTCTTTCGTCGGTCTTCACCTTTCTCCCGCC
GTCTTCCGGAGACCGAGATCAGCGTTTTCAGAGCAGAATCGACGTCTCTCTGTGTGGACG
AGCTGGATGGATGATCTGACCTTCCGAGCGACACGACCAGACAGTCAAACACAAGATACG
TCATCTGATAAAAGACGTTTCAGTCACAGGAGAAACATATCAACACCGGCTCAGGAGTAG
TACCTCAAACAGAGAAACAGTAGGTTCCACCTCTCCAGGTAG
>AU242724 ID   AU242724   standard; mRNA; EST; 561 BP.
GTTACAAGATCCTGTGTGTGATACAGGGCCTGGCCGATGCTTACGTCTTGTCAGAGGGAA
GCACGTTCAAGTGGGACTCCTGTGCTCCTCACGCACTGCTCCGGGCCATCGGAGGCGGCG
TTGTGGACTTGAGTTTGAGTTTGCGTTCTAGCTGTGGCGCACATGATCAAAAGATGGAAC
TGACCTACCACCAGCCCAACGCCGACTGCACAGGAGCAGACCTCTGGGCGAATCGTGGCG
GTCTGGTGGCCTATCGAGACTTTTCTCAACTCCACAGCCTCATCCAGACTCTGAAGGACA
AGCTGTAGCGGACAGAAATACATAAAAACGGCAACAGCGGTAAAATATTTTAGCTATAAA
TGTCTTATTTTCATCAGATTTTCATGCAAGTGTAGATATTGCAGGATGAATGTGATGTTT
GGGGCAAGCAATGGTTGCAATAATCCAAAAAAAAAAAGCTTATTTTTTAATATCATAAAC
AAATATATTTAAAGCTTGAAAGCATTTATGACAAAAACACGTTTACTGACTTTTTTAGAA
ATCACGAAGGAAAACATGTTG
>AU242726 ID   AU242726   standard; mRNA; EST; 548 BP.
AAAGAAGTTCTTGCTTCAACAGTGTTTGAACGGAACTTCCTCCGCGTCGTCTAACTCGAA
CATTTAGCCTTCCAGCTGCTTCAATCCTACTCTACTTGAACGCTGCCTAAAGGAAGTTTA
TTTTTCTGCCGCCTTTTGTTAATAAAAGCGAGAAAAACCAACCAGCTAAGATGGAGTCCC
AGGTGCGCCAGAACTACCACCGCGACTGCGAAGCCGCCATCAACAGGATGGTCAACATGG
AGCTGTTTGCTTCTTACACCTACACCTCTATGGTAAGTCTTGAAGGCTATTACACAATTT
TAAATTAATTGTATTTTGCGGTTTTTAGTTTTTTCGGTTTCCTGCACCGCTAGTTGTGTT
AGGCCCCGCGTGCTCAAATTAAAAGCGCTCGGTACGCTATGCTAGCTTTTCCTTGTTTAC
ATGTTCATAACTGCTCTTTTAAATTATTCGAAAGAACTTTTATTGTTAAGCTAAAAAAGG
TTGTCTGGTTGTGTCCCGTCTCTCCCTCAGGCCTTCTACTTCGACCGTGACGATGTGGCC
CTTCCAGG
>AU242729 ID   AU242729   standard; mRNA; EST; 544 BP.
GCGCCATGGGGCTTCAGGCTGCAGGGAGGCAAGGACTTCAGCATGCCTCTCACCGTGTCA
AGGCTGACTCCAGGTGGAAAGGCGGCTCAGGCTGGAGTCGGGGTGGGAGACTGGGTGGTT
TCGATCTGTGATGCCAATGCTGAAGACATGACTCATGTGGAGGCACAGAACAAGATTAGA
GCAGCAACAGACTCCCTCACCCTCAGCCTCAGCAGAGGTTCTAAATTGGTGGAAGAGCGA
AAGGATTCACACACGGCAGGTTCTGCTCAGCCAAAGTACTCCTTTGCCCCGAGCACAACC
ATTAACAAGATGGCAAGGCCATTTTCAGCAGGTGGTGGCAGTACCAGCTCAGGACCCGTT
ATTAAACCTGTGGCCTATTCGCCTAAACTTAACAACCCGCACTCACAGGGCAATGCCAGC
ACACAGCAGCCACAGAATGGCCTTGAGCCAACTACCTCTTCTGCAAAGACCCAGGCTGCA
GAGAAACCAGATGGATCCAAGACCGGAGCTGCTGCAGCAGCAGCAGCAGCACGGGGCTCT
GGCC
>AU242742 ID   AU242742   standard; mRNA; EST; 551 BP.
GTCATAACAACCGGAAGCTGTTCTTAATCCCCACGTCCAGAGGATTTTTTTTCTGTATTT
TTTTTTTTTTCTACTCATGTACCCTATGTACAATAAGGGCGATCTTTTTGAACCAATGTA
TAAGTGGCTTTTCAATTGCACATTTATAATCCTCCAACTTCACATTTGGCAGTTTTATTT
TGGCGGGTAAACGGCTTATCTATAGGAATTCAGAAAAATGAACACATATGCAACCGGATT
GCACTGGGCTCTCTGGTGTATTATAGACTGTGTGGTTTGCTTCTGTCTCTTCCGTAGGGC



CTCGCTGTAGACAGACTTGCCCCCCCACCACCATCAGCTTCTTGTGACGTGTTGTCGGGG
AGGCGGGCTGCAAGTTTGGGACCCCCCACCCCAACCCACTCCACACAGAGAAGCTCCACA
GCAGGGTTTTTCCCGGAAGAATAGCGGCTGGTTAGTTACTTTGCAACTTGAGCTGACTTG
TGATTCTGTAGGAGTAAAAGGTAAACCTCGGTAAATACTGTATTTAATTGGTAACTTGAA
TGCGTTTTTTT
>AU242748 ID   AU242748   standard; mRNA; EST; 555 BP.
ATCTTTGTGGAGTCTTTCTGTGTAATTTTTCTTTAAGGGAAGTGTGTTCTGCGTGCTGAT
TGGCTCGTCAATCAATCTCCTTCGTCCTGTGCCTCCTGTTCAGAATACATTGAGTTAGAC
AAATTGAAATATATCTTCAATCGCAAGCAGATGTTTTTCGTTGTTTAACTTTCAACGTTT
TTTTGTCTATAAAGGTTTCAACTTTGAAACGTAGAAAAGAGCGAAAATGAGGGACCGCTG
TATGTGTAATATTTTAGGAGGTGTGCGTCTGGCTGAAAGTTAGTTGTTTACCAATGTTTG
TATTCATGTTGCAGCTAAATATGTATCATCTTTATTTAAAGTTCTATTTTCAATAGTAAA
TGGAAAGTATTTTACTAAAAAGAGCTCTTGTTTCAAAATAGTGTTGTCAATAAAATTTGT
GTTGATTTTTCATTCCTGGACAAACCCCTGAACCTGAATACAATAAGCTGAGCAACCAAA
TATGACCATTTGGCGTATATCCAGCCAGACAGTACCGGTTCTTTTCCTGCTGAGCTGCCT
CAAAAGCACAACAGT
>AU242750 ID   AU242750   standard; mRNA; EST; 405 BP.
GCCGACTGGTTAACCTGTCTTTGTTGGCGTTTCAGTNNCAAGCACTGCTCCTCCGGAAGT
GTAAATATTATGCAGCAGCTGCTGTATGATAGGGATAATTTATGACCTTTCAGCAAAAAT
GTCTATATATTTTTTTTTTGCTTCTCAAAAAGTGACACTATAAAATTCTGTTTATAAAGA
AAACTTCTATATGACACACATCTATGCGTTGATTGGGAGTAGTACATTGCATCACATGAT
CAGATCAGAACCGTAGACGACATAGTGAGCAACCGCTGACTTTGAGTGATTCTAAGCTAC
TGTTTTAATTCTCTATGATTTTATACTTCCTGTTCAAGACCATTTATTGTACTTAAATGT
AAAAGACAAGCAGAGTTATTTCAGTTACACGTCTTGGCACTTTTT
>AU242752 ID   AU242752   standard; mRNA; EST; 553 BP.
GCCTTGGACTGGGGAATCACAACTTCTGCAGGAACCCTGATCAGGACAGTGCTCCATGGT
GCTACATCTACAAGGGCACCCAGGTTATCTGGGAGCTCTGCTCTTTGCCGAAATGTTCAG
GAGACCGGAACAGAGAGTGCGTGCAGGGCTTGGGTAAGTCGTACCGAGGAACAGCGGCTG
TCACTAAAAGCGGCTCCGCCTGTCTTCCGTGGGATGCTCCCGCCGTGAGGCGCAAACGCA
ACAATGCCTGGAAGTCAAATGCGCTGGATCTGGGGCTGAGCAACCACAATTTCTGCAGGA
ATCCGGATGGGGATTCAGGCCCGTGGTGTCACACCTACAAGAAAATGCAGCTGACCTGGG
AGCTGTGTGACATCCCAAAATGCTCAAGAGCTCCATCCACCATCACCACTCTTGGCCCTC
GAGCTCCCACTACAAATAACAACAACCAAGCGACATGTGGCCAGCGTTTAGATAACACCC
TCAGCCGCCCGGCCTTTCGCATATTCGGCGGCAGAGGAAGTGACATCACAGAGCAGCCCT
GGCAGGCAGCCAT
>AU242758 ID   AU242758   standard; mRNA; EST; 539 BP.
GCCAGACCCAGCAAGAAGTGTTGACCCAGACCCGTGGGTCCCCTGCTCCTCCCCACTTAC
AAAGCACCTGTGCTTGCAGGCATTTTTCTAAACAGGTGTGCCCACCAGCCAGGCACCACT
GCTAAACCAGCTGTCATTACCTGTGTCAAAACCAGAGATCAGGGAATAACTGAAGGGAAC
AGAGCCATTTATAAACTGTTTGCAGACTGTTTCAAAGGGTGTGGTAGCTGTACAATGTAT
ATAAGCCCCCAGCAGATCCTCCTCACCTGTGCTTCATGCATGTGTGAATCAAACTGGGAC
TAACATGTTTTATAGACAACAAATGTCAGGTAAGTAAAGATTGAGCTACTATTGAGATAT
AATTTCCATACAAATGTGCTGTAAATGTTTTTCTCTTCAAATGGCTATTGGAAAACTTAA
CTAGTCAGAAGGGAATCCTGTTCCCTGACGTAGGGCCTGTCTACATGTGATATCTCGTGG
AACATGTGTGGATGTATAGATTTAAAAATGATATATCTATTGTAAAATAAAGTGAAGGC
>AU242763 ID   AU242763   standard; mRNA; EST; 566 BP.
CCTCTCCAGACCGCTTCGCAGCCGCCCACGAGGACTTCAGTCCAACTTCAGAGCAGCGTT
TGCTGATCATTCTGAGCAACTGCCAGTACCTGGAGAGACGCACCTTCCTGAACTTGGCGG
ATCACTTTGAAAAGCACGGCTTCACGGGAACAGAGAAGATCACGCGGGTGAGCATGGACG
CCATCCGAGAGCTGGACCGGAAACTCTTTGAAGCTTACATCGAGCGGCGTGCCGACCCCA
TCGCCGGCTCGCTAGAGCCTGGAATCTACGCTGGATACTTTGACTGGAGGGACTGCCAGA
CGCCGTCAGGTGTGAGGAACTACCTAAAGGAAGCTCTTGTGAGCATCATCGCAGTCCATG
CTGAGGTCTTTACAGTCTCCAAGGATCTGGTTCCTCCGGTTCTCTCGAGGATCGTGACAT
CAGTTGCAGATGAGATGTGTCGCCTGATGCAGTGTGTGTCCTCTTTCAGCAAAAACGGCG
CCCTGCAGGCCCGGCTTGAGCTCTGCGCCCTAAGAGACGCTGTGGCCACATACATAAACC
CTGNCAGCAACACCANCCTTTAAACT
>AU242766 ID   AU242766   standard; mRNA; EST; 489 BP.
GGGGTGTGTTTCCTACAGCAGCATTTCTTCAGAGTAACTTTTGTTGATCTTTTCTTTTTT
TTGGTAGAGTCCTATCTGCACGTGATTGAAGCGCGTGGACACACATCAGGGAGTCCATCA
CCCGCTTTATCTTTCATTCACTTGCTTCTCGTGAAGGAGGATGTCCACGGTTCCGAAGGT
GACGCTGGCCGGAGGCCTGGAGGTCTGTCGGATCCTGAACGGGATGTGGCAGGTGTCCGG
AGCCCACGGGACCGTCAGCACGACCAGAGCAGTTGAGGCCATGCAGACCTACACAGATGC
AGGTCTGACCACATTCGACATGGCAGATATTTATGGGCCAGCGGAGGACATCTTTGGACG
GTTCAACAGCCAGATGAAATCTTCTGGAAAAGATGTTCCCGCCCTGCAGGCTCTGACTAA



ATATGTACCGAACCCAGGACCCATGGAGCGTAAGGTGGTGCAGAAGGCAGTGCAGCGCTC
CATGAGCAG
>AU242767 ID   AU242767   standard; mRNA; EST; 510 BP.
GACAGTTCCAAGATCCTTCAGTCATACTTTAATGACAGGTTACCTCTTCAGGAGAGGGNT
NTCATGTGGGCAGAGAAAATGGTAAAGGCTAATCATATGAAGACAGTTTGTCTCATCGGG
TTCCTTTTGCGCATGCGCAAGATTAAAAATAAGGAACAATTATCTTATCAAAGTAGCACT
TTTATTTAACATCCTCAAATTAACATCATCAGAGACACGTGACTGAAAAAAGAAAAGATC
ACAGAATTGATTCTTACCTGGAAAATGACGATAGCTGATAGCATGAGCCGTGCAGCCATA
GACATTAGCGCGCAGCATTCATAGTAAAAGTGCACACCAACTACTTGCGTGTGACTCTTG
TGTGTCAGGAAAAGTGTTTAAAAAAAAAAAGATTTAAGAAGTTCATTAGTTTGCTCCATT
TTTGATTTAATAGGTAAATGAGAAGTGCGTGATCATTGTGGTACATTTTTGTTTGGACGA
TAAAGTCCAGCATCGCTTTATCTAAAATAC
>AU242768 ID   AU242768   standard; mRNA; EST; 180 BP.
CACAGGTGGAGAGCAGGATTCTTCTCCTCATCTTAGCCATAACCATCCACAACATCCCAG
AGAGGCCTGGCGGTGAGGCNGTGGGAGTTTGGAGCTGTTGGAAGGACGCCGTCTGCTACC
TTTGAGAGTGCCAGGAACTTGGCCATTGGCATCGGTATCCAGAATTTCCCAGAAGGCTTA
>AU242773 ID   AU242773   standard; mRNA; EST; 508 BP.
GTCCATCCGGTTCCTTTCTCGTGGGTCAGAACCATTGACTGTATCTGAAAACTGGACCGT
CACCCGTTGAAAGCGGTTTACTGTCGGCTTCAATCACATGAGGTGGATTCAGGCGCCATT
TGGACCAGCATGGATGCCGCCGTATTCAGGCTTCCGTTGATTTCTGACAATGCACGCCGA
GTCAGCCATTATCTCACATAATGCACACCTCCATGGGCATTACACCTTACTTACCCTTTG
TGCTCCCAATGTTAACGTGCCTACAAGTCACTTTAACATTGGGAGTTGGGTCATCTAGAC
CCACTAGACAATGCTCTGAACCTTTTTTCTTCAATGATTTGTGATTTTCACTGGTGTCCA
TGGATTACATGAAATCTTTCCACCTTTATCCACCTTTGTCATGGTAGGGAGAACACCTCA
ATGTGAGGGTGGGGTCATCTGGACCCCACAAGATAGCACAAGAGTTTTTGACCATGGTCT
GCATCGCTACTTGATTCTGATTTGCTGC
>AU242776 ID   AU242776   standard; mRNA; EST; 557 BP.
TCCCAGGGAATAAATGACGACACTTTCTGTGAATACAGTGACAACGATGAGAAGCCCCTG
AAGGGCAGCCAGCATTCGCTGAGCGGGGGGCTCAAGGCGGAGGACAGCGGGGACAGCCTG
GTGGACTACGGTGACGACGACGCACAGTTCAACGAGGACGGCTCCTTCATTGGCGAGTAT
GCGGCGAAGAAGGAGAAAAGGGCATCGGCGGAAATCAAAGCGACGGCTCAAACTCCCGCG
TGACGAGTTTGTCGTTTCTCCAGACATAAAAGAAAAATAGACACTGAACGTAATGGATCG
TTGCCAACTGCCTCTCAGTTTATACAGCTCTTTTTTGTCATATTGCAACACAGTGACCAT
TACTAAATACAGTGTATATATGATGTATATTCTACGTGCTGAGTGTCCTTTTTTTATATA
TATATTATTGTTGCATTAAATGTAGAGTTTTCTGTTTGTTTTTCTGTGTTTTGGTCGCAC
ACAAACGGCTTGGATTTTCCAACTTACAGACCTGTTTTATCTGACTCTCATTCTATGCCG
ATGACGGTTTACTTACT
>AU242779 ID   AU242779   standard; mRNA; EST; 577 BP.
CGACTGTAGGGAAGAACTGTGAGGTGCAGGCCCGCTAAAGACGATTACATCGCCTTGTTC
GTGGGTCTGAAAAGTCAGGTGGAGACGGTCTGGTGAGAAATGGCGGAGGGAGGCTTCGAC
CCCTGCGAGTGCATCTGCAGTCATGAATTTGCTATGAGGCGTCTCATCAACCTGCTCAGG
CAATCCCAGTCTTACTGTACAGATGCAGAGTGCCCTCAGGAGTTGCCAGGACCTAATGGA
CTAGTCGGTGGAGATGGAGATCTGACCCTCCCCATGGTTCTGATGGGATGGGCCGTAGTG
GCCTTGGTCTTGTTTTTGCTCCGCCCATCCAGTCTCAGGGGACGACGCTCTACAGGGAAA
CCCTCCGGACCCCAAAATAATCACGGAAGGGAACCTCCAGCCCCACCCGTTGACTAACAC
TGAATCCAGACGACCAGCAGTCCTGATGCTCTTTTTGGAGGAACGTGACCAGGATCCTTC
CACTTCCTGTCAGCTTTTACTCACATTTCCACCCCTCTGCCTCCTTTTCTTTTTTAAAAC
TTCGGTCACAGGTCTTTATGTGATTGTTCCTCTAAGA
>AU242781 ID   AU242781   standard; mRNA; EST; 533 BP.
CAGCAGAGCATGAAATGGAGATGGGTATCAAGTCAAAGGAGGCCAGGAAGTACATCTTCA
ACTGTCTGGATGACATGATGCAGGTCAACCTGTCATCTCACTTGGAGGGGACCGACATGC
TGGCTGAGAAATCGGACAGGCGGGAGTTCATAGACCTCTTAAAGAGAATGCTGCGCCTGG
ATGCCGATAAAAGGATCACACCCACCAAAACTTTGGGTCACCCCTTCGTTACCATGAGCC
ACCTCATGGATTACCCCCACAGTTCCCATGTGAAGTCGTGCTTCCAGAACATGGAGATAT
GCAAGCGCAGGAGCTCCTACGAGAGCAGCAAACCCCTGTATTCCTCCAGTGCAGTCCCCA
GCACCGCAGCGGGCAACCTCACAGTCACCTTCAGCAGTCAGCTTAACCAACACAACCAGG
TGCCCTCTGCGGGGGGCGCAGTGCCTTTGCTGAACTATCAGCCAGCTCTTTACCAGCAGG
CCACCATCAACATTCCTGGTCTGGCTCAGCAGAGCGTTCCCATCCCGGCGCGT
>AU242782 ID   AU242782   standard; mRNA; EST; 514 BP.
CCGGAAGGAGTTCCAGCGACTGGGGAACGCCTTTCAGTCCATCAGCCAGGCGTTTATGCT
GGACCCCCCCCATCGCTCGGACGGCCTCAACAATGCCATTTCCCACACCGGCCGCACCTA
TGAGAACATCGGGGAACTGTTTGCAGAGCAACCTAAGCATGACCTCTTCCAGATGTTGGA
TAAGCTGTCCCTTTATCAAGGCCTACTTGCCAACTTCCCGGACATTATTCACCTGCAGAA
AGGAGCTTTTGCGAAGGTGAAAGAGAGCCAGCGGATGAGTGACGAAGGAAAGATGGATCA



GGGGGAAGCAGACGGCATCCGGAAGCGCTGCCGGACTGTGGGCTTCGCCCTTCAGGCAGA
AATGAGCCACTTCCATGAGCGGAGAGAGGTGGACTTCAAAGACATGATGCAGGCCTACCT
CAAGGAACAGATAGCCTTCTACCAGCGTGTTGTCCAGCAACTGGAGCGCACCCTGCGCAT
GTATGACTCTTTGTAAAGACATCAAACTGCCTTT
>AU242785 ID   AU242785   standard; mRNA; EST; 523 BP.
GGCAGCTCTTGTTGGGGCAGGAGAGAGGCTTGTGTAATCACCGGCTGCATGAGCACTGAA
GACTCCACGCTTTCGCTCTGAGAGGACAAACTCTGGGATCAGAGAAGAAGAAAAAGGGGG
AACGAACTTCAAGAGCGAGAGACTGGAGTTTGGGTGAAGGACGCAGACCATGCCAGGCTC
TGTGGTGCTGCTGCTGTCCCTGCTGGTGCTCTCCACAGGAAGTTATGCCAGAAGAATGAG
GAAAAGAGGGCTCAGCCATAAGGACTACGAGTACCCTGGTCATCCCCAGTCCACCCAGCA
CCAGAAGAATGACAGATGTCCACCTCCGCCGCAGATGCTGCCCGAGCGAGCCTGCGAGGT
TCCTGGCTGCCGCTCAGACTCCGAGTGCGAGCGCCACAAGCGATGCTGCTACAACGGCTG
CATCTACGCCTGCTTGGAGTCAGTTCAGCCACCGCCAGTGCTGGACTGGCTGGTGCAGCC
TAAGCCTCGATGGCTGGGGGGCAACGGCTGGCTGCTGGACGGA
>AU242786 ID   AU242786   standard; mRNA; EST; 551 BP.
AGACGCTCTCTAGATCTATAAAAACACACAGAAGATCCTTCTGACCTTCTCTGTTCTTCT
GCAGGAACACAGCAAACATCTGTGGTTCTCTTTCTCTGCATGAAACCAAACTGTTCCTCA
GATGTTCCTCAGATGTTCCTCAGATGTTCCTCTGACATGGGCCCAGCTATCTCCACTCTT
TCACATTACATCACTGGGATTCATCTTCTTCATTCCTCTGGAGTTTCTACAAATCTGAAC
GTCCCCATTCTTCCTCAAATGGAACCAGAGTTCTTCTCCTCGGTTCCTCAGACATCTTCT
CCCTTTCCATGATCTTCTTCAACAGTCAGAAACTCTTCTTCCTCATCTCCTAAACTCTCC
ACAGGTATGTTTTCAAGACCACCTGTGTTTCCACTCTTCATCCTCTTCTTCCTCACTGAT
CTTTTCCTTCTCCACACCCTAACCCAGGGGTCGGGAACCTTTTTGGCAGAGAGAGCCATA
AACGCGATTCACAGGTTTCCGGGTACAAACTCTGTGAAATAATAGATAATAGTAAATTGA
TAGTTTTCTCT
>AU242789 ID   AU242789   standard; mRNA; EST; 519 BP.
CACCTCTGGAAAAATCAGGCTTGTAAAGAGGAAAAGCAGCTGCGAGGTTTTCATAGTCAG
CACATTGAGTACAAGAGCCATTTGGGTTGTTGGAGGTTAGTTTTCTGCTTAACCCTGGTG
CTATCTTAGATGACCCCACCCTTACATTGACGTGTTCTCCCTACCATGACAAAGGTGGAT
AAAGGTGGAAAGATTTCATGTAATCCATGGACACCAGTGAAGATCACAAATCATTGAAGA
AAAAAGGTTCAGAGCACTGTCTAGTGGGTCTAGATGACCCAATTCCCAATGTTAAAGTGC
CTAGGATAGCACAAGGGTTACACACACCATCATGCCAGAAGCAGCAGTGTTACATTAGAT
GTCACACCAAGCCACCTGCCTCACACAAAACTGTTGAATGTAAAAGGACGTATTCACACT
AACATCAGATGCTTTCAACTGTTTCTGGAAAGGTTGTGTTTACATAAAGTTTGATCAATT
TGGTAAATTATTTTTGCAGTGCAGAATCATAGACAGGAG
>AU242790 ID   AU242790   standard; mRNA; EST; 575 BP.
CTGAGATTCTGTGGCAGACAATATTGTTTAGTCCTTTCCACTAAATCTTCTCAGGAAATA
CTTATCTGTTTTAAGGCAAAAACAAGATCCACAGGAGAATCAGCAACTTTAAATGACAGA
GTTCTATGTCAGTGATGGTCCCTCTTTGGATCATCATACTAATGCCTGTGTTGATTTAAA
TCCAAAGCCATGTTTCCACCCAACGAGAGTGCTTTATTTATATCAAAGAGTCTTCAGGAG
AAATCTTCACTGCCTTGATTCTTAGATGTGTGTACTCTTTATAAGGCAAATGCACTATCC
ATTTTTCTGTCAACATGTTTACATTATCCTGGGTATGACTGGAATGTTTCTAACTACACA
GGTTATGGGCTGCATCTTTTTCTGTATTCAGAGACCTGAATGTGTTTTGAATGCTGGTTT
TAAGAATCCTAAATATGGTACTTGTGCACTTTGACAGAAACCAGGTGACTGGAATGTCTG
ATCAACTAATGCAGGTTTCTGAATTCTATCTGCCAAGAGGATGAAAACACAGTTCTACTC
ACACGATCAGCATCTGAGGATATTTACATGACTGT
>AU242809 ID   AU242809   standard; mRNA; EST; 516 BP.
AACGTTTCAGCCATTTTCCTATAAAACTACAAAAGAAAAAAAAAAAAAACAACGTTTCCC
CTCCTCAGTCTGACCACTATGAGTCTGAATGCACAAAACCAACTAGAGATCCTTCCAGAG
CCCCCACCTGCGCATCACCTGTTGAAAAGAGGAGGAGCCTGAAGCCTGGCGGACCAAACC
TGCAGGAGCAGACACTGCTGCTCTCACTGCCTCGTGTAGCCACTCAGTGTCTTCAGAGGA
GGGGAGGGGGGTCATTAGTGGTTCATGAAGGATGTTCTGTTTAGCCCTTTCCCCCAGCTT
TTTTCTACAATCAGAAGTGATTTACTGTGAAAAGCATGAAATTATGGTGGCAGGAAGTGT
TTACAGAGTAGATGACCCCCCCCCCCCCCATCACTACGAGGGACGCCTCCTTTAAATCTG
TAAGGGAAACTGAGAGGGGGGGGCGTTGAGCGGAACAATGTGGGGTGTCGCACAGTATTA
TGGGATGTCTTCATAAGAAGACAGCAGACGCACCTT
>AU242814 ID   AU242814   standard; mRNA; EST; 505 BP.
CTGGGTTTCTGGAAGGTTCTTTGGGCGGTCGGCATCACCAACTTCATAATAAAGTTCATC
TTTATGGGGATTAAGTGCCTAATCTTGCTGCTGCCCTCCTCATTGGTGACCCACAGCACT
CAGGCCCGGGGGCTGATGCTGTCCGAGGAGCTGGGTCAAGTGCACCAGGCCGTGGCTCCG
GTTCCTCTGTGGTTCCGCTACCTGGTCACCGTTCAAGAGACCGACGGTCCTGCTGGGCTC
ACACTGGGGATCCTGCTCGCTCTGGTCTACCTCATTTTGAAACTTTTAGGACTGTACAGC
CAGTGGACGTCTGTATTAAAAACTGTCAGGATTTTCCTAGCGGGTGAGGGTACGGGGACT
CCAGCAACCAGAAGTCAGTGCAGTGATGCTGGAAACGCCTGTTCTATCTGTCAGGGAGAG



TTCAGAAGTCCACAAGCTCTGCTCTGCCAGCACATCTTCTGCGCCGAGTGCATCACCCTG
TGGTTTAACCGGGAGAAGAGCTGCC
>AU242815 ID   AU242815   standard; mRNA; EST; 541 BP.
GTTTTCAGACTCCCTCCAGAGCATCGCTGCTGGATTGTGGACCAGAAATGGGTCAAAAAC
ACCCCAGAACCTTGAAATGCTTTTTTCTTGAACACTTCTTGGTTGCCATGGCGATGCGTT
TGGCGTCATTGCTGGAAGATGCAGCCATGTTTCGTCTTCAATGCTCTCACTGATGGAGGG
AGGTTTTCACTCAGAATCAGATCAGTCAACCAATCATGATGCTTCCACCCCCATGCTTCA
CAGCGGGTCTGGGGGTCTTCATCCTCCAAACACGGGGACTGGAGTTTATATCAAAGAGTT
CCATCTTGGTCTCATCTGACCTCATGACCTTCTCATCTGGATCATCCATGGTCTGTGCAG
AACTGTAGACGGTCCTGGACGGGTTCTGGTTCAGGCAGGATGAACCTGTGGAGCTCTGCA
GGATTTGGGTCCGTGACGTTGTGAGTTCCCGTAGCGGCCTTTGTTTCTGTGGTTCCAGCT
CTCTCCAGGACCAGTTCCCCCGTGTAGTTCTGGGCTCTAACATGCAGATGCAGGTGGAGG
G
>AU242816 ID   AU242816   standard; mRNA; EST; 497 BP.
CAGACCCAACAACAGACTCTGGTGGTGTCGCAGCCGGGGAGCATGGGCGGCGGGGCGGGC
GTGGTGACCGTGTCTGCGGGGAACCGAGCGGTGGCCGCGCCGCCGCCTCACATCATTGGC
GGCATCATCAACGGCACAGAGCTGGTCATAGGACCGGGCGGCGTCACCGTGGAGAAGCTG
AAGGCGGCGGGCGCCACTGCGCGGGCCCTGCAGGTGCAGCCCAGCCCGGCGAACCCCCAA
ACTGTTCAGAACCTCAAGCCGGAGGCTGCGGACGCTAACGTGGTTACCAAACTGTTAACT
CCAGACGGGATTAAGATGGAGGAGCCCGAGTATTAAAACATTTCTTCACCTCCTTTAGAC
TAAAGCTAGTTTTTACATTTCTGAGGTCATTTTTACTTTTACCTGTAATAACCAGCAGCA
ACCTGTGAGACTTTAAAGGTTTGTTTTTAGTCCTTCTCCCCGTCGCTGCCTAGAACTGAC
ACGGACTGACGGAACCT
>AU242829 ID   AU242829   standard; mRNA; EST; 476 BP.
CCTCGTGCCGAATTCGGCACGAGGGTATAAGTTTAAATAAAACAATATTCTTTGTCCAGG
AAAAAAAGAACATTCTAACAAATGTATGTCAAAAACATTTAGTGATCATGTTTAACCCTT
GTGCTATCCTAGACACTTTACCATTGGGAGTTGGGTCATCTAGACCCACTAGGCCAGGGG
TGGGCAAACTACGGCCCGCGGGCTGGATGCGGCCCGCCTCCATCTTTGGTCCGGCCCGCT
AAACAATATCTGTATAATATATTTATATTTTTATATATAAATATTTTTTTTTTAAACTGG
CCACACGATCAAGATGTGACCCACCTTCTGCAGTCTGTGTTCTACCTGAAAACCTCTAAA
ATCATTGTCAAATAGAACAGAAGACAGTCTTCCCTTTCTACGTCGCATTTCATCTTTCCC
AGTTTAGCTCATTATTTCTGAGCGATCATGCAGCCTTTTTTAAACAGCGCACCCTG
>AU242830 ID   AU242830   standard; mRNA; EST; 558 BP.
GAATGATTTCATCTGTTACACGTCCATGTTCTGTCTGATCAGCTACATCCTAATATATTC
ATCATGTTTGATACTGTTAACTTAAAATGGGACTTCTTCATTTGACTTATTTTAACGTTG
AAGCATTTATCTTGAACTGTAGAGTATATGCAAGCTGAGCCGCTCTCAGCACAGCGCCCC
ATTCGGACCCGTCCGGCTCCTTTCTGCAGTCACCGATGCATGTCGGCTTCTCTGCAAGCC
ACGCCCCCAACATTCCACTGCACTGATTCCCAATAAATGCCAGCGATAGCAGATTGGTTC
TGTACGTCTGACCTGTGCAGTCTGCAAGAGCAGAAATAAATGTCTTTTCTGCTATTTCAA
AATGACATTGGTTTCCATTGAGGAAAAATTAAATCTATTTATGAAAATGTGCTCTTTATG
AAATGACATCCAACAACCCATGAATGAATCTTTAGTTTTTGCAGATCATGTATAAAACTT
CTTTACTCTCTCTATACAAAATGTCTTGTTCTTATTTCTGTATTGACAAAAATAAAAAGA
TGAGGCAATCCTGAAAAA
>AU242831 ID   AU242831   standard; mRNA; EST; 201 BP.
GTTAACAAAGGTGATTAACGAGTTAAAGGATGTCCTCATTCAGCAGGTCAAAGAAACCTC
CTTTCTCAGAAATACCATCTCAGAGTGCCAGGCCTGTGATTTGGGTGGCAGTGAAGTTGT
GAAACCAAAGTGTAGCCCAGGCGTCTGCTTCCGTGACGACATGTGCATCGAAACAGCAAA
TGGTGTTGAGTGTGCCGCCTG
>AU242834 ID   AU242834   standard; mRNA; EST; 530 BP.
CTGAGTCCGCCTGCATGATCACCGGAGGGCGGGCGGCGGCGGCGGCGCTGGCCGAGGCCT
TCCAGAAGGCAGCTGGAGCTCTGCATATGGGGCTGGACCCCATCCCAGATGTGACGGCAG
AAAACTCCTGGTACCTGCTGAAGGAGTCCAACTTCATCCAGGTTTCTATAAATGGTCAAT
GTTTGTCTGAAGTGGAGGCTTTAATCAAAGCTTTAGAGGAAGCTAATCCAGCTGCTCTTC
ACCCGCTGGTCATCATTTGGATGCGCGTGCTCACCGAGGACGAGGCGTCTGACAGCAGCA
CGGTGGCACCGACATCTGCACTTTTGGACATGGCCTCAACAGCCAAGCTCCATCAGATCC
TTCTTTATGGTATCCAGTTTCTTCAGTCCAAGGACTCTGAGCGTTGGCAGAGGTCCGTGA
CCAGAGCGGCCGAGATCACCAGGACGCTGATCCGGGAGAGGAGCCCCGCTCTGGTGGGAC
AACTTCTGCAGGCGTGAAGCTCAGACTGAGGAGACCTTTTATGGGGGCTT
>AU242835 ID   AU242835   standard; mRNA; EST; 559 BP.
CCGGTGCGATCGTGGCGCTAGTGGAGCGGAGCAGCCAGAGCCGCATCTGAATGAACCCCG
TCCGCCGCCGTCACCTGACGAGCTAGACGGCCAGATTGCGTGCGCCCCGTGTGACTGAAG
GGTCCGGAGAGATCAGGCAGCGCGCGCGCGGTGCTCGGGGGCAAACGCTGCCCGCCAACC
GCTGCTGCGTCGCTACCACTCGAGCGGTGCCTCTCTGCCTCCCCCTGGTGACCATGTGGA
GTGTGAGCGCAGTGATGCTGACTCTCGCCGCTGCCGCCCTCGGCGCCGCAGACTCGGACC



CGCAGCGGCCGCGCCACGACTCCAACCTGGAGATCTACAAGCGTCTGTTTGAGACGAAGA
GGAAGGACCAGCTGAACGCTCTCAAGAACCTGGTGGAGCTGAACGACATAAACCAGCAAT
ACAAGATCATAGACATCATGCTCAAAGGCCTTTTCAAGGTGTTGGAAGACTCCAGACAGG
TCCTGGTGGCGGCCAACTTGAAGCCTAACGATCCCTTCCCCATGGACGACAAAATCAAAG
AAGCCTATTCCCACATAGT
>AU242838 ID   AU242838   standard; mRNA; EST; 498 BP.
AGAAAACTTAGTCCTGTAGGGTCGGATCTGAAGAACTTCATCAAACGGATCCAATCTGAG
AGTTCTGCAACGACAATCCTGAACGGGTCGGATCAGCTGGGAGAAGCAGAAAAGGAGTCA
GTCAGTGAATGATCTCTGGTCCCACAGAGGAAGTGATTTTCTTAACCCCCCCATAACCCT
CCACAGTTGACATTAACGTGCTTTTTCCATTTTTACTGAAAGTATTTGACCCCCAAAGTC
CTGAAAAAGTGTCTAAAGGGTCACGTGTCTGCTCTCATTGAACGGGTGATGAAGAGTGGC
GACCTGAGCCCCCCGAACATCTGCTGTCCTCCAACCTCCCCTCTGAGCAGGACAGACTGA
AACCGGCTCCTCTGATGGTACAAATGTTCTGGATCCAGGAGACCGGACCGCTCCAGAGCT
GTGGATTCAGCCAGCACACTGATGAGTGTCACCGTCACCGCCATGTTGTTCAATAAAGTT
TTTCTGATCTGTGAAAAA
>AU242841 ID   AU242841   standard; mRNA; EST; 508 BP.
GTAAAGACTCCCGATCAAGCATGTCTGCTCCCTGGATCACGTCTTGTTCCTGAAGCTGTC
ACAGGCAGAAGAACCTTCTTCAGAAACTAGTTGGAGAAGTTCAAGACAGTTCCAGCTCCA
GCTCGGCCAGCTTCTCCCGGACCTCCGCCGGCAGGGTCATCGCGACGGCAGGCGTGGGCT
CCAACATCATCGTCAACAACCCGCTTGAGGTCCTCTCGGCCATGGTCCAGCAGGGAAGGA
CGAATATGGAAGAAGCTCCTTTTAAAAATATATATATTCCGACAACCTCTCCGACCTTGG
TTTTGTGTCTCAGGGAGAAAAATCTTCTCTCTCGTGTCGCACAGATGTGTGAGAAATTGC
TCCAACCGTCATGACAGGGCTAGCTGGAGGGCTAGCAGACACACCTGGCTGAGGGCTTCC
ATGTGGCGGATAAGCGCAGAGTTTTGACTCCCAGTCCGTCCGCAGTCCCTCCGGACCGGC
AGCGTCCCGACTGTCAGCGGCTGCTCCG
>AU242842 ID   AU242842   standard; mRNA; EST; 560 BP.
GCGGAGCAGCACAAACATTCAGGTCGGTTGACCCCTCAGCAAACTGAGCCCCGATGTAGA
CGGGAGGCAGTGACTCTGATCACATCAGCTGAGACCCGGCGGTCTCTGGCGTCATTTCAA
GGTTTCTCGACCTCCAAAGCGTTTCTGGCTCGTTTTCAGAGACAAACTGCAGAAATGCAT
CACCTGGCAGCTCGCTTTGATGGACGAGCGGCTCATTTTTCACATCTGCATCCCTGCAAC
AATCAGGGTGAAGACCGGCTTCAGGGATGGAGGAGCTCCACCCGTCAACATCGCCCGTCA
CTCCACCCTAAAGTAGGTCTCTTCTGAAAACAAGTGAATTCATGGACAACACCTGCAGTT
CCAGAGAAAAGAGATGCAGATTCAAATGGATCTAAAACATCCAGCAACTTGTTGCTTCAT
GATGCTTTATGATTTTACCCCCCCCCCCCCTCTCTTCTTCCCTCCATTTCTTTTCCATCC
GGTCCAACAAAAAACTGTTACAAATATAAGTAAGATGAATAAAGTTTAGTCTAAATTACA
GAAGGGGTTTATTCAAATAT
>AU242848 ID   AU242848   standard; mRNA; EST; 549 BP.
GGAGGCTTCTGGGGAGAAAGACCAAATGGGGAACTATTGAAGTTGAGAACATAGCCCACT
GTGAGTTTGCCTACTTACGAGATCTTCTTATCAGGACGCACATGCAGAACATTAAGGACA
TCACCAGCAGCATCCATTATGAAATGTATCGTGTGAGACGCCTCAATGAGAGTAACACAG
CAGTGACTCAAGCCAACGGTATCCCAGAACACCACCTGTCCGCCCATGAGATGTAAACAC
CAACCTGCTCCAAAGGCATTAGCATACGTTAGCGATGAGACTGCGATCCTCAGCAACAGC
CTTCCCACCCCTTCCACCCCCACGTCCCCGGTGGGACAAAAACTTCAAAGTCTTTCCAGA
GGGACTTTGTGTTTAATGACTTCCTGCAGCTCACAGGACTCTTCATGTCAGCTTAGTGCC
TTTTTTTTTTAACCAACCCTTGTTATCTCAGTTGCTGACAAAGATGGTGAGGAGAATGCA
CCGGCTTCAGAATGTGCTGCAGTTTGACTTTTTCCGGCATTCGTACCTTAACAGTTAATA
TTTGTGGTG
>AU242852 ID   AU242852   standard; mRNA; EST; 500 BP.
GCAAAGTAGCCGCGGGACCGTCGAAGAGACGGAGCCGACATCCATCGGGTCATCATGTGA
TCTGCAGCTGCTGCAGTTCTGGATCCAACCGGTCCTTGACAGAACCGAAGGTCACAGGTA
CAAAGACGGCTGGACGTTTCCTCCACAGCGCTCCAGTCAGAAATCTTCTTTAGGATTTGG
GTTCTGCGACTGAATGAATCCAAGCTGAAAGTTGAGGTTAAAGCTTTGAAAAGACCCTCC
TGGTCTCTGACGGTCCAACACGGTCAGACCGTTTAAACCAGAACCGCAGCACATGAGCAT
CCTCACCTTCAACCCACACAGCTGTTTTCAGCCGCGTGCATCCGTGTTGCCTTAAGGCAG
GCCGAGCATCTGAGCGCTCCGAGCCACAAGGTCGGGCCGAGTTAAGCTAGCATGCACACG
CAAACGCACAACAGGGACGGGGAGACGGTGAATTATTCAGACGGAACCAAACCCAGCGCT
GGCAGCCTTTCAGAGTGTGG
>AU242854 ID   AU242854   standard; mRNA; EST; 190 BP.
TCACAGTGCACCACTTTGGAGCCAAAGCCCCTTACAGCAGGTAGTCTGATTTTTCTGCTG
TACCAACTTCTTTTGGAATATACTCACATTTATTCCAAATCTTTCAAAATCTGAACATTG
AGAGCAGTAAACGCAGGTATGGCTCAAAACTTCTTCAGCATCTTGATAAAGTTATACATT
TGCCACTATT
>AU242855 ID   AU242855   standard; mRNA; EST; 450 BP.
TTTTACAACGTACGTTATCACTTTTGAGGAATATAAAAAAAGGATAAAAATACAAAACAG



CATCTGAAACATGTTGCATGCTGACCTTTTACTATGTGGAGCAGCACCAGTTTCATCCCG
TTTACATACAAGCAGGAAACTTTTCCAGAAAGTTTTCTGAAAAATTTACTGCAAATCTTA
GTTGAGGCTATATTTTTGGTTTTTGGAAATCAACACTGAAAAAAGTTAACACTGACTTAA
CTGGAGAAACTTGAAGTAGTCTCACTCCTAATGTTTTTTTTATTTACTCAATAAATAAAT
AATCTAGCATAACCTATAATTTTGGTGCCCTGCTGTCAATTACAAGAAGCCAGAATCAAC
TAAAAGAGAAAGGAAATAGTTAAACCTGCCCTCCTGATTCTGAAAAAAGGGAAATCTAAC
CACAGATGAAATTTTGCAGTGTTTTAGAAT
>AU242856 ID   AU242856   standard; mRNA; EST; 463 BP.
CTCACTTNCACTTTAATCTCGTAAATTTGCTGGAGTGGGGTTGAGGTGAGCGTGGGGAGC
GGCGGCGGGTGGGCGCCGCGCGGCGGCGGAGCAAACCGACTAAACTTAATTGAACAGGTG
AGCTGAATGTTTACTGATGACGTTAAAAATGTCTGGAAGCTCATTTGTTTGATTTACAAT
TTATTACTCCATTAAAGACAAGATCTCTACGTTTGTGTGATGCTTCCATCTGAGGAGGAG
CACTTTTGTGGCATTTTCAACGTTCTAATGTTAATATAACAAACTGTTTTCATTCATCCT
TGTTATTTTATTTTGAAACGGGACGTTTCATCTAGAGGAGGGGGCGTTTTGTAACTGTTT
ACACATTGGTGTTCTGCGCATGACAGGTTCATGACGTCATGAGACAAATGGATTTCTGGG
TGTGTGAATGAAAAGGAAAATAAAGTAGTGGTCTTCTACACCC
>AU242857 ID   AU242857   standard; mRNA; EST; 465 BP.
TTACGACTTATTTTAGCACAAAAAACTGTATTTTTTCATGATAAAGAACTTTAATCCAGA
TAACAACCATCGTCTTGTTTGTTTATAATGTAATCATTTGATTAACCACTCATTGCTCAA
TCAATGAATCAATCTTCATTAACGAAACACCCATTATTGTCACAGACAAAGTGTTGAACA
TTAGAGTTCCCTCGACCCACGTAAAACCCTTAAAACCAAACGTGGCTTTAACGTTAGGCT
GACACTGACAGGAAGTCCCTGAATCCTCTTCGTCGGGAGGCGAGCGCTCTACACCAACTA
TGACGAGAAACCAGCTTTATACCAAACATGTCGTTCTTCTCTGCCTCTGTAACATGTTTA
TATCCTAAACCTGACGGAAAGCAGTTTGAGTTTTTCTACAATCTGTTAAATCAGCCATGA
TATGAAAAGTTGGATTTATTTAGATTTTATGCATTTAGGTTCCAC
>AU242859 ID   AU242859   standard; mRNA; EST; 362 BP.
TTCTCTTTAAAACAATGACAACACCACAACGATGAGACACAGCAACTCACTGAAATGTGA
GCAGATGAATTTAGGCTCATTAAAACATATTTTAATGTGATCTAAATATCTTTTCACTGC
TATCCCAACAATCTACGTATATGTCATAAACACTTTTCAGTGAACCTTCTTAGCGCGAGC
AAGGCACAGAATAAGACTCAAGAGGAGCAGGAAAACATCTTCTTGTCAGGGGTGTCAGAC
TCTGGGCCTCCTGGTTTTTCAGAAACCCCACCCTTTTTCCTGTCAATTACCTGAATCAGA
TGTGTTTTGCTCCTGAGACGCTACAGTGGCAGGTTAAATGGAACGTTTGTAGAAAGTTGT
TC
>AU242863 ID   AU242863   standard; mRNA; EST; 241 BP.
TTTCCCAGNGGAGATCCAGAAAGGTATTTTATTTCCATTTGCCTTTATGTCTAGATCCAA
TATCGCTGGGGTTCAAAAGGGAACTTTTTTCCACCAACTCTAGGTGAGGATGGACTGGGC
ATCAGTATAATTGGAATGGGTGTGGGAGCAGACCAGGGGCTGGAAAAATTAGGAATCTTT
GTTAAGACTGTTACTGAAGGGGGTGCAACACATAAGGACGGACGGTAAGCACCCACATCC
C
>AU242864 ID   AU242864   standard; mRNA; EST; 32 BP.
AACTAGTCTCGAGTNTTTACNTTNTNTAATAT
>AU242865 ID   AU242865   standard; mRNA; EST; 550 BP.
TTTAATGCCAGGAGGGGGAGAATAACCTTTTATGGAAACCTCCCTAAACTCTCTGGATTT
GTTTTAGAAGAAGACACAGACTGGAGTTCAAAGATAAATATATTTTGGTATTTGCAGTTC
TGCTTTTGCAAACAAATCTCTAGCAAACTGAGGATGCAAAGAAAGGTCAGATTGATTTGA
AGTAAACCCAGTCACCAAGAGCCCAAGATTTTAACACTGGTTTGTGTCAGTAATGCTGAA
CATCAGACAGCAAGGTCCTTAGACAGATCACTACTTCTTATATGGAGCCATAATCAAATG
CTGACATAGTTAACAGGAGCTATCAAAGGCAAACATCATACAAATGCAGCAAAGGTCTAA
AAGAAATAGGGAATGGTGTTTGTTCTTAAGGGAGGGAAGTAATTGGTCAGTTAGATGTGG
CTAAACATTGGTGATTGAGTCTAGACTTCAGAGGCCAGCTTACAGTTTCTCAGAGTATTG
CCTGTACAAACGTAAAGCCAAATATGGTCTTGTGGTCTAAGTCTGAAGATATTGTATTGT
TCATAGAGCT
>AU242867 ID   AU242867   standard; mRNA; EST; 453 BP.
TGCTGCTTTCATTTTGTCCCATTACACTAAATCCATTGTGAGGGGCTAAAAAGAAAAAGA
AACCATTGATTAACACATTTAAAATCTGCCATCAAAATAGCATTCTAAGAACTGTATCTT
TATTTAATTTTGTGCTTTCATCAAGTTTTCAATTAAAATACTAGTCTAAAATTGTCAACA
AATAATTTAGCAATATATGACTGGTTGACCATTTGGAATGGTAGATAGTTGAAGAGATTA
CTCAAGGATATAATTGCATCATTACTTAAGTGCATGCCAAACTTTCGTTGAATTTTAGAA
GTAAATATTTGTCTTTTGTTTAGATTTTATGGCTAACAAAGAAGAGAAACAGAATTTCAA
TTCCCATGTATGGGAAAACATCATAGAAATTGACAATAAAGTTTACTTTGACTGGACTTT
GAAAGTACTCATTTGTTGACAGTACCTGTACAA
>AU242868 ID   AU242868   standard; mRNA; EST; 461 BP.
TAAGCCAATAGGAAGAAGGCGGGCAGGAGAAGCTTGAAAACAAGCAGGTGGAAGACCTTG
ATGAGCAGTTTTTCGGCAGGTCAGGCTTTCTTTTCACTTTAGCATGATGTCAGTGTATTC



TTCAGGAATGTCCAGCTCCCTTGATAAGAACAACTTTTGATTTGATGAGCTCCAAAAACG
TTTTCTTATCAGCTTCTTTGAGTCTTCCGCAGATGAGCGCTGATAAAACGGATAAAACTC
CACAACAGACTGACAGACAGAAACCAACATCTGGCCACAAACTGCAAAGGCTTTAAAGTC
CTCCTTTTTGAAAAGCTAAGCATCTAGATGAAGTTGTGGTCCAGCTGGACTTGGAGCTCT
GCTGAGCTGTGCCCAACACAAATCAAAGGTAATTGATGTAGATCTGGACGCGGGCTCGCC
CTCTTAGATCATAAAACGTTTTGTTATTGCGGCTTTTCCAG
>AU242870 ID   AU242870   standard; mRNA; EST; 386 BP.
GTGGTCCCTTCAGGTTAACACGGGGGTGTCTAAACTTTAACCACTGAGGACCCCGATGCC
TTATAATAATAGACAGGAGCGGGTGGACGGTGTCAGAGATGGAGGTCGCCTGCTAACGGC
GTTTCAGCTGAAGAAACTTCTGGAAAGAAGCCGAATCGTCGCAAACATGACAGCAGATCT
GAGAGTTCCTACTGAGGCTTTGAGCTGCTCCAAAGTGTAGACATGAAGACAGGAAGTGAC
ATCAGCGCTGTGTATTTGATTAAACCAAACATACTGCCCACAGCGCTGAACCAATTGTTG
GGCAATATCGCCTCCTAGTGAGCAACATGTGGAACTGCGTTCAGATCCAGAGCTTAAGTG
TGAAAACAGGTCAAGTTACCAAAACT
>AU242872 ID   AU242872   standard; mRNA; EST; 243 BP.
TCCAGTCACTGCGTCGCATCCAGCAGTGAGACCTGCAGCCAGATCTCCCAGCCTCTCTCT
CTGTACCTCTTCCACATCCTCCTCCTCTTCCTTCCTTCACCCAGTCATTCCAGCACTCCT
TGGTGCTTAACCCTTCAGATGTTTACAGAAATGTTGTTTTATCAAGATGGGAACAAAGAA
AAAGTTGAGTAAAGAATCGAAAAGGGAAAGAAAAACAAAGAAAGAGTGAAGAAAAGTTCC
TGA
>AU242873 ID   AU242873   standard; mRNA; EST; 176 BP.
TAAACAACTTTTGCCTCNTGTAAAGTAATCAGGTAGCTTCAGAGCAATCAGAATCAAGNT
GTCAATGCATAACGTTTAGCTTAATTACACCCACCTGTTACAATGAGCAGATGTTAGCAG
TGTTTCTGTTCAGATTTTGTGTGTGTTTAAACCAAGGCTGTTTTTGCAGAGGTGAG
>AU242877 ID   AU242877   standard; mRNA; EST; 410 BP.
TTTTTNTTTTANGGGGAAATGCGGGCTGTTTGAATGTGACACTGCGAGGGTGTGAGAGTC
AGGCTGGCAGTTGGTTTCATTCATGCANAGATGGTTGTGTTTTTGGGGATAAACNCNACT
GTCTCNATCAGCCTNAATTTGGACCTTCAATAATCTCATTAAGCACTTTTNTGNGGTTAT
CGTCACNCTAAACCCACCTGCTTGTCATTGAAGTTTGTCAGGAGTTAATGGGAGTGTCAA
ATATAAATTTTAATTAATTNAATTTTTATTTATTGATTNAAAAATGTTAAACTAAAGGAA
AATCGANAAATTATTCTTTTTTTTCATTTATTNAATGNCCAGTTTANCATTAATATTATA
AACAATAACTAAAACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTTT
>AU242878 ID   AU242878   standard; mRNA; EST; 388 BP.
GAGAGAGAGAACAGGGTTTTGTTTTTTTTGGGTGGGCTCAGATCGGAGTGCAGATCTGTG
AGTGTTTATATGCAATGCATGAAAGTTAGGAACACTTTGCTGAGTTTCTGAGTTTGGTTT
TAAACCTGATTAAGATGATCTGGACCTCAGGAGTTCCTAACATCCACAAAAATCAGAATG
TNTTCAGACCCAANCNTTTTGAAAGCCTTAGAAAGCATAAAATGCCAACTTTGGTAAGAT
ATTTGGTGCAGTGATTGTTCCCAATCTCAGTTGTTATTTAATCCAATGAAAAATCAAAGA
AATCCTACTAAGGGGAACAAAAAAAAGATGTGGTATTATTTGACTAGATCAACATCTGTT
GGGTGCGCTTCAGTTCATCGCCCTTTTG
>AU242879 ID   AU242879   standard; mRNA; EST; 32 BP.
TCGGANNACATAGTTTNNTTNANACAAGGNAT
>AU242880 ID   AU242880   standard; mRNA; EST; 450 BP.
GTATAGAAATACATAAACTGGAAGCAGTTTCTGTGCTTGTTTCTGTTTGAGTGGGAAAAA
AATGGGGGCCTTCAACAGGTTTTTAAGGATAGAAAGCCCGTCCCTGCCTGCCCGATTAAC
TCTTTGTAGTTTATTTCAACATGCACTTAACAGAAAAATGTTGGGTGTGGTGTTTATTAA
TGCCGATTTTCTGTTATTGAACACTGTTAAAATATGCTATGATTGCATGTTGAAATAAAC
AACCAAGAGTTAATCAGGCAGGCAATGAGCACCATACTGACATCACTTAGTCAGTTTGGT
ACTTAAAAAAAAGGAGATTGATGATCTCATATTCCTAATCTCTTATTAAATTTTACTTAG
TTGTTGTTCTCTTTAAAAGGCCTATACCATGCAAAATCAACTTTTTAAGCTTTTAAGTGT
ATCATAATGTTCATTCCTCACTATATACAA
>AU242882 ID   AU242882   standard; mRNA; EST; 101 BP.
TAGCTGTAGTAAAACTGTGCCTGGCCAAGTTTACATTAAAATACAATTTTCTAAGGACCA
GAATCACAGCCACCAAAATGACACTGATGTTATAAAAAAAA
>AU242883 ID   AU242883   standard; mRNA; EST; 270 BP.
GAGAATCCGATGTTAGNGGCCTTATGTGAGCCTTTGTGCTGCGATTTCAATGGCGGTGGC
GGCGGCTTGGCGCGAAGGAAAGTGGAGGCTTTATTTAGAAACGCCGGTCAATCTTCTCAT
GTTGGGTCTTCTACTGAGAGCGGGGGCTCTCATCCAGAAGGAGCGACAACAGCACACTTC
AGGTCCAAGGAAGGGGTGGTTACAAGCATCCATGATGTTAGGTTAACGGATAATAAATGG
CACAAACGAAGGAAACAGAGAAAAAAAAAA
>AU242887 ID   AU242887   standard; mRNA; EST; 352 BP.
CGGGTCTGAGCTGCTGGGGCGGCGGCTCACAGTACAGGTGGTTTCTGGTCAGGGTCTTCA
CAGCACACACAACGTCCCCGATCAGAACCACCACCTCCTCTTTGCTGATGCCTAGGTCTA
GGTTGTCGCCCTGAGAAGATCAAGACTGGCTTAGGAAAACATCAGCTTCATAGCCGGTTT



GTAACATCAAACCTCCCCAGCATCATGAAGCTCGAATATAAGAAGATATCTGACACGTTT
CACTAAGAAAAACAGAAAAGCCTCAAATGCACTGCAAACTGAAGTTAAGTTTAATGAAGG
AAAAAAAAACTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTTTNC
>AU242903 ID   AU242903   standard; mRNA; EST; 325 BP.
AATCCCGCCCCTCTTCCCCTCTTGCTGAGAGCTCTCTGTTTNTACTAATGTTACAATGAG
CAATATCAGAGCTATCCATCCGTGCAGTTTAGNTCCAGNTTCCAGCTTAGAAGAAAAAAA
CAAAGACGTTCATGGATCTATTTCTNTAAGTGGATGATCAGAATGGAGCGGAGCGGGGAG
CCTGGCGTATTTTCTACGTAACATTTTCAATTTTTTCCTGATTTACAACTAATTGTGTAA
AGAAATGCTCAGAAGCTGAATTCTAAGCTGAATATTCTTTATATATATGTCCTCCGTCAT
GAGAAAAATGCTACAAGAACAAGTC
>AU242905 ID   AU242905   standard; mRNA; EST; 147 BP.
GAGGACCACATCTATCTATCGACCGATAAATAGATAGCAATTAATTGAACGGTGGAGAGG
GGTTTGGCCCAGCAGGTTGATCTGCAAATTCAAGAATGCTGAAATCTCATGAATCTCATG
ATATTTTCCAAGATCATCACATTAAAA
>AU242906 ID   AU242906   standard; mRNA; EST; 550 BP.
ATTACGGATTCACTGGGCCGTGCGTTTTACAACGTCGGATTTTACTGTAAAAAAAGGNCT
GCTGATTCTCTGAGTCACTTAACATACTCTTAACACTTAACTTACCTCATACATCAAATT
GACCCAGGGACATCATCTGTGTTCCTCACAAATGAACATAACAGGAGGGTTAACAATGTA
TTTATTTCAATTTGTTTCTAATATAAGTCGCTGCGGAGTATAAGTCGCACCCCTTGCCAA
ACTATGAAAAAAAGGGCGACTTATAGTCCGTAAAATACGGTAATTGGAAAAAGCTTGTAG
GTGTGACATAGAAGCTACAAGCTCCCTGCTCCGCTCCATTCTGATGCATCCACTTGTAGA
TGACTAGATCCATGTACGTCTTTGTTTTCCTCCTCAGAGCTGATATCTGACTCAAGACTG
CACAGATTGATGTCTCCAGATTTGCTCGTCATTTTTGTTGCACCAGTAATGTTAGGTTGG
GGTTGTGAGGGGCTGGAAGCTAGAGGGAGAGCAGATAAACCCATGAATGATGGGAAGGGG
AATGGGCTTC
>AU242914 ID   AU242914   standard; mRNA; EST; 160 BP.
ATTTTTATAACAATATTCATATTTGCCTTACATGCTACAAGTTTTAATTTCGCTTAAAAT
GGCAATGTTTTAAATTACTATAGACTTTCCTGTTTTGATTTTTGTCATGTTGCAATAAAG
TTATACAAAGGGAGAAAAAAACACAGCCGTGTAATGCTAG
>AU242916 ID   AU242916   standard; mRNA; EST; 500 BP.
GTACGGAAAAGAAAGGATCGTTATTTGTGAAACAAGTGAAGTTTATACATGCGGCTGATT
TGCATTTGGATAGTCCGTTTAAAGGAATGGAGATGAATGTACCGCAGTCTGTTTGGAAGA
GAATGAAGCAAAGTACGTTTGAATCGTTCGAACGTATTGTTGATAAAGCGATTCAAGAGC
GCGTTGATTTCGTATTGCTAGCCGGGGATTTGTATGATGCGGAGACGAGAAGTTTGAGGG
CGCAAGTGTTTGTGCGCGAGCAAATGAAGAGACTATCGCAGTACGATATCCCTGTTTTTA
TTATTCACGGTAACCACGATCATTTAGGGGGAAGCTGGGCAGCAATTGAATTTCCAGAAA
ATGTTCACGTGTTTACGGAGCCTTACGTAGAAGAGAAATCATTTTATAAAAATGGTGAGT
TGTTAGCTTCTATTTACGGGTTTAGTTATTTGCAGCAAGCGGTAACGGATAATATGACAG
CGCAGTATACGAAAATGAGT
>AU242921 ID   AU242921   standard; mRNA; EST; 84 BP.
TAACGTAGGACTAAGCGTACACTNTCCGTTTACAACATGANTGGGGAACATGGTCAACCA
AATGAACGTGGTTAACCTAGAGCA
>AU242923 ID   AU242923   standard; mRNA; EST; 40 BP.
AAGGTGGTGGNACGGCGACGAGNCAGTGGNATCCTGGCTG
>AU242924 ID   AU242924   standard; mRNA; EST; 279 BP.
CCTTCTACCTTTCTACCTTTTCTCTAAAGTCATCCAGGCTGATTGCTGCTCCCTCTTATT
AGAAGCATTTAACTCTTTAATGCTGGAGATGTTTCCAGCAACACCTAAAGAACTTAGGCT
CCTTGACATACCGTAACTCTCCGACTGTTTGTGAGATTAACTGATTCGGCTTTGCATAGC
GACTATACGCCGGTATGCGTTTATGGACACAAAGCCTGGCTTTCTCCATGCCTTTCTGGT
CCTGGCTTGGAAATTTACCGCCTAAACTGGTTTTAGGGA
>AU242925 ID   AU242925   standard; mRNA; EST; 269 BP.
GCCTGCTCCCAGCACCCCCTTCACCCACTCACTCTGTGGCGCTGATTGGTGCACCTGCTG
AGCGGACACACCCACCTGCAGCCAAAACGGTGACCTTTCACCCCAGCAGGTGCGTGAAAG
AGGCTTTGGATGCGCACACACACACCTGCGGGCCTCGTCACCCAGACTGCAGCGTTTCTA
GAGGGTGCAGGCTTGTGCATTTGCACCTCGGTGCTGACTGCTCTGAAACTCGCTCAAGAG
TTTGGAAGAAGCCCGGACGGTCATGTCAG
>AU242926 ID   AU242926   standard; mRNA; EST; 347 BP.
CATAGCAAGCTTCACCTGTCTCCGGGTTACCAAGCTGTATTTTCCTTGCAAATATGCCTA
AGATTTGCCAACAGATCTAAGCCTTTGTTTTTTTGCATGTGTGAGCATGGGCGAGTACCA
GTATATGTGTGTGACTGTATATAAGAACTGGACTGAGTGTGATGTCACCAATGGAAAAGG
ACTTGTTCAGTTCTAACTAAATGAAGTCAATTCAGTCATAATTTTCTCACAGTACGGACA
TCGCCACGTTGGAGCCAGATGATGTCAGTTAGGAGTTACTGGTCCGATTTCGTCTGAGTC
TATGTCTCTGTGCCTACCACTATGGCCCAATCAGGAGTGAGCTTGTA
>AU242927 ID   AU242927   standard; mRNA; EST; 572 BP.



AATCATCTTCAAATGGNACACGCCATGCTGCTTCACCTCTCTGTAAACAAACTAAGCTCC
AACTAAACCTGCTCCAGACCAGGTTATGTTGAGAGCATGAGTTGCTATGGCAACTTGACA
TACCCTGAAACTTACCTCCATATCTGGAACCGAAAGCTGAGGTTATCAAATTCCTTAGCC
TCAAACTTACCGTGGGAGCTAGCAGAATCTGCTGCCTGGAATACCCCCCTGTCCTTGTTT
TGTCAGACTGATTTAGAGCGTTTTTCTGAAACCTGAACGTCTGGAGGCTCTGAGTCCGAG
CGGAGCTGCAAAGACACGAGCTGCAGCTCAGAAGAAAATGGTTTGATACCAAACTGCGGG
TTTGGAGACACTTTTGGATTCATCTGGAAAGCTGCTTGACACCCAACGGGATTCAGGCGG
TGGGCGTGGCCACTTTCAATGTTAAGTCAATGGTACAGACGCCATCTGAGGTCCTGCAAT
GGTCCCATTTGAGCGGTGGGCGGCGTGAAGGTCTGGCAGAAGCATGACGGTTTGAGTGAC
AGCAGGTAGAAAACACATCAATCTAGTGAATG
>AU242930 ID   AU242930   standard; mRNA; EST; 436 BP.
CATTTAATGAAAACCTCATAAAAAAACTAGCACTTTTTTCTAGTCTAGATGCACTTCATG
TAAAACGTGGAGAAATGCTGCGTTCATGTTGTGTTTGAATGATCGGAAAAATGAAAAACA
ACAAATCTTCCAACACCACATGGATGCTAGAGCAGGGGCCCCAAACTTTTCTTGAGGGCC
ACAATAACACTTTTTCTTTAAAACTTTCAACGTCTTCTTTCTTTCTTTTATTGTGAAGCC
TTTTGGTACCTTAAAGGAGTTGTAAAGTGCTGTATGAATAAAGTTATATTCATTCACGAT
TCTTTAAAAAAAAAAAGAAAACTATTTATGAAATAAGAGGATGACCGGAAAACACTACCC
ATGATTTTCAAAGACAAAAAATCAGGAAAAACATACTGATATATTAAAAAAATAACAATA
AATAGTCGATCCTCGA
>AU242934 ID   AU242934   standard; mRNA; EST; 465 BP.
ACTATAAAAATCTTTAAAGGTTGATGTACACTTACTTATGTATAACTTGTGTTTCAGTGT
ATGTGTGTAAATAGGAACGGGATTAAGAGCTAAGAAATATTTTTATTGTTTATGTACATT
GTAATATTTTACTAAAATTATTTAGTTTTTTCTTGAGCCCTATTTACCTTCATTTTTTTG
CCTTTCTCCTCCTCTTGACCTGATTGCAGTCATCTTGTCTATCTTGTTTGCTTTTGCTTA
ATTTTTATTTTTTATTTTTTGCTCAGCAAACATTTTCATTTAGGATAAGTTAAGTCGGTG
AAATGAATGTCGATGGGAGGTATACTATGCAAAAGGTCGTAGGTCGAGAGGAAATGAAGG
TAACCAGGGAGAATAAGAGAATGATAGTACAAATGTGATGCATGCACCATTTTTATCTGC
CTATGAGTGCCAAATACAAAAATGAACATTAAAAAATATTAACCC
>AU242935 ID   AU242935   standard; mRNA; EST; 208 BP.
AAGCACTGAAAACAGACGGGACAACAAAGTGAGTGGGGGTTTCCTCCTCTGCATGAGTGC
TACATGGGTTCCTACCATACCTCAATGGTTTGCTCGGTGCAGTCAGCTCCTGCCTGTCTG
AGAGTGCGCTCCACCTTCACCGCCTGCTTTGTTATGGTGCTTAGAAACTCTTTGCTGCAG
CAAGTCTGTGGATGGTCCTCGCCAAACT
>AU242936 ID   AU242936   standard; mRNA; EST; 499 BP.
TATTTAACAGCTTAGACCAAAAAAATCCCTTTCGTCCTCATGAAACCTGCAGAGTTTCTC
TTTTTTATTGTGTCTGAATCATTCGAGTCTCAGAACATCTGTCATAACCGTCCTAACGGA
TGTTTTATTATTTATTCACTGTCTTAGCAGCTGGGGATTTGTCCTGCTTTGTCTCATGTC
TGGAGGTATTAACACATTCAGCAAACTGATGACAGAGTAAAAGAGCTTTTCCTTAGTTTG
GAATGTCTCTGAAACTTGTGTCTTAGACAGACCTGAAGCAAACCTGCCAGGAGATCTGAA
GAACAACCTCTTCGAAGTCCAGTTTGGGTGAGAGGAAGGGCATCATGCAGGGGTGCGTCA
TTGGTTCAAAGCTGCGCTTCTGGCTCACCCTGGTCTCTGGGATGCTGGAGTGTCTGTGCT
TCGCTGGTGTTGTGTTTGGTTTTGCCTCGTTGGTGTTTGTGCTGAAGGAAGACGGTTTCT
TCAGCGAGCTGTGCATCAG
>AU242937 ID   AU242937   standard; mRNA; EST; 278 BP.
GCTGTGATTTCTACTAAATGTGTAGTTCCATATCAGTCCAGAGGAGGGCAGTAACTGTCA
GATAATCCAAATTTCTTCCAAAAAAAGAGAAAAGGCATCCATTCTCATTCAGCACAAGTT
TCTGTCTTCGGCGATGGAGACTAAAGTAGATCCCCGAGTTTTCACTCATGTCTTTTCTTG
TCATTATAATTCTATAGAGGTCAGCTGGTTAATTGCGAGTGTCTGGTCTTTTCCCCACTA
ATCTCTTAGTCTGAAATCAACAGGCCGGTTAATCTCGA
>AU242938 ID   AU242938   standard; mRNA; EST; 618 BP.
GCTTCTCTAGCTTTGCTCTTGGCATTAAAAGCCCTTTCGAGTTATTTAGTTGTGTGTCTT
TCCTGCACCTGGGTTCCTCCTTGGTTCCTCGTCACATTACGCTGCGACCATGTCCAACCC
AGCAGGAGATTCGTCTCGACGAGACTTACCTGGATCCACCGCCGTTGGTGGCTCCGTCAC
GGGTACGGAGCGGGCAGACCTGGCTCAGGAGATGCGGGGCTTCATGTCGGGTATGCAGCA
GCTTCACGAACGCCTTTCCAACCTGGAGCATGCTTCCTCGCCTTCTCCTCGGCAGACCAG
ACTGGGTCACCCTGAACCGTTTGATGGGACTGCTGCAGACTGCCGGGCGTTTCTCACTTC
CTGCAGGCTGCAGTTTGACTTTAATCCTGATGATTTCCCCTCAGAGCAGAGCAAGGTGGC
GTTTGCTCTGAGCTACCTAACCGGAAGAGCCAAACGATGGGGACTGGCGGAGTGGGAGCG
CGGATCAGAGCTGTGTCGCTCCTTTCGGGTCTTCTCCGCTCGGCTTCTCACGGTATTCGA
TCCCACCACGCCTCATCGTGCTGCTGCGTCTGAACTTCTTCGCCTTCAGCAGGGATCCCG
CTGTGTCTCGGACTACGC
>AU242939 ID   AU242939   standard; mRNA; EST; 454 BP.
CCGATAGCAGCGTGTAGGAAGTGTTTTAGCCTAGCTGATCATATTTAGCCTTACATCACA
AACTTTATTAGTCTTAACATGTTTACAGGAAGTTTGCTGAATGCATGCATACACATCTTA



TACCCATATTTGGCCTTATTTGTGTTGCTGTCAGACTTGTCTACAATATTTAGGTCGTGG
CTGGTCGATGCAGATGTTAGGACTTGTGTGTGTGTGTGTGTGTGTGTGTGAACTGTAATG
AACGTCGACAGCACTGATCGCAGAGCTGTTTCCTTGTGTTTGCTTTTCTGCATTCATTAT
ANAAAACCACTGTAATATGAGGCTTTCTATAAATTCCATGAATGTTTTTATTACTGTTTT
TGGAATCTGTAAATAATTTTGTTCATACTCTCTTCAGATTTCATGTGGTTNTATTTTGCA
TGTCTGATCAGTGTTGACGGAGGACTAGCATCGG
>AU242940 ID   AU242940   standard; mRNA; EST; 546 BP.
AGCTCACTGAGGTAGGCAGGGGCAGTTCCATGGACACATTGGTAGGTGAGGAGACATAGT
TTGTATTGAATTCTGGAATGAATGTGTAACCAGTGAAGTGACAGAAGGACAGGAGTGATG
TGGTCAAATTTGCGTCTCCTTGTCAGGACCCTAGCAGCGCAGTTTTGGATGTGCTGGAGC
TTTTCCAGGCTCCTGCCAGGAATCCCAACAAGGAGAGCATTGCAGTAATCTAGTCTGGAG
GAGATAAAAGCATGGATTAGTTTTTCTGCATCAGACTGGGTGAGTGAGGGCCGGAGCTTT
GCAATGTTTTTCAGATGGAAAAAAGAGACTTTGGAGAGGTGATGTGCATGATGATCAAAT
GTTAGATTAGAATTGATTTAGACACCAAGATTTATCACAGGTGAAGAAAGCGGAATGTTG
TGACCAGAGACCAGAATGCTTTTGGTGGAGGATGTTTTGATCTGGTGAGGGGTACCGATT
AATATGGCTTCAGTCTGGTTGCTGTTGAATTGGAGAGAGTTTTCAGCCATCCATGCTTCT
ATCTCC
>AU242941 ID   AU242941   standard; mRNA; EST; 568 BP.
GAAAGCAATGCACGTGGATGAAGGCAGCTCCATTGTTTTTGTTTCTGATTTTGCTATGCC
ATAAATTAAATCAACAGGTGATGGTTTATAAGCTAATATCAGCAATAAAATGACTGAATT
TAGACGTTTTCTTTCTTAAAACCGAAAACGCTTTCCTGTTAGGAAACAGAAGATATCTGG
ATTTATAATTACAACAGAAATATTTAACATTGTTGACCTCCTTTTCAGGCTGCAGCCCAG
CAGCAAGACTCAGCTTCTACTCAGAAAGCAGAGAAGGAAGTGACTCGGATGTGCTTCCTG
ATGGTGCTGGGGTTCCTCCTGGCTTGGGTCCCTTATGCTTCCTACGCCGCCTGGATCTTC
TTCAACAGAGGAGCCGCCTTCTCAGCCATGTCCATGGCCATCCCATCCTTCTTTTCAAAG
AGCTCAGCCCTGTTCAATCCTATCATCTATATTTTGTTGAACAAACAGGTATAGGGTTAA
CACAACTTTTATTCCTATGTGCCATCAGTCATAGGGGTTATGGGTTCTAATCTGACAGCG
TTTCATTCAGAACTGAAATTGGTAGCAG
>AU242945 ID   AU242945   standard; mRNA; EST; 586 BP.
TTTATTTCTTCTAAGTAAATGAGAAAATATTAAAGTTTAATCATCTTTCGTAATCTATTG
TAAAAGCCCTCCCAATGGTCTTTTAAATATGACAGTACAGTTTTTAGAGGCAGGAATTCA
TCTGAAATTCACCTCTGACTTGTCGGCGGGACTGTTGGTGCGGAGTAACACCGCCCCCCT
TCCCCTCCCCGTTGCTGAGAGCCTAGAGCAGGGAACTTGTGGCCCGCCCAGCATATTTCC
TACGTCTACAAATAGGATCTTTTTCAAACTGCATTTTTGTTTCCGCTCCTGATTCTCCTG
ATTCACAAAACCAATTTTGCTTAATTTTCTTTGTTTGTCCTCCAAATGCCACAAGAGCAT
GTTAAAAACATAAAAAACACCATCAGAGTGGGTCTTTAAAGAAAGAAAGAAAGAAAGAAA
GAAAGAAAGAGTGGGTCTAAAAAGTCTAAATAGAAAAGACTAAAAACTGTTTATAAGTGA
TAAAAAAAACCTGAACATCTGGGACAGCAGCTTAGTACAATATTGCACTCTGAGAAGGTT
ATATTTTTCTTTAAATACTTTGATTACTGTCAGCCTTAAGCTCATA
>AU242955 ID   AU242955   standard; mRNA; EST; 118 BP.
TCTGCTGTTGTCCACTGTCCAGTTCCCTGTCCACTGGTTCCACTTAGCTGTCCCAGTCAT
GTGGCCGAGCCCAGACTCTACATTGTCCAATTCCTGGGNCTGGCATNCTTCAAGTGTT
>AU242957 ID   AU242957   standard; mRNA; EST; 597 BP.
AACAAAGTCCAGAGTTCAAGCCGTGCGGCTGCAGAAAAGCCCGAACCCAAGACGCAGCAG
CTCAAACGCTGAGCCTCTGCAAACCTGACGCTCGAGATGCCACCACCCAGTGTGGCCCAG
ACGTCAAGGCTGCAACCCCACCCTTCAGTCTCCATCCGCCGGACGGTGAAGGCGTGTCTG
GGAGGCGGAGTCACGCTGAACCACAGGAAGCTCCCATCCCAACAGACAGGCAGGAAGCGG
CCTCGTCTGCAGGGTTGGAGGTTCAGAGAGCGACGGTTTCATCTGGAGACAGTCTGAGGT
ACCAGCCAGGACTCTGAGGTTCTGTTCAGCCATGGCCTCTGTCGTCCTTTAGGAGCTGAA
AGAAGACAGCTGTCCCATGAAGAAGAGGACAGTCCACAGGAACCCAGCACCCCAAGAAGA
TACAGCGCTGGAGGGAGGAGCCGGCATCTCATTTTGGTGAAGCAGAAGATATCATAGCAG
GAAAAATGACGTGTTGGGCTGCAGTTTTAATTTAAGCCTCGTTTAATAGTAAATAAAGAA
AAGACGTCAGCACATTTTCTGTTGGTCACTAAGTGAAATAAACCCCACTTGGATTTC
>AU242958 ID   AU242958   standard; mRNA; EST; 559 BP.
GTCATTTTACAATCCAATAGGTCGATGTTTATGGGATGCTTTGGAAAATAGGACACTGGT
TTAGGTGTTTGAGTGTGCTCAACTTGACAGGTCAGATGCAAAAAACTGACTAACTAAATA
GTACAACACAAATATCAGTTTTTAAAGAATAAAACGCACTTTAAAAGTGCACAAAATTTT
AACTTTTTTTCTTTAAATACCATGAACAGAAATCTAGAGCTGAAGTGTCCTATATCCTTC
CTTAAGAGTACCTCTCTTGCACGCGTCTGTGCACAGTTTCTGGTTGCTGACTTCAGTTGC
CGTGCTTGTATTTGTCTTTTTTTAAAAACTTTTTTTGGGTTGTTCTTGTGACTGGCTGTG
GCACAGTGTTGAGTAAGTGTAAGATTGCAGTAAATGTGTTGCAAATCCACTGGTATGTAA
TGTACATACATTATTTACATTACATTATTCATTGATTATTTCAATGAAACTTTTATATGT
TAGTCACATCACAACATTTTTAAGTAGGTACTGATATGACATAGAAGATATGTAAATATA
AATATATGTATATTTATAT



>AU242963 ID   AU242963   standard; mRNA; EST; 288 BP.
GTGACAGCCATCACTCCAACAGGCAGTGGCTATGGAGACTATCAGCCTCTGGTTAGTGTT
TTTATCGTGTTTGTGTGAATTCACCTCTTAACCTTGTGAGAAGCCTGTTAAAGAGCAGTT
GTGATATAAAATGATGGGCTGACAAATGGCCTCTGTGATTGCTGGGCATACAGGAGAGGA
TATACAGAAACAAGTGCTAATTGGAGGCACAAGGTGGCTGCAGAGGCTGAGAATGAGAGA
GGAAGAAGCTGAAGTGTTGATGGCGGATGTAACACTGAAAAACCTCGA
>AU242964 ID   AU242964   standard; mRNA; EST; 128 BP.
CAGCACAGCATAGAAGCTTCCATCTGTGCTGACGCTCAAATCTGCATCCCATTTTGTTGT
CGGAAGTGAAATATTATTATCTAAATTACATATATTATTACACAATAGCTGGGGTAGCTA
TGGTGCAC
>AU242965 ID   AU242965   standard; mRNA; EST; 511 BP.
ATCAACAGATCTTTCAGCCACCAGTGACTTAGGCTGTGCACTCTGGCTGAAGATTGTACA
CACCGGCACAGGCTGGTCTTTTGATTCTGTCTCCTGGGGTGACTGAGATTCTGGTTCCTC
ACATCCACTAACATACAAACTCTCATTGTCACTTTGCGGTGAAGCAATGTCTTTGGATTC
CTCTGGTGTATTCATCTGCTCTGTTGGGCCCTCTTCTGAACATATGTTGTTCTGCTGCTC
CACAAAAATCTTTGTATCAGTTGTCCCCTGTATCATCTCAGCCTCTTTCCCTTCATCCTT
TTCAGTTGCTCTCTCATCTTCCCCTCTATCCAGAAATGAGTCGATGGGAGCCACATCCTC
TTCCTCGCTGTTGTTAGGTGAATCAGAAATCATGACGCTTTCCATCATTTGGTCGTTCAA
CCTGTCCATCAGGCTCTCTGAGGGGGTGGCGCTGCTGTCCTCGTGGGGTGTCGCAAACTC
TGCTCCTCCCAGATCAATGCTGTCCTCCAGG
>AU242969 ID   AU242969   standard; mRNA; EST; 419 BP.
GCACTGTGGGCCTGTTCAGAAAAAAAAATCCTATTCTGCAGAGATGTGTCGCTTCAAAGG
CAGCTGTTAAAGAAGATGAGTCTTTGTATTCTGATGAGAGAGTGGCACACTGCTGAGGAG
ATGACCTTTAGTGGAGCCGGCAGGAGCTGTGGATGGTTAGGCATTATGCTCTTGAATGAA
TGATGCTCAAAGTGCAAATACAGACTCGGCTCAAGGTTGAAGAAAAAGAAAGAAGATGAA
AGGACTTTCTATGGATTAGAGAAAAATAATGGTTTTATGGTCCATAATCACCAGAACTGG
GATTTGACATGGAATTTGTGTGCAACATTAGACCAAAAAGTCTGATGTTTTGAGGGAGAA
ATTACAAGATTTAGAGAAGCTTTTTATTTATCCTGAATAAATACCATCAGCGGTGGAGT
>AU242974 ID   AU242974   standard; mRNA; EST; 522 BP.
CGTTTCCGTCTTCTGTAGTTTTGCTCCTGAAGACTCGAGCTCCTTCAGGTGGGCTTTCAG
CCTCTCCAGTTCAGAAGCTAAATCCTTCACATTCCTCCTCTCTTTTTCCAGGTTTGCATG
GAGCTGCTTGCATTCGGTTGTACTCTTGTTGAATGACCCCTCCAGTTTTTCTAGATCAGC
CATTTTCTTCTTGAGTTTGTCCACCTCCAGCCGTAGCTCCTTGCTGTGGTTCTCCTTAGC
TTGTAGCCGCTTCCCCAGTTCCCTGCACTGAGTTTCCATCTTTGTAATCTCCTCATCTTT
TCCTTCCATCTCCTGCACCTTTTTTCGTAAACTCTCCAACTCAGCCACGAGCGAGGAATT
CCCGCACTCTCCTTTGCCGATCTTCTCCCTCAGCTCCTGCAGATCAGTCTTTGATTTCTG
CAGCTCTTCTTTACCTTCTTCTAGCTCCTCGACCTCACGGGCCTTTTCAGCCAGCTTCAG
CCTCAGCTCCCGGCTTTGGGACTCTTGGTCAGCCAACTTTAC
>AU242975 ID   AU242975   standard; mRNA; EST; 175 BP.
CCACTTTGCCGACAGACGTGTAGCTGATGCTCCGTGCATTAGCCGCTGTGCAGCAGCACT
GCTTCACTCGATCTTATGTGAGCCCGCTACAGAGCCCCGCAATCCGCTTTTTTATATGAT
ACTGACGGCAACATGGCAGAGTTCTTACAGCAATATATTCAAGTTTAGTTTTTTT
>AU242976 ID   AU242976   standard; mRNA; EST; 590 BP.
ACAGAAGTCTTCATCGTTCTTCAAAACTGCATCTGACCTTTGTGATCTGATTGGTCCTTC
CTCCAAAATGCTCCTCCCCCTGCTGTTCCTGTTTGCTGCCGCTGGACTGACGGATGCATC
CATTCAGTTCCCAATAACTGAAAACACTCAGGTTGACACCAGCTTATGTCCCATCACATA
TTTTGGACAGGAGTACACCACAATCTACATAAACTTCACCGGGGAACACATGTTGGTTTG
TTTCAACGGCTATTACCACCCTGAGAGCAACGGCGACTGTATTAAGGCCCCGAATACTGA
GAGCAAAACATACTTTGAGTTAAACACAGAGGATTATTCCTTTCTTAATAGTGTGACATT
TTACGTGAAGGACTCAATAAACACCATCACAAACGATGCAACGTGCTATTTGCGTTTCGA
TCATCCCACTACCTTTGGTCTGATTGCCATGGGGTCACAGTCAGTTTTATGGTGGTATAA
CCCTCCACAAATAATTGCTAGTGTTCTGGTCAATGGAGATGTGGTAGAAAATGTGCCGGG
CTCTGAAAATTGGGTTTACTCAGACACCAGTGGCTGCAGAATCTCAGGCT
>AU242977 ID   AU242977   standard; mRNA; EST; 322 BP.
AAACAAACCAACATTTTATCTCTGCTTCGTTCTGTCCATCTTTATACACAAAGCTTTGAT
ATGTCACTCGTCTGACATTCTAACACTTGGTATAAGCTGCATGATGCTGAATGATTGATG
TTCGTATCTCGTTCAAATGAAATGTGCCCGAAGACAGTTGACTCCAGAAAATGATAAGCT
CCAGCCAAATGGAAACTGTACATCAATTCCTTCATGCAAATAAATTTGTTTTTTTCTGAA
AGAGAAAGGGAAAGAAATGCTGCTGATCAGAAACACAGGTGGGAATGTTTGAAGTCTGCG
TCAATTCTTTGCTTCTATTGTT
>AU242983 ID   AU242983   standard; mRNA; EST; 390 BP.
GGTAACACAGTGAAATGCAGTTAGAGAAGCTGCAGAGCTATCTGCTTTCTTATTTGAGCT
TTTGTTTTTTTCATGGTCAACGCTCATTTTTCGGCACCTGAAGTTGTAACTGCACGACAC
TTTCCAGTCCGATCAATGTGAACGCAAACAGCATCGGTGTGAGATTTAATGGTGTTTACC



AACCATTCATACCGATTCCACCAGATTACCCTGGCGTGAAAGCTCACAAAGCCTCACTGA
AAGCATGGTCATTGTTGAAAATGTAGCTTTCATGGTTTCTGAGCACATGCGGGGATAATA
TACCTGGGAGCCCTGCAATTTATCAAACTGACTGCCAATTATCTTGACATGAACTTATCC
CCAAAAGGGAAGATGTGCATCCAAGCTTGG
>AU242985 ID   AU242985   standard; mRNA; EST; 686 BP.
TTTTGGGCTTGAATGCGTCTTTCAAAACATCACAGTTCTGTAAGTCAGCTAGCTCAAACT
GACAAGAAGGCTGGGCTTCATCGATGTTGGCAAGAAAGGGGTTTTGGAAAAGACGGATTT
CTTTTGCATGAACATGAAGTTGACTGAATCGCACACTGAACTCCGCCTTCAGCATTTACA
GTGCCTCCACACACTTTTCGGCTGGGAACGGGGCCGCTGGGTTATCTGCAGAAAAGTTTT
GGGTAGCAGGGAGACTGGCGAAGTTGTGCTTCTTCACTTGCCCCATAAGCAGCGCTTTTC
CCTGGCCTTGTAGCTGCAAGTTTAGGCCGTTCAACATTTCTGTCACATCTGTCAAAAATG
CGAGGTGCCATTTCCATTCTGGTTCGATAAGCTCTGGGACCGTTTTGCCTTTGGAACACA
GAAATGCGTTAATTTCAGGGAGCAGCTCGTAGAAACGCCTCAAAACTCTGCCGCGGCTTA
ACCATCGGACCTCTGTGTGGTACAGCACATCTCCGTGGGCAGACCCCAATTCAGACAGGA
ATTGTTGGAACTGCCTGTGTTTAAGTCCATTTGCTCTGATGAAGTTTATGCATGATACGA
CAACCTGCATGACAGAATCCCACTTCAGCACTTTGCAGCACAGTGCCTGCTGGTGAATTA
GGCAGTGGACTGGTAGCGGAGCGCTG
>AU242987 ID   AU242987   standard; mRNA; EST; 240 BP.
TTATGATCAATTACGTTGAGTATATATTTTGCCTTTACGCAGTGGCCTAATGTTGTTGGG
GTGGTTCTCGTTGCCCGCAGGGTTTGCTGGACTTGATGATCGCTGAGGAAGCGGAGCTGA
AAAAACGACTGACGGAAAGCATTGAGGTCTGTCGCAAAGAACTCAGCAGTTTGTGTGCAG
AACTCCAGCTTCCACCGTTTGAGGTACTTGTTTACTGTTTTAAAAAAAAAAAAACTCGAC
>AU242989 ID   AU242989   standard; mRNA; EST; 435 BP.
TCCTTGTCAGGCATATTAATAAAAGCTTTTTGCTCATTTTGAGTTAAATATAAGATGGAT
TCTAAGTCCAGCACAATTTTTGGAACAAACATCACGTTTTAAGATGAATACAGTCAAAGG
CTTTGGCCATAGCCCTTTAAAAAGCCCATGGTGGACTGTTTTCAGGTGTCTAATCTAACT
ATTAATCAATTAGTCCTTCAATCAATCTATTTATATGGTGCCTTAACATGCCTGCAGTCT
AACAAAGTGCTAAAACACAGAAACAGCAATAAAAATGACACAAGTGTTTAAATAAAAACT
AAACTTCAATATTACCACATTTACCCATATTAAATGTAAAATAAGTGTACCTGGCACTGT
AAGAAGATGATGAAAGACAGGCGGGGGCCTGAAAAGGGTATCCCAGTGCCTCCACTACTC
TTAGAGTCACTCGAC
>AU242991 ID   AU242991   standard; mRNA; EST; 302 BP.
CTCCACCTTCTTCTCCCAGTAACTTTACTCTTCCACTTGGGTTTCTCTCATTCACCCACA
TGTGCTCTATCTTACTGAGGCTAACCTTCAGTCCTCTCCTTTCCAGGGCAAACCTCCACC
TTTCACTACTCTGCAAATCACAACATCATCTGAAATCAAACTGTCACACATGTCTCTTAT
TTTGAAGAAAACCGACAGTAACAATAGAGAAGCTTTTTCTATAGGCTGAGATCAGCAAAT
GAGCCAAGTGTGCCACCTACTGGATATGTCTATATTTTTTGTAACAAAATTTTGTTTGAC
AC
>AU242996 ID   AU242996   standard; mRNA; EST; 570 BP.
TTGCCATCATCAGAAAATGAGGAAACCCAGNAATATTAATCTATTCCTACATTTTAAAGC
AGAATAAATTGGAAATAATAGCACAGAAGGGTATCACTTTCAGAAATAGTTGATTTGGCT
TTGATTCACAAATTCACAATTCAGTTAAATACTTTAATTATTAGTCATATTATAATGGTT
AATATTTATTTAAAACAAATTTTATTAAGTTATAGAAATCCAGTTTTACATAATTGACAC
AATTAGTGATACAATTTAAATAATGGTGCAACAGTTTTATATATATTTTTAATGAAGCTT
AATGATCTAAAACCATTTATTAGACTTCACATTGCTAGGTGACTTACTCAGTCTGTTAAG
TATGAAATTATAAAAGATTATTATTATAATAAAAAAATAAAAGATTATTGTTATAATAAA
AAAAGTCAAGAGCCCTTCATTTGTTTACTTCGTGTTTTCTGCAATAAAAGCCTTGTCTAT
ACAAAAAAAAAATTAGCATTCATTTAAAATTTAAAGCGTAGTTGGATTCAACACACATAT
TATTATTAGATAGGATTTGTATCTTGCTTC
>AU242997 ID   AU242997   standard; mRNA; EST; 616 BP.
GGCACTGACAGACCTCAGAGATAAACCTGTGCCCAGCGCAGTCAAAGGACAGGTCCCGCA
GTACCTTGAGGAAAGGAAAGCACAGTGGCGCAAAGAGGAGGAGGAGAGAAAAAGAAACAC
ACCCGATCCTACAATCCCACCTGGTCACACCTTAATGCAGGACAGTGAAAGGCAGGAAAC
ACTGAAATCTCTGAAAGATACTCATCGCACCCTGGTGATGGAATTAAACTCACTCCCTCT
GAAAGCAGACAACCTGAGTACTCGCTCACGTCGGGCTCATCTTGACTGCAGGCTTTCTGA
AATTGAGGAGGCAATAAAGATATTCTCCAGGGACAAAGTTTATATCAAAACTGATTCCTA
ACATCTCAAGAAGAGGATATATAAAGAGGATATATAGGAAAGGGTGGAATAGGATCCTTA
AAAATCAACACAATTTAGATACTGCTGTGGAAATATACCCAAAAAAGTTGTACATTAGAT
TTATTTGCTTTGAATGCATTTTTTATTTTATAAAATGTATACATGGTATCTTGAAAAACA
GTTGTGTATCTGCTTGTAATTTATTTATTTTGCTTTTGAGCTGTATTTGATGTATTGTAG
CCACATAACTGTCAGT
>AU242999 ID   AU242999   standard; mRNA; EST; 238 BP.
TATTTTATAGAGTATTTTACATGTCAAGTGCACGTTCACCTAGAATGTTGGGATAAACTG
TTATAAAAGCCTTTACAGAAAAACCAAGCCAAAAGCTGAATGCTGATATTGATAACCTGA



CGTTAAGTCGCCCATATGCTGCGATTAAAGGTCCGCTGGGACAGAAAAGAATGTCCATTT
GGATTTCTGCACACAGTGGATGCTTTGTGCTATTTGAGTCTCTCCAGGCTGGGTGTGC
>AU243000 ID   AU243000   standard; mRNA; EST; 224 BP.
AAAATAACCAGGGTACGTATGGTGCCATGACAGTGAAACTCTGAAGTTGCCTTCCAGAAT
GATGATGGGTGCTGCAGGTGGGTTTCATCTTGTGCTATTCTTAGAGCTCTGTGCAAACAC
ATCAGTCAGCTAATTATGCTGAAGGCAAGTCAGTCAGAGAATCTACAAGTAAAAAAGAAA
GTTGAGTACCATGTGGGACAGTTGTGTCTCAAGTGGATTTCTTT
>AU243001 ID   AU243001   standard; mRNA; EST; 553 BP.
GTGAATGACTGAGGAACAGCTGTAAGTTTCTCTATAGAAGATGAGACGTCTGTGGGATTT
TGGCGTTTTGGAACCACTTCCTGTTTGGAGTGCCGGGGGGAGGAGTCACTCAGTCCAGTT
CTCACATACAGTCAATGGTTGGCCCCCACTTCCAACCTTCAAAGTGTTTGACAGATTTGG
TATAGCCCACTTTCAAGAGGTAGGGGTGTGGGCTTCCAATAAGCTCACCCCTGATTGGCC
AAAGTGGTTGCCATAGAAACGTCAACTCCAACTAACTCATAGCTAATTCAAGAGGTCTGG
CCCCAACATGGCAACGTCTGTATCTGAAAGCAATTTCAACTGAATTGACTTCATTTGGTT
GAAGGCAGAAGAAACCATTGGAGGACGTCACTCAGTCCAGTTCTTAGATACAGTCAATGG
AACAGACTGTGACTTTTTAATGAGTTATTCTTTTCCCTTTTTTTTAGTTTAACATATCAA
TGTTAAGAAACCTAAATGTTACGTATATATTCAGACATGTTTTTTTTTAACATCCTCCTA
CAGATTTCAGCTG
>AU243002 ID   AU243002   standard; mRNA; EST; 518 BP.
GGTTTTGTAGCTTTAATTAATTAATTTATTTATTTATTTTTTACTGTTTTAGTCTCTGGC
ACAAAATATGTAGGAGAAAATACTATAAATCCACAAAAATCCTAAATATGATTGGAGCTT
AACAATGTTAAATGCATGGCACGTGTCCATGGCTACAGGTGAGGTTCATCATTAAGGGAT
TGTCGTTAATTCCCGCATTGTTTAACTTTATTTGAAAATTCCAAATCTATGTCAGTAATT
AGTGTAAAAGTCACAAGAAAAAAAGGGCTCAGAATCTAAAACGATGTGTTTCAAAGGCTA
CCTGCAGTACCGTCACACAACGAATTCATTTTTAACCACAATATTGTTCTCAGCTGCAAT
GCTATGTTCCCACCGGGTATGTTCCTGAACACTGGACAAGCAGGGATGGCGTCTTCTTCG
TGATCTTTTGTTACTCTCCACTAGTGCATGTCTACCACTTCCAGTTGGAAAAGGCTTGGT
GTGAAATGTCAAAACGGGGCAGATCCCTGTAATCTTGC
>AU243004 ID   AU243004   standard; mRNA; EST; 496 BP.
TCGTGCTGGATCAGATTGCGTTGAGCTGGTTGACATTTGACTGCCTGAACCAGTCATTTT
TCTCTGGCATTTTGGCGCCTTAATGCCTGCGATCCATGTTTCTCACAAACAAACTATATT
CAAAATATTTGGTCACAAAGGGAGGCTCTCACCCTTTGTCCTTCAGGGCGGGGCAAATGG
GGCTCTTGTGGTTGGCCTCCTCGTGACCGCAGCTCAAGCAGCGGGTTTTAAACAAGCTGC
CTGTGTGCAAAATGTAACTGAATTTCAGAACTTTATCGCATTCACCTCGAAATAACGACA
CAGGAAGTCCTCACTCACCGTGGATTTCCAGGATGTTTTTGGAGCCGGCACGGCGGTGGA
GTTCGTCGATGTTCTGGGTGATCACCGTTACTTTCCGGCCCTGTTTGCCCAGCCGCTCCT
CGCACTCGGCGATGGCCTTGTGAGCGGCGTTGGGATCTTTGGTGAGCATGACCTCACGGC
GATAATGGTAGAACTC
>AU243010 ID   AU243010   standard; mRNA; EST; 574 BP.
GGATGTGGCGGGCGCCACCTTCATGGCCGCCGGCAGCTCGGCCCCGGAGCTCTTCACGTC
GGTGATAGGTAACAGAGTTTCTCCCTCCGCTGTTCGTGGGACTTCAGCGATCTTGCTTCA
CAAACTGCATCAGAACTAAATGATCTAAAGATGCTGCAGCATATGTGTTTCCTTTCCAGC
CAGAGAAATGTACAATGAAGTGCCAGATGAATAAAATATTTAAAAAGTACTCAACTACAT
ACTTAATTGTTGTCGATTAGATGGTAATGCTTTATGTCTTGTGGGGACACTCCGCTGCAG
GTGTGTTTATCACCAAAGGGGACGTGGGAGTTGGGACGATCGTTGGCTCGGCGGTCTTCA
ACATCCTCTGCATCATTGGCGTCTGCGGCTTCTTTGCCGGCCAGGTATGATGCTCCACCA
CATCCTCCCTCTGTGCTGAGACGCTGGCAGAGACTAAATGATGCTTCTGTGCAAAGCGCC
GCTCAGAGCAGCCGCCCTCTGGGGACTCCTGCCGCGTCACAGAGAGGATCTGAGGACGAG
GATTAGCTCTGAGAAAAAGAAATGCACTGCAGTC
>AU243011 ID   AU243011   standard; mRNA; EST; 349 BP.
TCTGAGTCCCAGCTGTACCCACACGTTGTCTTACAAAGGGTCCCCACCCCGACTGCGCCT
GCTGCCCCCTCCGCTCCATCTGCCCCCCTCTACCTCCACCTTCCTCCTTCATCTTCTTCG
GCCTCCTCGCCGGCCCACGCCGCACAAAGCGAGCCGCAGATCATGGCGCAGTATCCCACC
CCAACATATGCGCCTGGCGCCAACACAGCTGCGCCCGCATACCCCCACCCGACACCAGCG
CCCATTTACCCCAACCCCCACCCGCCGCCGCAGAGGCCGTGGCAGTAGCTGGGACTCATT
TTTAGGGCCCTGCAGAAGCTTTTTCATCTTTTCCTTGTTTTCTCCCACA
>AU243014 ID   AU243014   standard; mRNA; EST; 318 BP.
TGCTACAAAAAGAATTCTTTACAGGAACTTGGATTGAAATTAATGAACCAAACCTTCTAT
GACAACATATTTAGTGAACTTAGTGCATTTGATGGTGCAGAGCAGGAACACAGGTTTTTG
CTTTTCTGTTTAAGTAAAGTAAGTAATAAAAAACAGTTTTACTTGCAACTGATTCGTTTC
AGTGCTTCTGTTGCCATGTTTTAAAGCCTGTTTTAATCAGTTCTATGAAACCTTGTTTCA
ATTGTTCCAACTTTTAATTGTCTTCCTATTTGCTTTGCTTTGTAAATTTATTCCGATCGT
TAATTAGCATTGTGGAAA
>AU243015 ID   AU243015   standard; mRNA; EST; 587 BP.



TTGTCGACAAACTGCCTCAAAAGGTCCTGAATGCAAAGACAAACAATAGTAAATACATAT
TCTGAAGGTTCAATAACACATGTTGAGTGCTGTTAGGCATTGGTAAATCTAATTTGTCCA
GTGGGTAAAGCCTTAAACCAAGTTCTCTTACTAAACTGCAGTTGATCAGCCAGCTCCTCC
TTCTTCATTCTCCTCAAGAAGTTTACTGTGATCTTCATCAGTGCTTCTCTGCTGCTTGCG
TGTTCTTCATCTTCACTCTCCATCATTCCTTCATCTTTTCTTGGACTCGTGAAGGTTCTT
GGGTCATCTGGACTCAGAACTTGGTAGATTTTCTTCAGCTCATTCTTCACAAATTTGATT
ATGTTGGCTTCCAGCAGCTGTGACATAACAATACATTTATGAGTCATTCAGAGTGAAGTC
ACAAAGACAAATATCAAGTATGTGGTGAAACAATGACTGTCCACTGAGCTACAAAGTACA
GCAAGAAGATGACATGGACAGAATTGATTAAAATAAAGTACTTATTGTACATGTACAGAC
CATAAATATGGAGTCCAGCTGTGTTTGATCCTGATATACAGACTGAC
>AU243016 ID   AU243016   standard; mRNA; EST; 243 BP.
AAATAAAAGTTCATTTCTTCAAAAGTAAAGTTCAGAATGGAAATGACTATTTTATTTGAT
CTGAGAGAAATAAATGCAAGAGAGGAAAAAATACATCATGTCCAACTAGATGATAATCAC
TGGCTGGCTGTTGTCTGTGAACACTGGCACAAAAGGTTAATGCAATTGGGTGTAGAAGTT
CTTCTCTTGACTCTAAAAGTGCTTTATAAAAGTTCTAGAAACAACATTGTAAGCAAAGAA
CCC
>AU243019 ID   AU243019   standard; mRNA; EST; 165 BP.
TTATCACCCAATGTGAGCTCCACTTTGAGTTGCAGGCTGTGAACTACCCCACGGATCGCT
CCAGAGTGGCTTTCATCATATCTCACCTCACCGGGAGAGCCGGAGCGTGGGCCACCGCGG
AGTGGCAACGTGGAGCAGCCACCTGCGCATCTCTCCCAGCCTTTC
>AU243022 ID   AU243022   standard; mRNA; EST; 372 BP.
TTTAAGGGCCTATAACATGCAATATCAACTTTTTAAAATTTTAAAGTGTATTATAATGTT
AATTCCTCACAAAAACTAATCCACAGGGGTATTTTGATCCATTCACGCATCTCTAAGCAT
TCCTCTGAAACCCTCTGAGCACCAGCCCCTCCCAATTCACAATAAGAGGGTCCTCACATT
GTGACGTCATCATAAGTGAGGAGCAGCCTCTTCTAGGAAGAGCCTGTGCAGATAAAACCG
CCTCCAGGCTAACAGACACGCCCACTTTCTCAATGGAGCTAGTGGTGATCAGCAAAATGC
TTTCATTGCACAATATTCACATCCATCTTTGCAAAAGTTTGGATGGAAGAAACGCAGAAA
CACTGCCGTCGC
>AU243026 ID   AU243026   standard; mRNA; EST; 433 BP.
ATTCCAACACTGTTCTTGGGGAATAAACAGCGTAAAATATATATTTTTTTAGGATTAGTT
GGCGCTTCATCCAGAGACGGTTGGATGCAGCCTTGAAGGTGTCAGCTGCAACTGGCAAAG
TGGACGCCCAGCCAGCACGCCTGGCTGCCCCGTCCATTAAAAGGTCCTTTTGTCAAAGGC
GGCATCGAGGGCACTTAACAGTAATTAACACCGCCTAAAATTAGAACACATGACCCGTGT
ATCTGGGGAAGCCTCCGAGTCCTGTTTCCCCCACCACCAAAATACAAAATTACGCAAGAC
ATTTAAAAAGATAAAAGCCGAACAACCTTTTTACTGAACCGTGTACAGAGTGTCAACCAG
ATGTCAGAGGCCACTGACCTGGGGCTTGGGGCAACCACCATGTCTGTTCAGGTGAATTGA
GGATGGGGGAGAG
>AU243028 ID   AU243028   standard; mRNA; EST; 504 BP.
TCTCATCTCAGTGTCTAACAATAATATTAATTATAAAAAAAACAATAATTTTAATAATAA
TAACAAAGAAATAAATGAGTAAATGGTTTGAAACACATCCTGTTTCCATTAGTGATTCAT
GCCCCTTTTTCTTTGTATCCTGCATTTTCTGTCACCTGTGCCAGTAATTTCCTTTTGTAC
ACCGTTGTTCACACACACACACATTCACACACACTCTCACACTTACACATAGTTATATAG
AGAGATTTCTTTTCGTTTTTCTAATGTGTTTTTTTCCACACAGAAAAGTGAAAAAAATAA
TAAAAATAAATTAAAGTCAAACATGCACACACTCAAAAAGACTGATGTGTAGTAAAATGC
TTTACATTGCTGCCCCACATGTAAAACAGGGCCTAACTCTGTGTCTGTTCATATTTTTTT
AATGCATAATTGAATTAATAATGTTGGTCATCTTGTAAACATCAAGATAAATCATTTCGG
GCCGTCATTTTCTCCATGCTGCTG
>AU243031 ID   AU243031   standard; mRNA; EST; 621 BP.
TAAGAATGGCGCCGTAGTTCCGTTCCGTAGACAGCCAGCAGAAGGATCTGTTACTCACAA
AAGCCTCTTTTTAGGTGGAGGATTCCGGTCCCCCGACGGTGGAGGGTTTCGAGGACGCGG
GGGCGGCAGAGGAACCCCAAGAGGACGAGGAGGGAGAGGAGGCCGTGGAGGGTTTGGAGG
AGGGAAGAAGGTGGTGATAGAGCCACACAGACATGAAGGTACTTATGGACTCCTGATGAT
GATCTTTTCCATTTTAAACAGGCGTCTAAAAGCTGATTTCTACCTGCGGTGCGTCTGCGA
TGTGGTGACACAAAAAATGTGCCAATCAGAATGTTTACACCGTCTCCGTCACATGTCCGT
CCCTCCATAACCCAGGCTTTACGCAGCAGTTCTATTTTCTGCCAATCGACGCTTCAAATT
CGTCCCTAAAAGCCGGGAAACGGATCCGGGTTTAAAGATAAAATCTTCTGTTGTATTTTC
AAAATAAAACTTTCTAAGACTTCATATTTACAGTGACGTGTTCACATGATGACGCACGTC
AACACCGCCGCTAACACCACCACGGACGAGGAAAGTTTAATTGTGGAGGTTAAAAAACAC
ATGTATGACACAAAATGTGTA
>AU243035 ID   AU243035   standard; mRNA; EST; 450 BP.
AATGCGATTAGTTATGACGGCGCTGAGAGACTGGAGCTTTTGTTTCCCTCACGTTCTATG
TAAGAGGTGTCTCCTGGCCAAAGGTCGCTGTCAGAGCTCGCCGCTGTGAAGCTCGTCGCT
GTCACCGCGGATGTGCCAGCGTCTCTGGACGCTCTGGCTGGAGGTGACAGCAGATGTGCA
GCTCCGGAGCTCAGATAAATTTCTGCCGCTGGCTCCACTCTGTGTAGCAACAGTCTAATG



AGAGGCTTCAGTGCAGAAACATGAGACACAAAAGGAAGGAAAGCTGTTTTTATTCCTTTG
AAATAGAACCACATTTGTTAGGAACATACTCAAGACGTCTGTTGGAATGAGCGGGTTTGA
GCAAGAAAATGGTGTCTGAACGCAGATGTTCCTACAGTTCACCCCCCACCTGAAAAGGAA
GGGTAAAAACTCTCAGTGTAGAATCAGATT
>AU243036 ID   AU243036   standard; mRNA; EST; 294 BP.
ATGGTTAAGGTACCTACAACGGTAATGACGACTTTGAGAAACAGTGTTTGTCCTTTGCAG
TGATGGGTCTGAGTTGGTCTGAGTCATAGTTTCCATGGCAACCACCAATCAGAAGTGAGC
TTGTTGGAAGTCCACACCCTTACCACTTAAAGCGGACTCGGGAGAATCTGTCAAATAAGC
GTTTTAAACATTTGAGGGTAGAGTACATACTTTTATTGAGGCATCTGATTGGCCAGCGTA
TAACTTGAAGAGAAAAACAGAACAAATGTTGATTTAAAAAATTAGAATTAGCAA
>AU243037 ID   AU243037   standard; mRNA; EST; 158 BP.
TCTGAATGATTCAAAAGTCATTTGCAAAGAAGAGTGGACCAAAATTCCCCCTGATGTGCA
GAAACCTGATCATCAACTACAAGAAACGCCTGACCTATGTGCTGTTAATAAGGGTTTTAT
CACAAATTCTTTCTGGCAAGAGGGTTTAAAAACTCGAC
>AU243039 ID   AU243039   standard; mRNA; EST; 577 BP.
CATGCGCACCTGCTGGCGGACCGNTGGCACACCTGGNACCAACGACAGATCCTGAGCACG
CCAACACAACGGCCCCGTCAGCAGCTCTGTTTCCACAAAGAAGCTCATTTCTCACTCAGC
AGGAGACTTCAAAGCCGTTTCCAGAAACAGAGCAGCGGATGCTGGTTCCTGTAAGAATGG
GAGCTTTTATTGTGAAAGGGTATGACTTCCTGAATGTCCTCAGGTTTACAGTTAAAGCCC
ATCATCCTGTGCGGCTTCTATCATCTCAGTTCAAAAGTTTATTTTGTTTCGGTCAAATGA
TCCTATGCTGTCATGAGAGGACAGTGGCCGAGAACAAGAGAACCGCAGAACCACATCAGG
GTTAGGAAGTGTGTGGGAGGAGCCAGGTGTGAACACACAGGTGAGGGACTCAACGCCACT
GCAGATGTCAGATGGATGCGGAACGTTCTGCTGATGCAGGAACCCAGAGAACCTGGCTGA
AACGGGAGGAGGAACGAAACCGGGAGAAGAAAGTCCAATCCAGAGCCGTTCCTGGGATGT
GGCTGGTGGTGGTGAAAGACATGACCAACCACGAGTC
>AU243042 ID   AU243042   standard; mRNA; EST; 542 BP.
CTTAAGGAAGAAATCGCTGTATTGGAACTCCTGTCTTGTGATGTGGGACTTTGCTGCGTA
TTTCATGTCTTTGATGTGAAAGTTATTGGTTGTAATTTTTGAAAACATTATCAATGTCAG
ATGTATAAATAAAATTAAAGCAAAAAATTAAGTAATATCAACATAAATTGTGTTGGGTAG
TCATAAAAATTTAAGTTGAATAAACTTAATTTAATGAGGTGTGACCAATTGAAGTGATTC
AATTAAGTTGGATCAACTTTTATCTTTTGAGAGTGAGCAACAATATTAATTTAAAGTTGG
GTCCAACTGCAGTATTTAGATTGAATCAACTTAAATTTATTAGTTTGAACCTAAGTACAT
TAAGTAGGACCAATATGATTCATTTTTGTTCAAGTAACGCTATCTAATCATGTGGAAATC
ATTTCCATCATTTTTTTATGTTCATTCAAAGTGAACGTTTTTTGAGTGTAGTTTACCTGC
TTTGTTTTGTCCTTATTCAATAAAGGAACATAATGTTACACATTGTGTTTTTATATTCAT
AT
>AU243044 ID   AU243044   standard; mRNA; EST; 605 BP.
TAATTCAATTGAATTCACTTACCGGTGTATATTGACTAACAGTGCCATTCATCTTTCCTG
CAGCAACCTGCTTTCCTTTTGGACTCCAACCGACTGAAAAGTAGAGAAAGTTAGAAGAAT
TTTAAGTTTAAGAAGAATTTTAACCTACAAATGACTTCTAAAGTCAAACTCACTGCATGT
GATGCCACTTGTGGAGGGCAGCTTAGCCTGCATTTTCACAAGATCTGTAACATCCAGAAT
CATCATGCTGCCATCAGACAGACAAGCAGCCAGCATAGAGACATTCGCTGGATTCCACTT
CAGGTCCTGCACCAAAGTGCCAGGTGGCACATCTGGCCGAAAGGTTGCAAAAGGCAACTT
CTGTGTTGATTTCTGAAAAGTAAATAAATGAATAAATATTTTAAACTCAGAGAGGGAATT
TCACTAAGAGCCACAATTACATTTTTTCTAGAAAAAACAAAACTATTTCCTAAAAACTTA
CTTAGGCCAATGAATATGTTTATTGACCAGTTGAGTTCATTTTTTTTCAAATTATTAGGC
AAAGTGGAATCATTTTTTTCTAATCACTAAACTGATTTTTTTTTTACTGACAGCAACATT
GCAGT
>AU243045 ID   AU243045   standard; mRNA; EST; 292 BP.
TGGAGGCTGTCTCTGACTCTCGCAGTGGTGAAAGCTTCTGTAGGTTTGACAGAGGACTTC
CAGAAACTGCACCAAGGNTCATCATCTTGTTTGCTGTAGCAATGGACAGACTGAAAGNTG
GGGTTAGACAGGAATCTCCATGTACCCTACTGTTTGCAGATGACACTGTGATCTTTAGTG
AGAGCAGAGAGCGGGTGGAGGAATATCTACAGAGGAGGAAGATTGATCTGGAAAGGAGAG
GAATGAAGGCCAGCGAGACAGAGAATATCTGTGTGAATGAGAGGAACTCGAC
>AU243047 ID   AU243047   standard; mRNA; EST; 254 BP.
AAAGGTTCCCCAGCACTGGAGAAGTCTTTGAACTTTTCCTTAACATGTCAGGAATTTCAG
ACAGAATTCTCAAAGGTGATGAAACCAAGTATTATTAAGACCATGACAAGGTCTTCCTTT
TTTTTAAATTTAATTATGTTACCGACATTTCAGTCCTACAGAAAAAAAACTCACAGTGTT
AAGGAGATGTTTGTCTTATAAATCTAGTGTAAGCAACCATTGTGGTACAATTACTACCTT
AGCGTATCGTCTGT
>AU243048 ID   AU243048   standard; mRNA; EST; 348 BP.
GTTGCTAAAGACAATTAGCAACAATTTCGCGATGGAGGAAGTTAGCAAGGCCCAAACTAC
GGACAAAAAAACCCTGATTTTGGGAGTGTTTTGAACTGGCTGAAAACTAACCTTCATCTC
CAAGGGTGGTTTGAATGGTGATAGTCTCACTGCCGTTCGTCGTTCGCTCCTTCTCTGTTT



CTGCCGTATGATTATTTTCTGCATTCATGTCGTTTGACTTCTCCGTCTCTGTCGCAACGC
TGTGCTGGGGAGGGAAAACATGGCGGATTTACGACCCTGTAGTCATAACAACAAAAGAGC
GCATGCACTCGCATGCAGAAGATAAAATAATAAACGAAACATTTAACC
>AU243051 ID   AU243051   standard; mRNA; EST; 536 BP.
GTTTGCTGCTTGGGGTAAAAAATCTAATAAATTTAGTTTGTCTTCAGTTTGACATCTGGC
ATTGTTTCATCAACACAACAAAAACCATCGATTCATCAATCTATCCATTTTCCAAGCCTG
CTCAAGCCCTTTCAGGGCCAAGGGACTGCTGGAGCCTATCCCAACACTGTTGGGTACTGG
TGGGACACACAGGTGATTGGATCAACTAATAGCAACAAACTGAAGACCTCTGTGATATTT
AACTTTCCTCAAATGAAAGATGACTTCTTAAAGAAGCAACCATGACAACCTGTTTTGTAT
TAACCACAATAATGAGTATTATTTTGACTTGTGATGTCACATAGGCTATCCTGTAAATCC
AAACTGCTGCTACGCTTACATGCAGAGCTTTACATACAGGGACTTGGCTGAGTTATGTTT
TAATCAAAAACCTCCAGATACATTCTCTCAAGCAAAAAAAAAGTTATTTATATTAACACA
TTACTTTAATGAACACATTTGTTGTGAGGCAGTTGTAAAATTGCCTTTTTAGCCTC
>AU243052 ID   AU243052   standard; mRNA; EST; 628 BP.
AAATGGAGCCCCTTTGATGCACTGNATGAATTTTTGAATTGGGCCTTATGGCAGATTCTC
GTTGCCTCCAGAATCCTTCATCATCAGAGGAATTGACAATAGTCTACAGTGGTAGACAAT
TGTTTTTATTAATGAATAACTTCATCTAGAGTAAAATGACATGTCTAAAGCTCCTTTTTT
GTGTGAAAGCAGTGTTTTATCCACACAAACACTACAACAAAACAGTGATTGTGTTGTCAA
AGTCTAAAGCTTTCGTTTTCGGGCTCTAAGCACAAAAGTTGTGGTCATTAAAAGTTAAAC
TAGGTCGAACTTGACCAACTTTGACTTGGATTTGATAGTGACAAATGGGTAAAGTTCCTT
TTCAAAACACGGCAGTACCAACCGGTTGAACATTGATCATAAAGGAAAAATGAATAATTG
CGGTTTGCTCCCGGCTGGAAGTCTTTTATTTATCGGAATAAAGCAGTGAAAGAAAAAGCC
TGGAGTAAGATTCACCAGTGTTTCACACCAAGCCTCTTCCAGCTGTCGGTGATGGACATG
CGCTAGCAAACAATAGCAAAAGAACAAGTAGAAGAAGAAGAAGCCCATCCCTGCACATCC
AGTTTGAACGCCATAGGCTAAACATGCT
>AU243053 ID   AU243053   standard; mRNA; EST; 359 BP.
TGTCACCACCGTCACCACCATCCAGTCTCGACCGAAGCTAGACAGCAGCCCGTAAATCCA
TGAGTTGATACATAAGAGCTGTGTAGAGGCGATGACTTTAAGTGGTTCTGGTGTTTTTCA
GGTGATTCTCCTCTATGTTCTCCATCCATGGTGGAAGTGAATGATAAAAAAACAATGGTC
ATGTCTGATGGTAGAAGAAGCAGCAGTCCCAACCCCAGCAGTGAGTTCCAGACTGAAAAG
CAGACGCTGTTTTACATAACAAATGCAAAGCAGCAAAGAGCAGGGTTACACAAGCTAAAA
GGAATGCAGTTTATAGGACAGATCATGCATTCTAGGCAGGTAGTCCTTCTGAAAATCCT
>AU243054 ID   AU243054   standard; mRNA; EST; 546 BP.
ACATGAAGACCTTCAGCACCTTTGGCTGCATGCTTCCTCTGCACTTGTGACTAGTGCTTT
ATCTCTCTGCTGTCTTCACCTCGACGCTGCAGTCTCACCACACACACACACACTTCCCTT
TGCCTTTCTGCTTTTCTCTCTACCTTTTGTAAATAATGAATTAGTAGCAGAAGCAAGGAG
ATATTTCTCTCTGTGAATCACTAAGGCTATAGAGTCTCAACATAAAGGCAAATGTTTCAT
GTGTGACCTCATGCTGTGACGTAAAAACACATCTTAGCTTTTATCTTTTTATCTATGTTG
ATAACCCTTCTTTGCTTTTGATCTTCGCTAAAATGCCTCTCTGTGTTTGAATCTAATTAG
TGTATCTTTGTGTGTTTTGTGTTCTCATAGATTTAAACTTGAAGAGTCTCCTTGAAATTA
CTTTTATCATGGCTCCTATGCACACATTGTGTGTTTTTTTGTGTCTTTTTGCATGTGGGT
GTTTGAAGGGATGAATATAGCGGGATTATCGAGGATTAAAATGGAACTGCTGAGTCTGAA
TTTGAC
>AU243055 ID   AU243055   standard; mRNA; EST; 577 BP.
CTTACACACACACAACCACACACACACACGTACACAACAAACGTGTGCTTGAGAGATATG
GGGGTATTTTTCTGGAGTGTCAGGGAGACGCAGAAACAGAGAAAATGGGAGATCAGTGAA
TGGTTTGGCTGCAGAGACGTCTGCTTTGTTTGAGGCCATAACTCTTTTACGCGTGCGTGT
GTTTGAAGGAGAACAGGGTTTGCACACAGGTTCATGCGTTGAGGGGTTTCAGAGATTTGC
TGTTTATTATAAACCTGAACAATAATAATTTCACAACCGTCAGCTTTGGTTTTGACCCCC
ACCCCCCATTCTATACACTTAATTTAAATCCCCTCCTGTTCAGTTTCCACGTGCGCGCGC
GTGAATGCATGTGTTGAAGATCTGCTGATTTCCGGCTTCAGTGCAAGTTCACACACAATT
CACTGCTGCAGATCTGCTTAAACGTTTACACATTTAGAGTTGGTGGAAAGAACGGTGGGT
CGACGAGCGCCTCTGATGCGCGCGCAGCTTCTTCAGAGTTTCATGACCAGGAAAATATCA
TGTTCATCTCGAAGTTTGTACCCTCAGAAGTATATCT
>AU243056 ID   AU243056   standard; mRNA; EST; 643 BP.
GAAAGAGTAGAAGAAGAAGCCCCTTCCTTGGTGGTCCAGTGCAAACACAATGGGCTAAAC
GTACGTTTAGGAACTTCTGTTCAGCGCGTTCAAGAGCGCAATGATGAATTTAACGGAGTT
AATGATTTCAAGTGATATAAAGAATTTAGTCGATTTGTAGGCATATGCTTTATGCTATGG
TTCTTGAATGCGACTCACATGCTCGGTGTGTCCGCTGCATTAAAGTTTTTGATGGACAGC
TGTCCTCGCTTAATGCAGGTTCTTTAAAGCACATCGATCGCCAGGTGTGTGCATAGCTTT
CCACCAATGTTCAACGTTTGTAACACAAAACATGCTTCGCCCACCATTTACCTAAAGCCA
GAACCTCTGAAATATAAAATATCTAGGCTTCCTGGGTCCAAGCAGGGGACCGACCAAGTG
TGAAAATGATCGATGGATCTGCACAGCCGTTGAAGTAAAGAGAAAGAGTCAGAGGGGAAA
GCCTTGGGTTTACTCGTCAATACGTCCGTACCCTCACCCACAGCCGTGAGCTGTGGACTG



TAAGTGAACGATCACCAATACAGGCAAGGATAATGAGTTTTCTTTTGAGCGTGGCTGAGG
TCTACCCTAAAGTCCAGGTTCACAGCTCAGTCTCTGCTCTAAT
>AU243057 ID   AU243057   standard; mRNA; EST; 580 BP.
GTCGTGGTGGAAGGCCTCTTCGTAGACCTTCTGACGTTCTCTGAGTTTCTGCTGCATGGC
CCGCTCCAGTTCTGCCACTCTCTGAGCATGCTCCAAGTTCAGCTCCACTAGAGCAAAAGA
GACAAAGCAGCAGACAAGCATGAGCAGACAAACACGTGTTCCACTCAAGCCCCCACTTTC
CATTCCTGAATGAGAGGCAAAGCAGGAAACAACATTTGTTGCAGTTCCTCAAAAGACCAC
TGGAGGCTGGGAAATGTTAAAAAAATCCGATTTTAGACCCTAAATAAAATGAATGAGGAG
CACGATTTAGGGATTTGTGTGGTCTAAGTTGCTTTGTTTCCAATTTATGGCTGCTATGTG
TGGGGGGTTGCAAGAAGAAAAATCCTTTTGATTTTTTTTAAAGCTCAAATGTCATGGTTT
CAGTTTGTTGTGTCTTGTTTTTGGTCCTTGTTCTGTCTAGTTTCTGTTTCCTGTTTTATT
TTGAAAGTCTCCTGTCTTGTCTGGTTTCTTCAGTTTTACTTCCTTTGGTCCCCATCTGCC
CTGATCGTGTTCACCTGTGTCTTGTCTGCCCTGTCTGTAT
>AU243058 ID   AU243058   standard; mRNA; EST; 364 BP.
GGAGAACATCAGACCGAAGCTGGCGGTTCTGGAGCTGAACCGGACCCATTTTGTGTTGTG
TGAAAGTCCAAACCAAAAAAGTCCTGCTGAAATCTCACTGGTGATGTAATGTTCTCCACG
GATCCTCATCCTGAAGTGCAATTAGTGAGCAGCCACACTCATGCATGCACACGCCATGTA
GCATCTGGCCCCGCCCACAGTTCTCTACACCCTCAAAGTGCCGCGCCCCCACTCGGTGAA
TGTGCCCCGTGTTCTCTGCTCACAACCTTCCGACTGTGACCTCTGGTTGACCTTTCAGCT
GGCAGCTCCTCCGCCCGTTCACGGCCTCGTGTACAGCACAGCCGTCATAAAGTCTTCTGA
CCTG
>AU243059 ID   AU243059   standard; mRNA; EST; 579 BP.
CATTATTAACTTTTAAATGTTAGAGGAGAAGCTATGCTTCACACCATCACAAGCATGGCC
ACACATCAAAATCCATCATTTTATCGGTTTAATAACAATTGAACAACAAGAGTGAGAAAG
TGTTGTATCAGAGATCAGTTACACACAGGGAAGAATATGAATGAATAAATCAAAGAAAAT
ACATAACATCACTTAGGAGAGCTTTGGAATAGAAAGAAGAAAAATTATGATTTAATTGGA
TTAACAAGACACAGCTTGAGCAGCAGCCCACAGGGGAATGCGGGGTGCAGCAGGATGTGG
AAAAATGAAATCCAGCTCAGAACCTGCAATAAAGGGATTTGAAACTGCTGGGCTAAATAA
TTAACAGGTTGGAGGCTTGGAGCTGAGAGTCTGACTCTGCGAGAGCGGTTGTTTTGTTGT
TAAGGGTCATTCTTCAGCAAACACAATTTAAACGTCAGTTTTTGTTGGATTGCCAAGAAA
AAGTAAAGACTGGGTGTCTTGCAGATTTCTGCTTTTACAAATGCATCGAGGTAAAAGTTG
CGTGAGTTTGCGTAATGGAATACACCATGTGATCTGTCT
>AU243060 ID   AU243060   standard; mRNA; EST; 116 BP.
GAAGCAATAGTTTTCATTAATCATGCAGCAATTGGGAAAGCGTCTCTTTATGAATATTCA
TAGTTATCAACTTAGTTTGTATTTTATTTTTGCCTGAGGGAAAGTTGGACATCTAC
>AU243066 ID   AU243066   standard; mRNA; EST; 259 BP.
TAGCATTTGAAATNTCAATATTGATGAATGTGTTTTTTTAATTATTCAATTCTTTTAATT
TTATTTGTATAGCCCAAATTCACAACAACAGTCGTTTTGATGGGCTTCGTATGGGTAATT
GTAAGGTAAACATAAAATCAATAGTATCATGGATACATAGAATTCAATAGGAAAACACTG
AATTGAACTAACTAAACAGATTAAAATAAATTGGACATCCCTGCCCTTAGACCCTCCTTC
ACGGTAAGGAATAACTCCT
>AU243067 ID   AU243067   standard; mRNA; EST; 416 BP.
GTTTTATCGTTAAATTTCATGTTAGGAAATCTCAATAAATTCCACAGNATAACAATAAGA
CCGGTGACAGATATACCATATGTACACAAATGCATCACGGTGCAGCGTGAAAATGTTATT
GAAAACTGTCAAAACTGCAACAAATTAAACATATATATTATAATATAGCTGACATCCATT
ATACAGTTAATTAGAACATGCAGGTTATGCATTAATAATGTTTCACATACGTTTTTTTTA
TGTTACTGTCCCTTTAAGGTCGCAGGTGGACGTCAGCCAACTAGGAAGTGCGGTCATGTT
ATTATCCCCTCTCATTCTTACTCAGGGAAAAATGTATGACAATGCATGGATTATAAACCA
GCCCCACCTTTAATCCTGCAACTACATGTTGTGTATGTGATTGTTCTTGTTAAGAC
>AU243068 ID   AU243068   standard; mRNA; EST; 552 BP.
TCTGCGAAGTCCATCAATTTCTGATAATGCATGTCCAACTGCATTACCCCACTCATACTA
TAGTCACTTTAGAAAAAAAAAATTAACTTGGTTACTAGTACTTCAATCTTGTTATAATTT
TAGTTTAAACTGTTTTTCACAAGAAGCAGACTCTTTGATATGTGATGTGACGTGTTGTCA
TCGCAACGGCTACTGATACCACAACGTCCTCACACTGCAGCAGCAAAGAAAGTGGTGTAT
TCCAAAAATGATAAGTCAAATAAATTGCTAGAAAGGTCTAGGTTGTAGATGCTAGTCCTG
CTAGTCAGCATAGTTGAGTTCTGCTTCATCCAGACCTATGCGATAGAGCAGCTGCTACAG
TTGGTGTTATGGTATTAAGAAGTAGTAAAGATGGGATTTATGGCTATTCGGAGGAAGCCA
AATGTTTTTCAAACAGCCATTCAAAAGACTAGCTCATTTGGCTTTTTTATATTTATTCAT
TTTTAAGAGGCCAGTCTGGAGTTTATTCATTTTACACATGAGTTATGTGGGAGATAAGGA
AGATAATTGCGG
>AU243071 ID   AU243071   standard; mRNA; EST; 543 BP.
GTTATTACGGCTGCATGTGTGTATGTGTCAGCGGGGGGGATTCTTTGCTCCAAGAACAAA
CCACATCTAACTCCAGTCCACTGGACTCCAAGTATGTAAATCTCTACTTCCCTTTTAGTG
GCTACACCAGAGGTCTCAACCTTTAACACTTGACACTGGAATCCATACATGAACCAGTGA



AACTTAAATGTAAAACGAATAATAAAAATACCTAAACATAGGCACTTTTTGCTGATAGCA
CAACCCACTTTTTGCTGGTGAGAACCATTGACTGTACAAGAGAACTGGACTGAGTGACCC
CTCCCCCCTGATGTTCCAAACAGGAAGTATCTGATTGTTCCAAGAAGCCAAAATCCCACA
AGAAATAAACGGCTGTTACTCAGTCCTTTTATTGGTCAGAATAACCAGTCTTGTTCTGAC
ACCTTCAACATGTTCTGATAATTCTATTTCTACATAACCCTTTTACTGTAGTTAATTAAG
TTATAAACTGACCAATCAGATGCCTCAATAAAAATAGGTGGTGCCCGCTGTCCCCCACCT
CGA
>AU243072 ID   AU243072   standard; mRNA; EST; 540 BP.
TATCCTATNAACTGGACTTTTGTAAAACAGTCTAATAGTTTTTAAGATATAGAGTCTCCT
AAGGTTAAAGCTTGATAAACTTAATCTGATTTCTACGGTTTACATAAAGTTTACAGTGTT
TTGATTGAAATACAAAAGACTATAAATAACTCAACTTTATTGAAAGTTGTTTCCATAAAA
ATGTTTTCCGAAGATAATCATTTTGTTACTTGAAAAGAATCTATAGGATCAGAACCGGAT
TACAAAAACTGTAAAACTATAACATGAATGAACTCAGCAGGGGTGGGGTCATATAAGTTC
GCTTCTTCCCGCTCCTTTTCAAGCAATAAATCTGACTTTAGTTAATGATCTCTGTGTTTA
ATCAAGCAAATGTGATTCAAGTGACTTTTTTGTTTTGTTTTGTCTTTTTCATCAATGCAT
TTCAACATTTCTGTAATGAGTTTAATAAATATGTGTAAATTATTTATTGCTTTGACAACA
ATAAATCAAATCAAATCAAACAAACTTTTAAAATGTGAAAAAATGAGAGAATGTTTGATA
>AU243073 ID   AU243073   standard; mRNA; EST; 406 BP.
GCACCTATTTGACCCAAAGCAGAAACCTTTTTGTTGACCTGATGAAACCAAATCAAATAT
TTTTTAATCTTCACAGTTCCAAATGCAGCTACCAGTCCAGATAAAACACGTTACAAAATG
GAAAAACCGAGTGAACCTGCTGCTCTTTTTCTTGTCCAGTTTCTGCGGTTGTCTTGTGAC
ACACCGGCTCAGATCGTCTACGCCCTCTTGACCAACCACTGGGGCCTGCCTGCTCCCAAC
CTGGTGGTGTCGGTGGTGGGAGGTGAAGGCCACCAGACAATCAAGCCATGGGTGAGAGAC
ATCCTCCGGAACGGACTGGTCAAGGCAGCAGTGACCACAGGTGAGAGCCTGCAGGAGCTT
AGCTTACCGCCCGTCTGAACCTGAATTACTTTTAAGTCTGCCTCGA
>AU243076 ID   AU243076   standard; mRNA; EST; 355 BP.
AATACTAGCAAAAATAATGTACAACATGTAAAACACTAAAAACTCTATAAAACATCACCT
GAGATGACTGCAAAGAGTATTTGGTGTTGTTTATTTGTCTATAAAAAGGACATTTTACGC
AACGCTGACAAGTAAAATCCTCCCAAAAGAGTATAAATGCGGTTATAAAACAAATGATCT
GTTGTTTTTATATTTATAGCATGAAAATCATGGTTATTTTCTTGCTTCATTCTGTCTTTT
CACCTCAGCTTTCAGTCAGATCTGAACAAGGAATTCAAAACAAACAAACATGAAATACAT
GATCTATCAAATAGGAAAGGGGATGACATGAATTAAAAATGTCAAGAATGTAAAC
>AU243077 ID   AU243077   standard; mRNA; EST; 494 BP.
CTTCCTTGATGCAGTCAAGAAAGCTCCAGNAGCCACAGCTGGTGGTGAGGCCTCATCCCA
CAGCCAAACAGGTTTATGATCACATGTTGAAGCGTTTCGCCCGTCTGGAGGACCAAGTCC
TGAAGAAGAGCCCAGCGTCGCTAAGAACCAAGCCAGTCTGTGCGTCCACCTGTGTGAAAA
CACTAGTGCCTCCATGAGGAATCCAGAGAAACTGCAAACATGTGGAGGTGCTGTGAGATT
TATTCCAGTTTTCACTTGAACACATCAAATGTGCTTTTTCAACCAAAACAGTGTTAATAT
AATAAGAGGTAACAAAGCAACGTCTTTAAAAGAGAACCGAGCATCTACGGAAGAATGATT
TTAACATCTTCCTAAGTTAAAAAAAAGTATTTTAATTCATGATTTTAAAAAAGCAATTAA
AAAATAAATATAACAAGCTCTTCAAAGTGAAACTGCTGATGTAGAACAGCAGAATCAATA
TCTGACTGTTATGT
>AU243080 ID   AU243080   standard; mRNA; EST; 428 BP.
GGCAACAACAGTAGAGCTCTATAAAAAATTCAAACCAGAAGTGATCAGCTGCTTTCTCAG
TACTCTTCTTTCAATGTTCAAATGTTTCTCAAATACTTTCCTTTTAGAAAATAAAAAAGG
GACACTAGCCAAGAGGATCAACCCAGAGAGATTAGAATTACATTATTTCTAAGAACAATT
AAACAAAGTTGCATGCATTAGTAGGGATGGGTACCGAGCCCCGGGGCAAAATTCTTCAAG
ACCGCAGTATCGTCGAGCTAAATGGTCCAAATGCAGATCCTTCCTCCTTGTGCTGCGGCT
CTCTGTGGATTCAGCGTGAGCACGCGGAGGGGGCGTGTCTACAGCTGTGAACGCCAACCA
GTCTGTTATGGGATGGAAAGTTTTTCTAAAAAGACAGTCAGTGGCGATCTCGTAGAGGAC
ACATAAGC
>AU243082 ID   AU243082   standard; mRNA; EST; 283 BP.
GGGCAAAAATATAACACACAAAATAAAAAAGTCTGAAAACTAAACTCTGGAAAATACAAG
GGGGTGGAGCCCAGAGGCTATATAAAAGGAAGAGCCTCAGCAGAGCTCATTTCTGCTCTG
CTCTTCGAAGGGACAACATCTCTCCAAGTGCCAGCAACCCTAGCCAAACTGAAAAGCGTG
CTTTATAGGCCTGAGGAAGACCTGAACACAGGTTGAAACGTTGCCGCTTTAGCACGCTAT
TTTCGTTTTTTGGACGCCTTTCTTTTTTCCCTCTTTTTTTACC
>AU243083 ID   AU243083   standard; mRNA; EST; 571 BP.
TATTTTATATTTGAAAGGGGAAATATTTTGGTTTAAATTTTGGAACTCTGGCATTCTTCT
AAAAGTTCAATTCGACTTCAACATAATTAGCCTAATTTTCTTTGTGTTAGAGTCCGCCGT
ACGAACGTTGATTGCGTCAACACTGGAGCCAAATCTCTGGTGTTTTAGCGTTAGCTGTTG
ATTCAGAAATGTTTGCGTCCCTCCTGCGGCTCCATATCTGTTACCTGAGCAGCAAACAGC
CATCTTAGCGACACCTGAGACAGACGGGCCCCAGAGTCCAGAAACATCTAAAATCCACAG
CCAGGGGTTCTGAACTCTGGAAGCAGCCGCTCACCGGAGGTTGGCCTGTAAATAATTAAA



GCAGCTCTGTCTGGACGTGCTCCCCAGCCGCTCCCCCAAGAGGAAAGATCAGTTTTTATG
CTCCGGAATAGCTCAACAAGTACCACTTTTTATCTTAAAAGTCTAAAAATAAATTTGGCT
TCAACCAAACGATGAAGAAGATTTCATCAAAACTTCAGCTGTTGGGTTGAAATAAAGACG
GAGCTAATCTGGACTGAAACGACCGACTGAA
>AU243084 ID   AU243084   standard; mRNA; EST; 696 BP.
CGGGCAGTATTACCAAAGCGTGGACGCGGTTATCGACAAAGATCTCTCTACCGCGCTGCT
GGCCCGTGAAATTCACGCCGACATTCTTGTGATCACCACTGGCGTCGAAAAAGTGTGTAT
TCACTTTGGCAAACCGCAGCAGCAGGCGCTCGATCGGGTGGATATTGCCACCATGACCCG
CTATATGCAGGAAGGGCATTTCCCGCCCGGCAGCATGTTGCCAAAAATCATCGCCAGCCT
GACATTTTTAGAACAAGGCGGCAAAGAAGTGATTATCACCACGCCGGAATGCCTGCCTGC
GGCGCTGCGCGGCGAAACGGGCACTCATATTATTAAAACGTAAGGACGTAAGATGAAAGA
AAGCAATAGCCGCCGTGAATTTCTGAGCCAGAGCGGTAAGATGGTCACCGCCGCCGCGCT
GTTTGGTACCTCTGTGCCGCTCGCCCATGCGGCGGTAGCTGGCACCCTAAACTGCGAAGC
GAACAACACCATGAAAATCACTGACCCGCATTACTATCTCGATAACGTGCTGCTGGAAAC
CGGTTTTGACTACGAAAATGGCGTGGCGGTGCAGACCCGCACGGCGCGCCAGACCGTGGA
GATTCAGGACGGCAAAATTGTCGCCCTGCGCGAGAACAAGCTGCATTCGGGACGCCACGC
TGCCGCACTATGACGCTGGCGGTAAGCTGATGCTGC
>AU243085 ID   AU243085   standard; mRNA; EST; 249 BP.
AGGATTAACAAAAGAACTCACTGTTTTACTTCCATTATTTTTTTTTGTAGGCTGTATATT
TTATCAATGCTATTTGTAATACGATTGTCCTTGTGGTGTGGAAAGTACAGTTTATGCACA
CCACACTACTGCAATGACAGAGAGAGGATGATTCACATCTCACAAAGTCTATGAAAGTTT
TTCTTTTCCGTTACCAGCTGAATTTTTTTCTTTTTGGTTCCATAAATCAAACCCCTATAT
CTACAGCAG
>AU243089 ID   AU243089   standard; mRNA; EST; 617 BP.
TTGCACATATTGCACAGAAAAAAAAATTGTCATAAGTGAACATACTTGGAAAAAGTCTAA
CCCTTACTGGAAATTTTCACAGATGTATCACAAATGAACTACAAATGAATCCACCGGTAA
TATAGAACATGTACCGTGCGGGATTACTGCTCTGTTTATGTGCTATTCATTAGCGGTTCG
AGCCTCAATTACGTACCTTTACCGTGATATGTGTGCCGTATACATGAAATGAAAACTATA
CATCAGTGGTACATGCGTGAAAAGTCTGTTAGACATATGTGGAACGGTCATGGGAAGCCA
CAAATATGCGCATGCATCTTGCAAAAATCATGCACAGTTGCGTAAGATTATTGAATAATT
GCGCATACACAAGTTAAAATTCACGTAAACTGTTTAATTTTCAACCGACCACAAGTATTG
AACAGCTCAAAACCAAATTCATGTAAAGACATAAATTGCATGCAGGGACAGCAGCAATGT
GCCACAGTCTCTTCTCCTGCACCTGAGCTTGTGCACACTGGATACACTTTTCTCAGACAC
ATATGAACATTTCTCACATGTATTTTGTATGACTTAAAGTTCTGAGCAATTTACATCCTT
CCATCCATTTTCTGCAG
>AU243090 ID   AU243090   standard; mRNA; EST; 585 BP.
TAAATGTAGTTTAGCCAAAATCCCTTTGACGTTTCTTTTTAAAGACCTTGTTAAATACAA
GACAGCTGTCAGAGGAGAAAGCATTGACTTTACCCACTGAAGACAAGACGTGAGCAGATT
AAAAAGCCTTCTTAGGCTACATTAGGTTCATGGGCCGCAGTTAGTTGTGATGCATTTTAG
GCCCGTCAGAACCATAGCCGTTTCACAGCATGACTTTTCCACACCATCGCAGACTGACGC
TCCTCTCTCTGTGGCTGCAGGTCAGTTCCCCCGGATTTCTGCACATATCGGGTCTGGCGG
AGCCGGTGGTTCGAGCCTACTCGCTGGTGACGGAACTGATCTCCAGGTGTGAAGGCAACC
AGGCCCGGGACACAGGGGAGCGAGGCGTGTGCGAGTCCCTGGATTCACGGCGGGCCTTCA
AGACTCTGGTGGAGAAATGGGAGGACAGACACATCCTGGATCTGCTTGTACTGTCTGGGC
CCGTGAAAGAAGTCCTTCTGGATTTGGTGAAAGAGTCCGGCCTCGGCTTAAGCCCGGCGC
CGTCCGAGGAGGGTTCAGGTGTGCATAAGCAGACCCCCTGGGATT
>AU243092 ID   AU243092   standard; mRNA; EST; 205 BP.
TTTTCTGTCTACTCTCTTGATCCGTGTTTCTGATAGCTGCTACAGGGTTCCCTCTTAAAG
TGAACCAAAAATGACACATGGGACATCATCCAAAATATCATCCAGTACATTTTGTTTTTG
TTAAGCCTATATATTAGGGACCCAATAAGGTTCACAAACAATAGAAGTTTTTATGTAACA
AAAACATTTATCTGTGTGTAAAGGT
>AU243093 ID   AU243093   standard; mRNA; EST; 386 BP.
AAGGGGTTATTGTGTGTGGACGCCCTCAGGCCTAAGGGGTTATTGTGAGTGGACGCNCAC
AGGCCTAAGGGGTTATTGTGAGTGGACGCGCTCAGGCCTAAGGGGTTATTGTGAGTGGAC
GCCCTCAGGACTAAGGGGTTATTGTGAGTGGACGCCCTCAGGCCTAAGGGGTTATTGTGA
GTGGACACCCTCAGGCCTAAGGGGTTATTGTGNGTGGACACCCTCAGGCCTAAGGGGTTA
TTGTGAGTGGACGCNCTCAGGACTAAGGGGTTATTGTGAGTGGACGCGCTGAGGACTAAG
GGGTTATTGTGAGTGGACGCNCTCAGGACTAAGGGGTTATTGTGTGTGGACGCCCTCAGG
CCTAAGGGGTTATTGTGAGTGGACGC
>AU243094 ID   AU243094   standard; mRNA; EST; 406 BP.
GGACAAAGGAGGAGAAGGTGCGATGTAGTGCAGTGTGACGACTGAAAGATAATGTAAATG
GTTTCCAGGGAAACTTGGTTCTCTGTTTCCATTGGCTTGTTTTTGCTCTAATGCTGCTAC
AAAAAAATGGACTCGTAGAGAGATGATTCATAGATCAGCTGAGTGACCTCAGATCCGATC
TATTTATTATATGTCTGTACCATAGTGAGCTCAACCAGAGAAGAAAAAAAATATTTATAT



TTTTCCTCAAGACTGTATTATAATTTAAGACTTTTTTTTTTGCCTGATTCGTGGTTTCCC
TTGTATAATGTGTACAGTATGTTTTCGGGGGTGTTGATGACCTAAAGAAACATACAATCC
CATCAAAGGGATGCATTGTTAATAAAACAAAATTTGAAATACCCAG
>AU243096 ID   AU243096   standard; mRNA; EST; 230 BP.
CGCTGCTGCTGTCTTCAGAGATCACAGGATCCCAAAACTGTAGATCATTCTTTGTGTTTT
TATTTGCTTGCAAGTCTGCAGATAAAGCAGAACTTTTAGTCAACCTGAGATAAAAGACGG
ATAAAGCAGATGTGGGGAAAGTTCCTTGGTTGTTGAAAATAGTAAAAATAACAGTCTAAA
TATGGAAAAGGTCAGCATGCAGATGCATAAAGCCAGATTTAGTTTTAGAT
>AU243099 ID   AU243099   standard; mRNA; EST; 625 BP.
GCAGTTTGAACTTGGTGCAGTGGCTGGTGAGGCATCTGCACAGCATTTTTAGGGTGGATT
CTAAATGTTTCAGAGAATGGCAGAAGCAGATGGACGATATTGAGAAGACGGCCGCGAAAC
AAGCAAACCAATTTCCTGGTGGAGGTGCAAAGAAAGCGAGCAAGGAATTACAAGAACTGC
TTTTAACATGGATTATTGAGCAAAGACAGAAAGGTGCGCGTGTCTCCAGGAAAATAATCA
GCATGAAAGCGAAGAGGATTTTTGATACCGATGTTGATGCTTCAAAGAGAAAAGAAATCT
TCACAGCCAGTGCTAATCAGAACATAAAACAATGTTCTCATTTCAGTAAACAATGAAATG
TTCCTCTGGTGGTGGTGTCTGCATTTTATGGCTGACTTTCACCGCAAAACGAACCTGTTA
CCCACCACTGTTCAGTCTGTGATGGAATGAACAGCGCTCTCAAATAAACGCCTGCCTCTA
ATAAAAACCATAAACACTACTAATGAAGATTTATGGTGTCTAAAGAAAATTAAGCTCAAA
ATTGAATTTCTAATTATTGCTTTTTACAAATCACTGAGAATCAGGAGCAGACAAAGCTAA
GGCCTGTAAGGTGCTGTAAGCTAGT
>AU243101 ID   AU243101   standard; mRNA; EST; 407 BP.
CGGAGGCTCTGAATGTTTTCTTTTTTTTCCTCCGTGAGACTGTTGAAGTCAAGCATTATG
CTTTTCAGTTTGGATACTTTCCACGTAAACTTTCTTTCCTTTTCTTGATTGTCTCCGTTT
CATTCATCTTCCATTCCTGCTTTGTCCTCTGCAAGGTCACAGAAAGATGCTGGAGCCCGT
TTAGCCTAATTTCAGAGGAAAAGGCCCGTTACACCCTGGAGAGGTCGCTGGTCCACCGTG
AGGCCACACAAAGACAAACTCACCCCTAAGAGACTATTTAGATTCACCAAACAATGTAAA
ACAAACTGCTTCCTCAAAATCGTTTTGTGCCATTTTACAGTTCATGGCTCCCGGAATGTC
CAAAAATTGTACAATCAATCAAATAGAAATAAAAACCTTTTCTGGCC
>AU243103 ID   AU243103   standard; mRNA; EST; 377 BP.
CAAACCGACCCTCGCCGCGGAAANGTATGGCCCCCCGAATATGAAGCTCCTCAGTGCGCT
CGCAGACTGCCCCCCCACCCCCATGGCTGAAATCTCAGTTTTCTTATTCAGATAAGGGAA
AGCTGCTTCAAGATGTCCCCACCCTCTTTTTTCTGTCTTCTTCATATGCTCAGACTCCCC
CATCACCACCACCAGCAGCCAGTCAGCCCGACTCTCACCGGCTAAGCCTCCATACTCCAT
CGGGGGAAAGGTATAGAAGGGAAGGAGTTGTGTGTGTGTGGGGGGGAGGCCGATTTCAAA
GTCACAAGGGTGACACCTAGCGTCGGCAGGCGCCTCTCCGTTTCTGCTGTGGCCTCACAC
TGTTGCATCCTGAAGGG
>AU243107 ID   AU243107   standard; mRNA; EST; 250 BP.
CAGGTACCATGCAATGAATATTTTTGCTGCAACTGTACACATGAAAAAGTCAAATGTTAA
AATATTGAGTATGGTAGTGATTAAAAAGTCACCTGAAAACCCATCAAGGGTTTTGCATTC
CCCGTCTGCCGCTCTTGGAAGAGAAGTCAGTGACAAGCAACGACCAACAGAAGGCTCTAG
CAGATGAAATGTTTATGAAAAATCTGTTTTTTGGTGAAACCATAAAAGGATGAAGAATTA
AATCCAGCAG
>AU243108 ID   AU243108   standard; mRNA; EST; 230 BP.
TGATGTTCAAATCATTAATCTTAAAAAATACAAAATGTTTTTGGGATATTTTCCAAAGTT
TTTGTTGCATCCTCTTTACCGTTTTCATCCCATCATCTTTGATTCCTTGCAGGATCTTGG
TTGGTTTGACGATTCCAAAAACAGTGTGGGAGCACTCACCACAAGACTTGCCACAGATGC
AGCACAAGTACAAGTGGTCAGTCTTTGCAGCAACAACCCCCCCCCCCCCC
>AU243113 ID   AU243113   standard; mRNA; EST; 669 BP.
CTTCATTTCATTTTTGTCAACAGTAAAAGTGACGTTATTTTTTTACTGTTGCCCCAGNAA
CATGAGGAGTTTTTTCATTTGTTAGTGTTTTCAACTTCAATCAATAATCTGATAATTACT
TTATGCTTGAGTGCTATTATTTTGATGTTGATTATTGTCTGACTGGGAAAAATAGGTTTC
TAATTGGTATTTATTTCATTAACACCATTTTTAAAATTAAAGACAAGAACAGCATAAATA
AAACTGAAAGTATATTATGAATACATGCAATGTTAAATAGTTTAAAAAAGAGAGAGAATT
AGTTTAGTAATTATTTTCTGTATTTTGACCTGTTAAATGTTCTGAAACAGTTTTTAGAAT
ATATTTAAATGCTTAACTTTTATCCCCCAAAAAAGGACAGTGTGTGTACATGTATCTGTA
TAATATATATATATAACTTGCTAAAATCTAAGTCATTTTACGTTTTGATAACTAAATGTC
GCGTTTTTAGGCTTTGATTGGGCGATTTTTCTGCATTCTGCCTGGTAATTACATAATAAT
TACTTGATAACATCGACATCACGTAGTCTTATTTTGAAACTTCGCACCGGAAACGCAATA
GTTCTCCCTCAGGCTGGCCCGACACGAGCTGTCTAAATACAAAACGCAAAACACACTCGG
TGTATATGT
>AU243117 ID   AU243117   standard; mRNA; EST; 176 BP.
GGGAGACCATGAGAAATGGCTTCAACTTGCTCTGCGCGAGCAATTATTTACGAAGTCCAG
CATTAAAACACTCCCCCGCTTTCTATATTTGGAACAGCATCCCCAAAATTAAATTCAGAA
AAATAATGAAATAGTCTGGAATTGATTAAAAATTGGAATTAAAAAAAAAAACTCGA



>AU243118 ID   AU243118   standard; mRNA; EST; 252 BP.
GCGAAACCCGGAAATTGTTGTTACTTTTTACGTGAATCAGGTGGGTCCCAATCGGTAAAG
GCAGCAATTTTAGCAGGATCTGAACGAATTTTACCAGTCTAAAAAATGTAGCCCAGGAAG
GGGATAGTAGATACGTAAAATTCACATTTTTCTTCCTTACAGTATAGTTGATTCGCGAGC
AAACGTTCCAGAACGAGACATACCTGTTTCATATGTTGAGAAGTGTCCCGGGAGTAAATG
AGAATTTCATCC
>AU243119 ID   AU243119   standard; mRNA; EST; 129 BP.
TGCCAACTTGCAAAGCAGTGTGATGTGAGGCTGCTGGTACAGCTCCAGGCAATGAGAGTG
AAGAAAAAAAACTCAAGTGCTTGGTTCTGGAATCTCAGTAAAGACTTGGCTCACTCACAG
GAGACTGGC
>AU243121 ID   AU243121   standard; mRNA; EST; 494 BP.
AACACTTCTTTAACATGTTACCTTTACTTTGCAGCTTTTAGCTTNCAGAACCTTCTNTCT
CAACCAAACAATGGCTTCTGGGCTCCAGTCCACGCCTGGAGCGTCGACTTCTGCTAGTCG
ACACTTAACAGCCTGAGGAGAGCAAACCAACGTACGGCCACGTTCACCAAGAGTGGTCAT
TATATAGACCAGCTGAGCAGCAAGGCTTTTGTAGGATTTACACAGAAGCATAAATGTAAT
GACCTGAGGTGGGATGAAACCAAAGTCCTTCAGGAAAGGTGGAGGAATCTCTCGAAGGCC
CGCAAGTTCTACAGTTACTGGTACAGCAAAGTCTATGAAGAGGACCTCCATCATCATGTC
GCCAAACATGTTGGTGATCTGAGACCAAACACATCGGTTATGCAGGTTATGCTCAGTTTA
AACCAAAAACCTTGACCAAAGAAAATAATGTTTAAGAAGTTATGTTTACCTCTGCTCTGG
CCCACTGTCCTCTG
>AU243125 ID   AU243125   standard; mRNA; EST; 93 BP.
TTTGTCCCTAAAAACAATACAAAGAATAAATAAAGAATAAAACTAACTCCCTACATCAAA
CTAACAGCTGGTGGATTTCTTTCCGCTCATCTT
>AU243126 ID   AU243126   standard; mRNA; EST; 545 BP.
GGAACCTGGAAAGCGGACCGCAGTGAGAACTATGATAAGTTCCTGGAGCGAATTGGTGTC
AACGTCATGAAGCGCAAGCTGGCAGAGCACGACAACCTGAAGATCACCATCGAGCAGACT
GGCGATAACTTCCACGTAAAGGAGTCCAGCACGTTCCGCACCAAGGAGTTCGACTTCACT
CTTGGCGTAAAGTTTGACTACAGCCTGGCGGACGGCACCGAAGTCTCAGGAACATGGGAG
ATGGAGGGTGACATGCTGAAAGGGTTATTCAACAGGAAGGACAACAACAAACTCCTGACG
ACCACCAGGAGCATTGTGAATGGGGAGCTGGTGCAGACCTATAACTATGAGGGAGTGGAT
GCAAAGAGAATTTTCAAGAAGCATTAACCTGCATTTTATGAAATATTTTATTGCCTGTAC
CTCAAAGATTTTCTTTAAATAAAGTGTCAAACTTTTATATGAATTTATGTGGTGCTTTTG
ATGAATTACAGCAAGAAAACCTGCAGAAAAGTGATGTTCAGCTGCATAATAAAGAGAGAA
CCAAC
>AU243128 ID   AU243128   standard; mRNA; EST; 597 BP.
TCACAACACAGGCACAACAGCAGACGGCGGGACTCAAAACGTCTTTTACATTTCCTCTTC
CCTGAAGGTGGACATGGTCGCCAGCTCTGTCCACCATGCCCGTGTTCTACTCACCGGTAC
CAGAGACCCTGCAGATGGGCCTGACCTCCATGGGAGGCTCTGTGTTCACGAATAACAGGA
CAGCAGACAGCGACTTTGGCAGGGAGCCAGAGTATGCACCCGTTCCACCATTTAGCTGGG
TACTACCAGGCCCTGCTGATTACAGGGCTGGTCCTGGTCACGATCATAGAAGTCATCCGG
CTCTATCTGGGTTACGTCGGCAACCTTGAAGAGAAGGTCCCAGAGCTGGCCGCCTTCTGG
CTCCTGTCCTTCACCTTCCAGCTGCCGGTGTTGCTGTTCTTCATGACGGACGAAGGAATT
CTCATCCTTCCTCTGGAGAGAGGCATTCACTTAGTCTACCTGCTCTTCCTGCTCGCTCAG
ATTCTGACCTCCTTCATGGCACTGAGGACCATGACCCAGAAGCTCACGCTGCTCTTTTAT
CTGCGGCAGTTTGGCAGGGCGGAGAACCTGCATCCCAGGGCGATGAGTCCCATCCAT
>AU243131 ID   AU243131   standard; mRNA; EST; 523 BP.
CTTAGTACCAAAACATGGAAACCCTACATATATAGAAGGACATCACCAATCAAATCTTTT
GTTGACATAATGTGAACCCAGTTTTTTCAGCACTGCAGACGTAATTGGCTGTATGTGACG
TCACTAAACTGTTCCCATAAAGGGCTCAAGGAGGGGCTAAGAAGTTGTTGAAACACAGCA
GAACAATTCTGAAGCTAAGGATTTACGATGGTAGTGTGTCATGCCCTTTGGTTTTAGGGC
AGTTTTGATGTCAAATGTAAGAAATGAGTTCCGTAACAAGTACTATTGCAATGGATAATA
CATCTAAACAAAGCTAAAAAGGTTTAAAACTAGACAGTAAGTATGCCTATTGGTGTTGTA
CATTAGAGTGAACAGGGCCTGCCTTGCTTGTGTGACAACGCCAATACATCACCAGGTAAA
CTGACCTCCATTGACGTTTGTTGACTAACCTGCTGTCAAACAGGTAGTCAAAGCATGGCC
TCTTGGATTGGGCATATTGTATCTAGGTTGTAAAGCAAAACTT
>AU243132 ID   AU243132   standard; mRNA; EST; 563 BP.
TCCACTTCCAAGCGTCACGACCCAACCCCGACTTAATTCAAGCCGCTTCTCTGCACGCAT
GTCCTGGACGGATATTTAATACCAGTGTGCAGTGTCACCATGGTCCAGCACGGCACAAAC
AGTTCCAGCTGAAATCGCATAAACTGTCCTCCCTCCTGGACATCAGCGCTCATTTGTGTC
TCTCTGTGACCGTCTCATGATCCCTCCCCCATATTTTTTAAGGATCTACATGCTGTTCTG
GGCATATTCATTTCCTCGTTTTTATGACACTGTTCTTGTAAAAACATCGAGCTGTGCCTG
GATTAGGATACTTAAATAACAGGGGCCAACTATAATCATATCCTGGCAGCATTTTGCAAA
GATGGAAAAACGACACCCTGATGGACATTCTCGTTTTCACACCTTTTCCGGCACGAGCTC
TGTTTTCCATCAGGGAGTGGATGACAACACACCACTTTTGCTATTGTGATCGAGTTAATG



TCCAAATCTATTTCAGAGGAAGGACGCAAATTGTTTGTGCTTTGATTTCTATAGTAGTTT
TCAGGTGATGTTTTAAGATTTGC
>AU243134 ID   AU243134   standard; mRNA; EST; 671 BP.
AGCTTGTTTGAATCGAAATGTTAGCCAAGCTAAAACCATTGCTACTGCAACCTCACTTGG
CCCCATTAAGAGTCCCCCCCCCATTATAACGGAAAAATGACAAAAAGGTTAGCTAAGAGG
AATATTGATCCAGAATGCCTGGAAACCTCCAAAACTGGATTATAAGGAAAGAACACAGAA
ACCTTCAGAGACTGTTCACATCAGTCATTTAGGAGATTCTGCTCTACACCTGAAGTTGAA
CATTTACCTGAGATTGTAGATGAACAACAAAAGCTTTATTTCTGTGAACAACCACGGAGA
TTTATTTGGTTATTATTGATTTTCTAAAATCTAAAATACTGTTACTATATATTTCCTGAC
TTTTTATGTAAAGAACCCAGAGAGGGTTATGTTTTTACTGATTTCATAAAGAGTCTTAGT
CTTTATTATTATATATTTGCTGATTATTTAAAAAAAATGTTTGGATGGAGAACCCAGAGA
GGATTATTTGATATCAGATTGGGTTATCTTCATCTGAACCTTTGTTTTGTCAGGCCAGTG
TCCTGAATGTTCATCAAGTTAACCAACTTCAAACTGGTCAGTTTGTTTTCTATTCAATTG
GAAAACTTCTTNCTCAACATTTCACCAATATGTTCAATTTTAATAATGAATTTCATGAAT
ATCCCACTCGG
>AU243135 ID   AU243135   standard; mRNA; EST; 595 BP.
ATTTTATGTTTCTACAATTAACATCCATAAACAGAAACATGTTTAAAATATAACAAGAAT
CAGAAGCATTTAAGAGTTTTTTGTTTTTTTTTTAAGAATTTGAACTTTCTCTATACTGTC
TCTGTTCTATTATTCTAAACATAAACTTATTTTGCATTCTATGATGAAAAAATTCTTAAA
AATCCATCCCTATATGTTAGACAAACTAAATTTTGATTAAGGCTTGAAGTAATATTTGTA
CTAATTTTTAAAGGGCAGACATTGGATGTTATTTACCTGATTGGATTTCAATATTTACAA
CTAATTAATTTGTGTCAATTAAAAATCCTTCTTTGGAAAACAATAACATCATCTACAAAC
AAAAAAATATTGGACCCCAGTATACAGCCTTGNGGAACTCCTCTACTAATTCCATATCCT
TTTAATTTAAATTTACAATTGNGTGATCTAAAAGGCATTTTTGACCTAGTTTTTTATTTC
CCTTTTTAAAAATGCCATAATGCATAAAGTAAAGTATGTATTTGACTAATAATCTGCAGC
TCTTAAAGCTCATTGAAAAAACACTGTGTTTTTGAGGTAATCTATAATTTTTTGT
>AU243139 ID   AU243139   standard; mRNA; EST; 329 BP.
GAGAGAACTAGTCTCCAGTGTTTTTTTTCTTTCTAACCAAGTCAAAGTGTAGCTCAGCAT
TTACAGACTCTTTTCTCCGCCTGTCGGCTAAAACTTTTCCGTTCTTCTTCGCGCCGCAGT
CATCGTTCTGTATTCTGTTAACCTTAAAAAAGTCAAAGAAGACTTTCACAAACAGTGCAG
GTGTGAGACCTGCAGTGTGCTCGGCGTGATTGATTCTTTTCTATTATGGTTTCTGTCATG
AAATGTGTTTACATGTGCAAAAGTTGTCATGAAATGATTGGACTTTTAAACTGGCATTTG
TGCAAAAGAAATATTTTCAGACAAACAGC
>AU243140 ID   AU243140   standard; mRNA; EST; 142 BP.
ATTTGTTTTCCGGCGGCTGTTGACAGTGATAGCGCCCTTCGTCTGTTTGCCTCCATGGCA
AAGTTGTAAATTAGAATTATGCCTCAATAGTGAGTACAGGAAGCTGCTTCTGCTGTGTGA
AAGCTTATTTTCACAGATGGTG
>AU243142 ID   AU243142   standard; mRNA; EST; 696 BP.
CAACAATACACACTGATTAAGACTTTGTTCAGACCTCTAACAATCAAGAAGGCCCTCCTT
GAGAACACTCGCCAAAGCGTTTCAAAACACACAGCAGCTTTCGGTGTGCTGTTCATTTTG
ATTTAGCCTGTAACAACAGCGCTCGCGTCTCGCTTTCAAAAGCTTCTTAACTCTGAGCAT
CATTAGGGTGCAGTGCTGGAATCACCATTACAGAAACTCTAATCAAAATAAAGACACCCT
CATTGTCATTGCTTAGATTAAAATCCAGGTTAGGGATGAAACAGACTTTATGGATCTTTT
TTCTTTGTTGGCTCAATAGACAAGTAAGAAAAAAAAATATTTTACTTTATGCCACATTCT
TATTACAACATTAAAATGTTACCAGTGAAGTACCCTAAGGGTAACCATTGATTTAGATTT
GAAAACAAACAAAAAAAATCCCTGCTGTGGAAGCTCATTATTTTGCCTTTTAGCTGCCAA
AGTAAATCAATTTTCATTGATGTTTTTCAGACTGTGGTCCAATATCTGTATTTGTGAAGC
CCCTTTGAAAGGCATCAAAAAGGCACATTGTACTGAGTCGTCTGATGCTCACTCACCTTT
GCACTGATTGGTATTTTTGTCCAAGATTGCCTTTGTTGACACGATCTTCCCATATCTGCA
AAAAAACAACAATGTCATGCTGGAATTAGCTGATTG
>AU243143 ID   AU243143   standard; mRNA; EST; 201 BP.
TGCTGTGTTACGGTGTGCACTCCGGAGGACGCTTCAGACCGCAGTCCGTCGGACTGCCGG
TCTCAGAAGGGCCGTGTCTCCTGGGAGAACTGTGTCTCACAGCAGAGGAGCTGCGTTGGG
ACAGCGTGTCAGCTAACGTAGGCGGCTTTTGAATGCAGAAATACCACTCTGTCCTGAGAA
ACTGTTAACAGTCATTGTGTT
>AU243144 ID   AU243144   standard; mRNA; EST; 448 BP.
CTCCGTCTTTTTTGGCAGCTTGGACTGAGTCTCCTTTTCTCTGTGATCATTTGTTTGGGC
CATCATTAGCCGTCATGGATCACGCTCTCAGGAGACCGGAAGTCACCGGCAGGAAGTCCC
CTGACCGCCATGGCTGTAGTCCATGATTCCTATTATATCTGCACACTTTTAACAACAACA
ACGCTCATTCGAGCTGAACATACATTCTGACTAAATGAAGAGCTTTACAAACTCACAGGA
ATTTTCCACACTCTTTTAAGGAAACATTTTTTTTAATAACTGGGCCTGTGTGTTCATTCA
TTCATCTTCTAAACCAATTTTGTCCCTTTTGGGTCACAGGGCTGCTGGAGCCTATCCTGG
CCACCTGTGGGTGTCCTGGCCCAGGGCCACAATCAAACACCCATGGACACTTAGGGACAC
TTTAGAGAAACCAATAAGCCTATGAGGC



>AU243145 ID   AU243145   standard; mRNA; EST; 46 BP.
CCGCAGGACCTTTTGCAAGATNTGCAAGANGCACCAGCCCCACAAA
>AU243146 ID   AU243146   standard; mRNA; EST; 71 BP.
CCTGAATATGAGACAAGACCCTGCACTGATGCACTGATTGAGAGTCAAAAATCCACACTN
NGGTNGCACTG
>AU243147 ID   AU243147   standard; mRNA; EST; 33 BP.
TTTCTTTCTTCTTGTCAATTTCTAGCTGCTCAN
>AU243148 ID   AU243148   standard; mRNA; EST; 524 BP.
GCTCCTCCCCGGGTAGATAACTCCAAGGCTAAATGAGTAACAAGCAGCGTGCATTTGTGC
GTTTGTGCACGTGTCAGTTATGAACCAGGACATATGGATTCTTGGAAATCTGAGGATCGT
ATTTTCTCTGAGTCAGTCCAATTATCACAGACTCTGGAGCTCTAATTGCTTCTTTGTTGA
GCTTTTTTTTTTAATTAACACAAATTATACTTAAAAGATAAATCAATATTGTGGTTTCTC
AAAGATCTCACAAGTCCAGTCTAAATAGACAACAATAACAAACCTTTGCTTTCTTTAAAT
TGTTGCCTTTTCTACTAAATACCCCCTGTTGTTCTGCATTAATTATTGTGTTTTGTTGCC
TGGTTCACTCATGTTGTACATAAACAACACTGGTTACATAGCGGCTCAATAAGGAATTAG
AACAATGTGGTGCTGATTCAGTTTTATCTGAATGCAGCATTCGTACATACATACATGCCA
TTTACCGTAGTGTTTATACAGTAAATCAAAAGTCATCTTATGGC
>AU243149 ID   AU243149   standard; mRNA; EST; 427 BP.
CTTAGGAAATCCGAGCTAATGTCAAATTGAAGCATGGTAATTCGCTAAAACCTAATGTAT
TTGTTATTTTAATGCTTTGTGTCTCAGGTTCTGCTAACGAAGCTCCACATGCACCTCACC
TACATCCTCATCTGGTTCAAGAGCACCTCAGCAGTAACGTCATAGTGGCCAGCAGCATGC
CAACACCCATCCACAACGGTCAAATCTGTAAGTAAATAACATGAGTAGTATGAAAACACT
CTCTGGTAATCAGAAACATTTATTAAATAAAGGATAGCCCTCAAAGTTCAAGACTCAGCT
CCATCTACAGCTGGGAGGCCAAGCCAGGCTCGGCAAAATAATCCTTTAAATTCTTCATGG
AAAATAATCAGGCTTATGTGGTCAAAGAAACCTCGTTATTCTTTCCTAACATGATTAATG
CACTGAG
>AU243150 ID   AU243150   standard; mRNA; EST; 334 BP.
CCAAAGAGACGAAGAAACGGAACTTTCTCCGTCTTTTCTGCTCCGTGACCACACAACTGT
CCTCTGTCGATCTCTAATTTCTGTTTACAGAAAAAGAAAATGTGAACTTTGCACCGCTGC
ACCACTCAGTTCCAGAAGTCCATGTTAGCTATTGTTTGGGGTTGTCAGCATCCGTTCTCC
TTGTCCCCACACTTCAGTTTCCCTTTGCTCTTTTCCACGGTGAACTTCCTCCCTCCTGAC
CTCTGACCTCAGCCCTGTTTGGTGGAGAAACATGACAATCCCTGCTGAATGTAAAATACT
GAAAATGTATGAATAAAGACACAGGATGAAATCG
>AU243151 ID   AU243151   standard; mRNA; EST; 669 BP.
ACAGTTTTCTTCAGCTGACGGCTCTGTTGTTCACAATAAGGGTCACAGTCAGAAGAGCTC
AATAGAAAGTTGACAAGATTAAGATTGTAAATTTGGCACAACACCAGCTGTTTGGGGGCC
TTTTGCTATTATCAGATTATTGTCTCGGCTTATGTCCATGTCCCCCGTATAGGTCTCCTC
TTCTGCCCATCATAACCCCGGGACGTCCTGAGCCCTGGGGAACGTGTCTGTTTTAGCACT
TCCTCAAGATGCAGGCCTAACAAGCTTAAAGGAGGAATTCAATATTTCGACAAGCTGTGC
TGTTACACAAAATGGTGGTGAACAATGAGCAACAGGAGAATGATTTGGCATGTTACAGTA
AAGATTTAGAGCGTGCTGGCATTCGGGTTTCAGCTAAAAATGAGGATGCAATGTTTCTTG
TACACCTGTTAAGAGATAACGAAGTCTAAATCCCTGCCAATTTCAAAGGGCTTTAATATG
AATTTGTTTTTCCAGATTAAACTGTGAGTTGTACGGCATAATTCCGAAATGTGATTCTTC
AACAGACAAACTGATCTATTTCCTTCTGTAGGAAACAGATCTTTGCTGCACACGTTTTTT
CAGTGTTTTGTATCAAGGTCAGAGGAGCTGGAAGCATATTTTTCTTGAGTAGCTGAAGGA
TGTTGATGT
>AU243152 ID   AU243152   standard; mRNA; EST; 471 BP.
GAGCCAAACCACTGTTCTCAGGAAGTTCAGTGCTGGCCACTTCTTCTAAGAGCTCAAGAA
GGTTGTAACCCTTGTGCTATCCTAGGCACTTAAACATTGGGAGTGGGGTCATCTAGACCC
ACTAGACAGAGCTCTGAACCTTTTTCCTTCAATGATTTGTGATCTTCACTGGTGTCCATG
GATTACATGAAATCTTTCCACCTTTATCCACCTTTGTCATGGTAGGGAGAACATGTCAAT
GGTCATCTTGACCCCATAGGTTAGCACAAGGGTTAAGTCAGAGAATCGGATCGTTCAGAA
TGAACTAATATTGACTAAACCGGATCATCAACCACAAACTGCGATATGAATGGAATGGTT
GTGAAAATGACTCGTTGCAGCCCGACTCTCCATCAGACGGTTGAGGACTCGTCCAGATCT
ACAGAAATGATCACCGTCTTTTCTCAGCCGGCAACCAAAGTCTTTGTACTG
>AU243153 ID   AU243153   standard; mRNA; EST; 590 BP.
CGTAAAACTCAGCATGTGTGGGAGGAAAGCAATGAGTCTTTCCAAGCCCTCACAATATGA
CCATGAATAGACTCACTTACGTAAAATTCAAAAACCTGTATTTTCTGTAAAACTATACAA
TTCAAAAATCGGAAAAGCCACGGGAAACCGATTGTCTGGAGGGGTTTATCAGAGGCCACG
ACCCTTCAAGTGGTTCTGCTATTAGTGACGCCATTTCATCAGTCTTCGGCATATGCATGA
AGAACAGTTCCAGCTATCGTTTCCTTAAAGCAGCCAAAGATTTAGGCATGGGAAGGGGGG
GAAATGCCATGCCCCTAAATGCCATGAATCCACTAAAGAAATAAAAATGAAAAACGCAAA
AATCAACAACAAAAAGCCCCAAAAAAGTAAGATGAATAAGAATGGACACGCAGACAAATG
GATAAACAAATGCAGCCTAAGGCAAAAACCAGTGTCCTGCCTGTGCCGGTGTACCCTGGA



AATGAGGAGGGTAGTGTCAGGAAGAGCATTCAACATTAAAACTTGTAAGACACATCAAAA
AGATGAGAGAAAAAAGATATGGATAGAAGAACTGATATGATGATAGCATG
>AU243154 ID   AU243154   standard; mRNA; EST; 363 BP.
GCCGTCCATTCGTCTTTTCTCGCCAAATTTCCAAAGCAGCCTCCCACTTTATGTTGAGTT
CATGCTTGCTGTGTTTTCTCTTGCCAGTTACTGGGATAACTTCCACTCCTGTGCCACGAC
GGCGCTGGCGGACTGCCATGAGGGAGCCACGGACCTCTGGGACAAACTGAAAAAGGAGTC
CCGAAGCCTGAATTTCCGTGGGAGTTTGTTTGAACTGTGTGGCGGCGGCAACGGAGCCCC
CAGATCTGCAGACGCCGGAGGAGTAGCCTTGGTTCTAACCACACTGCCCACCATACTGAC
TTGGCTGGCATTTTAACAGCAACGGAGAGGAGATGCAGAAAGACAAAGTGGAATCAAGAT
ATT
>AU243156 ID   AU243156   standard; mRNA; EST; 480 BP.
TTAATTTATCTTTAATTCATTACAGCTCATTCCGTAAAATGTGACGGGGAATAGTAGGTG
GCTGTTAACGCATGCGCAACACTGGAAATATGAGGTTAGTAGGTTAGGCAGATCAGATAA
GGTGATGAAAAACATGCGTCTAAGAACAGTTCAGGAAGTAAAAATGTCATGAAATTTCAA
AAGGAAAACATATAGCCATGAAATCATCAACTTTTTAAAAATTTCTTTGCATGTCCAAAA
AATACTCAATTGAAGATAAAAAAATCTTTTGTCGACCCATGTTAGGTGTACCCCGCCTTC
GCTTAACACTAGTTGAGATAGGCTCCAGCAACCGTGCGACCCCCAAAAGTGAATGAGCTG
GTTCAGAAAATGGATGGATAAGTTTGAGTTTGACACATGTGCTTTAGTCCATCCGGCTGT
TCCGTGTGGGCGGGCTGCCGCACTCAGCGGAACCGTGTCTTCCGAGAGATTCGTATCTCC
>AU243157 ID   AU243157   standard; mRNA; EST; 478 BP.
ATCATCGTCCTCATCTCCTGGTCAGAANNAACGCCATGAAGACTCTCTGCTTCGCTGTGG
GGCTGCTGCTGTTGGTTGTCTGCTGCAGTGATGCAACGCCCACTGGAATTCATCACATCG
CAGGTCCTGAAAAATGCTGCTTTGGATTCAGCGAAAATCCAATTCCACTGAAAAGAGTGA
CTGGAATCATCAGAACTCCTCAGCATTGTCCACATCAGGCGTTTGTAGTCTCTATTGTTC
CTGGAAGGGAGTTCTGCTTCAGGGACAACTTCAAGTGGGCTGTGGATACCTTCAACAAGT
TTAACACTGAAGAAAGCAGTTAAAATGCTTCAGAATATTCTATTCTCTATAACATAAACA
TAAAATTACCCCCTTTTTTGTAAAGAATATTTCTGTTTTTGCTTTTTATTTTAAGTGGGC
ATTTCCGTTTGTTGTTCATACTTTGTATGTTTTGTGCTTCTTTCATGTCTTCTGCTTT
>AU243158 ID   AU243158   standard; mRNA; EST; 127 BP.
CGCTCACATCATCCGCGCTCTCCTGGTGGCCACAGCGGTCCCCGAACTTATGACCAAAGT
CCAACCACTCTGTCTCCACCAGCACCTGGAAACCCTGAGAACATTCACGGCGCTCTGATG
ATTCTGT
>AU243161 ID   AU243161   standard; mRNA; EST; 277 BP.
GAGGGGAAAACATCCACAGAGCTAAAGCGAAGGGGGGAGAAGTCTCCAGTGTTGGGACAT
CCAGAGTCATTCTGGAGCTAAAGAGCCTAAAACAGGTTTGAAACTCACTTCCACAGACTT
TAGCTGTAGGAGAGAAGTCGTGAATTGAAGTGATGTTTGACGAAGGACAGAGCAGCAAGT
CCTTCCAGCTAAGGGGGATTAAGTTTTTAGCCAAAGTTGGGAGTCATGCAGTCAGTCAGC
CATCATCAGGAGAATGCCACTGCCAGAAATAGAGCAC
>AU243164 ID   AU243164   standard; mRNA; EST; 35 BP.
TGCAGGCTAATGTCTANAGTAAATAACTTCCTTTT
>AU243167 ID   AU243167   standard; mRNA; EST; 465 BP.
TGATCCTGTTTGTGTCTTCTGGTTGTTAGTTTATCTGACTCAGAGGAAGAGGCCATGAAG
TCACTTAAACCACTGGCACGAGTTTAACCTGCCAAAAATGGCCCCTTTTGACAATGACTG
GACTCCATTTTTGGTTTAAATAGGCAACACACGAAAACTAGATGTAAGAGAAGCAAATAC
TTTGAGGACAAATCAAGCTTGGGCAAAACCAACTTCCGTCCCCTCATTACCATATCTGCG
TTGCCCTTGAGCAAAAGTCCTTAACCCTCATAATGAAAGCATAAATGAGACCACAGCAAG
AGTACAGATGCATAGAATAGGCCCCATATAGAGCATGTTTTTGTGGTCATGGGATAGTCA
GAAAGCCTTTCTTGCTGTTCCATAGGGTCATTTGTAGTTCAAAGTGAACGTAAATAAAAC
TGCATTTCCTCCTCTCATTATTTCTATGGCTATGTTCTTTCAGCC
>AU243170 ID   AU243170   standard; mRNA; EST; 464 BP.
CAGCAGAGAGGTGCCTTCAGCCGAACTGTTTCCAAGCGATAAGGGGAAATGGAGCACTGG
GGATGGATTGAATGTAACAGGACTGGCAGGGAGTGATGCTTTGAAATGATATCTAATTAA
CAATCACGGATTATTGCTAAAATACTGATGGAACATTTTAAATTGTATTAGACAGTGCTC
GTGCTGGTTTGCGGCGCCTTCCGTCCGTGAAACCAGGGTTCGAATCCGGGCTGCTCCCTA
TTCCCTTCTCTGCTTCTGTGCCGGTGCCAAGCCCGGTTGCTTTGAGAGGGTTGTGTCAGG
AAGGGCATCTGGCATAAAACATTGCCAAGTTTACCATGCAACTTGTTCGCTGTGGCGACC
CCTGATGGGATAAAGCCAAAGGAGAAACAACAACTTACTTAAGTTTTATTTCACAGNTAC
TTTATAAAATAAATTTTTTTTTTAATCCAAAGAGCTACAATGAA
>AU243173 ID   AU243173   standard; mRNA; EST; 318 BP.
TGGGAACTCCTCAACAATCGGTGATTTGTTTACCACAGAGTACAGAAAAATCCTGCTAGT
TCTGCCTGGACGGGCACCAACAGGCGGACCCAGGAAGGTGCTAGAACAAGCCTGACTCAA
TCAAAGCCCCCACCACGGTGANTCCAGAGCAGTGTAGGCACCATATTCCTGTCCCAACAG
CTGTGTTGTTGAGAGGCCATGTGTGGACGGCTGCTTCCATCAAACAAACATCGCTGTTTG
TTGTGGTGAAGATCTGCCTTTGAGGTTTTCCATGAAGTCGTATTTCTAGGGGATTTTTAA



AATCAGGTTTAAACTTTT
>AU243174 ID   AU243174   standard; mRNA; EST; 308 BP.
GTTTACAACCTGCTCAGCTTCAGCGGTCTGGGCTTCAAACCCACTTAATTATTAGAGTTT
GTAAAAACTGTTTGCAAGCTGATGATTAGCTAAGGTCTCATCAACAGTTTTACTCTGAAA
AAACAAATTCTGCCTTTTTATTGGCTTTCACCCAGTAATTTTGATTGTTTTTTTTAAGAT
GATCATTGACTAAAATGAAAAGTGATGACTCTTTTCATTTAAAGACATTATCTTAAAAAT
GACAAAAATGGATTTGACGTCCTCTTTTTCTCACAGATCCTTCAAGAACGAGGTTCACGG
ATGTGAAG
>AU243176 ID   AU243176   standard; mRNA; EST; 582 BP.
CCTCGTGCCGAATCGGCACGAGGCCCAGGCCAGTCCNTGGCCTGGCATGGTTTGACATGG
CCTTGATGTGCACCAGGGCCTCCTGTTTTGCCGTAGGGCTCTGTCTCAGCCCTACTACTG
TACGGCACTAGGTCACACTTAAATCTCTCTCCGCCAACCTGGGGGAGTAATTTGATCAAA
CTGAACCTAAGGGTCTAACGTGCTCAAAGCTCTGCTCTCTAAAAAGTACACATCAGATGC
CAACCCAAGTAGACTATATTTTTTGAAGGACAAAAGTGGGGCCAACCCTGGTCCTCAAGA
GCCACAACCCTCAGTTTTCCAACTGTCTCTGGACTCTCTGGTGCTAACGACCAACAAATG
TGACGAGTTTTTAGAATATGTCTGTAAAGGTCAGAAGTAGATCATTTGCTAGTGTATGTT
CTGTTATGCTAATGCTTATGCTAACGTTTTGGTGTTAACATGGGCACGAAGACCTAAACA
CAAGTGGACCTCAACCCCAGAATATGAAGAGCTGAGCCTCTAATGAAGAGTCTAAAACAT
ACTGATTAAACTTTTTACATCTCATTATTTATAGGTAAAATT
>AU243178 ID   AU243178   standard; mRNA; EST; 284 BP.
TCAATGGCGAGCAGTTAACATCACCCAGTGGGGGTCCTTAGGCAAGGCCCTTAACACTAC
CGCCTCCCGAGCGCGGTTCAGCTGCAGCTCACCGCTCCCCCAGGGTATGGGTCAAATGCG
GAGAAGAATTTCCCCATTGAGGGATAAATACAGTATAAATTTATTTATTTATAGACCCCC
CTCACCGTTTGAGACCTGGCATCCACATACAAAGACATCCCATTGTGGGTTTTATTTTCA
CTATACTTAATTCTGATTACCGGGGCTCTTTGGCTACGAAAATT
>AU243184 ID   AU243184   standard; mRNA; EST; 382 BP.
GCAGTTTTAAAAAGTGTTATTTTTTGTCACATTGTAAGTAGAAAATTCAAAACAGTCATA
CTCAGATCCGAAAACGCTTTTTTGACACTTTTCACTGACAAAATGATTTTTAAGCACAAA
GTGCACTCAAAAGTCAAAGTTCTCATTTGCAATTTAAAGAAAGTGTTATTTTTTGTCACA
TTGTAAGTAGAAAATTCAAAACAGTCATACTCAGATCCGAAAACGCTTTTTTGACACTTT
TCACTGACAAAATGATTTTTAAGCACAAAGTGCACTCAAAAGTCAAAGTTCTCATTTGCA
ATTTAAAGAAAGTGTTATTTTTTGTCACATTGTAAGTTGAAAATTAAAGTCATATCCAGA
GCCGAAAACGCTTTTTTTTGAC
>AU243185 ID   AU243185   standard; mRNA; EST; 437 BP.
TTCACCTCAAGTTGTCACAAATCTGTCTGCATCTCTCTAGACACAAAGGAATGTCTCAAA
TACCAATAATGGTAATAGAAGTGCCACCGAAACAGAAAATCCGTATCCACCTTATTCCTA
GCCCCCATGAGCCTTTGCGTGAATTATGGGCAACACTTCCTGTAGACGCCGGAACACGCA
TTTACATTAAATTCCTCTTGCTTTCGATCCATAACTACATATAAATGTGGGAAAACCAGC
TGTCATTTCTTAGAAAAGGCAACGGTGAAGTGGAGATGAAATATTTGTTAAGGTTCCGAT
GGCTGCAGGACCCCCGTGGTTCCTTCTTGCCGGTTCGTTTTTTTAAAATAAACTTTATTA
ACACTATCTTGCACAAACAAAATACCAAACACAAAACTCCACTGTGTGCAAAATACAATC
TTCACGTTCGCCAGGAG
>AU243187 ID   AU243187   standard; mRNA; EST; 596 BP.
ACTAAGTGACCCCTCCCCTCTGGCATTCCAAATAGGAAGAATCCGGTGGCCCCAAGAAGC
CAAAATCCCATAAACTTCTATTGAGAACTAAAGAGCTATTACTCATTCTATTGGTCAGAA
TAACCATTCTTGCTCTGTCTTTTTTTTTAACTTGTTTTTGCTAACCTTGTTTTTACCCCA
TATTCTTTCTTTATTGCAAGGTTTTCTAGCCTGGGTTGCAGCGGTACGACACAGTGGTTT
GGAAACTGTAGCGATGTGCTCCACTGGACAGAACCTGCCTAATGCTGTTCTCAACATGAC
CTGGCTCTGTGCAGTTCACAACTGAGGGAGAAATGCAAAAGTGGACAGTTGTCACAGCTG
TCAGTTGTTTTGTTCTTATAGCAAGAAAAGAATTCATATTATTGCCATTATTGGTTGTTT
TTTTATTTCACTACTTTCCGAACCCATCCATTGACAAAATCTACAGGAAGATTTTTCTTT
AGAAAAATACAAACAAAGTTAGAGGCCCGAATGGCGTTGTATGGCCCACAGCCTCTATCC
TAACCCGATCAAGCCAACCCCAGAGCTGTCTCATTGGCTGAATGGCCTCTACACAG
>AU243190 ID   AU243190   standard; mRNA; EST; 502 BP.
CCATTCCCGCCCTCAGCAAAATTCAAACCCACCTGGATACTGCCCACCTGTGGATAAATT
CTAGGGCATCCAGCATCAGGAAGCTACAAGTAGCCTATAATGAGGCCTAAGGATTTTATT
CAAAGAGCCTCGGTGGTGGAGCACGAGCACTCCAAACCTGGAGCTGCTGTGTACAGTAGG
CCAGATAGGAGACATGTCTGAGTAATCCCTGTACATTCAGCAGGAAAACTCTGAAAGAAG
ACGGGTCACATCTTCTTTCTTCACTCAGGAGGGGGGGCATCTTCTGCAGAGCAGCCTTCG
CATGTTTATTGCAGTAAATGGCTTTTTCTTTAAAATCCCTAATGATTAACCCCTCGATGG
TCCTAACCCGGCTCACGGCAACGTAAACCTGCCCAGCAGCAAAGATCTTGTTAAAGGAGA
CCACAGCCTGGTCCACGGTCAGGCCTTGCACCTTGTGGACGGTACAAGCCCATGCCAGCT
TGAGTGGGAACTGTCTCCTCAT
>AU243192 ID   AU243192   standard; mRNA; EST; 417 BP.



GTGAAGCTGTGCAGAGATAAACATGAACAGAAGACGTTCCAAACAAATGTTTCCTGTTTT
CATTTGCTGATTGCAGAGCCGTGGCATAAATGTGAAGCTGGCCTTGAACATTTCACTGCC
GTAAATGTGATCTGGGGGGAAATGAAAGTGTTTTTCTGAGATGAATTGAGACGTTTGTTT
GGGTTCCTGGCATCGTCCTCATCCTCTTCATCACCTCCTCCATGGCGGTTCTCTAACCCC
CCACCACGCCTTCTTATCCTCTGGATTGTATCCATGGAAACGTCTGTCCGTTTGCTCCGG
AGTGAAACGCCCTCCTCCATCACCTTTTCTGGTAAATGATGACATCATGGCGTGAGGGCT
CGGCGGTGACCTCACTGTCGATGACATCACCCTGCAGGGGGGAAGGTGACGTCACCT
>AU243194 ID   AU243194   standard; mRNA; EST; 500 BP.
CAGAGCTTCTGCTGTCGCTGCTTCAAAGCTTTGGAACTCTCTGCCACTGTCCATAAGAGA
AGCTCCATCACTGCCCATTTTTAAAGCCAGCCTGAAAACCCATTTTTATGCTCTGGCTTT
TAATACAACATGAGACTTCTGTTATTGCTGTGTTGCTGTACTGGTGTTATTGTTTTTATC
TCTCTATAATTAATCTAGTGTTTTAACATGTTTTAGTGTTCGTTTTCTTTATTTCTCGTG
TTCAGCACTTTGTGTCGGCTGCTGTTGATTAAAAGTGCTATATAAATAAAGATGACTTGA
GTTGAGTTGCTAAAATTGTACAAAAACTGATTTCTTAATAAAAGCGGACCGAACAAACCG
GTGCTGTTATCTATAAATACCAAAGCAAGCTTTTGAGTTGGTTGGTTCGTGCTTTTTTGG
CAGGCTATGATGTCACCAGTATTCTCAGAAAATGTACAGAAATGATCCCAAAGAGGCAAC
TTTGACAAAACAGTATGGAC
>AU243198 ID   AU243198   standard; mRNA; EST; 512 BP.
GTACAAANGTTTGTGTTGTGTTTGTGTTTTTCAGACTCTTGAACTGAAAGAGACATTGGA
AAGAGTGAATTTACTCTTGTTGGTTATTTTTTATTTCTTTTCCTGGAATGATGCTAGGCT
ACCCCTACGTCTCTTTGTACAATCATACATCTTTAACCCTGTAACAACTAGGCTTTAGCT
CCAGTGTTTACCTCCTTTTGACCATTGTAACTCTTCAACCATTTACACAATTAAAGTAAT
TCCAGTAGTTTACGTGGCAAAGAAAAGTGTCTTTGCGCCATTAACATATTATGTTAGTTA
TGTGTTTTATATCTTTGCAAACAACTGTGACTATGCAAACTTCCAACCTTGTTAGTGACT
TGTAAAAAACAGTGTCCAACACAGCTACACGCTGGCCACATTAGCATATTCTTAACACTT
AACCTTGTTTTCAAAGCGTAAAAAACAGACTGATTCCACTAAAACAGACGTTACTCTGAC
TATTATAACTCCTAACCTTGTTGGTAACACGT
>AU243200 ID   AU243200   standard; mRNA; EST; 37 BP.
GCAGCATCAAAATGGGCAAGTTTATGANGCCTGGGAN
>AU243201 ID   AU243201   standard; mRNA; EST; 279 BP.
GCGGTGAACACTAAGTCCCNTCTGTAAAACACGGACTTCGTCATCTGTAGATGTATGCGC
TGTACAGATGCACGCATGCATGAGTGTAAACCCATGGGGGACGTTTATTTTGGTATATTT
GCATCATGTCACAATATTTCTACAATGTGGTTCTTCCTTTCCCTCCACTGTTTATGCTGT
CTCTTTCTTTGTACTTGATGCTCGGAAGTACACTTGATCACCCGTGCATGTCCTTGGATG
ACCAGTTTGCTTTATCTAATCTACATTATATAAGGCATG
>AU243205 ID   AU243205   standard; mRNA; EST; 578 BP.
AAACAGTTTCCTACAAGCTGATTTGTTCCGATGAAAATTGCCTTAACAGAAAAATCATTC
TAAAAGNTCAAACAGGTTGATCTCACAATAATAGCTGTTATTGGTCACGGCTGAAATGCC
ATAAGNTGAAGAAAGGAGCAGAAAAGTTTTTTGGACTTTTTACTTTGTGAGGTTGGTTCT
GTTTCCGATTCACCGACCCGTTCAAAACTCAGGGTTTGTGGGTCTCAGTGTTGCTTTGTG
TTCTTTTGTGCACCAGGAGTGACGGTGACACACAAGGAGCTGAAACTGTGTGAGGAAGAT
GAGCGAGTGTGCGTCAGCGACCTCAGGGACTGTGGAGCGCACCCACCTCCATCCCTGCAG
CGTGAGGACTCACAAACACATTTCTTTCTTTTGAAAAGCACAGGAAGGCTGGTAGAACCA
GGAAATCGACAGTGTTTTTGCCCCACAGACACTAAAAGACTTAAGCCTGTTTCCATGACC
ACAACAATCTGAAGTAATCAGATTCCTTTCCTAGTAACCAAAGAACCCAGTTTACATGTT
TTACTGCAGATTTCTTTCAGGTTTTATTGTCTGTCTGT
>AU243206 ID   AU243206   standard; mRNA; EST; 292 BP.
AACCCTGTGATTTTAAAATTGCATTTCTCTCCTAGCTAAAGTCATTTGTTTAATGATTTA
ACCATTTAAAAAAGCAGTAGACACTGAACTTGTTTCGTATACAACAAATGATTGCCTCAA
CAGATAATTACGTTGTTTAGTTTATTAAACTAAAATGAAGCAAACACAGAAAGTTCCTTC
CTAACCTTCATATCTGTGTTTTATTTTGAAAATCTTTATTTTCACAGCACATTCAGGTCT
GGTTTTTGGTAACTGATCCTCAAATTGTTGCTGTCGGTGAGCAGGCGTTGGT
>AU243207 ID   AU243207   standard; mRNA; EST; 525 BP.
GTGCAGGTTTTATTTTTGAGTAAAACAATGATCAGAAAATGTGGTGAAACTGACAGGAAG
AGAGAGTTCTGACAGACCCAAAGTTACAGCTAAATCAGATAAGAAGACTGTACCAGAGAG
TTAACATCTGATGACAGACCGCTTTCAGGACAAGAGTTCAACCCTGCAGCTTGAAGTCTT
TGCAGTCTGCAAAGCAGACAGAACAAGATGTAGCAAATATGATAGAATGAGACAAAAAGA
CTGACCTGGGTCAGGACCCATGCGTACTAGACTAAAGACTGAATGAGGTGTTATGGATCC
AATTTTTAAATCTTTAGCTCATCATCCAGAAAAACCCTGTACACCACTAAAAACGTAAAA
GGATTGGCTCCATAGTGCGTGACACTAAATGACAAACATGGAGGAGGAAGAATGATGGTA
TGGGGGCTGTTTAGCCTTATTCAGGGTTAGTGATTTTAACACGGTGAAGGAAACCTTGAA
GAAACAGAGCTACTGTGACATTCTGCAGTTCCTCTCTGGTGTGGC
>AU243208 ID   AU243208   standard; mRNA; EST; 262 BP.
GGGGCCGCCTGTCAATCCTTGCGGGTGCCGCAGAGATCCAGGCGTCTAACTGAGCTGCAA



AAATAAGTCATATTTGAAAAAACGGCGTTTCTTTAGCGTTTAAAGGTAATGAATATATTA
TCATACTCATGGATATAGTTTACTCTGAAAGGCTTAAGAACAGCATGAGTCAGGCCCTTT
AACCAACCTCTGTCCCTACAGTCATGACACCTAACTAAAAATCCCATGACATCATGACCT
TTGACCTTTTAATTCCACCCTG
>AU243209 ID   AU243209   standard; mRNA; EST; 359 BP.
CTGGATCTCCCATGCTGTTTATTTTTTTACTTTTTCACTAAATGGGGTTTATTTCTATCA
TGTTTGATATATCGAAAACTAACAAATAAAGGTTAATCATTTAAAATACCGGNATATAAA
ACTCATTTTTTCCCCCCAATAACAAACATCTTTTTTCTTATGCTGCATTCTGTTAGCATC
ACATCGAAGCTATCAGGGCTTCTGGAGTCCAGTGTGCAATGGTGCTCTTCATTCACTCAC
AAGAAAAAGCGGGAAAATTTAGAAGATGCAAAGTTTTGCAACATACCCCAAACAGGAGTT
GCCTCCGGCCATGTCCAAAACCAGTTGCTGGTCCTTTCCTCATCAGTCGAATGTCTTTG
>AU243212 ID   AU243212   standard; mRNA; EST; 540 BP.
TAGTCTGTCTGCCATTTGCGGCAGTTTTCGCACTACATCTCCCATGATGCATAGGGTTAA
AGTGACAGCAGCGTCTTATGAGTCTTCCTTGTTAAACGTCTTTTAACCACACCAAACACA
CATCAAACAGTTTTTCAATCTTCTTGATGAAATCAGAGTTTAGTTCTCCTTCAAGGTTTG
TGTTTATTAACAGCCAAACATCCCAGAGTTTGGTCCAAGTCATCTTTCTAACTGAAACAC
TTTTCTATTAACGTCTGGATTACTTTATATGTTAAATTTAGGAAGAAGTAATAACATTTA
AAAACAGGATTAAGGTGAAGTGGCCAACAGACACAATTAAACTAATTTGAAGCAATTGAA
TAATCTAAAAAGAAATAAAACATTTTTGTTAAAGTTTTCAAAGACTTCATCTTTGATTAA
GACAAAAGAAAAACTACGGTAATAAAACTTCAACATGTTCACTTTTTGTGTAGCTACAGA
AAACATAAATATGATGTTAGTCTTTTTGTGTAAAATGTATCAAACAAATGTTGATACTGT
>AU243214 ID   AU243214   standard; mRNA; EST; 605 BP.
CATCACTTTCATAAAACCTGATTTTCTTCCAGGATCTGCTTCAAATAATCAATCAAATCA
AATTTGTTCCAACTGGAAGTAGAAGAAAGTCTAAGATTAAAGTATTTCAACTTCAACTTT
TATTTTTTAAACCTTGAACATCTCATCTTCTTCTGTTTTTTTCATCATTTCCGGATAAAT
GTGTTTACTGTTGTCATTCAGCACACAAGTATGTATTTATCCAGAGCTCCCAGATGCTTT
CCCCCCTCACAACAGCTTATTTTAACTCTCATTACACTAATGGCTGCTGTCAGCATTTTA
ACTGCAACTTCTGCTATTTTTGTCCTGGAAGTCGTGGTTCTTATGGTAACAATGCAGTCG
CAATCATCTGTCTTTACACCCCCACCCCCGATGCATTTTTCTAAACTCTCGTGCACATCG
GACACGTTTTTGAGTAAAGACGACAAATAATAGAGCTCTGCATCACGGTTTTAATTCTTT
CTCCATCCAAAGCTAGGATGGCAGAATCGGCGTGTGGTGTGGTCTGGTTTACACTAAAGT
AAGAACATGAACGTGGGCCGCATCAGTCCTTAAAGTTCTGCTGGAGCGAGACCAGACTCA
ATCAG
>AU243215 ID   AU243215   standard; mRNA; EST; 709 BP.
CCTCTAGCTAGAGCAGATTGATGCGACAGACTACATAAATGTCAATCTTATATGCTCTGC
CTCACCTGGAGCTGTCAAGCTTTGTCTTAACACAGTGAGAAGCTTCTGCTTTTCTTTGAT
TCAGTGATTTGTATTTTATCTATGGATTTATTTGTCATTATTTTGGTTTAGTCTCAGTTC
AGATCTTTGTCTAAAGACAGCTGAAATATTCTTTCGTGAACTCCTGGAACCCTGATTAGG
AAGTAGTGGTAATATTTACTAAGTAAATGGTTTCAGTGGAACCCACAGCAATAAACAGTA
ATACATCTATACAATTTTGATAGAGATTGCGTTTTTTTTCTCTTTCATGAGTTTTCCCTC
AAGTACTAGAGCAAAATGCTTTCACACTGATGTCAGTGTACAGTAGGCAGACTTCTCTCC
TGGGTAACATTCACTCTGTGCTGATTGGTCCAGCAGGGCTAACTTCTTTGGGTAGTCCGC
CTGTATTTTGCAAATATGAAAGTTTCCCTGATTCTTGTAGATACCAAACAGGGGAATACT
GGGAATACCAGAAATGAATCATGGTATGGTTCAGCAGCTGTGTGAAAACAAAGATGGATC
AAAGAGAAAAAGTTAATTAAATAGGAATTTTCAGGAAAACTTGAATCACCAAAATAAAAA
TCACAAGAGGATCTGGTAAGCATAGATAGTAGAGCAAAGAGGTGATGAT
>AU243216 ID   AU243216   standard; mRNA; EST; 216 BP.
TCAATACCTAGTAGATCCTCTGCAAGCTTCTCTTCTCTTGCTTCTTTGGAGACTTTGGCT
AATGGAGCTTTTCTTTGAACAAGCTCAAGCACCTTTAGCACAATACTGGTAAACGCCGTC
CTTGAAGCGCTGGCTTAAACTGACAGGTGATGGATGCATTCGGTCAACTTCATCAAACAA
CTGAAAATTGAAAAAAATTAATCATTCACTTTAACT
>AU243219 ID   AU243219   standard; mRNA; EST; 607 BP.
AGGCATTTGGACTTAAAAAAATGCAGTATGCATGGATGTGCAGTGCTATTTTTGTCCGCT
GTCCTTGGTGCTGAATCCGAACGTGCCTCTCTTGGGGAATAGTCTTCATAGATTCTCACC
ATTTGCAGTCTGACATGTCAAAAACTAGTGTGGACATTATATACTTCATTTATTCTATTA
ATCTTCTCTCTATATATTAATTATTTAAGTTCTTCTTTCCCTGTTCCTTCTTCACAGAGG
CAACAGCCTGTCATGTCTCCCGCTTCCCAGTCTGCTCAGCCTCCCTTAATGCCTAAACCA
GTGCCTACTACCCACCACGTGCCCTGTATCCCCCACACACCTCATGTAGGAGCTCTGGCC
ACCTGTCCCAGCCGAGGCAAGATTGCCAAGTTCATCAGCCCTGAGGAAATGACATCACGG
GACTACTACTTTGACTCCTATGCTCACTTTGGCATACACGAGGTAGGCAGATTAGGCTCC
CAGCAGGAGGTTTGGTATGATCAGAATAAAAGAATGATGCCAGATGTCTCCTGCTAACTC
TGCCAAGAACTTTGAACCGTAACAGCATGATTTTCTCTGCTGATTTTAATTCACGATTTC
TACTGAG
>AU243220 ID   AU243220   standard; mRNA; EST; 350 BP.



GCTCAGTCGAGCGGCGTTCTGGACGGACGGATCGGGTGAACTGCGGGACATGAAGCGTAG
CTCCATGCAGATTCAGCTCTGCGGCGGCGACCGTCCTCCTCATCTATTATTGAGGCCAAA
GCTCGCCCACGTTCAGCACGCGGCGCCAGCGGCCCACGGCAAGGACCCACTTCCACCTAA
GGCCAACGTGTCGTTAATATTTCATACCTCCGCTCGCTCCATCCGGCACGCAAAGGGAGA
GATGGACCTTCATCGTGAGATGACCCGCAGAAGGAGGACGTCACTGATTTTGGTCCTGAA
GCGAGTGGCGGGAAGCAGGAAGCCGTCTCGCTTTTATTTTGAAACTACGC
>AU243222 ID   AU243222   standard; mRNA; EST; 197 BP.
GAAATACTGGTTCAACTTTAATAAAATGAAGGCTTAACCCTCAAAACAAACAAAACATGG
GTCTCTATATCTTGGTTCTGTGTTCTTCCTCTTAAATGGAAAAATATAATAGGCACTTGA
AACAATTGTAATTTCAAAACTTAACTGAACATTCAAAAACTGTTCTTATACAAAGAAACA
CATGAAAAAAAAAAAAC
>AU243223 ID   AU243223   standard; mRNA; EST; 468 BP.
GTGTTTGCATGCAAAGCATCAGCAAGTGGGAGACGCTGTATGATGACTCAGCACAAACAG
GGGTCTGCTGGGGCCTACACGACCTCATTCGTCAGGCTGACGCCCGCTTCAGTTTGTGAA
TCACAAGGAGAAAGAATAGATAGCGAGGAGGAAGAAATGTAAAGTGAAGGACAGCAGTGA
GGTGAGGAAAGCATGGAGAGGAACAAATGTGAGAGGGGGGTCACAAACTAGAGGGGGGGC
GGCGGGGGTAGATAAACAGAGACAGAAGAGAAAGAGCCTCCTCACTTTGGTAACAACCAG
TGAACACCACAACGGCACGAACATCCATACCGCTGAGCATGAGTGTGTTATGTGACATGA
TTCAGCAAAAAGACGGCATCCATCTTTTTTTGCTTCTTCCAGTTCTTCCATAAACACACA
CATGGTCTGACAGGCTTTCCTTGATCCCACAAACGTGGAACATATACT
>AU243224 ID   AU243224   standard; mRNA; EST; 201 BP.
CCCCGACAGCGGCGCCGCTTCGGTCTCCTACAGACCCAACCAGCTTCCACCAGAGAACTC
GTCTTTCTTAGAGAGGAGTTTTGTGTGTCGCTTCCGCTGCCTCCTCGACAACTCCTCAGG
CTTTACGGTGGGTTCACAGTCCAGGCGGTTGGAAGGTCACTGCCATTCAACCAGTTAGAA
GCTTTTTGCTCAGAAAAGTGT
>AU243225 ID   AU243225   standard; mRNA; EST; 427 BP.
CACTTGCTTTTTCTTTAGAAGGTCTGGACGGCTTTAAACTGGAAGCGACAAAGAGACAAA
ATATCAAAAAAATCCTCCCTCCTTGCTCTATTCAGTGTTACTCCAAGCGGAGAAAAATTA
TTTCTCCACTAGTTTGAGCTCCTGCCACTGAAACGAGACCCAGCAGAGCAGAGAAGTCAG
AGAAAACAGCACGGAGAGCTGAAACCATTTTTTTCTGAACTGAGCCGAGAACTGTAATCA
AAGCTGAAATGTCTCCAAAACTCATGACTCAGCGTAATTCCAATTTGAAGCTTTTATTGC
CATCCTTGAGAAAGTGAAGGTGGCTGATAAAGGGTGTTGTGGCGGAAAAGTCAGACAGAC
GGCGGTTACATGCAGGCAGCATAGTTAAGCAGTCTGTTACCTGGGGCAGCATGGGGCTCA
TCTGCAC
>AU243227 ID   AU243227   standard; mRNA; EST; 475 BP.
TAAAGTAATACAAATATGTGCTTCCAAACGTGTAATGTAAGCAACTACAGGNAGNAGGAT
TTGGTCAATAGAAAAAGAACACTAAAGGCAATAGGAAATTCTGACTATGATTTAAAACCT
TACCTATTTGACAATATATTCAGCTCAGCACTAGTGGTTGGAATCGTTTAGTGGTTTGAG
GCTTTTAACCTGGAGAAGATCTCTGTAGGCAAAACCAGCCATCACTGTGACCAAACAGCA
AAACTGATCTGTGGAATAGAAGACTTCACCATAAGGTAAACACTACGGTACATTCCAAGA
AAACAAATGCATCCACGTCAAGTGCATTGTGTTCGGTAGGTGGAGAAAAGATATCCAACT
GTGGTCCTAATAACCTTGAATCCCATTTCCAGACATAATCTCCTCCAGAATATCATCTTT
GTTCATCCAAACAGCCCCAGCTTTTAAATTGATTAGTAGAAATATGACAAATCAT
>AU243228 ID   AU243228   standard; mRNA; EST; 473 BP.
TACCATTAGGATGACATACTGTCACTTTCTTTTTAGGTGTGCAAACCAACAAAACCAGCA
AGGGATCAACTACGTGTTTCCTTCAGCCACTGTATATGATATAAATCCTTTGAATATATG
ATGGAGTCTTCCTCTCTCACAGGAAATAGAATCAGCTGCGGGACTATCCAGCAGGATGAA
GGGAGCTGGGGGAGTGGGAGGGAAGTGGCAACAGCAATCTGGCCCCCCACTTCCACCTGG
AGGTCAGTCACAAAGACACTGTATTCAGATGTGCTTGGCTCCCTGTCCTGCTGTTATTAC
ACAGCCACACTTTGAATCTGACATGAATCAGATGTGTTTGTGTGTTAACAGCTGTGAGAG
TCCTTCCTGTGGGAGGCGTGATGTCGCCTCCTGTTGCTGCAGTGGCCCCTGTAACATCTG
GNTTGTATCAAGTGTGATAAAAAATGTTGGGGGGACACTTAGCAATCAAACAT
>AU243229 ID   AU243229   standard; mRNA; EST; 469 BP.
ATTTTTCAGCCGAGAAGTCAAATATCCATCTAAAACTCAGATTCATTTATCTTTTAGTCC
AATTCCTCTTGACACCCAAGTCTGTGGCTTGTCTATACTGCCAGACTCAAAGAGGGAGCG
ATCTGGTTATTTCTTTCCGATCGATGTTGCTGCGATGCATTGGCACGCCAATCATTACGG
CTGTCTCATCCAGTGCAAGGAAAATCTTCAAACCTAAGAGTTGCACAGAGGGGCCTCGCT
GCCAAGGAGCTTGGCAAGCGCTCTCAGGGCGATCACAGGTTCAGAGTTTACTGTCTTGGG
GTTGGGCCAACAGTCGCTACAATGTCACAATAAAGAGGAATAGAAAAAAAACTCCCACTT
TGGGGTGGAGGGGAGAGCCTTTTAAATCAGTGACAATCATTCTATACAAAAAAAGCAATT
GGCTCAATCTAATAAGGCCGCTCTAGCAAACAAGTGTGCCAATGATATT
>AU243233 ID   AU243233   standard; mRNA; EST; 279 BP.
GTTGTGTTGGTGTAGTAGCAACCAAAGNAGGTACATGGNACCCATTTGTCTGCATGTGGA
TGCATCGGAATGAAGCAGAGCAGTAAGCTGGTGTCCCGCCCAGCGTTTGTTCCACGTCAC



AAATAAGCCCTTTTTTTCTAACAATATTATTGGCCCGAATCCCAATTCTTCCCCTATGGC
TTCTCCCTTCCCCTCCAGTTGTGGGGGCAGCTGTAGTGCAGTGTATTTTATTTTTCCTAC
CCATGATGCATGACAAAAAAAAATAAGCATTTGTTATTC
>AU243234 ID   AU243234   standard; mRNA; EST; 454 BP.
CACAACAGTACCATAACAGGTATGTGGTATTTTCAAAGGATGTTTGAAAAATTTGGTATA
TTTTGGAGGCGCAGGGCTAAAACTAACAGATGTATTACTTATCTGGTTTCGTGTATTGTG
ATAAAATGCTTCTGCTCCAAACAGTCTACATTATCTTTATTGTGTGCCAAAAATATGTTT
CTGAGGATCTTTGCTGTCCCATATTACGTGAAGGAGGAATTTACTGGTTAGATGTACAGA
AATGGTAGATAACAATTATTATTTGTTAAAGATAAATTGGTTTTATGGATTAATTAAGTC
ATATAAGACAGTGAGGGGTGAGAAATACCATCTATGCCATCAGATGAATGAGCTCCACCG
CGGCCAATCCACAACCCAATTACATTCTCCAAAAAGCCTTTGGCAGCCCTGTGATTACCT
CGAGAAAGTGCTAGAGTTAGGAAGAATCTTAATA
>AU243235 ID   AU243235   standard; mRNA; EST; 354 BP.
GCAAATATTCTATAGCTAATTAAGCTGTTTTTGTTGTTGTTGTTGTTTTTTTTGTCATTT
TCAGAGTCTAGCACTAGCATGGGACAACAAGATAAGGCATCTCCAGATGATGGACAAAAC
AAAAATGTTGAGAGGCAGCCTGTCTCCAGAAAGAAGAAACAGAAGAATAAACACATAAAC
CAGGAACCAATTGAGTCTTCTGAATCTGAGCCTTCCCAACCATCTACCAACACCCCAGTG
AAAACACTAAAGCGAAAAAGACAGGAAGACAAAGAGGAAGAAGAAACAATAGAGTCGAAG
AAGATGAAAACTCCTCCAAAAGGTAAATAAGCTGACACAGACCTCATGGTTTTC
>AU243236 ID   AU243236   standard; mRNA; EST; 133 BP.
TTTAGTAGACTCTTTAAAACAAATAAACCTGATCTCTCAACACCATCTGTCTTCCATGCA
TTGTAAATGAGATAAAAACTGACACCGCTCCACGTAGCTATCAGGCTAAAAATATTAGCC
GCTCCAATTATTT
>AU243237 ID   AU243237   standard; mRNA; EST; 440 BP.
AACCTGTTCCCACCCCCCAACCACGACTACGCACCGTCCTGACGCGGACAGATCTGCATC
CACAGTAACTGTCCCACAGTGGAACTGAACATGGACCCCCCCCCTCCAAAATCACAAAAG
AAATGTAAAGATTTCAGCAGAAGAAAGCAGAAAAACTAAAGTTGTAAACCAGAATGAATG
ACAGAGATTTGTTTGTTTGGACTACACTCAGGCAAATGTTTCCAAAAGGGAAATGGTTCA
ATTTTCCGACACATGAACCTGCAGTGTTTAAGGTCAGTTATCAGGCGCCACAGCAAAGAA
GTCCAATTCTATGCAGATGATGTAATGCTATACCTCAGTGTTCAACCCAGTTAACGTTTT
CTATAATTATCAAAAACTATTGTCTGTGTATTTGATCTGTTAGAAACACAAAATCATTTA
AACTAAATAAAACTTGCCAC
>AU243239 ID   AU243239   standard; mRNA; EST; 156 BP.
CAATGCAACCAACCAACCAATCAATNCAATCAATCAATCAATCCACATGAACTAGTGCCC
TGCTTGTTTTGCAGCTAACCCTCCTGGTTATCAGGACTCAGATGTGTTTAGTGAATCAGA
CACAAAAGCTTCTTCTTAAATCAAAAAATAAAAAAC
>AU243240 ID   AU243240   standard; mRNA; EST; 271 BP.
ACCTNAACTTTCCAAGTTTTTCCAGTNNANGGTGAAAAAAAGACCAATAAAAAGCTTGAA
ATTGAACAAAATTGAGTAAAAGGTTGTCAGAGGTTAAAAAACGTAAGTATCTAAAACCAA
AAAATGAAGTACATTTCAGAATAAGACAAAAAGATTCTTTCCATGGAACACAAATAGATT
AATAGTTGAAGCTCTGTGTGAAAAAGAGGTTGATCAAACCTTGAAATTCATTCCTAGAGG
TTTCCCAACTTTGCTATTCAAGTGCTACCAA
>AU243245 ID   AU243245   standard; mRNA; EST; 35 BP.
TCTCACAACGATTCGGTTTTTTAGNACTTTCGTGT
>AU243246 ID   AU243246   standard; mRNA; EST; 240 BP.
CAAATAGCCTTTACCACACACATAAAATTACACTTAGNAATATTTCTTCACATATTTGGA
TTATTGAGATACTGGTGTCGATTTAGAATTAATGAGTTGTCTGATGTAGTCCTTGAAAGT
CTTTCCAAAAGCACTTTCGGTATTATGCTGTCCATGGTTCTGAAAAAGGAAGCGAAAGTC
AGTCTAAAATTTATTGTTTGTGACTGAAGTTTTTGAGACTTGATTGATTGTATTTAATTG
>AU243249 ID   AU243249   standard; mRNA; EST; 320 BP.
AAAATGGNATAACATTAGTTTTAGAACTTTAAAAAGTCATGCTAAAACAAAAAGTCATGA
TAATCATTTACATGTAAATTGCTGTGCTTCAGTGCACACTCACTTGAAGAAATGCGTTTT
TCCTCCACAGCACAGCGTGACGACACAGATTACCATCGCCACGGAGGGATACACAGCCCT
CTGCCGCGAAGGTTTCCCTTTCAAAAAAAATATTTCGAACACCCCAATCCCTCCGAATGC
CCCTATAATACGAGGGATAGGGAGAATTCGGATTCGGTCCCTATCGTTTTATTTTATCAA
TTCTTTTGTTGACTCCAATA
>AU243250 ID   AU243250   standard; mRNA; EST; 147 BP.
TTCATATTTTCATAGTTTGGTAGTTTGGCTTCAGCTGAGTATTGTAAAATTAATCAGTAT
GACAAATCCTGCCTTTTCTTCCTTTTCTAGTTGCCTTTAAAGACAAAACTCCCTCACACA
TTATCCTAAAAACAGTCCAAAAAAAAC
>AU243251 ID   AU243251   standard; mRNA; EST; 33 BP.
TTCTTTTATGACCAAAACATGAAAAGNATCTAG
>AU243253 ID   AU243253   standard; mRNA; EST; 470 BP.
ACCACGCCACCATGNACCGCTCCGGATGGCCAACATCGGCTTCAGGCACCACTATGTAAA



ACAACCAGCATCACCCTGAGCACTACACCAACAGCGACAAGAGGATGCCAGGCGTGTATG
TGGTGGAGGCCGTGGTGGACGGTCTGGCCTGCGTCTTCGAAAGAGTGAAGCCCCCGCACG
TGAAGGCCTGGTTGGGGATGTTCAGCAAGGAGAGGTTTCCTCACCCGCAAAACAAAGACC
TGGCTCGGATGGTGCTGGACGCGCTCCAGGAGTACATAACGGACGCCGACTACACCGCCC
TCGAAGCCTTCAGGGCCTCTGTGTTCGCCATAACCGGAGAATCCTGCCCTTGGGCGCGAG
TGTCCATGACAAGNCTGCTGCGACCACAGGNCCGCTTTGAGGGGCGAACAGNATNACTTC
GGNAAAAAAGNACCCTTCTNCCACGNTACCTTNCGAAAGAACCCCGGTGG
>AU243258 ID   AU243258   standard; mRNA; EST; 272 BP.
TGATGCTTTTACGTTGTAAATATGTACCTAAAGCGGTGGTGCTAGCAGCAGCTAGCTGGA
CGCCGGGCGGCGTGCCTTGGTGGTGGGATGAGAGAGGGACAGCAGCAGGGACTGAGTGGA
GGAGGTGGAGTCTGTCCCAGCCTGCATCTGGCCCGCTCCCCTTTCTGTCACCCCGGGCCA
AACCCGCCCAGCTCCTCTCACTCACTCTCCGCCTGTTATCCCGGACGACTCGGCCCGGAC
CCACGCAGCGGCATCCAGACCCCCACACACGG
>AU243260 ID   AU243260   standard; mRNA; EST; 464 BP.
TTCCTGGTTGGAACGCCAGGTGGGAGGAGCCACTCGTTTCCCACGTGCAGTCGATGGTTC
GTCTGTTCCCAAACTGCGTTTCCGTTTGAGCGTGTCCTCTGTAAATGGCGTGTGTGTGAT
TCGGATGAAACGACCACCACAGCTTCTGAGCCCTCATTAGCAGGGAATCAAAGAGGCGGT
TTAAGGCGGCGATTAGTCCTGCCGGCAGGACGGCCTCTGGACGCTCATTCCCCGACCCCC
GCAGCGGTGAGCCGCCTCAGCGCAGCCCGGAGGCTCACCCCCCCCCCCAGTTTNTTCAAT
AACCTNTATNTGTGGGGTTTAATGGCTGCCGCTGGTTGTTTNTNTAATGTCAGTCATTAG
CGTNTGGGCNCTTTGNTTTTNTACAGCTCCGTTGGAAANANAGGCGTTTATNTACACCGT
TAGGACANACNCTGGCGGTAGCNACTTNTGCCTCAGTCAAACCA
>AU243261 ID   AU243261   standard; mRNA; EST; 458 BP.
ATCAGCTGAATGAAGAGTTACAGTATCTCAAAAGGATGTCAACACTGAAGCTATTGTACA
ATGGACAATGACAATAAAAGCATATCTACTTATCTATCTAAAGCTCTATCTAAAGTGTTA
TTACTAAGTTTCATATGATAAAAATGGGTTTACTCAAGATGTATTGGCAGAAAATTGATA
ATGGCGCCCTCATATGCACCTTTGTTTACAGCTGACACATATCCTGTGGAGTGCTTGAAG
TGTGAGAGTGGGCGGTGGGTCTATAATCGGGACTTCACCTCTACTCCCTAATTATCTACA
TGATATGCAGGAAGGGTCTGAAGTCTTGATGCCATCTTTCTTGGTTTTATCGTCTAAAAC
GCACCTGCTTGAAAGACCATATCTCCTCCTCTTTCTCCTCCAGACGTCCCCTGGTGGTCA
TCTTGACGACCAGCCCCCACCGTCAAACATAAAGAGAC
>AU243262 ID   AU243262   standard; mRNA; EST; 276 BP.
GTTTCAATGCTTCAGAGTTTTAAATGCCAGCTAGCTGCAGATCCTCCCACTACAGTTCAC
TGCTGTGACTGAAGGAGCATGAGGATGAGGTGCTGCTGTCCCATCACAGCTCCCCGCTCA
TGAAAGCACCGCCGCACTCCTCCCCTTCCAACGGTTTTGTGCCTTTCTGTTGCTCACCCC
CCCGAGTTGCTCCCTCGAAGCTCGTCTCCATCTGATGAAGAATGTGACATGGTGACTATG
GGGAACGGATGAAATAAAGTTACTTTCCTGTTTTGT
>AU243265 ID   AU243265   standard; mRNA; EST; 479 BP.
GTGAGTGTGACGTCAGCTATAAAAAATGACTTTTTGTTCCAACAAACTGAAGTCAACTTA
GTCACCGTTTTCTGTCGAAACTGTCAGTGAGCATTGATTGGTCAGAGTCTGCCTGAGTTA
ACATTTCTATGGCAAGTACTGTTGCCAATGAAGAGTGAGAATGTTAGAAGACCACACCCC
TTCCACTGAAAGCAGGCCCGTCAAACACTTTGAACGTTTGAGGCAAAACCACACGCCTTA
CTGAGGCATCTGATTGGCCAGTTTGTAACTTGAATCATTTGTCCTGCAGCAAAAATAGAG
CTTGTTATAGAAATAAATAAAGAGCTTGTTAAAGAAAAGCAAGAAAGAATTTGGACAAAT
ACACTGCCTGAGTAATAGCTGTTTATTCCTCTATGGAGGTCTATGGGATTTTGGCTTCTT
GGATCCAGTGGGTACTTCCTGTTTGGAACGCCAGGGGGGAGGGGTCACTTAGTCTAGTC
>AU243266 ID   AU243266   standard; mRNA; EST; 164 BP.
ACACAAAAACTGCTTCNTTTCCGATTCCAAAGAAAACTAAACCCAAACGGTTTAAAAACT
GTGAAATCTGAATCAAAAAGGAATATTTTATGCAACTTTTTTTAGTTTAACTCAAAATAC
TGTTACAAGTTTGCTGCTGGGATAAATCTGTTCATTCCAGAAAA
>AU243267 ID   AU243267   standard; mRNA; EST; 197 BP.
ATGTTCTGTTCACATGCTAAGTGTTTGCTCCTTGTGTGCAGGCTGGCTGCTAGAAATGAA
GAAATTAGATTAGTTTGTGAGTGCACCTTACAGTCAGACAACTGGCACTTGCGTATAACA
TGGAAATCCCTTGCATGCAGGAAAGGATGCACCTTACTAAAGACTAGAGTGTGGCGTAAG
GACACCATGCGACAGCA
>AU243272 ID   AU243272   standard; mRNA; EST; 489 BP.
TAAGCTGGGTGCAGCATTTTCTCTTAAATGAAAGGAAACTAACCCTCGTGGTTGAGAATT
CACTTGTTCAGGTCCACCAAACGAATGATGCGATCACAAACCAGCAGCTTTTCTCATCTG
CACCACAGTTATAAATATTTATGTCAATCAGTGGTGTAACATTACATCTGCTCCGTGGTT
TGGGTCAGTAGCGACCCTGGAGATTCATTTCTGCTGGCTTTAGTTTCCTGTCGGGGTGAG
TTTGATAAAAATAACCAAAGAAATACAATTCAGTATTTTAATTTCAATTATTTTATTTGA
TCACATAATGTATATCTGTTGTTATGCTCTTGTCTCCCCTAAATAAATGTATTTCAAAGG
AGGTTTAAAAGTAAATGAATACTGGATATTTTATTTGATCACATAATGTATATCTGTTGT
TATGCTCTTGTCTCCCCTAAATAAATGTATTTCAAAGGAGGTTTAAAAGTAAATGAATAC



TGGATATTT
>AU243273 ID   AU243273   standard; mRNA; EST; 382 BP.
ACAAATAGCAAACATGAAATTTAATTACATTCTTTCTGAGGTGATTAAATATGATATTTT
AACTGGATAAATGTAACCAATACAACCATCATGAACCACCAATAGAAGCTTCTTATTCAC
AACATTTTGCTTATAATTAATTTGAAAGGATTTACTCAGAATTCAGCTCTGACTCCCATT
TAGATGTCATTTTGTTTATTTACCCATAAACATCTTGGACTGACATCCCCATTTCCTCTT
TGGAATGGTTCAAACTTGTTTTGTAATAAACTTTGCTAACACAGTGCTCTTCATCACTTT
GCATACAGTTAGAAGTGCCTAAATCATGCCTGATCTTGGTTTGTCAGCAGCACACACAGC
AACACTGAAAGCACACGGTCCC
>AU243277 ID   AU243277   standard; mRNA; EST; 137 BP.
TGGTCATATCCCCTTTCCTCATAATGTAACTAACTTGTCCATACAAAAATCATGTGAATG
ATTAAATGATTAAAGACAACACGACAAACAAATTTTGTTCCCCCTTTCATACAAACCTCT
GACAAACCCAACTTTGC
>AU243279 ID   AU243279   standard; mRNA; EST; 342 BP.
ATCCCAGTACAAATGTNCAAATCACGTAAACACAACAGCAGCATCACGAAACACAACAGC
AAATACTGAAACACAACAGCANATCACGAAACACAACAGCATATACTGAAACACAACATC
AAATCATGAAATACACATCAGCAAGAACTGAAACACAACAGCAAATACTGAAACACAACA
GCAAATCACGAAACACAACAGCAAATACTGAAACACAACTGCAACTCACGAAACACAACA
GCAAATCACGCAACACAACAGCAAATACTGAAACACAACTGCAAATCACGCAACACAACA
GCAAATACTGAAACACAACTGCATATCACAAAACACAATAGC
>AU243281 ID   AU243281   standard; mRNA; EST; 236 BP.
CATCAAGGAGGGCGATGAGTGGAAGATGGCTTTTAACACACCCATTGGCCACTACGAATA
CCTAGTGATGCCCTTCGGCCTTACTAACGCCCCCGCCATTTTTCAGAGACTTGCCAATGA
TGTCCTCCGCGATTTCCTTAACCGGTTCGTGTTCGTCTATCTCGACGACATGCTCATTTT
CTCCCGCGATCCTATTCAACACGAAAATCACGTCCGTCTCGTCTTATCCAGGCTTC
>AU243282 ID   AU243282   standard; mRNA; EST; 503 BP.
CACAAGTCATCTGTTATGTCATCTTCATGCCTGATGAAGGCCTGTTTTTCCACCATTGAA
GCGAGTTTAGTTTAGATCTTCTCCGCCCTTGACATGTATGTCTGGATTGGACAGTCCCTA
CAACATCATATACAGTCAGGACCATCAATATTTGGACAGAGACACATTTTCTTTAATTTA
GTTTCTGTACATCACCACAGTGACTTTTAAATAAACAACTCAGATGCCACTGAAGTGCAG
ACTTTCAGCTTTTATTCCATGGGTTAAACAAAAAGGTTGTATAAAAATGTAAAAAACTAA
AGCATTTTTTAAACACAATCCCTTCATTTCATGGACTCATAAGTAATTGGACAAATGAAA
TAGCTAAAAACAAAATGATCAATACTAATATTTGGTTGAAAACCCTTTGTTGGCAATGAC
AGCCTGAAGTCTTGAACTCATGGACATCACCAAATGCTGGGTTGTCTCCTGAATGCTCTG
CCAGGCCTTTACTGCAGCAGCTT
>AU243287 ID   AU243287   standard; mRNA; EST; 560 BP.
TATTTTANTAACATTGGCTTTAACGCACAGAGTTCAACTGAATCCAAGCTGTAAAAATGT
TTGAAGAAGCAGCAGAGGTTTTGTTAGCTCCCTCTAGCCTGAGCATCTCATACAGAGAAA
GACTAGTTTACACCCGGCACAGCATTTCTGGTAGCAACAGCCTTGAAACGGTTTGTGCTG
CGTTTGATGCTCCATGTTTGAAGTCACAACCCCAGAGACCAAAATCTCAGTTCTGACTCA
CCAGACACGTTGGTCGATAGATTAAAAAAACCTACCAACCAAAAGATTTCATTAGACTAT
AGTTGTTATTTTAAAAATTGATGTTAGGTTAAATGCAAACAGAGAGGAAGTCGCAACATA
ATGAAAACACCAGATAAAAACAACAGTTTCTTTATTCCAAGGAACTCCTGCAATGATTTC
TAATCAATCTTTCCCTCCCCTTTTGTTTGTCAAATTCAAACATGTTGAGAAAAACAAGCA
CAGATTTACTAAAGGGGAGCAGATTGACAGAAAAAGTACTTTTTAACCAATTCTGCCTCC
AGTTGATTCATTTTTACATT
>AU243288 ID   AU243288   standard; mRNA; EST; 134 BP.
CTTAGATAGATAGATATTCTTTATTGATCCCACATTGGGGAAATTCAATTGTCACAGCAG
TTCCAAAGAGCAGAGAAAAGAAAAGTGACAGCAATGTGCAAAAGTGAGGGGTGTTCCCAA
ATGTGCAAGTATTC
>AU243299 ID   AU243299   standard; mRNA; EST; 571 BP.
CATGTCACTGGGAACATTTATTAATGAACTTCCTGATGAAAAGGTGAATAAGATCGCTGC
AGCTTTTGCTAAACTGCCACAGAAAGTAATCTGGAGTTACAAAGGCAGCAGACCCTCCAC
TCTGGGCAACAACACTTTAGTGGTGGACTGGATGCCTCAGAATGACCTTCTAGGACATCC
AAAGATCAAGCTGTTTGTGGCTCATGGAGGAACTAATGGAGTCCAAGAAGCCATTTATCA
CAGAGTCCCAGTTGTGAGTCTGCCAATATTTTACGACCAATATGACAACCTTCTTCGTCT
TCAAGCAAGAGGAGCAGCTAAAACAATTACAATAGCCACATTGGACAAAGAAGACAGCTT
CCTGAAGGCCATACAGGAAGTCCTGACTGAACCCTCCTACAGGATGAACATGCAGAGACT
CTCCAGGCTGCACAGAGATCAGCCAGTGAAGCCGATGGACAAAGCCCTCTTCTGGATAGA
GTTTGTCATGAGACACAAAGGTGCTGCTCACCTGGTTACTGAGTCAAACAAGATGCCCTG
GTACTCCTACTATTCTGTAGATGTAGTTGCA
>AU243301 ID   AU243301   standard; mRNA; EST; 559 BP.
GAGCATGGTGTCTGAATTGCTTTTAAAATTCAGGGCACTACATAGTGCCGCACTATATAT
TATTTTTGTAGTTAGGGCGGGAATTCGGACACAGCCTTGTAGAATTTCTGTTTTTGGCTA



ATGATGTCTGGGCGCCATCTTGTCTGCAGCCAGGTGCCCTTCGTTCTGTTTTGGACACAA
ATCGACAACAAAAAAGAATCAAAAGTGAAGTGAAGGAATCTGGATAAAAAAGAGGAAGCA
GAAAAATGGAGGGAGGCCTTTGCAACAGCAGGCTGATGAGACGAAGCGGGACAGAGAGAC
CAGAGCTGCTCCCTGATCAAAGCAGGAGCTGCTTCGCACATGCTCACTGTGACCCATCCA
ACTGGGGGTGACCAAGCATGGCTGAGAGGTTACCATGCTGCGGGTCCTGGTTTCATCAAG
TGGCCATGGGAGTCGCCTCCATCCAGCCGACCCAACTCCCGGCCTGCAGCGGGACATCCA
CGCTCACCCCCCCAGCCCCACGGGTCGGGTTTTATTGTGTGAGAAGCAGCAGCGTTGGCA
GTCTTTGTTTCTAGATGTG
>AU243302 ID   AU243302   standard; mRNA; EST; 226 BP.
GCAAATATCACAGTGCCCTGCAGGGCCTCTGGGACACAGAAGCATCTTTCTGTTACCGGT
ATGAGCATGATGTTTCCTGGAGGGCCTGGTATCCCGTCCGCTCCATTGAGGCCTGGTTGC
CCCGGAGGACCCTGTTGGGTGAGAAACAAGAAACGCTAGGAGACATGTTGCGGTGTGTTC
GGTCAATCACTCAGCAAATAACTCATACCAGCTCTCCAGGGTCTCC
>AU243303 ID   AU243303   standard; mRNA; EST; 313 BP.
CTTGTTTGGTATTTTGGAAGAAAGCCTCTTAAACCTGCTGCTTTGCAGCTGGAGCCCGAC
CCTTCCACCATCCTCACCAACAGTTAAAGGCCACCAGAGATGGACTGAGCACGGTCTGCA
GCAGCACACAGAGGCATGCGCACATCAGCAGTGAGGACGATGCGCTGCAAGAAAACTTTG
TGTCATGGCTAGAGTCAAGAGGATGCTTTTTCTTATTTTTGCGTTATTTCAAACAAATAG
AAACTAAATATACAGTTTACATAAGAAAAGACTTTCTTAATTGAGCAATAAATTCAAAAT
TTTAAAAAAAAAC
>AU243305 ID   AU243305   standard; mRNA; EST; 285 BP.
GAGAGAACAGGCTAACCTGAAGCAACAACTGAATACAAATCTGTGAATACAGATCAAACT
GACAGGCCAACTTGATTCTCAGGTGGCTGAGCTTTCTGAGCAGATAACAACACCTGTGGA
GTCTGCAGATCAAACTGAGGGTTTGCTTGAAGACAGTGTCCCAAAACCGGAAAGATCTGA
AAACGTCATAAAATAAACATCATTGGAAATTGAAGTTTCAGAGCCAGAGTTGGGTTGTGA
ACAAGTGTTTCTACAGCCTTTCAAAAAGCGAAAGAAGCATAAAAC
>AU243308 ID   AU243308   standard; mRNA; EST; 163 BP.
ACGAGACCCGCTCCATTGGCTGTCCCTCTCCCCGGTTACCCAGCAGGACCGCCAGCTGCC
TGAGCCTCGCCACTGAGTCCGCAGACCAGCTTCCACGACTCAACAGCATCTCCTCGGATA
CTGCAGAAACAGTCAGTGGGACAGATTTGACTCTGATGTCTCC
>AU243314 ID   AU243314   standard; mRNA; EST; 441 BP.
GTGCACATCACCTGTTTGATGATTACTGTGATGTTGGCGGTCCGGACACATGTTGTATCC
TCCCCCCACGCTAACTGAGATCAGAGCTGATGTTCTGGTGTTCTGTTCGGCGTTTGGGGT
TCCAAAGATGTTTCCTGTAGCCTGGAGGCTCANAGGAATGTTCGTGGATTTATGGAAAGT
TCCCATGGTGACCTGAGGAGCGGGTCATGTGACCTCAAACCCCCCAGACTTTTCTTTGGA
TAACTTTTTTGAACAGTCACTATCTTTCTAAAGCTGATGAACAGATTTCTTTAGCATTTT
ATTTCTCACTGAAGTTTTGTAGTTCTTCTCTGAACATGTAAAGTTGGAGGAGTTTATTTT
TCATGTTTAGTCCCCCCCCCACGTACACACGTTCCTTCTCGTAATGGGGGGTTTGTTTAA
TGTCGATGCCCTCTCTTATCA
>AU243317 ID   AU243317   standard; mRNA; EST; 359 BP.
AAGAGCGCCAGACGCTCCTGGNAATAACATTGCAGAAACATAAGACGGTGATTAATCAAG
AGGGGGTTCTCATTAAATCCAATCAATGCAGGACTTAGTGTTTGTTTGGAAGAGGCAGGA
AGAAAAAAACACAAACAGGTTGGAGTTACTTCAGTCTTTGACTCCATAGAATGTATGAAA
TATACGTTTAAATCAACATTATTTTCTCAGCTTTCTCATGCTGCTTAATTATTCAAAGAA
TCTGATTCTTCAACGACTTGAACAGAGAATCTAATACATATTTTAAGTGAACAATGATGC
AGAATTAATTAAAAGATATTTGCATTTATCCCGATGTTCGAAATGTTTTTTAAAAAAAC
>AU243319 ID   AU243319   standard; mRNA; EST; 142 BP.
AGCGGCACGAACTTCGTTACAGTTTTTCGACTTCTGCTCCGCGGTGCCCGAAACGCACAG
CACGGCCAGCGGGCAAACGACACACAGCACCAACAGCGACTTCATTTCAGTGTGTGTGGT
GGAAACAAATGGATCAAAACAC
>AU243327 ID   AU243327   standard; mRNA; EST; 140 BP.
GAAACATGTCATGTCTAATTTTTGCATCACATGATTGTCTCATATATTAAGAAAATATAA
TATGATTGTAATATAAAATACGTTTTTTTTTAAATAAATCTATAATTAACAAAGATAAAC
ACATTAAAAAAAAACTCGAC
>AU243329 ID   AU243329   standard; mRNA; EST; 553 BP.
TTTGCTGCAGTGCCAGCCTAATATGTCAACAAGCTCCCCGATTCTACCAGTCCGACCACA
GTAAGATCACCCTTGTCATTAATTCTCTACGAAGTAAAGCTCTCCAGTGGGCCCAAGCTT
TTCTCTCTGCCAATCCCATCTCTCACCTGTCTTACGAGCGATTCCTCGGCTAATTCCGCC
TGATATTTGACCAACCTCGTAAACAGGAAGAGGCTACCCGGCGGCTGCTCGCACTCAAAC
AGCGGAACCGTGCTGTTAGCGATCACGTCATCGATTTCCGCTACCTTTTACATTTTTCTT
CTCTGCCAAGTGTTTTGCTTTTGGGAAGAATTTCCCTGTTTCAGTGTCTATGAATGGATT
TACAGATCGATCTTGGATTGACTCAGTTTGAATGTTTGTTTGTTTTTTGTCTTCCACATA
CTTTTGTACATACTTACATATAATGTTTATTGTGATGCTCACAAAAGATTTTTAAATTCT
AGTAGTAAAGTATTGCTTTTGTCTGTATTAATTATGGATAGAAACAGAAATAAATGACTT



TATTTAAAGATTT
>AU243331 ID   AU243331   standard; mRNA; EST; 525 BP.
CTGCTGGCTTGGAAACGCCTTGGCGCCCGCTGCTGTTTTTTCCACTTAGGAGTAATATAG
AGAGAACATTATTAGAATATTCTACCACATTGTATGGTCACACACGGTTCCAGCTTCCAC
GGCGTGCCTTAATTTCTGATAATGCACACTTCATCTGCCATTTTCACTTACGTAACGTAA
ATACAACCACGTACCATCACAGTGGTTTTTTGTTAGTTTTCCTATGATAACATCTACTGC
TAGAAGACAAAGTTTTCTCATGATAACACGGTGGTTAGAACATGTTATCATGAGAAAACA
GGCCCAAAAATCAAGGCAGGCCTTTAACAGTTGATTAACCTGATTACTAATATTGTTGAT
TATTATTTAAAGAAAATATGGTTCCCACGTCTCATCTGTTCAGCTACTGTGTTACTGTCA
GGTTCAATCCAGAACCAGAAATAATTTAAAAATAATGCAGTCCATTTAACACAACATGGA
GCTTTCTGTGACTGATTACTGTATAGCAAATGATTGCTTCATTAC
>AU243332 ID   AU243332   standard; mRNA; EST; 409 BP.
GCTTGAAATAAACCATTTCAAATTAAAAAAAAATCTTCACAGNATTTCAAAAGAGTCCCA
CAGCTGCTCACAACAGAGGACACACTGTGGACTTTGTCATTACCTACAGCCTGTCTGCTG
ATGAAGAGCATCTTCATCTGAAGCAGGAGACTGATACCTTGATGGAGATTCCTACTTATG
AGGAAGATGAAAGGTCCAGTGTGTCCAGTTGTGTATATCTGTGTACATCTGTCCACAACT
GTCCAGATACCACTTGTGTACACATTCCAATGTACACACCTGGAGCAATAGCTTGTGCTG
GTGGAACCACACACATGATCCATGAGTGATCAGTGACATGTCTTTATCAGGCACTACTGT
GTGTTGGTTTCTGTCACCAGTGGAATCAGCTCTTTCCTTCTCTAGAACC
>AU243333 ID   AU243333   standard; mRNA; EST; 532 BP.
AAACAGAAACAAAGACGTTTCTAGNAAGCAATGGGTTCCGGCTGGGATGGTGGACTGAGC
AGACGTCTCTCGCCTTTTGCCCCGATTTGCACGGTAGATGTCAGAATTTGAAAACTGAGA
GAGAATGCTTTTACTGGAGAACAGTTGCGCGTTGACTGTGTCTTTGTTTTGCAAGAAACA
TCTTGTGAGTTTATCTTTATTATTATTATTATTTACGAAGAAAACAAGTCCGAAGCAAGC
TCCAACTTTGCAGCCGTCGGCCATGATGTGCGAGAATGACTATTCACAGATAGACGTCGC
TTCCAGTACGAAAAGAAAACCAACAACTCCCACAAAATCTACCACAGAACCACCTTTGAA
GGTAAAAGCGGGACAGGAGTCTACTTTGAGATCTGATGATGCTGTTTTGGCTGCAATCGA
AAGGCTTACGTCCAAAATAGAAGACTTTGGAAGTCAGCTGCGTGAAAACACAATAATGGT
GGCAAACATCTCCCGGCTCGTTGAGATGAACGCGGCTGAAATAAAAGACTGC
>AU243334 ID   AU243334   standard; mRNA; EST; 550 BP.
AAGCTGGGGAGTTCACGCGAAGGGCTTTTCAAGCAGGAAAGCTGGGTTTAACTGAGGTTG
AAGGACTTGGGGATCTAATCCATGCAGAGACAGAGGCTCAGCGAAGACAAGCTCTTCGAC
AGATGTCTGGAGATCTGGAGCGCCTCTATCAAGGCTGGAGCCACAGACTGAAACGATGTC
TGGCTCACGTTGAGGCCTTCATTGACTTCAGTGAGGATGAGCTCATTGAGGATGGGGTCT
TAGAGCGAGTGGACAGCTCAGTGGTCACTCTGGTGGCAGAAATCGAGCGACACCTAAAGG
ATGAGAGAAGAGGCGAGCGGCTTCGCAGCGGAGTCCACGTGGTCATTGCAGGAGCCACCA
ACGCCGGGAAAAGCAGCCTCCTCAACACACTCTGCCAACGACCAGCCGCCATTGTTTCCT
CCATCGCTGGGACCACCAGAGATGTGGTGGAGACGGGGCTGGACATTGGTGGCTTCCCCG
TCCTGTTAAGCGACACAGCTGGCCTCAGAGACAGCACAGACTTGATAGAGCAGGAGGGGG
TTCGCCGGGC
>AU243335 ID   AU243335   standard; mRNA; EST; 620 BP.
CCCAGTCCGATGAAAACTATATTTTTGTTTTTTTATTTTTCTCATGAAAGAGAACATATC
TTAAAAAAAATCATCTTAAAATTGTATTTCTGACTATTTCTTTATTCAAATCATAGCTCT
AATATTGCTCGCCTTTTTTGTTACACCCATACTGTTAGGTTAGGGTTGTGAGGGGATGTA
AGCTAGCCGGAGAGAGTGTAAACAGATGGATGATGGGGAATCAGGGCGGGCTTACTCTGC
GGCGACAGTTCCGGGCCAAAGGAACTCCTGCTGCTCTGCAGAAACTTTGTCCTAGAAAAC
GATTGGTGATTGGAATGAGACTTCAATACTTAGCTCTTGCATAAGCTCTATAAATCACTG
GATTCTAGATATTGACAAAATCCAAATCAATGCATTATTTAAAAAGTTTTCTTCAGTTGA
GGCTTGTCTTTTTTCTGGTAACCCGCTTTATTCCACATCATTTCATTCCCTGACATTTGT
ACAGTCATTAAGGCCACAATTCCTCCTGGACTTTACTCTGCTGTCTCTTTATGCTGCCGT
CTGTCCGTTCGCTCCACTGCAGTTCTCACACTCAGGCTTTGATATCTTGACCTGCTCTTT
CACGCAATCAGATCCTGCAC
>AU243342 ID   AU243342   standard; mRNA; EST; 328 BP.
TTACATTAAAAAAAATTCAAATTCCTGAGTTCAAATCTTTAAACCAATTACCTTTTTTGT
ATGACTCTGAGTAAAAAGTATGTGACCCCCTTGAGTTTGTGAAAAACTAGAAAACGTAAA
TGAAAAAAAGAATCATTTTTATTCAGACTTTACAAGAGTTAAATCAACATTAAACGTCTC
TGAAGGACACGTTTATCAAGTCTATCCTTTCTATGACTGAAGGCAATGTTTTATTACATG
AAGGTAGCTGCGAGGGCTTTAGACCCTTTGATACCTTTATCATTGAACATATTTCATCAC
TACATCAACAAAAAGAATTTCAAATGCC
>AU243343 ID   AU243343   standard; mRNA; EST; 625 BP.
TATTTTATATCCTTTCTTGGGAACAAACTTCCCACTGTCACTGGTGGCCATGCTGTCGCT
AGCTGCTTCGTGTGTCGATTGTCGCGTGTCGCCATGTGAAACTAACGTTACGGAAGCTCT
GTGGAGCCAAAAATGCGCCACATAAAAACTCAATTTAGTTATTTTTGAAATCGCCCGTAA
CAAAAAATTCGAATTAATTCATTTGATCGATTTATCGCCCAGGCCTACTTACAGGCGGCT



GCGTCGTCGTTGTCCTCCAGGCTGAAGTACGGCGGCACCGGCGAGCCCAGGCCCTGGGGC
TGGTAGGTGGTCCCGGGGTAGAAGGAGTGCATGCGGTACTGAGAGGGCATGCTGTGGCCG
GACAGGCGGCCGTCGGAGGGGGGCATCTGCTTCAGACAGAGAACACAACCACTTAGCATA
CAAGGAGGCTAAAACTGTATCCAGGATGTTTCTCTGAGTAAAACTTCTTAGGAATGACAG
ATTTATCCTGATTTAACCAAACCCCACACCTGCAGAGAAAAGGTGGCAGCATCCGCTAGA
ATCGGAGAATGGAACATGAGGGCCAGCAGGCCCCACCTACTTTGATTCAGGCGTCTGATT
GGTCAGTTTATAACTCAAACTACAG
>AU243346 ID   AU243346   standard; mRNA; EST; 453 BP.
TATTTTTACAGTTGTTGTGAGAAATCTCTCAATAAATGCTGGTTTTTGAGGATTTGTGAA
TCCCCATTACCAGTTTTAGTCTTTGACCACGTTGACCCAGAAGTTTTCTGGGAGGGTTCC
AGACAACGGGTCCTCGGGCTCTCTAGTTACTAAAGCTGTGAGGGTTTTTGTTTGTTTGTT
TAGTAATATATCCTTGGTTCTTGTCAGGTTCTGTTTTCATGTTTTCCTCCTGTCAGTCAC
ACTTAGCTTCGGTTGTCAATCATTCACAGTCTTGATTTGTGTTTCAGATCTTCTGCTTCT
GTTGCTCTCTTTGGTTTCGTCACGTTAAAGTTTATGTCATGTTTATGTTTCAGCCTTTTT
GGTCTTCGTCCAGCTGTTCATGTTCATGCTTTAAGACCTATGATGTCACTGATATTCCTC
CAACCAGGTTTCAGAATTTTCATATGGCTAAAC
>AU243347 ID   AU243347   standard; mRNA; EST; 560 BP.
ACCTCCTGCTGGTCATGGGGACTATAAAGGCGGGAAAGAGCGTCGGGCTTAATGTTCCTG
CTACCGGGTCTGTACGTGATAGTAAAAGTAAACCGATCAAAAAAGAGACACCAACGTGCC
TGACGAGAGTTAAGACGCTTGGCGGAACGGAGATACGCGAGATTTTTATGGTCCGTCAAC
ACTACAAAAGGTTGATCAGCTCCCTCAAGCCAGTGGCGCCACTCCTCTAAAGCGAGTTTG
ATTGCAAGAAGCTCACGGTTGCCCACGTCATAATTCTGTTCCGCAGTGGACAGTTTGCGG
GAAAAGTAGGCGCACGGCTTGAGTTTCCCCGAAAACTCCTCGCGCTGGGACAAAACGGCT
CCGACCCCAGTGTCGGAAGCGTCGACCTCAACAATGAATTGGCGTTGCGGGTCCGGTTGT
ATGAGGATGGGAGCGGAGATGAACATACGTTTCAGTTGGTCGAACGCGGCTTGAGCCTCA
GGACCCCAATGAAAGGGTTTGTTGATGGACGTAAGCTGAGTGAGAGGGGCAGCGAGAGTA
CTGTAATTGCGAATGAATCG
>AU243349 ID   AU243349   standard; mRNA; EST; 616 BP.
TTATTTTATTTTAGTCAGTGGTAAAAAAAAAATCCTCATTTTTAGGTCTACTGTAGGCTC
CTTTCAGCTCATAAACATGTCATCTCTTCCTCAGGGGAAGCACTGGGTGGCTTAGATGCT
ATGCTAGACAGGGAGCTAGTGGACTGCATAATTTCCTCTGTTGAAGCTGATGCCGTCTCC
ATATGTGTAGACACTAGACAAGGCTTAAGTGTGATGGCTATGCATCATTATGCCTTGGAA
ATGGGGGGGATACAAAGTGCAGTGGCAGTGACTGGTTTATAGTTGACAGTTGGCCTTGTT
CTACATTAGTCACATGGAGTCAAATCCCCTCTCTTGACAGAGCAGGAGATCATATGCCAA
AGAGTTCAGTAACCAAAAGAAAATAATTCATGAGTCACACAGCATTCAGATTTAAAAGAA
AACTACTTCATAGCTTCTACTGCCTTGTCAAATCCTATTTTAGGAGAGACTGTAATCATT
ACTTTGTATCTGTTCTATTTGACCAAAGTCAAGTTTTTTATCAGCACAACATTACAGGGC
TTTATCAAGCAATCAGTTTAATGATTTTATAACTAATAAAGCATTCAGATTCTGCACAAA
CATAATCTTTGTTAAT
>AU243350 ID   AU243350   standard; mRNA; EST; 482 BP.
GTTTGACTCAAGGAGCAAATGCAAATCAGCCTAATAACATGGAATCTGGGCCAAAACACA
CTAAAACTTTGACTCAAATCTTCTAAAACAGAACATTTTGGAGTATTTTTTTCAAGATGT
GTGGCTTTTGTTTTTATTTTAGCGCCGGTTGCGCCGATGGGTTGATGTCCCTCCGGCCAA
AACGCAAATTTAGAGAAATGCTGCGTTCGTGCGGTGCTGGAATAATCGGAAAATGCCCGT
CCAGTTTGGAAAAAAACACACACGAACGTCTGAAAAATGGGAAATTTTCCACATGAACTC
TCTCCTGCTAAAATGTTAGTTTATTTGTAGAGCACCAGAATTACTTGGAAAATAAACCAA
TAGCAACAAATATCAATATATTTATCCCAGTTAAACCAATAAATGGTTGAACGGGCTGCC
CCCGCCCCTGTGTCTCAGCTTGGGGGTCGCTCGTCGTCACGGCTCTTGGGGAAGTTAATG
AT
>AU243353 ID   AU243353   standard; mRNA; EST; 401 BP.
CATCCTGACCAGCTGCACCATTTGTGGTATGGTGCCTGCACCGCGTCTGCAGCACATTGT
GAAAACAGCTGAGAAGATCATCGGTGTCCCTCTCACTCTCGGACATTTATTACTCCCCCC
CCACGCAAAGCCATCCGGATTGCAGGGGACCCCTCACACCCATCCCAGAGACACTTCAAC
CTGCTGCCATCAGGGAGGAGACTGCCAAGTCTCCAGGCCAGAACCAGCAGACTCAAGGAC
AGTTTCCTCCACAACGGGGTAAGGAAACTCAACTCCCTCCCTGCCCTATCCTATCTGCCC
CCTCCACTCCGTGCTGCAAACTTACACATGAACCCTTTCACTCCTGCATCAGAACATCAC
CTTCACCAAAACCTGCCATCTCTGACTCATCCACTTACTGC
>AU243357 ID   AU243357   standard; mRNA; EST; 348 BP.
CGAGGACACAGTTAGCTGAAATATTGTCAATTTAAATTACTGTATATGATCAGTTTTATG
GGAAGTGACTAAATGGCGCATAAAGTATAGAGAATAGAAAGCAGTTATAGCCTGCAGGTA
ATCAAAATAACTGACACTGTATTTGCAGCATCTGCATCAAATTGTTCTGAATTTTAGAAA
GTAATTAATAGTTATGCTAAACATAATGTCCCTTATAATGTCCTTTACTGAACTGCAGAT
GACAGCCCCCCCAGCCTTTATTCTGTTGTATGAGATGTGATGTGGCTCTAATGTGTCACA
GTGAATGGAGAAGAGCAGGGTGGGAGGTCGGGTGCTCACCTCCACCCC



>AU243358 ID   AU243358   standard; mRNA; EST; 550 BP.
TTTCACTCTGCTCATATACTCTTTGTCTTGCTTTAGCAGCTTGAAGGCTTTTGATTGTTT
CCAGTCGATCCACTTCTCTGCGCTTTGCTTCCAGCTCTCGTTGTTTCTGTGCAATTTCTG
CTTCTTGTTTTTCAATTTCCCTAATTCGATTTTCTTGTTCCAGTTGAACTTCTAAGGCAG
CTTCATTTGCAGCAACTTCCGCTGCTGCCTCTTGTCTTTTGCTGGAGTGTCTGCTTGAAC
ACTTGGAAGAAGTCTTTGGACTGTGATGAGATTTAACACTTAACCTTGCAGAAGCAGCAG
ACTTGAACACTGACTCTACGACCTTCCAAACTTCTTCATCCTTTTGACCTCTGTTTCTTA
ATGTTTGGGATCTTTCAGCTGCTTCCATGATGCTCCTTGTTACTGCATCACAGGTATCCA
TCCTGCGTCTTGTGTCATTGTCAGGAGTGTCAATGCGTCTTAAATCATCATATGCAGCAC
AAACATTGGTAGCAGCACTGTTTACTTTTGTGATGTTTTCATCCAGGAGATCCATTGAGC
ATTGTCCATC
>AU243359 ID   AU243359   standard; mRNA; EST; 504 BP.
GGCTTTTTTTTCCTGAACCAATTCCTGACGTACTTCACATAGCTTCACTTAAAAACCAAA
ATATCCTGGAAAGGCTGCGTAGCGCAGCTCACTGCGCTAGTTGAATGTAAAGGAAAACAG
GAAGTAATCCTTGCCTTTAAACAGTCCCTTTCCAAAATGCTGTTTAAGTGTCTGTATTCA
GCAACAACTCATCAGGTCACGTATTATTAAATCCATTGATGCACTTTTTTTAAGGTCTCA
TCACAGAAACCAACTAGTATTTTCCAGCTGGAGACGCTTTTTTTGTTGTTTATTTTGAAG
TTCAAGCACTACCACGCTCTCCAGTAAAGCATTTTCTTGTTCTCATGCCGTTAAAAGAAC
TCTAAAAGTTTTGAATACTTTCCCATGTTTGTTGTTCTGTCAGTTTCAACATTCCTCATG
TTACTTATAAGCAAACAAGACTTTTTTTTTTTAAATAAATCAGCCATATGTGCATGTTTA
GGTCAATAAAGTCTACTTAACATG
>AU243360 ID   AU243360   standard; mRNA; EST; 470 BP.
ACAACTAATGAAATAGAGCTGGACAAAATTGATGGCCCCCATAACTTAATATTTTGTTGC
ACAACCTTTTGAGGCAATCACTGCAATGAAATGGTTTCTGTATTTGTCAATGAGCCTTCT
GCACCTGTCCACAGGTATTTTGGTCTGTTTTCAGGAGAATGTCACCCACGACGTGCATCA
TTTTTCACATCTACACACGTCACTGCTGCAAAAGCACAATCAGCTTCAACAGTACACCAA
GCTAATTATTTTCAAAGACTTATGAAAACGTCTATTTGAATGTAATTTTCGAAAATGTGA
TTAAGACACAACTGACATGTATGTAATGGAAAATTAATAAAGGATAAAAGTTGTAGTTTC
CTATTTTAATTATGGTAGATTTTTACAAATTGTTACCTAATTTTATTTGTATGTGTGATA
GAGGGAGATTTTTTTTCTTGGGACCAGTGGGTACTTCCTATTAAGAATGT
>AU243363 ID   AU243363   standard; mRNA; EST; 407 BP.
TCTTTTAAAGGAGTTGTAGGAATTATTATCTTAAAAAACAGTCTAGGAGAGACAAAGCAA
CTTCTTTTCTTTAAAGAAGCACCATGCTTGTCTGGCTTTCTGAGACACGTGAGCTTTCAA
TCTGCTTAAAAAAGGTCTTTAATTCTAAAGATAAACATTAGCAAAGCAAAAATAAAATAA
TACATTAATTAAAAATACAAAATTTTAATGAAAAAGACATTGATTTTTGGTGCCAACACC
TAAAACTTATTTTAAAAATAAGGCTTGTTATCACATAGAATTGTAGAAACAATATTTTTA
AAAAGCCACCATATTTTATCAATAAACGCATCGTAAAGGACGTTTTTTTCTAATATTCAT
GTTTTCCGTCTGATTCATTGAGCTCATCATAGAACAGAAATGTTTCT
>AU243364 ID   AU243364   standard; mRNA; EST; 406 BP.
CTGTAAGAAGGGTTAGGATTAGGCTAACACATGCCATCAACAACATTTAGCCGTGGATGC
AGTTACAATGCATGTGGTCATTAGCCGCAGTTACATGGTCAAAATATCTTGATCAGATCA
ACGGTCGGGTTAAAATCCAACCGTGTACATGGGCACAGAAAACCTTTTTCCGATTAGATC
ATTCCAATTAATTTTGTCCATGGAAACTAAATTAAAGTTGTCCATGTAATGATCCAGATA
AAACAGCAAAGAAGTGTGGTTCAGGTTTTCATTGTCTTTTTAAAAAAATAACATGTCTTT
TCTGTGTTTCCCTTTTCTGTATGTTATTTTATATTTTTTTCTTAAGACAAGACATTGCAA
ATACTATGAGCAGGGAAGCAGCCAGTATGACAAGTGTTGTCTTAAG
>AU243366 ID   AU243366   standard; mRNA; EST; 506 BP.
GAAGTTTTCACAAAAATGATAAATGGAGTATACTTGTATAGCACATTTCTACCTTCACCA
AAGGCCCAAAGCGCGTTACAGTTCAGTTCACCCATTGACACACACACACATTCACACACT
GATGGTGACTCCACTGTGGGAATGTACTTCTGCGAAGTGTATAGAAGGCCTTCTGTCTAC
TACATATTTTATTTTATGTGTAAAATGAAAATAAGGTGTTTAATTTAAAATACTAGTAAA
AAGTGAGAAGAATAAATGAAAAATAAATATTCTCTTTATACCCTCAATAAAAGGGATGTG
TGACTGAATCTTTGATTTTTGTTTGTGTTTGCCATATTTCTTCCGCTCAATGTAGTTTTT
TCTCTCCCTAGTTTTGGTTGCAGTTTGCAGTTAAGATTTGTCACACAGACATAGTCATGT
AGAATCTTTTTGGTCAAATTTAAAACCACACATTATTTTTGGGACCACTTTGTTTCACTG
TCTTCCATGCAGCTTCTTTTCCTTAC
>AU243367 ID   AU243367   standard; mRNA; EST; 334 BP.
AAGATTTCCAATGTATTCTCTTTTTCTCACACACTTATCATTTTCCAAACACTTTCAGGG
TCAAGGGATCTATCATCCAGCCACTGTTGGGTCCCAGAAATCCCGACCGGGACACGGAAA
GGTCCCAGTTGGGATTCAAATCAGGGGCTTCTCGCTAAACTCTACAGAACCAGTGCAGCC
TTCTCAAAAACACAGTTATTTAAATTGTGGTTTGGAAGTTAAGGCAATTGCTGAATACTT
ATGAAACAGCCAAACATGTTATTTTTTTAATTCTGTCTTGGCAGAAATGTGTAGTCTGTA
AATTTGCAGATAATAAAAAAAAGTATTTTTAAGG
>AU243377 ID   AU243377   standard; mRNA; EST; 442 BP.



TATTTCTGACCATTCATTCGGTTTGTTACGGCTGGTGCAAAACTGTGTGTAACAGGTTCT
CCAGTGCCAACAGTTATAAATGTATTTCAGTGCGTTCTTGCAACAAACATAATGAGCCAG
CCTAAAAGGGTTTCTGTGTTCACTGTTAGGGTGCAAAATGGGCTGTCACTACTGTTTATT
GCATTCATGGCTTGATGTAATGGAAAACATGCAATCAAATGTAGGACATGTCAACTAGAG
TGCTTCACTTCACACTCTTGTTCACACTTTTAATGCCTCTTAGGCAACAGAAATAAATTT
ATGACAGACTGCTGCTATATTTACAGGGAGCTCTAGTGAGTGCATTGGATTGATCAGTAT
AAAATTATTCTAACAAAAAAATCACCAGCTAAGAATTCCCAACTGCGATGAGTTAAGTTT
TGGTGCCAGGAGGATAGCTACT
>AU243380 ID   AU243380   standard; mRNA; EST; 365 BP.
GGAATGACAGGGGGCAGCGGAAGTGTGTTGAGGGCGCATTCATTTTATGTGTTACGGAGG
AAGGAAAACGATAATAAGAGAAAGCTTCCCGCAGAATAAATGCTATTAACCCGCTCTGGA
GAATTTGAGGGTCCGAACTGGGAAGTGGAGGAGAATCCGCCATTCAGTCCCCTGCGCTTC
GGACCACGGTCGGAAAGGAAAAAAAGTAATCGAGGGAAAGGTTCAACACCACGCTTGGAC
ATTTCGTAGGAAATATTTTCAAAAACCTTCCGGTTGCAATAAGAGCCCTGGAGTTTGGCC
TGAAAAGAGCGATCAGCCCAAATATTAATCCAATCGGGGATCTCGCTTCCCTTCCACTGA
CTGAT
>AU243382 ID   AU243382   standard; mRNA; EST; 643 BP.
TCCTCTTTATTTGATGACAAAAAGAGACACAACCCAGGAGTGGAATTTTAGCAGCAAGAA
CAGACAGGAATATCTCCAGGTTACACTCAGCAAACAAAGCTCAGGCAGAACCATCATGCA
GAAATTGGTAGATGGACAGAAATAACAAGCAGAGAAGTGCTTTTCTTCTCATTAGGGTGG
GTAGATTCTTTACAGCAATGTAGGGCAGCGCTGAGATAACAGATGTTTGTGTCGAGCTCT
GTCTTATGGCGGTGGAAAGCATTACACTTGGTGGATTGTGGGACGAGAGTGTCAACGCTA
CGTACGACATGAACCTCTGACAGAACGTTTCATTTCTACTTTTTGACCTGTGAAAGCTTG
ACTGGTTAAAAAGCTGCTTTTTGCTGACAGAAGGCAGATTGCAGAAATGTGCTGGCAGAC
ACAGAGCACGTCGGTGGATCAACGTCTAAGCCTGCAGGCCCTTTTTTCGGGAGGTCTGAG
AAGTGGCAGGTCACTAAGCATTAAGAAGGAGCATTCCAGCACCTCCTGCAGCTCCGCGGG
CCGAGAAGGGCTGGAAACACTTCAGCGGGGAGGACCATAAAACACACAGCCGAACAGCTC
AGGACAAACAAACTGCAACCAAAACAATGGCATTCCACATGAC
>AU243384 ID   AU243384   standard; mRNA; EST; 548 BP.
TCAGGAGCCCCTCATGAAAAGAACAAGCAAGGNACCCAGTTATCTCGCACTGATTGGCAT
CAAGGGGCTCCACTCTGGAGCTGGGGCTGGGCTTGGGGCTCGCAGGCAAGTGACTGGTGA
CCGGAGCTTCATGGTCAGGCCCAGCTCAAAGGAACGACATGGGACCAATCTCTCATTAGC
CCACCACCTGTAGGAGACCTCAAAAGGGGCCGCTGGAATATGGTTTGGGTGGGCGTCAAA
GGCAAGGCCCTCGGCGGCCCAAACCCTCTGGTCTCTGGTGCCTGTCGCATCCGTAACCTC
CGAACCCCGGTGGTGGACACTGGAAGTAAGGAATGCCATCAAGTGCAGGTGGGGAGCTGT
TGACTTCGACTGGGCACATTGTCGGGCGGTGAAAGGAATACCTTGGGGAACTCCTCTATC
CCACTGACATGCTTTCTCTTAAGGAAGGAAAGTAAGATAAGGACTTTGGGGTGAGGCTGT
CCATCATCCAAGCTGAAGTCATTGAGGTAGGTAGTCAATGAGCTCCTTGGTGGCAAGGCT
CCTGACGT
>AU243385 ID   AU243385   standard; mRNA; EST; 550 BP.
AAAAGGGGTTTATTCAGACATACCTCTGGTTATGCAGAATATTCAGCAACCCCTGCTGTT
AAAGTAAAATATGTCCAACACAAGAGGCCTTCAGCTCTCATCTGTTTGCTCAGCTGTTGG
ACAGGACAAGTTAAAAAAATAATAAAGAAAATAAAAAGAAAACAAATGTATTTGGAAAGA
TTCTTTTCACAGAAAAGAGCCAGTGAGGAAACAGAGAAAGTGCTTAGAATTAAATTAAAA
ACAAGGCTGCTTTTAACAGATAGAAACCAGAAGTCTATACTGGAAATATGTATTTATTGC
GACAGTTGTTCCCTCACACAATAAAAGTAATGCATAAGATTCCACAGTCGGCTAATAGTG
TTGCTCAAACTGTGAATTCACATTTATGATTCTATTTAGAAAATGATAGTTTCAGTGACC
TTTTTTTTAAACTGTCGGATGAGGCTGAAGTTAGTATCCACTTTGACAGTCATGTGTTGA
GGAAAAATCTACATTTTAATGGTTCGATTCGAAATCAGTGTACAATTAAAGTCTAAATCA
GCTGCAGATA
>AU243387 ID   AU243387   standard; mRNA; EST; 222 BP.
ATTATTTTACTTCTCCTTCCTGATGCAGATTTTACATAACAAGTTTGAATGCCTTGAAAA
GGACAAACATTAATGCGACTCGGGGTAAATCTGATTCATCTGCATGTCTGAATCCTTCAC
AACATTCAAAGTGGGCAAATGCACGAAGGAGACAAAGCAAAGCAACAAGTGATTTGTCGC
TTAGGTGCTTTTCTTTCAACTAAAATGTTGAAAAGCTTCCGT
>AU243388 ID   AU243388   standard; mRNA; EST; 578 BP.
ATTATCAACTTCCTCTTTAAAAGCGATTTTGGCACCTAGGTGTTGCGAAAACCCAAATGC
CACTACCAAATCCCTGAGATTTGGTAGTGGCAAAGTGGTTTAACTTTTGGAAACAGAGAA
AACGGAGTCATGCGTGGACACACAAGGTTTCAACGCAGAAGCCCGAAAACACTCATTTAC
GCCAGTTTACGCAGCGTTCGCTTAACACCAAAGTTTCCGAGCCTGGTGTGAACTTAGCAC
GAGACGTTTGATTCGCAGACATACTATTGTGTATTAGAAGCTAGGTGACGCGATGGGCGG
ACCCTCACTGTCCAGCCTATCAGAGAAAGCCCTTAAAGCAAGTGGGTTCTGCAAAAAATC
TGGAGAGGAATTTCACGGATCCTTCAGAAGCCGTTCGATAAACCATTGAGGAAACATTTG
TGTCTTTCTAGAAAAGTTCTTCATTATATGTGAGGGAAAGAGAAATTGAGATCATATCTG



GTGATGTTGGGGTGTGTGGGGTCTATTTTCTCAGACAAAAAATGAAATCTATTCCTCAGA
CATAGGTTAGGGTAGCGGCCAAAGACCTGATTATCATG
>AU243389 ID   AU243389   standard; mRNA; EST; 276 BP.
ACAACTGTTAGAAATGAGCTGTTGAGCTTTTCACAATAGGCAGGCCCACGTTTATGCAAA
AAGTCATTGTTCACAAGTTTAGCCTGGGCAGGCAGAGCTCCCCATCATGTTAGTAACCCA
CTTTATTAAAGTTAAAAAATTAAAAAAGTTCAAAGATCCTTTTTATGAAAAAGTTAAAAA
GGACTGAAAAAATAAAAAAAGGTTAAAACCTTTAGAAAAAAGAGGTTAAAACCTTTAGTA
AAAAAAGGGGGGTTTAGAACCCTTGGTAAAAAGGTT
>AU243391 ID   AU243391   standard; mRNA; EST; 603 BP.
CACTGTTATGTCTCTCCTTTTAGCTAAAACGTGACATTGAAAGACAAAAGTTGCATGATG
CAGCCATGAGAATCACTTTGATTCTGTAGAAAATATTTGGCCAACTATATTGAAAGCAGA
CAAGATCATTAATATTTTTATAAAAAAATTGAATTCTCAGTTTCTTTGGGTTAATCATCT
CAGGCCTGATTGCTTAGCCATTTGTTTTGTTGCAAGACAAACCTCAATTTAGAGGGAAAC
AGTAAAATTCTGTAGTAAGTTAAGCATTCGTGTCAAGAAAACTTAATTGAAATTATGACA
AAAACATACAAAATTCCAACTTTCATTTTTCCATTTAAATTACTATGCAACATGTAAGAT
TTCCTGCACTGGTTATCCAACCCCTTTTGAGTCATTTCTTAGATTGAAACATGTATACTG
TGGCTCATTGCCAGCCCTCTGCTACAACGGCATCCCACGCCTCACATAGCACCACTTCTG
TGTCCCTTGCTGCTCCACAGCCGTTTAATAGCTGCTAATGGTGGTTGAAATTAAACCCCT
TGCTTTGGGAAATTTTGGCATTTATGCTTAGATGGCCTTACAGGAACTCAGCCTGAAACC
TAT
>AU243392 ID   AU243392   standard; mRNA; EST; 329 BP.
TAAAGGTCGATAGTAGACTGTTTCTTTTGCTTCCATCTGATAATTTGATGGTCAAAAATA
TCACATTCCGATCATGACGTCACTTGCTTTGGGATTTTCCAAGTTTATTGCTCCATAGAG
AGAAAGCACACTAAAATAAAGTCAACAGTTGTTCTGGTTTAGATAAAAGTAGCCTTTTTT
TTGTTCTTTTTTTGATTCGTTTATATTTGCTCCTTTGTTGAAACTGTTTGAGACTTTTTT
CCAATCTAAACTCTAGATTAAAAATGTTGAACCCAAATACCACTTATTTGAGGTTTTCGT
CACACAGCTTTAACTTAATAAAAAAAAAA
>AU243393 ID   AU243393   standard; mRNA; EST; 141 BP.
CCCCCTTAGGAAAAGGAAAATATTTCGCGCCCCTCCCTCCTCCCCCTCACAAACACACAC
AGACACACACTCGCCACGAAGACAATATATTAGGGTAGTATATATAAACTTTGTGTAAGT
ATACCTAAAATTGTATCTTTT
>AU243394 ID   AU243394   standard; mRNA; EST; 176 BP.
TAGCATGAAGCACAACATTGTTNTTGTGTTTGTCATCCTGACATGAACATTTTTAGAATA
CAGGGGAGGATCATCTCCGGGATTTATCTTTCCTCTGGGAAATAACTGGAATGATGAGAC
TGGAAAAGTTGGAATATAGTCAGGAAGGGAAAAAAATCCAATGACTTCAACACATT
>AU243395 ID   AU243395   standard; mRNA; EST; 32 BP.
AAATTTTCACTCAGTTCTCTCTNGACACTGGG
>AU243396 ID   AU243396   standard; mRNA; EST; 151 BP.
TCCCGTCCTGTGGACATAGCCATAGGCAGCACACGGATAGGAAAAAAATAAAGGGGCCAA
AACTCAAGGAAGCGGCTGATCTGAAGGAAAATGTCCACTAACATTCACCTAACTGGGCAG
TGTAATGCAAAATGACTTAAGGAAAAACACA
>AU243400 ID   AU243400   standard; mRNA; EST; 415 BP.
CAAATAAGCCAGAGGGTTAAACTCTACGAGAAAATACTGAATCTATCATATACAGACAAT
GTTCTGATTTAGTTTTGCTTCTCTGAATTTCAAATACTGTTGATATACTTATTCAACTCA
GAAAGGAATGCAGTGAAACAGGGTTTTNTACCAGAAAATTTACATTTATGAACATGAAAT
TTGGCCAAAATGAGTAAAAGATTTAAAAGTAAACCAGAGTCCTTTTGCATATTTTTTTAT
ATTAGACCCAACAAGACATCTTTCCAGAATTGTCATGGTGCCTCTGCCAGATACTCTCCC
CCTCCCCCGCCTGCTCTGTTTTGGACGCGACCAGCTGCCCTCACTTACTTCATCATCGCT
GCAGCCTTCTTAAGGAGCGCTTGGATCAGCATTCGACGCCAGTTCGTTGTTCATC
>AU243401 ID   AU243401   standard; mRNA; EST; 31 BP.
CAATGTGGAATTTTTTGGCCCTGGNAGAAGC
>AU243402 ID   AU243402   standard; mRNA; EST; 405 BP.
TTTTTTTACTGTCCAGAAGCTAGTGAGGAAGCCGTTTAGACTAGTCTAGAAATTCCTTCT
CGCTTCTCTTTTGCTAAGAGGGCACGACCTTTTAGCGAAAGATCCCTTTGGAGCCAACGA
TTAAACTTATTTTGTGCTTTTGCAATCATATGATTATAGTTATTNAGTTCTCTTTGNTTT
TGATCTTTAGTTATCTGCAATCCCAAATATGTGACATTTTCTTTGACTACTATACCAGGG
TCGGGAACCTTTTTGGCTGGGAGAGCCATGAACTCCACATATTAAATGGCGTATACTTAT
ATAGCGCTTTCTACCTTCTTTCGAAGCCCCAAAGCGCTTTACAGTCACAGTCCCATGCAC
ACACACATTCACACACTGGCTGCCGAACACTGGCGCCAACCTCCC
>AU243404 ID   AU243404   standard; mRNA; EST; 433 BP.
GTCTTAGTAATATAGCTTCCTCTCAATTTTTCAGCAGTTTTATATTTATTTTCTTTCTTT
TTTTTCCCTATTTTAGATGATGCATTCCTTCCACGAGTGACGGATTACACGCCTGGCTAG
ACCTACGACTGAAATTGCTGNTGTCACCCAGCGCNGGATCTCTGCTGCGGTGGAGCCACC
AGCATGCCTGTGCGGTGGGTTCATAAACAATCCAGGACCAGACGCCGTTCAGTGCCACCC



TTTAAGCAGAGCCCTGATTCATCATTCATGGACCAACAGGAGCTTGATGTCAAAGTAGCA
ACTTTTCAGTCCCATATTTTTATTTTCTCTGCAGCCACTGGATTCATTATCTTTCTGTAT
AAAGTATAGGTATAAATAGGAAAACACATTTAATAGAAAAGGTCCTAATCCCCTTTTTTA
TGTTCTTGAAAGA
>AU243405 ID   AU243405   standard; mRNA; EST; 281 BP.
GTATTTAATGTCGGAGNATACTTTTAAGTTCATGTTTTTTTCTTGCTACTAATAATGGTT
CAACAAAAAAATTTCTAACAGATTTTATTTAGAAGACAGAGTACCAAAAACCTTCCAACA
AGCAATTATTTCCTATTATTTTAGAATTTTCTTTCCCTGTGTTCATGTTCATCCATTTCC
CACATTTTAAATGTACACACAGAATCATGGACAGCCTTTAATTCATATCAGACTGTCACA
AAGCTGAGTCATGTACACATTGACAAATACTTTCTTGTTGT
>AU243407 ID   AU243407   standard; mRNA; EST; 464 BP.
TTTTACAACGTCGGATTTTCAACTTAACAAACCTCNTGGGCCATGCATTATAGAGGCCTC
TCCTCTAATCCTGCCAAGTGAACCCAATCAAATGAATTTGCCCGTCGGTTTTTCAAAGAG
CCCGAGAGACAAAAGCGTCCGTCCCTCAGACTTTTTACTCAGTGCAATGTGTGGTTAGTT
NAGCTGTAATGTTTGCATTGTATCCATTTCCACTAGGATTGACATGAGAACACTTTGCTG
AGCAGCCCTTTCACACCATTTACATGTGTGATGGGCTTTATGGCTGCACACAGACCCTTG
CTGTTCGGCATTAAAAACTGGGACATGAAGAAGGTCGGAGCAAAATGCACTACAAAAGGC
TAATACAACATCCTGCTAATTCCCCTCCTTTCAGACATCAGCTAATATCTAACTGGAAGT
AATGCACCTGCAGCTGAATACCTCTTAACCATTGTAATTGTTCA
>AU243410 ID   AU243410   standard; mRNA; EST; 482 BP.
GTCAACAGCNCCANACTCTGTGTGGCGACCCTCAGGCCAGAGTGAGCCCCCTGCTCTGCC
TCTCCCAGAATCCCTGCCTGCATTTCCTTCAGCCAGTCAAAGTTCAGATCCCACTCCCAT
CTGGCCTCACAGGTATTTCAGAACCTGCTCTATTTCAGGCGTAACAAACAAACCTAGTGA
AATATTAGCCGTTAACATCTGCAGTATTTCCGCAGGCCACACAATGGATCTGTCCCGCCT
GCATCTGCTCCACGGAGATCCTGCTGCCCAAACATGGACCGACATTACGTCCCAGGTGTC
TCTCTATGTCACCCATCTGTACGCCATCTTCTATATCACCCACTTTTCGTGGTGAGTCTC
TGTGCTTTTATTGGAGCTGTTGCTGCTTGACACAACACCCACAGCAGTTTTCCTGCCACT
TTGCATTGCCTGCACAGGTACTGGCTTTGGTATACCACACAGCGCTGTGTCAGTGGGGTG
GT
>AU243411 ID   AU243411   standard; mRNA; EST; 436 BP.
CTTAATTTTTCTACAAATATCTGACCTTCATCGTGAGAAAAATGCTCCAAAAACATGTTA
AAGTTAAAAACACCAAAAATACGATTTTCATTGGAGTGCAAGGAATGTTTGCTGTAAACG
CCAGACAAAACGCGCTGAAGCTTTAAAACTCACCAGCCGGAGCTCTTCATGGCCGTCAGG
AGCAGTTTGGCGTAAGGACCTGTCAGAAACAGACAGACATCGCTCAACTTCAAAGGAAGC
AAACCGCCGCGAGCCTTTCGCTCGAACTGGAGCAAACCATTCTGATCGAACCACGACCCG
AACCCAGCACTCACTAGTTTCCATTGCGACGTGTAACATGAATTGACACTTGTGGTTAAA
TGCAAGCAGGCTGTCTTTGAGCAACGTTTTGCTGTGTTTTCCTTCATTTCTCTCCGGGAA
TAGATCGTATCCAAAC
>AU243412 ID   AU243412   standard; mRNA; EST; 418 BP.
TGAAAAAATGAGCTCTGAANAAAAGGAGAAATATTTGAGAAAAACTACGATTGTCTGCTT
TGATGTTAGCTACAGAGGTAAAAAAAAAAAGTAGACAATGATCAACCAAATCTGCTGCAT
CCAGCAAACAGTCTGAACAACAACTCAATTAAATCAAGACCGAACAACAGGCCTCTGTCT
GCAGCCTCCTGATGCAGGTNCAAGCAGAATGCAGCAGGATTTGGTTTGCAAATCAGCTCT
ATGCAAACGAGGTGGGGCCGGTNCTCTGGAAACTCTTCAGGATGTGAGCGGGATAGCGCC
CCAGGCATCAGCATTCACAGATGTCAGAGCGGGGTATCCCCCGCANAACGGAGGGCCTCG
CCCCTCCTCAATCCTNTGCTCAACATCTTCCCCGTTCAACAAGGAAGTAAACTTTTTT
>AU243414 ID   AU243414   standard; mRNA; EST; 460 BP.
GGTTAACCCGTGGGTTTTGGAGTTATCTAGGCAGTGTAGTGTCATAGAGAGGTGTGTCTG
CATCTTAAGGGGAATGCAGAAGTGTCTTGCAGTTCCCTAGAGGCTCGTATGGCTTCTTAA
AGGGACATCAGACACTGTACAATTGCCCTGCATGTTGTAAGTGTATTGGGAAGTATATGT
GAGGCTAATGTAAGTTGTACACCCCTTATGAAGTACAAGTGATGGTGTCACACAACCTTG
ATATTTATTGTATGTCGCCTGCATGCCCCATAACAACAGACAACCCTTATCCACACATAA
GGGCATTTGTTACTAGGCATCAAGTGGTGTTAAGACGGTACCTTCAACATCGAGATACTT
AATCTGGATTAGCGATGATAGCGGGTGACTTGTCAGCATCAAACCCTTAGTAGTTTGGCC
TTTATCTGATGAAGGATCACATGGGGCGATACACACTGTT
>AU243417 ID   AU243417   standard; mRNA; EST; 471 BP.
AGAGAGGCACACGTTGTTTGTCGTAGATGTTGATCCACGGCGCTCCATGAAGATGCGCAG
AGCCAGCAGCCAACTCCACTCAGCCGCTCTGACAGCCATTCAGTTTGCTAAGTCAGCGTT
AAGCTCCCATCATCACGAGTCAAGCTGAATTCTTGACTAAGCGTCTCAACTGGAATTCCC
TCCATTCTATCATTCATTCATGCACAAGGACAACACGCCGAAGCCTGACACAGGTATGGA
GGGAGCCGCTGAAAGGCCTTCAGAGCCTGAATTCAGATCTGCTGCTGCTGCATTTGGATG
AACTGATCCGTGTTAAGATGTGGGGATGCAAAATTGAAGCTGCATTGAGAAGCAGTGAGG
TTGAATTGAGATGTTTTGAGCCATATTTAAATTGTACTGGAGCCGTATTGGAGCTGTATT
GAGATGTATCAGAGCACAGCTAATTGAAGCTGAGCAGCAGAGAATGTTGTG



>AU243418 ID   AU243418   standard; mRNA; EST; 149 BP.
TGAGACACAACCCGAGGGAAAACACAAAATTCTAATTGTGAGCATTAAATTAAACCTCTC
AGGGAATGAAAAAAAAACTTAAAGACAAGTAATGCATAAAAAACGTTGGTTTGCTTCAGA
GCTGTTCGCATTTTTATCCAAACACAGCT
>AU243419 ID   AU243419   standard; mRNA; EST; 390 BP.
GTGACTGCAGGCGGGGCTCCTGCTATGATCAATAGACAAACAGGTTTCATCACTCACTGT
AAAGCTGACCAAGACTTTCCAAAATGTCTGCATTACCGCTGCTTCATTCACCAATAGGCT
TATGTGCAGAAGTGATTGGCTCTGGACATATAATGACTCCTGTTGTGAAAACCATATACA
ACCTCAGCGGCTAAGCAAAACAGCACAGGATTTTCAAGGTGCTATTGGAGGAGATGTCTG
CTGAATATGATGAATATGAATTTGGTGAATCTGAACTTGCAATTTTGACTGATATTACTG
GAAAACTAAACCACCTGAGCTGCGAGCTGTTGGGATTGTTTTTAAACATGTTGGTCCTGT
CATCTTCTTCACCACACGTCCCTGCTCTTC
>AU243420 ID   AU243420   standard; mRNA; EST; 437 BP.
AAGCGAATAAATTGCACTAGNAGNAAAAAATATTTAAACAAAAATAGGATTAAGAAGAAA
AAAAAGGTCAAAGAACAAGAATTACTGAGTAATCATTGTTTATTTCAGTCTATGGGATTT
TGGCTTCTTGGAGCCAGCAGGTACCAGCTGTTTGGAATAGGGGGGAGGGGTCACTCAGTC
CAGTTCCCATATACAGTCAATATTACAGATGCACCCCATGCTTGAGGAACCTGTGAAACA
CAAATCCAAGAAACATATGGCTTAAATTTTTCCAAAAGTCCAAACTTCTTGTTTGGATTT
TCCTCAAACATTCTTTGGTTATTTTCTCAGAAGCAGGAAGTGATATGAGAAAACATAGTT
TTACCTTTAATAATACATGTACATTTATGTAACAGTTGAGTAATTATTATACTACACGTC
ATTAGGCTTTTACTAAA
>AU243422 ID   AU243422   standard; mRNA; EST; 454 BP.
TCTCTGACAGTGCCAGTGTGTGCACCCACTGACACTGTCAGAGACAAATTCACTTTATTA
AGCTCTCAAACCATGACAGACGTGTGCTCCGTCACATATATAAAAGCCATCCATCTTCCT
CCACTTATCAGGGACCGGGTCGCGGGGGCAGCAGTCCAAGCAACTTCCTCCAGCTCCTCT
GGGAGGGACCCCGAGGCGTTCCCAGGCCAGCCGAGAGACGTAGTCTCTCTAACATGTCCT
GGATCTTCCCCGGGGCCTCCGCCCAGTGGGACATGCCCGGAACACCTCTCCAGGGAGGCG
CCAGGATGTATAAAAGCAATACATATTATGTTCAAAATAAACCTTAATTTTGGTCTATTA
GTTTGAGCACAAATGTAAAATGACCTGTTATCTGTCTTACTTGGTTTATATTTTATCCGT
CGGTCTGTTATCATAAGGTGATCAGGGGAACGTC
>AU243428 ID   AU243428   standard; mRNA; EST; 235 BP.
CAAAACCCGCCACTGAAGCAAGTTTTGCCCATAAATATGTAGCTTGTTCATCAGTTCATC
AAAGCCCTGCAGCAGATCTGGAACCAATCTGCATCAGACGTACCTAAAGCTGTGTGCTCA
TCAAAGTGGCCTCATTTCAGGCTTACCCTACATGATGCTTCTCAACTGTGTTTAGAAACA
GACACTGTCAGGTGTTTCTAACTCTGCATGCTCACAAATGAATGACTGAATGAGC
>AU243429 ID   AU243429   standard; mRNA; EST; 197 BP.
TCACGGCTCAGTTAAGCATTGCGCCGTCACTTGGATTTACGCCCAGTGTTAAGGGGGCGT
TTTTGTCACTTGGGGGGGCGGTATTCAAGGGTGTGTTTGTCCCTTGGGGGCAGAAACCTT
TCTGGTTGATCTGATTGGCCGAAATTTGCATGTCAAGTCCGGCGAGGCAGCGGGGCGGGA
CTTTCGTTTTTCAGAGT
>AU243433 ID   AU243433   standard; mRNA; EST; 331 BP.
ATAATAAAATATTTTTGAGTTTCTTCGGTTGATGGGAATGCCAGTGCACACCTTTTGCAA
GGACCTTCAGAAAGAAGCACAGCTGTGTGTCACAGACTTGAGAGGAGGCTCTCCACTTAC
ATCCAGTGGAGATGTCCTGTCCACAGGGATCCAGTTTAAGCTTGTCCTCACATGAACAGC
TGAAGGTTGTGGTGCTTGTTAGGTTGTCAATTTTTAGGTAGATAGTTGTGTCGTTGAACA
CCTGGTGGCTATGCTTTTGGGGAGGGTTGCCGCTGTATATGTATTTCTTGCTCTTGCAAC
TGAAGGTGCAGTACACCTCGAAAGTGGAACC
>AU243434 ID   AU243434   standard; mRNA; EST; 100 BP.
CTACAGTATCGAGACCTGGTTTCTCCATCCAGCCCTGGCAGGTAGCGGCACAGCTCTTTC
ATTCTCTGCAGCATGTCCACAAAACTCCTTCAGGGAACCC
>AU243435 ID   AU243435   standard; mRNA; EST; 215 BP.
CCCCAGTATTTTTTGGTGATCACATTTGCTGTTTGGTTTGGATCTTAGCTGGTGACCCCC
TCCTTCAGAACTGGGGGCTTTCAGTTCATAAAGATTGGTTCCCTGATTTCCTTGTCCTGT
ATTTTCCTGCAGAGAGTTCCCAGTGGAATCCCCCTCCCACCCGGACTCCAACCACCCGGT
CGGCCTCAGGCCAAGCTTGGCCCTGCCGCTCCTTC
>AU243436 ID   AU243436   standard; mRNA; EST; 115 BP.
GAGACAACAGTCTGAANNAAAGAAAGTCTGAACACAGGACTAGCAGAAAAAGGAAATTAT
CAGCAAAGATGAATGTGTTTATTATAGTTCCAAACACGCACCATATGCAAAACGT
>AU243437 ID   AU243437   standard; mRNA; EST; 421 BP.
AGTTCCTTTTTACAGAATNCTAGCAACGTGCCAATTTTGGTGCGTTTTTGAACATTTGGG
GGCAAAATCTTCTCTCAAAGGTGCAAGAAGAATTAGGAAAACAATATGGTCCTTACAGTC
CAGAACTAATGTGGGACATAATAATAGAGCAGGATATTTAAAGTAAACACTGGGAGACCT
TTGGTGTTCCTCTAGCTACAATTCTGCTTGTTTTCAGAAGTTTATGGTCAACAGGACTGT
TATAAACCTTCCTGAACGTGGCCACAAAAAGAAATTTGATGACTGCAGAGTCCCTGAACA



GTCTCCAGAGACTTTAGTTAAAAGACAACTCCAAGGTCAAAGTGCATCACAGTTAAGACA
ATATCAGTCAATGTTTGAGCCAAAGTGAACTTTATGGACAACCAAGGAGGAAATCACAGT
T
>AU243440 ID   AU243440   standard; mRNA; EST; 258 BP.
AAATTCACCTGACTTGTGGGTGCATAAGTAAGCCTCTGCTGATATCCCATTTGTTTAAAC
GATCCCCAACCAAACAGTAGTGGTGTAACCAAAGCGGCGAGCAATTTCAGAGCTATCCAG
CTGTACAGCTTTGAGTCCGATGCTAGCTTATACGAAGACAATGAAGACGTTGGTGTATCT
ATTTACCTACAAGTGAATGCATCAGAGTGGAGCAGAGCATGGAGGCTTTGGCCTGTCCAT
TTCACTGGCTACGCCACA
>AU243441 ID   AU243441   standard; mRNA; EST; 435 BP.
TTTGGCTCAAGTAAACACATCATTTGCTGAATAATGGAGAAAAGCCATTGGTGCAGAAAT
CAGAGGAAGTGTTTATACGTGGGAATGTGTGGGAGAATGTATGCTCTTGCATTCAAACGG
AATCAAAAACCCGCACAAACACTTGAAAGCTTACAGACACCTCATTTTATTGACTTTACC
AAACAAATGCCCATACCTCTGTCAGCACAGCAATGACGCACGCTTCCACGTTCTGCAGTG
ACTAACAGCCATATGCAGCTGTTTTAATGACTGTTTCATGACCGACACAAAGAAATGCAT
GTTGCTGAAGGCTAAACACTGCACTTTAGGCACCACAGCCCACCAGAATCCTGATTGAAA
TGCTTCCAGAGAGCATGACCAAAGCTTGTGGCTGCAGCTCCTGTGTGTCTGGGCTCAGAG
TTCTGGGTGTTTTTA
>AU243444 ID   AU243444   standard; mRNA; EST; 427 BP.
CAAGAATGACAAGGGCTACAGTTGAACTGTGCTCAGATCTGGGTCTTTTTGATGCCTGGA
GAATCTGTAACCCACGTACTAAAGATTTCACCTTCTTTTCACGCCCTCATCACTCTTTCT
CTAGGATTGACTTTTTATTTGTTTCGAGATCAGTCCTGGATAGAACCCGGGTATGCTCAA
TCAATCCGTGTGTTCTTTCAGACCACTCATCGGTATCAATGGAATTTTTACCACCCTATC
TTGACCCTTTATCCAGACATTGGCGTTTAAATCCAACTCTCCTTAATGATCCTTTATTTG
TTAAATATTTAGAGGACCTGTGGAAGCTTTACATCTCCAAAAATGACCTACCTTAGGTCA
GTGCCTCCACTCTATGGGAAGCAGGTAAAGCATATCTCAGAGGCTCCATCATCTCTTATA
CTGCTGC
>AU243445 ID   AU243445   standard; mRNA; EST; 438 BP.
TAATGTTTAAAAAAAAAAGCCNAGNATGACATATTTTAAATGGAAAATCCCACATTCTTG
TTGAAAAAGCTTAAAGTTCTGTCTATGACAAATATCTGTTTAACAAATCTGATTTAACAG
CCATCAAAAGGATGCAAGGTAGCACCAATTCAGCAACTGTTAATAGTAAGGAGAGAACAT
CCGTTTTTCTGTCTTTGTTTTAAGGCAGAATTTACATTCCGTGTTTTTTTTTCCACTTGT
CAGTTTTTCTCACAAGCTGTCAAACTAAGTTCTTGTTTACAGACTATTTTTAAGGTACCA
AGGAGACACTAAATGCAGCAAACTGGCAAAATATAAAGTACTGCGCAAAANATTTTCAAT
ATAGTTGATGACTCTACTTTTCCTCATTGNGTGACTCATTCTGACTGACATGATCACTTT
TCACCTTCCTGTCAGTCA
>AU243446 ID   AU243446   standard; mRNA; EST; 349 BP.
TTTACTTTTNTCTTCAGTCATTTTAAAATTTCTTTTTTTTCAAATCTTCAATATTCTGTT
CAAGTTTATAATGTGAACTTTTACATTTAAATGTGTTTTCAAATTAAATATTGTTTTCAA
AGTTACAATTTTATTCACATTTTCACGGGTCAGACTTTTTAAAATTTTTTTTATTTTTTA
TCTTCAATATCTCTGATATGGAGCTCTGGCTCCATACCTTTAAGTTTACAATGTGTACTT
TCCGATTTAAAGCTATTTTCTAATTTCCTTTTTTTTTTAAATAATGTTTTATCTTTCAAA
TATTCTACATTTCTTTTAAGTTTTTAATGTGTACGCCAGAGTTTAAATG
>AU243447 ID   AU243447   standard; mRNA; EST; 438 BP.
GTATGGATGGATTGACAGTAGATTGAACGTCTTAAAATCATTTTGCTCAGTTATCTGACA
TGCTAAAAATCTAAACATAAGAAACATGAGAAAACTTTAATAGATAAATTACATTTCCTG
TGTAGCTGCTAGCAGTTTTTGTTTTAAATGCTTAATGGTATAATTTTCAGGAAAATAATT
TTATTTAGGAAAAAAGGTTGAATAAATTGTTAAAGCTGTTTGGCTAAAAGCAATAAGTTC
AAGGCTGCTCCAGAGCTGCATGCAGTATCAGGTTGCAAACCCCTAAGATAGACAGACGTT
TCCTTCCCAAAGTTCACAAGAAACACCTCTATAGGGGTTAAATGTAAAAAAGAAGGCCAA
ACTGTTTCAGACAGGATGGATGGGCAGGACAGCTGGACAGTGCTTACCTGTAAACAACTC
CATGACGGTGCAAGAACA
>AU243449 ID   AU243449   standard; mRNA; EST; 34 BP.
CCCACTCCCCCTGGNACCCTGCTCTTCAAGCTAG
>AU243450 ID   AU243450   standard; mRNA; EST; 464 BP.
CACATAAATTTACTTTTTTATGCAACTGTTCAAATTNATGCAGAAGTAGATCTAAAAGTG
TATAACTTTAATTGCCATACTTAGATATGTTCAATTAGTTTACATTATGATAAATGAAAG
AAAATCATTAAGAGAGCAGTAATAACTAAGATTTTACTGGGATTATTTAAAATCTATTTA
AACTTCCTAACATTTACAAAATTTTGACAAGACTAATGGGAAATGTAGGGAAGGACTTCC
TATCCAAAACAGAAAAACCTTAGTCATAATAAAAAGCACACAAATTAAAATTTACAAGTT
ACATGCTCGTTTCTTTCTTTTCTCTGTTAAGCGACTCATCTTCAGTCTTCTGTCCAAGCC
ATAAACCAGATGGTTGTGTTATCAAGTTAATAGTTCCCTTAAAATGCAAAGATTACACTT
TTCCCTATGGCTGCTAAACAAAAGGACATGACAAAGTAATACTC
>AU243454 ID   AU243454   standard; mRNA; EST; 271 BP.



ACCTCCAGCACCCGCAAGGTCCACACAAATCCAGGCTACTCTGAAGTTTGCTGGAGAAAA
TCCCAAAAATTCAGAGATGAGATGAGTCAAACTGCGGTGGTCAGATGAGACCTGAATTGG
ACTCTTTGGCATCAAATCAACTCGCTGTGTTTGAAGGACGACTGCTGTTTGTGATCTAGA
GAACTGTCAGCTGTCAGATGGAAAAAAATACTTTTTTCCAAAAGTGGAAGAATGGACAGG
GCTACAACCCGTCAAATCCCGAGTCAAAACC
>AU243455 ID   AU243455   standard; mRNA; EST; 265 BP.
CCAAAAACAACTGTCAAGGTNTATCCAAAGGAAGTTTCCTATTATGGGATGGCCACAGGT
CCTACAGCTTGGTGGCGATATATGCTGTGGCAACGTGTGAAACCTTTTAAATTTACAACA
AAAGAAAACTTTGAGCCACCTGGTTAAGTCGACAACCACCACCGCAGTTTAACTTACCTT
TGACCTTTAAAAAAAAAAATCAGCTTCTACCGATTTTGATCAATCACCTCCCAACTCTTC
TAGCATACTTCTCAGAAGGTCCTTG
>AU243456 ID   AU243456   standard; mRNA; EST; 470 BP.
TTTTAAACTACCAGGATTTATTTTCAAAACATTAAATATTTAGAACGAAAGAATCGCATT
TTTTAAACTTGTTAAACGTTCTTTAATAAAATTGCATAACTATCTAGGAGAGCTTTGGTT
TCAAGGAGATCTTGAAGATATATGCTTTAATGAAAAATAAAAATATAACGTTTGCTATCA
TCTGATTTATTCGGCTTTCCTTTCTGCTGATGTGCAGACTGATCCGGATCATCATCAAGG
CCTGTCAGAGCACATGTGTACTCGTGTGAGCCTCTCACACAAAGACTTCAGCAAACAACT
CCTGAACCAAGCTTCATTATACATGCACTGCATTTACACAAAGCCAACTTTACAAATAAA
AACAAAAAGATCAAGATGGCAGTGTTCTTTGAAAATAAAAGTTAAAGAAAGAAGAAATAT
TTACTAATAACTACTTACGGTACTACTGAACCCCACCCAATTATGATTGG
>AU243458 ID   AU243458   standard; mRNA; EST; 361 BP.
CCAGTCTGCATTTTTATTTCTGATCGACATTTATATTTTTGCGTAACCACTGTCACCAAA
ATGGGTGTAATGACCGTCTGCAGTGCTTCTATTCTGGACACAAAAAAAGGAACTATGACT
GAGATAACTCTCTCTCTGCTTGCTTGAGAATGAGTAGATATGGTTCCTCCCACCAACCTA
TAAAAAGCTCCAGGCAGATGCTGCTGCTGACACCGACTGATTGATTACAGGAAACAAGCA
AATTGTCTCAGTCCAACAATTAAACCAAGCTTTGGAAAAGGAAACGTCAAACTGGAAACA
CACAAAAAACCAGATAAAAAAGTTGTTTTGATGCTTTGCAAACATCTCTTTCCTAAATGT
C
>AU243459 ID   AU243459   standard; mRNA; EST; 415 BP.
AGCAAGGTGAAACAGNACCAAGACCAACATGGGCCCCTTCAAGCCTCTGGGCAAACTGGG
GAACTTCTCCAAGCCGGAGGTGACGGTAAATTTTCTGAAACCAAATATGCAAGTGAACCT
GTGGAAGTCTGACAGCAGCCTGGAGACGTCAGACGGCCCCATCCCAGGGGCCCTGAAGAA
CGCAGACGGCAAGGACTCCTCCGATTCAGACTCCTACAACTCAGAGCCGGAGCACCCCTG
CTCAGGTTCCTTAGAAAAAGTGGACTATGTTCTCCCCAGCTGTGGTATCGTAGCATCAAA
CCCACGTCTGGGCAGTCGCTCCCAGTCCATCGGCAGCGCAGAACTCACCGTCCCCTCAGC
TGTCCGGGTCACAGGCTGCGATGGAACCGAAGACTGTGTCTCTCAAGTCAGCAGC
>AU243462 ID   AU243462   standard; mRNA; EST; 339 BP.
TCACATGGTCTGTACTGCAAACGTTACGCCGGTGTCTTGGTGTCAGTAGAGTCACCTGAA
ACGGTCGTCAGTCATTCTAGTCGGTTGTGAATGGTTTGTCTGGACTCCCTAGTACCCCTC
ACATCTGGTAACAGGGCCTGCAGCTGTGTGGCGTTTGCTAAACCCTGTCTGAGGTCAGAG
GTCATTAGGTTCTGGTCGTGGTTGTGGTCTGTCACTGGCGGGGCTCCACTCCACTATCCT
CCACTGTCCTAACTTATTGGGAGGAGTGTGTAGGGCTGTGACGATAACCGCATCACCGCA
GTGATGGTGATGACCTCATCACCGCACTTTTTTTACGCA
>AU243466 ID   AU243466   standard; mRNA; EST; 273 BP.
GCCAGTACCAGTGTTCCCANTGTGCCCACTTTAAGGATGGTTCCCACTGCGTACGGATGT
GCCCCCATGGAGTTCTTGATGACGAAAACATGTTGATTTGGAAATATGCTGATCAGAATG
GCCAGTGCCAGCTGTGCCATCAGAACTGCTCTCAGGGGTAGGATGCAAGCCGGTGTCTTT
GTCACACGAGTGTGACTGGCAGCCCAAAGAAACCAGAGTCACACTTCTTTGGCCTTTCTC
TGCAGGTGTTCTGGACCAGGACTGTCGGGGTGC
>AU243467 ID   AU243467   standard; mRNA; EST; 452 BP.
TCACGACACGTGCGCAGTTTTTGTGGGTGGCCGGCGCCCCCCTCTTTCTGCCAGTTGCTG
GACCACAGTGGATGTCAATCAACGGTGGGCTGGTGGCTGGGGGGCGGGGTCTACCTGTGT
GTGTGTGTACGTTCGGTGAACGTTCTCCCTCTGAGTAAGAAGAAGCTGGCTGTGCCTTTC
NGTTCGTGCGGTCACCGTTCTGACATACAGGATTAATAAAGAGCTGTTTGACAACCGCCC
GCCTAAGGAGCTTCTTTGCAGCCATTACAATATATTTATAAAAAAGTCAGCGAGAGAGAA
GCCCGGCCCGAACCGACCCGAACCTAATGATTGTCATTTTGGGTCGGGTCGGGTTCTGAC
TCGGGCTCGGGCTTAAGATCTTACCTCTAATCAGGCTAGATGGAAAGAGGGAGCTTGTTG
CCCGCCCAGTGTATTTTCTAAATCACAAATAT
>AU243468 ID   AU243468   standard; mRNA; EST; 262 BP.
GAGAACTGTNTGTAGGGANGANGGCAGAGAATGGGCAAATAAATGAGCACCTCGAATGAG
ATGAGAAGCGTATTGGATAAATGAAAAGACAATCCAGGGGAGTGGATTGAGATGGGGAAA
CAAAGGAGCCAGGAGTGCATGAAATATTTTCTAACTCACCTATTCAGGCAGAAGGAAAAA
CAAGAAAAGATTACAAAGGATTTATGGTAGAGTGACACCAAATTATGACTAGGGCTGGCA
TGTTGGGAGCACATTTCTCGGC



>AU243470 ID   AU243470   standard; mRNA; EST; 209 BP.
CTTTTCGTCCCCANGTGGATTCATCAGANTGGAGCGGAGCAGGAAACTTGTGGCTTGCCG
TAGTAGGTTCTAAGCTTTTTCCATCTGCTCTTTTACCTCTGCTCCCAATTCACCGTGATT
GAAATAGAGATACTCTGAATTTAGAGCTTACTTCCTAATAAATGTTCCCAATCATCAGAA
AAATGCCACAAAACCATGTTAAAAACACC
>AU243471 ID   AU243471   standard; mRNA; EST; 268 BP.
TGACCCCGCGCAACCTCCCACAGGGCGTCTTTTCACAGAGGATGACATCATTTCTTAAAG
CTTTTACACAGNAGAAACAGGAGAAGGCATTTGACTGATAATGCCTTGCTTTGTTCCGCC
AACTCCTTTCCTCCCTTAAATTGCACAGCACAGAATGAACAAAAAGATGTAAAATTAATG
CAAGGGCATTTATTATTTAACAATCAATTTTTTTCAAAAAGGAGCAGAAGCTGTGTGTGG
TGCAGGAGTCATACAAGCCGCTAAGTGG
>AU243477 ID   AU243477   standard; mRNA; EST; 492 BP.
CCTCCAGGTCCTGGTTAGCCTGCTCAGTCTGGCCGTTGGTTTGAGGGTGGTATCATGACG
AAGTGTGCATCATCAGAAATGAACGCACGCCATTAAAGCCTGAGTGCATTAATTCACATT
TGCATGCCTGTTTTATTGCACTGCAGTTTTTATGTTGATATAGAAATCAGCTTACTCTGT
TTGGCAGAAAATAAAATCCTACAATACAATCACCTGGATGTAATAAGCTGTATACTGCAG
AATATAAACAGCATTTAACAGGAGGAAATTTTTCTTTAGTGTAAATCAAATAATGTGACA
TAGATACATGGTACTATACCATGTACAGTAAGAGTACTGCATCTGTTCTTCCATCTTTTA
CTACTTATTCATAGTTGGGAGCAGCAGTCTAAACGAGATGGCCAGACATACCCCTTTGCA
GAACCTCCAGGGATCCCCAATGCTCTTCCAGGCAATCTGAGAGACATAGTCCCTTCAGTA
TGTCATGGGTCT
>AU243478 ID   AU243478   standard; mRNA; EST; 519 BP.
TGACCCACTGAGGACATCTCCACGGGAGGGAGGAGGGGGATTTGGAGAAAATAAGAGCAT
CATTGCAGCTGATTGTCATTTCTGTCCTCAGTGCAGAACATTTCCAGTCTTGACTCAAGG
CTGAGGACATATGGACACAGAGGGAAAACTTCTAATTCTTATTCTACGCCGTTTTTCATT
CCCAACTCAAGTCTGAGCATCTTATTACCAGTTTACCGCTGTTTTTAAACCTGACGTAGA
ATAAGAGTGATTTAGAAGTATATGCTGAGCTCTTTTTTTTTGGCTAAAGCAGCTGTTTGA
TTTATTTTTTTCATACTGTAGGGGGCGCTAGCTTCAAGTTCAGCTACGATAAGACGAATC
ATTTGGGTAGCAAATTTGATTTTTAAAGCATTTTCCACGTGCACACAAATAGACAAAGCA
CGTTACAATATTTTAAAAACCCAATTCAGCTACAATAACATTTTTAAATTGTTTTAATAA
TGACTTTAGGTAAGTTTCCAATCATAAAAATGGCATAGC
>AU243479 ID   AU243479   standard; mRNA; EST; 555 BP.
GCTTCACGCAGTGAATCGAACACCTTGATTGCAGACCCATGCCAGACCCGTAGTCTCGCA
GGGTAGACAAATCCGCTCCGCGCTCCGTTGTCATGGAGACGTTTACGCACGTCAGCGAAA
GCCCGGCGCTGTTTCACCACCTCAGCCGGGTAATCCGGAAAAATGTGGATGGATTTATCC
TTATAGCGAAGAGGGAATTGCTGACGGGCAAGTTGTAGAATCTTTTCCTTTATGTGAAGA
TGGCGAATTTGCACCAGAATCGCGCGCGGGCGGCCATCCGCCGCAGGGACGCGGGCGCCC
ACACGGAAAGCATGATCCACTTCCACTGGCCCGCTGAGGTTATCCGCGCCCAGGAGTTCA
GGTAGAAATTTGGAAACAAATTCCGCTGCGCGCCCGTTTTCGATCTTCTCCACCAGACCA
ACGATTCTGATATTATGTCGTCTGGAGCGAGCTTCCAGCTCTTGTATTTTCTGATGGAGA
GTCTCATTCTCTGCGCGAAGCACGGCGAGTCCCTTCTCAGCCAGTGAAAGGCGATGGTCA
TGATCAGAGCTAGCC
>AU243481 ID   AU243481   standard; mRNA; EST; 112 BP.
TGCAGCACTTTGTGTAGGAGCAGAAATCTTAGTGCAGACCTGTAAGGTTTGCAGAGTTTT
TTTTGTCTTCTTGTTTTGTTTAATCAGTGTGACATGTAAGGCCGCATACAAT
>AU243483 ID   AU243483   standard; mRNA; EST; 382 BP.
TGCCAGATTTCCCTAATGTAAAAATGACTTTTAAGCTGTAGATGTTTGCACATAAAGAGT
ATAATATTAGTTAATATTTGCAATTGTTTCAGAAACTGGAGCTTTACCTCACAACTTGAT
CTTAATTGGTTGGTGCTANGGGACATCTGGCATTTACCTTTTTTTAAGTTGGCATCTTCT
TTAAACCTCCTGCAAGAAATTAGGGTTTTTGCCAAGACTAATTTTCTTTGATTGTTTAAG
TGAAGGTAATGCGGGGAATAATTTCTGACAAAGGAACTGTGGGATATGTTACATATTTCG
ATCAAATATGTTCTGGAAGCAATTTCCTTCCTGCTAAGACATTTTGAAAAGATGGTAATG
ACAAAATGGCAGCAGTATTCTT
>AU243484 ID   AU243484   standard; mRNA; EST; 336 BP.
TCAAAGGCTTAACGATTTTTTCCTATNGGAGTGAAGCNCTAACCATAGTTCTGTTTAGAG
CTTTACAGACGGTACCCACGCTCTTTAACTTCCAATGTTCCCTTTTTAAACATGTCATGT
GGGACGGGTGTCACAATTTTTTTCATAGAATTTAAATGAAGCAATTTCACTGAAAGAANN
GGTTTTCTTTAACAACATTAACAAAAATTCAGGGTTTTCAACAACCTGAGACTCATTCAC
CTGTATGAGAGCAAACATTAGCATCATCCGCGTCAACAGACAGCTATCGACATCTTGTGT
TTCTTTCAGATAAGACACTGATCTTGATGTGTTCCC
>AU243485 ID   AU243485   standard; mRNA; EST; 370 BP.
GGACTCCTCAATATCCGAACAGAAGATCACATGGTTGCAGCTTTTCTGAACACTCCAAAA
AGCAGCAAGACAAAAGCCAGCAATATGCAACGAGACCTAGCAGTCCAGACTCAAGGAGGG
AAAACAAACCTACAAGGCTCACTTCAATCGAAATCTGCAGGCAACTATTGTAATCTTTTT



CTTTTTTCTTGAAGCATGCACTTGTGACTCCTCAAGGTTGACTCTCTCTCTCAAGAGACA
AGCCCTTGATTCGCCCTCTCTTCATGTCTGTCATTTAACGTGTACATTTCTACTACAACT
CCTATGAATCAACGGAGGAGTCCTATTCTGGAATATTATTCAATAAACAAACATATATTT
CTATGATTGT
>AU243486 ID   AU243486   standard; mRNA; EST; 211 BP.
CAAACTAACTTTTAGCGTTGCTGGTAGATGTGAAGCCTATGGCTTACAATGCAAGGTCTC
CACACTCGCATGTGTTATTCTGACTCAAGGTTAAATGTCTCTTTAGAGTGAAACTGTCAC
TCAAATTCCACACCTGCATTTGGTTTGTTGTCATATTGGGAAAAGATGCTTGTCTGAACA
CTAAATAAGCCCCAAATGAGTACAGACCAGG
>AU243488 ID   AU243488   standard; mRNA; EST; 82 BP.
AAACTTTTCTGCTTCTGAGCACAACCTCTTGAAGAAATGAGTCTCTCCTCTGCGTTGCAC
TGAGTCACTACGGCTCCTCCTT
>AU243489 ID   AU243489   standard; mRNA; EST; 552 BP.
GCTTGAAGAAGATGATTTNAATGAAACAAAAGTGTCGGAAGTCTGTGTGAAACCTTTTAC
TCCACGAGTCGTTGTAAAGTCTATTGTTGTTCCTGGATTGTTTGCTTCTGTACTTGTGAG
GACAATCTCAACTGGGGCCCTTGGTGTAGTTCGCTTTAGGGGTTTTGGAGCTTGATCTTC
ACATATATTATCAAACATTGCATCACCTTTTTTGACAAGAGCCCTCCCTTTACAGCTTAG
AGGAAAACAGAAGGAGGTCAGAAATTGGAGGCCTTGAGGCAGCACCACGCAAATGTACAG
CAGCGCTCTTTTACTTACTCTGTGTGTGGCTTGCACTTCTCACTGTTGGAGGAAATGCTA
GAAAATGTTCCATTGGGGCACTTCTGACATTTGACATCTGAAAAAGGTGCGCCTAACAGA
TAAAATACAAACTTTTATTAAATATAAAAAGGGACAGAATAGAAAAAAAAACATGGTGTG
ACAATTAGGAATTTAATTACATCTGTAATGAAAAAAGACATGAATATTGAAACATTAATC
CATTGAATAGAG
>AU243490 ID   AU243490   standard; mRNA; EST; 537 BP.
GTCTTCTGCTGTGATGAAGGACAGCTGTCAGTCATCCAGTCTTCAACTCTCAGGACTATA
AAGTCTCCCAGAGCACTGGAGCATGGAGCTGCTGATGCAAAGTGTCTCTATGGAAACCAC
TGACTCCAACAGGAACATGGATCATCTTCATCACCATGATTATCAGAAAATTGGAAGTAA
TAATTTATGAAAAAATACATCTGTAGCATAAAATTTGCTTTCAGATGATAATGGATCCAC
TATTAGCCTTTTTGAAACAACATGACCATAAAGCTGTTCAATGTGATGTGAGAACATCTG
AGTGTTTTACAATTGTTTCTGTTTTTTAGTTTCTGAAGTATTTTTATTTTGTTTTCCATT
TTTCTTTAGGCGTATAAAAGTTTAAAATTCAAATCTGAGTGATTTTTAAAATCACTACTC
AACATGAAACAGTGTCTAAAGGAAACACATCTTAACAGTTATTTATTTCATTTCTCTTCA
TGTTTAGAGAAACATGACAGCAGACAGAAAGCAGCAGCAGCACCCTGAGGCTCTCTG
>AU243492 ID   AU243492   standard; mRNA; EST; 427 BP.
GCATAAAAGTTCTTAATTTCTTAAAAGAAAATTAAAAATTGGTGTGTATTTATTCATATT
TTGGGGGAATCAGGCTTGAAATATGGGATTGGGCAACTATACATTAGGATTCAAACACTG
TCCATATAACCTAACCCGACAGAATCACATTTAAAAGGATTAATGGTAGAATAACAAGCA
AACATATGTTTTCTATGCAACTGTAATTGTCACTTCAAAAAGTTATAATACATAAATAAT
TAGTTATTTAACATTAAGGAGTCGTTACATTTTTTTGTCAGTACGTTTAGTTACATATAT
AAATTATATCTGGCCCTTTGAGGACAGCCGCTATGCTGATGTGGCCCTCAGTGAAAATGA
GTTTGACACCCCTGCAATAGACTATCACACTACCACCACCTAATTTGGTTACTGGAATCA
TGAAAAC
>AU243494 ID   AU243494   standard; mRNA; EST; 430 BP.
GTTACAAGTGAGGCATTGACAAAGTTTGATTTTCTGATTGTGTACTGTTGTTGTAGGAGG
ATCCCGCCCTGGAGAGGCACTTTAAGGGCCACAAAAACGCCGTCACCTGTGTCCACTTCA
ATCCCAACAGCAAACAACTGGGTAAGTTTGCTGCTGAAAAGAACACAAACTCATACTTTT
TTTCAAAATTCTCTCAGGAAATAGTTTTATGCAACAAATAGTTTGTTTTCTCTGAATGCT
CTAAACGGTGTCGGTCAGACTAGTTCACATGTAGCTCTGCAGAAAGCTTCTCCTGATCGT
TCCAGCTAATGTCTCTGCTGCTCTGGCTCCTGTTAAGCACAGTTACATACCATATACCGG
TAGTTTTTTTGTATTCTATTTTGTTAGTTTTGTCTTTGCACTTCAAATGGTGATGACTTC
AATGTCATTG
>AU243495 ID   AU243495   standard; mRNA; EST; 494 BP.
AAGACTGCCTCGCTGCCGTTGGAGACAAAGTGGCCCGAGGAGCTGGACGTATACCTGGAA
GCAGCCGTGCAAACGCTCCTCGCGGGACCTCAGGACTACCAAACATTCAGAAAAGCAGCG
CTGGATCTGTCGGCACACACACACGGCGGCTGGAGTAAGGTGGTTGTGCCGCTGCTGCTG
CTCCAGGCGTTGCTGCAGAAGGGCCGGCCTTTGGCCAGTCTGTTGAACGTGGGCCTGCGC
TGCCTGGAGGAGGAAGAGGCGGACTTCATCATCCAGCAAGGAGGATGGGGTGAGATTTTC
AACGTGTTTCCTGAGGAGGAGCACGGGGAAGCCATAGCTGAGGACAGCAACGACATCTAC
ATCCTGTCTGGGGAGCAGCCCCCCGACCAGCTGAGCCCCCCGTTGTCGCTGCTCGGCGGC
GGAGACAACAGCAGCGAGCAGAGCTCCTGGCAGACGGAGAGCTTACCGGTGTCTCTGGCC
GGACACGAGTCGTG
>AU243496 ID   AU243496   standard; mRNA; EST; 427 BP.
CGTTCTTATCGCATNTGCTGATGCCCTGAATATGCAAAGAATGCTATTTGATGGGCTTAT
ATTAAATTTTCCCAACTATTGACTCTGAAAACACACTGGAACACGAGGAGGATATTTCAA



CTGATATAAAAGCAGAAATCCAAAATCTACAAACATGCCTGACTGCTCATGTTAATAACA
CAGTTCATTGCAGTTATCATGTTTGGTCGAAAAAGGCCTAAATGACTGATGTATTTGTTT
ATTCTTCCTATGGGATTCATAATAAATTTTACAATTTGGGCCATGCATGTTCTGTTTGCA
GGAGATCTTTTTATTTTTTCAAATAGAGTTAACAATTGTTTAATACATAAACAATTGTTA
AATACATAAACAATTGTGCACTGTGACTGAATCCCAACTTACCCTTCCTTTGGGTCCTTT
AACTCCT
>AU243497 ID   AU243497   standard; mRNA; EST; 355 BP.
AGTTCGTTTATCTTTGAGACGTATTCATAAACTCGGGATTTGCATCTTTTTAAAGAAAAA
GGAGGAAAAATGGTGAATAAACTCAAGCTTGTATTGCGGTGTAAACGCCATCTGTTGTGG
GGGGATATTTTTAGGGGGGGTCACTGTTCTGCCATGTTCATTTGTTGGTTCATTCATCCA
TGAGAATATTTTCCTAAAACTCTTTACAAAAAGTGCCGGTCTTTAGAATTTTGCTAAAAA
TGCAAAACTCTCTTCAGCAATATTTACTTTATATCAACTAACTTTGGCAACAACTGCAGA
TTTGAAATGCAAGCGAGGCTATAGAAATGAATCAAAATTTAAATGCAAAAAACTA
>AU243498 ID   AU243498   standard; mRNA; EST; 597 BP.
GGAGCATTTAACCTAAGATGCATTTTTATGCAAATGCTATAAATCGTAAAAGTTTTGCGG
CTCACTTATTATAAAATAATTCATTCACCTTATTAGCCTCTGTATTTACTCCAATTACTA
ATTGTTTGACTAACAACTCCTTAAATATNCACTCTGAAAAAAATTGTGTTTTTGGTGTTT
TCAACACGTTCTTGTGGCAATTTATTGATTATAGAGGACATATATAAATATATGCTCCAA
TGTTGCTCACCGTTTTTGTTGCACTGGTTTTGTTAGGTTGGGGCTATAAGCTAGAGGATA
GCATGTGAACACAGAGCTCTCAACCACTACTGTCACTCTGCAGAAACTATGTCCTGGAAA
ACGACACAGGTTTTGATTTGGGCTAATAGACGGAGTATGCAGCCTCACCGTCACGTCTGC
ATCCAGCCAAGTCCATAGATTACATGATGCAACAGAGGATTACAAAGCCTTTCAGATTGA
CCTGTCCCTGCAGTCACTCCACCTCTAGCACAAGTGTCTGGATTACCATTAGAGGTGGAA
GACTGTCCGCTTATGCAGATGCACGGCTCCAACATGTGGTTTGCATTAGTGGCTGCA
>AU243499 ID   AU243499   standard; mRNA; EST; 598 BP.
TCAAACAAATCCAGTACAGTAAAATGTTGATTATTTAAAAACCCACTCCACTGAGNAATT
GTATTTTTGGTGATTTTAACGTGTTCTTGTGGCACTTTTTCTCACGATTATGGACATGTA
TAAAGAAAATAAAGATTAAAAGATGGCAAAATCGGTAAAAGCATAATTGAAAAACAACTG
GGAACAGATCAAAAGATGGTTAAAGTGGGACTTCAATATATAGCTAAACACCCACCAATG
AAGCTTACTGCCACTGTTTAAGTCTATCAATGATCAATGACCTTTTGGCTGAAAACGTCA
ACACTCAATGAGGTAATGGAACATTGCAGCAAAATGGGACTTACTGAGTACTTATATGGT
ACTTGCTGTGTATTTATGTTGTACTATTTGGTTCATACGTATGTGGTACATACTGGGTAT
TTATAATATACTTACTGGGTATTTACATGTTGTGCAACGGTGTCTTTTGTGGTACTTACC
ATATGTAAGAACAAGGTAAGTACCTTGACCTTTAGGTCTGCACTCATTGTATGTTTCATG
GTATTTACCATGAATTTACCACAGAAACTACCCCTTAAGTACAATGAAACTGGACTGT
>AU243500 ID   AU243500   standard; mRNA; EST; 574 BP.
AATTCTTGTCAAACTCAACTGTTTACTATACCTATTGAAAGTCCTACTTCCACAACATGA
GCTGTGTCCCATAGATGGCCTGGGAAACAATCGCAAACAGAAAAAAAAGAGATACTCAGA
CAGGAAGTTGAACCTGGAACTCAACATCTTCTCACAGGAAGGGTCAGTTCTTTGTTTAAG
TGGAGGTTCGTGCTCAATAAACATCTGTAAATGCTGGTGCTCTGTGCAAGGATGTACTGG
CGGAAAACTCTGGAAGATAGCCATATAAAAGAGTGATGCTTTTTTAATTTTCTTTAGTTT
TTTTAGAGGGTTGTCGGTTATGCAGATGACAAGTTCCCCTTTTACATGTTTATTTTTGTG
TCCATTCTACATCTTTAGCAAATTATAAAAAGCTTTTTTTTTCACAGGAAGAAGGATTTT
GTTATTTTCTGTCTGAAAATGCCAGAAATCCCTGACGCTCATTCTCTTTTCTTTAGGTTG
GTTTCGGAAAATCTTAAAAACAGGAGAAACTCTGTCAATACAGCGTGAAAAAGAAGAGAT
CATAACCCCAAACTCTGTGACGTCTGTCGCCTCT
>AU243502 ID   AU243502   standard; mRNA; EST; 598 BP.
TCACATGTACTGTCTGCCGGTTCAGGCCTCAGGACACAAATGCAGGACTTTGGGCAAAAA
GAAGAGCATTTGATGTTGTTGCAGCTTAACCCCAACCACTCAGCTTGTTCTCAAACTATT
CCATAGCCTCTCTTCTTCAATAAAAGGAAGATTTGTGCTGAATCTGCTGCATTTGTGAAA
CATTTTCATGCGGAATATAAAATTTTAATAAATCCCTGGATTTGGTCATATGTTGGAGAA
ACGCTTGTAATGAAAACCTGACAGGAAAGATCCTTTAAAGGATTCAAAGGCCGTTTATTG
TCATATGCACAGTTAGGAAACAGGTTTCCCTGTACAATGAGATGCTTACTTTTCTGTCTG
CTCCGAATGCCAGAAGGTTAAATAAATAAAAATAAAATAAAAATAGGGTAGGATATATAC
AGGATATCTGAAAATTCCCACATAGCATAAGACATAACTATGCATCAGTAAAATGACTAA
AACCTATATACAAATCAGATGTGCAAATTCTGCTGAGAGTAACTGTGCAGAAGAGACTTA
CATGAGTTAACGGTGTGATATACATGGATGTTGAAGGTGTAAAGGCCTGTTCACACTG
>AU243504 ID   AU243504   standard; mRNA; EST; 589 BP.
CAAACCAGGAGANTGAATTTCTCCCCACACACTTTGAGTGACAATAATGGCATTTTAGCA
ATAATAAGATGGCAAACATGAAATGGGATAATGAAAGACTAGTTAATATTTAAAAAGATT
CCACTGGATTTTAGAATTTTTTCATTAATACTTAACCAATTACCAATATTCCAGGTCTAG
TTTTAAATCCTCTATTATAAAGTCTGCAGCTTAAATTTCTGTTCAATAATAACTTTCATT
TTTTACCCAATTACTTCATTTAATTTTTATTTGAAAATGATGTTGGTAAAATGGTTAAAA
AAAAGACCTTTTAACAATGCAAGTCTGAAGAACAGTAGGGGATTTGTGAATTTAAGAAAA



CCTAGAATATTTTCAACTCTACTTGTAATTGTCAGCCTCCAAAAGGCCATAAGGTCCTGC
TACAGTTCAATGCATCTGCTCTCTAAATCTGCTTGCGGCTCCTGTCTGAAACCAGTTTGT
GACGTGAAGTCTTCGCAGACATTGTGGCCTTAAGTCAACACATTAACAGTAAATGTACCC
AGACACACCGAAAGACTTGAAGGTTGTTTTCACAGTTCTGTGTGAGTAG
>AU243506 ID   AU243506   standard; mRNA; EST; 122 BP.
GTCTAAACCCATANGAACCAGGCTTCACAGCCAGTTCTCAGAGCAAAACCAACAAAACCC
TCTTATAAAAAAGCCAGAGCTGCAGCTCACAGATCTCTGACTCAGAGTGTTCTGGAGTTC
CC
>AU243510 ID   AU243510   standard; mRNA; EST; 127 BP.
GTCATCTGGACCCCATGGGATAGCACAATTAAAAGTTGAAGACCTCTGAGNATCATTAGA
CTCCACGACGGTCCATCCAAATGTACGAGTTTGTTAGTAAAAGTTCCAAACGTTCTCATG
TTTGATC
>AU243511 ID   AU243511   standard; mRNA; EST; 426 BP.
CAACTAAATCTTTACATTTTAATATTTTCAATTTACTGAATGTTGGATTGAATTGATCAC
AATAATTACTGCCAGATATTATTCTTATCGCCTTTTTTTGTAAAACTAAAATTGAACTTA
AGTATGTTTTACATGTGTTCCTCTAAATTTCAATGCAGTACTTTTGATATGGAACAATCA
CGGAGTCATACAATTAATACAGTGCTTTGTTATCTAGAGCTGACTTAAAATTATGTAAAA
AAGCAGTTGTTAATATTCTTGTTTTGATATTATGAATTTAAAATGTATCTTTCTTCACTT
TGTCAATACTTTTACCATCTATTTCAAATTAAATATTGAGATTTTTATTTCTTTAGCTAA
ATATAATTTTTAAAAAAGTTTTTTCTCTTTTTTCAATTTAGTGATCTTTTATTTACATCA
AACCTC
>AU243515 ID   AU243515   standard; mRNA; EST; 434 BP.
GCTAACTCGAACTTCACAAGTGTATGTTCACAACAATGTCTGATAACTGTCTAAAGTTGT
CTATGTTTTTGTTTTGANAATTAAGAGAATCCTACATACTTAAAAGTATAAAATACACAG
ATGCATTCCTGTGCATAATAGGGTATTTATTGAATTCATTTCATTGTTTTGATGCAGCCA
TCAAAACAGTATCCATGTAAAGCATTCTGAGCTGCCAATCTGCATGACTGGTGCAGATCA
AGAAAAGCTGCCTTCCCAAAATCATAAAAGTAGCACAGAATTAAAGACAAAACTGCATAA
AATACAGGAAGTCTCCTCACAATCATGTGGTATTCGTTGAACTTTTCGGGGGGGTGCAAA
GAGTGCCTTTCTTGGAAGTCGTGTGGTTCTTTTTTAGCGTGAGTGGGTGGTATCGCAGGT
TCTCTGTTCTTGTC
>AU243516 ID   AU243516   standard; mRNA; EST; 217 BP.
CCACTCTCAACTCTGAGGCAAATTTCTTCCTAACAGTTGCAGCTCTGCAGAAACTCTGTC
CTAAAAACTGACAGTTTTTTTTACTTTTGGCTACAAATGGCATAATAATAACTAAAAGAC
CACTGAGAAATCTTTTAAAGTTGTTAAAAAATGATCAAAGTGGGACTTCAAGCATTTACT
ACTTTTTAGNTCATGAATATTGTGCATACATGTTCAC
>AU243517 ID   AU243517   standard; mRNA; EST; 500 BP.
TAAGATAGTTTATAACCCCATTGATACAAATTTGCCTTTCCCACTTTTCCAATTCTAGCA
TTTAAATTGCTTGATTTAGTCCCTCACTAAGTCACTGACTCTATCATTAACTCCCACACT
CACTCACTCATGTAGTCCCTCACTAAGTCACTGACTCAGTCACTCACCCACTGACCCTCT
CCCTCAACCACCCACCCACCCGCCCGCTCGCTCGCTCGCTCGCTCGCTCGCTCACTCACT
CACTCACTCACTCACTCACTCACTCACTCACTCACTCACTCACTCACTCACTCATTTACT
CACTCACTCACTCACTCACTCACTCACTCACTCATTCCCTCACTCACTCACTCACTCACT
CACTCACTCACTCACTCATTCCCTCACTCACTCACTCACTCTTTTACTCACTCACTCACT
CACTCACTCACATACTCACTCACTCACTCACTCACATACTCACTCACTCACTCACTCACT
CAAATACTCACTCACTCACT
>AU243518 ID   AU243518   standard; mRNA; EST; 280 BP.
GTTGTTAGTTAATCCAATCTCATAAATCTTGTCCAACTGTTTTTGCTTTTTGCTAAAAGG
ATTTTGACTATTTTTGTCTGGCTTCCTGTAGCTCTATTGTGTCCAAACATTCCAGCAGTT
GCCATTGCAACATTGTCTTCCAGAGAAGAATTTTTCTCCAGATTAAATGATGAGTTTCAT
GATATGAGACATTTTTTTCTGTTATTTCCCAAAAGAAAAAAATTAACTAATCGAAAAAGT
CCAAACAGAAACGTCTTTTCTTTGTCACGGGGTGGGGTGG
>AU243519 ID   AU243519   standard; mRNA; EST; 254 BP.
ATGGCAAACTACCCTATATTTTAATTTAATTTCTGAAAAAATCCCTTTTGTTATCAAAAT
GTTTTTTTCTCTCAAGATGAAAAACCAAAAACAAAGCAGCTTTACTACAAAGGTATGCTG
CTTTTGAGGACACAATGAGACGAACGACAAACACAAATAATTAAATGAAGCTGGATGCAG
TTCTTTATGCCTTGGGCAGCAAGTCTGCCATCAGCCTTCACCCCTTTCTCCCAGACACTC
ACTGTCAATATTTC
>AU243520 ID   AU243520   standard; mRNA; EST; 357 BP.
CTTTTCGCCTTTTTGGAGAATAAAAACAAATCCTGGTGAAAAAAGCTGCCAATTTCTAAT
AACATGTTGCCTTTTTTTTAAATTATAAATAAGCAGCATTTCTCGTGGACCAACTGAGAT
TATTAGAAGTATTTAGACTTCTTACTGTGAAGAAAGGAACTCTTAAGCCATGCTAGAAAC
CTCGCCGCTTTTATTTATTCACTTCCTGTTTCCTGCCGAAGCTCAATTCATTCTAGTCCT
AACGAGGAAATGTAAATATTTGTGCTTGTTTCTGTTTTGTTGCCAACAATGCAGCTTCCT
CTTTCCTGTACCACCATTTTCTTGCCAATCTTTCAAAATAAAAGTTTTGTTCCCGCC



>AU243521 ID   AU243521   standard; mRNA; EST; 41 BP.
TCTTAGTATTTCCTAAGTTATTCCNTGAGNGTTAAGCTGAA
>AU243523 ID   AU243523   standard; mRNA; EST; 570 BP.
TCACAGTAAAAGTGAAGTAGACTAGGGTCACATGTCTTTTCATTACGGCTTTTTAAAATG
TTTGCTCTGTCAGATTTCTTAGTGATCACTGTTATCCGTTTGTGTATGCATGCTGCAACA
GAATGAGCCAGTGGGTAAGGAATTACTCAAAATCCTTCACTTTGAGGAACCACTTCATGC
TAAGCCTGCTGCAGCTAAAGAAAAAAAAACATAAAATGTGGCAACCAAGATCAGACAGGA
GTTACCTTCACTTCTTCTGACGTTGCCTACTCTGAATTCAGAAAAATAAATCCTGTACAG
TCAGTACTTATCAATGTTGTCAGGCTATTGTTGAGCTTCGATGACATGATTTGTCCATTA
TATGACAAACCTAATTTTTTTTAGGGACAAAACTGATATAATCTATTTCCTCCTGCCTGT
GCATGAAACAAACGGCATTGCTGACATGGCTGTCTGAGTTTCACACACTGTGACACCCTT
ACATCCCCTCCCTTATTCAATTACATCAGACATCAGAGCACAAGGTATTCATTACCTTGT
ACTTCCTGGATATGACAATGAAAACAGCAG
>AU243525 ID   AU243525   standard; mRNA; EST; 229 BP.
GTTTCAGCACACACACACACTCATCTCACAACACANGCATTTCTCTATTCTTCAACAAAT
CTGATCATAGTTGCAGGGAAAGGCAGATGTTGTTATCCAATCCGTACCGGTGGCATGTGC
GAAATCCAGGAGGCATTACCCCATTACCGAGGTGCAAGACACATTTACATTTAAGTTATA
ACCAACAACAAATCTGGTACAATCTAACAAATCATGAAGCACTAAAAAC
>AU243532 ID   AU243532   standard; mRNA; EST; 288 BP.
TCAGTAGGAATTCTGGGGTGGGGGGCGTACGGAGCTGCCAAGTTCCACACAGACCAGCCA
CAACAACACATTTGAGACAAAACTTTGTTGCTGCCCGCGTCCAGTTCATTCATAAAATTC
CAGTGGTTGGTTAAACTGTCTGCTGTGTTTCTTTTCTGCACAACCAAATGAGATGACAGG
GATGGAGGGGAAATTGTTCAAACACTGGAAGACGAGGCCCCTTTTCCAGAGGGACCTTTC
AGATGTTTCTGCTGCTTTTCTGAGGTTTCATTCATGCACTCTTTCTCC
>AU243535 ID   AU243535   standard; mRNA; EST; 592 BP.
TAATGCACACTTCGAAGGCCATTAACCCGCTTATACCATGGTCACTTACAAAGGAAATTA
ACAGTAACCAATTTTTAGTCCTTAATTTTTGTTTTTTTCCAATCTGGATCGCTTTTCTCA
AAAAAAGCAGACTATTTGTTACGTGGTGTGGCGCGACACAAAACAAATGGTTCGCGCCTT
CCGCACCACTGCTGCAGTCAAGACTTGCTTATATAAAGTGATATATATATGCTGATCATT
CCAATGGGTTGAATAAAGCGTCAGTTCAGAGAGAAAGTTCACCTCTTACCGCTTGTTTTT
GTCAAAAAGATGAAGCAAAATGTTCTTTTAAAGAACCCGGCGCAGTGATACAAAACATTT
AAGCTAGGTGACCGGAACTTCTTTTTTCACCGTGCGGTTATCCTGTGGTATATCACTTTT
TAACGCACAACCAGCAGCCAATCAGAATCAAGTATTCACCCGGACCATGGCATAAATAGG
TTTTAAAATGCTGTATAAAGTATTTACCCTCGTGAGTAAATATAGTACTAGTATTACACT
AGTAACTAGTAATAATATAATAAATGTGCATTCAAAAGTTGTAAACATGTCT
>AU243537 ID   AU243537   standard; mRNA; EST; 142 BP.
TATTTATATGTTTGGATGTCAAAGTATAAATCTACAGAACAGAGAATTTCTCCTGAACTC
AAAGCTGAACACCGAGTGGATAATAATTCTGCTTGGCACCTGCTGATGCGGCTTCATGAA
AATCAATAGTGTTTTTAAAAAA
>AU243540 ID   AU243540   standard; mRNA; EST; 455 BP.
CTGCCTTTTGGTGTTGATTAGCTCAAACNTGGCCGTGNTTGTTGGCCCGTCTCTCGTCTA
CCTCATCTCTGGCTCGTCTCTGCTCCTGCTCCTACACTTGGTTGTGGACCCTAAGAAGCG
TATGAAGCTCATCAGCTGGACTAGTCAAACATGTAGTTGTAGAGTTAGATAAGCTAATTC
TCTGTGAGAGTTCTGGTACAGAACCTGTCCAGCTTGGGGGAGGATCCCTCCTTCATGTGG
ACACCCCTGAGGTTTCACTTTTTTTTCCAGAATCTGTTTTTTTCAGGAGTTTTTCCGTAC
AGAGAAGGAGGGTCAAAGGGCAGGGATGTTAGTTTACTTTACTTTCCTTTAGCCATTATC
TATGGAATTCTATAACTGATTTTATGTTTTTATACAATTTGCAGTATGAAGCCCATTGAA
TCGACTCTTGTAAATATTGAGCTATTTAAATAAAA
>AU243541 ID   AU243541   standard; mRNA; EST; 586 BP.
TTTTTGAATCCCAACTGAAAAATCGCAGTTAGGCGANGTTTGCCTCACAAAACCAAGATG
AAAATAATGCAGCCTGTTCAAACCCTGGCTGAAACTGCCTGACCGTCACGTCATGCCATC
ATTTCCTGAGCAGATTTTTTGGGGACTGTTCCGATTTGATACTCTGGAAACACGTTTAAA
TAAATGAACAAATTTAATAAACAGATCCAAGTTTTCCTCTATTCTCATTTTATGAACCTT
GTTTTATTCTATAACACTTAAACAGAGGACTTCTATGAAGTAGCTTGAACAATAAAGGCA
AAATAGTGCAACTATTAACTAAAAAAAGTAGTTAAAATAGGTGATAATTAGTCAAGTGAG
AAAGTTTGACGATTGTAGCTTCAGGATCTTCAGAACTATTGAACATTGATGATCCGCTGT
GATTCATATGTATATTAAAAACTCTTAAAAAACTAAAAATGACAAAATGAATGTAGCTCA
TGTCAATGTAACCATTTATTAGTTTTGATTGTTTTTGAGAGACTATGGATTTTTTTGAAT
CACTTATCCCAGAGCTTGTACTTTGTAGACGATCCCTAGACGTCTC
>AU243543 ID   AU243543   standard; mRNA; EST; 323 BP.
ATGTTATAGAGGGCTAATCCTTCANGCAGCTTCCTAACACCCCTCTGCCCACTTGCTCCC
TCCTCCTCATCCTCCTCCTTTCTCTGTTATCAAGCAGAAGTTGAATTGGCCTTTACAGTG
AGGCTTTGTTTCATATCACAAAAGAACGAGAGTGTCAAATTCGCTCTCTTCTCTTCAAAT
AAAACGGGAAAAAAAGAAGAGCACCTCGTTTTTTTTTCTGTTTTGCTTTCTGCAAAATGT



TATAAGTCTCTTTCTCTAAATATTTGTCCCATTTCCCATCTTCGTGCTCAAAAAGGAGCA
CATCACAAGCTGTTAAAACGAAG
>AU243547 ID   AU243547   standard; mRNA; EST; 216 BP.
CAGGATTTCACANGNNCGGTTACTAGTTACTAGTACGGTAACTAGTTGTAGATTGTCGCA
CTTTGTCGCACACAAAGCCCACTGATCAAAGCTCCAAACCAGACTGGAGCAATACGTTTA
GATAAGCCAACCAAACTCTAGAGGTCAAATATACTAGAGCCAAATATAAACTGCCAAGAT
TCAGTCATAGGGTCAACATCCTTACGCTACTGTGGC
>AU243548 ID   AU243548   standard; mRNA; EST; 225 BP.
GTCCTGATCACCTGCCTGACTCAGCGCAGTCACTGTAAAACTTATCAGGTTCAGTAACCA
GTGAAAGAGCTCCTGAACTGTGCCTCAGACATGCTGCTGGACCTGAGCGACCTGCTGCAG
GTACGACTGACTGTTTACATGCTGGGCGGCCCACCAGGTGGATTCACCTGTGTCCTGTTT
CCAGGTGAATGTTTACGTCCTGGGAAAGACATTTCTGCTGCTGGC
>AU243549 ID   AU243549   standard; mRNA; EST; 595 BP.
AACATTTCAAGCCATGACTTTTTATGTAGTTTTATGTAAACACCTAATTGCTGTGGCCAA
ATAATCCCAGCTCTGTGTTTTTTGCTGTGAATACAGAAGACTGCAGCAATGTATGTGCTG
TTTATGTCCTAAGATCGCGCCGTGTTATCATGGAGGTCTTTTCTCACATCGTTCCGATGC
TCTCCAGCCCCACCACAAATAACCAGAGGTTGTGTCATGAAGGTGTGAATGATGAGTACA
GTTTTGAGTTTCAGCATTTTATTTTCAGATCCTGGTTTTAGCAGCACCTCCAAAAGAAAA
AAAACACATAAAGTGAGAGGCTTCATTGAAATCTGAAAAGAAGTTTCCAAGCTTCTGTTA
AGACAGTTAAACAATTCTAAACATATCATTTTTGTTTCTTCATTTTTTTACAGAGAACCT
TCCAACATATCACTGGTTTAAGTGCCAACACATATTATGATTCTTGAAGCAGGAGTGGAA
CAAAAATGTTCTTTCTGTCTGACTGGGTCTAATACTTTTACAAGACTTAAAAGAAGAAAT
CACACTTTGAGTATTTTGCCAATAGTAAAACAAGTGAATCTCATTTATTCTTTGT
>AU243551 ID   AU243551   standard; mRNA; EST; 435 BP.
TGGCGTCGCCATGGCAGCTAGTAATGAGAAAGGTCTTTGTAGGATTTGAGGCGCTGTTCT
CTTTAAGGTCAGCAGGGTTTGTGTGTTTGTTTGTAAAGATGTGAGACAGTATTGGCATCC
AGAAAATGCATTTGTTTTTATAGTTTTGTTAAGTGATACTTCTGTCAAAAACATGAAATA
CATTTTGATTTGTCATTTTCTAAACAAATATTTTTTTTTCTCGTTTTTGTTTGAAAATGT
CCTGTTAACTTTGCCTGCAGAGGTCATGTGATTTAGCCATTTCAGATCTTTGACGTCTGA
GATTATGAGGGAATTACTGTCATTATGCTTAGAAGAAAGGATTCCAACTTACTTGTTTAC
AGAGTTTAACCTTTTTTTTTTTACTGAAATNCCTAAATGCTAAAACCAATCCTATCATTT
TTGTTTTTTTAAGGC
>AU243553 ID   AU243553   standard; mRNA; EST; 611 BP.
TGCATTTGTGTTGGTAAAGCACAAAGAACTGATCGGAAGTGAAGGGGTTAATGACTGGAT
AAGGATCATTTATGTGAAGAAAATAAATACAAAAAAATGTTGAGTAAAGCATGATTAGGG
ATTATATATAAATGTGCATATTCCCACACCCTTTCAGGCACTCCTTTTATGAAACTTAAT
ATTTAATGGTTTCAATGTCTAATGCTCAGTATGCTTAAGAAGTTATAGGTCTGTTTATGT
GTATTTGTATGCATGTGTATGTATATTTATATATTTTCCAATCAATTCAGAACTAAATAT
CCCAAATTTGATGTATCTCTGTATAGATAGAATTTTTTGGTTTTTGTCTTTAGTTTTATT
TTTGTTTTGATTGCGTGACCTAAACTATTTCCAAATCCAAACTGCCCTTTTATCTGTTTT
TTTGTCCATCCAGCCCTCTTCTACAGCTTACCAGCAATGGTCTGAGCAGAGATGGCCCTT
CACGGGATCCTCCATCCAGTTCCAGGTTGGACACAGACCAGACTACCCCGTGAAGAGAAC
CCATAAGCTACAAAGACTTTTTTAAACACACTTAGATTCCCAGACACATGCAACAACACA
CCTTCATGCTT
>AU243554 ID   AU243554   standard; mRNA; EST; 194 BP.
TTTCAGACCAGTCGAAATGAAGCCAGTCCCATTTGACATAACAGGTTTCAATTAAAGCAG
TTGATTTTTGTTAACAATTACCTAATAACCAGTTTTCACCCAGCATCTCTCCACTCATTC
TTGGTCTTAGCCTCTTGCCCTGGCCTATAGGCATCAAGGCTGATCCACGGCAACAAATGT
GTGGGGTTGGATGG
>AU243558 ID   AU243558   standard; mRNA; EST; 565 BP.
TTGACAAATGCACTGTAAATAAAATGACATCAAATAAACAATATTGTTTAAGCTAGTTTA
AACGTTTTAAGTGATAAAAAAGTAAAAATAAAACATTATTTGACTGAAATAATACGTTTT
TTACTAAAGGCCTTGATAAAATGCAGTTGTAATACACCCATTTTTCCACCATAGATGGTT
AAGTAAACTAAAATGTGAATCCTGCAGGTGCAAAAGTTTTCATTTTGCTGTTTGTTAAGA
ATGTACACACATCCTAGGTGACTAGTTGTGAACACAAAACGAGGCACTTCTCAAGACACC
TGTCACTCATTTGTAATCAGTCCAGAGGCGTGAAAACCCTGAATTCTGTTCTAAAACAAT
TAAATATGTTGCAAGTACAAAAAAAAAATCTTTTTTTTTTCAACTNTGTATATGCAAACT
CAATATGNGTATACTCATCCTTGACTATTTTGTATATGNGTAACATTATTTGTTCTATGC
AATGTCACTGCCAGGAATGTGCTCACCACATGTGCCTTTTATGCAAAATTTTGTTGGAAT
GTGAATAAAAGTTTACATTGAAAAC
>AU243559 ID   AU243559   standard; mRNA; EST; 500 BP.
GCCCGACAGGCAAACCTGTCCCAGTCTAGGGGCCAGAACATATGAAACAATGGACATCAG
AATGTTAACCCTTGTGCTATCCTAGGAACTTTGGCATTGGTGGTGGGGTCATCTAGACCC
ACTAGACAGTGCACTGAACATTTTTACTTCAATGATTTGTGATCTTCGCTGGTGTCCATG



GATTACATGAAATCTTTCCACCTTTATCCACCTTTGTCATGGTAGGGACAACACGTCAAT
GGTCATCTTGACCCCATAGGATAGCACAAGGGTTAAGGAACACAGTTTATTGAGAGGAAG
AAAGAACCTGTGTCCTGTAAAACAAAAATAAATTACTGTGCTGGTTCTAAGTAAATACAA
AACAGAGGGATTGGAACCTTGGCCAAGCATAAAATAAGTGATAGTTTTAATATTTTAAAA
AGGAACATTAAAACTGTTCTTTGAGGCTTGAAATCCATTTATTTGATCAGTTCTATGCAC
ATGGATGAATCCGTTTTCCC
>AU243560 ID   AU243560   standard; mRNA; EST; 573 BP.
GTTCATTGACATTTTGGTGATCATAGGGTCAAAGGTCACTGCTCCAGAGGCCACAAAGCC
CACGAGAGCATCCTGGACGTGCGAATGGGGTTTTTACATTGTAAACGGGTCGTATTTGAC
GACCCATAGCTCACCAACGGAAACTCCCATCCTTTCAGGCTTGGCTTTAATTTAAAGGGT
AAATCTCTAGCTTTCCAGGGACCCCAGTCATGTCCAGGTCCGACATCCCCTAGAGTCCAC
AAAGCCCACGAGAGCTTCCTGGACGTGCGAATGGGGTTTTTACATTGTAAACGGGTCGTA
TTTGACGACTCATAGCTCACCAACGGAAACTCCCATCCTTTCAGGCTTGGCTTTTATGTA
AAGGGTGAATCTCTGGCTTTCCATAGACCCCAGTCATGACCAGGTCCGACATCACCTAGG
CTAGAGAACCCGTGCTAGAAAAAGCCCCCAATCCAGGGCTTCGTGGTTCGTGCAGCTGCC
CTGATTCTGCCAGCTTTACCCTCGCACACCGCCTACTGGAAGCATTGGGCAAGCAGCAAT
CAGGCAGCGTCAAGCAGAGCTGAGACCTACGGC
>AU243562 ID   AU243562   standard; mRNA; EST; 458 BP.
TAAGCTACCGGTACCTTTTTATTTTTTTGGTTGCCAATCTCCTCCACGTGGGTCGGCCCA
GCGCTCCGTTGATAAGCCTCGGCCCTCGAAGGGTCTCTTCCCCGATTTCTCCCCCCCAGT
GTGATGGAGTCCCTTGTTTTTAATTTTAGTGTTAATAAAATTGTGTTCAAACTGGTACCA
CGTCTTGGCCTCATTTTGAAAAGTAATCTGTGCGCCTGGGTTGAAGCGCCTCTTGGTGTC
CCGGGGTGGCATTGTTGAATCCCTTTTTCTGCTACACCAGCTGCCACAGAATTCCAACAT
TTTCTCCACAGTACCTTGCCATTGATGCCGAGACGATTAAGAGACAATTAATTAAAAACC
CCTAGGAAGAGTTTTTGCTTGTATCTGGAAGTAAATTAAATTAAATTCAAGATAGCTGCC
TTTTCCCAAAGTCAAAGGTCAACGAAACTTCTGTAAAC
>AU243564 ID   AU243564   standard; mRNA; EST; 511 BP.
AACTTTACTGATAAAATGTGAAAAAGTCTGTATGCCGTTCAGCTGGTGATGCCCTAGCAC
AAATAAAATGGGCTTTTCTGCATGAACTGCAGTGATTAAAACTAATCCAAAAGAGGTGGT
TGGTAAATCTAAAAGGACCAGCTAATTTTCTGGTAAAATAGGTCCTATATCCAAGAGGTA
AAAATAGTTAGATTTAGGGATTCTTCGTATATATGCTATCTCTTTAAGACATAAATGGAT
TACATGGTGTTATACCACATCTACACAGGTGGTTTAGGTCGACTTACAACAAAAAAGAAG
CTGGGGTGTGCCAGAGGTTTTTGAGCTGTGGTTTGGCGTGGGACATTGGACTGGAACAAA
GCGCTGGACTCTAGTGCACTGGTGGGACACTGGGTGAGCCAGCATATCAAGTTGCCTCCT
TCACATTCCCATACGGTACCAAGTGAAACATCAAGCCTTTATCATCTCAGTGCAGACTTT
CTCTTTGTCAAGGTTTGCTCAAATGTAGGAG
>AU243567 ID   AU243567   standard; mRNA; EST; 558 BP.
GGGGACCAAGCGGGGTACTGTCCCTCCCTGGAAAGAGCGGCGTGAGCGCCGAGGGGCGGC
CTGTGCCACGTCCGGAGTCTGTGTGGGGTCTTCGGGGTACTGATCGGGCGCAAGTGATGC
ATCACAGGTTGGAGTCTCCGGCTGCTGCAGCACCGACTGAGGTTCTTCTTTTACAGGGAC
GCTGTCGGATAGCTGCAGTTCTGGAGGTGGATATGCTCCAAAGTTTTGAGTCTGTTGCTG
CTTTGATTGCACCGGTGGCTTCGTCGGTTCTTGCTGCGGCACATTTTGTTGTTGGAGTTG
TTGCATTTGCTGCATTTGTTGCTGTTGTTCCTGTATTTGTTGCTGGTGATATTGTTGCTG
CATTTGTTGCATTTGCTGCTGTTGCATTTGTTGCTGCTGCAGCTGGAGTTGATGCTGCTG
TTGCTGCTGCTGGTGGTGATGATGCATCTGTTGCTGCTGCATTTGGTGCAGAAGTTGCTG
CTGAGTTTTGGGCTGTTCGCCATAGACCAGGCTTTGCACGGCCTTGTTTCCAGGAAAAAC
AGGGTAATACTCAGATGG
>AU243571 ID   AU243571   standard; mRNA; EST; 566 BP.
TTTAACCATCTTTCGATCACAAATGATGTTCTTAAAATTCAATTATTCTTTCTAAATGAG
CGACATTTATTCTGAAAATCATTTTTCGTTTCTACATCCTGAGCTTAGATTCTGTAAGAT
CATTTAAAGACTTGATATTTTCTCCTGGATTTGGATTTTTCCTAAATGCGTAAATTTTCT
TCTTGGATTATCCTAATCAGGGATGACTGATCCATAAAGATAAACTACAACTAATGAATT
CTGTTGATTTTCAGCCTCAAATGCATTTCTTTTAAAGGACACGTTCCTGCAGAGATCTAG
CCAGAGGGATTATTTCCCTCATCCATCCTAGCAGGTTTATCCTGCCGGACGGCTCCGTTT
ACGCTTTCACTAAACACCATTCACTCCGACTCTGGGACAAAAAGAGGCAGAGAGCTTTTT
GCTCAACTTTTTGCTTTATTGTTGAAATATTTCATACAAATCTCCAAAACTATATTTCAC
TTTTCCAAAAGTTCACAGGAAATGTTTCTGCCCAAAGAAAAAGGTGAAGCTCAGGCCGTT
TAAAGCGGCGGAGACGGCGTTTCCGC
>AU243576 ID   AU243576   standard; mRNA; EST; 299 BP.
AACCTGATAGGTCAGACTTTGAACAAAATTCCATTACTTATCTGAGGATTACATCTTGAA
GCATCACTGTGAGAGTAGTCGTCTTGGAGATAAACATACAAGTTTCCTCACTGTAACCAT
AAACTAAATATATTTTTCAACCTTTTTTTTTTTGAGTAGGTAGATGGAGCATCCAGCCAG
ATNTTTAGCGTCAGCAGTTTGCACGTCTGGGTGGAGGCATTGCAAGGTCACAGGCTCCAG
CTCCAGCTCCAGCTTCCACTCCCACTNTAGCTGGAGCAGGAGTGGGAGCGGCAGCTGGC



>AU243579 ID   AU243579   standard; mRNA; EST; 156 BP.
GAACTATTGATCCACCTGTAAGGCCAGTTGTTACCAAGGCATTAACTTTGAACATTTAGG
TCCATCATTTTGGGAAAAGATTGATGCACCTACATTTAAATGTCAAGTGGGTCATCATAG
TGAGGTCAAAAACACCATTTCAACATCACATTCAGG
>AU243582 ID   AU243582   standard; mRNA; EST; 600 BP.
CGGAGCAGGGCACGAGGCTCCCCACTCTTCACTTCACTTTTTTGGTTTAGTTTTTGAAAA
AAACTTTGTCCAGGAGAAAAGATCTGGATCACTAAACAATGGCATTCACAAAAGCCATCT
CTTTTCTGCTTCTCCTATGCAATCTCTCAGTGGCACTCACGGAGAGCACAGTGTCCTGCT
ACAGAATTGAGCCTGGGACAATAGCTGGTATTGTCTCCATCGATGTTCTGCTGACCCTCA
TCATTGTAGCTGTCACCTACCGCTGTGCCAGTTTTAGACATAAGAAGGTAGAAAATGCTA
ACAAGGTGTACATGAACGTCCGGGCGAACTGCAAGAAAAAATAAAAATGGGCTAAACTGT
TTTTGGTTTTTATAATTGCTTATTTCAGTTTTGTTTTTTGTTCTTTTTATGAAACAAATT
TGTGCATGAGGTTAGTTGTGATTTAGGATATTTTTTAGAAAATGTCTGCCCAAATACTTT
ACTTATACTCTTTCAATAAGAGATTTGAAAAATTAAAGAAAAAACACATTGTATATATTG
TGTGTTTACCTTTATTACTGTTTATAAAAAAATCCCATGTCTTTTGTTGAAATGTATCAT
>AU243585 ID   AU243585   standard; mRNA; EST; 596 BP.
TATTTTGGGGTCTTTTTTGGGATCGTTTTGAACAGTTTTCTGAATTCACACACAAAGGCG
GTAGTACTTTAACTGCAAAAAAAAGAAAACACGTTCAATCCCATCCGAACCTCTTCCTGA
TTTTGAGGTTTTCTGGATTCAGCAGGTGTCCGTGCTTTTTTCTAGACCAGGCAAGTCTTC
CTTTTTGAAGTCTTCACTTTGAAACAATAAGTATCTGTTGATGTCAGAGTGAACAAACTC
AAGTTTGTCCGTGTATTTATTGTTGAGTGTGAACGTAGAGAATCGAGAGCAACCAGTACC
TGAACAGATCCGTTCATCAAGCTCTCCCGTCTCTAGAACAATTTTGTTCCAAATTAGAAC
ATTTCTGAAGTGACCCATTGCTTAAATAATGGGTCAAAAAGAGAAATAAATGTATTATTT
TTTAAAAGTGTCCTTTTTTCTAGGAACCGATTTGAAGCCATGACACAATTTTGGATACTG
AATAAATAAATAAATGGTATTTGGTTTGAGATGTTCCGCATTGTTTTCCAATGCGTTTTA
ATTTGGAACCCAACTTTTTTTATTTCTAACTTTTATGATGCTTTTATCTATATACT
>AU243586 ID   AU243586   standard; mRNA; EST; 217 BP.
GGCAAACAGATATCTGCCGTGTCTGCTCAGCGGCTGTTGTCATATTTACACTGATGAAGG
GGTTCTAGCAGCAGCAGAGCTTGGGAGTTTGTTCAAGCTGTAGCCGGTGAGCTATCACTC
CCATCTGTCTGACACAAGCAGGTGCATGCTGAGCCACTCAAACTCTCAGCAAACTCAGCT
CACACTTCCCTTTTCCCATCATCGTTAGGTTGACAGT
>AU243590 ID   AU243590   standard; mRNA; EST; 473 BP.
TTAATTGTATCATTTTTCTTTTGATAAAAAATGAAAACGGGTCCCACAGACCCGAACACC
ACATGAGGGTTAACCCTTGTTCTATCTTAGATGACCCCCCCCTTACATTGACGTGTTCTC
CCTACCATGACAAAGGTGGATAAAGGTGGAAAGATTTCATGTAATCCATGGACACCAGTG
AAGATCACAAATCATTGAAGAAAAAAGGTTCAGAGCTCTGTCTAGTGGGTCTAGATGACC
CCACTCCCAATGTTAAAGTGCCTAGGATAGCACAAGGGTTACACAACAACCTATTTGATG
CAGTTTCAATTTGAAAATGAAAAATCACTTCTGTTCTTGACTTTTATTCTTGACTTTTAT
TTTTAATTATGCTACACAAATGCTTCCATAGTTTTCGACCCCAACGGAGGTAATAAATGT
AATGAAGGAGTTCTTCGTGTAACCGAGCGGGGCGCCGGAGCCTCAGTGACCAG
>AU243591 ID   AU243591   standard; mRNA; EST; 393 BP.
TAGTTTTGGATCTAGATTATACATCGTCCTCACTTGATTAGTGTTAATGACTGCCTCTAT
ATTGAAGACCCTGGTTTCCAGTGCTACATTGTCAGGTCATTTGCCGTGTCACTTTTTTTG
TTTCTTCATGGGTTTTTGACACATTTTAACATTTCAAACAGGTTTAGTAATATTAAAGTT
TCTGCCACCAAGCCTGGTCTCTTGCATATTGACTCCTAAATGGAGAGAAATTAGACACAG
TCGGATTTGTGCGTGCGTAATTCTTGATTTGTGCGTAAATTAAGATTTGTTTATGCATAT
TCTTGCTTTGTGCGTGCGTAAATTAGGATTTGTGCATAAATTTGGATTTGTGCGTGATTT
GTTACTCACATAATATGTTTTGTGTATAAGTTT
>AU243593 ID   AU243593   standard; mRNA; EST; 281 BP.
GTTTGTTTGTTTAACACAACCGCAATAAATATCTCAAAAAACAAAAAAAACTGAGCTTCA
GGGGGGTATTCCAGGAAGCATGTTTAAACTAGCCTGACTTTAAGCCTGAACTCTGGCTGA
AATCCGCCTGAACTTGCTTACTCTGGGTATGTCGGTTCCAAAAGACCGGATATGAGTTGG
CGTAATTACGCTCGACTTGGTAACCCTGGGTTAATGCACGGTACATAAAGACATTCTCAA
TAGATCGCCGATTTCTGGAGTCACCATGGAAACGCGTTGAG
>AU243598 ID   AU243598   standard; mRNA; EST; 568 BP.
AAAGAAACAAAATCACCATCTAACCACCATCACACACACTTCTACCTTCTAGCAGCTTTT
ATCATAATTTAGTGCTGTTTCAGTCAAAGGATAAAAACTTTTTCAGTGTTTGGGTACAAC
TAGTTCAAGAAATTATTTTTAAAAAAATCAGGAATTTTCTGATCTTTTCAAAACCAACTT
TATCCCATTACTGGATCAAATTAATTGTGACTTACAGCGCTGGTCTATGCTGCCATTATC
CCTTGCAGGTAGAATAAGCTGCATTAAAATGAATGTGCTGCCTAAATTTCTTTATTTTTT
TCAATGCCTACCAGTATTTATTCCAAATCAATTCTTCAGGTCCCTTGACAACTCTTTTGC
CCAATTTCTATGGGGAAAAAAGCCTCCAAGGATGAGAAAAACCATATTATAGAAAAGCAA
AGATAATGGTGGCCTCTCCCTACCAAACTTTTTATTTTATTATTGGGCTGCAAATATCCG
AACAATATTATGTTGGTGTCATAGTCACATTGTTAAGCCAGTCTGGTCACTAATGGAGGA



ATCATCTTGTACTTTTGCCTCTGCTACT
>AU243600 ID   AU243600   standard; mRNA; EST; 196 BP.
GAATTAAACTTTTTTTTAGTGAGGTAGGGTATGTACTCACTTTTTAAAGTCATTTTTCTC
CTTTTTATGCATTAAACAAAAAGTTTTGCACATTTGAAGTCTTCTTTGGACGTGGTTACT
GTCTTTAATAGAGTAATTATGCAGCATTAAAGGTAATTGTTCAAGCATTTATAGTAAAAA
AATAATTGATGAGCTA
>AU243601 ID   AU243601   standard; mRNA; EST; 209 BP.
CTTTTTGACAGTGTGACTCACCGAGNATGTCAAAAGTAAGTGGCAGCTCGTCTATGTTGG
TGATGTGGCACGGCTGAATGAGTTTGTCGGCAATCTTTTTACTCCGTATGAGTGGAAGAT
GGACAGCTTTTCCTTGTAATCTGCTGGAAGTTGAATGCCTTCAATTGAATCGTGACTGTA
GAGATTTTCTCTGATCGTTAATCCATCGC
>AU243604 ID   AU243604   standard; mRNA; EST; 541 BP.
GCCTCTGCCAAAATCCCATCATGCCTTTGTATACTTTCTCTTGCTAGCTTAAATCCCATC
AGAACAACAATCTTTTATTAACCCTTGTGCTATCTTAGATGACCCCACCCTTCCATTGAT
GTGTTCTCCCTACCATGAAAAAGGTGGATAAAGGTGGAAAGATTTCATGTAATCCATGGA
CACCAGTGAAGATCACAAATCATTGAAGAAAAAAGGTTCAGAGCACTGTCTAGTGGGTCT
AGATGACCCAACTCCCAATGTTACAGTGCCTAGGATAGCACAAGGGTTATTAGTGCAACA
AAAATAGCGAATAGTATTAAAGTTATCCAGCCGTACAGTTTTGATCAAGATTCCAGCTCA
GACAAGGAAGATGAAGACCTTAATGGATCTACAACTGGATGCATCAGAATGGAGCGGAGC
AGGGAGGCTTTGGCCGCCCATTTCAGTTGCTGCGTAAAAACTGGGAGCTTTTTTAAACAG
CATTTTTATGTCTGCTCCTGATTCATCTAGATTTAAATAAAGAAATACTCAGACACATAG
T
>AU243606 ID   AU243606   standard; mRNA; EST; 611 BP.
TGGGGAATCTGTTACAGGGGGTTGAGAGCCATAAAGTGTTTTACCACCTGCTTGTGTTGG
TGATGACAGTGGGGAAGTAGAAGAATTTACAGTGAGTGGCTTGGCAGGACTTGATGTTTC
AGAGCCTAAAGTTATCACCATGACTGGTGCATCTTGAGAAGATGGCTGTCGCACAAGACG
GGAGGACATTGTCCTATGAGTTGCTTGAGTTCCATGAGATGGTGGAGCTGTTGTAGCAGC
ACCAGGCAAAGATGGCAGCTGTCTTCCGCTTCCACTGGTAGGGCGAACAGATGGTGTGTG
CATTGGGCTTTGTGTTGGAGATGTAGTGGGGGAAACTGGGGGGCTAGGACCTTTAAACAA
GGAAAACACTTTGGAAGTAAGAGAAGCTGAACCAGGGTCCTGTGTTGCTTGTGATGGCCT
CTGCGAACTTGCTCTACTGCTAGCTGTTACTGTGTTACCTGCTTGTCGAGTTTGAGCACC
TTGACTCATTTGGGCTTTGGTTGTTGCAACTCCAACAACACCTTCAATTTTGGCACTCTG
TGTCATCATTCTGTTTTGTGTTTCTTTTGATAAATGCTGTGCAGCATGAATACCTGTCAT
TCTTGTATCAT
>AU243607 ID   AU243607   standard; mRNA; EST; 99 BP.
GGCCTCTCATCACCCNATGCCTGAAAACCCACAAAGANGATATTATCCTCAAACACATAA
GCACAATTTCAAATGTTTGCTTTTAGGATTTCAATACCC
>AU243608 ID   AU243608   standard; mRNA; EST; 99 BP.
CAAGAGGGGTAAGNTCTGTCCAAACAGTAAAGTAATTCAAAACAGAACAAATTATTTCCA
ATGTTGGTTGATAATTTAGGTATGTTTGAGCTTTTAATG
>AU243610 ID   AU243610   standard; mRNA; EST; 403 BP.
GTCCTAGCACTACCTTCTTGGACTCTATAAGTACACACCATTTACCATGCACAGACAATG
TTTCCAAGCAGAATAGAGACCTCCATGAGGAATCTGAGACTACACAGTCAAAAGTCACTG
TTAAAAATATTGTTAACCCCTGTGCTATCCTATGGGGTCCAGATGACCCGATCCTTACAT
TGACGTGTTCTTCCTACCATGACAAAGGTGGATAAAGGTGAAAAGGATTTCATGTAATCC
ATGGACACCAGTGAAGATAACAAATAATTAAAGAAAAAGGTTCAGTGCACTGTCTAGTGG
GTCTAGATGACCCAACTCTCAATGTTAAAGCACAAGGGTTACAGCAATCCCCCAAAACAA
TACTATTGTCTAACCAAATAAATTTAAAGCTAAATCAAATTTT
>AU243611 ID   AU243611   standard; mRNA; EST; 213 BP.
GGACTTCACCAGNATGTTGTCCAGAAACGCACTGATGGGGAGCATCCTAATTCTTTTACT
ACCAAAATGTGGCGTTTACCCGGTAACCACACGGCTAACTTAAGCGCATGCGCAAAGCAC
ACCCGATCGTGAAAAGTTTTACCGGTCGAAAAACAAACACATTCTGACGATTTTTAGAAA
TGCTTTTTGTTTCTATTCAACATCTTACGACAG
>AU243612 ID   AU243612   standard; mRNA; EST; 239 BP.
GATGTTCTAGNATAGCCACAGNAAACCGTCGTGTAAAAATCATCAATAAAGCATAAAATG
TGTCTTTTAGGAGTCTCTAAGGTGTTCAATGATAAAGTATAATCTCTACAGGCTCACTGT
CCAATAAACTGTTTGATGACAGCAACTTTTATTTATGGTGCTTGGTTGCCTTCTGTAGAC
AAAAAATACTGACAAAACTGTTCACCATTCCTGCTGAATAAACCACTTGTCAAAATCGC
>AU243613 ID   AU243613   standard; mRNA; EST; 627 BP.
CGAGGTAAAGTTCTTAGTTACAACATATAAGAGATTATCTTTGCACTTAATTATCATAGA
ATTTTTTCCAAAAAGGGAGAAGATGTTGTTCCAAAATCACCTTGAAGTCCCACTGCAACC
ATCTTCTGATTTATTTTAAAAGATTACTCAGTGGTCTTTTATTTAAAGTTATGTCATTTT
TAGCCACAAAAAAAAAAACTGTCGTTTTTTAGGATATAGTTTCTGCAGAGCGGCAGTATT
GGTNCCATTGACTGTATAACAGAACCGAACTCAGNGAGTGTGACGTCATCATAGAAAACA



GTATACTTCCTGCTCCAACGCGATATGTNCNCCACCATTTAGAGCCAGACTAGGTTGGTA
AGCAGTGATTGGTCCGAGTAGGTCTGAATCCACATTTNTATGGCAACTACTATCGCCAAT
CAGGAGTGAGCTTGTTGGAAGTCCACACCCCTTCCATTGAAAGCGCCTCGGGAGAATCTG
TCAATCAAACATTTCAAGATGGNGGCCAGCTGGCNCCACATGCTTTTATTGAGGCATCTG
ATTGGTCAGTATAAAACTTGAGTAAATGGCAATAAAGAAAAGATNTAATGAAAAAAATAG
GATTAGCAAGAACATGTTAAAATAAAC
>AU243614 ID   AU243614   standard; mRNA; EST; 441 BP.
CTTGCATAACCCCCAGAGTGATCACCTGGACGGAGGAAAGTAGAACGGCTGGAAACGGGG
CTCAGTGAACAAACAGCAGCATTCGTTTGCCTGTTTGTGACATTAAAGAAAAAAAAATGA
AATAAAATAGAGGCAGAATCTATGCTGCTTCAGTAAACGTACGTCCCCCACCAGGTCTGG
AAAAGGAGGCAAGAAAAAGAAACAACTCAAACACTATCAAAGACACCCAAGGCCAAGGTA
GTGTCCTGAAGGCCTCTGGGTAAATGCGGCACACGCCACTTGCCTGTGGATGGAGGCGTC
CTTTGTATTGTATTCCTCTTTAAAACTAATCAATCGGCTCCTTTGGCATGGGGCAATGTG
TTACTCTGTGTGGGATGCTGTACAAATATTATTCAATTGCCCAGACTCGATTAAATCAGC
TGACATAAAACATCAGGTTAG
>AU243615 ID   AU243615   standard; mRNA; EST; 282 BP.
GCTTTTTCCGTGCTGGTACTCCAAACAAGTGTGTTTTAAAATTACTTATGTTTCAACTAT
CCACACCAAGTTTCACACGCATATAGCTGAACATGTCTAAATGCTTCTTGAAAATTCTTT
ACAGATATAAAATGAACTGGTCAACTGTAGGATGTCATTTCCTCTTACATGCTTCAGTCT
TTTCCTCATGCTGCAGCTTGTTCCTCAGCCTGCCCTGTTGCTGGAGTCAAATTTCACCCC
CCCCCCACACACACACACCAGCTGCCTGTTCATATGCTAACT
>AU243619 ID   AU243619   standard; mRNA; EST; 491 BP.
AACTAGATCTCGAGTTTTTACGTGAGTAGGTAGTACAGGNACCGGTCGTCTTTACAAAGT
GGGACCTTCCAAGTGGCACTGCGAAAACTGGACGGTGACCACGCACCCGTTGGCCTGCAT
GCTGGCCATGAACACCTACGACTGTCAGGGCTGTACGATAAGCGGAGAGGTGCTGTACCA
CCCGCCGCGAAACTTTTCCATGTCCCATATAAAACCATCGGTGTACGTGGCGCTCAGCAG
AGTCACTCGGAGAGAAAAGCTGCAGATGACAAACTGCAACTTCGCAGAGTCTGTCGGTCG
GGTGGGTTTCTACGACGAGAGGCTAGTGGCCTACCGCAAACGCGTGGAGATGAACTACTC
GGCCTGAGCCCTCGGCCTAGCCAGAAATCTCCTCTTCTTTACGGTCGTCGCGACCGACCT
TTCGCTCGAACCATGTGGCACGAACTCACGCTGGAAGAGCTGATACTCCTCGCTTCGCCA
AAGTCCGCCGC
>AU243620 ID   AU243620   standard; mRNA; EST; 624 BP.
TTTCAATTATGTTTTTGTGGCTCAGTGTTATTGACCTGAGTGGTGGGAACTTACATCTAT
AAAAGAAGCTCTCCTGGTTGCATTCTCTCAGTACTCCCTTCTCCTCCTCTGTGGGGACGT
AGTCCACCCCAAGTTGTGCCTGCAGATAAATTGTTATTTTTAAGGCCGATTGCATTAATT
TTTCAACAAAATATCCCACTTCTATTTATTTACTGAGCTCTAAAGTTTTCTACTTGCTGG
CTGTGAATAATTTCCTGCACCAAACGTATAAGTCAACATTTTGAATGAATTTCTGCTGCG
AAACTGTGTCTTCCATGTGCACTTGAACCTCGCCACACCCCCTTTCTGATCCGATAATCA
ACGCTAGCTAGCGTTAGCTTCCACGGTAGCTCTTCAGATTAAAAAGCAGACGTTGAGGGT
TCACCTGAGCTGCTGTGCGCCGCCGCTCCTCTGGGAAACCTGTAGAAGTCGACGACATGC
TGACGGCAACCCTGGAGCTCAATTTTTACTCCAAAACATGTAGTTAAACACGTTTAAAGC
CGCTGACTTTTTAATGTTTGGTACAATGTCATGGCTCCGGGCAATTCATTTGACCCGGAA
GTTATTGTGCGTTACCCAACACCA
>AU243622 ID   AU243622   standard; mRNA; EST; 357 BP.
TCCAAACCCAAATTTTTGGGTCACGCTTTTGTTTCGGTTCGATAAATGATTTTATTTCAA
AACAACAAAAAACTGAAAATTCAGGCAGATCATTTTTTTATTATGTTCTAGTAAGCAAGA
AACAATGACTTAACCTTTCAGTTGGCCTATACTTTGTGAGCCTCGTGAAATGTAATAAAA
CAGTCAAATCCTTCTTAAATGTAGCTCAACACTAGTTTGACCCTTTCAACGTAAAGATAC
TGGCATGCTGTCGGGATGCACCGATTCGGTTTCAAACAGAGAATTGTGCATCCCTAGTAG
AGAATAATTGTTTCATCTGTTTTCTGTGTCAGGACATAAGAAATGAAAGTTTATTCT
>AU243624 ID   AU243624   standard; mRNA; EST; 588 BP.
TGTGACATTAATTTAGTCCTCAAGTCTTTGACGGTTAAGCTCTGGGCCAGTGACATCTTG
TGTGTTTGGGATGAGCTCGGACCAAAGATGAATAAACCCTAGTCTAGATGCAGATGGTGG
TTAAGAGCCAAACCATGCTAAAACATTGTGGTTACTGGTGAAACCCTCCAAGGTGAAGAC
AGACAATGATCCATAAATGTAAAAGCAAAAATATGAGTGTGATTGGCTGGAAATGAAAAA
GTAAACAATTTAGTTATGGCATCATAATGAAGGCCTAATTCATGATTGCATGTAGAATGA
TGTAACAACACAGTGTACCTGGAAGTGATGTTGGTTTTGTTGACCTTTCAGCTTATCCGT
TCAGAAGGTGCCACAGCGAATCAGTGAAAGCTGATTTGCACAGGTGGTTTGGCAGAGATT
ATTACACCGGATGCCCTTCCAAACACAATCCTCTCTTTTATTCGAGCTGGGGACCGGCAG
AGAAGGACCCATGACTTGGACCCCCTTGTGGCGGCATTAAGCAGTAGTGCAAAGGGTCTC
AGTCAAAAACCTACAATGGTTGAAGAATGATGACTGTATGATGGTGAT
>AU243626 ID   AU243626   standard; mRNA; EST; 342 BP.
ATAGTAGTTAAGCTCCATCCCCAACTCTGAGCTTTTTTAGCTAATTGTAAATTTTGCTTT
GTTTGGGGAGGGTTTGAACCACTTTTTTGTTGTCTAAAGAATGTAACCTGTGTGTGTTTT



CAGAGAGTTGAGGATCAATGCTCGTCTCTACCACACGCTTGTACATGTTCCCAGGACAGC
AAAGGACCTCCAGGACCTTCAGGACCGCCTGTAAGAACATTTTTACTAATTTATTGGACT
ATGTGAAGTGGTTGCTTGTTTTGTCATTGTTTATGCCGTTGCTTGTTGTGCCACAGCACG
AATCAGGTCATATTGTTACTAGTTTCTGTGTTTTTCTAAAAG
>AU243627 ID   AU243627   standard; mRNA; EST; 112 BP.
TCTCCAGCAGACTTGTCATGTTTAGCATTCTGGTTACCTGTTTGAAGCAAATAAACCTTA
ATATGCAGNTTGATTAATGTAAGCCTTGCTGTAAAAGGTCGATTTTCTAAAG
>AU243629 ID   AU243629   standard; mRNA; EST; 557 BP.
GGTTACTGCCCTCTTTCCCTTTACTAGTACTAACNTATGTTAACACTCGTGGTGTAGGGG
TGCTCTCCAGAACTCTCACACATATCGGTGTTGCAGCTGACTGCAGGAGTGCTGATTTTT
CTCAAAAATACTGACTGTCTTCCCTGTTAGCTCCATGAATTTTTTGAGTAAACCTTCTCC
CCCCCATTTCCCCTCTGCACCGAACAGTACTATTCATCCTGTAACAGCTGTGCAGAAATA
GCACTGCATGTGCTGCTAAAAGCTCCCCGATGAACATGAGAAATGTCTAAAAACGTGAGC
CCAAAGAGTTCGGATCGTTATTTCCTGTGCTGCATAGAGTCCAGAGGAAAAATTAACAGT
CATTCTAGCCTTCCCGAATGTGAAGGAAGAACAGTAAACAGATTAAGTGCTGCTTGAGAG
GGAAACCAAAGCTAGTAATGCATGTTGACATCACAGAAGCTGCAGTACTTAAATCAGATT
AATCACATAAAGTTAAATAATGCAGACTTCCTGTGACTATTTACAACAACTCTTTACATT
GGTAAAACCAGAGGACT
>AU243639 ID   AU243639   standard; mRNA; EST; 179 BP.
TTGGTTAAATATATAAGAAAAATGGGGAAACATTATGAAATATTGCAAAAATGATGCCTT
TTTGGTTATTTCTGTCCATGAGGCACCATATTTATCAAAACTACAATGCTTAAACAGTCA
ATTATTTGTCTAACTAAATAGTAAAAAACATGAAAATAAAAACCAAAAATTCACCCAAT
>AU243640 ID   AU243640   standard; mRNA; EST; 199 BP.
TGGTCAACGTGCAAACCTAACAAGTCAGAAATATTGGCTTGAACTCAGTTTGTGTGCAGC
ACCGTCCANATAGCTCGTTACTTTACAAGGACGCAGGAAATATGAAGACAAAACATGTTG
GATTCAATAAAAATATTACAAAAATAAATCACACATACATTTTACAGAACAGGTGGTAAA
TCTGTTATACCANACTTCT
>AU243641 ID   AU243641   standard; mRNA; EST; 591 BP.
GAAAGACGGGGAAATGGCATCTGAGGGAGCAAAGGAGTCAGAGACATTAGAACAGAAAGG
AGGCGCTNATGTGACAAAGGGGAGAACAGAGACACTTCACAGGTTTATAAATTAGACTAA
AAAACACGCCCCTCCTTTAGGCCTCTTCAAAAATGATCCTCAGCCATCGTCAAACATGAC
GCCCCAGCTGATCCCAAACCACAACCGCTCACTCTTAGTTGTGAATTCACAAGCTTCAGT
CCTAACTGCCCTTACGGGTGGGCAAAAAATGGACTAATCTGTACGGGACCTGCACGAAAT
AACAAGACCACTTGGTGAGAAAATGCTCATGCACATTTTTTATAACGTCATGCTGAGGGT
GAACAGGTCGTTTTATTCAAACTAGTAGAGGTACAGTACAGACCAGAAGTTTGGACACAC
CTTCCTGTCCAAACTTTTGGTCTGTACTGTCTTACTAAGGAGACGTGAGAACACGATACG
ACAGCATCATAGGCGTCATAACACTTCCCAATGCACCTACCGCACACGTTTTTTCTATGG
CGGTGTAACATGTGGTGAACTACAGGAAATGTAAGTTTCTTCTGCAAACAT
>AU243642 ID   AU243642   standard; mRNA; EST; 324 BP.
TACCTCCCAACTGTTGCTCAATAATAACTTTTCAGTAGTGTTTTTGTACTTTTNTATTTA
GTCTTCAATAAAAACCACCAGCGTAGTCAAATCAGATGATTTGAATATAGCTGAGGGTCT
TTTAGAAAGTAACACTAACAAAACCCATTTGGNTCATGTTACAGCAAATCAGGCACGATG
CTCCCAAAAAAAACCTCTTAAGACTTGTTAAACACTTTATATAGAATTATGACATACATT
TTCTGGGTCTTATTCAGATTATTACACAAAGCTGCTTTAGCTTCTGAGACCAACATTGCA
AAGATGGGAAACACTCCTTCCTCC
>AU243643 ID   AU243643   standard; mRNA; EST; 623 BP.
CCTTGTGGCTACATATCGCCACTACATCACAGCAACCATGAACCAGTCCAACGTGAGTCA
GTTCTTCCGCTCCTACAACAACCGGACCACTTTGGATGTGCAGAGGCCGGTTTCTGGAGG
AAACATCAATGTCAGGACCCTAAAGTGCTCCACTCTCCTGGTTGTGGGAGACAACTCTCC
AGCTGTGGAAGCTGTGGTTGACTGCAACTCTAAACTTAACCCCAACAAGACCACACTGCT
TAAGATGGCGGATTGTGGAGGTCTTCCTCAAGTGGATCAGCCTGCTAAAGTGACTGAAGC
CCTCAAATATTTCATCCAAGGCCTGGGATACTTGTCCAGTGCCAGCATGACCAGACTGCG
CTCAAGAACTACGTCCAGCACCAGCTCCGTGTCTTTTGAAGCGCCCCGCAGCCGCTCACA
TACCAACGAGCTGCAGCGGGGTCGGGTGCACTCTCAAAGCACGGAGGAGAAGCGTGGGCG
CACAAACACTGATGTCTCCATGGAAAGTGTCTCCACTCTAAACCAGAACACCTCAAAGGC
CGCTGAAGTAGCATGCTAGAGTGCACACAACTAACACCCCTTGCACTTTATTCAAACGAT
GCCTCATTATTTACTCCTACCTG
>AU243644 ID   AU243644   standard; mRNA; EST; 605 BP.
ATGGATGTGGAACAGTGAATGAAAAAGTCCTGATGTAAAACATGCAGCATGAGCATCATA
TGGTGCATGAAGCCAGGCACTCATCGACTTACGTGTTGTAAAAGCAAGAGTGAGCCCTAC
AACTGAAACCTTACACACACTCACACACACATCCATGTACATTTACACGTTGTCTGTAAT
TCACGGACACATTTCTCCTTTGGCTTTAAGTTGAATCAACTGGACTTAACGTGTCCGAAT
TCCACTATTTTGTAGTTCTGTCTGAAGTCTCTGTGAAAAACCAGTCTGCATCAATGCTCA
CTGGATTGGGGAACATAGACCACAATGCATTGAAAAAATTGTTTAAAATATATAATTAAT



TAAAATAGTTCTTCTCTTGATGATGTTAAAAAGTTGTCAATCAAGCAATGATGATAATCA
CTAACACTGTACCTAAAGATGTGAAAAATAGAAGTGATCTAATTTCCACTACAATGTCTG
GACATGTGTCAGCTATGTTTGATAACTTGGCCGATCAGGTGGACCAGGATCTTGCAAAGC
GCATGTTGTTTTGCATCCAGTTTGAAGATTCTCTGGACAGCAGCAGTGCAGCACAGCTGT
GTGTT
>AU243648 ID   AU243648   standard; mRNA; EST; 614 BP.
TCACAGGCAGAAGCTCCAGTTTTTAAATGAGGATTCACTGGTTTTTCTATTGCAGGATAG
ATTTTTAGTAATGGAACATTTGAAGAAAGTGCAACATTATGCTGTTTTATATTAAAAATA
AGTGATCTGATCCAGAAATACTATGCAAATTGTTTTTGTGCATGGTGTTTACATTTTTAC
CTGTGTTTACTTTACTGACATAGTATTTTATAGTATTCTGTGCATATCCAAATGTTTTAG
CAAGCCTGTGGACATTCAGGGTCCCATGCCCAGTTTGCTCATATTTATAAATACAGGTCA
GTTGAGCTAAAAGCTAAAATATGTTGTCTTTTAGCTACTTCAGAACACCGCACTCTCATT
TTTCATTAAAATGTTTTCCATTGTGATTGTGTTTATTGCAAGTTGGAATTTTATGCAACA
AGTTCAAATTTAAGTAATTCCTGTTTTCTTTGAAAACAAAACACACAACGTGTGCTCATG
AGTGTATTTCTCTTTTTTGTCTTTTCTAGATCAAAACTGCAAGAAGTCTATTCCTATGAG
AGGGAGTTCTTCCTCTCACAGTTGCCCAAATGGATGTTCAATTACAGAAGAGTATTCCAT
CCATCCATCCATCT
>AU243649 ID   AU243649   standard; mRNA; EST; 454 BP.
GCCTTTGAAGCCATCCAGTGTCCACATTTGCCTTCAAAGGCGTCCCTACAGCATCAACTG
CTGCCGGGGTTGGGCAGGGACAGAATATTGAGATTTTTCACCTTAACTGCAAACACAACT
AAAGGAAGATAAATCTGTTTTGGAGCCTTCAGGGGCCCAAAAAACTGGCCTTTCCTCTCA
AAAGACTAAACAGACGAAAGGACCCTATGAAGTGCGTCTGTATCTCCCGTGCTGCTTATA
GCTAATGCAAGGCCATTAGTGTGTGTGTGTTTGTTTGTGTGTCCCTCTCAGAACCTCTTG
ATGCTTTTAAGACACTCCTCAAGAATCTTCAAGGCTGCAAACACACACAATGGGCAGGCT
GGAACGAGGGAAGGCTGTGTTTGTGTGTGCGTGGCTGTTTATTTGTAAGTGTATCTTTGA
AAGGCTGCTTGCTGGTCTTCAAGGAAGCTCTCCC
>AU243652 ID   AU243652   standard; mRNA; EST; 249 BP.
CGCTTGCTTGCATTAAACATTCACCTCCCTCCTCTTCCTGTCACCAGTCTTTCCCGTTCC
CATCACCCACTTCCCTCTTTCTTTAGGTCTTCTTCCTAACACGTCTCATGTGACCGTCCT
GCATTTCCTCAAACGCCTTCCTTCATTAACAACAAACAAAAATTACAAGGAGCTGCATTT
CCAGAGGGTTGATGCAGGGTTGATGCTATATTGCTGAATAAAAATGAAACTTAAAGGGAA
ATAATTGGC
>AU243655 ID   AU243655   standard; mRNA; EST; 47 BP.
TTTTCTTCTGTTAGGTTAAAGATGCTAACGGATGCTTTAANGGACNT
>AU243656 ID   AU243656   standard; mRNA; EST; 32 BP.
CTATTTCAGTCGATTCCTCCGNGGAAAATATA
>AU243658 ID   AU243658   standard; mRNA; EST; 441 BP.
TACCAATATGATACTCTTAAACAATGTGGTTTTTTGAGTCAGTTGATGATGCTGATGCTA
GCACTTTTAGCCATTTTAGCATCATATTCAAATTTTCAACAGTACATCCATTTTTTCAAC
AATTTCAGCTTTCATGCTTAACTCCGTCTACAAATTTTGACCTGTTTTGGTCATTCTACT
TTTACAATGTTCACCTTTACTTGTGGTCCTTTAACTTTTCAAAACATTTCAGGATTTTGC
AGGAGAGTTCAGCCATTTTTTTTGAACAATTTCAGCTTTCATGCTTAACTCCTTCTACAA
TGTTTGACCTATTTTAGACATTCTACTTTTACAATGTTCAGCTTTTTCATCATATTTCTG
CTTTCATTCAGCAATACAGCATTCAACCCTGCATTTTCTTCTGGAAATGCAGCTCCTTCT
AGTTTGTTTTACTTTTTATAA
>AU243659 ID   AU243659   standard; mRNA; EST; 403 BP.
GTAATCCAGTCCGGTCCCCGCTACACTTTGGGCCAGAATGGCTGCAAACGCAGCCTTACA
ATCCAGAACCTGAGCTTGTCGGACCGGGGAACCTATCGCTGCGAGACCCTGCATGACCGG
GCACAGGTCAAACTCAACGTAGAACGTAAGTCGGCAGCACCTGGATAAGACATTACCAAG
GAATGTTCAAAAAAGTGGTACAGAATTTGAATTTAAAGTAGAGGCTTAATACAGAGACAT
TTTAATATATACATTACCCTTAAAAGTACGACATTTGATTACTGATTGATAAATCTATAA
AGTGGAGAGTGAGTTTATCCCGAGAAAAAAAAGGTATCCTCAGTTTCATTGAACTTACAA
ATTGCAGATAAGTTGTGCCAAAGTAAAGGACAGTACATATTTT
>AU243662 ID   AU243662   standard; mRNA; EST; 202 BP.
TGACGACTCACCTCATCAGCCACCTGCTCTTCATAAGAAGACCCAGCTCCAGCATTCTTC
GCCAGTTCGTTAACCCTGATGGTGCCTAGTCTCTCTGAGCTCTATGTCTCGTCCCCTTGC
CTTTTGCCTCTCGCTAACCTTGCCTTGTTTTTGTGCCTCAGGTCTATCTCATGCCACGAG
AGTCACCTCAGTCTGACACCAC
>AU243663 ID   AU243663   standard; mRNA; EST; 206 BP.
CGTCGATCCCCACTGGGATGATGAACTCGGCAGACTTCGTCTTACCGACCAAGGTCATCT
TCTCGCCTTCTCATTGGGCATTTCTTTACCTACATGCGACTTGAAGTCCTTAAACATCTC
CCTGGCTCTACCGGAGAGACCTGTTTGTGATGAAGACCACGGTGAATCAAGGTGTTCCTA
TTGCCACTGTTATTGGTGGAGGATAC
>AU243664 ID   AU243664   standard; mRNA; EST; 560 BP.



CACCTGACGGGGGCCAAGGTGTACTACGCCTACTCCACCAAAACCTCTACCTACCAGTAC
ATAGACATCCCCTTCCATAACCAGTACTTCCACTTGTCCATGCTGGACTACAACGCCAGG
GACCGGGCCCTGTACGGCTGGAACAACGGGCACCAGGTTCTGTTCAACGTCACGCTTTTT
CACCTTATAAAAACAGAGGAGGAGTCCTGAGACGGAGCTGGAGGAGAGGAAGAAAGCACG
GAAGCTTTTGGTAACCGTCTATGCTGATGACTCTCTGCTGAATCTGACATGACTTTGTTT
TCTTCAACTGCTTTACGTTTTTTAGTGGTCAGTCTGAGCAGAAGTGTGTAGAAACGTCTG
CAATCGTACCTTTATAAATGTACCAAGCTGCGTTGAGTGTTGTTCCCGTTCGGCGTCTGT
GGAGCGTCTCGCCGTCTTCTCGTGCACGTCAGCAGTCTTTTGTTTTTCTCTGCTGTATGA
AGCTCGGGTGTCTTTGCATTGACTCCTCTCACTTTTGATAAATGTCCATTTTGCTGATTA
AAGGACTGGGACTAAAACTG
>AU243667 ID   AU243667   standard; mRNA; EST; 580 BP.
TTTTATCTAGACCGCTTACTGGAAAGTGTTCATTTGTGAGGGATCTTGATACAGACTTTG
TGTAAACCGAAGGTTAGCATGACTGCAGTCACACATAAAAGCTCCTGCATTAATAAAAAA
ACACTCCTGTTTCGGAAATGAGCGTGTTTTCCTTCAGACTGAGAGTGATTTCATCTTTCT
TAAGTTCCAACCTGATCCTCTGCCGCTGCACTGAAGTTGAACCAACCCGCTTCCTGCTCA
GAGATGGAGGAGCTGATAATGCATGGCTGCTTCCAGACCGTGTGTGAATAAAGCTGAACG
CATCAAAGCCAATGTTTCTATCAAGCATAAGATTATAGCTGTTTTTCTTTTTAGAGTTGG
TTTGTTGGAAACATGGAAACAGTCAAGTCTGCATCTTAACAGAACCAACCAGGTACCAAC
TTTTTTAAAGGATCCAAATCCCACCCACTCACTCTAACACACAGCAGAGACGATAAAAAG
CAATGCCAAATGAAGCGCTCAAACTGTTTATTACAAAAAATAAACAATCTACTCTGCTGT
TCTTCAATCCATTAACCTGTTAACTGCTTTACTTCCATCA
>AU243668 ID   AU243668   standard; mRNA; EST; 310 BP.
CTTAGTATAGATAAATTTCACCTTTTAACAATTCACTTAAACTTGAACAGGAAAATAAAA
TAAAATAATCNCAGTCCCTTCGATTAAACAGAAACGAAAAATATCTTGTTTCTTATTGCA
GTCTCTTGTCGACGGTTATACTTTCATATTAACTAATATTAATCTGAGTCCTTGATGCAA
CATTCATCTTTGGGAACCTGAAGTTGCGTTCTGTGCATTTGGCCGTCGCAGGGTGGCGCT
GTTGTCCCTCTCGGCGCTGGCACCGTCTCGTCTACCCATGCGGAGCAGAAGAGTTCTCAC
TGTAGCACCC
>AU243669 ID   AU243669   standard; mRNA; EST; 396 BP.
GGGTGGGGTCATCTAAGATAGCACAAGGGTTAACTCAGAAAAATGATTAAAAGAAATCAA
AGTTTTACAAGAAGAACCTTGAATTTTGTGCAGAAAATCTCATGTATATAGATGTTGTAC
ATCCTAATTAGTAAATTCAAATGGTCTTTGGCACGAATGGTGTTCATCTTACTCTGAAAG
CAAGTCAACTCTCCAGTATTCCAGCTCTTCTGCAGGTACTTGAATGTTGGCATAGCTGTG
CACAAAAAAAAGGTTTGTGTGCAAAACCACAAGCAGTTATTCCACACGCCAAAAACAAAT
GCTCCATCTGTCTTTTATTATTAGTATTTGATATGACCAAAGAAAATCCTCTTGGAGCTG
TGTTTTATTTCTGTATTAAAGCATTTCTGTAATCTT
>AU243671 ID   AU243671   standard; mRNA; EST; 502 BP.
CCGGGACTCCCTCCAGTCCCTAGAAATTCTGTCCAAAAGAACTATGAACAGCAACCGCAT
GATAAAGGGCAGCCCTGCCAGAGTCCAANGTACACCAAGAACAGGCCTGACTTACTGCCG
GCTACGCAAACCAAGCTCCTGCTCAGGTCATACAGAGACCGGACAGCCCTCGGTAAGACT
ACCCGGACTNCATACTCCCAGACCCTCTACAGTGGACGCGATCAAGCACCTTCTCCAGAT
CCACAAAACACTTGTGGACTGGATGAGCGAACTCCCACGAACCCTCCAGCACCCTAAATA
GGGTGTGGAGCTAGTAGAGCTCGTCCCTGTTCAACGACCAGAAACCGCATTGTTATTCCT
GAATCTGAGGTTCAACTATCAGATGGACTCTCCTCTCCAGTACCCTGGCATAAACTTTCC
CAGGCAGGCTGAGGAAGCTGTAAGATGCCCACACAAACTACACTCTATTTTTTTTTTTCA
TTTCTAACAGTCAGGCTAAAAA
>AU243672 ID   AU243672   standard; mRNA; EST; 633 BP.
ATCCACCCTCTATGGAGATGTTCCAGCATAGGGCCATGCATTTTGTGCCTGGGTCTTCAT
TGATGTTAGTCTTCATTCTATCGACACTGATACACTTCTCAAAACAAACAACATGCTCAA
GAACAAGTTAAACTTTGAGTAACAATTAAAAAGTGAAACCACAGAAATTGTAAATTCCTT
CTTTGCCCTCTGCTGGCCTTGAAGTGGATAGAGTCATTACAATATTAAAACTTAATAAAC
TCAACTCAACAACATAGATATTGTCCACAACACTTTAATTGTAACATGGTATCCATCCTT
CTTCTTTTCCTGAGTCAAGTGTAAATTTCACTTGTGTATAGTTTCTCAGTGCGTTTCTAA
CAATTTCTGTTAACAGTTGCTTTGAAGAAAATCTCTGAAGATAGACATATTCCTCCACTC
TCATAAGCTCTCTTCCAATCACAAGACGCCTGGATAATTAGCATTAAAGCCTTCTGCTGC
TTACAGCGCTGGGCCAAGGGGCAGACCGGGCAGCACAAGCAAGCTAAAATGTGATTGGAT
TAAAAACTATCAAAATGGATAACAATGTCAACAGTTGAACTAAGAAGATATAAGAACATA
AAGAAAACAGACAGTTAAGAACATTTTTTAAAT
>AU243675 ID   AU243675   standard; mRNA; EST; 199 BP.
CTAGTCCTGAGTACGCTGTGAGACTGTTCCAGAGTTTACTGGCCTTTACAGAGAGAGCGT
TTTGTCCAAAGGCTGTTTTTCTGTATGGAACCTCACAGTCCCCCCGATACGAGGCCCTAG
TCCTGAGTACGCTGTGAGACCTTTTTCTTTTTTAAAAAGTCAGACATGGGAGGCGGAGCA
AGTCCATGTCTGACTTTTT
>AU243678 ID   AU243678   standard; mRNA; EST; 617 BP.



GCGCTGCATCGTGTGAGGAAAGTGAGCACACGTGTGTTGGGGGTGCGTGTTGATTGTTCT
GCAGCAGACCGATCTCTAGCTGCATGTGAGCCTTCACCTGTGCTCTCTGGTACAGACATC
TTCTCAGAATATTATATATTGCCCAGTAATATACAGACTGCAGACACTTTGTCACCTCTC
TGGTAGCCATGAAGCCTGACACCCATGAAGAACGCGGGGCAGGAGGCTCCGCCTATATTT
ATACAGACACGTAACGTTGCGCTGCACAAAATAGTTCCCAAACAAAACATGTAGTGATAT
TCATCGAAATTTAACAGTGCCCGCTCATGTTTGGTGTTACAGAGTGAAGGAGAACAGTAA
TGACCCCCCAACACAAAATCCTCCGTCGGACGGCCGTGTCGCGCACTTAAGAACGCAGCT
TGTAATGGAAATTAATACAATGGAAATTAATAATTAGAACGCAGTAAATTTGTTGTATTT
CCTCGCGAGACGGAAACTTCTGTTGTAGAATGAGGAAGTGTGCTTCTGAAACCGCGCGCC
TGTGTGTAAAGGGAGCCGCGTCTCACGTGCAACAGAGGGAGTGAGAGCGCACAGAGGAGA
GAGTGACAGGCTCGGTG
>AU243681 ID   AU243681   standard; mRNA; EST; 469 BP.
CTGAACTATCACACCTGGCAGAGTATGGCTCTGAAAAGATGGTCAAATGTGTACATTTCA
TAAAGCCTATTAATATTTCTCAAGATGCTACAAATTTGGCACAACTGCCATAAAAATTAC
TGTAGGTAATTTATAAAAAAAATCTCAAAGATTTCACTTTAGTCATGTAGCTAAAAATGA
CCCTTAAAGTTAGCAGAAATTGATTAAATGCTTTAAAAACTTGACACAAAACACCAGCAG
CTAAAAGCCTGTAAGCTATTGGAAATATTAACCTGCTGTTTAAGTCAGAATTACACCAAA
CACACATAGAAACGCTGGTTAAACCATAGCCGTGACAGGAGGCTGCATCAGATAGCCAAG
AGGCAAACTGTGGTATTCACGTCCAGAGATAAGATGCTAAACTGCGGAGAAAAATGGGTT
TTTGTGTTGAGGGTTAGCCTGATCTGTGACGCTGTTGGTTTTTGTGAGC
>AU243682 ID   AU243682   standard; mRNA; EST; 217 BP.
ATTTCACACAACACTGCAGCTTCATTGGAGCACAAACATGTTACATTTATATCGTTAACC
CATATATTATAATGTTGAGGATTTATTACTTATTACTTCACTATTGTTTAATTGTTCATA
GAAAACTCTTGTCTTCTTCTTTAAACTGTCTCAAATTTGGTTTTATTTTGAAAATCTGGA
AGTGAGGCGAATCAGTGCGATGATACCCAGCCTGCAG
>AU243684 ID   AU243684   standard; mRNA; EST; 268 BP.
CCACATTGTGACATCACAAAGTGAGAATCTGCGCTGTCAGCCCCGCCCCCAGACTAACAC
ACACACACACACTTTCTCTGTGGAGCTAGCGGTGATCGGCTAGCTTTGGAAAAGTTCAGA
TGCTCGTTTTTGTGGGCGACACGCTGCAGAGGATGATGTCATGAAATGGGCGTCACCCAC
AAGAAGCGAGGCCTCACAAGGCGGGGCCTCTGACATTGAGTCATCTTTCTTCAGGGTCGG
AAAATGACTGAAAATAACTTGTTACATT
>AU243687 ID   AU243687   standard; mRNA; EST; 356 BP.
GTTTTTTTTAACAAATTGATGAAATCCAGAAAATTTTTATTTCAATATCATTTTTTAATC
ATTTTAATTGCAAAACCATCAATATTCTTGATGAGCTATTCCACCTCCTCATTGCACCCC
AGATAAACTAACTTCTTATTTTTGGGGGCTTCGCACTGGGATTTACTTGATTTCTTCGGC
TGACATTCACGTTTTGGTCTGCTGGGATGTTTCTGGTTGTTTGAGGCCTTCGACTTTTTT
TTTCCTGTAGTTACTTGAAGAGAAGAACATCCTGGCAGAGCAGCTGCAGGCGGAGACAGA
ACTGTTTGCAGAGGCGGAGGAGATGAGAGCTCGCCTGGCGTCCAAAAAGCAGGAGC
>AU243689 ID   AU243689   standard; mRNA; EST; 432 BP.
GGTCGCTGTAATGGTGTGGTGACGAGGAGCTGACCCACCTAAGGTCATGAACTCTGAGTC
ATAACCAAAAGAACGAAATGAGCTTCTACCCTAAGATGGCTGGGTGCCCCCTTAGAGAAG
GGGTGAGAAGCTATGTCACCTGGAGAGAACTCCGTGTAGAGCCACTACTCCTCCACATCG
ATGGGTGCCAGTTGAGGTGACTCGGNCCTCTGGTCCAAATGCCTCCTGGACGCCTCCTTG
GGGAGGTGTTCCAGACATGTCCCACCAGATGGAGACAGCAGAGAAGACCCGTGCCAGAGA
CTATGCCTGGCCTTAGAACGCGTTGGGGAGGAAGTGGCCTGGGAGAAGGAAGTTTGGCAT
CTTTGCTTAGACCGCTGTCCCTTGACCCAGGGCCGGAAGAAGATGGATGGCTTTTCAATT
TCTACCGTAACC
>AU243692 ID   AU243692   standard; mRNA; EST; 596 BP.
GCAACTATAGATGTTCTAAAATATCCAGACAAAATTGAGCTAAAAGCAACATTAGGAGGA
TTTGGTGGTTAAACGCAGGTGAAGACCATAAAAATATAGTGATGCTTCATCTTCATCGTA
TGTTGTGGTTTGGTAAAGACTGTAGAGGTTCTGGACAGTCAGTAAGGTAGAAGAATGTAT
TAAAGCCTCATCTCCTGTGATACTTGTGTTGGTCTTTAGTAGAGCAACTTCAGGCATTGG
GGTTTCTGTTTTGGAAACTTTGGCGATAAGAAAGCACGCCTCCCTGCTTCTGACGTCGCT
CTGCGTTTGAGGCTTGTTGACCTCTGACCTGTGGGAGATAAAGCGCACACCCGTCAGTCA
GTGGTCAAACACGATCCCCTCACAAACAAGATGAAGCCTGACGGAACAATCAAGCTTTTG
TTGCTCAAGCCGTTGTTGACAGGCGTTCCTGATAAATGAAAGCTGCTCGCTTTCTCTACT
GAAATCCCTAATTGCTCAAGTCGTAGTTGTGGATTCCAGGGCCGATGGAGAAAGTGTCAC
CTTTGTGTAACGAGGGACTCTTAAAACCATAACTCCTGCTTGAGCACTATAAACAC
>AU243693 ID   AU243693   standard; mRNA; EST; 358 BP.
TCTAACACTCATCTGACATTTTGTCACGGTGTGAGGAACACTCACTACCAGAAAAGACCC
TTGGCTTCTGATTGGAAGCAGAACAATCACTGAAAAAAAAATAAAATAAAAAATCAATCC
ATGAAGTACTTTGGTCCAATTTTGCCATATGTTGCCAAAGCTAAATAACTTGAAGAGTCT
GGAGGGACAGAAATCCACAGAAGGATTTTTTTTTTTCTTATCTGCTCAATAAGTCACATG
AGATTAGATCTAAGACTGATCTGATCTGAAACTGGCTCCTTCCTGAATTCTCAGGGAAGT



TTGCTTAAAAGATGGAAACTAAACAAAATGTTTAGTTTTTAGCTGTTATGTTCGTTTG
>AU243697 ID   AU243697   standard; mRNA; EST; 336 BP.
GAGAGAACTAGTCTTTCACTTTGTCCCATTGCCTTACCATGGAAGCGATGGATGTCAAGT
TCTCAGCTTCAGCCAGCAGAGGGCGCTCTAGGGGATGCTGCAGGTTCTGAAGTGACGGCC
TCTGTCATCCTGGTTGCAGCTCATCAACAGACAGAAATTCAAGAGCACCCTCATATGATT
GACAGTTTCAGTGTATTCCTTTTCAATGTATTATTATTATTATGTTTTCATATATTTTGT
GTTATGTTATGTTTATATAGTCAAATGTTTCTTTGGTTCCAGCAAGTTTGTGTAAAATTT
ATTGAAAGAAAGAAATAAAGAAATTCAAACTATTTT
>AU243700 ID   AU243700   standard; mRNA; EST; 139 BP.
GAAAGAACTGAGGCAGTTTTCCTGGAACTCCAGAAATGACAGAGTTCATGTTTACAGCAG
AAACATCTGTCAGTCAGTCTGTGTCCTTTGGACTTTCTGCAGTAAAACAGCTTCATTCCA
GTCAAATGAGAAGCTTTCC
>AU243701 ID   AU243701   standard; mRNA; EST; 220 BP.
CTGAAAGTTAAGACATGTTAGGACATGTCCGGGCCCAATCCTACACAATATCAAGATACG
TATCGTATAGTGGGACGTGTATCAGGATACGTATCGTATCCCAAAACACTGGCCAATACA
CAAAGCTAATTTAAAATGTTTTGATGCAAAACCAAAAATACTGTCTTAAAGTCGGAAATA
CTCATACCAGACAGCTGGCATTGATTGATAGGTGAATGTG
>AU243703 ID   AU243703   standard; mRNA; EST; 470 BP.
TCAATAAAGTAATACGGCTTCATCATCATCATCAGAAGAAAGAGTTTCTGCTTGGAGAAA
AGGAACGGACAAAGTAAACGCAGGAGTTTCTGATCTTATTTCTATTTTCATTGTGACGCA
CATATAAATGATCTTACGTCTATCTGATTCAATAATTAATCATACAACTCACATTTACAC
ATTTATCTAACTAAATGTCTCATTACTCCAATTCAATTACATTTTTTTCCATCTTAATTT
TTTGTACTTCTTCAACTCTCATATGTCTAAGTTTGAGCCTGCAGATATGCTCATTTTTAT
AACAATAAAATGAATGAAACAAAATTGATCCCCTCCATGAAGTCTGTTACTATTTCTCCG
ACTTTAACATTACACAGTTGTGCAGTAGTGGTGCTAGATAAACTCATCATCCTCTCCCTC
CCTCTCATTCATGGTCAGAAAGAATCAAACATAACAGGACATATAACTAG
>AU243710 ID   AU243710   standard; mRNA; EST; 551 BP.
ATCTATGTTCAATGTTATTTTATTATATAGGTATCAAAAAAGAGGACATGTCCAAGAAAA
AGAGGACGTCTGGTCACCCTACTTTCAGAATAATAATACTAATAGTAAGTGAAGAAAGTG
TCGCAACCGCAGCAAAAAGAATGAACACGCATACGGGCAACTGTCATGGTTTGGGTTCCT
TTTGTATTGGTTTTTGCTTTCCGTTTTGGTCTGTCATGTTTGAGTTCTGTTTCCTGATTT
TATTTTGAAAGGTTTCCTGTTTTTGTCATGTTCTTGAGTTTTACTTACTTTGTCCCAATC
TGTCCTGATCATGTTCACCTGTGTGTTGTCTGCCCTGTTTGTATTTAAGTCTCGTCTCTG
CCTTCCTCTTGTGCTGGTCCATTAACGTCCTTAATGTCTTTAACGTCTCTTCCATGTCCG
TCTTCTCACAGTAAGCCCACAGTTGGTTTTGTAACCCTGCTTGGCAGCGCTTTTTGTTAT
TCTATTAAACCCCTTGCCCTGGAACCTTGTGCTCCCGTCTCTGCATTCTGGGACCTTCCT
GCTCACCAGTC
>AU243712 ID   AU243712   standard; mRNA; EST; 194 BP.
GTTTGTTTCTTTCACAAATGCAGCTGAATCTTTTCTTCAGGCGTTGATGTTCTTCAAAGA
ACGCTCTTTTGCTCTGCCAGGCAGTTGCCTGTGCCACCAGGTGTAAAAATAGATTTGTGC
CTCCTATGTGCAAAAGATGTGGTACAAAAACATGGGCATGAATGAATAAACATATACAAA
CAAACAAAACAAAG
>AU243713 ID   AU243713   standard; mRNA; EST; 470 BP.
CAGAAAACGGTTCTTTAGCTGCTGAACATCCAAATCTGGTCATCCTGATCCCATCCAAAC
ATTACACAGTTTATCAAATCCTCCTGAAAGTGAGGACTTTTATATTTCCTTTGCTTTGAG
ATGTTATGTGACGCTTTTTTTTTTCCATTACATACCAAGGCCAGAGCATGGAGGGGATAA
ATTAAAGTAGATGAAACACCATCCACTCAACAACAACAGTGTTGCAGGCCTTGAAGCGCC
TGAGTCATTAGTGAGAGTAAATTCACGCCTCTCCTGTTTCTCTTGGCTTCCTACTAAATA
ATAAGCTGATATTATCTAGTGTTTACATCTCTCTCTGCATCTTTGTCCTCATCACAAGTT
AATGTAGGAGAGGACTAGGATGGAGATGAGTAGCCTTGAATAAGACAGACACCTACAAAA
ATCATCAAAAACTTCAGGGAAATCAATAGTTTTCTAACCATGAAAACACT
>AU243715 ID   AU243715   standard; mRNA; EST; 261 BP.
GTTTATTGGTGACTGACAGTGACAATAAAGGCATATCTCTTATCTCTCTAAATTGTCCCT
AGGTGTGAATGGGGTCTGTGTGATTGTGTATCCCTGCTACAAACTGGCGACCTGTCCAGA
GTGTACACCGCCTTTTCCCAACAGTAGTTCCCAAAAAAAAAACTTTTTTTAGTTAAAGAC
CAATTTCAATCATCTTTTGACCAATCTCAAAGCCTTCTCAGCAGTCCCTCTATTACTATC
ATTACATTTTTAGGCAAAATT
>AU243716 ID   AU243716   standard; mRNA; EST; 174 BP.
TGTCAGCTTCTTCCATTTGTTTATCGTTGTCTGTGGTTCACTTGGCTCCATCATGCAGCT
TAACACCAAGCAGCTCTGTTTAACCGCCTTGGTCCAACCATCAAATTCACCTTAAAGAGT
TTCTGATCAAGCAGGCTGATCTTTTCAAAAAGTTGAATCCATTGATAAAAGAGG
>AU243718 ID   AU243718   standard; mRNA; EST; 568 BP.
AAATTCTCCTGTTAAGTCATCTGATCCTGGAGATTTGTTATTTTTAAGGTGGTTAATAGA
CAAAAGTATTTCATTTTGTGAGATGGTAGAATCACAAAGATACCATTCAGAGGCCTGTAT



TTATTCTATATTCTAGTTTAAGATGTGGTCAGGGTCTTCACTGGGTTCAAAGGCATACAG
TTTACTGTAGAATAGGTTAACATAATTTGCAATAATTTTGGGATCAGAGGTAATCTGGCC
TTCAATATTTAATTGATGTAGTGTATTTGACTTGGCACGATGTTTCTCCAATTGAAGAAA
TAAGAGGAATTATTCTCCCCCTCTTCTAACCATTTCAGCCTTGATCTAACAAAGGCTCCT
TCAGCTCTGTTCTTATAAATACTGTCTAATTCTAATTGAAATAATGCCACATCTATTTTA
TCATCGTCTGATAAATCTGCAGGATTTTCTTTTGGAAATTGTCATAATTGTCATGGTGCC
TCTGTCAGACTCCTCCCCCTCCCCTCTCTGCTTGGCCCTTGATTCTTCCCAGCTGTGTCC
ACTCAACTCATCTGCCTGCCAGACCTAC
>AU243719 ID   AU243719   standard; mRNA; EST; 296 BP.
TTTAGTGTCCTGTTTCCCCCCCATCCAGGCTGAAGTTCCCGTCAGACCTGGAGTCCCTAC
GGGAGCTCGCAGATACGCTCAAGTTCTACAAAAGAGAAAACTATTGCTACGTTCTGCTGC
TGTTCTGCAGTGCTTACCTGTATAAGCAGTCCTTTGCCATACCTGGCTCCTCCTTCCTGG
TCAGTTCCACACAGAAGCAAATAACATGTGTTCAGGTATCATGACCTACCACATGTGAAA
ATGGTTTTCTTTTTATCTAGAGTTGTTTTTCATGAATTTCCCTCTCAATGATTTCT
>AU243721 ID   AU243721   standard; mRNA; EST; 350 BP.
GTTCATGGATGACAGAATTGTCCAGAATTGTCACAGCTGGACTTCAGGCAGTGGGAGTGC
CTCATGTGGTTTGGCTAGCAATGACCCCTTACCTGAACCCATAAAGCACGTCGGACACCA
GCTGAAGCAGAGAGTGGACGATCATACCCTGCCCACAAGTGATTGCCTCAGAACATCAGT
GAGGAGCAGGAGACGTCATTTCAAGCTGTCATTGCACCAAATGGTGGAATTCCCCACTAA
TGACAAGGTCAATTTTTGGTTCTCTTTATTATTGTCTTAATTTTTAGATTAATAAATAGC
AAGCTAAAATATGTGTTTACTCTCCTCGATTACTAATAAAATCAAAGAAC
>AU243722 ID   AU243722   standard; mRNA; EST; 533 BP.
AGCAGCGCCGCACTCACACCCACTCGTCTGGCTGTTCTTCACCCAAGCAGCCGATTTCAC
CGCGACGACTGAGAGCCGTCTCTGAGGCCAAGAGCCAAAACACATTTGCATAACTGCTCA
AAATGAATCTTGAGCCACCGAAGGCCGAGATCAAGTCGGCCACCCGCGTAACTGGAGGCC
CCGCCACCCCACGCAAGGGCCCCCCCAAGTTCAAGCAGAGGCAGACCCGTCAGTTCAAGA
GCAAGCCTCCTAAGAAGGGGGTGCAGGGCTTTGGTGACGATATCCCCGGCATGGAGGGCC
TGGGCACGGACATCACTGTTATCTGCCCCTGGGAGGCCTTCAGTCACCTGGAGCTGCACG
AGCTGGCCCAGTACGGCATCATCTGAGCCTTCCTGCACCCCCCTGCCACCCTCTGAGGGT
TCCAGGCGGTGCTTCTCAAACCATCTGCCTCAGGCTCCATCTCCAACATTTACATGGAAC
CGCTCAAAAGAAACAGTGATGAACTGCAACAAACATAAAAATTGAAAAATGGG
>AU243723 ID   AU243723   standard; mRNA; EST; 426 BP.
ATAGTTTTTCAATATTTTTCTTTTTCTTGTCAGATGAAAATTTTAGAAGCATTTTTTCCC
CCAATTTAAAGTTTAACAGCAGGAGCAACAATTTTATTGTGTAGTTTCTTCACAGCTGGT
TTTAATTAAATTCTACTATGACACTTTTTACACTTGAATTATGTCAGTAGACATGATCTA
GTCTTCATATTTCTGCAGGAAGTTTCCAACTTTAGTGGTAAATTGTAATCAAAGATAATG
GAGAATTAAAACATTAGTTGAATTTTATATTTTTAAAGCAATAGTGGACTAAAGAAATCC
TCTGACTCTTTTTCTTGTGCATTAATGTGTCATTGAACATTTTCTTCTGGTCTCATTCTA
GCATCTTTATATCTAAGACGCAGTTACTCTTTTACTCACTGAACCGACTCTTTCACAGGA
ATAAAC
>AU243724 ID   AU243724   standard; mRNA; EST; 536 BP.
GGGGCACAGTGAAACCGGAGTACTTCGACAGTGTGTCGCTTTATTTCAGCGACATCGTGG
GTTTTACCACCATCTCTGCCAACAGCGAACCCATTGAAGTGGTTGACCTTCTTAATGACC
TCTACACGCTCTTCGATGCTATCATTGGCAACCACGATGTTTACAAGGTAGAGACCATTG
GGGATGCTTACATGGTTGCTTCAGGTGTTCCTGTCCCTAATGCCAACCGCCATGCAGCAG
AAATAGCCAACATGTCTCTTGACATCCTGAGTGCCGTGGGAACCTTCAAAATGAGACACA
TGCCTGATGTCCCGGTCAGGATCCGGATTGGCCTCCATACAGGTCCGTGTGTAGCAGGGG
TGGTTGGTCTCACCATGCCACGCTACTGTCTGTTTGGAGACACCGTGACCACCGCTTCTC
GAATGGAGTCCAGTGGGATGCCTTACAGGATCCACGTGCACGAGAGCATCGTGAAGGTTC
TGAAGGAGCTCAATCTGGGCTACAAACTGGAGCTTAGAGGCCGAACAGAAGTCAAG
>AU243725 ID   AU243725   standard; mRNA; EST; 620 BP.
TTTTTTCGGGGACGTTCTCTGGCATAAACTGTGTTTGTCCACTCATGGTCTTACTGGCGA
CTGCGGGATGATAACCGTGCTGACCAGTTTATTCCAGTTTAATATGGGAGATGAAGCATA
AAAACGCAACAGGAAAGACTTTCAAAGAAGGGTTTCAGCAGAAACTGAGGGCTGCATACG
GAGTTAGATAGCTGTCAAAATGAAACCCAAACGAAAACATCAATTGGTTTCACGTTTGAT
ATGTTTGGTTTGAATTCGACATTTCATCCTAATAACCTGAAAAATAAAAACGATTAACCG
TTTTTCTTTGTTTTAAGATTTGAGCTTTCACTGTTTTCAGATACAAATCTACTTTATCTT
TTAGATACAAATTTTCTACTTTTTAGACGTGACTTTTGTTTTTTTCTTTGCCACTTTTTT
TGTTTTTAAGTACAACTTTTCTTTTAAATACAATTTTACTTGAATATGACGCTTCTCTGT
CTTCAATACAATAATTTCCGTGCTTGTTTTTATATTATTTATTTTGTTTTGTTTTAATGT
AAAGCATTTTGTGTTATGTTTTTATATAAATAGTGCTATATAAATCAATTTTGTCTTTTG
TATTAAGTCTTAGAACATTG
>AU243726 ID   AU243726   standard; mRNA; EST; 692 BP.
CTTAGCCGCGCTAGCTTCATTGCTAAGGAAGAAAGTTGTCTTTATTCAACGTCACTGTTG



TACCAAAAAGGGGAACGAGGGGCGGGAATGTTTAGATTAAGACTTGTTTGGTGACAGAAC
CCCCCCCCTCCACGCTGAGCCGGTGACTAGTTGAGGTTTGCTCGTAAAGTAGCCACACCT
GGCTCAGGTGCCCGGGTCCGGCTTAAGGAGTGGCGGCGCGCGGTCACTCCCTAAATTCCG
AAGTCTTGAAATAAGTCGATTTACATAGCAGATCGTGACGGCTTGCTCAATGCCTCGTAT
CTGCGGAACAATGGGCGGACAGCCGGGCTACCTGTGAGCCGTCATTCCGGGCGGTAGATC
GTCCAGGGCGCTGCTTTCCTCTCATGGACTCCCCGCTCGTGTCAGATGATCGCGGCTTCC
CTGTTTGTAATGTCTCCTGTGGACGCGGTAGGTCCGCCGGTCGCCTCGTGCTCCCCCTCC
TCTCCGGCAGCTCATTGTGTCTTTTCTCTCAGGTGTCTGGGCTGGCCTGGACTGTCCTCT
GGGGCAGCACCTTCCCTGCTTGCTGGTAAATGTGACGGAGCACACCAACGCGTCCAGCCT
AACCATGGGTCAAGACCGGGGGAAGTATGACTTCTACATTGGGCTGGGACTGGCCATCAG
CTCGACCTGCAGGCATGCAGCTTGCACTGGCG
>AU243727 ID   AU243727   standard; mRNA; EST; 171 BP.
TCAATATTAAAACAGGTACTGTTACTCGTTTCAACAGGTACCTTTACTCTTTAAATCTCA
ATGAATCAATTACCTGTGATGCAGNTGGATAAAAGTTTCAATTTGACCTGCGTAGCATTA
ACTAGACTAGGGGTCGGCAACCCAAAATGTTATAAAAAGCTATATTGGACC
>AU243728 ID   AU243728   standard; mRNA; EST; 294 BP.
TCCCAGTATTGGCACAGNTGGAAAAAGAGTTCCAGGTGGAGCATGAACGTGGGCAGGTTT
TGGAGAAGGAAATCTCCAAACATAAACAGGTCATTGGTGATTTCCAGAGTCATGAGGTTG
AATTTACCAAAGAAGTTCAACCTACTCAATCCAAACTCAAGAAAGGAAAGAAAATTCTGT
GTTTGAATGAGCTCGATGACTTTGGGGAAGTTGAAGAATTAAAAAATCTCAATTCACAAC
TTGATGAGTTGGTGATCTCCAATCTGGACCTGAAAACCAAGTTGAAGCTGCAGG
>AU243731 ID   AU243731   standard; mRNA; EST; 393 BP.
CTTTATTGTCAGATGAGTACGCACAGCAATTATCACGACAGGCCAAGGAATTGCTGTGCG
TGTCATTCACACTCCTCTGAAAATTGTTGACAAAAGAACATCTATGACCTTGATGGGATG
CAGATGTTACCCAGGCTTGTTCTTGTTCATTTTAATTCCATTAGCCGGCTCAGTCAGACA
GTTGGAATAGGATGTTTTCTGGTGGAGTGGCCATCTGCCCTCAACTAAATGTTCTGTAAG
CTCTGTGATTAAACTTCCTTTTTCTCCTTTACACTCTCCCTTGTTTTGTTCTTTGACTGT
CTCCTTGCTCTTCATTAACTTTCCCTCTTTGTCCTCTTTCTAATTCCATCAATCTCATTC
TCCCCATGTTCTACCTGCCTCTTCTTTATTTTT
>AU243732 ID   AU243732   standard; mRNA; EST; 569 BP.
CATAAACCATTTTTCCTTCATTTTTAGTTTGTAGGTCTCTCTCTCCATTGGTTGTGTGTC
GGTGCTTCAGCCTTCTGCCAGTTCTTAGTTTTGGCTTTCTTTGCCGCCACAAGAAGAGCT
TTTTCTAGCTTTCGCTCCGTTTTAGATACGGTTCCTTCTAAGTAACCTGGACACATCACC
ACATGTCCGGGGTATCTTGTATGTAAGCGTTTCACATGTGTGTGCCACAGTTGCATTTTT
ACGTGGCAACGTTTGTCTCCAAACTGCTTCTGCGTGTTTTGAAAATGGTTTGGAAGTTTG
TGCCATTTAGTAAATATTGTTTAGTTTACTGTATTTTATTTTTGAGGCTATTTGTTGCTT
CAAAAACAAAAGTATAATAAAGGAGAAAAAAACCATATGTGCCGTATTTTCACGGCCATA
AGGCGCCCTGGGTTATAGGGCGTGGTTTCAGTTCTGGGAGCTTTTTCTTTATTTAACACA
AACAAAAGGGGCTTTACCGGGTTTTAGGACACGATAAAACATACTAGGGTTTGTTTTAAA
AAAGGCAGCAGGAGCAAAACTGAGTTGGT
>AU243735 ID   AU243735   standard; mRNA; EST; 615 BP.
GTGAGGCCATGGCTGCAGAGCAGAGTATTACTCAAACTGCATATAGACAGTTTATATACC
TCCAATGGGGCACAAATTTACTCAGCCACCAATTGTGCAAGTTTTCTCACTTAAAAAAGA
TGAGAGAGGCCTGTAATTTTTATTATAGGTACATCTCAACTGTAAGACACAAAATGAGAG
AGAAATATCCATGGCCTGCTTTTTGAAGAATTTATTTGTAAATTATGGTGGAAAATAAGT
ACGGTATTTGGTCAATAACAATAACAAAAGTTCAACTCGACATTTTGTTATATATACTGT
ATATATCCTTTGTTGGCAATGACAGAAGACAAAGCTTTTCAAAATACCGCTTTGAGGTTG
TTTTTTGCAAGGAATGAACATTTTAGTAAACTTAAAAGCTCAAAAAAGCTGGTTTTGCAT
GATACGGGTTCCTAAATTTTGGTTTTTAAAATAGACTGCTGGCAAAAATGTTGTCGTTTA
TGACGTCCAGCATCACAGAACTCTGGCTTGTTGCACTAATGCTAATGCAGAACGCTCCTT
AAAAAACGATTCATGTCGTACATCTCATCATCTAGATTGCTGTCAGAGCCTTGTTTGTCA
TGGAGTTAGTACTGT
>AU243736 ID   AU243736   standard; mRNA; EST; 44 BP.
CTGGTGTCTTNTAGCCACTCAGGANGTTCAATTTAAGTGCCAGA
>AU243737 ID   AU243737   standard; mRNA; EST; 268 BP.
CAAAATGTCTACATCACTCTTCTCTCACACATACAGTGACTAAATCCCTCCATAGATGTT
ATCTCTATATTTCATAGCACAGATGGATGCTGTGTGGAACTGATGGTGGTTCAGTATATA
ATAAATAAATAAATGTATTTTATGTATGGACTGGAAACCTATTCACCCTCTCTTGTTTGG
TTGGACGTGTTTGTCATGTCATCTCTTTACATGGGAATGCCAGGGAAGCTCTGTTTCTCT
GAATTAGGTGAATAAAGATTAAATAAAT
>AU243739 ID   AU243739   standard; mRNA; EST; 560 BP.
GGCACCTGCTGCATCCTTTTTGGGGGTCACATGACTGCTAGAGCCTAATCTGGCTACTGT
TAGGTGAAGGCGGGGTACACATTGGACAGGTACATTTTTGGGTCAAGCCATACACACCTA
GGCTGTAGGGGGGAAGCCGGAGTGCCGGGGTAAAACCCACACACACATATGAAGAACATA



AAAAGGTCCCTGCTGGGATTTGAAACAGTGCCTTCTTGCTGTGAGGGGAAAGCGCTAACC
ACTAACCTTAGACAGAATGTTTCAGCTTAACTGAGTTTATTTCAGGGATCAGAAAGCTTA
ACTTCAGAATGAAGACCAACTCAGCGTGTCCTCCCTCAGACTGGAAGACTGCCTCCCTGC
TTGACACGCCACATTAAGGCGTTTCCTAACCCCGGTCCTCGGGAAACACTGTACTGCATG
TTTTCCATGTTGCCCTGCTTATGCACACCCGATTCAGCTCATCATCAGGCTCTGTAGAAG
CCTGACAATGACAGTTATCAAAGGAAGGTGTGTTTGAGCAGGGTTGGATTGAAAAAATCC
AGGGACAGTGTGCCCCGAGG
>AU243740 ID   AU243740   standard; mRNA; EST; 351 BP.
TCTCTGATCTGAGTCTGTTCCTCTTCCGTTAGTCGGGTCAAGTGTTTGCTCCTTATCAGA
CACTTCACAACGACGCTCGTTTCTCCTGCTGCAGGCTTATTCCTGTTGTTTCCCTTTTGC
TCTTATTGATTTTTTTGTATTGGCTCTTTATGTGAAATCACAAGAACAGAACAGTCAATG
GGAGTTTTTGTTTTACCTCGTGAAGTACCTCCACAGCGTTTGCAGCTGTAGCTTCAACAT
GACTGAATAAATAGAAAAGAAAGGTTTCATATATTGGAGGACTGAGCAGTGGCCTGTGAA
TCAGCTTGAAATTTTCTTCATTTTTTGAACACAGTGCAAAAAAAGTCATCC
>AU243741 ID   AU243741   standard; mRNA; EST; 194 BP.
GTATTATCTCTCCACAATGGAGACCTTCTCCTCACCTGGTCTCAGACTAAAACCAGAAAA
TGAGAACTTTACTGTTAGAGAAAAGAAAGGTCTTCCATTACAAAGAGGAAGCAAACACCA
CACTATTGCAAAAAACAGATTACTAAAGTAAAATATAATCCTGAGCAGAGATCAGTACTG
ATTACTTGCAGACC
>AU243743 ID   AU243743   standard; mRNA; EST; 281 BP.
GAGGCTTAGTTCTCCCAGCTGGTGCTGTGGGNTTGAGTTCAGCTGTCCCAGAGGGGCCGA
CACCCCAACGGAGACCCCCTCAGAACAGATGGCCACGGCCCAACACTCATATGATTTCCT
TTATTTATGTGCAGATCTATAAGGACTTTTTTTATTGCATTCATTTTCACTTCTCGACTG
TCGTCTGACAGAATCCTGAACTGAAAGCAGAGACACTCGCCCGCTTGTTGCTGTGCATCA
ACGCCAAGTGTTTTCCTGCTGAAATAAAAAAGTGAAGCCAG
>AU243745 ID   AU243745   standard; mRNA; EST; 490 BP.
CATAAATCAATAGGACACACGTGACTGCAGGCCCAGAGAAGCCACATGAAACTGTCATTG
ATCGGCATAAGGTGGAGTGAGGGGAAAGGGAGGAGGGTTTGGACGGTGAGGCACTGGGGG
AGGGAGGATCCAAATGCACGAAGCCAAAGGGTCATCCAGCACCCCGCCCCGACCCTGTGT
CCTCCTCCTTCTTCCATAACAATGAAGGCCACAGCATAGATGGGGTGTCAAAGGTCAGGG
CAGTGGCCTGAGGCCCCTGAACAACATTGCAGTGCCACGTGCCTGTCAATAACTTTCTGT
CACGGCCCACAAAACCCTCGCTATTGGTGCCAGAGGACGACCGCTGTGTCATCTACATTG
GTGCAGCTTGTTCAGTTCTGATGCCGCCTGCATGAATCCACTGCGTTTGTGTCATTCGTG
GCCGCTGTGATAAACACAGACAGGCAAAAAGGAAAAATAGTTAGTGTGCTGTTCCAAGCC
ACCCTTTCTG
>AU243747 ID   AU243747   standard; mRNA; EST; 341 BP.
GAAGCTTTTCAGATTTGAACCTTAATACTTTCAGATTTCAATTTTCTTGAGGAGGCAAAT
CACATTTAGCTTTACAGTGCAAAATATACATTGGTTATGCATTTTTTCATTTATGCAAAA
ACTAAAAAGCAACTTGAACTGTAAAAAAAGTTTTGGTCTAGTTATTAGTACATTTTCCAG
TTTAGAAACACTTGTCTTTAATAAAATGACACAAACAAACAATAAGGATTTAGTTTGAAA
ATCCAAAAGTTAAAAAGCGGAGAAATTAAGGTGCAGTGTCTGATCACTGGGGCATGAGAG
GTGGCTGTGTGGCTTTTATTTACAAAACGGACAAATAAGAT
>AU243750 ID   AU243750   standard; mRNA; EST; 158 BP.
AACCAAGTGAGCAAAACATCGTTTTAAGCCTCTTAGCAGATTGAAATCCCTTTGTGGGTC
GCCACAGCAAATTAGCTTCCTCCATCTAACCCTGTCTTCTGCATCCTCTGCTCTAACACC
AGCTACCTTCAGGCCTTCCTTCACTACATCCAAAAAAC
>AU243756 ID   AU243756   standard; mRNA; EST; 460 BP.
CTCATGCATAGGATGCNTCTAAAGCTGCTGTTTGTCCAACAAGAATAATTATTGAATATT
TCATTTTAGAGTATTAAAATAAAACATTTATGCAAACCATTTTATTTAAGTCATCGTTCT
GACCTGCTTGGCAGCTGGCGTTGCCTCTTGCTGACATAGGTCCTGGTTGCTNTGGTAACT
GGTGTCGGGTTCACAAAGATCCTCTACAACAGAGGGAGCCAGTCTCCAGGTTTGGTCCAA
GTCTTGAAAGTGATTAATAAAAATGTACATGTTTGCCCGCCCATGTGTCAAGGTGTCCTT
GATCCATACATTACTGCTGATGGTTGAGGATGGCTTTATGCAAGGCAGTAGAGCTGCCTT
CAGTGTGAGTGTGTGTGTGTGTGTAAGAGCAAGGGTAAATGTGGGGGTAAAGCACTTTGC
ACCTTTAATTTAAGGTAAAAGAGTGATGCAAGTACCGTAT
>AU243762 ID   AU243762   standard; mRNA; EST; 69 BP.
CAGAGTGGAGCCAGGTGCTCAGACTCAGCAGCCTGCTGAAACGGCCCTGCCCCCGGGANA
NNTAGGGGA
>AU243763 ID   AU243763   standard; mRNA; EST; 32 BP.
CTTTCGAGTTTCCTCAGNATCGACTACAAAAG
>AU243766 ID   AU243766   standard; mRNA; EST; 426 BP.
CTATGGGAGTTTGAATCCATGAAAGGCGTCTGCTTAGGTTGTGTGTTTAACCACATTTGT
AGTAGAAGGTGATGTGTTGGAGCTGTGGTCCGGTCCGGTCCGGTCTGGTCTGGTCTAGTC
CGGTCTGGTCCGTGTGCTCNCAGTATTTGGNGGGANNAAATATAACCCGTCTCTGATTTT



TGTTTTTCCACGTTTTGTTTGGGTTGAACTGGTCTTCTTCACTTCCTCATACGATTCCCA
TCCATCCTTTGTTTTTAGCCGTCGGTGACCCGTGGACAGTCCAGCTGAGGATTGTGGGTA
GTTGACTGTGTGGTAAAGTCTTCCTGCTCAGTTGCAGCGTGTTTTTTCTGAAAGCTGGCT
GTGAGGAAGGGTTTGGTGTCTGTTCAGTGTGATTTAATAAAAGAATAAAATTCCAGTGTG
ACATCC
>AU243767 ID   AU243767   standard; mRNA; EST; 248 BP.
TTCTTAGCATTTTTTTAATTCAAATTGTTGTGACTCAGGAGAAGATTTTTAAAAAATTGT
GTTAAAAATTAGTTTAATGTTTATGACAAAGAAAAGACTCTGGGTGGGTCATAAACTCCG
ACCTCTAAGGAACCGTGAGGGTTCCTTTATCCCAGAAAACAACACAGGTTTTTTGATTTT
GGCTAAAACGGTATAATCTGGCTTTGAAAATATATAAAAGATGATCGGAGTGTGACTTTA
ACAAAATG
>AU243769 ID   AU243769   standard; mRNA; EST; 450 BP.
CAAATTCTCATAGGTAAATAATATGANTAACAATGTCTTTCTCTATCAGTAAAAGATTAA
TTNTTGCTTGTTGTGTNTTGNTCATGCCATANAAGGTGCATGTCTGAAAGGCGCTGGGCA
CACAGAATGTGACAGAGGCATATTTCAGACNCTGGNTGTGAAGGCGCTGGGTTGAGTCAC
GCTCCAGCATTTTCTGCCCCAGTAAACTTAACCTACTTTACCCACTGCTGAGGAGGCTTT
CCTGCCTACATCATGTCCAGAAATAGACACACAGATACACCTACACTAAGCAGCACCACT
TAGCTAACAAGAAGCATGGCTTCCCTTGCAGTAGTTTAACAAATAACACTGTTGAGGAAG
CTCACCTGCCTGCTTGCAGGTCTGCACGACTTACAGTGCATCAATTTAGGATTATAGACT
GTAAGCACACATCCCCTAAATCCACCAGCG
>AU243775 ID   AU243775   standard; mRNA; EST; 187 BP.
TACTGGCAAACATGTCCGGTGGTCAAAGAGCTAGCTCACTTATATTGGATAACTTTCACT
CCCTCGATCAGGGAAAGTCTTTTTATTGTAACTGAAATATTGATACTTCCAAGTCCCCGG
CAGTATATTCCGTCTGGCTGCTCTTGAATTTGTCTTCAGGTTGATTCACAACAGTAGGAA
AAGCCGG
>AU243776 ID   AU243776   standard; mRNA; EST; 389 BP.
CTAATGAAATTTTATGCAAAAAGAATCAAAATCCAGTTTGGATTATTAATTCAACTCCTT
TAAAAACAGGTTTTCCATTGAATTATCATTTTGACTGCAGCTGTTATTTCTTCAGTATTT
TTAATCTAAAACGAACATCCTTCTGATTTTTGGATTTGCTAAAATTCTGATTCCCATTTT
CTGTGGCCTTAAAAAAAACCTTTCTTTTATATATGTGGCAAACATTTTTTGTTGGTAAAT
GACTACAGACTGACACTATGTGCTCAACACATTGATGCAAAATTTCTGAAAACCAAAGTT
ATTTGAATTCCTTTAGAATATCCATAGTTTTGCTGTTTTATTTATTTGTAGAAAATAATG
AGTGTCTAAAGCATATCACTTTGTGTCTC
>AU243777 ID   AU243777   standard; mRNA; EST; 472 BP.
CTCATTGAAGAGGGTTTCAGGCCTTGAACGTCATTTGAGAATGCACACATGATATGCAAC
GGGCATTTAGAGTTGCCATGATAACACACACTGCCAGTTGCTTGATTAATCATCACACAG
CATCTGTGAGCAGGTTGAACTCAACCCCATCTGAGGCTCGGTTCTAAAAAAAGGCAAAAG
CTCATTGTAGTATTTGATTACAGAAACATAACTAACCATGCCTCCACTCCGCAATCTGTC
ACTTGGATTTTGAACCTCACACACACAAACCCCAGCTATTCCCTAGTATTGTTTAAGAAA
ACGATGGAAACAAGCATTAGTAGTCTTTGCTAAATGAAAGCAAACTCCAAAATCATATTG
TAGGAAAATGACAGCCTAAAACACTAAGGTGTGCCCTGACGGTGCATTTCAAACAGCCGG
GTGGAAAGAGAGAAGGATGTGCCACTCCTCCACTCGATCCACTCCTCTGTGG
>AU243778 ID   AU243778   standard; mRNA; EST; 492 BP.
GCAGAACTAGTCTCGAGTTTTTTTTCTTTTTGCTTTTTTATTACTAGTCCAGGCCTGATT
ACATGCTTATATTCTTATATAACAGGTGCTCCCAGTTTACTTTGTGCAGGATTATTTATG
TACAACTGTCCAATAACAAAACTAGTGCCTGACATTTGGGACACATGCTATAAAGTCATG
GAAAAATACTTAGTGTATATTGCTGTTTTGCTCACAGAATCCTCATATCCTATTGTTTGG
TGATTAGACATGCATGTGGCTTACGAGTAGAGCATCTGGGTGGCATTCTCACCGGATGAC
TAAATCACCTCAGCTGGCTGTTCTCGATGTGGAGGAGTAGCAACTCTTCTCCGAGTTCCT
CTCAAATGAGTAAACAGTTGATTCAGGACACACTAAAGAGAACACATCTCTCAGCTGGTT
TGGAAATGCATTATGTCCTCCTGAAGAACTGGAAGAAGTGGCTGGGAAGAGTGTAGTCTC
AACTTCCTTACT
>AU243779 ID   AU243779   standard; mRNA; EST; 317 BP.
AAAATGGTGAGCAATATTGGAGCCATCCATCCGTACAGTTTTGAGCCAGATGCCAGCTCA
GACGAGGAAAACAAAGACGTTGAGGTCTGCCTCCTCTCTCCAGCTTGTTACACCCACCGC
TCGGCTCGTCACTATGGGGCTCTGGAACGCGTGTACGTGCAGTTCTTCCCGTGACACTTG
CTGCAGATGAACATGTCCGTCTCCGTCCCTCCCACCTTGGACAGCTGATGCTCTCTGATG
GATTCTTTGGTCAGCGCTTCTCTGATCTGCTTCAGCTCTGCGCTCGCCATCTCCTGGACT
CAAAGACGCAAAAAAAC
>AU243780 ID   AU243780   standard; mRNA; EST; 321 BP.
CTTTCTTGCCATACTCGCTCTTAGGCACAATGAGAGATCCCAAAATGTAGCAGCCTGGAC
TTGTTCCTTTAGGAATCCTGAAAAATTTGGATTTATAAATGGTTTATTTCAAGCAATCAA
ACCAAAAAGACTACAAAAATCAAAAAGTAAAAAAGGTAAAAGACACAGAGAATAAGAAGA
ATGATGATGTAAATAACAAAGAATAAATCAATTGAAAAAGAGCTTTAGTCGTTCGAATTG



TGACGTTTACTTTGTCCTGTCAGGTTTTCTAAACAGAAGTGCTTATGAGCAACATAACAG
CGGAAAAACAAGAAACCAAAC
>AU243781 ID   AU243781   standard; mRNA; EST; 166 BP.
CCTAAGGTGTGCAGTGACCGTTGGGGCTTTGCGCTTTGCGCAGGTGCGCGTCACGCACCT
TTTTATTTATTTATTTATTTATTTATTTTGGAGTGAACAGACAAGTCCGAGCGAGTGTTT
TCCAGAAAAAAAGGTGCGCAGCTTTGTCACCCCGCCGCGGCGCACC
>AU243783 ID   AU243783   standard; mRNA; EST; 410 BP.
TGAGAATGACCCTCACAGAAACCTGTTTGTGCTTGAACCCCCTCATTGCAACAAGCAGTA
GATTGTTTTCACGCCTCACCCTGAGAGCTGTTTATTTTCAGAAGAAGCTATGTTTGGTTT
ATACTTTACTGTGTGTTATATGTATCTGCATGTATTTAAGACTTTATTTTTATTTATTGT
ATTGATGTCAAAGTATGTTATGTGAGAAGTTTTAAATGAAGTTGACACATGCAGTTTTTT
GTTTTTGTTTTATTTCTTGGACTTTGCAAATTTGTGAATAAAAACGAAACTAATATTGTC
TAATGAATAATTTAAATCTGTGTGTGCAAAGAGTGACTACAAGGGGTCGCTGTTTGTCAT
GTAAAAGTCTAGTATGCTGGTCAATCAGTTATTAAAATTTCACGATTTCC
>AU243784 ID   AU243784   standard; mRNA; EST; 488 BP.
AAAATGACGCAGTTTACGTGTATTGTACGTAGTCTATACAAAGTTATTACCTAAATCTTA
AGCAGTTGTGTGTGATTTTTGTGAGATGCAAATGTGTGTCTTTCCACGACGTTCCACGTT
TGTCTAACAGACTTTTCACGCATGAACCTCCGATGTATAACTTTTATATCGCGTATAGGG
CCCACGTGTCACGTTCAAATTAAGTAATCGATGCACGAATCACTAATGAATTGCACATAA
ACAGCACAATAATCGCGATTGGTTCATGTTCCACGTTGGCTTAAGTGCTCATTGCGTGGT
TTAGTCGTACTTCCTCCGTGGTCTTAGCGTGGTTCATTTGTGATAAGTTCACCAGAACCT
TTCATGTATGACCAATTTTCCCCCGTGCACTATGCGCAAAATGTACGTAGTTTCTGTTTG
ACACGACCTTTCGTCACAAGTCCAAGTCAAGTCCTAATGTTTTGGTTAAAACTCAATGCC
AAGTTCTG
>AU243787 ID   AU243787   standard; mRNA; EST; 335 BP.
GTCAAGCTTAAAGTGTTATTTACTGCTGTTGGCCTGGNAATTTAATTACCCTTGGGGCAA
ATGCAGCAACCATAAAACTATCAATAACCGTGCTGTTTTAGACAATATTTTTGTTCTGGA
CTCAAAGAGCGACATGTACAGAATGATGAACGAGGGCAGTATCTCCGCTTCTTTCGTGCT
GACAGTGAATGAAGGAGCAGGTTGAAATGTGTGACATGCAGCAACAGGGTTTTGCTGCAT
TAAAAAAAAGAAGGCAGTTTATCAAATAAGTAATAAATCTAAGAACAGAATCCCTTAGCT
ATCACTCCTCAAAGATGTCAGTTGGTCTGTTCAAC
>AU243789 ID   AU243789   standard; mRNA; EST; 490 BP.
AGTTGATGACTCATGATGAACCCTGTTCTATGGCTCCAGATGACAAACATGATCTCATAT
CAGGGACTTGTTCGCACCTTCCTTAGGTAACATTTAGTTTGGCTAAATGTAAAGATATTG
CTGTTTTATTGTTTGTTTTTGCGAGATGCGCCGCACCATTCCGAAGCAAAATTCTTAAAA
TGCACTCTTTTAGTGCTACCGCTGGATTACTGTGGTGCAACTAGGTTGTACTGATGCTGT
TTCAGGGTTTGCCTTGTATAACAAAGCAATAGATGTGCCAAAGTTGGATAGGAGAATATT
GTTATCCGGATAATGCACTGATGCCGCATCCGGTGAGCGTGCCGAAATATGGGATGTATT
CCGGCACGATAAGAAGGGATTATTTACGTCGCTGACGCAGACTCATCAACACAGCAGCAA
AACCAAACAATGCCGTCAGCACCCACAGCGGCCAGTTGCCGGTACGTGCGTATGGTGTGA
GTCCGGTGGT
>AU243791 ID   AU243791   standard; mRNA; EST; 490 BP.
TCACTGTCGTACAAGCAAACATCTGCGTTGTAAAACTGGAATTATTTGTAAAAAAAATCT
AGACCATCAGAGATGTTTGTTGCATTTTCCGTAGTGTTTTAATAATTTAAGCTTCCTGTA
TGGGGAAACTTTTTTATTTTTATCGTAACATCTTTTATATTTTGTCAGCAGACTTCCTGA
TTTTTTTTTTGCTCCTGTCCTTCCTCTCTGCACTTATAATGCTTCTCTGACGTGACTTTA
ACCACTAACTCGCCCTCCTTCTTCATGCAGCATCCCTTGTAGTTCCAGCTCAGAGCTTTT
TTAATATTTCATTGCTTGTCATTTTTCCTGAATTTTAAGTTTTCCACAAAGCAAAACTGT
CTGCATCTTGTTGCCCTCCCATCTCTTCATCTCAGCCATCTTTTCTTCAGCAAGGGCTCT
CAGTTTTCTTGTAGACAGATGCAGTGGATGAAACGAGCGCTGGAGGAAATCCCTTCAACA
TCACAGAAAC
>AU243792 ID   AU243792   standard; mRNA; EST; 470 BP.
GAATAATTTTCAACACAGCTGGCTATCAGGGTAAATTGCTGCAGTGATCTGAGCTGGATC
ACTGTAGGTGATGGAGATAGAAGAAGTTTAATGAGGAGGGAGATGCAGAAAAAAACATGT
GGCAAGGAAAAGGATGATCGGGGCGATGGAGAGCTGGAGCTGATGAGGACTTAGAAGGAA
ATGGCTGGAATGACAAAGAGTGCAGCTAAATGTAGTGCTTGAATAAGAAAAATAAAAACA
TCTTTACTTTATCTTGTTAGCAAATCTGCTTGTTTATCCCAAACCTCTTAAGGCAGTTGG
AGACATCGCCCCACAGCTCTTTTGCTTCTTTTCCTCCCAAATGCTGACAAAGTGACATTT
TTGTATGTGTGTGGGCGTGAATCTGTGCGGAGGAGGGCGTGATGTGGAGTGCAGAGGCGG
TGTGCCATCCTTCATAATGTGAGAAAGTAGAAGCAACAGAACACTACAGA
>AU243794 ID   AU243794   standard; mRNA; EST; 144 BP.
CTCCTCTCCTGAAAGTGACGGGAAAAACTGCACGTGTGCAGACACCCTGACCTCAGTTGT
AAGCCCCGCCCCCAGCGCATTTTTGTCCGTCAAACCCCCAGGAATCAGTCGTGGCGTTGT
GGGGTCCTCCCTGCACAGAGGAGT



>AU243797 ID   AU243797   standard; mRNA; EST; 277 BP.
AAAAGAAAAGAAAAGAAAAGCTGTGTGTTTGATTTCCTGGCAAGTGCGCTCTCTGGTGGC
CGTATGTGTCACAGAAGGGTCGTGTCAGAGAGAAAAAAGANGAAGACACATTTGCACGAC
AAGGAAACCAAAGTACCCAAACCCGTGTGTGTGTGAGAGTGATTTTGCTTCTCTTTGGTG
GATGCCAGCAAAAGCGGGAAAACTTACAGCACCTGGTATTCCCAGGCGGTCTCCCATCCA
AGTACTAACCAGGCCCGACCCTGCTTAGCTTCCGAGA
>AU243800 ID   AU243800   standard; mRNA; EST; 482 BP.
CTTCATAGGGTAATTGGTGTCCTAAGGTGTGCATGTCTGTGTGAATTAGTGACTTTGCAA
TTGACTGGCGACTTGTCCAGGGTGTACCCTGCCTTCTCCAAACTGCAGCTGGGAATAAGC
TCCAGCAACCCTATCTTCATATTATAGGAAATAAAGTCTGACATGAAAGGGTCAAAATGT
TGTTAGCAGTGTAATTTGGTGTTTTTGTACCCCATATTAAGAGTCTTTGTTCAGAAATTT
GAATCACCTGTTAATCACCAGTATGTGGGGTAGGGATATCTGGAAAACAAGAAGGATGGA
AGATCTCCAGGACCAGAATCGGGCTACTACAGAGTACAGTCTATACAGACTGCAGTCGTG
GATGTAGAGTCGGTTTTTGCAGGAGAAACTTCAGACAGACGAGATGATGATGCACTCACC
AAGAGTCATCATAGCAGCCAATCAAGTAGTTAAAAAAAGACTCAGCAACAATAAAGAGAT
CT
>AU243801 ID   AU243801   standard; mRNA; EST; 485 BP.
TAAAAAAACACAAAAGTAGTACGGTAAATAACGGTAAATCTGAAATCTTATCTCTGAATG
ATTTGGAAGTGACTATTAGGCTGTAGGCAAAATGATCCAGAGTGTATGAAACAGGAAACA
TGGAATATATGGTGTTGGGAATGAGAGGGCAAAGATCCTGTGGGACTTCCAGATCCAGAC
TGATAGGATGGTAATGGAGAACCAACCAGACATTGTAGTGGTGGATAAAGAACAGAGGAA
AGCCGTTGTGGTGGATGTGGCAGTGCCAAGCGATGGGAACATCAGGAAGAAGGAACATGA
GAAACTGGAGAAATACCAGGGACTCAGAGAAGAACTAGAGAAAGCCTGGAAAATGAAGGT
GACAGTGGTGCCTGTGGAGCACTCGGGGCAGTAACCCCAAAGCTGGAGGAGTGGCTACAA
CAGATACCTGGAAAGACCTCAGACCTCTCAGTCCAGAAAAGCGCCATGCTAGGAATAGCT
AAGAT
>AU243802 ID   AU243802   standard; mRNA; EST; 263 BP.
NCNAANCGTCGATTAAGACAGTTCTGAAGGCTAAAGGAGGTCCAAACAGGCACTAAGAAG
CTGGACCTGATGAAGTGACTAACTATCCGGGCCTGAGCACAAGTGCCTTCTCGTCCAGTA
GGTGGAAATATGTCCTCTTGTCATTGGTTTACCATCTGCCATAAAGAAGTCTGGGTGTTG
TAACAGACATCACAGCTTTGGAGAACCACGTTTGGCATGTTTCCTGATCACAGCAGATGA
CCTTCAGAGTCATCTGGTCCGAG
>AU243803 ID   AU243803   standard; mRNA; EST; 240 BP.
GTACTACACTCATTTGAGAAAACTGGAATACTGAAGAGACTATCAATTACCTGAAGAACA
AGCCAGAAGGAAAAACAATTCGTCCAGCTTCCATAAAGAAATCTCAATGGTCAGAAGTTA
ATTATTGCCCCTTCAACCTATTGGATTCCGACTCCAGACTCAAAAGACTAAGTTTAACTT
CTTGATGTTGTGAAACAATCAAAAAGAAAATGGACTTTTCATTCAGGAGGCAAGAAGTCA
>AU243804 ID   AU243804   standard; mRNA; EST; 307 BP.
CTGACGTCAATCTGTTCGTCCTCCAGNGAGGACCAAAACATAAAATGGCTGTTTTGCTTC
AGCTCCATAGCTACCATTTTATGTTTTGGTCACTTTTAGAATTCCTTGGCAACAGAGGTT
TTTTGTTAACCACACTCACATTCCTAATATGTTCCTACCGGATGTCATATCGCTTCATTC
AGCTTGAGCCATTGCTTCAAGTATGAAATGGCTGCAATTTTGCGAGCTCACCAGGGTTGC
TCCATTCAAAATCTACAAACTTCAAAACCAACCTTTTTTTTCCCACCACGTAGCTTCCCA
GTGATGC
>AU243806 ID   AU243806   standard; mRNA; EST; 478 BP.
TCGTATCTGACTTGTCCTGTTCAGTGTACATTCTGTTACAGGAAAAGTGATTAATGGCCA
GACTTGGGATGAGATTGAACAGGCACAAAAGANGGACTTGGCTGTAGGGCTAATTTATCA
AGTAGTACAGGGGAAAGCTAAAGTGAGCTATGCTGATCTACGCACAGGATCGCCTATTGT
TAAAAAGCTCTATAGACAGCTCCCTCGACTCAAGTTTTGTAGAGGTGTTCTCTACCGACA
TGTCCAAGATCCACGTGATGGTGTGGAGATCAAGCAACTCGTTGTTCCAGACTCTTTGCA
GTTCAAAGTGTTTTTAAGTGTACATGAACATGGTGGGCACTTTGGGGGACAAAGCACTTT
AAGTCTCCTGAGAAGGAGCTATTATTGGCCTTCTATGGGGCAAGATGTTCAAAGTTGGGT
TCAGCAGTGCAAACGATGTGCTCTAGCCAAAGACGTGTTCCCAAAGGCTAGGGCCCCC
>AU243807 ID   AU243807   standard; mRNA; EST; 238 BP.
CAAAAACCCATAGCCCTTGTACAGGTCTACACTCGTATGGGATATGACTAAGACACTAAG
TGTACAGCTAAGCCACATATTGCTAATTCAAATGGACCCGTGAATATGGACGTGTAAATG
GGTGGGAATTTCTGATAAAAGTACAATTTTGTTAGGTTTTGGTCATTGTGATGTGAAAAT
CCCATGGTTTTAAGCTCTGTTCAAACATAACTAAGCAAATATTTTCTGCATATCAGCC
>AU243813 ID   AU243813   standard; mRNA; EST; 474 BP.
TGTATTTTGTACTTGCAGGCAGACTCCTGTATCAGTTTGCTCCAAAAGTCTGACCTAATG
TAGCGTACGTTGATTTTATGTACCACAAATCGCACATTAAATGAAGCAGAAGTGTTTTCA
AAAACATGGAGCATTCATTCTAAATGTTTAAAAAAAATGTTTTCTTCAACTGGTACTCAT
AGTTTAGGTGTTAGCTGCAGGTTGGACAATCGGAACAGATTTTATGGTAAATGTAGTGAT
TCTAATGTTAAGATGATTCGTTGAGTGTGCTTTTGTGACTCGGGAGAGTTTTTACTTTGA



ATATGGGTGACCCTTTAGGATGTGCAGTCAAAAGCGGTAAAAATAACTTGAAAATTATCC
AAGTTCACAATTGACCCATAAAGCTTTGACAGTATAAAAAGCTCAAACCATCATCTGCCA
GTTTAGAGAGAAACAGCCTTTTAGGGCTTTGACTAAACCCAACGGACCCGGCAC
>AU243814 ID   AU243814   standard; mRNA; EST; 440 BP.
ATGTGACATTAAGACTGCAACAGAGACGTCAGCTTCTCTCCACAAGACAGCACCTTTTAA
TGAGGTCTTGGGTTATTGTATTTTTTCTTATTTGCCATTCAATAGTCTCAGAAGTGTTAT
CTAGAGCTAAGATTGTGTTTTATTTAGATCATTAGAAAATACGATCAGCTTTGGTGTTTT
CTACTCAATCAATGCAAAATGCTCACAGCACAAAAGGGGGATGAAAACCATCAAATGTGT
CGGCTCTTTGCTCCTCTCTAACCCCCCCCCTCACAAAGCTGTATACATATCAACTTGTAT
ACGAGTCTGGTCATGTTTACTGTAGTCTGCCTTTAGTCCTCTGGTTTGGATGTCTTTTTA
ATGACAATTTACATTTATTTACCAAAAGGAATCAACGTGCCAAATCCAGTTCTTGTCCAC
TTTGACCCATTCCGAGCCCA
>AU243816 ID   AU243816   standard; mRNA; EST; 208 BP.
GGGCATCCAGCGTAAAACATTGCCAAGTTTACCATGCAACTTGTTCGCTGTGGCGACCCC
TGATGGGAGAAGCCGAAAGANGAAGAAGATGTTGGTATTCTAGGCTTAATTTCATGTTCA
CAAAAGAAAAGTTTCCTAATAAAAAACCTGGATTCTTCTCACTGAAACTACATCAACGTT
TAAAATTAATTTCTGCTATAAAAAAAAC
>AU243817 ID   AU243817   standard; mRNA; EST; 122 BP.
GCTTTTTGGCTTTTTTCTGGATTCTGCANGTGTTAAGCTTTTTTTGATTATTCAAAAGCA
AAGAGTATTAAGAGTCAATTGTTTCTTCCAAACTTAAAAAAAAATCACATAGAAGATTGA
TG
>AU243819 ID   AU243819   standard; mRNA; EST; 357 BP.
GTGCAATAACAGCCACAATAAGCCAAACACAACATTGCACTGATGTATGTAGGGATGGAT
CTCCAAGTCTTAAGTAAATTAAAGTAGAAGTTGTTTTGTTTTTTGAGTTTATGCTAAAGT
TATGCGTTTTAGGAATACCTGAGTTGAGTTTTTACACCTTATGTTAACTCCTGAATCAAA
CTTTGTCTTTTGGTTTTTCCACCAACCTTTATTTTTGGTTGAATAGGTCAGCCTTTTTGT
TGTTTTTTTTCTTTTGTTTGTTTTTAAAGACAAATATTTGGTTGGTTGTACATTTATTTT
GTCCCTTGTGCCTTTGCATTATGGAGCCCCTAAAACAGGGGTCCCCAAATCCAGGCC
>AU243820 ID   AU243820   standard; mRNA; EST; 550 BP.
GGAAACTGACCGCCGTTCTTCCCTTCTGGTTGGAGATTATTGTTTTTTGCATCTGAAGAT
GATAACAATCCGCTTTATATTCATCTCTAACCAGAACTGAAACCTTTCAAATTGAATCAA
ATTTTAAAAAAGTGCTTCTCATACATTGCGCAACACGAAGTGTTTAAACATTTAGAACAA
AAAACACACAATATTACAATAAAATCCCAACCCACCCTTCCCACTCCCCTCTGTTAAAAC
ATATGACCCATGACCCCCACTTACAATAAATACTGATAAAAGTAACTTCTAAAAGAAACT
TAAGGCTTGGCTCTGTGGTGAGGAAACAGTATTCTGGAATCTCTTCATACCAGGAGCAGC
TCGGCCGTAGGAACATCGCCACAGTGCCCCCCCACACCGGGACGGCAACGGGGTCCACTC
CACAGCCGTAAGGCTGCAAAGTTAAACACTAGCTGCCCCAGCAAGGGCAACTACCGCGGC
AACAACCACCGACCAAGCCGGCAAGTCCTGGTAGAAAGATCCCTACAAGAAAGACTGAAG
CTAAAATCAC
>AU243821 ID   AU243821   standard; mRNA; EST; 112 BP.
TTAGCACACAGTGGGTGAAGTCAGTTTTGTCTCAGGCTCTTGTATTTGAGTATATCTGCA
ACTGCCAAACAGTATGCAGCTCTATTCTGTTCACAAGTTCCTCAGTTATGGG
>AU243822 ID   AU243822   standard; mRNA; EST; 550 BP.
CCCTCCTAAAGTCCCTGCATTCGTCATACCAGTGTGTGCTGCTGGTCCCAAGAACCAAAT
GCAAGTTCTGGGGGGAAAAACTGCTACCGGCTGTTAGAGAGGTTTCCCTCTTGGGGAGCT
TTAAAACTGGACTGTTCCTCCACTACCGTGCCTCAACTTCTGCCTAGCTAACCTTTTATT
ATGTTTTTAATCTTTTATTTAGTAGTTATTATCTTTTTTATCATTATGTTCTTAATTTTT
GTTGTTCATTGTTTATTCATGTAATATTGTGTACAGTCCTTTGGGCCTCCTTGAACAGTG
GTGGAAGGTGATCTATAAATGAAATGAAATATTAATTTGACCTTAAATACTGATAATCTA
CATAATGAAAATTAAACAAAAGATTAAAAAATAACTGTTTTTTTGTTAAATGTTGCTGAT
TTATCTGTGTTATGTACAGTGGGATTCATAATAGCACCAAGAACATAATATGCAAAGGGA
TTGCAGAGGAAAATCTAATTACGTCAAATGATTTCAGTCACTCCAAACTTTCTTCTTTTG
TGGTCGAGCC
>AU243823 ID   AU243823   standard; mRNA; EST; 546 BP.
ATGGGCTCAATGAAAGCCTCTCGACCTCATGAAGTTCTGGCGATAGATTTTACTGTGTTG
GATCCGGCTACTGATGGCAGGGAGAATGTTTTGGNGATGACAGATGTGTTTTCAAAATAT
ACACAAACGGTCCCTACAAAAGATCANAGAGCTAGCACTGTCGCANAGGCATTGGTGAAA
CATTGGTTTCAACTGTTTGGTCCCCCAGCCCGCATTCATTCAGATCAGGGGCGGAATTTT
GAAAGTAATCTGGTGCACCAACTCTGTAAACTGTATCAAATTGACAAAAGCCGCACAACC
CCTTACCATCCCCAAGGCAATGGCCAATGTGAACGTTTTAACCGCACGCTGCATGACCTT
TTACGGACATTACCACCTGAGCAGAAACGCANATGGCCTCGCCACCTTTCTCAAGTTACA
TTTGCCTACAATACAACTGTCAATCAATCAACTGGTATGATCCCATATTTCCTGATGTTT
GGCAGAGAACCGAGGTTGCCGGCAGACTTTTTGATGGGAAGTGAAATGGAGCATGATCTT
CCTTTA



>AU243826 ID   AU243826   standard; mRNA; EST; 550 BP.
GGAAAAGGGCTTTGTGTTGTGAAGCATGAGGTTTTCTCTCTCTGTTGGCTGACTTCTCCC
AGCACTTGCTGCTTGTCTTTATATCAGTTTAACCAACTCTGAAACTTGTAGCTCAACGTG
GAAAAAAACAAACCTTCCTGCTATTGCAGTCAATTGTTGTGCTGAGCTGCCAAAGTAAAA
TTTTACAAATCATAGGGAAATAACCCAAATTGGAAGCCGTATGTGTCTCATATTTCAAAA
TAAAAGACTATACCGGAAATGCCTTTTCATTTTCACAATGAAGCTGCGTTCGTTGACTCA
AAAATTAAATGAAAAAATCAATCAGCCAAATGCCTTTTTCTTCTTCTTCTTCTTATTCTT
CGACACCACTCATTCTGTCGCTTAATTAAAATAATAAAGAAAATGGAATTTGACGTTTTA
TTTTCAAAAAGTTCTCTTGTAAATGTGTAGTAAAATTCAATTAGAAATATCTAATTTGAC
AATTAAAATGGATTCACAGAAATGCTTTTTCAATTTCACAATATAACTGCATCAAATGAC
TCAAAAATTA
>AU243834 ID   AU243834   standard; mRNA; EST; 281 BP.
TTGCTCAGTCACATTAGTTTTGCTGCTGNCCATTAATGAGTAACTACTGCCACTCACTGG
CTAGAAATACAAGAGCAACTTAAAAACTGGTGCTTTCTTATACAAGCATGAATATTTCAT
TCTGTCTTTAAAAGAAATTGTAGACTGGACTGTGGTGGAGATACTGCATTTTCTTATCTC
GCCTGTTTTTTCCACGTTTAAAAGCTTCTGCTTCACATGAAACTGTTTGTCCCGTTCCTG
TATATCACTTAGTATATAATAAATTTTACAAGTGAAGCGTC
>AU243835 ID   AU243835   standard; mRNA; EST; 550 BP.
CGATGTTCAGAACAACGAGTGGACAGAGGTAGTCATGGNAATTTCATATTATATAACGCA
GATATTGTAGGTGCAGGGGCATAAACAGTGCAACTGTTGCTCTGGAAAGCAGATCTGATA
CAAAGCTAATTATTATTGTAAATTTGAAAACATTTAAATGTAAAAGGTTAGTTTGTTTCT
CTGAGAAGTACAGACTCACAGAATTCACTTAAACTTGTCTCAGTTGGATTCTTTCTGTCT
TGACTGCACAGCCTTTTTATCTGCATCAGGTGAAAGGGGGTGTTTCTGAGGCCGTCCCCT
GACTGAAAACTGCGTGTTAACCTCTCTGTCCTCCTGTAGGAGGTCCCTCTCAATATCGGA
AGGGCAGGCGCCTGCGTGGTGGTGGTGAAATTGCCTTGAGTGTTTTGTCTCACAACAGCA
TGCGAGACAAGTCGTGGAGCAGCGAGGAGGAGTGGACAAACAGAACAACAGATCGAGGAC
ACGTCCTTCGAGGATCCTGTTTTCCTTTGCTTTCTAAAACTATGCTCTCCATATTTTTCT
GAGGGAAAAG
>AU243836 ID   AU243836   standard; mRNA; EST; 524 BP.
TAAGGAGAACTCAAAAATTCAAATTAACAGCATCTTAGACTGGAATCAATGTCAAATACT
TCATGAAGTGTAACCCAGCAAAAGGTTTTACAGGTGTATGTGCCTCTATCATTGACAATA
AATGAGAACTGGACTGAGCAACCCCTCCCCCTCCCGTTCCAAATAGGAAGTATCTGCTGG
TCCCAAAAAGCAGAAATTCCATAGACTTCTATTGAGAAATAAACAGCTATTACTCAGTCA
TTCTGTTAATCCCAATAACCATTCTTGCTCTGCCTTTTATTAATATGTTCTTGATAATCC
TATCATTCAGGTTATAAACTGACCAATCAGATGCCTCAATAAACGTAGGTGGCCCTTGTG
TCGACCGTTTAAAGGTGTTTGACTGACAGCCCCGCTTTCAGTGGATTAGGTGTGGCTTAA
TATGCTCACTCCTGATTGGGAGAGAGTGGCTGCCATTGAAATGTAGGTGGACCAATTACA
GCTTACTAAGGGACGTCTGGCTCCAACATGGCGAANGACATAAC
>AU243837 ID   AU243837   standard; mRNA; EST; 320 BP.
GCCTCAAAGATGTGCTTCCCCACATGAGCGTCGACGGCAGACAGCGGATCATCCAGGAGG
TAGATGTCTTTATTGGAGTAGACGGCTCTGGCCAGGCTGATCCTCTGCTTCTGCCCCCCC
GACAGGTTCAGCCCCCGCTCCCCAATCTGACAGCAGAACCAGAAGAAAGCTCTCACAGAG
ATCCCGCCCACGCTCGCCATTTGCGTAAAGTGCAGCAAGAAATAGAAACTGAGCCTCTAA
AACAAAGAACTGCTCTTTAGTAGGTAAAATTTTAGAGTTTCAGACATATGAACATAAAGT
TTAAACATTCAGTTTGTGTG
>AU243843 ID   AU243843   standard; mRNA; EST; 82 BP.
CATATTTTTTCTCTCCCACTATAACATGGTAAAGATTCAGTTTTTTATCTTTTTATCTAT
GCTTTAACCAGACAGCATAGAT
>AU243844 ID   AU243844   standard; mRNA; EST; 170 BP.
TCTTAACAACATGTCAAAATTTGGAGTATACTGTCTCAGAGAGANAAAGAAATGAATTCA
TGCATTTTTTCTGTGATTCTAAAATATTAGGCTCCTCAAATTTTATTTTCTGAAAAGTGT
TTACCCTTCAGCTTTCAGGATTTGTGGAAACAACTCTGTATTTTAGTTTG
>AU243845 ID   AU243845   standard; mRNA; EST; 550 BP.
CCGATGCCTCCTCTTCATCCTTCTGGAGACATTTAAAGATAAAGATCCTAATGTTTTTCC
TACTTCTGCCTCATCTCAAGTGCTTTATGTGACTGGTTTTACTCTGTAAGAAGACCAGCA
ACCCTTTATCCCCTTAAGGCCATGTCACACTATATACATTTTGTGCATAATGTACAGATG
AAAATTGGTCATGCGTAAATTTACGTGGAAAAAGTGCGCTGTTCATATGCAAATCATTTG
TGATTCTTGTGCTAAATATGTACTTTCAATGTGAAATGTGTGCCGTACATGCGACATAAA
CTGTGGCGCATAGGTGAAAAGTCCTTCAGAAAACGTGGAACGCTCATGGAAAGCCTTTAA
AATTGTCTATGCATCTCGCAAAAATCACACACACTTGCTTAAGATTTACGTGATAATTGC
ATATTAATTACGTAAAATACGCATTGACTGTGTAATTCTCAACTGACTGATAATTTTGAA
CAGCTTAAAACCGAATTCTAGTAAAGCCTGAAACCCTCAATGGACATCTGTGAACATCGA
CGAATGACAA
>AU243851 ID   AU243851   standard; mRNA; EST; 244 BP.



TCACACACAGTGAGTTTGTGTTCCTCACTTTCTGAGAGGTTTTTCCTTTTCTAAAGGTTT
ACAAATTGAAATGACCCACAAGTAAAAAATAAAGAAGAGCTACCAAACAAAATGTAATGT
TTATATTCCACATTAACATAGAGGGGAAAAAGTATGTTTTTACATATCAAAAAAAGAAAG
TGAATGTCCTAAATGCAAGACACAAAGACATGTAGCAAAATCTTTAATAAAATAATTTCC
ACAC
>AU243853 ID   AU243853   standard; mRNA; EST; 549 BP.
CCTGAAAAGCTGTAAATGTGTCGGTGAAGTTTTGAAAGTCTCTGTCCAGACTTGTCTTTA
AAGTGTGGCTTGTTTTCTTTTCTATCCCCTGTGTTTTCATGGCCAACTGTTAGGAATTTA
GATGATGACTTTGGTGGTTTCTTTTACCCTGCACACGTCTACAAATGGAATTTCATCATT
TGTGTTGCAGAGATTTGTCCAACAACAACATTGGCTGTCTTAATGCAGACATTTTCAAGG
GCCTCGCTAATCTTATCCGACTGTAAGTGTTTTGTACCGTTAAAGGTGTAATTTAACGTC
CAAGCATATTCACAAGCAAGTTTTTTTTATTTTGTTTTTCTTTTTGTTTTCAACAGAAAC
CTAGCAGGAAACAAGTTCTCCTCAATTTCTCCTGGAACTTTTGATAACTTGGAGTCTCTA
AAGTCTTTGTAAGTTTGATAAACTAGTTGATCGCTTTTGTCCAAGACCAAAATCAAGCTT
TTATTTAAAGTTTTTGTTTCTAAAAGAAATTCTAAAGGAAATTCAGCCATCTTGTGCGTT
TCCTGTGGT
>AU243854 ID   AU243854   standard; mRNA; EST; 49 BP.
NGAAATGCATTTCTCCTCCACGGCACAGCATGTCAACCCTTAAAAAAAC
>AU243856 ID   AU243856   standard; mRNA; EST; 549 BP.
TAACACTAATGTTCTGTGCTCAGAAACATTACAGAGNTGGTTGTTTCTGCTCNTAAAAAG
CCAGATGTTAGTTACTTTAAAAGCACGGCTGCTTTCAGTCATCTGGCAGAGGGGTGCATC
CTATTAAATCCTTACATTAAAATGTCACAGTTTTTCAGTGTTGGGCACAGAAAAGCAGCT
GAGGTGGAAAACATATCCTTGAATAAAAATAAAATGACTTAATTTTCATTATTGGGATTT
AATAAGCACGTCTATGGGATAGACTGGAGTCTTCATGCTTTAAAGGAAAACATTGGATTA
AAAAAAAAGTATACGGTACTCTTGCACGTGTTATGTAAGACGCAAACGTGTCACTTGTAC
TGCTGCGATGAATGCTGTTTGGGTCTTTGACTCTGAGTTGGAGTCGGAATATTTTTAGTC
TGCAGCTCTCCATAAACTCTGAGTGCTTAGCAACTCGATTGCATTAACTAACACACCAGA
AGAAGGCCAGACAGATGAAGCATCCCAAACTGTGAAGGCGAGCAGCTCAGAGGGAATGCT
GATGGAGAG
>AU243858 ID   AU243858   standard; mRNA; EST; 580 BP.
TACTCACTTCAACTCTGGAATGTCATTTGGGACTGCCAGCTACAATTACCAACCCCGAGC
TTCAGCTGGCCCCTCCAAGAGCAGCAAGAAAGAGAAAGAAGGAGGCACAAAGGAAAGTTT
TAAGGATGTTGGCGAGGATAAGGATGAGGCAGACATCAATTCCAACTCCTGAGGACAGAC
AGGGAAAGCATCAAGACAGATGTAGTTCATTTAATGGAACAAATTAACTCAAGTGTTTGA
CATTAGATTACTGTTTCACATAGGATTGTAGGAATTGTTGTCCGCTTTTACTTATTTGTG
AACTATAATATATAGCTATTATTTATTCCTGTGAAACAAAGACAGTTTTAGTTTGGGGGA
CAAAAACCAAAACAACAAAGCCGTACATTAGATGTGTGGCCAAACAATGAATTTTAGTTG
AATTTATTTTTGTGGAATGAAGTTGGACCTGTACAACCAATAAAATCTCCCCTCATGGGA
TATCCTATCTGATCTTATTTAATCAATTAAAAAGTGTATTAAGTTGGTGTTCAGGTACTT
AGAATATCATCACCAATGTGGATTTTATCAATTCAGTTGA
>AU243860 ID   AU243860   standard; mRNA; EST; 57 BP.
TTTTTNTCCNTTTTACNTTTTTGGTTGCTGGTGTACCTTGTGATTTTTTTTTTTTAA
>AU243866 ID   AU243866   standard; mRNA; EST; 83 BP.
ACTACTCAGTNATTATATTTTTAAACATCTTGTTGTCTCTGTTCTATTTATAGTGTCCTG
CAGCTTTTGAGGCACAAAAATCT
>AU243867 ID   AU243867   standard; mRNA; EST; 346 BP.
ACTATGGAATTTTTATCCATTTTACATTTTTGGTTGCTGGTGTACCTTGTGATTTTTTTT
TTTTAAGAAAAAATGTNTTTTTGCTCAAAAATTGATCATTATGGAGGCCTGGTGTTGGAA
TGACCACTGCAAGAGCAGGGTTCAAATCTTCATATGGGTCATAATGTCTAAAACGTCAGA
TCCAGTGCCTCTCACCTTAACATTTATCATCATGTCAACTAGATAGTTCTAAATAGTAAC
ACAGGACCTTGAAAGGCATNTGTTCGATGTGTCAAACAATGTCAAAAATATGCCATTCTT
ACACATTTTCATTGTACTGAGGCACAACCTGTGAAAACTAAACAGT
>AU243868 ID   AU243868   standard; mRNA; EST; 366 BP.
TGCTTCGGAACANGGTATTAAAGCAGAGAAAGTGCAAATATTGTATTTCTTCATTTAGAC
TTCTGGAATTTATTCATTCACAAACAACTTTCTGACTAGGCCTGCACAATAAATCCCAAA
TCTATCGTTATCGCGATATCAAGCTGTGCAATGTGCATATCGCAAAAGGCGGCAAAAACT
GCAATAAATAGTTACCATAAATTATCTAAAACAATCTTATAGCAGCTTGAAGTATTTAAC
AAAATCAAACAAATCCATTTATGCATTTGACCAATCAGATGGACCCCTCGATATTGTTGA
CTGATCGGATGGAGCCCTTTTATGTTTTAATGTTTGCCTCCTATGTGATCATTTTAAGGA
TAATTT
>AU243869 ID   AU243869   standard; mRNA; EST; 540 BP.
ATGTAAACTTCTTTCTGTGCCACTCTGACTGTGGAAGGTCTGGATGTAAATCTAAGGAGG
NTAACAAATAGTTGAAACTTTTGGCCTAAAGGCTGCCTTCTACTTCAGATGAACTAATGA
TGCAAACTGACTGGCTCCTTACAGCAAAGTCTGTTGTGTAAGGACATTATTCTCTTCTTT



ATTCACTTCTCAGAAGTACTGTAATTAGCAAACTATCTTTTTCAAATTAATATGTGAACA
AGAGGGGCTTAAGCTGGAGTGAAAAGTGAACTGTTTCACTCTTTTTTTGTTTCTTTTTTC
CTGGATGTATCTTTGAAAAACAGTTGTAAAGGGGGGGAACTGAAGATTGTTTGTCAGGGA
AGAATTGCTTCAGCTTGCTCCCCCTTGTTGCTGTAGCTCTTTAAGCCTCACTGTTGTAGC
AGCCATACTGTAGAAGATCTGCTCAGAACGCCACAAAGGCAGCTTCATTTTCCACTGGAA
GAACAAATGTGACGCCTTGTGATAAGGCTTCAAATCATGTATAAAAATAATCTTTCAAGT
>AU243873 ID   AU243873   standard; mRNA; EST; 185 BP.
GGAGCAGTCAGGATCGTCATTAGCTCATTATGGACTTTATATCCAGACCGTTACAATGCC
TGTATGTGAAACTGACTCACACGTGGGTGCTGTTTGGGATCACAGGCCACAAAAGCACTT
TGTTCAAAATTGAGTTTTTGGTGTTTATAACTTGTTCTTGTAGCATTTGTCTCATGATGT
GGGAC
>AU243874 ID   AU243874   standard; mRNA; EST; 550 BP.
AGTGAACGGCAGCAAGAACAGTCCTCCCTTTTGGGGGAGATCTCCTCACTCACAGAGACC
CTCAAGAAGAAGGAGGAGGAGGAGAAAAGGATGCTTTCAAAGACCTTGATGGACACATTC
AATCAGATCAAAGAGGAGATTGAAAACCTGCAGAAACCAAAACTTTTCTTTTGTCCGTTT
TTTTAGAACCAACATACCCAGAGTAAGCAAGTTCAATTGGATTTCAACCTGAGTTCAGGC
TTAAAGTCAGGCTATTTAAACATGCTTCCTGGAATACCCCCCAGGTTATTTTAGTGTAGT
TTTAACCACCAAATGTGGTGTTTTTTTATGAAAAGAGTTCTGGATCTTCCCTCAACGTTG
GAGTCTGGTCCTGCATTTGGGTCATCCTGATATACCGTAACAAAGCCTCTTTTCAACAGT
GCAGAATCAGCTGATTCAAGCTGATTACGTAATCACATCCCTACTGTGCAGCGCTGCATC
TCAGTGTGAGGCTGCTTTCTCCACATAAGAATCCACTGGGATTGTGTCAACTCTTGAATA
GTTACTGGAA
>AU243875 ID   AU243875   standard; mRNA; EST; 273 BP.
CAGGCGTGTCCAGGGATCCTGCGTCGCAATTTGAGCGTTGGGCTCGGCGCTTCGGCCCAT
GACCAACGCAAAAACCTGCAGAACATGTACAGTTAAAGGGAATAAACCTTAAGTTGACTG
CTTAACTGTTAGACTGTCACAAGAACAGGCAGACGGCTGGATCCAAATGCAGCAGGTTTA
TTAAAAACAGGCATAGGATCATCAGAGGAGAGACAGGGTAGTCAGGATCCAGGATTCAGG
GCAGGCAGCAGGCAAACAGAGTCAGAGACGAAC
>AU243876 ID   AU243876   standard; mRNA; EST; 550 BP.
ACCAGAAGATAGGAGACACAAAGAGAGACACGCCAATTGAGGTGCTCTGTGAGAGTTTCC
CAGAAGAGATGGCCACCTATCTGCGAAATGGATATGTGTTTGATTTCCAGTACGATTGGA
CTGGGAAGCCACTGCCCACTCCCATCGGTCCAGTGGCAACAGAGACTCCACTTCCAGCAA
GCAGTCGAGAGAAAGCAGCACAGGCCAAAAACCAGGTGATGAGTTCAACAAATGGAGAAC
TGAACACGGATGACCCCACCGCAGGACACTCGAATGCACCGATTGCAGCTAATGTGGAGG
TGGAAGTAGCTGATGATACTAAGTGCTGCTGTTTCTTCAAGAGGAGGAAGAGGAAAGCTC
TCCAGAGACACAAATGAAAATAAGATGAAAGCGAAACCTCGGCTTTCGTCCTCGTTTTTT
TGTCTCCCATCTATTCTTCTCCTCCAGCTTGTCCTCTCTCCTCTCCTGTGATGTGGGAGG
AGCAGCAGGCTAAAGAAGCATTTCCTCCGCTGATCTGCTGGTTTTTGTCGCTGTGGGCTG
AGCAAACCCA
>AU243878 ID   AU243878   standard; mRNA; EST; 449 BP.
CCGAGTTCTAGCCACACTACAGGATCCCAGCATCCCCAGCACACACACCTAACTCTCATT
GTGTTCATCACCCGCAGCATACTTAAGCTNTGCACTAACCTGAGCTCTATTGTTTGTGCC
ACTCTGCCTTCCCCACCGAGCGTTAAATATGGACCTGATCTTTTGTCTCACGGCCCTGTT
TCTGACTCTGTTTGCCTGCCGCCTGCCCCGACTCTCGCCTGGATCCTGACTACCCTGCCT
CTCCTCTGATGATCTCATGCCTGTTATTGACTTCGGCCTTCCTGACCCTGATTTAGCTTT
GTGGACTTTTAGCTATGCTAATAAACCTGCTGCATTTGGATCCAACTGTGATACCGTCGT
CAATCAGACTTTATTAACAGAGTTCCAGTAACTCTACCCACGTTAACATATTCACAATAC
CTGTAACTCTCAACCTTCTTTGCAATCTG
>AU243879 ID   AU243879   standard; mRNA; EST; 358 BP.
AATAATTAGGTTTACCCTAACTTTTCCCTCTACAGTTGAGGGAAACCTCAAGCAAACAAT
TGGTGGCTAAATTCATCATCACACATTGAAATGGTTAACAAATTAAGAGGTTTTCCCTTA
AAGGGTGAGGAAAAGCTAAAAACAAAGAGGAAGAGGTTGGGTCCCATGACTGTTTTCAAT
AGTGAAAACTCTTAATTAATGAATTGAACGAATGAATCGCACTTCATACTATTTCTATTG
AATCCCCTCCAATAAACGGTCGTGAATATATGGTTTTTGAAATCTAATATAAAATGGCAG
TTTTACATTTTTTCTTGTTTTCCTTGAAGTTTTCCTTAAAGTTTAAAGTGATTCTGGT
>AU243880 ID   AU243880   standard; mRNA; EST; 492 BP.
ATTCTCAGCAGGCCACATAAGCTGGATTTCAGAGGTTTGATATATGTATATATATAATCT
TACTACAATCCCTCAGTGAAGCCTGATCATCTGATCTCTGATATCACAGAGCACGAGCAG
CGACTTGTTGACAGAACACAGAAGTCCTGTGCCTCGAAAGCCGTCCACAAGTTTCCCTGT
GGTTCATTTCCTCAATACAACATTCAGTCCCCCGTCCCAAAATCCAGGTCCCAGTTGGTT
TAGCCAGGTCTGCTGCTGCGTCATGGCGGAGTGGAACTTATAAACAGCACAGCAGATGCT
GAGCTCCGATTGGTTACTTTGGGAGGTGGGTTTTGGGCGCAGAGGGAGATTTTGGACTCG
TGCATTGATGTCAGACATTCGTAGAATCCACACCTGATTTGGGTAAAACCGGATCCAACA
GGGCGGCATTTGAGCCTTTCATCAAATCACAACACTGTTCCAGCTTGTGCGCCCCCCCAA



CACTAAAACATG
>AU243882 ID   AU243882   standard; mRNA; EST; 470 BP.
ACCTGGACCAGTCCAAACCTGACGAGTGCAGGTCAATAAACAAAGAGAGCTTCATGCCTT
TGACTGTGCAGACGGACAGCGCGCACTTGGGCCACAACCACTTGCATAATTTCGGATTTC
CACCAGGTTTAACAGGACAGCAGTTTTTCNNTTNCCTTGGCAGCGCGCACCCGTTTCTGT
TGCACCCCAGTCAGTTCAACATGGGGGGTGCGTTCTCAAACATGGCCGCGGGGATGGGAC
CTCTACTGGCAGCAGTTTCCTCGGGAGGAGTGAGCACCATGGACACAACGAGCATGGCAT
CGCCCTCCCAAAGCCTGGCGGGGACGCCGGGCCTGCCCTTTCACCTGCAGCAACATGTCT
TGGCATCACAGGGCATTGCCATGTCTCCATTCGGGAGTTTGTTCCCGTATCCGTACACCT
ACATGGCAGCGGCCGNCGCTGCTTCCTCCGCTGCCTCCTNCTCGGTTCAT
>AU243883 ID   AU243883   standard; mRNA; EST; 453 BP.
GAAGCTCTGGGGAGCCAAAAATGCGCCCGTAACAAAAAATTCAAATTGATTCATACAATC
GATTATTCGTCCAGGCCTAACATTAATTCAATAAAAACTAACTAAAAGCAGGTTTGTGTG
CCTCTTGATTGCCACAACTGAATAATCTGTTTTANAAATGCTTTATTGAGCTGTTAAGTT
TTGTTGCTTTTCCTTTTTCTTTAATTTTTTTAAAAGTTATAGTCCGGGGATGCCAAATCT
TGCCAAGTAAGCAACAACTTCAAAGCTGAAAAAGAATCTTCAAATTAGCCAAATAGACTG
CGGTGTTCATCAGTAAATAAAAGTTTGCAGCCCACATCCCGTGTACCAAAATCCTTTAAC
TGCATCACCTCGCCAAGAACTCTCGACACCATCATGCACCATTCACAGACTACAAAGTGC
GCAAAAGTGGACTAGAGTGTCAGACTGAGATAT
>AU243884 ID   AU243884   standard; mRNA; EST; 163 BP.
TTCCAGCCCGAGCGCCGCGAGGCGGGGCGGCGGTGGGGGGGTTAACCCTTCACTGACAAT
GGTTTGTTAAGGGAGGGGACATGGGGAGAGTTTTCTGACCTGCTCAGCTGGATCCTGTTG
GAGGAACATCTAAAGATGCAGATTTCTCCTTCCTTTGTTTTTG
>AU243890 ID   AU243890   standard; mRNA; EST; 473 BP.
TTTATTAAAGTTCTAATCCACTTGTCGTTTACGTTTTATTTTTCAAAGGCAAAAAACCTT
GGAGGAATATTTTCAATTAATTTTGATCATAAGATCAATAAAATTCTAAAGAAATTTTCA
CGTTTTGAGTGTAGTGCACCTTTCCGCCCAACAGAAATGTAGGGTTTTATTGTTACAACT
GCTGCCGCAGCCTTTTTGTTGTGCTTCTGTTCTGCCTGACATTGAGCTTTAGTGGGAACC
GCAAGGATATTCATTTTTTAATAGATTCAGCCTCATCTTTTAAACAGCCTTCCTTTAGAG
AGCTTTTTTTTTGGCACTTAGCTTTATTTCTGTTGCATGTCTATGCTTGGACTTTTATTT
TTTTATCACTATTTTCTCTTTCGCTGATTTTGAGTTGTCACAACCAAAAATTATCTTTTC
ACTCTTTATCCACTGTAAATGAGCCTACAGGTAAAAGTGTGAGATTTCTGTGC
>AU243892 ID   AU243892   standard; mRNA; EST; 466 BP.
AACGAGGTGCGGACCATAGTGAAGTCCAAAAAAGAGGAAATACACTTATCCATTTCTCTG
CTTCACATTTTCTGACACGTCTGCACAGCTGCATCACCAACACAACAGTCACTGAGGGCT
TCACAAACTACACTCATCTGCTTTCACAACACTTTGACTGGACAGCATTTCCACAGAGCG
GCAGCACGAAGCACATGTCCACTTACTGACCTGTACAACCCCCTCCAGCTGAAAGGCACG
GAGGAGGCTCTGCGCCTCCCCCTGCAGGCGAAAGGGCGGAACTGCAGCTCAAAGATTTGT
TATCAGTAGACAGACAAAAGGAAACCGCTGAGCGGCCTCGGAGGATGAGCAAAAGAAGAC
AAGAAACCTGCATCACACACAACTGTGGGTTGTTTTTTTCAATCCAGCTGATTTTAGGGG
GAAAATGGTCAAACTCAGAAGATGCAGATTCTATGAAGAGTTTTGG
>AU243893 ID   AU243893   standard; mRNA; EST; 194 BP.
GAGAGAGTACTTTTTCAGGTGTGTAATTTCCCAATTCCTCATTTTTGAAACATGGACGTC
CCAGAAGTAGTGCACTGTGAAATCAATGCAATAAACTGCAACAAATTGTTCTGTTACAGT
TTGGTGTAAAACATCTTTATGAGTGGAAGTTTTTTTTTCTTACAACTCTAGCCTGACTTT
TTCTTTGGAAAGCG
>AU243894 ID   AU243894   standard; mRNA; EST; 121 BP.
TCCATTAAAACAATAATTTATAACTGAATTATATTGGGAGACTGGCTAAATAAAAGAACC
GTAATTGTAAAAATCAAAGCAAGATGCTCTCAGTGTGTTTCCTCAGTTGCATGACAAACT
G
>AU243897 ID   AU243897   standard; mRNA; EST; 475 BP.
ACGTATCACTATCAAGTTTTCAAATTAACGTGGTCAGAGTAACGTTTGTGTTAGCAGTAT
CAGCGTTTTTTTAGGTGTCGCAAACAAGGTTGGGGGTTACAGTGATTGTGATTGCACTAC
CGCGGTAAACGTTGTCGGACACTTTTTTTTCAAATGTGTTGCTAGCAAGGTTGGGAGTTA
GCGTAGTCAAAGTAACATTTGTTTTAGTGGTATCAGTGTGTTTTTCGACGCATGCTAACA
AAGTTGGGAGTTTGCGAGAATATGCTACCACGACTATTGCTACTAATGTTGCTAACGTGT
TACAAACAAGTTCTAGGCTATCTGACAAAATTACACCTGGTATTTTTGTGTCACTAAATA
TGCCTTATAGTTTTGTGTGCCTTTTACTTGACATACGTTTGAAAATGATGTCATTGTAGT
CCAGAAAATAAGGTAATTATGAAAGCTGTCTATGTGCAGTCAGTAGAGTTCCTTC
>AU243900 ID   AU243900   standard; mRNA; EST; 474 BP.
CTTTGTATATCCTCAATAGTCAGCAGNATCTTTGTTTTCATTCTATAATACTGAAATTAT
TTTTCTATGAAGGTTTGAACTTTGAGAGTTTAAACAAGAGAGTAAAGTGTAGAAATCGTA
ATGTCTGTCTGAGAAAAGTGTATGGAGTTTGTAGTGAGGGGTTATGCGGCTTTAAAACAT
CTGTAATCCTACTTTGCGGATTTTACATATCGTGGGATATTTTTAGAATGCCCCCCACAA



TAAATTAGGGAACATTCTATTAACTTTCAGTTTAAAAAGATATTTTAATTTGAAATGACT
TGATCCATTAGTCTGTGTATCTTGAAACACTCAGGCATCCCACTAATTCTGTACTATGGT
AAGTTGTACTCTTAAACACTTTTCAAAATCTGTTTTTATGCTGCTCCATAAAAGTATTGC
TTTCCGACCATCGACTGTATGTGGTAACTTTCCCCTCGACCTGCAGGCATGCAA
>AU243902 ID   AU243902   standard; mRNA; EST; 481 BP.
TCGGTTGGGATGGGAGGAGAGGGGAGGGAAACAACGTCTATCCGCCGAATCCCTGCTTGA
CTCGATACTGAGACATCAATACGCGTCTTTGTTTGGTCCACTGCAACAAATTAGACACGC
CAGCACGGTAGGTTAATGTACACACTGCAATCCTGCCTGACCTGTGCGGAGGAAGGATTT
GGCGCTCTGGTTTTCTCATAAAGCAGAAGTTGCATTCCGCTCTGCTGCGCGGGGTGAATG
TGGCTCAGATGATGGAACGGCCGGGAAGGCCCTCAGGAGGAATGAAAATAATCTCTCTGA
ATGAAACAGGGATGTTGCCACACGGCTAATGGAGGGAGAAACACGGAGTTCAGTGTATTC
AGACCGTAAACATGACCATAAACAGCACACAAGGAACGCTTCCAGTCTGGCCGACCTTTG
ACCTTCTGGATAGTGTATAGCCATAGTTGGTGCACGATGCACCCTGAGGGCTGTGGCACT
T
>AU243905 ID   AU243905   standard; mRNA; EST; 274 BP.
TCTACGTTAAAACCTGCGANTATGCTGCAAAGCAGAGACCGACACACTATGATAAAAAAT
CTGCATGTTTAGGTTGTTGTTACAGGNTCCATTTAATTCACAATAACATTAGATTTCTGA
TTCAGTACTATGATTTATTTGTCATCTCCATTCTAAAACCAATTTTCTTTAGTTATAAAG
ACCTGTTTTGCATAACTATTGACTAAAATTGGACAAAAATTTATATAATATGGTGAATTC
TTGCATTAAAAAAAACGCTCTTATTTTGTTTTAC
>AU243906 ID   AU243906   standard; mRNA; EST; 48 BP.
GGACGACCCGCTCAACCACCTGAGCCACTGTCGCCCANTGCACAACAN
>AU243910 ID   AU243910   standard; mRNA; EST; 471 BP.
AAAGACACAGCAAAAACCCTTCTTCTTGTTGTTCTTCAGCTNTCTTAAACTCCTGTAACC
ACTCCGNCAACCACTCCTGCATGAAAACATTCCTGCCTGCTCTCAGTTGTGTTCATTTTA
AGCTTTTTCAACTATTCAGCAGTTTCATGTTTGTTGACTCCGACTCTTTCGTTTTCATGG
CTTTTTTGTCTGTGTGATTTCTTTCTCAGAACTTCTATAACAATATTCGGTTCATTCTGG
TTTTATTGAAGCCGTTTTAGCAGCTATTGTAGCCTTTGTTAATCTGTTTATTCAAGTTTA
ATAACAGTTTTTTCCCCTCCTTTATCTAGTTTGACCTCCAGCATTTAAAGTCCCACTCTG
ATCAAGTGTTCCTAGTGTTTTTCATTTATCACTATGTCTTTTTCTAGGACATAGTTTCTG
CAGAGCGGCAGGAGTTCATTAGAAATTCACCTCTGAGTTGAGGGTGGGACT
>AU243917 ID   AU243917   standard; mRNA; EST; 484 BP.
TTTACTTCATTTGGCAGCTATGAAAGCTCAATCAGCTGCAGACCGATCACTTAAAAAAAG
AGAACTGAAGGCAAAAAGGGAGAAACGAAAAAAGAAAGGTAAAAATACACGTAAGAATTT
TTTTTCTTGTGTTGAAGTGTGTGGTTTAACGTTCTTTGAAATTTTAAGGGAAATGCTGCA
ATTGCATATGTAAGGAGGTTTCAGGGCATTTGGTGGCTGGACAATGTCCGTCTGTGAAGT
AACTGCCCGGACGTTTGGAGCGGGAATCGGATGCTGTGATTCCAAGTATGGGCTGAAGGA
AGTAGGCGGGCTCCTCTGTCGGCCAATCTCTAGCGTCCAGAGGCGGAGATTCGGCCGCCA
TGATGTTTTCAGGAGGAGGGACTCTAACCACATCTTTAAAGGGCCATGGTTTGGAAGAAG
CGTGGTCCCCAGACAAGCTGCATGTAAATTTCAATCTAACTTCTTACGTTTTGCAGGAAT
TGGA
>AU243919 ID   AU243919   standard; mRNA; EST; 483 BP.
GTGTACAAGCACAGTGGTGAGACTTTCCTCCAACCGCTCCAACCTGCCTGCACTCGCCTC
ACCCCCTCTTTTCCTTTCAGATCATTTCCCCACAGACAACAATGCCACCAGGAAATCCTT
TGTGGGCTGCATGAAGAATCTGACCATCAACGACAGTCCAGTCAGCCTCAGCAAAGCAGT
TCTGGTCAGTGGAGCGGTCAGTGTGGGAACCTGCCCGGCGGCATGACTCTTCCTTGAGCA
GAGAGCAAATAATTAAATCTGTTTTTATGACACCCATCGGCTGAAAGGGTTCTTCACACT
CCTTCCTATCGTTAGTTGATTTATATTTGTATCCATTGGTAAAGAGACCAAATCCTCTAA
AAACTTGACCATCTTTATGACTAAAAAGGTTAATAAATCTATCTGTAATGAAGACATCCT
TTGTTTAAGCACTGTCATGCCAACACAAGTCTTGTGTGTGTTTTTTACACCTGTTCACTT
TAT
>AU243921 ID   AU243921   standard; mRNA; EST; 229 BP.
GGGCCAAAAAGCTGAGAGGATTTCTCCACCCCTGCTGCATGAAGGATTATGAGCCCTCCT
TTTGAACCGCTCTGTTTTCCAGATTGCAGGCTTTGCAGANCTGGGAGANGCTCTGCAGGA
GTGTATAGCAGGTGGGTAGGGCCCAATATGTTAATATTGGTCCAAGATAAATACCAAAAA
ATGTCTGTTTTTAAAATTTTGCATGGCAATTTAACAAGCAACTCTTTTC
>AU243924 ID   AU243924   standard; mRNA; EST; 368 BP.
GATTACGGGCGGATTACAGCAGATATTCCACCAAAATGTTTCCACTCTCACATTCTTGCA
GTTCGCGATACAGATGCCGTCTTGTTGGAGCCAAATCATCAGTAAGCAGTGATTGGTAGG
AGTCTGACGTAGTTTCTAGGGCACTTTTACCAATCAGGAGTGAGCTAGTTGGAAGCTCAC
TCCTGATCACTAGAAAGTGAGATATAGAAAATCTGTCGATTTTCGTTTTGAATGTTGGAT
GTAGGGGCCAGCAGCCTCCATCCACTTTATTGAGGCATCTGATTGGCCAGTTTACAACTT
GAATAACCTACACTACAGAAAAAATATCATAAAAAATTAGGGTTATTAAGAACTTCAAGA
AGGTACAT



>AU243928 ID   AU243928   standard; mRNA; EST; 358 BP.
AACTTAACCCAAAAAATGATGCCCACGCATGTGGACGGCAGCTTTTTAGAGGTTAACAGT
GAAAAGAGGAGAGCAATTTGTCCCAAAATGATAGGTGTCATAATTTATTTTTGAACTTTA
AGAAATTATTTTGGAAATATATCCCTGTGACTGTCTTTTTTACACTCTGAAAAATACGTA
TTTGTCCTCATATGGTGGGTAGGCATTGTTTTTTTTGTTTTTTTTTACCTTTATGGATTC
TCATCGTCATGGATGAGAGGCAGTAATTCAGAAATATTGTGTCCCTGTTTTCCAGGATTT
GTACATGCCGGCAGCTTTTTTTGTTGGACCTAAACAAAGTGTTCCCATTGCAGTCACT
>AU243930 ID   AU243930   standard; mRNA; EST; 63 BP.
TTCTGGTTCCTCATGCCGCGGAAAAAAACATCAGAGGTTCAGGCCAAAAAAGGAATCAAT
AGC
>AU243931 ID   AU243931   standard; mRNA; EST; 451 BP.
CTGCATCATGACCATAACAATGAGCCACCAGCACACAGCAATACCGCCGACACAGAGCAG
AGAATCACAAGGTGGGCTTTAACTGCAACCCAGCGACACGAAATGCGTTTGTGCCTGCAG
CTCCTGCAGGACTTGAGCAGAGGAGGGCCCCTAAACAAGCTCTGGGGTCCAGACAGAATA
TGAGTGGATCTGAGACAAATTGTTCTTCTTCCAACCCCCCACCAACTAAAGTTTACAGCA
CGGTCAATCCCATCTGGGGGTCTAAAGGAAATGGCTGTGACCCACTGCTCCCTGACCCTC
CGAGTTTGGGTGTAAAGCAGAGCAGAGGACTGCGAGACCGGATGTTTTTGGACAACTTTA
CTTATGGAAAGGGGATCCTCTCTTTGTCTGCACTGGCCCCCGCCACCCCCAGCAGGTCTG
TACGGAAGATGTGTGAGGTCTGCCTCCCTGG
>AU243932 ID   AU243932   standard; mRNA; EST; 465 BP.
ACAACAGGGGTTATGAATCTTCTGACAAACCAGAGGTACGTCTGAATAAACCCCTTTTGT
AATCGAAACCAAATTTTATTTATTTTAATCATATTTGAAAATCTTTTTTGTTGGACCGGA
CAAGAAATGTAATGTTTAACAACCCCTTCCAGCTGCTCTTAAATTAAAAAAAGTCTATAA
ATTTGTGTTTCAGTGTTTAAACATTTTATTTCCTGACAAAAAACAGCTTGTTTGAAAAAG
CAGCTGTGTTGTAAATGTAGTATAAAAAAAATAAATAAAAAAATAATTCATTAATTCAAA
TTTGACCAATTTTAAAGTTTACTTTGGAAAAAGTAAAAGCTATAAAGATTGTCGTTGAAA
TGTGTATTCTTCCTTTGTTTGAAAATGGTGATATGATCTATTGCCGTGCCTGCAAAGGAA
GTCTTCAAAGACTGGACACAATCTTTCACTCTGCAGTTCGTTTTG
>AU243934 ID   AU243934   standard; mRNA; EST; 460 BP.
TTTACAACTAAAGTTACTTGTCGTAGCATTTTAACATGTAAAATAGGCTTTCAGTAAACT
GGAAGCTAAAAAAATATTAAGCGCCAACTGTGGCCCCATTCAGACCGGTCCGTGAAAAAA
TTGTCTTACATTAAAATGGTCCACGACCTTAAAAAGGTTGGAGAAATAATGGAATAATCC
CTAATCTTCTATACAACTACAACTATTTGACTATCTACAAAACTAAATTAAAAAATAGAC
TGTTAACCAAATACTTGTTGTGACTTAATTTCAAAGCAATCCAGATATACATAATATGTA
AATCATATTGTTCTTTCTGCAAGTTACTTTTAATTTGCTGTCTTTTGTTTGCCTTGGGTG
TGGTCCCAACAAAATCCTTTCTTGCTTTTTCCACCTCCCTGCACGTTTAACTGCTTTATA
TATTGTATTTGCAGGAGCAAAAACAAAACAAAAAACAGAA
>AU243935 ID   AU243935   standard; mRNA; EST; 469 BP.
GCTATTCTACTAACATTGTTAGAAGAAGCCAAGGTGCTGTATGAGAGGTTCATCTCCCAC
TCCCACTTACGCCTGGCTGAACACACAGTGGACCTGAATTCGGAGGACTATGCGTGCGGA
CAAAAAGTGTAAACATTGGGCTTTGTCTCTATGGGCCCGCCTGCACTAAGGGAGAAGGAT
TTCTTTGCCTCTAATCCTCCCGTTTACAAGCACAGCCACTTTCCACAGCCTTTGTGGACA
GTCCTCTCCCCCCATTTACTCCCCGCATGGCAGTCATTTCAGCTAGTTTAACGCCGCTTG
GGTTCCAGGGGGAAGGATTAGGACGTGACGCTTGCCGGCTGGTGTGAAAACAACACTGCC
TTTTGGAAACCTGTTATTCCTTTCTTCTCTTTTGAAGGGCACACTGGTGGACTTTGGGAA
GTTTTTCCACCTGAATTTCTTCTCCATACAAATGTATGCATTACTTTGG
>AU243937 ID   AU243937   standard; mRNA; EST; 148 BP.
CTCCACTTTGACGGTTGTGGTCAAGGGAAAATCTGTTCATGTTGAATGGTTTCAACATGA
AATCTATTGCACAGATGAAGCAGAAAACAGTTGCAGATATTTTACAAAAATTGAATACAA
CTTTACACTCAAAACTTTAGGGAAACTG
>AU243940 ID   AU243940   standard; mRNA; EST; 479 BP.
CTTTGCTTTAATTGCCTGTTTAGTACACAGCATCTGGTGGAAAAGGCATACTGACCCTCT
TGGAGAAGAGTGTCTCTTCCCTGACCTACAAATCCCTCTGCATACCTGATGACATCATTG
ATCGCGGCCTGGAAGATGTGCCCAACTTCTACTACAGGGACGATGGGCTGAAGCTGTGGA
ACATCATGCACAGGTTGGTAGTTTCTATACTTTAATTTCTACTTTAGCCATAGTCATATG
TACAAGCACTGACCCGTAAGTGACCTCCGGGTTTTTGGGTTGTCCAGACCCAAAGAAATT
TGTAGCGAGGAGCGGCAGCATCTTAAAAGGAGCACAGGTTCCCTGAAGGCCCATACGGGC
ATGTCAAGAGACGTCATGAAAATGGAATGTACGATTGTCATGCGTCTGGTAAATGCATTG
TGTATATTTGTGAGGCTTTTGGAAGATGGACACTCATGATGAACGAGTGATGCTACCAT
>AU243941 ID   AU243941   standard; mRNA; EST; 112 BP.
CGTTCTGTGGCAGAAACACACTGAACGCGTCTCTGCTCTCGATAAACTTGAAATGAAAAC
GTTTTATTTTTATCTGTGACAATAAAATATTACAAATAAAGGAACTTTTTCT
>AU243942 ID   AU243942   standard; mRNA; EST; 95 BP.
CACCAGGGTAACACTGCGTTCACACCAAACGCCATTCACGTGTCAAATTTGTGTCTACTA



CCTCTTTTGATATGGTTAATTTCATTTTTGGTGGG
>AU243943 ID   AU243943   standard; mRNA; EST; 349 BP.
TTCGGGGTGGTTGGGGGGANTGATGGGTGGTATCTCATAGTCTTCATCCCCGGCTCCACT
TCCACTGGAGGCACCGCCTCCTCCGCCTCCTCCTCCACCGCCACCCGTCTGACCCGTGTA
GCTCTGAGTAAAAGTAACAGACAAAACATGAAAAGCAATGACAAAAATCCTATTTAACAA
GATGAAAGAAGAGGGAATTAGGGTCATTCATTCGCTGCTGTAATGTGTTACAAATGAAAG
TCCACCTAGTTGATGTGAACATTTGATTTCCGTCATTTTCCAAACATAATGAAACCAAAA
AAAGTCAAAACTATCCATAGTATGATTTTAAAGAAATCTAAATCTAATC
>AU243944 ID   AU243944   standard; mRNA; EST; 477 BP.
CCTGCTGTGAGGAAGCATCAGTGACGGCCAGTGAAGGTCACACCCCCACTACCTACATTC
TGTGCATTTTCCATGTATGACATTTCAGTCTTTCATGATCCATGCTTGACATTCCTCATT
CTTAAGTTGTTTCTTGCGTTTGTCATTCGTCGCCGTGCGCAGATGTTTGTCGAGGGTTTC
GGCCGACGGGTCTTTAAGTGAATTCAGTTTAAAAAATTTTTACGCAGTTTATCGTATTTC
ACGTGGTCATCGCACACAACTGTGCGTGATTTTTGCAAGATGCATACACAACTTTGTGTC
TTTCCACGACCGTTCCACGTATGTCTAACTGAGTTTTCACGCATGAACCACCGACTATAA
CTGTTATTGTCATGGTGCCTCTGTCATCCCCTCCCCCGCCTGCTCTGCTCTGGACGCGAC
CAGCTGTTCCCACTCACCTCATCATCTCTGCAGCCTTCTTAAGGAGCTTCTGGACCT
>AU243945 ID   AU243945   standard; mRNA; EST; 32 BP.
GCAGTTCCTCACACNTGAACGCTTTTAGCAGG
>AU243949 ID   AU243949   standard; mRNA; EST; 139 BP.
TTGAGCACTCCAGGGCAGTTTAGCTCTGCGGTTTGAGTTAACGCTTCAAGCCTCCTCATC
AACATTCTGTCAACTGGTAATGAACCAACAAGGCTGCCGTGCTCCTGCCTGTCACCAAGG
CAGCCAGTCAATTTCTACC
>AU243951 ID   AU243951   standard; mRNA; EST; 497 BP.
CACACTACAATTGCACGTTCCATTTTCATGACGTCCATTAAGGTGGTCATATCTCTCAAG
GGAACGGCAACACACACCGGCAATCCCCGTCATAGGCTTTTGCTCCTCTCTGTGAGCCTT
AATCCAAAAGCCCACAGCACCCATATGGGTCAACCACAGAATGGGGGCATGTGACTAAGG
CCTGAATTCCAATTGTTTTAGTTCCATACAGATTCTGTTTCTAGAAACTGAGGTAACAAT
AAGAGTTACCTCTAAACACAAACACTATGAATATGTGTTGTGGTAGAACAATGTTTTCCA
CATTTAAAAAATGTGTAAAAATCGTATTCCTGCACTTCCTTGATGCTTTTCTTGCCTCTT
TTTGTTGCATCTCCTTTGGCCTGGGTTTGTGCTTCATACTTTTGTGTAACCAGTTTGTGT
CATGTGTTCTTGGGGTGGCTTCTTTCCTCTGCAATTAGCGGCAGAATCTTCCTTTTTTTC
TGACAACTCTGTGAATT
>AU243952 ID   AU243952   standard; mRNA; EST; 471 BP.
ATCCTTTAGCAGTGGTTCATCTGACACACTTGTGCTTCACAGGTTTACATCACCTGTTCC
GTCATCTTGTGCGAGGCAAACAATCCCTTTTCCAGATGTGCTCAGGGATGTTTGAATGAA
CCCTTCCGTCGACGCAAAAGAGCCCTAAGCAAGGAGACGCGCGGCCATTACATCATCCAG
GGACCTCTGCAGTTTGTCAGACCAGCAGCCCCCATCATGACGGAAGACATGCTGGAGCCT
GAGATGAAAAGGATGGATGTCCCTGCTGCAGGTTAGAGGATGAATGAGCCCTCTTTGTGT
TTCCATATGACTGACAGCTGAACCGTGTCTTCTTGTCTTACAGTGAAGCCTCCAGCAGCC
GCTTCAGAGAATAGACCTGACCTCAGATCCGAAACCAGGTCAGGCAGTCAGGGTTCTGGA
GCCATGGCGGTCCTCTCATCCAACCTCACCACAGCGGTCTTTGCAACCGCC
>AU243953 ID   AU243953   standard; mRNA; EST; 466 BP.
TCAAATTTCTGCCGTGTGGTCAAGTTATGGTGGCCTCCANCTTTGGCCAAATTTAAATNA
GGCACCTCTTTTTTCTAGAAGCAACTTATTTAAATCTCTGTTAATTTTCCAGCTGTAAAG
GGTGAAATCTTTTGCAAAATAGAAAATGCAATCCATCCATCCATCCATCCATCCATNCAT
CCATCCATCCATCCATCCATTTTCTAAAGTTACTCAATTCCTTTTGGGGTCTTGAGGCTG
CTGGANCCTATCCCAGCCACTGTTGGGCTACGGGAGGGGAAATTGCAACACGCGTAATGT
CTTTTTTAACAGTGCTTAAACTCACATTTTATTATCAAAATTGACTTTAAATGTTTTTTT
AATGATGCACAAAAATACATCAAAAAAAGTTACAACTGACCAAAGGGAAAATAACATTCA
AAACTTAACAGAGTGTGATTTACAGACCCGCTAAAGCATATCTTTC
>AU243954 ID   AU243954   standard; mRNA; EST; 31 BP.
GGATGGCAGCGGGCTGCGGAGCGGAATGANA
>AU243957 ID   AU243957   standard; mRNA; EST; 42 BP.
TAAAATTTTCAGTTAGGGGCCACTGTGCTCCTAGTGAGANAN
>AU243961 ID   AU243961   standard; mRNA; EST; 497 BP.
TGTGTCAGCCTGTTGGGAACAAAGAANGTTCCTCCGTCCAGCTGTTTTAACATCTCGGTT
TCAGCCGCCTCCTTCGTAACACAGCATGGCGTCCAGACTCCTCCTCTGGACGCTCGGATT
GGCTGGCAGGGAGCCTGCCTACTTCTGTCAGTCCATATTAGGAGTCAGCATCCGTTCCCC
GCGTCTGAAGTCACCTCCCAGCCTGACATGGTCCCGCAACCAAATGGCTCCCTAGGTGGC
CCCCCCATGTGGCCGGATCTTCTTAACATACAGTAGACAATACACCTTTGTTCCCCACAC
GGGAGCAGATGCCTGTGGCGATTCCCAGGGATGGAAATCAGTCTCAGAGATGATTGATTT
ATGATCCAAGTCAGACCTACAACCAAATGGCCTCAGAAGATCAAAGACCGTTTTCTCCTG
CAGGGGGTTAAGATTGGAGCTGCAGCACCACAACCTCTCCACATATGCAATGTTCAGGAA



GCCCCTTTGAAATTTCA
>AU243965 ID   AU243965   standard; mRNA; EST; 188 BP.
ATAGAAAATGTTTCTTTTTGTTAATTCTGCCTCCAGATGAGACATTTTTTTTAATGAAAT
CATAACAGAAACATCCTGAAAACATGATTTGTTATGGATTCTTGCCATTATTAGGGTTGG
GCGATGTCCCCTAATTTGGCCGTTGACGATGTTTGCTGTCAACCATCGGGATGGACGATG
ACATCGTC
>AU243966 ID   AU243966   standard; mRNA; EST; 550 BP.
NATGAGATCCTTGCACATGCTCACATTTTAGTTTTTATACTTTAATTTTCCTCCCCTCTA
CACCTTTGATTCACATTCCTTCAAGCACCACTTGCCTCTCTTCTGGTCAGGTGGCCGAGG
GGAGTGACACTGACAGTTTCCATTAGGTTTAATGAGGCATGGCTAGTCAGGCAGAAAAAT
GGGCTGACAGGTTAACATGTTGTGGCCCAGTGGCTTGGCTTGCTTCCTAACCTGGCTTCA
ATGCACCGTCCCCTCCTCTTCCTCCAAATAAGTGAGGGGACAGCAATCTACATCAAGGTG
ACATTTGTTGCTGGCAGCAGAAACACAAGGTCAGGGCATGTTTGCTGGCGTGACTGACAG
GTCATCCAGTGTGCGGGACTTTAATAAGGAGGCTTGCACACTGAATGACTGTTCACTTAG
GTGGAGCATGCAGCACTCTGAGGAAGAAATGTCAAGAAACATTCTGTTTTACTATCTTTG
GTCGAAAATGTGCACAAACTACAAATATATCTAAAATTTGGTGGATATAATGATTTATCT
TCTTACATCC
>AU243968 ID   AU243968   standard; mRNA; EST; 348 BP.
AAAGATGCCTTTGTGTTGTTTCAATCTGAAAACCAATTCATAACATATTCAGTAGTAGAG
CAGGCATTCACAGGAATTATTGAAATGAAGATTCAAACACCATGTACAACTGCACAGCTT
AGCACCAGGAAGAGAAACTGTCATTGCCAAGGCAATGCAGCCTACATACTATCACTTCTC
CCTTAGTAATACCTCTTTTTTAAAGTGTGTTCTTCTGCTTTCTGTTGCTTTAAGTGATGC
AAAACCTGTTCTGCTTTTTTTCTTCTTTCAGGTAGAAATGGAAATGACGCAGTGAATTGA
GGTGAGCAAAACGCTTCCTGAAAGTAATGATCACAGTCAGGGAGGATG
>AU243969 ID   AU243969   standard; mRNA; EST; 472 BP.
TTTGCACCAGAGGATTACACTGCCCAGTGCTCCAATGCCTCCATATGACTACTAAGGTGT
CAAAAAAAAAGGGAAATTCTGACTAAACCTCACAGGGATTTGTATTTTTAACTCTGTATC
GCCTGAATCTGTCTTTCTTTATTGGTTGCTCCATTGAGAATTGAAGTCTCTTGGAGCAAA
ATGGTTGCACTCCAGAGCCCTGCGAAGTCTGCAGGTCTAACTATACGTATTAAAGCTTTG
AGGATACTAAGGTACATTTCTGACAGCAGGTGGAGGTGTCCTTCCTGGTTCTGATCACCA
ACAGAACCAATGAAGGACGGCAGCACCTCATTTGAGTGACCAACTTTCAAAGATTTCAGG
AAAAATGTGTTTGAAGTGCTCCTAAGTAAGCTACATGTTTGAGACGAAGCATGAGGAGAG
AACCAAAGTCGTTTCTAGACTGCAGTCACTGAGATTCATGAGATCTGGAGAT
>AU243971 ID   AU243971   standard; mRNA; EST; 288 BP.
GCCCTCAACAGGGGCTTCTCAGAAACCGGANAGCTGTGTTTCTCTTTCCTGCTCTATCTG
CAATTCCTCCAATCCTTCTCCTCCCATCAACCATTCTCTCACTCAGTCAGAGTTCAATAA
AGTAGGAGGGGCCCTTTAACTCAGAATAGGTGAAGAAATCTGTGAATTTTGTTGATAATA
AAACAAAATGCAGATTTTGTGAATTTGCTGAACTCGAAAGTCTTTTTCTGGTGCCTGGAT
AAGTGGAGTGTTGTGTTCCTCATCAGTTGCACTTAAGCAGCAGCAAAC
>AU243976 ID   AU243976   standard; mRNA; EST; 294 BP.
GCACTTTTGACATACGGCTGCTGCTGTTGTTTGGTACCCTAACGCCGCCCTCTAGCCATG
TGTGAGGTGCAAGAGGCAGATGCTGTATACACAAGGTGTGCAAGTGATTTGTAAGTGCCC
GTAGGACGCCGGTAGTACACATAAGGGTTAATGGCAGACAAAGTGTGCATTATCACTTTT
TAACGCACGCCGTGGAAGCCTGACCCGTCCAACGCGAAGCTTCCGCAAAGTGCATTAAAA
AGTTATAATGCACACTTTGAAGGCCATTAACCCGCTTATACCATGGTTACTTAC
>AU243979 ID   AU243979   standard; mRNA; EST; 375 BP.
TTTGGCCCGAGCTTTTCTCCAGAGTTTAAAGCGCTTCAGAGAGGGCTCAGCCATTGTTCA
CTTTTGCAAACAGCTGTAAACCACACACAGACCTGCGTACACATGCTGAACCAATCAGGA
AAGANGTAAGACATTTAGAGCGCTCCATGAACACAAAAAAGTGAAAAGGTAAATGGAAAG
AAATTGGTTTTAAAGGCAATACAAAGTGAAGGCTGTATAGAATACTGTAAACCAATATTT
AAAAAAGGAAGATTAAACACAAAAAAAACAGAGAAAAGAGTCTAAAATGTAACTCCTTTA
CACTTTTTGATGCACCAACACATCAAAACCTTTCTGCTCCAAAATGACCTTACTTTAGCA
TCTACTTGAAAACAA
>AU243981 ID   AU243981   standard; mRNA; EST; 380 BP.
TCTGTCAGTCTCCTCCCCCTCCCCCCCCAATAAGCTTCAGTTACTCCACCAGGAATTGGT
TGCTAAGAATCACTAAAGGTGTTTGATGATCCTTAAATGAGTAGTTCTTAACGTGCCTGT
CAATGTTCAGCAATCATTATGAAACATGCCAATTCTTTGCAAAAAGATCATTGAAAAATG
TTTGTATGGACACAGAATTCCTCAGCAAGCTGCATTGGATGAAGGAGACAGAGGCTTACA
CCTCTCTTTAGCAGAACCTTGGGATAGGGGAAAAACATCAATGACTAGCAAGAACTAAGA
ACCAAATTAGCTAAACTGCATATAGGGAGTGATGTTATCAAGGTACAAGCAGACAGGTGT
GACGATGCACCCCCCCCCCC
>AU243982 ID   AU243982   standard; mRNA; EST; 398 BP.
TTTTTAACACACAGAAAATCAGACAGTGGGCCAGANGAAATATAAACAACAGCAAAGNTG
GCTGTTTTTTCTGTTTTGCTCCTTGAAGAAAAGANAAAAACTGAAAGTCAAACTTGGAGA



TGAATCAGCACTGAGTCCTTGACGAGTAATAGTGATGAACTTTTACAACTCCTCCTCGTC
AGTCTGTCCTTTGAGAAATGTGAAGATCTACATAATTGGGTGTCTCTGGTTCAGTAATGA
TAACATGACCTTCCTGCTGCAGCAAACATTCTCAGATAAATAAAGCATTTGAAGTTAATA
AATCATTTACAAAGAAAGATTATGTTTGTCTTTCAGTTGTTCCTTTGAGGAGGTGCCCAA
GAAAATCCCTGCTTTATCCTCATTCACACCAAGCACCC
>AU243983 ID   AU243983   standard; mRNA; EST; 239 BP.
GCAGTCAGACTGCTGAACTCTGGAAGGTCAAATGAAGCAGAGAGATCCAAGGGGCTGTGA
AAAGANGAAAAGGTAAAGAGAAAGAAAGACATTTGTAGTTAAACTCCCAAAAGACGTGAA
CAATAGGAAAACAAGGACAGACTAAAAAAATCTGTTTCTTTTGCTTCTTTAGGAAAACCT
TACAAATTAAAATTAAAGACAGAAACTCATCATCTGTTCCTTATAAGAAGTGACGGATT
>AU243984 ID   AU243984   standard; mRNA; EST; 481 BP.
ACTCTCAGGGATTCCTGCTGCTGGCAAAACTCACGGCTCAAGGAACCCCTTCATGAATCA
GTCACGCTTTGGAATGAACTTTATTGAACAACATGTCATGGTCTGGAAGAAGCCCCAGTT
CCAGCTGACAGAAGTCTGGTTCTGATCCATCAGATCTCACTAGCAACAGAACCAAACCTT
CACGTGTTGCAGCAACAGTTTCCATGTTGTTCCAAAACCATGTTTCTATGGCTGCGGCCA
TAGAAAACACAATAAACAAGGAAATGTGAAATAAAGTTAAAATTCACAGATTTCAAACAC
TTTTTCATCCCATTCTTTCCAAAATCTCATACATTCCATTCCATTCATCCACATTCAAGT
CATTTGCACCGCTGTTGTCAAGTCAAATCGTCACCGTCGTCTGTCGTTGTATTGTCTGTT
CCACCCCAGTCGTATTTTGTCCGGACAAAATGCATCATATTTTCTCATATTTACCTTTCA
T
>AU243985 ID   AU243985   standard; mRNA; EST; 487 BP.
TTTCCGGCGTCTGCGTGAAGGCCTGGGCGTTGCTGGTGGTGAGGGAGAAGGTGTGGTTGG
TTGAGACTTTCCAGCTGACTGCTCAGAGTCATCCTGAAGATCATCCTGCATCTCAGAGCC
AGAATCATCACTCAGGGAGTCGTCTTCATCCAAATCTTCCTCTTCTCCACTGCCCTGCAA
GTCAAAAATGAGAACAGTAATCTTTAAAATCCACTAAGCTGAATTGACAACCCTAATCAC
ATGCATCTTACCAGTTGAGATCCCGCAGGCGTATTGTCTACAGAGGCTGAAGAACGTCTC
TTCTTATGGACGAAGAGCTGTTTTCTCCTCTTTTTCCTACGCCCTTTCCTCTTTACGCCA
GCCTCCAAATTGGTGTGGCCCCCAGGTGGACGCCCAACACGTTTACATTTTTTCTTTCCA
TAGTAATAAGCTGGTAAAAAAAACACACACACACACAAAGGTTTGCTGACTACAGACGAT
TTAAGTA
>AU243992 ID   AU243992   standard; mRNA; EST; 255 BP.
GTTCGAACGCGGAAGTGAACCACGCGTCTTATTCATTCTGCGTCCAGCGGCTCCTCTGTA
GATGTCTGCGCACTCAAAGGCAGCAGGGTAGGGGAGGGGGTGAGGGCCGGTTTAGGTGAT
CANAGCGACTTGCCCGCTTGCTGGCTGTGCATTTGGGATGAAACGCACAACTGATGCTAC
CACAGCTTATAGTGGCTACTGGGGTGGCCACTGGGGTGGCCAGGTGTCGGAGAGGGGTGG
CCGGTCACTAAATAT
>AU243994 ID   AU243994   standard; mRNA; EST; 549 BP.
ATCTGCATTTGTTTCCAGCTAAATTTGCATGAAGGGATGCTTTGATTTAACCAACACCAA
ACTGTATTTTGAGATCGACGTGGCGAATCAGTGAGGCAAATGCTTTTATGGTTGGTTTGT
AGACTTCAGATGCAAATGTTAGAAATGACTGTTGATGTTCTTCCAAACCAAGTTGGAAGC
TGCTTATAACAAAAGTCTTCATTTGAAGCAGCTTTGGCCTGTTTTTCCTCATGGCAGAAT
CAGGAATAATATTTTTGAAGTGTCCTTGCTACCACCCTCAGTATGTTTGCAAATGGTTTT
CATCTCGACTTTGCAATGTAACACTGCGTCGTTCTTTTAGATTTGGCCCTGCTATGCACT
TTCTCTTCTCAGTGAGTTATTTGTGCCATAAACCCTGCAGAGTGCCCTTTTAATCAGTTT
GCTTTACCTTCCTTGAACCCATACCCAACCATCCTGATGACATAACACATTCGGGCTTTT
TAAAGCTCATCCGACTGAATAGAATCACAAAACGCCTCTAAAACTCTGTAGCATATCTAG
CTCTTTTTA
>AU243995 ID   AU243995   standard; mRNA; EST; 551 BP.
CGTTTCCAACTAGTCAAAAGTTATGACAATGGTGGCATCAATGCTCTAGATTTTGAAGCT
ATGGTGGGGACATTCAAAATTATAAAATTTTAAAAGATCTTCTGGTTGATAATAATTCCA
TGTGGTTTCATATTCCAAGATCCATCTTCAAGGAGGCATAGATTACCTTTTGAAATGTGA
TTTTGAAGTCAAAAAGATTCCAATAATTTTGTCCAACTTTCACAAACAAGTTCTTCGGTT
TTGGAAAATGATATTTAATCACAATTTTACCCCTCATGGATCACCATAATGGAATAACAG
AAGAGTATTATTTGGTAGAAAATCTATATTTAAACAGGATTGGTTTGACAGGAACATTAT
TTTTGTTAAAGATTTAACTGACTGGACTTATTTTTATAGAAAAATACCATCTCACCTGCA
GCCTTATAGAATTTTAAAAAAGTATGTCAAGCCATCCCTGCTGCTCTGATTCATTTAATA
AAGAACACTGTAATAACTCCTCATTGAGCAATTATCTCATTAGCAAAATTACAGATAAAT
GGATGAAACTT
>AU243996 ID   AU243996   standard; mRNA; EST; 122 BP.
AAACATGTCTGATAGCCTGGAGGCAAAAAGGGCAGCCTGATGATGCTTGTACAGCAACAG
AAGTGCTAATGGAGTGTGACAGAAGTACAGTGCTGCTAATATAAAAGACAGAAAAAAAAA
AC
>AU243997 ID   AU243997   standard; mRNA; EST; 458 BP.
ATGTGTAAGTTATATCTGACCCTTTGAGGACAACCTGTCATGGTGCCTCTGGCAGTCTCT



CCTCCCCCTCCCCTATCTGCTCTGCTCCCTGACTCGAACCAGCTGTGACCACTCACCTCA
TCAACCACCAGCCCTACAAAAGGAGATCCATGACTGCTCCTCGCTAACTTTGTTTTTCGC
CTCGCCTACAGGAATTCAAAACCACGAGTGTTCACCTGAGTCAGACATCTCAAAGAGCAG
CATTAACCTCACTGAAAATCCTGGGAACTCTAAGCCACGCCAAGACCTCCAGTCATGCCA
AGAGTCCTTGCCACGACAAAACCTCCAGCCACGCCAACAATAAAACTCAAATACCATCTT
ACTCACCTGTGTTTTCCTTTCGGTTTCCAGCGCCTGGGTTTGTCTCGCCTTGCTAGTCAT
GACACAACCACTATATGCTGATGTGGCCCTCGGTGAAA
>AU243998 ID   AU243998   standard; mRNA; EST; 280 BP.
ACCACTTTGATATTTACTGCAAGCCTCTTGTAACTGTGACAAAAGAAGAAGGCCCTGCCT
GCTTGTCCAGTGTGAACACCAAATGCTCCGCTTTTAGCATGTTCTTAAACATGCGTCACA
TATCTGCTGTGATGCATATCATTAAGTGGTCTTCTAATCATCTTAAAACAGCCGTATATC
ATTTAAGGATTGAAGTATTCATTTAAATAAAAAAAAGTCCTACTTGTATTTATCATAGAA
GGTGCCTCTGGATAAATAAAGGTTCAAATATATTTACTGT
>AU244000 ID   AU244000   standard; mRNA; EST; 35 BP.
AAATACACGACATTCANAGTTTTTTCTAATAACGT
>AU244002 ID   AU244002   standard; mRNA; EST; 283 BP.
GCAAGCCTGTGCAGGATCTGACCTAGNAAGGAGAATACTGCCTAAATAGCAGAGGTCCAA
GAATTGAACTCTGAGGCACTCCACATGGAGACTCTCTTTATTAATGAAAACTACTACCCT
GCCTTGTAGATAAGATCTGACCCAACAATGAACTGTACCTGAGAAAGTTTTCCAACATGT
TAGGAAGGATTCCATTGTTTGCATCATTGAAATCTGCACTCAGATATAAAAATAGTAAGA
ACCGACAGTTTTCTGACTGTTCGAAAATTGTAGACTAGTTCTC
>AU244003 ID   AU244003   standard; mRNA; EST; 566 BP.
TTTTACAACGTTCCGGTTGAATAAGAATAGGGGCAGAAATGAAAAGAGCCTTTAAAGTGT
CGAAAGCTTCCTGGGCCTGAGGGGTCCAGATAAATGGCTTAGAGACTGAAGTGAGCTGGG
TGAGAGGGGCGGCTATGGAGCTATAGCTACGAATAAACCGACGGTAGAAATTTGCGAACC
CTAAAAATTGTTGAAGTTTTTTGCGGGTAGTGGGAGGTTCCCACTGGGCAACGGCTTCCA
GCTTGGCAGGATCGGGGCGGACCTGGCCGGCTTTGAAAATATAACCTAAGAACTGAATGG
AGTTAGTGTGGAATTGACACTTTTCAGCCTTAACATATAATTGATTTTCGAGGAGCCTGG
ACAAAACGAGACGGACATGATTTTTGTGCTGGATGGGATCACGGGAGTAAATGAGTATGT
CATCGAGGTAAACGAACACGAACCGGTTGAGAAAATCACGGAGCACATCGTTGACGAGTC
TTTGAAAAACGGCGGGAGCATTGGTTAGACCGAACGGCATAACAAGGTATTCGTAGTGGC
CGAGAGGTGTGTTAAAAGCCGTCTTC
>AU244004 ID   AU244004   standard; mRNA; EST; 293 BP.
AATATTTATATGGGTAGAAGGAAAAATGGATAAAATTTAAGTATAAAAACTTAAATTTGA
AATTATTTCTAAAAGTTTTCTTTTCAGTTCATGAATTCATCTTCTGCTGTAATTTTCAGT
TGTATCTTTTTTTTAATATTTGGATTAATCTGGGTTGAGTCAGGCTGTATCTAAGGCCAA
AACGTGTGTCATGTGGCAATCATAGTGGGAGCAGCAAAACATTCTGCCCTTAAAAAAAGA
TGAAGCTGTCAATCATCTGATCCCCAAGAATCTTTGTAAATATGCCCCTATTT
>AU244006 ID   AU244006   standard; mRNA; EST; 193 BP.
CGCCACTGGTTGGAGGGGGCTGAACATCCTTTTTTAGTTTAGACCGAATCTGGAGTATCT
GAGTTCTGCCAAGAGGCTCAACCCACGTCAAGCTCGTTGGGCCTTGTTTTTTAGTCCGTT
CAATTTCACTGTTTCCTTCCGCCCTGGATCACGCAATCTCAAGCCCAACGCACTCTCACG
TTTACACACCCTT
>AU244007 ID   AU244007   standard; mRNA; EST; 492 BP.
CAATATACTAATGTGCACCACACATCTACAACCATTTTGTTCGAAATATGTTATTTATTT
TGACTAACTTTAATTAGATTATAGGCCTACAAATAATTTCCCAGAACCTGGAAGAAGAAA
AGTTTTCCTTATTTTAAGTTTCAACTTAAAACAAATATATAAAATCTTATGAACTACAAC
ACAACCAATTTATTTTACATTAAAAAGGAAAAAAGCAAACATTTTGTATTTGCTAAGTTT
ACTTTTGACAAGGGCACATTCTTCTTGCAAGTGACTTTTGTTCTCTGCTAGTAGGCCGTG
GCAATAAAGATATAAAACTTCAATCTTTGACCTCTGGTGAAACTGGTGCCACATTAACAA
AGAATTGCCAACAAAACTTAAGAGAACTAACAGGAATTGTGTGAATAAACAACAAATATG
CTGTCACCTATGTAGCCAAATGGAAGTTAAGAAAAAGCACTTTATTGCTATTTTTATCCC
TATCTGTGAAAG
>AU244008 ID   AU244008   standard; mRNA; EST; 358 BP.
AAATACACGACATTCACAGTTTTTTCTAATAACGTACAAAGCAGTTCCTGAAGAGCTTCT
CATGGCTGTCACAAAGACACTAGGGAAGACCCTTCAAAGCAGCAGTTTGTTGCTGTATTG
TGATGTCATTGAGGAGGTGCAGCAAACATTAGGAGACAGACATGTCAAACACAATGCTAA
CAAATAAACATGAAACTATATTCTGAAAATGTCACTGTCACTACAACAGGCAGATGGCTG
GATCCAAATGCAGCATGGTTTATTAGCACAACTAAAAGTCCACAAAGCTTAATCAGGTTC
AGGCAGGCAGGGGTCAATAACAGGCATTAGATTAGGGGTGGGGTCGACATTGTGGCTC
>AU244010 ID   AU244010   standard; mRNA; EST; 436 BP.
TTTGGNGCTATTTTTAATCGTCTTGAAATAGTCCCACCAACCCAGGAATGTTTCACAACT
TCAAATAAGAAGTCACACATTTGAAGAGGGCGAGGAATAAATAGGACTTCTCTGAAGACG
CCGCTTCTTGGCCTACTTTCAGCATTCAATAGGACGTCTCTTGCTTAAAACGCTGCTTTG



TACATAATTACACACCTGCTGGCAGCGGCTAATGCTTTCACGTCAATGACCAAGTGTGCT
ACACATCCTCTGTGACCTCTCTTAGCCCAGCAGCTAGAAAAAAACATAAAAAAAGATGCA
GGGAGCAGAGATGCTGAACCCTGGAAACATTGGTGAATATCATGGGCCTCAGCAGCAGCC
ACCGGTGAGTTTTGGCCTTTCCTTTGCATTAAAAATAGATTTCAGTGCAGAATTCAGAAC
TAAAACCGTGAAAGAT
>AU244014 ID   AU244014   standard; mRNA; EST; 92 BP.
CTCGTATTAGATGCATTCTCTCTTAAAAAAACACTCTGGTTAAGGCAAAACCTTTTTTAG
TTTGCAAACTTGGTCTCTATTTTTACTGTATT
>AU244015 ID   AU244015   standard; mRNA; EST; 281 BP.
GGTTGTCATTGTAGTAAAGCCTGAAACTATATGCAGGAGGAACTTTTTTTGATGTCGAGA
AGACTGGACTTATGTGCAGAGCTGCAACAAAAGAGCAATACACCAAAAAGTGAGGAAATG
TGATGTCATTCCTGAGCTTTTCAAGGCCTCAAAACCTTTTAACCTCACTTTAAAGTAAGA
GTTTTCAAACCAATTCCAACTCGAAAAGTGGCTGGATATCTTCCTATACCTGTCATCCAG
GAAACAGCTGGTGCTCCCTCTGCTCAGGTCTGCAGGAGGGG
>AU244016 ID   AU244016   standard; mRNA; EST; 550 BP.
GGGGGCTACAACGGCCCCCTGAGAATCGTTTTTGATTATCCCTGAGCTGGCGCTAAGGGT
GCAAGGTGCGCCATTTCGAAACCCCCCATCGTCGTCCTCCGCGTCCTGCGTGTCAGTGTC
TCCAAAGTGCGTGAAAGTGCCCAAACTTTTGATGATTCTGTTCATCAGGCTGCCCACGGA
CTTGAGCGATTTCTTCCGAAAGAGCTTTCCAGGTTTCGCCTTCTTGTCTTTGCGCTTCTC
CTCCTTTGCTTCATCTCTGACTTTGCTTTGTCTCTCCATGACAAGAACCTGAAATACGCA
GGTCTCAGCGCAGGTGTTCCGCTTCTCTGCCGCTGCTGTTCCTTCTCCGGATCGAAGTGC
GCAAAGGTGCCACCATCGCGGAGGCACAACAGCACGCTGTCAATCCAAGCCGACCTGACA
CCAAAGCCTCCTCATCCATCCTAGCACTTACTGAAGGCGTTCATTCTCCCTCCGATAGGG
CTGTCACTCCCAGCACAACAGGGGCCGCGGCGGCGCGCTTCCACAGCAGCGCTCAACTTC
GCCTGCAAAA
>AU244018 ID   AU244018   standard; mRNA; EST; 468 BP.
CCCCCCTCCCCTCTGCTTTCTTCAACATCTTCCCCTGCCTTCTCGGTGGAGCTAATAAAG
CCCAACAGACAGCTCCGGATCATGTCTCCCTGCTCCTGACAATCACCTCCAAAATGGTAC
AAGTGCCGAATTGACTGATTTTAATAAGAGCGGTCTGGCAGATTAGCAACAAAAGAAGCT
AATCAGTGGCACTCATCACCCTAAGGGACGGAGATGTCTTGAGGTCCCACTCCACAGAGT
GTGCACTCTCACCAAGCCTTTCTGATGCACAGACCAATGTGCAAGTCATCCACTTAGGCA
GTCATTAATTTTTAATAATCCTTAGCTACCATTCACAGTTGCATAATGAAAGCACAAAGG
AACAGCGACCACCAGGGAACGAGGTGAATCAAGACACATAACTCTACTTTGACGACACGT
GGCAGATACACTGACTTTTAACAGGATAATTGGGTATTTTAACAGAAA
>AU244019 ID   AU244019   standard; mRNA; EST; 302 BP.
ACGCTATTCCTCCAAAAATTGACAAAAACTTTTTACAAGACACGTATTTCTCAAACAGGC
TTTTGAATAATTTTCTGAATTTTACAAGTGAATTTGCTCAGTTTTGCAAAAGTCAGGCTT
TAGGTATCCTCTTGTTTGCTGAATGCAAATAATCCCCTTTTCACTCCAACATCAAAACAG
CTTTCACACTGACTATCATAAAACAGTATGAGTTACCCAAACTGCCATAAACATGAATCT
GAATAAACATAATTGAAATATGATTTCAACAACTATATTAATTATAAATCTGTGCTTTGG
TT
>AU244022 ID   AU244022   standard; mRNA; EST; 415 BP.
GGCAAACCTGTATGCGGCACTGGCATGCTGCAAGAGACAGGTGAATACTTACCATGTAAG
GGTAATAAGTGAAGTAAGTGAGACACGGGCATGTCATACAGATTTTCCAACTCAACTAAC
TTCTGTGCACTGCGCAAAGGACCCATTGTGCTCTTCAAGGGATAACCCCTTGGGGGCTCC
TTGCACGCAGACTGACTGTTAGTACTTAGTATATTAGGCTATGAGAGTGTAGTTTCTGTG
TGCAGCCTAAAGGAGTCCTATAGGCACTTGCGTATCACGTGCAAACCTATGCGTGACAAT
CATGAATTCCATTTTCATGTCACTTAAGGTGGCCGCCGAGCCTCAAGGGAACTTGACACG
CCTGCGCCGTTTAAAATACGGCCGCTCCTCTCTAAAACCCTTTACCGGCCCGGAC
>AU244025 ID   AU244025   standard; mRNA; EST; 488 BP.
TCCTCGTGCCGATTCGGCACGAGGGAAGTCTGTACCATTTTCAGTCTGAAATCGAGCCTT
TTGTCCACTGATGTCATTTAATTGACGAACGTTCTCATCGTTCTTGGATTTCAGCTCACT
CAGCTGATCCTCCAAGGTCCTGCACATTTTTTCCAGGTTACCCTGAAATACAAAAGGAAG
TTTAGAATACCACAGAACTACAGTTCAGTTTACCTGAAGAAAAACTTTAATGTTGTCACC
TTTGCCTTGGCAATAGCCTCCATGTTGCTGCTGAGGTCATCAATCTCCATCTTGTATTCA
CTTTTTTCTTTCTCCAGCTTTTGTTTGACTCTCTGGAGGTTGTCGATCTGCTCTCCCAGC
TCGGCCACACTGTCAGCCTGCTTCTTGCGTAGAGCTGCAGCTGTGGCTTCGTGCTGCAGG
GTGGCCTCTTCAAGATCCCGCCGCAGCTTCTGAAACTCAGCCTCGCGCTTCTTGTTCATC
TCGATCTG
>AU244026 ID   AU244026   standard; mRNA; EST; 409 BP.
GCTGCTTGGATGTGAATGGACAAAGNATTTAAAGGTTCTGTTTTTGGAATATCCCAGAAT
TATGTTAAGGCAGAAGAAAGATTTTTTTTAAACCGTCTCAAGTTTCTCTGGCTCAGCATT
TTTGTTTCCTGGTGAGAACAGGAGGTTGTGACAACTGGCAATAAAAACTGATCCCACTAC
TTCTTTTGCCATTTATGCTCTTTTTTTCTACCTTTAAAGCCTGTTAATTTTTCAAGAAAA



TATGAGAATATGTACCTGATAGTATTGCTAAAAATTATAAAGTCTAAAAGAATTTTGCAA
GGCTAATATAATTTATGTTTATCACAATGAATTGGCAAAGGAATTTATTACGGTTCTCGA
AAAAATTCTTTCAGAAATGGCGTGTGCGTGTGTGGATGTGCGTGCCTCC
>AU244028 ID   AU244028   standard; mRNA; EST; 376 BP.
CAGAAAAGGAACTGGGTTCCGTTGTAAACAAACAGCTGCCACATACATCTATGCAGCAGC
TCAGTAAGATAGAAAGATTGATGGATGGATGGATGGATAACTTTATTAATCCCACGATGG
GGAAATTTCATTTATCTCTGGCAACAAAAACGACATTCAGAAATAATATATATAATACAT
CAAAAATGACTATATCAAATTATTAAAAATTGTTACGCACGAAAATGTGTGGGTTTCACA
TCAGCCTTTATTTTTGTTGGGACAACTGGAAACAGAAATCCCCGTGATTGTTTGTATGGT
TTCTTAGCACTAAGAGGCATTTCTTCTTTGAAACGTTCACACACACCGCCCCAAAGCTGC
TGTGTGAGCTGGCGGC
>AU244030 ID   AU244030   standard; mRNA; EST; 278 BP.
GTCTCATTTTGTTTTCACATTTGCCATGAAGGCTGGTGGCTGTGCATGAGAAAGCTTTGA
ATGGCACTGCAGCAAATTTAGAATTTTGAGATGATTTTGATGACCAAGTCAAGTCAGTTT
TTAGAAATGAATATGTTTCTGTGACTATTACTAAAAGTATTCTATCATCAGCATAGAGTT
TGTTTTAATGCAAGGCTGCCAGTCCTTTCCATGCACATTTCTCTCTGTTTGTGTTTTCTT
TGTTTATTTGTTGATGTCATTAAACTAATTTTCATTTC
>AU244031 ID   AU244031   standard; mRNA; EST; 136 BP.
CGATATATAGTCTTACAATCCAACCAGATCAATGTCTTTGAGGCAAGTTGATAATCAAAT
TTACCTATAAAACGAAATAAATCGATTATATCGATATTGGACAATACCATTTCACAACAG
AGTTTTAGGGCCACCT
>AU244034 ID   AU244034   standard; mRNA; EST; 31 BP.
AAGTAAAACTCAGGACATGACAAGNACAGGG
>AU244035 ID   AU244035   standard; mRNA; EST; 470 BP.
GCCGCGACGGGGGGTAGAGAAGCTAGNATGTGGATAAGCCCATGCCGCCCCCGCGGGGTT
ACTGCCCCGAGTGCTCCAATTACCACTGGGACCACTGTCACCTTCACTTTCTAGGCTCTC
TGCAGTTCTTCTCTGAGTCCCTGGTATTTCTCCAGTTTCTCATGTTCCTTCTTCCTGACA
TTCCCATCGCTTGGCACTGCCACATCCACCACAGCGGCTTTCCTCTGTTCTTTAACCACC
ATTACAATGTCTGGTTGGTTCGCCATTACCATTCTATCAGTCTGGATCTGGAAGTCCCAC
AGGATCTTTGCCCTCTCATTCTCTAACATCTTCGGAGTTGTTTCCCATCTTGCCTTTGCC
TTGCCTGATTGTGGCGCTCCATGTTTGCTTTCCCTGCCAGCATCTTACACCCTGCAGTTA
TGTGCTGGATTGTTTCAGGCTCCTCTTTACACAGCCTACACCTTGGGTTT
>AU244036 ID   AU244036   standard; mRNA; EST; 299 BP.
ATCCGGCGACGAAGCAGGAAGAGGACGAAAATGGTCCGGCGCCTCCATACTCCACTTCAC
CTGAAGGTATTGCAGGTTACATGAACTCCCTCAAACCGCTGAGTCCTGGAGAATTTGACC
CGTACGTGGATGTGTACGCCATTCAGAGCGCAGAAGGTGAGTGCAGGATGTGCTAAAGTG
GAAGCTGTGAGCTGGGACACAGCCAAACGTCATCTCATGCTGTGCTGATCAGTTTGCTGT
TTGCTACGCCTGTGCAGGTGCACCCCGGAGGGAAGTATATTTCATGGGTCTGATTGATG
>AU244037 ID   AU244037   standard; mRNA; EST; 210 BP.
GCAGAGTAACTAGTCTCGAGTTTTTTTTAGCAATGCAAAGNAGTTATGAAAATGATAGAG
CCTAATCCTCCTTCAACATCGATGGCACTCATGTCACCAAGCACACAAAGTGACGGTGAA
GCTGTGATTGAAGCCTAAAGCCAGACTGATAGATCGGCACATACCTGCAGCCAGAGAGCC
TGGACAGGCGTGCAGAACCAAAGTGCATGC
>AU244039 ID   AU244039   standard; mRNA; EST; 87 BP.
GAGCAGCGGCGCCCGAAGAACACCCGCAAGNATGACCGAGCAAGCCATCTCCTTCGCCAA
GGACTTNCTGGNATGGTGGGATCGNCG
>AU244041 ID   AU244041   standard; mRNA; EST; 404 BP.
AAGGCACCTGCAGTGTTTGTAGTTAAAATGCCCTAAAGTTGCTCATGCATCCGTTTTTTT
TTATTCCAAGTTCAGATCGCTTTCTTTACGAGGCTTTCCATCTAGTGTGAGTTTTTGTTC
TTGAAGGTATGTGATTTGACCTTATTTCACATGTTTTGCTTTTTTTTTTTACTGATCGCC
ATATGAACGCCACCCTCGTGTGAGCAGAGGAATGCTTTCTGTGCAAGACGCAGAGGTGAG
AGAAGAAACCAGGAGATTTCTGCCTTTTCAAAACAGAAGCAAAACAAATCTTTCAATAGA
ATGTATAAAAAGGACAAAAAAGTAGGCGAAATGGTTGTTTATTTTATAAAATTCACAGAT
TACAACTGTATATGTTCATAATTTACAAATTAAAGTAATTTTGT
>AU244043 ID   AU244043   standard; mRNA; EST; 301 BP.
CAGAATGCGAGGGGGGGAGGGGTCACCCAGTCAAGTCAATTGCTTTGATATGTGTTGAGG
CCTTTTTTTGGCTAAATCATTTGCCCAAGATGAGTTTCTCTACATTTTATTTTGGGATTA
ATTATTATGCTTATGATACATTGTCATTCAATATCCAACAAAATCAACTTGTAAAGAAAT
TAAACTCTTAGTTAATGAAACTTTTTAAAAATAATCTGTAAGAATAATCTTTTTTCTTAT
TCTGTCAGATTCCTGCTCTTGGAATCAAAGCTGCGTTGAAATGCATTGCTTGTCATTGGT
G
>AU244044 ID   AU244044   standard; mRNA; EST; 361 BP.
TAAATCTGAGTCATACCAGATTGAACCTTTGGCTAAAGATGTCCTGGATCGATTTTAGGT
CAGTGAATCGGATCGTTCACAATGAACCAATATCGACTATGAATCATATCAAATTATGAA



ATGAATCGAATCATTGTAAAAGTGAATCGTTACACCCTTACTACATTTTAGCAAATAACT
GAAAAAGCTCCTATTTTAACATTTGTTTGGGTTTAAAAGTGTAACCTATAATTACTATCA
TGGTCCAAGTTTCACCCAGTTGATATGTGTGGTTTCACATGTTCGACTTTTTTTTTCCAG
CATCGGAAAGGGCTTTTATATAATGAACTGAGATGCTTTTAATAAAATATAACGATCAGC
T
>AU244045 ID   AU244045   standard; mRNA; EST; 51 BP.
CACACTTTGGGGTCAACAGAGTTGGACTGCTGTGTAGCTTTTTGTCAGCAC
>AU244047 ID   AU244047   standard; mRNA; EST; 172 BP.
TTTTTCACTGGTTTGAAACCAAGAGGTCTGGAATAAAAAAAAGAGAGAGAGAAAATTCAC
ACAATATAAAAGAAAATGGATCCAAAAAAGGCATTAACAAGCTATGAGGAAGACATGGAA
AGGTATGCAAGGGGGGAATAGCAGAAAAAAAGAAACTGATGGAACACATATC
>AU244048 ID   AU244048   standard; mRNA; EST; 555 BP.
GTCCAATCAGAGCTGCTGCTGGCCGGTGATCCGGCTGCCACCGCCCTGTGGCCACCCGAT
TTCATACTGGCGTCATCTCCTCCTGAGTGACTGATGCCTGACGGCCACCGTCTACGTTCA
TTACCAACGATTTTCAGAAAAATTTGGTGGCGGTAGCTAAGATTCTGCTATTTTTATGCA
TAGCTTTAGATATCAGAGGAAAAACTGATGATTGCATTTCTTACCACATGAATGAATTTA
AAATTGTAACTGAAATAACAGTTGAGTTCCACCAAAATTCGTTCCAATGCAGACATAAAA
CAACTTATGTCATTGGGAGGTAACCATGTGTGCTGCCACATTCCTGTGAACAGAGTATTT
CCCTCCAAGGATCCCATTCATTAATCGTCACCAAGTCTCTGTCTCTCTCTGTGTTTTATG
GCCCCTTTGCAACAGCTGATAATCTTCAACAACAACAGCTACTCAGCTGCTGCTTCTCCA
GGCCAAGGCCTCTCAGTAACACCAACCTTAAGTCGTGCTACAAAACTGATTGACTGTCGC
TGTTTACTCACCCTC
>AU244049 ID   AU244049   standard; mRNA; EST; 269 BP.
CACAAAAATGCCACAAAGAAAACCCTTTCTATGGCTTTTCTCAGTCACTTTGAGATGCGT
GTCTGTGGCCCTGCAAGACTGGAGACCTTTCCAGGGTGTACCTCAACTTCGCCCAACAGT
AGATGGGAAAGGCTCCAGCAACCCCATGATCCTGCAGAGATTCAGCAAGTTTGGGAGATG
GATGGAAGGTCCTCCAGTTTAGCTTTTACGTCACCAAACTTTTTCATGAGCTCAAAACTG
AGCAAAAAGAGTAATCATTTTATTCCTTT
>AU244050 ID   AU244050   standard; mRNA; EST; 569 BP.
CCAGTAATGTATGGACAAATAACTTTTATTCCAAGCTCTTATGGACAAGAGATATACAAA
CAAATTTCGCTCAGTTCTGCGCCTGATGAAGGACCAAACAGTCCGAAATATTGCGCACAT
ATGTTCTGAGCGATAAGTGATGCCAAGAGGGGCCTGAAAAGGAAAAATATCCTGCAAATA
AAAGGCATACTTACCTGAGGAAACCCAAGAAGTGTTCCTGCAAAGAAGAAATACGAGGAG
ACAAAATTGAACATACACGTTGTCCAAGGACATTAGAGCCTAATTTTTTGAACATGAAAG
TCCTTCCATCCTAATTTTTGAATGTGGGGCAAAGAATTCTGGTTTTCTGGACGAGAGGAT
GGCCTATGCTTCGGATTTCACTGCCTCTGGTAGTGAAATTCTAATTTTCTAAACCTGACA
CGCTCGTGCCCCTTTGTCGGTCTGGTGCTGGAGTTCGGAGCCCCACTACCATGCTGAGAA
GAAAAACAACCTTCTCTCAGACATGATGTTGGACTATACGTGCTTTCCAAGTCATCCTAT
CCTAATCTTAACCTCAGTGAAGAGATGAG
>AU244052 ID   AU244052   standard; mRNA; EST; 596 BP.
CCGTTTTTGAGTCCAGGTGCCTAGTTTTGTGGCACACCTCTGCAAGTTGGGTTGGCAGCC
ATTGCCCGGCGACAGCAACAGAGAGATCAGTTCCTAAAGAACCTTCTTTTGGGGTCAGAT
GGACTCTGGCACAGTCCAGCTGATATGCTGCGAGTCGCCTCTAATGCGCAAAACATATGA
TCATGTGATCCACTGGTTTGTTAAGAGCCCAGTTGTCAGTAGTTGCTGTACGACTTCCAG
TGTGGCTGTAATAAAACAAAGAATGTTACGACCACCTCTCAAAAACCACAACAGTTTTTG
TATGCAATTTTTAAAGTGAAATATAAAATACTTTCTAAAGATTAAAGATTTACCTTCATC
AAAGTTTTCATTAAAAATTCACTCTGATCATAGATGTAAAACATTGGAAAGCAGAATAAA
AATAGCAGCAGCTACCTACACAGCAGGTGATTAGCGCAGTTCATGGCGGTTCTAGCATAA
TTGTTCCAATCAGCACTTTGGCCCCCCTAACATATTGTTCCGTATGGCTTCCTCTGATGG
GCATCAATTGCGGACAAGGCTCACATCTGATATGAACTATATATGTGTTCCAACAT
>AU244054 ID   AU244054   standard; mRNA; EST; 178 BP.
CACAGTGTAAAACTTAAGTGCAAATAAACAGTTAAAAAAAAAAAGAGATCAGCTCTATTC
AATAATGATGCTAAAAGCATAAAAAAAATCTTCCTGAACAGTAAAAAATGTGCAATGTTG
TATTTATCCACATACAACCAAATAAAAACAAAATTTGCAAACAAAGAAAAAGAAAAAC
>AU244055 ID   AU244055   standard; mRNA; EST; 323 BP.
GGTCTGTTCTGTAATGTTCATTTTCTTCAGAGAGCGTGTGAAAGACTCAGTGGCAACTGT
TCAAACTTTATGTATCTGCTCGATGTGTTCATTAGGTTAATTGAGAAAAAGTCAGCGCAG
GAGCTCCTTTAAAGGGATTAGGCTCGTGTTAACAATCCACCTGCGTCGGCCAATCCGATT
ATGAGCTGAAGGTCAGTGGAGACAAACAACCCTAAAGGTGTCCAGTCCCACGCGTCCCGT
ACCTGTTCTGTCAAAGCCACGCGTTGAAGCTCCATTCGCTCCATGATTTGCTGGCTTCTG
CATCAGTAAAATATTCAAGCATC
>AU244056 ID   AU244056   standard; mRNA; EST; 378 BP.
GTTCATCTTTATGTAGAGGTGTTTAATGCTCAGTTTGACCTCTTTGAGCTCCAGCACAGG
AACATACAGCACTTCATTTTGGTGGTGGGGGGAGTACATGTTTACATTGTTGATGTGATC



CATTAGATGTTGTGGTCAAACAGCAAATCTAACAAAGACAGAGTGGGACCAAATCAGCAT
TGGAATCCTTGTATGTTGTTTTTCATTTCTGAGGTGTATATTTTTGGAATGGGAGGCTTA
TGATGATCTTTAGCCGTGATATGAAGGTGTTTGTAGGTTGTTGTTCACCTTTCAGCTCCT
CCTGTCAGGAAGTGCATCTCTGCCAAACCACCTGTGCAAATCAGTGAAAGCCAATTGGCT
GTGGCCACCCCTGACGGG
>AU244063 ID   AU244063   standard; mRNA; EST; 521 BP.
GGGTAATCTGACTTGAAATATCAGATTGGGCAACACTGGGACTTAAACATTGCCAAAATA
ACCCAACCTGACAGTAATGTAAAAGAATTTATGAGTAACAAGCAAACATTTTTTTATGCA
ACTGTAATTGTCACTTGAAAAAGTTATAATAAATAAATAATGAGTTATTTAATATTAAGG
AGTATTTACGTTTATTTTTCATTACATTTAGTTACATGTCTAAGTTATATCTGGCCCTTT
GAGGACAGCAACTAAGCTGATGTGAAAGCATCGGTGAAAATGAGTTTGACACCCCTGCAC
TAGACAGTGCACTGAACCTTTTTTCTTCAATGATTTGTGATCTTCACTGGTGTCCATGGA
TTACATGAAATCTTTCCACCTTTATCCACCTTTGTCATGGTAGGAATAGCACAAAGGTTA
CAGATGATCATCTTATTGCAATATAGCCAAAGCAATTTAAAAACTTTAGATGTTTGTATC
GGATCCTGTTTAAATGGAAGCAGGTCTGTTCTAGCTTTGTG
>AU244067 ID   AU244067   standard; mRNA; EST; 539 BP.
AAAATGTTGTTGATCATGTGTGTTGGCTTCTCCCCTTCTTATGGTTTATACTGTATGCTT
TAAGGTTTAAATGTGTGTGTGTGTGTGTGTGTGTGTGTGTGGGTGTGTGTGCANATTTCA
CAGCAGAAAGTCAACAGAGATTANCTACAGGACGACCCTCANACAGGAACTCCAAAACAT
GCAGGTCTATCCCTGGACAAAACAAAATCGCTGATGACTCCACTCACACTCTCCACCANA
CTCCTGCCTCTTCACTGAACCGCTCCATCATTCANCAGTCTGCCGTCAGCTGCAGGAGTA
AAGAAGCTGGAGATGAAGAGAGAGTGGGACAGGATGACAAGCAAACTGTTTGCCAAAAAG
CCCGTCTGATTTAAAGAGGGGGCAGCGCACACAGATCGGAGGGGCTGTAAAGGTGCCACT
GCTTCTGTGGGTTTTATTCCATCACTCATTTGAATTCAAGCCAACAGAGAGTCAGAAAAT
ACCACAAAGCACTTTTGATATAAACACTTTTATTGTCTTTCAGGGGAGCTGATAAAATA
>AU244068 ID   AU244068   standard; mRNA; EST; 211 BP.
TAGGCTTGCCATCCATGGATCAGGAGAAGTCCAGAACGATCCGGTCCGGAACAGTCTCCC
AATTACTCTCGGGGGGAATCAAAAACCTGGCCTGCAGGACAGGCCATAAAACTAATTTTA
GTCCATATGCAAAATAAAACCACTCCAAAATGAAAGGGGAGCCGCACTAGAAGGCTACGT
GACTCTTTAGAACTTAAAATGGCAGCTGCTC
>AU244069 ID   AU244069   standard; mRNA; EST; 520 BP.
ATAACATTCTCATTGGCTATCAAAATGTGGTCATTGTCAATAACGTTTTGGTCTTCAAAA
TTCATAATGTTCACACAGTAATGACCTGAGCTTGTAAACTCAAGTTTTACAGGGTGGTTA
AACATCACTGCACGGTCATTTTCCATATCCAGCACAGTTCCTGCTCTTTTCATAGATTAT
TTGCTCAGAAGAAGGGGAATCTTGGCAGGAACAACTTCAGTTTCAATATGACATTTTGTC
TGCCCAATTTTAGCAGGAATCTTTAGTCTTTTGGTGGAGTTGACCACTTTTCCATCTCCA
AATCTGAAGGGTCTGCAACTGTGCATTTCCGACTTCTTTAGATGTTTTACTCCATTTTGA
TTTAGCTGACTGGTGAAGTTGTCCAACCATTCTTTTCCACACACCGACCGTGTGCATGCA
GTGTCAATTATTGCAGAACCAAAACACTCTGTCATAAAGATTTCTGCTTCAGTGGGTGAC
TCTTTTGTGTACAACGTAACATTACACTCTTCTACATCAT
>AU244070 ID   AU244070   standard; mRNA; EST; 549 BP.
GCAGGTTCAGCCCCGAGGCCCCAATCTGCTCCTTCACAGCCTCAACAGCAGCTGAGATGC
TGCGCTCATCTGCCACGTCTGCAGGAGGAGCAGCAGACGGCATTAGTACAACATTCACTA
CCCCTCAACCCCAGGGACTTCAGACACATGTTCACTACTGTTTATGTAAACAGTTACTAT
GATGTCACCCATTTGCCGAGGTCAAAACCTGGTAAAAAGACCCTCTGTGTCCAGATGATG
ATGATAACATGGAGGATTTATAAAAATAGAAATACATTCTACAAATGAGAAACTGGTTAA
ACGCAATGCCTTGTGGTCTATATTCACCAATTTAGTGAGCGTCCATGCACACCGACTTTT
GCAGAGACCTCTAGGAAATTCCAGGGATTTTGAAATTGTAGATTTGGACACCACCCTGAC
TGAGTAGTGAAAGAATTCCGACACAACCAGAGGAAAACATGATGGTGCTCACACCAGTTT
TCCATAAATCCATACAAGCAGAAAGGTACATTTATGCTGAAGGTTACTAGAGGTCAACTG
TGTAGTACT
>AU244071 ID   AU244071   standard; mRNA; EST; 475 BP.
TTATATATCTAAAGATGGAACTGAAATATGCAGGGAAAAAGATGTATTTCTGAACCATAC
AAACCCAGACAGAACCAGAGATTTAAACTAAATTAAACATTAAGTGAGGAGCATAGGTGT
GTTTACGTTCTTTACATTTCAGACTAAGATAATATATCCAACACTCGCATTTCCTTTGCT
TTTTATGTGAGTCAACAGCACATCCACCCCTTGATGCCTGAATTTATTTCCTGCTATGAA
AAAAATACTTATATTTTGGCTTTGAAGTAGTTAATTATGGTAATTTTGTAGCATAAGTGG
TTTGATATGTATTTTGATCAATAGGTGTCAAGGGGTTAAAAAAAAGGAACCCACACTGTT
TTTTCTTCAACCCAATTCTTAGGTTTTCATTTTTTGCGTTTTTTGGAGCAATACTAACAT
TTTGGGGTTATAATGGTTTCATTTTAACCCAATTGATGTGGTTTTCCTCAGTTGT
>AU244072 ID   AU244072   standard; mRNA; EST; 320 BP.
GTAGTGGTAGTCGTCCCTGCCGCAGACCAAGTAGCTGACGGCCCTGAAGAAACAGTTGCC
GTCTCCCATCACCGGCACCGTCGCGCAGGCCGTCCCAGAGGCACGGGTGAAAAATTCGGC
CCGCGGCACAGAGCTCTCGGCTTCTCAGGAGCTGCCACAACGTACGCAGCCAGGTCGAGC



AGCGTCGCTCCCTTCACCGGATCGATGGTCATTTTGTTCCCCGGGGCAGATTCGATGTAC
ATGACATCCAAGTCCGAGTCGCTCCCAGCCCTCCCTCCAGATACCGGGGTGCTGTCCATT
CTAACGAAGAGAGTGTTTCC
>AU244073 ID   AU244073   standard; mRNA; EST; 397 BP.
CTATGTTTCACCTGTTTATTTTAAAATTGATTGTTTAGTTGAATTCTAGCTGAAATATAT
ATTCCAAAACACTTGAAATAGGCCTCCTTTGCCCCCCCCCAAGTTCAAGACACATGCAGT
TAATTTAATGACTCTAAATTTCTCCTAGGTGTGTATGTGAGTTTGCCTGGTTATTTATCT
ATGTGGCCCTGCAATGGACTGGGACCCATCCAGGGTGTACCCCTCCCCAATTGCCTGTGA
CTAGCTGGGATGTGCTCCAGCAGACCCCTGTGATCCTGACCAGGATAAGAAGGCAGAGAA
AATGAATGGATGGACAACGGCTATAATCAGCAAATGAGAACAAGATGTTTATGAAATGAG
TCTGAGTCCAGCTGAAGGACTATATTTTCTCCCTCAC
>AU244074 ID   AU244074   standard; mRNA; EST; 428 BP.
GGTAGCTATGGTTGTAGCCACAGCTGCCCTGGGGCAGACTGACAGAGAAGTGGCTGCCAT
TTGGCGCCTACGGCCCCTCTGACCAACACCGGGACCATTCATGCACGTTCACACACCAGT
GGAGGCACACTGGAGGCAAGGAGGGTGAAGTGTCTTGCCCAAGGACACAACAACATTTTT
GGCTGGTGGGAGCAGGGATTGAACCGCCAACCCTTCGGTCATTGGACGACCCGCTCAACC
AACTGAGCCACTGTCGCCACTGTTTGCGTGTCTCTGCAGATGACAGCGGTGTGAGCACAT
CTCCATGGCGGAGTGTGAGCTTCAATGTCAGAACAGTTTAATTTCAAAGACATCTATCTA
TCCCCGCTGCATGAGTGCATGAGCGTTCTGCATCCAAGTTAGATCACGCTGGCAGTGACT
CAACAATC
>AU244075 ID   AU244075   standard; mRNA; EST; 99 BP.
AATTTTAAAATGGTTTTGAAAAGATGTATTTAAATGTTGTAGCTTACCTGTGTGAAGCTG
GAATACAACTCATATCCCCCAAAAAAACTCAAGATCACA
>AU244076 ID   AU244076   standard; mRNA; EST; 493 BP.
CTAAAGTGGTGTGTCTGCAGCTGGATGCAGACAATAGGGGAGGGGTCAAAAATATCAATC
CTTGTTCACATAAAGTACAAAAATTCTTATATGAATGCATTCTTACTCTCTTATGAAATA
CATCCTACACCATCCATGTTATATCATGTGAAAGATATGCAGCCCTACAGAATGGAAGAT
AGATGGATGAAGTAATACATGATAGGTGTTGACCCAAGTAATGCAGTTGAATATTTTGCC
CACAATGGCATCTCAGATCTTTAAGATTAAAAATAAGATATTTTAAACTTGAAAACTGAC
TTAACAAGCAGCTGCACTGCAGAAAAAAGTAATTCCATCTTTATTGAATAAAAAAGTTCT
CTCTCTGTTTGGATGAAACTGCAGCAGATATGGTTCTCAGAAAGTGAGACTTCCTTTTTT
AAAAGTTTTAGCTCTTTGCTGCTTTGATTTTATTTGGGTATTAAAACAAAGAACGGAGCT
GCCAATGACCTTC
>AU244077 ID   AU244077   standard; mRNA; EST; 560 BP.
GAAAAGCCGTGTGGAGGCGATGGAGGGAAACCAGCAGAGGATGGAAGTAAACATCCTGCT
GATGGGAGCACATAATGTTGGCAAGACTGCTCTGACCGTCCGTTTCCTCACCAGGAGATT
CATCGGAGAGTACGGAGACATGGAGTCAGTTTACAGTCGGATGGAGAGAATCCACGGTCA
GGAAATATGCATCAACATCTGGGACTCACAGGTCGGTGAGAAAAGCTGCTGGGTCAGCGA
AAAGCAGCTTCAGTGGGCGGATGGGATGATCCTGGTCTATGACATTTGCGACCGCGGCAG
CTTTGATGCGGTTCGGCAGCAGCTGCAGCTCGTCCGGCGCAGCAGGAAGCCGGCGTCCTG
CCCGGTCGTCATTGTGGCAAACAAGCGAGACCTGCAGCATCACCGTAGGGTCTCCGGCGA
GGAGGGCCGGTTGCTGGCTCTGACACAGGGCTGCTGCTTCTTCGAAGTGTCGGCGGCAGA
GACGTACCACAGCGTCCTGCTGGTATTCCACCGGCTGGTGGACCTGGTGAGGGAGACTCG
AGCGCTCAGGAAGAGCTCAG
>AU244078 ID   AU244078   standard; mRNA; EST; 529 BP.
GTTGTGTGTTTTACAAAGGACGAAGAGTTGTGTTTCTGTGGAACGGAGTTGACCTTGCGT
GTCAGGATGAACTTTTTCTACGCCTCGTTTCATGCAGAGAACTCTCAGACTAAAATGGCC
TCAGGAAGGGTTGTTCTTGACAGAGATGCATTGTTCCAGGCAGCCAATATACTGCTGCAG
TGAGTGGCTACATCTGTGAACCTCATCTTGACTACAGCGTGGGGCTAGCAACAACACGGC
AACTGTCACAGCTGCACCTGCTACTGTCTTAGTACAGAGCCTCCCTCTCTGTCGCCCACA
GAGCGGCCCCACTCCCCCCTCTGCTTGGGTCAACCGAAGTGAAGCTTCTTTGGGAAAACA
TTTGAAAGCGGAGAACAAGATTGGATGTGAGGAATAAAAATTCTGCCCCAAGGGGCCTGG
ATTTGGTTTTCTTTGAGGCCCTGCCCTCACAACCTATTGGGCTAAAGAGTATTGGCTCAC
TAAAACACAACATTTGTCCACCTTTTTTCTGTCTGATTACTTTCTGTCT
>AU244082 ID   AU244082   standard; mRNA; EST; 564 BP.
CAATACAAGTGAAATTTGTAATGGCTTTGGGTAAGAGTGATATGAAATAACAATGACAAC
AAATGCCCTTAACACAAAAAAGGAAAATAAGTTACTGATTCTCAGTCTGAGGTGCAGTGG
GCACCATCAATTTTCTGTCAGTTCAGTTGCAAAAGGTTGGGATGTCTGCAGCCCTTCCGT
TATTTGATGCTTGATTTTGATTAATTTTACCTACCAAAGCCAAGAGGGTGTGGTCATGAC
AGCCTAACCAAGGTTATAATGAAATGCTACCGCATGTCATGCAAATTTCATAACGATGTG
GGTGGAGTCATGAAGGATGGTACCAGTCTAGAAATATTCTCTCACAGAACTGTAGGTATA
TTACTTTGTGCCTCCTTCTGTTTCATCATACATCAGGCTACAGAGTTTCTGCAAGTTTCA
AAGGCCATTTAACACTGCTTGCAGCTTTTATTTTTAAAATACATTTTGAATATTTATTAT
TTATTTTCTGTGCTGTGTTCTTTCATCTGCCCTGCTCTCAGGTATTTTGGTCGTGAAGTG



CTTCATGCATGAAGATGAAGTGTG
>AU244083 ID   AU244083   standard; mRNA; EST; 380 BP.
CTATATTGGGGTTAGGGTCGGAATTTGGACATAGCCTTAGTTCTTTGAAATCACTTTTGG
AGCTGGAACAGAGAGTTGAAGTAAAATAGTTTTCTGGTGTTTATGCTGCATATGCATAGA
CTCTTTAATGTTCTCCTGCAGCCGTGAAGTTTTGTGAAACTGTAGTTTTTCTAAATATAT
CATGAAGGATGACGGGGTATAGCATAGGGTTTGTTATTTTGCTTCACTCTCTAAAATTAA
ACGTGTTCTTCTTAAATTGCAGCACTGTGCTGGCATAATAAGCTAACATGCTTATGCATT
CAAATGAATGTAGAAATTGATGTCACTTTTCTGTCATTTAGAATTTTGTCATCACTAATT
CCAGGATTTAAAAAAAGAAG
>AU244086 ID   AU244086   standard; mRNA; EST; 296 BP.
CCGTATGTTTGCGTATGTCAAAAAAATAAATAAAACTGATAGTGTTCAGAGAGTCATTCA
AATTCTCACTGATAGTGTTTAACTTGGTGATGTCACATGAAAAGTTTCAGACGGATTTGA
TGTGGAATTTCAAAATAAAACCCAATTGAAATCTGCTATAAATGTGTTTTTGCCATACAT
TCACGTATGTCTAAAAAAATAACTGATAGTTTTCAGAGTCATTTCTCTTCTCACTGATAG
TGTCTCACCTGGTGATGTCATTAAATACGTTTCAGACAGATCTGATGTGGAATTTC
>AU244087 ID   AU244087   standard; mRNA; EST; 215 BP.
CTGAGTTTTTTTTCTCTTACTTTCTTGTATGTTTCAACTGTGTGTTTAAGTTGCAATTAA
AAGAAAGTAAGAGAAAAAGATGCGGCCACTCCTCTCTACGACCTTCCACGAACCCGGACG
ACCCAAAAACCCTCATGGGGTCAAGCCCCATTCAGCTGCATGTGACTAATGCTTAGGTTT
TTCAGCTAAAGTATGCAGCAAACCCCTCTGAGCGT
>AU244090 ID   AU244090   standard; mRNA; EST; 597 BP.
AATTGCTGGTAGCAACATACATCCCTCCCAGCTCCACCACCAACAGGAGTAAGGCTCTGT
ATTAACTACACCAGCACATCAGTGAGCAGCAGAAAGCACACCCAAAAGCCTTCCTGATCC
TGCCCGGGGACTTCAACCATGCAAACCCAACTCAATGGACAAGTCAACTTCCCCACAAGA
GGTAAAAACATCTTGGACAATGTTTACACCCCACACAATGGAACCTACAAAGCCCTTCCC
CTCCGCCACCTGGGCGCCTCAGACCACACCATTGTAATGCTAATGCCAGCATACAGGCCA
AAGGTGAAAGCCGTCAGTCCAGCTAAAAAGGTGATTCAGGTGTGGCCAGAGGGATCTACT
GAGGCTCTACAGGACTGCTTTGCCACCACTGACTGGAGTATATTCAAAGAAGTAGCTGCC
TGTAATGACATCACTGATCTCCAGGAGTACACAGACACTGTCACATCCTGCATGAGGAAG
TGAATGGATGATGTCACAGTCACCAAAACCATCACCCTTCGAGTCAACCAAAAGCCATGG
CTGACAGGAGACGTCCAAAGACTCTGGAGGGAACAGAACGCTGCCTTCAGAGCTGGG
>AU244091 ID   AU244091   standard; mRNA; EST; 574 BP.
GCCTCTTAAAAAATGTGATGTGTAGACTCATATTGTGACGTGTTTTCGTGATACCTATCG
TATGGCCTACTTTGCAGTATGAATAGCACACACCTGAGCTGTGACTTCCTCCTCTATAAA
TATGGAGGTTTCCGTCTCAGCGCAGTTCAAGCAGGAAAACAAACCTCTTTAGATATGTAT
CCATCTTTATTGATGTCATAAAGATTGAAAGCCCAGATGAGTTTTTCTTGGACCGTGCCT
CTCAGGAGGATGGAAAGCCCCATGACAAAATCCTGCGAAGGATTGAACAAGGTTCACATG
AGGGTTTTAGTAAAAATAAATCATTTTAATTCTGTGAATTAAAAAAAACAGATAAAAAAA
ACAACCCATTTCAACTATTTTTCGTCAGTTAATTAAAGTGTGCAGACACCAAAAATCAGA
AATACCCCATTATTCAAATGAAGAGCAACCTCACATTGCACATGCACATGATGTGCATAG
ACTGCACACAAACAGAACGCTTGATGAAAACTTTTTTTAATGTCCTAATAAGCGCCTTGT
CACGTTACCATGAAAAGGCGCCGCACCACGTAAC
>AU244095 ID   AU244095   standard; mRNA; EST; 602 BP.
TGGTTCCTCCGTGAGTACATCCGTGAATATTTCATGTAAAGACCACGACTTTTCTCACTT
TTTGGCACACATATTCATGTATGACCAATTTTCCTGCGTGCATCATGTACAAAATGTACG
TATAGCGACTGTGTGACACGGTCTTTACCGCAGATTTAAGTTTCTCACCAGACCTTTCAG
CTAATTTAGTCTTTTGGAGGGCTTGGCTGCTGAACTTCTCCCACTTTTGAATCCCACCAG
ACCCTCAGACACTCGTCTCCTCATCTTGGCTTTGCTCCATCTCCTCTGCCTCCTCCACCT
TCAGTGGTGCTCCTCCCTCTGATGAGAAACCTCCTCTGTGGAAATTCCTTCCATTCTCTT
CAGCTCACTTTTCTTCTGCTTTCCTTTCATCTGAAGCAGCTTCGCTCAAAGGTTCATGTG
AGAGCGACGTTGGTCTTCTCAAGTAAATCACAGCTCACATCCTATCAAGGACCCCCCCTC
CCCCTCTCAAATTACACCCTAATGGTTCAAATGTTGCATTCCCAATGAGATCTGAGGGGA
ACAGAGGTCATGGCGAAGGTTCCACCTGACCATTTATGAGTCAACTAAAGGTCACAGCCA
AG
>AU244097 ID   AU244097   standard; mRNA; EST; 542 BP.
GTCTGGCTGAGCGGATTNACCTGCAGTAAAGACAGCAAACAAGTTTTATGGTTTCTGAAT
CTCATCTCTGCTTGTGTGTTTCTGCTTTGCTAAAGACTTCTTTTTCATCCCAGCACTCTC
AAACAATTTTAGTTTTCAAGTTTGATCTCAGTTTGGGGAAAGACTTCTGGCTAAGAANCT
TTTCCTTCTTGAAAGCAGCTCAATTGATGCTCAGAACTGTCTTAGTCAACGAGGGTTTTT
GGGTTGTCCGGGCCCGTGGAGGCTTGTTAGAGAGGGGTGGGTGCATCTTAAGACGAGCGG
AGGTGTGTCCTGCAGTTCCCTTGAGGCTTGTGCGGCCACCTCAAGGGACATGATAAAAAT
GGAACGTACCACTGTCGTGCATTTGGAAGTGTAACGTGAAGTATTCTTAAGGCTAATGTA
AGTTACACGCACTTATGATGTACGGGTGGTGCTGTCTATGGGCCCAATAGACGGACAGAC
CCGTCCCTGCACCTGTGCAGGTGATACTTAATGCCCATAAGGTGCAAACACAAACTACAC



TT
>AU244099 ID   AU244099   standard; mRNA; EST; 363 BP.
AATTTTAATAATACCTACACTTGATAATAATTAAGTGCAGATTACTATTGATAAATATTC
TGCACTTTCGGCAACTATGTAAATATATCTGCTTGTTTTCTACTCCTTTAAGAAACAAAG
CAAACTTCAATGAATATTTCTATTTAGTGAATCTAATGTGACATGCGTGCACTGTCTGCC
TAACTGTATATGTTTATTTATAACTATAATTTCTTAAACTGCGAAGAGGGTATCTTTTAT
CTACAGTATTTCTTTCTAATAAATGCATTACTTGATATCTGAAATGGGTTTCAAGTATCT
TTATTTAGTATTTCTATTTTGAAATATTTCATTATTTTAAGGCTTGACATAAACTAACGA
ATC
>AU244100 ID   AU244100   standard; mRNA; EST; 583 BP.
CTCCTTTTTTGGGGGCTAAGAGGATTACTGTCTGGCCCATGTATCAGACTTCTCTCTCAC
ACACTTTCTCTCAGGGACAAAGTCATCCTTCACTCACTCCAAGCAAAAGTAGCGTCTTGC
CACTAGCTGCCTGGCTAATGACATTTATCCTTATGGAAATGGAGAAGGAGGAGACAGCTT
TAGATGCAGATTTGGACACACATGTATACCTGAGACAGGCAGACATAAACCTGCCGGCTA
CCTTTTTGGCAAGCATGCTGTGTGATACACACACAAATATATGGGACAAATGTATTCATT
CACGTTCACCATTCCCCTGCAGCTTCTTATCCCCTAACTGGCCACCAGTCAAAATAAGCC
TTATTCTCTGAGGTTTATTTTTTCTCCTAGCTGGGCTTGGCTAGGCACACTCAGTTAAGA
TAGCAGCCAAACAATTCCTTTCATTTCCACCAACCCTTCCTTTCTGATGCAAATGCCTGG
ATGGAGATATTTCCCTCCTTTCAGAGGCATTCAAGGTGGCCAAGTTTCTGATTAACTCAA
AGACAAAGTTTCAAATGATTCAGGTCAAAAAATCAGCTTCTTC
>AU244103 ID   AU244103   standard; mRNA; EST; 132 BP.
CTGGAAAGTGTCTGGACCGAATGGAAGTCCTATATGAAATTATGATCAATGGTTAGTATT
TCTGTCTGAAAATGTTTATAATTTCAGCTCAGTTTGTTCCTAGGATTTGTGCATTCAAAT
TTGTCATTATTT
>AU244104 ID   AU244104   standard; mRNA; EST; 318 BP.
CAAATTAATAAATAAACAACAATAACTTAAGGTTAAGCTAAAAGGGTTCAGGGTGAACCC
AGGCCAAAATAACAAACAAAACCCCACCTAACTGAAATCTGTGTTCTTACCTGTACTAAA
AGAAAAGGGAATACAAAAACAAACTCTAACCTCCCTGGACTAAAATAAACAGGAGAAAAT
GGTGTCCACCCCTACAACTTCACCTAAACAAAACTACACTAAAAATCTGATCCTGATATC
AAGCCCAGAAATGTTTCATGCTTATATATAACAGCTTATTGTTACTATTGGTTCAATTAA
CAAATGGTGTACCCTAAT
>AU244105 ID   AU244105   standard; mRNA; EST; 344 BP.
GATTGTGCTGATCATTAGTGACCAGTACATTCTATCATTTTTGAGCCTGTTCATGTCTTC
TTGACAGGATTCCCTTTTGTCAAACTTCATCAATGCAAAACCATTGTCTGAGAATTTGGG
TGGAGCATTTTCCAGGCATTTTCAGCAAAACAATGCTGATTATGTTGGTGGCAGGTGCAA
TGAAAAGGACTGTTGGGACAGGGCTTTTGATTAAGATGACCTGACATTTAGTGGGAAGCA
AACAACCTTAAACTGGACTGGATTAATATCATTACCTTATTAAAATTAACCTGTAAGATT
AAAGGCATTAAATGTCTTAAGACGGGGGTGTCCATACTTTTTGC
>AU244107 ID   AU244107   standard; mRNA; EST; 528 BP.
AAAGCTTATCACAAGGCCCCACAGATGTGTGACAGTGAGGCCCAATATCTGTCCTGTAGG
TCCTCCAATGGATCGGGATGCCATTTGAAGTTTGTGCTCAGTCTCAGATAAAACCATCTT
TTTATTTTGTTTTGGCACTTTGCTTGTGTATGTTGTAATGCATCAGTCCACTGAATGTAA
CCATGTCACACCAGAACAGCCCAACACCACAGATCTATTCACACTTGGGTTGAAGCGACT
GGTAATCGTCACTGTCAATATTGAAAAATGTTTTTTTCTCTATTAGTTTAGCACCAACAA
CTAAAGTCATCATTGTCAAAATAACTGCGACCAATGGATTAATTAAAAAAAATAACTGAA
AGGTATAAGAACAAATAAGATCATTACATGCAGTTTTTATTCACAATCATTGCAATGCAA
TTTCACGGCAGAAATGTTGTGGGATGTGCATCCAGATGAGCGTGTCCAGTCATTTGATGG
CTTCACTTATGTCAGCGCCATGAATCCTAGAGCTCTGTTTGTGACCAT
>AU244108 ID   AU244108   standard; mRNA; EST; 605 BP.
GTCTTCACACAGGATTAAGCCTTTTTTTCAGACTTTTTTTATACTCTCAAAACCCCTCTT
CCTGGTGTTTTTTTGTGTCTCTTTTTAATAATGAGAAATGTTTGGCACAGTGGTACATTC
CATCTCCAGGCTTCAGCTTCACAGGGTCAGCTGCAGTCAGTGATGGACCTCCAAGAGCTG
TTTTAATTAGAGCTATCTGGACTCTGGAGACATCCCTCCCTAAATAGAACAAAGCTGGTG
AGAGACAAAAAAGTTTGCCTTTCAGCATGCCGCAAAACACCAACTGCAGTCCCCTCCCCA
TGGGTTAGTGAACAATAGTTGTCATATTCACACTACACTTCACTCCTGCCTCATGTGTCG
TTATTGGACGATGTTCCTTTGAGCATGTAATCCTGTTATCAGTAGTGTGTGGATAGTGCA
GAGCAGGGGCGGCGCGCCCAGCATCACCTGGCAGATGGTAATGATGAGGGCAGGCAGCAG
GAACACAGCCATGGTCATCCAGGTGACGTAGGCTTTGAGCCCCCACGGCTCTGTGAAGTG
TCCCCAGCACTCGAACTCTCCAGGAGCCACTTCAGATCGAGAGAAGATGAACACCTGACA
GAGAC
>AU244110 ID   AU244110   standard; mRNA; EST; 432 BP.
GAACATAGTTGTTCTGAANCTATATTGATAGACTAAATTTTTTTTGAAACCTCCTGGGTA
CCTTATGGAGAATCTGGCGCTTCTTTTATTTGAAATAGCAGTGGAAGCTTGGCAGTCTAG
AAGAAACTTAGCATGTCATGCACCACCCTCTTTTTAACCTCACACATGATAACTGCACCC



GGCCTGCCTATCCACACCTTCACAACATCTGTCTTCTTTGCCCTTCCCTCAGTCTTCAAT
ACACTGCTCTCCTGGTCCATAGCCTTGTTCCTTCCTGCGTGGATTACAGCAATCCCTACC
GTTTGTACTTCGTCAGAAAACACTCCGTAAACTCCCACATGATCACAACTCAGCTGCCAG
AATCATCACACAAACTCTATCCATCCAACACATCACACCTTTACTGCAGCAGCTCCACTG
CCTAAACATCAC
>AU244112 ID   AU244112   standard; mRNA; EST; 600 BP.
TAAGGCTGGTTGAAAAAGAGTTTATTTGAGATGTAAGAAATACACTAGGCAGGGCCTCAA
GCTATCTGCTCGGCTGCATTCGCATCCATCGACTTGAATAAAAATAGATTCAAGCACGAC
TTTATTTTTCCTTGTCTGAGCTTGCATCTGGTTCTTAACTGAAGGACTGGGTAGCTCCAA
TATTGTTTGCCATTTTTGTTGCACCGGTAATGTTAGATTGGGGTTGTAAGCTAGCGGGTT
AGAGTGAATATAGATGGATGACAGGAAGTAGCTGCAGGCTTACTACGTGCCACAACTCAG
AGGTGAATTTCTAAGGAACTCCTGCCACTCTGCAGAAACTTTGCCTAGAAAACTATACTG
GTTTTTGATTTTGACTAAAACGCCATAATTATCATTTAAAGACCACAGGAAAAACTTCTA
CAATATATTAAAAAAATATGACCAGAGTGGGTCTTTAATGTTGGTTTTTGAACTTATGAA
CAGTTTTATTCTAAACATCATTTATTGACCTTTGCCTCATCTCACTTCGCAGTTCAGTTG
TTAAAGTTTATTACCATGATGGAGACACTCTTAGATCCTTTCAGTGTCACTCTAACTATG
>AU244114 ID   AU244114   standard; mRNA; EST; 601 BP.
GCCTTAAATTGGTACCTACACAACTAAAATAGTCATTTTAGGTTAAGTTTAGAAACAACA
AAAAACAAAATACAGACAACTTGGTTTCAAAAACTTTACTTTTTTGTTGCTAGATCTAGT
GTCACAGTGTCACCTGCATTTAAACGGCAGAACACCCCGTCAGAAAACAGGCCGCGGGCG
GGTGATTCTGTGCTATCCACAGAAAATAATATTTTATTCATTCCAGTCAAACTTTGCCTT
CAATCTGAAGTTTACAGTTTTCAAGCCCTGATTGATTCTGATGCCGAACAAAAGTTCATT
GACCATCACCTTGTCACCCAACTAGCTCTACCCACAGAAGCTCTGGATCCCCTTGTCAAG
GCAGCAGGACTGGAAGGACAGCATCTTTAATGCATCACGCATCGCACCAAACCCATTCTC
CTGATGACTTCTGGCAATCACCGAGAACTCATTCAATTTTTCGTCACGCAAAACTCTGAG
ACACCCATAATTTTGGGCTTCCCCTGGCTCCGTCTACACAATTCGCAGTCTGACTGGGGT
CGTCAGCGCATTACTAATTGGAGCACCTTTTGTATGTCTAATTACCTCCAGTCTGCTATT
C
>AU244115 ID   AU244115   standard; mRNA; EST; 110 BP.
TAACACAAGCTCACCCATAACTACACCATTAAAAATGCTGCAGCCTTTCAGCCGGCCTCT
AACACTTTTCATTTGTTTAATCATTTGCACAAGTCATTGTATGACTGACC
>AU244117 ID   AU244117   standard; mRNA; EST; 405 BP.
CGTCATATCCGCCGTTTAAAAAAAAAAAAGTAGTGAGCATTGCCGAATTGCTTTTAAAAT
TCAGAGCACTAGATAGTCCCGCACTATATTAGTAGTTAGGTGTTAGGGTTGGAATTTGGA
TATAGCCACTGCCATTAGGTGCACAGTAAATGTCTGCATTCCTTCGTTTTTAGCTAAATA
AAGTCAGGATTGCAAAAAAATAATTTAAAACTTTAAAAAATTTCAATGAAACATTTTAAA
GTAATAAATGTAAGTCATCATTGAGGGGGGATGAGATGCGCTCTTGTGTTGGGTTCTAAC
CTCGTCTGGTCATGCTGCAGAGAGTTGGGATCGGAGATGAAAAATCGTACTCTGAAGTTC
AAATAAAAGGGGGACACGAGGCCTGTGCGGAAATGTCATTTCGTT
>AU244119 ID   AU244119   standard; mRNA; EST; 467 BP.
AAACTGGGGAGCATTTAATGAAGGATAAGATGTGAGCAATATTTATGTTTCTGGCACTTT
GTCTTTATACCTAATGTCAAAGGTTTCCTCCAAAAAAACCCAGTGTTTAGGGATTTGACT
TAGCATCCATTTGTGAGCTGTATGCCAAAAAAGGGTTTCTGTTTATTTAAATCTGTTTGA
GAAGCGTGTGAAGGTGGAGCGCGAGCTTCTGAAGACCTGCTTGACTTTGTGAATTTTGGA
GTGCAGGTTAAGCTGCAAAAACACTTCTGTTTCACGACTTCATAAAGGTGCTTTTTATGA
TTCCTTTTTCTTACAAATTAGTGTCTTTTTCCTGTAAAATGATCTTGCATATGGTTTCAG
AATGACCTTTATTGATTGTGGATTGGTTCTACAGTATTCTGCTTAAGTAGAGGCATTGAA
GTATTGATCATTCCTTAACTTTGAGAATAAACTCTGGATTTATGCTC
>AU244121 ID   AU244121   standard; mRNA; EST; 349 BP.
TAAACATTAACACTTGGAAACATTAAACTGAGTAAAACAAAGTTGATTAAACCTTATTAT
TAATACCTTGGTAGCTGCTGTTTGTTCGCAACCAAAGTTGAAGAAATATACAGCTACTTC
CTCCACGTGATTTCTACTATATATATCTCGTTAAATAGACACTTCTCCATTTCTGATGCG
GATTTCCCGAGCCATCCTGCACATTTCGCAAAGTCCGCAGCAAAAGACCATAATGGCATC
GTTGCATACTGTTCCCTGTTGGTCAAAGAATTACAACATAGATTTAGCAAACGGAAAGTC
CACCCTTGTATTAAGAAATGTGAAAAAATTTGTGTTAATGACACAACTT
>AU244123 ID   AU244123   standard; mRNA; EST; 271 BP.
CAGGGGTCAAAGGACACGGTTAAAAGGCTCTAATGCAGCTGAGCACAAACATTCTGCCAC
AGNACACTAATGTCATCCTGTCTGTATAAGAACAGAAAGTGGATTTCACTTCCTTCTTCA
GCTCACGGAAACCAGGTTAGTGGGAAAACAGATGAGAAAACTTCATGTTTATTTTAAATT
TTTGTCTGTGTCCATGTTAATGTATTTGTGAATTCTTTGAGTGTATGTACAGTGGGCCAA
AAAGAGTTTAGGTTAATGATTGGTTATTGTC
>AU244128 ID   AU244128   standard; mRNA; EST; 541 BP.
GTGCCTAAGNAGCGAGTATGGCAAGAAAGCAGTGAGTAGCTGTTACCAATGGTCTCTTTT
CTGTGATCAGTACTTTTGTTCAGGGAACTAAAAGGGAAAAAACAAACAGGCAAAACAACT



TTTGCACAGTAAAACGTAGTTTTAATTTGTAACTATAGAAATAAAATAGAACATTTTATA
GCTAATTTATACAAACTATGCATATTAAAACGCAGTGTGGAGATGTACAGCCTATATAAG
TCCAACCTGCGTCTTTAGTATCACTGATTCTGCAAATTTTCAACCTAAAAAGCTAAGATT
GGTATGTAATGTTCATTTTAGAAACACTTCAAATCTGAGAGACTCAGGAAAGTCCACTGT
ATAATTTCTAAAGAAATGATTTGTGTAATGGAGCATAAATTAAAGATTTGGCTAAAAACA
AAAATTTAACTGCAGTACTTTGTAATGTAGCTTTGACTGTCAATGACAGCAGTCAATCAT
TTCCTTTAGGTCTTCAGCTGATGTAGCTGCGGTTTTGGTCCATTCATTCATGCAGATCTT
C
>AU244130 ID   AU244130   standard; mRNA; EST; 219 BP.
TACAAAAATATTTATGTTCAAAAAGCAGCAATACTTTGGCTGGCTATTGGAATCCAGCTA
AGTATTTTCTCCACATATTTCTGTTGGTAACGTTTTATAGTCTAAGCCTTTAATGTGTTG
TGGCTGTTGGCACATTTTTTCCTCTGTCAAAGTCCAATTCTGTCAGCTTAGTCTACTTTA
TGGCCTAGATTCCCCTGGCTTGAACAGATTCAGAAAGAC
>AU244133 ID   AU244133   standard; mRNA; EST; 522 BP.
TAGTATGCCTATTTAGGTCATTTTGGGGCCGTAGTGGTTGATGCATATTTGCATCAAAGG
CGTTAAAAAGAAAAACCCAGTTCTTTGTCAATTTGGCAAAAATCTATTTAAAAAAATAGT
TTTAGTCTTGTGAAAATTGTTTTATTAATATATATCATATTAATAATTAGCTTTTACAGC
TGATTAGTCTGAATAAAGGAGGATTTTACTCTACAATTCCAAGTATATAGTATTGTGTAG
ATGTAACTTTAGTATTCTGTGTAATCGTTGAACCCGTCTGGGGAAAACCAGGAAAACGAT
GTGACCCATCAAGATGAGTTTCAACGTTTTCTGCTCTTTTGTTTCATCTAGAAAGTCAAC
TGAAGACAAAGTATTTTCTAGCGTTGGTTTGAGCCTTTTCTTTGCTGAAAGCGTCTGTCC
TCTAACCAGCTAACTCTGGGGTGGTTCTGTCGCTGGAGGATGTGGAAGGAAACATGAAGG
GGATGAGGCTGTCCTCTGAAGCGCCTGTGCCAAAGGCGTCTC
>AU244137 ID   AU244137   standard; mRNA; EST; 498 BP.
CAATAAATGATGTGTTCCCACCATGACGTTTTGAAAATTAGCCAAACTTTTGAAATGAGC
AGGGAAAGAACCTCTACTGCCTCTAATTTTGAAGTAAGGTTTTTTCATTCTAATGAGATA
GGGGTCTCAGAAATGTGTGTATGAAATATAAAGTATGTTTTCCAGTTTCCTTCTGTTCAG
CTTAACATTGAAAAGGACACATTTGTTGTAGAAGATCAATCACTTTGAGTTTATAGACGG
AATCTCCTGAGCAAATGCAATTGTTCATGTGTTCAACTGAAAGGAGCTTCTTTTGGTTTT
TAATTAATATAATCCAAAGCATTAATATAAATAACCATCTACAAATCCCCAAAAGAGCCA
GATCGACTGTCAATAACTTTCATTAAAATAAAGTTAGCCTAAAAAAGAATTGTATTCTTC
AATTCTGCTCCCTTCTAATCATGAAAATGATCAATATGTGAGACAAATATGTAAACATTT
GGACATCAATTTTCATGA
>AU244138 ID   AU244138   standard; mRNA; EST; 229 BP.
CTGCGTCCCGTCGTTCTTGTCATCCAGCCTCTTTTCAGGGGAGAATTGAGGAATTGTGTG
TCCGCCACAACCAGGCTCTGTGTATAATTTTGGTTAGATGGAAATCTCTTCCTTGAAACT
TTATAACAAAGTGTCTCGTATATCATTGTGATCTGTAAACACAAAGTATAGACTTGCAGA
AAACTGGAATCCTTTTTTTTTCTTTTGTTGCAGACAAGAGAAACCCTCA
>AU244139 ID   AU244139   standard; mRNA; EST; 599 BP.
CCTGGTTGTGGGTTTGTGTGTAGCTGCAGCTCCTGGTTGTGGGTTTGTGTGTAGCTGCAG
CTCCTATTTGTGGGTTTGTGCGTACCTGCAGCTCCTGGTTGCGGGTGTAGTAGTCGTCCC
GGGCCTGCTGCAGCTGGCGGATCTGGCTGTGTAACCGGGTCACCACGGTTTCCCGGTCAT
CCCACAGCTGCCGGTACCTGTGCTGCTCCACCTGCAGGCTCTCCCTCAGAGAGGTGATGT
CCACACTCTGCAGGTTCAGCTGGTCCTTCTGCACAGATCACATTTGGAAAAGCTTCCAGC
AAACATCTGTCGTGTTCAGAAGTGTGACCCTCTGACCTCTGCTGCTGGTTTTATGGTAGC
TGATGAACGACAGGAGGATGTTCTGACTGGAGAGCTTTGAACCCTCCCCCTGCAGGGTAG
TTTGTGTCTGTGTTGCTGTGTGCATACCATGGCGTTGTTCTGCTCCTCCAGTGCAGTGGC
GTTGATGATGCGGCGAAGGAGGCGGCGGTTGCGGACCGCGTGCTGCTCCCTCTTGTAGCG
CTCAAACAGCAGCTGGTTGTGCAGCAGTAGCAGCTGACTGCGCAGCGTGTGCAGCTCGT
>AU244141 ID   AU244141   standard; mRNA; EST; 483 BP.
CTGATCCTGTCAGCACAATGACTTAAATTGAAACTGACAAAGCATGTGGACAAAGCATGG
TCTTCAGGACTAATAAACAAAAGATGAAAATGATTCCTCACCACATTCGGTCTGTCACAG
ATGCAAAAAACACAGATGTTCATGATAGTNAAACATCTGATCTGATAAACCAGTGATGGT
GAGTTGTAAGAGAGTAAAAAAGGTTGAAGTTGGGTGGAAAAGTCCGAAAAAGAAGTTATC
TTATTTAAAGCAGAGATGATCTTATCCTCTACAGATTTATGTCATCATTTAAATCAAATT
AGCCACCAACACCAGTGTGCACCTGTTCTCAGAAAACCTCATGCAGGAACAAACTATAAC
CGCAAAATTCTGGACTTTCTGTGAACTTAACTTGGAGGCTGAGTAGGAAGGCGAGGCCAC
CTGAGGTGAGGTGGGAAAACTTCACAGATGTGTAGAAGCGGTCCCCGAGTTTCCTCGTGT
CTG
>AU244144 ID   AU244144   standard; mRNA; EST; 209 BP.
GTGAAGCTGGCGTGTCTGATAGAGATGTAGCCCAGCTGTTTCAGATCCAGGAAGATGAGG
ACTTTTATGGATTTTAAATGCTGATTGATGACTGAAAAAAAGAAAAAATTAATCACAACC
AACTCAGTTTTGCGCTCGCTGCATTTTTCAAACACACACCTGCATGCATGTTTTAGTGGT
ATGTGTTCACATTAAATACAAAAAAAAAC



>AU244146 ID   AU244146   standard; mRNA; EST; 531 BP.
GTTTCATTTCTCATAAATAGGATATCCCAAAATGACCTAAAATTATAAATCATTTTCATT
ACGCCACAAACATTGGAACAAAGTCACAATGTTCCATTAAGTACCCTATTTCCTTAAAAA
AAAATTCCTATTCATTTTATTTTATTTAAAGTCCCACTCCAATTATCTTTTGATCTTTGT
AAACGTGTTCCCAGTGATCTTTTAATTAGGATTTTGCCGTTTTTAGCCAAAATAAAAAAA
AAACCTGTGTCATTTTCTAGAACATAGAGCGACAGTTGGTCATATAAAATTCACCTCTGA
GTTGNGGGCGGAACTGTTGATGCAGAGTAAGCCTGCCCCCATTTACCATCACAGATGCAG
CAAAAGCAGCAAGAGAAATTGGAACCATTCAGCCGTACAGTTTTTAGCCAGATACCAGAT
TTAACAAAGATGTACATGAATTTATGGTAGTTGTCTACAAGAGGATGCATCAGAATGGAG
CAGAGCAGGGAGCTTGTGGCCTGTTGCCTGTAGCCATTATGTCACAGCTAC
>AU244149 ID   AU244149   standard; mRNA; EST; 121 BP.
TCTCTGGTCTTGCTATTCTGTTTGATAGCAGTTGTCCTCATCATCATCCTCCTTGCAATC
ATCTCCAGCTCTATGTTTAATTCTGTTTTTGTTTATTTTGCTTGATTTGATCAGAAAACA
G
>AU244151 ID   AU244151   standard; mRNA; EST; 177 BP.
GAATGACCACACTGTAGAACTTCTTTTTATTCTATGGGGGATAAAATACATATTTTTGTG
GGTCCTTAAGGTTTATTTGCTGTGTAAAGTAGCAGAGGTGAAAAAAATAAGAGATTGATA
TTTGGCTCAATGCTGTCTCACTGCCGGTTAAAGATAAAGACGTTCTGATGACAGGGC
>AU244153 ID   AU244153   standard; mRNA; EST; 468 BP.
GTTCACTTAATCCACGGTCTGATACCGGATCCCGCGGAAAGCTACATCGCTAAAGACGAG
CTTTAGCTGGTATTTTTGTTGGAACTGAGAGACTTTATGAGCAGAATCAGAACAAGGAAG
TGAAGACTTTAACCACTTCTGATTGGTCAGACTGATAACGTGTGATTAAGCCTCCAAGAA
TGATTGGTGGAGACAGTTAAAGGGGCGGGACTTTTCCGAAAATAGCTGTAGCTACGGCTA
AATCGGGGTAGTCATTCTTATCAAAATGTCTTTAATAGAATCAAATAAACACAAAAAACA
GGGCCTGTTTAGATGAACAAAGAGATGATATCCTGCAGATGGTAAATGTCTTTAGATCAG
TTAATGAGGGCAATTTCCCACGGCACATAGGTTGAAAAACACTCATCTAAAGAGAGCATT
ATTAGAACCTTCTAGCACACTGTATGGTCACATGACTGCTAAATTCAA
>AU244156 ID   AU244156   standard; mRNA; EST; 35 BP.
TTGATATGGTTCTCCATNTGTGTCTAGGTGATAGA
>AU244157 ID   AU244157   standard; mRNA; EST; 541 BP.
CGCTAAACGAGTCACGTGACGCGCTTGACAAGTATGGCTGCTTAAGTAGCGATCTGCGCC
TATCCCCGTGCATCTTTACTGACATTAATGCAACCAAGAGCTAGGAAACGCGCTCCACTG
ACTGGGTAACGCGATATAACATCACCGTAAATGCCAAACACTACTAGACACTCCGCCAAG
TCCAACTCCGGGGCAGCAGGGAGCAAAGTCTCTGAGACTTCTAATGCTAGCACGGCTAAC
ATGAAAACATCCCCATGGCGACATGAAGCGAATACGGAGGAAGGGCCGACCGGCGATGTG
GCGAAAGAACTGGCTCGGCTCTCGGCGCTTATTTTGGAAAAGGCTGAAAGCCAAGACAAG
AAACTGGAAGAGATACGGGTGAGCACAACTGCTACCGAAAGTAAATTAGCGGATATAGCT
AATCGGATTGGTGAAGTGGAGAGCAGACTTTGCTTTTTGGAAGACGCCCACAGGGTACAA
GAAAGCAATCCTTCTGCTTCCAAGGCTGAAGTAGAAACACTTCGCCAAAAGATGGATGAC
T
>AU244158 ID   AU244158   standard; mRNA; EST; 92 BP.
TCACAAATGATGATTAAATGGCCCTGTAATCAGACGGAGACTGTGCGTAAAAAAGTGTAT
TTTTTGTCCATCAATCGGAGACAAAGATGGAC
>AU244160 ID   AU244160   standard; mRNA; EST; 577 BP.
TCTAAAGTAATTTTTTTTNTTTTAAGAAATTAAAAACCTATATGCTCTCGCGGGCCACAT
AAAATGACATGGGGGGCCACATTTGGCCCCTGGGCCTTGAGTTTGACACATGTGATGTAC
AGGAACAGAAATCCACTTGTGCATTTTGAGGTATCAAACTATATTTACTCAACATTGTAG
AAACAAGATAATTTGGTTGAAACATTACAAATACTTAAATCGTTTAACCATCTTCCCGTT
GACCTTTGACAGATCTTAAATGCAACGATGGAAAGTGCCGCTCCAATCATCTTCTGTGGT
CTTCTAACTATGATTATGCCGTTTTTAGCCAAAATCGACAAAGCTGTGTCGTTTTCTTGG
ACATAGTTTCTGCAGAGCGGCTGTAGTTAGTTCATAATTTGCCTCTAACCCCACCCCTCT
TCCCCCCCCTGTTGCGGCGCGGAGGAGGGAGCTTGTGGCCCGCCCAGTGTATTTTCTTCG
TCACAAATAAGGTCTTCTTCAGACGGCGGTTTTTCCATCTGCTCCTGATTCACAACAATT
TGAATGAAGAAATACTCAGGAATGCAATTTAAGCTTC
>AU244162 ID   AU244162   standard; mRNA; EST; 78 BP.
TGCATATCATATCTAAGTTATCCCGCTTGACATGTTTGTTCTCATTACTGGGTCTCCCTG
ACATAGCCTTGAATCCCC
>AU244163 ID   AU244163   standard; mRNA; EST; 237 BP.
TTCTGCAAAGGCATCAGTAGTCACGGGTTCATGACATCATTCAGATTCTTCCAGTACGGT
GAACTTCACCACCTACTGAATGATGGCCAGTATCAGTGGTACTTAGGGCTGGGCTTTAAA
TCGATTGTATCGATTAAATCGCGTTTTCCTACCAGGAAGTAAAACGACTGGATCACTGTC
TTTCTCTCCTTTTGGGTGCCACTCATTTCATGACGTCAACCTAGAGTCAGCCTCGGC
>AU244164 ID   AU244164   standard; mRNA; EST; 238 BP.
GTACATTTCCTCAATTGAGTCCATTATTTAAAAATGTGATTCTTTATGTTTCCATGTGGC



CTGGACACCAAGNAGAGCACGAAGATCGTTGGATGGGTCGTTTTTGACCCGTAAATCATA
AAAGCTAAACAGACAAATGTCAAAGGCCACACGCTAACTCTCTCAAATTCATAAATGCAC
ACACATCTATACACACACACAGTTGTTGCCCAAGAACCCTGTCTAACATCTTCAGTTC
>AU244169 ID   AU244169   standard; mRNA; EST; 361 BP.
CCCATCTGTCATGGTGCCTTTGTCAGACTCCTCCCCCTCCAGCTTGGCTCCTCTCTGCTC
CTGATTACTCCCCAGCTGCCGTCACTCCACTCATCAACCTCTGATGCTTAAAAGGAGACC
CAATGCCAGAAATAAACGCCAGATCGTTGCCCATTATGATGACTAGCCTGGTCTTGTCTT
AGTCCTAGCACTTCTTGCCTAGTTTATAATTCATGGCTCTAAATCTTGTCTCCTTGTCCC
AGGAATCCTGCTCAAAAGTGACGTCAGCGCAGACACCCAAGCCTGCTGTCCGGAAGAACC
CGAGGACCGCCGCGTCTGTACCTCCAGCCGTGCCACAGCCTATCACTATCTGGATCAAAA
C
>AU244171 ID   AU244171   standard; mRNA; EST; 391 BP.
CACAACCATCCAGCCTCAAGGCAGACACTCTACCACAAGGCCACTGAGCTGATATCAATA
TCTAATGCAATGCTGAAAGGTATGAGGTCAAAACATGTCATTTTGTAAAAACAAAATTCA
ACGGGTGCCCAAGAAGTTAAAGAAAAGTAGAAGCAGGAAGTGCAGAGTTTTGTGGCATTT
GGTGTTGCAACCTGATCCTACACTTCTAATTCAGGTCCTGATCTGGAGTTCAGCATGCAC
GACGGCACCATTAGGGACCTGGCCTTCATGGAGGGGCCGGAGAGTGGAGGATCTATTTTG
ATCAGCGCCGGAGCTGGAGACTGTAACATCTACACCACTGACTGCCTGAGAGGACAGGGC
CTTCATGCTCTCAGTGGACATACAGGTGTCC
>AU244172 ID   AU244172   standard; mRNA; EST; 543 BP.
GTCACTTAAGGTAGCCACGCAAGCCTCAAAGGAACTCCAAGNACGCACCAGTCCTCCCTT
TGAGATGTAAAACTGCTACTCTATACTACTCTCTACAGGCCTGGACAACACAAAAACCTG
CATCACCCTTACGGATCAACCCCCCATACGGGTGCATGTGACTAAGTTGTTACATGTGTG
TAACAGCCACTGTGTAACGGCACGACTTATTTCCTGCATTTGGTTCAGACGCAGTTTATT
TTTGTCTTTGTTGAAGAGATCCAGAAGTTCCTGTTCCAATGCCTCAAACTCTTTGCAGGG
GTCAGTCACTGCATGACTCTTGAGGAGCAAACCTGAGGAAGATTAGAAATGGGAGCTGGC
TTTGTCCCGTTAGCATAGGACACAGAAAATTTGCTGTCACTTTAGTCAGCGACTTCTGGG
TGTAAATATCGTCTCTTGCATCTCATCAACTGACCTGTGCCTCTTTGTTACTCTTTATGT
GAGCTTGTCCTCCTAGTGGCCATGATCCTGTTCAGTTTGTAAAAACATGCCTAAGCATAT
GCT
>AU244175 ID   AU244175   standard; mRNA; EST; 593 BP.
TCCAGGTCAATTTTCACTGATTGAAGAGGTTTATGTAGATTTCTCTTTGTAGATTGCAGA
AGCAAAAAAAAAGTTATATTTTGTGCAACAATTTGAGATCAAACACCGACTGAAATATTT
TCTTAAAATATCCCAATTTGTCCGAATCTTCAAATTTCTTCTTTGCCAAAATGAAATTAT
ATAGAAATGCCTTTATTTTGAAGGATTATTTCACCCATGTTTTGTTAGAAATAAAGAGAA
ACACTGGAAGGGGTTTAACTAAACAGCAACAGTTCATAACTGATTATAAATTTTCTTTTG
CCGACTCTACATAGCACAATATTAAACTAATTTAACTAAAAAAGCAGCCCAAAAACAAAT
CGTAACAAACAAACAAACAAACAAACAAACAAACCTTTACTAACTTTCTTACTTGTATAT
CTTTGTAAAACTGAAATCAAAAATAATCACTGTGAGATGTACACTATCCAGATGTGGAAG
AACTACTGTTTCATAGATGTAAAAATAAGAATATATCTATGTTCTCCTCAAAATCATAAT
TTTTGAGACCTTTCTATTCATGCTCCACTTAGATTTCACTTTGCAATCATGTG
>AU244177 ID   AU244177   standard; mRNA; EST; 411 BP.
GATCTGCTTTTGAAATTCGCCACATTTCTGGACAAAATTTATCAAAAGAGAAGAAAAATA
CAATGTTTTTGCTTTATTTAAAAAAAATCTACACAGTAAATTATTTAAAAAAAATGAAAG
GCTTGAAAATCTCCATTTCATCCTGAGTTATGATTCATTTTAGGGGAACGAGTGAGAATN
TAAAGATTTTCCAGTGGTTCACACTTTCACCAGAGGCAGACAAATGATTCATTAGATCAT
TTTGCCAGTCCTTCAGGAAATCTAAATTAAAACTTGAAATAAACTGAAATGAGTTGTAAT
GACAGCAGCAAAGATTGTTTCTATTCTGCCTGATTTTTGTCTCCAAAGTAAAAGCCGAGC
TGAATTTCTTGCACTCTGCTGCCCTCTTGGGTTCATCTTCTGAATTACTGT
>AU244178 ID   AU244178   standard; mRNA; EST; 555 BP.
GTCATCTTGACCCTATNAGATAGCACAAGGTTTAAGGCAATTATTCACGTATGTTGAGCA
TTTCAGTCTGACCCGTTGGAGGCAGAATACTGTAGAGCCCTCCTCATTGCTGTCTCATCA
AAGGTGACCATTTTGCCATCCTTCACTTGGATGGATGCTGACTGAAACGGGAACGTGTTG
GGATTTGGAGCTCCTCCAGCCAGGGAGATCAGGGATGGAGGTGACCGCTGCTGCAGCTCA
GCTTCATTCAAAAGAAGGAAAGAAAAAATACCATTGCTTCAACAATAGAAGACTGGATTT
TTTTTACTTCCTTTTTTCTTACATCAGTAATTCAGTCCAAAAAAAGTTTCTGGCACCACA
TTATTAAAGGCTAAAGAATAAATTTGTCTGAACAATGAAAAAGGCTAGCCAACATAATGA
ATAGAGAAAAAAACACAACCTTAACGGCATTATGACAAAAATTTCAATCCTCAGTCAGTA
GAATGCAGTTGTGGTGGAGGTTGAACAAGCTTGTTTAAAAAGCTGTCAAAAGAGAAAGTT
TATCGTCTCTACTAT
>AU244179 ID   AU244179   standard; mRNA; EST; 177 BP.
GCAGCCCACTCGGTCAGATACGGCACTTATAAAACAATGTCCAGTATAAATGAGAGGAAG
TGACTTTAACAAAGATATGACAACAAAATAAAAGAAGTAGTCCTCTCCTGCACTTCACTT
GATTAGTCAATCATGCCGGTGAGCTCCGTGAGGAGCGGATAAACAAAACACAAAACC



>AU244181 ID   AU244181   standard; mRNA; EST; 406 BP.
CTTTCATTAGTGTGGGTCTTTAACAAGAGTTACAGTAACAGGTTTTGAAATATTGAATAA
ATAATTTATTATGGACTCAAGGTCCATATGACCCTAAAAACAAACAGAAAGAACCAGCAT
TCATCAACCCTTGTGCTATCCTAGGCACTTTAACATTGGGAGTTGGGTCATCTAGACCCA
TTAGACAGTGCGCTGAACCTTTTTTCTTCAATTATTTGTGATCTTCACTGATGTCCATGG
ATTACATGAAATCTTTCCACCTTTATCCACCTTTGTCATGGTAGGGAGAACACGTCAAAG
TAAGGGCGGGGTCATCCAAGATAGCACAAGTGTTACAGGTACAATAAAACAATTAAAACT
GGACAAGCTGCTTTTTCCACCCTTGAATGAGAAACTATGTAAAATC
>AU244183 ID   AU244183   standard; mRNA; EST; 108 BP.
GTCAGTTTAAATATATCTGCATAAAATGTATAAACCCCCTGGCTTGTTTCTTCGTTGTTC
AATGTTCAACATTATTTTGTATTGATTTTTTACATTCAATAAAGTTTG
>AU244186 ID   AU244186   standard; mRNA; EST; 509 BP.
AAAAAACATACTAAATTGCATTGAAAAAAATCCGCAAACCAGTGAGACCACAGCTAAAAA
CTACCTCAGTTCTTTTCAGCTCCCCAGTGCTTCTGCTGCTTTCATCGTTATCAAGATCCT
CCTCTTCGTCCTCTTCCTCGTCGTCCTCATCCTCAGGTTCTTCATCCTCCTCTTCCTCCT
CCTCCTCTTCCTCCTCTGCTGGTGATCTACCCCCATAGCCATAAAGGCTCAGCAGCTCAT
GTATGGGCATCTCACCTTCCTATTAAAAATAAAGCTGAGTTTAGTTCACTTCCTATTATT
ACTGATTCACAGTAAGACATTGAATGGTGATGAAAGTTGCCCTCTGACACAATGTGAATC
TATTAAATCCTCAGTTTATAGAAAAAAACAAGTTTGTTGTTTGTCTATCTTTCTTTAGGA
GAGATTGAACTTTTTCAATTTTAAAATTAGCCTAAAGGTTGTGACCAGGAGGAAAAACGT
TATTGGTGTGATAAAGACGTCCAGTTTCA
>AU244188 ID   AU244188   standard; mRNA; EST; 498 BP.
GACAGGGTACCAGNAGATTTAGGTTTGTGTGTAATTGAAAGAGAAATGTGCAACAAAAGA
TGGGGATAAGATAAATGGTATATGCAAACGAATTAAAGGCATCTCTCGTTCAAGACTTTG
ACCTACTTGTAGATCTGAGGTGTGTGAGGGCATGGAGCCCAACCAGCAGCAGAAGTTTGT
GTGTCACTGTCTGTGCATGTGTGAGAGAGCAAGGATCTCTATTAATCTCTTGCATTACTG
CAGTCATTTCCACTCTCTTCATCACCAGCAGCATGTGCTCTGTGAGATTTAAAATATTAA
AATCTGTAATCTGTCAGCATTATGAGGTTAACACACACCCGCAAGACTGGTGTCCTATCT
GTCATTTTGCGTTCCACTTCGCATGGCTCCACATATATCACAAGGACCTGACACTGGCTT
TTGTCGTTCTGGCTGCAGAAGTCTCCGCAGCCGGAGTCTGTAATTTCTCAACAGCGGAAC
AGACATGCTTCTAGACCC
>AU244190 ID   AU244190   standard; mRNA; EST; 238 BP.
CTTACTTTCACTTTTCTTCCTGTGTTCTGTCCTCTCTCTCTCCTTACCTTAATGTTTGCT
GCTTAAAAAGCTTTCTTTCTTTCCTGTGGGAGCTCAAAAACAGCTGACTTCCTGATTCAC
TCCTGCTACCCTTTTATATTTTTTACATTATTCAAACACTTGTGTTCCTTATTTTTTTAT
TTTTTTCTGAGACACAAGTCTCAAAAGAACTGTAAACCCAGAGGGCCACCGCTTCAGT
>AU244192 ID   AU244192   standard; mRNA; EST; 539 BP.
GCAGCTCATATGACTTTTAGGCTGTCAAATCTAACTCCGTATGATAGCCACTTACTCTTA
AAAAGGAAAAATATATATTTATATATTTTAGGTGCAATATTTATCAGTAGACGTGCATTA
AATCTGTAAACGTGCAGCCAGNTTCAGGTAAAAACCTTAAACTAACATCAAAGCTGCAGT
AAAAAACAGGGAAACTTCTGGCTTCCTTTGGTGGCATTTATTCCTAATATTTCTTTAGTA
TAAAGAGTAAAAAAATCAGGGAAATGCCAAATGCGTCACAAGATTAAATAAGAAAACAAC
AGCATAAATATGGGGAAAAGACAGACAATCCATCAAACTGTTAAAGAATCAATTCATCAA
AATAATGTAAGCAGTTTTATTGTGCATTTTTATAATGTATGCGTTTTATAATATTGAATA
GTGTGTCTGTGCCAGCAAAAACAAACTCGATTAGTGGGAAGTCAGCAATTTCACTCTTGC
TTCAGTGCTTTAACTAAAGTTAAAGCGAAGAACCAAATATTAGACCACTTGATAGACTT
>AU244193 ID   AU244193   standard; mRNA; EST; 554 BP.
GGGACACCAAGNGGAAGTTTCCCATGACATGGCAGAACCCATCCAGCAGCTGAGCAGCAA
CAACCATGGCACGCAGTAACAGAGAACAAGTCCCTTTTACACTTCTCGGTCGTAAGGAAA
AGTGTGGAGAGCTGCTGTATGAGAAACGACAGTATGAAAAGGGCCACTGGGCTTGCATAA
CAATGCATGAGGACACTTATGAACAGAGCATCTGCTATGGTTTTATGAGGATAATGAGAT
ACATCTGCCAGCAGAACTCTATAGGGGGCTACCTTGGCATGACGCTGCCCATTGTGACGG
TGGTTCGTACGAACGAGAACCAGTCTGTGATTTCCCATGATGTCACTGTGGCCTATTACC
TTCCTGCTGAACATCAGGCCCAGCCCCCACAACCTAACGACAACGATATAGTCATAGAAG
TCTGGCCTGCGTCCACCGTTTACACGAGAGCCTTCACTGGTCCCACAAATGAAGTGACCA
TCGTCAATCAGATCAGCGTCATGGCTGAGCTGCTGGACTCACCCGACCTGTGCGACAACA
ACTCGTTCATTGTG
>AU244194 ID   AU244194   standard; mRNA; EST; 564 BP.
TGCTGCTTTGTGTCTGTGCTGCAGGAGGAGATTTGTCGTCTCGCAGTTGCTGCTTTTGTG
GGGGCTTTGGCCGAATCGCCTGGACAGACAAAAGCGGGCCTGAGTGTGTCCTGTTGCTCT
CTCCCTGATCTTGTTACACTGCTGGTGACAAACAAGCGGCTCTGTTTTTAGCAGCAACCC
TGCCCGCTGCAAGCTTAGACCAATTCAGAGGTAACTGCTGCTCCCCTCCACCCCACAATC
ATCTGGAGATGGAGCAAACGGCTCACGATGGAAGGTGAAATTGTAGCCTTGAGTCTGCTG
CTGCGGAGTAATGTGGAGAAAGGATATTGCTGCTGTTGAGCGGCACAATGTCCTTTCCAG



TCTCTGACTCATCTGAGATTTTAATTGCATGCTTTGTACTTGTTTTTCATTTTGGTTTAG
ATGCTCTCAGAGATGCTTCCCTGCATCCCTGCAGTAGCATTAATTCCCATCATTAACAGC
TTTCTGAGACAATATTTAGGTTATTAGCTTTTGAGCACAAGTGTTTCTGACAGAAAAGCC
TTGTCATTAAGTAAAATTGTTGTT
>AU244195 ID   AU244195   standard; mRNA; EST; 345 BP.
CAACAATGTGGCAACACACATCTGAAGAGGTCATTCCTGCTGGGGGAGAAGACAGAAAAG
GTGCTCAGGACTCAGAGGTTGTGATACATGCAGAGGAGGACCTGGAGGAAGGCCAGATGG
ACTGTCACGACAAACATCAAATGGATGGAAAAGGTGTAGAGGAGAAAAAAGACATTAAAT
GTGAGGCTCAGGCATAATGGAGCATGTCAGGATGAATGAAGTGATGTTTGTAGCAGATCA
TTTTATTTATCAGGAGGTTAAGTTTGTTCATTAGCAATGAAGTGAAATTTAATTAGGTCT
GTCACATTTGAATTTGATATATAATTAAAAACGTCCTTTAAATCC
>AU244197 ID   AU244197   standard; mRNA; EST; 416 BP.
CAACGTTGAATTTGAGGGGAGGGGTGACCTAGATTGAAGCATTGATGTAATCACTAAGCA
CAGGAAAAGCCAGGTAGATGTGCACAGTCACAAACACCACACACACACACACATACACAC
ACACATGCTAACAAAACCAATAGGAGAGTTGGGTTACACTGAGGACTAGGTTCAGTGCCC
CGTATAACCAGATATGTGTTATGGGGAAACGTGTGTGTGCTCAATGTATGACAGAGATAA
AGACAAAGCACGGGAGCCATCCCAGCAGTTTTGGAAAGGTTTTTACGTAAGGATGGAAAG
GACCGGTCCAAGAGTAGAGGACAAAGAGACAGTTTGATGCAATTCCAGTCAACAGTGGAG
AGAACAGACGGATAGACGGAGAACTGAAGAGTGACTCGTGCAATTCATCAGGAGCT
>AU244198 ID   AU244198   standard; mRNA; EST; 167 BP.
GGCACGGATCTATCGGACACTTACTGTATAGAGTTCTCTATGCGTGTGATTGTGAGGAAT
GCTGCCAGATTGGCAGTGTACGAAGAGATCACAATGAGGGCAAACATCCACCAAATGCCC
ATCATCATCCTCGTTGCGAGGGTGGTGTAAGGAACCTCTCCACCTAC
>AU244202 ID   AU244202   standard; mRNA; EST; 593 BP.
TTTGTGCTCTTTATGCATGTGAATGTCCAGTGCGTCTTTGTCTGTTTTGCTTTTTTCTTT
CTGTCACGGTGAGAGGGACTCGAGATCAGGTAGGACCCAGACGCAGAGGCGGGAAGCAAA
CGGTTCCAAGACTAGACGGCTTAATAGGACAAACAAAAGGCGCTGCAGAGCAGGATTACA
AAACAAAACAAAACTTACTGTGGCGTGGCAAGAAACATGGAAACATGGCAACATCCAAGA
AATAAATGACGCTAAGACAAGAAGACGACAATGGACCAGCACAAGAGGAAGGCAGAGAAA
AGACTTATATACAGACAGGGCAGACAAGACACAGGTGAACACGATCAGGGCAGATGGGGA
CCAAGGAAGTACAACTCAAGACATGACAAGACAGGAACCCTTTCAAAATAAAACAGGAAA
CAGAACCAAACAAGACAGAACAAGAACTAAAGCAAAAACCAAGACAAAACAAACTCAAAC
CATGACACTTTCTTTGAATTAGGACAGTGCAGATGAATCAATGTTTCAGCTTCAACATAA
ATATGCCAAAGTTAGCACAGGAGCTACATTTCATCCCTTGTTCTAAGGCGGAA
>AU244203 ID   AU244203   standard; mRNA; EST; 298 BP.
AGTGGAAGCAGAGAAAAAAACGAGTCTGCATCAAAGTGAATTTGTTTCCATCATCTCACT
CATCATGACTCTGGGTGTTTGACAGACAGAAAAGTCTATACCAGGTTTTGGAAAATGGAC
AAAAGATCAAAGGAAACATCACGCTCAGAAAGAATAAAAATAATTAGATTAAATAAATAT
CCTGTCTGGAACATTCTCATGTATAAAGTAAAATTTTTTGTAAAAAAAAAAAAGTGTTGT
TGCATAATGAGGAAATAAAACACTTTATGTTCTTAATTTGTTATTTATTTATTTTTCG
>AU244205 ID   AU244205   standard; mRNA; EST; 182 BP.
CTCAGCGAGAGCGTCTAGTTTATGAACACATTTTTGGACATGCTTTGAGCATTGAATTCG
ACGCATGTCAAAGAAGCAGCGGAAGCAATTTAGATGATCGATGCACGGATCACGTTAACA
TGTTCAGTGTGAATTTAGCATAATGCCAGGCGTGACGTATTCTCAAATTCTACAAATAGA
TT
>AU244206 ID   AU244206   standard; mRNA; EST; 286 BP.
CCTCTGAACAATAAACCAATGAAAAGACAGTCAGCACAAAGGGAGAGGTTGGGTTGATGT
CGTCATATTATTGCTAAACCGCCAGAAGAGACCTGGAGACAAACAAGATTTATTGCTAAT
GCAAGGGGCATATAATTAAGAATGGCATTATATAGCCTTTTTTGAAACATCAATTTTAAG
GCCTCATGAAGTCCTTTAAATACGAGCCCAAATACTGGGTGAAAATCAATCAATGGGACT
TTAATAGTGAAATGACATAAAAATACACATCATTAATATGCATAAG
>AU244207 ID   AU244207   standard; mRNA; EST; 565 BP.
TGATTTCTAAGGTGTAAAAGTTGGTCTAATGTACCCTACTCTGTTTTTCCATTAGCTTCT
GTGGCAGCTCTGAAATAAGAGTCAAGGCACATGGCGGTGCACATGAGTACATACCTGGTT
TCTTTTTCGTTTCTTTTATTTTCCCGAATCAGGTCGTACATGGGGTCTTCGTGTGCCTAA
AAAGATAAACCAAAATGTACCGAGTAGGAGACAAAGAAAAAGATAATAAATTATACTATT
CATTAGGGATGTCCGATCCGATCATCAGAAATCGGACCTGATAATGTAGTTTCAGACCAT
TGAAATCGGATGTTGTGTCCCGATCCAGAATCAGACATTTATTTTGTTATTATTTTGATC
GTTGTATACTCCTAGCTTATTATTACAGATAAATACTACACTAGAAGTCTGCATATCATG
AACAGATTCATTGCCTTAAAGCACAGCAGAATACAGCACTAATTTCAGCCAAGAACTGTT
TGGACATCAACAGATTTGGACTTTCCTTTTCTCTTAGTAAACATTTAAAGCCTTTGTGTT
TTGTCTTAACTCTAACAATGACCTA
>AU244208 ID   AU244208   standard; mRNA; EST; 549 BP.
TCGTCCCCGTCCTCCGGGTCGATGCCGCGACCGTAACTTGTCTCGTGCGACAGCACGTAG



GGGACCATTCGGCCGGACGAAGCCTCCTCGAAGGTGACCGGCCTGACCGAAATGGATGCC
GAGACCCCATCAGATTCCTGGTGCACTGGCTTGTACACCAGGGCCCTGCGCAGGGAGCGC
GCGGAGGAGCAATGCGGACAGGGGTCATTCCGGCCGTCAGGTTCAGCGTCGACACCGCCG
ACCGTCAAGTAATCGCAGTCGACGTCCATGGTAAGGGTGGTGGTCGAGTTGAGCCCGCTG
CCGGCCGCGTTAAGTATCTCACCGTGTCCCGTCCCACCCCCATAGGCACACCTTCAGAAC
GCGAAGAAGGAGCCGGCGGCCTCAAGCCGGCGCCTCGATGCCTGGGCCTCCGTGAGCTCA
CCGCGTGCCTTGCTCAGGCTGAGCTCCAGAGAGCCTTCGTTCCTCACGACCTTTCTCAAC
TGAGAGATCAGTAGGGATCTCTCGTAAAGCAGGCTCTTGACGGAGATGTCGCCGATTCCG
ATTAGGCTC
>AU244209 ID   AU244209   standard; mRNA; EST; 516 BP.
GAATAAAAACAACAAGTTTGAACTAACAGAGGGGAAAATTGTGAAATGGGTGATGATTTC
ATGGTAATTGGCATGCTTCTGTTGGGAATGGGAGTCACAAAAAGAAAAAGTCTCATTTTG
AAAAACACCTCTCCCTGCCACAAATAATGCTGCACTCATTTCCAACCTAGTAAAAGCCCA
CCACATAATAATAAAAGGTAACTTTTCAGGCGCCTGGACTGAAGATGCCCTGTCTGCAAT
GTGCGCACTGGTGTTATTGGTGTCCATAAAGACAGCAATAATGCCACGATCCATAAAGCA
TATGTCCATCTGAAGGCACACAGCAACATAACAATCATCTCAAAAATAAGCTCAGAGCTT
CACCTCCATCTGCGTTTGCTGTGTTCCAGCCGAGTGAAGATCTCAGGGTGGGGAAATACA
AATGTTGGGTGATTACACTGAGCATGCAGTGCCACCTGCGTCATAAAATAAAGCCAAGTC
TGATTGCGCCGGGCAGATCTGATGGTCTCCCGCTGG
>AU244211 ID   AU244211   standard; mRNA; EST; 551 BP.
TAATGACGCAAAAAACAATATAAATTTAACATTTTAAATAAAATATATGTATTTTTTTAA
TGGATTATTTTATTTTACTTTCTGATTAGTTTTATATGGACTTAACAGTGTCTAAAATAA
CTAAAAAATAAACATATGCATGTATTTAATGGTAATATCACCTTTGGCCACTAGAGGGAG
CCATTTCACAAGATCTTCATATTTATACACAGGTGGAAAAAGGCGCGTGGGTGAGTGCCC
GCACAAGAGAGATTTTTTTCAACGTTCTGCTTTTCTCTTAATAAATTGGATAAAAAGTTA
TAAAAACATATACAAAGCTATTGTTCTTAATGACTGAATGCAAAAAACATATTTGTATTT
TACATTCCTGCATGTCAAATGTTTGTAATTATTTTCGACTTCAAAAAATCCATCATAATA
TGAAACAAATTAATGTGTGATTAACATGAATGTTTTGGTGCAACAAAGAGAGGAGAAAAT
TGCGTCAGTGAAAACCTCGGCGTCCAGATGTCATAATAATTATTACAGCCAGCTTTGACT
GGAAAGCCCCC
>AU244214 ID   AU244214   standard; mRNA; EST; 321 BP.
TTGAGACTAGAGGTCAAGACAGCAGGAGCTGGGGGTCAGGAGATAGGGCAGCGGGGTTAA
AGCACTTTGGGACAACATGACACATTACGGACTAGGTCAGTGGGGTTTGAGACGTTGACA
GAGGAGGCCGCACCATTCTTCTGTTTAGCTACAAATTTTAGGTTTATTTATGAAGCTTTT
TTTTTTCTTNTTTTGCTGAAGGGAAAATACACTCCCCCTCATCCTCCAACTTAACCTAGA
GCCATTCAAACATAAACACACACACATGCACACAAACACCCTNTCAAACACCCATACACG
CACACACATTTTACAAGGAAG
>AU244215 ID   AU244215   standard; mRNA; EST; 573 BP.
CTTTTGTCTAAATTTTGATAAACCTTCTTTAAAAACAGCTAAATGATAGAGAATTCCTGC
TACTCTTTCTTTCTTTTTAATCAAAATTAATACTTCCCCTCTAGATTGAATTTAAAGTTA
AATTTAAAATCACTTTATTACTTTTCAAAGGTCAAATATACTTTTTTGGTGTTTTAAAAG
TGATTGAATAAAAATCACTGCAGTTGCTTCAAAAGTGACTGCCATGGAAGTCAGGAAGAA
ACCTCTGATTATGTGCACTGTTGTTTCAAAAGCACATTGTGAAGATAATTCAGTGCACAG
CCTTTTCCATTAACGTCTGCATCATCACAATTTTTTGTTGATGGCATCCTTTTGCTACTT
TAGGTATTGGTTCTTGATAAAATGCTTAGCAAGTATATTATTTTACTAACAAAACTTCAA
TTTAATGATTCAGCCCTATGTTTTTCCAGTATAGAGACACCACACTTATACACATCAATG
TTTTATTTTAACTTAACAATTCAAAAAAACAAATTAATTTAAAATAAAAGTTTTGTTAGT
GTTCTTTCTTAGTAATAGTGATATTATTCTGAG
>AU244216 ID   AU244216   standard; mRNA; EST; 546 BP.
ACAGTACCCTGAAGTGTTCCAGCATAGTTATATATTTTATAGTATGCATGCACAGCTTCT
CAAATGATTTCCTTTAGCTCTGAGAAAAAACTCTACTTTTCTTACATGCAACACATAAAA
GTGAAACTGGGACTAAAAATCTCAGTATTTCCAAGCTTGGTGGCAATTCCTTTAAGTAAC
TTATGGAATCAAATTGACTAGTTCATCCAGCTGAGAGGAATATTCAGTTGAATATTTTTG
AGCTTGCTAAGCTAAAGAGGGTTTGCTGTGGAGAGCAGTGAACATCAATGAAAGATGAAA
ACTGTTTATAGCATGTTCTAGCATGTTCTTGTGGCATTTTTCTCCCGATGGACGACATGT
ATGAAGAAAATTACTGACGCTTTAAACTGACTACTACCAGGACGTTAACTCACTGTTTGA
AACTAATGTCAGACATTCAGGGCCCCTTGGTGGGGAGGGTGATGGGACATCACTGTGAGT
AATCAGGAGATGTCCCCTCAGTTCCCTACCCGCCAATTTTAACTTCACCCCCTTAGTACA
CACACC
>AU244219 ID   AU244219   standard; mRNA; EST; 361 BP.
CGAACACGATGAATCGGTAGACTCTGACACACTCGCACACAAAATAAAAAACAGCTTTTC
ATAGCAGCTTTGGTCTGTTGTGCAGCACTTCAGTGTTGCAAACGCAATGCAAAGCCGCTT
TCTCTGTGACAGATCAGCGGATTTCCATTGATTGCGTAAGCTCCTACCTACAGTGAAGTG
TTGGACATCAGCACAAAGCTGCTTTTTCTCGGCTTTGAAATCCACTGGAAAGTCCTCAAC



AAAGGTTCTTCATAAATCTACCTGCCGGGCAAAAAAATGAAAGAATCTTTCACAATATCT
CGTTCGAGTCCTTTAACCCTTTGACAAGGGAACTTTATCTCAAGTGTTGACATTCTTTCT
A
>AU244220 ID   AU244220   standard; mRNA; EST; 572 BP.
ATGGAAGAGGGAGCTGAGGCTTTTACTGTAGGAGATGAGTTCCTCCATGAGGAGAGCAGG
AAGACGACTGATAACCTCCCACTGTTCAGAGACACACTCTGTGCAGCTGCACAGTAACAC
ACACAGACACACAAACATGGTGCTTGGGAAACTGAAGACAGTTCTTGTAGAGCTGCACTC
AAACAACAGTTTGAATCGGCCCAACATGTTCAATGCAGCAGTTTTTTTTATGTTGCAACA
TAACAGTCTTTGCTCTAAACGTTTCTGCTCATGCTGAACTTCAAGTGTTGTGTGCACATG
AATGAAATAGAGTGTAAAATGGGGTTTTCAACATTTTCCTACATCTTTGGTACCAAGAAT
ACGTCTTTCTAACATGATGAAATTTCAAAAGTAAAAAAAGAAACATAATTTTTCCTTTTA
AAAAAAGTCAGTTTTCAGTGTTATTTATTATTTATATGCTGTTTTTAATAGAGCTATGAT
AAAAAGTTAATTTTCTCTCCGTGGGATCAACAAGGTTTTATTCTATTCTATTCTATTCAT
TTCACACTGCACCTGTGCTCGATATCTTGCAG
>AU244222 ID   AU244222   standard; mRNA; EST; 120 BP.
TTCTTTCACCATGTCGTGTCCTTAGATCTTGCTGTATTTCAAATTTTGCAAANGTCGTCA
GAGAAGTCTTTTGTACGGTCGATAAATTGTTTCCCGTATTATCACGGAACAAAACACTTT
>AU244223 ID   AU244223   standard; mRNA; EST; 581 BP.
ACATTTTTTATTGAATTATATGGTTATTGAAATAACTGTATATTTCTAACAACACAAATA
TTAAAATCTCGTAACATTAAAACATGTTACGGGTTGAGTGTGACGGGATTGAAAATTCGG
ATCAAAATGGCCGCTGTTTCATGTGCTAAGCACCAAGAAGATGGAACATAACATTTATGA
AGTTCAGAATTGACTTGATTATTTAAATAACAGAATTTTTTTTAGCAAGTTATAATGTTG
AGTTGCTGTGTTTGACCACATCAAATGCCCCAGCATCTCCTCTGTTCCTCTCTGTTCTTC
TCCCTCTTCATCATCAGCTGACTGTCTCTCTTTCTCTCTATCATCATCATCATCATCGTT
CTTCTCTGTTGGGACTGACTTGTCATGTATGTCTGTTCTTGTTTTCCTAAAATAAGTGAA
CATGTTTTCAGCAGAAGTTTAAACCAGAATGAACATCTAGGTTTTTGTGACTTTGATAGT
TGAATTATTCCTACTTTAAGTCATCTCTGCTCTCTTTGATATCAGATGCATCACCAACCT
CTAGTCTATGTTCTTCTCCACTAAATCATATGTTAAATATG
>AU244225 ID   AU244225   standard; mRNA; EST; 573 BP.
TTTTAATATATCTTTATCGATATAGAATATTTACACATCACCGTCCCTGAAGGGCATCAT
ATGAAAATCACTAATTTGCTGTTTAACAGTTTAACATTTGTAGGTGTGACTGATTTTATG
ACTTTGCTGCAGCTTTGTTGAAATATTTAACATTGCTTCTTATTGTCTTAATTCAGCCCC
CCATCAGTTATAGGTCATGGGTTGACCTCTTTAGCGTTTTTCAGAGAGGAAAACCTTTTT
TTCTGTGTTTTTACAGTCCCCAATGCCCTCAGAAAAAGTTAAACTTAGATCTATCGCAAA
AGGAGGGAAGATGGAGAAACAAGCAGATTTAATTGACGCGTTTCTGAAACAATTCTCATC
TTTAACTTTTCATTAACAGTTTTTCTATTTCTATTTCCTACAGACTGAAAATTCAGTTAC
ATACTGTTAGACAATTCCTTTCCCATGCTTCCCTTTCTGTCACTTCTCCATAATTCTTGG
TATTTCAGTTAGACAGGCCCTCTTTCTAAAGCTTCCCCTTTTCCATGATTCCTATTTTTC
ATGATCTCCACTTCTTCCTCTTCACTTGTACAA
>AU244228 ID   AU244228   standard; mRNA; EST; 354 BP.
TCATTAAAACATAAAAAGACTCTCTGTTTGGCTGTACTCTTAAATCTATTTTCTCTCAGC
TCTGAGTCTGGAGTTTGAAAATAGATCAAAAGTTGATCACAGTGGGTCTTTGAACAAAAG
ACTTATGGACAAAAAAGCTTTAGAAGTTTACTCCTCTTTATGGGAGGTGCACACTTCAGT
TTCATAACTTTGTATATGCAGCCAACAGAAATAGTGTAAAAGCATAAAGATTTATTTTGT
TGGTAGTGCGTCATGCTTAGTTAAACACCCAGCATCCAAACTCCAGACTCAGAGCTGAGA
GAAAATAGATTTAAGAGTACAGCCAAACAGAGAGTCTTTTTATGTTTTAATGAC
>AU244229 ID   AU244229   standard; mRNA; EST; 586 BP.
ACAACGTCGAACCTCTTTCAAAGGACTGAGCTTTTAGAGTCCAGGCGATGTGTGGAGGTG
AGCCTGACTATATCTAGCCGGTACCTCTCACTCAAGCTCAGGCTCCTTCCCTCCGTAGGG
TGGCTGGGTGACCCCTTAGAGATGGGGGGAGAAGCTTCGTCACTCCGAAGAGCTCAGAGT
AGAACTGCTTCTCCTCCTCAACAAGTGGAGCCAGTTGAGGTCGCTTGGGCATCTCGTCCG
GATGCCTCCTGGACGTCTCCCTGGGGAAGTAATCCGGGCATGTGGGTGAATGCCCCAGGG
AAGACCTAGGACACGCGGGGGAGACTACATCTCTTGGCTGGCCCGGGGAACGACTCGGGA
TCCCCCCAGAGGAGGGGGAGGAGGTGGCTGGGGCGAGGGAAGTCTGAGCATCTTTGCTTA
GACTGCTGCCCCCCGCGACCCGGTCCTGGATAAGCGGAGGATTTTTGCTTTTTGTGTGAG
AGCTGTTGACATTGTAGAACGTTACACAGCACAAGGGAAACCACTGGGATGTTTACCAAG
CACCATCCAGCTGTGAAGCAGGTAATTAGTGAGTCATGTTGTAGAT
>AU244230 ID   AU244230   standard; mRNA; EST; 260 BP.
TTCAGAAAATAAAAAACACATGGCCAAACATTTATTTACATTAAATTAAAAAATATGTTA
ATTTTTTTTAATATGGTCTAAATTGAGCGCTCTTTGCAGAGAAAAACGAAACGCTCCAGT
TGTTGCGGGTTTATCCTAAACATGCTTCATAATTACAGGATATATCTGCATCTGGCAACC
CGCAAACATTTTAAAAAATACTCCTAATTGTTATATTGCTCCTACTAAATGATCCCCTTC
AAAACGTTTGCATTAATTGT
>AU244233 ID   AU244233   standard; mRNA; EST; 365 BP.



CCGCGGCACACTGGTTGAAAAACACTGCCTTTGACATTTAGGGCCCCTTGGTGGGGAGGG
TGATGGGACATCACTGTGAGTAATCAGGAGATGTCCCCTCAGTGCCCTACCTACCAATTT
TAACTGCACCCCCTTTGTACACACACCCTTACCCCCTCAAAATAAACATCACTGCGCGAA
AAGAGCCAAAATCCTTAATATCTGTTGTGGATACTTTATTAAATATCTAAAGAATCTGGA
CCATTTCTAATGCATATCCAGACATGCAGCATATCTGAAGATATCCGGGCAAAAGATACT
GGTTGTGTCTTATTTTGGTCATATCCAAGTTCCGAATATGACCTAAAGTGAAATCTGGGA
ATATC
>AU244235 ID   AU244235   standard; mRNA; EST; 421 BP.
AAATCTTTTTGCTTACTATTTCTACGGGAAGTTTAGAGAATGATTTTTATGATCATGGGT
TTCACTCTATTGCAATTAGTAACCAGTAAATATTCTCCAATAATGTTTCCTCCATTCGTT
TCCAAAAGTGACTAAGATGGAAGCCAGGGTGCAGCACCCCAATCATGTCTTTAAATCCAT
CCTCTTCAAACATTGACAGAGGTCTCATTCCTTTTAGAAACACGTTAAGGATGCTCTGTG
GAAGTGTTGCAGCCGTCTCTGGTGTGCACTGGCTCCTCCCAAGTGTACAGTCAATGGCGC
AGACCAGCAGTTTTGGCTTATGCGTCGCTACACAAGTTTTTAAGTCCAGTTTTGAGTTCT
ACATACAAATCAGGTGTTCGTTGATGTGTTAGTTCAACCAGCGGAACTTTCTCATGCTGA
A
>AU244237 ID   AU244237   standard; mRNA; EST; 642 BP.
ATACCTCTCCAAATGTTTGTGTTGTGAGTTGTTTGGCTGTCTAATTCGCCTTAAATGTAA
AGTCACTGTAATAAGCAAGCATGTGTGTCTTTTTCACAGTCTGCTGTCTCTGTGCAGCTC
TCCTCCTTGTGCCATTTGGAAATCAGAACATGCAGTACTGTAGAGAAGTCTTATTTTATT
ACCATTATCCATCAGAAAAATAACAAAAGTGAATGTTGAAGATTATTTTACAATGTGTTT
GAAGCAGTGCCAAAACTGAAACGATACTGGGCTTTGTCTTTCTGCTTTGTGAGTCAGGCC
TGATAGCTGCTGCTATTTGTTAGTGCCCAGAAGTTGTGGAAGTACTTAAAGTGCTCAATA
TAAAACAAGGAACAAAAATATATTTATTAATAAATGTATTGGTTTTTTATTTTATTTACT
TTCTCTGGTTAGTTTGATGCAAAGAAATTCCCAACTCAATTAATGTTTAAGTGTTGATAG
TCAGCATTATAAGCCTAATATTTGTCATTTATCTTTTACATTTTTAATTAAACATAATTG
TGCATATCCAGTTAAATGTGTGACGAGCAGTTTGTGTCTGTGTTTGTATGTATCCATCTT
AATATAAACTGAATTCACCTCTGGACTGACTTGATATATATT
>AU244239 ID   AU244239   standard; mRNA; EST; 583 BP.
ATTTTTCAAAGTCAATGAACGATCACAGGGTGTAAACTCCATAGACATTGGGAATAAATG
TATTCCATGCAAAAAATCTGGACTTCCGTCTCTCTTCTAGGAATGGGAAATCTTCACTAC
CATAATCACCTATTTCTGGGGTCTTTAAGTCCACCCACCCACCGTCTCCCATGCAGACAA
TTGGTCTTTTAAAGGCTTACCACAGAGCAACAGTGTTTGTGTCCTGGCAGATTGCAATCA
CCGTCTTTCTCCAGCCAGTTTTACAATTCATATTTATTTTGTGCTGAGAGAATCAGACTC
TTTATGTGACAGCCTTTCTGCTGCTTCCTATTACTGTGGTTTGCTTTCATCCACTTCCAG
TCCTCTTCAAACGCTGTCATTGTGTGATATAATGAAATCTGCCAAAGGACCGGAACATAG
CCATAGAACAAAAATGCCACAAACCGGTTTTCACTGACCAACACCTGCAGTGATGAAACT
CAAACCTTGTGTCTGGAACATCTGAACAACTGTGGAACCACTAAGAGCCATGTGAAACAT
GGCTCTAAGGATGTGGCATATGAGCTGGCAAGCACAATAAATC
>AU244243 ID   AU244243   standard; mRNA; EST; 366 BP.
CAACTGGAGTCACTAAACCTCTTAAGGGACATTTTCCAGCTTGTTCAGTCATACAGAGAC
ATTTTCCCCTCCAAAAAATGAACAAGTAGAATTTAATTATTCTCGAATAGCATACAAATA
ACATGAAGGGGTTTTTTAGAGACTTAGTTTGGGCTAGGGGACTTTTTCCCCCTCACCCAC
TCCCACGTTGATAAGTCAGCTGCGATAAAAAATAGGCATTTCCAGACACATCTTTGCAAA
ATAAAAGGCGGTGTTATTTTAAGTCAGTATGGACGCCCTTATTTTGAAAGGCCATTCGCT
CCACTTCCGGGCTAACTCTTTTCGTCTCCGCTTTGCTAAACGCCGAGTTTGGCGGTTGGA
CCTCGC
>AU244244 ID   AU244244   standard; mRNA; EST; 564 BP.
TGATGAATGGGAATGAAGTGAATCGGACACTTTACAGGCTTTGCATCAAGCAGACTAACA
CAGAGGTAAAGAGAAAGTATCTGGGTTCTTTGAAGAACTACAGCAAACGCTAGGATGCTA
ATTCGAGACCATGAGGTCTGAGACCTAATAATTAGACCTGCACCCCATCAAACACATAAA
TATTCTATATAGTTTTTTTATCCACAGAAAACAAAGTAGTAAAAGCATGACATAACCCTT
CTTTGTTGCATGCATCCTATAGCCTTAAGTTTCTGACAGTTTATTTGGTGAGCGTTTGAC
ACTATTAGGTGTTTACCAGTAATATTTGATTATATCTACACAATATCTGTCAGCTTGCAA
TGTTTTGTAAAGTAAAAGAAAAATCTTGTGAGCTGTGAAAACTGTGAAAGATGGAAGTGA
CAGGACTGTAAGGACGTCTTGTTTTTAAGGAATATTTTTAGCACTTTTCGAAACAAGATC
AGAAGCACAAGAACGAGTACGTGAAGAACAAAAAAGTTGAAATAGTACAGCACTAAAACC
ACAGTGTCCGTTTTTATTCTTACT
>AU244245 ID   AU244245   standard; mRNA; EST; 593 BP.
GTAAGCATTTTTTTGTCTTTTTTTTTGTCCTCCAGGTGTCGAGAGGGGTATCAGGGAATC
CGCTGTGACCAATTTCTGCCCAAGACAGATTCCATACTGTCAGATCCAAGTAAGAGTCCC
ATTCTGCTCCTGCTGTCACTGTTGACCCCAGACCGCTACAGCTACAAAAACGTTTCCAAC
AGCACACACAATATAAAGAGCCTCTAAAATTCCTCAGTGTTATGTGTAGCTTTGTTGCCT
TGTTTCAAAGACTGTGTTTTGATGGAACAAACCTATTCTACAAACTCATTTGATGTCCCT



CCTATGGAGAAAATACAGACTCACCTGATTTGTGTGTGCGTAGTTCTTGATTTTACACAC
AAAATGTATTGTATGACTTCCAAATCAAGAATTACGCACACAAAAATCGGGTGAGACCAT
ATTTTATTTGTCTTTGATCAAGTCCATTGACAGAGAATATTTTTTTAACCACTGATTCTT
GATCAATTTGCCATTATTTCTAACTGACATCATGCTGGCCCGAGTCCAAAACAACTCATA
TTTGGGGGACAACGGTTTTCCCCAATAAAAGAGAACTGTTTATGCAAACTGAT
>AU244247 ID   AU244247   standard; mRNA; EST; 300 BP.
GGTGGTCGGCGCAGGACAATTTTTTATGGATTGAGGTTTTTTGAAGGATTTCTGCTGTTG
GTGTTGCACAAAATTAGGGAAATGCCAAATATTTTTGGAGTAATCCCCGGATGAGTTCTA
TGATTTAGTTTTTAATGTTTTATAAGACCTAAAAATAGTATTCACAATAAGTTTTTTTTA
GATCCAATCCTTCTGCTCTGTTTCACAAAGAAACACACAGGACGTCACACACCAAGAAAT
TATTGCTAAAAATGATGCAGGAGTCCAGCTCCAAAAAAATGACAAAAGAGTAAAGAAAAC
>AU244248 ID   AU244248   standard; mRNA; EST; 618 BP.
GCTTAAAATTATTTTTATAATAAATTTTTAGAATTTTCTTTAGTAAAAATCATTAAAGCT
TTTAAATTATTTTTTTGAACCGTTTTCTATTTTTGACATTGATGTGATATATTCACTATT
TTCTATTAAGTGTCAGGTGTTACATTGTTTTATTTTTTTGTAGAAAGGGATTTTTTGGAA
ACTGACGGGGTTTTTTTCTTAAGCACTGAATTTTCTTTTAAGCCTTTAAACAAAAAACAT
AAATAAATTGTGTTTTTCTGTTGAACTCTACGTTGGTGAAAGAAGCCTCAAAACAAGCGG
ATCCCCAAGTTTGTTTGATGCTGCCCCCGAGTGGACAAAACATGCCACAACAGGAAGACG
TTTAATTACGTACACCATAGCCGCGGCTACGCAAATGACGTAAACTTGAGGCGTAGCGGA
GGCCCAGGGAAAAGGAAGTGGTCCCCTGTGGACGAGTAGCCGCATATCTGGACAGTTCGC
CTAGATGCCAGTGAGTGTTTCCAGCAGACGAGTTCTTTTCTGTTCAGACGAATCGTTCGG
TGGAAAAATAACCGCGTGGGTGAGTTCACGAGCGGAGCGCGCGGTTCTTCGTACAGGAAT
GTTACTGTGGATGGATGT
>AU244249 ID   AU244249   standard; mRNA; EST; 525 BP.
ATGTTCAGTACAAAATGTGTGAATAATACAAAGTTAAATACCTGGAAAGCAAACCAGGCA
GGGCTCATGGATGTCTCAGAGTCCTTATTATTAATTATCATAATATCTGGTTAGCAGTTT
ACATAAATAAATGAAAATGAAATTATTGGCAGTTTTCCATCTAAGCTGTTATTAAATCCC
GAAAGACTTTTTTCAACGATCCAATACTTTTCAAAAAACTATTTTCTTTGCTTTGAAATG
TTGAATTAAAACAAGAACCCAAATACAGTCTTGTTTTTGTTGTTTCATTGCAATGACCAT
AATTAGTTTTTTCTAATCGTGGAGGTTGTGAGGCTGTGCTCTGCATGCATAGTGGGACTT
TTTTTTCCGATGTGTCATTACATGGCCAGTGTTACGGACCACAGGCATGGGTGGAAGCAA
CAGGAGAACAAGGTTCAGCCTTTCTCTCCCCCTTTTTTCTTTCAAAGATCCACCTCCGCA
TGTCTCTTTCTGTCTGTCTGCATATCTAACTCTACTGTCTTCGAC
>AU244250 ID   AU244250   standard; mRNA; EST; 606 BP.
CGTTGACATTTCCTGCTCCGTCCTTCAATTCCAGTAGTGTTGGCCCTGGCCTCTATATGC
ACTGTGGAATTATGATTACTGCAGCTGTTTGTACTTTCTGACAATTTAAAAACAAAATCC
TCCCCCAAACATCCATACACACACAAATTTATACACACCTTCTCATGCCAATTGCTTTCA
TTATAAGCAGGTGTCATCCCACACAAAAGAGCCAGCTCTGCTTGAGCCTATAGGACACCT
GAGTCTGAACCTGCCTCAGAGGGTATTTAGTAATACAACATGAATAGGCAGAAAGAAATA
GTTTTTAAGACATCTTTTTTGGATGCAATATTTATTAAGCTAGTCTTTAAGGAGAATCAT
GGAGCATAAAAGGAAAAGAAGCATCATTGTTTCTTCAATCACTTTAAGGCTTAAAAACTG
ACATAAAAAGGAACTTTGATCTTGTTGACAGCTCTAATCTTTGACACAGCATTTAACTGC
CAACACTGCCAACCTGCTGTATTGAAAGATGTGTTCTACCTTGTGCTTCTCTAAAGACAC
AATCAAAAGTGAGTTTCATAACTCCCATGTTGTTTATAGCTATATTGGGATGTAGGAAAT
ACACTG
>AU244253 ID   AU244253   standard; mRNA; EST; 578 BP.
TCGGACTTATTTATGAATCAAAAGAAAATGGTGCCTCAAAATGTATTTGATTACTTTTTT
TTTACAAGCATCTCCTAAGACTGCGTTTGGTGCAGATCATGATTAATTGGTGAGGAAAAG
TAGGGATTAAAGGTCGTCTTCTGAGTTTCTGTTTAATTAGTATTTTTCTTTGGTGCTTCA
TTTAATTGTATATCTATAAAATTTCCACCAATCAAAGACGGGAGCATCACTCAATTATCT
TGTTAAATGAGTCACAAGTAGATCTGTGTGTATGTGTGAAATAAACATCTGACATGTAAT
GAGGTTCTTATTTGCATTTCTCCGCGATTTTAAACCTTGTCTCTGGGGACGGCAGATAAG
GATGCAATGATTAAGAGGAAACAGAACAACAATTATTTGCATTTTGTGTGTTTTGTAGCA
TATCGGATACTCAGCAGCTGATTGTGTAAAGGCTGCATCTCTGACATGATTTAATTTCCC
TGTTAACCAGGTGTGGATGTGATAACTTCGCGTCACAGATATGCGTTTGATTACCATCTA
CTCGCTGGGCTAAACTATACCACACAGCTGTGATCAGG
>AU244255 ID   AU244255   standard; mRNA; EST; 572 BP.
CGGCGCTCCTGGCACGTTGGTGGTTTGACCGCCGCTGCAGCACTAAAACCAGACGGTACC
AAAAATTCAGTCAGAAGCGGCACTTTCTGATGAGGAAACTTTGAGCGCCGGTTCGATCGG
CACTTTTGGCGCCGAGCTCAGAGGCGCTCGGGGAGATAGCTGGGCTCTCTGTCAGCACAA
CACTGAAGACCTTCAAGGCTTTGATCACTGTGTACAGTTCATGTTATTGTGAATGTTTTT
GGACGTGTTTCCTCCTGGCGCTCATGCAGGATCCTCTTTGAGTTTGAGTCATAGCTTCAT
TAGGATCTAAATTAATATATAAAAGATGAATTGTAATCTTTGAATTTTGTGTTGGTGTGA
TTCATCGTTTCAAAATTTTCACCCTTTTATGCACTGTTTTTGTTTTGTTTCTTTTCTCGT



CTGTTTAGTGTCCTTTTTGTCCGGCAGAGATGTAACTATTTTTTTTAAAAGGTGTCTCAC
TAAAAGTTTCTCTTATGTCATGATCCTTCTCTCTGTGACCTTTCTACTTTATTTTAAGAC
AGTTCTTTGAAATCAGTGTAGATTTTAACATG
>AU244256 ID   AU244256   standard; mRNA; EST; 571 BP.
CGTTTAACAATCTCAAAAGGATTTTTATATAAATATCAAATGTACATATTTGCATTTTCG
TTTTATATGTTAACATTTATTTTATACATCTTAACAATAATTCTGGTTTTCTAGAGTCAT
GTGTGTCACAGTTGGAGCTGAAAGGAAAGCAGAGATCTGTCCTCGCAGACGGACGCCACT
TTACCCGTCCTACTGGTTCCTGGTGTGGCTCAACATCTGTGGCTCCAAGCAGTCCCCTTC
GCTGATGCACAGATTGTGCAGAACTGACCTGCAGGCAATGATTTTCATTGCAAAGGTTGG
TTTTACTTCCAGTGCCGCCAGAAGTATTGCTCTCCTCCTCATTTGCCAAATGCTCTCTCT
CCACCACAGAGCGTGCCTTGGCGTGGTGCTGGTTGTAACGGGCCTGAACCGCATTCCTCA
TGGGTTCCCTGTAGGGTGTCAGCAGCGTGATGGGATGAGCAATGCAGATACCCACCATCA
CCCAAAAGGATCCTTCAGGTGGGTAATGTTTGATTTACATAAATTGGGATTTTACGTAGA
ACCTGTGAACTGTGGACTGATCCTTGATTCC
>AU244258 ID   AU244258   standard; mRNA; EST; 571 BP.
AAAATGAGTTTTTATGTTTTCTTCTGAGGATTTACATCTGTAAATGCTTCATCTCAAACC
AAACTGTCATGTGCAACTTTTTCCTCAGGCAGGTTTATGCTCACATGGCCTTTCATCACA
GAAAAGCATTAGTTCTGAATGACTGATTTTGGATCACTGACTTTTGGTAAATGGCGAATA
CTTATTTAGCGCTTTACAGTCACAGTCCCGTTTACACACACATTCACACACTGGTGGCGG
CTTTACTTGCATCAACCTGTAACCGTTAGGAGCAACATGGGGCTCAGTGCCCAAGGACAC
TTAGGAACATGGGCAAGAACTGAACCTGTGATCTTCCAAACAAGCTCTACCGCTGTACCA
CGGCCACACGTCAAATCCTACATTAAAACCTAGAAGTTCATAAAGTGAGATGCATTCACT
GGTGGAATGGAACTGCTGAAACCGGAGATGTTGGTGTCACAGGTTTATAAGGGACAGAAT
AAAACAGGAGGCACAGATTGAATCCAATCGTCTGTAAAAAACAAACCAGGAAAAAAGCAA
AAACATATTTCAGTGTCAGCCACCGATCTGA
>AU244259 ID   AU244259   standard; mRNA; EST; 578 BP.
TGTGCTGAAGAGGTCAGGGTTTTATTTTCCATCCTCTTGGCCCAGTCATGAATTAAAACC
ATGTTAAAGGAAGTGTGGAGCTGTTCAGCTCTACCACCTGGCAGGGACAAATGATAAACA
GTTGATTTCTAGGGCAGTTTGTCGTTTTCTATTACTGCAGTCATGTTACCTTATATTAGG
AATGAAATAATCTCTGATCAAAATGGTTTTCATTTGCCAGACTTTACATTTTGAAAGTGA
ACATTAACATGGGCGGCGCAGTGGTGCAGTGGTTAGTGCTATCGCCTTACAGTGAGACGG
CCTTGGTTTGAATTCAAGCTGTGTGCAGTTTGTATGTTCTCCTCGTGCATGTGTGGGTTT
TCTCTGGCTATTTCAACTTCCTCCCACAGCCCAAAAACATGATTCATGGGTTAATAGATA
TCTTTAAATTGTCCCTAGGTGTGCATGTGAGTGTGTGGCCCTGCAACAGACTAGGGACCT
GTCCAAGCTGTACCCTGCCTTTGCTCAACCGTAGCAGGGTTGGCTCCAGCAACCCCATGA
CCCTGAAAGGGATGCATTAGGTTCTGAAAATGGATGGA
>AU244262 ID   AU244262   standard; mRNA; EST; 354 BP.
TGGTTGGTGGCATAGTCGCAGGACACATAATCTGTGGTGTAAAACTTTGCTGGTTTGATA
CCTGGCTCTGGCATTTTTCACAAAAAAGAAATTTTTTGTCATTGTGCTGTTTGATCATTT
CAACTTTGATAATTTCTTTATTTAATTATTTTTTTGTTTTTGCCAATTATTACCCTTTAA
GTTTCATTTCTATTCAGCAATGTAGCATTCAACCCTGCTTTTTCTTCTGGAAATGCAGCT
CCTTTTGGTTTAAAGTAGATGTTTCTTCATATGGCCACTAGATGTCCTGGATGTCTAAAA
GCTTCAAAAACATTTTTCTTGCTAAAAAGATTAACTGAAAGCTTTAAAGTTTGA
>AU244263 ID   AU244263   standard; mRNA; EST; 595 BP.
AATGCAGAAACTCAAACAAATACTAAATAAACATGACCAAAAACAAGGTACAATCAGAAA
GGGTGACAAAAAAAACACATAAATACATTGAGGATCAATAACACAAATCAAGACAGCTGT
GGATAATTGTTAGCCTTATCCTGGTGTGACTGACAGGAGAAATGGAACATACCAAGGAAA
AAAGAACGAACAAACCAAAGGCCACAATCCTCCCAAGTCTGACAGATGAAAGATTTTAGG
ACAAACGTTCCATCATATGTCCAAAGTTTCATTGTATTATCCCTACAGTGTAAAGAGGCA
CCGGTGTCACATATTTTTACACATTTTTTGTTCATTTTCACTATAAATTGAGCATAATTT
ATTCTGAGAAGTTAACATTGGCCTTAGAAAAAATTTAACTAATTTTAGGTCAGACCAAAT
ATCATCTGAAATTGAGTTAAATTCAACTTTAAGTTAACTTTAAGAAAATCTCAGTCTACT
CCTAGTTTTTCATTAGTCAGGTGTTCACAAAACACAGTTCATAGCCATAGAATAGGAAAG
CAAAACTGTCAACCTTTCAAATCTTTCCATATATTTACCTTTTTTTGTGTTCCCT
>AU244264 ID   AU244264   standard; mRNA; EST; 206 BP.
GTTCCAACAAAGTTTTAGAAAAATAGTCATTATCAACAAAGAAACTATGAGACAAACAGG
TTGGTACAGCAAACATGCTGCCAGAAAAGACATAAAAGAGGTGTTGAATGACAGGATGAA
AAACACAAGTAGTGCTGAATGCTGAAATATATTTATTCTAAACTCTAGATGAGAATAAAC
AAATGAATTCTGTTCAGATCAGATGG
>AU244266 ID   AU244266   standard; mRNA; EST; 153 BP.
AGTGTTTTTGACAGATCTTTACTTCAAAATAATAAAACCAGTTCCTCAACACTTTACTCT
GTTTGATGTTTCGCTTGGATTCTTTAAACATTTTAGGTAAATATTAAAAAGCACCCAACA
AATCGTTTTTTGTCTTTATTTTTCTTCCACCCT
>AU244269 ID   AU244269   standard; mRNA; EST; 198 BP.



GTTTTTAATAAGAGATGATGAAAACGTATAGCCGCAGCTGAGATGATTTCACTTTTAGCT
TTTGGGCCTTCCAGGGACTGAACTGTAAATAGGAACTTACTGCTTACCAAACTTTGCACA
CAAAAAAACGGCAAAAAATGATTTACATTTATTCCATAAGGTCGGCAATCAAATATATCA
AACTTGGCCTTCAGTGGG
>AU244270 ID   AU244270   standard; mRNA; EST; 361 BP.
CACCGTGATCACACCATCAAATGCAGCCTGGCTGTCCACCTCCTCGCTGATGTAGTTGTA
GGCTCTGACGAGCGCCACTCCTGCATCCTGCATGCCGTCAATGTCATCTTCATCGGACAC
GACGAACACCAGCCCGATCCTAAAGCAGAGATCAGTTTAGATTCTGAAAAACAGCTGAAG
TTCTGAGTCCTGTCTTCAGAATCCATTAAAAATGCTTCACTGCACAGAAATAGTCAATTT
GTTTCTCCAATCTTGTTCCAACTCTAAAGCACATTTTAACTTCATGTTTCATTGAGCTGC
AACATCTCATTTCAATGCTTTTTTTCCCTCAACTGTTACACCGTAAAATATACATAACGT
C
>AU244271 ID   AU244271   standard; mRNA; EST; 695 BP.
ACCCGCTGAACGTATCGGTGATGTGGACTGCATGATAGTTGAAGAAGCCCCTGAAAACAC
AGACTCTGCAGCAGATCTACAGTCTACTGTTGATGCGTCAGAAAGCGATCAACCTCAGAA
AGAGGATATAAAGTCTGAATCAGCACTTCAAACTTCTGAATTGACTCCAAGAAATGAATC
AAAATCTACTAAAGCTTCACAAAAACAAAGGAAGAAGAAGCAAAATCCTTCCGAGCCAGA
GAAAGAAGCAGACTGTGATGTTAGTTTGAAGGCCAGTGATGAAGAGGCCGCATGTATTAA
AGACAGCACGGTCAAAATCTCATTCGAGGAGTTTCTGCGCAGTCAAAGCAAGAATGAAGA
CAACAAAAGCGATGATGAAGGCATTAAAACGATGTCAGAAGAGAAGACAAAGACTGAGCA
GTTGGATATCCCCACAGCTGAACAACAGGTGGATTTGTTGGCGTCTCCTCTGCAGATCTC
GCCTCGAACTGTCACCATACAAGCAGAAGTGCACGCAATCTCACCCGACAGGGAAGACGT
CAAAAGAGTTGGAAAACTGGCTTCAATCTTCAACCAGAAACGAAGCTCTAATAGTCCCGT
AGAGACCAGCACATCTCCCCACACTGATTCAGGACCCAAGCTTTCTTCTCCCACCGTGAA
GCGGAAATCCAACGTGGTTCTTCANGAGGAAGATC
>AU244274 ID   AU244274   standard; mRNA; EST; 495 BP.
GTTTCCGGTATTTTCGACAGCACTGCGGATGTCAGAATGTTTTATGCCGACCAAAAGTGT
GGCGTATGTAAACGTTTGTTAGAATCTGATGACGTTTTTTCTGGGCCCATGCACACAGTT
AAATTCTAATCTGATCTTTGATCCAGTCAAAGATATTTTGCACATGTAACCACAGCAACT
GAGAGTATGTAAACTGGCACTTCAGTTTGTGAGAACTTAACTCAAGCTGTTGCCTCCGTC
TGCACGAAGGAACAGGTCATTAGTGACGGTAAGAAGTGCTGTCTTTGTTCTGCGGTGTTC
CCTAAAACCAGACTGGAGGCAAAGAAAAGCTGCGATCAAACAATTTTAGCAAACCCCACG
GCTGTTGAACTGAAAGCTTTGCAAAATTGTGCAGCTGTCAGCACTAAGAACACAAATGCA
TCTTTTATAACTTGCAAGAGAAACATTCTGATGAAGACGCACTTTTTCAAAAAAAACTTT
GTAGTTTGATATATA
>AU244275 ID   AU244275   standard; mRNA; EST; 440 BP.
GTCCAAATGTGATTGTGTTTGTGTTTACGTGCCAGGCCATATTTTTGTGCTTGTTAAAAA
TTGACGCCAACAATTTTTTTTTGTAGCTTGACGTAAATGTCAACAAAATGTCATGTTCTT
TCATTTTTGTGTTTTCTAATGTAACTTGCACACTTTGAAAAGAACAAATTTCACAAAATA
AAACCTTTATTCTTTCCTTAATTTCGGCATTAATTAATTCAGACTTTAAAAAACAAATGA
CACAGATGGCACAAATAAAGTTTTGACCCTCACTAAGAGCCACAAAGTCAAAAGAAAATT
AAGTAACGACAAAAAACTAAGAACCTTAAATCACTCAAACATTAACGCATTTTTTTAAGA
AGTATTTTTTAAGAAGACACACTTTCTTAAATTTTATTTTGGCCAATATGTTGTTATGAA
ATTATATTAAAATCAAAGAC
>AU244276 ID   AU244276   standard; mRNA; EST; 494 BP.
TCAGCCTCTCACACCACACTGAAATTATGCTCATTTGGATTTAAAAGCACAAACCACAGC
CTCGTTTTCATATCCGTCAGCCAAAATATGAACGGAATTAACTTTAAGCTAGAAAGATAT
AGATACTATTCAAGCCTTCGAATGTTTGGGCCCGAACTGCTTCTTGATGGGACACTCCTC
TCTAGTTTTGTGTGGTTATTTGTCAAGGCCCTTAGTCTTATGTACTAATATGGAGGGGTT
GACCTGTGGAGGGTCATAGAGAGGAGCAGTCGCATCTTAAGGAGAGCGCAGGTGTGCCTA
AAAATGAAATGTGCCATTTTTGTGCATGTCATAAGTGCATCGTGAAGTATTTTTATGGAA
AATGGAAGTTGTGCGCACTTATGACATTCAAGTAATGCTATTGCACGGTTCCCCCTACGC
CACGCTCTCTAGTAAGTCATTAGGAGCTAGAAAGTAGTTGTCAGTAAAGGGGCCGTTCTT
GCACCTTACTAACA
>AU244277 ID   AU244277   standard; mRNA; EST; 597 BP.
GGTTAAATATTCCCTCTAAAGTGCGGGGACATCAGCGTTCTGCTTGTGCATGTCCAGTGT
CTGGTACTGGCTGCACTACAAACACACTCACATCACATTTGATGCTCTAAATATTCACAC
TAGCAAATGTGCACACAGAGAACAACTGCAGTGATGACTGTCTAGTCACAGCGTGGCCAT
GCATGTGTGTGTGCGTATGTGTGTGCATGGACGGCTTCACACCAGGGACCAGTCTGGTCA
TTATGAATTGATACGGCATGAATAAGACATCACAGTGTGGTCTAGATCCATCATGAGTAT
ACACACACAGGGATTTCTCATGCAGAGCAGCCCAAGAAGGCCTCCTCCTCCTCTCTTTGC
GAATGCCATTTGCCTCTGTGGCGGCTGCCTTTGCCGCCTTTAGATTGGAACTGACACAAA
CGATAGAAAGGCGTACCCTTTTGTCCTCCCCTGCACAGTCAAACACACACCTACTCTTTG
GAATCTTGGAGCAGGGGTTTGAGGAATGTTGCAGGTCCACTCCATGTGGTGTTTGGTGGG



CAGTCCAGCTTGAATGCTCATGAACACATGCATAGCAGGTATATGTGCTGCAACAGT
>AU244278 ID   AU244278   standard; mRNA; EST; 163 BP.
ATATGTATTAAAACAATATAAAGCTTTACACCAACAATATTCCCAAAAGTTGTAAGCATT
TTGATCATATTTTTTCGGTTGGTTGCCTTCAAACTATTTTTTGTTTGTCGAGGTAAAGTA
CCTTTTGAGTAATCTCAGTAATCTTAAGGTACTTTACCTCGAC
>AU244279 ID   AU244279   standard; mRNA; EST; 31 BP.
ACATACTACACCATTGCAATGATGATNAAAA
>AU244280 ID   AU244280   standard; mRNA; EST; 532 BP.
AAAATAGATGCATGTCTGTCTTGGTTTTCCTCATTTAAGATGGCATCTGGCTCGAAATTG
TTGGATTGGATAGCTCCAATTTTGATCGCTATTTTTGTTGCATTGGTAATGATAGGTGGA
GTGTGTGGGGGCTATAAGGTAGGGTGAGATGGTTTATAAAGATACTATCTCATCCTACTA
CTTGGAGGCACATTTCTAATGATCTGCTGCAGCTCAGCAGAACCTATGTCATAGAAAACA
ACTCAAGCTTTGTGGTGTTGGCTAAAAACTACAAAATCATAATTAAAAGACCACTGGAAA
CACTTTTACAATAGATCAAAAGATGCTTACAGTGGAACTTTAAAGTCCATGAGACCAGTT
TAAATACTTGTTATTGTCTGAGGCTGTATAAAACTGCAGCTTTACATTAAAAATTGGTGC
ATAATTCGCTGTGCTCCAGATTTTCACCTAATGCACTATTTGGTTTAATATCAAAGATAT
TTTTCTACAGGGAAACCTGAAAGAAGTAGCAGGTAAGAAAGAGTAAACAACC
>AU244283 ID   AU244283   standard; mRNA; EST; 282 BP.
AGAGCACATATGTGAAACCTATGATCTCTACGTACCAGCTGACAGCCACAGTCAGGCAGG
ATTCCTGCACTTCACTCTAGTGTCTCAGACACATTCAGATTTTGTCTTTCCAATTCCAGT
TTGAATGTCTGACTTTTGAATGGTGCACAGTTGTTTAAAACTTCAATAAAAGTAGGAGAG
TGATATTGAGAATTTTCCAAACATCCACAATGTGATAAAGTATTATCACAAACATGTGAA
TCCTGCTTCTACAATTTCCGACAGTCTTCAAAGAAAAAAACC
>AU244284 ID   AU244284   standard; mRNA; EST; 496 BP.
CAAGAAAATGGAAATCTNCCATTATCGTTCATGTGGTAAGTGTATCACAAAGTATTTGTA
TAGGCTAATGGAAGTTACACGCACTTATGACGTATGGCTGATCTGGTCTTACGGTGTCCT
TACACCGCTCTTGAGTCTAGGGATGGGCAACTCTAGGCTTCGAACGCCGGTGTGGCTGCA
TGATTTCCCGGTATTCAAACCCTTCTCATGACTGATTACCTGGTTCAGGTGTGTCCAGCC
AATTATGCCAGAGCAGGGTATGTATGTAAACAAGCAGGCCCACGAGACTTGGAGTTGCCC
ACCCCTGCTCTAGTCATTTCCAAGGGCTGAGTACTGGCTCCTTACTGACCGCGTGCGAAT
GCTCAATGGCCTCTGGTCATCTACGTTAGCGTGTAGCTGCCTGTGATCAGAAAAATACAT
AACAGCGTTTTTATAAACATGTAAAAACTCAACGCTTACATTTACATGTAAACTTCTGTG
CTTCAGAGCAGACCAG
>AU244287 ID   AU244287   standard; mRNA; EST; 503 BP.
GCGAAATGTCAACGTGGTGCAAATCTCGTGAATCTTGCTCCAGGCTTTTTCTTTCACGAC
TCCATTCCGATATATGAAAGACTTGGAGTTATAGAATTCCGGGTAATTATTCATTTCTAC
TTCAGGATCAATTTTCAAACGGTGTGCACTTCCAAGAATTACAGGGGGCGCCATCCAAAT
GCACAACCAAATCCAAGTCCCTGATTGGTCAAAGTTTTGTGCATAAAGCCCAAAAAGGGT
TACGTAAATGTTAGAGTTTTGAAAGCTCAAAAGACGTGCATACGTGCGTTTACATAGACT
TTTCATTGGACGTGGTCTCCTGAAAGCTGGCGTGAATGCAGCACAACACAAGGAAGGTTG
TGTTCTAGACCTTTGGGGCAAAAGGGCAAGAGCCTTCACTGCCCCAACTGTAGTCCAGGG
GATCACTACCTAAATACTGTATCACGTGGATTTGGATTCACAACTTCACAGTTAATTTGG
GTTCTATATTCATTTATTTTTTC
>AU244288 ID   AU244288   standard; mRNA; EST; 612 BP.
AACATGTTTTACTATTTTCCAAATTTAGGATCCCTGTTTGGATTTGCTTTGGAAGCTGCT
CATTGCTCTCTTTACTCACACACGTGACGGCAGTGATTGTGACAGAGCTTGATACGAAGC
TGAGCCCGTTGTTCATGCTGACGTGGAGAGCCGCCGACCTGCAAGGCAGTACATAAACGC
AGATAATAAAACAACTGAAGTTGGAAACAGAAGTGGAAAACGCCTCCTAAATTATCACAC
TGAGGCCAGATACACACGCAGTGTTTTCTTTTTAGGCAATTTTCTTTGGTTTCACATAAA
TTTGCTTCTTTTTTGGTAGTCTTTTGGGTCTAATATATTCACTTACATTCCATATTTTTC
CAGAACAGGAGCTGGACAAAGAAGATAAGTGTCTACAACTACTAGAGGCCTCTTCGCTGT
GGAAACAAAGTTAATGTAAGAATTTGAATTTCATCAAGTGAGGTAAATCACAAAATAGGT
TTCAGATGCAAACTAAAAAATATTTTTGTGTCTTTTCTCTGAACCTGAAACATAAGAAAC
TTCAATTCTTGTTTTTTTCTCTCAAATTGAATTCCTGGATTTCGTCTCTGCATGGAAAAT
GAAGCAAATGAG
>AU244289 ID   AU244289   standard; mRNA; EST; 620 BP.
GTGTAACAAGGGTAATTGAAATATTCCAGAAACTGCTGTTAATCATTCTCCTGTCCCCGA
GGCTGAATCAGACAAGTTTCAAACTAACTAGATCACACTGGAAAGCTCTTTATCCTGGAG
AAAGTCTTAAAGAATGGGTGTATAAAACTAACATATCAAATGATAAGTTAATGTTGAATG
GTTACATGTGTTTTTTGGAGACTGGTACCATAAAAATAACAACCACTAGTCTGCCTAATT
GATTTAACAGATTTTACAGGAATTGTCGATTCTTAGAAACGAATGCTGGCTCAATGGTTC
CCTAAAATAACCCCTCCACTCCCATGTAAAACCAAAAAATGAAAACAAATGCTTATAATA
GCTGAACAAAAATCGATTCATGTTGCTTTGAAACATATTAAGACAAGAAATTGCTTTATT
TTATTTTCTAAGAAAAGCTTTAAAAAAGCCCCCTTTATATTGTTTTTCCCCTTGCAGATG



CTATCGTTCCTCTGTAACAAATATACATTGGTATTATGTTGGATGCTAAAGTGTTATTCA
CACTAATTTAGTTTCCACATTTCATGATTTAGTAGAGAAGATGGATCTCATTTCTTAGTA
TCCTGGGTTGCTGATAACTC
>AU244290 ID   AU244290   standard; mRNA; EST; 598 BP.
TCTTCCAGACTCCTCTGGGTGGACCTCAAGACATTCCCAGGCCAGCCATAGTCTGTCCAA
CGTGTCCTGGGTCTTCCATTGGGACATCCCTGGGACACCTCTCTAGGGAGCCACCTCAAC
TGTTTCCTCTCATTTTGGAGGAACAGCGACTCTACTCCAGGCTCTCTGCAGATGACAGAG
CTCCTCCCCCTATCTCTAAGGGAGCGCCCAGCCACCCTACGAAGAAAGCTAATTTCAGCC
GCTTACATGAGCCTCACCACACAGTGGCAGTATCACATTATCCTGTGAAACTCTGAGGCT
GGCCACTTGTGCTCAAATGCTGGAGAAAGAACCATCAGTTTAAAAAGGTCAAAATCTACT
TTACTCATACAGAATATGTTCTTACAACATATTTAGCTTTTACTTAAGCAATACTCTCAA
CTTCAATTGCCTGTTTTCATTCAGTTACTGTTGGTTTCACAGCAAACGTGGGATTCACGT
TATTTGTTTGATGATTACACAACTAACTATAAAGTAACAGTAAATCTTTTCCACATAGTT
TAGGTTTGACTTTACAACCACAATAAACACATTAGTGCCTTCAACAAACACACCATTC
>AU244293 ID   AU244293   standard; mRNA; EST; 515 BP.
TATCAATTCAACTTCAAGTTTTATTTGTTGCATCTGTCTGCATACATACATACATACATA
CATACATACATACATACATACATACATACATAAATACATACATACTACAATATATAGTGA
AACATGATGACTCTCCAATAAAGTTCTGTTGAAAAACTGTTTGTCTAGAGTTGTGAAGCT
GCAGTAGTTTTAATAAATCTTAATATTTTCACACTTTTACAAAAGTTATTGTAACACTGC
CAATTGTTGCTTGTTTTTAAATGTGTCTAAAAAATAATTCAACATGTTTATAATGTATAT
AGATGCAGGCCACTGACTGTTAAATTCACATGTTAATCATGTCCAGGTGATTTTATTTTA
AATTACAGCATACTTGATGGACCCCCCCCCAGCAAATATACCTGTTAATCCTGATTTGCA
GACACTACCAAACGTTATTACTTTCACACAAACGTTCACCGGCCCCCAAGGGCCTCCACG
AGCCCCAACAGGCCCAGGGGAGCCTGTATGTAATG
>AU244294 ID   AU244294   standard; mRNA; EST; 413 BP.
TACGTAAAACAGCTTGCCAAATTTACAACACATACTTGCATACATCTTGCAATTTCAAGT
TTCTCTAAAACCCATAGAAAAAGAGCGACAACTGCCTATGACTATGTTCCTCTCCCGAAC
AAACACACCTGCACCGCGGGCTTCAGACGAAGAAAACACTGCAGAGCGGAATCAGGATGC
AGCGGCTCAGTCTGAAGGGTAATGAAATACACCTGAGTCACTATTTGTCCGACTGTACTT
TGTATTTTTAATCATTTTAAATTTTCTCCCGTTTAATTAGTAATTAATTAGTAATTAAGT
CCAATTGCTCGGGTCGCGGGGCAAATCTCCGCAATTTGAAGCCTTCTGTTAAAATCTATG
ATTAAATTATTATTTGACAGTAAAGTACAGAAGTTATTTGTTGAAAAAAAAAC
>AU244295 ID   AU244295   standard; mRNA; EST; 507 BP.
ACAAAAACACACATAATTTAAGTTGTAGAGGAACTTCGATATTGCGCTCAGTTCTGACAG
GAAATTATCATAAAACACTCACCACAGCCACCCCCTCCAACCCCTACCATGTCCAAGAAG
ATAGTAGCACCAAAGTAAATTTCACCTTACATTGTACAATATAGTGTACCAAAAAAAGAA
AAGGAAAAATTCTTATTTTCATAATTTTAACAGCGTATAAATGCAATAATTCAGGTAGGA
CTATTCATTTAGCACATGTGCTGTAGCAAGTTAAATTACATAGATGATGTAATAATGTTT
GGTGTTGACGATGGCGATGTTGGTGACAATACATGATGCCAATGATGATGATAGTTATCA
TTGTGTCTGTTAGAATGATACGAAGGATATTTTATTATTCTATATTTTAACTGATTTTCA
TAATGCAGCCCGGCTTTTGTCCCCAAATGTCTAAATGTAAAAATGGAAGAGTTTAAACTT
CAGCCTCAATAAAAGAAGTGAACCAGT
>AU244296 ID   AU244296   standard; mRNA; EST; 549 BP.
GTACACGCCATTTAGCATCCAGGTCATCTTAATCCAAAACTTCAACCAGTGAGACTCAGA
GAGAAATACCTGGACAGTGCAGGGGAAGTTTTCCAGATTCCTTGGATTTCTTCTAGATAG
TCAACGGTAAAGTTTTTTGCCAGGCCCCCCCTAGGGAAAAGAAAATGTAGAATAATAAAC
TTATCAAAATCCAAATGGTATTTTCTGATATCGATGTGTAAACTCATAAAGCAGCACCTG
GACAGTGAGCTGACTGAAATATCAAGCCAATGGATGAAGCTCAGCCTCCTTCGTTCAGTA
GAGGATTTCTTGTGTGAAGTGTGTGTTTTTTTTTGTGTTTCCCTACAGGTTTGCGACAGC
ATACTCAACATTGGACCGTGTGCGAATGCTTCCATGTGTTTCCCTACAGGTTTGCGACAG
CATACTCAACATTGGACCGTGTGCGAATGCTTCCATGGGTGAACCTGCTTTTCTCTCTGA
AGAGGTAGACACTTTTGGAACCCATGCAGACGACTCTCTGTTTCTACATTCATCCACCTA
AATGTCACT
>AU244297 ID   AU244297   standard; mRNA; EST; 283 BP.
GCAGTATCTAGTGGGCCAGCTGGAGTTAAAAGCCTTAGGAAAAAGATAAGAGTTGCTGCA
GTCCAGTCTGGAAAAGATGAAAGAATGGTTCACTTGTTCCAGAACAATAAGATTAACTTT
GCTGATTAGCCTCAAGTGATAAAACTAGGAATACTGCACTGACCTGTTTGTCAAATGTAA
AAAGCCTGTCAAGGTTTACCCCAAGATTCCTCATAACAGGAGCATTTGAGGGGTTCAGGG
GGCCAACAGCACTGCAGCAACATGTCAGCAGGTCAGTTTTTCC
>AU244298 ID   AU244298   standard; mRNA; EST; 468 BP.
TATCACAGCAGAAGAAGTAGTAGGCATGCATCACAAACCAGNAGNATTCATGCAGAAATA
AATCCAGACGGGCAGAGAACCATACGCCTTTCTTAAATAAAGCAGAAACCGAGATCCAAA
AAAAATGAGTTGCAACCACGGAGTCGCAAAAGACTGGTGACGACGAAAATAGAACAGAGA
AACATTTTTTTAAAAAAATGCAAAACAAAGGGGGCCCAATAGAATTACACTAAGTCCAGC



ACAGGGCTTCTGAGAATTGAAGTCAAAAACATGACATGCACAACAGCCGAAGGAAACAGA
CACAACACTTCAAAACCCACCTAAGCCAGAAGACGCCACCGGGAGGAATGGAGAGGCAGA
ACAAAGGGAGCATCAGCAAAATCAGCCTCCCCCAGCCATGCACTGCGTCCGCTGGAATAA
ATCATAGAGATGGCAAGGTCAGCCAAAGAGCAAAACAAAAAAAAAAAC
>AU244302 ID   AU244302   standard; mRNA; EST; 30 BP.
CTGACACCAGTCCTCCAGGNAGNACAGNAG
>AU244303 ID   AU244303   standard; mRNA; EST; 611 BP.
TATAATAAACACATTTGGTAAAAACAATATTTTTTAAAAATTGCACATGCTTGCATTACC
TAACACTTTTGCAAAAACATTTACTGCACTAAATCATTGTTTTATATAGCCTTATTCAAA
TGAGCCCTTATTCAAATGAGCTTTCCTTGTTTATATAAAGTTGAAATTGATGTTCTTCTA
AATTATAACCGTAAATACAAGAATCCAAATGGAAATACTATGAAAGACAACTCACAGCCG
GTTTTCTCTGCCAAATCAACGTAGTCCTGATGGCTTGGAGAGGACTGGAGTGAACCCATG
GCTCCAAACAGCTCTCCTCTGTTTATATAGCGTTAAAGGGATTTAAAGGCTTGTTGCAAT
GGAACCGGAATAGCAACAGGCTGGAATATCATCGGATCATGTTTCAGAACAACCCATATC
CAGACAAAAGTCTCCCACAAAGATCCTGTCACCGCCGGTGCAGTCAAGAACAGCAGGTCT
CGTCTGCAACGCAAAGCTCGCTGGCCACTTCCGCAACAACCGTCACCATGACGACGCAAA
TTTGGGAAAGGCTTCCTTTGAATTATGGATGTGGTAGGCGGCTTTCTTTCATTTGCTCCG
CATGTTGCCAC
>AU244304 ID   AU244304   standard; mRNA; EST; 537 BP.
AGCGCAGCTGTGACCCGGACAAATACCAGACTGCCGAGGCTGCAGGAAGTTTAATCAATA
TGAGGAGTGAGTTCTGATACTTTGAGATTTGCTGTGTNGGAAAAGAGACGGGTTCAAGGC
TGGGGAGTAATCGCTGGAACGGTTCTGCTTTTCTTTAAGGGCATCGCAGTGGCTTGATTA
AGGGGTGGAGCTACAGGAGAAAAGATTGAGAAAACTTTGAGATAAACAAGGTAACATCTG
CTCTGAAGTTTGGACATAAATAAAAAAAACGCATTATTTATTTTAGGTCAATAAAAGTCC
ATTTGTGCACAAACATGGAAACGAAGTTCTGAAAAATCAATTAAAACAGGGTGAAAAATA
TTTTGAAGTAGTCTTTAAAGACTCACTGATCATCTTCTGATCTAATTCGAAAGTGATCCC
AGTGGTCTTTTAATTATGAATATGCCATTTTTACCCAAAATATGAAAAAACTGAGTTGTT
TGTTTAAGACATAGTTACTGCAGAGCGGCAGTTGTGCATTAGAAATGCACCTCTGAG
>AU244306 ID   AU244306   standard; mRNA; EST; 581 BP.
GCGTTTGTGGGAAAGGAATTCGTGTTTATGCAATTTATCTACTTTTCTCAAATAGTAGAA
AAATCATCCTGTCTGCATGCTACTCGAAAAATACCTCAAGAAATCAGAAAACAATCGGAT
GTTTGGTGCACATGTAAACGTCTCCATTACATCACTACCTCAATGCATAACAAAGAATCA
AAGCACTGCAACAGTACTGCATCAGCACACACCCTGAACTCTCAAAGCTACTTTTTAATC
TGTGTATGAGGATCCATTGATAACCATGGAAACAAGAAGAAATAGGTGGGAATTACACAT
AAGTGGAACCAGATGTGATTCTTCTGCATAGAGTCACTGTTGCCCTAAACCTCAGTCACT
CTCCAAAATCTACTCCAATGACACATGAAGTCCCATCTCTACTGTACAAAAAACACTTCA
TCTTACACCGTCTTTCCCCCCTAATCTTGGAACTAATAATCCTTGTCTTGATTTATGCTC
CCAACAAAGTGAGACGAGTTTGAAAATCTCAACAGCTCAGAGAATCTGTTCCTACTAATG
TAATTCATCATCCTTTACAGTGAATGTAGAACAGCTGATAT
>AU244307 ID   AU244307   standard; mRNA; EST; 420 BP.
AAGAAAAATGGACTAAGTAGATCACCTACTTATTCAAAAAATGTTCAAGTGAGAAAATAA
CCCAACACAGTCCCTGTAAAACAATGGTTGCCGTGGCAACCTACCTAAAAGCCATCTTTT
TAAGCTTATGGGCATTCATCTTTTCTGTCACTGGATCCTCTGTTTGGGGGGTTAGGAGTC
GGGAAGCTGGTGCTGAGGACTGGACCTCCTCAGCTTGGCGATGTGACCAGACCCTGTCCT
GAAAAAGCTCCAACAGAGATGCTGCTCAATAGAAGCTGAACAGATCTCTTAGTCTGGCCT
TTCCTAAGCCAGAGCTGAGTCGCCTGCCTACAACCAGACCCTGGTTCAGTTCTAGCCTTC
GTAAATATCGGTCATGACTCTCAGTGACATGATCAAAGATCCATCCCAATGTGAAGGAGA
>AU244311 ID   AU244311   standard; mRNA; EST; 551 BP.
TCAACAACGTCCAGTTTCTTGTCCCTGTCGATGGAGGAGTTNCAAAACTTCAGGCTGTCT
TACCTCCTGCAGCATGGAACGCAGAGCAGCAAAGAATTCTATGGAAGATCCCTGACATCT
CCCAGAAGTCTGAAAATGGAGGTGTGGGATCATTGTTAGCCCGCTTCCAGTTAACAGAGG
GTCCCAGTAAACCAGCTCCTCTGGCAGTGCAGTTCACCAGTGAGGGCAGCACCCTGTCAG
GCTGTGACATTGAACTGGCTGGACCAGGGTACCGGTTCTCACTCATTAAGAAAAGGTTTG
CCGCAGGAAAATACCTGGCGGACAATTGACCCATGTTCCACTCTGACGAAAGGATTTCAG
TGAACTGTTGGATCAGCACAGAGACCAGAGGCTGAACCCGAACTAGACACCAGAATCTTC
CTTAACCTTTCTCAAACCCACAAGTCTGCAGCTCACCCAGCAGTATTGTATAACCTGCGT
TAAGTGTAACTTTTTCAAAGTCAAGTAATTATCATATTTGTATTTATCTCATAACATCCT
ACTGCAGTACA
>AU244312 ID   AU244312   standard; mRNA; EST; 556 BP.
GGATGCTAAACATCGTGGACCGGTACAAAAATAGGCCACACGATGAGGAATTTGACGACC
TGTGTATCGCTACTTTCGCGTCGGAATATCGGCTATTATCCAAAAACGAAAGCTCTAAAA
ATGCAGTGGAGCTCCAAAATAATTGCGGTCTGGTCGTAAAACGCACACGCACCAAACCTG
CAGTCGTCCGTTATGCGCGCTTCTCCGAGCACAAAAATCCGGAGCGGTTTCATTTGAGCA
TACTCCAATTATTCCTCCCGTACCGCACGGACGACGACCTGAAACCGCAGGATTTCAAAT



TCTACGAAGATTATTATAGGAACGGTACAGTGCGTCTCCGAAGCGGTGAACAAACAGTTG
AAAGTGTTGTTGATCGTAACCGGGAAAAGTTCGAGCGTGAGGCTGATGCGTTGGAGCTGG
CCCAGGCCGAGCTGTCGGATGCAGAGTTTTTGGAGGCTGCATGGGACATTTTGGTCCCCG
GGGCCCAGTTGGAGCAGCGGGAGAGTGAGATGGAGCAGCGAGAGCAGCTGGTAGAGAGAG
GGACAGAGGGTGAACA
>AU244313 ID   AU244313   standard; mRNA; EST; 161 BP.
ATGCTGTGTTCACACGAAACGCAGAAAAGAGGGAAGGGTCCAACAGTCAAAGTAAAGCAA
AGATTATTCATTCAGAAGGAGGTTTGAAAGGAAAGGAATAATCTATTGGGAGAAAAACAA
ACACAACAAAGGCCAGACTGACCTTGTAATCCAGAAGAATG
>AU244319 ID   AU244319   standard; mRNA; EST; 155 BP.
CTTTCCCTTCACACTGAGCTCCTTCTCTTCTATGGGCTCCAGTTAATTGGCTGCCCAGGA
AGGAAGCCACTTTAAACAATAAAGAAAACATAAAACAAAAGATAGAAATGTCTTGTAAAT
CATACAGTTCAAGTCCTGCAAATAAAGACAAACAT
>AU244321 ID   AU244321   standard; mRNA; EST; 572 BP.
GTGGCTGTTAAACCACCACCCACACACTGAACCATATCCTTTTGTCTGCTTCCTCATGCA
AGATATTTTTAGAAGCATCTCTTACTGCTTTAATAGAGGACAGATTGGCAAATTCCACAT
GAGCCAACAAGCAATATCTGTCAAATTAAATAGCCTTCATCTGCACGAGTAAATAAGAAA
GCTTCAGAGCTAAGTCTGCAAAGTGCGGCCTAAGTGCTCTTTGTTCACTCAATGCTTGAT
GTGTAGTTTTGTAAAATTCAAGCTCCCTCCCATCAGTATTCCACATTCCTCAACCGCTTA
AAGAGGACGTGTGTTGTACGGCTTTTTTTCTTTTAATATTTTAGATTAAATCTCAATTAA
AATCGAATTATTTAACTTCTTAATTAAAGTTCTCCGGGATGCTTTCTCAAAAGAAGATAA
AGATGATTCTATATATATATTTATATAAAATCTCACTTTGTGTGGACTTTAAAGTGTAAT
CAGAAGAGTTCTGTTGATGTTCTTCTGCAAATTAAAACAGAGGGAGCTGAAGGTTGAATC
TGCTGCAAGATAAGCCAGACCTGCAGGCTTGC
>AU244323 ID   AU244323   standard; mRNA; EST; 528 BP.
TCTAAATATTCTGCTGTTTGGTAAGTTTCACTCCCACAATCTGCTACGATTGGTCGTCCC
GCAGGCACTTTGAAAGGTACCGTCCAATTTTTAGGATCCTTGTGAATCTTGGGTAGAATG
TAGAATCTTCTCAGTCGTGGTTCTACATCTCCCTTCAAATATTTTAGTTGTTTATCATTA
ATAAATTTCTTTTCATGTAGTTGGGCCAGAATTTTATGTACCTTGGGCACTGTGTTTAAA
TAGATAGGTTTTCTCAGTTGTTCATAATATTTTCTGTCATTTAACTGTCTTTTTGCCTCC
ATTATATATTGGTCTCTATCTAATATTACTACAGTACTGCCTTTATCAGCAGGTTTGATA
ATTATATGTTTATTATGGGTTAATTGTTTAAGTGCCCTTTGTTCCTGTAATGATAAGTTT
GGTTTTTCATCTTGCATTTTAAAGTGTTTGTAGAAGTCCTTTTCATCCTTTTTAATTAAA
GTTTTGATTTCTGGAGGCAATTTGTCATTGTCAGGGGTCCAAATAGAA
>AU244325 ID   AU244325   standard; mRNA; EST; 592 BP.
CAGATGCTCGGTCGCAAGTGAGGCAAATGGCACCGAGCAGAAGCATGTCAGTGGAGGATT
CCCCTACATCAGCGTGCGGCTTCCCTCAGAGTTCCCCTCCCACACAACCAGGCATTTCCA
TGCCCCTCATGGGTGGCATGGTGGGGGCAGATGGCCTCACAGCACAAGGGGTACTGCTTC
AGGCGGTTTCTGAGAACAATTTCAGCTACTTTCATTTTCAAATGTGCAAAAAAAATCGTT
CTTTTCTGCCATTTTTAGGTCCTGAGCGATCATTTGAAAGATGTTGATCTTCACCAGAGC
GCCTTTCTCCATGTTGGCAATGGTTTTGCTTCTGGTAATTTTTGTTTTGGTGATGCTGGA
TCAACTGAAACATTCAGCTGAGATGGAGGAGTTTACATCTTACTATTATTCCACTTAAGG
TGCGAGCTGCAGACCTCACCCTTACAGGAAGAGGCTGGGTAATGTTTCTAACCAGCACAT
GCATCACAGCATGCAGCCAAGCTATAACTTGCGTTACCAGGATTCCTACAGCCCTGAATA
CTCTTCTTTACATCAGGTAAAGCCACTCTGATCATATTTTAATCTATAGTAA
>AU244326 ID   AU244326   standard; mRNA; EST; 269 BP.
CTCGTAATACGAGCAAGTCTCTGTACGGGTAAAAAAACATCACATCATAAACCAAGAAAA
ACACCCTTTTTGCCTTCTTTTGAAAGGAAAAAATACAATTTCTAAAAGTGCAGGAGTAAT
GCCGTTAGCAGTGTGATTACGGCTTTTCTTGTGAAAGTTTTTGGTTTGGGGTTTGGCGGG
CTTGTCCCAAATGGGGGTGATGGTGACGAGACAGAAAGTTCAGGTGAGTGCAGACATATA
AACTCATGTGATGGTAAGAAAAAAAAAAC
>AU244331 ID   AU244331   standard; mRNA; EST; 388 BP.
TGTCACTGCTGGCAGGCAAGAAGAAAAAGATGAGCTTCACAGACCACATATTTGAATTTG
CAAATCAGAAGGGGGAAAACAAATCCCAACAACAAGCAGGGAAATCCCCAACCTTTTCCC
TACAAGAGCCTTTCCTCCTTTATTCTACCAATTTTTGTCCAAATTATTCATTTGAGATGA
ATCACAAAACTCTAGTTTGTTGGCAAAACTCTGCGTGAAGTTTGACTCATTGCAAACGTG
TTTTTCAGTCAGGGCAGGTTTGAACTGGCCAGAATCCTGCTGGAAAAAAAAAAACCTAAT
GGGAAGTCTGCTTGTGTGACGTCTTACAATAAATCAAAAGATGGACGCAGTGGGACTTTA
CTAGTACAAAACTATTTCTATTACTCCT
>AU244333 ID   AU244333   standard; mRNA; EST; 203 BP.
GCAAAAGTCGTCTTTCTCCACGTCAAATTCAGCTGTTTCATGTTGAAAAGAGTGTTATTT
TCATTGTTAAAGGGTTAACTATAAACACTATCCTTTCAAAAATTTGATTTATGAAGTTAA
CAGTGAGCTGCCAAAAAAATCATGGCTCAAAGTCAACTTTAAAATACCTTAACATCGAAA
ACATATCTTAATACAATTAGAGT



>AU244334 ID   AU244334   standard; mRNA; EST; 339 BP.
GTCAAAAGAAAAAATCAACACTGATAGTTGTCAGAGAGGCCTTTCACTTCTCACTGGTCA
TGTCCCACCTGGTGATGTCATTAATAAGTTCCAGACAGCATCTGATGTGGAATTTTAAAA
TTGAACCCAATTGAAATCTGATATTAATGTGTTCTTTTATCCATATGTTCACGTTAGTCT
ACAAAAATAACTGCTAGCTTTCAGAGTCATTTCACTTCTCACTGATAGTGTCCCACCTGG
TTATGTCATTAAATAAGTGTCAGACAGATCTGATGTGGAATTGCAAACTTAAACCCATTT
TAAATCTGATCTAAATGTGTTTTTGCCATAAGTTTGCGT
>AU244335 ID   AU244335   standard; mRNA; EST; 449 BP.
CGTGAAGAATCTGATGTTCAACAGTAGCTTTAGTATCACAGCCTGAACCAATGGATAAGA
CCTGCCCGCCGGAAACTTTTCTCCCAATGAAAAACGAACAACTGAAGCAACACAGGAAAA
AAACTAATAAAAACACTGATCAGTGTTTCATTTTAATAAAACAAAAGCCCAAAAAGAAAA
AGCAGTTTTGCTAATTATTTGAAGATGGTGTTATAAATGGTACCAGGAGATTGCCAATAA
GGCTAAGAAGCATGTGTCTAAGCATCTCTGCCTGAAGGAAAGTGACACTTACCTGTCTAA
CTTTTGTATAGAGATGTAAAACACCTCAGCTTCTCGTGGTTTGAAGTCGATACAGGACTT
CAACCTGAACTGGTCAAAAGCTTTTAGGATGACTCCCTTAGCGTTTAAGTCTGCAATTGT
TTATAAAAAGTTAATTTATTAAAAAAAAC
>AU244337 ID   AU244337   standard; mRNA; EST; 589 BP.
ATTTTTCTGTGTATTACAGAAAAGGAATAAAAAAGAGAAAAAGCACAAAACACGTATTAT
AAATGACATCTGTGCTGATATAAGATTAAAATTTAGTACAGATATAAAGTAGTGGGAAAA
AGCCAAACCAAATGACTCCATGCTGGTTTAGAAATGCACTTTTAACTCATTTGGAATGCA
TTTTTCTTTGACTACATCCAACTTTAAGCTTTTATTTTATGTTGCCTTTTAAGAAGTCTA
AATCCTCTTTCCTAAACGTAGTTCTAAAATGTCTTTAGGAAGCTCGTCGTCTTGAATGAC
ATTTACCTTTGGAACATAACCCCTGAACAATGCTTTCCTTGTCTGTTCCGCTGTTAGATT
TTGGCTCAGCACTTGATTTCCAGGTTGAAGCTTTGCAGATGCGTCCTTCCTGAAGACATA
ATTCCTACCCAAATCTTTCAAAGAATCCCCGCCAGCTATTTCGATTTGCCTCTTTCTTTT
ACTCCATTACTTATCAATCTCCCATCCCTGGCTGCAGATCTCACAGTTAAGAAACCTTTA
TTCCCTCGTCTCCCAGAAAGCAGGAAAACGCTCTTGAGATGCTGCATAT
>AU244340 ID   AU244340   standard; mRNA; EST; 580 BP.
CCAGTTGTTCTCCTTGCGTTGATACGGCATGAACACACATATTTTGCAATCTTGGTTGTA
AATGTATTGAAAATGATTGACAGCAGCACAGGATCCCTCAAAAGGGAAGCAATTCAGGTC
TTAAATATACAAGGGGATAACTGCAGGTTGCCAGCAACTGAAGGGAGGGAAAAATGTGAC
CAATATTCTTTTTTTTTGTTTACCCGTCAGATGTTTCAGTGTTTCTTTGGTTTTCAAGCA
TGTTTGTAATAGTCATGCCTGGAGCTTTCTTCAAAATTTGTCATACAATTTTAATCCAAG
ATAGCTTAAACAGTAAGTTGAATCAACAATTATGGTTGTGTTAAATCTAAAATCTACTAT
TCCAAAATCTATAGTGCTGGACATTTCCCAGAAGTCTCTGCGAAAAACTAGCTCAATACA
TTGATAATTATGGACCACAATGCATTGCGTTTTAACGATTTGTCATTAAAACGAAAAGTG
TATTTTTTATATATAAAAACCATCCAATTTTTCATTATTATAACACAGTGGATTCATAAA
AACTCTTTGCAAACTTTTTATATTTATTACATTTTCCATG
>AU244341 ID   AU244341   standard; mRNA; EST; 278 BP.
AAAAAAAACAGCTTTATCAGCTGTTTACATTTCAGCAGAATACTCTCATGCTCAGAATGT
CAAGTTACTGTTATGATGTGGGCTGTGCCTTGCTCCAGGGCAGAGCATGAAGTATCTGTT
AAGTTTTGTCTCAGGAACTCTGCTTTATGACTGCAACACTATGTGCACTTTTAACTCACA
AATCATAATTTATCCATGCATTAAATTTGTGCTGATGCTTATTTTTATAAAACCCACTCT
GAACCAGAACTGCTAGTCTCCGCCTGTGTTCTGTTCAC
>AU244345 ID   AU244345   standard; mRNA; EST; 546 BP.
TGAAATCGTATCATCAAAAAAAAATAAAAGCCAAAAATATCATATGGAACTTTATTATAA
AAAGCTTTTTAAAAGAGGATTAAAGACAATACCACAGTTTTGCATCAAACAAGCAGATCT
TGTAGCTCCAGAGGCTATTCAGAAGTAAGTCACCCTCTGTTTTTGTCTATCTTTCACAAC
ACAAAAAAGTTACGTTTTTGAGGTTCTTTTGCTGCCAAAGGTGCTTCAATCATTTATTGT
TAACCAGTTTTTTTTTGTCTTAATTATTTATTTATTATCATTTAATATATTTAGTTATTG
ACCAAAAAAACAAAGTTGATTTAATAGTAAGTATTAATTGCAAATGGAAATCTCACATAA
TGCACAAACATTTCAAAAACAGTTGTTGTACAATATATTTTTCACAGACAATATATTTTT
TTTAAATACACGACATGACATTAGCTGTGTGCTACAGCTAATGTCATGTCATCCTACTCC
ATGTCACCTACGGTGTTGAAATATGGATAAAAACATATAAAATCAATACAAAACCAATTT
TGTAAT
>AU244348 ID   AU244348   standard; mRNA; EST; 579 BP.
GGAATCCGATACAGAGTAGTTCAACTGAGGATGAGCGGGGCTATGGCAGAACCAAGCAAC
AGCAGTGAATGTGGTTCTTCTGCAGCTCTACAGCGTAACCAGGCCCCCAGCAAAGACCCG
GGCAGGACATTTTCTGTTGGCCTCAAGAGTGATGCGGCAGAGGAAGGGGCCCCTGAGGTG
CCCCACTTCACACTGGGCACATAACAACTGTAAATCTGTTTTTCTTTTTGGATGTGCCAC
ACTTGCAGACAAGCCTGAACATTTTAATTTGGTCCCTTTTTCTACTTTCTTTCTGCTCCT
CCCTTTGACTTGCAATAAAACCACAGAGAGCTGGAGATGACTTGGCTGCAGAAAACAGTG
ATTTCAGGGGGGGTGTTCTATGACTTATGCACAAAACTAATAATGTTGATGACAGTGCAA
GTGCCACCCTCCAGTGTCTCTGAAGGAGGTCTGCTACAAAAGAGGAGCACAAAACAAAAA



AGTTTCTTTTGCTATTTGCATTTTATTAATTCATATTGACGTATTCTTTCAAATGCCTTT
GGTATGCATGCTATCATTTTGATTTGTAGATATGCACAT
>AU244351 ID   AU244351   standard; mRNA; EST; 580 BP.
AGATCACGCCCAGGCACCACATCACTCATCGACCCTAAAGGTGCTGGAATCCAGGCCAAA
ATTCCCACATCTTAAGGCTCGAGCTCTGCGTTTGGGTTTCTGTCAGCTGTTCCAGGCTCT
GCTTAGTCTTTATCTTCTCAACTGCTGAGAGACTGTGACTGAAAATAAACAGAGAGCACG
CCGCTGTTTCATGAAATGTCATTATCTTCAGCTCTGTTATCTGTTCTGGTGAGACGGTAA
GGAACGGGGTCAAAAATTATGAGCACGATATCTTCTTACAGCTCTCTGAGAAGAGCTTTA
ATGGGGGGGCAGATATGTCTTCTGATGGACGCAGTCCTAATTGGTCATGCAGTATAAATG
GAAAGGAGAGAAGGTCAAGTTGGAGCTGTGATGCTTCCCCCTCAGGGTCGCGGAACTCCT
CTGAGTTTCCAGAAGGCTTTTTCCACCTCATGCATGGAATAATACCAGTGCACATATGCT
TTACCTGTGAGCATGACAGGAACTCATGAAACATGCGCTCAAAGTCAATGAATAGCAGGC
TTCTCTCTCCTCATCGCAGAGCTACATCTATTGATTAATG
>AU244353 ID   AU244353   standard; mRNA; EST; 662 BP.
CCTAAAGGTTAAATGTACTAGAACCAGGGGTGTGAAAAGACACAAAGNACGTCAGGATTG
TTTGACCCCGATCATAGTTTGTTGGTGAAAATGTCATCTGCAGTCTGTTGTGGACTCTGG
TCCATCTGTAAACGAGGGTCTCCGTTTCCTATGAATTTGCCTGCTGTGGATCCCTGCAGT
AAACCAGACCAAGGAGTGAAGGTAAGCTAGGAATCCGAGGGAGCACGATTCAAGAACAAG
TGGTCCAGCAGATTTGGTGAAAACTGCCCAAAAAGTGGACATTCTGCAATAGGGTTGTAA
ATCATGCGTCCATTTTGGTTTTCTTACCCGTTTGCCTTTTTGCATGTGAACTAAAGGATC
AATTGAAAATCCTGAAGTACTTTGAGCTCAGCAGATGAAGCAGAGACCCCCAGTTGTCAA
AAACGGCTGTCAAACTTGAGGGAGCCTTTTGTTATAAAAATAATCCATTTTATTTAAAAG
AGCCTTTCAAGAAACCCAAGGACACTGTACAATTTAGAGGTCTATAGTTTAAAAAATACT
CAATTAAAAACACAATGAATAATGAATTAAAATCAAAAGTGAAGCTCAAAATTACTGTAC
AAAACTTTGGTCAATAAATTCAAAAAATCATTAAAAACACAGTAAGCAATAACTGACAGA
GA
>AU244356 ID   AU244356   standard; mRNA; EST; 339 BP.
CTCATCTGCTCGTAATTCACCACAATTAGAAAAAAGAAATACCCAGAAACTCAGTTTTAA
TCTTAGCTATCTTTATACATTACCTCCATCATAGGAAATATGCTACAAGAACATGTTGAT
AGAACCAAAAACACAGGTGGGACTTTAGGAGACCACTAGATCACACTAGATCAAATACTG
ATCGGAGTGGGACTTTAAGGGGTGGATTGTTCAATGGTTCCGGTTCCTGAGTGGAGCTGT
GAGCACGAGTTACCTCCCACTCCTGGGATGGGTCAAGTGCATACTAATGAGACTTTTATT
TGATAACTTTAAGGTCAAGGTGAGGTCTTTTATGAAGGT
>AU244358 ID   AU244358   standard; mRNA; EST; 76 BP.
GTAAACTACAATTCTATATTTTTTTTCTCTCTTCTTTGTGTTGTTACTATGTGTATGTGT
TTGTTTAAAGTTCAAT
>AU244359 ID   AU244359   standard; mRNA; EST; 552 BP.
AAAGCCTGCTATTACAGTCTACATAATGCTGGAGAGCAGATGCACCGTGAGGCTGTGTCC
TGCCACTGACTCCAATCAGGTGGACAGAGATGGAAAGGAGGACATGAGACAGAAACCATT
TTCAGCTTTCTCGTAGACTCACACTAGCCCCCCTCCACACACGAGCTATACAAGACCGTA
CGGCAACAAATCCTTCTCTGGATGTAGCACACTGAACAATCCTGTCCCTGTTCATAATCA
TCTCACTAATTAATAGAATTATTATTGGAATGTAACCTCTTTTCTATTTTGAGGACAAAG
ACTCTCTTCTCTTGCTCATTTCCAGACTTTGAGCTTCATAAAATCAGCTGAGTTTGATTT
CCAGACGTGTTTTCCATCAGAATCCCAAAAAGATCAAACAAGACTCCATCATGTGATCGC
CAAGCTTAAGCAGGAAAACCGCCTGACACTCAGTTTAAACAGTTTGAACTAGTTAGAAAA
CATACCTGCTATCCTCATTGAAAATCAGAAATGATGCAGGACATTGAAGAACCTTAGAAC
TTAGTCTGCATG
>AU244362 ID   AU244362   standard; mRNA; EST; 582 BP.
GCTTTTGGAAAGACGTTAGTAGAGACTGTCATTGATTCAACCAATGCAACATCAATGCAA
GCTGACGGAGGTAGACAACTTCTCACCAGAGCACCCTGACAGATTGCATCCACAACTTCA
GGAGATAATTCAGAGGATCTGCTTGAATGAGATAGACGCTCGACAACATGATAAGCAGGA
TCCCACTCCCCATTCTGAGGTGACTCATTCAGTATGGGGGGATGAGGTCGCCGTGACAAT
ACATCTGCATCATTATTTTGCTTGCCAGATCTATACTGCAGCTTGAATGAGTACGTCGAC
AAGGCAGCCAACCACCGATGACTGGTGGCATCTAATTTCGCAGAGGTCAAGATGTAAGTG
AGAGGATTGTTGTCAGTGATCACAGTAAGATGGGAACTATACAGATAATCATGAAATTTT
TCTGTGACACTCCATTTTAATGCTAAAAACTCCAGCTTGTGTGCAGGATAGCGACATTCA
CTCTGGGAGAGTCCTCTGCTGGTATAAGCAATGACACGAAGCTGGCCCTCCTGTTCTTGA
TACAACACAGCCCCCAGTCCAGACAAACTTGCATCTGTGTGC
>AU244363 ID   AU244363   standard; mRNA; EST; 314 BP.
GACATTTTAATGCAGAAATAGTTGTGTTGCTGGTGAGAGTAAATGCTCTTTGTATTTTAC
ACCTCGCATACGTAAACAGCTACATGTCATTGTCACTGCATTGTTGGGAGTCAGGCAGAA
AGTGTCTAATAGGTCCTTGAGGATCATGATAAGGGGAATTGGATCATTAGTGCTCAGGTC
CTTAATAACTGCCCTGGGGAAAATTAATATCCACTTAATACTCAGTGGCAAAGACTGCTC
ATCTGATGCCGTGCATGGCATGCAAATGTATGGTAGACGGAGAATTCTACAGTTTTATGT



CACGCTTGCTTTCT
>AU244365 ID   AU244365   standard; mRNA; EST; 559 BP.
GTGAGATAGAATATCCTGCTTATGGCAGAAGCCTTGTTTTAAATTGTTTTTCAAATGTCT
TAAGACCAGAGCAATGGGACAACTGTGCAGGTCACTCAATATTTTTGTATTCGTTATGTA
AATCTATGTCCTTAAATAATGGACATTCAGAATTCCATATAATTTAGCTCCTCGCAGTTT
TTGACCAACAAGAGTCTTTTGATTGATGACATTGAAGCAGCATATTTGTGCTCACAGCTC
TGATATTTCATTTTAAAGCAATTATATTACATTTTTAAAACATAAAATGATTCTTAACTG
ATGTAAATAAAAAAACTTTTTGAATTATGTTGTGCAATTCTTAAAAGCACCCTCCAACAT
GAAGAAGTCAATGAAGCAAACAAAGGAAGGCTGGCGTGCTGACAACTACACTGAACAAAA
GAAAATTTCAACTGCCTGACCACGAGGAAATTTCCTCTCTTATCAATAAATCCAAACCTA
CCACCTGTTATCTCGATCCCTCCCAACATCCAAACATCAAAAAACCTGGTTCAGATCCCA
ACTTATTCAATAATCTCCG
>AU244368 ID   AU244368   standard; mRNA; EST; 544 BP.
GCCCCTGCACTGTGATATCTTGAGGAACCGGAGCATCATCTCTGCCTATACGTGTCACCC
CTGAAATATTGAAAGCTCATCTGGAAATTCGGTTCTGACAACAGAAATCATTCATGAAAT
ATTTTAATGTGGGAACATCTTGGTGCACTCAACAAAGAAATATTTGTCTTGTGTTTCTTA
ATTTTGCAGAAACGACATTAGTGGTATGTCTCTGATGAACATCTTAATCCTCTTTCCAGT
TCTGATCATCTGACTGAAAGCTGTGCCCGCCCGCCCGCCCCTAAATGAAGTGTTCTTTGG
GTTGTGCTATAATTGCAGATTTTTTTCTTTGTCCACTGCCAGATTTAATCATCCTGTGGG
ATCTCAAAAGGATTAAGATCTTGGCTTTAACCTGGCCATTCCACTCCTCTCAAAGTCTTC
CCTTTTTTTTTAAACTTACTTTTAGTGGAATCACTGGAATGTTTTTGGTCATTGTCATAT
TACACGGTGCACCTCTGGCTTATATTTATTGATAGGGGATCTTACATCACTCTCACCTCT
CAGC
>AU244370 ID   AU244370   standard; mRNA; EST; 590 BP.
GCAAGCAAAGCATGGCAAGGAATTCTGTCTTCTAAGTGTGAGAGAAGAGGACAGCGAAGA
AAGGGCCAACAGGGTCACCTATTTATAGGGTTGAGTGGACATGCGCATGAAACAGCAGTA
AAAGCATGTTATGCATAATTCATCTCAGAGCTCTCAATAATGAGTATTTTCTTTCTGCTG
CAAAGCTGTAGCAAAACTGTGCACATTTTTTCAGCCAGCTTGGTTTTATTTGATCACATT
GATAACAAAGCTATGCAGCAGTAGAACTGAAGAGAATCTGTACAGGAGGTGAAATGCAGC
TTAACTCAGTTAAGACATAGCCGAACTGTAAATGTCTAATGTTAGGTTTGAAACACACCC
TTATCTCTCTTTTTCCTCATGTTCTTTTTTAAAGTAGTGATAGAGAATGTTATTTGTCAC
ATCCCCTAGTGTGTAAAAATATGTAAAAGTAAACTTCCACTGCGTGTAAAGTTGACTTTT
CTTTCTAATTGCAAAGTGGAGTGATTAACAGCTCAAACTAAATGGATTAGGGCTAAAATC
CTGCCTTTGGTGCCCTTTTTGTTGCTTCACGATGGTCGCAGGATTATTAG
>AU244371 ID   AU244371   standard; mRNA; EST; 509 BP.
CTGTACTTCAAGGGGAGCAGACCTGGTGGTCATCAATGATGCTGATGAAAACAATTTCGT
CAGAGGATTTAACCGCAAGGCCTGGATTGGACTGTACAAATCAGGATCCACCTGGATATG
GGTGGATGGAAGTATCCTGTCACCTAGTGTCAGCTATTGGGCTCCAAGAGAACCTAACAA
TGTTGGGAACCGGGAAGATCGTGTGGAACTACAGCGCTACAACGAATTCAACAGCTGGAA
TGATGAACCGTGGACCACTAATAACTACTGGATCTGTGAAAAGAAAGTTGTTTAGTGGAA
ACACTGAGAACTTTCTGATCATTCAGTAACACTAGCTTGATGTTTGCTGAGGTTAAAACC
TTGATGCAGATCATCTGCTGTCCTTTCTGCTTCACTTTTCAGACATAATGAATCATATTA
ATCTGTGGGTATAATGGGGTTGATTAAGGAATTTAATCTTTTACTGCTACTGCATACTTT
TCTGTGGCTCAATAAAGCATCGCAAAATG
>AU244372 ID   AU244372   standard; mRNA; EST; 585 BP.
TAAAAAGTGGTTGGTCCTACAACTACAATTGTGCCCCATATATTTTACTGAGGCCTTGGG
AATTGGGCTCTCAGGAGAAAAAAAAGCTCCTTGTCTCTACTCAATTCCCTGTACCTTGTT
GTCTCAAGAGACTCTTCTTTATCTCACCATGCAATATGTTTTGAGTTAAGTAAAAATTAG
CCAGATCCAAGGAAGTCAACGTGTATTGCCTTTGTCCCCTGATAGATACGAACACCAATT
ATTCTACCTTTCTATGACAGAAAAATTAACAATAAAACTGTAGGTGATTTAGCCCTAGAA
CCTGAATTGTTTTTTGTCTCGATAATAAGACTAAAAGAGTGCTTTGTTTGAAACATTGAT
CCTTCTTTTTTGCTTTCTGAGAGCTACACTGACAACATTTTCTTTTTTAACATGTACGCA
TGAGAACGAGATCAATTTCCTCCAGTAAAAGTTGTGTTTTTGGTGTTTTTAACATGTACT
TGCAGCATTTTTCTCATGTTGGAGGACATAAATGAAAAACATTTCAGATAAAAATTGTGC
TTTGAGTTTTTCCTTATTCAAATTGTGGTGAATTAGAAGCAGACA
>AU244373 ID   AU244373   standard; mRNA; EST; 569 BP.
CCCAACCTCCCTCGGTACCTGTTTGAAGTTCTCCCGGNAAGCTTTACTTTTAGATTTTTC
CACATGTGGTTGTAAATGTTTTAGCATTTGAACAGTTTCCAGTCATTAAACGACATTTGA
ATAAAGTCAGATGGAACTAGAATAGTGTGGAAAGGGTTAACGCTATTTGTGACTTTAAGA
CACTTTGCATTGGTGAAGGGGTCCTTTTCAGCAAATGTATTGATCTCAAAACTCAGCAGC
CTCACAGTGCCAGGAAGTATGGAAGAACTACCATGAGGCAGCAGCCCATGCAGGGGCTGG
AAGGACACTGGCCACTGTGAAGTGGATTTCTTCTGGGTTGACATGGAGAAAAGGTGCGGG
GGCTCCAGTCGGGGTGTTGTGTGCAGCTTGAAGGATAGGTCAGAACCCAAAGCCCCTTTA
GGATCGATCAGTGTTACTTACCCCCTGCAAGTCGTTGCCCTTGACTTTCTCTCATTGAGT



AGACCTGACGATTCTTACCAGGACGTTCTCGTAATGACTGACGTGTTCACACGTTACGCG
TGGGCTGTCCCCACGAAGGATCAGACCAG
>AU244382 ID   AU244382   standard; mRNA; EST; 568 BP.
TAAACAACACAACCACAGTCCCCAAAGTCTTGGCCGCCTTCTTCTCCCGTGAGAACTTGA
GCAGTCGCAGGGCGAAATGCGTGCGACTACGAAGAGCTTCATCCTCTGAGACGGTTGTGT
TTCCGCGGTGCATCCTCAGTATCACTTGCTCTGAGTCGGACTTTTCTGTCTTTTGCCCTT
CCTTTAGGCCCCTGCTCTCTTTTTGAGCCACCACGTAAACCCGACAGTACATAGCGAGGA
TGATGGCTAAAGGCAGATAGAAGGAGCCCACTGCTGAGAAGATGGCGTATCCTGGTTCCT
CCGTGATCTTGCAGACGGTTTCGTCCTCTGGTGCCGGCTCTTTCCAGCCAAACAAAGGTC
CGATAGAAATGATGACGGAAAGCACCCACAGTAGCATCACGGCCAACAGAGCCCTGCGTT
TAGTCATGATGGCCGGATAACGCAAGGGGTAACTGACTCCAATGTAGCGGTCCACTGAGA
TCACGCACAGGCTCATGATGGAGGCTGTGCAGCAGAGCACATCCACAGCTGCCCAGATGT
TACAGAAAACCCGTCCGAACACCCAGCG
>AU244384 ID   AU244384   standard; mRNA; EST; 467 BP.
TATTCAGGAAAAGAGCTCAGGTGTTTAATCAGGTACAAAGTGTAAGGTCTAAACTTGGAG
TTGATCTAGTATGTAAAGCAGGTGTGTTATGGGTTTAAATTCAGGGGTAAAAAAAAAAGA
AAAATGTGTTGAATGACTGAATGGTTTCTGTGACGGTGCTGTTTGTTCACATGTAAACAA
AGGTTAGCAGGGTTTGCTCAATTGCAGCCCTTAGCTGGACTGTTTCTCCACCTGAACATG
CACATGCATACCCACATGCTCCCACTGATGTTGCAGAACCAATCAAAGACTCTGAGCCTG
GCAGATGCCGGCAGGTGGCGGCCACACAGACCAGCCTGTCAGCTCAACAGGTTCTCAGAT
CTAGATCAACAGTGTAGCCATACAGTCAGAATCCTTTGCAGCTGTTGTTTTTTTTCTTTT
GTTGTGATGATTGTTGATTTGAACTTGTAGATGCTCTGCCGTGTTCA
>AU244385 ID   AU244385   standard; mRNA; EST; 141 BP.
TCTCTTTGCCACTTAAGGTTTCATTTTCAAAAATACAATGCAAATGATCTTAAAAGAGCT
GTAAGAGAGATTTTAAAAAAGCTACATTCCCAGCATAAGGAAAATGAAAGGCTACTCTGG
TATTTTAAAAATAATGTCCTG
>AU244386 ID   AU244386   standard; mRNA; EST; 149 BP.
ATTTTTGAAATATGAGACACGTATGCTTCCATAGCTTTGGGCATTAGTTGGTGATGCAGC
TCTAAGACAGTGGAGATATTTTTGACGCTGTTGTTGTAGGGAGAATCCAGGGGTTTTCCA
AAATAAAACGTACTTTATAATCTGATTAA
>AU244390 ID   AU244390   standard; mRNA; EST; 333 BP.
GAGTTTTTTTTTTTTAAGGAAAAAGCAGGCTCAGCCACTTTTTAATTTCTAAGAAAGTTT
GTATAAAAGTTTTTGGGATTTGAATGTTGTATTTTTAAGATTGGGATTTAATAAAAGCTC
ATTTATCCAAAGTAAGAAACTGACCCTTTTAGGTGACACATTTGTAGCTCTCACAAGGAC
CAACAGTCAGGAGCTTTTCAAAAAAAGGAGTTGGGCAAGAATGAAGGCTTTATCTGCTGT
CAGGACAGGATGGATAAATCCTAAAGTTTAGGTTCCTATGACAACATGACTGAAGTACAG
AATCTCGTGTCGCTGAGGATGACCAACATGGAA
>AU244394 ID   AU244394   standard; mRNA; EST; 376 BP.
GACTATTTTTTCAAGAATTTTTGAAATGAAGGGGAGGTTGGAAATAGGACGATTATGAAA
GGAATTGGGGTCTGAGCCAGGTTTTTTTAGGATAGGTCTGACGGCAGCGATCTTGAGGAG
TGAGGGGACAATACCTGATGTCAATGAGGAGTGGATAATGGCACAAATGAAGGGAAGAAG
AGAAGGAAGGCAGGATTTAACCAGGGATGTTGGTAGGGGATCGAGCAAACATGTGGATGG
ATAAATACAACTGCGTATCGTCGGCATAACAATGAAAATTAATGCTGTGTTTCCTGATTA
TGTTTCCTAGGGGTAGCATATAAAGCGTAAACAGGATCGGTCCCAAGACTGAGCCCTGTG
GGACTCCATAGTTGAC
>AU244395 ID   AU244395   standard; mRNA; EST; 568 BP.
GCGCAGAAACTTCACCTTTTCTCTGCTTTGACGTTTATCTATTTTAGTATCCAAGATAAA
AACTGATATACGATTCATTGCATAGGCTCAGATGGTTGAGCAGATCGGAGGATCGAAGGT
TCGATCCCCCCTTTCCCCCCCTAGTCAACTGTTGTTGTGACCTTGGACACCAGACACTTC
ACCCTCCAAGCCTCCCGTGTGGCTCCACTGGTGTGTGAATGTGCATGAATGTCCCGGTGA
TGGTCAGAGGGGCTGTAGGCGCGAACTGGAGGCCACGTCTCTGTGGATCAGGACAATTCC
TCTTCCTCATCCTCCTCTGCATGAGACTGGATGCACTGAGGAACTCCTTCGCAGATACTT
TAACACCAAGGAGCGATTTCACAGATCTTTCTTCCCATCAGCTATTAGATACTGGATAAT
AATTGTTGTTATTTATTTTTTAAGTGTACTTTTATTGTTATTTATGATCTATCTGCTGCT
TTAGTAGAGCTACGGTAACAAGATAATTTCTCTTTGAGGGATCAATAAAGTTTTTATTCT
ATTCTATTCCAGTTAACTGCAAATACAG
>AU244397 ID   AU244397   standard; mRNA; EST; 559 BP.
ATATGTTCCTATTTTATCATAATAAAACTATTACTATGTATGTTCAAATCAGACATTCAT
ATCACACATGCTCATGTTATTAATACCATATTCAATATATGAGAACAAAAATAATTAATT
GCCAAACCTATATCAGGAAATCTTGATACTAAAAGTTTGCAGAGCTTTATTTTGAACTGT
ATTACACACAAAGCACGCACAGCCTTCATACACTAAAATAAAATTGAATTAAAAAGACCC
CCCCTCCCCCCGTTTGAGTGTTCTAGAAACAACAGGTTTTCACTGATGTTGAACTCTTGC
TGGTATCCAATACTCTCTAACAGATTGGGTGAAACAATATCCAAACCTCATCAAAATGTG
ATACCAAATATTTATAATACTGAATCTCCACTGTTCATTTGTTTATTTTTTTGCAATTCT



TTGTTAATAGTAAAAAAGATAATGTGTCCCGTTTTAAAAGAAGAAAGTGTTTTAACTATT
AATTCTGGAAAAGAAATTATGCAAATATGATCAAAAAATCAAAATGCAAGTAAACAGATA
AATCCCTTAGTAACTACGT
>AU244398 ID   AU244398   standard; mRNA; EST; 541 BP.
CCCCCCAAGTCTGTACACAATGGGCAAAGATCATTTTCTACGAGGAATAGAAATTTTCAG
GGTTCGGCACCATGAGTGCATGAGCGACTGCGCCGACCTGCACCCCTACTTCAACCGCTG
CAACTCCGTCAGGGTGGAGAGCGGATGTTTCATGGTGTACGAGAGGCCACAATATCTGGG
CCACCAGTACTTCCTGCGACGGGGGGAGTACTCCGACAACCAGCGGCTGATCGGCATCAA
CGACTGCATTCGCTCCTGCCGCATGATTCCCACGCACCGCGGTTCCTTCAAAATCAGACT
TTACGAACGTCCAGACATGAGCGGCCAGATGCAGGAGATCAGCGACGACTGCCCCAACCT
GCAGGACCGCCTCCGCATGTCCGACGTAAACTCCTGCCACGTGCTGGACGGTCATTGGCT
GCTGTACGACCAGCCCAACTACAGGGGCAGGACCTACTACCTGAGACCCGGCGAGTACCG
CAGGTACAGCGACTGGGGCGGCGCCNGCCCGAGGATCGGCTCGCTCAAGCGGATCAACGA
C
>AU244403 ID   AU244403   standard; mRNA; EST; 584 BP.
CCCACATTAGTCAGCATAAGGCAACAAACACTCCTCTAAACAAAAAAACAGAGGAAATTT
TCGCCTTTTTTTCGCATGGCAAAATCTGGTACTTCTGATTTTCTATGGAGTATTGTAAAA
AAATAAATATTTTTATTCTGCAAAATGTTGCCCCCAGTCAACAGGAGGCATTCATTTTTA
GTCACTGGTTTTAGAGCTCTTTAAATCAACCGTTGCTGTTTATATGAACAACATTTCTAC
ATGCATACAAAATATGAATATATTTTTTTACTTTAAGAAAGTAATTGCACTTTTTAGAAG
AAAGAACCCTGCATTGTGCTCCCTGTTACAATTGTTTTTTTCGAACCGGAAATGATCCTA
AACCTTAAAAATGAAAAACACTCTCCCTCAGCGCGTCCTCCAATGTAAATAATATGGTAT
TGTAAATAAGATATTTGTCGGAATGATGTTTGATTTGTTGATTTTTGTTTATTTGCTCTT
ACTTGAAACCAAAAAACAGATTTTATTTGGATTTACAAAACTCTAATTCCCTTGTTGCTG
ATCCCTGATTTACAATCACAGGGTCTCTATCAAACTGATGGACT
>AU244416 ID   AU244416   standard; mRNA; EST; 199 BP.
TATCTTACCTGTTTTAGTTATCCCAGTATTTACTATGAAAGAAAAAGTCCTCACACTCAC
CCTCTCCGCCATATTTCCTGGCATGAGCAGCAGTTTTGGTTGCTGTCGTCGGCCTGATTC
CCCATCTTTGGCTACTCTTTCTTCCATTGCTCTTTCTTTGTGGTAAACAGGCTTTGGTCT
ATTGCTAACCTTTTGTTAG
>AU244421 ID   AU244421   standard; mRNA; EST; 525 BP.
ATTTTTACCGCCGTTTCATTAGGAACTATAGCAGCATCGCCGCCCCTCTCACTCAGCTCA
CTTCCACCACCAGAACCTTCCAATGGAATCCCGCGGCCCAGAACTCTTTCGACACCCTCA
AAAGACTCTTTGTTTCTGCTCCCATATTAATCCAGCCTGATCCTTCCAGACAGTTCGTTG
TGGAGGTCGACGCTTCTGATTCTGGCGTGGGGCCGTCCTTTCCCAGCGGGAGGAGAGGAC
CGGCAAACTAAAACCTTGTGCGTACTTCTCCAAGAAACTTTCCCCCGCAGAAAAAAACTA
CGACGTGGGAAATCGGGAAATACTCGCCATCAAACTCCCCTTGGAGGAGTGGCGGCACTG
GCTGGAGGGAGCGGCTCAACCATTCATTGTCTGGACTGACCACAAAAGCCTTGCTTACCT
CCGTTCCGCCAAGAGACTGAACTCTCGTCAGGCCCATTGGTGTCTGTTTTTTGACCGATT
TAATTTCTCAATTGCCTACAGGCCAGGCAGCCGCAACAAAAAAAC
>AU244425 ID   AU244425   standard; mRNA; EST; 267 BP.
CAAACTGCGTGTTAGAGTCGCTGCATATCACTATGACAGCTTTCCATTTTGGGTTAAAAA
ACTTTTAAGCAGAATATAAATATTTAGAGACGCAAAATGTAATGCTGATAGTAAAAGATT
GTTGCTTACTCATGTTTTGACATTTCATACTTTAGAATTGTTCACACTTCAGAGGCCGTT
GTGTAGTCTGGTCTGTGCAATTTTGTAATTTTTTTATTTATTTCAATTCGTAAAGAACTG
TTTGGATCTAGACCAGAACTGGTTTCC
>AU244427 ID   AU244427   standard; mRNA; EST; 329 BP.
TACGCTGGGTGGGTCCGGGTTTTGAATGACGCGCTCAAAAACCATAGNAGCATAACGAAG
TTTGTATTTTTGCTGGTTTTAATAATGGTAAAATGAAGGTAATTGCATCCACTTGTAATA
TTATGATCAAAAATATAAAAATCAAGGGAAAAGCACAAAAGCGTATGAAGCGTATAAAAC
GCATAAAGCGGTCAACAAAAAATACGGNAACCCANCTCACCCCCCCTTCCATNTTACACA
GGGAAAAAACCACAGGTGAGTTATAGTCAATTAAGGTCACCGCCCACAACCATGTGACCC
ACCAGCTGATTACCTACACAATAACCTAT
>AU244429 ID   AU244429   standard; mRNA; EST; 339 BP.
CAGGGAAAATGCTCTGTGTTACTGTTATTAGTACCTGACCGCAGCCTTTGACACTGTGGT
ACCATTACATCCTTTTGGACAGGCTAAAAATCTGGGTTTGGGTCTCCGGATCAGCCTTTA
CTGGCTCTCCTCATATTTGACTGGCAGATCTTTGTCTGTTGTTCTCTCCAAGTTTAAGTC
CTTCTCTGTTCCGATCACTTCTGGTGTGCCCCAAGGCTCAGTTTTGGGATCTTTATTGTT
TATTTTATATCTGCTGCCTTTACAGCATATTTGAAGTTCTTTAAAAGACACATAGAGCTG
AATATCGTCAGCATAAAAGTGATAAGACATGTCATTAAA
>AU244430 ID   AU244430   standard; mRNA; EST; 156 BP.
TTTTTTCTTATATTCATTGAGACAGTAATGAAGTGATCATTTTTGTTTTTCATGTTCCTT
TTTTGAACGAATGTGGGTCACATAAACACGGAAGTTACCGCTGAAAGCGGCTTTTGCCAG
CGTACAGAGAGCATATCCACATGAATGACTTATGAC



>AU244431 ID   AU244431   standard; mRNA; EST; 549 BP.
AAAATAGNAGAAAACCTATTTGGGAAAAATAAGCTTAAATTTGTATTTTGGAGTATCTCT
TCATTCAAATCGTTGTGAATCAGAAGCAGATGCAAAACTGCTGTTGAAAAGCTTGTAGGT
GTCGTGTATAAGCTACAACAGCAGGACTCAGGCTCCCTCCTCTGCTCCATTCTGCTGTAT
CCACTTGTAGACAAATTTGATCCATGAACGTCTTGTTTCCTCGTCCAAGCTGGCATCTGG
TTAAAACTGTACCACTGGATAGATCCAAATATTGCTTGCCACTTTTGTTGCACCGGTAAT
GTTAGGTTGGAGGTATAAGAGGCTGTAAGCTAGCGGGAGAGCATGTAAACATGGGGATGA
CGTGAACTCTTTGCCAACAGTCCCGCCCACAACTCAGAGACAAATTTCTGACGGCTGCCA
CTCTGCAGAAACTATGTTTCTGACAGGTTTTCTTTATTTTTGAAACAGTATTAGCATAAT
TAAAAGACCACTGGATATGCTTTGACAATAGATCAAAAGATGACCTAAGTGAACCTTTAA
AGTGGATCT
>AU244432 ID   AU244432   standard; mRNA; EST; 584 BP.
AACAAATAAATAAATATATACTATTTACTGATACAGNATCAATAACCTGAGTGAAAACAA
AACGAACTTCTTCTTGAAGATGAACTCTTATGCTACGTGCACATGGGGCGTTCCTGAACG
CGCTCTTAGCACACGGTGTTCACGCTGGACCGTCGCTACCCGATACTGCTGCATGCACTC
ACAGGTGGAAGAGGCTACGTGTGAAAGGTCAAGGTGGCGTAATCCTGGGGAATCCCTCTC
CAGGCTTTGTCTTTCACAGCTCTATTCCGATACTTGACAGACTCGGCTTCATAGAATTTT
GGCAGCACAAATCGCATTTATTTACTTCTCCTCCATAACCACTTTTCAGATGGTTGGCCC
TTCTGTGCAAAGGACACTACCTATATGCCAGCACCAAATCTTGGTCAAAGTTAAAATGGT
TTCATTTTGACACGCGTTTAATGGACGCATGTTTTGTAGTTTAAAAACAGGAAAGAAAAC
TTGTGTAGTGGCCGTGAACTCGACAGTTTTGAATTCGGTAGCCCAAAATGCGCATTTGAG
CGCAATTTAATGGACTTTTTATTGGAAATGGCCACTTGAGCGCA
>AU244433 ID   AU244433   standard; mRNA; EST; 30 BP.
GTTTCTGCATAGNCGGCAGTAGTTCATTAG
>AU244434 ID   AU244434   standard; mRNA; EST; 384 BP.
GCCAATTGCACCAACGGCTTGATGTTCCTCATTTAAAACTTAGAGAAATGCTGCATTCNT
GTGGTGTTTGAATGATGGGAAGAATGAAAATCAACAGATCTTCCAACACCACATGGATGC
TAGCAGAATCCCCAAATGTTTTCTTGTGAGGCCACAATAACTCTTTTTCTTTAAACTTCT
TTTATCTTTCTTTTATTGTAAAGCCCTTTAATTAAGTTTTATTAATTCATGATCTTTTAA
ATAAAATAAATAACACTATTTATGATATTAAAAAATGATCAAATAACTGTGATTTTCAAA
GACAAAAAGTCAGGAAAAAATATACTGATACAGTAAAAAAAAAACTCGACCTGCAGGCAT
GCAAGCTTGGCACTGGCCGTCGTT
>AU244436 ID   AU244436   standard; mRNA; EST; 153 BP.
CACGATGCAGCGCCCCGGTATTTTAAAAGCGTTCAGGACGCCACACTCACCACAACAAAC
AGAAACATGACGTCATCAACATTGAATCACTGCGTTCATCTTACAACTAATATTCATGAA
TCCATTCTGTTGTGATGATAAAAATGTTGAAAC
>AU244437 ID   AU244437   standard; mRNA; EST; 158 BP.
GGAAATGTCAAAACCGTAAGTGTAGTGTGTTCTTGTGGTTTCAAAAAGATGGAATGTATA
TCTCAAACTCGTTATTATATATCGTGAAATTAATATTAAAGAATAAAGAATTAAGTGAAA
TTATATTGTAAAAAATGTGTGTGGTTTTATGTAAAACG
>AU244441 ID   AU244441   standard; mRNA; EST; 77 BP.
GAACAAATGCAGGCCACAGGGATTTTGGGGGATCCTAACTACAAGTTTTGGAGCTGCACT
GTGTTCAAAGNACAATA
>AU244446 ID   AU244446   standard; mRNA; EST; 75 BP.
GAACAAATGAGGCACAGGGATTTTGGGGTATCCTAACTACAAGGTTTTGAGCTGCACTGT
GTTCAAAGACAATAT
>AU244449 ID   AU244449   standard; mRNA; EST; 249 BP.
TAGTAAGTGGTTGGCAACTCTGGAAACCATCCCAAAACAACGTTTTAGGCTTTTTTTCAG
TAAACGACGTCTTCCTGAAAAAGGATCCTGGTGGAAAGAATTTGGCTTTAATGAGACATA
CCTGTAAATCTATTATGTGTAAGAATAATTACAGACAGACGTGGCTCAGATGGATGGATT
CCTTTAACCCTTGTGCTTTTCTATGGGGTCCAGATGACCCCATCCTTGCATTGAGGTGTT
CTCCCTACC
>AU244452 ID   AU244452   standard; mRNA; EST; 293 BP.
GGAGAGTAACTAGTCTGGTTGTATTCGTCCCGACCCTGCTAAAATTGAGGCTGTTTCCTC
ATGGGAGCCACCCTCCTCTCGTAAAAAACTTCAGCAGTTCCTTGGTTTCGCCAATTTTTA
TCGCAGGTTTATCAGGAACTATAGTGCCATCGCGGCCCCCCTCACTCAACTCACGTCCAT
TACTAGGGCTTATGTTTGGAATGACGTGGCTCAGAGCGCTTTCGATACCCTCAAAAGACT
GTTCGTGTCAGCCCCCATTCTCATCCAACCGGACACTACCAGACAGTTCGTGC
>AU244458 ID   AU244458   standard; mRNA; EST; 580 BP.
TTTTAAGTAAGAAAGCCCCTCCCTGATTATCCATTGTGAACCCCATGTGCTAAATTCATG
TTCAAGGAATGCACGTTTGAATGCGGGTCACATGACCGGTGTGAACGTAGCTTACCAGGT
GTTTCAACATTTTCATTAGCAGGTTTCTGAAGCATTGATATGGCGCCGAACAACAAGAGT
GACTCATAGGATTGTGTGACTGATGCTGGAACTTCCCAAATCTTATTGCTGATTGCTGCT
TTTTCGAGTTGGCACACCTAATTTGAAGACATTTGTCTGTCTTCTGAAGCCCTGGCAAGG



AGAAAGACGGAAGCTTGGCAGTGTGGCTCACAGATGGTTTGCCACAGTCTCTCTGTGCAG
ACCCCCCGCCCCCATCCAATTGGTTGTTAGGCAGAAAGCCATGTGTAATTGCTGAAGCAG
CCCATCCCTGCCCATGACTTCATCTGAATCCCTCTGAGGAGGATCAGGTGCCACTTGTCA
ACAAGCGTTTTCCTGGCACTGTCAGACTGTCAATCCCACAACACCTGAAGGAGACAGCTC
TTTTATTCTTTTATGAAAAACTGGAGAGTGGCAGTAGACT
>AU244462 ID   AU244462   standard; mRNA; EST; 236 BP.
TTGGTGAATTAGTGAACTTTGACTCTTATTTATTGTAGGTGTCGGCCTGCATTGATTGGA
GTCCATTCATTGTACCTTTGTTTGTTTAAGGATCGGCCGAAAGACCAGTTAGTCTGAGAG
GAAACAGAAAGCAGAGCAGTTTCATAACAAAGCTCCACTAATAACTGAAAAAAGCCGTCT
GAATGTCGGATCCTACCTCAAGTTGCAGCAACATTTGTCAATTTAATTTAGTAATT
>AU244465 ID   AU244465   standard; mRNA; EST; 31 BP.
TTTATAATCAATACAGACAGAACAGANGCCA
>AU244472 ID   AU244472   standard; mRNA; EST; 452 BP.
TCCAATATTTCAAAAAATATTATTAAAATACATTAAAATAATATATATTAAAAATTTGGC
TTCCACATTCTGATTACAGACACTGAAGCTAAGGTGCTAACTCCAAAAGAGAAACTATTT
GTGGGAAGAAAAAAAAAACAGTTTTTGTAAAATACCTGTTTTTTATTTTTGTAAATCGCT
CACGATCTTCCTGATGTCCAAATGTGGGAAGTTCAATTCAATTCAATTCAATTCAATTCA
ACTTTATTTGTATAGCCCAAAATCACAACAGTAGTCTCAAAGGGCTTCGTACCGGTAACT
GTAAAGTAACATAGAGTAAAATGATTATGATCATGAATGCATAGATTTCAATAGGAATAT
TCTAAACTGAACTCAAATAAACAGACTGACCTAAAGAAGTTATCCCTGCCCTTAGACCCT
CCTTCGTGCAAAGGAAAAATGCCTAAAAAAAC
>AU244479 ID   AU244479   standard; mRNA; EST; 677 BP.
GCTCTGAAGACTGCAAGCCTCAGAGCTGCTCGACCCCCTCGTATGGCTGCCTGCGTGCCC
GAGCTGAGGACAGCGCTCCCTGGGCTATGTGAGGACGGCACCAGCCCCGCCTGACCCCAC
TTCCCCAGGAGGAGGATGTGCCTTCCACACATGAAGCGAAGCTCACAGAGGAAAATGTTG
TGATGCAGAGATCGCTGCGCACACCAAAGCCACACACTCTGCTGTCATCCGTCCCTGTTC
AGATACCTAACATCATTGCAAGTCTTTCCATCATCGTCGCCGAGCAATCTCCAAACTCTC
TTGCATTCTTTTCTTTGCTTTACAGATTCGAGAGAGAAAAACGAAAGCCTCCAGAACCAG
ACTCCAGTTCAGAACTTGCTTGACGACCAAAGGATCTCCTGACTCCACTCGATCATGCTC
CTCGTTCCTCTGGCTTTCAGGCACTCTCCCTTAAAAACAATGTGCATCCTGTAAAAGTAC
AGCCTCTCCCAAAGTGACTGGCTGTGTTTTTGTGCACAGTGTGTTTGCGCCTCCCCGGTT
TGACTGTGCAGCATGGCTGGCTTATCCAGGGTTTTCCAATACATACTTGACTCGATTGGG
CAGTGCTGCTGTGAGTTTTTGTGCATCATCGTGACACAACAGCCATCTGACCTCATGCGT
CACCGTTCTGACATATC
>AU244480 ID   AU244480   standard; mRNA; EST; 261 BP.
GCAATAATAGCACAAAATATCCCTCCATAGTAAATGTACCTGTGGNAGNATTTGTGATGC
AATATGACACTATCCCACATAAATTTAGATTAAAGTCAAGTTTGAAGTTCTAAACAATCT
GAGAACAAACTGTAGTGTTATTTTATCAATCTGTACCATGTAAAATATATTTATTAGTTT
ATGTTTTGTATAGTCTTACTCTGAATGTTCTACCGTAGAAAGAATTGGCTCAAGTTCTTT
CCAAATAAAAGCTCTTTTTAC
>AU244482 ID   AU244482   standard; mRNA; EST; 407 BP.
GGGCCATCTCTTTTCCTAAAATAAGGGTTACACACAGCCTGTTAGGTTGGAATCTTGAAT
CATGAGGCCCAATTTAAAATCCTCTTCTACGTGAAACGTTCACCTGATGATTTCTCTTCA
AAACAGGAAGGAAAGGTTTAATATGCAATTGACCCCAAAAAATGAATTCCCCAAGCTTTA
AACGTTACAAGTGATTACTATTTAAGAAAAGCATAAAAATATGACTTTGTGGTAGAGGTC
AATTTAGCAGAAGAGGTTCATATGTACCTAACTAATACTTTTATTGTTTTTGCTAGCACA
ACAGGAAACCATTTGAGCTCACAAATGTGAATAACTTTATTATAAACGACATGACGCACA
ACAGAAACAATTTCAAATCAGATTGCTTACAAATCATATTAAATTTC
>AU244483 ID   AU244483   standard; mRNA; EST; 603 BP.
GCAAGTCTTTCCCTTCGAGTCCGCGCACGGCTTCTTGAAGGCAAACGAGTACCGAGCTAG
CTAGCTAGCTAGCATAGCAGCGCTATCTTCATCAACTTCCGGGTTCGNTCAGCGGTGGTT
CGGAAACTCAGCGTCCTATTNGACATTTATGCGTTCGAATCCCAAAGTTAGAGAACACAT
TCGAGTCCAAACGGNTCCTGGTGTTCGCCTAAAGGCCGACAAACCGAAAAACGAAGACTT
ACGCTGCTAGCAAAGATCCTTAGGCTTCGGTCAAGGAAGGTGTCAACAATCACACGCCAT
TACTTTGAAAATAACTTTTCTGTTCTCACCAAACCACATCATTTTAACCCTAAAATATTT
TTAGTTTCGTGTTTAGTATTAGCTTTGGCAGTCTGACCAAAATGTTGTCATTTCTTACTA
GTTTTTGCAGTGTTGTTTGGGTGTTTCTGCATATTATCCGCTGGATCTTTTTACTGACGT
ACGTAACGGTCTGCATTGTAAAGAGGATCTTTATCAGACAAAGAGGATGCTGGTTTCCGC
ACAGAAACTGTTATAGCCATCGCAGGTAGTTGCAGCCCATATCATTTAATTTGATGATGC
TAT
>AU244484 ID   AU244484   standard; mRNA; EST; 570 BP.
ACAACTTTGGTACAATAATTGCTGGTTTGGTGTGTTAGCCTTTATAATCAAATGTTTATA
GATTTCAGGTTAGTGAGATGTTGTCAATGCGTCTATAGTGAAGCATTTGTCAACATTAAT
AACTTTAAAAATAAGACAATTGAAAGAAATCGAAAGACTGAAAGGAAAGATAAAAGCCTA



AAAGTGGCTGGACTCGTTGAGCGGGTTGGAGATGACGGATTTATGAATGAGCATAAAGAG
CGGCAGGTAGGCCAGGAAGTCCAGCAGGTCGAGGGGGGGGATGTTCTGCAGCTCCAGCCG
GACGACCGCCTCCTGCTCAAGATGGATCCCCCCAGCCTTCAGCTCCAGCAGCAGCTGCTC
GCCACTGATGAAACCCTGCTGAAGCCCCGTGTCCACCTGCTGCTCCTCCAGGAGGAACAG
GAACAGTTGCTGCAGGAGTCAAGAAAAACAAAAACACACTTAAGCCGGGATTTGGCGCTG
CTGGTGAGCTACGTTCAAAAACGAAGGCTCACACCAGAAGAGCAGGGAGGAGCTTCTTCT
TTATCCTTTTCTACTTTTTACTGGCGCATG
>AV668291 ID   AV668291   standard; mRNA; EST; 269 BP.
GACACCTACTCATCAGAACCAGGAGTTCTGCGTGGAGTCTAGCTCACTAGTCAGTCACTT
CGTTTTTTTGTCAGGGACAGACAGATAAAGTGAGAGAGGGGTCGGAGAGCAGCTCTCAGT
CTCACGGGAGCGTCTGCGGCTCTACAGAGCTGTCACTTTCTGTGTGCATGTGTGCTCGAG
CTGCCAGGTCGTTACCATTACGCACAGTGTGCGGGGCGACGCACATTGTGCGGNGCGCAG
TGTTGGTGATGCATTGAGTCGGGAGAAGA
>AV668292 ID   AV668292   standard; mRNA; EST; 470 BP.
AGCCCACAACGAGGTGCCCAACAGCAGAATGTACAGACCAAGAGGCAGAGGGTCTGGAGG
AAAAATGAACAGTACCCATGACCACTCCAAGCCCTCCTCCACCGTGGCGAGGACCACAGG
GCGAGTCGGACAACACCACTTGATGCAGGAGCCATTGTCTTTTTCGAGCTCAAAGGTAAC
CACTGATGAGTCTACTGGACACTCTACCTGCTCTGACAAATGAACAAATGACTCCTCAAA
ACCGGCAAAAGACCATCCGACTGACTTTTGACCAGATGGTGGAACATTCATGCGTGCATT
CACCAAACACGCCTGTGAATCTGTTGGGATGGGACAGTCTTGGTCAAACAGGGGCCAGCA
GACTGGATGCCATGCCGGACACACAGCCGACCCCACTGCAGACATGTAAAGGGCCCTGAA
ACGCCAGGTGGTTCGTTAATTTCAGGTTGAAGCCTGGACTCTGTGTTGAA
>AV668294 ID   AV668294   standard; mRNA; EST; 470 BP.
ATTTGGCGAAGCAATGNCGGATACGTTGGAACTTTTCACTTCGATTGGGCTCAGCNAGCA
GAAAGCCAAAGAAACCCTAAAAAATGGAGCCCTTAGCTCCACCCTAAGGGACGCAATAGT
TCAGGCTCAAAATGTCCTTGGTACATCAGGGGTGGACAAAACCATTGGGACATTGNNGTA
CAGTATGGCATCTCGACTCAAAGACACCAAACGCCTCGAGTTTCTCAGTATCAATATAGC
ACAACGAAAAATCAGCTCAGAGCTGCAGCTCGCAGCTGCTTTGGAGTTTCTGAAGTCACA
CCCCCAAGATCCGATCAGCCAGTCAGAGTTTGACGAGGCATGTGGCGTGGGAATAAGTCA
TAACGCCAGACAGATTGAGGACACTGCGAGTCTGTGATCAAGAAACCAAAGACANCTGCT
AAAGGANAGGACCGATTACATGGGGCTGCTCATGGGTGAAGCGCGTCAGC
>AV668297 ID   AV668297   standard; mRNA; EST; 489 BP.
ATGAAATAGAGAAAAGAAGAACAGAAAACAGCTCTGAACAACAGCAGTAACTGCTTTTGA
GTCCTACTTAACAAGGCAGACATACAAATCTCCTAGAACCGACATTCATTTCATACATTC
TTAATTGCTATGGAGCTTTCCTATTTATAGCATCAGCTGTTGCACTCCAAAGATTAGCTG
CTCGGCGTGTATTCGGCAGATGTGGGCAGCACAGTCCCGGTTGAAGGGCGGTGGTGGTTT
AAAGCCGAGGACGACGGCGAGGAGGAGGAATATGTTGGCGTGAGAACGTCTCTGGATCGG
CGTGGAAAAGAAGCTCGTGAAGCCAGGTGCGTCTCATCAGCCACCTACTAGCCTACTTCC
ACATCGTTACCGGCGCCGTAGAGGAACCATGGCGATGAGCGCAGTGCCAAGTGACACTTG
CCAACCTACAAGCTGGNTGTGGTGGGGATGGAGGTGCGGTAAAAGTGCTTAACATCCAGT
TTTTCAGAA
>AV668298 ID   AV668298   standard; mRNA; EST; 570 BP.
TGCTGGCTGCCTGGGGTGGCCTGCATGGGGTTGGGGGTTGTTTGTTGACCATTCACTCCT
AATCAGTTGCTGCATTCGCTTTCATCATGATTTCAAAGACCCTAAAGCATTAATCCAAAC
AAGATGTCCTAATGTAGTGAGGGACTCCTCTCTCTTTTTTTTATTTTTTTTTGTTTTTTG
CAGCGGTGGAGACGCAGAGCACCAGTTCAGAGGAGATGGTGCCCAGTTCTCCTTCTCCTC
CACCTCCTCCCCGGGTCTACAAGCCCTGCTTTGTGTGCCAGGACAAGTCATCTGGTTATC
ACTACGGAGTGAGCTCCTGCGAGGGCTGCAAGGGTTTTTTCCGGCGCAGCATCCAGAAGA
ATATGGTCTATACATGCCATCGAGACAAGAACTGCCAGATCAACAAAGTGACTCGGAACC
CGCTTGTCAAGTACTGCCCGGCTGCAGAAGTGCTTTTGAAGGTCGGCATTGTCCCAAAAN
AAGCGGTGCCGTTAATTGACCCGAAACCAAGGAAAGAAAGAAGGGATTGTTGAAAGGGAA
GGGAGAATCATTGCTTGCCCAANAAAAGCT
>AV668301 ID   AV668301   standard; mRNA; EST; 620 BP.
AGCTGCCGGTTCAGAGTCTGAGCAGCAACGTCCTCAGCCTCCTGTGCCGTCTGCAGGAGT
CTCTGTTGGAAGGATGACCGCCGGAAATAAGGAGAACGTGCGGCTCTTTGATGCGGGGGC
CAAAGGTCGAGGCCTGAAGGCCAGCAAAGAGTTCAACACCGGGGAAGTGGTCTTTGCCGA
GCCGAGCTACTCTGCCGTGGTGTTTGACAGTCTGGCCTTCCAGGTGTGCCACTGCTGTTT
CCGGCGCCAGGCTCAGCTGCACCGCTGCGGTCAGTGCCGCTTCGCCCACTACTGCAACCG
CACCTGCCAGACTGCATGCTGGGAGGAGCACAAGCAGGAGTGTGCAGCCATCAGGAAGAG
CGGCAAGGCTCCCAGCGAGTCCATCCGCTGGCAGCTCGTCTGCTGTGGCGCCTTCATAAG
GACAACGGCCTGGCGTCGGACAGTCAGCTGGTTTCGGTGGACCAGCTGCAGGAACACGTG
GACCAGCTGTCTCACGAGCAACTCCAACAAGCTTCAGACGGACGTTGCGCGTCCTTCAAG
ACTACTGGTCCTACGGGAGCAAGCAGCACTCTTGTTGAATACATCTTCCACATATTTGGC
ATTATCAAAGTGCAACGGAT



>AV668303 ID   AV668303   standard; mRNA; EST; 640 BP.
CTGGACATTTGTGTGCGGAGTAAACAAACGCACAGGAAAATTTACTTGGCTCAGGGGGCT
AAACTCTGTAAATATATATATTTCTCAAATGCCGTGGCGTCTAAACAAAAGAATGGGAAT
GTGCCTGCCGTGCCTTGGTGGAGCAGCGGACGACGTAGTTGTCACTCCAGACCCTGAGAT
CAGAAGAAGACAGTTAGCTGATGCTGCTGAGAAGAGGCAAAAAGAGACAACGTACAGGGG
GGTTAAAAATCCAGAAGCAGTGGAAAGGAAAAGGAAAAAGCAAGAGGAGGTCGAGAAACA
AGCGATGACGACTTCTGTGTCTGGTGGAGGTGGCGGCGGATTAAAGTGGCAAGTGGGCTG
AAAATCAGGACGGTAAAGTCTAAATGCTGATGTCCAAACCCCTTTGAAGGAACAATCCCT
GCTAGATTACTTGAACGATGCTTAACCTGCTGACCACATAACCATGATTTCCTCTGCATT
TCTGTCAGATTGAAGACAAAGTAGTTTGACATGGTTCCAAACAAAACAGGCTTGTACTTG
CTGTTTCACACAGGTTTAAAACCTTTGGAGTGTGAAGACCCAGGAAGAGTCTTTTGATGA
TGACCATCAAAAAAGCCCTTCTGGTCTTTATTTTTGGAAA
>AV668305 ID   AV668305   standard; mRNA; EST; 650 BP.
CTGGAATGCTGCTCTGTCCCTTGGGTGACTGTGTTTGCGCCTGCGCACCTAATGGAACAA
GATGGCGGAGAGTGCGGAACTGAAGCAAATGGTAATGAGCCTTCGAGTTTCTGAGCTCCA
GGTGTTGTTGGGCTATGCTGGGCGGAATAAGCATGGGCGCAAACACGAACTTTTGACCAA
AGCTCTTCACCTACTCAAGGCTGGCTGCAGTCCTGCTGTGCAGATGAAGATCAAAGAGCT
CTACAGACGGCGTTTTCCAACAAAAATGGTTTCGCCTGTGGACCTAGCTCTTCCCGGTGT
TCACTCTGCATCCAGTTTGCCCGCTGGTTTGGCCCCATTAGGATTTGACAGTCACGGATC
ACCTTCACCGCTGTTGCCCGTTTCCTTACTTGGACCTAAGCATGAGATGAAGTCTGCCTC
ACCTCTCCTCCGCCCTGCACCCTGTGCACCCTGATGTCAAGCTCCAGAGATTGCCCTTTT
ACGATGTGCTGGATGAGCTCATTAAGCCAACCAGCTTAGTTTCAGACAACACTCAGCGGT
TCCAGGAAGCATGTTATGCCTTTGCATTAACTCCTCACAGGTTTAACAGATCAGCAGCTC
AATGGACATATTCGGGACCAAATGTGAACTTTGCTTGTTCAAAGTACAGT
>AV668306 ID   AV668306   standard; mRNA; EST; 430 BP.
GGTGTAGGCGCTAACTGTGCAGCATGGCGGACGATGGAGACAGTTCGAGCGGATCAGTTG
ACACAACAGGCGGGCAGGGGGCAACGGAGGAGGCGAGCGGGCTCAGCTTAGTCGGGATGC
TGCTGAATATCAGCATTTTGGTTGTGGTGGTGGTGGTTTGTGTGGCGGTGTACCGACGGT
GGAGCAGGCGGCTCGGTGCCGACGCGGCCCGTGGCGACGAGGCCTCGGCGCTTCCCAAGA
TGAGGAGACGGGACTTCACTCTGGAGCAGCTGCGGGAGTACGACGGAGTGCAGAACCCCC
GCATCCTCATGGCCGTTAACATGAAAGTTTTCGACGTGACGAGCGGCAAAAAGTTTTACG
GCAAAGATGGTCCGTACGGGATCTTCGCGGGCCGCGACGCCTCCAGAGGCCTGGCCACCT
TCTGCCTGGA
>AV668309 ID   AV668309   standard; mRNA; EST; 494 BP.
GAGGAAGCAGAGCGGCGTCCATCGGACTGGTCGGCCTCCCGGAGGGACTCTCCCGCTTGT
CGTCAGCCGGCACCCCCCTCCCTCCCTCCCGCGCCGTCTCAGCCCGGTGTGGGGGCCTGT
GAGCGGACTCTGCCTCCGGTCTGGACCGGGGGGAGCGATGCGACGTCTCGGAGGCGGAGG
AGAGGAGTCCGGGCAGCAGACGCAGCAGACGCCTGAGCGCATCTGAAGGGCTTCTTCTCG
TCACAAAGCGTTTGTCGCAGGGTGGAAGCTTCTTGCGCCCCCTGCTGACGTCCTGACGAC
CCGGCATCTCACCGCGCTGCGGAGACAGCTGTGTTTCACTTGTGTTTGGGATTCTGGTTT
ACTGCAGTCATCACAATGACTGACGGGGATTATGACTACCTTATAAAGCTCCTTGCCCTG
GGGGACTCCGGAGTAGGCAAGACCACATTTCTTTACCGATACACGGATAACAAGTTCAAC
CCCAAGTTCATCAC
>AV668310 ID   AV668310   standard; mRNA; EST; 249 BP.
GATACCGCGCTTTGATTAGGTATGTTCAGTTCGCGCAGTGGTAAAGACTTCACATTTCTG
ATAAAAATGTTGAAAAGGTTCTTCGGAAGGAGGACAGATCAACGGCCATCCTTCTAAAGC
CGTAGTTGAACTTCCTAATANGCGGAGTACATGATGAATGACAGCTCTGACCAGGAGAGA
GCCTCCAGTTTGGACCAAGCAGAACCAGAACCTCCACAATTCANAGAGGAACCAGAGGAA
CTGTGCATT
>AV668314 ID   AV668314   standard; mRNA; EST; 540 BP.
CAGACAGCAGGGAGAGCTGTGCAGCGGCCGCAACCCATCTGATTATGAGCGCTTCCAAGA
AGTGAGGGGAATCTGGGAGCCGATTTCTGACTGGAACGGAGACAACTTCAACACGGGAAA
GCAATGGAAGCCTCAGTGGACACCAGTGAGCAGATGGTGAAGAAATCCCACAGTGAATCT
CATGTTCCAGACCCCTCAGACGTCAGGTCTATGGAAATGCAGGACCTAGCCAGTCCTCAT
AACCGAGTTGGAGGTGGTGATTCAACAGGCTCCAAACTGGACAAGAGCAACCTGGAAAGC
CCTTCCATCACCAGCAATGGAACAGGAGGTGAAAACATGACTGTTCTAAACACGGCTGAT
TGGCTGTTAGGCTGCAGCAGTCCATCCCCTGCCTCCAGTTCCAAGGACTATGTAAAAACA
GAGCCTCTTGAACAGCAGCGACACAGTCACAACAACGGGCGACACAGCACTAGACACATA
CGCAGGCTCAAGTCATTACCAAGTAGCCGGGTACAAGACCTCGCTCAGCCCCACCAAGTA
>AV668320 ID   AV668320   standard; mRNA; EST; 220 BP.
GGTCCTCCTTCTCCTCCTCCTCCTCCTCCTGTCTGCCTGACTGAAGTCCCGCTGAGCTCC
TCTCAAACTTTATTGTCGAGCCTGGAAGCGGAGCGCGAAGGTCTAGAGTTGACCGACAGC
CTCTCCCCGCCTTGCAGCCTCCCGACGCCGCAGGAGTCGACCGTATCGGTCGGAGGACGG
ATTCTCGGGTTATTTTACGCGTCTTTCCTGACCTTTTNAA



>AV668326 ID   AV668326   standard; mRNA; EST; 550 BP.
ATATAGCGTAATGTGTCAAATTAGCCAACACCGGCGAACGAGTTATTCCATGTAAACCTC
ACCCTTCTGTCTTTGGATATTATAAAAACTCCACCTTTATTTACATTTTACACAGGACTC
TCCCAAACTTTGGATGGAGTCAGCGTCCAGATTTTTAGTGTTTTTTACAGAAAAACAACA
TTCAGACCAGTGTGTACATCACTGCCAGAAAAATGGTCAAGTATTTTTGTAGCAACATAG
ACATCAAAAGCACTTGGGATCACGTGGTGTCTGCTTTCTGGCAGAGGTACCCGAACCCAT
TCAGCACCCATGTTCTCACAGAGGATGTGGTTTACCGAGAGCTGACGGCGGACCACCGGC
TCCTCTCCAGACGCCTCCTGATGAAAACCAACCGGCTGCCGCGCTGGGCGGAGCGCCTCT
TCCCTGCCGGCATGTCTCGCTCCGTATACATCGTCGAGGACTCCATCGTAGATCCTGTGG
AGCGGAGTTTGACCACGTACACTTGGAACCTCAACCACACCACTCTCATGTCTGTAGAGG
AGCGCTGCGT
>AV668327 ID   AV668327   standard; mRNA; EST; 420 BP.
GACACCCAAGTCCTTTAAATATACTGTACGTGCAAAGATGGCAGCTCAAGTCGACTTTCT
CCGCGCAAAAGTAGAAGAAGAAAGAATGAGGGACAGCTTTGAGAAGTTCATAAAAGAAAA
GAAGAAGAAAAGGGACCTGTCGCCGTCCGCGGACAAGCGGGAGAGGCTCGAGAAGAAGGC
GAAGCTCCATCACCGGCACGCTGAGCTGGGAACCCAGCGCCCGCATCAGCTGCAGCAAAC
CCCCAAACTGCACAACCTCAGCGCTGATAACAAACACGTCCTGCACGTCCGCAGCCATCA
NCACAGCAATGGCTTCACCAGCGGCGTGAAAAGCAGCTCACCGGGGAGCTTCAGCGCGCA
GAAGCCCGTTCAGCCACCTGATCTGTTCACGTTCACGCCCCTCACCCGTGGTCCAGGCCG
>AV668328 ID   AV668328   standard; mRNA; EST; 650 BP.
AAAACCTCAACGGCGGTTAAAGCAGTCAGACGTTTGTTCTGCAGCTCAGCAAAAGTCTCT
GCTTTAGGTTTTGGGGAGAAAAACAAAGGAAAACACACGGAGAAGGATTCTGCAAAGGAA
ATCCCAAGTTCTATTGGACGGGACAGAAGAGACTCTTCCAGGACACGCTGTTGATGGACT
GCATGTTTGGAGAGCTTGAAGCTCAAGATAGAACCGTTGTTGAAGTGAACATACCGATAG
TGTGGAGATGAAGATCAGAGTCACACTGACCTGCTGACATGTGAGAGCTGTCCACACTTT
GGACATGACTTCTGTCCCTCCTCTTCCTCTGATCTCTGTTCTGTGGGTCTGTCTCTTCAT
CTGTAGTTGATGTTGACTCTTCATGTTGGTTTCCTTCTTCATCCTGACTGATGAAGAGTT
CCTCCTGTCCTCTTTCATCTGTGGAGGTTCTGGTTCCTCCAGTTCCTCTTGAATCTGTGG
AGGTTCTGGTTCCTCCTGTTCCACTCTGAAGTCCTCTGTTGGGTTGCGGAGATCTTCCTC
TTCAGTCATCCAATGCTGGGGGAAGGACTGCAGGGACACAAACACAACATTTAAACCGTT
TCCTTTATACCTTTTATAAGTTAATACCTTTTATATGTTTCCAGTACTTT
>AV668334 ID   AV668334   standard; mRNA; EST; 480 BP.
GTTGCGCCGACGGTCTCGGGTTATGGAGGGCTCCCGGAGACTGCGTATTGTCCCCCTGAC
GTGACAGCTGATGCGTGGCTGAGTCCTCGGGCCAGCAGGACAGACAGCTAGCTGCCCGGA
GAGTACAGACACAGTCGGGGTGGGGGAAACTCAGCGGAGGCCACACGGAAACGAGTCTTT
ATTCTTAGCAATGCGGACGCAGAATGTTTTGGCCAGCTAACCCCGTCCCCTCCTGACAGG
AACTTAACAACAACAACAACAACAAAAAGAGAGAGTAGAACGACAGTTAGCTTAGTTTAA
ATGTTAATGCCATTGAAAACACACTTATGGTCACAATGTCCTGTACTGGAAACCTGGTTT
GGGATGTCAATAAACGCTTAATTGGATACAACGAACCGAACACCATCAGGACTAACTACT
TGGGGAGAAGAGAATTCGTCCAGAGGCTAAAGCTTGAATCCACTCTGAATGTGCTCGAGC
>AV668335 ID   AV668335   standard; mRNA; EST; 570 BP.
CACTAATCCTGGATAAATGCTGAATATTACAATGGCTTCAAATTTACATTTAAGACAAGC
TTACATTGCATAGCATTTACCTGGTGCGACTTAAAAGCAGCTTTTTCTTCCTATTGAGGA
CATTAAGTGTCTTGTCCAAAGCATAGCTTAGTATATCAACCCCAGACTAACCTATCACAG
TCAAGTCAAGCAAGATAATTCGTTTCTGCTCTTTGTGTGTTTCTTAGGATTTCTTTGGGT
ACAGCTTGAATATTAGGAATAAGGAAATTAGACAGAGTATAGTTTGTGTGCACATCCTAT
AGGCGTCCTGGGGGCACTTATGTATCACGTATTGTAGCTCTTTAACAGAATTCTCTTACA
ACAATGCCATAACACCACAACGATGAAACACAACTACTCATTGAAGTGTGGTGGGATGAA
TGCAGGCTCATTAAAACTAAAACACTTTGCTTCTCACTGTTTTCCTGTCAATCTAAATGT
TATAAACACTTATCAGTGAACTTTCTTAGCTGTCTCCTGACCAGTAACCGCCATGCAGCA
TGACTCCACCGTACCAAAGTAAAAAGTGTT
>AV668336 ID   AV668336   standard; mRNA; EST; 291 BP.
ACTGCAGAAAGTTCAGACTTTCATCAAATTGTGGACTCTCAGAGTCTGACTTTGAAGTTG
TGGCTTCAGCTCTGAAGTCCAACCCGTCCCACCTGACAGTCTTGGACCTGAGCAACAATA
GCCTCCAGGATTCCATGAAGGTTCTGTGTTCAGGACTGGAGAGTCCAAACTGCAGAGTGC
AGACTTTGAGGCTGAAGGAATGCAGTTTGTCAGAGATCAACTGTGAAGCTCTGGGCTCAN
CTCTGAAGGAAAACCCGTCCAACCTGACAGAACTGGACCTGAGTGACAACT
>AV668338 ID   AV668338   standard; mRNA; EST; 673 BP.
CACAAAACATCTCTGGACAGCTCTGCTTGTTGGATGTTACACTGAGGAGGACAAAACGTT
CCCTTTAGTTACTATCCTGACTTTTTATTGCAGATAAATTTGAACTGTAACTGGATGTAA
CATGACTCCGTTTGTAACGGCGTGCTTTGTTGTGATTTTGTTCCACTTCTCAGCTGTGTG
CAGCAGACCCACAGGGGCCCACCTGCGTAACATGGAGAGCTTCATAGAGGCTGTTCGCGA
GGTGGAGGACTCCACCCCCGGTCTGTCCCCCCTGGATCTGCTCAGAGCCTTGCGGAAAAC
CGCCGGTCACGATGACGTGATGACCACCCATTTCCTGGGCGAGTCGTGCAATTTCAGCGG



CTCAGAGGTTCTGGAGAAGGCCATTCTGAACGCATCGTCCTTCAGCTTCTTTGATAAGGC
CATCCACCACATTGTGACCGATCGTGGAGAGGAGCGGGGCGTGGTCCTCGCTCCCGACGG
CACCACGGTGGCACTTGCACCTTTGCTCTTAGGGATTGAGTTGGGACTGAAAGCAAAGGT
GGAGGGGGGCTCACCCATGGGGATCTTCCCCATCACCCTTGGCAGGAGGCTGGGCCTCAC
GTTCTTAAGCTTACAGGACTTTCCTGCATCTGTTCGTTTGGGGCCCCAACCGGTGCTGGG
ATGACATGGAGCG
>AV668343 ID   AV668343   standard; mRNA; EST; 544 BP.
GTCGATGCATGTTGAGGCTGCTGGGCTGGGGGGTGGACTGCCCACGTACCCGACTGTGNT
CGGGNTCGCGTGTTTGTGTGCGCGCGAGCGCGGCGAAGACTCGTCGAGCTGCAGAAACCA
GGAGGGACTTGAAAACTTCCTCGCGTCAGTGACGGAGCTTTCCTGTCGGAGGGGGGGAAC
AAAGAGCCGAACCGGCAGCTTCTTCACAGTCCAGCGGTGACCGTCGGAGGGGAGAAGGGA
AAAAAAAAGAAGAGAGACCGGTCCGGTTCACGGTGGCGGAACCATTTCCGGCCAACATGG
ATGATTTAGATGCCTTGTTGGCTGACCTTGAGTCCACAACTTCTCACATTTCAAAGCGGC
CGGTTTTCCTGTCTGACGAAAGCGCCTACTCCATCCCGCTGAGAGATCCAGACCACGGAA
ACATTTCCTCCTCGCCCCAAGATCGAGCTGAGCAATCCCTGAATGGACTAGATGAGACAG
AGAGAAGTCCCTGGTCTGGAGAAAGTAGCAGNCCAAGTCACCTGTGGGTGAGGAGGAGCA
CCTA
>AV668345 ID   AV668345   standard; mRNA; EST; 692 BP.
GAAACATTCCCACAGTTTTTGTCATAATTAACATTTAAACAACAGTTTAGATTGATGGAA
GTCTTCACGAATGGAGGACCAAATTGCAGAGTCGATGTTCCACAGCTGCATGTCTGTAAG
GAGGATGAAAAAAGCAACTGCTTCTGTCAGGAGCAGCCAGAGCTTTCACAAATCAAAGAG
GAGGAGGAGGAGGAGGAACTTTGCAGCAGCCAGGAGGAAGAGCAGCTGTTACTGAAGCAG
GAGATCAAATCTGAATGTGATGGAATATTTGTAGTCCAGTTTGAAGACCTCTCAGATAAG
AATATCTATGGGGAGGAGGAGACTGATGATGAGCAGCTTCTCTGGAAGCAGGAGAGGAGC
TCCAGTCTGGATGAAGAGGAACCAGAGCTTCCACAGATCAAAGAGGAGGAGGAGGAACAA
TTTATTAGTGAGGAAGGAGATCAGCTGGAACTGAAGCAGGAAAATGATGCTTTCATGGTC
ACTGAGGATGATCAGGAAAACATGGACTCCAAACCAGAACCAAATGAGAACCCAGATCTG
AAAGGAAACCCTCAGATCCAGTGCAGTGGTTCTGTAATTGTCCAGCTGGACTCTCCTTCA
CACGAGACTTCACATTCCTGTGAAACATGTGGGAAAGTTTTTACCCGACGTGCTTATTTT
GAAGACTCCATGAGAATACACACAGGAGAGAA
>AV668351 ID   AV668351   standard; mRNA; EST; 692 BP.
ACTGTTTGTTCAGTCTGTCAATGAGTAAACGTGGAACAGGAACAACAGATGACCAGAACC
AGTACTCTCCACGCAGCTGAAGGAAGCTGCTCACCTGTGGGGGGGAAGTCTCCCGGTTCA
CCCCGTCTCCATGGCGTCACTGGAGTCAGAGCTCACGGCATCCTCTCTGCCATCGGGTCT
CGTCCTCGTCTTCATCCTGCTCCTCCTCCTCACCATCTTCCTCACGCCTCTCTGCAGCGA
CTGCAACAGACGTTCTTTTGAGCTGAAAGATCCAGAAGCAGCAAAAAGTCCTTCGGCTCT
CATCCGAGTGGTGAGGCTGGAGGAGGTCAGAGAGAACCCCATGATCCAAGAGATCCAGAA
GGATGAGCGAGAGTTTCATCCTAAAGGGGAAGCGCCAGTCATTCCCTCCCAAATCCAGCA
GGGGGAGCCGCAGACTAATAAAGACTCACTTCCTGGTGGAACCCCTGTTTCCTTCATTCC
TTGGAGAAGCCACCTGATGGCGCCAGAGAGCAAAGATTTAAACGGCACTGCCCCTTCAGA
CTCCGCCCACCTTTTTAACCCCATGGAGTGTGGGCGGAGCAACGACATCCCATCACCTCC
AGCCAATGACAGTCCTGCTCAGCAACGCCATGGTGACGGTGAACCTCGTTCTGCTGTCAC
ACTGCACTTTACGGGCCAGACAGGAACTCCGT
>AV668354 ID   AV668354   standard; mRNA; EST; 564 BP.
GCTGGGAAGTTTTTGTGAGTAGATAGGATATAGTCATCATCAGTAATGATTGTGTTGGGA
TACCCTTTCCAAACGTGGAGAACAAGTCATTTCCAGCTCCTTGCTAACTTGGCTTGGGCT
GCAGCAGCAGACCTGAGAGCTCAGTTGCACAGAGCAGAGGCCAGCTTCCTCTCACGCCAC
CTCAAAGACATTGCAACAAAACACCAAAAGGAGGGAGGAAGAGCATGGGAGACATCACAA
AAACAAAGGAGCGAGCGAATGATGCGATGATGAGGGGACGCGGACAAGGGAAGAACTGGA
AAGACGGCCGGGAGGGATGAAAGCGATGAAAGACGTCAGAGAGCCAAAAGCTTTCTGAGC
CCCTCTCATGACATTTTTGAAAGCTTTGCGAAAAGGCTGCTTTCATTTCTGAAAAAATAA
GTCTGGCGAGCACATAGGCTTGGAGCAGACCTCTGTTCATTTCTGATTAACAGGAGGACA
CACAGGACTTTTGTGTGTTTCCGAGCCTGTTTCTGCCGGGATGGTGTCCGCTTCACTTTT
GTTGTGTCTGTGGGGACCNCCCCC
>AV668364 ID   AV668364   standard; mRNA; EST; 650 BP.
ATTAACTACGGAGTAAAAAATACAAGAGTCTTCTTTGTCTCTTCCAGATGGCGGTGTCGG
TGCGGGGGCTCTACTTTGTTGTGACCCTTTTTTTGGGGAGCTTCTTTGGAAGCATCTTTA
TGCTGGGTCCAGTTTTACCCCTCATGCTGGTTTCTCCTGCTTGGTATCGCTGGCTCACGG
ATCGAATAGTTGCCACCTGGCTTACCCTTCCTGTGGTGCGTAGATTGGCTTGTTTCTCTC
AGCCAGCTCCTCTTGAGTTATGATTTTTGTCTGCTCAAGAACAAATCATTTAATTGTATT
TAAACTTTTCACCATTAACGCTCTTTGTACTTTTTAAGCCATGGTTGGGGGTCTTAATTG
ATGTTTCTGATTCCTTCTGTTTCCTCCTTCTCTCTCCCTTTGACTCCGGCAGTCTTTGCT
GGAGCTTGTTTTTGGGGTGAAGGTGGTGATTACAGGTGACGGCTTTATTCCGGGTGAGCG
GAGTGTGATCATTATGAACCACCGCACTCGTCTGGACTGGATGTTCCTCTGGTGTTGTCT



GCTCAGGTACAGCTACCTTCGTCTGGAGAAGATCTGCCTCAAGGCCCGGACTAAAGGCTG
TGCCTGGCTTTGGCTGGGCGATGCAGGTGGCCTGCTTTGTCTTTATCCAC
>AV668365 ID   AV668365   standard; mRNA; EST; 389 BP.
GATGNNTGTTTCACCAGATACCAGGATTGGGAAACGCTGCATCACAGCCCCTAGTTTAAA
TCAGTTTAGCCTGATCCTGGTTCTNGATGAGAGACGTAGCGTCCTGCTCATTTCTGCAGA
CATCGCTGCCCCACCCACCCATCCCGATCAGCTGGATCAGTCACTGAGGNGCAAAGACCT
CCAGGAAGAGCTTTGCCATCATCAGCTCACATGGAGTCACAAGTTCGTGTTCTCGACCAC
AGAAGCTCCGCCCGTTAAATCTGCCTCCGCCCCCTCGGGGNCAGTGGTCTGTGAGGTCTG
TGGGCTGTATTCCGAGACCCGGCGAGGACTCTCCAGCCACGCTCGCCTCCACCTACGGNA
GCTAGGCGTGACCGTGNCGGAGAGCANCG
>AV668368 ID   AV668368   standard; mRNA; EST; 600 BP.
TGGGAGCAGCCAGCCACCGTGGCCGGTGCGAGCCGGCTCGTACTGCACGCAGGAGTCTAT
TTTTTTTAAACTATCGTTCTTATTTAATAGTTTTTCTTTTAGCCCCGACACAAGCAACAG
AGATGAAAGGACTCCTACCGTGTTACCGGGGCCTGCGTACTCTGAGCAACCGTCCAGCCG
CTGGAAAAGCGGGGCTTGTCGGTTCTCAGTGCGGGCTTCTTAGCGGAACTCATTCTTTTA
CCACCAAGCCACAGCCGAGGTTTGGCCTGTTGTTTGACATCGATGGCGTGCTTGTTCGGG
GAAGGATTCCAATCCCTGCGGCCAAGAAGACGTTTGAGAAGTTGGTCAACTCTCAGGGAC
AGTTTGTGGTGCCAGTAGTTTTTGTCACAAATGCAGGGAACTGCCTCCGACAAACTAAGG
CTGACCAGCTCTCTCACCTCCTGGGAGTGCCTATTACTCAAGAGCAAGTTGTCATGTCCC
ACAGTCCTTTGAGGATGCTGAGAAAGTTCCACGACAAATGTGTTCTGGTGTCTGGACAGG
GGCCCGTCCTAGATATCGCTAAAAATGTTGGCTTTTAAGAATGTAATCAGCATCGACATG
>AV668373 ID   AV668373   standard; mRNA; EST; 599 BP.
ACTTTCTGAACTAAGTTCCCCGCACCGGAGCAGAAAAATGGGATTAGATGGCAAAGCACC
AAATCACAGAATAAGACATGACACACAGAAGGAGTTTGGAGGAACTCTAGGTGCCGTGTG
CATTCCCATCTTTCTACCACTGACTGTACTCTTCCTGATTGGCCTGAGTCGAAGTCCAGA
AGCGAGTGTGCTCCAGTGGCCTCCTTCCCTTCCCTCCTACAATCAGCTGTTGGACCCTCT
GGCTCCTGTGCTCCTGCTGGGATGGATCGCTCTGCACATCCTCCTCTACCATCTCCCATT
AGGGAAGGTGTCTGAAGGGTTGGTTCTCAGGGATGGAACACGACTCAAGTATCCCATTAA
TGGTTTCCACGGCCTTTGCGTCAGCGCCGCGCTCCTGATTTTGTTCATGTGGCTGGGTGC
TCCCCTCGGGTATCTGTTTGAGCTGCTCCTGCCTCTGGCAGCGTCTGCCATAGCGGTGTC
CTTCCTTCTCTCCATCTACCTCTACATCCGCTCATTTTGGGCTCCCTCCCATGCTCTGGC
TTTGGGCGGAAACACAAGAAATCCTCTGTATGACTTCTTTATTGGACGGGAGCTGAACC
>AV668380 ID   AV668380   standard; mRNA; EST; 600 BP.
GCAAACTTTCAGCAGAAACTCCACTCAAAGAACAAAAACAGATAATAACAACTGGGTGGA
GCAAAATTCAGCTTAACTCTGCTCAACTCTGTAAGGAGATTTCTCAGTTGCTGGCTCTTT
TGAGAGTCTGAGCAACGCTTACCAGTGGATCCAGTACGGAATCATCAACAACATCTTCAT
GAAGTTTTATGGAGTCGATGGCTTCTCTGTAGACTGGCTGTCCATGGTGTACATGCTCGT
CTACATCCCCTTCATATTCCCGGTCACCTGGCTGCTGGATGTGAAGGGACTGCGCGTCAC
GGCGCTGGTGGCAAATGCGCTCAATTGCGCAGGGACGTGGATTAAAGTGGCCAGTGCCAG
AAGTGACATGTTTTGGGTGACCATGCTTGGACAGCTGTTTTCTTCAGTCGCCCAAGTCTT
CATTCTGGGGTTACCTGCAAGGATTGCCGGCGTCTGGTTTGGCGCAAATGAAGTTTCCAC
CGCCTGCTCCATTGGAGTTTTGGCAATCAGATGGGTATTGCCATTGGGTTCCTGCTTCCC
CCATCTTGTCCAAATGTGAACGATATGAACGAGCTAACGCATAACATAGGGTATGTCTAC
>AV668381 ID   AV668381   standard; mRNA; EST; 412 BP.
GAGGATCCACAGATGGAAATGATTTTGGCCTCCTGCAAAAATCTTTCGTAGATCAAAAAT
GTCTATTTTTTCAAAACTCTGTAAAGGTTTTTTTCTACTTTTATTTTAAAAATGGAAGTA
CTGTTGAAACTTGATGAAATGTTAAAATGTAGACGTGTATACTCAGCTTTTTCTGAAAAA
TTGTCTGCAGCTGTTTGGTTTTTCATTGTCATTCTGCATGTGTAGGTACATTTGTCTGTT
GGCTGCTTTTCTCAATCTTCTGGTTTAATGATACAGTTCCCCCATCTAAACTAAAATGTA
CAGACATTAGTTTGAGGTATTACTTTCTTTTTCTTGCTTTTTTGTTGTTGTTTTTTAGGG
GGGGGTGTACTTATTAAAAAGCAGTCTCCTAAAAAAAAAAAAAAAAAAAAAA
>AV668384 ID   AV668384   standard; mRNA; EST; 606 BP.
CCACTCCACAGCTCACTCCCTCTCCCCTACTCGCCTCACCTCGACCTCCGTCACTTCGAG
CAGAACCACAAACACAACAACCAGCTTTGCAGAAGAGCAGCCCCCCCCCCCCAGCTNTTC
AATGAAGGGNTTGNTTTTTCTTTCATGATAATGAATTGGNCTGTAGGAATTTTTTTCTAC
CATACTCCATTTTTTATGAAACAGTTTTTAAAGGAAAGCCAGAATCCCACCTTGATCTTT
CTTGNTTAGTTTTGCAGACATTATTTTTTGCTGCAAAGACAAGCTGGGGATTTCATTTTT
CATCAAATTTCATTTATTGGCCCTTAAGCGGATAAAATAAAAGACTGATGTTGTTTGATG
CTGACTGACTGAATAAGGAACACAATTTGGCTCCTTTCCTTCCTGGATACTTTCAGGGAC
TTAAATTCCATCAGAGCAATCATCTGCCTTTAAATTGCTTTGACACACAACATGTGGNCA
ACCTTTATTGTGAGTGATGAAAAAGGCCGAATGGTGGCCCCGGGGGCGGGGGGGACAGCT
GGAGGGTTAGCAGGAGGAGGACCCGGCGTCCGGGTGCAGGAGGGTTTGACCACCTTGNTG
GGGGGG
>AV668387 ID   AV668387   standard; mRNA; EST; 516 BP.



CGCGCGAATTCGATGAGTGGTTTTAGGTCTTCAGACCCTATAGTTGGCTGTCCCGTTACC
AGGTTTAGGACGGACTCTGTAAGTTGTCATCTGAGTTCTTAACATCGCACATGAAACATA
GTTTGGTTATGTTTAAATGAATCTTTTTTTCAACTCATAGAGTGCATTTTAAGCTAGCTT
AGCTAACGATGAAGACACTTTAGACAGTTAATAAATCGCGGTTACTCCTGAGTCCTGCTG
GTTGTTTAGATTAAACGGTCCCCATTTTTTTTTACGCCTGTAACGTTACAAACAAAGTTT
CGTTTTGCCGCCTGTCTTCTTTTACTCTGAACATCATCATCATCATGTCTAAACGGAGAA
GCAGCACCGTCATTGAAAACCCAGACAAGAGGATCCGGTCAGACGCGGAGGCTGAAGAAG
AGGAGGATGACAAAGAAGAGGAAGAGGAGGAGGACATTGCCGATAGAGATCATCATAGGG
ATGTTCCTCAACGGTGTGCTCGAGCTGCAGGTCGGA
>AV668390 ID   AV668390   standard; mRNA; EST; 725 BP.
TATAGACTGGGAGCCTTCGGTTTCCTGTCCCTTCCTGACAATAAAAACATTCGAGGGAAT
GCAGGTTTGCTGGACCAGAGCTTAGCCCTTAAATGGGTTTCCAGTAACATTGCTGCATTT
GGAGGGGATCCTTCAAAGGTGACTCTGTTTGGGGAGAGTGCTGGGGCAGCGTCTGTTGGC
TTCCATCTGCTTTCTCCAGCAAGCCATGGCTTTTTCCAAAGGGCTGTGATGCAGAGTGGC
TGTCCAAATGCACCCTGGGCCACCGTCAACCAAAAGGATTTATGGGACAGGTCCATGATG
CTGTCCAAAGCTCTGGGATGTCCCATGTCTAATCGAGGTCTTCTTGAAACATGTCTGCAG
CAGGCTGATGCTAAAAAAAATCACTGCAAAGCAATATGATATTATCACAGAGCCCCCACT
CCTTAATTTTCCGTTTGGCCCTACTGTTGATGGCGTCTTCCTCACAGCTGAAGTGGAGAA
ACTGCTCACTGGTGGTAATCTTCCAAAGAAGGAGCTGATGATTGGATTGAATAAAGATGA
AGGGACATGCTTTCTTGTTTATGGATCTCCCGGTTTTTCCATCACTGGCCAGAGCCTCAT
CTCAAGAAGGGATTTCCTTGCTGGTGTCAATTTAACATTAACCAATGCACATAGCATCAT
AAAAGGAAGCAGTAATTTTTGAATACACTGACTGGACCCATAAAGGAAAGCCCGGATGAA
AAATC
>AV668395 ID   AV668395   standard; mRNA; EST; 259 BP.
TCGAGCACTGTTGGCCTACTGGCTGCTGTATAGATATAGATAGATAGATAGATTATATTC
AATTGTGNTGTATTGNATTGTCACTGGTGCAATTGAATTCAAAAAGTCTGTGGTCTGTGC
TCCGNCTGCACNTNGAAACATTTTGCCATGGTAAAACTCATCCATCCATCCATCCATCCA
TCCATCCATCCATCCATCCATCCATCCATCCATCCATCCATCCATCCATCCATCCATCCA
TCCATCCATTTTCTTAAGC
>AV668402 ID   AV668402   standard; mRNA; EST; 434 BP.
GCGCGTCACACTCCCGGAGGGCTTCCAGGGTCACACACATACCGTCGAGCAGATGGCTAC
CGGAGCAACATGAGGCGCTGAACAGCCTGCGACTGCCTTGCTGGTTTCTTGGTTTTGATT
TTTTTTTTCTTCTTCAAAATGGAGGAAGAGTTTCAGGATATCGATTCGTCGGCGGGATGG
CAAAACCTTTACAATGAGATCCGCAACCTGGCCAGTGAACATCCATACAAAGTGGCCAAA
CTCCCAGAGAACAAAAATCTGAACCGCTACAGAGATGTTAGCCCTTATGATCACAGTCGG
GTGACGCTTAAAGACTCAGAAAATGACTACATCAATGCAAGTTTAGTCACAGAAGAAGAA
GCCCAAAGATCTTACATCCTGTCTCAGGGGCCTTTGTGTTACACTTGTGGCCATTTTTGG
CTGATGATTTTGGG
>AV668411 ID   AV668411   standard; mRNA; EST; 242 BP.
TTTTTTTCCTGGTGCAGCCTTAGAGGGAGGGGAATGGATCTTTCCTGTGTGAGTCGCCGG
CGCCTCCTCAGCCAGTTTCTTACTACCTGTCCTTGACTGAGTATGCACACAGACAAGATT
GACAAGAAGCTGCCTTAGCTCACTCTTCCTCTGCCACATTTCCTCATGTGTTTGTGCTCG
AACTGCANGTCGTTTTAAATATTTCACTCTGGGGATTGTATTTTTTTTTCTTCTTCTACC
TG
>AV668417 ID   AV668417   standard; mRNA; EST; 475 BP.
TGTAAGGGGGGGAGGACTCACTCGGTCCAGTTGTCATTTACAGCCAATGGGCGACGCAGA
GCTGCCCCATCACTCAGTCCCTCTTTCGACATTGTTCTGGAAACGTTTGTGGGTTAAGTC
GTGNGCTCGATNNTTAAGNAGTGTTCTGGACATGTTGGCGTTCTCCTTCAAACGTTCTCA
GTCAGACTTCCTCGTCATCAGCTGAGGCACATTCTCAAAGCTTCACTTTTGCCTTCTCAC
ATAAACTTCCGCTTTCATGAAGTCGAAAAGCTGCCGTAGCATTTCAAGAAGTGACTCCTT
CAGTGTTTGGGGGGGATATATGGGGTCAAGAAACCACTCAAACCATGCAAACAGAAGAAT
TCTTCTTTTTCTTCGTGACCAAAGATTTGCCTTATATTTAAATAAGTGGTGTGAGGGAGG
GGGGCGCTTGTAGTCCTAACCCCTCATTAGTAACGCCAGACCCAAGAGAACACTC
>AV668419 ID   AV668419   standard; mRNA; EST; 590 BP.
CCAATAGAAATTGATGCGAGCCGAAGTGCAAAGGAGAAGCTGCCTTTCATGGTGGAATGG
TGGACTAAAGTCCATGAGCTCCTGATCGAGCAGCGGATCAGGAAGGACATGCTGGCCCAG
GCGGTGAAGGAGTCCAGAACCATGCTCAGGGACGGCTACAAAAGTGTTCTTTGACGGACT
CCATGAAAGCCAGGTTCCTCTGCTGATCTTCTCCGCCGGAGTGGGCGACGTGCTGGAGGA
GGTGATCCGGCAGAACGGCGTCTTCCATTCCAACGTCCACGTCATCTCCAACTACATGGA
CTTCGACCACGCCGGAGTCCTGCGAGCCTTCAAAGGCCAGCTGATCCACACCTTCAACAA
AAGAGAGGGCGCCGTGACGCAAGCCGCCGGCCTCGCACAGCTGCACGGTCGGCCCAACGT
GCTGCTGCTGGGAGACTCTTTTGGGGGACCTGACCATGGCGACGGGGTGTCGGACCCCAC
CATGTCCTTGACTGTCGGTTTCTTCAATGACCAGGTGGAGGAGAGGAAAAGAGTGTACAT
GAACGCCTTCGCATTGTGCTGGTGAGGGACGAACGATGGACGTTTCAAAC



>AV668421 ID   AV668421   standard; mRNA; EST; 648 BP.
TACTTCGTATGAGGGTCTTGTTGTTTCTGCAGGCAGATGCTCGAGGGAGAACCGCCGGCT
TCAGGAGGCCAGCATGAGGTTGGAGCAAGAGAATGACGACTTGGCCCACGAGCTGGTCAC
CAGTAAGATCGCCCTCCGGAATGACCTCGATCAGGTGGAAGACAAGGCCGATGCTTTGAA
TAAGGAGCTGCTGGCCACCAAACAGCGCCTGGTGGAGACGGAGGAGGAGAAGAGACGGCA
GGAGGAGGAGACGGCTCAGCTTAAAGAGGTGTTCAGAAGGGAACTGGAGAAAGCGGAGCA
AGAAATCAAGAAGACGACCGCGATCATAGCAGAGTACAAACAGATCTGCTCCCAGCTGAG
CACCAGGCTTGAAAAACAACAGGCGACGACAAAAGAAGAGCTAGACATAGTCAGGAATAA
AGTCATGGGCTTGCGAACACTTGCAAGGATCTTGTTCAGCACCGTCGGGTCACTCCAGGT
TTCTCGCCTGGCAGAAAGAGGACATCCAACGAGCCCCACGACAAGGAGAAGGACGGGCTT
GCAGGAGCACTTGANGCACCTGGAGCTGGACTTGCACAGACCAAGCTCACTTGGTGGAGC
CAAGTGCCCATTCAGGAGCTGGAGCATCAGCGGGAGTCTGATACTGAA
>AV668423 ID   AV668423   standard; mRNA; EST; 632 BP.
AAGCTTAAAACGGAAATAGAAAAATTCCAAAAGCAGTCAATCGAGACATCCATGATGGTG
CACATGTCCCAAAGCCAATATAATGAGCTGCTGCTGGAGAAGGATGGCTTATTGGCCAAA
CTTAAACTGATGGAGCAGGACAAGAACCGCCACAAGCAACCTAGAAGATGAGCTGGCCAC
CATTAGGCGCTCTTTAGAGATGGAGATTCGCAACAAAAAGCGGCTGGAAGATGAGAAAAA
TAGCATGCTTTCTGAGTTCAATACTATAAAGTTTCAGTATGAACAAAAAACCACCCAGAT
TAGGCAGAGTGAGTCAGACAGGGAGAAGGTTGATCGAGAGAGGCTTTCCCTAAAAACCGA
AATTGAGAGGCTCAGACATGAGCTCAAGTGTCTTGAGGAGAAGTACAGGAGCAAACTCAC
GATCTCTGAAAGGGAGGCATCAGAGCTGGCCAAAAAGATAGATTCTCTTCAAAGAGAGAT
CCAGAGATTTCAGCAGAGACCCAGCCTCTGGTGTAGGCAGACCCAGACCGATGAGAAAGT
CACTACAATCGTTCCATCAAAGCTTGTTTTTGATGGTGTGGCGCCGCAAAGTCACTGCTC
ACCAGCTTTGTGACTGTATATATAGCAAAGCT
>AV668431 ID   AV668431   standard; mRNA; EST; 673 BP.
TTTTATTTTTGAGTCAAAAAATGCTTTTTCATTTTGAAAATGGAGAAGCATTTCTGGTTT
TGACTTTGCTTTTTATTTATGCTACATAATCGCTTCCATAGTAGAACCGCCACTGTTTCC
AAGTAATTGTAAATGAATAACATCAGTAATTCTGTTCTGGGAGCACAACGTCTAAGCCCC
GCCCCTCATTTGAGCGGTCTTTCGTCAGACACAGACAGACAGGTGCGCATGCTCCACATT
TCAAATGTTGGCGGATTTTGTTGACTACAACGTAGATCACAAAGGTAAGTTTGAAGTGAA
ACAAACTTTCTACGTTCCCGTTGGCTCACCTGATTAAGTTAATCCTCACTTATAGCAGCT
GCGCTAGCAAATGGTGTATTTTCTAGCTAGCTAAGCTAACGGCCAAGCTAACCTTGCTAT
ATTTAGCCTGGAATTGCGCCATTTTACTTGAGGCGTGTTTTTACCAAAGCAACCTTTGGT
GAAGTCATGCTGGAAGGAGTGAATTTCATGATACACCGTTAGAAAAGAAAAAGATGTGCT
GCCCGTCATGTTGGCTGCCCTCCGCCGCCGTTTAGCTTCATACTGACCCAATTAAATGAC
CGAAGTGTGATTTGAAAGGTTCCCGTTTTGCCATAAATCTATTTAGAATAAATCCGGGGC
GGGTTTCTGCTAC
>AV668435 ID   AV668435   standard; mRNA; EST; 579 BP.
TATTTAAAGAAGTGCAGGAAGTGGTGTCATACAAATTCAGGCATCATGATCATGAAACAC
GAACAGAGCCAGGCAGTGTCAGATGGAGAGCTGAACATGTCTGCGCGCGGTTGTGGAGGC
AGCAGCTCCAGCCTCCCAGGGACTCCCGGTGGAGACGTGGGGCCCTGCCAACAGCGTGCT
GAGCTGGGCCGTCTCGTTTGAGAAGCTGTTGGAGGATCCCTGTGGGGTCAGTTACTTTAC
GGGCTTTNTAAAGTCAGAANTGAGCGCGGAAAACATTTTATTCTGGCAGGAATGTGAGAA
GTTCAGGAAGATTCCAGCAAACTCCTTGGAAAAGCTCAAAGTAGAAGCGCGCTCCATCTA
CAAAACGCACCTGTCTGACAGTGCGCCCTACTCGGTAAACATTGATGACACTGCCAAGAT
AGAAGAAAAAGACCTGGAGCAGCCAACACCTTGCATGTTTAACAAAGCTCAAACACAGAT
CTTCAAGCTGATGAAAATGGACAGCTATAGGCGCTTCGTGCGCTCTCCTCTGTACCAACG
CTGCACCTTGCGAGTGTCGAAGGGAAACTTTGCCTCACT
>AV668436 ID   AV668436   standard; mRNA; EST; 118 BP.
AGCTGCTAATGATCATGTTCAAGGTGCTGCTCCAATTCCTTTGTGTGCTCGAGCTGCNGG
TGGGACAAACGACTATTTGAGCGGCGCNTATGGNTCCGTTCACTGCCGCNGTTTTCCT
>AV668438 ID   AV668438   standard; mRNA; EST; 496 BP.
TCAAACAGACTTCCCAGCTTGACTGAAACTTTGTTTTCTGAAACTTGTCTGCATTTTACC
TGCTCTGTCTATTTGCGTTTTTTTATTCTAACATTTTCAACTTTGAATTGTCAGATTTAT
GTAAGGAGAGTTTTGAAAATGTTTGTGTCTTAAGTCGAACCTAGGAGCCGGTGTCGGTCG
GTACCGTTAGTTAACTGTTAAACCTAGTCTCACTGAGACCCTCCCTCGTCTGAAAAAAAC
ATGGTTCGGGTCGGTTCTGACTGCAGGTCCAGCGGTGTTGCGGGGGGCGACGGGCTATGT
GCTCGCCGCTAATCCATCCATGCTCGTGTCAGAAAGCCGGCTCCTCTCCTCCTCCGCTCC
CCCCTCCATGGCTCATTGCTCAGAGGACCGCATCCCGCCGCGCACGTCGGCGTGGACCAG
AGCATGAAACCGGGCCTGTCGAGATCTTTGGGGAGATGTGGACCGTGCAAGTCCCGATTG
GACAAGGGGGTGTCCG
>AV668440 ID   AV668440   standard; mRNA; EST; 105 BP.
AGGGNGCGCAANTTGAAAGCCCTTGGCATGNCGGNCTACTGTAGAACTACTGGCTCTTCC
GACGGTGATCCCAGCAGAAGAGGAACCTACCTACTACCTACTCTT



>AV668446 ID   AV668446   standard; mRNA; EST; 591 BP.
TTCGAAGGCGACGGCGGTCGTCTGTATATTTCGGTTAAAATCTCTCCAGAAAACAGAAAT
TACTTTCTAATAGGCGCTGATTTTGCGGCCCTTTCGCGCGTGGCTTCTCTGTCGGTCTTC
TCGGTCGAGCTTCGCGCAGCGCTCCTGGAATGTCGGGGTGTGCGGAGAATTTGAATTAGC
TCGCCATTAGTTTTGAAGAAAGAGTGAGTCGGGGCAGAGACGGAGAGGAGCCATTTTGTC
CTGTCTGTGTGGGAGAAAAGAAAAGAGTGGAAAAGAGGAATCACATCGGAGGATATCTTA
CTTTCGACTTTTGTTCTCATGTTATAACAGGAAGACTCGGCGGGGCTTGGGAAATTGAAC
TCTCGGACACGTCAGCTGGCACGTTATTTGGGTGGTATATAGCCAACTAGCTTGCCAGGC
TAATCAACAAATCCCAGATTGTGGCCGTTAACAGTCAAGAAGTGGAGCAAGTCGGTCAGG
TTGGCCAAGGAGCTTGGCTTTTAACTCTACGCGGCCGGCTACTAGTTCATCCCACTTTGT
TTTTCTGGGTTTGACATACTGGTTTTCGATGGCGAAGAGACGTACGACTTG
>AV668450 ID   AV668450   standard; mRNA; EST; 501 BP.
CAAGGACAACTCGACGGAGTCCCTGCAGGAGCTCCTGACGTCAGACTCGGACGGCAGCTG
CATGGGAGCAGGCAGTCCCAGAGACATGCAGTCACCTGTCTTTGATATCCGGACGGAGGA
GGAGGGGGCTCTCTCCCAGACGCCCACAACACCAGCTTCCACCAACAGTTTTCAGACCCC
CCCTAACTCCTTCAACAAATCAGCATCAAGGGTTTTTTCAGTTCTGCCAACAGTCGTCCA
GTCCTGGACCTGAGGACCATCATGCATATGGAGGCCAACTCTCTGCCGACTCGCTGTGCG
ATTCCTAAAAACTCTGGAAGCAGCAAGCCCTCTCCAGTTTCCTCTAAGCTGTCTCAGAAA
CAGAGGAAAATGTTGGCCATGGTCAGCAAGGAGGCTGGTGGGGAGTCTGCCGCCCCCACA
GCCACTCCACCCAAAAGCAGTGGGAAAGCCTGGGCCAAAGCCGCCAGTCTCTCCCTCCTC
TTGCTCATTTCGCGCTCTGCT
>AV668457 ID   AV668457   standard; mRNA; EST; 479 BP.
CACACAGTTAAGCTCGGGAACGATTNNGACGCTGGGGGAGATTTAAACAACAAAAACCCA
CCGTAAATGGGTTTATCACTACATCAGACGTTAGTTTCGCCACATTCGTTCTCATCGATC
GACCATTTTGGATGGATTGTCTCGTTCTCGACGCACCGACAAGACTTACAACGCCCAGCT
AATGCGGCAGCCATAGCTCGGTCACTGACGCCGGAGAACCTCGTGTTTTGCCCCTGCAAT
GGCCGTTTTCAGTCACCAGGTGCTCCTTGGAGTCACAAGATCGAGGGGGACATATTTGTT
GTCCAAGAAGCAGAGCTGCTCTTCCCTGCGTTCTAAGGCCTTCCTCCATGTAGAAGTTCC
TGGCCAACCCTCGTCCGCACTCCCTCTCAGGCACTCCCGTTACATCCCCCCCCACTGTTT
CCGGGGTCAAGCCCTCAGTCGTGGCCACAGCTCGGCTCTGCTCGCCCGCTCTTTGCACG
>AV668458 ID   AV668458   standard; mRNA; EST; 516 BP.
GTCAGCTGTCACCACCCTGCATCTGAAAGTGCTGACATNGGNTGGCAGGCTCTCTCTGCC
TGAGGTGGACCTCACCTGCCCCGTGTGCTGCGACATCTTCAAGGAGCCGGTGGTCCTGAA
GTGCAGCCACAGCTTCTGTGCGGCGTGCCTGCAGCAGTACTGGGCCCGTCAGGGGAGGAG
GCGTGACTGCCCCTGTGCAGGACCCTCAGCGTGGACGACCCCGTCCCCAGCCTGACCCTC
AGGAACCTCTGCGAGGCCTGCGTGACGGAGGACGAGGGTCAGGCGGCAGGCGACGCAGAG
GGGGAGCTGTACTGCGACCCGGAGGTCACGTGCCCCCTCCACGGGGAGAGGCTGAAGCTG
TTCTGCCTGCTGGACAAAGAGCCCATCTGTGTGGTCTGCCACACGTCCAGGAAGCACAAG
CAGCACGACTGCTGCCCGTCAGCGAAGCGGTGGCGGATGTGAAGACAAAATGCAATCCGT
CCTCAGCTTCCTGAAAGACAAGCGGAAGCTTTTGAA
>AV668461 ID   AV668461   standard; mRNA; EST; 492 BP.
GTCTGTGGGAGACGTTCACNNNNNNTNNNNNNNCCCGCACACCGCGACATGGCCCTCAGC
GCGCTGCTCGCCACGCTCCTCTGCACCGTCGTGCTGCCGCTCCTGCTCTTCCTGGTGGCC
GTGAAGCTGTGGGAGGTTTACCTGGCGCGAGGCGCGGACCCGAGCTGCGCCAGCCCGCTG
CCCCCGGCTCCATGGGGCTGCCCTTCATCGGAGAGACGCTGCAGCTCCCCCTGCAGAGGA
GGAAGTTTCTGCGCATGAAGAGGCAGAAGTACGGCTACATCTACCGCACGCACCTCTTCG
GGAGCCCCACGGTGCGCGTCACCGGCGCTGATAACGTCAGGCAGATCCTGCTGGGNNAGT
ATAGGTTTGTGTCTGTGTAGAGGCCCGCCTCTGTGCGCACCATCCTGGGCTCGGACACGC
TCTCCAACATGCACGGATCCCAGCACAGGACGAAGAAAAAGGCCATCATGCGGGCCTTCT
TCAAGGGAGCTT
>AV668479 ID   AV668479   standard; mRNA; EST; 420 BP.
CAGACACGAGGAGGCAAAAAGGAGGAGGAGGAGGGGGGGGGGCTCTTGATAGACAAAGAT
CTTTCTTCTTCTCCTCCTCCTAACTCTACCTCCTCCTCTTGCCCCATTTTAAGCGTGATC
CACACCCGACGGGCTTTAAAANAACTCCAGCCCCCAACCCCCCTCCATGTCTGCGTTTTG
ATTGAAATTCATCGGCAAGTTTATTGANAAATGAATGAGGGAGGCANCGCGGTNTTGACT
TTGANAGGAAAACNCAACTCATCTTGAATGAGGGGGAAAATGCGGCCGTAATTTAGCCGT
CATCGATCTGCGCCCCGTCCATGTATTGATCTTCATTTTACAATATTAATTTGCGCTTGC
AATCAGCTGTGAAGGGAAGCCATTTGATTTCTTTTGGCCAGTAATGTGTGAAAGTCCGCC
>AV668483 ID   AV668483   standard; mRNA; EST; 349 BP.
CATGATGATAAAACTGTGATGGTTACTCGGACCGATGCTGCAATGGACGTAACCGAGAGT
CACACCGTCAACACTGCGTCTGGTTTTCAACCAACATACCTCAAAAACATTGAGGCGTTA
CCCTCTAATGGAGAGAAAACCGTGAGGTTCACTGCTAACGATGCAGGAATGGACGTAACC
AAGAGTCACACTGTCAATATATCCTCTGGTTTTCAACCAACATACCTCAAAAACNTTGAG
GCGTTACCCTCTAATGGAGAGAAAACCGTGAGGTNCACTGCTAACGATGCAGGAATGGAC



GTAACCAAGAGTCACACCCGTCAANATTGCTNTCTGGTTTTCAACCAAC
>AV668490 ID   AV668490   standard; mRNA; EST; 434 BP.
TGCGCAGAAGAAGAAGCCTGAGTGGCAGGTGGAGCGCGAGTACATCCAGAACTTGGTCCG
CAGGTACGAGGACGTAGACTTGAGCCAGGTGGCCAGGTTTTCTGACTTCCCCATCTCTAA
AAAGACTCTGCTGGGCCTGCAGGAGGCCCAGTTCCGACAGCCCACCGAGATTCAAAGGCA
GACCATTGGACTTGCCCTGCGGGGCAGAGACGTGCTTGGCGCGGCCAAGACCGGCTCCGG
TAAGACGCTTGCCTTCCTCATCCCGGTGCTGGAGTGCCTGTACCGGCAGCAGTGGAGCTC
CATGGATGGTCTGGGCGCCCTCATCATTTNCCCTACCCGGGAGGCTTTGCCTACCAGACC
TTCGAGGTCCTNCGCAAGGTTGGCAAGAACCACGAATTCTCCGCGGGGCTGGTGATCGGA
GGCAAAGGACCTGA
>AV668493 ID   AV668493   standard; mRNA; EST; 476 BP.
GTAAAGCACTCCTACTGCGGCTATTCCTCCAAAAGATGTGCTTTGTGCGCAAAGTAACGA
CTTATCTCTGTTAATTTGGAAAGAAAGGAAGCAAGTTTTGCAGCTGAGCCGAGGAAGTCT
CAGAAAGACGAGAAGGAACATCGGGTAGTAAGTCGTTGCTGACCGGAGCGGAGGACACCT
TCACAAGACACAACCTCCATAACCGTCTCACCTGAGGCCGACAGCAGGATGTCCGTGGAG
ACTTACTCAGCGCTGGACGAGACCTCCCTGCGAGCCTTGCTGGATGGAACGGTGGATCTG
GACGAGAGGCACCTCATCCGTTCAGCCATTANAGAGCTGAGGAGGAGGGAGATTGAGGAC
CTGGAGGCGTCTCTGGCCAGCAAAAGATTTCGACCCACGCGCCTTAATCAACAGGAAGAC
AAAGAGAACCTGCACAGTTCAGAATCGAACGAGAACTTGGACACCCTGTCTGAACA
>AV668495 ID   AV668495   standard; mRNA; EST; 477 BP.
CCAGAAACATCCAGAAACAGCTCTGAGCAGCAGCCATGAAGGGACTGAGAACAGACGGAC
ATCAAAGCAGAATCCAAGCAGCACCTTCATCCTGATGAAGCTCCGCCCTCTGACCTCCAG
CAGTCATCTCCAGGCTCCGCCCCCAGTCTGTGACGGCTGGATGATGCTGTCCTCCACCTG
CNGNTGGACCTGGATGTTCTCTCAGACCATGTGGCCTCATGGATCACAAGGTTGAGGGTT
CAAGTCCCTTCATGGTTGAAGTCAGACAGAAAGTGAANAAGAGGGAACATTCAGAGCAGT
TTCTGTGCTGNTTGCTTCCTCATGAGTCACGTCTAGATCAGGTCTGGATCCCAGTCAGAA
AGTGATCAGGAAATCTGCAGATCAAACCTTCATTTACTGAAATGGAAAACATCAACTGAC
TTTCTACAGATTCTACTTCCATTCATCAAACTCCAGCAGGAAGAAGATTTACAATCA
>AV668499 ID   AV668499   standard; mRNA; EST; 461 BP.
ATTGCATCTACAGCATCTAGAAGACGCTGTATGTTTCAAAAAACATGCAGATTTTAGATT
TTTTCCAATCTTATTCTTCGGTTTCCCTGGTGGGAATTCTATCCGTCTTGGTCCTTTATT
TCATTTCTCAATTCATCTTTAATTCGAAGCAGCATGGACAGGAGCCACCCGGACCTAGAC
CACTTCCTATTATTGGCAATTTGCTGCAGATTGACCTGAAAAGACCTTATAAAACTTTGG
AGGAGTTCTCCAAGACATATGGACCTGTGTTCACCGTGTTCTTTGGAGGCGAAAAAGTTG
TTGTCCTGGCAGGCTACAAGACAGTAAAAAATGCACTTGTTAACCATGACGAAGAGTTTG
GAGAAAGAGCGATACCTGCAATAATCCAAGAACTAAACAAGGGACTTGGGGTTTTATGGT
CAAACGGGGACATCTGGAGAGACATCCGGCGATTTGCTTTG
>AV668501 ID   AV668501   standard; mRNA; EST; 486 BP.
ACTGAGCTCAGTTGAACATGATGGACTGTAGGACAGGACTGCTGCTTTTAACTCTCTGTT
ATGCAGTTGTTGATGGACAGACTCTGACTGAGTCTGAATCTGTGGTTAAAAGTCCTGGAG
AATCCCACAGACTGACCTGTTCAGCCTCTGGATTCACTTTTAGCAGCTATGGCATGGGCT
GGATCAGACAGGCTCCTGGAAAAGGACTAGAATGGATTGCTTATATCTACAGCAGCAACA
TCTACTACTCAGAGTCAGTGAAAAACCGCTTCACCATCTCCAGAGACAACAGCAGACAGC
AGGTGTATCTGCAGATGAACAGTCTGAGAGCTGAGGATTCTGCTGTTTATTACTGCGCAA
GACACGGGGGTTACTACTTTGACTACTGGGGAAAAGGAACAACTGTGACTGTAACACCAG
TCACTCCTGCTCAGGCTCCAACGCACGTGATTGGTCTGATGCCATGCGGCCCTCAAAGTA
GAGACA
>AV668502 ID   AV668502   standard; mRNA; EST; 480 BP.
AGCAGCCCTGCCTCGCCTGTAAACTAGCGGTAGTACGGAGCGATGCTGGGAAGTTGAAAA
AGACCTTCACAAAGGCCAGTAGAGACCGTGTGGACTGAGCATCAACAAGCATGGAGTTCG
CGCAACAGCAGAAACCCACGGGGGACNGGGAAAGTAGTCTATCCTCCGGGAGTGAAAGAG
ATTACGGATAAAATCAGCAATGACGAGGTGGTGAAGAGATTGAAGATGGTTGTGAAAACC
TACATGGACATGGATCAGGACTCAGAAGAGGAAAAGCAGCAGTACCTTGGCCTGGTGNTC
CACCTCGCCTCCGAGTTCTTTCTAAAGGAACCCAAATAAAGATGTCCGGCTTGCTGGTGG
CCTGCTGCCTCGCTGATATCTTCAGAATTTACGCTCCCCGAGGCTCCTTACACCTNCCAC
GACAAACTCAAGGACATCTTTCTCTTCATTACCAGACAGCTGAAGGGACTAGAAGACACC
>AV668503 ID   AV668503   standard; mRNA; EST; 471 BP.
GTCTGTGGGAGACGTTCACCTGAGCCGCAGCGCCCCGCACACCNGCGACATGGCCCTCAG
CGCGCTGCTCGCCACGCTCCTCTGCACCGTCGTGCTGCCGCTCCTGCTCTTCCTGGTGGC
CGTGAAGCTGTGGGAGGTTTACCTGGCGCGAGGCGCGGACCCGAGCTGCGCCAGCCCGCT
GCCCCCCGGCTCCATGGGGCTGCCCTTCATCGGAGAGACGCTGCAGCTCCCCCTGCAGAG
GAGGAAGTTTCTGCGCATGAAGAGGCAGAAGTACGGCTACATCTACCGCACGCACCTCTT
CGGGAGCCCCACGGTGCGCGTCACCGGCGCTTGATAACGTCAGGCAGATCCTGCTGGGGG
AGCACAAGGCTCGTGTCTGCGCAGTGGCCCGCCTCTGTGCGCACCATCCTGGGCTCGGAC



ACGCTCTCCAACATGCACGGATCCCAGCACAAGGACGAAGAAAAAGGGCAT
>AV668506 ID   AV668506   standard; mRNA; EST; 487 BP.
TTTTGAGCAAACATGCAATTAATCATAACAACAATAAAAGCCCATTTAGAAGAGCATCTT
GTTCAATGTCTGTTTGTCTACAATGGAACACATAATTTCTTTTTTCTATGGTCGAACCAT
AATTTGTCAAGATCAATCACTATCTTACATGTCATTGGACCAACATACAGCCAAGCAAAG
AGTGTGACGTCATCATTGGCCGCAGGCACTCGAACACTTATTGCATGCCAAACACTTTTG
TTACCTACCCCTTGTCAGTTTCAACTTCATTTCAAGTCATTTCTAATCTATTGCATTTAC
ATACATGATCATGTTTTTGGGTCCAAATCCAAAAGAAACGAGCAAACAGGGAAAATGTCA
TCTGTCAGTCTGTCATCAGGGCGGGTCCCACCTGACTGAATGGACCAAGTTCCTGGACCT
CCGGCTGCATCACTGCTCCTGAACACACTTTTCTGTCTGATTGCAGGTTGAAGAGATGCA
GTTTGTC
>AV668513 ID   AV668513   standard; mRNA; EST; 479 BP.
AGCTGGAGGAGAGGGAGGAGGTCCTGCCATCACCCCCCCATGCTCCCTGACAGTCCAGGA
GAAACCTGCGTGGATTTCTATCCGTGGACTTTTTTCCCTCAGCAGGAGGCTCTGAGCGGC
GCTTTTCCCCGGACTCATCTCCACACGGTAGCTGGAGTTGTCCTCCTGCAGGAGATCCTA
TACATCCAGCTTGAGGACATTTTGGCTGCGATCCACCTCCCTCCCCTCCCCCATCATCTT
CCCCCTCCTCCACCCCCTCTGGCTGGCATCGAGGCGAATGTGAGCGACCCTGCGAGGGGA
ACGTGGGAAAGAGGAAGACGATGTATCGAGCGCTGCTACTTTCCTCCTCCCTCCTCATCG
TGATGAGCAGTCCCCAGTTCCACCCTCACCGCGGGAGGAGGGTGTGCCAGGGGGGCGTCC
GTCACAATGTCGTCATGGTAACAGAGTCCTACGTCCAGCCAGTTCACAAGCCCTACATA
>AV668514 ID   AV668514   standard; mRNA; EST; 478 BP.
AGAGCAACACCCGGAGCCCAAACATTACGTAAGTTGAGGCTGCTGACGCGGGCTTTCCCT
CTAAGGCGCATGCATGAACTTTGCTTGGCATCTCCTGAACGGCTCCAAACTGTCACGCCG
CTCAGCTTCATCAGTCTGCAGAAGAAGCTTTACCTCACAGCGTGTCATGATGTCCCGGCA
CATTAACGCCAAAAGAATCGCAGGCCTGGACAAGAACGTCTGGGTGGCGTTCACCTCAGT
GGCGGCGGACCCGTCCATCGTTAACCTTGGCCAAGGCTACCCAGACATCCCCCCTCCCTC
TTATGTTAAGGAGGCTCTGGCGAAGGCGGCGTCGGTGGACCGCATGAATCAGTATACCAG
AGGCTTTGGTCACCCATCTCTGGTGAAAGCCCTTTCCCAGGTGTATGGAAAGGTGTGCGG
GCGTCAGATTGACCCCTTCAAGGACATCTTGGTGACGGTCGGGGGTTACGGTTCCCTG
>AV668523 ID   AV668523   standard; mRNA; EST; 477 BP.
ACTTTTGCAATGTACCAGTCAGGGTGAGCCAGAGGTGCTTGTGCTCCCACAGTGCAGNCA
GGACGGTTGCACTTCAGGTCTCCTTCTGTCAGCCCGCTCCAGGCCCAGGACCATGGCACA
GCAGGCTCCCATTGACCCCACCAAGATAGGTGAGGGTCGAGCCATTGCTGTTCTGACCTC
CGGAGGCGATGCCCAGGGGATGAATGCAGCTGTGAGAGCCACAGTTCGAGTGGGACTGTA
CACTGGAGCCAAGGTTTATTTTGTCCATGAGGGTTATCAGGGTCTGGTGGATGGAGGAGA
CCACATTCGCCCTGCCACTTGGGAGAGTGTGTCAATGATGCTGCAGCTGGGTGGGACTGT
GATCGGCAGTGCCCGTTGTCAAGATTTCCGCTCCAAGGAGGGCCGCACAAAGGCGGCTTA
TAACTTGGTAAAGCTGGGCATCACCAACTTGTGCGTTATTGGAGGGGACGGCAGTCT
>AV668532 ID   AV668532   standard; mRNA; EST; 486 BP.
AGAAGTGGAGACACCATGACTGTGCTTTACCTGACAGCTCTGTTCCTGCTCCCTGCACTC
CACTGTGAGGATGACGCTGCGCCCACCTACAAGCACCGGGATCCGTCCACTGGTAAAATC
CTCACGTGCAAGAAGTGTGAACCAGGCAAATACATGGCAGCTCACTGCACAGCCACCACG
GGCACCAAGTGTTTACCATGTGGGGCAGCCCACTACACCGAGCTGTGGAACTACCTGCCC
AAATGTTTGTACTGCAACAACATCTGCTCACGGAACCAAGAGGTGGAAATCGAGTGCTCT
GCAACTAAAAACAGGGTCTGCCGGTGCAAACAAGGCTACTACATGAAAGATGACTTCTGT
ATCCAACACTCGGAATGTGGCCCTGGACATGGGGTTAGGACCAAAGGTACCTCCCAGCAG
GATACTATCTGTAAAAAATGCGCGGATGGCTACTTTTCCCCGTCCTCATCCGCGCTGGAT
ATGTGC
>AV668538 ID   AV668538   standard; mRNA; EST; 589 BP.
GGCTACAAAAGGACCTTAACAAACCGGTGTTCTGTTCCTGTTGGCCCCATACGAGTGAAG
AACAGGACTGAAATAAAGCTGAAATGAAGAACCTGGACGTGTTCTTGTTGGCATGTTGCC
TTCACGGCCTGAGCACTTTAGGAGGTAAGGCAAAAATTATCCGTATGGCCTTAAGACCGT
GTCACACAGGCACTACGCATGTTTTGTGCCATATTGCATGGAGGAAAATTGGTCAGACGT
GAACATACTGTGGAAGTTGTCGTCTGTGCGTAACATTTGCACAGATGCATCACAAATGAG
CTACGTTAAAACAACGGAAGAAACACGAATAAATAATAAGAAGAACACATAAATCAACGT
AACACATGGACCATGCTGGATTATTGTGCTGTTTACATGCATAACTTTAATATATGTTCA
CCGCATACGCGATATATATCAAGGTTATATATTGACGGTTCATGAATGAAAGGTTTGATG
ACATACTTGGTACGGTCGTGGAAAGCCACAAATTTGCATAGGCATCTTGCAAAAATTACG
CACAATTGCGTAAGATTTAAGTAATAATTCCATATGAAGTACGTAAAGA
>AV668541 ID   AV668541   standard; mRNA; EST; 397 BP.
CTGGTACCAAGGGCANTCTCCAGGGACCCNCAGCCCAGACNTCCCNTNTCTGCTGGGCAN
NTCCTGGGAAGCCAGANTTNTGCCCAGGGTGNCAGCCCCCAACCTTCTCAAGGGCTGTGT
TGGGATGGGTTTCCTGAGATGGGAATGNAAAGAGAAATTGGATATATAGTATTATGGCAA
AATGCATGAATGCATACCCTTAAATTACACTTATCTTGTCTTTAACAATCAGTTCAGCCC



TTCTGTCTTACTGGTGATCTGTAATGTTATTTTTTATTGGAAATGTTTGATGTTATTTGA
GTTGTGATTAATCAGTTTGGTTGGTACCGCATACCAAAAAATTAAATGAGGCACAATTTT
GACCCAAAATTGGTTTTATTTGTTCATCTAATTTTTT
>AV668543 ID   AV668543   standard; mRNA; EST; 483 BP.
TGAGTTGGGGAAGANNGANNGTTGNCGNTGNCGCNNCANGCCTTGTNCCCCTTGGGCANG
GGTGGTCCCCTTGNCAAGTANCCTTGGAGTTGGGTAAACNACTTTAAACTNACCANCACC
CTTGGTGGGGGGGTACCCCTGGATCTTCCAACGGAGTTGGGGGTCCNTCACTTGCTTGCT
TCACTTGCATTCGGGAAGTCCGCACCGTNCCAGNAGTGTACATTCGGGAAAACACCGACC
CTGAGCGCCAACAACCGAGGCTGGCTTCCATTCGCCCATCAAGCCCCCGGAAAGGATCAN
TCGTCCACGAGAAACTTGGGACTCTTACCAACATTCAGNAAATGGACATTTGCCCCTGAT
CAAAACTGGTCAACCTTCCAGTCACCCTTTTCCAACCACCATTTGGGGCTGCCTGNCCTT
TCCAAACGCCTGGTGAAAATCCTTGGATNGACGGGNGCCTCCCCTTGCTTATGTCACCCG
GCT
>AV668544 ID   AV668544   standard; mRNA; EST; 479 BP.
TTTGGCTTCTTCTCTGCCACCCTGCTCGTTCAGGATCCAAACTTGACGGAGAAATAACAA
CCAGGCGGATTTTTCCTGTGCGCTCCAGCTCTTCCTCTCAACTTTCTCCAACAACAGGTT
GTCGGTCACTGCGACTCTTTTTGCGTGTGTCCTCCACCCCAATTTTCTCGCCTAATGGGG
CTCAAACTGTGCCTGTCTACTTTTCCTCTCCTCACATAATAATCCGTGTGCAACATCCTG
CATCTGCCATCGCCCGGGCAACCAGTCCTCCTGCTCTCCATCATTCGTCCAGGCGCGCGT
CGACAGCGGAGCGAAGCTGCCTTTTGGAGGCCGTCTCAACATTCATTCGTGTCTTTGTTT
TGACTTCTTTCCAACTCGGGAAGTCCATGTGTCGGGTTCGGAATGCCTGTGAGACGCGGT
CATGTTGCGCTCCAGAACACCTATTTGGACACAATCATCAGGAAATTCGACGAACAAAG
>AV668547 ID   AV668547   standard; mRNA; EST; 463 BP.
TCACAACANCCANTCAGATGTCGGAGTTTACGCCGCGCGGAATCCGGAGGGTGGGAGANC
TACACGTCAGAGAACGGCGACCTGTGGAGAAAAGTGGAAAACCTGGAGACGGCCAACAGG
TCTCTGCTGCAGCAGCTGCAGAAGCTTCAGTCCCTCATTTCGGGGAAGGTCATCCCTCGC
TCCTGTAAGATCGCCTCCACCCAGACGGGAACGTGTCTCATGATGGTGGCGCTGTGCTTC
GTCCTGGTGTTGGGCTCCTTCTCCCCCTGCCTCTCACCCCTCTCCCTGCTGTCCCACAGC
TCATCCGACTCCCACCCCGGTGCCCCTTCTCCGTCCGCAGACCTCTACACCACCAGTCAG
GTGCTGCTCCCGCAGCCTGCTCTTCTACGACGAACGGGCTCCTCCAGAGGAGAGTTTAAC
GCCGCCGTCGCCAGCNGNGGAAGTGCTGCGCTTCCGAGGCCCC
>AV668551 ID   AV668551   standard; mRNA; EST; 70 BP.
CGGGAACCGTCTGATCCAAGGAGTGCTTTGGCTTTTGATTCCACCGGCTTGAATGAGGGG
GGAAGGACCC
>AV668554 ID   AV668554   standard; mRNA; EST; 410 BP.
CTCCAGGCCCTTCCCGATCACCTGTGGCTCCTTACCCAACAATGCCGGCGGCGAGGGCGA
TGGGTCCACAGCCTTTCCCCGTCCTACCTCCTTAGACCTGGCCGTGATAAGAGCACCTAC
TGCACATTTCCTCCAGGCGCAGGAATGATGAACAGGTTGTCCCCAAGACGAGCTTGGAAA
GGGCGCAGAATAAGAAGAGAAAGGAATAAAANTGGCTTGCGGGCGAAAATGTCGCAATCG
GTCGCCGGGGAGCTGACAGACTCGCTTGCANAGCGAGACGGACCAACTTGGAGGACGAAA
AAGTCCCCGTCTGCAGAAGGAAANTCGCTTGACTTACAAAAAAGAAAAAGAAAAAGCTGG
GAGCCTTGTTCTNGGAAGCTTCACCCGCCCTNTTTGCAAAATAGAAAAAT
>AV668567 ID   AV668567   standard; mRNA; EST; 563 BP.
TTNCCTCAGCTGGTTGGTGGGAANNGACTTGTGGNNGTTAGTTTNCTGGCTCCACGCCTG
ACGGAGCCATTTTGTGCTCGANTTGNCAGGTCGACTTTTACCTTAGCAGCAAGATTTGAC
TGCGTATTTTAGTTACTTTTTGCACTAGTCCACATTAGATCTCAAAATGAGATGCAGTGC
TTTTGCTTGGTGTTTACTTTTGGGGATCAGCATCCAGGGTTCATGGAGTGTTCCCCTCAA
GTCTGTTTTTGTCACCTTCCCTGGAGATGTCATAAAGAACATGAGTGACACAGATCTGGC
AGAGAGCTATCTAAAGAAGTTTGGCTATATGGACACCTTCCAACGCAGTGGCTTCCAGTC
CTTGGCCTCTACTTCCAAGGCACTGAAGAGGATGCAGAGGCAACTGGGCCTAGACGAGAC
AGGACAACTCGACATGCAAACACTGGAGGCCATGAAACAGCCTCGCTGTGGTGTCCCTGA
TGTAGCTAACTACAAAAACCTTTGATGGAGATCTCAAATGGGATCATGGTGATGNTACGT
ATAGGATCTTGAACTATTCTCCA
>AV668572 ID   AV668572   standard; mRNA; EST; 488 BP.
TATTATGAAGCTCCTGTTCGGTCATCATTTTATTTTTAATCCGTGTGGTAAGTGCTTTTA
ATGTGGAAGAACGGAGCTGGAGGAAGGGTTAGTAGAGGGCTAACACCCGCTAACAACAAC
ATTAGCCTTTGATGAACATAAATCCATGCGTGAAATGCCACAATCTGCATCCTGGCTGCA
CGTAAATATCTGGAATAACATCAGCCTTTATTTGTCGGGACACGCCTGGAAACACAAATC
CACGTTGATTGTTTGAACGGTTTCTAAGGACTGAGCATCATTTCTGCTTTGTAAAGCTCA
CACACCGCCCCAAAGCCGCTGTTTGAGCCTGGCGGTCCGAGCTCTGCTCGGACACACAGT
TTCTCCTGATTCTGGCAGATGCTAACCCAGAGCGGTGGGACGGATCGCAGTTGGAAGCGT
CCCAGACTTAACAAAGCATCCTCCGCTCCCCTCAAACACAAAGCTATCCGGCTGCTCTGC
TCAGAGAC
>AV668573 ID   AV668573   standard; mRNA; EST; 552 BP.



GTTTTTATCCTGCAGGGTCCNAGAAAAAAATGGGCTTTTCTAAAGCATTTAGAGATTAAA
TGGTCAAATACTAATTTAAATGGAATATATTGGGACATAAATCTGTGAAATTTGTCATGT
TAATTTACCATGGTCTCCTTTGCTGAATACCGGGGATGTGNCTTTACCCCGTCTCATGTG
CGCTGNCTCAGCCCGTGGCTTCCGTGCTGCAGGGGGGTTTTATTCACTTGAGATCAGAGA
TTGACAGCGTTTGAAGGGAGAAGGGACCGGCCTCTTGGTGGGTTTGAGTGACCCTTTATG
GCTGGCAGAACTGGCATTTGTTGAGGATCTTACTCATCATCTGAATACACTGAACAAAGA
GCCCTGCAAGGCAAAAAGCCAGCTGNTTCCATATCTGTATGCCCACATGAAAGCCTTTTT
GGTTTAAAAGCTCCANCCTGTTTGAGACACAACTACAAAACCTTTNAATGCTGCACACTT
TGTCGCATTATCTGAAATCAAAGTCTGCTCTTCTTGAGGTCGACCTTTTTCCGTCAAAAG
GGATAAAAATGG
>AV668578 ID   AV668578   standard; mRNA; EST; 350 BP.
CAACATTATTCAGTTCACCCTCGGTCTCTCAGATGTGAGATTCTTTTTTTTTTTAAACTA
GNGTATNGACAAAAAANGTTTACCACCAACTTTNATNCCTATAGCATAGTNCGCTATGCA
GTTTTTGTNCAACTGTTAATTAAAGNCAAACAANCATGGGAGCTGTCTNATTGANCTGGN
GAGGATGGAGGTCATGTGACACGTTCACAATTTTTANACTCCATTCTGGTTNATTTTTTA
TGAAANACAATTTTTTTATAGCTCTNTTCATGCAATAAGTCCAANAGAGCAATATGNGTT
TTNAAAGACTATGGGTTCTTTCTTCCTTGTTCTACAAAACCATTTATTCC
>AV668580 ID   AV668580   standard; mRNA; EST; 622 BP.
AAAGCAAAGGCTGACTTCAGCGTCCCCGGTCGGTCCGCGTCTCCAGCCGGTTCCCGTCCG
TTCGCTGCTTTACCCACTTTTGAGAGATGGAGCGGAAAGTGGCGAAGGAATTTCGACACA
AGGTGGAGCTGCTGATTGAAAATGAGGCAGAGAAGGACTACCTGTTTGATGTCCTCCGCA
TGTATCACCAGTCGATGGATCTGCCCGTGCTGGTGGGAGACCTGAAGCTGGTGATCAATG
AACCCAAGCGCCTCCCGCTGTTTGATGCCATTCGACCCCTCATTCCTCTCAAACACCAGG
TGGAGTACGACCTGCTCACCCCGAAGAGGTCCCGGAAGCTGAAGGAGGTGCGCTTGGACA
GAACCCACCGTGACGGACTGGGCCTGAGCGTGCGCGGGGGCCTGGAATTTGGCTGCGGTC
TCTACATCTCACAGATCGTTAAAGACGGACAGGCTGACAACGTCGGCCTTCAGGTTGGAG
ATGAGATCGTTCGCATCAACGGATACTCCATCTCGTCCTGCATCCACGAGGAGGTCATCA
GTCTCATCAAGACCACCAAAACGGTGTCGCTCAAAGTTCGACATGTGGGGATGATTCCCG
TCAAAAGCTCCTCAGAGGAGCC
>AV668581 ID   AV668581   standard; mRNA; EST; 470 BP.
GCATTTAGCGGGTTGCCAGAGGCAGCAATCGCACCCAGGGATCCACAGCCTCCAGTTTGG
GCTGCTGCGGTTCGGAACCTGAAGCGGATCAGAGGCTGGGCTCGAGAGAAGCTAGCTGCC
ACTGATCCCGGTCCGAACCCGCCGAGGTTCGGCCTGTCAGCCGCATCCACGGCTCCAAAG
TCAGTGAAGTGAAGAGCGAGCAGGGGACGCTGGGACTTGAACACCCTCCAGACAGCTGAC
CTTGGAGATGACATCCCAGCAGCCACCCCACCACCCCCATCTCCATCACAGCCCGTCTGC
ACAGCAGAACCGAGTAGAGTCCAACCACAGCAGTGCTGTCCCGCTGAGGAACCGAGCTGT
GATGAGCAGACCCCCCTGCCTCAGTGTGGCTGCCGCTGGGGGGGTAAACAACAGGACAGT
CTCCTCTGCCTCCCCCAGCCCCAGCCTGTCCAGAAGAGCATGTTCCTCTG
>AV668584 ID   AV668584   standard; mRNA; EST; 728 BP.
CGGGNCAGTCATGTTTCAAGCCAAACTTCCATTTGGTTCGTCGGTGTTTATTGGACCGGT
TCGCACAGATTTAACGACTCGGATGAATTCGGTGTGAAAATGAAATTCCAGAGCTTCGTG
ACGGAGAAGGTTCCGTTGATGTTGAGCTGCTAGTTTAGCATGTTATTTTCTTTCGCTAGC
TTAGCATGTTGGCATCGCTGACCCGAATGTTCCGCAGAAAATAGACACTTGTAGGTTTTT
CCACCAGCTTCTTGAGGAAAAGACCAGACAACGTCTCTGTTTTTGCCCCAGCATCATGAG
CTACCCCCCCTCCAAAAGGCTGCGGGGCTCGAACCCGGACGCGCTGACCTCCCACGGTGA
TCCGTTTGGAGACGAAGAGGAATTTACCCAGGATGACTTGGATGAAATCGACATCATTGC
CTCCCAGGCTGTCACTGCGGTCGCTGAGGGGCTCGGGTCCAGACCCTGCAGCCCGCCTTC
AGCCCGCCGACTGGACCGACCCGTCAGCAGAGAGAACCGGAGACCAGGACAGGCAGGAAA
CACGCAGCAGAACTTTAGGTCGGACAGAGACGCCGCGTTCACACTCCTGGAAGCCCAGCA
AGCAGAGTTGAAGAAGAAGCTGAAGGAAGTGGAGGAGGAGATTTTACTGAAGAGCGGGGA
AATCCGGGTCCTTCGGGACTCTCTGAAGGCAGCTCAGCAGGAGAACGAGGCTCAGAGGCG
GAACCAGG
>AV668589 ID   AV668589   standard; mRNA; EST; 563 BP.
AGCCGACAGTCGAAGCTGCGCGAACCGAGCTCGCCGCTGCCGTCATGGACTTCAACGTCA
AGAAGCTGGCCTCAGACGCTGGNGGTGTTCTTCACGCGCGCTTGTCCAGTTCACAGAGGA
GAAGCTGGGCCAGGCAGGAGAAGACGGAGCTGGACCCTCATCTANAAAACCTGATAACCA
GAGCAGACAGCACCAAGAACTGGACGGAGAAGATCCTGAGACAGACCGAAGTTCTCCTGC
AGCCCAACCCCAGCGCTCGAATCGAGGAGTTCATCTACGACAAACTGGACAAGAAGCTGC
CGTCCCGGATGACCACCGCCGAGCTGCTGGGTCAGTACATGCTGGGACGCCGCCAAGGAG
TTCGGAGCAGACTTCTCGTACGGCAGCACCTTGATCACCGTTGGGGGAGTACCAGAAGAG
GCTGGGGGGTGCCGAGCGAGAGTTCCTGCAGACCTCAGCGGGNCGCCTTCCTCTCTTCTC
TACGCAACTTCCTGGAAGGAGACTGGAGGACCATCTCAAAGAGAAGCGGCTTCTGGAGAA
CCGACGGCTGGATCTGGACATCT
>AV668591 ID   AV668591   standard; mRNA; EST; 698 BP.



CTTTAGTTACCAGGTATTTCACCTATCCATACGAGGACATGACTCTAGAGGAGGAGATGC
AGCTTCTGGACCAACCAGATAAGATGCAGCACTTTTTGGCTCACAACGGTTGGGTGATGG
ACGATGATCCCCTGCGCAATTTTGCTGAGCCAGGCTCCAACGTGTACCTGCGGCGTGAGC
TGGTCTGCTGGGGCGACAGCGTCAAACTGCGCTATGGTAACGGACCTGAAGATTGTCCCT
ACCTGTGGGAACACATGAAGACGTACACTGAGATCACAGCCAAACACTTCCATGGAGTCC
GGCTGGACAACTGCCACTCAACACCGCTACATGTCGCCGAGGCCATGTTAGATGCAGCCC
GAGAGGTTAGACCCAACCTGTATGTGATCGCTGAGCTGTTCACGGGCAGCGAGCGCATTG
ACAACGTGTTTGTCAACCAACTGGGACTCAGCAGTCTTATACGAGAGGCCATGTCTGCAC
ATGACAGCCACGAGGAAGGCCGGCTGGTTTACCGCTATGGAGGAGAGCCGGTCGGTGCCT
TCGTTCAGCCCAGCCTCCGCCCTCTGGTGCCCTCTATCGCCCATGCAATGTTTCTGGATG
TCACCCATGATAACGAGTGTCCCATACAGCTACGCTCCGTTCTGGACTCTTTGCCCTCTT
CTGCCATCGTCTCCATGGCCTGCTGTGCCACCGGCTCA
>AV668594 ID   AV668594   standard; mRNA; EST; 642 BP.
CTCTGGTGCCTGTGCAGCCAGACCATGGCTCACTGTTTGCCCACTCTGGCTTCACACTGG
CTAATGACTCTTTCAGTATTCCATGGATGGCTTGCTGCTGTCTACCTTTGGAAGCCTGTT
ACCATGTCCTGAGGTCTGGACTGAGTCCTTTAATTACCCAGCTAGCCAATCCCTGTCAAC
CTAGTGGACTAACTATCCCTTACCTCCCGGTATTCCCACAGTTATCCGGACATCTAATAC
CTTGTCCATGACACGCCTTCATTCATCCCATCATTTAGCAAATGTCGCTCTCCGTTTAAG
GCCAACAATGGTATGCTCCATCTCTCCCTGCTCCTTTCTCCCTCATTCTGTCGTGCTCTC
TGGATAATAATAACAGTTATTAAAGTGAGCAGGCTGCTCTGAGGCCACCGCTTCTCCGCA
GGCAGATCTGGTAATAACAGGTCATGCTGACAATATTTTAGTAATTGCACCATTGCCAGC
ACAAAAAGCAGAGACAAAGCAGCCCACAGATTACACCACAGCGAGTTTCTGAAGCTTTAC
GGTCACATACATACATCATTATATGTTGCCTTTACACTGNTAGATATTAATCTGAGTTCT
CCAGACTGAGTGTAATTTGCTAGTAAATCAGTGGAGCTGAAA
>AV668595 ID   AV668595   standard; mRNA; EST; 378 BP.
CAGAAAGTGATGCTAACCTCACTGCAGCGCTGTGGTGACGAGGCAGGGCTCCCAGGACTA
GCTTGCTTCACCCGCGGACTTCCGCGGTTACCCTCTGCTCCCCGATGACTTCCTTAATCT
CGGACTGGATTTGGAGCGAGAGATTCTGGCTTCCCGATAATGTGTCCTGGGCCGATTTGG
AGAATCCACCACCCGGCGTGGAATACCCCAAGCTGGGTCACATGGTGTACGCTTTGCCTT
TGGCGGTGGGGGATTTTACTATCGAGACTACTGTTTGAAAGGCTAGTGGCCAAGCCCTGT
GCCCACATACTTCAGATTCAGGCNGGGAGTGCCTCGGCGAGCTCAGCCCAACGCCGTTCT
GGAGAAGCTGTATCAGTC
>AV668598 ID   AV668598   standard; mRNA; EST; 450 BP.
CAATTGGTTCACAATTTGATAATTTTTTCAAATTTTCGTCAAGTAACAAATTTTGTTACC
TTGACAAAAAAATCTGCGCNTTGATCTGATCAGGACCTGAAAATGACAACCATGCAAAAA
TATAAAATGAAATAACTCAGTAGGGGTTAGGTTATATAAAATCACTTCTTCTCACTCCTT
GTCAAGCAATAAATCAAACTGTACTTGACTTTAGTTAATAATCACTATTTTAATTAATCT
TATGTCACCTAAGTGTTTATTGTATATATAACTAAAAAAATCTTTTTTTTTACGAGACAC
AAGTATTTTATTTTTGCATTTACTTTAAGTTTTCCTTTTTTGTTTTTTAATAAATATTTC
TTATTATTTCTGCAAGGAGTTTGATATTCTTGTTTAAATCTGNTGTATTTATGCTTGAAA
TAAATTAGTCAAATCAAATATTATAGTCAT
>AV668600 ID   AV668600   standard; mRNA; EST; 440 BP.
AGTTTGCATAAAATGTTCCTTTTTATTAGGATATACATTTAGCAATTGGATAATGTCATA
TTTGGTGTTCAAAACAAAAAGGGAGCAGTGAGGGAATTCAGACACAACTTTTATAGGGTA
GAGTAGACCTAAAATCCCCATGACGCACTTCTGCAAAACTGTGCACTGAGCCACAAAACA
GCTGAAACGATGGGTCCCACAGCATGAGCATGAAAAAACGCAGCAAACAAGTATGTTGCG
TTTGTGTTTGTGCCGACATTTAGGTTTCAGCCAATTATAAAAAAGTACATGGTTCAAAAG
CAGATTTTTCCTATACATACCACACAAGAAAGTAAGAACTAAATTATTTTTGTAAGACTC
CTGTTTTATATCCTCATACCCTCTTTGTGTCTGTTGAAATACTGCTGGACACATTCTAAA
GCCCCCAGAAGATCAAGTTA
>AV668607 ID   AV668607   standard; mRNA; EST; 590 BP.
GCGCCTGACCGAGGCTTTCAAATATTGGAATAGAGCCTGCGACAGAAAAAGCCCAGACCA
AGATTCACCGGATGTGCACCGCCTTGACATTTGGCACCAAACCTCTTCCATCCGTAGGTG
ACGGGCGTCTCCTGGGATAATCAGTGGAAAAAGAAAACAACAAAAAACGTAGAGGAATCT
CCTGTCATGCATGTTCAGTGTGAACACCGCGGCCTAAACGCGCGTTCACCTGTGTTTAGC
GAGTTCCTGAACGTGCGCCGCATGCCTAGTGTGAACGCAGTTCTAGACTGAGAGTCAGGG
GTTCAAATCCCAGGCTAGCTGGTCAGTGTTTCCTGGAGCAGGACGCCTAACCCCACATCC
CCCTGGTAAAAAATAAATAAAAAAAAGATNTTGTATTTTTGCCAAGTGACTGGATTGAGA
TGTTAACTCTGGGAGCAACCATCAGAGGTTGGAACGGTGTCATGCTGGATGTCTTCAGCC
ACTTATTCCACTAATGGTACTAACGGCGTGAACTTCCTANAAACTATTCCAGATATGAGC
CTTGGCAGTCTTAGGCCTGAATGCTGAATTCTNTGAAAATGGACTCTGAC
>AV668609 ID   AV668609   standard; mRNA; EST; 460 BP.
ACAGCTGCCATTCTGGGTTCAGNGCACTAAGCCAGATTGCAGGAAATGGCCCCAACTGAC
TAAGGAGGCCCAACTTACTCCAGCACAAGCAGAAACGTACCGCTGTGGAATGAAGTACAA



CAACATTAAAAGTGAGGGACCAGATCAGTGCTCCCAGCCAGAAGACCTGAGAGTGGCCGA
GGTCAGCGACAGCTGGTGGCATTCCATGCTGATTTTGCCGCCGTTGCTTAAAGAAAGCCC
TGCCAGCCCCTTCCTTGCTGCCTACTATCCTGACTGTGTGGGAATGAGTCCGTCGGGCTC
TTCCAGTTCCGCGTCGTCCTCCGAGCTGAAGGCGGACGCCCACAGAGCTGTGCACCCACA
GATTTCAGGCCTCTCTCAGTACTTTCAGCCATTCTACCAGCCTAATGAGTGTGGTAAGGC
GTTGTGTGTGCGTCCGGACATGATGGAGCTGGATGAGCTG
>AV668611 ID   AV668611   standard; mRNA; EST; 350 BP.
ATAAAAGGATGGGAAGANNNGCTGATTTGGCTTTAGAGAGCGGCTTTGATCTTCTACAGT
CACTGGATTCCAGGTTGGAAAATCTGGTTAAAGTACAGCTGGAAACCAATGAGGTAGAAG
CTCATAAGACTCTCAGTCAAGACGCCGCCAGCAACCAGACTGTGTCCGACGCCGTCAGCA
ACCAGACTGTGTCCNACNCCCNCAGCAACCAGACTGTGTCCNNCGCCGTCAGCAACCAGA
CTGTGTCCNACGCCNCCAGCAACCANACTGTGTCCGACNCCNCCANCAACCANACTGTGT
CCGACGCCCCCCAGCAACCANACTGTGTCCNACGCCGCCANCAACCANAN
>AV668612 ID   AV668612   standard; mRNA; EST; 440 BP.
GGCGAGGGGAGAAGTGGTTCCTTTATGTAAACATTTATAGCCTTTAACCACAAAGACGTT
TTTATTTTGAACTTACGAATGGTGAAGATATCCGGGGAGCTCCTGTACAGCAATAGTTTT
GGTTTTTAGAAAGCACCCAAAGAGTCGTGTTTTCCCGAAGCTATCATGCTAAACACAGAG
GAGAGTTCCTGGTTGATGGGCTCGTTGATGCCCTGCTCCATCCCTCAGGCTCCAGGGCCT
CTGTGGTGCTCCTGATGCCCCTCACCCACAGCTGAAGATCCCGGGTGGGCGAGGGACTGT
CAGGGATCACTCTCACAGCGTGCTACTACACCAGGATGACAAGTTGACGGTGACGGAGGC
CGCTCCAGTGAACGGGAACCCCGCTCTCCTCCGCTTCCACTACCAGCTGAGCGAACGCCG
CGCAGCCTTCTGGGAAACGG
>AV668617 ID   AV668617   standard; mRNA; EST; 313 BP.
TCGAATTTGGGAATGAAAAAATCTGAGATTTTATTTTTTGGCCACATTGCCCAACTCTAT
CAGAAATGATAGAAGTCCTGCTTTAGCCGGGCTCTGTAAAGTGTGGTGCAGATTTTCATA
GGGGCAAAAACAAAAAAAAACATGCCTCCAGCTGCCTACAGTCTTTTATAGGCACCTNTG
CAGTCAGCGGACTNTGCTGGGAGGTNACATGACATAAAANGGGCNTGTCCACAACACTTT
CTGGTCTTATTTATTGGTTNACGTGATAAGCTNTAATAAGGNGATGATTTAAAACTCAAA
AAAAAAAAAAAAA
>AV668619 ID   AV668619   standard; mRNA; EST; 617 BP.
AACCACCAGTGTGTGCGACGACTGGCGCATCACAGTGTTGGTATTACGCCTGTCTGCTTT
TTTATTTTGTCCGTATTTTTATTACAAGTGAGTCAGGAAACGACGCTGGGGCATGAACAG
CATGCCACTTGCCGGTGGACGATCCCCAAACTGGGGCTGAGACGAAGCAAACAGCGGAAA
AGCCAACGGTGGAAGAAGAGAAGAGATCATGGGAAGAAACCAAAAGTGAAAGCCGACCAC
ACAAGCATCTGACACTGTGCTATCTAAAACACAAGTAAATGAAGATTTCCAGGAGGAGTT
GGTGATCAGACCGCTGCATTCGGGAGATATTTATGCTAGCTTTCAGTTTCGCACCGTGTG
GGAAACAGATTTCATGAAAGGAAACAAAGTGTCTCACTACAGGCTGTTCCCAAAGTCTCT
TGGTCAAGTTATTTCCAGTTTTCGGTGAGGGAGCCTGCACATTTCCTTCACACAGGGCCT
ACTGGAGGACCATGCAGGNGGGGGGCAGCCATTTTATACCCTCTCCTCCAGGAGCCTGAG
CTTTTGGGGTTTGGTTCCAGGACTCTGTGACTGATGTCCGATGCCACCCTGGAAGGAGCT
GACCAACGTTTTGTCAG
>AV668620 ID   AV668620   standard; mRNA; EST; 490 BP.
CGTGGGAGGACGATGGAAAATGAAAAGTTGAAGATTAGGCTCTGAATTAGATCTTTGCAG
AGGATCCCATCAAAGTTTGAAAAAGCAAGGAAGGTGCTCCGCTCTTCAAAGACTCTGGAT
TATCCAGCACTGTGAGAAGCTGCTGACTGTAACAGATGGGTTCTGCCGTCAAGAGGTTCT
GTATGCAGTTCTGCTGCTGCTGCTGCGCTGGCGATGAGGATGATGACGATGAGAAGCAGC
CCGCTAGTAACTCCAGATCCGTTGGGATTATTTCACGCGTGAAGTCCAAAAGCGGCGAGA
TGAAAAGACCAATCTGTGGAGTGAACCCCGGAGATCCCAGCCCACTCTGAGAGAGCCGAC
GACCGGACCCCTGTACACCCCTGCTGCAGGCCCAAGGAACAAGACCCCGCATGGGGATCC
ACCGGGCTACCGTCGTCTTGAGTGGTTGACATAGAAGCCCATGAGAAGATGTGCCCCAGA
GAAAGTCCCG
>AV668621 ID   AV668621   standard; mRNA; EST; 430 BP.
GGTTTCAAAGTGCAACTCCCGGAAGATTGAACCGTTTGTGTGAAAGTTCACAGGGTGAAA
GTTGACGGTGGAACAGAGACATTTTGGATCACCGACCACAGCGCAGCATCCCCGCTCCTG
TTTTTCTGTTTGAACTGTTCTCAAGGACTCAAGGAGTTGTTGGAAAGACAAAAACAAGAA
AAATGCAGCACGGAAAAGAAGAGCAGGACTCTGCCGGTACTGGGACATCTGCGGCCAGAA
CCACCGGCCGCCGGAAGAACACCGCAGTTATTTACGTGACGTTTCTAATCCTCACTCTTG
ATCTGAGCATGATGTTTTTTGCAGTTCTCCGTGACACCATACTTGGCGAAGAAACTTGGC
TTTGACACTTTATGGGTTTGGTTACCTGCAAACTACAGTTGGTGTTGCTCAGCTGATCGG
GGGGTCCCTG
>AV668622 ID   AV668622   standard; mRNA; EST; 390 BP.
TGAGCGGCGTCATGGCTCCGTTCACTTGCCGCTGTTCTCCTCCTCGCTGCTCTGTGCGGC
TTGCGACGGCAGCCTGCGCTTTGCCTCCTACTATGGAGACCACATGGTGCTACAGAAAGC
CCCGCAGAGAGCCGTGCTGTGGGGATACGCTCCTGCTGGGGCAACGGTCACCGTCTCCCT



GTCCGGTCCAGTCAAACAGAAACGCGCGTGCACCTCAGCGACTCAAGGTATTTGGCGAGT
CCTACTGGATCCCGTTGACGCTGGCGGTCCCTACAACGTGACTGCAAGCACTCCGTTCAG
CACAGCTGNTTCTGACTTGATGTGCTCTTTGGAGACATCTGGGCTGTGTAGANGCCAGAG
CCAACATGTACTTCAAAACATCTCANGTTT
>AV668623 ID   AV668623   standard; mRNA; EST; 410 BP.
CTCAACAGGTCTTANTGCGCGTACCCGCCTTAGAGGCTTTGGATCCGCGAGCGACCTGTG
GCACGAGCGTTCAGAGATTTTCTGGATGTTTTGGACATTCTTTCCGTTTCCGACCTGAAG
AGGAGGAGGAGGCGCGGGTTTCCAGCCCAGTGTGGGACGTTGATGGACTGGTGGTGCTTT
GAGGCTGAGGGAGCATGGTGAAACACCAACCCTTACAGGTCTACGAGAAGCAGGTCTTTC
TGTCCTTTGTCACTGGGATCTATGGTTGCCGCTGGAAACGCTATCAGCGTTCCCAAGACG
ACAGCTCCCAGTGGGAGTGTGCATGGTTCCTTATACTGTGCAGTTCCTTCCTGTTGCTCC
TCTTTTGGGCCTACTTCTGGTTGGTTGCTCAAAATGATTTCAATGACTNC
>AV668632 ID   AV668632   standard; mRNA; EST; 290 BP.
ATGTAACTGGAAGTAAGGATTGGCATGTTAACCGNCATCCTGCATGAGTTACCACCTTTC
CTGTTTTGATGTCATTAAGGGATGCAAGGACATAAAAGAGGGTNCNTGTTTTGGTGCCTG
TTACTGGAAGGATCATGAACCGCACGTTTGACTAGCCAGCTCTGAAGTAACAGTTGCAAA
GGGAAGGCCAACCGTGAAAGCAAGAGAAGCATGGCCCGTCTTCAAGTCTGACCATTCGTA
GAAGACCTTCTTTTGAGATTGGGGGAAGTTCTTGGGAAAGTGGCCATTTT
>AV668641 ID   AV668641   standard; mRNA; EST; 320 BP.
TCGTGGTTGTTTGTGGAAGAGAAGCAGGCAAAGACATGGCTCTGAGAGTTACCAGGAACC
GACTGGCCCTCCACCCGGGCCGAACTTGGGCGGAAAGACGTGCTCGGTGGCCGGGCCTAC
ACAGAAGCCCCGCGCGGCCCTCGGAGAAATCGGAAACGTCGCAGTTATTAACAAAGATGT
CACGAAAAAAGACTATCAAGACGGAGGTTGCTAAGAAGACAAAGATCCCAGCTAAAGCTT
GAGAAGATCGAGCTACCAAAAGCTGCTTGTGGTCCCTGTTAAACCCAGCACCTGAAGTGC
AGGTGACTGAGGGTGCCAGC
>AV668642 ID   AV668642   standard; mRNA; EST; 290 BP.
TTTGTGAACGCCATTGCATTTCCGAGACTTCTTCCCCACACAAAGANGGTTCTGCTCCCG
CCTTGTGGAAGCTCATCTGACCCGTGGCACGCGGAGGTGGGAGGCTGTGGTGTCNGATGG
ACGCGTCCCCGGTCTGCACTGACGGAACCAGCACCACCGGGCCTGGGAGCCAGGACGGCG
CTCACAGGAAGGTCTCCAAGGATGTGCAGATGGACATTTGAACATCTCTGCAAAGCTGTT
CCTCAGCTGGCCACAGCTTTCACATCTTGGACAAAATTGGAGGAAGGGAC
>AV668660 ID   AV668660   standard; mRNA; EST; 641 BP.
AGCCCCTCTCCTGTCACCACCGGGACTGCCTGTCCTCAGAGGCAGTGTTTACAGCAATAA
CCCGTAACACCAAAAAGACCATCGTCCCGCCGGCAACATGGTGAACTTCACGGTGGACCA
GATCCGTGCCATCATGGACAAGAAGTCCAACATCAGAAACATGTCAGTGATTGCCCACGT
GGATCATGGGAAGTCCACCTTGACGGACTCCCTGGTTTCCAAGGCTGGGATTATCGCTTC
AGCCCGGGCCGGGGAGACCCGCTTCACAGACACGCGCAAGGACGAGCAGGAGCGCATCAA
ACCGGTTCTGATGATGAACAAAATGGACCGGGCCCTGCTTGAGCTGCAGCTGGAGCCTGA
TGAGCTTTACCAGACTTTTCAGCGCATCGTAGAGAATGTCAATGTCATCATCTCAACCTA
CGGAGAAGATGAGAGCGGACCCATGGGAAGCATCATGATCGATCCCGTCATTGGAACAGT
GGGCTTTGGTTCCGGACTCCACGGGTGGGCTTTCACCTTAAAGCAGTTTGCTGAAATGTA
TGTGGCAAAGTTCACTGCAAAAGGAGTGGCCCAGCTGGGACCAGCAGAGAGGTGTAAGAA
AGTGGAGGACATGATGAAGAAGCTGTGGGGAGACAGATATT
>AV668663 ID   AV668663   standard; mRNA; EST; 571 BP.
TGCGTAACTCTGTTTGGTGAATAGCTGCTAATGTGAGCTTCCCTAACAGCGTGGATGTGG
ATGTGGCAGCACCGGGAGTCTGACTGACGCGTCCCCTAACCGCGGTTCCCTCACTGGACA
TTCAGGAAAGCTTTTAGGTCCGACATTATCAGGGCTTTTATTTCTGCACCATGTTTGCCC
GGCTGGCCTTGTGCCCCCAGCTGCCCTCCAGGACCCGGGGCGGTCATGACGTCTGTGCAG
CTTCCATCCTCATCAGAACCTTCTCCCAGGCCAAATTTTCTCTCCCACGTCCACATGGGA
AGTCCTTTGCCCACCGCAGTGAGCTGAAACAGGCCAAGCGGATTGTGGTGAAGCTGGGCA
GCGCTGTGGTCACACGGGGGGATGAATGTGGGCTGGCGCTGGGACGGCTCGCCTCCATCG
TGGAGCAGGTGGCCGTGCTGCAGAATCAAGGACGGGAGATGATGATCGTGACGAGCGGCG
CCGTGGCTTTTGGGAAGCAGCGACTGCGACACGAGATTCTGCTGTCTCAAAGTGTCAGAC
AGGCTTTGCACTCTGGACAGAACCAGCTCAA
>AV668668 ID   AV668668   standard; mRNA; EST; 614 BP.
CTAGTTTGTAGACTCCAAACTTTTGTTGCCCCAGCTCCCACCCCCCCATTCCCATGTCCC
CTCAGCTATTCCAGTTTTGAGTCCTCTCTGTTGTTTGCCTGTTTGGATCCGGTCTTTTGG
TTCTCATCTTGTCCCCACACCCCTGGGGTTTTTGTATGTTCTTTCTGTCTCTTCTATTTT
CAGGGCAACACTCCAAAGGCTTTTGCTGCTCGCAAGATATCCCTGTCCAGCAGCAAGTCA
TCCCCAGCAAACGCAGAAGGAGGTGCAGGAGATTCCGACACAGGGGGTGCAGCGGGGAGG
AAGAGGCGGTGGGGCTCCAGCACGGCTGTCACAGCGAAGAAACCATCAATCAGCATAACC
ACCGACTCTCTGAAGTCTCTGATTCCTGACATTAAAGTGAATCAAGATGTAGTTGTGGAT
CTTCACCCAGATGAGCTGCAGTTATCAGGGGATGAGGAAAATATGGACACGAGCCGAGGT
GACCCAGACAACGGCCTCAAGATCCGCCGCACGGTTACACAGGTTATACCGAATGACCGT



CAGGAAAACGGACAGACAAATGAGGAAGAGGAAGAGGTGGAGAAAAAAGAGAGGGAAATC
CAACGCAGACCTTC
>AV668669 ID   AV668669   standard; mRNA; EST; 586 BP.
TGTGCAGGTTTATTCTACAACCAACAGATGGGAACCATCCGAGCAGAAGAAGGCCGTTTT
GGACACAAAAATCCATTGATGCGATTACTGGACGGTTTTTGTGGAAGTAACAAAGAAGTT
CAGAGCTCGCAACAGCAGAAAGTGGGGCTGGAGGCCGAAAAAAAACACATCAGAGAGATG
CTGTACGAGCCCCCTATGGTCAAACTCATCCTCAACGTGGGCGTTGCTACTCGTCTGCTC
TTTGGGCGTCTTCATGTTTGTTTATTTCTCGCTGTAGTTGAGCACTGCACTGAACTTAGG
GAAGCAGCTTTGGAAGCTGTGATGAAGGTGAAAGCCGCCTGTTATGTTCTTGACTGTTAC
AGTTGAAAATTGGAGAAAGTCCTTCTGTAATATTTACAGTTGTAGCTCTTAAACAAGAAT
CAAAGTTTATTCTCTTTAGATGAGAGAAGCTAATCTACATGCTAAAATTGTATTTCTTTA
ATCTGCTTTCAAAGTACTCACTGGGATTTTTAGAATTATTCATGTGAATTTAATTTTTAC
CTTATTTACCTTTTACAGTTTCTTTTCTGTATTTATAAAAAAAAAA
>AV668676 ID   AV668676   standard; mRNA; EST; 602 BP.
GAGTCGCTCAAGTCTCTTCTAAGGCTGTGAAAATGACACCCATGGTGCATCTGTTGTTGC
TCCCATTACTGTTCAGCCTTGCCAGTGGGAAGGATCTGGAGGAAAAGAAGGGCCCATTTG
AGAACATTATATTAGACGTGCCAGAGGGTACACCAGTGCCGTATCCTATTTATCAGTTTC
AGACAACAAATACAGGTGTGACTGATTTTCGGCTCAGTGGAGAAGGTAAGGATGACATTA
GGATCTCGAGAGATGGATGGCTCTACCTGGAAAAACCTCTGGATTGGTCAAAAGAAAACC
ATTACGTCCTTAAGGTGGATGCGTTTGAAGGTGACAAACAGGTCGATGAACCCATCTTTG
TGACCATAAATGTTTTGGATATCAATAACAATGCACCATACTTCAACCAGAGCGTCTACA
CAGCTACAGTTCGAGAACGCAGTCCCATAGATGTCCCATTTACCCGAGTGTTTGCGTTTG
ACCGAGACGACCCTCAGACTTCCAATGCAGACCTGGTTTACAGCTTGGTTAGCCAAATTC
CCAATAATCACAACATACCCATGTTCCANATCAACCCCCAAACAGGAGAGATCTCCACCA
CA
>AV668677 ID   AV668677   standard; mRNA; EST; 616 BP.
GTGTATGTCCAGACTGCCAGATAGGCAATAGAAAGCAATTTTAAGAAGGCGGATATATCT
TAGAAAAAACAAAACGCGACATTAGTTCGTGCCTCAGGGACGCAATTTTTGTGAACAAGC
TTCCTGAAAGTCGTAGAGACACAAACCCCGCGGCTGCTTGTCAAGATGCTTGCCCACATT
TGTGCGCTCTACTCCCGACGGAACAGAACAAGGGGAATTCCTGTCTCTTGACCTGGGTGG
GTCCAACTTCAGAGTTCTCCTGGTGAAAGTCAAGGCTGATGGCGAGCAAAAGGTGGAAAT
GGAAAACAAGATTTATGCCATTCCTGAGCACACCATGAGAGGCTGCGGGTCCGGCTTATT
TGACCACGTGGTTGACTGTCTGGCTAACTTTATGGAGATGAAGGGGATAAAGAATAAAAA
ACTTCCTCTGGGCTTCACCTTCTCATTTCCATGTCTGCAAACCAAACTGGACGAGAGTGT
CTTGTTGTCTTGGACCAAAGGCTTCAAGCTAAGTGGAGTTGAAGGAAAGGATGTGGTCAG
CCTTTTGAGGGCCGCTATTAAAAAGCGAGGGGATTTTGACATTGACGTGGTGGCAGTGGT
CAATGACACAGTGGGA
>AV668679 ID   AV668679   standard; mRNA; EST; 588 BP.
AACCCTATGTCAGGTGACTGGTCCAGAGAGATGCGGGGAATACCCATCATCAGCTCTCCA
CCACTGAATAATTGGATCATGTTTTCCACACGCCGCAACTCCAACGAAGCTCAGTCCCTC
CTGCAGACCCTCGGCAAAGTCTCAGGTCCGCTTGGTTTGCNGGTTGCAGAGAGCTTGTCA
TGATTGAGTATGAAGACCACCAGGAATCTCTCCTCAGAGCTCTTAAACAGAACGTTGGGC
CGACCACCCAGATGGTGGTGGTGGTCCTCCCCAGTAACAGGAAGGACAAGTATGACAGCG
TCAAAAAGTACCTGTGTGTGGATTGTCCCACTCCCAGCCAGTGTGTGTTGTCCCGCACAC
TCAGCCGACCGCAGGTGCTCATGACTGTGGCAACAAAGATTGCTCTGCAGATGTCCTGCA
AAATGGGAGGCGAGCTCTGGAGTGTTGAAATCCCGCTCAAACAGCTGATGATTGTGGGGA
TTGACTGCTACCATGACATCTCTGCGGGGAAAAGATCCATTGGTGCGATGGTGGCCAGCC
TCAACCAATCCATGAGCAGATGGTACTCCAAGTGTGTGCTGCAGCACA
>AV668680 ID   AV668680   standard; mRNA; EST; 550 BP.
AGTTGTTTTCAGGAGCAGCTGAGGAGAGTAAGTGTTTACCTGCTTTTGCTGTTGAAGGGA
AGACTGAGAACCAGGGTCAGCGGCGGTCCGCTGGTGGGTGGTGGCGGGGCAGGGGTGGGT
ATTTAGTTAATGTGTTACACCAGAGGGAGAGCAAAGGCAATTAGATTTAATTGATTCTTG
ATAAAAATATCTTAAGTTGAAGGTCAAGTTAGCGCTTGACATACCAAATGTGTTTGCGGT
AAATGTACAATTCAAGTAGACCAAAAGTAAGGAAGCTGCAAAAACTACACAAACTTTTAA
CGCCAAAGTGTGTGATCTGAGTCTACACATGTGCCGCAGGAACAAGCGACTCTTCCCAAA
TCGCTCTTCTCCTCTTCTGTCATGTCATTTGTGATCCCTCGTCAGCTAAACCCTGCAAGT
TCAGTATAAGAGACTGGGACATAAATAAAGTGTTTAGGTTTCAGTTCTGTTGTTTCCTCA
AAGCTCCACAGTGTCAGACAGATCATGTGTTCGAAAACAGTTATTAACCTTTTTTGTGCA
ATATGTCAGA
>AV668681 ID   AV668681   standard; mRNA; EST; 731 BP.
GAGACCACGGAGGAGGACACGATGACAGGCAGCATCGACGGCCTGGAGATGTTCAGCAGC
CCAGAAAAGGGACGAGGTCTCCGCGTCAGCAGAGCCTTCAGCGTCGGGGAGCTGCTGTTC
AGCTGCCCGGCGTATTCCTCCGTGCTGTCGGTCACCGAGAGAGGCAGCTGCTGCGACCTC
TGCTTCCGCAGGAAGGAAGGATTAGCAAGGTGTGGGAAATGCAAGAAAGCGTTTTACTGC



AATACAAGCTGCCAGAAGGCAGACTGGGCCATGCACAGGCTGGAGTGTTCAGCCATGGTT
GCGTTTGGGGAGAACTGGTGCCCCTCAGAGACGTCCCGTTTGGTCGCCCGGATCCTGGCT
AAGAAGAAAACGCAAAAAGGGAGGTGTGATTCTGAGAAGATACTGCTCATTGGAGAAATG
CAATCACATTTGGAGGATGAAGACAATGAGAAAAAAGAGAGGACTGAGCTGGACATTGCA
GGACTTGGTCGCTTTTTCTCCAAACACTTGGAGGTGCCGTCCCACAAAGACCTGCTCACA
CTCTTCTCACAGGTGGCCTGTAATGGTTTCACAATAGAGGATGATGAGCTTTCACACATG
GGTACTGCAGTTTACCCAGACATGGCTCTGATAAACCACAGCTGTCTACCCAGCGTCATC
GTCACATTCAACGGGACGCTGGCCCAGGTCAGGGCCGTGCAGGACATGAAACCTGGAGAC
GAGGTTCTCAT
>AV668691 ID   AV668691   standard; mRNA; EST; 663 BP.
GTTTGTTTTCGTGGCTAGTTAGCCCGTGAAATAGTTGGTCTTAGCCAACGTCATTGTGAT
AGAAATATTACATTCGATGAATAAAACTTATGACCGAATGAAAGTTTCGGTAAATGCTCT
TCTCTGTGGAAATAGGGAACGGTGAAGCGTTTTGGAACAAGTTAGCTGGCAAGCTAGCGC
GAAGTTGATGGTCGTCCGCTAGCACACATGCTAGTACGCTAGCTGGATAACCTGAACGGA
GGGCAATTAACCAAATATAATACATTTAGTTGGCAAAGTCGCAGGTGCACCAACAGTCAG
TACTGTGACGAGCTCTGCCTTGAGGCCATTTTGCGATTTGTAAACGTGAGCTGCCTTAGA
TCAACTCTGATCTCACAAGAAGAAAACCCAAGATTGTAAAAGAGCAACATGTCAATCACT
AACACCCCTACAAGCAATGATGCCTGCCTGAGCATCGTGCACAGCCTCATGTGCCATCGG
CAGGGAGGAGAGAGTGAAAGCTTTGCTAAACGGGCTATCGAGAGTTTAGTCAAGAAGCTG
AAGGAGAAGAAGGATGAGCTGGATTCTCTCATCACAGCCATCACCACAAATGGGGCACAT
CCAAGCAAATGTGTAACCATACAGCGAACGTTGGATGGACGCTTGCAGGTTGCAGGTCGT
AAA
>AV668692 ID   AV668692   standard; mRNA; EST; 643 BP.
ATGCTCAAGGATCGTCCAATGCGAAATGTTGTGCGGGCGCCGAAAACCGTGTGATTGCCA
TGGAATTACTGAGTTATGTGTCACACACGGCTTTTAAAATCACCCTTGTGCTTAAACGAC
AAAGTGTACAGTTTTTGTTAGGAGTTAGGAAAAGCCCAAACAGGAGCGAAAACCTCCCGT
CCGTTTTGTCCTACAAAAGCAAAGGCGCCGACTGTTTGACAGCGGGAGGGCCCGCGTTAG
GTAAACTGCCGGACGAGGAGGAGGACGCCTTTAGGAGAGCTTCATGAAACATTAAATACT
TTTTTTGTGTTTGTTGCGGAAGTTGATCTCAAACATGAGAAAAGACGTAAGGATACTACT
AGTTGGGGAACCTAAAGTTGGGAAAACTTCACTTATCATGTCCCTGGTCAGTGAGGAGTT
TCCTGATGAGGTTCCTCTCAGAGCTGAGGAAATAACCATCCCAGCAGATGTAACCCCAGA
AAGGGTGCCCACGCACATTGTCGACTACTCAGAAGCAGAGCAGTCAGACGAGCAGCTGTA
CCAAGAAATCTCCAAGGCAAATGTCATCTGCATAGTTTATTCAGTTAACAGCAAGAAATC
AATTGAAAAGGTGACCAGCCACTGGATTCCCCTGATAAATGAC
>AV668694 ID   AV668694   standard; mRNA; EST; 595 BP.
TAGATGTGAAAGCGGTGTTCCACTGTGGAATTCTGTCACTCAAATTTCCTGAAGCTCCAA
CCGTCAAGTCGACGTGCTTGTTCTTTACCGAACTGTTGCCCCATTGCTCAGATGTGCCTC
CAGTCGCCAGAGTGATGCAGGAAGACGGTAAACTGTTGATACAAGCTGTGTTGGAGGGAA
TTGGAGGCGGAGCTTCTCGGAGTCTCATGGACCAGTTTGCAGAAGTGCTGTTTAGCCTGA
ACAAGCACTGCTTCTCCCTGCTGGCTGTGTGGCTGAAAGAAGTGCTGCAGCCTCCTGGAT
TCCCATCATCGCGCATCACCACTGAGCAGAAAGTCAACTTCTCCCAGCAGATACTCAGAG
AACGGGTGAACAAGAGGAGGGTGAAGGACATAGTGAAGGAGTTCACACTACTGTGCAGAG
GTCTCCACGGTACAGAGTACGCTGCCGATTACTGAAACTCGCTCCTGGAAACTCTCACCC
GCGACCTCTGATCTCAGCGCAAAGCAAGTGGACGCCACAGCCAAACGATTCGATCCCCAT
GATCCACCATGAAATGATTGTAACGATGATCCACCCAGCCGCTGGACCAAGTATG
>AV668699 ID   AV668699   standard; mRNA; EST; 600 BP.
GCTGCACCAGTTCTGAAATTTTGGGGGAAAAATAAATACCTAGATATTTTATATTGCCTG
ATTTGACTGGTATTGTGAGTCCTTGCTCCGCATTACTGTTCAGTGGTAATAAAACAGATT
TATTCCAATTAATGGAATAGTCTGATATAGAAGAGAATTCATTAATGATTGTTGCCGTTT
CATTTACAGAATGTATATTACTTAAAAACAGTAATATGTCATCTGCATAGAGACTAATTT
TATGATGGCTGTGTTTGGTTTTAATTCCTTTAATACTCTCATTCTGTCTTATTGCTGCAG
CTAGAGGCTCGATAAATATTGCAAAAAGAGAAGGAGAGAGTGGGCAACCCTGTCTGGTTC
CTCTTCCAAGAAAAAACCTGTTGGAAGTCTGTTTATTAGTTCTAACTGATGCATTGGGGT
TGTGATATAATATTTTGATCCAATTGATGAATGATTCTCCAAACCCAAACTTATGGAGGG
CAGCAATGAGGAACTTCCAGTTTACTCTATCAAAGGCTTTTTCAGCATCCAGTGATAGTA
TAGTCATTTCCTGGTTTTTGATGGTGGCAAAGTCTATTATGTTAACGAGTCTGCGGACAT
>AV668705 ID   AV668705   standard; mRNA; EST; 618 BP.
AGTGCAAATAGTGGATCTAGTTAAAAAGAAGAATGAAGTTGTTGTTTGTGCTCCTGCTTC
TAAGCATGTCTGTGGGGGTGAGAGGTGCTGCATCTGTGGCAGATGAACCAAGACCAAAGA
AAACAGAAAAGACCAAAGTTTCTGCAGAGCCCGGCTCGTCTGCAGCCTTTTCCGGTAAAC
TGCTGGTGGTGCCCATGGATGGGAGCCACTGGGTGGGCATCAAAGCCATGGCACAGGAAC
TGGGTCGTAGAGGACACAGAGTTACCGTGGTGATCCCAGAGGTCAGCATGCGTATGGGCC
CAGGGAAACACTACGACACTCTGACTCATCCGGTTCCCTACGGACAGTCTGAAGTTGACG
CCATTTTGTCCACGCAAAAGGACTTTCTAGAAACTGCTCAGCCTTTCATGGAGAGAATAG



AGACCAAATATCACAACTTCGTTAGAATGGTAAATTTCATTCATGTCACTGCAGAGAGCC
TCCTCTTCAACGACACCCTCATCTCTTATCTGGCTAAGCAGGACTTTGATGCCCTTCTGA
CAGATGCCATGCTCCCGACAGGCTCAATATTAGCTCGGAAATTAGGTCTCCCCACCATTA
ATCTGCTGAGAGGGATCC
>AV668710 ID   AV668710   standard; mRNA; EST; 625 BP.
ACAACTTTACACCGTCGCACACTGGCTGTATTAATATTGTTTCATTCATTGAAAGCGGTT
TTTCACGACAGTACTTGAAAGCAGCAAAGTTTGAAAAGTATGGCGACGGAGTGTCTAACA
ACAATCTCAGAGCAATGGATACGCGACAGATTACAACTAAAACATCCGTGTCTCGGTGAT
GTCCGGTCACTGAGCCTCCCAGGAACGTTAGAGGAGAAGATTGGACATCTAGGGAACGCT
CTGAATAACTTTATTCGCCTGAAGTCTCTGGATCTTTCCTACAACGCCCTGGTTTCTGTG
GAGGGGCTGCAGCATTTAAAAAAGCTGGAGAGGTTGATTCTTTATCATAACTGCATACCA
TCTCTTGAAGAGGTGAAAACTCTGTTCCAGCTTCCTGTTTTAAGAGAGCTGGACCTCAGG
CTCAACCCTCTCACCAAAAACTGCCCACACTACCGGGCTTATATCGTGCACGCCTTGCCC
AGCTTGCGAAAGCTAGACAGCTGCTCGGTCAGAGACACCGGAACGCAAAGTTGCCATCAT
GCAGTTCTCCTCTGATCTTCGTCCTCAGCAGAAGAGATGCTCTCTGAATCTGGCTGAAGA
TCAAAGAAGCAGCAGGTTTCGTTTG
>AV668713 ID   AV668713   standard; mRNA; EST; 516 BP.
TGTTTTGTTGTTTCTTCAGGGAGACTGTGGTCCGTCTTCAAAGTGAAAACAAGATGTTGT
GCGTTCAAGAGGAGAACTACAGACAGAAACTTGTGGAAGTCCAGGCCCAGCTAGAGGGGG
CTCAGCGGAGCAGGAACATCCTGGAGACCCAGGACAGGTAGGAGAGTGGGAAGTCCACAT
GCAGAACCACTTCTCTGAGTATCTGAGCACTCGAGCCACCATATTGTGTGTTCCTGGATG
TGAAGCTGGTGGTTTGGCTGAGGAAAGGAGTGATATCTGCCTAAATGTCAACTCACCCTC
TGGACTGTGTGCTCAGCGGAGCTTGTGTGGGCGGGGCTGGAGGACAGACAGCAGAAAGCC
AGATTGTCCCTCGACTGTGTGTGTGTGGTTGTGTGTTTACGTGCCTGTGGGCATGTGGAC
ATGTGGGTGGACCGTGTTGTGTTTGTGTGTCCATTACCACACCAGGCCGAGGGTGTGGGA
AGCCTCCTCAGTAACAGGAGGAGGAGAGGAGTGGAG
>AV668718 ID   AV668718   standard; mRNA; EST; 613 BP.
CATGTTGATGGGTAGCACAGCACCTTCAATATTTTTTTAACGATGCAGTTTTAGGAGGAC
CGCGGAGCTATGAATCCAGAGGAGCAGACGGTAACGTGGTTGATCTCGCTGGGGGTGCTC
AGCTCGCCCAAAAAGAACATAGCGGACCCGGAGGAGTTTCTAAAAGCATCCCTGAAGGAT
GGGGTCGTCCTGTGCAAGCTCACGGAGCGCCTCATACCCGACTTCACTCCCAAGTGTTCT
CAAGAACCAAGAACTGAAGGGGAATGCATCTCCAACATCCGAGAGTTTTTAAGAGGATGC
TCGTCCTTGAAAGTAGAGGGCTTTGAACCAGAGTGGTTATATACTGGAGAGAATTTCGGC
AAAGTTCTGGCTACTTTGATGGCATTCAATTTTGCTACACAAGACTGTGCTGCTGAGAGA
TGTCCACAGTCTGCATCGTCTTCTCCTAACCAGGCGACTTCCTTACAGACACAGGGCTCC
ATCAAATCCAAAGGCTCTCTAAGAAGACAATCCAAATCAGTGGAAATGTCAGAGAACGGC
GGTGGCGGACAGCTGATGGTAAAGGCCCGCTTCAACTTCAAGCAGAACAATGAGGACGAG
CTGTCCTTCACAA
>AV668730 ID   AV668730   standard; mRNA; EST; 601 BP.
AGCGGATTTCATTGAATGAGGCAGGGCAGCTCCAAATTCGGTCCTGGTGTGTGCGCAGAT
CCAAAAAAGTTTACGTCCAGAGTTCGGCCAGTGAGGCTGCAGTTGACAGTTGACGCGCTG
GCGCAGGTCGTGGGCTGTCCGTGGACAATGCGCGACAGTGGCGGTAGCTTGGCCCAGAAC
CGCTGGCAGGGAGATCTGGGCCTGACTGCTGTGGGGCAGGACGGCACCGGCGGAGGTGGG
ATTCCAGGAGACCACCTGATCGTCCCGGTGTCGGGCCACAGCGTTTCCAGCCCCATGCAG
CTCAGGCTGGGCCAGAAGGAGAAGCTTGTGGACGGGCGAGTATATAGAGGAGGAGGAAGA
GGATGGCATGGAAATGATGGGCGATGAAGAAGAATTAACAGATGTGTACTCGGAGGACCT
GGGGGAGTTTGAGGCCAAGGCCTGGAAGGACAGCGGGAAGGAGGAAATCAAAGACGTGGA
AGTGGAGGAGAGCCAGAAGAAGTTGGAGTGGGACGTCCCAGATTTTCCATCCCAGTCCTC
CCAGCAGCTTCGCGTTCTGCAGCATCACGGTGCAGAAGAACAGCCGGATCAGTCCAGTGG
G
>AV668731 ID   AV668731   standard; mRNA; EST; 721 BP.
AAAGATTGGTTCCCCGGTGGTTCATTGTATCTCCCGGGAGTTTTTGCTGCTCCTCTGCAC
ACGGAACGTTAAATTTGCCGCGATGCTCTCCGCGAGGTTTCTGTTGCCACGGTTGCCGTT
GACGGGCAGATCGCTCTGCTCCGGTGTGGCAGCCAAACATGGAAAGACGCCCACCACGGC
TGACGGAAGTCCTCCGTTACACGTGTCAAACGTGCGAAACAAGCTGAGAGAAATCGTTGG
AGCTTCAACCAACTGGAGCGACCATCAGCAGGCCATGGCAGACCGCGCCTCGCTGTCGTC
CATGTTGGCCAGGTCTCAAAGCGACCTTCCAGCCAAAAAGATGAAGGACAGCCGGCTGGA
GGTTCACCTGCCTCTGGGCTCTGAGCCGCAGCTCAGAGAGAAGTACCTGACCTTCCACAA
CACAGTCAGGTTTGGCAGAATCCTGGAGGACTTGGACAGTTTAGCAGTACTCATCTCATA
CTCTCACACCTACAACCCGGCATTGCAGAGGTCTCCTTTGTCCATCGTCACCGCCCTGGT
GGACAAGATTGACATGAGGCAGCACATAATCTATCCTGACTGCGACATCAAGTTCACGGG
TCACGTGTCGTGGGTGGGCAAGACATCCATTGAAGCCAAGATGCACATGTCTCAGTTTCA
GGACGGAGCGTACGCCCCCATCCTGGATGCTACATTTGTCATGGTGGCACGAGACCCTCA
G



>AV668734 ID   AV668734   standard; mRNA; EST; 606 BP.
ACGGTTCCATCTGGGTCCTGAAGAACCGACAGGTTCCTCTGCTGCTGCCTCCCTCACATC
TGCTCCCAGGTTCTCTTCCTGGTTCTACTGTGGCAGAACCGGACGGTTCAGCTGAATCTG
CTGTTGGAGCCAAAACCAGCAAACAGCTGCAGGTGAAACTGGCATTCCTGGAGGTCGATA
CCGATGTGTGTTCAGAGGTCGGAGTCCACCAGCGCCGCGGGTCCAGTCAGACCGCCAAAC
GCAGGAACCCGAGCTGCAGACCAGAGCGGAGCTCCGTAAGCAGAAGGTGACCTCAGGTGA
GTTTGAGGACGTCGGGCGTCATGGCGGTGGGCCTGCAGCTGGTGGGTCTGGTTCTGGGCG
TGCTGTCCTGGTGTCTGCAGTCCAGCAGTACCTCCTCGCACACGTGGAAGATGAAGAGTC
ACGTGGAGGCGGTCACCACCAGCCAGTGGCAGTTTGAGGGTTTGTGGATGAGCTGCGCCG
CCACGGCGTTGGGGTCGGTCCAGTGCAGCAAGTTCAAGACGGTCCTGGGACTGTCAGCTC
ACATCCAGACCTGCAGAGCTCTGATGATCCTGTCGCTGCTGCTCGGCCTCGTCGCCATTG
TGGTCT
>AV668735 ID   AV668735   standard; mRNA; EST; 607 BP.
CTCTATGACCAGTGCCACGACACTCTGGTGCAGTTTGGGGGATTTCTGGCGTCGAACCTC
AGCACAGAGGATTACATCAAACGAGTTCCCTCCATTGATGTTCTCTGTAACCAGTTTCAC
ACTCCTCATGACGCTGCCTTCTTTCTGTCTCGGCCAATGTACGCCCATCAGATTTTGTCC
AAGTATGACGAGTTAAAGAAAGCAGAAAAAGGCAACCGGCAGCAGCAGAAGGTGCACAAA
TACATGTCAGCCTGTGAGCAGGTCATGACGCCGGTGCATGAGGCAGTGGTTTCTCTCCAC
CCGGCCCGGGTCTGGGATGATCTCCGCCCTCAATCCTACGCCACATTTTGGTCTCTCACC
ATGTACGACTTGGCCGTGCCGCATTCTGCCTACGACCGCGAGGTCAACAAGCTCAAAGCT
CAGATTAAAGCCATCGAGGATAACCCTGAGATTCCCCTAAATAAGAAAAAGAAGGAGAAG
GAGCGCTGCACTGCTCTGCAGGAAAAGCTACAGGAAGAAGAGAAGAAGCAGATGGATCAC
GTCCAAAGAGTTCTGCACCGCCTCAAACTGGAGAAGGACAACTGGTTGTTGGCAAAATCC
ACAAAGA
>AV668736 ID   AV668736   standard; mRNA; EST; 575 BP.
ATTCTTTCCTCTGAAGACAATGAAGTTAACAGCACCATGTGTGTTTGGGAGCCTACTGGC
CTTTTTGAGTCTATCTTGGATCAAAGCAGATGATGAGGTCGTCCTGAAGGGTCAAGGATT
CGGGCCCTGTGTCGCAACTTTACGACCTGAGAGAGGGTGCTCGCCTGGACAGCATGACGC
CACGTGCCCTTACCTGCTCCATCTGCCACCACTGACGGTTCATTTGCCACAACAGTTCCA
AGAGCTGGAGAGGATCATGCAGGACCTGCAGAAACTAAAGGAGAGCGTGGACGAACTGAG
AGAGATGTGTGCGAACTGTACAGTAAGCCAAACTGGGGGAGAGTGTGGGAGACAAAGTGG
TGAACATGAGAAGATGACTGCAGGTAAGGGCACACGTGAGGATGAGAGGACCTGGGTGCG
TGTGATACTTGAGAAAAATGATGGAGATTTCAGAGAAGACTGTGAAAAAGACAAGAAAAC
AAAAAAGACATATGGGGACAACACAGATGACTGGTTGGTTCATGAAGGGATGGAGGATAA
AAAATTAGAAGGAGACCAAACTTATAACAAAAAAG
>AV668737 ID   AV668737   standard; mRNA; EST; 659 BP.
AAAGATTCCTGGATAGCAACAGAGGACAGAAATTTGAGGCCAACTGCAACATATTATCAT
AAATGAAAGACACTGTTGGCCCGGACGTCATAAGCTTGGATCCACGACAACTTCAGGTGC
TGAAAATGAACGCCGAGAAGGACTTTACTCCGCTTACCCCGAACATCGTCAGGGCTTCTG
AATGATAAACTGTACGAGAAAAGGAAAGTCGCCGCATTGGAAATAGAGAAGCTCGTGCGG
GAGTTTGTGGCGCAAAACAACTCAACTCAAATTCGACATGTGATCCAGATTTTGGCGTCG
GAGTTTGCCCTCTCCCAGCACCCCCACAGTCGGAAGGGGGGTCTCATTGGACTGGCAGCC
TGCTCCATCGCTCTGGGGAAGGACTCAGGTCTGTATCTGAAGGAGCTCATTGAGCCTGTA
CTCACGTGCTTCAATGACTCAGACAGCCGCCTGCGCTACTACGCATGTGAGGCCCTCTAC
AATATCGTTAAGGTGGCCCGGGGAGCCGTGCTGCCCCACTTCAACCTGCTTTTTGATGGT
CTCAGTAAGCTCGCTGCAGACCCAGACCCCAATGTAAAGAGCGGATCTGAACTGCTGGAC
AGACTGCTGAAAGACATTGTTACAGAAAGCAACACCTTTGACTTGGTGGCATTTGTTCC
>AV668740 ID   AV668740   standard; mRNA; EST; 575 BP.
CCGTCAACGCATGGTAGAGTAAGAAGTTACTGTTTTGTAACAACAAAAACAAGTTTCCCG
CAAACTCTTTGGGGTATGCGTTGGGTTAGTTAGAAATTGTGACAATACTCGTGCGTTTTT
TAGCTAGCCGTCATGGCTTTGTACGTGAAAGCCGCGGAGGTCCTGGAGAAAGCAGAGAGG
AAACAAGGTGCTCTCAAAACCCTCGTTTACGACAGTAAATTTAAGAACATCAAGCAGCTT
TTTGCTTTGGTTTGTGAGACCCAGAGGTTTTCCTCAGTCCTGCTGGATATAATTGAGTCT
ACCAAACTGTTAAAACAGACGAAGTTGAAACTGCATCTAGCTCAAGTGCTCGTGTATGAC
CTGCTGATGGGGCAGGGCCTGAAGTGCGGCGGCTCCTTCAAGACCACCATGATGAAGCAT
CGCCCCAGACTGCAGGCGGAGCTGGCCCGCATGAAGGTGAAGCGGAAAGTTAGTAGGAAT
GAGGATCTCCTTCCAGCTGAGGCCCAGCTGCCCTCTGGAGAGCAGCTACCCAGGTATGTG
CGTGTGAACACCCTCAAGACCACCGTGGAGGATGT
>AV668741 ID   AV668741   standard; mRNA; EST; 434 BP.
ATATCGATATAACAACTCATTGGGCAGCACCATGGGAAGCTGAGACGTTTCAAACTCGAC
AACACTCAAACACGGGTGAAAGTAAACTGGACTTTTATCTTCGGGACATGCCGATGTTCC
TGTCTGAATCCCTAAATGTGGTGATGACTTAAGGCTTTTATTTAGACAGCCGTGAATCGT
TGCTTGCAGGGAGATTTCCTGTCTCTTGTGACACATTCTCGTCAGAATTTGTCTTATCTT
TACTGCTTTGACTTCAGATAAAATGGGGCTGTTGTTGCCATCGTCTGTATTTTTGTTGGT



TCTTTTCACTGCAGCAGAAGTGATCCTCTGTTCAGGAAGCTCCGATTGTGTTGCCAGAAA
CTTTGGCCATGATTCCATTGTGTGTGAGTGTAACTCCACTCACTGTGACAGCATTGGGCC
GGGGGAACTTGCCT
>AV668745 ID   AV668745   standard; mRNA; EST; 653 BP.
ATTCAAACTTCCGCTGTTTGGTGTGTGGACTGTCATCGATCTTTTTACTTTCTATTTTGC
TCATCGAACCAATTAATTGAGTTCATTTTAAAGCTTTTTCAGAAATCATATTGGTTAAAA
ATCGACTGAGTTTATTTTAGAACGAAGACTCCCGGAAAATGGACGATACTTGACGATATT
TGCCCGAGGACGGTGGAAAACAATAAGCGCACACTGCGCAAAATGTCAACGAGAACGTCT
ACTACGAGTATCATCAGCGCTGCTGAGTCCTCTCCTCCAAAACCGAGAAGCAACTCAAAG
AAACCTCCGCTTCAGAGAGGCAGCTCCTTTACATTTCTCACACCGGGGACTCCATGGGAC
TTCACTCTGAAAAGAAAGCGCAAAGAGAAAGACGATGACAGCATCAGTCTGTCCAGCTTC
GACCTCAAGGAACCCAGTAACAAGCGTGTTCGACCGCTGGCCAAAGTTTCATCCCTCGTT
AATCTGATGTCGCCCTCAAAGAACGGAGCAGTGCGGCGCTTTGGTCAGACCATTCAGTCA
TTGCGCGCTGATACCAAGTCACCGGGGACAACTCTGAAAGGCAACGGCAGATCTTCAGGT
CCAACTCCCACGAAACGAAGAAACAGCACTTTGTGGTCGGAGACGCTGGACAT
>AV668746 ID   AV668746   standard; mRNA; EST; 560 BP.
ATATAAGTCTATGGGATTTTGGCTTCTTGGAGCCGGCTGGTACTTTCTGTTTGAAACATG
GGGCGGGGGGGTCACTAAGTCATTTCTGATTAACAGTTAATGGTTCATTCTAGAGTTCAA
ATGAGCTCGCAGACAACAAACAGTCTATTCAGTGACAATATAATGATTTGGTCTTGGATT
CCCAATGACAACCAGTCAATATACACATTTGCTTGACTTTACAGAGAATAATCCCAGCAT
TGTTGTATTCCTGGGTCAAGCGCTGCTCCATTTATTTGGTTTACCAGCTGCAATAAAGGT
GAGACATAACACCTCTAAACTGCGGCTGCACTGATCTTCAATGACTCCAAAACTGAAATG
CTCAGTCCGACAGAACAGAATTGTTCCACTTCAGAAATAGCTGATTGACCCTGAGATCAT
GCAGTGTGTTGACATTTTAGATGTGGTCAGAGGATGTAAGCTTTGAGATTCTCCAACTGT
TTAGTTATAACAACCGCACATATCAGTTCGTTCTGGGACGTGAAATGAGGTCTTCACCTT
GATTCTGTTGTTTCTTATTG
>AV668752 ID   AV668752   standard; mRNA; EST; 560 BP.
ACTCCCCAGCAGTCCGCCGAGCCCGCCCGCAGCCTGACGGAGCAGCAGTTCGGAGCAGGC
CGGAGCCTGGCTGTCCGTCCGCAGGCACACGCAGAGACAAAGCGGGGCGACGGGATGAGG
CTGCCGCCGACCGTGCTGCGGCGGAAACTGAGCCCAATTAAACTTGAATCTAAACAGAGC
GCGCGCTGACCGCCGACAGCCCCCGAGTCTGAGGTGTTGCTTTGCGCCGGGGGAGGGGGT
GGAGGCATGGTTGTGTCCTCCGCGTCCCTTCTGCACCTGAAAGACTGAACCCAGGGAGTA
AAGAGGCCACGAGCGGAGACAGCAGCCTGGAGCCTCAGAGTTTAGATGTAAGTGCAAGCT
CAGCATGACAGCTCAAAGCTGGACCTGCCTCTCCATGCCCGCCACCCTGGTCCTGGTCCA
CATCCTGGTCCTGGCTCACTCCATGTCAGCCGCACGCTCCGACAGGAACCTGGTGCTGGA
GGAGAATGTGGATGCCACTGTCAACGCCACCGTGCTGGACGCACGAGGAAACACCGTGCA
CGTGATGAGCAGAGACGACG
>AV668761 ID   AV668761   standard; mRNA; EST; 625 BP.
AACTGATCCGCCTCAAAGTCCTGATCCTCAATGACAACTCCATTGAGTTTTTACCTAACA
ACATTTTCCGCTTTGTGCCCCTTACGCACCTGGACCTGCGAGGCAACAAGCTGCAGACGC
TGCCGTACGTGGGCTTCTTGGAGCACATTGGCCGGATTATGGAGCTGCTCCTGGAGGACA
ACAGCTGGATCTGCGACTGTGATATTTTACATTTGAAAATCTGGATGGAAAACATGAGAT
CCCAGTCCGCTATCGGGGATGTGGTTTGCAGCGCACCGCAAAACCTGAAAGGGAGCATCC
TCGCTAAAGTCAAGCGGGACGTTTTGTGTCCGTCCCACGCAGATATCAACCTGGAGGAGC
CCTCAAAGTCATTGGATATGGTTGTTACTCCTTCATCCAAAGCGTTTCAGATTCCCAAAC
TGAACAATGCCAAAGATGATGCTAGGGTCCCAACACCATCCCACCCTCCAGGTAGTCCCT
GTGCAAGTCACTGTTCCTGCCACAATCACCCTGTGTCCGGCTTTTTGATGCACTGTCAGG
ATGGAGGGATCCAAAAAGTCTCAGACATAGGAATTACTCAGCGTAGTCCTACCAAACTGA
TCTTGACAGGAAATATGATCCAAAA
>AV668764 ID   AV668764   standard; mRNA; EST; 444 BP.
AAGTTGGCCCTGCAGGTCCTCCTGGCCCATCTGGTGTAGCAGGAGAAAGAGGAGAGCAGG
GACCACCGGGTGTAAACGGATTTCAGGGTCTACCTGGTAACCAAGGTCCTCCTGGAGAAC
CTGGTAAACCAGGTGATCAGGGCATTCCCGGAGAGCTTTGGTCCTGTGGGTCAAGTTGGA
CCAAGGGGAGAGCGTGGTATTCCTGGGGAAAGAGGAGAACTGGGCTCAAGTGGCCTGCAA
GGACCTAAAGGTATTCCAGGTGCACCAGGTCCAGATGGACCAAAGGGTAGCCCTGGCCCC
ACTGGTGCTTTGGGTGACATGGGGCCCCCTGGTCTTCAGGGAATGCCAGGAGAGAGAGGC
ATCTCTGGTCCTCCTGGACCAAAAGGTGACAGAGGAGCAATTGGTGAAAAGGGATCAGAG
GGTACGCCTGGAAATGATGGTGCA
>AV668767 ID   AV668767   standard; mRNA; EST; 605 BP.
GTCGGACCTGACTGTTAGTTCCATCAACTGGATTGAAACAGCCCCTCCTCAGGTGGAGGG
ATGAGTTTCTCCCCTGTCCTTGGCACTGAAGTGCCACAAACAGCAAATGGAGTCACAACA
CCCGTTGGCTTTGAGAACGGCCCTCATTTGTCTGTGAAATGTGGGAGCAGCTCAATAACC
GGATCAGCGGAAGCGTCGGCGGAGGGAAACTCAGAGAATTTGGTTGACGTGGAAAGCGAA
GGCCCAGACGGAGAACACCTCTCTGACGCAGAGACGGACATTAATGGGAGAACATGCAGT



TTATCAATAAATAGCCCTCAGACAGTAGACTCCTCCATCACTGCTGGGAACACGTTACAT
TCAGTGCCCGGATCCAGAGACACAGAAGCTCCTGAGTCCTCCGAGACTGCGGAGGAAGTT
CTCATGTGGAAATTAGGCCACTGCGCAGAGCCCAAACACTCAAATGAACATGGAGGCCCT
GTGACTGCAGACAGACTGCAGACACCTTCAGGGAGAGCAGAGGGCGGTGCCGACAGCCAA
GACAAAGAGGATGGAGAGAAGGAGAAACAAGATGAGGAGGATGATGAGAAGGACGAAAGC
ACGTG
>AV668777 ID   AV668777   standard; mRNA; EST; 530 BP.
CATATGAAGCAGATTAATATTTGGGAAGAAAAGGGAAAATGTCTGCTAGAATCCCCTTGA
AACCCGTTTCAAAGGCGTTTGCTGGTTTAGAGGAATCTGTTTAAAATCCATCAGAAACAC
TAATGTTAGCCTAGCCTAGCATTAGCGTTAGCTTCCTAAAAAGGGAACCGACTGGGCTTA
GCGCAGACGTTAAAGCGGGCTAGTCTGTGACGCATGAAGACGACTTGGTTTGACCTCCTC
GGGGTCGTACGCCGTTCTCCAGCTGTGAGCTGGCGCCCCCTGGCTGCTCGGTGAGCTCCG
TCTGAACCTGCTGCCGAAGAGGCGCCTTGGTTTAGCGGGCCGCCCTGGTCCTTTACCTCC
ATGCTGCATGTGTCTGTGAGTGTTTGGGTGTAATGAGCTGTGAAGCAACAGTGAACCAGC
GAGGCTTCATTCACGAGGAGGAGGCGTGGCTTCTGATTCCTTAACTAGAACCTGCGGTGG
GTTAAGGACCACTGGTCAGGGGGACGTGAAAGTCAGTGTTTAACAGTAGC
>AV668779 ID   AV668779   standard; mRNA; EST; 592 BP.
AAAATTCATCTGTAAAGTTGGGTATTGCTCTTTTTTTTGGTTCAATTGTGGAGTAAAGCA
CAAATCCCTTTTCTTTTTAATTTTACTACAAAATTGAGATGTCAGCTACCTAAAAGGCCC
TCTAGCTTCATTTCCTGTTAAGGTTTTTGTGTTTTTGACCCATAAGCTCTTTACAAAATG
TTCAGTGGTTTTCTGTTCATTTCAAAATGTTTGATCAAATGTTATCTGATTTTGATACAG
ATTGAGAGCAGGAATCTTAGGCCCACCCTGAATTTAACACATAAATTGCATAATCTGAAT
CAGATTTAGTCACTCATAAAACTTTTGATAATTAAGGGGAAAAAAAGTCCCCAAAAATGA
TGCTATACAAAAAATAGTGTTCAATAAAACCCCTTGTTAAAGGTTTAGAAAAACTGGAAA
TATGAATAAAAAATACATTCGTTAGGCTAAACCTTTGGTGTTTAATATAAACAATAAACT
TTGCTGAATAAAATTGTTTTTAAATATTTTTTTTCCTGGTAGAATACATTTTTTAATCTT
GAAAAGTCAAAGCACACTTGCATTGTATCATAACAAAATGTTTAATAAATCA
>AV668786 ID   AV668786   standard; mRNA; EST; 573 BP.
TGATTGTGATGGAGTACGCCAGCCGAGGAGATCTGTACGACTACATTTGTGAAAAGAGGA
GACTCTCTGAACGAGAGGCCCGGCATTTCTTCAGGTAGATCGTTTCTGCTGTTCACTACT
GCCATCAGAATGGAATAGTGCACAGAGACCTGAAACTGGAGAATATTTTGCTAGACGACC
GGGGAAATGTAAAGATTGCAGATTTCGGCCTGTCAAACCTCTTCTACGGCGACGAGTTTC
TACAGACGTTTTGCGGGAGCCCTCTGTACGCCTCCCCAGAGATCGTCAACGGGCGGCCAT
ACCGTGGCCCAGAGGTGGACACCTGGTCGCTGGGCGTGCTTCTGTACACATTGGTTCATG
GAAACATGCCTTTTGATGGAAACAACCACAAAACTCTGGTCCAGCAGATCAGCACTGGAA
ACTATCGCAAACCCAACAACCCGTCTGATGCCTGCGGACTCATCCGTTGGATGTTAATGG
TGAACCCTGAGCGCAGAGCCACAATAGAAGAAATTGCTGGGCATTGGTGGCTCAACTGGG
GCTACCAGCAGCCATTACTGTGTGAAACAAAGA
>AV668792 ID   AV668792   standard; mRNA; EST; 545 BP.
GTGCTGAAGCGCGTGCACGCTCCCTGTGTGAATGCGCTCTTTTTCGCGCGGTTGCTCTGC
TCCTGAGTCCCGCAGCCTTTGCCGCTCCGTCCCCGCAGAGGCTGCCATGAGCCGGTCTGC
GGCCTGACCGGAGGACCATGGCTGCGGACCTGCTGCTCGGGAAGAAGCCGCCGTCCTCCA
CCGGAACCACCGCCGCCGTGCAGCGGTACCAGCAGCAGAACGTCACCAACAACAACACGT
CCGCCGCGCAGAGCTGCGGGAGCTGGCAGGGCCTGTACCCCACCATCCGCGAGAGGAACT
CCGTCATGTTCGACAACGAGATGATGGCCGATGTTCACTTTGTGGTCGGACCACCGGGCG
GGACTCAGCGGGTTCCCGGACACAAGTACGTTCTGGCCGTCGGCAGCTCCGTGTTCCACG
CCATGTTCTACGGAGAACTGGCCGAGGACCAGGAGGAGATCCGGATCCCTGACGTGGAGC
CGCCGTCCTTCTTGGCCATGCTGAAGTACATCTACTGCGACGAGATCGACCTCTGTGCCG
ACACG
>AV668793 ID   AV668793   standard; mRNA; EST; 587 BP.
AGAAGCCATTTACTCTGCCATGGAACCGTGTCACTCATATTTGTCCTGCAATAATGTCAG
TACACCATGAGCCACAGTTGACACTTGCTTTGTTTTAGGTTTTATTTGTCATATAGTAGC
AGGTCAGCAATATGTTCGATTTATTTTCAGTTATTTTTACATTTTCCGTTTTTTATTGTT
GTTTTTGCGTGTGCCTATATATTTTTTTCTATTACAATTGCGGTAGTTAGAATAATGATC
AAGTGTTTTGACTCTAAAGCTATAAAATAGCATCTAGCCAATGGTAGTAATTTGTCAGTT
GGTACTTTAAACGGTATGTCCTGAACATACTGTAGAGCTTTTAGAGTTTTTATGATTTCT
GGGAGGTTGGGCTAAACCATGTACATAAGTGCTTTGATAATTATGATATTGATATGTCAA
CACCAGAGAGCAGACAAGGATGGAATGAGGATTTGATACTTCTTGGGTCATTAAACTACA
TTCCCAAATTGTAGGTTTTGCTGTTGACAGATGATTCAATTGTCCTTCTTTGTATCTGAT
CACAGATGTGTACAGTTGATGGAGCAGAGCTAGCTCTAGAGACCCTA
>AV668798 ID   AV668798   standard; mRNA; EST; 561 BP.
ATGCAAGCTGAAGCTGTCCCACACCTGACAGGAGGAGGTCACACAACAACACGAGGATGA
GGAAGCTTCTGTGGGTGAGTCTGCTGGCTCTGCTGCTGCAGGCCTCTTGCATCCAAGCCA
ACCATTCAGATGACAGCACAGAGGAGCACAGAGATGCTCAAGACGACACAACAAAGAAAA



CCCCAGAGGAGACCTCAGCAGAGACAGACGAAACTGAACAACCACCAAAGAGGGAGAAAA
CAACAGAGATAGAAGAAGAGCAAGACGTCATGGTTCTGCACATCAACAACTTTGACAGGG
CTCTCAGCGAGACCAGGCATTTAATGGTTGAATTCTATGCTCCTTGGTGTGGCTACTGTA
GAAGATTTGAGCCAATTTATGCTGAGGCTGCTGGGATGCTGAAGGAGGAAGGCTCAGAAA
TGCGTTTGGCCAAAGTGGATGCCATAGAGGAGAAAGAACTGGCTGAAGAGTTTAATGTTG
ACAGCTTCCCCACTGTGAAGCTGTTCATGAACGGAGACCGAAAGGAGCCTATAGAATACA
CTGGAAAAAGGACACCTTCAG
>AV668800 ID   AV668800   standard; mRNA; EST; 495 BP.
AGACACTGAACTCAGTTGAACATGATGGACTGTAGGACAGGACTGCTGCTTTTAACTCTC
TGTTATGCAGTTGTTGATGGACAGACTCTGACTGAGTCTGAATCTGAGGTTAAAAGACCT
GGAGAATCCCACAGACTGACCTGTTCAGCCTCTGGATTCACTTTTCAGCAGCTTATCACA
TGGGCTGGATCAGACAGGCTCCTGGAAAAGGACTGGAATGGATCGCTTGGATCCAGACTA
GCAGCGGCAGCATCTACTACTCAGAGTCAGTGAAAAACCGCTTCATCATCTCCAGAGACA
ACAGCAGACAGCAGCTGTATCTGCAGATGAACAGTCTGAGAGCTGAGGATTCTGCTGTTT
ATTATTGTGCGAGGTATAACAACTACTACGGCTATAGCTACGGCTACTTTGACTACTGGG
GAAAAGGAACAACGGTGACTGTAACATCAGCCACTCCTACTCAGGCTCCAAACGTGTTTG
GTCTGATGCCATGCG
>AV668811 ID   AV668811   standard; mRNA; EST; 223 BP.
GGTTTGCACTGACTAAGATGGACATCTCGGTCTCCTATCCCACTTGAAGAAGAGGATAGA
TTGCTGTAGAGGAGGAGTGGGAGACCAGAAGAGGCAGCACCGCACTTTGGCTCACTGATG
AGTCTGGAAATTAATTATCTGCTGCTGCCACAGAGGAGGAGAAAACAGAAAGTGGGCAGA
GTTGAGGAATAAGAGTTGAAGAGGGGTGACTTGATGTGTGGAG
>AV668818 ID   AV668818   standard; mRNA; EST; 140 BP.
CAAGAAGTGATTTCCCACTGAGAGCNGAAAAGCTNCAGCAGCAGACATCCTCAACAATGA
CGGACAGGAAAGCGGTGATCAAGAACGCTGACATGTCCGAGGAGATGCAGCAGGACGCCG
TGGACTGTGCCACACAGGCC
>AV668819 ID   AV668819   standard; mRNA; EST; 149 BP.
ACTCAACTCATCAACCTCGTGNTGCTTTAAAAGGAGACCCAATGCCAATAATCAGCGCCA
GATCNGTTGCCCATTTGGAACCCTGTCCAAGAGTGACGTCAGCACAGTGTCCAGCCTGCT
GTCGGGAAGGATCAGTGAACTGCCGCGTC
>AV668820 ID   AV668820   standard; mRNA; EST; 361 BP.
TGAAGAGAAGCAGCAGTTAATTTTGTCCTTAGAGAAAAGACTGATGGAGCTCAACAAGAC
TCTGAAGAATGTCACAGAGAAATTCCTGGAGAAATCAACTGATCTGGAGGCTCGGCATAG
GAAATCTGACGATCAGGCCAAAACCATTCAGGATATTTTACGGATGAATGCCGAAAAAGA
CAGAGAGATTGCTTGCTTGAAGGCTGAGCTCGCCAAAGTCTCCCAAAAATCCCCGGTGCC
GGTCAAAACCAAGAGAGGCCCTGCTGGCCAACATCAAGGAAGCGGTGACATCCCCCCGAA
AGGGAGCCAGTAGCCCGAAGTTTGAGAAAAACTGTTCAGGCTACAAAGCCTTAAAGAACC
C
>AV668827 ID   AV668827   standard; mRNA; EST; 280 BP.
GTCCAAGGTNCTTCATCCCACCAGGGATCCCACAAAGATGGGCCTAGGAAAGTCCATCGC
TGTGCTGACTTCAGGTGGAGATGCCCAAGGTATGAATGCTGCAGTCAGAGCAACAGTCAG
AGTCGGTCTTTACACCGGAGCTAAAGTCTACTTTGTTCATGAGGGGTACCAGGGTCTTGT
GGATGGAGGAGAAAATATCTGCTCGGCCTCTTGGGAGAGTGTTTCTATGATGCNTGCAGC
TGGGTGGCACTTGTCATCGGCAGCGCTCGCTGCAAAGACT
>AV668829 ID   AV668829   standard; mRNA; EST; 390 BP.
CACCAGCCACTCAGCTGGACCGCTGCAGTTCTGGACAAGGCCACTTGCCCCACAGAACCT
CTCCTTATCCCGTGTGACCCCTAACTCAGCGGTGATCACCTGGAGTCGCACCTCGAGAGA
CATCCCGGATGGCTTTGTGATCAATGTAACCAGAGGGCTGAACACCAGGAGCCGCTTCCT
GCCCAATGGGAAATTGGGATCATATACGATCCGTGAACTGAATCCAGGACAAAACTACTA
CGTGGTTCTCAGTGCGGTCAAAAACACAGGGCAAGAGCAGATTCCCAGCGCACCGCAGCA
CATAGCCTTTACTACACTACCTGTGCAGGTCAGACCGGCGAGGAGGGAGAAGCCATCAGT
GACCGGTCAGCGGACCCCAAGTGAACGCCC
>AV668830 ID   AV668830   standard; mRNA; EST; 360 BP.
TTGTATTCAAAGTTTTTAAGGATTAGTCAGAAGGAAGTCAATTTCCTTCTGCGAAAAACT
TATAGGTTTGCTAACAGTGTGGTTTTGCAAACAAACTAAAGAGGCAGACATTTAGCTGAT
TACACATAGTTTTCATTTTCTGCTCTTGAACTTTGTCCACTGTTGGGAGAGGGCTGAAAG
GGAAGTTTGTGACCTATGTAAATATAATGATACAAAACTTTTATTTTGATATTTGCAGTT
GAGCTATTCACAAAATTGAACAAGTGTGGAGGATTAAAAAGAAGTCAAGCATAGCAGCAT
GTTTTAGCATCACAAATGCTGCGTTGTATGTTAACATATAACATCCTAGACTATGTCGTG
>AV668832 ID   AV668832   standard; mRNA; EST; 240 BP.
TTGTGAGATAAAAGCAGCTCCAGCTTCAAGAGTTTCGAGGCTCCGTTTANCCGCCGCCGT
GGCCCGGAGAGCAGAGACGCTCTCACCCGGAGTCAGAGCTCCGCGGCCGGCCGCGCTCCA
GCGCCACACTTCCGGGGACAAACCCGCGGCTCAGAGCGATCGACCTGGCTCACGAAGTCC
NACAGGAGAAGGCAGAGACNGGGGCGGCCGGGGCCCGCGGCGTTCGCTCGTCCTGGGCGG



>AV668838 ID   AV668838   standard; mRNA; EST; 380 BP.
GAAGTGAGTGAAAAGCCATCCAGGGTCAGAAGGGACGCGCAAAGAACGTCTCTGCTTGGT
TCGGGGAAGACCTATCACTCCAAGACTTTAGTGACGCCGCCGTCCATGCGTCCGGTGCAG
CCCGGCGCTGGGATCCAGTCCGACTCTGGCAAACCCCCAGACGTCTCCGTCACCTGCTTC
TCGTCTGACTTTGTCGTGCGGGTGAACCCAGCCTTCTACGGCCTGGGCGCAGACGCACAG
GAGCTGACGCTTGGCAGCAGCTGCAAAAGCAACGGGGTGCTGAAACCTCAGGGAGATCTG
CTCTTTAAATATTCCTTTGACTGCGTGTGATGGAGTGCGTGAGCTGTCTCACGGATATCT
CATCTACAAAACGTGCTCCA
>AV668843 ID   AV668843   standard; mRNA; EST; 501 BP.
TTCAGTCTGGAGGTCTCAGTTTTGAGAGACTCTATAAAAGAGTTGGAGAGGATGTTGTTG
TACCTTGTAAGGTTTATCAATCCTCTGACCCTGGTCTATACTGGTTGATCGACAGACTTG
AAAAACCTGGTTCAGAAAAAATAACCTGCAAAGAAAATGCCCAGAGAGCCAGAACTTCCA
GGCTGAGTGTGGGCAGTGACTGCTCTCTGCTCATCAGAAACATCACTGGTGAAGATGCTG
GTCGATATCTCTGTTGGACCTGGAACCTTGACTACATTGACTTAACTGACTCTCTGTATC
TTCATACTTTGAGCATCTCTTCATCTCCTTCAGATGTTCATGGAAGAGTCGATCTAACAT
GCTCATTCAATGGCTATGATGAACATTTTATCTGTTGGACAAACAACTTCATCTGGGTGA
ATGAGACGGGATCTCAACTGTCTGGTGAAGATGTCNACTTTGAGTTTAGAGGACAAACAA
ACTGTGTTTCTTGTTCTGACT
>AV668845 ID   AV668845   standard; mRNA; EST; 304 BP.
TAACAGTTAGCCCGCTGGCTGGTGACGGACAGGAANCCCCGCCCTCCCAGGAAGGCGGCA
CCCCTCCAGGCGGGACGCCNGTGAGGCCCGTCTGCGTCCAGCATGGCTGCCGCAAACCCC
ACCAAGATCTACTGGCGTCTGCANGAGTTCGAGGCCCACGCCCGGCCCGTTTCCTGCCTG
GCTCTGGGGAAGAGCACGGGCCGCCTGCTGGCCACGGGCGGAGAGGACTGCCGGGTGAAC
CTGTGGAGCCTCAGCAAGGCCAACTGCATCATGAGCCTCACTGGCCACAAAACGGCGGTG
GAGT
>AV668846 ID   AV668846   standard; mRNA; EST; 130 BP.
TANGCTCTGTGAACGCAAACTCCCAGAAACAGCCTGGAGAGAAGCAGAGGGGGGAAAGGA
GGCCGCGTGGAGACCGCANGTGACCCGGGAGCGTAAAGTCCTGGATTTAAGCGCCCGAGC
AGAAGGACGG
>AV668850 ID   AV668850   standard; mRNA; EST; 300 BP.
GATGGATTAGCACTGGATTGGTACANGCTAACTTGAANATCCTTAATTAATGACAAATTC
TTCCTTTGTTGTTTTTGTTCAAAGGAAAAAAAAAACTTTCACTATCATTTTGCNANAGGA
AATATNTNTTTACAAGCTTGAAAACNCCGGAGTTAAGGAGAAAAATAAATCAACAGCTGC
TTTCTGCTTTTACAACCAGAACCAGCGGCAAGGCCATGAACCCTACGGGTGTTCCAAGTG
GATGCAACCCCAGCATCAGCGCCATCTTTTACCAGCTGTGCGACCTGACAGCAGNGTGGG
>AV668852 ID   AV668852   standard; mRNA; EST; 420 BP.
CAGCCAACATGAATCCAGTCTACAGCCCTACACCCACGGGGGTCCCCTTCACCAACACCA
AGGGTTTAGGCTATCCAGCAGCCGGATTCCCTGTCGGCTACGCAGCTGCCGCCCCCGCCT
ACTCCCCCGGTGTTTATGCAGGAGCCAACCCGGCCTTTCAAAGCAGTTACGCTCCTGGCA
CTCCCTTCAAAATGTCCTGCTCTCCCAACACGGGGACGGTCCCACCGTACTCCTCCTCAC
CCAACCCGTACTCTGCTGCTGTGTACCCGGTCAGGAGCACCTACGCCCAACAGAACCCCT
ATGCACAGGCGTTAATACCGTCACAGCAGCAGGGCACCTACTACACGCAGCCGCTATACG
CTGCCCCGCCGCACGTCATCCACCACACAACNGGTGGTGCAGCCCAACGGGATGCCTGCA
>AV668863 ID   AV668863   standard; mRNA; EST; 520 BP.
AAGAGAAACACTCATGGTCTGACGTACGCTCTGTTCCCGTCAGTTAGCATCTGAGGAGCT
GGGTAACTAGCTGCTTTTGTATTTGACACTAGTGTCGCTAAATGACAGCTAGGTATTAAG
CAGCTAACGTTTTAGGACCACGTGACTTTCAGCATCGATCATGGACGACGAAAGCCACCC
CAGAACTCTGTACGTCGGAAACCTTTCCAGAGATGTTACCGAGATTTTGATCCTGCAGCT
CTTCACCCAGATCGGACCCTGCAAAAGCTGCAAAATGATCACAGAGCACACTAGCAACGA
TCCCTACTGCTTTGTGGAGTTTTTTGAACACAGAGATGCTGCAGCGGCTCTGGCGGCCAT
GAACGGGAGGAAGATTCTGGGAAAGGAAGTCAAAGTAAACTGGGCCACCACCCCAAGTAG
CCAGAAAAAAGACACTTCCAATCACTTCCATGTGTTTGTGGGTGATCTGAACCCTGACAT
TTCCACAGAAGATGTTAGGGCTGCTTTCACACCATTGGGA
>AV668873 ID   AV668873   standard; mRNA; EST; 245 BP.
GCGTTGATCATAAAGAAATGTATGGAGGCAGCAGGGAGTAACATTGTATTAATGTTTGTT
GTTAACACAGGTAAAAGCTTGAAGCTAAGTGCCGCACATAAACGGGTGAGGGAGCCGCTT
TTTGCGTTGGCAGCGTCGGCGTTACTGACCGGAGTCACACAGACGCGGTGCAAAATGCTA
GCTTGACGGCTAACTAGGTTTGTCCAACTGTGTCGCAGCTGACCGGTAACGCGTTCAACT
TACCG
>AV668881 ID   AV668881   standard; mRNA; EST; 192 BP.
GCATTTTTGGCTCCACGGAGCTTCCGTAGCGGTAGTTCTACATGGCGGTATGGCAAGCGA
CAAACAACATCATAGGACACACGAAACAGCAAGCGACAGCATGGCTACCGGTGCGTAGCC
AAGGGGGTGACAGAGGAATTAAGATGCTTGGGTTTACTGAATGCCCTGGACCAGGACATT
CCGGACCAAGTA



>AV668885 ID   AV668885   standard; mRNA; EST; 434 BP.
ATTCCTCGAGCACTAGCATCGAGTCGGCCTTGTTGGGGGAATTAACTCGTCACCTTCATA
CACTTCAAACGAACTCGAGAACCGGCAGACAAGTCCAGAGTCGTTGAACTTACTAGCTCC
GTTCTCAGTCACGGCCGGATGACGAGCCTGCAGATGAGCGCGCAGGAAGAGATGGTGGAG
AAGTTTCTGGATGCTTGCCGCCAGAGGCGACCTGAGCCAGCTGTCTGCGCTGCTGTCCCA
CAGCCCCTCCCTCCTTAACCAGACTGGATACAGCGGCTGGACGGCGCTGATGCTAGCCAC
ACGCAACGGGCACCATCAAGTGGCGGAGAAGCTGCTGTCACTCGGCTGCAACAAGCTCTG
CACAAACAGCTCGTCTCAGACCGCCTACGACATCGCCAAGTTCTGGGGTCACGGACACAT
CGCACGGCTCCTGA
>AV668887 ID   AV668887   standard; mRNA; EST; 144 BP.
TTGATGATCTCAGCAGCAACATGGAGGGTGTTGCTAAATCAAAGGGCAATTTGGAGAAAA
TGTGCAGAACTCTGGAGGATCACTGAGTGACTCAAGGCCAAAAATGATAAAACGTTCGGC
AACTGAATGACCTGAATGCACAGA
>AV668888 ID   AV668888   standard; mRNA; EST; 209 BP.
ACGGTTTCAGTCCCGCACAGGACTCCCAGTCACCCACGTCCAGCAGAAACACACTAATTG
ACCCAGGGATTGGCCTGTACAAGATCAATGAACTGGTGGACTGTAGAGACGTAAGCATTG
GCGCCTGGTTTGAAGCTAGCATCGAAAATGTGACACTAACTCCCACGGAGATAAATCCCA
CTAAGGGTAAGGTGGGTCGGCCCCCAAAA
>AV668892 ID   AV668892   standard; mRNA; EST; 296 BP.
GAGCTGTAAAAAACAAGAGATTGGATTCTTGTGGACGCACACGGACAAAAACGGTCGGAT
TAAACCGATTTTTGGTCGAACGGCCGGACCTGAGCTGGGTTCAAAATGTTGACCATCTCA
GTCTTGGTCCTTTTGGGGAGTGGACTGCTCGTGAACTGCGAGAAGCACTCGCTTGACGTA
CATCTACACCGGCCTTCTCCCATCCTGTGAAGCTCCCAGGCATCCATGAATTTACTGCTA
TGGGTCTGCTGGACAACAGGATGATCGACTACTATGACAGCTCTGTGCAAAAGAAA
>AV668893 ID   AV668893   standard; mRNA; EST; 171 BP.
GCTTGCTGGTGCACCGGCGCCTCGTTTTGTAGTCGTGCCAAAGCCTGTGGCTTCTGCATT
CCATGCTTTAAAAGCCCCACCTGTACTGTTAAAAAAGCCACATTCGCTTTAGTCTATGTG
CTTGACCTACTTAGGTGCTAAATTTATTTATATTAGCTGCTCCCCCCCCCC
>AV668899 ID   AV668899   standard; mRNA; EST; 246 BP.
GAAAAGGAGATGACCGTTCAAAAGCCTGAGAACCTTCCTGTGGACAGTGATATCATGAAG
TCTGAGGCAGAAGACCCAGACTTTGCACGTGAAAACATTGTCAAGTATAAAATAATTGAT
GACCCTGATAACTGGCTGAAAGTGGACGAGGATTCAGGGCTTGGTGAAGGTGAAAAGCCT
CATGGACAGAGAGTCCCCTAATGTGAAGGANATAAATACACGGTGCTCCTTGGTGCTTAT
GATAAC
>AV668904 ID   AV668904   standard; mRNA; EST; 268 BP.
AATCCGCGACTATACACGTGACAAAAAAGACTGACAAAACGAGCAACATGAAGGGATTGA
TGGTTCAAGTCAGCCGCACTTTGGGCCGCGCCGCCCCTCTTCTCCGCCGCAGCATCCACT
CTGGAACGCGCCCGGCTTCCACGGCGACCTCCGCGCGGAAGGCCGAGCGTCCAGTGACCT
CGGAGGACATATATGCACGGGAGGAGAAGTATGANCACATAACTACAGTCCTCTGCCCGT
TGCCCTCGAAAGGGGAAAGGGCCTCTAC
>AV668907 ID   AV668907   standard; mRNA; EST; 164 BP.
ACTGTTCATCGCTGTAGCCTCAGGATGTTTAAACTGACACTGCTGTTCCTGACACTGTCA
GGCCTTCAAGCTGTACCAATAGGAGCCCCCAGGCAGGAGCCATCTATCCATCCATGGTTC
TCACACNTTAAAAAACCTCAAACACATTCCTGAACACATCCATC
>AV668908 ID   AV668908   standard; mRNA; EST; 277 BP.
ACGATGCTTGTAATTTACAGCCGCGCCCCGAGTTTCACTCTTCGTCAGCCGTTAGTCAGC
TCTTTGTTTTCGGTTGTTGCCAAATCTGCGCTGCACTCAAGGTAACCTTTGTTTGCTAGC
GATTGTTTGCGCCATCGCTGAGACCGCGGGGCTCCTTTCCACAGCCCGGCAGTCTGACGG
AATGCTACGGGGAACGATGCTGACATTCCTCCGTATCCTTCTGACAGCCCTAGTAGGTTG
TCTGTGGGATGGAGTTGCAGCTTTTTGGTGGGGGTCA
>AV668920 ID   AV668920   standard; mRNA; EST; 554 BP.
AATGATTATGAGCTCTGCAGAGAATGGCGGAAGCCAACGCGCTTGAGGAGCTCCACACGG
AACTCACTTGTCCGGTGTGTCTGGAGCTGTTCCATGACCCGGTGATCCTCGAGTGCGGAC
ATCACTTCTGCAAGGTGTGCATCGTCCAGTGCTGGGAAGCCAAAGCCGACGATTTTTCCA
ACTGTCCGAAGTGTAGGAAGTCGTGCACTCGCAAACTTCGCCCGAACTCGCTCCTGTGCA
ACGTCGTGGAGAGCGTTCGCAGAGCGCGCGCCACGGACGCAGCTCCGTGGACACCCGGGG
AGGATCGCGAAGGTGCACCGGAGATGCAGGAGGAACGGAGGGCCGGGTCCAGCCTAAGCA
GCGAGGTGTCGTCCATCGGACACTGGCTGGTGATGGACATGTGTGAAGAACACGAGGAGA
AGCTGAAGCTGTACTGTGAGGACGACCAGCTGCCCATCTGCCTGGTGTGCGGGATGAGCC
GAGACCACAAGACCCACAATGTCATCCCCATCACAGAGGCCTTTGAAAACTACAGGGACA
AGCTCACCACAGCT
>AV668921 ID   AV668921   standard; mRNA; EST; 544 BP.
TTTTGGTTTTGCCCAGTACATGTCACCGTGGGATGAGAAGAGCGTCCTCAGAGGCTCTCC
TCTGTACATGGCTCCCGAGATGGTGTGTCGCTGGCAGTACGACTCCCGAGTGGATCTCTG



GTCCGCGGGAGTCATTCTTTACGAGGCTCTGTTTGGACGCGCTCCGTTTGCATCAAAGTC
CTTCGCCGAGTTGGAAGAGAAGATCAGGAGTGACCAGCCTGTTGAGCTACCTCCCGGGGC
CAAGGTATCCAAGGACTGCAGGGATCTGCTGTTGCGGCTTTTGGAGAGAAATCCAGATGC
CCGGATCACATTTGCAGAGTTCTTCACCCACCCTTTTGTGGATATGGAGCACATGCCAAG
TGCAGACAGTATCGAGAGAGCAAAGGAGCTGGTGCTGCAGGCGGTTCAGGAAGACCAGGA
GGGAGAGAGGTCTTCTGCTCTGTCTCTTTACTGTAGTGCCCTTGAGCACTTTGTCCCCGC
TATCCACTATGAAACAGACCGACAGCGTAAAGAAGCCCTGAGGCAGAAGGTCAAACAGTA
CGTT
>AV668922 ID   AV668922   standard; mRNA; EST; 248 BP.
TTTCTCCCTCCAGTCAGCTGACTGACTCCGGTCGCCATTTTGTCAGCCATTTCCTCCACT
GATCCATTGCCAGCGTCTCCGCTCCGCTCGGGACGCCCGTCTGGCCTCAGCAGCTTCACC
CGGCCGGTGCTCTCTGAACGGCACGGGACCCCGCTCACACGGTACCCGGGTGGACGAGAA
GCGGCCCAGCGGGTCGGTTGGTCTCCCACTACACCTCTGCAGGCAGCACCTGGCCCCGCG
GGACACAC
>AV668932 ID   AV668932   standard; mRNA; EST; 306 BP.
GAGGCATGTTTTTTTTACAAGTTATTGATGAAATGACGAAAATTCATCTTCAAAGTATCA
TTTCTGAATATTTCTTTATTCAAATCGTTGTAAATCAGGAGCAGATTAAAAAATGCTGTT
TGAGAGAGATTGTATTTGTGATGTAGAAAATACGCTTGGGTGGGCCACAAACTCCCTGCT
TGAGCTCTCAGCAACGGGGAGGGGAAGGGGGGGCCGGGGTCCCCCGGTCCCACCCACAAC
TCTGAGGCTAATTTTGAATGAAATACTGCTGCTATGTCCTGGAAAATGACACCGATTTTT
TTTATT
>AV668933 ID   AV668933   standard; mRNA; EST; 525 BP.
GTCTTTGAATGGAACTCAGCTGTCATTCATGGGACATGATGCAAAGGAGATCCCGCACTT
CCTCGGAGACACATATGGCCAGATCGCCAGACGCCTGGATCTGAGTTTCAATCAGCTGAG
GTCACTGGCAGGCCTTAAAATGTTCACTGAGCTGGAAGAACTGGTCGTGGATAACAATCT
GCTGGGAAATGACCTCCAGTTGCCCAGGTTACCCAGCCTTCACACCCTTACACTTAATAA
GAACCAACTGACTGATATCGAAGCCCTGCTGGAACACTTGGCTGATGTGACCCCGTCTCT
CAAGTACCTAAGCCTGCTGGGGAATGAGGCTTGCCCTAACCAGCTGGTTAGCCCGGATAA
GGATGAGGACGACTACCAGAGATACAGGTACTTTGTTCTTCACAAACTGCCCCAATTGAA
GTTTTTGGACACCAGGAAAGTAACCAAAACGGAACTGATGGAGGCACGAGCAAGGGGGGC
GTTCATGAAAGTGGTCAAGCCCAAATCCGAAGCCGTTCCTAATGA
>AV668935 ID   AV668935   standard; mRNA; EST; 527 BP.
AAATGAAAACGGCCATGTCGTGAGAGGGATCACGGAGCGGGTTAATGTGCTTCAGGGTTA
CCTTTTGTATTTGTGGTATGTAGGTTTGAAGTTGCGCATCGGAAAGTTGAATATATTTGT
TCTAGGTCGACTTAAAGGGCATTCTTCGAAGGTTAGTGGCGTATTTAAATCAGCAAGGCA
AACATGAGCGGAGGAGGGACGCCGTACATTGGCAGCAAAATTAGCCTAATCTCAAAGGCC
GAGATCCGATATGAAGGAATTTTGTACACCATCGACACTGAAAACTCGACAGTAGCTCTC
GCTAAAGTTCGATCTTTTGGCACTGAAGATCGCCCCACCGACAGGCCTATTCCACCCCGG
GAGGAAGTGTTTGAGTACATCATCTTCCGAGGCAGTGATATAAAAGACCTAACGGTTTGT
GAACCACCCAAAGCCACTAGTTCTCTGCCTCAGGATCCCGCCATAGTCCAGTCATCAATT
GGATCTTCAAATGCCTCAGCAGCATCCTCATTTTCAGTCTCATGGGT
>AV668945 ID   AV668945   standard; mRNA; EST; 339 BP.
AGTCTGGGAGTGAAGATCCTCAGAAGCATCATCTGAACAAAAGGAGAAAGGATTCAACCA
ACATGGGTGTCAAGGTGTGGAAGTTTATTTTAGCTGCTGCTGCAGTGCTGATGCTGGGTC
TTCCTCACGGTTCCACGGCTCTCAGCCTGAAGGAGAAGCTGTCTGACTGTCTGAATGACA
CAGACTACCAAGAACTGCTGGATATAGCAAAGCATGGCCTTCCACACACCAGCAAGCCCC
AACACATCGCCATCGTTGGTGCCGGCATGGCTGGACTGACAGCTGCCAAGTTACTAGAAG
ACGCAGGACATAAGGTGACCATCATCGAGGCCAGCGGTC
>AV668946 ID   AV668946   standard; mRNA; EST; 445 BP.
CTGTCGGTTCATGGTTTCAGTGGGCTGTCTTGCGTTTCTTGTCACATTGACAGCGGCGAA
CCTCCCGCCTGGGTTGAGAGTCAGAAGACGACGACATTTTGGCTCCTGTGGAGAGCAGGA
GTACCCGAACGGCAACATTTGCTGCCTCAACTGTAAAGCTGGCACCTTTGTGAAATCGCC
TTGCACCACTGCAGGACAGAGGGGCACATGTGAAGAATGCGACTATGGGACGTTCACCGA
ACATGACAACCATTTACAAAAATGCGTTGACTGTGCAAAGTGTGGTCCAGATCAGGAAGT
GGCCGAGCAATGCACCAACACCCAGAACACTAAATGTCGATGCAAAGCAGGAAGGTTTTG
TAACCCTGAAGAGGCATGTGAGTCTGCAGGAAGTGCTTGACGTGTAAGAGTGATGAGGAG
ATAGTGAGGAACTGCACATTTACCA
>AV668951 ID   AV668951   standard; mRNA; EST; 544 BP.
GTAGGAGAGTGACGTAGGGAACTAAACAGGGGTCCTGCTTCAGCTTAAAGTTCGGCTGGT
AACATTTCTTTTGGTCACAGAGGGCCACGCGGCGACATGAAGCCTCCACCCCGCAATCGA
GGCAAACCGAACCGGCCCACGCCGACCGAAAGACCGAGGAAGCCGCCACGCCGGTGGAAC
AAGACGGAGGAGAAGACGCTGCTAAACGCCCTGCAGAAGCTCGGCAGGACCGCGTTAGCA
GACGGAGACACGGACAACATAGACTACAGCTTCCTGGGAAAACGTCTCCCGAAGCGGTCC
GTCGCAGAGATCCGCTCTGTGGTGGATGCCCTTAAAGACAAGGCCATCTCCAGCGCCGCC



TTAAAGCTGAGGAGGAGGAAGAGGGACGAGAAGGTCGCCAGAAAGCCCATCGAGGAGTGG
GCCAACCTGGCTTCCACCCTGGCAGGATCTCTGGAAGGAACCATAGACGCTGCTTTCTCT
CAGGTCCTGATCGTCTCCTCCACAGAGCCCTGCACTCTGAGGAACTGTGACCCTCCCAGA
GACA
>AV668956 ID   AV668956   standard; mRNA; EST; 576 BP.
GGATAAAATTCCAGCATGTCAATCAAATGAAAACCGTGAATGACCTTGTTGCAACAACTG
AGATGTCCTCCTTAAAAAAGAGGCAACTTGAACAACACCATAGGCTAACAGGAAGGGAAA
ATGCAAGCTAACAGATCCTCATGGACACAAACACGGCAAATGGACACACTTTGTATGTTA
AATTTAAAGACATTCCAAATAAAAAGAATAAAAGGGCACAAACTTGCAGCATGCATTTAG
TTGTCTTCCAACAACATTGACGACGACATGCATTTTTGCCCTGGGTCATGAATTAACACA
CTCCCACACAACTGACTGAAAGTTGCACAAAAACACGTAAAGCACATTCATGGATGGCCT
TGGTATGCATATGTGCAAATATTCCAAGACAAAGACACATCATTACCATGGAGAAGATGG
AGTGTGGCTGAATGGGGCACTTATAAACCTCAGAATTGAAGTGGTTTCTGTGACGGTTAT
TTTCTCTTCTCCTTTATCTAACCTCTTGCTGCTACAACAGCCTAAACCTCCTTTCACTTT
TTGGATCCTCAATCTCCCTTTAGCTCTGGACCTCAA
>AV668961 ID   AV668961   standard; mRNA; EST; 299 BP.
TCAGGCTCACGCTGCTGTGTAATCATACGACGAAGTGGACTTAAAGGAGCGTGATGAAAC
ACGTGTGAAATATGAGGAGGGAGATCGCAGCTGTGGTGTTTTTTCTAAAGNNGCTTGTGA
AAAGGGAGGGGAAGTTGGAATCCCAGCAGATTGAGCGATTTGCTGAGAGGCTGGCTGTTG
CCCTGCAGGAGAAGTTTAAGGGGCACTGGTACCCAGAAAACCCCACAAAGGGACAGGCAT
ACAGGTGCATTCGGGTTAACAGGTTTCACAAGGAGGAACCANAACTTCTCCGGGCCTGC
>AV668968 ID   AV668968   standard; mRNA; EST; 495 BP.
ACTAAGATCGCAACGGCCAAACACTTGGCAGCTAATACAGGAAACTGTTCAAGTTTCATT
CGTTTAATCTTCGCGGTGTTGTCGTTGTCGCATCATTGAAGAGAACAAAAAGACTGTCCG
CTGGATCGTAAGCAATGGAAGCCGAATTTTTAGAAATCGATGAAAACGGGAGTTGGAACG
CCATTTATCAGGAGATTCGGCAACAATCGTGTGAACTTCCCTGTAAGATCGCCAAGTTAC
CCGAAAACAAGAATCGGAACCGTTACAGAGATGTCAGCCCCTTTGACCACAGCAGAATAT
GCCTGCAGCTGGGTGCAAATGACTACATCAACGCCAGCCTAATAACAGTTGAAGAGGCAC
AGAGGAACTATATTCTTACTCAGGGACCCCTTCCAAGTACATGTGGTCACTTCTGGGAGA
TGGTGTGGGAGCAGAGGAGCCGTGGCGTGGTGATGCTGAACCGAGTCATCGAGAAAGGAT
CTATTAAATGCGCCC
>AV668974 ID   AV668974   standard; mRNA; EST; 451 BP.
GTTGCGATGTGGAACCAGTTTGGAGCTGCTTGAAGCCCAAGCTGCTTCAGGATTTATGGT
TGATCCTGTCCACAATCTTTATCTGACAGTTGATGAGGCGTACAACAGAAGAGTTGTTGG
ACCAGAGTTCAAGGACAAACTTCTTTCAGCAGAAAAGGCTGTGACCGGTTACAAACTGCC
TGGAACTGACAATATTATCTCCCTTTTTCAAGCTATAGAGAAAGGTGTAGTTGAGAGAGG
TCATGGCATCCGGTTGCTTGAGGCTCAGATTGCAAGTGGTGGTATCATTGATCCTGAACA
CAGCCATCGCATTGATGTAAATGTAGCCTACAAGAGAGGCTACTTTGATGAAGAAATGAA
CAAGATCCTCACTGATGAAAGTGATGACACTAAAGGTTTCTTTGACCCAAACACAGAGGA
AAACCTCACATATCTGGATCTTAAGAAACGG
>AV668978 ID   AV668978   standard; mRNA; EST; 211 BP.
GTGTTGAAGCTTCCAGGAAGAACGAGGTGGCTCGAGCGTAGATCAACCACAACGATGACC
ATGGAGTAGAAAGCTTCAAATTACAGCTATCTGATTAGCTCTTCACTGCACAACACACCT
CTCTCCATCTGTGGGCCCACCACCCAGCCATGGCCGGACCCAGGGATGTTGAGCTTATTT
GGGGACGATGCANGGCTGTTCTCAGATGGAT
>AV668985 ID   AV668985   standard; mRNA; EST; 369 BP.
CTTGTTGACCTACTGGGCTGTCTCCCCTACTGGGCTAAACTGTTTCCATCCTCCCAGACT
CAAGAGTGCTGAGCCGCTGCAACTCGTGCCAAGATGTCTAAGCCTCTCTCCGACCACGAC
AGGAAGAAACAGATCTCCGTGCGCGGCCTGGCCGGCGTGGAGAACGTCTCAGAGCTGAAG
CAGAACTTCAACAGGCATCTCCACTTTACCCTGGTCAAGGACAGGAATGTGGCCACCCGA
AGGATTATTACTTTGCCCTTGCCCACACAGTGCGTGACCACTTGGTCGGCAGGTGGATCA
GAACCCAGCAGCACCACTATGAGAAAGATCCCAAGAGGGTTTACTACATCTCCTTGGAGT
TCTACATGG
>AV668986 ID   AV668986   standard; mRNA; EST; 398 BP.
AACAACAGTTCACAGACTCCTTCCAAGGCCTTCTATAAGGCCAAGGATGTCGATGAAGCT
CATCCGTTTGTGGAGGGCTCCATTCTGCGCATCACCATGAAAAACTTCCTGACCTATGAC
TACTCTGTGGTGTGTCCTGGACCAAATCTGAACATGATTGTTGGTGCCAATGGAACTGGC
AAGTCCAGCATTGTTTGTGCCATCTGCCTGGGCCTGGCTGGAAAGACCGCTGTTCTGGGG
AGAGGAGATAAGGTTGGGCTTTATGTGAAGCGTGGCTGCCATAAAGGCTCCATTGAGATT
GAATTGTACAAAACAGGAGGTAACATAGTCATTAACAGAGAGATCCATGTGGAAAATAAT
CAGTCCCTTTGGATGCTGAATGGGGAAACACTGCAACC
>AV669001 ID   AV669001   standard; mRNA; EST; 255 BP.
AACAATACTAATGGCGACGCGCATTGTTCGACGTCTTCACGAAACGGAGAGAAACTTTTC
CGACTCCAGGGTTTAGCGGTGATCCGGCTCAGTCCGAGCTGGAGATGGGAGACCCGCAGT



TCGAGTCCCCGGAGGAGGAGCTCCGGTTCTGGAAGGAGCAGGCCGCCAGACACCAGCAGA
CCGCGGAGGAGGCTCGGGAGGAGCTGCAGGAGTTTCAGCAGATGAGTCGGGACTACGAGG
CGGGAGCTGGGAGAC
>AV669002 ID   AV669002   standard; mRNA; EST; 441 BP.
ACAACCAGTGGTTACCCTGAAGGCAAGGACGTGGTTGGCGACTTTCTCGGGCGCGAGAAT
GGCACGGGTTCTGGTTCCCAGCCGGGTCTGATGTTGTCTTACCAGATTATCACCTCTCTG
CTTCTGGGGGCCCTTATTCTCTGCTCCATTTTTGGTAATGCGTGCGTTGTGGCAGCCATC
GCCTTGGAGAGATCTCTCCAAAATGTTGCCAACTATCTGATCGGATCCTTGGCCGTGACA
GACTTGATGGTGTCAGTGCTGGTTCTACCGATGGCGGCACTCTACCAGGTCCTAAACAAG
TGGACTTTAGGACAGGAGATCTGTGATTTATTCATCTCACTGGACGTACTTTGCTGCACA
TCTTCAATCCTGCATCTGTGCGCAATTGCCTTGGACAGGTATTGGGCCATAACANACCCA
ATTGACTATGTAAATAAACGA
>AV669004 ID   AV669004   standard; mRNA; EST; 455 BP.
ATGGTCATTTCATACAGGGACACAGGACCGCGAAAAGGTTGGCACTGTTTATCATGGATT
CAAACATGAAGGAGCTCATGCAGAGGCTGACCGACGCCGGCCAGTCGCACCTCCTTCAGT
TCTGCAACGAGCTGAGCGCCGGAGAGCGAGCCGAGCTGATCCACGACCTGCAGGACATGG
ACTTTCAGGAGATCACTCAGTTCTTCCGAAACGCCACGGAGACGTCCAGCAGCAGCCGGC
ACGAGAAGATGGATGCCCGCATGGAGCCGGTGCCCAGGGAGGTGCTGGGGAGTGTGACCA
GGGACAGGGACCACCTCAAAGACTGGGAGGCTCTAGGTCTTCAGTGTATTGCCCAGAATA
AAGTGGCAGCTTTGCTCCTGGCTGGTGGGCAGGGAACCAGGCTGGGGGTTTCTTACCCCA
AAGGCATGTATGACGTCGGGCTGCCATCCCACAAA
>AV669010 ID   AV669010   standard; mRNA; EST; 268 BP.
ATGTTTCCGGTACAAACCGAACAGCGACGGTCGGATTTAGGGTTGGGCGAAAATGTCGGA
CAAAGCGGCCAGTCAGGGACAGGAGAATCCCCAGGAGAAAGGTTTCCGGACCCCGGGGCT
GAGGGGCGCCACGACCACCACGCTGTTCCGCGCCGTTAACCCCGAACTCTTCATAAAACC
AAACAAACCAGTGATGGCGATGGGACTGGTGGCATAACTCTGTGTGTGGGTTACCTGGGC
TACATGCACGCAACCAGAGAGACGAGCA
>AV669011 ID   AV669011   standard; mRNA; EST; 378 BP.
ATTCTTTTATCTCTCTGTCAAGTATTCACTCTGCTCTGTCAGGCTTCCTGTTTTCTGCTG
CCCTTTTCTCTCACAAAGAGGTGGATCGTCCATCGCCTGCCTTTACCTACCGGAAGAGTT
CTGAGAGAAACACCTTTACCCAGCTTGCCGCACCTTCTTTCTTTTCCCTCTGGATTTTTC
CACGCCTGAGCACAGACCTCAGCTTTGTTTTGACATTTCTTTCAAATCATTCAAGTCTGC
CCAGAGCTATGGGGATGATCTGATGCTCTGTTCTTGGATTTGGATGTTTGAAGAGGCAAA
CATTCTCCACGCTGCTTTTTGGAACTTGGGATACGGAAGCAAACATTCCTAAAAGCGGGG
AGCACATGTTTTGGCTCA
>AV669012 ID   AV669012   standard; mRNA; EST; 633 BP.
GCACAGACACTTTAAAAAAAAATGTTATCTTTAAAAAAATGGAAATAAATATACATTTAC
TTTGAATGAAAAATAACAAATACAAATTTAAACCAGACATGATGGAATACTTACTGACAT
ATTTGCTATATTCTTATTAAGGAAATGACTTCATAAATGACTTGAATCCTACCAAATTAA
TACATTTTACAGCTAAGTCCTGACCAGTATAAATTTGTGAAAATACTCTATGATGTCCTT
TTTGAATATTAAAATCGTGGTGCCCTGTACTGAAAAGCAATTTTCTAACTGCAGGGGAAA
CTGCAGCAGCATTTTCTCCCAAATGATCAACACACTGATTTATTTTTCCCCAGAAGAGAG
AACCGCTTAGACAAGTTTTGATGGTTACTGAATTCTGGCCTAAAGCTTTAGCCCTGGTAA
GGCTGCAAACACAGAAGAAGTTTTAAAGTGTTTGCACACATTTCCAGAACATTCAGAGAA
TGTTTGAAACCGAAACTTATATCCCGGCGGAATAAAGATAAATTTTTAGTAGAAAACTGA
GATTCAAAACTATGACCGTCATGTATAATAATTACTATCAATGTCATTTACCACCAGTTG
CAGCTTTCATTTACAGTGCATAGTATGTGAAAA
>AV669016 ID   AV669016   standard; mRNA; EST; 135 BP.
GTTGGCCTATTGGGCATTCCAGCAAGCACCGCAGCATGGCTTCGTGATTGTGAAGAAGTG
CGACCACGATGTCTAAAATCAAAGGAAAGGAAACTCCTGCTGGAAAAACGCAACAGGTGA
CGTCTAAAGAAAAAA
>AV669020 ID   AV669020   standard; mRNA; EST; 399 BP.
CTACATTTATAAACAATTAGAATATTGATAGACAAATATCTTAAAGATTTCGGACCCTAC
GATCAATACAAATTATTACCTCCTGAATAACTTACCAGGAAAATTAAAAAATAAATCTAA
AATCAATAATTACTTTCAATTTAAGACCCTGAGAAGTATTTGAAACATTTAAGCGACCAA
ATGTCTTAAATTCAGAAAAAGATTGATCAAATCGATCCTAAAGATAAGTAAATACACGAC
CTCAAGACCAAAATTAATCAATTAGCTGTGAAATACGGGTAACCTGATATTGTATAATCT
ACAATAAGTCCTTAGGTCTATAGCCTTCAATTAAGAATTGTTTAGCTTTAGAAATAAAAC
TAGATCTTGAAAGGATAGTAATAATTGAGATCTGATGCT
>AV669022 ID   AV669022   standard; mRNA; EST; 388 BP.
ACTTCCAAAACGTTGGTTCCGGGGTTGGGGACCACAATAACAGTTGCGCAGATGTTTGTA
CTGAGTGGAATAATTCATCGAGACGTAATTTAAGCGTAGATTTCAATCAGCTGTTGTGTT
TTAACTACAAAAGCCTCGTCACCATGTCTGGGGGTCCAGCCGTGAGGATTAGCATCGAGT
CTTCCTGTGAAAAGCAAGTGCAGGAGGTCGCTTTAGATGGGACGGAAACATACGTACCTC



CTCTGTCCATGTCCCAAAACCTGGCAAAACTAGCACAAAGAATTGATTTCAGCCAGGGGT
CCGATTCTGAGGAGGACGGGGCGGAGGGGGAGAGCAGGGACCGAGAGTGGAGCAAGCAGG
AGCCGGAGGAAGAGGAAGGGGCGGTGAA
>AV669023 ID   AV669023   standard; mRNA; EST; 379 BP.
ATAAGATGTCTGGTTGTTTATATTACAGGCCGTGAGAGACAGCGACGTCGCGACCTGGGA
ACTACCAAGGGGGATATGATTATCGTGGAAGAGGCCCGAGTCTGTGTTTTGCCGAGCTCA
CACCGAATTCGTTGAGTCCAATATGGGGAAGGAGGTGAACGGCGTCTCGCGGAGCCGGTT
TGAGATGTTCACAAACAGCGATGAGCCGTCATCAATAAGAAGTTGCCCAAGGAACTGTTG
CTGCGGATCTTCTCCTTTTTGGATGTGGTGACGCTCTGTCGCTGTGCTCAAGTTTCCAGG
TCCTGGAATGTTTTGGCTTTGGATGGCAGCAACTGGCAGCGAATTGACCTCTTTGATTTT
CAGAGGGACATCGAGGGTC
>AV669027 ID   AV669027   standard; mRNA; EST; 443 BP.
TCAGAGTTGTAAAAACTCCCAGGCTGCGGGGAGTCAGCACCACGAACCGGACCCGAACCA
CCTCCCCCCGCGACGGACAGCCAGCAGGAATAGACACGACGACGGAACCGAATCTTTTTT
ATATTCATCGCCCCCGGAAATTTCCAGAACAGAGCGGCGGGAGTCCCGGAGCACCGAGAC
GGAGCNGGCGCGGACCTCAATGAATGATCCTNACCGAACCTGAAGTTCTGCTGAGACCCG
GAGGTTCGTGTGACGCAGACATGCAGCTGGAGATCCAGGTGGCTCTGAACTTCATCATCT
CCTACCTGTACAACAAGCTGCCGCGCAGGCGCGTCAACATCCTCGGGGAGGAGCTTGAGC
GCCAGCTGAGGCGGAAGTACGAGGGCCACTGGTACCCCGAGAAGCCCTACAAGGGCCTCC
GGCTTCAGGTGCATCCACGTGGG
>AV669031 ID   AV669031   standard; mRNA; EST; 362 BP.
ATTCAGTGGTGAAAACACGAGCACCTCACCCTAGAGCCGCCTCTCCTCTGCGGACTCTGC
TAGACTTGGACGGGTTTTTGTTTATTCGTTTTGTTTTCTTAACTTAAGTCCTGGTTTCAA
ATAGTAGAACGTAACTTTCTGCCTCCGTTTTTTTGTTCAACTCATCAAAGTACTATGGAC
GACTAACGGAACTTCTTCTTCTGAGGGTTCGTTTGGACACGAAGCCGAACTTCCCCGAGC
TGTTCTGAGTTGAAGCGAACAGGCCAGACATCTGAACGGACAGGGACGCGTTCACTGTGG
ATGGAAAAGGCCGAGCAGCAAGGAGTCGAGCACATTCGTTCGGCGTGAGTGTGCTCGCTA
TG
>AV669036 ID   AV669036   standard; mRNA; EST; 109 BP.
CCTGCTGTTTTAATATTTACATTTCTGTCTTACTAATGAAATAAAAGTATTTTATATCCT
CAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAANAAAAAAAAAAAA
>AV669040 ID   AV669040   standard; mRNA; EST; 520 BP.
AGAGATGTTATCTGGAGATGATGGCGTGGATCTGCAGTGCTGCGTGACGGTGGAGCAGCT
CAACAGCTCCGGCCAGGCCACGCGCCGGAAGCTCATCCGAAAAGCGGCTGTCATTCTGGG
CCGGAACGAGTTCCATGAGATCCTCCTCCGAGTGCACGACGGCAAACTAGCGCAGAGTTA
CAGACTCAAGGAGTTTCAACTCTTCACCAAGTTCGTCAGAGACGGGAAGTGCACCGTCAA
ACTGCTGCCCGAAAACACCCAGGTGCTCCTCTCCAACTGCCCGCCGGACCGACTGAGTCT
CTTCCTGAAGACACTGAGCATCAAGCACCAGGCATGGCGGAGCTGCAAGCCTCTCAGTGA
ACGGGAGAAGCTGAAAGCCGCCCTGCCGCGCAGCTTCGAGGCCATCAGCCCGCTGCAGCA
GAAGGACATCCAGAAGGCGAACGAGCTGCGGAGCAAGGCGTCCGGCGGCCCGGCGGACTG
TACCAACCGGGCGGGGGAGAAGCAACAGGTCAAGCGGGGC
>AV669042 ID   AV669042   standard; mRNA; EST; 234 BP.
AGCGTGTTTCTCCGCCTTTCAGCTTTCCTCACCTGGTCTCTTGCACAGCTCTTTTAAATT
ATGTGCTGTGCCTTTGAGTCGACGGACATTTGCTGCAGAGGCTAAGAAGACGTACAGCAG
AGAGAAGCCTCATGTGAACATAGGAACGATCGGTCATGTTATCATGGGAAGACCACCCTG
ACAGCAGCCATTACAAAAGTGCTCGCCGACGCTGGGGGTGCTAACTACCAAAAG
>AV669047 ID   AV669047   standard; mRNA; EST; 355 BP.
AGCTCAGAGCAAAGGAGTAACAGAGACAGGAGGCGCGAGGGAATCAGGCGAGCCGGCATC
ATAACGGATCCGCAGAAAAAGGTGCGAGCTGCACCTGAGCCAGAGGGGAGGAGACACCCT
GAAACCTGTGGAGTCTGACGGAGGAGACTGGCTTCAAACACACCAGAAGAAGGCTTGGAG
GAAGTTTTGGACCGCCACCTTGCATCCCTGCAGACTCGGACACCACGACCTGGCCTGCGT
CTTTGGATGAGACTTTTGAGGATCTGAGAGAAAACAGGACAAAGTGAAGGAGGAAAGCAG
TTTTATCATCCCTCACAGACCACCCTCAGCTCGGGACGCCCCTTCCTCCCTGCCT
>AV669052 ID   AV669052   standard; mRNA; EST; 516 BP.
AAGAAAGGCCCATTTCCCTTCAGTGAAAAGTTGGGGGAAATCAGTGACAAAATTGGCAGC
ACCATTAATGATACCATAAACACATTCAGGAAGAAGGATCGAGATGACTCACCAGACCGA
TTCAGTGATAATGAAGAACAGCAAGACCGTTCGTCTCGAAACGGTCAGTCGGCGAAGGAT
TTTAAAGATGAAGAGGAGACCGTCACAACAAAGAGCGTGCACATCGTCCAAGCAACAGAG
ACGACGGCAACACGGAAAAGAGGGGGACCGTCCAAAAAAGTTGACCTTGGGGCTGCAGCT
AACTATAAAGGAGACCAGAGCCCAGATACTTCAGCCAAACAGACACAGCCAGCAGCTGCC
CCTCAGCCTTCCAGCACAGGCTTTGATGACTTTCTGATGGTGGACACAACACCTACCAAG
CCCGCTGCCACAGACCTGATTGGGGGATTTGCTGATTTTGCTACACCTGCATCCTCTGCT
GGACTTTTCTCAGGATCTGTTGCAGCAGCAACATCA
>AV669058 ID   AV669058   standard; mRNA; EST; 442 BP.



GGAGGGGGTCGAAGCTTCAGTTTGAGTAACGAAAGTGTTGCTTGTAAACACCGCTTAGCG
CCATAGCATGGGGCTTTTTTTAACATTTCGTTCATGAAAGTCCTTCCAGAAGCCGCATGT
AGGCTGACTTAAATCATGCCGTGATGGAGTAATTATTTATTTTTCGGACAGCACGAGCTG
GGACGAGAGAGTTTGATGCTAAGGCTAGCTAGGAAAGCCAGTCTTAGGTGTAGGGGTTGA
ATCAGCCTTACCGCAGCGACAGACTCTTGTGGAAGTTTGAGGTCCTTGAGGGATTCTCAA
AGCAACATGGCTCCTAAAGACATCATGACCAATTCCCACGCCAAATCCATTCTCAATGCC
ATGAACTCGCTTCGCAAGAGTAACACACTCTGCGACATCACTCTGAGGGTTGAGAATACC
GATTTTCCCGCCCATCGGATTG
>AV669062 ID   AV669062   standard; mRNA; EST; 611 BP.
GGCGAGAATTGGGCAGTTTTAGATGTGAAATCTGTCCCGCGGCTCTCAGGGGGAGGACTG
CGAACCTGCCAACGAGAGGCTCAGACAAGTTCTGAGTGCGAGGACGCAGGGCGAAGCGAC
ACTGCAGTCATGCCTTCAGTGATGGAGCTGCTCAGGCTGCAGGGGTCCTGTCCAGGAGCA
GAGCCAAAACCTGTTACCAACGGAAACAGCCAACCACACTCTGAGGAAGAGAGCAGCGAC
GAAGAGCACGCTCATGACAGCATGATCCGAGTGGGAGGAGACTACCAGGCTCAGATACCA
GAGTTTAAACCAGACACTCCATCTGGCTGCAGTGAGAAGGACCAGAGGAGCATGCTGGTC
TGGTGTCCCAACAGTCAGCTCTCTGATGCAATGTTGGACGAGTACATCCTCATGGCTAAA
GAGAAGCACGGATACAACATGGAGCAGGCTCTAGGCATGTTGTTATGGCACAAGCACGAC
GTGGAGCGCTCGCTGGCTGACCTGGCCAACTTCACGCCCTTCCCAGACGAGTGGACAATC
GAGGACAAAGTTCTGTTCGAGCAGGCCTTCAGCTTCCACGGCAAAAGCTTCCACCGCATC
CAGCAGATGCT
>AV669066 ID   AV669066   standard; mRNA; EST; 307 BP.
GTGTCTCTGTAGGAACCAGCTGCTCTTTCACCGACTCCACCTGAGGAATTTAGACTTTTC
TATGGTTTTCGTACCAACAGAGTCGGGAATCTTCCCCCCCAAAACGCCGGTGTCTATTGA
AGTGCGTCTGTTTTGGTTTGGAAGCTACACAGCCGGCTAGGTGGCTAATGCTAGCAGCCG
ACAGTGGGCTGTCAATTTAGCTAGCTAACAAGAAGCTAGCGCGAAGAAGCCTTTACGTTT
GGAACCATCCATTACTCCCAGTGATCTGTTTTTTTTGGGCGGAATGTCACAGGTGGGAGT
CGGAGCA
>AV669069 ID   AV669069   standard; mRNA; EST; 505 BP.
AGATGGAGGGGGTGAGCTGCCTGGTGGAAGACACTGAAATGTCCTTCATATAGACCGGTG
ACAAAGTGGCGAGCAGCGCGCCCCGGGCAGCAGAGATCACACACAGAGGAGGAGAGAGGA
CGACATCCGCAGCAGCCACAGCAACAAGCAGGGAGGCGCGGAGAGCCAAGCACCAAGCAA
GGCGAGGAAACTAACCAGAGATGGACGTCACCTCCCATCTTATCCTGTCATTCTGCATTT
ACCTGGCGGCTGCGCTGATTGGAGGAGCCAGCGCGGAGGGAGCGTGTCTGCAGGACGGAA
AACACAAGGCCACGCCCAGTCCAGAGCCCTACCTGACTGAGTGCGGACTGTACGCTGACA
ACAGCTGCTGCACTTCAGATGACATCCAGGACATCTCACATGTTCCCTCTGTGAGCAATA
AGAACGAGCCCTGGGACAAATGTGGGCCCCTTGAGTTCTGAGTGTGAAGGCTTCCTAAAG
CGCGTGTCATGCTTCTACCGCTGCT
>AV669076 ID   AV669076   standard; mRNA; EST; 430 BP.
ACTAGGGAGGAGTGGATTCGACACAACAAACTCTTCTTGCTAATGTTGTAGTGTTTTAGA
AGTTTTCTCAACTGAAACTCAACTTGATCTTATTGGAATATCCAATTATTTTAGACACAA
TGTTGGATCCAAACCAGGATATGTTGGTTGCTCCACTTTGGTTGATCATTTCCGAGTCCT
TCCAGCAGCTCCAACAGCTGGCTAACCAACCAGCCCTTTGCGTTAGCAGCCGAAACCTCG
GAACAGCTGCCGGGAGGAGGCCGCCTCGCCGGGTGGGCACCGTCCCAACTTCTTCTACCA
CGAAAACGGCGTTTATATATCGTGAAGTCAACATAAACCGGACGACGGGAGGTCTGTAAG
AATGGAGTCCTCTTCGGGATTATGCGACAATGAATGCCTGGCAACTGTCAGATGTCAGGA
GCTGAGGTCT
>AV669077 ID   AV669077   standard; mRNA; EST; 590 BP.
AGTGCAATGAATGTGCAGCTCTGCTCTGTGCGCTGCAGTCTCTGTCACTCTGTATTCCAA
TGAAAAAACGCCATTGCTCCAGGTCTCGGTCCAGATCTCACTCTCCATCTTATAACCGGG
ACAAGAAATATCCAAAGGCCTACCAGAACAACCGGGAATTCCGGGGCTATCACCGTGGCT
TCCGAAGGCCCTACAATTTCAGGGGTCGAGGACGGGGCCAGTTCCCCCGGGGACGCTATC
AGCGTGGAGGTGGTGGCGGTTATAATAACAACAACAACAACTACTGGCCAAACTGGAAAA
ACTACAAACCGTATCCGCAGAAATACCAGCAGTGGCAACAGCAGCAGCCGCAGCAGTTTA
ACAACTACCCACAGGGACGATCGCACAACCAGCAGAATCGCTCAGGAAGCCCCCCTCAGG
GTCAATCTCACCGCACTGACAGATCCTTCTCCCCTTTATCCAGACACTCGCATCACTCTT
CCTCCTCGACTCACTCCTCCCCCCCAAAAGCCAGGCAAGCTACGGTGCTGGCTAGTCAGA
CCTCGGAAGACGTTAAAGATGGGGAACTGACCTCAAAGCAAGTTCAAAAG
>AV669080 ID   AV669080   standard; mRNA; EST; 553 BP.
ACGCAGCGCCGCGTCAGGAGCGCGCTCGCGTGCGTGCGGGAGGAGGGAGGCCGGTCCTGC
GGAGCCGCAGCGTCCAGCAGCTTCCTGCATCCGCCGACACTCCGCCGAGGCTCATCCCGA
TCATGTGCCTCCCTGCCGGGCAGTGCGCGGCTCAGCTGAAGGAAGTCGGCCTGGTTTCCT
TCCCCGCTGCGTTCACGGTCGCATCCGGAGCTCCGCTTCCCTCCTCCAGTCCTGCGTTGT
AGCTCCGCTCAGCGAGGCCTGGGAGCCCGGACGGTCACGGACGGAGGTGGCTTTGGTGGT
CAACCCGGAGGGCGGCAGTTCTCTGCGGCAGGTCGTGGAGGAGGCGCAGGAGCGGGAGGC



TGCCCCGATGGACGCGCCCGCGCCCACTCTGAGCCCCGCCGTCCCGCCTTACGTCAAGCT
GGGCCTGACGGTGGTCTACACCGTCTTCTACTCCCTCCTCTTCCTCTTCATCTACGTGCA
GCTCTGGCTGGTCCTGCGGTACCGACACAAGCGCATCAGCTACCAGACCGTCTTCCTGTT
CCTGTGCCTGCTG
>AV669096 ID   AV669096   standard; mRNA; EST; 497 BP.
ACTTCCTCTGCGACTCTCTGATAGAAAGCCACTCCAGGCGTGCACAAAGGCTGCTCTGTG
GAGGCGGTTTTGGCCCGTGATCAGGCGAGCAGCTGAGACGGCCCAGTGATAGAGCTGAAA
CCGTCATTATTGCACAAGAAAGAGCAGCCTTTGGACTTCAGAAATCCTATCTTGGTCTAT
GATAACAGTTTTGACCCTCAAGGCTGATGTTCATCTGCGTTTTCAAAGGGAGCAGCATCC
GACTAACCGTTTGTAATGAACTGTCAGTCTGTGGAAACGTGATGTCGTTTGTTCGTCCTC
AGGTTGGTGTCCACTGTACACGCCCTGATTGTGGGCTTCTTCTGCTTATACATCCTGTGG
TTTGATGACGCCGTCAACGCCAACCCAGTCTGGGGTGACCCCAATCTTGTCAAACTTAAC
GTAGCCATAACCTGTGGTTACCTCGTCTATGATCTTGTGTTGTTGGCGTGTAACTGGAAA
ACTATGGGGGACGGTTT
>AV669098 ID   AV669098   standard; mRNA; EST; 398 BP.
AGCAAACATGAAACTGGAACATGACTTTAAAAATTTCCATCACAAAGTAAAACAAGACAG
AAGATAAGACATAAGGTAACTAAAACTGAGGACTGAGAAGGATGAGAAGCTGACACAGCT
GTGTATAATTAGCAACTAAAACCTGATGTTATGTAGTTAGTGGGCAGAGCAGGGGGGAAA
ATCCAACCACTAAACATGACACGAACACAAAAAGACATACTTGAAACCAGCCAAAGACGC
AAGAACCCAAAAAACCAAACATAGAGGCACCCGACAGTAAAGATCTTTGGAAAAAGCATC
ATAAAATGCAGACAGACTTGTCCAAAAAGCACGAGACGGCCAAATTAAGATAACAAAATG
TGGTATGCTTGATTGTGTTCTTTATTGTTTTTTTTTTT
>AV669099 ID   AV669099   standard; mRNA; EST; 524 BP.
AAAAATGAAACACAACTGCAAAAACTAAAAAAATTAGGAAAAAAACTAAAGCAATGGATG
ATGTGAAGCTCCTTTTTGGTCAGATCCGGTGACCACTCACCGCAAAGGGCTGTGGACTCT
GGTGGTCCAGACTCGCTTTGACCTCATGAACTCTCGTGGAGGAATTCTCGTCATTTTGGA
TCTTTTCTTACGGATTTAGTAACGCTAGCCTGAAATCCAAAAGGCAAGAGAAGGACCCCT
GTTGGCACAGCTGCCTTAGTCATTGCCTGATTTCCTATGTGTGCATGGGTGGGAAAAGAA
ACATCCCAATGAAGAGGAAAATGCTCTGATGTTCTGACGGCCTGTGCAGATGTCTTTTGG
CACTGCCAGATGTCTGAAAGTAAGGAAAAAGACTTTTATTTGAGGATTTGCTTGTTTTAA
GTCAACATAAAAGTTTTAAGGGGGAGGTCAGTTTGCATACTGTAAATCATGTATATTTCT
CGGCAGAGAAGTTAGTTTGCCTTACACCTTTTTCTTAAACAGAC
>AV669103 ID   AV669103   standard; mRNA; EST; 468 BP.
AGAATCAGACATTAGATAAAACTGACACTAATGCACGAATACTTCTCTTCAACTTTAGGG
GGAAAAAATAATTAAAGGAGCAAAATTGTGAACAATTTTTGTGCTTTTATTTTGAAAGGT
CGACGGGCAGTTTGAGTATTTATTGGGAGAACGCAGCTAAAGTCGCACACTCGGTCCCGA
CCAACTATGGAAGCGATTTATTCCGTTTTAGGCTTGGAATGGCTCGACTGGACAAGTGCT
TTGCTTTTTCTGTTCGTCTTCCTGCTGTTGAGCGATGTTTTGACGAACAGGAAGCCCAAA
AACTTTCCTCCTGGCCCGCGTTCTCTGCCTTTCATAGGAGATCTGCACCGCATCAGGCCC
ACCATACTTCACCTGCAGTTTAAAGAGTTTGCAGCAAAATATGGAAATGTTTTTAGCCTT
AATATTTTTGGTGGAAAAACTGTGGTCCTAAATGGAACTAAGCTACTG
>AV669106 ID   AV669106   standard; mRNA; EST; 673 BP.
TTTTTGCTCTGGGTCCATTTGGTGACAAATAAGTGGTCTTATTTAATAAACTAAATTAAT
TAATGTGAGAAAAACGAGGAATCGTTCAAGGAATAATAAGTTGTGCAGAAAGTGACTATC
ATTTTAACAAATTTATAGTAACTGTGTCTCTATGCAGTACAGCCTTAAACAGATGACCTA
CAGTATTGATGTTGTAAATAGTATTAAGTACATCCTGTGTGGGTACCGACTGGGCTCTGT
TGTGCTCAAAAATCCGTCGCCAGTTTCCTTCAAGACTGACCCAAAATGGACAGAAATGAT
GAGCCAGTTGACTGACGAGACTTTGACGCTCATCGTCAGTTCCAAAGAATGTTAAAATAC
GGTTCCTGGAGCCCCCTTGCAGTATGCTTGACCAAAAATAAAATCTCCCAGCTGAGTGTT
AGAATCTTTGCCTGCAGCTAGTATGGTGCAGTGCTAGCTGAGAAGGGTGAGCATGTTGGG
GTAGTTCTCCAAGGAGTTAGCCAAAAATACCCTCAACCTAACATTAGTGTATGTAACCTT
GCTGTGTTAGATGACTTTCAGTGGGTTTGCAGTCTGTTGTGGGAAAGATGAGATGTGGGC
CATCTCTGTACTGTGGTAAGGCAGCTGTCTTTGACGTTAAAGGCCCCAGGTAATGTCTGT
CCTTTCTATCTCT
>AV669111 ID   AV669111   standard; mRNA; EST; 290 BP.
AGANACCAAAGTGAAGGATGCACCGACGGGAAAACGACCGTCCGATGACACGCCTGCTCG
GGATGGTTTGGAATTCAAGGGTGAGAGAGCACCTTGGAAGAGAAGCACACCTTCAGCTTT
GAAAGAGGATATAAGCGAGGCATCCGTGAACCAAACGGGCAAAAAGCACAGCGTTGAGTT
CCTGGACGCAGCGCCGCGGCCGCTGGACGAGGTCCACCTGGGCGAGATGGACAAGGCGGG
CGGTGCTCACCTTTGATCAGAGAGGAGATCATTCACAAAGGAGATGGGAG
>AV669112 ID   AV669112   standard; mRNA; EST; 260 BP.
GAAGTTTCGGTCAAGCTNGCACGGCCTTTCCTTCTTCACCCTNGCTGNTTCCTCATCCTC
CTCTTCCACCCAGGGCTGCACGAAGAAGGGTCGGGCATCGAATGGCTTGGCCCCAAACTG
AACTTTCTTATATACNGGTTGGGGATCACGGGTCCTCCTCCTGATTTCGTCCATCGTGCT



CGCCGCCGATAACGCCGGCTCCAGTCTGGAAGAGCGTTGCTGGTGGTGTTTGGGATTCCT
GGCGACCCTGATCTTTTGTG
>AV669113 ID   AV669113   standard; mRNA; EST; 300 BP.
CAAACCCAAAGCCTTTTCCTGAAACGGCCTGACAGGGAAAACCGGGTGATGGGTGAAGCT
TGAAGTGGGGGAAATGGGAGTACAAAGGCTACCTGGGTGTCTGTGGACGGATACATGAAC
ATGCAGCTGGCAAACACGGAGGAGTATGTGGACGGAGCGTTGGCGGGTCATCTGGGTGAA
GTGCTCGTCAGGTGCAACAACCGTTTTGTACATCAGAAGGTGTAGAAGAAGAGGAAGAAG
ATGGAGAAATGAGAGAATGATGATGAAGAAGGGAGTCAGCTTTGTGGTGATTGAACCCTT
>AV669115 ID   AV669115   standard; mRNA; EST; 351 BP.
TTTCTGCTTTCATACATCTTTGGAGTGGTTCAGGGAGTTTCTGGGCTGGCTCTTTCATGG
TCCACCTGGACCTTCATCACCTCTGGAGTTAACCTGATTGAAAAACAGAAAGCAAAGTTC
CCTAAATTAAATCAAATCAGGCCAACTCAGTTCTACCAGAGTGCTGTAACAACAGCCCTA
CAGAGTCCAAATGGACACTTGGNCTTGTTCCTCCGCTTCCTNCCTGGGGCCTTTCACTGC
AGACCAATCAGAGTCTCCTACGAGGTTTGCTGACACAGACAGGGAAGTAGCTCCCAAACC
AATCAGGAAACAGCTAAGNTTCATTAAGGAGAAGAATCAGTGAGAAATCTG
>AV669119 ID   AV669119   standard; mRNA; EST; 270 BP.
GGTTTCTGAGCTTTGACTGGGCAACACACAAAAAAAATCTGACTGGGAAGAAAAAAAAGC
ATCGGATGGATGTCAATGATCTTTCTAAGCAGTTTGTATCACAATGGAATAAGAACTTTC
AACGGCATCCAAGGGTGGAAATAGATTTTTTTTTTTCTCCTGCGTCAATTCTGTCACTGC
TGTAAGTTGGGGTTTGTTNACTGACANCAATTTGAAGATTGTCTCTGGGATGTTGCGAGT
AGGGCATTTGATGATTTCTGTATGTGTGNG
>AV669120 ID   AV669120   standard; mRNA; EST; 230 BP.
CAAGGCGGTGGGGGGGACATGGGTGATGGGCCACAGTGGAAGAAAGGGGCAAGCCCAGAG
CTCAGGAAAAAAGTGCATCCAAGCGGTGGTCATACGACAAAGGAAGTCGTATCGGCGAAA
AGACGGGCGTGTTCCCTGTACTTTTGAGGACAACGCCCGGCGGTCATTCGTGAACAACAA
AGGGAGAAATGGAAAGGTTTCTGCCATCACAGGGTCCAGTTGCTAAAAGA
>AV669125 ID   AV669125   standard; mRNA; EST; 580 BP.
ATCCTAAAGAATTTCATTTTCTACCAGGACCTTAAAGAAAATCCATTTACATTTTAATAC
TGTATTAAAGTACAAAATACAAGAAATCTATAAAGATCTTTAATTGAAATATTTCATAAA
AATCACTGTAACATGCAGGGCTCTTTATTTACTATCTTCAAACGATCCATGTGGGATCCT
CCTTCCACATGTTGATCGTGTCTTTCTTCTCTGACCTGTTCTATGGATGTTCTATTTAGA
GGAAACTGTAGTTTTCCAAACTGCTCCCTGCTGGGAGATTGTCTAAAGTAAATTACCAGC
ATTATCCTCATCAGTCTTGAATGTGCCTCCATCCTCTCCGCCCAGTCTTGTTCCGGCTGA
AGCTAAATGGCTGCAGTCGCTCATGTGGAGCTGCGACTTTCATTCAGCAAAACTCACTCA
TTTACTATCACAGAAGAGACGACCAAACACCAAATGCATCCGAAAAATTGCTCTGTTCCC
GCTGGNAAAACTTTCTGCTCTCGTTTTTTGGCAGNGATTTACAAACATTACACAGCTCCT
CTAATGGCTGCACGGTCCTCACACTGACTGACTGACTGAC
>AV669126 ID   AV669126   standard; mRNA; EST; 140 BP.
GAAACCCTGGAACTTTGGACCNATNGACTTTTAAGCCCTTTTTTNGATCAAATTTATGNA
GCCCCCACATTTATTTAGGGAGGTGNCCTCTTATTGGGACCTCGCCCTTAACCACTACCC
ATGGAGTTTCTTCTTTTTTC
>AV669127 ID   AV669127   standard; mRNA; EST; 200 BP.
AATAAGAGGTTTCTCCTTTTAATGCCTGGTTCATGGTTTGGGATGNCATGGTGATCCTTT
TTCTCGGTATGCAATCAGATAAACCATCGCTGTCATTCTGGTACAAAAAAAGGNCTAGGA
AATTCTTAAAAGTTTATAAGAATGTAATCAAGATAATATTATAAAACAAGTAAAATCTTT
TCTGTTCACATCATTTTGGT
>AV669134 ID   AV669134   standard; mRNA; EST; 210 BP.
CCCGGGTCCCCCCCTTACCCAGGGTGGTAAAACTTTTTAGGCCCTGGTTGGTTTTTTCCG
TGGAAACTTCTGGAAAGAAAAAATGGGNGGGGGACAAACCGGGCGGTTAAACGGTAGNTT
TCTTCGGTTTATGGGCTTAACGGGAAGTCCTGGATTTTTTCTATTGGCTCTTTCGGTGGT
TTGGTTAAAAAGAACAAGGTTATTGCCGAC
>AV669137 ID   AV669137   standard; mRNA; EST; 244 BP.
GGCAAGAGCAGGCCCGAGCCGNCTTATGACCGATATGGCGGCTTGCCATGAAGGCCTTGT
GACCGGAGCCAGGGGCTTTGGGAGCCTCAGCAACGAGGGAGCGCAACCTTCTTGTCTGTT
GCCTACAAGAAATGGTGGGTGGGGTGCACCGCCCGCTCATCCTTGGCGGTGTCATCTCCA
GCATTTGAGCAGAAGACAGGAAGGAAACGAGAAAAAACCGGCAGATGGCCAGTGATTACC
GTGT
>AV669143 ID   AV669143   standard; mRNA; EST; 270 BP.
TCCTATGAGGAGTTTCAAGGTGCTTGTGAGGCGCGTGGGACAGAATGGAGCATTCGATCG
GCAGCATCGTGTCCAAGATCGACGCTGTGATTGTGAAGCTGGAGGGCATGGAGAGAGCCA
AGCTGAAAAGACCGAGACGTGCTGGTCCGGCTGCTGGATGGCGTCATGGAGGACGAGCCG
TTTGGGCCGGGACGCAGACACCCACAGAGAGCAGATGGAGAGGCTGGTGAAGGAGGAGCT
GGAGCGCTGGGAGACGGACGACCGTGGCCT
>AV669145 ID   AV669145   standard; mRNA; EST; 520 BP.



GGTGGATAACAGTCAGACTGAGTTTTTGTCCTTTGATGACCTAAAGGAGAAAGAAAGCCC
ATCGGATTACTCTGTTCCATCTATGTATGGCCAAAGGGCAGCAGGATGTCCTTCAGACAA
AGATCCTGAGGGATATTGTGACTTCACAGAAGCTTTTAACAGGAGAGCAGTGGATGTAAA
GTTTGCCCCTGAGCTGGATGAGCCACAGTTAGTTGAAGAAATGTGCATTTTAAAGGCTGA
GGAGGAGACGGCATGTGGTCTGAATCGGTCAAACCCAACTAAAATACTACAAAACTTATC
TAAGTTTCCATGCAATCAAAGTAGTGATCTATTTCCTATTGTATCATCTGAAAACAAATA
TATCGATCCTCAAAACAGCGTTTATCCCAATGGAAACAGCTTTGCATTCACTTCGGAGGG
CGGCAGGATATTCTTACCTCATTTTCATACAGCCAAAAAATGTGCAGGAGCCGACTGAAG
GGAAAGTTGCTGGCATGTTCTTTTGATTCACCCAAAGAGT
>AV669147 ID   AV669147   standard; mRNA; EST; 415 BP.
GGCGGCGGCGGATCCCGTCGACCGANCGGCCGCGGACCGTTTTTTTTTTAACCATTAGGG
GCAGCAGGGAGTTGGATCTACTACACGCNTTGCCCCGGGGTTTTTCTTTGCACAGCGGAA
AGNGACTATATTTAATAAATAATTAAAATTTAATGGATGAATGGAATTTTATCCAAAAAA
TAAACATTTTGACCCAATTTTTGGNGAAATATAAAATTTTACTGAAAAAGAGCACCAACC
CGACAAAAGAAAATAGATGAAAATATGTTGTTAAATAAAGAATTTTGCTAAAGACTGANA
ACCACCTAGTGGCCATTGGTGGTATTCCATGTGAAGCACCTTTTATTTTCATAAACAGTA
ATTGAATCCGGAAAGACTGGTTTATGGGTTAGTTCTTTATTTAATAATAAACGTA
>AV669149 ID   AV669149   standard; mRNA; EST; 660 BP.
ATCTTTTTCGATGAAGTTAACTAGATTCCAGCAGGAACTGTCCTCGACTGTCGACGGTGT
TCAGGTAACCAATTACGGACATTATTTATTCTCAGCCTTATTTTCGCTGCTGACTCGGTA
GCAGTAGCNTTTTAGCACGTGGTGACGCTGATGGGGTGATAGCACGGCGACCACCAAGCG
ATCAATAAATAACCATGCTTAGCTTTAAGTATCTTTAGTTATACTGTCGTAAAAGCTTTA
GCATTCGTTACAGAAGTGAACAAAGTAATGTGTTATTATGCGTTATTATCTTACGCGTTA
TCGTTGGTTACATCCTCCATCGTTGGCACATATTTACGTAACCACAAACAGTGATTATAC
AGTAAACTAAACAGCAACACAGTTATGGGGAATACTAGCAGCGAGAGGGCTGCTATGGGC
CATGGTGAGAAGTCTCAGCGGAGGGACAGCCGAGGAATAAAAGAGGGAGAAAGACCTAAA
ATCCTAATGGACAGCCCAGAAGATGCAGATATTTTTTCATGGGGGAAGATATCAAAGCTC
ATTCGGAAAAAGACGAGTTCCTTGCCTGGCAGCAAGACCTAGAAGCAGAGGACAAGGACC
CAAATCTAGATCGGNCCACGGTCTTTCGCTGGACTGGAGATGGAAAGGAAGGTCTTTGTG
>AV669153 ID   AV669153   standard; mRNA; EST; 439 BP.
GCCGGATTTGCTGGACCACCTGGTAGTGATGGACAACCTGGTGCCAAAGGAGAAGCTGGT
GAGAATGGCGCCAAGGGGAGATGCTGGTCCCCCAGGCCCTGCTGGACCAACTGGTGCTCC
TGGACCTCAGGGTCCCGTTGGAAACACTGGAGCTAAAGGAGCACGTGGTCCCGCTGGTCC
ACCTGGTGCAACTGGTTTCCCTGGAGGTGCTGGCAGAGTTGGACCCCCTGGCCCCGCTGG
CAATCCCGGACCACCTGGACCCACTGGCCAAGCTGGCAAGGAAGGACCTAAAGGAAACCG
TGGTGAGACAGGACCTGCAGGTCGCCCTGGTGAAAGTTGGGTGCTGCTGGACCTCCAGGA
CCATCTGGAGAGAAGGGTAGCCCTGGTGCTGATGGTGCCCCTGGATCTGCTGGTCTGCCT
GGACCTTAAGGTATTGCTG
>AV669161 ID   AV669161   standard; mRNA; EST; 290 BP.
TTTTGCGGTGGTGAAATACTTGGCAGAAATAACCCAGAAAGTAACATCCAGCAGGCTTTT
GGGTTTCAACANCCAGCATCCCGTTTGGGGAAGTTGCATCCCATGGCCATGTTTTGAGCT
GGCTGGGAAACGAAAGANCCGTGAAATCTGTGAGCACTTTCGTCCACGCGCCCAACGATG
TGAAGGGTCGAGTTTGTTGATGACCCCAACCTCAAATCTGACACCATCGGTCGTGTCCTG
GAAGCCGAGCTCCTATGGGATCGCCTTCCTGCGAGGCTTTCAGGTGACTC
>AV669165 ID   AV669165   standard; mRNA; EST; 290 BP.
CTGTACGTGTGGTGCATGATGTTTCGTGGACAGACGATACACTGGGTACTTCGCAGACCT
GTCTGACGTAAGCATGCGTGCACTGGTGAATGTTCTGGCTGGCACCCCCCACCCCCCCTT
CCTATTGGTGGGGTTGGTGGGTGCATCATGTGGGGCTGCTACCAATGTTGTCGACCGAAG
GGGGGGGCGCTCTCGCCAGTTTCAGTGTATGACTTGAGTGTTTGTTTGTTTTTTGTTTTT
TTTTGGTGCAGCTACTAAATGTGCAATGTGTTATGTAGCCTGTTTTTTTT
>AV669181 ID   AV669181   standard; mRNA; EST; 260 BP.
GAGGAAGTTGAGGAACATCCGCTACACCTTCAACACTCTCCTGGTGGTTTTCATCTGGAG
AGTGTTCATTGCTCGCTCCCAGATGGCCAGGAACATCTGGTACTTCGTGGTCAGCCTCTG
TTTCAAGTTCCTCTCCTACTTCCGTGCATCGAGCACCTTAACCAACTGAGTCTCCCCAAG
CCAGAGACGGCAGCTCTTGCCTTTACCCGTCATCCTAAACTGAGCGCGCTCCGTGTGGAG
GCTCTCTGGCGGAGCGCGCT
>AV669187 ID   AV669187   standard; mRNA; EST; 328 BP.
TGCATACTNTNGGCGCAAACATATCACAAACCCCGGATTCTTTTCGTGTTTAGTCTGTCT
TTGTGTCTGTTGGTGACACACAGAAAAAAAGCATGATGGATATTTTGTGCAGACTGAGGC
GCGGGGGGAGACTGAATAAATGTGCTTTCTTTAAAGGCATAATGAAGGAGCAATGCTCCC
CCTCCTCTTTTAGCCTTTTAAGACATGGCTCTGACGCAGACACAAACCTCGAAGAGTTCC
TCTTTAGCTGTCGCCGGCAGTCACGAGGCGTTGATGAGCAACAGCAGCTGATGTTGAGGA
GGATCGAGGGGATCTGTGCAAGGCCAGG
>AV669188 ID   AV669188   standard; mRNA; EST; 260 BP.



GCNTGAGGGAGTCGTACCCACTGCTGGACATGGTGGATCACAACAGGAGACCCAAACTTC
CGACCAACCCTGTAATCAATCTTCCTAAAGTTGAAGCTGTTGTTTTGTTTGGGGAGCCTA
TTCGATGGGAAACCAACCTGCAGCTGATCATTGACGTTTTGCTGACTAATGGTAACCCCA
GTGGCATACACCAATCCCAAGTGATGCCCCACCTCCCTCTCCTGGCCTGTAACATGGACC
TCATGTGGATGGCTGAAGCT
>AV669190 ID   AV669190   standard; mRNA; EST; 418 BP.
AGGACCCGTCTACTGATTCACGGGAAACACGGAACTTTGTTCTTGCAGGTGACATGGAAG
CGGGACGTTGGCACACCGACAGGTGAAGTCGTGTCGTCTGCTTCGGTTCTGGAGTCACAG
ACGTTTTGACAAAAAGGGATTTGTTCAACGGCGGAATTTAAAAACAGACTTCCGGTCTGG
TCAGGCGTACTCCCCTTCTCTTTGGTGAGCGAGTCCATGTTCTTGCCGTGTGACTCGTCC
GTGCCGTCCAAACCGGACCGGTCTGAGCCAAGTGCGGCTAATGCAGGTCCATATTTGGTG
GAGCCTTCCCGATGATGCTTCCACGCTGGACATGATCACCAAGCAGGAGGGAGGGTTTTG
CTCCTCCTTCATCATCATGCATCATATCAGACCTCTCTCCTCTCAGAGGTTTGAGTCT
>AV669193 ID   AV669193   standard; mRNA; EST; 410 BP.
ACCCTTACAGTTTTGTAGTACAGAAAATTGACCTAAAACCAAAGTCATCTGCTTTTTTTA
GATGTCTGTTATTGCAAGCAGTGACCTGATCCTAGCCAAGAAAATATGGAACTAAATTGT
GTTTTAGAGGGGGGTCACCACAGAAATGCTGAATGGTGCTTTAGAATGTGATTATTTATA
AGATTCACAAAGGTAATAATAACATTGCTCTCAGTGCAAGTTATATTTAAATTATGCCGA
CTGTGAATAGGAGTCTGCACACCAAAAGAACATTTCAGCTTTTTTGCTTAAACTGCTATC
TGCCTTGTATTTGAAAGGCCTCTACAAATCTTCACAGATGTGAGCAGGTAGATGGGAAAG
ATGGTGACAGGTCTGAGCAATCAGGCAGTCAAACACAGCTGCAGTGATAA
>AV669198 ID   AV669198   standard; mRNA; EST; 400 BP.
NTTTTACTCTTATTATATATACATTTTTTTCCTTCAACATTGTCAATTAACGTATAAATT
TAAAAATATTTCTTTGTTTTTGTAATTGTCTTATTTTATTTAAAAGAATGTGTCTGTTTC
CTCCTCAAGGTGGCTTTGAAATGTTTAAGTTGATTTTGTCAAAATATCTGATTTTATTTA
CTTTCGTCTACAACGTAGGCAGCAAACAAAATTTATTGATTTTGATATAAAAAAAAGTAT
AAAACCTTTTTTAAAATGGAGACTGATCCAAAATTAGGTAGGTCTTTGAAAGACTACTTA
ACATGAAGTGTGCATTTTTCCATAGATATTTCAAAACAGAGGAAACTTTAACTTACAAAA
ATTACCTCATTGTTGTATTTCCTCCAATCAGACTAAGTCC
>AV669200 ID   AV669200   standard; mRNA; EST; 430 BP.
AACCAGTCCTCAAACTACGACCAGTCTCGTGAGCAGTCGGACGATGAGCAATCAGAGGAC
TCTGTGAAGTTCAAACGGCTTCACAAATTGGTTAATTCGACACGTCGAGTTAGGAAAAAA
CTCATCAAGGTGGAGGAGGGCAAGAAACATGCCCCTGAAGATTTTCTGAATCTGGAGTTG
CCCCTAACCTGCGACGACAGCACCGCTCTGTACACGGGGGTGCTGAAGAAGCCCATCTTG
CACCAGGAGGCTTNTCTCCCGTCGATCGCTCACGATCAGCTCTCCCTGGATGGAGACGCA
NACAGCTTGACCACCTNCCCTTCCTNCAGCANCTTGGACACCTGGTCTGGGCACAANCTG
GTCAAAACATTCAGCAAGTCTTCCAGCACCCACNGTNTCATCCGGCCCCCCAGGAGGACC
NCTGCTGGCT
>AV669202 ID   AV669202   standard; mRNA; EST; 169 BP.
CTGTCGATCATAACTTTGGTGATCACTTTAAACCCAGTGTGGTGTGTGCGCTTCTCCCAG
GAGCCTGCTGACCAGTCGGTGGTGCTGGGCGAGAGGGTGGTGTTGTCCTGCGTGGTGTTC
AACTACACTGGCATAGTCCAATGGACCAAAGACGGCCTGGCCCTCGGCA
>AV669204 ID   AV669204   standard; mRNA; EST; 370 BP.
AGNGGTTAATGTTGTTATTAATTAGCTGTAATAGATTCCTTTAAGACATGTACACTTTCT
TTCAACTGTAAGCCTGTGCTGTTAGGCTTAACACAGCTTTCACATTTGACTCTCAAAGAA
ACCATAACCTCAGCTCCGTGTACATAAATCTGCGATTTATACATTCATTTTACTGACTTT
TGTCAGAATTTTGATGGTCATTTTCCCTATCCCCTTGTTCATTCTTCTCTTTAAGTGCAT
CCCGGGTTTATTTTATGGGTATTTTTATTGACATGTTAGTACAGTGCAAATTTTTTTCTC
CCCTAAGAAAAGATTTCAGTTTAACATAAGCATTTACCGTAGGTTAGTTTGAAGAACATC
TTGTAAAGGG
>AV669205 ID   AV669205   standard; mRNA; EST; 376 BP.
GCAGCCGATCTCCGAACCAACATGTTCTGCAGACGCGCNGTGGCAGAGGCTCGCGCCGCT
GGCAGGAAGGGTTTTCAACCCGGCATCCATGAACGCACCCCCCGTGCGGCGCATGGCCTT
CGGCGTCCCCGGAGGCTCCACCAATGTGGCGTACTTTGTTCTGTGTGGCGGAGGCCTCAC
TGCTGCAGTCGTCTATGCCTACAAAACCGTCAATGATGACAGTGAGCGCTACGAGGAAAG
ACTCGCCAACATGAGCTCCAAGACGGCGCTTTCATCTGAGGCAGTGCCAGAGGAGTCCGC
TCCTGCAGCAGAACCCGCCTCGGANGAGTCCGCTCCTGCAGCAGAACCCGCCTCGGANGA
GTCAGCTCCTGCAGCA
>AV669209 ID   AV669209   standard; mRNA; EST; 420 BP.
TCAGTTTCTGTTTAAATGTATAGGAAAACTAACTGAATAAAAAAATTAACCTTTTCCCAA
ATACTAAAGACTTTTGCAAAAAAAGAAATACATTTGCAGAATTTTATTTTATTGCTTAAA
TGTACTTTTTTGTGGAAAATGTAGCTTATGAAGCCATGAATATATATTTTTTTCTATTTT
ACTCGGCATGTTGCACTAAAATAACTGTGATAATATACATTATATTCTTTTATTTCAGTT
TGAGTACACATAATTTTATTTCATACAGAGCTGAATTTATAAGTGTCTTAAATTATAACA



TTACGAATGCCCTGTTTTTCATTGTTTTTGTATTTGCCCACTTACAAAAACTTTCTGAAT
GATAAAACTTAATGTTTAGTGATTGAAAGCAGTGTGTTTGGACAGAATGCACAAAAATGA
>AV669210 ID   AV669210   standard; mRNA; EST; 430 BP.
TCGTAAATGGGAAAAGAGCGGATCCGGAGCGTCACGGCTTCCGGCGTTCTGCCCCTCAGC
GGAAGCTGCTGGCGGAGACCGTAGAGAGCCGAAAGTTTGCAACATCTTCCTGCAACATCT
GGCCTCCGACCGGGACCGGCCAGAGCGGCAGAGCGGATCCCGGTTCTGCAGACACCGATC
CTAACGGCTGCAATGGTGAACAGCAGAGTGGAGGCGCCAACGGTGACGGTGATGGGTGGC
GGGGGCGCCGCGGGAAGGTCGTGTGGCGGATGCGGGGGGCGGATCCTGGAAGCGGTTCCT
GCTCTTCTCCATGGAGCGGTACTGGCACACACGCTGCCTGAAGTGTTCCTGCTGCCACGC
CCCGCTGGGCGAGTTCAGCAGCACCTGCTACAGTAAAGGTGGAATGATCCTCTGCAAGAA
CGACTACATC
>AV669217 ID   AV669217   standard; mRNA; EST; 270 BP.
TCACAAAAGTATTGGAGAAAAAGAAGAGCATGCAGACCTCTGGATCGGTTACTGCGCCTT
TCACTTGGGGGATTACAAGAGAGCCATGGAGGAGTACAGAGCTCTCACTCTGAAACCGGA
CTGCCCCGCTGAAGTCTGGGTCTACTTGGCCTGCGCCTTGTTTTTCCTCGGCCTCTATAA
AGACGCGGAGGACGCCGCATCCAAAGCCCCCAAGTCGCCGCTCCAAAACCGGCTGCTGTT
CCACTTGGCTCACAAGTTTAACGATGAAAA
>AV669226 ID   AV669226   standard; mRNA; EST; 270 BP.
TTGCTCGTAGCTGCACTGTCTGTCTACGTAGTATCAGCATTAACGTCAGCTTCACTTTGT
TTAGAAATACAGGTTTTGCTCTTGAATTTGCTTCGTAGACAGTTAGCTAATACTGGCTAA
TCTGTATGACGTTTCTTTGAAATTGAACAGTCTCGCGGTCCCTTATTGTGACATTCTGTA
GGTCTACTCCTGGCGGTTGTGTGGTAGGAACATGGAAGACGCANCGGAACGTTTTATGGA
GCANGACGAATTTGACAGTANCGAGATTAC
>AV669227 ID   AV669227   standard; mRNA; EST; 470 BP.
CCATGGAGCAGCACGGCCAGCAGCTCATCAGCCAGCTGCTGCACTCCTGCTGCTTCTGTC
TGCCGCCGTACACGCTGCCCGACGTGGCCGAGGTGCTGTGGGAGGTCATGGTGTTCGACC
GGCCGACCTTCTGCCGCTGGTTAGAGAACGCCCTGAAGGCGTTACCCAAGGAGACGTCAG
GCGGCGCTGTGACCGTCACCCACAAACAGCTGACAGACTTCCACAGACAGGTGACCAGTG
CTGAAGAGTGTAAGCAGGTGTGCTGGGCCGTCAGAGAGTTCACCAGACTGTTCCGATAGC
TGCGACCTTCACACAACTCCAGCTTCAGTCTTTAGTTGACCAGCGTTCAGAGGTGACGAC
AAAAGCTGCCACGGCAGACGAGGATCCACAGCGATGAAGACGATGAAGACGGAGCGACTT
TGAATGTGGAACTGAACGAAGCTCTGAGAAACCGGCACGCCGAACACTGA
>AV669242 ID   AV669242   standard; mRNA; EST; 355 BP.
AAAGATCATGAAAATGGATCGTACCATTGTCACTGCCTGTGGTAAGTGTATCGTGAAATA
TTTTAAGTGTCGGTATGTCAGCCGTATGTCATAAGTGTGTGTAACTTTCTGGTATCTTTA
CAAATACTTCACGATACACTGACCATGTGCAGGAAAATGGTACATTCCATTTTCATTACT
TTCTTGAGGTGGCTGTACGAGCATTAGGGGAACAGCAAGACACAGCCGCACTCCTCTAAC
GATGCAACCATTCCTCTCTACAACCCTCTACAGACCTGGTCAACCCAAAACCAGCATCTG
TACGGTCGTTGACCCATACGGGCGTACCTGACTGAGGCCATAGATATTTCCAGGT
>AV669248 ID   AV669248   standard; mRNA; EST; 370 BP.
ATCCGGTCCGCGGGGTTCGGACTCCGCGTTTCCGGTGTCGGACCAACGGGTCGATGGGGT
TCCCGCGTGACAACAAAGGTCACCGCCGGTCAGTCCTGATCGATACGTGAGAAATCCGGG
AGGATCCCAAAGGCATCACTGCGGGTTCTTCCCAAAGGAATTCTGGGATTCAAGCGCGCG
CCGCGGCCATGTCTCTGGCGGAACACACGTCGGACTCGGCGCCGCTCTTCTCCTCTGACA
GCGAGGCAGACGGTCTGGAGGAGCATTCAAGGCCGACCAATGAGCAGGAGGCGCCGGCCA
GCGGCGTGTCGGCGCTGCGAGCTCTGCTCACCGTCTTGGTCCTCTGCTACATCAACCTGC
TGAACTACAT
>AV669259 ID   AV669259   standard; mRNA; EST; 280 BP.
GCACCTTGATTCCGGAACCGCCTCGTTCTGCCGCCAAATGAAATAACAACAGGCTGACGT
CACCACGGAGACCGGCGCGAGGCAGAGACAAACAACAACAAACCGGCACACAAAGAGGTC
CTTCCCCGGCGCCAACATTTTCCCCCCGTACTCCTTAGTGATGAGTCATGTGGCCGTCGA
AAACGCCCACGCGCTGGAGCAGCAGCTCGCCGTTCTGGACCTGAGCGCCCCGGATGGACA
AGGTGGAGGTACTAACAGACGATATATTCCTCCACATTCT
>AV669268 ID   AV669268   standard; mRNA; EST; 500 BP.
TCCGTCGGGCTCCGTGAACGTCTTCAACCGGGAGATGAAGAGGCGGCAGAAGGACTGGGC
CGCCTCCCTGCAGGATGGACAGCAGTACGACTACCTGAGGGACGAGGTTGGCAGCCGAGT
TGCNGGATCGGGTTTATGACATTGCAAGGACGTTTCCTCTGGCGTTAGACATCGGAGCAG
GAAAGAGTCACATCGCCCAGCATCTGACTGAGGAGGTGGTGGAGCNGTCTCCTCCTGACC
GACGTCTCCCAGCAGGCTCTGGGGCAAAGGCGGCAGACCCCGATGGCGACGCGGTGCGTT
CTGGCTGACGAGGAGTTCCTGCCGTTTCAGGAGAACAGCTTTGACCTGGTGGTGAGCAGC
CTGAGTCTGCATTGGATCAACGACCTGCCTGGGGCTCTCAAACAGATCCACCAGGTGCTG
AAGCCGGACGGCGTTTTCATCGGGGCCATGGTGGGCGGGGAGACGCTGTACGAGCTGCGC
TGTTCGCTGCAGCTGGCCGA
>AV669279 ID   AV669279   standard; mRNA; EST; 400 BP.



CGGATCCCGGAGAGCTGCCTGCCTCCGAGGTCCCTAAGATGAGGATGGACAGTCCTCACG
GAAGCAGCTGTAGTAACAGTAACTGGCCGTNCATTTAANNCCGGACAGCAGTGTCAGAAA
GGGAGGATGTGAGGAGACGCAGAGGCCTCAGACCGCTGCGAAACCACAGATGACAGTGGT
TCCTTTGAATTTTCCTCTTAAAAGCCCCCGAGTCGGCACCGTTTCCCCCCTAATGTCATC
TCCAGCTGCTGGAGCAGCAAAGGAACTGATCCTCCCTTCAAGCCCAGTGCATAAAGGAAA
CCCTTTCTGGGCTGTAGTCCCCCCTCTGCCTCCTTCGCCCGCCANCAGGCCCGGTTCCTG
CTCCTTCCCCAGTGACAATAGTGGTGGAGGGGACTCTTTG
>AV669281 ID   AV669281   standard; mRNA; EST; 420 BP.
ATCCGGATCCGCGGCCGCCGATTCGGCAGCGGCGGATCCAACTTCCCCCGACAGTCAGGC
CAGCGACCTCATGGAGGATCTCTCAGTCGGGCCTCCAAGCAGCCAAACGGAGAAGAGTGC
AGCCAGCTCATTCCCCGAAGAATTTGTGGACCTGACCAACAACCTAGACGCAGAAAGTAG
AGTCGCAGCAGAAATCTCTTCCCCTGAGCCGTCGGATGAGTTTTTTGACATACTGGGAAG
TGAAACGCAAAAGGTGGAAGTCGAGGCTTCTGTCAAAGCCGATTCAGGTGAGGCGTCCAG
TGGCGGTCCGGATCTACCAGGTGAAAAAACGGGTTCCTCCTCCGCTGCTCCGATTATCAA
CCTCGACAACGATGTACAGCCGCCACGCGTCGGGGGGAAAGTAATCGACCCTTTAGCTCA
>AV669304 ID   AV669304   standard; mRNA; EST; 500 BP.
TCCCATTTAGAGAAATTTACTTAGCAATAACCGAAAAAAGAGTTGTTGTCTAACTAACGA
AATTTGAGCTGTTAACTTTGTTCGGGAACCTTTCCCCGACGTCTCTAATTTCTGCCCGGA
CTGCTGGCGGACTGGGGCCGTAAATAAACGGTCCTAGCAGCTCTGGCGGTCTGACAACAA
GCGGCGGCGAAACGATGAAGATAGAGGCTCTTCCATGAAACAGAGCAGCGGTTTCAGGTG
GGGCAAAGTGGTGGGGTCTGTGTGGGTCGGTGTCGCGGCGTGAGGACGTCCATGGAGCCG
TATCGGCGGGCAGGAGTCAGCGGGCTGCTGTGCTCCCTTCCGCTGCTGTGCGTCCTGCTG
GACATGCAGCTGGACGGCGTGTTCGGGGCGACCCGGGCGGAGATCGAGGAGCACCTGGAG
ATGGGCCGCAAGCTTCTGGCGGCGGGTCAGCTGGCTGAGGCTCTGTCNCACTACCACTCT
GCTGTGGAGGGAGACTCTAA
>AV669311 ID   AV669311   standard; mRNA; EST; 580 BP.
TTGACAACTGACCCAGCAGAGGGGAGAAGGTGGGACACAGCAGCAGAGGAAGAAGACGGG
TGTGGATGATGATGGTCCTGTGGATTTCATTCCTGACTCTTCTCTGCTGTTGCTTTACTG
AAGCAGAAAACACAGAGCTGGACAGGATTGAGAGGTGTCAAACAAAATGTTCTCAGGGGC
TCAGCTGCAGGACAAAAGCAGATTATTGGTTTCCTCCAGCATGCTTGGAACACCTGGATC
ACCTGAACACTTCCGTCTTCCACAACGTCAGTGTTTCGCCGGTGATGACATGCGCGGGGA
AGCAGAAGTGCAAGCTGAACCTTCGGGTCAAAGCAGTGTTAGAGCTATCGGAATTCATTC
ATGGTTTGTCCATTTGCACCGTCAGTGCGGGGATGATGAGAAACTGCCAGAAGATCGTCT
TCACGAAGACATCAAGAACAAAACTGTCTGGACTGCTGGTGAGAGTTGACAATGATTGCA
CTGAGATCTCTCCAAGCCAACAAGTGCAAGTAACGATAAAAACCATACCTGACTACTGTG
GCACACAGTGGACCAGCAACTATCACCCTTTAGGATGCAT
>AV669317 ID   AV669317   standard; mRNA; EST; 491 BP.
TTTAATCCTGTGGACCATAACCTTCTGCATAATCTGTACAGCTGCAGTCACAGGAACACC
AAACTGCTTGGAGATTCTCTCAGACTCACTAATCCCAACTTGAAGACACCTGTGATGCAG
ACTCACTTCGAGTCTAACATGTCTTAAAGCTCACGATTCTCTTCCAGAGGTGCCATCATT
TTTGTCCAGACTTGTCTCTTTAGTTTCCTGGCAAATTAACTGATTTTCATTAAAGTTGTT
TTTTTATGAGGGACTTCAACAGTTGAGGGCAGCACACGACAGCTTCCACCTACAGCTGCC
ACTACAGATTTNTACTTGCAGGAGACCGAAAGACAATCTATTCCAGGAATTTTCCTGATT
CTATTCAGAGCACATTGTTTGTCAGAGGAATTCTTTAGAAATCCTCTGATTTTTCAAGTG
ATTTTCACCTTTTATACTTTAGACATTCTTATAGCAGTCATTGTGCATTAGATTATAGTT
TTCTCCCTGGC
>AV669323 ID   AV669323   standard; mRNA; EST; 467 BP.
TCGCTGGAGTTTTGTTTACACACCTGGGGAGCCAACAGTTACGGGCAGCTGGGACAGGGA
CATGCNGAGGACCANCTTGTTCCTCGGCTCTCTGGAGTCTCAGAGCTGCAAACCAAAGTG
ATCCGGGTCGTGAGGGGCGGCGGGGGACACACCGCTGTCATCACTGAGGGTGGAGAGGTG
TTTGTTTGTGGGCAGAATCACAAAGGTCAGCTGGGAATTGGTCACTGTGCTGACATAGCA
ACTTTTCAAATCTGCCCCATCTTTAATCAGAGAGTCACAGATGTTGCCTGTGGTTGGGAT
TTCTCTCTTCTGCTAACCGATGGCGGTAAACTGCTAGCATGTGGCTCCAATGCATTTGGA
CAGTTGGGTGTTGGAGAGACAGTCACTCACACTGCAGACCCACTGCTTGTTGAGTGTCTG
AAAGAGCCAATAGTGAGTGTTGCAGCAGGTCTGAGACACTCACTCGC
>AV669329 ID   AV669329   standard; mRNA; EST; 489 BP.
ATTTTATAATGTGAAGCTATTTAAATGTAATATTGACTGATAAGTATTGACCAACACCTA
CAAACCCGGAAACCCCGCCACTCAGTCAAGTCCATACCCTCCTGCAGTCGCTTCAGGCTA
GGCCCGCCCCGCATCCGCTGCCGCTGCCACTGCCACAGCCGCTGCCACAGCCGCTGCCGC
AGCCACAGCCGCTGCCTCAACATTCACCCATGCAAGTCGCTCCCCCGCTGGTTTCGGCAC
TGAACACGGTCATGTCCGCCAGCGCTCCCGCCCTGCCGCAGAGACACAGCTCCGGGTTCA
TGCCCCAGTCGTTCCAGCATGCGCACACGCAGTCACAGCANCNNAAGGGGGCGCTGCTGC
ANCANAAGGTGCAGCAGCTGCAGCAGCATCAACAGCAGCCATCACCACAGAACAAACCAG
AGCTTTTCTCCACAGGCTGTCTGCAANGACAGTCCGCCTCCTATGATGATGCATTCTCCT



CAGATGCCT
>AV669331 ID   AV669331   standard; mRNA; EST; 419 BP.
CCTCCACCTCTCTGTNAAAAGGCTCTGGCTGCCNGCAGAAGTTTTNCTGTTACGTGACTT
GANCCGCNGCANCCATGTTCCTTGAGGGCGGAAGTTGAGCAGCGGGCATGGGATTTACTG
TATTCATTTGGCTGGTTAAGTCCATCAAGGCTTGAGAGATCCTGTCCATTCTGTGAAAAA
TATCTTGTTGCGCTGTTGCCATCTGTGTTAAGGCGTCGGCTTGACGTCCCAGGAGGACTC
CCTGCTATGAAACCGCGAAACGCAAATCTTCCAGGTCAGCTGGGTCCAATCTGGNGAGAA
AGANCCNAGAAGGGAGGGGGAATGATAGGACTCCCANGCGTACCATTACATGAATAATNG
TTAAATTAAAAGAAGTCTGATTTAAATAAATGGCACACCGTANTTCATTCANCAAAAGA
>AV669333 ID   AV669333   standard; mRNA; EST; 514 BP.
CGGCGGCCGCGGATCCGTNTGTGTTTGTTTTTCAAATAAAGAAAATCCAAGGCAACTNTC
TTGACATGATGGNAACCAATATCTGTAAGTGTACGGATGCTACCAGTGAACCAAACCGTT
TCATACCCAAATTACAAATTGCCGATGCACCAAACCTCTTCCAACTGTAGGTGGCAGACT
TGCGCTAGTAAAGAGTAGAAAAAGAAAAAGAAGCCCCTCCCTGCTTGTCTAGTGTGAACA
TGTGTGTTCAAGAACACGTGTTCTTGAACACGCATCAGATGCCCGATGTGTTTGTATGCT
TTAGAACACCTCAGATGATGACGAAGAGTCATCATATTGATCACTAAGTAATCTACTGTG
ACTTAAAATGTTTTCAGATGTTCTTAGTCCCTCCCTTATACCAGAACACATAAGGTGGCT
CGTTTTTAAAAACTTGGCCCCTNTAAGAAAAATGTGGCATATATTTATTTCCCACCTCTT
TTATGAACAATTCATTTTACTCTGGCTAACACCC
>AV669340 ID   AV669340   standard; mRNA; EST; 441 BP.
GTTAGTAGAAGCTGTAGCAAAGTTTAGGCCAAACACGCTCATGCAGCTTTCGACTGTCGC
GCTGGTNCTTGNCACAAAAGAGGAGCAGCTTTTAGTCAAAGATTTCCCAAGTTGGACATC
ACTGTTACAGTAGTCGGCCTCAGAATCCGCTGAGTAATGTGTGATCTTTCACCATGCTGT
TGCTGAAGTTTTCTTTTCTCTGACACCACTTTTTCTACTTCACGTTCTGCTGTTTTTGTG
TCAATGGAATCAAACAANCACTTTTTTAAATAAGTCGTTGGAAAAAAACAATAACCCATT
CAACTTTTGGTTTATGACATTATTAATGCTGGTTTTGTTTTGTATTTTTTAAAGGAGAAA
ACTGTGAACTGTGGGCGGGCTGGGTGATTTGAAAGTGGTCAACTAGCTGTGACCATGGGC
ATTTTTTAGGGCAAACAAAGG
>AV669342 ID   AV669342   standard; mRNA; EST; 505 BP.
TATAGATAACCTTTTTTTTTCTTCAAGAGCATGTTAAATTCTGACTGCTAATCTGGTCTC
CCCGGCTGACACAAGGGAAGAAGACCAAATGATTGGGTTTAATTTGTCACAAAATTTCTT
TGGGTGGTAGTTTGGTTTCATTTTAAAATTTTAATTTGTATGTTTCAGGTGCCACAACAT
GAGATGGATGTGGAGAAGTGAAGATGATCAAAGATTATGAGGACCTTTCACACTGGGAAT
AGTTCTGGTCTACCAACGCAGTTGCTCTGCCATTGACAGCTTCTGCCTGGGTGACTGGAG
GGCTCTGCACCACTGTGTGCCCAGGCCAGGGTTGTGGGTGTTGACCTCTCTTGGCATGGA
TGGCCCCCAAACATGTTTTTGTCTCAGGATCAACCCCTGTGATCAATGTTGTGTAACTTG
ACATAAAAAGTTGTCATATGAATATTGTTTAAATTACACATAATTTAGTATACCTCTTTT
TATTTTAAAATTTTTTTCCTTCCCT
>AV669356 ID   AV669356   standard; mRNA; EST; 186 BP.
CAAAAAAAAAAATAGTCAAAAAGTGCCTGGGCGGTTTTCTGCATGTTNAGGGTGAATGGA
CTACTGCTTTTTTCTTTTTCTTTCCCTCACTTGCCCCTCCTCTTCCTTTAAAGCCCTTAT
GTAATTGAACNGGCTGAGTACAAAAAGGACTTTAAACTGGAGGTNGGTTGTGCCCCCCAC
CCCCAT
>AV669357 ID   AV669357   standard; mRNA; EST; 179 BP.
TGACCTCCAACCGCAGGGCGTNTACGGAAAGAGGTTCTGCCACGGCCGGGTCTTTTGGAC
CGGCCGCATGGCTGTGAAGCGGGTCTGCAGCGCATGGAGCGGAACACGGAGCCGGTGCTG
CTCTTCAGTAAAGACGTCTTCAGGCAGCAACTGGATCATTTCCGGACCAGCGGGGCGAG
>AV669364 ID   AV669364   standard; mRNA; EST; 278 BP.
CGGGATGGAGTGAGAGAAAGAGCGTCTAAACATGGAAGGTGGGGGCCACAGGAGTCAGTG
CAGACGTTTCTGCTTTTCTCACATGGTCAGAGTGTCCTCCCGCTGCAGGTCTTCTGGCTT
CTCTCATATTTGCTGGCTGACGTGCTCACATGCGAAGCATGAGCGAGTCACANGGTTCAC
ACCANCCGGCTGACACCCCCCCTCCTCTGAGAGCTGAGCGTCGCTAGTGGAATTAGTTCG
GGAGCGTCAACATGGAAGTTTTCTGGCCAAAACTGCCA
>AV669369 ID   AV669369   standard; mRNA; EST; 226 BP.
CCAGTTTAGAATGCCANGTCGTTGTTATGCATGCCATAACAAAAAAGGTAGGAATACTGA
GGCAGCTACGACGTGGATGTCTACAACTTCTTTAAGATGCAGGCCCATAAGACGTCCCAG
TGTGATACAAAGGCTGTCCGGCTGGTTCACAGACATCTCTGTTAACTCAGTGCTTCTAAA
TAGTGGGGCCGCCCCCAGGGGTTGGCCCGGACGATGCCAGGGTGGC
>AV669370 ID   AV669370   standard; mRNA; EST; 129 BP.
CGTGTCTGCTGGTCCTACTATGCATCGTGTCACATTGTGTGAGCCTCACGGACAACCAGC
CCAGTCCCTCAACCACATAACAAGGATTGACCTTCACCACATCTATAANATTNACATCCC
AAGGACTCT
>AV669374 ID   AV669374   standard; mRNA; EST; 312 BP.
AGTCATGCCTTACTAGTTGATCACTGAAGCACTGATTGAGCACTGATTGTCAGGCCTCTC



TGAGACAGTTTGGGTTCTCTCAGTTGATCATGTGTGGCCTTAAGCTTGTTTAATGTCCTG
GGGATTTATCAACAGTATTGTGTTTCGTTCGTCTGTCTTGGTGTTAACAGTAAACGCACA
CATCTGAAGTCACATCTAAACGGGCTGTCTGTGCATCACTTTGATGAAACTTCATGTATT
CTTGCTTTTGTACNGTGTGACTGACAGTCTCATAAAAACTGCATGCAACTTGTGTGTACA
ATGAAATGCCCA
>AV669376 ID   AV669376   standard; mRNA; EST; 327 BP.
CAAAAAAAAAGCCACCAAAAAAGGAGATAAAAACTCGTAAATTTATGAGAAAAAAACTCG
TAATTTTACAAGATTTTAAGTCGTAAATTTATGAGAAAAAAACTCGTAAATTTACGATAT
TAAGTGGAAGTGAGCATGCAGAGCAGCAGGTGAACGCCGCGCAGCAACAGAGCAGACCGA
CTAAACTTGCTTGAACGTTCCAAATATCTGGAAGCTCATTTGTTTGATTTACAATTTATT
CAAGTTTTATTTATTGATGGTGGTTGCAGGATCCCTGCACCCGATGAACCATCCGTGTCC
CTGCAGCTTCCACTTCAATCCTTTCTT
>AV669380 ID   AV669380   standard; mRNA; EST; 463 BP.
CGGCCCATGAACTGAGGAGGAGAAGCATTTGTCTGATGAGAAAAGCAGAGATAAGTAAGT
GTTGATGGTGATGGGGTCTTAGAAAAACAGCAGCCTCATAGCAGCCGGTCCCTCAAGGTT
AAAGAAGTAAAATCCATTTTTTAAACAAGTATTTCTGCTTTATGCTTTTTTCCTTTGACT
TGTTTTCTTTTACTCTCGTCTATAGAAAAGCAGCGTTGCCCTGCCCCCCCATCCTAGACT
GTTGAATGTGTTGCATTTTTTCCCCCATAAAAAGTTGTTTTTTATATTTGAGGTTAAATA
TCTTTAAAATTAGGGTTGGTAAACTGCAATTTATGCACTTTGGAGGAAATATGAGACTTC
AGCATTGCTGTGCACAGCGTCAGACACAATACTATTTCTGTTTATACGTAAACAATCCAC
AACTGCTGTATCAGAAAAACAAGACTTTTTACCTAATCAAAAT
>AV669381 ID   AV669381   standard; mRNA; EST; 421 BP.
GTCTCGCGCTGTTGTTGTGGCTGTTGCTCTTTTAAGCCTCCAGGGCCGAAAAGATCGGTT
CTCCCCGCCGCATGCGGCCCTCTGGCAGCTCCAGCTTCACGGCTCGGTCAGGTCTTCCAG
GTTGAGGTGTTGTCATGGCGGACCACACCAACGTCAGTTTGCCGCCGGAGGAGCGCGTCC
GCGCCCTCACCAAGAAAGGAAGTACCGTGGAGGTAAACGATGACGTTCCACCCCGCCGGT
ATTTCCGCTCAGGCATGGAGATGATCCGCATGGCCAACATCTACACAGAGGAGGGCAACG
TGGAGCACGCCTTCGTCCTTTACAACAAATACATCACGCTCTTCATTGAAAAACTTCCGA
AGCATCGGGACTACAAGACGGCCAACATTCCTGAGAAGAAGGACACCTTGAAGAAACTGA
A
>AV669388 ID   AV669388   standard; mRNA; EST; 367 BP.
TTCTCTCCGCCCACACGTGGGAGGAGTTTTATGACTGGATCCCTGTCCTTAATAGCAATG
GTCCCCGGAGACGAAAACAAAAGACATTTGTTCTGTTTTTATTTAGAATCTGGGTTTGAA
GGAAGTTTTATTTTGGAAAATGTGTGGATTCTCAATCTTGAGGCATGTCAAGTAACTCAG
TCACCGTGTTGAAAATACGTCCGCTGCTTTCTTAAAGTGGCTGCTAAAAATTCCAAGCTA
GCAAAGTTAGCAAAAAAACATGCATTTGGAACGTTTCTGCATAAAAGATCCAGAGAGGAA
AAAGAAGAAGAGCTTTAACTGCATTTAATAGACAAAAGTCTTTACTCCACATATGGGATT
TATTGCT
>AV669391 ID   AV669391   standard; mRNA; EST; 444 BP.
CGACAGCTCGGGCGTCAGCGTCGTTAAATTAAAGAGAAAAACAAAACAATACTCGCAGAC
GTAAACAGTAAAGGAGTGTGTTTTGCTGCTGGAAAAGCGCTAAACACTCCCGGTGTCCAC
GCGCTCACCGGAAACGGACAGAGACTCACGGGAGGGCAGGCAGACAGGCTAACTATTAGC
TTAGCACCAAGCTTCGCCGAAACAGTTGCAACAAATATCCGCGAGGGAAGGTGACACCTC
CCGCCGGGACCCTGGGAACACTTGTTGAGGGGGGGCCGACTGCGCCGGTCCTTCTTTACG
CGCGTGACACCCGCGTGGACACCGATTCCTCTTTGCATGGGTGAGTGAGCACTGACCATG
AGCGGTGAGCCCGGACGCGTTGGCTGTGGTCAACCAGCTCANGGACCTGGCTGCTGACCC
CATGAATCGGCAGGCCATCGTCCA
>AV669400 ID   AV669400   standard; mRNA; EST; 147 BP.
ATTANAAGCGTTTGTCACACTATTGTATTTGCAATCCCTGTAACTCCCAACTATCTTTCC
AGCGTGGCTAAAATATATACCATTATATATTTTTTTCCTGTTACTAACTCTCAACCTTCT
TAAATGACACGACAAAAAAAAAAAAAA
>AV669402 ID   AV669402   standard; mRNA; EST; 439 BP.
GGATTAGGAGCCTGGGACACAGGACCAACTGGAGATCTGCAGGTTCTACTGGAAGAACCC
CAGACAGATTATCACCCTTTACGGTCTTCTTTTTCAGCTCGTCCACCTGCTGCTGCAGTT
GATGGATTTGGACCTGGAAGTCCTCTTGAGTCCTTCTGATGGTTTTCTTTTTCGTCTTCA
CAACTTTCTTGAGGTTTGACCAGCCTCCTGTGTCCCTTCTCTCCAACCCTCTGGCTGCCT
CTTCCTCTAGCCCTCATCATGCGCTTCATCATCTCCCTCCTGCTCCTGCTGCTCGTCTGC
TCTGCTGAAGCCCGGAAAGGCCCCCGGTCCAAGGATGGGGAGAGGGGCCCAGCGGGCAAA
CTGAAGGGGATAGTGCGTGGCAAGGGGCAGAGCCGGTGTCATGAGGCGTCAAACTCAGGA
GTGTACGGAATACACGGAA
>AV669410 ID   AV669410   standard; mRNA; EST; 296 BP.
CGCCCTTTTGTTCACTTCCTCTCTTCTCTTCCTCTTATGATCCCCCTTCTCCCCTATCAG
AACAGAGTTCACTGGCTTTGAGAGATGAAAGAAAGGAACCCCTGGCACCGGCCTGTGACC
ATCATCATCACTGTGATTGGCGTCATAGCGATTGTTACCTTGGTGACAGTTCTAGTTATA



CAAAACAGGACTATTGCCCAAAAATATAAGTATGGGATTGTGCTGGATGCTGGTTCTTCC
CACACATCGCTTTACATCTATCAATGGCCAGCAGAAAAGGATAACAACACTGGAAG
>AV669414 ID   AV669414   standard; mRNA; EST; 543 BP.
TCGTGGGAGATGTAGCAGTGGTTGATGTCTGTACACCCGAAGGATCAAATGTAACTGTAT
GAGATGGGTACCTTGGAGGAGTTGCAGACTGTTTTTAACCCAGAGATGGCACATGCCTCT
TATATCCCTTTCTACTGCCTGATAGGTGACACAGCAATTCGGAAGCTGGTTCCCAATCAT
GAACTTGTATGGCAGATGGCCCAGTCCTACCAACAGAGCGTGAGTCTTGGTAGTGCACAG
AAGAACCTCATCTCAGCACCCCTCTCTCCAACCTCCAGCTTTGGGAGACACGTGCCTTGT
ACCTCGTTTCCTGCTCCTTCAAGTAGGTTCAATTCCGAGGGAGACCTCCTTCCTGAATCA
GGCACATTTGGTAGTCACCTGGTTGGAAACCGTATCCAAGTGTCCCATGACATCGCCTAC
AGCAGCAGCACCAACCCCAGCTTAGCCGCGGGACGCTCCAGCCAAAACACCTCTGTCATC
TCCAATGCATCTACCTTTGCTGCTTCATCTATGAGTGCAACTTGTTTTTCATCGTGGGTG
ACA
>AV669422 ID   AV669422   standard; mRNA; EST; 337 BP.
GTTCAAATGGTTTAAAGAAGTAACCTTGATGTTTTAATCTGGAATACTGATGGGGGCTTG
AAAAGAAATTAACGCATTTTCTACTACAGGGTGCAGTGCATTATAAGGCACAAGGTCAAT
GGATGGTCTATTTTTAGAATTATGTCAAATATGAGGCGTAACGAACTCTAAAGGGCATGA
AGCGAGACTAAAGAGTCAGTAAGACTTTCTTAATTGAGTTCAAAGCAACTCTAAAAAAAA
AATTGTATTACACTACGTGTTATAAGCGTTAGCTACGTTAACATGTTCACAATGCTTGTA
ACTCCCAACCCTGTTTGCAACATGTAAAAAAAAAAAC
>AV669433 ID   AV669433   standard; mRNA; EST; 533 BP.
GGATTACTGGCGCAACTTCCAGCGAGCGCTGAGAAACATCGCCGGCGTGAGACGGAGTGA
CGTGCAGCTGGTGAGTCTGCAGCCGTCAGAGCAGGGAGATCTGGATGTCCTGCTGACACT
GGAGAGATCTGGCAGCCCGTACCAATCCCAGGAGGTTGTTTTCCGAAAATTGAACTCTTC
TGCAGCTGTGATTGAGGAAATGACTGGCGTCCGCATCGTGCCGGGTCGTCCAGAAGCTCT
GCGAAGGTCTGGACTGTCCCTTGCAGTTCTGCGACGAGGTGGTCTCCCTAGACAAGACGG
CCATGTCCACTTACAGCACGGCCCGCCTGAGCTTCGTCACGCTGCGACACCAGAGAACCG
CCACCTGCCAGTGTCACGGTGGAACGTGTCCCGTGTTGAACAACGTGTGTGAGAACAACC
CGTGTCCCGAGGGAACGCAGTGCATCGCAGATCCCAGAGATCCCGTTTACAACTGTGTGT
GCCCTGAAGGCACAAAGGGCAAATGCTCTGACGGACAGTCTCTTAGCTTCAGC
>AV669441 ID   AV669441   standard; mRNA; EST; 440 BP.
AAAACCGACTAAAGCGGCGAGAAAAAACACCGGATACGCCGAGACTGATACTTCCGCTGA
CAAGCCCTGCAGAGGGAAATCGTTTCGGCGTTTCTGGAAGAATGGGCACGTCCAGGTGCC
TAGTATGAAGAAACAAACCCACAAGGTGTTGAAGAGGGGGGAAGAGGAGGAGGCCTTGTG
TTGCTGTGAGTACGTGAACAGACATGGGGAGCGCAGTCACATAGCCGCCTGCTGTTGTGA
CTGTGAGGATCTGGACGATGCCTTTGACAGGTTTTTTAAGAGGGATGCTCAGAAACCTGA
CTCCCTGTCTCAAGTGGCTGCAGTCATCTCTGACCGGATCCGTGTGCCCTGGCTGTGGGG
CGGAGCTCAAAAGCTGGACCTGTCCATTGTTCCTCCTCTTATTCTCCTNCCTGCCATGCT
GCACCTCGCTGCTCTCCACT
>AV669454 ID   AV669454   standard; mRNA; EST; 585 BP.
CTCACCACGTACTCGGGACACATCCAGCTGGGGTAGCCCGGACCGCCCGCTGCCCCAGAA
CCGGTCGAGCTGGGGTGGCCCCGGACCGCCCGCTGCCCCAGAACCGGTCCAGAGGATGGA
ACGGCGTCAGAACCGCTCCTGCTGAGCTCGGCTTCACCTGTGACACGCGACCGAACTTTC
CCGCTCATCTTTAAACCCAGAACTAGAAACGGACGAGTCCTTCAGACTGGGGGGGTTCTG
CTCCTGAAGCCTCCCGCCTCGCTCCCATTCCTGACCCGACTATAAACTCATACTGTTTAT
TTTCTACTTTGAGGACCGTGAAGCGGCGTTTGGACCCCAGAGCGGCGAAGGGCTTACCGT
GGGGGCGGGGCTGGCCATGGATCATGCTCCTCCCACCACAGCATTTCTCACAGCGTCTTC
ATCCATGCAGCATCAGGTCAGGTTTGTGGTGACGCCCGCCGACCTTCGGATGTGACCCAG
AGAAACGAAAACAGTCCAGAACGTCTCCATGGTAACAGAACGTTTAGGTCACAGCTGCTA
GCTGCATCCATTTGCCCCGCCCACTGATGTTAGTGGATGTCAGTT
>AV669460 ID   AV669460   standard; mRNA; EST; 471 BP.
ATAAAACCTTTCAAAGCGCCGTCACGGAGTCTGAATACTGAAAACAACGTCCTTGTTCCT
ATAATTTAAGACGGGTTCCGTCTTCGTCCGAGTCGTCAGCCACCTGATAACGACTAAACG
TGTCAGATCTGGTCATCATGGCAAGTCCGAGAACCAGAAGAGTTCTGAAAGATGTGAGAA
CCCAAGATGAGAATAATCTTTGCTTTGAGTGTGGGGCTTTTAACCCTCAGTGGGTCAGTG
TAACGTACGGCATTTGGATTTGTCTGGAGTGTTCTGGAAAGCACAGGGGCCTGGGGGTGC
ACCTCAGTTTTGTGCGCTCAGTCACTATGGACAAGTGGAAAGATATCGAACTTGAAAAGA
TGAAAGCAGGTGGAAATGGGAAATTTCGTCTGTTTCTTGAGCTTCAAGATGATTATGACC
CCAACTGGACTTTACAGGAGAAATACAACAGCAAAGCTGCTGCGCTCTTTA
>AV669466 ID   AV669466   standard; mRNA; EST; 566 BP.
CTGGACTGTTTTCATTCTCTTTCCTGCGATTGAAGCCCAAACCAAACGGCGACAATGTCC
AGACACTCTGCAGTTGTTGGACTGTTTCTCTCAGTTGGAATCGCGATCCAACTGTCGCAT
GGAATTGAGGTGAATGTCCTGCAAGAAGATGGCCAGTTGTGCCTCTATGCCAACCTGATG
CTCAACTTCTCTGTCACCTACCAAGGAGACGGCGAACAGTTTCAGACTGTGGTTTTCCCA



CTTCCCGATTATGCCTCATCCGAGGAAAGTAAATGTGAGGAGACGAGCTCCACCCTGAAG
CTGAAGTTTGGTGATGGACACTATTGGAGTGTGAACTTTACCTTAAATGAAGATAGTTAC
CAGGCAGACACCATAACCTTTTCCTACGATCTGGAGGACGTCCAGTTATTTCCCAATTCA
GCATCAGATGAAATTGTCACTGTGACCCAGAAGGCTCAAATTTCAGAGATTGACTTAAAC
ACCTGCTACTCTTGTAAAAGTCAGGACATAATCCAAGCAGAAGGAACCACCATGACGCTG
TGGAACGTCCTCATCCAGGCCTTCAT
>AV669469 ID   AV669469   standard; mRNA; EST; 512 BP.
TTTAATCATTAAGAAGCTGCATTTATTTTTCAGTGACAGTGGTACATAGTTGGATGCACA
CATTTTCTGAAACAATTTAAACTTAAAAAACAAGAAAAAAACAATTCAGCTTATCATAAG
ATAGAACCACAACCACGCTGTAAGGACCCAACTGCAAACCTTTTTTCACCATCACAACAA
GAGTGCCGTGCACAAATACAAAAATACTGCAGTTTGCTCCGTGTTTCAAACACCACTTAC
AGTGTCGGCAGAAGATACAGAAACACGTTCTGGGATAACAATTTTAAAAATATACACACT
TCTCAGAACCAACGTGAACATTATAATACACAAAGACCTTCACATACATATGGTTTGCAC
CTTCAGCATTGAATTGAAACAGTCATTTACTTAAAGTAACACTGCCTTGTACTAAGCACC
ATCCACAGCTGCCATGCATTAGTAGAGGTAAACAGAAACTTGAAGCACCCTTTCAGGATT
ACACAACCACTTGAACCAAGAAAAAAACTGTT
>AV669476 ID   AV669476   standard; mRNA; EST; 538 BP.
CTATGTTCGGTATGCGGCGTAGCGCTATCTGTGCGCCGCTACTCTGCTGTTTGGTCCATT
CTGGGTCCGAGAATTGATGAAGAATTGATGAAGAAAGCCTAAATGTCGGAGCGCCATCGT
GAACTGGAGAGTGACGAAGACCATGATGTAGTTGAAGCCAACGTTTCCACCGATCTTCCA
TAAGCGGCCGCGCTCCTTCATCAAATTTTCAGCTTAATTCACATCTGACGACTCTAGCCA
GCCTCCACAAGATTCACCACACTTTGCACAGGCTGAACCTGACTGAAGACATTGGACAGG
ACAGCCACCCATCAGCTTGCTGCTCAAGAGCCATGCCACCAAGGAAAAAGAGGAGACCCT
CTGCAGGAGATGACATGTTGGCTAAAAAAAGTCGCCAGGACAGTGTTTTCAGAAGACATG
AAACCTCCCAAATCCGAGAGGAGGAGACATTTTCAAGCAAAAGGTGCCTGGAGTGGTTCT
ATGAGTACGCTGGTTGTGATGATGTTGTGGGTCCAGAGGGAATGGAGAAATTCTGCGA
>AV669480 ID   AV669480   standard; mRNA; EST; 536 BP.
ACCGGTTCTCCTTGTTTCCCAAGACACAGAATCTCACGTAAAGGAAACTTAATTATTCCC
TCGAAAAGCTGTAAGAACAGAACCAAAGGAGATAGTTTCAACCATGCAATTGACCGCATT
AGAACCCAACTCCATGTCTGAGCCTGTGGTCATGGAGCGTCCTCAAGATGTGGGCTTTCC
AGAACCATCCTGTCCTGCTAGAGACACTGAAGCTTCTCCTGTTTCTGAACACGCGGACAG
AGCAAACGACTCCTCAGAGGAAGAGTCCGCAGAGAGGGACGTAGAGGCCGCTGCTGTGGA
TGCTCTGGAAAGCGTGGCAGTCCCAGCGGAGCAGAGGACAAACACGGAACAGGTGAATAC
CCAGAGCCCAGACCCATCGGCCAAGACAGAGGCAGTGAAGTCCCCTCTGTGGACGTCACA
GGGGGATGCTGAGGTGAAACTCCGGATGGGGGAGTCTGGTGTGGCTGCTGAACCTCCTTT
GACTGTCCACCAAATGTTCACCTCAGCTGTGGAGCGCTATGGTGACAACACAGCTT
>AV669482 ID   AV669482   standard; mRNA; EST; 504 BP.
CCGAGGACTATATCAGAGGCAGTACCCGTACAAACATGTGGGCCGAACACTGTGCCAGCC
TCCGACCCGAGCTGCTTCAGAAACCCAGTACTTCTTTGTGGACGTGTCCACCTTGTCCAG
CCAGGGTACAAACTACCAGCTGCGAGTCAGCCGTGTGGAGAGCTTCACCCTGCAAACAGA
CAAGAGGTTCACCTTCAGTGCATCACCATCACAACCTCAGTACTTTAAGTATGTCTTCCC
AGACGGAGTGGACACCGTCATCGTCAAAGTCGACTCCGACATGAACTTCCCCTGCTCCGT
TATGTCCATTCAGGATATTCAGTGTCCTGTCTATGATCTGGACAACAACGTGGCCTTCAT
TGGAATGGTTCAGACCATGACGAAAAAAGGTGCCATCACCGTGCAGAGAAAAGATTTTCC
CAGCAACAGCTTCTATGTGGTGGTGGTGGTGAAGACGGAGGATGAGGCGTGCGGCGGTCC
GTTGCGGCTGTACCCTCTACGGCC
>AV669510 ID   AV669510   standard; mRNA; EST; 492 BP.
GGAAAGGGGGAAGGGAAAGAGGAAGGAATTAAAGTCAAAAGGAAATATGGACAGAGACAA
GAAAAGAAAGGGAAAAAAAGGGATTGATGAAAGGAAGATGGAAGCCCAGGTTTTATTTTC
CCGACCATCGCTGACGGCGTTTCCGCTGGAATACCGCGGCATTCCCCGGACCGGAGCTGG
AACTCCTCCTTCATGTCTGGGCTTTGGTTGGACAGGAAGTCAGTTTGTTTGTCCCCACAT
CTTCTCAGCGTCTCATCTCGCCTCCCTTTAAAAAAAAGAAAAAACTTTATTTCTTCATTC
AGATAACAGCCATCATTAGTTTTAGCTGCCTTCCTTCAAACCCGTCAGAACTTCAGGACG
AGGCTTCCTGTGTCCAGCGTCAGCAAACCCGCTGGCATCTCCACACGGAAACGCTGAGTC
ATACCACTGCAGTTCAACTGGTGGAGGCGGATAATTCTTCTCTTTTGTCTTTCCCACATT
GTTTTTTTTTTT
>AV669517 ID   AV669517   standard; mRNA; EST; 569 BP.
GTCGAATCGTTACGACGTGCAACAAAGACGATTGTTTTGTTCCAGATTCACAAAACGGCT
AAGATGTTTGGCTTTCATAAGCCCAAAATGTACAGGAGTTTGGATGGCTGCTGCATCTGC
CGAGCAAAGTCATCCAGCTCTCGTTTCACAGACAGTAAGCGGTATGAGAAAGACTTCAGG
AGCTGTTTTGGGTTGAGCGAAACAAGATCCGGAGAAATCTGTAACGCCTGTGTTCTCCTT
GTGAAACGCTGGAAAAAGCTCCCTGTTGGAACCAAGAAAAACTGGAACCATGTTGTTGAT
GCCAGGGGAGGCCCAAGCCTAAAGATAACCTCAAGACCCAAAAAGATGAAGTCAGTCTCC
AAGAAAGTGAGGCCAAGCCAGATCAGCAGGCTGCAGAAGGAGCTGAAAAGAAGCAATTCA



GATGCCCACAGCACAACTTCCAGTGCTTCTCCTGCTCAGTCTCCAAGCTACAGTAACCTG
TCGGATGACGGTTCTGACACTGAACTGAGCCCAGGATCCAGCCGCTCCCCTGTTTTCTCC
TTTCTGGACCTGACCTATTGGAAGAGGCA
>AV669518 ID   AV669518   standard; mRNA; EST; 529 BP.
CAGCAGCGGAGAGCGGGACGCCGGGGAGGTCTCGTGAAAAATGAGTCCGATATTAGCCGT
TTTGTCGGTGACAGCAGCTCTGTTTCCCGCCCACGGGCTGCCCGGCGCCTTCTTCCAGTC
GAGAACCGATGGAGACCCCCAGTTCACAGAGAAGTACTTCAGTCAGCTTGTGGACCACTT
CAACTTCAACAGCCTGGGGAACAGGACCTTCAACCAGCGTTACCTGATCACAGACCGGTT
CTGGAGGAGGAGCTCCGGCCCCGTCTTCTTCTACACCGGGAATGAAGGCGACATCTGGGA
GTTCGCCCTGAACTCTGGGTTCATCATGGAGTTGGCTGCTCAGCAGGAGGCGCTGGTCAT
TTTTGCCGAACACAGGTATTACGGCCGCTCGCTGCCGTTTGGCAACAACTCCTTCAGCAT
CCCGGAAGGTGGGCCTGCTGACGGTGGAGCAGGCCCTCGCCGACTACGCCCTGATGATCA
CGGAGCTGAAGCTGCAGCTGGGGGCCGCCCAGAGCCCCGTCATCGCGTT
>AV669520 ID   AV669520   standard; mRNA; EST; 598 BP.
TTTTTTAACACTTTTCTGATTTTTTTTTATCCCCACAGCAGGAGGACAAGTAGTTTATTA
AAAGTCTGTATTTTCCAGCAGAGCATCACCTAACACTGTAAATGAATCATTTTGCATTTA
TATACCACAGTACTGTTAATCTTTATTGAATGTTTTGGGGAAACAGTTATATTTATGATC
CTTTCTTACTTGTATTGTTTGTATATCATTGTAAAGAAGTATATTATTTGTTGGAGTCAT
TTTTTTCCCCTAATTTATAAAGAGCTTATTGTATTAGAAATCAGAAATGTCATCAATAAT
CAAATGTGTCGCTTGAGTTACGGTTTTTGTATCCAAACAGAAGGAATTTACCATATTTAC
AAACATAAAAACTACAGTTAAACACAGTGGGATGTTCTCAAACATTCTCTGCCAAAAAGT
ATCCAGAAATTAAATCAAAATATGTACTAAAGTCACCACTTTCAGAGGGTTTCGAACCAC
TAATTCTTTATCTAGAGTCAAACGACATGCTTTCTGACGTGAAAGCCTGTAACGACATGC
TTTCTGACTTAAATTCAGTTGCAACTGTTCCTTGGAAAGTTTGATATCTGCTGTATTG
>AV669523 ID   AV669523   standard; mRNA; EST; 402 BP.
GATGTCTGCAGATGACTTTAAAACACATGAGAACAGAGAGCAGGAGGAGGGACATCTAGA
GTCCTGGAGGTTTGCTCTGGAAAGAAGAGCTGCAAGACTGTATCTTTGAGTAAATAAGAG
GAACTCAAGTGGAACGGTGAGGTTATAGGAAGCAGAGCTGAAGAAGTTGGAGGACTTCAA
GTATTTAGGGTTAACAGGGTGAGAGCCCATGTTAGATGCTTTGGAGATAAATACAGGGAA
GCAGATTGAGATGGTTTGGATATTTCCTGAAGGGGACAGTGCCTATAGGTAAAAGGATGC
TGAAGTTAAACCTACCAGAAACAAGGCTTAGAGGAAGACTAAAGTGGAGGTTTGTGGAGG
AGGGTGGCTATGTGGGCAAGGAGGATGCANAGGATAGGGTTA
>AV669526 ID   AV669526   standard; mRNA; EST; 504 BP.
CCTTCATCTCATTTCTATGAGGTGTTGGTTATGCAATGCTGTCCTGTGGGCTCTGTGGGT
ATAAATAGAGGAACTGGAATTACTTTTCCTCCCACAGATCCCATCAGATTCGTGCCCAGA
GGACGAAGGAAGGAACACGTGCATCAATCTTCATTGAGGACTTTTCTGTATTTGTTCGTA
AAATAAAAAACAGATACCATGAAAAAGAGATAAATTGGTCCGCTCCCCAGCCAGTCTCCA
GATCTCAACCCCATAGAAAATCTTTGGAGGGGGTTGAAAGTCCATGTTGCCCTGTGCCGG
CCCCAAAACATCACTGCTCTAGAGGAGATCTTCATGGAGGAATGGGCCAAAATACCAGCA
ACAGTTTGTGAAAACCTTTGGAGGACTTACAGAAAATGTTTGAATGCTGTCATTTCCATC
AAAGGGTATATAACAAAGTACTGAGCTGAACTTTTGTTATTGGTCAAATATTTACTTTGC
TCCTGGATCTTTGTCTGACGGTGA
>AV669529 ID   AV669529   standard; mRNA; EST; 595 BP.
CGGTCATGGAGGGGCTGCTCTCTCAGGAGGACGCCGTTCTGAAGGTCGCTGTGAAGACCA
TGAAAATTGCCATCTGCACTCGCTCAGAGATGGAGGACTTCCTGCGTGAAGCCGCCTGCA
TGAAAGAGTTCGACCACGGCAACGTCATGAGGCTGCTGGGTGTGTGTCTGCAGACGGTGG
AGAGCGAAGGTTACCCGTCTCCCGTGGTCATCCTGCCCTACATGAAACACGGAGACCTGC
ACAGCTATCTGCTGTACTCCAGGCTGGGGGACTGTCCTGTGTACCTCCCATCACAAATGC
TGATCAAGTTCATGACCGACATTGCCCGCGGGATGGAGTACCTCAGCAGCAAGAACTTCA
TCCACAGAGACCTCGCTGCACGGAACTGCATGCTGAACGAGAACATGAACGTTTGCGTCG
CCGACTTTGGCCTCTCCAAGAAGATCTACAACGGCGATTACTACAGGCAGGGCCGCATCT
CCAAGATGCCGGTCAAATGGATCGCCATCGAAAGCCTGGCAGATCGCGTCTACACCACGA
AGAGCGACGTGTGGTCATTCGGGGTCACCATGTGGGAAATCGCCACGCGGGGTCA
>AV669533 ID   AV669533   standard; mRNA; EST; 575 BP.
TGTTATTATTAGAGCATGTACAAAAAAACAACAACAAACAAAAGTAAAATGTAAGCCAAA
AAAAACAAAAGACAAAGCATAAGGGAAAAAATATTGGATTCAACTGGTTTGATATAGAGA
GCTTACTGTGCTGTCAACTATACAATTTACCCGTTTTGTGAAAGGAACAAAAACTAAGTG
CGGGAAAAAATAACTGAAGCACAAGGTCATTGTGGCTGGAGGACAAGCAGTTCACTGGAT
AGATATTTGTTAGAGTTACAGGAGAGCAGGAAAAGGCAAATAGTGCATAAGAAGTTCTTT
TTTTTTGTCATTTCTTTCATTTTTAACTTAAAATCAAGCTGCATTAAATACAGGCCGTTT
GTACAGGACAATTGCACTTCACAAAAACAAAAATATACAGACACACACGAGGAAATGTGA
ATCAAAAATAATTACAGCAAACCCATTACCATTTAAGCCGATTCCTAATCAAAAAGAAAA
ACTTGTAGACTCACTTGTTGTGAATTACTTTAGAGGAGAATATTAAGGAGAGTGAACATA
AAACAGAGACGAGACGGTGGAGATCCTAAACTCCA



>AV669538 ID   AV669538   standard; mRNA; EST; 585 BP.
CGGCGGCGGCGGATCCAAATAACCTTATTTTGTTAGATTTTAATAGGAAGTCTAACCAAC
GTTTCCACCATTGTTGGCTGGATTAGATAAAATTTAGAGGAAACAGCTAACAAGATTATT
AATAATGTACAAATGCTTAAAGTCTCACTCCAATCATCTTTTAAAAAACAAAACTGTGAA
GTTTTCTAAGACTGGTGGCAGTTCATCAAAAGATTTGCCTCTGAGTTGTGGACAGAACTA
TTGGTCAGGAGTGAGCCTTCCCCAACTTCCCATCATCCATGTGTTTACATGCTTTCCCAC
TAGCTTACAGCCCCTCACACCCCTACCCTAACAACACTAGTGCAACAAAAATGGCGAGCA
ATATTGGAGCTATCCGGGCATACAGCTTGGAGCCAGATGCTAGCTCAGACAAGGAAAACA
AAGACGTACATGGATCTATTTGTCTGCAAGTGGATGCATCAGAATGGAACAGAGCAGGGA
GCCTGTGGTCTGCCGACTGTGGCACCCATGTCACAACTACAAGCTTTGTCCAACAACATT
TTTTGTCTCCTCCTGATTTCCTATGATTTAAATAAGAAATAATCA
>AV669545 ID   AV669545   standard; mRNA; EST; 559 BP.
GGCAATCATCATTCCCATCGTCTTCCTGTATGCCTTCCAGCAGGGGGCCTCTCTGGCCTA
CAGCTATTGGCTCAGCATGTGGGCTGATGATCCAGTTGTAAACGGCACCCAGACAGACAG
AGATCTAAAACTTGCTGTTTTTGGAACTCTTGGTTTTGTACAAGGTATTGCTATCTTCGG
CACAACTGTTGCCATTTCCCTCTGCGGCATCATCGCATCTCGCCAGTTGCATATGGACCT
GCTTGTCAACGTTCTGCGATCCCCAATGGCTTTTTTTGAGTCCACACCCAGCGGCAACCT
CTTGAACCGCTTCGTCAAGGAGATTGATGCCATCGACTGCATGGTACCTGAAGGCTTGAA
GATGATGCTAAGCTATGTCTTTAAACTTGTGGAGGTGTGCATCATCGTGTTGATAGCAAC
CCCCATTGCAGCTGTGATCATCCTCCCCTTGGCTTTCCTCTATGCCTTTGTTCAGAGCTT
CTATGTTGCCACATCCTGTCAGCTGCGCAGGCTGGAGGCTGTGAGCCGCTCGCCCATCTA
CACCCACTTCAATGAGACG
>AV669548 ID   AV669548   standard; mRNA; EST; 239 BP.
AGACGGTAAAGATGAAGAGATTTGGTTCTGTAAATTAAACTATGACAGAAAGTTCTTATG
GAATTTCATGCAAAATTTCACTTTTTGATAATAATGATCCCCTCTGTGGTGATTTTTCAC
TTTTCTCAATTTTAAACTCTTCCCTGCCCACCATTTTTAATTTGCTTAGTGTTGCTATGC
TAACAACTTTTTTTTCCCCAAAGCAATAAAGCAAACTTGGAGTGATTTTATTTTTTTTT
>AV669562 ID   AV669562   standard; mRNA; EST; 456 BP.
CGACCCGAACCCCCACCCCAACCCGCTGGAGCTGTTACGAGAGGAGATGAGTACGATGGG
TGGCCACACCACCCACGACGCCGTCTTCAGCTTCTACACGGCGCTGGCCTGCACGCCGGC
CCCCGTAGACTGCAGCATTTCAGATGCTCTCGGGAACGAGTACGACCTGAGCCGCCTGAT
CCGGGACGAAGAGGACAGCCCGTGGATCCCCATGGATACGGACGCGGGGGCGGGACGCAG
CTTTTACATCAACGTCTGCAAACCCCTCCCAGCCCTGAAGGACTGTCCAGTGGGTCCTCT
GGGCGCCTGCGGTCTGATCCACGGGAGAAGTGTCAACCTGGGATACGTGCAGTCGATGCC
GCAAATGGCGGAGGACGGCGCCATCAGCATCGTGTACCAGAACGGAGATCAGTGCGGCGC
GGCGTCCCGCTACTCCACGCGCATCATCTTCCAGTG
>AV669563 ID   AV669563   standard; mRNA; EST; 252 BP.
AAAATCTTAAAAAAGACAAAAACAATTTCATACAAACTTTGGATTAAAATGTTTGGTTTT
TTGTTGGATTTTGTAAAACAAACCAGGAAAAAAAATTACATATATTTCTAGTTTAAACAA
AGTATTTACTTAAATTCATTAAAGTCTAAATGCTGTGTTGTTTGTTTTTGTTGTGTTTGC
TTTTTGTTGGTTTGTTTTTAACATTTGCACAATAAATAGAGTCTACGCCTTCAAAAAAAA
AAAAAAAAAAAA
>AV669565 ID   AV669565   standard; mRNA; EST; 586 BP.
GAGTAGGCGGATCGAACTGTTTTGATGGGAGTGAAAGCGAAAGCGGGGCACTGACAGCCA
GGACACAGTGTTTTGACGATGTTCTCAGGCAGCGTTCTGGGCGAGCACGTCCTCGCTTCC
CCCGCAGTGGTCAGATGGATCTGAGGGGGTTCTGCGTCTCCTGCGTTTGGATGGGTTATC
TGCTCATGAGCGCCAAACTCCAGGGAGAGGAATGTACCTGTCCAGAAATCCCCCTAAAGG
TGCTAACCAAACCCCCACAGCAGGGCTGCTACACCAGCGGGAACAGGTTCCGCTATAACT
GCACGGATGGTTTAGTGAGGAAAGCAGGAACATCAAACCTCATCACGTGCAAACTGGTTG
GAGCTTCCCTTCAGTGGATGCCTCCCTCTCCTTCCCTCGTTTGCATACCCGATCCCAAAA
TCCCAAGACCTCCAACAACCACTCCAGGCCGAACTAATAAAGTAAAAGAAATGAACGACC
CTGGGAGGATTTCAGGCAGGCCTCTCAGCAGTGCGTTTACCTGGTTAGTCCTCCCTGCGG
GCGGTTCAGCCCAATGAACTCACCTGTTCCACGTCCAACGTAAGAA
>AV669572 ID   AV669572   standard; mRNA; EST; 324 BP.
CTGAATGAGTGGCTGTGGCGGGAGGAGTACTGGCTCCCTCCTGGGATCGGCTGGAAAGAC
ACCCATCTAGATGAAGACCAGGGCCACTTCCCGTTACCCAGGGATCTCCTCTGCACCCTC
CCACTGGCCGTCGTTTTACAACGTCGAATATATGTCTTTGANAGGGTTGTTGCTGTCCCA
TTGAGCAGGTGCTTAGGTGTGAAGGACCGCGTTCGGATTCAAGCTCCTTCGGTCCCTAAG
CTGGAAGCCTTTTATAAGCAGACGAGCCGGCAGCCATCGCAGCCTGAAGTGTTGGCCTTG
AGTAAGCAGTGTGGACTCTCGCAA
>AV669581 ID   AV669581   standard; mRNA; EST; 646 BP.
TCTGCTTCAGTTTATTCAACTAAATTCTTTTAAATCCCAACCCTCACTCATTTCATCTGG
TGTTCCTCAAGGTTCTGTTCTCGGTCCCCTCCTCTTCATTACCTACCTGCTACCCCTTGG
TAATATATTCCGTAAATTCAATATTGATTTTCATTGTTTCGCGGATGACACTCAGCTCTA



TCTGTCCAGTAAACCCAACTCTTCTATTCCACCCGCCTCCCTCTCCTCCTGCCTGTCTGA
AATAAAAACCTGGTTCACCCTAAACTTCCTCAAACTTAACAGTGATAAAACCGAATTACT
CCTCGTAGGTTCCAAATCCACCCTTTCCAAAGTTTCTAATTTTACCCTTTCCATCGATTC
CTCTCCAGTTTTCCCCTCCCCTCAAGTAAAGAGTCTGGGTGTCATCCTTGATAGTACATT
ATCATTTCAATCCCACATCAATAGCATTACTCGGTCAGCCTACTTTCATATACGCAATAT
TAATCGACTCCGCCCCTCCCTCACCATCCACTCCGCCTCCATTTTAGTTCATAGTCTGGT
CACTTCTCGTCTCGACTATGGAAGTGCTCTTCTCTATGGTCTTCCCAACAAAACTCTAAA
TAAGCTTCAATTGGTCCAGAATTCAGCTGCCCGCATCATCACCAGA
>AV669582 ID   AV669582   standard; mRNA; EST; 604 BP.
CACCTGCCACGCTTTACTCCTCCAGCGATGCTCCTCCAATCCAACGTGAGGGAAAAGCAC
AACACTGCCAAAACTACTCAAGATACCTACATGCTTACCTTGAAGAAGGGATTTCTTGCT
TCTCTGGAGGAGCATTTTTTCCAGCTGACAGCAGCAGGATTTGCTGCAGGGACTAAATGA
AATGATGCACAACAATTTGTCCCATTTGTTATGTCTTTGTGGCTCAAAGGAAGTCCCTTC
ACAGAAGCTGGGCTTTCACCGGCCTTCTTTTCCAGCAATCACAGAGTTTACCTGCTGTAA
AATGTCCCACTTATAAAGAAGTGAGCTAGAATTTATGATTTGGAATGTCTCAAATATGAA
AAAAGATTTATTTATGTGATAACTGGGTAGAAAATGATCAGAGGATTGTAAAGGTTGTCT
GATGGTGAACAGCAGTTTGGAGAACGTGGAGATGGGTAATGAAAGAAGGAACAAGGAACT
TCCTAAAGAAGTGAAAATGGAACGGCACCTGTCTGCTTCTTCCAAATGTCTCTCAACCGT
TCTTAATGTCTCCTGATGCAAATGGCACATTGTACAAAAGTATTTCTCTTTACAATTTTT
ATAG
>AV669583 ID   AV669583   standard; mRNA; EST; 559 BP.
TGGCGACGCAGTTTAGGGGACTCTTTGCTGGTGGTTGAACTCTTGGATGTAATGCAGGCG
TTGTTCTCCGAGTGGACCCTTTTCACTTGGCTGGCGGGTTTCTCAAATGGGTCAAAGCCG
CTCTGCGTCCGCTGAACTCTCACCTTCTTGTCCTCAGGGATGGTGTCCAGGGGCTTGATG
ACTGAGTCCGTTCCCTGGCAGCCGCGTGTGGACATCTTTGTGACACATATCTCATCAAAA
CTGCTCTCCTCTTTCTTGAAAGCGATGCTCCGGAAACTCTCGGACAAAGTTCTCCTCAAC
TTTTTCATTTTGCCAGTTTTCTGGGCGGGCTGAGAGGCCGGCATCTGGTCGCACAGCCCC
CCCCTGAGAGTGAGCCTGAAGCGGGGAAGGAGCCGCGGACGTCCCGCCTTCAGTTCAGCT
GCTGCGCGCCGGAAAACCGGAGGCTGAGCCGCTCCGCCTCCGACAGACCGGAGCTCTGCC
TACAGACGCCGCTGCATCTCCACGGACGGACGCGCANCGCGGAGGGCGGTGAGCTTCAAA
CTGGAGCGGCAAGCTGGTT
>AV669586 ID   AV669586   standard; mRNA; EST; 463 BP.
ACCCCCAACTAGCACGTCAAAGTCCTCCATGCTTCCCTCTAGACCTCCTCTTCCTGCCTC
CAGCGCTGCTAACCTCCCTTCTGCTTCCATCCGTTCAATGTCTCTGTCTTCTAACCCTCC
TCCTCCATCTCTTCCTCCTCCTCTTTCTCCCATCATAGTCACCCAGTTTCCTCAGCAGTC
CTCTTCAGGTCCAGTGCCTTTTCTGTCTCCTCCACTTTCCTTACCACCTCCCTTATCTCC
CACAGACTCACCTACTCCGTGCTCCTCACAGTCTCCTCCCCCAGGCCCTGTTATCCCCTT
ACCCTCCCCAGCTCCTCCAGTGCTCAGCTCTCTCGAGAAGCTGGTTGGGAGCGTTTCTAT
TTGGCAGCTTGAAGGACTCACTCCAGAAAAGACAGCAGGAATTCTGGAAAAAGAGGCTGC
AGGGATGTTCTTGGTTCACAGCACAGACGGACAGGCGACAGCG
>AV669593 ID   AV669593   standard; mRNA; EST; 585 BP.
GCACCTTCATCCTCCTCTTCTTCAGAACGCTGGAAAACATTTTTTTTTCTCTTTCCATGG
TGGACTCATACTATTTTAATTTGAAACTTCTTAGAATGTAAAGTTGTTGTTCAATCGTTG
TCCAATTCATGTTTTATGCTACGTACACACCGGGCATGTGATATGCGAATACAAACACGC
TAACCAGGCTTTCTCGAATGGGCCTTTATAGCATGTGGTGTCGCTACTCCATACTGACGC
ATTACCCGCAGGTAGAAGAGGTTTGGGGTCAAATGTTGAAATCTTGTGAGTCTAGCTCCA
GGCTTTTTTCTTTTCACAGCTCTATTCCGATATATGAAAGACTTGGTGTCATGTTATTCC
GGCCAGGCACAAACCACATTTTCTCTTTTATGATCAATCGTCAAACAGTTGCTACTTACG
TGAAAAGGACGCCACTCACACGTCACTACAAATCTAAGTCCCCGATCGGTCAAAGTTCAA
CTGGTTTAACTTTAAAGGGTCGTTCAGCCGCACGTTCTGTACGTAGAGCCCAAAAACGGA
CTTAAGAACTTGCGCAAGAGTTGGAACATATATGTAAGATTACAT
>AV669596 ID   AV669596   standard; mRNA; EST; 532 BP.
GTGGTTTCCCTGGTTCTGATGGCCCAGCTGGAGCCAAGGGTGCCCCAGGTGAGCGAGGTG
CCCCTGGTCTTGTTGGACCAAAAGGTTCAACTGGTGAGCCTGGTCGCACTGGTGAGCCTG
GTCTGCCCGGTGCAAAGGGAATGACCGGTAGCCCTGGAAGCCCCGGACCCGATGGCAAGA
CTGGACCTGCTGGAGCCCCTGGACAAGATGGCCGCCCTGGACCCCCTGGCTCTGTTGGAG
CTAGAGGTCAGCCTGGAGTCATGGGCTTCCCAGGACCCAAGGGAGCTGCTGGTGACGCTG
GAAAGCCTGGTGAAAGAGGAGTCATGGGACCCACTGGCCCTGCTGGTGCCCCTGGAAAGG
ATGGTGATTCTGGTCCTCAGGGTCCTTCTGGACCGTCTGGCCCCGCTGGTGAGCGAGGAG
AACAAGGACCTGCTGGTGCTCCTGGCTTCCAGGGACTTCCAGGGCCTCAAGGTGCCATTG
GTGAGCCTGGCAAGCCTGGCGAGCAGGGACTCCCTGGTGACGCTGGAGCCCC
>AV669608 ID   AV669608   standard; mRNA; EST; 578 BP.
GGGAAGCGTGCACAGGGAAACGTGCACGCTCCTGCGTCCAAAGGTTCAACCATCACAGCC
TTCACACACACACACAGAAAGCCGTCTCCATGGTGACCCTCCCTCACATGCAGGTCCAGC



TGTGCACGTGTGTGGCTCCAGCTGCATGTGAGGGAGTGTGTTCAGAAGCAGGTTCTGCTG
CGGTTCCGCTCAGATGAACCGGACCCTCAGTCATTACTGCCAAACATGCTGCACATATGC
AACACTCTGCCGGTCTGCCAACCGGGCCAGAACCAGCTGCCTCCATTGCCTCCATGCCTT
CAGCCAGCTTCACAAAGTGCCGCGGCTCCGGAGCGCCTCCTCTGTGCGCGTGCACAGACG
TGCACAGACGTGCGCACGCCTGTGCGATGGTGCTGTGTTCATCCATGAGGCCTAAACACT
CAGACCCCCTCAGCCCTCCATCCGGCCCCCAGCAGACCGAGGATCCAACACCCTTCAGTC
TTTACACCCCCACGAGCAAAGTGATGCTGCCGCACGTGCACGCTCACGTGCACGGTGTGG
ATGCTGATCAATGAGCTTCAGCTGAAGGTAAAGCATGA
>AV669611 ID   AV669611   standard; mRNA; EST; 589 BP.
GTTTTTTAGGCTGTGTGCTGTCATAGATATTTTCAAATTTAGCGTGCTTTTATACGTAAC
TTTTATTTTACATTGATTTTTACTAACATATATATTATGGTGTGTTATTTTTTTCCGTCA
CCTTAGTGACCCCTAGTGCTTCACGGATTGCATCATGTCAGCAATATGTCGTCCGTGACT
CGCACCTCAGACCAAAATCTCAAGCTATGTTCACACCGGGCATGTGTGGCGCGTTCAGGA
ACCCGGGTTTTTGAACGCGCTTTTGGCATACGGCGTTCACACAGATAACCGGCACTAGCG
CATGTCCGCCACCTACAGTTGGAAGAGGCTTGGTGCAAAATGTCGTCGCGGTGTAAATCA
TGCAAATCTTGCTCCAAACTTTTCCGATATGTGAAAGATTCGTCATATAATTCCGGCTGG
GCACAATCAGCAAATATTTATTTCTCCTTCATGATCAACTTGTTAGCAGTTCTGTGAAAT
GAAATTACCTATATCAGTGTTTTTCAACCTATTTTGAGCCACGGCACACTTTAACCTTGA
CAAAAGTCCTGCTTTCGCAGCATCCAAAAATTAAAAAAAAAAAAAAAAA
>AV669621 ID   AV669621   standard; mRNA; EST; 159 BP.
GCTCAACGTCCAGCGTGACGGCGCTCCTTCGGGAACTAGAGGTTAATAACGTGGTTCTGG
TGAGTCCGCTTCCAGACAGAGGCTTTCTGCTGCTGCTGTCCAGCGTTCAGATGGCNGGCG
CCAGCAGATAGAAGGGAGAACTGGAAGCGGACTCACCAG
>AV669637 ID   AV669637   standard; mRNA; EST; 514 BP.
CGGCGGCCGCGGATCCCTTCCCTGCAGAAGACGGGTCTATACAACATCCAGCTCTACCCC
TGTGGCTCCAACCGGCTGCTGGCCTCTAGGTCTCTGGACCCACTGGACTCCATCAAATCT
GGCTGGGAAGTTCTGGACGTCTGGGAGATGTTTAAAGGGCATCCTCCTCGACAGCAACAT
CATCAGCACCAGCAGGGTAGCCAGCTCTGCTTCCAGCTCAGGGTCACGCTCAGTAAATCA
GACACTGAAGTGGACCTGCGGCAGCTGGGGCTGGACAGGAGCAGTCGCAGTCAGCAGGAG
AAGGCCATCCTGGTGGCTTACAGCCGCTCCAAGAAGAGGGAAAACCTCTTCAATGAGATG
AAGGAAAAGATCAAGTCGCAGAGGACTGTTGATGAGAAAGAGGGGAAAGCTGCAGAGGAA
GGGGGGGGGTTTCTGCCAAAAAGGAGGGTCAGAGGAGAGGGTCCCCGGCGGCGGAGGAGG
ACAGCGCTCACCAACCGCCACGGGAAAAGGCACG
>AV669653 ID   AV669653   standard; mRNA; EST; 464 BP.
AACACTTCCGCCTGCTGGAACGCAGAGACGGGAAGAGTTTGCTCAGGCTTGGCAAGAGGC
CGCCCCCTCCAGGATCTTATCGGCTAGAGATTACCAGCATGCCGGTGTTTGGGCCACGCA
AACTACATCAGCTGGAGGATCAGCACGACAGTGACTATCTACAAGGGGAGATAGGAGATA
CTCTGCGGATCAAGCTCCACGTCCACCTGCACTGAGCTCAGAGTCCAGCTCCGGACTGAG
ATTTAACCGTTTTAACCGCTGATCAAGTAGCTCCTCCGCCAACGAGACCATCAGACCCAT
GGGTGGGGGGGATATCAAGGGCTATGAAAGACTGAGTCAATCAGCCCAACTCTACCACCA
CTTTTGTTACGTTCACATTATATTTGTTCCTATTTTGTTTTGATTTAATCCCAGCTTCAG
TCATTCTCCAGAGATAACAGAGAGGGTCTTTTGTGCTCGGACCT
>AV669661 ID   AV669661   standard; mRNA; EST; 535 BP.
GGAAAGCCTCCCATGTCTGGGCCTCCTCCAGGAGACTTTGAACCTCCAAGACCTCAGGAC
TCAAGCAGCTCTGCGGGACCCTCAGACATCCCACCCAACAAGCCCGGCTGGTTTGATCCA
CAGCACATCGGGCCTTGGAACCCCAACCAGCCGCCCCCGTTTGACCCAAATCAGCCCCCC
CCTCCTTGCCCTCCCTGGAACAGCCATGACAGCATGTGGAATGACCAGAGAGACCCTGGG
AACTGGGGGTGGGGGTCCTCCCAGAGAAGGAGGTCCCTGGAGTGGACCGGCCGGGTCAGA
CCCGGGCCCCCCGGCCTGGAACTCCTTTGAGCAGCAGCCGCCGTGGGGAAACCAGCCTGA
GCAGCCCCCTTGGGGTCAAAGGGAGCCCCCGTTTCCGCCACGCATGCAGAGACCCCCCCA
TTTTAGAGGACCTTTTCCCCCGCACCAGCAGCCTCCACCCTTCAACCAACCCCCTCCACC
ACCCCATGGTTTTGGGCGCTTCCCCCCTCGGTTCATGCAGGATGACTTTCCCCCC
>AV669665 ID   AV669665   standard; mRNA; EST; 557 BP.
CCGCATGTGTGTGTCCTTGCCAGGTCAAAAGTAATCCAGACATGAGGGAAAAAAGTGAAA
CGCCACCAGTTCCACCCGGACCCACTGAGGAGGAGATGAAGAGAACCTCCACAAACAACA
AAGTGAAACCAACCAAAGCAGAAGACAAGACCATTGGAAACACAGTAACACCCAAGGAAA
CAGCAGAACAACTGGATCCAGATCAGCAGGGAAGGAGGGCAAGAAATGAGGCACCGCTAG
TCACACCCAGACCCACTGAAGAGGAAATCAGGGGCGTGTCCCCAAACCAGGTCCAACCCA
GGAAAACCAAGGACAAGGAGAGCAATCCCAGAGAGAAGAAAGAAAAACCTTCAGAAGGTC
CTGCAGAAATGGTTCGAGCCTCTGTGGAGAGTCAGTCTGATGCCAGCAAGGAGGAAGAAT
CTGTTCAGAGCCAAAGTAATGAGAACCATCCAGAGAGCAAGAAGACTGAAGACGAAGATA
AAGACTCTTCATCAAAAGAGGATAGGAGAGAAGATGATGACAAAGACAAAACAAAGACCA
AAGTTCAGAAACCCAAG
>AV669678 ID   AV669678   standard; mRNA; EST; 496 BP.



GGACCACAGGGGAGTTCAGGGGCACGAGCCGGCGGTCTGGGCGCGCTCGCAGCCTGGGCC
ATCCTGCAGATGGAGAGCTTCCATTGGGTGCAGCATCGCTGCCGACAGCTGCTGTCGGCA
GATTCAAGCCGAGGCTGGTACTCGGCCCCGGATGGTTCGGCCAACAAAAGCTCCTCTCAG
GGGCCCGGTGGAAAAAGAAGAACTGTGTTTGCCCGCCATGGCCCCCTCCAGCAGCAATAC
GCAGCTCTGCCCAAGAAATACCAGGGCAACGCCATCTGCACGACCCAATACAGCCTGCTG
ACCTTCATCCCCATGAACCTGTTCCAGCAGTTTCACAGGTTTGCTAATCTTTATTTCCTG
TTCCTGGCACTGCTGAACTGGGTCCCCGTGGTGGAGGCCTTTGAGAAGGAAATCACCATG
ATTCCTCTGCTGGTGGTCCTCACCGTCATCGGCATCAAAGACGCCCTGGAGGACTATAGA
CGCTACCTGTCTGATA
>AV669693 ID   AV669693   standard; mRNA; EST; 344 BP.
AGCATCTCGTCAGGATGGGACGCTGCTTCTCTGCTTCGCCTCGTGGGATATTTCAACAGA
GACACAGGACATGCCCTTTGATTTGCTAAAACCAAACGGGTTCNGGCAACTCTCTAGGCA
TGCAGTGATTGTATCGCCCCACTCAGCAGTCCTGTTTGATCCAAAAGAAACGTGCCTGTC
TAAAGAAGCAGGATGTTCACAGGCTCCACCAAGCTGCCACCCGCTAAAACCCCCCAGCCC
GAGAGGCTGGACGAAGTGTATGCTGCCTTACGCAGAGGCTTACAGTCGTACCTGCAGGTC
CACCAGCTGGAGCTGGACAGTCTGGGTCACCAAGTTAGAGAAAA
>AV669697 ID   AV669697   standard; mRNA; EST; 439 BP.
CTTCATGAAGGCCAGTGCAGATCTGTTTGAGAGGAAGACAAAGACGTCTCTTTTGATCTC
CAACCAGAATGGAAACATGTACACCGCCCTCTGTTTACGGCTGCCTGGCCTCCGTCATTG
CAGAGCACAGCCCCTCACAGCTGGCAGGACAGAGGATTGGAGTCTTCTCCTACGGCTCAG
GCTTTGCTGCTTCTCTGTATTCCCTCAAGGTCACACAGGACCACACCCCGGGATCAGCTT
TGGATAAACTGGTTTCCAGCTTGAGTGACCTGGGAGTCCGACTGGACTCCAGGAAGAAGG
TTGCTCCTGCAGTCTTCTCTGACAGCATGAAGCTGAGAGAAGACACTCACCACTTGGCCA
GCTATGTCCCTCGAGGGGGGGCCCGGTACCCAATTCGCCCTATAGTGAGTCGTATTACGC
GCGCTCACTGGCCGTCGTT
>AV669700 ID   AV669700   standard; mRNA; EST; 551 BP.
GGAGGAGGAAGGCCAGGAAAAGGGGGAAATGCAAGATAAATTCAACAAAATGTTCAACCA
GCCAGCTGACCCGTGGGCCTCAGCGGTGGAGAAGGCGCAGGCTCCTAGCCTCTTTGAGCA
GAAAGCGTCTGCTGCTGTCGTCGAGCAGCAGCANCCACAGCTAAAAGTGGTGTATTACCG
GGCGCTGTACCCCTTTGATGCCCGGAGCCACGATGAGATCAGCATTGTACCTGGAGACCT
TATCATGGTGGATGAGTCCCAGACGGGAGAGCCCGGCTGGTTGGGCGGGGAGCTCAGAGG
TCGGACCGGGTGGTTTCCAGCTAATTATGCAGAACGGATTCCGGACAGTGAAGTCCCCAT
CAGCCGGATATCCACCACTTCAGCTGAATCCCAGCAGCCAATAGCCACACCCCCTCCTGC
TTCTGGACACGGCTCATCATCTACATCCTCTATTAACAGTAACTGGGCAGACTTTAGCAC
AAATTGGCCGTCAAACACAGCCAGCCAATCGGACTCTGAAGGATGGGACGCATGGCCAAC
CTCTTCAGCCA
>AV669701 ID   AV669701   standard; mRNA; EST; 439 BP.
AAAAAATAGAACAACAACCATCAGTGTAATTGTGTGTTTGTGATATCAGTATTGTTGATT
AGTTTGCCAAAAGTCAAGAGTATCTGTGGCCTTTTTGTCAAAACATGGAGAGTTTTTCTG
CATTAAACTGGAGAAGGGAGCCTTTCCTTCTGAAATCTGAGCATCAAAACATGTCAGATC
GAAAAATAGTTGTCATAAAAAAATAAAAGTGTAAATATAATGAGTGGTCAGGTTTGCAAA
GAGTTTTTTTTTTACTTTATCAAGACAAGATAATAATAAATATGATAACGATACATTCTG
ACACTAAAAGAAGTGGACAAAGAATAAGAATCTATTTTTGGTTCTGTATATATTGATATA
AAGATTGCAGTATGTTGCTTCGCTCTGTTGTATGAAATAAATGTGCTTGTGCCATTTTTC
TAATCTAAAAAAAAAAAAA
>AV669702 ID   AV669702   standard; mRNA; EST; 540 BP.
CTCGCCTGGTGTCCACCGGAGACTGTGTGAAGCTCTGGGATGCGGTTACCATGGCGCCGC
TGGAGCAGTTCAATCCCCACATCAGCAGCAGCCCAGTGGCTCAGGCCTGCTGGAGCTCCA
ACAACCAGTACCTGGTGAGCGCCAGCAGCAGCGGAGACAAGCTGGTGGTGTCCAGCCTGA
AGCAGGCCCCCGTTCCGGTGGTGGAGCTGGCGGAGGGGAAAAAGCAGACTCGCGTGGCTC
TGAGTTCATCCTTCCAGTTCCTGGTCAGTGGAGGTCTGGATCACTGCGTCCACATCTGGG
ACCTGAAGACGTCGCGACTCCACCGTTCCCTCAAAGACCACAAGGAGGAGGTGACCTGTG
TGACCTTCAATGCCAGCGACAGCCGCATCATCTCGGGCTCCACCAGCGGTGAGCTGGTTA
TCCACAGTCTGACCACCAACCTGTCCAGCCAAGCATTCGGCCACGGCAGCGAGCACCCCA
TCCACGACCTCAGGCTGTCCACAGTGAAGCGCTCCCTGCTGGGGACCGTCTCAGACAGCG
>AV669708 ID   AV669708   standard; mRNA; EST; 547 BP.
GGATCCGCCGCCGCCGATTCGGCGGCCGCGGATCCACCTGATAGACTCTGCAAAGGACCT
GAGACTGGGACGGAGATTTGTCTTCCAACAAGACAATGATCCAAAACATAAAACAAAATC
TACAATGGAATGGTTCACAAATAAGCATATTCAGCTGTTAGAATTGCCAAGTCAATGTCC
AGACCTGAATTCAATCAGGTTTCTATGGAAAGAACTGAGAACTGCTGTTCACAAACGCTC
TCCACCCAACCTCACTGAGATCAAAGTGTTTTGCAAGGAGGAATGAGCAAAAAATTTCAG
TCTCTCGATGTGCAAAACTGATAGAGACATACTCAACCCCTTACAGCAAAAGGTGACGCT
ACAAATAAGGGGACTGAATCATTTTGCTCCCCCAATCATTTTGCTCCCCCAATATTTCTG
TTTTTTAGTTGTTAAAAAAGTTTGAAATATCCAATAAATTTTGTTCATAATTGTGTCCAA



CTTGTTGTTGATTCTTCCCCAAAAATACAGTTTTTATGTATTTATGTTTGCGGCCTGAGG
TGTGGCA
>AV669725 ID   AV669725   standard; mRNA; EST; 592 BP.
AAAAAACCCAGCAGTGCTGTAGTNGACCTGTTTGAAGACGACGGCAGCGACATTTTCACA
GGAGCACCGCAGAGAAAAGCCAGCAGTCGGCCTGAAAAAGGACTCTTCGGGGAACCTGAC
GAGGACCTGTTCGGCGAGCCGCTGGGAGCCATGTCCAAGAAGACCACAGAGAATGAAGGG
AAGTCCAGCACAGCCAAAGCTGCTGGGCCAACATTCTCCAAACCCACCGACCCTGCAGAT
ATCTTCACAGAGGAAGCCGCCACCACGGTGCCGAGAACCAGCAACACTGTCAACTCCAAG
GCCAATGGAGTGTCCTCTGAGGAGGACTTATTTACTGAGGCCACAGTGGAGCTTTCTCTA
GACAGTCCACGGAGCAGCAGGAAGAACGAAGACACATCCAAGCCATCTGCTTCCTCCTCT
TCCTCCTCTCTTTCAGCCCCCGCCAGACAGGCCAAGCCGCCGCCTGCTGCCCTGGAGGAG
TTGGAAGATGAGGAAGAGGCAGAGCTGGAGGACAAGTTTGACGTTTTAGTTTCTGTCAAA
GATCCTGAGAAAGTTGGGGACGGCATGAACGCTTACATGGCCTACAAAGTAT
>AV669732 ID   AV669732   standard; mRNA; EST; 510 BP.
GCGGCGGCGGATCCGGGATGCGAACGTCTCTTCCGGATGAATCGATGCGTAAGCGAGTCA
AACCTTCCTGTGTCCAGCCTGGATTTACTTCCCTGCAGCGATGCAGTTGGACTGAACCAA
CTGGGTTTTCATGACCAAATAAGGGAAAAGGAGCTCCACCCAGGCGTTACGTTGGTGTGG
TTGCTCTCATCTGTTGGACCTTTTGGAACCTGAAACCCTTCAAAGCCTAAAGGTCTTTGG
ATGGAACCAGGCCGTCGTGTTTACACCCGCTTCTGGCTTTTGAGTCAGGATTCGGTTTTG
CACAGTTCCCTTCTCTGCTTCTGTGCCGGTCCCAAGCCCGGATAAATTGAGACAGTTGCG
TCAGGAAGGGCATCCGGCGTTTATAGGTTAAAAACCCGATAAATATCAAAACTTTGCATC
TCAGCTGAGAGAGCGTTTTAAAGTGACGCCTTTTCATTTGTTTGATTCTTTAATGAGGAA
ATGCTAACGAGCTAGCATGCTATCAGGTTT
>AV669734 ID   AV669734   standard; mRNA; EST; 574 BP.
GTGGAAGTTCCACGCCGAACAGGTTTTTGTTTTCTTGTTTTTGTTTGGATTATCTCCGGT
AAAGACCATGGCCGGCACCGCACTGAAGAGGCTCATGGCCGAATATAAACAGCTGACGCT
GAACCCGCCCGAAGGCATTGTCGCAGGTCCGGCCAACGAGGAGAACTTCTTCGAGTGGGA
GGCGCTCATCATGGGCCCCGAAGACACCTGTTTCGAAGGCGGAGTGTTCCCCGCTGTCCT
CAGCTTCCCCTCTGATTATCCTCTCAGTCCTCCCAAGATGAGGTTCACCTGTGACATGTT
TCACCCCAACAGTGAGTCCGCCCACGGCTTTGTGCCTGCTTTCGTCACCATGGCAACAGA
TGTGGAGCGCACAAACCTGCGACCGTTTTAAGTCTCGGTGATGGAACAATGTTTGATTTC
ATCTTCTTGATGACTCAGGAAAACTGATATTTGGATCTTAAGACCTCCACTCACACTCAC
ACACCTCACACACACTCACACACACGTCTTGTGTCTTAGCCTGGCTGCAGACTTGTCTCG
GCACGCTCCAGAGCTTGTTGCTGTTGGCGTGTTT
>AV669735 ID   AV669735   standard; mRNA; EST; 567 BP.
TTTTCTTCGAGGAGCCTTTTCCTTAGTAACCGTGCATAAACATGAGTTATTACAGCATAA
GACCCTCCACCTCCACCAGCTTTTCATCCAACTCAACATCAAGTGGCATTGAGGACGACA
GCAGCAGTCTCATGAGGCAGAAGCTGGAGAAACAGAGGTCGCTGCTGGAACAGAAGCAGC
GGAAGAAACGTCAGGAACCTCTGATGGTCCAACCGAACACGGAGGCTCGGCCCCGCCTCT
CCAGGACCCGCCACCCCGAGGAGCAGGCCCCCCTGGTGGAGTCTCAGACCAGCTTCACAA
ATGAAGTCATCATGGACGGTATTGACGGTCCAGCAGCTTTCTTGAACTCGGAAGGCCCTG
ACCTGGGCATGAAAATCCAAATCCTGTCCGTCAGCCAGCCCCAGTCTCCCTCCTTCCAAC
CCCAGCCTCAGCATCAGCCTCCACCTCGGTCCCCCGTTTCCGAAGAGACGGAGAGAGACG
GAGACACCGAGACGCTGCTGGAACCGAAGATGGACATCCACGAAATGCTGCAGAAACAAG
GTCTGTGTGGAAGCATGAACTTCGACG
>AV669744 ID   AV669744   standard; mRNA; EST; 455 BP.
TGATAATGATGTTGCTGGCGTTTGCACACGTCGGACTCCTGCTCCTTCACTCCGTTCTGG
ACGGGTACAGCAGTTTCCTGTCCACGTGTCTGTCTCTGCTGAGGGGGGGAAAGCACATCT
TGCTGTGGCAGCACCCTGAACTGTCCATGAGTGGCCCCTCCTGCACGCCGGCGCTGCTAC
TCCACATGGGCTTCTGCTTGTGTCGTCTGCTGCTGCTCTGGCTGCTGGTGTCAGTTCTGC
TCAGGAATTACCGGCGCGCCCGGGCTGAGCTGTTCCGGCCCGCCGCAGACCTGCAGGACC
ACCAGATGGTGGAGCTGTTCCTGAGGAGGCTCAAGATGTGGATGGGGCTGAGCCGGACCA
AAGAGTTTCGCCACAAAGTCCATTTTGAAGGATTGGAGCTGCCCCCCTCTCGCTCATCCT
CCACCAGTGACTGCAAGTCTCTATGCCTGCCTCCG
>AV669746 ID   AV669746   standard; mRNA; EST; 436 BP.
GAGAACTTCAGGACAGGGATTCTCCGGGGACTCAGTTCTACTGCTGCCAATACTGGATGT
TCAAGCTTTTCCTCATTTCTCTCTAATGTTTTAAACTGTTCATCTTTGACATCAGCTTCA
AAATAAATCCCTGGCTCCTCTGCCGGCGTTCAGCTGAGACCCTGCTTAGATCTTGGAGTA
TTCCCATGGAAGAGGTCTTTCTCTACCTCACTGAGCAAGAATAATGAGTCGGTGGTCCAT
CGAGGACGGGACGGCTCCGAGCTTTGTGCTCCTCTTCCTCCTGCCATTAACTGCCAATTA
CCAGCATGTAGAAAACCTCACACCATTCAGCAGATCAGACTCATGCGGGGACCGTGTGCT
CTTCAGGGGCCGACGTGCAGTCAGACCGAGACTCTAGTCTACATGTCGGGGGTCCTGCTC
TGTTCCTTCCACTTAG
>AV669757 ID   AV669757   standard; mRNA; EST; 114 BP.



AGAACGCGTCGACTCGAGCGGCCGCGGACCGTTTTTTTTTTTTTTTTTTTTTTTTTTTTT
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT
>AV669759 ID   AV669759   standard; mRNA; EST; 531 BP.
CGACGATGTTGCTGTGAAGTCACTTCTGACCGAAGCGGAGCGAATGCCGAGAGCTCTGCA
CGTCCTCGACCACCCCCTGCCCAAAGCCGTGCTGCTTCTTTGTAAGGTGGTTCAGATGAG
CCTGTGCTCTCTGAAGGGAGAAGGCCTGATCGCCTGCCTGGCTCACTGCGACAGAGCCAG
CGGTTACCTGCGCTCCAGCATCTCTGTGCCGCTCGGCCTGTCTGGAAGCTGGCTGAACAA
GGGGGTGGAGCTCCTGGTCTGTGATCTACTGTTGACCTTAAGGACCAGTTTATGGCAGCG
AGCCGGCAGCAGTAACGGCGAACCTGGTCCAGCACCTGGAACACAGCTGTCTGGTTTCCA
AAGAGACCTGAGCGCACTCAGAAAGCTCACGCAGTGCTACAGGCAAGCGCAGCACAAGCC
TTTCCTTCATGAAACCACCGTGCGGCTGATGGCGGGAGCCAACCCAACGAGAACGCATCA
GCTGCTGGAGCACAACCTGCGCCGCAGGACCCACAGCTCATACTCAGCCGA
>AV669763 ID   AV669763   standard; mRNA; EST; 536 BP.
CTCTTCAGAACCTGAGACGAAGACTAGGCAGAAGCAGGAGCCTCAGCCAAGATGTTCTGC
AGCGGAGAAGACCAACGGAACCAGAAGAAGAGCAAACAAACAGGATCAGCAAAAGGAAAA
GCAGCAGGAGAAGCCATGTGTGGAGATGAGGGCAAAAAACGCCGACTGTGTCGCAGAGGA
AGCGGGAAACCCTACAGCAGGCAGCGCGGTCCAAATCTGTCAGGCCACAACTAAAACCAC
TAAAAAGTCTGCAAAGCCTAAGCAGGAAGACCATAACTCTGTTGAAGGTAAAAAGAAGAG
CCCGGAAATGAAGAAACCCAACAGGATCAAAAGCCCAGAAAGACCCAGAGAGGAAACCGT
AAAAAAGAAGGGAGACTCCATCCTCAAGGAAACCGTAAAAAAGAAGGGAGACTCCATCCT
CAAGGAAACCGTAAAAAAGAAGGACGACGTCATCCTCAAGGAAACCCTGAAAATCCTGAA
GATAAAAATGGAAGAGAGATCCAACGTGGCAAAAGAAATCAATGACATAAAAAAGC
>AV669765 ID   AV669765   standard; mRNA; EST; 465 BP.
GACAACAGCGCATAACAGAATCAAGGACATCATGAAGCTGCACGCTACCCTTCTGTTGAT
CTGCCTTTTCAGAGCAAGCCTTCCTTTGCCTGTACTTATTGCCAGCAATAGCAATGAGAT
ATTGAGACTCAATGGATTAACCCTTGCAGCTCTTGGACAAGCTCAGGCATCATCCCTGTT
ACCCCAACTTGTTCTCCAGCAGCCTGATTTGTTGCTGACCCATCAGATGCTGAATCTAAA
CCCTCAGATAGCAGGTCCATTTGGTCCCCAGGGTCCACAGCTGCTGCTCCCGAACCAGGG
CGGGCAGGTGACATCCGTGTTTGTTCCAAACGGTCAGCAGGAGCAACTTGGACCTCAGCA
GGATCCCAATAATCCCAACATCCCTCAGCAAGCCCAGAACCCAGTGCAGATGTACCCATC
ATTTCAGTACCCATCTTTTGGGTTCCCTCAGTTTCCCAGACAGCA
>AV669771 ID   AV669771   standard; mRNA; EST; 504 BP.
CGGAGTTTGAGCTAAAATCGTCTGTAAGAGTGAACCAAGGCGAACTTAAAATCGTGTTTT
ATGTACAGGTAGTCCTAGATCGTCATGGGTAAAAGTAAAACCACGAAGTTTAAACGGCCG
CAGTTCAACGCCGTTGGGCTGCCGGTGAAAGCCGTGAAAGAAGTTGACGAAGAGGAGGAA
GACCATGGTGAAGATTGTTCTCCAGCCGCGGAGCTACTGGAAAAGGTGTTATGCATTTTT
CGTTTGGGTTCCAGTTGTTCCCATTTTGGAGTGTCCTTTTCAAAATAGATGTTTATGGAC
ACGTAAATAGTAAATCCACGTGTTGTCGTGGAGAGTTACTAGACCTCGTTCCGACAGTCA
CAACAGAGTGTGCGTGTTTCCTCAGCTGCAAAGCCCGAACGCAGACACGCGTGAGTTTGC
GTGCGCCAGCATTTCTCGGGTGGTCCAACAGAGCCAGACCATCCCCGGTTTTCTCCAGAG
ACATGCTGTCCGGCGCCTGGGCCC
>AV669772 ID   AV669772   standard; mRNA; EST; 546 BP.
ATGCTTTAGAGTCCGCGACAAGTCTGTACAACCAAGTGGAGGAAAAACTGCACACGCTAG
TGATGAGGTCAAACGAGTCACTGCAACACCTGGAGGTCCTGCTGAAGATCAGAGAGACTG
AAGCAGAAGTCATCACGGTGAGTTTTGTTCAAATCTGACGTGTTCGTATAGTTCCACTAG
ATGATTGCGTAACTGCTGTGGCGTGTTGCAGGCTGGGATGTGGCTCAGCACAGAGGGTGA
ACAGAGCCTGAAGGACTTCTGCACAACAGATGACACAGACGTTAAAAAAACCTTTCAGGA
TTTCAACCTCTTCTTTGCCTTTTCAAAGGAGAAGCAACAGCACGCTTTGACTTATGTAAG
GGAGGCAGAGGAAATCACTGGAACCAGCAACTCGTGTCCTGCTGCAGACATTTTTCGCAC
TCTTGTGAGCACTTTTAAATCCAACATGGAAGACTTCATGTTACGGGCAGAACGACGGCA
GAAAGAACTGAACTCAATGGTTCAGGTTTACACTTTTTGTGAGCAGGCTGCTGCTGCTGC
AAAAGA
>AV669773 ID   AV669773   standard; mRNA; EST; 497 BP.
GTCAGGACTCCCGTCACTGCAGACGCTGCAGCCTTTGTCTGCTCTCGGAAACAGCTTTAC
ATTTGATTAATAGCACGTCCAAAAGAATTTTAGTGTCAGCAAACATTAGACCATGTCACG
TTTGACCAAAAAACGACAGTTTTGATCGTCATCCTTACTTCCACCTCTAAAGAAATGCTG
TGTTTAGGAGAGTCAATGGACTTCCTCCGGGACCACATGCAGTCCATGGTGAGGTCCTTG
CAGGACTTGAAGGAGATAAGCAGACCAAGGCCGCTCAGCGACCCCTGTGTGCGCCCTTTC
CCCGCCACGCAGCTCTGCAAACGGCAGGCGCAGCCGGAGCAGCTCACCCGCCTGCGTTTT
TCCGACGCCAGCGAATCCAACACATACGACTCCGCCTGCTGTCTGGCAGAGGAGCAGGAA
CAGCAGGAGCACGAGCGGTTGGCACAAGGCTCCCCCAGCAGCGAGCAGAGTCTGGACGTC
GACTCGGGTTACTCAGA
>AV669775 ID   AV669775   standard; mRNA; EST; 501 BP.
GACTAGTTCACATTTAGGAAAATCCTGGGCCAACAGCACAACGAGGGAACGAAGGAGAAC



TAAATAGAGAAACTAGGAGAAGAAAAAAGAAAAGTCTTTGCAGGGACTAGTGGGAAAACC
CAAAGTGACGGCGATCATGGTGGCATGAGTTGATGCATAAGGCTTCACTTGGAAAGTACC
AAAGGAAACCATAAAAGCAAAATGCTTTAGAGATGTGAACATCAAGTGGGGGGGGGAAAG
AAGAGGCAGACGTGTGCTTCTGTCAGAAACCTGAGCAAACCACAGAGGAGGAAACTTTGC
CTTTAACGGACCGACACAAGACACCCGTCTGCAGAGGGACTGCACTTAACAAGAGAAATG
GAGAACTGTCATTTCTTAAAAAGATAAAAGGATGTCACTATCAGTTTTACTGTTGCTATC
ACTTTTGACGGTCCAATGCGGTGGATGTGACTTTGACCAGATTAGTGTGGAAACATAAAG
GCGACAATCGATTTCTAATCC
>AV669778 ID   AV669778   standard; mRNA; EST; 530 BP.
CCAGAGCAGACCACCGAAAACACCAACTCCTCTTTTTCTTTTCCTTTTTTCTCTTCTTAA
CGCGGAGCTATTTAACTCGCGCGCGCAGCTAACAGAACTCCCAGCTCCGCGCGCATGGAG
GCGCGCCCTCCCTGCTCGACTTTGAACTCTACCAAGTTCTGGTTTCTTTCGAGGAAATCC
TCGCAGCGTGGAAACCGTGGATGAGCTCTTCCGGTGAAGGATCAGAGGATGGCGGGGTTC
ACCTGAAGAAGGGCGGGGAAACCGGCGACCCGGAACGCTCGACCTCGACTGGAAGCGGCC
CACCCAGTGCGCGTTTGCCCCCACCCTGCCGCATCAGCCGTGGCTTTGTCTGACGAACAC
CGAAATGCACCTCTTGGTTCTCCGACTGAACCTTCAGGTCTCACATCAGATTAACCCAGA
TTCACACACAAAGGCGCAGGTGGTCGCTGCGCATCCCTTACACCTTTGAAGCCGAAGGGG
GGATCCTGCTGGCGTGAAAGCTTTGACAGGAGAGCAGGGCGACTACACAG
>AV669779 ID   AV669779   standard; mRNA; EST; 444 BP.
AAAATGATAAAAAATGAAAACGTCTTCATCCAAACAGACAAAATTGAGGGTAAAAAGAGC
TGGTTTGGTTTCTGAGCCTTTGTGGCAGACACCATGTTTAATAAATGTGGCGATTTAATT
GGTTAGAATCTGGACCAGTCAGCGGCTGTTTGATGGCGGCTTTGTCGTGTCAGGCTGAGA
CTTAACCCAGCAAGGTCAAAGATAGGTAAAAAGTGAGATGAAATTTCCCTCCATACATTC
CCTGTGTGATTTCCGCAAATGCGCTGAATGAATCCTTTCTGCAGAGTCTGGGTGCAGTAT
TTCAAGAAATCACAGGGACTAACATTCCCAGTCTCCTTCTGGGCCTTGTGTGCATCGTGT
TCCTGTACGTGGTCAAAGTTCTTAATGAGCGCTACAAGAAAAAGCTACCTGTTCCCCTTC
CTGGAGAGATTATTGTTGTCATTG
>AV669780 ID   AV669780   standard; mRNA; EST; 429 BP.
TTTTTTTAAAGAGAAAAACAAATGACATATCAATATGAAGTTATATACCGTTAATGGATT
GTTGCCTAGGTATGTTTGGTTTTTTTGTTAGTGTGCACCTTTGTTGCATGGTTGTAGAGT
TGTTAATTTTGTGATGGTTGACAAAAGAAAAGCAAAATGAAAAAGGACTATTATGATGTG
TTTCTTGTGTCTGTTCTGAAATGAATCTGCAGTCCACTTCTCAGGGTCACAACTAATCAC
CTTTACACGTTAGGAAAATGCAGATCTACTTGACAGCTGATGATTTGTTATGCGCGCTCG
GACATTTCCAGCTCTTCTCGCCGAGCGCTCCCTCCTAAATTCAACTAGTTTGTTTTCTGA
AATGCTTCACACCGTTGAATGTTGGGAATCCATCAAAGAAGCAGAGATTCTTTCAGTCTT
TTTGTTTTG
>AV669781 ID   AV669781   standard; mRNA; EST; 537 BP.
CGGCGGCCGCGGATCCTGTCACTCTGTCTGTCCGTCTCTCTGAAAGATCCATTTTTAACA
CTTCCACCTTTCTGTACGTGCCCTCTGTACTGTGTCCTACGTGCACTCTTGACACTCAGC
GCTTCCCTTTCTGCTCTTTACAGAATAAACATGTCACCAGGTTTTCACTAATTTAACTAT
TCGCTCCGGAGCTCGGGATCTGAGACCTACACGTTGAGCCCAAAGGCAGCTGGGAGCTCT
CAGAGCAGTGAGCTCACATAATTAATAGCATGAATGAGTAAGTGTGCAGGCTGCTCGCGC
TCTGATGAAGATGTGGTCCACTGGAAGGGGGAGGAGCAAATGTGGCTGCAAAGCATCAAA
CACGAGCCAAAGGAACGAAGGGCCAATCAATCAAGCGGAGTTTGAAAATACACCCCAAGC
AGTTATTTCAATGGTGTTGAAAAAGACCATGGGGAGGGGGCAAAGAATACTGTTATTTCT
CTTTGATAACCAAAGATGCAATATTTAAATGCAACATGAGACTTCACCTTAACACAA
>AV669783 ID   AV669783   standard; mRNA; EST; 343 BP.
GGGAGTGAAAGCAATGGTTTCTCGTCGCCGTGACAACGTTTAAAGTCGTCGAGACGGTTG
GACGTTCACGCACAAAGAGCGGACTGGATCTCCCACCATAATACCAGCCTTCACCTTGAG
AACTGCAGACTTCTTCGGACACGATATCTAAATTGGGGGGGTGAGGTGCTTCAGGCTCCC
AGCCCTGCGACTAAAGACCCCCAACCGTCTCCTTCGACCTCTGCCCAGAACTCCCAGAGC
CAGTACCAGAAAGGCAGGTGGAGCAGCCACTCNCCGTCCCGCAGCCCACGCCGNCAGCGT
GGATCGGAGGACCGAAGAAACCGGCGTGGCAGCAGGTCTCGCT
>AV669784 ID   AV669784   standard; mRNA; EST; 465 BP.
CTGTAACTAGCCTAATTTTTTTTAAGTCTTATGCTTACAAGTCTTATGCTTTACACCGGC
CTAAGCAACGATAATTCAAGCAACCACCTTTCCATGAAAAAGTCTATGTAAACTGTTGAG
TTCAAAACGCTCATGTTCATGTAAGTTTTAATTCTCATTGCAAATTAAACTAGGTCTATC
TTTAACCATTTAGGGACTTGGGTTTGGTAGTGGCATATGGTTAGCTTCCTTTTTAATTTG
TGGGAGTGTCAACCGTTTGAAAATTCGTCATGGAGGAGAAATGAACAATTGTGGTTTGTG
CCCAGACTGTTTTAGTATAGAAAAATCCTGGTGCAAAATTCGTGAGATTTTTACCAGACA
TTTCACACCAAGCGTCTTCCGACTGTAGGTACATGCACTTGTATCAGTTAGCGACAGTCC
AGTGTAAACACCATATGCTAAAAGCACTTTTAAACACCGGCGTTA
>AV669796 ID   AV669796   standard; mRNA; EST; 440 BP.
CTTCAAATTCTTCATCAAGATATGACACACGACATACCTTCAGAGTTGAACGGAAAAAAC



AACGACACACCTTCATACCTTCACACGACACACCTTCAGAGTAGAACGGAAAAACAAATT
CCACATCAAGATATGACACACGACACACCTTCAGAGTAGAACAGAAAAAAAAAACGGTCC
AGCAGGTCTTGTTGCTTTGNGGCTTGGGCGGCTCACAACATCTCCAACAGACAAGTTCAG
GGCGTCAAGCTGGGCCAGCAGCTGGGACACAACACTGTGGAGAACTGAAGAACAACCCAG
NGTTAGGAGAGGCTAACAACACGGGCTAACAACATTAGCCTTTTGATGGAGAAAAAATCC
AGGACAAACCATGTGGGAAATGCTGCAATCTGCATCCTGGCTGCACGTAAATGTCTGGGA
ATAACATCAGCCTTTATTTG
>AV669799 ID   AV669799   standard; mRNA; EST; 62 BP.
GGATCCGCGGCCGCCGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AA
>AV669803 ID   AV669803   standard; mRNA; EST; 496 BP.
CGGCGGCGGCGGATCCTGACAGCAACTCCGACAACAGCGGCAAAGTCACCCTAAAAAAAG
AAATCGGACTTCTGAGCGCCTGCGCTATAATCATCGGTAACATCATCGGCTCTGGGATCT
TCATCTCCCCTAAAGGAGTGCTGGAGCACGCGGGCTCCGTGGGGCTGTCACTCATCGTCT
GGGTCTGTGGGGGCGGCATCTGTGCCCTCGGGTCCCTGTGTTACGCTGAACTGGGTGTCA
CCATCCCAAAGTCTGGGGGAGACTATTCCTACGTGACAGAAATATTTGGAGGTCTGGTGG
GCTTCCTGTTGTTATGGAGTGCTGTCCTCATCATGTATCCAACCACGCTGGCCGTCATCG
CCCTCACCTTCTCCAATTACGTCCTGCAGCCAGCCTTCCAGAACTGTGTGCCTCCATTCA
TCGCCATCAAACTCCTCGCTGCCATCTGTGTCTTGTTTCTGACCTGGGTGAACTGCTCCA
GTGTGCGCTGGGCGAC
>AV669808 ID   AV669808   standard; mRNA; EST; 498 BP.
ATTTCAATGACAGAGGGAACTGAATGGAGTAGCGGCATTCCTCCTCTGATTTTCGCTCGC
GCGGTTCTCTGATCCACACCTCCGCTGTCAATGTTAACCCCGTTGGTATTTTAAAGCTCT
GTTTTGTAGAAAGTCATAGCCGAATTCTGAGGTTTATTCATTGGGGCGTTTTCCGGTCAG
AACCAAGACAACAAAGCAGCGGCTTGCTAAAAGCAACTGTCGACATAGATTAGCTTGCTA
GCCAAACGCGTCCTGCTGCTTCTTGTTTCAAGCTTCAGCTCAGATCGGGTGAATCAGGAT
GGGGGAGAACATTCCGGATGAAGTGATGAAGAACTCCGCTCTGGTAAAGGAACTGGCAGA
TGTGGCAAAAGACGAAGCTCTCCTCCAGGGGGTCCTGATGAGGATCCAGGAGAGCCCCAA
CTCCTCGGAGTTGGTCACCTACGCCCCGTTCACGCTCTTCCCCTCACCTGTGCCCAAAGC
CGTCTTCCTGCAGGCCCT
>AV669812 ID   AV669812   standard; mRNA; EST; 529 BP.
GAAAAGTCGAGGTGTCTTCCTGACCACACAGACAGACAAATTCAGGACTTTAGACGATGT
TTTGAAACAATGGATCGTTACCGTTCTTGTTGTTTCATTTTGCCAAAATGCTGACCACTC
AGTAGACGAATGTAAATGTGTGGAGTCTCTAAAAAGCATCTATGATAACCTTCTGGACAT
TTCAGCTCAAGATTCAGAGAGAAAGAGCTCTGTGTTTCAAGCTTGTTCTCTAAGTGGCTG
TCCATCCGCTCCACGATGGTTCTTTGCTGTACAGACTTGCCACTTAGCAACACAGTTTTG
CATGTCAGCCTGGGAAGAACTTAATTCAAGTCAACAGAAAACTGACAGTGAAGAGGACAA
ACCTTCCCCTGTGAAAGCATGCCTGACCTCACTGAGTATCCAGACGGCACCAGGCCTAAA
GGATGAGGAGCCATCACTGACAGAGCTCTTGGATGAGGCTGCAGAGGGGCTTCACTTGTT
ATCAGACAAGTTGCCACCTCCAGGTAAAGCTTTAGTGGACGTTCTGTTT
>AV669817 ID   AV669817   standard; mRNA; EST; 333 BP.
CTTGTTTAGTGAAGTCGGAACCGCAGCAACGCGTTGGGGAAGTTCTAAACGGATTTGACC
GCCAACACAAAGCCGCTTTGCAGGCGCTGAGGCTGGAGCTGGACGTTGTTTTCTCTCTGG
GCGATGGCGGCTTCCTGCAACCAGAAGCCCCACACAGGTCGCGCTGCGACACGTCTCTGG
GCCTCCTGACGCAGAAGTTTGCAGACATGCTGAGGCACAGCCCTGACGGAGTGTTGGACC
TCAACGTGGTCTGCCAGAAGCTCGGTGCGCCCAAGAGGCGGGTTTATGACATCACCAACG
TGTTGGAGGGGATCAAGCTCATCAGAAGAAGTC
>AV669820 ID   AV669820   standard; mRNA; EST; 208 BP.
TGTAAGTCCACAGATAGTCTTCGGGTCCTTCAGGAAATGTGGAGATGATGATCCGACGCG
GTTTTGGTCAGACAACAGCGTTTTAGTAAATGTGTAGCCTTTGTTTGATGTAAAGCAGGA
AGTCTCCTCTGATTGGCTCAAACCTGCAGCTGCAGCGAGCTTATTGGATCCCTCATAGAT
CCAGGTAAGCTGTACCTGCTTCAGACCA
>AV669822 ID   AV669822   standard; mRNA; EST; 253 BP.
GTTTCAATGGAATATTCTTTTATTTTTGTATACAAATGTTCTCTGACAGTCTTCCAGGCC
TTTAAAAAGCCTCACTTTCGAGTTCTATTTGCTCATTTAAGTTCTTGAAAACTCAAAGTG
ACAGAGAGGCTCATTGACGCCGGTGTGGAGTTCATGTCCTCTGTGTCTCAGGCCGCCGGT
TGAGCATAAGGCCAGCTCAACGCANACTATCACACACAGTTTGCTTGCCTTCATGNGACA
GACGGCTGCTATC
>AV669824 ID   AV669824   standard; mRNA; EST; 452 BP.
TCTGCTTCCACTTCTCCGCCGTGGAGCTGCACAGAGCCTCCGCCGCTCCTCCAGCTCCGC
GCAGTCTGAAGATGGTCGGCGGCTCGTGTGCGCGCAGGCTGGCCCGCCGGTCCCGGTCCG
CGTTGATCGCGGCGCTCACGGTGCTGCTGGTGCAGACCCTGATCGTGTGGAACTTCAGCA
CTCTGGACTCCGGGGAAGAGAGCGCGGGCTCCAGCGTGCGGGGGAAGAGGGACCGGGTCG
CGGGCAACAAAGCCGGTGGCAGCGACTATTTCCAGCGCGCAGTCCGGCAGCCGCCGGGCC



AACATCTTCCTTCTCCGGGGAGGGGGGCGTCTCGACACAAACAGCAGCCGGAACTATCGG
CTCTGGCCGTTCGCACAGCTCAAGCTTTGTGTGATTTATTGGGCAAAAGGTTAGAAGCTC
CAACTACATCTCAAGCGACTGGTCAGAGCATG
>AV669830 ID   AV669830   standard; mRNA; EST; 428 BP.
GTGGTGTAACAGATGTCTTTCATCCTGCTGTGCACTTGCTCCCCCTGCTTCTCTTAGCTT
TTGCCACCCCCCCCACCGCCCTCCAACTCCTCCCTCCCTGCTCCTGTGGTGCCAAAGCAC
CTCCTCAGACCCTGACAGGAGTCCTGTCTGCATGACATATGGGACCACATTAGTTTTTTC
TCCCAGACTTCCTGAGCAAACGCGGCTCCCCCTCCATGGTGTGTCCTCTGCCGCTGATGA
CGGCTGCAGCCTCCCTCCTGCATGGCTTTGGTGTCGCAATGAAATCCTTCCTACTTTAGC
ATTGACCCAGGCTAGCCGCTTCCCAATGCTTACCTTTGATATCTAACCTAAACAACTTCT
CACCTTCAGACTTCTTTCTTTGCAAATGTCCTTTTTTTTCTAACATTTCTTCTTTCTTTC
CTGTTCTG
>AV669839 ID   AV669839   standard; mRNA; EST; 118 BP.
GCGTCGACTCGAGCGGCCGCGGACCGTTTTTTTTTTAGGGAAGTCTTAAAATGCTGGCAG
CCGTGGCCATTATCCCACTTCAAATAATGGGCANAGGGGGGGGGGTCTTTTTCNTNAA
>AV669859 ID   AV669859   standard; mRNA; EST; 365 BP.
TTTTTTTTTTCTCTTTGGATCGGCCCTGAGCGTTCTCTGTATCTTTCTTCTCCATTTCCC
TCTCTCTGCTCTTGGACCGGGCAACTGAATTAAAGTTGGGGTGGNGCTTGGGTGCGGACT
CCTTGGGTTCGTTGCTATTGTCCTTAACANATGAAGAGNGGGATGGGGAAAAGTGGCTGT
CAATCTTTCGCCTTTTATGATCCCGCTCAAATTCAACAGAGTCAGATCTGGGAGTTGGTG
ACTTGAGGGTTGCAGCTGCAGCGCTCCTGTCTCCTTTCTCCTTGCTCTTGGACTCCTTGA
TGACGTCTCGCTCCCTGGACAGCTCCGNGGCATCCCCGTTTCCAGCTTTGACCTTGGCTT
CTTTG
>AV669871 ID   AV669871   standard; mRNA; EST; 360 BP.
GGAGGCTGCAACTTTCCTTTTATTTACAAAGAAGTAGGCGTTGTGTGACTTTTATCGTCT
TTGTGAAGAACATGTTTACTCATTGACCTCCGATGACTTTGCAGTTTCGTCTAGACAAAG
CGCAGGGGCAAACAAAAAAGATCCAGCAGGTTTTGATAGTCGTGCTGGAAAAATCAGCTG
AGTTTTAAAGAATGACTGCTACGGTCCGAGCAATCGTGATTGGAGCTGGTTGTCGGGGAG
AGGGTTACTCCGAGTTTGCATTAATCCATCCTGAACGCATGAAGGTTGTTGCCGTTGCTG
ACCCAAGAAAGTTTGCCCGTACCAATCTTCAACAACAACATCAAATANAAAATGAAAATG
>AV669881 ID   AV669881   standard; mRNA; EST; 255 BP.
GGATCCGCCGCCGCCGAATCGGCGGCCGCGGATCCGTTTGAATGTAAAAACCATAAACTA
ACTCCGTCTTCGGGTTTTGTTTTCACGCCTCCTTAAATCAGAGTTGACCGCCTTTGATTG
ACAGGTGAAAGTAGAACGGCTCTACTGTCTGGAAGAGCCATTTAGCCCCGCCCCTTTTCT
CGGGCGAAGGTTGCAAACGTTTCCGAGTCACAATATCAGCTTTTTTTTTTGTTTTGTTTT
TACCTTCCGGCTTCC
>AV669910 ID   AV669910   standard; mRNA; EST; 163 BP.
AGCCAGTGATGCCATGTTTAGAAATGAGCACCTCTTGCCTTGAAAACACATTGCTTATCT
GTTTTGCCTTACCTTTTTAAGTTTAGAACAGATATAAAAATACGATTAACAACAAAACTT
CGATCTTCATCTTGTGATTACCCCTCTACTTTTTTTTTTTTTT
>AV669919 ID   AV669919   standard; mRNA; EST; 375 BP.
CGCTCCCGTCTCGGCTCGTGGACCACCGGAGCGGCGTTCTCTTTGGCTCGCTGCGTTGCG
GCGGATTTGAGGTTTCACACGGGCGAGTACGGCGGCAGGAACAGACCAAACTCTGCTCGG
TTCAGTTGGTTTCTTCCCTCCGCTGTGGAAAACTCCGAGGGAGGCCCGCAGTGTGCGCTC
CGCCTCCCGCAGGCCTCCGGCCCGGACTCCCGCGTTTCCGCAGCAAAATGGACGGATTCA
CCGGCAGCCTAGATGACAGCATGTCTGCTGCCAGCGTCTCAGACGTCAACGACCGTCTGT
CTGCGCTGGAGCTGCGTGTGCAGCAGCAGGAGGACGAGCTGATGGTGATGAAGGCCGCTC
TGGCTGACGTCCTTC
>AV669928 ID   AV669928   standard; mRNA; EST; 386 BP.
CTGGTGGATGGAGCTGCAGGCAGAACAGTTGCAGAGACAAGAAATAAAGATTTTCAGGAG
TCTAGGCCTCTAATTGTGCCAGGTTACCCCCGGAACACCACAGTGGAGTTGGGTGGTCAG
GCAAAACTGCTGTGCAAAGTCCACAAGCCAGCATTCACCAGGGTGCAATGGCTGAAGTCT
GAATCCAGCAGCACAGGAGCAAGCCAGCCTCAGATCAAAGCTCTGACGCCCCTGCAGAGC
AGCGCCTCCAAAACCAAGACTCTTCACTTGTCCAATGTCACGCTGGAAGATGCAGGCGAA
TACATCTGCGTGGCTGAGAGCAGCCATGCCGGGGAGACTCTCCAGGCCATGCAGTCGGCA
TGGCTGCAGGTCCTGCCTGGAAGCAC
>AV669929 ID   AV669929   standard; mRNA; EST; 417 BP.
GCGGAGTGCAGGGAAGCTATGAAAGGTTATCAATGGTGACTAGGTGGAGCGCCAGAATGC
AAAGCCTGGTGGCACAGGCACTTGTCATGAGGCAGTTGGGAAGGTTCAACCCTCGCCACC
TGGTGGCGGCAGGATATGGGCTGAGGCAGACTCACTGGTGTCCCAGGGCCATCCACACTC
TGCAGCTTGTGGGGCTCCCGAGGAGCCCCCCTCATACACAGTGGTCACCAACTCGTCTTT
CACCTCAGAGATGCTGCCAGGAGCTCGTCGGTTCAACATCTGAGGTTTAAAAGCAACAAA
AAGAAAGCTTCCTCTGCAGCTGCACAGGATGAAGATGAGGAGGAAGAGGAGGATGACCAG
GAGGACAGAGATTATGACAACGTTGACCCAAATCTACCAAAAGACTTTAAGGATGTA



>AV669931 ID   AV669931   standard; mRNA; EST; 408 BP.
AGGAACTGCTCCAGGCTAACTGAACATTCTCTCCCCACAATCCGCGGAGGAATTCCGCCT
CGAAAAGTCTAGGTTTTTAAGATGCTATCGGATGCCAGCCTCTAAATAGTTGTCCGATAA
TGGCCGCAGACGTGGATAAAAAGACTTCCGAGGCAGAGCGAAAGACAGCGGAGAAGAATG
GGCTCCGAACCCCGGCCTCTGGGTCCAGGTTCTACAGGGGGGTGTGGACCCTGATGCTGG
TCTGTGCTGCCCCTCTTGTTGCTTATGGGATCAAGTACTACCAGGATACCCAGCTCCTCA
AACGTCACGAAGAGAGCGTTCGCGTTTTGGGCGCTGAGGGCCTTTTCCTTTTCTCCTCCT
TGGACACGGATCATGACCTCTATCTCAGCCCCTGAGGAGTTCAAACCA
>AV669939 ID   AV669939   standard; mRNA; EST; 521 BP.
GGAAGATCCAGACAGAACTGAAGCCCCCCCACGCTCCGCTTCTGCACCCTCAGCCCAGCT
ACAGTCAGTGATTTCGGATTCGGCTCCGCCGGAGCGCCCGGCAGCAGCAGAACAGGCCTC
GGTGCTGGTCTCTGAAGTTCTGCAGAACAGGACTGNAGATCATCCCATCGGGATTTGAAG
GTCATGACTAAAAAGAGCAGCGACCATGTCAGGACAAACTACTTTTCTTAAGTTTTTAGT
CATTTAGCCTTCGGTTGCCCTTTGGTTCCCCCACTCCCCCTCTGCCCTTTGGTTTCTCCA
AATGCCCCCTCTACCCTTTTGGCTCCGCCCAATCCCCCAACTTGTTTAGAGTCATCATTT
CTATAGCAACCACTCTCACCAATCACAAGTGATCTTGTTGGAAGGCCACACCCCCTACCA
CTTGAAAGCAGGCTACGGAAAACTAGAACTAGAGGGTCCTGCCAGCTGTTTATTCCTCTA
CAGAAGTCTATGGGTATTTCCTGTTTGAGATGCCGGGGGGG
>AV669940 ID   AV669940   standard; mRNA; EST; 154 BP.
CCGGTGTCCAAATGTCTTTTGTACAATAAATGTATTGCAGACAACCCAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>AV669943 ID   AV669943   standard; mRNA; EST; 532 BP.
TTCTCTCGTTACTTTATTTTCGGCCTGAACTGGAATATTTGTTTCTACTCTTCGCCCTCA
TGGTTCCTCCTGGATCAGTTATAATCTCTGACTGGCATCTTTGTAAAGAAAGCAAAGGGT
ATTTCAACACAATTTTACACAAGAAAAGACGTAAAAAATTTGGCCTGTTGGAGTCTCCGG
TGATGCCCCCTCATGTGTCCGTGGACACCGTTCATTATAAAGTCTTCATGTCTGGCAAAG
GTGGGGTTGGCAAAACCACACTTGCCGCTCGCCTTGCAGGCCGGAACCTTCCCAGCATGC
ACCACGAGACCACAGGCATTGAGACCACAGTGGTGTACTGGCCGGCGAAGCTGAAAGACA
GCGGCAGGGTCCTCTTCTTCCGTTTGCAGCTTTGGGACTGTGGAGAGAACGCCATGCGCA
GATTTGATCATTTGCTTCCATCCTGCAGGGAGCAGGCGGACGCGGTCCTCTTCCTCTTCT
CCTTCATCGACAGGACATCCTTTGACGACCTGTCCAACCAAACTGCCAAATG
>AV669957 ID   AV669957   standard; mRNA; EST; 54 BP.
AGAGAGTGTGTCTGACTGCCAGAATGCCTCCGTGTGTGTGTGGGGGGGGGGGTT
>AV669958 ID   AV669958   standard; mRNA; EST; 392 BP.
TGCTGATGGTGTGCAAGGACCCCCTGGAACTGTCCTGATGCTGCCTTTTAGGTTCAGTTC
TGGAGGGGATTCTGGACAGAAAGGACCCGCTGCGTCGGCGCAGGAGGCCCAGATGCAAGC
CATCATGCAGCAGGCCAGGATGGCGATGCGCGGCCAAACAGGTCCCATGGGATTGACCGG
AAGACCCGGACCTCTGGGTCCTCCAGGTGCTCCAGGTCTGAAGGGAGAGTCAGGGGAGGG
GGGCCCTCAGGGACCCCGTGGACCCATGGGATCTGCTGGACCCCCTGGAAAGCCTGGCAG
GAGGGGCCGTTCTGGAGCAGACGGCGCCAGAGGAATGCCAGGACAGACCGGACCCAAGGG
AGACAGAGGCTTTGACGGTCTGGCTGGACTTC
>AV669960 ID   AV669960   standard; mRNA; EST; 491 BP.
GTTCTTCCTTCAAAGTTTTCTCCGTTGTTTATTGTTGTTGTTTGTGGACATTCACGTAAA
CATCAGACCGAGACGGAACCAAAGAGAACCTGAAGCTGGAACCAGGAGAGCGTCACTGAA
CAGCAGCTTAGACGTCCAAACCTCTGAGGATGAGGAGGCAGGAGCTTCTTCTTCATTCTG
AGGACGTGAGCGACAGCATTTCACTGCCGATGGTTGCCGTGCCGACCGACATCCCATAAG
TGATGTTTTCGGTTCAAGTATTCTCCCCAGATTCATCTGTTGAAGGCTTCATTTCTTCTC
GTTGATCTTTGAGTTGATGACGTGTTTTTGGACCAATCAGCCTCCAGAGGAGCCGATCCA
CCCGCTGGTGGTTCCAGATCAGAAACCCAGCAGGAATGAGTCCAGAGAAAAGTCAGCTGG
GATTAAACAACAAATCACAGATTCATGAAACTTATTACAGAAATAATCAAATGCATTGAT
TCAAAGAAAAA
>AV669964 ID   AV669964   standard; mRNA; EST; 489 BP.
GTAAACAGCAAACCTCATGGTCATCTGTCAGGCTTTGTCCCCCTCCTCTTCCTGATCCGT
CAGAGACTCATTTGAACAGCCGATCCAGTTTCATGCTTGTTGGGAGCGCTTTTTAAAAAC
TTTTTTGGGAGTGTTTCTCTGCTGGTGATTTCCAAACTTCTCCAGCCAAAGATGCAGATT
AATCCCACCAGTTGGAGCCATGGCCCACGTGTGTGTGGGCCCTTATTCTGCAGAATGAAG
CCCAGAGGAGCTGCAGGGACAATAACTCAGGACTCACATATGATCCAGAATTGCTCTGTG
GGAATTTCTGGATGCAGATCTTCACCTCCGGCTCTTCTTTTGTCTTTGTAAGTTTGTTTC
TGGGCAGGTTTTTTGGTTTTGTCTGGCTGGAGGGGCCACCATCACCACATGGAGCATTAT
CCGCCGTAACAGTCATTAAAGCAGGTAGATCCAGGCAGTGTTACCCATCATGCATCCTGG
TTTTATGTG
>AV669965 ID   AV669965   standard; mRNA; EST; 478 BP.
TTTTAATCATAAAAAACATTTGATTTACTATTTCTAGAAACGCGAAAAACCTGCAGATGC



AAATTGTGTCAATGATGAGAAATTATTCTGAAAACAATTTAACTTGCCAAGACTCTCTGA
ACTCTGAATCCCCACCTTATCACAAAGTGACACCTGTATCAAATTGGATGAAAATAAAAG
TCAATTGGCAAATGTTTGGCAGATGTACAATTGACTCTTTACCGTTTTGACCCACACCCG
ATAGAAATCTGTATCCAAAAGTTCATTATGAGGCAAACTTGAACCAGTATGTTTGTAGAA
AATGACAAAAAACAGAAATTCATTGATGAAAAGCCATTTTGGAAATGGAGCAATACAATT
GAGGAGAAGCATTCCCCTCTCTGAAATCCTCAGGAACAAAAAGTGCTCTTCTGTTGGTTT
CGCTGATAAGATATGCTAAAAAGACGAGCGAGTTCATGGAAGTCTGTACATGCCTGTG
>AV669972 ID   AV669972   standard; mRNA; EST; 464 BP.
CTCATCAGAGGCGGTCATTAAAAACGGGCTATTCTGGACAAGTTAAAATGTTTTTCATCG
CTGCTTTTTTCGTGTTGGGGACCATAACATCCGTAAGAAGTGCTCCCAGGCATCCATGAA
TTCACTGCCATGGGTCTGCTGGACAACAGAATGATCGACTACTATGACAGCTCTGTGCAA
AAGAAAATTCCCAAACAGAAGTGGATGAAGGAGCGACTCCAGCCGGAATACTGGGATAAA
GGCACACAGTCCCGGCAGAGCAAGCAGCAGTGGTTCAAGGTTAACATCGACATCCTGATC
AACCGAATGAGACAAACGTCTAATGACACTCATGTTCTTCAGTGGATGCATGGTTGTGTT
GGCAAAGAGGATGATAATGGAAACATCCAGTTTGAGCGTGGCATGGACATGTACAACTAT
GATGGAGATGACTTCCTGCGTTTTGATGATGAACATCAAGTTTG
>AV669977 ID   AV669977   standard; mRNA; EST; 432 BP.
CAAGGACATACACTGTTTTGGTGTTTATTCTTTGAATTTCATTATTCGGTGGTGCGGCAA
TTTAAAGATGTCTCCCAGACCTCTGGAGCCTCTGGCCAAAAGGCTGCTGAAGGGCGTGAT
CGCCCTGGAGCTGGCTGGAGTCTTTGGGGCGTATGCACTATTTCACAAGATGAACAACAG
TCAAGATTTTAGAAACACCATGAACAAGAGGTTTCCATCAGTTCTAGAAGTTTATTATCA
GTCCAATGAGTGGGCAGGAATATACGGCATCCGGGAGCGAGACCACCAAGCCTGGTCGGC
TAAACAGGAATGAGAGTTCTTGTCCAGCAGAAACAGCAACAGCTGCTATTTCTTCTTCCT
GTTCCTGAACGTCCTGCTCCCTTTATTGGATCGGGCCATCATTTTCTTCCTGCGCAGCGT
CTTGGCATCGCG
>AV669978 ID   AV669978   standard; mRNA; EST; 423 BP.
GTTAGACGTAGCCACGACGAAGACTCGGAACTGGACTCGAACTGCCGACGGTTCCGTTCG
GGGCAGAGGTGCGCGGCGAAGCGGCGACACGAGTCGGGTCACCGTAGGTTGACCTTGTGT
CTAGTTGTTGGAGGAGAACATGCGCCATGGAGTGGTAGGCTCCCCCCCCCGCAGGCTGGC
GGCCCCCGCACTGCTGCTCCTCCTCCTGCTCCCCCATGGCCTCTCTTCAGAGTGCTCGCC
CCCCACCGAACCGGAGAACGGGGGCTACCGCTGCCGGCCCTCCCCCTGCCAAGGCCTCCC
CCACAACACAGTGATTGAATACTTCTGTGACGAGGGCTACGCTCTGAAAGGAGACGAGAA
GTTCCTGACGTGTCAGAACGGGGAATGGGACCACAGCCTGCAGATCAGCTGCCGCCCGGT
TCA
>AV669985 ID   AV669985   standard; mRNA; EST; 495 BP.
GAAAGACAGCAAGCCCTCCTCCAAGGACAAGAAGAAGAAGAAAAAGAAGAGCAAGGAGGA
GGAGGAAAAGAAGAAGAAACACAAACACAAGAAGAAGGAGAAGGACGAAACTGCAGCTAC
AGAGGAGAAGGACAAACGGAAGAAGAAGTCCCGGTCGAAGAAGTCTGAGGTGGATGAGCT
GGAGGACTTCTTGGGTGGAGGAGAAGGATTGGTCAAACGAGATGATGGAGATTATGAAGA
GCTATAAAAACTGGCACTGAAGCGAGACGTGTGACGTCCAGAGGAGCAGAGAGGAAACAT
CGGCAGTCGCTGTGAGCGGAGAGCTTCAAGCCATAAACCAAGCGAGGCTGCAGGAGGCTC
CATCTCTACTCCTGCTGTCACTCCCATTCCAGCCAATAAGAGGAGGCAGCAGGAGCCATG
CAGACTGTGTGGCTGCAGAACCTGAATGAGTGTCTGGATCTCAGTTGCACACGTGGTCTC
CGCTGAGTGTTTGTG
>AV669989 ID   AV669989   standard; mRNA; EST; 499 BP.
AACTTGTAAGAGAAAGCAGGAAAATGCCTTATTATTTTTACTAAATGCGTAGAAACTCTT
GGTTTACGTGCGATTTCATATTTAAGTTTTTAGTCAAAGTTTCCGTTGGTGTATGAACAT
TTTATTTAAACTGCTGGTGGAGAATCTGAGTTTTTAAGTTAACACGTGGACAGAATTCGA
TTCATTTGGTCTTCGGAAAGCTGAAGTTTACACGGTGCTGGTGAAGACAGCAGAACATGG
AATACCTCCCAGATAAAAATTCACAATACAACGATGTTGTCTATTGGGATGAGAGATACA
AAACGGAGCAGAGCTACGACTGGTTGGGAAGCTTTTCCAAATTCCAGCACCTTCTGGAAA
AAGTTGTCAAGAAGGAAGATTCCATTCTGATGCTGGGTTGTGGAAACAGCAGCTTAAGTG
GTGATATGTACGATGCTGGCTACCACAACATCATCAACATCGATTATTCATCGGTATGCA
TCGATACCATGAGTGCCAG
>AV669990 ID   AV669990   standard; mRNA; EST; 459 BP.
GGACAGTCCCCATTTGCACCTGCTGCCAATGAACCCATCAACAAAGCACCTGGTATGAAC
AGCCTTGACCAGGGTATGGCAGGGCTTAAGATTGGCGGGGCTACCCCTGGCGGGAATGGA
GAAATGGCTCCTAAAGTGGTTGGTTCTGGCTTACCCGGGGGTGGACCCCTTGGCCCCGTA
TCATCTGTTGGACCTACCAGCATGCCTCCTGTGTCAATTGCCCCCGTCAAGCCTGCCTCC
TGGGCCGATATTGCCAGCAAACCAGCCAAGCCTCAACCGAAACTTAAAACCAAGGGTGGC
ATGGTGGGTGTCAATTTGCCACCGCCTCCCATAAAACACAACATGGACATTGGCACTTGG
GACAACAAGGGCACCATGCCTAAAGCTGCCACTCCACAACAGGTGCCCTCTGTTCCTACT
AATGGACAGCCACCCAGTCAGGCTTCCCCGCAGCCCGGG
>AV669991 ID   AV669991   standard; mRNA; EST; 343 BP.



AGTTTTTAGCCAAATGGCCCCTTTTTATGTAATTTTCTCCCACTGAAATGACTGTTTCCA
CACAGTCTGTTGTCATGACAACACATCCAATCAATGCTTCAGAGGAGAGCTGCCATTGAT
CACCATATGAGGTTGTACATGATTTTCTACTTCCCCTGCGTCCTCTGCTGGGACCCTGCA
GCGTCTATGGTCGGTTTGTTCATCTTTTGATTTTTCTGCAGAATATTTCCAGCTGGGCTT
CTCCTGTTTGCTTCTCAAATTGACGTCGCACACGGGCAGAAAGGGAAGTTTGCTTCTGCA
GCCATGTTTTTGTTTTGTCTTTTATCAAGAGGACGAGCTTCTC
>AV669997 ID   AV669997   standard; mRNA; EST; 444 BP.
CAGAAGAGCAGGGGGGTGTGTTCAGCGTGTTTGTCCGAAACGGGAGCACAACACTGGCGT
GGATGAAAGAGGCAAACTGGCGGATTTCAACATGGCATCCGGAGATACGCTTGTACATCG
AGACAGACGGCTCGGAGATGCCGGCCGAGATCGTGGAGCTCCACGAGATAGAAGTGGAGA
CGATACCGGTGGAGACCATCGAGACCACGGTTGTCGGCGGAGACGACGACGACGACGAGG
ACGAAGACGGGCAGCCCATGATCGCGCTCCAGCCGCTGGTCACTGACGACCACAGCTCCA
TCCACCACCACCACCACCACCACCACCAGGAGGTGATCCTGGTCCAGACTCGGGAGGAGG
TGGTCGGCGGGGATGACTCGGACCTCCATACGGACGGTGGTGATGGATTCGAGGACCAGA
TCCTCATCCCGGTGCCGGCTCCGG
>AV669998 ID   AV669998   standard; mRNA; EST; 239 BP.
CCCTGATCCAAACCCTGCCCTCCTCCAGCCCCGCCTCGGNGAGAAGCCCACTATTGCGCC
AGCTCCGGGTTCTGTGCTTGGACGAAGAGCTAAGTGATGATGAGGAGAAGGCAGCAGGTG
CTTGCCTCCCCAGGGTCGTTCATGCCTGCATGTGATCAGCCTGCTTTAGGCCCCCTCCAG
GTGCTCCCCAGGTCCGTACCGGGAGCTGCCGACGGGAGAGCCGAGGAGGAGCACCCGTC
>AV670002 ID   AV670002   standard; mRNA; EST; 512 BP.
GCGGAGCACCCGCTCAACAGAATTCTCTCTGTGTGGCTGCAGGTCTCTGCTCGCTCCGTC
TTAAGGTGAGAACCAGATGGGACTTACGGCGAGCCAGTTCTATGACGTTTGCCTTGGTGC
TCGGATTGTTTGATTCCCGGTGCGGGGCTGCCGTTTGATTCGTCGGTTTTCCCCAGCGCG
GCTCCCGGCCGGTCAGATCGGTGAGTCTGGAGGAGCAAAGCTGCCGGAAGCCGAAGCGGG
ATACTGGTGAAGGAGGCGGGTCGATGCCGCGCCGGAGCTGCGGGACCGAAGCTATCCGCT
GGGGTGTTAACCCCGCAGGGCCACACGTTTGCGGCGTCAAATAGTGAAGATGCGTCAGGC
TGTCTCACGGAACTCAATCCTACCGCGATTGATTCTCATCCTGCACGGATATTTTCCTGT
CCAGGTTTTTCAGTCGCTTTTCCTGAAACCAACTTCCGAATCTGTCTACAGGTTGCAGAG
ATGGGATGTTGTCTTAATGGCTGATGGAAAAG
>AV670005 ID   AV670005   standard; mRNA; EST; 483 BP.
CGGACTACAGGGAGATAACGGAGCCACAAGGACCCCAGAAAGCGCAAGTGGATGGGGAGG
GAACCCTCGTGGAATAGAGACAAGTTTACCACGGCGCAGAGATTGAAATAAAGCTAAAGA
GGAGAGATGCTTGAATGACACAAGGGGTAATGAAGAGTGTAATTGAGAGTTTTGATGGAG
AACTGAGAATATTTTCCAAAATGGTACGGATTTGCGCCCAAGCAATTGCCCATTTTGCAA
AGATGACATAGCGCATGAAAAAATGGGATTTCTTCAGGAACAGAACTCACTCACGACTTG
AATTTAAAATATATATATTAAAAAGGATTCAATAACAATTGGAATTAGATTTTTTTTTCT
TTTGCAATTTTATTTCTCTACGTTTACTTGATCGGTTTTGAGTGAATGCAATATGAATCT
GGGCAAAGCTCTCCTGCTTTTCCTCCTTTGCAACTGTGTCACAATGACTTTCTCACTGTC
CAC
>AV670024 ID   AV670024   standard; mRNA; EST; 486 BP.
GGCACGCAGTCTTTCTTTTTTGCACTTTTCGGATGTGATGGCGAACGCAGCATCAGTTCA
TGCGGGAGTTTGGTTTTTCATAGCGCTGACAGTCTCATTAAATCATGGTTCTTTATCTGG
AAAAGATGTGAGCAGGAGAAAAGGGCTGGAAGCAGTCAGGCTGACCACACTTCTACCAAG
CAGCACGCACGACCTCCGTGCCGCCCTTCACCACAAAGCAGGAAAGTCCTGCTCTGCCTG
TGGACCAGAGGCAGCCAGCAAGCGCGCCAAGAGGTGTACGTGCTACTCTTACAAAGACAA
AGAATGTGTGTATTACTGCCACCTGGACATCATCTGGATCAACACCCCAGAGCACACAGT
GACATATGGTCTGTCCAGCTACCAAAGTTCCCCACGTCTCAGGCGCTCTGCTGGGAATGA
GCGAAGCAGGATAGCCTCTCGGCGGTGTGCCTGTACTCTACACATCGACTCAGACTGCAG
CAGCTT
>AV670025 ID   AV670025   standard; mRNA; EST; 537 BP.
GTCGGGACTTGTCCATCAGCATCAGTTGTCTCAGGCCTCCTGTAATCATTCACTGTTCTG
GGCGGAGGCTGGGATTTACGCTGCGAGCTATCAGGGTCTACATGGGTGACACCAATGTCT
ACACTTGTTCATCACATGGTCTGTAGTGTTGAAGATGGCAGTCCCGCTCATGAGGCTGGA
GTCAGAACTGGTGACCTCATCACTCATCTCAATGGGGAATCGGTCCAGGGACTTCTACAC
ACTGAGGTGGTGGAGCTGCTGCTCAAGAGTGGAAACAAGGTGACTCTACAAACAACAGCG
CTAGAGAACACTTCTATTAAAGTGGGCCCAGCCCGAAAGGCCAGCTATAAAGCCAAAATG
GCTCGACGCTGCAAAAAGAGCAAGAAAAAGGACGGACAAGACAGCAGGCGACGCAGCATC
TTAAAGAAACTGTCGAAGCACAGCACGGCCCCGCCCACGCACAGCGCGGCCCCGCCCATG
CACAGCAGCCACAGCTTCTCCTCGGGCTTTCAGCAGTCATCAAGCGACAGCCTCTCT
>AV670028 ID   AV670028   standard; mRNA; EST; 536 BP.
CAAGCATGAAGCAGCTAAATGAAGGACTGTCCTCTGGTGTCGCAAATTGAACGGCTCGGT
GGGGTTATTTATCCAGTTCTGGTGTTATTTGCCTGGAGGAGAGAGACATTTTATTAATGA
AGGATTTAAATGCATCACCACTATGGGGGCAACATTCATGTCAAAAGTAGACCATTACTC



TTCAAAAATAATGTCCCTGGTTTCCACAAGAGGAGGAGCCACAAAAATGGACTTTCAGCA
TATTAAGACTATGGTGGAAGAGGATCATTCCATTGAAAGGAAAAGGGAGGCTGCTATTCA
TTCCTTGGTTGTCTACCTAAATGAAAAGGAAGATCTTTTCAAAGAACTGGTGGTAGGTAG
AGGACTTATAAAACACTTGATCTCTTTTTCTTTGGACTTCAAACATTGTTTAGGATGAAG
ATGCTGACATCACCAGGGAAGTCTTGAAAATTTCCATCGCAAGAGGGACTACACCAGTTC
ATGCAGGAGTGGTGATCGAGGAAACAGAAGTCCTTGGAGACCTGGATGTACCCAGA
>AV670029 ID   AV670029   standard; mRNA; EST; 430 BP.
AAAATATAAAGCTTCACATTCGCTTCCAGAAATAGTCAAAGCAGGGACTCAAACCTACAA
CTTTTTCCTAGGTGTTCTGACAAATCTGCAGTTGCTGCAAAATTGCCTGTCTTATCATAA
TTTTTTTTTTAATACTAACTTCTCTAAAGGGGAGAAAACTAANAAACAAGCCTAAAATTC
TGAAAATTCCCAAATGTGATGGTGGAGGCACANAAAGGGGANATTGGTTGTTTAACGGTA
TTCTTTTATAAAACCTCTGAGTTGAGACACGTTCTTTGTTTCAACTTCAGACTTTGAAAA
AGTATTTTGAAGTACAAATAATTGGAAAGTTGTTTTTGTATTTTTAATGCACACAAATGT
CAAAACAGTGCTTAGTTACATTCAGTTTAGAAAAGGTTATTTTCTTCTAATGAAGATGAG
TTTTTGAGAC
>AV670060 ID   AV670060   standard; mRNA; EST; 468 BP.
CGCCGCTGTCGGACACCTGATGGAAAGATATGCAGCGGGTCAGGGCAAATGCGACTGCGG
CGTCTGCATCTGTGACGCAACATCACCTGGGAAGTTCTACGGTCCCCGCTGCGAGTGTCA
CAACTGGGTCTGTGCGACACATAATGGGCAAATTTGCAATGAACGTGGTTACTGTGACTG
TGGGATCTGCGAGTGTGACGAAGGCTGGTTCGGAGATGCTTGCCAGTTCCAGGAGGAGTG
CAGCCGAAGCAGCAAGATGAGCAGGGAGCTGTGCAAAAACCAACAGGGGGTGGTCTGCTC
CAACAGAGGAACGTGCCACTGCGGAGGCTGCTTGTGTGACGATGATGATGACAGAGGTTT
GGTGACAGGACGCTTCTGTGAGTGCGATGACAGCGAGTGTCTGGACGAGGACACGGGAGA
GGTTTGCGGAGGCCACGGGCAGTGTTACTGTGGAAACTGTTACTGTGC
>AV670071 ID   AV670071   standard; mRNA; EST; 522 BP.
CGAAATATTCAACGTCTACACTTAATGCAGGCCACCAAACATCTCTACTTGTTGATGCTA
TAACTGTATCTTCGGATCAGGGGTCTAACGGATCACAGAAAGACAATGCGGGGAAGAGAA
CTCCCCACCGATGGACAGCGCTGGCAACAGCGAGGAGGAGACCGAGCGCCAGCTGCCGCG
CAGGGGCGCACGGAAAAGGCGGATAGCGCGGCGGAGCGCCGATGAAGACGACGAGGCAGA
TATGGAGAGTAGTACCTGTCCGGGGAAGAAAAAGTGCAGGAAAAGTTGTGAGGAAGGGGG
TGGGAGCGCGGGGAGCGGCAGCGAGGCCAGTAGCAGCAGCAGCCCAGCGCGTTCTTTCGA
CGACCTGCAGACGCAGCGCGTCATGGCCAACATCCGCGAGCGGCAACGGACGCAGTCGCT
CAACGAGGCGTTTACGTCTCTGCGGAAGATCATTCCAACTCTCCCATCGGACAAACTCAG
CAAGATCCAGACATTGAAGCTCGCCGCGCGCTACATCGACTT
>AV670077 ID   AV670077   standard; mRNA; EST; 522 BP.
CTTGCGTTTGTCGTTCATCAATGTGCGCAGATGTCCGTCAAAGATGTCGGCTGATGCGTC
TTTATGTGAGCTCCGTTTTGCACTGTTCCACAGTTTTGGTTGGTTGAGAATTACACAGTT
GACACATTTTATGCGCAGTCATTTCATAAATCCTACGCAATTGTGCGTGATTTTTGCGAG
ATGCATAGGCAGATTTGTGGCTTTCCACAACTGTTCCACGCATGTCTCACGTGCTTTTAA
TGCATGTACCATCGATGTATAACTTTTATATCACGTGCACATAACACGCTAAATTTACGT
AATTGACACACCAAATAATTACAAATAAACAGCACAATAATCATGCACAATTGGAGTATC
GTTGGTTTACGTGTTCTTTGCGTGATTTAGGACCAATTTTCATCTGTGCAGTATGCGCAA
AATGTATGTAGTGGCTATTGACATCATCTTTACGTCTTCATGCTGATAATTATGTTTGAC
ATGTTTGCGTGTTTCACTGAGATGCTGCCAGAGCTCATCAAA
>AV670089 ID   AV670089   standard; mRNA; EST; 384 BP.
CGACGTCTCTGGAAACCGACTTGCCTACCTGCCGCTGTCCCTGACCACCCTCCAGCTGAA
GGCCTTGTGGTTGTCAGAAAACCAGTCGCAGCCGCTCCTCTCCTTCCAGACAGAGGAGGA
TCCTGAGTCAAAGGAGAAAGTGCTCACCTGCGTTCTGCTGCCCCAGCAGCCATGTGAATC
AGAGTATAAAGATAATCTTGCTCGCTTTGATGGCCTGGACAGCCTGGTTAACGGGATGGT
AGATGACACGTGGGCCAACGCTGTGGACCCCAACAGGAAGAGCACCATCCAGTTCGCGGA
CGATGAAGAGGATGATGAAGACGATGATAAGGGAATGCTACTTCGGCGTGCCACGCCCCA
ACCCCGGCGAGCTCAAAACCATGA
>AV670091 ID   AV670091   standard; mRNA; EST; 148 BP.
CTAGCCACAGCTAGCCTCGTTAGCAGAGGAGTGCAGATTAAAAACTGGATTAAACCCACC
GCTGGCTCGCGGGTAATCTGCACGTGGCTGCTGTTGGTGTCCGGTTCCAGGCCCGGATGA
CTGTAGGGGGACGGACCTGATGCGCGTT
>AV670092 ID   AV670092   standard; mRNA; EST; 398 BP.
GAATGAAAGTAGATGTCGATTATTATTATTGTGATTTTGTTTAGGTTTATGTTGACGTAA
CATGGCTAAAAGCGCGAAATCTTCCAGTTAAAAAGAACAGATCAAGTGTGGAAACAAACA
CACAAGTGACTAATTTAGTCAAGTGACTTTAAAGTGCTAAAACAGAAAGTTACAAGGCTT
GGAGGAAAATAAATTTTAAAAAGAAAGAGACTGGTTATGGCATTTCCTGAGCCCAGACCT
CAGGCCCCCCAGCTTCCCCAGCATCTTCTGAGGACGATCAACTGCCAGCAAGGAGCTGTC
AGAGCTGTACGCTTCAATGGTGATGGGAACTACATCCTGTCCTGCGGCAGCGACAAATCC
CTCAAACTGTGGAGCGTGAGTCGGGGGACTTTGCTGAA



>AV670144 ID   AV670144   standard; mRNA; EST; 263 BP.
ATCCACTCAAAAATGAATCTCAACAATAATTATTGTCCAGCATTTATAAAGCGTTCTAGC
ATCTAATCTCTGTCAGGAAGATGGATCTGCAGAAGTGCTCCTTTCTGCAGCGAGGTGTTA
GTTTCTGACTGAAGGAGCTCCTCATGCAGAGGAGGAAGATGAAGAGGATTGTCCATGATG
GATTCCAGTTTGTGTTGCATCCTCCTCTCACCCACCAGTCACAGACTCATTTCCAGCATG
GGAGCCGAATCTCTGTGCCAGTT
>AV670164 ID   AV670164   standard; mRNA; EST; 81 BP.
ATTTGTNTCTATANTGTTCGTTTAAATATTTCACCGACAGCANCCCTGACCCCGTAACCC
TTCCGCGCCGTACACCGGAAA
>AV670168 ID   AV670168   standard; mRNA; EST; 124 BP.
ATTCTCACAGCCAGACTGTGGACCTCCCTGACAATGTCAGGTGAGGCTAAAGGGGCCCAC
TGTATTGTAAGGGGCCCCTTTGGCAAACTCACCAGGGATTTCAACCACATNAATCTGGAT
CTCA
>AV670170 ID   AV670170   standard; mRNA; EST; 321 BP.
CAAAAAAGCCTTTTAAATATTTTGAGTCGTTGCTCTGAAAAAAGTTTTGATACAAAACGT
TATTGAAGCTTTTATTTTGTTAGCTTATATGTATTTTAATTTACATTTAATGCCACAACT
CAAAAGATGATTTAGTCGTCGCCAGCAATCTCTTTGATAAACATTTTTACGACGTGTCAA
CAGCAGCAGAGATGCTCTCGGAGGCTAACCGATGGATCTGTATGTTAACGCGGCGCGTTC
GGCTGCTGGAGCTGTCACGCCGCTGCATGTCGACCCCTTCCTGTTCGAAATTCCCTCCCA
CGGTTGCCCCGTTGGACACGT
>AV670191 ID   AV670191   standard; mRNA; EST; 292 BP.
GTTAGACTACAGGATTTAAAAAAAAATCCAATTTCCTGTCTTCTTTTGTTTTCTATATTC
AGACAAAGATCTATATAATTTGAATCTGAATTTCCCGTGACCGTTACTACAGTGTGAGTT
GTTTCTATATTGTGCCTGGGCTGATGGCTGCACATTTGTGGAGTTTTTAATTCCCCTGCC
TTTTGTGTTTTTTAAGTGTTTTTGGTTGATATTCACACTTATGCTGCAACTCTTTCTGCT
TTGTGACTTTGTTACTCGCAGATTCAATAAATGCAGTCAGAGTTTCCTTAAA
>AV670195 ID   AV670195   standard; mRNA; EST; 156 BP.
GTTTGACAACAAAATTGACGGATTTTTTTCGGGACAGCGTTGAGCAGTTTTTTTTTTTNT
TTTGAGGTCTTTGGANANATNAACAACCCAGGGAATAAAAAAGCTCCAACTACAGCCANT
CAGCGACTTAAGCAGGATTACCTCAGGATAAAAAAA
>AV670201 ID   AV670201   standard; mRNA; EST; 254 BP.
GGCGGCGGATCCCCAAACCAGCTCATTTTGGGGGTTATGGCTATCGATGTTTCGCTCGAA
GATATCAAGAGGCTGACTCCTCGCTTTACCTTTGGACCAAATGGCTACTACTTTGCTATT
GACCCAAATGGATATGTGTTGCTCCATCCTAATCTTCAACCAATGACTGCCAGGTTTGAT
GAGCCTGTAACGCTGGATTTTCTGGATGCACTAGCTGGAGAATGACATNAAAGTGCAGAT
AAGAAAAGAAATGA
>AV670202 ID   AV670202   standard; mRNA; EST; 441 BP.
GTGACCACTGTCGTCCCTGCATGTGTCCTGATGGTCCAGAGAGTTTGCGTCAGTTTGCAG
GAAGCTGTTTCCGTAGCGATGACTCCCAGCAGGCCGTATGCGTTTGCAGCACTGGATACA
GAGGACCTCGCTGTGATGAGTGTTCGCCAGGTTTCTATGGAAGCCCAAGTGAGGTCGGAG
GGCAGTGTGTTCCCTGTCGGTGCAACAACAACATCGACATGCTAGACCCTGAGTCCTGCG
ACCGTCAGAGTGGGGAGTGTCTGCGATGTCTGTACTACAGCGAGGGCACAGCATGCCAGG
ACTGTAAGCTGGGTTACTATGGCAACGCATTGCAGCAAGACTGTCGGAAATGTGTGTGTA
ACGAGCTGGGCACCAGCCCGTCCAGCTGCTCCTCGTCTGGAGACTGTCACTGCAACCGCA
CAGCGGTCAGTGTCCCTGCTG
>AV670204 ID   AV670204   standard; mRNA; EST; 408 BP.
CAACACTGTACCCGTGTCCAGAAACCCCCCAGGAGAGGAAGGAGATGCTGGCAGGAGTGA
ACGCTCGCATCGATGACCTGCAGATGGTGTTGAACCAGACGGAGGACCACAGGCAGAGAG
TCCTGCAGGCTGCAGCTAAAACAGTGAGAGTTTGGTTCATCAAAGTGAGGAAGATGAAGG
CCATCTACCACACCCTCAACCTCTGTAACATAGACGTCACTCAGAAATGTCTGATCGCCG
AGGTCTGGTGTCCGGTGTCGGACATGGACTCCATCCAGTTTGCTCTGCGCAGGGGGACCG
AGAAGAGTGGCTCCACTGTGCCTTCCATCCTCAACAGCATGCAGACCAAACAGACGCCAC
CCACATACAACAAGACCAACAAATTCACTTCAGGCTTTCAAAACATCG
>AV670221 ID   AV670221   standard; mRNA; EST; 443 BP.
GCGAGCCGAGCATTTCGCGTGCAGCATCATTGAGTCAGTCCAGTGACAGACACGCAGGAG
CGCAAAAAGCGGAGCTGCAGGTTTGCTGTGTGTATATAGGGGCGCCTGGCTACAGAGGGC
GCCAAAACCGAAGGACAGCTTTAACAGTGACACAGGTGAGCTCATAAAAATCCCTACAGA
GAAAACTGAAGATGTGGTGGACAGTGCTTTTCCTGATGGCAGCTCTTCAACTCTCTACAG
TAAACGGCTCGTTCAGTGTCGGCTACAAAATGCATCAAAACATCACTTGTTACAACTCAT
CTGACCCAGCCGCCTTGAATGCCTCGCAGCTGTACGATGATCGTTTACACAACGGGGATC
TCTGGAATCGTGACGACCAACAGAAACCTCTCCCCCTTGCTCTGATATCATAGATGCTTT
GTCCAATGGCACATGTGAAGGTC
>AV670236 ID   AV670236   standard; mRNA; EST; 272 BP.
TTGTACTGNAACTAAACCAAATGCTTTTTCTTTGTTGCTCCAGCCTTTTGAAGAGATGGA



GAAAACTGGCATCATCAGTGAGAAAAAACAGGATTTTTGAATTTAGGAAGAACCCACTCA
CTTTATAAGAAAACTGTCTCCTTTTTCTTGCCAGGCCTCTTTTCTTCTAAAGCTTTTTAA
AAACATCTGCCAGNGAGATCTTTCCTGATGTGATGTCACCATCTCTAAATCTCATTAGGN
TTCCATCTGTGTCCTTATGTTCCCCATTTTTT
>AV670240 ID   AV670240   standard; mRNA; EST; 351 BP.
CACGTTCGTGTTTACAGAGCGCTGTACGACTACACAGCTCAGGACCACGACGAGGTGTCC
TTCAGAGACGGCGACGTCATCATCAACGCCCAGCCCATCGACGAAGGCTGGATGTACGGC
ACCGTGCAGAGGACCGGCAAGTCCGGGATGCTGCCAGCAAACTATGTGGAGAGTTGCAAC
TGATGGGAGGGAAGGGGGTGAGGCGGGGGAGGAACTTTCACACACAGTGTTGATGTTCAC
TGCATTTCGGGCTGCTTTTGGCAGGGTTGTTTTCATTTTATTCTTTGTGAGAGCGGATGC
AGTGAGAACACTTTATCACAACCTGTTTTCATCCCAGTTTGTTCCAAATCA
>AV670252 ID   AV670252   standard; mRNA; EST; 386 BP.
TTTTTGAGGTGAAGGAGCTGAGGGCCCAGCTGGCACTGAAAGAGGAGGAACTACAGAGGA
TGAGGAAGGAAGCTGAGGAGCTGACTTCAGTCAGGCAAAAGAATTATGTCCTCCAGAGCA
AGCTGCAAAGTGCTAAGAACGCCAGTCAGAAGAAGAGCTGGAAAGACGAAAGCGCAAATC
CAGTCGACAAAATTCAGCAGGCGGAAAAAGACTTCAAAGAGCAAGAGATGCTTATAAAAG
GTTTTCAGCAGGAAAATGAGAAGCTGTATTTCCAACTGAAGACTCTTCAAGCCACGAGCA
AAGCCAATGAAGAGGCTATGTTTGAAGCAAACCAGAGGCTGCAGAACCAGCTGGCTTTAA
CACGAGAACAGCTTAAAGAAAAACCT
>AV670259 ID   AV670259   standard; mRNA; EST; 365 BP.
GACAAGATTTCCTGACAAATACTATTTTCCTTCAACCGTGGAAACTCAGTCGGCCAGGTG
GACCTTTTAGCTTTCACCTCACAACTTTTACCGCGCTGTGCAGCCGAAGAACAGATGATC
GACACGAAACTCACGCTGTTTTCACACCTGGATTATTAACTCAAGGCGATATTTCTTCTT
TTTTTTTGCTCGGCCTTAAAACTATTTTCGCCAGTTAGAATGCTGTGGAAATTAGCAGAC
AACGTGAAATATGAGGATGACTGTGAGGAAAGGCACGATGGCAACAGCAACGGAAACCCG
CGGCTGCCTCACTTGCCAGCGGTCAGCCAGCATATCTACAGCCNGGCTCCTTCCCTCTCA
CACTC
>AV670264 ID   AV670264   standard; mRNA; EST; 108 BP.
GTTTTTGACATTTGTAGTTGTCAAATGTGGGAAAACTGTCAAATTAAACTGACACATCTG
CTAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>AV670267 ID   AV670267   standard; mRNA; EST; 372 BP.
CTAGTATCACCTGCTCGTCTTCTCCTCAGCTCAGCTCGCCCTTCTCTTCGACAGAGACGG
GCTCTGCACCAAATGTGGGATCGAGCCTGCAGCTCCAGACCCTCTTGAGCAACATTGACA
GCAGAGAGGGTGTGTACTCCAAGCTGGGCGGCCTGTATGCGGAGTCTCTGCGGCGCTTGG
CTTTGAAATGCGAAGACCACTTCACCAGATCCCAGAAGAATTCGCTCAAATTCGATGAGA
GCAACTGGTCCCTCTTCAGACTCACGTCTAACAAGCCGAGCTGCAATGCAGGGGATGCTG
TGTACTACTCTGCTGCCTGTGCGCTGGATCCCTGCAACTCCTACGCTGTGAAGATCTGCA
AGAGTCCCGCCA
>AV670276 ID   AV670276   standard; mRNA; EST; 543 BP.
GCCAAACAAAGCCTGTGGCCAAAAGAAGTGCACCTTCCTTCCAGTTAAACGATGAGAACC
ACTCACACCTGTAAAGCCCTGATGGGGACTGCAGACACCACCGCTGCTCTGAAGCCTGCG
GGGCTCCTGGTGTCACAGGCTGCACACGCCGCAGACTGAGAAGCGTCTAACGCTGCATCT
AACGCTACCTCCACGCTCATACTCAACCTTGAACGCCAGCAAATGCCGCCCTGCTAGTTT
GAGGGTTTTCCTGAGTGCATATGGCAGCTCTGCATGCATGTGGGATGAACCGCATGGAAC
GCCACCTGCGCAGTCTGCATGCATCACATTAGACTCTCTCTGAGAAAAACACATCCTGAC
TGAAGGCTCCATGTGAAACAAACTCAACCCAGTAGCTGCACATCAAGACCGAGTCTATAG
GTTGGGATCCTATATGAGGCAAAGGACGCAGAAAGATCCGGAATACAATCTGGATCCATT
TTTAATCGGTTAACCCTTAGTCGTCTGATGCCTTTTTTTGTGTTTTTTTTTACAACTTGA
CAA
>AV670277 ID   AV670277   standard; mRNA; EST; 600 BP.
GCCAACTAAAGTCATTTCAGGCAAGAACTAACACGTTTTTAATTCCGAATGCTGGCAGTT
AGTGCTAAGTATATATATATATATTAAAAGCAGCTAAATTTAATGCAGCTGTTTGTGTAC
CGTCGACTCAGCTAACCAGAGTTTTTTGAGGGGGAGTTCCCTGTGTTCGGCATGGCAGGG
TGTGAAGGAGTGGATTTTTCCAATGCAAAGTTGAAGGGGAAAGCTAAAGAAGGCTCCACG
ACCCCAGAGTGTGCTATCTGCCTGCAGAGCTGCGTTCATCCCGTCTGTCTCCCTTGCGCC
CATGTCTTCTGCTTCCTGTGTGTAAAAGGCGCCTCCTGGCAGAGCAAGCGCTGCGCTCTC
TGCCGACAGGAGATCCCAGAAGACTTTTTGGAGCGACCGGTCCTCCTTTCTCCTGAAGAA
CTCAAAGCAGCAGCTGCAGGGCTCGGTGGGAGTGAGTCCCGTGGGGTCTACGCGTGGTAC
TACGAGGGGCTCAACGGCTGGTGGCAGTATGACGGGAGGACCAGTGGAGAGCTGGAAGAA
GCCTTTTTGAAGAACAAGAAAAGCATTGAGATGCTGATTGCAGGCTTTCTTTATGTGGCC
>AV670280 ID   AV670280   standard; mRNA; EST; 509 BP.
CGAGTGCTGGAGACCCACTCGCCTGCTATTCACCTCCTTCCTATTATACCCTGAATATCT
GGACTGTCTTTTCTCCTCGTGCGTGGAGCCTACCCACTCCACTGGACTATACCAACGCGC
AAACGTCGTGCGCAACGGAGAGATGAGAATAGCCTCCTGAAACCACGTGTTGCTAAATGC



TGCTTTAAAGTGAAGACGTACGTGGCACTAGCCGACCCATGGAGTCCAGGGTTCCCCACC
ACATCCCCGGAGTGTCCTCCTCCCTCATATCTCAGCCTTTGCTGGACAGTCGAGTGCCCT
ACGGACGTCTTCAACATCCTTCCCCCATATACTCCATTGATCAGATAAAGTCATCCCACG
TGGAAAACGACTATATCGACAGCCCTGCTGTTGTCTCCCAGCAGCCACTGAGCCAGAAGT
CAGCCAACCGTAGAATCACCTGGCTTGGCCAGAATCAAGAGGCCTTCCTTGGGGCAAACC
ACAACCACCATCATAATCATCAACATCAG
>AV670286 ID   AV670286   standard; mRNA; EST; 587 BP.
TGGATGTTGAAACTGTAGCCGGTGAAAAGCACCAGAACCCAGCCCAATGAAAGATGCCTC
TCTGCCGCCTGTAGCGAACCGGGATCCGCGGAGAGCAGAGCGCCACGTCTCCGTAGAGGT
TTAGAGGAAAAGACCAGCAAGATGTTGCAAGTTTTAGCTTGTGGCGCCGTAGTTTTCCCC
GGTCTCTTCGTCGCCTTCAGGAGAATTCTGCCGTGTTTTTTCAAAAACTGGACGGATGCC
GACGTGGTTCTGGTCAGCGAAAGGCTAGTGTCCTCCATCCACGCCCTGATGGCCACCGCT
GCAGGGATCGTCGTGGTTTCGGCGTGCCGGGACAACGTCATCTATGACAGGCACTGGCTC
ACCACCTACTTTATCATATGGTACGGTGTTCCCTACATGACGTACGACATCTTCGCCATG
TACCTCAGCCACTACTACCGCTACCACGTGAAAGGACATGAGGACTACAAGCAGCACTCC
CTGAGGACTGTCAACTCCTTCATCCGCAAAGAGTTCCTGCTAGTGTTGCATCACATCGCC
CTGCTCACCATCCTGCTGCCCGTTACGCTGTTCTTCAGAAAGGACAT
>AV670289 ID   AV670289   standard; mRNA; EST; 535 BP.
GAAAAGACCGCCTCGACTCGATTACCGCCGCAAAAGCCTCGGTTCTCCCGGTAGCCGCGT
TTCCGTGTCACATCCCGGTTGAACAATGTGAGTGTCAGGGGAGGCAGCCGCACTCCAAAG
TTCGAGGACCCCACCGCACTACACTAGAATGTACTTGATGAATGTACCGCCTGTCGCAGC
AACGCAAACAGAATGGAGAAGATGTGGCCCACCTGGAGGCTTTAGCCTTCCAATTTGCTT
CAATGACTCGGACACGGAGTTGTCCACTAGAGACACGCCTATCTCAGACAAGGTTCAGAT
GATCATAGACAGCCTTAGGAGCACCCAGTCCTCACTCGACATGGGCGACGAGATTGAGGG
AAACGTGCTGCCAGGACAGGATGGTCGCACCCAAGCCTGTGCAGCTGCAGTGGGATCTTA
TGTGGAGAAGAAGTCCAAAGCTAAAAGCCCTCCTGAAAACCAGCAGACCCGTCCTCCTGC
CATGAACAACCACGACAGCAGTGACTCAGACAGTGACGGTTCTGTGGACAGAGGA
>AV670301 ID   AV670301   standard; mRNA; EST; 396 BP.
ACAAAAATGTTTAGCATCACAAACTATTATCTCTTTTAGTAACTGACAGGACATAATTGG
GAAACACTTAATAAATATGACTTTCTTTATTTTATGCTTTGTGCTGCAGAAAAATTATTA
GGATACAAAGTTTGAGTTTTAAATAATATTTTCTTGAAGATCAATTGTGTAATAGGTTTT
GAATATAACACTTCACGATGTGATTTGAGTGTTTCATGACGGATTATGGGGAGCTTGGAC
TCCTACCTGTTTGTCAATAGTGATGGTTGCCCATTTCATCCTGCCGAACACCACTTCCTG
CCAGCGTTTGGCTGAAGGGACAGGAAGAACTGTAATTTTACGGCCTTCATTTAGGGCAAC
CTTGAAGCAAGATTTTAAAAAAAAAAAAAAAAAAAA
>AV670303 ID   AV670303   standard; mRNA; EST; 552 BP.
CATGACCGAGCTGCAGCCGCTCCAAGCGCTACCCGACATGGACGAACGTCTCCGGACACG
GTGACCCTTCACCGAGCGGCGGCGTGGGCTCTGACACGGGGACGTCCACGATGGAGGAGA
TCAAGGTGTCTCCAGACTACAACTGGTTCCGAAGCACCGTGCCACTTAAGAGGGTAAGTT
CCCGCCTCGTCACGCGCCTCACTCCGGAGCAGCTGGACCGTCGCCGATGCGACGAGGGCT
GACGCTCGCGCGCGTTGAAATTCTTATGAAACACCTGCTCTCGTGGTCACGTGATACAAT
AGCACCCCAGGTGTGAAGGGGTCCATTCCGTGACGGGTCATCGGGATTCTGTCCTGCTGG
ATCAACCTTCAGGTTCTGATGAGCCGAACCTGTTCAGAACCGAGCTTCAGGACAAACACA
GCTGAACTCCTTAAACCCAGAGAGGTTCTTTTTCTGAAACTACATGCACACCGTTCAGAC
CAGGTGTTCACACTGCGCCTGCAGGGAGGGGCTTCTTCTACTGTTTACTAGCCTCAACCT
ACAGTCGGAGGA
>AV670309 ID   AV670309   standard; mRNA; EST; 597 BP.
CTGGTCTCACTATCTTTTCAGGATAGAGCAAAGAGCAGCCTGTTCTTCAACATCCAGCTG
GACTCCTGCTGGGATCGGGATCTCATCTGCTAGAGGAGAGGAGTTGGAAGAGGGTGACTG
GGAAACCCAAGAAGGAGAGGAAGAGCAAACTGAGGGGCATGTTCAAGGCAGGAGAGAAGA
GGAGTGAGTCTAATTCGTAAAGCGGAGAGTGCAAAGACCCGGCAAGCTAAACCCAACCAT
TCACCCCCCCCTTCTCCTCTTCCCTCTCCTTTTACCCTCTCTGAGTCCTGCTCTTCGATT
CCCTCTATTGTTTCCCGTCTTGCTACTATCCTTCTGTATCCTCCTTTCCTCACCCCACAC
ATCCATCTCCCGCAGCCTCTCTCCGCTGCTTTGCCGGGCATCTCTTTTCCAGACCCGGGG
GAAAAGGCAGTGTTTGTGATGATCCCTTACCAGCTCCAAAACAATCAGACAGACTGAAAT
TGCACACACTATCTGCTCCTCTGTCCACCGCCTCTTCATTGAATCGCCTTTGAACCAGTG
GGACGGAATCTCTCCCTGTATCCTCCACTCCTGGAAACAGCCCCTCTGAAGGATTCA
>AV670310 ID   AV670310   standard; mRNA; EST; 538 BP.
CTTCAACACATATTTTTTCTTCCCATTTTCTCCTACTAGAATCTAGTTGAGTCCCACGAG
AGGAATATGTGGGAGACCATGCCGGAGCGAGAGATTTTTAAAGCAGAGAGAGTTGTTATC
AAGGACTCTGTGGAAGAAGGAGCTAGACACCTTATCCAGCTGGATACACAACCCAGATTG
AAGTCCAGTCCAGGTCCTGAGATCTTCTCTCAAATCAAAGCCTCGCCTTCAGTCTGCTCT
TGGTCTCAAAATACATCCAACCACATAGCCTCCATGGAGGTGGTCTCCATGGAAACGGGT
GTTGACAAACACAAGGATGTTCACCGAGCCGAAGTCAGCTCGGGTTGCTCTGAGAACAGA



CCGTCAGAGGACAGGATGAGCCCCACAAACTCTTTAGACCTGTTCCCCACGCCAGCATCC
TCCAGAGAGTCCATCCTCTCGGAGGGTTGGGACAAGGAGAAAAGCTGGTTTCAGCCTTCG
TCTGTGACCTCTATGTGCTCTTTCAGCCCAACGGTGTCTCCCTGCTTCTCTGTCCGCT
>AV670312 ID   AV670312   standard; mRNA; EST; 180 BP.
AACCGCACCCCCCTTAGTACACACACCCCTCCCCCCTCAATATATACATCCCAACATAAA
CACACACACACACACACACACACACACACACACACACACACACACACACACACACACACA
CACACACACACACACACACACACACACACACACACACACACACACACACACACANACACA
>AV670321 ID   AV670321   standard; mRNA; EST; 593 BP.
GGAGCAGCTAGTGTTGTCAGCAGCCGCGCTCGGGGGGACAGGCACCGCAGCAGATTTGCA
CATAAAGTAGCCTTGAGGGAACAGCTCGACATGTGGATGAGCACTTTTGCACGTTTTGCT
CTGCCCGGCCTGCAAAGGACCACCTCAGCCTCGGCCTGTTTGGCACTTAGGGCTTGTCGT
CAGCCGCGGCCAACTGCAGCTCTGCGGCCCCCTTTCATGGGCCCGGCGCACATTTGTGGA
CACCAGACCCTTGGGTCTGCCTCCATACCTTTTGCTCGCCAGTCGGTGAGGCATGTCCGG
GCCCTGGACGAGGAGCGGGTGGTTGAGGTGGAGTGGGAGGATGGAGGGCAGAGTCTGTAC
CCGTTCACCTGGCTGCGGGACAACTGCCAGTGTCCGCGCTGCACGCTGGAGTCCGCTCAG
GCCCGCCTGCTCTCGCTGTCTGACCTTGACATCCACACAGGAGTGGATGTGGTGGAGGTC
ACAAATGACAACAAGGTGTCCATTGTGTGGCCTGACCAACACATGAGTGTGTTTGATGGA
GACTGGCTAAAGAAGCACTGCTTCTCTGCTGCTGCCAGGCAGGCTATGCAGGA
>AV670371 ID   AV670371   standard; mRNA; EST; 370 BP.
ACTACATAGACGGCAGCGCCAAGGTGGACCTGGACGCCATGCTGACGGACTTCTGGGCCG
ACCTCCTGGAGCGGATGTTCCGGCTGGTCAACGTGCAGTTCGAGTTCAGCGACGCCTACA
TGGAGTGCGTGAGCCGGAACACGGACGAGCTGCAGCCCTTCGGGGACGTGCCCCGCAAGC
TCCGCATCCAGCTGAAGCGAGCCTTCATCGCTGCACGCACGTTCGTGCGCGGCCTGAAGC
TCATGCCGGAGGTTTTCAATAAAGTCTCCACGGTCAGTGCGACCCCCAGCTGCGTGCGAG
CCGCCACCAAGATGCTGTACTGTCCGTACTGCTCGGGCCAGGTGGCGCTGAAGCCCCTGC
CAGAACTACT
>AV670381 ID   AV670381   standard; mRNA; EST; 540 BP.
CCACCCTAGTCCCGGTCGGNATGCAGCTGAGAGGCGCACGCGCGGCGGCGGAACGCGGCT
GAGAGTCTGCACGGAGATCCGCTGATCTGTCCGAAACCCGAGCAGCGCCATGCGGAGCCC
GTGGAGCGCGGCGCTGTGCTGCCTTGTCCTGCAGGCGTTTCTGCAGCCCGGCAAAGGTCT
GAACGTGTGCACCAGCGGCAGCGCGGCCTCCTGTGAGGAATGCCTCCTGATCCATCCCAG
CTGCGCCTGGTGCGCTCAAGAGGTCTTTGGGAGGAACCAGACTCTGGTGTCACGCTGTGA
TCTCGTCCAAAACTTGCAAAAGAAGAACTGTGAGAAACGCTTCATCGAGTTCTCAACCAG
TCATGTCCAAGTGCTGAAGAACATCCCCCTGAGCTCAAAAAGATCCGGCTTTGTCTGGGA
CCGTGTGGTCCAGGTCAGTCCCCAGAAGATCTCCCTGAGCCTGCGTCCAGGACACCAGGC
ACAGTTCAGTCTGCAGGTTCGACAGGTGGAGGACTACCCAGTGGATCTGTACTACTTGAT
>AV670386 ID   AV670386   standard; mRNA; EST; 546 BP.
CGGCAGTAGCCAACAACTGAGCTAAGGACGAATAAAGGAGACGTTTCTGTCACGTTTCGT
AAAAACACGCTCATTTAATCATCGCGCTGGTGGGCGTCAGTTTGTGACATGGCCAACCCT
TTGAGGGGGGAGGTGTTCAGGCTGTACAAAAATCTCCTCTATCTGGGCCGGGAATACCCC
AAAGGCGCCGCTTATTTCCGAGAGCGCCTCAAGTCGGCCTTCATGAAGAACAAAGACGAG
ACGGATCCGGAGAAAATCAAGGCTCTGGTGGCCAAAGGAGACTTTGTCATCCATGAGCTG
CAGGCTCTCTACTACCTGAGGAAATATCGAGCCATGAAGAAGCGATACTACGAGGAATAG
AGGACCCACTTCCTGGTTGTTCATCTGTCTGTGAGCCTGAACGAACAACACAAACACCAG
TCTGAGGAACAAGGATTCTTTGAGGGAAATGAATGTTGGTGAGTCGTTGGTTCTGTTCAG
GCCTCTGTGAGTTTGCTCACTTCTAAATCTGTATTTGAGCTCAAAATTGCTTTTTATGCT
CCGATC
>AV670389 ID   AV670389   standard; mRNA; EST; 500 BP.
CTCACTTTTTTCTACTGGAGGAAGAGGATGAAGGTCCGGCTTGTTCTCCATTAGAAGAGA
TGAGCCGCACCCCTAATATCTGCTGATCAAATTCTTTAAGGGTAATTAATATTAGAAGTG
AGTTTTATTATTAATATTGTGTTAGTAGTCTTTTTTTTGTAGAAAATGTTTATCATTTAT
ATCTTGCAGCTCTCTGTAGTTGTGGAAAAGAGGGCTTAGTTCAAATATTTTTTAAACTAA
GTTCATAAAATGGTTCAGGGTATTATTGTTACCGATTTTTTGTTGTTTTTTATTCTAAAA
CCTCTGGCCTCAAAAAAACAAAATAATCTTTAATCTTTTTTTATATTTAAATAAAGGTTT
TACTGTTTCTATTTTAAAGGTTTCTACGTTTTGAGACTTTGGCTGTGTCTGAATTCACTC
ACTACTCCTCAGTTAGTGCACCATATAGGGCCTTAGCTATTTTATGTCTGAATCTACAAT
TTCAAAATTCTACTGGCCTG
>AV670394 ID   AV670394   standard; mRNA; EST; 584 BP.
GAAACTGTGATTCTTTGTGAAGAATCATCAACAAGTGGGACACAATCATGAAGTGAAACG
AAGTGTATTGGATGTTTCAAACTTTTTTAACAAACTGAAATATTGGGTGTGTAAAATGAT
TCAGCCCATTTACTTTTAGTGCAGCAAACTCTCTCGAGATGTTCAGTGAGGATCTCTGAA
TGGTCCAATTCTGACCTAAATGACTAATGATGATACATAAAATCCACCTGTATGTAATGA
AGTCTCCGCATAAATGGACCTGCTCTGTGATAGTCTCAGAGGTCCATTTAAAGCGCAGAG
AGCATCATGAAGAACAAGGAACACACCAGGCAGGTCCCAAGATGTCCCAAGCTTTAAACA



TCCCAAGGAGCACTGTTCAAGCGATAATATTGAAATGGAAGAAGTATCAGACCAATGCAA
ATCTACAAAGACCCGGCCGTCTGTCTAAACTTTTAGCACAAACAAGGAGAAGACTGATCA
GGGATTCAGCCAAGAGGCCCGTGATGACTCTGGATTAACTTCAGAGATCTACAACTGAGG
TGGGAAAGTCTCTCCATAGGACAACAATCAGTCGTATACTGCAC
>AV670398 ID   AV670398   standard; mRNA; EST; 540 BP.
CGTCAATGTAAGGGGGCGTCATGTTAGCACAAGGGTTAAAGAAGAAGATAAAGAAGAAGG
ATGTTGCTTCTTTTGACGGAATTACTTCCTGATGCCAGCAGTGAATGAATTGTCAGTGCA
ACAAGTAAAAGTACAATAGAATAGTTACTTTTTTAGATGGGGAGAAAAGGGAAATAATGA
GAAGAAGTGGTAAAAATGCAAACATCTGCACTCTGCTCTGGGTGAAGAACGAAAGACCCC
AGCAGAACTGAAGAGCACAGGATAAAACGGACGATCGGGATTTGGGATATCTGGGCCCCA
GTGCACCACTTCAGGCAGGGGCGGCCTGAAGGCACTGCCAGCTCCAGCACCGTACAGTAG
AAGAGGAGGAGGAACAATACAGGAGGCAGGATTGGCTGAGCAGCATGTTCCAGCCCTCAC
ATCCAAACCGTGGTTGTCCTCTGGGCATCTGGATGAAGACGGATGAAGGCCGGAGATGGC
TGTTCCAGAGAGAAGCTCAGATTCCCCAGAGGAGCGGCAAAATGTGGAGATTGACTGAGA
>AV670403 ID   AV670403   standard; mRNA; EST; 550 BP.
GTCAATTAGGCCAGGAAGCCTCCCCTCCTTTTTTTCTTTTTTCTTTAAGAAAAAGAAAGA
AAGAACGAACTGAAGATGGCGTCCAGTTCGGAGCGGAGTCCTCCTCCTTTTCCCGACACC
GAGGACCAAGATGTGCTGGATTCTGAAGAAGTTGGTGGTCGAGACAGCGACGAAGACGAC
GGAGAGGAGCTGTTTATGAGCGCGAGCAATACTCCTTTGACCAAACAGGACACCCCAACT
TCCCCCGACAGTCAGGCCAGCGACCTCATGGAGGATCTCTCAGTCGGGCCTCCAAGCAGC
CAAACGGAGAAGAGTGCAGCCAGCTCATTCCCCGAAGAATTTGTGGACCTGACCAACAAC
CTAGACGCAGAAAGTAGAGTCGCAGCAGAAATCTCTTCCCCTGAGCCGTCGGATGAGTTT
TTTGACATACTGGGAAGTGAAACGCAAAAGGTGGAAGTCGAGGCTTCTGTCAAAGCCGAT
TCAGGTGAGGCGTCCAGTGGCGGTCCGGATCTACCAGGTGAAAAAACGGGTTCCTCCTCC
GCTGCTCCGA
>AV670408 ID   AV670408   standard; mRNA; EST; 477 BP.
CAGCTCCTCTGTATGCGGCGTGTTGCTTTCAGCGGGACGTTCCTCGCAGCATGGAGCTTC
CTGACGCCGTTAGGAAACGTTTGGAGGATTTCTCCCGTAACGTCCTTTTTGACCGGAGCC
ACACTGAGGAGTTTCCCAAAGGCACCGGGACGTCTTTCCCTCACGACCGGCGGGTTCAGT
CCAGCCTGCAGCTCCAGCTGTCCCTGTACTTCAACGTGTGCTTCTTCCCCTGGTGGTGGA
TCTGCGAAACTGTCATGCTTCAGCTGAAGTATCCTGCCTTACCGGACTATTACAAGTTCA
TCCTGGTGACTGTTCTCCTGCTGATGACGCTGATCGAGGTCATCAGACTTTACCTGGGTT
ACGCTGGGAACCTTCAGGAGAAGGTTCCGGAGCTGGCGGGCTTCTGGCTGCTGAGCATCC
TGCTGCAGTTTCCTCTGGTCCTCTTCCAGCTCTTCAACGAGGCTCTGCTCATCCAGC
>AV670425 ID   AV670425   standard; mRNA; EST; 134 BP.
TCTTCCCCTACTAAGGGCACTTGGTTCTGAAACCTACATAGAACGTGACATGGAAACAAC
AGAACATCAAGATCACCTGTACACCAACAACGAAGACGATGACTCCATTCCCCGTGGATT
TCACCTATAAAATG
>AV670433 ID   AV670433   standard; mRNA; EST; 442 BP.
GTCGGGTGCAGGATTTCCTCAACCAGTCCATTTCCCCCCCCCTTGTTTCTGGAATTGGTG
GTTCAGTGGCCTTCTACACATGAACAACTAGAGCATCATCTCCAACTGTGGTTTAATCTC
TCACCTCTTTCAAATCACTCCCAAAGGTGAAGAACGGCCGTTTAGGGGATGCAGACATAG
AGCGGCTGAAACTCACTGACTCGTATATAAACAACACACAGTACAGGATGGTGGACCCTG
CACACGGCGCTCTGGATGAGAGCTACACTCCAGAGGACGATTCCCACGAAGCACATTCTG
TCTTCTCTGAGGAGGGAACAACCCGACGATCTGATAATGGGATGAAGAAACCAATGTCAC
GCACAGTGATGCCCAGTGAGTCGATGGGACTCGATGGCGGCATTACAGTGCCCGGGATGG
GGGTCTACAGTGCCACCTTGGA
>AV670435 ID   AV670435   standard; mRNA; EST; 421 BP.
ATGAAGAAATTATTGTTCTGTTGAATGATGAAAGACGCCGATTTTGAGTACATCCCATAG
TTACGAGAAGGGAAGAACATGGCGAGTTTTGTCAACTGTTACAAGAGCTGAAAATGTATC
ATGAGCTTTTTCGGGAATACAGTAAACACTTGTTTTTCGCGGGGGTTACCGTTCCAAAGA
GAACCCGTGATAGGCAAAATCCGTAAAGTAGAAACCTCTATTTTTTTCCCAAGTATTATA
CAATGAAATACTCTATTATACATTGAAAAGAAAGAACAAACCATTTTACAGGCTCAAGCA
TTTGTTTCACAAATCAAAGTACTTTATAAACGTTTTTTCCAACAAATAACTTCTGTACTG
TACTGTCAAATAATAATTTTAATCATCAATGTGAACAGAAGGCTTCAAATCGCGGAGATT
A
>AV670437 ID   AV670437   standard; mRNA; EST; 412 BP.
CTCCATCAGCGCTGTAGTGGCCACCTCAACTTTCCTTCTGTTCCTGCAGGAGGAACTTCA
CAGAGAGGCGCTCGGAACCGAAGCAGATGCGAGTTCGGTCTTTCAGAACCCAAATTTCCA
TACGACAACAATGAAACTAGCATCGATTCGTAGCGCGTGCGGGACTTTCCGAGTGAACGC
ACCCCGTGCGGGTGGAAGACTGAGCGGGTTGCCGCGGAGATGTTTTCCCGGTGCCGTTTC
AAACAACCGGATAACCATCCGGACGGCGAGCGCCGCCGCTGGTGGCGGAACCAGCGCAAA
ATTCAGCGTCAATTATGGAAAACGGCTCGAAGACGAGGACTTCTCTGAGTACGACAGTTC
TCTTGGAGAAATTGTTCACAGCACCAAAGAGGAGCTTGCAGCGCTGCAGAGA



>AV670438 ID   AV670438   standard; mRNA; EST; 393 BP.
CTTAAATAAATGAATGAAAAAACAAACAAACAAAAAAATTAATTCATATGAAGAGTATAA
ATATATTTTAGGGGAGTGCTGGAGAGTTAGCAGAAAGGCTGCACTACTCCAAAGGAGATA
TTTCACTCAGGCTTGATTACAGTTGGAGTTGGGTACATCACGCCATCTGCTCTTCTTCCT
CAGGAGCGATCTGCATCCCTCTCCTCTTAATACTGCATGGGCATATTTCCCATCCCAATC
CAGTCTGGTAGCATTCAGCAGAGGAGCTGTCAAAATGCAGCAGATGGTGGTATATAAAGT
ATATGAATTATGTCCCGAGTCATATGGACTACTTGAAGCCTTCAGATCTATGAGTGAATT
ATCCCTTTGTGTGTTTTTTTTTCTCAGTTTCTA
>AV670439 ID   AV670439   standard; mRNA; EST; 340 BP.
CAGGAAGATGCGCTGTGAGTGTGCGGATAACCGGGCTGCTGCTCGCCGTCATCCTCTGCT
GCGGGCCGCTGCGCGCTTCAGGGTGAGTGCCGCGACACTTGCGCGTGCGCCTTTTCAGAG
GTTGAAGGGGGCTGAGTTTGCTGATGAAGTGCTGCTGTTGGATTTGCCGAAGTGTGTGTT
GGGCCCGTTTATTCCGGTAGTTCGTTTCTAAACACATGAAAACTCGGACCGACTTTAGAG
ATAAACTTCCCTTTGATCTGGAACTTGAAGCGCGCGCGCGCGCCTGACGGTTTGTCGGTG
AGCGAGCGGCTGTGCGCCGGACGCCCCGCCCGTCCCGTCT
>AV670446 ID   AV670446   standard; mRNA; EST; 565 BP.
GAACGGCAGAGGCAGGAAGAGAAGGAGAGGAGGAGCAACAAGGAGAAAAGCAGAGCTTCA
GAAAAAGACGAACCAAAGGAAGAAAGGAAGAGGAAACACAAGGAGTCCAACCAGGACAGA
GATAAGCCTCCTGTGAAAGAAGCCAGACAAGCAGCGGCGCCCCCCTCCTGGCTCCAGAGG
GACCTCAAAGTTCGCTTTATAGACAAAGCTTTTAAAGGGGGAAGGTTCTACAACTCCAAG
ATGCAAGTGGAGGATGTCCTGACGCCATTCACCTGCGTGTGTCGAACGGAGGAGGGCAGA
CTGTTAGATGATGTGAAGCAGGACATGCTGGAAACCATCATCCCCAAAAGCGATGGCGAC
TCAGTGATGGTTGTCCTGGGTGAGCACAGGGGGCAGGTCGGCCGGATTCTTCAGAGAGAC
AAAAACAAGTGCAAGGCCACAGTGCAGCTCAACCGATACGAGGAGAAGCTGTTCACGCTG
GATTATGACTTCATTTGTCACTATGTGGGAGCAGAAGACCAGTAAGAGTTTCTTCTCTCC
TCGTTTCATCCTGTATCATTGTGAA
>AV670457 ID   AV670457   standard; mRNA; EST; 439 BP.
TGTTTCTTGAAGAGTTGCTCGGCATTTAACAACCACCACGAAATTAAAGGCCGGGCATGT
CAGTGCGGGAATGAGAAGAATATCCCGAAATAATGTTAAGGTCCACCGGCTTTTTCCAAG
GGATTGACTGCCCGTTTTACACGGAAAACAGCGATGGCAGGAGGAGCGGCTTCAGTGGGT
GTAACAGACCGTACTGTCACTTCAGGCACAGACAGCAGCAAAGACGGACGTCCTACGGAG
CACTGGCCGATGTTAAAAAGCAAAGAAACCGTCACTTCGGACAAAAAGAACAAGGATACG
ATCCCTTCAACCCAGAAGTAAGCAGACCACAGCAGCAGGAGAACGGCGAGGATGCTGAAT
CGGGTGACATCACCGGCGCCTTGGAGATGGTTAACCGAGCCATCGAGGAGGTCCGCAGCC
AGGTGGAGAGAGAGAAGAG
>AV670460 ID   AV670460   standard; mRNA; EST; 428 BP.
CAAAACCACCGACTGTGACGCTGGAGGAGCTCGGAATCCTGGTGGACCCGGAAAAACGGC
CTTTGGCGCGACCCGGCGTGACGCCTACAGCCTCCAGACGTTCGTTTCCCGTTTGACTTG
CTCCGGTCACAGAAAGTTTGGATTTCTAAAAGCGAGAAGACTCATTGAAAGAAGAACAAC
GTGTGGTTCCGATACAGAAAGCTCATCATGGCAGCTGGGAGTCTGGCTGTGGTTGCTCTC
TCCTGCCTCTTTCTGGCATCCCTGCCGTCATACTCAGTGTCTGTGGCGGTCATGTCAGTC
GACATGGGCAGTGAGTGGATAAAAGTTGCAATTGTCAAACCTGGTGTGCCTATGGAAATA
GTTCTTAATAAGGAGTCGAGGAGGAAAACCCCTACTGCTGTGTGCCTGAAGGAAAATGAG
AGACTTTT
>AV670462 ID   AV670462   standard; mRNA; EST; 526 BP.
CGATGACCGAGGGAACACACCTGAGAAGGAGAGGAGGACCATACAAGACAGAACCAGCCA
CAGACCTGAGGCGCTGGAGGCTGACCAACAATGAAGGCAGACAGACCTGGAGCTATGTGG
AGGAAAACGACACCCCAGACAGAGAGCAGACCATGCTAGAAGCATTTAGTCTTGGCTTGG
ATACTAGCAAGTTTGTTTCTGATAGTCCAGCTGCCGTCACTGCTTCTGATGCCTCTGTGA
AAGGTATGCAGTTCTACAGTCTACTCCAGGCTGAAGACGGTCACTGGGCTGGGGACTATG
GTGGACCCCTCTTGCTGCTCCCAGGCCTCCTTATAACATGCCATGTGGCTCAGATCCCGT
TGCCTGAAGCCTGGAAGAAAGAGATGGTGAGATACCTTCGCTCAGTTCAGCTGCCAGATG
GAGGCTGGGGTCTACATATAGAAGATAAGTCAACAGTTTTTGGCACTGCATTGAGTTATG
TATCCCTGAGAATCCTGGGTGTGGATGCTGATGATCCAGATATGGT
>AV670467 ID   AV670467   standard; mRNA; EST; 500 BP.
CGGACAAGTGCCGGGAGTTTTACACTTTTTCTGTCTTTTAAATATCACATTCATCTTCCT
CTATAATCAGCACTATTCACCTTGGTGTGCCAGCGGAAGATTTCTGGAGACATGGCCACA
GAGCATATTAATGGAAATGGTCCAGAAGAACCAATGGACACCTCTGCTGCAGTTACCCAT
TCTGAGCACTTCCAGACTTTATTAGAAGCTGGTTTACCACAGAAAGTTGCTGAAAAACTA
GATGAAATTTACATAGCAGGTTTGGTTTCACACAGTGACTTAGACGACCGAGCGATTGAG
GCTCTAAAAGAATTCAACGAGGAAGGTGCTCTCCAAGTCCTTTCGCAATTCAAGGACAGC
GACCTCTCACATGTTCAGAATAAAAGTGCCTTTCTTTGTGGTGTGATGAAGACGTACAGA
CAAAGAGAGAAACAGGGGACCAAAGTGTCAGACACCAGTAAAGGACCCGATGAGGCCAAA
ATCAAAGCTTTGCTGGAAAG



>AV670479 ID   AV670479   standard; mRNA; EST; 500 BP.
CAGACGCACGCGACATCCTGGAAAACAAGCTGCTGCCGCTGCGCAGAGGTAGCTGAGCCA
AGCAAGCAGCCGACAGGCATCCAGCCGGTTCTCCACTTTACTTCTGCGTCAACAGGCTAC
ATCGGGGTGGTGAATCGCAGTCAGAAGGACATCGATGGGAAGAAGGACATTCGTGCCGCT
TTGGCTGCTGAGAGGAAATTCTTCCTGTCGCATCCTGCATACCGACATCTGGCTGAACGC
ATGGGGACCCCACACCTGCAAAAGACCCTCAACCAGCAACTCACCAACCACATCCGCGAC
ACGCTGCCGGGGTTACGCAGCAAACTGCAGAGCCAGCTGTTGTCTCTGGAGAAGGAAGTG
GAGGAGTTCAAGAACTTCCGTCCAGACGATCCTGCACGCAAGACCAAGGCCCTCCTCCAG
ATGGTTCAGCAGTTTGGGGTGGACTTTGAGAAGTGTATCGAGGGATCTGGAGATCAGGTG
GACACCTCCAATTTGTCTGG
>AV670482 ID   AV670482   standard; mRNA; EST; 483 BP.
GTGGAGTCAGATTGAAGCCGCAGAAAAGGGAAACTACAGCGGCGGAGGAGCAGCTAGAAA
CAGCCCCGCTCAACCTTTATAACTGAACGTTTCCTTAAGAAGAAAAATGGCGTACCACAG
TCCTTACCGAGCCCCCCCGCACATTAACGCTCCTCCGGACCAGAGCTTCCTGTGGAATAT
CTTCCAGAGGGTTGACAAGGACAGAAGTGGAGTGATATCAGACTCGGAGCTCCAGCAGGC
TCTATCAAATGGAACATGGACTCCTTTCAACCCAGTGACGGTCCGCTCCATTATATCGAT
GTTTGACAGGGAAAACAAAGGAGGCGTGAACTTCAATGAGTTTGCCGGTGTGTGGAAGTA
CATCACAGACTGGCAGAACATCTTCAGGACCTATGACAGGGACAACTCCGGCTTCATCGA
CAAAAATGAGCTCAAGCAGGCACTTACCGGATTTGGCTACCGTCTATCAGACCAGTTCTA
CGG
>AV670483 ID   AV670483   standard; mRNA; EST; 460 BP.
GATTAATCCGCTTGGAAAAGCACCGTGGCTGAAAACTTCGAAAAATGGAAAAAGTAACAG
TCGTCCAGGCTTTATCCCCGTGTACGCTGGCGAGATAAGGAACAGTGACCGTGGATCTAC
TGGGGATCCCACTGCGGCCGTTTCCACGCTGACAATGCTGTCGACGGAGGAAAAAACGAC
GTTTTTCCTGCAATTCCATTGAACGTAAATTTGCTCATGGAGAAAGGAGCAAGTCGGGAG
TCATGAGCACAGGTTTGTGTCGAGGAGCAGCTAACCTAGCGAGAGGATCACTTTGCAGTT
GTAGTTTCCTTCCCCAAATGTGAATATTTGTGATAGTTTATTGGTCATACATGATGAGGA
TGGGGCTTTTTCCAGTTAACAGCATCCACTCCATTGCCCCCACAACCACAAATTACAGTT
TTCTTAATAACAGCTCTCGAAGGGAATATAATAGTGAACG
>AV670488 ID   AV670488   standard; mRNA; EST; 430 BP.
ACAAAGTGAAACCAATATGAAGTCCAACCAGGAACGCAGTAATGAATGTTTACCCCCAAA
GAAGAGGGAAATCCTATCAAGCACGTTGCTTTCTGAAAACCGCTCACCTGTGCCACCTGC
CAGTGACAGCCAGCGCACAGAGAACATGACCTGGCTAGCCAGTGTGGCTGCTGGTAATGA
AGGCAATCTGGGTGAGCATCGTAGCTTTAACCAGTTGGATGGGGCCTTGTATAAATCCCC
ATCTTTGACTCACACTTCCCCCTGTTGCTCTTCAATGAGGCTGGTGTCCTCCCTTCCTAC
CGTGTACACATCCCCCGTCACACAGGCTACGGTTGGAGGGACAGTCCACTACACCCAACT
TCCTCCCAACCTACAGTTAATAGCCTTACCCTACACTACTCCCTACACAGGCTACATCTT
CCCACAGCTG
>AV670493 ID   AV670493   standard; mRNA; EST; 484 BP.
ACGACAGAGGACACATCATCGTGGACGATTTCCAGAACACCACTCGATCTGGCATCTATG
CCGTGGGAGATGTTTGTGGCAAAGCTCTACTCACGCCTGGTAGGACAAACTGACTGACAG
AAACCCTGAGAGACGTGTCTTCATGCTGACTTCTGTCCTGAACTATGCCACAAATCCCCC
GAGCAACAACAACGTTTTGCATGGATGTGGATCCGTTGAATAATCGACATCATTTCTTTT
TCTCTAACAGTGAAGACACATTAGACACATGGACTTCTGATTTAAAAAGAAATCACAACA
TTTAGCTTGAAGCACAGCCCTGGTTTAAAAAAAGAAAATAGATGACTCCTCCAATGTTCC
CACAGAGAAATTGCTTAACCTTTCAACAGTGAGCTTTAGCTCCAGTGTTGACATTATTTC
AATTGCCGTAACTCTTCAACGGTTTACGCAATTATAGCAATTCCAGGTGGGATTCTGCAG
CAGA
>AV670494 ID   AV670494   standard; mRNA; EST; 408 BP.
ACAGAGGAGCCCCTGGCCCCCAGGGAGCTCGTGGATTCCCCGGAACCCCTGGACTTCCAG
GAATGAAGGGACACAGAGGTTACACTGGTCTGGATGGCCGTAAAGGAGAACCTGGTGCTG
CTGGTGCTAAAGGTGAACCCGGTGCCCACGGAGCTGCTGGAAGTCCCGGCTTGGCTGGAC
AACGCGGTCTGGCTGGTGAGAGGGGTCGTCCCGGTCCTGCTGGGCCTGCTGGTGCTCGTG
GTGCTGACGGCAATGTTGGACCTGCTGGTCCCGCTGGTCCCATGGGTGCTGCCGGTCCTC
CAGGGTTCCCTGGTGGTCCTGGCCCTAAGGGAGAGGTTGGACCTATTGGTGCAACTGGCC
CATCTGGACCTCAGGGCAACAGAGGAGAGCCTGGATCTAATGGTGCTG
>AV670509 ID   AV670509   standard; mRNA; EST; 353 BP.
CAGGACCGCCGGGCCCTCCAGGATTTTCAGGGCTGCCAGGAAAACCCGGCAGGAGGGGCC
CAAGGGAGCTGACGCCGTTCTAACCCGTGCAGAAGATGCTTGAGCTCTGATCCAATGCTC
AGAGGCATCTGTGGATTACAGAGAATTATTCAGCCAGACACGCTTTTGTTTTGATCACGC
CGTGCTTCACTGCAAACACAAATATCACAAATATACACAAAACATCAAAGACATCAATGT
TTGCATCTTTTTCGGTGTTTTACTTACTTAAATAAAAAGATGACACAAGGTTTTACAAAA
TGTGGAGTTTATGAGGCTAGAAACTTGAAAATTTTCTGCAAAAAAAAAAAAAA
>AV670511 ID   AV670511   standard; mRNA; EST; 523 BP.



TTGAAATTGATATCACAAACATTTACAGATTTAATCATTCATTTGTTCAGTATTATTCTT
TCTATTAGAAACACAAAGATTGTGATTGTTCTATTATGACTCTACCTGGTATACTTTTTC
TTTTATCCACTTGATGGCACAATAAAGCAAATGAATGAAATGCTTCAGTGCTTCATGAGA
CATCATCTCGCCATCACTACATAAAGGGTGCAGCTCTGTTTTATCACGTTTTGTTTGCTT
TGTTAACTCTTCAGGGGTTTAGGGGTTTGGTTGCTTCATGGTTGTTTGTGTGGATCTGCA
TGCAGTGGTTCTGCCCGAACATTTTGGTTGTTAGTACATTTGCTGATTTTTAGAACTTTT
GGTTGACTATCCAGTGTCCTGGATTTTAAGGCAATTCAGAGACGTGCTAACTACTTTTTT
TCAAACAGCAAATATGCCATAAGCCATTTGCCAAAGTAAAAACATAATAAATATAAACAT
TTGAAAGACTTTTTATCAATCCACTGTGTTCTGATAGTAAAAA
>AV670512 ID   AV670512   standard; mRNA; EST; 572 BP.
GCTGACATGAATAAAAAGTCATATTTAGCTTCTCCGTTCTTTTTTCCGTCATGGTTTTGA
CTCTACGATTAAGAGTTTAAATTAAGACAGAAAAGTCTTTTCAGGTCATTTCAGTGCATC
TGCGTCAGTGTGTCCATCATTTTGTCCACACACTGCAACACAACACAGAGCAGGAAACAG
CTTTCTGTCACCAGTTCTGCTCAAAAATGAAACAATCTGCTTTACTCTTGTGTTTCCACT
TGAAAAGCTAAAGCTGCGTCTTTCTGTTCTCATTTTTGTTCATCTTTTGTGTCAAAAGTT
TGTCAAATTTGATTGGACCTTTTCCTTTGGACCTCACAAAAACCCAGTTTTGTTTCTTGT
TTAATGGGCTGATCCTCTGTTTCAACAGCATGCCTCTCGACAGAAACACGCTTCCCAAAA
AGGGATTGAGGTACAACACGTCTGCAAGCAGAACCCCTCTTTCAGCTCTGTCTTTTTGTT
GTCATCAGAATAATGTGTGGGATGTGGAGCACTCTGCCTGTTTGCCATCACCCTGCAGTC
TGCTGCAGAGAGTTCCTGTCAGGTTCTGTCAA
>AV670517 ID   AV670517   standard; mRNA; EST; 496 BP.
ATGGGCGGCAGTTTACTTATTTATTTATTTGTGGGGAGAGGGGAGACCACCGGACTAATG
CTGGCAGCTACAGTATCGGCTGAACTGACAGGACAGACAGACACGCCGTATTTGTCTCTG
GCTTCTCTGAAGGCGAATCTGTCGAACTTCAGTGGTTTCTCCTGCCAATTCCACCCCTGT
TGTTCAGTCAGGCTTTTGGGGGGCAGCTGTGAGACTGGTCAGCTGTCAGCTGTCTATTTT
CCCTGCAACAGGTACAGCCTGGCAAGCCCAATATATGCTGGATGATGTATCTGTCTTTTG
GGCCTCAGGATCCTAACAAATGTCACCCCCCCCCCATTCCATATTTTTTGTCTTCGTCGT
TGTTGCCTTCTTTTCGCTTTCCATGCTCTTTTTGTTTTCTATTTTTTGCTCTGCTCAGCC
TTTTTCCAGGCTTTGAGAGATGAGGAGGTAACGGATCAAAGAGAGCCCACACATTCTGCC
CTCTGATACCATCAGG
>AV670524 ID   AV670524   standard; mRNA; EST; 578 BP.
CTTATTCTGGTTATCTATACACACCTGTTCTTTGGTTTTGGTTCCATCAAGAACACGGCT
TACAGTCTAAAGGATTAATCAATCACTAATCATTCCAAATGTGAAGCACTGCAGTGAGTT
GGAAGAAGCTGAAGCTGTGCACATTGGCTAGACTTTTATTTTCTTTCTTTACAAGACCAG
TATTCTGTTTGGGTCTGCACTATCATTGGTTTTGCTCTGAAGGCGCACTTGAATTTTTCT
TTTTCTTTTGATAGGTATTTCTTAAAAATGTAGCCTTAAACGTTAAAGCAAAGTAAAGTA
TCTGGCACTGCAAAAATCTACATTTCGGAGAACCTGAGGCCTGGTGTGACTTCCACTTCC
TCAACACTTGAACAAGAACCAGAAGAAAAGAGGAAAAAATGTGTACATTTGATGCCAAAT
GTTGCTGCGCACACTCCTTTGACATTTATCTCCTGCACCTCTATAACTGCACCTTTTTGT
TTGATGAAAAGGAGATTCCTTTATATCCTAGCTTAAGGAAACGGTGTAGTTCTGCATCAC
AGGCAGGTCAAAATGTTTGACGTAATTCTTTTATTGTA
>AV670530 ID   AV670530   standard; mRNA; EST; 519 BP.
CCGTCGTCCTCTTTGCCAGTCCTCTTCTGCCGTTAGATTCCGGTTGTGGCCGCACGCTGT
GTTGTCAACGGGCCATAAAACATCAAATAAAGCTCAAATACCAGCATGAGTGGACTTCAG
TGCCTCGCCACAGAGAACATCTGGTTTGACAAACATCGCTACGATGAGGCGGAGAAGCAT
TTCTATGAGGGAGCAAACGGCCCGGTCACTCAGCACCAACATCAGGTGAAAGCAACACCG
CCGCCGCTGCAGCAGCAGGCCAAAGGTCGCCAGCAGAAGCGGCAGCACAGAAATTCGTCC
TCCAGTGGCGCCGGAGAGCAGGAGTTGGTTTCCCGCATGAAGAGTCTGGAGCTGGAGAAC
CAAACTCTCCACAAAGTGGTGGAGGAGATGAGAGCGGCTCTCCAGAAGTTGGAGTCCAGA
GTGTTTGTCCTGGAAAAATCACCAGCTGCTGCTCCGTGTGCTCAGGCCGCTTCAGTCAAA
CAGGTCAAGGTGGAAAATGGAGATGACGATGACTTGGAC
>AV670534 ID   AV670534   standard; mRNA; EST; 542 BP.
CTGAGCTGGAATGAAGCCGAAAACTGCAGAATAATTCGCTTTTTTTCAGGCGCAGCGATG
ATCGTTTGACACCAAGAATGGACATCAGTTAACAATGACGGGGGAGAAGAAGAAGAAGAA
GCGGCTGAACCGCAGCATTCTTCTGGCAAAAAAAATAATTATAAAAGATGGAGGAAGTCC
TCAGGGAATCGGCGAGCCCAGCGTCTACCATGCTGTGGTGGTCATCTTCCTGGAATTTTT
TGCATGGGGTCTCCTCACCACCCCGATGCTCGCGGTACTACGCTCGACATTCCCCCAGCA
CACCTTCCTGATGAATGGCCTTATCCATGGGGTGAAGGGCCTTCTTTCATTTCTCAGCGC
TCCTCTGATCGGAGCGCTGTCCGATGTTTGGGGACGCAAGTCCTTCCTGCTGCTAACAGT
CTTCTTCACATGTGCACCCATTCCACTGATGAAGATCAGCCCATGGTGGTACTTTGCCGT
CATCTCCATGTCTGGAGTTTTCGCCGTTACCTTCTCGGTGATCTTTGCGTATGTGGCTGA
CA
>AV670535 ID   AV670535   standard; mRNA; EST; 180 BP.
CTAAAATCNAGGTACGTGAGCAGCCACGCAGAGCANATGGGGAGAGCTTCCGCCCCTTCG



GTGTCGTCTGGTTCGAGAAGCTGGCAGCGCCGCGCGGACCCCGCAGCTCCCCCGTCTTCT
TTGTAGCCCGTCTCCCTCAGTGACCCGCTCCGTCCCTCCGGGATCATGCTGACCGTCGTC
>AV670537 ID   AV670537   standard; mRNA; EST; 257 BP.
GAGAGAGAGAGAGAGAGAGACGCGTCGACTCGAGCGGCCGCGGACCGTTTTTCTTTATCC
TTTTGGATGAAGTTGTGTTCCTATGTGAATGTTTTATATGTTCCAGTCTTTGTAAATCAT
TTATCACTGCCTACTTTTGTCAAGCTAATTCGTATGCCTTACAGTTGTGTTACAGCCTGT
GTGAATTTTGGGATGTCTGTCTAAGAACAAAGGAACTTTATTAATGTTTAAGTAGTTTGG
AATGATTTTTTTTTTTG
>AV670538 ID   AV670538   standard; mRNA; EST; 151 BP.
TTTCTTTCTATTATTGTAAAAAACAAAAAAAGGAAAAAAAAATGTCATTATTTCTTTTGT
TAAAACTGTAAACACTATCATGTTTAACATAGACTGATTTTTTGTTTTGTTTTCTGAATA
CCATTTTTTTTTTGTNCCAAAATNGTTTTTT
>AV670541 ID   AV670541   standard; mRNA; EST; 515 BP.
GCGTAGACCAGGAAGCGGCTGCGGCGCCTCTTCTGGCGCTTTAACACAAGTTTCAGGGAT
AACTACCCGTTTAAGAGGGCAGAAAAAGAGACAAACTAGATACATAAATCGTTAGTTTTT
GGAGGGTGTCGCTTTCTAGTCTGTCGCTCATCAGTTCGCTGACATGAACGCAGATTCGGA
GGAACAGGAAGATGAACTGCTCGCCCTGCAAAGTATCTATTATGATTTGGAGGAGTTCGT
CCGGAATGAGTCGAAGTCTGCCGGAGAAATCCGAGTGTCCGTGGAGCTTCCTGCTGATTT
CACCGTAGTTCTCAAACACGATGGAGCTCTGAGAAAGTATGAAATATCATTTCTGCCACC
CCTGCTTCTGACCTTTGAACTTCCTGAAGATTACCCATCCTCCTCCCCTCCCCTGTTCAC
CCTCACCTGCAGCTGGTTGACTCGCACACAGCTTGATTCTCTAAGTGTCCAGCTGATTGG
TCTCTACAGGGCCACAGGGGGCGCTGTGGTGCTGT
>AV670542 ID   AV670542   standard; mRNA; EST; 504 BP.
CCAAAATCCTGCTTCATGGGTCTGTTTCAACACTTTAAAATGAGAATTGACTTACCTGGT
AACGTATGGAACATTTTTTTACATAGTACTTTTCCAAGATAGAATCACCAACGGTTGTGT
CCAAATTCCTTCACTACTCACTACACAGTGCATATAGTATAATATATAGTGCGTTCGCCA
TTTTGCACTGCTGTCCAAATCTTCAAGTGCCATAGAACTTTCCCACGAGTCTCTGCGAAA
AACCAGTGTGCATCAATAACCACTAGATTGGCGAATATAGACCACAATGCATTGCATCTG
AACAATTTTGCAAATATGTATTTAAATGTATTTACTTCATAAACCATCAATGTTTTTATC
TTCAGAAGACATTGGATTCATAAATGGTCATCATAAAACGCCATTTGTTGTGGTTGTGGT
AACCGAGTCAAAGGAATGTCAGGACAATTAATAAGTACGGATGATTTAAAGTCCCACTTC
GATGAAAATTGTGTTTTAACATGT
>AV670551 ID   AV670551   standard; mRNA; EST; 491 BP.
CAACAACAGAGACGGTATCGAGCTCTCAGCTTTTTCCTTCAGTTTGGTGGGCTCGCGGGT
TTTCTTTTTTCACGCGCTCAGAGATCAGAGGCAGGGTGTAGCTGGAAGTTGTGCTGTCTG
CGGGTGTTGGGACCAGCAACAGCAGGGCTGTGTAGACCCACTGTAGCAGAGCAAGAAGCT
CAGGAGTGGATATGAATGATTGCTAAGTCTCGGACGTCTGCTCAACCTGAACCCAGGTAA
GCGGTGCATCGACACAAAGGCATCAATAGTGATCCGATAGTGATGCTGTGTGTCAGCCTT
CCCATCTGCCTGTGCCCCTCGTTCTCCCGTGAGGCCCATGTAACCTAGCCTACACCTACA
CAAAGGGGGCCCCTATTGCTGCTGGAGCCCACACATGAATCCCAGCCCTGACCGCAGCAA
AGAGTGTCTCCCTCCAAAGAAGAGGGAGTCTCGGCAAGGATCAGCGGACCACTATGTCCC
CCTAGATGAGT
>AV670555 ID   AV670555   standard; mRNA; EST; 455 BP.
CACGCCTCACCAAACATGAACAGGTGGATCTCATGAGGAACATCAGTCAGATCCCGCCGC
CATTCCTCTACACACGACACGTCCACTTCCTCAATTTTAGCAGGTTCCGGATAGAACAGC
CCGTCTACATCAACATAATCAGAGACCCCATCAACCGCTTTCTGTCCAATTATTTCTTCC
GTCGCTTCGGGGACTGGAGGGGGGAGCAGAACCACCTGATCCGAACACCGGGCATGAAGG
ATGATGAAAGATACCTGGATATAAATGTTTGTATTCTGGAAAATTACCCAGAATGCTCTA
ACCCCAGAGTTTTCTACATCATTCCTTATTTCTGTGGGCAACATCCTCAGTGCAGGGAAC
CAGGAGTCTGGGCTTTGGAGCGGGCCAAACAGAATGTGCTAGAAAACTACCTCATAGTGG
GGATCCTGGAGGAGCTGGAGGAAGTCCTGCTCATG
>AV670558 ID   AV670558   standard; mRNA; EST; 567 BP.
TTTACATTTAATACTGTAAGTTCCTTATTCCCTTGTTGATCTGGGTCTTCTCTAGAAAAA
CGTAGTTATCCACGTTACACCCTCTTAGTTTAATTTGGTTACAGTAAAAAGTGTTGGAGG
AGTTTGACCTGTATCGACAATCGTCTTATCAAAAAAGAGCACCTATTGATAGCATCTGAG
CGTTATTTACTAGTCCGAGCTGCTGAAGAAAAGGCTTTAGTCACGATAGTGTGTGACAAT
AGAATAAAAGCATAAACGGGTATTGCACAGGTTATAGACTGCTGACACAGATATGCAGAC
ATTTTACAAATTGTTTTATGTTTTACCTTTTTACTACAAAATGTTTCCTTTCCGCACGCA
CACTGCTGTCTTGTGTCAGATATAAAGGTGTTACTTCACAGTCAGATAAACCGGAGTGGA
CCTCTTTCAAGTTACATTCAAATGAATTTCTTTCATAGGGGAAGGCAGCTTCATTATAAT
CCATCTGGAGGCACTCTTGAAGGGCTAAAAACTGTAATAATTAATTTTCAACAATAACTG
AAATAGTTTTAGGTAAAAATAGACGTC
>AV670560 ID   AV670560   standard; mRNA; EST; 155 BP.
GTGAAGAGCCGCTCTCCGCGGTGTTTTCAGGGGATGTAGAGAGAGGGGGGACGGAGCCTC



CGCTCTGCCCATCCCGCTGCACCGCCGAGCGGCCTGCCAAGCACGCAAGATGTCGACCAG
AACGCCATTGCCCACCGTGAACGAGCGCGACACCG
>AV670564 ID   AV670564   standard; mRNA; EST; 548 BP.
AGAAAACAGGAGGCAAAGCTGGGAAGGAGGGAAAAATTGGAGGAAAGAAAAATGGAAAGA
AGTTGGCAAAACACCCAAACAGAGAGGACTACCCAAAGCCCACAAAGAGACCAACGCTTC
CTCCAAAGGGTTCCCTCCTGGACTCCTTCCTGGACTACTTTGGTAACAAAAGGCGACTTC
TGCTGATCACATCCCCTTCTGAAGAGAACAACATATACGTCCAGCAAAGAGACGAGTATC
TGGAGTCGGTGTGTGAGATGGCCATCAGAAAACTCTCGATCATAACCATCTTTGGCACAA
TGAGCAACTCCACCATGAAGATCGACCATTATCAGATAGAAAACGACAAGCCGATGAAAG
GTCTCCGTCAGGAGGATCTGGTAAACCAGGACCTAATAACAGAGCTAAGGAAAGAGTATG
GAATGACATATGATGAATTCTACATGGTTCTCACCGATACTGATATGAGAGTTCAGCAAT
CCTACGAGGTCCCAATCGCAATGAAGGCCATTTTTGACTACATTGATACCTTCTCCTCCC
GCATCAGT
>AV670568 ID   AV670568   standard; mRNA; EST; 459 BP.
GAAGTTACTTCAGAAGGAGGGCGGTTTAAGTCTTCGGGAGCTGATAAGAAGGTTTAAAAA
GTATTTTTTAAAGGGTCGTGTGAGAAAAGATTCGGCCACAACCTCGGCTTTGCTTCTCCA
CTGAATTGCGCACGACGTTTCCAAAAAAATGGATGCGGTGCGCCCGGAGCGCAGTGCCGC
GCAGCTTCTCCGTTTTTGCCCTGTTCTCCTCATCCTCTCTGGACCTTGCATGACGGCTGC
CTGGGACCTGGTCCTTTTGCACACCAACGACGTGCACGCCCGGATAGAGGAGACCAGCGT
GCACTCCGGGAAGTGCAGCGCCAGCGGCGGCTGTTACGGCGGGGTGGCGCGGAGAGCCAC
GGCGATCCAAAGCATACGCGGGTCCGAGACCAACGTGCTGCTGCTGGACGCCGGGGATCA
GTTCCAGGGAACAGTCTGGTTCAACTACTACAAAGGAGC
>AV670573 ID   AV670573   standard; mRNA; EST; 433 BP.
CTGGAATTGTAATAAATAAGTTATGTTTTGAATAAATACCCTTCTAGCTTTCCTGTTATC
CATATTTATTGCCAATTAAATCTGCCTATAAGGCATTTAATTGCAACTGATGGGGATGGG
GGAGAGTACTTTTTCAGTCGCTTATTTACAAAACAGTTTGAGATTCAAACTGCGAATTTT
TGTTAAAAAACGTTTTTTAGTTAAAAGTACGGTGGTGAGACCCACCATTGCAGCAAAAAA
GTAGCTGTGCTGACAAAAAAAGACATTGCACATAAAAAGAAACTCTGCAAATAAAAATAA
ATAACGTTGTAAATAAAATAAATACTACAAATAGAAAGAAATGCTAGTGCGCATAAAAAA
CAAAAAATATTGCAAATAAAGCCACAACGGAAGTGGAATTATTGGGGAGGGTTTTTGCCC
GTCCACAGCTGCG
>AV670575 ID   AV670575   standard; mRNA; EST; 566 BP.
AGCCAATATTGGTAAAGCGGCGAGCGCTGTTGGAGCCCCAGAATCCACGGATTCGTGAGG
GTTTTTTGCCGCCGTTTGGGCTTTTTCTCTCTCCTGAGCTCCCTGTGAACATTACAGCTG
CCCGGCGTGAACTGAGCTTCAAGCTGTGATTTAATTATAAGTCTTAAAAATCTGTGTCGC
CTTCTAGGACATAGTTTCACCTCCAAGTTATGAGAGCAACCCCACCTCCTCTTCCCCTCC
CCGCTGCTAAGAGCTCGGACCAGGGAGCTTGATGCCTATTCAGCTTTTTCTTATGTCTGC
TCCTGATTGACAACAATTTATATAAAGAAATACTCAGAAATGCAATTTTAAGATGACATT
TTCTTTATATCATCAGAAAAATGCTACAAAACACCAATATCACTGAAGAAATCTTTAATT
TCAGGATTTTGATTTGTTTGAAGCCTTCTTTTTGACTTTGTTTATATAAATGGATGCAAT
AGAAATGTCCACATAAAGTTTATATTCTCCTATTTCTCCACGGTGTTCTATCAATCATTA
AATCCACTCAGACAAATGTTGACTCG
>AV670578 ID   AV670578   standard; mRNA; EST; 493 BP.
CCATGGTAATTATGGCAGAATTTGCGTTTTTGAATGAATTATAGTTGAGCGGTGGATCAT
CCAGCATATACCGTGTGAGGACCGCTTTGCTGGCAATGACACACCGGAAGGTGTCAATTT
AACGGACAGCACCGCAAGCAACGGAGAAAGGTGTTGTTTTTCACACCTCAGGGCCACCGT
AGACATGACCTGAAGGCTGATTCCAGCTAGCTGGCACGTAGCCTTCAAGACGCCGTCATT
TTTAACTTTTTTTTTCCCTTGCATATGAACGGTGATATGCCACGTCACCGACAGCCATAT
TAGATAATGGCTGCCGAATCGGGGAGGCTACTGGCGGGACAAGGAAAGCGAAAAGCATCA
CAGATGAAGAGCCCGGAGAAGAAAAAGGCCAGAAAGTCCACGGCTCAGACGACGGGGTTC
TCCCACCTGACGGAGTTCGCACCTCCCCCCACACCCATGGTTGACCATCTGGTCGCCTCC
AACCCATTTGACG
>AV670580 ID   AV670580   standard; mRNA; EST; 76 BP.
CTATGATCCTGAGTATTCAATGTAAAAATCTAAAGAAAATAAATAGCATTTTTTAAAAAA
AAAAAAAAAAAAAAAA
>AV670588 ID   AV670588   standard; mRNA; EST; 436 BP.
CTTATGGGAAGCGTGACGGTAGTTCTAAAGCGATAAACCAAGTTCGTTTTTACCTTCGTC
AAAAGTTGTAACCCTCAGGTTTTCCCGTCTTCAAACCACTATGGCTTATCCCGGATACTG
GAGGGTACGGAGGCCCCATGCAGGGAGGCCCCATGCAGGGAGGCCAAATGCAGGGAGGCC
CCATGCAGGGGGGCCCCATGCAAGGAGGCCACATGCCGGGGGCTCCTATGCCAGGTGGAC
ACATGCCCGGCCAAATGTTTGGACAGATGGGGGGCGCGCCACCCCAAGGAGGATATGCAC
CGTATGGTGGAGGCTACCCGGGAGCATACGGCGCCCCGCCTCCAGCCGCCAACGACCCCA
TGTGGGGTTACTTCACAGCCATAGCGGGGCAGGATGGAGAGGTCGACGCTGAGGAGCTGC
AGAAGTGTCTGACTCA



>AV670589 ID   AV670589   standard; mRNA; EST; 557 BP.
CTGCTGATGAACCGATGAATTTAGCAGTCTTTCCAAAGTTAGCCAGACCTTTTTGCTTCA
TATTCAACGAGCGGAAGACGAGCTACAGTGAAATAAAAATAAGACATGGAGGGAGATAGT
GGCAGTTTTCTTCCAGATTTGTCAGAGGATCTGTCACAAAGAGGAAGTGTTGCTTCCTCT
GCAACTCTTTCCCGTGTTCAGGAGCTGCTCGTGTACTTGTGTGGCGACAACGCAGTGCAC
TTGTCTTTGGAGTCTCTCAGCAGTGTGACAGTGCAGGAATTGGGCCGCAGTGTTCGTGAG
GCTCTCCAAATTCCTGAGTCTTTACACGATGCTTTTGCTTTTTGGCTTTGCTCCCCATTG
CTTGAACTGCAGTTGAAGGCGAGGCATCAGCCGTATAAACTGTGTCGGCAGTGGCAGGAC
TTGCTGTATCGCTTCACTGAGGCATCGGAGGACGACATTGCACAAGACGAACCATATCTT
CAGTACAGACGGAACGTGTTTTATCCCAAATCTAAAGAGCTGCAGATTGAAGATGAGGGG
GTGTTGAGACTTCTGTA
>AV670591 ID   AV670591   standard; mRNA; EST; 441 BP.
GGAAATGAGGGGCTTTGACCAGCAGGCGGTGGTGCTCCTCTGAATCAGTCCGTCTCTGTC
CAGAAGGCGCCTGGAGTTCGACTGCGATTTACGGCCCCGACGTCCCGGACCGGTACCGAG
CTGATCCAGGACCCGGACTCTCTCGGGATCAGGTCGGTGATATTGGCTGACGGACCGTGT
AAACGGGGCCTGTAAAGGAGTCCACCGTGGTTGGTCATAGTGTGTAGAGAGGAGTCCTCT
CAGCCCTCCAGGCTCCTCAGCCATGGCTCTGCTGGCCAGCCTGAAGAGCCTGTTCATCCT
GCAGCTGCTGATGGGCTTCGTGTTCGTGGTGAGCGGCCTCATCATAAACTTCCTCCAGCT
GTGCACCTGCGTCCTCTGGCCAATCAACAGGCAGCTGTACCGCCGGATCAACTGCCGCCT
GTCCTACTCCCTCTGGAGCCA
>AV670608 ID   AV670608   standard; mRNA; EST; 425 BP.
TGACTCCCGGCGTTTTAGGACGATGTTTACTTAGACAGACGGGGAAACCGAGCCGGGGCA
GCTATCCACTGACCGGCGTCCAGGATCACCGGTTGCTCCTCAGGTCCTGTTTGCACACAG
TGGTGGGACGCAGCCGTCCTGCACCAGCCAGGTCCCAGCTGAGCCGAAGACACCAGGGGA
AGCTCCTCTGGGACACAGTCAGACACAGCAGCTCACAGATTCCACTTGATGACGGGTTTA
AGGCGGCGCCAAGCATCGAAGCTTCCAGCGGTCCTGCTGCGTCTGCGTCGGCTGGGCCGG
TCGTCCCACAGACAGTACCTGAACAGATGGAGGCGGCAGCAGCAACCAGCAGCAGCTCTT
CTCCCTCGCTGATCCCAGAAGCTCCTCCTACTCCTGCGGACCTTGTGACGTCGCTGCCGG
TACCA
>AV670610 ID   AV670610   standard; mRNA; EST; 509 BP.
CAGAGCTGGAGAATGACATCAAAGTGCAGATAAGAAAAGAAATGATTGACAGATCCACAG
GGGAATATACAGTAAATACACTGGTGAAATCTCAAGATGAGCGTTACATAGACCAAGGTC
AAAGGACGTACACTTTTGGACCGGTGAAGGGGACCGACTACAGCTTGGCCCTGGTCCTCC
CTGATTACAACAAGTATTACATCCGAGCCACAATTGGCGACACAATCACGCAAGCAAAAT
TTTCTGAGACCCTGCTGGTGGACAAGTTTGACGAATACGGCTACACATTTATTGCACCAA
GGACGTACTGTAAGGACATGGAGCCCCTCAACAAGTACACAAACACAGAGTTCCTCGTGA
TGTTTAACGACTACATCGACAGAAGGACTCCAAACGACCCAGAGTGTAATGTGGAGCTGA
TGAACAGACTTCTCCTTGACGCTGGCATCACCGCTGATCTGATCAAGATCTGGAAAAAAT
CGGAGTTGCCGAATGGAGTTAAAGCCGTT
>AV670613 ID   AV670613   standard; mRNA; EST; 508 BP.
GCTGAGTGAGCATCCGTGCATCCGTTTTCATGGCTCACAAGGACGACGCCGCTTTTCACA
TTCTCGGACTAAACCTGTCAGCATCGCAGGTGCACGCGGGTGGTACATGCGCAGTCTGAT
TCCACATGGAGCTGGCGTTCAAGGACGCCCCGGTGAAGGATTTTGAGTGTCCGCGGCGTG
GGCCGCCGTGATGATGTGACGTGACGGGGATCTTCTTGTCGCTCCGCTGCGCCTCTCCGT
CGCTCACCATGCCCAGGGCTGTGCGCAGACTGCTGCATCTGATGCTCTTCTGTCCGCTCC
ACAAAGGCCTGCAGGGGCGTCTTCCAGCCATTAAGGTGAAGTACCTCCTCCTGACCTGGC
TGGGCGTTCTGATCTTCAGCTGGATCGTCTACATGCAGTATGCGTCCTACGCCGAGCTCT
GCCGGGGCCACGTTTGCCACATGGTCATTTGCGATCATTACAGAAGGGGGATAATATCCG
GCTCGTCTTGCAAGGCGTTGTGTGATCA
>AV670619 ID   AV670619   standard; mRNA; EST; 333 BP.
GTTGCCAACGCCTTCATGGTGTGTGGACGCTTGTACACGGTGGCCAGCTACGCCTCCACG
AACACCACCATCAATTTTATGTTTGACACAGCCACCAGTGAGGGCCGGGCCATCTCTGTG
CCCTTCAAGAACAAGTACCGCTACAACAGCATGGTGGACTACAACTACGCCCACAGGAAG
CTGTACGCTTGGGACAACTTCCACATGGTCACGTACGATGTCAGACTGGGCAGGCCTCGG
CATGGGGGCAACTAAAGGCAAACAAAGAGAGGCTTATATTGTGTTTTATTTTGTATCTGC
ATCTATGTATTATTGAAAAAAAAAAAAAAAAAA
>AV670630 ID   AV670630   standard; mRNA; EST; 519 BP.
CCACCTCGTCGTGTGAGCAACGATGGCTACCTCTGGGGCTAAACAAGGCACCAAAATTGT
GTCCAAAACATCAGCGGGAGGCGCCGGGGCTACGGCAGCCAGCGGCGGGGCTCCCATAAT
ACCCCTGGCCTCCCCGCTCATGGGGAAAAAGAAGAAGCCGTTCCTGGGCATGCCCGCTCC
GCTGGGATATGTGCCTGGTCTCGGCAGAGGTGCCACTGGATTCACCACCCGGTCTGATAT
TGGTCCTGCTCGAGATGCCAATGACCCAGTGGATGACAGACATGCTCCCCCAGGGAAAAG
AACCGTGGGAGACCAAATGAAAAAGAATCAGGAGGAGGATGATGAAGATCTGAATGACAC
CAACTACGATGAGTTTAATGGTTATGCGGGTAGCTTGTTCTCTAGCGGGCCTTATGAAAA



AGATGACGAGGAGGCAGATGCTATATACGCAGCCCTGGATAAGAGGATGGACGAAAGACG
CAAAGAAAGAAGAGAGCTAAGAAAAAAAAAAAAAAAAAA
>AV670632 ID   AV670632   standard; mRNA; EST; 513 BP.
GTTTGCTCGGATGGGGTAGACGCTACTAAAGAAAGACTTTCCTCAGGCTAACGATGGAGG
GGAACCGCGTGAACTTCTACATCGGCCTGTCTTTGGCCGTCAGCTCCAGCGCTTTTATCG
GAGCCAGCTTCATCCTGAAAAAGAAAGGCCTGCNGCGATTGGCCAGCAAGGGCTCGATGC
GAGCAGGTCAGGGGGGACATGCCTATCTTAAAGAATGGTTGTGGTGGGCTGGACTCATTT
CAATGGGAGTTGGAGAAGCAGCCAACTTTGCTGCTTACGCGTTTGCACCGGCCACCCTGG
TGACCCCCCTCGGAGCACTGAGTGTACTTGTTAGTGCAGTCCTCTCTACGTACTTTCTAA
ACGAGCAGCTGAACATTCATGGGAAGGTCGGCTGTTTGTTGTGCATCCTTGGCTCCACGG
TCATGGTGATCCATGCTCCACAGGAAGAAGAGGTTGGGTCACTTACTGCCATGGCTGAGA
AACTTAAAGACCCAGGTTTCATTGTGTTTGCTG
>AV670634 ID   AV670634   standard; mRNA; EST; 359 BP.
GAACTGCTGCTCTACCTTCACGCCATACCAAGGAAAGACGTTCGACAGCTGGGAATGACT
TTAATCATCAATGCCAGGAAGAAGCCTCCTCCACTTCACCTCTACAAAGCCCTGCTAATG
GCTCAGGAACAGGCTCTTCATCCGGTCCACTGCATCATCGTTTTGATGGACAAAGACACC
TGCCCACGACCTGAGAAACACCCCGGCCTGCAGATGGACTTGGTGACTTCCTTGAGAGCC
CTAAACAAGACAGTAGAGGCGTCACAGGTGTCCTCTGACCTGGGAGGGACCTTCACATAC
AGTCACACTGACTGGCTGCAGTTTCACCGGAAGCTCATTTCCTTCATGGATGAGCTGCA
>AV670641 ID   AV670641   standard; mRNA; EST; 563 BP.
ATTGATGCGGTGACACACGGGATGTTTGGTGCTAACCGGAAGAAGTTTATGGAGGGAGGG
ATAGAGAGCGACTACACGGACGAGTCCAGCCTCTACTACAGCCCACAGTCCATGTTCCCT
CCTCACAGAGCCGACAAAGACATGTTGTCGTCTTCCTCTGCCTCCTCATCGGGTCAGCTG
TCTCAGCTGGGAGCCAGTCTGTACGGGCCTCAGAGTGCTCTGGGCTTTCCCATGCGGGGG
ATGAACAGCAGCTCCACACCTCAGCTCAGTCGAAGCGGGCTCAACCAGTCAGCCAGTCAG
CTCTCCAGTACTCCCAGTTCTGGCTCTTTGCACACGCCGCCCTCGCCGAGCAGAGGCATC
CTGCCCATGAGCAGCCGCAGCGTCCTGAACCACAACCAGCAGGTGGGCGGGCCGACGGGG
CAAACGGGCGGGATGGGAGGAGAGAGGGGCGGCGGCGGAGGAGGGAGGAGCGGCGGCATG
GGCAGCCCCAGCCCGGTCGTCTCCGAGCATCATCGGCATGCCCAAGCAGCAGCAGGCGCG
GCAGCCGTTCACCATCAACAGGT
>AV670642 ID   AV670642   standard; mRNA; EST; 328 BP.
AAATACAATCGCGGCGGGGCTTCAGGCAGCTTTGTTTGCCCGGCGACTCGAGCTGCATCT
CCGCTTCAAGAGGGACGTTCTTCCGGGTAAAGACATTTTTTTCCCCCCTCTCTGTACCGA
CGCTCAACAAACTGCAGCTCGGTGAGACTAAATGGCTGGAAGCAGAAGGAAACAGAGGTG
ATACTTGAAGACTCGTCTTCGTCGCTGGTTCGGTCCAGTCAGCGGTTGGGGTCGTGGTTG
TGCTTTTGCCGCCGAGGTCTCCATTGTCTGAGCATCTCCGTGCCGCCAAAGTCCCGCGCT
GCCGCCACACACCTGCCGCTCCCACACC
>AV670646 ID   AV670646   standard; mRNA; EST; 564 BP.
AAGCCGTTTCTAGCCCCAGGAACTCTTGGATAGTCGTATATTTTGAAGAGCAAAGGGGAA
ACAAAGATTTCGCCGTTTCATGTCTTTTGGCTGCCCAGCGTGCCGTCTCAGTCTTGCCCG
CGTGGAGGCAATGGCATTTCTTCTGCTTTCAGGCACTCCAAAGTACCACCTACCTCCAGT
CAAAGCACCAACAGGCACAAAGAAGAAGAGCTCAAAGCATTGCTTCTTTTGTGGCAAGAA
GACTGGGCTGGCCACCAGCTACGAGTGCAGATGTGGCCACAATTTTTGTGCCACTCACCG
CTACGCAGAGACGCACGACTGCACGTTTGACTACAAGAGTGCCGGACGGCGATTTCTGCA
TGAAACCAACCCTCTCATCAGCGCTCCAAAGCTGCCCAAAATCTAGACCCCTGCAAGCCC
CACGCCGGACCAGGAGAGGGGACCAGTTCAGCCGACTGTGGCGCAAAAGAAGAGCAGAAC
CTTAAACCACCACTGTGTGCTTTTTATAAAAAAAATAAAAAAAAAATCAGCCAAGCTCAC
TTCAAAAAAAAAAAAAAAAAAAAA
>AV670656 ID   AV670656   standard; mRNA; EST; 582 BP.
CTGACTCGACACAAACACCGTAGATGAAAAGTAAACTGCATTTCACTCCAAGTGTCCGTT
TTGAACAGGAGAAGGAGGTTTCCGAAGGTCCCGTTAATCTGTGACGACGGACTGGAACAC
CGACGAACGGACGGTGTCGTTAAGCTGGAACAGGAACTTCACCTTCAGTCTCCGGGAGTC
CAGGGAAACCGGCGGCGGCGTTTTCCGGGTGCCAGCACTCGTCTGGAGTGGTGACCGTCT
GGTAGAGGGAAGCAGGGACNCTGATCCACAGCCGGTCTCAGGATGCCTCTGTTCTTCAGG
AAGAGGAAGCCCAGCGAGGACTCTCAGAAGAGGCTGGAATATCAGCTGTGCCGGTCTAAA
GAACCGGGAGCTGATGACATCCTGGACATTTCTTGTTGTGAACTTTCAGAGGTCCCATCC
AGTGCCTTCTCTATATGCAAGCTTTTCCAGAAAAAGGTTCTAATCCTTCACAGCAATGAC
CTGAAATACCTGCTGCCCAAAGGATGTGACATCAGCACTCTGAGCACTTTGAAGGTGTTG
GATCCTCATGAAAACAAGCTAGCGACTCTTCCTGAGGACATC
>AV670667 ID   AV670667   standard; mRNA; EST; 543 BP.
CAGAGGTGGAATTTTTGAAGTCATTAACCACTAAACAGAAGCAAAAGCTCCTCAGAAAAC
TTGATCGGCTTGATAAGAAAAAGAAAAAGAAGAGCAAAAAACAAAAGAAGAAAAGCAAAA
GAAAGCACAAGAAGAAGCAGGAGAGCAGTGATGGCTCAAGCAGCTCCTCTGATGACAACA
GCAGTGACAGTGGCTCAGATTCAGGCGCTCACCGAAAATCCAAGAGCCAAAAGAGAAAGA



AGAACAAGAAAGAAGAGTCCTGTCGGGATAAAAGCTCTGAGAGCGAGCGGCGAGTCAAGA
GTCACAAAAAGGCCTCCTCTCGCAGGAGCAGGTCAGCAAGCCCTCACACCGGACAGAAGG
AGTCGAAAGAGGACTCTGGAGATCACAGACAAAGAGGAGTGGAAAGGGGAAGGAGCAGGA
GTAGAAATCGCAGTCCCAAGAACAAGAACACTCCAGAGGGAGGTCAAGATGGAGGGAGAG
GCAGCAGCAGGGACAGGCAGAGACCCTCCAGCTCTAGGGCGGACCCGGACAGAAGCAGAA
GCC
>AV670668 ID   AV670668   standard; mRNA; EST; 413 BP.
CTCCTATATTTTCGTCTCGCGTTTGCTGAGTCGGCACCTCTGTCGTTGGACTGTCCGGCA
GCAGACCCTCCGGTGTAGCAGAGCTTTACAGCCACTCACCGTTAGATGCAGCAGAGAGTC
CCAGGTATTCTCTCTCCGTGGGCTACACGCTACCTCAGCATGTTGTGGGCCCGTCGTCCA
GTTCAAACTCTCTGACATTGGAGAAGGCATCATGGAAGTGACGGTGAAGGAGTGGTACGT
AAAGGAGGGGGACAAAGTATCCCAATTTGACAGCATCTGTGAGGTCCAAAGCGACAAAGC
ATCGGTCACCATCACCAGCCGCTACGACGGCGTCATCAAGAAACTCTACTATGACGTGGA
CGCCACCGCGCTCGTCGGCAAACCTTTGGTGGACATCGAAACGGAGTCGAGCT
>AV670687 ID   AV670687   standard; mRNA; EST; 459 BP.
GCGGCCGCGGATCCCTTTTGCGACATGACAGTGTGGCTCTGCTAACCCGACCGAACCAAA
CCGAACCGAACCGAGCTGCCTGTGGCTGACATGTCCGGCCAGAGGCGCGGAAAGACCTTG
ATCATCACCGACGATGAGGAAGAGGAGGAGGGGCAGGCGGAGGACCTGAACCCGTTCTCC
TTCAGGGAGTTCATGCGCTGGAAGACTCACGACGGAGACCCGGAGCAGGACCAGAACCAA
GTGGAGAGGAACCTGCCTCACCTGGATGCGGACATCAGCAGCTGCTTCCTGTCTGAGACT
CACCTGGCAACGCAGGAGGAGGAGGAGTGGGGGCGGAGCTTCCAGTCAGGCGTGGAGAGC
ACCTCCTCCCTCTGCACTGAAGATGATGAANAGGAAGAGGAGGAGGAGACCCGGTTCTCC
TCTAAGCCTGAAGGACACACAGAGAACTATGAGGGAGAC
>AV670693 ID   AV670693   standard; mRNA; EST; 513 BP.
GCCAATTCCAGTTCAGGCACGGACGCTGGAACTGTTCGGCCCTGGGGGAGAGGACCGTGT
TCGGGAGAGAGCTCAAAGTGGGCAGTAAGGAAGCTGCTTTCACCTACGCTATCATCGCTG
CAGGGATTGCCCATGCAGTCACCGCGGCCTGCACGCGCGGGGGCCTGAGCGGCTGCGACT
GCGACCAGGACAAACAGGGTCTCTACAACCAGGAGGAGGGATGGAAGTGGGGGGGCTGCT
CTGCAGACGTCCGCTACGGCTTAAGCTTCTCCAAGGTGTTCGTGGATGCGCGGGAGGTCA
AGCAGAACGCCAGGACTCTTATGAATTTGCACAACAATGAGGTGGGACGGAAGGTGCTGG
AAAAGGCCATGCGCCTGGAGTGCAAGTGTCACGGTGTTTCTGGATCATGCACCACCAAGA
CATGCTGGACCACACTCCCAAAGTTTCGCCAGCTGGGACACATCCTGAAGGAAAAGTACC
AGCAGGCCGTTCACGTGGAGCCAGTGCGGGCCA
>AV670694 ID   AV670694   standard; mRNA; EST; 521 BP.
GAAGCCAAGAACAGAGATCACCGCAAATTGGGACGGGAGCAGGACCTGTTCTTCTTCCAT
GAACTGAGCCCGGGGAGCTGCTTCTTCCTGCCTAAGGGGGCCTTCATCTACAACACGCTG
ATTGAGTTCATCAGAAGCGAGTACAGAAACCGAGGCTTCCAGGAGGTCGTGACGCCGAAC
ATCTACAACAGCAAGCTGTGGGTGACCTCCGGACACTGGCAGCACTACAGCGAGAACATG
TTCTCCTTCGAGGTGGAGAAGGAGATCTTTGCCCTCAAGCCCATGAACTGCCCTGGACAC
TGCCTGATGTTTGATCACCGCCCCCGCTCCTGGAGGGAGCTGCCCCTCCGCATGGCCGAT
TTCGGCGTTCTGCACAGGAACGAGCTGTCAGGCGCCTTGACCGGCCTCACCCGCGTCCGC
CGCTTCCAGCAAGACGACGCGCACATCTTCTGCTCCATGGACCAGATTGAAGAGGAGATC
AAAGGTTGCCTTCACTTCCTGCGGGCCGTGTACGACGTGTT
>AV670703 ID   AV670703   standard; mRNA; EST; 584 BP.
GCCATGCCGACTGACACCAAACGTGTACGCGGGCCCGAGGTCTCTCAAAGCCCGTCTTTG
TTTGACTGCAGACCCTCTGTGGTTCCCCCGTCGCATGGGGCCCGAGCGGACGGCCGCCAG
CGGGATCAGGTGGACGTCCGGCCGGTGTTTGTGCGCTGCGGCCTGGTGAGTCAAGCTAAA
GGTTCCGCGTACATAGAAGCTGGAGACACCAAGCTGCTGTGCAGCGTTTACGGCCCGAGA
GAGACGGAGCGGAAAGATGAGACTGACATGAAATGTGGACGGTATGTAGTGGTCTTCATC
CAGTTTTATAATGGAAGACTAATAGAAATGTTTGCATTCCCAGACAATGCTGTAACAAAC
TGAAAAATAACTTGGTGATAAAGGCTGTAATTGGATTCTGCTAGAATTAGTAAAATAGAA
AATCAGTTTAATTTTTTAAATAATACATTTCAAGTCAAAAGTTGATAAATCAACACATCT
GCTTAACCAGACTGACCACAGACATGCGCTTCGCCCCGTTTTCCTGTCCGGAGAGGGGCT
CCTGGATCCAGGGGAGCCAGGACAAGAACTTCTCCCTGATGCTG
>AV670705 ID   AV670705   standard; mRNA; EST; 367 BP.
TTTTATTTTTTTATAGGAATGTTAATTTATTTATGCTTGTTTCCTTTGTGATATCAACTT
AAATCACTGCCCCATCATTCAGTAAAACATAAAATGATTATTATTTGTATTATTATTACG
TTTTTGTATGCATTGTCCTTGGTGTCGTGACTGGGGGACTTTAAAAGTTTTTTTTTCTAA
ATTATTATTATTTTTTTCCCTTCAGGCATCTATCTACCTCACTCTTTAAATATATTTGTG
CATATGGAAATCAGACACATCTCTTGATCATCGGTTTTAGCAGAGACCTCTTCAGAGTTA
AATCCACAGGGATCTCAATAAACCTCATGAAACAGACTAAAACAGAAGAGGGCCATGTTG
CAAGTCA
>AV670712 ID   AV670712   standard; mRNA; EST; 502 BP.
CCCTGTGCCGAGTGGACGCCTCTCCGGTCCCGCTGCAGCTCGGAAGCCTTAGCGCTCAGG



TCCAGAATCGTCCACCCAGCTGTCCCACCACCACCTCCAGGATGGCAGCACAGCACCCAG
AGTTTGAGCGGGCCGGTAAGAACCAAGGCCTCCAGGTGTGGCGGGTGGAGAAATTCAACC
TGGTGCCCGTTCCAGAGAACCTGTATGGTGGATTTTACACCGGAGATGCCTATCTGGTTC
TTAACACCATCAAACAGCGCTCTGGCCAGCTGCAGTACGACCTCCACTTCTGGCTGGGTG
ACTCCTGCTCTCAGGATGAGAGCGGCTCGGCAGCCATCTTTACCGTCCAGATGGACGACT
TCCTGGGGGGGAAACCCATCCAGTACCGCGAGGTGCAGGGACACGAATCCAAGACTTTCC
TGGGCTACTTCAAGTCAGGAATCAAATACATGCAAGGAGGCGTGGCATCTGGGTTCAAGC
ACGTGGTCACCAACGAGGTGTC
>AV670718 ID   AV670718   standard; mRNA; EST; 303 BP.
GTCGGAGTCGTCTCCCAAGGCCTCGTCGTCTTCCAGATCCGACGACGGGTTGTCGTTCAG
CTCGTCCTCGTCGGAGCGGTAGCTGATGTTGTCCTCCTCCTCCTCGTCGCTGTTGTCGTC
GTAGACCACCTTCGTCTGCGGCTGCCTCACTCCTCCTCTCCCGCCGCGGCCGCTCCTCGA
CCCCCTGCCTCTGCCTCTGCTCCCTCTGCCCCGCGATGCCGCTGCAGCCGCCGTGGAGGC
TCCAAGTTTCCGCCGGCCCCGCGACGAATGAAAGTTTTCTCGGCCGGAGAATTCTGTGTC
CAT
>AV670719 ID   AV670719   standard; mRNA; EST; 488 BP.
CGCAGCCTTCGGAGTCCGCCTGCGTGGCTCATTGAACCGATGCGGTAACGGCTTTCATCT
GCAGCGGCGGGAATGTCGCGGCTCCTCGCGGGGTTCCTCGCGCCGCTGCTGTTCTGTCTG
GGGACTTCCGGGAAAACCGTGGCGGGAACTTTCCGGAGCGAAGCGGCGTGGCGGGAAAAC
GGCCAGTTCATCACGGCGTTCGTGTTCCGGGGAGACGGCGGTCTGTTGGTGTGCCGGCTG
GATGACCCCGCCCTGGCGGCACAGAGGCAGGCCCGGCTGCTCCTGTTCCAGGACCCGGGT
TTGGACCTGCACAGCCTGAGCTGCACCGACAAGCTCAGAAAAGCCCAGATGACAGTCTCT
CTCAGCCGAGCGGAACACAACCAGAGCATCCCCCGTCAGGCCCCGCCCACATCCTGGACG
CTCCTGTACGCTGACAGACACACCTGTCAGGAGGACCCTGATGGTTCTGGGGACCCTGAC
CTCACCTT
>AV670726 ID   AV670726   standard; mRNA; EST; 539 BP.
AAACAATCTGCTGTCAGCCAGTCTACAGCTTAATCCAACTAGTAGTCACTGGCGCTTAAA
ACATTCTGTGGCTTGGCTAGCTAGGGATATGATTTACTTTTGAATACTTTTATTAGAGGA
CACCTTCGAAGTGACCCTAAAACTGTTCAGAGTCGGGTCGGGAGAGAGACGGACTGAAAA
GCAGAAAGAAAAGAAAAACAAAGATGGCTGTGTAGCCAGAGAAACGAGTCCCAACAGAGC
TGTCTCTAGCTTTAATCACCGACAAGTCCCGTGAGTCTCGTGGATAGTCAGTTATCGTAG
CGGGGATGTGGGGAGCGCAGCCGACGGTGCTGATTGTCGTTAGCCGCTGTCATTGCTAGT
AGTAGCCGCATCGAGAGGGGCGAGCGCAGCTGAGCGAGTCCGGGTTGTTTTTGTTCTGTT
CGGGCACCGGGAGAAGACTGCCGTGTCTGTGTCAACAACAGAGCTAGCCTCATATCTGCT
AACCTCAGTGTAAGTCAACAAAAAAAAACGAGTCGCCGGGGAAACCTTGTCATGATTGC
>AV670727 ID   AV670727   standard; mRNA; EST; 317 BP.
TGCACACACTATCTCCCTCCCCCTCCCCTCTTCTTCCTTATCTGTGGTGGACATGCGCCC
CCGGACTGAGGCTCCTTATCCTTGAAGCCACGAGCGGAGATGAGACGGACGGAGAGCGCA
GCGTAGCGCTCCAGCTGCACCGCAATCCCCGTAGCGGAGGAGCGTCCGAATGCGCTTTGG
GTGGCATCCCCGGGGCTTGTGAGAGAGCCCCCCCCCCCACCGCCGATGACATGAGAACAA
AACGCGCTTGACTCTCGATCCATCCTTCCATCCATCCATCCTTCCATCCATTCCGAGCAG
GTCCGGTCTGCGCCTTC
>AV670730 ID   AV670730   standard; mRNA; EST; 410 BP.
TTTTTGGGTTTGCTAAAATTAAAGAGGGAAATATTAGGCAAAAAGGGCAACTTATAGATG
AAGAAAGCTCTTGCGGGGTTGGATAGCCAACTGATTTTGGAATATGGAGTTGAGAAAATA
CATTTTAGTCTGGTGGACTCCTCACCTTTCATCATTTATTGTTTGCAGTGATCATATATG
TCAACAAATAACAAATGAAAGATATAGATTTACGTGAAAGAATCTATATTAAGCAAAAAG
CATAGAAAAAATTATGAACTAGTGACTCCAGAATAAATAAATTGACATCAATATTATTAA
CTTAAATGGGAAAAATGTATATGTTAAAGAAATTATATATTATTTTGGTCTTGTATGAGT
TATTGTTGACTCGTTTGCTATTTCTATTTCGGTTTCAGGTTTCAGTGCAG
>AV670738 ID   AV670738   standard; mRNA; EST; 489 BP.
CTGAGCTGCCGAAACAAAGGAGATCTTTATTGTCACCTGGGGACCTCGTAGCTGCAGCCA
TGGCACGCCTAGATGGAGCTATTACCAACATTGTGGACGTATTTATGGATTATGCTGACG
ATGGCGGCAAAAAACGACAATTAAACAAAGAAGANCTCAAGAAACTGTTTGAACAAGAGA
TAGAATGCCCTGAGTTGAAGGACAAAATAAGTGCAGGTGACATTGAGGAAGCCATGGAGA
TGCTGGACAAAAACCATGATGGTGAGGTGAACTTTCGCGAGTTTTGTCGTTGTGTGTGTG
TCCTCGCCACAGGCTACTACCACAAGAAAATAGGCAAGGGTGGCAAAAGGGGCAAGGGCA
AGCAAGAAGATGAACAAGACGGCTGAACAAGCGCCTGTAAATAAACACAGAGTACTATGG
ATCAAAAGATGTATTGATGATGGAGAATGTAACCTGGTTTTATGTAAGATTAAATGAAAT
CTATGATGA
>AV670746 ID   AV670746   standard; mRNA; EST; 143 BP.
GTAAAATATTCAGTCTGAATAAAATTAAATAAACCAATTTTTTTAAGTGAAATGCATTTT
ATTTTACATGCATTGGCCTCTGTAAATGAATGTGTAATAATAAATTATTAGGCTACCAAA
AAAAAAAAAAAAAAAAAAAAAAA



>AV670758 ID   AV670758   standard; mRNA; EST; 423 BP.
CTTCCTTGCAGTGTATTGTTTAAGCTTCTATTGTCTGAGTGCTTTGTTGCTGCATGCAGC
AAGGTTGTTGCTGCAGTGCCACTGGCATGCATATACCAGTCGGGCAGCAGGTTCTGAGTT
TTGACAGGGGCAGCCAACTGTATGGAGAGGAGCATGCCTCTGGGGGCCCAGTGGCTTCCG
TCAGTGTTTGTTAGTTGAAACTAAGCTGCACATGTATCACCCCCTTTGTCTTTTATTTGC
AGGGTGAACCAATGACAAATGTGGTTGGAGCCAGGAAGCTGTGACAGTAACCTGCCTCTT
TGCATCACGTAGTCCCAGCAACAGTGCTAAAAGGCTTACCATCAGCTGCTGTCACTGCAC
ATTATTCATCGATACAGCAACATGTGCGAGCGTACACAACACATGCAACACAAAGAGCTC
ATC
>AV670779 ID   AV670779   standard; mRNA; EST; 543 BP.
TCTTATTTTCCACCTTTGGGTGCACACTGATCAGGGCACAATTAAAGAGTTTCTACGAAT
CTTGCACTTTATCTGACAGTAAGAAGCATTTCATTGTATTTAAAATGCAACTTGGAAAGT
GCTCATGTGAACTAAATACTGGAATAAGATTATCCTAGTATGTACTGACAGTATTATGTG
AACAATCCATGCAGGGTTTTGTGGAGCTGCAATGTGGACCTCGAGTGACTTTGTTTCTGT
TTTCTGTGTTCATTACTCAGAACAGACAGTAGGAGTCCTCCTCCTTCAGTCTCTCTGGGC
CACAGTTATTACTTTGTCTCCTGAATTTCCCTGCAGGATTTCTAATAGGCTTCTAATTCA
AGTGGAATTTCCATGCAACAGTATTATCTCTGCGTCTGGTACTCTGGCGTCATCTACTGA
GGATTCAGGCTAAGTGGGGCGAGGCTCTCTCACTAGAAGAAATGAGTTTCATCCCTGTAT
TACAAGATAAATGCAGCTCTCAGTCACTAAATACTTTTTCACAGCTGACTATATTACTGT
GAT
>AV670784 ID   AV670784   standard; mRNA; EST; 418 BP.
TGAACCTGCTTTGTCGTGTTCAGGGAAACACACAACAGAGAGACGGAGCGTGAGCATCAC
ATTCCCACGAGGCCACAGTCTGCCTATTTATTTATGCTCTGCTGGACATTTTAATAGAAG
ACAGATCTGGACTCCTCAAGCACATGATATCTGAAGACAGTAGTGGGAGTTGGTCCTGCA
GATCAGCTCTGAGAAGACATCCAGAAAGCTCTCAGCTCAGCACACTCTGATAGGTGGAGA
GGACTGTAGTGCTTCCATTCTGCTGGAAATGAGCAAAGGTTTTGACGCCTTCATTTGGTT
TGGCTGCTTTCACAACCCAAACCTCTTTTGCGATGTCACACACTTCCAACAGCTGCTCAC
TGGGGGGGGCGCTGTTGCCGGAAACAGGCTCAACCAGGAAGTTCAAAAGAGCTTGAAG
>AV670795 ID   AV670795   standard; mRNA; EST; 166 BP.
ATTCACTCTTCTCCCGAGTGAGCCAGTGTGATTCATCCTGATCCTGGCTGTGACATTAAA
GAAGACTCAACTGTGAGTGACCAGAGTTGAATTGAAGGGAGAGAAAAAAAAAAACCCTGA
AATGCCTAAACTCCNTNTCCCCCCTGAGGCCCAATCAGCCNTCCAG
>AV670798 ID   AV670798   standard; mRNA; EST; 383 BP.
GGATCCGCGGCCGCCGCTCTCGCAGAGGCTAGCGCGCCACGCCGCTTTCTATGCTGTGTC
ACTGAGCGGACCCTCTTCCAAAGATGGCAGACACAAACCAACAAAGCCCCCCTCCCCAGC
TGGGGCCTGTGCAATTTTTAATGAGCAACAAGCTNNAAAGTGCAATGTGGCTTTCTCGTC
TCTTCACCGTTTACTGCTCTGTCATGTTCATCCTGCCCGTCCTGGGGCCCTATGCAGCGG
CTAACTTCTACCAGAGAGCCTTGTTGGCCAACGCCCTCACCAGTGCGCTGCGCTTACACC
AGAGGCTGCCCCGCTTTCAGCTGAGCCGGGCGTTCCCTGGCTCAGGCCCCTGCAGGGAGG
ACAGCTGCCATTACCTGCTCTAT
>AV670801 ID   AV670801   standard; mRNA; EST; 216 BP.
GGTGGAGTTTGTGAAAGTCTGAACCGAACATGGAGCGCGCAGCGGGAACGCGCACTAAGC
TGCAGCCGTAACGGAAAAGCGGGGAACAGGGCTGGTTCTGGCTCGGTCCGGTTTTGTCTG
AGGGGGACCAGCCATGGCGGGACGAGGGCGGGGCCGTAGGCCCTTCGGCACGGACTCGAG
CATNAGCAGAGGAGAAGGTCTCCCCCCAGGACTTCA
>AV670806 ID   AV670806   standard; mRNA; EST; 306 BP.
ACTCCTCTGGAGCCTCTGGAGGAAGACGAGCCGCTGAAGAAGCCCGTCCCGCTGCACGAG
CAGACGGTCAAAGATGAGAAGGGGCCGGTACCAGAGGTTCCACGGCGCCTTCACCGGCGG
ATTCTCCGCCGGATACTTCAACACTGTCGGCTCCAAAGAAGGCTGGGCGCCGTCTACGTT
TGTGTCGTCACGGCAACAGAAAGCAGAGAAGCCTCATGCCAGGCCGGAGGACTTCATGGA
TGAGGAGGATTTCGGCGAGCACGGCATCGCACCGCGACAGATTACGACCAGCCGCGAGTT
CTCGTC
>AV670807 ID   AV670807   standard; mRNA; EST; 325 BP.
TTCTGTCATATACCAGAGGATCCTGTTTGCTTTCAGGACAGATGGCTTACACCTTGGAGT
CTCCTTCTCCACACTCCTCATCAGTTCAGAGCCACCGTGGACCCGTTCCAGCTAAAGTTC
CCACTTTGATCCGACACTACGAGTCGCCCACCCCCAAATATTCAATGATTTACACCCTGC
CACACATTAAGTTCCTCAGGGCGGTGTCCAGACTTAAACTCCTCCAGACCGCCATCACTG
CTGTCATCCTGCCTCCAGTGTATGTCCTGTATTTCCAGGGAGCCCGCCTCCTTCTTTTTG
GGTCAGCTACTCCACTGGAATCGCT
>AV670813 ID   AV670813   standard; mRNA; EST; 451 BP.
GTCTTTGGTCCGGTCTGAGCAGAAGCAGCAGGTCGTCTGGATCCTGAGCTTATTTCACCA
CCTGCCTGCAGGATCTGCAGGCAAGATGGAGGTCACNGGCGAAGCCTCAGCGACATGACC
ATGGAAAGGACACGGATCTGAACGTTTACGGCCACGTCACAGCCGTTTCTCTTCATGAAA
CCCGCCTTTACAGTAACGCCTTTACTCCGTGTTTGCTGCAGTTTGCTGCCTGGTTCAGTG



ACTGCAGTGCATGCAGCAGGCGCATGGCTGCTTCAGTGCAGGGAGAGCTTTGCATCCATC
AGAGACGAGCAGGAACCTGCATACTAGATGTTGCTGTAAAGCTGGCAGCAGTCAGGAATG
CAGCAGAAGGTGGAAGATGCTGCGTCCTGCTGCTTCCTGCTGCGTCCTGCTGCTTCCTGC
TATGTCCTGCTGCTTCCTGCTACGTCCTGCT
>AV670818 ID   AV670818   standard; mRNA; EST; 409 BP.
CTCTCTCTCTCTCTCTCTCTCTCTCTCTGTTTATTAGTATAGAGGAAAGAGGATAAATTA
AAAGAAAATAAAAATGATGAACACATTGGAAATACNCCTGTTACATTANACATTAGTTGT
TAAAGTATGAAAAATTGGTAATCTCTGTTAAAATATAAAAATGTGTTGCTCTCTCACCAT
TANTCAGATGCAATTTCCTTTTACTGGAAAAAGGCTCTAAATCATCAGCTCTGATCACAA
GTTAGTAAAAGTGGAAATCAATGAGTTTTAACTTTCTAGTTAAGTTTTCAAGAAATATAT
AAAATATAAATGTATTTATTATATTAAAGGACATTTTTTGGAATGAACCTGTTGAACAAA
AGCACAATCTGTCTAAAAAAACTGGAATACTAATGCCACATCTTCCTTG
>AV670831 ID   AV670831   standard; mRNA; EST; 502 BP.
CAGCGCCGCCACCAACAAGCCCCATGGACCGACTGCTGTGTGACTGTGTGACGGCTGTGG
CTGTGCTGCTGTGTGTGGCCACACAGGTTTTTTGTCAGCTGTGTGACAGGTCCTGCTTTT
GCCCCGCACCTGCCCCAGAATGCCCTGCAGGAGTTCCACTCGTGCTGGACGGCTGCGGGT
GCTGCAAGGTGTGTGCACGTCAGCAGGGAGAGCCTTGCACTGGGATGCTGCCCTGTGACG
GCCAGAAAGGACTCCAGTGCGACTACAGCGCCAGTCTCCCCGGTGACCCTGGAGAGTGTG
TCGGTCAGGATGACCTTAGCTGTGAGGTCAATGGCGTTTCCTACCAAGATGGCCAGTCCT
TTAAGCCCTCCTGTGACTCGTACTGCCACTGCAGAGGTGGAGGGGTCGTTTGTGTACCAG
CCTGTCCACTGAACACTCGTCTTCCCACTCCGGACTGCCCGAATCCACAGCACGTCCGGC
TGCCTGGGAAGTGCTGCAAGGA
>AV670846 ID   AV670846   standard; mRNA; EST; 537 BP.
AAGCTCCGTCCCATGTAGCCCCTGCGGTACCGACCACCGCGCTCCATAAGTGGGCAGGTG
CTGCTCAGCACGGCGCCGCTGATCATCAGGATGACGGCGGCGGCCCAGCCCAGGTAGATG
GCCTGGCCCAGCTCTCGCTTGTGCATGATGGGGACATTGGGGTTGTAGAAATCCCGCACC
ACCGTGTTGGCGGTCCAGGAAATGGGGATCAGAACGCAGAGGCCTGTGACGATGAAGAGG
ATGCCGCCCGCCAGCGCAATGCCTGCCTTGGCGCGGCGGTCATCGCCGGCGCAGGTGGTG
CACTTCATGCCGCAGCAGGACACTGTGCAAGACAGCCAGCCCATGAAGATGGCGAGGCAC
ATGAGGGCCCGCGCCGCCTGGATGTCTGGCGGCAGCGCCAGCATGGAGTCGTATGTTTTG
CATTGCATGTGACCCGTGGTCTGGTAGATGCAGTTCATCCAGATGCCCTCCCACTTGATC
TCCGAGGTCAGGATGTTGTTGCCGATGAAGGCCGACACCTTCCACTGCGGCAGCGCT
>AV670857 ID   AV670857   standard; mRNA; EST; 529 BP.
CCTCCCTCCAGGTGGCGTTGGCCAGATCCCCCCCTCCATGAGCTGGCAGAGCCAGCCCGT
CTATCCGGGCCTGTCCCCCTGTGGATTCAGGCAGTCCTACTCCTCCAACCTCCCCAGCGC
CTCATCCTACTCCAGGTTCCCACACTCTCTGATGCTCGGACCATCAGGCATGCACCCCAC
AGGGATCCCCCACCCAGCCATAGTGCCCCCTTCAGGCAAACAGGAGCACGATCAGTATGA
CAGGGGCATGTACGTGAAGCAGCAGGTGGAGACCAAACGAGAGAAGGAGCCCAAAAAACC
CGTCATTAAGAAACCGCTGAACGCCTTCATGCTGTACATGAAGGAAATGAGGGCGAAGGT
GATCGCGGAGTGCACATTGAAGGAGAGCGCCGCCATCAATCAGATTTTGGGACGGAGGTG
GCACGCACTGACCCGGGAAGAGCAGGCCAAGTACTACGAGCTGGCCAGAAAAGAAAGACA
ACTGCACATGCAGCTCTACCCGACCTGGTCCGCTAGAGACAACTACGGC
>AV670858 ID   AV670858   standard; mRNA; EST; 638 BP.
CACGGTTTGAAGATGAATTTCTGGGAGAACGGACCAAAACCGGGACAATTTTATTCTTTT
CCCGGCAGTAGCAGCAGCGGACCGGGCACATCATGCGGACCGGTCAGACACACGCTCAAC
CCGATGGTAACCGGGACATCAGTTCTTGGTGTGAAGTTTGCAGGCGGGGTCATCATCGCT
GCCGACATGTTAGGCTCCTATGGCTCTCTGGCTCGATTCAGAAACATCTCTCGACTCATG
AAGGTGAATGATAACACCATTTTGGGGGCATCAGGAGACTACGCAGACTATCAATATCTC
AAACAGGTCATCGAGCAGATGGTGTAAGCTGCTGATAGACACACTGAAGCACTTCAGTCT
GTTGTATGTGGATCATGCATGCCTTAAAGGTCGTAATTTACATCCCAGGATTGATGAGGA
ACTGCTTGGTGATGGCCACAGCTACAGTCCAAAAGCTATCCACTCCTGGCTGACCAGAGT
GATGTACAACCGGCGCAGCAAGATGAATCCTCTGTGGAACACTGTTGTCCTCGGGGGTTT
CTACAATGGAGAAAGTTTCCTGGGCTATGTGGACAAGCTTGGCGTGGCTTATGAAGCTCC
AACAGTGGCTACTGGTTTTGGAGCCTTACCCTTGCTCA
>AV670859 ID   AV670859   standard; mRNA; EST; 512 BP.
GAGAAGTCAGAGCTTCCTCACACCCCTGACAGCGTGAAGCAGCTGGAGGTGGGAGCTTCA
TGATGTGTGGAAGCTTCCGTCATGGCGTCCACGCGTGACCAGCCGTCTTCTGGACGAGTG
CAGACGTGTTTGTCTCTGCTGTCTTCAGGCTTTGATATGAAGAAGGACATCGACTCGCTG
GTGGCAGAGGAACGCGCCGACATCATTTCCAAATACGACAAGGGCAGACAGGGGGGCGTC
GACATCGACCCGTGGGAAGATGCAGACTACTCCATCTACAAAGTCACCGACCGCTTCGGC
TTCCTGCATGAGGAGGAGCTGCCCACGCCATCGCCGCTCGAAGAAAAGCAAAAGCAGCTG
GAGCTGGAGCGACTGCCCAAATGGCTGAAGATGGTGAAGAAGTGGGACAAGTACAGGAGC
AGCCAAAAGCTGGTGCAGCGCGTCTACAAAGGCGTCCCTCTGCAGCTCAGAGGTCAGGTC
TGGTCTCTGCTTCTGGACGTAGAGAAGGTCAA



>AV670864 ID   AV670864   standard; mRNA; EST; 460 BP.
GTGTACCGACACCCCGTCCTCCGGTCAGAGCTCGCGCGCAGCTCGGGTCGGAACCGGGCT
ATAACCGCTGTCATGTGGATGAGCGGCAGGTCCGCGGGGGCCCTCCTGGGGGCCGCGCTC
CGGCCGCGCTGCGGACGGTTTCTGCGCCAGTTCTCCTCCGGTGGACCGCCGTGGAGACTC
CTGTTCTTCGGTACCGACCAGTTCGCCGTGGAGTCCCTGAGGGCCCTCACCTGCAGCAGG
AGCTCCGGAGCGGGGGTGGTGCAGAGCCTGGAGGTGGTGACCCTCCCCGGTGACGTCCCG
GTGAGGAGGTTCGCCCGGCAGAACCGCCTGACCCTTCACAGCTGGCCCCCGGAGCTCCCG
GAGGGGCGTTTCGATGTGGGCGTGGTCGTGTCATTCGGCTGTTTGCTGCAGGAGAGCCTC
ATCAAGCAGTTCCCACATGGGATTTTGAACGTCCACCCCA
>AV670881 ID   AV670881   standard; mRNA; EST; 369 BP.
CAAGGATCCGCTTGTTGGGTCTTCCTCCTTTCAGGAGGGCAGCAGCGGCTGCAGCCCCCG
CCGGGATGCGGTGCATTCTCCCAAAAAAGACTTAAATTACTGCTACCAAAACTGTTTTCG
ACACCGTTTGTTATAAACAGATCAGTTAGTGTTCCCATCTGCGCGCTGGTGCGCCGCGCA
TCTCTTCAACACCATAGCGGATCTACGGGTAGCAGGGAAGGACAATCGTGTTTTGTTACT
CTCGCGCCCGGCGGTTAGCTTTCACTTTTGTTTCTCGCAAATCCAACGATTTCTTTTGCA
AATGTTTCTGTTCCGATTTGAACGGCATCGTAATTGTGGGTGGTCCAAAGGTAATCTTCA
TGTCGGTGG
>AV670894 ID   AV670894   standard; mRNA; EST; 540 BP.
GAAATTTGGAAAGCGACAGAGTGGGGTAGAAGAGGAGTAAAGGCTGATAAGGCTGCAGTG
GTCGAAGTGAGACCAGAGGGGAAGAGGGGGAGCTGTATCCTCCTCAAGCTACTGCTTCTC
TGTCACCGGCTGAGTGATCCTACAAGATGATGTCATCAGAGCGGCAGACCTGCGGTTGGC
GGCGGCAGCTGCTCATTGTTCTCGTGAAGATTTGCCTGGCTTTCGCGGGGCCTTTGCGAC
CACTCAACGGGACAGAATGCACAGCCAAGAGTCCTGCTTCTTACATTCTAGTCTTTACAG
GTCACTGGAGCCCCCAGTCCTTCCCAAAGCAGTATCCACTGTTCCGACCCCCAGCGCAGT
GGTCCAAACTCATAGCGGTCAGCCACAATCACCATTTCAGGCTATGGGAGGAGGGCGCTG
CAGCCAGTCTAGGGGTGCAGAAGTTTGCCGAACTCGGGTTGACAGTGGAGCTGATGAAGG
CGGGCAAAGAGGCCAGGAAGAAACGCACGGTCGGCGCCATGCAGCGAACGGCGGGCATTC
>AV670896 ID   AV670896   standard; mRNA; EST; 310 BP.
AGGTTTTGTTCTGCAGCTGCACTTCCAGTCAGATGCCTTTCCTCCTCTGCAGGGCCGCCA
GCCANATCTCCACATTTTCTGCGACTGAGTCGACTAATCAAAGAGGAGGAAACTCTCCAG
ACCTCCACCAGACCGTCCCTCTCATGCCCACCTCTTGGCATCTGCAAGTCAGACACTGAG
CTGTTTTCTCAGCTGGGGAGACATATTCTGCTGGAGCTCATCCTGTGTTTTGGTGGAGAG
ATGAGGGCCGAGGTGCTGCTCGTCTTTGTCGGGGCAACCCTCTGCTGCACCCCGGTCTGC
ACTCAGCAAG
>AV670898 ID   AV670898   standard; mRNA; EST; 508 BP.
CAACGAGAAGGCCGCCAAAGTGGTGATCCTGAAGAAGGCGACGGAGTGCATCTACAGCAT
GCAGTCCGACGAGCAGAGACTCATCTCATTCAAAGAGCAACCTGAGGAGGAAATCTGAAC
TTTTGAAGCAGAGACTGGCACAGCTGCAGGGCTCTCGAGCTTAAATTGATAGCAGACTTT
TTTGTTTGTTTGTTTTCCTTAAAAAAAAGTTCATGACTTGATGTACAGTTGTTGTTGTTG
CATGCAAATGCAAAAAAATGGTTTGTCTGGAATCTCTTTGATTTCAATGTTAAAACTGCC
TCAGCTGACGTTATGGGTGGATTAAGATATTTAAAATTTTATTTTTATTAATAAAATGTT
AAAATGGAACCATCCTGTTTGGAGGTTCCAACTAAAATATAAATTTTTACTTTTGTTTTT
TTGTATATATTTCCTAAGAAAATGTATTTTTGGAACTTGATTGTCTGGATGTTCAGACTC
ACTGTTTGGCTTTTTCATTATGTTCATA
>AV670901 ID   AV670901   standard; mRNA; EST; 399 BP.
CGTGGACGTGCCGTCTGACCCCCACCGCTGCATCAAACAGACCGTGTTCCACGGGCACCG
GGATTTCCGCTTCGAGCCCGCTCTGGTGGAGCCGGACTACATCACTGGAAGACGTGGCAG
AGGCCGTCGACCTCATCTTCAAGCATGAGAAGTTTGTGCCTCAGTAGAGCTGAACCATGG
AGCACGCCACGTTAACACATTAACATGTAGGAGCACAACACTGGACATGAACAGGGCATT
GAGAACATACATATTCAGTATTCAGACAAAGCTTAGAATTAACGGAGCCTCCGTGCGTTA
CCCTCATCCGCTCTTTTACATTGTTTTTTGTGCTAACTTCAGCAACCCCTTTGTCAAAGA
ATTGCCTTATTTGACCTTCCAAGTGTTTTTTTTTTTTTT
>AV670904 ID   AV670904   standard; mRNA; EST; 455 BP.
GGATCCGCGGCCGCCGGTTTAGCGCTCGGGTCCCTCGCCAGTTGCGCATCCTGTCTATGC
GGCTCGGCCTCCTGCCTGCTGTCATCTGTGTTGCCCTTCAACATTCAACTTCCACTGATC
AGCCGGCTGGCCTTCTCCTTCCTGCTGCTGCTCGGGACGCTAGTGTCCATCATCATGATC
CTTCCAGGCATGGAGGAACACCTGAAAAAGATTCCTGGTTTCTGTGTGGGCGGGTCCGGC
CTACCTGGCATACAGAACAAGATGAACTGCGACATCGTTGTGGGTTACAAGTCTGTGTAC
CGCATGTGCTTTGCCATGGCCTGCTTCTTCTTCCTGTTTTCCATCATCATGATCCGAGTG
CGTACCAGCAAGGACCCCCGAGCTGCCATCCAGAACGGGTTCTGGTTCTTTAAGTTTCTG
TTGCTTGTTGGCATCACTGTGGGAGCATTTTACAT
>AV670907 ID   AV670907   standard; mRNA; EST; 557 BP.
AATCGAACGTAACACTTCTTTCACCTCAACCTTGTGTCGGCGAGTTTCTGTACGAATGTG
GCGTTAAAAATAAATAACTGACGTCAGACGATGAGGTAGACGATCCTTCTTAGCGGCTTA



AGGGGGAAACGACAGCTTTGGTGCAGCGTCCGACCTCGTCTGAGGTTTGTAAACCTATAA
ACTTGGTTTGTAGCCATTTCTAAACTACAGGGTAGATTTGAAACAGCTTTAGCGTGGCGA
GCTCGCCAAAGTGGCGTTTTTTTTCCATTAATCGCCCTTTTTTTTAAACCAGAATCTTCT
GAAAATGGAATTTCTCAAGCGCTGCCTCAAGCTGAACAAAACGATACGACAGACATACTA
GGAAAGTGGGCGTGGTCAATAAACTGGCTGAGTTTCGTCTCCTCCTGACGACCCAAACGT
GCAGTGGTTGCTATGGAGATGAAACCAACAGAAAATAACGTTTTTATTTCATCTGAACAC
TTTCGATATTTGTTGTAAAACATAAAAACCTTTTTCTTCTCAATTTTCGCAGTAAAAAAA
TGACCTCATTTACTACC
>AV670912 ID   AV670912   standard; mRNA; EST; 532 BP.
CAGAGGTGGAGGCTGACAGACGGCAGCATGGTCCCTCTGAGGCTGGTCGCCTTCGGCTTG
CTGGCTGCAGCCGGATGTCTCGCTGGAGTTGCAGGTGAGTTTGGAGCAGACGCTTGCAAC
AGCAGACGCTGCAGCAGCAGACGCTGCACGTCTCTGGGCTGCTGAAGGCTTCTTCTCCTT
GTTCTTCATAGAAAAGTATCGCAGAATAACATCAGAAAAAGTCTCAACAGAGTTTCTGAA
CAAATAATGTTAAATGTTCGTCTGTGAGAAGTGTTAGATTCCATAAAATACTATCTTTTT
ATTTATCCTGGTCGTGTTACCGGCTGTGTTTTGATTTTATTTCTTAAAAATACCTTAAAC
AGTAATAATAATAATTTACACTAGATTACAATTTTTATAAACAGTACAAGTGTTCAGAAT
TTTGTTTCTTCATGTTTATATTTTGTTTGGAGACAAACGTCTCTTTTCCTGCTGTGAAAC
ACGCCATCAGGTCAAAAAACCTGCCGTCAGCCCGGCGTCCTGACGCTCATGT
>AV670913 ID   AV670913   standard; mRNA; EST; 518 BP.
ATTTGCGTCTCCTTTCCCTTACCAAAATTCTAAGCCACCTCTACTGAAATTATCTACATT
ATTCTATTGTCTTGTTGTGAAAAGTGAAAGTGTTCATCATGTGGGACCACGAAATCAGAG
CCATGGTGTCGACCCACGCTCTGATCGCCGCTTCGATGTTCATGGCTACGGTGCTACCTG
CAGTTTTTGTTTTAGGCTTCTCGGTGTACGGGACTCACCTGTTGTGGCTGTACTGCACAT
CCGGTGCTGTGAATGCTGTCAGTGTCGTCGTCTTCTGGCTCCTCGGCGTCGCACCTTCCA
CTAAAAAAAATACACTTGGATATAAGCTTTCCAGGCTGTTTCGTTCCTGTCTGTACTTTT
TCTTGTCATGTCTGTTCTTCCATACTGTGATTGTCCTTTATGGAGCCCCGTTGATTGAAT
CTGCTTTAGAAACATTTTCTCTTGCTGTGCTGCTCACCTCACTGACCACAATGAGGTGTC
TCTGTGTTCTTGGTCCAAACGTCCAGGCCTGGATAAGA
>AV670927 ID   AV670927   standard; mRNA; EST; 290 BP.
TCAGGACGTACGGAGGAGATCAGCTGACGGTGACGGGCCCCAGAGCCACGGCGGGAATAT
TCTCCACCTACCCGGCAGACTATCTGAGCCTGTGGGGCCGGGGTTGTCGACCAGGTGGTC
GGCACCGCCGCCCTGCTGCTGTGCCTCCTGGCTCTCGGGGACCAGAGGAACACCCCCGTC
CCTGACGCCGTCCAGCCCGTCCTGGTGGGCTTACTGGTGCTGGTCATCGGCGTCTCCATG
GGCTCGAACTGTGGATACGCTCTGAACCCAGCCAGGGACCTGGGCCCCCG
>AV670938 ID   AV670938   standard; mRNA; EST; 480 BP.
CGCGAAGGCACCGGTCCACGGACCGGAAATAAGCATTGTTATTGTTAACGTTTCCCTTGC
ATCCACAAACACGAAGAAACAGCCGTCTGTGTCCCGCAGCTCCCCAGGTGTCAGCGTTGG
CTTCCCCTGAGCGCCGCCACCCGCAACAGCAGCAGCAGCAGCCCGGCCGGAGCCCGGAAC
ACAAGCCAGCGCCGGTCTCCGTGCAGAAACGGAGCTCCTCCGCTGCCTCTGACGCCCCAT
CCCCGGACAAAGACATGGCAGCGACCAAAGCGGAGCTGCTGCTGCCCAGCCTGCAGATCT
CGGAGCTGCCGGCGTCCCCGCTGGACGGATACTCGAAGCTGGAGGAGCTGCAGATGCTGC
TGCAGAACGCCGCAGCTGGAGGCTCGCTGCTGGCCGCTTCTGCGGCGGAGGCGGCCGGGC
TGCTGAGCGGGGAGTCCGGGGACTACGGAGAATCTCTGTTGGACATCCTGGACCTCCAGA
>AV670951 ID   AV670951   standard; mRNA; EST; 590 BP.
CCCAATTAACACAGTTTTTAAAGAAATCTGAAGCAAGTAGTATATTCTAAGTCTAATTGA
TGTTCTCTTCAAAACCCGCTAAACCTTATTTGAAAAACAAATTCTATTGTTACTGACCAA
AGTTGTCTGGCTGAATACAAAATTAGAGAAAACTATAAAAATATTCTAGCATTCACAAAT
TCATATCTAAAAACCTGATATATACCAGAAATAGATATACTCAATTCTAATTACAAAATA
AAAGCTTTAATTATTCTGCTATTCAAAATGAACTTTATATCTTATAAATAAGGCAACATG
TGGATTCAAGGTGACTGATTTTCAAAAGACTTTGACAGACCTTTTACTAGCTTGGGTCTT
TGACCGGCATTTGGACACTTTTGGATAAATTCTAAGGACGAACCTGAAAGCAGAAGACAT
AACAGACTGTTAGACACAGTGTGTCCTACTTAAGTGATATTTTGGAATTTGATTTGATGA
GACTGTTTTTATGCCAATGCTTGTACTTTTTAAGACTTCAAGAGGCAAGATTATTTTTTA
GCACATTTTGTAGCAACTATTTGCCAAATCTCATTCTATACTCGAGGGGG
>AV670956 ID   AV670956   standard; mRNA; EST; 300 BP.
AAAAAATTGTATTTCTTCTGAGTTTTAACCATTCTGCTCTGATTCACACATCTGCAGTGA
TGTGGGCTTTGAATTGGAGTAGAACCGCCGCGATTATACTCTACTTTGTTGGAAACTTCG
TCTCCAAAGGAAACACAAAAACATCAGCTGAGGACACCGGCACACAAGAGGTGACTCTGA
AAGTTCACCTCAGCGACAGCAGCACTCACCAGCCCCTGCTTGGCGCCGCAATACAGCTCT
TTGCCAACAACACTCCTGTAACCTTGGAAACATCAGCAGCTGATGGAAACGCCTACTTGC
>AV670974 ID   AV670974   standard; mRNA; EST; 220 BP.
GCTGAGAGCAAGGAAGACCAACGCAGCGAGGCACAAGTCAAGCTGCTAACTGGCCGTNGT
TTTACAACGGTNGTACAGGACTTCCACCAAGGCAGCCAGTGTCACGGGAAAACGTGGATC
GGCGTACTATTAGGAGTTATACAATTGTTGATTCCATTTGTACAACGCGGGGAAGCTCAG



CTGCAAGCTTTGAGTCAGATCTCCACCAGCGTGGTCGAAG
>AV670983 ID   AV670983   standard; mRNA; EST; 563 BP.
AATGTTTTCAAACCCAGAGATGAACGTCACACAGCCGTAGGCTACGGTTAACTGTCCATA
GTTTTTAGGAAATAACGTTTAATATAGCGCAAGAGTTTTCTTTAGAAGAAGGCGAATGAG
TCGGCGGAAACGTGTACCCTGATTTTAAGGTGCATGATGAGCCGACTGTGCTGTAGCCGT
CTAAGCTAGTCAGGTGTCGCACCATGGCCAAACCTGGGAGCGACCGAGATGGAGCCATGG
TGGATAAGCAGGCGGGGAAGAAGAGCAAAGACAAGTTGTCTCCGTTCACCAAAACTCCCA
AATTGGACCGGAGTGAATTACTGGGGAAGGAAGGAAAAGCCAAATCTTCCATGAAGCGCA
AGCTCTCCTTCACTGCAAGTCCGCCCCGGACAGAGGAGCGGGACTCAGACACTGAGAAAG
ATGGACCAGATAAGAAGAAGGTGAAGAAGGAGGCTGGGAACAAGAGGTCCCAGGCATCCA
ACCTGTTGTTTGGCTATCCTCTGTCAGAACGCAAACAGATGGCGCTGCTGATGCAGATGA
CGGCCAACAGTCCAGACTCCACG
>AV670987 ID   AV670987   standard; mRNA; EST; 394 BP.
CTGTGTTCTAGTGGCTTATAGACGGCAGAGAGTCCTGCCTGCTGCTCCAGATGCTCAAAA
TCACGCTGTCCACACTTCAGCCTCCCCCTTCCTCGCTTGTTCAGACTGCTTGCAGCTGCC
ACTGAAAGGCTGGGATTTCACAGACGCTCAGTCTGCATTTCTTCACGGGCTGCACGCTGA
AAATTATGCTGCATTACTGCAGTTTCAGCACAGTCCTTTCAAAAACTGCTCCTCACACTC
TCCGCCACGGTAATGAATGAAGCAAATGTAGGAGCACAGATGGGGCTTTTAAAGTTTCAG
TGCTTCACAAACACCACTCAGTCACAAAAACAGAGACTTGTAAAGGCTGTGCCACTTTTT
CTTTTGCTTTAGCCTTTTTTTTTTTTTTTTTTGG
>AV670991 ID   AV670991   standard; mRNA; EST; 554 BP.
GACAGTTCAAGAAGTAGGTTCTCCGGCTGCGCGCAGTTGCATTTGGGATTTTTTTTTGTT
TTTACGCACAGAAGACTTTTTGAAAGCCAGTTTTTTGTCTTTGTTTCTGATCCGAGAAGG
AGCGGCTGAAGAAACTTTGTGTTCCAGCGACTCAAACTTTGATTCAACTTCTTATGTATA
CCAAGATGGAAACTACTTTCTATGACGACTCACTCAACGCTTTCTCCCAGCACGAAAACG
CCAGCTACGGATACAGCAACCCCAAAGCGCTGAAACACAACATGACACTGAACCTGTCCG
ACCCGACGGGATCTCTGAAGCCGCACCTCCGCGCCAAGGCCGGCGACCTCCTCACCTCAC
CGGACGTGGGTCTGCTGAAGCTGGCCTCCCCGGAGCTGGAGCGGCTCATCATCCAGTCTA
GCAACGGACTCATCACCACCACCCCGACCCCGACCCAGTTCCTCTGCCCCAAGAATGTCA
CTGACGAGCAGGAGGGCTTCGCAGAGGGGTTTGTCCGCGCGCTGGCAGAGCTGCACCACC
AACACATGCCGGCT
>AV670999 ID   AV670999   standard; mRNA; EST; 447 BP.
CTAAAGTCTAATGGAGTAAATAAAAGGAAGTTAAAAACAGTTTGAGAAAAATCGTCATTG
GTCCCACTGAAGCAGCACAGATGGAGGTCCCAAAAGCAACCTTGATTCTCTTGTTCTCCA
ACCAAGCGGCTTCTCTCGGGCTCGTTAATTTTAGAGACCTAGTTAAAGATGAGCTCACTC
GGGATGAGGGTGGTGTGCAAAGAAACTTTGTTGCATGTTTTGCAAGTTGATGTAAAAGGC
GTTCAGAAGAAGGAGGGGTCGTAGGTATACGTGCGCATAGAGCAGCTGAGGCGCTGTTTT
TATTTCAGGACAATCTTTCCTTTTATGCATGCTGTTAACATACATTTGTGTTGATGCGTC
AGAGGTGGGAGCCCTAGCAATACTGCAACCATTCAGATCCAACAGGACAATACTGGAAAC
AGAGCAGCCCGGTTATTGAGTCATTCA
>AV671002 ID   AV671002   standard; mRNA; EST; 541 BP.
ACTGTAAAATAGATGGAAGACGAAAGTAGGAAATTGTTAAATGTGGCGTTTTATTTGTTC
TCTGCTTCGATCTACGACGTTAGAAGGTTATTGCAATGGAAATGTCAAGTCAGTCCGGTG
TTGATGAAGATGACAAAGACGCAGATTCTGAAATCAGTGCTCTCATGCCACTGCAGGAGC
CAGAGAGAATGGCACACCAATCATCTTGCACTGATTCGTTAAACACGCCTGCTACGCATC
ACAAAAGTGGCCTTGATGTTCTCTCTAACGTGGAAGTGTTGTCTTCTGATGACCAGGGAA
ATGGACCTTCTATGCATCAGGTCTCACAAGCCATTGAACACAATAGCTTATCTGTTGAGA
AAGATGAGGAAAAAAGCATCACCACACTAAAAACAGTGCAGGAAATAGACACTGCAGGAA
TCTGGAACTTTGATGCGGAGTCTCCAGATGACTCATTGGATGATTTTGGCAGTGTCAGTG
CCCTTAGTTGGGGCCCTCACAAAGATTTTATGGAGTTTCTGTGGGAGAATCATAGCGATT
C
>AV671013 ID   AV671013   standard; mRNA; EST; 501 BP.
CACCAGAGAAGCAGAGAGGAAGAGGAGCGCCTTCACAAAGAGAACTCCAGATGCCGTGAG
GAAGTTCTGGATCTAAGTAGCAGGAACCTAAAACTGAGTACCGACAACGGTGAGCTGAGT
GCTCGTCTTCGCCAGGAGCAGGAATCGGTCCAGAAGCTGCAGGAGATGTCCAAGCAGAAG
GATGAGGAGGTGCAGCGGTTGCAGGAGGCAATGACGTGGAAGGGGCAGGAGAGGCTGCAG
CAGCAAGAGGCCTGGAGGCAGGAAAGACGCCTACTAGAGGAGCAACTCAGCTCCTCTAGG
GAGAAGCTGGGACTTCATCAGCAGTTGGAGGCGGAGCTTAGCAGTCTGACCAAGAAGATG
CAACAACTGCAGGAGGACAAGGAGCAACTTCAAAAAGCCGCAGACAGCAGAGAGGAGCAG
CTGCTCTCTGTAAATGAGGAGGCAGAGCTTCTCCGCTCTCAGCTTCACACTGCCACTCAG
GAGAAGGTTAGCCACAGCCAG
>AV671031 ID   AV671031   standard; mRNA; EST; 251 BP.
CACCCACACCATGGATCAGTTCAGCTACTGCACCCCATCTCACGTGCCGTTCTCCAACAG
CTCTGGTTTCTATTGGAATGGAGTTGCTTTGTTCCCGGACCCCCCCAAAGATGGAGTCTA



TCCCAACATGAGTCTCCCANTCACCAAGGAGACCATAGATGCCTACGCTAAGACCATGGT
GGAGAATATCAAGCAGAGAGCTGCGTGGTTCAGGACTAACCATGTGCTCTGGCCTTGGGG
CTGTGACAAAC
>AV671033 ID   AV671033   standard; mRNA; EST; 447 BP.
GTGGGTTTCTGTGAATATGATGCACTGTATTCATTCCAATGCATATTTGTATAAAAATCA
TAAAATGACTTTAGTAGAATCAAATGTTAACATTTTTAGACTAAATGGAGACTTGAAGCA
TTTTTTTGTTTTTAAATCTATGCAAAATATCCCATTAAAAATCACATGTACCGTATTTTC
ACGACAAGGCACATTTAAAAGTCTTAACCCTTGTGCTATCCTAGGCACTTTAACATTGGG
CGCTGGGTCGTCTAGACCCACTGGACGGTGCGCTGGGCCTTTTTTCTTCAATGGTTTGTG
AACCTCACTGGTGTCCATGGAAGTTAGTTTTAGGTTGGATATTCGACAGACATTCAGCGC
GGATCTCCAGGGAGGTCTCTTGGGGACCATCAACAAATTAACCCTTGTGCTATCTTAGAT
GACCTCACTCTTACATTGACGTGTTCT
>AV671034 ID   AV671034   standard; mRNA; EST; 463 BP.
ATAAATGCCGGTTCTGCAGGTCTGCCGGAAGCTTGCTATACTTTTCTTGTTTCGTCCCAA
ACCTGCTTGGGGTTCCACTTCTGGTCACTGTAGGTCCGCCTCCGCGGAGGTGGACGTCGC
TGCGTGCCGGAGAACTGCCAAACAGCTGCTGCTAATAAGCAGCGGAGCCTCCGTGTGAGC
TGTTTCGTCGGGGCACCGGTCCGGATCGAACCGGACGATGGAATTTCCCTTTGATATCAA
CCAGATATTCACCGAACGGATCTCCTTCCTTGACCAGAATCTCGTAGCGGACCGTTGGAC
GGCTAGGAGACCTGATCTCCTGGCGAACCTTGCTACGGTCATTGATGAGTTGGGGAGAGC
CTCGGCAAAGGCGCAGCAGCTGACCGCGGCGGTGACCAGCGCCTCCAAGCTGCAGTCTCA
GCGGCACCAGCTGTACCTCCTGAAGGACGGAGAAAGCAGCGGA
>AV671040 ID   AV671040   standard; mRNA; EST; 530 BP.
CAAACTCTCAGCTTCCTAGGTTGTACAAATTTGAATCAGAGGACTCTGGAGTGGAGCTCA
ACAGTGGAGCCAATTCGCCATTGACCCCAACAAGTTCAGAGAAGAGTTTTGTGGTGCACA
GTCGAGAGCCTTCCTGTGATTCCTGCAAAACCAACTCTGATCATACCTCCCCGCCCAACA
CATTCATTATACATGTGCAAAGCTCTCAGATAAAGCAGACTATGGATAACGATCTGAACA
CAATAGAGGATACTCAAAGCAACTTGCTGATATACAAAGATGAACACGGCGCCCCGTTGG
AGGAAACAGAACTGCATGTAAATAAGGTAGAGGAGAAGAACAGACCTTCAGGAACAAGCC
CTGGAGTCCTTTCTGACGAGACCAGCGTATTGACAGACATGGGCTGTTCTGCGGACATCA
TGTCAGTTCAAGAACCTTTCGTGGGACTGCAAGATGACAGGAGGAGCTCAGAAAAAGATA
CTTACTCCATGAGGAGGTGCAACACCAGTGACAGCCTCGAGGGGGGGCCC
>AV671045 ID   AV671045   standard; mRNA; EST; 415 BP.
CAGCTAGCCATTAGTGCCAGTTTTTCCACTGAAGAAACTGGAGTTTAAAACTAGCTTTCC
CGCTGTTTTGTACAATTCAAATGTAAAATATCTTGTCTGGCGTTTTTCTGGCNACATAAA
CAGCAGGTTTTTTTGTACCACTGTCTTGACCCCCCCAATTAAAATTAAGAGAGAAGTGGT
GCCTATCTGAGCTGTGATCTGTCAAAAAGGCACCAGTCAAGGTCACACCTGGCTCGGCTC
TGAAGATGGGAGATCATGTCCACTGCATGTCCTGCATGAACCAGAGATGTATGGTCAGAC
CTGAAGCTGGAATCTCTTGTGACCTTATGACCTGCCCGCAGAAGCTATGGCTGCCCAGCC
ACCCTGACTCGCAACCAGATGTACGCACATTTGGAAGTGTGCCCAGCCGGAGTTG
>AV671047 ID   AV671047   standard; mRNA; EST; 479 BP.
TTCTTTTTTGTCTGCACAGAAGCTTTCATGCTTTTCCTGCCGAGCAGATAAGAGGAAAAG
CAGCCGAGGGGCCGAATAGCTCCGACTCCTTTTAGACCATGCTACCTTGGAGGAGGAATA
AGTTTGTTCTTGCTGAGGATGGGGCCAAGAGTAAGCCCAAGAGTCTGGGGACGGGGCTGA
CCTACCACTCCATCCTCACATCGCTCCTGCGCTCCTGTCCTGACCTGCTCCCTGACTGTC
CCTTCGACTGGGTAGGCAGCATCTTCCACAGCAAACGGCAGAAGGTGGAGCTGAACAAGG
AGGAGCCAGTTTACAACGTGCGATACCTAGGGAGCATTGTCACCATCATGGCAAAGGGAG
AAGGGTGCACCCAGGAGGCAGTGGCCAAGATCTGGGCGAGGAGCAACTATGGCGAGCAGA
GCGTCAAGATGAGGTTGACTGTGGGATCGCAAGGAATCCGAATGATCACCAGCAAATCA
>AV671049 ID   AV671049   standard; mRNA; EST; 582 BP.
TTCGCAGCGTGTGCTGGACTACCTGACAGAAGTGGAAGAAGCAGCCGAGGAGGTTATCAC
AACCAAACAGCAGATAGTGGACCTGGACTTGAAGAGAAACCNGGAACAGGGAGGCGCCTG
AACGCCTCTCAAACATGAGCTGTCTGATTCAGAGAATGTGAAGGTTTGCTTTGGAAACAT
GTTTATTGAGTTTGACAAATCCAAAACGAAAGGGATGGTCCAGAAAGACCAAGAACAGCT
GGATAAAGAAATAAATAACCTTCGCAGAGAACTGAAAACTAAATTCAATCATCTCAACGA
GATTCAAGGTAAACCAGAGCTCAGAGGCTACAGACTGTCTGCACTGTCCTCTGAGGAGAT
CAAAGCTATCAACAGCCTCCTGAAGACTTGATTCTCCGGCTGTTTCGAGTCACTTCTGAG
TGAATGAAGCGCCAAAGCTGCAGGCCTGAGTTCCAGCGCCACATTTGAACATCATTTAAA
CATGTTTATTAGAGGCACCTTGGCTGGACGGTTGGACTGTCGGGGATTCGTGCAGGACAC
TTCTGCAGGTTCAAAACATGACAGACATGTCTTTTTAGCAGC
>AV671052 ID   AV671052   standard; mRNA; EST; 420 BP.
TTCCAGAAGAGTGCCACGTGAACAGCTGCGAGCCTTTGAACACGTTAGTTTTCAACACAT
CCGTGTCCCGTATCTGCACCAGAAACACAGGTATGATGATGGATTATCACGCTTTTTCCT
TGCTTAGTGCGCGGCGGACTGCAAGGTGATTATGCATACCATAATGTAGGACGTTTTGGA
GTTGGTGGCGTTAAGTTCTAATCCTATATGCAAGGCTTGAATTCTGATCTTCACTAGTGG



CGGGGCGCTGATGAGCACTCGGCAGGTGTGGTTGTTGCTTTGCGTTGTTGGATTCTCAAA
GGTGCCACTCTGAGAAAACAGCTGAATGTCACAGCCTGTGGAAAAGATAAGATACTCTTT
AACTAAATAAAACACTATCTGTGTAGAACTCAAAAATTAAAGCACTTTCCAAAAAAAAAA
>AV671061 ID   AV671061   standard; mRNA; EST; 447 BP.
GAAACCTGGAGAGAGGGGATCCACCGGTCCTACTGGACTGAGAGGACCTCCTGGACCTGA
TGGCAACAATGGAGCTGCTGGTCCCGTTGGAGCTGTTGGTGCCCCTGGTGAGAAGGGAGA
ACAGGGACCCGCTGGAGCTGCTGGTTTCCAGGGTCTGCCTGGACCTGCTGGACCAGCTGG
AGAGGCAGGCAAGCCTGGAGAAAGAGGTATCCCAGGAGATCAGGGAGTCTCTGGACCTGC
TGGTGCCAAGGGAGAGCGTGGCAGCAATGGCAGTCCAGGAGCTACTGGCCCTCAGGGACC
AATAGGACCTCGTGGCCCTGCTGGAGCCCCTGGAGCTGATGGTGGCAAGGGAGAGCCTGG
TGCTGCCGGAGCTGCTGGTGCTCAGGGACACCAGGGAGCTGGAGGCATGCCTGGTGAGCG
TGGAGCAGCTGGTACCCCCGGACCTAA
>AV671066 ID   AV671066   standard; mRNA; EST; 502 BP.
CAGAACCCATGCTGGAGGAGGGTCAACAGGACGACTCCAAGCCCATCCTACGCAGGAGGA
CCCCTGTAGCCATTACTGTCCCGTTATTTGACAAGATGCCGACCAAGAGGAGATCAGAGA
GGTCTCTCCTACTAAAACGCAAAAGAGGCCGCCCCCGGAAATACATGGAGAAAATGGTCA
AATCCAAAAAGATCCTGCGTACAGCTAAGACCGAGCCCGTTTCCAAGCATGAAGAACCGC
CGGTGGTCCAGGAAATGAGCGAGCGGAGCGCTCCACTGGCGTCCTTTACGCCCATGGGCT
TTGAGATGTCTTTCCTGAAGTTCCTGGAACAGTCCAACAAGTCCGAGCAGACGGAACAGT
CCAAGAACCGAGCCAAAGACATTTCTGTGCGCTTCAGCAACCCGCAGAAGCTGAAGTCGC
TGGGCAAGGTTCGAATCAGTCTGGATGCGGCCTTCTCCAGCGTCACCAACCCCATGTTGA
CGCAGCTGCAGAACATGCGGCC
>AV671076 ID   AV671076   standard; mRNA; EST; 487 BP.
CTTATATCAAACTTTATAAATATAAATAGCTTTTCAAAAAAACGGATTCACCCACACCAC
TCCCAACATTACAGATATAAACAAGTTCTGAGCGAAGTCCCAAAATCCTTCTACCCATCA
CATTTAACTGTGACCTTTCACATCACAAGTGTCTGGGGTTCTCTGTCTGTGGTCTGTTTT
TGTATGCTTATATTTAATACAACAGACGATGTTCGTTATGGACCTGTATTCAGCCATCAG
ATTTTGATGTTGTTTCACTGTAATTATTAAAGGTTGTTAAACAACATGTAGTTAATGAAA
TATAAAAAAAAGTGCAATTGCAGGGTTGTTGTGATTGGTATCCCACTCACCGTGCAGGAA
GACTCCTGCGGTCTGTTAAGCTCTTCTATGACTGCCCTGTCACCCTTTTCTATTTTATTG
TACATATGCTAATGTGAGGTGAAAGCTTTCACAGTTCTCAGTCACTAGAGTTTGCTCGTG
ATGACTC
>AV671080 ID   AV671080   standard; mRNA; EST; 466 BP.
CAAGATTCTGCTCCCCATCCATGAAGCTAACAAAGACTTCAAAAAGCTGGCAACTGTCCA
TGGAAAGCTGCAGGAGGCCTTCAATAAAGTCTGCAACCAAAGCTCTGGATGGGAGAGAAT
GTTTGGCACCTACTTTCGAGTGGGCTTCTATGGCTCACACTTTGGAGACTTGGAAGAGCA
AGAGTTTGTCTACAAGGAGCCTTCCATCACCAAATTAGCTGAGATTTCACACAGACTTGA
GGAGTTTTACTCAACCAGATTTGGAGACAATGTGGTTGAAATAATCAAGGATTCCAGCCC
TGTGGACAGAAACAAACTGGATCCCAACAAAGCCTACCTCCAGATCACCTATGTGGAGCC
TTACTTTGACACATACGAGCTAAAGGAGAGGATCACCTACTTCGACAAGAACTACAACCT
GCGTACTTTCATGTACTGCACTCCCTTCACCCTGGATGGCCGCGCC
>AV671085 ID   AV671085   standard; mRNA; EST; 494 BP.
TCCAGTCGGAGTAAATTGAAACTTTCATACATTTCTTTTGTTTTCTCGACCGTCCGTTGT
ATGTTGGATGAACAAAAACCCCGTTAAAACACTGGTGAACAAGAATTGAAGACAAGGACT
TTGGAAAAACTCAACTGGACCAGTTTTCCGGACTCCAGCTATTGTGTGAATCACATGGAG
AAGCTCCAAGACCTGAGCCAGTCAGAACTGGAAGAACTGTTGGACAACCCAGAGAGGGTG
GAGTCAATGGCCTTGGAGTCTGACGAGATCCAGAGCATTCAGCTGGAGAGGGAGATGGCG
TTGGCATCCAATCGAAGTTTGGCCGAACAAAACCTGGACATTAGACCACGTCTGGAGACA
CAGAAGGAGCTGCTAGTGGCCAGATACTCTAAACTGGAGACCTTCAGAGAAACCTACAGA
CAACACTGCTCCCAGAGAGATGGTATGGTGGGGAAGGTGTCACCAGAAGCTATGCTGTCC
AGACTGCAGACAGG
>AV671091 ID   AV671091   standard; mRNA; EST; 501 BP.
CCAGTATGCAGTGTCGCTCTCCAACCTGCAGATGGTGCTAGAGCAGTTTCAACAAGAGGA
GAAATCCATGTACACGGCTGAGCTGGAAAAGCACAAACGGGAGAAGGAGGAGTGGAGGAG
AAAAGCTCTGTTGCTGGAAGACCAAGCATCTGCACTGCAGGTGAACCTGGAAGAAGCCCA
CGCCGCTCTGGACTCGGCGTCTCGTCTGACGGATCAGCTGGACCTGAAGGAAGAACAGAT
TGAAGAGCTGAAAAAGCAAATCCATGTGAGGCAGGAGATGCTGGAGGAGGCGCAGAATAA
GCTGATGAACCTTCTCAACAGCACCGAAGGAAAGATCGACAAGGTCCTGATGCGGAACCT
GTTCTTGGGTTACTTCCATACGCCTAAGGCCAAGCGCGCCGACGTGCTGAGGCTCATGGG
AAGCGTCCTGGGCTTGAGTCGAGAAGACGTGGATAAGATGTTGGAGGAGGACGTGCAGCG
CGGCGTGACCGGATGGATGTC
>AV671093 ID   AV671093   standard; mRNA; EST; 503 BP.
GTCTCTGCAGCCCTGCGAGCCAAAGCCAGCTTGCCAAGAGTTCTGCATTTCACCTCTCGC
GTGTTCCTGAGCAGCGCCCGCCAAGCCTGCCTGTCCTCCAGCGGCAGTGTTCCCCCCGCC



ATGCAGTGGCTTTGCCACCCGCTCGGCCACCGCTTCTTTGTGGACGGGGACTGGGCTATC
CGCAGCACCCCGAAGGAAAGCATCTACAGCCAAGCTGGGAACACTGTGGACCCTTTGGCT
CAGGTGACCCAAGCGTTCAGAGAACACCTCCTTGAAAAAGCGCTTTACTGTGTGGCCCAG
CCAGATGAGGAGAAAAGTCCTGTCCAGGAGAAGGGAGAGTATGCTGACGCTCTGGAGTAT
CTCCAGCTGCTGGTGAGTGCATCAGATGCAGCTGGCGCCACCTGCCAGTCTTTTGCAATC
GGCTCCAACATGGCCACTGTGACTGGTTGTGACCCCCACTCTAAGTGGTGGTCCTCAGTG
GCTGTAGTCATCATAAACTGGCT
>AV671094 ID   AV671094   standard; mRNA; EST; 444 BP.
TGTTATTTAAATTTCACACATGTACATACTCTTCCAGTTCTGGTGCAGAAATGGAAATTT
CCCCTCTTCCTACGCACACGCCTGGCACACTGGTGACTATGGTGACCTCAAATTTTACAG
TTTCAAACAAACATTGGGGTTTCAGACAATGGTTTTCCTACTAAAAGGAATGACAGACCC
ACACAATTTCTCCAGAGTTAACAAAACTGATGTAAAAATAACAAAAAGACGTGTTTCTTC
ACAGACGGTCTTGTTTCGTACAACGCCCCGGCAGGGGAGCAGATGAAGCTTCCCGCTTTC
CCTGTTTTTTTCAACGACTCTGTCTACGATGGAGCAATTACACACATGATGACTGAAGGG
TTGGGCCAGTTGTCTGATGGAGTGATGGGTCTGGATGATTTTACACAAAGTCATGTCTAC
CAGGCTTGGCCAGGATATGACTAT
>AV671101 ID   AV671101   standard; mRNA; EST; 487 BP.
TTTTTTTCTTTTCTGAAAACATTTTTATTTACACCGTTGTAAAACATAATTGTTTTACAG
CAGTTATTAATGAGCCAAATGCAAACCTTTGTTCTATAAAACCTGCATCTTTTCTCCTTC
TCTGAGTTATTTCATAGCACTCACTCTTTAATTCAAACAGACAATACTAAAATGGCACAG
TGTTTAGTAAAATATCAGACATCCAGTCAAAAAAAATTTAAAAAAACATCTGCAAAACAT
ACCTCAATTAACAGTGTTCGGTCATTCTTAACAACTGCTTGTTCTCAACACGGCGGCAAT
AAGTTAACAGGTCTTAATGACAAAAGCAAATCTGAAAAATGAACTTCACCTCACAGAGCG
TCTGCAATCAGCTCCCAGCAAAATATTACTGTGATTCAGAAGAAAATCGATGATCCAACA
TCGGCTGAGCTCCTTCAGGGGACGGTCACTTTAAACATCTGAACAACCAACACACTAACA
GAGATTG
>AV671106 ID   AV671106   standard; mRNA; EST; 417 BP.
CTTTGGGAACATTTTATTTCAAAACTGTTCTCTGATCTCATTTAGTACCAGGAATAATAC
TAAACAGTGTCTAAAATTACAACTAAAAGTAAGGCAATGTGTCCTTGATGTATCTTTTTT
GTTGTTGTTGCAACAATCCCTCCTGACTTACACTTTAAACCTGTTTATCATTGTTCCACA
TTTAGAATAACGTGGGTTTGTGGTGGACAGTGTGGGTAGCACATTCCCCAAACCTTCAGA
CACTCAGCTTCACTACTTCTCCACAATTGTATTTTTTAATTTGCTTGTTTTCCGCCATTT
AAGAAGGAAACAAACAAGCTTTTCAAAAGTACAACTACGTATTGCAGAGGAGAAATATAG
GAAAAAAAAAAATATTTTACTTTTCAAGGACTTTAAATGTGAAAACATGGAAAACCT
>AV671111 ID   AV671111   standard; mRNA; EST; 313 BP.
AAGCGGCATAACGTTTGGCTGTTAGACTCAAAGGAAAAAAAAAAGAAAGTAAAAGAAAAA
AANAACTGAGTTGTTGTGTGAAAGTTAATGGATGTANCCTGTTTTCAAAGTTGCAGCTCC
TTTCATANACTGATTATATTCTTGGCTGTGCTGACAGCTTCTGAATTGTGCTCACCTGTT
GNGTTTTGCTCTCAAGCCAAACAAGTCCCCANATGGGATCTGTTGAAACCTCCACAATGC
AGCGTATCATTCAGCTGATTAATATAAAGGGAATGGCCATTTTAAGGTTGCATGATGGGG
CTTGTGCTCTATG
>AV671112 ID   AV671112   standard; mRNA; EST; 422 BP.
ATTGAAAAAAAAACTACATTCTTTAAGATATTTTGGCTTTATTTTATTACTGCAAAAGGA
GAACTGTTCAGATGGCTGAACACAAAAACAAAAGAAGGAAAAAAAAGGCAACAATGATTT
CTTGGCATAAAATGTGAAACATTTGTACACAAATTGGACACCTTTGGGATAAAGACGGAG
ACTTCTCTGTTTAACAGGTGCATTTCAGTGTCTGAGCTGTGATGAAACAAACGAATTACT
CCAAAATGATTGTAATAACTGTGACCTTATCACCAAACTGCATGAGGCCTTCCATCANAG
CGCTCAAACTTGCATTGAAACTTAAATAATCACCGCCAACAAAGGTTAAAAACAAAACAA
AAACAGAAAGTCTGATACCAGCCAGAACTTGAGACCCGATCCTATTGGACAGTATTCACT
CA
>AV671116 ID   AV671116   standard; mRNA; EST; 201 BP.
ACCAGGAAAACAAGGGCGGCAGGGTCAGAGAGGTTTGGTGGGTCCTGAAGGACCTGCTGG
ACGACCAGGTCCAAGAGGAGAAACTGGATTTCCTGGACCATCTGGGGAAATAGGAATACC
TGGTCAAAAGGGAGAACCTGGTCTGCCAGGAGACAGGGGAGCCCCTGGAATGAAAGGTAT
GGAGGGGGCTGTTGGTGATCA
>AV671122 ID   AV671122   standard; mRNA; EST; 520 BP.
AATCGATGGGCTCAAAACAGAAAATGCAAGAGATGTCGAGGGAATGAAGAAAATGGTGGA
GAGACAGCAGAAGCTGATGGCCTTTCTAACGGAGACGTTCGTGCAGAATCCGCCGCTTCA
TCGCAGGTTCTCGCCGTGGCGGCGATGGCGGCTTGAGTGACACGTCAGCGTTTAGCGGGA
ACGAGAACAGCGAGAGCTCTCACTCTGAATCATTATCCGTCAACCGTGGACTGGCATGCG
CGGGCACGCCGCCAGAGGGAGCCGTCTTTTCCGTTTAACGATCTTTGTTGCAGACACACC
AAAGCTGTTATCTTCCGGTGTGTTGCCGGGGCAACAGTACCCACAACAACAGCTCGGGCG
CAACAATCATTTCAGTTACAGAGAGGTCGTCTTGTTTGTGCAAACAGCATCTTAACATCA
AAATATTTGAAAGAAGTCACGATGAGCCAACGGCAGATCATTCAAGTCTTTGAGCAGTAC



CAGAAATCCAGAATGCAGTTTGTCCAAACCATCTCTGATT
>AV671139 ID   AV671139   standard; mRNA; EST; 274 BP.
CAACAGAGAGGGAGGAAGAGAAAAACAGAATAGAACGAGCTTTGTGTAGCTGCTGAGAAA
GGACCCATGTCTACACAAAGAGAGATGAAAGAAAGGAACCCCTGGCACCGGCCTGTGACC
ATCATCATCACTGTGATTGGCGTCATAGCGATTGTTACCTTGGTGACAGTTCTAGTTATA
CAAAACAGGACTATTGCCCAAAAATATAAGTATGGGATTGTGCTGGATGCTGGTTCTTCC
CACACATCGCTTTACATCTATCAATGGCCAGCAG
>AV671143 ID   AV671143   standard; mRNA; EST; 392 BP.
CTGCTTGGTTGTCTTTGCGCCCTTTCAGTTGATGGCAGAAACGTAATTCCATAGTTACCG
TTCATTGGCTCAAACCCTCCAAAGTGCCCTTTGAGAAAGTCCTCTTCCTCCTCAGGAAGG
GTCTGTGGAGCTGCTTAGTGTCTTTGAACAGTGTAAACAAAGTAATTCTACAATGTGCTT
TGAAAAAACATACATGGACAGACAGATAAAGTCTGCAACAGTCATGTGTGAGTGTTTGTG
TGAAATAGTCATTTTTCCATCGCACCTTCATGTCAATCAAATATCTGATCTCTTTCTACT
TCTACACTGAAATATTTTAAACAAATGAAAGTATAAAAGAATGTCTGAATTAATAAAGAA
CCACGGATGATTCTTCAGTAAAAAAAAAAAAA
>AV671151 ID   AV671151   standard; mRNA; EST; 454 BP.
CGGCGGCCGCGGATCCTGAATACACAGCTGGACCAGGACCTTTTGGCTCTGGAGGTCCAC
GAGGCAGCGGAGCCATGGCTCCTGGTGTGTTTTTAACTTCTCGAAGACATTCCCTGTCAC
CTCAAAACACCAGTTCCCATTCAGGTGCATCCCCTGCTGGTTTAACCAGCCAAGGGGTAA
CAGGAGTTGGTCAAGGCAAACGTCCAAAGAAAGGACTTGCCACTGCAAAACAGAGACTTG
GAAAAATTCTGAAGATTCATCGCAATGGTAAACTACTCCTCTGAGAGAAATGGGATTAAA
GACCTTGTACAAATGAAAAAATACCTTTTTCAAGTAAGCTTGAAGGATATAATTGTCTAT
ATTTTTTACTTTTGATAAATGTATTCACTCTTTATTAATTAGTGTTGAACTCGTATCTTG
TCCTTCACTAGTTACTTTGTTTCCACTTGTGTAT
>AV671153 ID   AV671153   standard; mRNA; EST; 527 BP.
CGGCGGCGGCGGATCCTTTTAATGAGGCATCTGTTTGGTCAGTTTAGAACTTGTGATAAA
AAAAAATCTTAAAAATAACAAAAAGACGATTATCAAGAACATGTTAAAAAATGTATCAGA
TCATGAATGTTTAGTTTATTCTGACCAATGGAACGACAGAGTAACAGTTGTTTACTTCTC
TATAGAAGTCAAAGGGATTTTGGCTTCTTGGAGCCAGCGGTTACTTCCTGTTTGGAACAT
GAAGGGGGGGAGGGGTCACTCAGTCCAGTTTTCATATACAGTCTATGCATTAAAAGAAAA
CAGTGCAGCAGTTATGAAATGTTAATGTTTGGATTCACACCAGAGTTTAGTTAAATGGAG
TTCATTAGATTAAAAAGGCTGCTGCTGCAGCTTCATGCCCGTTTTTAGCATCCTTGTATT
TTCCATTGAGGTTCAGATTTTTAGACTTTCTATTAAAAACTGCAAAAATCTTTTATGGGA
CCAAAAAGTCAATATATTGAACGCTAGTTAAACACAGTGTGCTAGAT
>AV671161 ID   AV671161   standard; mRNA; EST; 339 BP.
CTTAGACACGGACAGACAGCGTAGCTCCGCCGGCGGCAGGACACCACCATGTACCCGACC
TCACTGACGCAGCTGGCGCGGGCCAACCCGTTCAGCGCGCCGCTCTTCTCCCTGCAGAAG
GTGGAGGAGCCCCGACAGAGCCAGCCTGAGCCGGGACGGAGGAGCCGCACTCTGGCAGCA
GCCGCCGCCGTAGACGGTAACGCTTCGTCCTGCTAGCCTTAGCCACATTAGCTGTGGAGC
TGTGATCGATCTTTTTTGCGGGGTTCTCGCCTCTCTGGTTGCCCGTGGATATAATGTGGG
GAGTCCGAATGCAGACAGACACCTCTGGGACCCCGATCA
>AV671162 ID   AV671162   standard; mRNA; EST; 508 BP.
CCGACTCCGAGCCTTTCTGGAGAACCAACTCAAAGTCAGCGACGCACTAAAGTATCTTCT
CTGTCTGCAGACACACAACCATGGGGAAGGGATGCATCACAGTCACCAAATACTTTCTAT
TTCTCTTCAATCTCCTCTTTTTTATCTTTGGAGCGTTGATCATGGGCTTTGGACTCTGGG
TTCTCTTTGATAATCAGAGCTTCATTTCTGTTCTGCATGAATCGTCTCACACAGTGAAAG
TGGCCTCTTACATTTTCATTGGTGTGGGCTCCCTGTCCATGGCCATGGGCTTCTTTGGCT
GCATTGGTGCCATCTATGAGATCCGCTGTCTCCTGGGTTTGTACTTCACCTGCCTCCTGC
TCATCCTCATCGCTCAGGTCACAGCTGGAGTTCTTATTTACTTCCAGAGAGATCGGCTGA
AATATGAGATGTCCAGCATCATCCAGGGCATGATCATCAACTACACCGGGCTGAACAGGA
CCACAGAGCACACATGGGACTACATTCA
>AV671164 ID   AV671164   standard; mRNA; EST; 409 BP.
CTTTGCGGTCGCATCTTCTGCTACTACTGCAGCAACTACTACGTCACGCCCAAGCACAGC
GGGAAGAAGGAGCGCTTGCTGCAGAGACTGTTACACGCAAGGTGGTGCTGTGGTGGAGAA
ATCCACCGAGGCGGAGCTGAGTCCCTCTGATGAGGCGTCCTCTCCACCCTCAGCTGGAGA
TCAGCCTGTTCCAGAGTCGGCTCCATGCAAACCTACGCCCAGTGTAACAGCTGCAGACTC
CAGCGACAGATCCGATGACGGGCTGTTCGACATCATCACAGAGGAGGAGGTGAACGGCGT
CTACGACAGCGACGCCGCCTCGCAGACCACAGGAGGTTCGGAGGGAGAGCCAGAGCGGCG
GCACCAGGGAGCCCCGGGGAAAGATGTGACCCCTGATGAAGAGCACGCT
>AV671165 ID   AV671165   standard; mRNA; EST; 428 BP.
GGATCCGCGGCCGCCGGTGGCTCGGTCGTTGTGCGCAGCGCTTGGTTAAATTTAGTGATC
TCGCGTGTTACGCTATCATTCCTGTTAATCCATATCAAATTTCATAGTTTCAAAATGAGT
GACACCGAAAAAGAATTCAAGAAGGAGGTGAGTTGATTATATTCGTTTAAAACATCTGCT
TGGATGTGATTAGGTTACGAAGCTTTAACTAGCTTAGCATCACGATGCAGCGGTAAACCT



TTAATCGAAAACACTGTAAAATATTTAATACCTACAGTCACATATTTACCAAGTTTATTT
GTTTTTTGCATTTGTTCATATATTTTCGTGTTAAATTTGTATTTCTAGCTGTAAATATGT
ATATTTATATCAAATAATGAAAAACCATGCGGCCTTCAGCCATTTTCTGTCGAAGGTGGC
CGCTAAAT
>AV671168 ID   AV671168   standard; mRNA; EST; 143 BP.
CGCCGCCCCGCCGAATCCACCGACATGCGTCTGAATTCCGGAGGTCCCCCGGCTCTGTGC
TGAGCGGAGAGCATCGGTTAACCGGAGGAACAGCTCCGCTAATTTACGACTCACCTGTGT
CACCCGTGAGTGTGCAGGGGTGA
>AV671176 ID   AV671176   standard; mRNA; EST; 327 BP.
CGGCGGCCGCGGATCCGAGGAAGAGGATGTAGGGTGGTGGGTATGGGACTTAACGTTAGT
CTGGACTTTTGCATCCTGCCCAATCTGAGCTGAAGTCCATTGTTTGTTTTTTCTTCTTGA
TGATTTCATTTTTTTTTACTTTGAGATTATTCTTTTTTTCAATGCATGAAATGCAACAAA
GTTTTGTCTTTAATATGTTCCCTGCCACAATAAAAGAACAAAATGTTCTATGTTGCTATT
TTCCAATAAAAAGTATGAAAAAGTATAGCGCACAGCACTGTCTCCAAAATACAACACCCT
CTTGGAAAGTTGTATAATGGTTCACAG
>AV671187 ID   AV671187   standard; mRNA; EST; 158 BP.
AACCAATCCGGTGCTCCGGGTAGCAAACAGAACACAGCAGAACCGAGGCTGCCGTGTTCC
GACCAATCCAAAACTGTCCGGTCCGAAGAGAGGACTCCGAACCCCGCNGGGAAGTTCTTG
GACTGGAGTGGGGCGCTTGAATTTCATCGGCCACAGGG
>AV671194 ID   AV671194   standard; mRNA; EST; 554 BP.
ATGTTGTTAGCTGCCTCTGAGGGGAGAGTCAACGGGGGTGAGGATTTCTTTCAGAAGATC
ATGGATGAAACCCAAACGCAGATTGCGTGGCCTTCCAAACTGAAAATTGGAGCCAAGTCC
AAAAAAGATCCACATATCAAGGTGTGCGGGAAAAGAGAGAACGTGAGAGAAGCAAAAGAC
AGAATTATGTCTGTCCTTGACACAAAGAGCAACAGGGTGACTTTGAAGATGGACGTTTCC
CATACAGAGCACTCCCATGTGATTGGCAAAGGTGGCAACAACATTAAGAGGGTGATGGAA
GAGACGGGGTGCCACATCCATTTCCCAGACTCCAACAGGAACAACCAGGCAGAAAAAAGC
AACCAGGTGTCCATCGCAGGACAGCCAGGAGGGGTGGAGGCGGCTCGTGTAAAAATAAGG
GAGCTGCTGCCTCTTGTGCTGTCCTTTGAGCTTCCAGCCATCATGCAGGCCGACCCCAGC
TCCCCCACGGTGCAGCACATCTCTCAGACCTACAACCTCACTGTTTCCTTCAAACCCCCA
ACACGTCTCTACAG
>AV671199 ID   AV671199   standard; mRNA; EST; 402 BP.
TGCGAGTTATCGTTTTCAGCTATTTTAGACCGAAGTCACCATTTATAAATTGCAGATTTC
ACAAGAAAACAGCAAAACGGCCCTAACAATGTGAGGCAGTGGCGTCCTGTGTTTTGGCAA
CTCTCTAGTTCAGTCAGCAGAAAGAGGATCTGTGCAGTCATCAGCTGCTGCAGAGGAAAG
TCTTTGCAATGTCTCTATTGGAGGATGTTGTATATGTGCTGCGCACAGTGCTGGAGTATT
TTGGCGTACCTCCAGACATGTTGGACCCCGTGTGGACCAGTCAGCTGTGTGGACAGTATC
GCAGCATTATAAGGATGATTGGGACCAACCTCCCTCTGAAGCCCCCCCCACGTGTCCATT
TTCAGATCCCCTTGGTTGCTAACATGCTGCATGATGTGGATG
>BJ000005 ID   BJ000005   standard; mRNA; EST; 649 BP.
CTGCAGGNAATTCGGCACGAGGGCAGCTTCCTCGGNGTTTGAAATGGACCAGCTTCCTTC
AGACCCACTTCTGCACATATTTACTTACCTGAGCTATAGAGACCTGGTCCACTGCAGCTT
TGTTAACCGGAGGCTGAACGAGCTCTCCAAGCACAACCTGCTGTGGAAGTCTCTGTGCTG
CCAACACTGGCTGCTGACAGATGCTGACCGCCTCCAGAGTGGCCTCTCCTGGTACTGCCT
GTTCAAGCGGTACTACTCCGACCTGGGCCGTTACATCCAGCACTACGCGGTGCTGAGGAA
AGCCTGGGAGCAGCTCAAGAGCTTCCTGCAGCAGCGGTGCCCCCGCATGATCGCATCGCT
CAAAGAGGGCACCACAGAGGCGGAGCTGAACGACATTGAAACCCAGATTGGCTGCAAGCT
TCCAGATGACTACCGCTGCTCGTACCGCATCCACAACGGCCAGAAGCTGGTGATTCCAGG
GCTCATGGGGAGCATGTCGCTGTCCAACCATTACCGCTCGGAGGTCCTGTTGGACGTGGA
GACGGCCGCTGGGGGCTTCCAGCAGAGGAAAGGCATGAGGCGCTGCCTGCCGCTCACCTT
CTGCTTCCACACGGGCCTCAGCCAGTACATGACCCTGGACCCCATCGAG
>BJ000020 ID   BJ000020   standard; mRNA; EST; 647 BP.
ACGAGGCTGTGAACAGATACTTCTTTTCTTACATGATTTAGTAAACAATAAATGTTCCAA
AATCTTGGATAACGCCGGCGTATTCTTGTTGTAACCTGCAGGATAGCACAGTTTCTGAAG
TTTTTTTGTTGCTTTATTTACAGATATCTGTTCTCCAGAGCAACTAGACTCTAAGGTTGT
ACTGAAGTGAAGAGAAGAAGCTGCTTGAACTATCGTGCAGCGATCATTGGTCAATATCTA
GTCCAGTTGCGCTGAATAACAGAGCACCGTGGTATATTTTTTGATATTATTATAATTACT
TGGTCGACAAAGGTTCTTCAGACACATTTTAAACGTTGTTTTTAGAGTCGCGTGACTGCT
TCACGTGCCGGTCTGTGTCCACAGCAGGTCATGTTCCTGACTTTCTTCACCGTTTTCTAT
GTCCTCTTTGGTTCTTCCTGTGGTTTTCAGAGAAAAGAAGTGTGCTACGGGCGCAGTGTA
GATATAGATATTTATTCATATCCTTTTTACAAAGGGCCTCTGTATTTCTATCCAAAAGCA
GGAGGAGCAAGGAAATTACTGATGGATAATCGACAGGCCATGGATGCACGGCTCAAAGTG
CGCTATTCCAAAGTAAAATTGACACAGTTGACTGAAGCCGATAATGG
>BJ000026 ID   BJ000026   standard; mRNA; EST; 32 BP.
TGACCTTGTGGAGGCCCTGNAAGAGTTTGGAG



>BJ000031 ID   BJ000031   standard; mRNA; EST; 276 BP.
GAGGCTAACCCCCTAACCCTAACCCTAACCCTAACCCTAACCCTAACCCTAACCCTAACC
CTAACCCTAACCCTAACCCTAACCCTAACCCTAACCCTAACCCTAACCCTAACCCTAACC
CTAACCCTAACCCTAACCCTAACCCTAACCCTAACCCTAACCCTAACCCTAACCCTAACC
CTAACCCTAACCCTAACCCTAACCCTAACCCTAACCCTAACCCTAACCCTAACCCTAACC
NTAACCCTAACCCTAACCCTAACCCTAACCCTNNCC
>BJ000051 ID   BJ000051   standard; mRNA; EST; 42 BP.
TGCAGGNAATTCGGCACGAGGGTTTTTTTTTTTTTTTTTAAA
>BJ000053 ID   BJ000053   standard; mRNA; EST; 73 BP.
CTATCACAGGTCTGNAGCCTGGCACCTGCTACAAGATCAGCATCTACACGCTAAAAGGCA
ACGGACGCAGTAT
>BJ000055 ID   BJ000055   standard; mRNA; EST; 643 BP.
ACGAGGGGAAGGCCTCTGTGACGAACACGACAATGAGGACGGAGGCGCGAGTGAAGAGCA
ACAAGACAACAACCTGGAAGACCTCTGTGACGAAGATGAGGACAGCGGCGCGAGTAAAGA
ACAAGGGCAGGAAAACGACGACCTGGAAGGCCTCTTTGATGAAGACGATGAAGAGGAGGA
GTACAAAGACGGCATTGAGGGGGACATCTTGGCCACAGAGGATGTGGTGACAGAACTTTT
TGGAGATGTGGACGACATCCAGAATGAGGAGAAGGATGCAGAAGGGAAAGCGGAGCGTGG
AGGAGAGAACCCGGACGTGTCCAAGGAGGAATTGCAGGAGGTCCTTCGGCTCATGCAGGA
GAAGATGAAGAAACTGCAGGAGCAGCTGGATGCAAAGCAGAAGGATGTGGCCTCATCGTC
CACTAAAGCACTTGGGGGTTTGAAACCACCGGCCGCACCTCTGCCGTCCAAACGATCACA
AAAAAGCAAATCACAAGCAGCGCCGTCGACATCCGGCGCAGCGACATCCGGAAGCTCCAA
ACTGCAGGAGTCCTCAGACTTCTCCTCTCAGCTGAACAATGCAGACTCATTCAAACGCAA
ACAGAGAGTGGCTCACGCTGCTAAAGCTGCTTCGTATTCCGAG
>BJ000059 ID   BJ000059   standard; mRNA; EST; 586 BP.
TCGGCACAGGATGGGAAGAAAGGTCAGAAATCGACGGCAGAAGGAAAGAATTACTGCAGT
AAAGAGGATTATCTCTTTTTAAACTAACTACTTCTTATAATTGAACCGCTTAACTTCTCG
GGATTTAACGCGTAGTATTGGCAGTTTACCCAACAATGTAAACGGGAGCGCGTGAAGGTT
GCCTTTGACGTTTGCTGACTACATTTTGGCTAGCATTAGGCTAGCAGCTGCATTGTAGTG
TTTTCGCTTGATTTGGCTAACGCGGAACTCATAGATCTTCCTTCCTGTTCAGAGGAAAGG
CTCCAGACTGCCTGAGTGATGGTTTTCTGTCTTTTTCAAGAAGATGGATGTAAAATCCAG
CGGCACCAACAACCATCAGCGACTGCTGGTCGTTCTGTTGATGGTGTTGCTCTTTGGCGT
CATCATGATCCAGTATGTGTGCCCCGGCAGGTCGGAATGCCGCGTGCTACACCAGCTCGG
ATCCTTGTTTACCATCGTCGGTGCAACTGGTTCTCGAACCAGTGGCAATGAGCTGCAGGA
CGGGCTCCAGAAAGATCCGTACATCGCAGAGGACAGTGCTTTATCC
>BJ000069 ID   BJ000069   standard; mRNA; EST; 592 BP.
CGAGGGCGGTATGCAAAGNACCGTACTGGATAATTCACTGCAGGCAGGCCCTCTCCCAGC
AGAAAACCCCTGAAATGATGCTTGTGTTCATTTGAAGTGCTAACACATTTACTTTTCAAA
CCTATGAACATGTTCAAACTATCAGTCTCAGAGTTTCAATTAGAAACTAAAAACATTTGA
GGGAAACAGCATAAAGAAACACGAGCACACGTATGCACACATATGCACACGTGTGCATAA
AAACACACAGGTATGCTCAGAAACACACACGTGCTTCACACCAATGATATTTCCTCTGGA
CCCACATTTATGTGTGTGGCCTGTTTGGTGGATTTTTTTAGGGAGTGCTGCACTGCTGCA
GGTAGAGAGGGAGTGCTGCACTGCTGCAGGTAGAGAGGGAGTGCTGCACTGCTGCAGGTG
AGGGAGTGCTGCACTGCTGCAGGTGAGGGAGTGCTGCACTGCTGTAAAACTCTAAACTTT
CCCAAATATACTTCAAACCAGAGTTTGTTCACAATATGTGAAGGAAATGACTCTAGTATT
ATTTATAAAGTCAGTTTTGGGGAAAGTTTTTGTCCCTAAATTTTTTTTCTCC
>BJ000084 ID   BJ000084   standard; mRNA; EST; 613 BP.
ACTGTGCAGCAGAACGACAACCTGCAGGGAAAAGTGAAGAAAGACGCTGAGCAGAAAGAC
CAGATGAAAGCAGACCTGACTGCGCTCTTCCTCCCCAGACAGCCCCCCATGGCGCTGTCA
GAGGCCGAGCAGCTGATGGAGGAGTGGAACGAGGATCTGGACGGGATGGAGGGATTTGTG
TTGGAGGGAAAGAAATTTGCTCGCCTGCCTGAGGAAGAGTTTGGACCATCCAGATCGGGA
CGGATTCTGGCAACCTCAACTCAGAGTTCTGCTTCATCCTGAAGGTCCCGTTCGAGAGCA
CGGACAACCAGGGCATCGTCTACACGTGGGTGGGCAGAGCTGCCGACCCGGACGAGGCCA
AACTGGCCGAGGACATCATGAACAGCATGTTTGACGAGACCTACAGCAAACAGGTGATTA
ACGAGGGGGAGGAGCCAGAAAACTTTTTCTGGGTCGGGATTGGTTCTCAGAAGCCGTACG
ACGAAGACGCAGAGTACATGAAGCACGCCAGACTCTTCAGGTGCTCCAATGAGAAGGGTT
ACTTCTCTGTGTCGGAGAAATGCTCCGACTTCTGTCAGGACGACCTGGCCGACGATGACA
TCATGCTGCTGGA
>BJ000090 ID   BJ000090   standard; mRNA; EST; 687 BP.
ACGAGGGGAAGGCGTCATTCCTCTGTCGGGTCTCCCAGTCGGTGTGTCAGACCTGTCAAG
AGGGACTCGTGTGCTCGACCTTTCACCTTTGAGCTGGTGAGCAATGTGTCAAAGCAACAA
GAGAGCAACCAGGACGGACTGTCCAAGTGCTGGTTCTCTGCCGACACCAAAGAGGACCGA
CTGGACTGGATGGAGAAGCTGAACCAAGCCCTGTTGGACTTTAACACTTGGAACCCAGCC
CAGTCAGAGAGTCAGCAGTCGAGCTCATGCAGCAGTGGAAACTTGAGGGAAAGTATGCTG
TGATGCGTCATGGTTTGATGCCGTCAGACGTCGCTGCAGCAGCAGCTCAGGCTGTTCCAA



CCAACTCAGCTCATGTTGAATCGGTAGTGAAATATTGGGGGGTTTTTTTGTTTGTTTTTT
TAACTTAAATCCTATCATTACAACATTTTTCTTTTCTTTTAAAAACTTTTTCTGTTGAAA
AAAGTTGTAAACTTTTTTTTCTTTTATATACTTTTCTTGAATCATTAGCTGCTTAAGCCT
TCATTGGCATTTTGGTCACTTTCGGTTGGAAGGGTGAATGAAGCGTTTTGGGCTCACGAT
TTGCTCAAATTTACATCTCTATCCTTTTATCTTTGNATATTTCTTAGAGGTGGAAGGAAA
AAGCATAATATACATACAGGATCTGCT
>BJ000103 ID   BJ000103   standard; mRNA; EST; 589 BP.
GATTNACGCGTGTTCACAGACTTGTAATCAGAAGTGCTCGCTTGAACGTAGCTTAAGGGT
CGTATCTCGCTATTCGGCATCTGTTCCCTGAATGTCTCAGAAGTTTTGCAACGGTCTTCC
ATCACACAGACGTGTTTCTGTGCGAGTAAGACAAGCCTCTGTAGTCCAGACACTTTATGA
GAAGCTCACTGCAGATGCTCTTCTGCTGCGTACATCACGCACTCTAAGCATTGTGGGAAT
CAGCAGGAGCAACAGCAGCATCTAAAAACGAGGCCAACACTCTCGGTGAACTGAACATGA
GACTTTTGTGTTGCACTACTGCAGCTTTGTGTCTCCATATAATTGCAACCCATCAAGATG
GAAACCTTTTTAATAAATTAGTTGAATTTGGCTTTCAATCATTTCAACAAGTTGTGGTTT
GATTCCCAGCTCTGCCCGGTTGAACAGTCCTCTTAGTGTTGTTTTAAAAAAATGCAACCA
GCGTTCTCCCAGACCTGGAAATCCCTGAAACCTGCTCCAGTATCTGCTTCAGTGACTTTT
CCCACCAACCAGAAAAATGAAGCTCTGAGAGGCAGACGCTCCTGAACTT
>BJ000107 ID   BJ000107   standard; mRNA; EST; 607 BP.
ATCTGATCTCAAAAGACACATGAGAATTCATACAGGAGAGAAGCCTTTTTCTTGAAATTA
ATGTGATACAAGTGTAGACTTAAATCTCATCTTAAAAGATAGATGAGAACTCACACAGTA
GAGAAGCCTTTTTATGATAAAAAATAAATAATTGAGCGAATATTCTCAATTTAAGAAGCA
AAGGAATCTACAAATCAGAACAGAATGCATTCAAAGGGGCCAAATCAGAATCAGCCTATA
ACTAATAAAAGCACAGATTAAACATTTTGAGAAAAATATCATGTAAATTAAAACGAAATG
AAACCAGTTCTAGACTCATTGTAAATTTGATGGATTTATTTGAAGTATGAAAAAAACTAA
TACGGGGTTAGATAACTGCCAAAAGGAAATGTATGCTCATAAAGAAAGTTGTGCACACTT
TAGTAACAAAAAAATACAACATTTAGTTTTAACTATGACATGTCTATAGAGATAGAATGT
CAGGAAAAAAGATACCTGTGCAATGAAAGAAATCAAACATTGAAGTTTACATGTTTTTAA
TTTTATTTTTTTGCATGACTTTATTTATGTAATGTAAGTATAGACTATTGATCACTTATA
GAGATAT
>BJ000112 ID   BJ000112   standard; mRNA; EST; 639 BP.
GGGGGAGGAGAAGCGAGTGAAAGGGTTGATCATCCAGGGAGGAATGCACCGTGACAACAA
GGTGTTCATGAAGAAGTTCCGCCTGGGCTACAGCAGCAACGGCTCTGACTGGAGGATGGT
GTTGGACCCCACTGGGAACAAGCCAAAGATATTTGAAGGTAACAGCAATTATGACACTCC
TGAGCTGAGGACAGTGGAGCCCCTGCTGACCCGTTTCATCAGGATTTATCCGGATAGGTC
ACCTCCTGCCGGAATGGGCCTACGACTCGAGCTGCTGGGCTGTGAAGTCGAAGCTCCTAC
ACTCCCTCCTACCATGCCGAGCACAACCCCATCTGACGAGTGTGACGACGACCAGGCGAA
CTGCCACAGCGGCACAGGTGATGACTACGATGTGACAGGCGGGACTATAACACCAGACAC
CACTACTGCCGAAGTGGTTACCACGCCAGCTTTCCAGTGGTTTGCCTGCGACTTTGGCTG
GGCCAATAATCCATCCTTCTGCAGCTGGACATCTGAGGACACTGGCTCTCGGTGGCAGAT
CCAGTCCAGTGGCACCCCAACATTGAATACCGGACCCAACATGGACCACACTGGTGGATC
AGGGAATTTCATCTACACCCTAGCAACTGGTCTTCAGGA
>BJ000132 ID   BJ000132   standard; mRNA; EST; 632 BP.
GGTTGTGCTTCTGGGTTTCGGTCCAAGGGCTCTGTGGGCCCTTTCCACATTGATGTCGAT
CTCTTCTCTGATTTCCAGAGCAGTTTTAAAGAAATGACACACGAATTTCACCATGTCATC
CTTCTCAGACCCCTCTGGAATTCCATAAAGTCGAATGTTATTCCGCCGGAGTCTATTTTC
CATGTCGTCGCACTTCCTAGCGAGGCTAGCTTCTCTGTGTAGCAAGTAGCTCAGTACTTT
CTCGTGCTGGATGTGGCTATCCTCCTTAGCACTCACTCGATTCTCCACTTCGGTTAATCG
TTTGTCTAGACCTTCAGTGCGTTGTTTCAGCTCCTCCATCGTATTTTCCAACCTGTTTAG
GGAGCTTTTCAGGTCGCAAAAAGAGTCCATATTTTCTTTTCGGAACTTCTTTAATTCCGC
TAGCATCTCGGACTCAGCATTAGCATCTGCCATGCTTTTCCCTGGTGTAGCTTCAGCTAG
CGTTAGCTGTTTGGAGCCTACTTTTCCGTCGTCATTTCTGTTTCCTTTAGCCTCTTTTTT
GTTTATTCTTTGGGTCGACATCTTCCCTGCAGTGTCTCAGTCTTGTAAATCTTGCGTTTA
TTTGTCAGTAGACTTTTCTGAAATCGGCTTTT
>BJ000135 ID   BJ000135   standard; mRNA; EST; 606 BP.
CACGAGGGTGACACAGCGGGTTTGGCTCGCGCTCCTCCGGGTATTCGCCAAACACCTGAC
GTTGCGTTGTGTGACAAAGAGGCAGAAAGCTGGACCCAAAGTTCAGGTGGAGCCAGGCCC
GGATTCAACCAGCGCCACTGCGGGGTGCAGCAGGTGACCTTGGCTTTGCCCCCCCAAATT
CACTATTCAGAGGTACAGTCCAGGAGGGACGGGGCCATAAATCCTACACACAGTCCCACA
GACAGTGTAACAGTTTTTCGTCTTCAGTCTTCGAGAACCATGAGCCCTGGAGAAGAGGAG
CCGGATCACATGATACCATGAAGACAAGCCTGCAGGTTCTGCGCTGCCAGCTGCTGAGTG
TCCTAGCAATCCTATCACTGCCAGTAGGACTGGTGTCACCACAGGAGCTGTCCTTTATCC
CGACGTCTCTGGACTCCATGGCAGTCGACCACGGCAAGCCTTCTTGGCACCAGGATGCCT
CCAGCAGCGGGGAATGGTCGTCCAAAGTCGGGCGGCCGTCAGACATCTCCCATCCTGCTG
CTGCAGCTGAACCTCACAATCATGACACAAAAGCTGTCACGGTGAGCTCCGGCAGCCGTG



GAAGTC
>BJ000138 ID   BJ000138   standard; mRNA; EST; 625 BP.
CGAGGGTTTTTNGAGNGTGTGGCCGGCCTCGCAGNGGGATGTCCTCTACCTGTCAGCCAT
CAGGAAGGTCCACGCCACAAACGAAAACGATCCCGACACGTGGCTGGTCTGCAACTTCTC
TGTGGAACACGACAAGGCTCTTGTACGTCTGACTGTCCAGTTCGTTTACCCTGAACCACT
ACAATGAGGGAAAGGGGTCATTTGCTGTAAAATAAATGTTGTTTCTGGAACATTTTTCCA
AAACTAATCTAATTTCCGTTCATGGTGAAATCAGCATTTCATGTTCTGAGGGGAACATCA
AGGATGTTTTTCGAGTTTAAAGTGGATAGAAAAGAATATAATGCCCATGAACTCAGAACA
AAGTAAAAGAAAACACTGAACGGATCCAATAATGCAGTTCCTTATTTCTGACCTAGATTG
GGAAAAAGCAGCATGTCAGGTTGTTATTATGAGTTCATGTGTGGGTTTAGGTCACACATT
GGTGATTGTTGGGAATAATTCTGTCTCAAAACACATTTTTTGAAAGAGACCTTTAGCCAA
TAATGTCAATAAACTGCTCCTTTATCAAACACACTCATTTCTAATGAAAAAAAAAACGCA
GAAATGATTGAACACTTGGAAGCAG
>BJ000149 ID   BJ000149   standard; mRNA; EST; 333 BP.
ATTCGGCACGAGGCTGAAGCGAAGGTAAGTCCGGTAAGAACCGAAGCGCCTCGTGTGCAC
GTGACGCTCGTGCGCGGTCTTTAGCGGGCCGCTGGTGGTTGTTGTTTCCCTCTGAATAAA
AATGGTTTTCATCTCCCTGATGCGACGCCATTACTGTGTTCCCAAACCTGCGGACAAAAT
GGCGAAAATGACGGCGGGAAAAAGATTCCCGCGGCTCATCCTTTGGCTCGTGCAGACAGG
CCTGAAAATGGCCGCCGCTGTTTTTATTTTTTAAAAACAGCAGCTTTTGTTTTCAGGCTG
CAGGGCAAATGGCTAACAATGAATGACGGGGGG
>BJ000157 ID   BJ000157   standard; mRNA; EST; 612 BP.
TCGGCACGAGGGTGAGAGGAACCCCTGTTTTCCGGNAGTCCAGTGCTTCAACAGCTTCGG
CTCCTACAGCTGCGGTTTGTGTCCCAAAGGCATGCTGGGTAATGGGACGACTTGTAATGC
AGTCTATGGAGCAACCACCGTCTCCCCTAAACCTGCTCCTCGCACAAGTGTTTACAAGTC
CGATGTTCAACTGACAACCCCCAGAAGGACTGACGCTTTCCAGAAAACTTCAGACAGTTC
CACGCACGGCGAGGCAAAACAACAAAAGCTACCTGCAGCAAGTGACTCAAAGTTCCCCTC
TTCACTAGAGAGGATTTCGGTAATCAACTCAGGCCGCAAAATCACCACCAACCATGTGGT
GTCAGGTCAGCAGGAACCCAACAGTGGTGCTGAAAAAAATTCCACTGTAACATTGGGAAA
TATCGGTAAAACAGAAGGTAAGTCTGACCTGACACGAAACTCACACTCGTCGGTTAATCC
TTTTACGGTAGATGTTTAGCTCTGTAGTTGATGTTCTTTGGAAAATCGTAACTCTTCCAC
CATTCACAACTAACCTAATTTCAACTGATTCTGAAGCGAAGAAAAACAGCTATGCAATGA
GTGTTTTCGTAA
>BJ000158 ID   BJ000158   standard; mRNA; EST; 38 BP.
CGGCACGAGGTCTCTCTCTCTCTCTCTCTCTCTCTCTC
>BJ000165 ID   BJ000165   standard; mRNA; EST; 643 BP.
GCTTAACACAACATCACCCGTGACCCGAATGGAATATAGATGACTTCTCTCTGGAACAGT
TTTGGGAATGCTGACATTTCAGCCCAGAAATAACGTTTTTCTGCTGTCCTGCATGCGGAG
CAGCGGTGCTAGCTGAAGTCGGATTGTCATCTGGAGCTAAAGTGCAATGGCCAGTTCAGA
AGATGTGATTGAGCCACTGGCTGTGAGCACAAGAGCACAAACCCTGGACCGACGGCGCTT
TTCTCATGACCTCCACATAATCAACCAAGACGAGTTAGATGGCCTCATGTCAAGGAAGGA
GGGTCATCACTTCCTGGTGGTTCATTATCTTCCTGAAATAAAAGAAGCAGGCAAACCTTA
CCTCATACCAGGTGTTCCTATCACATGCAGAGTGGACAACACAGAGAGACACACCACCCG
TTCCAAGGTCAGGGTGAGTACCCTCTACACAGTGGAGGTGAAACACGGTCCATTCCTCTG
GACAGTGAAGAGGAAGTACAAGCACTTTCAGGAGCTGCATCTTGACATTTACAAGCATAA
GATGTTGCACCAGTGGAATCCTCTGGGAAGGTTTTCAAAGGAACGGCAGCGGCTGAGGTT
GATGACAGAAGTAATGCCAAATCTTCATGGGAGTGAGCGAGCC
>BJ000168 ID   BJ000168   standard; mRNA; EST; 636 BP.
CTACCGTGCTTCTGCTGGCGGCTTCATCCACGGTTTCCGTTACACAGCCCGAGCTGTGCA
CCGTGTACTTGAGCATCGTTACCACGGAAACGCATGGCCTTCGATAAATCTGTCAACAAC
TCAGCTGCTCTCTTGGATCCTGAAGCGGATCAGCGAAGCTTCTGGGCCTTACCAAATGTT
CGAGGTGGTTGGAGATGTTATACTTCTTCAAGGCCCCCGGTGTGAATACGTGGAAGAGTT
TCTGCTGCAGGCCTTGCCACAGTTCTCCTCTCTTTCTGGACATCAAGTTTCCAGGCATGG
ATTTATAGTCCTGGTCATGCAGTACGGGAAGAAGAAGATAGATTATCTGGGACGTGGCAG
GGCAGAAACAGACTGGACTAAAGCTTGGAAATCTAACTTCCTGCACCCCGTCTTATATTA
TTATGACAGACTCCCCACTGAGGAAGAAATGAGTATGCGTCCTCATGGTTGGCCTTTACC
AAGACCCAGAGCAATTCATCACATGGTTGAGGACTTTCTGACTGAGTGGGATGGTCCTCT
ATCCCACATCCAGCCACTGAGACACTTCTTGGAGCACTGTGTCCAGACTGACCTCAGAGC
TTTTTATGCCGAGTCATGCTTCCGCGCTGCGCTCAC
>BJ000178 ID   BJ000178   standard; mRNA; EST; 536 BP.
CTAAAAAAGTGGTCGGTGAGTATACTTTTTATGTTTTCTTATGTTTACTGTTGCTGGGTT
TCAAATCCCAGACAGGACTATTATACCGTCCTTCGTGTTTGCTTACTTTCACTGGATTCC
AGAAAAATTTAGAACACATTTATTGATGTTAGTTTTTTTTTAAAATCATGAAGACATCTT
TGATTTCCTTCTTCTTAAGGTGTCCTGCAATCAAGGCTAGAAACAAAGAAAATAGGATAT
TTTTGAGATTCAGACACCTAAACTGTGGAACCCCACTTCTCTGCAGGTCCGTGTTGTGAT



GTGAACATCAGCTCTTGGCATCTGAAGTGGTAGAAACCCAGGAAGCAACCTCTCATATCT
GTGCTGTTCCTTACGGGTCCACAGGTGAAGCTTTCACTTTGAGCTACAGTCAAAAGTGAT
CATTAATGGGGGTGTAACATTTAAATAATGTATCCAACCAATTGATCTGCCTGAGCCAAG
ACGTTAATCAAATCAAACTACATCATTCTAAAATAATTTGAATAGGAAATAAATTG
>BJ000188 ID   BJ000188   standard; mRNA; EST; 543 BP.
AAGTCGTTATTTGGTTAATGGATGATACAGTTCAGCAGGAATTGAGAATTGAGTGAGTGA
GAATGAATACATCCTGCAAGGGAACTCCAAGATCGGACAAGACAATTTCCCGTGTTGCTA
ATTTCAATTTCAATTCACTTTTATTTAATTAGCTCAATGTCACAACACATTTCTCTCAAC
GGGCTTAACACCGTAAGTCATGAGTAACCAGGCATCAAACCATCCACCCCACCCCTGTGT
CAGAGTGCAAACCTGTGCTCTTTACTTTCTTATCCACAACCATGGAGATGCTTGAAGCCA
TTATGTAGGAAATAAGAAGGAATGGGAGGTAATTACACGGGTCCACATCCCCTCTGTCCT
TTTGACAGCATGTGGGCCCGGTTCCTCTGATTACTGATCAGTATCTTACACTAAGCTCAT
TAGCTTACTAAACAGGGCTTAACCAAACCTCTGCAGACTTTCGTGTTTGTGTCTGTGCGA
TGGCCGACATCCAAACGGAGCATGCGTTTGACCCAAGAGAACGATGTCTTCTACAATCCG
CTT
>BJ000189 ID   BJ000189   standard; mRNA; EST; 60 BP.
GATCCAAAANGCTCATACCANAGGGATGCATACAAAGCTGGNGGCTCTGNTNGTGCCATG
>BJ000195 ID   BJ000195   standard; mRNA; EST; 77 BP.
GGNCTGCAGGNAATTCGGCACGAGGCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTC
TCTCTCTCTCTCTCTCT
>BJ000199 ID   BJ000199   standard; mRNA; EST; 641 BP.
ACGAGGGTGGAGACAGNACATGTGCTGAGTGTGTGGATGTGGGAACTTGTCCAAGTTCCT
CACTGGAGCCTGATCAAGAGTTTAGATGCACTTATAAGCTGACGCCATGCCTGCAACAAA
GACAAAGTTTGGACTTTTGCTTTTTCTTACCCAGTGGGTGGTCTACTCTGAGGCTTGGTT
TTGGTCCTGGAGTGGTACTACGACAAGGCTTCCACAAACACTGGAATATGAGGGGTCGGG
CAGTCCAACTGGGAGTGGAGAACTCCCATCGGAGATCACTACAAAGGCAGAAGGAGATAT
GGTTCATGAAGGACACGGGACTCCAAACATTAAGCAGACTTGGGTTTTGACCACTGAGGA
TCCTCAAATGAGCACTGTAACACCTGCAACACTAAGAGAGACAGATGATGCATCAGAAAG
TGTCACTGCAAGGATTCCGCCACAAAGTACATCTGAAGACAATGGAGTCTCCCTTCTACA
ACTGATCGGGGATCCTCCACCGAGTGAAATCAGCCAAGTCTATGGACCGGACAACGCCAT
CGGCTACGTCTTCGGCCCAGATGCCAAAATGGGCCAGCTGGCTGTCGCTCACTTCCCTAC
GCCCTTCTACAGAGACTTCTCACTCAATTTCCACCTGAAAC
>BJ000211 ID   BJ000211   standard; mRNA; EST; 215 BP.
ACGAGGGCCTGGNATTCCTCGGTCTGTCATCAATCCAGTCTGCTCAGGAACAGCATCAAG
AATACCCCCCCTCTCTCTCTCTGTCAGAGTGGGAGGGGGGCTTAAATGGGGGGTGCTTAC
AGTGTTGGGGGGGGGTCGTTGTTTCAAGCCAAGTTGAGGAATGACGTGGTCTGTGTTTGT
GTTTTTGTTTGTTTATTTTTTGGGGGGGGGGNCCG
>BJ000216 ID   BJ000216   standard; mRNA; EST; 296 BP.
GCTGAAAGCACCTTNGTCTTTGAATTCAGCTCACCTGACGCTCTCTCCAGCTTCGAGCAG
GCCTTCGAGGACGCCAAGAAGAAGCTGGCTATGAATAAGGACCAGTGGGACCCGGAGTTC
CTGAAGGCCATCCCCATCATGAAGACCCGCAGTGGAATGCAGTTTTCCTGCGCCTCTCCC
AGCCACAGNTGCCCCGATAGCGGCTGTGAGGTGTGGGTGTGCAACAGCGACGGCTACGTG
GGGCAGGTCTGCTTGTTGAATATCAAAGACGAGCCCACGGTGGAGGCCTGCATNGC
>BJ000219 ID   BJ000219   standard; mRNA; EST; 479 BP.
TGCAGGNAATTCGGCACGAGGTACAGCCGGAACCTTTTTACGGCAACGTTGAGACCTGCG
GAGGGTTCCTGCTTCAATGCCAACTAATCTTCCAACAGGCCCCCAGGTATTATCAGGCCG
ATCACAGCCGCATATCTCTGATTGTTAATTCACTCCGCAGCAAGGCGCTTCAGTGGGCTC
AGGCTTTCCTAGCCACCCATCCCATCACACACCTACCTTTCGACCGCTTCATTGGGGAAT
TCCGTCTAGTGTTTGACCAACCCAGAAAGCAGGAAGAAGCCACCCGGCGGTTACTGAGTC
TCAAACAAGGTAACCGCCCGGTAAGTGACCATCTAATCGACTTCCGCATTCTGGCGGTTG
AAGCAGGTTGGCCGGATCCCGCACTCAAAGGCATCTATTATCAATCGTTGAACGATCGCA
TTAAAAACCACCTATGTTCACAGCCAGAAGCGGTCACCTTTGAAGACCTTGTCGCCGCC
>BJ000221 ID   BJ000221   standard; mRNA; EST; 57 BP.
AATTAACGCTGCGCTTNNCGGCANAAACGTTATATTATAATAGCTTTAAAAAAAAAA
>BJ000233 ID   BJ000233   standard; mRNA; EST; 79 BP.
TGGAGAACGGGCTGAGGCGTGCTGACCCAGGAGACGCTACTGTTNACACCGGCTGGGCAG
GCATCGCTCTGCTCTACCT
>BJ000238 ID   BJ000238   standard; mRNA; EST; 254 BP.
TAGGTCGTTTAAGCTATCATGTTCGGGAAAAAGATNTTCAACGATTTTTTAGCGGATNCG
GTAAATTACTGGAAGTCGATNTGAAAAATGGCTATGGCTTCGTTGNGTTCGNGGATAACA
GGGNTGCTGNCGATGCTGGGNNCGAGCTGAACGGGAAGGAGCTNTNTGGGGAGCGGGTGA
TTGNCGANCATGCCCGGGGNCCGCGGNGAGACCGAAACGGCTNCGGNGGGGGTTCCTCCT
GGGGNGGGGGGCNC
>BJ000241 ID   BJ000241   standard; mRNA; EST; 225 BP.



AGCGATTGTTCCACGTGGTCCCGCCCAGTGTTGGTGTGTGAACAGCAGCCTGTGCTCCAT
GATCAGCAGCTGGAGGCAGATCTTTCGGGTAACGGCTGCAGCCATGACTGGGCCCAGACC
TGTTGTGCTGAGCGGACCCTCCGGTGCAGGGAAAAGCACCCTCCTGAAGATGCTCATGAG
AGAATTTGAAGGACTGTTTGGCTTTTCAGTTTCACATACCACGAG
>BJ000242 ID   BJ000242   standard; mRNA; EST; 34 BP.
ACTCCATGATACCTTCCCTGAGGTCTTCCCAAAC
>BJ000247 ID   BJ000247   standard; mRNA; EST; 631 BP.
ACGAGGGAGCTCCGTTAGGGGTAGTTATTACCCAAAAGTTTTATGGAAATCTTATCTCAT
TGAATTGTACGGAGCCTTATGCCAAACAAAAAGGACATGAATGCCAACTTTAAGAATGTG
AACGCCTTAAAGAATGTGAATGCCAAAACTAAAAGAATTTTAAAATAAATCATTTTAATG
CATGAGTTGTCTGACTGAAAGAAATATTGGCAAAAAGCATACATAAAAACGGTTTCGAAT
ACGAGATGAGATAGCTTTTTGTGCTTCCTTTTCTTACACATGTAACTGTAACACAAGATT
TTCCTTAATGGTACCAATGAAGGAACAACTATTTAGCTAAAGATAGAAAACTCTATCTTG
CTTTCTCCAAAATGAATACTTTCTATTTTTTTTTGTTTGTTTGTTTGTTTTATTATTGTT
ATTATTATTATTATTATTTTTAAATGGCTCTTTAATCCCTGTTTGACAACCTTACGTTCC
GAAAAAGGCGCCTAATAAATAGTTGTTGTTGTTGTTGTTGTTGTTGTTCTTGTTGTTTTT
TTTTGTTGTTTTTGTAGTTGTAGCTGTAGTTGTAGTTGTTGTTGTTGTTGTTGTTGATAA
TAATTTTAAAAAATAACAAACGACAAAACGA
>BJ000249 ID   BJ000249   standard; mRNA; EST; 36 BP.
AANTNAGGCATCCGATCGCAGCGAGTATTCAAACNC
>BJ000251 ID   BJ000251   standard; mRNA; EST; 638 BP.
ACTTTTGAGGGCAGCGGGCCCGAGGCAGCGCAGAACTTCCTGTGTCACCATGGCGACACC
AGCAAGCCCAGGTTTGACCACCTGGTGGCGATAGAGCGCAGCGGGAGAGCAGAAGATGGA
AACTATTACAACATGAGAGGAATCAACATCAAACATCTGGTGGATCCCATTGATGATCTG
TTCATTGCTGCCAGGACGATCTCAGGTGTTTCAACCACAGGGGATGGAGGCAACGAGCTG
GGGATGGGCAAAGTGAAGCAGCAGGTGAAGAGCCTGATGCCCATGGGGGAGGTGGTGGCC
TGTGACGTTCCTGCTGATTTTGCCATCACTGCAGGTGTTTCAAATTGGGGGGGTTACGCG
GTGGCCTGCGGGCTGTACTTGCTGCACACCTGTCCATCTCACCGCCGTTACCTGAGGAAA
GGTCTGGGACAGGAAGCTGCCCCCACCAGTGAGCAGTTGCAGGACTGGAGCTCCTGCCTG
CCATCTGTGGAGAAGGAGGAGACCTTCCTGTCCACTTTGGTGCGTTTGGGAATACGAAGT
GGGAAAACGGGGAACCTGGGCATGGAGGTGGACGGCCTGACCTTTCACCCCACTCACTCC
AGTCTCATCAGCAGGCTGCTGGAGGCCACGCTGGGCTC
>BJ000259 ID   BJ000259   standard; mRNA; EST; 49 BP.
CGGCACGAGGNCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCT
>BJ000265 ID   BJ000265   standard; mRNA; EST; 537 BP.
GACGGAGCTGGGTGATGCCCTGCAGAACTTAACACAGGTCTCCACAGAGCTGAGCCTGCA
GCAGAAGCTGCGTGACGATGCTCACCTGAGGGTGGAGGAGTTGGAGGAGACTCTGCTGGA
TAAGGACCAAGAACTACAGAGACTGCAATCTCTTGTCAGCAAGCTGCAAGGAGAGGTCTC
TGGGAAGCTGATTGATAAGGAGAGGACGCTGGAGGAGGAGATTCAGCTGAGAGAAAGGCT
GCAGCTGATGTGCAAACAGGCTGAGAGGACGGTGGAAGACCTCACGATGGAGCTGCAGAG
CACAAACCAGGCCAAAGAGGACCTGGCAAAGCAGCTCAAACAGACTCAGGAAAAGATGCT
TGACCTGGAGAGTGACCTGGAGGAGCTGCAGGAGAGCGAGCATAGGTGGGCTGCCAAACA
CAAGAGGACCATCGAGCAGACTGAGCTGCTACAACAGAAGCTGATTCAGCAGAAAGAGCT
GAATGAGGAGCTGGAGGCTGANAAAGCCTNCATGGAGAGACAGNTTGCNTGAGCTGC
>BJ000266 ID   BJ000266   standard; mRNA; EST; 373 BP.
CGAGCGCGCGGTACGCAGCAGCAAACGGGCTGCTTTTCATCAGCTGCATCGATCCCTCCT
ATTAACAAAGCTGATCATTTGGACTTCGGAGCAGAAACTGCGTCTCTCTCGCATCCTCGT
CCGAACTGCGGATGCTGACAGACACATCCAGTGAGCTGCAGCAGTCTTGCGTCAAGGATC
CAGCGCACCACACAGGCTGGAAGTGACCAGATGTTGGTTGGACCGGCCTTTTGCAAAATC
ATTCTGGAGTTGTGCTGGAAGAAAACCCAACTGATCCTCATGATCCCTCCTTCCAACTAA
ACGTCCTTCTCTCTTATAGCTCACTGGATCTGAGAGAGCAAACATGGCACTGAACTTNCA
GCTTTGGTTTCCT
>BJ000271 ID   BJ000271   standard; mRNA; EST; 615 BP.
ACGAGGGCAGGTCTGCTAGNGGAGGAGCCGAGGCCTCGGTGCTGCAGGACGGTGGGGAAC
GGACCGCCGCCGGCGCTCCTTCATCCTTCAAAACAGACCTCAAGGCAAAAACTCCCAAAT
CCAAATCTTTGACTTCCAACAGGAAAAGCTGGAAATTCCATTTCCTGGAAGCTGAAGAGG
AAGATTGGAGGAAGACCAAAGGGAATTATTGGTCCACCTGACAGGAAGTTCATTTAAGCA
AAGACTTTTATTGTCTTAAGATGCCCAGTTCAAGATTAAAGCTAAAGTGTTTTACCAAAA
TAAAAGTCTGGGTCAAAAAACGTCACGTTGGCAAAAAAAGACTTCTAAAAAATCATTTAA
ATCAATCAATGTAAACATAAAATATTAATATCCATTTCAGCCAAAGAATCAGATTTTTCT
GAGGGAAGATTGATAAAATACAAACGTTGAAGCATTTATCTGAAGTGGGATCGGTTGAGT
TTTGAGGTCACATGATCTTTTCTTGGCTTCCTAAAGTTCTTCAGAAACATCTCTTACTTT
GAAGGATTTCTTTTTATCTTTAATGAGGATAAAACCAAAAGTTGCCTCTAAAACAGTCTT
TAGGCTTATCTTTTA



>BJ000273 ID   BJ000273   standard; mRNA; EST; 34 BP.
CCTGGCAGTCATCACTGGCTGCAATGCCCGTGCT
>BJ000279 ID   BJ000279   standard; mRNA; EST; 198 BP.
AAGCTATACTGGGTAAAAGTTCAGAAAAGACCTAATCTAAATAGCAGGAGCGAAGACTTC
GGCTCAATAAAGCCGCAGCTGAAGACAAGCGCCAACAGGAGAGGACGCAGGGAGTCCACA
TTCCAGCAGGGAATGCGCCTTTGCNNNCGNAGTGCGCCTGAATGACGGACTGAAAACTGT
GGACTACAGTTCCCTNAT
>BJ000288 ID   BJ000288   standard; mRNA; EST; 36 BP.
ACGAGGCTAGTCTCGAGTTTTTTTTTTTTTTTTTNG
>BJ000289 ID   BJ000289   standard; mRNA; EST; 637 BP.
GGGGCGTTCCCGCCAACACAGCAGGCGTCGGAGTAACACCATGAGCGAGCTCCTGGGGCT
CTGCTCAGGAAAATTCTCCAGTCCTGGTGAGTCTGCGATGGATCCAAACACCAGACCGGA
GATCCGTCCAGCTGCTTTCACTCCAGAGGTGAAAGCATCAGAGGTGAAGATGCAGGAGGA
AGAGCAGGAGGAAGAGGAGGACTGCGAGTTCCACCTTCTATCAGACATCGACAGCGCTCA
GGAGGAAGAGGACAGAGAAGAAGACAAGGAGGAAGAGGACGGAGACTCAAGCGACGCAGA
GAACAACGAGGTGGAAGAGGAGGAGCTGCAGGGTTTGTTTGCTCCTCTGCGTGTCAAGAG
GAGGAAGAAGAAGAAAATGACTTTGATGGACTACGTGGAGTCGGAGGCGGAGCTTTCGGG
GAGCGACGTTGGTAGCGAAGACGAGGACGACGAGCGAGGAAGCGAGTATGAGGAGGAGGA
GTCCCTGGAGGAGCTGCCGTCTGACGAAGAGCTGCAGGACCAAGTCAACAAGATCCACAT
GAAGCAGGTTCTGGATGATGACAAGCGCCGCCTCAGGCTCTACCAGGAGCGGTACCTGGC
TGATGGGGACCTGCACTCTGACGGGCCGGGTCGGGCC
>BJ000299 ID   BJ000299   standard; mRNA; EST; 101 BP.
TGGGATTTTATTGTTCCTGTGTGCGTAGGTGACCTGGTTAAGACTGGGGGTATNAACCAG
TATGNCGTTCAAGATGNGGTCTCCCCCAAACAATNGCCGCT
>BJ000303 ID   BJ000303   standard; mRNA; EST; 521 BP.
GNATTCCTTTCTGTGATGGACACCAGCTGCGCTTCTTCTGAAGATGTCCTCCTCCAGCGA
CCTTGGATCCCGATCTGTATAGACGGATGCCAGTTTCTGTCCAAAAGCTGGTTCGGCGAA
GCGTCCTACCGTGTCCTGCTGACGGACATGCGCTGCGTGTGGGAGGAGACGATGGACGCG
GCGGCCACCCAGAGCCGAGCACAGGAGCTGAACCGGCGTCTGCGAGCGTCGGTCACGGCT
TTTTTCTCCCACCTGTGCGAGGTGGCGCAACCCTGTCTGTTGGGAGGCAACGGCAAAGCT
GATGGAGGGGCTAAGATCACCGTGACCCAACTGGCGGCAGACGGCCTCATCATGAGGCTG
AAAAGTGAGCTAGCCGGGCTTCCGTTTCACTGGGAGTTCCACTGCAGTCCAGCTCCTGTC
TCTTTGGTGTGTGTGCAGCTGGTGCGCCCCCTGCTGGGCATGAGCCGNCTCTTGCAGTTG
CAGGTGGATCANCTNGGACGTNTGCTGGNGAGGAAAGACNC
>BJ000305 ID   BJ000305   standard; mRNA; EST; 557 BP.
AAACACTAGTGCTGCGAGGTGATACCATTTTTTTTTTCTAACTTCAGGGTTTGTGCACTT
GTGCAAGCGAATGTGATTGCGTATGTGTGTGAGTCACACCACAGAAACCGACTACAGATG
GGGTGCTTTCTTTTGCACAATAAAAGCCAGCTTTACTAAGTACTTGATCCCTCTTCCTAC
AGATGGTACTCTAGTCATTTTCAAAATGGTACGCAAAGACCATATCTTAAACAAAACAAA
GTTGNGTTTGTTTGTTTTCAAAGCCCTGTGTCAGTTATGGATCAAGCTGTCATGGCTAAC
ATTTGAAGGACTCTGAGATGGGTAGAGCTTCTCAGCAAAGCTGGTTTGTCCTTTGNGCTC
ACATGAAAACGTCCCCCATCACTGTAGTCTCATCTGTAGCATGTTCAGGTAGCACTAGTA
CTGTAGCATCTATAGCCTCCTCCTCCGTGTAAAGCTTGTTGATGTCACGTCTCAGTTACA
GTCTGTAGTGTCGATGAAAAGTGCAACCTGTTACTAATATAGCACATACGTTTCAGTTGT
CTTTGTAACAAATCCAA
>BJ000309 ID   BJ000309   standard; mRNA; EST; 514 BP.
AGGCTGCTCCGGACAGAAGAAGCTAGCAGCGGTGACGGTGAGCAGGGCCGTCGGTCCTCC
AGAAAAAACATATAGAAGCCTTGATTATATAAACGACAGAGGAAGATGAGAGTGGCTGTC
GCTGCAGCAGTCCTGCTCTTTGCCTTTATAAACGACGTTTCAGCGTCTTCAGAGTGCGGC
CATCATTTCCTGTCATCAGTGATTGACCCGCAGAAAGCTGAGCGGAGCCAAAAGCATCAC
CTGGAGGCGCTGTTCCAGAGGTATGGGGAAAACGGCACCATCTCTCTGGCCGGGTTGCAT
CGCCTCCTGAAGAGCGTTGGGCTCGACCGCATCAGGACCATCACGGTGCAACATCGCGAG
CTCCCGGGCCACCACGACCACGAAAAGCACCACCACCATCACCATGACAACGAGGGAAAC
TCTCACGAGGAGCACGATCATGAGGGCCATCGGCATCCCAACAAGTCCACAGAAGCGTCT
GGCATCAAACCCACGGAGGCTGCAGGCACAGCCA
>BJ000315 ID   BJ000315   standard; mRNA; EST; 364 BP.
AGCCACAGGTTCCAGCGAGTACCCCCCCCTTCGACGACACCGACCAGCTGAAGGCGTTTC
GGGTGCCGCCTCACGGCTCCATCTTGAGCCCTGGACAGGATATCATCTTATACTGTAAGT
TTAATAAAGAGACACTACAGTATAGATGATGTACTATCCAGGGTTTCATTCCACCTCTGC
TGAGTCAAACCGCCTCCGCTGGACCAACACAGAGCGGGGCCGTCAAACCGTTACCATTAC
TGAGTTTAGTAATGGTAAGGGTTCCACGGCCTTTGCTCAAAGGCATCGGAACCAGCAGGA
AGAAGTCACTAAAATGTGTGTTTTTGTGTTTTTAAATAAAGTTTCTGGACTCTCAAAAAA
AAAA
>BJ000325 ID   BJ000325   standard; mRNA; EST; 137 BP.



ACGCCAAGGAATATTCATGCAGAGACCATCTCAAGCTCTGCCATCTTACTGGCCTGGGAA
AGACCTCTTTACAATGCAGACAAAGTCATTGCCTATTTTTTTTTTTATATGAAGGCTGAA
GGTCTGAACAATGAAGA
>BJ000331 ID   BJ000331   standard; mRNA; EST; 582 BP.
GTGGTGCGGNATGACCCAGCAGCAGGAGAACCTCAAGTTCTTGTCCCACTTCAAGNAGGA
AGTTCATCATCCACAAAGGGAAGAGGAAGCAGGACAATGACAGCGTCCAGCCTTCCCTCT
ACCACATCCGCACCAACGGCAGCGCGCTCTGCACCAGGACCATCCAGATCGGGACGGATT
CTGGCAACCTCAACTCAGAGTTCTGCTTCATCCTGAAGGTCCCGTTCGAGAGCACGGACA
ACCAGGGCATCGTCTACACGTGGGTGGGCAGAGCTGCCGACCCGGACGAGGCCAAACTGG
CCGAGGACATCATGAACAGCATGTTTGACGAGACCTACAGCAAACAGGTGATTAACGAGG
GGGAGGAGCCAGAAAACTTTTTCTGGGTCGGGATTGGTTCTCAGAAGCCGTACGACGAAG
ACGCAGAGTACATGAAGCACGCCAGACTCTTCAGGTGCTCCAATGAGAAGGGTTACTTCT
CTGTGTCGGAGAAATGCTCCGACTTCTGTCAGGACGACCTGGCCGACGATGACATCATGC
TGCTGGATAACGGCAAAGAGGTGTACATGTGGGTGGGCACGC
>BJ000339 ID   BJ000339   standard; mRNA; EST; 565 BP.
TCCCCACCTGGCCCTGCATCAGCTGCAGCTGCTGCACCGGCTCCCCCTGGAGGCGGTGCA
GAGCCTGCAGGCGCAGCTGTGTGCCTGTCTGCACGCCGTGGAGCAGGTGGTGTACAGGAA
GCAGAGGAGGTGCTGCGTGACCTGTGGGGAGCAGGGCTCGCTGACGCTCCCCTGTGGCCA
CGGCCTGCAGTGCGAGAGCTGCTCCGCCTCCACGGAGTGCCCCCTCTGCCCCGAGCAGAC
CCCGGAGCCGCTGTCCTGACCCCGGGACCGGTCCGTCCTGATTCCACACAGACCAGCCGG
CGTGGCGACGCAGCGCCGATCCGGACGCCCATGGCGGCAGCTCGAAGCAGGGAGGCGGAA
AATGCGGGCGGCGAGGCGGCAACGCTTCTGTCTTTGACCACAAACACTGTTGAGAGCTGG
AGCAGACCAGCTGTCACTTCTGCTGGGGGAGACGGGATGATCGGACACTAAACAGCAGAA
CCTTTGCAGAACCTTCGACCTGCCTGAAGCTGCTGCTTCACGTTCCAGATTCAGATCAAG
CAATACGGAGCCTGAAGGTTCTGGA
>BJ000355 ID   BJ000355   standard; mRNA; EST; 288 BP.
TTGTCAAGCACCCTCACTGGCAAGTACCATCACCCTTGAAGTTGAACCCAGTGACACCAT
TGAGAACGTGAAGGCCAAAATCCAGGACAAGGAAGGCATTCCCCCTGACCAGCAGAGGCT
GATCTTTGCTGGCAAGCAGCTTGAANATGGCCGCACCCTCTCCGATTACGGGGGGGGGAA
AGAATNCNTTTTTNACCTTGTCCTGCGCCTGAGGGGTGGCATGCAGATCTNTGTCAAGAC
CCTCACTGNCAAGACCATCACCCTCNNGGNTNAACCCAGNNNCACCAT
>BJ000356 ID   BJ000356   standard; mRNA; EST; 34 BP.
GGCGACAGAGGAGGAGATCAAGGCTCTTTTTGAG
>BJ000375 ID   BJ000375   standard; mRNA; EST; 625 BP.
ACGAGGCAACAACCTGGNNGTGCAAAGTGTCTGATTTCGGCCTGTCCCGAGTGCTGGAAG
ATGATCCTGAGGGGACATATACCACAAGTGGAGGTAAAATTCCCATTCGCTGGACGGCTC
CAGAGGCAATAGCCTACAGGAAGTTTACTTCAGCAAGTGATGTTTGGAGTTTTGGCATCG
TCATGTGGGAAGTCATGGCGTTTGGAGAAAGACCCTACTGGGATATGAGTAACCACGAGG
TGATGAAGGCTATCAATGAGGCTTTCAGGCTGCCTGCACCCATGGACTGCCCTTCAACTG
TCTACCAGTTGATGCTGCAGTGCTGGCTGCAGGATCGGTCAAAGAGGCCGCGCTTCGGAG
ACATCGTAAGCCTGCTGGACAAGTTGGTGCGCAGCCCCGACTCCCTGAAGACCATTGCAG
ACTTTGATCCACGCATTTCAATCCGTCTGCCAAGCACCAGCGGCTCGGACGGTTCTCCCT
TCAGGTCCGTGTCCGAATGGCTGGAGTCCATTAAAATGAACCAGTACATTGACAACTTCA
CATCTGCTGGGATACTCACCATGGACCAGGTCTTGCAGATGAAGAATGAGGACGTCAAGA
ACATTTGGCGTGAGGCTCCCCGGCC
>BJ000380 ID   BJ000380   standard; mRNA; EST; 255 BP.
AAACAGCAAAGATGGGATTTTTCCTTCTGGCTCAAAAAACCTCCTCCTCTGATGGGTTTG
AACGAGCCTGCCCCCCCCCGTAAGATTTATGAACAAATTTGACAGAAAGGATACCCCCCT
TCCCCCAACACCCCCACCACCAGCCCGGGGCAGTTCCACCTCCTATACCTACACCCTCCC
CTCTCCCAGGTGCATGCAGCCCTGCAGCCATTCCTGTCCCAATGTGTGTGTGTGTGGGGG
GGCTTTATTGTTGTC
>BJ000382 ID   BJ000382   standard; mRNA; EST; 48 BP.
CAGCANACTCAACATGTNAACATGATATCCGGCTCTGNCAGCGGCGNC
>BJ000390 ID   BJ000390   standard; mRNA; EST; 546 BP.
GCAGCATCCTGGTCTACATCAGTTCCCGGACCCAGGACTCTCTGGCTGTGGTGCTCAGAC
AGAACGGCACTCTTCAGATCCGCTACAGTCTTGGGGGGCTAATGGAGCCGTTCACCATCG
ACATTGATCGGCGTAACATGGCCAACGGTCAGCCGCACTCCGTCAACATCACTCGCAGCT
TCAGGGAGATTCGACTGCAGCTCGACCACTACCCGCTGTCCACCTACACGCTGCCTGAGA
CGTCTGATGTCCGCTTCAACTTGGTCAAAAGCATTTTCCTGGGAAAAGTCTTTGAAACAG
GACAGATCGACCCCGTCCTCATCGAGCGTTACAACACGCCGGGCTTTGTGGGCTGCCTGT
CCAGAGTCCAGTTCAACAGCGTGGCGCCGCTCAAAGCTGCCCTGCGCTCAGGCATGACGG
CGCCCGTCAGCACTCACGGAATACTGGTCCCATCTAACTGTGGAGCCTCACCCTTAACTA
TTCCACCAATGAGCTCCGCCCACGACCCCTGGCACTCTGAAACTGCCGGATCTGTGTTCC
CCTTCA



>BJ000404 ID   BJ000404   standard; mRNA; EST; 652 BP.
CACGAGGGGAGAGTCGACGTGCACACACACAAACGGGTGGAGGGTGGAGAGCGGAGGGAG
GAGGCAGGGACAGGCAGGAGCTCAGGCCCTCTCTGGGCGGAATGTAGCGGCGGCGGCGGA
TCCCTTTAGCCGGACCAGAGAGAGCAGAGAGACGCGCTGTGGACGAGGAATAAAAGCTCC
GTGATTTCACCTGGAGGATGAGACGAGCGGCGTCCGTTTGAGGAAACTTCAAAGCACGCC
GTCGTTGCGTTTGATTGACGCCGATTTTTTTTTAAATTTATTTTATTATTTTTTTGTTGC
GAAGAAGATGGCGAACGATTCTCCGGCGAAAAGTCTGGTGGATATAGACCTGGCATCCCT
GAGGGATCCAGCTGGGATTTTCGAGTTGGTGGAAGTGGTCGGGAATGGCACCTATGGGCA
AGTCTACAAGGGTCGACATGTTAAGACGGGACAACTGGCAGCCATCAAGGTCATGGACGT
CACAGAGGATGAAGAGGAAGAAATAAAGCTGGAAATCAACATGCTGAAGAAATACTCTCA
CCACAGAAACATAGCTACATACTATGGAGCCTTCATTAAGAAAAGTCCACCAGGTCATGA
TGATCAACTCTGGCTGGTGATGGAGTTCTGTGGTGCTGGTTCCATCACAGAT
>BJ000411 ID   BJ000411   standard; mRNA; EST; 53 BP.
CGGCACGAGGCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCNC
>BJ000414 ID   BJ000414   standard; mRNA; EST; 39 BP.
TTTTTTTTTNCCCCCCCCCCCCNNNGGGGGGGGGGGGGG
>BJ000426 ID   BJ000426   standard; mRNA; EST; 32 BP.
TTTTTTTTTNAANNNTTTTTTTTTNAAAAAAA
>BJ000428 ID   BJ000428   standard; mRNA; EST; 636 BP.
GGNCTGCAGGNAATTCGGCACGAGGCCTCGTGCCGACCCCCCGGTGCCAGCGGCTACACC
CCCAAAGCGTTTCATGTGGAGGACACGCCCGTCTGCTTCTCCAGGAACTCGTCGCTCAGC
TCTCTCAGCATCGACTCGGAGGACGACTTGCTGCAGGAATGCATCAGCTCCGCCATGCCC
AAGAAGAAGAAGAAGGCGGCGGCGGCCACGCCTCCTGCTGCTGCAGCGGTCGCGCCGCTT
ACAGCTAGCGATTGTGTTCTGGTTGAGGAGGAGCCGTCCGAGTCGCAGCACAGCCCCACC
TCCCCTGACTCAGAGTCATTTGATTGGAAGGCCATTCAAGAAGGCGCCAATTCCATCGTC
AGCAGCCTGAATGCCGCCGCCGCATCTTCATCCCTCTCCCGTCAGCCATCTTCAGACTCG
GACTCGGTCCTGTCTCTGAAGTCTGTTGGGTCACCCTTTCACCTTCCAACGGCCAGCAAC
AATATGGAGGAAGAGGAGCGGGGGACGGACGAACCTACCTGTGGCCCCAGAATCCTGAAG
GCGGGAGAGCACGGCACGCTGGACGCCAAGAAGAAGGAGGAGGAGGGGCCAAAGGCCCTG
AGGGGCGGGAAGAAGGTGTACAGGAGTCTGATCACG
>BJ000430 ID   BJ000430   standard; mRNA; EST; 631 BP.
TCGGCACGAGGGTCCGCCCGAGNAAACCTTTCTCGGAAAATCGGAGACGTTTCACGGTTA
GTAGGATCGAAAAGTGATTTCTGCCCAAACATCGAGTCTTTCTTCAGGTAAAACAGGTCC
ATTTTTCTTCATTTACTACTTTTTTTTTAAATCCCACCACTCTAGTTGTGTTTACAGGAT
GGATTGGAATGTGTTCCTTCCGGGAATGTTTTCTCGTCGCTGCTTGTTAACTGCATCTAT
TCAGAATTGTAATTTTTTGTTCTTAAGAACTAAGCTTGACCTGCGTGTTTTTTTAATCAG
TTCTTAATGATCCAAATGCATAAAAAACTATGGCCACGTCAGGCTCCTCTTAAGAAAAAA
TAGTTTCTCCCTCCCTGGCCTGAAGTTTTTTTGGCCGCGCACATCTATTCTGAAAATCAC
AGCTTCCATGTGTAGGAGCTGCTTTCAAACTAAGAGTCCCTCATTTTAACTTTTATTTTT
AGAAGTAAGTAAATCAAGTTATTTTTTAACGAGTTACATTTATTTGTGTAACTTATTAAT
TTTAAACATATAAAATAAATAAAAAAACGCCCCTCTCACCCGTCCGCGGGTGATTTCCCA
CCCAAGCTCGGGTCCTCTCAGTAAAGCTTAG
>BJ000432 ID   BJ000432   standard; mRNA; EST; 655 BP.
ACGAGGAAAAGCTCTAGNANCAAGNAAAGACTGGAGCAAGAGNAGGAAGGAAAAAGAAAG
AGTTGAAAGAGAGAAAGCACTTGAGCTTGAGAGAATAGAGAGGGAAAAACGAGAAAATGA
AGAAAAAGAGAGGCTTGAAAGAGAGCGAGCTTTAGAGCAGGAAAGAATTGAGAGGGAAGA
ACGAGAGAAAAAGGAGAAGGAGGCAGCTCTAGAACAGGAGAGGTTGGAGAGGGAAAGGGC
TGAAAAAGAAAGGCAAGAACAGTTGGAGAAGGAGAAGGCTCTAGAGCAGGAGAGACTTGA
GAAGGAAAGAGCTTTGGAGCTGGAAAGACAGAAAAAGGAGAAAGCTTTGGAAGAAGAAAG
AGAAAGGGCTCTGGAACGGGAAAGACTGGAGAATGAGGAGGCCATGAAGAAGGAAAAGGA
GGAGAAAGCAAAGCTTATTAGCACAGAAAAGGAGAGTGAGACCTGCCTTTCTCCATCCAA
ACCCAAACCTGGTCCCGGGATTGGTCTGACTTCCCTGCCCGATCCTTCACTCCTGTCTAC
AGGAACAGCTAGAAACCTGCCGACAGAAGCAGGAGAGCGTGGAGATGTTGGTGCTCCGGT
GACGACGAGTGAAGCTCAGGCAGCAAAGACTGAAGTAACCGTGTCCCCGCATAAG
>BJ000439 ID   BJ000439   standard; mRNA; EST; 670 BP.
TCGGCACGAGGGAAACGTGTCATTCACAAGGNACATCAAGCCAGAAAACATCTTAGTGGA
TAAGGATTTTCACATCAAGATTGCAGACCTCGGCCTGGCCACCTGCCAAACATGGAGCAA
ACTCACAAAGGAGGAATCTCGCAGGAAAAGCCGTAGTGGACAGACATCCGGGGCTAGAGG
TGCCGGCACGCTAAGCTACATGGCCCCGGAGCACCTGAGGAGCATCCACACCCCCTCCAC
TGAGAAGTCCGACGTTTACAGTTTTGGAATCGTAGTCTGGGTCATTCTAACGGGGGAGGA
GCCATACGCCAACGCGAGGAGTGAAGACCAAATAAGCCGGTGTGTTCGTGACGGAGACCG
ACCGGCAGAGGACCTCATTCCTGAAGACACACCTTCAGAGGTGGTTCAGCTTATGAAGCG
GTGCTGGAGCGACAATCCAGAGGAGCGACCTTCATTTAAAGAAGCCTACGACATTTTCTG
TCCTTTTTATGCCAAAAATCTGGAACCCCATATAGAGAACGATTTACAGGATCTGAAGGA



AAACTATGAGGGCCCAATGACACTTGTTGAGAAGATGAAATTACTGTCTGTGAGACATGA
CAGCTTTTTGACAAACGAGCAAGATTCCCCTGCTCCTTTGGTGAGTTCAGATACAAATGT
TTCGGTACCA
>BJ000444 ID   BJ000444   standard; mRNA; EST; 45 BP.
TCGGCACGAGGAGNAGAACTAGTCTCGCGTTTTTTTTTTTTTTTT
>BJ000450 ID   BJ000450   standard; mRNA; EST; 550 BP.
GCACGAGGGTAGCACCACCGGCTCCGTCTCTTTGTCCGCCTCCTCCTCGCCGAAGTAACA
TCCATCGAAACACCATGGCCAATGTTGTGGATACGAAACTGTACGACATTCTGGGAGTGT
CTCCGTCCGCAACGGAAAATGAGCTAAAGAAGGCCTACAGAAAACTGGCAAAAGAATACC
ACCCTGACAAGAACCCAAATGCAGGAGACAAGTTTAAAGAAATAAGCTTCGCCTATGAAG
TTCTGTCAAACCCGGAGAAGAAGGAGCTCTACGATCGCTATGGCGAACAGGGCCTACGGG
AAGGAGGTGGGGGTGGCCCGGGCATGGACGACATCTTCTCCCACATTTTCGGTGGCGGCC
TCTTCGGCTTCATGGGCGGCCAAGGAAATCGCTCGAGAAACGGGGGGCGGCGGAGAGGAG
AGGACATGGTCCATCCGCTGAAGGTTTCATTAGAGGACCTTTACAACGGAAAAACAACCA
AACTCCAACTTAGCAAGAATGTTTTGTGTAGCTCTTGTAATGGACAAGGAGGCAAGACGG
GCGCCGTGCA
>BJ000463 ID   BJ000463   standard; mRNA; EST; 636 BP.
GGAAAAAGGAACCGAAATTGTCAGTAAGCAATAATTGCTCCTAGTCGGTCTGAGTCATTG
TTTTTATGGCAACCACTGTCGCCAATCAGGAGTGACCTTGTTGGAATGCCACACCCCTAC
CAGGTTCGATTCCTGCATTGCCCGGCCATATGTTGAAGTGTTCTTGGGCAAGACACTGAA
CCCCACCGTGCCTCTGTTGGTCATAGGTTGGCTCCTGTTTTCCAGCAGAGTCACCCATCA
GTGTGTTTCTGGGTGGATGGGACTGTAAAACGCTTTGGTCCTTTGATGAAGGTAGAAAAA
AGTTGTACAAGTATACGTCATTTACCATTTTACTTTTATTGAGGCATCTGATTGGTTCGT
TTATAACTTGAGGATTATTGAACTTATTATTGAACTGTAACTTTATTTTGTGTTCTAACA
TGTAAATTTGTTAAGCTTTCTGATCACTCAGCTCACAATTTGTTGACTTGTGAGTCACTG
CTGCCCCCTGCTGATGGATGGATGGATGGATGGATGATGGATCTTTGTCATTCATACCTT
AAAATCAACCCATAGTAAAATCTTATGAATAGAAAATAATAAATAAATATTTAAAAGTGC
ATTATCCAGTAATTAAAAACAGGAAATTAAAATTTG
>BJ000467 ID   BJ000467   standard; mRNA; EST; 604 BP.
CGGCACGAGGCTCTTTCTGTCTGTGTCTGACTCTCTCTCTCTCACCCCCCCTCTCTGTCT
GTCTGTCTGACTCTCTCTCTGTCTGTCTGTCTCTTTCTCTCTTCCCCCCCTCTCTCTGTA
TCTATCTGTCTCTTTCTGTCTGTGTCTGACTCTCTCTCTCTCACCCCCCCTCTCTGTCTG
TCTGTCTCTCTCTCTCTCTGTCTGTCTCGCTCTCTGTCTGTCCATTCCATTTAAAAAAAT
GATTTGTGTGTTTTGTTTCTTTTTTTTGGTTTGTTTTGCAAGAACAAAAACAGAGTTGGT
TTTAACTCTGAACATGCATCATGGTAGACTAACCAGCAGAGGGAGCCACAGCCTTACTTC
AACTTTGTTCGNGGAGCATCTTCATGCTCTGACAGGGACTTGATCCTTTATGCAGAGACA
CAAGTTCTCCTGGTTCACTGCTTTTCTCCTCAGCTGAGAGGTCTTTCCTGTTTCATCGAT
TATCAATTATCTTATCTCTAAGTTCTGTGTTTTCTTTTTCTGTGCAACAGAAAACTCGCC
TTCCGATCCCGTCCCTCCCTCTGAAGACAGCGTTCCCAGTCTGAGCCAGTCCTCCCAGCC
TTCC
>BJ000480 ID   BJ000480   standard; mRNA; EST; 53 BP.
TCGGCACGAGGGAGAGAGAGAGAGAGAGAGAGAGAGNAGAGAGAGAGAGAGAG
>BJ000485 ID   BJ000485   standard; mRNA; EST; 610 BP.
CAAGTTCAAGGCTTAAAAACTGTAAATCTTCGTTTTATTTTTGTGTTTTTGTTTTAATAG
TAACTGGTGTTTTTTTATTTGGTAAATATTGATTGTTTGCGGTTAATAATGATGCCTTTG
TTAGCTCACCGCAACATTAGCGCCCAAGCGACCGCGTGGTTTAGTGATGACAGACCGATA
GTAGTGAGGGGAAAAGGCATAAATACATATTATCTAAATATGAGACTAGTAGATTCTCAA
AATACCTATATTTATCTGTTATTGTCTCTCGTGCTGCTTTTTGGTCATTTGAACTTCGGT
TAGCCCCCCTTACGTTTATGCTAAAAGGAAGCACGAGCTGACAAAATAGTTGTCTGGATT
TTACAAACATTTTTCAAACTAATAGTGGATTATTTTCGTAAAGTCTCGATGTTTATTCAA
ACCTTCATGATGAGCTGCATGTGAGTCCGTGTTTCACCTGAAGCAGATGATTATTCTTTC
ACTGCACTGATGGGTTTGATTCTCTAAAATAACTTCACGCTCATCTTTTTCAGTTATTTT
AATACATTTTAATTCAAAATTCTATTTCTCCCCCCCCTCTTCTAGGTCTCAAAGATCCTG
TTGGGGATTT
>BJ000495 ID   BJ000495   standard; mRNA; EST; 581 BP.
CACGAGGGCACGGNANCTCCGCGCTTGTCTGTGGCCTCAGNACAAAAGGGAAATACAATT
GAAGTTGAAGACGTTTGGGTGTTGAGAACAGAAAGACTTTCAATCCGGAACAAACAGGCT
CAACTTAAGATGTAAATATGGCAGTGGAGCGACGGCAAGCTAAACCTCTATCCCAGCAGA
GCCCACCACGAAGGGCTCCCTACAGCAAAGATCCTCGGCCTCGATCACGCTCCCCTGTGT
ACGGACGTGACGGACGCGAACCCCGGGACAGTCGAGATGCCAGGGACTCCGGTAGAGAGC
CAAGACCAAGTAGCCACTCTCGTGACCCGGATTACCGGTACCGCAGCTCTGAGAGCCGAG
ACAAAGACCTCAGGGCCGATCCACGGGATCCGGCCTACAGCAGGGAGGACTACGACCGAT
ACTACCGCAGTAGCAGTGCTGCGGAGGACTACTACAGGAGAAAGGACGACGCCTACAGGG
ATCCTTACGCGGATCCTTGGAATGGTCGCCGTGATCCAGGTGTAACCGATCGTGTTCGTC



CAGAAGAGCGTCGGCGTAATGAACTGTACCGGCAGTACTAC
>BJ000507 ID   BJ000507   standard; mRNA; EST; 674 BP.
GCCGGTTACAGCAACAGCAAACTTGTAACCCATCTTCGTTTGAATAATTTACGTTGTAGC
GACAGAGACCGCGTTCCGGAGCGACAGGGAGAAGCCAGGCGCGTTCGGCGGGAGCATGCT
GGGAAGTGGCTCTGCGGCGATGCGCGGCCCTGCTCCGCGCTGACACCCCGAGTCCCACCG
AGGCGGAGGAAGGAAGGCTGCAAGGACCGCCGTCGACCGCAGGGCCACACCGCATCCCGA
CCGGCTAGTGCCCCGGAGCCCCTGAACCATGGACTCCTTCAGCACCAAGAGTTTAGCGCT
TCAGGCCCAGAAGAAGCTGATGAGCAAGATGGCCACCAAGAGTATGGCCAACCTCTTCAT
CGACGACACCAGCAGCGAGGTGCTGGACGAGCTGTACCGCGTCACCAAGGAGTACACCCG
CAACCGCAAGGAGTCTCAGAAGATCATCAAGAACCTGATCAAGGTGGTGGTGAAGCTGGG
CGTGCTCTACAGGAACAACCAGTTCAACAGCGAGGAGCTGGTCCTGGTGGAGAACTTCAG
GAAGAAGGTCCACACTCTGGCCATGACGGCCGTCAGTTTCTATCAGATCGACTTCACCTT
CGACCGCCGCGTGATGAGCGGCATTTTGAACGAGTGCCGGGAGCTGCTGCATCAGGCCAT
CAGGCGCCACCTCA
>BJ000527 ID   BJ000527   standard; mRNA; EST; 602 BP.
TCGGCACGAGGAGCAACTCCACCCCCCCTCACCCACTCCATTGCTGAGAGCTCTATGTCT
ACACCATCTCCCGCTAGCTTACAGCCCCTCACACACCAAATCTATCATTACTGGTTCAAC
AAAACAAAAAATGGTGAGTAATATTGGAGTGAACCAGCTGTACAGTTTTGAAAAAACATG
TCAGCTTAGACGAGGAAAACAAAGACGTACATGGATCTAGTCGTTTACAAGCAGATGCAT
CCAAATGGAGCAAAGCAGGGAGCTTGTGACCCCCCCAGCATATTTTCCATGTCGCCACTA
CGACCTTTTTCAAATGGCATCTTTTCGTCTGTTCCTGATTCACAACAATTGAAATAAAAA
AATACTCAGAAAAACAATTATGAGCCAAAATTTTTTTAATTATGTCCTCCATCAGAAAAA
TGCCACAAAAACATTTTAAAAACACAAAAACACCATTTTCTTCTGAGTAGATCTTTAAGG
AAAAATAATAGTTTAATATTGACTGGTCACCATTGAAATGGCTTTCGTCATATAGGCTTA
ACAAAGCAACAGGTGTAACCATATTTTCTCCCCCATTGAAAAGACTTAACAATGGATGCC
AA
>BJ000531 ID   BJ000531   standard; mRNA; EST; 601 BP.
GGCACGAGGNCGCGGNACTAGTTGCCCGCAGCAGCCCATGCAGCGCGTGTAGCCAGGCGC
ACGGGTCGCAGGTGTGTGAGCCGCCGAGCGGATGAAGACCAGCAGGAAAGAGGAGAAGCA
GTGAAACATGAGCCGCCACCACCAGGGAGTGGTTCTGACGGCTTACCACAGCAGCGCGCG
GGACGAGCCGCAGACTGGACCGGGCCCGGACCCCCAGCTCGCTGCGTCCAGCCGCAAAAT
GGGACACTACACTCTGCAGCAGAACCACGATCCACAGCACAGAGACAAACACGAGACCGC
CATCAGCGCTGACTCATCACTGCTCCCAAAGCCAAACTCTGCCCCCAGCACCAAGTCTCA
GCTCTCGTCCAGCCCCAAGTCAACCATCAGCCCTCGACACAGTCCCAACACTCGACCGCG
GCCCACGTGTCAGCGCAGCAGCTCTCAGGACTCTTTAGATGAGCTGCAGATGGATGATTA
CTGGAAGGAAGTGGAGAACATCTCTTGCTCCGGAGGAGGAGGTGGCAAAGGAGAAGGAGA
ACCTCAAGAAGAGGAACATCAGAAAAATCCTGAAGAAGGAGAGCAGGAGGAGGCGTGGCT
T
>BJ000534 ID   BJ000534   standard; mRNA; EST; 570 BP.
ACGAGGGCTCCGACGAAAACATCTGCACGAGTTAATAGAAAATCTGCAAAAATAAAATAC
AGGGTTCGGATTACCGCTGATCTCCTGGAGCAGAAAAAAATGGAGAAGTACGAGAAGATC
GCCAAGATCGGGGAGGGTTCCTACGGGGTGGTCTTCAAGTGCAGGAGCAGAGAGACGGGG
CAGATCGTGGCCATCAAGAAGTTCGTGGAGTCAGACGAGGATCCGATCATCAGGAAGATC
GCGCTGAGGGAGATCCGGATGCTGAAGCAACTGAAGCACGCCAACCTGGTGAACCTGATG
GAGGTGTTCCGACGCAAACGCAAGCTGCACCTGGTGTTCGAGTACTGCGACCACACCGTC
CTCAACGAGCTGGACCGCCATCCCAGAGGCGTTCCTGAACATCTCGTCAAGAGCATCACC
TGGCAGACGCTTCAGGCCGTCAACTTCTGCCACAAACAAAACTGCATCCACAGAGACGTG
AAGCCGGAGAACATCCTCATCACCAAGCAGCAGGTCATCAAACTCTGTGACTTCGGCTTC
GCCCGGATCCTCACCGGGCCGGGTGACTAC
>BJ000542 ID   BJ000542   standard; mRNA; EST; 39 BP.
CGGCACGAGGNCTCTCTCTCTCTCTCTCTCTCTCTCTCT
>BJ000543 ID   BJ000543   standard; mRNA; EST; 685 BP.
GCAGGNAATTCGGCACGAGGGCTTGGCTCCTCTGTTACTTTGCGATGTGTAGCTAATGGA
TTCCCAAAGCCAGAGGTCACATGGTACAAGAACGGGCAGCAACTAGCTGCAGGAAACGGG
CTGAAGATGAACAGCAACCAGCTGGAGATCATAGGAGTGCAGATTTCTGATGGAGGTACA
TACACTTGTAAAGTTTCTAATATGGCTGGCCAAGTGGACAGGACTTTCAAGCTGGCAGTT
CATATCCCACCTGTGCTTGATGGGCCACTGCGGGAGTCAATTAATTCCACACTGGGTTCC
CATGTTGCCCTGCTGTGTGAAGCAACGGGAGTACCTGTTCCCAGCATCACCTGGCTCAAA
GATGGAAGCCCAATTGAAAGTAGTCTGCAGTGGCAGTGGTCAGTTCGAGGCAACCGGCTG
GAGCTGGGTCCTCTCAGTCTGTCTCACGCCGGAACATACACATGCGTGGCCAAGAACAGT
GAGGGGCAAACACAGAAGGACTATACCCTCACAGTGCAAGTATCCCCCACCATTCTAGAT
TCAGACCAAGCGTCTGACGTGAGTGCACCCATGGGGGAGGAGGTCACCCTGGATTGCAGA
GTCAATGGAATCCCCACCCCCCGCATCAGCTGGCTGAAAGACGGAGTGACCCTGGTTGAG
TCAAACTCCCATCACATCTCGTTGA



>BJ000551 ID   BJ000551   standard; mRNA; EST; 495 BP.
CACAATGAACCTGGAACGACTTCCAAACGAAGAAAAACTTATCCTCTGCAGAAAATATTA
CTTGGGTGAGAACACATTTATTATTATTATTATTTGTTTTGGTTTTTTTCAGGCCAACAT
TGTAAATAAAAAAAAATGTTCTTAATGTTTTACCTGGTGAAATAAAGGTTTTCTATCTAT
TATTATTATTCATTGTTGTTGCTATTTGTCCAATTAATTAGATGACTGCTATAATGATTT
TCTACTAGAAATGTTATGCATATGTATGTGACGAATGAAGTTTGAATTTTGATCTAGTGT
TAAAATGAATCGCGTTCATTAGTTAGGTCATATTTATTCATTATATTAATGTCACATTTT
GTGCCTCTTTTTTCTGCAGGAGGCTTTGCGTTTCTCCCTTTCCTGTGGCTTGTCAATGTT
GTCTGGTTTTTCCGGGAGGCCTTTGTAAAGCCAGCTTACACTGAACAGCTGCAGATAAAA
GCCTGTGAGTGACTA
>BJ000558 ID   BJ000558   standard; mRNA; EST; 232 BP.
GGGCAAAGTGTCGCTAGCTTCCCAGAGGTGAAATGATCCGGACAGAGTGACGCAGGAGGG
AAACCGTGAGCTCTGGGCCGTGACGTCACACGAACGAAACGGTGTTGGCCGGTTTTTGCG
GGTTCTGTGCGCTCGCGACCAGCGTGAACACCAACGGGAAAAACCGCAAAGCTGCGTGGA
AACTAGAAGTTCTTCTAAACACGCCATCATCCGTCCTCACAGGATGAGCTTC
>BJ000559 ID   BJ000559   standard; mRNA; EST; 493 BP.
ATTCGGCACGAGGGCGCCGCGCGCCGCTCAGTCAGAGACCGTTCGTCCTGGGGAGCAGGA
CCACCTCTGGACCTCAGGAACGCCATGGCGCACCAGTACAGCCAGAGATCCCTGCTGGTT
CTGTCCTTACAGGGGGTCCTGTCTGCCATCATGGCAGCGTTATCGGTCATTCTCATTTTC
CAGCTGCAGTCCCTGCGCGCGGCGGGCGGGGACTCCGCGCTCATACCCGCCTCGGTCTGG
GCCGTCCTGCAGCCCGTCTCCACGGTCCTGTCCGCCCTGTCCCTCACCCTCCACCTGAGC
TCCGTGCTGGTGTGCCTCCTCCACAGCTACTTCTCAACCGAAGTCTGCAGGGAGGAGCAG
GACACCCACAGAGCAGACTGGTTCCTGTTGGACAGCATAGGAGTGCGACACGTGGCCATT
GGACTCTTCTGTCTGGGAGTGTCAGTTTACTTGATAGCCATGTCGATCTTCATGCTCCTG
ATATTTGAGACGG
>BJ000562 ID   BJ000562   standard; mRNA; EST; 584 BP.
GTGCATGCCAGCAGNANAGTGAACTCCGGGTGTCCAAAAGCGTGAAGTCCCCCCCTCACC
TTGAAGGATTTCTACACACTCGTGGAACCACGGCTTCAAAGGTGGACTGCGTCTTTTCCT
CTCTTTCCTTGCATTTCTTCAAGAAAGAAATGGAAGAGGGCTCTGGTTCTCCGGTCTCCC
CTGTGGATAGTCTGGTGACCAGCGAGGAGGAGCTGGATCGACAACAGAAGCGCTTTGCGA
GGAAGAGGAGGCACAGCAAAAAGTTCAGCGAGGACAGCAGCGGGAGCAGCCCGGGCCCGG
TGAAGCGGGCCAAAAAGCCCAGTCCGAGCAGCACTCAGTCCTACGAAGAGCTGCAGAACC
AGCGCGTCCTGGCCAACGTCCGGGAGAGGCAGCGGACTCAGTCCCTGAACGAGGCCTTTG
CGTCTTTGCGCAAAATCATCCCCACGCTGCCGTCGGACAAACTCAGCAAGATCCAGACGC
TGAAGCTGGCGTCCAGATACATCGATTTTCTCTGTCAGGTGCTGCAGAGCGATGAGATGG
ACAGCAAGATGTCCAGCTGCAGCTATGTGGCGCACGAAAGACTC
>BJ000572 ID   BJ000572   standard; mRNA; EST; 45 BP.
CTCTCTCTCTCTCTCTCTCTCTCTCACTCTCTCTCTCTCNCTCNC
>BJ000581 ID   BJ000581   standard; mRNA; EST; 639 BP.
GGGCTTCAGACCTTCAAACAAACCTTCCCAATTTGCTGTCAGTCTCACTGTGGAAGGGCT
GATGTGAGCTTGCTTGTTAATAAGGCAAACCTTTAGACTCGGAACCTGCACCCACCTGGA
TGTTGAATGTTCGGGCTCTGTTTGGGATCGGCTTCCTGGTGACCTCCCGAGTGGCAGCTT
CCTTCTCCCAGGCTGGGACATGCTCTCTTTCCGCTGCAGCTGACCACCATAAGGAGTGTT
TGGGCAGCAGAGCAGCATCCACGATGGCCCACAGCATTAAGTATCTTGGGCAGGAGGAGG
CTCAACACATTGACGAGGAGCTCTTCAGTGAGTATGGCTTCAGTGTGGACCAGCTGATGG
AGTTAGCTGGACTAAGCTGTGCCACAGCCGTCGCACGGGTGAGACTTGGCTCAGGCTTTT
ATTTTGAAGTCTGGCACAGAGCTGCAAGGAGAGGGACTTTTTCCTGACAGATGATTGCTG
GCAAGTTTTTTAAAGAAAGTCTTCATCAGACCAGTGAATGCTTATATTGGTCAGTATTTG
TTGGCGGGTTAATACCAGTTAGTCATCTAGATCCTACTTTACTAAACCTTAACTTACCAT
CAAAAACAAAAGGTACTTGTCCTCCTTTTTTGTCAGTAA
>BJ000582 ID   BJ000582   standard; mRNA; EST; 42 BP.
GGAGAGAACTAGTCTCGAGTTTTTTTTTTTTTTTTTTAAAGG
>BJ000583 ID   BJ000583   standard; mRNA; EST; 637 BP.
CACGAGNCTTGCATTTGGCTGCCGCGGGTTTAAACATCTCCCTGGAGGAGCCGAACGTCA
CCCAGCCGCTGCCCCCCTCATCCTTCCAGCGGTTCCTGCGAGTGCGATCCATCCCTGGAG
TCGTCATTGAGAATCACCAAGCGAGCTTCACAAACAAGTACTACCAAAGTATTTTTGACA
ACGCAGAATCTCTCCAGCTGAATTATTCACCAAATCTGACTGCAGAGGAGCAGCTGGAGT
TCGTGACAGATGCTGCAAAGAATTTGACTGAGGTTGCGACCGCAGTGGCTCGGGGTCTGT
ATCTACAGGCAGGAGGTCATCCGGCAGGGATGAACACAGTTCAGGCCGACAGCAAACTGG
TTAGCAAGATGCTCTACACTTTTCTTGTTCGAGGGAAGAACTCCTGGTCTGAGCAACTAG
TGTCCTCGGGTTTGGCGAGCTCCCTGAAGGACAAGCCGACAAAGTTCTACATCGGTGTGG
ATCAAGAGATGAGCGAACCGAACTTTATGGTTCAGACCATTCTTGCTAACCTGACCGGCA
CCATCGTCAACGTCACCAAAGAAAACTGTCAGAAACAAAAAGAGGACGAGGAGGACAATA
GGAACAAGCATTTGTATTACTACCAATGGGTTCAGGG



>BJ000584 ID   BJ000584   standard; mRNA; EST; 266 BP.
GGGACCTCATTTTGGAGCTGGNCCGGGAGTTATCCAGACTGACACTTGGAGGCCTGAAGC
AGAAGGAACAGGCCGTGCAGGCGGAGCTCCCGGCGTCGGAGTTTGGCGTCGGCACGGATC
CAGACTGGGAAAGCCGGGTGGAGGCCGTGTTTGAGCGCAGCGCCCAGCTGGCGGATGAGT
ACGAGCAGCTGATGAAGAAGCAGGCCGAGGAAGAGGAGGCNGAGGAAAGACACAGACAGC
ATTCTGCAGAAAAAGATGGAGGGGGC
>BJ000588 ID   BJ000588   standard; mRNA; EST; 613 BP.
GCAGAATNGGTGTTCGTACGACACCGTCTCTTCTTCCTTTGTGCCAATATTGTCTTCTAA
AAGAACTGAAATGTTCTCAGCTCTCTGTCACAACACTTCAGTCTCGTCATGCTGCACAAC
CAGCCCGAACAAACGTTGGTCTCTGTCTAAATCTGACTCCATGACTCCACCCTTAAAGTT
ACTATAAGCTCCACCCTACTGAGTTCCAGGGTCTTGGTGTTTATAAAATCCACTTTCAAA
CTGATCGTTCTGTTGGACTGACGTTCTTTAAAGCCTTAAACGGTCATGTGCAGAAGTTTT
TATCCTTCTAAGACCACAAATCCACATTTAGCATTTCTAGCATTGAGTGATGATGACACT
CAGAGCGTCTCAAAGTAAAGTTGGCTGGAAAATGGTCTCAGGATTTGGACACTTCTGTTT
TTTACTAGTTGGAAGCTATAAATCCTTCAACCATTGTTTTCCTGTTTCTCTTTCTTTATT
CTAGTATCTTCCTCCATTTTTTGTCCCTTAACTCCTCCTACAATGTTTAATCTATTTCAA
CTATTCAAATGTTCAGCTCTTTCATCTTTTTCCAGCTGTGACTTTTGCTCCTTCAAATCC
TTGAACTTTTCCA
>BJ000590 ID   BJ000590   standard; mRNA; EST; 392 BP.
ATCTACAAACTGCAGCATGATTTGGAAAAAACTGTCATCGGCCAGCAACAGAGCAAGAAT
CTGTCTCAGAATGGAAGTATGCTTCCGCCATATGCTGGGAGCCCCGTTGCCCTGGCAACA
GAGAGCCTATCCCCGACGACGCAAGATACCATCCGCCTGATCGTCAGGGGGAGTCTGGGT
AGCTGTAGCAGCAGTAGTGAATGCTTGGAAGACAACACAACAGGGAGTGTGGCAGATACT
GTTGCTACTGTGTTAAGGGGATGTCTGGAGAACATGCCTACAACAAACGACATTCCTTTG
ACCTCAAGCAGCTGCAGTCTTCAGTGGGTGACTAAATGGGTGGACTACTCCAACAAGTAT
GGCTTTGGCTACCAGCTGTCTGATAACACTGT
>BJ000595 ID   BJ000595   standard; mRNA; EST; 669 BP.
TGCAGGNAATTCGGCACGAGGTGAAAGCTAGCTAGCCCGGCAGGATGGGTGTATCAGATT
TACACTTTGATACGAACGCTGCAGGACCCGTGGTGGATCTGACAGGTCGGGGGGTGCAGA
AGCTGGATCCCAGTTTCATCAGTTCTGACGACACTCACACTCTCATCTTGGACCGCAATA
AAATCATGAAGCTGGATAATCTGGAACGAAGCCCCAGCCTTCAGCAGCTATCCGTAGCAA
ACAACCGTCTGGTCAGAATGATGGGGGTGTCTCAGCTGATGCAGCTGAGGGTCCTCAATC
TGCCCAACAACAGCATCGGCTACATTGAAGGACTGCGCGATCTGCCTCATCTGAAATGGC
TAAACCTTTCCGGAAACAACATAAAGGTGATTGAACAGCTGTACAGCTGTGTGTCTCTTC
AACACCTGGACTTGTCTGACAACAACATTTCCACCATTGGAGATCTGACTAAACTGGCTG
CATTAAAGACACTTCTGCTTCATGGAAACAGCATTACAACACTCCGCACTGTTCCCGCCC
ACCTGCCGGCGCACCTTTCCATTCTGTCGCTGGCAGAAAACGAGATCAGGGACCTGAATG
AAGTGTCGTACCTGGCATCACTTCATGAGCTGGAGCAGCTGTCCATAATGAGCAACCCCT
GCGTTATGG
>BJ000612 ID   BJ000612   standard; mRNA; EST; 616 BP.
ACCTGAACGCGACCCGCGTGACCGGGTCCGGGACCGAGATCACGACCCGCGGGGGCTGCA
CGTGAGGACGCAGGATGCCAGCAGCCTCCGAACCGAACCGGGACAAACAGCAGCAGTGAA
GCATCATGGGAGTTAGCAGATGGACAAGAGAGCTGTGGGCTGGCCAGTGACACACACATG
CACACTCATGCACACACCATGGATCAAGGATTCAGCTTAAACACTCTGAAGAAGCTGGCA
GCTGAGCCAGACTACACTGACGTGTCGCTGACTGCGGTGGAGCGCGTTCGAGCGCTAACA
AAGATGGGACGCTGTGTAGAGATAAACGAGGACATAGCGCCCCGGCGATACTTCCGCTCA
GGGATGGAAATGGAGCAAATGGCGGCGGTTTACTTGGAGGAGGGCAGCCTGGAGAACGCA
TATGTTCTTTACAACAAGTTCATCACACTTTTTGTAGAGAAGCTGCCCAGCCACAAAGAC
TACCAGCAGTGTTCAGCCATCCCTGAAAAGCAGTTCATCATGAAGAAACTCCAGGAGGAA
GCGTTTCCTCGTAAAGATGAACTGAAGAAACGTCTGCAGGAGAAATACAGCTGGGAACAT
GGCGAGTATCTCAGAG
>BJ000613 ID   BJ000613   standard; mRNA; EST; 596 BP.
GTTGAGATGCGCTTCAACCCAAATGTTTTTTCACCAGGNAATAGCTTTTCCTCCAAGTGA
AAAGGCATCAATAAATCTGCAGGAAAGGTTGCTGAGGGAAGCTGCAGCTTTCATCATCAC
AGATCAAATCCCAGCCTTTATACAATGTTGCTTGCAAAGCAGAGAAGCACCAATGGACGG
AGCATCTCTTAAACATGCGCTGCACCAGAAAGGCATCAATGTCCGATACTTGGGGCACGT
GAGCAAGTCCATCATCCAGTCAGAACACAAGGAGCGACTCAGGCATATAATGAGGTCAGT
TATGGGAGACATTTTCATCTGCTCAGCCAGAAGAGTATTCAACACTTTCCTTCAGGGTGT
GGACGTACCAAGTTTCTCTGCAGCAGTCAGCCACTTCCTCAACTGCCTGTTAGTCCCAAA
CTTCTCAGCCTCTTTTGTTGGAGAGGAAACCAAGAAAAAGTCGAGGCGGCGCGGCCGCAC
TGCTGGATCTTCTGAAACCACACCCTGGAGCCTGCTGACAGGTGCTGAGCTGTGGAATCT
GGTCTGCCAGGATGCAGCTGAAACATACGACGTCTCTGACAGCCTTGGCTCTGGTC
>BJ000617 ID   BJ000617   standard; mRNA; EST; 466 BP.
GCTACAGTCGTGCTTTTTTAAAGGGTACTGTTTATTTGACACAGATAAAGCCTCGTAGTG



TGCTCGATAGGCAGTTGTGACTTTCCACCCGGCTTTTCTCTCTCTGCTGCAGGCGAACTC
ACGTTAGCACGTTAGCATGTCTCTCTGCTTCCCGGTTCGACTTGGAGCTAGGCGCTAGCT
CGAGTGCAGGCCGTGGGCCACAGTGCGTCCGCTCATCCTTTCATCGAAGGATCAAGCGGG
CAGAAGTCTCTTAATTGGGCGCGTGACTTGTTTTAGGGAGACACTTTTCGATTGAAAGCC
CCCCGTGACTGAACTCGTTAAAAAAAAAACATTAAGCTGCTTGCTAGCGTTAGCGTCGTT
GGCTCGCCTGCGTTAGCTAACGCTCTTAGAGCTGTTTGCTTAATTGACTCGATTGATTTT
AATCAGCCTACTTTTTGCCCCCCTCCTTTTTTTTTTTTTTTTNAAA
>BJ000621 ID   BJ000621   standard; mRNA; EST; 579 BP.
GAAANATNAGCTCAAGCGCTTCATTCAGGACTACAACGGTTCATCGCCTAAGAGGAGGCG
AGCCGAGGAGAAGGATGAAGGAATCGGCTCTCCAGACATGCTGGAGGAGGAGAAGGTGGA
GGAGCTGAGGCGGGAGATGCTAGAACTGCGGCAGCAGCTGGACAAAGAGCGCTCAGCCCG
AATGCACCTGGAAGAGCAGGTCCNTTCTCTGGACAGCCAGCTGTATCCCGAGCGTCTGAA
GGTGATCACCCAGCAGGTGGAGGAGGAGCAGGTCCTCGTTCAGAGCCAAACGCTGCTGCG
CCTGCAGCAGATCCACTCCGTAGACCGAAAGGCGCCGAGCCCACAGGTTCTGTCTTTGCC
CACTCCTCCGGCCCCAACCCACCACCCCACGGTTATTGTCCCCGCCCCAGCACTTACCCA
GCAGCCCCAGCATCACGTCACAGTGGTGACCATGAGCCCTTCGGTCCACACCAGCAGCGT
GTCCACGTCCAGACAGAACCTGGACGCCATCGTGCAGGCGATCCAGCACATCGAACGCAC
TCAGGAACGACGAGCCAGCACCGAGGAAGAGCAGAGAAG
>BJ000633 ID   BJ000633   standard; mRNA; EST; 67 BP.
ATGATGAATGGNNCAAATATTGGGAACAACACATCTAATGCCAAATGNAACAGCGACCAC
GTTGTNA
>BJ000634 ID   BJ000634   standard; mRNA; EST; 310 BP.
AGGAAAACACAGTCAGGTGTTGGTGGTGGATTTTCACTCATTACTGTGGAGAAAAAGAAA
TCATTTTTCTGAAGCCAAATGCTTTAGCTGTTGGATAAGTTTGTATAATCTCTGCAGAGT
CCGAACATTCATTGTTGCTCCGGCCTCATTAAAACAGGCAGGTAGTGATGACACCACGCC
TGCAGCTATGATCAGTCTGAGAGCCTGTAGTCCTCATGATTGATTACTTTGTGACCAAAT
GCTTAATAATGACTTCTATAGTTGGCAATCAGAAACTATATAATTATTCANAAAACGGGA
TGTAGATTNT
>BJ000643 ID   BJ000643   standard; mRNA; EST; 126 BP.
AGACTGCACCTCCAAGCTGTTTGACNGTACATCACTTGNGCNTCATAAAACTTTCCGGAC
AGAAAGACCTGTTAACTCTGCTGCCGTATCGCCCATATATGACCATGTGGTTTTAGGAGG
AGGGCA
>BJ000662 ID   BJ000662   standard; mRNA; EST; 684 BP.
ACGAGGCAGGNAATGGNACGTAACTCAAGNAGTCACACCGTCAACNTTGCCTCTGGTTTT
CAACCAACGTACCTCAAAAACATTGAGGCGTTGCCCTCTAATGGAGAGAAAACCGTGAGG
TTCAGTGCTAACGATGCAGGAATGGACGTAACCAAGAGTCACACCGTCAACATTGCCTCT
GGTTTTCAACCAACGTACCTCAAAAACATTGAGGCGTTGCCCTCTAATGGAGAGAAAACC
GTGAGGTTCAGTGCTAACGATGCAGGAATGGACGTAACCAAGAGTCACACCGTCAACATC
GATGCAGATTTAAGGCTTGCTCAGCTACAGGGGGTGGGTTCATTGCCCACAAACACAGAC
AAAACCCAAATGTATGATATGAAGGAATCTGCAATGGACGTGACCAAAGGTCATGCTATC
AATATCGCTGCCAATCTAAAAGTCTTTTCACAACCAGCACTTGATGTTTTTGAAGAGGAA
AAACCCATCAGGTCCACCACAATCAATGAAGCCGTAAATGAGATGCAGAGTTGCACTCAA
GTTATTCCTGCAAATTTTGAGCAAAAGTTCCATCAAACTAAAGATGTGTCACCTTCTAAA
GAAGACAAAACAGTCAGGTTCACCTTATCTGATGCGACCATGGACGTGACGAAATGTCAC
ACCGTCTACATTGACGCAGATTTA
>BJ000673 ID   BJ000673   standard; mRNA; EST; 524 BP.
GACCGGTCTGTGACTGGGTTGGTTGCCCAGCAACAGTGCGTCGGTCCTCTTCACACCCCA
TTGGCCGACGTGGCCGTTGTTGCTCTGTCACCGTTCAGTCTGGAGGGAGCAGCGACGGCC
ATAGGGGAGCAGCCAATTAAAGGACTGGTGTGTCCTGCAGCTGGGGCTCGTATGGCTGTC
GGAGAGGCTCTGACTAATCTGATGTTCGCTAGAGTCACAGCACTGAAGGACGTGAAGTGC
AGCGGTAACTGGATGTGGGCTGCCAAACTGCCCGGTGAAGGAGCATATCTGTGGGAGGCT
TGCAAAGCCATGTGCAAGGTGATGAGTGAGCTGGGGGTCGCCATCGACGGGGGCAAAGAC
TCTCTGAGCATGGCGGCGAGAGTCGGAAAGGAGACAGTCAAGGCTCCAGGTGCCCTGGTG
ATCTCAGCATATGCGGTTTGTCCTGACATCTCTGCCACCGTCACGCCTGATCTCGAGGAT
CCCGATGGAAAAGGGGTGCTTCTGTGGGTACCTCTCAGTCCAGG
>BJ000675 ID   BJ000675   standard; mRNA; EST; 512 BP.
CGCCTATCCTGCTGACGGCCATGGGTATGGCCAGAAGGATCTGAGGTTCATCACAAACAC
ACGTACTCACCTGAAGAGGAAGGAAGGAACCCTCTTTTTTTTGCCTCCTTAGACCTTTCT
TTTTAGGATGAAGGATGATCTGTTTCTGATACTGCTATCTGGTTGCCAATAAGAGATTGC
ACAGTCTATTGACTCTAAAGAGAACAAAATAGTGATTTTTTTTTATTTTATTTTAATTTT
TGGAAAGCATTTTAATCCGTACAAACTAAGAACAGAAAACGTTAAATTGTTGGGAATTTT
TTATTTTTTTTCTCAAAATACAGTACAAAGAAATTCCAGCAGTACTGTAGCTGTCTAACA
TTTCTTTTGTCGATTCAGGCGGTGCACATCTGAATCCAGCACTGGACCTGCTGGCGTCTG
TGTCTGCACCTCTGGAAAAATGGAGAAAAAAAACAGTTTCTGTTCACAAACTCATCTTTT



ATAGGCCAAATCAGGAAGAGTGTGTGAGNGNG
>BJ000679 ID   BJ000679   standard; mRNA; EST; 604 BP.
ACGAGGTTACTTTTAACTTTAAAATCTCACTCTAATCATCTTTTGATTTATTGTAAAGCG
TTCCCACAGGTCTTAATTAATTATGATTACGCAGTTTTTAGCCAAATCAAAGAACCTGTG
TGGTTTTCTAGGGCATTTCTGCAGACCAGCAGGAGGTGATTCAAAATTTGCAGTATCAAG
ATGTCCTACTTTATATCTTATAGCTTTATATTTTTAGCTTTAATAATGCTAGTGACAGAA
GAAGAGTGAGCACTGACGTCATTGCCCCGCCTCCCCCCGGAACGGGTGACTGGAATTTAT
GCTACCCTTTTTGCGAGGTGGATGTGAAAACGAAAACGCAATCTCCTCTTTGCATTATAG
CTTTAATTACGTCACAGAATAAGCGCTGTTGAGGTAGAAAATGAAAAAAAAATTTAGATG
ATTGATTTTTACTTATATTTTCGTGTCAATTGATGCAGTTACTTTGTGAAAATGAAAAAG
CATTTCTGTTGATCCATTTTAATTGTCAAATTAGATATTTCTAATTGGATTTTGCTACAC
ATTTACCAGAAAGTTTTTTGAAAATGAAACTTCCTTTATCATTTTAATTGACAAAATGAA
TTGA
>BJ000681 ID   BJ000681   standard; mRNA; EST; 630 BP.
AGGCGACACTACTCCTGTCAGCACCGACTCGCCTCACCANTAGCAATGATGTAGCAGCTC
TCTCTGCACCGAGGGCAGCGTCCGTGGTCGGCCAAAGCCCTCTCCGCAGCCACCGGCACT
CATGGAGGCAACAGATCTTCCTTCGGGTTTCTACACCTCAGAAAGGCACAGACAGCAGTG
AGCTGGTGGATCCCTGCCTGGAGGGAAGTCGGCTGAGTGTGGGACAGATGTGTGGAGGAA
GTGGGGACTCTATCATGAATGCAGTGCCAGAGGAGGCAGCTAAAAAGAGCAAAGAGGAGC
TGAGGGAGCTGTGGAGGAAGGCCATCCTGCAGCAGATCCTGCTGCTGAGGATGGAGAAGG
AGAACCAGAAGCTGCAAGCCTCTGAGAATAACCTGCTAAACAAACGCCTCAAGCTGGACT
ACGAAGAAATCACGCCGTGTCTGAAGGACGTCACTTTGGTGTGGGAGAAAATGCTGGGAA
CTCCTGGAAGAGCAAAAGTCAAGTTTGACACAGAGACTATACACGCTGCTGTTGCACAAG
GTGTTCCTCGGCAGCATCGAGGTGAAATCTGGAAGTTCCTCTCTGAGCAGTACCTGCTCA
GACAGACGGTCCCTGCCCGGCCCCCTTCCA
>BJ000683 ID   BJ000683   standard; mRNA; EST; 631 BP.
CGAGGAGCCCCGGGCCGTGTACGTGGGCGTCCACGTCCNTNTGGGCCGGCAGGGCCGCAG
GCGGCACCGTCACCGAGGGCACCGGCATCACCGGAAACGGNGGGATTGCTCCGACCGGGA
CGACGGACGAGAGTCGCCCACCTACGACACGCCGTCTCAGAGGGTCCAGTTCATCCTCGG
CACCGAAGACGACGATGAAGAGCACATTCCTCACGACCTGTTCACGGAGCTGGACGAGCT
CGCCTTCAGGGACGGAGACAACCAGGAGTGGAAGGAGACGGCCAGATGGTTGAAGTTTGA
GGAGGACGTGGAGGACGGCGGCGAGCGCTGGAGCAAGCCTTACGTGGCCACGCTGTCCCT
GCACAGCCTGTTCGAGCTGCGCTCCTGCATCCTGAACGGAACCGTGCTGCTCGACATGCG
AGCCACCAGCATCGAGGAGATCGCAGACATGGTGATTGACAGCATGCTGGCCTCGGGGCA
GCTGGAAGACGGCGTCAAGGAGAAGGTCCGGGAAGCCGTGCTGAGGCGCCACCACCACCA
GAACGAGAAGAAGCTGAGTAACCGCATCCCTCTGGTCCGCTCCTTCGNCGACATCGGCAA
GAAACACTCCGACTNCCATCTGCTGGATCGG
>BJ000690 ID   BJ000690   standard; mRNA; EST; 39 BP.
TACGTAGCTACCATGTGAATGTATGTCATCAACGATGCA
>BJ000702 ID   BJ000702   standard; mRNA; EST; 501 BP.
TCGGCACGAGGGAAAAGGCTGTTTTTGTTCTTCACAGCCGACTGTCTCGCACCTTTAGAC
CTGGAATGGGATTTTAACCCTTGACTTGTATTCAGGGTTTCCATATGGGGAGCTGTGTGA
GCCACTACAGTGGCCAGTTACCGGTCAGTGGGGGCAGGGATCGGCAGCTGCCTACGATCA
CCCCTCTGCCTCCCAAAGTGAATCTGGGCCTTGTGTTTGGGGAGCGAGAGGAGGCCTTCG
CCAACCTCATCATCAGGGCCGCCGCTTCAGCCAGCGAGGGCAGCGCCAGCTTCGGGGAGC
CTGAGGAGGATGGCGCTCGTTCACAACGCTCCGCCTCCCCCGCTTCCAGCCAGTGCAGCG
CCACCTACAGCAACCTGGGTCAATCACGAGCCAACATGATCCCACTGAAACAGCCACGGA
ACACCAAAGCATCCAATGACACCTTGGCCTCCATTGACTCTGAAGGCTCAGTGGAACAGC
CACACCCTAAAACCACGCCGC
>BJ000704 ID   BJ000704   standard; mRNA; EST; 544 BP.
ATTCGGCACGAGGCCCCGCCGTCGCTGTCTGTCTGTCTGTGTGGATCTACCATCTGGACG
GTGGGTTTCATGGCTCCACCATGAAGGTTTCCCGCTGCCTACAGCGGCTGCAGGATCTGC
GGCTGCTCCGATGCTCGTGGCAGACGGCGCGGGTCCTCCAGCCAGAACCCCACGGTCCGC
GCGCCGCGCGGAGCAACCCACAGCAGCACCGGGTCCTGAGGGGATTCCACTGCAGTCCCG
TCTTCGCCAAGGACCCCCGCCTTCCCGGACGCTTGGTCGGCGAGGACGACAACAAGAGGC
AGACGTCTCTGGTCGCGCACGATGACCTGTTCGAGCAGATCGCCATGGGCGCCAAAAGCA
AGGCCACGTTCGCCAAGGTGATCGACGTCTTCAACAAGAGGGATATAAGGCGGCGGGGTC
ACGTGGAGTTCATCTACGCCGCTCTGAGGAAGATGCCGGAGTTCGGGGTGGAGCGAGACC
TCGGCGTGTACAACAGGCTGCTGGACGTTTTCCCCAAGGAGGTGTTTGTGCCCACCAACT
TCAT
>BJ000706 ID   BJ000706   standard; mRNA; EST; 54 BP.
GGNCTGCAGGNAATTCGGCACGAGGGAACAGTCTAGTTTTTTTTTTTTTTTTTT
>BJ000711 ID   BJ000711   standard; mRNA; EST; 540 BP.
CCAGGCTCCTCAACGGATGGGTTACGTCAGTCCGAAGGCCACCTCGCCGGGTGGTTTCCT



TCTCTCTCCAGAAAACGTGACGGCCAAAGCCACCGGACCGAGAAACATCCGCCTGAACTG
GGAGCCCCCACCCGGAAACCCCATAGGATACAAGGTCAAGTACTGGATCTATGGAGACCA
AGAGAAAGACGCTGAGATCTTAGATGTGCATAGTCCTCAGGCGGAGCTGACCAACCTGTA
CCCGTACTGCGACTACGAGATGAAAGTCTGCGCCTACAACGCCCTCGGAGACGGATACGA
GTCCAGCATGGTTCCCTGCCAAACGCTGGAGGACGTTCCTGGAGAACCTGGTCGCTTGGC
ATTCAACGTCATCAGTCCCACCGTCACTCAGGTCAGCTGGGCGGAGCCTGCAGAGCCTAA
TGGCGTCATCACAGCCTATGAGGTCCTGTACACCCCCATCAACGACGATCAGAAGCCGGC
GGGGGCTGCTAAGAAAGTGATGATTGACAGCCCCAAGAAGAGGATGCTGCTGATCGAGAA
>BJ000719 ID   BJ000719   standard; mRNA; EST; 633 BP.
AATTCGGACGAGGTGTGAGTGTCCTCTCACCTCAAGNANAAAGCACAACTCATACTGGAC
CCAAGCAGTGGAGCTTTGGAGAACGTGACCCTCGTAAAAGGCCTGCTCACAAACTTGACG
CAGTCCGGTGATGTGGGGAAGCTCACTCAGTTTTTCCAGGCTTTTGCACAGATCAACAAA
CAGACGAACATGACCTTCATCAAAAATGCAGCTGTGCGAGACACAATCTTGAACCTGACA
TTGACAGCTCTTGCTCCGGAATTCCAGACCTTTGAGCCTAAAGACTTTGAGCTGTGGTTC
CAGCAGTATTTGTCTCCCGTTATAGCCAGCTTCCAACCAGACAGCTTGTTGGTGATCCCC
ATAAACATCAGCTGTGCATCCTATGCAGCTATACTTACTGGTCTGCAGCAAAGTTTGACA
TTCCTGCCATTGGACGTTTCGATGGGCGCAAGAGCAAGCATACAATTGATCCAAGACACA
TTCCCACGTTGCTCGGTACCTGATTCCTTTACGTGCACAAAGACCTATGTAGATGAGAAC
CTCATCTGTGCTGCAATCAACCAGTCACGCCTTCAGAAAACCCTGGAATCGGACACCACC
TCTGCAGTCCTGTGCAATTTTACCATCGCTGAA
>BJ000738 ID   BJ000738   standard; mRNA; EST; 587 BP.
TGCAGGNAATTCNGCACGAGGGAACAGTGCAGGAGCTGAACTTTCGCAGCAACAAAAACG
TGTGGGGCTACTTTAGCGTTGCAGCAGCTGGAGGGCTACATGAGTTCGCAGACTCTCAGT
TTGGACACTGCTTTTCTTGGGGGGAGAACCGTGAAGAGGCTATCTCAAACATGGTGGTGG
CTCTGAAGGAGCTGTCTATAAGAGGAGACTTCAGAACCACAGTGGAATACCTCATCAAGC
TGCTAGAGACTGAAAGCTTTCAGCATAACAGTATTGACACAGGATGGCTGGACAGACTCA
TTTCAGAGAAGATGCAGGCGGAGCGCCCCGATACCATGCTGGGAATTGTGAGTGGTGCTC
TGCATGTGGCGGATGTCAGTCTGAGAAACAGTGTGTCCAACTTCCTGCATTCCCTGGAAA
GGGGTCAGGTTCTACCCGCGCACACACTACTCAACACTGTGGATGTGGAGTTGATTTATG
AAGGCACCAAGTACGTCCTGACAGTCACTCGTCAGTCTCCCAACTCGTACGTGGTCATCA
TGAACAAATCTTTGGCGGAGGTTGATGTCCATCGGCTCAGTGATGGA
>BJ000747 ID   BJ000747   standard; mRNA; EST; 580 BP.
TTGCTGCTGGGATGGAGTATCTGTCCAGCCACCAGGTAGTTCATAAAGACCTGGCTGCTC
GCAACATTCTGGTCTTTGACAAACTCAACATCAAGATCCTGGATCTGGGCTTGTTGAGAG
ATGTCTACTCTGCCGATTACTACAATTTGATGAGAACCAGCCCTTTTCCTATCCGATGGA
TGTCTCCTGAAGCAATTGTGTACGGCAAGTTCTCCACCGACTCTGACATCTGGTCCTACG
GCGTGCTTCTTTGGGAGACCTACAGTTATGGCCTCCAGCCGTACTGTGGCTACTCCAACT
TGGACGTGATTGAGATGGTGCGCAGCCACCAGCTGCTCCCCTGCCCTGAAGACTGCCCCA
CTTGGATTTATGCCCTCATGCTGGAGTGCTGGAGCGAATTGCCCGTGAGACGGCCTCGCT
TCAAAGACATCCATGCCCGCCTGCTCTCATGGGACAGCCTGTCCAACTACCACAGCCCTG
CACAGGCCTCTGGCACCAGCAACACCACCCAGACAAGCTCTCTCAGCACCAGTCCTGTGA
GCAATGTCAGCATGAGCACAGCCAACGCGTCACGCTACGC
>BJ000751 ID   BJ000751   standard; mRNA; EST; 151 BP.
TGCAGGNAATTCGGCACGAGGNACAAGNATTCAGGCTGTTACAGATTTGGGGTTTTGATG
CGCAATACATTAGGGCGCTGATATGTTACAAACTGGCATCGCATCACGCCCGAGAAGGAC
TGGTCTAATGAAACTTTTTTTTTTTTTTNAA
>BJ000757 ID   BJ000757   standard; mRNA; EST; 210 BP.
TCCCACTTCATCAGGCAGGAATCCCCACAGAGGATCTGTGTATCCAGTTCGTTTTGTGAA
AACAAACAAAACGGATGCTGAATATGTAATCAAATCCCTTAAAGTGGATCAGGAATAGTA
CAAATGTGTCAATTAGACGTCTGGCAGGGACTTCCTGCCCTTTTCATGAGTGACTTCCTG
TTCCAGAGCTGCACCACCTCTCACCAAACC
>BJ000779 ID   BJ000779   standard; mRNA; EST; 33 BP.
TTTTTTTTTNCCCCCCCCCCNNNTTTTTTTTTT
>BJ000803 ID   BJ000803   standard; mRNA; EST; 602 BP.
GGGCGCACAAGCCGTTCAGATCCAAAAACGGAGCCGGTACTAAACTTTATCCAACTTAGG
GAAAAACTAGAAGTTCCACCGAAAGTTTGAAGAGGAATCCAAGCAGAAAAAATGCCAGGC
GAGCGGTTAACAGTCAGAGGGGCCTCTGAAGTCGGGCGTTTTCCAGGTGCTGCCCCGCCC
ACCAGGGTGGAGGTTTCCATTCAGAGGCAGGAAAAGAAGCGGGAAGATGGAGGTTGCCGC
CGCTGGTTCAGGAAGATCTGCCCGTGCTGCTGCAAGCGTCAGAACAGTTCTTCCTATGAC
GTCACAGACAAAGTGGAGCTGAAAGTCCCAAGCCCCACCCCACCTCCCGTTATCAGCCCC
GAGCCCACCAAACCCAAACCTGAGAATGGAGAAGCAAAGGAAATGGAAGAAATAAAGCTG
AAGGTGTGCTCAGTGGACCTTCTCAGCTCCAGAACTGGTCAGAACAGAAAGGAGCATCAT
ACCGACTTGTACCACGGCGATGAGTTGATCATCCGCAGAGGACAGACCTTCCAGATGGAG
ATGGAGCTTAACCGTCCGTATGACCCAGACACCGATAAGATACTCCTGGAGCTAAAAACA



GG
>BJ000805 ID   BJ000805   standard; mRNA; EST; 40 BP.
GNAGAGAACTAGTCTCGAGTTTTTTTTTTTTTTTTTTAAA
>BJ000831 ID   BJ000831   standard; mRNA; EST; 57 BP.
TGCAGGCAATTCGGCACGAGGTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTC
>BJ000833 ID   BJ000833   standard; mRNA; EST; 525 BP.
GCAGGNAATTCGGCACGAGGGGATACCCCCGCGAGTGTCCTCTCTGCGACGAGTTAACCC
GCGACCCAGTTGTGCTGAAATGCAACCACCGGTTCTGCCAGCGATGTATCGGAGATTTAT
GGAGCGTCACCCCTACCGGACCATACCACTGTCCGGAGTGGAGGTGCAAAACCGTTTACC
AGACTCTCCCGTTTGACAGCAGCCTCATCCGGCCGCCCACTCCCGGCCGACCGGTGCAGG
CACGCGGCTCTGCAGGGTCGTCCAATAATGTGGAACAAACCACCTCCGACCTGAAACAAA
AGACGTCCTCTCTGACCAGCAGGCTCCTAGGGAAGAGGAAGGCCAGCTCACAGATTCCAG
AGCAACCTGTCTCCAAGCGATCAAATGCTGAGGCGTCAGGCGACGTGGAGCCTACTACTT
CTGCGTCGCTGAACCCCAACAAGCCGCCTGGCGGGGGGATGTCTCGGGAAGCAGTGGGTG
CCCTCCATGCGCGGTCAGATCAAGGTGATGGACCTGTCCCGAATG
>BJ000835 ID   BJ000835   standard; mRNA; EST; 596 BP.
ACGAGGGGCGGACAGCGGGCCCAGCAGCGTAGCCGGACCTCCAGTGGACCCAGATTCGAA
GAATCTAAAGCTGCCGGAGCTGTTGGAGCTCGGTTGGAAGATCTACGAGGAGGTGGACAA
CACGAACGAGCCCCTCAACTCCAGCAGCGTGCAGGCCCGGGTGAGGCGCGGTGTCAGCGC
GCTGGAGGAGGCGGCGGCCATGGTGGCGCAGCTGGAGCTCTTCAGCCGCAACGAGGACCT
GGAGGAAGTGGCCACGGCCGACCTCAGGTTCCTGCTGCTGCCCGCGCTGCTCGGAGCGCT
GCAGCTGAAGCTGAGCGACCGTGCCCGGCGGCTGCAGCACCTCTGCTCCGCCAGGGAGCT
CTTTCTGGACTTCCTCCGGAGGTGTAAAGACTACGGCCTCTGCAAAGCCGACCTGCCCGA
ACCCGGCGAGGCCGACAGTCCAGAAGAAGCAGAGTCTGAGCCCGGACGCGATGGCCCAGG
AGCGCCGTCTGGTCCTGGGGGTCAGCCAAGCCTGGCTGCCATGGCAATGAGGAGACAGTG
TAAAATTGAGCAGCACCGGCAGAAGAAGGAGCTGGAGGCCCGACTGTCTGAGGTCA
>BJ000841 ID   BJ000841   standard; mRNA; EST; 613 BP.
GCTGGACAGGGTTGTCTGGTGGAAGTGAGGGATGCAGTGAGGACGACCTGAGACATGTCC
AGCAGGATGCAGCGTGTCGCCCAGGAGCAGCCGCTGGCCCTCACTGCAGGGAAGCCACGC
CTTCCCACCAACGGGAAGGAAGAGGAGGTGAATACAGATTCCATGGAGGACGAGGCGGAG
TTCAACTGGGAGGAGTACCTGGAGGAGACGGGAGCTGAGGCCGCCCCCCACACCACCTTC
AGACATGTGGAAATCAGCCTTCAGAGCAGCTTCCAGCCGGGCATGAAGCTGGAGGTGGCC
AACAAGGGCAGCCCGGACACCTACTGGGTGGCCTCCATCATCACCACCTGCGGACAGCTG
CTGCTGCTGCGCTACAGCGGCTACGGCGAGGACCGCAAGGCCGACTTCTGGTGCGACGTC
ATGACGGCGGAGCTGCACCCTGTGGGCTGGTGCGCCCAGAACAACAAGACGCTGATGCCT
CCCCAAGCCATCAAAGACAAGTTCAGTGACTGGACTGAGTTCCTCATCCAGGATCTGACA
GGATCCCAGACGGCGCCGGCCAACCTGCTTGAGGGGCCTCTGCGGGGGAAAAACACGGTG
GATCTGATCCAGG
>BJ000845 ID   BJ000845   standard; mRNA; EST; 34 BP.
AGGAGGTGGAGCGTGTGGTGACCATCATGCNGAA
>BJ000856 ID   BJ000856   standard; mRNA; EST; 481 BP.
GAGTGGGTGTTAGAGGGGAATTATGCCCTCTGACATTTAGCTTTCAGTTCACAGCGCTGC
CTTCTGTTTTTACAATTGTCGCTTTTCAAAACGCAACGTTAAATGCCAACACCACAGCTG
AGTCACTACACTTAAAGTGAGTGTGCAGCCCAACATGTTGAGGAGAAGGTGGTCCAAGTT
CTTCAGGCAAGAAACCTGCCCAGGTCCTGGAGAGGCTCCCCAGACTCCAGGCATCCATGT
TTACCTGTTCTGGAGCAGAGATGGAGGAACTCACTTGTCACACACAAGTGGAGATGTCAC
GGCGGAGGAGCTGTGTATCAGGGCTGCAGAGGTTGTAGGTATAAACCCGCTTTGCCATGT
GTTATTTGCATTATATAACCCACAAACACGCTATTGGTACAGCCCAAACCACATTTTCAG
CCCAGAAGAAAACTGCAGCTTGCTGGTTCAGTACTGCATGAGGTTCTACTTTCCGAATTG
G
>BJ000868 ID   BJ000868   standard; mRNA; EST; 582 BP.
AAGTAAGTACTGGGCGGACCACGCTTCCCCTGACAAATGCTGTTTGAATCAAGTGGAGAC
TGGCTTTAGCGAACACGAACATTCGCTAGCATTTTGCGCCATCATGAACCCGTCCGGTAC
TTTTGGTAGCTCACAAGGAGGTGCCTTCCAGGCCCCTGGTGGCACCATGAAGACTAGCCT
GTTTGGACAGCCATTTGGACAGCAGAATCCAAGCAGCCAAGGGCTCTTTCAGCCTCCCGC
GTTTGGACAGCAGCCTGTCATGAATCAATCTGCGGGGCACGGAAATCCCATTTTTGGACA
AACCCCTGTCTTCGGACAGTCCCAGCCTTCATCCACGCTGGGTCCCAGGTGAGCTCCAGT
ACAAACGCAGGCTTTTCCTTTTTGACTGGGTCTAAGGCCGGGCCAGCAGGCTTCAACTTG
TCACAACCAGCTCCCGTGTCTTCTAGTTCCTCTCAGAACAATTCTCTGACAACTGCCTGT
GGTGATCAAACCAAAACTCTTCCATTTTCATTTTCCCAGCCAGCAGTCCCTCCCATTTCC
AGCACCACAGCTTNCATCAAAGAACCTACTACCCCATCATCC
>BJ000882 ID   BJ000882   standard; mRNA; EST; 496 BP.
GCATCGATTTAGGAGCCTAAAACCCAGNANATGTCCTGAGTCACCTTTGACTCCTCCCCT
TCGTTCCCTCAGCTGCTCGTTGAGCGGAGCTTCCTGAAAACTGATCACCTGTAATCCCCA



AACTCATCTGACAGAGTAATCAAGTACTTTGTGTCGGGATTAACAGATTACATCCAGGCT
CTGCTGTCGGGTTGCGGGCGGTTTATGACGAAGTTTCGGTCACAGGTTGCGTCGCCTCAC
CGCCGGACGTCCAGCTGCAGCGGCGAGGTCATCAGTGATGTCATCAGTGATGTCATCTGA
GCTTTTTATACATTTAGATCAGAAATATATATCATTAAACTCCTCTCAGTCATTGGAAGT
ACTTGAACATGAAGTACACGTTAGTTTTCTTTTAATTACTTTAGTGTTACTCAGAGTAAA
CCTCAGGTTTTTAGCATTTTTGTGGCGTTTTTAGTAGAATTTTCAGCCAATTGTCATCTT
CACCTACGTCTGAATT
>BJ000899 ID   BJ000899   standard; mRNA; EST; 475 BP.
AGGATTACAGACACGCCAGCAGCCTTCAGNAGGGGAGAGACACGCGTGTCCGCGCGGAAG
AGAAACACTTTTTCTTTCTGCTCACGGAGGAAAAGTTCACCGCAAGCAGAGAGAAACATC
AAGACCTGCACAAGTTTCCCGCCGAAGAGGAGCTGTGAAGATCGGCTGTTCTGGTCGCGT
GAACGGCCGAGTGCGGGGAAGAAACCCGCGGGATGTGGACGGAGCAGTGAAGACCACGTC
TCGACAGCAGCCCCGGGGGCAATCTGCTGCAGCTCTGCGCCTCCGAGCCGGGGCAAAACA
GCTGAGGAGGCGAAGGCCGTCTTCTGGTTGGACGTCTGTCCATTTCTATTTCGTCTCTGA
TAAGTCTCTTGTGCAGCCGCCATCATTCGGTGCTGCAAGGCCGACCCCAGCATGTCTTCA
AACGGAGACCTGGGTTCGCTCGGGAGCTCGGACAGCTTCTGGGAGCCCGGAAACT
>BJ000906 ID   BJ000906   standard; mRNA; EST; 501 BP.
GGNCTGCAGGNAATTCGGNACGAGGCCGCTCTCCGGCGCTTCCTGTGTTTACCTCCTCGG
CATGTCCTCTTCGCCTCACTGGTGCAGATGCGATGTTGTGGATTAGAGGACGTGGGATTT
GGATTCGTCCCCTGTCAAGCCATGCCAGCTGTAGATCTCCCCCACCAGGTCTCCGGATCA
TGAGGTGCTAGCCGAAATCCCTCGACAGGCTCCTTCCCTCTCCATGATGGCGATGTTCCG
GAGCTTCGTGTCGGCGCAGCAGCACGGCGGCGGCGGCTCGGGCCCGCTGGGGGCCCCGGG
GGAGAGCATCGAGAGCCAGTTCTCCTGCCCCATCTGCCTGGAGGTCTACCACAAACCCGT
CAGCGTCGCCGGTTGCGGACACACGTAAAGTAGCCCTGTGGGCGCGAGCGGGATAGATTA
GTGAGCGCGTGCCTGTGCTTCATGAGCTGCCTCAACAAGTAGGCCCTGAGCTCACAGCTG
ACCCCCACCCACCCCCCACGG
>BJ000909 ID   BJ000909   standard; mRNA; EST; 501 BP.
GNAATTCGGCACGAGGAATNACCCACAAATGCCAAACTGAAGAGAAATTACACATAATGC
TTATATTATACGTATTAGAAAACATGCAATTTAGTTTTAGTCTTCCTAAAATACCCAATT
TAGTCTAAGTTGGCTTACGTCTGCATGTTTGCATTCATGATCTACATTTAACTCAAACCT
CATCACCCACCTGATTAAAAAAAAAAGATAATGACTAGTAGCACTAACAACTGTAAAGTT
TATTAAACATAACAATGTGTCTACCGTATTTTCCGGACTATAAGTCGCCCTTTTTTTCAT
AGTTTGGCAAGGGGTGCGACTTATACTCCGCAGCGACTTATATTAGAAATAAATTGAAAT
AAATACATTGTTAACCCTCCTGTTATGTTCATTTGTGAGGAACAGAGATGATGTTCCTGG
GTCAATTTGATGTATGAGGTATGTTAAGTGTTAAGAGGATGTTAAGTGACTCAGAGAATC
AGCAAACTTTTTTTTACAGTA
>BJ000913 ID   BJ000913   standard; mRNA; EST; 59 BP.
CTCTCTCTCNCGCGCCTCTCGCTCTCTCTCTCTCTCTCTCTCTNTCTCTCTCTCTCTCT
>BJ000920 ID   BJ000920   standard; mRNA; EST; 461 BP.
GGCGGCTCCCATGTCCTGGAGAGGCTGGTACTCTCCGTCTATTCTCCGGCTATGGCCGGA
GCTTTTGCCCGCGTGTCCGACCGGCTGTTCCGCGTAAGGGACAGACGAAGAGGGTCTTCA
GTGCTGCTCCTGGCTCCTCTGCTCGCCGAGACAGACACGGCTCCACGCCGCGTTTCCAGG
CCCTCCGGGTCAGCCGGAGCTCAGGGAACTGACGGCCTCTGCGCTCACTTTGGATGGATG
GCAGAGCAAGCGCCTGCCTTCCGAGTCCCCGGGACCCACATCCAGATTCTGACCTCCCCT
GACCAGTTCTACCAGGCCATGAAGGCACACATCAAAACGGCGCAGAAGCGAGTGGTTATG
GCATCGCTGTATTTAGGAACAGGTCGGATGGAGCAGGAACTGGTGGACTGCATAGAAGAA
GCTCTGGAGCGCTCAAAGGAAAACGCTCACGCTCCTGGCCT
>BJ000921 ID   BJ000921   standard; mRNA; EST; 486 BP.
GGTCGCTTCAGCTCTTCCCGCTTCGTTCTAAAGTCTTCGGCCCAGGCCCTCGCGCGCACG
GCTCTGCCCACGAGGTATGACCAGAGGCAAAGCGGCCCGCGTGACCGGATGCCTCGCGTG
AACCGGACGGCGGTGTTGTCGCTGCTCATCGTTAGCAGCTGCGTGTTCCTGCTGTTCCAG
CTGCATTACTACCGGAAGTACGTCACCAAGCAGGGGGGGCCGTTACTGAGCCCGGTGCAT
CACCTGACCAACCGCGCTGTACAATGGCATGCTTTGCGTCAGCGTGACCGGGTGGTCCAG
GAGCCACAATGCAGTGTCCTCTGCACCGACCGTCCAGTGTTGGCGTTTGGCGTGCATGCC
AGCTCGTGGGAGAGCACTCCTGAATTTGTGGCGGCTGCTCAGACCAAAGGCTTTGAGCTG
CTGGAGCTGCGAGGAAAAGACCCGCGCCTTTCCAGCCTGGACACCCTGTCAGGGGAGGAG
ATCCCG
>BJ000922 ID   BJ000922   standard; mRNA; EST; 47 BP.
CGGCACGAGGGAACTAGTNCTCGACTTTTTTTTTTTTTTTTTTTAAA
>BJ000936 ID   BJ000936   standard; mRNA; EST; 661 BP.
GGCACGAGGCTCAGCCTCGCAGNAAAGAGAGTCGCAGCTGAGCGCGCTCCAAGNACGAGC
TGAAGCAGCTGCAGACCAGACAGGAAGCTGCTGAGAAAAACGTCGCAGAGCTCGAGCAGA
AAAAGAGTGAGGACTCCGGCCTCGTCTCGTCGCTTCAGGAGGAGCTTCAGCGCCTCAAAG
AGGAGACGCTTCAGAACGCTTCGTCGCATGCTTCATCAGAACTCGCACTGTTACAGTCCA



GCCTGAATGAAAGAGATGCCCTGGTTACGTCGCTGCAGGCGGAACTGAAGGAGGCGCGGG
AAAAGCCGGCGGCAGACGCACAGGAGGCCTCGGCGCGACTGGTAGAGTTCCAGAACAGAA
CCAAGGAGACTCTCCGGTCCATTTTCCCTCAGATCTCAGTGGACACAGAGCAGCTCGACT
GGTTCCAAGTATTTACCCAGAAAGCTCAGGAGGTTCTCAGCCAGCAGAGCCAGCAGTCGA
CCTCAGACCTGTCTGAGAGAGTGAAGGAGGCAGAGGAGAGCCAGCGCTCCCTGCAGGCTG
AATGTGAGCAGTACAGGACGGTTCTGGCTGAAACGGAGGGGATGCTGAAAGATCTGCAGA
AGAGTGTGGAGGAGGAGGAGCAGGTGTGGAAGTCCAAGATGAGAAACTCGGAGGAGCAGA
A
>BJ000937 ID   BJ000937   standard; mRNA; EST; 538 BP.
GAGAAGAGAACCACCTTCCACGGCCGAACACGCTGCCCCTCTCCACAAGATCTGCAACCA
GACCAGGAGATGCTCCTGTCTCTCCAGGTCATCCTCCAGACTTCTACAGCAACGTGGCAA
GAAAGCTGGAAAAGATCGCTCAGACCTCCATCAAGAAAAGGACTCCGGGGCCTCAAGGCC
CCCTACCAGATGTAGGAGAAAAAGAAAAACTGATCCAGGATCTGGCTCAGGCGCTCTCTT
TTGAGGGAGACTCCATCAACGAAAAGATCCAGGCGAACCCCTTCCTGCGCTCCAGCTTGA
GTCGACTGTCCTATGCATCATTTGCCAAGCTTCTGGATAACTACAGCAACGCTCAGGTGG
CCCAGGTTTCAGATCTGCCGCCATCGGAAAGTCCAACGCTACGCCGCATCGCAGTCTCCA
TGGAGGTGTCGCGGCGGATCGTGACGGCCACGGGAACGCAGCGCACACAGGGCTACGCTG
AGCGCTACATGGAGACCTTCGTCCCCTGGATCAAACAGCATGGANGCTGGGAGAGCGT
>BJ000938 ID   BJ000938   standard; mRNA; EST; 481 BP.
GTGGATATTTAAAACTTGTTTAACAAATAAAAAAATTAAATATTGGGCAAAATAATTTAG
CTCCTTTTACATTCAGTGCAGCAAAGTCTCTCCAGGTGTTCAGTGAGGATCTCTGAATGA
TCCAATGTTTGACCTAAATGACCAATGAGGATAAATAGAATCCACCTATTCAAGTCTCCA
TATCAATGCACCTGCTCTGTGATAGTCTCAGAGGTCCATTTAAAGCACAGAGAGCATCAT
GAAGAAGTACAAACACACCATTGAGACCTCCCTTCTCGATCTTAGCCGGATTTCCCCAAT
CAGTCCAGTAAAGAAAGCTGTGAAATGTTGAAAAATGGCAGTAAAACCAAAAGTTTGAAC
CATGAGAAACACATGTAAATGAAACCATCATCTCACTTGCTATGGGGGTCGACCACTATC
GCCCGAGGCTTCGACAAGCCTTGGTGGAAGAGAGTTTTGCGATGGCTGCCATCAGCGGTT
G
>BJ000946 ID   BJ000946   standard; mRNA; EST; 449 BP.
GTACCCGATCTTTGGATTTCCTNTAACGATGCATGGTAAAAGCAGATTTGATTACTTTAG
GAATCTAAGGGCTTTAACTAATCCTAGAACACTTTAATGGCTTGGTCTTTAGCGCTACAG
GCCAGCTAGTGTTTGTGTTTCATAATGGTGCTAGCACACTGTGTGCCGTTCCANTNTNTA
TGCCGCAGTCCAGACCCAGACAAGCAAGAGGTGGAATCCCATCACGAAGGATCAGAAGCA
CTTCTAAGGGACGACGTGTCTCCAGCAGCAAGCAGCACCGCTCTCGTGTCCCCGACCCAC
CTCTCAGAGTCACCTGTGTCACCCACATCTTCTGAAGATGCAGCCTCACCCTCTGCCGAA
ACACCCTCTGTCAAACCCAGGAGGAGAACTGTGCGCCCCAGACCGCGCCCCTTATCCGAC
TACGTGCAGCTGGTTTCCAGGAAGCATCC
>BJ000956 ID   BJ000956   standard; mRNA; EST; 201 BP.
GAGGCCGCCATTNAGGGCGACAATAACAGGAAACATGAGGNTGCGGCGGCGGCGTGGAGG
GCTGGCCTCACCGCGCTGACTGGAGTCAGGTAACCGCGCGGACCGGCCCCGCTCCCTCCT
CACACGGATCCACAGACGTGGAATCCACACATGCCGCTGGAAGGCGGGTTTTTTTTTTTT
TTTTTTTAGGGGAGTTTTNAA
>BJ000958 ID   BJ000958   standard; mRNA; EST; 647 BP.
GGCACGAGGCATGGCAGATCCCGATCTTGACTTCACGACCGGTGAGTCTGGCGCCTCCGC
CACCTACCCCATGCAGTGCTCTGCCCTGCGTAAGAACGGGTACGTGGTGCTGAAGGGCCG
TCCCTGCAAAATCGTGGAGATGTCCACCTCCAAGACTGGCAAGCATGGGCATGCCAAGGT
TAACCTGGTTGGTATTGACATCTTCACCAACAAGAAGTATGAAGATATGTGCCCCTCCAC
CCACAACATGGATGTTCCTTCCATCAAGAGGATAGACTATCAGCTGGTTAACATCAATGA
AGTTGGCAAGGAAATTGAAGCAAAGTTTGAAGCGGGTGAAGAATTCATGGTCACCGTGAT
TTCTGCCATGGGGGAGGAATGTGCTGTCGCTACCAAGGTCTTGGCCAGCAAATAGGGAGA
TGGACTTTGCTGCCCGGACAACAAGCACCACCCACAACCAGTCTCTTGTATTCTCATTGG
TTCTGTCACCAAAGCGTCGGCATTCACAGACAACCTCAATCATTCTGTTGATTAATCTTC
TCCATGATCTTTATTTTTCTCCCCCCCTCCTCCCTTTTGTTCCTCTTCTGCATTGCTGTT
GGGAATGTTCCACTGCAGCTCGCTGCGTGGTCCTCTGCCTGATCACT
>BJ000961 ID   BJ000961   standard; mRNA; EST; 507 BP.
GGNCTGCAGGNAATTCGGCACGAGGGACAGCTGGAAGGATAAACGTTGAATGACGAGGCG
TTTTTCCATCTTAAATTTAAAAGGCCGCAGGATCACGGTGAAGGCCTCTTCTGTATAGAG
GACGGGGGCGGAAACGTCACGTGGTCTCCGCAGAGACTGGTCAGTTATTTGGAGACAACA
TGTACAAATAGTTCCTGGACTGATCTTCTGCTAACTTTGAGATGGAGAAGCTGTCAGGTT
CATCTGTTTCAGGGTCCTGCATGCTCTCCCTCCATGTTGGCTGTAGCAGTGGATGGAACT
TGCTAAATGTACTGTTTTGAGAGCCAACTGGGGCTCAGTGGTTATTTGGAAGATGCGTTT
TTGACCAAAAACACTGTGGTGACCTCCTTTGTGAACTGCATTCATGGGGAAATAGAATAT
AATCCTGGAGATGGGAGATGTGGAGCAGGTAAGTTTGTGGCAGCACCAGAGTCCTCCAAC
AAGTCTTCTGGCAAAGTAAATGAGGAA



>BJ000965 ID   BJ000965   standard; mRNA; EST; 520 BP.
TGCAAGTCCGGTTCGTTTCGGACTACGCCCATCAGGGGGCGGGCTTTTCTCTCCGCTATG
AGATCTTCAAAACAGGGTCCGAGTTTTGCTTCCGCAATTTCACCAACCCATCCGGCACGA
TTGAGTCCCCGGGGTTTCCAGACAAATATCCTCACAATCTGGAGTGCTTTTACATGGTCA
TAGCCCCACCCCACATGGACATTACCCTGACGTTCTTGACCTTTGATCTGGAGAACGACC
CTCTTCAGGTGGGCGAAGGCGAGTGCAAGTACGACTGGCTGGACGTTTGGGATGGACTTC
CACAAGCGTCTCCGCTGATTGGCCGGTACTGCGGGACAAAAATCCCTCCAGAGATCCAGT
CGTCTTCGGGCCTACTGTCCCTCTCCTTCCACACAGACATGGCGGTGGCCAAAGACGGCT
TCTCCGCTCGCTACAACATGACGTACAAAGAAGTTTCCGACTCGTTCCACTGCAGCATGG
CGCTCGGAATGGAGTCGGGAAAGATTAGCGATGATCAAAT
>BJ000971 ID   BJ000971   standard; mRNA; EST; 546 BP.
CAGTGGCTGTACCTAGAAAAATTTAAAATGAAGCTCCACACCACTCCGAACCTCAGCATC
AACACCGACCTTCACGCAGCCAATGGGAAACGAGTGAAAGCTCTGGACATCTTTGCATAC
GCCCTGGCCTTCTTCAAGGAGCAAGCCTTAAAGGAGCTGAGCGATCAAACAGGCGGCGAC
TTCGACAACAACGATGTGAGGTGGGTGATCACCGTTCCTGCCATCTGGAAAATGCCTGCA
AAGCAGTTCATGAGAGAGGCAGCCTACAAGTCTGGCCTGGTGTCCCGGGACACCCCGGAG
CAGCTCATCATCGCCTTGGAGCCTGAGGCAGCGTCAATCTACTGTCGCAAGCTCCGCCTC
CACCAGATGGTAGACCTGGCCACGTCAAACACCCAGAACGGCTTCAACCCCAACGACAAC
GTGGGGAGTGGAGTGAGCCAAGCTAAGGAGCATGTTCGCCGCAACCGACAGAGCCGCACC
TTTTTGGTGGAAAATGTCATAGGAGAGCTTTGGTCGGAGCTGGAAGAAGGTGACCGGTAT
GTGGTT
>BJ000975 ID   BJ000975   standard; mRNA; EST; 793 BP.
TAGCAGCGTTAGCTTGTGTTCAGAGGTCGGTGGTGTTTTGTTGGGACGTTTGTGAGGTTT
TTGGACAGAAAGGACGATACGTGGTTCGTGTGGGAACTCTCAGCATTTTCCAAAGTGTCG
TAAATGAGTGAAGAAGTGTTGAACGGAAAGACAACGTGGATTGCTGTGATTGTNAGACTA
GCAGATGATCGGTCGGAGCTGCAGTGAAGAGGACGGCGGTGTTTGTGGGAGTTGGAGCTG
AAGATCGGAGCAGGAACCATGTCTTCAGAACCTCAGGAAGGTTCTGTCAGAGAACAACGT
TCTGCTGCTGAAGGAACCATCGTCCAGAACGAGGAGGAGCTCTGTCGTCAGCGCAGACTG
CTGGATAGCAGCTGGAACCCGCAGCTGCAGCTCCTCGTGGTTGTCCTCCCCCAGCATTGG
ATGACTGAAGAGGAAGATCTCTGCAACCAGCAGAGGAACTTCAGAGTGGAACAGGAGGAA
CCAGAACCTTCTCAGATTAAAGAGGAACCAGAACCTTCTCAGATTAAAGAGGAACCAGAA
CCTCCACAGATGAAAGAGGAACCGGAACCTTCTCAGATGAAAGAGGAACAGGAGAAACCA
GAACCTCCACAGATGAAAGAGGAACAGGAGGAACCAGAACCTCCACAGATGAAAAGAGGA
ACCGGAACCTTCTCAGATTAAAGAGGAACAGGAGAAACCAGAACCTTCACAGATCAAAGA
GGAACAGGGAGGAACCCACAACCCTTCACAGATTAAAGAGGAACCCGGAACCTTTTTCAG
ATTAAAGAGGAAC
>BJ000978 ID   BJ000978   standard; mRNA; EST; 585 BP.
AGGATGAGCACGGGCTGCTGCACAGGTCCGGGTCTTCCAGCGGGTCTCCCCGCGACAGCA
GCGGGGTGAAGAGCAGCGGCCTCCGCTCCAGCGGGCTCAGGTGGAGAAATGGGAGCTCCA
TAGTGATATTTCCGGGCAGACAGAACTCCAGCGTGAAGACCTGGTTTTTCTGTGGAGAGT
GGATCCCCTGAAGCTGGTGAGATGCAGGCTGCGGCGCGCGAGCCCCGGGGAAGCTCGCCT
GAGCGTCGGGCCACCGCCTCTTTCAGCAGACGGCGGCGTTTCCTTCTCGTGGCGGGGGCC
AGCGGAACAGCAGAGGATCCGGGCGGCTGGGCCAGTGCCGCGGCTCCGGGAAGAAGGGCG
AGCCGGCCAGGCTCCAGCAAAGCGGGCACCGAAGTAGCAGACGCCGTTGGATCCGTAGAG
GTGGTAGCGGGAGTCGTCGCCTGGCTGGGACCAGCAGCAGAGCCGGATGCCACGGTCTTG
CAGTAGCTTGGACGGCGGCTCGTGAACTTCTAACACACCTGGTGACAAAAACAGCAGAGT
CCACGGTTGGAGAGTCAGCTGACATTTCAGCACCGAGTCTTCGAC
>BJ000980 ID   BJ000980   standard; mRNA; EST; 452 BP.
GGCAGGACCCGAGCGAGNACGTTACACATTTACGATGGCTGACAAGGAAAAGCGCCGGTC
CGCGGCTATTCCTTCAGGAATGTCCGCCGGCAAAGCCATCAAACCCGACAGCGACGTGGA
GTTCCTGTCTCAGGCCGGGGTTGGGGACCTGCTCCGCGGGGCCCTCCTAAAGATGGTCGA
AGCCAGGTCCGACGACCCCATCGGGTTCCTGGCGGACCATTTCTGCAACCTGGCCTCGGT
GACGGACAGCAGCCCGGCTGGATGCGGGGAAGACGAGCAGATGAACGGCGCAGGCGCATG
CGCACAGGAGCAGCAGCATCTCAACCGAGCGCTGTGGCACCTGCGGCTGGCGCATCATTC
TCAGAGATCAGCGTTCAGCAACAATGTCCGCGTGGCCTACGATCTACTGAACGTCTCCGG
CTGTCAAAGACAAGCTGCTGAGGTTCCCGACG
>BJ000985 ID   BJ000985   standard; mRNA; EST; 561 BP.
GGNCTGCAGGNAATTCGGCACGAGGTAACTCTTTGTCGAGCTCAAATAACGGCGTTCTCT
CCAACACGGCTCATTGCAAGACGAACAGCATTGAAACAGTTGACGATCAAAGGCTAGTGG
TCTCGCTGAAGGAAAGCACAGAGCCAAAGGCCTTGGTGAATGGAGATCTGGGCTCACAGA
ATGACAGCGCTGAGGTCAAAGGTGAAGAGCCGCGTCGGGTTTCTGGCATTGAAGCCGAGT
CAACACCAGACCCGGATTACAAACCTTCACTGAAGATGACGAGGCTGGAAAACAACACCG
ATAGGGATGGAGATCACTCTCTGCTGCACAACAACACTTCAACTTTTCATCCTGTGGAGA
CCAAACACACTCCTGGGGTCATGGGGGTGAAAGTCATCAGAGCGGCTCCATCTCCGGTTC



TTTCAGCGGAGGAGTCCAGTTTGAGTGACGGCTTTGCTGAGGAGAACAGTAACAGCGAGT
CGGCAGAGCCGTTCGAGGCCGTCATCACCCGAGGTAACCACTACCTCTACCACCACCACC
ACCACTGTTGTCTCTACAGAA
>BJ000994 ID   BJ000994   standard; mRNA; EST; 626 BP.
ACGAGGCTTCTGTCTGTGTAGGACCTGGGTAGGACATGGCCTCAGATTCATTTTCTCCAT
GGTAGAGTTCTATATTTTCGGCTGCCTCGGTGCACAACAGACTGTCAGAGGATTTCGTTA
AATCAGATGGGTCAGGCACTTTGGAGGCTTTCTCCCAGACAACAGCAGCAGCTTCAGGAA
GAGCTGGCCGACCAACTTGCTGAAAGAGGAGGTGGAAAACAAGAGCATGGCAGGGATGGA
GGTGCACAAAGAAGAACTGCCCAGCACTGCTACAGCCCCGATATTTACCATCTGCTAAGA
ACTCGGAGAGGAGGTAAAGAGCAGTCTGGTTTTATAGACCTGGAGATGCTTCCACCTGAG
CTTGGCATCACCATTCTCTCCTACCTGAATGCTACTGATCTGTGTCTGGCTGGCTGTGTC
TGGCAGGACCTGGGGAACGACGAGTATCTGTGGCAGGGGCTCTGCAAGTCCACATGGGGA
CACTGCTCTATCTACAACAAAAGACTGCGTGCAGGTTTTTCTTATCGCAGACTCTACCTG
CAACTAGATGAAGGCAGCCTGACATTCAACGCAAACCCACAAGAGGGTATCAGTTATTTC
ATGTCTAAAGGTATTCTAGTGGATCA
>BJ001003 ID   BJ001003   standard; mRNA; EST; 663 BP.
GCTCCTCTTAGTGTGCTCTGCTGCTCTGCCAAACCTCTCTCTGCTCAGCCTTTTCTTTGC
ACATCCTTACTTTAAAAAAAGAAGCAACAATGTCTGTCCAAACAGTCAGCAGGACGTCGT
TCAGGTCTAGCAGTGGTGGCCGTGCGTCAGGATCAGGCCTCATGTCATCAGGATTCTCCT
CAAAGTCATCAGCAGCTGGGATGTCAGGCGGTTTTCAAAGTGGCTCTATCCGTAGGTCAG
GAGGATTTGGAGGCATGGGAGGAGGCATGTCCTCGGGAGGAAGCATGAGCTCAAGAAGCA
GCCTTCGGCTTTCTTCTGCTCGCTATTAATAATAATATCAACATTCAATGTTTCCCTATA
AATCCACTCAGGCGTCCAGAAACCCAATCCCATCTTCTCCAGCATACATACAGCATTTCC
TGACATTTCCTGGTAGAGAGAGCGTGTTTTTTTATCCAGAAAAGAAGCAGAAAAATAGTA
AGACCAAAAAAGCAAGAGCCACAGAGATTTGAGTCAGTCCTGTCGTCCTTCGAACAGTCA
GCCCGGCTGTCTTTTGGTTGCTGGATATGCTGTTGAGCAGACAAAGCAAAAATTGTAGTG
TCAGAACAGAAAATCCTAAAAAGCAACAACCACTACGCACAATGAGCTACATCTGTACAA
AAG
>BJ001020 ID   BJ001020   standard; mRNA; EST; 450 BP.
CGCAACGCAGGNAGGGAGCCCTCGGAAAGAATGAGGGACACCGAGGCTCCGCCCAGTCCC
CAGGGTTACGCCAGGATGCAGGCAGACGATCCGAGCAGAGCAAGAAGTGGAATTGTTACC
ACAAAGCACGGAGAGCCCCTATCTCCAGCAGCCAGCACCCTCGCCATGGTTCTGACCCGA
GGCCTGAGCATGGAGCAGCAGAAGAGCAGCAGAGACTCTCTGCAGTACTCCAGTGGCTAC
AGCAGCCAGACCAACACCCCCTCCTGCTCCGAGGACACCATACCCTCACAAGGTTCAGAT
TATGAGTGCTACTCTCTGAACGGAGATGCGGACGGCGAGGGACAGGCAGACTTCGACAAG
TCGTCCACCATCCCACGCCACAGCAACATTGCCCAGAGCTACCGCCGCATGATCCAAACC
AAGAGGCCCGCCAGCACAGCGGGTCTGCCT
>BJ001025 ID   BJ001025   standard; mRNA; EST; 604 BP.
CGAGGGGGATCTGGCAAGNAAATCTGGAGAATCTCTGCCTTCCCTTTGCTTGGACTCTCC
CACCCCTCTTCCCTCCTCCTCTCTGTAGCCTCCCCAGCTCCCCGGCCTCCCTTCTCCTGC
TCCCTCCTCATCGGCCTCCAAGATAGATTCCCTCAGGAGCAAGGTTGACCTGCTCAAGCT
GCCCCTGGCTCTTTCCACCAAGTCCATCTCGGAGCGCAAAAGCCAGCTGGGAGGAGTCTC
CGAGCAGCACGCCAAGGGGGGAGGAGGTGGGGCCCGTAAACCCCGCCTACTGCTGGCCCG
CGACATGGACAACGAGTCGCAGTACTCGGGCTACTCGTACAAGTCCTCCCACTCACGAAG
CTCCCGCAAGCACAGGTGAGTAAATCAGGACTTCAAAGACGAGAAGCAGAATCAAATATT
TAAATTAAAATCACACGTATGACGCTCCTCATACTCCGAGGCAACACCGACAAACAATCT
GCACGGAACGTGGATTTGAGTCGTTTATCGGAGCGGTTCAGGGCTTTAGGCGTGCAGTTT
CTCGCCTGCTTTAAGCAGAGGTGATTTATTAGGTTACATTTCAGCCGTGAGCAAAATGAC
AAAC
>BJ001027 ID   BJ001027   standard; mRNA; EST; 690 BP.
ACGAGGGGTGGGACTCTTTGTAGCTCAGCGCTGCTCTGCTTGGATGTAAATGTAACGGTG
CGGCCGTTTCCTTCACTTCCTTTTTGTGTTTCCAAACTTTTCCGCTACTATTCCGCCGGT
CAGGACTCCTGCTTTGTAGACGGGAATGATAAAGGCAGTCGAGCTCGAGCGGATGGACGG
ACCGACGAAGGAGTCTGGCCAGCGCGGCGTTGGTGGTTTCCCTGGGCTTTCTTAAAAGCG
GTAACCCTATTTATTTAAGTTCATTTCGTCCCGAGATGAATGGAAGGAGTCGGCTGAGTC
AAGTCTGTGAGCTCAGGCGGATTTATTGTGCCGTCTCACACTGGACCCTCATGAAGCGCT
GATAGTCTGCATCCTGCTTCACCTCCCCGCTTTGTGGTTTCAAAAGAAAACCCAAACGGT
GAGACACCCCCACTCCACCCTGGATGTCAAGCAACTTTAAAAAAAAATAGTAATTTAGAC
TAATAAAAGAAGAAAAAGAAGAAGAAACAGACGAGGAGCCACCTGAGGGTCCATGAAGGA
ATCCCCGTACGACCTATTTAATGTGTTTTAGGATTTTCAAACTCCTCTGAGAGTTGCTCA
TCCCATCCTATCTGTCTGTTTTTACACATAAATGACTCACAGGACCTACTTTAAAACGTC
TTTTATTTATCTTTTCAATATTTATTCTGT
>BJ001046 ID   BJ001046   standard; mRNA; EST; 85 BP.
TGAAGNAAAAAGTCTCCGGNATTTAAACAAAAAATATATAAATATACATATTTCTGCTTG



TGCAGCACCTGTTTTTTTTTTTTNG
>BJ001050 ID   BJ001050   standard; mRNA; EST; 476 BP.
CGCGCCGAGTCACAGCGATGTCGACAGGAGATCGCCAACATCGTGTGCCAGCATCAAGCT
GGGAAGCTAATGCCACACGGGTTTCCTCAGTTCTGCCCCCATCCAGGGTTTTCACAGCCA
GTGGAGGCTGCTGGTGAAGAGGACTTCAGCATATCTAAAGTGAAGAACCCTGTTAGGGTG
GCGTTTGTCCTGATGGTGCACGGCCGAGCTGTCCGACAACTCAAGCGACTCATCAAAGCC
ATATACCATAGAGACCACTTCTTCTACATCCATGTGGACAAGCGTTGTAGCTACATGCAT
CGGGAAGTCCTGCAGATGGCAAAGCACTACCCAAATATACGGGCCACACCTTGGCGGATG
GTCACCATCTGGGGAGGAGCCAGTCTTCTGAAGGCCTACCTGCGGAGCATGCAGGATCTG
CTTTCCATGGCTGAATGGAAGTGGGACTTCTTCATCAATCTCAGTGCAACAGACTT
>BJ001056 ID   BJ001056   standard; mRNA; EST; 485 BP.
AGGCTGCAGCCTCGCGCCCGCTCTGCCCCCTCGCCTCTTTNTCGGTATGGCAGACGGAGA
GAGGTCCCCGTTACTGTCAGATTTAGGAGACGGTGCCCTCGGCAGCGGTAACGGCGGGTT
CTCTCCAAACAGCGGGTTTGTACCCAACAAACCAGAGAGCTTCCCTCCGTTCCCCAGCCC
CACTCAGCCCTCAGTGCTCCTCGGGGAGGACCCTCCACCCTACTCTCCACTCACCTCTCC
AGAGAGCGGCAGCGCCCCCGTCATCAGCTGCAGGGTGTGTCAAAGTCTCATCTCTGTGGA
GGGCAAGATTCACCAGCACGTGGTGAAATGTGGAGTTTGCAATGAAGCAACGCCCATTAA
GAACGCCCCAGCAGGGAAGAAGTATGTCCGCTGCCCCTGCAACTGCCTGCTGATCTGCAA
AGTCACTTCTCAGAGGATCGCCTGTCCCCGACCATACTGTAAGAGGATCATTAATCTGGG
TCCGG
>BJ001065 ID   BJ001065   standard; mRNA; EST; 554 BP.
CGAGGGCGGCGCGTGCGGACGCAGCGGCTTCTCTCTNTTCAGTCAAAACGGCGTTTTTTT
GTTTGTGTAAGTTGGAATGTTCTAGTAAGTTAACTTCGGAAGCCATCCGGACATACAGCC
GCGAGTTTCTGCTTGAAATCAAGCAGACTACGAATTTGCAGCTAAACCCCGCGGACGTCG
GCGCGCTACGGGATGCGGGTCTGCTCCTCCTGAATCCTGAACAGTCCCCCATGACTGAAT
CCCCCCCTCGCTGGACGCGCCGCAAGCGGTGTATGAGAAAACAGAAAAGGGGAAAACGCG
GAGGCGTTCGACTTCGAGCTAGGCTAGCGGCCACCGCATCTCTGGATAACAAACCGGACC
ACATTCATCAACCGCGGTCCACTCAGAGCGATGTGTCGGTGGAGCTACCCTTCATCCTCA
TGCACCCCAAACCTGTGGAGCCCCCGTTGTCCCGCCCTCAGTCTGCGGTGCCAGAGATGG
ACCCCCCCATCGACACCAACTTGATAGAGTTCGAAACAAACGTCTCCCAGGACGACGACT
TCGTCTTTGAAGAC
>BJ001066 ID   BJ001066   standard; mRNA; EST; 521 BP.
GCAGTGGTTTATATTTTATTTCACATTTTTGTTGCATAGAATATATTCAAAATTCGTATC
CGAACAGTTTACTGTTATGAAGGTGGCGTTTTAGAGTCCGAAACCACCGACGTGGACCAA
AACAAATCAAATGATAGCTAGCTTCCTAGCTTAAGCATGCCGAATTTTTGCGCGGCCCCA
AACTGTACACGGAAAAGCACACAGTCAGATCTGGCTTTTTTCCGTTTTCCAAGAGACCCA
GAGAGATGCAGGATCTGGGTGGAGAACTGCCGCAGAGCAGATCTGGAAGCCAAAACTGCA
GATCAGTTGAATAAACATTACAGATTATGTGCAAAGCACTTCGACCCGGCGATGGTCTGC
AAAACGAGTCCGTATAGGACTGTGCTGAAGGACACAGCAATTCCAACCATCTTTGATCTA
ACGAGCCATCTGAAGAACCCACACACCAGACACCGCAAACGCATCAAAGAGCTCACTGAG
GACGATATTAGGAGGATGAAAGAAAGACGACTGGCAGCGGA
>BJ001088 ID   BJ001088   standard; mRNA; EST; 590 BP.
GCGGAGCTGCAGGCCTCCTCGANCCGCCGGGGCTGAAGGCTGACGGCCTGGCCGATGTCA
TTCAGCGGGCCCGGCAGATGGTGGGTAAGATGGGTGGAGAAAACATACCCCACCTCAACA
GCTCCTCAGGAAGCGTCGAGCCCTCTCTGTACTACCAGAAACGAGGTGGAGAAGACGGAG
TAGGTAACCAGCTCCCGGCCATGGGCCATCAGAGCAGAGTAATCACAGAGGATTACAAGG
TTCCAGACAGGATGGTGGGCTTCATTATTGGTCGAGGAGGAGAACAGATCACACGGATCC
AGCTGGAATCGGGTTGTAAGATCCAGATCGCGGCCGACAGTGGAGGTCTGATGGAGCGGC
CGTGTTCGCTGACTGGATCTCCAGAGAGCATCGAGCAGGCGAAGCGACTGCTTGTCCAGA
TCGTGGAGCGCTGCAGGAATGGGCCTGGTTTCCATGGTGACAGCGAGGGCGGGACCTCGG
TGCAGGAGATGCTGATCCCAGCCAGCAAGGTGGGGCTGGTGATCGGCCGAGGAGGAGACA
CCATCAAGCAACTGCAGGAGCGAGCCCGGGGTGAAGATGATGATGATCCA
>BJ001089 ID   BJ001089   standard; mRNA; EST; 448 BP.
GCTCTTACACTCGGCACACTCTGTAGGTCTTCAGAGCGACAGCTTGCTCCATCAAATTAT
TTCACCATAGAGGGCTGGAAGACTTAAGGTATTCATGATGTCCATTGCCAAAGCAGCAGC
AAAGGCCATGCTATCTGATGCCCTGCTGCAGGATAACTCTGGGATTTTCAGGATCAGCCA
TCTGGAACTGGAGCTTCCCTTAGACAAGGTTATCAAGTATGTGTCTGTCGGGCTGCCGCT
AATGCTGGTGTGCATGGCCTTTGTCCGCGAGATCTCTCTAGGGCCCCAGATCAGCTGTTT
TACTCCAAGTAATTTTACTGCAAAGCAGGCCAGCTATGTGGACACGTACTGCTGGGACTC
TCTCATGCATCACGAGTTTGATTCTGATGGGAACTTTGAAGAGCAATCTCTTTGGGTACA
CAAAATGTTTCCCTATTCTCTGATGGCC
>BJ001093 ID   BJ001093   standard; mRNA; EST; 109 BP.
AACTTTAAAAATGCATATTTTACAGGAACACTGCTGTACAAATGTGAAGCCAGGCTTTTA
TTTTGTACAGCAGTGTTCCTGTAAAATATGCATTTTTAAAGACTTTTCC



>BJ001097 ID   BJ001097   standard; mRNA; EST; 133 BP.
AGCTCCATCTGCTGGAAACGGAGGGGAACCAAAGAAACACTCATACCTTTTTCTGTGACA
GTNAGAAAGAAGNACTCCAGTTTGATCTGGCAGCTCAACTGAAAACAGCCCCAGAGCTTG
TGAACAGAGTGNA
>BJ001105 ID   BJ001105   standard; mRNA; EST; 642 BP.
TTGTCCCTGCACACACACAACTCTGAGGGAGCAGTGAGGGGGTGTTGGTGGTTTTGCAGT
GTGACTGTGGAATGCGTAGGATGAGTTTTTATGGAGTGCTGTTTACTTTGGCCACCACCG
TTAAACTTTTAACGGCTGCCAATTAACAGGCCGGCAAGGACACTCTGTGGGGCATGAAAC
CAACTGCTGGAAAACACAGTTTCACACACAGTCCAAGACTTCTTTTATTTATTTTTTTGT
GTACTTCATAATGCGGGGTGTTTGTGTGCTATAGTAGACAAGTTGGTGCGCATGTGGGCT
CACCCCGTCAACACCATTTGCAAAAGACCTCCTCCATCCCAGGATGCAGTTCATCGTCCT
TGAAGACATGGAACAGAGCGAAACGACCATTTACCTCCAAGTGACCTCCTGGGAAGAGTC
AGCATGTGCTTGTGTGTGTGTGTGTGTGTTGGCGTGATGGCGGGTGGGGGCTGNGATCCT
TCGTGCTATTTGTCTTGGGTTTGAGGAGAAATGGGTTCAGTAAAAGAGTTACACATTGAG
AATGCTCGATGGTGGCTGTGGTTTTTGTCACCACTTTAAATAGTGTCAACCATGCTGGCA
TGTTTGTGTAAAAGTGCATATATGGCAAAAGTAAAAAAGTAG
>BJ001118 ID   BJ001118   standard; mRNA; EST; 721 BP.
GCTGTNGTTTGTTGTTTAGGTTTCTCTTGCGTCTTTTCATTGACAAAACGTCAAATAAAC
GGAACCAGCGCAAAGTTTGAAACCGGAACCGTTTGGACTTTTGTGAATTGGCTCCGTCAG
GGTTCCGACACTGAAGCAAACAGCAGTTCGATTCGAAAGATTCAGTTAGCATAAATATTA
CGGACGTGGCTTCCGCTTTGTTTCCGGAGGGCCAGTTTTTGCGGTTTAATGTTAAAGTTC
TGAGTCTAAGTCAACAAAGATCGCCGATCTAGTGATGCTTCACTCCCTGTGATTTTTCCC
GATCGCTTTGTTTGGACACTTGTGTGCAGACTAAACACTCTTCGCCTGAAAAGTGCAAAA
AGTGAGTGATCTTCTCCTCAGCGGGGACAGAACCACCTACGAACCAGAACCGGTGTCAGA
TGAATCACTGGGATTGTTCTCCGTTCACCGTGACTCCAGCTGCCAGCCTGCTGTCCAGAT
GTGTGGCGTCTGGAGCGGTTTCTCAGGAGGAAATAGACTCCGCCTTCTCAGAGCCAGGCT
CCGCCTTCTCCCCTCACCTGCATGAGGCTAAAGAGCGAATCAGAATGCATAAACAGCTGG
ACGAGCTTCAGCCTGCAGTTGGATCTTCTGAAGGTCGACATGCACAGCTCTGACGTCGCT
CACGCCTTCCATCTGATGCGGAGGAGCGAGGGGCTTCAGCGGCTGGGGGCTCACCTGCTG
G
>BJ001120 ID   BJ001120   standard; mRNA; EST; 36 BP.
CTATGGGGATGAAATTGCTATTGAATTGAGGAGCAG
>BJ001124 ID   BJ001124   standard; mRNA; EST; 45 BP.
GATGCTCAAACAAAGTCTGGACGTTTTTTTTTTTNTTTCGTTCTC
>BJ001127 ID   BJ001127   standard; mRNA; EST; 649 BP.
CAGGCAATTCNTNACGAGGCACGCACAGCGCCGACTGGTGGTCCTACGGCGTGCTAATGT
TTGAGATGCTGACGGGAACGCTGCCGTTCCAAGGAAAAGACCGGAAAGAGACGATGACCA
TGATCCTCAAAGCCAAGCTGGGAATGCCACAGTTTCTCAGCTCAGAAGCTCAGAGTCTTC
TCAGGAACCTGTTCAAGCGCAACCCTGGAAACAGACTAGGAGCCGGACCGGATGGCGTGG
AGGAGATCAAGAGGCATCACTTCTTCCACACCATCGACTGGAATAAACTCTTCCGCAGAG
AGATCTATCCGCCCTTCAAGCCGGCCGTGGGACGACCCGACGACACTTTCTATTTTGATC
CAGAGTTCACAGCTAAGACGCCCAGAGACTCTCCAGGGGTCCCTCCGAGTGCGAACGCTC
ACCAGCTCTTCAGGGGGTTCAGCTTCGTGGCCATCACAGAGGAGGAGACACAGCCGCTGC
CTCACGCTATCGTACAGCAACTTCACAGAAACAACTCTCAGTTCTCTGATTCCTATGAGA
TCAAAGAAGACATCGGCGTTGGCTCATACTCCATCTGCAAGCGCTGCATCCACAAAGCCA
CTGGCATGGAGTACGCAGTCAAGATCATCAACAAAGCCAAGCGAGACCC
>BJ001130 ID   BJ001130   standard; mRNA; EST; 399 BP.
GAGGCTTTGGCAACGTGCCTGATNGGCATGGGCACATTTTATTTCAAACAAAATTTAAAG
TAGACTATGCGTAGGAGGTGTTTGCATGCACGTTTTAGGTGCATACAAATCGGGGTTTTC
CAAAAATACAAGCATAAATGTGGAGATTTTTCTTTAAGCAACACGGAATAGGTAGGCCGC
AACTGCGCCGTTGGAAAGAGCAAGAGCGCCCTTCAAAATGCAGAATAATAGGTTGGATTG
CTAAAGCCACAAAGGTAAGCATTAAAATAGAACTTTGTTTTAAATAAAGATCATGTGTTG
GTTTTTGAGACTGAAGACCACGTGACTCTTACAGAACCCGCATGTCAAATACTTTTTTAT
CCTAAATGGACTGCTCAAAATACCCCCCCCCCCCCCNNT
>BJ001134 ID   BJ001134   standard; mRNA; EST; 93 BP.
ATGCAGCTTTAGCAGAAGCCTTTACGTTTGCAGGGACCACGTTGTTATATCTGCTGTGCC
AAGACCGTGAAAGAGAGAGGGGGGGGGGGGGGG
>BJ001136 ID   BJ001136   standard; mRNA; EST; 611 BP.
ACCGAGCCGAAACCAGCGCGCGAGGAGGGCGCCGGCGCGCGCGGGACCATGGCGAAGACC
TACGACTACCTGTTCAAGCTGCTGCTGATCGGAGACAGCGGCGTGGGGAAGACGTGTCTG
CTGTTCCGCTTCAGCGAGGACGCCTTCAACACCACCTTCATCTCCACCATCGGAATCGAC
TTTAAAATCCGGACGGTGGACCTGGACGGGAAGAAGATCAAGCTTCAGATTTGGGACACA
GCAGGTCAGGAACGCTTCAGAACCATCACAACAGCCTATTACAGAGGAGCTATGGGCATC
ATGCTTGTTTACGACATCACCAATGAGAAATCGTTTGACAACATCAGAAACTGGATACGC



AACATTGAGGAGCACGCGTCAGCGGACGTGGAGAGGATGGTTCTGGGGAACAAGTGCGAC
ATGAACGACAGAAGACAAGTGTCCAAGGAGAGAGGCGAGAAGCTCGCCATCGACTACAGC
ATCAAGTTTCTGGAGACCAGCGCAAAGTCCAGCATCAACGTGGAGGAGGCCTTCCTCACC
CTCGCCAGAGACATCATGAGCCGCCTCAACAGGAAGATGCATAACGACAGTTCGGCAGGT
GGGGGCGGAGC
>BJ001140 ID   BJ001140   standard; mRNA; EST; 147 BP.
ACCCTTCCAGGGGCTCAAGTCCGGCAAGGCATAAACTACGAGGTGAAACAATGGCCTATG
TCGTATGAAGGTCTTCTGTGAACTTCACTTTTGTCCATGACTCTGCTTTCCGACTAGAGC
ATAATTTTCTTCTNTATGATCTGTGTT
>BJ001142 ID   BJ001142   standard; mRNA; EST; 491 BP.
GACCCTCCGAAATGCTCTGTGANCCTGTTGAAGTCCATTCCAGAGTCTCGGGTTCTGATC
TGGATCTGTTGTCGGGTTCTAGAGCCAGCTGACCTGGTTGCAGGCGTGTCACCCGTCTAA
GGACCGGGTCAGCGCCATCATATGGGAGCAGGGCGAATGCAAGAAAGCAGACCTGNCGGT
GTTGGAGATGAGTGGGATCATCCTCAGCAGGGTATGTGTGCGGTCCGAATCACAACATGA
ACACAAAGCACGCGATGCTCCCGACAGCAGCTGCCAGTCACTGAAAAAGCTCCCAGGCTT
TGAAGAGGACACAGAAAACAGTTATGATGACTCGAATTCTCAGAATATTTCATCATCTTA
ATCTCCTCTGTGGATTTTAATCCTTTGATTCTAAACTTTAACTGCAGGAAATGAAGGTTG
GAACAAAAACAAAAGGATTCAGATGTTTTTGAAATGACAAAGTGAGAGTTTTTAACTTTT
AACTCTCACTT
>BJ001148 ID   BJ001148   standard; mRNA; EST; 118 BP.
ACCGATCTGATCAGGAGTCTCTGCTGAAGCAAAGCTGCACCTTGTATGTAGGAAACCTTT
CATTTTATACAACAGAGGAACAAATNCATGAACTGTTCAGCAAGAGTGGAGATGTTAA
>BJ001155 ID   BJ001155   standard; mRNA; EST; 454 BP.
CCCCCCCTAGGGAAAAGAAAATGTAGAATAATAAACTTATCAAAATCCAAATAGTATTTT
CTGATATCGATGTGTAAACTCATAAAGCAGCACCTGGACAGTGAGCTGACTGAAATATCA
AGCCAATGGATGAAGCTCAGCCTCCTTCGTTCAGTAGAGGATTTCTTGTGTGTGTGTGTT
TTTTTTTTGNGTTTCCCTACAGGTTTGCGACAGCATACTCAACATTGGACCTTGTGCGAA
TGCTTCCATGGGTGAACCTGCTTTTCTNTCTGAAGAGTTTCANAGCANCCCTGAACCCGA
CTTGGANATCGTTGTTTGCTCTGGCTACGGCAAAAACGGNGCTNTGTCCGTCTTGCAGGT
ATCTCTGTCTGCTCTGAGTTTGTTTACACACCTGATCGGTGTCCCGCACAGTCCTGAAAC
CTGTGGNGGCGAGGGCCGTCTGCCACAGGTCCTG
>BJ001161 ID   BJ001161   standard; mRNA; EST; 43 BP.
TCATCACCAGGACGGGAGCATAAATGTTGCACACTTACCTCCC
>BJ001168 ID   BJ001168   standard; mRNA; EST; 42 BP.
ACGAGCCCGGACAAGCGCAGCAAAAAGAAAGAGACTCTGGTG
>BJ001197 ID   BJ001197   standard; mRNA; EST; 31 BP.
TCTGGCCNNTGATCTACTGCNAGATATCAAT
>BJ001201 ID   BJ001201   standard; mRNA; EST; 573 BP.
GAAAACGACGAGAAAGGCCGTTTTCTTGTTGTTGCTGCTTGGTCTCTGCTTGTTCAGCAG
AGTTGAATAGGTTTCCGGAATGATAGTGGCTCTGGTTGTGGCGTTTTGCTGTCTTCACCA
TACCACCGGTCAGTTAAGGACTCCTTTAAACAAATATATAAGTCATTATGAAGAGTTGTC
TTATGACACGGAAGCCTTGCACCAAAGTCACCAGAGAGCCAAGAGGGCACTCTCTCCTCA
TGACATGACTGTGCACCTTAACTTTCACGCTCATGGAAGACATTTTCCGTTGCGGATGAA
GCGGGATACGACTTTGTTTACTCCAGATCTGGTCATCGAGGATTCAGGGGACCAGCCACC
CCTTGACACGTCACACATATACAGCGGAGAGATCTTTGGTGAAAGGAACACTCGGATCCA
TGGCTCTGTAGTGGATGGACGGTTTGAGGGTTTCATTAATACCGATCTAGGCACATACTA
TGTTGAACCTGCAGAGCGGTATCTTCAGAACAAGAACACGACTGTCCACTCTGTCATCTA
TCATGAGGACGATATTGACTATCCGCATAAGTA
>BJ001219 ID   BJ001219   standard; mRNA; EST; 34 BP.
AAAGGAAATTGAGGTTGGCAGCAGCAGGAAAGCC
>BJ001231 ID   BJ001231   standard; mRNA; EST; 128 BP.
CGATGCGGTGTCGCGGCACCGCACGCAAAAAAGACTTAAATGGGCTTTTCCGGGTGTTGG
GGTAATGGGCCAAATCTGGCCTAAATCCCAGGTCCTTGACAAGGACCTNACCCATAAAGA
AAANAAAA
>BJ001233 ID   BJ001233   standard; mRNA; EST; 588 BP.
ATTCGGCACGAGGGCCGCTGGNANCCCGGAGGCTGGCCGGGTACCCTTCAGTGGACCGAG
CGGAACCGGTTCCTCAGAGTGTGAGTGCGATGAGGAGCGGCTCCAGGGAGTGAGGCCATG
GGCTGCACCTCCGCCAAGCAGGTGTCGGCCGTGCCCAACGATGAGGAGGGACACGGCAAG
GTCTACAGCAACGGAGACGCCTTCTCCGATGAATACAAGATGAAGGGAGTGGAGGAGGTG
AAGTACATGAAAGGAGAGGAGAACCGAGTGAATGCACGGAACCAGGAGAACCTGGAGAAG
AGTAATGCTCAGCCTAAAGGGAAGCCGCAGAAAGAGGCGGCCGCATCAAACATCAAGTCT
AAAGAGCTGCTCGGTCACCTGCTGCTTCACTAGAAGGCTTTGTTGTGAGGAGTGACTGCA
GCCGGACACAGCCGTCCTGAACTCTGGAAATCCTTCATGATCATTTATGACAGCGTGTCA
GAGCTCATAAACGGAGGAAGGTCAGCGGGCGCGATCAAAGACCCGGCGTCTGCTCGTCCC



ACCTGGATGACATTTCACAAAGATGCTGGAAAACCTCCAGACTCAAAC
>BJ001240 ID   BJ001240   standard; mRNA; EST; 565 BP.
AGGGGCATGTCGAATTGTTTTCTTACGAAAAAGCGTTGCTGGACTTTGATTGACCGTATG
TGAAGGATCTTCGGGCTCCTCTTTGGTCTTAGAATCGCCCCAGGCATTGCTAAAATATCG
TATTTAAATCGTGGAGGAAAATGCTGATGTATTTTGAGCTTTTCTCAGATGAATAGCCAG
GTTTAGCATCTTCCCCAGCTTTAATTGGAAGCCTCGCTCTGTGGATTAGCTCAGCTGTTT
GTCAAAGCATGAGGAGCGCGTTCAGAGAAATGATAGAGACGGGAGAATAGCAGACCACAC
CAGCAAGATGGATAATCGCCGTAAGAGGAAACTGACATTCGCTACTATTGGACTCATTTT
TCTTCTTAGCGGTGTGGAATATGCTGTGATATTACCCACCATATGGAGATATTTGCAGAC
TTTAAATGCGGAGCCTTATTTCCTGGGTTTAACACTGTCTGCATTCAGTCTGAGTGGCCT
GCTTTCAGGACCGCTGTTTGGTCACTTGTCCGACAGAACCCAAACCACAAAGAAGATCAT
TTTGTTTGCCAACTTTTTCGAAATA
>BJ001242 ID   BJ001242   standard; mRNA; EST; 563 BP.
TTGGTGCGCGTGCGCGCTGCTGTTCACTGGGGTTTGCTCGGTGTTTTCTCCGGTTCCGGA
ACAGCTCAGTTTAAGCGGGACGTGGACGCTGTCCGGCCAGGATGGAGCCCTGGTTCTGCC
CGCGGTGGTACCGGGCTGCGTGCACTCTGCCCTGCGGCGGGAAGGACTCATCCAGGATCC
TTATTTCAGGTTTAACGACGTGTCGTACCGTTGGATTGCTCTGGAAAACTGGACGTACTC
GACCACGTTTGCGGCGTCTGCCCACCTCAGGAGCAGACAGGAAGTGGAGCTTATCTTTGA
CGGCGTGGACACTGTGGCATCAATAACCCTAAATGGGAACTTAGTTGGGAAAACGGACAA
CATGTTCCGTAGATATGACTTCTCCGTTCGGGAGCTACTGAAGGAAGCGGACAATCTGCT
GCAGGTCCAGTTCCTGTCTCCGGTGGTGTACGCCTCTGAGCGCAGCAAAGCACATCAGTC
CTACAGAGTCCCTCCTCAGTGTCCTCCAGACGTTCAGAAGGGTGAATGTCACGTAAACTT
CATCCGAAAGGAGCAGAGCTCGT
>BJ001244 ID   BJ001244   standard; mRNA; EST; 601 BP.
GAGGGGAGACAGTACNGCAATTTCCGATTAGGCTTGAACTTTTATTTAACTCCTTACTGC
TGTCTTTGTTTTCTTTTGATCCATTGTGTTTGTTTCTTTGATGGCGCGGGCTGAACAAGA
TGGACACGGTTTGTCGGCCGGAATGAAACTTGATAACAGTTTCATCCACTAATGTAGCCC
GCATCGATTGATCCGCTGGAGACTTGTCTACAGAAAGTAGACAAACTGGCCCGTGTCTAC
CTCGTCAGACTACGATGAACATTTCTCCCGTGGAGTTTCGGTAAACTTTCCCCCCCTCCC
CTCTCAACGACTCGCCATGTCGGGAGTGGTCCGCACTCTGAGCCGCTGCCTGCTCCCGGC
CGAGGCCAGCCGGGACACGGGCGGCAGCAAGGAGGGGACCCGGGAAAGGAACGCCGCGCA
GGAGCGCGAGGCGAAGCGAAGGAGCCGCGAGATAGACGCCATGCTGGCCCGGGAAAGGAG
AGCCGTGCGGCGGCTGGTCAAAATCCTGCTGCTGGGCGCCGGGGAGAGCGGAAAGTCCAC
GTTCCTCAAACAAATGCGCATCATTAACGGACAGGAGTTTGACCAGAAAGCGCTGCTGGA
C
>BJ001257 ID   BJ001257   standard; mRNA; EST; 650 BP.
AACTTGTCTCAGCGACTTGCGTTTACAACAAGCTTGTGGATTTTCTGTCTTCTGCAAAAA
AGTGTTTCTTAAACTCAACCAAAGGACCCATGTGGGTGGTGGAGAAGATCCGCATGTCAG
TGGAGAGGTCAAGCCTTCCTTTTCCTTCAGCAGAGTTCAGCTTTAAAATCGGTGATATCA
TGTTTGGAGAAAAAGCTGACAAGTTCAAAAAGATTTCTCTGTGTCCAAATATCATCACCC
CTGACAACATCCCGGAGTTCTGCATTCCACCGACAATCATGTCCCTGCTGGAGGTGAAGA
ATACGGAGCAGAGAGGAGCGACTCGCACTTTCAAGGTGCCTCCGTGTGGGAGATCCAGCC
CTGAAACAGAAGTGGTTTTTCACAAGCCGCTCAGTCCACACGTTATTCAAATAGAAAGTG
TGGATGAAATCCCCTATGATGGTTGCAGTGATGAGGAAACCACTAATGCAGATCCCCAGA
GCCAAGCTGCCCTGTCTCTTCCCCACCTGGCTAAAGCTCAGACCAGTTACGGCTTTTGCA
CTTTGTTAGAGAGCCCCCACACCAGGAGAAAGGAGTCAATTTTCCATTCTGATCCTTGTT
CATCCCCTCTGCTGCTGCCCAGGAGTCGATCCAGTACATGCACCATGAGA
>BJ001260 ID   BJ001260   standard; mRNA; EST; 280 BP.
TGCAGGCAATTCGGCACGAGGTGCCCGGGTCTTTTGGTAACAAGTGCCCCCTGCCTCTGG
TTAAAGCAGTAGACTCTTGGACTTGAATGGGACTTCTATCTGTAAACCTGTACAGCCTGT
GAATGTTCTCACAAACATACATGTACGTCTACAATGGTGTGGTAGATGCTTGGCATTCAT
ACAATGCCAATTTTGTGCGTCCAGTACAATAATTTATAACTGCCCGAACAATTCCTGTAA
ATATGTTCATATCTAGATGATTTTTTTTTTTTAAATCAGG
>BJ001272 ID   BJ001272   standard; mRNA; EST; 53 BP.
GAGCCNNNGNGCCAGAGAGGNGGNCAGAAGCCACAGCNGCGNNNCCAGNNGGC
>BJ001276 ID   BJ001276   standard; mRNA; EST; 555 BP.
ATTAAGNAAAAAAAAAACATGTTTTCTAGAGATAACAATACCAAAAGATAGGATTTATCG
TTAGCACAAGGACACTAAAAAATGGATTTTCATTGGTAATCATTGGTAATGATCGACAAC
ATCAGCACAATTTCTGCCTGAGTTTGACCACCAGTAAAGTAATCAATCATAAATTGATCA
GTTCTTCTGGTGTTTGACATTTTCTCTGACAAACTGCTTTTTCATAGCTGTGAATTGTAT
CAAAAATGGAAAAAGTATATTCATCGTTATCTCGTTATCACAACATACCAAAATTTTTTA
TCTCATGATAATGACATCTACTACCTTGTTATCACTCGTTCTCGTGATAACGTGATAGTA
GATGTCATTATCAAGATACTTTCTTTTTAAAAAGCTAGGTAGTATGTGTGTAGCTTCTGT
AGAAGACATTACAAATTAATTTTGAGTAGTATTTTGAGTAGTATAAAACTTGTGACCCAA



AATGTTATTGGTAAAAGACCCAAGACTGTGAGGCATTTGAGGATCTAAAAATACAACCAA
AAACATTTTTCCTGA
>BJ001294 ID   BJ001294   standard; mRNA; EST; 221 BP.
CATCTTTCACTGNGAGAGTTCATGCGCCTCAGAGCCTGACCCACGTCTGTTAAATGGCTG
CGCCGGCCTGCACCTCTCGTGCNTTNNTCACCGCCTCTGTGCCTGAGGGTTTCCGCTATG
AAACGAAGTACGTGGTGCTCAGCTACCTTGGACTGCCGCCCGTCGGCAGATTGCAGGCCT
CGGTCACGGAGGACGGNGGCGCTCAGGATGAGAGGGAGAGG
>BJ001298 ID   BJ001298   standard; mRNA; EST; 706 BP.
AGGTTTCGTTTCATGACAGTAAAACGTCTCCAGACCCGTTTTTTGAACTTTCCCCACAAT
GCTTGAACCCAACACCGGCTCCGATAGTGATAGACAATGGTTCCTTCCAGACCCGGGCCG
GTTGGGCCGCTTCAGCCGCCGAGTTGAGCTCTCTCCTGCTGCAGTTCAGGTCGGTGGCAG
CGCGCAGCAGAGGAGCAGCCCGCAGCGAAACCCAGATCGGTAACGATATACCGAACCTGG
AGCCGCTGCGGTGGCTTCTGAAGAGTCAGTTTGATCGGAACGTGGTAGTAAACTTCGAAA
TCCAGGAACTCATCTTTGATTATATCTTTACACACCTCGGAATCAATTCGGAGGGCAGTG
TTAAACATCCCATCGTGCTGACGGAGGCGCCCTGCAACCCGCTGCACTGTCGCCAGATGA
TGTCGGAGCTGCTGTTTGAGTGTTACAGCGTCCCATATGTTTCTTATGGGGTGGACGGGT
TGTACAGTTTTTACCACAATAACGCTCTGAGAAAACAGCAGCCTCCGCATACTGGCATCA
TTCTGTCTTCTGGATACCACTGCTCACACATCCTGCCAGTTATCAATAGCAGGCTGGATG
CTGTAAACTGCAAACGTGTGAATGTGGCTGGAAGTCAGGCGTCGTCGTACCTGCAGCGCC
TCCTGCAGCTGAAATACCCTGGTCATCTGTCTTTCATCACACTGAG
>BJ001302 ID   BJ001302   standard; mRNA; EST; 482 BP.
CCGCCGAACGAGTCCCGCCAGGTGCCTCAAGTGCGAGGCCTACGACGCCCACTGCAAGGC
CGCCGCCGAAAGTTACAGACGGACCTTGAGTGGCTACACCAAGACCGTNTCCGAGCTTAT
GTTGGGCTTCAAGACGGTCTTGGAGAGGTATCCTGAGCTGAGGGTGGACACGGGAGATGA
ACGCGTTCACTTCATGGTTCAGGCCGCATTGGGTCGTAATAATCTGGTCCGAGAAATGGT
CCGTCTGTCTGCAAGGAGGACGTGCGAACGCACTCTCGGGGAGGCCAGGCAAAGAGAGTC
GTGTCAACACGACTCGGCAACCGTGTGCGAAGCGCTGAACTCCTGCTACACGGACGCTGA
GGCACTGCGGATGATCCTGGAGCGCTACACCGACCTGTACGTAAGGTACATGGAGGTGTG
GAGGGGGATGTGTGCCAAGATATNANNGNATGTNNCACCNNTNNANTTTNTNNNNCTNNN
NC
>BJ001315 ID   BJ001315   standard; mRNA; EST; 634 BP.
GGACGCTCGGAGGATGCCCGCGTCGCAGGTCGGATTTGGAAACTTTTTCCTGGATAGGAG
TGTCAACATGCCGAGCGGATATCAGATTCCGCTGCTGGGGGGTCCCCCGTGTGTCCAGCA
GCAGCCGCAGCTGGCCGCAGTGGCGGCTGGGATTCCCGTACCGTTCTCTGGACTGCAGGG
ATACAGCTTCATCCCCTACGCGCACCACAGGCACATGACGCACATGAACAACGGCTTCGA
GCTGAAGGCCGCCTCTCCGTACCACCACGCGCTCCTGGCGCACGGAGGCGCTTTCTATCC
TCCCTACCGCCCGGGTGGCGCAGAGGATCCCGGCAGGGTGGCAAAGGTGGCCACCCGGGA
GAGCACCGGCGCGCTGAAGGCCTGGCTGAACGAGCACCTGAAGAACCCCTACCCGACTAA
AGGCGAGAAGATCATGCTCGCCATCATCACCAAGATGAGCCTGACGCAGGTCTCCACGTG
GTTCGCCAACGCGCGGCGCCGCTTGAAGAAGGAGAACAGGGTTAGCTGGGCGTCCAGGGG
CAAGTCGGACGAGGAGGAGGATGATGAGCAGGAGGCAGAGAGCGACGAAGAGGAGAGCCC
CCTGCAGAAAGGTCACCTGGAGGTGGAGCGTGAC
>BJ001317 ID   BJ001317   standard; mRNA; EST; 624 BP.
GAGGGCTCTGTGCCGACATCCGCTCTGGTANACGGCGGTAGGAGTATGACAGAGCTGTGA
GAACGTCTGCAGGATTAGCTGCCGAGCACTGTCTTCAGGCTCGCTTCAGCCGCGTTCACT
CATCGTCTGGAGCAGGTGAGCTGTCCACAAAGCCGTACTGTAACGGGCGTGGAAACTGGA
GCACGGATAGCTGCAGCTGCACCTGTGAACCTGGATGGAAGGGCCTCAACTGCACAGAGC
CAGAGTGCCCCAATGACTGCCAGGATCAGGGGCGCTGCGTGGATGGTCAGTGCGAGTGCT
TCGAAGGTTTCACCGGGGACGATTGCAGCATCGAAATCTGCCTGATGGACTGTGGTGACT
ATGGCCACTGCGTGGAAGGGTCCTGTCTCTGCGAGGACGGCTTCATTGGTGAAGACTGCT
CCCAGACCAACTGCCTCAACAACTGCCTTGGGCGTGGGCACTGTGTGGAGGATGAATGTA
TTTGTGACCATCCATGGACGGGATCCGATTGCTCTGATCTCATCTGCCCCAATGACTGCT
ATGACAGAGGACAATGCATCAATGGGACTTGCTACTGTGAAGAGGGGTTCACTGGAGAGG
ACTGTGGTGAGCTAACCTGTCCTG
>BJ001320 ID   BJ001320   standard; mRNA; EST; 39 BP.
CTCTGCTCCAGCTACCCATACAAATGCTGGACCTCCCAA
>BJ001325 ID   BJ001325   standard; mRNA; EST; 474 BP.
CCGAACCGCATCGTCTTCCAAGNAGTTCAGGCAGTAGTATACGAAATCCTGACTCCCAAC
GCAATTCCCAAAGGATTCATGGATGGGAAGCAGGCCTGTGTGCTCATGGTCAAAGCTCTG
GAACTGGACCCGAACCTGTACCGCATCGGTCAAAGTAAGGTGTTTTTCCGGGCTGGAGTC
CTGGCCCACCTGGAGGAGGAGAGAGACCTGAAGATCACCGACGTGATCATCAGCTTCCAG
GCCTGGTGCAGAGGATATGTGGCCCGCAAAGCTTTTACAAAGAGGCAGCAGCAGCTGACG
GCCATGCGGGTCATCCAGCGAAACTGTGCAGCTTACCTNAAACTGAGGAACTGGCAGTGG
TGGAGGCTCTTCACCAAGGTGAAGCCTTTGCTGNAGGTGACACGACAGGAGGAGGAAATG



GTTGCCAAGGAGGAGGAGCTGCTGAAGGTGAAGGAGCAACAACAGGAGGCTGAG
>BJ001335 ID   BJ001335   standard; mRNA; EST; 537 BP.
GAGGGAAAAATGCTTGCTTTCATCCGTTGCACATTCTCCCACACAGCCCTTCATCGTATT
CAGTTCTCCTCAGAATGGTTCAGTTTTTCATCTGCTCCACCTTTTTTTCTCATAATGCCT
TGCTGATAATTGCTTCTTGTTTTGAATATTAGGACCAATTATGAGCTCGTTTGTGTACGT
GGATGTTTTCAAATGTGTGAAAAGCAAGGAAGCCTTTCTTTGCACATGTTTAATTCATTT
TGCCAAGTGGTGGTTCCTGTCATGCTTGAAATGTTAGGCTGAAAACTGTGCTCTCCAGCT
TTATTCATATCATTGATTTGTGTTGACTTTTTTGTTTTTGTCGAGACTTCTTCACGTCTG
GTTTCAGGGGGAATTTGAACCCAGTGTGATTGCTTAAAAATGATTCCCCCGTTGCCCGGC
AGAAACCAACGAATCACTCACAGCTGCCGTTTTTTTTTAGAAGTGGAGCAAAACAAATTC
ATTTGCCACACAAAAGTGGTAAAAATTGGGGACCTGTGATGCTTCATCTAAAAAAAA
>BJ001337 ID   BJ001337   standard; mRNA; EST; 60 BP.
TTCGGCACGAGGCGAGTTTTTTTTTTTTTTTTTTTAAAATTANCNAAAATTTTNTTTTAA
>BJ001356 ID   BJ001356   standard; mRNA; EST; 181 BP.
TGCAGGCAATTCNGCACGAGGCCTGGTTCCGTCTGCAGCCTGAGGTGTTCACGCACGGCA
GCCTCCTCCAGACCGTGACGGGGCGAGTTCGCTGTCGGTGAAAAAGGCGCTGCCGAGTGC
GTCTGTGCGCACGCGCGCGCACGTGTGTGTGTTTTGATGAGAGGGGGGGGGGGTTTTTGA
G
>BJ001364 ID   BJ001364   standard; mRNA; EST; 440 BP.
TGACCTCCAGTATGATAACTCCTACANAAACTTTTTCGCTTCTNCCACCTTTGCCCGTTT
CCCGACTTCAGTGGTCACAGAGCGGAGTCTGGCCAGGGCAGGTTGGTTCTACACCGGCGT
ANGCGACCGCGTCCAGNGTTTCAGGTGTAATGTGACGGCGGAGGGCTGGCTGGCTGGAGA
CTGCCCGACAGAGAAACACAGGCAGCTCTCCCCCACCTGTCCCTTCATCCAAAGCCTCCC
ATCCACCACCAACCTTCTCTCCTCGTCTCACTCGGCCTTTTCTCCGCTCCGCATTGCCCA
AGCCATGCCTCTTTCTGGTCAAGGCCCGGCTGCTTCTAACCCCTCAGGAGGCCAAAGTGA
GGAGGCAGTTGGCTACTTGAACATGGNCTTCTCTGCCCCTCCACCCTCCAGCCCGCTGGC
CTCTCGGGGTGTGGAGGATC
>BJ001365 ID   BJ001365   standard; mRNA; EST; 205 BP.
CAACAAGAACGAGTCCGNTGTTTCTCCCGAGGAGTCTAGCGCCCTGTTGCCGGGGTTGAG
GCGTCGGCGCCCGGGGCAGGGAGTCCCTCGTCATGGCCGGNGCCAAGCCGGGAGTCCACG
CGCTGCAGCTGAAGCCCGTGAGCGTGCACGAGGACCTGAAGAGAGGGGGAAAGTTCATCA
AATGGGACGAGGATCCCAACGGCGG
>BJ001372 ID   BJ001372   standard; mRNA; EST; 677 BP.
TGCAGGNAATTCGGCACGAGGCTGTTTCCCTGCTGACTTGACGCAGCGCCAGCGGGACCG
ACACCGACCAGCGGGATTCGCTCTGTTTCTACGCGCAAAGGTGTTAAGGGTGACGGACGC
TCGTTTTCTGGCGCTATGTCTGCGGCGCAGCGCAACAGTCGGCTGTAGGGCGGATGATCG
ACAACTTTTCGACACTTGAAGGATCAGCTGTGAGGACAACATGAAGAAGCAGTTTAACCG
TGTGAGGCAGCTCGCCAGCCAGACTGTTGGCAGAGCTGAGAAAACAGAGGTCCTGAGTGA
TGATCTCCTTCAGATTGAGAAGCGGATGGAGCTGGTCCGTTTGGCATCGCACTCCGTGCA
CAAAAGGCTGGTGTCCTGTATGCAGGGTGGCGTGGGCATAGAAGCTGAGAGGAGACACAA
AAAGCTGCCACTGATGGCTTTGTCTCAGGCCATGCTGGACGGAGGTAGTTCACTAGGAGA
CGATGGCTTGATTGGCAAGATGATGGAACTTTGCGGAGATAAAGAAAAGCTGTTAGCAAA
TGAACTGGTGCAGCACGAAGTGCAGATTGAAAAAGAAATTCTGGATCCTCTTAATCAACT
AGCAGAGGAAGAGATTCCCAATATACTCAAGCAGAGGAAGCAACTTGCTAAACTGGTTCT
TGATTATGACTCAGCAA
>BJ001375 ID   BJ001375   standard; mRNA; EST; 606 BP.
ACACCACACAAGNATCCAAGTCCAAGCAGCTGTAGAGGGATCCGAACCTCACGATGCACC
AAAGGATGCTGGGATTGCCCGCAGTGACCACAGAGTCCGTGTTTTGTTTGAGCGCTGCCT
CATCGCCTGTGCGCTGTACGAGGAGCTGTGGACCAGGTACATCAGATACCTGGAGCTACA
GAGCGCTGGGGAGGCGCGTGCNGTTTACCGGCGAGCCTGCCAGATCCACCTGCCACAGAG
GCCCAATATTCACATGCAGTGGGCCACGTTTGAGGAGCGGCACGGTGACATCGCTGAGGC
TCGGAGAGTGTTGGAGGAGTTGGAGAAAAAAACTGCCTGGTCTGGTGGTGGTCCGCCTCC
GCAGGGCTGCTTTGGAGAGGCGGGCGGGTCAGCTGGAGCAAGCAGAGTCCCTTCTGCGTG
AGGCTGTGGCTCAGTCCACAGAGAAACCCCCATTACATGCCTTCTACTCCATCAAGCTGG
CCCGTCTGCTGCTGAAAGTGGGCAGGAACTCCAGCGAGGCGCGCAGAGTTTTACAGGAAG
CCCTGGAAATGAGTCCAGAAAACGAAAAGCTCCACCTGAACCTGTTGGAGCTGGAGGTGT
CGGACG
>BJ001394 ID   BJ001394   standard; mRNA; EST; 490 BP.
AGGGCCGTGAGNAGGCTTCAACCTATACAAACACCTTCGATTACATCTTTCTGTCAGCAG
TCACTCTGAAAAAAACTCCACAATGCGGGAATGCATCTCTGTTCATGTGGGCCAGGCTGG
TGTGCAGATGGGGAACACCTGTTGGGAACTCTACTGTCTAGAGCACGGCATCCAGCCAGA
TGGTCAGATGTTGACCCAAAAGCCCATAGGTGGCCACGACGACTCCTTCACCACTTTTTT
CAGTGAGACTGGAGCTAAAAAGTACGTCCCAAGAGCAATCTTTGTTGATCTGGAGCCCAC
TGTCATTGATGAAGTGAGATCAGGAACATATCGTCAACTTTTTCATCCCGAACAGCTGAT



TTCAGGAAAAGAGGATGCGGCCAACAACTACGCTAGAGGACACTACACCATCGGTAGAGA
GATCATTGACTCTGTCCTGGACAGAATCCGTAAACTGGCTGATCAGTGCACCGGTCTACA
AGGATTCTTG
>BJ001395 ID   BJ001395   standard; mRNA; EST; 656 BP.
TGCAGGCAATTCGGCACGAGGCTCCAAGCAGGCCGATCTCCGACCACACTGCACAATGAG
TAACTATTCTAGCATGCACTTGTCCTCACGCTCCTCTGGAGCAGGAGGCTCAAGTATGGG
CTTGAATCAAAGATATGCTTCCAGCGTCTATGCTGGCTCAGGCGGCAGAGGGACCAGAGT
CTCTGTTTCCTCTGGTTCTTTTGGGGCCGGAGGTGGTCTTGGTTCTGGTGGTTTTGCTTT
TGGCTCAGGAGGTAGTGCAGGCTTTGCTGGCGGTGCAGGCGGTGCAGGCGGTGCAGGCAG
TGGAGAAGGTGCGCACCCTGGAGAAGGCGAACAGTGAGCTCGAGCTCAAGATCCGAAATT
TCCTGGACAGCAAAGCTGCCCCCGCCGGCCGTGACTATTCAAAGTTCTATGCCACCATCG
TAGAACTGCAGGGAAAGATCCAGGACGGGTACCGTACCAAAGGAAGCATTCAAATTTCTT
TGGATAACGCCAGGCTGGCCGCTGATGACTTCAGAAGCAAGTTTGAGACCGAGCTCTGCA
TGCGCCAGTCAGTGGAGGCAGACATTGCTGAGCTGAGGAGAGTGCTTGACCAGCTGACCC
TTGCCAGGTCAGACTTGGAGCTCCAGATTGAAGGCCTCAGGGAGGAGCTGGTCTTC
>BJ001398 ID   BJ001398   standard; mRNA; EST; 678 BP.
AACTGGCATAAATGACATCCCAGNACGTCAAAAATGACTTTGCTTTCATGCTGCACATGA
TAGACCAGTATGACCCGCTCTACTCCAAACGGTTTGCAGTCTTTCTCTCTGAGGTCAGTG
AGAACAAGCTGAAGCAGCTCAACCTTAACCACGAATGGACTGCAGAGAAACTGCGTCAAA
AGCTCCAGCTGAATGCCGCCAATAGACTTGAACTTCAGCTGTTCATGCTCCCCGGTTTGC
CCGATACGGTTTTTGAGCTAACAGAGCTGCAGTCACTCCGGCTTGAGATCATCAACAACA
TCACCATCCCTGCCTCGGTGTCTCAGCTGGAAGACCTCCAGGAGCTCTCTCTGTACCAGT
GCTCTCTGAAGCTACACACCACGGCCACCTCCTTCCTCAAAGGGAACCTGAAAGTACTCC
GTGTGAAATTTGATGACAACAGAGAACTTCCACACTGGATGTATGGTTTGCGCAACTTAG
AGGAGCTCTACCTCACTGGGTCCCTCAGCTCTGATGCCTCCAGGAATGTGGTTCTTGAGT
CTCTGCGTGAGTTGAAGTCTCTAAAAACACTATCCCTCAGGAGCAATTTGACAAAGATTC
CCCAATCAATTGTGGACGTGTCGAGTCATCTGAAGCGACTGTATTTACACAATGATGGCA
CTAAACTAGTGATGCTCA
>BJ001411 ID   BJ001411   standard; mRNA; EST; 446 BP.
TTTCTGCAGTCCTTCTGTTCTGNGTTTTTAAAATCTGCATTTCAAAGGAACAGAGAAGAG
AGCATTNCACTCTGATGAGAACAAGCANAATAAAATCCTGAGGCTTTAGAGCATGAAATG
ACTTTTCACGTTCCTTATCAGAACAGTTNTACAGCTGCAGGGAAATAACACACCANGCAA
GATCTCATGTTTTAATTCACATGGGACTCTCTAAAGGTCACGGCTGCTTCTTTCAGGCTG
GAGGTCAAAGTAGGGAAATGATCAGACTTCTGTGTCTTATGTNCATTTATTGAAAGTCTA
AAAAAATGTCAGAACTTTAATAAAAATGCTATACCATATGGAATCAAAAAATGTCAATCT
GACTCAGGAAGCCATTTACAAACAGNTTACAGGTGGATATAAAAAACAGAAATTNTGGTG
AAAAGGTTTAATACTTTCTTTGTCAT
>BJ001415 ID   BJ001415   standard; mRNA; EST; 508 BP.
AGCTGGATAGAGAAGAGAGAGTCAACCAAAGACGAGAAAACACGCATCACAACCATGCCG
CTCCACAAATCATCTCGGGCCCCTCGCCTCGACCCTACCATGATCTCGGCCCCTTNGGGG
GACTTTCGTCACACCATGCACATCGGGAGAGGTGGGGATGCCTTTGGTGACACCTCCTTC
CTGTCCAAAGTAGACTCGGGTAAAGCTACTCCTGACCTGCCAGCTGCTGAGTCTGAGTTA
ACAGNCAACCACAGTGACCTCCATACGGAAGCTCCTGGAATCCCACAGGACACTCAGCTC
AAGCACTCTGAGTCATTGTCTTCATTAACCCTGGACCTAGACTTGGATCTGGACCTGGGT
CCATCAATGCTTGGGGATGTATTAGGCGTAATGGATGGTTTGTCACTTGAGCCACATGAT
GCGTTGAGTCCCAAAAGTGGCTCTTCAGCTGTGGAGATAAAGCAGTACAAAGGGGACATG
AAGATGGCCCAGAAGATGCAAACGGATG
>BJ001429 ID   BJ001429   standard; mRNA; EST; 371 BP.
GNACAGGTGAGGTCCGAATGCCTTCGGGTAAGGTGGCCAACCCGACATTACTGACAACAA
AGACGGCACCGTCACCGTCAAGTATGCGCCTACGGAGGCCGGCCTGCATGAGATGGACAT
TAAATACGATGGCATCCACATCCCAGGAAGCCCTCTGCAGTTCTACGTGGACTACATGAA
CAGCGGAAACGTCAGCGCCTATGGCCCCGGCCTCATCCACGGCACCGTCAACAAACCTGC
CGTCTTCACGGTTGATACTAAAGATGCAGGAGAAGGAGGTCTTTCTCTGGCCATCGAGGG
TCCATCCAAAGCGGACATNAGCTGCGTGGACAACCAGAACGGGACTTGCACCGNGTCCTA
CCTGCCTGTTC
>BJ001432 ID   BJ001432   standard; mRNA; EST; 82 BP.
GAGTTTGTGACCCTGTGTAAGAGCCTCCACGCCACGGATTCCGTGTGTGAGCGCGCGTGG
ACTTTGTGGAAAACTGTACAGG
>BJ001433 ID   BJ001433   standard; mRNA; EST; 43 BP.
CCTGCTTCTGCTCCAGCTCCAGCTTCTTCTCCAGGGCCCGAAC
>BJ001434 ID   BJ001434   standard; mRNA; EST; 497 BP.
GTAGCTGCTCATTCAACATGAACTTGGCCGAAATCTGTGACAACGCCAAAAAGGCTCGGG
AGTACGCTCTGCTGGGAAACTATGACACCTCTGCGGTGTACTACCAGGGCGTCCTGCAGC
AGATCCACAAGCACTGTCAGTCCCTCAGAGACCCTGCTCTCAAAGTCAAATGGCATCAGG



TGAAGCAGGTACTAGCCGAGGAGTGTGAGCAGGTGAAAGGCATCATGGGAACCCTTGATA
GTTTCAAGTCTGAAAAGCCAATGGACGTCTTTGTTCCTCATCCAGAAGAGCTCCCTGGGG
ATCCAACAGTTTGGCCCCCACCCATCCCTGCAGAGCACAGGAATCCTGTTGCAATAAAGC
GGCCCAGCAGTGCAGCGAAGCAGCANCGGAAGGAGTCTCCTGGTTTGCAGAGAGGCTTTG
CACCAGGTGGACGGGGTCCGACCAATCCTAAAGCCGAGCGGCCAGCAAACAAAGAAGCCC
GAAGCTCAAAAACCAAA
>BJ001441 ID   BJ001441   standard; mRNA; EST; 47 BP.
CGTGCTCAACAGACTAACATGGGAGGTTTCTCGCGGGTTCCCCGATG
>BJ001455 ID   BJ001455   standard; mRNA; EST; 45 BP.
NNTTNAANTAACCCTCACTAAAGTGAGTCGNATTACAATTCAAGA
>BJ001462 ID   BJ001462   standard; mRNA; EST; 509 BP.
GAATGCNATCGCATGTTGCAGAGTGGTGCAGATTATCTACATCTGGATGTAATGGACGGG
CATTTTGTTCCTAATATCACTTTTGGTCATCCTGTCNTAGAATGTCTGCGGAAGCAACTT
GGCAGTAACCCATTCTTTGATATGCACATGATGGTNGCTCAACCAGAGCAGTGGGTGAAA
CCAATGGCAACTGCTGGTGCTAATCAGNATACGTTNCACCTGGAGGCCACAAATAACACT
GGGGCCCTAATCAAAGACATTCGANAGAGTGGCATGAAGGTGGGGCTGGCTATTAAGCCA
AATACTACAGTGGAGTACCTTGCACCATGGGCCAACCAAATAGATATGGCTCTGGTTATG
ACTGTGGAACCTGGCTTTGGTGGGCAGAAGTTCATGGAAGATATGATGCCAAAGGTGCAT
TGGCTTAGGTCACAGTTCCCTTCTTTGGATATTGAAGTTGATGGGGGTGTGGGACCAGAC
AACATTCACAGATGTGCTGAGGCTGGTGC
>BJ001470 ID   BJ001470   standard; mRNA; EST; 237 BP.
GTTTGCTTTTCGATATGGAAACAAACAGCANANGAGTGTGGTNGTAGCATTCGACAAAAC
ANATTGAACGCAGCCTCCCAAGGCGCCAAATTTAAACAAAGATCTACGACTCCTCGTTAC
CTTTGTACAAAATTTGTGGTTTTAGTTACATTTTATCTACCTAACACCCCCTTTTGGTCA
CAATTATGGGGGTTCACGATTNGNGGTCAATTGTTGAACCGGTTCGCGAGTCGGTGT
>BJ001486 ID   BJ001486   standard; mRNA; EST; 595 BP.
TCGGCACGAGGGAGAGAACGGATATTCTGAACCGGNAGTGGAAGACCAGGCGGATCCAGC
CCATTCACATCATGACTCCTGTCAGCTCTCGAGGGACTCGAGAGTGCACAGTGGACAGCG
GTTTCCCAGAGTTCTCCAGACAAGTCATCCCCCTGAAGACCCTGAACGCCGTGGCTTCGG
TTCCTGTCATGTACTCGTGGTCGCCGCTGCAGCAGAACTTCATGGTGGAAGATGAGACGG
TGCTGCATAACATTCCTTACATGGGGGATGAGATCCTGGACCAGGACGGGACTTTCATTG
AAGAGCTCATCAAAAACTACGATGGCAAAGTCCATGGTGACAGAGAGTGTGGCTTCATCA
ACGATGAGATCTTTGTGGAGCTGGTTAACGCTCTGGTGCAGTACAGCGACAATGAGGACG
ATGAAGAGGATGAGGAGCAGGACTACAAGGTGGACAAGATGGATTTGTGTGACGGCAAAG
ACCACACAGAGGATCCCTGCAAAGATGGACATAGTAACGAGAGCCGAGCCAACAGTGACG
GCAGCAAGAAGTTTCCCTCAGACAAGATTTTTGAAGCCATCTCCTCCATGTTTCC
>BJ001487 ID   BJ001487   standard; mRNA; EST; 571 BP.
TGGCTGTTAGTAGCATAATGCTGGAAGCCTATAAAAAATATATCCTAGTTTCCTTGATAC
TCCATGGAAAGGTTCAGCAGCTACCTAAATATACCTCCCAAGTTGTCGGTAGATTTATCA
AGCCTCTTAGCAATGCTTACCATGAACTAGCACAAGTCTATTCAACGAATAACCCAGCTG
AGCTGCGGAACCTTGTAAGCAAACACAACGAGACCTTTACCAGGGACAACAACATGGGGC
TGGTGAAGCAATGTCTGTCATCCCTATACAAGAAGAACATTCAGAGACTTACCAAAACAT
TTTTAACGCTGTCCTTACAAGACATGGCCAGTCGCGTTCAGTTATCTGGTGCTCAGGAGG
CAGAAAAATATGTGCTGTACATGATAGAAGATGGTGAAATATTTGCAAGTATTAATCAAA
AGGACGGCATGGTGTGTTTTCACGATAGCCCAGAGAAATATAACAATCCTGCAATGCTTC
ACAATATTGATCAAGAGATGCTGCGATGTATAGACCTTGACGATAGGTTGAAAGCGATGG
ATCAAGAGATCACTGTGAACCCTCAGTTTGT
>BJ001492 ID   BJ001492   standard; mRNA; EST; 617 BP.
TCGGCACGAGGCACGGNACGGAGCAGCGCAGNACGCAGNGTCAGAGTGCACGGATTCGGC
TCACTCTCTCCGCGTCTGGTTTGAGGATACTACTGCGTCTTTTTGTTTGTTTTTCCTGGA
AAAGCTTTTAGTCAGACGCTCCTACTGTTGGCTTCGAGCATCTTCCTCATGTATTTTTCA
ACCATTTGCACGAGACTTGGGTCATGATCACATCGCCCACGGTCTCTTTTCTGAGAAATA
GCACAAATCCAGCGTGGGAGAGCGGCTCCACGGGGGAGAAGGGAGAAGGAAAGATCCGCC
AAGTATTTTGTTTCAACTCGGTCTCTCCTGCAGACCCTTCTCGCCAAGCCAGTCGTCTCC
CCATAAAGGTTTTGAAAATGCTGACAGCGCGGTCAGGACACATTTTACACCCGGAGTACC
TTCAGCCTTTACCGTCCACTCCCATCAGTCCCATCGAGCTGGATGCCAAGAAAAGCCCGC
TGGCCCTGTTGGCCCAAACATGCTCGCAGATCGGCAAACCGGACCCGCCGTCGTCCTCCA
AGCTGTCCTCTGTCACCTCGAATGGATCTAGTGAGAAGGAGAGCAAATCTGGGCCGCTGA
AAATGAGTGACATCGGA
>BJ001497 ID   BJ001497   standard; mRNA; EST; 466 BP.
CAGCAGCTCGATGAAGGCGACATGTACAGCGTTCTTCCCGAGGACCGCTCTGAAACCTTG
GGAGAGGAGCTGCNGAGACATTGGGACTATGAAGTCAAACGGGCAACCAAGGAGCTGCGA
AAGCCCCGACTCTCCAGAGTTCTCATCAAAAGTTATGGATGGTCGTACGCAGCGGCAGGG
CTGTATTCGTTTTCACTCGAAGCGATCAAGGTGATCCAGCCTCTCCTGCTGGGGCAAATA



ATCCAGTACTTTGAGAGTTACAACCCAGAAGACCAGTCCAGCCTTAACCTGGTCTATGCT
TACAGCACCGNCATGTCTCTCTCCACCTTTGGGCTGACCATTCTCCAACACCTCTACTAC
TATCATGTGCTGAGAATTGGCATGAGGATTAGGGTGGCCATGTGCCACATGATCTACAAG
AAGGCTCTTTGTCTCAGCAGCGAGTCGATGGGTCGAACGACCACGG
>BJ001501 ID   BJ001501   standard; mRNA; EST; 624 BP.
GAGTTCTGCGCTCCGGAGAACCAGCCGCTCAGCCGGGTCATTAAGATCGCTGTCGTAGGG
GGAAGCGGAGTGGGGAAGACGGGTAAGAATGCAAACCGGTCTGTCCAAAGGTGGGCTTCA
GGCGCAGCCATGAATAACCACTGCGGTGTTTCTGCAGCGCTGGTGGTGAGGTTCCTGACC
AGGCGCTTCATTGGAGACTACGAGAGAAATGCTGGTGAGTTTCGGAAGAAAAGAAGCTTC
ATGGTGAAATTTGGCTTGTAATTTCTGAGGTTTTCCTTTTGCGCACGCAGGTAATCTGTA
CTCCAGAGAAGTTCAGGTGGACGGAGAACAAGTCACCATTCAGGTTCAGGACACGCCTGG
GGGAGAGATGACTAATAACGGCGTCAAGCTGCCTGACCATGTGACCTGCTCCATCCAGTG
GGCGGATGCTGTGGTGCTGGTTTACTCTGTGACAGACCGCCGCAGTTTTGATCTGATCAG
TCAGCTGCACCAGCTGGTTGTCCGGGCAGGAGGCGCCATTGTGCCCCCTGTGATCCTGCT
GGCCAACAAAGCTGACCTGTTGCACCTGAGGAGAGTGGACTCCCAGCAGGGCCCCCTCCT
GGCTGGAGCCCTGGGATGCTCCTT
>BJ001510 ID   BJ001510   standard; mRNA; EST; 438 BP.
TCCTTTGATTTATTTNAGCANAGCGTGTAAAGATGTGTTTCCTGTGCCTTTTGCTCTCCT
TTCTCTGTGCGTGCTCCGTCGTGGACTGCAATCCCAGCCCCGTGTTGGGAGATGTAGCCG
NGGACAGATACTTTATTCCTAAAGAATGCGCCAGAGATGCAAAAGACGGAGATNNTGTGC
GCTACCATTATAACGCCACTTTCCTGGACGGAAAGGCCTTCGATTCCAGCTACCAGCGTG
GAGCCGCCAAAGTGGGCCTGATCGGCGAGGGTCGCCTCCTGGTCGGCGTGGACAAAGGGC
TGCAGGGGATGTGCGTAAACGAGCGCAGGAAGATCACCGTCCCTCCACACCTGGCCTACG
GAAGCACCGGTGCAGGTGACGTGGTTCCTCCTGACGCCACGCTGGTCTTTGACATCCACC
TGGTGGATTTGTGGAACA
>BJ001511 ID   BJ001511   standard; mRNA; EST; 552 BP.
TTCGGCACGAGGCTAAAGTAAAGCCGGCAACTCAATACCACATCTAATCGGAAATGTTAA
AGGGAGATTTTAAAAGACTGAAAGACAGTTCGATGCAAGCTCGACTATCCGAACCAAAAC
ATGGACTTTCTGACTCTGTTTGCTATCTACGTCGCGGTGATGCTGACATGCATTTTTCTG
GTCTGTAAATACTCCGGCCAGAAGCACAGCCCCTTAAACAGACTTTTTGACTGTTTTAGA
AAGGTTTTTTCCCCTTTTACTCCACTATGGTTGCAGAGGTTTTTCCAGCGGAGTCTGCAC
AGAATGTTTCATCAAAGGAACAACATGTTCATCTACCTGCACATCCTCTTGGAGGGCGCC
GTGTACGGAGAGTTCACCTATGAGGTGTTTGGCTTCTGCAGGGACATGGACACCTCTCTG
ACCAGCTTATCAGTGCCTTATATTTTGCTGGTGCTAAAGACCTTCTTCTTCTACCTCTGC
ATTAAGACAGATCCAGGCACGGTGACAAAGAGCACCGTCTCTGGACTGCTCCGCGTCTAT
CCGTACGACAAG
>BJ001525 ID   BJ001525   standard; mRNA; EST; 674 BP.
CGAGGGCGCTCTTCACTCTCCCGACTCTCCGCGCGGAGCCCTGCTTTCCAACCCGGGATA
ACTCGACGTTTGCGGAGATACCATGGTGACCATCCCAGAGTACTATGCAGGAAAAAACGT
GCTGCTCTCTGGAGCGACGGGCTTCATGGGGAAGGTGTTGCTGGAGAAGCTGCTGAGGTC
CTGCCCCGAAGTGGGAGCCGTCTATGTGCTGGTCCGGTCAAAGGCGGGCCAGAGCCCGCA
GGCCCGCGTGGCCGACATGATCAACTGCAAGTTGTTTGAACAGTTGCAAGTGGAGCAGCC
GGGCTTCGCTGAGAAGATCATCGCCGTGAACTCTGACCTCACTCTGGCAGAGATGGATCT
CAGCAAAGAGGACCAGGACTTGCTGGCAGAACGCATTAACATCGTCTTCCACTGCGCCGC
CACCATCCGCTTCAACGAGCCGCTCAAAGATGCCATGCAGCTGAACGTGCTGGCCACTCA
GAAGATGCTGGCGCTGGCCCGCAGGATGAAGCACCTGGAGATCTTCACCCACGTGTCCAC
AGCCTACGCCCACTGTGACAGAGAGGTCATTGAAGAAATCGTCTACCCTCCCCCTGTGGA
CTACCGCAAACTCATCGACACTCTGGACTGGATGGATGATGATCTGGTATCGTCCCTGCT
ACCAAAGCTGCTTG
>BJ001529 ID   BJ001529   standard; mRNA; EST; 647 BP.
ACGAGGGACAAACGGNGGAACTCCACACATTCTGGAACAATCTGCAACAATTAACCTTCA
TGATTAAGGTCTAGCAGTGAACTTCCTTTACATCCCGTCCAAATGAAGAGTCCAACTGAA
AACCTCCCACTGTTCATGGCAGCGACTGCTGTGTTGGGTAACAGGAACCGATTGGATTCT
CTCTGTGTGAACGCGGTTTTCAAAACGCCTGTGAACGAGTCAAAGATCCACATGACTGTA
ACAAGCGGGGGTTGTTTGGATCCTGCTGCACTGGCATTTGGATGCGCAGAGCTAATGACA
TTACAGGGAGCATGTGGTGATGTCAGAGAGCTTGCAGACGGAGGAGAAATCTGATGAAGA
CGGCTTGTGGCTTCCAGCGTCAGTGACTGACAGGTTCTTGGAAATTTTCAACTCTTCTGG
GCCTCATCATCACAAACACGGAGGGAGGAATCAAGACCAATAAGAAAAAAATTCGGAGAT
TGGAATAATTTAATTTCTAAGCGATTCACATTTGAGATCTTTAAACACCGCAAAACTTGA
TTACTGACTTTTTTTTCTTTTTGCAAAAAACATGATATTCATTATAAGCTAATTTATCCA
GTTTGAACTGGTGAAAATAAGCTTTATTTTTATGGTTTGCAGTTTGG
>BJ001538 ID   BJ001538   standard; mRNA; EST; 610 BP.
GGACTCTCCTCTGGGGTTCAGCCTCCTGGGAGGGCAGGAGAAAGGCTCTCGCATCTTCAT
TGATGCTGTGGAGCCGGGGAGCAAGGCAGCAGAAGTTGGCCTTAAACGTGGAGATCAGAT



CTTGGAGGTCAATGGACAGAATTTTGAAAATGTCCAGCTCAGCAAAGCCAGTGAGATTCT
GAAGAACAACACCCACTTGTCCATAACTGTGAAGACAAATCTTTTAGTGTTTAAGGAGCT
GCTAACACGGCCTGAGCACGACCACGACACGGACGTGGAGGACGACCACGACAGGAAGAA
CGGGGCTCCCCACCAGCCAAAGATTGGAGATATCAAGAAGGCCAGCCGCCACTCCATCCC
GGACCTGGCGGTGGACGTGGAGCAGGTGATGGGTCTGGAGAAAGCCAGCAAGAAGGCCAA
AGCCAACACGGTCGGAGGACGCAACAAGTTAAAGAAGATCTTTGACAAGACGCTCACCAG
CATCCTGCCTCCCAAACCATACAACGACGTTTGCGTGGGCCAATCACAGGATGACAGCAT
ACTGGGGATGAAGCAGTCCAAGCAGATCCCACCCGCGCTGCCGGTCAGTGGAAACTTGTC
GTCCTCAAAC
>BJ001541 ID   BJ001541   standard; mRNA; EST; 44 BP.
TAAATGGGGGGGGTTTTTNGGGTTGGTTTTTNTNTNGGGGAAAA
>BJ001550 ID   BJ001550   standard; mRNA; EST; 54 BP.
GGAGAACTAGTCTCGAGTTTTTTTTTTTTATAATNGGGTTTTTNTTTAANGTCT
>BJ001551 ID   BJ001551   standard; mRNA; EST; 440 BP.
GTTTGGTTGAACAAATAGGATNATGTATTTAGCTGGGATGAGAAATATAAGAGTTGGGGG
TTTTCTCCAGGTAATTAGAGGAGCTTTTGATGTGTCAAATGACTCCACCTTACCTTTCAA
AGGACCTCGTCTTTAGAGCCGTAATTATCGCTTGCCGAGTCCCTGTATGGTCCTGACATG
ATTTAAATGTAATATTTAAAAGTCACAAGGCTCTTTTGATCAGTTCACTGATCATCCAGT
TATTATCTTCAGAGCCACTTTGAAATTATGACTTACAACTTTAATGTTTCCTCAGATGAG
TTGCTAATAACACGGCACATTCAAGGAGTCAGAGATCTCCTCCATCTCACCAGGAGTAAT
TTTCCTTAAAGCATTATCATTTCAGCACTTAAGGAGCTCCTCGTCATCAAACAGTTTGAT
CTTTTTTTTTTTTTTTTTNG
>BJ001558 ID   BJ001558   standard; mRNA; EST; 706 BP.
TCGGCACGAGGGTCTCCTGTAAAACCTTTAAAACAAATGTTTGTTTGAGCCTAAACCCAC
ATTTATGAACGAGCTCAAGTAAAGAGGACCGGTTTCGCTTTCCTTTAGACTGGCTCCTAC
GTGAAGGTCGGTAGCACAGAGGATTTGTTTCTTCATGTTTTCCAGCTGTTAGCAAAAACA
GCTAACGGTCAATAAAGCCACAACACACTCTGTGTGTCCTTAAGCTATTGAAGTTAGTTC
TTTATTTAGAATACATACGCATTTCGGGGATTCTTTAAAAAAATGACTCACGGCAATGAC
ATGCAAAGACTGTAAGCGGAAGTGAACCCAACCACCACGCATTTCGATCGTTAAAAGTTG
ATTGCTCAGAAAGATGGTTTAATCTGCGCAGTACTGTTGGAATCCCACACAAAGATTAAT
GGAGAAAAATGGCTCGCATCTCATGGGACAGTTTAAGCTCATTACCGGGCATCCCCCTCA
GTGTGCTGTCGGTGCCTATGGAAGATAAATACAAATGTCAGCAATGTCTCCAGGTCTTGA
GGAAGCCCGTGCAGGCGCAATGCGGTCACCGCTTTTGTGTGCACTGCTTCAGGCAGCTCA
CCAGTTCTGGCCCAAAGCCCTGTCAAGCCTGTCGGAAGGAAGAGATCTATGAAGAACCTA
TGTCTATTCTAAATAGTAGTGAGGCATTTCCAGACAATGCAGCTGG
>BJ001568 ID   BJ001568   standard; mRNA; EST; 576 BP.
TTTTCTGCTCACCGACTCTTGTTGTTGTAGGAACTGAAGAAATACGGAGTCACCACTGTG
GTGAGAGTCTGTGAAGCCACCTACGACGCCGCCCTGGTGGTGAAGGAGGGAATCCAAGTT
CTGGTCAGTTCAAACCCAGCTCTGGTTCTGATGTTTTGGTGCAGATGAAACCCAAAGGTT
TAAATTTATCCTCTTTTCACAAACTGGTCCATAAGTTTACACCCCATCATTTCCTGTCGG
GGGGGTTACACGCCTCTGTGCTCAGCGGCACGTGAAGCAGAAACACTCCCCAGGCCCCCC
CCCCTGCATCAACATTTCCGTTTCCCTGCAGCTGTGCCAGCCCTCACACGTCTTTGTTTT
GGTTTCCAAGAAACGATGACGTCATTTTCCTCTTCCTCTGCTTCAGGATTGGCCGTTTGA
CGACGGAGCCCCTCCCTCCAACCAGATTGTGGACGACTGGCTGAACCTGCTGAAGCTGAA
GTTCAGGGAGGAGCCTGGCTGCTGCATCGCTGTCCACTGTGTGGCAGGGCTGGGGAGGTG
ACTGCTGGGGGGTCTTCACTATCCTACTACGTTAAT
>BJ001576 ID   BJ001576   standard; mRNA; EST; 639 BP.
GGCACGAGGCTGAAGTCTTCGTCTGGGCTCAAAGTTCTGAACGACTTCCTGACGGACCGG
AGCTTCATCGAGGGGTGAGCGGAGCCGCCATGTTGGGTCCGCCCGGCTACCCATGCTAGC
TGCTAGCTTAGCATTTGGCGCTAAACACCCGCGCAGAAAGACCGAGAACACGCGGGACGG
CCCGGGATCGGTTCGGTGCTTTGACCGGCAGAAACGCGCCAGCCAAAGTCTTTGGTTCCG
CCAGGGTTCTGGAGAATTCCTGCTGGCTCGTGCCGCGGGTCACATGGCTGGTTCTCTTAC
ATGGTGCGCGCGGTGCATTGTGGGTGATCTGACCGTTACCCGGGCACAGAACCTTGTAGT
TTGTCACTGGTTCCGTGGTCTTCAGAACCCAGACTTTGTTGCTTCTTTGGTCTGCAGCTG
GTCCTCCCGGTTCCTGATACGAACCTTTTGGACACATGTTGATGCGGGTCCCGTAGACTT
AAATCCACACCCAAGAACCAAAGTTCTTTTGTGGTCCAGGTCCAGTCCTGAGCTGCTTTG
TCTGACCCGGTCCAGGTCCAGTCCTGAGCTGCTGTGTCTGGAGTTCTGTGGAGGTGGGGA
TCCTAAACCCGTCTGCTGGATGGAGGAGATCCCGTCTTC
>BJ001599 ID   BJ001599   standard; mRNA; EST; 44 BP.
TCGGCACGAGGCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTC
>BJ001602 ID   BJ001602   standard; mRNA; EST; 94 BP.
CAGGACCCAACATNCACACCCCCAACCTACCGGTGACCGACGGAGGGATGAAGACCGNCC
AACAGACCACACGACCCTTNAATACCTACCCGNG
>BJ001604 ID   BJ001604   standard; mRNA; EST; 598 BP.



GGCGGCGGTCAGTGCAGCTGAAGTGATCACACAGCTGGAAAGCGCTGCCAAAGTTTTAAT
GGCACCGCCATCCATGGTCAGCACAGAGCAGAGGCAGCATGCTGAACACGTCTTCCTCTC
CTTCAGGAAGTCCAAGTCTCCTTTCGCCATTTGCAAGCACATTCTGGAGACCAGCAAGGT
GGACTATGTGTTGTTCCAGGCGGCCACAGCCATCATGGAGGCCGTGGTGCGGGAATGGAT
CCTGCTGGAGAAGAGCAGCATTGAGTCTCTGCGAGCGTTCCTCCTCACCTACGTCTTGCA
GAGACCCAACCTGCAGAAGTATGTCCGTGAGCAGATCCTGCTGGCCGTTGCCGTCATCGT
GAAACGAGGCTCTCTGGACAAAAGCATCAGCTGCAAAAGCATCTTTCATGAAGTGGGACA
GCTGATCAGCAGCGGGAACCCCACAGTGCAAACTCTGGCCTGCTCCATTCTGACCGCTCT
GCTCAGCGAGTTCTCCAGCTCCAGTAAGACCAGCAGCATCGGCCTCAGCATGGAGTTTCA
CGGCAACTGCAAGCGTCTCTTCCAGGAAGATGGCCTGCGTCAGATCTTTATGATGACC
>BJ001609 ID   BJ001609   standard; mRNA; EST; 635 BP.
TTCGGCACGAGGCTGGTGTGCAGTGGGATTTTGTCAAGGTTAAAGTGTGCCACTTTGAAA
AACAGTGGTATAATCCTTCGTTTTGTTTGCCCTGTAATTCTGGTGTCTCCCCATAGATGG
CGCTCTACAGCTAAATTGACCTTTGCTTCAGTGCAGGAAGTGATTCTGCATTCATGTGGT
GTTGGAAGATTTGATGTTTTTCTGATCACTCCAAAATCACATGACAGCATTTCTCTGAGT
TTGCATTTGTCCCTGAGGGACATCAACCCATCAGGCCAGTTGGCACTAAAACGAGATCAG
AAGCCACAGTTCTGGAAGATAAATTCCAAAGTTTTCTGTTTTAAAATCTCAATTTTCAAT
CCAAATGGAAGCATGTTTTTGTCCAGATTCCATGTTTTTTCTTTCTCGCATGAGGCGGGT
TACCAACACACTTCCATCAATCTTTAGAACCCAAAAATGTGCCCACCCCTGATCTAATGC
TAACATAGCAGCTGAGGGGTTGGGTGGGTGGGAGATTTTTAGGATGCGGGGCTGGTTCTT
TACATGACTGATAGCTGGGGAAAAAGCCCAGATGAGGTTCAGGAGACAGATCATCGGGAG
TTCTTGTAGACGAGCAGAACCATCGTCGGGCCAGA
>BJ001615 ID   BJ001615   standard; mRNA; EST; 717 BP.
TTCGGCACGAGGCTCCTGGNGGCTCTGGNGCAGCATCTAGCTTCTCTGGAGGGCAGGAAG
CTGAAGGACCTGTCTACTGCCAGCAGATCCAGCACGGTGTCGTCCCTCTCCAGCGCTGGG
ATCTCTCTCAGTCGTATGGACGACAAAACAGAAGACAACCGGCTGCAGCAGCACAAGGAA
GACGGTCATAAGGTATTTGACATTCAGACGCCCAACGCTTCGCCCAGCACCCAATCAGTG
GGCAGTGCCAACAGCAGTGGAGGAGCCGCAGATCTCTTTTCCAACTCGCCCATCGTTACC
ATCAATAATCATGTGCCAAACCTGACCAGCGAGCTGTTCACCCTGCAGCCTCACTTCCCC
CCCATCCAGACCACACACACTGTGCCCAACAACAACAACGCTTGGGGAGGTGACCTACTA
AAGCCATCACCACCTACTCAGATTCACAGCCCAGGAGCCCAACTGCACTCGGGGAAAATG
CTGCCCAATGATTTGGACTCCTCGTTAGCAAATCTGGTTGGCAACCTGCAGTTTGGGGGG
ATGCCAGCTAAAAAGCCAGAGCTTCAGTGGAGTCAGCTGGTGGAGAAGAAGCCCACAGGA
GGAAGTGGCTGGCAGTCTAAGACCATGTGCACCAGCACCAACTGGACTCACACCACTCAT
CCCATGGCGCCTGCACCCATGCCTGTCCCTCAGATGAATGGGATGATCTATACTGGA
>BJ001619 ID   BJ001619   standard; mRNA; EST; 875 BP.
GTGCTGCTGAAGAAATCTGCAGACTCTGTGAAGGAACCATCGTCCAGTACGAGGAGGAGC
TCTGTCGTCAGCGCAGACTGCTGGATGTCATCTGGAAACCACAGCTGCAGCTCCACCACA
TAGTTCTCCCCCAGCATTGGATGACTGAAGAGGAAGATCTCTGCAACCAGCAGAGGAACT
TCAGAGTGGAACAGGAGGAACCAGAACCTCCACAGATTCAAGAGGAACTGGAGGAACCAG
AACCTCCACAGATTCAAGAGGAACAGGAGGAACCAGAACCTCCACAGGTTCAAGAGGAAC
AGGAGGAACCAGAACCTCCACAGATTAAAGAGGAACCAGAGGAACTCTGCATCAGTCAGG
ATGAAGAGCAGCTTGATCTGAAGCAGGAGACTGATACCTTGATGGAGATTCCTACTTATG
AGGAAGATGAGAACAGTGAAGCAGATCTAAACAATCAGCAGAGCTTTAATGTAACTGATA
GTCAGGATGAAGAAGGAAACCAACATGAAGAATCAACATCAACTACAGATGAAGAGACAG
AATCAACATCAACTACAGATGAAGAGACAGACCCACAGAACAGAGATCAGAGGAAGAGGA
GGGACAGAAGTCATGTCCAAAGTGTGGACAGCTCTCACATGTCAGCAGCTCTCCCCCAGT
GTTGGATGACTAAAGAGGAAGATCTCTGCATCCAGCAGAGGAACTTCAGAGTGGAACAGG
AGGAACCAGAACGTCTACAGACCAAAGAGGAGCAGGAGGAACCAGAACCTTCACAGATTA
AGGAGGAACCAGGGGAACTTCTGCATCAGTCAGGATGAAGATCAGCTTGATCTGAAGCAG
GAGACTGATACCTTGGANGGAGATTCCTACTTATG
>BJ001636 ID   BJ001636   standard; mRNA; EST; 655 BP.
TGAAAAGAATTTAAAGTTGAGGGTTGGTGTTTCATTACTTATATTGAACTGATTCAACAA
AAATGGTGAGCTTGAAACGTTTAGTCTATTTTTTAATTTAGCTTGTTGTTGCTCCTGGCT
AGCGGCTAACTTTGTAAGCTAGCTCAGTGTTGAAGACACACAGAAAGGATGAGTGGAGGC
CCGTACAAGTCCCTGTTTTTCCTCAAGCTTCCAGACCTGAACAAGCTGGCATGTGTCCCC
ATGAAGCTTCACGAGGATGAGGAGGGCGAGCCGAGGAGCAAACAGATGAAGACCTGCAGG
GAGCTGGTGCTGCTGTTTGACGACGTGCTGGCCTGTCCTTCGCTGGACTCCTTCACAGAC
ATCACTGTGGTCGTGGCTGTGCAGTTTTTCCACAGAGGGATCCTCCAGGCGTTTGCACAG
AGGAACCATCTGCAGCTGGGTCGTCCTCAGAGTGTGCTAGCGGGTGACCTCCAGTGCTGC
CTGTCCTACTCTCTGATCAGCAGACTGTCTCCCCGCTGGAACAAAGCTGGCCTCCACCTC
GTCTGCGGAAAAGACTTCCTGACTGAGGGAGGCCGACTCAACGCCGTCAGCATGGAGCTC
AGCAGCAGGGAGGGCCAGCTGTGCATGAGCCTGGAGGCCAACGCTGTGCGACTGC
>BJ001643 ID   BJ001643   standard; mRNA; EST; 591 BP.



GCTGCAGGNAATTCGGCACGAGGCAAGGNACTGGAATGTTGCACTCAAGGGCTGCGAGGA
CCCCACTTTTATTGACTTCATAAAGAAGTGCTTGGACTGGGACCCCTTATCTCGTCTCAC
CCCCAGCCAGGCTCTCAGGCACCCCTGGCTGTACCGCCGACTCCCCAAACCCTTAGCTGT
GACTGAGAAAAACCAGGGGGCCCCTGTGAAACGACTTCCCGACCACCACAGCACCTCCTT
CCCCTCCATCCTGGCCAAAGGGGGGCCCGCCCTGGGCTCCACTCCTGCCAGCAACAAACT
GAGGAGCAACATGTTGGGAGACTCGGGGGAGGCCATACCTCTGCGCACGGTCCTCCCGAA
ACTGGTTTCGTAGTTCAGAGAGAGTCCTTCGATCTCCTCTGGGGGTCTGCTCTCTCCCCT
CTCTGCTCCTCAGGAGGAGCCAGAGTATCGGAGAAAGCAGCTTTTAAACCTGTTTGCTTG
GGCTTTTATTTGTTTTCTACTGCGAGGTGTCGACACTCCACTTCCTGGTTTTAACGTTTG
TGAAGCAAAAGCCAGAAGGTCCGAAAAGACAATTAAAGTTTTGTACAAAAG
>BJ001658 ID   BJ001658   standard; mRNA; EST; 650 BP.
GCCCGCATCTGATNAGACGTCCCTGCAGCCTCTGTTTTTGACGCTGACACCCATCATCAT
CATGTCTAAAGGCACCGTGGTTCTGGCGTACAGCGGCGGGCTGGACACCTCCTGCATTCT
CGTGTGGCTCAAGGAGCAAGGCTATGACGTCATCACATACTTGGCCTTCAGTTCAGGCCA
ATGCAGTCTATGAGGACCGGTACCTGATGGGCACTGCCATAGCAAGGCCTTGCATTGCCC
GTCGTCAGGTTGAGATTGCACGGAAAGAGGGTGCCCAGTTTGTCTCCCATGGCGCCACTG
GAAAGGGAAATGACCAGATACGCTTTGAACTCACATGCTATGCCCTGTACCCTGAGGTCA
AGATCATTGCACCGTGGAGAATCCCTGAGTTTTACAACCGCTTCAGAGGGAGAAAAGACC
TAATGGAATATGCGCAGAAATTTGGCATTCCAGTTCCTGTTACTCCAAAGGCACCCTGGA
GCATGGATGCTAATCTCATGCACATAAGTTATGAATCTGGTATTCTGGAAAATCCCAAGA
GTCAAGCTCCACCTGACCTGTACTTGATGACCAAAAACCCAGCGGATTCCCCCAATGACC
CGGATGTCCTGGAGATGGAGTTTAGAAATGGAGTGCCTATCAAAGTGACC
>BJ001663 ID   BJ001663   standard; mRNA; EST; 669 BP.
CGGAGGGAAGAAGGACAAAAAGAAGAACCAGCAAGCAAAAGACAAAAAGACTGTCTCTCT
GCAGGACTTTCAGGCTGACGGCAGCACAGAACATTTGAGTAGGAGACAAGAGGACACCAG
AGTGGCAAACCCAGCACTGGGAGTCGGTCAGGAGGAGCGTTTCTTTAACAAACTGGAAGA
TGATGTAAGTCGTATCGTACAAAGAGAGAAGAGACGCGACCAATTCACCGGCAGCCAAGG
ACAGGAAGTCAGCACCTCCACAGAACACGAACCGGACCCACGAGCAGAACAGCTAAAATA
CGAGCTGGAGAAGAAAGACCAGGAGATCGACGAGCTAAAGAAAACCATCTCACAGTGGGA
GGTAAAATATAAAGAGGTGAAAGCAAGAAACGCTCAACTACTTAAGATGCTACAACAAGG
AGAGATGAAAGATAAAGCAGAAATTCTCCTACAGGTGGAAGAACTTATGCATATTAAAGA
AGAACTGTCATCACAGGTATCACTATTACATGCTGCTCTTGAACAAGAAAGATCTAAAGT
TAAAGGGCTCCAATCAGATCAACCAAAACATCAGGGTAACAAGAGGGGGAAAAGAGGCTC
TGAGGCAGAATCATAAAAGTTACTGAAGGAAAAATGTCTGAAAAGAAATTCACATAAATG
AATGAAGAA
>BJ001674 ID   BJ001674   standard; mRNA; EST; 549 BP.
TTCGGCACGAGGGTAGGTTTTCCTGGTAGCTTTCTTTGACAGGTGTCGAGTGGGATAAAA
CAAAGTATCACAACAGCTTCCAAGATGTATGGCAAAGGAAAAGGAGCTGTTGTCCCCTCC
GATAGCCAAGCGAGAGAAAAGTTAGCGTTATATGTGTACGAGTACCTTCTACATGTGGGA
GCACAAAAGTCAGCACAGACCTTCCTGTCCGAGATTCGATGGGAGAAGAATATCACATTA
GGGGAGCCTCCTGGATTCCTTCATTCATGGTGGTGTGTATTCTGGGATTTGTACTGTGCA
GCTCCAGACCGGAGGGAGACATGTGAACACTCCAGTGAGGCAAAGGCCTTCCATGACTAT
AGTGCAGCGGCAGCTCCCAGCCCGGTGATGGGCAACATGCCGCCCAACGATGCCATGCCC
GGTGGTCCCATGCCCCCAGGCTTCTTCCAGGGACCACCTGGCTCTCAGCAGTCCCCCCAT
GCACAGCCCCCCTCACACAACCCCAGCAACCCCATGATGGGACCCCATGGCCAGCCTTTT
ATGTCGCCA
>BJ001691 ID   BJ001691   standard; mRNA; EST; 675 BP.
GAGCTAGCGCTCGCTTACGTTGTTCTCTGCTACAGGGNAAGACGGTAACTCAAGACAAGC
AAACAACCAGATTGTTAAAATACTGTACCTCAATAAGTTAAAGCGAACCAAGGAACGACC
ATTTTAAGCTGTAAACCATACTACCAAGGTTTGACAGACTATTGAGGTGTCTGTTGTCTC
ATCATGATGATGGAGGATCAGGATAACGGTGCACATTTCTTCGAGGGGACCGAGAAGCTG
CTGGAGGTCTGGTTCTGCCGCCAGGATGACACTAAGGGCACCGGGGACCTCCGCTCTATC
CCAAGGTTTGAGTGGGATAAACTTCTGGAGAATGTGCACTGTTTGATCATAAGTGTGACA
AAGACTGACAAGCAGGAAGCTTATATACTCAGTGAGAGTAGCATGTTTGTCTCCAAGAGA
CGTTTCATTTTAAAGACATGCGGAACCACCCTCTTACTGCAAGCACTGGTTCCTTTACTG
GAGCTCGCCAGGGAGTACTGCGGCTTCGACAGCATTGAGAACTTCTTCTACTCCCGCAAG
AACTTCATGAAGCCCGCCCATCAGGAGTTCCCTCATCGAAACTTTCAGGAGGAAGTCGAC
TTTCTGAGCCAGATTTTCCCAAATGGTGCAGCCTACTGTATGGGACGTCTGAACTCTGAC
TGCTGGTACCTGTTC
>BJ001702 ID   BJ001702   standard; mRNA; EST; 680 BP.
GCCAGNGTGTTCTTGAACAGGATCCTGCCGCCCATCAGCAGGTGGTGTAGCCAGTCAGGG
ATGTGAAAGACCACTCGGCCTGTCGCCGTGAACGAGGAGAAATGGAAAAGACTCCAGAAC
ACGCGTTTAACCCCCCGGCCGCCACTAGCGCATGCCCGCCAAATCGTGCTGATCTCTGAT
CTCCAGGCTTTTTCTTTAGCAGCTCTATTCTGATTTATGAAAGACTTGGTGTCGCAGAAT



TTACAATTTACAAACGGTTGGCATCCCATGAATTAAATGGGACGCCATCCATATGCTACT
ACCTAATCTGAGTCCCTGATTGGTCAAAGTTCAAGGGATTTAACTTTCAATGCGTGTTCA
ATAGACGTGTGTTTTATGCGTAGAGCTGGAAAAATGAAGTCAGACCAACAGAAAATCTAA
ACTATTGCAGCTTTTAACCCCTAACCTTGTTATGACGATTAGCTAGAAAAGCTTTAGAAG
AAACCATGTCAGCTGTAAATGTAATGGGCTTTTTTTATGTTTTCTTCTCTTCAAACCCAC
ATGCACACCTCTAATGCAAAACAGGCTTTTTATTTAGGTTTGTAAAGGTGTCTCAACAGC
AGAAAATCCACTTGATCTCTTGTTTGTCTGGATCTCATCTGTCTGATGATTTGGAAGCAG
CTCGGTTTGTAAAGGAAGTA
>BJ001705 ID   BJ001705   standard; mRNA; EST; 594 BP.
GCTTGAAGTTCCCTCCGCGGGGGATGGAGGGGCAGACCAACCCGGCCTCCTGGCCCTGGT
TCCAGCTCATGAGCGACGCACTGGAGGGGCGCCTGGTGGGAAAAGCTCCCAAAGTAACCC
CCGTGTGGACCAACGATGAAGACGGCGTGTTTGTCTCATCTCCGCCCGTCGACAGGGATT
GCTCTGTGGCAGACAGGAGCAGTGTGTCGGAGCTGGACAGCATGGTGGGCGGAGACAACG
GCGAAGCTGACGGGAGCATCACGTACATTGACGCCAGTGGAGAGGAGTGTTCAATGCCGT
CAGAGCTTTCGTATAAAATGAGCGACCAGGACACCAGGAGGATGATCAAACTCAGAGCCT
CCAACGAGTCGCTGTTCACCGGGAGGAGGAATGCTGCCAAAGCAGCCTGGAAAGCCATAC
TGAAGGAGCTCGGCCTGCAGGGAAAAGTCTCCACCTACCAGATGGCCAAGAAGTGGGACA
ACCTGAAGAGAAGATACAAGGACCTTAAATATCCTCCTGTTGGGATGGAGAGTGTGGTGG
ATGGCGCCTCCTCCTGGCCCGTGGTTTCACCTGATGAATGAAGCTATGGAGGGC
>BJ001717 ID   BJ001717   standard; mRNA; EST; 688 BP.
ATTCGGCACGAGGGGAGCTGGTCCTTCCTCCTCACGCCAACCACCAAGTCAGCACTTTCG
GTGGTCAGATTATGGCCTGGATGGAGAATGTGGCTACAATTGCAGCAAGCCGTTTGTGTA
AGGCCCACCCGACTCTGAGGACTATCGACATGTTCCATTTTCGGGGCCCCTCCCACATCG
GGGACCGACTGGTTCTGAAAGCCATCGTTAACAATTCCTTCAAGCACAGCATGGAGGTTG
GAGTCTGCGCTGAGGCCTACCAGGGCAGAGAACCTCTGCGACATATAAACAGTGCCTTCA
TGACATTCGAGGTGCTTGACAATGAAAGAAAACCTTGCACGCTGCCGCGGATACGACCTG
AGCCTGTGGATGGAAAAAGACGTTATGTAGAGGCTATAGCCAGAAAGAAGATCCGTCTTG
ATAGAAAATACATTATCTCCTGTAAACAACCTCAGGTGTCCTTGTCCGTGCCCTGGGATC
CCAGTAACCAGATGTACCTGAGTTACAACAATGTGTCGGCACTAAAACTCATGGACACCA
GAAACAACTGGGTGTTAACCTCAGAGAAGAATAAGGTCAGGCTGTACACGCTGGAGGAGA
ACCACATGCTGTGCTTCAAAGTGGAGATGTACGTCAGCGTTCCAGCAGAGCAGTCGTTCC
ACCTTCTGTCAGACCTGACGAGGAGAAA
>BJ001718 ID   BJ001718   standard; mRNA; EST; 676 BP.
TTCGGCACGAGGCTTGTTTCTACCGAGCAGCAGGCTTCTGCTCAGAAAAACGACAGATGT
AAGGTTTTTGACGCCCCGGAGGAACCGAGTCAAAGAGAAATGGGCTGCGACACGTGTCAA
ACACCCACCCACCAGGCTGGCCCTGCAGCATTTTGACGCCACCTATGGTACCCAGCTGGG
GGAGCTGTGGCCCTCAGTGCGAGTCGCCCTGTTGACAGAGAAGAAGTATGGCGCCCTGCT
CAATAATTTCTCCTTTGATGTTGACGTTGGTATAACTGATCTCCAAGCCCAGAGATGTAG
AGACTTCATCAGTGAAAGACATGGAGGGGCTGAACCATCGGAGATTGGTGCTAAGAAGCA
AACCAGTGGTGCTGATGGTAATGATCAACAATTGTCTCCTCCACCACTCAGCCCAAATAT
CAAGTGCTATGTGTTTCCAAGAGGTGATGTCACTCGATTTAAGCCTGCCAGGCGGAAAGA
CCCTGGCTTTACTTCAGACTCAGCTCGTGAGGTTTTTGTGTGTAAACGATGCCTCGACTT
CTAGAACATCACGGCTGAGGAAAGTCCTCCACAGCTATGTTCCTAAACAGTTTCTGACAG
ATGAGCGAGTCCGCATCAGCTCGTTTGATGGCACCACATGGGGGGAGATTGAGAAAAACA
CATTTGACAGAGTCCT
>BJ001723 ID   BJ001723   standard; mRNA; EST; 549 BP.
GCTGGCCGCGCGGCGTGTGGGTGTACGAGNATTGGAACCTCCCCCACTTTTTCAAACGTA
GTTCCAGGAGAGGTCACTGACCTGCCGACCGAGCCCCCGCCACCCCTAGCACAGACCACC
GAGCCAAGTTGGCCTTTGTACACAGAATACGATCCAGAACAGATAGAGATCCATTCCAAT
CAATACCAGCCGCTTCAGCCGCACGACCCAGAAGTGGTGGTGTTGGATGAAACTGACATT
AATGTGGATGTCTTTTCTTACAACTTTGGAACGTGTTCCAACAACCGGAACAAGTGTTCC
CAGTTCGCCGACTGCCGGGATTATTCGAGCGGATTCTGTTGCCACTGCAGACCTGGTTTC
TACGGCAACGGGATACAATGTGTTGCAGAAGGAAAGCCGCAGAGGATGAACGGAAAAATC
CACGGCCGAGTGTTTGTGGGCAGCTCCCCGTACCCGGTGGAGCTCGGCGGTGTTGATCTC
CACTCGTATGTCGTGGTCAACGACGGCCGGTCGTACGTTGCCATCAGCGACATTCCAGAG
ACTCTCGGG
>BJ001736 ID   BJ001736   standard; mRNA; EST; 687 BP.
GGCAGTCACAGCTGTGTGTGCTAAAGGAGAGAGGAAAGGCTGCAGATGATCAGCCAAAGT
TACTCCAAAATGCAGAGGACCTGTCACAGCTGAGGGATGAAGCCAACGCTCTGAGGCTTT
TGAAGGAACAGATGGAACAGTTAATCTCTGACTACCAACACAGGTTCTCTGTGAAGACGA
GTGAGCTGCAGAAGGCTCATCAGCAGATTGAGGAATTTGAGGAGAGATTAGGAGAGTTTA
GTCAGCAGAGCTCAAAGCACAGAGAGGAAGTAGCCAGTCTTCAAAAGGCCATCTCTGCTC
TGGATAGAGAGAAGGATGCTCTGCAAGATGATGTGGATCAGAAAACGGAAAAATTGGTTG
TGCTCCAGGAGGAATTATCCAAAAAGGAAAAAACCCTTGAAGATGTGAGGCAAACAGTCA



AAAACATGGATGTCTCACTAGCCCAGCTGCAGGGCGCCTTAAAAAGCCGTGAGAGGGAGA
TAAGCAGTCAAAGACGGCAGCTGGACGCCTGTCAGGAGGAGCTGGCTGCTCTCAAAAGGG
ACAAAGGGATCATAATCAGAGAGAACAAAAGACTTCAAGATGATCTGACCACCATGGACC
CGTGAGAACCAGGCCATACATGCAGAGATGGAGGAGGCCTTGCATGAGAAGGACGAGATG
AAGCTTGAGGGTTCACTCATACATTTC
>BJ001754 ID   BJ001754   standard; mRNA; EST; 693 BP.
TTCGGCACGAGGTGTGGGAGTCCTGTCAAGTGCAGAAAAGACTGCTTGGTCATTTTTTTG
TTTTGGTTTTCCCCGCCGTGGCTCAGATTTCTCCCTGGGATCCGGACCTGCGGGAGCTGC
GAGCCGAATGCTACGTCAGAACGGGCGATCCACAGAAAGCCATCCAGGATCTGACGCCCA
CGACGAAGCTGCGCAACGACAACCGGGCAGCTTTCCTGAAGCTCAGCCTGCTGCACTACA
GCCTGGGGCAACACCACGAGTCCCTCAAGTGAGGCTCCAGCAAAGCCGCCTCTTCTGTCA
GGCCGCCCCCTTCTGCCCTCTCATCTGCCCCGCCCGCCCCTTCTGCTTCTGTTTCAGTCA
CGTCAGGGAGTGCCTGAAGCTGGACCAGGATGACAAGGACTGCTTCAACCACTACAAGCA
GGTGAAGAAGCTCAGCAAACAGCTGGACTCTGCAGAGGAGCTGATTCTAGAGGAGAGGTC
CGTGTCTTGAGTGTCCGTCTGCGTAGGGATTTTAATGGTGCTGCTTTCCATAAATCTGTT
TTTTTTGTGTGTGTGTGTGTCCACAATAAGGTATCGAGATGCCATCGACAAGTATGAGTC
TGTGATGAAGACAGAGTCAGATGTCCCGTTTTACACCAACCTGGCAAAAGAGAGAATCTG
CTTCTGTTTTGTAAAGGTGAGTGAAAAACGCAG
>BJ001763 ID   BJ001763   standard; mRNA; EST; 701 BP.
TTCGGCACGAGGCTCTTCCTACTCCCCCTGAACTGCAGTGAGAAGCCGCCAGGTTGTGAC
AGCCATGTTGGCGGGATGTTTTCGTCTGCTGTTGCTCCTTCCTCTGGCTTGCAGCATCCC
CTCCCTCTCCAGACCCCCTACCAGAATGTGCAGACGGTGCTGCGACAACATGGAACCTTC
AACCCCAGCTAATTATCAAATACCTGAAGTTAAAACCATCATCAACATGACCATTCTTAA
AGGTGATAAAGGTGACAAAGGGGACAAAGGTACTCCTGGAAAGCCAGGTTTAGAGGGCCC
TCCTGGCCACCGAGGAGCTATTGGCCTTAAAGGTAGCAAAGGTCAGGCAGGTGCCCCTGG
AGACGCCTGCAAGATCCCTTCTTCTTCTTTCTCAGTTGGCCGGCGCAAGGCCCTTCACAG
CGTGGATTACTACCAGGCCCTAGTGTTCGACACAGTTTTCGTAAATCTCCACGAACACTT
TAACATGTTCAAAGGTAAATTCTACTGCTACGTGCCCGGTATCTACTTCTTCAATGTCAA
CATCCATACCTGGAATTTTAAGGAGACTTACCTCCATTTGATGCACAATGACAAGGAGCA
GGTGATTCTCTATGCTCAGCCCAGTGAGAGGTCCATTATGCAGAGTCAGAGCGTCATGTT
CAATCTAGCTCTGAATGATGAGGTCTGGGTTCGACTCTACA
>BJ001765 ID   BJ001765   standard; mRNA; EST; 663 BP.
GCCCGAGACGAAGAAGAGTGGCGTCGGCGGCAAGAGTTCCTCCGCCCCCGCTGTCAAGCA
GGACGACAACGGCTCCCTGGAGGTCGGCTGTCCGGATCCGAGCCCGTGCTGCAAAGCCAA
GGTGATGAGGCAGACGTCCAAGGAGAGCCTGCTGCACCGGAGGCACGCGGAGTGCGAGGT
GTACGACGACGGGACCAACACCTTCTTCTGGCGGGCTCACACTCTAACGGTGCTCTTCAT
CCTGACCTGCGCTCTGGTCTACATCACGCTGTTGGAGGAGACTCCTCGTGACACAGCGTA
CAACACTAAGAGGGGCATCGTGGCCAGCATCTTGGTCTTCCTCTGTTTTGGAGTGACGCA
GGCCAAAGATGGACCTTTCACCAGACCCCACCCAGCTTACTGGCGGTTCTGGCTCTGTGT
CTCAGTCGTCTACGAACTGTTCCTCATCTTTATCCTGTTTCAGACAGTTCACGATGGCCG
ACAGTTCATGAAGTACATCGATCCCAAATTAGGGGTACCCCTCCCCGAGCGCGACTATGG
AGGAAACTGCCTGATCTATGACCCGGGGAACACCTCCGACCCCTTCCACAACGTCTGGGA
CAAAATGGATGGCTTTGTTCCAGCGCACTTCTTGGGCTGGTACATCAAAACTCTGATGAT
CCG
>BJ001778 ID   BJ001778   standard; mRNA; EST; 573 BP.
AACACCGCAATCAACAAGTTTGTTTGCTCTTCTGTGAACTACTGCGATGCGCGCAAATGT
GTTGAGGAGACGTGTAGTTGGTAGTCAGCCACTTTTGTCATAAATATGCCGTAGAGCGGT
CTCGGCTCCGTCAGAGTTCTGCTTATTCGAATGGAATTGGAAGTGTGTAAGAAAGCTTAG
TTTTATTATTAGGACCGCTCGTTTTGGCGGTTCCTTCTTCACGCCAATGTCGGCCCTAAA
CTGCTGCGAGGAGCTGGACTTCAGGCTGATGTTTGAGGAAGACGGCAGGCAGGCAGCAGC
TCCAGATCTGAGCGGGAAAACTCCTCCAGCGTCTACACAGGGTCTGGCTGAGCAGCTGCA
GGGCTACCCCCCATGTTTACCTGCAGGAGCAGGCTACCATTATGCTGGCTATCAAGCCCA
GGACCCATGTCATGGCCTTCAGGGGACCCCCAGAGCCTTCGACTGCCCCAGCATACAGAT
CACCTCCATTACTCATAGCAATCCTGTGGAATCTGCCCCTAGCCAAGAGCTTTTTACAAT
GGGAGGAGCAGATGGGGGGTACACTGAGCCATC
>BJ001795 ID   BJ001795   standard; mRNA; EST; 601 BP.
GCGAANAGAGGGAACAGCTTAGTCCGGGTGTTTTAAGACAATTTAAATCTTTACAGTGCT
TTAGAGTTATCGGGGCAGCATAATGGCGGATAAGATGGATATGTCTCTAGACGACATTAT
CAAGCTGAACAGGCAGAGTAGAGGCGGAGCCCGTGGGGGAAGAGGCCGAGGCCGCGGAGG
CTCAGGCGGTGCCCGTGGAGGAGGCCTTGGGCGTCTTGGTGGTGGCGGCGGCGGATTTGG
AGGCCGAGGCGGAGGATCAGGCCCCATGAGGACCCGACAGAACCTGAGCCGCGCTAGAGG
CAGACCAACGCCTTATAGCAGGGTATGAGAAAGTTAGACGAATGGGCATTGGAAGGAAAA
AAACCTTCGTCAAAGCTGAAAATTCCTGGTTTACGTCTTCTTTTCTCCATTTGGCTTGAC
GGCTAATCACCTAGCTAGTCAAGCCATTAAAATGGTTGCTTACCGCTGAGTTTCCCTTAG



AGGAGAGCTCTATAGTTTGTGGATAAGCATAAATGGAGGTTGTTTGCATAATATGTCCCT
TCTCCCACAACCTATATGTGTCGCACCACTTTTCAAGAAGAAGCTGCTTGAGGAGCGACT
A
>BJ001806 ID   BJ001806   standard; mRNA; EST; 606 BP.
GCTCGAGTTGTTTTTATGTAGCAGGTAACATTTTTCTTTAACCTATCTTACTCTACAACA
GTTAGCTACGCCAACGTGTACTCGTGAAATGAGTACGATTACTTATTAACGATTGTTTTT
CATCCCAGAAGTGGGATTTTTTTTTTATATTGTTGCGCTTTCGGAGTCGCCGCTGAAGAA
GAGGAGGTTTACAAAAAGAGCACACATGTCATCTGCGGCAGAAACGGNGGAAAATGCCTC
TATTATCTNTGAGAACACAGCACATGATGGAAATCGCTTGTGGATAGGGAACATTGATCC
CAAAATCACAGAATATCACCTAATAAAGTTATTGGAGAGGTTTGGCCAAGTTAAGCAGTT
TGACTTCCTGTTTCATAAGTCTGGGCCTTTGGAGGGGCAGCCGCGGGGCTACTGCTTTGT
CAACTTCAGCACCAGAGAGGTATGTGAAAAAGGGCACATCCCTCCTAACAGTTTCTTTTT
TTTCTGTTGCTGTTCAACATCTGTGACCTGAAAGTGTTGTGTCAGTCTGATATGTTATTG
AGAAAAAGAAATCTCACTGACTCCGGTCTAACTTTGAATCTTTTTTGCACATGCTCCGAG
CATGAC
>BJ001807 ID   BJ001807   standard; mRNA; EST; 578 BP.
CGGCACGAGGGCAGTTCAGAGGCTCCGGGCCAAGTTTAAAGCTCGGTTTGACCCACATTT
AGCCCGCTTCTAAACCGGAATTCAGAGGAGGAGGGTCGAGCTGAGCCGAGTTTAAACCAG
TCAGGCGCGTTTTAGAGAAGAGTTCGTGTTTAACTCGCCAGCCGGGCGGAAAGTGTCCAA
AGTCCGTGTCCATCCATGTAGGCCACCGGGAGCTCCCTCCGGTCTCACCTGGATCAGGTT
TGCGAGGCTCTGAGCGGCGAGGGTTCGTGGACGTGGATGGCGGCGCAGAGGGGCGGAGAC
GACCCGGTCTCGGAGTACCTGCAGCAGAACCCGCATTTGGCGGGGTGGGTGGACTCTCTG
AGGGGCTTCTGTGAGACCAGCAAGCAGTGGTCCGCGCGGAGGGAGTTCATCCTGCGGAAC
ATGGAGGGGCAGGGGGTCCCCGCCGCGCAGCCCGGAGCCCACAGCCCCAGCCTGGACAGC
CTGCTGTCCCTGTCCATGGTCTGGGCCAACCACGTCTTTCTGGGCTGCAGTTATCCTCCC
AGTGTCATGGACAAGATCAAGGAGATGGGGGAGGGCAT
>BJ001850 ID   BJ001850   standard; mRNA; EST; 119 BP.
GTGAGCGCGGGCACGCAGGCAGGCTGGATCCGCAGNATGCTGAGGGAGCCCCCACCCCCG
GNNAGATGTACGTNAGTTACCTGCAGCTGGACAAGGAGCCCCCCATGTACGCGCACCAG
>BJ001869 ID   BJ001869   standard; mRNA; EST; 572 BP.
CACTGCAATGTTGCTGACAATTTTATTGCTTCTTAATGGATTACTTATTTTTTATGTTCT
TTGCTTCAACCGAAAAAGACAACAAAAAGAGCCTCCTCTGGATAAAGGTTTCCTGCCATG
GCTGGGACACGCTCTCGAGTTTGGAAAAAATGCTGCAAAGTTTTTGACTCGCATGAAAGA
AAAACACGGAGACATTTTTACCGTTCGTGTTGCTGGAAACTATGTGACGGTTCTGTTGGA
CCCACACGCCTTCGATGGTGTGCTGCATGATACAGTTTCTCTGGATGTCAGCCGCATCCG
AGGCCTGAGTATTCAGAAGATCTTTGGTCTGCAGATGCCAAATAACATGCACACATCCGA
GAGGAAATGGATGGAAGAACAGTTTAAAGGTGTCAATCTCATCGAGCTCAACAGCTCCAT
GAACATTAATCTCCGAAACTTCCTGCTGAACGATGGCAAAATCTGCAGTGCTTCAGAGTG
GAAACAAGAGGGCCTCTTCAGCCCTGTGTTACAGCCTTCTCTTCAGAGCTGGGTACTTGA
CATTGTTTGAAGGAAGTAACAATGCTGCTGCG
>BJ001879 ID   BJ001879   standard; mRNA; EST; 654 BP.
TTCGGCACGAGGGGAAAAGCGGCTGTGTTTGGGGGGGACTGGAGATAACGCAGAACCGGT
GTTTTTCAGGAGAACCGGAGGAGGGGGGCGAACGTCGAGGTTCGTCTGCGCCTGAAACAT
GGCGCTTCCCGCCGGGCAGACAGGCCTGCAGCCGAACAGAGGCGCCCCGAGCGGCCACAG
CGTTCCCTGCGAAAACAACATTGACATCGACGAGAAAGAGTTGGAAAACATCACAAAGAA
GCACCGCGAGGACGACGCGACGGCGCTGCCGCTGCACTCTCCCTGGACGTTTTGGCTGGA
CAGGTCGTTACCGGGGACGACGGCAGCGGAGTGCGAATCCAACCTGAAGAAGATCTACAC
GGTGCAGACCGTTCAGACGTTCTGGAGCGTCTACAACAACATCCCTCCGGTCACCGCCCT
GCCGCTGAGGTGCAGCTACCATCTGATGCGCGGGGAGCGCAGGCCGCTGTGGGAGGAGGA
GAGTAATGCAAGAGGAGGAGTGTGGAAGATGAAGATCCCTAAAGAAAGCAGCGCCGCCGT
GTGGAAGGAGTTGTTGCTCGCCACCATCGGGGAGCAGTTTGCAGATTACTGCGCCATTGA
CGACGAGGTCGTCGGCGTGAGCGTCAGCGTTCGAGATCGGGAGGATGTCGTACA
>BJ001887 ID   BJ001887   standard; mRNA; EST; 544 BP.
TCGGCACGAGGCTTTAGTGTTGGAAATATTTATGAACTTTTTGGCACCAAAACCCCAGAA
AAATAGAGAATCTTAAGAAAATCTTAAAAAAGTTCTTTGTTGGTGTTTTTGTGTTCATGT
CAGACTTTTGTTAACTGTCAAGTTTTTTTGTGCTTTCAAAGCATGAAAATGCTGAGACTT
CTTCTAATTTTCAGTTTCAGAGGACATCAGCCTTGGAGGCACGTACACAGGAAAAGAGGC
CATGGGTTTGTTGTGGAGCATGCGACCAATCCCCGGCAGCCGCAAAGGTCTCAGGCTGAG
GAAGAAGGACACCTGTGCCCCGATGCTGGTGACCATCTCAGTCTACAGTGGACATGGGGA
CGTCAGGGATCAGGCCCCGCTGGCGTCAGCGCTCGTGGAGAGGTGGCACGTGGCTCCAGG
CGTCCAGAGGATCGAAATCACGGAGAAGGGAGTTCGAGGAACCCTGTTTCTACCTCCAGG
TCCGGGACCGTTCCCTGCCATGCTGGACCTGTGGGGGGGCGGAGGGGGGCTGCAGGAGTA
CCGC
>BJ001889 ID   BJ001889   standard; mRNA; EST; 586 BP.



GGGGGAGCTTTGCTGAGGGTGATGGGGCCGGACAGCGCCCCGGGCCAGACTGTGCCCTGG
CGGAAGGTGCTTTGGGAACCACAGCCTTATCCTGATAACTACGTGGACCATCACTTCCTA
GAGGAGCTGAGGAGGAACGAAGGCATCCGGCAGTACCGCTACTGGGCTGTGGTGAAGGAG
GCAGGCTTTGTGGGGCAGCAGATGTCCTCGGTGGCCATTTTCCTCACACTCTGGCTCTAC
ATGGAGCAGGGTCTGCTGGCTCCTGGGACGCTGCTGTGGAGCAGCCTGGTGTGTGCTCTT
TTGGGTTATGGACTCCACCAGGTATTGACCCCCCAGACAGAACTGTGCAGCCATCCTCGC
ACGCATCTGGCCGATTTACAGAGTGCTGCTATCTTCCTCTCATTCACGTTTGGTTTCTCC
CCGGTTCTCAAGACCTTAACGGAGTCTGTGAGCACGGACACGGTGTACGCCATGTCTGCC
GTCATGCTGCTGGCCCACCTCGTTGCTTTTCCTTATGCCCAGCCCTCCCCTCCTGGAAGC
CTGTCCCTAAACGCAGCACTGTTTGCCTCGGTGTGCTTGGCTTCCA
>BJ001897 ID   BJ001897   standard; mRNA; EST; 678 BP.
GCTGCAGGNAATTCGGCACGAGGGCCTCTTTGAGTTATCGTACACTCTGTACAGAGAGAT
TGTGGATGTCCACTCGAGCTACCCTCCAAACTGGGACAAGAACCTGGCACTGGCGTGCGA
GAGGCTGCTCCGCTCAGGTCAGCAGGGCCACAGTCCAGACAGCCTGCTGACCTGCAGCGC
CCAGCACTTTAGTCTCTACTTAGAGAAGGAGCCCACTGATCCACAGGCGCCAGCCATACG
CTCAGCCATCACTCACCTACTTAAAGAGAAAGAGAGGCTCCGCCAAACCCGCACCAACAC
CCGATGAAAAGGTTGAAGAAAACCTGAATGGAGCTGGAACTAACCAGCACACAACCTCAT
ATGAGCGGTTAGGGATTCACCTAAATCTCATAAGCTTTGTTTTTTTGTTGTTGGAAGATG
GTTCTCCAGAGGGATTCAGCCTTTTGTTTTATGGCTCCTCTAAAAAAGAAAGTGAACTTT
TTTGGAAGGGAAAGCCGGCCTTCTAACTGAACTCAAACATCAGACCAAAACTGTGCCAAA
CCTCTTTTGATAAAAACTGACCATGCTTGACTTCAAGGAGTCCTATGACCTCAATCAAGC
CCCGTCTGCTCCTCATAAACTCAACCATTCAAACACTTTATCTTCAGATCTCGTTCTTTT
TTCTTTTTTTTTTTCCTT
>BJ001901 ID   BJ001901   standard; mRNA; EST; 651 BP.
GCTTACAAGNCAGGTCCCTGTTGTCTAGGCTTCACACTTTTCTTAGCCGCTTCTCTCACT
CATGTCCTCTCCGCTACCTCTCTCTAGCTCTCTCTCAGAAACCTCTTCTTTGCCCCCCCA
CATCCTCATTCAGGAAACAGATGTTGTTTGTCAGATCTTATCATTACTGGCTAATTAAGA
AGACATCTCTTCTCCTTCTGTTGTTGCTTCTCTTTCCTCTCATCTCCCTCTCTGTGGCAT
CCATCCCACATTCATTGTTCTTCTTACAGGAAGGTTTGGGTCGGGGTTTGATACACACGT
TATTGTTAAGACTGATTAGTGGCTGATTGATTGAAAGGGTACTGAAAAGGTAACAAGGCT
GCTGTTTTATTGCGGATGACCCGGTGTGTTTGAAATCTACTCATTTGTTGAGGGTGCTGC
GTGTCTCCATCTGACAGTTGTGAGAGTAAATTTGAGTCCTCGTCCCACAGGAGACACCAA
GCATGCTGGGAGAGGTCAGGCCTCTGATGGGACTTCTATTCCCTGTCCTGGTTGTGAATT
CATGTTCTCCAGACTGAATACCCATCCATATCCATCTATTTGGCAGAGTGAATGCAGTCC
CATGTGGCAAAGCTCTGGAGGCAATCTAGGCTTTTGGCTCAACTCTGTAGA
>BJ001905 ID   BJ001905   standard; mRNA; EST; 664 BP.
CATAATGAGGCCAAATACACAGAGCGCAGGGAGAGGGTGTACACCTGCCTCCGCATCCCG
AAGGAGCTGGAGAAGCTGATGATTTTTGGCTTCTTCCTCTGTTTGGACACCTTTCTCTAC
GTGTTCACTCTGTTGCCCTTGAGAGTGATCCTTGCTCTGCTTCGGCTCTTCACTGTGCCA
TGCTGTGGCCTCAGAGGTTCCCGCTTGCTCCAACCAGCCCAAGTGTGTGACGTGCTGAAA
GGTTTTATTATGGTGCTGTGCTACTCGATGATGAGCTATGTGGATTACTCTATGATGTAT
CACCTCATCAGGGGACAGTCTGTCATCAAGCTTTACATCATTTACAATATGCTGGAGGTG
GCAGATCGCTTGTTCTCGTCCTTTGGCCAAGACATCTTGGATGCTCTGTACTGGACGGCC
ACAGAGCCCAAAGAGAAGAAGAGAGCCCACATTGGAGTGATTCCTCACTTCTTCATGGCT
GTGCTCTACGTCTTTCTTCACGCCATCCTCATCATGGTCCAGGCCACAACACTCAATGTA
GCCTTCAACTCCCACAACAAGTCTCTGCTCACAATAATGATGTCAAACAATTTTGTGGAA
ATCAAAGGGAAGTGTGTTCAAGAAGTTTGAAAAGAACAACCTTTTCCAGATGTCTAATAG
TGAT
>BJ001923 ID   BJ001923   standard; mRNA; EST; 521 BP.
AGAATTGGGAGCTCGGGGACCTGATGGAGATCCTGGTCCTCAGGGAGTGGCAGGGGCAAT
TGGGGACCATGGGCAAAGGGGCGTGATGGGTGAGCTGGGGCCTAAAGGTGAAACGGGTGT
TCAAGGACCAAGAGGAATCACCGGGTTACCAGGTCCAAAGGGAGAACCCGGCCTACCAGG
TGTTGACGGACGCGTAGGCATTCCAGGGTTGCCAGGAGCAAAGGGAAGTGTTGGGAAGCC
AGGTGTACCTGGAGAAATTGGACCTCAAGGGCTTCCGGGTTTGCCTGGTTCTCCCGGACC
CAAAGGCTTGAGTGGCCTGAAGGGCGATGCAGGTCAGCCAGGACTCCCTGGAGAGCTGGG
CTCTGCTGGGAAAACCGGTGAGCGAGGAGAACAAGGAGAGTTTGGACCTGTTGGACCCAT
CGGTGAGCCTGGAGACATTGGAGAGCAAGGCCCTGTTGGTCCAGCTGGCAAGCCAGGGGC
AAGAGGACCCAAAGGAGATCCTGGTCTCCCTGGGTTGCCAG
>BJ001938 ID   BJ001938   standard; mRNA; EST; 212 BP.
GTGCAGAGTGAACGCCGTGCCCAGGCCCATCCCAGTATAAGAAGTGGTTCATGGAGCCGG
CTGTCATCGTGTGCCTTGGAGGAATCCTGCCGTTCGGCTCCATCTTCATAGAAATGTACT
TCATCTTCACCTCATTTTGGGCCTACAAAATCTACTACGTGTACGGATTCATGATGCTGG
TGCTGGTCATCCTCTGCATCGTGACGGTGTGC
>BJ001948 ID   BJ001948   standard; mRNA; EST; 156 BP.



GGCCGGCTCTGGTGCTGGCTTTGGTTCTGGCGCTGGTGCTGGTTTTGGTTCCGGCTTTGG
TTTTGGTACCAGCAAAAGTTCCAGGAGATGCAGGTTTCTGCAACTCAGGCTGGAGATGAC
CTTCGCAACACCAAGAGCGAGATTGCTGAGATCAAC
>BJ001949 ID   BJ001949   standard; mRNA; EST; 662 BP.
GTAATCTGTTACCTTTTTNATTTAAAATGTGAATACATTACAGATGTAGCATAAAGTGCT
AAAAGGGTGAAAGTGGAGATGAACTGTAATCATTCTTGGTCCAATCATTTCCCATTTCAA
TGTAAATCAAACAAACACACATATTGAGTTTTTCAAAGCAAACACTTGGCAGCGCGTGAC
AGAGGCTCGCCTCGGTGATGATTTCCGGGACAGCGGTCAGGCGCGTCATGGGGACGGACG
GAGGGACGGACGGGAGGGAACTGTCCCGGCGCAGAGGCGTAGCAGCGGCTGTTTTAGCTG
AAGCTCCGGCCGTCCGGTCAGGGAGCGCACCGGCAGCACGGTAAGGACGCGTTTCCGAGC
TCCCGTGTGCGTTAGGAAGGCTGCACGCGCTCCTTTTTTTGGACGCTGCTGTTGGATTCG
GGCCGCAAAGCTGCGCGCGGCTATGAAAAGCCAAATGATCGAGACGGTTTGAGTTCATCA
TTTGATGAGTTTTTTAATGCTTCATGAACCTATAGTGTTATTATGTCACGCTGTACATTT
TTACAGGATAAAGGGTGCGTCTTATAAAATAATCTAACATTTACTGTCTGTATTATAAAC
ATAAAAATGCACAGATTATTCCAAAATTACGGAGATTTGAAGAAAGGATGATGTCAGAGA
AT
>BJ001958 ID   BJ001958   standard; mRNA; EST; 566 BP.
GGTTCCTTTTCCGCTGCATTCAGCAAACACGCAGAGTCCCCGCCATGTCCACTCTGGAGG
ACTTCACCCAGGTTCCGCTCCGAACCTGGGCGCAGGTTCTGTCGAAGGTGAAGCAGGCGG
TGGTGTTCATGGACGACAGGTGCGCCGAGGCTCTGCACTGGAGCGGAGGCTTTGCCGCCG
TGCTAGAGGCTGGAGCCAGAAACGTCCGACAGTTCTCCAGTTTCGAAGCGTGCGGCGTCC
ACGAACCCAAAGCGGTGTTTGTGGTGAGCAGCGTGCTGAAGGGCAGGACGGCGGACGTCA
TCAGAGACGTCCTGGCTCTCAGCCACTTCCAGTACTGCGTGGTGTTCACCCTGCGTGCCG
CACTCCGCCCACCTGTTCGCCAACAACGTGCCGGCAGAACTGGAGGGCACGCCCGGTGTT
CGAGCAGTTCGAGGAGAAGCTCTGCGAGTGGATGGGAAACATGAACTACACGGCGGAGGT
CCGGTACGCCCCCGTGCTCTTTGCGCCCGGTGTCGCAGCAGCTGATCCTGGCGCCCGCAT
TCGCTCACCTGTTTCCGCTGCTCCCG
>BJ001963 ID   BJ001963   standard; mRNA; EST; 474 BP.
TTCGGCACGAGGTGCGTGTTTGCCTTCCTGGTGGCGCACTGCTTCCTCTCTGTGTACGAG
AATGTGGTTGACGTCCTGTTTCTCTGCTTCGCCGTGGACTGCAAGTATCGCGATGGCTCT
CCTGGGAAGGAGTACTTCATGGATAAGTCTTTAATGGAATTTGTTGAGAACAACAGAAAA
GGGGGCCTAAACAAAGAAAGGGGAGACGAAAAGGAAATGAAGCCCATGACTCGTGGAGGG
ACTTTAGCATGACCTCATTCCTAACAGACTGGCAAAAAAAAGGTCACAGTAACACTAGTT
AATCTAAATTGAACACAGATAATACTGAGTTCCTTTTCTGTGCAAACACCTTTTTAAAGA
TTTGTTTTTTAAATCTGATACTAATATGTGGTTGCTTTTATAGTTTTTTCATTAAAAATG
TTGATGTTTTTTTTTTTAGTCAATTTTAATATTTTTTCATCTTAAAAAACCTCC
>BJ001978 ID   BJ001978   standard; mRNA; EST; 520 BP.
GTTGAAACGCTGTTTGTTGACATACATGTGTTCACATCATCGAGTTTTAAATAACTTGGA
ATAAAAAACTCACGCTGTTAGGAATGGAATGTGACATCTTGGACTCTTTGGATCAGCTCG
GCTATGACGGGCCTCTCCTGGAGGAGAAGGCGCTTCTTCGCGCCGCAGAGAGCGGCCTGT
CCTCGCCGGAGTACGTGAGCCTCTGCGGCTGGTTGGCGTCCAGACTGAAGCCGCTGTGTA
GCCTGGAGGAGAGCATCACCTCCGGATCAGATGACCTGGAGAGCCTCCAGGTTGAGATGA
GTGGGCTTCTGAGGGAACTTCACTGTCCTTATGAAGAAGGCCTCTCTGGAACTCCTAAAG
GCACCGTGGGAAATACCAAGAAGCATCTCCAGTTCCTCTTGTTCCTGAGCTCCGAGCTTC
AGGCAGCCCAGATTGTGAGCTGCAGGCAGGCGTCTGATAAACAGCAAAGCAGGAGTCCGG
TTTATCGGGAGCTTTCAGCCGTCTGTGAAGCTCTGCGGCT
>BJ001990 ID   BJ001990   standard; mRNA; EST; 633 BP.
GGTCGCTTGGTCTAGTTAGCCTCAGCAAAAGTCACAAGGGAGCTTCGGGACAAACGTATC
AGCAGTGGAAATGAAAGGAGCGTGGCTCTGCCCTAAGTAGCCGTGATGGATGGGGGCACC
CAAGGAGCAGCAGCTGCTGCTTGGGAGAATGGAACACTGGCAGCTGTGGATCGCCTCCAG
TCAGACAGGGCGGACAGTCCCACACCAGGACTGGTGGAAGGAACTGAACCAGGTGCTGGT
CAGAGAAGTGCCATGTTCGTTCACGCGCAGTCCTTCGAGGATCTGAGCACCGAGGTTGAA
GACAGGGAAGCTCAGCTGGGCAAATCGGAAGGGTGCGATGCCGAAGAATTCAATGTGCTG
GTTGGGGAGAAACCTGCCCAAGAACCACGTAATAACTTCTCATCGGACAACAAGACAAAA
GAGGAAGACATCTCCAGTGAGGCATGGCGCAGCCACAAAAAACACATTTTTGTGTTAAGT
GAAGCTGGAAAGCCCATTTACACTCGCTATGGAACTGAGGAGGCTCTGTCTAGCACCATG
GGGGTGATGATGGCTCTGGTGTCCTTTGTGGAGGCTGAGAAGAACATAATTCGCTCTATC
CATGCAGATGGCTGTAAGGTGGTTTTTCTCACG
>BJ001992 ID   BJ001992   standard; mRNA; EST; 646 BP.
TTCGGCACGAGGGTGCAGCGCCGANCTGGNACTTGTGCCCCGCACCAAGGTGGAGGACGA
CTTTGCCCAGAGAAGGCAGATGAAGGCCATCTTCACAGGTGCATTGTACAGCAGACACAC
AGAATCAGACAGAAACGGCCCCAACAGCAAAAGGACGGTGCATCGGGGGTGTCACACAGA
GGACACAGAGGTGTCAGAGAGTGCAAGCTCTATGTCGGATTCAACGTCCCATGACAACGA
GTCATCGCCCAGCGTGGCTGCTGACCAGCGCTCCCTGTCTCAACCACGACTCACTGCGGG



CAGCCCCGACCACAGAATCAGCAGGAAACTGTCTCCAGTTGAGATTTACTACGAGATGAG
GACTCGCCGCAACTCTGTGACAAGCTCTGTTAGCCCGACTCACTCGTTACCTAGAAGTGC
TTCAAACGTTGAAGGTAGAAGTGTTCCAGCCACGCCTCTGTTGGCCCGGACGGCTCCTGT
CAGTGTTCACGCCAGGTCAGATGCATCAGGTGGTAACGGCTTAAAGCAGTGGTCCGGCAG
CCTGGATGTCCCATACATGATTCCACTGGCTCAGGAAGGCTCGCCGTCTGATCGCCGCAG
CTGCCCATATAGCTTCCCGTGCAAGGCGCAGCAACAGCTCTGAGGC
>BJ001995 ID   BJ001995   standard; mRNA; EST; 617 BP.
TTCGGCACGAGGCCTGGTTGGTGAGGATGTCCTCTGACGTGGAGACCAACATCGTCGCAG
TGGAGAGAGTGAAGGAGTACAGCGACACAGAGAAAGAGGCGGAGTGGAGGCACGAGCCCC
CCACCGTGCCCCCTGATTGGCCGACGGAAGGCTGCATACGCATCACAAACTTCGGCCTTC
GTTACCGTAGCGACCTGGACCTGGCCATCCGCAACATCAACGTGGACATCAGCGGAGGAG
AGAAGGTGGGGATCGTGGGACGCACCGGAGCAGGGAAGTCGTCCCTGACGCTGGGACTGT
TCCGGATCATCGAGCCGGCTGAAGGCAACATCTTCATCGACGGCGTGGACATCGCCAAGC
TGGGCCTGCATGAGCTGCGCTCCAGGATCACCATCATACCACAGGACCCCGTCTTGTTTT
CGGGGACTCTGAGGATGAACCTGGACCCGTTTGACTCTTACTCCGATGAAGACATCTGGA
AGGCTCTGGAGTTCTCCCATCTCAAGAGCTTCGTGTCCGGCCTGCCCGACAAACTGGGCC
ACGAGTGCAGCGAAGGCGGAGAGAACCTCAGCCTGGGCCAGCGGCAGCTGCTGTGCCTGG
CCAGAGCTCTGCTGAGG
>BJ001997 ID   BJ001997   standard; mRNA; EST; 468 BP.
GGTGCCGTCGCCATGCTGAAGAAGCACCAGATCCTGGAGCAGGCCGTGGAGGACTACGCC
GACACCGTCCACCAGCTGTCCAGCACCAGCCGGGGGCTGGTTGCTGCGGGACACCCCGAC
AGCGAGCGCATCGGGATGCGGCAGTCTCAGGTGGACAAGCTTTATGCCGGCCTGAAGGAT
TTATCCGAGGAACGTCGGGGGAAGCTGGATGAGCGTTTCCGGCTTTTCCAGCTCAACCGG
GAGGTGGACGACCTGGAGCAGTGGATTGCAGAGAGAGAAGTGGTGGCCGGATCTCACGAG
CTTGGACAGGACTACGAGCACGTCACGATGCTGCAGGAGCGTTTCAGAGAATTTGCCAGA
GACACCGGAAACATCGGACAGGAGCGCGTGGACGGCGTCAACAGGCTGGCCGACGAGCTA
ATCAACAGCGGCCACGGTGACGCTGCAACCATCGCCGAGTGGAAGGAC
>BJ002029 ID   BJ002029   standard; mRNA; EST; 461 BP.
GTGGACCTGCCTTTTAGTGTCCGAGTGTTTTCTGCCGCGGAGAAAAGAGAAGGACCCATC
TGGAAGAAAATGGTGGAGGTTCAGAGTCTTCTCGTGGCGGAGATAGTGGGTGGAGCCAAA
ACCACGGCTAAGAAATCCAGCCTGAAACATCTCAAGCAGCTCTGGAAGGAGAAACCTGGA
CTGGTTGATCATTACATCAGCACTCTTCTAACTCTGGACCAGAACCCTACCACTCTGGTC
ATGCTGGGGGTCTGCCTAGACTTCTGTGCTGCTCAGAAAGACAAAGAAACCATAGATAAG
CATAAGAGCCCAATACTGGATCTTTACATAAAATCTGTTCTAATGAGCAAGACGAAACCA
CAGCAGCACATTTTGGACAAAAGCGGCTCTTTACTGCGTCACGTGTCCCACTCTGAGTTT
AAAGAACTGCTGCTGCCCACCCTGCAGAAGACCATGCTCCG
>BJ002037 ID   BJ002037   standard; mRNA; EST; 537 BP.
GGAATTTTCCCTACGGAGTTTGTTTAGAGGACTTTAAGAAGATATTATTGAAAAAACTGG
AACTTGCTGGGTTCTGATTCAGAACAAGGGGTTTAGACGATCTAATTACACCACAGTGGG
AGCTATTTTGGCAGTTTATTTGTTGTGTGTGTGGTCCTTGAAAATGGGATCTACGGTAGG
CTAGCTGTTGTTAGCATCGTTAGCTCAGGTTAGCTAAAGAAAAAGTCCAATTGGGGTTTT
TACTACCGTCGTTAGCATGGAATATACTGGAGGAGTTGGAGGAGGGGTGGTGGTGAGTGG
GAGGAAACGTCCCGGCGTTCTTAACAAAACTCTGGACTCTGGTGGAGGACCCCGAGACCG
ACCATCTCATCTGCTGGAGCCTGAATGGAACCAGCTTCCATGTGTTCGATCAGTGCCGGT
TCTCTAAAGAAGTCTTGCCGAAGTTCTTCAAGCACAACAACATGGCCAGCTTCATCCGAC
AGCTCAACATGTATGGTTTCCGTAAGGTTGTGCACATTGAGCAGGGCGGTTTGGTGA
>BJ002039 ID   BJ002039   standard; mRNA; EST; 633 BP.
GAAAATGTGGACTAAAAAAGGAAACACAAGNAAAGAGCACTCAGNGGAACGCCTTCTAAA
GGTTAAAAAAGAGGACAAGCAACTTCAGCAGGAAGACGGGCTCTTCCAGACCAAAGCTTC
CAAGTCTGTGGTCTCTGCAACAATCAATAGAAAAGTTAAGAAGAAAAAGAGTAAAACAGG
AAAAGAAACTGAATCTATGGAGAAAATTAAAGCTGAATCACCATCTGAGTCATCGTTTAA
GTTGGTATGTACCAATCTTGGCGAACTGCGAGAGCTGATCAGTAAGATAGAAGATGAGCT
TGATGACATGGAAAGCACAAAGAAAAGATTGGGTCGGTGGTTCAACAGGAGAGAAGCTGT
GAAGGATCTCCACAGCACTCTAATTAGACTTTTGAATGAGCTGACACCCTGGGAGCCCAA
ACTTGTGAAGGCTTATCACAGAAACAGGCTTCGTCTAAAGAAAGAGTTTGATGACTTTAA
AAGGAATCCCGGAGTACAACAATTTTATTCGAGAAGAGTGTGTTTCCTCCTCGTCATCAG
ATGACGACTACGACGATGAGGAAATGTCTACGGAGAGGAATCCCGTGTGACAGATTAAAG
GAGGAAGAACTGGAGCATGTTCCACGAGGCCTT
>BJ002046 ID   BJ002046   standard; mRNA; EST; 320 BP.
GGCGGGCTGTAGCCGAACGCTCAAACCTCCATTCTATGGTCAGCAGGTCCACCTGATCCT
CTGTCACTGATGGCTAGCTCTCCGTGTTGCTCAGTTTAACGTCCCCAAGAAGAATCTCAC
CAGCAAACGGCTTCATGCTCCAGTACATCCCACTTTTTTGCAGGCATTTTTTCTTTATTC
GCACAAGCTGACACTGCTGATCCTGACACTCCTGAGTATGCTGTTAGTTTGTTGCTCAGA
TGAAGCAGCTACATGTTTGGGTTTGTGTCATCTCTAGGATGTCTGCATCTGTAAGGGAAC



AGGAGGTGTTCTAGCACCNG
>BJ002057 ID   BJ002057   standard; mRNA; EST; 623 BP.
GTGGAGCAGATGGCGATGAAGAGCATCAGGGTGATGGCTGGAATTCTTACTGGGCTCAGC
ATGGAGAAGCTCTGCTGTGGACCGGCTGGTCGGAGAAACATCCGGAAGGCGCTGAGGGAA
CGGCCGGTGCTCCGTGGGATGATCCAGAAATGAGGTCCATGTGGGACGAGCACGCTTCAG
AGATCTACTGCTCGTACTGGGAGAGATTCTCCTACTGGGCCTCGCAGGGTTGGACTATGG
ACGGGAACGGCGGTGGAGGAGAGGCAGCTGCTGAGACGGAAAACCGGCAGGAGGAGGAGC
TGAGCACTCTGTTGGAGGGCAGCTGCACCTTCGCGGCAGACCAGGAGGCGAGCAGGGAAG
GTGAGGGAGGCGGCCAGCAGCTGGAGGCGGAGCTTGGTGGATCTGAGCGCCCCAGTGACG
GTGGGGGTGATGAGCAGAGACCAGCTGGCCCTCCACAGCAGCACACAGCTGAACAAACAG
TCTGTCAGCAGAACTCTGGCTCCTCTAACGGACATCATGACTCCAGAAAGCCGATTTCGC
AAAGAGATGACGACGATGATGAGGACGAAGATGATGAAAACCCCAGGCGACAGACCAAAG
TGAAGCGCAGCCACGAGCAGGAC
>BJ002073 ID   BJ002073   standard; mRNA; EST; 450 BP.
GCCGCGGCTGGAAGGAGATGCAGACGCTCAGCAGACGGACTTTGGACAGGATCCAGTCCA
CGGTTCTGTTGGCCGTGGTGGTTCTGTCCTGGTCTTATGTGATCTACGCCGGCAGGGTGG
CGGCCCAGTGGATGCTGGAGAAAAGGACTGGGGTCCAGAACTGAGGAAGACCTGGATCCT
CAGGAGCTGGAGGTCCAGAACCTGCTGGAGACCCAGAACCTGCTGGAGACCCAGAACCTG
CTGGAGGCCCAGAACCTGCTGGAGGTCCAGAACCTCCTGCAGAGCCAGAATCTGCTGGAG
GCCCAGAACCTGCTGGAGGTCCAGAACCTCCTGCAGACCCAGAATCTGCTGGAGGTGCAA
CAGGAGAGGATGGAAGACCTGCAGGTTCGGTCCAGCAGAGGGCGCTGTTGACGCCTTTGG
TCAGTGCACCGCGTGATTGGATGTTGGACC
>BJ002081 ID   BJ002081   standard; mRNA; EST; 517 BP.
GGCACAGACGGGCGCGCACACACGCGGCTCCAACGGAGGGACAGAAAACAGATTCCTGCT
TCATATTGGAAGGAACAACAGGAAAGACAAAAAAGGGAAAAAACACTAAAAGGGTTTTTT
TTTGGTCTCCTTTAATTTCCATCCCTCATCCCTCCCATGGAGCGGAATACATGAGAGAAA
GAAGTCAGAGAGAAGACTGAGGCAGCCCTCCGACAGCCGACACGAGAAGTCAGAGCAGAT
CCGTGGAAGCCGGGCTTTGTGTCTTTTCCAACACAAGAAGGACGAGAAGAGGCGCAGGAG
GACAGACGCGGCTGTGTCTCGCTGGTTCCCCCCCTTTTCTCTGCGCGACGCGGCGACTCC
GAGTGTTCATGCGTGACTGAAAGGAGCCTATGTGTTTTTGGAAGCATTAACCCTTTAAGC
CGGGCGAAACTGGAGTACTCACTCAGACAAGGTTCTCCCATGCCCTCCCCCTCCTGCCCA
TCACCTGTCATTGACCAATCACATGCCCAGTCTAATC
>BJ002092 ID   BJ002092   standard; mRNA; EST; 549 BP.
GCTGGGCTAATGGCGGACTAAGGAGTGCTGACCCGAGCCGTGCGATCGACAGGAGGAATT
CACGAAGGAGAAAGCAGCGGCGCGGGGGCGAAGCGGGTCAGAACTCGCGGTGTTTCGGTC
CAACATGGCTCCAGACGGTACCGACGGACCCGGCGCTTTCGCACTCTGATTTGGATCCAG
CCTGGGATGAACCGCAGCAACCCGGACATCCAGAAGAAGCCCGGGCCCATAGCAGATGGG
CAGAACTCTGAAGGAGCGGGTCCACCACAGGAGCAGAACCGGACCTGTGACACAGAACTG
TGTGTGCTGAGGACCTGCAGCTTCTGCCAGCTGACAGAGGATCCAAGCACAGCAGGCAGG
AGGCCCCAGAGCTCGCTCTGTCGCTCTCTCCAGAAAGCAGAGCTCCTGCTCAGAAACACC
TTCAGTCCCAGCCTGAAGTGGCTGCTCCACGACCCCAGCCAGGACGAGGAGGAGAACTTT
GTGCTGGCGCATAATCTGGTGTCGCGCTCGTCTGTGCGCCTCCAACGACTGCAGGTCGCT
CTTCTGACT
>BJ002096 ID   BJ002096   standard; mRNA; EST; 478 BP.
GCAGGATNGAGGAGAACACTTTATCATGGTTAAATTAGACCTGAAGACCCTGACTGTGCC
TATTGGCATCGTGCGGATCCTTGAGGTCATCGTGACTTGCATCACCTTTAGCTTGGTAGC
CTCAGTGGGGACCACCACTGCGTCCTTCTGGGTCTGGTGCATGTTCAGCTGGTGCTTCTG
TTTCACCTTCACATTCCTCATACTCATCCTGGAACTCTTTGGCCTCAACACAAAGATACC
CATTTCCTGGAGTGACTTCACGGCAGCCTTTTCCATGTTGGCTACTCTGATGGTTTTCAC
AGCATCCATTATCTTCTCCGTGTTCTTCGCTGATTCTGGTTTGGACAGATTCATCGGCGC
CAGTGCGACCTCCTTTCTGGCTTTCATCCTGTATGCCGTTGAAGTTGGATTGATTCGGTT
CAAATCGGAAGAGATCAGTGGATTTCTCTCCACAATTCCAGGTCTTCTAAAAGTCATT
>BJ002133 ID   BJ002133   standard; mRNA; EST; 232 BP.
GGTGGGGCCCACACTCGGCTGTTTAATGTCTGCCTGTTTTTCTGTCTTGCCTATGCCATT
CCAAGATGTTTTGTTGCTCCGCCACGTCAGTGTTAATGTGAATGTTCTCAGATTTGTGAA
GCATACATAAAATGAAAAGCCCTCAAAAAAAAAATCTAAACTTGTCAGATGCAGTCTAAA
ATCTGAACCACAAGAAATACCATTTTGAAGATGTTTTTTTTTTTTTTTTNNA
>BJ002146 ID   BJ002146   standard; mRNA; EST; 487 BP.
GCCGGGGCAAAGCCCGGGAAGAAGACCCGGGGGCGCGTGAAGATTAAGATGGAGTTTATA
GACAACAAGTTACGGAGGTACACGACCTTCAGCAAGAGGAAGACGGGCATCATGAAGAAG
GCGTATGAACTGTCCACCCTCACAGGAACCCAGGTTCTGCTGCTGGTGGCCAGTGAAACG
GGTCACGTCTACACCTTTGCCACCCGCAAGCTTCAGCCCATGATCACCAGCGAAACGGGC
AAAGCCTTGATCCAGACGTGCCTGAACTCCCCGGACTCGCCGCCTCGGTCCGACCCCTCC
ATGGACCAGCGGATGAGCGCCACGGGCTTCGAGGAGACGGATCTTACCTACCAGGTGTCG



GAGTCGGAGAGCATGGGCGACACGAAGGAAGCCCTGAAGCCTACGTTCACCGTGGCCAAC
ATACCGGGCAGCACGAGCACCCCCGCCGTGCCCACCACCTNCACCACCATGCAGGTGAGC
AGCGGGC
>BJ002153 ID   BJ002153   standard; mRNA; EST; 658 BP.
GGCTGCAGGNAATTCGGCACGAGGGCACAGTGGGAGAGGGTGTACCGGCAGGCCACTGCC
AGCCGGATGGCAGATGCACCAGAGGCCTTAAGCCAAGAAATGCCTGTTGACCCCCCTGAT
GAGGACTCTCTGAGAAGGCGGCTGCTGGAGTCATCGCTTTTATCTCTGTCTCGCTATGAC
ATGTCCGGATCCAGAGACCATCCCATCTACCCTGACCCCGCCAGACTTTCTCCCGCAGCG
TACTACGCTCAGAGGATGATCCAGTACCTGTCCAGACGGGACAGCATTCGCCAGCGCTCA
CTGCGGTACCAGCAGAACCGCCTGCGGGCCATGTCTACGTCCTCTGACAGTCCCCCCAGC
AACCCATCGAGCTCCATGGACAACAGCGATGTTGACTTTGAGGAGTTGGATGATAATGCC
GACCGAGCGAGACACAGGACGCCACGGAACGCCCGCATGTCTGCTCCCTCTCTGGGTCGT
TTCGTCCCCCGCCGTTTCCTCCTGCCTGAGTACCTGCCTTATGCTGGGATCTTTCACGAA
GGACGAGGACAGCCCGGCCTGGCCACACACTCATCTGTCAACAGAGTGCTGGCTGGAGCA
TCGATCGGAGACGGTCAGTCTGCCGTTGCCAGCAACATCGCCAACACTACGTACCGCC
>BJ002155 ID   BJ002155   standard; mRNA; EST; 512 BP.
GCACCTTGAAAAGGTGACTGACCAATNGCATCTCGTACACCAGTACACCAAAGGACCACC
AGTCCACTGAGAAGGTGTACTTTTGTCCCAGCAGGATCTCAGGGGCAATGTAGTCTGGAG
TTCCACAGAATGTGGAGGCTCTGTTTTCTTGAGAGATGTTCTCTCTACACATGCCAAAGT
CAGCCAGCTTTATGTGTCCATCACAATCGAGCATGATGTTGTCCAGCTTCAAATCTCTGT
AAACGATTCCTCTTGAATGAAGGAAATTCAATCCCACCACTATCTCAGCAGCGTAGAATG
TGGCTCTGGTGATATCAAAGCGGCCTTTGTCTTGAATGTGAAACATCAAGTCACCCCCAT
TCAGGTACTCCATCACAAAGAAGAGGTGCTCATTGGACTGGAATGTGGAGTAAAGGTGAG
TGAGGAAGGGGTTCTCCCAGGCGAGAGCCAGAACTCTTTTTTCCACCATGGTGCACTCCA
CATCATCATCCATGAGAACAACATGCTTCTTC
>BJ002180 ID   BJ002180   standard; mRNA; EST; 563 BP.
GCGTCCTCAGTGCAGGTCAACAGAGTAAGAACAGTTGCAGCGTCATGGCTGCCTTTCTTC
ATCACTGCCCCTTCCTGAAGTCTGCTCCAAAGCCAGCTCTGAGAAGAACCGGAGCCTCTT
TGCTGTCTCTAGCTGAAAAATGCCCCATCATCACTCGCCAGATCACTGTGAGTTCCCCAG
CTTCTCTGGATTCCAAGCTGAGCAGCCACACCACCAGATCTAAGAGTGACCAGGTTTTCA
CGGTGGAGCAAAAGAGGCGGTTTGCTCAGACTGCCACCCATGTGGCTGCGTCCATGTCGA
AGGCCTGCCCTTTTGTTTCTTCTCAGATAGGAGTGGTACAAGCCAGTCCTGAAGTACAGG
AGGACGTGAAAGATGGAGCTGACCTCAACACTGTCACACACCTCCTTAGAGACAACATGG
TGGGCCCCAGCTATGACTACGACCACTTCTTCACTGAGAAGATTTCTGAGAAAAAGAAGG
ACCACACTTACAGGGTCTTCAAGACAGTGAACCGAAGGGCCAACACCTTTCCTTTTGCTG
AGGATTATTCCATTCCTGAGAGG
>BJ002183 ID   BJ002183   standard; mRNA; EST; 493 BP.
GCGCCGTCGGTGAGAGGAGGTGTAACTGGCCGGAGCTCGGGCCTGAAGGTTGGAGGGGTT
TCTCTGCGGGGGGGTGGAGATGACGGAGCCCCGGCTGTGCGCATCTGTTTTGAAGACGCA
TTCCTGAAGCCGCAGATCTTCCCGCCTCCAAGATTTTTCTCAGATATGGATTTTTAGAGG
GAAGCAGCTGATCAAAGGTCACGACCTTCCTGCCTGGAGTCACATGTCAGCCTGAGGCCG
CTCTGAGGCGCAGACTCTTCCACAGCCTGGGATCGTTTTTAGTCTGACCCGACATGCCTG
CAAAGACGCCCATGTACCTGAAAACCACCACCCCTAAGAAGGGGAAGAGAGTGAAGCTCC
GGGACGTCCTGTCCGGTGACATGATCAGCCCGCCGCTGGGCGACGTTCGCCACAGCGCCC
ACGTGGGGCCCGACGGCGAGGGTGACATGTTTGGTGACGTGGGCTTCCTGCGGGGGAAGA
TGGACATGCTNCC
>BJ002189 ID   BJ002189   standard; mRNA; EST; 502 BP.
GGACGGTTTGAAAATGACTCTGGAGGCGGCAGAAAGCGCAGACTGCAGTCTAATGGACAG
AGACATCATGCAGGTCATCTTCACTCTGGCCAAAGCTGGACATCAGGAGCTCATTCCAGA
GATGGTGGAACGTCTAAGACATGAGAGGGGTTATGTGCCAGATGCCATGAACTTGTGTCT
AAGCCTCATCACTCAGGGCCAGGAGGACACAGCTTTCAGCATCCTAAAGACGTTCCCTTC
ATTACAGTCCGACAGCAACGAGACCTCCAACCTGGGCAACTTTTTCCTCAGACACTGCAT
CAATATGGACATTTCATTGGAGAAGATCTTCCACTACTGCAAAGAGCTCCAGGAATTGAA
TCTGCATTCTGCACCTCTCACATTTGCCCTGTCCTGTTCCCTGGAGGCCAAAAAGATTGG
TTCATCTTTAGAGCTGATGAGGCTACTTAAGGAGCAGAACTTACCCATAAGGCCTCACTA
CTTCTGGCCTCTTCTCACTCAG
>BJ002196 ID   BJ002196   standard; mRNA; EST; 571 BP.
TCAAGTCCCGGCTGGGGGACATGAAAAACACAACATCAATGGGGGACCTTTCTGTGTGGA
GTTTGCATGTTCTCCCCGTGCATGCGTGGGTTCTCTCCGGGATCTCCGGCTTCCTCCCAC
TCTCCAAAAACATGCCTTATAGGTTGATTGGTTACTCTAAAATTGTCCATAGGTGAGAGT
GTGAGAGTGAATGGATGTGTGGTTGAAGATATTCTACCCTGTGACAGACTGGCGACCAGT
TCAGGGTATCCCTTGCCTACGCCCAAGTGGCCGGGATAGGCTCCGGCAACCCCGTGACGC
CGAAAGGGAATAAACGGTCAAGAAGATGAATGAATGAATGAATTATTTATGTGGGCCATA
TGAATTGCAGCTTCTCCGATGGGACCACCATGGAGGACATGGAAGAAATTTTCTGAATTA



GGCTTGATGTCATGTTTAACATTTCTATTTTTACTCTTTCGTTGCCTGTGTGATTTTTGA
TTCTGCCTTAATATGTCTCAATTTCTCCCCTTAATTCCAGGTGTTCTTTTCTTACAGGAA
GTGTTATTTTGATTGGCTTTGCTCTCTTTTT
>BJ002199 ID   BJ002199   standard; mRNA; EST; 447 BP.
ACGAGGCGGAGTTACAGTCCGCTGACATTTCTAGTTGTTGGTAAAAATGACTGTGAAAGC
CTGCGGCAGGTAAAATACCCAGCGTCTTTTTTTCATCATGACAGCTGTTTAGAAAAAATA
CTCCGGAGCACAAACTGTTACAATAACGAACCAAGTAAAAACTTTCAACGGTCATCCACC
GTGAGCCATGGATACCACCACCTCCCTGAAGATGGCGTCTCTGGCTGTCCAGAGTCTGTT
CAACTATGTGGAGGAGGAGGACCTGCCTGCCATTATAGCACACTTGGAGAAGTTCAGGGA
TGTGGACAGCAGAAGTGATAATGGACAAACCCCCCTGATGGTCGCAGNAGAGCTGGGCAA
CCTGGAAATAGTGCAAGAGTTCATTAGGAGAGGAGCCAACGTTGATCTGGACGATGTTGA
CTGTTGGACTGCACTGATCTCAGCANC
>BJ002205 ID   BJ002205   standard; mRNA; EST; 500 BP.
GCAGGAGCCTCCATCGCCCTGTACACCGCCAAACTTCACCACCCTAACAAGACAGGCAAC
CACGTGGTTCTGCAGGCTCTCTTCTACCTCCTGGATCGGGCAGTAGAAAGCTTCGAGACG
CAGAGGAACGGCCTGGTGTTCATTTACGACATGGCCGGCTCCAACTACACTAACTTTGAG
CTGGACCTGAGCAAGAAGATCCTCAACCTACTGAAGGGGGCGTTCCCTGCCAGACTAAAG
AAAGTGCTGATTGTCGGGGCTCCTGTTTGGTTCCGTGTTCCCTACAACCTGCTGAGCCTC
CTTCTGAAGGAGAAACTCAGGGAGAGGGTTCAGATGGTGAAGATGGCCGAGCTGTGTCAG
CACCTCCCCAGAGACTGCCTCCCCCAGCATCTCGGCGGCCTGCTGCCCCTGGACATGTAC
AGCTGGAACCAGCAGCTGCTGGCGGGCCAGAACGGCAGAGTGGACCCCGTGGATGAGCTG
GTGGGGATCCCCATTGAAGA
>BJ002208 ID   BJ002208   standard; mRNA; EST; 529 BP.
GGTGGACGGACCCACGGNATGCTAAAATGCTGCACTGTGGGAAGTACAGGGATGTGGCAG
AATGTGGGGTGGACTTTAACTCCAAGAACACCGTGACGGCAGAGCGGCAGACCTTCTACT
GTGTGCCCATTCCTGGGGAGAACCTGTGGGTGAAGGACGGATATGCGGGCAGCAGCCAGG
CGCGCGTGGTGGCGTCCACCTCCTACGTGCCGAGCAGGCAGAAACGCAGCTACGAGGAGG
ACGAGGACATGGACACGCAGCCGCAGAAGCAAGCTCACGCAGGTCTTCAGGGTCCAACGG
ACCTGCAGAGCAACGCCGACTGTAAGCGTCAAGAGACGGAGGCTCCTCCCACCCAGGCGG
CGTCCGCATCCCACCTCGACCTCAACTTCCCCCTCCCAGGAGAGAGGGGCCCCGCCTGCC
TGGTGAAGGTGTACGAAGACTGGGAGAGCTTCAAGCTGAACGACGCCCTGGAGGTTTTCG
GGATCCTGTCCGTCAGTCCCGCTCTCAGCGCCCTGGCGGAGGAGAGAGA
>BJ002216 ID   BJ002216   standard; mRNA; EST; 659 BP.
GGTGACTTTTAATTAAGCCTCAAGTACCCACAGGTGCTGCTGATTAGGCCTGATTGTCTG
CACCTGTGCGAGCGAGCGAGAGAGTGGTGAGTTGGGGTCTGCTCCAACAATCTACAACTC
ACTGAAATCTACATGGGGTTAGGCCACCATGATAGTGCCACCTTAAAGTTCCACTCCAAT
CATCTTTTTATCTAATCTAAAAGCCTTCCCAATGGTCTTATAATTATGATTATGCTGTTT
TTAGCCTAAAGTAATAAAAAAGAAAAAAAAATCTGTTTTCTAGGACATAGGTCAGCATTA
ACTCATGAGAAATTTGCCTCTGATTTGTAGTCTGGATTGTTCCCATGTGAGTAACACCGC
CCCCCTTCCTGTCACCTGTAACTGAGAGCTCTCTGTTTACAAGCTTTCCATCAAGCTTAC
AGCCCCTCACACCCCCAACCTAACATTGCTGGTGCAAAGGGAATGGCAAGTAAACCTGGA
GAAATCCAGCCGGACAGTTTTGAGCCAGAAGCTTAGATGAGGAAAACAAAGACGTTGATG
GATGTAGTCATATAAAAGTGGATGCATCAGAATGTAGCGGAGCAGGAAGCATTGAGACCC
GCACAGCATATTTTCTACATAACAAATACAATCTTTTTCAAATTGTATTTTTCTGTCCG
>BJ002221 ID   BJ002221   standard; mRNA; EST; 602 BP.
TTCGGCACGAGGCGGCACCGTCCCGGGTGGGATGGACGCCGTCTCTCCGCATGAGACCGG
GCTTCCCCCAAAACGCGCTCCAGTTATCCACAAAACCAACGCCGTTTTCTGGGCACCATC
TAGAAAGCCAGCGGTTAAATGATGAAAAGCGGCTGTACATTTCATCACTGACTAAGTTCG
GCAGGGGACCAGAGAAAATTACAGTGCCGGACATCGTCTTAGCCAGTTTACACACCGAAG
CTACGTTTAACTTAACCACCTCTGACTGTCTCCATCGGGCATCATTACCGCCTGCGTGAA
TCACGACTCGACGGAACCTGGACTTACTCTGAGCTAACATCCTAAGGTTCCCCTCGATGT
CACCAACTCTGGCCCCCGGATAACACCTGACTGTAGCCGCTGGGAGCTCCACGTTTCTAA
CTTCAGAAGAGCCTATAACCAGAGTTGAGTGTTCAGCGGGTGTGTCGCTGAGGGGGGAGA
ACCTATTACTAACGTGGAGTCTCGGGTGCTCTAAGTTTTTGCGTTTAGCACTATGTTTCC
TCCCAACCGGTACAAACCCCTGACTGTCTCCCGGCTGTTGGGAGGGCGCTGGGGTGCTAA
CT
>BJ002235 ID   BJ002235   standard; mRNA; EST; 569 BP.
TCGGCACGAGGGTAAACCTAAAGAAGACTTTTGCAGCTAAACTGGCCTATTTGTCCGGAC
ACGTTACAGTAAAGTTCAAGCAAACGTTGACCTGCTCTTTATTGCTCCCGAGATTTTCCT
TGAATGCAGGCGCCCACTCAGTGGCTAATGTGACAGTCAGCCATCATGGAAGAACGAAGT
CAGATCAACCTGACCTACATCACCGAGCGTATCATCACTATATTCTGTCCTCGTGGGTTT
CCAGAGGATGTGTACCTTCACAGCCTGCAGGAGATCATTTCCATGCTGCAATCCAAGCAT
GGATACAACTACATGCTCCTCAACCTTTCCCAGAAGCATGAGGCGCTCACTCGAATGAAC
CACAAGGTTCTGGACACATGTTGGCAGGACCCTTTGGTCACCGGTCTGGACCAGATTTTG



CATGTGTGCAGAGAAATGGAGAACTGGTTACAGGCTGATCCTAAGCACGTCCTGGTGTTG
CATTGCAGGGGAGGAAAAGGCCTTCTGGGAGTTCTGGTGGCATCTTACATTCACTTCAGC
AACATGTCAGCCAGACCTCTCTCTGGACC
>BJ002236 ID   BJ002236   standard; mRNA; EST; 460 BP.
GCTTCNCATGGTAGTGAAGTAACCCTTTGAAGAAAAATACCCCAAATCATGATGTTTCCA
CCTCCGTGCCTGACAGTGGGTGTGGTGTTCTTGGGATCACAGGCAGCATTTCTCTTCCTC
CAAACACAACGGGGTGGAGTTGATGCCAAAGAGCCCCTTGTTGGTCTAATCTGACCACTG
AATTATGAAGGTGTTCATTGGTAAACTTCAGGCAGGTCTTCACATGTGCCGTCTTCAGCA
GGAGGACTTAGCGGGCTCTGCAAGACGTTGTACTATTGCAGAGTCAAGTATCCCCAATGG
TTTTCTTGGTGACTGTGGTTCCAGCTGCTTTCAGATCATCAACTAACTCCTGGCGTGTTG
TTTTCATTTCTCTCTGTTCTCATGATCATGGAAACCCCACCAGGTCAGATCTGGTTTGGA
GCCTAAAGGATTGATGGTCATGTTGCACCAACAGTTGTGA
>BJ002245 ID   BJ002245   standard; mRNA; EST; 512 BP.
ATAACAAGGNACTGCTGCTTCTGCAGTGAGGGCTGCAAGATCCTCTTTCATTATGAGCTG
GAGAAGAAGTGGGGTAAACATTGTCAGTCGTGCACCTTCTGCCTCTCCGTCTCCAAGACT
GTGCTGACGGTCCACGATGAAGAGTTGGAGAAGGAGTTTTGCTCTGCAGAGTGCAGCTTC
CGTTACACAAGCCTCCGAAGTCATGAGTCTGCATGCGACATGTGCAGTCACACAGGGAGA
CTGAAGGAGAGTCTTCCTCTGCTGGGAGAGGTCAAACACTTCTGCGATCTGAAGTGTCTC
CTGCTCTACTGCAGTAAGGAGGTGCAGGTGGTTCATACAGGTTCTTTAGCTTCTAGATCT
GTGGGTTCGGGGGACTCTTTGCCGTACATCACCAGCATCATCTCGCTGTCCAACTCTGTG
GCCCCCCCTGCTCAGCCCGGAGCTTTGACCGACATCCAATCTAAAGTTGTTGGACATGCC
AGTATTCAGACAGATCCCGTGGAGCTGAAGAA
>BJ002251 ID   BJ002251   standard; mRNA; EST; 482 BP.
GCGCTACCTGGCTGAACAAAACAACGGTCCCGTTTTATATTATGTATAACATTAGGTTTC
AATAAGTGTTTTTTTTTTAGNGAGTTGATTATTTTGGTTGATTAAAAAGGCAGAAATTAC
CGGATTAATCATGTTTTGGGCGGTAATCGTTGCGTTTTTAATGGCGACAGAGTCTTCCCT
GGCTGTCACAGTCACTTGTCCTACCAGGAGATCCGTCGTCATCCTATTCCAGCCCGTCAC
CTTGACCTGTGACTTCCAGACGACCGCCTCGCAGCCTCCTGTGATCACATGGAAGTACAA
ATCTTACTGCCGGGACCCGGTCCAAGCTGCCCTCAATCCCAACAGNGCAGATAACATCCT
GTCACAGAACAACCCCAACTACAACCCCACTATTGAATGTGGAGACAGTCAGAGGACGGT
CCGGGTGGTTGCTTCCAAGCAGGGAGATGCCGTTACTTTGGGCAAAGAGTACTCGGGTCG
AA
>BJ002263 ID   BJ002263   standard; mRNA; EST; 521 BP.
GGATCCCTTCGGTGTGTCTATAGTAGACCCCTTGCTAAAGTGCATTGTGGTCAGTGAAGA
GACTAAAAAGGGAGGCGAAGCGGTTAACCAGAAACGAATTGAGAACGGTCTTCAGCCACT
TGTCCTTCATGAGATCCAGTTACTCAAAGATGTCCACCACACTGACATAGAGGAGGAGAA
GATCAGCTCCTCCAGCCTCCGCTTCCGTCTGTTGGGTACTCTCCTCGCTCCTCCAAAGGA
CGCCTCCCATCTCCCCACCCTGCCATATGTGATTGGACTGACGGGAGGCAGCGGCAGCGG
AAAGACCTCCATTGCCAAGCAGCTGGAAGCTCTGGGTGCAGTTCGCATCGACTGCGACAA
ACTAGGTCACGAAGTGTACCAGAAGGGAACCGCGGCCTATCACAAAGTACTGGAAGTCTT
TGGGTCAGAAATTTTGAACGAGGATCAGAGTATCAACAGGCGAGCTCTGGGGAGGAAAGT
CTTTGGAAACAAGGAGCAGTTAAAAGCATTGACAGATATTG
>BJ002268 ID   BJ002268   standard; mRNA; EST; 553 BP.
GTGAAGATCGGGAAGAGGAACCAAAGCTTCTCCTCCACCAGGCTGAACTATCTGTCCAGC
AGGAGCCACAGCATCTTCTCCATCAGGATCCTCAGAGTGGACGACAGCGGCGTTCCCAGA
GTCCTCGGCGTCAGCGAGCTGGCGCTGTGCGACCTGGCCGGGTCGGAGCGCTGCTCCCGG
ACTCACAACACCGGGGAGCGGCTGAAGGAGGCGGGGAACATCAACACCTCCCTGCTCACG
CTCGGGAAGTGCATCAACGCCATGAGGCTCAACCAGAACTCCAAGTTTCAGCACCACATT
CCCTTCAGGGAGTCCAAGCTCACACACTTCCTCCAGAACTTCTTCTGCGGCGCCGGCCGC
GTCTCCATGGTGGTCAACATCAACCAGAGCTCGTCTTTTTTCGACGAGACGCTCAATGTC
CTCAAGTTCTCTGCGCTCGCTCAGAAGGTTGTGGTGCTGAGCTCCCAGCCGGACGTCCCA
GGTGACCAGGACCCTCAGAAGATGGCCATGGAGCTGTCCATCATCATCGATGAAGCTGAG
GAGCGCAGGAACC
>BJ002279 ID   BJ002279   standard; mRNA; EST; 658 BP.
TCGGCACGAGGCTCCGTTGCTGGGGGGTTGGTATCCTGAAAAAATCGCTGCTTCTTCTCT
CCAGTGTCCGTTTTCTTCGTTATCGGCTCGTTTCCGTGGCGCTGCTGGAAGTTTGCCGCG
TTTGGTTGTTTGTTTAAACCAAACCAGCGGATTTAAGACGCTTTGAAGAACATTTTCATT
CAAACGTTTAGGTTTTTTTCTCCTCTTTGTTACAAACGCTGGGTCACGTGATCAGGAGCC
CCCCTCAAAGATTGATTGTCTCCGTTTATAATAAGTGAGCAGACCTGGAAACACTTTAGA
AAATTCACTTAGCAGAAGAAAGTAGAAAGACGATCCAGAACCGGTCCTCAAACGGCTCTA
ACAGGAGGTTCAAATGGAGCAGAGCGGAGTCGTTCAGCTGGAAGGAGACTCCATCTCATG
TCTAATCTGCATGGACCTCCTGAAGGATCCGGTGACGGTTCCCTGTGGACACAGCTACTG
TATGGACTGTATCAAAGCCCACTGGGATGATGAAGACCAGAGGGAAACCCACAGCTGTCC
TCACTGTAAGCAGACCTTCCCGGCGAGGCCGGTCCTGGTCAAGAACACCACGTTAGAGGA



GCTGGTGGAGGAGCTGAAGAAGACTGGCCTCAGCTCGGTGTCGGGTGATCACTGCTAC
>BJ002289 ID   BJ002289   standard; mRNA; EST; 484 BP.
GGATGAGGGCTGGGAGTCTCAGTCTGAGGAGGAGGAAGACCCCAAACGCCAGGAGGACGA
ACTTCTGGCCAGGCAGAAGGAAATGGAGGCCTACAAGAGCGCAAGAGAACTCCTGATCTC
CTACGAGAGGGAGCAGTTCCAGACCTTTGACGAGCTCCACCAGGTCCAAGAGAACAACCT
GGGACAGGCTCCTTTAGCTGACATGAGCTGGCTGCTGGGGGAAATCAAGCAGTTTTCTCT
GGATGCCAGTGACATGCTGGTGGACGTGTTGTTGGAGGATGGGTTCCTGGTTCCCACGGT
GGAGCAGCTGGAAACATTGGGCTGCAATCCCTCTGAGAAGTCGGATCCCACACAGCCCAG
AATCCCCCAGGTCTTCCTGCACTTCTGGCTCCCCCTGTTCAGGGCGCTGAACTCGGGATT
TTTCATTCACCTCCTCCTGGAGAAGCTCTTTGCGGAGCTGAAACTTCTCAAGGAGGAAGA
AAGC
>BJ002293 ID   BJ002293   standard; mRNA; EST; 514 BP.
AGCAGGACTTTTTTTTATAGTGATGGAAGTTTTCTGTACTGCCTACATGGATTTGTAGTG
TTTATGTAATGAGAAGACAATATCAACTGTTTTAGGACTGTGTTTGGCACCATGTCTGCA
GCCCCCCAACTCCGGCGGACAGACTCATCCCGGGGGGAGTTCTCCCCTCTAAAGCACTTT
GTTGTGGCCAAGAAAAAGATTAGCGATGTGTTTGAACAACTGCTCAACTATGTGAAAGAG
ACCTCAGAGTTTGTGGAAGACATCAGTGGGAATACAGCTTTGGAGAACGTTGCCACCCCG
GATCAAAAGTCTGAGATCCAGGCCTATGCGGACAAACTTGCAGTCATTAAGGAGGTGCTT
GCTCGGAGGCACATGAAGGTAGCATTTTTTGGCAGAACTAGCAATGGGAAAAGCACAGTG
ATCAATGCGATGCTGAGGGACCCGCGTGCTGCCCAGTGGAATTGGCCACACTACCAACTG
CTTTTTGAGTGTGGAGGGCACAGATGATGACAGG
>BJ002294 ID   BJ002294   standard; mRNA; EST; 605 BP.
GGGGGTGGAGCCCATCCCAGGCGAGAAGCGGAAACTACCGGAGGCGCTAACACTGGAGGA
TGCCAAGCGGATCCGTGTGATGGGAGACATTCCTATGGAGCTGGTCAACGAAGTCATGAT
GACAATCACAGATCCTGCCGCCATGCTGGGTCCAGAGACGAATCTCCTCACACCGAATGC
CGCCCGAGACGAGACTGCCAGGCTGGAAGAGAGGCGCGGCATTATTGAGTTCCACGTCAT
CGGAAACTCCCTTTCCCAGAAGTCCAACAAGAAGATCTTGATGTGGCTGGTGGGCCTTCA
GAACGTCTTCTCTCATCAGTTGCCCCGCATGCCAAAGGAATACATCACACGGCTGGTGTT
TGACCCGAAGCACAAAACCCTCGCCCTGATCAAAGATGGCCGTGTAATTGGAGGCATCTG
TTTTAGGATGTTTCCCACTCAGGGCTTCACAGAGATTGTCTTCTGTGCCGTCACATCCAA
CGAGCAAGTAAAGGGCTACGGCACGCACCTGATGAATCACCTGAAGGAGTACCACATCAA
ACACAACATCCTTTACTTCCTGACTTACGCTGACGAGTACGCCATCGGCTACTTCAAGAA
GCAGG
>BJ002309 ID   BJ002309   standard; mRNA; EST; 578 BP.
GCTCAGTTCGGCTATGTCCTTGTCTGCTTTCTTCAACAACGGGGCCATGCCATGTGCTTG
CCACGAGGTGGGGGCTGAGAGCGACACCTGCGAGCAGTTTGGCGGTCAGTGCAGGTGCAG
GCCGAACGTGATTGGAAGAGACTGTTCCATGTGTGCGACGGGTTACTGGGGGTTCCCCAA
CTGTAGGCCGTGTAACTGTGGCTCCAGGCTGTGTGAGCCGGTGAACGGGGAGTGCATTTG
TCCCCCGAGGACCTTGCTGCCCGAGTGCTCCCAGTGCGAGCCGCAGACGTTCGGCTGCCA
CCCCATCGTGGGCTGTGAGGTCTGTAACTGCTCCCATGGAGGCGTCCTCTCCCATGACGA
CAGCTGCGACTCCCTCAACGGACAGTGCAGCTGTAAGAACAACATTATTGGCCGCCAGTG
TGACCGCTGCGCCCTTGGTTACTATGGTTACCCCAATTGTCGGCCATGTGAGTGCAACGA
GGCAGGAACTGAGGAGGAAGTGTGTGACTCTGTAACTGGACGATGTCTCTGCAAGGAGAA
CGTCCAGGGAGCTCGATGTGATCAGTGCAGGATTGGCA
>BJ002319 ID   BJ002319   standard; mRNA; EST; 567 BP.
GCTCCTTCTGGTCCTTTTATTTCTGTGTTGACTCCGGTTCCTCACAGACATAAGTCCAGT
TTAATGCTTTTTATATTGTACTATTTAACTTCTTTAATGTAAAAAAATGAAAACTTTACA
AATGAGAGTTTGAAACTGTTCAGTTTAACTCATTAGTGTCTGTGTGTATTGTGTGTCTCT
CTGTGTGTGTGTTGTGTGTGTGTTGTGTGTGTCTGTGTTGTGTGTCTCTGTGTGTGTATT
GTGTGTCTCTCTGTGTTTGTATTGTGTGTGTGTTGTGTGTCTCTCTGTGTGTGTGTTGTG
TGTCTCTGTGTGTGTGTGTTGTGTGTCTCTCTGTGTGTGTGTTGTGTGTCTCTCTGTGTG
TGTGTTGTGTGTGTGTTGTGTGTGTCTGTGTCTGTGTTGNGTGTCTCTGTGTGNGTATTG
TGTGTCTCTCTGTGNTTGTATTGNGTGTGTGNGNGTGTCTCTCTGTGTGTGTGTTGTGTG
TCTCTGNGNGTGCTGCGNGTCTTCTGTGTGTGTTGTGTNNCTCTCTGCGNGNGTNNTTGT
GCGTNCTCTCTGTGTGTGTATTTGTGT
>BJ002356 ID   BJ002356   standard; mRNA; EST; 609 BP.
TTCGGCACGAGGGTCGGGCGGACGCACGCCTTCAAATCTAAACAATGTAAATAATGGAGC
ACTTGCAGAAACTAATGGAGGTTCGACTTTAAAGGTGAATTAAAAAAAATCTCAGTACAG
TCTGACTTTTTATGCGAACAACATTTTTGTTCCAATTTAACCACCGGGAGACGAGGAAGA
AGGAAAGTTTTCCGTGAAAGAGACTCGCCTGTGACCTTTATATGAATGCAACATTCTCCG
GACGCAGAGGATTATTCGACACAACCGAACCGGCGGATACACGTCTCCCCCCGTTTCAGC
AGTCCTGACGTTCTCTCCATCTTTTCTTTGAATGCGTTGCAAAAAAAAAATCCTGATGAT
GTCACCGACGCCACTTTTTCCTGAAGTTATGGCGGAGCCCAAGTTTTTGAACTTCTCTTG
ACTATCGTGACAGTTCGCCTTACTAATGGAGCACCTTCAGGGAGCTTGGAGGACTCTGAG



CAATGGATTTGGAATGAAGGACTCTGCATTTGAGGGCCCCTGCCTTTCCCCGACCATGGT
CCAGGGTTTTCCCAGCCAGCGACGCTCCTCAGACGACAGCAGGACACCAGACTCCAAGGC
CAGCAGCAC
>BJ002359 ID   BJ002359   standard; mRNA; EST; 585 BP.
GTCTGTGGACTGCCTGGGTTCTCACGCTGTTCTGTCCGGCCGCCGCTTCCTCTACTTGGT
GGATCTGGAGGCGCCGTCGGAACCACCGCGTAAAATCGGGCGCCACAGTAAATGGGACGT
GGGGACGGTCCAGTGGAACCCCCACGGCTCGGAGGCCCACATCTTCGCTGCCTCGAGTAA
CCAGCGGGTGGACTTGTACTCCTGGAGGGACGGCTGTGGCGAGGCCCACTCCTCCCTGCA
GGGACACACCCGCGTCATCAGTGATCTGGACTGGTCCTGGTTCGACCCGGAGCTCCTGGT
CACCAGCTCTGTGGACACGTACATCTACATCTGGGACACCAGAGACGCCCGTAAACCCAC
GGTGGCGCTGTCTGCTGTCGCCGGGGCGTCTCAGGTGAAGTGGAACCGGAAGAACCAGAA
CCTGCTGGCCTCCAGCCACGACGGAGATGTTCGGATCTGGGATAAAAGAAAGCCCAACAC
GGCGGTGGAGTACGTGGCCGCTCACCTGTCCAAGATCCACGGCCTGGACTGGCATCCGGA
CGGCGAGTTTGTCTTCGCCACGTCCAGTCAGGACAACTCCGTGAG
>BJ002360 ID   BJ002360   standard; mRNA; EST; 608 BP.
GGCTGCAGGNAATTCGGCACGAGGCTTGGACGCTCAGNAAGTTTGTGACTGAATATCGCC
GCCCGGTGGTGGAACGAGCTCAGGACATCGGCATCTGGTTTCCCATCCTGCAGTTCATCA
CACACACGGCGGTCCTCAGCAACGCCTTCCTCATCGCCTTCACCTCCTCTTTTGTGCCGC
GGTTGTACTTCCGCTACACCAAAGACAGCTCACTCAGTGGCTACACCAACTTCACTCTGG
CCACATCGCCACACAGCTTCAACCAGCAGCACCTGAACACATCATGCAGGTATCGGGGCT
TCAGGGACGTGAAAGGGGACTTCTTGCCGGAGTACTTCCACCTGCTGGCCATTCGCCTGG
GCTTCATCATCATTTTCGAGGTCAGTCTGTTCTTGGTCATGTGAATGTGTTTCAGATCTG
GTAAAACTTCTCCGTTAAGGTTCTGGTGGCCTGATCATCTCCTTCTCCCAGCATGTGGTC
TTCTTCGTCGGTTCCCTGATTGACATGATGGTTCCAGACATTCCTGAGGAGGTGGAGATG
AAGATGAAGAGGGAGCACTACATGGCTAAGGAGGCTCTGGCTGAGAACCAGTCTTTGGGG
AAGATCAA
>BJ002361 ID   BJ002361   standard; mRNA; EST; 618 BP.
TTCGGCACGAGGGTCTCATTCACGCCTGCCGACTCTAGTTATTTTGGATGCAGCGCAGAC
TGATACGGGAGGCAAGAGCTGCCTGATCCATCACTCTAAAGCCCGCACACAGCAGTGACA
AGTTCACGCGTGACGGCTTCAATCGGGCCGTCAAGAGAGGTGCAGCGACAGTCAGCAGCT
GTTGATTCGCGTCCCGGTGGGAGATGGAGCGGTGGAAAGGCAGAGTGGCCCTGGTGACCG
GAGCCTCGGTGGGAATCGGAGCGGCTGTTGCCCGAGCGTTGGTCCAGCAGGGGATGAAGG
TTGTCGGCTGTGCCAGGAATGTGGACAAAATAGAGAAGCTGTCAGCAGAGTGTCAGAGCG
CGGGCTACAGTGGCACATTGATCCCCTACAAGTGTGACCTTTCCAACGAGGAGGAGATCC
TGTCCATGTTCTCAGCAATCAAGACGCTGCACAAGGGCGTGGACGTGTGCATAAATAACG
CTGGGCTGGCGCACAACGAACCCCTGCTCAGCGGGAAGACAGAGGGCTGGAGGAACATGA
TTGATGTAAATGTCTTAGCCTTGTGTATCTGCACCCGTGAGGCCTACAAGTCAATGAAGG
AGAGGAATGTTGACGACG
>BJ002370 ID   BJ002370   standard; mRNA; EST; 631 BP.
AAGGGCGCATCGTCACTTAGCTGTTACAGGCTCTTCAAATGTTTTATTAAAAGACATATT
TTTGAAGAAAATCCGCTTCCTGTTGAGCACTTGCACTGCAAACGGTAACCGGAGGTTGTT
CGGTTCATACCGCTCCCGTGATTTTGCAGCCCCCGATGGCTGTGACATTGTAGATCACTT
TGACCGCCTGGTTCAAGGTGGATCTCTAAGGATTGATGCCCAGCAGAGACGGGTCATCCT
GCGGCTAGCTCAGCTGCAGCTCACGTTGAAGACGTACAGCAACCGCCCGTACCTGAACAC
AACAACCATGGAGTCAAACGATGAGAGCATTCAACGTCAGGATGGAAAAACCTCAATATT
TACAGCTAAAAATCGTAGACCTGCTCCTGTGCCACCTCCGAAAGGCTTCTACATATACGG
AGACGTCGGCACGGGGAAGACCATGCTCATGGATCTGTTTTACTCCCACGTGGAGCACAG
CTGCAAAAAAAGAGTGCACTTCAACGCCTTCATGTTGGACATCCACAAAAGGATCCATCA
GAGGAAACAAAGCCTGCCACAACGAAGGCTGGGGAAAATGTTCACCTATGACCCCATATC
ACCGGTTGCCATGGAAATAGCCAATGAGACC
>BJ002392 ID   BJ002392   standard; mRNA; EST; 588 BP.
CAGCTCCAAGAAAAAGAAATAAACGCCAACTTCGCCTCTGCGTAGGGCAAAACCATACTT
TGTGAAGTCCCTTTATTACTACCATGGGAAATACTACCTTCCTGGGGACCTAAACGACAA
GGAGTCGTTTATGGACTGGATTTTTAGACGGCTCCGAACTCAGAAGGAAAGAAAACAACA
CTGGGGAAAACGGGATAAACCGTGGATTTTCTCGGTGGCGTTTCTGTGTGAACTTTAAAC
TTGGGAAACAATGGAGACAGCGAGCACAAACTCATGAAGTGTCTTGAGGCTGCCAGCCGT
CCCGCTAGCGTTAGCTTTACTGTCTTATTGGGTAATGCGTGGTGAGGCTAACGGCCGCTG
CAGCTAAGTTAGCTGTCGGCTAACGCTAGCTGGTTAGCCCGGCGCGGTTTTCAGAAACTT
TTTGGGTTGTTTCCACGGAGTTCAGACGCTGAATAATTCGTCTGAGGACAGAGGGGAAGG
GCGGGTTCCCTTTGGTACTTTCCTCCCTCCACTCACTTTCATACATGATGGCTGCGGAGG
TCAGCGGGGAAGAAACCGTCACATCAGGGGTGGCAGGCGGAGGAGGCC
>BJ002400 ID   BJ002400   standard; mRNA; EST; 474 BP.
GCGGAGTTCTGGTCGGGTTCTGCTGTTTGTCCCAGAGGAAGCTGCTTCTTCTACGACTGT
GGCTCACGTGACCCGGCAGAGATGGGCAGGAAGGTGACGGTGGCCACGTGCGCGCTGAAC



CAGTGGGTTCTGGACTTTGAAGGAAACACGGAGCGAATCCTGAGAAGCGTGGAGGCGGCT
AAAGCGGGCGGAGCCAAGTACCGCCTGGGTCCGGAGCTGGAGATCTGTGGTTACGGATGT
GCGGACCACTTCTACGAGTCGGACACGCTGCTGCACAGCTTCCAGGCCCTGAAGGTTCTG
CTGGAATCTCCTGTCACTCAGGACATCATCTGTGACGTGGGGATGCCCGTCATGCATCAC
AACGTGCGCTACAACTGCCGGGTCCTCTTCCTGAACAGGAAGATCCTGCTGATCAGACCC
AAGATGCTGATGGCCAACTCTGGGGTCTACAGGGAGATGCGCTGGTTCTCGCCG
>BJ002402 ID   BJ002402   standard; mRNA; EST; 674 BP.
GAAAGTCTAAAGGAGGTGTCTGAGTACCAGATGGAAGTCCTGCAGCAACAGGTGGAGGCG
CTGCAGAGAAAGGTGAGAGCTCTCTCTGAGGAGACCCAGCAGCAGGCCCAGGAGCTTGCT
TTGTGGAGACTAGCCTCCCAGCCTGCCTCAGCACTTGATCAGTTAGTTATCAACACGGAG
GATGAGGGTGGGATGGCGGACGAGCGGACTCGCATCCAAACGCAGACCATCACACCCGAA
TGGCACAGTGAGGAGAGACGAGATCAGGTCACAGTCATTCGAGAAGATGAGTTGTCCCTC
TGCTGCTCCTCCAGCAAACTTCGGGGCTGCATTTTGTTCTCCAGGCTGCAGAGCATTCCG
GAACCGAAGGCCCTCCACTCCTGTGAAACAACACAGAGACCTCAGGAAATCAGACTTGTT
GAAGAGAAAGAAAACCTGGAGCTGAACCTGCCAGATGCCTCCCCAGCACAGCACACGGCA
AAGAAAAATACTGAGCTCCTCCAGATGTCATCACACNAAGCTGGCTGAACAACATATAAC
CGGAGATCAGCGTGACCATTCAGGACCAAACCCATCCCAAGTGATGCACTGTTACTCTGG
AAAACCTGATGTCAGCTCAAACTCTCCCAGAGCGGCAGCTTGATGTGAACAACACTAGCA
ACTCTGCAGACAAA
>BJ002408 ID   BJ002408   standard; mRNA; EST; 569 BP.
GCGGGAAGCAGGTAACATTAACCAGTCTTTGCTCAATCTGAGGACGTGCATCGAGATACT
TAGAGAGAACCAGATGTGCGGCACAAACAAGATGGTGCCTTATAGAGACTCCAAAGTGAC
CCACCTGTTTAAGAACTACTTTGATGGAGAAGGAAAAGTCAGAATGGTTGTTTGTGTCAA
TCCCAAGGGTGAAGACTATGAGGAAACTCTGCTGGTGATGCGGTTTGCAGAGATGACTCA
AGAAGTGGAAGTGGCCCGTCCTGTAGACAGGCCCATATGTGGCCTCACTCCTGGGCGTCG
GCACAAAAACCAGGCATTTAAAGAGGAGTTGTGCAAGCTGGATGAGCGCGGGGCTCCGGT
AGAGACTGACTTGACCGCCTTCCTCAACAACCTGGTGCTCAGCCTCCCACCTCTGCCTTC
CTGTGAGCTGACCGATCCGAGCGATGATGTCACTCTGCCTCGGCTAATCGAAGCTCTGCA
CAATAGACAGAGGATCAGACAGACCATAATAGAAGAATACAACAGAGCAGCCAACACAAT
GAAGTCTTTGCTGCAGGAGCTGGACTCCA
>BJ002419 ID   BJ002419   standard; mRNA; EST; 516 BP.
GAAAAGATTGAGTCTTAGGTAACACGTGTTCCACAACTAAAGCGGGTTACGGAGTGAGGC
CTATCCAGTTTTGTGAGATTTAAATTAAGTGCGTCTTCCGGGTCCCATAGTCGTTGTGAG
CCACACGTGCAGGGGCCTTAGGCTAGCAGCACGTGGCGAAGGGATGAAGCAGCCAAATGA
GACCGGGCCTTGGAGCGCCAACAAGCGGAAGGTGAGCAGTTTGGTCGCAAAAAGTATCAT
CATTCAGCGCCGCAATTAATTGCTAATTTAATTAGTCGTATTGGTTCACTCATTTGATTT
GTTCGGTTTTGTAAGGACGTGTGCGCGCGCCCGTAGGCATTGGTTCGCCCTCTTAATGCT
GAACTGCGGGTAGTGCTACTCTTTAGGACTGGTGACCTGGTGTTTCAGAGTTGTAACTAA
GTTTTATAAATTTAGGATTATAAAAAACTTTAATCAGTAAGCAGGATTGTCTCATGTCTT
CTAGGACATAACCCAACAAGGAGCAGAAATGAGGTT
>BJ002440 ID   BJ002440   standard; mRNA; EST; 525 BP.
GCACAGNACTGAATATTTGACATCTGACACTGAAACAATCCTGATATTAAACTCAAGAGG
GGCTACGGGGGAAAAAAGAAAACACCTTCCCTAAAATGTAAATGTTCAAATCAATAAAAA
AATTAAACTAAATTAAACTTGTAAACATTTGACAGATTTTGACAGACTTATGTGGGAAAA
GGTAGACGGCTTTTTGGGGCAAAAGACTTCTGCAGCATTATTCCATAACTTCACCATCTG
AAAATGCTTTGAATGTTTGCAGCAACTTTTATGCAATAAGGCAGCTGTCACTGCTCCATC
ATGATGTCACGGCTGCAGTAAATGCAGACGGTTGTTCTTCAGTCCAGATAATAGTTGGTA
AATCTCCTCTTTTCTTAACTGCAAATGGTGAGACTTTTCAGTATGGTGAGTCATATAGTG
GTGAAGAAGGTTATATCTGTTGATGACATACCAAGCACGTTGGTTTTGCATTCAGCTCCG
TGAACAAATAAAACTCTTTCCATTTTTCCTGGAAAGCTCAGCACT
>BJ002442 ID   BJ002442   standard; mRNA; EST; 449 BP.
GGCAGTACAGTGGCCGCCCGCTCTTCCTCGGCTAAAGCACCGAGATAGATTGGAGACATG
TACAGGCGGCCACTGCAGGCTGCCATCCGGAACGTCGTTCACGCGTCAGCCAGCAGAGCG
GCTCGCGGAAAGGTCTTGGAAAAAGAGGCCTGTTGTGGAGCCATGGCAGCCTGTCAGTTG
ACCACAGCCAACCCTCCCCAGTGGGCGTCATGCCGGCCTCTGCACACTGCCACACAGGTG
ACTTTGGGCTAACGAAACCTCATCGACAGCCTTTTCTGGACTTGAAGATTCTCAAAGATG
TTCCTTGTTTGGATGGAGGCTATCAGAGCAGGTCTATTGCAGGACAGATTCTTAGATCTC
TGGCCAAAGCTGCACAATTACAGTACTTGATTGAGTTTCTCCCTGCTCTGTTAAGCCTTT
AGACACCCCCCCCCCCCCCCCCCCCTTTT
>BJ002460 ID   BJ002460   standard; mRNA; EST; 572 BP.
GCAGGNAATTCGGCACGAGGCGCTCACGGGGCTCCGGGAATTCTGGAAACTCTGGACATT
GTCAAGACCATTCGTCAGGTTCATCCCGCCGGTGCGAGGAGGGCAGCGGCAGATGTGAGG
GTGAAGAGGCCGGGCGTATAAAAAAAGGAAGTCCCGGAGGGGGGAATCGGCTTATGCCCA
CTGAGATGCCTGAGCACCAATGTTGGTCTGCTGTCTCGAACAAGCTGCCTTTCTCCACGG



CGACACCTCCCCTCACCCCGAGCAAGATGCCCCGCTTTGCCTACCCGGCTGTTCCTAGCA
AAACCAACCAGCTGCAGTCCCCAAACCGCCTGGCCCCCGCTCCCCCCTCATCGCCATCCC
CTCAGCGCTCCCCCACCAAGAAGGCCCCAGCAGTCCAGCAGGTTCAGACAGGACTAAACG
GCAGCAGCCAGAGAGCACTTTTTATGCCTCTGCCCGGAGCAGGTTCTGCCCCCCCCGCAC
AGCCCCCAGTAGAGCTGGAGTCACAGAAGAAGCGCACCCAGAGCCTGACTCGCTATGCTC
TGTCCGACGGAGAGCCCGATGAAGATGAGGAC
>BJ002481 ID   BJ002481   standard; mRNA; EST; 675 BP.
GGTCTTTATNAATGGCAAGAAGGTGCAGGTGGAAGATGCCGATCCAGAGACGATGCTGTT
GTCCTTCCTCAGGCAAAAGCTGAGGCTAACGGGAACCAAGTCTGGCTGTGGGGGTGGTGG
CTGTGGGGCCTGCACCGTCATGGTGTCGCGCTACCAACCTGCAACCAAAACCATCACGTA
TCCTTCACAGCATTATTGAAATTTATTGACAATCATGCTCATAAAGGTTTCTGAGAGACT
GAAAATCAGAAAACGGAATCCAAAGGAGACCGGTGCGGACTTTAAAAGACCTGCCAATCA
AAAGACAGTAAAAGAAATCGGAGGGGCTTAAAACATTTTCATGCTAATACTAGTTCTAAC
CTTAATAAATGTCTAACAAAAAAAGATAGTTAGTTAGACAACGTTATTTAGCCCTTTGGG
AGGTTGCCGCATGGAAATTGACATCTCCATCGCATACAGCACTGGTTGACATGCATATAG
GAAAATTTCTTTTTGTAATTTTGAGGGGAATTTAACCATTTTTTTTTTCCTAAAACTACA
AAATAAAATATCCCTAGTTTTACAAAATAAGAGTTTACACAAGTNCCAGAGCTGACTTTG
AAANGGGCGTCCTACCATAAGACATTAGAGGAAATGGGAGGGGCTTAAAACATTTACATG
TGAATGCTATTNCNA
>BJ002485 ID   BJ002485   standard; mRNA; EST; 563 BP.
GGTAAGATGTTAGTGGAAAGAGGCATCATGGCCCCAGCAGGAACCCTGTCCTCCACACGC
AGCAGGTCAAGCGGGCAGCGCGGCAGGGGTGCCATGGAGCTCACCAACCCCCATCTCCAG
CCCCCTCCAGGGAGCAGAGCCAGGGTCCCCCACCCAGAGCAACCAGGACCCCAATGGGAA
CCCTGGTCCTTAGACGCCGGACCCCCAACCCCACCAGAAGAACCCCACTTACCACCAAGC
AACTAGCAGCAAGGAGCCACCCCGCCACCCAAAACCCAGAGGCACAACCCCCCCACCACC
ACCACAGGCAAGGATCCGGCCCCGGCCGATGGGGCATCAGACCTTGGCCCTTACAACCCT
AACCTAGACCAGACCACCGCATCCCCCACCAACCGGCCCAGAGGAGGGGCACACAAGCCA
CCCGCCCCGCTAGGTGGTGGGGCGCTACTTATGGCGGACCAGAGGGACGGAAGTTGTTCA
ATATCATGTTTGTTGGTGGTCTATGTGAACTCCATACTGATGGGGTCCAAAAGCAGATTC
TGGAATTGATTAAAACTGATGCC
>BJ002503 ID   BJ002503   standard; mRNA; EST; 479 BP.
GAAAGAGTGGCCGGGGATCCTAAACTGCAGGCCGCACTTAGCTTACCGTCAAAAATAAAC
TAAAAAAGTAACAGACACTTTCTGCAAGAGGGAGGCACAAGAATACAGTCAGAAGACGAC
GTTATCAGATTGAGTTAATTGATGGAAGAAGGCATGCTAGTTATCGTGTTGGTTTTATTA
TAAAGATCTCACTAAATGTGAAGTAAGTTTTTACTGGATCAAAACATGGATCAAGGAGGA
GGGGTATTGGAGCTGCACGCTCAGGAGCTGAAGATGCCGCATGCTATGATCATGCAAGAC
TTTGTTGCAGGCATGGGAGGTCTTGCTCACATTGATGGCGAGCACATTGTGGTGTCCGTG
CCTGAGGGGATGCTTCTCTCCGATGTGATGACGGACGAGGGCATTCTCCTGGAGCATGAG
CTTGAGGTGGAAGGTCTGGAAACCCACGTAGTTGAAGGTCTGGAGGCGGAAGTGGTTGA
>BJ002505 ID   BJ002505   standard; mRNA; EST; 555 BP.
GGTGACACTCTGCTGCGCCTCACCTTCATCACCTTCATCATGTTCCTGAGCGGCAGCGCG
CTGCGCGTGTCCGCTAAGGTGTTTCCGCGGTCCGCTAGGAGAGGCATGGTCACGTGGCAG
CAGCTCCCGACTTCCGCCGTAGCGCCGGACTGGGCGGGAATCGAACCGCCGACCCGCAGA
CACAGAACCGCCAGACCGGCCCACGCGGTCTGGCTGTTGTCCAGAGGAATTCACCTGAGC
CCCGGGGGGCGGAGTCAGGGGGAACCGGGCCCGGTCAGCGGGCCGAAGCGCTACGATTGG
AGCGGCGAGCGCTGGCTGTACTACCACGACGGCGTCAGCCTCCACCAGCTGCTGTCCCAG
GAGTTTTCCCTCATCTTCAAGAGGAACATCAACCTGCTGGACCTCCCTCATTCCTGAAAC
GGACCTCTGCGGAGTTCCGCCACTGTCGGCTGAAGGAGCCCCAGGTTTGATCCCAGAACA
CCTCAGAGGAACCAGGATGTTCCGGAGCAGCCCGCGTCACGGGGAAAAGAGCGTTCCTCT
TCCTCTGCAGGTTCT
>BJ002509 ID   BJ002509   standard; mRNA; EST; 482 BP.
GCAAAGGTGCAGATGCAGGAGGTAAAGATGGAGGAAGCTATGAGCCACACAGCAGCGCAC
AGCCAGCATGGGCAGGACGACAGGGTTAAGCTGCCCAACTTGACAGACGAGGAGGTGAAC
TGGCAGGAACTGGAGGATTTGTACAGCATCAACGAAAGCCTGTATGAGCACAGGCCCGAC
TACAACCCCAGCCCAGACAACTGGGCCAACTTCCAGAAGGACGCAGATAAAATGTTTGCC
CTGCTACACGCTTTGAACAAATTCAACCAAACCTGGAAGCTTGACGACTCCACCCTGCCA
GAGCTGGGCTCTGGGGCCGGGGGTGGGAGCCTTGAAGAGGGCAGCGGAGAAGAGTCCGCC
TCCAGCAGTGACGCTGGGCCAGGAATGGCAACAGAAACTGGTCTCGCCACCCCCGCCCCC
AGCAGACACCAGTCAGAACCCCCACTACCAGAGCAGAGGCTGGAAACAGATGGAAATGAC
CT
>BJ002521 ID   BJ002521   standard; mRNA; EST; 616 BP.
TTCGGCACGAGGGTGGAGCAGGGGAGGGGAACCGGNNGCTGGCTGAAGGGAGAGACAAAA
GAAGGAGAGGGGGAGACGCAGCGGGGTGAGCGGAGGGGACCGAGGAGCAAATGGCTACGG
AGGAGACGGCGGGGGGAGCCAGGAAAGCCACCAAGAGCAAACTGTTTGAGTTCCTGGTCC



ATGGGGTGCGTCCTGGCATGCCGTCTGGAGCAAGAATGCCCCACCAGGGTGCTCCCATGG
GCCCCCCAGGTCCCCCGTACGGAGGGAGCCCTGCCGTGCGACCCGGCCTGCCCTCCCCGG
TGATGGAGCCCAGTCGCAAGAGGCCCGCCCCCTCCCAGCAGGTCCAGCAGCAGCAGCAGC
AACAGCAGCAGCAGCAGCAGGCCGTCCAGAACCGAGCCAGAAATGCTAAGAGAAGGAAAA
TGGCAGACAAGATTCTTCCGCAAAGGATCCGTGAGCTGGTCCCGGAGTCCCAGGCCTACA
TGGATCTGCTGGCTTTCGAGCGCAAACTGGATCAGACCATCATGCGCAAGCGCGTGGACA
TCCAGGAGGCCCTGAAGAGACCCATGAAGCAGCAAAAACGAAAACTGAGACTTTACATCT
CCAACACCTTCAACCC
>BJ002526 ID   BJ002526   standard; mRNA; EST; 649 BP.
TTCGGCACGAGGTGCTCGTACAATTGTGGACACCCTAACTACCGGNGACATGAGACGAGA
GTTGGAGACCCTGATCACCGAAACCATGACTGAGGTGACAGAGTACAAAGAGAGTGTCCT
GAGCAAGCTGGGACCCATCACCACAAGCACCAGTGGCCAGATGAATGAAGACCTTAAGCT
TCTGATCAATAAGCTGCAGAAGGACATGACTGATGCTAAGGAGCGCAGTGCTGAATACCT
AGGAGAACTCAACACCATGGTGACCATGAATACAGATGATGTTCGCAACCGCATCACTGC
CTACACCAACAAGCTGAAGAAGCGTCTGACCAAAGACACAGAGGAGATCCGCGAGCCACC
GGAGGTGGACCTGAAGAGCATCGTGGTGGAGTTCACTCCCGACCAGGTGGAGGAGTTCAA
AGATGCCTTTTCCCTCTTTGATCAGACTCCCACGGGGGAGATGAAGATCACCTACGCTCA
GTGTGGCGATGTCATGCGCGCTCTGGGACACAATCCCACCAACGATGAGGTGCTGAAGCT
GCTGGGCAGACCGAAGGCCGAGGAGCTGAACGTCAAGCTGCTGGACTTTGATAACTTCCT
GCCCATGCTGCAGCATGTGGCACGCTCCAAGGAGCAGGGCACCTTTGAG
>BJ002528 ID   BJ002528   standard; mRNA; EST; 460 BP.
TGGGTGTTGAGGTTTGAAGACACCAGCAAAACAATAATACAGCTTCATGGACCAGTCTTT
CTAAAGTCCTAAATTTATACTGTGGACTAGTGAGAATGTCAAAATGTGTTTTTACTGTTT
TCTGAGGTGGACCATGTGTTTGGTTGGAGCGCTATCGCCCAAAACCAGAGCTGAGCACAA
AGAATGGAGAGAAAAAAATACGACTGCCTCTTTCTCCTTGTCCACCCAGCATGTTTTGAT
GAGCACCTGTCCCTCTCACAAAACATATCTGTACACAAAATATTAACAGCTTTTTCTTTT
TGCCCTTCTATGGATTTGCAATTTTTTTTTCTCTTCTCTAAACACAAACCGCTAATTTCA
CTCTTTTTGCTCTACTTCTTCTGGATACCTGATCTGCATTTGCTCTGCTGTTAAGTGTTC
ACACTTGGAAGATAAAAGAGACTCATCTTCACAGGAAACC
>BJ002530 ID   BJ002530   standard; mRNA; EST; 561 BP.
GGTGACATAGCTAGGTAGCCATAAAGGTAATGGAGATGAGCAGCAACAGCGAGTGCTTTG
GTTGCGGACGCCCTGGGCACTGGGTCAAGCACTGTCCCAACGCCAGTGGGACGCGTGGCC
GTGGCAGGGGCCGGGGACGAGAGCTGTTCTGTTATCGCTGTGGTGACCAGGGACACATGG
CCAGGGATTGTGACCAAACTGAGGATTGCAAGGAGCCCAAGAAGGAAAGGGAGCAGCTGT
GCTACACCTGCGGCAAAGCTGGCCACATGGCGCGTGACTGCGACCATGCCAACGAGCAGA
AGTGCTACTCCTGCGGTGGGTTCGGTCACATCCAGAAGCTTTGCGATAAGGTGAAATGCT
ACAGGTGTGGTGAGATCGGTCACGTCGCAGTGCATTGCAGTAAAGCCAGCGAGACTAACT
GCTACAATTGTGGAAAGGCAGGCCACCTGGCAAAAGAGTGCACCATCGAAGCGACCGCAT
AAGCAGTGCCCTCTGTTGCCCCTCCTTTATTTTTCGGATTGATGGTTGGTTGTATTATTT
TCTCTGAATCCTCTTCACTGG
>BJ002536 ID   BJ002536   standard; mRNA; EST; 626 BP.
GGTGTTCTCTCTCTTTTATACTTTTGTTCTTTGTATCAAAAGGTGAGACATCCGTGGTTC
AAACACAGCAGACTGTGACGGCAGCAGCTGGAGGAGAAGCTCATCTCAGCTGTCGACTCA
CTCAACCTAAAGACGTCCTTCAAATCACGTGGCAGAAAATTGTATCGGGAGTAGAGGAAA
ACATAGGATCTTACAGCGAGCTGTATGGAGAAAGAGTGGTTTCTAAATTCAAAGGAAAAA
TCCTCATCAGCAGCTTTGGGATGCAGAACAGCTCCATCGTTGTGAGGAACGTTTCAGAGG
AGGACGGAGGATGTTTTCTCTGTTTGTTCAACGCAGACCCTGAAGGGGCTCTGAAAGGAA
GAACCTGCCTCCAAGTCTACGGTAAAAAGATGTTGGAGCTTCTTCCATCAGGTCTGGATG
TGGAACCCGGATCTGTTCACGGCCGTGGCAGACTGGCTGTAATATTGATAGCAGTCATGG
TGGGAACAGGTGTAATCTCTGCCCTGATCTTCTACATGTGGAGATGTCATCCACAGAAAA
GGTCATTTTGGGGGAAAAAGTAAGACTCCATCCTTTCTATCAGTCCTGACCTGCAAAGAT
ACTTCTCACTTTTTAGTCTTTAAATG
>BJ002540 ID   BJ002540   standard; mRNA; EST; 647 BP.
GGCAGCGGGTCCTGGTCACCTAAGAGGCCGGATCGACCCCCGCCGGCGGATCCCCAGCGC
TGCCAGAGGGTCTGTTTGACCCGGGGGAAGATGGAGACCCCAGGTAAACTTTTCCCACTG
CGTGGCAGGATTGGAGGCGACGGCCGCACAGAGAGGTCATTCATCAGATGGTCGCAGATT
TGAACCTGGACCCCGCAGATCAGACTCTGTTTAGGAGCACCGAGACTTCGGAAACATCCA
GAACGATGTCGAGTTTCTCAGCCAACAGGCGCATCGTCACCTGCCTGCTAGTCAACCTCC
TGTCCTCCATCTGCATCGTCTTCATCAACAAATGGATCTACGTGCACTACGGCTTTCCTA
ACATGACGCTAACGCTTGTCCACTTCCTGGTCACCTGGCTGGGGCTCTTCATCTGCCAAA
AAATGGACATTTTTTCCCCCAAAAGCCTCCAGTTGGGCAGGATTGTGTGGTTGGCCCTCA
GCTTCTGCGGCTTCGTGGCCTTCACCAACCTCTCCCTGCAGAATAACTCCATAGGAACGT
ACCAGCTGGCCAAAGCCATGACCACCCCGGTCATCATCCTCATCCAGACCACCTACTACA
AGAAGAGCTTCTCCACCAAGATCAAATTCACGGCTGGTGCCCATAAC



>BJ002551 ID   BJ002551   standard; mRNA; EST; 515 BP.
GCAATGCGGAAGCTTCAAATAATTCATATCGGAGTTTAATGGAATTTGTGCTTTTAATTT
AAAGATACGACAATAAAACGTTACATTAATGCATGTTAGGTGAGAACAGGTAAACTGTAT
CGTGTGCTTTTGTATTTAACCGCCGTAAACTGTAGGAACTTGGCGACATGTCGTTCGTGA
CGTTCCTAGCATAAGTTTCTCATTCAAAAAGTGCCCGACGACCAACCAGCGCGATGAAAG
TACGCTCGTCCGTCTTCGCCTCCTTTATTTTAATGCTGGAAGTTCTCGGCGTGGCCCTCT
TCCTGCGTGGATTCTTCCCTGTTCCCGTGAAGTCGTCTTTGTCCTCCAAGAACAAGCTGT
CGGACCTGCCGCCAGAGCCGCTGACAGGAGGCTCCTCGAACACGTCGGGCGCCCCCAAGC
CCCTGTTCAAACGGGTGGTTGTCATGTTGGTGGACGCCCTCCGGGAGGACTTTGTGTTTG
GTCCCAATGGACCCATGTTTCTGCCCTACACGCGA
>BJ002555 ID   BJ002555   standard; mRNA; EST; 532 BP.
GGAAAACTGTGGTTTTGGTGACAGGAGCCAACAGTGGCATCGGCCTGGCTCTGTGTGAGC
GTCTCCTCTCAGAGGCTGCAGAGGGTCTGCAGCTGTGTCTGGCCTGTAGGAACATGCAAC
GCGCCCGGGCTGCTCGACAGTCCCTCCTTGCCTCTCATCCTTCAGCTCAAGTGGACCTGT
TGCAATTGGACACCAGCAGCATCTCCTCTGTTATCAACGCTGCACAGGAAGTCAAACTCA
AGTATGAACGACTGGACTACCTCTACCTGAATGCAGGCATCATGCCGAACCCACAGTTTG
ATGTGAAAGCCTTTTTCAGAGGTCTCTTCTCTAGTGGAGTCACAACGATGTTTGCCACGG
GTGGTGGGATTATCACTCAGAGGGATGGAGTCACTCCTGATGGCCTGCGGGAGGTTTTTG
CAACAAACCTGTTTGGTCACTTCCTTCTAGTCAGGGAGCTGGAGCCAGTGCTGTGCCGCG
CAGGTCAAACCTCACAGCTCATTTGGACCTCTAGCAACAACGCTCATCGCTC
>BJ002557 ID   BJ002557   standard; mRNA; EST; 556 BP.
GAGAATAAAAGTTCACCGTAGGAGACATGGAAACCCTCTAGTAAGCGAGGCCGACTGCGT
CCTCACAGCGAAAAGACCTCAGAGGATCCGGGAGTTGGCGGCAGTGACCCGGCCGAGCCG
ATAAGTTCAGGAAAAGAGTCTTCATCTGAAGCGATTGAAACAGAATCACAGAGGCTGGAC
GACGTGGAAAAAACCAAGAAGAAGCTACAAGAACACCGGATACGACCCCCCCCTCGAAGT
TTCCGTGAAGGTGGAAGGTGTGTGTGAGCTGATGTGGATCCAGTCAATCCAGCAGCATGG
ATCAGTGGGAGGAACCACAGGAGGGAGCCCCTCCTTCTAAAAGCAGAGATGGTTACCATG
ACAACCAGAGCAAAGCTCAGAGGAACCAACCTGGACCTGGACCTGGATCTGGATCTGGAC
CTGGATCCAGCTGGGGGTCCAACAGGAGTGAAAGATCAGATGATTATTTAAATGCATATA
AAAACATTCGTTCAAGAGTGAGACAGATTCAACAGAGATTTGGATTGGGATCCAGTTGGG
GGTCCAACAGGAGTGA
>BJ002568 ID   BJ002568   standard; mRNA; EST; 355 BP.
GACTGAAAGGTGAGCTTTAGATTNTAGTTCTTTGAAAAACGTAACTTTTGTTATTTTAGC
ATTATTAAATTTAAGTTCTTAAATCCGAGAAGTGAAATTTTTGAGCTTTTATTAACCCCT
GAAAGGCTTGGTTAGCTGCCTTCAGTTGTATGTTAACGAGCACGTGCGTGGTCATCATNA
CATGTTTGAAAAAGAGACCCATGATCATGATCATCTCGTGGACACTGCCTGGAGACCGCA
AACGGACCCTGACTTCTGAGCAACAGAGGACAGAAGCTCTCATCTNCTGTCTGTGGTAAT
CACTGGGTGCTCATTCACCCCCCCCCCCCCCCCCCTTTTTNNNCCNNNTTTTTTT
>BJ002572 ID   BJ002572   standard; mRNA; EST; 493 BP.
GCCCAGTGTGAGTGGAAGTCTGACATGCAAACACCAGGCAGAGATTTCAACAATCTAAGT
GGTCACAGCTACTCAGACATGGTGGACACCCAGCAGCTCCTTGCTTGGCCTGTTGGTTTT
AGTCTGAGCACCGTGGACCTGCCAGAGTTCAACGACAGCTCCCACTGCCTTGACATGAAA
CATTTGTCCACATCAGACTACGCTTCCATTTCCTCCTCTTCCATACCTTCCTCCTTGTCT
CCCCCACTTGTGTCTTCGATGTCGTCCACTGGCATGGCCTACGACCCTAGTCCGCCACAG
AGCGAGGACCACCTGACCAACATGGACTATACAAACTTGCACAGCTACAGGACAGAACTA
GACACCCACAGTTCAGTCAAGTTGGAGCCAGATTCACCCCCTCAGTACTCGGACAGCCCC
GTGTTCTCCAAGCTGCCAGAAGACACGCCATCATCATCGTTGAACATCGAGTGTAGAGTG
TGTGGGGACAAAG
>BJ002573 ID   BJ002573   standard; mRNA; EST; 659 BP.
TTCGGCACGAGGCTGAAACCGACTCTGACGATGAAGTTTACATCACCTCACTGCCGTCTG
GACCGACGGCCAGAGCAAAGGTTCCAGGAGAGGCATCTGAAACGGACAGTGAGGGCGAAC
CGCAGCCGCCGGCCGCCCGAGACCCTGCAGCCGGACAGGAAGGCGGCCAGATCTTCAAGA
AGGCCCTGCCTCCTCTGGTTGTGGTCAGGGACCATCTAGATATTCAGTCTGTAGTGGAAG
ACAGGCCGAGCCCGTCGTCCAGGTCACATGGTGCGAGGTGCAACATCTCAGCTGAATGCC
TCCCAGAGCGCCATCATCAACGCGTCCCACAGCATCAGGTTAATCCTGGATGACCTCAGA
GCCGTGTCCGAGAAGATCGACATCATCACAAGCTGTCAAATACTGTCTGATATTAACATT
AGTATCCCTAACAGTTTAAACACTTCTATACCTTAACGAAATAAATATTATGTTTTAATG
TATTTGTGTCCATTTATAGCCAATAGGTCCTTTTCTGTGAGCAAAGGTGGAGATTTTTGC
TACAGGGGACCAGAAGTAAAGTTGTATTTATACTATAATATCCTCTAATGCTATGTGCAG
ATTACTTTCGAGTATTAACCGGAGATTATGCGTCTTCATTAATTACTTCCTCTGCTTTG
>BJ002575 ID   BJ002575   standard; mRNA; EST; 171 BP.
TTCGGCACGAGGGAACGTCACGCGACCGGNAGGGGGAGATCGGCAGGTACAAGTCTATCC
CCCACCACCACAGAGGGGAGGATGACTCTGGCAGGTACTACAGTTCGAGTCGTAATCAGA
GTCCTGAGCACCCCCTCTTGTTGTGTGTGTGTGTGGTGGTGGGGGGGGGGG



>BJ002576 ID   BJ002576   standard; mRNA; EST; 685 BP.
TTCGGCACGAGGCCGGTCCGAAGGCAAGCAGCAGANAAGCCCAGTAAAAGTCAAAATGCG
AGGCGGCGATCATGGCGGCCCAGAGGAGTTGAGAAAGATGTGGAATATAAGCTGTTGGGA
GGACTTCTGACATTCCGTGTCTTTCTGCAGCACGGTGGAGATGTGTCTGTGAGGCACATC
CAGGAGCTTGTTGACGTTGATAAGAGTAAAGCAGAAGGAGACCATGTGCTGCCTGCAGAA
CAAAACAGGGCTGCTGCAGTAGATGGAGGAGATAGGTGAGTAGAGTGTCATGGCAAAGAC
CTTGTCAACAGATAACTATCTGCAAATAACAGCTTGTGCAAGTCACTGCGGCTCAGAGGC
ACAATATCATGTGTGACACTCAATTATTATTACTTTGGATCTCTTTTATACCATCATTTG
GGATATATGATGCTAAATGACCCCTTTTTTGAAAGTAGCAAGTTCAGTCCTTTTATTTTT
TTCCAGTTAAAGTGGATTTATGGCAGCTATGAAAGATTATTTGATTGTTTTTTTTGTTAA
ATTCTCACACTTACAGACAAAAGTGATATTTTTTAACACAGTTCTCTGTCTGCTAATGAT
CGAATGTCGTTTTCTTTTTGCTTTTCTCTATTTATTATTTCTATAGCTGAAAACATAGTT
AAAGAAAAAAAAGGATAATCTTGTT
>BJ002580 ID   BJ002580   standard; mRNA; EST; 575 BP.
GGTAACTTGCTGAATCCTCCATCTTTCCTGCTGCATGGTACCTAAAAGAAAAAAAGTCTG
CACCAAAAGGCCTAGAAAGAGGTGAACCTTTCCCAAAGGGAGGAGCGTGAGCGCTGGATC
CGAGCAAAGTACGAGCAGCGGCTCTTCCTGGAGCCACTACCAAGCACCGACCTTTCTCTT
GGCCAACAGTTGCTAAGGGCAACCGCCGAGGAGGACCAGCGCTCCGTCGTCCTGCTGCTT
GCCCACGGCTCCCGACAGCAGGTCAACGAAACTTGCGGGGAGGGAGACGGACGCAACGCA
CTACACTTGGCAAGCGGAAAAGGCAACGTGATAATTGCACAGCTGCTCATCTGGTACGGT
GTGGATCTGATGGCGAGGGATGCCTGTGGTAACAGCGCCTTGGCGTATGCCCGCCAGGCC
AACTGTCAGGAGTGCGTGGACATTCTGGCTCAGTACGGCTGCACAGATGAGCGACACCCG
CTCGTTGCCACACCCAATCTGTCGCGTCGCAACACAAACCGCAACAACAGCTGCAGCAGC
ACCGGCAGCACCGCACTTATATGAAAGGACTCTNC
>BJ002586 ID   BJ002586   standard; mRNA; EST; 576 BP.
GGATTTACATAGTTTGCGACCCTAGNATGCGGCTCCAGACTGTCTGTTACACCGGCACAA
ACACTCATAACATTTCTGCGCCCGGCAGCAGTCCCTGCTTTCAACGGCTCCGCGGGGCCC
GGTGAGGCGCGGCGGTAGCAGATGGAGCCTGCACCGGCAAAAGCGAAGCCACAGGGCCGG
CTCCTAGTGTCCACCCAGCTGGACGCCAGAGACGAGTTGGAGGAGAAATTGGAGCGCTGT
GTGGTTATTGTCCAGGGTTTGACCAATGGACTCTCTGAGAGAGAAGCCAATGATGCACTT
AATGCCAGCGTGTGTAAAGGTCAGCAGCAGCATGAAGAGGTGTGTCTGGGTTTGTTCACT
CTCGTGCTCATAGAGGCATCTCAGGCCCAGAGGTGCTACAGAGACCTAACGCTTGTCAAC
AGAGATGGGATGAATGTAGTTTTGGGGAAAATCAACCAGATTCTGATGGAAAAGTTCCTT
AAATTACAGGATACTCCTAGAACACAGCTGGTGTGGCTGGTCAGAGAGCTGGTGAAGAGC
GGAGTGATCGGAGCTGATGGTGTCATTATGACGCTC
>BJ002602 ID   BJ002602   standard; mRNA; EST; 504 BP.
GCTAGTTAGCAGTTGGAGGTAGGCAGCTAGCCGGAATGACGCGGCTGATAGGAAAGCCGC
ACGCCCCGCGTGCCAGCGACTCCTCTGCTGTAACCCTGGAGAGATGACCGTTAGACCCCG
CGGAAACCGGCCCGATCCCGGGCTTCAGGAAGCGGCATGGCTGCGGGTGTCAGTGTCCTG
ACTGAGAGCGGCGAGTTCACCGGTGATTCAGAGAGGCCAGCGCAGAGATGGAGACAGCTA
CCGCAAGAGTACCCACAGCAAAGTACACCAAGATGGGGGAGACTCTCAGACACGTCATCC
CCGGTCACATGCAGTGCTCCATGGCCTGCGGGGGCAAAGCCTGTAAATATGAGAACCCGT
CCCGCTGGAGGGACGAGGAGCAGGCCATTAAGGGCCTGTATTCATCCTGGATTACTGACA
GCTTGCTTGCTATGGCGAGGCCTTCAACTGAAATCATAGAGAAATACGGCATCATTGAGC
AGTTCAAGAGATGCGGTTTGAAGA
>BJ002603 ID   BJ002603   standard; mRNA; EST; 641 BP.
ATTCGGCACGAGGAAGCAGAGGAGGTGGATGAGGAGAAAGGCTGGCAGAGGAGGCCAGGG
TGGCTACGGCGGTGGAGAAGTGGAAGACGGCCATCAGGGAGGCGCAGACCTTTTCCCGCA
TGCACGTGCTGCTGGGAATGCTGGACGCCTGCATAAAGTGGGACATGTCTGCGGAAAACG
CTCGCTGCAAAGTGTGTCGCAGGAAAGGCGACGATGAGAAGCTGATCCTCTGTGATGAGT
GCAACAAGGCCTTCCATCTGTTCTGCCTGCGACCGGCCCTCTACCGCATCCCCACTGGGG
AGTGGCTCTGTCCTGCCTGCCAGCCCACTGTTGCCAGACGAGGCTCACGCTTAAGAAACT
ACAATGAAGACTCCGATGAAGAAGAGAACGAGGAGGAGTCTGAAGAGGAGGACTCTGAGG
ACGAGGAGGATGAAGAGGAAGACAATTACTACAAAGCCATGGGCCACAGCTTAAGACCAA
GGAAAAAAAACAAGCAGTCATCATCTCGCCAAAAAAGCTCTAAAAGCAAATCCAAGAAGC
AGAGCTCCTCCAGCAGTCAGAGCAGCAAGCCAAGGACGGTCCCCAGCAGCCCGGCGGACA
TCGACGAGCTGGTGCGACAGACCTCCCAGACTGGGCCGAGG
>BJ002608 ID   BJ002608   standard; mRNA; EST; 165 BP.
ACGAGGCTGCAGTGAGGGGATAAGGCTGGGGGGTGTAGCTGCACGTGCCCAAGGCCCCCG
CTAAAGCATTCAGGGGGGAGGGGGGTCCATCTGGGTAGAGTGTGTGCAGATCCCCCAGCC
TCTCCATCTTCAGATGACCCACAATTNCCCCCCCCCCCCCCCCCG
>BJ002610 ID   BJ002610   standard; mRNA; EST; 494 BP.
ATTCGGCACGAGGCGACTGCGCTGAAGGGGAGAACAACGCAGGAAAAAGTCCGTGAAATG
TTCGGTTCAGATTTTCTACATTTGACGGAGACTTAAGGAAATTGAAGAAAGAAGGTTTAC



AACCTCCCCCTCCCCAACTTCCTGCCCCTTCTTTGAACCCCCCCCTCCTCCAGCCATGAC
AGAGGTTACTGTCGTCAGAGAGGGCTGGCTCCACAAGAGGGGTGAATATATTAAGACATG
GAGGCCACGGTATTTCATCTTGAAAAGTGATGGTTCCTTTATTGGTTACAAAGAGAAGCC
GGATCTTGGAGACTCGACTTCCCCCCCACTCAACAACTTTTCAGTGGCAGAGTGTCAAAT
AATGAAGACTGAAAGACCCCGACCCAACACCTTTGTTATCCGTTGCTTACAATGGACCAC
CGTCATTGAACGTACCTTTCATGTGGAAAGTAACGTGGAGAGGGAGGAGTGGATGCAGGC
CATTCAGTCCGTGG
>BJ002612 ID   BJ002612   standard; mRNA; EST; 510 BP.
ATTCGGCACGAGGGAGAGCGTATCTACGTTGCGGTTAATAAAACTAAAGGCCAGTGAAAA
CCATAGACGTATATACAGTTGAATACGGGCAAAGTATATTGATAATATTTGTTTTTGGCC
GCTGGAACACATTTATAGGAAATGAATTTTGAGCAGCCCCCTCCATACCCGGGCGGTGGC
CCAAGTGCTCCAGGCTTTCCGGCACAGGGCTACCCACCGCAGGGCTACCCACCTCAAGGC
TACCCCCCGCAGGACTACCCACCTCAAGGTTACCCACCTCAAGGATACCCCGCAGGACAA
ATGGGGCCTGGAGCTCCGTACTCCGGGCCAGGACAGCCTCCTATGCAGGGGTATCCTGGA
CAACCGCAATTTGGCTGGCAGGGCGGGCCCCCTCCTGGCCCGGTTTATGGAGAGGCTCCT
AAGAACACAGTGTACGTGGTGGAGGACAGGAGGAGGGACGACACCGGAGACACATGCCTG
ACCGCCTGCTGGACAGCCCTGTGTTGCTGT
>BJ002635 ID   BJ002635   standard; mRNA; EST; 607 BP.
GCATGCTCTGGAGCGTGTGGGTAATTCTTTACAGATCCTGTAGGTTTAGGACGCGCACAC
CGCTCAGATGTTATGCTCACGCGCTTGAGCCAAATGGGGCTTTTGTCCCAGAAGATTTGG
AGTGTGCATGCCGCTCTGACGCTGATGATTTTACATTAACTTCAAAAGGAGAAGTGCCAA
AAAGCGGCGGAATATGTGGAAGACACATCCACGATGAACACGCCTCGTCACATTTCGAGG
CCGTACCACCAAGCAGATTGCATGTCGCAGTAATTGTGGGTTTGAACTCTGGCGTGTTGG
CTGTGCGCAGAAGCGTGTTTTGGCTCTGCCGGCTAGAAGAGGCAAACAACTCCAGTTGGC
GGGGAAAGTTTTGGGCAACTCGTGAACACCAGCTGGGTGCTTAGGAAGCTTGGCATGTGC
CGCGGAAAAGCGGCGTCAACTTAGATTCACATGTCGGACGTTGGATTTCACATCTTACAT
GTTTGCTTGGCAAACTTTTCTTTGCAGAGAAAATCTTTTTTTAAATGGGAGGTAAAGGAA
ATCAAAGCTCAACTAAGATGATGTGAGACAGAAATAAAACAAGCTGCAGTTATTTGTAGC
AGAGACA
>BJ002651 ID   BJ002651   standard; mRNA; EST; 653 BP.
GCAAACCTTTGGCCTACGTCCGTCAAGTCAGTGAGGACGACGCGCTGCAGGAGCTTAGTC
GACCACACAGGAGCAACTCGAAGGAGCAGCTCAGTGAGAGTTCCACTCACTCGCTGTCAG
GCCGTGGCTACTCGTGTGACAGTGAGACTGAAATTGAGGAGAAGGTATCTGATGTAGGAT
CAGAGAAACTGTTTTCTCCAACCGCACCTAAAGGTAAGATATCAGCTTCCTGTTTTTATT
CATCTTGTTGCATTTATTTATTCTTGTAACAACAGAATTGTGTAAATTGGTCCAATTATC
AAACTTTCCGAAGCTTCCGTTCACATTTAAATGTGAGTAGATGTAAACAAAAAATGATGA
GTGGATATGCTTTTTTTTGTGTGCCTGGGTGCATAAGTGGCGTTTTTGGACAGCCCTGCC
AAAGGCTTATCCCTCCTACATATTGGTTCATTAGAGGGGATTTAGAGCCTCCCTGCCACA
TGCTCCCACAAATGGGAACTTCCCCTCAGGCAATACAAGCTCTCTGACAGCAGGTCTGGG
CCATAATGGATGCTAAAGAAAACAGAAAAAGGCTTTGTCAGGCCCCTAGACAACACAAAC
TTTACATGTGCACACATGTAGATGATCAACTATTTGCTTATGCACGATCAAGG
>BJ002653 ID   BJ002653   standard; mRNA; EST; 564 BP.
GATTTATTCCGACGGAGCGGGTTCTTTTCGCCCGGCGTGTCTCGGCGGACATTCATGGAG
CGTCTCGGTCTGTAGCTCGTCGTTTCGCCGGGCGGGGTGGTCCTCCGGTGAACTCGAAGG
CCAAAAACGGTTTTCGGAGTGACAGCCCCGTTCGAGGCAGCAGGCTGGCTGTTCGTGTAG
CTGCTTAGCCTCCTAGCTAGTTTCCCAGACAGCTGCGAGCTGAGGGGTAAAAGCTCGAAG
GCCGTCTGAGTGTTGGCAGGGCAGAAGAGCCGGAGCTGGCGCTCTGCCCCCGCGACCGGC
AGAACCATGGCACACCTTCGGGACATGCAGAACCAGAACACCCACCTGGACCCGGAGGAG
TACTTCACCAAGCAGGAGCGCATCGGGAAGGGCTCCTTTGGAGAGGTCTACAAGGGCATC
AACAACCGCACTAAGGAGGTGGTGGCCATCAAGATCATTGACCTGGAGGAGGCAGAGGAT
GAGATAGAGGACATCCAACAAGAGATCACAGTGCTGAGCCAGTGTGACAGTCCTTATGTT
ACCAAATACTACGGGTCCTACCTC
>BJ002655 ID   BJ002655   standard; mRNA; EST; 691 BP.
GGAAGCATGCTCCTGGCCCAGATAAACCGGGACTCCCAGGGAATGTCAGAGTTTCATGAT
GCTGATGGCCAGCCCGTGACTCTCTGTCTGACAGAGGCTGTGACGGTGGGAGATGGAGAT
CAGATGGAGAGCATGGACACGATGGGCAGATCATGGATGGGCAGGTGATCCAGCTGGAGG
ACGGCTCCGCTGCCTACGTTCAGCACGTGCCGATGCCTAAAGCAGGAGGAGACAGTTTAC
AGCTGGAAGATGGACAGGCTGTGCAGTTAGAAGATGGAACAACAGCATTTATCCACACAC
CCAAAGAGACTTATGACCAGGGTGGCCTGCAGGAGGTGCAGCTGGAGGACGGCAGCACCG
CCTACATCCAGCACACGGTGCACATGCCTCAACCCAACACCATCCTAGCCATTCAGGCGG
ACGGCACCATAGTAGATCTGCAGGCCGAGGCCACGGCCATCGACCCAGAAACCATCAGTG
TTTTAGAACAGTACAACACCAAGGTGGAGAACATAGAAAACCCTTTGACGTCCTTTGGAA
GAGTGGAAGCAGACAATGAAGTCCACATGCGGATTGTGTTACAGGGTCAAGATAACAGGC
AGGCAAGAGTCTCGAATGTTGGAGAGAAGTCTTTCCGTTGTGATTATGAAGGCTGTGGGA



AGCTCTACACAACTGCACACCATCTTGAAAG
>BJ002684 ID   BJ002684   standard; mRNA; EST; 622 BP.
GAAGAAGTGACAGCATGTTTCCCTTTTAGGTCAGTCATCACAGNAGCCGGTTGGTTTACA
CTTTAGTTCCCACATCCTGCTCCAGAGGATGCTGTGTGGCTGACCCAGAGTGTCATCATT
TTTCCCCTCGATTCGTTGCGGACCTTGAAAACTCTTATTTTTTTTTAATCTTTACGCCAT
TGCAGGAAATATGGTTTGAATTGTTAAGTGCCATTAATGTTTTGTGTCTTTGCTTATCCT
AACACCATTCCCGACCCCCCCCCTCTCCTCAGGGTTTGGCTGAAAATGTTCCCTTTCTGC
CACAAGTTGAAATCATATCTATTGAATTGGAGTGGAGCAACTTTATGCAGAAACAGNGGC
AGTTCATTAAAAGTCAACCTGTTTGGCCTTTAGTGGTTTTGACAGATTTTGGCTGGTCTT
GTACGGAAATGCCCCGCTGAGATTAGGATTGTAGGTCAGTTCAGTTTAAACCGTTTCAAG
ATGCTGATTGTTTGAGTTTTAATCCGAGTATCCCTCTGGCACACGGGATCGCTCGTTTGA
GGCCTTTTTTTACTTGATGCATGTTACCACACCTGTCTTACCGTGTGATTTCTGCANAGT
TTAAAAAAAGAAAATCTCTCTG
>BJ002691 ID   BJ002691   standard; mRNA; EST; 539 BP.
TCTGCTCCCTTTTGGCTCCTGTCTTTACTCGAGTTTTTTGTTTTTTTGTTTTTTTTTCTT
CACCCAGCAAATACCCATATAAATCCCGAAAACGTGTATTGTTTGTGATCTATAATTAAA
AGTCCCTTTTCTCGTTTTCCTTTTCATCATGGGAGTCCACGGACTGTGGAGGCTGCTCGA
GAGCACAGGAAAACCAATCAACCCCGAGACCTTGGAGGGAAAGATACTCGCTGTCGACAT
CAGCATATGGCTGAACCAGGCAGTGAAGGGGGTGAGGGACCGTGAAGGCAACAGCGTCCA
GAACGCCCACCTCCTCACCCTGTTCCACCGCATCTGTAAGCTGCTGTTCTTCCGCATCAG
ACCCGTTTTTGTGTTTGATGGAGACGCGCCGCTTCTGAAGAAGCAGACCCTGGCTCAGAG
GAGGCAGAGGAAGGAGGAGTTGACCCGGGAGTCAAAACAGACCAACGAGAAGCTGCTTAA
AACCTTCCTGAAGAGACAGGCCATCAAAGCTGCTCTAGGAGATCACAGTAAAGATCCTC
>BJ002704 ID   BJ002704   standard; mRNA; EST; 700 BP.
GCATAATCCCCAAGGCAATGTTAGACCTAAGAGAGGAAAATTTCCTGAACCAACTTTTCT
TTTCCTACAATCCATATGGATTTTATTGAATTGAATAAAAGCAAAGGATTGAAATATTGT
TTAGTAATTATTGATGCATTTTCCAAATGGGTTGAAATTTTTCCATGTGCAACACAAGAT
GCTATTACAGTAGCTAAAGGTATTTGTAAAAGAATAATCCCAACTTTTGGCATACCACAA
GTGATAAGGAGTGATAATGGTACACATTTTGTAAATCAAGTGATAGACAAAATGGCTTAA
CATCTTTGTATTAATCTAAACAGACATTGTAGTTATCACCCACAGAGTGCAGGATTAGTT
AAGAGAACTAATAGCACTATCAAATCAAAGTTAAAGAAATGCATGGAAGAGACAAACAGT
GGCCTGACTGCAGGTCAACCTTTAACGCCTTTTGAAATGTTGTATGGACGTTCTTATAGG
TTACCAGACCTTGATCCTACACAGCAACATTCTCCAGATGATGATGCAAATTTAGTGGAT
TATTTGAGAAAAATGTTTACCACTAAAGATGTGCAAAGGACAAATCAAGTGCCAGATTCC
TTTTTATCTCCACAGGACACTTCACCAGTGCAGGTTGGTGACTGGGTGTTTGTGAAGGCC
ATAAAAAGGGAAGTGTTGATCCAGCCCACGGTGGGAAGGG
>BJ002725 ID   BJ002725   standard; mRNA; EST; 630 BP.
GCAACAGTTTACCAGGCGGCGAAGTTCCCATCGGAACAGACTGGCCGACAGGCCGCTGTC
AGTGCAGGGGTTGCTGAGGATGCCTCCTGACAGCCAGACCTCAGAGGCTCAGGCGTCCCC
CCACGTCTCACACAGACTCACCAACGGCCACGCTAACGGCCACAAACCTGTGAGCGGCAA
CGGCGGCGGGCTGCTGACTCCATGCAACAGTGCAACCAGCTCTCGTGCTGCCAGTCCGTG
TCTGGTGGATCTCATGGAGATTGAGAGGAAACTGAAGGAAGCCAAAGCGGAGAGGGAGCG
GTTACTCAGGGACCGGGAAGAGAGACGGCGTGCGATGTTGGAGGAGACACACCAAAGAAA
ACTTAACACTTCAATAGAGGAACCACCAGAACCAGTGGATCAACAAGAACCAGAATTGGT
ACCAAACCAATCACCAAAGGCCGTTTCATTTCCAAACTCATCTCCGCAGCGCAGCCTGCC
CCTGTTTCTGTCTCCAAACTTTGACCTTCGGGCCCATGTGGAGTCCCTGGGTCATGGGGT
CACCGGCTGCACGGACCTGCGGCTGACGCCTCGACGCTGCGCAGGCTTCCTCACCAAGAG
AGGAGGGAGGGTGAAGACGTGGAAGAAGAG
>BJ002749 ID   BJ002749   standard; mRNA; EST; 642 BP.
GCGGAGAATGAGCCCCGTGTGGAAGTGGGTGCTGGTGCTGTTCGCGCTCGCCTCGGTCAT
CCTCAACATCGGCCTGATCGTCGTCCACTCGGGCCGGACCCCCAGATGCGCCGCGCAGCG
GGGCCGCGCGCTGTTGGCCGAGCACGACGCGCGCAGCGGCGTGTTCGCGGATCTGAGCCC
GGAGGAGTACCTGCAGGTCCAGAAGTACATGCTGCGCCAGAAGGACTTGGACATCAGCAC
CAAGCAGACCACCAAACCCTCGGAGAACTTCCTGTTTCTGATCGACCTGCTCCTGCCCCC
CAAAGCAGAAGTTCTGGCGTTCCTGGACGGGAACGGCCCTCAGCCAGAGAGGCGCGCCAC
GGTCGTGGTCTTCCACGGATCGACGGGCTTCATCAAGGAGTACGTGGTGGGACCCCTCCC
CACGCCGACCTACCACCGGGATGTGACCCGGGAGAAGTACGGGATGGAGCTGCCTCTGAC
CAAGCGCACGGTGACGGTGGGGGAGTACGTGCTGATGTTCCAGTTCTTTGAAACGGAAGT
CTTCTCCAAGCTGCAGAAGGTCATGGCGGAGAGCTTTGGCGTGGGGCCAAACCGAAAACT
CAACGCCTTCGAGCAGATGCCCCGCGGGGTCCAGTCCGGAGA
>BJ002786 ID   BJ002786   standard; mRNA; EST; 656 BP.
TTCGGCACGAGGGTCGAGTCGGCGGACTGCACGGTGACACGGCGTTTCCCTCTTACATGA
TTAAAACACTAAAGCTCGAGCGACACGCGCGCGGATCTCTACAGACACAGCAGAAACGCC
CAGTCCGTCATGGAGTCCTATGACATCTTGGCCAACCAGCCGGTTGTGATCGATAATGGT



TCAGGAGTCATCAAGGCTGGTTTTGCTGGTGACCAGATCCCCAAATACTGTTTCCCTAAC
TATGTGGGACGTCCCAAGCATGTGCGCGTGATGGCGGGGGCCCTGGAGGGAGACCTCTTC
ATCGGCCCCAAGGCAGAGGAGCACCGCGGCCTGCTGTCGGTCCGCTACCCCATGGAGCAC
GGCATCGTGAAGGACTGGAACGACATGGAGAGGATCTGGCAGTACGTCTACTCCAAGGAG
CAGCTGCAGACGTTCTCCGAGGAGCATCCTGTGCTGCTGACAGAGGCGCCGCTCAACCCC
AGCAAGAACAGAGAGAAGGCCGCAGAGATCTTCTTCGAGACCTTCAACGTTCCTGCACTC
TTCATCTCCATGCAGGCTGTGCTCAGCTTGTACGCCACAGGACGCACCACCCGGCGTGGT
GCTGGACTCTGGCGACGGCGTCACCCACGTGGTTCCCATCTACGAGGGCTTCGCCA
>BJ002787 ID   BJ002787   standard; mRNA; EST; 515 BP.
ATTCGGCACGAGGCAAACTTGTATCCTCTGTGCTTCCCGGTCATAAATAAGGAGGGCGGG
GCCTACGGTACATAAACCATGAAACATGAAGCAGAGGGTGCAGGGTTCTGGCTGGAGCCA
CGCAGGAACCAGGCCGGACCAGGTCAGGTGAACTCTGGAAACACTGAGGTGCGAAGGCCA
GAACGCGCCACGCTTGACGCTCCAGATGGGCTGCAGGACCTCTCAACACGTTTGTGCGCT
GTCTTCGCATTGAAACAGGACGCCCCAATCCACATATGTGTGTGAACGCAGCTTTAGAGG
ACCTGGCTTCTCTCCCGCTCATCAGCTGTGCACCTGGCCGGGTTTCAGAGTCAGAACAGG
AGTTGGTGGCGGTCCACATCAGTTCCTCTGTCTGCCTTAACACAGAGAACATATGCTTAC
GGACGAGCTCCTCCCCCCGAGAGCGCTGGCTTCTGCACCCAAAGACTAAACTGTGATTGA
ACTTGGGGGCAGACCCATGAGTCCTCCTGGTGGGG
>BJ002812 ID   BJ002812   standard; mRNA; EST; 579 BP.
ATTCGGCACGAGGGTTTTCTGGATTTTTTAAAGCATTTTTGGTGGCTGAAAGCATCCCAA
ACGGGTTGTGTTGTGCCTTCCTGTTGTTTGCTGGCAGAAACTCTAAGCAGGAATTGAAAC
TTGAAGGCTCTCTGTATAAACGTGCAGTGCAGTGACTTGCTGGAGACGCTAAGTCTGATC
TTCTGCGGCGCAGATGTGAACTGCTCGACAGGCATGGCAAGCTGCCCCACCCCCCTGTCC
CTGGCCACTACACACTCGCAACTCTTACAGGCGGAGCTGATCAACCTGAACCTCAACACA
GAATTACCATCAGAAATTATTCAGGAGATGGATCCACCTCATTACCAGCCATCTCCGTGT
GTGTCCCACAATGGCTTCCTGTTCAAAATTGCCTCCATGGCCCGGCCCATCACAGAACGC
AAGAACAAAGAAGAGGATGAAGATGCACTTTACCCTCAAAAGTTAAGGGAAATTGGAAGC
TTAAAAAAAAAGAAGAAGAAATGGGACGCCCACTTTACCCTCATACAGGCCGGTCTGTGA
GAAACTTTGACATTAAGCTGGTCGGTGTTCCTAAAAAGG
>BJ002824 ID   BJ002824   standard; mRNA; EST; 578 BP.
GGTGGTTACTGCACCGGATACATNNAAGCCTGGCCCCCTGCAGGAATGACCATCCCAGAG
GAGGACACGGAGGCGGGGCAGACTGGGAAGTACTGCCTGGTGGCCATCGGGAGGCTGCAG
GTGACCAGCTCCCCCGTCTCCATGGACATGAACGGACTGTCTGTCCCCACCGAGTTCCTG
TCGCGTCACAACTCTGACGGCGTCATCACCTTTGTGGACCCCCGGTGCATCAACGTCATC
GGTTACCAGCCCCAGGACCTGCTGGGTAAAGACATCCTGGAATTCTGCCACCCTGAAGAC
CAGAGCCACCTGAGAGAGAGCTTCCAGCAGGTGGTGAAGCTGAAGGGTCAGGTTCTGTCC
GTCATGTATCGCTTCCGCATGAAGAACCGGGACTGGATGCTGATCCGAACCAGCAGCTTC
ACCTTCCAGAACCCGTACTCTGATGAGATCGAGTACATCATCTGCACCAACACCAACGTC
AAGCAGTTGCAGCAGCAGCAGGCGGAGCTGGAGGTGCAGCAGAGGGACGGCCTGACGGCC
TACGACCTCTCCCAGGTACCTGTGGCAGGTGTGAGCGG
>BJ002829 ID   BJ002829   standard; mRNA; EST; 686 BP.
GGCGCTTCCTTGATCCGAGGTGGGTGTGCGTCACCTGGAAAGAAGTCAAACAGGTTGAGC
AGATTTGCGCAAAATGACACCAAACCGGATATCTGCACATATTACCGGTGACCCCCGTCA
GGTTTGATGTCGCTCAGCACGTGTTTCAGTTTGTTTTTTCAGTGGTGTATGAGTTTATTT
CAGTCATAAAGGCTTTGATGAAGACAGCAGGTATGGATCTGAGCCATCGATCGAGCGTGA
CTGATCATGATCTCCTACAGTTGAAGTAACTGCGTGCGCGCTGCCTTTCGTGGACGAGGA
AGTTGGAACTAGAGCGGAGTCTCATATGTGTGCCTAACATATGTGAACAATGGACGAGTA
TTGGTTCGATTCAACATAAAACACCATCAACGTGTCTTCCGGTTTTCAGTGCGCCAATGT
GCCTCCACAAACGCGCGCTATTGCGCGTAGGACTGCTGCTCTTCCTGCTCCATTTGGGCA
CATGTCTGGAGGGCTGTGTACTCTGCATTGTGGGACAACCGGTGGCGCTGCCCTGCCTTT
ACCCTGAGCTGAATCCATTTGGGAATTTTTCTATTGAGTGGAGGAAAAATGACCAAAAGT
TGCTGAGCTCACAGTGGAGGGACGATGGAAATGTGGAGATATGTAGCCTGAACTATGCCA
GAATTCCTGATGATGCTGCACAGAAT
>BJ002843 ID   BJ002843   standard; mRNA; EST; 636 BP.
GAACAGTTGTAACCATGAGTTTGAGGACAGCCTCTGCAGAAGGAGGCCTCGCGCCATGAC
TCTCTGATGTTCGTCAGAGCGGCGTCTGCTCTGAGACGTCCTTCCAAGTCCCATCGGCCA
GCGGAGGAGGACGCAAAATGTGGAGGACAACGCCCAGAGAGGAGCTCCAGCTCATTTTCT
TCTAAGATGATGTGTTTTGCACAGTGCCTCCCGTCACTGGCAGTTGAGGAAAAAACCTTT
CGATTGGCGACAAGAATTTTGTGGTGGCGTTGCTGTGTGTGTTTGAGGGGGCGGTCCGGT
CTTTCCTCTCCCTTTATCGTTGTTGCCTTGTAGCACGAGCAAGCTGCTCAGATCTGTAAA
GCCATTTGAACCCAGATTGATCGCTCCCGCCGTCGTTGGGGGCAGAGCCTGCTGCCGCCG
CCGTCTCGTAGTGCCTTAAAACCACCTTTTATGACGTCGTTCAGGAGCTTTTAGATTGTA
CATGGAAATGGGCTGGCAGCACTTAACCTTCAGACTGAATACGAAGTGCTTATGGGTAAA
TGAGGACAAAGTGTGTGGGTTTGTTTTATTCTTGTGTGTCTAACAACTCGGAGTGTGGGT



TTATTTAGCTTGAGGCTGCACACATACTGTAGGGCT
>BJ002847 ID   BJ002847   standard; mRNA; EST; 709 BP.
GGATTTGCCTGCAGGACGTCCCGTCGCCGGTGAGGCACAAGAGGAGGAAGAGCCCCAGAG
CTGTGAGGGGGAAGAGGAAGAGCGTGGAGGTGGAGGACCTGGTCTTCAGCGAGAACAAGA
GGAACCGGGGGAGGGGAGGGGCCCTCAGCAGCAGACAGGTGAGCGCTCTCAGGTGAATGC
TGGCGTGCCGCTGCCTTTCTTTACGTTCTTCTGTGGTTTCAGGAGCAGAAAGTCGCCGCG
GCGATCATCGACTCGCCGTCCAAAGCCAAAGGTACAACAGCAGCCGGTCTGGTGGGGGCA
GTAACCACAAAGCCCCGCAGAGGGCGCAAGAAGCTTTTGAAGACGGGGGCGTCGACGCCG
CTGCTGGATTCCCCTCTAACGGCGTTGGGGGATCCAGACGAAGACAAGGAAAGTGATCAC
CTGATTATTAAGAGGAAGCTGCGCTCTAAAACAGGCAGGAAGTGATGTCATCTGGCTGAT
GGACAAGGCCTTAAAGAACTCTGAAAACATGTACAGATTTTAGATTGTCTCAGGATAAAT
AAAGAGTAGATGACTGTTTCACAACCAGACCCCCCCCCAGATGGGGCCGATCAGCTCTGT
CGTCAACCAGTTTCAATAAAGTTCTGCAAATGGCCGACTGGTCTTAAGAGAAACTTTGTT
CAAATTCCCTCCCTCCCTGACCTGAAAGCCTAATAAATAAATACCAACT
>BJ002860 ID   BJ002860   standard; mRNA; EST; 653 BP.
GCCGCTCAAGCGCGTGTCACTTCTAAATAGATAACGGGGGTGCTGCTGCCCCTCAATAGG
CGTAGGATGCGCGGGAGCGAACGGACGGAGCTGGCACGCGCGGAGCGCAGCGGCAACAAC
TAAGGAAGATGGAGAGGAGAAAGTAGCTGGAGGCTAACGACGACGCTAGTCAGCTAGCCT
GTTAGCTTAGCTACGTGGACTCGGTTAGTCAACTCGTCTCACCTGCAGCTGACCGAACCA
ACTGGTTCGGTTAGGGGAAAACCGTGAATTAAACACTGTCATCGACTGGATTCGGCAGTT
ATCCGGTTCGGAGGTCTACCCCGTTAAGGTTTATCAAGTCTATGCTGGCTGCTCTCTCCA
TCGCTGCCCATCAAGCTGCAACGGCAGCAGAAAACCTAATATGACATCTCTTTGTATCTG
CTGATCAGCATACATGCAGATATGCCTCTGGGGTCCACATCCTGATGGACCGAGACACCT
TTTCCCACATTCGGCTGTGGTGCCCACGCCCTTTTGGCACCTACTCCCAGAACAAACCTC
GGAGTCCAGGGTCAGGGGGAAGCAGTGGAGGTGCCAGTGGTGCAGGGGGGTCCTCGCTTT
GCAAGGCTGAGCCATCACAAGGTGCCAGAAGGAGAGTGGATGGTGTTGAAGAT
>BJ002871 ID   BJ002871   standard; mRNA; EST; 644 BP.
GCTGCAGGNAATTCGGCACGAGGGTCCGAGTCTGAACAGGAGCCCCGACCCAAACCTACA
ATTAGACCCAAGTCCAGCCGCAGGCATCAGTTGGAGGACAAGATTTCCGTCGCTGACCTG
AGTCCGGAGCTGCAGCCGCTGCTGTCCTCCAACATCCTGATGGTGGAAGTGGACAACGTT
CAGCACGAGCAGTTCACCGTCACAGAGGAAGTCAAGGCGTTGACCGCAGAGATTGTGAAG
ACTATCAGGGACATCATCGCTCTGAACCCCCTCTACAGGGAGTCGGTCCTGCAGATGATG
CAGGCGGGGCAGAGAGTGGTGGATAACCCCATCTACCTGAGCGACATGGGCGCGGCTCTG
ACCGGCGCCGAGTCACACGAGCTGCAGGACGTCCTGGAGGAGACCAACATCCCCAAGCGT
CTCTACAAGGCCCTGTCCCTGCTGAAGAAGGAGTACGAGCTCAGCAAGCTGCAGCAGCGT
CTGGGCCGAGAGGTGGAGGAGAAGATCAAGCAGACGCACAGGAAATACCTGCTGCAGGAG
CAGCTGAAAATCATCAAGAAGGAGCTCGGTCTGGAGAAGGACGACAAAGAAGCCATCGAG
GAGAAGTTCAGGGAGAGGCTGAAGGACCGCAGCGTTCCTCAGAA
>BJ002884 ID   BJ002884   standard; mRNA; EST; 311 BP.
GCTCCACAGTAGACAGCTTGAAAGCCGCCCCCCCCCGCTGCAGCAGCCACCTATGGAGCT
GCGGCCATATGTGGGGGTGTGGCTCCAGAACCGGGCTGCGTCGTCGTCCTGTTAACGAAA
GGCCCCCCTCCTATGCGGTCTTACTCAAACAGGGGGGGTTGAAACGGCGCCGCGGCTCGG
ACTCCGGGCCGGGTTAATGTTAAACTCATATCTGAAAGTTCTGACTAGATAAATAAAGGC
GCCGGGTCATCAGTTTTTAGGCCCCGCCTCCTCCGGGGTGTTGCACCATTTGGCAGCGGG
GGGGGGGGGGG
>BJ002889 ID   BJ002889   standard; mRNA; EST; 661 BP.
GCAACGAGNACCCTCGTGACGACGACAACAGTCACTGTGCCTGCGAACGGGGGGCCCGTT
GAGGCTGTTTCTACTATCGAAACTGTTCCATATTGGACTCGAAGCAGGAGAAAGACTGCT
GCCATCCAGGAGGACTCTGAATCTGTCAGGTCTGAGGATGTTTTTAAGGCACCAGCTAAC
CCTGAGGTAGACGCCAGAGCCCAGCCCAGCACTCCTCAGAGCAAGGGAGCCGTCCGTCCA
CACGAGTTCGTGTCTAAAACCGTTATTAAGCCTGAATCCTGTGTGCCATGTGGAAAAAGG
ATCAAGTTTGGCAAGATCTCGCTGAAATGTCGAGACTGCAGGGTGGTGTCGCACCTTGAA
TGTCGAGAGCGGTGTCCCCTGCCATGCATCCCCAACCTGGGAGGCACGCCAGTCAAAATC
GGAGAAGGAGTCCTTGCAGACTATGTTTCAGACTCTTCACCGATGATTCCTTCCCTTGTG
GTCCACTGCATCAGCGAGATTGAACAAAGAGGCCTACATGAGGCTGGCTTATACCGGCTG
TCTGGTGCTGATCGCACAGTGAAGGAGCTGAAGGAGAAGTTTCTCCGCAGTAAAACCGTT
CCTGTGCTCAGCAAGGTGGACGATATCCACGCCATCACAGGCCTCCTGAAGGATTTTCTG
A
>BJ002908 ID   BJ002908   standard; mRNA; EST; 652 BP.
GGGAACATGGAGGAGATNGCACCTTTCAACAAATGTTGGTTCAGTCCCTGGAGGAGTGCA
CTAAGCTTCCAGAAAGCCATCAAAGGGTGGGAAGCTTCTTCCTTAACCTCATGCCACAGA
TGAAGGCTCTCTATATCGGATACTGCTCCAACCATCCATCTGCAGTAAATGTGCTGACTC
AGCACAGTGAAGCTCTGGGGGAGTTCATGGAGGGACGGGGTGCAGTCAGTCCTGGAATCC
TGACCCTCACTACAGGCCTAAGTAAACCCTTTATGAGACTGGACAAATACCCCACCTTAC



TGAAAGAACTGGAGAGGCACATGGAGGAGATTCATCTTGACAGGCCAGACATCCAGAAGT
GCATGGTTTCATTCAAAAATCTGTCGGCTCAGTGCCAGGAGGTGCGGAAACGAAAAGAGT
TGGAGCTCCAGATTCTCACGGAGAGCATCCGACTGTGGGAGGGTGATGACATCAAGACCC
TGGGCTCTGTGATCTACATGAGCCAGGTCTTGGTGCAGAGTCCCATGACAGAGGAGAAAA
GTGAGCGCTACCTCCTGCTTTTCCCCCATGTCCTCCTCATGTTGTCTGCCAGCCCCAGGA
TGAGTGGCTTCATATTCCAGGGAAAATTGCCTTTAACCGGCATGATGGTGAC
>BJ002914 ID   BJ002914   standard; mRNA; EST; 643 BP.
GGCGGGAGCGGTAGCGGAGCTGCGGAGACACTTCAGCCCGGCTGCTGACGCAGGAGGGCC
GGCGGGGCAGCTGAGCCATGGGCCTCCTGGCGAGGCTGCGGAAGGAGTGGTTCATCGTCG
GCATCGTGCTGGTCATCCTGTCGGCCAAACTACAACCCAGCTTCGGAGTTAAAGGAGGTC
CATTGAGGCCAGAGGTCACCATCGCCTACATCGCCGTCTCCATCATCTTCTTCAACAGCG
GCCTGTCCCTGAAGACGGAGGAGCTGACCTCGGCGCTTCTGCACGTGCGCCTCCACCTGT
TCGTCCAGTCCTTCACCCTCATCTTCTTCCCGCTCGCCGTCTGGCTGCTGCTCCAGCTGC
TGCAGCTGTCCTCCATCGACCAATGGCTGCTCAGAGGGTTACAGACGGTGAGTTGCATGC
CTCCTCCGGTCTCCTCCGCCGTCATCCTCACCAAAGCTGTCGGAGGCAACGAGGCTGCTG
CCATCTTCAACTCGGCCTTTGGAAGCTTCCTGGGCATCGTGGTGACTCCAGTGCTGCTGC
TGCTGTTTCTCGGCTCTTCGTCCTCCGTTCCCTTCAGCTCCATCTTCTCCCAGCTCTTCA
TGACCGTGGTGGTTCCTCTGATCCTGGGTCAGGTCTGTCGAGG
>BJ002916 ID   BJ002916   standard; mRNA; EST; 632 BP.
ACCAGCGGCTCCTCGCAGGGCATGACGGTCCCAATCCCCCACAGTGCTCCTCACAGTCCT
CCACTGTCCCACAGTGCTCCTCTCTCCAGGGCCATGACCCCTGTGCAGATGCTGCATCCG
CAGGTGGGACCAGGAGGAAGCAACACCCTGTCTCTGTCACATAACCCCTGGATGCTCAAA
GCTGCAGAGATGTCTGCTACTGCAACTCTTCCCCTGCCGAGAAGACCAGTCAGTGAAATG
AGACTGGGAGGCTTTCAGGGCTCCAGTCTCCCCAGGAGCCTGCCTTTATCTGGGGTTACA
CGAGTGGAAGCTATGTTTGCTCACACACCTGGGGCGTTGGAGGGTGTAGGTGGAAATATT
GGGGGCGGGGCTTGCCTACTTCACTTTGTACCTGGTGACAACATCACCCTGCTGATCTCT
GAGCCCAGGGACGGGTGGCACTACGGTCAAAATGAACGCACCGGACGAAAAGGCTGGTTC
CCATTCTCCTACACTCAACCACAGCACAGCAGGATAGATCAGCTGGAGCGCTCTCTCTTC
TTATCTAAGGCTAACAGCACCAGTACAGGACAGCTGGACAAACTTGTGTCTTCGAGCCTC
ACTCCTGAGTCAGAGGAGGAGCGCGCTCTTCC
>BJ002922 ID   BJ002922   standard; mRNA; EST; 601 BP.
TCGGCACGAGGGTCATGGTGGATGCGGGAGACAGNATGGATGTGCAGCAGGCTGGACTTG
GAGGTGCTGAAATGCTTGGCCCAGCACCCACAAATCCCAGCAATCCTCGTCCTGAACAAG
GTGGACCTGGTGAAAGCCAAGGACAGACTGTTGGATATCACGGCCCATCTGACCTGCGGG
GTGGTCAACGGACGCAGACTGCGCATCAGGCCGGTGATCAAACCTCCGTGGGCAGAAAAA
AAGCCGGAGAGAGATTTGGAGTCTAGTCCTGAAGACAACGAAGAGCAGAGTTCATCTCTG
AGCAAAGAGAAGCTGAAGGAGCTGAGGACCCAGCAGGGCTGGCCCCGCTTCAAGGACGTG
TTCATGCTGTCGTCGGTGGACGGAGAGGACGTGGAGACGCTGAAGAAGTACTTCATGGCT
GCAGCCAAGCCTGGAGCGTGGCAGTACCACAGCGAGGTTCTGACCGACCAGAGTCCAGAG
GAAGTCTGTACCAACCTCATCAGAGAAAAGCTGCTGGAGTATCTGCCACAGGAAGTGCCC
TACTCACTCACACAGGTGATTATTATCTACACACACACACCTGTGTGCTGGACGCATGTT
C
>BJ002923 ID   BJ002923   standard; mRNA; EST; 866 BP.
GCACAGNCCCGANCCTGTTGTGCCTAAACCAAAGCCTGAACCTAAAGTGGAGCCACAGCC
CGAGCCTGTTGTGCCTAAACCAAAGCCTGAACCTAAAGTGGAGCCACAGCCCGAGCCTGT
TGTGCCTAAACCAAAGCCTGAACCTAAAGTGGAGCCACATCCCGAGCCTGTTGTGCCTAA
ACCAAAGCCTGAACCTAAAGTGGAGCCACAGTCTGAGCCTGTGGTGCCTAAACCAAAGCC
TGAACCTAAAGTGGAGCCACAGCCCGAGCCTGTTGTGCCTAAACCAAAGCCTGAACCTAA
AGTGGAGCCACAGCCCGAGCCTGTTGTGCCTAAACCAAAGCCTGAACCTAAAGTGGAGCC
ACAGCCCGAGCCTGTTGTGCCTAAACCAAAGCCTGAACCTAAAGTGGAGCCACATCCCGA
GCCTGTTGTGCCTAAACCAAAGCCTGAACCTAAAGTGGAGCCACAGTCTGAGCCTGTGGT
GCCTAAACCAAAGCCTGAACCTAAAGTGGAGCCACAGCCCGAGCCTGTTGTGCCTAAACC
AAAGCCTGAACCTAAAGTGGAGCCACAGCCCGAGCCTGTTGTGCCTAAACCAAAGCCTGA
ACCTAAAGTGGAGCCACATCCCGAGCCTGTGGTGCCTAAACCAAAGCCTGAACTTAAAAT
GGAGCCACAGCCCCAGCCCGTGGTGCCTAAACCAAAGCCTGAACCTAAAGNGGAGCCACA
GTCTGAGCCTGTGGTGCCTAAACCAAAGCCTGAACCTNAAGTGGGAGCCACAGCCCGAGC
CTNTTGTGCCTTAAACCAAAGCCTGAACCTTAAGNGGAGCCACAGCCCGAGCCTGTTTGN
GGCTTAAACCAAAGCCTGGACTTAAA
>BJ002941 ID   BJ002941   standard; mRNA; EST; 263 BP.
ACGAGGCGCAGGTGCGGGTCGGTTGGTTATTCCGAGTCAAGTCCAGAAAACGCCAGATGC
CAGACGGCAGCCATGGTGGCTGGAAGCCGTAACCGGAGCCGGTAAATCCTAGTGGAGCTA
ACTAGTGGGAAGAATGACGTGTTAGCCCCGGCACGACAGGTGCGTCGCGGCGGACAGCGT
AGAGACCTTAGCCTCGGAGGAACCTCTCTCACCGATCCACGACTCCACAACAAACCCGAG
TTTATCGGTCCAAAACAGCAGGA



>BJ002946 ID   BJ002946   standard; mRNA; EST; 680 BP.
ACGAGGAGAGAACTAGTCTGTTTTTNCGGCGACATTCATCACTCATAAGTACGTGCAGGT
CCAGAACCTCGTGAAGAATTCCCCGCGTGTATATCCGGTTCGGTATCGATGACGTCGTTC
TGAGTTTGCTAGCTTAGCTTTAGCTCCCAGGAGCTTCCATCAGGGCTTGTTTCTGCATGG
AGTGGACGGACTATTCTTCATTATTAGATTAGATTTGCTTTTATTGTTATTGGCCATTGT
ATAATGAAATTGAAGCATCGCCATTCCATTGCAAGAATAACAAAATATAATATTAAATAA
ATCACATATACAGTGTGCAAAATAAAAACTGTAATATAATAATGTCCAAGATTTCTGTTC
AAAATTACGTACAAAATTGTGTGCAAACATATCAGATGTACAGGCAGCAATGAGGTACAT
TGTTGATGTTGGGTAGACTCCTAAGTGGACTGTGATTTGGCAGATTTATCTGTGCGTTTA
GAATTGAGGATGGTCATTGGCTTTGGAAAGAAGCTGTTTTTGAGTCTGTTCGTTTTGCTT
CTGATGCCTCTGTAGCGCCTCCCAGAGGGCAGCAGGTGGAACAGGTCAGAGCCGGGGTGT
GAACTGTCCTTGATGATGTTCTGGGCCCTAAAGATGTTCTGGGCCCTAGTGATGCAGCAT
GTGGAGTAGATGTCAGTCAG
>BJ002953 ID   BJ002953   standard; mRNA; EST; 412 BP.
GCGTCCTGAGGACAGAAATCGCTCGGCTGCAGATGGAGCTGATGGAGTACAAGGCGGGAA
AACGGATGGTGGGGGAAAACGGCGTGGAGGGAATAAACGACCTGGTGCACGAGAACTCGA
TGCTGCAGACGGAAAACAACAACCTGAGAATGAGAGTGAAGGCCATGCAGGAGACCATCG
ACGCCCAGAGGGCCAGACTGACGCAGCTCCTCAGTGACCAGGCCAACCAGGCTCTGGCTA
AAGCAGGAGAAGGCAGCGAGGAAATCGGAACCATGATTGAGAACTACATCAAAGAGATTG
AGGAGCTCAGGGCCAAACTCCTGGAGAGTGAATCCGTGAACGAGAGCCTGAGGAAGAGCC
TGTCCCGGGCCTCCACGCGCTCCTCGCTGTTCGCCGGCGCCGGGTCTTTCTC
>BJ002977 ID   BJ002977   standard; mRNA; EST; 666 BP.
CGAGGGGCAGAGCCTATTTTACTGTTGAGTAACTGCATGCTGGTTTGCCTGCGCTAGAGT
AAGAGCCAGACTATGAGCTAGAAAAATAAAGTTCTTCTCTAGGACCATATCGGAATCTAC
TCCCTACTTTCAATTTGATCTCGTTTTTTCTTCTACCTCTTGCTTGCGCCTTGTGTCCAC
TTTGTCTGGAGAGGCCCTGAAGAGGAAGCACAATGGAACGAAGAGCCTGTGGCAACTGGG
CTGTTGTACTGCTGAGAGGGGGATGGGGTAGAGAGAAGACCGGTTCACACAGCTAACAGC
CTGCCTGCTGTAGGTCCGACAGCCTTTCCTCCCTGTCTGGACACCCCATTTTTAGGGAGT
TTTTTCTTTCATGAAACGGCGACGCTCAAACTCTACTTTGTCTTTCATGGATTACACACC
AGTTTCCGTGGGATTTTAGCGCAAACACTGAAGCTTGTGGAAAAATCTTGGGTGTTTTGG
AGGAAACAGAAACTTCTGTGTGATTTTTCTTTCACTTTTCTGAGCTTTCGTCCCCTGTGG
TTGGTTTCTGATTTATTGGAGTTCTTGAATGGATTACAAGATGCACGCCAAGTCGAACGA
TTTGTTGGATTTTCAAAAACTGGATGCCCTTCTGGAGAAAATTGCCCATTCAGTCTCTGT
GAAAAG
>BJ002991 ID   BJ002991   standard; mRNA; EST; 629 BP.
GCAGCTCCTGACGCTCCAGCACCATTTCCTCTTTCTGGACAAAATGTACTCTGCAACAAA
AACCTTCTCTTTGATCATCGGACAGGAATAAAAAATGGAAAAGAGTAGAAATAACTAATT
ATAAATACAAAGCAGACCTGCATGACTGAACATTTGTCCAAAATGCTGAGCATCTGCCTG
CTGGGACCAAACCAACAGTTAGCATGGGGCTACAAACCCTTCCCATCATTTCCTCTCATC
ACTCTTTCCTGTTTTCATCTTTTTCTCGTCTGAAAGTCTTCTTCTCACAGAACGTTTTAT
CAGTTTTCTGATCAGTTCAATTCTCTTCCTCCTTTTACATCACTGTTCATCATAAAAGTG
CACAAAATGAATCTATTGAAACGTATTTTTCCCGCCATCAGCAGCTCTCAGGTCTGCAGC
TGAGACCCTTTTTGCTGTCAGGATTAAGGTGATGAAGAGCAGAGGGAGTCACAGACCTGC
AGGTCAGGTACGGATGCCACTCCGGCGGATGAACACGGCACACGCGTGTTCCGTTGTCCA
AAGTGAGACGGGTGCAGCTCAGAAAAACAGATTCCTGCCAACAGAAAAAAAACAAAAAAA
GGAGGAGGGGACTTTGAAAAACGAGCTGT
>BJ002995 ID   BJ002995   standard; mRNA; EST; 540 BP.
GGNCTGCAGGNAATTCGGCACGAGGAAAATCTGATTTCCACGGGGACAGAAATGCTCTGA
CAGCACGTCCAGAAGGCGCCTGTTTTCCTGTGAGATTGGCTGCTTCTCTTCTCCATGAGG
AGAACCCCGGCTTGTCTCTGGGCTCAGGGCTCGTGCCGTCTGTCCCGGCACCGCCTGCCC
TTTAGAACCGGTCCGGTCCAAACCTACGCTTCTCTGCAGCAGCCTGGGCCTCCTTCGCCC
TCCACTCCCCCCCCTGAGAATAGAGGTGGAGCCGAGGCAGTGAAGGAGCGCGTCCTCTCT
GCCTTCCAACATGCGGGCGCTTTGGGGCGGCGGTGGAGTCAGAGGTCGGCTCAGGCGGCC
TCAGCCACCGTCAATCACTGGTGGGGACGGTACGAGGAGTTTGTGGGACTCAACGAGGTC
CGAGACGCTCAAACCAAAGTGACCGAGGCTGAGGCGGCGTTCATGGTGGCCAGGGGCATC
GTGCGGGAGGCGCATGGCAGCTTGGAGGCCCTGCAGGGCCGGCTGAAGGAGGTCAGAGAC
>BJ002996 ID   BJ002996   standard; mRNA; EST; 691 BP.
CGAGGGTCGTGTGGAATTTGGTGATTCAGTTGGTGATGTGTGGGAGGACGGTGTTCGCCT
CCAGCGACACAAAGTCCTGCAAACTGGTGTCTGAGTCCGAATCTGAAAGGAAGGTTCTCA
GTCGACTAGAAGGTCTCGCCCACAAGAACTTCACAGTAGAGCACAACATTGGAAAAGAGA
GTTACACATACGTATTCCAGCTGTGTGGGGATGCAGGGGGTGTCAAAGGAGCTGGGGTCA
TTCAGCTGGATAAGAAAAATCCCAACAAACCAACAGTGGTTGGTGACTGGGTGATGCTGA
TCTACCGTAGTGGTGAAGCTTACGACCAACACTGCTCCCAAGAGAAGAGAAAAGCCTATA
TTATGATCTCTTGCAACAGGAATACAGACATGGGTCAGCTTGAAGTGGTTGTGGAGGACC



GGAACAGGTCGACTGACTGTTTTTACCTGTTTGAGCTGGACTCCAGTACTGTGTGTCCAG
CCATTGAGTCCCACCTTAGCCCTGGATCCATAATCCTCATCATTGCCTTTGTGCTTTTGG
CTCTCTACCTTGTTGGAGGTTTCCTCTATCAGCGGCTGATCGTTGGAGCCAAAGGAATGG
AGCAGTTCCCCAACTATGCTTTTTGGGTGGAAGTTGGCAACCTGGCAGCAGATGGCTGCG
ACTTCGTATGTCGGTCTCAAAATCGAGAGCA
>BJ002997 ID   BJ002997   standard; mRNA; EST; 694 BP.
CGAGGTGAAGGTTCTCAAGCATGAAGTGGAAATGATGTCCAAAATGGCCAAAACAATCGA
CGGCTTCACCCAGAACCAGACCCGGATGGCCGTTATCATTGATGGACTAGACGCCTGTGA
ACAGGACAAAGTACTGCAGATGCTGGACACGGTGAGGGTTCTCTTCTCTAAGGGCCCTTT
CATCTCCATCTTTGCCAGCGACCCTCATATCATCATAAAAGCCATCAACCAAAACCTCAA
CAGTGTGCTGAGAGACTCCAACATCAACGGACATGACTACATGAGAAACATCGTCCACCT
GCCGGTGTTCCTGAACAGCCGCGGATTCAGTACAGCCAAGAAGCTCTTCATGGCGACCGC
TACCAGTGGAGAGGCTCTGCCCACTGAGGGATCGCTGGATGAGGAGAACCGCAAGTTGTC
CCAGAACAGTCTGGCTCAGGATCAGGGCAAGCTGGGCAGCAGGAACACTCTCAACCGAAG
GGACACATATCGCCGCCGTCACATGCAGAGAACCATCACCAGACAAATGTCCTTTGATCT
GACCAAGCTCCTGGTGACCGAGGATTGGTTCTGTGACATCAGTCCGCAGACGATGAGGAG
ACTTCTCAACATCGTTTCCATCACTGGTCGATTGTTGAGAGCCAATCAGATAATCTTCCA
CTGGGATCGTCTGGCATCGTGGATCTACCTAACA
>BJ003015 ID   BJ003015   standard; mRNA; EST; 734 BP.
CGAGGCCTCCGCAACACGCTCTTCTGGGTGCTCACGCTTCTGAAAAGCTTATTTCTGCTA
GAAGCTGCTTTTTAGGCTGAATGAAAGAGGAAATAATTTAGTTAGATGAACAGATCAATT
CTTGTCTAGGTCATCTGCTTATGCATTTTCTAATTTTGGTTTTTCTTTCTAAAAAGCTGC
TTTAAAGTTACCATTTCTTTTCTAATTTGTTTATATAATTTTATTTATAGTGTACGCAAC
TGACAAAATACCAAAAGAGACTTGTTGTTATCCTTTTTATTCTTGCATTCACAACCAGAC
TACTGTATTTTAAAATCCTAAAATTATAGAAAAACATTTTCATTTATTTATTGGTCTGTT
TATGTGCACTACAACCATTGACTGTATATGGGAATTGGACTGAGTGAATGTGACGTCACC
CTTAGAAAATGTCTTACTTCCGGCTCCAATGAAATGATGTCCGTTCAGTCGCAATTTTTT
TGCGATCCAGATGAGGTCAGTAAGCAGTGATTGGTCTGAGTCATTGTTTCTATGGCAACC
ACTTCCGCCAATCAGGAGTGAGTTGTAGTTAAAGTCCACACCCCTACCACTGGAAAGCGA
GTTACACAAAATCTGTCAATCAAACGTTTTAAGCGTTGGGACGTGGGATCACATACTTTT
ATTGAGCCATCTGATCTAATCTGTTTACAACTTGAATAACTTGCAACAAAGAAAAATAGC
ATGAAAAAATATTC
>BJ003022 ID   BJ003022   standard; mRNA; EST; 633 BP.
CGAGGGTTAGCTTGAAGCTGGAGGGAAATCTGCTAACTAGTTTGGATTCCAGTTCATTTC
CTCAGAATGACCTCAGAGAACTGGAGAGTCTGGATCTGTCAGACAATCTGATCAGTCATC
TGGACCAGAACAGTTTCCCAGGGTTGGTGGGTCTGAGGACTCTGGATCTCTCCAGGAATC
GCTTGAGTTCTGCTCCTGCTGAAGCCTTTTCCTACCTAAACTGGCTGACGAACCTAAATC
TGGACCTCAACTCATGGAACTGCACCTGTGAGCTGCTGGAGCTCGCAGCCGTCCTGACAG
CTTTTATTCAACAACCCGACAAGAGCCTTTATAACGGCCGCAGGATGGTGTGTGTGAGCG
CTGACAACCCGGCTGTGACCACGGTTCTGGAGCTGACTGAGGCTAACTGCGTTCCGTCCA
ATCAGAACATCACAGTCCAGATAGAGAGCAAAGCCAGTGTGACACCTCAGGAGTACGCTC
GAGATCTGGCCATCACTGCAGTCCTGTGCTTTATTGGTGGTGTTGCTTTGACTCTTTTGG
GGGTCCTGGTCTACTATCAAATTTCCAGGAGGAAAAAACGCCAAGAAAGGCTTAAAAATG
GGCAAGAGCGTCGAAACATGGCGAATCCCATCA
>BJ003036 ID   BJ003036   standard; mRNA; EST; 611 BP.
GAGGTGCAATCTACCGGAGCGCCAGCGGTAGGGAAGGGAGTCCTAATGGCGGAGAATGTG
CGGTCCCCCTTTGACTACCGGGAGCCCCCGACTCTCGACAGCGACGGGGATGGAAGCAAG
CCGCCGCCTCCGCCTCGAGGGCGTGTGTGTGGGAGAAAGAGGAAGGGGACACCCGTGAAG
GTGTGCGACCGTGCATACGTGACAGAAGATGAGGAGGAGGAGAGCATGTCGGAGCACAGC
TACAGTCCTGGTACGTCTGCGCACGCCATGTCTTCTTCTGATGCTGTGATGGACAGTACC
CAGAGGGTGCAGAAGATCGCCTACCCCCACCTGACAGCCCCTACTACCTCCCTGATCCCA
CTCAGCTCTGCGTGCCAGAGCTGGGGGACGAGGGGGCGAGCAGCGTTCGGGGGCCCGTGC
TTTTCCACCCGCCTCCCAACTGCCGGATACGAGAGGTCCACTGCGGGACTCAGGTGCGCC
TGGTCGTCATAGCAATCCGAGACATCGCAAAAGGGGAGGAGATCACAGTGGACTACAGCC
TCACAGAATGGGGGGAGAATGCATTGGAAGATGAGGGTGGCCCCCACCCGCTTTCCCTCT
CTGTGTCTGAT
>BJ003040 ID   BJ003040   standard; mRNA; EST; 546 BP.
GTCTCATAGCCCCTTGCTTATTACTCTAACCCACTGACAGGAGCAAGGCAGGATTTGGCG
GAGGATGAAGCGGGTCTGGTTTCCAACACCAGACAGGGGATAGACGACACAAAAGAATCA
GCCAAGGAGAGAAGAGGAGCGCAGGACAGAAAGAAAGGACAGCAAGTGAGGAGAGCAACA
ACAAAGCAGTCTGGGGAAAATCGAACAAGATGCCACTGTGGAGAAAAAAATGAACTTTCT
CTTCGTCCTCATGAACTGTCAATGTGTTCCTTAATCCAGTTTTGGACTTTTTTTCATCAC
TGTTTAGTCCACTATCACAAAAAAAGTTGTAGAGACCGAGTTCTACCCTGTCTGTAACCC
ATAATGCCTCTGTAAGAAGTGTTAGCCATGCCTACCAAGGGAAAGTACCTGCTGAACAAC



CAGGAGCTCAAAAATGAGGCACTCTACCGCAAATTCTCCTGCATCAGCCAGTATCAGCCG
CTGGTTCTCCTGCTGGGCCTCTCCATCCTCTCCTGTGGAACTCTGCTCATCCTCTTTTTT
GCCCTT
>BJ003041 ID   BJ003041   standard; mRNA; EST; 681 BP.
AATTCGGCACGAGGAGGAGCTGGAGGCCCTCAAGTCTGAGCTGGAGGATACCCTGGACAC
CACTGCCACACAGCAGGAGCTAAGAGCCAAGCGTGAGCAGGAGGTGACACTGCTGAAGAG
AGCCATTGAGGAGGAGAACCGCACACACGAGGCCCAGATACAGGAGATGAGGCAGAAGCA
CACTCAGGCTGTGGAAGAACTCACCGAACAGCTGGAGCAGTCCAAACGGGTCAAAACAAA
CCTGGAGAAAGCCAAGCAGGCTCTGGAAAAGGAGACGTCTGAGTTAACGATGGAGGTGCG
CTCGCTGGCTCAGGCCAGACAAGAGGGGGAGCACAAGAGGAAGAAGCTGGAGGGTCAAGT
GGCAGACCTACAGTCGCGCATCAACGACAGTGAGAAGCAGAAGGCTGAGCTGAACGAGCG
CTGCTCCAAAATGACAGTTGAGCTGGAGGGCGTGACAAACCTTCTGAACGAGGCTGAAAG
CAAGAACATCAAACTAAGCAAAGATGTTTCCAGCCTATCCTCTCAACTCCAGGACTCGCA
GGAGCTGCTGGCTGAGGAGACTCGACAGAAACTGCAGTTATCTACGAAACTGCGACAAGC
AGAAGATGATAGAAACAGCCTGACGGAGCAGCTTGAGGAGGAGATGGAGGCCAAGAGGAA
CATGGAGAGACATGTGTCCAC
>BJ003064 ID   BJ003064   standard; mRNA; EST; 648 BP.
ACGAGGGGAAGGAAGAGAACATCAGTCAGGTTGCTGTCAGTCAACAGCTGCAGCTTCAGA
ACCAGATGGTGGACCATCAAGAATCTGAAAGTCTGAAAAAGGAGTTAAGCGAGGAGATGA
ACAGGCGCTTGTGTGCACAGAGAGACCTAGAGACATACCAAAAGAGGTTTGTGTCTCTGA
AGAGCAGGAGAGGGGTGGAGAGGTTGGAGGAGAAGGAGGTGGTCCAGTACTACCGCGACC
CCAAACTAGAGTCGGAACTCAGGTCTCTTAAAACCAGAATCCAAGATGAAGATCTGAAGA
GATCCAAAATCCAGACTGAGATCAAGGAGATTAACGAGAAGATGATCCAGACAGAGGTCC
AGCTGACAAAGGTCGAACCCAAACTGGTGACCAAAGTGCTCACCGAGTATGAGAGAGACC
CCAAGCTGGACAAAGAGGCTGCAAAGATCAGAGACGAGATGCAGAAAATAAAGCAGGAGC
TCCAAACCAGGGAGTCAGAGACGGTCCATGTGAAAACCGAGCTCACGGTTCTGGCCCAGA
AAAAACCCAATATCCGAGAGAAGATTGTACAGAAGGAGGTGGTAAGACTAGAGAAAGACC
CAGATATGATGAAAGCTGTGTTGGTGCTCAAGAACCTCATCGAGGAAG
>BJ003069 ID   BJ003069   standard; mRNA; EST; 550 BP.
AGTTCTTCTTTCTGTCTTCTTCTGGTTTAATTCACCACAGTACATCTGCACAGCTTTTTG
TACTTAACAATGATGCCCCTTGGCTTGAGGGACCTTTGCCCTTGGTAATTTTCATCATTT
AGCTCTTCAAGAGCTTTTCAGTTGGATTTTCGGGATTTTGGTTTTTCGTGACACCACCAA
CTATTTTTGAAAAAGCGAAGCAGAACATTTCCTGGATTTATGGTTTGCACTTCACACTGT
TTCCCCCTTCTCTCCTTCTCAACTTTCCCATCGCAGGCACGGAACGAGGTGTGCAGGAGA
AGTGGCAGCTGCAGCCAACAACGGAGTGTGTGGAGTGGGCGTGGCCTATCACGCAAAAAT
CGGAGGAGTTCGGATGTTGGACGGCGAGGTGACAGACGTGGTAGAAGCTCGCTCTCTGAG
CCTCAACCCTCAGCATATCCACATTTACAGTGCCAGCTGGGGCCCCGAGGATGACGGCAA
GTCCCTGGACGGCCCCGCCAAGCTGGCCAAGGAGGCTTTCATCCAGGGGATCACCAAGGG
GCGCAGCGGC
>BJ003070 ID   BJ003070   standard; mRNA; EST; 659 BP.
GAGGGTGTCTTGGATGAAATATGGTTCTTTTGTTTCCCTGTTTGTGGTTCTGTTTGCCGT
GTGGTTCCGTTCGCCTCATAATGCGGTTCTGGACGACCGGTTGGACACCGTCCTGTCCTC
CCTGCTGCAAGCTGAAAAGAAAGTCGGCGTGAACAACGTCGCCAGACCCAAAGTGGCAAT
TGGTTTTGGGGGTTGTGTGGACCTGCTTGTAGATGGTGTGTCATTTTTAAAAAAGATAGG
CATCTCTAACACAGAAAGCCCAGTGCATTATGACTACCTAGAAAATGCTGAACAGCTGGC
TCAAAGCTTTGCCTACTTCTTTGCACCAGGAGCAGCGGCAGAGCGCTTTATGCTGAATGA
AACCCTCTTCAGTGAGCTGGTGGACAGCGCTCGGGACCTACCCGGGAACAGATGGGCTGT
AGGTGGAAACGCTCCAGTCATGGCTGGTCGCATGGCAAATGAGGGATGTGATGTATTGCT
CGGGGGAAGTTACAGCACCGATTTCGTTGACGTCCTTCCCGAGCACATCACAGTGGCTGG
TGAAGTTCTAGAAGAGCCAGACATTCATTTGATCCTGGAGTATTCAGCTGGATCTAGCTG
GGGCCGTTATACGTCACGCAGAGCCAACAGATACATAATTCACAGTGATAACCGGAACC
>BJ003071 ID   BJ003071   standard; mRNA; EST; 707 BP.
TCGGCACGAGGGATAAACCTCAAGNAAAACTAATCGGTTATTCAGGAAGGTACGAGCTAA
GCAAAACACGTCACCGGTCCATGCGTGTGGCGTTTCTTCAGCTGCATGATGGAGCCAGAC
GTTTCGAGCAAAAGCCAGCTGTTCGATTCCCTCAAGACCTATCTGAACAACAGGAACAGA
TTACAGCCTATAATTGGCCTGAGCAGTATTGTGGAAGTGGTGAACGTGGGAACGCAGAAC
AGGGCGGCGGTATATTTTTGCCACGTGTGCGTGCGTCGGCTTGACATGGCTGACATGCGG
AATCACATTTTGGGAAGTCTCCACAGATACAACTACATTAAAGCCTCTCAGCCCCATTTA
GTTTCTCAGTGGCCGGTGAACTCTGACCTGTCAAAGCAGGCCTGGCCTTTAATGGCGCTG
GCCAAGATGCTGGAGAGCAGAGAGGGACCCGGCGATGTTCAGTTGTTAGAAGTTGAAGAT
GCTGTACATCAGAAGATGGCAACTTGGAGTGAAAACTACGCTTTAACTGTGATAAACACC
CTGAAATGCGAACAGGGTGGACCCGGCAGCTCTTCGGACGCTGCGTTGTTCCACCCTGCC
GTCGAGTCGCAGAGGATTGTTTTGTTTCCACACAACTCTCGGAAAAAACCAGAGCCAGGT
TCAGAATGTGGCGGGATCTCTCCAAGCAGCAGCGAACATCGTCGAGA



>BJ003076 ID   BJ003076   standard; mRNA; EST; 663 BP.
GCCGCTAGTGAATGCAGCGGTGGACGAGGCAACAGGATTTTGTTTCTGATATCTGGCAGG
TTTTAGGGGGGAAAACTCCGAATAAGGACCACCGAGGACGTGTCGTGTTGGGAGTTTGAC
ATCCCTTTAAAGTTCAGGATGGCGGACTCCGGGGAGTCCAGCAGTCAACGCGTTCCCACT
CCTGCAGGCGCCAGCAGCAGCAATGTAGGACTCCAGATGGGGCGTCGACCACCAGCTGGA
CTCTCTCCTGGACGCCTCCCTTCCATGCGGTCAAGGGACCTCACCCTGGGAGGAGTGAAG
AAGAAAACCTTCACACCCAACATCATTGGCCGAAAGGTTAAAGAGGAAGCCAAAGTTGAG
ACTGATCAAAGGAGAGATCGGAGAGGTGGAGAACGTGGTCGAGGGCCGAGAGACAGAGGC
AGGGGCCGAGGTCGCCAAGAGATCATCCAGTCCCATTCTATCTTTGAGCAGGGGCCGGCC
GAGATGATGATGAAAAGGAGAGGTGGATATGAAAGCGAAAGAGATGCTCCAAGCATGGGG
CCTTCACCCATCATTAACATTAAAAAGGAGAAGAGGGAGACTGAAGAGGAGACGAAGGAA
ATTCTGCGCAAGCTGGAGCGGGACAATTTTATTGATGACCCCTTCCTAAAGAGTGAGCAG
AGG
>BJ003096 ID   BJ003096   standard; mRNA; EST; 654 BP.
GCCGGCTCCTACCAATCGCAAATCACTTCCTAACCTCCGCCTTTTTAACATATTTGATCA
CTTTGATTCTGCACTCCTTTTCCTATTATTTTTCAGTGCACGGAGGAGGTTTGTAGGTTG
CGATCTTTTGAGGTTTTTTTTTCTTTTTTGTGGTGCGTCCCGCTTTGGAGGAGAAGAGTT
TGTCCTCATATCTTCCAAGCTCTGAAAACATTGGCTTCATCTATCTGCGCGCTTTCTGGC
GCAAGGAGATAATTGAAGAAGACGCAGTTCCCTTTTTTCTTCTGTTTTTCACCCAGTTTT
TTTCTTTCCTGCAAGAATTGTGCTGGAACTTCATAGTAGCTGCTACAGCGCCGATTGTTT
CATGCTGCTGCGGGAGTGGTCTCACCAGCCAGCCTGCTCCATCACCCAGTCCATGCTACC
TCGGTTGAGTCTTTTGTTTTTTAATATTTAACCTACCTTTCCTCGTTGCTTGCTGTGCTG
GATGGCTGACTGTAAGCGCCCCTGGACTTGGCCTTTAAGCGCAAGGCAGCGACTCAGCTC
GCCAACGCATCAGTTCTGAAAACGTGCCTCGTCTCCACCAGCTTCACAGTTTCGGCATTT
TCGGGAGATTCACGGTGGATTCAACGTTGGAGAGAGCTGACGTTTTTGTGTGCA
>BJ003102 ID   BJ003102   standard; mRNA; EST; 691 BP.
GCTGCAGGNAATTCGGCACGAGGGGCAGAGNATGTTGTCAGAGCTGCGGAGNAGTCGAGG
AGAGGCTGCAGCCTTTCATCCAGAGAGCGCACGGCATCTTGGAGACGGCGGCGGCGGCCG
AGTACAACAATGACACAGAGCGGGAGGACGACCAGAGGACCCTCATCCAGATGTGCGAAG
GTCTCCGGCTCCTTGGCAATGCCCTGGTTGCCCTCAGTGATCTTCGACTGAACCTCTTGA
GCCCGATCCCCCGACATCAGTCAGCTCATGAGCTCGCTCTTAGGCGGTGCCAGTGGCGGA
GCCCCCTCCATAACCGTGACCACGTCCGGAGTCCCCGCCTTCCTCCAAGGCATGAGTGAG
TTCATGCAGCAGCCGATCTTCCCCACGCCCCCCTCTGGAACCCCCGCAGCCCCCGCTGCA
GGGGCCACCTCTGCTCCCAACCCGGCTGCAGGCGCGTCCGAGTCCATCAACCCGGAGCTG
TTCACCGGCATCGTCCGTGGCGTCCTGAGCACGCTGATGGGCTCTCTGGGCCAAACGCAG
AACGACTCTGAGAGCATCGCTCAGTTCATGCAGAGGCTGTCCCAGGCCACCAACATCTTC
ATCAGCACCGAAGAGCCCACAGGTTTCTTCGGGGAGCTGCTGATGCTGGTGTGTCAGCTC
TTCACCATGTCGGACCTGGTGATGCTGCTNC
>BJ003114 ID   BJ003114   standard; mRNA; EST; 375 BP.
CTGTTCTTCTGACGAACCCACCGTCATTTTGTGTCCACTGTTCCGAGCTTCGTGAACCGT
CCTTGGACTTCTCGGTACACGAGTGTGGGACACGAACCGTTCCGGGTTTGGACCCCGCTC
ATGTCAAACTCTGCTGAAGTCGGACGGAGGTGAAGCTAACGGCGCTAGTTCTTATCTGGC
TAAACTTTCGTCCCACTTTTTGCCCACTTGTTCAGCCTTTTTTCCGGGACACTCTCGGGT
ATTTTCTCTCAACTCTGTCCACAAAGCTTCCGAACCTCCGCGGGAATGGAGTCTGGAAGC
AAATAACGGATGTTCGGCGGGGCTCCGGAGGACTCTGTCGAACTTTGCCAGCTTGCTGTC
ACCGTCTAACTGAAG
>BJ003127 ID   BJ003127   standard; mRNA; EST; 481 BP.
CTCACTACGGAACTGTAAAAACAAACACTACAGTGCACTCTGCTCGTCTGCAGTATCCCT
GCAGTTTGGTTCCCCCCCCCATATTCCACATGCTAGCCCACTGTTTCACGTGACGTGCAA
TATAAACCACAGACCGTACCGTCCACTTACCAGACGACTCAGCAGATCAAAAGGAGCAAC
GGAGCTGCAAAACGCCGTCACCTGACCACAACCTGCCGCCACTACCCTTCCTCCCCCTTC
AGGAAGGGGGGCACCCTGCTCTTCACCCTCTTTCAACAAACATACGAAGCACTTCTTCAG
CCAGCCTGAGACTGACTCTGGGGGGGAGCGAGGCCCAAGTTTGTGTGTGTGAGAAAATTG
CGTGTGTGTGTGTGTGTGTTTGCTTGGTGCCACGGCGACAAACCAAAATGAGAAGAGCCT
GTGTTTTCTTCATCCCCCAGAAGACCAGATCACTTTTTTTTTTTGTAANGTAAAAAAAAA
A
>BJ003140 ID   BJ003140   standard; mRNA; EST; 636 BP.
GCGGACACGGNAGCGCATTATGACCGAGNAAGCTCCACAACCAGGTGAACGGAACCGAGT
GGTCCTGGAAGAACCTCAACACCCTGTGCTGGGCCATCGGGTCCATCAGTGGAGCCATGC
ATGAAGAGGATGAGAAGAGGTTCCTGGTTACAGTCATCAAGGATCTGCTGGGTCTTTGCG
AGCAGAAGCGAGGAAAAGACAACAAAGCCATCATTGCTTCAAACATCATGTACATCGTGG
GCCAGTACCCACGCTTCCTCAGAGCTCACTGGAAGTTCCTCAAGACGGTGGTCAACAAAC
TCTTTGAATTCATGCACGAAACCCACGATGGCGTTCAGGACATGGCATGCGACACCTTCA
TCAAGATCGCTCAAAAATGCAGGCGCCATTTCATCCAGGTGCAGGTGGGAGAGGTGATGC



CGTTCATCGACGAGATCCTAAACAACATCAACACCATCATCTGTGACCTGCAGCCTCAGC
AGGTTCACACGTTTTATGAGGCGGTGGGCTACATGATCGGGGCTCAGACGGACCAGGCCG
TTCAGGAGCACCTGATCGAGAAGTACATGCTGCTGCCCAATCAAGTGTGGGACAGCATCA
TCCAGCAAGCCACCAAGAACGTTGACATCCTGAAGG
>BJ003149 ID   BJ003149   standard; mRNA; EST; 638 BP.
GAACGCTTCCCCGGCTGCTCCGGGGAGGAGCGCAGGGGAATTTCTTCTCTTTTCTCGGAG
GACGTTCATTTTTGACGCGTTTTCTTGAGTGATTACCTGCTTCTGCGCGGAGACTGCTGC
ACATGTGGGGTTGGAAATAATTTTGTTGAAGTTTTTGAGACCAGACAACGAAGCGACAGC
TCCGAAAAGTGCCATGCGGCGTGGAAACGACGCGTTTGGAATTGTTTGGAATCTGGAGCG
AAGAAAAATGGGACTTGTGGTTCATTTCTTTTTGACCCAGGAAGACTGATGTGCGTAAAT
GAGGAGTAGCTCGAGCGCTTAAGCCGCACTGAGAGAATGGAGCAGACAACGCGCCCTCAG
CGCGGACCCGTTTCCTTTCCGTCGTGGGATTTCTCTGTTTCTGTTAAAGTCTGCAAATCT
CCACTGAGGAAATCATGATCTTGCAGATCTTTCTGGTTCCACTTTTACCTTCTTTTCTGG
ATTTCTAGGTTTATATCTGAACCAATTTACTTGATTGTATTTGATTGTTTGTCTTAAAAT
TGAGTTGTGGACAATGCCCTCAAGTGTCAAAGGCTTCCTCCTCCTGGTGCTGCTGGTGCT
GTGGAGCAGCAAGGCTTCAGCCATCAGCTCAATAGACC
>BJ003157 ID   BJ003157   standard; mRNA; EST; 618 BP.
GGCAGCTTTAGCCTCAGNGGCTACTCACCGCCCGCGGAGGCTCCGGGATGGTCTACGAGC
TGCGGCGGAGCTGCCCGGAGGCCATGGCGGAAGCGAGACGTCCTCAGACTTTTACGCTGA
AAGGGCGGCTGTCTCCAAACAAGGCTGCGGAGTTCCAGTGTTTCCATCGCGCAGTGATCA
CAGCAACGTTACAGGCTGCATTGTTGGAGCGACGGCGGCTGGACAAACATCTGCGACTGC
ATGCTGCAAAGCATTGTGGGAAACATCAGACCCAAGCCGCTGGGGAAAATGACAACAAGC
GCCCCCTGGTGGTAAGAGTGGAAATGAAGCAAAGACCCTTAATGTGGACTGCAAAGGCGG
TTTGCTGTCAAAGGTGAAGAAGGTGAAGGTGGAAGTCAAGAAGAAATCAAAGACCAAGTC
CTCAAAAATAATTCCCTCTAAAGCTCAATTGAGGGCCGAAAGACGCAAGAGGAAAAGGAA
GCTTCTAAAATCTGTGCAGAAAACCGAGGACCCGATAGTGACAGCAGATGTGAATGCGGA
GACGTGTGTGAACGGAGAGTCTTTGGATGCTGTTCTGGTGGAGCTGGGCTCCATCAGTAA
CAGCAGGGAGAGAGCCAC
>BJ003164 ID   BJ003164   standard; mRNA; EST; 636 BP.
TCGGCACGAGGCCAATTTAAAAAATGACAAACACACAAAATGATTGACAGAATAAAATGG
CACAAATATGCCTCATTACACATTAAAGACAGCATGCGTTCTTCCATACCAATGTTGCCT
TTATCTTCTCGGATGAGGATATCCTTACTGGCAGTCTCAATTTCCAGTAAATCTTTAAAT
TCCTCTTTATAAATCTCCAAATAGGAGACTCGCACAGAGAAGTCTGTGAGGTCGTTTTCA
TCCAGCAGCTTAAAAACATCTGCAACAGCTCTGGGAATGATCCCTTGCTCCTCATCCCTG
AAGGAACCTAAATATAAAGTTTTAAAGAAGTACAATATTGATGCTCTCTTGCTTCTTCTG
AACTTAAAAATGAAACCAAATAACTTACTAATATTTGCTTCTCCAATGGTGTACGTCTTG
CCAGAACCAGTCTGTCCATAGGCAAAGACGGTGGCATTAAAGCCTTGGAAGAAGGCGTCG
ATGAGCGGCTGGACGGACGCAGAATAAACGTCCTCCTGACAGGCAGTTTCTTCAAACAAG
AAGTCACAGACAAAGTGCCGGTCGTGGCCCAGAGTGACCCGCCGCAGGTCAGGGTCCACG
GTGATGCAGCTCTCGTGGCAGTGCAGGAGTTCTTTG
>BJ003165 ID   BJ003165   standard; mRNA; EST; 371 BP.
ATTGTTAATGAGTNATCACACAGTNATANAACCGGATCTACGAATGACGTTCTGTAAAGC
GCTNNTCCTACTAAGGAATAAAGATTTGATTGATCCTACAAACCNCCTGGAGCTCTTCTT
TGAGCTGCTGCGATGCCACNNCAAACTTCTCCNAAAGACTCTGTACACACACATTGCCAC
AGNCATCAAGAACATCAACGCAAAACACAAAAACAACAAAGTGAACACAGTGCTGCAGAA
CTTCATGTACACCATGCTTAGAGACAGCAACCCCATAGCTGCAAAGATCTCTTTAGATGT
CATGGTGGAGCTTTNCAAGAGGAACATATGGTACGATGCCAAAACAGTTAATGTCATCAC
AACAGCATGTT
>BJ003168 ID   BJ003168   standard; mRNA; EST; 649 BP.
GAAATGAGTGGTGTCGTTTGTCCCGACTTTGCGTCCTGATTCAATCTGTAAAGTTCGGTC
ACGATGGCTGACCCCGAGCAGATGGAGGCAGAGGAAACCTACGTGGAGCACCAGTACATG
TGCAGCGAGTGCCAAGAGCTGTTCGACACCCTGGAGGATGTCCTGATCCACCAGCAGATC
CACACCGGCCAGGAGGTCGACGGCGACGTTGTGGAGGGCATCTCCCTGGCTCAGATGGGG
CAGAACCAGCAGTTCCAGTGTCTGGAGTGTGGGGGCCTCCTGCTGAATGCAGAGGAGCTC
CTGCAGCACCAGGAGATGCACATGCAAGAGGCTGGCATGGAGGTGGAGCAACAAGTGTGT
GAGGTTCTGGAGACGGAACACACCAACACTGAGGCTCAGATGTCTGGACCTGTTCAGTAC
CAGTGCCTGGACTGCCTGGCTCTGTTTGACGCGCCTGAGAGCTGGCTGGAGCACCGGCGG
ACCCACAGCAGAAGCAGCACGCACAGCAACACGGAGACCACAGAGTATTTGTTACAGCCG
GACGGTTCTGTCACTCCTCTGAACAACGTCCAGAACTATGTGCTGAGTGAGCAGCAAGCA
GGGGAGATCTTGGCACAGGTTCTCGCCCAGCAACAACAACAGAAGTCTG
>BJ003179 ID   BJ003179   standard; mRNA; EST; 655 BP.
TCGGCACGAGGGGATGCAGGACCTGAGCCGATGTCCTCGGAACCTGCTGGTCTGTGAGCG
GTCCAGCTTCCAGAACGAGAAAAACAGGGTCAGCGCACAGGTGGAGCAAATGCATTTTAA
CTACAAGGTGTCTCTGCTACTGCCTGATTGTAGCTCCGCCCCCTCCCATCTGGATGAAAC



ATTGAAGTCATTCAACAGTTTTTACCTGATTAAGAAGCTGCCCATCTACAAGCTGCTGAA
TGAGAACTTCCTGCGGAGTGCCATCTACAACGGCAGCGTGTATGGTTTATCCCACCAGAC
TCGCATCGACGAGGATAACTGTGTCTCCCTAATGCCCAACGGTATCTTGACCCTGTCCCT
GGACAAAGACTCTTTTGAGCTGCTGGGCTTCGAGGGGAAACCATCAAGGTTTAACCACAG
GCGTTGCAGCAGATTTGGTTTGTTATGCACAACTTAACAATTTCTAAAGCGTTAGTTCAC
AACGAAGGTGGTGTCAAAGCACTGAGGGGTTTGCTGTGTAATCCCTGTACTGAGCAAACA
AAAGCGGACAGTGGAGAAGGAGAAATTGGTGGAAAACGAGGAAGAAACCCGTTGCAGAAC
TAGATTCCATAAAACCAATCATCTGCTGTGACTGATTGGAGTCTGAAACTACTGG
>BJ003193 ID   BJ003193   standard; mRNA; EST; 173 BP.
GTCCCACGGTCTGGCTCTGAACTGCAACACGGACCTGTCCTGGTTCTCCCACATCGTTCC
GTGCGGCATCGAGGGCAAAGGCGTGACGTCGCTCAGCAGGGAGCTGCGGCGAGACGTGAG
CGTGCACGAGGCCACGCCCCACCTGCTGGCCGCCTTCGGCGAGCATTTCCACT
>BJ003199 ID   BJ003199   standard; mRNA; EST; 633 BP.
TCGGCACGAGGGAACAGCTGGAGCGCATAGACGAGGGTTTGGATCAGATAAACTCGGATA
TGAAGGAGGCAGAGAAAAACCTGACAGACCTCGGCAAATGCTGCGGCCTCTGCAACTGTG
AGAAATTGAAGGCTTTTGAAGAGAGTGGGGCGTACAAGGCCGTTTGGGGCGGAGCCACCA
GCCAGGACGGCGTGGTGTCCAACCAGCCGCCGCCGTCGTCCCGCGTGGTGGACGAGCGGG
AACAGATGATCATGAGTGGAGGACACATTCGGAGGGTGACCAACGACGCCCGAGAGGACG
AGATGGAGGAGAACCTGGCCCACGTGGGCAGCATCGTGGGGAACCTGAAGAGTATGGCCC
TGGACATCGGTAGTGAGCTGGAATCCCAGAACGATCAGATCGATCGGATTCGTGACAAGG
CCAACCTCAACGTGTCTCGCATCGACGCCGCCAACCAAAAAGCCAACAACCTCATGAAGC
GATAGGGGAGCGCGTCGCCTTTTCTTCTGCTTTTTCCCAAAGATTTTCATCCATGGCTTT
GGTTAGAGATGTGGCAGAAGCCTCTTAAACGGTGGCATTTCTCAACGGATTGAAGTATTT
CCAGTCATTTTCTGAAACAGCAACAGTTTTGTT
>BJ003201 ID   BJ003201   standard; mRNA; EST; 693 BP.
GCGGATGAGGAGTTTCCTCATTCCTAATATGCGTAAGCATAACATGGAACTGAGCTCGTG
CGCGCAGTTCTGCGGAAAGCCCCGCGCGGCTGCTATTTCTCTTGAACTACAGATGTTGCG
CTCTGCCGTTCATCATTGTGATCTGGAACTGAATGTTTGAGCTTCAGTTAGTTCGTCTAA
CAGGATGGCAGCGGTGCCGGGGGGCCTGAAGCAGTGCCGGCAGGCCCAGGAGCAGCTAGA
CAGCGCCATCAGCAGTGTACTGAGAGCTGAGCAGCAGCTCAGGGAGAATGCCAGAGAGGT
TCGTTCTGAGCTGCAAAACTGCGTGAGCCGCCAGCAAGAGGCTCTGCGGTGCAGGGAGGT
GTGGCTACTGGGTCAGATTGAGCTGCTGGAGCAAGTTAAGTCAGAGACTTTGCAACATCA
GCTGCAGCAGCTGCATCGGCTCAGAGGGCAGTTCGACGTGATCTCCCTGCAGCTGGAGAG
TAGCTCCAGCATCGAGCTGAGCAAGCAGCTGAGCACCTGCATGGAGCGGTTTTCCTCCCT
GAGCCTGACTCCAGAAGAAACGCCCGAGATGAGTTTCCACGCGGACACACGTTCCCTGAG
GCAAGCCATCACCTCATTCGGCAGCATCACTGCACAGGTGGAGGAGACTGGGTCACATCA
GAGCGCTGTCCTCCATGGAGCTCCAGTGCAGCT
>BJ003207 ID   BJ003207   standard; mRNA; EST; 562 BP.
AAGCCGGAACGTGTTTCTGAACCGACTAAGAGGAATTATCAGTTACATTTCCACCCGGAA
TTTCTCTGACGCTTTCAGGAGGGATCTTTCATCTGGGGATTACTTCACTCTGTATCTTTC
ATCCTCTCTGAGTCTCTGCCACAAAAAACTAACGGTTCTTCACTGGAGAACAAGAGTGGC
TAAAGTTTCACTCCACTGACGCGCCACCACGAGAAAACCCCAGCACGTTAAAAAAAACCA
CTTTGGCTGTGGCGCAGCGGAGAGCTTTCAAAACTTTCTCCATGAGTGTTTGACTTCTGC
TGCTTGGATCCGCGGAGCTTTCACTGCTTGTTGAAGGGCTGTCATTACAATGGGACGCCT
CTGTCTGCTCCTGGTTGTCATTCTCGCCCTGTTCACCTGTCAGGTTTTGTGCTCTGGTGT
TTTTGAGCTAAAGCTGCAGGAGTTTCTCAATAAGAAGGGGATATCAGGGAACGCAAACTG
CTGCCCGGTTGGCTCTGCGCATCCGCAGGGCCACCAGCAGTGCGAGTGCAAGACCTTCTT
TCGGGTCTGTCTAAAGCATTAT
>BJ003208 ID   BJ003208   standard; mRNA; EST; 505 BP.
TTCGGCACGAGGGACGGGTGTGTGGCTTGCTGCGGCTATACAGCTATCAAATGACTTAAA
AAGTTCATTTTCTCTAAAAAAGAGAGCTGACCATGGCCCCAAAGAAAAACACTGACTATG
AAGACCTTAAAAAGTCTATTGATGATCTCCAAGCTGCTTTGTATCCCTTTATGGAACAAG
TGAATACTAAGCTAACACCGATCTTGGATCTAATGGAAGACTTCCAAAGATTCCGAGCTC
AAAACAAGCAATGAGAAAACCGGGTCGGCATTCTGGAGAAAAGACTGGACGATGTGGAAC
AATAAGTAAGGATGAATAATGTCATTCTCACTGGATTACCGATCAAACCTCGGGCAAAGC
TAAATGCAGCTGGAGTTAGCATTGCTAATGCTAATAGCGGTAGTAGTCCTGAAACGGGGA
GCAATGGAGTGACTCTGGAACACCAAGTGGAATCATTTCTCACGTCTAAAGGGATTTCCC
TGGATCTCAACACCATGGAGACCTG
>BJ003214 ID   BJ003214   standard; mRNA; EST; 694 BP.
TTCGGCACGAGGTTTTCTGACAGGGNCTTTCTCTGCCTTGTCCTGTCTTGCTTTGTCTTT
TTTTTCTTTTTGCAATTGAGAGGAATTTCTATTGAACTAATAGAATGGATTATTAAGACT
AAAATTTACCTTTGTTGGAGAAATACTTTGCTATGAGTGTTTTTTTAATGATTTATTGTT
TGCTTCTCAAAAAGTTTTTTACTTTTCTTAGCTTTGCTGCCTTTTTTCAAGAATTTTATT
GAGTCCTCTCTTATTTTTATTTTCATTTCTTGTGATCCGGCATCCTACAACAGCTATGAG



TCCTTTAATGCTCCTGGTTTTGTTTTTGTATATGACTGATGCTAAATTCTACAGACCCTT
TCAGTTTCATCCATACAAGACCGAATTTAATCCAAATTATAATCAACAGAAACCTACCAG
TAGACACAAGAACCACTGTGCCTACGTCACAGAGAAGACAGTGTCCTTCACCATGCAGGA
CGGGGCGGCACCCTATGTGAAAGCCGAGTACAACAAGTGCTCCTGGGGCCACAAATGTCC
ATCTCTCCTATATCGACTGATGTACAAACCAATTTACAAGGTGGCACATAGAACAGTCAC
AGAGCTGGAGTGGCGCTGCTGTCCTGGGTTCTCTGGTTACGACTGTATGGAGGGACACCC
AATGTTCCAGCATTCGATGAGAATGATGCCACCT
>BJ003221 ID   BJ003221   standard; mRNA; EST; 658 BP.
GCGGACACAGTGTCAGACTAAAGNCTTCCTTGACCTTTGACCTTGGTCTTGAATTTTCCC
TCCAAAAAAATCACCTTTACTATTAGTTTCAAATTTAAACCCCGTCTAGGGACTTCGATT
TATTCCCTCCTAACTCCTTGAACATTATAGCTACTGGGGATAAAAGTTGCTTTTAAAAGT
TGTTGATTCTGAAATGGCGTAAGTGTGTTGAACTCACAAAAGTGACATTTCCCTGTTGTT
CACACATTTTTAATAGAATATTATGAAAATGTAATACACGAATCCATGGCTCAAGCTGAA
CAAAACGCTGTCACATACAACATAAACATATTTGGAATGCGGGCGTGGGTAACAAAATAC
CTCTGATTTGCAAGGAAATCCAAAAGTTTATGTTTGCAGATTCTTCTAAAAATCCCATAG
ACCTGTTCATCACCACCAGGCAACCAAGATATGAAATGGCTGCTATGAAGATAAAACCAA
CAGAGTAGCCGCCATTTTGAAAAAAGTGCTGTTTATTTATCGATTTGTCAGGTGCATCAC
TTACCAGATTGGCTTGGGAAGATGGGGAGAACAAGGAGCATGAAGCAGCCACTCATTTAG
TGACGCCTGTTCAAAAGGGGGTGGCGAGCGCCTGCGGGTCATACCACGCCACTCACGG
>BJ003230 ID   BJ003230   standard; mRNA; EST; 570 BP.
GGAAAAACAAGGACTCAGGCAAGCTTCGCCCTGAACTTTCACGGAGAAAGAAAAAAGAGC
AACTCGGACGGAGATCGAAGGCATGGACAGCGCCATCACTCTGTGGCAGTTCCTGCTGCA
GCTGCTGCTAGACCAGACTCACAAACACCTGATATGCTGGATGTCCACAGACGGCGAGTT
CAAGCTGCTCAAATCTGAGGAAGTGGCCAAGCTGTGGGGGCTCCGCAAGAACAAGACCAA
TATGAACTACGACAAGCTGAGCCGGGCCCTGCGCTACTACTATGACAAGAACATCATCAA
GAAGGTGATTGGCCAAAAGTTTGTGTATAAGTTCGTTTCCTTCCCTGAGATCCTCAAGAT
GGACCCACAGGCGGTGGAGATGGGCTTGGCCACTGGAAGGCTTCCTTTGCAAGAAGGCAA
TGCCCATGAGCTGGAAGCAGAAGAGGAGGAGGAGGTGGAGAGTGAGGAGGAGACACAGAG
GAGGACCCAGGGAGCTCTGTCGCAGCCGTGCCGGAGCGACTACCTCCACTCAGGACTGTA
CTCATCCTTCAGCATCAGCTCCCTGCAGAC
>BJ003247 ID   BJ003247   standard; mRNA; EST; 601 BP.
AATTCGGCACGAGGCGTCGGGTGGAGGTTTTGTCTCCTCCCAGCAGCAGACCTTCTGAAC
CCTTCTTCTCCACAGGCGGCTGAACCCGCAGCCGCACAAACATCACCCACCCAGATGTAG
CAGCTGAAGACCTGTGAGGCACTACAGAATAAACCGACTTTCAGTGAAGGAAATAAAAGC
AAAGTGATTATACGTGAATGAGAAAGTGATCCCACCTGGAGTTTGACTGTCCGCGCTGGC
TTTACCTGCCTCCTCTTGACCTCCACAGCAGAGGGAGGCAGCGCTGCTCAGGACCGCCAA
CCCACCCACAGATTTCTCAGACAGCTCCCCGGGTGAGTTGCCATCCAACTCCTGTTCAAC
CTCTGCCATGTCTCTGCTTTCAGCCTCCTCTTCCTCAAACGGTTCCTCCATCAACTTTTC
AGCAAAATCAGAAGGACAAGCAGACGCAGAGGCAGGAAGGGACTCTCCCACTGTTTGTTT
TGGGATACTTCCTAATCGACTTTTGGCGTTTTTCAGCCTCTGGAAAACATTCTTTTCTTT
TTTCCTAGAATAAAAAGAAACAGGAATTTAGCATTTTAGTCCCCTGTGTCTGTGTTGTAG
T
>BJ003248 ID   BJ003248   standard; mRNA; EST; 336 BP.
GCTAGACAACCTACTGGCAAGGNAATGGACATTTCTTTTTCTGCATCTGCCCGGCTGGAT
ATAAGGTGGTGCGCTTGAGTTTGCTGCAGATCATCATGAAATGCGCTTTAAACGCACAGT
AGGCTCCGGCACCGCTTCATCATCTCCTTTTGGCTCCATGTTCACACACAGGATATTTTT
GTTTTCTTTTTTTAAAGTGTTTTTTGTTTTCTTACTGAACATAGGGATACAGAATCTTTT
TTTTTTTCAAGNGANACNCTGAGGATTNAATTAGTNCGTAAAGCTNGAANACCTCCTATG
GGGNCNAAATCTGCTGGAAATAAAAAGGNGNCCGGG
>BJ003254 ID   BJ003254   standard; mRNA; EST; 347 BP.
TCGGCACGAGGTCTGACTCTGCGCTGCAGCAAAGNATTCTGTGTCCCGGCGTCTCTGCGA
GCTGCTGGCAGAGCAGTTCTGAAGAACGGACCCCCCCACCATGACCAGTACTCCCAGCCC
CCCCACCAGCACCCCGTTTCCCCGGCCCTCCTGCCACACCTCTCCTCCCTCCAGCAGAGA
ATCTCTGGAAAAAAAAAAGGTTTAACCTACAGAAGGGAAGCAGCCGNTGCGAGCAGCAGC
AATATTTTGTCATTTTTNTTGTCCCGGATTCTGATTCCTGTTCATCCTCTACTCGTTTAT
TAACATGATGCTACAATCTGGTTCTGTTGGTTTACCTGNGTAGCTGG
>BJ003280 ID   BJ003280   standard; mRNA; EST; 484 BP.
GGTTTTTTTTTTACCTTANTTTTTGGAGCCAGTTGGCTGAGAGAGTCCTTCTTTAATATT
TTGCTTCCCCCCCTCACTGCTTGTCCTTGTTGACCGTTTTTAAAGGCCTTCAAGGGGAAT
GTNCAATAAGTGTAACATTAAACTAGGATGTAAAGTACAAAGTTTTAGCACTTGGAGCAA
GTGTATGACAACAACAATGCCTTTGTGCACTTTGTGTTTCAGCTGTNCAGATAAAAATAA
AAAGCAGCTCAGCCTCAGACGACATGCACTAAACACAAGCTTTGTTGCTTAAATGGTGAA
AAGGTTTTAAGAAGGTAAAACCCTCTGCATTATGTTGACGTTTTAAATGCGTGGAACAAA
GATAAAACCAAAATTGTGTCAGCTGTTCCCTCATAATGCTGTGGTGCTGCATATGCATCT



GTTCTTGACACAAAAAGTATCAGCATTTGTTTATGAATTGTGTTGAAGTGGGATTGATTT
TTCA
>BJ003288 ID   BJ003288   standard; mRNA; EST; 532 BP.
TTCGGCACGAGGGGACAGTTGGTGGCAGTCTAAATACTTTTTTGACCCGCTGTAAATCAA
TGTGACATTATCTTTTTGAAAGGTTGAGCTCTTCCTTTCAGCTTTTTACCACTCTGAGAT
GAACGTGCGACCCCCTGCCTCTCCCTCCCAGTCCAAAATGTGTCCGGGACACATTAACAA
CAATCAGCCGGCTTTTCCTCTGACTGATGCGTAAACGAAAACAAAAGCTTACAGCGGCCA
GCTTGGAGTCACACTTACAAATGGCTTTGGAGAGACGGAGGGAAGGATGTAAGAAAGTGC
TGTCAGGCAACGAAAGAGGCTCCCGGTGACAGCTGTGTCAATACGAGCAGGCAAACGTCA
GGAACTGAAAAGACCGCCGAATGTTTGTGTAGTAAACACCGTGCAACGAGCCTGTAATTA
TGTCTTCATGTCTCATTGCCTGACATGCAAATACATGATTAGACTCCTGTAGATGAGCAC
ATTTAAATTCCAAAGAGCAAGAAACTTGAATATATTTGACTGGCTCTCTGCC
>BJ003297 ID   BJ003297   standard; mRNA; EST; 686 BP.
TTCGGCACGATGGCGCGGCGCTGCAGCCGTGCCACGTCTCAGCAAAGTCCTGTAAGGAGA
CCAACCGCTGCAGCGATCCTGATGTGTTTCTGTCTGCTTCCTTCCGCGGCGCAGGCCGGA
CTCTACACCGCCTCTGACCAGATCACGCTGCTGACGCGGGACAACGTGGAGTCGGTGTTG
GTGAACTCCACAGCTGCGGCGGTGGTGGAGTTTTACGCGTCGTGGTGTGGCCACTGCATC
TCCTTTTCTCCGGTCTACAAAAGCCTGGCCAGGGACATCTCAGAGTGGAGGCCTGCAGTG
TCACTGGCAGCTGTAGACTGTGCTGCAGAGGAGAACAGGAAGATCTGCGTTGACTACAAA
ATCCGAGGATTTCCCAGCATCAAGTTCTTCCGTGCATTTTCCAAAGAGGATTCCTATGGA
ACCAACTATTTAGGCTTTCCCCGTGACATCTCTGGCCTTCGCCACGCCATCATAGACAGT
TTGGAGACCCACGGGGAGCCTTGGCCCCCCTCCTGCCCCCCGCTGGAGCCTATTAGCCCA
GCAGAAGTTGACGTCTTTTTTGGGACCAACCCTGTTCAATATCTGGCTTTGATTTTCGAG
GAGTCCAGGTCTTACGTCGGGCGGGAGGTGATCCTGGACCTGCTGCAGTTTGAGAACATC
ACAGTGAGGAGAGTTCTGAGCTCAGA
>BJ003307 ID   BJ003307   standard; mRNA; EST; 615 BP.
GATTTACGATGCGAGTTTTACAGTAAATTAACCCTAATATCAGCAGAGATTTGTCATTAA
TCATGCTGCTTACAAGCCATATGGCTCCACACTCCAAGGAGGCTCTGAACCTATTTTGTG
TGCACTTGACCTTGCCGATCCACCCAAGGGAATATAAGTGTTGAGTTCTGTCCTCCACAA
GAGTGTGGACCTTGTTCCTGCTCCACTGGATAAGCACAATACCTGAAAGGTGGATTAAGA
GACTTTCTGTTAATATTAAAATAATCCACAGGTGGTTTTGCTTTTATTTTCTTTTTTTTG
TAGAAATGTAGAATAAAAATCATCTCATACGCACAGGTGGTTTAGTTTTTCTTTTCGTTT
TTAATAGAAATTTAGAATAAAATCAACTCAGATGCAAATAAGTCCTGTAGCAATCGCTGG
CTTCCTAACAATTTATGGTCATGCATGTTGTGTTAATTGGTGACTCCAGAAAGGCGTAGG
TGGGACTTTGAGTGTGAATATTTTTCTGCCTGTATGTAATTGACAGGCGACCTGTCCAGG
TTGCACCCCGCCTCTCGCCCACTGTCAGCGGGGATAGGTTCCCAATATGATACACTGACT
AATTTTCTCCTGACC
>BJ003322 ID   BJ003322   standard; mRNA; EST; 338 BP.
GTGCTTTAAGACGCAGATTCAGGTGGATTTGAACTATCAACGATCGTCTGAGGTGGCTCT
ACGATGGTCTGAGAGAAGATTCATTCATTGGTGACATTTGGAGGCAGAATAAAGAGAAAA
AGATTATTTTGAAGAGAAAAACACAAAAAACGTCCTGTGGTTTACCAGCAGAACCGGGTC
CTCTGCCAGCATGAAGACGGACGTCCCCTACAGCCAGCTGCAGGACTTGGACCGGAACCG
GAGAGGATCCAGCAGACAAACGCGGCTGCTTTCCAGATGTTTGCTCCCTCTGGTCTCTGT
GCTCCTCGTGGCTCTGGCTGCTCTGAGCTTCTACTTCC
>BJ003328 ID   BJ003328   standard; mRNA; EST; 576 BP.
GTCCAGACAGATTGTTAAACATTGGAGAGCCACAGAAACTATCTTGACTGACAGCTTGAC
ATAACAACCCCTTCCTGAAAAGGTGTACACTGTGCCCTTTCATTGAGAAGCAATGAGCTC
TTATGTCTTACCTTTGTTTGAATATTGCAATGCAATGAGCAATTTTTATCAGAGTGACTT
GTTATCATTGTGACATGTTGTGACATGTTGTCTGGAGTCATGTGTAAACCTGGAGCATGC
CAGCAGACAGACTTTTCCGTTCTTCCATGGGGAGTTCAAGTCCTCCAGAGGGTTGAGGGT
GGGGGGGTGAAGCAGCAGATGGAGGGCTAGCTCGACACAGGGACCGACCCTTCATATTAA
AGGGCCTTTTAACAATGGGAATCTCTGCTTGGGGAACAGGGTACAAAAAACATGCATCAA
GGGATCTGAGGCAGATGACCTGTTCAACAGGATCAATTTTGTTTGCATTTGTTTGTTTGT
TTTGTTTTTTTCTTTGTGTGAAAAGTGTCTCCAAGTGAAAACCCAGTGGAACATTACTAA
CGCCATTGCTAAAAGAAGAAGTTGGCTCTGTCGCCC
>BJ003335 ID   BJ003335   standard; mRNA; EST; 547 BP.
CGAGGCTCACAGAAGGAGGGGAGTTCTGGAAAACTCAAACCTTGTGCGTTTTTCTCTCGC
AAGCTGTCCCCTTCTGAGCAGAATTACGACGTTGGCAACCGGGAACTCTTAGCCATCAAA
CTTGCCCTGGAGGAGTGGCGTCACTGGTTGGAGGGAGCCGAGCAGCCTTTCATCGTCTGG
ACGGACCATAAAAACCTGGCATACCTACGCTCCGCGAAAAGACTCAACTCCAGGCAAGCT
CGTTGGTGTCTTTTCTTTGACCGGTTTCACTTCACCATAACCTACAGACCAGGCTCCCGC
AACATCAAACCCGATGCCCTCTCCAGGAAATACAGTCCGTCTGAGAACACTCTATCATCT
ATCCTCCCTTCATCCTGCATCATAGGAAGTGTCACCTGGGATATCGAGGCCAAGGTTCTT
CAAGCCCTGGAAGGGGACTCTGACCATCCACCCGCTCCCAGGGGCACACTGTTTGTACCC



GCTCATCTCCGCTCCGAAGTCATCACTTGGGGTCACGCGTCTCGTCTGGCGTGCCATGGG
GGGGGTC
>BJ003339 ID   BJ003339   standard; mRNA; EST; 580 BP.
TTCGGCACGAGGCAGAAGTCTTTTTTTTGTTTCGTTATATTAACAAATTTTCCCTTAGAG
CCTTTACATAAATAAGGAGTATGGTGATGAGATAGCAGGAGGAACAATAAAGAAATGAAC
TGATAAAGTGGTGGAGGAATTCTGATCAGAGCGGGTACTTACAACGCGGAAAAGCCCTGC
TTCTTCCCTGGATCTTTCCTGCCGTCTGATTCACAATCTGTCTCATCTATAAACTCCTGC
TCCTCCTCCTCCTCCCCCCTTCTGTCTGTGCTGACATCTATCTTCATGCTCTTGCCTTCT
GCTTTTCTGTCATTTGGCATCTGGGCTCTCTCGTTGCCCTCGCGCCTTTCCCTGCTTTGA
ACCTGAACGTGGTTGGTCCTGTTGGTCTCCAGCTCCACAAACACACTCTTGTCTTTGGGC
ACGTGCACCGTGCTCGCTTTCTCCTGGGAGAACTGGGAGCTGCGGCCGGGCAAAAGGCTC
TGTGCAAACGACGTGGTCGGGTGCTGCCTGGCAGCAGAATAAAAGTTCAGAACGGGCGGT
CTGACCGTGGGGTTCGCATCCGTCTCCTTGGAGCAGGACG
>BJ003345 ID   BJ003345   standard; mRNA; EST; 497 BP.
TAAAAGTCTCGGCTCGAAAGATCCACCCAGAGTCTTCTGAAGAAGATGAGGCAGAGGATG
CTGCTGATGAGGAGAAAAATCAAAGTGAAACATCTGATGAAGGCTCTCCAACCTCTTCAT
CTCCAACCGTCCACCCATCCACACAAAGAGGAGAAACCTTCAAGCCTCGCTCTGAGGCCA
CGCCCATCAGAACCACCATGTGGGTAGCCAAGATGGAGGCGGGGTCTGAGGAGCTGCTGG
AGAACGCCACGGCTGCAGGAGTGGATGGGGCTCAGAGGAGGACGGTGCCGTTCTTCGCCT
GGACCCTGCTGGACTCGGCTGGTCTGACTGACGGGCAGCAGCCGAACGTTGCAGAGTGCA
GCCTCTCCTTCAGCGTGTCCGGCAGCGATGGGCGGAGCAGGAAGGAGATGCCAGCGCTCG
GGCAGATGCTGCACTGCCTGACAGGGCGCTGTCCGCAGGAGTACGAGATGTACGGCTGCT
ACTGCGGGCGGGAGGGG
>BJ003348 ID   BJ003348   standard; mRNA; EST; 698 BP.
GTAGCACTCGCCCTCCTTGGCTTATTTAAAAGCACCCTAAGGGCCTCATTGTACACCACC
TGCAGCTTTCTCATACTGGTACTTTTATAGTTTGTCCACAGATGAGCTGTATACAGAGGA
GGACAAAATGCTTTAAATAACACCACCTCGACTCCTTCTTTACACATACCAAACTTGAGA
GAAAGAGTGTTGTCTTGGCCATATACACTATGACACTGCCTGTAGATATCTGCATCATCT
GACAAGTCTTCTGAAATGACATGCCCAAGATACTTTATCTTATTAGTTCACACGAGCACA
GCATTTGATAGGTCAAAACCAGGGAAATTGTGATTTTAGTGTTCTTTTGTCCGAGAAATC
ATAATCAAACTTTTTTGTGCATTTAATGTGATGTCATTATCAAGCTCATAAGCCGAACAG
ATGTTAAGGAATTGAAGACCAGCAGTACTTGGACTCAACACAACTAGATCGTCAGCATAC
ATCAAATGGTTGACAATGAGATCTTCAGCCACACAAGTGTGAACAACAAGTACTTTAGGT
TTGAGAGACAGTTCATCCACATAAAGTTAAAAAGAATAGGAGAGAGAATGGTGTATTTAA
AATGTCTGAAACCCTATTTTCCTCATTTGACCTGCATTGTTTGTTGAGCATACCAATATG
CCAGAATACACACAACACATTTAGGTACACATCTCTCC
>BJ003365 ID   BJ003365   standard; mRNA; EST; 392 BP.
ATTCGGCACGAGGACGTTTTCTCTTTTCAAGNCTGCGTTGGAGTCGTGCTTCATCCTTAA
AGACTGATCACTGAAATTTTCAATTTACGGAGGAAAACTGCGCGGGTATTAGCGGCACCC
CTACTTGTAGGAGTGGGGGGGTAGTTTTCTTTTTAGTTTTCTTTTCAGTGCACCATCAAG
TGGCTATTGCTGCATAGCCGAGCTTTGGCTGCAGCCAAAGAAGGGGGGTGGGGGGTGTTT
CCAAGACTCCTGTATGGAACCTTCAAGTACTGTCAGACCTCCTAGACCTCATCTGCTCAG
ACTATTCTAATCAGGGGGTGGAAAAACCTGCCGTTCGGGGTGGGAGGGCTTTTCTTTACT
AAGAGAAGCAGCCGTGGAGGGGGGCGGAGAGG
>BJ003367 ID   BJ003367   standard; mRNA; EST; 655 BP.
GGACAAAAGGTGAGAGGAGAAAACGGGAACCCCACCCTCCTATTGCCTACAAGATGTTGC
TGACTCTTCTATACAGTTGCACTGGTGGAGCAGCTGTCCTGTACGCTCTGTACAGATGGA
TCATCCCCTTCATTGTGCAGTATCACGCTGGACTGGCGCTCATCTGGCACGACAAGTTTG
TGGAGGGAATGCTGGACATGCTGACCCGAAGCACTCGTCCTCAGGTCTGCCTTATATCTA
CAATCGTTGTCAAAGAATTATTTTACGTTCAATGCATGTGAGAAAAAAACAGTAGGTAAA
AAAGATGGATAAAGAAATGTTCAAGCTGCACGCTCCAGCTGAACCGGGCCTCAGGAAATA
CCTGACCTGTCTGCTGCTGTGTTACCCTGCACAGCAGTTGGATTCTCACATGTCTCCCAA
AACACTGTTTGTTTCCAAAGCAAATACAAAAGCTACATAGATTTTGGGTTTCCTAGAGTT
TTTGACACAAAAGCCACCTTTAGATGATGACAACCCTGTGGTGAGACAGAAAAATGTTAT
CCTTTTAATGACTTTTCTAGGCTTCATTACAGACAATACTTTGCTTTTCTTGTGTGCGAT
ACTTGTTCATAAACTGGCAATTTACAGTCAAGACTGTGAGGGTTTTTGGAGTTAA
>BJ003376 ID   BJ003376   standard; mRNA; EST; 666 BP.
TTCGGCACGAGGGAGAGATTGAGCAGCACACCTCAAGNCACAGCTATCTGTGCACGTCAG
GGCCTAGTGTTTGCTACAAAACAGCCGGGGATTATTTTTCACACCCACTTAATAATCGTT
TTAAACGAAACATTTTTTCTTTGGAAGCGTGCACATCAGAACAACAGAGCATGGCAGAAG
AGGACTTCCAAACCTTTACCTCTGTCATGGACGCGCTGGTTCGTATCAGTTCCAACATGA
AGATGATGGAAAAGGAGCTGCTGTGCCCGGTGTGTGACGAGATCGTGAAGCAGCCCGTCC
TCCTGCCATGCCAGCACAGTGTGTGTTTGCTGTGCGCGGCCGAGGTGTTGGTACAAAGAG
GCTACCCTCCTCCAGACCTCCCTCCGGAACCCAGATCACCAGCCTCCTCGCCGAACACTC



GGTCCCCACGCCAAACTCACAGACCCACACCCAGGACTCCTGACCGCTTGGAGCGGGTCC
TCAGAACAGTGTGCAGCACATACCCAGGGCGGCGACGGAAGGACACAACTCTTCCCCCCA
TGATCTTCCCCTGTCCTTCCTGTCAGCAGGAAGTGGAGCTCGGGCAGAGAGGCCTGTCAG
ACTGCTTCCGTAACCTCACTCTGGAGCGCATTGTGGGAAAGGTACAGGCAGACTATAAGT
CTGGGC
>BJ003388 ID   BJ003388   standard; mRNA; EST; 501 BP.
GCTGGACTCGTCTTCGTGTCGGGGCAGGTTCAGTCGGTTCTTTACATCATCGTCCTTCAG
GCTTTAACCACACGACTCGCCGACTCGCCTCAGTCGACCTGCGGGGATGCAGCGTTCAGC
TGGAGAGTTCCTCTGATGGTGATGGCGGGTCTGTGCAGCTTCTTCTCCTGCATCTTCATC
GTCTTCTTCCACAGCCGTTACCGACGCCTGGAGGCAGAGCAGGAAGCCAGCTACCGGCCC
AAGAGAGGCAACTCCACGGCCGCGCCGAGCACGGGGACATGAACACGGGTTACACTTTGG
AACTTTTAGGATTCCTGATGTGGTTTCTATGAAGTGGGGGTCTCTGATGAAGGGTTAGGA
AATAATAGGTGGCTCTAAAAACGACACCATCTGAAACTTTGGCTTCAGGAAACAAAGTTA
TTAAGCTGAAAAAGTTCAGAGATGGACTAAAAAACAGTCATGGCAGACTTTAAATCGGTA
CTGAATTTTTTTTTTTTTNAA
>BJ003400 ID   BJ003400   standard; mRNA; EST; 461 BP.
CGAGGCAGACTTTACGCTGGTCAAGCACAAACCTAAAGCTGCTGGCGGCGGCGACCACCA
GCAGCTGGCGGCGGCGGCCGCCTTTTCCCGCTCTCAGAAAGTGTTGACTCTGGAAAGGTA
CAGAGAGAAACAGGCGGCGGAGCTGCAGAACGGCGTGAAAGAGGAGCCGAGCACGGACAT
GTACATTCCCCCGACCCCCCACCACCACCACAAGAAGCACGACGGCAGGAGGGACAAGCC
CGGCTCCAAGAAGCCCCGGGCGGCCGCCTCCTACGCCGACGGCGGCTCCTCCACCAGCGA
GGAGCTGAAGATGCGAATCAAAGTCTCGTCGGAGCGCCACGGCGGCTCGGAGGCGAGCAA
AGACAAGCACAAAGGCCACCGCCACTCCAAACACTCGTACTCGCTCACGGCGGGGGGCAG
GGCTGCCCTGGAAAACGGATCCGCCCGAGCCGTGGGCGGNC
>BJ003406 ID   BJ003406   standard; mRNA; EST; 520 BP.
GCAACCACCTGCCCATTTCGGGTCGGGAACCGTGGAACCGGTGCTGAAATTCGGTTTCTG
GGCAAACCGAAGCCCCGGGGGCTGTTGTACGAACAGCGCCATGGCTGCGTCTTCCCATCG
GATAACGTTTGGCCCGCTGGTCGCTGCTATCGACCAGGGAACCAGCTCCACACGGTTTTT
GGTGTTTAACTCCAAAACGGCCGAGCTTCTCAGCCACCATCAGGTGGAAATCAAGCAGAG
CTTCCCCAAAGAAGGATGGGTGGAGGAGGATCCTAAGGAAATCCTTCAGTCCGTGTACGA
GTGCATGGAGCGAACGTGCGAGAAGCTGACGCAGCTCAACATCGACATCTCAAACATCAA
AGCTATCGGAGTGACCAACCAAAGAGAGACCACTCTTGTTTGGGACAAAGAGACAGGAGA
GCCTCTCTACAACGCAATTGTTTGGCTCGACCTGCGGACTCAATCGACGGTTGAGTCTCT
CATCAATAAGACGCCAGGAAGGAATAAGAACCACCTGAAG
>BJ003407 ID   BJ003407   standard; mRNA; EST; 590 BP.
GGTTTGTNAAGNATGGCGGAGGAGAAAGGGAAAAGGGATGAACCCAAAAGTGAGGAGCAA
ATGATGAAGGAGCTGGTGGATGACCTCTACGACTTCCGAGATCATTATTATGAGACGCAC
GGCGCCGAGCAGGTTGGAAAGAAGCAAAGCGATGTGACCCGACGGATGGAAGAAACCCTG
AAGAAGCTAGAGGACAAAGAAAGTGGACTGCTTTAAGAACAAGGCCGGGTTTTTGCTGCT
GAAAGGCAGGTGTCTGAATGTGGCTCCGGACTTCTGTCCCAGAGCGGAGGAGTGCCTTTC
CCGTGCCGTTAAGCTGGACCCCAGCCTGGTCGAGGCTTGGAACATCTTGGGGGAGCAGTA
CTGGAAGAAGAAAGACCTGATCGGAGCTAAAAACTGCTTCACTGGTGCTTTGCAGCAGAG
CAAGAACAATGTGTCTCTGCGCAATCTGTCTATGGTTTTGAGGCAGCTACCAGCAGCCAA
CGGGGAGGAGCATCGCAAGCAGGTGCTGCACAGCGTAGACCTGGCCCGCCAAGCTGTCCA
GTTGGACGTTAAGGATGGAACGTCTTGGCGTGAGTGAAATAAAAACAAAG
>BJ003409 ID   BJ003409   standard; mRNA; EST; 600 BP.
TTCGGCACGAGGGGAGAGCGGCACTCGGACCGTCTACATAGCTCTGCCATCCGCTCCGCC
GTCACCGTGGCGGCTCTGACGCTCCTGTCTAACGCTGTCGGACTACCGAGGAAATGCCTC
TGAGGTTTCGCTCTGTGGTTCCCTACACGCTGCCTGGGGTCCTGGTTCTGATCGGCTGGT
GGTGGTTCACCTCCCGGAAGAAAGAGCGGCTGGTCGGCCAGGGCGCGTCAGAGGCCCCTC
CCACCCCTGTGAGCCTTAAAGCATGTCAGGCTGAAGGCAGCAATGGTTTGGTTGAAAAAG
GCACTGTGCACTGCCCACAGGAAGCAGACTGCCCCACCCTCAGACCTGCAGGGGTCAATG
ACTTGAGCTCACAGCATGAGGGGGGCTCCCAGGACTCTAAAACAGCACCTTCACTGGACC
TAGGTTGTGAAGATGCTTCGCCGCCCCCCTGCAGAACAGGCCTGGGGGAGTTTGAGGCCC
CAGACTCTCCTCTGGCTTCTCATGAAGATCAGGAGTTCTCAGAGCGACTGTTGAAGGAGC
ACACGGAGCCAGAGGGGGGCTCCCTGTTTGCTTCGTTGGAGAGACGTCCAGATGAAGACT
>BJ003417 ID   BJ003417   standard; mRNA; EST; 293 BP.
GACTCTTACTGTTGATACCCCCCACCCACACACACACACACACAAACACACACACACTTT
CCAGAAACCATCATCCGTGCCGTCCTCATCTTCGCTGAGGGAATATTTGAAGGTGAGAGT
CACGTGGTCCATCCCAGCGCTCAGAACCTCTCTGGGTGTGTCCGTGTCCCCATCGTTCCC
CCAAAAGACATTCCAGTGGATCTGCACATCAAAGCCTTCGTGGGAGGAAAGTGCAGCACC
CAGTTCCACGTGTTTGAAATCACTCGCCAGCTGCCGCGCTTCTCCATGTACCA
>BJ003418 ID   BJ003418   standard; mRNA; EST; 450 BP.
ATTCGGCACGAGGGGGTGGGGGGTTGGGGCGCATGCGTGTGTTTGGAGTTAAAACTATTG



TTGCAAATGGGTCGAGGATTAGCACAGCATCAATTACTGCATCATCTCCTCAGCCTCCAA
CAGTGCCGTGGAGCGTCTCCTTCCACGTTTCCACCAACTTTCTGCTCGGTCACGTGACGC
ATCCTTCTGTTTGGTCACGTGACGCATCCTTCTGTTTGGTCACGTGACGCATCCTCCTGT
TTGGTCACCGGTGGAGTCGTTTTCTGTTCCCAGCGATCCAGTGAAGGAGAACAAACGCAG
AGATCAGTTAAACCGACTGACCTTGAGGTCCAGAAGATGCCAAAGAGGCCTTCCAGCGGT
GCATTCTGGGCACATAGGAATTTGTAATGGGCCCACATTGATCAAGAGAAATCAATGCAA
CCCCCCCCCCCCTTNATGCTATGCTAACAT
>BJ003432 ID   BJ003432   standard; mRNA; EST; 505 BP.
TTCGGCACGAGGCTTCAGCAAGTGAACTGAGTCAAACGAGACTCGTTCTCACAGAAATGT
GTCCATTACTGCCGTTTTATACCTTTGTGGGTTAATTTAAAGCCTTGTTGTAACAGAAAA
CACATTTTATCTGTGACCGACGTGACAGGACGGTACCGTAAACCTGAGCGTTTGTAAATT
CTTGCTTTTGGGAGAACGACTCCTGCGGCTCTTTGAATCCTTCATGCATCTGCGGGGCGA
GCAGCGCCGCACGCCATGATCAAGGTGTTCCGCAGTCCGGGCCGCCATGGCTACGCCGTG
GAGGCGTCGCCGTTCCTCCCCAACAGGGTGGCCTGCGCCGCTTCCCAGTACTACGGGATC
ACAGGTTGTGGCACGCTGCTGGTCCTCGACGAGACTCCCAGAGGACTGGTTTCAGTCAGG
AGGTACAGTTCTGGTTCCTAAATTGGGCGTCTGTGGCGCAGACATTGATCCGGGTCTGTG
TTTGTCAGCTGGGAGTGGGGAGACG
>BJ003433 ID   BJ003433   standard; mRNA; EST; 892 BP.
TTCGGCACGAGGCTTGTGTTGAGNAGGACGGTGGTGTTTTGTTAGGACGTTTGTGAGGTT
TTTGGACAGAAAGGACGATACGTGATTCGTGTGGGAACTCTCAGCATTTTCCAAAGTGTC
GTAAATGAGTGAAGAAGTGTTGAACGGAAAGACTACGTGGATTGCTGTGATTGTGAGACT
AGCAGACGATCGATCGGAGCTGCAGTGAAAAGGACGGCGGTGTTTGTGGGAGTTGGAGCT
GAAGATCGGAGCAGGAACCATGTCTGCAGAACCTCAGGAAGGTTCTGTCAGAGAACAACT
TTCTGCTGCTGAAGGAACCATCGTCCAGAACGAGGAGGAGGAGCTCTGTCGTCAGCGCAG
ACTGCTGGATAGCAGCTGGAACCCGCAGCTTCAGCTTCACATAGTTGTCCTCCCCCAACA
TTGGATGACTAAAGAGGAAGATCTCTGCAACCAGCAGAGGAACTTCAGAGTGGAACTGGA
GGAACCAGAACCTCCACAGATTAAAGAGGAACAGGAGGAACCAGAACCTCCACAGATTAA
AGAGGATCAGGAGGAACCAGAACCTCTACAGATTAAAGAGGAACAGGAGGAACCAGAACC
TCCACAGATTAAAGAGGAACAGGAGGAACCAGAACCTCCACAGATTAAAGAGGAACAGGA
GGAACCAGAACCTCCACAGATTAAAGAGGATCAGGAGGAACCAGAACCTCTACAGATTAA
AGAGGAACAGGAGGAACCAGAACCTNCACAGATTAAAGAGGAACAGGAGGGAACCAGAAC
CTNCNCAGATTAAAGAGGAACAGGAGGAACCAGAACCTNCNCAGATTAAAGAGGAACAGG
AGGAACCNGGACCTNCNCAGATTAAAGAGGAACTGGAAGAACCNGAACCTNC
>BJ003456 ID   BJ003456   standard; mRNA; EST; 480 BP.
GATCTTCTACTTACCTCAACACTCACCTGTGTTTTCCTTCCGGTTCCAGCATCTGGGTCT
GCCTCACTAAGCTAGCCATGAAAGTAGATTTTTTTTATTCATGACAATTGACTGTACAGT
AGCGAACTTTATAACACACATTAGCTTCAGAACATCATCTTCACCAAAGACTGCAGTCAC
TGACTCATCTACTTGCTGTTCTTAGCACTGTTGTCACTTTAAACTGTCACTTTAACCATC
TCATTGCTCTTTTACACTATTTAAACTGTTGTTATTCTTATTATGGTTATTTTATAAGCT
GCTTGCACTGTGGGGTGAGAGGAAACTAATTTCATCTGTGCTGTATGTCATTCTTATGCA
GCATATTTGACGATAAAGCTGACTTTGACTTTGAGTGTCACTCTGTCTCTCTGTGCCTTA
AAACCAGGAGCCATGGCTTCCTCCTTCATCAGTTAAGTGCGAGACGGGAACCTTCTTCCA
>BJ003461 ID   BJ003461   standard; mRNA; EST; 607 BP.
TTCGGCACGAGGCAAAAACCTTTTGATNTCTCTGATATTTGGATTCTTCCTTTTTTTAAC
TTGAAACCACTGAAGGTTCTAAAGAATGAGAAATGGCTTCATTTCCAGCCTTGATGTTCT
TCCTATTATTTACAACCTTCCTGAATTCCGGATGTGAGAGTGGAAAAGTGCTTGTGTACC
CAGTAGATGGGAGCCATTGGACTAACATGATCAAAATACTGGAAGTGTTGCATTCAAAGG
GCCATCAAATCACAATCTTCCGCTCATCAAACAGCTGGTACATTTCTGAATCTTCCCCTT
ACTACACCTCCATCACCATCCCTCAGGAAAAGCCCCAAAACGTAGAGAGCCAAACCTACA
TGACCACCTTCTTGAGGAAGACTTTGGAGGACCGTCAATACCAAGGTACATTATGGGGAC
TTTTTGAGTTTTACAGAAATTTTTTTAACTTAATACAAGGAAACCAGCAGGTTGTGGCAA
ATCTGGCTGCAAGCATAATTGAGAACAAAGACTTTGGTAAAGGAACTGAACCAAACCAAG
TATGATGTTTTTCTAACGGACCCCGTGTTTCCAGCTGGAGTGCTGTTGGCGCATCATCTA
AAGCTTC
>BJ003490 ID   BJ003490   standard; mRNA; EST; 536 BP.
GGGCGTTCCAGCGACCTGAGNATATGCCCTCAGNATGTTACTCCCCGGTTCTGTACAAAG
GACCGACTACCAGCAAAGCCAGTGAGCTGAAGACGATGGTGCTGCAGTCCGATCAGCTGC
ATTATGTTGTCAATCAGGTTTCCAGAGAGTCGGGCGTTCCTCTGGATGACGTCCAGGCGG
AGGCATCGGTCATCCTGGAGGAGATGGCCCACCGCCTGCAGCTCAGCACCGTCCGCTTCT
TCGCCTTCACCCTCAGTAAAGTCTTCAAGGCGATATTCAGGAGCATCTGCGTCAACGAGG
AGGGCGTGCAGAGGCTTCAACAGGTCGTACAGGAACACCCGGTGGTTCTGTTGCCGAGTC
ACCGCAGCTACATGGACTTCCTGTTGATGTCGTACCTCATGTACACCTACGACCTGCCTC
TGCCAGCCATTGCTGCTGGCATGGACTTCATGGGGATGAAGGTCGTTGGCGAGATGCTGC
GAATGTCCGGAGCCTTCTTCATTCGCCGCTCATTCGGCGGGGATAAGCTCTACTGG



>BJ003497 ID   BJ003497   standard; mRNA; EST; 604 BP.
CGGCCTTCTCTGGAGCCTGCGTTGCGGACGAACCCGCCGCTAAGAGATCGAAAATCACTC
CACCGGACGACCGCGTCTTCAGATCCATCGAGGCGGAGCCGTTTTCCTACGTCTCCCCGG
CCACGGAGAGCCGGGAGGCGGCGGTGAATTGCGAGCAGCGGGCCGAGAGGGAGGCGAAGC
CGGCGATGGCGGGGGAGCAGGCCGCAGCGGGCGGAGACAACAATGGGCTGGGACTGCTGG
GATGCGAGCCGCCGAACCCAGCCGAGAGGCTGAGCTTCGGCTTTGGTTCTGCTGAGGGGA
GAACGGGCTTCCTCGGGGCTGACGATCTTCCCTCCAACGGTCTCGCCGTCACACCAGAAC
ACCTTAACGACGACGATGACGGATCCTCTCATGCTAGTTCCAGCGACTGGACTCCGCAGC
CCCAGATCGGTTCCTACAGTCTGATCCATCAGCACATCAGAGAGACGGACCCCAGGGCCA
TTCTGCGGGACCTGCTGCCCGAGACCATACTCCCACCCGATCTGGACGACATGACCCTGT
GGCAGATCATCATCAACATCTCAGAACCTCCCAAAAGGAAGAAGAGAAAAGACGTGAACA
CTGT
>BJ003506 ID   BJ003506   standard; mRNA; EST; 411 BP.
GGGACAAGCTGGGCGCCGCCGCGGACGAACGGCGGGAAGTTCCGCCTCGGTAAACTTCTG
CGGACCGGGACGCGGCTCTCCGGGGCTTCGGGCGGCGGGCTGTCCTGTGGGATGGGTGAC
GGACAGGAGCAGGACCACTACGAGGAGCGTCTGAAAGAGGTTTTTGACAGTTTTGACGCC
AGTGGCTGCGGCTCTCTGACCCCCGAGGAGCTCGCCGACCTCTGCCGGTCCCTGCAGCTG
GAGGACGCCACGCCGGCTCTGCTGCACGCGCTGCTGCAGAACCAGGACCGCCTCAGCGCC
AGGGTCGACTTCCAGCAGTTCAAGACTGCGCTGATCCAGGTTCTGTACTCCACCTTCCCA
GGAGCTCAGGAGGAGCAGGAGGCCCCGCCCCCTACAGCGTCTCCTGAAATC
>BJ003511 ID   BJ003511   standard; mRNA; EST; 629 BP.
TTCGGCACGAGGGGAGCAACATGACGCACGGNAGNAGAAGGAGGACTAGTCCAGTTTCTT
TCGTAACACGTTCACTGCAAGGTTTGTGATTTTCCTTCAAAAAAGAAAAATAACAATGAC
TTAGATTCCGAAACTTTTTGAATCAGCCTGAGTGGGCCTCATAAGAGACTGAGTGAGTGT
GCAGGATCTCGGTGTGAGGCCGCTGGCTTCCCTGCAGGAGATTATGCAGAATGCAAACAT
CTGGGCACATCTGTTAGCCTGCAGCCTCCCCGCGCTGCTGCATCCTTCCACAGCCTGTGA
TCGTGCGGCCTCAGGCCTGCGTTCTGTCTTATTATGAGTCTGGTGTCGGGATTCCCGCAC
CACCCCGCCATGCACCACCACGAAGGCCACCACTACTCTTTGCACGCGGCGGCGGCGGCG
GCCCTGGCGGTGTCACGAGGATCCCGGAGGCGCTCCATACTTCACGAGCTGGCTCATCAG
CCACGCGGACATGTCGGCGGCTGAGTACGGCCTCGCGCCCGGCTACAGTCCTGAGTACCA
CGGGGGCGGTGGCGGCTCTGCGGGGGGCCTGGACCCCCACCACCATCACTACGGTGCCAG
CGGCCTCATGCCGGGCTCAGTGAACGGGG
>BJ003516 ID   BJ003516   standard; mRNA; EST; 616 BP.
TTCGGCACGAGGACTGGCTGTAATGAGTCCTCTAATTGTTCTTCCTGTGCTTTAATTCTA
CCAGAAAAAAATTAAAATATTTCACTCCTCATCTAAATGTGAAATACTCTGCTGCACCTT
TTTTTTAACTTTAGATTCCGATTTTTCTTTTACTTTCATTGATTATAAAAAGAAAAGTGC
TTACAAGTAACACACTACAAATCTGATATTGTAAGGGATTACTTTTAAATGACATTAACA
GATAATCTGTAATGGAATACAGTTTGACAGTTGCCCAACAACTCAACAAATTTAGCTCAG
GAATATGCCATTTATTTGATGTCATTTATATTCTGTCATATTTTATGCAAAGAGAGGATC
GCAGGCATAAAAGCCTGGGATGAAGTGTAACACTTTCAGTTTCATGTTTCAACTTTAAGA
CTACGGAACCTAAATGTGACAATTTATAACAAGAAAAACAAAAATCTCTGTGTTTACATT
TATTTGAAGTCTTTAGACTAAGCAGTAACAAAGGGAAGTTAAAGAAGTCTGTTTCAACAT
TGAATCCAGTTTTACGTAACTCATCTAATGTCAGAATTTTGTGACCACTTTCCTATTTAA
AGTTAGGGATTTGTTG
>BJ003520 ID   BJ003520   standard; mRNA; EST; 564 BP.
TTCGGCACGAGGTAACGAACAGCCCAGGGCAGGGGAGCGGGCCCGGCCGCTTGCCGTTTT
TTGGCCTTGGTGTTCTCGGTGGTGTCTTAAATCGCCCCTTCGGCTGCTCAGAGATCATGA
ACCACATTCAACAATGACATCCAGATTCGGTAAAACCTACAGTCGCAGGGGAGGGGAGGG
CACCTCCAAGTTTGACGAGGTTCTGTCCACCAAGAGAGGCACCCTCAGTACCAAATGGGG
CGCCACCACTTACAAAGCCAAGGTGGGCTCCAAGCGAGCCGGGGCCCCCAAGAACGACTC
TTTCCTGGAGGTCTCTAAAAGGTCCCGGCCCTCCAAAGGGGACTCGGAAGACCCTTTCGG
GTTCGACAGCGATGAGGAATCCAAACCGGTGTCATCACGAGTGGCCAGCAAGTCATCGCC
AGGCAAACCAGCTTTTGGGGAGCCCCCGCAAGCAGAGAGGCCAAGCGTTTTTCTCGACAC
GGGAAGCAAATCCAGCTTCCTGGGATCATCACGCATTACACAGTCTGATCAGGGAGTGTG
GTGGGGGTCTACCGACACAGGCCA
>BJ003524 ID   BJ003524   standard; mRNA; EST; 472 BP.
TCGGCACGAGGGTGAAGTGGCGCGCGCGCGCAGCCCGGCAGNAGGACATCACAGGCGGAG
GATTACGTGCGTGTGTCAAATTACTGTCAAAGTCAGAGAAGTCCCGCTTTTTCATGCTGT
CCTCACGGCGCTCTGAGCCAGTAACGGACCGGGCTGAACCATGCAGAGGCTGCTGCTCCT
CAGTCTGGCGCTCACGTTTCCAACCGTGAGGACGGCGAGGTTCTCCCAGGAGCCGGCAGA
CCAGTCGGTGGTTCGGGGCCAGAGGGTGATCCTGTCCTGCGTTGTTTTCAACTACTCCGG
CATTGTTCAGTGGACCAAGGATGGCTTGGCTCTGGGGATCGGCGAGGACCTCCGGGCCTG
GCCCAGGTACCGTGTGCTGCGGGTCCAGGAGTCGGGTCAGTACAACCTGGAGATCCTGTC
AGCCGATCTGTCTGATGACGCTGTGTACGAATGTCAGGCCCCCGATGCCGCC



>BJ003542 ID   BJ003542   standard; mRNA; EST; 454 BP.
GATGGCGGAGAGGTCTTCTGAACGGGATCAGTCTCAGCCCGAATTACTGAATGTGACAGC
GTGACAATCTTTTGTTCCTCGTGCCATCAGGCAATACAACTCTCTGGCAGGGCATCTTAC
AAATGGCAGACAACAACTGTGCAGACACCCACTTGGCCTTCTTCAGTGACGCTGTGAACG
TTTATGGCTTACCTCTGAGGGTGAGAGGAGATCACGGAGGAGAAAATGTGGGCATAGCCG
AGTAAATGCTCACAGTACGTAGAACTGACACAAACAGCTTCATTGCAGGAAAAGTGTACA
CACAATCAACGGTGAGTTGAACCTAGTTTTAGAAGCTTTAATATATACACAGGGCTCCAG
ACTGCGTCCATTTGGTCGCATTTTGCGACCAAAATTTGAGAGTGTGCGACTGAATTTTAC
ACCCAGTCGCACATGTGCTACCAGTAAATTTGCC
>BJ003551 ID   BJ003551   standard; mRNA; EST; 504 BP.
GGTCTTTCTCTGCTCATTCCGGCTAATGTTGGCTCGTTTTCGTCGGTTTCGGTCGGTTCG
GAAGAGGCCGGAAAGAAGTGGACTTCCGGCACGATGTCGGTGCTCGAAGAGGACCGGTGT
TACGGTCTGCGCAGCGGTAAAGTCAGCCTCGCCAGCAACCAGTCGGTTTTTCACGTAAAA
CTCACTGACAGCGCGGCGAGAGCTATCAGCTCTCTCCAGGACGGCAAGGGCTGCGCTCTT
CATCCGAGCATCTGTTTTAACGGAAGCCAAGGGAGAATCACAATACCTTGTTCGGACAAT
AAAGACGAAGTCAGGATCTTTACCTTCAGTGTGGCCAATGTTGCGCGGAGCAGTCCTCAC
GGGAGCTTTGACTGCATTAGGCAGTTCAGCAACAGTGCTGCCGAGGAGCTGTCATGCCTC
GGAGTGATTCAGAAGAAGATGACTATCAATGCCACCGATGACTCGTACGACAAAGCTCGC
CAGAGCATGGCCCAGGCAGAAGAG
>BJ003560 ID   BJ003560   standard; mRNA; EST; 547 BP.
TTCGGCACGAGGGTNACTTTGGCTCGGCAACCTGACCCCCGTTCATCAGCCCCTTCCAGC
TTTCCGGCAGCTGGTGGAGGACTTCAGTGACGTAGCTGACTTCCTGCTGGTTTACATCGA
CGAGGCTCATCCCTCTGACGGCTGGGTGGCTCCTCAGATGGGCCCTTGCTCCTTCAGTTT
CCGGAAACACCAGAACCTGGAGGAGAGAATGGGAGCTGCGCGCCAACTCACTGAGCACTT
TTCCCTACCGCCACAGTGCCAGTTGGTGGCTGACTGCATGGACAACAATGCGAACGTGGC
ATACGGCGTGTCCAATGAACGGGTGTGTATAGTGCACCAAAGAAAGATCGCCTACCTGGG
TGGCAAGGGGCCATTTTTCTACAACTTGAAGGAGGTGCGCCAGTGGCTGGAACAGTTACG
GCAGACGGTAGGACCAAATACAGAGGAGTGAAGAGAAGGAAGTGCCTTTCATTCAACCTG
GAAAAAGATCCTCTGGCTTCAGAAAAAACTCGGAAAGTCTGACTTCCTCTGCCTTTGAGC
TGTAACA
>BJ003561 ID   BJ003561   standard; mRNA; EST; 503 BP.
GCAACATTGCACTGGAGGCCCACACCATCAGGGCCAGTGACTGGAACGGCATGAGCTGCA
TTTTGTTTCAGATGCGTAATTCCGAGCACACCCCCGCTCAGTTCATGTTCAAGTGCAACA
CGCCAAGCTCTGCACAGAGCGTCATTTACAAGAACACAGCAGTAGATGCTTCGCTGCAAC
TTCCTCAGTACCTTTTTGCTCAGGCCGCACCGGCGGACGACACGGTCTACAGGCTCCACC
TGCTGGCCTTTCGTAACGGCAAGTTTTTCCCCTCCACGGGCAACACCTCCATGCTGGCTG
ATGGAGGACGGAAGAGGAGTGTGGCCACCCCTGTTATCATGGCTAAACTAGATGGCTCAT
CTGCTCGTGCCCTGAAGATCCCGGTTAATGTCACCCTGCGACGGTTCGCACACGGCTCAG
ACGCTGTATCTGCCTGTTGGAACATGAGCCTGGATGGAGGTCAGGGAGGGTGGAGGAGCG
GGTGCTGCCGCATTCTGGACCAG
>BJ003563 ID   BJ003563   standard; mRNA; EST; 527 BP.
GCACGAGGCAGCTGTGGCGGCGGTTCCGACAGGNCAAATGGCTGCACAGCACAGACTTAG
TGTAATTGCCGGGCATCTACAGAGACCAAGTGGCAGTAACACCGCCGTCTTAGCCGTGGA
CTGCAAAGGCCAGGGGAGCAAGCCATTTGTCTCCAGCGAGAAGAGGACGGTACCCAGGAG
GAGGCAAGAGATAATGAAGTGGAATGGCTGGGGTTACAGTGACTCAAAATTTGTCTACAA
TAAGAAAGGTCAAGCTGAATTTACTGGCAAAAGGTACAAACTTAGTGGTATGATTATCCC
CGGTCTTAAAGATTGGATGGAAAACACATTTGGGGCCACTCTGCAGCACAAAGCTGCTGC
AACACCTGCACTGAACAGCAGTGCAGTACCACCTCCCACTTTAAATGAGGCCTTTGTGGA
GGAACTCAAATCCACAGGTGTTCCCTTTTCTGCCGACGCAGAGGACAGAGTGTTTCGTGC
TCATGGTCACTGTTTGCATGAGATCTTTGCTTTGAGAGAGGGGAAAA
>BJ003572 ID   BJ003572   standard; mRNA; EST; 525 BP.
CGGCACGAGGTGTCATCCTTGTGCAATCCTCAGGAAAGCGCAGAGATGCTTGAACATGCC
GAGAACCGAAGACGCAGACCCGGCATGTGGATGTGGATCACTCTCGTGCTTCTGGAAGTT
TTCTGCTTCTCTACCACCTGGACGACCAACTGGTGTGAAAATGTCCTTGCTGAATGTCGA
GGAAATCCTGCAACTTGGACCAGGTGTTATGAAGAGAGAATTCTAACCTGCAAGCAGCGC
GGTCGCAGTCCTATGCCAGGTTTCCGTCGCAAGAGTGTTCCAACTTCACTAGAGGCTAAA
GTAAATGTGACGGATAACGTGAGGGTTCAGATCCCGCCCTCGGCCCTCCAGAAAATCAGA
GGAGCTGCAGCTTCAGAGGAGGTCACGGTGGTGGCCTCCTTGCTCAACAGCACTCTCTTT
GAGACCCCCCCGGAGCAAAAAGCGAAGGATGAGTCGCCCCAGCAGCCAGACAACAAACCC
CCGTCTGTGTTAGGCTGGGCAGTGCTGTCAGTGAGGAGTGGAACC
>BJ003580 ID   BJ003580   standard; mRNA; EST; 426 BP.
TTCGGCACGAGGGTTTTTTTAAAAAGGGACTTATGGCTGCCTGTTTAATGAAGTTTGGGC
CATTCCCAATGGAGAGAGACAGATTAATCATTTTAATAAGAAATGGGGCAATAAGATCGA
TAACTTCAAAAAACATACATGATGGCATTATGTCTAGGGGGTGTGAGGATGGCTTCATCT



TTTTTAATTCGACTTTTTCTAATGAGATGGCAGAAAAGCTAGTCCAGGAGTAGTTTAAAG
AGGCTAAAATAGTGGTATTTTCATTGGATGATTTTAGGTTTAGTTTGATTTTAGATTTAG
TTTGAGCTCATTCACCTTATTTACAAAATATTGTAAGAATCTGTTTCAATCGTCAGTTGT
GTAAGCAGGTACAGGTGAGGGTGAGGGTGAAACAATGTTTTGAATGTGTATCANAGAAAA
AAAAAA
>BJ003581 ID   BJ003581   standard; mRNA; EST; 472 BP.
GCGCTACGTGGTACTTATCGCAGCCCGGCTCAGTTTGCTGACCCTGTGTGGCTGGGTGCT
CTGCTGGACGCTGGTCAACCTGTGCAAGAACCACTCGGTGCTGAACCTTCTCTTCCTGGG
ATACCCGTTCGGCGTGTATGTCCCCCTCTGCTGTTTCCATCAGGAAGGAGGAAAAAGCCA
GGCGGTGGCGGCGGCAGCTGAATGCGATTACCAAGGGGACCACCAGCAGGCCGATCTGGC
AGAGTCTCCGTTTCTTCGGCCGCGAGACTTCCTCTTCCTGCTGCGTGAAAACCTCAGAGA
ACAGTTTTCCAGCCCCCCACACATGCCCACCCACACCTGCCCGCCACATACGCACTCGGA
CACACCCGAGCTGATCCGAGCAGAGGTGGAGGAGCTCAAGAGCGACTTTAACCGGCGAAT
CAAAGAAGTGCTGTTCAACTCTCTGTTCAGTGCCTACTATGTAGCATTCCTG
>BJ003588 ID   BJ003588   standard; mRNA; EST; 560 BP.
GAGGCCCCGCTGTACTGTGTCTGCCGGCAGCCCTACGATGTGAGCCGGTTTATGATCGAA
TGCGACATCTGTAAAGACTGGTTTCACGGCAGCTGTGTACAGGTAGAGGAGCACCATGCC
GTGGACATCGATGTTTACCACTGTCCCAACTGTGATGTTAAACACGGACCCTCCCTGATG
AAAAGGCGGAACAACTGCCACAGGCACGACTACACGGAGCCAGACGATGGAACCCAGCCG
GTGCAGGCGGGCACCTCCAAGTTTGTAAAAGAGCTTCAGAACAGGACCTTTCCCAGCGCC
GAGGAGATTTTGATACGAATGAAGGGCGAGCAGGTGACCACCAGATTCCTGGAGAGACAT
GGCTTCAACTACCCCATAGCTGTGACTGAGATGGAAGGCCTGGGGCTCAAACTGCCCCCT
TCTACATTTTCTGTCAGGGATGTGGAGCAGTACGTCGGTGGTGACAAAGTTATCGACGTG
ATAGATGTAGCACGGCAGGCGGACAGCAAGATGAAACTCGGCGCTTTTGTTAAGTATTTC
ACCAACCCCCATCGACCAAA
>BJ003591 ID   BJ003591   standard; mRNA; EST; 587 BP.
TCCTAGCCTGCATCTTTGTCCTGCTGGTGATGATTCTACTCATGCTTTCCCTGCGGAGCC
ACTGGAAGAAGCCGTNTCTGTGCGANGNGGAAGGAAATATCCACGAGAACATTGTTCGCT
ATGACGATGAAGGTGGTGGTGAGGAAGACACAGAGGCCTTTGACATCGCCGCCATGTGGA
ACCCGCGTGAGGTGCACCACAGAGGAAAGACCAGGCAGGACATGCTGCCGGAGATCGAGA
GCTTGTCTCGCTATGTGCCTCAAGCCTGCGTGGTGGGCGGCAGAGGGGACGGGAACGTTC
ACGGATACGTCCTGGCGAAGCTGCTGGAGGCTGACGGGGACCCCTGCGCCCCCCCGTACG
ACTCGCTGCAGACATACGCCTATGAGGGCGACGGGTCCATCGCAGAGTCGCTCAGCTCGC
TCCAGTCAGGGAACTCCAACGCTGACCACGAGTACGACTACCTAAACGACTGGGGGCCTC
GCTTCAAAAAACTGGCAGAGATGTACGGCGTGGTGGAGACCAGCAGCCCCCCAGTGTGGT
AGAACGTTCCACAGTCTGAGGGAAGGAGAACAAATACAGCTGCTCTC
>BJ003592 ID   BJ003592   standard; mRNA; EST; 561 BP.
TGCAGGNAATTCGGCACGAGGCTGGTTTGCAACGGGAGGGGCAGGTTTCTGTGTGAGCCG
AGGTCTGGCACTGAAGATGAGTCCGTGGGCCAGTGGAGGTCACTTTATGAACACGGCGGA
GAAGATCCGACTTCCCGATGACTGCACCATCGGCTACATTGTCGAGTCAGTCCTCGGCGT
CCGTCTGACCCGCAGCAACCTGTTCCACTCCCACCTGGAAAACCTCCAGCAAGTGACTAG
ATCAGAGATTCCCAAACAGATTACCCTCAGTTATGGGATGTTTGAAAACAAAAGTAACAT
CATCAGTTTGAAAGGGGCTTTTTCTGTGGAGGACGATCCATCGAGGTTCAAGTCTGTGCA
CTGTCTCCTGTACCCAGACACTCCTTGGTGTCCCCCCCAGGTTGCCTTCTAGGGCGACCG
CTCCTTCCTCATCCTCGTCCCTGTCGCGCCTCGGTATCTGAAAGGCACGCAGGGACCAGC
GTTTTGTATTGGACCGAGTGGCTGCTGCGTTCTTCCTGCAGTGGCGTGCGGTCTTTATTG
GTTTTACTGGGCTGCTGTGCG
>BJ003595 ID   BJ003595   standard; mRNA; EST; 476 BP.
GGCTGACCCCTGANAGGCCTCTTTGCAGGGCAGGGTTCTCATCGGATCCATCCAGTCCCC
CATCGTCCCCATAGAGGGAACCTCTAAGCTGCTCCTGTCCAACAATAAATTGGCTGGCCT
GGATGTTGTGTTGGCTGTGATTTTGAGGCTGCCAGGGTTGCGAATGAGTTTATCCAAAAT
GCTGACAATCTGTTCAAACTTGGGTCGATTGTTCCTCTCTTTTTGCCAGCAATCCAACAT
CAGCTGGTAGAGGGTGGCAGGGCAGTCCATAGGTGGAGGCAGGCGGTATCCCTCATCTAC
AGCTTTGATTACATCCTGATTTGACATTTCCCAGTATGGTCGTTCTCCATATGACATCAC
CTCCCAGAGCACAATACCATAACTCCAAGCATCGCTGGCTGATGTAAACTTCCTGTAGGC
GATAGCCTCTGGGGCTGTCCACCGGATAGGAATCTTTCCTCCCGTGTACTGGAGGA
>BJ003600 ID   BJ003600   standard; mRNA; EST; 643 BP.
CTGCAGCAAAGTATTGTTCTAAATTATGTGTAAATACATCCGGCTGTATTCTATTGCTCC
TGTTGCATCCATTTCCATTTTTTCCTATCGCATTTTTCTTAACACGCTACCTGACTGGTT
ACTTCCTCATGTCCCAGAATCCTTCCTGAGGACGAAAAGGTCAGACTGCGACACAAACCA
GCAGCTGGCTCATGAAGAGGGTCGTCGGAGCTCGTTATTCTCCGGAAACAGTTAGATAAT
TGCATCAGGCATTAATTATCACAGCGTCTGTGTTTGTGTGTGCGTGTGGTTGTTTTTAGC
AGAGTTTAGTGTGGTCAGGAGGATCACGGGGAGGGACTTTATCGCTGTGATACATCAGAA
AACCGTTAGCGTGGCGTGATGACTGATGTTCAGCAACGGCACGGATTGCTGTTGACTGGT



CGATCTGGCAGCTGGAGCGAGTGCGTGCGCATGTCTGTGTGCGAGGTGGAAACACGCAGG
TGTTCAGACAATCTCAGTACTGTATGCTCTCATCTTCGGTCAGGTCTGTTGGTACATATC
AGTCTGTGGTCAATAGCCAGTCCTTAGCACAAAGTGCAGTGGTCGTCATGTGAAGAGCTC
CCTTTTGTTAGTTTAGCATCAGTTGTTCTAATCTAAAGCCTTA
>BJ003609 ID   BJ003609   standard; mRNA; EST; 548 BP.
GCTTTTCCTCACGGTGGAGTTTTTNCAGCACACACCGTAGACACAATTCCGTGTAACCCT
GCCGAGATGGCTTTACGTTAATAAACTGAATAACTAAAAGACCAAGTCGTCTGTTTGATC
TAAGCCGGTGAGGAGAGGGGAAATGACCCAGCTGAGTGTCCGCCGCTGGACGCCAAAGCA
CGTTGCTAAGTGGTTGAGAGACGAAGGGTTCTGCGACTATGTGGATCTACTGTGCTACAA
GCACCGCTTGGACGGATCCAGCCTGCTGGCCCTCAGCGAGTACGACCTCCGCTCGCCGCC
GCTGGAGCTCAAGGTGCTGGGAGACATCAAAAGGCTGATGGTGTCCATCCGCAAGTTGCA
GAAACAGAACCTGGACCTGCTGGATGAGCTCGGCGTTCCCTTCGAGGGGCTTTCTCCGTC
AGGTTCTGGGGGCACCTTGGACTGGTTGTGCAACGGAGACTCAAGCAGGGACTCTGACGG
CACCGACACGGCTCCGGTGGGAGAGGAGTACCAGCAGTACACCAACGGCAAATACAAGCA
GCAGATGA
>BJ003612 ID   BJ003612   standard; mRNA; EST; 612 BP.
GATATGAGGAGCCCAGNATTGACCTGTTGGTACGGAGAGTTGCCATATACCTACGGTCGT
TCCACTATGCCCTCCAACTCACAATGGCACCCAGTGTTGGAAACCCTCCGCGCAGCAGTG
GAGCAGGCGACTGGATGCTCGTTTAACTCTTTATTATGTAACTTGTATCGCGATGGGCAT
GACAGCATTGGCTGGCACAGTGATGACGAGGCCTCCCTAGGTGCCAAACCAACCATTGCC
TCTCTCAGCCTGGGAGACAGCAGAGTGTTCAGCCTCCGCAAGCAGCCTCCACCGGAGGAG
AATGGTGACTACACCTATGTGGAACGGATTCGGGTGCCTTTAACTCATGGGGCTCTTCTG
CTGATGGAAGGAGCCACGCAAGATGATTGGCAGCATCGTGTGGCTAAAGAGTACCATGAC
AGGGGTCCACGCATTAACCTGACCTTCAGAACCATCTACCCGGAACCGGAGGGCCACAGA
CCGGGCACCAAGATGAGATTCACTGAAAAGAAAACATAAGAACGCCCTCATGATAAAAAA
GAAAGTAAACATTTGTTTCTATTGTGTTTCTCTTGTTTACACACACTAAGTTTATTCAAA
GAAATTAATAAT
>BJ003613 ID   BJ003613   standard; mRNA; EST; 594 BP.
TGGCTGTAAAGAAACCACTACTGCCAAAGAAAAAACCAGACCAGTACAGAACAGCGCCTG
GTTGGAGTCGGGTGGTCAGCAGATGTTTCGTTTGTTGTGAGAATCACACAGGAAAAGTTT
ACAGTGTACTTGTAGAAGAGTGAAAGCATCTACACGTAACTATTTAATCATTCTGGCTTT
CCTCACTCTGATATTTTCTTTCTAACGTGATGCATTTGCACAATCCGAACTAAAGCCCTT
GAATCCTAATAAATGTAACAATGCCTTAGGTTCATCAGAACTACTAAATGCACGAAGTGG
GAATATTCCCCGTTATCTGTTGTCTGAAGTGTCCACATGTCCACATGCGGGTGCTGCTGC
CAAACATTTCACTTTATTTTGAAAGGTCACAATCGTTTTACAGGATGTGATCCGTGAGAA
TGAAAAATGCCAGGATGCCCCATCTTTACGATTTTAACTTAAAAATTAGGATTTTCTTTC
TATTAATATTAACAGTGACATCTAAAAAAAAAATTGTTAGAAAAGTAAAAATGAATCATT
TTGGTAGATTTTCACATTAAAAAGGCAGGATTTTAGCTTAGCAAAAACTACAAA
>BJ003630 ID   BJ003630   standard; mRNA; EST; 419 BP.
AGAAGCACCTAGCCCTGTTGCGGCAGGAGTACGTGAAGATGCAACAGAAGCTGGCTGACA
CTGAGAGGCGCTGCGCCGTGCTTGCCGCTCAGACCTCGAGTCAGGGTTCCCCCGGGCCTG
CAGCTGCAGACACCTTCATCAGCCGTCTGCTGGAAATCGTGGCCAGCCTCTACAAGCAGG
AACAGTACAGCGATCTGACAGTTAAAGTTGCTGGGGAAGACTTCTATGCCCACAAATTCG
TGCTGGCTGCTCGCAGTGACATCTGGAGTTTGGCTAATTTGGCCACCACTTCTCAACTGG
ATCTGTCAGATTGCAAACCTGAGGTTGCTGTGGCGATGCTGCTGTGGGTGTACACGGATG
ACCTGGAGCTCAGCGAAGATGACGCCTTTCTGATTGATTTGATGAAGCTCGCTAACCGT
>BJ003645 ID   BJ003645   standard; mRNA; EST; 635 BP.
CGGCACGAGGGACTCTTCTTCCTCTTCATCTCTTTGCAGAAACTGAAGTGAAGGTGTGTG
TGAGCTGATGTGGATCAAGTGAATCCAGCAGCATGGATCAGTGGGAGGAGCCACAGGAGG
GAGCCCCTCCCTCTAAAAAAGGCAAATACGGTAACCATGACAACCAGAGCAAAGCTCAGA
GGAACCAACCTGGACCTGGACTTGGACCTGGATTTAGACCTGGATCTGGATCCAGCAGTG
TTTCCTTCAGGAGTGATTATTCAAAGGGTCATAATCCAGACTTCAAGGACGTCCGTCCAG
GACTGGAACAACTGGACCAGCAGAGCTCAGAGACTCCCAGTGGTCCGTCTGTCCAGCAGC
ATCAAACACAGCTGGACTCCATCTTTCTGCTGCTGGAGGACAACATTGTCACTTTTGTCA
AGAAGGAGCTGAAGAAGATCCAGAAGCTTCTGAGTCACAGGGAGGAAGAGGAGGAGCTGG
AGGCTGAAGATGAAGAGCAGAGGAGCAGCAGAGAGTCAGTGATGAAGATCACAGTGAACT
TCCTAAGGAGAATGAAGCAGGAGGAGCTGGCTGATGGACTGCAGAGCAGTTTGACTGCTT
TAGCTTGTCGACATGAAGTCCAATCTGGTCTGAAG
>BJ003647 ID   BJ003647   standard; mRNA; EST; 206 BP.
TCGGCACGAGGATTTTACATAATGTTTAATTACTCTCATATCTTTATTTCTGTCTAACAT
TCCTTTTTTGTTGTAAAAGCATGCAGACTGAGTTGTAATGTGCACTGACCCTACAATTTC
ATATTCTCTGTAGGATATGGGAAAAGGGTAATCTAAGAATAAGTAAACAATAAGCATTAA
AAGTTACTCAACCACCAAAAAAAAAA
>BJ003649 ID   BJ003649   standard; mRNA; EST; 578 BP.



GATTTTGAAGGATGAAGTTCCTATTTACTCCTTCAACACCACAAACAGTACTGTCCTGTA
TGAGCTTAACCCAGCCAGGGCTGCAGACTCTGGGAGCTATGAATGTCGAGTTACAGTGAA
GGACAAGAGCAAAGCCAGCTTCAGTGAGAGGCTGGATGTCACAGGCCTGCAGACCCCGAG
TCTTTTTCTAAATAATTCAAAGCCCTTTGAGAATGAGGAGTTTGAGGCCAGCTGCAGTGC
TCCAGGAGAAAAAGGACTCTTCATATTCCGGTTTTACTTGAAATTTAGAACCGGGGAGCC
TCAGACGATAAAGCAGCTGCAAACCAATGGGAATTCTACAAAAACCCTCATAAAGCTAAG
GCACATTGGAGACTGCTATCTGTCTTGCGATTATGAGATCAGCCTGCTATCTGGAAACAA
GCGCTCCAACAGCAGCAACGAGACCCACGTGACAGTCAAAGTACTCAACATAACCCCAGT
CGTGATCGTGTATCCTTCTGATTCCGTCTTTGAGGGGGATGTGGTGGAAGTGATCTGTAG
AGTGGTGGACGGTCCGGATGTGGAAGTTTTCCTTACGA
>BJ003659 ID   BJ003659   standard; mRNA; EST; 672 BP.
GAGGGAACTTGCCAAGCAAGCTGCAGTCGCGGTTCGTTGCCATGGAGGACACAGAACCGA
GGCCCGAACTCAGCCCGGCCCGGTCCACACCGCGGGAGCCCGAGCCCGACGGCGGAGAGG
AGGGCTCCGAGCTGTCCGCCAAACTGCACCGCAGGCTGGACATCAACGACGGGGCCGCAG
TTCCGCGCGCGACCCGGGTCTTCAACCCCTACACCGAGTTCAAGGAGTTCTCCCGGCGGC
AGATCAAAGACATGGAGGCCATGTTCCGACGGTATGACACGGGGAAGGACGGCTTCATCG
ACCTGATGGAGCTGAAGCTGATGATGGAGAAGCTGGGGGCTCCACAGACCCACCTGGGTC
TGAAAAACATGATCAAAGAGGTGGATGAAGACTTTGATGGCAAGCTGAGCTTCAGAGAGT
TCCTGCTGATCTTCCGCCGGGCAGCATCTGGAGAGCTGCAGGAGGAGAGCGGTCTGATGG
CACTCGCCAGGCTGTCCGAGATCAACGTGTCCACAGAGGGAGTGATGGGGGCCAAGGACT
TCTTTGAGGCAAAGGCGCAGGCTCTGTCTCAAGGCAGCAAATTTGAGGCTGAAATTCGTG
AGGAGAAAGAGGAGCAGAAACGACAGGAGGAGGAGAAAAAGCAGCGACAAGCCGCCTTCA
AGCAGCTGCAGT
>BJ003663 ID   BJ003663   standard; mRNA; EST; 503 BP.
GAGGAAAACCCGGCAGCCGGAAACAATGAGAACCGGGCTTCCAGACGTCGCATAGACCCG
CGACCAGCAAGTTTCCAAGCTTCTAAGTGCGCATCAGCTCCTTTCAGATGAGCAGTTCTA
GCGATTGATGAGAAATATACCCAAAAAGACTCATGCAGGGGCACTTTAATACACCGACAT
GGCGACGGCAAGAACAGAGAGGGAGCTTTTTACTATTTTGGAAACTAGCGCGGACCCAGA
AAGTAGCACGGAGTGCGACAGCCAAGAGTCTCCCCTTAATCTTTCAGCCGATGTGAAGTG
GTTGGAAATTCCCAACAGAAAGCAGGATTCGGACGAGGAAGAAGAAGACGAAGTACGGGA
GGAGGAGGAGGAGGAGGTGGAGGAGGACGGCGAGGGGGAGAATGGAATCACAGCCGCAGC
CGCCGCGGCGGAGGCTGCAGACGCGGCCAGCTTCATCGCTGGAGGAGGCTGCAACATAAT
TCTGGTGACCGGCAAAAATGCAG
>BJ003680 ID   BJ003680   standard; mRNA; EST; 648 BP.
GAAGACACAACAATNATCGAGTGAAGGGTTTTACAAACCTTTTGGGACGTTTTACCGGCC
GACCCTCCAGGCAAAACAGCCAGAGTCAAGTTTAGACACGAGCAGAGAAATTCACAGGAA
ACGGAGTTGGGACGTCCCTCAGGATGTTCTGTTAGGAGCGGTTTTCAGGTGACACAGCTT
CAAAACCAAAACTAAAAGCATAAACCCGAGTTTCCCTGCTCTGATTCTGTCTTAGTGTTT
TTAAACAGCTAGAGGATTTGTATTTGTTTAATGTGGCTCTGAATCAGAAAAGAATTAAAT
AGATCTTTAAAGGAGTTTGACTGAAAATATTTGTAAAAATAATAGTTTTTCTACAAACCG
AATTATGTTGAGGATGGATTCCCATCTTCTCTCACTGTGGTTTGAGCATTTAGCTCCAAA
CGTAGAAATAAACATCGTGGCTGCATCAGAAACCTTCATCTGAGTCTGTTTCCAGGTCAC
GCCTGGGGTCGGATGGTTCCGGGTCTCTGACAGCAGACTGATCAGCATGGCGCCCCCTGT
TGAGAACACAGAGAAGTAAGAAAACAGCCTTTGGTGTCTCCCGTCCGATCCAGATTTGGA
CCTGGTCGGATCCAGGTCTGGTCCAGTTTGATCGAGGTTTCAGTCCTG
>BJ003681 ID   BJ003681   standard; mRNA; EST; 549 BP.
ACTCTCTCTGTGTGTTTGTCTGGATGTGTGTGTGTCAGTCTTTGTCTGCGACGGTGTGCA
TGTCACAGTGCCGGAGAAGCAGCAGTTGGCAATGCTATTCCAGGCCGTGGTCCTCCCCTG
TCACTACCAAACCTCGTCCAGGCAGACTCCTGTGGTGCAGTGGTGGTACAAGTCGTACTG
CCGGGATCGCACGCGAGACTCCTTCACCCTGCCGGAGACTCTGGGCAGGACGGCCTCTGA
GCTGGGAGCCACAGCTCACCTGGAGTGCTCCGACAACAGCCGCACAGTTCGGGTGGTGGC
CTCGCTGCTGGGAGCCTCCTTGACCCTGGCCGAGCACTACAAAGGCAGAGACATCTCCAT
CATAAACAAGGCTGACCTCCGTATCGGGGAGCTGCGGTGGGGGGACAGCGGGGTGTACTT
CTGTAAAGTTATTATTGCCGATGATCTGGAGGGAAAGAACGAAGCACAGCTGGAGCTGTT
GGTTCTGGGCCGGACAGGTGAGCAGCATGATCTACTGCCTGAGTTTGATGTGGAGATTAT
GCCAGAGTG
>BJ003694 ID   BJ003694   standard; mRNA; EST; 371 BP.
GGTGGCTCAACAGTACATTCCCATTGCGGAGCAGCTGGTGGTTCTGAGGGACGGAGACGA
GGTGGCCGTGGTTCCTCCGCTCAGCGGCGGGTAGGCAGGAATGTCCCAGCAGGAGGACGC
GGTCAGGCTGAGCCGGGATCCTCTGTCCGTGCAGGAGGTGGTGGATGCTGTGAGCAGCTC
CTCCTGTGGAGCCGTTTCCGTCTTCGTCGGTACGGATGGACGGGACTTTTAGCCGTGTTG
GGTAGCGACTCCCTGGACGGGGGGGACGGGAGTGTTTGTGTTCCACTTCTATTTTGAGTG
CTAAAGAACGACCCGGGAGGACNAGGTGGAGGGCAGGAGGGTGGTGGGACTGCACTACGA
GGCGTACGAGT



>BJ003696 ID   BJ003696   standard; mRNA; EST; 635 BP.
CCGTGGTTCCTTGCCCTCTTTCACCTCANATGACCCTCGCTGAAGTAACTGCTGAATTAG
TCAAGAACCCCAGTGGAAATACGGACAGCTCTCTTCCCATCACATGGGCCATGGAGAATG
GGAAAGGTGTAGATGTGTTTATTATTCTTACCAACAACCCGCTGTGGACGTGTACAACCA
GTCCGGTGGAGTCTCTGAAGAAATACAGACAAACAACAGGTGCCAGCTCCAAGCTGGTGT
TTTGTGGGCTGACATCATATGGACACGCCTTCACAGACACCGGAGACAGGGGCTTACTGA
ACGTGAGCGGCTTCGACCTCGGAGCCTTAACCGTCATTCGCAACTTTTCCCAGGACCTTA
TCTGACCAAACTGTTTCTGAAAGATGTGAGACTTAGAAAACAATAAGTGGACATGGCTAA
CATGTAGAGCGCTTATGCAAAATTGTCTGGCTTTACACTTCCTCCTTCTCCGTTTTGTCC
CCAATGACGGTTGAAACCAAGTCCAGCAGGCTGGACAAGACCCTGAGACGAAAGAGAAGA
ATGTGTTTTACATAAGATAATGACTCCACAGGGTTTAACAGCATGAGATAAAAAGTAAAT
AAAGTGAGAGTCAGAAGCTTGCTCGNGGGTTATTG
>BJ003719 ID   BJ003719   standard; mRNA; EST; 689 BP.
TCGGCACGAGGGAACTACAGCGCTGGTGAAGGAGTGGAAGTATGACCTGACCACAGCCAC
ATATTTGCTGCTGCTGTCAAAGAAGCGGGGAGGAAAGCCTGTCCGTCTGCGCCGTGAGCC
AGCTGCCTGTGAGGACTCTCCTCTGCACAGAGAACTGCAGATTGGAGAGGGCCTTCACTT
CGTTGAGGATGACGAGACGGTGATTATTGGTTCTTTGGACTTCTGTTCGGACTACATTGA
TGACTGTCCATGGGTCTCAGTCCCACAGTACAGACCCCATGGGGTCAGAGGTCAAGCAGA
CAGAAACACCACCAGAGACAAGAGATTAGTGTCACCAACAGTGGAAAAAAGATATGTTCG
CAGCCCGATGGAGGAGAGGGGGAGGCGGCGGCAAAGAGATCAAGAGCAAAAAAGTGAGAA
CAAGGAGAATCTTGCTGAGGACAAAGGAGCGGAAATGTTTGCGCTGCCTCCCCCTCGCAC
CCCTGTGCCCAGTAAGAGGAACCCACGCTCCATCAAGAATGTGTTAACAACACCCAACCA
GAACGTCAATGCCAACAAATCCAATGCAGGCACGCCGAAAGGTGGTGACAGTGCATCTAA
GGAACACAATAAGAAGACAATAGAAAACAATGAACCAACAAAAATTGAAATTTTAGCTTT
TAGTCCAGAGCGAAGGTCTAGGTCGCTGG
>BJ003721 ID   BJ003721   standard; mRNA; EST; 571 BP.
GAGGAAGTCCTCCGGNAAGTTNCTTCACCGTGGAATTGGACGGAACTGCTCAGGAGCAGC
AGGTGGTGGTGGAGGAGGATTCCCAGGCAGAGGCCCTGGCGGCTGCAGCAGCTGGTGACA
ATCTAATCTGTCAGGCCATCATCAACTCTGGCCTTGCTCTGGGAACAGAGGAAACGGTGG
TTGAAGAGGTGTCACAGACAGTCGAGGACGTGGACAAAGTGGAGTCCGAACCTCCTGATG
CTGATCAGAGTGTCATTGAAATCCAAGTTAAGGAAGAGTTTGTAGAAACGGAACGGGAAA
CTACTGATAGACGGAAATCCTCGAAACTCTACACATGTCCTCACTGCAACAAATCATTTA
AGGGCTTGAACTATTTTCGTTTTCATTTCAAAGGTCATTTAGGCTATAAGCCTTTTAAGT
GCACATTGTGTGAAAAAGAGTTTCTGACTGGTTACCTGCTGAAGAAACACATGGAGGTTC
ACGTCAGCGAGAGGAGATACAAGTGTGGCGAGTGTGGCAAGTTGTATAAAACTATTGGAC
ACGTTCGAGAACACATGAGGGCCCACTCGGA
>BJ003722 ID   BJ003722   standard; mRNA; EST; 628 BP.
GCGAGCTGTCCGCCGTCTCGTTTGCGTGTCCAGCTCGGTAGGCGGGTGTCGACGGAGGGA
AGCAGATGTCAGGGGAAGAATCGTAAAGTCTGGTTTCGCTCGCCGGCGGGGGCGCGTGAA
AAGCATCCTCAGCAGAGGTTTCTCTGGAAAATATTCCCAAGGCTCTTCCCGAGCCCCAAA
CGGGATCAGGATGAGCACGATCCGTGTGGACGCCAAAGTGGTGATGCTGGGAAAGGAGAG
TGTGGGCAAAACCAGCCTGGTGGAGAGATACGTCCACAACCGCTTCCTGCATCCCTACCA
GAACACTATCGGGGCGGCTTTTGTTGCCAAACCAATCCAGGTGGGAGAGAAAGTGATAAC
ACTGGGAATCTGGGACACAGCCGGAGCCGAACGGTACGAAGCCATGAGTCGGATCTACTA
CAGAGGAGCTCGGGCCGCCATCATCTGCTACGACCTGACTGATAGCAGCAGCTTCCAGCG
AGCTCGCTTCTGGGTGAAGGAGCTGCAGAACTGTGAGGAGCTCTGTAAGATCTACCTGTG
CGGCACCAAGAGCGACCTGATCGAGGCCGACCGCAGCCGGCGTCAGATCGACTTCCACGA
TGCTCAGGACTTTGCTGAAGAGATCGGA
>BJ003728 ID   BJ003728   standard; mRNA; EST; 710 BP.
GCAAGTCTGCCGTGCGCGTGAAGTTGTTAGCTCCTCGTTAACTTGTCGCACGCTTGAAAA
ATAGATTTTAGTATTCAAAAAATAGCAGCCATGGTTTTAAAATAGTTCGGTTCTGGTCGC
TGTTTTAGCCCCGCGGTGAGTGATAAAAGTCTTCTCTGCCTCGGCCTGCTACGTTTTAGC
CACATTAGCAGCCATATCGGCTCCTCGGGATTATTAATCTGCACATTAACGGCGAAGTGA
AAACGAATGGCTCATTTTTTATGATAACTCAGAAGTTTAAGACGCCGTTACTAACTGAGT
TGGATGTTCGGACAGGACTCGGCACGTTATTCTCCAGTTATGACATTCTCCTCTCTGAGA
TAAACACCTGAAGAAGAACATGGAGCTGTACTGGTACATAGTTGTCATCATATTCATCAT
TGTTAAGATATTCTTCTACGTGTGCTGGTACCGGTCAAGACAGCGGCAGCTGGCGGCATA
CCTGAGCAACACGCGCAATGCCCAGATAGTCATTGTCGGAGGAAGGGCCTATCTTCATCA
GATGTGTGAGAGACAGAGTCAAACATCTGTCTGGCCCAGTTGGTACGTTGTGCAGGACGA
TCTGTCGATAGAGGAACCATCCACAACGGGGCCACAAGCCACTTCCTTCTCCCACATCGA
CATGCCGCCCCCATATGAGGCAGTGTCTGGAGAGGATGATCTGAAGCCGC
>BJ003753 ID   BJ003753   standard; mRNA; EST; 653 BP.
GAGGCTCTTCTCCGTTTCCCCTCAATAACTTCTGCAAAANGGCTTGACAAAAGTGTCAAA
AAGCAGCAGATATTTCTTTGTATTAGACTGGGGTGTAAATATGGCGTGCACTTTCCATCC



TGTGATGCCACCTGACTGCATGTGTGTCACTCCTGCATGCTCTAACACGCCATCCCGGTT
TCCCTCGTTCACTGCTCTCCACTTCTGTTTCTGTCCATCTCCTCCATGGCTCCACAGTCT
CATCCCTCGTCCTGTGCTGTGGACCGGTCTGTACTGTCAGTGTGTGTGTTTCTGTTTTTA
TATATCTGTGTCCATCAAGTTGAATAAAGTGTTGAATCAAGGGCAACATCTCTGGCTTCT
GTGTGCATCCGTGACGTCTATCTGGAAATAAACCAAACCTGAGCATGCCGAGGCCCCGTT
TTTGCATTTTCATCTCGTTTATCATTCAGATTTGTTTTGCTGGGGAGGAAAAACCTCTTT
AAACATTTCAAATTTAATTTACAAGCCTTTCAGGCTTAACTTTATATTTAAAGTTGAGCT
TTTTTTGCATCAAAGAAGGCAAAAAAAGTGATAAATGATGAAAGAAACATGCAAAAACTC
TGAAAACCCCCAAACTGGTTTGAATCCACATCCTCTGACGGCATTGATGTCCA
>BJ003761 ID   BJ003761   standard; mRNA; EST; 213 BP.
AGTAAAAACAGGCTGTTTAATGGACGGACCGTGACGAGGGCTGCGAACTGGGGGTCGATT
TCTGCTCGTTTTGGACAAAGATGTTTGTGTTCGAGTCTCCGCTGTGAAGAGGAGCGGCCC
GTTTGAGCGAGGAAAACCGCGACGCACAGCAGCGGATTTCATCTCGCTCCTTTTCTTTCT
TTCTTTGATTTTTTTTTTTTTTTTTNGGGGGGC
>BJ003801 ID   BJ003801   standard; mRNA; EST; 637 BP.
GCGGAGATGCAGATTCTGCTCACCATTTACTACCTGGTTCAGCTCGGCCCTGAGCAGGTG
CCCTTGGTTGAGGACCTGGAGCAGATATTCATGAGGTCATGGAGGGAGTCCCACTTAAGT
GAAATCAGGCAGTTCCAGCAGCCTCAGGCACCAGCTGTCCAAGGAAGACACTATACTCTT
GAGACTCCTGTTTCTTTGCCTGGCCACCTGCAACAGATCTCTCTGCAGAGCCAACAAACA
TTAACCCCTAGTCAGCTTCCCTGGCTGGCCCAGCTTGCTGCATCTTCTAGTGGGGAGGGT
GTGGTGGTGCTGGGGGAGGACGTCAGGTCTTTGGCTCAAGGACTCGATCAGACATTCAGC
AGATTGATTGAAGGAAAGCTTCAAAACACCAACTATGTGGTCATCCTTGTCACTACACCA
GGGCATGAAACACAGTCATGCGTGGTGGTCACAGGTAAGCACCAGTGCCGTGCCTTATCA
GAGAGCATGTTCTCTCCCAGTGAGGGGCTCAAAGAAATCAACCTGCAGTTGTCTTCAGGC
GTTGCAGAAGAACTCATCCACTTCTGCAAGTCTCTTGGATCAGATGGTGACATAGATAAA
CTTTTGGAGAGCAACCCTGCAAATAGCAATGAAGCGT
>BJ003802 ID   BJ003802   standard; mRNA; EST; 786 BP.
TTGCTGTGATTGTGAGACTAGCAGACGATCTGAGCTGCAGTGAAGTGAAGAGGACGGCGG
TATTTGTGGGAGTTGGAGCTGAAGTCTTCCTTGTCTTCCCTTCAGCCTCTGAGAGAGTTG
ATCAGCGAGCGACTAGCTGCTGCTGCTGAAGAAATCTTCCGACTCTGTGAAGGAACCATC
TTCCAGAACGAGGAGGAGCTCTGTCGTCAGCGCAGACTGCTGGATGTTGTCTGGAAACCA
CAGCTGCAGGTCCAAGCTATAGTCCTCTAGCATTGGGTGACTAAAGAAGAAGATCTCTGC
AACTAGCAGAGGAATTTCAGAGTGGAACAAATAATCCAGAACTCACACAGACTAAACAGG
AACTAAAGGAACCAGATTGAAGATTGAAGGGGGGGGACTAGAACCTCCAATGATTAAAGA
GGAGCAGGAAGAACTGGAGCCTCAAGTGGTTAAAGAGGAGCAGGAAGAACTAAAACCTCC
AATGATTAAAGAGGAGCAGGAAGAACCAGAACCTCCAATGGTTAAAGAGGAGCAGGAAGA
ACCAGAACCTCCAATGATTAAAGAGGAGCAGGAAGAACCAGAACCTNCAATGGTTAAAGA
GGAGCAGGAAGAACCAGAACCTCCTATGATTAAAGAGGAGCAGGAGGAACCACAACCTCC
AATGGTTAAAGAGGAGCAGGAAGAACCAGNACCTCCAATGGTTAAAGAGGAGCAGGAAGA
ACCACAACCTCCAATGGTTAAAGAGGAGCAGGAGGAACCACAACCTCCATGGTTAAAGAG
GAGCAG
>BJ003805 ID   BJ003805   standard; mRNA; EST; 609 BP.
GTTCTGCAGAGCTCTGGTCCACAGGAGCAGAACATCCGAAAAGCCAACCAGCCTCCTGCT
GTACCGATTCTGGCCTGAAGGGGGCGATGTCGGACAGCAGCAACAGCACCGGCAGCAGCG
GCTCCTCAACCAACAGCTGGACCCTCCTCTCTCCCGAGGAGGCCGCCGCCATTGAGAGTG
TGGGGCCCGTGGACGACGGCACGGAGAGCCTGGNCGACGCCCCCAGTCTCTCTGAGGAAG
TAGCAGGAGCGGCGGCTGAGTTCAAGCCGGCTGACATCGCCGTGGAAACGGTGCTTTCTG
AAGAAGGCCATCAGGTGTGTCAAGAGACCTCCCCCGAGTCCAGCGAGGGTCCCATCCCGT
CTAGTCCCGCCCGCATGAGCCCTCGCCCTAGCACCCCCCTTGACCCCCCCGACCTGGACT
TGGAGAGTCAGCCTCCGGTCATTCACGACATCGTAACCACCTCCCCCAGTGACAACGAGC
ACCTGGGGGGCGTGTCTTTTGTCACCAACATTGATTTGAGCGCTCCCCTCGATGTTCCAG
AGGTTGAAGTTTCCTCAGTGGAAACTGAGCTGCTGTCCTTGGCTCCGCCCACAGCGGAAT
GCTCCGCCC
>BJ003814 ID   BJ003814   standard; mRNA; EST; 634 BP.
AAGCTAGCAGCTGAACATTCACTTGGAGACATTATTACAAAGACACTTGTAAAACCTCAA
GAGCGAAGAAGTCCCCGTTCTACTAGTACGACTGTTCTTGACGCAAGCCAAGTGCCAACA
ACAACATGACGGCTTTGAAAAAGAGTTTTGGAGCAAATATTTTGAAGCTCCAGGAGAGAG
ACCAGAATATCAGAAACACACCTTCCCCTGATTCACAAATCCCCAAAAAGAAAGAGGATC
TGCATTCAACCCATTCTTTTGAGTGGAGCTACATTACCAAGAAACTCACAAGAACAACCT
GCAGTGAAGCTGGAACTATTGAGAATTCACTGAAAAACAGTGGTAGCTTTAAAGCAATTG
CCGAAAAAAACAAAGACAAAGAGCTTGTTATTGTTCAAGGTAGAAGAGGGATTTGTTCCC
ACTCTCCATGTTCTTTATTGGAAAGGGGACCTATAACTTTGAAATACATAAAAGCATCAG
ACAACCCGAATAAAGCAGCTAGTTCTCGTGTCAGAATTTTCAGAGGGAAAAGATCTGGTG
ATCTAGTACGATTTCATGTTCTTGCAAGAGGAGGTAAAAATATAGTTAAAATCCTGCACA



ACCCTGCACTGAAAGCAAAGGTGGATGAAATTAC
>BJ003817 ID   BJ003817   standard; mRNA; EST; 465 BP.
AGCGTACTCAAACTTCCCCGTTAAAGTTTACGTGAAGCTGCAGGTTCCCTGGGAGAGGCC
ATCCTGTCGTCGTCGCCCCCTCCTCCCCCTCCCCCCGGGGAATAACTGACTCGGGCTAAT
GTCATCCAGTCCAAATGATCAGGGGGGTCTGTCCCAGGCGGCCTCTAATGAAAACACCCA
AGACCTGTTTGGCAAGCCCACTCAGCCAGGGGCCAAAGNCAACACACCAGAAGAGCAGAG
TTTTTTCTTCACCCCAGTGTTGTAAAACATCCAGCACAGCAATCATGGCACACAAAGCCC
TCACGCTTGCTAGATGAGGCCTCTCCTTCATCCACATCTTCTTATGAGATGGTTGACGAG
GAGTCGGTTCCAGACCCGTACAAAGACGTGCAGCCTCACTGGTATTTCTGTTGTCGGGCT
GATGACAGCACATCCTGGCTCCCTTTCAGCAGAGAGGACTCTGAC
>BJ003828 ID   BJ003828   standard; mRNA; EST; 495 BP.
AGGGTAGAGTCGAACTTCTCGACAGACACCGGCACCGTTTTTTTCTAACAGGAAACCGAA
GTTCGCGTCTTAAGTCCGGACCTTTCTTCCCGCCTGAGGCGGCTCTGACAGCGGGGAAGA
GCCCACGGTGACCGGACCAAGAGTGCACAGCTCAGCCTCCACGCGGTGAAAACCCCGAAG
CCACGATGGAAGCGCGAGACACTGCCCCGGATTCGTGGGAGCAAGAAGACGACGTGGAGG
CCGTGATGGAAGGACCCGGGTCCAACGCGCTGAACGTGAACGCGAAACCGTTCGTGCCCA
ATGTTAATGCTGCCGAGTTTGTTCCGGTGGCCGTGAAAACGGATTCGGGAGAACTCGAGT
CCGTCGCGCCGGTGGAGAACGGCGAGGCGGATGTGACCACAGAAGAGACCTGGGACGAGA
AAGAGGTAGAAACGAGCGAAGAAGAGCCGGGAGGTGGCGACGAGGGGCCGGAGGAGGTTC
CAACAGACACGCCGC
>BJ003830 ID   BJ003830   standard; mRNA; EST; 681 BP.
CGAGGTTTGAGCCGAGGGGACGCGCAGATCTCAGGTAACCCCCTCACCGAGTCTCCGGGA
CAAAAAGGAGGACGTAGAGCCTCAAACCGAAGGAAGAGAGACGCATTTTGATGAATAAGG
GATTTTCGGATACACGCTGAAGAAGAAAAACACACATCTGAATTTTCCTCTGCGCGCATT
TTCGGACGGAGATGAAGACGAAAAGGGGTAGGTGGGATGTTTTGGACTGAAACAAAGTCA
AATAGTCGGCAGGGAGACGGTTTAAAAGAGCCGTTTCCTTCGTAAGGAAAGCACGCAGTC
TATTGTTTCCTTCCAGACGTGACAGGGGGCTTTTCTGCCATGTGCTGGCGCTGTGTCAGG
ACCTGCTAAACACTCATTTCATCTCCCCAAAACCTCTTTTATTCGAGTTTTGTCCTCCTT
ATATTCGACTGTGTCGACGTGCGCCGTTTCCTCTCCTCAGCCAACGCGTATTTAACCCAA
CTTAAAGTTTATTTGAAGTCCCTAACAAGACTCTATTGAACCAATTAAAGTTGGTTACAT
TACAACCCACGCAAATCGATCAACTTGTGTGTTTTTAAACGTCTGCCACGTGCGGAAAGA
CGTCCAGGCACCTTTGAGTCGGACCGAAATCCAAAAGTGGGCCACTGTTCCTCCTGACCT
CATTGTGGGAAGTTGCTGTTG
>BJ003834 ID   BJ003834   standard; mRNA; EST; 550 BP.
ACTGTGAAAACAATTATGTTCAGGCTCAAGACAAAAAGAAAGCCCTGGAAGAGACCAAAG
CCTACACCACCCAGTCTCTGGCCAGCGTTGCCTACCAAATCAATGCCTTAGCAAACAATG
TGCTGCAGCTGCTGGACATCCAGGCCTCGCAGCTGCGCCGCATGGAATCCTCCATCAACC
ACATCTCCCAGACTGTGGACATTCACAAGGAGAAAGTAGCACGTCGAGAAATTGGCATCC
TGACCACAAATAAGAACACTTCTCGCACTCACAAGATCATCGCCCCAGGAAACATGGAGC
GGCCGGTGCGCTACATCCGGAAGCCCATCGACTACACCCTGCTGGATGATGTGGGACACG
GTGTCAAACAACATGGGAACAATGCAGCAGGGCGAGGGGGGACCATTTCCAGAACCAACC
CACCCTCACAGAAACCACCAAGCCCCCCAATGGCAGGTCGTGGCACACTTGGGCGTAACA
CTCCCTACAAGACGCTGGAGCCTGTTAAGCCTCCAGTGGTGCCTAACGACTACATGACGA
GCCCAGCCAG
>BJ003843 ID   BJ003843   standard; mRNA; EST; 516 BP.
CCTTCGGGCTCTCCTTTCTTTAATCGGGCTGTTTTGGGGCCATTTTAGGCTCACTGATGC
TAATTTATTTAATCTTTATTGCCGAACCTTTGTTTTTGTTCTGCAAACAAACAGCGACAA
CCGTCGACGCAACAGGCGCGTTTGACCAGCGGAAGTAAGAACTCTGGCAATGAATCCTCG
TGACTGGAGCTACTCTTTCCAGAGACAGCATTCATTCTCGGAGGCACATCGCCTTAGAGA
TGCTGGCAGTTCTAAAAATGTCCTCAGGCGTGAAGCTGAACAGGACCTTCGCCTTGAGCG
CATATGCCGCCCCAACACCCATTCTTCCATCAGCAGTGGGCCGTATCCGAAGGAACCAAG
TCCTTCTATCCAGAACTGCAAGGAGTCTGAAGCAGAGTGTCCGGATGGGGAACACTCAGA
CCCAGAGCTGCTGAGAAGGAAAAAAGAGCTTCAGGAGATAGAGGAACGAATCCTGCTTAA
AAAGGCATTCATTGCTGTCAAAACAATTGGACTGCT
>BJ003845 ID   BJ003845   standard; mRNA; EST; 329 BP.
GGCCTGGGAGCCATACTAACCCAAGTTACACCACAAGGAGAGTGTGTCATAGCCTATGCT
TCCAGGGCGCTGCGGGGTCCAGAAAAGAATTATTCCACCGAAAAGGAGTGTTTGGCAGTT
GTGTGGGCAGTAGAAAAGTGGCGGCACTATTTGGAAGGACAGGAGTTTGCGGTTTATACA
GACCATGCAGCTCTGTCATGGGCCTTTAATTGCCCAAAAACGTAATCGCGATTAACTCGN
TGGATTTTACGGCTCCAACAGTTTTGNTTTAAGGTTCACTACATAAAGGGGTGCCTNAAT
ACAGGCCCTGATGCGCTCTCACAGGTAGG
>BJ003847 ID   BJ003847   standard; mRNA; EST; 629 BP.
AGGTGGGGTCACAACTCGGTTGAGTTGGGAGCTCAGAGGCGCAGCTGACAAGAAATCTTC
GCGTGGAAAACTTCATCCACGTACAGGAACTATAACATTTTGTGAACTCTGTCTGGTGCC



CCAACATGCACGCCGAGATTTATGTCCCCCTCTTCTTAGCCCTGGTGCTCCTCAAAGTCC
AGCAGGGCACAGCGGTGCAGGAGATCCAAACCAGCCATGACAACATTGTCAAGATCAGCT
CAGCAGCAGACATGATGCAGTGCTCTTCAGCAATGGACATCCTTTTTTTAATGGACAGCT
CCTACAGCATGGGGAAGGGCAGTTTTGAGAGGTCCAAACACTTTGCAGTCAAGCTGAGCC
AAGCCTTGGATATTGGACCTGACAAGGTCCGAGTGGGTCTGATTCAGTTCGGTTCTGTGC
CTCGGCTGGAGTTTTCCTTGGATTCCTTCTCCAACAAGCAGGAGCTGAAAAAGCACATGA
AGAAGATCTCCTTCAGGGGCGGAGGCACTCAGACCGGCTTGGCTCTAAAATACATCTTGA
GGAAGGGTTTTCCGGGTGGCCGTAACTCCTCCAGCGTGCCCCGCATCGCCATCCTCCTGT
CAGATGGGAGGTCTCAGGGCAGCGTGGCG
>BJ003850 ID   BJ003850   standard; mRNA; EST; 102 BP.
AACACCTGAACCCCTGACTGAAACCACCAACCCTCTCATTCCTGTCACTCAACATTTCCT
GCCCTGANGNGGACAGAAAAGAGCGTTTTCCTTGATTTTGNT
>BJ003867 ID   BJ003867   standard; mRNA; EST; 706 BP.
TTCGGCACGAGGGAGACTCGAACCCTGACAGTCCGCTACACACACACGCTGGTCTGAGCT
CAGCAGACTAACGCAGGAACTTTTTTCCCTTTCCACTCCGGACTACAACCTTTCGGATAC
GATGCTAGCAACGCTCCGATCCGCCTCCGCGCGCGTCCATCATCAGTGCTGACACACAGG
ACACGCGGACCGAGCCGAGGGCGCGCGGAAGGAGCCGAACTTTTGGAGAGAATTCGACAG
CGACGATGCGCCAACCTGCGAGAATGAAGTGCTAAAAAAGCAAGACAAGGGGTTTTGCTC
GAAGAGTTCCTTGCCAGACCGCAGCTCACCTCCGGAGGAGCGAGACGCACCGTTTTTACG
CAAAGACACGCCAGGATGACCGTGAAGCTGGACTTTGAGGAGTGTTTGAAAGACTCTCCA
CGTTTCAGAGCTGCCATCGAAGACGTCCAAACCGACGTGAGTGAACTCGAGACTCGACTA
GACAAGCTTGTGAAACAATGCCAGGCAATGTTGGATGCGGGCCGGGCTTATTGTCAGCAC
AGCAAGAGCTTTTTCAATGGCCTGCGGGAACTGGGACACCAGTGTTCCAGGGACAAGATG
ATGGAGGAATGCCTGGGCACATTTTCCACAAAGTTGTCAGTCATCCTGGAGGCTCAGGGG
GAAATGATCGAGACCACCCAGAAGTCGGTGAAGACAAAGCTGCAGA
>BJ003884 ID   BJ003884   standard; mRNA; EST; 464 BP.
GTTAAAGNAAAAGTTAAAATCGTTAATGTGGTGCNGATAACCTGTGACGTATGTACGTAC
GAACGGCTCATGATTTTAAAGTCTTTGGGCTGTTCATTAACAAATGGAGGATCTGTACTC
ATTGGAAAGGGAGGTGGGTCGAGGCAGCTATGGTGTCGTCTTTGAGGGCCATGTGGTCAA
AACGGGACAGAGAGTGGCCATCAAGCGGCTTCCTTGTAGCAACCCTGAGTGCATTGAACT
CTACCTGCAGGAGCTGTGGGCCATGAGAGCCACAGCCAAGAACCACGTGAATGTCATTGC
TCTCCACAGCTGCCTCCTGCAGACAGGACCTCGGAGCCTAAAGCCCTTAAGGCCGGCGAA
GCTGCCTTTGCGGCTGGTTGAGAGTGTGTTGAAGGGTCGCGTGATCGGAGCCCCGCCNAC
TCAAGAAAGCANTGAGGTTCANTCTGACGCCAAGAGGAGGATCA
>BJ003887 ID   BJ003887   standard; mRNA; EST; 654 BP.
GGGACGCGTGGCGGAGGATGCGGACACCCCGNGNGTGAAGCCCCCCGAAGCCCAGAGGAG
GGTCCGCATGTGCCGCTGGTTCCCCCGGAGGATCGATTCTCGAAGACCCGGTGGCTCTCT
GCGCGCAGGCGGGCGGGCGGGCGCGCGGCGGTGACGCGTAAGTACGCGCGCCTGGAGGAA
ACGGTTCCGAACTTCTCTCCGCTCTAGAGGCTCCGACGCGGGTTCTGCTAGAAGGATCCT
AGTCTGTTCATCCAAACCTTTTTCCCTCACAGATGAAACTCGTGGCAGTTCAGTCAGAGC
CAGACCGTAATCTGTTGTCCATGTGTCACCCTCAGTCCTCAAACTTCTCAGGGCTCCAGC
CAAAAGCAGGAATGCTTTCCACTCATCCCGGAGTTCATTCCTACAAACTGCTCAGATCTG
AGGCTGTGGCTCCTGGAGAAAGTACTTTAAGGCCAGAGACAGATTCTAGTCTACATTTAG
TGTCAGGTTTCCACGTTAGGCCCAAGAACTGGTTCCCACCTGTGTTTATGTTTGTGGTCC
CCTGGGGCCACAATGGAGAACTGACCAACGTGTAACTTCAGACCGGACGGGTTGTTCTTC
TAATGATTGTGTTAGCTCAGTTTCTATTGCGCGTGAATGTGTAATTGCTTACAA
>BJ003902 ID   BJ003902   standard; mRNA; EST; 522 BP.
CGAGGCTACACCTGAAGNAGGTCCTTGTCTTCTTGGACGATCTCATCATATTCTCCAACA
CCCTGGAAGAACATGAAGACCGTCTGATCAGAGTACTCCACCGTCTGAAAGACTACGGCC
TGAAGTTAGCACCCGAGAAATGCAAACTGTTTCAGACATCCGTGCGCTATCTCGGCCATA
TTGTCTCCGAGCAGGGTGTGGAGACGGACCCGGAAAAGATAAGTGCTCTCAAATCCTGGC
CAGTTCCGCAGACACTGAAGGAATTGCGGTCTTTTCTGGGATTTGCTGGTTATTACCGCA
GATTCATCCATGGCTATGCTGCTATCGCTAAGCCTCTGAACGACCTGACTAGGGGTTACG
GCTCAAAGCGCCGTCAACCTAAGAAGCCAGCCCCCATGCCCAGTCACGACGCTAAACAGC
CCGTTTAATGAACGTTGGACATCAGATTGCCAGCATGCCTTTGAGATGCTGATTGATCGA
CTCACAACAGCCCCAGTACTCGGATTTGCTAACCCAAAGAAA
>BJ003907 ID   BJ003907   standard; mRNA; EST; 571 BP.
GTTGTAGAGTATTTTGGGGGGATTTGGTCTCTTGTATTAACTCCGTATGGACGTAAATTA
CCACTAAAACTGTAATTTATTATCAGTCGACGAATTAAATGACTGTTCTGGGCTACATTT
TAAAAATTCTAACATCGAATTTGCGGTAGGAGCGGGAGGCTTGTTTCCAAGCCCGGTTCC
AAAAAAGCCAATGGATGCGCGCGTTTCGGAGTTTTTTGGTTCAGGAAATGGAAACGGCTC
TGGGTCCCAAGGAGCTACAAGTAGCAACAAACCGGGAAATAGTCATGGGGCTATTTCAAA
AAAGGCTTCGGCAAAAAGCAAGAGAGCAAAAGCCCGATTCTCCCGCAGCTTCAAACCAAG
CAATAACACCCCATATCTCCCTCCAGAGGCTGAAGAGGGAAATATAGAGTACAAGCTTAA



GCTCATAAACCCCACACAATACCGCTTTGAGCACCTGGCAACGCAGATGAAGTGGCGACT
GCAGGAGGGTCGAGGCGAAGCGGTCTATCAAATAGGTGTGGAGGACAACGGCATGCTTGT
GGGCCTGTCAGAGGAAGACATGAGAGCTTCT
>BJ003912 ID   BJ003912   standard; mRNA; EST; 525 BP.
GNAGTACGGAGGCGGTTACCACGGCTACGATGAAAACTATGGCTCCCCACCCTACGAGGG
TCGACGGATGGGGCCTACCATGAGGGGACGTGGAGGGAGAAGCTACGGGCCGAACTACGG
ACCTCCCCCACCCCCGCCGGGCGAGTACGGCGCCCACGCAGACTCGCCGGTCGTCATGGT
TTACGGGCTCGACCCGGTCAAGATGAACGCAGACCGCGTCTTTAACATCTTCTGTCTCTA
TGGAAACGTAGAGAGGGTGGGTGTCTCGAGCGAACGTGCCCGTGTTGACACAGCCGTTTG
TTTGTGTGTTTAAGCTGGTGTTGGTTTTGCTGTTGATCCTTTCACACATAGGTAAACTTC
AGGGCAAAGAATGTCAGTCAGGTAGATTTTTAATGCATCATTTAAACCAGACATCTGCCA
GGTAGATCTTTCAACACATGACTTAGAAAAATAAATAAAAAATGCTTGCAGTCGACGTAC
GTCTGTTAAGCTCATTGTTTTCTGCTTCAATGAGTTTCAGCTTTT
>BJ003926 ID   BJ003926   standard; mRNA; EST; 498 BP.
GAGGAATTCGGCACGAGGCTGGTCCCTGCCTGGCTGGCATCAGTCGTTCAGTGACCGTGA
CTGTTGCCTACCTGATGCAGAAACTCAACCTGTCCATGAATGATGCTTACGACATCGTCA
AGATGAAAAAGTCTAACATTTCACCCAACTTTAACTTCATGGGCCAGCTCCTGGACTTTG
AGCGCACTTTGGGCCTTAAGAGTCCGTGCGACAACCGGATGGCTCCACCAAACCAGCAGC
TCTACTTCACCACCCCGACCAACCACAACGTCTTTCACCTGGACCCCTTGCAGTCCACGT
GAGGTCTGCCTCAGCCGGCCCTTTTGATCAGCGGAGGTTGGGAGTGCCTCCTGTTGAAGA
AGTTGCAAAAGGTTTCTCTTTTTTTTTCCCCGTCGCCCTNTCTGCGACCTGGCTTCTGAT
GTTACTCATGCAGCTGGTTTGAGGCAACAGCTGCAGAGCGCAGNTACTCCAGGGCCAAAG
CAGCCCTGGCCAGAAAAA
>BJ003927 ID   BJ003927   standard; mRNA; EST; 545 BP.
TCGTATCCTTCTGCTGTCAGAGGGGGCGGGGCCTGTCCACCAGCCGCAGTTGTCCTTGAC
CACGCCTCCTCAGCTGTCCTCCACGCCTCTGCAGGTGCTGCTCTACCTGAACAGCTGGTA
CTTTGCCGCTTTCTACCTGGCGGAGATCCTCATGTTCATCTACAAAGGGATCCTGCTGCC
GTACCCGTCTGACAATCTGGTCCTGGATGTGGTCCTGCTGCTCCTCTTCCTCGCTCTGGA
GGCTCTGCGCATCTTTTACGGTGACGCCAAACACAAACATCTGCTTTGCTTTCTCCAGAA
CCGCAAGTGCGGCTGAGAGGTTCTGGAGAACAAAGATGGAACATGCAGGATGAAGAGGAT
GCAGACGGGCCTGACATTGGTGCTGGATGAGCTAACGTCAGAACAATCACGGTTCTATGC
TAGCATGGAAGTGTCAGAAAGACCAAGAATGTGGTTTTCAGATTTAAAAAGGACTTCAGA
GCATGAAAGGCATGCTGGGATGTGTAAACGATGATGATGCTGGAGATCAAAGCAGGAAGA
AGCTT
>BJ003929 ID   BJ003929   standard; mRNA; EST; 240 BP.
GCAGCAGAAGCCTGAAGGTCGCTTCCGGACCCGGCACTGTTCTCCGGACCCCCGCCTCAT
CAGGGAAACGGTTTCTCCACGTCTTCAGGTGCTCCAGCCGAGCTGCAGAGGCGCACACAC
CTGGACCTGCAGCCGCTGGAGGCTCACAGCTCTGATTTTTACTTTTTTAGAGAACATCCA
GCTGGTTCCTGCTGACACCCCCCCCCCCCCCCCCNTTTTNAAAAAANNTNAAAAAAAAGG
>BJ003949 ID   BJ003949   standard; mRNA; EST; 576 BP.
TTCGGCACGAGGGAACTATAGAAGAAGAAGAAGTGCTGCAGGCGCTATATCAAAAGTTTT
AAAGCGCATGACTGCGTTGAACACGCTAGTTTGTGGTGTTTTTTTGCGCACGGGGAGATC
ATGGGAGGTCTTTGGAAGAGGCTTCTCTGTTTTGGATGGATTAAAAGGTGATTTCCCTTT
TTCCTCACCTGTTTGCGGGGCGATCGCATGGAAGACCTGGATGGCGGAACTGTGCGACAG
ACTGCGGGGCAGAGAGAGACGCGGCGCGTCCCCCCGCAGGAGGAACCCAACGCTCCCATT
CGGAGGAGAGTGGCGGCGGTCAGCTGTCCGGCTCTGTCCGCCGCTCGCCTCGCCATACCC
GGAGTCATGGACGCGGAAGGGAGGGTGGACGAGTCCAGACTGAGGATGCACATCTGCAAA
AACGGTGGAACTTCTCCATCAGATCGTGGCCTGGTGTGGCGTTTCCTGTTCGGAATGTAC
CCGTGCAGTTCCACGGCTTTGGAGCGCTCTCTGCTGCAGGAGCAGCTGTTTGTGCGTTAT
CGGGTCATGAAGAAGAAGTGGCAGACGTTTCTGCCC
>BJ003966 ID   BJ003966   standard; mRNA; EST; 317 BP.
TCACTAGGAGTTTCCGACAAATACAGCAAGCATGTCGAAAGNATGTCCCACGTGAGCCAG
AGCAGCTTCGCAAGCTCTTCATTGGAGGCCTGAGCTTTGAGACAACAGACGAGAGCCTCA
GAGCTCACTTTGAGCAATGGGGTACCCTGACAGACTGTGTTGTGATGAGGGATCCAAACA
GCAAGAGATCCCGGGGTTTTGGCTTTGTGACCTACTCCTCTGTCCAAGAAGCTTGATGCA
GCCATGTCCGCCCGTTCCACACAAGGTCTGACGGACGGGTGGTGGAACCCANACGAGCAG
TTTCTAGAGAGGATTCA
>BJ003967 ID   BJ003967   standard; mRNA; EST; 445 BP.
GCACGAGGCAGACTCTGTCCAACGGGACTGATGGCTCTGGAGCGATTCAGCAATGTGGTC
CAGCTGTGTCAAGCCCTCCCAGAGAACCGCTACACCGCTGAACACCACGACAGCTTCACG
GCTGCGGGGAGAGCCTGCATCCAGGAGGGACACTGCACCGACGTCCTCAGTATTCTGCTG
GATGAGAAGAACCAGGACACGGTGAGTTGCATGGGCTGGACTCTGCTGCCTCCACTGATC
CAGCTGCTGTTGAAGAAAGAAGACCAGAACTTACCCCGGTGGGCGGCCATCTTCACCCAC
CTGCTGGAGACCTGCAGACCTAAAGAGCTGCTGATCGGCCTGCTGGAGCAGCTGGAGCAC



AGTGATCCTCACACAGCAGCTGAGAGCCTCCACCTGCTGCTGAAGCCTCTTCAGAAAGTG
CTGCTGCGTCTGGGCAGCCGGAAGG
>BJ003971 ID   BJ003971   standard; mRNA; EST; 465 BP.
CCCTAGGAAACACAAAGACCATGTCGTAAAGCTTCTAATGCGTGGAAAGCTGTCAGGACA
GTTTTCCCAGCGCTTGTTCAGGAAGCTGCCTCCCCGGGTTTGTGTCCCACTCAAGAACAT
CGTCAGCGAGGACTTCCTGCGAGCGGGGCACATCTTCCTGGGCTTCACCAAATGTGGCCG
CTACGTTCTGTCCTACACCAGTGACTGTGGAGAGGACGACGACTTCTGCTTCTACACCTA
CCATCTGTACTGGTGGGAGTTCAACCTGCACAGCANACTCAAACAGGTCCATCATGTGCG
GCTTTTTGCAGGAGAGGAAATCTACAGTGACCTGTACCTCACTGTGTGCGAGTGGCCTAA
CGACCACTCCAAAATCGTCATCTTTGGCTTNAACACTCGCAGCTCCAGCTCTGTGCTGAT
GAATCTGATGATGAGTGACGAGAACAACAGGGACATCTACATCAC
>BJ003972 ID   BJ003972   standard; mRNA; EST; 287 BP.
TGGCTCGGCACAGTACTCCACACTGAACCCAAGCGATCTGTCCAACCTTNACGCCAGGCT
TGTAGATGACGATGACCAGCTTGGCCAAGAAGGCAAGCGGCTGCGCANAGTGGCGTGTAC
CTGTCCAAACTGTAAAGACTCANGTGGCAGANGATCCGGCACAGGGAAGAAGAAGCAGCA
CATCTGCCACATTGTGGGCTGTGGGAAAGTTTATGGAAAGACATCACACCTGCNAGCACA
CCTGCGCTGGCATCCTGGGGAGCGACCTTTTGTCTGCAGCTGGATGT
>BJ003977 ID   BJ003977   standard; mRNA; EST; 393 BP.
ACTTTCCCAGCAACGATGTTCTGGTCTTCGTGGCTCGGATGTGCCTGCTGTTCCAGATGG
TCACGGTCTATCCTATGCTGGGGTACTTGGTGAGGGTTCAGGTCATGGGTCAGTTCTTTG
GAAACCATTACCCCAGGTACGATGCTGTCAGAGACCATGATGTTTGGTTTTCTGCTTCAC
TTAATAATAAATTCTCTGTGTCGTCATGAAAAGAAACCCAGTTAAAGCAAAGCTCTGAAC
AGAACCCGAATAATGTCATGTCAGAGGAACATGAGACCATTAACAGAGTTATATAAATAA
TGTCTGATAGTGGTTCTGCATTCTCTCCTCAGCTTCTTCCACGTTCTGGTTCTAAACATC
TTNATAGTGGGGCTGGGCGTTCTNATGGCCAAG
>BJ003981 ID   BJ003981   standard; mRNA; EST; 425 BP.
GCTGCAGTTAAAGCACATCTTGTTGGTTTTATTTTAAATCCCTTGTGGTGGTGTATAGAG
CCAAAAATGTTGGAATCGGGTCGCTGTCCCATTATTTATGGACCTGACTGTATATCGATG
GGTCCAGATCTTTACATGAGAAGGAGCTTTCAAGAGTGGGAATGATCAAAGCTAGCCTAT
TGGAGGTCTTTGTTGCAGAAAACATGCAGTTTGGTACCCTCTCAAAAGTGCAGTGTGAAA
GCAAATCCAAACACACCAAGTTTTGTCAGCATTTTCTGATCAATTGAAGTGTCTAAACTT
TTCCCATCTTCCTTTAATCTGGTCAGAGACCAGACAGTCTGTAAACTCAATAAAATAAAA
GATGGTTACGAATTAAGTCTTTTTTTTTTTGCCTAGGGTTTCATCACAATTTTNTTTTGG
AATAA
>BJ003986 ID   BJ003986   standard; mRNA; EST; 484 BP.
GCTGGCCCTCTACTAACTCGGGAAATAGTCACGGAAGCTGCAGTAACACTATGGATGCTC
CTCAGTATCCAAGTTACCCTCCACAATACTGGTATCCGCAGTCCCACTCCACAGGGCCCT
ACGCAAATGCCTATCCTTCAGCGTCAGATCTGCATCCGCAGTACAATCCACAGGTAATGC
CAGGAGGATATCCGAACGGCCATGGAGCGTACAACCATGCACAGAGTCCGTACCCGGCAA
GTAGCTTCCACCCATCCAACCCCTTCTACTGTGCTGATCCAAGGAGAGCAAGTCCAAGTT
CCTATCCGCACCAAGGCTGTCCGGCAGATCAAAGCAGCGAGCCGCCTCACGCTCAGCATC
ATCATTACACTGGTCCACACTGTCAAGGGGGTCCTGGATATCCTCCTGGATCATACCCAC
ACTACAGTGAAGGTGGACATGCAATTCACTCGAATTCTCCTTACCCAACCGGCCAGGCTC
TTCA
>BJ004012 ID   BJ004012   standard; mRNA; EST; 520 BP.
AGGAATTCGGCACGAGGTGAATCTACGCGGCCAGCACAGAGAAAAGCGAGAACATGATGT
AATGGAGATCACTCGGACCAGACCGTCCTTGTATGGAGAAATAGCCCATGGCCTTGGATT
CTGGACTGACCGTTCAGCGGTGCATGAGGCTGCCGCACAGGGCAGAGTCCTTCAGCTCCA
GCAACTGATTGAGGGAGGTGCGGCTGTCAACATTGTGTCTGTGGACTCCATCACACCTCT
GCATGAGGCGTGCATACAGGGTCAAACGCAGTGTGTCAGGCTGCTGCTGGATGCTGGAGC
TCAGGTGGATGCTCGCAACATAGACGGTAGCACTCCACTTTGTGACGCCTGTGCGGCTGG
GAGCCTGGACTGTGTCAATCTGTTGTTGGAGTATGGGGCAACAGTCAATCCTCCACTGTT
CACCTTCTCTCCTCTTCACGAGGCATGCATGGGAGGTATGTTGTGATGTATGTAGAAATA
TCTATCAGGGGTCACAAACTCCATGCTCTGTGCGGTCAGT
>BJ004015 ID   BJ004015   standard; mRNA; EST; 528 BP.
TTTACAGTGAGTTTGGNTNCCAAGNATAGTGACGCTGAAGCCAGTGGTGAAGATCTTACC
CAAACAGTTTGAGTCCAGAGAGAAGGCGGTGAGAGATGAAGCAAGACTCCTTGCTGTGGA
AATCTACAAGTGGATCAGAGATGCTCTGAGACCGTCGCTGCAGAACATCAACTCTGTTCA
GCTGAAAGAATTGGAGGAAGAGTGGGTCAAGCTGCCTTCGACTCCCCCCAAACAGAGCAG
GTTCCTGCGGTCCCAGCAGGACCTGAAAGCAAAGTTTGAGCAACAACAAGTCCAGGGAGG
AGAGCACTCTGATGATGATGAAGAGGAAGCTGCAGTAGCAGTGGATCCGTACGAGCTCCT
AGAACCTGTAGAAATTCTGTCAAAGATGCCCAAAGACTTCTATGACAAAATTGTAAGTTC
AAACAACTTGTATAGTTCTGTCTAGCCCATGACCTCATATTTTAGTCTTAAATTGAGACT
GCGTTAGAGCTGGTTGAACAATAAAAATAGTTGAAAGAGCTTCTAAGG



>BJ004018 ID   BJ004018   standard; mRNA; EST; 511 BP.
AGAATGTNCTGCACAACAGCTCCTTGACTGTGCAGTTCTTGACAAACCAACATTTGACAA
ATTAGGAAAAGGTGAGAAAACTGTCTCCGAAGTGACTGTGGATAAAAAAGTGTTTTTAAA
AGGGACAGGGGCGATCGCTGGGGTAGCAGCTGGACATTTGGGTAAAATGTCTTTCTCTGA
GGCCAGAAAACAGAAAATCATTTCAGCTGCCAGCGCCCAACTCTTTTTGGTTGCCCAGGT
CGCTGTTGGTCACATTATTGACCCCACTACGAAACAATATCTTACAGTAAAAGAAGCATG
TGCCAGAGGAATTGTGGCCAAAGAAGAAGAATCTGTGCTCCAGGCAGTGGAGTCCGCTGT
TACCGGTTACAGAGACCCGCTTACTGGAAAGCTCTTGTCAGCGGGGCAGGCTTTGAGACA
AGGCCTTATTGACATGGACACTGGTCTGCGTATACTTCAGGCTCAGGAGTCTGTTTGGTG
GAATTTTGGACCCAACACTTAGTGTGTTTTT
>BJ004066 ID   BJ004066   standard; mRNA; EST; 516 BP.
GTGGAATAGGAGTCGAGTAGTAAGCACAAGCTTAGAGATACTTTCTCCAACTCTTCTGCA
CATCTGTGGAGTTTTTCTTTTAATTACATTTGAAACTTTGCCTTTTTGTAAGTTGGATTT
ATCCAGGATTTGTTTTTATATATTATTTCAAGCTTAAGATTTCACGTTTGTATTTACTTT
CTGATTTTTTTCCCTACCGTTTTGTAAAAGTGTTGGACCTTATTCGGGAGTAAAAGCGAT
TTTGGATGTATTTTAAAGAAAAAAGTGCGTTTCTGTCCCGTGTTTTGCTCGAAAGTGTTT
AGGCAACAGTGGGGGCTGAGGCATGATGGCAGCTGCTGGGATTGGGGGAGTTTTCCGCGC
TGATGGAGTCACTTTTGTTCCAAACTACATTATAACTCGAAAATAAGTTCGCGTTTTCCT
TTGTTTTTCATATTTTTTATGTATGAATCAGTTGTGTTTTTGCTTTAAAGGCGCAGACGG
TTGCTCACGCTTTAAGGAGGACTCCCCCCCCCTTCT
>BJ004075 ID   BJ004075   standard; mRNA; EST; 492 BP.
GCATACACACTGCAGGCAGCCAGCAGGGNAGGTGAAGGAGGCCTGGACCAGAGAGCTGGA
ACAGATCCTGTGGGAGCAGGCCATACATAACAGAGAGGTTCGCATGCAGGAAAGAGTGTT
CCTGGGTATTGGAAACAAGCCGTTCATTGACATCCAGCCCAGTGAGGCAGCTATTCACGA
CAGAGCCATTAACTACGCACTGATGGGAAGAGAAAACAAGGTGCTTCTGCCATGCGGGAG
TAAAGTTCAGCCCTCGGGGGCGAGACCGAAATCGATCGGTTATGGCAGCAGCTCCGCTTC
CTCCTCTTCCTCGGGACGAGGGTCCTTGTCTCCTGAAGGGTATGTGCGTTTGCCAAAGCG
GAGGGTGGTTTCAGACGGAGGATATGCGTCACCTCCTGGGTCTCTGGAGGAGGATGACTT
GGACCAGGAGAGCGACAGTCACAATTTGTTGTTGGACAGCTCTGACTCTTCAGGAGAGAG
CGTCTGTGGCCT
>BJ004095 ID   BJ004095   standard; mRNA; EST; 192 BP.
TAAGTTCTTTCAATGATAGTAACTGAGTATCCATTAGGGATTGCACATTTCTTGATCAAT
TCACGGTCTTAATCGTATATCCTTGCAGATTTTGCAAGTGTGTGCTTATACGTTGGCTAT
AAGGGTCAGCAAAAATCTCCCAAAAAAAATACTGATGACTTTTTTGTTTCTACTTTCATC
TCAGGTCATGAA
>BJ004105 ID   BJ004105   standard; mRNA; EST; 679 BP.
GTCTCTACAATACTCTGCACTACTATGAGCGGCATCTGAGGGACAGAACCAACCTGAAGA
GGAAGCTGGTCCACGCCATCATGTCCTCGCTGAAGGACAACCGTACCCCAGGATGGGGTC
TCAGTGAAACCTACATGAAGTGTGGCATGAACGCAAGGGAGGACAACGTCTGGATCCCTG
ATGACACCTACTACTGCAAGCTGATTGGACGCCTCGTGGACACCATGGCAGGAAAAACAC
CCGGCCCCTTCCCTAACTGTGATTGGAGGTTCAACGAGTTTCCCAACCCTGCGGCGCACG
CTCTGCATGTCACCTGCGTGGAGCTGATGGCTTTGGCTGTGCCGGGAAAAGACGTCGGCA
ACGCTCTGCTCAATGTCGTCTTGAAGAGCCAACCCCTGGTTCCCAGAGAGAGCATCACAG
CGTGGATGAACGCCATCGGGCTGGTGATCACCGCTCTTCCTGAGCCGTACTGGGTTGTTC
TCCATGACCGCATAGTGTCTGTGATCAGCTCCCCTGCTCTGACATCAGAGACAGATTGGG
TGGGTTATCCCTTTGCTTTGCTGGACTTCACAGCCTGTCACCAAAGCTACAGCGAGATGA
ACTGCAGCTACGTGCTGGCACTAGCCCACGCCGTCTGGCATCACTCATCCATCGGACAGC
TGTCTCTGACGCCCAAATT
>BJ004106 ID   BJ004106   standard; mRNA; EST; 494 BP.
CACGAGGCTCATGTCCCTGGCTGCCCTCTGGNATGGTCCTTGAGGAGAAGGACCCCAAAC
TCAAGAGTAGTAATAATGAGATCTGGAAGATGATGTTTGGAGGAAGGTATCTGATTCTCC
TGATGGGACTGTTCTCCATCTACACCGGCGCTATTTACAACGAGTGTTTCAGCAGAAGTC
TGAGTACCTTCGCCTCAGGGTGGCACGTTGGCCCCATGTTTGACAAGAACATATGGAATG
CATCAGTTCTAGGGGGGAACAAGTTCTTGAGCATGGATCCTGTTGTGTCCGGTGTTTTCA
CCAGCCCATACCCGTTTGGAATTGACCCAGTTTGGGGCATGGCTAACAACAAACTAACCT
TCTTAAACTCCTACAAGATGAAGATGTCAGTCATCATCGGCGTCATACACATGACTTTTG
GAGTCTGCTTGTCATTCTTCAACTACTGGCACTTTAAAAAGATGAGCAGCGTGTTCTTTG
TTCTAATCCCAGAG
>BJ004118 ID   BJ004118   standard; mRNA; EST; 576 BP.
GCTGCAGCGTGTCGGCGCTCAGGCCGTCATCATGACAAGACAAAGTCTGACCTCTAGAGG
CGGGGCTAATTCCAAAAGCCTCTTTAGATCCACACACAGTGTTTACATTAGGATTTGTTA
CTGTGTCGTGGACAGTCGATGGCTGACTGAATGCTGTTTTCACGCCAACGTCTTCATGAA
TGTTGGATCTGAGAAGGTTCAGTCGTCACTGAGGCCCCGGGGCCCCCGGGAGCCGCATCA
TCATGGGCCGGTCAACGTAGCACCAAGAAATGTGTGACCAAATGTGAAAATGTTTCTGCA



CCCTCTGATCCTTTAGCTCCACCCACCAGTCTGACTCTGTCAGGAGGCGTTGGGGGCGGG
GCTAAAAAGCGTCTCGTGGCCCCAACCCTTAGCCTGACCTTGAACCAGCGGGACCCGCAG
GACCCCAGCTGCGACAGCTTCTCTGCTGCTGCGCTCTCAGCCACAGACGAAACGCCGTCT
CTGGACATCAACTTAGACGCCCTGNGGACGCCGTCAGGCAGCGAGACGGGAACGCTGCCT
GACGGCGTGCATGACCTGGAGTGGGAGGATGACCTC
>BJ004122 ID   BJ004122   standard; mRNA; EST; 485 BP.
GCAAAACAACAACAACAGGCTACTTTGTAGGGGCAGCAGCTGCATGGATAGCCCGGAACC
CCGAGCATATAAGCATCTTTTCCTCAAATCGAAATACACCCTAGCTTTATAATGTAAGTG
TCGCTAAAGTATGGGTTTTTTCATCGGCTAAAGCAAATTAAATCTAGTGTTTTGGGGGGA
AACTGTTCAAAGCTTGCTAGCTAGCACGCTAGCTCCCTGCGTCTCTATGTTCGAGTGTCT
TCCGGCAGCAGTGGCGGCAGCAGCGGTGCCATGAACAGTGGACTTCCACCCTCAGCTGCT
CCGCTTGGGGGTGCCGGACTACCTAATGTTAAGGTGAAGTTTTGCCGCTACTACGCGAAG
GACAAAACGTGCTTTTATGGAGACGAATGTCAGTTCCTACACGACGATCCGTCCTTGGCA
AACCTGCCTCTTCACGGCGGCGGAGGTAGCCCGGTTCCCTTATCAATGGCCGGCAGCGGA
GGGAC
>BJ004123 ID   BJ004123   standard; mRNA; EST; 572 BP.
GGCCGTTTCTCTCTGTCGGTGTCCCACGTGCTGAATGTGGCCTATGGAGTCTCAAACCTG
TTCCCCCATCAGATGGTTTACAAGACGATTCAGATCCTGGACCTCCCAGACACAGACATC
ACATCCTATCTGAAGGAAAGCAGCACCTTTATAGATCAGGCCAAAGAACAGGACGGCGTG
GTGCTGGTCCACTGTAACGCTGGTGTGTCACGCTCCCCCTCTGTTGTCATTGGCTACCTG
ATGATAAGAGAAGGACTTTCATTTGATGATGCCTTCAGTCAAGTCAAGCAGGCCAGACCA
TCGAGTCGCCCAAACTCCGGCTTCTACCAGCAGTTACAGAACTATGAGTGTGAACAACTA
CACAGTCCTTTCTGAGCTTCAAAGAGCAGTGTTCCGACTCCGTTTTCCAGCCAAAAAGTC
ATCTAAGAAGAAGTTAATCAGTAATTAATTAGCCGTAATTCATTACCCATTATTTAGTAC
TTCACGTTTTGATTAGAAGTCCTACTTTGAGAAATGTTTTTAATGATATTGCATCTACTA
TTTCTGCAGTCAGAGAAAAGCATAAAATAAGG
>BJ004132 ID   BJ004132   standard; mRNA; EST; 603 BP.
GAAATTATCCTGAATTGTTCTGTTGGAAGGAGCGGAATAAGCGGCATTTACAGTTGTTAC
GAAGGAAACTGTTGGAGTATTTATTATAGAAACTTTCATTAAAAGAGAGTTTGATCTGTG
ATTCGGCTGCGTTTGCCGGTGAGCTCGTCTTTCTGCAGCCATGTTTGCGAACGGCGGGGT
CGGAGCCAAGCGGGATGAGAAGGGAAGAAACATCCAGGTGGTCGTCAGGTGCAGACCTTT
TAACACTGTGGAGCGAAAGTCGTCGTATGGCGTGATCGACTGCGATCAGAACAGGAAGGA
GGTGAATGTGAAGACCGGGGGGCTGAATGACAAGGCGGCACGGAAAACATACACGTTTGA
CATGGTCTTTGGACCAGCTGCCAAACAGATCGATGTTTACAGGAGCGTGGTTTGTCCCAT
TCTGGACGAGGTCATCATGGGATACAACTGCACCGTTTTTGCCTACGGTCAGACTGGAAC
AGGAAAGACCTTCACCATGGAGGGAGAAAGAAGTCAAGATGAGCAATTCACCTGGGAGGA
GGATCCTCTGGCTGGCATCATCCCCCGAACTCTCCACCAGATTTTTGAGAAGCTCTCTGA
AAA
>BJ004135 ID   BJ004135   standard; mRNA; EST; 592 BP.
AGTTTGAACAACAATGTGGAGGCTATTCTTTTAATTAAATTTAAGATTAGTACTTAATCN
GTGATGTAGTTATTTTTTTTTCTGTTTAAGGATCGGACAACTCACTTTATCTGTGGGCTG
TCTATAATGTTGTGAAGTTGCTGGCCAATGTAGAGATTTTTAGACGAACTGAGTAATTTT
AAAGCTGGCTTGTTGGTGGAACAGCATTATGGGGGCCAACTCTCCGGTGTTTTCTGTCAA
ACTATGTGGCCCCCGTTCGGTTAGCGCGGCTTTGATCAGTGGGTTCAGGTTTCCACTCCG
TTACTTCCACTGAGACAGAATCAATGGAGGATTTCCAGCCGCGGTGCAGCACGAGATTGC
GGGCGGGAACTCGGCGGCGTTACCATGATGATGGCATTTCAGACGAGGAGATTGATGGAA
GGAGAATGTTTGACCTGGAAGAAAAGGTCACCAGTCAGAGGTTTACTTCTGACAAAATTC
TACGTATGGAGGGTAAAGATTTTTCATACGAGTATGTTCAGAAGGAAGGCCTGAGGGACC
CTATCGTTTTTGAGAAGCCTGCAGGTTTGGGACTCAGGATGCCAGACCTGGA
>BJ004137 ID   BJ004137   standard; mRNA; EST; 127 BP.
TCGGCACGAGGGTTTCTCAGGGNAGAGAGCTCAGCCAAGCCTGCAGCTGAAGACATGACA
TCCAGGACTACTACTTCGACTCCTACGCCNACTATGGGATCCACGAGGAGATGCTGAAGG
ACGAGGC
>BJ004150 ID   BJ004150   standard; mRNA; EST; 357 BP.
GCGTTTCCGCCCAGAACTTTAAATAAAAGGGTAATTAAACGGCAAAAGGCGAAGCAAGAA
AAGGTGAAGAAGACCCGACTCTTGCCGTGGAGAACGACGAAACAATATTTGTGCTGGAGG
TACATCTAAAAAGTAGCTAGTTAGCTACTTTGTGTTTGTTAGCTGGCTGTATTTAATTGC
ATAAAGGCGGAAATTCACGTTCCAGAGTGTGAATGAGCAATTATATCCACCATAGGACGT
AAATCGTTCGCGGAGGACACCTGCCTGTCTGTCCCCCTGGCCTGTCCGGACAATGGGGTC
CCCCCTGCGGTGGTGTCCCCTCCCTTCCTTCCTGCTGCTTTTCGGCGCTCTACTCGT
>BJ004155 ID   BJ004155   standard; mRNA; EST; 560 BP.
GGTCGCTGCGCTGCATCATGTACCGAGGCTGGGGTCTGTCTCGAATGATGGTGTGGCGAG
GCTTTGCCGTCACTCTGGGCTGGAACACCTTCTTCCTCATCCTGGCCACAGTCATCCTCA
AACTGAGGACATGAGGAGCCCCTCCTTTACGCCGCCCCTCCCAGGGCATCCTGCGGAGGG



AAGCCGGACATTGAAGAAACCCCAGGAGCCTTTTTGATCACCGGGACGTCTCGTCTGTGG
AAGACCTGCACAAGAGAGGGAGGAAGGGGGGTGGGGGTGTCACTTTGGGTGGTGCATGGA
TGCATTGGTCCCCCTCCTCCAGACTCTCCATCATATTACAATCACGCCTGCAAGTTTCCA
GGTGCTGCACGTAGACTTTCAGCTTCTACCTGCAGCTCCTAGAAACTAATAAAGAAATCT
ATGAATTGTTTTGTAAGAAATGGAGGCTGACAAGTTTTCAAATGTTGCACAATGTTGTGG
ATGAGTTAAAAAGGTGACGTTTGCTTGGTGTTGCTCAGAGCCCCCTGATGTTCTGCTCGT
GTTTGCGTAAGCTTCTGGAT
>BJ004163 ID   BJ004163   standard; mRNA; EST; 284 BP.
ACACCTGGGATGTGGTAGCCACTCACCTACAAATTTGACTCCACCACTCGCATCTCAATT
CCAAAAAGGAAGCGTGTAGTAGTTGGACAGACTATAAAACTCAACCATGTTGCCTTTGGA
TTTGATCATCAGGGTTCTGTGACTTTCTACAGTAAATCAGTCCAGGCGCAAGCAAAGACC
ACAACTGAGGTTTCACTTTTACCTATCANAGGCAAATTACNAAACACAGCTTTTATAGCC
ATAGAGCGAGGAATGACAGCCACTAGTGACACAGAGTACAGTCA
>BJ004165 ID   BJ004165   standard; mRNA; EST; 544 BP.
GCAGCTCTCTGCCTATGGAAGCGCGGTTTTGAGGGGGGGGAAGTTGCTTAAACTCACTTT
GATCTGTCAAGAACAAAGCTCCGGCGGGGTCCAGGCGTCAGCAGCCTGACTCGGTCTACA
TGGCTGCTCCAACTATGCCGCAGCCCAGCTTCCTCCTGGCGAACCTCAAAGCGGACTCCA
CCACCAAGCCTCTCCTCCAGCGATGCCAGGATCTGGTGAAGATCATTGATGAGTATCCTG
CCAAGGAGCTCCACCTGATCTTTCCCTGGCTGGTGGAAAGTGTGTTCGGCAGTCTGGATG
GCGTTATCATGGGTTGGAGTTTGCGCCTTCTGCATTCGCGATGCAACGAGTACAACGTTG
TCTTGGATTTCCTGAACCCCAGTGGCCCAATGATGAAACTGGTGTATAAACTTCAAGCAG
AAGAATACAAATATGAAATTCCTATCAACTACCTGCCGGGTCCTGTGAGAGCCTGCATTC
AGGAGGGAGTTCTCCCAGACTGCCCTCTGTTCCACAACAAGCTGCAGTTTCCTNCGTCTG
GCAT
>BJ004167 ID   BJ004167   standard; mRNA; EST; 354 BP.
TATTCAGGGTGAAGGTGGACGTAGGAAAGATGGGGATTTGAGAAAATAGAACGATATTTC
TGCACAGAAACCTCTCACATTGAAATAAATTGAAATCTTTCCGTCATGATCTTCCTGGTA
AATTTATAATGTATAACAAACGTCCGCATGAAGGAAAATGCAAAACAAACAAACCAGTGA
ACAAGCTACACAACAGACTTCCAGGAATCTGATCCAAATCCTAGCTACTGTAGCCGAGCT
TTGCCAGATGGTGGCGCATATAATACAACCACTTTAACCACACAGAAGTAGCCGGCAGCA
CAAAANAAAACACAATCTTTANACTACTGTAACTCTTTGACCACATCTCCAATT
>BJ004184 ID   BJ004184   standard; mRNA; EST; 583 BP.
GGTTTCATCTTATAATATCTGTTTGTCAGACAGTTTTTCAGTGCCCTTTTCTGACTTTCT
CTGTCGCAGGTCATTGTCAGGCTCCAGCACAGCCACAGGGACCACAGTGATGGAATGCAT
GAAGGTCAGAGGCAGCTCAGAGTCCCTCCTTGACTCCCCGTCCACCTCCAGAGCGACCTC
GCCCTCACAGCTCTCTGTGGAGACTGATGCCAAGCCGTCCTCCCCATTCAAGCCTCCGGG
GTTTATGTCGCCATCGAGTGGCTACTCCAGTCAGTCAGAAACGCCCACCCCAACTGTTCC
ACTCCGTCATGTGTCGGGCCAGGGGACAGTTGGGACAATTGGGTGTAAGATGCGGCCAAA
GATACCAGAAAGGAAATCATCACTGCCTTCGCCTAAGGACCCAACTGCCAGATCCAGGCT
GTCCTTTGAAATGCCTGGGAATGCACACTTGGAGCTGTCATCCATCAAGCCAAAGCAAAA
GGCCAGCAGACGACATTCTGACACTTCTACGACTCCAAAGCCTGGAAAAGTCAGCCCAAG
TTCTTCACAGGCATTACCCATGGTCACTCAGAATGAGCTCAAG
>BJ004200 ID   BJ004200   standard; mRNA; EST; 498 BP.
GCAGAAAGATGGCAGCCGCGGCGGTGGCTGAGTTTCAGAGAGCGCAGTCTCTCCTCGGAA
CGGACCGGAACGCTTCCATCGATATTTTACATTCTATAGTGAAGCGGGACATCCAGGACA
CGGATGAGGAGGCGGTCCGTGTCAAAGAGCAGAGCATCCTGGAGCTTGGGGGGCTGCTGG
CCAAGACGGGGCAAGCCGCAGAGTTGGGGGGTCTGCTGAAGTATGTGCGCCCCTTCCTCA
ACTCCATCTCCAAGGCCAAGGCCGCCCGGCTGGTCCGCTCCCTGCTGGACTTGTTCCTGG
ACATGGAAGCTGCCACGGGCCAAGAAGTGGAGCTCTGCCTAGAATGCATCGACTGGGCCA
AGGCTGAGAAGAGGACTTTCCTCAGACAGGCTCTAGAGGCTCGCCTCGTCTCCCTGTACT
TTGACACCAAGTCCTACCAGGAGGCCCTCCAGCTGGGCTCCCAGCTGCTACAGGAGCTGA
AGAAGATGGACGACAAGG
>BJ004203 ID   BJ004203   standard; mRNA; EST; 330 BP.
AGCTGCACGCACGCCAACATGCGACCGGTACATTTCTTACACTGAAAACTTTGAACACTT
TCTTTCTGATGCTCACAGNATGGTTTGAGCTGAAATTATGTTCAGACGTTCTGAAGGATC
TACTTTTACTGAGATTTCTGGNTCGCCTTTTTTTCCTGTGATTTTGTCGCATTTGTGAGA
AAATTTACGTCTGGCGCGTCNGACGGGAAGGATGTACTGCAGCAACAGAAACATCAACGC
AGAGAAGAGCAAGAGGAACATCACCAAGAAATCATGGGCTCGTCTNAAGACGTCCCCATG
GCCTGAAAAGAGCGTCGCTTTGGAAAACCA
>BJ004205 ID   BJ004205   standard; mRNA; EST; 215 BP.
TGCCGATGCCTGGGAACCGTGGACCTCATTGCCCTGGGAGTCGGAAGCACACTGGGTGCT
GGGGTCTACGTCTTGGCGGGAGAGGTGGCCAAAGGAAACTCCGGCCCCAGCATTGTCATC
TCCTTCCTCATCGCCGCCCTGGCCTCAGTCATGGCCGGCCTCTGTTACGCCGAGTTCGGA
GCCCGAGTACCAAAGACCGGTTCTGCATACCTGTA



>BJ004232 ID   BJ004232   standard; mRNA; EST; 484 BP.
GAATAAGAGGCACGCGGCTCCCTGCGCGGTCCTCGTGTTTGTTATTCGCATCCTGGATCC
TCTACTGAGCAGAACTCTGTTTTTTGTTTGGGATTCTTTCTTTAACGAAACCTCGTGGTA
CTGGGAGAAGCTGTTGTGTTGTTCGGGTGGGCTCTGTCGTCATCGTGACACGTGGACAGG
ATGACGAAGCGGCCAAACATTCTGCTGACTGGAACCCCCGGTGTGGGGAAGACCACTCTT
GGGAAGGAGCTCTCCAGTCGCACTGGACTGACCTACGTGAACGTGGGGGACCTGGCACAG
GAAGGACAGCTGTATGACGGCTTTGATGAAGACTACCAGTGCCCCATCCTGGATGAAGAC
AGGGTGGGTCCGTTTGTTTTTTTTGGGTGTGGGTGGCTGCTCCTGGCAGACGGTTATGTT
GGTACATTCGGCAGGTTGTGGATGAGCTGGAGGATAAGATGGAGGAAGGCGGTGTGATCG
TGGA
>BJ004251 ID   BJ004251   standard; mRNA; EST; 147 BP.
TCCCGGGCGAACATGACGGGCCGNGNAGGGGGCGGGGTATTCTCCGGNAGCGTGGACCGA
CACCTCCTGCTGCTGCGAGGAGGAGAAGCCCAAANAGAGAAGGAGAGCCCTGTGTCTGTC
CAGGAGGAAGCCTCGCGGACAGCAGCC
>BJ004255 ID   BJ004255   standard; mRNA; EST; 603 BP.
ACTTTTATTTGAAAGGTTAATCTATGATAAAGTCTCTAAATGTCTTATCTATTTTAGGGA
CTTTATCATAGATAAGACATTTAGAGATCTCATGGAATCTGAACTTACTATAGATGAGCT
TGATAAAGCTGTTTCCCAGATGGCCAGTGGTAAATCACCTGGACCTGATGGAATTACAGC
TGAGTTCTACAAACACTTTTGGACTGACATCAGAGAAATGTTGTTTGAGGCATTCAATGA
ATGCATCGACGAACAGATGTTGTCACCTACAATGAAAAGAGGCATTATTTCCCTTTTACC
CAAACCAGGCAAAGATGTGTTATTAATTGATAATTGGAGACCAATCACACTTCTTTGTTG
TGACTATAAAATACTAGCACATATCTATGCTAACAGACTGAAATCAGGAATATCTCAGAT
CATAGACGAATCACAATCAGCATTTATTAAGGGGAGACATATTCACCACCACACTCGCTT
AATCTTAGATATATTAGATTACAATCAAATTATTCCTCAGGATAGTCTTATCCCTTTTTT
GGATTTTTTTAAGGCCTTCGACTCATTAGAACACGCCTTTTTGTTTAATGCCTTGAAAAC
CTT
>BJ004256 ID   BJ004256   standard; mRNA; EST; 498 BP.
AGGAATTCGGCACGAGGCATCGCTCTAGTNTAGGATCGACAATCGACTGCAGGATCGCCG
ACGGGGGCGCCGGTCGAACGCTTCCTTTTCCCGGGGACGTACTGACGATTACGACCCGCC
CTCTTCTCATCCTTCTTCGGTTGCTTCCACAGACTCTCCTGTAGTTCCGTTAGAGGAACC
CATGCAGCTGGGTCGTGGTCGTTTATCCCCCTCTGAGCGCAGACGACGGATAGCGGCGGG
TGAGTGTCTTTACTGTGGTCAGCGGGGACATTTCTGTAAGCACTGCCCAAATGTCTCCGT
TCGTCATTAAGAGTGGGCACACTGACGAACGGAGGGCATGCGGCCACCTGTTCAAAATCC
ACCTCCTGTTTTCTGGAGGGTCATGTCATTTCTAGGGGTGGGGGGTTTCCTGTTCAGGCC
TTATTGGACTCAGGGGCTGAACAGAACCTCATGGATGCCGAGCTAGCCAAACGGGTCGGA
CTAAAGACCGAGTTACTC
>BJ004269 ID   BJ004269   standard; mRNA; EST; 414 BP.
TTCGGCACGAGGCGTCCCGCCTTTAGGGAAGTCGGTTTCTTGTTTGGTGTTTTCTTGCCT
CCACCCATCTGCTGCTCGAAGCTTTCAGACCTGGAATTCTCCGTTTCTGCTCATTTGATG
CTGGGAAACATCCGGAATGTTCTCGTTGTTCCAGTTTCTCTGCAGTCACAGACTTAAGAA
AAGCTACAGATTCAGAAAACCTCCAAGAGTTCATGAAGATTTGGACTTTTTACCGTCAGA
TTTGGACAGATGACGACTGTGATGAAACCCTTCAGCCTATCTATTGACATTGAAATGCCT
CCAGCTCAAGCATTTTCACTCATTTCTGTGATTTTATGGTCATTGATTCCGTAATTGTTT
CTATTTGTGAATCTATATACATTTTTATGAGGTAAAGAAGGACCCCCCCCCCCC
>BJ004271 ID   BJ004271   standard; mRNA; EST; 602 BP.
AGGAATTCGGCACGAGGAAATGGTTATGGACGCTTTCCTCGTCGCTGAATTCCTTTAATA
AGTCGTTTCATTTTGCTTAAATTTGTGTTGAAATTTCAAGCCGTGTTTACTTTATCAGCC
AAATATGGTGGTCAGTCTCGAGTCAGCTCGGCTCGAAAAACCGACTAGTGGCGAAGAAGA
CCTTAACGGCAGTTAGCTTGTTAAGCTAGTTTTAGGATGATGGACAGCTGAAAACGGACA
CAAGTACGATGTAAATCATGTACCGTAAGTGAAACGCGAGACCCCAGCCTAGCGAAAGGA
GACATTTCCCCGGTGCCTTTGGCTACACTTGGAATACGTTAACTATGAAGAACTGCGAGT
ATCAGCAGATTGACCCGCGGGCGCTGTCGGTGTCACCGCTGTCGGCGCAGATTCACACCG
AGAAGAAGGAACAGCGGCCGCGGAGGAAGTGGGAAGTGTTCCCGGGGAAAAACCGATTTT
TCTGCGATGGACGTCTCATTCTATCTCGGCATAGCGGCGTCCTTCCTTTGACACTAGGCC
TTATTGTTGTCACGTGTGGCCTTTTCTTCGCATTCGATTGCCCCTTCCTGGTGAAGCATC
TG
>BJ004291 ID   BJ004291   standard; mRNA; EST; 471 BP.
TTGCAGAATAGTTTTATCCTTTTTCTTGGAAAAAAAAAATGCCTGAGGGACCAGAGTTGC
ACTTGGCCAGCCTGTATGTGAACAGGATGTGTGATGGAGTGGTATTTGCTGGTGCAGTCA
GAAAGTCTGAAGTCAGCAAAAACCCAGAGGTGGCCTTCACCTGCGAGGCCTATCGCATAA
CAGCCGCTTCAAGGGGAAAGGAAGTGAAGCTAACGCTGACGCCCATCAAGAGTGACGATC
CCGATCGTAGGGGAAAAGCAGCTCAGCCCATGGACATAGTCTTTCGCTTCGGAATGTCAG
GTTATTTCCGTTTCACGAGCGAGGACGAAGTGCCCAAGCATGCCCACCTGCGGTTTTACA
CCAAAGAAAAACCCTGCAAAGTGCTTAGCTTTGTGGATGCACGCAGGTTTGGAAGCTGGC



AGCCCAATGGGACGTGGCAGCCTGACAGAGGGCCCTGTATCATGTTTGAGT
>BJ004310 ID   BJ004310   standard; mRNA; EST; 586 BP.
GGCTGAGGAATTCGGCACGAGGCAAAACCCAAGTCCGGCTTTGTAAAAGGAGGACAGATA
GGCTGAAAGCGGAGCCTTCTGCTGGAGGAAATCCAATCCTGTGAAAAGCTGAATAAGTGC
TTTCTCTCTGTGAGGCTGAGATAGGGCTGCCGGGCTGAAGGGGGGAAAACTCCGAGCGCA
CATCCAGAGGATGGCAGAGTTCAAAAGGAGATGAGAAGCGCAGAGTGGAGAAGGTCTATG
CGCCAAACCTGAGAGCAGCACAAATCTTTTGTCTCTTTGCGCACTTGGAGCGGAGCTGAC
AGTGAGGATGATGATGGTAAAAGCCTCCTAACTCCCCCCCGGTGCGCGCGCGCGGCTCAC
ACACAGGTCGTCTCTTCCTTATCGGTCTCAGGAATGCAGATGGATCGGTCAGGACAGGTT
TCCTCCATAGGGCTTCCAGTTTGGAGTTCCACCTGAGCCTGACGTGTCCGGTGGGCTGCA
GCGACATGAATTCAGAGCCCGCTAAGATGTGGAACGGCTCGCCTTCGGGAGAAATCTGAG
ATCTGGATGAGGCTCCAATCGAACCATGAACCTGTTATGGTGTGGC
>BJ004315 ID   BJ004315   standard; mRNA; EST; 608 BP.
AGGAATTCGGCACGAGGGGAACACACACATTGTGAACCTTGGCTAGGATTATTGAGTTTC
TTTGCATTTATATCACACCTATATAGATGTGAAATCCCACTCGTAGATAAGATTTCACTG
GGTTTCCTACATCTTGATTATTTTTATAACAAACACGTGCAAAGGATGCTAATGCACAGC
TTCAACATTCTACAGTTGTTGCTTTGATGTTTGTTGCTCACAGTTGCTCACCTTTTCTTT
TATTCAGCACTTGAACTGAGGGGCCTTGTAAGGCACAAACAACACACAGCGACTCTACAT
TTTCCACACTTTCTCCATTTGAACTGTTAGTTGCATGCCTTGTTGTACTGCTGCTCCAGC
CACCTTCTTCCTCTTGCTGATTATTACAGCTAGAGTGGGAGGGAGCCAAACTGAGCCCTT
GCCCTGGACGTACGCCACACGCAGCTGTAGAGTGGGAAGGGGAAAACAGCAGCGTTAGGC
CTGAAACTGCTGTGGACGATGGGGTGTCCACCCACTAAGGTAAACACTCAGACCACACAC
TCCTGCCCCTNCCCTGAAACACGCGTTCACACAAGCACACAAATATAGTGCCGAATCACC
CGTGACTC
>BJ004317 ID   BJ004317   standard; mRNA; EST; 344 BP.
GAACTGTTTTATTGTTCTGCTTGACAAAAGATAATGTGGACTGTTACCGTACTCAGAGGG
TTCTAGCAGAGGTCATCCAAAACACATCCAGGACCGGGATCGCTGGCAGCAAAGAGATAC
GGCACCTGGGCTGGCTGGCAGGGAAGACGGAGAGCGAGAAGCAGTGCTGGAAGCCCGTTT
TTGTGGTGATGACAGAGAAGGACCTGTTACTGTACGACTGTTTGCCACGAGGCAAAGAGG
CCTGGCAGAACCCTGCACACATTTTTCCACTTTTAGCAACACGGTAGGTAATCCATGTGC
AAATAAGTNATGGATCTGTGTAGTGTGTTAACTGCTTCAAATGT
>BJ004326 ID   BJ004326   standard; mRNA; EST; 521 BP.
GCAGCAGGGCCAGCAGTCGGCGCGGCAGCGACGCTTCAGNATGCTTCGGAGCTTCAGGAT
GCTCACTCGGTCTGCTCCGACACCTCAGACACCCCAAGACGGCCTGGGGGCGGAGCCAAA
CCTTCCAAGATCCCCACCATTTCCAAGAAGACCGCCAGTCCAAAGACCACAGGGTCTGCA
AAGAAGTGAATTAGACAATGAAACAAACTTCTTGGATGTACCAGCAGGAATCTGGACCTC
GATCCAGGCGACCGATGCACTACGACTGATCATTTCCAGGGAAAGGAGGAGATGGAGAGT
CTCCATCTCACTCTTCCCCACGCCTACGACCGACTGAACATGCACAAGAGGAGAGTCCTG
GTCCAGTTGTTTCTGACCCAGTCTGTGGGGGGTCGACACATATTTCTCCCCTTTCAGACA
TCTGCTTTGCCTTTGCCCCAACCCAAACCCCAAAATGGAACCAAACACCAACCACAAGAT
GCTGCCTTATTTCACAGAAACACTCTGTCCTGATCAGGCAG
>BJ004331 ID   BJ004331   standard; mRNA; EST; 255 BP.
CACCACTACAGGANATGCCTTCCAACAGCTTTTCTGCTGCGATCATGGTAGGAGAGCAAC
AACATGACTGCCACCGCGGCGGTGAACAGAAATACTTGTGGAACTGAAGGTCTGTCCGAA
AACGACAGCGGTGTGGAGCTGACCAACGAGAACAGCCCTCTGACGGCGGCTGAACCGCCG
TCCCCCCCCTTCAGCCCCAAACACAACCAAGACGCTGCCTCATCACAAGATGGTAACTGC
TGCTTAAGGGGAAGC
>BJ004337 ID   BJ004337   standard; mRNA; EST; 551 BP.
GGCCTGTTTCTACTGTTTCCTGCGATGTAGCGAAAAATCAACCCGTCTACATTTCTGCGT
TTAGTCCAGGTTGTAGCAAGGTTCTTTGAGATGACCACAGATCCCCCAGTCCAAAGTGAG
GCCTTCAGGGTCATGACCTTCACCCCCTCCAAAGAGGAGTTCAAGGACTTTGTTCGTTAT
GTTGCCTACATGGAGTCACAGGGAGCTCACAGAGCGGGAATAGCCAAGGTTATTCCTCCT
AAAGGCTGGAAGCCAAGAAGGACGTATGATGACGTGGATGATCTGCTGATCCCTGCTCCC
ATCCAGCAGGTGGTGACCGGTCAGTCAGGCCTCTTCACGCAGTACAACATCCAGAAGAAG
CCCATGCTCGTCCACGAGTTCCAGAAGACCTCCAACTTGGACAAGTTCTGCAGTCCCAGG
TTTGTTGACTTTAACGAGCTGGAGAAGAAGTTCTGGAAGAACCTGACCTTCAACCCTCCT
CTTTACGGAGCGGACATCAGCGGGACGCTGTTTGATCCTGACGTGCCGGACTGGAACATC
AGCCATCTCGA
>BJ004360 ID   BJ004360   standard; mRNA; EST; 405 BP.
GGGAAAAACNCTTTTATCCGACACCTTATGGAGCAGGACTTCCCAGGTATGCGGATTGGC
CCGGAGCCGACCACAGACTCTTTCATCGCGGTGATGCACGGTGACCAGGAGGGGGTTATC
CCAGGTAACGCCCTGGTGGTCGACCCCAAGAAGCCCTTTCGCAAACTCAACGCTTTTGGC
AACGCCTTCCTCAACAGGTTCATGTGTGCTCAGATGCCTAACGCTGTCCTGGAAAGCATC
AGTATCATTGATACTCCTGGAATCCTGTCCGGGGAAAAGCAGAGGATAAGTAGAGGTTAT



GACTTTGCTGCTGTGCTGGAGTGGTTTGCCGAGCGTGTGGACCGCATCATNCTNCTNTTT
GATGCCCACAAGCTGGACATCTCAGATGAGTTCTCAGAGGTGATC
>BJ004362 ID   BJ004362   standard; mRNA; EST; 530 BP.
TTGACCGACAGGGGGGCAGCATCTTCCTCCCCACTCCTCCAGTGCCGGGCCCGCCCCAGT
ATCCAGGGTGCAGGCAGTTCTCTGGGGCTGCAACACAGTCAGATGCCTGCGCAGACGCAT
GGGGGCGATCACATGCAGGCCTTTTACGGTGGAAGGATGACTTATGATCGCCTGCTGGCT
GTGAAGAACGCCACATGTGAAGCCATCGACCATCTGCACAAATCCCTGGAGTCTTGTCCG
GATCCTGAAACTGAAGTTACCGACCCCAAAGGGATCAAGGTGCCTCTGATGCCCCATCAG
AGGAGAGCTTTGGCCTGGCTGCTCTGGAGAGAAACGCAGAAGCCGTGTGGAGGGATTTTG
GCGGATGACATGGGTCTGGGTAAAACTCTGACCATGATTTCACTNATACTGGCTAAGAAG
ATGAAAGCTAAAGAGGAGGCCAAGGAGAAGGACCAGACCAAGACCAAGCTGGATAGCTGG
GTGTCTAAAAGTGATCCTACCATTGTTGCTTCTGAAGGCACTCTGATCAT
>BJ004365 ID   BJ004365   standard; mRNA; EST; 347 BP.
CACCTCAAAAGAACCGAAAGCTGTGCCGGGCCGGGCGGGGTAGCATTCCTCCACTCAAAC
CTATGCATCCGCCCCCCCCTCATCTGCTCTGACCCAGAGGCTTTCAGGTGTCCGGGATGC
CCCGAGCCGGGTTCTCCTCTTTCAGGGCGTCTGTCCTCATACCCACACTTCAATCAACCG
TCCGAGAGGTCACAGGGTCACCAGAACCATGTNGCAGAGTTTCCAGAGGAACCGTGGGTG
CCAAAGCCGAGCCTCTGTGCTGTTCTGCCTCGATGAGGCCAAAGCCTTCAGCTGCCAACA
GCTGGGCGTGGTCGAGGTAACNGGAGGTCTGCAGTTCCCCCCATCTG
>BJ004366 ID   BJ004366   standard; mRNA; EST; 286 BP.
TGTTGGAAATTTGCATTTTTTTCAGTAGCGGAAGTGTACTGCCCCGGTGCTTTTGGTTGA
ACCATTTTCAGTCCTTGCTGTCCCGTCTCGGTTAGTTATCTCTCTGCTGTCTTTCGTAGC
TAGCCACAGTAGCATATGGGTGTCAGAGTTAGCAGTGACTCAACCGGCTGTGTCTTTTTC
CCCTCCACGTCTCATATTATTTTGGACACGTNAAGGCTCTTTAGTTCTGTGTATTGATTT
TTGGGGGGTGTGATGTCAGAACCGAAGGCCCCCACTCCCACCCTTG
>BJ004369 ID   BJ004369   standard; mRNA; EST; 370 BP.
GACGGAGCAATTCAAAAACAAGCCATCAAGTATGCCTNGTATTATGATAAAAGGAGGGGT
TTGGCGTAACACTGAGGATGAGATCCTCAAGGCGGCGGTANTGAAATATGGGAAAAACCA
GTGGTNCCGCATCGCCTCCCTGCTGCACCGCAAGTCTGCCAAACAGTGCAAAGCCAGATG
GTACGAGTGGTTGGACCCCAGCATTAAGAAAACGGAGTGGTCCAGAGAGGAGGAGGAGAA
GCTGCTTCATCTGGCCAAGCTGATGCCGACGCAGNGGAGGACCATCGCTCCCATCATAGG
ACGTACTGCTGCCCAGTGTCTGGAGCACTACGAGTACCTGCTAGACAAAGCTGCACAGAG
AGACAATGAG
>BJ004371 ID   BJ004371   standard; mRNA; EST; 559 BP.
GGAGACCCACCGTTCAGCATGAAGCCTCTCCTCCTCTTGACACTGCTCGGATGTCTTGCC
GCTGCGCTCGCGGTTCCTGCTCAGAAGGTGAAATGGTGCGTAAAGTCGGACCAAGAATTC
AGAAAATGTTCAGATCTGGCAGCGGCATCTCCCGCCTTCTCCTGCGTGAAGAAAGAAAGC
ACCCTTGACTGTATCATTGCAATCAAGGCTGGTGAAGCAGATGCCATCACTGTGGATGGA
GGAGACGTTTACACTGCTGGTCTTAACAACTATGACCTGCACCCCATCATTGCTGAAGAC
TACGGTTATGCTGGAGCCTTTAGGTGCCTGGCTGAGGGAGCAGGGGATGTTGCCTTCATC
AAGCACACGATTGTTGGTGAAAACACCGACGGTAACGGTCCTGATTGGGCTCGCAGTCTG
AAATCTGATGACTACCAGCTGATCTGCCCTGGAAAGGGTCCAGTGCCAATCTCTGAATAT
GCCAGTTGTAATTTGGCGGTTGTGCCAGCACACGCAGTAGTGACTCGTCCAGAGAGCCGC
AGTGACGTTGTGCGCGTCC
>BJ004394 ID   BJ004394   standard; mRNA; EST; 142 BP.
ATCCAAACTACCAGTACAGGGAGCCACCATCGGATCGACCCAACTCAAGAGCCAGCCAGT
ACTCGGACAGACCCTCATCAAGGCAAGGCTACCCTGATNNNNNCAGAGCAAACCGAAGTT
GCCTACAGCGACTATTATGNAG
>BJ004441 ID   BJ004441   standard; mRNA; EST; 387 BP.
CTGACAAGAACTGCAGAGGAGGAGGAGAGCAGCATGGATATGAACAAACCAAAGCCTTTC
ACAGGAGCCTCCTGATCCGCTGCAGCCCCTCTAGTGAAAGCAGACAAAGCTCACGGAGTC
TGAGACCAACCGTTTCCTGGATGAGGGTCGGCGTGGATGAACCCCGTGTAAAAGATCTGC
TCTGCAAACGTTCGGATGAGTTTATCTGCAGTCTGAGAAGCAAACGGGCGTTTTGAAAAG
CACATACTTTAACAGCAGCCTGGCTTGTAGAAGAACCAACTCACATCTTTCAAACTAATT
CCTTGTCTCTTAATTTCTTCCACGTTGTTGATTTTGCAGCCGCTGCAAAACTCTGCCGTC
AGCACTCTCTTTGAGAGAAAGAAGAGG
>BJ004504 ID   BJ004504   standard; mRNA; EST; 327 BP.
GGTCTCGAGTTTTTTTTTTACCGACTCGTTTCGAAATATGATGGAGGATTTCTCTGGACT
CGCCCTACCTCCTCTTTTTGGAGGAGGCCATATTCTGGAGGCAGAACTGGAACCCGGAGG
AGTGGAGCTCGGATCGGGAGAGGTTCTGTACATCATGTTCACTATAAGACTGATGTAAAC
AAATGAAAATCCTGCAGNGATGAATGTTAAATCATAAAGNGTTTTTTTTTTTTATGGNCA
GGGANGTTTNTGGCTGGGATCCTTGNNGNCANCATTAAAAGATTCCNCCANCTTANCTTA
AGCCTTTANCCTTTTAAGCTTCCTACT
>BJ004563 ID   BJ004563   standard; mRNA; EST; 108 BP.



GACTTGACGCCTGGCAGCATTTATCGNTACGACAGGGAGCCTACAAGCGACAACTACCCC
AGACAGAGAATGGANAGATGCTGACGCACCGTTATTTACCGGACCGTG
>BJ004573 ID   BJ004573   standard; mRNA; EST; 546 BP.
GAATNGATGCTTGAAATAAAAAAATAAATAAATNAGACCCCACGAGGTGAGATCCTGCAT
GGAGCCCAAGTCCGAGGGATATTGACCTTAATGTTTAGCTTCTTCATTTTTCTTATAATT
GCTCCAGCACTGGATTTTTTTCATGTATATGTGATGTAACATGGGTTAGCCTAGTATATT
ACAGGCTTCAACACTTACACTTTTAAAATGTTTGCAACTAGACGTCCAAATGCTGCACCG
CACAGGAGCGACGGTACAAAGAGACCACTGGGTACGGACACACCGTAGGTCCAACAGGCC
AACAGGAAGTAGAGCAGGAAGAAGACTGACAGAGTCACAGGGCTGAAGGTACCTTTGAAG
GCGAGGCAGAGACACCAGAACATTATCCCTTTGATTCAGAGTTTTTAAAACTTGACGCCA
CGTCTTTATTTGGGCACAAATGATAAAAGCCTGGATGTGTCTCCATCCGGACAGAATGAG
AAATCTTACCAACATCTTTTATCTTGAAAACTCACATTATTAAAAAAAAAACTCGAGGGG
GGGCCC
>BJ004587 ID   BJ004587   standard; mRNA; EST; 395 BP.
CGCTTATGTAAAGGTGGAGGCGGCGCGCGTGCGCTCTTCCTCCGTCTCTCCTCGCGCGCG
CTCGTGCCATCCCCCGCCCCCCCTCAGAGGACAAAGACGAAAATGGGTCAGGCGGGGAGA
CGCGGCAGATTCTGCGGCAGCGAGTAGAACTGCTGTTGGACGGGTTGCTGGTTCCGACTG
CAGAAACATCGAGACTGTTCGGGTCCGGACGGAACCGAGNCGGAGGTCCTCTGCGCCCGA
GTGAGCATNTTTTTGGGAACCGAACCTGTTGAGGGAAAAGCGCAGTNCAGCGCGCGGTGG
ACAATGGGAGCTCCGAACTGAACCGAACCGAGCGTGCAGGTGCAGCCTTCCTTTTGAAGG
CTTCGCATGAGAACCGGATCGCATCTGATCTTCAG
>BJ004643 ID   BJ004643   standard; mRNA; EST; 620 BP.
GGAGTAGCGCCGGGGNATAAGTAACCGCATTGAGGATGTCTTTGAGTGAAGAGGGGTATG
TGGTCCGGATCAGAGGACTGCCTTGGTCCTGCACACAAGAGGAGGTGGCCAGTTTCTTCT
CTGGCCGACCCAGCGGCGAGGCATTTCTTGAGTTGAAAACAGCAGAGGACTTCAAGAATG
CTCTCGCCAAGGACCGTAAATATATGGGACATAGATACATAGAAGTTTTCAAGTCCAACC
GCAGTGAGATGGACTGGGTACTGAAACGAAATGGTCCTGCTGACTATGACAGCTGCAGCG
GCTGCATGCTGAGGTTAAGAGGACTGCCCTTTGGCTGCAGCAAGGAGGAAATTGTCCAGT
TTTTCTCAGGGTTGAGAATCGTGCCAAATGGGATAACTCTTCCAGTGGACTACCAGGGGC
GGAGCACAGGGGAAGCCTTCGTGCAGTTTGCCTCAAAGGAGATAGCAGAAAAGGCTCTGG
GGAAACACAAGGAAAGAATAGGGCACAGGTACATAGAGATTTTTAAAAGCAGTCGTAATG
AGATCCGAGCCTACTACGATGTTCCCCGGCGGGGACTGGGGGGCCAGAGACCCGGTCCCT
ATGACAGACCAATGATGTCG
>BJ004652 ID   BJ004652   standard; mRNA; EST; 105 BP.
AATTCGGCACGAGGGTTGTGTGACTTTCTTCTCGCTAAACCAAGGCAATACAAGCAGTAT
ATTCCGNCAGAGGAGTGATTTTATTGAACTTTTGTAAAGAAACGT
>BJ004698 ID   BJ004698   standard; mRNA; EST; 675 BP.
GCAGGCGGATGCACCGTCCGATNAGAACCTGCCGGGTCAAGCTCAGACCAAGCAGATTGT
TCTGATAGACAGTTCGTATCAGTGCCAGTTCTGCGCCGGCAAGTTCCGGACGTATTTCCA
GCTGAAGTCCCACCTGACCCAGCACAAAGGGGAGCAGGTCTACAAGTGTGTGTTGAAGTC
CTGCTGCCAGACCTTCCAGAAGCTGGATCAGTTTCTAGAACACATCCGGACCCACCAGGA
GCAGCTGACGTACCGCTGCCACCTCTGCAGCAAAGTCTTCCCGTCGCTGTTCGAGCTGGG
AGTCCACCAGTACTCCCACTGCTTCTGCCCACAGCAGAGTACGCACAAGGAGGCCGCCGT
CTACAGGTGTGTGAAATGTCAAAGCAGATATTCGACTCAGGAAGCCCTGGAGGAACATCT
GCTGACTGCCTCCCACAGCTTTCCCTGCCCACACTGTCAGAAGGTTTTCCCCTGTGAGAG
GTACTTCAGACGCCATCTGCCCACTCACGGCGTTGGAGGACGGTTCAAGTGTCAGATCTG
CAAGAAGGCCTTCAAGACGGAGCACTACCTCAAACTGCACGCTCGCATCCACTCAGGAGA
AAAGCCATACAAGTGCTCGCTCTGCGACGCCACCTTCAACAGGAAGGACAAGGTGAAGCG
GCACATGCTCATCCA
>BJ004705 ID   BJ004705   standard; mRNA; EST; 634 BP.
GCAATAACATGGACGGACAATGACTAACTGGACCGGTTAGTTGGAGCTGGCCGCAGCGAC
GGACCCAGCACGGGTGTGGTTCGGGTTCGGATGGATCCCGCGCACAAAGCTGTGCTCCGG
AAGCTCCGCGCGGAACTCTGCAGCCAGTTGATGGTCAGCGAATCCATAGTTCCGGTTCTG
TTTCAGGAGGGCGTGCTGACCCATGCGCACGTAGAGGACATCGAATCGGAACCGACCGAC
ACGAGAAAGAGCCAGAAGCTGCTGGACATCCTCCCGAACCGCGGGCCGCGAGCTTTCCCC
GCCTTCATGCAGTCTTTGGCGGACTTCAGCTGGATCCGGGACCGGCTGGTGCACGAGCTG
AGGACCGAACCGGAACCAAGAGCCGCAGACGCCTGTGGCCTCTCGGACTCGGTTCTGGAG
AGGGTTCTGTCGGATCAGGAGCTGTGCCGGCTGTCATTCCGCCTCGGAGCCGAGTGGGAG
GCGATGCTGATGGATCTGGGTCTGCCAGCAGAGGCCGTGTTCCGGTGCCGCTCCGATCAC
AGTCTGAGCACCCAGGCGGCGGCGCTGTCCGGACTGGTTCTGTGGAGACGGTCCGGAGGG
AGGAGCGCCACGGCGAGGAGGCTGCTGCAGAGCC
>BJ004710 ID   BJ004710   standard; mRNA; EST; 697 BP.
GAGGAATTCGGCACGAGGTGAATTCCTGTTTNAAGTCCGTGAGGTTTGACGGCTCCGCTC
AGTGGTTGTTGATGGACCATCCCTATGAAGACACGGACTTACAATGGGACAGAGCACCTC



AGAACAAGGGGTCCAAGACGGCACCACACCAGACGGCTTGGATAACCTGGAGACATTTGT
GGAGGAGGAGCTACAGACGAGCATGATGGTGGGCATGGTGATTGGCGCGGGCATCGCTAT
CGTCCTCATCGCCATCTTTATTTTCTTCATATTGAGGAGGATACAGCTCAGAAACCTGGA
GGCTCAAGAAGCGCCCAAATATCGCTTTCGTAAGCGAGATAAAGTCATGTTCTATGGGCG
GAAGATAATGCGTAAGGTGTCCCAGTCTACCTCGTCCCTGGTGGGAACGTCCTCGTCATC
TCGACCGCGCCTGAAGAAAAAGCAGAAGATGATCAACATTGCCAAAAAGATCCTTCGCTT
TAAGAAGGAAGTTCCCATCCTTCAGGCCAAGGAGCCCCCTCCCTCGGTGCTGGAGGCAGA
CCTGACTGAGTTCGATGTGGCCAACTCCCATCTACCGTCCGAGGTGCTCTACATGCTGAA
AAATGTCCGAGTATTGGGTCACTTTGAAAAGCCCCTCTTNCTGGAGCTCTGCAAACACAT
GGTCTTTCTGCAGTTCCAGCAGGGGGAGTACGTCTTC
>BJ004711 ID   BJ004711   standard; mRNA; EST; 693 BP.
GGCAAGGCCCGCATGCACGACCGCATCGCTAAGCAATATCAAAGTGCCATACGAGCTCAT
AAAGCAGGGAAACCGGTCAACTTCGACGAGCTGCCTGTTCCTCCAGGCTTTCCTCCGATC
CCGGGCCAAAAGGCAGAAGGAGCCGAACAAGGTTTTATTGCTGCTCTTGAAGCTGCTAAC
AAGCTTGCATCCACGGACGCTGCCGAAGAGGAAGATGATGATGATGATGATGACAAGGGG
GAAGAGTTGAAGGCTGCTATTCCAGAAAATTCCAAACGGCCCACACTGGAGGTTCCAGAG
GTAGTTCAGGGGCAGAAAAGACCTCCATCAGCCTCACCTGACCGAACGACTCGGAGGGAC
GGCCTTTCACCTGCAGCGGTTCAGCAGCTGGAGTTCCTGGAGAACCGGAAGAAGCAGTTC
ATGAAGGCAGCTCTGCAGGCCAAGCAGAAGAACGACATGGAGCAGGCCAAGAACCTTCTC
CGCACCGCCAAAGGCTTTGATCCAATGATCGAGGCCACGCGCAGCGGGAAGTCTGTGGAC
ATCAGCACGGTGCCGTCGCCTCCTGGTGATGAAGAGGACGACTTCATCCTGGTCCATCAC
AGCGACCTGCAGCTCTCCCAGAAAGCTGAGGAGGTTTACTCGCAACTCGCCAAGATGCTG
AGAGATCAGCACGAGAAATGTTTGACTCACTCC
>BJ004716 ID   BJ004716   standard; mRNA; EST; 712 BP.
AGTCTAAGCTAGAGAGCGAGCTTGCAAACTTCGGCCCTCGCATCAATGACATTAAGAGGA
TAATCCAGTCCCGTGAGCGTGAAATCACAGACCTCCGCGATCGGATGAACCTGGTGGAAG
ACGAGGTGTTTATTGAGTTCTGCAAAGAGATTGGAGTGAGGAACATCAGAGAATTTGAGG
AGGAGAAAGTAAAGAGGCAGAATGAGATTGCCAAGAAACGTCTTGAGTTTGAGACCCAGA
AAACTCGGCTGGGCATCCAGGTGGACTATGAGAAGAACCAGCTGAAGGAAGATCAAGAGA
AGGTCATGATGTGGGAGCAGACTGTTAAGAAGGATGAAGCGGAAATAGAGCGACTAAAGA
AGGAGGAGCACAGGCACATGAAAATCATCGATGAGACAATGGCTCAGCTACAGGATCTGA
AAAACCAGCACCTCACCAAGAAATCTGAAGTCAACGATAAAAACCATGAAATGGAAGAAA
TTCGCAAAAAACTTGGAGGCGCTAACAAAGAGTTGACCCAGCTCCAAAAGGAGGTGACAG
CCATCGAGACCAAACTGGAGCAGAAGCGCAGCGACCGCCACAACCTGCTGCAGGCCTGCA
AAATGCAGGACATCAGGTTGCCCCTTCGCTCAGGAACTATGGATGACATCAGCCAGGGAG
AGGGAAGCTCTCAGACCGACGAGTCTAGCAGTCAGAGGACATCGAGCAGCGT
>BJ004731 ID   BJ004731   standard; mRNA; EST; 703 BP.
GAGGAATTCGGCACGAGGGTNGAGTGGAAAAGAAACAGGTGTTATTTCTTTGTAAATACT
GTTATTTGTATATACTGTAAATGATGACATCCATGGGCGGAAACCGAGCCCGGGGCAGCT
GGGAGCAGACACAGAGCCAGACACAGCACAAGCAGAGGCCCCAGGCGACCGCTGAGCAGA
TCCGACTGGCGCAGATGATTTCAGACCACAACGATGCAGACTTTGAAGAGAAGGTCAAAC
AGCTGGTTGACATTACAGGCAAGGATCAGGACGAGTCCATGATTGCCCTGCATGACTGCA
ACGGAGACGTCAACAGAGCCATCAACGTGTTGCTCGAGGGCAACCCCGACACCGACTCCT
GGGAAATGGTGGGTAAGAAAAAAGGAGTATCGGGTCAGAAGGAGATCAGCCAGGCTGAAA
CCGGCGAGGAAGGAAAGGAGAACCGGGAGAAAGGAGCAGAGAAAGATGCCGCACGCCGTC
GGGGCGGAGCTCCGCGGAGAAGCCGTGGAACCAGACAGAGGAAGGCTACGGAGGAGGCAG
CAGCACCTGGAACAACACGGGCAGCGTGGAGCCGGAGGAGGGATCACGGTTGGAGTACCC
TGGAGGAGAGGGAACCAATTACCCCCCAAAGTTTGATTCTGCCCCCGGTGCCTGGCGTTC
TGCCACGGAGGAGTGGGGGACCGAAGACTGGAATGAAGATCTT
>BJ004767 ID   BJ004767   standard; mRNA; EST; 469 BP.
GGTCCGTTCTCATCCTTTTGTTTCCTCGTTTGTTCGTCTTCACGCTCAGCGACAAACATT
TGGTGAAGCAGGCCAGAAATCTGAGCACTTCAGCCGGGAAGCTCCTGCAGCTGAAGCCGT
AGCTGCAGCTGCAGGAGTGGCTGCGCAGTCCTGCCCCCCCCCGGCTGAGATGCTTCCTCT
GTGTCGGCTTCCTGCTGCTTCAGCCTTCGGGTTTTACTTCCACTTAATCCTCAAACGTTC
TCATTTCTGCTTCTTTGGCTAACGGGGGGAGTTCAGGCCGTCTGCAGCGTGGGGGGGCTC
TGGTGGAGAGACGGGAATGATGGGATGGATCTGAGCGTGTGAACCTTGCTGTAAACTGTG
GTCCGGCTAATAAAGCGCTCCTGAAAAGAGTCTGCTTCGCCGTCCGTCCTTCCGCTTTTT
CTTTGGTTCCACCATCAGTTTGCTTTAATGCGCTCACCCCCCCCCCCCC
>BJ004819 ID   BJ004819   standard; mRNA; EST; 334 BP.
GAAGGCCTTCTGATNAAGACACTACTTGCAGTAAACAGACTAATCAGGTCATTTAATGGA
TTTATTATATAGGGACTGTAATGAAACCTTATTTGCAGCAACTGCAGCAGTAGTGTTTTA
TTCCAATCAAAGTATTTCAATCAGGATATTTTAAGATAATCAAATTAGATTTATATGTGC
TGTGCTTCATTTTCTATGCACAAAGTACTAATATGATAGGGGATTTTTTTCACATGACCA
GGAATAAAGCTTAATTGAAATGAAAACCCCAAAAATGTTTTTTTTTTTTAAGGGAAAAAG



ACAGAATTAAGTNTNTGNGANAGCTGATTTTGTA
>BJ004828 ID   BJ004828   standard; mRNA; EST; 643 BP.
TTTGTTTTTCGATGATCTGTAACAAAATAACGATGAAATGGGAATATTAGATGGACATAA
AGGCATAATATTGAGCAGATACGCCTCTGTAATGCAGAATAAAGGTCGTTTGGTTTGATC
GTCGCGTAGGCCTGTTTTTCAGGGAGTGGACCGGAAGAGTGAACTCCATTTCCCATCAGT
GACTGCGGTGTCAGGTGGTACAAGTTTAATTGTTTCTCCCCCGGTGCCTATATCGTGTTA
GAAATTACCAGAGGCTTTAAAAAAGTTTTATTATTTTTATGTAAATTATTATTTTCCATT
TGGATGAATTATCTGACATTTAAAAGTGCGTAGATATGCTTTTTCATTTCTGGGAGTTTC
ATTGGAAGTGTCCAGTGGTGACCTATTATGTTTGTGGGGACAGACAAGAGGGATATTTTT
GCCTGACAGTTTGAGGAGTCATGGCTGGATCATCAATAAAGAGTGAATGGAAGCACTCCA
GACCCCCCTCCAAAGACAGCCACTCTGCACTGCCAGAGTCATCTCTGTCCTGGTGTTTGG
CGCACCTCTACAGATCTGGACCAGGGACTGAAAACCAGGTGGATGCAGGCTCTGGTAAAG
ACGTGGACAAAAGATTTCGAGTCTCACAATGGCGAGCCCTGGT
>BJ004830 ID   BJ004830   standard; mRNA; EST; 348 BP.
GAGCGGCTTCTCAAACAGTCTCAGAGGAGGGATTATTATAAAATCCTGGGAGTGAAGAGA
ACCGCCAAGAAGAAGGAGATTATCAAAGCATACAGGAAGCTGGCACAACAGTGGCACCCT
GACAACTTCCAGGATCCGCAGGAAAAGAAGAAGGCAGAGAAGAGGTTCATAGACATCGCT
CAGGCCAAAGAGGTCCTCACCGATCCAGGTAACCGGTCTGTTCTGCTGTTTGGAAAGCAT
CCATCAATGAATGGGAGGCTCTCCAGGAGCCGCTTGTTACTTTCTCCAGTTCTGTTGGTG
CCACTAAGGGGGGGGGGGTCANAACCTCCAGTNCCGTTNGAAAAGTTG
>BJ004833 ID   BJ004833   standard; mRNA; EST; 667 BP.
GAGAAAGCTGATCGTTTCTGGGTTTAGTTTATCCTCCGCCTCCGGGCGTCTTCGCTCCCA
CGGTCGGGGAAAACATTTGTAGATTCACAACCCGGAGATGCTTCACTTCCGTGCTGCACG
TTAGCTAACGCTGAAATAGCACCGGCTAAGATGGTAGCCACGTCCTCGGAGAACGACACA
AACAGCCACTGCGGAGCTCGGCCGTTGGGGCCGGACGACTCGTCGCAGGGATTTCTCGCG
GGGCCCGAAGCACGCTTGGCGGACTGAGAGGTCATGGAGGTGACGGGGAAGAACGGAGGT
TCGTTCGGGATCGACTGTAATGTAGTAGAGGAGACGGCGGGAGGACCAGGCGGAGCGAGG
AGGCTGTGTCACTCCGGGCTGCTCGCCCGTGTCAGCGGGGGTCAGGAAACTGCTAAGCCT
CCAGCTTATGCGACCGAGAACGGGAGGAATGTAAACAGAGACCCCTCCCTGCCGCCGGCT
AAAATCATGCTGGACCTGGCGGAGCGGCTGCTGCCGGGACAGCTGATCGACACCTGCGTG
ATTTCGGGGGTTTGCGGAGGCCTGAACGGGTTTAGTGAATCTACCGGTCTAGAGGAGCAG
CTGGAGGAGGGGGGTCACGGAGAAAGAGGAGATGGGAGCACAGAGACTTCCCCCGCAGCT
GCGCTCC
>BJ004842 ID   BJ004842   standard; mRNA; EST; 559 BP.
TGCTAAACAACTCAGATCGAGGTCATTTTGCAGGTCAGGACAGGAGGAGGAGGAGAAGAC
GTTCAGCAGAAAGAGAATGAACAGTTTTGATCGGGAGGGGGGTCACTGCACAGAGATGGC
GATGGTGTGTCTCACGGACTTTGAGGAGTATGCAAAGGAGCACCTTTCCAAGGCCACCTG
GGATTACTACGCAGCCGGAGCCGACGACTGCTGCACCCGAGACGACAACCTTCTGGCCTT
CAAGAGGCAATATCCACAAAACCTGTGCCGTTTTCTACAGCAGGAGGTAGATTCTGCAGA
GCAGCAAGAGTTGGCGTGGAAGATTCGTCTGCGGCCTCGTATCCTGCGGGACGTGTCGGT
GAGCGACACTCGCACCACGGTGCAGGGGATGGAGATCAGCTTTCCTGTCGGAGTTGCACC
CACAGCATTTCACTGCCTGGCCTGGCATGAGGGGGAGGTAGCCACAGCCCGGGCCGCAGA
GAGCGTCAACACCTGCTACATCACCAGCACGTACTCCACCTGCTCTGTGGAGGAGATCGC
AGCGGCGGCGCCCGGCGGT
>BJ004848 ID   BJ004848   standard; mRNA; EST; 620 BP.
GGACACACCGACGCGCGAGCTCCGGACCCGCGGACGCACAGCCGAACAGAGCCGAGCGCA
GCGCGCCCCGTCCCGGTGGCCATGTCCTTGCTTGGCCCCGCCCCCAGCTCAGCAGACGCC
TGCCTCAGCATCGTGCACAGCCTCATGTGTCACCGGCAGGGGGGAGAAAACGAGGGCTTC
GCCAAGCGGGCCATCGAGAGTCTGGTGAAGAAGTTGAAGGAGAAGAAAGACGAGCTGGAC
TCGCTAATCACCGCCATCACCAGCAACGGCGTCCACCCCAGCAAGTGCGTCACCATCCAG
CGGACGCTGGACGGCCGGCTGCAGGTGGCGGGCAGGAAGGGCTTCCCCCACGTCATCTAC
GCCCGCCTGTGGCGTTGGCCCGACCTTCACAAGAACGAGCTGAAGCACGTCAAGTTCTGC
CAGTTCGCCTTTGACCTGAAGTACGACAGCGTGTGCGTGAACCCCTACCACTACGAGAGG
GTGGCAGCCGCTCCCCCCACAGGTGCTCACACTATGATCAAAGAGGAGTTCATGCAGGAC
TGCCTGCAGCTGGACCTGCCCCCCCATCCAGACCCGTACGGCCCGTCTGCGTCTTTGGGC
ATGTATCCCAGCATGCCCCT
>BJ004861 ID   BJ004861   standard; mRNA; EST; 690 BP.
GCGTCAACGAAGAGAAACTACCTTACAGTTCAAACTTATAACGCTATTTCTGTGAAGTTA
TTTGGGTCTGTAATGTCGACTGGTTGTTATTCGTAAGTATGCTGGACGACAGTAGTCCCG
GTTTTTCCGAAACGGACACAAAGCAGCCACAAACGGTCACCACGGAATACTGCGAGAAGC
TGCAGCAGTGGATGTGGCAGTATTACACGGGCTGCAGCCCGGCGAGCTGGGGCTTCCTGC
CAGCCTTCCTTCTCCCTCAGACGCCGGACGCAGCTCTCTCGACTTCCGCTGGTGACCACC
AAGCTTTTGACATCCGGAATTGGTACAGCTACCCTTCTCCTCTCAGTCCGCCCACGCTGC
CTCAGCCGCCTCCTTATGTCGGCGTTGATCGGACTGAACGGAGCGCCGCTTCGGCGGCGG



ATGCCCGGGCAGCCCAGCAGCAGAACGGCGACACCCTCCAGGCAGGGCGGGAGTACAAGA
TTCCTTCTCCTCTCCAGAGATTCATGGCAGAGACGGTGGATTTCATCATCCTGTTCTGTG
TGAAGGCCACCATTGTGTTATGGATCATGCATCTGAGCGGGATGAAGGACATTGCAAAGT
TTATCACCCACTTCATCGTGGAGGAGATTGACGAGAACACGTCTTTAGAAGACCTGCAGA
AGATGATGGCGGTCGCTCTGGTCTACAGGG
>BJ004868 ID   BJ004868   standard; mRNA; EST; 441 BP.
GATCCTGACTGCTGTCGTTGTTTCTCCGATGCTCTCATGACCGTTATTGACCCTGATTCA
GCTTAGTGGACTTTTAGCTGAGCTAATAAAACCTGCTGCACTTGGAACCAGCCATCTCCT
TTTTGTGACAAGAAGACTCACTATTTTAGTTCCTAAATAAAGATGAATTGAATTTGATTT
GTGTAAAAGCCACCAGAGAAAGTGTTGGGTCTGTTAGGATAAAGACGTCTTTTGACCGAG
TACCGCTCTCCGTCATCCTTCCTGCCACAGAGCTTCTCTAGGAAGTCAGATGGCCATTGG
GCTTTTCTGAAAGCCCCGTCAACAGTTCGTATTCATAAGTCAGAAAGTGGGCGGGGGGCG
GATGTGAGGAAGACTGTTCTGAGTTCATGCCCATCAGATGAGCTGCAGCAGCAGGAAGAT
TCCTCTCTGGTGCTTTTGTGG
>BJ004869 ID   BJ004869   standard; mRNA; EST; 621 BP.
GGGCTGAGGAATTCGGCACGAGGTTGTGATGTAGCAGCGGGTGAAACATCCAACAGTCGA
AACTTAAACCTTGAAGGAAAAATAGGGTTTGTATTTGTGAGCCAAGACTGAAAGACAGGA
AGAAACGGAGAGGCGTTAGTCCAGAAACGAGGCCGCGTCCCCCCGTCTTTCGCAGGCATG
AGTGTCGGCACTCCGAGAGGCCTGGCCAGTTCGGGGCAGAAACCCATCACGGAGATCCCC
CACCCGTTGTCCGCCGCTGAAGAGTCGCTTTCTCCGGGGCCGGATGTCAGCATCAGCCCC
GGAGGAGACAAGGATCCGGAGCTGACCAACGGCACGCTCGTTGACGGCTCCAGTCCCGCC
TCCGCCTCCTCCACCTCCGCGTTGCTCAGCAGGCTGCAGGTGGAGGAGAACTCCGAGGCA
GACGCCGCAGAGCTTTACGCATCCACGGAAACCCGGGACCTCTTCGTTACAGTGGACGAC
CCCAAGAAGCACGTGTCCACCATGGAAACCTACATCACCTACAGAGTCTCTACCAAGACG
ACACGGATAGAGTTTGACCTGCCGGAGTACTGCGTCAGAAGACGCTACCAGGACTTTGAC
TGGTTGAGAGTGAAACTGGAG
>BJ004870 ID   BJ004870   standard; mRNA; EST; 655 BP.
GGTTCCCACGCCCTTTTGGTGGCTGAAGATGGAAGTGTGTTCTTCACTGGCTCTGCAAGC
AAGGGAGAGGATGGGGAGTCGACCAAAAGTCGCAGACAGCCCAAGCCTTATAAGCCCAAG
AAAATGATCAAGTTGGAGACAAAGACAGCCGTCTATACAGCATGCAACAACGGCAGCAGC
AGCATCGTCACCAAGGATGGAGAGCTGTACATGTTTGGCAAAGATGCTATTTACAGTGAC
AGCACCTGTCAGGTGTCGGACCTGAAGGGTCACGTTGTAACTCAGGTGGCAATGGGTAAA
GCTCACACCTGTGTTCTCACCAAGAATGGGGAGGTGTGGACATTTGGAGTGAATAACAAA
GGCCAGTGTGGCAGAGATACTGGAGCCATGAGCCAGGCAGGAAAAGCATTTGGAGTAGAG
AACATGGCAACAGCCATGGACGAGGACTTGGAAGATGACATAGAGGAGAAGGAGGAGAAG
AGCATGATGTGCCAGCCAGGCATGCACAAGTGGAAGCTGGACCAGTGCATGGTTTGCACC
GTTTGTGGAGACTGCACCGGTTATGGTGCCAGTTGTGTCAGCAGTGGACGGCCAGACAGA
GTGCCAGGGGGTATCTGTGGATGTGGGTCTGGAGAGTCTGGCTGCTCAGCTTGTG
>BJ004885 ID   BJ004885   standard; mRNA; EST; 574 BP.
GCGGCGATCGGTGCTGAAGTGGGGCGGATGGCAGGAAAACCCAGCAGCGATGGACATTAC
ACCGCTGGCTCGCCGTCGACGATGTCGCTAAGCATGCATAGGGACACCTGGCTCTTATGC
CCGACATTTTAAGACGCTGACAGCCCGAGACAAGAGGATGCTGTACATTCATCGTCTGCT
GTGCTTTTAAGTTCATAAATGGTTCTTTTACTACGCTACGAGACAGCCTAGAAGGCGACG
GTCAACAGAACAGAAAATACGAGGAGGACATTTGACCCACCTCACTTTAGCTTTAGCATA
CATTTTTTTGCGAACTGGTCAGGGATGGTGACACCAGTAACTTCTCTTCCCTGTGGTGAA
AACAACCTCTTTTTTTGTGTCCTGAATCTGCTGCAAGCCAAACAGACAGTCCAACAGTCC
ATACCTTCGTCAACCAGCTTGCTACCGTCCGGCGACCTGTTACCTCACGCCATGACTGCT
CTGTCTGACCTGTGTTTAGGAACTCACTAATTCATGCCCTGCAGTGTGAGTGGAGTGGAG
ATGAGAAAAAGGCAGGCGGCTCATATCGAGGCCC
>BJ004886 ID   BJ004886   standard; mRNA; EST; 606 BP.
GCACGAGGGGGAAATGCGGTTCCCTTCCCTTCGCTTCCCTCGGCTCTTTAAAACTCTCTA
AAGTCCTGTTTATTTGTCACAAATTAAAATTCTGTTTCATCCTTAAATAACGTCTGCGGT
GTTCTTGTGAAGGGATAGAGGAAAGCAGGATGAAATATTTGACAAGACGCAGAGCCAAAC
GCGTTTACGAGTGGCGAGGAAAACCTCTGAGTTTTAACAGGAAACTAAAAACCTACGAAT
ATGGNTCTCTAGTCATCAGCATGGAGGGGGTCCCGGGGACTATGGTCATTCAGCCCGGTC
AGCACATCCTCATCGAAGGAGAAGATGACGACAACCCCTACGTGGCCAGAGTCCTCCAAC
TGTTTGGTGACGAGAACCAGGAGCAGAAGAAGGCGCTGGTTCAATGGTTCGTCCGCTTGT
CCGAGGTGCCTTACAGCAAGCGGACGCTGCTGGGCAGAGAGCCCCACCCCAAGGAAATCT
TTTTTTACCAGGGACCCAGCTGTGAAAACGAGGTTGGATGCTGAATCCATCCTGAGAGCC
GTGCAGGTGAAACACGTGGACAACGCCGCTCCGTTTCCTGACTCTGACACGGAAGAAACG
CTCTAC
>BJ004890 ID   BJ004890   standard; mRNA; EST; 669 BP.
GGATTGAACGAGTTATGCACTGTCTGGACAAGTCTACAGAAGAGCCCATTGTGAAGGTGG
TGGAGAGGGAACTGATTTCTAAACACATGAAAACAATTGTTGAGATGGAGAACTCTGGCC



TGGTCCATATGCTCAAAAACAGCAAGACAGAAGACCTGGCATGCATGTATAAGCTGTTCA
GTCGAGTGCCAAATGGCCTAAAAACAATGTGTGAGTGTATGAGCTCCTACCTACGAGAAC
AAGGCAAGGCTCTTGTGTCAGAAGAAGGAGAGGGAAAGAACCCTGTCGACTACATCCAGG
GTCTGCTAGACTTGAAGACGCGATTTGATCACTTCCTCATCGAGTCTTTCAATAATGACA
GACTCTTTAAACAAACCATCGCTGGAGATTTTGAGTATTTCCTAAACCTCAACTCCCGCT
CTCCGGAGTATTTGTCTCTCTTCATTGATGACAAGCTCAAGAAAGGAGTCAAAGGGTTGA
CTGAACAAGAGGTGGAGTCCATTCTTGACAAGGCAATGGTGTTGTTCAGGTTCATGCAGG
AGAAGGATGTTTTTGAAAGATACTATAAGCAGCATCTGGGCCGCCGGCTTCTCAGCAACA
AGAGTGTTTCCGATGATTCAGAAAAGAACATGATCTCTAAGCTAAAGACAGAATGCGGCT
GTCAGTTCA
>BJ004896 ID   BJ004896   standard; mRNA; EST; 680 BP.
CGGCACGAGGCTGGTTCTAGTGTGCCGCCTTGACACCTGCGGTGTCTGACTAATATGTGA
CTGCGACGTGCAGCTTTACAACCTCCATGCACCAACTGCACCAGTGAAGGAGGATGGCTC
ATCCCGCTCCTTCCCCCATTTACTGCCTGAGAGGGGCCGGGGCCCCCCTCAACACCCTCC
ACTTTTGCTGCCGCGGAACAGACACTCCACTTCTTTTTTCTGGGTCTGCAAAGGGAATGA
TCCACATGTGGAACCTGAATAGCAGGAGACCTGAGAAATCGTTCGAGGCTCATGGGGGTA
GTTCGATACTCTGGGTCAGGACGCTGCAGTCCAAGGATGCTCTCATCAGCCAGGGGCGGG
ACATGCAGGTGTGTATGTGGGACCTGAGAGGGGGCTGCGGCGAGCTGGTGGATTCTGTGT
TCACGGGGAGTTTTGGATTCTGTCAGTGCTCCTTGATCGAGACGGATCAGACGAAAAGCC
TGCTGGCCTTTGCCACGCAGCAGTCAGAGGAGATAAAGATCGTTGAGATTCCCAGTAAGA
CCACTGTCTGCACTCTGGTTCCGGAGGCCAAACTGGGAATGGTGATGTGCTTAAAACTGT
GGCAGCCAGACTCGGGTCCCGGACCTCTCCTGTTGGCTGGATACGAGGATGGTTCCCTGT
TGCTGTGGGACGTAACCCAG
>BJ004898 ID   BJ004898   standard; mRNA; EST; 615 BP.
GCAGAAGTCCCCCATTTTCGACTCTATTCCGCGGCGGACAGATGAACGACAGACACGTTC
GCAGAAAAATATCCGTTTGAGGAAGGGGAGAAACCAGAGACGAGGAGGAGGAGAGAACCG
AGACGAGGGGAGGACGGGCGGACCGCAGAGCGGGACCAGGAGAGGAGGCTGGGGAGAAGC
GAGCAAACGGGAGACTGAGAGGGGGGCGAGGTGACGTTGCTTTCGGTCTCCTTCTCCCTC
TCCCCGAGCTGAGCCCCGCGCGCCTCCCGTGGAGCGTTCATGTCTGCTTTCGGGGCCCCG
TAAATGTTGAACTTGATGGGTGTTTTAAACGCCACCGCCGCCAATGTCTCCTGTACTTGT
AACTGCAAGCGCCTCACTTCCCAGCAGAGCATGGAAATCACCCAGCTGGAGTTTGTCCAG
ATCTTGGTGATCGTGGTTGTCATGATGGTGATGGTGGTGGTCATCACCTGTCTGCTGAAC
CACTACCGCTTATCGGCACGCTCCATCCTTTCCAGACATGCCCCCACACGCAGGAGACAC
TTGCCATTGGCCAACGAGGGAAACATGTGGTCCTCCGAGAGCCCGACACCAAACAGTGGC
CTGAGTGAGCCCCAG
>BJ004901 ID   BJ004901   standard; mRNA; EST; 650 BP.
ACAGACATCGTGGAGGGGAAGAAAGTTGGCACGTTCTTCTCTGAAGTCAAACCTGCTGGT
CCTACTGTGGAGCAGCAGACGGAGATGGCGCGGCATGCAGGCCGCACTCTGGCCTCCCTG
CTGCCCGAGCAGAGAGAAGAGATCATTTGCTGCCTTGCTGAGCTTCTAACCGAGAGAAAA
GAGGAAATTCTCACAGCCAACAGGAAAGACATGGAGTTGGCGTCTGCGACAGGTTTTTTG
CCGCAGCCCCTGATCAACCGTTTGAGTCTCTCAACCTCCAAGCTGAACAGCCTCGCCATT
GGCCTTCGCCAGCTTGCCGTGGCGTCCCGCGACAGTGTGGGGCGGGTGCTCAGACGGACG
AGGGTGGCCAACAACCTGGAACTGGAACAGATCACGGTTCCCATTGGTGTCCTGCTCGTC
ATCTTTGAGTCGCGGCCCGATTGCCTCCCACAGGTGTCGGCGTTGGCAATCGCCAGTGGA
AATGCTCTGCTGCTGAAGGGCGGGAAGGAGGCGTCCAACACCAACAAGATCCTCCATCAG
CTGACTCAGGAGGCGCTCTCCATCCACGGGGTGTCGGACGCCATCCAGCTGGTCAGCACA
CGGGAAGAAGTGGAGGATCTGTGCAGACTGGACAAGATGATCGACTTGAT
>BJ004907 ID   BJ004907   standard; mRNA; EST; 704 BP.
GGGCACAGAGGGGTCTCGGCATCCTGCAGGTGAATGCCCGGACGCCTGTAGACGGAGAAC
TCTCAGAGGCGCAGCTGAGCCACCGGCACGAGCGCTCTGCAGCTCCTGGACCCGCTCAGG
CTCCATCCTTTAGGTTTATTTAAGTTAGTCTGTTGTTATTTAAACGCCAGCAGAAATGGC
ACCCAGCTTGTCCACGGCCTTTTCCCGCCGCTGGTGGATGGCCGTTACAGCCGTCATCGA
GAACCTGCTTTTCTCCGCCGTGCTGCTTGGGTGGTCATCCCTACTCATCATGCTGAAGTC
CGAGGGCTTCTACTCCTATCTGTGCAGAGGACCAGAAAACAGCTCCAGCCTCAACGTCTC
CAACTCCTCCGCCGTGGAGACCGGCGATGATGGTGAGGAGTTCCTGCTCATGAACAACTG
GCCCATCTGCAAGGATCAGGATGAGATGCTGAACCTGGCCTTCACGGTGGGCTCCTTCCT
GCTGTCAGCCATAACTCTGCCGCTTGGCATTGTCATGGATAAGTACGGGCCACGAAAGTT
ACGACTTCTCGGAAGTGCCTGCTTCGCCTTCTCCTGTCTCCTCATCGCCTACGGTGCCAG
CGATCCCAACAATCTGTCCATCCTGATCTTCTTTGCACTGGCGTTGAACGGATTTGGAGG
CATGTGCATGACCTTCACCTCGCTGACGCTNCCCAACATGTTTG
>BJ004912 ID   BJ004912   standard; mRNA; EST; 701 BP.
GGCTGAACGGTCGCATTAAAAAGATTCTCGAACTTGATTCAAAATTATTTTATATTCAGT
GATTTGTTTATCGTAATAAAACATATTTGGAAAGCAGATACAATGGACACAGAAAATCTT
CCAAAAAAGCGATCCCATGGAGAGGAGGAAAATTCTGGTTCAGAAGGATCAGAGGATGAT



GATTATGTTCCGTACGTTCCGGTCAAAATCAGAAAACAACAAATGCTGCAGAAAATGTTG
CGTCTGCGGGGAAAAGCGGTGGACGAGGAGCAGAAGGACAGCGGGGAGGAGCAGAGAGAT
GAGGATGAGGGTCTCGGTCCACGCTCCAACGTTAGTCTGCTTGACCAGCATCAGCATTTA
AAGGAAAAAGCTGAAGCTCGTAAGGAGTCGGCCAAAGAGAAGCAGCTGAAGGAGGAGGAG
AAGATTCTTGAAAGCGTTGCTGAGGGCCGAGCTTTGATGTCTGTCAAGGAAATGGCTAAA
GGTATCATATACGATGATCCTATAAAAACAAGTTGGAAGGCACCGCGTTACATCCTGAAT
ATGCCTGAAACCAGACACGAACGTGTCAGGAAAAAATTCCACATCCTGGTTGATGGAGAT
GGCATCCCTGCTCCAATCAAAAGTTTCAGAGAGATGAAGTTCCCACCAGCAATTCTAAAA
GGCTTAAAAAAGAAGGGAATTGTACACCCAACACCCATTCA
>BJ004915 ID   BJ004915   standard; mRNA; EST; 604 BP.
TTCGGCACGAGGGGAAGAAGAGAGCTTTCTGCCCAGNACAAACATGAGTATCCGCTCTAC
AGGAGTCCTCTCGGAGGACCAGTTCACCTGCTCCATCTGTCTGGAGGTGTTCTTGGAGCC
CGTCTCCACACCCTGCGGCCACAGCTTCTGCAAGGCCTGCCTTCAGGGCTACTGGAACCA
CAGCAAGAAGTTCCTGTGCCCCATGTGCAAGAAGGCCTACAACAGGAGGCCGGAGATGAG
CGTCAACCGGGTTCTGGCCGAAATATGCTCCCAGTTCCAGGGCCTGACGGTTGCGGGAGG
TTCTGCGGGGAGCCCGTCACAGAAGGGCTCCATAAATGCAGGCTCAGATGCGGGTCACAG
TGACACTGCAGGGCCGGATACCGGCGAGTTTGCCCAGCCTGGAGAGGTTCCCTGTGATGC
CTGCATTGGAAGGAAGTTGAAGGCGCTGAAGTCCTGTGTGAACTGTGCCGGATCTTTCTG
TGACTCTCACCTGAGACATCACAAGAAGGTCAAGACTCTCCACTCACACCGTCTGATCGA
GCCCACCTTCAACCTAGCCGAGAAGATCTGCAAGAAACATGAGCGTCTTCTGGATCTGTA
CTGC
>BJ004919 ID   BJ004919   standard; mRNA; EST; 616 BP.
TCGGCACGAGGCTTTTTTCCTTTTATGGTTATAAAACCTTTGTGGGATTATTGAAACATT
TCAATATTGTACAACAAACATGGAAACATATTGGACAATCAATATTTTTTTATGAAAGGA
ACAAATAAATAAATGAATTTATTACATGGATTTTAAAGCAGCAGAGATAAGTTTTTGTTT
TTATGTAGATTGATGCGTTTGACCCACTCTGATGAAAATGGTGTTTTTATGCATTTCTGA
GTATTTCTTGACTCAAACTTGAATCGGGAGCAGACGAAAAAATTCAGTTTTTTTCTCTAA
AACATCCTACATGTGACGTAGAAAAAATACGTTGGGAGGGGCCACCAGCTCTCTGCTCCG
CTCCACAACGGGGAGGGAAAGAGGGGCAGGATTGCTCCATGCCAACGGTCCCGCCCACAA
CTCATAGGCGACATTCTAATCAACTACTGAAGCTTAAAAGATGATCGGAGTGGGTCTTTA
AGATCAAGGACCGCAGAAGGGTGTTACAGCCCAAACGGGGTGACACAAACTCCTAACCAA
TAGGAAGCATCGTGTGTGTGTGTGTGTGTGTGTGNGCGCGCGCTCTAGAGGCTGACAGTN
ATCTTGAGTTATGGCG
>BJ004924 ID   BJ004924   standard; mRNA; EST; 672 BP.
GCACCCGGTGGTGACACATGTCCGTAAGCCGATAAACATTTACGTCAAGACCAAGCGAAG
AAGCATTGACAAAAAATGTCTCGGCACAGAAATGTGCGGGGTTACAACTACCAAGAAGAC
TTTGAGGATGATGATATATATGGACAGTCTGTTGAAGAGTATGACTGTATATCACCAGCT
ACAGAGGCAAGTATCTAAAGAAGAACCTCTAGAGGAGGAAGGATATGAAGCTGAAGATGT
TCTGTCACCAACCATCGATCCCAGTCTGGACCCCTTGGACCAAGCCAAGCTGTATTCCTG
CCTTGACTATATGCGGACTGTGTTGGGTGAAGCAGTGCCAGAGTCGGTCCTCACCCAGGC
AGCCATAAAACATGGATTTGACCCACAGAGAGCACTGGATGCTGTACTGTCGGAGGACAC
CAAACCAGCTCCAGTTCTCAAAAGTGCAGATGAAGAAATGTCCTCAGCAACCTGGTTGAG
TGAGGAGAAGGCGCCACTTCCACAAAGAACCAAAAGGGAGAGTACGGCAGATAGAGCCAA
AGGCAGAGATGTGTCTCAGTACCATTTGGACTCTGAGGTGGTTCCTAAAGTGGCCCGGAT
GACTGTCTCTGGCAAGAAGCAGACCATGGGCTTTGAGGTCCCCAGCACAGGGGAGAACAG
CATCTTCACTTC
>BJ004960 ID   BJ004960   standard; mRNA; EST; 639 BP.
GCTGTTCCCACAAGNCCGTACAGGAGTAGTCACAGAATGTGGATTCGGTGCCACCAGATG
ACTTACATACCAGACTGGTCCTGTCCAGTTCATTTTGCTCTTCTCAGTGAGTTCTATAGC
TGCTCCCCGCTCAATCATTTCATGTATCTGGGTTGTATATGCAGCTTTCCACATTGGATT
TCGATCCAGTTGTTTCTCAGTTTTCAAGAATGTTAACTCCACTGTATGCTTATTATTGTG
GAGTATAGTAGGACCCTCCTTCCAGGGATATCTTGCATGCCAATGTGGAGACTTTACATG
ACTATCCTCCAACACATAGGTAAGGCCTTCTTTTATAATTTCAAGCTCCTTCTCCTCGGC
CAGAGTCATTTCTTTTCCACCAGCTTGGCAATTTCCACATTGACATCCCCCGCATTTAGG
CTCACAGGCTGCCCCAATACTCTCCCACCTCCACCATTTGAGAAATTCATGATTGGTGGC
AGTGGTAAACTTCACATTAGTTACATCTTGTTTTCTGAGATCAGGATTACAGTCAGTCTT
TGGATCTCTATAAATCTCCTCATATTTTACAACAGCTGTTCTCATTGATCGGGCAAAGTG
GGTTCTTGACTCCTGCACCAAAACCTCCACATCCTCAAA
>BJ004970 ID   BJ004970   standard; mRNA; EST; 701 BP.
GGGGGCAGGGAGGAATTGGAGCTCATTCACCAGGAGCAGCTGCAAAGCTGCAAGTCATCC
TGGGAGGGGCGGCTCATACAGTGGGAGCTGGAAACACTGCGCTGCCAGGAGGAAAAAAGG
AAGATGGAGGTGGAGCATAAGGAGGAGATCCACAGTTTGGAGAAGAAGATTGTTGCTTTG
AAGGAGGAGGTGAAGAAGTTTCAATCAAATACAAATCTAGAGGCGGGGATTGAAGCTGGC
TGCAGCAGGTGCTCAAAGCTGGAGGAGAGCATCTCCAGCTGCGTGTCTCAAGAGCCCCTC



AACAGTTCCACCGTCTCAGGGAAGAGCTCAGAGGAGGAGCTGCAGCTGCTGAAGAGCCGT
GAGGAGCAGCTCCTGGTTCAAGTGTCCCAGCTGAGGGCAGAGCTTGAGCATCTGTCTAGC
AGCCTCCTGCAGGAGCGCAACGCAGTTCACCAGCAGCAGCTTCAGCTCCAGGCCACGGAG
CAGACCATCACCTCCCTGCGCTTAGAGCTGAAGAGCCTGCAGGAGGCGCTAAGGAGCAAA
TCCAGGTCTGTCTGTAGTCTGGCAGCAGAACTGGACCTGCTGAGGACAGACCGTCACAGG
CTGATCCAAGACCTGAAGGACCAAGCCATGGCTGTGGACCACCTACAACTGGAGCTGGAC
AGTGTCTCTGAGGAGCTGAACCAGAGGAGGAGTAATGAGAC
>BJ004979 ID   BJ004979   standard; mRNA; EST; 634 BP.
GCGGAGCATTGCAATGAGACTGCTTTCAGCGGAAAGAATTGCCTCAACTTGGCTTGTTAC
AATGTGGTGGAGTTAGCCAGAGCCACCGCGTGCACAGCCATTAGATCATGTTAGCTGAGG
CCAGTCTGTCCATCTGGGGATGGGGGGGTCTTGGAGTTGTGCTGTTTTTTGTCACCTTTG
GACCTTTCGCCATATTTTACCTGGCATTTTATATCTTCTGCTTCATTGGAGGGGGATTTG
CGGTTACATTGCTTTACGGGAAGATAAACTCAGAGAAACACTTGGAAAAGTGCGAACATT
CATACCTGCCACCTACACAACCCGGTATTCTGAAGACACTTGATGAGATGAAGCTGGAGC
TGAAGCCTATAAAGATTGACAGGAGACTGACTGGCTCCAGTTTCATTGATGAGCCACTAC
AGCAGGTGATCCAGTTTGCACTGAGAGACTATATTCAGTACTGGTACTACACTCTGAGTG
AAGATGAGTCGTTCCTGTTGGAGATCAGACAAACACTGCAGAATGCCCTCATCCAGTTCT
CCACACGCTCAAAAGAAGTGGACTGGCAGCCTTACTTCACTACACGCCTGGTGGACGACT
TTGCCACACATCTACGTGTCTTCAGAAAAGCGCA
>BJ004987 ID   BJ004987   standard; mRNA; EST; 483 BP.
CACAGAGGTCTGGATCGCTGCGCCGTCCTGCTGGACCACATCCTTCAGGCGGACACCGCG
GGGTTGTCGTCTTTGACCAGAACACCGACAGAAGGAGCAACCAGGTCGAAACCGGCAACT
CCTGCAGGGAGGAAGACCGTGAAGAAGGTTCCCGGAAAAGCAGTGAAAGGCGGAGCTGCT
AGATCCAGAGCAAACACCTCCCAGGGAAGGAGGGCCACCACAAAGACGGGCCCCAGCAGC
TCCGGTCTTCATGGACGAACCAGCTCCATTCCAACGACGACGCAGACTTCCGCTGCAGCC
GCACAGTCTGGGCCCAGGCCCCGCCCACTCCAGAGACGAGGTGGGAGGAGTCCTTCACCT
CTAGATCCTCCCCCCGTCACGGTGCCCCTCCACGCCAAACGGCAGGTCATTTCTGCCGTT
CCCCATGAGGGGCGTCAGGGGGAGGGTGATGAAGAGGACTTTGTCCCTGTGAGAGACCCC
GGC
>BJ004999 ID   BJ004999   standard; mRNA; EST; 662 BP.
GCCGCATCTCGCCAAGGAAAGAGCAGCGAACCTCGACTGGAAGGATATTTTTTAATCTAC
CTTTGGAATCAAGGAGCAAATTATTTAAAAGATGGGAAAGTTCCTGTTTGTTGTCGCCGC
TGTTCTGGCCTCTTTCATCGCCGGTAAATCACACTGATTTTCTGACTTTGTGTGTTTTTT
AGCCTCTTGAGATCCAAGCTCTTGTTTAATGTGGCTTTTTTTATTTTATTTTATAGTCAC
AGTGCATGATCAGGGTTAATCAGAATTACCTACACGATGTGATGCATGTGGACGCCAGGT
CTCAAGAGGTTAAGACTGAAATGAGGAAAAAGATAAAACCAGCATCTGATCCCTCAGAGT
CATGAACTTCTACTCTAGAATCACATGTCAACTGGCTGATTTAAAAAAAAATGCACTGAA
TGCAGTCTGCAGTTGTTTTAGTGAGAAGGTTTGTTTTTATTAGTTGGATCAACTTGTATA
AGTTTGAATAGTCAGTGCAGGCTGTTCCCTGCTGAAGATGTTGCATCACATTGAAGGGAT
ATGCCAGTAAACATGCTGTAAACAAGCAAAATAATTCTATTTTTGACCAACAAAACAATA
AACCTGTATTTCTTTTTTGGTGTTTATCACAGTCTCTTTCCGTTCTTTGGTTAATGCTCC
TG
>BJ005001 ID   BJ005001   standard; mRNA; EST; 651 BP.
GCTGAGGCTGCGCGTTAAAGCTGCTGTCGAGTAATTATGCGTTTCTAATAGCATAAAGTA
GTTTTTGGTTTAGTTTAGCCATGGCCCACCTGAGTCAGAACCCCGCGGACAAAGAGAGGT
AAGTGAACCCGCAACTGTAAGAACAGCTGCACGTCAATCAGGATCTGAGGGCAGATTTCA
GGCTAGTGGGGTGAAAACACACTTGTTTCTGCTTAAAACATGTTTGGTATTTAAACTAGT
CAACAATTTAAAGTCTCCTACACAATCCGCCTGACGTCACACGGTGACGGGATAGTTCGT
TGTGGAAAAAGTCTCATTCAAGTACAAATGCTGAAGTTATTCGCACGAATGGTGTGCGTG
CCGTGTCTGCGACCAGAACGGTTCATGTCAGACATCATACGTGCGGTCAGCAGGCACTGC
TGCCCTTTTTTAACCGTAACCCCGCCCAAGGCACGTGCGAATAGTCGCTTAATTACAGAA
ACATTTTGTCTGAAACGCATGAATGAAACGCTCGCGGGTTTAAAGGATTTCGGTCCATAC
GTTTATTTTGTCCCTTGGCGTTTTCCGTAGAGCACAGACTAAAGCGTGACGTGTAAACGG
TGGTTCTGGCTCATGTGGAGTTTGCTCGGTTTTTCCTTTTTATTCTTTTGG
>BJ005008 ID   BJ005008   standard; mRNA; EST; 642 BP.
GTGCAGATTATATGCTGGTTACCCCCACTTTCTGTGAGGGGAGACCCGACTTTGTAGTTT
GCCCACCAAGGGAAGGAAAAAAGATAGAAAAAATAAAAGCGAGGAGGAGTGCAAAAGAGA
ACAACCTGGGTTTGTGGATGTATACTGCTGTCAGGGACGGATATGTTTTTCCACGCGGAC
AGAGTCGGAGCCCAAGCTATGGGAGGATGGATTTTATTTTGAGAAATCCAGCCCAGTAAA
CTCAGGCTAACTCTCGGTCTCGGAAACACCCTGAGCTGCCTTCGGTTCACCCAGGGAAGC
CATTGGAGGAGAGGCGTCACGTGACCACGGGGTGCCAATGTTATTCTACAAGGGTGTCAA
GACCCTGTCAGTTTCTGAAATAAATATTGGGAAACGGCGAGATGCAAAAGGCAACCTACT
ACGACAGCTCTGCAATTTACAGTGGCTACCCATATCAAAGCGCAAATGGCTTCAGTTATG
ATGCCAATCAGGTTCAATATCCCCGGGCCTCTCATGTGGAAAGTGAGTACCATCGACCCG



CCTGCTCCCTGCAGACTCCCGGCGGCTCTGTAGCTCTTCAAAAGCCGGGGGAGATGGCGG
AGGGCTGCGACAGGACCACATCCATTCAAGCTGCGCAGTCCA
>BJ005012 ID   BJ005012   standard; mRNA; EST; 573 BP.
TTTGCACAGCATTGTGCACCGGCACAGACACGCGCTCTGCACTCGCTCATTGCAGGATTA
TAGCATTTAATCCACACTGCAGCAGCTGCCAGATGCTGCAGCAATGCTGAGCTGATGGGT
TTGAGGTTGAAAGAGAGGAAGAAGGCACATAAGTTCCCTGTCATGCTGAGATGACTGAGC
TGCACAAAGGATCTGAACTGCCTCAAGAATTTGATTTATTAATACGTGGGTTGTCCAGGA
ATCAAGCCAAAGTTCTATTTGTCTCACACAGTTCAGTTCAATCGTTTAAATGGAGTTTAT
ACATTGCTTCAAACCAGTGTTTTTCAACTAGTGTGCCGCTGCACACTAGTGTGCCTTGGG
AGATGGTCAGGTGTGCCGTGGGAAATTGCCTGTCATGGTGCCCGGATCAGTTCCCCTCCC
CTCCTCCAGCTGCTCCTCTCCTAACCACCACCAGCTGTTGTCACTCAACCTCATCAAACC
CTGCTGTTAAAAGGAGACCTCATCCACCAGTTCATCGCCAGATCGTTACCCCTTATGGAA
ACCTTTGCCACGAGTGACGTCAGTGGAACTCAG
>BJ005023 ID   BJ005023   standard; mRNA; EST; 687 BP.
GAGGAATTCGGCACGAGGGTACCGCGCTGCGCTGGCCGCCGCCGGCTTCCCCGAGNAACG
CAGAGGACAATGACCCCTCCGACGACTGTGACTGATAAACGGGGGTCGCTGGACCTCCAA
CTTGGACCTGCCGGAACCAAGACGGGCTTCGGGAGCTGCTCTGGAGTGACTGGAAGATCC
CGTACCATGAGCCTCCCCCCTCCATGTCTGAGCAAGCTTCAGCCTCCTCCACCCTGCGAG
CAGGGGTCCCACGCCGATCTGTAGCACCGCCCACGTTCCTTCTGCTCCCCCGGCAGCTGG
ACGGGGCGGCCAGGAGGACTCTTTTTCATGAATCCGCTGGTATTTTTCTGCCTGAAAACA
GAGTTTCTAATGAGATCAGGCTGAATGTGAGTAAAATTGCCAACCGCAGCGGCGCCGCCA
CTTCTTCCACTCTCCATTTGCACTGACGTTTACAGATCACCTCAGGAGGGCGGGACTTTT
GACGGCGGCTCCGCAGGAAGCGGCTGGTGTCTCTTCATGGGACTTTTAGGCCGTTTCAGG
TTTTCAGTGCTGGTTTTGACAGTGAAGCTTTGCATCACCTGGAGCTGAGCCCTCATCACT
GTACCACCACCACAGCATCCATTCCATCATGTCAACATGTTGCCTTACTTGAATTGTTCT
TGATCTCAGATCTTTGAGCTCGCGTCG
>BJ005038 ID   BJ005038   standard; mRNA; EST; 646 BP.
AGGAATTCGGTNCGAGGGATATTTAGCTTTTAGGAGTTTATAAAAACAAATTGGAGACAT
GTGGACTACATCATGAATTTATCCTGGCTGCTGGAGACTGACAGCAAGTCTCTACGCTCC
ATGAACGGCTCCCGGCGAAACTCTGGGTCCTCCCTGGTGTCTAGCTCCTCTGCCTCCTCC
AACCTGTCCCACCTGGAGGAGGACTCATGGATAATGTGGGGTCGCATTGTCAATGAGTGG
GAGGAGGTGCGGAAGAAGAAGGAGAAACAGCTCAAGGATCTTGTCAGGAGAGGAATTCCT
CATCACTTCCGCGCGATTGTGTGGCAGCTGCTGTGCAGCGCCCAGAACATGCCCATCAAG
GATCAGTACTCGGACCTCCTGAAGATGACCTCCCCGTGTGAGAAGCTGATTCGTAGAGAC
ATTGCCCGCACGTACCCCGAGCACGAGTTCTTCAAGGAGAAGGATAGCTTAGGCCAGGAA
GTGCTCTTCAACGTCATGAAGGCGTATTCCTTGGTGGACCGTGAGGTTGGCTACTGCCAG
GGAAGTGCCTTCATTGTTGGCCTGCTACTCATGCAGATGCCAGAAGAAGAGGCTTTCTGC
GTGTTTTTCAAGTTGATGCAAGAGTACAGGTTACGGGAGCTCTTCA
>BJ005060 ID   BJ005060   standard; mRNA; EST; 675 BP.
GATNAACCGGATGTTTTTTCTCTGCGTTTACTGTTGTTCTTTCATCAAACGAGTGTAAAA
AAAGTTCCTGCCGCGTCAAAAAGCCTTCCGTTTTAAACCTTTGTGGGCTTCTCTGGAACC
AAATCAGCCGCGTTTTCCTGACATCATTACCTGTTTGTGATGGCGTCCGGTAATTTACAG
AAAGCTATAGATCTGGCCAGCAAGGCTGCGGAGGAGGATAAAGCCAAAAACTACGAGGAG
GCTCTCCGCTGTTACCAGCACGCCGTGCAGTATTTCCTTCACGTGGTCAAATATGAGACT
CAGGGGGATCGAGCAAAGCAGAGCATCCGGGCCAAGTGTGCGGATTACCTGGACAGAGCC
GAGCAGCTGAAGGAATACCTGAAGAAGAAGGAGAACCAGGAGACGGCCAAACCCGTGAAA
GAGGCGGGGGACAAAGGAAGTGAGAGTGACGAAGGCGACAACCAAGAGAAGAAGAAATTC
AAAGACCAGCTCTCAGGCGCCATCGTCATGGAAAAGCCCAACATCAAGTGGAACGATGTA
GCCGGCCTGGAGGGGGCCAAAGAAGCCCTGAAAGAAGCCGTCATTCTGCCCATAAAATTC
CCTCACCTGTTCACAGGAAAGCGAACTCCTTGGCGGGGGATCCTTCTGTTTGGCCCCCCT
GGAACGGGAAAATCC
>BJ005072 ID   BJ005072   standard; mRNA; EST; 623 BP.
GGGAAGCGGCGCATGGATGTGATCACGTTTACACCCTGTCAGAAATCCTGATAATTTCTT
TAATAGATTTTTTGGGTAAAATTTCTCTACTTCTCTCTCTGCCAGCCGTCCAGACTAGTG
GCTTTTCAATCCTCCCATCTGGACAGAGATGAGTAGTCCCGATGCGGGTTACGCCAGCGA
CGATCAGACCCAGGCAAGGTGTGCGATGTCAGTCATGATGCCTGGAATTGGACACTGCCA
GTGGGCCGACGCTCTCAGTCCTCTCGGGGACGCCAAAGTGAAGAACGAGCCGTGCGCCTC
GGGTTCGGGCAGCCAGAGTCGCGGGAAGAGCGAGCCGCGGATCCGCCGGCCCATGAACGC
CTTCATGGTGTGGGCTAAGGATGAGCGCAAGAGGCTCGCGCAGCAGAACCCGGACCTGCA
CAACGCAGAGCTGAGCAAAATGCTGGGCAAATCGTGGAAAGCCCTTCCTGTCACAGAAAA
GCAGCCCTTCGTGGGAGGAGGCCGAGCGGCTGCGGGTTCAGCACATGCAGGATCACCCAA
ACTACAAGTACCGGCCTCGGCGGCGGAAACAGGTGAAGAGGATTAAGAGGCTGGACTCCG
GCTTCCTGGTCCACGGCGTGTCC
>BJ005080 ID   BJ005080   standard; mRNA; EST; 661 BP.



GAAGACTGTTTCTGCATGGGAACAGGATCCGCTCGGTGACCGCCAAGTCTTTCTCAGGCC
TGGACGCGCTGCAGCACCTAGATCTAAGCCGGAACGCCATCATGGCCATCCAAGTCGACG
CCTTCGCTCCACTGAAGAACCTGCAGGAGCTGCGTCTGAACACGTCCAGCCTCCTTTGCG
ACTGCCATCTGAAGTGGCTTCCTGTTTGGGTGACCGAGCAAACCTTCCTGCTTCGCCTGA
ACGCCAGCTGCGCCCACCCCCAGACGCTCAAGGGCAGGAGTGTGTTCGCCGTGGGCCAGG
AGGAGCTGGTGTGTGTCGACTTCCCCAAGCCTCAGATCACGGTGCAGCCCGAGACCCAGT
CCGCCCTCAAAGGCAACAACGTGACCTTTCTGTGCACGGCGGCGAGCTCCAGCGACTCTC
CCATGACCTTCGCGTGGAAGAAAGACAACGAGGTCCTGAACGACGCCGAGATCCACAACC
AGGCCCACCTGCGGGTGCAGGGCCGTGTGGGCGGCGAGACCGAGGTGACGGAGTACACCA
GCACTCTGCAGCTGCGCACTGTGGACTTTTCCAGCGAGGGGAAGTACCAGTGCGTCATCT
CCAACCACTTTGGGTCGTCCTACTCCACCAAGGCCAAGCTCACCGTTCACATGCTCCCTT
C
>BJ005094 ID   BJ005094   standard; mRNA; EST; 193 BP.
GGAAGCGAGACCTGTACTTTAGCCTGAACACTGTGCAAAGCTGCTGTCGACAGAAGAAGT
TTGACGAACGGNGCCGTTGACTTTTTAGCCTCCTTCCGAAAGGCCTTCTGCAACTAAAAA
AGCAGCAACCATGTCAGACGTGGACAAGTTTTTTTNCGTGGACCGGAACATGGTCAACAA
CCCTCTGGCACAG
>BJ005102 ID   BJ005102   standard; mRNA; EST; 568 BP.
TGTCGTCCNGANGATGAAGGACGGCGATCCACGATTCCTCCGGGTCCAGAAGGACCCACG
GTTCTGGGAGATGCCTGAGCGGGACCGTAAGATCAGTATTGACAAACGGTTCCGGTCCAT
GTTCCACGACCAGCGCTTCAAGGTGAAACAGACGGTGGACAAACGGGGCCGACCCGTCAG
CCACTCCACCGCCGAAGACCTGAGGCGCTTCTACCAGCTGTCTGACTCCGATGAAGAGGA
GGAGGAGGAGGGGAGGACGAAGGTCAGAGAAGATGAAGCTGAACCGCGAGGAAGAGGAGA
CGATGATGATGATGATGAAGGTGATGAAGACGAGGAGCTGTCTGCTGGTGATGAAGCTGA
GGAGGGGAAGCGCCACGAAGCGAGGCGGTCCGATGAGGAGGAGTCGTCCAGTCTGGATTC
TGAGGACGACAGCGATAGTGGACCGGACCTGGCCCGGGGGAAGGGGAACGTGGAGACCAG
CTCAGACGAAGATGAGGAGGATGAGGTGGACGCCATCCTCAGGAGGGAGGAAGAGGAGCT
GGAGCATGACTGGGGAGAGCTGTGCAAG
>BJ005108 ID   BJ005108   standard; mRNA; EST; 493 BP.
GGTCGGGAGCGAATGCTCCGGAGCCTGTACGAGCAGGAGATCAGCTGTAAGGTTGTTGCT
GCAGTGGACGGCAAAGCTCTGAACATCTCTGACATGGAGTCACTGGGAATTAGAATGCTG
CCAGGATACAAAGACCCGTATCATGGCCGGCCGCTCACCAAGGGGGAACTGGGTTGTTTC
TTGTCTCATTACAACATTTGGAAGGAGATCGTAGAACGCGGTCTGGAGACCTCCTTGGTG
CTGGAGGACGATCTCCGCTTTGAGGTGTTTTTCAAACGGCGTCTTCAGGCTCTGCTGCAG
GAAGTGACGACACACCGCTTGGACTGGGACCTGATCTACATCGGTCGGAAGCGGATGCAG
GTGGACCGCCCAGAGAAGTCCGTTCCAAACATTCACAACCTGGTGGAGGCAGATTATTCC
TACTGGACTCTGGCCTACATTCTGTCCAAACGAGGAGCGCAGAAGCTCCTGGGGGCGGAG
CCTCTGAGCAAGA
>BJ005115 ID   BJ005115   standard; mRNA; EST; 336 BP.
AACATTTTGAACCAAAACGGCAGACAGGAGAACTACTGGACTAATTCTGAAGAACTGAGA
AAAGTCCGTCAGAACCTTCTGTCTAGACGGATCTGGAAATGCTGAGCGTGTGCTGAAGCG
GTTGTTTACTGCGGCTGCAGGCATGTGTGCCGCGGAGCAGACTGACCTGTATGCCGTCCT
GGGAGCCCACCCCTCAGACTCAGTCCAGCAGCTCAGACGCCGATATCAGCAACTCGCCTT
GCAGTTCCACCCGGACCGTGTGGGGGGACAGCGATCCTCAACCGCAGAGTCTGCTCTGAG
CAGGTTTTTGGAGGTAGATGCCGTCTGGAAGATCCT
>BJ005142 ID   BJ005142   standard; mRNA; EST; 664 BP.
TCGGCACGAGGCGGAGTGGTACAATAAGCTTTATGGACACTTGTGTGCTGCTGAGGTGGC
ACGGATTCGGGAATCCTTCTCTGTGCCCATGGACAAATAAGAGAGCAGCACGCCGTTTTG
ACTGGAATGCCTTGTTTCAACAAAATACAGATGAAGTGAAAGTCTCTTGATCCTTTGATA
AACATAAACCAGGATTAAAGGAACTGTTTTCTTCAAAACAGACTGCTTTTCCCTTTAAAA
CTGGGACTGCCAAGAGGACTAACAGAACTAGCTGGGCCTCGGGACGTTATGTTTCTGACA
CGGGATGTTTTGCCTCCGACTTAATTTAAAACGGCGTTATCGCTTCTGAGAAGCAAGGGG
GATCTCAAGTGGGAGTGAAAGGAGGGACATGGGAAAAGCCAAAAACGTATATCTAAATAA
ATAAATAAAATTGTATGGGTTGTTGTTGTGGTTCCCCCAGGAACAGAATAATATGTACAT
ATACTGTAGTGTGCTCTGGTCGCGTAGAGCCAGTCGGTGTCCGCTTTGTGTTACCTCCGT
CCCCTTCTCTGTTACAGCAAAGCACAGGAAGAAAAGGAGACGTTATTATAGCGAGCTGAT
AGACAAATCTATGGGTGTCGAAAGATGCGAATGTGCTGGTAGTTTGCAGACTGAGTGAGG
CCAA
>BJ005144 ID   BJ005144   standard; mRNA; EST; 523 BP.
GGTTTGAGGAAGGAGCCCGCTGGTGCTGCTCGGTGTTCCTCGTGGCACAGAGCTTGGGAT
AGATTGCAAAAGTTGGCAGCTCCATTAATAGTGGAGGAGAGGTGGGCCCCAAAACAGGCG
TCTTCCTCACCCTTAAACCCAGAGAAATCCTCCTCGCCAACTGGGATCCCACTGCAGAAG
ACCTGGACTTTTCAGCCTCCAAGAATGAAGAGGAGTTGACTCGGATCCGGGAAACTCTGC
AGGAGCTGGATCCTTACTTGGGGCCTTACCCGTATGAGGTGATGAGGAAGTGGGTGTCCC



TCACAGACCGGATCAGTGAGGAGCTGGCTAAGAACCTGCAGCCTCTCTCAGGGCGAGTGT
GCGCCTTCTGTGATGTTATTCCTGAGCTGCAGCTTAGACACACCAAAGACAGGGCAGAGC
AGCCGAGAAACGACACCGCCTGTCAGAGCATGAAAGAGGGACTGGACAGACTCCCCAAGA
TGAAGCAGAGGGAAGGGACAGAGCTGCGCTTCTCCACGATACC
>BJ005149 ID   BJ005149   standard; mRNA; EST; 479 BP.
ACACTCCTCATGTCCAGGGCCACCGCTGCTCCTAAGCTCGCAGGCCTGTAAGTGGCAGAT
TGAGTCAAACCTTATCGATCTTCTCTGTCTTCTCTCTGCTTTTCTATCGTGGTCTCAGTT
CAGCTCACTTGTGCTCATTTTCCTACACGCTGAGATTATTTATAAGTACATTTGGAGTTT
CGCATGATTGAGAGAAAATAGGTTCCAACAAGTGGAAAGGAAGCCTTAGGATTCATCCCA
GCCTTTGTAGCCGCATCCATGATATGAGAGATGACTTGATGTGGAACCTGCTTCCTCCTC
CTGCTCTATATGTCCCGTCCCCTTCTTTTTACTTCCTCCCTCTTCTTCCCTCCCACTTCT
GAAGCTTCACTAACATGCTGAAGAACAAGCAACCCCCTGTGGTAAGCATTCGAGCCACCA
TGCAACAGCAGCATTTGGCTAGTGCCCGCAACCGCCGGCTTGCCCAGCAGATGGAGAAC
>BJ005156 ID   BJ005156   standard; mRNA; EST; 572 BP.
GAGGAATTCGGCACGAGGGGACACTAGTTTGTGAGTCTGGAGGCGCTGATGACGTCGGTG
ACGGACCTGTACCCCCACCTGATCCGGCGGGGCCGCCGCAGAGAGCTACTGCTGCTGCTC
GTGTGCATCGTCTGCTTCCTGGTGGGGCTGGTCATGGTCACGCCGGGGGGGCTCTACGTG
TTCCAGATCTACGACCACTTTTCCTGCAGTGGAGCCAGCCTGCTGCTGCTCTCCATCTTC
CAGTCTCTGGCTGTCGGCTGGGTGTACGGAGCTGAGCGCTTCAGCTCCAACATCCGAGAC
ATGACGGGCTACACCCCGCTGCCTGTTTTCAAACTGTGCTGGAAGTATTTGACCCCGGCT
GTGTGCACAGCCACCTTCATTTTCTCCTTGGTGCGCTGGTCTCCTCTGAGCCTCGTCAAA
GGTCTGGTCGCTCCGCTCTGGGCCTCCACGTTGGGCTGGCTCCTCACCCTCTCTTCCGTC
TCCCTCCTCCCCATCTGGGCCATCTACGCTCTGATCACCACGCCCGGAAACCTGTCGCAG
CGTTTCCAGCGTCTCTGCAGCCCCACGAAGAA
>BJ005157 ID   BJ005157   standard; mRNA; EST; 513 BP.
CCTCCCCAGGCAGATTAGCCTCCCTCAGTCTGCAGTGCCCGGTTCTTCAAGGGGGGGCCG
CAACAAAGACTTCCATTCCAATGACGAAAAGCTTTTCTGGGCCACAGTGGATGCCGCCCA
TCCCAGGCAGAAGTGCCCCTCTCGGGCTATTGCGCCCGCCCCTTCCAGGGGGGCCACAGT
AGAAGCTTCTACCTGGCCACCCTCCCCAGGTAGAAGAGCTCCCAGCCCTTCAAGGGGGGG
TGCAGAGCAGAGACTCCCTTCATATTAAAAAAAAATAGATAAAAACTTCTCTGGGCCTAA
TTTGGGCTTCATCCTTTGGTCATCATGCAGACCGCCCTNCCCAGGCAGATTAAACCCCCC
TCGGCCTGCTNTGCCCGGTTTTTAANGGGGGGGCACAACAAAAACTTTCATTCCAATGAC
CAAAAAGCTTTTTGGGGCCAAAGGGNGGGCCGCCNTTTTNAAGCNNAAAAGCCTCCCTNG
GGGCTTTGGGGCCCNCCCCTTNCAGGGGGGCCA
>BJ005172 ID   BJ005172   standard; mRNA; EST; 115 BP.
AGGAATTCNGCACGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
>BJ005179 ID   BJ005179   standard; mRNA; EST; 481 BP.
AGGAGGATGCCGTGTTTGATGAGAACAACGAGAAAACCTTCTATGACTCGGACTCGGAGG
AGAAAAAGGGTCCGACCGAAGCCAAACCGTACATGATGGATCCAGACCACAGACTCCTGC
TGAGGAACACCAAACCTCTGCTGCAGAGCCGGAACACCGCGGTCGTGATGTCTGTTGCTC
AACTTTACTGGCACCTGGCGCCAAAACACGAAGTTAGTGTCGTCACCAAGTCTCTTGTTC
GGCTGCTGAGGAGCCACAGAGAGGTGCAGTACATCGTTTTGCAGAACATTGCCACCATGT
CCATTCAGAGGAAGGGAATGTTTGAGCCGTACATGAAGAGCTTCTACGTGAGGTCCACTG
ACCCCACGCACATAAAGACCTTGAAGCTGGAGATCCTGACCAATCTGGCCAATGAAGCCA
ACATCTCCACCATTCTGAGGGAATTTCAGACATATGTAAAGAGTCAGGACAAAGCGTTTG
C
>BJ005180 ID   BJ005180   standard; mRNA; EST; 144 BP.
GCGGGAGGAGCGCATAGGATCAATATAGAGAAGAGGAAACAGAAAAACACAAAAAAAGAC
GCATTCGATGTTTGTATCAGCGAGCAGCTGAAAGTGTTTTTTTTTTNTTTNTCGCAGCAG
CATCCAAAGNGCCTTCAGCTGTCA
>BJ005184 ID   BJ005184   standard; mRNA; EST; 658 BP.
GTTCTCATCCTCTACCTGCAGCTCCTCAGCGATGGAGACCTTCGGTGCGTTTCTGTAAAC
TCGGAGAAACCTGCAGCAACAGAGAAGAGGAGGCGAAGAGAGCGCGCGGAGGAGGTGAAG
ATATGTATTGACTGAGGGTGCTTGCTTTATTTTGCACCACCTTTGCTTCAGTTGGAGCGC
TCGACTGCGCGCACGCACGCACGCACGAACGCACGCACGTGTCTGCTTAGTTTGTGCAGG
CTGGACTGCGGTGGCTGGAACTCCCTGAGCGCGGACACGCGCTTACAGACCATCACAAGA
CGCGCTGCGGCCCAAAAGAAGCCCCTCTTACGGAAATTCAATTTGACACCCGTCTCCCCC
CTGAAGAGGAGGAGATACCCATCAGCAGGCTCGTGCGTTTTCTCCGCTTTTGGGAATCCT
CTGCGCTCAGGAGCTGCTTCACCTCCCCTCTCCCTGTGCGTCATCCTCGCGGCTCCAACC
CAAGCCATGTCCGTGACCATTCCGGACGATGCGGCGTTCGCCAAATTCAAGGCGGAGTGT
TTGTGCGACGACGGCTGGAGTTTGACCTACAACCGGGGGGGCATCACGGTGCGGACCCAG
GTTCTGGAGGAGGGCAAGTCAATCCACAGAGTCAAGTGTCGTATGGTGTGTGAGGACG
>BJ005185 ID   BJ005185   standard; mRNA; EST; 576 BP.



GCTGCAGTCTGCGCTGCTGCGTGCTCGCCATGGACCCCCGNAACACGGNGGAGCACTTCT
ACCCCCCCCTGCTGCCGCTGCTGCTGTCAGATGGCGGCGGTTTGAGTCCAGGCGAGCCGC
TGCGCTGCACGGCCGCCAGCCTGCAGCCCACGGGCCTTTACCTGCTGCACCCTCCCCTCA
TCCTGCTGCTGTGGGTGGGAAGCCAGGTCCCAGCATGCACTCTGGCCCAGCTCTTCAGCG
CGGGCTGTTTCTCGTCCCTGGCGTCCGGAGAGATCAAGCTGCCGGTTTTGGACACTCCTC
TGTCTGTCTACGTTCGATCTCTGATCGACGACCTGAGCGAGCGGACGCTACACAGCCAGA
AGCTGTTGGTGGTGAAGCAGGGAGACGCGTGTGAGGAGGAGCTGCAGCGCCTCCTGGTGG
AGGACAAGAGTCCAAACGGAGGAGCGTCGTACGCCGACTACCTGTACCACCTGCACTTCA
ACTCTGTCCGACTCCTGCAGTGACACACATGTACACATCTGCACACAGAACATATGCACA
TATATGCACACACACACACACACATAAGGCACACGG
>BJ005188 ID   BJ005188   standard; mRNA; EST; 654 BP.
ACAGAAAATTAAAGCCTGATCTTCTATTTGAGCCTGTTTCTCCGTAACGTCGTCAGGATT
AATAGCAGGCCAGGCATGAGCAGCGCACACCTGGACGAATGGCAGAGGAGGTCCTTTGAC
ATTTCATCTGGCAGCTGTGCGCCTGAACAGAAGGCAGATGCCTACCGAGCCTACCTCCTA
TCCATTCAGTATGCATGGGCAAACTCGCAGCTCTCCCGGGCCAGCGTGGCCAGCCTGCTC
AGGACCTACTCTGAGAGGTATGCTGCAGTCCTGGACTCAGATGACCCCCGCACTGGGCTT
AACAACTATGCAGAGACCACGCTCCACTTAGTCCGGAATCAGAAGAACCACAGTGACAAA
TGGGAGTCTTCCCTCAGCATGGACAGTGTGCTGCAGCTGCCTTCTGTGCAGCAGATGAAC
GCAAAAAGAGCTGCAGTGAACTTCCCAGTCACGCCAGCAGATGTCAACAGAACTGTGGGA
CAAGAAATCAAAACTGTCCATCCTTCTAGGCCCCGTACTGAAGACAAGCCAGAGGTGCCG
TGGTCCAAAACCATGACACCACAGAAGCCTTATTTAAGCGTTAACTCTGCCAGTAACCTT
ACTGTTAGCTTTCCTGAAAGGCCCAGAACATCTGGCAGTTCAAATGCATACTTT
>BJ005189 ID   BJ005189   standard; mRNA; EST; 587 BP.
GGGCTGAGGAATTCGGCACGAGGGGGACCCCGCCCATGACTCTGTTACACCTGCAGGACG
TGTCAGCCCTGCTCTGGGAGCTCAGCTGGACAGCCCTGCTCAGATCCGAGAACTTCCTGA
CCCCAGAACTTCAAGGCTGGCCTGAGGTCCTCCAGGAGCTCCCTGTGCCCTCCTGCTCCT
CCTCCTCCTCCTCCTCCTCTCCTGGGCCTCCTCTGTCCTCCAGGCTTGCAGGACAGATGG
AGGTGGACTCATCCCCCAGCAGGGGCACCTCTCCTGGACAAAAGAGCAGCAGGGACGAGG
CCTTGCTGCGTGTGCGGCGCCTCCAGCAGGCAGCTGAGTCAGAGAACGTCGCCCTGCAGG
ACACCAACACGGACTTGGACGAGCTCCTCCGGTCCGTCTGCCAAGCCGACTCCGTTCAGG
AGGTCCGGCAGTTTGGTTCTGTTCTCGTCCAGCAGCTCCTGTCGGCCCGGCAACGGCGAA
GCGACATCACCGCTCAGGAGATGAAGGCCGTGATGGAGGAAAGAGACAAATCTGTGGTGA
AGTGGAAACGTCTGGAGGAGGAGCTGCTGCAGCAAAGAGAGCAGCTG
>BJ005194 ID   BJ005194   standard; mRNA; EST; 588 BP.
CCTTAGATGATCTCTGTTTCCTTAGCGCTCGTCAGCACCGCGTCTGCGCTCCTCTTCCTC
AGAAAACACATCATACTTCAAATATCAAACGTATTGCCATCCGGATTTGACCAGTTAAAC
CTCCCAGAGTTCTGAATTCAAGCCTTGGGAAGCAAGTTCTTCTTTAGCACCAGCCTNCGT
GTGACCCCCCCACGCTGTGTTGCTTACGTCATCTGTCTGTGATCGGCGCGCAGACGGACC
CACGTCACCGGAGACCAGCGTCTCTGCTGCGTCTGGGTCCTGACTGGTTCTGCAGGATTC
GGACCTTCGGTTCTTGGACGGTCGTAGCCGCTCTCCATGGATCACGTGACCTTTGAGTCC
GACATGGTCCTGTCAGACGTGCACATGCACCTGCCCAGCGCCGGGAGCCTCATGCCGGGT
CTGGACTCTGCAGTCTTCATGTCCAGATTCAGGATCCTGCTAGAAAACCACGACAGCGGT
GATCTCAGGAAAACCGTGGAAGAAGAGGAAGAGCGTCCGCAGGAAGACAGACGGGTGGAG
GAGGAGCCAAAGTTGGATGAAGACGGAGACCTGGACCTGACAGACCGA
>BJ005195 ID   BJ005195   standard; mRNA; EST; 620 BP.
CAACTGCGCAGAGTCCACAAACTTTGCCACGGAGCGATGGATCGAGTACGGAAAACGAGC
AACATTGTGCTCCTGCCGTCAGGACTCAGTGAAGATTTCCATGGATGCATTCGTCCACAA
GTATCAGCCAGAGCGTTACAGCCTGTGGAAGGCAGGGAAGGACCATGTCCTCATCGATCA
CTCCAAACCCACTCCGGAGGCTGCCGAGTTTCAAAGAAAAGCAGACGTCCAGCCACTTAA
GGAGAGTTTGTCTAAAAGGTCAGCGAAGGAGCCTTCGGGTCGCATCCAGTACAACAGTCT
CAAGGCAGAGGGTAGGAGGCGTCAGAACGAGGCTAAAAAAACCTCCGAATCGGGAGCTGT
GAAGTCCCAGCTGACAGAGAAGAAAACTGAGGGGGCGGAGTCAGACAAATCTGATCTGAT
GGATGAGGAGAATCCTGCCAAGATTTCTGTCCCCCAAGACACTGAAGCAGCTGAGCTGGA
AGCAACCAAGGAGAAGGGCAGCAAGCAACAACTTCAGTCCAAAGTTCAGTCTAAAAGCAG
CAGCAAAAAAGGCGTCAACAGACGGAGCCCTGCAAAGAAAGAGAAAAATGGAGAGACGGC
TACAGATGTTTCTCCTCATC
>BJ005199 ID   BJ005199   standard; mRNA; EST; 531 BP.
AGGGTCATTTGGTAGTATAATTTTTAAACTGTTGCAATCAAATGGGAAAGATGTTTTTGT
TTATTTTTCTATTTGTTTATTTACCGCAAATTTATCGTTATCGCAATATTGATCACTAAT
ATCGCATATCGCAAGTTTTCCTCATATCGTGCAGCCCTACATCTGAACATGAAGCTGCCT
TCACGCCGCGCGCCGATCACGCAGCAGAGGGGGCCATTTTCAGGGTCCAGTACAGGCGCC
ATCAGAGGTCCAGCGGGGCGTTTTGAACGTTGGGCGCAGTTTTCCAGTGACGGCGTGTTC
CAAACGGCAAAGAAGCACGACAAAAATTCAGAGGCTAGAATTCAAATATCTGAACTTTAG
CAAAGAGTTTGAAGATGTTCATGTTTGTGATCTGCTGCTCAGCGGGTTTGAACTCAAACT



CAAACTTTATTTATTTATATAGCGCCTTTCATTTTGGTTAAAAACACAAAGCGCTTAACA
TAAAAACAGATAAAACAGTCATAAAAAGTGAAAGTTATTAAAAACAGAAAA
>BJ005207 ID   BJ005207   standard; mRNA; EST; 581 BP.
GGAAGTGTCTGCGCCGGCGCCCCAACNAAACCTGCAGCTCCGGCTTCCGCTCCGTAGGAC
GAGCGCTCCAAACCTGGCAACCAGAGCCGCTCCAGTTTCACAATCACCTCCAGATCCAAA
CACTAAACCAACGTCCTCGCCTCCTAAACCTGCTGGACAGGCTCCGCCCACATGTCCCGC
CCCCGCGTTGAGGAAAGCCGATAGGACCCACAGCAAGACACCGGCCGCAGACCCTCCTCT
TCCTCCACGCCCTGCAGGTGCGAAACCCCTCCCTATTCGACCTCCTCCAATCAAATCCAT
CCCGAGCAGGCCGCCGCCTCCAGCCGTCAACTTGCACTCCTCGTCCAATCAAATTCCTTC
CAAGGCTGCTCCGCCTCCCTCGTCTTCACCCGGTAACACCCGGGCCCAGAAGGGAGGGAA
AAGAGGACCGCCTCTGCCACCACGGCCTAAACCCGGACACCCGCTCTACAACAGCTACAT
GCAGGAGGTTCTGATCGTNCTGGACGACCCAAACCCGGATCCTTCTGAGCAGGTCTCAAA
GGAAACAAAAGACCCCTCCAGCACCCCCCTCATCCTGCCGT
>BJ005212 ID   BJ005212   standard; mRNA; EST; 599 BP.
CAGGTCCGCGCAGGGAGTGGGCTTCGCCAGCGGGGGACCGCCGTCCTCCCCCTTCGCCCC
TGCTTTTCTGGAGGAAGGGGAGTACACGGAGGCCGCCTGGTTGAGGAGGGCGTAGTCGGA
GCAGACGGTGTAGAACTTCTCCCTGGAGTGTGTGACCGGGCAGGTCCACTGGAGGTGGAG
CTCGGCGCTCGAAGCTCGCCTCATCTTGGCGGCGTCGCGGGCCAGGGAGCTGATGAGGGT
GAGGGCGGACTCCTGCTCTCGGTCGGTGGGCCTCTGCGGCCCCGGGGACTCCGGCGGCCC
GGAGAGACTCGGAGGAGCTGGACCCTCGGATGTATTCGGCATCGGGGAGGGTCTTCGGTG
ATGGCAAACCGAGGCTAATAACTCCGGGGATTGACTGAACTGAAGGGCGGATTTCCTCGC
TAAGGAGGATGAAGGATCGAGCACCAAGATGGAGGCTAAACCGCTATTTATTAACTAATT
TCATTGTAAAATATTTAACCCGTGAATTATTATTGAAACTTACATTACACTGCACATTTA
CTCATGATATGAAGTAGATGAAAAGTCTCATATTTGGCTAACTGCGTTCTTCTGTGACC
>BJ005231 ID   BJ005231   standard; mRNA; EST; 315 BP.
GAGCGCCTGTGGGCGCGTAGNGTTTCTATTGCCAAGGACACAAACCGGGAAGACCTGGAC
TGCAGTTTAGCTTCATACTGATGTGAAGCTGGGCTGTTGTTTTTGAAGCCCTNCTCTTCG
NTACCGTTACCGCCGCTGCTGCTGCAAGTGTTACTTATGCATGAGTCTCCACTCATCTAC
CCTGCACATAGTTAAATCTGAAGGCATGCTTTCTTTTTCTTTTTTTCCTACGGTTTGCAG
GAGTGGAGGGACTGCCACGCTTTTTTTTCCCTGCTTTTTAAGGAAAGAGGTTTATTTTCA
TTCTCTGATTTTTCT
>BJ005235 ID   BJ005235   standard; mRNA; EST; 349 BP.
GAGCTGAAGTCTGCAGCATCCCCAGTCAGGCAGAGTCCTTTGAAGGATAGGAAGACAAAC
TTCCGATCCTCCTTTTCCTTCTCCAGAAACCCTGAAGACTCCATAGAATCAGCGAGGCCT
TCGTTTCTTTCTTCTCCTCTTAAGAGGCCTGACGTGCCACCAAGGAGGCTCTATCCAGAG
GATCCCCATCAGCCTCAGACCTACTCTCCTCGCTCATCTGGCCCTAAAGATGGCCGGCGC
CAGTTCAGGCGACATCTCTNCTTCGACTCCTCCCAGCCCCGCGCCGCTTCCGACTCCCCA
CAGAAGATCGACGAAGATTTTCTGAAACTTTACCACAAGTTTGTGTGTC
>BJ005238 ID   BJ005238   standard; mRNA; EST; 668 BP.
GCTCGGGTCTGCATTGAGTCTCCACAGNATCTTTTAACTAAGTAGGCTGTCAGCAGACGG
ATTTTCTCTGCACTCAAAGCGGTCCATCACTGATGCCCCGGTGAATCTTCAGGTATATCG
ATTGTAACAACCATGGCACACAGTAATCTGCGATCAGCTTCCCCCTCTGCTCTCGGTGAT
GTCAACCTGGGACCTTCAGCAAACCCTCACGCCAGACCGACTGACTTTGACTTCTTGGCT
GTCATTGGTAAAGGGACCTTTGGAAAGGTCCTGCTCGCCAAGCTGAAGGCTGACAACAAG
TTCTACGCCGTCAAAGTGCTGCAGAAGAAAATCATCCTGAAGAAGAAAGAGCAAAAGAAC
ATCATGGCTGAGAGAAACGTTCTGCTGAAGAGTCTGAAACATCCGTTTCTGGTTCGGCTC
CACTATTCCTTTCAGACGTCAGAGAAGCTTTACTTTGTTCTTGACTACGTCAACGGTGGA
GAGCTGTTCTTCCACCTGCAGAGAGAAAGGTGTTTCTCAGAGCCCAGAGCGCGGTTCTAT
GCAGCTGAAGTTGCAAGCGCAATCGGCTACCTTCACTCTCTCAACATCGTCTACAGAGAT
TTGAAGCCAGAAAATATTCTTTTAGATTCTCAGGGTCATGTGGTGCTGACAGATTTTTGG
ACTCTGTA
>BJ005244 ID   BJ005244   standard; mRNA; EST; 630 BP.
GGCCTGACAGACGAAGAGGGGAGAGAGACGGGCGACATCAGCTCCGCTCTGTCCAAGCTG
ACGGAGCCGGCGGCGGCCGTGCCCATCAGCAGACTGTCCGTGTCCAGCATGGTGCACAGC
GCACGCAAACGCATCCACCGCCGCCGCCACATCCACGAGTCGCCGCTCAGCAATGAGATC
CTGAACTCCATTCTTCTGTTTCTGTTCCCAGATGCTGCTGTGGAGAAATCCGACAGTCTG
AAGGACAAAGCTGCGAGTCTGAACTCCAAGACGGCAGAGAAGGAGTGGAGCGCCGAGGAG
AGCCTGTTCCTGCAGCTGAAGTCGGCCCCCCCTGACAGCCTCACCTACCGCCTGGCGTTG
TGCGTCTTTCTAGTCAACTACAGCTACGGCGGCCTTGCGGGCGTGGCTCACCTGTGGCAG
GAGTTTGTGTTGGAGCTGCGGTACCGCTGGGAGAACACCTGCCTCGTTTATGGCTTAGAG
GCTGGACCTCCTGACCTTCGCTGCTGTCTTCTGCATCAGAAGCTGCAGATGCTGAACTGC
TGCATAGAGAGGAGGAGGGCCAGAGACGAAGCTCGCAAAGCTCAGGAGGCCACCAAGCAG
AGCAAGGAGGCGGAGTCTGAGCTCAGCGCC
>BJ005252 ID   BJ005252   standard; mRNA; EST; 639 BP.



GATNGTTTACAATGTGCTTTTTGTGTAGTTACGACTTAAAAAACTAAATAGTTATTTAAA
TGTTTTTCTTCTAAAATGGCTACCTTAGTTTTGGATAATGGCGCGTACACGGCGAAGATC
GGTTACAGTCTGGAGAAAGTCAGCGTGATTCCCAACTGTCAGTTTCGCTCAAAGAATTCC
CGGCTAAAAACGTTCACGGCGAATCAGCTGGATGAGATCAAAGATCCGTCGGGTCTCTTT
TACATCCTCCCCTTTCAGAAGGGTTACCTGGTCAACTGGGATGTTCAGAGGAAGGTGTGG
GATCACCTTTTTGGAAAGGAGATGTTTAAGGTTGACTTTGCAGACACCAGCATCATCATC
ACAGAGCCATACTTCAACTTCACCTCCATCCAGGAGTCCATGAATGAGATCCTCTTTGAA
GAATACCAGTTTCAGTCTGCTCTTCGAATCAATGGTGGCTCTCTGAGCGCTCATCACTGC
TTCCACTCCAAACCGTCTGAGCTCTGCTGCCTGGTGGTGGACTCTGGGTTCTCCTTCACA
CACATCGCCCCCTACTGCCGCAGCAAGAAACTGAATCATGGCATCCGCAGAATCAATGTT
GGGGGAAAACTGCTCACCAATCACTTAAAAGAAATCATC
>BJ005263 ID   BJ005263   standard; mRNA; EST; 611 BP.
GTATATCCTATTTTAAGTGTATTTTATTGGTGGTGTTGTCAGTGCTTGTTAGTGTTTTGT
ACTGCTGGTCATAGAGTGAAACACGTGAACTGTTATAGAGGGTTTGCTGGATTTTTAGCC
GTAGAACTTAATTATTTCTTTTTCTTTTTTTTTCTTTAACTTCTTTATTTCCACTTATGC
AATCATGTTGTTATCATTTATCCTAGCATTATTTTAATCATTCCTAATTTTTCCTTTTTC
TTGCTTTGATGGTTTCCTCTGAGAAACCCCATGGAATGTGTCGTTAGCTTGTCTGTCGCC
TTGAACGGTTTTATTTATACGTTTTGTGATCCACTACAGCTGAAACCAAAAATGGCCTTC
TAGATGCAAACAAATCTGCCTGCCTCAGGTTTCTGGTCTAGCGGACCAGAAAAAGGATTT
GTGGACTGGTTCAGGCTCCTGTGGGAATGTTTAGCGATTTCTCGACTGGATCCAGCCCAT
CGGTGCAACTTCAGTTTGGGGAGAGAGAAAAAACAAAACAAAAAGAGTATGTGGAGTGCC
TTCAAAGCAGCACTGAGTTGTAGATCAGACATGCATTCCTCTTTGTTTGGACAGGGGGAG
GACGCCCCACA
>BJ005281 ID   BJ005281   standard; mRNA; EST; 593 BP.
GTGAGGATGAAAACTTGGATGTTAAACCAAAGTGGAACAATGAGAGACCCCTTCACAGCA
CCCCAAAAGGGGATGCAGGGTCCAATTATGTGAAGGCTTACTGGCCAACAGAGGCCACCA
CAGCCAGTGACAGCGAGGAACCGGGCGGGCCAGAGAGGCTCAGGGTGGAGACCAAAGTGA
ATGTGGAGCTGCACCCAGAAAACAAACTTAACCACGTTGGAGAACGGGAGAGGGACCCTC
TACTGGAGAAAGCCAAGCAGACACCCACAAACCCAAAAGACCCAGCACCAGTGAACCAAC
CCAACAGCAACAGCAACCACCAACCGGAGCAGAGAAAAGGTATTTTAAAAAACAAGATCA
TCTACCCCCCCTTGCTAGCCGACAAGAACATGAAGAATCGCCTGAGGGAGAAGCTGAGCG
ACTACAACTCTCCTACCATCACCTCCCATCCGCCCATAAACAACAACACCTCCAGCCCAC
CCCCCTCCTCCGTCAACATCATGAGCCCCACATCGCGGCCTTCCTCACAAGCCTCCAATG
AAGGAGGGGGTCGCCTCAGCAACCACGACAACACTCCCATTGTGAAACCGCCT
>BJ005300 ID   BJ005300   standard; mRNA; EST; 574 BP.
GAGAACCTCAGCAAGNATTCTGCCGCGAACAACTTTCTGCTGAAGAAATCTTCCGACTCT
GTGAAGAAACCATCCTCCAGTACAAGGAGGAGCTGCGCCGTCAGCGCAGACTGCTGGATG
TCGTCAGGAAACCACAGCTGCAGCAGGTCCACCACGCCATAGTCCTCCCGCAGCATTATG
TGACTGAAGAGGATTTCTGCAACCACGATAGGACCATCAGAGTGGAACAGGAAGAACCAG
AAATACCACAAATTAAAGAGGAACAGGCGGAACCAGAACCTCCACAGATTAAAGAGGAGC
TAGAAGAACTCTGCATAAATCGAGATGAAGAGCAGCTTGATCTGAAGCAGGAGACTGATA
CCTTGATGGAGATTCCTACTTATGAGATAAATGAGAACAGTGAAGCAGATCTAAGCAACC
AGAAGAGCTTTGATAGTCCAGATGAAAACCCCACTTCAACTACAGATGAGGATATAGACC
CACAGAACAGTGAACAGAGGATCCCTAGAGACTGTAAAGAATGCGGTGAAAGTTTTGGTA
ACTTTGTCTCAATGTAGATTTCACATGAAATTAC
>BJ005308 ID   BJ005308   standard; mRNA; EST; 612 BP.
GCTGCAGTCGTCAGTGTGCAACAGTGTGATTAACAGAGAGAGAGAGGCAGAGAGACATTC
ACTGATTGTGTGTGAAGCAACAAGAAGGGACAAAGGCACACAGCCAGGTGAACCTCTTCC
CTGATGATGGACAACTACGCCCTGCCATTCTGGGTTTACTTGGCTGCTCTGACTGTGTTT
GTTTGTGGAGCAATGAAAAGAATCCTGGCCTTCCACCTGAGCGTTGGCCCGACCCTGATG
GCCTGGCTGGGGGCCACCCTGCTCGTGGAGCAGCTGTGGGTGTTCTGCATGCCAGTGCTG
CTGCTCCTGGCACTGCTTGGCCTGGCCTGTTACCTCTACTCTGCCTGCAGGACTGGCCCA
CCACAGACAGCTCTATCTGGTCAGGGGAAAACGGTCTTTATCACAGGCTGCGACTCTGGT
TTTGGAAAGGAGGCAGCAAAGCGTTTGGACTCTCTGGGCTTTGAGGTCTTTGCAACAGTG
TTGGAGCTGACAGGAGACGGAGCCAGAGAGCTGCAGAGGAGCTGCTCGCCTCGTCTCACA
CTGCTCCAGGTGGACATCACGCAGCCGCAGCAAGTGCAGCAGGCGCTGCTGGACACCAAG
GCAAAGCTGGGC
>BJ005310 ID   BJ005310   standard; mRNA; EST; 582 BP.
GCGGAGCGAAATACGGAGTTGGTTTCTGGAAACCCGGTTCTGGAATCATCCATCAGATCA
TCCTGGAGAACTACGCCTACCCAGGTGTGATGCTCATTGGTACAGATTCCCACACACCAA
ACGGGGGCGGGCTCGGCGCCATCTGCATCGGAGTGGGCGGAGCTGATGCTGTGGACGTCA
TGGCGGGAATTCCCTGGGAGCTGAAATGTCCCAAAGTGATCGGTGTGAAGCTGACCGGCA
GCCTCTCTGGCTGGACGTCTCCTAAAGACGTCATATTGAAGGTGGCGGGCATCCTGACCG
TGAAGGGGGGAACCGGCGCCATCGTGGAGTACCACGGACCGGGAGTCGACTCCATTTCCT



GCACAGGAATGGCCACCATCTGCAACATGGGAGCTGAGATCGGAGCCACCACCTCCGTCT
TCCCGTATAACCACCGCATGAGGACGTACCTGGAGAAGACCGGCCGCGCAGAGATCGCTG
AACTGTCTGAGAAGCACAAAGACCTGCTGGTTCCAGATGAAGGCTGCGAGTACGATCAGC
TCATTGAACTCAATCTGGACGAGCTGAAGCCCCACATTAACG
>BJ005311 ID   BJ005311   standard; mRNA; EST; 688 BP.
TCGGCACGAGGGGACGGCGGTGTTTGTGGGAGTTGGAGCTGAAGATCGGAGCAGGAACCA
TGTCTTCAGAACCTCAGGAAGGTTCTGTCAGAGAACAACTTTCTGCTGCTGAAGGAACCA
TCGTCCAGAACGAGGAGGAGCTCTGTCGTCACCGCAGACTGCTGGATAGCAGCTGGAACC
CGCAGCTTCAGCTACACATTGCAGTTTTCCCCCAGCATTGGGTAAATGAAGAGGAAGATA
TCTGGAAACAGCAAAACTTCAGAGTGGAACATGAGGAACCTCCACAGTTTAAAGAGGAGC
TGCAGAAACCAGAATTTCTACAGATTAAAGAGGAGCTGCAGGAACCAGAACCTCCACAGA
TTAAAGAGGAGCAGGAAGATCCAGAACCTCGACACATTAAAGAGGAACGAGAGGAATCAG
AGCCTCCACAGATTAAAGAAGAGAAACTAGAAGAACCACAACCTCTTCTGACAAAGGAGG
AGCAAAAAGGGTTCCGCATCAGTCAGGATGAAGAGCAGCTGGATCTGAAGCAGGAGACTG
ATACCTTGATGGAGATTCCTACTTATGAGGAAGATGAGAACAGTGAAGCAGATCGAAGCA
ATCAGCAGAGCTTTAATGTAACTGATTGCCAGGATGACGAAGGAAACCAACATGAAGAAT
CAACATCAACAACAGATGAAGAGACAGA
>BJ005319 ID   BJ005319   standard; mRNA; EST; 535 BP.
GCAACCATGGNATGTAACACGGGGATTTAAATTCTTGGACACGGCGGCACGCTTTGCTTC
TTGGTGAAGATGGGAAGAAAATCAGCGGGATTTTAAGGATCATTTTGAGGTAGAGGCGTC
GCAGCGAAAGGATGCCGCTGGTGAAGCGCACCATCGAGCCCAGGCACCTGTGCCACACCG
TGCTGCCAAGAAACATCAAGAACGAGCTGGAGTGTGTGACTAACATATCCTTGGCAAACG
TCATCCGGCAGCTCAGCAGCCTGAGTAAATATGCAGAAGACCTGTTTGGAGAACTCTTCA
ATGAAGCCCATTCCTTCTCTTTTCGGGTCAACTCCCTGCAGGAGCGGGTGGACCGCCTGT
CCATCAGCGTCACACAGCTGGACCCCAAAGAGGAGGAACTGTCCCTTCAGGATATCACGA
TGAGGAAGGCCTTCAGGAGCTCCACCATTCAGGACCAGCAGCTGTTTGAACGGACGTCTC
TGCCCGTCCCGATGCAGGAGACCTTNCATACCTGCGAGCAGCCGCCCCCCCTCCA
>BJ005329 ID   BJ005329   standard; mRNA; EST; 699 BP.
GGCCAGATGGGATCCGCGCTGGATATTTGTCCCGAATCAGGAGGAGCGGGAGCGGAGGAG
CCGCTCAGGAGGAGCCGCAGCCGGAGCCCCCAGACCGAGAACAGCCCCGGCTAACGCGAG
ATCACAGCAGCCAGGGCCCACGCGCGCGGGCATCGCGGGCAGGATGGAGAGGAGCTGCCG
CGGCTCCCAGGTGCCTCCTACCCCGGCTACAGGGATGCGGGCGCGCCCGAGAAGGAGACG
TTCCCCGCCGCTGATCTGCAGTGCCAGGCCTGGATGACCTGCGCCAAGAGCGCTCAGGTG
CAGAGGAAAGCGGCCTGCCAGGGCAAAGACAAGCCGCCTATTGTGGTGTACCCGTGGATG
AAGAAAGTGCACGTCGCCCACGTCAATCCAAATCACGTTGGTCCGGAGCCTAAGCGCCTG
CGGACGGCCTACACGCGCCAGCAGGTTCTGGAGCTGGAGAAGGAATTCCACTTCAGCCGC
TACCTCACGCGCCGCCGCCGCGTGGAGGTGGCTCACGCGCTCTGTCTGTCCGAACGGCAA
GTAAAAGTGTGGTTCCAAAATCGGCGCATGCGCTGGAAGAAGGACAACAAGCTACCGAAC
ACGAAAGGAAGGAGCAAAAACAAGAAAACATCGGACAACAACAACAACAGTAGCGGCGGC
GAGCACGTGAAGGCCGTGATCACCGCGTGAGCGCCTCTT
>BJ005360 ID   BJ005360   standard; mRNA; EST; 648 BP.
GAGAAAGATAACCTTGATGATGCCATGCCTTTTGATGAGGAGAACAACATGCTTCTGCCT
GCCTCCACTTGTCAGTCAGAACTGTGGCCAATGCTGCTGGCTAAAGCTCTCATGAAAGTG
GCCAGCACAAATGCTGGGACAAAAACCACTGAGACCATAGATGACTTCACTTTCATTCAA
GCTCTGACTGGCTGGGTCCAAGAAATCCATCCAATAGATTTTTTGTTTCCAGAGAAAACC
TGGAACTTTCTACAGGACAGCATTCCCAAATTTATACTTCAGGATCAGAGTGGACCAGGG
ATGGAGCCCGCCCCCCCAGTTACAAGAACAGACTCCAATCTCCAAACAAGTCTGGTGCCG
TTGGAGCAAAATGACACTAAAGATGCCTCAGAAGTGGTGGTGTGTGCGAGCTTCTACCCT
TTTCAAACACACTGCGGTGCTTATGAGATGAGCCAAATGGCGAAATCTGCAGAAACACTG
CGTCGCCATGGCTTATCTTTGCTGCGCGGCCGTGCTGTCCTCGTAACAAGAACGCGAGCG
GGCCCGCTGGAGCCCCCTCCCACATCTCCACCTGTGCCCCGGTGGAAACTCATTCGTCCA
CAGAAGAAGACAGTGATCACCTCTGAACCACAAAAAACTCCTTTGCCA
>BJ005361 ID   BJ005361   standard; mRNA; EST; 611 BP.
GTTTCTCTGTAAGAAGCTGCTGTTGCTGCTGCTGCCGCCTCCGGNACTCTGCCGTTCAAA
ATAAGCAAAGCTTTTCCCGGATCCACCGGTCTGTCCCGCGTTATTTTTTTTACACCGGGT
GTCTGCACGCGTGCAGCTCAGGGGGGACAACATGTCCAGGAGGAGACACAGCGACGACAG
TGACGGAGGTCAAGCCCACAAAAGGAGGAGAACATCAGAGCCTATTGAGATTGAAGACCG
CCTGGAGTCGCTGATATGTCGCGTTGGAGAAAAAAGTACATCGTCCCTCGAGAGCAACCT
GGAGGGGCTCGCAGGGGTTTTGGAGGCGGACCTTCCAAACTACAAAAACAAAATCCTGCG
TATTTTATGTGCAGTAGCCCGCCTCCTGCCGGAGAAGCTGACAGTCTACACGACGTTAGT
CGGCCTCCTGAACGCCAGGAACTACAACTTTGGGGGAGAGTTTGTGGAGGCCATGATCCG
GCAGCTGAAGGAGACGCTGAAAAACAACTTCTACAACGAAGCCGTTTACTTGGTGCGCTT
TCTGTCAGACTTGGTCAACTGTCACGTGATCGCTGCCCCTTCCATGGTAGCCATGTTTGA
AAACTTCATCA



>BJ005362 ID   BJ005362   standard; mRNA; EST; 629 BP.
CGAGGGCACAGAGCTCCCGACGAGCGCCAAAGCGAACAAGTGGCGAGTTGGGGGGTGGGT
GGGGGGGCTGTACGTGAAGCTGAAGGCGGTGGGGATGGACGGCAAAGGCACCCTGAAGAT
GTTCACCAAGAAGAGACGGGATCTGATCAAAACCCCATCCATCTCGAAGAAGAGCCGAGC
AGGAAGCCCCGGGCCGCAGAGCGGCGCCTCCTCTCTCTCCATTCTTCAGGAGCAGCCTCG
AAAGGATGGAGCCGACACCTGTCTCTCATCCTCACCATCCTCTTCCTCGACGCTTAACCT
GAACGCCGTCGACTCCTCCTTGTCGTGCCCCGGGACCCCGAACCCTCAGCATGCCAAGGT
GGGGACAATGCAAGGAGTGGGCTGCCCGTCCCCGGTGTCCACGCTGAAGAGGCCGACCGC
GTTGAGCCGTCACGCCAGCGCTGCAGGTTTTCCTCTCCCATCATGGGTCCACACCAAAGG
CCAGGGAAAGGGCACCTTGACCCCCTCTCCTCAGTCTGAGACCCCAGAGAGCACAGCCAT
TGAAGTGGAGGACATCCCGGCCTTGCTGAGAGATGTGGCCCGCTTCGCAGAAGCTGTGGA
GAAGCTGAAGGACGTGGTTCTGACTGAAG
>BJ005366 ID   BJ005366   standard; mRNA; EST; 583 BP.
AATGGTTCAGTCTGCTGGAAAGNTGGTCCTCATCGATAAACTGCTGCCTAAGATGAAGGC
TGGGGGCCACAAAGTGCTCATTTTCTCTCAAATGGTGCGCTGTCTGGACATCTTAGAAGA
CTACCTCATTCAAAGAAGGTACTTGTATGAACGGATTGATGGTCGTGTTCGTGGAAACCT
GCGACAGGCTGCTATTGACCGCTTCAGTAAGCCCGACTCGGACCGCTTCGTTTTCCTTCT
CTGCACAAGAGCGGGAGGCCTGGGAATCAACCTCACTGCAGCCGACACCTGCATCATCTT
TGACTCCGACTGGAACCCACAGAACGACCTGCAGGCTCAGGCTCGCTGCCATCGGATCGG
TCAGAACAAGGCGGTAAAGGTGTACCGACTGGTCACCAGGAATTCATACGAACGGGAAAT
GTTTGACCGAGCGAGCCTCAAGCTGGGCCCTGGACAAAGCTGTCCTGCAGAGCATGAGCG
GCCGGGATAACAGCCTGGGAGGAGGCTNCGGGGGAGGCGCTGTGCAGCAGCAGCTGTCCA
AGAAGGAGATTGAGGATCTGTTGCGGCGTGGCGCCTACGGGGC
>BJ005367 ID   BJ005367   standard; mRNA; EST; 270 BP.
TTCACACACACACACACACACACACAGAAAGCCGTCTCCATGGNGACGCTCCCTCACATG
CAGGTCCAGCTGTGCACGTGTGTGGCTGCATGTGAGGGAGCGTGTTCAGAAGCAGGNTCT
GCTGCGGTTCCGCTCAGATGAACCGGACCCTCCCTCAGTCTTTACTGCCAAACATGCTGC
ACATATGCAACACTCTGCCGGTCTGCCGACCGGGCCAGAACCAGCTGCCTNCATTGCCTC
CATGCCTTCAGCCAGCTTCACAAAGTGCCG
>BJ005369 ID   BJ005369   standard; mRNA; EST; 602 BP.
CGAGGGCGGGATGGCACTTCTTGGGGGTCAACCGTCAACTTTCCCGGAGGTAGTGGAGCT
TAACGTAGGCGGTCAGGTGTATGTGACCCGTCTGGAGACTCTCACCGCGGTGCCAAACTC
CCTGCTGTGGGTCCGCTTTACCCAGAGTTCCCCGTCAGAGCTGCCCAAAGACCGCCACGG
CCGCTTCTTCTTCGACCGGGACGGACATCTGTTCCGATACATTCTGGATTACTTGCGGGA
TACGGAGCTGTTCCTGCCGGAGTTTTTCAAAGAGAGGAAGCGGCTGCAGAGGGAGGCGGA
CTTCTTTCAGCTGCCGGAGCTGGCCAAGCGGCTGGCGGAGGCCGCCTACCCGGAAGACGG
CGGGGACCCGGAGGAAGCTGAGCTCGGCAGCCCCGTGTGCTCCTCCACGTCCTCGGAGCG
AGCCCTCCGCTCTCCGGGTTCCGGCTCCGGGTACATCACCATTGGGTACCGAGGCAGCTA
CACCATCGGCAGGGACATTCAGGCGGACGCCAAATTCCGCCGGGTGGCCAGGATAACCGT
CTGCAGCAAGATTTCCCTGGCTAAGGAGGTTTTCGGGGAGACCCTCAACGAGAGCCGCGA
CC
>BJ005371 ID   BJ005371   standard; mRNA; EST; 665 BP.
AGGCAGAAGTTTGACAGAGAAGCTGCGGNGTGTTGCCAACAGCTTGCAGATGGACATCCA
GAGCCGCTGGCGCCTCAACGGCTACGACGGTCAGACATCCACCAAGCTGCCATCCAACAT
TCTTCAGATTGTTGTGGAAGTCATTACATCCGCTAAAGGCCTTTATTCACTGCTCAACAG
GTGTCAGTGTTTGCAGCTTTATGGATTCAGTTCTTCAAAAAACATATTCAGTTACTGCAA
AGAGCTTGGCGACATTGTGCACAAGGACACCACAGTCCACGAAAAGGAAAAAGACATCAT
CCCTGTGTGCCGTCAACTGGTGGCGTTTTGTGATGAGATCCTGAACTCCTGCCCTGAAGC
TCTTCTCGCCCAGTCAGCTCAGCTGGAGAGCGTGGACTTGGTTCTCGTGTCGCCTGGTGA
TCAGCTGGGGATAGAGATAGCATCCACCAGCTCCAGCAACCACTACGTGACCAGAACTGC
AGCTGAGGCTTCTAATGATCAGGTGTCAAAGATCTCGGCCGGGGATGAAGTGGTTCAAGT
CAATAGCCAGATAGTGGTGGGTTGGAGCAGAGATAATCTCATAAAGAAGCTGAAGGAGAA
TCCCAGCGGAGTGACTCTGATCTTAAAGATCCCCAGATCAGATCGACACACGGAACCCCT
TCAAG
>BJ005380 ID   BJ005380   standard; mRNA; EST; 116 BP.
AGAGAGAGCAGAGAGTAGAGAGAGAGTAGAGTAAGTAAGTAAGAAAGTAAGAAAGAGTAA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGNNNNTANNTCTCTCTCTCNCACA
>BJ005391 ID   BJ005391   standard; mRNA; EST; 714 BP.
GCTTGACTTTGACTCCAACCGGANCCAGNATCCCGCTGGGTGTGATGGCAGAAACGGCGC
AGGATGCTTTTGAGACAACCTGCCTGTTGGACCAAGGATTTCCAAAACCTCGGTCTCACA
TCCCGTATCTGACTTTGGAAAAGCTGAGTCAACTGCGCTACATCGACTGCATCATCAAGG
AGGTGCTGCGCTTCCTGCCGCCCGTGTCAGGTGGCTACCGCACAGCCCTGAAGACATTTG
AGCTTGATGGTTACCAGATTCCCAAAGGCTGGAGTGTGATGTACAGCATCCGGGACACTC
ATGAGACAGCAGCAGTTTTCCAGAGCCCAGAGATGTTTGATCCGGATCGCTTTGGCCCCG



AGCGGGAGGAGAGCCGGGCGTCTCGCTTCAGCTATGTGCCGTTCGGTGGCGGCGTGCGGA
GATGCATCGGAAAGGAACTGGCACAGATCATTCTCAAAACCCTGGCGGTGGAGCTGATCG
GAACCTGCAAATGGACTCTGGCAACGCAAAACTTTCCCAAGATGCAGACGGTGCCTATCG
TTCATCCTGTCAACGGGCTGCATGTACGCTTTTCATACAAAAACCCGCTTTAGGTTGCTG
TAGACTCAAAGCTTTGTAAAAAAACTATGAAGCAGCTCTGCGGAAACACTGTGAGCTGTT
ATTCTGGAAACACTCTGTAAACAAAGACCTCCTGATGGTTCGGTTCATGTTCAA
>BJ005393 ID   BJ005393   standard; mRNA; EST; 627 BP.
ATTCGGCACGAGGCTAAAGCAGCACAAAAGCACCAAACTTAAACATGAGTCGCGTGGTTC
AAATATTATCAAGACATGGATGTGAAAATTCAAGGTTTTCTCAGGCTTTCAGCAGTCAGG
AAACTGCGCTGTAGTTTTTCCAAAGGGGTGGAGGCGTATTTTCATAAACTATCTTAATAA
TATTTGTCACAAATGACTTCTTTTGAAATGGTTCTGTACAGGTGTGAGGGTCTGCTCATG
CCGCCTCCCGTGTTGAAAACAAAAAACATCCCAGTCACCATTTTGCACATCAGCAAAATC
TTTCAGAATTATGAATTCTAATATATATATATATATTTAAGTGGCTTACCTGCAAAAAAG
TAGAGTCTTACGCTAGTCTCACATACAGAAACGAAGCGTTTCTTCAACACAGCGTGACGT
AGTTAAGTTGAGGTGCTCGTACATTAGATTCAGGCCACGATTACATCACAGCTGTGGTTA
TGTTTGCTATAACATATGGTCATACTGTACACGTAAGCATTCACTGTTCACTTAAGTAGT
TATAGATGATGCGATCAGCTATGATAAGGTCACTTAAAAACTAAAGAGCAGGGCCTTTTG
TTGTTTTTTTTTTGTAAGGAAAAAAAC
>BJ005431 ID   BJ005431   standard; mRNA; EST; 592 BP.
GAAACTCCGACAAGNACTGCGAGNAAAAAGCAGGAGGAGCTCAGGAGGGAGCGGTTGGAT
TTTGATNAGGCCAAAGCAGCAGAGCTGGCCAGGTTTGACGACTACAAGAAGGAGGAAAAC
AGGAAGTTGCAGAAGGAGCGCAAACTTTTCGAGAAACACGCTACAGCTGCCAGAGCTGCA
CCTGACAAGAAGGAGCGAGAGGAAATCCAGTCTCTGAAGGAACAGCTGAACTCCCTTCAG
GAGGAGCTGAAGAGGCGGGAGAGTCGCTGGACCTCCACTCACACCCGGCTGCGCCAGCAG
ATTGATTCCCTCAACAAGGACAACGCTGCTCTTCGGGAGGAGATCCAAATGTTGGAGAAG
CTGCGTCTGAGCGCCTGGAAGAAAAGCTCCGTTGCTGCAGAAACCAAAGACGGTCCCAGG
ACCTCAGAGAGCAGCGTGTCGTCTGGAACCAAAGGAGTCACGTTTGCTAGCCCCTTAGAC
TCCATTGGAAGCTGCAGCAGCCCCCCAGCAGGCAGCACATCTACAGGCCCCAAAGGAAAC
TGCAAAGACAGTGGCCAAGGTATGAAAAGCAGCTTGAGGAGGTCTGGAGGCT
>BJ005437 ID   BJ005437   standard; mRNA; EST; 223 BP.
GNAATTCGGCACGAGGTGAAGACCCAACAACGCTGAGNAGCTTTGATACCAGAGGCATCT
CAGCCGTCCGTTCCTTTCCCCTCACCATTTATCCTGGAGTAAATCACCCAGGAGATCTAA
GTCAAGAACCTGTGCAGAATATGTCTGGGCCCGTTCCAAGCCGCTCACGAGTTTACCCTG
ATGTAAACACACAGAGACCCCGCGAATACTGGGACTATGAGCC
>BJ005442 ID   BJ005442   standard; mRNA; EST; 564 BP.
GGAAAAACTCCGCTCTGTGTAACCCTTGTGCTATCTTAGATAGCCCCACCCTTACATTGA
CATGTTCTCCCTACCAAGACAAAGGTGGATAAAGGTGGAAAGATTTCATGTGATCCATGG
ACACCAGTGAAGATCACAAATCATTGAAGAAAAAAGGTTCAGCACACTGTCTAGTGGGTC
TAGATGACCCAACTCCCAATGTTAAAGTGGCTAGGATAGCACAAGGCTTACGGGTGACTG
AAGCCGTTGGAAATGATTGCATGCATCTTCAATATTTTGCAATTCAACAAACTGCTGTCA
AAGGGGATTTAAATGTATGCAGGAAAAGCCAATTCTTTCTAAATGCATTATGAAGAAAGT
TACAAGATCTACAAAATAGAGAATAAACAGCTCAAAGAAACTGATTAAGTGATAGTGGAT
CAGTCAGAGCACTATCTTTCAAGCCGTGTTTCATGAAATGATACAGATGCTCATCCATGC
ACATCAAAGAATGCAAAGTGTGAGGGGTTTGCCATCACAAACAGCCAGCAGCGGGAAAGC
TGTGCTCATTTTTCCCTCAGTAGT
>BJ005443 ID   BJ005443   standard; mRNA; EST; 538 BP.
GTGATTTGCAAATGTGAGCTAAAGGTTTTCCAACAACGGAGTAAAAAAATAAAAAAAATA
AAAAAATATGGGACCTTGTNCAGCAGCGGTCAACGGNTCGAAGGACAAGAAAGCCCCAGA
GAGCTGTGGGGGCCCAGCCAGACCTCGGNTGANAAGCAGCAGCGATGGAAGCATCTGGAC
CAGGAGACCCGTTGGTGCACACGGNTGCTCCTCCTGCTTGGNGCTGTCCAACCCCAAATC
AGTTNTGAAAAGACCAGTGAGCACGGAGGAGCTGCAGACACCAGGAGGCCCCTACATGAA
GAAAACCTTCACAATTGTAGGGGATGCAGNGGGTTGGGGGTTTGTGGTCCGAGGAGCCCG
GCCGTGTTACGTCCAGGCCGTGGAGCCCTGTGGCCCTGCGGNTGCTGCAGGAATGAAGGT
TCGCCAGTTTGTGGNGTCAGTTAACGGCCTGAACGTTCTANACATGGATTACCGCACCGT
CAGCCACCTGATCCTGACAGGGCCCAGGACGGTGGTGATGGAGGTGATGGAGGAGACG
>BJ005445 ID   BJ005445   standard; mRNA; EST; 560 BP.
GGGACCGCAACATGTCTTCTGCGACGTGCCCCTTACCATGCGCCTTAACACCCATAATGC
TGCCATAGAGGCCATTAAACTCAGCACCTTCGATGAGAAAATGGAGATTGATGCAGTCAT
GCTGTCTTCGGATCCCAGGAGCCCTCTTTGCTCTGGTTGCCAACCTCTGTTGTATCAGGT
TCAGCGCCAGCCGCCTTTCACCAGTAAATTCCACTCACCTCAAACCAAGCAAACGTTCAC
AGACAGCTCAGTTATAGTGGGAGTCAAGTATAGGTATACAGTCCAGGTTGAAGCAGATGG
TCTCCTCAGTGAACCCTCACCTCCTCTCATGTACACTCACAGGCAGCCCTACTGTGGAGA
CGGACGGGTTCAGGGGATGGAGGAATGTGACGACAGCAACCTCTTAGATGGTGATGGGTG
CTCTAAGAAATGCCGACAGGAGCCAGGGTTTAACTGTAACGGTGAGCCCAGCCAGTGTTA



TGTTTTTGACGGCGATGGTGTTTGTGAGGAGTTTGAGCAGGGCTCCAGCATTCAGGACTG
TGGCTTCTTCACACCATTGG
>BJ005446 ID   BJ005446   standard; mRNA; EST; 674 BP.
GCTGACACTCGCTCCAGCGGCTGGAAACTGCCATCTTTGACGTCCTCCACCAGATCCTAC
GACCGATCCTGGGCAGAACCATCCTACACTAGTAGGAGCAAAATGACTAACTCTGAGGAG
AGGCTGGGGACACGATCTGGTCTGTTGAATGCCAGCGATGATGCTGATTCCAAAAGGGCT
AAGCTTTCCTACAGTAACAGAGGACTGTACCCAAGAACAGCCAGCACCTCAATGACAGCA
TCCACCTATTTCAACAGTGCTGTGGGCAGCAGCAGAGTTGTTTTTCTTCATAGGTGGCGG
TGAGAAACTGAGCGATCCTCTGGATTCATCTTCATCTCGGAGTTCAAATCATTTGTTCTC
CCAGCCCGTCATCTTCCTCCCCGAAGACTCTGTTGTCAAGGCGAGAGCAAGAAGTGAAGG
ATGAGGCCAGCCTTTCACGCTTGAGAGAGCGAAGAGTCCGGACTCCTGGATTGGTTCCCT
CCCTGTATCAGACAGACCGGGTGATGTCCACATATGCACAAGGAGCACGCCCAAAAGAAA
CTGCCTACACTTCCTCTTCTCTCTCCTCCTCTTCCTCCTCCTCCACAGTGAGAGACGGCT
CCCTGAATCGTCACATGTCCTCCTCCACTCCTCAGAGGGCGTCTCCTCTGGTGCACAACT
TCAGCAGCAGAGCT
>BJ005454 ID   BJ005454   standard; mRNA; EST; 640 BP.
CAAACTGGAGCAGCTGAAGACAGTTCTGGAAATGTACGGCCACTTCTCAGGGATCAACAG
GAAGGTGCAGCTGACCTACCTCCCCCACGGGCAGCCCAAGACCTCCAGTGAAGAAGAAGA
CTTTCGGAAGGAAGGTCCATCTCTGCTGCTGGTCCTGAAGTGGGGGGGTGAGCTGACCCC
TGCCGGCAGAGTCCAGGCGGAGGAGCTGGGCCGAGCCTTCCGCTGCATGTATCCTGGAGG
ACAAGGAGACTATGCTGGTTTTCCGGGCTGTGGTCTGCTGCGGTTGCACAGCACCTACAG
ACACGACCTGAAGATCTACGCGTCTGACGAAGGCCGCGTACAGATGACGGCGGCCGCCTT
CGCAAAGGGCCTGCTGGCTCTGGAGGGGGAGCTGACTCCCATCCTGGTGCAGATGGTGAA
GAGCGCCAACATGAACGGGCTGCTGGACAACGACAGCGACTCTCTGAGCAGCTGCCAGCA
CCGGGTCAAGGCCCGGCTGCACGAGATCCTGCAGAGCGACCGGGAGTTCACGGAGGATGA
CTTTGAGCGGCTGGCCCCGACCTGCAGCGCCTCGTTGGTGAATTCCATGAAGATCGTGAA
GAACCCGGTGGACACGTGCGACCAGGTGTACGCGCTGATC
>BJ005458 ID   BJ005458   standard; mRNA; EST; 679 BP.
ATGAATACATTGGCGTTAACACCAAACCGTTTCGCATCGGCTCTGTGCGAGACGAATGGC
TGACAAGACTGAGGCCCAAGGATTATTCATACCAACAAGAAGACAAAGACACATTTGAAG
CTAACTTTGCAGAGGCGATGGGGATCAGTGAGGAGACCATGGCTGAGCTCAGATCCGTCT
GCAGCCTGGATTCCCTTCGTTGCCATGCTGAAGATGAGCTGCCTGATACAGAAGTTGTTC
CTCCAGACTCAACACTGAAAACTCTGATACAAAGAAAAAAAAGGCAAGATCACAAAGCTT
CTCTAAAGGTCAACAAGAACCGACATGATCTCTATGCTGATGAGCTGAATTTGGACTGCA
ATCTGGGTTAGCGGCTGCCGGACTCAGGATAACCGTGTGTCCGAGCAGAGGTCGGAGTCG
GACCGCCAGGTCACACACAGCGGCTTTGTGGCGGAGCGTCTAATTGTTGGCCGGACACCA
AAAACAGAGAGTGACCGGATTCCTGAAGGGGAAATCATTCTGACCATCAACGTCTACTAC
CCTGCTGTTTTTGAGAAGTTTAATTACATCAGACCCCACATGACTCTGCTGATGACGGGC
TCCCACAACCTCACCGAGCTCAGAGATGCTATCTGCTGCATCAGCGACTTGCAAGTGTGC
GGCGAGTTCAGCAGGACAC
>BJ005465 ID   BJ005465   standard; mRNA; EST; 608 BP.
GCTGGTCGGTTCCCTTCGAAAGAGCTGGCGGACTCCCTCTACACCTGCAAGGTCCTGGTG
GTGGGAGCTGGGGGGATTGGCTGTGAACTGCTGAAGAACCTGGTCCTCACGGGCTTCAAG
AACATCGAAGTGATCGATTTGGACACGATTGATGTAAGCAATCTGAACCGACAGTTCCTC
TTCCAAAAGAAACATGTTGGCAAGTCCAAAGCGCAGGTGGCGAAGGAGAGCGTCTTGCAG
TTTTGCCCGAGCGCGAATATCACAGCCTATCACGACAGCATCATGAACCCCGATTACAAC
GTGGAGTTCTTCAGGAAGTTTATGCTGGTGATGAACGCTCTGGATAACCGAGCGGCGCGG
AACCATGTGAACCGAATGTGTTTGGCGGCCGATGTTCCGCTGATCGAGAGCGGCACAGCG
GGTTATCTGGGACAAGTCACCGTCATCAAGAAGGGACTGACAGAATGTTACGAGTGTCAG
CCAAAGCCGGCCCAGAAGACTTTCCCAGGATGCACAATAAGAAACACGCCGTCTGAACCC
ATCCACTGCATTGTCTGGGCAAAGTACCTTTTCAATCAGCTTTTTGGTGAAGAAGACGCC
GATCAAGA
>BJ005466 ID   BJ005466   standard; mRNA; EST; 611 BP.
GGCTGGTCGAAGGAGTCGGTGTAGCAGCAGCCCGTAGTTAGCCAGGGGAAGATCTCAAGA
GACATAAGTATAAGGACACGTTAAAAGTAGCCATCACGTTGACAGTAGGTTTCTCGCAAG
GGTTAGAATTAATACAGAATTTGACTTCAGACTAGACGCTCCCTGGAAGGCCGGCTGAGA
GAAGCCGTTGGTTAGCATCAGAAGAAACTACAGGAGAGTGACAGAGGAACCGCCATGGCT
CAGATACTGCCTATTCGCTTTCAGGAGCACCTGCAGCTCCAGAATTTGGGAATCAATCCG
GCCAACATCGGCTTCAGCACCCTTACGATGGAGTCTGATAAGTTCATCTGCATCAGGGAG
AAAGTGGGTGAGCAGACTCAGGTGGTGATCATTGACTTGGCCGACCCCAATACACCGATC
CGCAGGCCCATCTCAGCTGACAGTGCCATCATGAATCCAGCTAGCAAAGTCATTGCACTT
AAAGCTGCAAAAACCCTTCAGATCTTTAACATTGAGATGAAGAGCAAAATGAAGGCGCAC
ACCATGACAGACGATGTTACTTTCTGGAAGTGGATCTCCTTAAACACAGTAGCTCTCGTG
ACTGACACGGC



>BJ005477 ID   BJ005477   standard; mRNA; EST; 677 BP.
GCTGCAGAGNAAAGTGTGTGTGTGTTAGGCTGGGGGGGAGTGCTGGCAGAACAGACTCTA
CTTGGAAGGGGCTGTTCTCACGTCAGCTTGTGAGAACCCGCTTGTATCCGTGGATTGGAA
GAGCTGGTGCTCAAAGCGCAGGTTTTTAGAGGTATACTCTGAAATGCGTTAACGAATCAA
AATACCACTTTGGGTAACTTTGTTTCGTGAGGAATTATCATAATAATACACTTAAAAGGT
AAAGAAAGGGTTCATTTTGCATGATATAGGCCCTTTATATCCATTTTTTAGTGACATTTT
GAGACAGTTGATGTCTGCAGTAAAACCCTTTTTTGGAATTTTCAGAGATGACGTCCGTCA
GTCCGTCCATCAGTCAGTAATGCAGTCTTTATTAAAAGTGTGCACAGTAACTCTAGATCT
TATTTTTAACACGCTACACGTAAGCAACATCGCGGTAGCATATCAACTCCCAACCTTGTT
TGCAACATGTAAAAAACAGACTGATACCGTTAAAACAAACTTTCGACAAACTCCCAACCT
TGTTGGTAAGTCTTTAAAACAGACCCGGTCAGACCCCATGAGATGTTAACCACGTTACCG
TTTTCACAATAACACCCAACCTTTTTTTAGAATTTGTTCAAAAAAAAAATTTAAAAAAAT
AACAGACTGACTGTCAC
>BJ005483 ID   BJ005483   standard; mRNA; EST; 602 BP.
GCCGCGCTGCGTATTTGTTAAAGCCCTCTCTGCCGCTTCTCCCCTTTCCACAACAAAAAA
AAAGCATCCAAAAACGTATATAATGGTAAAGTTCATGCGGCAGCACAGCGAGCTGAAACC
CGAAGAGGTCCTGTCGGAGTCTGACGCGTTCATGGACCAGCAGGATTTCGCAGAGATGCC
CGACTATTCTTTCAGCGAGGTTTTATACTCCAACTGTTCCGCAATGGACCAGATCGGCAC
TTTCATGAAGAACGTGCAAGTTCTGCTCGATGCAGCCGATTATATTGAAAATGTTGAGAA
GAACAATGGAAAATGTGAACACGGTTATGCTTCAACATACCCTGCATCGCAGTTTGCACA
TCAACAAAAACAGCGTAAATTCAAGAACAGGAAGTTGGATAACATTCACAATAGGTCAGC
ACACAATGAACTGGAAAAGAACAGGCGAGCACACCTCCGCTTGTGTTTGGAGAGGTTGAA
GTCACTCATCCCTCTGGGACCAGACTGCAGTCGGCACACAACACTGGGACTGCTCAACAA
GGCCCAAGCACACATCAAGAAACTTGAAGAGACTGACCGTAGAAGTCAGCACCAACTGGA
GA
>BJ005496 ID   BJ005496   standard; mRNA; EST; 557 BP.
GCGAACGTTTGTGCTTTCATAACGCCTGAAGGGTTTTCATACCTTATATAACAGGGAAAC
TCGTTCAGCATCAGACAGAAATGACCGGCCTGAAGAGGGTTTTTTGTAAAAACCCGCGCT
TGACAGAGCTTGTGCGAAATGGGCTTTGTAGATGTTTCCACGCTGAACACGTGAGGCTCG
AGTCCAGTGGACTTCCCATAATTCATCACAGCAAGTATGTATGCGAGCTCCCAGCCAACC
ACAGGTTTCCAATGGGCAAGTTCCCTCGGGTTTTACACTTTTTGCTTAAAGACCAAGTTA
TCACAGAAAAACAAGTGTGGGTCCCTGAAATCGCCTCCAGAGATCTGCTGAGCTGCGTGC
ACACGGAGGACTATCTGAACAAGTTCCTAAGTGGGAAAACAAGTGAGCAAGAACAGAGGA
GAACAGGCTTTCCTGGAGTGAGGGCATAGTCTCACGCTGTCGATACGAAACGGGTGGGAC
CGTTCTGGCTGCTGAAGCTGCTCTGCAGAGAGGTCTGGCATGCAGCACAGCAGGAGGAAC
CCATCATGCTTTTCCCG
>BJ005508 ID   BJ005508   standard; mRNA; EST; 713 BP.
GCAAAGTGTGGGTGCTGACAGGTGACAAGCCAGANACTGCTCTCAACATCGGCTACGCCT
GCAGGTTAATGGAGGAGGGAGACCTGGTGATTAACATGAGCTGCAAAAACAAGGTCACAT
GTGTATCTATCCTGGACTGTACTTTGGAAGAAGTGAGGAGATATCACGAGGACCCTCGTA
ATGTGGACACCACCCAGAAAATTTCTTTAATGATCGATGGAGACACTCTGGCCATCGCAC
TGTCCCCTGACCTACAGGACCGGTTCTTGGACCTGGCAAAGCGCTGCCGCTCTGTGCTCT
GCTGCAGAGTCACTCCCTTGCAGAAAAGCAGGGTTGTGAAACTGGTTAGGGACAAGCTCA
AAGTCATGACACTTGCTGTTGGTGACGGTGCAAATGATGTCAACATGATTCAGGTGGCTG
ACGTTGGCATTGGGATTTCTGGTCAAGAAGGGATGCAGGCAGTCATGGCTAGTGATTTTG
CCATAACTCGCTTCAAACACCTGAAAAAACTTCTCCTGGTGCACGGACACTGGTGCCACA
CTCGCCTGGCCAACATGATTATTTATTTCTTCTATAAGAATGCGGCCTACGTGAACCTTC
TGTTCTGGTATCAATTCTACTGCGGATTCTCAGGCACAGCAATGATTGACTACTGGCTGA
TGATTTTCTTCAACCTTTTCTTCACCTCAACACCACCCATCATGTTTGGGATT
>BJ005513 ID   BJ005513   standard; mRNA; EST; 656 BP.
AAATAATGTGTTTCAAATATATTTCGTGCAGTTGTAACCTTTTTCACATGTATTTCTAGA
TTTTTCTAAGCGTTTCTTTTGCTTAAGATAACATACACTGCCTGAAAAGTGTCAGACGAA
ATCTCGCTTTTTTCCTTTCACCTGCTCATTAGCTAGCTAGCGTCGCTAGCCTGGTCAGCT
GAAAGAGATGGCTGCAGTAATTCTGAGTTTCCCCACACTGTGTGGGCTGAGGATACTTCC
GCGGAAGCTGACATGGAGCAGAAGAAGCGTGAGGCTAGCTTCAGGAGGAGGAGGAGTAGA
AAGGATCGAAAAGGTGCTGATTGCCAATCGGGGAGAGATTGCGTGCCGTGTGATGCGTAC
GGCTAAAAAGATGGGTGTGCGCTCCGTGGCGGTGTACAGTGAAGCAGACAAAAGCTCCAT
GCACGTGGCAATGGCAGATGAAGCTTATCACATCGGCCCTCCTCCGTCACAACAAAGTTA
CCTCTCCGTGGAGAAAGTTTTGGAAGTGGCCAAGAAGTCGGGGTCACATGCAGTTCATCC
TGGTTACGGGTTTCTATCAGAAAACACAGAGTTTGCAGAGGCGTGTAAACGGGAAGGAAT
CATCTTCATCGGGCCTCCCTCCTCTGCCATACGGGGACATGGGCATTAAGAGCACA
>BJ005524 ID   BJ005524   standard; mRNA; EST; 578 BP.
GCTCTACGAGNAGCGCTAAACATAAAGACATTGTCCAGTGGGATTTTCGAGACTCGTTCT
TTAACCTGACCGTCAAAGAGGTGCTCTTCCTGGAATGGATTCAGGCTCGGTGCTCTGGTG



CTCGCTTCATCTTTAAGGGGGACGACGATGTCTTTGTGAACACCTACCGGATCATGGAAT
TCCTGAATAGCGTTTCTGAGCCCAAAGCCAGAGATCTGTTTGTGGGCGACGTCATCACCA
ACGCAGGGCCTCACAGAGACAAGAAAGTCAAGTACTTCATCCCACAGAGCATGTATGTGG
GCTCCTATCCTCCGTATGCAGGGGGCGGGGGATACCTGTACTCGGGGGACATTGCTGCTC
GTCTTCAGAACGTGTCCAGCCATGTGGCGCTCTACCCCATCGACGACGTCTACACCGGGA
TGTGCCTGCGCAAGCTGGGGCTGGCCCCTGAGAAGCACAAAGGCTTCAGGACCTTTAACA
TTGACGAGAAGTATCGCTCCAACCCCTGTGCCTACAAGAGTCTGATGCTCGTCCATCCCA
GGACGCCACAGGAGATGATCAAGATCTGGTCCTGGCTT
>BJ005530 ID   BJ005530   standard; mRNA; EST; 665 BP.
GCAACCGCGCCTTATTGAAGAACTGAAGAACAAACAGGCTCAGGAGAAAGCGCGTTTACC
CAAAATCCAGCGGAGCGATGCCAAGACGCGCATGGCCATGTATAAGAAGAGCCTCAGGAT
CACTGCCACAGCCGCCATCACCCCAGAGCAGGAGAGGGAACGGATCAAACTGGTGCAAAC
TGCTTCTCCTTTGATTTTAGGAAGCAGGGTTTTTACCATCACTGTGGCATATGCTCTTTA
AGTTGAGCCTAAAGTACAAACCGTTCTTTGAAACCAATTTGTTAAGTAGGGGGCCATTTT
TCCACAAAACAAAACTCATGAGTTTTTCCTCAGTCTTATCAGAACACTTTCAGAATCTTT
GCAGCCTTAGCTATTTTTATTTTTGTGTTTTTCTTCCAGTTTGCCGTACAGGAGGAAAAG
AGGCAGAAGAACGAGAGACTCCATCAGCAACAGAAACACGAGAACCAGATGAGAGATCTG
CAGCTGCAGTGTGACTCAAACGTTAGGGAGCTGCAGCAGCTGCAGAATGAAAAATGCCAT
CTTTTGATCGAACACGAGACTCAGAAGCTGAAGGAGCTGGATGAAGAGCACAGCCAGGAG
ATAAAGGAGTGGAGAGAAAAGCTCAGACCCAGGAAAAAGGCCCTGGAGGAGGAGTTCACA
CGGAA
>BJ005533 ID   BJ005533   standard; mRNA; EST; 601 BP.
GCCGCCTTCCTGCACCGCTTCTTAAAACTCGTTTTTGCTGTTTTTGTGTCGCTCTTAACC
TAATTTAGAAAAACATGGACTTAAAGCGTCACTTTAGTCTTGCATTTTGTTAAAATGGAA
GGACGCTGCGCTGTTGACACCTGGACCGAGTTTGGGTTTTTGAGAGCATCAAACACCCCG
AAGGTAAAGCTCGTGGTCGGGACACACGTAGTCGTCTGCACTGGAGATGAGGAGGTGTAT
GTTTTTAATGTTCAGGACAAGAGATTCGCGGCAGTTCTCCAGTTTCCGGAAGGAGTGGTT
GATCTGATTGAGAGCCATGACAAACATCTTCTGGTTGCATGTTGCAGTGGAGTCTATTGT
GTTGATTTGCAGCCTCTGTTAGTCAGGCCTCACGGCTCCTCCGCATCCTCAGATCCAGCC
GAGCTGAAAATCTCCTCTGAGTTCTGTGTGCTGGGCGGACGTGGTCTGTCGTCGCTGCTC
CTGGTCGGCCCTTTGCTCCTCACTCTCGGCCAGAGAAATACGTCCTGGTTGTTGACTTTG
TATAAAACCGCTCAACAAAAGCAGCCCGGCAGCTATGAGATGCTCCGCTCCTTCAGTCTG
C
>BJ005545 ID   BJ005545   standard; mRNA; EST; 688 BP.
TGCAGGNAATTCGGCACGAGGCGCACGTTCTAACAAAACCCGAAATATGGACGAACACCC
AGGCGGGGGAGGAGCGGCCTCCCCGCGGCCGCCGCCGCTGCAGCAGCACGGGAGCAACTC
CGGACCTCCCATCGGAACGGTCATGGTGCCCCAGCAGACGGACGAGTTAGCCCGGCCACA
GCAGCAGTACACTATCCCGGGAATTCTACACTACATCCAGCACGAGTGGGCCCGGTTCGA
AATGGAGAGGGCGCACTGGGAGGTGGAGCGGGCCGAACTCCAGGCCCGGATAGCGTTCCT
GCAGGGGGAGAGGAAGGGCCAGGAGAACCTAAAGAACGATCTGGTTCGAAGAATCAAGAT
GTTAGAATATGCTTTAAAACAGGAAAGAGCGAAATATCACAAGTTAAAATATGGAACAGA
GCTGAACCAAGGAGAGATGAAGATGCCAAGCTTTGAATCAGACGCCAAAGACTCAGAGGT
GTCGGCGGTTCCTGCCAACAGTCAGCTGACGTGGAAACAAGGGCGGCAGCTTCTCAGACA
GTACCTTCAGGAAGTCGGGTACACGGACACCATCCTGGACGTGCGCACTCAGAGAGTCCG
CTCCCTGCTCGGCCTGTCCGGGTCCGAGCAGAACGGCGCAGTGGAGAACAAGAACCTGCA
GCACCTCATCAACGGGACGGAGCGCTGC
>BJ005556 ID   BJ005556   standard; mRNA; EST; 118 BP.
CCGGGTCTGCAGGCAATTCGGCACGAGGGAGAGCAGNAGAGNAGNAGAGAGAGAGAGAGA
GCAGAGAGCAGAGAGAGCAGCAGCAGCAGAGCAGAGCAGAGAGAGAGAGAGAGAGAGA
>BJ005564 ID   BJ005564   standard; mRNA; EST; 646 BP.
GGTTGTTCCCGCGTGGCAGGCGAACTTCAGGTGACTATGGGGTAACACCTGAGGAGGAGC
GCGCGGCTCTGCAGGCGAAGGTTGGACGCGGGAAAACTTGAAGGTCCCGCCATGGTCAAG
AAGAGCCCACCCGGCTGGGTCCTCCAGGACCCCGAAGAGGACCTGGTCCACGTGAACGTG
GGGGGTCTGAGGAGGAGCCTGTGTTCCAGCACGCTGAAGAGGTTTCCGGACACGCGGCTG
GGGAAGCTGCTGGCGTGCGCCTCGGAGGAGGACATCCTGCAGGTCTGCGACGACTACGAC
GTGCAGCAGAAGGAGTTCTACTTTGACAGGAACCCCGGCCTTTTCCCGTACGTCCTCCAC
TTCTACCAGACGGGAAAACTCCACGTGATGGAGGAGCTGTGCGTCTTCTCCTTCAGTCAG
GAGATCGAGTACTGGGGCATCAACGAGTTCTTCCTGGATTCCTGCTGCAGCTACCGTTAC
CACGACCGCAAGCTGGAAAGCAGCCGCCATCGCAGCTGGGACGAGGACAGCGAGGTCAGC
AGCGTGGACACGTGTGTGGATGAGATCTCCGACCTGAACAGGGACATGCAGCATTTCCGG
CACGTGCGCTACGGGAACCTGAAGAGATGTTTGTGGCTGACGCTGG
>BJ005576 ID   BJ005576   standard; mRNA; EST; 641 BP.
TCGGCACGAGGGAAAAACGCAAGTTAGCTTGATAGCAGGGGGGTAAGAAGCAGCTTCGCA
CCAAAGTCACTTCACCTCCAACCGCAAGCTTTTGTGTTCTCGATCCGTCTCCCGAAGTAA



GCAGACTTAGCTTCATCCGCAGCGGAGTTTAAAGAAACCAAATGATGGACATCTATGACC
CCCAGACCCTTGGAATTGTGGTGTTTGGTGGATTCATGGTGATCTCTGCGGTTGGGATTG
CCCTCGTTTCCACTTTCTCCATGAAGGAAACCTCTTACGAGGAGGCGCTGGCCAAACAGC
GCAGAGAGCTGGGTAAGACGCAGACGGTTCGCACCGAGAAAAAGAAGAAAGACAAAGCAT
CTGAGAAGAAGACCCGTGGAAAGAAGAAAGAAGACAAACCTAACGGAAAGATCCCAGAGC
AGGAGAAGACCGAGGAGGCCGCCGAAGCCGACTCTGAAACGGATGCACCCGGCGAGCCTG
CCGCTGCTGCACCGCCGGCTGAATCTGCCCCCCTTCCGGTTGTCCAACCTGCCCCTGCTG
TGGAGGTGAAGACAGAGGTGCAAACCAAAGCTGCAGCTGAGCCCACTGCTGTTGCTGAGC
CGTCACCTGTGCCTTCACCTAAAGAGAAAAAGAAGAAGAAG
>BJ005598 ID   BJ005598   standard; mRNA; EST; 114 BP.
GGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
>BJ005600 ID   BJ005600   standard; mRNA; EST; 653 BP.
GGAAGCATGGCCGCAGTGTTGAAAGGATCCTTTTACTTATTGGGAAGATATCGCAAACAT
GTTGACCTGGTACATGTCTCTGCGAGGCATATGTCTTCAAAGACACAGGTGGGTTTTGTC
GGTCTGGGAAACATGGGAAACCCAATGGCAAAGAATCTGCTAAAGCATGGATATCCAGTC
GTTGCTACAGATGTGTTCCCAGAGTTCTGCAAAGAGGTGCAAGAGCTGGGTGCACAGATT
GTGGATAATCCGGCTGAAGTCGCAGACAAAGCAGATCGTATTATTACCATGCTGCCCTCT
AGTCCCAACGTCATAGATGTGTACACCGGACCTAATGGCATTCTGAAAAAAGTAAAGAAA
GGTTCCCTATTGATTGACTCCAGTACTATTGATCCAGCTGTTTCGAAGGAGATGGCTGCA
GCTGCTGAAAAGCAAGGGGCAGTTTTCATGGATGCACCTGTGTCGGGTGGTGTGGGCGCT
GCCAGTTCGGGTAACCTGACCTTTATGGTTGGAGGCGCCGAGGAGGAATTTAATGCAGCC
AAAGAACTACTTACCTGTATGGGAGCTAATATAGTTTATTGTGGTCAAGTTGGAACTGGA
CAGGCTGCTAAAATCTGTAACAACATGCTTTTAGCGATTGGGATGATTGGGAC
>BJ005616 ID   BJ005616   standard; mRNA; EST; 250 BP.
GCACTTTGACTTGCAGNAACTGCTCCAGTAACCGCTCAGNACCCTCATCAACCCCCCCAG
CCTGTGCAAACGGTATCCTCCAGGCCGCCTTTCATGCTGAGTGATGACGAAGCTTAGAGA
ACCGCGGTGAAGTCTGGTTCTGACCCGTTTCAGCTGCAGGCTTTGCTGGCGGGTCGTTCC
GTTTCTTTAAATCCCTGCAATGGTCTGATTTTTAAATGTCATCCGTGTNGNCTGAGTGAG
GGTGGGAGGG
>BJ005643 ID   BJ005643   standard; mRNA; EST; 381 BP.
CTACAATGAGTTCCTGTATGACCTGCTGGATACCTCACTCTCCCTGCAGTCCCGAAAAAG
AATCACACTGCGGCTGAGTGACGACAAGCAGGGCAACCCCTACGTGAAAGACCTTACCTG
GATCCAGGTGCGGAGCGCAGAAGAAGCCTGGAAGGTTTTAAAAGCTGGATGTCGAAACCA
GAGCTTTGCCAGCACTCATCTTAATCAAAACTCCAGCAGAAGCCACAGCATCTTTTCCAT
CCGCGTTCTGCACGTCCACCCCGATGCAGTTCCAGGGCAAGCTTTGCAAATCAGCGAGTA
AGTTCAGCTGCAGCAAGCTCAAACTCAGTGACATTATTTTGGGCGCTGCCATGTTTTGAT
CATGCACTTTCCAGGCTGACT
>BJ005645 ID   BJ005645   standard; mRNA; EST; 530 BP.
GACAAAGTCAGCTTGAGTTTCGCACAAAAAGAGATTCAACAGCAGCGTCAGAAGAAGGAG
GATAAAGCTGATCAGAGGCTGCGAAAAGAAGCTCAGGTGACTTTGTATCGTAACTACAGA
GTAGGTGACTTCCCAGACATCCAGATCCCGTACAGCAGCCTCATCACTCCACTTCAAGCT
CTTGCACAGAGAGACCCAATTTTAGCCAAAAATCTCTTCAGCTCCCTGTTTGCTGGCATC
CTCAAAGAAATGGAAAAACAGCGCGATCCTGACGAGAGGAGGAGGATCAAAGAGGAGCTG
CTAAGCAACATGAACTCCTTCCTGAGCGAGAGTACTCTCTGCTTCCCTCCGTTCATAGCA
TGTGTGCAGGAAATGTGTTATCAGCACAAAGAGCTGCAGCACATCAACCCGTCAGCCATC
AGCACCACGTGCCTCATGAGTCTCCAGCAGCCATCAGGCATCCTGCTACTGGAGGAGGGC
TTGCTGCACGCCGATGGGCCGGACGAGCGTCCCGCCAAACGCTCACGAGG
>BJ005657 ID   BJ005657   standard; mRNA; EST; 628 BP.
AGGGCAGTAAGAGGACCCCCCCTCCAGGTTACCCTCTGGTGTGTGTCACGCCCTGCGACT
CCCACCACCCCAAGTACTCGGTGATGAAGGAGCTCTGTGAGGAAGCGGGGATCAACCAAA
CGGAGGTGCACTTCTCCTGGGAAGTGGCAGCCCCCACCGACACCAGCGGGGCACGCTCCC
CCTTTGAGACCGTGACTGACACCACGCCCTACACCAGCGTCAACCACAAGGTTCTGGACA
GCATTTATTTCAGCCGCCGCTTCCACGTGCGCTGTGTGGCTCAGGCCCGGGATAAAGCAG
GTCATTTGGGAACCCCGCTCCGGAGCAACATCGCCACAATCAGCACAGAGGGCTCAATTT
GCCACACTCCTGTGACCACGGGGAGTGCCAGAGGCTTCCAGGCTCAGTCCTTCATCGCCA
CACTAAAATATCTGGATGTGAAGCACAAGGAGCATCCCAACCGGATCCACATCTCAGTGC
AGATCCCTCATCAGGACGGCATGCTCCCCCTGGTGTCCACCATGCCTCTGCACAACCTGC
ACTTCCTGCTGTCCGAGTCCATCTACAGGCAGCAGCATGTCTGCTCCAACCTGGTCACCG
TCAAGGAGCTGCAAGGCCTGTCCGAGAC
>BJ005670 ID   BJ005670   standard; mRNA; EST; 241 BP.
CCCAACGTTCTTCTCTATTTAGAATCCTGGCAGCAAACATCTGNGGTTCTCTGCAGGGAT
CCGTCCTGTTCCTCACAGATGTTCCTCTGACCCAGGCTACCTTCCTCTACTCGTTCCCGT
AGCGTCACAGTGACTCTTCAGCTGTAGAACATCTCTGTTCTTAACATGGAAGCAGCACTC



TTCTATGTTACTCCTCCTCTTCTCACTCTCAAAGATCTTNCTAAACTCTTCCAGACCACC
T
>BJ005678 ID   BJ005678   standard; mRNA; EST; 635 BP.
GGCGCTCTCATGAACTCCTTGGGTTTTGCCCTGCAGGGCGTCCCCCTCCTGGCTGCTTCC
ATAGATCTGCGCTTCCATCCCAGATGGCGGGCGATCACCGTGGCGACCCTGCTGGTCGTG
GTGCTCACCGTTTACTTGCAGCGGACGGCGGGGCACAGAGGCAGGCAGGGGGGGCACCGC
CTTCAGGTGCAGGCGGGGGCAGAGGAAGCCTTCAGGAGGACCGCAGCGGGCCCCGCTCTG
CCACAGAGAAGTGAAAGGCCGTACAACTCCACGTATCCTCTGAGCCCTCCAGAGAGGACG
CCGCACGGCGTTCGCTATCGGATCGCCGTGATCGCAGACCTAGACACGGCATCACGGAGC
TCCAAGGATCAGACGTGGTTTAGCCACATGAAGAGAGGCTACCTGGCGGTCCTAGATGGC
GCCAGCGGGGTGGAGGTGGAGTGGGATGCCGACACCGTCACGCTGGAGAGTCAGCTGTCG
GAGAGAGGACGAGGGATGGAGCTGTCGGAGCTGCAGGTCTTCAACGGTCACCTGTACAGC
GTGGACGACCGCACCGGGGTGGTGTACCGGATAGAGGGCGGTCGGGCCATCCCCTGGGTC
ATCCTGGCCGACGGGGATGGGTCAGTCTCTAAAGG
>BJ005680 ID   BJ005680   standard; mRNA; EST; 463 BP.
GGGGCCATGGNGCGCTCTTTAGTAAGTCAGCAGAACTACCTGCCGTGGCTGAATAGCGGG
GGGAGCAGTCACGGGCTCTATGGCCACAACAATGTCAATTGTTCCTATAGGCCCTACCTA
CAGAGAAACATGGGCGCTCCACCCTTCTGTGACTGGCTAAAGCAAACCCTGCAAGATCCC
GGAGCTCGAGGGGTGGGGTCTGAACACAGCAGCAGGACTAACGGCAGCAACCCGGTACCA
GACAAAGGCTGCCGCTGGTCACCCTATCCCGTAACACCCGCCCCTCAGGCTGAAGCCCAC
CCACATGCTCTGGAGATCAGCCAAGGCCCCAAAACAAAGCAGGAAAAGACAGCAGAAACT
GGTGCCTTCATTTGCAGCAGACAGGAAAAATNTGGAGGAAGAAAAGTAAATTCTGCTCCC
AAAGATGAAAGTAAGGCCAGTGGTTTCCATAGAGAGGCTTCTG
>BJ005682 ID   BJ005682   standard; mRNA; EST; 473 BP.
AGGAATTCGGCACGAGGCAAAACGTCTAGAAGAAGAAGGCGCGCGGAGTTTTGACTGTTT
TCACTGAAATATTCCTGCGTGAGATAATTTCTGTCACGTCTCCGTGTTTTTGGCGCTAAG
TGACCCCGCGCGGATCCCGCAGCGACGGTTTGTGTCCGCGCGCCGGCGCGGTTCCCGCTT
CTTTGATCATTTGTAGCTTGTTAGCTTGCTGTCAGTGTTATTTTTTTTTAATTTAAACTT
TACTATTCAACACAAATATCGTTCCCGCTGTGGGTGACGTCATAACTCCTAATTATTTTT
TCCAGTTTTGAGTATAAACAACAGTTTTGACAGAACTAGTACATGACGAGAACCTTATTG
GAACTTCCGGAACCAGATGATGTCATCACACTGCTTACGGCTTTATGTGGATAACTTCAT
TTTAGAGTTTTGTAGCTGAACTGCGCTCTGAATGCCCGGGGTGTTTGTTTCGT
>BJ005690 ID   BJ005690   standard; mRNA; EST; 683 BP.
TTCGGCACGAGGCACCAGCAGGCAAAGAATTATGACCTTCAGGTGACCCTGCCAGGTCTG
ACCACACCCAAACAGACCGAACAAATTGGCCTTCTCCCAGGCGCTCCGCATTCTCTGCAC
GTGAAGGAAGAGACAGTGGCAGTGGAGAATGGGAGCCCCGCCATTCTTAATGTTGAAATT
CATGACGAGGCTGGAAACCTCACCGCCAACCCAAAACAGTTGGTCCGCTATCAGGTTGAG
GGGCTTAAACCGTTTGTGATTGACTGCAGCAAAACAGGAGCGGGCCAGGTTGTAACGAAG
CCCATTCAGCTGAACATAACGGGCGGAGAGCCGCAGATGCTTCAAGTGACCTTTCAGCTT
CTTCCGGAAAAAGTCCCGCCTGTCGTGATCAGGTTGAAAGTCGTACCCAGTAGCCGAGTC
GCGCAGATGGAGGTCTACTCTCAGAACGAGTGTTTGGTTCTGAAGAACGAGGAGAAAATC
AGCTGGCCAGCAGGAGGATTGCTGGAGAACCTGTGCTACAGGTTGTTTGATGAGCGCGGC
GTTGAGGTGCCGCTCACCGCTAAGATCACCTCCAAGATAAAGGTTAACTGGACACGAGAC
ACAAATATTAAGGATTTGGTTCTCGGGAAGCTGCCGGAAATCCCGGTGCCCACTCAGCTG
CAGGAGGAGCGCTTCTGTCAGGT
>BJ005708 ID   BJ005708   standard; mRNA; EST; 435 BP.
AGGAATTCGGCACGAGGGGAGGTCCTGCCTACCCCCCCATGCTCCCTGACAGTCCAGGAG
AAACCTGCGTGGACTTCTATCCGTGGACTTTAGTTTTTCCCCTTAGAAGGAGGCTCTGAG
CGGCGCTTTTCCCCGGACTCATCTCCACACGGTAGCTGGAGTTGTCCTCCTGCAGGAGAT
CCTATACATCCAGCTTGAGGACATTTTGGCTGCGATCCACCTCCCTCCCCTCCCCCATCA
TCTTCCCCCTCCTCCACCCCCTCTGGCTGGCATTGAGGCGAATGTGAGCGACCCTCCTCA
TCGTGATGAGCAGTCCCCAGTTCCACCCTCACCGCGGGGTGTGCCAGAAGGACGTCCGTC
ACAATGTCGTCATGGTAACAGAGTCCTACGTCCAGCCAGTTCACAAACCCTACATCACCG
TGTGTCAGGGATGCG
>BJ005710 ID   BJ005710   standard; mRNA; EST; 530 BP.
GGGGATGTGGGTACTGGTTTGGTTCTGTGGGGGCTGTGAGACCACGACTTGTCTAGGAGT
CACACTCAGGCTTGAGGGAGGCTGGATTGAAACCGATGGAGAGGGGGAGGTTAAATACTG
CGCTCCAACCAAACCCAGTGACTGGGTAGGGACAGGTGATGGTGCAGTGGCAGGGATCTG
TGTTTGTAGGGCAGTTTGAGCCACAGCCTGGGGCAGAGCAGGTGAAGTAGCAACCACTGG
GGTTTGAACAGAGGCAGAAACTGGGCTGTGGGCGGAGCTTAAAATTTGTGATGGGCTTGA
CATGTGTGTAGGAGCGGGCAGTGGTGCCGTCATTTGTGTTTGGGCCATGGAGGATGGAGT
TGTGTGGACCTGTGCTTGGACTTGGGTGGGTATCTGGGTCTGGGCGGGGACAGGTTTTGC
AGGAGCAGCAGTTGGGGAAGGGGCAGCAGAGGAGGACGGGGGCATAGGCGTGAAGAGGAA
GCGCTGCACCTGACCATTGGGCATGGCGGCCTGCATTAACTGCTGACCAG



>BJ005724 ID   BJ005724   standard; mRNA; EST; 628 BP.
GCGTCGGCGGTCGCCATGGGNACGCTCCTCCAAANACAAGCGGGACATCTACTATCGTCT
GGCCAAAGAGGAAGGATGGAGAGCCAGGAGTGCCTTCAAGCTGCTGCAGCTGGACCAGGA
GTTCAACCTGTTCACAGGCGTCAGCAGAGCGGTGGATCTGTGCGCGGCGCCCGGCAGCTG
GAGTCAGGTTCTCAGCCGCAAACTCAGGTGTCCTCAGGTGCTCAGCCTCACTGCTGCCCT
CTGAAGGAGTAGTTCTGTAAAGAGCCCTTCTCTGGCAGGGGGGACGAGGGGGCTAAGGAG
GTGAAGATTGTGGCGGTGGACCTGCAGGCCATGGCTCCTTTACCAGGAGTCACCCAGATT
CAGGGAGACATCACAAAGGTGAGGAGGCTGCAGGAGTTTCTGCTGTGGGAGGATCTTGGT
TTAGTCCTCCTCACATCCGTTCCAGGTATCCACAGCTCAGGAGATCATCCGTCATTTTGA
GGGCCAGGCGGCCGACCTGGTGGTGTGCGACGGAGCTCCCGATGTAACAGGGCTGCATGA
TGTGGACGAGTATATCCAGGCTCAGCTTCTGCTTGCAGCTCTGAACATCACCACCCATGT
CCTGAAACCAGGGGGGACATTCGTAGCC
>BJ005757 ID   BJ005757   standard; mRNA; EST; 459 BP.
TCTTTGGGGTGTATGTTCTTCGCGTTCCTGATGGGGCGCCCTCCCTTTGACACGGACACG
GTGAAGCACACCTTGTCTAAAGTTGTTCTCGGGGATTATGAGATGCCCACTCATGTCTCT
GTTGAGGCTCAGGATTTGATTGATCAGTTGCTGCAGAAAGACCCCGCCCACAGGCCCAGC
CTGTCAGCAGTACTGGACCATCCGTTCATGACCAAGAGCCTGCTGGTCAGGACCAAAGAG
CTGGGAGTGGGAGATGAAGGGTCCATAGACAGTGGCATCGCCACCATCTCCACAGCCTCT
ACTTCCACCAGCAGCGGCACACGTCTCCAGAGGCGAACCAAACACATGATTGCGTCGACT
CTTCCGAATCGCATGGCGCCCATCCCGAGTCTTGCCCGCCAACCAAACGTCTTAGAGGGG
GGAGACGAGTGGCATCAACAACACTCCCTGGACACATTT
>BJ005758 ID   BJ005758   standard; mRNA; EST; 689 BP.
GCCTCCGTGAAGTGGACAGCTACTCTCTCCCAGGNAAGACCTGGCATTGAGAGCAGCAGC
GCCACCCGGGTGACTGTCCTCCTCTTGCTAAAGTCATGTGACCTGCTTTGCATGGGAACA
GAAGGTGGCGGCGTTTACGTCCTGGAGTTGCCCCGCCTCTCGTTAAAGGAGAACCAGACG
CTGCTGCAGGATCATGTCACTCAAAGCCTGCCAGATGATTACAGATGTGGGAAATCCTTA
GGGCCAGTCGAGTCTCTTCAGGAACACCCTCAGCAGGCAGGCAAGATTCTGATCGGCTAC
AGCCGCGGCTTGGTGGTCCTCTGGGACCTGAGTTCCCGTCACGCCGACCAGCTGTTCCTC
GGAAAGCAGCAGCTGGAGAGCCTGGTCTGGGAGCGTTCTGGAAACTTATTTGTCAGTTCC
CACAACGATGGGGGCTATTCGGTGTGGGCCGTTACAAACGGAAACATTTACAACCACCAG
CCGGTGTCCTCTACTATTCCCTACGGTCCTTTTCCCTGCAAAGCCATCACAAAGATCCTG
TGGAGGACGACACAGTTGAGTTCCCCGGTGATCTTATATAGTGGAGGAATGCCACGAGCC
AGCTATGGAGACCGTCACTGTCTAACCATCCAGCAGGACAAAGAGCATGTCACTCTGGAC
TTCACATCTCGAGTGATCGATTTCTTTAC
>BJ005786 ID   BJ005786   standard; mRNA; EST; 602 BP.
GCGAGTATGCCGTCCATGTGCTCTGCAGCAACGAGGACATCCAGCACTCCCCTTTCATGG
CTGAGATTGTCAACCCACCAGAGAAGGACTTCTACCCCGACAAGGTGAAAGCGTACGGTC
CCGGGCTGCAGAGCAGCGGGCTGGCTGTTGGAAAGCTCACAGAGTTCACGGTTGATGCCA
AGCAAGGAGGCAAGGCCCCCCTCAAGATTTTATCTCAGGATGCAGAAGGAAACCCTGTAG
ACGTCCAGGTTAAGGATAATGGAAACGGCACATACACCTGCACCTACACGCCAGCCAAAC
CTGTGAAGCACACGGTCATGGTGTCCTGGGGAGGAGTCAACATCCCTGACAGTCCATTCA
GGATGAACATTGGCGCTGGCTGTCATCCCAACAAAGTGAAGGTGTCTGGACCTGGAGTGG
CCAAAACGGGCCTGAAAGCCTTTGAGCCAACTTACTTCACAGTGGATTGCACAGAAGCTG
GGCAAGGTGACATCAGTATAGGAATCAAGTGTGCTCCCGGCGTTGTTGGACCCGCAGAGG
CGGACATCGACTTTGACATCATCAGAAACGACAACGACACGTTTACTGTCAAATACACTC
CA
>BJ005792 ID   BJ005792   standard; mRNA; EST; 583 BP.
GCTTTGCTCCTCTCAGGNAGNACACCCTGTTTCAGATGGCCGAGGTGCACCGGCAGATCC
AGGTGCAGCTGGAAGACGTGCTCAAGCTGTTCCATTCTGAGATGCTCACCCAGCTGGAGC
AGAAGCTGGAACTGGACATCAAATATCTCACTGTAAGTTCATTATCAGTGCATTCTTACC
AGTTATATTCACTCTGTTACATTTACTAGAACAGGGGTCTGCAACCTGTAACACAAAAAA
AGGCCATTTGGTCCAGTTTCTTACTGACCAAAACCCAACAAGAGCTGCAAAGTCCCACTT
TCCATTTAGGAAAAAACATGTTGTTTCTTCATAAGGTGAGATGAGATAATCCTTTTATTC
AACCTGCAATGAAGAAATGCCAATGTTGCAACAGCAGTACAGATAGAAAGGTAGAAAAGA
GCAGGATTGTATGTGCAGGTCAAAAAGATTAAACCTGTTACGTATTTACAAATACTTGCA
ATGCAAGTAATAATTTTTGTATTTATTTATTAAAAATAGAGGAAAGCTCTACATGCACAG
GTTTGTAGCCTTAGCTAATTTTCATCCTTTGTCCCGCTGACCA
>BJ005796 ID   BJ005796   standard; mRNA; EST; 671 BP.
GGGGAGGTGAGGAGGAATCGAGGCCTGCTGCCAATGAGCTGGTGTTCCAGGTCCAAGCTC
CACCTCTGGGCTACACCACTTACTCGGTGTCTAGTCTGCAGGGCAGGCCTTCATCAGCAG
CCTCCCCAAAGAGAGGTGCCCCCACATCCATCCAGAACAAGGTTGTTACCCAGTTTTATT
AAAAGTTCCTTTGGGTGTTTTCTCATTTTGGAGGATACAAGATTCTTTTAATTAAAAATC
ATTTAAAAAATCCGGGTTTCCCTTTGTTTGTGTTTTGCTTGTTTGTGTGTTGCAGTTCCT
GCAGGTGAACTTTGACCCAGACACTGGCCTCATCAGTGGCCTTAGCAACCTGGAAACCAA



ACAGAGCATCAATCTGACTCAGAACTTCTACTGGTTAGTGGTTCACAAAGAAAGGCTCTG
CTTTTTAGCTCAATTCTGCACACTTGCATATGATTGGTCCGTGTGCTTAGGTACAACGCC
AGTGACGGTAAAAACTCTGAGAGCAAGCAGCCGTCTGGGGCCTACATCTTCAGGCCCAAC
TCTACCGTACCTTTCGTCATCAGTCGTGTAGCACAGACTGAGACCATTCAGGTAGAGGGC
AAGCTCAGTTGCTCTTCTTGACCCTTTGTGCTTTCATCTTTCACATTTTCCTTCTGCATT
CCTCTGGAACC
>BJ005798 ID   BJ005798   standard; mRNA; EST; 581 BP.
GCCGGCAGTGGCGGACAGGAACCCGGGGGCGACGGCACCATCCTGGAGGCGCTGTCTTTT
CCGGAGCAGCAGGCTGACGGGGGTCTCGGTGTGCAGAGTCCCGGTCCGGAGCTGCTGGTG
TGTCTGTTCTGCTCAGAGTCGGCCCCCCTGCCGCAGAAAGACTCGCTCCTCAAACATCTG
CTGCTGGAGCACAAGCTGGTCATCGCTGACGTCCGCCTCATCGCAAACCTCCCAAAGTAC
ATGCTGTACTGGAAGGGGCGATTTCTGGAGCAGCCCGTTGCAGATTTCTGCAGCGTCATC
AAAACCAACTCGGCAGGGCCGGCTGACAAACAGGAAGAGTACTTCCTGCTGTGCGACGTG
CTTCCGGAGGACCGAACCCTCAGAGAGAAGCTGCAGCAGAAGCGTCTGGAGGAGGTGCTG
GAACAGCAGCAGAAGGAGAGAAATGACTGCAGCTTCCATCGTGTCTGCATGTTCTGCAGT
GAGGAGTTCTCTGGAAACAGGTCTTCTCTGCTGAACCACATGGCTCGAGAACATTCCTTC
AGTATCGGACTTCCGGACAACATCGTGTTCTGCAGCGAGTT
>BJ005803 ID   BJ005803   standard; mRNA; EST; 454 BP.
ACGGGATCCGGCGGCATGCCTCACTGCTGACGTTTTCTCATGTGAAACCCGAACCCAGGC
TGCTGTCAGGAGCCTTTATGTCTCTTTTCGGTCGCGGTTGGGTTGGGAAATGCCTGCAGG
AGAGCGTCCTCGTCGTGTGGACGCCGTGCGCTCGATGCTGTGCCTCATCATAGCTGGTCT
CCAGTGCGTCTCTGCGTCTGAAGGTTGCGTGCACAGCGTAGGAAATCAAGAGAGCAGGAG
CATCTTTGAGCAAATTGAGAGTTATGAGATCACTTATCCCACTTGGCAGCATCCTTTCAG
GCACAGGAGGTCTGCCAGCAAGGAGCACCCAGCAGAGATCCAGGTTGTGGTCACTGCANA
GAGTCAGAATCTCACCTTACATCTGAAGAAAAATGAGCAGCTGTTGGCCCCTGGATATCA
GGAAATATGGNACAACCCTAATGGAGCTCGACAG
>BJ005818 ID   BJ005818   standard; mRNA; EST; 653 BP.
GCAACGCTCTTGNTAGAAGAAAGGCCCTTTAAATCCTGTCGTGGATCTTTACATAACTCA
GCTGGGTGGAAATTGAAGGGAAGCACCCCAGAGAGAGGACTTGACTGTTTGGCGGCGCAG
AGTCTGAGTCTCGCGGGGAAACCAAAAGAGATACTGGAACAGGATTTGTAAAAGATAAGG
AGCGCCTTTGCGCAGAGCAGTGTTCCTAGGCCATCAATCTTTCCTCCCCTCATTGGCAGC
CCAACAGTGACCTCTGACCAGAAAAGTGAAACGAGAGAAAGGGGAAACAGTCATTTTAAA
AAGGCCTGAGGGTATTAAGCTGCCTGCGTCATGGCAGCCATTGATCTGGAGCTTGGGCTA
GAGCTCAGCGGCCGCAGGTGGGGGCAGGAGAGGCCAGAGATGTTGGATAGTTTCGACCTG
GAGATGCAGGAGTGGGAGGATCAGCTGCAGGACATTCAGAGAAAAATCGAAGAGCTCTAC
AATGAAGTCCAGACCCGCAGAGGAGTTAATGACATCAACGACAACCAGAAAAATGGCGTC
CCATTAGAATGTGGGGCAGGGCACCAAGACAAAGGACTTTATCTGACGGATCACCGCAGT
AAAAATCACCCAGAAGACATTATCCTGACACACTTCGAAAGCGACAGCTGTAA
>BJ005821 ID   BJ005821   standard; mRNA; EST; 434 BP.
GACCCCACAAGAGCTCTGAAGAGAAACGGGGACCCCCCATNAGAGCAGGTCGGAAGGAGC
TCGCGTCGTCTTCAACCACCAGAAGCTTTTCTTCCCCCTCCCTTCATGAAAGAGACCCAG
NCAAGGCGTCTCGCATCAACGAACACAGAGCAAAGCCAGGCTTGACCTCAGCTGCTGCAA
GTAAAGGTCCTGCANGAACGCCATCGTCTNAGGTCTCTAAACCCCCAGAACCCAAACCCC
CATCCAGTCAGAAATCCGGCTCCTCCAGCGACCTCGGCTTCAGGAAGGGGAACCCATCCC
TGCTTCAGAAAGGAGGAAGCCGACCGTCTAGTGCAGCTGGTGTAGGTCCAAAGCCTCAGC
CCGGGAGCTCCCAGCAGATCAGAACCTCTCAGGGTGGACCCGCTAAGCCGGGACCAGCAG
GCCGACCCATAAAA
>BJ005828 ID   BJ005828   standard; mRNA; EST; 293 BP.
GCACGTTTTTAAGCTGTGCCACATTGTGTAGCACAGCACATGCCAGCACGATTTGGCACA
CACTGTCACTTTCACGTGTTTCTTCCATCTGCCGACGGTGTCGCCATTTCTCATTTCACC
CGTTTTTGTGCGTACGCCTGGGTCAGAGCTTGCGTGGAGGACCGCACATTTTCCCGTCAA
GTTTGCTTTTTATAAATCTCAACTATTGCGTAGAGAGTGGCGTACGCCTTCTTTTGTGCG
TACGCAACGTTTATAAATGAGGCCCCAGGTGAGTGTCAGAACAGGATATTCCT
>BJ005838 ID   BJ005838   standard; mRNA; EST; 553 BP.
GCCAGAACCTCCGCAGGTACATGGACTCTAGAGATGATGGCCAGATGCTTGGAAGGAAGA
GCAACTTAAAGAGTCCCAGCAGTTACTGCAAACCATTTGACGTGGATGAGAAAGGGGTCC
CCATCGCTCCCTGTGGCGCCGTGGCCAACAGCATGTTTAACGGTAACCCAGCACATCAAA
CGCCGTTAGGCTGCGTTCACACCGGGCTCAGACACGTGCCTTAAAGCCGCCACTTCCAAA
GAAAAGTCGATGGATGTCCCTGAATGCATCGCTACACAAGTTTTTAAGTCCGTCTTTGGG
GCTCTTCGTATAAAATGTGCAGCCATTGAACGTGTAATAAGATGACCAATCAGGGGCTCC
CATTTGGTAGTGAGGTCTGGGTAGTGTCCTTTTTAAAACATAATGGTGCAAACTGTTTGA
CAATTGATCATGGAGGACAAATGAATAACTGCGGTTTGAGCCCGGCTGGTAAGTCTTTTA
TAAATCTGAATAAAACTGTGACAAAAAGACCTGAAGCAAGAATCACCAGATTTGAACCAT
TTTTAACATTTTA



>BJ005848 ID   BJ005848   standard; mRNA; EST; 648 BP.
GACCGGACCTGCAGCAGCCATGGGGCCGCCTCGCTCAAAGAAACGCCGCCCGACATTTCG
GCGCCTGTTGAAGACGAGCGGTGTGAAGCTGGAGAACAAGATGAAGAACCGGGAAATGAA
GCAGCAGAACGTCGCCAAGAAGCAGCGCAAAGAGCAGAAGAGGCTGCGGCAGGCGGTGAA
GGGCGTGTCCATCCAGACGCCCCGCCCCTTGGAGACGTACAGGAAGAGACCTGAGGAGGA
AGAGGAGGATGAGGAGTTCCTGGAGAGCCTTCCCACTGACATGATGGAGGAAGACGACCT
GCAGCAGATGACCGTCATGGCTCGCCAAGCGTCCTTCGTCACCAGAGACCTGTCGTCAAG
CGAGCCGGTGCACGGCGCCAAGAAGAGGAAGTCCGACGTGGTGCGTGGCTACGAGAAGGT
TCCCAGGAAGATGGCGAGGACGGAGGAGAAGGAGGTCATCCACCTCCTGCCCATCAAAGA
CCGCAGCGGCGTGATCCCTCAGAGCGTGGAGAAAGTTAGAAACCAGCCAGAGGAGGAAGA
GGAGGAGGAAGAGGAGGCTGCAGACCAGCAACCGGAGCAGGAGGAGGAGGAAGAGGAGGA
GGCTGAGGGGGCGGCGGTGAGCTGCATCTCACTGACGGCGGAAGAGAG
>BJ005849 ID   BJ005849   standard; mRNA; EST; 700 BP.
GGTGCAGCGCAGGGGCCCCGTCAGCCCCCTACAACGTGACTGTCGGACATTACAACGCCG
TGCTCGGCTGTGGGGGCAGTTTGTATGACTGCGGCTGTCACAGTTACCTTTCGCCCCGCG
TTTGTCCCACAACCAGGATCTGACAAATGATAACGAGGGGCCCGTCTGCCACGGAGAGAC
CCACATTTTCCACGGAGATATATAAGCTGAAGATGTTTTACATATTAATGTAAAATATTT
TGTGTGAAACTTTCAGCCAAAATAAGATCAAAGCTGAACCATTTAAGACATTTCTGTTGC
AAATTATTTTAGTTTTTGCCAATTTTGAAGTTCTTTTTTTGTCAAATTTGAACAAAGTTT
AATGCCTCCTCATTTTTTTATTGAAAAAAATAAGCTACCAGATACTTTGGCAGATAATGG
CACAGCTGATCAGACACTACCAGTTTAGGAGCTGCAGCTTATCAACGGCAGCAATCAAGG
GTTAATGGATGAAGTGACATCTGACCTGACAACGCTGTTGTATCAAACTGAGCTCATTAT
TGTCCCACTCTCAACCCTACTGATAAGGCCAGAGAGTCCCGAAGCTTTGCTTGGTAAACA
GTCCAGCAGACAGAGCGGCTCTTCTTCGCTCACAAACTTTCAATCAAACGTGTCGGTAAA
AGTCCCCTTCGCTCCAACGAGGAACGGATTTACAGCTGAG
>BJ005855 ID   BJ005855   standard; mRNA; EST; 624 BP.
GGGAAATAAAGAATACTGCTGGGCATAGAAGAATAAAAAGAACTCCCAAGNATGAGCTGG
TTCAAGATTGGACAACCAAAAAAGCAGATTGTCTCTAAAACTGTTGAAAGAGATTTTGAA
CGAGAGTATGATAAGCTACAAAAGCTGGAGGACCAGACAAAAAAGCTCCACAAAGACATG
AAGAAAAGCACAGAAGCCGATTTAGCCATGTCCAAAGCTGCTGTGAAGATCTCTGTGGAT
CTGCTGAGTAACCCGCTGTGTGAACAGGACCAGGCATTCCTGGAGGCCATGAGTGCTTTG
GATACAGCCATGAAAAGAATGGATTCCTTTAACCAGGAGAAGGTCACCCAAATTCAGAAG
ACTGTTATTGAGCCTCTGAAAAAGTACAGCGGCGTCTTCCCCAGCCTCAACATGGCGGTG
AAACGTCGGGAGCAGGCCCTGCAGGACTACAAGCGTTTGCAATCTAAAGTGGAGAAATAT
GAAGAGAAGGACAAAACCGGGCCCGTCATGGTGAAGCTGCATCAGGCAAAAGAAGAGCTC
CGACCAGTCAAGGAAGACTTTGAGGCGAAGAACAAGCAGCTGCTGGACGAGATGCCCAAG
TTCTACCAGAGCCGGATCGACTAC
>BJ005874 ID   BJ005874   standard; mRNA; EST; 234 BP.
AAGACAACAAGGCAGGAGGAGATTGAGGAGGCACAAATGCACAGNAACGGGAGGAGGACG
GTGAAATGGCAGAAGACAGGGAACCACAACTTGAAACTCTGGGACCTCCGAAACTTGATG
CGCCTCTATCTGAGATTCCTCCAGAACTTGCAACTCCAGAGCCTACCTCTGCTCCTCCGT
CTCCTGCCTCATCCTCCTCTCCTTCTCATTCCCCCCTTCCTCCTCTCTCGCTNC
>BJ005886 ID   BJ005886   standard; mRNA; EST; 604 BP.
CCGCCGCCGCACAGCAGTGAGGGAATCTTCTACTCCTCACACTTCAGCCAAACAAATCAG
AGCTCAAAANACTTTCCCACTCTTTATTCTAAACCCTTCTTCTCCAACTTTTCTGTGCTG
ATCCCTGAGCTCAACATGAAGTTTTTCACATCATGGTTTCCAACGCGGGCAATCGGCGAG
NAACCGGGGGGAAGNAAGAAGAAGAAGTCAGGAAGGAGGCAAAAGTATCCTAACTGGATT
TGCTTTGTCTCTCTCTGTCTCCCCCACCCCGCCTCAGCCGTCTGGTGCTCCGGTGGAAAA
TGACCCTCTGGGCGCGCTGCCTCCCGGATGGGAGAAGCGTCAGGACAACGGCAGAGTCTA
CTTTGTCAACCACAACACACGGACGACTCAGTGGGATGATCCTCGGACCCAAGGGATGAT
CAAGGAGCACCCCCTGCCCCCGGGCTGGGAGATGAAGTACACCGCGGAGGGAGTACGATA
TTTTGTGGACCACAACTCCCGTACCACCACCTTTAAAGACCCCAGACCCGGGTTTGAGCC
AGGGTCACGGCAGGGCGGCTCACCCGGAGCATACGATCGCAGCTTTAGGTGGAAATACCA
CCAG
>BJ005907 ID   BJ005907   standard; mRNA; EST; 373 BP.
GGGTTGAAGTGCTGAAATGATATTGATGTGTTGTGGAAAAGTTTCTTCCCTTTTCTGTGG
CGTGTTTTTGGTAAAAGATGCTCTAATAGATTGTAAAACTGTGCCTTTCTGTTTTGTTTT
CTCTCTTTCTGGACCCTTAATTGTATGTGGTTCACATTCTGGGTAAGTTATGTCAACATA
TGCCGATGCACGGATTATAAAACGATTATAAGGCTGCAAATAAGATTCTAGGGCTCATTT
CACGACTTTTAAAGGNNNATAAAGGAAGAATGGTGGACCTGCAATGATGCTTTCCTCTGG
AAGGACTNTNTAGACCCACANNGANGAANAACTCTNNCTTNNCTGGNAAGGANAGNCNNC
CNCANNNNNNNNN
>BJ005920 ID   BJ005920   standard; mRNA; EST; 379 BP.
CCACCATGNCACGCTTCACCATGGNATAATCTTCCTCCTCCTNTGCTTCCTCATCTGCGC



TGGTGCCAAACGCCATAATGGCCAAGNAAAAGCGCATCAAACCACATCAGCCTCTGCCGA
CATCTCAACCAGCTAAGAAGCCCAGAAGCCGCTCAGTCCTCAGCTCCGGNAGAGTTTACT
ACCAAGGNAAGGGCACAGCCTGCACTTGGCAGACCTCCGGTGAGGGTTTGGTGAGCCTGA
TGGTCAACTGCAGCATTGAAGCTACAGGAAACGAGGCCAGGTATTGGTGCCGCTATGTTG
GTAAACCCGACCTGTGCCAGGCCTATGGGAGTGAAGTCCAGCCAGTACTGGAAGGCAACT
GGTGGGAAAGCTGAAGAAA
>BJ005927 ID   BJ005927   standard; mRNA; EST; 337 BP.
CGTATAAATCGAGAGGGGCGAGAGGTAAAGGTCAAGACACCAGCCCAAACTGAGCCCAGC
CCCAGTGTCAAACGTCAGGCGACAGCCCTGCACACAGACGCTATGGATCGCTCATCCTCA
GCCTCCAGCCTGATGTCCAGCAGCAATGTCACCAACAAAACCGACCCGCGCTCGCTCAAC
TCGCGGGTCTTTATCGGCAACCTCAACACGCTGCTGGTCACCAAAACGGACGTGGAGGCC
ATCTTCTCCAAATACGGCAAAATCGTAGGCTGCTCTGTCCACAAGGGCTATGCGTTCGTT
CAGTACGCCAACGAGAGAAACGCCCGGGCGGCGGTCG
>BJ005933 ID   BJ005933   standard; mRNA; EST; 183 BP.
TGGAAAACGAGATGCGTCCCAAGGAGTAAATAAGGCACCCAGGNAGGATAAGGCTGACGC
TGTTTTTACCTAATCGTCTCCAGACTACATTACCCATGGATNCAGTGGACACACCTGCTC
ACTGCTAAGTTCAGGAGCTACCAGTCAGGNGTTAGGACACAAAGGACCAGTGACACACAT
NAG
>BJ005939 ID   BJ005939   standard; mRNA; EST; 552 BP.
AGCTGTTTGACATTGGCTTCACAGTTAACGTGCATAGCAGGGGTGGTTCTCTGTGTGGCC
ATAGGGTTTCTGACCCTGCAGAGAAAGTTTTACGTTTGCTTCAGCAGGCTGATGCGCTAC
GCCCTCCTCTCTGTGCTCCTTCTGTGGATCGCGGAGCTGCTGTTTCTTTCCAGCAGCTGT
GATCAGCTTCTCTGTGGGGTAAAATGGAAAGGTGCGGGCGCCAGAAGTGAGGTAAACAAA
CAGATCAGGCTGTACGAGCAGCAGCGGCTCCCCCTCCCCACCGTCCTAATAACCACCCTC
CCCGGATCGGGGGCGGAATTACTGAAGCACCTTTTCTATAATACCTCGGACTTTGTTTAC
ATAAGGGTTCCCACGGAACACGTGGAAGTTCCCGAGACCGAGTTTGAGTTTGACTCTCTG
GTTGATGCCTGTGAGTGGTCGAGGGCTGACGCCGTAAACGGGCGGTTTAAAATGATCCAG
GGCTGGCTCCAGTCGCTGGTGCACGACACTAAGCTGCACTTACAAAACATTCAGCTGGCA
GAGGGCAGCCGG
>BJ005970 ID   BJ005970   standard; mRNA; EST; 501 BP.
TTTTTTNCGTGNAACATTTTTTCTCTCTCCTAAAAACAGNGTTTCTAGNGGCTGTGACAG
NAAGTCAAGNAATGGAAGATTTTCATAACGGAAACGAGGTTTGCTCCTGAAAAGGAATAA
ATTGTTGTTTGTAAAGTTAAGATAGCACCAAGCTAACAAGTTGGATTGTTATCAACGCTC
GTTACTCCTAAGTTATCACAAAAAGACACGTATCAGTACTTCTATTTTATGAATATTTTT
TGCAAAAAAAAAGAATCGAAAGTATTTCCTTCTTTGTGTTTAAGAATTATTTTTTTTATT
ATTGTTTTAAAATCCAGGGCTCTTTTAACTCCGAGGAAACTGATGGAATCGTCAAAGAGT
GCATCGAGAACGTGGTGGGAGGCGACGACTACAGCGCCAATTTGGTGAACAAATGGACGG
CCGGCATCGTGGAGCGCTGCCTCACCCAGCTGGTCAAACAGGGGAAGCCGTACAAGTATA
TCGTGACGTGCGCTGTGATGC
>BJ005972 ID   BJ005972   standard; mRNA; EST; 576 BP.
GGTTTGGCTCTGCCGGCCGCCGTACGGGACTCTTTCAGCCCGTCATGGTTCTGGNNNAAG
AAAAGTTCGGCCCGGGTGGAGGCGGGTCAGCGCCGGGTTCTGGATGAAGCCACCCGGCAG
AGGAGGCTGACCCGGCAGCTGGAGGCTCTGGAGAAGGACAACTTCCAGGACGACCCTCTG
TCCTCCCTCCCTCCTCCGGGTCCGACCGCCCGCCTGCCGGCCTTCAGTGAGACAGAGGAA
CCCGGTAAGTGTTCTGGTTGGTTCTGAACGGGTCCGTCTGCTGGTGTCAGCTGAGCTTGT
GTGTGATCCAGAGAAGAAGAGGAGGAAGACGAGGGGAGACCACTTCAAGCAGCGCTTCAG
GAAGAACTTCACGGCCCTGCTGGAGGAGGAGAATTTGTCGGAGAGGCCGGAGCCTAACTA
CCTGTCTGCTGCGGCCCCGCCTTCCTCGCTGCCCCCCCGTCACTTTTGCTGCGTGTGCGG
GTTCCCCTCCCACTACACCTGCAGCACCTGCGGGGGGCGGTACTGCAGCTGCAAGTGTCT
GAGCACGCACAGAGAAACCAGGTGTCTGAAGTGGAC
>BJ005974 ID   BJ005974   standard; mRNA; EST; 566 BP.
GCTGTCTGTGACCCAATCAGGTGGTCCATAAGNAACCTGCTGCTGGNATATCAACGGTTT
TATATGCTCTATCACGGGATCTGCATGTGGATTATGTGTAGAGCGGGTTGCCAGCTGTGA
ACCAAGATGGAGGAAGCCGCCTCTGACATTTTTCTTGTGTGTGTTTAAGAAATGTATCTT
TTTCTTTTTTTTAGTAACTGGGCATCAGTTACTGAATGTTGAGTAACTGAACATTCAGCT
GAATGTGGTGGTTTCAGAGCACATCAGGAAAAACAAAGTATTGATTTTTTTAAGGAATAC
TGGAATGTGACACTGCTCTCTCTCACAAGCTGCATGAATGAAAACAGCAATTCTATCTGT
GCTCTCTGTCAGTGTTGTCCTGTAGTCTGTGGAAAGACGTTCATCCACAGCCCGTGCTGC
TTTAAAGCAAGGACTTTCAAAAGATAGTTTACACTACTCTATGTTTTAATCCCAACTTTC
GAGCGACACATTTTAGATGTTGCAGGTGAAAGCCCCAAATCCGAGGCACATCTGAAGATC
CAAGGAGCTCCTCGCCTGGTGGGAAA
>BJ005985 ID   BJ005985   standard; mRNA; EST; 327 BP.
GGGTTTCTGCTCCTCANCAAGTTGCAGCGCACCTCTCGCGGCGAGTAAATTCTGCGGCAT
GACTTCGGTTGGCATAATATATGAGCGTTGCTGCCTTTTTCCCTGAAGTATTACCTCTTT



ACACGCAAAGGCAAACTCAAGGGGTTTCATGCTGTAGCAGGTGTCAGACGTTGGCTCCTC
GCAGGTCAGGTTGAAAGCTCTGNGGCAACTTGACGGATGATATAACACAGTCCGGGATGT
TCAACCCACACATCCATCAACAGCAGCAGCAGCAGCAACAGCTTCAGCAACACTTGCGGC
ATTTACACCAACTTTTCCAACAGCAAC
>BJ005997 ID   BJ005997   standard; mRNA; EST; 569 BP.
CAAGTTTTACGACAANNACTTTGTCGTATTTGTGTACCTCATTGTTAACATATATCAAAA
GGAAACAAGGAGAAACATATCTGCAAGTTTAAACAATTTGATTATCCTGCTGCTAAATGT
AATGGAAATAGTCTTATCAACTGGTCTTTAGGATTAATCTGCTTTAAAACCCTCATTGCA
CGTCATTCCTGTCTGAATCCCTCCTGGATCATTTGATGCTCTGTATTAATCGTGGATGTT
GACACTGCAGTTTGATGGAATTAGTGAGGAGCTCACGGCAGCATTTTTCATTGCAATAGA
CTGATCTCCATGTGATCGGGTTTAGTGGTTGTCTTTTTAGAAAAAAGGTTTGCATGGCGA
GTAGACAATAATCCACGTGTTCTGAAACGGCTGTTTTTGATGATGACTGCATCCCTCCTT
CACCCTCCGCAGCCACGCCTCCCTCCACCATCCCACCGATGCTAAATATAGCTGCTGCAG
GCAGAGGAAGCAGACACCATACTCGCCTCTCTGCGTGCATTCCTGTTCTCACAACCATCA
ACACAAAAATGTGCTTATTTTCTGTAGAA
>BJ006001 ID   BJ006001   standard; mRNA; EST; 423 BP.
TTTNCTTTGCACATNCCTTNACTTTNAAAAAAAAGNAAGCAACNAATGTNCTGTNCCAAA
CAGTNCAGNCAGGNACGTCGTTCAGGTNCTNAGCAGTGGTGGCCGTGCGTCAGGNATCAG
GCCCTCCATGTCATNCAGGNATTCTNCCTCAAAAGTNCATCCAGCAGCCTGGGNATGTCA
GGCGGTTTTCAAAGGTGGCCTCTATCCGTAGGGTNCAGGGTGGNATTCAGCTCCCAGCCT
NCTGCTTTATGGCGGAAGTAGTGGTTTTGGGCATGAGGCCTCTGGTGGGTTATGGGTGCC
CGGCTTCTGGTGCTGGCTTTGGTTCTGGCGCTGGTGCTGGTTTTGGTTTCCGGGCTTTGG
TTTTGGTTTCCGGCTTCTGGTGCTGGTTTTGGTGGCCGGTGGTGGCCCGGTGGTGGCTGG
TGG
>BJ006011 ID   BJ006011   standard; mRNA; EST; 529 BP.
AGTTAGCGGCAAGCTTTGCTGGNACAGGTATGGACTTTAAGCTGTTTCAGCACTCTGCTG
CAGAGAGCTGGACAAACGCAGGGCGTCTCATATAGACCAAGCAGCAAGCAGGACACTCTC
AGGAGGTTGGTTGCAAGAATAATTTCCACCATTGGCCCCCAAACCTCCCCAGTTCTGGCT
CTGTCCGGCCACAGACGGAGAAGGAGGGACCTGTCGCTGCAAACAGCTGAACCTATCAGC
CCCAACCTCAGAACCACCCGCCGTGCCCTTGAAGACATGGCTTCTCCGTTGTCCAGCATT
GACTCCCCCCTCCTTAGGGTTAAAAGGCTTGAGGAGGGGGATGAAGAAGATAAAAAGCTC
CCCCCTTATGGGGCCACACTTCAGAGGATTAAACGCATTGACACCTTGGCTGCATCTGAA
GAAACAAACCATGTAAGTCGACGCCACCGAAGAGCTGCTGTGAACTACAACTCAAAACTA
CAGATGGATCAGATTCTTGAGTACATGAGGGGTTAAGGGGAAGAAGGGG
>BJ006014 ID   BJ006014   standard; mRNA; EST; 511 BP.
TCAAACCAGGTGTTTCATCTCTTCAACAACTGAGCTTTATCAGCAGCTCCCAACGAAGTA
ACAGATTTTTGTCAGATAACTTCTGCAAAATTCAGTATATCTGGTGCTTTCAGTCTGACA
CACAAGGATCTATTACAGCTGGGAACAAATCAACATTTGGTTGCTTTCTTGTTTCAGAAA
AACTGTAACATTATCTGGGCATAGGACAGATTTTGTTAAAATGTACTATTCACTGTGCAC
TATTGTTTCTATTACTATCAATTCTATTGCATTCACACTAAGACCATAAAACATTTGACA
AAGGACACTGAAAAATATTACTGTCAACGCTTCAGGTTTCAAATGGTTTTTGGAAAATCA
GTTTTCAGGAGCACTTTCTGGGAGTAAAGGTTACATACTTGGAAATACATGTACATCAAG
AATCATGTCACAGNTCTTATGCAAGTTTTATGAATTAGGTGATTGATTGAGTGAGCAAGC
TATGAGAGCGAATCAGNTTCATGCTAAATGG
>BJ006016 ID   BJ006016   standard; mRNA; EST; 477 BP.
AAANGGTGGGATGATACGTCACCCTGACAACCCACTGGACATAGCAGTGACCCGTCTGGC
TGATCTGGAGCGCAACATCGAGAGAAGGTACCTGAGGAGCCCCTTAGGTACCACCATTCA
GATCAGGCTGGATAATGTGGGTACGGTCACTGTCCCTGCCCCCGCCCCATCCACTAGTGC
TGACAGGGAAGGTGGTGAGGAAGAGGTGGCGCACGGGATGAAGGTGTGGAGGAAGGCCCT
GAGCGAGGTGCGCAGTGCTGCTCAGCTGGCCATGTGTATCCAGCAGCTGCAGAAATCCAT
CGCCTGGGAGAGATCTATTATGAAAGTGTACTGTCAGATGTGCAAGAAGGGAGACAACGA
AGACCTGCTCCTCTTGTGCGATGGCTGCNACAAAGGCTGNCACACTTACTGTCACAAACC
CAAGATCACCANCATCCCANAAGGAGACTGGNNCTGNCCANNCTGNATATNCAANGC
>BJ006047 ID   BJ006047   standard; mRNA; EST; 532 BP.
GTTTTTGCTCGGCCTCGTACTCCGCCTCCCGCTCCTGGGAAAAGGTCAAAAGCAAGAAAT
TAACAAACGGAAGGGACTGAAGAAGAAGTATCTGTTAGAAACTCTCGGACCAGCTTCTTC
TGCAGGTATTCCATGGCTCGTGTGTCAGCCAGTCTCTCCTCCTCAGCTCTCCTCTCCTTG
GCTTTTGCAACCTCGGCGTTGATGCGTATGATCTCTTCCTGCAGAAGCTTCTTCTCCAGC
ATTTTCTTCTCCAGGGTCTGCAGAGATGACAAGCTTTCAGAGGGGAACTCCAGAGGGAAA
AGTGCAGTTTTTCTTTGGACCGCACCTTTAGATCTTCAAGGTTCTTTCTGTCCTGGTCCT
GACAGAGCTGAAGTTTCTCCTGCTCTTTTATCTCCTCTTGGAGTTGCCTTTCTTCCAGAT
TTAGCAGGATCTGGTCGCAGATTTCCTGCCTCCCCCTGAAACCCAACTTTGTCACTAAGT
CCTCATCGACGCCGTTTGTGGTTTGGACACATTTATGAACGTTTCTTCAGAA
>BJ006071 ID   BJ006071   standard; mRNA; EST; 486 BP.



TTGCTGCAGNANTATTCGTTCTCGCCCTGCTATTTGCAGTGCTGGTTCCAGTGTGGCAGC
AGCTGCAAGATTCCGCGCAGTTCCAACTGTGTTGGCCGCTCGTAGCATCGCTGCGCCGTT
CTCTGCTACTGTCAGATTTGCGTCTGACTTCAAGAAGCACTACGATTCCGCTGCCCAGGN
AGCGCCTTCAACAAGGTGTTGCCCCCAAGCCTTTGGATGCTGCTGCGGTGAACAACCTTG
TGCCTCTGTTGAAGAACCCTCCTGCCGGCGAAGAGAGCTTTTTGCTTGATCTTCTTGCCA
ACAGAATCCCTCCTGGTGTCGATGAGGCTGCCTACGTCAAGGCTGCCTTTTTGGCCGCTG
TTGCTAAGGGTGAAGCCACTTCTCCTATTGTGTCCCCAACTCTTGCCACCGAGTTGCTAT
CCACTATGCAGGGNGGNTACAACATTGGTACCTTGGTTGAGCTTTTGGACCACCCCGNTC
TTGGAG
>BJ006102 ID   BJ006102   standard; mRNA; EST; 539 BP.
CGGCACATCCCAACGATTCCTTCAGTCCTGCTCCCGTCAGTCTCCTGGAAATCAAACCAA
CTGGCAGTTTAGGCTCGCTCTGTTCTGGCCTCTTCAGTGCCTCCGCCCTGGGGGTGTCGT
GTAGTGCCCCCAACCTGCAGGACTACGTCCGCAGTCACAACCACCTCCGCAAACCACCTC
TGTCCCCCGGCAGTCTGCCATGCAAGATTGGCGTGTTTGGCTTTGAAGGCTGCTCCATGG
TGCCCTCCATCTATCCACTGGAGACGTTACACAACTCGCTGTCGCTGAGGCAGGTGGAGG
AGTTTCTCAGCAGGGTGTGTGAGAGCAGCAGCGAGGCGCACGTCAAAACCATGAAGGCTC
TCTCGGGTTTGTTTGACTCTCAGAGCCAGAGCTCTCTGTACAGTATGCACCATCCTCTGT
CCACCTCTGGATCCGAGGCGTCGCTCCGACCGCCAAGCCAGACCGTCTGCCATGGCAGCG
TCCCCTCCAGCACTGTGTCCAGCGCGGGCCCCTCCAGCCCCCCCTCTTCAAACACTGAG
>BJ006103 ID   BJ006103   standard; mRNA; EST; 623 BP.
CACTGCAGTGNACAGCACTCCAANGNAGTGATGAGCAACGAAAAAATCCGAGNACTATGA
CTCCATCACATCTTTCCTTGGATCTTGGGGACCCTTTCAGATGAGAATTTTCTTTGCATT
GGCCATCAGCATCCTCCCAAATGGATTTACTGGCATCTACATTATATTTGTGGGCGATAC
TCCACCTCACGAGTGCTACATTCCTGACAGCGACAGCATAAGTGAAGCATGGAGAAATGA
GACGATACCAATGGAGACTGTTGACGGAGCTGCACGGCGCAGCTCATGCAGGAGGCTTCA
CCTGGAAACCGTCAGAAACTATTCACAAAGAAATATCATCCCCAATGTGGACGTGAATGT
GAGTGAAATTCCCTGGGAGGCCTGCCAGGATGGCTGGATATACAGCAGAGAGATCTATCA
GTCAACTATAGTTACAGAATGGGATTTGGTATGTGACAATGCATATAAAGGTCCTTTGAC
CACCTCGATTCACTATGTTGGTGTTCTGGTGGGAACTGTGCTATCAGGCCAGCTGTCTGA
CAGGTTTGGAAGGAAGCCAATGCTTTTCGTCATGATGGCTCTGCAGACTGTAGCAATCAC
AGCACAGATCTTCTCCCCAAACT
>BJ006110 ID   BJ006110   standard; mRNA; EST; 524 BP.
ACCAGCTTGNAAACCGNAACAGTATTTTTCTACCCTTTACAAAACTCAGGTCAGGGNAGC
TAAAAGNAGGACATTGAGGAGAAAAACCGGCAGGTGCAGGNACACTCAAAAAAGGGTGCA
GGNACTTGTGCAGTGAAAGGGACTCCCTGTCTGCCCAGTTGGATCTGACGGTGACAAAGG
CCGAGTCGGAGCAGCTGGCCCGGGCGCTTCAGGAGGAGCAGTACTTTGAGCTCAACCAGG
AGTACAAGAAAGCTGTGGCTCGGCACAAGCAGGAGCTCGGAGAAAAAGAGACGATTATTG
CACAGCTTGAGGAATCAAATAACACTTTAAGAAAAGATGTAGAAAATCTCAGCAAAGAAA
AGACGGACTTAAGTCAGGAGCTCCGTACTCAGGAGGAAGAATATGAAGCGCAGAAAGAAG
AAATTTCTAATTCAATAAGGGCTCAGTATGAGAAGAGCCTCGCCAACGAACGCACGCTGA
AGACTCAGGCCGTCAACAAGCTGGCTGAGATCATGAATCGCCGA
>BJ006111 ID   BJ006111   standard; mRNA; EST; 613 BP.
GCTGTCAGTGCATCATTGTTGTGGCGATTAAATCTACTGCAACCTCCCGCTGTGTGGTTT
TGTGTTTGACGACTTACGTTTGATATCAGCGCTCCGTCTGCTGGACGTGACACGCCATCA
TGGNACTCACGGAAAGTGGCAGAGCTGAAGGCTTTCGTGAATTTATGCGAGAGCAGTCCC
GAGATCCTGCACCTTCCAGAGATGAGCTTCTTTCGCTCCTGGCTGCAGAACATGGGTGCA
AAGATTCCTCCACTGACCAAGACAGAAGGAGGATGCAAGGGTGGCTGTCCTTGTGGTCCT
TCCTCCACAGCTTCATCGGCTCCTGAGCCGGAGCCTCACGTTCCATCTGAGAGCGAGGAG
AGTGATATAGAAATTGACCAAGATGGAGTTATTGAACCAGACACTATTGAGCCTCAAGAA
ATGGATGATCTTGACAGCATTGAGGTCACAGAGGAGATGATGGATCAAGCCAATGAAAAG
AAGGTGGAAGCCATCGATGCTTTAGGAGAAGGGGATCTGCAGAAAGCTCTGGATCTTTTC
ACAGAAGCCATCAAGCTGAACCCCCGTTTAGCAATCCTTTATGCTAAGAGGGCAAGTGTC
TACATAAAGATGC
>BJ006117 ID   BJ006117   standard; mRNA; EST; 283 BP.
GTCCAGTCTGCAGCCTCCAACTGTGGCTCTTTGAAGAGTGACCGGTTCAAAGGTCATCCT
CCAGCCTTCAGNAAGACGAAAACAAAGACCTTCANGACTCACAGATCCATCAGAGACTCA
GAACTGGATCTGGATCTGAACCCAGCTGTGTGTCCTTCAGGAGTGACCGGTCAATGGGTC
ATTCTATCAACTTTAAATCATCATCTTCAGATGCAGAGAGACTGGACCAGCAGAGCTCAN
AGACTCCCAGTGGTCCGTCTGTCCAGCAGCATCAAACACAGCT
>BJ006118 ID   BJ006118   standard; mRNA; EST; 390 BP.
ACATAAACAATGCAGNAAAACAAGCAAAGGGNAGGACTCCCCGGAGGCCCGGCCAAAATA
AGCCATCAAACACAGNAAAGAGACCCTGTTGGAGTTTATTGTCGGATTCGTCCACTCATT
TCAGAAGATGAGGAATGCTGTATTGAGTATGATCAGCAGCACGACTATTCAGCTGCACGC
CCCCGATGGACTCAAAGCCAACCGCANTGGAGAATATAAAGAGACACAATACTCTTTTAA



AAAAGTGTTTGGAGTTAATACAACCCAAATGGAGCTCTTTCAGGATGTTGCTAAGCCGTT
GGTAAACGACCTCATTCACTGTAAAAATGGTTTGTTGTTTACATATGGCGTCACTGGAAG
TGGTAAAACCTTCACCATGACGGGCTCTNC
>BJ006121 ID   BJ006121   standard; mRNA; EST; 600 BP.
GGCTTCGCTGGAGTTATTCTCATAAAAAGGCTGGGGACGGATCCAAGTAAGATCAAAGGA
TGCTGGGACTCCATTCATGTGGTGGAGGTGCAGGAGAAGTCGAGTGGTCGTACTGCTCAC
TACAAACTCACCTCCACCGTCATGCTGTGGCTGCAGACAACCAAAACCGGATCTGGTACC
ATGAACCTCGGTGGCAGCCTTACGAGACAGATGGAGAAAGACGAGACGGTCGGGGAGTCT
TCGTCCCACATCGCCAACATCGGCCGCCTGGTGGAAGATATGGAGAACAAGATCCGTTCA
ACGCTGAATGAAATCTACTTTGGGAAGACCAAGGACATCGTCAACGGCTTAAGGAGCGTT
CAGACTCAGGCCGACAAGCAGCAGAAGGACGCTCTGAGGAACGACTTAGTGGAGGCACTC
AGGCGCAAACAACCGTAGCACCTTCAGCAGCAGCTAGAGATGCTTTCTCTTTGTTTTTTT
GTTTTTTTCTCTTGTCTTAATGTGTCTGCCTCATCTGTTTCTTTGTCTCCTCCTCCTCCT
CCTGTTCCAGTGCTGCATTTGTGAATAACAAGAAAAGGAGAAAATGCTTTGCTTCTTTTG
>BJ006131 ID   BJ006131   standard; mRNA; EST; 563 BP.
TGCTACGCGAAGCATGCCTTGTGAGNACCAAATCTCGGTTTGTGGTCCTGTACGGCTCTC
AAAAGGGCCAGGCCCAGTCCATTGCAGAGGGGATTGCTGAAGAGGCAGAGGACCACGGGT
TGGTTGCTGAACTGAGCTGTTTAAACCAAGACGAGAAGTACAATTTGGAGAAAGAGATCG
CCCCTGTAGTCTTTGTCGTCTCTACCACTGGCGATGGGGAACCGCCCGACAACGCGCTCC
AATTTGTCAAGAGAATCAACAAGAACCAATCTCCCGACCACTATAAACACCTTTCTTATA
CACTTTTGGCTTTAGGAGACACAAATTATGCTAATTTCTGCAACTGTGGGAAGACAATTG
AGCGTAGACTGCAGGCACTCGGAGCCAGGCAGTTCTATCCAGCTGGATTCGCAGATGACG
GTGTGGGGTTGGAACTGGTTGTGGACCCGTGGCTTGAAGGACTTTGGAAAGCCGTCAAAG
AGGCTTCATCTAAAATGGCTTCCGTGAGGAATGATGAGTCTGAAGCGAACGTGAAAGATT
CAGCAAAGGAATTTCTGGGTTTA
>BJ006153 ID   BJ006153   standard; mRNA; EST; 172 BP.
CCCCGCTGNNGTTATTTACCAAGTCACGTCGTCTGTCCCCATCAAGCACTTAACGAAGCC
CTTTCTGCGTCTCTTTTCACCTAATGGACCAAATGTTTCCTCTGATGATCAAAAACCTTC
AGTGAGCAAGAACACTGTGCTTCCTGGACTGTGTTTACCCCCCCCCCCCCCC
>BJ006167 ID   BJ006167   standard; mRNA; EST; 121 BP.
CCAACACTGTGCTGACTGGNAGGTACCACCATGTACCCTGGTAATCGCAGANAGNATGCA
GNAAGGAGATCACAGCCCTGGCCCCATTCCACCATGAAGNATCATAGATCATTGCCCCAC
C
>BJ006189 ID   BJ006189   standard; mRNA; EST; 512 BP.
GCGTTTCCACCGTNGGAGTACTTCTTGGAGCCGCCGTGTTGGACGCGGCCATGGAGGCTG
TAGTAGCGTTTCGGGCTTTTTAGTTGCTGAACTGCGGGTCCTGTTTGCGGGGTCCTCGGC
TGGAGCCCCGGGATGCCCGCGAGGAACAGGTACAACCTGGTGGACGACGTGGCGGACTCG
AGGGTGCCGCTGCACAACGAGGAGGNGTATCAGCATGGGATACATTTCCAAGCCAAGTAC
GTGGGAAGTCTGGATGTACCGAGGCCCAACAGTCGGATGGAGATCGTGGCAGCTATGAGG
AGAATCAGGTACGAATTCAAGGCCAAGAACATCAAGAAGAAGAAGGTCAGCATATTGGTT
TCAGTTGACGGTGTCAAGGTGATGCTGAGGAAGAAACAAAAGAGAAAAGAATGGACGTGG
GACGAGAGCAAAATGATGATCATGGGTGATCCGATATACAGAATTTTCTACGTGTCTCAT
GACTCGCAGGACTTGAAGATCTTCAGCTACAT
>BJ006200 ID   BJ006200   standard; mRNA; EST; 475 BP.
TTCAGCTCTCTCAGCTGNACTTTCAGGTCAGCTGAGNGNAGCTGAACATCACAGCTGCAA
AGGAAATTGAGGTTGGCAGCAGCAGGAAAGCCATCATCATTTTCGTTCCCGTTCCTCAGC
TGAAGTCCTTCCAGNAAGATTCAGGTGCGCCTGGTTAGGGAGCTGGAGAAGAAGTTCAGT
GGGAAACACGTTGTCTTCATTGCACAGCCGTACGCTCACCGCAGTCCACGACGCCATCCT
GGNAGGATCTGGTGTTCCCAAGTGAGATTGTGGGAAAGAGAATCCGGGTGAAGCAGGACA
GCAGCCGGCTCATCAAGGTCCATCTGGGACAAGGCGCAGCAGAACAACGTAGAACACAAA
GTGGAGACCTTCTCTGGTGTCTACAAGAAGCTCACAGGCAAAGACGTCGNGTNNGAATTC
CCAGAGTTCCAGCTGTAAATGCAGATGACAAAATAAATNNGNTTACTGNCAAANA
>BJ006204 ID   BJ006204   standard; mRNA; EST; 491 BP.
CATTCAACAACGNACGCTGGCTTTGTGGCGGCTCTTGATAAGGCCTGTGGGCGCTTCATC
AACAACAACGCCGTCACCAGGATGGCTCAGTCATCCAGCAAGTCTCCAGNAGCTGCTGGC
CAGATACTGTGACTCTCTGCTGAAGAAGAGCTCCAAAAACCCAGAGGAGGCGGAACTGGA
GGGACACGCTCAATCAAGTGATGGTCGTGTTCAAGTACATTGAGGACAAAGACGTTTTCC
AGAAGTTTTACGCCAAGATGCTAGCCAAGCGTTTGGTGCACCAGAACAGCGCCAGCGACG
ATGCCGAGGCCAGCATGATCTCCAAACTCAAGCAAGCATGCGGCTTTGAGTACACGTCCA
AACTGCAGCGCATGTTCCAGGACATCGGAGTGAGCAAAGACCTGAACGAGCAGTTCAAGA
AACACCTGACCAACTCGGAACCTCTGGACTTGGACTTCAGCATCCAGGTTCTAAGCTCTG
GGTCTTGGCCG
>BJ006246 ID   BJ006246   standard; mRNA; EST; 393 BP.
TCACTCTGTGNATGTAAAATTCCGTTAGCAGNAACGTCGCTCTGTTTTAGCTCAACATCA



AAGCCAAGCCTTCCGCCTCAAACATGTCCTACGGTAAAGCGGAGTTCCGCCCTGTCCCGA
GGGACTTTGGCTCCCTTATTCAGACATGCAGCTCCAACATCCAGAAGATCACACAGAACA
CCGCACAGGATTAAGACCATGGTGAACCAGCAAGGGACAAGGCAAGACTCCAGTGAACTT
CACGATCGTCTGCAGCAGATCCAGCACTACACTAACCAGCTTGCGAAGGAAACCAACAAA
CACCTTAAAGAACTAGGCTCTGTCCCTGCGCCTCTATCCCCCTCTGAACAGAGGCAGCAG
AAGATTCAGAGAGACCGGCTCATGAGTGATTTC
>BJ006248 ID   BJ006248   standard; mRNA; EST; 399 BP.
TAAACCGCCGTGAGTCCAAACCTGTCAAGNAACTGTTGTCTTAGGAATGGGTCGGTAGCA
GGTCACCCAGCAAAGATGTCAGAGAAGAAGAAACAGATGAAGCAAGAAACGGAGAAANTC
TTCCTCCTCTTCTTCATCCGACATCTTCTTCTTCCAGCAGGAGCCGGANCAGGTCGTCTA
AGAAAAAAACTCACAAGAAGAAGCAAGATTTAAACACTAAAAGGAAAAAGCGCAGGACTC
GCTCATCCTCTTCATCCTCCACATCTTCCTCCTCGTCATCCACCTNCTCCTCCTCATCGT
CGAGTGATGAGAGGTCAAGGAAGAAAAAGATGAANGCGANNAANAAGAAACTGNTGAANA
AAAAGGCGGNNCTTANAANGCNNAANANNNTGNNNANGA
>BJ006251 ID   BJ006251   standard; mRNA; EST; 368 BP.
GCAGCGTCTACGGCGGCGGTAACAGGNAGGTTGGACCAAACACGTAACCTGCCGATACTT
CATGCATGGTCTTTGCAAAGAAGGAGACAACTGCCGGTATTCCCATGATCTGACCAGCAG
CAAACCTGCAACCATGATATGCAAGTTCTTTCAGAAAGGAAACTGCGTGTACGGAGACCG
CTGCAGGTTTGAACACAGTAAAGTTGCGCGGAAAGAGGAGCTGCCAACCTCCCAGACGCT
GCTGCCGGCCTCCGCCTCGCTGTCTGACCCGTCACACGCAGAACCCAGTGGGCTGACACC
CGCACAAGGGGGGCAGGACTGGGTCAACGCAGCCGAGTTTGTTCCTGGACAGCCGTACTG
TGGACGCC
>BJ006258 ID   BJ006258   standard; mRNA; EST; 500 BP.
GGTTTTCTTGCNTNACGGTTTCACCACTGCCGTTTTAAAGGCAGCAGGNAAAAATACCCG
TCTGTAGAGAGGAGTTCATGATATTTAAAATCTCACTCTCAAAAGACCCGTAAAAGGATT
TAAAAAGTGAAGTAGGGATGGGATCTAAAAAACAAGTTGTTGGATTAACTTGGGAGAAAA
CTCGACCAAGTGTTGCAGCTTCAACCAGGTCAAAACTGTCCAGTGCTTCCTCAGGTAACA
TCAAGCCAACATAACCAATAGAGAGGCTTTTCTGTTCTTTTATGATGTTAGATCTGACAG
AATCGATCTTGCTCCTGAAGTGGTCTGCAAAGTCTTCACACAATGAGGCGGAGGCTGGCA
TTGTGTTTTTGTTTGCATTTGAGTTGATCAGGGACTCAATTGTGGTGAAAAGGACTCTGG
GGTTATTCTTATTTACAGAAATGATGTTAGCAAAATATGAATTTCTGGTCTGTTTTACGG
TTTGATTATATAGTTTTAGC
>BJ006259 ID   BJ006259   standard; mRNA; EST; 141 BP.
CTTTCACTCACTATGCCCAACCTTTTTTGGAAATGGGGCTGTATTCCTGCAATAATGAGC
AGCNTTTTGTGTAGAGCCAAGNACTATATCATTGTCGTTGGTCCTGGGTCTCGCCAGGCC
TTTTCTGATTATCAGATGCAA
>BJ006268 ID   BJ006268   standard; mRNA; EST; 515 BP.
CGACGGCAGTTAAACTTTTCACTTCTTTGTCCTTTTTCCGACAAACTCCCAAGTTTGACG
GTGAACAAATGGCTCCATCGTTTCCTGTCTGTTTACAATTCGACTCAATTTTAAACCCTG
AAAATAATTTACTCTAAAACTTCAAACGAATCAAGGAAGGCGACATAAAAGGGGAATCGA
ACCAGCTTCGTCTGAGGTCGAAGATGTCTGTCAGCAACCACGAAAACAGGAAGTCTCGCT
CCAGCTCCGGCTCAATGAATATCCAACTCTTCCACAAGACGTCCCATGCCGACAGCTTGT
TGACTCAACTCAACCTGTTGCGCAAACGCAAAGTCTTCACTGATGTCGTGCTGAAGGCTG
GCAACCGCTCCTTCCCCTGCCACCGGGCTGTGCTGGCCTCCTGCAGCCGCTACTTTGAGG
CCATGTTCAGCGGAGGGCTCAGGGGAAAGCCGCGCCGATGACGTCAACTTCCACGACTCG
CTCCACCCGGAAGTGCTGGAGCTGCTACTCGACTA
>BJ006271 ID   BJ006271   standard; mRNA; EST; 182 BP.
GCCAAGTCTCTGCTGAGTACAGGAGGAGCGGACCGAACCATGGCTGGTTCCATGGACCGG
GTTCTGAAAGTTTTCCATTACTTTGAGACAAACATAGNAACACAACTTCTGGTCTTCCAA
TATCAGATATGGCAGATGCGACTGATGTCAGGNGTATCATCCAAAAGATTCTAGACATCC
AC
>BJ006274 ID   BJ006274   standard; mRNA; EST; 312 BP.
GGGAGGAGCAGGGAGATGGTGCAACTGGGGTTGACGATATGCAGCAACCTGATAACGGAG
GCTCACTGGCCTCCACGCTCAACAAATTGAAGATGATGATGAAAAAAGAGGAAGGATATA
CTGGACAGGAGCCGCAATACTACCATTATGTACCTCCTGCCCATTGCAGAGTAAAACCAC
ACTTTCAGTTTTTGCTGTTCATGAAGGCTTCTGATCAGAATCACAGCAAAGAGGACGAGG
AAGACGATGGTCAAGAGATGCTAGAGGAGAAAAACTGTGAAAAAAGTTCAGACCCGAAGG
AGTCTAACACTG
>BJ006300 ID   BJ006300   standard; mRNA; EST; 105 BP.
TAAGGAAAAAAATGCCATCACCAAAGNAGNAAGGTTTTAAACAAAAGGACAGAGTTTGCC
CAGTATGAGACACAGACCGGACCCAAGTCCCAGTCCTTTAGCAAG
>BJ006316 ID   BJ006316   standard; mRNA; EST; 117 BP.
TTAAACGACCTTTCCACTGTTCAAGTTTTGGGACGCGTACTTGGAGGTAAAGTGCACGGT
TCTTTGGCACGTGCTGGTAAAGTAAAGGGTCAAACACCAAAAGTTGAAGCCCAAGAA



>BJ006321 ID   BJ006321   standard; mRNA; EST; 607 BP.
GCGCGGCTGCTGCTGCTCACATACACGAACACACATACACACAGTGAGTGAGTGAAGATG
GCGATGAGAGCGACGCTGCGGTGCCTCTCTGCAAACTTTTCGCCCAGGCTGCCTCTCCTG
TCGTCCGCCGGGCGGGATAACCGCGCGGCTCGGTTGCGGTGGGTGAGCGGCACGCGGCGG
ACATTCAGCTCGTGCTCAGTACTGTCAACAGCCCTGAAGTTCACTGAGAAACATGAGTGG
GTGCAGGTGGAGGGTGGAATTGGTACAGTTGGAATTAGCAGTTATGCTCAGGATGCATTA
GGTGATGTGGTTTACTGTGGACTGCCTGAAGTTGGCCAAAGACTTGAACAGATGGATGAG
TTTGGTGCCTTGGAAAGCGTAAAGGCTGCCAGTGAGCTCTATTCGCCGTTAACAGGAGAA
GTGACTGCAATCAACACACAGCTGGCAGAAAATCCTGGACTGGTGAATAAGGATTGCTAC
GCAGAAGGATGGCTCATCAAAATGACCATTGAAAAGCCTGAAGAAGTTGATGCCCTCATG
GATCAAGCTGCATATGATAAATTTATTAAGTCATTAGAAGAATGAAAAACAAAATGACTG
GATGATA
>BJ006326 ID   BJ006326   standard; mRNA; EST; 498 BP.
GCCCGCGGNGGCCATGCGGTTTCCCGACCGGNACCACGACCATCGGCCAGCTGATCAGCG
CCTACCTGGNAGAAGAAGAGTGAGCTGGAGGACCACACGGTGCACCTGCTGTTCTCTGCC
AACCGCTGGGAGCTCGTACCAACCATGAAGAAGAAGCTGGAGCAGGGCATCACTCTGGTC
GTGGACCGCTACGCGTTCTCCGGGGCGGCCTTCACCAGCGCCAAGCCTGGCTTCTCTCTG
GAATGGTGCATGAAACCCGACGTGGGACTGCCGAAACCCGACCTGGTGATGTTCCTGCAG
CTGAGCCCGGCCGAGGCGGCCCTCAGAGGTGATCGATGCTTCGAAGAGCGTTGAGGAAGT
TCACAGAGACATCACAGTCCACAGCCTCAATGCCATCAACAAAGCAGAGGACATTCCACT
CGGACAGTTATGGACGTGAGGAGAATCGGATGTTCGGGCTCTAACACATTAAGTCAAACA
TCAGATTGTAATCCCCTT
>BJ006329 ID   BJ006329   standard; mRNA; EST; 170 BP.
CTTTACAATTATAACCGGGAAGTATCAATTATAAGAAAACGTTAAATTTGCTCTGGCTTA
TTAGTTGTCATCCGGGGAAGCTAGCATTAGCCTTTAGCTTTCGAATCTGCGGAGTAACGT
AAACGCGTACCATGAGATAACGCAGTAACAATTTTCCACGTATTTGGAGT
>BJ006341 ID   BJ006341   standard; mRNA; EST; 642 BP.
CTCCCCAGTTGCGGNAACAAAGGTGAGCCACCGAACAAGNAACCCGNTGAAAAACAAAGT
TCTGGCTTGCTTGGGAAGAAGAAAGCGATTCCAGACCGAAGTGGAGGTTGGTGGCGGAAA
CGAAGCCGCAGATCCAGCATCGAGCAGCGGCCACAGAGTGGGAAAGTTGCCGCGGGACGA
GGTTGCGTGGGTCGTTGGGGAATATCAAACAGAAGAACCGGGCTGTAACGAGGCAGAATA
TGGCCTAGAATGCGAGGACGGTAGACGAAGTGCCGTAGGGTGCTCGGCGGGTCCAGCTGC
TGTGTCACGCTTGGAAACGCAAAGCAGTGAAGTTAGCATTGCGGGCTACGAGGAGCCGAA
ACCCGCGCGGGAGGACAATGCCTCGGATCCCCCACCAAGGGCCATGGAAGGTAAACCACA
CGGTGGAAGTAGTCAGGATTGCACCGTGTCTAACGTTGGGGTACTGACTTGCAATAATCT
GAGTTTAGCCCCCATTCTGACCTCTGACCCGGACCCCCAACAAAGTTTGCCCAGCTTGAA
CTCGGAAAAGCGCGTGGACGGGGTTCTGTCCACGCCCGATGATCCCCTCGAGGCTAAAAT
GACTAAAACTGACTGCAGCTCAATCACGTGTCGATCGAACCA
>BJ006349 ID   BJ006349   standard; mRNA; EST; 166 BP.
TGTCTGGGNAATTTTAGCAAACGATGGNAGTCCTGTTAGCTGCAGNANAGNACGCAATAT
CCACAAACTACTGGATGAGGTTTTTTTCTCTGAGNAAGATCTACAAGCTCAACGAAGACA
CTGCAAGCCATGTCTTCGTTGAGCTTGTAGATCTNNTCAGAGANNA
>BJ006359 ID   BJ006359   standard; mRNA; EST; 640 BP.
GAAGAGGTCCCGCCCTTCTCCCCCCTCCTCCCCACCCTGGAGTCGGAGCAGGTCGCTGCA
GGAGAGCTGCTGCACGGCGCCGTGGGCCCCGACACCTCCCCGCCCTCAAGCTCCGTCAGC
TGCTTTGAGCCTGAACCTGCTGCTCCATCCTCCTCCTCTCATTCATTCCTGGAGGCCTCA
CAGCGGAAGAGCAGTCCTCTGGACCCCCCCATTGCTCCGCCCCCTCGCCAGCCTTGCTCC
TCCCTGTCCCAGCAGCACGACGCACGCTCCATCATATGTGAGAGGTACAGGGTGGTGGTT
TCATACCCTCCTCAGAGCGAGGCTGAGCTGGAACTCAAGGAAGGCGACATCGTGTTCGTC
CACAGGAAGAGGGAGGACGGCTGGTTCAAAGGCACGCTGCAGAGGAACGGCAGGACCGGG
CTGTTCCCCGGCAGCTTCGTGGACGTGATGTGAGTCCACAGGACCGCCGTGCCGACTGAC
ACCTTAGGTCCAGAAAGGTGTTCACAGACAGCACACTACCCATCAAATGGTATTGTTGGT
TATTTATACATTTGGTAAATGTGTGCCTTGTACTGTTCCACACTTTACTGTACAGACAGA
CACAAGTATGTGTAGTCCTCAAGCAACCCATATCAACTGT
>BJ006379 ID   BJ006379   standard; mRNA; EST; 652 BP.
AGGAATTCGGNACGAGGAAATGTCGGTGTGAAGCGAGTGTGCGATTAATGTTGGGGTGAA
GCGAGTGAATGTGGGTGTGAAGCGAGTGTGCGATTAGATGTCGGTGTGAAGCGAGTGTGC
GATTAGATGTCGGTGTGAAGCGAGTGTGCGATTAGATGTCGGTGTGAAGCGAGTGTGCGA
TTAGATGTTGGTGTGAAGCGAGTGTGCGAATTAATGTTGGTGTGAAGCGAGTGTGCGAAT
TAATGTTGGTGTGAAGCGAGTGTGCGATTAAATGTTGGGGTGAAGCGAGTGTGCGATTAA
ATGTTGCGGTGAATCGAGTGAATGTGGGTGTGAAGCGAGTGTGCGATTAGATGTCGGTGT
GAAGCGAGTGTGCGATTAAATGTTGGGGTGAAGCGAGTGAATGTGGNTGTGAAGCGAGTG
TGCGATTAGATGTCGNTGTGAAGCGAGTGTGCGATTAAATGTTGGGGTGAAGCGAGTGTG
CGATTAAATGTTGCGGNGAATCGAGTGAATGTGGGTGTGAAGCGAGTGTGCNATTAGATG



TCGNNGTGAAGCGAGTGTGCGATTTAAATGTTGGGGTGAAGCGAGTGAATGTGGGTGTGA
AGCNGAGTGTGCAATTANATGTCANCCGTGAAGCNAGTGTNCCNATTACATG
>BJ006382 ID   BJ006382   standard; mRNA; EST; 631 BP.
GAACTGACTCCTGCAGGATNCAGGAACTTTNGGAAAATCTACAGACAGGAAAAAAGTTTC
TGTTTGGACCTTTTTTCTGGGATTGTGAGACTNGCAGATGATCGATCGGAGCTGCAGTGA
AGAGGACGGCGGTGTTTGTGGGAGTTGGAGCTGAAGATCGGAGCAGGAACCATGTCTTCA
GAACCTCAGGAAGGTTCTGTCAGAGAACAACTTTCTGCTGCTGAAGGAACCATCGTCCAG
AACGAGGAGGAGCTCTGTCGTCAGCGCAGACTGATAGATAGCAGCTGGAACCCGCAGCTG
CAGCTCAACATAGTTGTTTTCCCCCAGCACTATGATACTGAAGATTTCTGCAACCGGCAG
AGAAATGTCAGAGTGCAACAGGAGAAACCAGAACCACCACAGATTAAAGAGGAACAGCAG
GAACCAGAACCACCACAGATGAAAGAGGAACTGCAGGAACTAGAACATCCACAGATTAAA
GAAAATCAGGACAAACCAGAACCTCCACAGATTAAAGAAGAGCAGAAGGAAACAGAACCT
CCACAGATTAAAGAAGAACATGAGGAACCAGAACCTCCACAGATTAAAGAGGAACAGGAG
GAACCAGAACCACCACAGATTAAAGAGGAAC
>BJ006384 ID   BJ006384   standard; mRNA; EST; 602 BP.
AACATTTTAATGAAGTAAGGTGCGGATAAAGTTAGGGCTATCGCAGCAAATCAGCTCGCT
CCATCTAAACCTGTCTTCTGCATCCTCTCCTCTAACACCAGCTACCTTCATGTCTTTGTT
CACTGCATCCAGAAGCCTCCGCTTTGGTTTTCCTCTAGACCTCTAGCTTGGCAGGTCTGA
ACCCGCTGATGTTGACATGCCCCCCTTGATGGTGGAAGGCGGGGCGGCCTATCTCGTCAG
GGATATCCTAGATTCCTGATGACGGGGGGGGTCAGCTTCAATATCTGGTGAATTGGGAGA
GGTATGGCCCAGAGAAACGCTCCTGGGCTGGCCCTGACGACATCCTTGACCCCTTCCTGT
TTAACGACTTCCATCAATGCAACCCGAACAAACAGGCACCCCGACTTTGTGGTCAATTGG
AGGGCCCATCACTTCCAAATCCACTTGCAGAAGGGGTCTTGTAAGAAGTCAAAGCTCTGT
CTCCCCCTCTGGTCAACAATGGGAACCATCTACAGAGTTCTGAATGTACTTCATCTCCCA
GCAACCCCAGCACACAGTTTCTGGATGCCACACACCTGACTCTCATTTACAATCACTCAC
AG
>BJ006393 ID   BJ006393   standard; mRNA; EST; 624 BP.
AGGAATTCGGACGAGGGAGCTGAGCCGGCGTCGCTGCTGAAGGTGGCCCCCACAGACGAG
GAGAGGAAGATTGTCCACAGCTTGTTCCTCAACACTCTGGACTCCAACTATTTCTTTCTT
CTGCTTCCTCTCCATCTAAATGCTTTTCTTCTTCTGCCTGATCTGTTTTTCTTGTTCTTT
GTTTCTCCTTCTGTATCGTCTCCTCCTCCTGTTGGCATCCTGTAATCTGCGTTTGTCTTC
CTCTCCTTCAGCACTGTCAGTTTCCGCAGCAGACTCCTGCCTCCAAACTCTGTATGGATG
GAAGACGCCAAGCTGAAGGGTCTGGAGATCTGCCACCCTCAGGAGAGGAACATCTTCAAC
AGGATTTTTGGAGGTTTTCTGATGAGGAAGGCCTACGAGCTGGGCTGGGCCAACGCCTGC
TCCTACGCAGGCCGTCGGCCGACTCTGGTGGCTGTGGACGACATACTCTTTCAGAAACCC
GTGGAGATCGGCTCCCTCCTGCTGCTGTCCTCACAGGTGTGCTACACCCAGGATCAGTAC
ATCCAGGTCAGAGTTCACAGCGAGGTTTTTGACCCTCTCACCCGCCAGCACAGCACCACC
AACATCTTCCACTACACCTTCGCC
>BJ006398 ID   BJ006398   standard; mRNA; EST; 461 BP.
CTTGTGAAACTTAGTGCTGGTAACGTTAGGCTAAGAGTGATGCAGGTGGTATGTTTAGAA
ATCCTCTGTTCATATGGCACCACTGACTTTGGCACAATCATGAGCAGAGCCGCAACCCTC
CAGACATGCCAGTAACAACTTTTTAAAATAAAATATTTTCCGATTTAAGAACATTTTCAG
AGTTTTTAACAAAATCAAAAAGGAGGTTGTTTATTCTAACTGGCTTTAACTCACCAGGCC
AGGGCTGTTATGTATGATGGGGATGCTTCTTGTGACCTGGAGGTGCACTGCCTTAAGGAG
CCCCTGGCCAGGAGTGCCCCCTCACCAGCCTGGCAGCTCCAACACTGCTCCTTCAGGGGC
GTGTGCCTAAAGTGCCACATATCACCCCCTTAGCTCAGACCTCCTGTCCAGCCAAAAGCA
AGCCAGCATGCTGCAAGCTGCCCCCCCCCCCCCCCCCNNTT
>BJ006403 ID   BJ006403   standard; mRNA; EST; 581 BP.
CCTGTGAATCTGTTGGGACGGGACATTCTTGTAAAACAGGAGCCGCATCCTATGTTCTCC
AGATGGGATACAGATCACTTTCCCGAATGGACATGTTTTGACTGGATGCCATGCCACACA
GTATGAGGGACAGTGGTTGCTGCAGCCTCAACCACAGCCAACCCCCACTGCTGGCACCCA
CTGGGATCCAGAGGCCCCTGACACGCCAGGTGTGTTTCATGAATTTCAGGTATGGAAGCC
ATGGATCTTGTCCTTGAAGCCATATTTTCCGCCTCCGGGTGACCTGCACTGCACACTCTA
TTATGACAGAGAGGATGATCAACTGTACCAGAAAGAATTTTATCAGGTAGAAGGCCACAC
GTGGCATTTAAACTCCACTGACATATATTGACCCTGAGGGCTTAGCAACTTATTGTGCAT
TCACACACTCACAATTGCAATGGTACCCGATGTCAGACACAGCTGTACCTCATATATCAT
TAGACCTATGACTAAGAGGGGAGTAAATAACACAGACTGGCAACATTGTGCTCTTTCAGG
TGTTCAATTTTCTCCCTCCACAAAATTGTACAGGATAACGT
>BJ006410 ID   BJ006410   standard; mRNA; EST; 638 BP.
TGGTGATGTTTGCAACTGCCCGCTGCAACCGTGAGAAGAAAAACCCCAGACACAAATACA
ACTGCCGAGTGGCAGAGAGTAGTTACCAGAACCATCCCAAGAAGCCTTCCAGGCAGATCC
ACAAGGCCGACATCACACTGGTACCCACCATCAATGGAACCTTACCGGTCCGAGCGCACT
CTCGCTCTCCTCTGCCCTCACCTACACCTGAGAGGGGCACTCTGGGGAGCAGACAGAGCC
ATCACAGCCGCCAGTCTCTCAACAGCCTGGTCACCATTTCTTCCAATCACGTGCCGGAGA



ACTTTGCTCTAGAGTTGGCTCACGCTACACCTCCTGTTGAGGGCCAGTACCAGCCCCGGC
CAAGCTTCAGAGGCAACAAATATACCAGGAGCTACAGATATGCCCTCAACGAGATGGACA
AGTTTAGCCTGAAGGACAGCGGGCGCGGGGACAGCGAAGCGGGGGACAGCGACTATGATC
CTGGGAGGGAGTCCCCCATGGACCGGCTCATCTGTGAGGGCTTTACTGAGATATATACCC
CTGATGGCCGGCACAGACCGCATGCAGCCATGCGTCTCTGCACAGAGGAGTGTCGGGTTC
TGGGGCACTCGGATCAGTGCTGGATGCCCCCCCTCGCC
>BJ006418 ID   BJ006418   standard; mRNA; EST; 635 BP.
CAGCGGCAGCAGTAGGAGAGATCCCGCGGAGCCTGGATGTGGAAAGGCGGGAGCGGCTTC
CAGACAATCTGTCTTCCACAGTAAAAAGACAGTCATGACCGAAGAGGAGTGGACTGTCCC
GGACGAACTTTTTAAAGACGTCAAGTTCTACGTGGTCGGGGACGTTGACCCAAAGGTTGT
CCATTTGCTCAAATCTGGAAAAGGGAAGGAGGTGTCCTACAATGCTCTGGCCACTCACAT
CATTGCAGAAGACGGTGACAACCCGGAGGTCGGCGAATCAAGGGAAGTGTTTGACCTGCC
TGTTGTCAAGCCGTCCTGGGTGATCCTGTCGGTGCGATGTGGAGACTTATTACCAGTTAC
TGGATTCTCCCCAGAATCAGGACAGATTTTCTTTGGGGTGACGGTTTGTCTTCCCAGTCT
TCCAGATGATCTGAGCGCTCTCTGGGCTTACGTCACCTTTTATGGAGGAGATTGTCAGCT
GAACCTCAACAAGAAGGTCACCCACTTGGTGGTAAAGGAGGCTAAAGGGGCAAAGTTTGA
ATGTGCCCTGAAACATCCTGGCATCAAGATTGTGACTCCAGACTGGATCACAGACTCCGT
CAAAGATAAAAACAGGAAGGATGAGGCGCTTTATC
>BJ006420 ID   BJ006420   standard; mRNA; EST; 612 BP.
GGAATTCGGANCGAGGCCCTCTGAGAGTTNGAAGCGAACCGGCACCGAAGCCGTNAAGCG
CCTGTTCCTTACACCGCTTGCCATTGGAGCAGCGAGGCGGACCAGAACTTTGTGCTGAAG
AAGCTGAGTAAAGCTGTGGCTCAGGATGAACTGAACCAGCCCTTCTGGGTCAGAAAGTAC
TTCATCANGTCCTATGGACCGGACTGTGCAGGGCAGCGGCGCCGACCAGTGCATCCACTA
CAGGGTCCGCATCACCACACCCAAACGGGAGAGGAAGAAACGAGCAGAACCAGCCAAGCC
GAGAAAAAATCCGAGTCAGAAAAAGAGAGAAGTGACCCAGGAGGAGCCTGCAAAGATCTA
CCAAACAGAGGTAAAGGCGGAGCCTGTGGAGGACCAGGAGAAAGCAAAGGGGGCAGAGCA
TCCTGAGGACCGACACAGGAAGATGAAAGGGAGGCCTGAGAAGCACAGGCAAGAACTGCC
AGACGACTGGCAGACGATGGGGGCGGGGCATCTTCAGGGCCTGCGGGCGGAGATGGAGGC
GGAGACTCCTGAAGACTTCTACAGGGAAGAAGCTAGACCCGTGGGGGACTCGCAGAAACA
AACGGAGCCTCC
>BJ006426 ID   BJ006426   standard; mRNA; EST; 559 BP.
AGACATTGCTGCCACAAATGGGGTATGCACCTCATTAATAAGGTTCTGGTTCCTGACAGG
AAGAGAAGTGAAGGTTTGCTGGCCATGCTGGGGCTGAGGCCAGAGCTGTCACTCATCAAA
TCCTATCTCATGGAATACAACCTGACGCAGGAGATCGAGCAGACCGGCGAGTTTACCGTC
TTTGCTCCAACAGATGCTGCTATCCAGGCACACCTGAAAACCACGGGCTCAACGGCGCTG
GACGTAAATACGACCCGTTACCACATGGTGGCATCGCAGCGCCTGCTGAGAACTGACCTT
CAGCATGGAGGATACAAACAGACGCTGCTGGGATTTTCCTTCCAGCTCGGCATCTTCCCT
AGAGATGGAAAAATTTTTGTGAACGACGCTCAGATAAACTCTTTCAACATTCTGAGTGGG
AACGGCGTGATTCACACCCTTTCAGCTGTTCTGCCCATCAGTAGGAATCGCTGCGACAAA
CTCACCTACCAAAGAGTGCCGGGCCTGTGTGTCCCCTGCCTGTTCCACCAGAACAAGATA
TGCCCGAACAACACCGTTC
>BJ006433 ID   BJ006433   standard; mRNA; EST; 127 BP.
TGCCGGNCCGTCTTNAAAGTTAGACTCTGAGGAGACCGACAGCCCCTCGTGTCAGAGGAG
CGTATCCACCCCTCCATCCGGCANAGAGGATGTTCCCACCGACCCCGACCAGAGTGACTC
TGGGGAG
>BJ006444 ID   BJ006444   standard; mRNA; EST; 615 BP.
TCGTCGTGCCGGACGTCTCTAGCTAGCACTCCTGGTTTGCGAGCTGAAACCAGTTCCCGT
GTGGGCGGGGGGCGCCAGGGCTACGAGGCGGAGGGTTTGAGGGGACTGAAAGCTCTGGGA
GTCAGGGAGTTGTCGTACCGACTGGCTTTTCTAGCCTGCAACGTCGCACCGACCAACCCA
AGATTCGGTGGGAAGGAGCTTCGTGATGAAGAACAGACAGCTGAGAGCATCAAGAGTCAG
ATGACAGAAAAAGAATGGGAGAAAGTGTTTGAAATGAGTCAGGACAAGAATCTGTACCAC
AACCTGTGCACCAGCCTCTTCCCCACCATCCATGGAAATGACGAGGTGAAGCGCGGTATC
CTGCTGATGCTGTTCGGTGGCGTTCCCAAGACGACGATGGAGGGGACCTCTCTGAGAGGA
GACGTCAACGTCTGCATCGTCGGAGACCCGAGTACCGCAAAAAGCCAGTTCCTGAAGCAC
GTGGAGGAGTTCTCTCCCAGAGCGGTGTACACCAGCGGGAAAGCCAGCACCGCCGCAGGT
CTGACGGCGGCTTGTCGTCCGGGACGAAGAGTCGCACGAGTTCGTCATTGAGGCGGGAGC
TCTGATGCTCGCGGA
>BJ006452 ID   BJ006452   standard; mRNA; EST; 610 BP.
CGCGTTGATGTGTGTTATAATATTTTAAGTCTGGATTTTATATCTTATTACGACTTTAAA
ATGAGGAAACTGCTGCAGAAAGTAACCTTTTGAATTTATCTTTAAACTTTGCATTTTTGT
AGGATTTCTTGCTAAGTATCGCTACTAGAAAGGGTGTCAATTGTCGCCCCGGAAAACCCA
AATATGATCCGACGTCTGGGGATTAATCCTGCAGCTCTGGCTTACGCCATGACCACCCTC
GGGTCAGGCATGATTAATAATATTTTCAGCTTCTACTATGTCAAACTCTTCCTGAATAAG
TACAAAATATCTGAAGGAGCATTCCACCAATCACAAGTGNTTGTACATGGTGTGGAATGC



AGTCAATGACCCCCTATTTGGTTACCTGCAAGACACCTCCAAGGTTCCCTGCTGCTCTCA
GCGACGCCTCTCCATCCTGTATGGTGCTCCCCTCTACTCACTGGCTTTTCTTCTGGCTTG
GTTCCCATGGCGATCCTACACACCTGGGGATTGGTTGAGTGGGTTGCACCTGACAGTCGC
CCTCTGTGCTTTTGATGGTATGCTGACTTTTGTGCTGCTGGCTCAGTGCGCCTTGTTTGC
AGAAATTTCC
>BJ006458 ID   BJ006458   standard; mRNA; EST; 614 BP.
CATCGGACGCATGTCTGCNTCGAGGAGCTGCTGTCTCGGCTGCTGAAGGCCCTGCACGGT
TCCTCCGAGTCAGGTCGGCGGTCCAGGCTCTTCTGAAAGAGGAGGCTGTGTGGCAGAACT
CCCAGCAGCGATTCTGTCAGAAGTTGCTGGAGGATTACCCGCTGTACCCGGACGTGGTCA
GCCCCGTCAGAACCGGCATCCTGCAGCTGCGGCATGGCATGAGGATGGTGGCGTCGCAGC
TGGCCGCGTCTCTCACTCCTGTGCCTGGACTGCTCCAGCTGATGTCGTGCCTGCTGGCCT
TCCCTTCCCCGTCCCCCGGCTTGCCTTCCTATCTGGCTCAGGCAAACTTCCTGTGCTCCA
CGTCCTGCATGGATGTCCTCCGCAGCCTGACGAAGCTCCTGCCTCAGCAGGACCTCAGCC
GTGTGATTCCTCAGTCCTCCACTCTGCTGCTAAACGCTCTGCTGTACCTGCAACGCCACG
CTCTGTCCACGGGGGAGTTGAATGCAGAGGCGCACAGCCTCTTCAGGCACATCTGTCAGG
CTCTGGTGAACGAGTGGGACGAGCAGGAACGGCGGAAAAAGGAGAAGGAGCAGATGGAGG
CCAGTTTGTACCGC
>BJ006465 ID   BJ006465   standard; mRNA; EST; 670 BP.
AGGAATTCGGCACGAGGCGACGTCGAAGNTGCGGGGGTTTCCTACTGCAGTGTAACTCCT
GTTTCTACAAGCGCCTCGTTTCTACCACTCGGATCACAGCAAGATAACTTTATTAGTCAA
CTCACTCAGAGGTAAAGCGCTACAGTGGGCCCAAGCTTTCCTCGCCGCCAATCCCGTCAC
TCATCTGTCCTTCGAAAGCTTCATTGGTCAGACGTGCTAGTTTGGGGCCACAATTCCCGT
ATAGCCTGTCATGGAGGCATCTACCGCACCCTCAATCTCATCAGGAAGAGGTTCTTCTGG
CCGAATATGGAGAAGGATGTGCGTGAGGGTCCACAGTTTGTTTCCCAAGTTTGGAAGGCC
TTCTGTTCCGCTCTGGGTGCCACCACCAGTCTATCCTCCGGGTACCATCCCCAAACCAAC
GGGCAAGCGGAACGGGCCAATCAGGAGCTGGAAGCATCCCTTCGCTGTCTGGCTGCCCAA
AACCCAACTGACTGGGCGAAGTTTCTTGTATGGATTGAATACGCCCATAATTCCCATATC
TCCTCTGCCACAGGGGTCTCACCGTTTGAAGCCTCGCTCGGATATTCTCCTCCATTGTTT
CCTTCTCAGGAACTGGATCTGGCGGTTCCGTCGATCCAACACCATTTACAGCGTTGCCAG
CGGGTGTGGA
>BJ006466 ID   BJ006466   standard; mRNA; EST; 607 BP.
AGGAATTCGGACGAGGCTTNACCTGATCNGTNGAGCGGCGTCTGTGTCCCTGGGATGCGC
GCCGCGTCCAGCTGAAGCGGCGCAGTTTGGCACATCTTCCCTCCGGGCTGCAGCCGGACA
GAAACCGCGCTGCGCATTACAGCTGCTGCCTCCACGCTTTTCCTTAACATGGGATCGCAC
TGTCGAGAAGGTTTGAGCTGGAAAAGTTTGCTTTGGTGCGTCCTGCTCCTCTGGCTGTGC
ACGTATGTGAACGGGACGTGGAAGACGAGACTTTACAAAACGTTTCCTGGGACGCAGCAG
AGCAGAGAGGCAGCGGCTCGAACCCCCGTCTATCAAAAAAGGAACTGGTGCCCTCACACA
GTTACTAAGACGATAACCTGCCAGGTGCAGAATGGAACCGTCCTCCAGAGGGTCTATCAG
ACCTGCCGCTGGCCACAGGGATGCTCAGGAGGCAGCTACAAGACCATGATCAGACCTTCA
TACAAAGTGGTTCATCGCACTGTGACCTCTCTAGAGTGGAAATGCTGTCCAGGGTTCAGC
GGTTCTGCCTGTGAAGAAGATGTAGGGAACCAGTTTGTAGCTCAGGAGGCTGTAAGGAAA
CCTTCTG
>BJ006470 ID   BJ006470   standard; mRNA; EST; 601 BP.
CTGGAGNGCTCGCAGCAGCAGCCGCCGCTGCCATCTGCCCCGACCCCGCAGCCCCTCCTC
CTCTGACGCAGCCCACGCCTCCCAAGCCGAGCAAGCCTCTTCAGTCCCAGGTGTTGACAC
CCAGCAGCCAGAGCAGTCCGTCCATCCCAGCGTACACCTCCCCCCGCTCGCCGCCGGTGC
AGCTCCACCCGCCCCTCAGCGGGACGCCCACTGGCCCACCCCTGCAAAACAACCAGCCCG
TGGAGTTCAACCACGCCATCAACTATGTCAACAAGATCAAAAACCGCTTTCAGGGTCAGC
CGGACATCTACAAGGCTTTCCTGGAGATCCTCCATACTTACCAGAAGGAGCAGCGCAACG
CCAAAGAGGCAGGAGGGAACTACACGCCGGCTCTGACAGAGCAGGAGGTGTACGCTCAGG
TTGCCAGGCTCTTCAAGAACCAAGAGGACCTGCTGTCAGAGTTCGGGCAGTTTCTACCCG
ATGCCAACAGCTCAGTGCTGTTGAATAAAACCACGGCAGAGAAGGCAGAGTCTGTACGAA
ACGACCACGGTTTCACCACCAAGAAGCTGCAGCTAAACAACAAGCAGCGGCCCAGTCAGA
A
>BJ006475 ID   BJ006475   standard; mRNA; EST; 705 BP.
AGGAATTCGGACGAGGCTTCTCTGGAGGAGCGCCTTGAAAGCATTTTAGTGGAGCTGCCC
TCATGGCTGATTCCTCTTGCACACGTGATGACCGCAGGGAGCGCATTGTGGCGGAATGCA
ACTCTGTGCGTCAAGCACTACAGGACCTTCTGAGCGAGTACATGGGAAATACTGGGAGAA
AAGACAGAAGCGACACTCTGAACACAGCCATCGACAGAATGACAAAGAAGACTAGAGATC
TTCGTAGACAGCTTCGCAAAGCTGTGATGGACCACGTCTCTGATTCTTTCCTGGAGACCA
ACGTTCCTCTCTTGGTCCTGATTGAAGCTGCAAAGAATGGCAATGAAAAAGAAGTGAAGG
AGTACGCACAGGTGTTTCGTGAACACGCCCACAAGCTGATTGAGGTGGCCAACCTGGCAT
GCTCCATTTCCAACAACGAAGAGGGGGTGAAGCTTGTCCGCATGGCAGCGTCTCAGCTCG
AAACTCTATGCCCCCAGGTGATCAATGCAGCACTGGCCCTCGCTGCCAAACCCAATAGTA



AGGTGGGCCTGGACAACATGGATTTGTTCAAGGAACAGTGGGAGAAACAAGTCCGTGTCC
TCACTGATGCTGTTGATGACATAACATCCATTGATGACTTCCTGTGTGTGTCTGAGAACC
ACATCTTGGAGGATGTGAATAAGTGTGTCATTGCTCTGCAAGAGA
>BJ006477 ID   BJ006477   standard; mRNA; EST; 614 BP.
TTGTTTTTTNCTGTTTAGTGTATCTGGTCTTTTGTCCTTGGTTACTTGTATTGTGCGATC
ATTTGTGTTGCAATAGATTCCAAATTTGTGATTTTCGGGTCATTCTCTTAGCCTCAATTT
GAAACATTTGAGACGAGAAGCCGAGAGAACATGCCTTCATAATGGCAGCCTCCCTAAGAA
AAGGGCTGATTAGCTTGCTAGCCTTACTTTATTTACGTCAACTTTAGTAGTTTGCACTTA
GTTGGGTGATTTTGAGATTAATTAATTGAGCTACTTTCTTATTTAGGAAAGATCTGTAAT
ATCTTACCGTAACGATATATTTACGTATTGTTTGGAAGGGGAGTTGATGCATTAGCATGC
TTGACGTGTACGCTAGGGGCTATCATCGTTAAGTTAGCCGGCCTGATTTAAAATTTTGTA
GCTTTTAAGAGTTTTCCCCTCGTTTAATAAAGAGTTATTTTTTGTTCACCGTTAGTTGTG
TACAATTAGAAATTTAAATCACCGTAATTTGAATGTAAATTCATTATAACACCCCCTCGA
CCACATGTCGCAGTGTACTAACACAATAAATCCTCCTTGCAGGTTCTGCTGATAGATGGC
AGGGGTCATCTATT
>BJ006499 ID   BJ006499   standard; mRNA; EST; 636 BP.
CCCGGGCTGAGGAATTCGGACGAGGGGCGCTTGTGTTATCTGACCGAGCAGAAGTTCGAA
AACATCAAATGTTCTCCGACTGTCGGTTCTGCTTCGGCTTATACTGCGAACAGAATCATG
CCGCCCGCGTGAGACATGTCGGAACCGGGACCACACGCGTCCGCCGCACCGCAGCCCTCT
AACTTCTCGGAGCTGTGGAGGGATGTCTGCACGCTATCGCACTTGCAGAGTCCTCGGCAC
AGAGGCGCAGACAGCAGGAACCTCCTCGGCTTCAGCAGCGGAGACTCTCCCAGCGATGTG
GAAATGTCGCAAGATATCTTCTGGGACTGCACGTCTCCCACTCCAGCAGGGTCAAGACGC
AGAAACGGCAGGGTGGTGGAAATATCTGACATCGTCAGCCGCATTGCCCCAAAGTGCGCC
TTATATATGGATTCATTCTGGTTGTGCTTACTTGACGTGGAATTGATTTTGAGAGGTAGA
CGGCATTAAAAATGTCAAAATGTTTTGTCGGTTATTGTCCTGATTACGCTAACACGGCCA
ATGTGTAGCTGTGTCAGACAGTGCTATTCTGGAAGTGTTAACTAACAAGGTTAGGTGTTA
TTGTGAATACGCCAACGTGGCTAACGTATAGAGTTG
>BJ006521 ID   BJ006521   standard; mRNA; EST; 581 BP.
GGAATTCGGACGAGGAGATGCCTNATTAACTCCTGACTGCACGAACGAAAATGTCGGAGT
TAGTGATGAATCCAGTGAGTCGGAACAGCTGGGGGCCAGCCTCTCCCTGTGGCTTGGTGA
CCCCCTGGTGCGATCGGAGGAGCTGAATGTTCCTCTGGACCTTCACACCGCCTGCTCCAT
CGGACAGTACGGGGTGGTGGCTGAATGCATTCAAACGCGTGAGGTGAACCTGGACGCAAA
GAACATCGGAGGATGGACCCCGCTCATGTATGCCGCCTACATCGGCCATGACAACATCGT
GAATCTCCTGCTGGAGGCGGGTGTGAACGTCAACTCCACCACCTCCACAGGACTAACCTC
CCTGATGCTGGCAGCCAGCTGTGGGAACGAGAGCATTGCAGACGTCTTGCTTCAGCACGG
CGCTGAGTTGGAGCTGAAAGACTCTCGGGGCTGGACGGCTCTGTTTCACTGTACAAGCAC
AGGTCATCAACAGATGGTCAAGTTCCTGCTGGATCACAATGCAGATGCCAATGTGAAAGA
GCCAGGATCAGGGTTCACTCCCCTGATGGAGGCTGCAGCTT
>BJ006524 ID   BJ006524   standard; mRNA; EST; 533 BP.
TTGCTTTCCTTCTGTACATTTACTTGCTGTTTTGGTGACTTATTAGGTTTTGAAACAATG
GAAGTGGAGACATTTGTATCTAAAACCCTTGAACTATTACAAGAGGAGCGAGAGGCAGAA
ATAGAGGAAACCAGAACATGGCAGGAGAACCGTTCCCTAAAGGATCTTCAAAGCAAAGGC
ATTTGTCTGCTGAAACTGCAGATAGGCAGTCAGTTCACCGGGCTCTACGGACGCACAGTT
CTTGTTCTAGAGCCAAGAAAACATCTTGGTTTCTCCTCTCTTCCTAGCAACTGCTTTGGT
CCCGGCGATATTGTTGGCTTGTATGATGCGGCTGGATGCAGTGCAACCTCACAGATATGC
ACAGGGATAGTAACCAGAGTTAGCCAAGCATCTGTAAGTGTGGCCATTGATATTCTAAAG
GATGATGCTGTCCTGGATACAAACTCACTATACAACCTCCTAAAATTGGCCAATGATGTC
ACTTACAAGCGAATGAAACGAGCGCTGAATGTGTTAAATGGATATAGCAATGG
>BJ006527 ID   BJ006527   standard; mRNA; EST; 394 BP.
GACAGTGAGGTGGAAATTGTCGAGGTCCAACAGAAAGCACGATGTGCTCATCCATGCGGA
GGGGTGATAAAGAGTTTGTCTTCCTGGAAGGAAAGCTCAGTGGAGCACTTAAACAGCACA
AATCAGTCCCAGCTCTGGACTACAGTTTCCCCTCAGCACAACTGGGTGTCCCCTCCAGAA
GTTGTGGACCTCACGTTGGACGAGGATGCCGGGCACAAATATCTCCTTTAAGCAGCGGGT
TCCCCACGTTTCCCCTCCCGACTCCTCCAGCCGGCCTAGTCTTGACGTGTCGGCTGAAAT
CCTCAGTAGATTTGCGGCCTTTTGCCTGTAACCGCTCGCGTACCGTTCCTGCACCATAAC
AGTACGCTGTCTTTGTTTTTTGAACTTAGTGTTG
>BJ006528 ID   BJ006528   standard; mRNA; EST; 428 BP.
AGGAATTCGGACGAGGGTCCGTCGGCCGGCCGCAGCTTATTTAACCCCCCGGAACAAACA
TCAAGAACAGCCATGTCCGAGAAACTTCCCTACAAAGTTGCCGACATCAGCCTGGCTGAA
TGGGGGCGAAAGGCCATCGACATCGCAGAGAATGAGATGCCCGGCCTTATGAAGATGAGG
GAGCTGTACGGGCAGTCCAAGCCTCTGAAGGGCGCCAGAATCGCCGGCTGCCTTCACATG
ACCCTGCAGACCGCCGTGCTCATCGAGACCCTCACTGCCCTCGGAGCTGAGGTTCAGTGG
TCGAGCTGCAACATTTTCTCCACTCAGGTCTTCTGCCTGTTTCCAAGTCTTTCTGTGGTG
ATTATTTAATTAGATCTGGAGGTGTTTGCATCGACCTTACCTCTACTTTTTTTTTTTTTT



TTTAAATT
>BJ006539 ID   BJ006539   standard; mRNA; EST; 128 BP.
GGAATTCGGCCGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAG
>BJ006542 ID   BJ006542   standard; mRNA; EST; 570 BP.
CGAGGGAGACCCCAGCGACGCCAGACTCTGTCCAAATCCGTTGTNTCCTCGGAAATTAGC
TTTTATCGACCTAAAAGACATCACGAGCATAACGTGGACACTTTAAGCTTTCTAGAAAGC
GCTGTATTGTCACGATATGACGTTTGTAACATTTTAAAAGCGAAGGCGAAAGATTGTTGT
TGGAAGCCGTCTTCATCCGGATACATACTGCTCACCGGGGAACGGATTTTGGGCAGAAAC
CCGCCGCCGCTGCTCGTTCCCGCTTTTCTTTGTTTTTTATTTGATTTACTGCCAAGTGCT
TTAGGTCTGAACGTTTTCAGAGAGAGCTGGTTGACCACAGAACCTTCACCATGGAGTTAA
GAGTTGGAAACCGATACAGACTGGGCAGAAAAATTGGAAGCGGCTCGTTTGGAGACATCT
ACCTGGGCACGGACATCTCGGTCGGAGAAGAAGTCGCCATCAAACTGGAATGTGTCAAAA
CCAAACACCCGCAGCTCCACATCGAGAGCAAAATCTACAAGATGATGCAGGGAGGAGTTG
GGATTCCAATAATAAAGTGGTGTGGTGCTG
>BJ006558 ID   BJ006558   standard; mRNA; EST; 604 BP.
GCTGCTTTGTTATCTTAGGTGGAAAACCTGAAGTCTACCAGGCGGACAAGGACAGGATGG
CAACTGTGGACCAGTTTTACCTGCAGCTGTTGGAAGTCCCAAATTACAAGCTAAGGGTGG
AATGCATGCTGCTGTGTGAGGAAAGTGGCTCTGTGTTGGAAACGCTGAGACCCAAAGCTG
AACTGCTGGACCGAGCCTGCAAGAGTCCGTTCAAACACGCACACACAACTGCATGCACAC
ACTTTAACAGGCACACACAAATAGACAAGCACACACAGACACATGCCCACTCACACAAAC
ATTTATGCACACACATGCTGATGTACGGTCATACGGTGTGCACTCGCACACACACAAGTG
CATACAGGCACACCCACATAAACACATATCATCCACGTCAGCACACACACGTGCGTGCAC
TCATCAACAGAGCTGGTGTTTGTGTTTTGGAGCTCTAATTGGAGTTGTTGTGTTCTTCAG
GTGTGAGGGAGAGCACCCGGCTGCCCAGCTTCTGTAAGCTCATCCTCAGTGTTGGAAACT
TTCTTAACTACGTGAGAACCTTCTCTCAAATCTTTTTTATATACCTGAAGCTTCCCACAC
ACGA
>BJ006560 ID   BJ006560   standard; mRNA; EST; 445 BP.
CCTGAACGGCTCTCTGGGGTTGTGGTGGAGGTGCATCCAGGTGCCTCGAGAGTAGATACA
CCTTTGAAACAAAGTGTGAGCCCTTCAGCTTAAACCAGCAGTTCATGCCAAAGTACAAAA
ATCTTGACGCCAACGCTGAGGAGGACCTGCTGAGAACATACCTGTGGAGGTGTCAGTTTC
TCCTTCCCTTGGTCTCACTGGCTCTGGTCCTCCTTGGTGGCCTTGTAGGGGTCTGTGCCT
GCCTCTGCCGTAGCTTCACTCCAACCTTGGTTGTGGGCGTTCTACATTTTCTTGCAGGTC
TTTGCACTCTTGGCAGCGTCTGCTGTTTCCGGGCAGGGGTTGATTTGCTGGACTACTACC
ACCCGCCTCCCAAAGGAGTGAAGGGCTCTATGGGCTGGTCTCTCTACCTCGCCCTCATTT
CCTTCCCTCTACAGATGATGGCAGC
>BJ006579 ID   BJ006579   standard; mRNA; EST; 431 BP.
CCGAGTCCACTCCCGCGCCAGCTGTCGACAGAATATGGACAACATGGGGTTAAGACGCGG
TCGTGTGGAAAACTACGGTTTGCCCGGATTGAGACATTCATCGTTACGTAATGGATGTAC
GTTAAGAAATATATCTGAATTGCCTAGCGTGAGTGGAAGCGTGGAAATTCACAATCAAAG
CAACATGAACAACTTGCGGAAAGTAAGTAACAGCAGCAGTCTTNAGGGCATGATGACATA
TCACATGGAAGAAGATGATCAAGTNAAAGAGAGAAGTAATCTTATATCACATAAGGGTGT
CAGGTTCATAAAAAAGACCGGACATTGCAATGTTAGCCATTCAAATTTAACAGACAAACC
ACGAAGGTTTATCTGCAGATATTTTTACAACTGGTGTTGATTNAAAATGGANATGGAACC
TTTTTGTATTT
>BJ006613 ID   BJ006613   standard; mRNA; EST; 592 BP.
CGGTAGTTAACCGGATCTTTGGACAGATGATCCCGTATAGGACGTCACCTGGAATTCTGG
ATTTAAGCTTTTGTAATCCCACGGGCGGAGTAAGGCAGCTGACAAAGGGGTCTGCTTCTG
GATCTGTCTTCCCGGCAGGTTTGCTCAACTTTCTGTCTCTGGATCCCCACTTAGAAAAGA
ATAAAACAAGTTCCAGCCAAACATCCACCAGCTGCAGATGACAGCAGATCCGTCCAGAGA
GATGACATCCCCTCGTTCTTCGCGGGTCACCTCGCCGCCGTATCCGAGCGCCACCTCCTC
CCAGAACACGAGCGGCACCGACTTGCTGGAGCAGATACTAGAAAAGCCCAGGCTGGTGGT
GGTGGAGGAGCCCAAAGACAGAGGGATGCGCTTTCGCTACGAGTGTGAGGGTCGCTCGGC
TGGCAGCATCCTGGGGGCGTCCAGCACCGATAATCACAAAACTCAGCCCGCCATCGAGAT
TCAAGGTCCCATCGATCGTTTAAAGAGGGTCACTGTCACTGTTTCCTTGGTGACCAAGGA
TCTCCCACACCGACCTCACCCCCACTGCCTCGTGGGTAAAGACTGCCCACCC
>BJ006640 ID   BJ006640   standard; mRNA; EST; 595 BP.
AACAAGTTACCAATTAAGAAAACATCAAGTGGTTGGAGGTTCAACTCCACGTGCAGCAGA
AATGTTGAGATGCCCCAGAACATTAAAAAAACCCTGCTAAGACAGAACTCAAAGGAGATT
TAACACACGTGACCTTAAGAAAACAAACTCGGTAGAATCGTTTTCCATCTCATGTTGACA
GGTGTGCATCATGATAGGGGCCTGCTGTGTCTAACTGATTCAAGCAGTGATCAGATTAAA
TGCTTTAAGGGTCCATTTAAACACTGAAACCTTCTAAATGTATAATCTGTTCTCTATGAA
GGATTTTCTCCTGCTTTTAATATTTGTTTAATTTTAACTGAAATTCTTATTTTTCTTTTA



AAGAAAAACTATAACTATGTTGTTTTTGATAAATACCTTTTTGCAGGATACGTTGCAGTT
TTCTGATGAAAAAAAAGTACCTGGCAGCTGTTTTTCTGGTTTATTGGATTTCAGAAAAAA
TGAGCAAATAAAGCAAAATACAGCCTTACGCAGCGTCAAATTTAGAGGATTGGACCTTTA
GGGGAAAGCAGATGTGTGCTACGTTGGCTGAGATGACAGGCTGTTGCTGAAGCTC
>BJ006643 ID   BJ006643   standard; mRNA; EST; 554 BP.
AGGAATTCGGACGAGGGTCCTCCGCCGTCCGGGAATCTGCTCCTCNAGCGCACAGATGCG
GCCCTTCCTGATCAGCCTGTGCGCGCTCCTGTGCGTCGCCGCCGCGCGCCCTTCTCCTCG
GCATCCTTTCAACGATTTTCCCGCCGATGCCGAGTCAGAGGAAGTTCGCTCTGCAGCCAT
CAAGAGACTTTTGGAGGTTTTTGGCATGGAGGACCCCCCCGCCGTCCACGGACACAAGCA
GCCGCCCCAGTACATGCTGGATCTGTACAACACTGTGGCGGATGTGGACGGCGTGACCAG
AGACCCCTCCCTCCTGGAGGGGAACACTGTGCGCAGCTTCTATGACAGACTGCGCAGTGA
GCAGGTGGAGTTCCGCTTCAACCTGTCGAGTGTCGCAAAAACCGAGAAGATCCTCACGGC
GGAGCTTCATCTGTTCAAGCTCAGACCTCAGGCCACGCAGACGTTCAACCGGCACCACTT
CTGCCAGGTCAGCATCTACCAGCTGATGGAGAGCAGCAGGAGCAACAGCACGCAGGAGAA
GAAGCTGCTGTCCG
>BJ006648 ID   BJ006648   standard; mRNA; EST; 643 BP.
AGGAATTCGGACGAGGGGACGCCTCCCCCTCCCCTTCAACAACCTGAAGGAGGCGGGGCT
GAGGGACGGACGCCATCCCCCTCCCATCCAACCTCCTGAAGGAGGCGGGGCTGAGGGACG
GACGCCATCCCCCTCCCATCCAACCTCCTGAAGGAGGCGGGGCTGAGGGACGGACGCCAT
CCCCTTCCCCTTCAACCTCCTGAAGGAGGCGGGGCTGAGGGACGGACGCCATCCCCCTCC
CCTTCAACCTCCTGAAGGAGGCGGGGCTGAGGGACAGACGCCATCCCCCTCCCCTTCAAC
CTCCTGAAGGAGGCGGGGCTGAGGGACGGACGCCATCCCCCTCCCATCCAACCTCCTGAA
GGAGGCGGGGCTGAGGGACGGACGCCATCCCCTTCCCCTTCAACCTCCTGAAGGAGGCGG
GGCTGAGGGACGGACGCCATCCCCCTCCCCTTCAACAACCTGAAGGAGGTGGGGCTGAGG
GACAGACGCCATCCCCTTCCCCTTCAACCTCCTGAAGGAGGCGGGGCTGAGGGACGGACG
CCATCCCCCTCCCCTTCAACCACCTGAAGGAGGCGGGGCTGAGGGACGGACGCCATCCCC
CTCCCCTTCAACCACCTGAAGGAGGCGGGCTGAGGGACGGACG
>BJ006689 ID   BJ006689   standard; mRNA; EST; 562 BP.
GGGGGAGGCCCAGTAAAGNATCGACTCAGGGCCTCACATGTCAGTTGTTCAGGAGGAGGC
GCCTGACACTCAGTTTCCTCCTACAGCTGCTGTGGCTCCTGCAGCGGCGGCGGCAGACAT
CTCANAGCAAATCTCAGGCTTTCTGCCCCCCTGTGTGGTGAAGGAGTCAACGTCAGCTCC
TGCGCTCGCTTCTCCTGGACTTGACTTTGTCCANAGCTCAGTGTTTGATTCTACTCTGCC
ATCTTCTGCTCCACTAAACCCAGTTTTGGTTACCTTCTCTCCTGCTCCTCTTCAAGATTC
AGCTTCACTTCCAGCTCTGACCCCCGATGGAGCGCCACCTCTATCTTTAACCACAGGACT
TGCTCCTGCTTTTGCTCCTTCTCCTGCTCCACTTTTTGGTCCTTCTCCAGCTCCTGCTCC
TCCTGCTCCCGTTCTTGGTCCTACTCCTGCTCCAGCTCCAGCCCTTTTCCAAGACGGTGT
TCCAGCTCCAGCTCTTGTTCCTCCCTCAGCTCCCTCCCAGTTGGAGAACCTGTACGTAGA
ACCTGNGCGGGGGGAAAATCTT
>BJ006723 ID   BJ006723   standard; mRNA; EST; 629 BP.
GCAACAAGACAGCANCGAGTTCGCGCTGCCCGTCTGTGAGGGCGGGCTGCGAGCTCGCGG
AGCGCCGTTCGGGTCTCGTTCATGTGGGTTTGGTCTGAAGCGGGTTCTCTCTGGTTCTAG
CCGCCGGGGCCGCGAGCATGGAGGACGAGGAGCGGCAGAAGAAGCTGGAGGCGGGCAAAG
CCAAGCTGGCAGANTACCGTCAAAGAAAAGCTCACGCAGACTCCCAGAAGAAGCAGAAGA
AGAAGAAGAAGAAGAAAGCAGATGAAGACTCTGGAGGAGATTCCCAGGGGAGGGTGGAGG
ACGAGCTGGAGCGGTCTGTGGAGGGACAGGAAGTCAGAGGAGGAGGTGAACCCACCGCAG
AGTTTTCCTTCACCAAGACCCTGAGGAGCGGAGAGACGGTCCGGCATGACCAGACCTACA
AGATAGAGCCAGAAAGTGAGGTTTCCACCACAGCTGAAGATTATTCCTCAGAGGTAAATG
GATGCCAGAATGAGATGGTAGAACATCTAGAGTCGTCTCCAGTGGACTTGAACTGGGAGG
AGGCGGAGTACATGCAGCAGCTGACGGAGGGACAGGCGCTGGGGAACATGGAGGATGCAG
CGAGAACGCAGGCGGAGGCGGAGCCAACT
>BJ006747 ID   BJ006747   standard; mRNA; EST; 607 BP.
GGAAGAAGGAAGCACGTCTCTTTCTTTTTTTTTCTTTTCATTTTTCCCACTAATTTTGGA
GCAGACGTCTACAGGCGGCTCGTGGGACTCGTATTTTGCAGGCAGCTGGACGGCACATTC
ATGGCCAGTCCGAACACCACCATGCCAGAACAAAATAAACCCAGTGGGAACCCAGACTAC
ATCGCCTTCGTCCTGGTCCCAGTTTTCTTCCTCCTGGGTTTGTTGGGGGTGGTAATCTGC
CATATTTTGAAGAAGAAGGGCTACAGGTGCACCACTGCCCAAAATGACGAGGAGTGTGAC
GCAGAAGAAAAGGATCCTGAGCTGGGCGGAGAGGCGAATGACACCATGAGTGACAGCGAC
ACCGTGGGACAGATAGTCCACTACATCATGAAAAATGAAGCAAACTCGGACGCCCTGAAA
GCCATGGTTCACGAGAACAGCATTGATTCAGATGGGCCTCCGCTCACCCCCACATCCCCG
GGCCCCGCCACCCCTCCGCTGACCCCTTTGTCCCCACGGCCACCCGCTGGAGCAGAAAAG
CACACCTGCAGCCACCTGCACACCATCGGCGGAGCGAGCGGCACCAAGAACATCTGCACG
CGCTGCA
>BJ006763 ID   BJ006763   standard; mRNA; EST; 229 BP.
ACGTGACCCAGCTGGCCGGACAGAGGTCCACTCCCCTGATCATCGCGGCTCGGAACGGAC



ACGACAAGGTGGTCCGACTGCTCCTGGACCACTACAAGGTGGACACCGAGCAGACCGGGA
CGGTCCGGTTCGACGGGTATGTCATAGACGGAGCCACAGCGCTGTGGTGTGCTGCTGGGG
CGGGGCATTTTGAGGTGGTGCGCCTGCTGGTGAGCCACCATGCCAATGT
>BJ006768 ID   BJ006768   standard; mRNA; EST; 601 BP.
GCAGCCGACAGCCCCAGCAGAGCGCAGATTGTGTTGTTGGTCTGAAAAAGATTCCGCATG
AAGAGATTCGTTGGGTGCGCGGAAAGCTTTCTGCATGGAAAGTTGTTGCTGAGCGCGCAG
CTCCGCCGCAGATGTTGTAGATGCTGAGACCCTCCTCTGTTAAAGCTGTAATAAAACCCG
GCGGGCATCAGCAACATGACTTCATCTGCTAAAGACCTGGATGGAGGTTGGGGATGGGCG
ATTGTCGCAGCATCCTTCATGGCTCAGCTCCTGGCCTATGGGTCACCTCAGTCGGTGGGC
GTCCTGTACCCTGAGTGGCTGCATGCCTTCCAGGAGGGCAAAGGCGTGACAGCCTGGGTG
GGCTCACTTGTGGCAGGAGTGGGATTAATAGCCAGTCCCATCTGCAGTGCCTGCGTAGAC
AACTTTGGGGCCCGTCCAGTGACCTTCTTCAGCGGTGTAATGGTTGCTGGCGGTCTGATG
CTTAGCGCCTTTGCTCCTAACGTCCCATTTCTAATGTTTTCCTATGGGATTGTTGTAGGC
CTTGGTTGTGGTCTTGTCTACTCTGCCACTTTGACAATCACCTGTCAGTATTTTGACAAG
A
>BJ006770 ID   BJ006770   standard; mRNA; EST; 659 BP.
CGAGGGTGGAACCAAACGAAACTTNGCAGCATGCAGGAGCTTCTCAGCTGCTACCAGAAG
GAGACGGTGCGCTCCGACAGCATCATTTTCCAGTTCAGGAAGTGCTGTCCTCCTCTGCCT
AAAGAGAAGACCTGTCTACTGGTGTGCAGAAGCAACAAGGGCTCCGAGGTGCCATTGACC
CCGTCCCTCCAACGGCACAACATCAGCCAGATGGTGTTTCATAAGATCAGCAAGGATGAT
CTGGAATTTATGGAGAGTCTTGGTCAGGGAACATTTACAAAAATATTTAAAGGGGTCCGA
AAAGAGCTGGGAGACTACGGATGTATGCACCAAACAGAAGTCATCATGAAGGTTTTGGAC
CTGGCTCACAGGAATTACTCTGAGTCGTTCTTTGAAGCTGCCAGCATGATGAGCCAGTTG
TCTCATAAGCATCTGATCCTGAACTACGGCGTGTGTGTCTGTGGAGAAGAGAACATCATG
GTGCAGGAGTACGTGAAGTTTGGCTCTCTGGACACCTACTTGAAGAAGAACAAGAGCTCC
ATTAACATCATGTGGAAGCTTGAAGTGGCGAAGCAGCTGGCCTGGGCCATGAACTTTCTG
GAGGACAAGCAGCTTGTTCACGGGAACGTATGTGCTAAAAATGTTCTGCTGATCAGAGA
>BJ006771 ID   BJ006771   standard; mRNA; EST; 723 BP.
TGCAGGCAATTCGGCACGAGGGTNAGTGAGAACCACATCTGCCTCCTGTCTCCTGGCATC
GGTTGGCTGTTTCTCCAGGAAGAATGTCTTTGAACGACTTTGACTTGTCTCAAGCGCTGG
ACAGCGAGCCAGAATCCGACTCTTTCTGCTTTGACATGGCGGACGAGAAGGAAAAGGTCT
TTGAGCTGGAGGACAACCTGGACCTGATAGTTTCCTACAACAGGAGGACATTGAAGAAAA
TGGTGAACCTGGTGATGACCATCAACAAGATGCAAATGCCTCCATCTGAAGGCAGCAGTG
ACCTGCAAGGTGACGGGATCTGTAGCACCGTCATGGAGCACGTGGTGAAAGAAACTGTTG
TCTGTAAAGACGAAAACGTCTCCTCTGGCGAGAGGAGGGTCTCTTTCACCAGAACGGGCA
GCAGGACGGAGTTCAAGCTGTCGGACATGAGTCAGAGACACATTGTTCACTTCTCAGAGG
AGATGAAACTGAAGGCCATCACTCTAAAGGCGGGATACTGCCATCTTAAAGTAAACTTCA
CCATGTCGAGGTACAACCCCACCTCCTGCAGCAACAACAGTGGGATGACGGTCCTGCTGT
CGATCACCAAAAACCTGCACCTGTCCTGCACAAAGACAGACAAGGAGGTGATCCTCAACC
TGGAGGAGTGCTGTGAGGAGAAGCTGAAGGAGATCAAGAAGGATGAGGACATGGACCGAT
TCC
>BJ006778 ID   BJ006778   standard; mRNA; EST; 595 BP.
CGAGGCACTGTCACTCCTCTGCGATTCCTCCAGCCAGCGCGCCGCCATGGTTCATCATCA
GGAATTTGAAGGTGCGGGGAAGGAGCCCGGCCTGCAGGTCTGGCGTATCGAGAACTTGGA
CCTGAAGCCGGTCCCCAAAAAACTGTATGGCAGCTTTTACACCGGAGACGCCTACCTGCT
GCTCTTCACCACCGCAGCTCCATCCTACAACATCCACATGTGGCTGGGTGACGAGTGTTC
ACAGGATGAGAGCGGAGCGGCGGCCATCTTCGCCACACAGATGGATGACTTCCTGGGTGG
GGGGCCGGTGCAATTCAGAGAAGTGCAGAACCATGAGTCCAACGCCTTTCTGGGCTACTT
CAAGTCCGGCATCAAGTATCAGAAAGTGGGCGTGGCCTCAGGCTTTCAACATGTGGTCAC
CAATGACATGAACGTGAAGCGCCTACTACAGGTCAAAGGTCGCAGGGCCATCAGAGCCAC
AGAGGTGGAGATGTCCTGGTCCAGCTTCAACAAGGGAGACTGTTTCATTGTTGACCTGGG
AAAGGACGTATATGTGTGGTGTGGCAGTGAGTCCAACCGCTTCGAGCGACTCAAG
>BJ006790 ID   BJ006790   standard; mRNA; EST; 672 BP.
CGAGGGAAAATCGGAAGCATNAATCCGACAGGGTTGCCCATTGTCTGCAATGCTGTTTTA
GTATTGCGGTGGAACCCCTGGCAGGCATGATAAAGGCGGATGGCAATATTCGGGGTGTGG
TCACGCCTGCCGGGAGGGAAACCAAAATCTTCTCATATGCGGACGACACTAGCCTGGTGC
TGCAACATATTAAGACTTTCTGTGAGGCATCAGGAGCAAAGCTCAACGTTGGCAAGTCTG
AGATTTTGTTTTTGGGCAGCAAGGTCGGGACGACAAACAAGTGGGGTTTCAAAGAGGCTG
TGAGAGAAGTTAAAGTGCTGGGAATCTGGTTGGCTCGATCACGTGGTGAAGCTATTTGTA
AAAACTGGACAGAGGTGGTGGGTAAACTTGCACAAATTTTGGGTCTCTGGAAGATGCGCA
GGTTGACTCTAAGGGGTAAGGTGATGGTAATAAACACACTGGTCTTTTCAAGGGTGAATT
ATGTCCTATCAATTCTGCCATTTCCGGAAAACTTTCAACTGACAATTAATAATCTCATTT
CAAATTTTCTTTGGGGCTCTAAGGCCAACCAGATTTCCAGATATACTTTATCGAGAGCCG
TCCAGAATGGTGGTCTGAATCTGGTGGAGTTGGGCGCCAGGAAGGGGGCTTTACGCCTGA



AACTGGCGGCTC
>BJ006794 ID   BJ006794   standard; mRNA; EST; 689 BP.
TCGGCACGAGGNAGNAGCACGGNAGGGAGGCCACGCATCATAGAGCACACATAAAACCTT
GATGAGTTTATTACACTGAAATGAGATCTGCGGAATGTCTCCTGATGGTTTTGAAAGAAT
TTGCAGCCCAGAATGTAACTGTCTCAACCTCCAGTGGGTCTGCTCTCATTTTTTTTACCA
CAGGCTGATGCCTGTAAGCCAGGGGTGGGCAATTCCAGGCCTCGAGGGCCGGTGTGTCTG
CATGATTTCCAGATAGTCTTGCCCTACTCATGGCTGATTACCTAGTTCAGGTGTGTCCAG
CCAATAATCTTGCCCTACTCGTGGCTGATTACCTGGTTCAGGTGTGTCCAGCCAATCAGA
ACATGCCAGAGCAGGGTATGCTGGAAAACATGCAGGAATGCGGCCCTCAGTGCCCACCTC
TGCTGTAAGCAGATGGTTTTTGCAACGTACAAATTAAGGTTAATACTAGTGGTGCATAGA
ATAAAAAAACACATAAATACGATTTACGTGAAATATATTCAATATATTCTTAAGGCTCTA
TTTAGTACAAGTAGTGTAATAAACCAACCATTAGAGTGAAATGCATTGCACAATTTTATT
TTATTTTTTTGCACAACACACCAAAAAAAAAGATTCTAGAGCTTTGTACACAAATGTCAA
ATGTCTCAATGCCAAACCCATTGTCAAAC
>BJ006813 ID   BJ006813   standard; mRNA; EST; 369 BP.
TTTTGACTTAAAGGGCAAACTATTACGGAAGCTGCAGGCAGCAGAAGCAGATCCAGGTCA
GGACATCCTGAGGAGAAGGCCGCAGGCGGTGAGGACCAGGAGGCCGAGCAGGTGTCGGTG
AAGGAGAGACTGGCCATGTATCAGGCTGCCGTGTCCAGCAAAGAAAGCAGCGCGNGCTCC
TCCGCTGTGATGNTTTTATGAGTCAGAGGCCTGTTCGCTGCCTGGTGGGCTGGCAAGTGT
GAAGAAACAGTTTGAGAATCAGGAGTTTGCCTCTTCATCCTCTCAGTCCAGTGTCACGCA
ATTTCATGTCCAGAAGAGATCAGTCCAGGAGATCTCAAGCTCCTCTGAGGTGATGATGAG
GAGCAGTGC
>BJ006826 ID   BJ006826   standard; mRNA; EST; 662 BP.
ATGCTGAACAAGGTTGGTATCGGGGGGACAGTAATGGCGATGGGTTGGTAATGTTGTTAA
TTAACTGCCAGGTAAGTTTTAGAGCGGCTGGTGTTTAAACAGAATGTGGTAAACATCATG
AGCTGTCGCGAGTTGGGAAGCTGTTTACAAAGTTATGTTAAACGTCACCTGTGGTTTGAG
AGGTGATCAGTTAGGTCGCAGTCTCCGTGTGAACCCTGACTGCAGGCAGCATCCTCCCCA
CTGCTGACCTCCCTGTCTGGGTTACAGGGTGTGGTCTGCCTGGACCAGCACAGCTCGGCC
TCCTTGGTCCATCTTTAATGGCGTCTGGTCTTTATTGAACGGGATGCTTTTGTCAACTTG
GTCAAATCCTCTCTTTAATTACTTTTTTATTATTATTATTTTTTCAGATTATGAGCAAAC
TTGGTGTTGGTGACAGCTGGTGCTTTGTTGATGTGCTTGGATTGGAGGGTGAGCAACTTT
CTGCTGTGCCAAAACCATGCTGTGCCTTGATGCTGCTCTTCCCACTCACACAACAGGTAA
TAGTGAGACAAGTGGATGGTGCATTTGATTGACAAAGATGGTGGTCAAAAAAAGTCACTG
CTCTATCCGTGTACTTATTGTGACTCGTCATCCCTTTCTTGTACATCAACAGCATTCCTN
CC
>BJ006831 ID   BJ006831   standard; mRNA; EST; 493 BP.
GTCATGTGGGTTTGTGTTTGATGATGTCTCTGCCATCCTGGACAACAAGGACCTCCGGCC
CGCAACCCCTCTTCACAACCTTTTTCTTAATGACTTTTGGGGAACACCTATGACTGAGGA
GCGAAGCCACAAGTCTTACAGACCCCTGACAGTACTCACATTCCGACTGAACTACCTCTT
CAGTGAGCTCAGTGCAGNTTCCTACCACCTGCTCAATATCATTTTACACGCTGCTGTGTG
CGTTCTCTTCCTGCGTGTTTGCCGACTGTTCCTGGACAAGACCTCCGGTTTGGTGGCGGC
TTTGCTGTTTGCTGTTCACCCCATCCACACGGAGGCTGTCACTGGAGTGGTTGGTAGAGC
TGAACTTCTGTCCTCCATTTTTCTTCTGGCTGCTTTCTTGTCGTACACAAAGTCAACAGG
TGCAGATCATTCTATTGTGTGGACTCCCATCGCTCTTACTGTGGTGCTGGTGGCTGCAGC
AACACTATGCAAG
>BJ006850 ID   BJ006850   standard; mRNA; EST; 631 BP.
TTCGGCACGAGGCTCTGTCGACCTTTTCGGGACTGAACGGAGCCGCTCCCCGGCGTTCTT
TAAGCGCATTTATTCCCATTTACACCGGTTCTGGTTCCGACCTTTAACACACGGAGACGG
AGGATAGTGGTAAGCTAGTAGTAGTAAGAAAGCTCGCGGGCGTTTTGTCCGGCAGCTAGT
AGCTCCGCTAACCCAGCTAGTACCTAACCCATCCAAATGGACCTGTTCGACGACCTTCCG
GAACCGACACAGACCTCTGGTCGTCTCTCAGCGCCGAGCGCCAGCGATGAGGAGGAGGAG
CGGACGGCCAAACGAAGGCGAGAGGACGGCGGCGAGGACGTGGAGGTCAAGAGAGTTTGT
AAAGAAGGTTTTCAGCTGTTCCACCACAATGTTTGTTCGCCTCTTCTCTCGTCGGCGCTC
TCAGAGGACGGATGATTGTGGGGGAGGGGGGGCTGGACTCACGCTGTCTGTCCCACAGGT
CTGCCGGAGCTGAAGGCGTACGTGGCGGCGAGGCGCGGCGAGCGCGAGGAGATGCAGGAC
GCTCACGTGCTGCTGCCGGACCTGATGGGCTTCCTGCCATCGCAGCCCGAACTCGTGTCC
CGCCTCTCGTATTTCGCCGTGTTTGACGGTC
>BJ006854 ID   BJ006854   standard; mRNA; EST; 114 BP.
TTAATCACCGTGCACTGACTACCCATTCATAGATCTAAGCAAACCAGCTCCATCAGAGCT
GTGGCATGGAATCCGCTCTGCCCCTTCCAGTCTTAGTTTTTTTTTTTTTTTTTT
>BJ006886 ID   BJ006886   standard; mRNA; EST; 123 BP.
ATACCCATNCTCCTCCCTCCGCCGTCTGTCAGCACCGGGGCCGAAAATCCGGGTCCAACA
GAACGGCTCCGTTCGGCGCTCGCGACTTGTGACGGATTTTTTTGTCTTTTTTTTTTTTTT
AAC



>BJ006904 ID   BJ006904   standard; mRNA; EST; 665 BP.
CTGCAGGCAATTCGGCACGAGGATTGAAAATACAAGTTATCCAGGACGATGAGAGCCTAA
TTTTTGAATATGTAAGTCCATTTATTCTAATTTTTGAGTGTGGGGCGGATGATTCTGGCT
TTCTGGACGGAGGGAAGGCCTATGCACTTGAAGTTCACCGCCTTTGGCGGTGAATTTCTA
ATCTTTAACCCCTGACAAGCTCGTGCCCCTTTGTCAGTCTGGTGCCAGGGTTTGAAGCCC
CACTTCCTTCCATGCTGTAGAAGAAAAGATTTTTTCTCAGACATGATGTTTTGGACTATA
CATACCTTCCAAGTCACCTAATCCTGAACCTAACCTCAGTGAAGAAGTAAGAAAAACCTA
TTCTGAGAGGATTTTTGGAGGACAAATGACTGAAGAGGAAAAAGAAAAATGTTTTGTGCA
AGCTGGGTGATTTCCTTAACTGTCTGGACCTCATCTTGGTGAGGGGGGGTGTGCTCCCAC
TCCTAAAAACAATAGGTGAGACTATATTTCAAAGAGCCATAAAGCTACGGACAATTTCGG
AAAAGCATGGATCCACAGCCATTCAGGAGCAAAACAAAGGCTAACTCCGCCCACCTGCTC
TATTTAAGAGGACCTGCTTCTTCCAACTCACTCACTCACCTTGCAGCCCTGTCATACGGA
GGCAC
>BJ006924 ID   BJ006924   standard; mRNA; EST; 645 BP.
ACGAGGCGAAACACCGCCAGNAAGTAACAGCGACAAGNAGCGCAGCGCCCCTCCAAGNAG
GATGCGCCCAAGAAGCCCCAGAAGAGCACCCCCACCACCAACGGGGGCCCCAGCCCCCAG
GGGCCACGCTCCTCAAGCGGCTGCCTCGGACTCCTTGCGACAACGCTGTTCTATGTTGCG
CTGATTGGCGCCGCTGGGTTTGCAGCTTTTCATTTACAGCAAGTTGTGGAGGAATTCCGT
CACGCAAACGCAAAACACGAGGAGAGCGCACGGCGCAACGCGGAGATGAGCGGAAAAATG
GAGAGTGTTGTTCAACAGGTGGACTCTCTAAAGAGCGTTGTGGACGGGCTGGAGTCATCG
CTGGGAATCACACGGAGGGAGCTGGAAACGGCTGTGAGCCGGATGAAGAGGGGGGAAGTG
GAGACCAGGAGGGTCGAGGAGGCCCTTCAAAAGCTTCAGAACGACCTCCTCAAAGACCTC
TCCGATGGCATCAAGGAGGTGAAGGAAGCTCGGGAGCTGGATTTCTCCTCTCTGGAGAAA
GCGGTTGAGGAGCGCCTGGCTGAAGTCAGCCAGTCCATCACAGCCAGCGTGGGGGAGTTC
ACCGAATCTCAGGGCGAAGTGCAAACTCAGCTGGCGGATCTCAGA
>BJ006925 ID   BJ006925   standard; mRNA; EST; 522 BP.
TCATGGACCAGATGGATGTGGAAAATGCCCAAACCACTAACCTTAGATGAAACCCTGGGT
CCTCGAGATGCTACTATCCTTTCCCTCACAAGCATACAGTTCACTTTTAGCACGAGGCAT
GCTAACTGAGGTTCATCAAATCTGAGATGTAGATCTCTGGATTTTAAAGTTCATTGAGAT
TTGCTGTAATCATTCTTGCAGATGTCCTTTGTTTCTGTGTTAGAATGAAGTCCTGGAGTG
AAATGGTCGTCAGCAGGTTTCCGCTCATTGATTTCCTTTATTGGAAAGAAACTGGACAAC
AGAAGTTGAAATCAAACATCTTGACCTGAAATGGAAAAAAAATCAACAGTAGTTCCTGAG
GTTACAGGTTGTGTCAGATGAACCCATACTGACCCTGAACTCATCAAACAAAGGAACCTT
TTATTTCAGGGTTTAACACAAATTTTCTTCCTTCAAACTAAACATTTTTCATGAATGCAT
TGTTGCTTTTCTGTCCTATCATAAACTGGCAGAACTCTTTCT
>BJ006927 ID   BJ006927   standard; mRNA; EST; 595 BP.
CTGCAGGNAATTCGGCACGAGGGAGAAAACTCCTGNGGTCTCGGACTCTTCTGCAGTTTC
TCCATAAATGGTTTAAACGGTCTTCATTACGTGGTTTGTTGTACATGACATTCCACTTCC
TTCCAGAGGAGGAAGTAAACCAGGAAGTTACTCCTATCTGGATAGTTCCTGAATGCAAAT
TGAGTTTCTTTAGAACGTTTTCCAGGAATATTTAAAGCTATTTTCCCTTTTGTGATTAGA
AACTGGTTTCTCCAGACCAGGATTCAGGCTCAAGCAGACCCGGTTTAGGGTTTGGTTCTG
AAAAAAGAGCCACTTTCTGCTTAAAATACATATAGACTTTTGAGCTTCTCAGACTCTGAG
CCGTTTGGGTCTGCGTGGGAATTCATATCCTAAAAATTAACATCTGTAATGCGTTGAAAT
GTTTTTTTTTTTTGNAAATAANGTTTTTCATGTTGAAAGGCTTTGNGAGGGGAGGCAAAA
ACCTGNGCGCTGNTGCCACCTGCTGGACATTTAATGNGAAAGCAGTTTTTATNTTATTTG
TNCAGTTGATAATGTNCAGATTTAGGATTNCATTTTTTACAATANCTCAATACAG
>BJ006941 ID   BJ006941   standard; mRNA; EST; 487 BP.
AGTGGNATCGACCTGATACTTACGGTTACAAACAGAGAGGCCCTGCAGCTGTAGTAGGCT
CTCAACGTCTTCTACTACTGCACATATGAAGGAGCGGTGGACTTGGACGCCATCACCGAT
GAAAAGGAGCGCAAGGCTTTGGAAGGGATGATCAGCAACTTCGGTCAGACTCCCTGCCAG
TTACTGAAGGAGCCCCACCCGGTGCGACTGTCCCTGGAGGAAGTGGAGAAAAGGAAGTCC
CAACTGGACACATGTCCTCTCAGCATGTTTGAACACCTCAGCAACCTCAAGTCCTTCTTT
GTTGAGGGCATCTGCGATAACGTCCCGCTGGTCAAAGCCGTGGTGCCAAAGAATCAGTCG
CATTCCTTCATCAGCCAAGGGAGTCCCGACACCATGGTGACGGTGAGTCAGAACTGCCTG
GTTGGGACTCACGGGTGGCTTCCTTACAACAAGAGCATCTNCAACTACTTCACCTTCATT
AAAGACC
>BJ006964 ID   BJ006964   standard; mRNA; EST; 630 BP.
GCATAGATGCACTCTGCATGGAGAACAGATATTTGCACGAGAGGATTAATNGTTTCAAGA
ACAGGTCAACCTGCTCAAAGCAAACCTAATGAAGTACAAGAGCGCATTGGAGAGCAGGAA
GATTTCAAAAATCAATGGCAGGCCAAACAGCAGTGCTTTAACTGGAGTGCTTTCAGCTAA
ACAGGTGAAGGAACTGTTACTGTCTGAGGAAAACGGCTGCAGCTTGCCGGTGACTCCTCA
GTCCATCTCAGACCTAAAGTCTCTGGCCACAGCTCTCCTGGAAACGATCCACGAGAAGAA
CATGGTGATCCAGCACCAGCGCCAGATAAACAAGGTTCTTGGAAACCGAGTCGCAGAGTT
GGAGATGAAACTGAAAACAATAGAAATTTCTGGGCTTTGGAGACTTCCAGGAGGAAGAGA



TGGCTCCTCCGTGAACTCTGGGAGAGTTGAATCTTGTGTTTCTCCTGGACATAAAGGTGA
TGAAGTTTGTAACGATGAGCCCGCCTCGCAGCACAGCTCTGAAGCTCTGGAGGATGTCTG
TGAAACTGAAGCTGAGTCAGCTTTTCAGGCTAGCACACAACCCGTGACCAGGACCCGAAG
TATCACGCCAGAGAGCTTCGCAGTCGTCAC
>BJ006966 ID   BJ006966   standard; mRNA; EST; 654 BP.
GGAACATCCGGCCTTCTTCAGAGCGACATCGTCTCAGTCCAGAGCAGGCCAGCCTGGATC
TGAAGTCATGGTCCGGTCCAAGAGGGGGGTTTCAGAAAGGCTTGGCCTGAGGATGCCCCA
CACTGGCGGAAGAGGCAGAGAGGGTCTGCCGCTGAGGAAGAGTCTGGCCGAGCGTCTTGG
AGGGGTCCTTGAGGAGCCATCAGCACCCACTCTAGAAGGTGCCAAGCCTGTTAAGGACAG
ACTTGGCTTGTTTTCTGGTCCCGCTGCAGCTGAGCACTCAGGTTCTTCAGCTGAGAAGAA
CAGCGCTTCTGTGAAAGACCCGGTGCAGATTCGCATCAAAACACTGGAAGAGATCCGACG
AGAGAAGGCAGCCAAGAGCCAGAAAGATGCTCCATTAGATGTGTCCCCAGATGCTCCTGC
AGAGATCCCAAAGACTGGCACCGCCAGAACCGTCAGGGGGGTCAAGAGAACAGTTTCTGT
GAAGGATGCCCCTGTCGCTAACATTAAGACATTTTCTGAGATTGTTCTGTCGAAGAAGAA
GAGACAGGAAGAGAAACGGGCCAGAATCTCAAAAACAGCTGAGGGCCCTGTGGAGAAAAC
TGTGAGCAGAAGCCCGGACGAGTCCGACACCCCTGAAGATGGGAAGGAGGGCAA
>BJ006969 ID   BJ006969   standard; mRNA; EST; 205 BP.
AGTAGAACGAATGGAAGAGCAGAAAAAGGAAAGAGAGCAATTGGAAAAAGGCNAACAAGC
ACATAAGCAGAAGCTTCAAGAAGTGGAACAGAAATTGAAGACCCAAGCTCTTAGTGAAGC
GGATGCAAAAAAGATGAGCATGACCAAGGAGGAGCTCAAGAAACAAGAGGAGGAGTTCCA
AAAGAAAGAGAGAGAATTGCTCAAA
>BJ006975 ID   BJ006975   standard; mRNA; EST; 657 BP.
AGGAATTCGGCACGAGGCCTCGTCCGCGGGGGACGCTGCGGCGCGGCTGCGTTCTGGTGG
CGGGCAAGTGCTGGGCCAAGGTGCGCTTCCTGTTTGACGAACGCGGCCGCATGGTGATGG
AGGCGGGGCCGGGCGCCGCGGTGGAGGTGTCGGGCTGGAAGGAGCTCCCGTCCGCCGGAG
AGCTGATCCTGGAGGTGGAGTCAGAGCAGCGGGTGAGGGAGGTGGTAGAGTGGAGGAGCC
ACGAGGAGGAGCAGCAGAAGCTCCAGGAGGATCAGATCGCCATCCAGCTGAAGCAGCAGC
GCCACCTGGAGGAGTACCAGCGTCAGCGCGACGCCCACGCCCACCTGAGCTGGAGGCAGA
GGAAGGCGGCGCTGTACCGGGCCAACAAGACCCGCTTCTCCATGAGGCCCAGCGAGCACG
CCGAGAGCCACGAGCCCCGCCTCCCCCTCGTCATTAAAGGAGACGTGGACGGCTCGGTGG
AGGCGGTTCTGAACATCCTGGATGGTTACGACGCCCAGCACCAGTGCCAGCTGGAGGTGG
TCCACTTCGGCATCGGAGACGTTTCTGAGAACGACGTCAACATGGCGGAGGCGTTCGGAG
GTTCCATCTATGGGTTCAACGTGAAGGCGAGCCGCGCCGTGCAGAACCTGGCGGTGA
>BJ006989 ID   BJ006989   standard; mRNA; EST; 247 BP.
TGGCGCTGACCCTTTACCCTCCAANGGGGAAAAGNGGCNCGAAATCAGAANGGGTAAACT
GCCCTCCATCCCTCAGGNGCTTTCTCCAGACTTCCTNTNTNTACTCAAGGTAACAGTCAC
TTGCATNTTTACATTTNTTATTGNCCCAATGNGAGCTACTTGCTGTCTAAACACACAACT
NTTATCAAATATATTTCCATTTATGTCATTGGNCATAAACTAAAGTATTTTNTTATATTA
AAAGAAG
>BJ006993 ID   BJ006993   standard; mRNA; EST; 583 BP.
CGAGGGAGAGCTGGAGNACAGTTGTGAGGGCAAAAGCAGGAGTGAGAAGCTGAGAGCAAG
GCAGGTTAGAAAAAATTGAGGTTTTACTTGTTTGCTCACACATCCCCACTCCACCTGGGG
CACACATAGTCATATTGGGAGGTGCTTTAGGGAGACTTTGAAAGCTGTCATCCAGGAAAG
AAGGGAATTAAACTTGAGTTTTTTCTTCATCCATAGTGGGAAAATAGGAATATAGATTGT
TCGTAGCTCAATTGTTCCTCTTTGCATTTTGTTCCTGCAAAGTTGCATTGGAAAATTTGG
ATACAACCTTCTTGAATTGCTGTTCTGAACTCAGAGAGGCATGGCACATGGACAAAAAAG
CCCCAGGTGGGCATTAACCCAGAGCTCCTTTGGCCTGGCTCTTGGCCTGTTGCTCTTCTC
CCTCCTCCTGCTTACCATTGTGGCTGCGGATGAGTACGACTACTACAGCTGGCAGTCAGA
CAACTTCCACAATGGCCGTTTCTACACCAAACAACCGCAGTGTGTGGACATACCATCTGA
CCTGCGCCTGTGCCACAATGTGGGCTACAAGAAGATGAGGCTG
>BJ006996 ID   BJ006996   standard; mRNA; EST; 634 BP.
GTTTACAACTAAAGACAGCAGCAGTGACGGGTACCCTTCCCATCCAGGGCACAAAACACT
CCGGAAGTGAGAATGCTGCCACCCAACAGCCGATATTACACTTCATTGGAGTCCAGCTAT
CAACCAGATCTTCACAAACATTCACGTCTGGAGGAGTCTTCACGTGGCAGAGATTTGGAC
AGAAACAGGGACAAGGTTGGGTCAGAAGAGATGGACTACCGAGACCGACAATTTAACCTC
CATCCTCATCACACCTGGAATAACAGTCACAGTCAAAATATCCCCAGACAGCAGTCTCCC
AACAGTAATGGTAGTAGCAACGATGACAAGAAGAGCAGAGGCCGCAAAGTCAAGAAGTCG
GAGTCCGAGAGCGGCATCTCCAAACTCCTCAAGACTCTGAGGAAAGACAGTTCGGGAAAA
AAGGCTGCAGCTGCCGAGAGGCTCAGGGGGAAAGAGCTCTCAAGTTCTACCATTGACGCA
AGTTTTCATTCACAGCGTCGCGGCTCCCTCGATCGCTCACCTACCAGGAAGCGCACCTCG
TCTCCAGATCGACGACGGGCAAAATCCATGGATCGCAGGGCTGACCGTTCCCATCATGAC
CACACACCTGAGAGGGAGCAAGATGATGGTGGGT
>BJ007000 ID   BJ007000   standard; mRNA; EST; 639 BP.
TGCTGTGGCTCGGAATCCAGAGCAAGTTGGAAAAGGTGTTTAATGTCTGTAAAGAAGACT



TTTTGCCCAAGAATTCCCCTCAGCCTGAGCCCGTCCACATCAGCGGGGACCAGCGCCTGA
AGATGGCTCAGGATCGGGCGAAAGCCAACCAGTCGTCCCTGCAGAAGGATCTGGATGCTA
AGCATGCAGGAAACATCGTCCACATCAAGCAGGAGCAGAGTAGCGACAGAGAGGACGAGC
CAATGGACACCTCCTCGTCTTCTGCCCCCAACGGCTCGATGAACGGTTACCCCGCCTCCT
CCCCCTGCTTCGATCAGGTCAACGGGGGGAGCCCCGCGAGCGTGCCGCCTCCGCAACTGC
TGGACTTTGTGAAAAAGACTTTCCGGAAGCATTTTGTATTGACCTTGAACGAGCTAAAGC
GACTCTTTAACCTTCACCTGGCGTCTTTACCGTCTGGACAAAGTGTCTTCCACTCTGTCT
CTGATCACCTGCTGCAAGACGCCATGCTGCTCTGCCAGTGCAAACAGATCCTGGTGCCTT
TTCCTGCACAAAGCAAAGCAGCTCCTGATGAACAAAAAGTGTTTGGATTGTGGGAGAGTG
GAGACAACTTTGACCAGCATCGTCGGCTGCTCTACGACC
>BJ007002 ID   BJ007002   standard; mRNA; EST; 573 BP.
GAGAAGCATGAGGCTGCGGTGGTGGCTTTGGCTCGTCCTCTTGCGGCCAGCGGAGCTCCG
TGCCGCCCTCCCCGCCCAGGGGCAGGTGGAGGTGCACCGGGTGGAGGATGCTGGGAATGC
GGGAACAGGCGGGGGTCCAAGGACTGAAAGAAGCTTTCCGTTCCGAACCCAAGGTTCGGG
ACTTGAGGAACTGAGGCGGATCACTCGGGGAGCCAAGGAGGGGAAGTTCAGGAAAAGTGA
TCCTTTCCATCATGTGGGTAGCGGCGAGGATCCACGCCGCCGCGAGGATCCGAGTGGATA
CTTCACCACCACCCGGTCCTACCGGCGCCCCGCCGCCCCGCTAAGAAACTCTTCTGTCGG
CCGCGGCCCGAGGCTCCTGAACCCGCTGTATCCGATCACCGACGGCTCGTACTGGGCGTA
CGCGGTCATGCTGCTCGCGCTCGTAGTGTTCGTCGTGGGCATCGTGGGGAACCTCGCGCT
CATGTGCACAGTGTGGCACAACTTCTACCTGAAGAGCGCGTGGAACTGCATCCTGGCGGG
ACTGGCCTTCTGGGACTTCCTCGTGCTTTTCTT
>BJ007032 ID   BJ007032   standard; mRNA; EST; 610 BP.
GGACCATGAATGCATTCATGATTTTTAGCAAGCGTCATCGAGCCTTAGTGCACCAGCGCC
ACCCGAACCAGGACAACAGGACAGTTAGCAAGATCCTTGGAGAATGGTGGTATGCTCTGG
GACCAAAAGAGAAACAGAAGTACCACGACTTGGCCTTCCAGGTTAAAGAAGCCCATTTTA
AAGCCCACCCAGACTGGAAATGGTGTAACAAAGACAGGAAGAAGTCCAGCTCTGAAGGCC
GTGGAGTCCCCGGGGCCAAAGACATCAGAGAGAGAAGCATGTCTGAATCCACAGAGCCTC
ATTCTGTGGAGCTGAAGGGTGTGGGTCCAGGTTTGGTGGGTGTCTCTGAGAGGAGCACAG
CAGAGGAGCATGTTGGCCAGCTCACCCGTCCTAGAGCCTTCTCTCAAAGTGCCATGCACA
GTCTGGGTGACAGGGGCAGTAACACTCAAGCCCTGGCAGAACTAGCACAGATGTGTGGTG
AACGTGGCGGTCAGTTTTCAAGCCATGCCCCTTCACTCTCACAGAACCAGCGAGGCGTCA
GTGAGGACATGACCAGTGACGATGAGCGCATGGTCATCTGCGAGGAGGAGGGGGACGATG
ATGTCATCGA
>BJ007036 ID   BJ007036   standard; mRNA; EST; 613 BP.
GGGCAGATTTTGTCAGTTTGTGGCAGTTATTGTCAGTTGGTAACAGTTATTGTCGGTTGG
TGACAGTCATTGTCAGTTGGGAACAGTTAATGTCAGTTGGTGGCAGTTATTGTCAGTTGG
TGACAGTAATTGACTGTTGGTAGCAGTTATTGTCAGTTGGTGGCAGTGATTGTCAGTTGG
TAGCAGTTATTGTCAGTTGGTAATAGTTTTTTGTCAGTTGGTAGCTGGCGTTGCTGCTCG
GTCAGAGGATCGTCACCATACGCAGGAGATTCCTCGTGGATAGGGTGGTGGCCAACAATC
ATCTGCAGAACTGTGTGGAGCTCAAACACCTGGATCATGGGGCTGAGGATATAACCATCG
TTGGAGACGGCCTTGCTTTTATCAGCTCTGGACTCAAGTACCCTGGATTACCAGTTTCTG
ATGTTACTGGGAAAATCTTCCTCCTTGATCTGCACGATCCCCGCCTGAAGCCTGTGGAGC
TTCGTCTGCCGTGGAACTTTGATGTGGAATCCTTCAACCCTCACGGCATTAGTGTTTACA
TCGACCCAAGCGATGACTCAGTGTTTCTGTTCGTTGTCAATCATCCTCAACATAAAACCC
AAATCGAGCTGTT
>BJ007047 ID   BJ007047   standard; mRNA; EST; 270 BP.
GCAACGTTCGTCTTTCATTTATTTAGTAAAAACCAAAAGAAGCGTTCTGTTCTGACAGCG
TCTTCCTCAAAGTTCTGTTTACTCCCAACAACCGACTCGGTTTGTTCGTTTTCGGTCAGA
ACTTAGAGAAGCGGGTCGGCCAGCGCCTTCCAGAGGAGGTTCTGCTGCAGAAACGGGACA
CCACGCCGCTCCTGCAGCCTCCGTCATGGACCTGGTTCTGATGCTTCGCTGCTCCTGTGG
TTCTGAACCGGTTGGTTGGNAAGCCAGAAC
>BJ007049 ID   BJ007049   standard; mRNA; EST; 657 BP.
GGAAAAGTTACTACNATGCCCAGCATGCCGCCTACTCCCGTGTGACACATCCCCACCGCG
CGGCTCCCCTCCTGGGACACAGTCCATCCTTGCGCACGGCGCATGACACCAACTTTCTGA
ATGACGCCGACATGGTCATGAGTTTTGTCAATTTGGTGGAGAAAGATAAAGATTTTTCTC
AACAAAGAAGACACTTTAAGGAGTTCCGCTTTGACCTGACTCAGATCCCTGATGGAGAAG
CGGTAACTGCAGCAGAATTTCGGATATATAAGGACCGCAGTCACGCACGCTATGAGAACA
TTACCCTGAAGGTCACAATATATCAAGTCATCAAGGAGTATCAAAACAAAGATGCAGACA
CATTCTTGCTTGACTCAAAAAACATCCAGGCGTCTGACGGAGGCTGGCTGGTGTTTGACA
TCACAGCAACTAGCAACCACTGGGTGATGAACCCTCAGCAGAATCTGGGCCTGCAGCTCT
GCGTGGAGACTCTAGATGGCAAGTGATGTTTAGTTTTTCTCTCTCTCTTATATTTTTATT
TTGATGCATAAACAATTTAAAGTAAGATTTTTAGAAAAATTAGGAAAAAGTTGTAAACAG
ATCCATAACAAGACAAACTAATGTTAGTGCTTCATTTACCTTTAAAAGATGATTTTA
>BJ007058 ID   BJ007058   standard; mRNA; EST; 629 BP.



CTATGACCTCACAATGGCCGATAAAGGTCCTCTTTTAACCTCTTGTATCATCTTTTATTT
GTCCATCGGAGCGGCCGTTTTCCAAATTCTCGAGGAGCCCTACTGGATGTCCGTCAGAGA
CAAATATATCCAGCAGAAGGAAAACATTTTGAAGACCTACCAGTGTCTGACCCTGGAGGA
TCTCGATGAGATCCTGGAGGTTGCGTCGGAGGCTGCGGGCCAAGGTGTGGCCATCACCGG
GGACAATCACCGCAACACGTGGGACTGGGTCAACTCTGTCATTTTTGCTGCCACCATCGT
CACCACTATAGGTTATGGAAATGTTGCTCCCAAGACAAAGGGGGGCCGTGTGTTCTGTAT
CCTGTACGGTCTATGTGGGATCCCACTCTGTCTGGTGTGGCTCAGTGAACTGGGCTCCTT
CTTTGGAGACCGAGCAAAGCGTTTATCTCAGGTTATGATTCGGAAAGGCATTTCAGTGAA
AAAGGTCCAATTTACCTGCACAGCGTTGTTCCTCTTATGGGGGCTGCTGGTGCACTTGGT
GATCCCTCCTTTTGTTTTTATGTCAGTGGAAGGATGGACGTACTTGGAAGGGATTTACTT
CTCCTTCATCACACTCACAACAGTTGGTT
>BJ007064 ID   BJ007064   standard; mRNA; EST; 679 BP.
GTAAAGGCTCCTCACTCGCATTAAATGTCTTCTGGGTTCTCTGTCCACTGATTGTGCTAA
TGCTGACTCTCACGGAAAGATCTGCCTCGTTTTCCTTGTTGCAGTGACCAGGACTCGTCG
GTGTTGCAGTGACCAGGACTCGTCGGTGTTGCAGTGACCAGGACTCGTCGGTGTTGCTGT
GACCAGGACTCGTCGGTGTTGCAGTGACCAGGACTCGTCGGTGTTGCAGTGACCAGGACT
CGTCGGTGTTGCAGTGACCAGGACTCGTCGGTGTTGCAGTGACCAGGACTCGTCGTTGTT
GCTGTGACCAGGACTCGTCGGTGTTGCAGTGACCAGGACTCGTCGGTGTTGCAGTGACCA
GGACTCGTCGGTGTTGCAGTGACCAGGACTCGTCGGTGTTGCAGTGACCAGGACTCGTCG
GTGTTGCCGTGACCAGGACTCGTCGGTGTTGCTGTGACCAGGACTCGTCGGTGTTGCCGT
GACCAGGACTCGTCGGTGTTGCCGTGACCAGGACTCGTCGGTGTTGCAGTGACCAGGACT
CGTCGGTGTTGCCGTGACCAGGACTCGTCGGTGTTGCTGTGACCTTCGTGGATGCCGTGT
GCAGATCTCCTCCAGAGAGAGTTGGCAGGACCGTCTGAGTCTCACATTTTGGACTCCTTG
GCGTGGTGGTGGTGGTGCT
>BJ007068 ID   BJ007068   standard; mRNA; EST; 659 BP.
GTCTCTGGCCTCGCCTTCATGGAGCACTGCTGTCTGCAGACAGCAATCCTGGCTCTCTGC
TCCCAGCTGAAGGATGACGCCGTTGCTCTGGTGGACGTCTTGGCTCCGCCCGACTTCATC
CTCAACTCTCCTATTGGTAAAGCAGACGGACAGCTCTACAAGAACATGTGGTCGGCGGTG
CTGCAGAACAATCAGGTGCTGGAGCGCCCCTCCTGGTGGAAAGAGTTCTGCTGGGACAAA
CCGGTGGTGGGATCTCTGCGCTCAAACCTGTAGATCTTCTTCAGATGTTCGTCCTCGGAG
CAGCGGCCTTCTGCTGCTTCTCTGAATTGACTAATCTTGTGTCCAGACAGTATCAGGGTT
ACTTGTCAGGTTCAGAGCAGATTCACACACGAGAAGCAGTGAAGCTGGTCAGTTTCTGAC
TGTAAGAACACCAAACAATCATCAGCAGATCAGTTGAGAAGGAAAATAACCTGGAATCCG
GTTGAGTTTAAAGTGATTTGTCTTCACATTTGTGACCACATTCTAACCTTGGAATCAGCG
TTTTGTCAAGGCCAGAATGAATTTGTTTTATTTCTATTATTGCACACCTGTTCTTGAAGG
TGGATACGGATCAAATTTGGTGGAAGGGATCAGGTTGATGTGTCAAAAATGAACCGTCC
>BJ007071 ID   BJ007071   standard; mRNA; EST; 599 BP.
AGGGGCCCATATACGCCATTGGCGGTCTGGATGACAACTCCTGCTTCAACGACGTGGAGC
GTTACGACATCGAATGCGACGGCTGGAGCGCCGTTGCTCCGATGAACACACCCAGAGGGG
GCGTTGGATCTGTGGCAGTTGGGAGTTATGTGTACGCTGTTGGAGGAAACGACGGGGTGG
CTTCACTGTCCAGCGTGGAAAGGTACAACCCTCACCTGGACAAGTGGGTGGAGGTTTGCG
AGATGGGTCAGCGGCGCGCCGGAAACGGAGTCAGCAAACTCAATGGCTGCCTTTATGTTG
TCGGTGGCTTTGATGACAACTCCCCGCTGAGCTCCGTGGAGCGCTTTGACCCTCGAATGG
ACCGCTGGGAGTACGTGTCTGAACTCACCACGCCGCGCGGTGGGGTCGGGGTCGCTACCG
TCATGGGAAGAGTGTTTGCAGTCGGGGGACACAATGGAAACATATACCTGAACACCGTGG
AAGCTTTTGAGCCCCGAATGAACAGGTGGGAGCTGGTGGCCTCCGTGTCTCACTGCCGCG
CCGGAGCCGGGGTCGCCGTGTGCTCGTCCCACGTCAGCCTCATCAGAGACGTGGGCCAG
>BJ007075 ID   BJ007075   standard; mRNA; EST; 671 BP.
GATNCTTTTAACGCACACCCAGNACCATGGTATAAATTGTCGATCAATTCTTCATTTTTT
GGGGGGTTTTGCTTTTCTTTTTTGGAAATCCATCTTTTGGATGTCTTTAAACCGAAGTCT
CTTCCTGTAACTTTTTATCAAACATCATCAAATTACATGCGAGGATTATTTTCTGTTCTT
TCTACCAACATTTTATAAACATTTTAAAAACATAAAACATCCTAAATATTGGTCTTTGAA
GGCTGTAAGAAGTAAATTTAGTATTTTATGATTGTCAAGCTGATGTATATTTGTGTACAT
TTTGCATTTCCTGAACTTTATGCAGACACATTAAAACTTTTAATCGTTTGTAAAAACTAT
TACAGGTATTAACTTCAGCTCTGCCATTTCAGGGTTGGAAGTTGTGCTGCGCTAAAGCGA
GTGTAGATGACAAATATTTGCAGGCATTTGACACAAAAGCAATTGTTAAATATTAACTTT
TTGCAGAGATTGTTGTTCTTCCTTATTTGCACCGACCCTCCTTTTTGTTTCCTGCTCATT
TTTGGTCTGCTCATTTTCGTTTCAGGGCAATAAATGTCTTCATCAGTGCAAACCGGCTCA
TCCACCAAACCAATCTCATATTGCAGACCTTCAAAACTGTGGCTTAGCCTGCTCCCACCC
CCCCTTTGCTG
>BJ007088 ID   BJ007088   standard; mRNA; EST; 586 BP.
GAGGACAGACTCTGAGGCTGCAGCTCCTCACGTCTCACAGTTTGCACTAAAACTGATCAT
CTGTGTCCACGTCTGTCTCTCATCCAGTAATAATGAATGAAGCACATTTCTGTGTCTCCT
GCAGCAGCTAATCATATTTCTGTGTTACCTTTTCACCTCGTTTATTGCAGGAGTTACGTT



CTAAAAATAACCGTGATCAGTGAAATCCATGGAGAATGATTCCAGACTTTTATGGCAGTA
AAACTTCTCACTGCCTAAAGCAGGGGTGTCCAAACTGCGGGCTGCGGGTCTGTTTTTATT
GGCCTGCAGAAAATTTTGAAAATATAATTGAATATGGCCGCAAATGCTCAACTCTGTTGC
ACTTCTCAGTTTCAACACTAGATGGAGTCGGTCACAGAAAGGTGCTTCTCCACTGAAAGA
AAAAAATGCAAAGACGACTATTTACAAGTCACCAGAAATGGCAGCACCGAAGAAACGCAA
GATAGCAAGTGAGTGTAGAAGATTTCAATCACGGTGGGAAAATGAATTTTTGAAGGCAGT
GCTTCTCAAATAGTGGGGCGCGCCTGAAGCGATGCCAGGGGGGGGG
>BJ007099 ID   BJ007099   standard; mRNA; EST; 617 BP.
GAGGGTTCGCTGAACGTCTGCCCCGCGCGCAGCTCCTGTCCCAGCTGCTGATTCAGACCA
GAACCGGCCCAGATGGAGGACAAGGCCCGCCTCTTCCTGCAAAAGTTTGTGCAGGAGTTC
CCAGCGGCTCTGGAGAAGGACCAACCGCTGCCCGCCAGCCCCCAGAGCCGCCGGGTGTCT
GAGGAGGAGCTGCCGGGGGAGAGCCTGGAGCTGGGGCTGAGGCTGCTTTCATCCAGGGAC
GCTCCTACTGGCCTCAGCGCTCTCCTGTGCCGGGCCGCCATGACCCGGCTGCTTGCAGAC
GACCTCTCACCTTTCCACTGCAGCCGAGAGGCGGAGCCTGACAACGGCGAGGAGGAAGTC
CTTCTTCAGTCTGAGGCTGTGCAGCGAGTCTTCATCAACAAGATGATTGAGGTGGCGTTG
GAGTGGAACCAAGACCTGCCCCCTCTGCCCCCCCCCACATTCCAGTGCTGCGTTCACGCC
ATCAAGAACGGGAGGAGGAAGATGGAGGACAAGCACGTGCTTTTGTCCGAGTTCAATCAG
CTGTTTGGCGTGGAGGACGGTGTGCAGCGCGCCTTCTACGCTGTGTTTGACGGCCACGGC
GGGGTGGACGCCGCCAC
>BJ007100 ID   BJ007100   standard; mRNA; EST; 603 BP.
GAGGAGATGGAGAAAGAGACCAGNAAGGAGGCGGAGAACTGTGCGACTCAGCTGGAGACA
GAAGGAGCAAAGCAAGCAGACGGAGAGAGCGACTCTGCAGGCAGTTTGCTAGTGAATCCC
CTGAAAGCCCTCAACGCCGACAAGCTGCAGGTGAAGATTGCTGACCTTGGCAACGCCTGC
TGGGTGCACAAACATTTCACAGATGATATCCAAACACGGCAGTACCGTTCTCTGGAGGTG
CTGATCGGATCCGGCTACAGCACTCCAGCAGACATCTGGAGCACGGCCTGCATGGCTTTT
GAGCTGGCAACTGGAGACTATTTGTTTGAACCCCATTCCGGAGAAGACTACTCCAGAGAT
GAAGATCACATTGCACTGATCATCGAGCTTCTGGGTAAAGTTCCTCGAAAGCTCATCACG
GCAGGCAAATACTCCAAGGAGTTTTTCACCAAGAAAGGTGACCTGCGCCATATCACCAAG
CTGAAGCCTTGGGGTCTGTTCGACGTCTTGGTAGACAAGTACGAGTGGTCCAAAGAGGAG
GCCCACTCCTTCAGCAGCTTCCTGGTGCCCATGCTGGATCTTGTGCCTGAAAGGAGGGCA
ACT
>BJ007109 ID   BJ007109   standard; mRNA; EST; 700 BP.
GCCGGACAACGAACGACACCGAACAAAACGCTGAAGTTTTGACAGAACAAACATTACTTC
GCAAACTCAAAAGTTCAGTTGGGTTTTGATAGTAAAAACGATAGAGGGTTGGTTTACGAA
GACTATTCGCTGAAAAGCTTTAGAAAGATGAGTCGACACTGGATGCACAGCCAGCAGCAG
AGGTTCATTTCTCAGCGGCAGACGCAGGAGATGCGGAGAGAGCAGGAAACTCGGCGTCTG
GACAGAGAGAAGCAGCTGCAGGCCGGCATGAGAGAGGAGGACAGCAGCGACAGGAGAAGG
TACCTGCGACAGGTGCAGCAGGAGCTACAGCAGAGACAACTGGAGACTGCTATCCAAAAG
ACAGAAGAACAAAGGAGAGACAGAGAGAAGCAGCTTGAACAAGAAGAAAGAATGGCCCAA
GAATTGGCTCGTATCAACCATGAGAGGCAGAGGGAAGAACGAATGAGACAGCGCATTCGA
GAGAACAGCTTGGAGCTTCGGGAGCTGGAGACAAAGCTGAGGTTGGCATATCTGAATAAG
GAAAGAGCTGCACAAATTGCTGAGAAGGAAGCGAAGAGGTTTGAAACTTTGCGTGAAGAT
GCAGAATTAACTCACAAAATAAAGAGTGAAGATGAGCAAGCATCAATTGAGCAGCAGAAG
CTGGAGCAGAAACGTTATGAGCAGCAGCTTGCAGTACCAG
>BJ007121 ID   BJ007121   standard; mRNA; EST; 606 BP.
GCGACATCCAAGNATGTCTCTGGTAATCCCCGAGNAAATTCCAGCATATTCTTCGTGTAC
TCAACACGAACATCGATGGTAGGAGGAAAATCGCCTTCGCCATCACCGCCATCAAGGGTG
TTGGCAGACGTTACGCCCATGTCCGTCTTCTCTCAGAGCTTCTCTCCCTGCGGACGCTTC
CTGGCGGCCGGGAACAACTACGGGGAGATCGGCCTGTTCAGTTTGTCAGCAGCTCTCAGC
CCAGATGCCGGTGCCGCCAGCCTCAAACCGGTCCTGACATTCACAGCGCCTGGAGCTGGA
CCGAGCTCAGCAAGAAGAGCGTAAAGCCCCTGTGGAGCAAGAGACCCACTTACAGCTCCA
GTCTGGAGATCCCAGAGATCAACGCCATGGCGTTCAACCCACGGGACAACAGTCTGGCGC
TGGGGGGCGGAGACAACAACATTCACGTCTTGGACCTGGAACATGGCGTCTTTAAGGCGG
TCCTTCACGGACACACGGATTACGTGCACTGCTTGTGCATGAGAGAGCGGGAGGCGGAGC
TTCTGTCGGGTGGAGAGGACGGAGTGGTGAGGATGTGGGACAGCAGGACCGGGCGGTGCG
TTCACT
>BJ007141 ID   BJ007141   standard; mRNA; EST; 727 BP.
CGAGGGTGGATAGCGCGGCCACAGTTCCCGGTTCCAGCCCGCCGCTGTAGCCGCCTCGCT
CGTCGTTTTCCGCCGCAGAGCTTCACCGGGACGCCGGGCGCCGACAGCCATGGCCGGGGA
GGGCGCGGAGCAGCCCACGCTGCAGTATGAACAAACTCTGATGTATGGGCGTTACACCCA
GGACCTCGGGGTGTACGCCAAAGAAGAAGCTGCTCGGCTAAGGGAGAGCAGCCAGAGACG
ATCCCTCAGTGACCGCAGCAGAAGTCTCGACCTGCTTGAGTACAAGGGACGCTGTGCAAA
GTGTCAGAGTAAGTGTGGAAGCCAACAGCTGCTTTCAAACCTTTGCTTTGGGTGGAATTC
AGGATTATTGTTAGTGAGGTTTATTTTGTTTTCAAGTAGCAAATAGAACACAAATCAAGT



TGACGTCAGTTATTCAAATACCTGTCCACATGTTCCAAACGAACATCTTCCTTTCGTCAT
TGGACACAATCAAAGCTGTCATTTGAAATGAGAAAAGGGACCAAATGAACTGTGGTTTCC
TGAAAATAACATTTTATACAGTATATGCATCAGTCCTTCTCTGATGTTGATGTCTGCCAG
TCTATAGTTTTAAATGAAGCTAGCATCGATTTTTATAAGTTTACTCACACTTTTGCTTGT
TTTATGTACCTGGTTTAGACATGTGAGTTTTCTATAATGAGGTCTGTTGATGTTGATGAG
TGTGCTG
>BJ007149 ID   BJ007149   standard; mRNA; EST; 606 BP.
GGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGANNNNCNCACACACACACACTC
TTTTTTTTTTTTTTNTNTCTCTCTCTCTCCCCCCCCCCCCCNCNNNTCTCTCTCTCTCTT
TNTNTNTNTNTCNCCNCNCGCACACACNCNCACNCNCNCNCNCTCTGTNTTTCTCNNGNN
TNTNTNTNNCNCANAGNNNGTGAGAGNGNGCTNNNANANANNTCTCNCNCCNCNANAGNG
GTGTGTGTGTTNTCTNNNNNATATTTTTTNTNNANNCACACANNCATCTNTNTCTCTCTC
TCTNTNTNTGTGTGTGTGTGTNTCTCTCTCTCTCTCTCTCTCTNNACACACNCTCNNGTG
GTGTGTGTGTGTGTGTCNCCCCCCCCCCTCTCTCTNTTTTTTTTTATNNAGNGCGNGNCA
CNCNNNTCNCNCACACANANATNTNTNTNTNNNNCCCCCNCNCTNTGTNTCTGTGGGGNN
TATGTCTCTCTCTCNCTCNCNCTCTNNGTGNTATCNCNCACACTCTCTCTCTCTCTCTCT
CTCTNT
>BJ007186 ID   BJ007186   standard; mRNA; EST; 576 BP.
GGGGACAATCCAGCTGTAATCGCAGCTTACGTACATGCAAACTCTCACGCCATGAGCTGC
TTTTGAGACTGCAAAGCCCGAAGAAGAACGCGCACGACTGCGAGAGAAATCCGATGAGAG
GGACGACTCAGAGAGAGTGAGCTGCCGTAGATTGTCCAAAGGGGCAGCGTTTTCCTAGTT
CCGGTTTGTCTGCCTGTGCGCGCGGTGCGAGTTGGGACCCTAAACAAAAGGCTGCCATCG
TTCTTAAGGAGATATTCTACTGCGGGAGAGCACATACTTGATGCTGACAAAACATGAGCT
CCTATTTTGTTAATCCTCTTTTTTCTAAGTACAAAGGCAGCGAGTCACTGGAGCCAACTT
ACTACGACTGCAGGTTTCCACAGAGCGTTGCCCGCAGCCACACGCTGGTTTACGGACCCG
GAGCAGCAGCACCGGGCTTCCAGCACCCGTCCCATCATGTGCAGGACTTTTTTCACCACG
GGACCACGGGGATCTCCAACCCCGGATACCAGCAAAACCCCTGCGCGTTGGCTTGCCATG
GAGATGCAACGAAATTTTATGGATATGAAGCTCTTC
>BJ007192 ID   BJ007192   standard; mRNA; EST; 594 BP.
GGCTGCAGGNAATTCGGCACGAGGAGAGAGGAGGAGTGAGGCTGTTGCCAAGGGAGACGA
AGCACAGGAGAACTCAGAGGACCGTCTGTCAGCTGGTGATGAGAAAAGGCCGGAGAGCTG
TACTGGGACAGCCCCCACCGTCTCAGGGATGGTGGCCCCCGCCCCCCACGAAGAGCAGGA
ACCACAGATTGGCCCCGAGGCGCTGGTCTGCCACGAGGTAGATCTGGACGACCCAGACGA
GAGGGAAAAGCCCGCCTCCGCTGAAAACCTCCTCCTCCTCATGAGAGATCAGCAAGCTCC
TCCTCCTCGCCTGTCTGTTCACTCTTCAAGCCCCGCCCAGATTAGCCCGCCCCCTCTTCA
GACTCAAGTCCGATCGTATATCCTAACTCCCACCACCGTCCCCTGCCCAGAAGAGCTGCA
GCCGGCAAACACGGGGGCGGAGCCAGCATTAACGAGGGCGGAGCAAGAGGACGATTCCAG
TCCTGGCTTTACCGGCAGCACCTCGCCGTCGTCCACGTCGCTCGTCTCCCTGCAGGACAC
CAAAGACAGAGGCCAGAAAAGAGGAAACGAGTGCAACTCCAGTCCGAGCGCCAA
>BJ007195 ID   BJ007195   standard; mRNA; EST; 580 BP.
TGCAGGNAATTCGGCNCGAGGCAGGGGCCCTCTCAGGGNCATGATGGGACCCTCAGNACA
TGCAAGGACAGAGACATCCTGGCCCCCCAAGGAACATGGGCCCTCAAGGGCCTCACGGCA
TGGGACCTAGAGGGATGCAGGGGCCCCCTGGAGGAATGATGGGGCCCCCACCTCGAGGAA
TAGGCCCAAGGGACTCACAAGGGCCCCCACCTCAAGGGGGAATGATGCCCCCTCAGGGGA
ACATAATGGGCCCTCAGGGGTCTATGCAGGGTGGAATGATGGGCCCTCCGACAAGGACAC
ATGGCAACATGCCCACCAACTATGGGATGGGCAACATGCAGGGCCCCCAAGGAGGAATGC
ACTCTGGAAATATGCAGGGTCCCCCGAATAACGTGCAGGGGCCCACAAATAACATGCAGG
AGCCTCATGGGAACATGCAGGGGCCTCACGGAAATATGCAGGAGCCCCCCTACATGCAGC
ACCAGGGGCAGAACTCGGGGCCCATGATGCATGGGATGGGCCAGCAAGGGCCCAACAGCA
AAGACCCTCGGGGGCCACCCCCAAGCCACCACATGGGTCC
>BJ007203 ID   BJ007203   standard; mRNA; EST; 619 BP.
GCGAGCTCGTTCATGTCAGGAACGTCGAAAGGCTGAAGAAAGACTTGAGGTCCTGCTTTG
GCCTCATCGATCAGCTGATTGAAGACAGACAGGAGGGCCTCTTGGGTAACCTCACGCACT
GCGCCGATTCTCTGCTGCCCCCAGACCCCTCTCTGCTCCAAGAAGCCGTGGACGGGTTTA
CGGAGGCTGCGGACAGTGAGTTTGGATGCCTCATCGTCCACGGGCGAATAGTCACTGCAA
CGGAGAAGTGGTGGCGCCTGGCACCGGTGGAGATTGTCCTGCTTTTGGCTTTGGTACGCT
CCCTGGCTGCATCCGGATCTGACTCCTGCGATTACCCAGTTTTCCTCCCACGGGGCAGTC
CCACCGTGCCTTACCGCCTTCTGCGTTTCCAGCTTCTACCCGGGGCTGACGTGTGCGTCC
TGTGCGGTCCCACCCCTTCCCTCCACAAAGTGGAGGCCCAACTGCTGAGCCGCTTCTGGC
TGCCCCTTGTGGACACCTTGAGAGACTGCCTGGACGTTGGAGAGCGCTGCTTTCCAGGAC
CCGTGCCCCTGCGGCCTGACGTGCTGGCACTTCTGCTCATCAACCGTGACACCCGACGCT
CGGTCTCCTGTGCGCAGAG
>BJ007205 ID   BJ007205   standard; mRNA; EST; 671 BP.



CGAGGGTTTCTGACTGGTACCGGNGCGACTTACCAAGNACAAGTAGATACCCAAATCGGT
ACACGTCCCAATTCGGAGGGGGCAGTGTTTACGCCTACTTCCATGAGGAAAATGAGACCA
CCTTCCAGCTGGTGGACACGGCGAAGACTCAGAAGACGGCCTACCAGAAGAACCGCATGA
GGTTTGCTCAGAGGAACCTCCGCAGGGACAAAGACCGCAGGAACCTGACGCAGTTCAACA
TGCAGACGCTCCCCAAGAGCGCCAAGCAGAAGGAGAGGGATCGAATGCGGCTCCAGAAGA
AATTCCAGAAGCAGTTTGGCGTCCGTCAGAAGTGGGAGGTGAAGGAGGAGATGGACTTCC
CCAGACTGATGAAGATGAGATACATGGAGGTGTCCGACCCCGTTGACATTGAGTGCTGTG
GAGCTCTGGAGTACTACGATAAGGCTTTTGACCGCATCACCACCCGCAACGAGAAGCCTC
TGAGGAGCATCAAGAGGATTTTCCACACCGTGACCACCACAGACGACCCCGTGATCCGCA
AGCTGGCAAAGACTCAGGGGAACGTCTTTGCCACCGACGCCATCTTGGCCACTTTGATGT
GCTGCACGCGCTCAGTCAACTCCTGGGACATCATTGTGCAGAGAGTGGGCAACAAGCTGT
TCTTTGACAAG
>BJ007210 ID   BJ007210   standard; mRNA; EST; 165 BP.
CAAATGTACCACGTGTGAACAGNATCACCGCCTTACCTCCTACCCTGAATGCCCCCCCTT
NCTCACACCACCTGAGATCCAGAGGCCCCAGCAGTGAGAGTGAACCTGACAAACCCCCTC
CACCCCCCANAGGACAAGGACTGACGAATGGAAAACACAGCTCTG
>BJ007215 ID   BJ007215   standard; mRNA; EST; 577 BP.
AACTTGCGCGGGAATGGAACCCACATCCCGGCGCTGCATCAGCTGCAGTACAACAGAAGA
GATGTGTGCACGCTCCCGTGGACTCCCTCGAGTTCGTGTTCTGGACCTGCAGTCCCACCA
GCACAGAGCCGCGCCTTTGAAGGTTACTGTCCGCCTTTTCTGTCCAGCGCTTTGTCCGCA
AACGCCGGGTCCTCCAAGACGCATGTGGATGAGTGCGCGGCGCGATGCTTTCGTGACCTC
AAAACTGAAGAGGCTGGCGTGCACGAGGAACTTTACATCTCGGAGCACGGCGTGCGTGCG
TACTCGGATCTGGACAGCGGGCACAGGTCTGCGGGACAACCTGATCCGGATTCGGAATCT
CCACATGATGTGAACGGAACCAAGCAGGAGCAGGACCCTCCATCCTCACATGACGCATGC
TCCAGGACCACTTTTGGGCAAGGAACCCCGTGGTGCTCATCACAAGTGAGGTCTCGAAAG
AAGAGGAAGCCTTACTCCAAGCCCCAGTTGGCTGAACTTGAGAATGAATTTCTCATGAAT
GAATTCATCAACCGACAGAAACGAAAAGAACTGTCGG
>BJ007219 ID   BJ007219   standard; mRNA; EST; 763 BP.
TGCAGGNAATTCGGCACGAGGGCGCTGTGTAAACACTGACGGCCGGNGTTGCGTTTCGTG
GTTGTTTTAAGGTACCCTATAATGGACATGCTGTAGCTCCGTAAGCCTACTGGGACCAAC
TCAATCCAGTTGTGCTCCCAAGGTTCCCCCTCACCCTTTGGCCTCTGCCATGGACTTTTT
TGACGACTCTAACCTCTTTGAAGGAGGTTTGGAAGGATTGGGGGAAGATGGCTTCCCTCC
AGGGCCATCACTTGTGGATGAGCTCAACCTCAGCGCTGATTTTGAACCTCTCCAAGTGGA
GACACTTGGCCCGGTGAAGCATCAAGACATGATGCCTGGAGTCTCGGCTCAACAGCACTT
ACCCAATTACAGTCAGCAAATGGGTCATTATGGTGGAATCAAGCAGCAGAACCCTATGGC
ACAGGCCTTTTCTGGTTCTCAAAGCACAGGATGTGACATCATGGCGGAGCAGCTTGGCCA
GTTCCACAACACCGCCATTGGTCAAGTGCCTCAATCGAATGGATTGTTCTGCAACAGTGG
CAGTCCAATGTGGGGTAATCAAGACCAGAATGGCAACATGTTCCACCCCTTATCTCAACA
GCAACGGCAGCAGCTTTGTCATCAACAATTGCACAACCAGCAACTTCATGTCAGACAGCA
CCCACAACAGCAAAACCTCTCCTGCCGTCATCAACAGGAGGAGCAGCAACACCGAATGCG
ACAGCAGCAGCTGCAGCAGCAAAGTCATCATCAGCATCTGNTA
>BJ007221 ID   BJ007221   standard; mRNA; EST; 665 BP.
CACGAGGGTTTGCTGCAACTGTCTTAAAGAACACCAAAGGCACTGTCAGCTTCCTGATTG
GTCGAGAGAAGCCAGGAACTCAAAGTGAGGTGGCCCGCCTCATAAGCGAAACCCTGGAGC
AGGAGAGAACCCAGCAGCAGCACCAGAACCTGGATGACCCATATGAGCACTCCACCGAGG
AGGAGGAGCGATATGACGAGGAGGAGGACGTGATAGAAGAAAGGATTTTGGGATCCAATT
TTTCTCCAGGGCGGAATGTGGAGGTTTTTGAGCTCCCTGAGTCAGAGGCCATGTTCATGC
CAACCAACATGGACGGCTCTCAGATGTCTTTCAGATTCAAAGAGCTGCAACTTAAACACA
GCATTGCAATGGATGACATTAATCAGCTAAAATTAAAGGTGCATGAACTGGAGGAGGAGA
AATCTTTGTGGGGGACCAGGGTGTCTGCCCTGGAGCAGAAGATTGACGACAGTAACGACA
AGATCCAAAAGCTGGAGAGCTACTGGCTGGAGGCCCAGGCTGTGTGTAAGAGCGTAAACG
GACAGCTAGCTGAGACCCAAGCGCAGTATGAGACTTTGGACAAGAAGTACAACAAAGCTA
AGAAACTTCTGAAGGACTATCAGCAAAAAGAGATAGACTTTGTGAAGAAAGAAGAGGAGC
TGAAA
>BJ007229 ID   BJ007229   standard; mRNA; EST; 379 BP.
CCTGACAGAATTTCCACAAATGTGACTGACTTATGACGAAACATGGGGGGAAAATAATCA
CTCGGAGGGAAAGGTAACATTTTCAGCCGGGGGGTAACGAGCTCGGCGTGGGTATTGGTA
GACTTTTGCTTNGTGGGGACAGGCTGGGCCGGTCGTTGGGTCNAGCTGCTACGATGTGCG
CCTGCTGCTCCGCGGAGCTCCGTTGNGGACGGGAACCTTTCGCCGGATGATGGACAGGAA
CTACCCGAGCTCCAGCTTTTCGGACGCGCTGGCTCCTNCAGCACAGACCGTAGCTTCGTG
GGCCTATGAGCGCGACTCGGCTACCATCAAACCAAGTTATGGTATCCACGCTCCTTGATG
GAGAGCTCCTCCAGCAGCA
>BJ007237 ID   BJ007237   standard; mRNA; EST; 588 BP.
GAAACTATCGGGTTATTACTATTATTGATTGATATTCACAAAAACAATCATGGGTAACGT



GAATTATGACATATATTAACGAAATTGCAACGCCTCGATGAAGCATGATTAGCCTCCGGT
GCTAATGCTAGCACTTCCTGTCCCGTTTCGTAACCGTTTGACAATAAAGTTATGCAAGTT
AAGATGTGGCATCAGAACGAGAAGCAAGTCGTCAGAGGTGAAGCGCTCAGCTGACATGTC
CGGTGTTCGGCAGTCCGTCTGTGAGGCCTTCTGGGCCATGTGTGCTGCAGACTCCATGTC
CATGCCGGTCCACTGGTACTACAACATCCGGGACATCAGGAGGGACTTTGGGGGCTGGAT
CACAGCGTTCAACTCCCCCCCGGACAAACACCCCTCCAGCATCCTGACCCTGTCCAACAC
CGCGGGGAGCGGCCGCAGTGCCTCGTCTTCCAGCAGGAGGCGGGCCCGACGTGGTCGGGA
ATGTCATTCTCCACGATAAGCTGGATTTGTGGAAGTCCTCCACCGGATCGGTCCATTACC
ACCAAGGTCTTCACGCTGGCGAGAACACGCTCAACATGCTCTGCTCCC
>BJ007244 ID   BJ007244   standard; mRNA; EST; 687 BP.
CGAGGCTGGGTTTTAGTCCCTCTTGTCTCATCTGAACGTTTGGGGATAATCCAGATGTTT
GTTCTTGTTCAGCACTTCTTTCTCCTTGAACTCTCCTGTGGATCCATGATTGTTCAGAAG
TCCCTTTCTGACTGTTGGATCATGAACTCTGACCTGAACACGTGCACACGTGTAATGGGA
GGCCTCCACTTGCTTCCATGTTCTTTCCAGAGGGGTCCTGCTTGGGTTTTTAACTCTTTA
GTCCTTCTGTAGGGATGTTCAGAGTAGCGTTAATGCCGAATCCCTCAACTCCCTCCGCTG
ATCTTGGAGGTGCAATAATGGTTCCACCTTTGTGTTCACCTGAAAGGCTCTTGGATGTCC
TGATGCAGGAATCTCGCCTCTACCTGATCTTTGAGTTCCTGTCCATGGACCTGAAGAAGT
ACCTGGATAGCATCCCGTCAGGACAGTACATGGACCCCATGCTGGTCAAGGTAAAACACT
CAGCGCTTCGTTTTTAGATTTCCTACTCTTTGTTGTGACAAACGCTTTCTATTAAGCTGA
ACATCCCGGTTTCAGCTGGGGGAGGGGGGTCTCTGAATGATAACACACCAGGTTCCTCAC
TAACCACGGACTGCAGCTCCAAACATCACAGATCTTCATCAGTTCTTCTGAGGCAGCCAT
GATGCTTTGTGCTGCTTGTCTGTGAGG
>BJ007245 ID   BJ007245   standard; mRNA; EST; 696 BP.
CGAGGGTGACATCTCTTCTTTAAAACTGTAACGTTTTACAACCCACAATGGAACTCCCCG
GTGTGATTAAATAAAACAATTCACAGGGGATTGTTGCAGAGTAAGCGTAGAGGCCGCCTG
CTGAAGGCTTGCTCGTGCGATTAGCCTCGTTCGTAGCTAAGCTGCCGCGCGCGCGTGCAC
AACAAGCGCGTCTGTTATTAGCGGAGTCCAGATGGAAACAACTGTCCCGAAAAGACGAGA
CAAAAAGTCTCTGCGGGTGAAGGTGATCAGTCTGGGGAACGCAGAGGTGGGAAAGAGCTG
CATCATCAAACGTTACTGCGAGAAGAGGTTCGTCCCCAAGTATCTGGCCACCATCGGGAT
CGACTACGGCGTCACCAAGTGAGTCTACGTCCGGCGCCTTGCGTTTGTTGTGTCGACGCC
GACAGTCACGTGTGCCGTGTGTCAGGGTACAGGTTCGGGACCGGGAGATCAAGGTGCGGA
ACGAATTCTACAAGGACAGCCAAGGCGTGCTGCTGGTGTACGACGTGGGCGTGCGCGAGA
GCTTCGAGGCCTTGGACAGCTGGCTGGGAGAGATGAAGCAGGAGATGGGCTCTCAGGCCA
ACATGGACAGCATCGTGTTCATCGTCTGTGCCAACAAGGTGGACTTAACGAAAAGAAGGG
TGGTGGATGAGGGCGAGGGCCGTTTGTGGGCGGAGT
>BJ007259 ID   BJ007259   standard; mRNA; EST; 673 BP.
GAGGCGATGAAGGAGGGGACGTCCTAGCCTCCGTGGATTTTCTTCAGCTGTTTGGTACCG
AGCGTGTTTCCCTCCCGGTCGACGTTTTAGCGCGTTTCCGGCGTCTGCAGCGGCCATGAC
CGTGGAGCAGAATGTCCTCCAGCAGCATTCTCAGAAGCACCAGCAGACGCTCCTAAACCA
GTTGAGAGAGGTCACCGGCACCACAGACGTTCAGCTGCTTCAGCAGGCCCTGCAGGTGAG
CAATGGAGACCTGGCTGAAGCTGTGGCCTTTCTGACTGAGAAGAACGCCAAGGTTCCTCA
ACAAGATGAGACCACCTACTACCAGACGTCCCAGGTGTCCAATGACAGATACATCAGTGT
TGGCAGCCAGGCGGACACCAATGTGATTGATCTGACTGGGGATGATAAAGATGATCTGCA
GAGAGCCATCGCCCTCAGCCTGGAGGAGTCCAACCGGGCTTTCAGGGAGACGGGCATCAC
AGACGAGGAGCAGGCCATCAGCAGGGTTTTGGAAGCCAGCATAGCCGAGAACAAGGCCAG
CCTAAAGCGGACCCACACAGAAGTGTGGAGTGATTCACCTAACCCACATGAGAGGAAGAG
GATGGATAACTGCCCTGTGGGTCTGAAAAATGTGGGGAACACCTGCTGGTTCAGCGCTGT
CATACAGTCTCTG
>BJ007261 ID   BJ007261   standard; mRNA; EST; 679 BP.
ATTCGGCACGAGGTGACTCTAGNATCTTAACTCCCGCTGCTGTGATGTGGCTTTTAGAAG
TCGTCATTTTTCTGCTGTGTCTGGTTCCCACCCATCAACAGTTTCCTCGTCTGTGCGCAA
CCCAAGAAGCCCTGCAGTCCAGGGAATGTTGCCCGCCTTGGCAAGGAGACGGCTCGGCTT
GTGGGGCCAGATCAGGCAGGGGCTCGTGTGAAGATGTGAGCGTGTCAGACCAGCCAGATG
GACCCCAGTACCCCTTCTCTGGGTTGGACGACCGTGAAAAATGGCCCTTAGTTTTCTTCA
ACAGAACTTGTCAGTGCACAGGAAACTTCATGGGCTTCAATTGTGCAGATTGTAAGTTTG
GCTACTTTGGGGAGCGCTGTAGTGAAAGAAGAGAATCTCTCAGAAGAAATGTTTTCCACC
TGACCAGAGCTGAGAGAAACAGGTTTGTGTCATACCTGAACTTGGCCAAGCAAACACTCA
GCAGTGACTATGTTGTGGCGACAGGAACCTACAGGGAGATGCAGAATGGCTCCAACCCAT
TGTTTGCAAATGTTACCATCTATGATGTGTTTGTCTGGATGCATTATTATGTGTCCCGGA
ATGCACTCTTAGGCGGCCCGGGGAACGTTTGGGCCAACGTGGACTTTGCTCATTGGGCAC
CTGCCTTTTCTCCCTGGCA
>BJ007263 ID   BJ007263   standard; mRNA; EST; 655 BP.
CACGAGGCCCGTTCNCCACATCCCAAGGTTCTCTATTGGGTTCTGGTGACTGTGGAGGCC
GTTTGAGTCCAGAGAACTCATTGTCATGTTCTAGAGACCAGTCGGAGATGATTCCAGCTT



TATGACATGGCGCCTTATCCTGCTGGAAGTAGCATCAGAAGATGGTCCACTGTGGTCAGA
AAGGTATGGACACGGTCAGCAACAACACTCAGGTAGGCTGTGGCATTGGAACCATGCTAA
ACTGGTGCTAAGGGGCCCAAAGTGTGCCAAGAAAATAACCCCCACACCATGACACCACCA
CCACCAGCCTGAACCGTTGAGGATGGATCCATGCCTCCATGTTCTTCTGACCCTACCATC
CGAATGTGGCAGCAGAAATGAAGACTCATAAGACCAGACAACGTTTTTCCATCTTCTATG
GTCCATTTTTTGTTTTGTCTGTGTGAGTTGTAGCCTCAGTTTCCTGTTCTTAACTGAACA
GCAGTGGTACCCGGTGTGGTCTTCTGCTGCTGTAGCCCATCTGCCTCCAGGTTGGACGTG
TTGTGCTTTCAGAGATGCTCTCCTGTAGACCTCGGTTGGAACCAGTGGTTCTTTGAGTTC
CTGTTGTCTTTCTATCAGATGGAATCAGTCTGGTCGTTCTCCTCTGATGTCAACA
>BJ007271 ID   BJ007271   standard; mRNA; EST; 589 BP.
ACGGTCCGGGGGTGGCTGCAGAGGATCCGGTACCGCAAGATTCGCAGATCTGCCGTGGCG
CTGCAAAGATACGGGAGGGGGTACCTGGCCCGCAGGTACGCAGAGTTCTTGCGCCATAGC
CGGGCCGCCCTGTTCTGCCAGAAACAGTACCGCATGGTGAGAGAGAGGCGGGCCTACCTG
AGGAAGAGGAGGGCCGTTGTCACCATCCAGGCGTTCACCCGAGGAACGCTGACCCGCAGG
ATCTACTGGGAGTTCCTGCTGCACCACAAGGCCATGATCATCCAGAAGCACGTGCGCGGC
TGGCTACAGAGAAGGAGGTTCAGACGTGCGCGCGCCGCCGCCGTGGTCATTCAGTGTGCG
TTCAGGTGCATGCAGGCCAAACGGCTACTGAAGCAGCGGAAGATCGAGGCGCGCTCCGCC
GAGCACCTGAAGAAGCTGAACACCGGCATGGAGATGAAGATTGTGCAGCTGCAGAGGAAG
ATGGACGATCAGACCAAAGAGCTGAAGGTCCAGAACGAGCAGCTGGTGACGGTAAACGTC
ACTCTGGGCTCCGAAGTCTCCAAGCTGCAGAAGGAGCTGCAGGAGGTCC
>BJ007272 ID   BJ007272   standard; mRNA; EST; 659 BP.
GTGCGGCTGCTCTCAAGTTCTCTGCTGGGCCAGAAAGGGACGCCGAAAGTCAAGAACTCC
GTCATTTAGCTTCCATAAAGCCCGAAGCGGACAGTTGAGCGTTTTCTTTTTGACGACAGA
CAGCAGAGCAGCAACGCCCCGCGGCTGAAATCAAGGATTCAGCATGTCTGATGGGGAGTA
CGACTACCTCATCAAATTCCTAGCTCTGGGGGACTCTGGTGTGGGAAAAACCAGCTTCTT
ATACCAATACACAGATGGTTCAGGCGGAACATCCAGTAAAGGACAGAAGATCCACTTGCA
GCTGTGGGACACTGCAGGGCAGGAGAGATTCCGAAGTTTGACGACGGCTTTTTTTCGAGA
TGCTATGGGTTTCCTCCTCCTGTTTGATCTGACAAACGAACAAAGCTTCCTCAATGTCCG
AAACTGGATGAGTCAATTACAGATGCACGCGTACTGTGAAAACCCAGACGTGGTTCTGTG
TGGCAACAAGTGTGACCTGATGGATCAGAGAGCCATCAGTGAAGACGAGGCTCGTGAGCT
GGCAGAGAAATACGGAATACCGTACTTCGAGACGAGTGCAGCAAATGGACAAAACGTCAC
AGAGGCTGTGAGAATCCTGCTGGATCTTATCATGAGGAGAATGGAGCACTGCGTCGACA
>BJ007283 ID   BJ007283   standard; mRNA; EST; 615 BP.
CTTCTGCGTTCAGCTTGGAGAAAGGTGCAGCTGCTGCCCAGGTCATGGTCATGGGTCCAG
ATGACCACATTGTGTCAGTCATGAGCTCTCTCAACAAACCATTCGGGAGTGGTATAGTGA
CTTCATCAGGAATCCTGTTAAATAGCCAGATCCTGGACTTCTCTTGGGCTAATAAAACGC
TGAGTTCATCACCTAACCCACATAACAACCTCCAGCCTGGAAAAAGGCCTATGTCCTTCC
TGATGCCCACTGCAGTGAGGCCAGCAGTAGGGCTGTGTGGCACGTATGTAGCTGTTGGAT
CATCTAATGGGGAGAAAGCTCTCAGTGCCATCACACAGGTGCTGATGAATGTTCTCTCTT
CACGTAAAAACATGAACGACAGCTTAGCTTATGGGAGACTCCACCCACAGCTGCAGCCAG
ACACCCTCCTGGTGGACTCTGAGTTTTCAGAGGACGAAGTGGAGCTGCTTCAGGTCAAGG
GCCATAAAGTGGAGAGGATGGACGTGCTTTCATTAGTTGAGGCCACTCGGAGAACCAATG
ACCTCATTATCGCTGTCAAAGATCCCCGTAGTGCAGATGCCTCTGCCCTTTCTCTGCCCA
ATGTTCCTTAGTGCA
>BJ007317 ID   BJ007317   standard; mRNA; EST; 511 BP.
AATTCGGCACGAGGGTTGTCTTCTGTNCACTGGCTGCTTCTCCCTCGTGCATGAGAAACT
TGATTCTTGCTGTGGTCTATTATTTCTAATTGTGTTTTTCTTTAATGTTTAGATGCATTT
ATCTGACATTCTTTGGTCCATTCGAGCCGGATGACAACATATCTGCGTCCTTGGGGGGAG
GACCACGCCGATTGAAGTCTGTCGACAGCCCGTGAGACTAGGTCTGCGGAGGAAAGTCCG
TCGTAGTGAATTCTACGCCGGCCAATCGACTGGTCTGATCCCTGGGTCCGGATTGACGTT
ATCCGTAAACCAGTCAGACCACAACAACAAGGCAAGTAAAGCGCTTTTACAGGGGTTCAA
GTCCCCGAAGTGGCCCAGAATTCTGAGGGACAGGTTCAAGTCCTGTTGCCTGAAACACGC
AATGCACAAATGAGGATTTGACTGCAGATGCACCCGCTGATGTTTTAAAGGAAATGCAAC
ACAGTGCACCGAAACAAGAAAGAGATTTATG
>BJ007321 ID   BJ007321   standard; mRNA; EST; 534 BP.
CGAGGCCGGTACTTTGACTGGTTCTGGACCCGGTTCCGGTACTTTGACTGGTTCTGGAGC
TGGTTCCGGTACTTTGATTGGTTCTGGATAGCCTGGAAAGACAGAGTTCATAGATCATCA
TCTAAAGCTGCGGTTTTTTCCTCTTGTTCACACAAACGAAGCCCAGTCTAGAAGAAGCAG
CTCTACGTTGAAAGCCTCTGGAACACGTGTTGACCTGTTAGCGCTCACATGCTAATGAGG
GCTAACAATCAAAACAACCAAACGACCCCAGAGACCCATTTGTTGTTCCCCAGAGCGTCC
CACAGGTGAAGGTGAGGTGGGCCCAGCACAGAGCTGAGGGGAACACCAGGAGGAACACAC
GCAGACTGACTGTTCTCAGGTTTCTGTGGAGGAACCGTCATGACCGGAATGCTGTCACCT
CCTCATGGTGCAGAACAGAAAACGAAGAACCCAACAGGAGAACGTTGGAGAACAGAATTG
AAGTTTTCCTGATGTTCAGTGACTCCAGAGATTCCTGCTGTGACCTGCAGCCGC



>BJ007322 ID   BJ007322   standard; mRNA; EST; 592 BP.
ACCCACCCTTGCNCAATGGAGACTGGCTGCCAGCCCTTCCCCACTCGACCTACAACCAAC
ATTGTGATAAGCTCTATCACTGAAGGGGCTACAAGCATCACCTTTGCACTTTTTCTTTCT
TATGGTTACTATGGGTACACGTTCAACACATCACTTAATTGTAAGGATTTGTTTTCCAGG
AATTTTCCATCCATTCAGACAGTTCTGTGGCTTTGTCGGTTTGTTTTCCGGATGGGGAGG
AAGGTAAGGTTCAGGCGTCGCCTGTAGCAACCCAAGCTCAAGCTAAAGAAGTATCCAATG
TTCTGATTTTATAGAAAGCCCCCTCTTTGGACCACATGGGTACATTTCTTTATCTTGCAG
CTTCTGGAAAAGGGGCGTTCAACCTTAGCTTCTCTTCCTCCCCCTTCCAATCGAAAAAAA
ACGGTGAGCAAATGGAATGTGTTGGGACACCTGTTACCTATGGATACCAGTGTGTCCAAT
TGCACTCGGTCCCCATTACCCATGTGTGTGTAGCTTTCAGGGGGTAGGGGCTGCCCCACC
ACCCCCAAATTTGACGAATGTTGTTGAAGTTCACAATCAAGTTCCTGTGTTG
>BJ007326 ID   BJ007326   standard; mRNA; EST; 557 BP.
GTGTCTTCGAGCGCCTCACCTGGAAATATGAGCGCGTCGAACCCGGACCGCGCCTGGAGC
ATCTCCTGAGCGCCGTGGAGAGCGAGTTCCAGAAGGGCAGCGAGAAGGGAGACGCGTCGG
AGCGAGACATCAAACTGACGCTGGAGGACGCAGATCTGTGGAACAAGTTTAAAGAGTTAA
CCAACGAGATGATCGTCACCAAGACCGGGAGGAGGATGTTTCCGGTTCTGAGAGCCAGCG
TGTCCGGTCTGGACCCGAACGCCATGTACTCGGTTTTGCTGGATTTTGTGGCCGCGGACA
ACAACCGCTGGAAGTACGTGAACGGGGAGTGGGTGCCCGGCGGCAAACCGGAGCCGCAGA
GCCCCAGCTGCGTGTACATCCACCCGGACTCCCCCAACTTTGGCGCCCACTGGATGAAAG
CGCCCGTCTCCTTCAGCAAAGTCAAGCTCTCCAACAAGCTGAACGGGGGCGGACAGATCA
TGCTGAACTCTCTGCACAAATACGAGCCGAGGATCCACATCGTGAAGGTGGGAGGCATTC
AGAAGATGATCAGCAGC
>BJ007332 ID   BJ007332   standard; mRNA; EST; 502 BP.
ACTAATTCAAGGTGCAAATAGTAACAATAACAACAGCAATAAGCAAGATGAAGAAAGGAA
GCAGGAAAATAAACTTAATATGTCACCATCCTCTGCCTCAAATGATTCTGTAAACTCTAC
AGCCGACCATCTTGATGAAATACAAACCGAAATAACAGCGGAAGGTTTCGGCCTGCGAAC
GCCCTACGGAACCCATCTCAGCTTAGATTTTCTTAAATATTGTCAAGAAGTTGCTGAAGG
TGGTTATTTCAAAGATCCTACAAACAGGCAATCAAGGGCAAGGCCGAGATCGATTAGTTC
CAGTCTGAGTTCTTCGAATTCCAAGTTGTCAACGAAACAATCTGTGGAAAGTTTAGACAT
TTCACTGAAAGATGACACATCTGATACAGTCAATCAAAGCCAGACGCAGCAGACCCACAA
CAGCATTATGGAGACTAGGAGAAGATTGGATGCGTTTCGGTCGTTTCGCACGAAGCGAAG
GAATAATGAGCAACCCATGTCG
>BJ007347 ID   BJ007347   standard; mRNA; EST; 581 BP.
GAAGCAACAAATGAATCACTAATTTACCAAAACCAGGTTCTTCTAAGATTATTTCAGGTT
GAATTTTCTTTACTTTTATTCATAATGTTAAAGAATTAAAAGGAAAATACAACAAATGAC
AGTACGACATGCTCAAGGTAATTACCAAGCTTCATATTATAATCTATCGGATATTCTGTT
TACATTTTGTCTTTTTGTTTGTGGACGGCAAATGTTTGTGAGGCAAACGATTCAGTAACT
GATCATATTTTACTCCCCTCTTAGAAAAGCGCTTTAGTCACCTTCTCATTTACACCGATG
GCGGCGCCACTGCTGAACGCCGCCACACGCTCAGGACTAATGTGATACTCAAGGACCGTT
TGACACACAAGGGTGTGATCTGATCAGAGGTCGACCACTCTACCTCAGCACCACGGTCAG
CCATTCCTAAAGAATCCCAAATGTTCCGTAATATCTAGAAATAATTATTAAAATGTTTGA
ATTAATTTCTTTTTCTGGAGGTTTTTTTCTTTCACCCAAGAATTTTATTGTGAAAGGGAC
AGGAAATAGAAACCTATATACCTTGGCTTTTGGCACAGATA
>BJ007386 ID   BJ007386   standard; mRNA; EST; 623 BP.
CGAGGGTTGAAGATCTAGAGAGAAACTCTCGAAGACCCCAAAAGACATGGAGATGCTTGA
TGTGAGTTTGGACGGAGTTGAAGAACTCCTCAAGACGCCTGCTAATGATGAGGCCAAAAA
TCCCCAAACAATGAGCGCACAGAGCTCCTCCCCTGCCAAGAAAACACCGAGGCAGAAAAG
TTCTCCCGTCCAAGATCTGGTTGGTTTGAAGAGGCCCGTGCGTACCCCCAAACAGAAGGG
GGAACCTGTGGAGGACAACTTCGGGATCAAGAGGCTGATGAAATCGCCAAGGATGAGAGG
AAATCCTCCAGTGGAAGACTTTGAGGGACTTCAGGAGCTCATGGAGGAGCCACAGACGGA
TCTGCCGACAGACGAGCAGGATGAAGGGTCCATGGAGTGTGCTGCTCTAACAACAGAGCC
TGAAGGAGTCGACGACGGGAACAGCTCAGAGAGGCTGAATGAAAGCTGTAGCCATGAGCC
TGCAGAGGCTCAGGGAGATTCTCTCCCTTTTGTAGATGCTGAAGCTTCACAACAGCCCGA
TGCAGACAAGGTCGACGAGATCAACGCTGACAAAGTCCCTAAGGTGGATCCTTTGGAGCA
AAACAAAAAGGCTAATCGAGGCA
>BJ007475 ID   BJ007475   standard; mRNA; EST; 562 BP.
AGGATGTGGACCGGGATACCGCAGCCCGCTGGACGCCATGAAGGGTCCTCGGGAGGAGAT
CGTCTATCTGCCCTGCATCTATCGCAGCACCGGCATCCTGAAGCCCGACTACCTGGCGAC
TGTTGACGTCGACCCAAAATCCCCCACCTACTGTCAGGTGATCCACCGGCTGCCGATGCC
GAACCTGCGTGACGAGCTGCATCACTCCGGCTGGAACGCCTGCAGCAGCTGCTTTGGAGA
CGCCACCAAGACGAGGAACCGCCTGATCCTGCCGTCGCTGATCTCCTCCAGAATCTATGT
GATCGATGTTGGCACCGATCCCAGAGCGCCGAAAATCCACAAGATGGTGGAGCCTGTTGA
GGTGCTCTGGAAGTGCAACCTGGCCAATCCTCACACCAGCCACTGTCTGGGCAGCGGGCA
GATCATGATTAGCTGCATGGGGGACCCGTCAGGTGCTGGCAAAGGGGGTTTCCTTCTTCT



GGACGGTGAGACCTTTGAGGTGATTGGTAACTGGGAGCATCCAGGTGAAGCAGCCCCGTT
CGGCTATGACTTCTGGTACCAG
>BJ007477 ID   BJ007477   standard; mRNA; EST; 596 BP.
CCCGGGCTGAGGAATTCGGACGAGGGAGAGAACTGTCTCGGTTTTTGTGTTGTTCTTTTT
TAGGTACATCCCTTGGAGTGACCACTTTCACACTGTGTGCTCTGTGTATCGACCGCTTTC
GTGCAGCTGCCAATGTACAGATGTACTATGAGATGATCGAGAATTGGGCCTCAACCACAG
CAAAGCTTGTCGTCATCTGGGTGGGTGCTTTACTGCTGGCTTTGCCGGAGCTGCTGATTG
GACAGCTGGTAACAGAGGATGGAGACCCACCCGATGTGTCGGCCTGTGAGCGCTGTGTTG
TTCGTATTTCCACGGATCTCCCGGATACTCTGTATGTTTTGGGGTTAACCTATAATAGCG
CACGCCTCTGGTGGTATTTTGGCTGCTACTTCTGTTTGCCGACGCTGTTCACCATCTTCA
GCTCGCTGATCACAGCCCACAAAATTAGGCTCGCTGAACGGACCTGTGTACGAGGGAACA
AGAAACAGATCCATCTAGAAAGTCAGATGAACTGTGCTGTGGTGGCTTTGGCTATTCTCT
ATGGTTTCTGCATAATCCCAGAGAACGTTTGCAACATCGTCAGCATATATATGGCG
>BJ007513 ID   BJ007513   standard; mRNA; EST; 594 BP.
TTCCTGGCTAGATCCTCGACTTGAGACTCGCTATGCCTTGAACCAGCAGAGGATCACCCA
AAGCGCTCCGGTTAAACAGGGAGGGCCTCTGCCTCCCAACCCTCACGGCGGAGTCATGGG
AGGAAACAACCAGATGAGGCTGCAGCAGATGGAGAAGGAGAGAATCCGACTGAAGCAACA
GGAGCTTCTCCGGCAGAGTCAGAGACCACAGGAGCTCGCTTTACGGAACCAGCTGCCCAC
CAGTATGGATCAGGACGGCAGCTCAAACCCCGTCTCCTCCCCCATGGCCCAGGACGCCCG
GACCATGACCGCAAACAGCAACGACCCTTTCCTCAACAGCGGGACCTACCACTCCAGGGA
CGAGAGCACCGACAGCGGCCTGAGCATGAGCAGCTACAGCGTCCCCCGCACTCCAGATGA
CTTCCTCAACAGCGTCGACGAGATGGACACAGGAGACCCGCTCGCGCCCTCCATGGCGAC
GCAGCCCAGCCGTTTCCCCGACTACCTGGACACCATCCCCGGCACGGACGTGGACCTGGG
CACCCTGGAGGGGGAGAGCATGGCGGTGGAGGGCGAGGAGCTGATGCCCAGCCT
>BJ007577 ID   BJ007577   standard; mRNA; EST; 582 BP.
AATTTTTAAAAATATTGGACACTTAAAGTANGGCTTTTCGGGAAAATTCAACACACATTT
GCAATGTTTTGGTCTTTGGTGGAGTGTAAAGACCAATCATTTCTAAATTGTGATGCGCTT
GTAATAGTCTTTAAAAAGTATTTATATAATTATGTTGATTGGTAACTCTAGAAATTTGAT
GTCAAATTTAATTATTTGGAATGCAAAATACATTCTTGGCTTAAGTGAACACGCGCGTTT
TAGTAATAGGAGCAGGAACATTTAAAACTGTACCCACTTAAGATCAGGATTACTTCAAAA
TTCGACAAAATGGGAATGAGTAAAAATAAATACCAGTAAGAGTGAAATTATTAAGTGTTG
AATATAAATTACTCAATATAGTGTGACATTTTTAAAATATCTAATTGAAGGTCTCAAAAT
TATGGAATTAAGCAAACAAAAAATCCAAAAGAACAAACATTTTGGTTTTCTCCTGCAGTC
AAACTCTGAATTAGTTCANTAAACTAAAGTATTATCACGTTGACAGCCCTGGTGAGTCTT
TTTCATTTTTATTAAACTATGAGAAAATGCTGAAATCGCTGG
>BJ007582 ID   BJ007582   standard; mRNA; EST; 539 BP.
AGGAATTCGGNACGAGGCGACATTTTCTTTGCTTGTCTCCGGAGATTGTGAAAGCGCATA
AGGCCATCCTGCAAAATGAAGACCTGTTTTCTCCCTCCTTCTGTAAAGTCTGCAGTGCTG
TCCTACATTCCAACAAGCAGAGGTGGAGCCATTATATGGTCAGTGCTCCGCTCTTCCTCT
GCAGCTCGGTTCTGTAGCTCATTGGCGCCATTTCCAACTTCAAGCTATTATTATACGAGA
GAACTTGGAAATCGTTTCATTCCTGGCCATAAGAAAATTGAAAAAAAGTTACATTTAGGA
CATATGTAAAATAAAAGTGCCAATTTGCTAGTGAATAGAATTTGATTAATAGAAAAAAAT
AGTTTATTTTAACATTTCAGCTTAAATTTTGGCTTAAATTTTTATTTTACTTTATAAACG
TTATATCTTAAATCTATGTTTTCACTTTATGACATCAATAGAGCAACATTAATGATTTAA
TATGAATATACAGCCCTTTATGACTGTATATTTTCATTTTTCATTCTTGTATCCTTGNT
>BJ007583 ID   BJ007583   standard; mRNA; EST; 555 BP.
AGTCTCTTCCGCCGTGCTTGTGAGTTCCCCTTGCCGGTAAATCCCAACGCAAAGGCTCGG
TAAGTGACCGCGGAGTTACTTACAGAACCTGGAGGATCGGTAGATCAGCGCTGGGCCGAA
CTAAAAGCAAGTGTTGTCTGCATCGTTAACGCGCCTAAGTAGCGCCCCTTCCCTTGGGCC
TAGCACTGGCTCTGGAGCGGACCTTCTGCGGGCAAAAGTGAGACAAGGAATGAGTGATGA
CCTCGGTGGTGGTGTCAGATGGAGGGGGGAACATCGTGGAGTATGTGACTGTGGTGGTGG
ATGGCCAGCAGCCTGCTGAAGATGATAAACGGGAGGAAGTTGAACAGCAGGAAGTGGAGA
CGGTGATCATGGAGGAGGAAGACGCAGAGGGGGTGGTGGTGCAGGAGGACAACTGCCCGG
CCGTTATCGTGGAGGAGGTGCCCAGCACCCAGGTGGAGGAGTGCTATTCCGCACAGGTGC
TGGTGTGTGACGATGGGACATACCTGATGCAAGATGTAGCCGATGAGCAGGAGGTGGTCA
CAGAGGTGACTGAGA
>BJ007592 ID   BJ007592   standard; mRNA; EST; 114 BP.
AGGAATTCGGCCGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGANATANAGAGAGAGA
>BJ007595 ID   BJ007595   standard; mRNA; EST; 635 BP.
GCGACTGTAGGGAAGAACTGTGAGGTGCAGGCCCGCTAAAGACGATTACGTCGCCTTGTT
CGTGGGTCTGAAAAGTAGTTACAGTGCTTCTGTTTCAAGGTGGAGACGGTCTGGTGAGAA
ATGGCGGAGGGCGGCTTCGACCCCTGCGAGTGCATCTGCAGTCATGAATTCGCTATGAGG
CGTCTCATCAACCTGCTCAGGCAATCCCAGTCTTACTGTACAGATGCAGAGTGCCCTCAG



GAGTTGCCAGGACCTAATGGACTAGTCGGTGGAGATGGAGATCTGACCCTCCCCATGGTT
CTGATGGGATGGGCCGTAGTGGCCTTGGTCTTGTTTTTGCTCCGCCCATCCAGTCTCAGG
GGACGACGCCCTACAGGGAAACCCTCCGGACCCCAAAATAATCACGGAAGGGAACCTCCA
GCCCCACCCGTTGACTAACACTGAATGCAGACGACCAGCAGTCCTGATGCTCTTTTTGGA
GGAACGTGACCAGCCTTCCTGTCAGCTTTTACTCACATTTCCACCCCTCTGCCTCCTTTT
TCTTTTTTAAAACTTTGGTCACAGGTCTTTATGTGATTGTTCCTCTAAGAGCCCGACTGA
ACTCAAATCTCTGACGCCATCACAGAATTTGGGAC
>BJ007599 ID   BJ007599   standard; mRNA; EST; 508 BP.
TCCGGGCCTTTGCTGTTGCCCAGATGGCGACTCTGCTGGACAACGCTCACCTGCTGACGG
GAAACACGCAGCGAAACGGCATCTGTGAGGTTCTGTATGCGGCAGCCTGGATCTGTGGCG
AGTTCTCTGAGCATCTGGAGAACCCAGTGCAGACGCTGGAGGCCATGCTCCGGCCCAAGG
TGGCCACCCTTCCGGGTCACATCCAGGCTGTGTACGTGCAGAACACGGCCAAGCTCTTTG
CCACCATCCTGAAGAGCCAGGAGGGGAACAGCGACAGCACCACGTCCGAGGAAACCACCC
AGCTGCTGATCGACCGCTTGCCTGTGTTTGTCCAGAGCGCAAACCTTGAAGTGCAGGAGA
GGGCATCTTGCATACTGCAGCTCGTCAAATACATCCAGAAACTGCAGCAGAAGGATGTAG
AGGTAGCAGAAGAAGTCAGTGCACTGTTTGCTGGAGAGCTCAACCCTGTAGCGCCCAAGG
CACAGAAGAAAGTACCTGTCCCTGAAGG
>BJ007602 ID   BJ007602   standard; mRNA; EST; 132 BP.
GCCTTGTTCCCTTAACCCCTCCTCCCCATGTGACCTGNGGCAGNTGCAGCTCCGCCCCCC
AGGTCAGCAGCACTGAGGGGGGGCTGCGGNGAGGCTGTGGGTGTACCAAAATCTCAATGN
GTTTTCTGGNGC
>BJ007603 ID   BJ007603   standard; mRNA; EST; 530 BP.
CGGTTTCTTCNCCACCACCACCACCACCGGAGTTCTGTGGTGCCCGCAACAGTCCCCAGG
CTTCTCCAGGAGAATGGCAACCTCCTGGGAGGGATCGCTCAGATCACTCCCAACCTCTTC
CTCAGCAGAGGAAACGTTGCATCCAACCGCAGCCTGCTGCTGTCCAAAGGCATCACCTGT
GTGGTCAACGCCACCATTGAGCTTCCTAACTTTAACTGGCCTCACATGGAGTATGTGAAG
GTCCCGCTGGCAGACATGCCGCACTCGCCCATCTCCTTGTACTTCGACAGCGTGGCCGAT
AAGATCCACAGCGTTGGACGCAAACGAGGGGCGGTGCTAGTGCATTGTGCGGCGGGAGTG
AGCCGCTCCGCTTCGCTGTGCCTGGCGTACCTCATGAAGTACCACCGCGTGTCTCTGGCT
GAGGCCCACGCCTGGGTTAAGGCCCGCCGGCCCGTCATCAGGCCCAACGGCGGTTTCTGG
CGCCAGCTCATAGAGTACGAGAGGAAGCTGTTCGGCAGAAACTCTGTCAA
>BJ007610 ID   BJ007610   standard; mRNA; EST; 462 BP.
GCATCTGTTCGGGGGGGTCGGTGAGTGGCTGCAGACCTGAGACGTGCAGAGCAGAGACCC
TCAGCAGCTCATGTGTGTGTGTGTGTGTGTGCAGTGCTCAGAGGAGGTGGATGAGCGCCT
GCAGAGGGTGGGGGTCACGGCCACCAAGATCCCTGCAGACCTCCAGGATGGGGCCGAGCG
TCTGGGTGTGGACCTGGCAGACCTGCTGCTGACCAAAGGCGCCAAGGAGATCCTGACGGT
GGCGCGGCAGCTGAACGATGCCAGATAGAGGTCCCACAAAGATTCTGGGAACGTCTTGAA
CTTAAGCTGAGAGGCTTTTGGGGGGGGCAGGTCTGCAGAGGCCCCTCGGATCCTGGTCCA
TCANGACCTGCAGTGTGGACCTGAGTGCAGGCTCGGTTCTGAAGCCCCCCCTTCTGTCTG
AGTTCACCTCTGACCTTTTACCCAAAGCAGTGTCGACCCCCC
>BJ007611 ID   BJ007611   standard; mRNA; EST; 628 BP.
CCCGGGCTGAGGAATTCGGACGAGGGGAGCTAAACTACCCCGAAAAGCGTGAGAATGCCC
CGCTTGGCCGCGGTGACACAACGCCTTTTGCTTTCACGCGGAGTTTTTTGAAAGCGGCGG
ATGGTCGCCGTGAAGCGACGGGGGACGAGAGGAAGAAGAGTAAAGAAAAGAAAAAACAGG
TGTCTGGTGGGAAAAGCTGCAAAGTGAGACAACGGCGGAGAGTTGAGCTCATGGTTTCCG
GAACTTGGCAAACAGTCGCTCGTTATTATCAAAAGTTTGTTTTCATCGTTTTTACGACGG
CCGTTTGGAGGTTGTGAGTTTGCTGCCTCGCGCCCGTCCTTTCGGCGGGTAATCGTGCTC
CGGGCCGTCCCGCTGTAAGCAATCTGTTGCATCCCCCTCTTCTTCCTCCACCTCCTCCTC
CCGGCTGCCTGTTTATCGCAGGGATAGGGGATTTATTCCCACCTCCTCCCCCGTGATGTT
TAACTGCATACCCCTTTGGCGGTGTAACCGCCACGTTGAAGTGATCGATTACCGCCACCG
CTCCCTCCTCTATGTGCCCGATGAGATTTTTCGCTATGGACGGAGTTTGGAGGAGCTGCA
GTTGGATGCCAACCAAATCCGACAGCTA
>BJ007615 ID   BJ007615   standard; mRNA; EST; 493 BP.
GTGTGGATCCGCGTCCAAATCTGAAGTCCTTATAATTTAAGTTTAATTTAGTTTATTTAA
GATTGAACTGGAAATTTGCTGCGTCATGTCAAAGGCGGCAACCCTGAAGATTAAAAGCGC
GAGCGCAGTCAAGGTGGAAAACTTCCGCCAAAGTCTGTATCACGAGGCAGGGAACCTGTT
TTCCAACCTGATCCCGCAGAAGATCATCCAGCTGGACGCGCTGCTCAGGGATGACGCCTT
CATCCTCACAGACTCCCTCCAGGCTCCTCTGGACATCCCCAAAATGTGGTTTCATCAAAG
GTAACGAGAAGATCATGACTCTCCTGGAGCGCGTGAAGCCGGAGATTGTAGCCCTCAGAG
AGACCATCATCACCGTGTCCTGCTGGATCCAGCACCTCATTCCAAAGATAGAAGACGGGA
ATGACTTTGGAGTCGCCATACAGGAGAAGATCTTGGAGCGGATCGCCGCCGTGAAGACCA
AAGTTGATGGTTT
>BJ007619 ID   BJ007619   standard; mRNA; EST; 670 BP.
TTCGGCACGAGGAGGAAAAGTGATGCCGTGCTATATAGCTTCTTGTNAACTTGTTTTTAA



TAATTGCCTTTATTTTATACAGTTAGTCAAAAAACGTGAACGTCAAACTTTTCAGTGTTA
GAAGTCAGACATTTAGTCGCTTTTCCCTTGTACGTTTCAAAAACAAGCAAGCTTGTGTGG
GTTTGAGTTTCGGACGTCGTTACAAGCTAACAATCGTGTGATGCTGTTCGGCTAAGGTTT
ACCTAAGTGTATGAAGCCCACGTAGCCTTTTGGTGTTAAATGTGGACGACTTAGGTTAAA
ATGTCTGGTTTTAACTTCGGTTCGGGGGCTCTTGGCGCGACCAACAACACAGGTGGAGGA
TTTTCATTCGGAGCGGCAACCAGTGCACCTGCCGCTAGTACTAGCGGCTTTTCTTTTGGG
ACTGTTCTTGGAACGGCAGCTGCAACCCCTGCTTCCACCACCACTACAGCATCCCTTGGT
TTAGGAGGAAATCCTTTTGGCCAAAAACCAACCGGAGGATTTTCTTTTAATACACCTACC
TCAAGTGCTGCTGCACCCGCGACAGGCCTTACATTAGGTGGAGCACCAGCTTCTACAGCT
GCCACTACTGGTTTCAGTTTAGCCTTTAGCAAGCCTACTGCCTCAGCATCACCATTCTCA
CTCACCACCA
>BJ007624 ID   BJ007624   standard; mRNA; EST; 604 BP.
GCCTCATGGAGCGAAAACTGGATCTTTCCCGCCTGACAGATGAAGAAGCCAAACACGTGT
GGGAGGTGATCCAGCGCGACTTCAACCTGCGGAAGAAGGAAGAGGAGAGGCTTGGGGAAC
TGAAGAACCAGATCGAGAAGGAGGACACAAAGAGGGAGCTACTGGGCTCCCAGAGCAGAG
TGTCGGACTCACTGTGCATCCGCTGCCTTCAACCCTTCAAGTTCCTCGTGAACAGTAAAC
GCCAGTGTCTGGACTGCTGCATGTACACCTGCAAGTCCTGCAGCCGCTACAATAAGAAGG
AGCGGGGCTGGGTGTGCGACAACTGCCGGATGACCAGAGTGCTGAAGATTGGGACTTTGG
GTTGGTACCATGACAATGTCAGGAACCGTTTTAAGCGCTTTGGGAGTGCCAAAGTGATGA
GGTCCCTGTACAAGAGGCTGAATGGGGAAGGCGTTCGAGATGACGACACTCAGAGCATGC
CAGACGTCCGCAGCCATGTGTGCAACGGTAACGAGGAGGATGGAGGAGAGGGCGAGGCCC
AGCGCTACAAAATGATGAGGAAGAACAAGCGCCTACTATCTGTCCATCCCATGGATTTTG
ACTC
>BJ007628 ID   BJ007628   standard; mRNA; EST; 526 BP.
GAAGGCGCGCGGCTGAAGAACTCATGGACAGCTGGAAGGCAGCAGGATACGGTGAAGGCC
TCTTCTGTATAGAGGACGGGGGCGGAAACGTCACGTGGTCTCCGCAGAGACTGGTCAGTT
ATTTGGAGACAACATGCACAAATAGTTCCTGGACTGATTTTCTGCTAACTCTGAGATGGA
GAGGCTGTCAGGTTCACACCCCAACTGGGGCTCAGTGGTTATTTTGAAGATGCGTTTCTG
ACCAAAAACACTGTGGAGACCTCCTTTGTGAACTGCATTCATGGAGAAATAGAAAATAAT
CCTGGAGATGGGAGATGTGGAGCAGAACCAGATTGTGAGGGCAGCAGTCTTAGCAAAGAT
GCCCAGACTTCCCTCTCCTCCAGCTCCTCTTGGGGGACCCTGGGGCCAGCTGAGAGACGT
ACGTAGTCTCCCCAGCTCTGCCCAGTGAGACATGCATGGGCACCCCCCACCCCCACCCCC
CCCCCAGGGAGGCGTCCTCCTCTGGATGTANAGAGGAAGCGGCTCC
>BJ007651 ID   BJ007651   standard; mRNA; EST; 573 BP.
GGTTTTTTTTAAGATGCTTCGCTAGTATTATTATATTTACCGGCACAGTGAAAGAATAGT
TATTAGACTATGATTTAAAATATCCGTGGCTAACGTAAGAAGTCCTCTCATTAGACGGTT
TTTCTTCGGTGAAGCTAGTTGAACCGGCAGCTCGTGCTAGCGACCCGCCAAAAACTGTGG
TGAAAGATACCATTTTGTTCGTAAGCTGTAAAGTCATTTTGTTTTTATCAGAGGAAGAAC
ATGAGTGGCGGATTCAACTTCGGGCAACCTTCGGGTTTTGCCTTCGGAGCGCAGAAGACC
ACAGCGGCCGCTCCGGCCCCGGGCTTCAGTTTAACGAACTCCACGGCTGCGGCTTCGGGA
ACGGGCTTCTCTTTTGGCACTCCGACTCAGAGTCAGACCAACGCCAACCCGACCGGTGGC
TTCAGTTTTGGCGCACCGGCTAAGAACTCTTCCGCCGGCGGCACCGGCTTCTCCTTTGGC
ACACCCAACGCCGCCGCCGCCACCGGCACGTTCGGCCTGGCCACGACTACCCAAACCACC
GCCGCCACTGGGTTGACCTTAGGCTCCTCGGCC
>BJ007654 ID   BJ007654   standard; mRNA; EST; 687 BP.
AGGAATTCGGACGAGGCTTGGGGGTNCTGCCCCGAGTGCTCAATTACNCAGGCACCACTG
TCACCTTCACTTTCAGGCTTTCTCAGTTCTTCTCTGAGTCCCTGGTATTTCTCCAGTTTC
TCATGTTCCTTCTTCCTGATGTTCCCATCGCTTGGCACTGCCACATCCACCACAACGGCT
TTCCTCTGTTCTTTATCCACCACCACAATGTCTGGTTGGTTCTCCATTACCATCCTATCA
GTCTGGATCTGGAAGTCCCACAGGATCTTTGCCCTCTCATTCTCTACCACCTTCAGAGGT
GTTTCCCATTTCGACCTTGGGGTTTCCAGTTCATACTCTGCACACATGTTCCTGTATATT
ATTCCAGCCACTTGATTGTGGCTCTCCATGTATGCTTTCCCTGCCAGCATCTTACATCCT
GCAGTTATGTGCTGGATTGTTTCAGGCGCCTCTTTGCACAGCCTACACCTTGGGTCTTGT
CTGGTGTGGTAGATCTACACCTTGGGTCTTGTCTGGTGTGGTAGATCTACACCTTGGGTC
TTGTCTGGTGTGGTAGATCTACATCTTGGGTCTTGTCTGGTCTGGAGGATCTACACCTTG
GGTCTTGTCTGGTGTGGTAGATCTACACCTTGGGTCTTGTCTGGTGTGGTAGATCTACAC
CTTGGGTCTTGTCTGGTGTGGTAGATC
>BJ007671 ID   BJ007671   standard; mRNA; EST; 558 BP.
GAAGCGATTCTGGAGAAAAACCCACCAAAAAGGGAACTTCTACGGAAATAAATNATTTGA
GGAAGGGCGTTTGTTGCCGGCCAGATTGGGGGTTTAAGAGGAATTTAGTTTGATTACTCA
GCCACATTTAGTGAAATGTTGAAAGATAGATTTGGAAACAAAAAAGAAAAGAAGGAAAAT
GTGGAAAATAAAAGCCAAACCACCCAAACTTCAATTTTAACATTTTACTTCCTAAGATGA
AATATTACAATCCATTGCAAAACTGCGATACACTTCTTATTACCTAAAGTCTAAGCAGAA
CATTTCAATTAATATTTATAAACTCCTTGCGCAATCCCAACTTCACTTTACCATCCATCT



TGTTGCTTTTTTGTTTAAACCTAAACTCTTAAGAGGGTTCACTCTAACCAATTGAAAACT
ACTGAATATACAATATTAGATATTTTGGAAAACACTCAGGCAAAACAGTTTTTGTAATTC
ACTGATTTTGGAAGTTGTGGTTTTGAGAGAAAGAACGTACATAAGGAATCCATCATTTTG
ATTTTTTTTTTTTATGAT
>BJ007679 ID   BJ007679   standard; mRNA; EST; 543 BP.
GCTGAAAACCTTAGGGACAGGATGATGTCCCTGAAGAGTCGCAGGGGAGTGGAACGTCTC
GAGGAGAAGGAAGTTCTGCAGTACTACAGAGACCCAAAACTGGAACGTGATTTGTCTGAT
CTGAAAAACACACTGCATGAGGAGGCGCTGAAACGTAGTACTGTTCAGTCTGAGGTTGAG
GTGGTGAACAAAAAAATCACAACGTTAGAGGACGACATCAAAAACAAGCCACCAAAACTG
GTAACTAGAGAGGTGACAGAGTTTGAGAGAGATCCTCAGCTAGATGTCGAGGCCGCTAAG
TTAAAAGATGAAATTGCAAAGACAAAAGACGAAATCAGAGTTAAAGACAGAGAGCAGCAT
AAGATGCAGACAGAAGTTGAGATCCTCATGCAAAAGAAGCCCCCCATCAAAGAGAAGGTG
GTGAAGAAAGAGATTGTTAAAGTGCAGCAAGATCCGCAGATGTTGAAGGCAGTGCAAACG
TTTCAGGTGGAAATTTCTGAAGAGAGCAACAAGACCAAGCTCCTCCACGATGAAGTCTTC
CAG
>BJ007680 ID   BJ007680   standard; mRNA; EST; 650 BP.
CGAACTTCTCGACAGACACCGGCACCGTTTTTTTCTAACAGGAAACCGAAGTTCGCGTCT
TAAGTCCGGACCTTTCTTCCCGCCTGAGGCGGCTCTGACAGCGGGGAAGAGCCCACGGTG
ACCGGACCAAGAGTGCACAGCTCAGCCTCCACGCGGTGAAAACCCCGAAGCCACGATGGA
AGCGCGAGACACTGCCCCGGATTCGTGGGAGCAAGAAGACGACGTGGAGGCCGTGATGGA
AGGACCCGGGTCCAACGCGCTGAACGTGAACGCGAAACCGTTCGTGCCCAATGTTAATGC
TGCCGAGTTTGTTCCGGTGGCCGTGAAAACGGATTCGGGAGAACTCGAGTCCGTCGTTGC
TGAAAAACTTTCCAGCCTGAAGGTTTCACAAAGCGCTGCGCCGGTGGAGAACGGCGAGGC
GGATGTGACCACAGAAGAGACCTGGGACGAGAAAGAGGTAGAAACGAGCGAAGAAGAGCC
GGGAGGTGGCGACGAGGGGCCGGAGGAGGTTCCAACAGACACGCCGCCAGAGACCCTCGA
GGAGGAGGAGGAAATCTCAGTGCCTAAAATCCCCCCCATTCAACCCGACGCTCCAAAGAA
GGAGCACGTCAACGTTGTGTTTATCGGACACGTAGATGCTGGAAAATCCA
>BJ007691 ID   BJ007691   standard; mRNA; EST; 507 BP.
GAGGCGGGATTCGGCGTCGGTTGTTAGGCTCGGTTCTCAGAGTCGAGCCCTCTTCGTTTA
GGTGGCGCTCCGTGTCTGAATGGGGGACAGCGATGACGAGTTTGACCGGAGGAGGCGGGA
CAAGTTCAGGAGAGAGGAGCGACATGGAGCGATCGAGAGAGCGCGAGGAGAGGAGGAGGG
ATGACTGGCCGGACAGGGAGTGGGACCGCAGCAGAGAACGGAGGAGGGACTATGAGCGCG
GCCGCAGAGAGAGGTTCTCCCCCCCCAGGCACATGAGCCCCCAGCACAAACGCATAAGGA
GAGACTGGGACGACCAGCGGGGGGAGCTGTTCCGGTACGATCTCCCATACGGTGGGGGAG
GGCCGTTTCCAGGGGTGGGGCCTCAGAACTGGCCCCCAGACTTCCCTCACCTCCTCCCTC
CTCATGGGGGGCACCCCCTGCAGGGCAGACTGGGGATGGTGGACCCGGACCTGCCCCCTC
CANGCCCCCCCACCATGCGGAGCTTCA
>BJ007700 ID   BJ007700   standard; mRNA; EST; 589 BP.
CATCTGTCCGTCTACGTTCCTCTCCTGGATACCAAACTTGCTCCATCACTTCCTTATCAC
CTCTGTTTTCTGCATCAACATGTTTATTGAAATCTCCGCCAATGACAAGTCTCTCACTTC
TAGGGATGGTCATCATCGCTTCATCAAGGTCCAACTAGAATTTCTCCTTCTCCTCCAGCT
CCCATTTTTCCTGTCGGGCATACCCACTAACAACATTAAACATCACACTTTCCATTTCTA
TCTTCAGACTCATCACTCTTTCTGACACTCTTTTGACCTCTGAAACACTCCTAGCCACCC
CTTCTTTAAGATAGTTCCTACCCCAATTTTCTTCCTATGTCCACTATGATATAACAACTT
AAACCCTGCTCCTAAGCTTTTAGTAACTCTCTACATTTTCCTGTCATAGCCACATTCAAA
GTCCCTACTTTCAGTCCAACACTCATGACTTTCCTCTTCTTTCTCTTCCTACGAATGTGT
CTTTCTCCTGTCCTGTTCGACCAATGTTGTTTTTGTTTGCCTTTCACTATATCCCTTAAG
GGGTCATCACAACAAATCAGGTGGTTTGGGCAGGGCTGGATGCCCTTCC
>BJ007707 ID   BJ007707   standard; mRNA; EST; 597 BP.
CCCAAGAGCATGGACTCCCCCCCTCATTGTCCCAGGTTTTAAGGTATCCGTGTTGTCCAG
ATCCCTCATCGCCTCGGCTACTCTTGACTTTCTTTTCCCCTTAAATCAGCAATGTTGCAG
CCTTTTGGGTGGCATATTTATTTATTTGACAGGACCGTGTAATGGATTGGAAAATGACAT
GCAGGTACACCAAAAGGTGTAACACCTTTATCCGTTTAATCATTCTAAAACCAGAAACGA
TTATAATTTAGCTTTCCGTTTTTTTATGCTGTAATTTTAAATGTAGGTTCATTGACTATA
TTTCATCGTTCACTGACAAACTGGCACCAATAGGGCTTATGTGAACAAAATAATTGACTT
GCAGTTCTTACATTTAATTTATCTTGATGACTTTCTGCTTCTCTGGGTGGTTCCTCTTTC
TTCTCCTCCTTTGTTTCTCCTCTACCTCCAGGATTGGTGAATAGTTGTGGCTTTGACAAA
GCAGCTTTTTCTGCAAACTGCTGACATAAACGATGCGCATTCCTGTTTCTTCTATTTGTG
CAGGACAAAGGGAGCTGGAAACAATAACGATGCAGGAGGATCGGATGACTCTGATTT
>BJ007713 ID   BJ007713   standard; mRNA; EST; 236 BP.
GCTTTATTNTTTTCTTAACCCGCTCTATCCCCGCTATATGCGGCTCTTTCTTCCTGTGCT
AGACCTGAGCACGGCGACTATCGTGTGAACCTATGATGACCGTATTTTGCGGGGATAGAG
CGGGTTAAGAAAATGAATGAAAGACAGCCGGTCCGCTGAAGAAATATTCAATACTGTCCT
CCTTTTATTAGATCAGGAGAAAGAAGAATACACAACTTTCTCCTGATCTAAAAAAA



>BJ007714 ID   BJ007714   standard; mRNA; EST; 601 BP.
AATTCGGACGAGGCGAGGATTGAAAGACATTGACTAGCAGCATCCAGCGTGGTCTTCTAT
TACTGGAACACAACGCAGAGCAGAAAACTCCAGCCGTTCCAGCATCACAGCACCGCAGTG
CAGCTACCAACCTGCTAACAGGTTCTGGGCCCAGGAGACGCCTGAGACCATGAAGTGTGT
TTTCCACTTTAGTGAGGAAGTTGACACCATGAGCAGACGAACAGCTGATACAAGCCGCTG
GTCTCCGCTTCTGTTCCATGGAGATGAGATGAACTATGGGAAACCAAGTTGTTGGATCAC
CTTTGACTACAGGGATGGAAAGACGCCATTCTGAATGACCCCGACGATGAGGATCCAGCT
ACAAATGCGGAGGCATGTGCTGAACTGATGACAAGATCCTGTCGCTGGTGACGCGTGAGG
CAGCAGACGACGGCTGCAAGGCGCTACAGATCCACAATAAAGGAAAAGACCAATCAGATC
CGAACCGGCGTCCAGCAGACTGCAGCTGTGAAGGCACTCTTAGGACTTGGCAAAAATATC
CCTACTTCTTATCTTATTAAAAAACTCACATCACCAGCTAAGCACCATCCTGTAGTGCCT
C
>BJ007720 ID   BJ007720   standard; mRNA; EST; 519 BP.
TCCTTTAATTTAACGGCCGGAAACCCTGGAAAAAACACAGAGATCATTAGAGGATGTCCA
GAACCGAGGACCGGACTTACAGTTTGTCCCCGCAACATTTGAGACGGAGACGGAAAGACT
AGCTTCCGAGACCGGCGACATGATGGTCCGCGGCTCGTGCCGTGCGCAAGTGACCCACGC
CGTGGTCGTCATCTTCCTGGAGTTCTTCGCCTGGGGACTTCTGACCACGCCCATGCTGAC
TGTCCTCCGTGAGACGTTTCCTCAGCACACCTTCCTGATGAACGGTCTGGTGCAGGGGGT
CAAGGGTTTTCTGTCGTTTCTGTCGGCTCCTCTGATTGGTGCTCTGTCAGACATCTGGGG
AAGGAAGTCCTTCCTCCTCATGACTGTCTTCTTCACCTGCGCCCCCATCCCCTTCATGAG
GCTCAGCCCCTGGTTGTACTTTGCTCTGATCTCAGTCTCCGGCGTTTTCTCCGTGACCTT
TTCTGTGATCTTCGCCTACGTCGCTGACATCACAGAGGA
>BJ007723 ID   BJ007723   standard; mRNA; EST; 635 BP.
CAGAATGACACAGACAAATTGCATTAGTCCATGTCTAATTTGTAAGTTCTGTAGCCTGGG
TGGGACTGATAAGATGCACAGGTGAACCAAAACATGCATCTCAACGAGACAATTTATAGC
TGTTTAGGTGAAAATTTTAGTTTTGAACAAATTCGTTTTATAAGCTAATATATTCTTTTT
AATAATGAATTCAGACCTTTCTGATGGTGATCTTCATTTGGAGTTACCTCCTCATTACGT
AGGTGTGTCAGATCAGAGATGAATCCACTGTTGGAATCCACCTATGGATGACCTTTTATC
GTCATGGTTGCGTCCAAATTCCTTTACTGCTCTCTACATAGTGCGTTCGCCATTTTGTAG
TGCTCTCCAAATCTACAATTCTAATATCGAGTGCCCTAGAAATTTCCCAGAAGTCTCTGT
GAAAAACCTGTGTGCATCGATACTTACTAGATTGGCGAATGTAGACCACAATGCATTGCG
TCTGAAAATGTTTTGCCAAAAAAATGTATTTGCAGGTATTTTTTTAATAAACCGTCAACA
TTTTTATCTTCAGAAGACAGTGGATTCATAAATGATCGTCGCAAAACACTCATCTCAATT
AGATTTTCACTTCGTGAAATCGATGATCTCATATT
>BJ007726 ID   BJ007726   standard; mRNA; EST; 499 BP.
TTCAGGGTGGAGGAGATGNCACGACCCTCTGCCCTCCACCATGTCCATAGACAAGCTGCT
CCCAGCTCTCCTGGAGTGCTTTGGGATCATCCTGTGTGGGTACATCGCAGGCAGGACCAA
CATCATCACAAGCACCCAAGCCAAAGGACTGGGAAATTTTGTGTCCAAGTTTGCCCTCCC
GGCCCTGCTGTTCAAGAACATGGTGCTGCTGGACTTCAATGACGTCATCTGGCCCTTCCT
CTGGAGCATCCTCATCGCCAAAGTCTCTGTGTTTTGCCTCGTGTGTGTTCTCACCCTGAT
AGTTGCCAATCCTGACAGTCGGTACAGCAAGGCCGGGCTCTTCTCTATATTTGCTACCCA
AAGCAATGACTTCGCCCTGGGGTATCCAATAGTTGAAGCCCTCTACCAGACCACACATCC
AGAGTATCTCCAGTACATCTACCTGGTTGCACCTGTGTCCCTGATGCTCCTGAACCCCAT
CGGCTTTGCGCTCTGTGAG
>BJ007744 ID   BJ007744   standard; mRNA; EST; 507 BP.
CTTTCGGGACATCACTACATCATCTGTGCTCCAAATGCACCACTAAGAAGAGCTTTTGTG
GGATCTAGAAAAAAAAAACACTTTTAGTTTCACATTAAGTTAAGTTAGCGCAACTGTGAG
GATCGATGTGGTGAGTAGGAAATGAATATGTGTGCTTTAATATGTGCCAACCTGCCAGTT
TCCGGTTACGATTTTTAAAAATTCACTTTGACCAGTTAGCGGGCGATAAAACGATATCCT
ACCTGTATTTGATTGACGTCATTTTCATGATCAAGCAGACCATTTCCGTGTTTTTGCTTC
GAGCTCATTATTAGCACTAGTACCTTCCCCATGAACACCGGGATGTTTTCATCCAATCAT
CATCCCACAAACCCCCACCGTGAGGGGTCGAGGTGACTGCTGTCAACGTTAAGGGTGCAA
ACCTAAAGTGGATTGCTATATAATGAAATGATGCCCTAACTGTCATCTTATGCCATGCAG
CCTTTTTGCTCTTTATTGAAGTTACCA
>BJ007760 ID   BJ007760   standard; mRNA; EST; 536 BP.
GGTNAGCTACCTGAAGCTGCACTGCTGCAGATTTAGCGAAGTTATTTTATTTCTTTATAT
TTTTAAGGAACAATTTGGATTCATTATGTCGTTTTCCAGAGCTCCGTTGAAACGCTTTAA
TGAGCAAATAGGTTGTGCTCCTCCACCGGGGTCGTATGATATCAAAACGTGTGATTTAAA
GGGCGCCGCGTCTTTTGACAAGTCTGACCGGTTTAAATTGGTTAAGACGGCCACAGGGGC
AGCACTTCCACCCCCAGCATCACCCTCCAGAAGTGTCTTTGTGTCTCCTGTGCGCAGGAC
TCTGTCCGTGGACGGTCTGGCGGAAGGATTGAGTGCAAGGAAGGAGAGAACCTGCATGAC
CTTGGAGAGGAAGAAGCAGAGACTCTTGGAAAGAGAGATCCGGTGCCTGGTGCAGCAGCG
AGGGGAGCAGGATCGTCGCCTGCAGGTCTTGGAGGAAGAATTGAAGAAGGTGGAGGCCAG
GCTGCTGGCTGCAGTCAGGGAGAGGACAGGCCTCGCAGCCAATGTTACCACACTTG



>BJ007766 ID   BJ007766   standard; mRNA; EST; 477 BP.
TCGGCAAACAAGTTGGATCGTCAAGAAGTCCTGAACCAGACGTGCTGACCTAGATTCAGC
GCAAGGCTCAGCAAGATTCGGGGCAGTGGTCTGACAAGCAGATCTGCAAAGACGCCAATA
GCAACAGGAGCTTTGGAGGACTTTCTGGAGAAGATCATTCTTTGTTCTCTTCCAAGTTTC
TGAAAGACAACTTCAATGTCTGAGGTTTTTGTGGAGTTCCACCTCTTTTTAATCTTTCTG
GCTAATCTGGACACTTGAAGGTTTTGATCTGAAGAGAAAAGTAATGTAAATCAATGAGTC
TTTTGCTTCAAGGTTCACAAACTACTCACCCAGAATATTTTGCCGACCCTGCAACATAGA
TCCAAATCAGTTACCAAGCGGAGGAACTACACAGTTTCACAGTTTCCCTCCTCGTCGTTG
TTAGGGTCATCCTCTGGCCCCCCAGCTGGAAAGATCATGGAAAGTCTCAGTCTGCAC
>BJ007770 ID   BJ007770   standard; mRNA; EST; 560 BP.
GCTCTGGGAGAACCTCGGCCCGTCTGTGCTCGCCGGAGTGGCGGTCATGGTCATGCTCAT
CCCACTGAACGCTTTCATCGCCATGAAGACGCGGGCCTATCAGGTGGAGCAGATGCAGCA
CAAAGACGCTCGACTCAAACTGATGAACGAGATTCTGAACGGCATCAAAGTCCTGAAGCT
GTACGCCTGGGAGGAGTCCTTCAAGCAGAAGGTCCTGGACATCCGGCAGAAGGAGCTCAA
CGTTCTGCGCAAAACCGCCTACCTGGGAGCGCTGTCCACCATGGCCTGGACCAGCGCGCC
CTTCCTGGTCGCCCTGACGTCGTTCGCCGTGTTCGTGTCGGTGGACGAGAACAACGTTCT
GGACGCCAAGCGGGCCTTCGTGTCGCTGTCGCTCTTCAACATCCTCCGGTTTCCTCTCAA
CATGCTCCCCCAAGTGATCAGCAGCATAGCGCAGGCTAGCGTGTCGCTGAAGCGGATCCA
GAACTTCCTGAGTCACGACGAGCTGGACCCCGACTCCGTGGACAGGAAGAACACGCCTGG
CGATTTCTCTGTGACCGTGG
>BJ007774 ID   BJ007774   standard; mRNA; EST; 592 BP.
AGGAATTCGGACGAGGGTTTTAGTTGGATNTGTTGTTTAGAAATCTAACTTTAAACTTCG
GAAACCGTGAACGTAACGGCGCGTTTAGAGAGTTTCCAGGTAAACGGATTACACTGGTAT
TTACCTGCACGCAACAATTATCACGGTGATAATGGACAAAGGCTCTGCGGTTCTGCAGGG
GGCTTTCCTGCTGGCAGACAAACTGTGTCGCCCCTCATTTCTATCCTGCGTGAACAAATC
CGACTGGATCGCGGCGGGACGCCCGATCCTACAGGCTCTGCAGGAAGTCTGTGAACTGGA
GGAAGCTGACGGTCATCACAGCTCGACCTGGACGAAGAAGGTGGTCTGTGCTGTGTGGCT
GAAGCTCTTGAGCGCTGAGGAGGATGTTGAGAGAGCGTGGAGGGAGAACCCCTTTTTTTC
CTTCCAGCAGAGCCTCCCTGAAGTTAACCATGTTGTCCTGTTGGAGTTGGTGAAGAACGC
TGCTGCTTCACATGTTTACGCAGGTTTTCTCCTTCATCTTCCTGAAGATTTGATCTGCTT
GGAGCTGAAGAGGCTGGTAGAGCATGTGAAGAGCGAGCCTACAAGCGAAGAG
>BJ007775 ID   BJ007775   standard; mRNA; EST; 591 BP.
CCGGGCTGAGGAATTCGGACGAGGCAGCCGCGCAGGAGCCGCGTGTTCTCGGACGGTTCT
CGGACACCAAGCGGACCGAAAAAGTTAGACATCAAAGATGGAGATTTGCCGTAACGGATT
CTGCACTGAGGACTTCAGGACCCAGGAGGTCCCGGCCGGCTTCGACTTCACATCGTATGA
CTATCCTGGTGAAGACCTGTCTTTTCTGTTAGACAATAAAGCACTGCAGCAATTCCCAGC
AGAAAGCAGCTACCAGGAACCTCCAAAGATGACCCACCTGTATGAATCCAAAGGAAGCAG
CAGTGATGCCGCTCTATTCAACCTGGACTCTTACAAGGAGTTAAGCTGGTGGGCGTCATA
TCCCCAAGCAGACCAGTCACAGGCGGGATACCAGGAGGCTCCGCCCTCTTACCAGAGCCT
AGTGTCGCAGGACGGACAGTTCAGTCCAGCTGTGGAGGCCAGCCACAGCCCTTTCCTCAC
AGGACAGCCGTCTAACGTGCTGCAATGTGATGCAGATCAGAGCTACTTTGACTCAGACTC
ACAGAGGCAGTCATCTTCCTTCTGGTTTGAGTATCAGTCTCCATGGGGTCC
>BJ007782 ID   BJ007782   standard; mRNA; EST; 623 BP.
AATTCGGACGAGGAACAACCGAGAAGAAAACCCGAATTCTTAACATTGTGCTGAGAACTG
CCGGTTGGAGTCGGCGGGCCTTTGGTCGGACGGTCCGCGGCATGTGCTGAGAGCGGAAGC
GGCCCGGAAACGTTCAAAACACCGACCGCAGCGCGAAGGCTTCCGAAGAAAGTTTGGTTG
AGGCCTGTAAACAACATGTCCTCCGCCTCGCAGTCTTCGTCCCGACGGCAGTGGTGCTAC
CTCTGCGATCTGCCCAAGATGCCGTGGGCCATGCTGTGGGAGTTCAGCGAGGCGGTGTGC
CGCGGCTGCGTCAACTACGACGGAGCGGACCGGATAGGGCCGCTCCACCAGCAGCAGTCC
ATCAACTGCCTCCACCTCCGTCTCCCAGGCCGCCATGGGCCAGGGCCTGAGTGCGGTGGG
ACCCAGCAGCAATTCTGCCACCGGGGAGCCCGTAAGCGGTGCACAAGGGGTGCTGCTGTG
CTGCACCCTCTGCAGGGAGCGCCTGGAGGACACCCACTTTGTCCAGTGTCCCTCTGTCCC
ACACCACAAGTTCTGCTTCCCCTGCACCCGAGGGTTCATCCGCAGCCAGGGTCAAGGCGG
GGAGGTGTACTGCCCCAGCGGAG
>BJ007796 ID   BJ007796   standard; mRNA; EST; 592 BP.
CGGGCTGAGGAATTCGGACGAGGCTGAAATCNGCCGATCCTCTTTTTACGCACGAGCTTT
GCGCGCCAATAAAGTGTTTTGTTTTGATTTGAATATTTATTGTTTCAGCGGGACCTGCGA
TGATGAGGGCCGTGCACGCCGTGCTGCTCGCCGCCTCCCTGTGGTGCCGGAGCGCGTTTG
GCGGATACGGCATCGGTCTGTTCGCGGCCCAGACCTCTCCTCCAGACCCCTGCTACGACG
AGCACGGCAACCCGCGGCGCTGCATCCCGGACTTCGTCAACGCCGCCTTCGGGAAAGAGG
TTAAGGTGTCCAGCACCTGCGGGAAGACGCCCAGCCGCTACTGCGTGGTGACATCCGCGG
AGAAGGGCGAAGAGAGGACCAGGAACTGCCACAGCTGCGACGCGTCCGACCCCAAGAAGT
ATCACCCACCCGCATACCTGACGGATCTCAACAACCCGCACAACCTCACCTGCTGGCAGT
CCGAGAACTTCATCCAGTACCCGCAAAACGTCACCCTGACTCTGTCGCTTGGCAAGAAGT



TCGAGGTCACCTACGTGAGCCTGCAGTTCTGCTCCCCGCGTCCCGAGTCCAT
>BJ007810 ID   BJ007810   standard; mRNA; EST; 279 BP.
GCGGACCCTCCGAAGCTCTTTCTTTTGGAGAACCCTACGAATTCTATCAAGAGCAGTTCA
AATATATCCAGGGAGCATAACTTGAATGTAATCATGAAGCCGCTTCGTGCAAGTATGCTT
GAGGCCTCACTAAGGCGGGCTTTGGGTGGAGTACATAAGGCGCATGTCAAGAATGGACTG
GTTGGCAACTCAGCTTTGGGTAGCCTTCTTCACAACAGGCAAATCATTGTGGTTGACGAC
AACGCTGTGAACCTTAAAGNGGCTGCTGGNGCTCTCAAG
>BJ007812 ID   BJ007812   standard; mRNA; EST; 580 BP.
CAGCTTTCGATTGAAGCGACGCTCTGCAGTAATTCCTCCTTAAACCCCACAGCATGACGG
AGGACAACAAATCTGGCTCGCTGGGCTTCTTTTCGAGTTATGACAATCTGAGCGACAGCA
GCGAAGACTCTGAAGATGAGGGAGCCAGTCGGAGGAAGAAGCCCGGGGGAGAAGGAGACG
GAGCAGGGTCCTCCAAGGCAGCGGGGAAGCGTGCTGCGGGTGGCGGAGGCGGCGCTCTGC
CCAGACCCGACGAGCTGTTCAACTCCGTGTCCAAGCCCGCCTTCCTTTACAACCCCCTAA
ACAAGCAGATAGACTGGGACACGCTGACCGTCAAACCCCCCGAGGAGCCTGTCAAAGAAT
TTAAGCCGTGGAAAACTAACGCCGTTCCTCCTCCTGAGAGCTACACTGCCGAGCCAGAGA
AGAAGAAGAAAGGTCCTCCTCCAGGGACGGACATGGCCATAAAGTGGTCTAACGTCTACG
AGGACAATGGCGAAGATGCACCGGCTCACACCGGCAAAGCTCGCTTCCTACCTCCAGAGG
AGCAACCTGCTGACTCCGACGAGGAATCTGAGAAGTCTGC
>BJ007814 ID   BJ007814   standard; mRNA; EST; 649 BP.
AGGAATTCGGCCGAGGGCGGGCGAGAGCGGGATNAGAAAATGTCCCGCGCAGGGCTCTAA
CACAGACNAATTTCTACTGACAAGAAAGAAGAAAACCAGAAACTGAATGAGAATCCAGAA
GATAAACACAGTCCACTCCCATGCTGTTGTACTGGTGAGATTATTTATTGTTCTATTTCA
GATTCTTAGATATGAACTTGTGTTTACCAGGTAGACAAACCCACCTGGTTCAGCTGACAT
AATGGTGTTAAACTTTGAATAAACTCTTTGTGTTGATCATTTTAGGAATTAAGAAATGGA
TTCGCTGTGCATCTGCTGCCAAAGAAGATGAGTCTTTTCCTAAAGAGGGTTGCAGCAGTC
CCCACACTGATGTGTCTCTTGTCATGGAAAAAGTCTATGAGGAGCTGGGTGAAATGAAGA
AATCTAAATATCTGCTGAGCAGCAGGACAGAAGATGAGAAGCCTGGCTACTGGACCAGAG
TGGCTGAAAAAATCAACAAAGTCTTTTTTACGTTATAGCGGTTCTTCTGTTTTTGAGTGT
CCTTTTTACTGCGTGGAATATTGATGGTATTAATAATGAAAGAAGAGAAGGAAACACAAG
TCACAATTCAATAGGGAAATATTGCATGTGTACCAATACAGAATGATAA
>BJ007818 ID   BJ007818   standard; mRNA; EST; 642 BP.
AGAGAAAGGCGGCGGAACGGACGTCTGACAGCTGGAGAACGGAGGAGGACGAGCGGACAT
CTTTGTTGTTTGACCATGTGACTGTAGCGTCGCTGAACACAATGAGCAAGAGGAGAAGCG
AGCTAGAGGGTCGACTCGACGGCCTGTTGTCCCGCATTGCCATGGAAACGCAGGAAATTA
AAGAGCTGGAGCAGCTGCTGACTGATGGTCAGATCTTGGCGAACGAGGTTCTAAAGAGGG
ATTTGGAGGGAGTGATCTGTGGACTTCAGAAATACCTCGGAGAGCTTAAACAACAGGCTC
AGTCCTCACAGCAGCAAGTGGACAGTCTGCAGTCTGAAAACCAGACTCTGCGGCTCCACC
TGGAGGACGCTGAGGGACGCTACAGGCAGCTGGAGCAGAGGCTCACACAGGAGGCGGAGC
TGGAGCGGAGTCGTGCTGAACTTCGGGCCGTCCAGCAGGAGCGGGACGTTCTGCGGCAGC
AGCTGGACTCGCTGGGCGATGACCACCGGAGGAGCATCGGCCACCTCAACAGGAAAGTAC
GGCAGCTCAGGAGGTCCATGAGTGATGCTGATCAGCTGACAGCAGAGCGGCTGACATGCA
CCACGGAGCAGCTGAGAGCTCTGAACTACAGGATGGAGCTGC
>BJ007843 ID   BJ007843   standard; mRNA; EST; 530 BP.
ACTGGCAAGTCTGGAAAATCTAATGGAGAAGAGAAGGGCGGTAAAACCGAGGGAGACGCA
GGTCCTTCCTGCTCCTCTGCATCCTCAAAGACTTCTGGAGATTCCAAGTCGAGGTTTTTC
GATGATAGTGAAGAATCTGAGGAGGGAGAGGAGGAAGACGGCAGCGACGAGGAGGATGGG
AGTGAAGAAGAAGAGGGTGACAGCAGTGAGTTAGAGGAAGAAGATACTGAGGAGGGAGAG
GAAGACACTGAGGATGAGGAGGAGGAGGAGATGTGTCTGCCTGGGATGGACGGTAAAGAA
GAGCCCGGCTCAGACAGCGGCACCACGGCTGTAGTGGCTCTGATCCGAGGGAAGCAGCTG
ATTGTGGCCAACGCCGGAGACTCTCGCTGCGTGGTGTCTGAGCGTGGCAAAGCCGTCGAC
ATGTCATACGACCACAAGCCAGAGGATGAGCTGGAACTGGCTCGCATCAAAAACGCTGGA
GGAAAGGTCACCATGGATGGACGAGTCAACGGAGGGCTGAACCTCTCCAG
>BJ007850 ID   BJ007850   standard; mRNA; EST; 519 BP.
GAGGAATTCGGCACGAGGAGCTCTTTCTCGATTCTGTGGGTGGTGGTGCATGGCCGTTCT
TAGTTGGTGGAGCGATTTGTCTGGTTAATTCCGATAACGAACGAGATGGGGGCCCTGCTC
CACCATCCCCCTCACACCGTGCACCCCAGCCATTTGATGGGCCATCGGGCCCTGTCCCGC
CAGCTGAGCAGCGGTCTGTCAGAGATCAAGCAGACGCAGGACAACTGGAAGGTGGCCCTG
GACGTGAGCCACTTCTCACCGGAGGAGCTGGTGGTGAAGACCAAGGACGGCATTCTGGAG
ATCTCTGGAAAACACGAGGAGAGGCAGGATGAGCATGGATACGTGTCCAGGTGCTTTACC
AGGAAATACAGCCTCCCCCCTGGAGCCATCACAGAGAAGGTGGCGTCCTCCCTATCCCCC
GAGGGGGTCCTGGTTGTGGAGGCTCCTCTGAACAAGCCGGCCATCGAGTCTGCAGAAAAG
ACCATTCCAGTGAAGGTGGAAGGCAAAGGTGAGGTGGCC
>BJ007851 ID   BJ007851   standard; mRNA; EST; 587 BP.
CTTAAATGTTGCATAGTTTGCGTTTTTATTCGCGTTTTCGAGCTCGTTATTAGACAATAT



AGTACCTTGCTTTGATCACACTCGTGAAAAATGAGTTCCACCACACACGTAATTCAGGTG
ACCAACGTTTCACCTAGCACAACTTCTGAACAAATGAGAACCCTGTTTGGATATCTCGGA
ACCATAGAGGAACTTAAATTGTTTCCACCTGAGTGAGTATCATGTTCTACCGTCTTTAGC
TCACGTAGCTTATGCCAACGCTCGGTAAGGCCTTTAGGCCTCTCCGCAGAGCACGCTAAT
GCTAGGTTTCCCCGCGCTGGCGATCACTCTTCAAAACAAAAGCATGACAAACGGAAAGTG
TAGTCAAGCGTGGACTGTTTCAGTTAGTACCATAGACTGTAAAAACACCAAGTGCTCAAC
ATTGTGGACACATTGAAATCTAAAATTCTTCACTAAGTTTAATGGTAAAAATACATTTTG
CTACGCCCCCCAAAAAACGGATTAGTTTAATTTATTTTATTGGAGGAAAAATGTGTCTAG
TCAAACTATCTTTTTTATTTACCTAAAACTACAATTCCTAAAGCCCC
>BJ007853 ID   BJ007853   standard; mRNA; EST; 602 BP.
GAAACGGGGAAGGTCTCTTCTCCTTCGTAGTCTCGGGCACTTTTGTTTTGGTTCCGTGTG
GCCTCCGCTTCGAGTGGACATGCTGCGTCTGTTGCTGCGGCTCCGGCCGTGTGGTCGCTC
CGGGCCCAGAGTCCTGCCAGCCCGGCCTGTCGCGCTTGGCTCCCGCCCCAGATGCAGCGG
TGAGAGGCGGCTACACTGCGGAGCCGGGTCACGAACGTCGGCCTTGGGCTTGGTCTACAG
TCACAGAGCCGGCCTGCTACGGTCTTCCCAACTGGTGGGTTCCGGCCCGAACACACGGTT
CTACAGTCTGCCGCCACACAACAAGGTGGAGCTTCCTTCTCTGTCGCCCACCATGCAGAC
GGGGACCATCGCCCGCTGGGAGAAGAAGGAGGGGGACAAGATCAGCGAGGGCGAGCTCAT
AGCCGAGGTGGAAACGGACAAAGCTACTGTAGGTTTTGAAGTAATGGATGAGTGCTACCT
GGCGAAGATCCTGGTTCCTGAAGGCACCAGAGACATTGCTGTTGGATCAGTGATCTGCAT
CACCGTGGAAAGCCCAGACATGATCGCAGCCTTTAAGGACGTGTCTTTGGATTCTCTCAA
AT
>BJ007868 ID   BJ007868   standard; mRNA; EST; 614 BP.
GTGGCGGCGCAGGGCTCAGTGCCCAGTGATCTTTATAAATGCGTTTATTCTTTTCTTTTG
GAGAATAAGTTCACCAAAGCGGCGCAGCAGTTCCTGAAACANACTAAAGTCGTAAGTAGC
TCAGGTGTCTGCCTGTTGGTGCTGTCTACTTCTTGGTACTTACTGAGACTGCGCAGTGCC
GGTAAAGAGAAAAAATAGCACGTGTTGAGTCGCCAGCACTCACATGTTCGCGATTCTGCG
CGTTTTTCATGGCAACAACCGACAGTAGTAACGCTTGAATTGTGTTTTTCAGTCAATCTT
TTTCTACTTTTCTCCTTTACAGAACCCTCTGGACAAAAATGAGGAGAGTCTAGAAAATAT
TTACAACTTCTGGGTCAAGTCACCTGACGCCAAAAAACGGAAACTGCCTCCGACTGAGCC
AAACGGTCCGGCTGCCAAGAAGGCAAAAAGCGCAGCAGAAAGCTCCAGCAGTGAAGAGTC
GAGCAGCGACGATGAAGATGAAGCACAGCGGAGCAAAACGGCTGCAGCCGTCAAAGCTGT
GCCGGCTAAAGCTGTGCCGGGCAAAGCTACCAAAGCTGCATCAAGCAGCAGTGAAGACTC
CAGTGACTCTGAGG
>BJ007875 ID   BJ007875   standard; mRNA; EST; 148 BP.
GGCAGATCATTCACACCCCACCCACTGTCATCCATTACAAAGGAGGGATGAACTTTGTGT
GCAGCCCCGTCTGTGCTCAGGAGTTCAAGAGGATCAATAACATCTCAAGCTTGTGTGAAT
ACTGCAAGAATGAGAGACTCATCAATGA
>BJ007884 ID   BJ007884   standard; mRNA; EST; 616 BP.
CTCTATTTTTGTCTTCCCACCACTGTCCTCTCTTGAACCCGTCCGTGTCTCCCCTCTAAC
TTCACTCCTTTGCCGCCGGCCTTCTTCCTCTTCGTGCTGTATTTAACTCAAACTGCAGTT
TGTTTTGGCTCTTTACAGTCGACTTTCAACCAGCAAAAGAAAGCAACCACAGCTGATCCA
GAGGTTTTTCCTTCCAAGTTACCGATATTTTCTTCGTCGCTGTTGGTCCCAAGAGCCAAG
CATCATCTCCTATCCACTTCATTTTACAGTAAGAGGAGGAAGTGAAAAGGCCCAATGACA
GATCAAACGTGTCTGCTCACTTAGGGTTGAGTTACAATTTCAACATTTCACATAAATCAG
TAATATTCTAACATCCAACAATTCACCTGATCACTGTTCAGGGATGGATCGTAAAGATGT
AGAAAATGAGGTCTAGTTTTCCCAAAACAGCTAACAGGTATTATCTGGGGCCACATTCCT
GCTTGTTTTCCAACATGCACTGCTATGCCACGTCCTAATTGGCTGGACACACCGCATATC
AGCCAGCTTGGACGTTTGGAAAACATGCAGACGCACCGGTCCTTGTCAAANGTTTGTCAC
ATGACCTTCTTCTGGT
>BJ007891 ID   BJ007891   standard; mRNA; EST; 630 BP.
GGGCCGACACGCCGGCCTGCGTGGTGTCTCTGTGCGGGAACCAGTCGGTGCGTCTGCCCC
TGATGGAGTGTGTACAGATGACCCAGGAGGTGCAGAAGGCCATGGACCAGAAACGATTTG
AGGAGGCCGTCAAGCTGCGGGGCAGGAGCTTCGAAAACAACCTGCGGACGTACAAACTGC
TGGCTCATCGTAAGCCGGAGTCGGAGCTGCCAGTCAGCAACTTCAACGTGGCGGTGCTGA
ATGTAGGAGCCCCCGCCGCCGGCATGAACGCCGCCGTGCGCTCCGCCGTCAGAGTGGGGA
TCTCGGAGGGGCACAAAATGTTTGCCGTCAACGACGGATTCGAGGGGTTTTACAAAGGAC
AGATTAAGGAGGTGAAATGGAGTGATGTTGGAGGGTGGACGGGACAGGGAGGCTCCCTGT
TGGGAACTAAAAGAACGCTTCCTGCGAAGCACGCAGACAAAATAGCCGAGCAGATGCGAA
AATACAATATAAACGCTCTGCTGGTGATTGGAGGATTCGAGGCGCTCGAAAGTCTGCTGC
AGCTGTATGAGGTCCGCACTACCTATGAGGAGTTTTGCATCCCGATGTGTATGCTGCCCG
CCACCATAAGTAACAATGTTCCGGGCACGG
>BJ007900 ID   BJ007900   standard; mRNA; EST; 553 BP.
ATTCGGCACGAGGCCTCGTGCGCACGAGGTGGGCCGCGGGGGGCGCCCCGCTCTGGCTTT
CATGAAGGGCTCTCCGGAGATGGTGGCCAGCCTGTGTCGACCCGAAACAGTTCCTGCACA



GTTTGCCGGCAGACTCCACGGCTTCTCCAGCGAAGGACTCCGGGTTCTGGCTCTGGCCTG
CAAAGCCGTACGCGCCTCCTCTGACGTGCAGAGCGTGGAACGGTGAGAACCTTTCCTCTT
TGTGGGAGCGGACTCTGGTTCCTGCTGAAGCGGCTGGGTTTGGTGTTGCAGGGCGGAAGT
GGAACGAGACATGCAGTTCTTGGGGTTGATGATGATGAAGAACCTGGTGAAGGCCGAGAG
CCCAAAGGTCATCAACACCCTGAGCCTGGCGCACATTCGCAGCGTTATGGTCACCGGAGA
CAACATCTTAACCGCCGTCAACGTAGCCAGAAGCTGCGGGATGGTGGGGGCTGATGAGAA
GGTGGTTTTTGTCACCGCCAACCCCCACAGCACCCAGTCTGCCCCCACCCTGAGGTTCAG
TCTGGAAGAGCAG
>BJ007909 ID   BJ007909   standard; mRNA; EST; 362 BP.
GCACAGCCGGTGTATTACACAGAAGATCCCTGCCAGAGGAGCTACGATCCATACAGAATG
TACCTGCAGCATCCTCACAGCTACGACGACACATATTTGGAGGAGGTCATCACGTACCCC
CCCACAGTGGACTACAGCTTTCAGCCTCATGGAGTCAAACCCGCCCCCAACTATGTGGAC
TATTACGCCAGCACGCAGAGGCCTTCTTACAGGGCGGAGCAGTACCCAGGCTCTCCTGAC
TCCTGGGTCTAAGCATTCAACTTCAAAGGGGAACATCTTCCTCCTGCAGCTAAAAGTGTC
GGGGGGGGGGGCNCAGGAAACNACAGCNTTTTTNATGGNCTNGTTTTTTATNCGNGTTTT
TG
>BJ007916 ID   BJ007916   standard; mRNA; EST; 318 BP.
CCCGCTGCGGNAATAGCGTCGCTGTTTCCACCATGACTTTCGAGGCAGGTTCCGATCCAG
AAGCCCACTGAGCGCGCACAGTGCGCCGGCAAAGCGTTGGAGGAGGTTCTGGAGACCGCC
AAAGACAACGAGTCCCTCACTGTCGGTGTGTACGAGAGCGCCAAAGTGATGAACCTAGAC
CCGGACAGCGTGTCCTTCTGCGTGCTGGCCATGGACGAGCAGTTCCAGTGTGACATCGCT
CTGCAGATCCACTTCACTCTCATCCAGTCTTTCTGNTTCGACAACGACATCAGCATCGTC
AGGGTGAGCGACATGCAT
>BJ007917 ID   BJ007917   standard; mRNA; EST; 589 BP.
GCGTCCGCCCGCCCTGCTGTCAGCACTGTCCGACCCTAAGTCTTTACGAAGCGGACCGCG
ACCCGTTTCTATTCGGCGCATTTACTCGGGCTAACCAGCTGCTAGATTGGAAAAGCGCCT
CATGGATCCTCAAAACACTGAAGCCAAAGTGCTGCTGAGCCGCGCCAAGACGTTCCGGCT
CCACACCGGGAATTTGGTGAACCGGAGTCGGCTGAAAAAGAAGTGCCCGGGCTCCACCAG
CGAGGAGCTTCGAGACTGCATTCAAGCCACAATGAGTGACTGGGTGTCCATGAAAAAAGC
AGCTTCACCGGGTTTTCCAGACGTTCTGGACTGCTCTTTACCTGAAGCAACAGAGACGAT
CACGCCGGAGGAGAGGGAGGAGCTGAAGGTTTCAGTGAAGCTCTTCCTGTGCGAGGCGGG
CCAGTCCGCCATCGGAGACGCTGTGGATTTGGGTGAGTTTTGCATCTCAGACATTTGCCG
TGTCACCCCGAGTCTTCCCTGCGACCACGCTCTTCATCTCCGTCTCTCATCTCCAGCTTG
TCAGACTCTGGCAGTGTCCCAGCTGGACTCGGTCATCATCGCGCCGCCT
>BJ007926 ID   BJ007926   standard; mRNA; EST; 140 BP.
ATTCGGCACGAGGGTCGCAGGATTTGAGAGCGCGAGCCTCCCGGTTCACTAATAACTTTC
CACCAGTTTGGCTTTTGGGGCGTCTAGGGCACAGTTAGAAGACCCCCCCCCCCCCNTTTT
TTTTTTTGTNGCCCCCGNCC
>BJ007938 ID   BJ007938   standard; mRNA; EST; 600 BP.
GGCACGAGGAGTGAGTAGCAGTTTGTCCGCAGNACACAGNACGTTGGAGTTTCCTCCATT
TTCTTCTTCTTTGGTGAAGGTGGAAGGTGTGTGTGAGCTGATGTGGATCCAGTGAATCCA
GCAGCATGGATCAGTGGGAGGAACCACAGGAGGGAGCCCCTCCCTCTAGAAGCAGAGATG
GTAACCATGACAACCAGAGCAAAGCTCAGAGGAACAAACCTGGACCTGGATCTGGATGTG
GATCTGGACCTGGATCTGGATCTGAATCCAGTTGTGGGTCCTTCAGGAGTGACAGATCAA
AAGGCTTAATTCCTAACTTCAAAGCCATCCATCCAGGAGTGGAACAGAACCAACATGGAC
CTGGACCTGGATCCAGCTGTGGATCCTTCAGGAGTGACTGGTCAAAGGGTTTACCTCCAG
ACTTCAAGGACATCCATCCAGCAGTGGAGCAAGGTCAACAGGTCACACAGAGAGTCCAGT
CTGCAGCCTCCAGCTGTGGATCCATGAAGAGTGACCGGTCCAAAGGTCTTCCTCCATACT
TCAGAACTGAACCAGGACCTTCAGACTCACATGTCCACAGAGAGAAGAAGAGGAGCGGAC
>BJ007941 ID   BJ007941   standard; mRNA; EST; 630 BP.
CGGCACGAGGGAAAATAGTNACTTCGCAAACTGAGACAAAGGAAAACAAACCAGCATCTA
ACAAGACCTGCAAAGATAAAATACAGACATATTTCCAGAATCTGCGCAGTCCAAGCAAAC
CTAGATCCCCTCTGAGTGACAGTTCAAGTAAACTGATCCAGGAGGACAATGATTCTGAAA
CGACTGACCCTGAAATGGCAAGACTGAAGGAAGAAGCTGAAAGCAAAATCAAGGATGATG
GCTGTGAGTCCATTGAGAAAAAGCCTGATGAGCCTGGTCAGAGTTGTGGAGCAAAAGAAC
AAACTAATGATGATCTTGAAAAAAAGGAGTCTCCTAAACAAGCAGTTGGGAAGTCTCCAA
CAGACGGCAAGGTTTCAGAATCTGGGCATCAAATCAAAGCCAGCCGCAAGCATCGAGCAA
AAAAGGTGGAAAAAAAAGTTTCTCAAAACAAAAAGGTCACAGACTACTTCCCCATCAGAC
GGAGTAACAGGAAAACTAAAGGCGAAATAAAGAGTGAGGAACACAGACAGATCGATGATC
TGATAAATAAAAACACAGAAGAAGGAATGGAGGTCAGACAAATAGAAGGAAAAGGAAGAG
GAGTATTTGCTGTGAGAGCGTTCAAAAAGG
>BJ007942 ID   BJ007942   standard; mRNA; EST; 696 BP.
GCACGAGGGAGGTGCTGGCTTCTTTTGTTAAAACGAGGNAAAGGAGGACCCCTACTTCAT
AAAACCTGAGGATTCTAAGTGGAGGAAATTCAAAATAACAGGAAGACATCAACAAAAGAA



GTGACAGGACGTTCAACTGACCGTTTGCAAAGAGAAAGTGTAAGCATGATTGAAACAGAC
CAGAACATCCCAAAAAAGGGACTTAGTCCTTGCAGGATGTTTTTTTATATCAAATAATTG
TGACATTTCAATTTTTCTAACATGGGTTTCAGCCTCAGTACAACAGAAAATGGTGTGATA
CCTTTGCTAGTTTAGATAAAAAGAGGATTATTCGTTTGTACACACTGTGACTACATCTAA
ATGTGACCTTTAGAGATGTCTCAGTCACAGCAACAGACAGACACGCAGGCCATGCTGCAG
TCAATGCTTCAGAAACTGAAGCTCCAGCCAGGATCAGAAGGCCATGGATCCCAGCAAACA
TTTGCCGTGGATGCTCCCACACCGGTGCAACATCATGAAAAAGGATTGTTCCCTCCACAG
GGGGTCAACACCAGCACTGTGGAAGTGTTTGGTTTCAACGGAAGTGCCTTAAAAGAGTAT
GGGTCCCCCACTGACTTTGGCTTTAGTGGTGGAAAAGGGAAGCAACCAGGTCCTGGCTGT
GAGGTGAGCAGTCCAGTTTCCTTCCCTTCTTTTAAT
>BJ007945 ID   BJ007945   standard; mRNA; EST; 617 BP.
GAATTCGGCACGAGGAATTTACCCATTGAATTTTAAGTATTCATCATCCTTTTTATGTAT
ACAATTGTCGGTACGAAACCCATCAAGACAACCGTTGATGTGATTTAGGGCTATAGAACT
AAAATTGAATTGAGATGATGGGAGGACAGGTGTGTAGAGCGTTTGACCTGTGGAACTCTG
TCCACTGCGGGTGCTGGGAGAAGCAGAGTTTGGGTCATCCTGGAGAAGAACAGAGAAAAT
CATCAGTGAGGACATTTTTCCCTCCGTTCAGCCTGTCAGGAATCATTTCTCCATCCTGAC
ATGAAAGAATGATGCTGCTCTGCAGATCCATCACTTACGTTCTGAGCATCCTCCGGTTTC
TCTGCTGCTTTCCTTCTGGGAGAAACAAGAAGCCTCAAATCAGAACACACGGAGGAGAGT
GGTCACATCACAGCATCAGCAGCAGGTCCACACGGGACCGCCTTGTGCGGGACTCTGACC
TTCGTGCCAACAGTGCGTTCATCTCCTCCATCAGGCCCCCGCTGCCCCCGCTCGTCCGGT
TGGCTTCGTTTTTGGCTCCCGAAGATGAAGATGAAGATGAGCCGTCCTCAGACTGAGGTG
AAGAGAGAACATGTCAG
>BJ007946 ID   BJ007946   standard; mRNA; EST; 459 BP.
GCTTCGCTCTCCCCGCCTGCTGCCTCCTGCTGCTGCCGGCTCTCCCGCTGACCTGCGGCC
GCTCCACAGCAGGAGGACGTGTTTCAGTGGTGGGGGGAGTGGTCTAATTGGTCTTCATGC
TCCAGAAGCTGTGGAGGAGGAGTAAGAAGTCAAGAGAGACACTGTCTCATACAGAGGCTT
TCTACCACCCAGAATGTGAACAGCTCATATTGTGTTGGCTCACCAAAACAGTACCAGCTT
TGTCTAAAAAAGCCATGTCCAAGTCCCAGTGTTAGCTTCAAGCAGCACCAGTGTTCCCAG
TTCAACTCTAAAGTATTTGGAATAAGTTATTACCAGTGGATCCCACTTTACTCAGCTGAC
GACGTGAGCATCTCCAATAAGCCATGTGACCTGCAATGTACGACTGATGGTGGCGAGCGC
CACNTGCTTGTTCCGGCTCACGATGGCACATTCTGTCAT
>BJ007949 ID   BJ007949   standard; mRNA; EST; 188 BP.
TTCGGCACGAGGTCTGACTGAAGTGTAGCCCCTCCCACCTGCGGCACACAGACCCTGTCG
ACCCCCCCCCCCTTCCCCCAGAGAAGACTCAAAAAAAGATCTGAATNTGTAAATACAGTT
GAAATGCTNTGCGCCAAAACTNTGACTTGTNCGTTGTTTTTTTTATGTTGATTATTGCGA
TGNGNGNG
>BJ007951 ID   BJ007951   standard; mRNA; EST; 407 BP.
GGTTTTTTTTTTGTTTCCTAANGGACGTGCTCGGNGATCTGCACTGGATGGCTGAAAGAG
NGGACCTGAGCGAGTTTGACCTGGACTNTNTGATNGGCTCCTGCAGTCCTGCGGAANAGT
CCCCAAGCTNTCCAAAANATCTCCTTGCATCCTTGGATGTTCCCATGGAGCTCGACTNAT
TCCACCTTTNAGCTNTNTNAGCCCCCGAGCCCTTACCCCCACCTCCTGAACTCCCTCCTA
ACCTTCCCGNTGATGGNGCTGCGGATGATTCGGAATCTNACATCGACAGTCAGGANATTN
TTTCCTNTCCGTTTTGCGTCCCGGATCCACAANAANAGCTGGANATCAAATNTGAGCCCG
CCTCCCCGATCCCCTNTNTCCCAGCAGTTGCCTNTCCCTCCGNTCCA
>BJ007964 ID   BJ007964   standard; mRNA; EST; 627 BP.
GAGATTGTGGAGATAATGGCGAGCCCACTCAGGGCATCACACACACTCGGGCCATTGAGC
TGATCCAAGCAGGAGGCAACAGAGTTCACCTGCTGCTGCGACCCGGACAGGGCCGGGTCC
CGGACCACAGTGAGTCGCTGCTTAGAGCCCTCCCTCCAACTGCGTATTTACCACACATGT
AGAGCAGCTTCTGGACGACAGTTTCTGTCTGCACATGCATGTGTTGCAAGCTTGACTCTT
CTCATTCTTTCTCAGTCTTCCTCTTGTGCTGTCTGTCTTGGTTTTCTGCACGGCTGTCTG
TTTTCTATCTATTTATCTCTTCCTCCTCTAGGTCTGAACTCTTCTTCCACCCTGTGCTTC
TACATGAAACCAGAGACTCACTAAAGGCCTCACTGCTTTTCTCGGTCTGTCCGTAATAAC
CTTGGTAAACTTTGTGCTTCTACTTTTTGCCCTTTCTTTTAACCTCTCTTTTCAAAGCAA
ATCATTCCTCAGATGTAAGTGTTGTCTGTCCCCTAACTTCATCCCCTTTGTTTTATCAAA
CTAAAATTTAAGAAGTCGCTCCTCAGTTACTGCCAGTGCGTAGTAATCCCGGTCATATTT
TAGGGCTGGATTAAAGCACAGACTCCT
>BJ007984 ID   BJ007984   standard; mRNA; EST; 577 BP.
GCTCAAGNAAAAAAACTCCCATCTGCTGATAAGTTCCTGCCTGGTGGTTTATCTACACAT
TCAAATCCAGCCCCGCCCTCAAACCTCTGCCTCCTCTGATTGGATCCTTGTTGCCTAGAT
ACAGTACACACTGTCGCGCGGCTGGGCCATAGTCAAACCAGTAAGGAATCAGGTGTTCAA
TGGTACCAGGAAATTAATTGTTATTGTTTCTCAATTTAAAATGCTTAATAATGTAAAAGA
AAGGATCAATTTTTTATAGGTGTGAAGTGTTAATTGAGATTTGGTCAGAACTTTGAGCTG
CCATTTTTTTCAGCTTAATACTTTTTAATATTGAACTATAAGTGTTTACCTTTCATTAGA
AAATATACTGTGGATATTTTTGGGGGGATTTTTTTTTTCCATGANAAATTTTTAAGGAAT



ATTAATAATAAAACCCTAAAAGCGATTTTCTTTTTTTAATGGGCAGATAATTTATAGCTT
TAGCATAAAGTTCTCCACCTNTTCTCGAATTATCTATAAAATGATTTACTTTTTGACTTA
TTGAAGTCAATTCCCATGATTAATTATTTTCTTTTAC
>BJ007989 ID   BJ007989   standard; mRNA; EST; 600 BP.
CAAAAACTCCCTCTGCTCCCGCGGCATCAACCCTCGCATCAATGCCACAACCCTCACTCT
GGAGTGGAATGAGCCTCTGGATAGCGGCGGTAGAACCGACCTGAGCTACTCTGTCAGGTG
CTCCATATGCAGGTCACCCAAGTCGCCCTGCCAGCCCTGCAAAGACGGCGTCATCTACCG
CCCAGCACAGGAAGACCTGCTAGTTCGAAGGGTGGAGGTGTGGGACCTGCTGCCGCACAC
CACATACACCTTCACCATTCAGGCTCTCAATGGGGTGTCCAAGCTCAGCAACAAGGAACC
TGCCAGCGAGAGCATCAACATTACCACCAACCACGAAGTCCCGTCGCTGGTGTCTGTGAT
TCGGAAGAGTGACTCCACAGAAAGCAGTCTGACTCTGCACTGGTCCGTCCCGGCTCAGCC
ACGCTACAACGTCTTGCAGTATCAGCTTCGCTACTGTGAAAAGGACAGACGCAGTGATGA
TCAGTGCTTCTTCACGGAGAGCAGCAGAAACCAGGTGGTGCTGACAGACCTCCGCAGGGC
CACTCAGTACGAAGTGCAGGTTCGGGCTCGAACGCAGGCTGGTTACGGCAGCTTCAGTCC
>BJ007996 ID   BJ007996   standard; mRNA; EST; 647 BP.
GAGAGGAAAAGNGTTGAAGAACAGNATAAATGAAAGAACAAAATAAAAAAGAAGTAGCTT
TCTTCTCTTTTTGCAGAGGTGGGGGATTATCGAGCTCAATCCTTCTGAAAAAAGACATTT
GAAGAGGTTCTGATCAATATGTGTCCTAGATGCCTTCAGGATATGTCCAAAGGAATCTCA
GTATATCCAGCTCACTTCAGAGAGATGATCTCATTTGGTTTGAACATACTTCAAAACCTC
ACAGCAGGAGCTTGAAATCATTATTCATGACTGTCAGAAGGAAACTTTAAGCTCCACTTG
ATGAAAAGACAACTTTGGAAAAACATTACAGCATTCATTCTCAAAATGAATTTGTAACAA
ATGTGACTTTTTACAAATGTACACACGTTAAAAGTTCTCAAACTCTTCCTTAAAAACAGG
AATGTGTTTTTTTTGCTTTTAGTATTCCCACAATAGCATTGAGATATTTATGTCTGAAAA
ATGTTGTGGACGATTTAGTTAGTAGTGATAATCCCATATCAGCATCAACAGGATGGGATT
AAAGCTAACAATCAAATCTGGAACTGTCGTGTTTGATGTTTGGACGGAGGAATGATCTTA
GATGTAGCTGTGAAGAAGGGGGATTCTCTCCCATGTGTGAGTGCAAA
>BJ008004 ID   BJ008004   standard; mRNA; EST; 494 BP.
CGTTCTCCTGCGTCTGTCCGCCCGGATATTACCTGTACGATGACGACCGGAGCTGTGAAG
ATATCAATGAATGTGACACTGGTAACAACACCTGTACAACAGAACAAGTATGTTTCAATT
TCCAGGGAGGCTACACATGCCTGGGTCCGTTACAGTGTGAGCCTCCTCACGTCGCTGTGT
CTGACAATCAGTGCATGTGCTCAGCTGAGAACCCGGCCTGCAAAGACAGGCCCTTCACTA
TTCTGTACCGACACATGGACTTGCCGGCGGGGCGCAGTGTGCCTGCANATATCTTCCAGA
TGCAGGCCACCACGCGTTACCCCGGCGCCTTCTACATCTTCCAGATAAAGTCGGGGAACG
ACGGACGGGGAGTTTTACATGAGGCAAACCAGTCATGTCAGCGCCACGCTGGTGCTGGTG
CGTCCCATCAAAGGGCCCAAAAAGGTGGTGCTGGACTTGGAGATGGTNACCGTCAACAAC
GTCATCAACTTCAG
>BJ008009 ID   BJ008009   standard; mRNA; EST; 348 BP.
AGACATAGCCAGAAACAACTCCCTAGGGAGGCATCAGGACTAGATGCCCGAGCCACCTCA
ACCGGCTCCTAATTGATCTTTTTCCAGCTGCATTTTTTTCATCTGCTCTTGATCGATTCT
TTCGTTCTTTTGGTCATGACCAAAAGCTCCTGACCATAATTTACAAATAAATTCACAGGA
ACGAAGATCGACCGGTAAATTGAGACACCAACAGACCAGTACAGCAACCGGATAACTACG
GACGCTGCTCTGATCCACCTGTCAATCTCACGCTCCAATCTTCCCTCACACGTGAACAAG
AGCCCAAGATATTTAAACTCGGCCTGGGGCAGACACTCCACACCAATA
>BJ008013 ID   BJ008013   standard; mRNA; EST; 623 BP.
GCAGGCAATTCGGCACGAGGCGAACAACCCCGTCAAGATGGCGAAGATCGCCAAAACACA
CGAAGATATTGAGGCGCAGATCCTGGAGATCCAGGGGATGAAGGCCTCCCTGAAAGAGGA
TGCAGGTCAGGGAGTGGGCCTGGACTCCACTGGCTTTTACGACCAGGAGATCTATGGAGG
CAGCGACGGTCGTTTTGTGGGATATGTCACTTCCATTGCAGCCAATGAGCAGGAAGATGA
TGATGAAGATGACACATCGACAAGTTTGTTGGGACAGAAGAAGCCAGGCTACCATGCACC
AGTGGCAATGCTCAACTCCATTCCCCAGTCAGATGAACATTACGACCCATTCGCAGAGCA
TCGCGCGCCGAAAATCGCAGATCGGGAAGATGAATACAAAGCTCGTCGCAGACAGATGAT
CATTTCGCCTGAGCGCCTTGACCCCTTTGCAGACGGTAAATGTCACCCTTTTTTATCCTG
CCTCGATGCCTCAGTTTCACTTCTTTGTTCTGTTTCTGTGTTTTTCGTGGTTCTTATGAC
TCTTCCAAGAAAGCCAGTGGCTTCATCCAGGTAGATTTTCTGTTCAACCCTTCGACCACA
GTGTAGTAGACTGAAACCTTCCT
>BJ008017 ID   BJ008017   standard; mRNA; EST; 692 BP.
CGGCACGAGGNACAGNAGTGGGCCTTGATGATGAAGNATCTGCATCTTGGGGTTGCTGGT
GCTGGGGTGCGTGCACGGTGCACCCGTGAAAGAAGACCTGAAGCCGCAGTCATGTGACGA
TCCACACGCCGTAAAAGCTGCTCATGTGGCTCTGACGAAGATCAACATGGAGCGGAACGA
TGGCTACATCTTCAGCCTGCACCGCCTGTCCAACGTTCACCATTCCATGCACGGAGAGAA
CGGTGTGGTTTATTACCTGACTATGGATGTTGTGGAGACAAACTGCAGCGTTCTTAGCAG
GAAGGACTGGAAGCACTGTGAGGCTCGTCCAACCAGCGACCAGCCGGTCAGAAAACACAC
ACAATCTGCAGACACAATGTTAAGGACGTAGACTCTCAAACTACATTTAAAACATATTTA
ATAGGGCTTAACTGATGACAATTACATGTTTCTTTAGGTTTATGGACAATGCAAAGCAGC



CATCTTCATCAATAAGGTGCACAGAGTGGATCGTCTCTACAAATACGACTGTGTTATCAA
ACCAGTTCCTTCTGCCAGAGTGTCAGCGCTGTGTCCTGACTGTCCAACTTTAATAAGCCC
AGACAATGAACAGGTCCAGAAGACTTTGTCTCTTTCCCTTGACAAGTTCAACAAGGAAAG
TGGGCTGAAAAATCGTTTTGACAAGCTTAAGA
>BJ008022 ID   BJ008022   standard; mRNA; EST; 636 BP.
CAGTGGCGTATCAGAGAGGCGGAGAGGGTGTCACCAGTGCTGGAAGACCCGGTTTGCTAA
ACATTGGGGAATCTGCCACTCAGCCCTGGCTGGCTGACACATGGCCCAACTCCTGCTCCA
ACCACAATGACTGCAGCATCAACTGCTGCACTGCAGGCAACGGAAACAGCGACAGCAACT
TGGCGACGTACAGCCGACCAGCGGACTGTATCGCCAATTATAACAGCCAGATGGAAAACA
AGCAGACCAACCTCTTGGTACCAGACACAGGAGTTTATGGAGATGTGGACCTGTCCAATA
AGATCAATGAGATGAAGACCTTCAACAGCCCAAACCTCAAAGATGGACGCTTTGTAGGTC
CTGGCGGTCAGCCGACACCTTATGCCACCACCCAGCTCATCCAGTCCTCCATCCTGGGCA
ACAACATGAATCCAGACAGAGGGACCGGAGGGAGTGGAGGTGGACTTGGGGGAGGAGGGG
AAATGAATGAGAAACACTGCTGGAAACCTGTCTCAATACAGCAGCAGAAACAGGAAATGG
GCTCCCAGCTGCAGTACAGCATTATGGAGCAAAACCGACTAAACAAGGATCGCTATAGAG
GAGGTGACAGTCCCATGCCAGCCACCATCCCCTACA
>BJ008029 ID   BJ008029   standard; mRNA; EST; 676 BP.
GCTCTACTTTACAAACAACTTTAGATNACTTTGTTCTTCTTAGATTTAAACTCTTCCAGA
AGTCAGAGAAGCCTTTTTGACCTCCTTCAAAGTAACGATGTAAAGAAGAAGCTGCTTGGA
AACTAAACTGGACACATCTGCACTTCCCCACCACCAACACTACATTCCTTTACTTTTTTA
TTTTATTTTTTGGCAGAAACTGATGCTGCTTCCTGTTCACGTGAGGCTGAGGCTTTCAAG
TTGAGGAGTCCCTGTGTAAGTGTGGAAAAGTCACCAACTCGCCATGTCCTCTGATTTGGA
CCCTTACGTCTTCACCACTGACACTTTACCCTCGGATCCCCGTTTCCTTCCTCCCCTGGC
AAACGGGCTTTTGGGTTGGAGGGTGTTCAACAGCGTCTTGCACATGGGTGGTGTCTATAA
TGGAGAGGGTGGACACTGCCACAGAGCGGATGTTCCCTGTCCTGTAGCTGTGAAGGCTGA
GATGGAAGATGCTGTCCAACACATCTACAGCCTAAACACCAACACAGGCATTTTCACCCA
CACTCTGACCTCAGCCAGCGCAACAGCCTCCCAGTCCTTGTACTGTCACAGATTCTACCC
AAACATGATTGTGATGGAGGTTCTGCTGGAGCGCCAGGTGACCTCAGATCAGCCAGTCTC
TGTTAACCTGCTCAGT
>BJ008031 ID   BJ008031   standard; mRNA; EST; 662 BP.
GGCACGAGGCGTGGCTGTGATGGACAAACAGNAATGAGGCAGACGAAGAGCGAGAAAGGG
TGATGAAGGAGAGCGAAGAGAAGAAGAGACCCAGAGAGATGGAAAGAGAGGATCACAGCA
ACAACAGCAAAGAGGCTGGACCTCATTCCCCCCCTCCAACCTCCTCAGGCCTGGATCCCC
CGCCTCCTCCACCAGCAGAAAAAGAAGCTCCTTCATCCTCAAAAAGGAATAAATTTCGAC
CCCCTCCACTCAAAAAGGCTCCTGACTCCCATGACAAGGTTTTGTCTGAAACCTATTTTG
AGGAGCGTTTTGCTGAGCTACCAGAGTTTAATCCAGAGGAGGTCCTTCCCTCACCCACTT
TGCAGAGTTTGGCAACCTCACCCAGAGCCATCCTGGGAAGTTACCGCAAGAAGAGGCGCA
ACTCCACCGATCTGGAAGCAACCGGAGAGGAGCCGAGCTCTCCTAGAAGAAAGACTCGGC
GTTTGTCCAGCTGCAGCTCAGAACCCAACACCCCGAAAAGCGCCGCCAAGTGTGAGGGGG
ACATCTTTACCTTTGACAAAGCAGGTCCAGAAGGCGACGTTCCCCAGGGAGACTCGGAGC
GAATTTCCTACTCGTCTCTGCGTAGAACTCTGGATCAGCGCCGGGCCCTGGTCATGCAGC
TG
>BJ008045 ID   BJ008045   standard; mRNA; EST; 597 BP.
ATTCGGCACGAGGAAAAAAGAAAGCTGGAAAACTAGGAGGGGGAGGAAAGGAGGAGTCAG
AAGTGAAGGTGGAGAAGGAGGAGTTGGTGGTTACTCTGTCCTCTGCTGGTGGATTTCTGT
GCAGGTTGCAGTTTGATCAGTGACAATGAGGGAGGATTTAAAGATGCAACCGTGAGCATC
TTTGTGTTGCAGGCAGCAGCTTTTGTCCCTTTGAAAATACCTGAAATTCAATTTTTATAT
GAAATTAATAAAGTCTACATTATCATACTTCAGGCAATGTTTATTAAGTCCGACATTTTT
TGGTGTTAAGAAACAAGAAAGCACAACCTAAGCTGTAATGTTGATTCTTGTCCACAGGAG
GGCGCCTCTTACCCAAAACTTTCAAGCTTGAATGTTGGCCCCTAATTGATTTCTCTCCTT
GTTTCACTGGTTATTGTCTGTTTTGTGGCCCTCTTTTCGATTCGTTAAGCTTAACCACCT
AAGAACCGACAGAAAGTTTCTACTTTATTTGTTAATCACAGTTCTGCTTTCAAATTCTGT
AAAAGCACACTTTTAAAATGGGTTGTTTTGGCATTCATTGCTCATTGTTATGTTAAA
>BJ008059 ID   BJ008059   standard; mRNA; EST; 275 BP.
TCAGCGGGGATCCTGAGGAGATCCGAATGCTCATCTACAAATCTGAGGACATCAACGTTC
TGGATGCAGAGAAGCGCACCCCCCTGCACGCCGCCGCCTTCCTGGGTGATGCACAAATCA
CTGAACTCCTCATCCTCTCTGGTGCCCGGGTCAACGCCAAAGACAACATGTGGTTCACCC
CCCTGCACCGGGCAGTGGCATCCCGGAGCCAGGATGCTGTGCAAGTCCTGATCCGNCACT
CTGCAGACGTGAACGCTCGGGACAAGAACTGGCAG
>BJ008061 ID   BJ008061   standard; mRNA; EST; 654 BP.
GCCCAGTTATTATTTAATTGATGCTATGGCGATTTTATGACTAAGTTGTTGGGAATATAT
TCTATTTTAGAGACGTTGTCCTCACAGTTTCTCAGTACGCTAGTTATTACGTGGAAGGGG
CATTTGGAAAAATACAGTTATCATCTGGAATAACAATATTTAGTTTATGTTTATATATCT
GTGTTCAAGCTTAACCTCGGTGCTTTTTTTTCTTTGATTGAGTGCAGCTTTTTTGACAAT



CTTGGTTAGTAAACTGATTTGATTAGAATCCCAGTTTATGTTTAGTGATACTTAAAACAG
ATGAAATCATTGTTTTTTAAAGCACCAGCTCTACTACTTGTCTGAAAAAAACATTCTCCT
CCCAAAACTGTGTTGTCGTTATGAAGTAAGGTTATTTGTTTGGATTCCCAAAAATAATAA
CCTGCCAAATTAACATTTTGTTTTTACTTTTTGGGCTTTATGTATTGGAATTTCTGTCCT
AAGGCACTAAAACACTAAAAGCAGTGCTTCTGTTTTCCACCTTTAAAACATTTATGTTTA
ACCTGTTTGGTCATGTCTGATTCTCTGATGCTTCAGTTGCATAAAATGAAAACTTTTCTT
TCTTACTGTTTTGCACTCGTTTATTTTTACAAATGTGAATGTGTAAAACTGAGC
>BJ008088 ID   BJ008088   standard; mRNA; EST; 590 BP.
GCTGCTGGAGTCGGACCGGCGGCGTCACGCTCCAACACTCGGACTCTAAAGGATCCGTTT
ACCTGCTTTCCACGCCGGTGTTTTTTGGTACTTTGCTTCATTTTGCTAAGAAACCCAAAA
AAAAAAGTCTCACTGCCACACAGAAGACGGGGTTCAGAACGGCGGCGGCGTTCAGGGAGC
AGTTTCTTTTCTACCACGGATCCGCCGTGTTCCAGAAAACACAAAACAAACCCTCATGTG
AAACATTCAATTTGGGCCAAACGCTGTTTTTCTTACACGAACATTTCAGTCGAAGCAATC
GACCCGGAAGCGAGGCTTCTGTCAGCGAATGTCCCTCCACCCCAGCTGGTTCTGACCCTC
TGCCTGTACAGCCGTTACAGTTCTACGATGTGATTGGATGATCCAATACCTGAGGTACCA
TCCATGTCTAAGCAATTCCACTGATTTTTATGAGTGCACTTGGCCTCTAAATCCAATCCT
TTGGGGTCAATACGGTCTCACAAAAGAAAGGAAGGAAGGAAGGAAGGAAGTGGCCGTTTG
ATTTTTCTAACTCTGCTCCGGTTCTGGAGGTGGATGCCGTCCGTCTCCGT
>BJ008121 ID   BJ008121   standard; mRNA; EST; 698 BP.
GTTTGACATNATGTGAAGACAAAGAAAATAAAAGAACCAGTTTATAAAATGTTAAGAAAT
GAAAAAACTATGACTTCTCAAAATAATGACTTATTCATCAGAAAGCTCAAAGCTAGAACA
TCACTGAAGCAGCAAACGGCCTCAAGAACTATTCTGTAAACGGGGTCCAGAGATGGCAGC
AGAAATTCCAGAATGTAAAACCAGCAAAGACAATAATCCACCATGGAAAGGATCCCAAAC
TCAATCCTTCTCTGATGGGAAAAACATGTGCTGATATCAATGTGAATACATTCCAGAGTA
AAAACTCTAAATATGGTGAGGATATAGATATGACAGTGATGAAAAAGGTCATTAATAGTC
TCTCTAAGCCTCTAACTTATCATTACTAACTGGGAGATTCCCAAACCAAATGAAAATAGT
AAAAGTGATTCCTATCTGTAAGAGTGGAGACAAACACCAATTTACAAACTATAGACCTGT
TTATCTCCTCCCACAATTCTCAACAATATTCAATGATAATTTAGCTACATTTATTGATAA
ACATAACATTATAAATGAAAACCAATCTGGTTTTAGAGAAAACAGATCCACCTCATTGGC
TATCATTGATGCTGTGGAGGAAATCACAAACGCTCTGGACAAAAAGAAATATGCAGCTCA
TTAACTTAAAAAAAGCATCTGACTCTCAATCATGACAT
>BJ008123 ID   BJ008123   standard; mRNA; EST; 149 BP.
CCGGGTCTGCAGGNAATTCGGCACGAGGGAGAGAGAGAGTAGTAGTAGTAGAGNAGTAGT
AGAGTAGAGAGAGAGAGTAGTAGAGTAGTAGTAGAGTAGAGAGAGAGAGAGAGAGAGNGA
GNGNNNGAGAGAGNGNGTTTTTTTTTTTT
>BJ008158 ID   BJ008158   standard; mRNA; EST; 644 BP.
GGTTCCGTCGAGGTCGGGCTCAGCCGTGTGTCTGTTGAAAATGGCCGCGGATCCACTCTC
TGTTTCTTCTAACGCGTCCACAAACAATGAAGGTATTCTTATAGGTGACAAAGTATATTC
GGAAGTGTTTCTTACCATCGACAACTCGCTTGTACCGGATGAAAGACTCGCGACGACACC
GTCGATGCTCGATGGCCTCGACCTGAGCACGGAGACCGACCTCCGCATCCTTGGATGCGA
ACTGATTCAGTCAGCGGGTATCCTTCTTCGGTTACCTCAGGTGGCCATGGCAACAGGACA
AGTACTTTTCCATCGGTTTTTCTATTCCAAATCCTTCGTGAAACACAGTTTCGAGATTGT
TGCTATGGCTTCCATTTACCTCGCCTCAAAGATTGAAGAAGCGCCACGGCGAATACGAGA
CGTCATCAACGTTTTCCACCACCTGCGACAGCTTAGAGGCAAAAACGACCAGCTACATTT
ACCAAAGCCTGGGTGATGTGGAATGGTACGTAAGATGAAGCAGTCGGCATGACAACCATG
AGACGAGGGGGTCTCTGTCGTCCCCCCAGGCCCAACCCACCCCCTCCTGTGGGAGACTCC
CGTGGTCTGAGCCACCGCGGGCACTGGGAACGGGGATGACAGGA
>BJ008176 ID   BJ008176   standard; mRNA; EST; 664 BP.
GAATGTGGCCATCTTTAAGACGCAGGGACAAGCCCTGGATAAGTACGCCAAGAAGACCGT
GAAGGTCTTGGTGGTTGGAAACCCAGCAAACACAAACTGTCTGATTGCCTCCAAGTCGGC
TCCATCCATTCCCAAGGAGAACTTTTCCTGCCTGACCCGGCTGGACCACAACCGAGCCTG
CTCCCAGGTACGCCCAGGTTCCCCTTGACTGCAGCAAACGCTGGAGCGGTGGGCTCTAGA
GGATGCGGAAGGTTGGGTCATAGTTTTCACACTTGGAGGGCAAAAAGCTTTTGGACATTC
TCAACAAACTTGTGCATACATTTAATCTATATTTAGTTTATTTAATCAGGTAGGCGAATG
TGGTTTTAGATTTCTGGTTTCTCTGTATTCTGACTGACTTGATAAATTCCCCCGAAACAA
GAGAAAAATTGTTTTGGAGAAAAAGTTGTCCAAGAATACGACCAGAATTGTTTCTTGCTG
CCGTGTCTGCGTCTGTCCTGCAGGTGGCGATGCGCTGCGGTGTTTCCTCCGACAAGGTCA
AGAACGTCATCATCTGGGGGAACCACTCCTCCACTCAGTACCCCGACGTCCATCACGCCA
AGGTGAACGTCAGTGGCTCGGAGGTGAGCGCCTACGACGCCGTGAAGAACGACGCCTGGC
TCAG
>BJ008188 ID   BJ008188   standard; mRNA; EST; 218 BP.
GCTGGAGCTAAGGGGCTCAGAGCCTGAGCTCAGACCCCCCGCTGGCCGTGGATCAGTATC
AACTCTTAGAACTCAAATCAACAGCAGTTGCTGCCTGGTTTCTATTTGCCTACCTAGTGC
TGTTTTTGTCAGAGAACAAGAGGACTGTACAACAACACTTCTGCATTTCTGAAGCGTCCA



AATTGACCCCCCCCCCCCGACCTCNAAGCCANTTTTTA
>BJ008190 ID   BJ008190   standard; mRNA; EST; 635 BP.
GGCTGAGGAATTCGGCACGAGGTGAGATTCTGGCTATCATGTCAGACTGGTACCGGGGCT
CCGGTCTGTTCTATGATGGGAGAACCGGGCCCGCGTGCCGCAGGTGGACTAGTCCGACCG
GTTTAGTTGTTGCTCTGATGAGGGAACGCTAAAGATGAACGCGGCGACGGTTGTGGCGCT
TCTGCATCTCTGCTTCACCGCGACAGGTGAGCTCTGTCTGTGGCGCGCGCGCGTCAGGTA
AGTGTGGCCGTGTTTCCGACGTGTCTGTGTTTCTTCTCTGAAGCGGCGGTTTCGCGGGAA
AAATCCTCCCAAACAGAGATAAAAGTCAAACCGGGGGACACCGTTCCACTTCAGTGTTGC
CCCTCCGGCGTCACCCAGGCGTCCGCCGCCTGGTCGAAAAACGGAGCAGAGATCACCTTC
CCCCCACCGCAGCAGCAGTCCCCCCCCGGGGGCCGCCTGTCCCTCCACGAGGACGGGATC
CTGAGCATCAGCCCGGTGACACCTGAGGATGCGGGCATCTACATGTGCAACTGCACACTC
CCGCGGGAAAGCAGCTCCCAGACTCGGCTGCTGCTTCAGGTGGAAAGGGTCCCGGTCACA
CATCCAGATTGTGCGTTGGTGCCTTCCTCTGATCC
>BJ008216 ID   BJ008216   standard; mRNA; EST; 510 BP.
GCGAGGAGGGAGTTCCCCCGCTGACAGACGGCCCCCAGCTGTGGACCCATTTCCCGTGAT
CGTAACTCAATGAAGGAGAGACGCTCCGGCCAGAAGTCCTCTCTGAAGTCCAGCATGGAT
GCGAGTCAGAGTGTGAAGTGCAAGATAGTGGTGGTGGGGGACAGCCAGTGCGGGAAGACC
GCGCTGCTTCACGTGTTCGCCAAGGACTGCTTCCCGGAGGTGAGACGCCGCAGACTCACG
GCACGAAGATCCCGTGAACGCATCACGGGGAAAACGTCAAATTCTGTGTGTTTTTCCTTC
AGAGTTACGTTCCCACAGTGTTTGAAAACTACACGGCCAGTTTTGAGATCGACACCCAGA
GGATCGAGCTCAGCTTGTGGGACACTTCAGGGTCTCCGTACTACGACAACGTCCGGCCCC
TCTCCTACCCCGACTCGGACGCCGTCCTCATCTGCTTTGACATCAGCCGGCCAGAAACGC
TCGACAGCGTCTTGAAAAAGTGGAAAGGAG
>BJ008223 ID   BJ008223   standard; mRNA; EST; 619 BP.
GCTCTNCCTGCTCTCTGTCTGGTGGATGGAGGTATTTTAAATGTTTGCTGTCTTTATTTG
TTTCCGACTTGTACATTTATTTATTTTTTTTTACCCGCACACGTTGGCACTGAATTTGCG
GCTTTGTTCAGTTCAGTGAAATGATGTGCCAAGCTTTTATTTTGATCTGTTAATACTTTT
ATTTTGAAGAAAAAACATCATCCTGTCTGTATGCTTTTATTTGTTTTATTTAATTTGGAC
CAAAACTGGAGAATTTAATTTTGACATGCCTTAATATTTAAATGGATTTAAGTCCGTTTT
GTTCTTTGAGGACTGAATAAAGCAGATTTATTTTTATGTTGTTGAAATGCTAGCTTGCCT
TTTATTCCGTTTTTGAGGAAGATTGGTTCAAAAGTTCTGTCTCCTCCCTGCAGGTGTCGT
TTGCTCGGCCCAGCTCAGACACCATCAAAGATGCAAACTTGTACATCAGTGGATTACCGA
GAACACTGGGTCAGCAGGACCTTGAAGACATGTTTGCTTCTTTTGGGCGCATCATCAACT
CAAGAGTGCTGGTGGACCAGGCATCAGGCGATATCTGCAATCCTCCTTCAGGTCTGTCTC
GAGGTGTGGCCTTCATCCG
>BJ008232 ID   BJ008232   standard; mRNA; EST; 575 BP.
AGGCTTTATTTGATTTCGGTGGTTTGTCTCCTACAGTATCCTCCCTCAAAGCAAACGTCC
TTCAAAATTCCTTGGGCAAAACCCTTCGCGCTACCGCCTAACTGTGTTGCCACAAGGGGC
CCCAAGTCTGGGTCCCCCTATGTTGGTTTCCAGCCCGGATAAAACACAGGCTGGTGTCAG
GGAGGGTATCCGGCGTAAAAATCTTTGTCAGACTACGTGTGCAAAACAGTGAAAGCTGAG
TCGCTGGCGACCCCTGAACGGATTTGCTGGGGTCTTCAAACTATACCTATTATGACACCT
TTTAACCAAAAGACCCAGAATACCAGTTTTTATTGTTTGAAGCATTTTATCTTTGTTTTG
TTGCGTTTTGTATTGTATTGCCACAAAACCTGTCATTTATTGATTTGTGGGAAAGATACA
CCCCCCTACTAAAAATAAAATTGAAATGCTTGTTATGTCCTGTTTTTGTGATGTGCTGCA
AAATGACATCTTTATGTGACCCGTTTGCTAAATGTTCCAGGTAACCATCATCATTTACCT
GTCGGTTGTGGGTGCATTGCTGCTCTACATGCTGT
>BJ008236 ID   BJ008236   standard; mRNA; EST; 596 BP.
CAACTCTTAAGCTCAGCAAAATACAAATTTTCAAGGAGGGACGAACAGTCTGCGGAAAAG
AATCCTTGACTAACCATCTGGCCGGCGGTTCAACCTGCTAAGCAGGTTTGTTAGCTGTGC
GCTCCAGGATGATGGAGAGACTGTCAGCGGAGAAGCGAGTCCTCTTCCTGGTCTCCTTTT
TTGTATGTCTAGTGTTGGTCGTTTATGGAAACTATCACTATCAGTACAGGAACATAGTGT
ACACAGACGACGATTACGACATGTTCAATGATGCTGCGAGGTTCATGATCAACGAGGAAA
TCATGGCCTCCCTGAACACTGTTTCCAGCGCCAACACCAAGTTCTCTCTGGACTTGTTCA
AACAGCTGAGTAACGAAGACAAAATGGCAAACGTGTTCTACTCTCCGTTCAGCATCTCTT
CCGCTCTAGCCATGGTGATGCTGGGAGCCAGAGGAACCACAGCCTCACAGATGACTGAGA
TGCATTTATCTGACATTCTTTGGTCCATTCGAGCCGGATGACAACATATCTGCGTCCTTG
GGGGAGGATCATGCCGATTGAAGTCTGTGCACAGCCCGTGAGACTAGGTCTCCGGA
>BJ008246 ID   BJ008246   standard; mRNA; EST; 602 BP.
GAGGAATTCGGACGAGGGGAGTGATGGCCGGCCGACTGTGGGAGCGATTCTATTTGACTT
GGACACACTCTCATCGAAACGACTAAAGCTGGGGGAGTCGCAATTCAGAAGACCAGCGAG
CTCTTGAGGACGGCGCTCGGCCTTGATGATGCCACCATCAGCAGCATTTGCAACAAATTC
AAGCAGAAGCTGCTACAGGAGAACTTTGACCCTTTGAGCGGGCGGCCATTGGATGACACC
CGTGTGCGTCACTGGGAGGAGAGCATCGAGGAGACTTTGGGAAGTCTCCCCAGGCGCTCT
CTGGGAGCCGAGTGCTATTATTTATGGAAAAAGAGCCGCCTGGACGCTCTCTCTCTTTCT



CCTGAAGTGCGTGACCTCTTGCGCCGACTGCGCTGCCGATACAAGTTGTTGCTTCTGACC
AACGGGGAAGCTCGGAGTCAACAGGAGAAAGTGGACGCGGTCCAATGCCAGGAGTTCTTT
GATGCCATTGTGATAGGGGGGGAGCATGCGGAGCAGAAACCCTCCGTCTCCATCTTCACG
CTGTGTTTCAACAGGCTCGGCGTGGAGGCCCGGGAGTGCGTGATGGTGGGGGACTCTCTG
GA
>BJ008255 ID   BJ008255   standard; mRNA; EST; 437 BP.
TGCCTTGAACAGATAAAGTATGGAGACACAGCTACCTCAGAAGGAGTCCTGTTTGCCACT
TACTCTGCGCTGATAGGAGAGAGCCAAGCAGGGGGGCAGCATCGCACAAGAATTAAGCAG
ATCCTCGACTGGTGCAGGCCAGACTTTGACGGAGTTATTATTTTTGATGAATGCCACAAG
GCCAAGAATGCAACGTCTACAAAGATGGGGAAGGCAGTGCTCGACCTGCAGAACAAGCTG
CCACGAGCCAGAGTCGTGTACGCCAGTGCGACAGGTGCCTCTGAGCCAAAGAACATGATC
TATATGAGTCGCCTGGGGATTTGGGGAGAGGGCACACCCTTCAGAACCTTTGAAGACTTC
CTGCATGCCATTGAGAAGAGAGGTGTTGGTGCAATGGAGATTGTCGCCATGGACATGAAA
GTGAGCGGGATGTATAT
>BJ008256 ID   BJ008256   standard; mRNA; EST; 488 BP.
GTCTGGGCGTATTTTACCCAGCATGTCCTTCATTTTAGCAAAGAAAAAAAGGTTTAAGTT
TAAAATTGACTTTGATTTGGACGAATTGTCGTCGGTCCCCTTTGTAAACGGAGTCCTGTT
TTGCAAAGTGAGACTTTTAGATGGAGGCTTTGCCGAAGAGTCATCTCGGCAGCCTGTCCA
CGCCAACTGTGTGCGCTGGAAAAAAAAGTTTTCTTTCTTGTGTAAAATAAGCGCCAACTC
TGGGACAGGGGTGCTGGACCCCTGTATGTGCCGAGTGTCTGTCCGCAAGGAAAAGAAAGG
TGGAAAAACTTTTGCAAAGATGGGCTTTGCAGACTTAAACCTTTCAGAGTTTGCTGGATC
TGGCACTACGGTTCGGCGGTGTCTCCTAGAGGGTTACGACACAAAAAACACCAGACAGGA
CAACTCAATTCTCAAGGTCGTCATCACAACACAGCTAATGTCTGGAGATCCCTGCTTTAA
AGTTCCGC
>BJ008271 ID   BJ008271   standard; mRNA; EST; 596 BP.
CAGGGTCCCAGTGGCTTTCCTGGAGATCCTGGGAATCTGGGACNCCCGGTCCACCTGGTG
ATCCGGCTGTACAACCCCCTCCTGGCTTTGTGAAGGGAGTGCGAGGGCCCCCTGGTCCCC
CCGGCAGTCCTGGTCCTAAAGGCCAGACTGGGACTCCAGGTCAAAATGGAGAGCCAGGTC
CCCCAGGTGATCCAGGTGATCCCGGTCTGGACGGTCCTCCCGGTTTCAACGGCCCACCTG
GCCTGAAGGGAGACCTTGGACCTCCCGGGCAGCCTGGCCTGCCGGGCAGACCTGGTCCTC
AAGGTGCAGATGGCCCACAGGGTCCCAGCGGTCCTCCAGGCTCAGCGTCGGCCCATGGCT
TCCTCATCACTCGACACAGCCAGGCTCAAGAGGTGCCCTACTGCCCTGACGGCACCAACC
TGATCTATGACGGCTACTCACTGCTGTACGTTCAGGGCAACGAGCGCGCTCACGGGCAGG
ACCTCGGCACAGCCGGCAGCTGCCTGCGCAGGTTCAGCACCATGCCCTTCATGTTCTGCA
ACATCAACAACGTCTGCAACTTTGCTTNCCGCAACGACTACTCCTACTGGCTGTCC
>BJ008285 ID   BJ008285   standard; mRNA; EST; 488 BP.
AACTTGTCAATTTCTTCTGGGACAGTCTACACTGGGTGCCACAGGGAGTGTTATTTCTTC
CCAGGGAGGAGGGGGGACAGGGCCTAGTGCACCTGGCCAGCAGAACTGCCACCTTCAGGA
TCCAGTTCCTGCAGCGTTTTTTTGACTGGGCCGACGGTGAAGGGAACTGGCTAGCTGCAT
CTTGAGGCGTGTGAATGGTTTGGGACTGGATGATGCTTTGTTTTTAATGAACACCAAATT
TTTAGACGTACGTGGGTTGCCTCTTTTTTATCAGGGTGTTTTTAAGTCTTAGCACCTTTT
TAATGTTGTAAAACGAAAAAACTCTCCCTCTCTTTGTTGGCTCTTAAAAGAGCCTTTGAT
CTTTGGGGCACGGTTGGACATATGCGATGACACCGCCCCTGGACTTCAGTTGACCTTTTG
AAGGTCTGGAGTTCTGACTCTGGAGCAGCTGGTGACTGCAGCGGGACCTGATCTGTCGGA
CGTCTCCT
>BJ008306 ID   BJ008306   standard; mRNA; EST; 549 BP.
CAGGTGATGGGGGTGTAGCATCCTCTGTCCCCTCTCAGGTCAGCATAGCTAGCAGCAGCA
GCCTGGACCTCTTTGACCCGCTGCCCCCCTCCACCTCTGTCACCACAAATCCAACCAGGA
AGACTCCAGAGTCCTTCCTGGGACCCAACGCTGCCCTAGTCAATCTGGACTCTTTGGTGA
CCAAACCAGCCCAGCCGGCGCCGGTTGTAAACCCGTTCCTGGCTTCCACAGATGTTTCTG
CTCCATCTGGGACGCCCCACGCCAACCCCTTCCAAGTGGGCCAGCCAGCACCCCCTACCC
TCAACCAGATGCGTGTCAGCCCAATGCCTTCCGGCTTTGTTGGCCTGGCGGACCCCATGG
CCCTCTCATCCATGCCCGCTCAGCCCATCGCCATGGTGCCCCTGCCGGGAATGGCCCCCG
CAGGGCACGTGATGCCCGGGATGGGGGTCGGGGCCATCGGCGGCTTGGGAGCGACCGCGG
GGATTCCAGCTTCAATGTCCATGCCACAGCCGCTGATGAGCATGCCTCCCCAGGCCGGGG
CACAGCCCG
>BJ008313 ID   BJ008313   standard; mRNA; EST; 550 BP.
AGCAACCTGACCAGAGGAGAGTGACTCTGCTGATCTTTCTGGTGTGGGCTGTCTCCATCC
TCATGGGAGCCGTGCCCAGCATGGGCTGGAACTGTATTTGTGATCTTGACACGTGCTCGA
AGCTGGCTCCCATCTTCAGCACGAGCTACGTGATCTTCTGGTCGGTCTCAAACTTGGTGA
TGTTTCTAGTCATGGTGGCCATTTACATTCGGATCTACATGTATGTCAAGAAGAAGACAG
CGGGGATGAAGCAGCACACCAACAACTCCATCAATCGCAAGAAGACTCCCATCAAGCTTA
TCAAGACGGTGATGGTTGTACTTGGGGCTTTTGTGATCTGTTGGACCCCCGGTCTGTTGG
TTCTGTTGGTGGACGGCGTGTGCGAGAGCTGTAAAGTCACCAAATTCAAGCGCTGGCTGC



TGCTTATGGCTGTTGCTAACTCTGTCATGAACCCGTGCATCTACTCCTACAAGGATCAGG
AAATGTGGAGAACTATTAAAAACCTCCTGCGCTGCATCGGCAATGGTACGCGTCGACAGC
GGTCCTCAAA
>BJ008333 ID   BJ008333   standard; mRNA; EST; 520 BP.
CGAGGGGGTGCTGTACTGGATGCTGAGGGACCGAGAGTCNAGATAACTGGGCGCTGATCC
GCGCGCAGCAGCTGGCCGCCAAAGAGAGCCTCCCTTTGCACGTCTGCTTCTGCCTGGTGG
TGCCAAAATCAGAGCTGTCCACACTGAGACATTATTCCTTTCTGCTGAAGGGGTTGGAAG
AGGTTCAAAAGGAATGCAAACACTTGAACATCCAGTTCCATCTGCTGCACGGAGCAGCTG
GCGACGTGCTCCCCGGCTTCGTGACTGGCCACAACTTTGGGGCCGTGGTGACGGACTTCT
CCCCCCTCAGAGAGCCTCTGCAGTGGCTGGAAGCTGTGAAAAAGGGACTTCCAGAAGACA
TTCCCTTCATACAGGTGGATGCCCATAATATTGTTCCCTGCTGGGTAGCATCCCCTAAGC
TGGAGTACTCTGCCAGAACCATCAGAGGGAAAATCACTAACCTTTTGTCTGAGTTCCTCA
CCGATTTCCCTCTGGTGGACAAACACCCGTTCTCAGCCAC
>BJ008337 ID   BJ008337   standard; mRNA; EST; 535 BP.
CGGGCTGAGGAATTCGGACGAGGGTGGGGTGGTGTCCTTTGACAGTATGTGCGGCAGAAG
GCCCGCACTGTGCCTCAGCACCGAATGAAGGAGTTCCTGGAGTCTCTCGCCAAGGGCCCA
GAGGTGCTGCAGGAGTTCAGCCAACAGGATGGGGCTGCCACCACAACCACCATGGTGTAC
CAGCAGCAGGTCGCCAACTGTGTGTACACTGACAGCACAGAGGTGGCTGGATCTCTTCTG
GAGCTGGCATGCCCAGTGCAGGTGACGTCAGCAGAGATTTCACCTCAAATGTCAGCCCAT
CACGGGACTGAGCAACAGCTCCAGGTGCAGGTTCAGATCCAGGAGCAGCAGGGTCAAACC
GTCGGTCAAGTCCTTCAGGTGACTTCCCCCTCTCAGCAAGACTTGGTGGGGATTTCAACA
GCCCAGTTTGTCCAACAAGGAGAGCTCACTGAGGAGCAGCAGCAGCAGATCCAGGCTCAG
TTGGTTGCAGCTGTTGCTGGAGGCCAGCAGATCCAGTTGTCGAGTGGCGAACAGA
>BJ008354 ID   BJ008354   standard; mRNA; EST; 482 BP.
GAGGCTTTGTTTCCCACGTTATGACATGTATTCTCTTTTAATGGAGACATTTTAAGGCTG
TCGGTATCCTGTGAAGTCTTTACGGTCAATCTCCAGCGGGGGTTCGGTTAGGAGTGAATG
TTATCCGCCCCGGTGGTTCGGTTGCTGACGCGGCCCGCAGAACCCGTCCTGTCTGGCCAT
CATCATCCTCATGATGATGATGACGGAGGCGGAGGAGCTGCGTCCCGTCCCCCGAGAGCG
GGCCATCCTGGAGAGCTTCTTCACGCAGCTGGGAATGCTGTCGTTCGACCGGGCCAAGGA
CTACGTGGAGAAGGAGAAGGACCTGAGCCGGAGCGCCGGGCCCATGTGGGGCGCGCTGCT
GGCGGCTCTGGCTCACCTGTCCGCCGCGGAGAAGGTTTACCACCACATGACCTTCCTGGG
ACAGAAGATCGGCGGTCAGTCCTTCTTCAGCCGCAAAGACTCCATCCGCACCGTCTACAC
CT
>BJ008380 ID   BJ008380   standard; mRNA; EST; 557 BP.
AGTGTGTTCCGCCACAGGGATGGCAGCAGCTGTGAAGTCCTCACCTGCACAAATGTGTTT
AAGCGATGACATCATCAAGACAGCTTGGTGCTGATACAAACCCAAGGAGAACAGAAGATC
AGACAGACTGTGGGGCTTTTATTTTGGCAAGCACTTCCTGCTGAGAGATTTCAAACAAAG
AAGCCTGTGATGTCACCTCCCTGAGTTCTGATTGGCTGGTTTCTTCTCCTTGAAGGAGCA
GTGTGCAAGTCTGCATGTGTGTGTCTCTGGATCGCGATGATGTCACCGTGGTTTCGTTTG
ATTGGCTGGTGAAGGACAGCGCCCACTTCCTGTGGCGCACGCAGACACACAGCATCTGTC
TGCCTGGCTCCAGTTTTATTAGCAGAAGGTGTGCACGTGTGTGAGAGTGCACGCTTATTC
AAATAAAAAAAATAAAAAAACAGTGAAATTCATTTGAAGATGCTTTTCAAAGAGGATAGC
GGACATTTTTCACCTGTTCAGAGTTCAGGTGTGTTGGGCTCANCTGTGGTTAACTGTTAA
CCAGTTACCTTGTTCAT
>BJ008390 ID   BJ008390   standard; mRNA; EST; 543 BP.
TCGGCACGAGGGCTGATGTAGCTGCTTTGGGACGTTTTTTGCGCGGATAAAACGAGGCTC
CTGTGGTTCCGTGCGCAGCGTTAGAACCGCTCGCTGAAGCCGAATCCTCCTTTTATTTTT
TCAAGCCCTCTCTGCATCCTCGCTCCTCCTCCTCAGCTGAGAGTAAACACGGCATGCACG
TTGCGTGCAACTCCGTGGAGGATCGGGAAAAGATGGTGCGCAGCGTGTAGCCGCGGATTT
CTATGCGCCACAGCAGCAGCGGAGGGAGGAACGACATGGACATGTTTGGGATTTACCTCC
TCCTCTCCATCGCTCTCCTTCCCCGCTCCAGCTGTACCACAGCCAAGGAGATCACCTGCC
AGGGAATCGCCGTGCCTCTGTGCAAGGGCATCGGCTACAACTACACCTACATGCCCAACC
AGTTCAACCACGATACGCAGGACGAGGCGGGCCTGGAAGTGCACCAGTTCTGGCCCCTGG
TTGAGATCCAGTGCTCTCCAGACTTGAAGTTCTTCCTGTGCAGCATGTACACCCCGATCT
GCC
>BJ008392 ID   BJ008392   standard; mRNA; EST; 586 BP.
CGAGGTTGGAGGCTAAGTCTGATACTCGCTGAAAATCTTTCTAAAAAAAGGCGCGGACAT
GGCGAAGCAGAGCTCCATTTTCAGTTTTTTCACCAAGTCTCCGCCGCTGGTTGCCAAGCC
GAAACCGAGCTCCTCTCCGGCCGAGGCCGACTTGCCTTCTGCAGTGAAAAAGTCCAACTC
GTCTCCGAAGGAGGAAGCTAATGAGACCCAGCAACAGCAGCCGGCTAAAGCTGGAAAAGT
GAAACAAAAAAGTCAGTCACAGTCTGCGAGTGGAGGAATCAAACAACTGTTTGGAAGCAA
AAAAACTCCGACTGAAGAGAGCAGCTCACCTATGTGTAAAGCTGGCGCCCTAGTTTGGGC
CAAATTGGAAGGACACCCCTGGTGGCCGTGTATGGTAGTACCCCAACCCCTGACTGGGCA
GCTGTTTAGGGGGCGTGGTCGGGACCAGCGCGTACATGTTCATTTCTTTGATGAACCCCC



CACCAGAGGATGGGTCAGCACCAGATACATCCGGGAATACCAAGGCTCCGACTGCAGTGA
CGTCAGACCCGGGGGGGTCTTCTTCAGTAGCAAACCCGTCATCCAC
>BJ008405 ID   BJ008405   standard; mRNA; EST; 618 BP.
GGTTNCAGCAGGAGCAGCTCGCTGGAGATCCTGCTGGAAGACGCCAGCAGACGCAGGAAA
ATGGGTCTGACGAAGGAGAAGAGTCTGTCAGAAGAGAAAGACGGCCTCCTCGTTACTATA
AGAAGACTGCAGGAGACGCTGCAGGAGCAGTGCAACCTCAGAGAAGAAAACGACAGACTG
AAGACGGATGTCTTGCATCTGAAAGAACACATTGAAAGAACAAGGGAGGTTGGAGAGGCG
GAGCTTCAGCGGCTGGTCAGCAAACTGCAAGCAGACGGGAGGAGACGCAAGGTGGAGCTC
GAGGCTGTGAGACTGGGGTGCAGCCGGGAGGTGGAGGACGCCCGCAGAGACGCCGTCATG
CGGTTGGACGCCAAAGAAGCAGAAATGAAGAAGCTGCTGCAGGAGAAGGATCTGAATGTG
GAGGAGATGAAGAAGAAGCTGAAGGACCAGGAGAAGCAGAGGCAGAGCGAGCTTCTGAAG
TTACAGATGGAGGTACTTCGTATCTGCAAACCTTCCAATGAATGATCCAATTTGAACTAG
GAGCTGCAGATCTAGAAGAAAATGCAGGGTTGAATGCTTTTCTGAATGAAAATGAAACTT
AAAAAGTTATTACTGGCA
>BJ008421 ID   BJ008421   standard; mRNA; EST; 357 BP.
CCTCCTCGCGGCTCGGCGGCAGCTCTGGGACAGTGTCGCGGCCACCATGCTCCTCCTGGC
TCTGCTCTGCCCCGCGGCTCACTGCCAGCAGTGTCGGATCCAGAGGTGTAACGCCAACTA
CGTGGCGTCCACGTCTCTGGCCAGCGGCCTCCAGGAGGACGCGTCTGTGGATGTGGACTA
CTGCATTGCCCTGCGGGCCTATGCTCTGNGCGTGAAGCGTCAGGCACGCAGCTGCCGGGG
CGATCTGGTCTACCACTCAGCTGTCTTCCCCATTAAGGAGTTATTCTTTAAGCACAACTG
CTCCAGCGACGGCCCCACCTCGTTCGCCAAATCCCCCAGCACGCCCCGGCCGGCTGC
>BJ008432 ID   BJ008432   standard; mRNA; EST; 580 BP.
TGGTGGGGACTCCTACTGGATGGCTCCAGAAGTAGTGACCGAAAAGCCTACGGCCCCAAA
GTGGACATTTGGTCCCTGGGGATCATGGCCATAGAGATGGTGGAGGGGGAGCCTCCATAT
CTGAACGAGAATCCTCTCAGAGCTTTGTATTTAATCGCCACCAATGGAACTCCTGAGCTT
CAGAATCCAGAGAAGCTGTCCCCTGTTTTCAAATCCTTCCTATCCCGCTGTTTGGAGATG
GACGTGGAGAAGCGAGGCTCAGGAAAAGAACTGCTGCAGCATCCATTCCTGAAGATTGCA
AAACCTCTTTCCAGCCTGACTCCTCTCATCCTGGCAGCCAAAGAAGCGATGAAGAGCAAC
CGTTAAATCTCTTCCCAAGAACTGTTGGAAATGATTTTTGTATCTGGGATTAAAAGTGTT
CCGAAGCCACAGACGGTCAGCATCTTCCTCTGGTCTACATAGGAGGACCATCGGCGATCT
GTGATCATTTTCATGTTTATTCCCAGTTGTGACAAAACACTGCTTTGTACCAAAACTGTT
TTATTATTTGGGTTCCAAAGCTGTAGCAGTTTTTTTTTTC
>BJ008434 ID   BJ008434   standard; mRNA; EST; 208 BP.
AACAACGNCCCTGAACCCAGGTCCCGAGGAGGAGCGGNCGGGACGTNCCACGCTNGGGTG
GTGGACCTCCGCAGCGACACGGTAACCAAGCCCGGTCCGGCCATGCGGCAGGCCATGGCC
GAGGCTGAGGTTGGGGATGACGTGATGGGGGAGGACCCCACAGTTAATGATTTACANCAG
ACTGCAGCTGATTTGTTTGGGATGGAGG
>BJ008441 ID   BJ008441   standard; mRNA; EST; 634 BP.
AGGGTTTGATGGCGTGGAACCGGAACCCTTTGAGATCGGCGAGCATCTCATTGAAGCCAG
TGGAAAGCTCTGCCTGCTGGACAACATGCTGGCTTACCTCCACAAAGGGGGCCACAGGGT
CCTGCTGTTCTCCCAGATGACGAGGATGCTGGATATTCTTCAGGACTACATGGAGTACAG
AGGTTACAGCTACGAGCGTCTGGATGGATCTGTCCGAGGAGAGGAGCGCAATCTGTCAGT
GAAGAACTTCAGCACCAAAGACATCTTTGTGTTTCTGCTCAGCACTAAAGCAGGAGGAGT
GGGCATCAACCTCACTGCTGCTGACACGGTCATTTTTGTGGACAGTGACTTCAATCCACA
GAATGACCTGCAGGCGGCGGCACGGTGCCATAGGATTGGCCAAAACAGGCCTGTGAAGCA
GATCCGGCTCCTGGCTAGAGACACGGTGGAGGAGATCATGTACTCGCGCGCCGCGTCCAA
GCTGCAGCTCACCAACACTGTCATTCAAGATGGACGTTTCTCTTTACTGGATCAAGCTCA
TTCAGCAGCCGCAGGCGTGCAGTTAAGTGAAATCTTGAAGTTTGGGGTAGATAAGCTCCT
GTCATCAGATGAAAGCTCGGTGCAGGATGTAAAC
>BJ008450 ID   BJ008450   standard; mRNA; EST; 617 BP.
ATGAGTCGATGTGTGTTCAGTTGTGGTCTAGAAGAAACTAGCTTGGATTTGATCCGATCG
AACGAGGGTTCAGTCTGCCCAGCAGTTCCAGGCTCTCCAGGCCCAGTACTCCAACTTCAA
CCCCAACTACCAGTTTTCCCACCCAGAGAGTCGGACTGCAGAGCCAGCCGCGGCCCACAT
GGCCAACCCAGACGGCATGACGGATCCGATGGAACCTGCAAATCTAGTTAAACCTCCAGC
CAAGAAAAGAGGCAGAGCAGCCCAGCCCAAGGAACCACGTCCACCCAAGCCACCCAAAGT
CCCCAAGGCGCCAAAACCACCCAAGGCGCCAAAACCACCCAAGGATCCAAATGCCCCTAA
AGCAAAACCTGGTCCAAAGCCCAAAAAATCCGCCGGTGCTCAAGCTGACGGAAAACAGGA
GAAGATTGACGAGAGCTTCAAGAAGGTGAAGAGGAAAGTGGACCGCTTTAAAGGGATGTC
AGAGGAGGAGGTCATGAAAAAGACTCTTCCAGACCTACTGGACCACAACCTGGACTACGT
CATTATTGGTATCAATCCAGGGCTGATGGCAGCTTATATCGGGCGTTGGTTTCCGGGTCC
TGGGAATCATTTTTGGA
>BJ008461 ID   BJ008461   standard; mRNA; EST; 614 BP.
GTTAGCTGCCTTACAGCCTCTGGTTAGACGCTGCTTCGCCGGCTGTCTGCCCGAGTGCAG
CCTGCAGAGGGTCTGGGACAAGGTGATCAGCGGCTCCTGTAAGATCCTGGTGTTTGTGGC



TCTGGAGATCCTGCTCAGCTACAAGATCATGCTGCTAGGCATCAACCGGCCGGAGGGCGT
GGTCAACTTCCTGTCCAACATCCCGCAGGAAAACACGGACGCCATTGTGACCAAAGCCGT
GGAGCTGTGGCAGAAGTACTGCGGGAACCCGGTTCACGCTGTGATGACCTGACCCACCTG
GTTAGATGGCGGCTGGACTCGTGCACCTCCATCTCTGTGCTTTTGAACTCGTTCAGCTCC
TTCCTTATGGCAGCCTGCACAGCAGAGAGAAGCATGAAGAGAAAGGAGCGCCTAAACCTG
AGCTCGTCCTCATCTGAACAGACCTTGTCGGCGGCCGTTAGCCCGTGTCCAAGGAGCCTG
TAACCCGTCCTTACCCTACATCGCCTGCAGGGGCCGCTCACCTGGTCAGTTTGGTGGCCG
TCTGCTGCCGCGACTCCAGCCGCTCCTGGTCCGACTGCACGGGCAGGATGTTCTTCTCCT
NCAGCTCCCTCTTG
>BJ008463 ID   BJ008463   standard; mRNA; EST; 538 BP.
CTCATGCTGAAGAATGCCGATGAAGAGTGAGGCCTAACCCTACGAGGAGTTGCCCCCCTT
TTGTCTTATCCCTTTAATTTTCCTTTCTCCGTTTTAGCCTTATCGTAAAAATCTGCCAAA
AGAAGTATGACTGGCGTGACAACAGAGAGGGCAGGAAACCAAATCATCTCAAAAACATCC
CAAGACTTTTTGTCTCCCATTGACACATATGTCAATTTCCCTGAGGTTCCCCTAACTTTT
GTTGTGTTTCTATTATATGTATATATAAAATAACATGCACCTTCCTAATACTGTACAATA
TAAAGGACATTTCTGTTTTGTTGCATTTCTGGGTTTATCTGGTGAAATCCTGCGATGGGT
TCAGAGCAGGTGGAACAAATATATTTGTGTTGCTGTTTACTTGGTGGAACAGACTTAGAC
TTTTAAAAAAAAGCTGCAAAATACAATCTTGAGGTGAGGGGGGACAGGTTTTTAAATGTG
AAACCCACAGGAGAAGCATTATGTGGGTACGCCGTTCTCCTGCTGATTGAGCTCAACA
>BJ008469 ID   BJ008469   standard; mRNA; EST; 564 BP.
AGGAATTCGGACGAGGGTCGCAGCAGCATACGCCCGGGACGCTCGCGGCTCCGCAGACTC
CGCCTCGTTTTCACCTCCGCTGCACAGCACGATGGCCGTCCCTCCGTCATACTCAGACCT
GGGCAAAGCCGCCAAGGACATCTTCAGCAAAGGTTACGGGTTCGGTCTGGTGAAGTTGGA
CCTGAAGACCAAGTCCCAGAGTGGAGTGATGGAGTTCAACACGTCCGGCTCCAGCAACAC
GGACACCGGCAAGGCGTCCGGCAGCCTGGAGACCAAGTACAAGATGAAGGAGGTGGGGCT
AAGCGTCACGCAGAAGTGGAACACGGACAACACGCTGGGGACCGAGGTCACCGTGGAGGA
CCAGCTCACTCAAGGACTGAAGGTCGGCCTGGACACGTCGTTCGTGCCGAACACGGGGAA
GAAAAGCGGGAAACTGAAGACCGGCTACAAGCGAGACTACGTCAACCTGGGCTGCGACGT
GGATTTCGAGGGTCCCATCATCCACGCCGCCGCCGTTCTCGGCTATGAAGGCTGGCTGCT
CGGCTACCAGATGGCGTTCGACAC
>BJ008489 ID   BJ008489   standard; mRNA; EST; 589 BP.
GGCTGAGCTGCANCACCGGGNAGGACGTCGGTATCCAACCTGGAGATGGTGAAGCCACAG
AGAACGAAGCTGAATCGAGTGAAGCTGCTGCAGATGCCAAACCCTCAACGACTACAGAGA
GACACATCTCCATCCAGACACAACTGGAGGGTCTGGAGATGCTCGCTGACTTGAATGGCG
CGGGGCGGAAATCGTGTCCATTGTGTTCTGAGGAGAAATTCAAAGCTTGTTACAGCCACA
AACTTCGCCGCCACCTGCAGAACCTCCACTGGAAGGTCTTTGTGGAGTTTGAAGGATTCA
GGATGTGCATCTGCCACCTGCCCTGCAGAAACCTGAAACCAGGCATCAGTGGAGATCAGG
CGTCAGGGAGGCACGTGGCTCACTACCACTGCGTGGTTTGTTCTGTCACCATCGCCCGGA
AGACCGACATGATCAGCCACCTGAAGCGTCACGTCAACAAAGGAGAGACGGAGGCCAGCT
ACTCCGGGAGCCTGGATGTACAATTTGAAGAGCCGACTCCGTCCGGTCAGGCCTACGAGA
TCATGAAGGAGCTGGGAACCAACGTGCAGCTCCTCCCAAACTACTCCAC
>BJ008507 ID   BJ008507   standard; mRNA; EST; 646 BP.
GCAAAATGGAGGAATCAGCAGTAACAAGCNTTAGTGGTGACTTCGTCTTTGAACTTCAAA
GTCACCACTCCATCCTTCTACAACCAGCCAAAGAAGTTTGCATCGGTGGCACCGCCGCGG
CCCAAAAGTCAGACGCCTCCCTCGGCGCCATCACCCACGCCACTCGGCACAGCAGTTATT
GGCAGAGTGGGGGACCTGCCTCCACCTCCATCTTCACTCTGTGATGATTTTCCTCCCCCT
CCACCTCCTCCTCCGATGGATGATGATTTACCAGCTCCTCCCTCTGAATGCCAAATCACA
CCTGCCTTCCCTGCTCCACCTCCTGTAGCGGATGACCTGCCGCTCCCCGCTCCCCCAGAG
GAGATCGCCTGTCCACCCACCTGTCCCTCTCCCCCTCCGCCTCCTCCACCGCCACCTCTC
CCTGCCTCTGGTTCCGTTGTCCAAAGCGATGCCTGGAACCCGCAGAGACAGATGGAGAAG
CAGACAAGTTTCGACAAGCAACTCGATTCTCTGACTGATTTGTTGTCCGAGATGGAAACC
AAAGGGCCTTTCAACCCCAAGTTGCCGAGCCAGTATTCATCAGCACCAGCACCCAAGTTC
CCAGCACCCCCTCCAACTGCTCCCAAACCAGCACTCTCTTTTCTNC
>BJ008531 ID   BJ008531   standard; mRNA; EST; 687 BP.
GGTGAAGAGAAACTGGACAAGATGATGTCCAAGCTGCCGACGATGAAGTCCATCTGTAAA
CTCCACGTTGATAAGCTGGAGTTTTTCCGTTTGGTTCACCCAGAGACTGCCTACAATTTC
CCGCCACTCTACCGGGAAGTGTTCGGCAGCGAGATGTCTCTGCCGGACTCCACAAACAGC
TAGACAGGCAGAAAGACAAACCAGAAAGATGGAGAAGAGTGTTTGAAGAGGTAGGGGAGC
AAAATGAGAGACAGAGAAGTATAGATACGTTTAAAGCTTAACAACCAGCAATTTTAAGAG
ACAATCCAGGACTTTAAATACTCCGTCTCCCAAAGTAGTCCTTTACTATCCCAGCAGGCA
AAGCACCTTACACTACAGACCACACATGCTCATGGCCCTCTGCATATTGTAGCATCGACA
CAAGCAATTGGGCCTTGTAATTACATCACTGTGGCCCAAACAGCACAGCTCTAAGCTCTC
AAACATTTGACACACCTGATCCTCCTGTGGATCAACTATCTAGTAATGAATGTACCTCAT
TGATTAGCACTTGTGCACGAACAAGAACCCAACAACAATGAATGTAAGACACTGCCGCTC



TGAAAGAGTTTGGCACACTTTTATTAGCATGAAGTTATTAAACGGGTCTAATTGCGAATA
TAATTATTAGTCAGTATTCCTTCATAT
>BJ008562 ID   BJ008562   standard; mRNA; EST; 600 BP.
GCGCACCAGCATGTTAAGCACTTTAAATGCTAAAATAGCGATGTAAACGTCATGTTTAGC
AACCAGGGAATTCAACCAGTATGTGTTGTTTTTAACAACACTAAAAACTGCTTTATTCAA
CTCTCTTCAAAGCTGATATCGCACCTTTCTCTGAATGAGAATCAGGCTTTGGAGCTGTCT
TGGGACGGCGGGTCGACAGTGTTCCTTAGCTGGTGTCCCATCAGAGCCTCCTTAGGAGCA
GACAGCCACAGAGTGGAGTTGTCTCGGCAGCTTGGAGAAAAGCTCGGTTTGACTGATGGA
GAACAGTGTTTTCTCAGACCATGCCATCAAGTCTCTTCGCTGAATCAGGTGTTTGTGGAG
CCACTGTCATCTGATGACTGGGAGATTTTGGAGCTTCACAGTTCTGCACTTGAAGAGCAA
CTGCTGAATCAGATCCGAGTGGTTTTCCTAGATGCCGTGTTTCCCGTCTGGGTGGACAGT
CACACAGTCATCTACATAAAGATAGTTTCACTCTCACCACATGTGCGCTTTGGTCATCTT
GAGCAATTCACAGAGCTTGTAGTGTCTCCAAAGATTGGTGCTGGAGTTGGCATCAAATCC
>BJ008578 ID   BJ008578   standard; mRNA; EST; 533 BP.
GGGGGACATCCGACTCTTGATGGACGACCTAAAGACACTGCAGCCGACAGTCTTTCCTGT
GGTCCCTCGTCTGCTGAACCGCATGTTTGACAAGGTTTTCAGTCAGGCCAACACTCCGAT
GAAGAGATGGATGCTGGACTTTGCGTTCAGAAGGAAAGAGTCGGAGCTGAAGAACGGAGT
GGTTAGAACAGACAGCATGTGGGACAAACTCATCTTCAAAAAAGTACAGGCGAGTCTGGG
GGGTCATGTGAGACTTATGATCACCGGGGCGGCTCCAGTGTCCCCCACCATCCTGACCTT
CTTAAGAGCTGCTCTCGGCTGTCAGTTTTATGAAGGTTACGGGCAAACTGAATGCACAGC
TGGGTGCTCCATGTCAATGCCTGGAGACTGGTCAGCAGGTCATGTCGGGCCTCCTTTACC
TTGCAATGCCATCAAATTGGTGGATGTGGCTGAAATGAATTACCTGGCAGCCAACGGTGA
GGGAGAGGTGTGTGTCAAAGGACCAAATGTTTTTCTGGGGTACCTGAAAGACC
>BJ008585 ID   BJ008585   standard; mRNA; EST; 617 BP.
GGTTGCTGCAAGTGCAGAGAGGGAGAACTGCAAGGGAAGACATCCCAGCTTTACTGCACA
GGCTGGCTCGGAGATTTGAAGGAAGTTGGCGTGATGTTGCTGTTGACCCGGCTTGCAGTT
CTCCTGGTTACCGGGCTTGCATCGCTGAGCTGTAGTTCTGATGCCAACATGTTGGAGACC
ATGCTCCTGAAGAGCGGATGGAAGGATGGATCAGAGCGAAGGGCGGAGGAGAGCAGCACA
GCCACCGCCTCGGTTCAGAACACGCTGCGGTGCCACTGCTACCCGCAGTGCCCCGAAGGC
TCTGTCAACAACACTTGCATGACTAACGGCTTCTGCTTCACCATGGTTACGGAGGAGGAG
GTGGGTCAAGTCGTGCTGACAGCAGGTTGTTTATCGCTGGCCGGCTCCGAGTTCCAGTGC
AGAGATTCATGGAGTGCGCGCTTGTGGAGAAAGCTGGAATGCTGCACGAATCAGGACTAC
TGCAACCGAGACCTCCACCCAACGCTCCCCCCGCTTGTGACATCAGAGTTCATGAACAGC
AGTATCCAGTACATTGCGCTCTTCACTTCCGTTACACTCTGCAGCATCCTCTTAGTCATT
ATTGCCTTGTGCTACTT
>BJ008586 ID   BJ008586   standard; mRNA; EST; 572 BP.
GGAGAGACCCGGGTCTGAGACGAGCGCGTCCCGACAATGACAGCTCGGTAGAAGAAGCTC
CAGCCGAGGAGCGAGAAAGAGCGGGGACGAGCGGGACAGCTCCAGCCGCGGAGGAATGCC
CGGGCACCGGCAGCCCCGGCTCTATCAGTCGCTCAACAACGTCATTGATGAGGAAGAGGA
GGATGGAGGCAACACCCCCTCTCAGGACTCCTTTGACGATGTGACAAGGGAGGAAGGGCC
CCAGGAGCCCGGTCGCAGCAGCCTCCCAGGGGAGGAAGGTCTCAAGGACAGCAGCTCCCC
CAGGAGGATCAGTAAGACCTGCGTGAAGAATGTCCTCACTGTGGTGCTCATATTCATCTA
CCTGCTGCTCACTGCTGTAGCCATATTCCTGGCCTACCAGACCATCTCTGACTTCCTGGA
GAAGCTCAGTCAACCCGTCATGTCGGTCACTTACAAAGAAGTCGATTCCTTCTCTCCTCC
TGGCGTGGCTCTGTTCCCGGGAAACGCCCAGCTGCTCAGCTGTAAACATCACTACCACGA
CTACATCCCGGCGTTAGTGAACCCCGGGAAAC
>BJ008590 ID   BJ008590   standard; mRNA; EST; 564 BP.
GCATTCAGTGTGGTCGTGTGCTGCCACACCACCACCCCCACCGCCTGCAAGAACGCCACC
TTCATTGTGAAGGCAAACAAAGCTACCATCCAGAATTGTAAAAGAAAACTGTCAGGGCTC
CAAAGCGCCAGGCCCGTCGCTGATCCCGAACCTCAAGAATGTTCCTCGAAGCCCCCTTCC
TCTCAGCCATGATCGCGCGGGTACAAACGTGTCCGAACAGCGCGCGCTCTCCAAGCCTCA
AACTTGAGCTGCGCTTGGTTTGCTCTCCGTCAGCAGCTGCGTCGACGCGCCTGCACTGCC
GCGGGGCGCGGGATGTCACCTGCACGTTGAGCCAACGATGGCTCTGGAAAAGAGTAAACA
GGCGTGAATGCGGAGCGTGAGAGCGCGAGGCGGCGAAGGTCGCAGCTCCTGCAGGGGGTT
CGGCTTTATAGAAACGTTTTTGTTCAGCGATAAGGCAGTATGTTGGTCTCAGGGAGTGAA
TCGCTCTTTCATTGTTAAGCATACATTTGCTGTGATCGTTAGATCTGTTGGTGACACGCT
GTTTTTCTGTACACCCCCCTCCCA
>BJ008592 ID   BJ008592   standard; mRNA; EST; 669 BP.
GCGTAAAGCTGCCTCCGTGTAAACGCCTCCGCTGTTGAGACCCAGAAATCTTGGACGGAA
GGCGGTTCCGAAGCTGAGCTCAACATGCTAGCTAGTAGTACGAGGCTAACCGGATGAGCT
GAACGAGGCGGTATATGTGTCCGCGAGGCGGATCCGCTGGTCAGCGCGAGCCGGACACCT
GTGAAGGATGCTCCACGGGCCGTACAGCACCGTGGACCGGGACCGGCCCCTGATCCGGCT
GCCTTTCACCAGCTTTATTGTGGCCACAGTTCTGCTGCCCCTGACGGCCCTCCTCGCCTG
CCTCTTCATCTCGGTGCTGTACCACTATGAGGACTCCACCTACACACACTGCCAGGTCTC



CAACTACCTCCCGTCCATCAGCTCCGCTATCAGCCGCGTGCCGGAGCGCTACATCTGGCG
CTGCTGCATCGGGCTGCACTCGGCGCCGCGGTACCTTTTCTCTGTGGTTTACTTCAACTT
CTACCGGCGCCGCTTCGAGAGGAAGCTGCCGGAGCTCCTGCTGAGCGGGCTGGCGCTCCT
CTGCAACATCGCTGAGAACTCCGGGCTGCTGCTGCTCACCTACGTGTCGTCCACCGAGAC
TTACAGTTATCACAAAAACGGCTTCATCGTCTTCGTGGGCAGCTCGCTGCTGCACATGCT
CGTCACCTG
>BJ008595 ID   BJ008595   standard; mRNA; EST; 640 BP.
TTCGGCACGAGGGAGAGAGAGAGAGAGAACTCGTATTTATGTTTTCTTTCTGAAGTCGTT
CTTAAAACTTCTTTCAGTTTTGGCTGTTAACTTTTGAAAGCCAGTTTCAAATAGGTCAGG
TGTGGACGAGGCGTCTTTGTTCCCCTTTGGACATGGAACTGGCATATGTCTGTGACTGGG
AGAAGCGACAGAAGAACGCTCACTGTCCATCCATACCAGTAGTGTGCTCGTGGTCCTGCA
GGAACCTGGTGGCGTTTACCACAGACCTGAAAAGTGACGACAATGAGAAGGATGTCAGTC
ACATGATCCACATCATCGACACTGAGCACCCCTGGGATGTCTTTTCTATCAACTCTGGTC
ACACTGAGGTCATTTCCTGCCTGGAATGGGACCAGTCAGGATCACGGTTGCTCTCTGCCG
ATGGCGATGGTCAGATTAAGTGCTGGTCCATGACTGATCACTTGGTAAACAGCTGGGAGA
GCATCCTGTCTAGCTCTTTGGATAGAGATCCCATAATTGCCCTTAGCTGGTTGCATAATG
GAGTCAAACTGGCTCTGCATGTGGAGATGTCTGGTTCCACAAACTTTGGAGAAAAGTTCT
CCCGGGTGAAGTTCTCTCCTTCTCTCACCCTGTTTGGAGG
>BJ008602 ID   BJ008602   standard; mRNA; EST; 587 BP.
GAGTAGCATTAGCCGAGCCGGGCGCCACTTTCAATCCTTTCCCATCTGCGTGAATTTATA
AACCCAAAGTTGGGTTTGTGGTGATGTACAGCGTCGGGGGCTACATCCGGGCTCTGTGCC
GGAGTGAGTTGTAGCGCCTGTCGCAGCAGCTGCGGCAGAGAGGCTGCAACTTATGGAGGA
GCTAGAAAACAAGAGAGAAACATTTTTACGAGTTCGGGCAAACAGGCAAACGAGATTGAA
TGCCCGTATAGGGAAGATGAAGAGGAGGAAGCCTGAGGAGGGGGGGCAGGTATGTCCGCT
GTGCAGTGCCCCATTGGCTGGGAGCGAAGAGGAGATGAGTAGACATGTGGAACAATGCCT
GATCCAGCGCGAAGGTGCTTTGGCCGACGAAGACTCCGCAGACATGGATGGAGAGAATGG
GCGGGGCTTTGAGGAGTACGAGTGGGCGGGGCAGAAGAGGATCAGAGCTACGGCTTTACT
GGAGGGAGGCTTCAGAGGAACGGGTTTTGCCACATGTAGTATCAAGGAGAACGCAGCAGA
CAGTGACGCTGACCTTGATGTGGACGGAGACGACACCTTGGAATACG
>BJ008604 ID   BJ008604   standard; mRNA; EST; 570 BP.
GAGATGATGAAGACTATGAGTGGGAACCTCCAACAGAGGCTGAGATGAAGGTGATTCAAG
CTCGCAGGGAGCGGCAAGACAAGATCAGCCGGCTGATGGGGGATTACCTTCTGAAAGGCT
ACAAAATGCTGGGGGACTGCTGCGATGCGTGTGGGACTATTCTTCTTCAGGACAGACAGC
AGAAAAACTATTGTGTCTCCTGTCAGGAGATGGACTCTGACATTGACAAGGATAATCCAG
CTCTGAACGCACAAGCAGCTCTGTCTCAAGTCAGAGAAAGGCAGCTTGCGGCACAGACAC
CTGAAGTTAATGACGGTCCCAGCAGCAGCAGCAGCAGCAGCACTCAAGCCAGCGGCTCAG
TTCCTCAGCCACGACCAGAGCACTGCGAGGGAGCAGCTGCAGGGGGGCGAACTCCTCTTC
CTCCTCCAGCTGTGCCTCCTCCTTCAGCTCCTGTTCCCGCCACACCTCTACCATCTGCTC
GCCCCCCAGCCCCCCCACAGAGCTCCGTCTTCAGCCCGGTGTTGCAAGACGCCGAGGAGG
CTGTTCTCACGAAACTTCGCTGGGCCACCG
>BJ008606 ID   BJ008606   standard; mRNA; EST; 595 BP.
AAGGAAAAAAGTCCAATCAGGATGCCAAACGACAACTTAACCCCAGAGGAGCGCGATGGC
CGAACCGTCTTCTGCATGCAGCTGGCGGCACGGATCCGACCACGGGACCTGGAGGAGTTT
TTTTCGGCAGTGGGAAAAGTGCGGGATGTGCGAATGATCTCTGACAGAAACTCCCGCAGG
TCGAAGGGAATCGCTTACATTGAGTTTGTAGAGGCCAGCTCCGTTCCTTTGGCCATTGGA
CTGACCGGGCAAAGGCTGCTGGGAGTCCCCATTATCGTTCAGGCTTCCCAGGCAGAAAAG
AACAGAGCTGCTGCTGCTGCTGCAGCTAATAACCTGCAGCGGGGCTTGACTGGACCTATG
AGGCTGTACGTGGGCTCGCTGCACTTCAACATCACAGAGGATATGCTGCGAGGAATCTTT
GAACCATTTGGACGGATTGAGAACATCCAGCTGATGATGGACAGTGAGACCGGGCGCTCT
AAAGGCTACGGCTTCATCACATTTTCAGACGCAGAATGCGCCAAAAAAGCTCTGGAGCAA
CTGAACGGCTTTGAGCTGGCAGGTCGGCCTATGAAGGTTGGTCACGTGACCGAAC
>BJ008617 ID   BJ008617   standard; mRNA; EST; 636 BP.
GGTTTGAAAGGTTTTAAATTGATTAATAATACAGCTCCAAAACCTAAAACACCAGCATGA
AAGTGATATTATCCCACTAAGAATCCACCTAATTCATCATTATTAATATTACTATNAAAC
GAGTCTCTAAAATGTGTTTTTCATTGGACAAACAGCGTTGAAACTTTTATTAAAAATATT
AAGACATGCACTTTAGCTGCTAGATGTCACAAATATCTGTCGATTGTAGCTAAAGCTACC
TAATAAATATTGTTCAAAATTAGCTTGCTAATGTTGAAATCAAAGTTTTGTTTCCTCTGA
AGAAAAAATAGAAATCAAAGTAATTTAAATTTAGGCACTACTTTTTGTTTAACAAAAGTA
AAATGCAATGATGCTTTTTACATGTGCTTCATAAAGGTAAAAGCACTTTTTCCACACAGC
ACAGCATGCTAATTAGCGTTGATTTAGCTCAGAAATGTGGACGCGGTAATATGACCAGTG
AGGAAATTAAAAAATATGACAGAAAATCGACAATATTTGTGACAAGTTATTACAATCAGA
AAAGAATTGGGAATCACTGACCTAAAGGAACTTTTTAAACAGTTAATTTCAATGGCCAAG
TAGATAAAAAATATATGTATAAGGTTTTAAAGCAAA
>BJ008620 ID   BJ008620   standard; mRNA; EST; 606 BP.



GGAGCAGCAGCTCCGGTGCGACATGACTCGATTCACTTACAGCAAACTGTCTCATTTTCT
GAAGACCCTGAGCTGTAGACCCCCGGCTGTCAGAGCAGGAGCAGAGACAAAAGCTGCGAC
GTCTTGCTGCGTGCAGCTGAAACGGGATCAGTCGTCCGACAGCAGAGCGCTTCAGGACAG
GCAGAGGCAGCAGATGGCCAGAGGTCTTCCCAAGCAGAAGCCAGTCGCTGGAGTCAAGCA
GGTCATCGTTGTTGCCTCAGGAAAAGGCGGCGTGGGGAAGTCCACCACTGCAGGTACTGA
GGGAACTCCTCCCAGACACAAGGAGGATTCCTGCAGTGAAGCGGTCACCTTCACATGTTT
CAGCAACACTACATCATCCTGCTGAAGTAACAGGAGGACTTAGTTCTTCTCTGAGGGTAG
AACACGCGACCCTGAGCACCAAACCCTGATTCTAAAGGAACATTTATGGGTGGATCAGAC
GTGTCATCATGTTGTTGGTGTGAATGTTGGAGAGGAAACATGTTGGTGTGAAGATGCTCA
CACGTGAAGTCTCTGTGTTTCTCCCTGCAGTGAATTTGGCTCTTGCAATAATGGCTAATG
ATTCGT
>BJ008636 ID   BJ008636   standard; mRNA; EST; 608 BP.
GCTGTCTTTGATNAACACGCTTCAAACATGATGCAACTCATTTGCTGTAGTAGACCTGGG
ATATGTTCACCATTGCGGTCACAGGTCTTTTCTGTGCCGTATAAAGCAGGAGTCCAGTGG
AAGCTGTCACGGCGGATTTCTTCAGTGACTTGTGCACGGAGCTCCTCACAGCAGCTGGGG
AGCGCCGTCAGTCGCTTTTGGAGTCTAACTCAGAGGAGCATACGACGCTCTCCAAAGGGC
GCCATCACACCCCGGGGTTTGAAATTCCTCCTCGGACCAGCTTTTTTAACTGTCTCATCA
CGCTTATTTTGCCACGTAGCTCACTGTCAGGAAGATGTGAACAACAACACTCCAATAGAA
GTGGTGACCAAAGACTCACTGCCTGAGTTCAAATGGCACATCCTGTGGGAGTTTGTCAAA
CCTCAACTGTTTGCGCTCACCTGTGCAGTTGTGCTCGCCTTCGGTGCAGCCATTTTGAAC
ATTCAAATCCCGCTGATGCTTGGGCATCTGGTCAATGTGGTTGCACGCCACCTCAGGGAC
AATACAGGCAATTATATAGGGGAAATGAGAGGGCCTGCCCTGAAATTACTTGGAATGTAT
GGTATCCA
>BJ008644 ID   BJ008644   standard; mRNA; EST; 660 BP.
GGTCTGATTCTGTCAGATTAACGGCACGGTTACAGAGAATCTTTCCCTGATCGACGCCAA
AAAGCTGATTGAAAGGTCAAAGGGCAAACTAAAAATGGTTGTTCAGAGAGATGACAGGGC
GACCCTGCTGAATATCCCTGACCTTGACGACAGCATTCCTTCAGCCAATGCCTCTGACAG
AGATGACATTTCAGATATCCATTCGCTGGCATCGGACCATTCCAATCGATCACATGACAG
GCATCGTAGGAGCCGCTCGCGTTCTCCGGACAGGCGATCGGAACCCTCAGACCACTCCAG
ACATTCACCCCCACAAATCAGCAACGGCAGTCATAGGAGTCGGGATGACGAACGGATCTC
AAAGTCTGCTTCAACACCAGCGAAGATCGCAGAGGAGATTCCTCTCCCCAGACCAAAGGA
GTCTGCTAATGCAAAAGAGGACAAGAAGCTCCCTCCCCTTCCAGAGCCCAAACCAGTGTA
TGCTCAGCCCGGACAACCAGATGTAGACCTACCAGTTAGTCCCTCTGATGCTCCCGTTCC
AAGTGCTGCTCATGACGACAGCATCCTACGGCCGAGCATGAAACTAGTAAAGTTCAAAAA
GGGGGAGAGCGTGGGTCTGCGACTGGCAGGGGGCAATGATGTGGGCATCTTTGTAGCAGG
>BJ008648 ID   BJ008648   standard; mRNA; EST; 627 BP.
CTGCAGAGTTGCAGGTAGATCTCAGGTCCATCAGCTGTGAAGCCCCCCCCGCACACACGC
ACAGACATGCACTTTGATGACATTCTGCGGACCATCGGGGGCTTCGGCAGGTTCCAGAAG
CTCCTGTACGTGTGGATCTGCGTGCCTCAGATCTTCCTGGCGTTCCACATGCTGGTGTCG
GTGTTCACGGGGGCCGTTCCTCCTCATCTCTGCCGCTCCTCCTGGTCTTCGGAGGGGCCC
CCGGTCCCTGCGAACTTCAGCTCTCTGAGCGGCCGTCCCGAGCTGGCCTGCTTCGGCCCC
GGGAACCGCAGCAGCCCCGGTGGCCCCGCAGATGATGGACAGCTGAGCGGGACCTGCCAA
GGGGGCTGGGAGTACAGCACGGAGACCTTCCAGAGCACCACCGTCACTGAGTGGGACCTG
GTTTGTGAGAATGCCAGCATGAACAATCTGGGCTCCTCCGTCTACATGTTTGGTCTCTTG
GTTGGAGCTTTGGTGTTTGGAAACCTGGCTGATAAATATGGTCGCAGAATCATCATTCTC
ATCAGTTTGGCTATCCAAGCCGTGTTTGGAACCGCTGCAGCTTTTGCGCCTAATTTCTAC
GTCTACACCGCTCTCCGGTTCATGGTT
>BJ008657 ID   BJ008657   standard; mRNA; EST; 484 BP.
GCCGTGGCGCGTGCTCTCCTGTGAAAGACAGTTATTGAATAACACAAGGATGTTGACGTG
ATGACTAGGACTATGACAGACATGCTATAGCTTGTTCCCCTCCACTGCTGGGGACCAAAA
TGGAGCCAACTGATAGTGGAGAGGAGGAGATCATGGAGAACCTTGTTGCTGCTAACTCTC
TCCTTAACATGGACTGTGCTGACACCCTCTCCCTGGACCAGCACTACTCCCAGGACTTCT
TGCCATCACTGGGTGACATCATCACTACTCCTGTTACCCAGGTAACCGTGTCAGCTGACG
GGGTTGTGGGAGCTGTTGATGAGCCTCAGTGGAAGTCGTTGCACTCAAAGAGGCCTGTGG
CCCAGCTGCAGTCCAGAAAGAGAGGTGAGAATTTGTTCCGACTTTTCTGAGAACAAACCC
TTTTTTTTTCCTTTAACGTGTTGGTTGTTTTTTTTTTGNGTTTTTTTTTTGCNGGTNAAA
AATT
>BJ008662 ID   BJ008662   standard; mRNA; EST; 544 BP.
GCGCCCGGCAGAGAGACAGAATGGAGGATGAGAGGCGGAGAGGCGGCTGTTGACAGAAAG
CCCCATCGGCGCCAGCGGAGGACACTTAAGGGATGATCGATGCCGCGCTCGTCCAAAAAT
GCTGGTTTCTGTGGTGTTCCTGCAAACCGGGAGATGAGATTTGCACAGAACGGAGAGCAT
CTCCTTGCTGTGATATTCAACAGTCCGCCTGTGCACCGTGCGTGGTGCGTCGGGGGTGTG
CGGTGCACGGGGCGCACGGCTCAGTACCGCGCCGGCTCCACTCTGGACTGAGGATAACCG
CTGCTCTCTTCAGCTCGGAAGGGTGATCTTCCCCATCATGAGGACTCTCTCAGCCAACTT



GTTTGCGGTGCTCCTGATGTGCGCCCTCGCGGGTGTTTTCTACGTCTGGAGCGCACTGGA
GAGCCGTTTGGAGCGGCAGAAACGCAGCTTTCCGGCACCAGATGGAGGCTTGTTCCACCG
TGGTCTCCCCGAAGACCCCTCCACCAAAACTTTCCGAGCCCTGCTTGCTGTTCCTGCGCC
ACAA
>BJ008665 ID   BJ008665   standard; mRNA; EST; 608 BP.
GCTGGACTTCCTGCCGCCTCCAGTCGGCTTCAGGAAAACCCGCCTACTCGTTCCACGTCA
GCGCAGACGGGCAGATGCAGCCGGTGCCATTCCCCCCCGACGCCCTGCTGGGGCCGGGCA
TCCCGCGTCACGCCCGTCAGATCCACACGCTCAGCCACGGAGAGGTGGTGTGCGCCGTGA
CCATCAGCACCTCCACCCGCCACGTTTACACTGGAGGCAAGGGCTGCGTCAAAGTGTGGG
ACATCAGCCAACCCGGGAGCAAGAGCCCCATGGCCCAGCTGGACTGCCTGAACAGAGATA
ACTACATCCGATCCTGCAAGCTGCTGTCAGACGGGCGAACCTTGATTGTGGGCGGGGAGG
CCAGCACGCTGTCCATCTGGGATTTGGCCACGCCCACCCCACGCATCAAGGCGGAGCTGA
CGTCGTCCGCCCCCGCCTGCTACGCTCTGGCCATCTCCCCCGACAACAAGGTGTGCTTCT
CCTGCTGCAGTGACGGAAACATCGTCGTCTGGGACCTGCACAACCAGACGCTGGTCAGGC
AGTTCCAGGGCCACACCGACGGCGCCAGCTGCATCGACATCTCCAACGACGGCACCAAAC
TCTGGACG
>BJ008666 ID   BJ008666   standard; mRNA; EST; 645 BP.
GCGGCGTTCTGCTGCCATGTCCGTAGTGACCGTCCAGCTCGGTCAGTGTGGGAACCAAGT
GGGTCAGGAGCTGTTTGACGTCCTTTGCAGCGATGCGTTGGCAGCACACAGGAAAACGTA
CAGCACGGCCAGCTGTGAGAGGTTCTTCCATCTAACATCACATGGAGACTTAGAAGCCAG
GGCGGTGCTGATTGATATGGAGCCCAAAGCGATTAACTCCAGCATGACCAAGGCTCTGAA
AGGTGGCAGGTGGAGGTATGGAGAAGCTTCCCACTTTAGTCAAAAGCAGGGATCTGGAAA
CAACTGGGCTAATGGGTTTTGCGTCCATGGTCCTCGTCACAAAGACGCAGTGGAGGAGCT
GGTGAGGCGGGAGGTGGAGCGCTGTGACAGACTGGCAGGTCTCATGACCATGATGAGTGT
GGCAGGTGGAACCGGCTCAGGTGTTGGCACCTACATCACTCAGTGTCTCAGAGACATCTA
CCCAGCATCGTTTATCCTCAACCACCTCACATGGCCGTACGGGACAGGGGAGGTGATCCT
TCAAAATTACAACTCGGTGCTGACGCTGGCTCATCTCTACCAGCTGTCCGACGCCATCGT
GGTGCACGAGAACGACACGGTCCACGGGATCTGCAGTCGGCTGCT
>BJ008670 ID   BJ008670   standard; mRNA; EST; 569 BP.
GGCTCTTCCTGAGCGCCTTGGTGCTGCTGGTTCCGGAGGGGGCGCGCGGCGTGGAGCGGG
TTTACCATGTGGGGATCATCGAGGACGCGTGGGATTACGCGCCCAGCGGGAAGAACCTGC
TCACCGGGGAGGCCGTGGAAAAGGACGCACACGCTCAGGTGTTCCTGGAGAGAGGGCCGC
AGAGGATTGGCAGCATTTACAAGAAGGCCATGTTTCGGGAGTACACGGACGCCTCCTACA
CCCGGCTGGCTCCTCGTCCTGATTGGCTGGGCTTCCTGGGGCCCATACTGCGAGCTGAGG
TGGATGATGTCATCGTCGTCCACCTGAAGAACTTTGCAAGCAGGAGCTACTCCATGCACC
CTCATGGTGTTTTCTACAAGAAGGACTCAGAGGGGGCGCTCTACCCAGACAGGACGTCAA
GTATTTTAAAGCAGGACGACTCTGTTCCGCCGGGGGGTAGCTACACATATCGCTGGGAGG
TCAGACAGGAGTTCGCCCCTACTGATGACGACGCCAACTGCCTGACTTGGGTCTACCACT
CCCACATAGACGCCCCCAAGGACATTGCC
>BJ008680 ID   BJ008680   standard; mRNA; EST; 619 BP.
ATTCGGCACGAGGTGATGGTGAACTCCACCGACCCTGCCAACCGCTGCAGTGGCTGGTCC
ACATTCTTCAGGACAGTGAGGAGAAAGGAGAAAAGGTCCATATCATTGGTCACATCCCAC
CTGGTCTGTGTCTTGGAAGCTGGAGCTGGAACTATTATCACATTATCAACAGATATGAAA
GTACGGTCACAGGACAATTCTTTGGCCACACCCATCTGGATGAATTTCAGATGTTTTACG
ATGAGGAGACCATGACCCGGGCAGTTGGCGTTGCTTTCGTTGCTCCCAGTGTTACCACTT
ATGTAAATCTTAACCCAGGCTATCGCGTCTACATTGTCGATGGGAATTACAAAGGCAGCT
CTCGGCTGGTGCTGGACCATGCAACCTACATCCTGAACCTGACGGAGGTAAACCGTCCAG
AGGTGCTGGGTAATCCAGTAAAGGACCCCAAATGGACGCTCCTGTATCGCGCCACAGAGG
CTTACGGTCTTCCCACAATGTTCCCCTCCGATTACGATCTGCTGCTGCGGACCTTCATCA
GCAACGACCGTGTTTTCCAAAAGTTCTGGTATCTGAGACACAAAGGACACGTGTCGGAGG
TCTGCAAAGAAAGCTGCAA
>BJ008701 ID   BJ008701   standard; mRNA; EST; 625 BP.
CCACTCAGACGTGTCCTCTCCGTTCTCCTCCTCCCTCCATCTCCTGCCTCTAGCTTTTTG
TCCTCCGTGCTGTCCTCTGTCCCCACTACACCCAGCAGTCCTCCAGTCAACGCCCTGGGT
CTTCCTAAAGGCAACGGCACTGTAAAAGTGATTCCCAAAAAGCCGTCAATCAGCAAGACG
CAGCGCATGGCGTCAGACTCGGACATCCAGGGGTCTAAAGACGCCGTCATCCAGGACTTG
GAGAGGAAACTGCGCTTTAAGGAGGAACGCACAAGCAACGGCCAACAGAGGTTAACCTAT
GAGGAGAAGATGGCCCGCAGGCTGCTGGGGGCCGACAGTGCTGCCACAGTCTTAAACACT
CAGGACCCGGCGGAGGAGCCGGTCACACAGGAATACAAAGTGTCCAGCTTCGAACAGCGC
CTTATCAGTGAGATTGAATTCCGCTTGGAGCGCTCCCCGGTGGAGGAGTCAGACGAGGAC
GTGCAGTACGATGAAGACGCCGCCGGGCAGGGGGTGGCGCCGTCCTTTGAACAGAAGCTC
AAACACTACAAAGTGTTTGAGGGCATGCCGGTCACGTTCTCCTGCAGGGTGAAGGGAGAA
CCCAAAGCAAAGATCTACTGGTTTA
>BJ008721 ID   BJ008721   standard; mRNA; EST; 616 BP.



AACGGTGCGACCGGCCTCAGCTGGTGTGAGTGCTGCAACTGTTTCAGATGATTCCCAGCA
TTTGCAGAGTGCGAGCTCTGCTGCCACACAGCCTTCTTTAGTCAGACCTGGTGCCACAAC
ATCATCCGCAGCCCTTTCCTCTGACAACAAAGGCGGGTCTGAAGTCGGCATTGACAATAG
CTCCATATCTGTTGCAGAAAAGCATGCTGTCGGAGCTAAAGAGGAAAGAGTGGCTAAGTT
CAGAGCTGCCAGTGAACCAACTTTCCTCGTTAAGTGTCCTCCTGGAGCAGAAAAGGGGAT
TAGGATAAAACACGATGCCATATCCTCTCCCACCTCCATATCTGTAATTGGAACTCTAGA
CAGCAATAACAGCAACTGCCAAGACAGTACTTTGTACTTGACTGTTGATAATCACAACTC
CAATGGAAACGCATCCTCTCACGGCTCTGCTGCGGTTATCCAGACATCGAGTGATCCCTG
CTCAGATGCTAAGAGCCCTAGAAAGCGCACAGCTGCAGAATCCCATGCTATTCCTGTAAA
GAGAGTGTTTATTTCACAACAGCCACTTGCTACAATTGACAATCCCAAACCTGGGGTGGG
TGCTGCAGTGAAGAGG
>BJ008728 ID   BJ008728   standard; mRNA; EST; 600 BP.
CCTCAGGCATCCAAGCCGGGCCCTTTAAGAAGCAGGCCTACCCTATGAACTCCAAGCGGC
CCGAGCACCTGCGGATGAACCTATGACCTTTGGCCTGCTATAGCTCTCTTTCAATTGCTG
TCCCTGTTTTTTATAGTTTTCCTTTCCAACGCCTGTAGAAAATGTTTTTTAAAATGTGAC
TGACTGATGCTGATCACCAGCTCCTCCAGCAGCGCCTTCACCTCCTTGGCCTCCAAAGCC
CCTTTTTCGCCCACCTGGCCTCCTGAGCTCAGCATGAATAATCAGCTAATCAAGTCTGAC
TCCTGATGAGACGTGAAGTCGGTTTGGAAAACGAGGTGTCATGTGACCTGGCATTATTAT
GATTTTCTGGTGCTCTGAGAGTTTTTTGTTTACAGACGGTTCATCTGAGGAACAGTGGAC
TGTGTCCGCAGGCCTTTTGGTTTTTTAACCTATCAAAGAACAGACAGTCGCGCTGCCTTC
GCCGTGGGGCGTGTTCGAGTAGGAGGCGGAACCAGACTGACGGATGAGAAGTCATCATAC
CCGTCAGTGAAGTTTGAGTTGAGCGTTTCATCCCAGTCACGACCAAATGCCAACACGGCT
>BJ008741 ID   BJ008741   standard; mRNA; EST; 117 BP.
GAGAGAGAGAGAGAGAGAGAGAGNAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGCAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGNGGGGGGGGG
>BJ008743 ID   BJ008743   standard; mRNA; EST; 645 BP.
GAAAATGAGTTACCCAGGATACCCCTCTCAGATGGGTGGATACCCCCCACAGCCTGGGGC
TTACCCTCCCCAACCCGGGGCTTATCCACCTCAGGCGGGTGGATATCCACCACAGCCTGG
CGCATACCCACCACAACCTGGCGCTTACCCGCCTCAGCCTGGAGCTTACCCTCCTCAGGC
AGGGGGTTATCCTCCTCAGCCTGGAGCTTATCCTCCACAGGCTGGAGGCTACCCGTCGCA
GCCTGGGGGTTATCCAGCAGCACCACCTCCAGGAAGTTGGGGTGGAGGCCCTGCAGGTGG
ATATCCATCTATTGGAATGAGCCAGCTATCCAACCCTGGCTACATGCCACAGCCAGGAGG
ACCCATGCCCCCAAACCAAGGGCCTGCCATGGGATATCCCAGTCAGCCCACCCCTCAAAT
GCCTGGATACCCCAATGCACCATCACCCAATCATTCTATGCCTGGCTATGGAATGGCCCC
AGGACCCATGCCAGGGTACCCGAGTGCCCCGTCTGCAAGCCCCTCCATGCCAGCCTATGG
AGGAGGGGCCATGCCAGTTGCTCCTGTAACTAAAGGACTTGGGGGAACCATCACTGACTT
TCCTGGTGCCGATCCCCTTAAAGATGTGGAAGTTTTGCGGAAGGC
>BJ008771 ID   BJ008771   standard; mRNA; EST; 532 BP.
GCGCCTCCTGTCGTCATCTGGGAGCGTGAAGTCCAGCAGCTGCTGAGCCCCGCAGACCTG
ATCCCGCGTCTGGAGGACGCTCTGGGGAGGTTCTCGCGGCGGGACGCCGCGGAGGTGCTG
CAGCCGGTGCGCACCGCGGTGCCGCTGCAGAAGCACGGCGGGTTTATGGGGCTCATGCCA
ACGTACATGGAGAAGGACGGGGTGCTGTCCACCAAGTTTGTGTGTTTTTACAAGAGGGAG
GAGGGCTCCACCCTACCGGCCGTTCAGGCCACGGTGGTGCTGCTGGATCCAGAGTATGGA
AACGTCAAAGCTGTCATGGACGGCGAGGTCATCACAGCCATGAGGACAGCGGCGGTCTCT
GCCATCTCCGCCAAGCTGCTGATGCCTCCCCAAGCAGAGGTTCTGGCCATCCTGGGAACC
GGAAAGCAGGCACTAAGTCATTATCGGGTCTTCACCGAGATGTTTTTATTTAAAGAGGTG
AGGGTGTGGAGCCGCACCAAACAGGGAGCGGCGAGGTTTATCCGCTCCATCG
>BJ008772 ID   BJ008772   standard; mRNA; EST; 590 BP.
GCAGAGACCCACCGTTCAGCATGAAGCCTCTCCTCCTCTTGACACTGCTCGGATGTCTTG
CCGCTGCGCTCGCGGTTCCTGCTCAGAAGGTGAAATGGTGCGTAAAGTCGGACCAAGAAT
TCAGAAAATGTTCAGATCTGGCAGCGGCATCTCCCGCCTTCTCCTGCGTGAAGAAAGAAA
GCACCCTTGACTGTATCATTGCAATCAAGGCTGGTGAAGCAGATGCCATCACTGTGGATG
GAGGAGACGTTTACACTGCTGGTCTTAACAACTATGACCTGCACCCCATCATTGCTGATG
ACTACCAGCTGATCTGCCCTGGAAAGGGTCCAGTGCCAATCTCTGAATATGCCAGTTGTA
ATTTGGCGGTTGTGCCAGCACACGCAGTAGTGACTCGTCCAGAGAGCCGCAGTGACGTTG
TGCGCGTCCTCCAGGTTCAACAGACCTTCTTTGGAGCCAGTGGAAGCGATCCTTCATTCA
AGCTCTTCCAATCCCAGAATGGAAACAACCTCCTGTTCAAGGACTCTACCAAGTGTCTCC
AGGAGGTTCCTGCTGGAACAAGCTATGATCAGTTTTTGGGATCTGGGTAC
>BJ008789 ID   BJ008789   standard; mRNA; EST; 647 BP.
GCCGGAGTCCCGCCGAGGAGGCTTGTTGCTCCGCCGCGATGGCGGAGGCTGCAGCCGGCT
GCGTGTTCGAGGACATCCGCTACGAGGACATCCAGGTGGAGGCGGCCGTCGGCAGAGGGA
CCTTCGGGGTGGTCTTCAAGGCGGTGTGGAGAGGGAAGGTGGTGGCCATCAAGAGCATCG
AGAGCGACTCCGAGAGGAGCGCCTTTCTGGTGGAGCTCCGCCAGCTGTCCCGGGTCAATC
ACCCCAACATCGTGAAGCTGTACGGCTCCTGCGACAACCCGGTCTGTCTGGTCATGGAGT



TTGCAGAATGTGGATCTCTCTACAACTTCCTGCACGGCGCCGAGCCGCAGCCCCGCTACA
CAGCGGCGCACGCCATGAGCTGGTGTCTGCAGTGCGCCGAGGGCGTCGCTTACCTCCACG
CCATGAAGCCCAAAGCTCTGATTCACAGGGACCTCAAACCGCCAAACAGCGGGCCGTAGC
GTGACGGATCTCCTCGGTTCAGCCTGAAAGCTGCGCGGGTTCGAGACCCCGCCAGCGTGC
CCAGATCTGATGCTTTTTGTTGCAGCCTGCTCCTGGTGGCTCAAGGAACCGTGCTGAAGA
TCTGCGACTTCGGGACGGCGTGCGACATCCAGACCTACATGACCAAC
>BJ008810 ID   BJ008810   standard; mRNA; EST; 635 BP.
GGGACCTTCGCGCTCCGAGTGGAGTCGGACTAGAGAGGGTGGGGGGTCTGAAGGAGGTGC
GGCAGCAGCTCATGGACACCATACTGCTACCTGCTAAGTTTCCCATCCTATTCTGCAATC
TTCCCATCCGTCATCGCTCTGGAATTCTACTCTATGGAGCCCCTGGAACAGGAAAAACCC
TCACGGCAAGAGCTGTAGCCAAGGACAGTGGGATGAACTTCATCAGCATCAAGGGACCTG
AACTTCTGAGTAAATACATTGGAGCCAGTGAGCAGGCAGTCCGTGACGTCTTCCAGAGGG
CTCAAGCTGCCAGTCCGTGTATCCTGTTCTTTGACGAGTTTGACTCTCTGGCCCCGAGGA
GGGGCCACGACAGCACCGGAGTGACAGACAGAGTGGTAAACCAGCTTTTGACCCAGCTGG
ATGGAGTGGAGGGACTGCAGGGTGTTTACGTACTTGCAGCTACAAGCCGCCCGGATCTGA
TTGATCCAGCTCTCCTGAGACCTGGAAGACTTGACAAGTGCCTCTACTGTCCTCCTCCCG
ACCTGGAGGCTCGATTGGAGATCCTGAAGGCTCTGAGCACAGGCCTCCCTCTGACTCCGG
ATGTGGATCTAGAGCAGTTGGCAGCAGCGACCGAG
>BJ008829 ID   BJ008829   standard; mRNA; EST; 575 BP.
GCTTACCTACACAGGAAAGTGAGATCTTCATCTGCGGACAGCAGCATTGGTCATCGCTCC
TACTGAGACATGGCAGAGAGGAACATCCCCTTCACCGTGCACCGCTCCCCCAGCTGGGAC
CCTTGGCACCAGGTCAGCCGGCTCTTCGACCAGGGGTTCGGCATGCCGCCCCTGAACGAG
GACTTCTCCACGTTCCCCAACGCCCACTGGCCGGGTTATGTGAGGGCACCTTTCATGAGC
CCGGAGATGGGGGCCCTGCTCCACCATCCCCCTCACACCGTGCACCCCAGCCATTTGATG
AGCCACTTCTCACCGGAGGAGCTGGTGGTGAAGACCAAGGACGGCATTCTGGAGATCTCT
GGAAAACACGAGGAGAGGCAGGATGAGCATGGATACGTGTCCAGGTGCTTTACCAGGAAA
TACAGCCTCCCCCCTGGAGCCATCACAGAGAAGGTGGCGTCCTCCCTATCCCCCGAGGGG
GTCCTGGTTGTGGAGGCTCCTCTGAACAAGCCGGCCATCGAGTCTGCAGAAAAGACCATT
CCAGTGAAGGTGGAAGGCAAAGGTGAGGTGGCCAA
>BJ008833 ID   BJ008833   standard; mRNA; EST; 660 BP.
TTCGGCACGAGGGCGATGCGAGTGCTGGGCTGAGGGGGAGCAGAGCATCGAGAGACCGAG
CGAGGGGAGCAGGCCGCGCACGCACACCTTCCAGAGCCGTCTGAAGCCGCGCAGCAGCAT
GTCGGTGTTGGCCCTGCATGAGTATGAGTTCGAGCGGCAGTTCAACGAGGAGGAAGCCAT
CCGGTGGATGCAGGAGAACTGGAAGAAGTCCTTTCTGTTCTCTGCTCTCTATGCCGCCTG
CATCCTGGGGGGGCGCCATGTCATGAAACAAAGGGAGAAGTTTGAGCTGAGGAAACCGCT
GGTGTTGTGGTCGCTCACCCTGGCAGTTTTCAGCATCTTTGGTGCCATACGGACCGGGAG
CTACATGATGCTCATCCTGATGACCAAAGGGCTCAAACAGTCGGTTTGTGACCAGAGCTT
CTACAACGGACCCGTCAGCAAGTTCTGGGCGTACGCCTTTGTTCTGAGTAAAGCGCCTGA
GCTGGGTGACACGCTCTTCATCGTTCTGAGGAAGCAGAAGCTCATCTTCCTCCACTGGTA
CCACCACATCACCGTGCTGCTCTACTCCTGGTACTCTTACAAAGACATGGTGGCTGGCGG
CGGATGGTTCATGACCATGAACTACCTGGTGCACGCCGTCATGTACTCGTACTACGCCCT
>BJ008867 ID   BJ008867   standard; mRNA; EST; 545 BP.
TTCGGCACGAGGCACATGACCACGCGCCGCACCGGACCCAGGAACACCGGAGCACCGGAG
GAAGGAACACCGAACCGAAACTGAGCAAGTCCTCCTTTTTTTTCCTCCCCGGTTTAACGG
AGATTCAGCAGGCGGCGCTGTGCCAGGCAGAAAAATGGGGCTCTCTGGGCGTCTGCTGCT
GGTCTTCCTGTTTGCCGTCCTGTCACACGGCGCTGAGCCCGGAGCGTCTGGCAGGAGGAG
GAAGGTGCAGAGATCACCTGGAACTGGTAACGCCCTACAACACCTCAGCTATAGCGGGGA
CCGCGGGGGGGACCGCAGGGGGGACCGCGGGGGGGCCCAAGGGGCCCGTCCTGCCACAGC
CGGGATGCTCTCCCACAGGTCCCTGCATCCTCTGGCCCGGCCCGAGGATGACGGGACGGG
CTTGGAGGGTCTGAGCCCTGTGCGGGTGGAGGCGGGTCCCAGCAGGGAGCGACCTCGTTC
ACACGGTGCCTTCGGGCTTCGGGAAAACCAGCTTCTGGGATCGTGGAAAGGGGCGGGGCC
TCAGC
>BJ008870 ID   BJ008870   standard; mRNA; EST; 104 BP.
GGTAAGACTTAAGAGTATGTTTTNTGTGGAAATGTGATTCCTGTAACTGAAGAAAGGGAT
TGGGGCGTGCTTTACTCGCTGCTGTTTTCAGCCAATGATGCATA
>BJ008873 ID   BJ008873   standard; mRNA; EST; 531 BP.
GACCTGCACAATNAGCGGCTGAAGGCCGCCGACATCGACCGGAGGTCAAAGAACGAGCCA
TTTCCTGTATGGGACAGATCATTTGTAACCTAGGAGACCGTCTGCCTGCAGAACTCCCAG
GAACGCTGCTGATCTTCCTGGAGCGCTTGAAAAATGAGATCACGCGGCTAACGACTGTGA
AAGCTCTGACGATGATCGCCGGCTCTCCTCTGAAGATCGACCTGCGGCCCATCCTCCCTG
ACGCCATTCCCATCCTCGCCTCCTTCCTCCGCAAGAACCAGAGAGCGCTGAAGCTGTGCA
CGCTGGCCGCTCTCGACATCCTGCTCCGGAACTACAGCTCTGCAGTTACCCCCGTCATGG
TGGACGCCGTCTTGGCCGAGCTGCCGCCTCTCATCTCGGAGAGCGACATGCACGTGTCTC
AGATGGCGCTCAGCTTCCTGTCCACGCTGGCCGTCACCCATCCGTCCTCCCTGGGTCAGC



TGACCGGGGGGAGCATCCTGCCGCAGCTCATCGCGCTTGTCCGCTCGCCGC
>BJ008891 ID   BJ008891   standard; mRNA; EST; 629 BP.
GGGCTGAGGAATTCGGCACGAGGGTAACTGAGAATGTCGTTCATCGGGATTCTGGGGGTC
CCAGGGGGGGAATGCCCCCAGGTCAGCACAGCTCCGCTCAAACCTTCCGGCCCACCAACA
TGAGGACCCCTCCTCCTCAGCCCCATGTACCCCCCTACCATTATGACCCACAGGCGACGC
CTAGTTCAGGCTACCACGGGGGCTACATGCCCCCTGACTTTATGCACTATCCCCCCCCAG
CCCCACCACAGACCCCCGGCTCGGTGAGCCAGTGTCCCGTACGACCGCCGTTTCCAAAGT
CCACCGCGCGCCAAGGCTTCCAGGAGCCCCCGCCTAACTTTCCGCCCCCGCCTTTGCCCA
GCTCTGCAGGCGGTCCTGGTCCGAGGGTGCAGGTCTCAGCTCACAGCTCCTATCACCCCT
TCATGATGCCCCCACCCCCTCTGCCCCGTCCACCTATGCCTCCGCCTATTTCCTCTCAGT
CCATGAACTACAACCTTCCATATCCCATGAACTATCCTCCTTTCCCACCTCCCACCTTCA
TGCCCAGCTACTCGCAGAGTCCCGGCCCGTTTCAGCCGGACCACGGCGCCCGGCACGGGG
GGCAGTTCAAGTATGAGAAGCCCCCAGAG
>BJ008912 ID   BJ008912   standard; mRNA; EST; 598 BP.
GTGAGGACAGAAGTTAAGGAGAACCGAACCGGTCTGCTGCCCTGTTGTCGTCAAAGTCCC
GGTCCGGTTCTAGCTCCAGGTGCTCGGTGTGAACTCACTAGACTGGATCAGCTTCAGTGC
CTTCAGTACTCGATCGGCCATCTCACCTGTCAGTCAGTTCTGGTCTTTCTGAGTCCGAGT
GAAGACGACTGAGCCGTCAGAGCAGAACCCACAGCCATGGATCACATGAACCACACCCCC
CTGCAGGCCGAACCCACCCCCAATCACCACCACACCCATGTCCAGCCCACCACCGCCCAC
AACCACGGAGGAGGGGACTCTGGTGGCGGCCACATGGGCATGGCGATGACCTTCAACTTA
AACTACCTAAACGTGCCGCTGCTGTTTGAAGGGCTGCTTATCAACTCACCCGGAGAGATG
GTGGCGGCTTGCATCGGCGTGTTCCTGCTGGCAGCGCTGTATGAGGGCCTAAAGATCGGG
CGGGAGGTGCTGCTGCGCCGCAGTCAGGTCAACGTGCGCTACAACTCCATGCCGGTTCCA
GGAGCCGATGGGACTGTGCTGATGGAGACCCACAAGACGGTGGGGCAGCGGATGTTAA
>BJ008944 ID   BJ008944   standard; mRNA; EST; 131 BP.
TGCAGGCAATTCGGCACGAGGAGAGAGAGAGAGTAGAGAGAGAGTAGTAGAGTAGTAGTA
GAGAGAGAGAGAGAGTAGAGTAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAG
>BJ008946 ID   BJ008946   standard; mRNA; EST; 562 BP.
GGCGTCCAGTGTAGCCTCTCCACTCTGTTTCCCATTCAGAGTAGCTTGATTGTGACCTAG
AAAACGCCACTACGCAAGAAGAAAAAGAGGAACTTGTTCACCAGTTTTTGGAAAGGGTAG
ACGAGAGGGAAGACACGAAGATTCCTGATTTCCAAACAGGCTTAGAGTGGCTGAACACAG
ATGCGCCGCTGTCTCTAAATAAGGATCTGGCCGGGAAAGTGGTGCTGCTGGATTTCTTCA
CTTACTGCTGCATCAACTGCATGCATATCCTCCCTGACCTGCACCAATTGGAGAAGAGAC
ACTCAACTCAAGATGGGTTGGTTATTATCGGCGTGCACTCTGCAAAATTCCCCAACGAAA
AGATCCTGGATAATATCCGCAGCGCTGTCCTTCGCTACAACATCTGCCACCCTGTGGTGA
ACGACGGAGAGGCCAGCCTTTGGCACGAGCTGGAGGTCTCCTGCTGGCCGACTCTAGTTC
TACTCGGACCGCGAGGCAATTTGCTGTTCTCCCTCGTGGGCGAAGGCCACAGCGAGAAGC
TGACTCTCTTCACTGACGCCGC
>BJ008948 ID   BJ008948   standard; mRNA; EST; 663 BP.
GGTTAACGTTATCCTCTCCTTCGACATAGATAGAGGCTGTCTCGCGTATGGGACTATCAT
CACCTAAACGATAGCGCAGTTTGTTTCTGCGGAGACCGCGGAGCACCGTCGCAGTTCTTT
TTAGAGCTCCTGCTGGGATTTCTCTGCGAGGACAAAACCTTGTTGGTGACACGGACAGAC
CAAAGTCTAAGATGCCCTAGGCGGAGAAGGGAAATGTAAATGGCTTCCAAAGTAAAAGAT
GCTGTAGTGTGGTACCAGAAAAAGATTGGCGCATATGACCAGCAGATATGGGAGAAGTCA
GTGGAGCAGAGAGAAATAAAGGGCTTGAGGAACAAGCCAAAGAAAACCGGACATGTGAAA
CCAGACCTAATAGATGTGGACTTAGTAAGAGGTTCAGCTTTTGCTAAGGCTAAACCGGAG
AGTCCATGGACGTCTCTGACCAGGAAGGGCATCGTCAGGGTCGTCTTCTTCCCGTTCTTC
TACAGATGGTGGATCCAGGTCACCTCCAGAGCCATCTTCTTGCTCCTGCTAGCTCTCTAT
CTGCTGCAAGTGGCAGCAGCCATCATGTATGTGAGCATCCCAGAGGCTCATGGGATACCA
GCCACTGAGGTGTTTGGAGCCATCTGGCTCATGCTGCTGCTGGGGACTGTCCACTGTCAG
ATC
>BJ008969 ID   BJ008969   standard; mRNA; EST; 624 BP.
GGGCGCTGAGGATCGCCCAGNANCGAGGCTGAGCTGATCCCCGAAGAGACGCCCAACGAC
TTTGGGCTGCGCAGTAATGACTCCTCAGTTCCATCATCCCCAGAGAGATCAGCAGGTCCA
CAGGTCCAGGCGACCAAGGCGGCTGCCGGCACCAAGAAGTACGAGCTGAGCAAGTGGAAG
TACGCAGAGTTGCGGGATGCCATCAACACCTCATGTGACATCGAGCTGCTGGCTGCCTGC
AGGGAGGAATTCCACCGCCGGCTCAAAGTGTACCACGCCTGGAAGGCAAAGAACAAGAAG
AGGAACACTGAGTCGGACCAGCGAGCCCCTAAATCTGTCACAGACTATGCAGCTCAACAG
AACTCGGCCCCGCCCATCCCAGCACGGCAGCATGAAGTGGCAATGAACCGGCAGCAGCGC
TTTTTCCGCATCCCGTTCATCCGGCCAGGCGACCAGTACAAAGATCCCCATAGCAAGAAG
AAGGGCTGGTGGTATGCACACTTCGATGGGCCCTGGATCGCCAGGCAGATGGAGCTGCAT
CCTGAAAAACAACCCATCATACTGGTGGCAGGCAAAGACGACATGGAGATGTGCGAGCTG
AGCCTGGAGGAGACGGGCCTGTCC



>BJ008972 ID   BJ008972   standard; mRNA; EST; 632 BP.
GACACGGCGTACCGCAACGACTGGGAGAGTGAGTCCCCCCACAAGGTTTCCCCGTCAGAA
CCTCAGAGCCGGACGCTGACTTTCAAACTTTCTCTGCAGCCACGATCGAGAACTTCAGCA
TTGTGGAGACGCTGTCCGACAACGCCATGATCGTCTACCAGACGCACAAGGTGAGCCGGA
TCCGCCGCTGCGGCGCCGACCGCAGAGTCTGAACCCATGATGACGACGATGATGATGTGT
TGCAGAGGGTGTGGCCCGCCTCTCAGAGGGACGTCCTTTACCTGTCTGCCATGAGGAAGA
TGGTGACCAACAACGAGAACGATCCCGACACCTGGCTGGTCTGCAACTTCTCGGTGGATC
ACGACGACGCTCAGGTGAGAAGTCGGTTCCTAACGTTGACCGTCCATGAGAACCGGGTCA
GTGCGACGTCATCCGTAGAAAACGGTTTACAAGCAAAAGAAGTCGCCAGTTTTTCACCAT
ATGGGCGCTGCCACGTTCAAGCCAAACGCCATCAGTAAGCAGAGTCGGTCTGAGTTTCTA
TGGCAACCATTCTCGCCAATTCTGATTGGTCAGTTTGTAACTAGAATTACAGTAACAGCT
GTTTATTTCTCTATAGAAGTCTATGGAATTAA
>BJ008975 ID   BJ008975   standard; mRNA; EST; 631 BP.
GGGCAGGACGGCGCAGCGTTTTTAGACCCACCTCACCTCACTTTAAGAGGGGAAAAAAGT
GGTTTTCCTCAGATTTCACGGAGTAACTATGCAAGATCGTGGCTCCTTTTTCAACCCTTT
CTCCAGACCGCGGTGTCTGGCGGCGGCGGCGCCGGCTGGAAAGGCGAAGTTAACCCACCC
GGGAAAAGCCATCCTGGCAGGTGGAATTGCAGGTGGCATAGAGATCTGCATCACTTTTCC
AACAGAATATGTCAAGACCCAGTTACAGCTGGACGAGAGGGCCAACCCACCGAAATACAG
AGGAGTAGTCGACTGTGTGAGGCAGACGGTGAAGGGTCACGGCGTTAAAGGACTGTACAG
AGGGCTCAGCTCATTGCTGTATGGATCTATACCCAAATCTGCTGTTAGGTTTGGGGTGTT
TGAAATCCTCAGTAATCGGGCCAAGGATGAGTCCGGCCGGCTGGACAGCACCAGTGGCCT
GCTGTGTGGGCTCGGAGCGGGCGTCATGGAGGCGGTGCTGGTGGTCTGTCCCATGGAAAC
TGTTAAGGTGAAATTCATTCACGACCAGACTTCCGGCAACCCAAAATACAGAGGCTTCTT
CCATGGAGTCAGAGAGATTGTTCGCTCTCAA
>BJ008976 ID   BJ008976   standard; mRNA; EST; 678 BP.
GGAAAACATGGCGTTACGGGAGCTATCGTCGCTAGAGAAATATTTGGGCCTGAAAAAGCC
TAATAAATACAGTACGCAGGGAGATAAAAAGGTACCAGTGCTGCAGAATAACCAGGGACC
TCCTCTGGTGGGGTTGATAACCATCGCCTGTCACCTGGTGAAAGAGGCCAAACGCTCAAA
TCTACTGGGTGAATCTGCTGAAGGCAGAGCAGTGGTGCAACAGTGGCTGGAGTACAGGGT
CACCAGACTTGATGGCTGCACTAAGGAAGACAGCAAGACCATCCTTAAGGAACTTAACAT
TCACCTGCAGGACAATGTCTACTTGGCAGGGAACCACTTCACCTTAGCTGATACTCTTAT
GTACTATGGTATACATCCACTCATAGTGGACTTGACCGTCCAGGAGAAGGAGCAGTATCT
GAACGTGGCCCGCTGGTTCGACCACATTCAGCATATCCCCAGCCTGCGACACCACCTCCC
TCCAGTAGTCGTACTCAGGAACAGAATCTACACCAGCAGACACCATTGAGACTCAACCTG
AGCCACTTTCCTCCAATCCTCCCCAGACCGACTTGTTTCAAGCTTTCTGTCTTTGGGCCC
GGGCCGCCAGTCCACTTACTTCCAAGAGCACATTGGTTATGTTGTGTCCATCCTCTGTAA
TTCTGTAATTAGCTTCTG
>BJ008990 ID   BJ008990   standard; mRNA; EST; 729 BP.
GAAAACTCCCAGATGGAGACAGGTTTCCCTGTGAAGTGTGTGGTAAAAGTTTCCGCACGG
CTGCGATCCTGGTCGCCCATATGAGGATCCACACGGGGGAGAAGCCCTTCTCCTGTAACG
TGTGCGGCAAACGCTTCACGGCGTGCGGGACGCTGGCGAACCACATGATTATCCACGTCA
ACAAGAGGCCGTTCTCCTGCTTGCTGTGCGACAAAAGCTTCAAGCAACGACGACACCTGA
ACGTCCACATGAGGGTCCATTCGGGAGAAAAGCCCTACTCCTGTGAGGAATGCGGCTTGA
GTTACAAAAGCAACAGCGCGCTAAAAAGTCACAAAAGAGTCCATGCTGCAGATGATGACC
TAGAGGGCACGGATCAGGGGGCTGACGCCACGGGATGTCCCACCGCTTGTGAGAAACCCT
TTAATAAGGAGACGCAGAAACAAGACAAGAGCTATACGTGTGAACAATGTGGTAAGAGTT
TCAGTCAGGACCTCGGGCTGATGAGACACATGCGACTCCACACAGACGAGAGGCCTTTTG
TGTGCAAAGTTTGCGGGAAAACCTTCAAACAGAGCGTAAGTCTGAAAAACCACACCAGAA
TCCACACGGGCGAGAAGCCCTTCTCCTGTAAAGTCTGTGGCAGAAGTTTCACGCTGGGCT
CCACGCTGATTCGACACATGAAGGTCCACACCGGGGAGAGGCCCTTTCCTGTGTAAAGTC
TGCGGCAAA
>BJ008996 ID   BJ008996   standard; mRNA; EST; 580 BP.
GATTGCGGTCGCCGCGGCTCAATACCGGATAGTTGGGGGAGAAGAAGCCCCTCCAGGCAG
CTGGCCCTGGCAGGTCAGCCTGCACAGACCCTCGCAGTACTGTGGAGGGTCCCTCATCAA
CGACCAGTGGGTGTTGACCGCTGCTCACTGCGCTCCGGGCGCCAACCCGGCCGGCCTGAC
CGCATATCTGGGCCGTCACAGTCAGCAGGAGTCCAACCCTAATGAGGTCAACCGGACTGT
AGCCGAGGTCATCATTCATCCTGACTACAAAGGCGAAACGAATGAAAATGACATCGCCCT
CCTGAAGCTCTCCTCACCAGTAACCTTCACCGCCTACATCGCCCCCGTCTGCCTCGCCGC
CTCAGGCAGCAGCTTCTACAGCGGCGTGGAGTGCTGGGTCACCGGCTGGGGCAACATCGC
AATTGGAGAAGCCCTTCCTTACCCTCAAAATCTCCAGGAAGTGAAGGTGCCCATTGTGGG
AAATCGACAGTGTCAGTGCAACTTTGGACAAAACAAAATCTCTGAAGACATGATTTGTGC
CGGGTTACAGAAGGGAGGCAAAGATGCATGTCAGCTCGAC
>BJ008997 ID   BJ008997   standard; mRNA; EST; 587 BP.
GGTGGAAGACACCTCCAGCTGTTCGAAATGACCGCAATAAGAAGAAGAAGGAGAGTCCGA



AGCTGGAGCTTGCTGAGAGCTACGAGCTGTCGGCCGAGCAAGAGACCATCATCGAAAAGA
TCCGTAAGGCCCATCAAGAAACTTTCCCATCCCTCTGCCAGCTGGGCAAATACACCACGA
ACTCAAGCGCAGATCACCGGGTCAGACTGGACCTGGGCCTGTGGGACAAGTTCAGCGAGC
TGGCCACCAAGTGCATTATCAAGATCGTGGAGTTTGCCAAACGTGTGCCTGGCTTCACGG
CGCTGACCATCGCTGATCAGATCACGCTTCTGAAGGCCGCCTGCCTCGACATTCTGATCC
TCCGCATCTGTACGAGGTACACCCCCGACCAGGACACCATGACCTTTTCCGACGGACTCA
CCCTTAACCGCACACAGATGCACAACGCCGGCTTCGGCCCACTGACCGACCTGGTTTTCA
CTTTCGCCAACCAGCTGCTACCCATGGAGATGGACGACACAGAGACAGGCCTCCTCAGCG
CCATCTGTCTCATCTCGGGAGACCGTCAAGACCTGGAGGAACCCTCC
>BJ009033 ID   BJ009033   standard; mRNA; EST; 691 BP.
GCGACCTCAGCATCGTCAACGAGAACCTCGATGAAACGTACCGCAATGTAAAAGCTGCTC
TGCAGACCGTTTCCAAAAACCCCCAGTGGGTCCCGGTGACGTGGGTGTTCTGAAAACCTG
CCGTGGGAGGGGGGGAGCACAACGCTCAGAGGTAAAAACCTCAGTCGTGAAGGAGGTTTA
GTGTAGTTTACCCAGAAATCTAGCTCCCACAAAAAGCTTCATAGTTGTCAGGAGAACGTG
CAGCCTAGAGAAGGAAGCCGACACGAGGACTCGTGGAGATCCGGTGGCTCATCTCCAGTC
CAAAAACCCGCCACATCGGAAAGGTTTTCTGAATGCAGTTCCACTGCAGGTGAGGCAGAT
TGAACATGGACTTCATCAGCAGGAGCGTAGAACCGGTCAAAGGCCTCAGTCTGGAGCAGA
ACCGTCATTGGTTTTCGGGTCGTGGGCCAACAGATGACTCGGCCAGTGAGAGACAGCGTT
CCCTCGTTCAACGCGGGGCTAATTCTAAAACTACCCCGCCATGGGGGAAAGTAGAGTAGG
ATTCCAGATGTTTTTAGGCTGTAAAACTCCTCACTGCACACTTTCGACACCTTTGTCAGA
CGGAACCTTTTCCCGTGTTTCTGTCCTAAACTCTCAAAGTTCAAACCGTCATAGAGAAAT
TCTGATCATGACTGAGGATGTGTGTAGATTT
>BJ009035 ID   BJ009035   standard; mRNA; EST; 643 BP.
GGTGCGGCTGTTTGTGGCCGCAGAGCTTCGTTTTCTTCAGAAACAGATCGTTCTTAAAGC
GGGGGGGTTGGTTCCACCTGGGAGGGGGGATGAAATGGTGTTTTACTTCACAAGTGCCGT
GGTGGACCCCCCCCTTCACGATCTACATGGGGAAGGACAAACATGAAAGTAAGACTCTTA
TTTTGATGACAGCAGAAGCTGTTAACCTTCCTCTTTGCCTTCCAGCTGCTTCCTATAGGG
GGCGCCACAGAGCATCCTCCTCCTCCCTCATCTCCTCCCTGCTCCTCCTCTCAAACGTCT
CCTTCCCTGCATGGATCTCCAGAACATCCATGATCTGTTCCTCTGATGGATTCAATCATC
CATCCTGGTCCCTCAGAGGACCTCAGACCTTCATCTCTGGCTGCTACACCTGTTCTCCAT
CCTGGTCCATGGAGGTTCCTGTTCCACCTGCAGAACGTCCCTCCACCGTCTCCCACTCTC
ATCCATGCCCTGAAGAACTCCAACGTTCTTCTCTCTCTGAATGCCAGTCTTAGATCTACA
AAGATCTGCTTCTCCAGAAGGTTCCTCTGGATGATCCTCACAGATGTTCCTCTCCGTCTA
GCTTCCTTCCTCTGCAGTTCCTCCAGCCGTTCTCCTTCAGAAC
>BJ009037 ID   BJ009037   standard; mRNA; EST; 665 BP.
GCTGCAGAGGAGGACGCTATTTATCACTATTCATCGTAACAGGCAGAGAAGAGCTGAAGA
GGATGGCTCACTCTAAAGCTCGAGCCACAGATGGAAAGGTGACCTACCCCCCAGGGGTCA
AGGAGATCTCGGACAAAATCTCCAAAGAGGAAATGGTCCGCCGACTCAAAATGGTGGTTA
AGACCTTCATGGACATGGACCAAGACTCAGAGGAAGAAAAGGAACTTTATCTCAACCTTG
CTCTTCATCTGGCCTCAGACTTCTTTCTCAAACACCCAGACAAAGATGTGCGCCTGCTTG
TGGCGTGCTGTTTAGCAGACATATTCCGAATTTACGCCCCAGAGGCACCGTATACCTCTC
CAGATAAACTAAAGGACATTTTCATGTTCATTACGAGACAGCTGAAAGGACTGGAGGACA
CAAAAAGTGCTCAGTTCAACAGATACTTCTACCTGCTGGAGAACATAGCTTGGGTGAAGT
CTTACAACATTTGTTTTGAGCTTGAAGACAGCAATGAAATTTTCACCCAGCTTTACAGGA
CGCTCTTTCAAGTCATCAATAATGGCCACAACCAGAAGGTGCACATGCATATGGTGGACT
TGATGAGCTCCATCATCTGCGAGGGAGACACGGTATCACAGGAATTACTTGATACCGTGT
TGGTC
>BJ009041 ID   BJ009041   standard; mRNA; EST; 634 BP.
GGGACAGGGAGTCAGTGGAGGTCCATTCCGCCTGGGCGCTGGCCCGGGGGGCTGGGGGCG
TTCTGGCCACTTTGGGCTTCCTCTGGATACTCAGCTTCTTGATGGTGTTGCCCCTTTCGA
TGTCCTCCACATATTTGAGGAAGTCAAGGTCCAGCTGATAACCATAAGGAGTTTCCACAT
AGTAGGAGTCCTTTTCCTCGCCGCCGCCGACCGTTCCTGGAAGAGAAAACAGCAAAAGTC
AACGTTCAAATACAGAAGATTGATGAAGAAGAGAAGAGGAATTCTGTCCCTGAAGACCCT
GACAGTTTCAACATTCTGTGGGTCTAAAAAGCTGATTCAGTCATCAAGTCAACAGCCATG
AACACGGCGCCGCTGGACGGACGAGCAGCTCCACCTGGCCATGGCGCCTTCAGGCTGGTC
GGAGTGGAGCCAAAACCATGACTACTGTCCATCTGCTGGACCATAAGAATCAGAACGTCC
CGCTTTGCATGCTGGGAACCTCCACGCAACAGCAATGAGATTACACCATCAAGGCAGCTT
AAACATTCACCTTTGTGATGACTAAAGTAAATGTAAGCAGACCGTAACGATGGCCTGGAA
AAAGGCTGAACTGATGCAACGACAGAAAAACTCA
>BJ009049 ID   BJ009049   standard; mRNA; EST; 657 BP.
GTGCACGTCGGTCCTCCCAGCCGCCTGAACGGCTCTCAACGCGGAACTACGTCTATTCAT
CCGACCGACGAGGTGCGAACGTGAACCAGACTCGCCGACCACTCCACTTTTGGACTGACT
GGGGTTCGAGTCGTCGTCAAAGATGTTTCGCTTGCGGGCCTTGTCCGCGGTTTCGGTGGG
GCTTACGCAGGTATGCCGGCGTTATCATGGCGGGGCGGTGCGAGGACCCGCCCAAAAGAG



GCTGATGCTAGCAGCGCTGGTTGGAGTAACTGGTGTTTCCGCTGGTGCGGGGCTGCTTTG
GAAAAGAGCGTACGCTGATGCAGGACCCTCTGTTCGGCACTCAGAGCGAGCAGGAGGGGA
AGAGGCAGATTTTGTTAGAGATGCAGGAATAGAGTCTGAGAAATCGGTGGAGTCCACCGG
TGGAGGCGAGGAAGAAAAAGACGAAGAGGGGAAGAAAAAGAAGCCCCGCTCAGGATTCCG
TGACCGCAAGGTCATGGAGTATGAGAACAGGATCAGGGCATACTCGACCCCGGACAAGAT
TTTCCGCTACTTTGCCACACTGAAGGTCATTAATGAGCACGGGGATGCTGAGGTTTACAT
GACACCCCAGGACTTCATCCGCTCCATCACACCCAATGAGAAGCAGCCTGAGAATCT
>BJ009080 ID   BJ009080   standard; mRNA; EST; 681 BP.
GGATCCCGCGAGCGGCTGGTTGTAGGAGCTTACAGGTGATCCGCCATGCTGAAGAAGAAG
AGCAAGTCCTCGGCGGTCACGCCGCCCAAACCCACTGCCGCCCCCACGGAGCTGAGCGTT
CTGGTCGAGAAGCTGCAGAAGAACGCCGACAAAGTGGAGAGGAACATCATGGAGATCGAG
CAGAACCTGAACAAGGACGTGTGTAAGATCAACGAAGGCAAACAGCCGCTGTACCAGGAC
GACACCAACAAGAGGATCCTCAACTCCCTGGAGCTGCTGGACGCCCTGGATGAGGACGCC
GTGAACACCAAGCGCCTCCTCCACCCGCAGGCTGAGATGATCCAGCAGGACATGAAGCAG
CTGCGTGAGAGGGTGATGAAGCTGAAGGAGGACCACTACCACATTTACCAGCTGATCCGC
TCAGAGGGGGTGCCCACCATCAACTGGGGAAACATGATGGATGAGAAGCTGGAAAAACTG
GACTCTAAAGGCTTTGGCCAGGACCTGCCAACTGTGGAGGCCGAGGTGGTGGAGCATAAC
ATCTTCCATGGGGAGGTGGAGGCTCTGGCCCCTCACATCTCTGCCAGCGGAGACAAGGAA
TATGTCAGCAGTCTGCAGATGAAGTACAACAAGCTGCTGACCAGCTCCAGCGCTCGCCAG
CGAGACCTGCTGAGTCTGCGC
>BJ009082 ID   BJ009082   standard; mRNA; EST; 569 BP.
GAAAACTTTTCGTCGCCTGCTGCTTCATAAACGTTAATAATTAATCTAGAATAGCTGAAC
CATGGACGATCTGACAACTCCAGTTCGACAGCAACACAAATTCGACGTCAGTAAACTTCA
AAAGTATCTGTCTGCCAAATTACGATTGTCCGATAATGGGGCTCTTTCTGTCAGACAATA
CAGTGCGGGTCAGTCAAACCCGACTTTCTTGATCCAGTCCTCCACCACCAGCTATGTTCT
GAGGAAGCGACCCCCCGGAGAGCTGCTGCCTGGAGCCCATCAGGTCAACAGGGAGTACTG
CGTGCAGAAAGCTCTTTTCTTGGCTGGTTTCCCTGTTCCACAGCCGCTCTTGCATTGCAC
GGACACCACCGTTATCGGAACGGAGTTTTACCTCATGCAACACGTGAGGGGTCGCATATT
CAGAGATCTGCGCCTCCCTGAGGTGAATCCAGCAGAGAGAAGTGCTTTATATGTAGCTGC
AGTGGAAGTCTTGGCAAAGCTGCATTCACTGGACCTGAAGTCGCTGGACCTTGAAGGATT
TGGGAAAGGCCCGGGGTACTGCAAGAGAC
>BJ009084 ID   BJ009084   standard; mRNA; EST; 569 BP.
GCGGGGATCGCCGTGAGTCTGAGTTAGAATGAGAGTTTCAGTTTTTGGGGTTCGGTCTTG
TCCGTTAGGATGATTCACCTGTTGAAATGGAACTAGGCCGTGTCTCACTGATGCAGTAAA
TGTGTGCTGCTGCCTCCTCTGTAGACTTGGCCTCCATCTTCTCTGCTCCAAGACTACCTT
TGGTTCACTTTAAATTTACATAAATTGGTTGTTAAACTGTCAGCAATGTTAAACACTTTT
AAAAAGGAGTTTTAAAAGTACTAAAATGGCACTCAGTCACACCTGCCCTAACAGGTGGAT
AAGAGCTGTCTGCAGGTGAAAAATGGGCATTCAGATGTTGGGTAAATTACTCTAAAAAGT
AATTGATTACCTTTCTTAGTTACTGGATTAGAATTGTAATTAAATGATTCTACTTATTAC
CTATTGGAAAAAGTAATTCACCACTCATTACTTTACATTTCTTCCTCTCATATTCAGTTT
CTCAAAGGGGAAAACAGCACAAACTAGACCCTCTTGTATTTCTTTTAACTTTATTTTTAC
ACCAATGACCTTGTGCAAAGAATGAACCT
>BJ009092 ID   BJ009092   standard; mRNA; EST; 561 BP.
GGCTGCTTCGCCCTCAGCGAGCCGGTAACGGCAGCGACGCCGGCGCAGCCTCCACCACGG
CGCGTCAGGAGGGGGACGAGTGGGTGCTGAACGGGACCAAAGCCTGGATCACCAACAGCT
GGGACGCCTCCGCCACCGTGGTGTTCGCCACCACGGACAAGAAGCTGAAGCACAAGGGCA
TCAGCGCCTTCCTCGTCCCCATGCCGCACCCCGGACTGTCTCTGGGGAAGAAGGAGGACA
AGCTGGGAATCCGGGCCTCGTCCACCGCCAACATCATCCTGGAGGAGTGCCGGGTCCCGC
TGGACAGCATGCTGGGCCCCCGCGGAGCCGGGTTCAAGATCGCCATGCAAACCTTGGACA
GCGGCCGGATCGGCATCGCGGCTCAGGCTCTCGGCATCGCTCAGGCCTCCCTGGACTGCG
CCGCCGACTACGCCCACAAACGCACGGCCTTCGGGGCGCCCATCGGAAAGCTGCAGGCCG
TTCAGTTTAAGCTGGCCGACATGGGCGTGGCCCTGGAGAGCGCCCGCCTGCTCACCTGGA
AGGCGGCTCTTCTTCGGGACT
>BJ009104 ID   BJ009104   standard; mRNA; EST; 642 BP.
GGTGAGGTGCGCGCTCCCGTCCTCACATGACAGCACAGTGATAGCCAGACGGAGGAAGAC
GACTCTCCTTGCTCTGCAGTGATTTGCTTTGCCCCGCGCTTCCGCAGAGGATTTAATTCT
TTACGTCTTTTAATTTTTCTACCTGCGTGGATCAATAATGCCGGCTGACTCCATGGAAAA
GCAGACGGCATCTCCGATTGCTGGAGCGCCCGCGAACGGATCACACACACCGGACAAACC
CAAGAATGCCAGCGAGCATCGAAAATCTTCCAAACCCATCATGGAAAAACGCCGGAGAGC
GAGAATCAACGAAAGTTTGGGACAGCTGAAGACTCTTATCTTAGACGCACTTAAGAAAGA
TAGCTCCAGACACTCCAAGCTGGAAAAAGCAGACATCCTGGAGATGACTGTGAAGCACCT
GAGGAACCTGCAGCGCGTGCAGATGAGCGCGCTCTCAGCTGACGCCTCGGTCCTGAGCAA
ATACAGAGCCGGATTCAACGAGTGCATGAACGAGGTCACCCGCTTCCTGTCCACCTCTGA
GGGGGTGAACACGGAAGTCAGGTCGAGGCTCCTCAGCCACCTGTCCAGCTGCATGAGTCA



GATGATGTCCATGAACTACCCCCAGCAGACTCCGTCCCAGCC
>BJ009114 ID   BJ009114   standard; mRNA; EST; 566 BP.
GGTTTTGTTTTGTTAATAAATAGTATCTTTTTCTTTGTATATTACTGTGTTTTTGGAGAA
ATAATGTGTATTTGTACCTTCAACTAAACCTCTTAAAACCGGCACGCGCCTGTTTGGACT
TCCGCCCGGTTTGTTAATTGAGGAGAAAAACCCATAAAATGGAGGAAATGATGGAAGACT
CGGAGTCTGTGGAAATGTCTGGACCCGAACCGGTCCAGGGTGTCGCGGCTGCATGGGATT
CGGTCTCTGCGGCTCTGGTGTCTCCTGGCTTCTCGGTGTCGGATCAGAACCTCGTGGACG
GCCTGGCTCTGCTCTGCCGTCGGGGTCTGGCTCCTCTTCTCGGGGTGTGGCTGCTGGAGA
CCTTGCAGATGCGTTTGTCGTCCTCCGTGGTTCCAGAGTTCTGGTGTGGACTGAAGCAGC
CGGAGAACGAGCTGGAGGAGAGGGGCCGGGCCTGGGTTCTCCTCACCGCCTTCAGGACTC
TGCTGGACCGCCTGGAACCCTTCCTGAGTGGTTTGGAGAAGCTGGGGGCGTGGCAGCAGG
AGGGCCGCTGTGGTCTGAGCGGGCCG
>BJ009118 ID   BJ009118   standard; mRNA; EST; 630 BP.
GGCCACCGAGCCGCAGGGGGGCGGAGAGGATGCTGAAGCTCAAAGTGAGGACCGGCCTCA
TCCAGGAGCCGCTGCTGCAGAGGACCTTCAGGGACTACGTCCAGGTGCTGCGAGGATACT
TCTCCTCCATTCTGGCTCTCGCTCAGAGTTTGCTGCGTTCCCCCGACCCCGGCCTGGTGG
CTTTTGGTGGACACATGTACCGATGCTCTTTCACCGCGTTTGATTCGTACTGCCAGCAGG
AAGTCGTGGGCTCCCTGGTGACCCATGTGTGCAGTGGTGCGGGTGGAGAGGTGGACATGG
CTCTGGAGCTGCTCTGTGGCCTGGTGACAGAGAAACCCTCAGAAATGGCCCTGTATGCCG
TTTTTGTCAAGGGAATCTTGGACTACATGGACAACCTGACGTCTCAGCAGATTCGAAAAC
TTTTCCAGCTTCTAAGCAGACTGGCGTTCGGGCAGCAGCAGCAGCAAGGCTCTCACATCC
AGGATGACATGCACATTGTGATCCGCAAGCAGCTGTCCAGCACTGTGCCCAAGTACAAGC
GGATCGGCATCATTGGTGCAGTCATGATTATAGGCAGCATGGGAGCCAGGTCTGAAGGGA
CGGACTCGCAGAACGGCTCGCTGTCCCAGG
>BJ009120 ID   BJ009120   standard; mRNA; EST; 522 BP.
GCGGGGTNCCTGGGGGGCTTCGGACCTGCAGCAGCAGCAGGAGCTCCTGGGGAAGACGGC
GGGCTCTGCGGGTGCACAGCAGCTGGAGGGGGAGACGCCTGCCTCCTCTGCCTCAGCTCG
GGCGCACTGGGAGTCTGGACAGGGGACGGGACCGGCGTGGGAGAGGCAGCAGGTGGCTGA
TGGGAGTCTGGTGTCTTAGGTGGAGATGAATTCCTCACTGTGCAGACCAGGTGCAGCATG
GGAACAGCGTCAGCCTGTCTAAAGAGATCCTTCAGGTGCAGATGATCCGGCAGCAGCTTC
CCAGCAAAGATCAGCCTCTGCTCACTCACAGCCGGTCTCGTTGGGTAGACGGTCGACAAG
TGGGTCTTCAGCTCCCCGACGGTCCAGCTCAGACAGACACCGTCGATGGTTCGGTCCTCC
TGATCCTGGCTTGGGGTTTTTATGAGCAGACTGGTGGTCTTTTGTGGAGATCCCCTCACA
TCCATGTTGGCTTGGTTTGCCGGACACCAGCAAAAGCGAGGT
>BJ009121 ID   BJ009121   standard; mRNA; EST; 644 BP.
AGTCTGCAGATCAACCTGAAGGACATGGTGTGTCTGGGAGTCTGTCGGCCCGACTCGTCC
AGCAACAGCGGCTTCATTGATAGGTTTCGTTACACCTTCGAGTTGTACCTGACCTCAGAG
AAACTTTACCAGTTCGGCTTGGAGACGGCTGAGTCGCTACACAGCTGGACCAAAGCCATA
GGAAAGGCTGCCACTCCGCTCAGCTGCCACTGCTTGCTCACTCGGGAGTTTGAGCGAGTC
GGGCTCCTGCGGTACCGAGCCATGCTGGACCCTCAGCAGTGGAAAGACGCGTACTTTGTT
CTGCAGAAGTCTAACCTCTTCATCTGCCCTCGAAATGATGGAGCAGCAGAGGACATCATC
AACCTGAAACGTCTGCAGGAGCTGAGTGTTGCCTCAGAGAATGATAATCAGGAGAAGAAA
GACATCCTGGTTTTGGTGGAAAAGGGCAGGACTCTCCACCTGCATGCTATTGGACGGATG
GATTTCTCGCTGTGGTACTCAGACATCCAGCGAGCAGCTGGTGGACGAGGAAACACTCTG
AGGGAGCAGCAGATGAGCAGAAACGACATCCCCATCATTGTGGACAGCTGCATTGCCTTC
ATCACGCAGTACGGGTTGGGCCATGAGGGGATCTACAGGAAGAA
>BJ009124 ID   BJ009124   standard; mRNA; EST; 350 BP.
ATTCGGCACGAGGCGCGCTTCACCTCCACAAAAGGCACAGGACGGAGTGAAAACAGGAGG
CAGGAGACATTTGCGACATTCTCGGATAGACAACTGGCTCCCTTTTCTCCCCCCCCCCCC
GGTTTTGAACTTCGGTTNTGAAAGCATTTTTGCCGGTTNTGAACTTTCCTCGCCGGTCCC
GGTTTGGGCATTGGGAGCTCCAACTNTGTTAACCTCACGGNGAACCGAAAAACAGTTAAA
GNGGTAGCAGCCTTNTGACCGGACACTTCCAGCCAGNGGGATGTTAGCTNTGGCCCTGGG
AGGAGGACTGCGTGAAGGANCATGGNGAAACACCAACCTTTCCAGGTNTA
>BJ009155 ID   BJ009155   standard; mRNA; EST; 557 BP.
GGAACCTGTCTTCCCTTCGTCTCTGAGAGAGTTGATNAGCCAGCGACTAGCTGCTGCTGC
TGAAGAAATCTGCAGACTCTGTGAAGGAACCATCGTCCAGTACGAGCAGGAGCTCTGTCG
TCAGCGCAGACTGCTGGATGTCATCTGGAAACCACAGATCCAGCTCCACAAGATAGTCCT
TCCCCAGCATTGGGTGACTCAAGAGGAGGATTTCTGCAACCAGCAGATGAACTTCAGAGT
GGAACAGGAGGAACCAGAACCTCCACAGATTAAAGAGGAGCCAGAGGAGATCTGCATCAG
TCAGGATGAAGATCAGCTTGATCTGAAGCAGGAGACTGATACCATGATGGAGATTCCTAC
TTATGTGGAAGATGAGAACAGTAAAGCAGATCTAAACAATCAGCAGAGCTTTAATGTAAC
TGATAGTCAGGATGAAGAAGGAAACCAACATGAAGAATCAACATCAACTACAGATGAAGA
GACTGACCCACAGAACAGAGATCAGAGGAAGATAAGAGACAGAAGTCATGTCCAAAGTGT
GGACACTTCTCACATTT



>BJ009156 ID   BJ009156   standard; mRNA; EST; 422 BP.
ATTCGGCACGAGGAAACACTTAGCAGCCGTTCGGGTCGTGGGACCAAGGCTTAAGTTTGA
GTTTAAAGTCTGAATCGGACGTCTGTGATCAGTTTTCAGATCCTGTCTAATAAGTTTTGT
CTTCCTTCTTCTTATCATCAATTTCTTCCTCATCAGATCAGTTACTGAACTTACCAATCA
CATGTCCTCCAAATTAACTGCATGACTGACCCGTTACCGAGCCAGATCATGCATGAGTAC
CGACCCCTCCCCCGTGACAGACGAGTGTTGTGCTTGGCTCATGTGTAAGGCAATGTGGTC
GTGTTCTAGGCCTCGGCTCACGGGCAGGTAAAGGGCACTCACGGCTATGACACTCGGGAG
AAAAGTTTGAGTGCTGCAGGTGGGTCCACACTTGAAGACATACACACAACACAACGGTTT
GG
>BJ009179 ID   BJ009179   standard; mRNA; EST; 533 BP.
GCTTACTCGCTCTACCCCCAGNATTGTGTGAGGGGGAGGGCCCAGAGGCCATGTCGTACC
TTAAACTGTTCGGCCGCCACATCACTGACAGAAAGGGTGTGGTTTCAGGTATTCTGTTGG
TGACCTCCAGCAAAATCTTCTTTGACCCATTTAAGAAGCATCCGTTGGTGAAGGAGCATG
GCTGTGAGGAATACTTTCTCTCTTGCTCCATTGATAATCTGGCTTCTGTGTCCTTCTTCT
CCGATAGTTCACATGTTCACTTTAACACCACCAAGCAGAGGAAAAAAGAAAAGAATGTTT
TCCAGAGGCTGAAAAACGCCAAAAGTCGATTAGGAAGTATCCCAAAACAAACAGTGGGAG
AGTCCCTTCCTGCCTCTGCGTCTGCTTGTCCTTCTGATTTTGCTGAAAAGTTGATGGAGG
AACCGTTTGAGGAAGAGGAGGCTGAAAGCAGAGACATGGCAGAGGTTGAACAGGAGTTGG
ATGGCAACTCACCCGGGGAGCTGTCTGAGAAATCTGTGGGTGGGTTGGCGGTC
>BJ009186 ID   BJ009186   standard; mRNA; EST; 605 BP.
CATGGATGTCGTTCCCCCCCATGAGTATCAGGCACAGAACCGTGGTGCAGCTGCAGTTTC
AGCCTCTATCATCCGATGGCATCCTCCTCTACTCTGCACAGCATCTCAGTGCCAGAGCTG
GTGATTTCTTCTGCATCTCCTTGAGGTCTGGGTTTGTCCAATTACGGTACAATCTTGGGG
ATGGTACCCACATCCTGCAATCAGCTGAAAAGGTGGACTCACGAGGCAGGACCTGGCACA
CGGTTGAGGCTGGGCGAATCGGGAATGAAGGTTTCCTCAGTCTAGATGGCATCCAGGTTC
GAGAAAATGTCACCAAAGGATTGACCACCCTTGATGTGAAAACGGATATATTTGTCGGAG
GCGTGTCCTCTCTGGCTTCAGTCCCCCCCGGGGCAACAGAAGCAGACCCAGTGAGCTTCA
CTGGTGGCTTGAGAGAATTAATAGTGAATGAACAGGAACTGGAGTTAACGGACAGGGGGG
CCATTGGTGGAGCAAATGTTGGAGACTGGGATGGGACGGCCTGTGGGTACAAGGTGTGTC
AAAACGGAGGTCAATGCAAATCAATGGGCGTGGACTCATTCACATGCATTTGTCCATCAT
TGTGG
>BJ009188 ID   BJ009188   standard; mRNA; EST; 205 BP.
GGGCTTTGNGGCCGGTCGACCTGATTCATAAATTNTAAACGTTGNGTNCAAATAATCAGG
TTAACGGAGGGNGGCTGATGTTTGGNGAGGTTGACCCCCTGCCCCCCCCTCCTTTAAAGT
NTACACTTAAAAAATGNGAGGAATGTTCCCTTTTCCTGTGAAACCGTGTGTGTGTGTGTG
TGTGTGNGGGTGTGTGNGGGGCCAG
>BJ009196 ID   BJ009196   standard; mRNA; EST; 543 BP.
AGAAATAATAAAAGGGTAAATTAACATTTACAAGAAAATGCAGGAAGACACGCGCTGCCT
CAAACGCAAAGTGACGTTAGGGAGTCTGGATGTCCATCCCACAGAGAAGGCTCTGGTTGT
TCACTACGAGGTTCAGGCTGCTGTCTTAGGAGGTGGTGGAGGTCCTGTGCTTGGTGAACG
CAAAGAAGGACAAAAAATAATCCGTTTGAAGAGCCTCTCTCCTACCACAGATGTGGCAGC
GTTGGCTAAGAAAGTGGTGGAGGAGTGCAAACTCCTCCCTGCCTCCCGTTTGCCACAAGT
GGAGCAGCTCCTCTACTACCTGCAGAACAGAAAGTCCTCCCCGGTGGAGGGTAAAGTGGA
AAGGAAAGAGAAAAGACAAGTGAAGCCCAAAGATCTGACACCATTTGAAGGACTGGAGTT
AAATGAAGAAGCTAGTATAACTAAAATAGATGAGTACGTGGAGCTGCTCTATGAAGGCAT
CCCAGAAAAGATCCGAGCATCTGCTCTCATTCTGCAGCTGGCCCGTAACCCCGACAACCT
GGA
>BJ009200 ID   BJ009200   standard; mRNA; EST; 614 BP.
GGTTGAAACACGGAAAACAACAAGGCTACGGATATGTAATCTCCGCCTGGGATAGCATTA
TGAGTGAGGCGTGCCCACCCCAAGACATGGCAGAGAAACCACAGCAAGAGGAATTGAATG
GCACCTGTCAGCACAATGAAGCCTGGGGAAGCATTAAGACTGAAGCGTGCCCACCCCAAG
ACATGGCAGAGAAACCACAGCGAGAGGACTTGAATGGCACCTGTCAGCACAATGAAGAAA
ATACACTGGCTGAGCCAGCTCTGAGCTCTCAGCAAGGGCGAGGAGAAGGGGGACGGGGTG
GTTCCACGCCAACAGTCCCGCCCACAACTCAGAGGCGAATTTCAGATCTGAAGGATGGAG
AAAGCCTGCCGGGTGAAGGTGGTGAACCGGTGGACCCTATTCCTGATGAAGAGCAGCAAC
CAGAGGATACAGCTTCATCACCTTCACCTGCAAACACAGAGGAGAACGAGACGACGGGTG
TGGACGTGGCACCGGCGGGTAAAGAGTCAGCAGAAACAGACGTATCTTCAGCAGAAAACA
AAGAAGAGATCAACCACTGTGAGACGGATCATGGAGGTTGTGGAGATCGTCTGAAGGAGA
AAACTGAGGAGCCG
>BJ009203 ID   BJ009203   standard; mRNA; EST; 612 BP.
GGACAGATTNGTTTTATTTCTTAGCCCTAAATTCCACAATGGGCTTCATAATTCTAAAGG
ATCATGAAGTCAGTCATTAAATATCTTAGGTAACTGCTAAACTACAGTCAACTGGGCCTC
CAGAAAACAGATTCTGGGACAAACAGAAGAAACCTCAGGGTGTCACCATGAATATGGACT
CTGACTCCTGAAGGTGCGAGCGCTTTTCCGGCGTCCTGCCGCTCTGCCCGCCGTGTGGCC



GCCACGCTTTCCTGCTGAGCTGAATGAAGGACTTGCTGCTGCTGCTCATGTCTGACCGGG
AAGAATGTCCTGACACACGACCGTGTGTGCCGCATCAGAACGTCCAGGCCGGGGGTCAGC
AGACTGGATGCTGGACTCTAACAGTTGGCTTTACCGTTTTCTGTAATTGACTTTTACCCA
CAAAGCTCCACATCAGTTTGTTTGTGTGGTCATCTAAGCGTTTGGCACATTGAAATCTTA
ATATTTTGGGGGGGAATGACTGAAAGACTTCGTTCCTCCTGTTTTTTATTTTTTTATCTG
GGTGTTTTTCCAATCCTCTGGTTTCATAGAGTTGACTCAGCAGCTGCTGCTTCTGATCCT
TTTTTTTTTTGG
>BJ009204 ID   BJ009204   standard; mRNA; EST; 672 BP.
ACGAGGTCCGTTGCTACAGGTGCGAGTCTCTCTGAGGGGCGTGTCCTGACTGAACCTGTC
TGATAGGTGGGGGCTGATCGGCAGCGACTCGCCTTGCTGTGAGAAGCACCGCTAACAAGA
CGAGGAAGGCGCTTCGGTGACTTCGGTTTCCCTGGAAAGGCAAAGTGAAGACGGCATGAG
GACCGAAGGACACAGACCACACAATGTGAAATAACCTGGAGGAGATTTTTCTGCTGATGT
TCAACAGATGGATCGGCGATTCTAATGAGGCATTTCCAGCTCTGGAATGTACAAAATGTG
GCCGTGTTTCTCAGTATCACATATATGTGCCACATAGGTGAGTTTCTCCAACGCAGTCTC
TGCCTGCCTTTGTCTGTGACTGAGCGCTTCATGGCAATCCTATATTTGTTTAGAGCTCAA
TGCATAGGATTAGGGTCCAGCCTCTCAGCACAGACTGCAAACCGGAGAGGGAAACACAAA
GCAGGCTCTCAGGACAACAAGACTAGATTTGCCTGTCAGCAGACCGGGGGGTGGGGGGTG
ATCTCAGATTAAGAAGACAAAGGGCAGCAAGAGATTGAAAGAAGTTCGAGTACATGTTTC
CGTGCTTCATCACGCCCGTGACAGTCTTTCAGGTATTCTCGTCTAAATATCTTAAGCTGC
GTTTTGTTAAGC
>BJ009208 ID   BJ009208   standard; mRNA; EST; 663 BP.
GGCAAGAACAGGACTGAAAGATTTTCTACAGAGGTTGTGTTGCTCATGGGGTTCTGGTCC
CCCTCCTGCACACGAATGTCAGCAGCGCCGCCAGTTTTTCTGGCGAAAATGGAAAAGTTC
TTCAAGTGTTGTCCGACCAGCTGCTGTTCGGCCGTCCTATCCAGTTCCAGAGCACATAGT
GCGGCCTGACTACGTTACCTCTGGACTGGTCCCAGAATGGCCAGATTACATTGAAATAAA
AAACCAAGAGCAGATTGAAGGCCTCACCAGAGCATGTCAGCTAGCAAGACATGTGCTGCT
GCTAGCTGGAAGTAGCGTGAGTGTTGGCATGACAACAGATGAAATAGACTTCATCGTGCA
CCAGGAGACCATCAAGCACAATGCTTACCCATCCCCCCTCAGATACGGAGGTTTTCCCAA
GTCGGTCTGTACATCTGTGAATAATGTGGTCTGTCACGGCATACCTGACAGTCGGAAACT
TGAAGATGGCGATATCATCAACATAGACGTTACTGTGTATCTGGATGGTTACCATGGTGA
CACCTCAGAAACCTTCCTGATTGGTCAGGTGGATGAAGTTGGTCAGCGGCTGGTGGAGAC
GGCAAGACGCTGCAGGGATGAGGCCATAGCTGTATGCAGGCCGGGGGCACAGCTCTGCGT
TAT
>BJ009236 ID   BJ009236   standard; mRNA; EST; 205 BP.
AAACACAGTAGACAACACTCCATACCGAGAGTACGGCGGCTGGTACAAAGCCTGCAAAGT
CAACAGCCCGACAGTGAACACCACCCTGAGGAACCTGGGCGCTCTGTACCGCCGACAGGG
CAAGCTGGAGGCTGCANAGACCCTGGAGGAGTGTGCCGTGAGGTCTCGCAAGCAGGGCAT
CGACCCCATCCACCAAAGTCGTGTT
>BJ009239 ID   BJ009239   standard; mRNA; EST; 663 BP.
GCGCAAGATTTAACCGGTTTTCTGAGGCCCGCGGTTGTTTAAAGATTTCTAACGTCGACT
GATATTAAGCATTCCAAGAATGGACGGGGATGAAATGGACGTGGCAGTCAAACAAAAAAT
AAACGTAGAAGTGCACGTGAAGTCTCTAAGCACTGCCAAAATGTCTGAGGTGAAGACGCG
TGTGCAAACACTGCTGAATCGCCACAGGACGGTGTTCGGAAACTACAGATGGACAGAATT
TGATGATGAGTTCCTCTCCAGACATGTGGAATCTGTGTCTATACTTGACCTTGAGGAGAT
GATGGCACAGCCCCTTGATTTAAAGAGCTGCGCTGTCTCTATTTACATTTTTACACTGAA
TGAAGATGGACCGAGCATGCTCAGTTTAGAGGAGGAAGAGCTTTCTGCTGCAAATCATTG
GTTGCTGCCAGCAGCTGAATTTCATGGAATCTGGGAAAGTCTTGTTTATGAGACTGGAAT
CAAATCAAAGCTTCTGGACTATGTCACTACAACAATTTACTTCTCTGACAAAAATGTTGA
CAGCAACTTAATTTCATGGAATCGCGTTGTGCTGCTTCATGGACCCCCAGGCACTGGAAA
AACATCACTGTGTAAAGCTCTCGCCCAGAAACTGTCGATCCGGCTGTCCGATCGGTATTC
CTA
>BJ009256 ID   BJ009256   standard; mRNA; EST; 638 BP.
GACTTAACGGACATTGGAATGTGTAATTTTCTTAGTAATGATTTGTCATTAAAAGTGAAT
CCCACACAAAGATTAATGGAGAAAAATGGCTCGCATCTCATGGGACAGTTTAAGCTCATT
ACCGGGCATCCCCCTCAGTGTGCTGTCGGTGCCTATGGAAGATAAATACAAATGTCAGCA
ATGTCTCCAGGTCTTGAGGAAGCCCGTGCAGGCGCAATGCGGTCACCGCTTTTGTGTGCA
CTGCTTCAGGCAGCTCACCAGTTCTGGCCCAAAGCCCTGTCAAGCCTGTCGGAAGGAAGA
GATCTATGAAGAACCTATGTCTATTCTAAATAGTAGTGAGGTAAGCTATACAAGTACCAA
CTTTTTAAGTCTGGAACCTGATCCCTGTGCATTGAATGAATGCTTGTAATTTCTTTTTTT
GGCTCCTTTCCAGGCATTTCCAGACAATGCAGCTGGCAGGGAAATAGCGAGTCTTCCCGC
CAGATGTTTAAACCAAGGCTGCGACTGGACTGGATCCATTAAAGAGTATGAGGCAAAGCA
CGAAGGCCGCTGTGAATTTGAGCAGATCCAGTGCGAGGCCTGTCAGGCCCTCGTCCTGCG
TAAAGACAAGGACAGGCACAACGACAGGGAGTGTGAAG
>BJ009265 ID   BJ009265   standard; mRNA; EST; 673 BP.



GCCCCGTGAAGTCTCTTATGTGTAGACACGTATAATATAAACAATTTCCACGTTTAAATA
GCAAGTTAGCGTTAGTTTGCTGAATTTTAGTTGGCAGGATGGCGGAGATTGTGCAGCAGC
GGATCGAGGACCGGATCCCTGAGCTGGAGCAGTTAGAGAGAGTGGGACTGTTCACCAAAA
AAGAAGTCAAATCTGTTGTAAAAAGAGCCACAGCTCTGGAATATAAGCTTCACAGGCTGA
TAGTGAACAAGGAGGATTTCATTGCATACATCCAGTACGAAATCAATGTTTTAGAGCTGA
TCAAGAAGAGGAGAGCACACATACACTATAAGTTCAAACGAGAGGAGATCGAGTTCCCGA
TCATCCACCGAATACATGGCATCTTCAGAAGAGCGACAAAGAAGTGGAAGGATGATGTCC
AGCTTTGGCTTTCCCATGTTGCCTTCTGTAAGAAATGGGCCACTAAAGGGCAGCTCAGCA
GGGTGTTCTCAGCTATGCTTGCTATCCACCCTAACAAGCCAGCGTTGTGGATCATGGCCG
CAAAGAGCGAGCTGGAGGATCAAGATTCCTCTGAAAGCGCTCGACACCTCTTCCTGCGAG
CGCTGCGCTTTCACCCAAACAACAAGAAAGTCTACCAAGAGTATTTCCGGATGGAGCTGC
TGCACGCTGAGAA
>BJ009273 ID   BJ009273   standard; mRNA; EST; 660 BP.
GTCGAAGCTNGTTTCTGTCTGAGGCTAAAAACTAACCTCCAGAGTCATCGCTCCTCTTCC
AACTATAAAGGGATGGTTACATTTAGTTTAAGAGTCTCAGTGACAGCATTTACGTTTTAC
AGTGGTCCCTCATTATATCGCGGTTCACTTTTTGTGGTCTTACTATTATGCAGATTTTTT
TACTGTATTTATTTTTTCACAGTCTACTGTTTTCTTTAAGAATTTAAACAAGAGAAAAAA
GTGTGAAAATGTTCATGTCTGTCTAAGAAAAGTGTATAAAGTGTGTAGTGAGGAGTTTTA
CAGCCTTAAAACATCTGTAATCCTACTTCACTGACTTCACCTATCGCAGGTTATTTTTAC
AGTCGAACTTCCGCGATAAATGAGGTACCACTGTTTTCTACACCACTTTGTCTTATGATT
GGAAACACAAGACAAAAAAAACAGTCCATTTTCTCAAAAATCTTTTTGTTAAAAACAGTT
TCAGAAAGGAAAGTCTAAATCTGAAAAAAGAAGAGGCAGTTCTTTTAACTTGCACCAATG
TTTTCACTAAATAGAAAGGATTTAGTGGTGGCTCAATAAAATGAATTACACCAAAGTAAT
TTTTTTGTTTTTATCAATTTCATTACGTTTAAATAAAAAAAAAATGGTTTTTTTTTGGAG
>BJ009277 ID   BJ009277   standard; mRNA; EST; 569 BP.
CAGTGGACGATCTCAAGATTCAGTTGATGACCCTGCCAGCTCTTCAGGACGCCTGCATCC
CAGCCCCCGGGTTCCTGCGCGTTTGGCAGCTGGAAGGATCGAGGTTGGCCCGTATCCTGA
AGGGAAAGCAGGCCACACTCAGGAAGTTGAAGGTGGGCAGTGGTGCAGACCTCTGTGTGC
AAAACCTACTAAAAGAGGAAGATCTCGGGCCTAAACAGCTGCTGCTGAATGTGAAGATGG
GCGTACCTGGAGAGCGATGGTACTACCCTCCAGAGGAACTAGTTTGGGATGCGTCCCATG
ACTCGTCCCCGCGCTCTCTGCGCACATGCTTGGCTGCACACTTTGGCCTCTCCCCTGACT
CTCTCCTGCTGGCCAAACACCAGCCAGAAAAACACACTTGGGAAGAAATCTCCAACTGGA
CGCAACAAGTTTCCAAAAAGAAGAAGAAGAAAAAGGCGGAGTCGCTGCTTGGAGCACCGT
TCTACCTCAAAGACGGCGACACCATCGGGATCAAGAACCTTTTGGTTGACAATAACAGGG
ACTTCACCACCTCGGCGGACGAGCAGGGC
>BJ009279 ID   BJ009279   standard; mRNA; EST; 671 BP.
GGTTTGTTCTAATCGGAAAAGGTTTTCTGGTCCCATGTGCACGGGTGAATTTTAACCCGA
CCATTGATCCGATCAAGATATTCTGCCCACGTAACTGCTGCTATTGTCATTTGTTAAAGG
CACATAATTAGACCATCATTTCTAATGCATAGGTTGCTGCAGCAGATTAAGCCTCATCAA
ATAGACAAAAGAAAAAAATCCTTATTAATGGAAAAGTTAATGGGACAAATTCAGGAAATT
AAATGATGACTGACAGAATGCTCCATGGTCCTTGAATTTCTGCCTGGAATTTAATCTTTT
TGGTTTTAACCACATATTTCTATCACTCTCTCAGGTGATGAAACTTCGAATACAAACTGC
AATTTGTTGCAACTGATGGCTTTGTTCTTCAGATGTCAGTGAAACCACAAAGTCAAATTA
ACACACAAATAAACAAACTTAAATACCACGTTTAGATGTGACAAATTAGATTAACGAAAA
CGAAAATACTGGCTGCATACACCAAGAAGTGTTCAAGGAACCAGTTTTGTTCCTGTTCAC
CTCTTGGAACTTGGACTTGGAACTAAGACACAAAGGTACCAGATTGTGCCCCCTTGTGGT
TGATTAGATATCTGACAAAGAAATACTGAAATATTTTCCTCCTTTCTCATCATCAGACAC
TATGGCATCCA
>BJ009280 ID   BJ009280   standard; mRNA; EST; 422 BP.
GGTTTTAGTCGTGGCTCCTCCAAAACGATTCTGGACGACCCGTCAGTCACACTCTTCCAG
GCTGGTCTGTTTCCTGGAGCGCTGCTGTACTTCGGCTCTGACGTCAAAACAGACTTTCAC
ATTCGGAGGGAGCTGCTGAAAACGTCTGTTTTAGCCCTGCAGGCAGACCAGACCCTGACC
AGCTTCATCAGCAGCTCCTCGGCTGGACCTGATGAGCCGGTTCTACCCCCAGAACCTGCA
ACGTCTCCACAGAAACCAGAACCGACTTCACACAACCAGGCTGATAAACCTGCCAGAACC
GACCCGGGAAAGGTGCCCAAGTGGCTCAAACTTCCAGGGAAGAAGTGAAGACTGCGTGTG
AGGATGAAGACTTGCTGCTCCTTGTCTGAAGGCTTTGTGACCACAGTGGACCCCCCCCCC
CC
>BJ009292 ID   BJ009292   standard; mRNA; EST; 629 BP.
GGTCGGTCGCTGCAAAGAGTCCGGTAAGGAGGAGACGTGTAGACCACCGGAAGGCGGAGG
CTGACACCGAACCGAGCGGTCCGGAGGACGGATCCAGAACCCGCGGAGACTCGGAGGGGG
AGGCTCCGGTGTCCCCGCGGCCTGGAACCTTCTGGCTCACGCGGGTTGTTCTGCTGCGCG
CCACCGCCTTCATCTACTTGGTGGCCTTCAGCGTGGCGTTCACGCAGAACAAGCAGCTGA
TCGGCGAGCGCGGCCTGATGCCCTGCAGGGACTACCTCAACAGCGTGAAGCGCTACGTTG
GAGGGAAGATCGGCATAGCCGCCCTGGCCTACACGCCCTCCATCCTCTGGCTGATGGACT



GGAGCCGCATGGACGCCAACCTGGATGGCATCGCCGTGGTGGGGGCGGCGTTGTCGGGGT
TTGTCCTGGTGACGGGCACGGCCAACATGGTCATCATGGTGTCCCTGTGGGGGGCTCTAC
CACTCCCTGGTCAACGTGGGGCAGCTGTGGTACTCGTTCGGCTGGGAGAGTCAGCTGCTG
GAGACCGGCTTCCTGTCCGTCTTCTTGTGTCCTCTGTGGAGCCTGGAGCGCATCTCCCCC
CAGAACCCCCCCTCCACCATCAACATCTG
>BJ009295 ID   BJ009295   standard; mRNA; EST; 608 BP.
GAAAGCATTCTGGCTGCTTTGGCCCCCTTTGCCACTCTCACTCCTTCCAACATTCGCCTA
ATAAAGGACAAGCACACACACCTCAACAGGGGCTTTGCCTTTCTGCAGCTTTCCACCATA
GTGGAAGCATCTCAGCTGCTTCAGATTCTGCAGGCGCTCCAACCCCCTCTGTCTATTGAA
GGAAAGACTATTGTAGTGGAGTTTGCCAAAGGTTCCAAACGTGATGTGTTTGTGGCGGAT
GGTAGCAGAGTGAGCGCTGCGACAGTGGCCAGCACGGCCATAGCTGCGGCACAGTGGGCT
GTCTCACAGAATATTCAACAAGGACTGGGTGGAAATGTAGATGCAGCTGTATATCAGCAG
GGGGCAGCAATAACATACAGTCATGATGCGAAAGAGTACGCCGGACTCGATGGCACGACT
TTTAAGTCCCAGGCAGACGCAAGAGCTGCCAGCCTGTCAAGTACCGTACCACCGTTGACT
GCTGTCATCTCTGCGGCAGTGAAATCTGGGCCAGCAGCTGCGCAGCACACTCTTCCTTAC
AAACCGACCGTGTCCACCCCAGCTGCCACCGCGCTGATCACACAGGTTGAGATCGTGGGA
AAACCGCA
>BJ009310 ID   BJ009310   standard; mRNA; EST; 628 BP.
GCGAGGATGAAGAGGAGACTGAAGATTCAGACAGTGATAGTTCATCCTCTTCTTCATCTT
CTTCCTCATCCTCCTCTTCGCCCTCCCGTCCCTTGTTCGAGGATGATGATGATGAAGGCT
TCAGCCAGCCGGTCCCTGTCAAAAGTAAAGATGAAATCTGCTTTGAGGAGCTCCCAGCTG
TGGATGAACTGTCGGTGACCTTACCAGCAGGTGCAGAGCTACAGCCAGTGGGAACAATCT
CCAGTATTATACAGCAGCTGGTTATTGTGCAGTCGATGAAAGACACTCCTCCACTGAATG
ATGACAGCATCATCTTTAAATCTGACCGTCTGGCGGTGGGAAAGGTGTTTGAGGTTTTTG
GTCCGGTCTCCAGTCCTCTGTACATCCTGAGATTTAACTCGAATGAAGAGATCAACAGCA
AAGGTCTAACTGAGGGGATGACTGTTTATTACGCTCCGACCATCAAGGAGTACACAGAAT
ATGTTCTCCCACAACAGCTAAAACTTATGAAGGGGTCTGATGCATCTTGGAAGAATGACC
AAGAGCCACCTGAAGAGGTTTTAGATTACAGCGATGATGAGAAAGAGAAGGAAGCAAAGA
GGAAAGCAAAGAATGCCAGAAAGCCTAA
>BJ009316 ID   BJ009316   standard; mRNA; EST; 622 BP.
GGATGGGCTTCCTGCAAGTTCACCCGGATGGAGTCAAGCTGGACGAGGGCGAGTCGGAGT
TCCTGTTTCCCATCTACGCTGAAGAACTTCATTCCAGAGAGGACTCCTCTCTTGTCGCGC
ACTCATCAGAAAGTGTTTCCCTCGACGCCCGTGATGAGAACGGCAGTGTCACAGGGAGGA
TGTCTGTGGGTGCAAAACAGGCTCAAGGGCAGACCCCCAATCTGCTCATTAACTCCCACG
ATGGCAAGATGCTGTTCAGTGCAGACGGCAGCCAGGCTGTGATTGGACCGGACAAACTGC
GAGTCACAGGTCCTAAAGGAGCCTGGTTCCAGCATTCAGTGGAGGTGCCCCTGCTGAAGT
CTGAACCTCTGAAGAACTTGACGCTGGAGTGCCCCACCCGCTCCCTGACCATGGACGCAC
CGAAGGGGGTTCACATCAAAGCGCTGGCCGGAAACATTGAAGTCGCCTCCAAAATGGACG
TGGTCCTGCACTCCAGTGAAGGACTGCTGGTGCTGGATGCAGAGACGGTGCGCATGCCAC
GCCTGCCCCTGAGCAAGGAAGGGGTCTCTGGAAATGCCCAGGGTCTCTTCGAGGTCTGCG
TCTGTCCCAGCGGGAAGCTCTT
>BJ009326 ID   BJ009326   standard; mRNA; EST; 663 BP.
CTGTCGACTACAGGAAGCATAGCGCGGACCCAGCCCCCCTCCATATTAATGGGGAGCACG
TGGAGAGGGTCCACACCTTCAGGTTCCTCGGCATCATCATCTTTGCCGACCTCTCCTGGA
CAGCCAACACCACTGCCACCATCAAGAAGGCTCAGCAGCGTCTGCACTTCCTGAGGGTTC
TCAGGAAGAACAACATCAGCACCAATCTGCTGCTGACCTTCTACCAGTCATCCATCCAGA
GCCTGCTCATAAACTGCATAACAGTTTGGTTCGGCAGCTGCACAGTCGCGGATAAGGAGA
GACTGCAGAGAGTCGTAGAGACGGCTCAGAAGATCATTGGGTGCCCTCTCCCCACCCTGA
CGGACATCTACTCCGCGCGCTGTCTCACTAGGGCTAAGAACATCATTAAGGACAGTTCAC
ACCCCAGCTCAGACCTGTTCAACCGGCTGCCCTCTGGGAGGCTCTACAGAGGCATCAGAA
GCAAAACAAACAGACTCAAAAGGCAAAACCATCCTCAATTCCAAAATGCACAGATAAAAA
TCCATACTTCTGTCCACTTTGTCCACTCTGTCCACAGCGTCAACACTCTACCTCATTGCT
ACCTCTTGCACGTCTAACATGTCTACACACAAATTTTGCACAAAATTTTGCACACTAATT
TTG
>BJ009329 ID   BJ009329   standard; mRNA; EST; 384 BP.
AGGCGCTGTCGGACGGCCCGCCAAAGGAGCTGAAGATCCGCCTGATCAAAGTGGAGAGCG
GGGACCGGGAGACCTTCATCGCCTCCGAGGNGGAGGAGAAAAGGATCCCCCTGAAGGAGA
TCAGCATCAAGAACTCCGCCAGCGAAATCATCCGCTCCTGCAGGACGGCCCGGGTCAAAG
GGAAGTTCAGGGAGTCGTACCTGCTCCCGGCCTTCTCCGTCAAACCCAGCATGGATCCCA
TTCCAAGGGAGAAGCTCAACCCCCCGACGCCCAGCATCTATCTGGAAAGCAAGAGGGACG
CCTTCTCCCCGGTGCTGCTGCAGTTCTGTACGGATTCCAAGAATCCCGTTACGGTCATCA
GAGGACTGGCTGGATCTCTTCGAC
>BJ009358 ID   BJ009358   standard; mRNA; EST; 681 BP.
GGTTTGGTGCGGCAGTGGAACAACAAGAACAATGCCTACGGATATCTGGCAGAGAGTGAA



GGGAGCGTGGACGGGACACGAGTCATCGGCAGAAAGAAGCTGCAGCATAAGCCAGCAGGA
CTGGGCAGCACTGCGGCTGCAGGCAGACCCAGTTTCTCCAAGTCTGCTCGCCAGAAGTGG
CAAACCCTGGAGCGCAGAATAATGGACATTGTCATGCAGAGAATGACAATCTCTAATGTT
GAAGCTGACATGGATCGCCTCATCAAAAAGCGAGAGGAGCTGACCGTCCAGCAGGAAGCA
CTCTCACACAAGAGGGAAGTGCTGATGGCAGACGGGGAGGGCCCAGAGGCCGAGGACCGT
CTCCTACTGGAAGTCAGTGAGGAGCTGGAAGTGCTGAACGCCAACATAGACTACATCAAC
GACAGCCTGTCTGACTGCCAGGCCACGATTGTACAGATAGAGGAGACCAAGGATGAGCTG
GACTCAGTGGATACTTCCGTGGTAATCAGCTCCTGCTCCCTGGCTGAAGCACGCCACCTT
CTGGACCACTTCTTAAAGGCTTCTATTGACAAAAGTTTACAGGTAGCTCAGAAGGAGGCT
CAAATCCGACTGCTGGAGGGTCAGCTGAGACAGACGGATGTGATTGGCTCGTCTCACAAT
CATATGATCCTGGATGCTCTC
>BJ009374 ID   BJ009374   standard; mRNA; EST; 152 BP.
GCTGCAGCCTCCGTGTGTGGCTCACTTAACCGTTCTTGCATTTGGGTTGTCTGCGGGGAG
AAAATTGGCAAAGCGGTAAAAATATCAAGGTCGTAGACCGCTCGGTGAACCCTCAGGGCA
AAAATGTTCATGCACATTTTTTTTTTTTNTAC
>BJ009378 ID   BJ009378   standard; mRNA; EST; 127 BP.
GAGCCCTGAAACTCCGNATATGCCAGTTTCTGGAAAAAAGAAAAAGAAAAAAGCTGCAGA
GTAAAGGCTGAAGTGACTTGACCCCCCCCCCCCCCCCCNTTTTTTTTNGNCNNNTTTTTT
TTTTTTT
>BJ009403 ID   BJ009403   standard; mRNA; EST; 564 BP.
GCCTGCCTAAACATTGTTGAAAGGTATGATCCAAAGGAGAACAAATGGACCCGAGTGGCC
TCCATGAGCACCAGGAGACTGGGGGTTGCCGTTGCTGTCTTGGGAGGATTTCTTTATGCT
GTTGGGGGGTCTGATGGGACATCTCCGTTAAATACAGTGGAGAGATACAACCCACAAGAG
AACCGCTGGCACACCGTGTCTCCCATGGGAACCCGGAGGAAGCACCTCGGCTGTGCCGTC
TACCAAGACATGATTTACTCCGTCGGTGGGAGAGACGACACCACGGAGCTGAGCAGCGCA
GAGCGATACAACCCTCGGACAAACCAGTGGTCTCCTGTCGTTGCCATGACGTCCAGGCGG
AGTGGGGTGGGTTTGGCCGTGGTGAACGGGCAGCTGATGGCAGTCGGAGGCTTTGATGGG
ACGACGTATTTAAAAACCATAGAAGTCTACGACCCAGATGCCAACACATGGAGGTTGTAC
GGAGGGATGAACTACCGCCGGTTAGGTGGAGGGGTTTGGTGTCATCAAAATGACTCACTG
TGAATCTCACATATGGTAACACCG
>BJ009425 ID   BJ009425   standard; mRNA; EST; 631 BP.
GTGATCGCCGTTTAGGGGCTCCCAATCTCAATGTAACATTCAACAAGAAGAACCAGAACG
AGGGCAAGAGAAAACTAAGTCAAACAGAACAGGACATTAATAGCAACACATCTAATGGGA
CTGGCAGTGCTGGTCCTGAATATTTTCAAAGCAGCACTTCCCAGAACAGCCAGATGCCTG
GCACCGGGAATAGCAACTCTAAGCCTGCAAGTCAAAGTCAGACGGTGCAGGGGGAAGCCA
GTGCCCTCTCCCCAAACTACAACATGGACGCTACCCCGTGCAGTGAGGGTAAGACAACAA
CAGGGAATGGGAGAGGGAGAGGGAGGAGAAAAAGAGACAGTGGACATGTCAGCCCTGGAA
TTTTTTTTTCCTCTGATAATGGAAACCCTGTTGTGAGTCCAGGCCAGCAGACCCCCTCAG
CTGGCCTTGGGGAGAGGGGTGGGGGTACACCCCATGAGAAACACCTCCAGTCCCCGTCTT
GGGGCAAAGGAGGCGACTTAATTTTGGGGGACCAGGCTGATCTCATGTCGTCTTTAGACA
GTGGCATTCAAAGTGTTGCTGCCAAGTCTGACAGTAGTTCACCTAGAGTGGACTTTCCTG
ACGATGTCAGCACCCACTACGGCAACGAGGA
>BJ009430 ID   BJ009430   standard; mRNA; EST; 574 BP.
GGAGAACTAGTCTCGAGTTTTTTTTTTATGTGGTTTTCTTAGAGGCTGAGGGTTTACCAC
CTGCAAACCCCCCCTNTAAACCTACCTTGAACTGTAGCAAGCTGCCAGGAGGGGATCGCT
GCTTTTTGACCTGCAAGTCTCAAGTTCACTTCAGCAGCGGGACAGAGGATTCCTACACGG
NGACCTGTGGAAGGCCCCTGCCCTGCTTGGCTGACAGACAAAAGGACAGCAATGGCTTGT
ATTGCTTAGGTCCAGGAAAACACAGNGTTTCCCGGATTAAAACCACTGCCACCTTCAAGT
CTGGCACTGCAAAGTGCAACCTGAAAAGAAGTCCGGAAAAGCTCTGGGAGAACGTGAACT
CTGCACGTTCAGGTNCAGAAGTTATCACACTGAAAAGCTGTCAGACACCAGACTTTGATG
ACAGATACACAAGGATTAGAACTGAAGCTNTTTTATGTTTAGCAGTTANAAAAAATTTTG
GGTTTACTGAAAGCTGACAGCATGTGAANAAGATAAAGCAGGTCTGAAAGCTGCTTCAAA
GAACACAACAAACTGAGGGAAAATTGGAAAGACT
>BJ009436 ID   BJ009436   standard; mRNA; EST; 623 BP.
GGAGACATCGACGGAAAACCGAAGCAGGCTCCGGATTCTCCGCTTTTGAAACGAAACGTA
GGAACAAAACCTAAAAAAAAGAAAGATGAGCACCAAGAGGAAGGCCGCCGGTCACCCGAG
GACAGGAGACCGAGTCCACATCATGAAGTCCAGAACCTCTCGGCCGGATTCCGAGAGAGA
CTCCGGGTTCTCCGATGCCAGTTCAGAGCAGACGAGCTCCATGGACACCACCGACTCCGA
GGATTCCCCTCATCCAGCGGTCAGACAAGGTCACCGGAGTGCCGGGTCAGTGTCCTCTGG
GTTGGCTGTGGTGGGGGGGTCCTACTCCAGCCTTTCTCCAATGATCATCATGAACAACGT
CCTTCTCAAGCAGCCTGCGGATAATCCTCCAGCTATGAAGCCTTGGGGCGTAAATCCCAC
AGTAAAGGTGGTGCAGCCGGTGGTGCAGCAGCCTCCGTTCGTGTTCATCCAGCCTGTGGT
CTCTGGCCAAACCTCCTCCGCTTCCAAAGAGTGCACTTCAAGACGCAAACGCTCCAAGAA
GTACCTCCCCATTCTGAAATCCTACCCCAAGATCGCCCCATATCCACGTGACTCCAGTGG



TTCTTCCGGGAGAGGAGCTGCTT
>BJ009451 ID   BJ009451   standard; mRNA; EST; 682 BP.
GGAGAGACGAGGGCTGCTCCCTAACGCCCCTGCCCAGTCTGCTGCCTAAACACACCTCAC
ACACATTCCGCACCATGGCTGCCACGGACGTAGACGTCTTTTCGAATGAAGAGAAGCGAA
ACCTCAGCTTGGGTGGCCATGTTGGATTTGACAGCCTTCCTGACCAATTGGTCAGTAAAT
CGGTCACGCAGGGTTTTTGTTTCAACATTCTGTGTGTAGGTGAGACTGGGATTGGAAAAT
CCACGTTAATGAATACTCTCTTTAACACCATGTTTGAAAACGAAGAGGCGAGCCACTACC
AGAACGGTGTCTATCTAAGGCCAAGAACATATGATCTGCAAGAAAGTAGTGTTCACCTCA
AACTAACTATCGTTGACACTGTTGGCTTTGGTGACCAGATCAACAAAGATGAGAGCTACA
AGCCCATCGTTGACTACATTGACACTCAGTTTGAAAACTATCTTCAGGAGGAGCTGAAGA
TCAAACGATCCCTGTTTAACTATCATGACACCAGGATCCACATCTGTCTGTATTTCATTG
CCCCAACGGGACACTCCCTCAAGTCCCTGGACCTTGTGACTATGAAGAAACTGGATAGCA
AGGTCAACATAATTCCTCCATGAACGCACATCTGCCATTTGCTGTGGTTGGAAGCGTGGA
AGAGGTCAAAGTGGGGAACAAA
>BJ009457 ID   BJ009457   standard; mRNA; EST; 601 BP.
GAATNCTTTGCCTGCTACAGACCTGCTACAGATCTCTTCCTCCAGCTGCTGGATTTGGAT
AAAGTGGATGATGCCAAATTCATGCTGGCTCGCTGTAACGCCTTGGCTGAACAGAAGGAC
ATCTTGTTGTCTTTTGTGTCTCAAAAGGCCCAAAGTCCAGGACAGGTAAGGTCATACCTG
TCTTTTTTCTCTTTAATATCAGTATTTTGAAGACATAATTTATGTTCAGTACTATTGGGT
ACCTCTGATCTGCACTGTAAGTAAAAAAAGACTCATAGCTAAAGCTGCACAATACATTTT
ACACAACAATAAAATAGGAAAAAATCTTTGATTTGTAAAGGCTTCTCTTCATAGCTCCAT
CAGTGACCTAGTCAGGCTTTTCTTTGTTTTTAAATCAATACTTTCTAAAAAGCTGCTTTT
TTTAAGTTTTGTTTATAAAAAATCGTATTGCCTTTCAAAGCTTAATGAGACCTATAAACA
GAAATGTTGTTTTTACAAGCAAACATTTCTCAAAATAGTATCTTTTTGGGAGAATATTGC
AACTTCTTTTTTGCTCAGACGACAACAGATCGTGTTTCAATCTGGCCACATCATTTTCCA
C
>BJ009473 ID   BJ009473   standard; mRNA; EST; 114 BP.
ATTCGGCACGAGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
>BJ009481 ID   BJ009481   standard; mRNA; EST; 586 BP.
CATCAACCCGGCAGGTTCAGATCCAGAACAAGTCCTCCAGAGAGCTGAACTTTGACCTGT
CCTGGCCGGCTCACTGCCTCACCGTCACTCCTCAGCACGGCCTCATCCAGCCGCAGGGCC
ACTTGCAGATTTTGATCAGCCCCAACCCCTCGCTGGCCTCCAGAGCTGCCCTGCTGCCGT
GGAGCGGGCAGATCTATGTGGGGAGTGGTGGTCAGCAGAAGTTCATCAAGGTGCAAATCC
GGAAGGACCTGGCTCTGGATGCTTCTGTGACTCCAGCAGATAAGACTCTGTCAGCTTTGC
TCGCACAGTCCGCCACCCCGGTGGCCCCGCCTAGCACGCAGTCCACGCTGACCTCACACT
CATCTCAGACGCACACCGCTCTGGTGGAAATCCCAAACAAGACGGTGGTCTTTCCTGCTA
CTCTTACTGGAGAAACTACAGAGACCCAGCTGGAGGTGCAGAACAGAGATGTGGAAGTGA
GGTGGTACCTGTCATCGTTTGCCCCCCCCTATGTTAAGGGAGTGGATGACTCTGAAGATG
TGTACAGAGCCACCTACACAGCGTTTAGATGTTCTCGAGTGTCAGG
>BJ009497 ID   BJ009497   standard; mRNA; EST; 576 BP.
GTTTTTATGCTCTTTGGACCCCACCTCTTGTTATTTCATTGGATGTGTAATATTTTTCCT
TTATCCTCTTAATTTTTTTCTGCCTCGTCGCCGGGATTTCTTGAGCGCTCGTGGGTTTTG
ACGCGCGTCCGCGCTTTGACGCATTATGGATCATTATCCTGGAGGTGTTTTCTTCCTTTT
ATTCATCGCCTTTACGGTGACCTGCAGCGAAACAGCGGGTTTCCTCCCTGCACCCACAAA
CATTAGATACGAGTGGCTCGACCCTTTTATTTTGCAAGTGACCTGGTCTTGGCAAAGACC
CGCCGGTCTGCCCCCCGACTGCAAACCTGTGTTCTGGATTGAAGATCTGACAAAGAAGCA
TGCACAGGTGTCGATGGAAGGGTCAGTGGAATGGAATGTGAGCCGGACCTACAGCCAGCG
TTACCTCTCAGAGGACTTGAGATCCGGTCCGTTGAGTTTCAGCGTGGCGGCGGAGTGCTC
CGATCCCCAACGCAAAAGCCAAGCTGCAAAAATCACCATCCAAACAAAGAAGCCCCACGT
GCCGATCGTGGAGAACTTCAAATGCTTTGAGGACCA
>BJ009499 ID   BJ009499   standard; mRNA; EST; 636 BP.
GGAATTCGGCACGAGGCCGCTTAACCTCACATCTCTTGCCCGCGCGCTTTCTCAACCGAA
TTTGGCCAATGTGTACGATCTTAGCCCCCCGAATCCTCAGCTACGTCCGTGCCGACGGAG
GAAGCTGTCCAGCTGCAGCTCGGTGGAGAGAAGCGACTCGGTCACCTCCCCGGGCGTCGG
AGAATCCCGGGTCCTGGTTCTCAACACCGGAGGCACCATCGGGATGACGCTGCATGATAA
CGTTCTTGCCCCCAAAGCCAATACTCTGGTGCAAAGCCTGCGCAAGCTGCCCATCCTCCA
CGATGAGCTGTATGCCCAGCAAACCTGCCTGTATGAGTACTATGGATCTGAGAACAGCCT
GGTCCTACCGCTGAGTAAATCAAATAAAAGGATAATCTACACCATTATGGAGTACAGCCC
TTTGCTGGATTCTTCCAACATGACCACAGACGATTGGGGAAGAATAGGAAAAGACATTGA
GAAAAACTACGAACACTACGATGGATTTGTGATCCTTCACGGCACAGACACCATGGCTTA
CACAGCCTCTGCCTTGTCCTTCATGTGCGAGCATTTGGGCAAGCCGATTGTTCTCACCGG
TTCTCAGGTGCCCATTTACGAGCTCAAGAATGACGG
>BJ009505 ID   BJ009505   standard; mRNA; EST; 562 BP.



GGTTTTTTAGGGACACTTTAGGCACCGAAAATGACTTGTTGATTTGACCACTAACGCAGT
GAACGTTATTTTTTTTCCAATAACTATCAACGCGGTGCTCAGGTTTCAAGGTAGGAAAAC
GTTCGTGCTCGGAAACTTCGAGAGGATGTCCGAGTCTCATGACAGCCGCACGAAAACGTT
AAATTTCAACGTGGGGGTCCTCGGACATGTCGACAGCGGGAAGACGTCGCTGGCCAGAGC
GCTGAGCAGCACCGCCTCCACGGCTGCTTTCGACAAGAACCCACAGTCCCGGGAGAGAGG
CATCACGTTAGACCTCGGCTTCTCCTCCTTCACGGTGGATTGTCCGGATCACCTGCGGGA
CGGCGGGGGCCTGAAGCCGTACGACAGTCTGCAGTTTACCCTGGTGGACTGTCCAGGCCA
CGCCTCTCTGATCCGAACAATTATCGGAGGTGCCCAGATCATAGACCTGATGATTCTGGT
GGTGGACGTGGTGAAAGGCATGCAGACTCAGACGGCAGAATGCCTGCTGATTGGAGAACT
CACCTGCCCCAGGATGGTTGTT
>BJ009509 ID   BJ009509   standard; mRNA; EST; 655 BP.
GGGAAGAGGCTGTCTTCGTTCCTTCCCTGGCCCAAACCGTCAAACGTCCGGTGTTGACCC
CCGCGGCCCGTTCACGGCCTCTCGAGGCTGAGAGTGCCCGCCTCTGGATCCCGGTGATTT
CGTTTGGCGCTTTTCTCGGTTTGGTGCGCGGCAGCCGCCGTGCTAGGAGCGCGTGGATTA
AAGAGCCTCGAAGGCCGCGCGGCCATTGCTGCGATTTGGGCCTTAATCTTTGAAGGAACT
CCGGAAAACAACGAAAAAGTCCGAGGATCCACTGCAGTCCAGCATGAAGAAAAAAGGCAG
AAACCATCGCCTGGCTGTCATAAAGCGGGACTCCTCCCCCATCAAGCCCTCCCCTAACAG
GGAGACTCTAACCTACGCTCAGGCTCAGCGCATGGTGGAGCTGGAGGTGGACGGCCGTGT
GCACAGGCTCAGCATTTATGACAAACTGGATGTAATCTCAGATGAAGACCCCATCGCCCA
GGAGATCATGGAGTGCAACAGCAACAAGGAGAACAATGACAAGTCCCCACAGGTCCCGGT
GCGCTCCGTGCGCCTGAAAAACAACCAGCAGAAGAAAAGCGCAGCCCTCACCACCTCGCA
CAGCGCTAGCTCCGGCAGCTTGCTGGAGCCCAAGGTCCGGCAGGTGGAGTACAAC
>BJ009510 ID   BJ009510   standard; mRNA; EST; 619 BP.
GGATCGCACAGAACTGGTGGCGCCGCGGACATTCATTCTTTGACATCGGTCAAAGAACTA
GGCTGAAAATTCAAAAATGTCGTCTCTATCTTCATCCTGTAAAACCGCCCACCCCTCGCC
TTCAGTCAGAGAGCACCCTGGTGACTCGGTTGAGCTGATTCTGACACCGAGTGGGTCCGT
GACGCAGGATCAGGGGCAGATGTTGAGCTCAGACCTTGGTCTGATCGACATGACGGAGGC
TGAGTTTTCGGACCTTCAGCACTTCATCCGCTGGCGCGCAGAGGCTCAGGCGGGGCCTGT
GGAAGGCCCGGACACCCGGCCCCGCTCAGCCGGAGTGGTGGTCAAAGGTGCTGCTAACTC
TACGGTGGTTTCTCCCCTCAAATCCACTCAAGCCATCGACCTGTCAGTTTCAAGCGACGA
CCACTGCCTGCTGACGTCGGTGGAAAAGACTCCGTCCCACGGAGAGGTCCCAGGATCCGT
GCTGGCCAGGATCAATAGGGAGGATAGCCCGGCGACGCCTCTTGGCAAGTTCAGGAGAAT
TTCACCGAAGGAATCCTTGTCCAGTGCCAGAGTTTGTCTCGAGAAGAGATTTAACAGCAT
GTGTCCCGATACCACGGGA
>BJ009513 ID   BJ009513   standard; mRNA; EST; 673 BP.
ATTCGGCACGAGGATTTGAAGAAAGCTGTGAGTGCAAAAGAACAAATTGAGTCTGCCCAA
GCCCTTTCCTCTCCACAGACTCTGAAGCCAGATCAGAAGATCTCTGTCGGTGACCTCATT
TTTCTCAAGGCCGTTCAACGGACTGTTTGGTCACAACCCAGGTGGACAGGACCTTTCAAA
GTTCTCCTCGCCACACCAACGGCAGTCCGCATTGCTGAGCAACCCTCCTGGATTCACGTA
AGCCACTGTAAATTACTGAGAGCCTACGAGACTGACATTGTGAGACACTCCACTGACTAA
ACTCCCGCTGAGAGCCCTGACACTGCCCCTGGCTGAAGAGCGCCCTCTGGAGTGTCTCCC
CTGACGTTGCTCTCCCCCAGCTACAGTGAGCTTTGAACCAGCTGACATGGGTCCGCCTCC
CCCTCGTGTTTTCATCTGCCTGTGGTCTGCCCTGCTGCTCCTGTGCGCTCTCACCCTTTT
TCTCTGGTACTATGAGACTGGTCCACAAACCCACTCCCACTCCGAACCGACAGTGATGCC
AACGACGCCTGAATGGATTCCCAGAGTTAAGAGATTTTTAGTGGATCCCATTGATCATCA
GGACAATTACTGGTTTCAGACGGTTAACCTCACAGCTTCTTCTTACAATGTCACTGATTG
CTATGTTTGCTCT
>BJ009521 ID   BJ009521   standard; mRNA; EST; 625 BP.
GAAACGAGACCCCTGCAGACCTGCGGATTAACCTGCACTGTTTTGGACAGCTTTACGGCA
GAACCCACAAATGAAAGGTGCGAGTTGGATCCAAATCAACCTGCAGATGACCTGCTCCTG
TCTTCAGCAGGACAGGAGCGGCGAAAGGCCTCCCACTCTTCCCGCAAGGCACTGGGGCAT
ACCGCATGGTGCCTCCCGGGACTGAGCACCCAGTCCGACTCTAATAAGCCCCAAAAATGT
GTCGACAAAACCAGCAGCGTGAAAGAACCATCTCCCAACAAAAAGATTAAGGTCGAGTTG
GATGAATCCACCGTGGCCCCCCATTTGGACAGTGGCAGAACAGCTGGGACACCCCCCTTT
AACCTCTGCAATGTGAAAGTTAAAGTGGAGGAAAACTGTGACGAATATGAATATCAGAGC
CAGACCACTGTGGTCAAATGTAAAAGAGATAAGACAGAGGGGGGGAATGGTCAGAGTCCC
GCCATCAAACAAGGAGACTTTTTTAAAAGCGGGATTAAAGTCACTGAGAAAAGCCCTGAT
GTGGCCCCCAGGTCCCCCTGCGGTCCTCAGGAATGCAGGAGTAAGCAGGATTCCCCTTGT
CTCGAGGAGGGGGAGCTCAAGAACA
>BJ009525 ID   BJ009525   standard; mRNA; EST; 488 BP.
GACTCGCTGAGGTGGCAGGTGACCGGCTACCGTGCCCCACGCGGGTCACGTGAACGAGCA
CGGGGCACGATGGCGGCCCGGTGCACCCCACCCGGAGCCTCGCCGCTGGGGGAACTCGCA
GAAAGTCCCGGAAAACGGAATTCCTCCGATGAAAACGGGCACAGTCCGGAGGAGGCGCTA
GCCCCCACCTCCGTGATTTACTTCAGGGAGGCGCTGACCCCCGCCGCCGCGAGGCTCGGA



CAGCCCGGGACCCCCGTCCCGGTACCGCAGTATGACTTCCAGATTGAGAGGATCGAGTCG
AAGCGAAGAGATCCTAAGGATCCAGTCGCAATCGAGCGGCTCAACCTGATGAACATGGCC
AAGCTGAGCATCAAAGGCCTGATCGAGTCCGCCCTGAACCTGGGACGCACGCTGGACTCG
GATTACGCGCCGCTGCAGCAGTTCTTCGTGGTGATGGAGCACTGCCTGAAGCACGGGCTG
AAGACTAA
>BJ009526 ID   BJ009526   standard; mRNA; EST; 576 BP.
CATGCACCGCGCACAGGTGATCTGTTCAGCGCCGGGTCTGCGCTGCTTTTGCACTGTAAT
GTTGTCAGTTGCGTTATAAGATAAAAAAATAGTCATCTCAGGAATAATTTTTACAACGAT
GACTTAAAACAGAATCGTATCGCCATAAAGGGGTCTTTTACTGTGAAAATGAAACATTAG
ACGCGTTGAAGGCTCTGATCGTTTGACGATGTTAACCCCGTCCGGGTGTCGGTGCTTGTC
TGCCGGCTTGTGATGTTCCGGGTGTCCCGGCTCCTCAGGGCGCTTCAGAGGACAGTTTGC
AGCGTTAACGACGACATGCCGAAGGGGAAGTTTTTCTACGCGGTCAGGAAAGGCTTCAAG
CCGGGAGTCTACAGCTCATGGTGAGGCTAACGCTGCTCGTCAAGCACTCCACTTTGTTGT
TGTTCAGTTTTTCTATTCAGACTCTGACTTGAAAACAAGAATACAGTCTGGTTTGGTGGA
GGTGCACTGCTGTTTGGCAGCAGGCTACTCTTAATGAGCAATGCTCCCGTTAATCCTGAA
CTCAGGGATGAATGCAGGAGCCAAGTGGAGAAATTC
>BJ009536 ID   BJ009536   standard; mRNA; EST; 575 BP.
TTCGGCACGAGGTGGTTATGGGGAGCTGAGATGGGAGCAAATGAACATCAAGTGTGCATT
GGAAATGAGGCAGTGTGGGGCAGAGAGAGTGCTGATGGTGAAGAAGCTCTTCTTGGTATG
GATCTAGTCAGGCTTGGACTTGAAAGAGCTGATACAGCTGAGAAAGCTGTGACTGTTATA
ACTGAGCTGCTGGAGAAGTACGGTCAGGGAGGATCATGCTTGGAGGATGAATGTAGCTTC
ACCTATCACAACAGCTTCCTCATATCAGACAGGGTTGAGGCTTGGCTGTTGGAAACATCT
GGGACGTACTGGGCAGCAGAGAAAATTCAAGGTGGAAATCGCAACATCTCAAACCAGTAT
TGCATTACCACCAAGATCGACAAGGAGCATCCAGGAATGCGGGAGTATGCCCGAAGCAAT
GGCTGGTGGGACGGAAAGACTGGGTTCAACTTTGCCACAGTCTACTCCTATTTGACCACA
GCCAGAATCGAGTCTGCTGGAAGCCGATACTGTGAGGGAAAGAAACTGTTGGAACAAAGG
AACGGTCACATCACTGCAGAAGTTATGATGCAAAT
>BJ009543 ID   BJ009543   standard; mRNA; EST; 598 BP.
GCTCAATCTGTGGACATTGAACGCTTGGACCTGGAGTGCCAGTTTAACAACACCGACCAT
CGGACTGATCTGAACGGCGTGGACAGGCTCATCGTGAGGAGAGGCCAGCCCTTCACCATC
AGCCTGTACCTGCGCTCGGGAAGCTTCCAGCCTGGCGTCAGCTCCCTCAGCTTTGTAGCA
GAAACAGGTCCTCAACCCTCTGAGCAGTATGGCACCAGAGCCTCCTTTGGACTGTCTCCA
GACGTCGACACTTCCCGCTGGAGCGCTGCAGTCACCAGTCCTCCTGGAGACATGGTGGCC
CTGCAAATCTGCTCCTCCCCCAATGCACCCATTGGCCGCTACACCCTGACTGTGGGACAG
TCGAAGATTGAATTTATACTGCTCTTTAACCCTTGGTGCCCAGCGGATGACGTGTTTCTG
GACGATGAGAAGAGTTTGGAAGAGTATGTCTTGTCACAGGATGGAATCATCTTTCGAGGG
AGCCACCAGTTTCCTCAACCCACACCCTGGAATTTTGGCCAGTTTGAAAGTGGAATCCTG
GATATCTGTCTGAGGATTCTGGATTCCAACCCTAAGTACTTGCGTAATCCGGGAAAAG
>BJ009552 ID   BJ009552   standard; mRNA; EST; 573 BP.
AATTCGGCACGAGGCGACATGCCTGACCGGTGTTTGTAGCTGAGCTACTCTCTGATNACC
AAGACAGTACATTGGACCACCAGCTGGTGTCAGAAGGATTGATGGTGACAGAAGCCAACT
CAGAGACCATCATTCATCAACAGTTGCCAAATGAGGGTGTTCCTTTACAGACAGACGAGG
ATGATGATGGAAGAAGCAGCTCAGAGGATTACCTTATGATCTCCCTTGATGAGGTGGGAG
AGAAGTTGGACATAGGAGACACTCCCCTGGAGATCAGTACTGAGGTAATGGACAAGGAAA
TCAAAGAGGAGGAAGAGTCTGAGGTCATCAAGGTTTACATCTTTAAAGCTGAAGCAGACG
ATGACTTAGGCAAGTGACCTTAAATCTGCTGTCTTTTCCTTTTTCTGTTAGTCAAAATTG
AGGGTTGATAAAGTGGGAGAAAAAACCTCTTTCTATTTTTAGGAGGAACAGAGGTGATAA
CAGAAGATGATTACCAAAATGGCCATCCTGACCTGGAAGCAGCTTCCTCAGGCAGGCTGG
GAGTTGGCCGGGACAAGATGGTCTACATGGCTA
>BJ009564 ID   BJ009564   standard; mRNA; EST; 526 BP.
GGTTGAACTGGTGTGAAACTGAGTTCTGTGATGGAGCTTTGCTCTTACTCAGCCTGTACC
TGATCGTTAGTTTCTTTGCATCTGGTCTGAAACACAGCGACACTGACGGAGATCCTCCAC
GAAGAACCATGGCGGACAGCATAATCATTAGGGTTCAATCCCCTGATGGAATGAGAAAAA
TTCCTTCTACCAAGAGGGAGACGGCAGCTGCTTTTCTAAAAAAGGTGGCCAAAGAATTTG
GCTTTAATTCCAATGGATTCTCAGTTTATCTGAACCGCAACAAGACCGGAGAGATCCTGT
CTCAGAACAAAACCCTCAGCTTACTCAAGATTAAGCATGGGGACATGTTGTTTCTGTTCC
CGTCTACATCTTCTTCCTCCGGGGAAAAAATGGATACAGCCATCCCGCACTCGTCTTCAT
CACTACCGTCTCTCTCCTCCTCCTCTTCGTCATCCTCCTTGATCCCTCGGTCCTCCTCGG
CCCCCCAGGTCCAGGAGGACGAGATCGATCAGTATCTGGCTAAGCA
>BJ009581 ID   BJ009581   standard; mRNA; EST; 689 BP.
GGGACTGCATCGGCGGAGAGTTTGAAGGAGCGGAGGAGGTCCCCATGGAGAGCGTGCTGC
AGCACTTGAGCGGCCTGGACGACGAAACCAAAGGAAACGGCGTCCTTGAATACAGTGACG
ACACAGCAATGACTCGTTGTGTGGTTCAGTCTCTTCTCACTCGAGCGGGGTTTGATGAAC
AGGACCTGGCTCGCAGGTTTGCAAAGGAGTATAGTACCTCCCCAGGTCGTGGGTATGGTA



ACGGAGTGATACAGGTATTGAAAAAGCTCTCATCGTTCCAGCTTAGTGACGTATATCAGC
CAGCCAGAGATCAGTTTAATGGTCGGGGATCCTTTGGCAATGGAGGGGCCATGAGGACGG
CGCCCTTTGCTCTGACATTTCCTGACAGGGCGGATGTTAAAAGGTTTGCCCGTCTTGGTG
CCATGTTGACACACTCCTGCTCCTTGGGCTACAACGGAGCAATCCTGCAGGCCTTAGCTG
TTCATTTTTCCCTGCAAGGTGCGCTAGACCTGCCTCTGCAGTTCATAAACGATCTTATTG
CAGAGATGGAGGAAGTGGAGGACAACAAAGAGGCACGCAATGATGCAAGGATCTTAAAGG
AAGCAGAAAAGCCTTTCTGTGAGCGTCTTCACAGAGTCAGAGACCTGATGAACAGAAGCA
AAGTCAGCATAGAGGAAGTCATCTCTGAA
>BJ009589 ID   BJ009589   standard; mRNA; EST; 564 BP.
CTACATTGCACCCATGCGCTCGCTTGTACAAGAGATGGTGGGAAGTTTTAGTAAGCGATT
GGCAAGTTACGGCATCACCGTGTCTGAGCTGACAGGAGACCACCAACTCTGTAAAGAGGA
GATCAACGCCACTCAGATCATTGTCTGCACCCCAGAAAAGTGGGATATCATTACTCGGAA
AGGGGGAGAACGTACTTACACTCAGCTAGTGCGCCTCATCATCATTGATGAAATTCACCT
GCTGCACGATGACCGTGGTCCTGTGCTGGAATCCCTGATCGCAAGGACCATTCGCAATGT
GGAGCTGACCCAAGACGATGTCCGCCTGTTGGGTCTCAGTGCCACACTACCCAACTACGA
AGATGTGGCAACGTGCCTGCGCGTGGATCCTGCAAAGGGACTGTTCTACTTTGACAACAG
TTTCCGCCCTGTGCCCCTGGAGCAGACTTATGTTGGCATCACAGAGAAGAAAGCCATCAA
GCGTTTCCAGATCATGAACGAGATTGTTTATGAAAAAATCATGGAGCATGCTGGGAAGAA
CCAGGTGCTTGTATTCGTTCACTC
>BJ009607 ID   BJ009607   standard; mRNA; EST; 622 BP.
ATTCTGTGCATTCATCTGAAGCGCTTCCGGCACGAAGTCATGTATTCGTTTAAGATAAGC
AGCCACGTTTCCTTCCCGCTGGAGGGTCTTGACATGCGGCCTTTCCTGGCCAAAGAGAGC
CCGTCTCAGGTCACCACTTATGATCTGCTGTCAGTCATTTGCCACCACGGCACGGCAGGA
AGTGGACACTACATAGCTTACTGTCAGAATGTAATAAATGGACAGTGGTATGAGTTTGAT
GACCAGTATGTCACAGAAGTCCATGAGACGGTGGTGCAGAACGCAGAGGCCTATGTGTTG
TTCTATAGGAAGAGTAGCGACGAGGCGGTCCGAGAAAGGCAGAAGGTGGTGGCTTTAGCC
AATATGAAGGAGCCCAGTCTGCTGCAGTTTTACATCTCCAGAGAGTGGCTCAACAAGTTC
AACACCTTTGCAGAACCGGGCCCGATCAGCAATCAGACGTTTCTTTGTCAGCACCGAGGC
ATTCCTCCGAATAAGTACCACTACATAGATGATCTGGTGGTGATTGTCCCCCAGAATGTG
TGGGAATATCTTTACAACAGTTTTGGGGGGGGTCCAGCAGTCAACCACCTGTACATTTGT
GGCATCTGTCAGGTAGAGATCG
>BJ009612 ID   BJ009612   standard; mRNA; EST; 568 BP.
GCTGCTGCAGGCTGCAGATGAAGAGGTAAGGGGGATGAAGCTGAAGACGTCTCGGCTCTG
CATCAGCTGAGAGATCAGTGAAGGAGGTGGCAGCATGGCGGCTCTCACCGCGTCTCTGCT
GCTGCTGCTGCTGACCATCGTGCCAACAGGCTGTGCTCGCTCCCTGGTTGCAGTAAACTC
TGGAGTGCAAGTGGCCAGAGGCCGCATGATTTACGTCACAAAGTCTGAGCTGAGCTTCGT
CACCGACGTGGATGCCGACTGCAAAGTGGAAGTGGTGTTGAACGAACCAGTGACACAGAG
AGTGGGGAAGCTGAGCCCACAGGTGTTTGACTGCAACTTCCTGGAGGATGAGGTAAAGTA
CATCCACAACGGCAGTCCTCTGCTGGATGAGGACACTGTGATGCTGAGAGTCTATAGCTT
CAGATCCGTGGACACGCAGGTGGAGGTGGTGATTTTCAAGATCCAGGTGGTAGACGTTCA
GTCTGGTGTCGTGACGCTAGGCAGCACGCCACTTGTGGTTCCTCAGTTCTTGGGTTTATC
TAACGCCATCAATAGCTCCATGTTGACC
>BJ009621 ID   BJ009621   standard; mRNA; EST; 613 BP.
GTAAGCATCCTCGTTTGACAGCTCACTCATGTGGGGGCTGTCAGAGAACACACTTATTTT
CTTAGACACATGTATAGATTTAACTGGACTTTGACCTTTAATTTTTTAAAGGATATTTAT
GCTGGTTCCTGTGAAAATCTTATGCTAAAATGTCCTTCCTCTGCAGGGAACTGTCCAAAG
CCATTAAAAAACAGGGATGTTGTAACTCTGCGTTCCTGGCAGGTTAAGGATGACGAGTAC
ATTATTATTAACTTCTCAGTCAAACATCCGAAATACCCCGCTCAAGGTAACCTGGTCAGG
GCCGTGTCCATGTTGACCGGCTACTACATCAAGAACACTGGACCGAACAGCTGCACCTTT
ATCTACCTTTCACAAGCTGATCCCAAAGGCTCTCTCCCAAAGTGGGTGGTCAACAAAGCG
TCTCAGGTCCTTGCTCCACGGGTCCTGAAGAGTGTGCATAAGGCAGGACAGAAGTATCCA
GAGTGGAAGCAGCAGAACAAACCTAACCAGAAGCCCTGGCTGCACCCAGAGCAGAGCAGC
CTGCCCACAATGAACCCTGCTGAGCTTTCAATACAGAGGGCCGACTCGCTGGAAAATGTG
GATGAAACCTTCA
>BJ009640 ID   BJ009640   standard; mRNA; EST; 611 BP.
GAGCCCCTGGGCTTAGATTCTGCTGCTATAGAAGGTACGAGTTCAGACACGTTGTGATGG
GCTGAGCTTCATGCACATCAGTAAACATGGTTGGTGGTCTTCAGGTGCCATCACAGCTGT
GGGCTCCTTCTCTCTGAAGGCCAATGAACTTCTGCAGTAAGTTGGTGCTGATGAAGAGGA
TTCTGTGCGCACTGCTCTGGTGATTCATCATCTTATGTGTTTCACTGTTTAGGGTCATCG
ACAAGAGCATGAAAAACTTCAAAGCCTTTTTTCGCTGGCTGTATGTGGGTGAGAATGAAC
CTTTCCCTAATTTCATTTAAATCAACGATAAAAGAACAGCTGCATGTTCTGATGGATGTG
ACATGATTTCCCTGCAGCCATGCTGAGAATGTGTGACGAACACGTTCCACCAGAACTCAA
TAAGGTCGGTTTGAGCACAGATGTTTGGTTTTCACGTATTTCTGAAAACGTTTTACAACT
TAAAGCTCTTAAATCCTCAGATGACTCAGAAGGACATAGCGTTTGTCGCTGACTTTTTGT



CGGAGCATTTTAGTGAGGTAAGCGGTGAAAGAGCAGCTGCTCCGTTCAAACTTTGGGATT
GTTTTGAAGAG
>BJ009659 ID   BJ009659   standard; mRNA; EST; 555 BP.
GATGCAGCTACCTTGACGTATGACACACTTCGTTTTGGAGAGTTTGAAGATTTTCCTGAC
ACCCCGGAGCCCGTGTGGATCCTGGGGAAAGAATACAGTGCGCTTACAGAGAGAGAGCAG
CTCCTGTCAGACGTCGCGTCACGCCTCTGGTTCACATACAGGAAAAACTTCCCACCCATT
GGGGGGACCGGACCCACGTCAGACACAGGATGGGGGTGCATGTTACGGTGCGGACAGATG
ATCCTGGCAGAGGCGCTCATGTGCAGACACTTGGGCAGAGACTGGAGGTGGGCGAGAGGC
CGGAGACAAAGAGAGGAGTACGTCAGCATTCTGAACGCCTTCATTGACAAAAAAGATAGC
TACTACTCCATCCATCAAATTGCCCAAATGGGAGTGGGAGAAGGAAAGCCTATAGGACAG
TGGTACGGACCAAACACAGTCGCCCAGGTCCTGAAGAAGCTGGCCCGTGTTTGACACATG
GAGCAGGCTAGCGGTTCACGTGGCGATGGACAACACCGTCATCATCGAGGAGATCAAGCG
CCTTTGCATGCCGTG
>BJ009666 ID   BJ009666   standard; mRNA; EST; 550 BP.
GGTTTTGTTTAACCTAATTATTTNGGTTGTGATAGTNAAGTCATTAAATCGGGGAAAGCA
GCAGATTATGACAACCTACAAAGCTGTTGATGATGTTTAACCATTAAAGAAAAGTGTCAA
ACTTGTCCGATTCACTGCTGCTTCATCTTTGAAGACTCACATATTTTAAAAGCTTAACCA
GAAATGGAAAATGATTTTTTTTCATGTTGATACTTTAATTTTTTTTAATAAATGGTATAC
AATTTAAAAAGTTTTGATTTTAAACTATAAAAGATAAAACTTTAACGTTAGGCTGGAAAA
CTTTGATTAAAGCACATTTAGCAGATTTAAATGCTAAAGTTCAACAAAACAAGGAAAGTT
AAGGAATAATACAAACTAAAATATACAGTCGGTGAGGTGAAAACATTTAGCAGTTACTGA
TTCTGTAAGTTATGACGTTTAAGAAGATGAGAAAGTAGAGACAAAATGTAAAAAAATTAT
GAATAAAAAAAAATCCAGGAAATCACATTCATTCATTTTTAAGTTATTTATTTTGTATTA
ATTCTGAGAT
>BJ009671 ID   BJ009671   standard; mRNA; EST; 195 BP.
CAGTCTGTTTTTTTTTTTATATCCTGCAGACTTTATTTTAAGAGGCTTCATTCTGACTTC
ACATGCTGTCACCTTCTAGGGCTGCTAAAACTCTCCAGATGTCACTTTGTAATTAACATT
TTGCTGCTTTACTGGAACTAATCGAGAAATTATTTCAGATCGNCAGCTCTNGATATATAT
ATATATATATATATA
>BJ009673 ID   BJ009673   standard; mRNA; EST; 621 BP.
CTTAGCCGGAGAATGCCGAGTTGAATCGCCAAAACTTCTACTTATCGAAACAGCTTGATG
AAGCATCAGACGAGAGGGAGGACCAGCTGCAGCTCAGCCAGGAAGTGGATCGCCTTAGGA
GAGAGGTGGCCGACCGTGAGATGCACCTCAACAACCAGAAACAGAATATTGAAACGCTAA
AGACCACGTGCAGCAGCTTACTGAACCCCTCCACTCGCTCCAAGGAGACTTCTACACCTG
AAGAGTTTGGTCGTCGTGTGAAAGAAAGAATGCATCACAACATCCCGCATCGTTTCACTG
TGAGCCTCAACATGAGGGCTGCCAAATGTGCCGTCTGCCTGGACACTGTTCATTTTGGAA
GGCAGGCTGCCACTTGTTTAGAGTGCAACACCATTTGCCACCCTAAATGCTCGCCGTGTC
TGCCAGCGACTTGCGGTCTGCCGGCTGAGTATGCCACGCACTTCTCAGAGGCGCTGTGTC
GTGAGAAGGCGAACTCGCCTGCCCTACAAGTGAAAGAGGCCAGTGGGCATGTTCGCTTAG
AGGGCTGGATGAAGCAGCCGAGAAATAGCAAGCGCGGCCAGCAAGGCTGGGAAAGCAAAT
ATGTGGTTCTTGATGGAACCA
>BJ009690 ID   BJ009690   standard; mRNA; EST; 186 BP.
GATTTCTCTTTNTAAAGGTCCCCTCCTGAAAATAGAATTCACTAGAGAAGGGTTAGAGCA
ACATATCACATCTAGAAATCCACCTTTGCTGGCTTTTACTTTCCTGTTCACCTGATGCAC
CCCCCCCCCCCATTTTCCCTGTNGGGGATNTTTTGNGACCAAAATCATTTAATAAGATNC
ATTTAT
>BJ009691 ID   BJ009691   standard; mRNA; EST; 647 BP.
GGGTGGGATCCCTGGANATCCTCGGCAGCCCGGCCAGTCTGGTCCGGAGCATCGGAAACG
GCGTGTCGGACTTCTTCCGCCTGCCGTACGAGGGCCTGACGCGCGGCCCCGGAGCGTTTG
TCAGTGGAGTGTCCCGAGGAACCACATCTTTTGTCAAACACATCTCAAAGGGCACCCTGA
CCTCCATCACTAACTTGGCCACCAGCCTGGCGAGAAACATGGACCGCCTGTCTTTGGATG
AAGAGCACTACACCCGGCAGGAGGAGTGGCGGCGACAGCTGCCTGAGAGCCTCGGCGACG
GACTCAGACAGGGATTGTCCCGGCTTGGCATCAGCCTGTTAGGAGCCATTGCTGGCATCG
TGGACCAGCCAATGCAGAACTTCCAGAGGAACTGTGAGTCTCAGAGTTCAGCCGGGACCA
AAGCCAAGGGGGTCATCTCTGGAGTGGGGAAAGGCATTGTGGGAGTTTTCACCAAGCCCA
TCGGGGGAGCAGCTGAACTGGTGTCCCAGACTGGATACGGGATCCTCCATGGAGCCGGCC
TGTGGCAGCTTCCCAAGCAGCTCTACCAGCCTGCAGAGGAAAAGTTTGCTCTGTCTCCAA
ACAGTCACCTGAAATATGTCTGTTTATGAAAAAAGTTTCATCTTGAT
>BJ009694 ID   BJ009694   standard; mRNA; EST; 595 BP.
GCAACCTTTGAGCTTTAGCGCACGAGGCTCACGCCCGCGCGCCCCTGCGTCACACGGCCA
GGTGAGGGGTTACCTGCTGTTTACCGGCGTGGCGGATCCAGCAGAGACAGAATGGCATGT
CCACCTTGGCCCACAGGGAGGAGACTGGTTCACCTAGATTTGAAGGGAGCCCCCCCGCGG
ATGGAATACCTTTTAAAGCTGATCCAGGTCTTCAGTGAGCTGGGGGTGGAGGGCCTCCTG
GTGGAGTATGAGGACATGTTTCCTTATGGGGGGGAGCTTCAGCTGCTGCAGGCGACGGCT



CAACCTGCCTACAGCCGGGAGGACGTGTTGCTCCTGCAGGACTGTGCCAGATCCGCAGGC
CTGGAGGTGATCCCGCTGGTGCAGACGTTTGGTCACATGGAGTTTGTCCTGAAGCACCAG
TCCATGCTGCACCTCAGGGAGGTGCCGCACTGCCTGGGCACTCTGAACCCCCACAAAGAG
GAGGCGGTGAAGGTGGTGCTGGAGATGCTGCGGCAGGTGGTGGAGCTGCATCCCGGTGTG
AGGACGCTGCACATCGGCGCAGACGAGGTGTATCTACTGGGTGAGGGGGAGGACT
>BJ009697 ID   BJ009697   standard; mRNA; EST; 611 BP.
GAGGCCGGCTCCCACTGACTGCTCATGAACTTAGCAGTAAAGCTGAGATGGCACAGCTTA
CTCCCCCTTCTCCCCGTTGTACCGGAGAGCCTCAGGAAGAGGATTTAAATTCCCTGCTCT
GTGATAAGTGCTCGGTGGGGCATCCAGTCCAGACGGATCATTTTCAGGACTCCAGTTCCA
ACAGGAGGAATGGCTTCTCGCCATGCAGCCACCAGCTGAGAACTGATAAACAACATGCCA
GTGGAGGTCGACAAAGGGACAGGGAGACGGATAAGGAAGAGTCAGAAAATAAAGAAGCAA
AACGGGACACCAAAGAAGACAACAGAAAAAAGTCCAGTTTTCCGAGCTCCCCCCTCAGTT
CTGTGTCAGGGAGTGACTGTGAGTGTGTATCGGTCACCACATGTAGTCTGTCGAGCAGTG
CATATTCTCCCAGCCCTGTCAGCAGCCTGACTCCCAGCTCAGGAACCTCAGAAGACCTGG
ATCACCAGAAAGTCCGGCCGACCCCACAAGATACCAGGGTGGTTACTCGGAACAGGATCC
GATCGCGTTTCCACAGCAGCCGTGACCTCATCCACCGTCTCTTTGTTTGCATATCAGGTA
AACGCTTTTAT
>BJ009722 ID   BJ009722   standard; mRNA; EST; 602 BP.
CCTAGGGACCGAGGCGAGGAATAAACTTTACATCGAGCAGATGTGATGTATGGTACTACA
CATCACAGGACGCCGTTTGATTGGTCTGGGGGAACACGGCCCTGTTCGGTCCGGAAGGAC
CCTCCTCCTGCGGCGGCCGCGTCACAGGGATGCTTAAAAGCTCGGTGGGCTCGCCGCTCC
GCACACGCGCCTGCCAGCTCCAGAGCCGCGTGAGCCGCGAACGAATACAAAGATGGGGAA
AGATGCTCGGGACAGCTGGAGCAGCCCGACGGAGTTCATCCTGGCGTGCGTCTCCTACGC
GGTGGGCCTGGGGAACGTGTGGCGGTTCCCGTACCTGTGCCAGATGCACGGCGGAGGGGG
TTTCTTAATCCCATACCTCCTGATGCTGATACTGGAAGGTGTGCCCTTGTTCTACATGGA
GCTTGCCATTGGTCAGAAGATGCGCTTGGGCAGCATTGGGGCGTGGACTGCCATCAGCCC
GTACCTGTCAGGAGTAGGTCTTGCCAGTGTGGTCACCTCCTTGTATCTGTGCCTGTACTA
CAACGTCATCAACGCATGGAGCTTCTGGTACCTCTTTAATTCGTTTCAGTCTGTCCTGCC
CT
>BJ009737 ID   BJ009737   standard; mRNA; EST; 562 BP.
CTGTGATACTCTGGGCATGGCGGACGTCGGCACCATCTGCTCCCCAGAAAGAAGCTGTGC
CGTCATCGAGGACGACGGGCTTCACGCGGCTTTCACAGTGGCTCATGAAATCGGTCACCT
ACTGGGCTTATCCCATGATGACTCCAAGTTCTGTGAGGAGCGCTTTGGGGTAAATAGTGA
CAAGCGGCTCATGTCCTCCATTCTCACCTCCATTGATGCGTCCAAACCCTGGAGCCGCTG
CACCTCATCCACCATCACAGACTTCTTCGACGACGGTAACGCTGAGTGTCTCCTCGACTC
CCCACGTCAGTCCCTTCTCGGCCCGGAAGAGCTACCAGGTCAAAGCTACGATGCCGTCCG
CCAATGCCGCCTGGCCTTTGGTCCAGAGTACACCGTCTGCCATGGCATGGACGTCTGCTC
TCGACTGTGGTGCTCAGTGATTCGCCAGGGACAGATGGTGTGTCTCACTAAGAAGCTGCC
GGCGGTTGAGGGAACTCCCTGCGGGAAGGGACGCATCTGCCTGCAGGGGAAGTGTGTGGA
CAAGACCCGCAAGAAGCACTAC
>BJ009738 ID   BJ009738   standard; mRNA; EST; 491 BP.
GCCGCCTTATGTCCCCTCGCCGTATCCTCCCTCCTGCCCTCCCGTCTCCCCCACGCCACT
TTGATTTCCTCAAGGTGTGCCTTTGTCAACAGAACTTCGGGCCGCTACACTGAGAATGCG
CTGTGTGAGTGTGTGAGTGTGTTGGTCAGCGATTATAGGAGGGTACTGATGAAGAACAAC
TTTTCCTCTCTATCCTGTTCTCTGTGCATCGATGTGGGAACTTTTAAGTCCTAGTTCATG
AACTCTGACCCTTGACCAGGCACTCATTCAGTCTCCGGCGGTGGCGGCGGCAAGGAGTGT
TTTATTTATGGACCTCTGCACTTTTGGCTGTGATGACTTCAGTACTTATGTAGTTACCTA
AACTGTATTTTTAAGGATTTTATACAATATTTACATGCAATACAATATGAATTGAGTCTC
TCTCTTTTTCTTTTTTTTTTTNAATTTGCCANCCTTTNGTTNAGTTTTATTNAATTCTNT
ACGGGGGCATG
>BJ009758 ID   BJ009758   standard; mRNA; EST; 637 BP.
GAATTTGTTTGTGTTTTTGCCTCTGCTGAAAAAGTGAGCAGAAGAGTTTTCCTCTCAGCT
CAGAAAGTCTCTGATCAGCAGATCAATCCTCTGCCTCCTTTGCATTTGCAGGATCCAGGT
TTCAGAGATTAAGGGGTTCCTGAGGTTGCCGATGCCAGACACTGGCTTGTGAGGCCGCTC
CAGCTCTGTCTTTTTAATCGATACTTCGTTGCTTCCTGAAGATGGAGAAGGTCTGTTCTT
TCTGGATGCTGCTGGTCTGTCTGGTGGGAGGAGCTGCAGCCAGAACGGTTGCAGAGACAA
GAAATAAAGGTTAGTTTGATCATTTTAATAATGTATCGCAGGTAGACCTTTTGGGTTTGA
GTGTGTCCATTTGGTTAAACTGAAAGATTTTGTGTCTGTGATTGTTTTCTTTCTGGGAAA
GATGGTATTTGAAAAAGAAGTCCAGGTGAAGGCAGTGGTCAAGGAGAAACGAAATTAGAA
ACTGTTTTTTGCGCCACCGGATCCTTCCGAGGCCCCAAGGCTCAGAAATGTAAATCTGAC
TGGCTGCATGCCAGCTGTGGGACAGAGAGGGGGTGGCAGGGCCCTTCCACTGGTGTTTTA
CCAGCAGCCACTCAAGTTGGAAACCAGTCCGCTGCTT
>BJ009760 ID   BJ009760   standard; mRNA; EST; 618 BP.
GCTGGAGCAGAGCTGAGCAGCGTCTCTCCCGCTTCGGCGTCTGGACTTTTTCCCGCGCTG



ACAGTCTGGGATCCAGCGGCTGAAGTGGTTTCTGGTGCAGCTTTTCTGGGATTCCAATGG
TCATGGTCAAAGAAAAAGTGGCTCATGCGCAGGACACACACCATCACTCCAAAGAGAAAC
CGCTCATCCAGTGCCACAAGTGTGGGGAGCCATGCAAGGGGGAGGTGCTGCGGGTGCAGA
ACAAGCACTTCCATCTGAAGTGCTTCACCTGTAAAGTGTGCGGCTGTGACCTCGCCCAGG
GGGGCTTCTTCATGAAGAATGGGGAATATCTGTGCACACTGGACTACCAGCGAATGCATG
GCACCCGCTGCAACGGCTGCGGGGATTTCGTGGAGGGGGAGGTGGTCACTGCTCTGGGAA
AGACCTACCACCCGGCCTGCTTCGTCTGCACCATCTGCAAACGTCCGTTCCCTGCAGGGG
ACAGGGTGACCTTCAATGGGAAAGACTGTCTGTGTCAGTTCTGCGTGGAGCCCATGTCTC
CAGGACCCAAGGACATCCCGGGCTTCCAGCAATTGTGCCGGATGTGGGCGGGACATCAAG
AACGGGCAAGCTCTCCTG
>BJ009766 ID   BJ009766   standard; mRNA; EST; 646 BP.
GAGATCCCAAAGGCAAGAAGTTAAGCAAGCAGATCCTTGGCAGCGGACCAACAACCTCTC
AGAACCTCAGTTTTCTGACTTCAGCAGCACCAGCAAATTCCTCAGAAATGCCCCTAGTGG
TATACTTTCCAGCAAACCATCCAGCAACAGTGTACCTCGCCCATCCAAGATGCAGGGTCC
TACCTCATCCCATAGGGTGGTTGATGGCTGTGAAAATTCAGCCATACATTTTACACCCAC
TAAGATGCCTCAGTTGAGAAGAGGTGCCACTACCCTAGGAACTGTGCCCGTCATTCACCC
CTCTGTAGACTACAAGGGAACCCAAGATTTTGTTGCATCTACCACAAGCCTTAAATTCTC
CTCCTTAGGGAAAAACAATAAGGCCAATTCACAGAAAACAGGTGGTCCCTCTAAACCTAC
CTGCACCTCACCGCCTCCCCCTCCAGTTAGAAAGTCCAGTCTTGACCACAAGACTAAGAT
CTTGCTTCCCCAAAGTGCCTTAAAGTCAGCATATGGGGATGGAGGGAGGACCTCTGGGAC
AAGGACAGCTGTATCAGAAGATGAACTTGACATTCGTCACAGAACAGACCATGCCAGTTT
CAAAACCTCAAGCCTCAACCATGCCAAAGTTACCTCCGGCCCAAAG
>BJ009771 ID   BJ009771   standard; mRNA; EST; 623 BP.
ATGTTGATGGGAGGACTGCACTCTCAGTAGCCGCTCTTTGCACACCTGCAAGTAAAGATC
ATGCATCAGTTGTTAGCCTTTTGATAGACAGAGGAGCAAAGGTTGACCACTGTGACAAAG
ACTACATGACTCCCCTCCTTGTCGCAAGCTATGAAGGACATGTAGATGTAGTTGATCTGC
TTTTGGAAGGTGGAGCAAATGTGGATCACACAGACAATAATGGACAAACTCCTCTTTTGG
CTGCTGCATCAATGGGCCATGCATGTGTTGTCAACGCATTACTTTTCTGGGGTGCGGCTG
TGGATAGCATTGATGGTGAAGGCAGAACTGTGCTCAGCATTGCATCTTCTCAGGGGAATG
TAGAGATTGTCAGAACTCTGCTGGACAGAGGACTGGATGAGAATCATAGAGATGACGCAG
GATGGACCCCACTACACATGGCCTCATTCAAAGGTCATCACCAAGTGTGCAATGCACTTA
TTGAACAAGGTGCTCGTTGCTTGGAGGTTGATAATGATGGTAGAATACCATTAATTTTAG
CTGCACAGGAAGGACATTATGACTGTGTGAAAGTTCTTCTGGAAAACAAGTCATGTATTG
ATCAAAAGGGATATGATGGAAGA
>BJ009784 ID   BJ009784   standard; mRNA; EST; 654 BP.
AATTCGGCACGAGGGCGATTCCTCCTCGTCGGTTTGCTCTCCTAGGAAGCAGGGAGAGCT
TAGTTTACACGATATCGTTTGGGTTATTACGGAGACCGATCTGAAACGGAATATCGTGAA
CAGTACAGCCCTGTGACCTTTATGTGAGGTGAAAGTCGTAAAGGAGCGGGACGGGAGGAG
AGACTCGGAGAAAAGCATCTGCCCACGGTCGTGTGGATTCTTTTAGGTTCAGTCGTAGAA
ACCCAACTGCATCCAGATCCATTTCCAGCACGCAGCTCAAACGATGGAGGCCGTCGCCAA
ATACGATTTCAAAGCTACGGCCGATGATGAGCTCAGTTTCAAGCGTGGAGAAGTCCTCAA
GGTATTAAATGAAGAATGTGATCAGAACTGGTACAAGGCAGAGCTAAACGGGAAAGATGG
ATTCATCCCCAAGAACTACATAGAGATGAAAGCTCATCCGTGGTTCTTCGGGAAGATTCC
TCGCGCCAAAGCGGAGGAGATGCTGAACAAGCAGAGGCTCGATGGGGCCTTCCTCATCAG
AGAGAGCGAGAGCGCACCGGGGGACTTCTCCCTGTCTGTCAAGTTTGGAAATGACGTGCA
GCACTTCAAGGTTCTCCGCGATGGAGCTGGAAAGTATTTCCTATGGGTGGTGAA
>BJ009786 ID   BJ009786   standard; mRNA; EST; 565 BP.
GTCCTCGCTTCTCTGTTCCGATCGCATCTTATAACCACCAGCACCTGTTTGCTTGTTTTC
AGCGGTTCCAGTTCTGCCCGTGAACAACTTCAGCTCGAGGCTCACCAGTAGCGCGCGCGC
GCCTGCTGACATGGGCTGCAGATTCACCTGCACCAGGGAGAGCCTGAGTGCTATCAACAT
CCTCTACGTGATGGTGAGTGTGTTGATGATTGGCACTGCTGCATGGGGAAAGTGGTTGGG
TCTGCTGTCCAGCTTCCAGGTGGTTGGAGGAGTGATCGGCGTGGGTGTCTTCCTCTTTTT
GGTGGCACTGGTGGGACTTGTCGGGGCTGTGAAGCACCACCAGGTCCTCCTCTTCTTTTA
CATGATCATCCTGTTCCTGGTCTTCATTGTGCAGTTCTCCGTGTCCAGCGCCTGCCTGGC
AATCACCAAGGAGCAGCAGGATCGCCTGTTGGAGATGGGCTGGAACAATTCTGACAGCAC
TCAACAGGATGTGGAGAAGACCCTCAACTGCTGTGGCTACAGACATGTGGACCCCAACAG
CACCTGCAGCGCTGCCTGTTTCCAG
>BJ009813 ID   BJ009813   standard; mRNA; EST; 282 BP.
GTGTGTTGCTGATGGATGAGACCGGAACCTTTACTGTCNGGGCGTCGACAGTGTTCCTCA
AGGAAAACCGTGTCTGGCTAAAGGGAAGTACGTCATGGTGATGGGTCTCATCCAGACCGT
CTCCCCGGAGCCGATCATCCGTGCCGTGAAGATGGCCGACCTGTCTGAGCTGGCCGTCCT
TCACAGACGGATGTGGAAGCTGGAGGTGGAGGACCTGCAGCAGGTGCTGGCCTGAGCTGG
ACTCATCACAACCCCCCCCCCCCCCCCCCCCNAAAAAAAAAA
>BJ009823 ID   BJ009823   standard; mRNA; EST; 512 BP.



CTGAGATCTTCCGCCGTGCCCGAGCTGCAGGTCCTCTCCTCTACAAAGGTGCCACCATCC
TCATTTTTCCCGATTATCCACCGAGTGTAGCCAGCGCCAGGGCGGCCTTCAATGAGGCGT
CAGATATGATATCCACATCCAGGATCCTTGTTGCTGTGGTCCAGTTGTGTTATGAAGCAA
AGGACTGGGATGCGCTAAATGAAAACATCATGCTGCTGTCCAAAAGGAGGAGTCAGCTCA
AACAGGCTGTTGCCAAAATGGTGCAGGAATGCTACAAATATGTGGACGCAATGAGTGACC
TGACCATCAAGCTGAGGCTTATCGACACACTGCGCACCGTCACTGCTGGCAAGATCTATG
TGGAGATTGAGCGTGCCAGACTAACAAAGACTCTGGCAAACATCAAGGAGCAGAATGGGG
ATGTCAAAGAGGCTGCTGCTATTCTTCAGGAGCTGCAGGTTGAAACGTACGGCTCCATGG
AAAAAAAGGAGAAAGCCGAATTCATCCTGGAA
>BJ009836 ID   BJ009836   standard; mRNA; EST; 557 BP.
GCAGACTTCGTCCAGGCGGCCTGCAGGTTTAGCTTCACCCAGCAGCCCTTCAGTCTAAGA
ACCGTACTGAGCAGATCCGGTCCGGTCCAGTTGGACAAACCCTGCGCCGCCGCAGCGGCT
CGTTTTTACAGCTCCCAGCGAAAGGAGCAGACCCAGAAGGTGGTGGTGGTCGGCATCCCA
AACCCTTTCATCTGGTTCCGGACCAGAATTTACTATTTTCTCATCCGGACCTACTTTGAC
AAAGAATTCAACATCGAAGAGTTCACAGAGGGGGCAAAGCAGGCCTTCTCCCACGTTTCC
AGGCTGCTGTCTGAAAGCCGCTTTGATGCTCTGGATGGGCTCGTCGCTAAAGATCTGATC
GGAAAGCTGGAGGAGAAATGCAACTCGCTGCCGTCAGACTGCAGGAAGGCGCTGTCAGCG
GATCCTGATGAGGTCATGTACGCCACACCTGGAGACGTGGGGATCTACTACGACGACAGC
GGTGAGAGGAAAAGCTCAAACCGGCGGGGCGGGGCTCCGTCAGGCTTCTGTCCTGCTGAG
AGGTTTTCTCTTCTCCA
>BJ009847 ID   BJ009847   standard; mRNA; EST; 173 BP.
TGACCCTGAACNAGGGAGGGTCGCCGNGGGGTTTCCNTGACAACNCGGTCGGTTTGATAA
ACGTCCCNACCTNACAGCCGGGTCCGGAGCCCGGANACCCCGNTGATGCGTTNACGGTCC
CNANTTTGGATGGGCGGTTNTCNTACCANCCCGGNGCTTTGGAGGGACCGGNG
>BJ009854 ID   BJ009854   standard; mRNA; EST; 500 BP.
GCTTCTTTTCTTTTCTTTTCCTTCTGAGCCGGTTAGATGGGACAGTTCTGGACCTGAGCC
GGTTAGATGGGACAGTTCTGGATCTGAGCCGGTTCAGATGGGACAGTTCTGGACCTGAGC
CGGTTCAGATGGGACAGTTCTGGACCTGAGCCGGTTCAGATGGGACAGTTCTGGACCTGA
GCCGGTTCAGATGGGACAGTTCTGGACCTGAGCCGGTTCAGATGGGACAGTTCTGGACCT
GAGCCGGTTCAGATGGGACAGTTCTGGACCTGAGCCGGTTCAGATGGGACAGTTCTGGAC
CTGAGCCGGTTCAGATGGGACAGTTCTGGATCTGAGCCGGTTCCGATGGAGTCCAACCAG
AGCTCGTGTGTGTATCCATGCACTTTAATCCTTCTGATGGGACTCTGTTGGAATGAGCTG
AATAGGATCAGAGTAACATTTCCTGATAGGACGGTCACATGACGTGTTTGTAGATGTTTA
AGGTGGAGTTACCTCTAAGA
>BJ009856 ID   BJ009856   standard; mRNA; EST; 458 BP.
AAGTCCTGATAGAACCTCCTGCTTTTGTCCACATTGTCCAGACAGACAAACCCATCTACA
AGCCTGGACAGACCGTTCAGTTCCGGATTGTCTCCATGGATACCAACTTTATTCCCGTCA
ACCGCATGTATAAAGAAGTCACAATTGAGGATCCCAACTCAAACCGCATCGCTCAATGGT
TGGACAAGTCCATTGACGGAGGCATTCTTGACCTTTCTCACCCCACCATTCCTGAAGCTG
CACAAGGAATCTACGTGATATCTGCTGAGACGGACAAAGGAGAAACGATTTCCCACAACT
TTGAGATCAAAGAATATGGTAAAGACAAGGAATAAAATGCCATCATTTTCCTCAATCATA
ACTTTTATTTTTTGTCTGCAACAGTTTTGCCAAAGTTTGAAGTGACTGTAAACCTGCCCA
GTGTGATCACCATCCTGGATGATGAAGTAACACTGAAG
>BJ009861 ID   BJ009861   standard; mRNA; EST; 412 BP.
GGAATTCGGACGAGGGTTGGCCTTGGGAGGGGTCACGTGGCTGTTTTGTTTTTTTGTTTT
GTTTTTGTTTTGAAGGGAGGGGTGGGGGGGGGAGAGACAAAAAGAAAGATGACATCTCAG
GCTGCAGATGTGTCTCCTTTGGTCTGGCTGTGACCTCCTGCTTTCACACCATCACCAACA
CAGCCCACCCACTCACCCTCCACTACTGTCAAAAGGAAGGTAGAAAAAAGAGGGAGGGAT
GAATTTCTGTTGTTCTCATGGAGTGTACAAATGTCCACTAGCCGTGGAGTATTGTTGTTG
TTTGTAGTATTTCATTACCTCCACCCTCGTGTGTCTGCTGTTGTGTGCCTCTCTCTCCCC
CCGCCCTCCTTTACTGCTTATTCCCTTTTTTTTTTTGGCTTTCCAGGCCAAA
>BJ009867 ID   BJ009867   standard; mRNA; EST; 605 BP.
CGGCTTACTACCGAGGAGCCTGGGCTTATCCTAATGTATGACATCACAAACGAAGATTCC
TTCAACGCCGTGCAGGACTGGTCGACTCAGATTAAAACGTACTCGTGGGACAACGCTCAG
GTGCTGCTGGTGGGAAACAAGTGCGACATGGAGGACGAACGGGTGGTGAGTGCAGATAGG
GGTCGGCAGCTGTCTGAACACCTTGGTTTCGAGTTCTTTGAGGCCAGTGCAAAGGACAAC
ATCAATGTCAAGCAGACTTTTGAGCGCCTCGTCGACATCATTTGTGAAAAGATGTCTGAG
AGTCTGGACGCCGGTGACCCTGCGGTTACAGGGGCCAAACAAGGGCCTCAGCTCACAGAG
CAGCCCGCCCCTCCTCACCAGGACTGTGCATGTTAAGACGCATTCATTTTTTCAACCCGT
TTCTCTCGTCTTTATTCTTGTCCTTCGTAAGCTGTACCCCAGATCCTCAGGTCCTTATTT
CATCCCCCTTTTCTCACCTATGTTGGTTCATGGGTTGATAATAAACAACACAAGCTGAAA
GTTACTGAAATGCTCTGACGTCCAAACGTTCCAGCGTTTAAAGTGTCTGCCCCTTCATTC
TTTTA
>BJ009869 ID   BJ009869   standard; mRNA; EST; 678 BP.



CCTCGTGCCGATTCGGCACGAGGGACACGTTTTATTTTTTCCCTAAAATGTTTTTGGATG
CAATGGAAAGATTTATCTGTTCTGTAAACTAGAGGCCAAAATTAATTTGTAAAAAGACGC
AGCACAGAGAAGGCTGCAGGTTTCTAAGTAAGTTGTTGACCAGTTTGCCCGCAGGATTGA
AAGGTATCTGAGCAACGACGGGGAGGGGGCCCTCATTGTCTGCCAGGCTGGAGTCCGTGT
CGTAGGACGATTGTTTGACTGCAGAGAATGATAAATGCTACGCTAAATGGAAAAGTTGGA
GGATGTGCCCCCCCAACAGTGATGGCAAACAAAGAGTCTCTCAACTTGGGACTAATTAAG
ATTCCAAACGGCCAAATGATGATGTAGATGTTTTTCTCTTTCATGCATACGTAAATGCTC
CAATTAATTTTATTTTTTCCATTTTGGCTGTTTTTTTAGGAGAAATTATTTACGCATGGA
CGTAAACTGGTGAACATTCCTCCAGTTTGTGTGTTTTTGATACAATCCACCAAAAAAATT
TTTTTTTCTTTCAACTTTTTCAGAAACGTAGCCACTATCCTGACAATCCTCATATTTCTA
ATAGTGTTTATTCATTGTAAGATGTTCATGCATCAGTAACTGAACTGGAAGTTCTCTCAT
TGTGACTAAATGCTTTTC
>BJ009881 ID   BJ009881   standard; mRNA; EST; 548 BP.
GGGAGGGCCCCACGAGCACAGATGCCGTCCCGTGGGTGTCTCCCCAGTGGGCCCCTCGCC
CCCCTCCTTCCTGGCTGCGCACCTCCAGGAGGGCTGGAGCTGGAGGAGCTTGCGTGGACT
TGGTTCAAGAAGTGCTATTTCGTCTGTGACACGACAGACTGACACTGTGTTGTTCGAGGT
GACGGATGCCAGTGTGATACACGATGGAACCTCCAAATATGTGCTGTACACTATCCATGT
GATCCAGTCTGGTGGCAGCGATAAGACTCCAGCCGTCATCACCCGACGCTACTCTGACTT
CCAGCGCCTGCATGCCACTCTGCGGCGTAACTATGGAGACCAGATGGAGCGCGTCTGTTT
TCCCCGAAAAAAGTTGCGGAGAAACTTTGCAGCAGAGACCATTGCTGTACGCAGCCGGGC
CTTTGAACAGTACCTGTCCCATTTGTGTTCCATATCTGCCCTGCGAGGGGCGCTGTGTGT
GCGGCAGTTCTTCTACCTGAACGATCTTCAGGCTGGACAGCTCCTCATCAGGTCGGCATG
TTTCCAGG
>BJ009884 ID   BJ009884   standard; mRNA; EST; 617 BP.
TGAGGAATTCGGACGAGGGTTCCCCGACAAATCCGGCCAGCCTCGGCGCCAGCGCCACCG
ACTCAGACACAGAAACGGACTGGCGACCCGAGCGGTGCCTCCTGGAACACGTCTCCGTCA
CCGACGTCACGGCCAACTTCATCACGGTGACGGTGAAGGAGTCGCCCACCAGTGTAGGGT
TCTTTAATTCCCGGAATCATTGAGGGACGTCGGCCGAACTGGGCCACGCCCACATTTTCT
GGTGGTTTTGTTGTGCGGCACCAGTGACCCCACTGAAACTCTGAGTCATGAAGGAACTAT
GTGGTCGAAGCCCAGCTTTCACCCAGGGGCCACTGCCATGTTTCAGGGGGCCGATTTCTA
CAAGCCACCACACTGAAGAGGCAGGAGGCGGAGCCTTGCAGCGCTGACGGCCACGGAGGC
CCGAACTCCAGGTTCTGCAATAGAAACTCAGTCCACAGACTCACCAGTGAAAGTGGGGCT
TGTGATGGTGTGTCACTCTAATCTGCTACTTCACAGGAAATTCATGACATTTGTGTGCTA
ACATTTGTTGTACTGTTTTATACCAGGAGGGGGCAGCATTCCTGTGACAGAGACCCAAAG
TGCTAGCCCATCTCCAG
>BJ009887 ID   BJ009887   standard; mRNA; EST; 105 BP.
CTTGGCTCCCGTTACCGTCAACCGCAGACTCAACAAAGCANGGGATCGGCATCTTATGCA
CCTGGAGCTAGACATCACAGGCTCCAAGCTCAGGTACGAGTCAGG
>BJ009890 ID   BJ009890   standard; mRNA; EST; 551 BP.
CGGGCTGAGGAATTCGGACGAGGGCGGGCAGCGCCGGGGCCAGGAGCAGCTGGGCCTGCT
GGAGGAGGTTCCCGCCACGCTGAAGGAGCTGCACTCGCAGAGCCAGAGTGTGTACAACTG
CCTGGTGGGCTTCGCCTCCCCCCTGGTGACAGAGCGGGACCACGAGTGTTCTAGTCCAGT
TTCTGCGGTTCAGACCAGCTTCGCTGCAGCCGTCAGATGCAGCGGCCTCAAAACCCAGCC
GGACTCCATGTCCCAGAATGCACGCAAAGCCCTGCCGCGCAACCTGGAAACTCCCACGGA
CACCCCCCCCAGCACTCTGCTCACCAACACCAAGGGTCTGAACCCCAGTCCCAAGAGGGC
GGCGCGAGACCCTAAAACAGGACGAGCCGTTCAGGAGAGGAACTCGTACGCCGTCGGCGT
GTGGAAGAGGGTCAAGGCCAAGCTGGAGGGCCGGGATGTGGATCCCAACAGGAGGCTGAG
TGTAGCGGAGCAGGTGGACTTTGTCATCAAAGAGGCCACCAACATGGACAACCTGGCTCA
GCTGTATGAAG
>BJ009891 ID   BJ009891   standard; mRNA; EST; 544 BP.
GGAATTCGGACGAGGGCCGGACGGAGGACCNTCCACGGCGCTGAGGAGAAAGAATGTGAA
GAGATGTGCTCCACGCACGGCAACGCGGAGCTTCAGCCGACACCGTCAGACCCGGCGCTC
CTCCTGGAGCTGAAGACCAGGCGTCCTCCGTCGCTGCTGGAGCTGGCGGGATGCGAGACG
TGGAGCGTGGACTTCTCCCCGGACGGCGCGTGGTTCGCCTGGTCCATGGGGCACGGCATC
ATCTGGGTCGTCGCTTGGCCTCTCGACTCTCAAGAGGGTCATGGCGAAACGACAGACCGA
GGAGACAAAAGCTTCAGCTGTGGTCAGCCAGTGTGGGGACTGGCCTTTGGTCCGAAGCCC
CACTCATCAGTGGCTCAAACCTCAAAACGCACGGCGAAAGGGAAGGAGCCCCTGCTGCTG
GCCACGGGCTTGGAGAATGGCGTGATCAAGATCTGGAACGTTCTGACAGGTGAGAAATTG
CCTCTGATTTGGGGAGCCTGCTGATAAAAGATGAGCGTTTACGAGGGTGCCCCCCCCCCC
CCCA
>BJ009897 ID   BJ009897   standard; mRNA; EST; 606 BP.
GTGATTTTTTTCTTCTTTTTTTTGGTGAAACTCTGGGGTCTAAAGATGAGTTCGTTCGCG
GGTCGAATGAAGGAGTATCCCACCGTTTCTCTGGACCGGTTCGACAGAGAGAACCTCCAC
GCGCGTGCCTACTTTCTGTCGCACTGTCACAAAGATCATATGAAGGGACTGAAAGGACCT



CTGCTGAAGAGGAAACTGCAGTTCAGTCGCACCGTCCGCCTGTACTGCTCCTTTGTCACC
AAAGAACTGCTGCTCAACAACCAGAAATACTCTTCCTGGGAGGAATACATCGTTCCTCTG
GAGCTGGAGAGCCCGACTCAGATTTCCCTGGTGGACGAAGCGTCCGGAGAGGTGAGGACG
ACGGAAGCTCCCGTCCGTCTGTGCGGCCTCCATCTTTATACCTGAGCATAATGCGGACGG
CTGCTGTTTTCTGCTCTGTGTGGGTCAGAAAGAAGAGGTGGTGGTGACGCTGCTCCCTGC
GGGTCACTGTCCCGGCTCCGTCATGTTCCTGTTTGAGGGTTGCCGTGGAAACGTGCTGTA
CACGGGGGACTTCCGGCTGGCCGTGGGAGACGTGGCGAGGATGGAGCTCCTGCACTCGGG
AAGCAG
>BJ009903 ID   BJ009903   standard; mRNA; EST; 678 BP.
TCCCCCGGGCTGAGGAATTCGGACGAGGTGGAGGGAGGACTGGGAGCTGGTTAGATGGGA
GGTTAGAGTAGAAGTAACTTTGAAATATAGAAACACCAAGAGATTTGGGGATTTTTCATT
GTCTGTGTACTTTAAAGGGTATCTTCTGCATTAATTGCAGTTTAAGGCAAAGTATTGTGC
TTTTGCATCTCTAAAAGTAACTTTTTAGCATCAGATCTACAAGTCTGAGCTGCTGTCACT
TCTTCAAACCTTCAGCCCTATCTCACCAGAGTGGTCAGCAGGTTGTTTTTCCTGCAGGAC
TTTTCCTCCTTCTGAGGTCTGGACAGATGTGGGTGAATCTTTTCATCATGAAGAGTCTTT
TTTTGTCTGCCGTTCTGCTGCAGTTCTTTGAGACTTGTTGGAGCCAGTTTCCTCGCCCCT
GTGCCAATTCAGAGGGACTGCGAACCAAGGAGTGCTGTCCAGTGTGGAGTGGAGATGGCT
CACCCTGTGGGGCCCTGTCTGGTCGCGGGTTCTGTGCAGACGTCTCGGTTTCAGACGAGC
CCAACGGGCCCGCAGTACCCTCACAGCGGGATCGATGACAGGGAGCGCTGGCCTTTAGCT
TTCTTCAACCGGACGTGTCGTTGTGCAGGAAACTATGGAGGGTTTAACTGTGGGGAATGC
AGATTCGGTTACTGGGGC
>BJ009916 ID   BJ009916   standard; mRNA; EST; 423 BP.
CGGGCTGAGGAATTCGGNCGAGGAATCCTTGTATTTTTGGACCTTATGAAACTGTTTTGA
CGTGTTTATGCAACTACTAATAATAATGCTACATTTTAAACGTAACATTTGTCTAACATA
TCACAAATATCGCAGTAAAACTGGTTAGTCATGAGAAAATGGCTAATGCTATGGAGGCCA
TTACCGTCATATTCCTAAAAAGAAGGTAATTTGCAACAAAGGCATTTCAAATGGGCTGTT
TTTTGGAATCCCAGGCGGTGAAATACTAAATTTTTGAAGCATAAAATCTAGTTGTACGTC
TGACCTTTTGCTTTTAAGCAAGTTACTAATGCGCTACACGGGCCACTGTTACCAGGTGTC
GTATTGCTAGCAGTTGTCCACATGGTTACTATAAAATACAATCATGTTTTTTTTTTTTTT
TNG
>BJ009919 ID   BJ009919   standard; mRNA; EST; 581 BP.
CGGGCTGAGGAATTCGGACGAGGAGCCGCCCGTCGGACCCCTCAAGCAGACGCTGGAGTN
TAATTAAGGCGGATTCCGTCGTTTTTGTGTGTTTATGGTCCCCGAGAAATCTGGGCGGAC
CAGGGGGGCCTCGCAGGCAGGATCGGCCCAGAGACCGGCACCCCACCGAGGACGATGGGG
GAGACGAAGGATTAGGGGATAATCCGGGGGTAAATCCACTTCCTGCTTTTGATCTTCAAG
CCAGTGGATAGCTCCATGGTGGGACCACAGAACCATCTGCAGCTGGACCTATTTCTGATC
TGATGTTGACAAACCCTGGAGCGAGCCAGGCGGCGTGACCGCACTCCATCAGGACCGACT
GCATCCTGGATCGCATCGGCACAGAGTTCTCCTCCATTTGTGTCTGTTTCCTTTGGCAGG
ACATGCACATGGCGCAGCTACAGCGAGCGGGTCGGAGTTTGGCCCGTCCCACACAAAAGG
AGGATTTCTGAGGGAACTGTTTGGCCCCGGAGTTACACTCTTCCTCACGTTGTTGCTACC
TTGGAAAGACATTTGGAAGCTGTTCTCTGCGCTGGGATTGC
>BJ009922 ID   BJ009922   standard; mRNA; EST; 608 BP.
AGGAATTCGGACGAGGAGAGAGAGCGAGAGAGAAGTNGTCGTGGACGTGGGGGTTCCAAC
AGGAGGGGGAGAGGCATCAGCCGAGGGCGTGAAGGTCGTTCAGAGGAGAATGGTTTTGAG
ATGGCTCCTGGAGAAAGAGCGTTGGATCGTGGCCGTGGAGGGAGGGGGAGAGGGGGTCGT
GGCAGAGGACGAGCTGCTGGTGGGAGCAGATTTTCTTCTCAAGGAATGGGAACATTCAAT
CCTGCAGACTACACTGCTAACTCTGGAGCTCGCCAAGAGAATTGGGAAGGTGATGGCAAC
GAAACAGCTGAAGGATCTGGAACTTGGGGAGGCAATCTGGAAGATTGGACTTCAGAGGAC
TGGAGTGAGGATTTGTCCGAGACCAAAGTTTTCACTGCCTCCTCTACTCCAGCCAACCCC
ATTCCACCTGGACACAATTCTGACCTGGCTAGCTTACTGCCTAAAACTGGTGTCCCTGCT
GGAGGTCCTATGGAATCTGACCTTGGAGCAATAGGCGATGGTCCTTCGGCAGAGGATTTA
GGTCAAAATCTGGTCTTCACCAATTCCCACCACAATGGGCGCACTGCGACACACAGCTAT
GCACACGC
>BJ009927 ID   BJ009927   standard; mRNA; EST; 638 BP.
TCCCCCGGGCTGAGGAATTCGGACGAGGGGCCGAGCGCCGCCTCAGGGTGGACTTTGCTA
AAGTGGAGGAGAGCCCCTCCCGCCCATTTCCCCCTGGTTACCAGCTTCCTGTGCCTCCCC
CCACGCATTATGACCTCCTTGGAGAGGCCTACAGTCGCCATCGCAGCCTGGAGCGCGAGC
TGAGAGGAACCAGGGAGCGCTCCTCACCGCCCTCCCACAGCCTCCTCTCTTTGAGAGAGA
GGGTCCTGCTGGAGAGAGAGTTTCCCAGCAGCCCCACCCGAAGCCTGGACAGGAGGGTGG
GAGGAGTGGAGGCGTTTGGAAGAGCTGGCCGAGGGGCGAGGAGCCGCAGCAGGAGCAGGG
AACGCTGGCTGAAGGAGAGGGAGGAGAGGAGGAGCCGCAGGAGAAGCAGAAGTCTGTCTG
TCGACAAGCAGTCGGAGGAAAAGGAGAAAGAAAAGGGAAGGTCGAGGGTTCGAGTTCCGG
GAGGCACCGCCTCCCCTGATGCAAGCCCAGACCGAGCACGGGTTCGAGCCCCGGACTCCA
CCACTGAGCCAAGAGACCACTCCCCTGACAGTGGTGGAGGGGGGCGACACGCAAATGCCA



CAGAGGAAGAGCCCCCATCCAGCCGTCACCACAGCAAG
>BJ009937 ID   BJ009937   standard; mRNA; EST; 586 BP.
TCCCCCGGGCTGAGGAATTCGGACGAGGATTGAGTCACGAGAGCATGAAGGCCTACCACA
ACTCTCCGGCCTACTTGGCCTACGTCAACGCAAAAGGTCGGGCGGAGGCCGCACTGGAAG
AGGAGAGCCGCCAGAGGCAGTCCAGGCTGGACAAGGGCGAGCCGTACATGAGCATCCAGC
CAGCAGAGGATCCAGACGATTACGACGACGGCTTTTCCATAAAACACACGGCCGCCGCTC
GTTTCCAACGCAACCACCGCCTAATCAGCGAGATCCTCAGCGAGAGCGTGGTGCCGGACG
TGCGCTCCGTCGTCACCACGGCTCGCATGCAGGTCCTGAAGCGGCAGGTCCAGTCTTTGA
TGGTCCACCAGAGAAAGCTGGAGGCAGAGCTGCTGCAGATTGAAGACCGCCACCAGGAGA
AAAAAAGGAAGTTCTTGGAAGCCACAGATTCCTTCAACAATGAGCTGAAAAGGCTGTGCT
GCATGAAGGTGGAGGTGGACATGGAGAGGATCTCTGCAGAGATCACCGCAGCAGAGGAGG
CAGCACGCAAGCGCATGGCGGAGCGTGAGAAGGACACAGGGGACCG
>BJ009942 ID   BJ009942   standard; mRNA; EST; 589 BP.
ATTTAACGAATGCAATAATCGTATGTTTAGTGTAAACCACACATCAGTCATTTTCCCCAT
ATATAATTGTCTTATTTGCTTTAGCGACATGTTTTTATGAATGGTTAATTAACATCCGTG
GGTTAGCTTACGTGTAACCGGCATGATGCTGACCTTGTTTCGGAAAGTTGCCTTATCCCA
TTTGGCCTCCGCCGAGACACTTTCGAGATTTAACTTGGACGAAGTGGTTCGAAAAGACGC
GTTGAGCTGGTTAAATGTGAGATGTGCTGTTTCGTTACTGTGGGGGGTGGCAGCCATCCG
CGTGAGGGACGTCAGCACCTCCACAACAATCCTATCATCTGCTAAAGTCCCCCAAACTAG
CCACAAGAAGAGGGAGATGTCTGAGAAGAAGCTGACCCGCCACTTCGTGGACCATCGCCG
TGTGAAGCTGGTGGCCGGTTCTGGAGGTAAAGGCTCCTGCAGCTTTCACAGCGAACCTCG
GAAAGAGTGGGGGGGACCAGACGGAGGAAATGGAGGCGATGGAGGAAATATAATTATAAA
AGCTGACAGATTTGTGAAATCCTTGGCACAGGTGGTTCCGGTCTACAAG
>BJ009943 ID   BJ009943   standard; mRNA; EST; 629 BP.
GTTTGATCCTTTACGGTGGGTTTATGGCGGGAGCAGAAGCAACAAACGTGGACCTCAGCA
GGAAGTTTGTGTCCGAGACAGAGCTTGATGAGAGGAGGAAGAAGAGACAGGAGGAGTGGG
AGAAAGTCCGGAACCCTGAAGATCCGGAAGAGGCGCCAGAGGAGGAGTACGACTCACGTT
CGCTCTTTGAGCGGCTGCAGGAGCAGAAAGACAAGAAACAGCAGGAATTTGAGGAGCAGT
TTAAATTCAGGAACATGGTGAGGGGATTGGATGAAGATGAGAGCAGCTTCTTGGATGAGG
TCTCACGGCAGCAGAGCCTGGTGGAGAAGCAGCGGAGGGATGAGGAGAAGCAGGAGCTGC
TGGAGTACAGAAGCGCTTTAGTGAAGCAGCCGGCTTCAGAGAGCCACAGAGAGCCAGAGA
AGAAGTCTACTCCCAAAGCTTCAGCGACCGAGCCGAAGACCAGCCACCTGTCTCAGGCAC
ACTTATTAGTCGGGGCTGTGAAGAGACGCAACTCGTCACAATCGTCAGGAAACAGCAAGA
AGCAGAAAGTGGACGGAACAACAGAAGCCTCAGCGACAGGAAACTCAGACAGACTTACAG
AACAGGAGGCAGAAGCAGCGGCAGGAAGA
>BJ009945 ID   BJ009945   standard; mRNA; EST; 619 BP.
GCGGACCGGATCTGAACGGCTGAAGGGACTGGATGGTACTNGACTTGCCAAACAGTTACA
GAACCTGGCAGAGGCTGATTTCTGAGGGAAAGGAGAACATCAGAGGCAGCTTGTTAAGAA
AAGAAGGCTGTGTGAGGAACCTGCAGACTCGCTTAAATAAAGTGGCTGAGGAGGTGACTG
CTGGGTAGCGGGATGGCCGGGCGGGGGCTTCTTGCCCCTCTCCCTCTATTTTTGCTTCTT
CTCCTGCTTGAAGTCCTTCCAGAGGCCAGTGGCTCTGGCTACCTGTCCGGATATCGCCTC
AGGTCCCGTTTGCAGAGGGACCGCCACATCCGAAATGTGCGACCAAACATCATTCTCATC
CTCACGGATGATCAAGACATAGAACTGGGCTCCATGCAAGCCATGAACAAAACAAGGCAC
ATCATGGAAAAGGGAGGTACGCATTTTTTAAACGCTTTCTCAACCACACCCATGTGCTGC
CCGTCCCGCTCCACCATTCTGACAGGGAAGTATGTGCACAACCACCACACTTACACAAAC
AACGAGAACTGCTCCTCGCCCTCGTGGCAGGTGCACCACGAGCCTCACACCTTTGCTGTG
CACCTCAACAACTCTGGCT
>BJ009969 ID   BJ009969   standard; mRNA; EST; 544 BP.
CGGGCTGAGGAATTCGGACGAGGAGAACGAGGCCTTCTGTCTCCGTGGAAGACTGTTGTT
GTGTTTACAGCGCGGGTTAATCATTATGGCTAGCTCTCGTATTGTAATATGTTTACTAAG
AAATGACTTACGCCTTCACGACAACGAGCTTTTCTTCTGGGCTCAGAAAAATGCAGACCA
CATAGTCCCGCTTTATTGCTTCGACCCCAGGCATTATGTGGGAACCTACAACTTCAACTT
TCCAAAGACTGGGCCTTTTCGTCTACGCTTTTTACTGGACAGCGTCAGAGACCTCAGAAA
CACACTCCTCAGCAAGGGCAGCAATTTGGTGGTGAGACGTGGGAAGCCAGAAGAAGTAGT
CGCTGACCTGATCAAGCAACTTGGCTCTGTCAGCAGTGTAGCTTTCCATGAAGAGGTGGC
TTCAGAGGAGCTGAATGTGGAGAAAAAGGTGAAGGAAGTCTGCGCTCAGATGGAAGTGAA
AGTTCACACCTGCTGGGGCTCCACACTGTTCCACAGAGATGATCTGCCATTCCCGCACAT
GGCC
>BJ009971 ID   BJ009971   standard; mRNA; EST; 411 BP.
AGAGCTGTAAACAGAGGCAGCATGTCGAGATGCACCTCTTTTTTTCCCCCCTAATTTCCT
GCAGGGTTAGCCTGATCCCTCCCGACAGCTGTCACTCTCAATAGCGCCGTACCATCGTGG
ACCCTGACACGTGCCGGTTTCCCCCGTCAGAGTACTGCCACGGGGAAGCATACACTTTTT
CATCTCAGTGAACATAATAATGTCCAGTCACAACAAACACTGAGTTTATTCTAGATAGTT
GTTTTTTTCTGTTTGCTTTTTTTGGGTGAACCCATCTGGAATTTGGCTGTTTATTTGAGA



AACAAGGAGGAAATGATAAGCATTTTTTTTTTTNGGGTAATAGGAAAGGNTGGGCTCATT
TCCTGAATCATNGGGATATGACCCAGTTTNAAAAACAAACAAACCTGANAT
>BJ009973 ID   BJ009973   standard; mRNA; EST; 650 BP.
AGGAATTCGGNCGAGGGCTGAGGCTTGTCTTNCATTTTTTTTCCTCGAGTTTTTCCCCAT
TTCGAAGTGTATTTTTTCTTATCAGGACCCAATTGAAAGGAATTGCTGAATTGACAAGGA
TCAGGAAGCTGTGTTGGCCTGCATTTTGAGAAAGGAACATGGCTTCCCAGGCTGATCTGA
TGGAACTGGACATGGCCTTGGAGCCAGACCGAAAGGCAGCAGTCAGTCACTGGCAGCAAC
AGTCATACCTAGATTCAGGCATCCATTCAGGGGCCACTACAACCGCCCCATCCCTCAGTG
GGAAGGGCAATCCCGAGGAAGACGATGTTGACAACAACCAGGTCATGTATGAGTGGGAGC
AGGGCTTCAACCAGAACTTTTCCCAGGACCAAGTTCAAGACATCGATGGTCAGTATGCCA
TGACACGTGCTCAGAGGGTGCGTGCAGCCATGTTCCCAGAGACTCTGGAGGAGGGCATGC
AGATCCCCTCCACACAGTATGATGCTGCAAACCCCACTAATGTCCAGAGGCTGGCTGAGC
CGTCACAGATGCTCAAACATGCTGTTGTCAATCTTATCAACTATCAAGATGATGCTGAGC
TCGCCACCAGAGCAATACCAGAACTTACCAAACTACTCAACGATGAAGAC
>BJ009977 ID   BJ009977   standard; mRNA; EST; 564 BP.
NCGAGGGGTAGGCTTAGGTTATGTTGTAAAGCTGTNTGAAGAAAAAAACATGTAATTACC
TCTTCTCATTACTTATTTCACAGCTGGGAATGAGGAATATTCAACTAATCTGTTCTGCGA
ATNATCTTAATAAACTCTTCGACGGCCTTTTAAAGGAGCGTTTCATTCCCAGAGGCAAAA
TATTTCATCCGTTTTGCAGACTCATCTTTAAAAGACGCAATCCTGCCTTTTGTGTGGGTT
TAAGCAAACAAGCAAAATCAGAGAAAAATCAGCCCTGATGTATTTTCCTATAAGATTTTT
TTTAAAGCCCAGTTTCCTTCGAGGAGCCGAACATTGGTTTTGGATTGCTTGGCGTTGAGA
CCATTTTGTCCTCAAAGCTGAAATAATGCTCAATGCCTGAACTATTCTGAAATGTTCTGA
AACAATGGATACCTGTACAGGTCAACTTTCAGAAAATTGTTCGAGCATAAGGAAGGAAGG
GAAGATACCAGAGGTTACGTCACCCTGTAAAACAAAAGCTGAAGCCAGTATAATCCATTG
GATTCATCCCTGTACTTGTCAGAG
>BJ009982 ID   BJ009982   standard; mRNA; EST; 530 BP.
AATTCGGACGAGGTCTAGACCTCCCTCTGGTNCCTGGATAGTTAGTACACTCCTCCTCGT
CTGCAGCAGAGTACGTTCATCGCGTCGGCCGCACAGCTCGGATAGGAGGAAGAGGAAGCA
GCCTCCTCTTCCTCACACCTGCTGAGACGGCCTTCATCAGTGAGCTGGCAAATCACAACA
TCAGCCTATCAGAGATGAAGCTGCAGGAGATTCTTTCCTGTCTGATGCTAGACGATACCT
ATAGGGGGCGGGGCAAATACTACAGCAAGACTTCATCCAAAGCTCTGGAACAGGAGGTCC
GTGAACGTGCCACCGTCCTCCAGACCGAGTTTGAGAACTTTGTTCACTCTGATGCTCAGT
CTCTGCAGGCTGCAAAGAAAGCACTGCAGTCTTACCTGCGGGCCTACACCACCTACCCCG
CTCACCTGAAGCACATCTTTCACATCCGCTTCCTGCACCTGGGACACGCTGCCAAGAGCT
TCGGACTGAGAGACGCCCCAGGGGGGCTGAGCTCTGCCCTCGGCTCTAAG
>BJ009989 ID   BJ009989   standard; mRNA; EST; 541 BP.
GCTCTCTTTGTCTTCTTCCCTGTGAGCTNGAAATAGCTTTACTGCAACAATCTCATGTTT
TGAATATGCAGATGGAAGTCTCATCCTACTGATCTGGAGAAAAAGTCATTCTTTTCCTTT
TCTGTTTTCAGCAGCGGCCTATTATGGAACGTGGACAGTTGCGTAATTGAAGCCTTCTCC
TGCAGGACTCCGGACGTATGTCTTTGCTCCTTTGAATGCTGTCACATGCCGAGATGGAGG
AGCGATCCAGTCTGCCCAGCGTCAGTATACCCTGCCACAATGAGCAGAGGGATAAGAAGA
AGAGATACACGGTTTACAAAGTGCTGGTGTCTGTTGGACAGCATGAATGGTTTGTCTTCA
GGCGGTATGCAGAGTTTGATAAGCTCTACAACACATTAAGGAAACAGTTTCCATCTATGA
ACTTAAAAATCCCTGCGAAGAGGATATTTGGGGATAATTTTGACCCAGAGTTCATCCAGC
AAAGACGGGCAGGCTTGCATGAGTTCATCAAGCGGCTCGTTTCACATCCTCAGCTCTGCA
A
>BJ009991 ID   BJ009991   standard; mRNA; EST; 469 BP.
CAGCTGCTGAGAACGCTAGCAGAGGAACAGAGCCTCTCCGATAAGGAGAACGATGAGCAT
CTCTGTAGGAACAACAGGGCTGCAGACGGAAACAGAACCAAAGAGCGGGGAGGGGCCCCA
TCAGTGGGAACGTCACAGAAACCCAGGGAGAACTATGAGATAATTGGGAGTGAAATCGCT
GGGAACAACACCAGCACGGACACCCAGAGCTCTCCTGTAACAGGAAGTGGAGACACCTCA
GAGCTTCATCTGGTTTCAAAAACAATCCTGAGAAATAAGCTGAACACTTTTCAGGAGTTG
ATCATCCCAGCTGACACCTCCCCACCTCAGGACTGCCTTCCCGGGGGCGCAGCCTTCTCT
AAAGGAGCAGCTAAGTTCTGCAGTGTCCCAGCGCCCAGCTTCTGCTGCAGTCCCAGTCGA
TTCAAAGACGGCTGCGTCAAACATCTGCAACCCGCTGAAGGAGCCGAGA
>BJ009997 ID   BJ009997   standard; mRNA; EST; 621 BP.
CGGGCTGAGGAATTCGGNCGAGGGTTTTTTGGCTTGAGTGGGCTTTTTAATCGGAACCTG
CCTGGTCCAGACAAAGAAACAGACCTGACGGAGAGGCTGGAAGCCTTCCTGTCCGATCTG
AAGCGTGGGGGCAGCGGGACCGGGCCCCTGCGGAGCTCCGCGGAGACAGCCCGGGAAACG
ACAGCCCTGCTCCGCAGGATCACCGCACAGGCCCGGTGGAGCAGCGCAGGTGATTTGATG
GAAATAATCCGAAAAGAGGGAAGGAGAATGACGGCCGCTCAGCCCTCGGAGACCACGGTG
GGGAACATGATCCGAAGGGTCCTGAAGATCGTCAGAGAGGAATACGCCAGGTGAGGATTC
CCCCAGAACTCACCTGTGTGTTTCAGGCACACGCAGAAAGACTTATTATTTATCAGACTG
AAAATCCTCACCAAAAAATACTTCATTTAATACGTTTATAGTTTCTGTTTCCATTAAAAA



CATTTTTCATGGTTTATTGGTAAAAAGTTCTTCTGGTTGTATGTTTTGAGTTTCCTTATA
CAGTTCTGCTCAGAAGTTTACAAATCCTGGAAGAAATTAAGGATTTTAAACGTTTTTTAG
AGAACAGGATTGATAACACAA
>BJ009999 ID   BJ009999   standard; mRNA; EST; 591 BP.
TGAACTCCCGGTGAAGAAGATAGAAATTGCCTACAACTCCATCAACGAAAGGAACACCTT
CACCAATGGAGACTTATTACAGGACAAGTCACTGTGGAAATGGGCAAAGACTCCCAGATC
GAGTCCCTGTTTGTTAAGTTCAAGGCGAAGGCTGAGGTGATGTGGACAGAGACGCACGGG
GATCATACTGTCGTGTACCACTCCAAAGACAAATACTTCACTCAGAAACAGTACTTCATA
CGAAATAAGAATGTCAAAGAGAAGCAGCATGTCCAGCTGACAAACCAGAATACTACATCA
TACCCCAGCGTTCTGGCCCCAGGAGTTCATGTCTACCCATTCTGCTTTCAGATCCCTTTA
CAGGGTATCCCTTCCTCCTTCAAAGGGAGTGATGGTAAAATTGTGTTCTCGCTGGAAGCA
GAGTTGAGCAGGTCAATGAGGATCAACAAGAAATCTTCCACCACTATCAACTTTGTGGCA
AAACCGGACCCAAACACCCTCCCTGGGCTGATGACCCCTGTGCGTAATTCAAAGGATAAG
AAAATGCATGTCTTCACCTCTGGGTCTGTAGCGATGGAGGTTAATCTTGAA
>BJ010022 ID   BJ010022   standard; mRNA; EST; 647 BP.
AGGAATTCGGACGAGGNNCTGTAGGACGGTGCTTATGCGGAGGCCCAGCNGCAATGGCTC
CACCTCCTCCCTTTCACCCCTCCCTCCGTCTCCCAGAGCCCTCCTCAGCCGGCTCTCAAT
GGGGTTGCGACAGTGGGGGCCAGCACAGCCGGGCTGAGTGGCGTGACGGGCCTTATCGGC
GCTCTGGGGGCGGGAAACGTGCTGGGCATCGGGGGGATCGTTGGAGCACTAAACGGTGTG
ATCCAGACGCCGGCAGGGACCGCCAGCCCCCACACACACACTACAGGAGCAGCTGCAGGC
GTCACTCTGCCCGTCAATAGCAGGTACGGAACAGCTGCCGTCAGCACCGGCGAGGCCCGC
CTCACATAATTGACAGCTGCTAGAGTCCCAGGATGATCATAAAATCAAAGTCCACAACAG
GGTATATAAGCCTCTTAAAGCAGCAGAATATGTACCTTCAGGAAACCTAACAGGTCCTCT
GCTTTTGTGTCTTCTTGCTTGCGTGCTGGATTGTAGCAGCTCAGCCACTAGTAAGAACAG
GTGAGAGGTCTGCAGCAGATCACAGTTTAGAAATGCATGTTTGGCTGATTTGATTCCGGT
TTTCTCAGTCCTGTTAGACTGGCTCCATGAGCTTTTTGTCATTCAGA
>BJ010023 ID   BJ010023   standard; mRNA; EST; 536 BP.
AATTCGGACGAGGGCAATGGGTCTTTCGGGGCGCCCTGGTCCTGCTGGGGAGAATGGTCC
AGAGGGTCTTCAGGGTGGACAAGGATGCCAGGGGCCTCCTGGAGAGAAAGGTTCAAGAGG
AGCAGTTGGCCAAAAAGGACCTCCTGGTTTGAAGGGAACACCTGGGCCATCGGGCATCAA
AGGCTCACGAGGATCCCCTGGAGACACAGGCATGCCAGGAGAAAGAGGGAGAGATGTTCT
TAGCCCTGTCTCACCGCTGCCTGGTGACCAGGGTCTTCCTGGATTCCCAGGAGAAAAAGG
GTTGAGAGGCCCCCCAGGGGCCCCAGGATTGCCAGGACTCCCAGATACGGGAGGAAAGGT
CAAGAAGGTCAGAAAGGGAGGTGGGGAAGTACTGGACCCAAAGGGGATGAAGGAGCCCGT
GGACAACCGGGCCAGAAAGGTGTTAAAGGGGAAAGAGGTTTACCTGGAAGGAAAGGCCCT
CCTGGTGCACCAAATGGAAACTGTGATTTAAAGAGCGCCTTCCTCTTCACCAGACA
>BJ010024 ID   BJ010024   standard; mRNA; EST; 567 BP.
TTGATGTTGCAACCCGTCGCATGCTGCCGATTCCCCCTGGCGTAACGAGCGCAGAGTGCC
GGGAGACACAACAAACACGGTTGGACAACGTTGATATTGACGTCCTTCACTTTGCTGTTT
GCTATCTGTTCGTTTTCTTAAAACTTTTGTCAGGTTTTATAGCAGAAAGTCTGGTGGTTT
TCAGCAGCAAGGTTTGGAAAATTTAAGTTAACTTAAAGTATCCATCTTGACTTCGTGCGT
CTTGTTTGGCAAAGACTCATTATTCTCCCAGGAGTTTTATTTTTAGAAGGTAGAGTGAAT
TATTTTCTTATTGGAAATATTATTATTGTTTTGGTTACAGAAGTTTTTTTAACTTATCCT
TAAAAAAGTGTATTGAACAGATAATATACTGTAAAATAATCCAAAATAGACAAAGCAGCA
GCTTTACCCGTCCTATCATGCTTTCTCTAGATTATTTTTGGTAGTACTTTTAGTTAAAAA
AAAAACACTCAAAAGTACTTAATTTTTCCCCCCTTACTGGTCAGTAAGCACTAGCCTGAA
GCACCCATATTTACTTGGCATGTTTAA
>BJ010028 ID   BJ010028   standard; mRNA; EST; 596 BP.
TCCCCCGGGCTGAGGAATTCGGACGAGGCAAGGAGCCGCGCGCGCGCAGAACCGCGTTTT
CCGTGGAGGACATCCTGGATCCAGACAAGTTAGAGGGAGCCCGAGCTGTGGTGGAGCGGC
TGCAGGAGCTCATGCTCATCATGCCCGGGTCGACCCTGGACAGGTGCAGCCTCCCCCGGC
AGGTGCAGGTGAGGGGAGGCTGCTGCCAGGGCCCCCCCTGAAGCCTCAGAGCCAGGCGGA
GAGAAGCCGGCGGATGCGCACCGCCTTCACGCTGGAGCAGCTGCAGATCCTGGAGCACAG
CTTCCAGAGGAGCCACTACCTGTCTGTGCTGGAGCGGCACACTATCGCCTCGGCGCTCCA
CCTGTCCGAGACCCAGGTGAAGATCTGGTTCCAGAACCGTCGCACCAAGTGGAAGAAGGA
GAGTCTGCAGAGGAAGGAGACGGCGGGGCTCTGCGCGCCCCAGTCATGCGCGCCGCTGTA
CTGCCAGATGCGTTCTCCAGTCCAGCTGTTTGCGCCGCTGACGCCTTACCGCTATTACGC
ATGAAGGCGCGCGGATGAACTGGCGCGCGGAAAGGACCTGGGTGAGCAGCAGAGAC
>BJ010042 ID   BJ010042   standard; mRNA; EST; 556 BP.
CACTTTGAACCTTGGAATTGAACGAGAAAGGGAGCTGACCTTGTTGGTGGGGGTCTCAGC
ATGGAGATGGACGTCCCAGAGTCTCCTCAAGGGAACATGGGGCTGCTAAGGACCTTTGAC
TTTACTGAGTTCAGCTCCTGGGAGAAGATAGGCTCAGGTGGATTTGGACAAGTATACAAA
GTACGGCATGTGAAGTGGAAAACATGGTTGGCTATCAAGTGCCCTCCCTGTCTTCATGTG
GACGAAAAGGAGCGCTCAGAGCTGCTTGAGGAGGCCAAGAAGATGGAGGCAGCCAAGTTC



CGCTACATCCTGCCTGTGTACGGGATCTGTGACGACCCCCACGGCCTCGTCATGGAGTAC
ATGGAGATTGGCTCCCTGGAGACCCTGCTGGCCACCAGCCCGCTGCCCTGGGAGCTCCGC
TTCCGCATCATCCACGAGACAGCGGTGGGGATGAACTTCCTGCACTGCATGGATCCACCT
CTTCTCCACCTGGACCTGAAGCCGGCCAACATCCTGCTGGACGCTCATTATCACGTGAAG
ATATCTGATTTTGGAT
>BJ010058 ID   BJ010058   standard; mRNA; EST; 570 BP.
CCGGGCTGAGGAATTCGGACGAGGCTGGAGTGTCCTGGGTGCACCCGGATGGAGTAGGAG
TCCAGATTGACACCATCACCCCTGAGATAGAGCCCTGTACAACGTCCTGGCTAAAGTGAA
GCGGGAACGAGATGAGTATAAACGCAGGTGGGAGGAAGAATACACGATGAGGATGGACTT
TCAGCAGAAGATCGCAGACCTTGAAGAGGACCTGCAGGAGAGTGAAGGCTGTCAGGACGA
GCTGGCTCACAGAGTGCAACAGCTGAAGACAGAGCTGGTTCTTTTCAAAGGCCTCATGAG
CAATAATTTGTCTGATTTGGACAGTAAGATCCAGGAGAAAGCCATGAAAGTAGACATGGA
CATCTGCCGCAGGATCGACATCACGGCTCGCCTGTGTGATGTCGCTCAGCAGAGGAACTG
TGAAGACGTCATCCAGATGTACCAGGTTCCTGAGCTGAAGGTTCCCAACCCCCAGTCAGC
CCTGAACTGCCGGCGTAAGCAAACCCCGCTGTCTTTTATCGGGAGCGAGTGTGACGAACC
CGTCAGCACCTCTGAGAGCGATGGAGGCGG
>BJ010070 ID   BJ010070   standard; mRNA; EST; 605 BP.
AACTTTGNAGGGGAGTTATTGACAGAGATTGTCTGATATTTTATAGTCGCTGTTTTAAAC
AAAACCACATAGAAACGCCAAATTTTGTCCAGTAGCCGCTCATCACGTAGAGTTTTTGAG
GCTTGTATTTGTGTTTATTGGTACTGTTTTACTACGTGCAGCACTTACCAAGGTTGGGGT
TGCTGCCAATATTGTCACAGTTATTGTTTTAAATCTTGCTATGATTCTACCTGAGACGTC
AGTGTGTATTTTACAAGGTATTTTGTGCCATGTTTGGCTTTATACCATACCAACGTATTG
CTAGAGTAGCTAGCTTGTTAAGAAAACGAGTGCTGCTACGAAAACAAAATTGGGTTAAAC
CAAACAAAACTTTGTTCCTATTGTCGACTCAAGCTGTTCTAATGGCTACACTGACGGACT
TTGAACCCTCAACAAAGAGACAAAGGGTTGAAGCAGAAACTCCGTCTTCATCTTCCCAGA
AAGGCTCAGCTTCATGCAGTCATGGAACAAGTAATGAGACCCCAGACGAAGGAAAAAGCG
AGAACAAAACAGAGAGAAAGCTAGATATGCAACCAAAAACCAGAGCAAATGATTTGCGAG
GTGTG
>BJ010073 ID   BJ010073   standard; mRNA; EST; 550 BP.
AACTGAAGACCAGCTTCTGAAACAGCCTGCTCAATGGTTCCTCGGTGGAAGAACATGATG
TTGAACCTAAAAACAAAGAAGCTGAAGAGAAGCCAGCTGGACATGGGCAAGAAATGGAAC
AGAACTTATTCTCTTTAATGTGTGCTGATGGAAAAAAAGATCATTCAGCCTTTGGTGCCT
TCAGCATCAGCTCTGATGTGGACAAGACAGTGGAATCCGAAGATCCTAAATCTGCGGTGG
CTTTTACAGAAGATGAAATAGAAATTCAGGATGTGGTCAGAAATGAGGTCACAGAGGTTC
TTCCTGGAGAGAAATCCCAGAAGCCACAAGAGGATGAAGATGAAGGAGAAGAATCACACA
TGTTTCCTGAAAATGCAGAAGCAGCAGAATGGGAAATCCTAGACGACCCAACATACGATT
ATAAAATAGAAGATCATGATAGGACTTTCACCGATCAAGAATCAGCAGATTACAATCCTG
AAAGTCATGAAGATGCTGCTGAGAAAGTGGAAGAAGAAACGGACATCTTCATAGTCAGTG
CTCCATCAGA
>BJ010092 ID   BJ010092   standard; mRNA; EST; 582 BP.
AATTCGGACGAGGATCCGCAGCAGCAGCAACTTCTGTTACNGTTTGGGGACCGCCATCTC
CTCCTCCTCCTGCACCTCCCCGGCAGGAGTCATTAGTTCCGCCGCTTCCAACCTCAACTG
CATCCCCCGCCTCGTCACCATCAACACCACCAACGGGCAGACCATGGTGGCGCAGCAGCC
GGGGACCGTCATCGCCACCGTGCTGAAATCCAGCGACCTCTCTGGGCTGCAGATCAAAGA
GGAGATGCTGGACCCTAGCTACTTTCAGTCCATGGTGAACGGCGATCCGTCTCTGGCCAT
GCACACGTTTGACAAAGAAGACATGGAGATGGGTGAGGCGGAGCTTCACTATAGGACTGT
GATCATCGATTCGAGTCAAAGCCAGGGGCCGAGTGGGACTGTAGTTAATGGACATTCCTC
CCAAAGAAGCAGCCCCAGTGTGGGCCTTACCCCGGTTGAGGAGCTGGAGGTGCGCGGGGA
GATGTCCCTGCAACCGGAGCAAGGAGTCAAATGCCTACAGGAGCTGCCTGTGTCTGTTCA
ATTGCCTGCAAACTTTATCCAGGTAAAAACAGAGCCTGCCGA
>BJ010095 ID   BJ010095   standard; mRNA; EST; 671 BP.
GAGGAATTCGGACGAGGCTGGAATGAGCTCCTTGAACCTGGGTGGCACGGCCCTTCCCAC
ACTCAGAGCATACAGGGCTTCCCAGGCTCTCTGGGTTAGCTTTCAGTAATCCCCAATCCC
CTGCAAAAGCCTTTCCACCTCTCACCAACCCCAACCCCAGTACACCATTTGGGGGTATTG
GCAGTCTGGCCTCGCAGCTTCCTGGTATGGACTCTGGTCCTCTGGGCTCCGGCATCGGCC
CCGGCATTGCCTCCAGCCTCGGAATGCCGACAGTAAGCACTGACCCTTTCAGCACCAGGA
AGATGAGCACACCGGGGCTGAACCCGCCGACCTTTCAGCAGACTGACCTTTCTCAGGTGT
GGCCCGAAGCAAACCAGCACTTTAGTAAGGAGATAGACGACGAAGCAAACAGTTACTTCC
AGCGAATCTACAACCACCCACCTCACCCAACCATGTCTGTTGATGAAGTGTTGGAGATGC
TTCAGAGGTTCAAGGACTCCACCATCAAGCGGGAGCGGGAGGTGTTCAACTGCATGCTTC
GGAACCTGTTTGAGGAATACAGATTCTTCCCTCAGTACCCTGACAAGGAGTTGCACATCA
CTGCCTGTCTGTTTGGGGGCATCATTGAGAANGGTCTGGTCACATACATGGCTTTGGGTC
TGGCACTGCGA
>BJ010096 ID   BJ010096   standard; mRNA; EST; 518 BP.



GCAGACGCTTCTGGAGTTAGGATCTCTCTGGGTCTGGACAGACCTCCATGGAGGGCGGAG
CTGGAGGAGAAGATCTGACCACGAGGGACACGAGCGGCAGCGTCTGGCCCCAGCAGCGAG
CGTGCCGCACCCACGAGAGAGCGATTCCCATCCAGGAGGTGGTGGAGGCCCTGGACGTCC
CAGAGGAAGGTGTGGAAACTCTGCTGTGCTACCTGGAGCTGCATCCACAGCGGTTGGTGG
AGCTGCTGCATCCGACGCTGTCTGTGTGTAAAGTCAGCTGCTATGATGGACCGAAGCAGC
TCCGAAAAATCGCCAAAATCTGTCCTCCCGTCGCCGCAGTGCTGGCCAGGAAGAGGATGG
CAGGAGAGCGGGTGGAGAGGTGCGACCAGGTGGAGTTTGACGTGGTGGAAGTCGCTGACA
TTATGGGATGGCAGCTTCCACTGGTGAAGCGGGGGCTCCGCCAGCTGCAGTGGAGCACGG
ACAGATCTGGCGGACGGAGCGGCGTGTTGGTGGAATTC
>BJ010101 ID   BJ010101   standard; mRNA; EST; 669 BP.
TCCCCCGGGCTGAGGAATTCGGACGAGGGTAGCGGAGGCGTCGTCGGCGGAACGGAGCGA
TGAATCCCAGGGATAATGTAGAGACAGGGGAGACGGACTGCCACCCGGAGGGATCCTACG
TGCTGATTCCGCATGAAGCACCGTGCAAGCAGGAGCAGGAGAAGCTGTCGGGGCTCGTCA
AAAACGTCCACAGGAAACTGCGCAGAAAATACAAAGAGGTGGGCGACTTCGAAAAGATCT
GGCGTGAGCACTGCGAGGACGAGCAGATGCTGAGCGAGTACGCGCTGGCCATGAAAAATC
TCGCTGATAACCACTGGACCAAAAACTGTGAAGGAGAGAACCGCATCGAGTGGTGTCGCA
GCGTCTGTCAGGAGTATTTCCTGCAGGGTGGGGTGAAGAGAGTCTTAGAAAAGGATGAGA
AGAGTGCCAAGGTGGGCGCAAACCCGCCTGCAGCATCTGTGAATGCTCAAGCACACAGCG
CCATCCCCAGTTCCATCTCCCAGCTGGGCAAAATGCGCCTTCTGGATGTTGGAAGCTGCT
TCAACCCGTTCCTGAAGTTTGATGAATTCCTCACCGTTGGAATCGACATCGTGCCTGCAG
TAGAGAGTGTTTACAAGTGTGACTTCCTCAACCTTCAGCTCCAGCTGCACAACCCCATCG
ACGCCCTGC
>BJ010106 ID   BJ010106   standard; mRNA; EST; 636 BP.
AGGAATTCGGACGAGGGGATGCTGAACNTACTGCAGAGGGGGCGTGGAACTCCGGGATGA
GCTGCAGATCCAGGCCGCAGTGGCTGCAGGGGACGTCTGCACCGTCAGGAGGATGCTGGA
GCAGGGCTACTCTCCCAGGATACGGGACGCCAACGGCTGGACGCTGTTGCACTTCTCTGC
TGCCAAAGGAAAGGAGAGATGCGTTCGGGTGTTTTTGGAACACGGAGGTCAGAGGCATTT
TTCAGCACTAGGGGGCAGTAATGTCCCCACCTTAGCTCAAATATGCTCCAAACCCAGTCC
TGGCAGTTTTAAATGAGGCGGTGTGTCACCGCCACAGGAAACTCTGGAGCCTCCTTTGTT
AGAGCAGAGGAGGCGACTGCAGGGTTCTTCTCCTGTTTTCTGATGGTTTCGGTCTTTCTA
GAGCTCAGATCAGGTTCTTCTGCTGTCAGCCCGCCGTGGGCCTCTTTGACCCTGCCACTT
CTTCTCTCCACAGCCGACCCGACCGTGAAGGACTTGATTGGCGGCTTCACAGCTCTTCAC
TACGCGGCCATGCACGGCCGCGCTCGCATTGCCCGCCTCATGCTGGAGTCCGAGTTTTGT
CCCGATATCATCAACGCAAAGAGCAATGACGGCTGG
>BJ010111 ID   BJ010111   standard; mRNA; EST; 597 BP.
AGGAATTCGGCCGAGGCTGAACAGCGTACGCTCTGACATACCTAAATCTGTGAATAGCTG
ATTTATGTGGACTACATAAACTCTCAACTCTTTAGGCTTTTTCTTTACAGCAATATTCTG
ACATATAAAAGACTTGCTGTCGTAAAATTCCGGCCAGACACAAACAACAGTTATTGTTTT
CTCCTTTATGATCAGGTTTCAAAAGGTTGGCACTTTTTGAATATAAGGGACGCCATCCGT
AATACGTCACTACAAAATCCGAGTCCCTTATCGGTCAAAGTTCAATTAATTTAACTTTCA
ACACGCCTTCAGTGGTTTTGTACGCAGAGCCCAAAAACGGTTGTAGAAACTCGCGTCGCT
ATGCGTGAACACGAGAGTTCTGAACGCAGAGGACATAGACTTTTCATTGGACAGAAGCGC
TCGGACGCGCATCGTCAAGGGCGATGCGCGTGTAGCTTCAGTTTCGCTAGACAAAAGAAT
ATCAACATTGGAGCTAAAGCTCAGCTGTTAAAGGGGTTAACAGGCAGAACGATCAGACCA
AAAAACTGCATAATGAGGAATAAATGAACAATTTCATAAATTGCAGCTTCTTTAGAG
>BJ010143 ID   BJ010143   standard; mRNA; EST; 400 BP.
AGTGGGTCTTTAGCGGAATAACATGGAGTTATGAACTTGTGAATTGAGCTTGAATCCATG
TTTTGGCGGCGATACCCAACCCCACACCAGACGGACTAACACAGAGCAGAACGCCAAAAT
CCAATCAACCGGAGCGTCCATATCACTGGTCCATCAGCTCCATGCTACGCCATGTTGCTG
CAGAGAGAAAAGGCTCTGAGTGATGGATTCCTAATGAATTTAAAGTCACTGTCTGAGCTG
CTGTTGACACCAATGTTGGGCTGGTGTGAATAGAAATCATCCAAACAAACAGAAATATTT
GCAGTGAGTTGTATCTCTCAGTTGAGACTCTTCACCTCATGACCTGCATGCCAGCTTCTC
CACCAGCATTCACCCACAGAGGGTGACTGAACGGATGGGT
>BJ010151 ID   BJ010151   standard; mRNA; EST; 568 BP.
CCCCCGGGCTGAGGAATTCGGACGAGGCAGGAACTGACAGGCGGATGCTAAGTAAGTGGC
TTAATTAGAGAAGCCGCTACGGGTTTCCCCTCTCGTTCTCGCGTAACTTAAGACTGTGAA
TGCCGACTTAGTGGCGCGGTTAGCGTTTATATAGCTGGTATATGTCAGCTAAACCGAAAG
TCCTCCTTGAATGATTTGAGACTTGCACAGCGCGAGCGCTGACTAGCTAGCTAAGAAAAG
GGTGGGGACACAAACTTCCAACTAGACCTCGCCCACAGTCGTTGCTCCATTTTGGCAGGC
AGCTAGTGTCTTTGCGGCGTGAGAAGTCCGCACCACTTTATTAGGTAATTACTAGACTGG
CACACGTGTGTCAATTACGTCGTAGAAATCGATCACCATGTTTAGAAAAACCCTAAAAAA
GGACCCCGAGCTGTTTCAAAACGTCTCCGAAGGGCTGCGGCGGCTGTACCGGACCAAACT
GTTCCCGCTGGAGGACACGTATCGATTCCACGACTTCCACTCTCCCGCACTGGAAGATGC
CGACTTTGATAACAAACCCATGGTACTT



>BJ010160 ID   BJ010160   standard; mRNA; EST; 224 BP.
CACAGTTGCTGATGATGTTACAAACCACATTTTGGACAAAAACTCAAACCAAAACACCAC
CACAGCTCCATCAGATGAGGCAACATCCCCCAATGATGGCACCTTTAGTTTGGATCAAAA
CCTCAATGTAACTATAAGCTCTAAATNNGNNCACGAGGAGGCTTTGTCCCAATCCAGCCC
CCAGGTCAATTCTGAAACCCCTCAGCTCCCATTGCGGCCCCCCC
>BJ010166 ID   BJ010166   standard; mRNA; EST; 130 BP.
TCCCCCGGGCTGAGGAATTCGGACGAGGGTTTTTTAGGGTCGGGGGGTNAAGGGGTTACA
GGGAAAATATGTAACAGCCGAGCCAAGTCTTAAAAAAAAGTTTTGTTAACGGGGGGGGGG
GGGGGGGNNT
>BJ010183 ID   BJ010183   standard; mRNA; EST; 143 BP.
ACCCGCATCAGCTCCAACCCGCTGGTGGACATCGTTGTGGATCGGTACCACATTCCCAGA
GTTTGTCCTCGAGAGGTGCAAACAGAAGACTTCGTCCGGTATCACTTCAACGGGACCTTT
TATGAGAACGGGAAGCAGTTTGA
>BJ010190 ID   BJ010190   standard; mRNA; EST; 516 BP.
CCCGGACGCGAACNCGCCATGATGGACGAGCCCTCCGCCGCAGAGTCCGGACAGGACAGA
GCGACATGCAAACCGCCTGTGTGCGGCCTCGGCCTGCCAGACCCCGACAACAACCGCAGC
CCATCGGCCGAGGACCCAGCACCCGTCGAAGAGTGCAGCCTGACATGTGAGGACTGTGGC
CTGAGCTTCACTCAGCTGCACACCTACAACACTCACCTTCACCAGCACAGCCTGGAGGAA
GAGGAGGCTCCACTGGGAGAGCGGAGGAGTCCAGGAGCAGGCGTGGGAGATGAAGATGCA
GACGTGGGCACTTTAGTAGAAGCAACAGCAGAAATGGCTGGAAAGACGGCTAATCGGGGC
TACTTCTGCCACACCTGCGGAAAGGCCTACAAATACCTGGTTTCATTCAGAAAACATTTG
AGTATTCACAAAAGCAAACCCCAGAAAGACAAAAACCAGAGTGAGCAGCATTTGCGTAAG
TACGAATGTCCGGATTGCGGGATGTCGTTCATCAGG
>BJ010194 ID   BJ010194   standard; mRNA; EST; 456 BP.
GCAGCTTTCTCGCGTTAGGAACGCTCTTCACCGGGATCGATACGCCGAGGTTCGAAGCAG
TTCGCCTGAAAGCGTCGACATGATCCGGAACGGGCACGCGGACGGGCCGCGCGGAGGTGA
AGCCGGTAAGCCGCAGAGCTCCGCCCGCAGCCCGGAGAAGAGGAGGCGGGAGATCCGGGT
GTGGTGTGACGGCTGCTACGACATGGTGCACTACGGCCACTCCAACCAGCTGCGACAGGC
CAAAGCCATGGGAGACCGCCTCATAGTGGGCGTGCACACAGATGGAGGAGCGCTACAAGA
TGGTGCGCGCCATCAAGTGGGTGGATGAGATCGTGGAGGGAGCGCCGTACGTCACCACGC
TGGAGACTCTGGACAAACACAGCTGTGACTTCTGCGTGCACGGAGGTGAGTGCGCCCAAA
TCCTANCTGCTGTGTGTGTGTGTGTAGGGGGGGGGG
>BJ010207 ID   BJ010207   standard; mRNA; EST; 567 BP.
GCGATTGTCACGTTTTGCACACAGGTTCAGTCGCTCCAGACGTCTCCAGGAAGGACATCG
TCATCAACGTGGGAACACTCGTCTGCACATTTTTTCCTTATTTTAACCACGCGTTGAGTT
TTTGCTTGATCGCATGTTTCCGATGAGGAAAAAAAAACACTTCTGCTTTACTAATTTTTA
CCGTCTTAATATTTTTTTGTTTTAGATATGCGGGGGGGTTGTTCTTCATTTTTTTCTTGA
TATTCACCAGGATGACGATGCATTTAGGACATTTCTACGGNGTTTGTGCCATATTAAAGG
GTGTTCACAGGTCAACATTCGCAATAAATTGGCCGGATCGTCATCGGAATGCTAATATTA
TTATTTCCTCTCCTTTCCTGATTTAATTTTTATTAAAAAGCACATACATTTGTAATAAAA
AGGTGTAGAAGAAGATATAATATAAATGTGAAATGTATTCTGTCCTCACGATTGGACTTA
CTGAATATGAAAAGATGCAAACTGTTGTGCTGAAATGGTTCTAACTGTTGCAAGCGCCCC
ATTACTTTATATAAAAAAGTCTGAATT
>BJ010231 ID   BJ010231   standard; mRNA; EST; 534 BP.
GTTAATTTGAGAGCCGCGAGGCGCAGGCTGACCCCCCCCGCGGCGGTACCGGCGCCATGG
CGGAGCTCAACTATTCTGTCACCACCGAGAAGCGGCAGAACCGGCAGAGCACGCAGAAGA
AGACCTCTGGGAGCCAGGTGATTCTAGAGAAGGTTCTGGGCATCACCACAGTCAGCAGCA
GTGGACTGACCTCTGACCCCAACACCGGCCTCATCGCATACCCAGCAGGGAGTGTGGTGG
TCCTGCTGCACCCCTTAAGGAACCAGCAGAACCACATCCTGAACTGGTCCAAGAAGCTGT
TCACCGCTGTGGCCTTCTCTCATGACGGAAAGCACCTCGCCACTGGAGAGAGCGGGCACA
GGCCCTGTGTGCGGGTGTGGGAGGTGGGGGGCTCTCAGGTGGCTGAGGTCCAGTCCCACA
AACACAGAGTTTCCTGCGTGGCGTTCTCCTCCAACAGCGGCTACATCGTCTCCGTGGGTT
ACCAGCACGACATGACGGTCAGCGTGTGGGACTGGAGGAAAGGCTCCATCGTGG
>BJ010233 ID   BJ010233   standard; mRNA; EST; 116 BP.
TATAGAAAAAAAAGTGAAGGGGAGACAAGAGGAGAGGAGACACACTAGCCTCTGGGATCA
TACATTTTTTAATGCTGAACACATTCTTGCAATCTCTTTCTTTTTTTTTTTTCTTT
>BJ010238 ID   BJ010238   standard; mRNA; EST; 566 BP.
CTGAAAACATTGTACATTTTATTTTATTGCTTTATCCCAGACTACATTCAGGTTATTCTG
AAACTTTTTGTACTGATCTGCACTGAAATCTGTTAAAAGACTCCCATGGATTCGATGCTT
TTCTAGTTTTTGTTCGATGCAAACGTTTTGCTTTCGGGAACATGAACAGTGCCGTCTGAT
GTGGCTCGCATGTAGCAGAGACGACCATGAAAAGAAACGGCAGAAAACGGGCAACAGCTG
GAGGCGGAAAAGCAAGCCCGCCTGTGTGGGCGCTGGCAGGTGCTTGAACGTGAAGCCATG
CTAACTCAACAATGACCTTTCCAGAGGAGCGGTTCCACTGTGAGCATGGCTGCACACGTG
TTAGCAGAAGTAACATCATTTTTTTTCCCCCCTCCTGACTGCGTTTGTCAAGCAGCCTTG



TTGCATTTCTGTAGAGCGGATGTCTCGATCGTTGAGGCGCGGAGTAAATCTGAGCCTCTG
TCTGTGGTGATCCTGCCTTATTAGAGTAGTTGGGTGCTTGTCTTCTCCTTGGAATTGTAA
AGTTTGTGTAGTCGTGAGCATGGTTC
>BJ010240 ID   BJ010240   standard; mRNA; EST; 651 BP.
CTGTTGTTTTTTTAGTATGGCATCTAGTACTCTATNTTGAGGGTTTGATTGTTTTGGTCC
GGGCTTCTTTAACGCCTTAGTACATGCTCCCATGGCGGTTGACCCGTACAGGTGCTGTAA
GTTTTTGGGTTGTCTGGGCCCGTGGAGGGTCATAAAGGGGTGCAGCTGGCAGATCCTAAG
ACTTAGTACGTGCCACCCACTGACAGCCCGTATCCACTCGTAAGGGCAGTTGTAAAGAAG
GATTTAAATTCAAATCAGTCGCTGATTTCATTGGATGATTTTACATCAAAATGTTAATTT
TGATCAGTTTGAAGGGATTTTAGTTGGTTTTTCTTTCTTTACCAGGGTGAACAGACCAAG
AATTATGTTTATATCTGTATAAGAAACACTTCTGAAATAAACTTTGAAAGACAATAAAGG
ACCCTGGTGACTGAAAGGAGATGTTAAATTTGTTGGATGTCATGAAGGAGCTCTATTCTG
ACCTGTGTCAATAGCTTCTGCTTCATCCCAGCCTTTCTCTCTGTCTGTCCAAATGTCCCT
TCTCCCCTCCGATGAAGCAGTTGTAAATTCATTATATGTCAATGGAGCAGAAACCCTTGT
CAGTCTGTAATCCTTAGTGACCTGCACGAGATCATAGACAGTCAAGTGTAA
>BJ010242 ID   BJ010242   standard; mRNA; EST; 546 BP.
CGAGGCAGCTGCCGGGATCCTGGNTCCGTCATTTGGTTGTCATGGCAAAAGGCCTTCTGG
TCATTTGGTATTTTTTCCACGGACTACTTTCTCTGACTTCTGGACAGCAGCGCACTGCGG
GCCCTTGGCGGCACCACATCCAGTGGGAGAACAACGGTCAGGTTTACAGCTTGATGAGCA
CTGGATCGGAATTCCAGAGTCCGGTTCGGTCCAGAATTCTAGCGAGGGTTTTTCTGAGCA
GCAGGATGCCCAGCAGCGACATCCCAGGGACGCGCGGGGGAGGCGGGCAGCCTGAGTCCA
GGACCAGGACCGACCACACGGTGGCAGGACCTCTGGCCCCTGAAGGGGGGTACGCAGCCG
TCAGTGCCGGTTCCGCTGGGCCCAGAGAGCCGGAACCCCTTCAAGGATCCGTGGAGCGCC
TCGGTGCTTTTTATACCGAATCCACCAACAGCTCCCTGCGTTCAACAGCCAGAGAGGATG
CTGAGAACGAACCAGATCCCGATCCAGAGCAGATCATGGACACGCACACCTCTGCGTATC
CCGCAG
>BJ010263 ID   BJ010263   standard; mRNA; EST; 546 BP.
CGAGGCCTCTGGTGAGTGAGATGCTGAAGGAAGTCCTGGCAGGTCGAGAAGATCCAGAAG
GGTTCTTTGCGATCTGTTTGTCTGTCCTGGGTCATCGTGAGACTTACTCGGTGTTCCAGA
CACTCATCAAGCCTCTGTCCACTGCCAACACTAGTGTTCACTCCACGCTCACCTTAATCT
ACGAAGAATACTTTTCTAAGACTGAAGATGATGACCTGGGGCTTGCTTTGGCTTTGTCTC
TTATGGAGATGGAAGATCAACAGCCGTCAACACAGCACATGCAGGCTGAGGTCAGAACCA
ACCAAAGCGGCCCATTTCAACTGAATTCAGCTTCCATGTCCCTGGAGAAGAGCTCAATTA
AGCCAGAAGACCAAGTCGGCAGAGAAAATGACCCAGTGGCAAAATCTGGACTCAAAAGCA
AGGAGAGCCCCAATTCAGAAAGTCGGGATATTGCCCCTCAGAGAGGCACACACGAAAACC
AAGCACAAACCAAGCAAGATGCATTCAAAGAACCTCAAAACCTCGCGAAAGATCAAACTC
TGAATC
>BJ010271 ID   BJ010271   standard; mRNA; EST; 103 BP.
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGNG
>BJ010277 ID   BJ010277   standard; mRNA; EST; 632 BP.
TCCCCCGGGCTGAGGAATTCGGACGAGGCGCGTGCTGCCGTCCCGCTTCACACAGCCGGT
CCCGCCGGACTCGAGCACTGAGAACTCCTGCACCCCCCAGATTGGAACCCGTCCCGCTGC
GGCATGGACTCCGCGTATTCGGACATCGACAGCAACAGCTGCGACTTTTTCTCACACACT
GACGAGGAGGACGCCCGAGTGCCGCGCCCCACCTCTCCTGAGCGCGGGCAACAGCAAAGG
AAGCGGCGCCGAGGCCGGGCGCGCTGCGAGGCGGTCGTGCAGGTGGTGAAAAAGAACCGG
CGGCTGAAGGCTAACGACCGGGAACGGAACCGCATGCATAACCTGAACGACGCGCTGGAT
GAGCTGCGCGGCGTCCTGCCGGCCTTTCCGGACGAAACCAAGCTGACCAAGATCGAGACT
CTGCGCTTTGCGCACAACTACATCTGGGCTCTGTCCGAGACCATCCGCATCGCAGACCTG
CAGGCGGGGAGGCGCAACGACACCCCTCTGCTGCTTAACCCCTCGTGCCTCCGCGAGACC
CCGAGTCCAGCCAGTGACCCCTGCACGTGGAGCCCCAGCGGATCCTCGTCCGCCTCCTCC
CCGGCGTACTGCGCGTNCAGCCCGGGCAGCCC
>BJ010280 ID   BJ010280   standard; mRNA; EST; 602 BP.
GAGTTTTCGCTTCGTACTTTACTTTTAACTTACCTGGCATTGAGCACCTGAAAAGGCGCG
CGCAACCTTCGATCTCCCTAAAGTCTGTTCGCTTTCCACAAGTTTCTTCTGCGATATAAA
CAAAGAGAGCCGCAGTTTTGGATGAATAATTAACCAGAGGAGTCCAGCCGCAAAGTGGAG
AGCAGAGCAAACATGCAGAGCTGAGCCAGGAGAGAGGCGCGCCTTCGGACAGGAAAGCAG
AACTCCGCGCGCTTCAACCTTCGTCCCATTTCATTTCCATGTCGTCTTGAGTTGGAGTCT
GTCATCATGCCGGGAGCGGAGAGCAGAGTGGAAGGCCGGCTGAAGAAGCTGGAGTCCCTC
ATGAGGAACCCACAGTCGGCCCTGAACTTGGAGACTCTGCTGGACTCTATGGAAGCGTTG
GCTCATGATCTGAACTACCCTGTCCTGAGAAAAAACAAAAACATAGAGGCCTTCCTCAAC
AGATATGAAAAGGTGGTGAGTCAGCTGCAAGAGCTCCAGGTGAAGCTTGACGACTTTGAA
AAGGTGAAATTGATTGGAAGAGGAGCATTTGGAGAAGTACAGCTGGTTCGACACAAAACC
TC



>BJ010296 ID   BJ010296   standard; mRNA; EST; 571 BP.
AATTCGGACGAGGGAAAGNGCTAAGACTTCCTGAAGGGGGAGGGCAGACAGCTGCACGAG
GAGCTGGTGCTCATGGACAAGAACAACAAGCACACCAGCTACATTTCAGCTCCGTGGTTT
GATATGTATCTATCTGCACGCGACTCTTTGGTGTTGAACTTCAACCCCTTCATGTCCTTC
AACCCCGACCCGAAACAGGAGTACAACGACCCGCTGGTGCGCTCCACCAACATGGTGTGT
TCAGCGGTGCGCTTCATGAAGACGCTCCGGGCCGGCCTGCTGGAGCCCGAGGTTTTCCAT
CTGAACCCTGCCAAAAGCGACACGGCCACGTTCAAGAAGTTCATCCGCTGGGTCCCGTCC
TCGCTGTCCTGGTATGGAGCCTACATGGTGAACGCTTATCCCCTGGACATGTCTCAGTAC
TTTCGTCTCTTCAACTCCACGCGCATCCCCAAACAAGGGCGGGACGAGCTTTTCAACGAT
GAGAAAGGCCGGCACCTGCTCGTTCTGAGGAGAGGAAATATGTACGTCTTTGACGTTGTT
GATGGCGATGGCAACATGGTGAAGCCGGTTG
>BJ010297 ID   BJ010297   standard; mRNA; EST; 598 BP.
ACGGAGGCTGCAGGCACAGCCCACTGGGACATGGCGCCCGGAAGAAACGCCACGATCCAC
AGCGCCCTGCTGCAGAGGAAAAGATGTTCGTCACCGCTGAGGCGGTGATAACGGAGGGAA
GTGTTCACAGCCATAAGCATGTTCACACTCATGACCATCATCACGGTCATGATCACGAGC
ACAGACACCAGGAGCGTCTCCACAGTGGCAGCACCAACAGCACAGAGTGCCTGAACGCCT
CTAGCATCCTCACCTATCACGGAATGTCGCAAGAAGTGGGCGTCACTCTGGTGGACTTCA
GTTACCTTTGTCCTGCCCTCCTCAACCAGATGGACAGTGGAGCCTGCATCCGGCACAAAG
ATCACCAAAATCACAGTCATGGTCACCATGGAAACCATAACCACTCCGACCACAGCAACA
ATCGTACAGGAGACGACTCCAAAAACATCACGATGGCGTGGGCCGGCGGCTTCCTCTCCA
TCACCATCATCAGCCTGCTGTCTCTGCTGGGCGTGGTCCTCATCCCGCTCATGAACAGGG
TCTTCTTCAAGTTCCTGCTCAGCTTCCTGGTGGCCCTGGCTGTGGGCACGCTGAGCGG
>BJ010325 ID   BJ010325   standard; mRNA; EST; 556 BP.
TTCGGCACGAGGTNTGACCCGGGTGCCAAGCGCCTTGGNGAAACTCACAGGAATCGACAT
CTCACAGGCTGCTGGGAAAAGGGCCCGCGCCCATTAAGGAGAGGACTGAGGGAGGCGCCT
GAAATAATCCGTCACGCCAAGTCTGACATCATTGCGTCTGCAGCACGTGCTCACGCCATT
GAATCAGCACCACCCAACGTTCCCATTCTACCGTTTTATCTGCATGTTTTCCCAACATTC
TTCCTCATTTGTGTCTTTTCAGCTGGTGGCCCTGCATCTGTGCAAAGTCACACAAAAAAC
AGTCTAGTTGAAGGAACCACTCCTGTCTGTCGTTTAACCGCTTAGATGTATGCAGCGTTT
TACTTTAAAGTGACTGCAGTTTCCCTGCAGAACAACATTGTTACTAAATTAAAGAATATG
GAAAATGGAAGCCTTTAGTTTTGTGCCTTTTAGACGAGTAAAACTCAGTGAGGTAACATC
ATGCTGCCTTCAATCTTCACTACAGAAGTCTCAATGTTCTAGTCATTATTATAACAAAAT
GTGTGCCTATTTCCTG
>BJ010329 ID   BJ010329   standard; mRNA; EST; 193 BP.
TCCTGGGGGGCTGCAGAACCGATGAAGCCCTGGAGGCGCTGNTACATTTGTTCCGTTACA
CGGATGTTGTTGCACGAACGGCACAAACGTCACCCGTGCGCTTCAACTGAGACTGGACGC
GCTGTTACGACACCTGCACGTGTACAACCTAACCATTGTTACTGAGTTTTGGTGTTTCTG
GTCAGTTATTAGG
>BJ010335 ID   BJ010335   standard; mRNA; EST; 580 BP.
GGCTGGTTGGAGAAGGGCCCCTCAAAGTGGCCCTCCACTGTTTGATCGAAAGGAATGGGA
TGTTTGTTCAGAGCAGCCACTCAAACTCCAACAGCCTACAGTCACAGGTAATGCACGCAG
ATGCTCTGGTCCTCCTGGGGGCAGAAAGTATGGAGATTCCCTCCACCTGGGTTCGACCAG
GAGCTGCTATCATTCGCTGTGAGCATAACATCGGTTCATCCTCAAGATCAGGGCTGGGAT
ACCTTGCAGCAGCTTACAGAGCGCAGAATGTAGTGCAAAGCTGCAGCCGGTGGCTCCAGG
AGCAGCAGTACAGACCGTGGCATCTTCACACCCTCAAACTGCAACCTCTCAACCCAGTGC
CCAGTGACATCGAGATATCCAGAGCTCAGACACCCAAACCAATCGATCAGCTGGCTGCAG
AAATCGGTCTGCTGCCAGAGGAGCTTGAGCCGTATGGGAGGAGCAAAGCCAAGGTCCGCC
TCTCCCTGTTGGACCGCCTCCACTCGCAGCCGGATGGCAAATATATCCTGGTAGCGGGCA
TAACTCCCACCCCGCTGGGTGAGGGTAAGAGCACGGTGAC
>BJ010339 ID   BJ010339   standard; mRNA; EST; 499 BP.
ATGGACCTGGCAAAAGGGGGAGATTGAACGTGTAAAGAATGAAGGCAAGGAGCTGTCCAA
AGAGGAGAAGCAGCGTCTGAGGAAAGAGAAGAAGCAGCAGAAGAAAAGCAAAGAGAAAAA
AGATGACAAGGAAAGTGAGAAGGAAAAGAAGCCAGGGGGTTCGACAGCTACTGTCCCCCA
AGCTCAACCCTCAACTCAAAAAGCTCCTCCAGCAGTGCCTGCTCCTGTGTCGAATTCTGT
GCCTGCCTCCGAGGTCGCTGTCGCGACGGAAAAACCCACCAAAAGCAAAGCTGAACTGAA
AGCAGAGCGAAGGGCTCGCCAAGACGCTGAGCGGGCCACCAAGCAGACCAAGAAAGGGGA
GCCAGGGCAACAGGGTGCTACGGGCAAGCCAAAAGCCCCACCCAGTGAGCTGCTGCCAGT
GGTGAAGAGGCTCTCAGAACACGTTCAGGTGGACGATCCAGATGTTTTAAAGAAACTAGC
CAAGAAGTTGGAAAGACAA
>BJ010358 ID   BJ010358   standard; mRNA; EST; 216 BP.
TTCCAAACTCCCATCACTTATCTGTCAGAGNCGGTGGACGTGTACAGNGATTGGATAGAC
NCCTGCGAGGCAGCCAACCAGTANTNCTCATCCAGCTGGAGGCATANNGTGAACGTGGAG
AGGATGAGCATGTGGATGAAGGGGGTGCACCCACTTGGAGCGAGTNANAACATAATNGAG
ACCTTCANTTATGTTATNGACAGATTNTTATGGTCT



>BJ010377 ID   BJ010377   standard; mRNA; EST; 493 BP.
CTTGGTAACATGTGAAGGAAACCTGTTGAGCAATCAAGACGAGATCCAGGAGATAGTAGA
CGACATTGTGGAACGCTATGACAACCTCTCCAAGTGTGTGAGTGATCGAAATGAGAAGCT
GCACGTTACCTTGACTCGCTCCATGAGTGNGCAGGATGGTTTGCATGAGATGATGGGATG
GATGGAGGGAGTCGAGGCCAGTTTGAAAGAGAATGAGTCCATACCCTTGGACTCTGCTGT
TCTTGGAGATATTCTCAGTAAAAAAGTGGCTTTGGAGCAAGATATAGCAGGTCGACAGAG
CAGTATCTTAACCATGAAAGAAAAGGTGAGGAAGTTTGCAGAGACGGCTGATCCTTCCTC
AGCCGTAGCTCTGCAGTCCAAGATGGACGCCCTCTCGCAGCGCTTCTCTGATGCTTGCGA
TAAGCACAAACAGAAGATTTCCCAGCTGGAAGAAGTGAAAGAAAAGGTCGAGCAGTTTGA
GAACACTGCAGAG
>BJ010386 ID   BJ010386   standard; mRNA; EST; 702 BP.
GAGGAATTCGGNCGAGGGAACGAACNTGTGGAGGTCTTAGCGTTTGTGGCGAAGTCGATA
TTTTACTCTTCGGATGTCCTAAAATGAGGAAAACTGATCACATGGGTTACATAGATTTAA
TGTATTTGTCGTTATTTTGATTTATTTTAAAATTAAAACCGTCAACGGCGACTTGAATCA
TGGGTAAATCAAAGACTAAGAACCAGAAGAAGGCCCGAGTCGAGGCCGACCATGTGGCCG
AGGAAGCCTACTCCACTGTGCCGCACTCGTTCGTCTTCCACCGGGGTCAGGTGGGGAAGA
ACGTGGGTCAGCTCATCCAGGACATGCGCACTGTGATGCAGCCTTACACCGCGGAGTCTC
TGAGGGTCCGTCTGCAAACAGCACAGCTTTGACTGTTCGGAAGAAGAATGTCCTGAAGGA
CTTTGTGGCGATGGCGGGCCCTCTGGGAGTAACTCACTTTATGATCTTCAGTAAGACTGA
CAACAGTGTGAACATGGTGAGACCTGCAACCGAGCAGCCCAACTTCTGGCTGAGTTCATG
TCTAACAAAGCGTTTCTTGTTTTTACAGCGACTGGCTCGACTTCCCAAAGGTCCCACGCT
GAACTTTCGAGTCCTCAAATATTCTCTTATCAAAGATGTAGTTTCATCTCAGAAGAAGCA
TCGGATGCACGAGCAGCAGTTCACACATCATCCGCTCATCAT
>BJ010395 ID   BJ010395   standard; mRNA; EST; 615 BP.
CCGGGCTGAGGAATTCGGACGAGGGGATGGCTGACCGCGGCTGCAGAAGGAGGAGATCCG
ACTTTGGACCCTCAAAGTCGGTCTGAAACTTTTTCATCACGATGCTCCGTTTGAGACATT
TTTGAGGGATGGCGGGAATCCTGAGCGCCGCGCGCTCACGGGCTGCAGGGACGGGGCTGA
AGGTTACCGCAGTCCGGCAGATTCACAGCTCACACGATGTGGCCGTGGTCGGCGGCGGCA
TCGTGGGATTGGCCACAGCCAGAGAACTGATTTTGCGACATCCGGCTCTGAGCTTCGTCC
TGCTGGAGAAAGAGAAGGAGCTCGCTCTTCATCAAAGCGGCCACAACAGCGGCGTCGTCC
ACAGCGGGATCTACTACACGCCGGGCTCGCTGAAGGCGCGGCTGTGCGTGCGCGGCGCCA
CCTTAGCCTACGACTTCTGCGACAAGAAAGGAATCCCGTACAAGAAATGTGGAAAGCTCA
TCGTGGCCGTGGAGCAGGAGGAGGTTCCCAGGATGAGGGCGCTGTACGAGCGCGGCTTGC
AGAACAACGTGCGCGACCTCCGCATCATCGACGCCAAAGGGATCCGGGAGCGGGAGCCGT
ACTGCCGGGGAATCG
>BJ010402 ID   BJ010402   standard; mRNA; EST; 535 BP.
ATTCGGCCGAGGGGAACGGGAGGNAACCTACAGTCGCTACCAACTCTCGAACTGGAGAAG
GAGTTTCTCTTCACCCTTACCTGACCCGCAAGAGAAGGATCGAGGTGTCCCACGCCCTTA
GCCTCACCGAGCGGCAAGTCAAGATCTGGTTTCAGAATAGAAGGATGAAGTGGAAAAAAG
AGAACAACAAAGACAAGTTTCCGGGTCAGAGAGGGGAGGCTGAGGCAGAAGCCGAGGAAG
AGGGCAACGAGGACGGTGAAGGGGAAGAAGCAGAGGAGAAAGAAGCGGAAGAGAAAGAGG
AGAGCAAGGAGTGATTTTATTGTCCTTTTTATGGTTATATGGCTGAAAAGAGAAAAAGAA
GGCTCCCATAAACAGAGCAAGAGTCACAAGGAGGCAGTGAGCGTCAACTTTATGACCACC
CTTCCATTTTGTCAAGAGGAATCCCCCCTCCAAAAAAATAAATAAATAAATCCTGCTTCA
TAAAAAGACTAAAAGGCAAAATTTTACCCCCCCCCCCCCCGGGGAAAAAAANTNC
>BJ010412 ID   BJ010412   standard; mRNA; EST; 453 BP.
AATGAAATAGACATCAAGGAGGCGTTTCAGCGAGCACAGAAAGGCCACAACAACAAGGCG
AAGCTGGTGGCGAGTTTAAAGAGTCGCTACAACAAGCTTGAGGATAAGACTCCTTTCCAT
GAGGAGTTCATCCGCTGCCTGAAATATGCCATGATTGTCTACAAACGTGAGCCTGCAGTG
GAAAATGTCATAGAGTTTGTGGCAAAGTTTGCCACAAGTTTTCAGTCTCCACCTAAACCT
GAAGGAGAGGACCAGCAAAATGAAGAGGAAGAGGAGGAGGAGGAGGATGAAGAGGATGAT
CACCCATTCTTGAGTTTCATCTTTAACTTTTTGTTGGAGTCCCATAAAGCCAACAGTCAC
GCCGTGCGTTTCCGGGCGTGTCAGCTGATCAACAAATTGCTGGGCAGCATGTCAGAAAAT
GCTCAGATTGACGATGACCTCTTTGATCGCATC
>BJ010413 ID   BJ010413   standard; mRNA; EST; 517 BP.
AACATGGATATAAGGCGGTTCTTTGGACCGACATCAGGGAAACCTGCGGTGCAGAAACCA
GCGCCAAACACCAAAGCAGAGGAGAAGAAGAACCTCAACTCCTCTGATGTGAAAAGAACC
AAGGTCAAAAGCTCCAAAACAGAGGAGCGACGCAAAGACAGTGAGAAAAAGCGCAAGAAG
TATTCTGTCATAGCATCAGATTCAGAAGAAGAGGAGAAACCTGCAACAAAGTCTAAGAAA
TCTTCTAAATCGACGAGCAGCAAAGCAGAGCCTCTTCCTAAAAAAGACCCAGTGCAGTAC
GTCTCTGAAACAGACTCGGACAGCGACAACTTTCAGTCGCTGAAGAAAGGAGCCAAACCC
AAACAGAACGGTTCTCCTAAAAGCAATAAGGCGGACGCAGAACGTTCTCGCTCAGGATCC
AAAGCCTCTCCTGTCACAGGAAAATCTGGGCTAAAGAGTCCCACAACCCCCAAGTCTGTT
GCACCACCTCCACCCAAACTAACTCCTACCTCAGTGG



>BJ010425 ID   BJ010425   standard; mRNA; EST; 426 BP.
GTGCGTCCGTCGGTCCGCCTGCGCGTCCGCGCTGCGCGTCCACAGCGGCGTGGGCTCGGA
GATCCAGCCCAGAACAAAGGAGTGTTGGAGCCCGGGGGATGAGCGAGTCGAGACTGGCCC
TGGCGTTCTCCTGAAACCGGGCCAAATGCCTCTGTGAGGGCTGCACGCGCGCACCGGCTG
CTGCTCCACTTTCCAGGCGAAGCTTTCCCCCGTCTCTCAGAAGGAGAAAGAGCCACGAGG
ACGCACTGCCAGACCCCCTCCTCCTCCCCCGGTAACAATGTTTCCCCAGAACCGACCTCC
GGCTCCTCTGCAGCCTCCCCCTGGGTCCTCAGCCTCAGTGGTAGCTGCAGCCGCCGCCGC
CGCCGCCGCAGCTTCGGGTACTCCCCAGTCACTGAAGCTAACCTACCCGGAAACTCTGGA
TCGCAT
>BJ010426 ID   BJ010426   standard; mRNA; EST; 576 BP.
CGAGGGTTTTTGAGTGACTTATTGCATGAATTGGTTTGTGTGTATTCGTCTAGTTATGAT
TAAATGCAAAATTGTGTTTCTTTTTCTCGACATTTCTAGAATTTTGATGAATTTTTGCCC
GTATGTGTGATGGCAACGCCGCTAGTGACCCCATCAGCAGACGGGATGAACGTGACCTTT
AACTCAAAAAAAGCCTTAAATTCCTGAATGATCCAGAAACGAGTTCAAAAACCAGCATAA
GTGATGTATGTTCCCTGTTCCAAATGCTAATGAGGCGTCAGTGGGAGACACTGAGGAACG
TCTGCTGAGCTTTGAGCTGCAGAACAAACTGCAGAGCTGCTATTGTCAACATTAAACCAG
AGGAGGGATTTCCGGATAAACACGCCGAATTAAAGAAAGCAAATATGGAGACAGACGAGG
AAAGAAGCGTTTCTTTTAGCTCATTTTCTGACTAAATTCTTCTGTTTCTCTGTCATTTCT
TTTCGTCTGCTTTGCTAAAACTTGTGAAAGTTTCCAGACACGGTCATCTGCCAAACTGGA
AATGAAAATGGAAAGCTGCAACATCAATCAAGACGT
>BJ010428 ID   BJ010428   standard; mRNA; EST; 620 BP.
CGAGGGTTGGAGGTCCGAAGAAGCACTAGGTTGGAGTGAAGTTGTCCTCTGACTCCTCCT
CAGATTGTGCTGATGCCGTACTGTCAGAACCTGGACATGTTCACGGCCTCAGAGGGAGGA
GAGTCCAGCAGCTGGGAAATCTTTCAGCGTTACCGATGTCTGGAGAACAGCCAGAGTGTG
GTGAAGACTCCAATGACCGACATCTGCAGAAACTTTATCTTTAGGATTTCGGCTTTGCTG
CATCAGGGAGCCAAAGGTGACAATAACGTAACCGTTTTATTAGATGATTTATCAATATCC
GGTTCATCACTTCTATCAGGCAGATTTAAGAATCCTTAAGTATCAAAAAATCACCTGACA
AAGATGACTTACTTAATTATTATGAAAAAATAGACGGGACGGTGCGCTGAACCTTTTTTC
TTCGGTGATTTGTGATCTTAATAACTCAATTTTAGAAATCAACATAGTAAATGCAGATCT
GTTATCTGTGTGCAGATTTTTTTATTATAAAAATCATGACTATGATTAAAAATAACAATA
TCAGAAAAAACAGACACAACACTGTTTTAAAAATCTTCAGAGCATAAATTGATCAAGTAT
CAAAAGTTGAAAATATGGTC
>BJ010430 ID   BJ010430   standard; mRNA; EST; 619 BP.
CGGGCTGAGGAATTCGGACGAGGCAGAAACCCCCTCCTCCTCCTCNGCTTAGATTCGAAA
ATCACAGTTTCCTAAAAGGAAACCCGGCTTTCAGTGCTTTCGACTTGGGCTTCTCGTCCA
ACTCAGCTCAGGGGGGGAGCAGTCTCAGCACGGACACGCAGGGAGGGACCCCTGTGAGGG
ACGAAGGGGGAGGGACCCCGACTCAAGATGAGATCTTGGACAAACCGGCAGTGGCCCCGT
TCGCTTCCAGCAGAAATGTGTTGTCTGTTGGCGAAGCTGCTGGGAAAGCGCCACTGGCCT
TTGATAGCCTCCTTCCAGCCCCCGCCAAACCCCAGCAGCAGACACGCCCCCAGCCAGGTA
CGGCCCAGAACGGGCAGGTGTACCAGCCGTACCCCGGGGCCGCGCTTCCCGCTGCGCCCT
ACCAGCAGGTTTCTTCGCAGGCCGCTGCCCCAGGGTGTGTTGCTAACACGCAGAATGTGG
GGGGGTTTCCGGGGGCAAATGACAGAAACTGGTACGGGAATAACTATAAAGAGGGGGGCT
CCCAACAGCCTGGGGGTTACCATGGAGCAGTGACTGACCGTGTTGGAGAAAACAAGCCGT
CTGGGGTTTTCCCATTCCA
>BJ010449 ID   BJ010449   standard; mRNA; EST; 699 BP.
GCTTGGAGGGAAAACNCATTGAACNTCAGCTCTGGAGGGTCAAAAGAAGGGTCCTCCAGA
GCTGATGGACGACGGCACATTTTTGAAACGCCACGCAAAGCTGGAGTTGGACGAGAAGAG
AAGGAAAAGGTGGGATATTCAGCGAATCAGAGAGCAGCGCATGTTCCAGCGTTTGCAGCA
ACGAATGAACAGGAAAAAAAATGTCCAGGAGATGGAGCCAGACTTGTCATCATTTTATCC
CGACACCGAAGACGGTACACCTGCTCAGTTTATGCTCTATCATACTTTAAAGACCCACTC
CGATCATCTTTTGATCTATCGTAAACGTGTTCCCAGTTGTCTTTTAATTATGATTAAGGT
GCTTTTAGCCAAAATGAATAAAAAATCTGTCATTTTGCTAGGACATAGTTTCTGCAGAGC
GACAGGAGTTCATTAGAAATTTTCCTGAGTTGTTGGGGAGGAGCAGGCCCGCCCTCCATT
TCCCGTCAGCTATCTGTTTACACATTCTCTCCTGCTAGCCTACAGCCCTTCACACCCCCA
ACCTAAAATTAACAGTGCAACAAAGATGACGACTAATAGCGGAGCTATCCAGTCCTACAG
TTGAGCCAGATTCCAGCTCGGACGAGGAAAATGAAGATGTACGCTGAACAATTTGTCTGC
AAGTGGATGCATCACGGAGTGGAGCAGGGAGCTTGTGGC
>BJ010450 ID   BJ010450   standard; mRNA; EST; 673 BP.
GGAAGTGCAGAAACTCCGNGGAGGTATAATTACCTTCGGTATATCATTGAAAAGCAGCTT
CGCTGTCTTCCAGAGGAAGCAAAGTGTATTTGATCTTCTCCAACATCCAAATCCGTCCCG
CTCTGACCCAGAGTCAGCTGCTTCTCATCCTCGTCCTGCACATTAGTCCACCCACATGTT
TACCCAGCCGAGCTAAGCACACGCCAGGGACAGCTGGCCCAGAGGGATTTCAACCGTTTT
CAATGATTGTCCTTCCCTCTAGACGAAAACAGAATCTATTTAGAGAGCGAACTCAAATGT
AAATAGATAAAGAAAGTGCCTGCTTGACGGTGTCTCTAAGCACAAAACAATATTGAGGAT



TTATGTTTTATTTTGTGTAAAGGTTCTAAGTAAATTCTCAAAGGTCAGAAAGGAAGTTAG
GAGGATAGAGGGTCAGTCCCACGCTGCACCAGATACTTCCATATTCCTGTAACAGTAAAT
CTGTTTTTTCTGCAGTTCAGAAGCCGACTGCAGACACTAGAGATGTCAAATATATTTGAA
TGTGTTTGTTTGTGGTTCTGGAACACTGAACCACAACAGGATCGACAAATAGTTGTAAAA
TGTCGAGCATTTGGGGAAATGTTGCTTTCTTTTGTAACGCTGAACACATTGGTTTATGTA
ACAAGCATGGACT
>BJ010451 ID   BJ010451   standard; mRNA; EST; 598 BP.
ATTCGGCACGAGGTGTACGATGATTATCGTGGAGTCGGAGAGCCTCTCAATGAGGTCTCC
AACATCTTCCCTGAAGGTCTGGTGGTCCGTGGACGCTTCATGCTCTCTCTTGATCGCCCT
GACAGTGCAGCAGATATTTACCGCCCCCTGGGGCAGGAGGAAGTACTGCAGCCTCTGCTT
TCATTCACTGACGGAGATCTGAATGGAAACACTCAGCTGGAGTTTACAGGGCTCAAAGCT
GCACTGCCCCCTGCTGTCCATCTCCTGACACTGAGTCAGTGGGACGCTGACTCTGTGCTG
CTGAGGCTGGAGCATCAGTTCCAAATCTCGGAAAGCAAACTAAACTCTCAGCCAGTCACT
GTCAACCTCCAGAAGCTGTTTTCCACTCTAAATGTTCTTGGTATCTCTGAGCTAAACCTG
TCAGCCAATCAGTGGAAGGATGAAATGACACGCCTGAGCTGGACCCCTGAGAAAGAAGAG
AAGCCGTACCTGAAGATCTTGGAGGACCCTTCTGCATGGGAGGTGACCCTAAGACCTATG
GAAATCCGAACTTTCTTAGTCAGGGTCAGCTTTAAATGAGCCAAACTAGGGTGGCCCA
>BJ010458 ID   BJ010458   standard; mRNA; EST; 609 BP.
CGAGGCTGGCTTCTCTGAAGGAGCGCAGCAGCAGCATCCCTCCTCTGAAGTTACGCAGAG
TCCAGCCCAGGAAGCCCACCCCTGTGATCTCCTTGTGTGACTGGACCAATGAAGAGGATG
TTGTGACACGTGACGATCAGCTGATCCTCAAGTCCAACTTTGATGGAAACAACTGGGAGC
TTCAGAACAGAAGTGGAAAGATCAAAACCCTCCCTGGGGTGTGTTTTTTGATCCCACCCC
CTGATGCTGAGGCTTTGGAGACTGTCGACAGGCTGGACAGGAAGTTGGCAGACCTGAAGA
GCCAAAGAGCTGCCCTGATGGCCTCTTTGAGGACTCCCGTGGTTGAGGTGGACCATCCTC
AAAAAGCAGCTGTTCTGCAAAGTTCTCCAGAAGAAATCCAAGCTGCAGAGCTCCTCAAGG
ATCTGGAGCGGATCAACAGAGCCCTGGAGGAGAGCCAGGAGGACATTCTGAAGAGACTGA
GGACCCCTCTGGATAACCGCAACCCCACTCAAGATCTAGCAAGGAGACATCAGGAGCATG
AGAAATCTGCTGCAACAGTCCGAGCGCTGGAGTCTGAGAAGTCCACCATCCAAAGAAAGC
TGGATCCCG
>BJ010472 ID   BJ010472   standard; mRNA; EST; 125 BP.
GCAGGGAATTCGGCNCGAGGGAGAGAGAGAGCAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGACGAGAGAGAGAGAGAGA
GAGAG
>BJ010475 ID   BJ010475   standard; mRNA; EST; 609 BP.
GAAACGGCGTGTATCTGACCTTTTGTCCAATTTTATTCCGGAAGATGAAGCTGCTCTTCT
GAGTAATGGCAGGTACACGTGCCTTGTGTGTTCGTATCGCCCAGTGTTTGACACAGTTGA
CATGTTGACAGTCCACAGGCAAGGGAAGAAGCATTTAGAAGGTTTAAAATCCTTTTATGG
GAAAAAGTCAAAGTTCAAGAATGAAATTGCAAAAAGAAAACATGAAGATTATGTCAGAGC
AGAAGACAAAGAGGTTTGGAGCTTCAACTTGATCATTTTACCTGCGGGTAATTTTGTATT
TTGACCGACCGACCGACCGACCGACCGACCGACCGACGTACCGACCGACCGACCGACCGA
CGTACCGACCGACCGACGTACCGACCGACCGACCGACCGACCGACCGACCGACCGACCAT
CACACGAAACAATGACATGATGACCGACCGACCGACCATCACACGAAACAATGACATGAT
GACCGACCGACCGACCATCACACGAAACAATGACATGATGACCGACCGACCGACCATCAC
ACGAAACAATGACATGATGACCGTGTGATGACCGACCGACCGACCGACCGACCGACCGTT
TTTACAGAG
>BJ010482 ID   BJ010482   standard; mRNA; EST; 587 BP.
GGAGGCATTAAAGACAACAAAGCTGAGCTCAACGTTGAGGGAAATCTTGCAAAGACAGAG
ATCTATTTCAATGGCATGTTTAAGGCTAACCTCTTTGACCTGGACAGTATGAACAGAGTG
AACTTCAGACTGAATGAAGATGGCCTTGTTTTCTCTAACAACGTAGTTGGATCTTTTGGT
GAGCTGAAAACCGAAAACACCAATTCAATGTCTCTTTCACTGAGATCTTTTACCCTCCAG
TCCAAAACTAACAACTTCCTTGACAAGAGCAACTCCTACATGCATGACATTTCAGTTAAT
GTTGAGCCTTACATTGCATCCGTTAACGTGAAAAATGACCTCAAGGTATTGGCAATTAGC
TTTGTAAATGATGCACAATTTAGCGCAAAGCCCTACAACATAGAACTGATCGGAACCCTG
AATGGAGTTTACTCAGAGGAGGAGCTCAAGCACACTTATGAATTCAAATTTGTTGACACA
GTCTTCTCTACAAAAACCAATACCATTGGAAAACTCCTGGGTTCTCAGATTACCCAGACT
ACTGACATGGAGGTTGCTGGTCTCAGCGTGAAGCTCAACAATGTGGC
>BJ010498 ID   BJ010498   standard; mRNA; EST; 441 BP.
ATTCGGCACGAGGAAAACGTGTCTTCTAATCCGTGCAAGCTTTCATCTTTGTTTTTGTTT
TTTGGGGTTTGTTTTTTAGCTCGGGCATTTTTTTAAACATTTTTTTTATTGTTTATCCAT
GCAATACGGATTGTTATCCGAGTGGCCTTAGATTTAATGTATGCCTGTGATATAGTAGTA
AAATATTAATTATGTAAGAAATAGCAAAAAAACTGGCTACAATTTTCTTTGCCAAAAATA
AATAATTAAATAAAATAAATAACGCATTTTCTTTGAAGGATTCGTATAGTGCGTGTCTTC
TTGTGTGTGGTGCGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGCACTCGCACTTTGCTA
TNTATTNAATTTTTAAATCTAAATNGGANACTTAAATAGCTAAATAAATNACCTGCTCCA



GATTTTTNCTTATTTTNTGGG
>BJ010511 ID   BJ010511   standard; mRNA; EST; 149 BP.
GAATTGAATGAGGGTATTGAAGGGCTAGAGGAATGATCTGGGGAGAGCGCACGCACACCA
CCAAAGAGGACCCAAATTCTTGGCCACAATGACAATTTATTCCGATGGAAAAAACATATG
AATGGCCAAAAAGTTCCAGTTAAAAAAAA
>BJ010515 ID   BJ010515   standard; mRNA; EST; 521 BP.
CGGCACGAGGAAGATGGCTGCCTCTATGAGNATAGCGTACCAGGCTGAGGCAGGGTGGCT
CAGCCAACGTTGTAGAAAGATCAACCACTCTAAAAGCACTTTGTCCTTCCTTGTTCCATC
TGTGCTCCAGTTCTCCTTTTCTGAAGACGATCCTATAGTTCAGATTGCAATTGATGACTC
TCGCAACATTCTCTTCACACGCTCAGAGAAAGGAGTCCTGCAAGTGTACGACCTGGGTGC
TGATGGTCAGGGTATGGGTCGCGTGGCAACAATGTCCCAGAGTGCCATAGTTGCAGCTGC
TGGAAGCATTGCCAGGACAATCGATCGCTCCGTCTTCAAACCCATTGTTCAGATCTCGGT
AATCGGCAGATCCGAGTCTTCCGATTGCCATCTGCTTGCTGTCACTCATGCAGGTACAGG
CTATAAACACAGAAGACTCTGTTTAACATGCTGGACTTATTCTAACGCTTTATTTTTGCA
GGTGTGCGTCTGTACTTCACCACCGCGCCCTTTGCTCTTCA
>BJ010519 ID   BJ010519   standard; mRNA; EST; 592 BP.
GCTTGCGGCCAAGTGTTGTTGGGATCAGGGCTCACCGTCCTCTCTCATCCTCTTATGTAC
ATTAAAGTTCTCATCCAGGAGCGTTGGCGCCGCTCCCTCCCTGGTCCTGTTCCGTCCCCG
TGACCTTCTGCTCCGTGCCGCTCGGCAGAGGAGGTTGGTCAGCTCGCGCGGGTTGGACAT
GAGCCTCTGCCTCCCACCCTGGGTCGAAACCTGTTTGGCAGACAGGTTCAGCAGCTTCCC
GGACTCTTTTCTTATGCAAAACATATCGTAAAGATCGACGGGAAAGTCGGTCTCTTCAAA
GGACTTGTTCCAAGGCTCTGTGCCAGCACCATTGGCACATTTGTGCACAGCAAAGTTGTG
GAGAAATATCAGGACCAGGATAAATCTCAGGGTGTTGGTGAAAAACATGTGTCTGCGGAG
GACTCCATGGAGCTTGTTGTTAAAGAGACGACCAAGGAGATGATCGCCCGATCATGTGCT
ACGGTCATCACACATCCATTCCACGTCATCACTTTGCGATGTATGGTTCAGTTTATTGGA
AGGGAGACAAAATATAGTGGTGTGTTTGATTCCATCGTCACAATCTACAGAG
>BJ010546 ID   BJ010546   standard; mRNA; EST; 552 BP.
GTCCAACCGCCCAGCGTGTGAACCGACGCTCAGCGTGAAGTTTAGCCCCAATGTTCTAGA
TATAGGCCATTCGGTGGTGTGTTTCCCGAATTTCGCCGAAGTGAGAAGCTTAATGTTTGG
GAGACGCTGGGATTTTTTTTTACGGCTGAAGAAAACTGACTTGGAAGTGTTGTTTTCCAT
TGAGTGGGAGTGAGAGTGGACGGCTTGGAGTCACTTACAAAGAACACTAAGAAGTCATGA
CGCGACGGACGCTTTTCCTGGAGTTATTACCTTAAATACAGGGAAAAAACTCGATTTGGA
CTATCTTTTACAGTAATTGTTGGGACTGTAAGTTGAGTTTTAAAACCGCTGCGGACTTTT
TGGTGTTTTTAAGCCTTTTCGAGTTGCCCTTAGTTGGATCAAAGTTTTTCTTTCCCTCCC
CCTCCTCCTCAACTATGGCGGCGGCCAGGTTATCCACTGACTCCTTGTGGCTGTGGATCA
TGTGGCTTGTGTGCGGGCTGTGTATGCCAGCCGCTTCGGCTCAACACTACAGCGACAGTG
GAATATCAGTTC
>BJ010556 ID   BJ010556   standard; mRNA; EST; 604 BP.
CGAGGGTTCTGTGATACAGAAAGCATATGCTTTTGCTTTGGGACATCTGGTCAGGACGGC
TAAAGACAACAGTGTGGAAAAGCTGCTGCTCAAGCTGAGCAACTGGTACTTGGAGAAAGA
AGAACCCGTTTACAAATCGTCTTGTGCTTTGACGATGCACGCCATCAGTCACTACAGCCC
GGATGTGATGAAGGCTCATGCAGGAGTGGCTCTGCCACTGGCTTTCCTTGGCATGCATCA
GGCTGCAGGTCCTGATGAGGAGACGGGAGAGAGTCATGATGCCAAGCTGTGGGCAGAGGT
GTGGCAGGAGAACGTTCCAGGAAACTTTGGAGGAATCAGACTCTACATGACGGAGCTGAT
CGCCATCACACAGAAAGCCCTGCAGTCCCAGTCTTGGAAGATGAAGGCTCAGGGTGCAGC
TGCCATGGCGACAGTAGCCAAGGAGCAGACGGGTTCGTTGGTGGCACCACATCTTGGATT
GGTGCTCTCGGCTTTGATGCAGGGACTTTCTGGGCGTACGTGGGCTGGAAAGGAGGAGTT
GTTAAAAGCCATTGGCTCTGTGGTGTCCAAATGCAGCACAGAGTTGCAGAAACCTTGCAG
TGGC
>BJ010564 ID   BJ010564   standard; mRNA; EST; 615 BP.
GCTCTGACACATAAACACGAGGGGCTACATTCCCTTTGTGGGATCAATACATTTCTATTC
TACTCTGTTCTGTTCTATACAGTCAGTCTCAGGGATTCTGTGGCACATGTAAGTAAAACA
TGTTCATTTTTTATGAATATGACGTTAATCACTTATGAATGTGGAACACTGACACAGTCA
CAGGGTTGCAATAAACCCTGAACACGTTTGACCTTTTAACCCCACCATGACCTGGAGCTC
ACAGTTAAGACCTTTAAACCTACATGGGGGGTCCGGTTGCTGAGAAGACGGCGGGTCTTT
CCTGACCTCATGGCGTTTGCTCACAGGTTCTGTCAGACGAGGAGAAGAGGAAGCAGTACG
ACATGTACGGCGAGGACGGCCTCAAAGAGGGACACCACAGCTCCCACAACGACATCTTCT
CCAGGTGACGGCTGCATCCAGAGGCTGAGGCGGTGGAACACACCTGAACGGTTCTGTTCC
TCCAGATCAGCCTCGTCCTTCAATCAGTCTGCAGACGGATGCTGGAGACTCCATCGTGGA
TTGGATTCATGATTTCAAGTGGTTTTGATTATTGCTGCATAAACCATCTTCACATAATTG
CAGTTTTTGCAGGAC
>BJ010601 ID   BJ010601   standard; mRNA; EST; 615 BP.
GCGCACTCAAAATGTCATGGCCGCAGCTTCCATCGCGAACATCGTCAAGAGTTCTCTCGG
ACCCTACGGCCTCGACAAGATGCTGGTGGACGACATTGGGGACGTGACCATCACCAACGA



CGGAGCAACCATCCTGAAGATGCTGGAGGTAGAACATCCTGCTGCCAAAGTCCTGTGCGA
GCTTGCTGACCTCCAGGACAAGGAGGTTGGAGATGGAACTACATCTGTTGTGATTCTCGC
TGCAGAGCTACTGAAAAGTGCAGACGAGCTGGTAAAGCAGAAGATTCATCCAACCTCAGT
CATCAATGGATACCGCCTGGCTTGCAAAGAGGCAGTGCGCTACATAAATGAGAACCTCAC
CATTGGGACTGATGATCTGGGAAGAGAATGCCTGATCAACGCAGCCAAGACCTCCATGTC
TTCAAAAATCATAAAAGTGTATCCTGACCGACAATGTGTCAAATCTTCCTGGAAAATTAC
GTCGTCTCAGTCAAGTGTTTGTGCTTGTGCTAAAAGTGAATACTGAGCGCTTGTTTACCT
TGACTTCAGTCTTCAGTGATTCAGACTTCTTTGCAAACATGGTGGTTGATGCTGCCCTGG
CTGTGAAGTTTGTGG
>BJ010606 ID   BJ010606   standard; mRNA; EST; 380 BP.
GTTGGGTTTTTGTTAAAGAAATGTCTTTGAGCTGAGTTTGCTCTTGAACCCCAAAATGAT
TAGAAGCACGTGTTTTCCGCTCCGTTGCGTCCTCTTTCGCTTCTTCCGCAGCTTCTCCCG
TGAAGTCCGGACAGATCATGTTCGTGAATGTGCCTCCAAACCTGACCTCACACGGGAAGC
TTCTCTATACGTTCATTGGCCTTATTGTCTTAGGAGATGCTCCTACTGCAACTTTAACAA
GTATATTCCCAGAGAAAACAAGGACAGCATCATGACTGAGTGCCTTCAGAGGGAAACTGA
GACGTTGCTGCACCTCAGTCAAGTTTCCTGCATCACCTCAGTGTTCTTTGGTGGTGGCTC
TCCAAGCCTGGCTGACCCGT
>BJ010608 ID   BJ010608   standard; mRNA; EST; 659 BP.
GGCTGAGGAATTCGGCACGAGGTAAAAACGAGAAGCCACGTGGGAGCGTCGCACCAGATG
GGATGGAATGAAAACAGTTTTTGGGGGTCCGCCCTCTCTGCTGTGGTGCAACCCGTTCAC
AGGTCTACGTCTGCGCCGGCTTCTGCTGAGCCGCGGGCGACGTAGCGGCTCAGAGTTTTC
TGTCTGACAGGATGGGGTCGGGAAGGTTTATACCACCAACAGTTGCTGCGATTTCAAGCA
GAACTTCTTACATGCCTTCAGTGGCTGGAACTGAGACGGACCTCTTCCCCCTGAGGCTTT
ATGTCTGGACGGCAGGCTGCTATGATGCATCACCGTCACCGTGCTCATGGAACACCTTCT
GCATTGCTAGGACAGTGGAAAAGCATCTTTAAACACTGGAGGAATTTTTTTATATTTTAA
TAACAGCGTTTGGGTATAAGTTTGTCGGTACATGATCTAATGTGTAATCGGTCTTTATTT
TTCTCCTGACTTTTATTGGAACTCTATCCTTCCACCTTTTACTGGCAGTGTGATGAGTTC
ATCTTCTGTGCTGCACAAAAAAAAGTTTAGTTATATATATAAATTTCTTTTTTTTAAAGT
GGACGAGTTTTATGTCTTCAATCACCTCTGGACCCACAAAAGATCATCTAACTTTGGAC
>BJ010621 ID   BJ010621   standard; mRNA; EST; 113 BP.
GGAGAACTTTTGATCTGTCTCCCATAAATAGCAAAACTTGCAGTCTGAAAAAAATGAAAG
AATTTTTTGTCTTTTTTTTTTTTNCCTNTTNTTCCAAACAACNGTTNTTTTTG
>BJ010644 ID   BJ010644   standard; mRNA; EST; 546 BP.
GCTTTTCGGGACGGTTCAAGTAAGCGAACCACTCCGAAGCTTTTCTCCTTCAGCCAGAAT
TCATTTCACACGGATTCGCTTAGCAAGACTGAACGGAAAATTCGATTTCCTAACTCTGCA
TAGGTTTAGTCTACTAGTTGTCTTTAGTCCTGCTGTAGCTGTGAGTTCACAGAAATCTGG
GACCCAACTAAAGCCTCTAAATAAAAGGTCTAAAGTTCACTAAAAGGTGAGGCGCAGCCG
GCACTCCAGTCATGACCTCTGGGAATGGGAACACTCACAGCAGCCATCACAATGGAGACA
GCAAACCGGTCCAGACCATAGACAAGTCCCACATCCTGACTCATCTGATAGAGGGCTTTG
TGATCCAGGAAGGGGCTGAGCCTTTCCCTGTAGAGCGCCCATCTTTCTCCATCGAGAGCC
TGAGGAGGAGCACCGCTGACTCAAAGATGGATGGCCTCCTGTCCAAAGAGACTAAGACCA
AGCAGGAGCCCATGCTGACCTGTGAGCTGTGCGGCCAGGTGGACTTTGCCTACATCTTTA
AGAGGT
>BJ010647 ID   BJ010647   standard; mRNA; EST; 618 BP.
GCTTAATCGGTGTTCTGGTTCTGTAGCTGTCTGGATATGGACCCCCTTTAGCTCCAAAAC
ATCCGTCTTTGCTTCTTTTCAATCACAATGTTGAAAGGCCTAGTGGTGACAAAGGCAGAC
TCCGCCCCCCACTCTCACCTGGACGGTAGACCACGCCCCCAGCTCTCACCTTAAAGGCAG
ACTCCGCCCCCCTCTCTCACCTGGATGGTAGACCCCACCCCCAGCTCTCACCTGAAAGGC
AGACTCCGCCCCCACTCTCACCTGGATGGTAGACCCCACCCCCAGCTCTCACCTGAAAGG
CAGACTCCGCCCCCACTCTCACCTGGACGGTAGACCCCGCCCCCAGCTCTCACCTGAAAG
GCATACCCTGCCCCCAGCTCTCACCTGGACCTGACCTGTGAGCTCTGATCCTCGTTTACT
GGCAGCTATAACCAGCGGCAGGTCCCACAGTCATGTCCCACAGTTCTCCTGCAGGTCTTG
GTGTTTGTGTTCCTAAAGGGTCACAGTCCGCTCTGGCGGTTTGTCGGTCCGTGGACTTTG
TGGTATTGACGTCTGCGTGTTTGCTGAGCTCATCGGGAGGCAGGAAGGACATTTCATCTG
AGCCTCTGCTGCTCTTCA
>BJ010650 ID   BJ010650   standard; mRNA; EST; 204 BP.
GCAACAGCGTGCACATTGCCTGGCAGATCCCCCAATATGTCCTTTTAACGGCTGGAGAGG
TCATGTTCTCCATCACAGGCCTGGAGTTTTCCTACTCACAGGCTCCATCCAACATGAAGT
CAGTCCTGCAGGCCGGCTGGCTGCTCACCGTTGCATTTGGGAATGTGATCGTGCTGATTG
TGGCANAGGGGGCCGGGGCTGGAA
>BJ010654 ID   BJ010654   standard; mRNA; EST; 596 BP.
GCACTGAAAGATGTCCCAGNATGGCCATGTCTACCTCGCGGTCGTCTGTGTTTACTTTTG
AGTCGACAGTGCATTCCAGCCATGTGTTGCACCGCCTAGATGAGCAGCGCTGCCGGGACA
CGTTATGTGATGTTACGGTGATGGTGGAGGGTCAAAGTTTCAGGGCCCATCGCTCCGTAC



TCACTTCTTGCAGTGAGTACTTCTCGCTGAGGATCTCTTCCCTCATGCAGCATGGAGCAG
TTGTCACTCTGCCACCAGAGGTGACGGTTGAGGGCTTTGAAGCTCTGCTAAAGTTTGCCT
ACACATCCAAACTGCACTTTGTGAAAGAGAACGTCTTACAAATACGAAACGCAGCCTCCA
TACTTGGCTTCAGGGATCTAGATGAGGCTTGTTTTGATTTCCTCCTTCCAAAGTTTTTCT
CCAAAAGCAAAAGCTCCTCTCCACATGTAAAAAAAATGTGCTGTGAAAAAAATCACAAAA
AGCAGGTGTCAAAGGAAGAATTCGGCACAGACTCTGACAATCCGTCTTTCTGTGACAAAG
AAGTAAAACCAGTTGCTGACTCATCATCTCAGCAGGAAGTGAGTCTGGACTGTAAC
>BJ010664 ID   BJ010664   standard; mRNA; EST; 611 BP.
AGGAATTCGGCACGAGGTTGAGTTTTTTACCACATGAATCTCTGTTTAACATTTGTTTTT
TTGCTAACATTCTTTGTTTCACCTGGAACTTTGCTGGCCGAAATAGTCTTCAGATGTTCA
AGCTGCACAGCAGAGAACATGGTTGGATGTCCAAAAGTGGATGCCGGGTGCACAGAGATT
GTGAGAGAGCCGGGCTGTGGGTGCTGTCCGGTGTGTGCCAGGATGGAGGCAGCTCATCCA
GGGGTTTGGCCGCTGTGTACAACAATCAGACGAAGGCGCCATGATAGGTTTGGAGCACCA
GGCAACAAACGAGTCCCTGTCAGCAGGAGCTGAACAAAGTCTTAGAAGAAATCTCGAAGA
TGACCTCTGAGGATAACAGAGGCCCTCTGGAGGACCTGTACGGGCTCAAGTTTCCAAACT
GTGACAGACGTGGACTGTACAACGTCAAACAGTGCAACATGTCTACCCACGGTCAGCGTG
GGGAGTGTTGGTGTGTTAACCCCTTCACCGGACTTCAAATTCCATCAACGCCTAAAGTCA
GAGGAGATCCCAACTGTAATCAGTTCCAGGAGGAGCTCTTAGTGATGCCCACAGAAACAA
CGGCTCGCTAG
>BJ010676 ID   BJ010676   standard; mRNA; EST; 619 BP.
GCTCATGCTAACGAGCTCGAGNATCGCAAAGAAAAATTTAACAGATGCCATTGGTGATAA
TGTTAAGCATTATTGGGCTAATCTGAAGTTATGGTTCAAACACAAGATCAGTAAAGAAGA
ATTTGACATTGAAGCACGTCGACTGTTGGCACAGGAAAATGGTAAGAAAAGTTTTATTAA
GTAAGTAAAAACAGTAAGGCTTATAGCTGTTTTCTCAAAATACAATTAGTGTTAAGAACT
GTTGTTTTCTTTCTTTTTCGTCATCTATCCTCCATGGCAGTACATGTACACAACGATTTC
CTCCTCGCCATTCTCACGCGATGCCAGATCATTGTTTCCACACCAGAGGGCACCGGATCG
TTACAGTGGCAGGGGAACTGTCCTCCAAAGCCTGGCAAAGCGAAAGGAAAGAAAAAATGT
TCCTCTAGACAAAAATTTGATCATCGCTTTCAGCCTCACAACCCTCTCAGTGCCGCTCAG
CCCTTCAGCCCACGGGAAGCAGGAGGTGAGGAGGAAGAGCTGCGCCTGAGTGCCCACACT
CTGCTGCTGCCCACCCGGGGCCAGCTGGAGGCCCGCATGATGGTGACTGCTTTTGAGCTG
GGCCTCGACAATGTCACAG
>BJ010677 ID   BJ010677   standard; mRNA; EST; 442 BP.
GCGCGGTCCAGCATGGCTCCGAAGNAAAGCGGCCAAGTCTAGCCCAAGTCTAAAGATGGC
CCTAAAACCCAGGCAGCCAATAAGAACGGGAAGAGGGCGGAGTCTGGATCCGGCGGCAGC
AGCTTCTTCTCCTGGTTCATCGTGCTGGCCCTTCTTGGCGTCTGGACCTCTGTGGCTGTG
GTCTACTTTGACTTGGTGGACTATCAGGGAGTCCTAGACAAGGCTAAAGGCTTACAGATT
AACCTGTCTGAGACCCTGCAAGGAAAGCTGGTGGCCTACGACACTGACGGCGACGGCGAT
TTTGACATCGAGGATGCTAAAGTTCTGCTAGGGCTGAAGGGGAAGATCGAGGAGGTTTCC
TCAGATACCATAAAGGCTGACGAACCTGTGGACACAGCGGATCGAGGACCAGAGCCCATT
AAAAGAGATATCATTGAACCCG
>BJ010710 ID   BJ010710   standard; mRNA; EST; 195 BP.
GGAGGCAGCTAAAACGACACTCGTTAACAACTGTCATTTGTGCCTTTTCTACATTGAAGT
TCTTGATTGGTGATATTTCAAAGTTTTAAAGGTTTGTCCTCATCTTCGGAGTCATGTCCT
CCAGGAAGTCGAGTTCCAGTAGGGAAGACCTGCCTTCCAGTAAACATGGAGAGCGTACAC
CCCTTCGAAGTCTGG
>BJ010720 ID   BJ010720   standard; mRNA; EST; 685 BP.
TCGAATATTCGAACTATATCAAATGACTTTCACACATTGATAAGAGGCACATAAAAGAAG
TGCGGTCATCAGAATGCCCCCCGTGCGATTTTAAAAGGATTCAACAGAGAGACAAGAACA
ATGAGACTAAAAACTACGCTGCAGAAGGAACCAAAACATAAGGATCTTGTAAGTTGTTTA
GGTTGGACCACAGCCGATGAGCTGTACTCATGCAGTGATGATCATCAGATCCTCAAGTGG
AACCTGGTGAACAATGAAACCAATGTGGTCGTCAAGCTGTCAGAGGACATCTACCCCCTG
GACATGCACTGGTTCCCCAAAACTGTTGGTGGGAAGAGACAAACCCAAGCTGAAATCTTT
GTCCTCACCAGCACTGATGGAAAGTTCCACCTGGTTTCCAAGATGGGGCGCATTGAGAAG
AGTGTTGACGCTCACAAAGGTGCAGTCTTAGCAGGAAGATGGAACTACGATGGAACTGCT
CTTGTTACAGCTGGAGAAGATGGGCTAATCAAGATCTGGTCAAAAGTTGGGATGCTGCGC
TCAACTTTAGCCAACCAAGGGTCTCCTGTATATTCTGTGGCTTGGGGTCCAGACTCAGAC
AGAATACTTTACACTTCAGGGGTGCAGCTAACCATCAAGCCTCTCCAGCCAAGTGCCAAA
GTCATGCAGTGGAAGGCTCATGACG
>BJ010731 ID   BJ010731   standard; mRNA; EST; 626 BP.
GCGGGCGCAGCATGGCTGGAGAGAGAACGGCACCTTTACGCCAAAGGACGCAAACTCGAC
CTCTTCAGTGATCCATGCTTCCAGCAGTTCGGAGAGGAGCTGAACAAAGTCCTAAAAGAC
TGGCAGCCCAGTGTGCTTCCTGATGGCTCACTATGGGGTCGAGTGGAGGAGCAAAGTCTG
TGGAGCAGCCAGCACCTGGGGGAGCAGAGTCCCGCCACGCTGCTGCGCTCCCTGGTTTAC
CTGAACACCAAATACTTTGGCCTGCGCACCGTGGAACAGCATCTCCGCCTCTCCTTCGCC



AACGTCTACGGCCCTGACACGGTCCATCCTGTCACCAAGGAGAGCACGGTCTGCATCCGC
GTGCCCTCCATCAGTCAGGATCACCATGTGCAAACAGAGTCTAGGAAGAGGAAGCGCAGC
CTAAAGGATGGCGAGCAGGAGGACGAGGACACGGGCAGCTCCTCAATACGGTGTCCTGTA
AAGAAACACGAGTGTCGTCTCTATGAGATCTACAGATCCAAATGTCCACCGTCATTGTGG
GAGCATCATGGCGTCTTCTACATGCAGCCGGATCCAGCCTGCAGCCCAGAGACTCAGTTA
TGGTTCAGCTCTGCGCCCCTGGAAAG
>BJ010740 ID   BJ010740   standard; mRNA; EST; 618 BP.
GGGCAACACGGTTTTCAGTCTGAAGGAGGCACCTCACTGACCTGAATCGGGTTCTTTCTG
TGCCCCAGCTCAACGATGACCACCTACCAGGAGTTCATCCAGCAGAACGAGGACAGAGAT
GGGGTGAGGTTCAGCTGGAACCTCTGGCCCTCCAGCCGGCTGGAAGCCACCAGGCTGGTG
GTCCCCGTCTCCTGCCTCTTCACACCTCTGAAGGAGAGACCCGACCTCCCCCCGGTTCAG
TATGAGCCGGTTCTGTGCAGCCGGGCCAACTGCAAGGCTGTGCTCAACCCTCTGTGCCAG
GTTGACTTCAGGGCCAAAGTGTGGGCATGCAACTTCTGCTTCCAGAGGAATCCGTTTCCT
CCTTCTTATGCCGGAATATCAGAAGTGAACCAACCAGCTGAGCTGATGCCGCAGTTTTCC
ACCATCGAGTACATTGTTCAGAGAGGCCCTCAAACCCCCCTGATCTTTCTGTACGTCGTT
GACACATGTTTGGAGGAAGAGGACCTCCAGGCTCTGAAGGGTTCTCTTCAGATGTCCCTG
AGCCTGCTGCCCCCCAACGCCCTGGTGGGTCTCATCACCTTTGGGCGGATGGTCCAAGTT
CACGAGCTCAGCTGTGAA
>BJ010755 ID   BJ010755   standard; mRNA; EST; 688 BP.
GGCACGAGGGAACTCTCAGTTCAAGTTCCTTCATTGTCACGTTCCTTCAGTTCTGGAGCA
GCAGTTTCTCTTTTCGCCCTCTCTCTCTCCCGCTCTCGCTCGCTCTGTGGCGGCTCCCTG
CCGAGTGGAGCTGCAAAAACGGAAGTGGCGTCTCAGAACCCCTGTATTACAAAAAAGGGT
TCGAAAAGATGATGTAGGACTTTGTTTCTTGCATCTCTAACAGGACAATATTAGTTATTA
TGTATTATATTATTATTAGGGACCTTTTTAATATGAGGCAAAAAGGCAGGTGCTCAAGCA
CATAAGGCCCTGTATGTGCATGATCCCAACCAGGAGTTTTGTGATTTGTTGCACCCCTAC
TGCTGTGTGAAAGCGGTCTGTTTCTCAGCTAAAGATCTTCAGCCAAAACTTCCACCAGTG
TGACTCAGAGATGAATACCTGGTACTGAACAGTGCAGGTGAAGTTTCCCAGATTCCTCGG
ATTTCTTCAAGTGTAAACGAAATGTGTCCAAACAAACAAGGAAACAAGAATGAAAGTCAA
ATCCATTCACACTTTAGTTTCCCGAAGTTCAGCCCAGTTTTCCCACATTAAATTATCTCA
AAGGGAACATTCTAGCACACTTTATGGTCACATGTCTTTGCTAAAGTCTGTGTTTCCGCA
AATTGGACTGGAATGATGGACTGATCAG
>BJ010771 ID   BJ010771   standard; mRNA; EST; 542 BP.
TTCCCCGTGNACTCTCCTCACTTCTACGCCGTGCGCCAGACTGGGGCGACTGTTGTGTTC
GGCAGTCATGCTGTAGCAGCCTGACAGAGAAGAGGTGTGGGACTTGAGTTTTGGGTCCGC
GTGGGTGAGAACATGCGCCACTGTGGACAGAGAAATCTTTGGTTGCCGCTGCTCTGCGTC
TACATCGTCATCCTCACTTCAGGAGTGCAGGCAGGCGGGAAGAAGCACAGCGGCCCCTGC
GGAGGAAGAGACTGCAGTGGAGGCTGCAAATGTTTCCCAGAGAAGGGAGGCCGGGGTCAG
CCCGGGCCTCTTGGTCCCCAGGGCCCGCAGGGCCCCAAGGGGCGACCGGGGGATCTGGGC
ATCCAAGGCCAAAAGGGGCAGAAAGGCGACCAAGGACCTGGTGGCGTTATAGGCCCTAAA
GGCAGCGCGGGAATGACTGGTGTACCGGGGTTCACTGGGAACGATGGGATTCCTGGTCAT
CCAGGCCAAGGCGGGCCTCGGGGGAAGCCCGGAGCAGATGGTTGCAATGGGACCAAAGGA
GA
>BJ010776 ID   BJ010776   standard; mRNA; EST; 700 BP.
GCAAAGATGACATTATGTGGCTTTCAGGGGAGAGACTCAAGTGCCCTCCACAAGGATATT
GCATTTGGACTTACAAAATTTGAACGTCACCTTTGTCAACACTTCAGTCGCGTGGAATTG
AGGGGTAAACGTGGTCGAAAGGTTGCAGTGTTACTTTCACCGGACATGGTGAGTGCAATA
ACACGGCTGACTGAGAAGAGAGCAGACTGTGGTGTACTGGCAGAAAACCCCTTTCTTTTT
GCCAGGCCTAAATGTCTGACTCCTTACAGAGGACAGGACTGTTTAAGGCTTTATGCAGCA
GAATGTGGGGCTAAAAACCCAGAGCTCCTCAGGTCGACTCAGTTGCGCAAACATGTTGCA
ACTTTGTCTCAGATCCTGAATCTCAAGAATCACGAGTTGGATCAAGTTGCCAACTTTCTT
GGTCACGATATTCGCGTTCATCGTGAATATTATAGACTTCCAGAGGCTACTACACAGCTG
GCTAAGATATCTAAACTACTCATTGCCATGGAGAAAGGGTCTCTTCAAAACCTACAAGGC
AAAACACTGGAAGAGATTGAAATCGAAGATAAGCTAGAGTTGACAGAGTCAAGTGGAGAG
AGCGACAGCGACACAGAGGCCGACGCCGCCGTTGAAGAGGCCGACGCCGCCGTTGAAGAG
GCCGACGTCGCCGTTGAAGAGACCAACGCCACTGTTGAAG
>BJ010804 ID   BJ010804   standard; mRNA; EST; 613 BP.
ATTCGGCACGAGGCTCCAGCTCACTTCATCAGTCGGGGTCCATCATCTGTGTCGGATTTC
AGCGGGCTGTTGTGAAACTCCAAGCATGGAAACCGAAGAGAAGGGAACACCTGCAGAACA
GAGTCAGCTCAGCCCCCCCACCGGGGCCCAGCAGGACTCGGAACGCGCAAAGGACGCGGA
GGAGCTGCAGTCTGCGTGCGCAACGGTGCGCGCAAAGCTCGACAAGCTCTCCGCGGAGTC
TTCCCTGATGAACTTTAAATTCAAGAAGTTCTTCGTTTTGCGGCCCGGCACTCTAAATCA
AGCCATAAAAGACGTTGAAGCTCTGGTGAATAAGGAGGAGGACGGCAATGTGCAGAGCGT
CTGGCTGATGGCAGAAGTGGACCACTGGAACAACGAAAAGGAGCGCCTTGTTGTCATCAC
AGACAACACCCTCATGGTCTTCAAATATGACTTCGTCATGTTCCTCTGTGAGCAAATCCA



GAAGATCTCCCTGAACTACGTAGACCGCTTGGTTCACGGCCCCTTCAATTTCCCCAAACA
CTCCCTGCTCAAGAGAGAAGGGGAAGGTTTGCGCATTTATTGGGACCGGATGAGAGATCC
CTCCTTCACCTCC
>BJ010806 ID   BJ010806   standard; mRNA; EST; 559 BP.
AGGAATTCGGCACGAGGCCTCGTGCCGAGTATTATGTAAAACTAACGGATTTTCTCCAGC
ACTCAGCCCAATCATAGCGGGAATCCAACGGTTATTCGGTTAAAGATGGCTCTGCTGACG
CCATTGCTGGCCTTCCTCTACCACCTGCCGCAGGTGTACAAGTGGCTGCTGAAGCCCTAC
TACGTAGCCTCGTTCTTCATGGCTGTAGCCTTCGTGGCTATCCGAAAGACCCCCGGCGTC
TGCGACCACCTGGAGACGCAGCGAGAGGACGGGAACTCCTGCGACTTCGACTGGAGGGAG
GTGGAGATCCTCATGTTCCTCAGCGCCATCGTCATGATGAAGAACCGAAGGGCCATCACG
GTGGAGCAGCACGTTGGGAACATCATCCTGTTCAGTAAAGTGGCCAACGTCATCCTGTTC
TTCCGGCTGGACGTCCGTCTGGGTCTCCTGTACCTGACGCTCTGCATCGTCTTCCTGATG
ACCTGCAAGCCCCCCCTCTACATGGGACCCGAGTACATCAAATACTTCAGCGACAAAACC
ATCGATGACGAGCTCCAAA
>BJ010812 ID   BJ010812   standard; mRNA; EST; 101 BP.
GCCCCACGTGGTCCGGCCGTTTCCACAGGTGTGGCCGCCTCACCTGTCTGTCTCACCTGA
GGGCTCGGGTCCCCGCCTCCTCGNTNAGACCCAAACTGCGG
>BJ010824 ID   BJ010824   standard; mRNA; EST; 628 BP.
GGAGAGAACTAGTCTCGNGGTTTTTCCTCTACTTGCCCGGCTAATAAATAAAGTTACCGG
GAGTCATGGCGTCTACGAGTAGGACCCCGTTACAGAGCAGAAACCTGCCATGGGTAGAAA
AATATAGACCACAAAAACTCGATGATTTAATTTCACACAGAGACATCCTGAGCACCATCC
AGAGGTTCGTCAGAGAGGACCGGCTTCCTCACCTCCTGCTCTACGGGCCTCCTGGAACCG
GAAAGACCTCCACCATTCTGGCCTGTGCCCGGCAACTGTACAAGGACAAGGAGTTCAACT
CCATGGTGCTGGAGCTGAATGCTTCAGACGACAGGGGTATCGATGTGGTCCGAGGTCCCA
TCCTGAGTTTTGCCAGCACCAGAACCATCTTCAAGAAAGGCTTCAAGCTGGTGATCCTGG
ACGAGGCCGATGCCATGACCCAGGATGCCCAGAATGCATTGCGGCGAGGTGAGCCATCTG
TTCGCCTAAGTATGGCTTGCTGTGAGCGACACGGCTCACTGGGCAGCCAAATCATTTGGC
TGATGATGCATGGGTCTGCATGAAAACACAACCGTTTTCTAAAATAATCCTTTGCATTGA
TTTTGTTGATTAAAATTTTTTTTTTCAT
>BJ010828 ID   BJ010828   standard; mRNA; EST; 652 BP.
GGAAATGGATACGTGGGAAGATGATGCAGCTGACCAACGGACTTGCCTTATCTGTGGAGA
CCGAGCCACAGGCCTGCACTATGGCATCATCTCCTGCGAAGGCTGCAAAGGCTTTTTCAA
GCGCAGCATCTGCAACAAGCGTGTGTACCGCTGCAACCGCGACAAGAACTGCGAGATGTC
CCGCAAGCAGCGCAATCGCTGCCAGTACTGCCGCCTACTCAAATGTCTGCAGATGGGGAT
GAACAGGAAAGCAATCAGAGAAGATGGCATGCCGGGAGGAAGGAACAAAAGCATTGGGCC
TGTGCAGATAACGGAGGAGGAGATAGAGCGGATCATGTCAGGACAGGAGTTCAAGGAGGA
CGTCCCAGAGCACACTTGGGGGAACAACGGTGACAGTGACCACAGTTCTCCCAGCAATGG
AGCCTCAGAAGGAAACCAACCATCACCTGCCTCCACTCTTTCATCCAATCGCTCTGCAGA
GATGAACGGCTACACAGCAGCTCTGAGGGACCAGTACATCAACACCTCAATGTCCACACA
CTATCACCTCCTGCCTCACCTGTTCAGCTATGCTGCCCAGTCTGGCCTGCTGACCCCACA
GCCCCGCAGCCTTTACCCACAGTCCCACCCTCTGGTGCTGCAGCTGGTTGCT
>BJ010833 ID   BJ010833   standard; mRNA; EST; 666 BP.
TTCGGCACGAGGTTCTCACTAAATCCTTTGAAGATGACCCCAACTTTTCCTCTGAGGCTC
ACAGCCACACAGTCAAAGGGGAAACTGTAAAGCAAAGATGTGACCCAGCTCTGGTTTCAC
AAAAAAGCCACATGGTTTCCTCTGATGAAATGGACCCGATTAGGTCTCAGAGGGAGAAGA
GGAAAGCTCCTCCGCCTCCTGAAAGTGGCCAAGATGGAAGACAAATGCAGAAAGCACAGG
ATGTAGCTGAACTGCAAATGAACAAGCAAAACCCAGACAGTGATGGCAAAACTGTCAATC
TTGTCTCTGAGTGTTCGACAACAATCCCTCCGCAGAACAAGTCTCTAACAGACTTGAAAA
ACACCCAAAGCTCGACTCCAACCTCTGAAGTGAACGGCAAACGCCCTGCACCGTCGAGAC
CTCAACCTGTTGCAAAAGACTCGTCTGAATTGAAGAAAATTAAGTCTGCCAGAAATATTC
CCCATATGGGTTCAACTGCGAAGGAACAAGTTCTGCCTATTCCCTGCTCAAACCCATTTG
AAAATGAAAACGAACTCTTTGATCAAGAGGATTCCTCTGCCTCTGGTCCTGTTTGCTGGC
CTCCAGCGTCGACACAGAAAGCAGACAGAGATGCTGCCTCTCAAGTAAAACTCAAGTCTT
CAAAGA
>BJ010854 ID   BJ010854   standard; mRNA; EST; 657 BP.
GCACGAGGGTTTATGGAGTTTTTATTTTCACAATGTTGAAGTCGAAAACATTTGTGAAGA
AGACACGGGCGGGCGGCGTGATGAAAATAGTGCGCGAACATTACTTGAGAGATGATATTT
GGTGTGGAAGTGAAGCTTGCAGAGAATGCAAACAGGAGTCCACTGTGCTACAGGCAGACG
CGTGCATTGAGAGCAACCTGTGCCCCTATCCTCACTATGTGGTCCCTGACACGAATGTGG
TGCTGCACCAGATCGATGTGTTAGAAGATCCTGTGATCCGTAACGTGATCATCCTGCAGA
CTGTACTCCAGGAGGTTCGGCACCGCAGTGCTCCTGTGTACAAGCGCTTAAAGGACATGA
TTCAGGCGAAAGAGAAACTCGTCTACACTTTTACCAATGAACACCACAGGGAGACGTACA
TTGAACGGGAACAGGGGGAAAGTGCCAACGACCGCAACGATCGGGCAATCCGTGTGGCCG
TCAAGTGGTACAGCCAGCATCTGAAAGCAGATGGGCTGAAAGTCGTCCTTCTCACTGACG



ATCAAGGGAACAAAGAAAAAGCTGAGGAGAACAGCCTAGTGGTGTACAAATTTGATGAAT
ATGTGAAGAACCTGACAGCAAACCCTGAGTTAGTGGATCGCCTGGCTTTGTCAAAAG
>BJ010857 ID   BJ010857   standard; mRNA; EST; 308 BP.
ACGGGCTTGTTTTTGCATCATTTTACGATGCCAAACACGAAGGAAATAACGCGTTCATCC
AAAGTAAGTGAAAAAAATTCAACGTATTTGCTCTAATGCTTTTCTTTTAAGTCCGACAAC
TCCACTAAAATGGCGTCTTTTGGTTAAATCGCGGTGAAATGTCATTTCGGTTCCTGGTGA
CACAGAGGCTCCGCGTTTTCCCGNCGACCGCTCAGCCAGCAGGGGGCAGTGGGGAAAACA
AACAGGTCGAACGGAGGAAAACTGGTCGCCGGCTGGAAGTGGANTCTGTCCGCGTCGAAT
GAGTCGCA
>BJ010866 ID   BJ010866   standard; mRNA; EST; 606 BP.
GGGCAGGTAGGCAACGAATCTGGAAAGTTGTCGTGGTTCTGTAGCCTGAGTTGAGGTTCG
GCGGCGGCTCGTGACGTGGCTGGAGGTTCGGCTGTGGCTCGAGCTGAGGCGTGACGTTTG
GGCAAGACTCTGTGACGAGGTAGGTGGTCAAGAATGATGATCCGCTCGGGTAGGAACTGA
TTCGGGCGTCCACTCGTGGGCATGTAGGTCCATCAGGGGCAACGAACTGGCGATGAATGA
TGATCCAGGAGCTCCTTAAGTAGGTCTGGCAGGGTGATGAGTTGAGTGGGCGCGGCTGGG
ATGAATCAGTGGCCAAGCAGAGAGGGGAGGGGGAGGAGCCAACAGAGGCACCATGACAGT
ACCCCCCCCTCAACGACCGCCTCCAGGCGGTCCAGGACGGTGATCAGGATGGGCCCGGAA
ATAATCCTCAATGAGGGACGGGTCCAGAATGAGAGAGCGGGAGATCCAAGAACGCTCCAC
AGGACCATAACCCTCCCCATCAACCAGGAACTGGTGCCCGCGGCCCCGGCGACGGATGTC
CAGAATACGGCTGACCGTGAAGGCCGGGGCGCCGTCGATGACCCGGGCAGGTGGTGGGGA
AGCGGA
>BJ010874 ID   BJ010874   standard; mRNA; EST; 673 BP.
GGTGGAGAACTTTCCCAACGTTCGGTCTGACGGGGACCGGATGAGGATGGCTGGAATGAC
GGTTAAATAACCCAAACGAAAACCACCCTCACCGGAGCCGCGAAAATTATTGATGGCTGG
CATTGGCAGAATCAAAATACAGTAAGAAAAACGACCTCCATGCAAGGCTTCATCCTGAAG
GGCCCTTCACATTTGACAACAAAACACTGAAATGTGTGTGTGAAACCTTTCTGCTGAAAG
GTCCATCACTGCTATCAGCTCTGTTGTTGCTTGATGGCTCTCACTGAAGGGTCCATTATG
TTCCACGCTGTGCCATTATTACCTCGTGTTGAATTAATATTCATAACGCCAAGAGCTGAG
TGATGATTTTCACAGAGCACATCAAAATGAACAAAGCTCAAGCATGTTCCAACATGAGCA
CAGCTTAGACTTAGAGCTTCGACTTAAAATAAAGTTCAAGTCAGAAATGAACTGGGAATT
TCCAACAAGCTCACTCCTTATTGGAGAGGGTGTTTTCCATAGAAACTCTGACTCGGACCA
ATCACTGCTTACTGACGATGTCTGGCTCCAACATGGTGGCATCCATATTGCCAAAAAAAC
AGCAACTGAATTGACTTCAATTAGTTGGAACTGGAAGTAAGCCATTTTCTACGGGTGACA
TCACACTCACTCG
>BJ010891 ID   BJ010891   standard; mRNA; EST; 567 BP.
ATGATGTATTTTATGTTAGTTGCTCGCCTCCTATGTAGACTAGGGTCATTTGCAGTCTAG
TTATTAGTTATGTCGGCTCTTATTTAAATTGTTGTGAAATGGAAATTATGTTTTGGGATT
TTTTGCTATTTTTTCATGTATCGCAAGTTATATCGTCATTGCAATATTAATCACTAATAT
CGCAAATCACGAGTTTTCCTCATATTGTCCAGCCCTAAAAGACACCTGTCCACGCCCCTA
AAACCTCTCGACCAACACCAAAGACAAGTGAGTTATCGAAGGACACCAGGAACTGGATTG
TAGACCTGAACAAGACTGGGATGAACCAATCTGGAGGACGGTGAAGAAACAGGCCCGAAA
AACACAAAGGAACACGTTATTGATCTTAAGAGACCTGGGACCACATGAACAAAAATCTTG
TTTCTATTGAGGGGTCTGGTGTGGTCCAGCCACATCTTAAGCCAGACTAAACCGTACCAT
TTTTGGGCCCCCATTAGTTGTAGGTCCATAGAAAAATGTAACAGACTGGTTAGGGCGGAG
CTACTGTTGAAACACGTTGATAAACAA
>BJ010893 ID   BJ010893   standard; mRNA; EST; 598 BP.
GCGAGGTCAGAGGTCGCTTCCCGCCATGTCCAGGTTCTTACCTTTCCTACATGTTACGCA
ATTTGGTGTTAAAAAACGTCAAACTGAAGTCTTTGATGTTTCTTCTTTCATCATTTTTCT
TTGATCTTTACCCTTAAAGTGTAGACACGACAGAAATTCCAGCAGCAAAACGGAAGAAGA
AGCGGGCGAGGAAGGATGTGGAGGGCGTCGACGACACCGACGATCAGGGGATGGAGATGG
GCGGAGTCAGCAGTCGGCGGTCGTCGGAGATCGGAGAGCAGCTGACCCTCGAGGGCGCCA
CTGAGGCCCTGCCGCAGAGGAGGAGGAGGAAGAAGAAAACCCCCACCATAGATCTGGAGG
ACGATCAGGCCGATCTGGTGAACGGAGACGAGGCCGATCAGACCACAGACGGGGAGGAAG
TGGCCAAAAAGCCCAAAAAGAAGAAGAAGCCGAAAGTCGCTGATCTCCCCGACGACTTGG
ACATACAGGAAGACGATGTGGTTACAGACTACCCGATCCCCCAGCATGCCTTGTTCTCGG
CGCCGCAGGGTCAGAGCCAGGCGGTGGCGAAGGTTTTCGTGGAGAGGAACCGACGGTT
>BJ010901 ID   BJ010901   standard; mRNA; EST; 585 BP.
GCTTGAGGTTAAATGGCTCTCACTGTTTTCTGTGCGGCGGACCTTCCAGCTACAGGACAA
GGCAGCCGCTGCAGCCGCTGCTGACGCCATAGCCCATCGGAAAGCCTGAGGGACGCGATG
CGCTCTGCTTAAAGGTTTTAAACAGGGCGGCTCGCTGCTGGACACCCCCGCCGTTCAACC
CCTCCGGGGGTCGCACTTTTGTTTCCAGCGTGGACACTTTTGCCCCCCAGGAGCTTAGTC
GAATATAGAATGGAAACAAATGGGAATAAATGTGAGGATGAGTCCCAGTGTGCAGAGGAG
GAAGAAGAAGTGGATCCCAGGATTCAGGGAGAGCTGGAGAAGCTGAACCAGTCCACAGAT
GACATCAACCGCTGGGAGAGCGAACTGGAGGACTTCCGCCAGAGGTTTCGCCTGGTGTTG



GCTGAAGCAACGCTGAAACTGGACGACGTGATGAAGAAGATCGGACGAGCTGTGGAGGAG
TCTAAGCCCTACTGGGAAGCTCGCAAAGTGGCTAGACAGGCTCAGATTGAAGCCCAACAG
GCCACTCAGGAGTTCCAGCGGGCCGTGGAGATCCTGCGAGCAGCC
>BJ010912 ID   BJ010912   standard; mRNA; EST; 298 BP.
GATCGACCGGNAGGTCCTGGNAGAAGATGAACCACCGGCTGATGATGCTGCAGTCCTGCT
CCGGACAGACGTGCCGAACGCCGGGCGTGCACGACCCGAGGTACAAGTTTGACCCCCGAC
AGCTGTTCCCCCCCCACAGCTGGAAGCCGAGCAGACTCAGTCAGAGGGTGAAATGAGGAA
GAGTCCGGATGGAGGAGGAAGAGGAGCGGAGATGTTGCTTCAGCTCGCTGTGAGATGATC
CAGCCGCTTAGATGATGAAGGGATCAGGTTGGGTGGGTGGGTGAGGAGGGGGGGGGGG
>BJ010913 ID   BJ010913   standard; mRNA; EST; 674 BP.
GAGGGTAACATGTGAAAGCTCAGCGTGGTTTAGATATCTGTGCGGTTGTTTTGAATTCGA
GTATAGCCGTTTCTCTCTGACAGTGTGTGAACATGAAGCTCCTCACACACAACATGTTGA
CCTCTCACGTGAAGGGAGTCACTAAGGGATACCCGCTGCTCATTAAGGCCACTGAAGTAA
AAGTCAATCAGCTGGACTTCAACCCTCAGTTTGTGAGCCGGATGATTCCCAAACTAGAGT
GGGGAGCTCTCGTCCAGGCTGCAGAGGATTTGGGTTATCGACAGGACCTGCCTGGTGAAC
TTATTGCAGATTACGAGCAAAATGAAGAGTTCCTGAAGAAAGTACACAGAGTGCTGTTGG
AGGTATGTGACAGACTGCAGAGTCAGGGGGGTATTCCAGAAAGCAGGTTATGTGAGTTAC
CACGATAATTTTGAGGCTAAGGAAGTTGATAACCTCAGCTTTCGGTTCCAAAAATGGAGG
TATGTTTCAGGGTCAAATTGCCATAGCAACTCATGCGCTGAACATAGCCTGGTCTGGAGC
AGGTTTAGTTGAAGGTTAGTTTGTTTTCAGAGAGGTGAAGCAGCATGCCGTGTCCATTTG
AAGATGATTTAGATAATAATACTTTTTCCACCATGAGAGGGTGATAAGACCACATATGGA
TGTTGGAAATATAA
>BJ010925 ID   BJ010925   standard; mRNA; EST; 582 BP.
CAACTTGGGCTCCACAAAGAATCTCAGACAGCAGATTTTGGAACTGCTGGGTCCAATCTC
CATGAACCACGGTGCTCACTTCATGGCAGCAATAGCCTACGTTTGGAATGAGAGGAAACA
AATCAAAGCTCCAGTCCGAAACAAGGTGATTCCTGCAGCCACTGAGGAGCAGCTGCTGCT
GGTGGAGCTGGTGCGTTCAGTGAGTGCCATGCGCACAGAGACTGTCATCCAGACGGTCAA
AGAGGTGTTGAAGCAGCCGCCCGCCATCGCTAAGGACAAGAAGCACCTCTCATTGGAGGT
GTGCATGCTGCAGTTTTTCTATGCATATGTGCAGAGGATCCCTGTTTCTAGCTTGGTGGA
CAGCTGGCAGCCCCTGTTGGTTCTGCTGAAGGACTCGGTCCAGCTGGGCCTGCCTGCTCC
TGGACAGTTCCTCATTCTGGGGATTCTGAATGAATTCATTCTGAAGAACCCCAATCTGGA
GAGCAAAAAGGACCAACGAGAGCTACAGGACGTCACCCATAAGGTGGTGGAGGCCATCGG
AACCATTGCAGGCTCCTCTCTGGAGCAAACCACCTGGCTGAG
>BJ010930 ID   BJ010930   standard; mRNA; EST; 635 BP.
GGCACGAGGGGTCTGTGGTNAAACACTGAGGGGTCACATAGAGGATGTGTACGACGTCTG
CTGGACGAGGAATGGGAACTTCATGGTGTCGGGGTCTGTCGACAACACAGCTATCATGTG
GGACGTCAGTAAAGGACAGAAGTTGTGTATCCTAAATGATCACAAGAGCTATGTGCAGGG
TGTGACCTGGGATCCTCTGGGACAGTATGTCGCCACTCTCAGCTGCGACAGGGTCTTGCG
TGTCTACAGCACCCACACTAAGAAAAAGGCCGTCACTGTCAGTAAAATGAGCTCAGGACA
GCCGGCAGAGGGGGGCGAGGCAAAGCAGTACAGAATGTTCCAAGACGACAGCATGAGGTC
CTTCTTTCGCCGTCTTTCCTTCACGCCAGACGGCTCGTTTCTTATTACACCAGCTGGATG
TGTGGAAGTTGGAGAAAACATCATTAACACCACCTACATCTTTTCCAGAAAAAGTCTGAA
AAGGCCCGTTGCCCACTTGCCGTGTCCATCTAAAGCTACGCTGGCCGTGCGCTGCTGCCC
CGTTTACTTTGAGCTCAGAACCAAAAAGGGAGAAGATGGATCTATCCAGGATCTTCCTAA
TTTATTCAAGCTTCCCTACCGGATGGTGTTTGCCG
>BJ010935 ID   BJ010935   standard; mRNA; EST; 445 BP.
TGAAGAGGATCCATGTAAATGAAGACCGCCATGTCCGCCCTCGCCGGCTGCGGTCGGGCT
CTGCTTGTCCTCAGTCTGTTCGCGGCGGCGGACTGCAGCTTCCCGCCTCTGGACCACCTC
AGACCCGGAGCCAGCGACCGGGCGCAGGCGGCGGCGGTGTCCGCGCTGCTGCAGCGGCTG
CTGGGGAACCGCTCCGCGGAGTTCGTGGTGTCCGTGAACCGGAGCCTGTCCCCCGACAGC
CTGGACGTGTGCGAGCTCCGCTCCGGGAAAGGCGACCGGATCGTGGCCGCGGGGAACACC
GGGGTGGCGGTGGCCTCCGGGATCTACAACTACCTGAAGTATTTCTGCGGCTGCCACGTT
TCCTGGTCCGGGGATCAGCTGGAGCTCCCCAGCCCCCTTNCCGCGCTGAGCGGCGTCCTG
CGCATCAACACCCCGCACAGGTTCC
>BJ010937 ID   BJ010937   standard; mRNA; EST; 678 BP.
GATGAGGAGCGCGCTCCATCCGGTCACCGCGGTGCGGAGGAGCGCGCGTACCCGCCTCTG
GGTGCTCGGCGGCGGCCTCGGGGGTCCAGGGTCCCGCCTTCACATAACCCCTCTTCTCCA
GAGCGACCACGAAGCCTCCGTCCCCGATGATGACCTCTCCGGCCTCCAGGCGCTCCAGGA
TGTTCTGCAAACAGGAGAAACGCCGGTGCGTCAAAACTTTCCACAAACCGCTAACAGAGA
GGCGCGCGCGCGGCGCACCTTCTTGGTTCCGGATGGTGCCATGGCTCCTGCAGCAGTTCT
TTCAGCTCCAAAGTCCGTCTGAAAGGATCCTTGTAGGTGCGGATGCAGCTTTTATAGAGC
AGAAGAGGAGCAAGACCGGCCTACCGCTCTGCATTTAAAGCGTCTCCCTCCCTCCCTTCA
CTTTTGTAAGAAAACAAATTCAACTAAATTTTTTATCAGCGATATCCTTTTATCAACAGA
CACACTGTCCTTGTGTTTTTCTTCTTTGTTTGCAAATTTTTTTTTCAGTTTTTTAACATC



TTAAATATTTTTGTTAAGTGGTATTTTTGGCATTTCTTTATCCATTTGCGGCAATTCATT
TAAATCGTTAAATCACCATCTTGTCAAGAACTGTTAAACAGTAGCTAAGAATCGATATTT
TTTGCAACACTGCTTTGT
>BJ010942 ID   BJ010942   standard; mRNA; EST; 116 BP.
GCATCCTCTGTGGGGCTGCTGTTGAGGGAACAGTTGATTCCTTTGGATAAAGGAAGTTTG
TTTTCATTGATTATGAACAAGCGTTTTTTTTTTTTTTTNCTGNAAAAAAACCNTTT
>BJ010979 ID   BJ010979   standard; mRNA; EST; 627 BP.
GAGAATCTCTAATATGTCAGTGAAACCGCTGTGAAAACAGCATTTTTGTCGTAAATACGC
GTTTTGTACTGCCTCTCATACGTAGTGTGTGAACTGGCAACGAGTTCAGCTCTGCGGCCA
CCTTGTTTACGCGACTCTTCAGAGTGTCTCTGTGCCGACTTGAGGCCTTGTCGCAAAAGT
CTCACATAACCGTCGGGGATTTCATGTTGAAGTGGTCGAGTCCCCTGGCAGAAAATAGTG
TTTTTCCGTCGGAAGATGGACACTGACAAATTTAACTATGTCTACAGTTGTGATTTGGAC
ATCAACGTTCAACTTAAGATTGGAAGTTTGGAAGGAAAGCGAGAGCCCAAGAGCTACAAA
GCCCTGCTGGAGGACCCCATGCTGCGGTTCTCCGGCCTCTACCAGGAGAACTGCTCAGAC
CTTTATGTCACCTGTCAGGTGTTCGCTGAGGGGAAACCTTTAGCTTTGCCCGTTTGCACG
TCTTACAAAGCATTTAGCACACGCTGGAACTGGAACGAGTGGCTGCGGTTGCCGGTCAAA
TACCCAGACCTTCCTCAGAGTGCTCAGGTTGCTCTCACGGTGTGGGACATCTATGGTCCT
GGCAGAGCCGTCCCTGTTGGGGGAACC
>BJ010983 ID   BJ010983   standard; mRNA; EST; 659 BP.
CCTTTCCACTCTGAAGACAAGAGCATCCGGGTGTGGGACATGTCCAAGAGGACCGGAGTG
CAGACTTTCCGACGGGATCATGACCGCTTCTGGGTGCTGGGAGCGCATCCAAACCTCAAC
CTGTTTGCAGCTGGTCATGACAGCGGGATGATTGTATTCAAGCTGGAGCGGGAACGGCCT
GCATACGCCGTACACGGCAACATGCTGTACTACGTGAAGGACCGCTTCCTCCGCCAGCTG
GACTTCAACAGCAGCAAAGACACTGCTGTCATGCAGCTCCGCAGTGGTTCAAAGTTCCCG
GTTTTTAGCATGTCTTACAACCCTGCTGAGAATGCAGTTCTACTCTGCACTAGAGCAACC
AACCTGGAGAACAGCACCTATGACCTCTACTCCATTCCCAAAGAAAGTGACTCCCAGAAC
CCTGATGCACCAGAGGGTAAAAGGTCGTCTGGACTGACAGCCGTTTGGGTGGCAAGGAAT
AGATTTGCTGTTTTAGATCGTCTGCACTCCCTTCTGATCAAGAACCTGAAGAATGAAATC
GTGAAGAAAGTCCAGGTGCCGAGCTGTGAGGAGATCTTCTATGCAGGCACAGGCTCGCTG
CTGCTGCGTGACGCTGANGGCGTCACGCTGTTTGATGTGCAGCAGAAACGCTCTCTGGC
>BJ010994 ID   BJ010994   standard; mRNA; EST; 664 BP.
TTTACCGTTTTTTAGCTGTTTAGTTCCAGTTTTTTTATTTCTTCTCTGCGTTTTCTGCAG
ACCTCTGCCTTACTGAGAGGTGAATCCACAATGCACAAACCCAGAAACCTTTGAACCCAG
ACAAGTATGAGGACCTTAAAATGTACAGATTCTACTACTAGACACTAGCATGAAGGGAAT
CTTTCTTATTGCACTTTGATCCTTTAGAGCAAAATCCTATTTTTGATGGATTTTGTCCTA
CAGAAAAAGAAGGGCATGATTTATGTCTTCTGTATGGTTCGAGTATATCGCTGGTCTCCT
TCCCTGTGATGTTCTCACACAAACACGCAGATTCAACACAATTTGGTAAATTCTGCTCTT
CGATAATCATTAGTTACTCCTCTTCCACTGTGTTGCCATTTCAGGGTTTCCATCGCACAC
ATGTTTGTAACCGAGGCTTAACTTTGTGGGAGGTCAAGACTGAAAAACACAATTTAAGGT
TTTTATTAAATTCCAGACTTTTTCCTGAGGATTTTAAGGAAATGTCTGAAAACGGCTACT
AGTTTCTGTGCCTAGATGTGAAAGAAATGCAACACTCTCAAAGTCTCACTCCGATCATCT
TTTGTTATCTTTTCAAAGTCCCCAGTGGTCTTTTAATTATGATGATGCCTTTTTTAGCTA
AAAT
>BJ010998 ID   BJ010998   standard; mRNA; EST; 647 BP.
GGCAGCACCTTGCAATGATCAGGAGCATAGCTCGTAGTCGATGAAACCCAAATGGAGACG
GTTCTGAACTGCTTAAAGCGGCGGCCGGACGCAGTGGCTCGGCTGATCTGCTTCCCGTGG
GCGGGTGGAGGCTCTGCGCACTTCGCGCGCTGGGGACGTGTGATGGACAGCGTGGAAGTG
TTCGCACTCAAACTTCCGGGTCGAGAAACGCGATTCAGGGAGCCGTTCTTCCAGAACATG
GAGCAGATTGTGGAAGAGGTTGTTGCCGCTCTGCTGCCTATGCTGGATGAGAAGCCGTTT
GCTCTGTTTGGGCACAGTTTTGGTGCCCTCACGAGCTTTGCTGTCGCCGAACGTCTGAAG
AAACAGCACAATGTGGAACCGGTCCACATGTTCCTGTCCGGCGCTCCCGCCCCCTTTTCG
GAGATCCGTCTGAAGTCACAGAGGAGAAGTGAGCTATCAGACGAGGACTTCCTGCGGTGG
TTATCTTCGATGGGAGGTACTCCTCCTGAGCTGCTGGGGAACCCGGAGGTACTGCAGTTC
TTCCTCCCCGCACTCAAGGCCGACCTGCACGTGGTGGAGAACTACAGGTGTGCCAGGCCA
GAGCGTCCCCTTCTCCACTGCTCGCTGTCCTGTTTGGACGGAAAAGA
>BJ011004 ID   BJ011004   standard; mRNA; EST; 700 BP.
GCTTATCGCCGCTCTGCCTCGTTCTCCGTTAGCTCATGGTCGGCATTAGCCTGCTCCCTG
AAACACACAGTTGGCGCTGACTTGGTTGTTGCGGTCCATGGCAGTATTTTTTTCCCCTTC
TGGTAGCCCCACCACTCTTTAAAAATTCCGTCTAAAAAGAAAAAGCGCTCCGTCCCCTGT
CCTCGCGCGTCTTCTCCCAACGTGTACAACTACCCAGAAGATCTAGGGGCGGCTCTTTAC
AGAGAGCCGTTTGACTTCAACGCTGAGCCGCCTTGGGATCCGAGCTGATACTGGACGCCT
TCAGCCCGGGACCCCTCCATTTTGTTGCATAGCTCCAGGACCCCAGGGGCTCAAGGGAAC
AGGAAATAAGGTCTTTTAGGACGATCCACATTTTTTATGCCCGTCGGATTCCAAGAAAAC
GGCTGAGAGGATGAAGGGAATTGCAGATGAGCCTCAGTATTCTGTGGGGCTTCTCGATGG



AGGCACTGCCCTCTGTGACGTGATTGACAATTACATTGATGAACAAACTGTGTCTGAGAA
GAATGCGTTCTTTGTAGCAGACCTGGGCGCTGTAATGAGGCAGCATGTTCGCTGGCGAAC
CCGCATGCCCCTCATCCGACCGTACTACGCTGTCAGATGCAACAGCAGCCCAGCTGTGAT
TGAACTGCTTGCTTCCCTTGGCTCTGGATTCACATGCTCC
>BJ011005 ID   BJ011005   standard; mRNA; EST; 632 BP.
GGTTGGAAGAGTNACTTTTTCTATAGGGTAAGATTAAAAAAGAAACATTCTTTTGCTCTA
AACTCAGCTCTGCTCACACTGAGCCGTTTTAAAGCTTCCTTTGGAATCTTATTCATAGAA
CTCTTTAAAGGATCTTTCTCATTTACATGCCTACAATTATTTTATAACTGTTATACTGGA
TTAATTCTTTATTCAAGGTTGTTTAAGAATTTTTCGTTTCCTAATTTATTGTGTTAAATT
AAAATTTACTTCTGCAGAAACTGTTTCCATACACTCTTATAAAGTACGATACAGAGCGAG
ATGAACCCGTGCGAGATGCTAACGGCCTTTGCGTTAAGGCACTCAAAGGTGATGGCCTAT
TGTTTTCCCTGACTGGCACTATTAAACTTATCCTAATTTCTGAGCTTCCACATTGAACTT
TGGATTTTTTCTATTTGTCAAGGTGAAACTGGACTGCTCGTATCAAAGATAACAGACATC
GCTCCGTTTCTTGGCTACGTCCAAAACGAGGAGCAAAATGAGAGGAAAAGACTTCGGAAT
GTCCTGAAGAAAGGAGACCTTTACTTTAACACAGGAGACTTGTTGAAGATTGATCACGAC
AACTTTATTTATTTCCAGGATCGTGTTGGTGA
>BJ011023 ID   BJ011023   standard; mRNA; EST; 587 BP.
AGGGTGTCAAAAACCGGTAGNAGTGATGAAGGAGAGACGCCATTCAAGCCCACAAAAGTG
TCTGGATTGGGTAAAACCTTTGGCTACCAACCCAAGATGTGTCGGCTGCGGGTTCTTCAT
ACCTTCATCTGGCACGTAATCTATGGGCACCCACTGCTGAACGACCCCCCTGATGCAGAA
TGCACCGCAGAGGCAACCGAGCTGAATAAATCCAGCCTCCACGGATCAAACCCAGAGCCC
CAAAACAAACCCACTCAGGGAGAAACCTCCGGTGTAGCAGACCTTGATAAGACCTTAGGT
GATGAAGAAGAACTACCAAACGACCAAGCAAACCCTGGTCCCTCAGAGTCCAACATGAAA
GTGTACGTTGATGAAGAGTCGTGGAAAAGGTTCGTTCCTCCTGCCCGTCTTCAAAAGGGT
TTTAGCAGAGGCTGGGTGATGGTTGGTGACCTGCTCCTCTGCATACCACTCTCAGTCTTC
ACTCAGATTATAAATATAAATTACAAGGTGGACGGACTGGAAGAATATCTGAGCGATCCT
GTGAAGCAGCATCATCTTGTCAGATGGCTGCCTGGTACAATGAAAAG
>BJ011024 ID   BJ011024   standard; mRNA; EST; 583 BP.
GGTTTTGTTAGCCGTTTAGCAAGCAGATGTCGAGTGGTACAACTTTATCTCAGATGATTA
CTTCTGCATAAAGCCTCCTACACCACCCCTCCTAGTACAAGGGGAGGATGCCACACCAAC
ACACTGAGCCGGTGATGCCCCAGAAGACTGAGGACCTTGGACCTGACAATGAATCAGACG
GGGATTCTGGTGTTGGGGAGGAGGATGCAGGCGAAGATGCTGACAGCTGTCCCGAACACA
GTGCCACAGAAGATGATGTTATGAAGCAGGAAGTCATGGATGAAAATGGTGGATCGCAAG
AGGACATCACAATTTTTGTTTCATTTCAAGGGGATATGGATGACGAGGACTTCAGTCAAA
AACTTAACACGGTTCTCAGTGGAATACCCAACATTCTTGACATGGGCTCAGAAACACTGC
AGCCACAGCATGTGGAGCCGTGGAACAGTGTGCGTGTTACCTTCAACATTCCTCGGGATG
CTGCAGAACGACTCCGACTGCTGGCACAAAACAATCAGCAGCAGCTTCGAGACTTGGGGA
TTCTCTCTGTGCAGATAGAGGGGGAAGGTGCCATCAATGTGGC
>BJ011029 ID   BJ011029   standard; mRNA; EST; 620 BP.
TCGATGACATCACCAAACAGGAAGGCGCCATCGAAGCTTTAGCCTGTGTCATGGAGCAGC
TGGAGGTGGACATCATTCCCTACATTGTTCTGCTGGTGGTTCCAGTTTTGGGGAGGATGA
GTGACCCCAGTGACAGCATTCGCTTCATGGCCACACAGTGTTTTGCTACACTCATCCGCC
TTCTGCCACTGGAGGTAGGGGGGTCTTCTCAGGGGTTTGCCGTGATGTCTTCTTTACTGT
TTTCACGTGTCTGTTGTCTTTCAGGCTGGTATTCCAGACCCTCCAGCAATGTCTGCTGAC
CTGATTCGCCAGAAAGCCAGGGAGCGCTACTTCCTGGAACAGCTGCTGGATGGTAGAAAG
CTGGAAAACTATCACATTCCAGTTCCAATTAAAGCCGAGCTCAGGAAGTACCAGCAGGAT
GGCGTGAACTGGCTGTCATTCCTGAACAAATACAAGCTGCATGGGATCCTGTGTGATGAC
ATGGGTCTTGGTAAGACGCTGCAGTCCATCTGCATTCTAGCAGGAGATCACTACCTCAGG
GCACAAGAATATGCCAAGACGAAGGCTGCAGACTGCAGCCCCCTCCCCTCTCTGGTGGTG
TGCCCCCCCACACTGACTGG
>BJ011038 ID   BJ011038   standard; mRNA; EST; 448 BP.
TGGAACTGCCTGAACACTGTGGAACGCTACAACCCTGACAACAACACCTGGACTCTGGTC
GCTCCCATGAATGTGGCTCGTAGGGGAGCTGCTGTTGCTGTTCATGCAGGCAAACTTTTT
GTCGTTGGTGGCTTTGACGGCTCCCGCGCTCTCCGCTGTGTGGAGGTGTACGACCCCAGC
CGCAACGAGTGGAAAATGCTGGGCAGCATGACGTCATCACGCAGCAATGCAGGCGTGGCC
GTGCTCGACGAGTCCATCTACGCCGTGGGGGGGTTTGACGGCAACGACTTCCTCAACACG
GNGGAGGTGTACAACCTTGAGATGGACAAGTGGAACGACTGCGCATCCCCAGAAATCCCC
ATTGCTGAATAAAGAGGACGGAGTGGATTATGGGTTTTANAGTTTCACAGCGCTTCACAT
TTCTTTTTCAAACTAACAGGCTTAGTGA
>BJ011040 ID   BJ011040   standard; mRNA; EST; 612 BP.
GGCAGAGGTCGCCAATGGAATTGAGGGAGAGAAGCAAGCCCCCCAGCCAACTCCAGCAAA
GCCTGTCGTGAAAAAGGAGAACCAGTGGTTCGATGTGGGGATTGTAAAAGTGACAAATAT
GGTCGTCACTCACTTCTATGTGCCAGCAGATGATTCTCAAGGAGATGATGATTCCGGCAT
TGTGCCAGACTACAGCCAAATGAAGAAAATGGAGCTGCAGCCCGGCACGGCGTACAAGTT



CCGTGTGGCAGGAATCAACGCGTGTGGTCGTGGATCGTTCTCTGAGATTTCCGCTTTCAA
GACATGTCTACCAGGATTTCCAGGAGCACCTTGCGCCATCAAAATCAGCAAGAGCCCAGA
TGGAGCCCACCTGACCTGGGAGCCCCCCTCAGTCACGTCAGGAAAGATCATAGAGTATTC
AGTGTATCTGGCCATTCAGAGCAACCAGACGGCAGAGGCCAAGGCCTCCTCTCCAGCCCA
GCTAGCCTTCATGCGCGTGTATTGTGGACCCAACCCCTCTTGCTTGGTGCAGTCGTCCAG
CCTGTCCAATGCTCACATCGACTACACCACCAAGCCTGCCATCATCTTCCGCATCGCCGC
TCGCAATGAGAA
>BJ011041 ID   BJ011041   standard; mRNA; EST; 618 BP.
GAGGAGACCTGGGCCCCAAAACGATCGACCAGATCCACAAAGAGGCAGAGATGGAGGAGC
ACAGGGAGCAGATCAAGGTCCAGCAGCAACTCATGTCAAGAAAGGAGCCCGGAGGCAGGA
TGGGGGGCAACATGGGGGGACGGGGCTCTCACTCATCAGGAGGTGGACGGGTTAGCCAGC
CTCAGGATGAGGGCTGGAATACGGTCCCCATTTCAAAGAATCGACCCATTGACGCCACCC
GCCTTAGCAAGATCACAAAGACTGGTACCATGGACCTTAACAATCAGCTGCTGGCTCCTG
GAGGTAAAGGCATGTGGAGTAGCTGGGGAAAAGGCAGCAGTGGAGGGAGTGGAGCGAAAC
CAGCAAGTGGAGAACAAGACTCTGGTCGTCCGGCTACGAGCACTCTAAACCGCTTCTCCG
CTCTGCAGCAGTCAGGTTCTCTAATGGCGTCAACAGAAACGGATCGAAGAGTTCCTCAAA
GGTCGAGCTCAAGCCGCGAACGTGGCGGAGACAGAGACAGAAGTGAGCGCGACAGGGATC
GCTTTGACAGGTTTGCTCGCAGCGAGGAACAGGGGGGAGACCAGTTCACCAAGAGGAGCT
TCAGCAGAGAGTCGAAGG
>BJ011042 ID   BJ011042   standard; mRNA; EST; 650 BP.
TGCAGGNAATTCGGCACGAGGACGGTGTGGTAACCAGGGCATTTGACATGCCACGGTCCA
CTGTGAGCGACGTTGTCCACAGGACGGCAGACCGCATCCTCCAGCTGATGAGCAGGGTCA
CCCAGCTTCCCAGTGGGAATGAACTACCATAAGTCACCTCTGGATTTTAGCAGCTCGCTG
AGTCTTCCACCTTCCAAAAGGTCGTAGGGAGTATCGATGGCTGCCACTTAAGAATAAAGG
CCCTAAAAGAAAATGCAGCTTGTTATTTTAACAGGAAGCTTTTTTATTCCATTCAACTGC
AGGCTGTACGTGACTAATGCCAAATTTAGAGATATTTTTGTTGGGAATCAAGGATCAGTC
CACAGTTCACAGCTTCTACGTAAAAGCCCAATTTATGTAAATCAAACATTACCCACCTGA
AGGATCCTTTTGGGTGATGGTGGGTATCCCTGCATTCTTCATCCCATCACGCTGCTGACA
CCCTACATTGAACCCATGAGGAATGTGGTTGAGGCCCGTTACAACCAGCACCACGCCAAG
GCATGCTCTGTGGTGGAGAGAGCATTTGGCATTATGAATATGAGGAGGAGAGCAATATTT
CTGGGGGCACTGGAAGTAAAACCAACCTTCGCAATGAAAATCATTGCCTG
>BJ011046 ID   BJ011046   standard; mRNA; EST; 681 BP.
GCTTGAATCCTTTTACAAATGGCTTTTTCTACACAGAAGCAGCTTGTAGAACCAAACTCG
TGTTCCTAAAGAGGTCTGGAAGGTCCTGGTGCTTCCAGAACCACGTAGAAGCATCAGATC
AGGATCCACTACAGGGAAATACCTCACACAAATGAACGATGGTTCTTTAAACGCCTTCCA
GATAAACAAAAGCTGACGTCAAAGTTTGGAAATGATTATGGGATGGCCATTTCACGGCAC
AGCGTGGCGATTTTCACATTTTCATCATAACACTTCACACGCCATCAGGTTAGGTCTGCA
ACCACAATCGAAGTCCCATTGACCTTTGACCTTTGGAAGAGGCTGTCTTGAATATATCAA
TAGCAGTAATAATCAATGTGAACCTCTATGGATTTCAATCTTTCACCCCTGACGCCACTT
TGTCAGATTTTGAACAGCGTTAGCGTGGCGAGTTCACAAAAGTGGCGTTCTCCTGTTGCT
CCCACTTTTCATTTCTCAAATTTTTTTAAATGCCATCAACCTGTTGAGAACTATGGAAAC
ATTTCTGTAGCATCATTAAAAATAAAAGTCAATAATAGAAATGCGTTTTCATTTTCTTTT
ATGTCATAAAATGAGCGGAAAGGGAAAAAAACATTTTAAGGATTGATTTTTTTATTTTAT
TTTTGAGTCATTTGATGCATT
>BJ011049 ID   BJ011049   standard; mRNA; EST; 663 BP.
GCGAGAAGGCTGAAAGGATTCCCAGAAGGAAGGTGCTGACTGTTACAGGGGAAAGAAAAG
GAAAGAAGAGAAGGAGGCTGGGGAGGAGAACACTCATCCTCACAGCACAAACAGCTGGTG
AGAGTTTGTGTGGCTCAAAACACAGACTCAGCATGGCTCAGGTGCTGCACATGGACCCCA
CCTTCCCAGGGAAACTCAACTCGCCGGCTCCTCCTTCCCTGCACGCCAAAGAGCAGGAGG
CGCCCTATTCAGTGGAGACCCCCTATGGCTACCGTCTGGACCTTGACTTCCTCAAATATG
TTAATGACATAGAAAAGGGGAACACCATCAAGAAAGTGTCTATACAGCGAAGGCCGCGGT
ATGGTTCCCTACCTCGTGGCTACGGCTATACTGGCTCCTGGTGGACCTCCACAGAGTCTC
TGTGCTCCAACGCCAGCATGGACAGCCGGCATTCGTCCTACTCCTACTGTGCCCCGGGCT
ATCATACATCGCAGAGGCCCAGCTTCACTGCTGCTCGAGTGGAGAAGACTCTTTTAGATG
CTCGCAGGAAGCTGGAAGAGGAGAAAGAGGGCCGGAGATTCTCCAACTTGGGCAGCATGC
ACAGCAGCGTAGCCGGCTCCAACACCTCCATCAGCAGCGCACACAGCTTCAACCGGGCTC
ANG
>BJ011071 ID   BJ011071   standard; mRNA; EST; 547 BP.
GAGTNGCGCCCATCAAGATGGCAGAGACTTTGTACGGGGGCTTTGAGAAAATCGGCAAGA
AACACAACAAGGAACAGGTTCCCCCAGCGGCCGAGCCTCAGAGCAAGAAACCCTCCTCGT
CAAATAAACCCCCCAAGAAATCTCCAAGCAATACAAGCACACCTGCAGCCTGCAGAACTC
TGGAAGAAGCCTTCAAAGCTCTGGATGTTGCGGATCTGAAGCAGCAGCTGGCCCGCAGTC
AGACTCTGTTCCCGGATAACCCGTCCGTTTGGGTCAAAGACCTGGCAGGATACCTCAACC
AGCACCTGGCTGCGCCCGACAGCGAGCCCACGCTCAGCAGCTTCCCTTATGATTACCCAT



ACTGCCTTACAGGGAAAGAGCTGCGAGCCGTCATCAAGAGCCTCCTGGGGCGTTGCAGCA
ACATTCTGCCGGATTTCTTCGACCACTGCGTTTACACGATGCTCAGGGAGCTGGACAGAC
AGTCAGGAGAGCCTCTGCATGGTTTCCGGGTTTGCATCCAGGCCGTCCTGCAGGACAAAC
CCAGAAT
>BJ011076 ID   BJ011076   standard; mRNA; EST; 550 BP.
AGCAGCAGCTCTGCAGTCTGCAGGGGGAGCTGGCTGAGCTGCGGGGCTCACTGGAGCTTC
ACAGGAAAAAGAACAACGAGCTTCGGGAGAAAAACTGGAGTGCAATGGAAGCTCTATCAG
CCACCGAGTCCATGCTTCAAGGAAAACTCAGCAAAGCTGTCAAGGAGCACGAAGCAGCGC
TGGGTTTGTCTCAAGCTGAGTGTCGAGATGTTCTGCACAGACTTCTGCCGCATGTGCCTC
TGCCTTCAGGACAGAACCATCAGGAGTGGCTTCAAAGATTCGAGAAGGCAGCAGCAGAAA
GTGCAGCTGCACAATCCAACCAAGCATCACTGGACTCTGAGGGATTGACTGAAAAACTGA
AGGAAGCAGAGGAAACCCAACGGAATCTACAGAAAGACTGTGAAACATACAAGAAGGTTT
TGGCAGAGACGGAGGGAATCTTGCAGCGCCTCCAGAGCAGCGTTGAGCAGGAGGAGTCCC
GCTGGAAGATGATGGTGCAGGCATCGCAGGACGAGCTTAGAGAGATGAGCCGGAAAGTTT
TAAGTTTAGA
>BJ011087 ID   BJ011087   standard; mRNA; EST; 689 BP.
GNAAGAGCAGACCTCTGTTCGTAAAGAAGCTGAATCAATGCTGGGGTTGTGCATGGAGTA
CATTTGGATAGGGCCACATGTTCTCTACAAGTGCAGCAGAGAGCAGGGGAGCCCCGCCAT
GCAGACCAGGTTTCTCTGAAGGTCTATACACTGTCATGATTCCAGACATCACAGAGAAGG
GACAACCTCTTTTCAATGTGAGGTTTGTCAGCTGCGGTCGTGGTGGTCTGGTGCAGTTCG
AGTGCAGTAATCCATCTGACTTTCGGATAGAGGCTGACGGAGTCGTTTACGCTGCCAAGG
CTCTTCAGCCCTCCACGCTCCCTGCATCACCTTTGCTGATCAAAGCAACTGACCCCAACA
CTCAGCAGCAATGGGTCACCCAAGTCAGACTGGCTCCCCCCATACAGGTCCGGGAAGTTG
CTGTCCCTCCAGTCATATCCCAGGATTTAAAGGAAATAGTGTTTCCATCACGAAACACAG
ATAGCGAACTGAAACGCATGAAGAGAGACTGGGTCATACCCCCAATCAATGTCCCGGAGA
ATTCACGAGGCCCATTCCCCCAAGAGCTTGTTCGGATCCGGTCAGATCACGACAAAAACC
GCTCTCTCAGATACAGTGTGACCGGCCCCGGCGCTGACCAGCCCCCCAATGGAATCTTTA
CCATTGACCCAATTTCTGGAGAGCTATCG
>BJ011092 ID   BJ011092   standard; mRNA; EST; 408 BP.
GAGCAGCCTGGNAGGCGGAGCTTAAAGCTGCCAGANAAAGAGCCATCGTGCCGCTGGAGT
CCAGGATGACCCAGTTCAGAGAAATGCTGCTGGAGAGAGGGGTGTCTGCTTTCTCAACTT
GGGACAAAGAGCTTCATAAGATTGTTTTTGACCCTCGTTATCTTCTGCTCAACCCAAAAG
AGAGGAAACAGGTGTTTGATCAGTATGTAAAGACACGAGCAGAGGAGGAAAGGAAAGAGA
AGAAGAACAAGCTTATGCAGGCTAAAGATGAGTTCAGGAAAATGATGGAGGATGCAAAAC
TCACACCCAGAACAACATTCAGTGAATTTGCTTTGAAGCATGGCAGAGATCCTCGGTTCA
AAACCATAGAAAAGATGAAAGACAGAGAGGCCATCTTCATCGAGTTNT
>BJ011096 ID   BJ011096   standard; mRNA; EST; 371 BP.
AATGTAAGAGGAGTCCTTGAGGAGGCACGCTTCTTTGGGATTGAAAAACTGGCTGAACAG
CTGGAAGTAACCATTAAGAACTTGCAGCCTCCTGAGGACCATTCTCCCATTTCCCGGAAA
GAGTTTGTTCGCTTCCTCATGGCAACACCCACCAAATCGGAGCTCCGCTGTCAGGGACTG
AACTTCAGCGGCGGGGATCTGTCTCGGCTCGATCTACGCTACATAAATTTCAAGATGGCC
AACCTGAGCCGCTGCAACCTGTCACATGCTAATCTGTGCTGCTCTAATCTTGAGCGGGCT
GACCTTTCTGGAGCCATCTTGGATGGAGCTAATTTGCAAGGAGTGAAGATGCTGTGCTCA
AACGCTGAAGG
>BJ011129 ID   BJ011129   standard; mRNA; EST; 639 BP.
GGAGGAAAACAAGTAGGAGCCGTGACAGTATGCTTAGCAGGTGGAGTCTCCCACGGAGCT
GTTATGGAATGCAGGACTTTGGACAGAGCGAACACACCATGTTAAGGAAAAGATTTCCAG
CTTTGGATAGGCTGATTTAAACGGCAAGAGCCATGAAGAGTCCGGTCGTTCATGGCAACC
CAGCCATGTTTAGTCCAGTGGCCTGGAACTTTGCAGCTGGAGCTCCAATGAGGAGAGGAA
AGAGCGTGGAGGAGCTCGGGGATGCTGGGCTGGCCAGAGAAAGGGAAAGGATGATCCATT
TGCAACAAATGCAGCAACTGCATCAACTGCAGCTTCAGCAGCAACAGGTTGGATATGCTA
CATATGGAGTGGCTCCCCCTGGTCACCCTCAGAGACCAGTTTTGGTACAAAGTCCAGCTC
AACCCTGCCCCATGCCGGTACATGGTGCTGTGATGATGCCTGTAGGTGGCCCTGTGGCGC
CTCAACCACACATGCCGGGTCAATGGCCGGGACAATGGGACAACCAAGTAAGTGATGGCT
TCCAGCCCAATTGGGAGTATGATAATGGACACAAGAGACCTCAGGGCCAAAATGTTTACT
TCCACCCACGTTCAGAAGATGGTCACCTGGATCTAAGGA
>BJ011168 ID   BJ011168   standard; mRNA; EST; 626 BP.
GCAGACCGGTTCTGGAGGAGGAGCTCCGGCCCCGTCTTCTTCTACACCGGGAATGAAGGC
GACATCTGGGAGTTCGCCCTGAACTCGGGGTTCATCATGGAGTTGGCTGCTCAGCAGGAG
GCGCTGGTCATTTTTGCCGAACACGTAAGGAAGCTGAGACGGGTCATGGATTTGAATGCT
GGGGGGTCAACGCCGTTGTTTCCCCTCACAGAGGTATTACGGCCGCTCGCTGCCGTTTGG
CAACAACTCCTTCAGCATCCCGGNAGGTGGGCCTGCTGACGGTGGAGCAGGCCCTCGCCG
ACTACGCCCTGATGATCACGGAGCTGAAGCTGCAGCTGGGGGCCGCCCAGAGCCCCGTCA
TCGCGTTCGGGGGCAGCTACGGCGGGATGCTGTCCGTCTACATGAGGCTCAAGTATCCCA



ACATCGTAGCTGGAGCTCTGGCGGCCAGCGCCCCCATCCTGTCCACTGCTGGCTTAGGAG
ACCCGAGGCAGTTCTTCAGAGACGTGACGGCTGTGAGTCAACAGATTCGACGGAAACTCT
GGTTCCTGAAACGTCCTGCTCTGACCATAGAACAGAGCCTGAAACGTTCAAAGGGGAGGG
GCTCGAAGGACTGGCNATGGTGGGGG
>BJ011173 ID   BJ011173   standard; mRNA; EST; 645 BP.
ATTCGGCACGAGGTTCCTCCGTGAGGTTGACGGCAGATTCCGTCGTTTTTTCGGCGACTT
TCAGGTATTTTGAAGTGATCACGTGATCAGAAGACCTCTGTTCTGTGGATTAGGACCTGA
TGCTCTGCGGCCTCAGGTCTGTAACTGATCTGCTCCTCAGGACCGTCTCCTCCAGCGGAA
CATGGCCACAGACGGGGTCCTCGCTCGTGGGACCCTGGGGTGGACCTCCGGGGGAAACTT
CACCTCCTTGTGTCCCAATGGAACCAAATGGGTTTGGGACGGGCTCGGGGAGTGTGCCCA
GGATGGGCGGGACATGGCCAGCGTCTACCTGGGGCTGCTGTCCATCGTCTGCTTCATGGT
GTCCTCCCTCCCGTAAGTGTCGCGTCCAGGGGCCGCGTGAGGAGCCGTCAGGGGCCCATG
TCTGTCCTCCTCCCTCTGCAGGCAGTACTGGAACTCGTGGAAGAAGGGGAACATGGACAG
CGCGCTGTCCGTGTGGTTTCTGCTGCTCTGGCTGGCAGGAGACTCCTGCAACCTGGTGGG
CTCGTTTCTGGCAGACCAGCTTCCCCTTCAGACCTACACAGCTGTTTACTACGTTCTGGC
GGACCTGCTGATGCTCACCATGTACACCTACTACAAGCTGAGGAA
>BJ011180 ID   BJ011180   standard; mRNA; EST; 664 BP.
AGGTAAAACAATAGATGTATTTCTCTATTTTAACAGGTGAAAATTATCGTTATTGCTCGT
TTCTCTAAATTGTTAATATGTTAAACATATTTCAGTGCAGGTCCTGTTCAAATATTTCTT
TTAAAAGACGAGAGTTCAGTCGTTTTCTGTTGATGTTAGGTGGTACAATTTACACACAGT
TAGCATATATAGCATACGGTCTGGCCCTGCTAGCATCTTGTTATTGATATCATGCCTTCC
AAAATGTCAGCATTATCTGTCTTATTGCCGGACGACCTCTTTATTTACGGTTTGGTCAAT
TTAAAGCCGTGTTTAGTGTTGCTGTTTTAAGGTGGTAATTCGTTTGTTGCTGGTTGTGTG
TCAGTGTTTGTGTTGGAGTCCATCATCGCCGGCGGGGCCAGCAGCAAACAGCAGCAGCAT
GGAGATGATAAAGATCGAGAAGGTGGTTGTCGGACGTAAAACTAACACGTGTGAGCCCCT
GCACACATGTAAGCTATCACTGTGTGGTTATATCAAAAATAACGTGACTTTTTCAATCAT
CTGCATGAAAACAAACCCATCATCCTCATCATCATCATCAAAGCTGCTTTGGTTCGTCTG
TTGTCTTTCTGTGATGCAGACCGAGCAGAGAGTCTGCAGTGTTTCCAGTGTTTCATCACC
TTCA
>BJ011185 ID   BJ011185   standard; mRNA; EST; 629 BP.
GCTCTGCTTCATCAGCAGTTTGTCCTTTTTTTGGTGGACTTCTGCCTGCGGTCATTAGGC
ATGGTGAGCCGGCTCCTTCCCATCCTCCAGGTTCTGCTGGTGCTGGAGCGGAGCGGGGCT
CACCTCCACGGAGGTGACGCGCCTCCGGACGCGGAGCGGCGCGTCTTTACGCACGAGAGC
CCGGACCCGGTGCACGCCAGCATGTTCCGACTGTACGAGAGGTACAGCAAGGAGCCGCAG
AGCCGCAGGAGCGGGAACACCGTGAGGAGCTTCAGAGCCGTCCCGGGAGTCTTGAACGGC
AAAGACGTCTTCCAGTTCAACCTGTCCACCGTCCCAAACTCCGAGGTCATCCTCCTCGCC
TCTTTACATTTCCTTCACCAGCGTCCCCGTCAGAGGCCTTGGCGTTTCCGGCGTCCCCGC
CACTCCCTCGGTAGCCCCCATCCCGCGCCCGTGAGACTCCTCTTTTACGGATCCTCCCAG
GGCTCAGCGTTTGGAAAACCCTTGGGGAATGCGACGGTTGCATCTTTCACCAAAGGCTCC
TGGCAGACGGCGGACGTCACTGCGGCGGCGAGACACGCTCAGGACATCAAAGAGCCACTG
ATGGCCGTGGAGGTCCACGGTGGGGTCCG
>BJ011212 ID   BJ011212   standard; mRNA; EST; 683 BP.
AGGAATTCGGCACGAGGTGGAACTGCTGGGCTCACAGAGCTGTAAGAGGGGAAGCGAGAA
CAGAGAACTACCAACAGAAGCACCTTTAGTAACCTGCCATCCCAAGGATCTGACACAGTT
CACGCCTTTAGCAGTGACAAGGTAAATGCATGAAGGTCTACTTCCTGTTGGACGCGTTCT
ACTGGTGAGTGACGGGATAAATTCCAGGTGACTCAGCCCGCTGCTTTCATTTTGAGTCTG
TCTGTGGAGAGCACAGGTGGGGGCTGATCGGCAGCGACTCGCCTTGCTGTGAGAAGCACC
GCTAACAAGACGAGGAAGGCGCTTCGGTGACTTCGGTTTCCCTGGAAAGGCAAAGTGAAG
ACGGCATGAGGACCGAAGGACACAGACCACACAATGTGAAATAACCTGGAGGAGATTTTT
CTGCTGATGTTCAACAGATGGATCGGCGATTCTAATGAGGCATTTCCAGCTCTGGAATGT
ACAAAATGTGGCCGTGTTTCTCAGTATCACATATATGTGCCACATAGGTGAGTTTCTCCA
ACGCAGTCTCTGCCTGCCTTTGTCTGTGACTGAGCGCTTCATGGCAATCCTATATTTGTT
TAGAGCTCAATGCATAGGATTAGGGTCCAGCCTCTCAGCACAGACTGCAAACCGGAGAGG
GAAACACAAAGCAGGCTCTCAGG
>BJ011228 ID   BJ011228   standard; mRNA; EST; 680 BP.
AGGAATTCGGCACGAGGATCCCCTGGATTTNAAAAAAGCACGATTTATCGAGGTTAACAG
CAGATTAAACATTCCTTGTTCGACCATCGGCGAAGAACGGGCGATAAAGCCACAAAGGAA
TGTCGGAAGAGGCTGTACGTCAGACACGCAGCCAGAAGAGGGCGCTGGAGAGAGAGGCTG
CCCCGCAGAGTACCGGGCCCACTGGTGCCGACAATGACAGCAAAAAGCCTAAATTGGACC
CGACTCACCCTGAGACAGAGACTCAGAACGAACCCGCGACTGACGTTTTACTGTCACAGG
ACATTCAGAGCCAGACCAGACCTGGATCGGACCACGGGAAGGAACAGGAGGCCGAGCAGG
GCCCGCTGTTGTCGTCGTCTTTAGCGTTGCCTTTGACCTCTCAGCCAGATACGGAGGATC
GGACACAGAGACAGCAGATGGTTGAAGCCAACTCAGACAATCGGACTGACTGCAATGACA
GAACCAAGAAGGTGAAGGCGGAGGCGCCTGCGGATATGAGGAGCCGGGTCCCGCAGTCGG



AGCAGAAGGTGCCCGGTGGCATGTTGGCTGCAGGCGAGGTGAAGGCCACCATTAAGGTTG
AGGTTCAGGCGGAGCAGCCTGTGGACATGAGCACCTCCAAAAGTATAAAAAGGGAGAAGC
GAGCGCCGTCCCCTGAAGAT
>BJ011238 ID   BJ011238   standard; mRNA; EST; 670 BP.
AGGAATTCGGCACGAGGAGAAAGCGTAAACTCACACAAAAAAAGTGACTGTCAGAGGACA
CTGGACCTTTCAGCGCTAAGGAGTCCCTAAAACACACAAACAACAACAAAATCAAAGAAC
ACTTTACCGTTTGCCTTCTGGAGGTGGATAGTGTCCTAACACTCCTCACACTTCTTTTAG
GAGAGGAGAGGACAGTGCGTCCACCATGAATGTCACCTCACTCTTCTCATTCACCAGCCC
TGCTGTCAAACGGCTGCTCGGATGGAAGCAGGGAGACGAAGAAGAGAAGTGGGCAGAAAA
AGCGGTTGATGCTCTGGTTAAGAAACTGAAAAAGAAGAAGGGAGCCATGGAGGAGCTGGA
ACGGGCTCTCAGCTGCCCCGGGCAGCCCAGTAACTGTGTGACGATCCCTCGTTCACTGGA
TGGACGGTTGCAGGTGTCCCACAGGAAAGGCCTGCCACATGTTATTTATTGCCGGGTGTG
GCGCTGGCCTGACCTGCAGTCCCACCATGAACTGAAGGCGCTGGAGTGCTGCGAGTACCC
CTTTGGCTCCAAACAAAAGGATGTGTGCATTAACCCCTACCACTACAAACGGGTCGACAG
CCCAGTGCTTCCTCCTGTCTTGGTTCCAAGGAACAGCGAGTTTAACGCTAAGCACACAAT
GCTTCCTCGA
>BJ011246 ID   BJ011246   standard; mRNA; EST; 605 BP.
TTAAAAATGTTCTTCCCCCTAAAACTGTCTGGTAAGGTGGACCTGCACCATCACTGTGGT
ACTGTAGTTGCCTCTGAAAAACAGGGTGTCTATAGCATTATTTCTGCGAGATTTAATCAG
TACAAGTACAGTCACAAATTCACAGCAGAGAACACTAAATTGGTTGTCTACATTCAGTCC
TCGGTTAATGGAGAAGCTAATTTGGATTTTATGACTCTTCCTTTCTCCATTCCAAGGATG
TCAGTACCTTACTTTGAAACAAAAACTCCAGAGATCACAAATTTCTCTTTGTGGGAAGAT
ACTGTACTAAAATCTCTACTCATTACTCCTCATCAGACATTTGACATAAACCTGAAGGTT
CAATATAACAAGAATCTTGAAACACACAGCTTTGAGTTGCACCTAGAACCAATCTACAGT
GCTATCAGTGACAATGCCAAAATCATCCAGACTCAATTTGAAGTATGCAGAGACAAAGTT
GTCACACTTCTGAAAGATTCGTACAACGAAGCTAAATCGCAGTATATCAAACACAAGATT
GATACTTCTGGCCTGCCTCCAAGAATTTTCAGAGTCCCTGGATACACCATACCAATACTA
AATAT
>BJ011247 ID   BJ011247   standard; mRNA; EST; 574 BP.
AGGAATTCGGCACGAGGGCGGTGAGAAAATGTNACCTGGGTGTGTGTCCTTCCGCAGCAG
ACATGAGAGGAGCCTCGGCCGCCTTCCTCCCGTCTCCAGCGACTCGCTCCCACCATGCGG
ATCCACGGCAGAGTAGTCGCGATCGCCGCGTGCTTCGGAGTTTTTCTACTTTTGTACTTT
TGGGGGGGCAACGCCGCCGACGATCCGCTGCTGAAGGAAGTTGGAGAGGACTCGGGGGAG
GACGGAGAGGAGGACGGCGAATCCTCCCCATCGCCGTCCGAGTTTGGAGGCAACGAGGCT
GAAAAGTTTGCGGAGAAAGAGAGGTGGGGGAGCGTGCACGCGCACAGCAAAGCGGACTCT
AATGTGGCTCAAGCCTTGACCAAGCGCACCAGGGATGAGGACTTGATGCACTTGGCCGTA
GTGGCATGTGGGAACCGTCTGGATGAAACCCTCACTATGATCAAATCGGCCCTGCTGTTC
AGCCAAAAGAAGATCAAGTTTCACATTTTCTCTGAGGATTCCTTGGCTCCACAGTTTGAG
GAAAGGCTGAGCCTCTGGCCCCACTCTGTCAGAG
>BJ011255 ID   BJ011255   standard; mRNA; EST; 658 BP.
ACATCCGAATCGCACTTTGTTGCACCTAACAGGGTACAGGACAGTTCCGTCGCAAAAGAG
CAAACATGGATGCAGGAGAAGACCAAAACCCAAACACCAATGGAAATCCTCAAACAAGTG
GGAACTCCCGAGCACCTCAGATAGCCCACATGTCTCTGTATGAGAGACAGGCTGTTCAGG
TGATGGCTGCACTGATCCACTATGCTTTGAAATACATGCATAAATAAAACAAATCAGCAA
TATCTTTGGACTTTACTTTAAAGGCTCTTCAAGCGCTGCAAAGACAGCCTAATGCAGCTC
AGTATTTCCAGCAGCTCATGCTGCAGCAACAAATCAACAACGCCCAGCTCCAAAATCTGG
CCGCCGTGCAACAGGCCACGCTTGCAGCAAGTCGCCAGTGTAACACTCCAAGTAACAGCG
TGTCCCAGGTTCCCACTGTTAATCAAAGCGCCACATGTGGAGGGACAATGAGCAGCCCGC
GGGCGCACGGTCCAGCCACCTCTGCAGCAACGACGGCTCTCAACCAGTCAGTGCTGCTGG
GCGGAAACTCAACCGGACAGGGGCAGATGTATCTCAGGGTAAACCGTTCTCTTAGGGCTC
CCCTTGCCTCCCAGCTCATCTTCATGCCTGGTGCTACAACAGCTACAGTTGCAGCTGT
>BJ011259 ID   BJ011259   standard; mRNA; EST; 656 BP.
AGGAATTCGGCACGAGGGAGAGACGCCTTGCTGCCCCGTGGCGCAAAAGAGTTACTGTCA
AAGGCAGCCTCCTTTTAACTCCAGCTTTCACTCTGTTCTACATAGTTATGGCGACCGCAA
CGTCCAACCACTACAGCGTGCTCACCACCCCCAGCAGCGCGCCGCCGCCTCACTCGGAGT
CTGGGAGCATGCAGCAGGCGGCAGCATACAGAGACGCGCACACCCTGCTCCATAGCGACT
ACGGCACGTTACCAGGTGGTGGGCATCCGCTCAGCCACGCACACCAGTGGATAACGGCGC
TGTCTCATAGTGACAGTGGGGCGCCCTGGCCATCAAGTCCCCTCGGAGACCAGGACGTGA
AGCCCATACTGCATGACAGTGACCGAGAGGAGCTGCAGAACTCCAGCAGTCTGCAACAGC
AGCAACAGCGACACCCTCACCTAGCGCACCAGCAAGCGCATCACGACGCCAGAGCATGGC
GAACCAGCACAGCCACAACGCACATCTCCGGTATGGCGACATCTGAGGGCCAGAGCCTGA
CGTACTCCCAGTCCGGCTTTGCTCTAATGCCGGGAGGAGAGCAAGGAGGAATGCACCACC
ACCCCCTGCGGGATGAGGAGCACCACAGCCAGAGTCCGCACCTCAGTGAGCACGGG
>BJ011264 ID   BJ011264   standard; mRNA; EST; 604 BP.



AGGACAGGGTGACTCCTAATTTAAACCGTTTTTTAGGAAAAAACAGGAAAGAGGAGAAAA
TCTACTGCATTTTAGTCTTTTAAATCATTACTTAAACTGCTTAAAATTTGCTGCAGTCTC
TGTAAAAAAAATCTTGTATTTAAAGAAGAAAATACTGTTATTTAATAGTATCTGAAATAT
TCTACACTTTTTATCATCCTTGTTACAAATAATTAAATGAAAGTCACAAAAGTTTATGTT
GCTGCTGATTTTAAATGAAGACGGTTTTACCTATCACTATTTTGCAGAAACATAACCTAA
AGTTTATTTTTTATATGCCACTTCTTTTGTTATTGAGGATACTCCTTTAACAAAATCGGA
TGTTTATTCAAGTGTGTGTACATAAATATATATACTGTATATGTAAAATATTTCCATTTA
TGGGACATTAGTAAAAGACTCTCTCGAAACGTCAATCAAAAAATAAAGAGAGATTTCTTT
TCCAAAGCAGTCAATAATAAAAAAAAGGTAGAGATGGTAAACTGCTATGAATGTATTCAC
TCCTCTGTTACAGTAACCCTGGGTATTCGCATGAAAAGGTTAACCTTTTACTATAAAAAA
AAAA
>BJ011265 ID   BJ011265   standard; mRNA; EST; 678 BP.
AGGAATTCGGCACGAGGGGCGACGGAGGGGAAGATGAAGAATCCCGGGAAAACGTCCAGA
AAAGCAGGGAGACGCAGCAAAACTCTGACCGCCGAAGAAGAAGCCAGAAGAAGGTTTGGA
AGGCTTTCTTCTCAGGTTTATGATCCAGTGTAGGCAGCGCAGTTTGAATGAATCCGTCTC
CTTCCCTGAGCCAGGAAGGATGCGCTGAGGGAGCAGCTGGAGCTGGAGAGGAGAGCCCTG
GAGGTGGTGGAGCAGCTCCTGGAGAGCAGCGTGGCAGAAGACTTCCTCCTGGAGTCGGCC
AAGTTCATCACTCCAGCTAATTACAGAGATGCTGTGGAGGAGCGGTCCATCTTAAAGCTG
TGTGGTTATCCAACATGTCCAAAGCAGCTGGGCAAAATCCCGTCTCAGCAGTTCAAAATC
TCTACCAAGACGAACAGAGTTTATGACATCACAGAGCGCAAGCGTTTCTGCAGTAATTTC
TGCTACAAGGCCTCCAAAGAGTTTGAGCTGCAGATCCCAAAGACGCCTCTGTGGCTCAGG
AAGTTGGAGAGGTCTGTGAACTGCTCCGCCTTTGTAAGACTCGACGTTCGGGTGGAGTGT
CTTTGTAAAAATTCTCTCTTGCCAACAGTCCCCCGAAGATCAGGCTGCTGACGGCAGGAC
AGAGTGGGAGCTCCGGAG
>BJ011282 ID   BJ011282   standard; mRNA; EST; 645 BP.
GAGGAGATNGAAGGTGGAGACGGGGTTGGATGAGCCGACATCCAGCTCCACCCATCAGAA
CTGGAAGAGAAAACGAGGAAGTCCAAGGTACGAGTGGAGAAGGGGCCTGTGGGCTGAGAA
AGGGCCGCCTAGGACAGAAGACGATAGTCTTTGACGGCCTATGCGGGGGGATATGGGCTG
TATGTGGGTGAAAAGTGGGCAAATCTATACGGGGCAGGTGGCCTCATGAAAGATCGCTCC
GCGAACCCGTATGTCATAAGTGCTTCCATTATCCCCACAAATACTTCATGATACACCTGC
CACACGCACCACAATGGTACATTCCATTGGCATGTCTTTCTGGAGGAGACCTTCCATTGC
ACAGACAGGACACCCCTCGATTATAGAACGTAAAACTGACCAATTCTGTCCCATGGACAT
TCATTTATCCAACAATAACAGCTTTCCCCCTTCGTATAATTCTAGCTAAATCAACATCAT
CTATGAGCTGTCCTTCATGAAAAAAAAAGGGACTTGTAGAAATGAATTGCTTAAAGTTGC
ATCGTCAGCAGGTGTGATTGGCGGCCGTTACCTGCAGCAGGAGCCTCTCGTCGCCGATGA
CCGTGGCTCTGTTCCAGTCGATGATCTCGGAGAACGGCAGCTCCC
>BJ011284 ID   BJ011284   standard; mRNA; EST; 607 BP.
GCGGGAGCAGAAGCCATAAGATGAAGAAACGCTATGTGGACGCGAACAGGCTCCGAAAGA
TGAAAAAACTGAGAATCACGGAGAAGCTGTCTGAGAGCGCGTACACCTTTGTGAAGTTTA
TGGTGATGTGGACGCTGGTGCTGCTGGCAGATTTCATCCTTGAATTCAGGCTGGAGTACT
TGTGGCCATGCTGGCTCTTCTTCGGGAGTGTGTACACCACTTTCCACTGCCACGGGCTGG
TCATTTGTGTTGTTTTCGTTTGTGCTGCCTTCACTCTGGACATCTTTTGTTTAATCTTTG
TTCCTTTGCACTGGCTGTTTTTTGTGGCAAGCACTTACGTGTTATTCAATTATATATGGC
ACACAGAAAAGGGCATCTGCATTTCGACAGTGTCCCTGTGGATCCTTCTTGTGTACACAG
AGGCTTCCCTTCGACTCAAAGATCTTAATACTTCTTATCCCAATCTGTCTCATCTTTTTG
CTGCACACTGCATCGGATACCCCGTAGTTTATCTGGGATTTGATGCCACCTGCTACTTCA
CCAACGTTTTCAAGCTGCGTATTCAGAAAGCCGTGCAGAGCGAGAACGACTTTCACATGC
ACCTCCT
>BJ011306 ID   BJ011306   standard; mRNA; EST; 663 BP.
CCTCCTTCTCCATCGGCCCCACGTGGACTCTCTGGACCTGGAGTGGAGGTCCGGCGTTGC
GGGTCATCTCATCCTGTCAGACGAGGACTTAACTTCTGTGATTCAGGGGAGCTGGAAACG
GCTGAACACTCTGCAGCATTACAAGGTCCCAGATGGAGCAACAGTAGCTCTGGTCCCTCG
CCACACCAAGAATCTCCACCATGACAACCACGACTACATAGCTGGAGAGAAGACACCGAT
GCTCGAGGACGCAGATGAAGGCGGCGTCCGGCTGTGGCACCTGGTGAAGGCCAGTGAGGA
GCCTGAGCTGCCAAAACACCGGCGAGGCAGCTTGAGGGAGCGGGAGAGGGCCAAGGCCAT
ACCAGAGATCTACCTCACCCGTCTGCTGTCCATGAAGGGAACGCTTCAGAAGTTTGTCGA
TGATCTATTCATGGTGATCCTCAGCACCAGCCGCCCCGTCCCGCTGGCTGTTAAATACTT
TTTTGATCTGCTGGATGACCAGGCGGGCCAACATGGCATCACAGACCCTGAGACCATCCA
CATCTGGAAGACCAACAGCCTCCCGCTGCGCTTCTGGATAAACATCATCAAGAACCCTCA
GTTTATCTTTGATGTCCAGGCGTCTGACCACGTTGACGCTGTGCTGTCGGTCATCGCTCA
GAC
>BJ011308 ID   BJ011308   standard; mRNA; EST; 592 BP.
GGAATTCGGCACGAGGGTNAGATGGCGAAGATCGCCAAAACACACGAAGATATTGAGGCG
CAGATCCTGGAGATCCAGGGGATGAAGGCCTCCCTGAAAGAGGATGCAGGTCAGGGAGTG



GGCCTGGACTCCACTGGCTTTTACGACCAGGAGATCTATGGAGGCAGCGACGGTCGTTTT
GTGGGATATGTCACTTCCATTGCAGCCAATGAGCAGGAAGATGATGATGAAGATGACACA
TCGACAAGTTTGTTGGGACAGAAGAAGCCAGGCTACCATGCACCAGTGGCAATGCTCAAC
TCCATTCCCCAGTCAGATGAACATTACGACCCATTCGCAGAGCATCGCGCGCCGAAAATC
GCAGATCGGGAAGATGAATACAAAGCTCGTCGCAGACAGATGATCATTTCGCCTGAGCGC
CTTGACCCCTTTGCAGACGGGGGCAAAACGCCAGACCCCAAGCTGCAGGTGAGGTCGTAC
GTAGACGTCATGTTGGAGCAGAACCTGTCCAAAGAGGAGAGGGAGATCCGTCAGCAGCTG
GCAGAGAAGGCAAAGTCGGGGGACCTGAAAGTGGTCAACGGGTCTGCTGCCT
>BJ011309 ID   BJ011309   standard; mRNA; EST; 635 BP.
AGGAATTCGGCACGAGGCTTATGAAACGTGTACTTAAAACACAACCATTTCAAATATATG
TGTATTGGCTTGTGGGGTGTAGTGGGTTAAAGCCCTACGCAGCTTTACGAAGTGGCGAGA
AACAAAAATGTTCGAATACAAATTGTTTATTTATTATGTTGGGTGGTTAGCAACCTAGCA
AGCTGATTAGCTGCGTCCGTTTTGGCTGCCTCGCCACCAAGACATTTTGCTGTGCGGGCT
GAGGCTTGGCAAGAACAATGGCTACCCAGTCTGATTTGATGGAGTTAGACATGGCTCTGG
GTGATAGTAAGGCTGCTGTGAGTCAGTGGCAGCAGCAGTCTTATTTGGATTCAGGAATCC
AGTCTGGGGTCACCACCACTGCACCATCTCTGAGTGGCAAGGGCAATCCTGATATTGAAG
AGGAGGACCCAACACTCTATGACTGGGAGTTCAGCCAGCCTTTCACTCCAGAGCCTACAG
ACATCGAGGGTTATGCCATGACGCGAGCTCAACGTGTCCGTGCCGCAATGTTTCCGGAGA
CTCTGGAAGAGGGACTTCAGATCCCTCCCACCCAGCTGGATGCGGCTCATCCAACAGCAG
TGCAGCGTCTGGCTGAACCTTCTCAGATGCTGAAG
>BJ011310 ID   BJ011310   standard; mRNA; EST; 652 BP.
GCTTACAGGAGTGCAGACACTCCACGATGGTGGTGGCATCGATCAGGTATCCGGCGCACA
GCGGACACGTGAGGTCAACGAGTTAAGTAATGTGCCTGTACCGGTTATGTTGATGCCAGA
CGACTTTAAAGCTTACAGTAAGATCAAAGTGGACAACCACCTATTTAACAAAGAGAACCT
GCCGAGTCGCTTCAAGTTCAAAGAGTACTGTCCCATGGTGTTCAGGAACCTGAGGGAACG
CTTCGGCATCGACGACCAGGACTACCAGAACTCTCTCACCAGGAGCGCCCCGCTCAACAG
CGACTCCCAGGGTCGCTTCGGCAACCGCTTCCTGTGCAGCTACGACCATCGCTTCGTAAT
CAAAACCATTTCTAGCGAAGACATCGCAGAGATGCACAGCATCCTGAAGAAGTATCACCA
GTTCATCGTGGAGTGTCATGGCAACACGCTGCTGCCTCAGTTCCTGGGCATGTACAGGCT
AACGGTGGACGGCGTGGAGACGTACATGGTGGTGACCCGGAATGTATTCAGCCATCGGCT
CACTGTGCACCGCAAGTACGACCTGAAGGGATCGACCGTCTCCAGGGAGGCCAGCGACAA
GGAAAAGGCGAAAGAACTTCCCACTTTTAAAGACAATGACTTCCTGAATGAA
>BJ011311 ID   BJ011311   standard; mRNA; EST; 716 BP.
ATTCGGCACGAGGCCGTGGGGCGCTTCGTGTCTCACTGGAAGCTCCCGCTGATCACAGCC
GGAGGACCCGCTTACGGCTTCGAGAAGCTGGATGAGTACAAGACAATAGTGCGCATCGGG
CCGTCCACCACTAAGCTGGGGGCCTTCGTCAACGTGCTGCACACGCAGTTCAACTGGACG
TCCCGGGCCGTAGTCATCTTCTACGACCTGAAACAGGACGACCGGCCGCACTACTTTCTC
TCTGAGGGAATTTTCATGAACCTGAAGGACGAAATGAACATGACCGTGTCGGCGCGGCCG
TACACGAACGAACAGGACTACAAGGAGCTGGTTTCTTTCATTAAGGAGAACGGAAGAATC
ATATACATCTGTGGGCCTCTGGAAACGTTCCTGAGCATCATGAAGCTGTTCCAAAGTGAG
ATCCAGGACCCAGAGAGCTACGCCATCTTCTATCTGGATGTGTTTGCGGAGAGCTTGACT
CACCGTAAGCCCTGGCAGAACGCTAAATTTGACTGGACCAATCCCATCCAGGTCTTCAAG
TCTGTTTTCGTCATAACGTACCATCCTCCGGATAATCCGGAATACAAGGACTTCCAAAGG
AAGCTCCATGCCAGAGCTCAGAGGGATTTCGGAGTTAATTTGGAGCCATCGCTGATGGAC
TACATCGCTGGCAGCTTTTATGATGGCTTTGTGCTGTATGCAATGGCTTTGGATGA
>BJ011314 ID   BJ011314   standard; mRNA; EST; 673 BP.
GGTCTTCTGCAGGGAAAACATCTGCATGGAGAAAGTAGGTCACCACGCCGACCCGTCCAA
ACAGACCAGGACTGATGGTTCTGGGAACGGAGCCGCGCTCCTCTCCACGGAGAAGAAACA
TCTGGAACATCACTTCTGATCCTCTGTGCTGCAGGGAGGAGCAGCTCTGCTGCTGGAAAA
CCTGGAACTCAGGGTCTGGGTGGAGCAGAACCGCCTGATCCGGCTCGTTTTTCCGCTAGC
CCCTCCCCCTCTATACCCATATCCATGTGGTTCTGGGCTCTGACTGACTGAACACACCTG
TCCAGAGGACCTCAATCGGGTCTTCAAGGAGGAAGAAGCTCCTGCAGAACCGCTGCTGTG
GAACCAGGAGGAACCCCTGGACGTCAAGGAGGAACTGGAGATCCCGGCCATTAAAGAAGA
ACCAGATGTTCTGCAGGTTAAAGAAGAAGAGATGGAGCCCCCCCTGCTGGAGTCCCGCGA
CCCCCCAGAAGAGTTCCTGACCAGTGGTGGGCTTCAGAGAGCTTCTCCTCATGCTGGACG
TGAGAAAACCCTCAACTGGATCAAGGAGGAAGAACCAGAACCTCCATGGGTCCCTGGGGG
CCCTGATGGTGGCGGGCTGAAAGAGGAGGCGGGTCTACTTGGTCTGGACTTGAACAGACA
GCTGGTCATAAAG
>BJ011316 ID   BJ011316   standard; mRNA; EST; 709 BP.
ATTCGGCACGAGGGCGTGGTTCAGCGCTGTGACGGGGTTCGGAGCTCCGTCTGCGGGCTC
GCCTGTCAGCGGCTCCGGCTGCCTCCGCCTCGGTGCTCCCCTCAGCATGGATGTGGGCTC
GGTGCTCCGCGGCCTCCTGCTGCTCCTCTCCGCCTCCTGGCTGCACGCGGCGTCCCGCAG
AGGACCGAGGGTCACGGAGAAGGTCTTCTTTGACGTGACGGTTGGGGGTCATGAGGTGGG
ACGCATCGTCATTGGCCTGTTTGGAGAGGTCGTCCCTCAGACTGTCAATAACTTTGTCGT



CCTTGCAACTGGAGAGAAAGGTTATGGCTACAAAGGAACCAAGTTCCACAGAGTTATCAA
GGACTTTATGATCCAGGGGGGAGACTTCACAGCTGGAGATGGAACTGGAGGTCACAGCAT
CTACGGAACGACGTTTGCAGATGAAAACTTCAAACTGAAGCATTTAGGAGCCAGCTGGGT
GAGCATGGCCAACGCCGGCCCGGACACCAACGGCTCTCAGTTCTTTATCCTGGCTGCCAG
GGCGCCGTGGCTGGACGGGAAGCACGTGGTCTTTGGCAAAGTTCTGGACGGAATGTCTGT
GGTTCACACCATCGAGCTGCAGGACACCAACGACAGAAACCTGCCGTACACCGAGTGCGT
GATCATCAACAGCGGCAGGATCCCCGTCAAGGAGCCCTTCGTCGTGGAG
>BJ011330 ID   BJ011330   standard; mRNA; EST; 636 BP.
ATAATGTGAGAGAGGACTCGCTCAACATTCAGAGAATCTATTTGAAGGACTTGAATGCTA
CTAAATACACTAAAGGAGCAGAAATCCAGGGTGCTGTTGTTGAGTTCAACAGCCCTGGAA
GGTTCTTCTTTCTTCCTGAAGACCCTAAGGTGATGGAAGCTCTAATGAGCATTACAGCAG
AGCTTCAAAAAAAACCCAGCTCCACTGTGGGGACACCTTATGTACCGTGTGTTGGGGAAG
TTTGCTCAGTTCAGTTCTCCTCTGATTTGAATTGGTACAGAGGTCTCATTCAGACTTTGG
CTGCTGATCAAAAGACAGCTCATGTTCTTTACATCGATTATGGAAATGCAGAAAATGTCC
CAGTGGAAAGGATCAAACCCCTGAATATTGCCACTAAGCCATATTGCCCCTGTGCTATGG
AGTGTCAGATTGCTGGTGTTGTGCCAATAGTTGACAGCTGGTCGACGGAGTGCTGTATGA
CCGTGAGACAGCTGCTGGGTGGCAAAACTCTGACCATCAAGCTGGTGGACACACTGAAGA
ATGGCCGTGTCCATACAGTGGACATCCAGCTTTCCATAGGAAAACAACTGAGTACGTTCC
TCCTTGAGCAAGGATATGCTTTTGCAGAAGCAGCAG
>BJ011332 ID   BJ011332   standard; mRNA; EST; 669 BP.
AGGAATTCGGCACGAGGTCCGTTTGCAGATCTTTCCCGGACCGAATCCCTCACTTCATGC
GGGACCCGGAAAAGTACCTTCATCACCTGGACCACATCGTCTCCATCAACGAGCTGGACG
ACTCAGTGCTGCAGCAGCTGCTCCCCTGAGACTCTGCCCCCCTAAGCCGGAGGACACCAA
CTATTGGTCGTGCTTTATAGGAGACTACTTGTGGTCAAACTTGAAGGGACAGGAGTCTGC
GCTTCACTGCATGTTTGCTGCGTCCTGCTGCACACACGTACCTCAGACAGTAAAGGCCAT
CCATGTGCGCTTTTGTGTGCACTGCTTCAGTTTGCTTCACTGCTTCAGTTTGCTTCACTG
CTTCACTCTGAGAGCTCATGATTGTCTCAGGTTTCAGCTTTATGTTGGATGCCTTAGAAC
AGGGGTGCCCAAATCCGGGCCCTCGAAGGCCGACCTCCTGCTGGTTTTCCAGGAATCCTG
CCTTATTTGCTGCTGATTACCTGGACAGGTGTGTTTAGCCAATGAGGAGCTTCGATGGGG
GGCTGCAGGATGCCGGCCCTCGGGGCCTGGATTTGGACGTCTCCGCCTTGGAACTTAAGT
TTTATTACACGTTTGTAAAGAATCCTCACATATCAAGTGCCAGATGTCCACGAGTCTCAC
CTGAGCTTC
>BJ011339 ID   BJ011339   standard; mRNA; EST; 658 BP.
GGACCAGTTCTGCTACCTCGGNACTCACACTCACGGNACAAGCTGTCTGTCGACGACCAT
GTTCGATCCAAGATTAAGGGCCTGAGGAGCTTGACACAGGTCATCAAGTCGCGGATGTAT
CGCCTGCCAACCCCAGTGTTCTTGCGCCGTGTCTTCGTCATGGGTGTTTGCTGGAACTAT
CAACGGTCGACTCAATGGCCTACACCCAGACTATGAGAGCGGTGCTGAAGTACCCGACGC
TGAAAACGACAATCAAGCAGCTGTTGGACTCCACAGTGCAATACTCGCGACCCGTCAATA
TGGACGGACTGATCCCACCAGAGCTGAATGGCTCCACGCCTGTCGCGTCCTTGAGTGGCC
CGTTTACACAGACTGCGACGCGCATGCTGTTTCGCATTCTCCTCGAGGCTCAACACTCGG
ATCGGGACCCCGATACGAGTTCGGTATCCATCCAGCCTATATCGACACCGGTCGTTACGT
CCATGAAGTTCCGCAAGGGTGTGGATGCCATTTCGACGCACTGGGACGACCCTACTCCCC
CTCTCTGGCATGTGTTCCAGGCGGCGGACCAATGGGGCCACAGTGTCCTCGAAACCAAGG
TGTGGACCGATGATGTAGTACGGACAGATCCGCTGACAATTGAAGCTCCACACAAGAC
>BJ011349 ID   BJ011349   standard; mRNA; EST; 568 BP.
CACCCTAAGGAGGATGATNAGGAGAAGGATGCGGCATTCCAGAGGCACTTTAACATTGAG
AGGAGACTGCTGGAGCTGGAGCAGCAGGGCACCATCCGCTTGCATAAGAAAGCTGATGGG
GAAATCACCATCGAGCCTCTGGGTGTGGGATGCGGAGGCAGTGGATTTGGAATACCTATA
GGAGACATTGGACAGCTGTCTTTGGGTTCGACGGCTGTGCTAAGAGGACCTGGAGGACCA
GACCTCAGCTTACCACCAGCCAGCGAAGCTCCGCCTCCCCCACCGCCTCCCCCACCTCCA
CCTCCTCTGCCGTCTGCTTCAGCAGTGCCGGTCCCACCACCTCCACCTCCACCCCTTGCA
CCCCCTCTCCCAGATGCTTCTCCATCTGTCATCCTTAGTGTAGGACTGTCAGCTATCAGG
ATCAAGAAGCCAATCAAGACCAAGTTCCGCTTGCCTATTTTTAATTGGACGGCTTTGAAG
CCCAACCAGATCAACGGCACAGTTTTCAATGAGATTGATGATGAGCGTGTGCTCGAGGAG
CTGGACCTGGAGAAGTTTGAGGAGCTGT
>BJ011355 ID   BJ011355   standard; mRNA; EST; 656 BP.
GTGTACATTTATTGTTTTGTGGTGTCACTGCATTTTGTACAGAGACGATGGTGTATGATT
ATGAAGGGACCCTTTCATCGGACTTGCTGCTGCGTTTGAGTCCATGGAAATGTCTACTGC
CGCACATCACAATGAAGGAAAGAGTGTTGTGCGTCATTGTGTCACTTCTCAGACATCGGC
TCAGATTGTGCACAGAACGTGTGCAGAAGATCTCCCACATCTGGTCATGATCATCACACC
GGTTAGATCAAAGGTTCATCTGAAAGCTGTACATAGGTAGTATTTTATTTTAAGATTTTC
TGGTCTGTAGGTCCTCTAAGCCAGGATGAGGTTGTTCCATTGTTCTGCTTTGGAGCTGGA
GGACCCGCTGTGCCCCCCAGGGGACATCTTGTGAGGGATAGCACCTCCCTGAGCTGCCAT
GTAGGCTGGTAGAGCAGAAATCTGTGCGTGTGTGTTGTGGTGTGCATACGCGTTGTGGTT



CTCCGGCTCTGTTTTTATCTGCCGAGGTTCCTCTGTGGTGGAGGAGGAGGAGGAGCGGGG
AGTGCTGCTCGTTGTAACTGGAGTCCCATCACTGCCCGGAGTTCCACTTTGGGTCTTGTT
GAGGTTCTTAGGTTTGCGTTTACGAGTCTGGATCCCGTCTTTCTTCATCGCGAGAG
>BJ011362 ID   BJ011362   standard; mRNA; EST; 537 BP.
CAGCTTTTGTTCGCCCACCCAACAGCAGGCAACCAGTCAGGATGCAGGGTCCAGCACAGA
GGTGGAGCGGCCATCCACATCCTCGTCTCTGGCAGGAACGGCTACGTCTAAAAGAACTAG
AGAGGAGGAAGAGGAGGAGGAGCAAAGCAGCAGGCCAGAGAGTTCCCACGTACCCCCAAC
TACTAAAAAACTACGACTCAAACAAACAATTGCACTGCAGATTAAAAGTGATGAAGAAGA
GGAGCTAAGGAATGAGGAAGGAGAACGGGATTCACCAGATGACACTCAGGAACTCCCCGA
TGAGGATTTTCCCGTTTTAGTTGCTGAGGTCGAGGAGGATAGCGTTTCCCAGTCTGTCCC
CTATGACCAGAGCTCCCAAGGCTCCGCTATAATCCGGGATGTGATCGTCATTGACACGGA
CAGCGAGAGTCGGGAGAGCAAGGAGGGGGAGCAAACGCAGGAAGGAGAGGGGGAAGAGGA
AGAGGCGGAGGAAGAAGAGCAGGAAGAGGAGTTTGATGTTGCCGCTGACAACGGGAC
>BJ011373 ID   BJ011373   standard; mRNA; EST; 605 BP.
GGGATGGGGACGGCTTAGACGGAGCAAACTTCTCCGTGCTCAAAACGTTCCCCTCTTTTT
CTTCTCTGCGTGACGTGCTGCGGGGAGCTGTGATTTCACCGTCTTCAAAAGAGGGACACG
CGTGGCGCGCGCTCTCGGCGTATTTTGGAGCTTTCCTCTGAGCGTGAAGTCATGCAGGCT
CGATACTCCGTCTCCAGTCCGAACTCTCTGGGCGTCGTGCCGTACATCAGCAGCGACCCC
AGCTACTACCGGGCTGCAGCCGGTGGGGGGTACACGGGTATGCCAGCACCCATGAACATG
TACTCTCACGCGGCGCACGACCAGTACCCCGCCAGCATGGCCCGGGCGTATGGACCGTAC
ACCCCCCAGCCTCAACCCAAGGATATGGTGAAACCCCCATACAGTTACATCGCGCTCATC
ACCATGGCTATCCAGAATTCGCCTGACAAGAAGGTGACCCTGAATGGGATTTATCAGTTC
ATCATGGAGAGGTTTCCCTTCTACCGGGACAACAAGCAGGGCTGGCAGAACAGCATCAGA
CACAACCTCTCCCTCAATGAGTGTTTTGTCAAGGTGCCCCGCGATGACAAGAAGCCCGGG
AAAGG
>BJ011374 ID   BJ011374   standard; mRNA; EST; 590 BP.
AGGAATTCGGCACGAGGGGAAGCTGAGGGAAAAGAGGAGATNACAGGTGTTGTCAGCATA
CCGTCCAATGAGAGCCTGGATGAGCTGGATGATGAAGATGTTGGGGAGAAGGACAGGAGG
GACGAAGAGGAGCTGGTCCAGGCCAACACCTGCCAGAATGAGGCCATGACAGCCGATCCC
ACCTCCATAACGGAGACTCCTAGATCTGGCAGCAGCCGCCACAAAAGCTCTACTGGCTCT
GAGGACGAGGTCACCGAGAACGCCCGGCAGGCGTACGGCCGCCATGTCCGGGAGGGAGGA
GCCGCGGGACCTGGGAGTCTGGAGAGGAGGCTGCACGAGCTGGAGATGGAGCTGGATTTC
GCCTTTAAAGAAAACACCAAGCTGCTGAAGGTCATCGAGGATAAAGAGGATCTCATCGGG
AAACTAAAAGAAGAAATCGACTTGCTGAACAGGGACCTGGATGACATTGAAGACGAGAAC
GAGCAGCTCAAGCAGGAGAACAAGACTCTCCTGAAAGTGGTGGGCCAGCTGACGAGGTAG
AAGTTCTCCGCGTTGTTCTGGAAGCCCGCCCTTCTCCTGTCGTCCTTCCC
>BJ011378 ID   BJ011378   standard; mRNA; EST; 306 BP.
GAACGTTTATTGTTTTAAACGCGGCGAAAGTAATGAGCGTAAAACCTAAACGCCAGGTAC
GGAAGTGACGTCATAGGCTTTTAATAAAGTTTGGACGCCGCCTGTTGTTAGAGGAAACAA
AAAGTATTAGGTCTTGTTGAGCACTTTTGTGTTGNTGNGGCTAACAGGAAGTGACGTCAG
GGAGGCTGGCAGGAGCCCTCAAAATGAGCAGACAGACTGCAGGAGGTCCGCCGCACGCCG
CTTTCTCGCTGTACTCCACAGACTCNGAGGAACAGGTCTCCACCCTCCACAGAGGTCTGG
ATCGCT
>BJ011390 ID   BJ011390   standard; mRNA; EST; 664 BP.
AGGAATTCGGCACGAGGCTTCTTTTCCGAAGAAAAGGCCAAGGCAAGAGTGCCCTATCCT
CGCAGACCGGGGAGGATTTCTCATCACTCCCAGTGGGAGTTTCACTCCATGGCCTTACCA
AGATCTACGGTGACAAAGCAGCGATTGAAAACCTAAATGTCTCCTTTTATGAGGGTCACG
TCACCTCCCTACTGGGTCACAACGGAGCAGGCAAAACTACCACCATGTCTCTCCTCACTG
GCCTTTTTGCACCGTCATCCGGTTCCATAGACGTCTACGGCAAAGACATGCAAACAAACA
TTGATGCTGTTCGCAAAGAACTGGGGGTCTGCATGCAATACGATGTCCTCTTTGACCATA
TGACCACCAAGGAGCACCTGCTGCTGTACGGCCAAATCAAAGCGCCACACTGGACACCTA
GAGAGCTGCGCGAGCACGTCCGCACGATCCTGAACGAAACCGGCATGTACCCCCACAGAC
ACAAGGTTGTAGGCACTTTGTCGGGTGGGATGAAGCGCAAGCTGTCAATCTCCATCGCCT
TTATTGGCGACTCTCGTTTGGTGGTTCTGGATGAACCCACCACAGGAGTGGATCCCTGCT
CCAGACGCAGCATCTGGGACATTATCATTCAACAAAAAAAGAAGCGCACCATCATCATGT
CTAC
>BJ011403 ID   BJ011403   standard; mRNA; EST; 593 BP.
CGGAGGTGCAGGGGAAACTGCAGCCTCCCCCATCAGCTGAAGGCGTCCCCCAACATGTGA
CTCCCATCACAACCTTCCATATTTCAGCCCCTCCTTGGCTCGGCCTCCTCCCGCTGCTCA
TACAGTAGCTCTGCTGTGCGGACGGAGCAGAGTGGACCCGCCCCCTCCCTCAGGCCCTCT
GCCTTTCGGCTGCAGCCTGCTCCGGCGGCGTGTTGGTGTACGATGGCGTGGCGGGATGCT
AAAGACAGCTGCGGGGGACTGTGATGTCAGAGCCCAACAGCCCAGGCGAGAGCCCGTTTG
GCGCTCCCAGATTCTTTGTGGGCTGCGAGGACGATGAGAGCGAGGCCTTGGAGGAGCACA
TGAGGACAGACATGGAGCTGTATGAGGACGACGAAGACTCAGACTCGCCCCCGGAGCGAC



AGATCGTCATGGGGATCTGTTGCATGATGAAGAAGTCCAAGTCCAAGCCGATGACTCAGA
TCCTGGAAAGGCTCTGCAAGTTTGAGTACATCACCGTGGTCATCTTTCCAGAGGACGTCA
TTCTGAACGAGCCCGTGGACAGATGGCCTTTGTGCGACTGCCTCATCTCCTTC
>BJ011410 ID   BJ011410   standard; mRNA; EST; 654 BP.
CTTTTATCCGCTAAAAATCCCAAAAATAGAACAAATATCNGCAGTGATTCCTTTTTCTGC
TTCTTCAGGATCATTTTTGTTTGGTTCTAAGAACCAGACCGGACATTTTCTCCGGATCTT
CTGACTGGACGGAGGTGAAAAGGGCATCAGCATGGCGTCGGCGGTGGAGAGGACGGATGA
ACACGTCCGGGAGTATCTGATCTACCGCGGCTTCACCAACACTCTGAAACATCTGGATCA
TGAGATCAAGGCGGACAAGGAGAAAGGCTTCAGGGTGGATAAGATGATCGAGCAGCTGCA
GCAGTTCGTTCAGAGCTTTGACCTGTTCAGCCTGAAGGAGTACTGGCTGTACCTGGACAG
GCGTTTGTTCTGCAGGCTGGAAGACGTCTACAAGTCCACCGTCAACAAGCTAAGAACCAG
CCTGTACAGATACTACGTCATCAACACCATCCAGAGAGGGAACCTGGAGAAGACACAGGA
GTTTTTCCAGAAGCAGGCTCTGGAGCTGCAGGGGCAGCCGGAATGGCGCGACTGGTTCAT
GCTGCCGTTCCTTCCCGCCCCGGAGCAGAACCCCGCCATCGCACCGTATTTCTCCAGGCA
GTGGGCCGACACCTTCCTGGTGTCGCTGCACAACTTCCTGTCAGTCCTCTTTCA
>BJ011416 ID   BJ011416   standard; mRNA; EST; 696 BP.
GGTTTGATGCCAAATTCCGAACAGGGCTTAACTGACAGTTGAGAGGAGCCATTGAGAGGA
TGGAGAACCAAAATTGCAGTAAAAGTCAAGCAGCGGACTCATTCCTGCAGTTTGTGATGA
TCCTTGACCTACTTGTTGGACTTCCAGGGATCATTATGGCCTTGTGGATCTTTTGCAAGA
TGAAGGACTGGAAACCTCACATTATTTTCCTCTTCAACCTTGTTATGGCGGATTTCCTGC
TCCTCATCAGTGTGCCGTTCCGGATTGATGCCCACGTCCAAGGAGGTAGCTGGAGATTTG
GATCCCTCTGGTGCCGTGTCAACATCTACACGCTAACTGTCACTCGCTCTGCCAGTATAG
CCTTCATGACAACAGTGGCTCTGAATCGCTATGTGAAAGTGGTCTATCCACATCACTGGA
TCAGCAAATTATCCTCAGTTGCCGCAATGAGAATTTCAGCTTTGATCTGGGTTGTTGTGA
CTGCTCTTCGGATTCCCCTGTTGACCACAAATGTCCTACACGAAAGTGAAGCAAAAGTCA
ACGTGTGTCGCAGCTTCGACAACTACAAAGTAATCCCTAAACCTTTATACCTGCACTACG
TGCTCTACATCTTTGAGTTCATCCTGCCGTGGTTGGTTCTGCTATCCTGCTCCATCCAGA
TCCCCTACCACCTTCGTAAACGGCGAATTGGAAACC
>BJ011423 ID   BJ011423   standard; mRNA; EST; 576 BP.
CAGTCCCGTTCTGACCCCGTCCCAGGCAACCAGGCCTCCCAGTCCTCCCGCTGAGACCAC
GCCCCCTGCCCCTCCCACTGCTGCTGTAGCCCCACCCGCAATTAACCTGGATCCCGACAC
AGATTTGGATTCATGTGCGTCTGCAGAGCCTCCCAAAGTAATTGAGATGGCATACCAGTT
TGGATTGACCAAGAACAGCCACATGAGCTTCAGCTTCGATGACGCCAAAGTCAGAGAGAG
GCTGATCCTGGAGTTTGATCTGAGGACAAAGGAACAGTCGGGACTTGTTCTTTACATGGC
GAGGATCAACCACGCTGACTTTGTCTCCATTCAGATCAAAGACGGGCAGGTTTGTCTGGG
ATACGACCTCGGCCGTGGAAACATCTCAGGCTGCGTTCCTTTCTCTATCAATGATGGCAG
CTGGCACAAGATCCGTGTGAGTCGAAATAAGCAGAGAGGAGTTCTAACAGTAGACGGGCT
GTACAGCAAACAGATGACCAGCCCAAATAAGGCTGACCTGTTAGATGTTGTGGGAACCTT
GTATGTCGGTGGATTACCACAAAACTACATCACCAG
>BJ011433 ID   BJ011433   standard; mRNA; EST; 620 BP.
ATTCGGCACGAGGCAACAAAAAGCCTTCTGTTCTGAAGCTGGAGCTGAAAGAAATCCGAG
AACAGCAGGACCTCCTCTTCCGTTTTATGAATTTCCTAAAACAAGAAGGCGCGGTCCACG
TGCTTCAGTTCTGCCTCACAGTTGAGGAATTCAACGACAGGATTTTGTGTCCCGAGCTGT
CCGACACGGAGAAGATGATGCTTCACGAGGAGGTGAAGAAGATCTACGAGACCTACTGCT
TGGAGGAGAGCATCGATAAGATCCGCTTTGACCCCTTCATTGTGGAGGAGATCCGAAACG
TTGCCACGGGGCCGTACACTCAGGTGGTGAAACTGCAAACCATGAGGTGCTTGTTTGAAG
CCTACGAGCACGTTCTCTCTCTCCTGGAGGACGTGTTCACCCCCATGTTTTGTCACAGCG
ACGAGTATTTTCGGCAGCTTTTGAGAGGGGCTGAGTCTCCCGCCAGGAACTCCAGGATGA
GCAGGAGCTCGTCAAAGCGGGGCGAGACGTTCGGGATCAGCCGCATCAGCAGTAAGATCA
AAGGCGTGTTCAAGAGCACCACCATGGAGGGCGCCATGCTGCCGTCCCACGGGCTGGTGG
AAGGAGAGGATGATGTGGTA
>BJ011460 ID   BJ011460   standard; mRNA; EST; 647 BP.
GCTGATGACGTGTACAGTCTGTGTTTACTGCTCGTTGCGGATAAAAACTGACAAAACCGA
ACTTCTTATCATCTAGCAGTGAGGCTGGGATCTTGCATGGAGTGAGTGTTGTGCCCCAGT
GAGATGACAGACCAGGGCAACAACAATCAGAACATCTCCTGCAACCCTTTTGCTGCCCTC
TTCAGCTCACTTGCAGATGCCAAACAGTTTGCATCTGGACAGAAACCACAGCAGCAGCAG
CAGCAGCCTGCTCCACAACAACCAGCTAACTTGGAGGACTCTGGAGACAGCCAGTCTGAG
TCAGAAAACTCCGTGTCAGACAGTGTTGATGACAATGACGACTCGGTTGCAGAGATCAGC
CGCTCATTCCGGTCCCGACAGGAGCTGTGCGAGCAACTCAATGTCAATCACATGATCCAG
AGGATATTTCTGATCACTTTGGACAACAGTGATCCCAGTCTCAGAGGAGGTAATGGGATC
CCTCCTCGATGCGTTTACTTGGAGGAAATGGCAGCGGATCTGGATGGGCAGGACTGGCTG
GACATGGACAACATAGAGCAGGCTCTGTTTAATCGCCTTCTGATGTTGGAGCCAGGAAAT
CATCTCATTTACATGACGTCATGTAGTGCGGTGAACCTATCTGCCGA
>BJ011472 ID   BJ011472   standard; mRNA; EST; 671 BP.



GCTTTAAACCGTTCTTTGGCAATCCCTGGTAGCACTGTCAAGATGCCCAGGGAAGACAGG
GCCACGTGGAAGTCCAACTATTTTATAAAAATTATCCAACTTCTGGATGATTATCCAAAA
TGCTTCATCGTGGGAGCAGACAACGTGGGCTCCAAGCAGATGCAGACCATCCGTCTGTCC
CTGCGAGGCAAAGCCGTGGTTCTGATGGGTAAAAACACCATGATGCGTAAAGCCATCCGT
GGACACCTGGAGAACAACCCTGCTTTGGAGAAGCTTCTGACGCACATTAAAGGCAACAAG
GTACCTGCAGCAGCTCGAGCTGGAGCCATTGCCCCCTGTGATGTCACTGTGCCAGCCCAG
AATACTGGACTTGGTCCAGAGAAGACCTCCTTCTTCCAGGCTTTGGGTATCACCACCAAG
ATCTCAAGAGGAACCATTGAAATCTTGAGTGATGTTGGTCTGATCAGGACTGGTGACAAG
GTCGGTGCCAGCGAGGCAACTCTGCTCAACATGTTGAACATCTCGCCCTTCTCCTTCGGA
CTCATCATCCAGCAGGTGTATGACAATGGCAGCGTCTACAGCCCTGAGGTCCTCGACATC
ACTGAGGCTTCCCTTCAGGCCCGGTTTTTGGAGGGTGTGAGGAACATTGCTAGTGTGTCT
CTGGAAATTGG
>BJ011481 ID   BJ011481   standard; mRNA; EST; 664 BP.
GGTTGACAGGNACGGAGGTGTTTTGTTGGGACGTTTGTGAGGTTTTGGGGCTGAAAGGAC
TATACGTGGTTCGTGTGGGAACTCTCAGCATTTTCCAAAGTGTCGTAAATGACTGAAGAA
GTGTTGAAAAGAAAGACAACGTGGATTGCTGTGATTGTGAGACTAGCAGATGATCGATCG
GAGCTGCAGTGAAGAGGACGGCGGTGTTTGTGGGAGTTGGAGCTGAAGATCGGAGCAGGA
ACCATGTCTTCAGAACCTCAGGAAGGTTCTGTCAGCGAACAACTTTCAGCTGCTGAGGGA
ACCATCGTCCAGAACGAAGAGGAGTTCAGACCGCGTGATATCAGCTGGAACCCGCAGCTT
CAGCTCCACGTTGTCGTTCTGCCACATGATTATTCGAGTGAAGAGGTGGATCTCTGTAAC
CATCAGAAGAGTTCCATTGTGAAACAGGAGGAAACGCAACCTCCACTGATTAAAGAGGAA
CAGAAACAACCAAAACCTCCGCATATTAAAGAGGAACAAGGGGAACCAGTATCCCCTCAG
CTTAAAGAGAAGCAAAAGGAATTCTGCATTAGTCAAGATGAAGAACAACTTGATCTGAAG
CAGGAGACTGATACCTTGATGGAGATTCCTACTTGTGAGGAAGATGAGAACAGTGAAGCA
GATC
>BJ011486 ID   BJ011486   standard; mRNA; EST; 599 BP.
GCTTGAACCACACCATACACTGGAAGTAAACCCTGGCTCCTTCAGCTCCACCTCTGCCTT
GCCCATTGGTCCTTGTGTCGAGACTAGCCCCCTCATCCCTCCTGTCCAAACACCAGAAAG
CCTTGAACACATCAGCACTTCACAGGAACACAGTAGCCTAAATTTCCTCCCTTCTGGGGA
GGAAACCAAGGGGAGTCACTCCCCATTGAACTCTGTTGATCACAGTCCGTGTGGCGGTCC
CTCCCCGTGTGCAGATGCTATTGAACCTGCAAGTGTCAGTCTCTCCCAGCTGACGCCTGC
TGAAAGCTCTGTTACCTGCCAATCCCAGAGCCCCCCCGATGTTATTTCTGTAGCTTCTGA
GATTTGTCTCCCAGTACAACCAACCAGCCCCATGGCACCCACTGAGACCTGCTCAGTAGA
ACCGGAACCGGCTTGGGATCCAGAGCATGAGAAGCTACAGCAGGCTGAATCTGATCCCAG
AAGCCCAGAGAATCCGGCCCACTCAGAAACCCCCTCTTTTCCCCCCAGAGATGTTTGTTC
TCTTGCAGAGATGGACTCACCACCAGCCTCCTCCAGTTCTCCACACTGTGCCCTGATTG
>BJ011505 ID   BJ011505   standard; mRNA; EST; 630 BP.
AGGAATTCGGCACGAGGCCCCGCAGCCCTACCTNATCCCATTCCTCAAGAAAAGCCTTCC
CGCCCTGAGGCAGACGTTGTTCAGCAGTCAACAGTTTCTGACCCGGCTCCACCTGTTACC
CCCGCCCCCGCCCCTGCTGCTCCAGGATCTATAGCTGCAACTGCCATCAGACCACGGCTG
CCCACTGCTGCTACAGGCGGCGCTGTCCGGCTGAACCCGCCCATGACAAACACCACAGCT
CTGGCAGCAGCTCGCCCCGGAGCTCAGGTGCTGCAGACCCGCTCACCTGTGGTCATCGGT
CATCAGCTCAGACATCCAGTGACCCTCCTGCGAGGACCTCTGTGCACGGCCGGCAAAAGT
CCTGTCAGCCTGGCAGCTTCAGCCAATCAGAAAAAGCAGTGTGATCCTGGGGGTGGGACC
TTCAGAGATGATGACGACATCAATGACGTGGCATCGATGGCTGGGGTCAACCTGAATGAG
GAGAACGCTCGTATCTTAGCAACCAGCTCAGAGATCGTGGGCACAAAGATCCGTTCCTGT
AAAGACGAGTTCTTCCTGCCCGCTGACGTGCTGCACCGCCGTATCCTGGACACAGCGAGG
AAGCTGGGCGTCACCGAGGTGCCGGCGGAC
>BJ011518 ID   BJ011518   standard; mRNA; EST; 628 BP.
AGGATAATTCCCAGAATGCCTTGTCAGCACTGAAAGACGGCAAAAACTGCGGCGAGGGGG
CGGATGAACCAACGGAGCCGAAAACCGATGGAAATACTTGTGGGCGAGAGCAGAACACCC
AACTAACAGAGAAGTTGTTACCACTGGAGCCTGAAGCAAAGCCTTCAGAGAGTTTGAAAT
GTTTAATCGAGATTAAATACCCTAAAGTAAAAGAATCAATCAGTGTAGATGATACTGAGA
ATTTAGAAACTCCAGACGCTTCTGGTTGTCCTGTAGATCCGCAGAAGGATGAGGCTCCGA
GCACAGATGTTACCATTGAACAAACGCCGAAAACGGAGCAAGTTCATTCCACTCTTGAGG
CCACTAATCCGGAACAAGTTCTAGCTAAAGCTAAACCTAAAGTCTCAGACAAGCAGCAAT
GTTTTTACAGGCGCAAGAAAGGTGCTAAGAGAAGGAGAAGGCGACCTGTTCCTGTGCTGG
AGAACCTAGAAGAGAAACAGGAAACGAGTGAGAATGCTCCACAAACAACAGACTGCCCTG
AGGTGAAACAAGAGGACTTTACCGATGCGAACGGAGATGTCACCTACTCGAAAGATGGCA
AGAAGCTGCATAAATGTAATTACTGCGG
>BJ011524 ID   BJ011524   standard; mRNA; EST; 222 BP.
CACCTTAGACATGTAGGGCCCTTGGTAGGGGGGGTGCTTGGACATCACTGCCAGCAAGCA
GCNGATGTCCTCCTACCACCCTACCCGCCAATTTTAACCACACTTTANACATTTANGGTC
CCTTGGNGNGGAGGGNGAGGGGACGTCACTNNAANTAATAANGAAATNNCCCCTNAANGC



CCTACCCGCCAATTATAACTGCACCCCCCTTANCACACACAC
>BJ011528 ID   BJ011528   standard; mRNA; EST; 607 BP.
ACAGAGAGAATCTCGACAGTTTCATGGTTTGGGTTCATTTCAACTCGCCTCAGAAATATA
CGTCGTCTTCAGGGGATCTTGGGCCGGCCCAGGAGTACTGTGCCCGTGTGGACATCGAGG
TTGACTCTCCTGGACCCAGTCAAGTGATCAGAAGCATCCCCCTTCAGGCCAGATCTGGAA
CTGCAAGGGTACACGCTCCAAAAGGTTTACAGACTGTGCGGCTGTGTGCTCCGGCGGGCG
ACTGCAGGCAGCAGATGCTGCCTTTAAAGAACGCTGGGAATATTGATGTGCAGCTGAAAC
TGAAGCAGACCGGTGAGGATGGCTTTACCGTGACGCCCGACGAGCTCTCTCTGAGGGTGG
GGGAGGAGAAGAGCGTTGTTGTGACTTTCAAAGCACAACACGGCTGGAAATATAGAGATG
GGCTCCTCACTGTCCTGATCCTGCCGTCAGGCCCCCAGTACGAGGTAACTCTGAAAGGAG
AGGTCACCCCCTCTGCTCCCGCCCACGCCGCTGTGCTGACCACCAACGTCCCGCCAATCC
TCTCCAATAAGCAGTTTGTGGCTTGGGGAGGGGTCACCCTGGGCCGAGCCGTCCAACAGA
AGCTGGT
>BJ011539 ID   BJ011539   standard; mRNA; EST; 694 BP.
GGCAGCCTCTTTTATTGCAGGACTTATTAGACCGGAAAGGCAAGAACAGCAGCAGCAGAG
GCAGATGCAAGCCATGATACGACAGCGTTCCAGTGACTCCTTTTTCCCCAAAATCGATTT
TGAAACCATCACTGACCCCATCATGAAAGCCAAAATGGTGGCTATAAAGGGCATCAATAA
AGTCATGGTTCAGAACAACATGGGAATGACACCAATGGTCATGAACAGATATCCACCTGG
ACCTGGGCCACCTTGTCCTGAAAGCACACCCCTCCCTCCACAAGTGCTCGGACCGGATGG
TAAACTGACGCAAGTAACAAGACCCAATCCTCCAACTTTTGGACCAGGATTTGTCAACAA
TCCTCAGAGAGCTCAGTATGAAGAGTGGCTCCAGGAGACTCAGCAACTACTTCAAATGCA
GCAGAAGTTTCTAGAAGAAAAGATTGGCGCTCATAGAAAGTCTAAGAAAGCCCTGTCTGC
CAAGCAAAGAACTGCGAAGAAGGCAGGCAGAGAGTTCCCAGAGGAGGATGCAGAACAGCT
CAAGCATGTCACAGAGCAGCAGGGTGTAGTGCAGAAACACCTGGAGCAGATCCGGAAACA
ACAGAAAGAACATGCTGAACTGATTGAAGAGTACAGAGTAAAACAGCAACAAAACAACAT
GACACCGATCATGTCTGGGATGCACCCACTGCCG
>BJ011542 ID   BJ011542   standard; mRNA; EST; 613 BP.
AGGGCACCCCACTTACCGATCTGCCCACGGATTGTGCCCTCCGGAGAGGGCTCACGCCGC
TCTGGAACTGGGGGAGCACGAACTCTGGCAGACATCAAAGCCCGAGCCCAGCAAGCCCGA
GCCCAGAGGGAGGCCGCTGCTGCTGTTGCGGCCTCTGGCGAAAGGACAGGGACGACCAGT
GTCGGGCTGCGGCCTGCTCTTGGGCTATCGGATAGCAACAGTGAACGACGAAGAAGAGAG
CACCCAGGACCAACCGAGCCTGGAGGAGGGGGGCAGGAAGGAACCGGAGATGAGAAGAAG
GCGGCCAGTGAAATGGAGGAGCAGGAATCGTCTTCAGACGCTAATTCGTCTGGAACACAA
TTACAGCTTCAATATGTAGAAGCTCACTGTTCCCCTTCATTATCCAACACATCCACCTCC
ATGTCTGTGGAGTCCCCACAGGCCCCCAGTCCCCACCAAGAGGGGTCAGCTAGGAGTCTG
AAAGTAACAGAAGAGGTTGAAGAAACATCAGCAACTTCCCAGAGCTCCCCCTGTAGGTTC
ACAGACGGGCCTTGCAATCTCTCCCCAGATCCCAACATTACATCCAAGTCATTGGGCACC
CAATCTTTTCAGG
>BJ011545 ID   BJ011545   standard; mRNA; EST; 657 BP.
AGGAATTCGGCACGAGGCAGATAGTTTCTGAAGAACATAGGAGCGGAACTGTGCTAAAAC
TAATAGGTTAGTTAGCTCACCACCATAGGCTCTCGCTGTCATGTTAAATTAGTTAACTCA
CTTGCTTCATCGTATGCTAACGGTTTGTTGCTAGCTCTGTTCATTTGAGCCGCCTAAACA
GCAGAGATGCAGACTTTCCTGAAAGGCCGGAGAGTCGGCTACTGGCTCAGCGAGAAGAAG
ATGAAGAAACTGAATTTTCAGGCCTTTGCTGATTTGTGCAGGAAAAGAGGGATAGATGTT
GTTCAGCTGGATTTAAGCCAACCTCTGGAGGACCAAGGTCCTTTGGATGTCATCATCCAC
AAATTGACTGACCTGATCCTGGAAGCTGACCAGAATGATTCCCAGGCGGTGATGTTGGTA
CAAAGAGTACAGGATTACATCGACGCCCACCCTGAGACCGTTGTTCTGGATCCACTACCG
GCCATCCGAACTCTGCTGGATCGCTGCAAGTCTTACCAGCTGGTCCACAGAATAGAGAGC
CGTATGCAAGATGAGAGGATTTGCTCTCCTCCTTTCATGGTCCTGAACACGGAATGCAGT
CCAGATGTGCTGGAGGACATCAAGAAGCAAGGACTCACATTCCCCTTCATTTGCAAA
>BJ011546 ID   BJ011546   standard; mRNA; EST; 647 BP.
CTGCAGGNAATTCGGCACGAGGCGGTAGTTCCGGCCGAACGGTTATTGTACCTACACCGG
TCCAGCTCGCTCGAGCAGTACGGAGCACAAGACTTTATCTCTGACTCGTCCGCTCGGGCC
ACTAAAATATCTAACGACTATATCACAAGCCAAGATGGCAACTCTCATCCGGGTCACAAA
CCCAAATGCCCCAGCACATCGCCAGCAGGCCAATTTTTGTGGCTTCAAAATTGGGCGGTT
TGTATCAGGAGACCAAAAAAGTCTTCCCTCAACTTCCACCAGAGCTGCTCCATCAGTTCA
CCGCCCTGGGCCATGCAGAAAAACTGCTGTGGGCTGAAGGGATCTCTTCACCATCCCATC
AGCAGTGTCTGGGAAGGCTGGTGTTCCCTTTTGGGCAGTACAAGAACGCCCCTTTCCACT
GGCTTGTAGCCAATGATGTTGGATACCTGAATTTCCTAGTTGACAAACACAGAGCGGAGT
TGATTAACCCCACTGGAAAAGGAGACATAGGAAACCAGTGGATAAAAGACTGCCTGACGG
AGTACGCAGAGAGTTTCCCTCAAGTCTCCATGTTCCTTGAGGCCAACATAGACCGGTGCA
TCTATGGCCAGAAAGGATTTGAAGACCACACCTTTCAGGAGATGTAG
>BJ011554 ID   BJ011554   standard; mRNA; EST; 611 BP.
GCTTTGTTAAATGTCGGGCGTAGCTAGTTGGTNAGGCGGTTAATTTNAGAAAATTTCACT



GTTTTCTGCTGTCGGAGCTGCAATAACATTAATTGCTCAAATTAGTACTATTTTTAAAAA
TCGGTCAACTCCCTTTTGTAAGTCTGTACTGGTTATTTCCAACGAAACATAAACAATTAG
CGCTAATATTCGCTAATCGTGCTAGTTAAGTTAGGGTAAAACAGCGATAACCTTAATCAT
TTGAGATCTTACTGTTTATGTTAGCGCTAAACGGTTTCCAGGATGTATTATAGTTACATT
TATACTTTCTTGTGGAACAGGTAGCGTTGACTGACAGGAAATCTCGAAGATATTAGCTAA
ACCAGCAGCTTTCGCGCCCTCCCTCTGGTGGTTGCCTGGCAACAGTGGCCAGGCTAAAGC
CTGTAATTACATTAGTGTAGCAGAATCTGCCGGTTTCCACGGAAGATATCCGGTTCTGCT
CGTTTTCCTTTGGGTTGGGAGAGCAGGGCACCGTGGGTTTGTACGTTTTGTTGGTTTGTT
TGTTTTTGTTTTGTTTTGTGCCGATAACGCGGAAGGAACCATGATGGTCCCGATTTTCAC
CCTGAAACTAA
>BJ011570 ID   BJ011570   standard; mRNA; EST; 620 BP.
AGGAATTCGGCACGAGGGCGGCTCCGATGTGATATGGTGAAACTTNGCTACTTTGGGGTT
TTTCGGCGGACTTCGGCAGTGAATACCGAGCCCCTCCGGTTCTGTGAGACCTGCCGGTTC
TGAGAGCTCGGCCCGCTGGAGTCCAGACATGGATGGCGCTGCAAAGTTGGGGGCGGAGCC
TACTCCCTTCTGCTGCTCGGCCTGTGACGCTGCAGAGGCGCCCGGCCACGGCTTTGCCCG
GCGCTACAGGAAGGCCCGCAGCCTGAGCACGTCATCCGCCAGCAGCTGCTTCGAGTTCAG
GAGGACTCAGTCTCTTCATGGGCCGAGCCCCGTCACCACGTTCGGTCCGAAGGCCTGCAT
GCTGCAGAACCCCCAGGCTGTCATGCACATTCAGGACCCCGCCAGCCAGCGGCTGACGTG
GAACAAAGCCCCCAAAAGTGTCCTGGTCATCAAGAAGATCCGGGACGCCAGCCTGCTGCA
GCCGTTCAAGGAGTTGTGTGTGTTCCTGACCGAGGTGAAGGACATGATCGTCTACGTGGA
GAAGAAAGTTCTGGATGACCCGGCCATTTCTGGAGACGAGAGCTTTGGGCCGGTCACTAA
GAAGTTCTGCACCTTCAGAG
>BJ011582 ID   BJ011582   standard; mRNA; EST; 548 BP.
GCACCGGCAGTGATACAGCAATACGCGGCCGCGCTTCACCATGGAATTAACGAGCACTCT
TTCCCAGCCCAAACACAAACATTATTCGGACGCTACAGTCTTTTCTCCTTAGGTGACGTG
TTTTGTTTTTGTCGCCGTGGGTTCTTTGTATCGACAGTACTGTTTCTGGAGGTTCGTCGT
TCAGAAGAGGAATTGTTGCGACGGCTGGTTTCCTGCGACATAGACAGAGAGGTCAGCAAA
GAGGCTTTAACAGATTTTTTTTAATTGCACCAAAATAATGAAGGAGGTTTGTCATTTATT
TTTTGTTTACTGTCAGCTATAACCAAAGAAAGAGCTAAAGTTCTGCGTTATAGTCGCTTC
TGCCGACCTAGCTAAAAACCTAGCTACATTTTTGCAGTCTGGTTATTTAATTTCGCGACA
TTAAACATAGTTGTATCAGCTTTCCGGTCATGAATTAATATTGTCGTCGTGAAGTGGAGT
GCCACCTGTAAGCTCGTGTTCAGACTCAAAGCGTTGTCTTTTCTGTTGTTTTTTTTTTTT
CGTTNAAA
>BJ011583 ID   BJ011583   standard; mRNA; EST; 675 BP.
AGGAATTCGGCACGAGGAGCGGCTGCAGCACTGACCCGCCGCGGCAGGACGGAGCTCTCC
TCAGCCAGAAGGAGTGGGATCCTTCACAGTGTGCAGCAGCATTATGGCAGCTATGGGACC
AGAGGACAGAGCTGGAGCAGAGCCAGTCGGGACGGCCGCCTGTCCGTTTGGCCAACACGT
TTCTGCAGCAACACACGGCGGTGAAAGACCAGACGGGCAAAAGACTCTGGTGCTGACCCA
AAGATGTGTCCAGGCAGAGAGCTTTCATCACAAGAGCAAAGCAGCAGGCCAGGGCAGCCA
AGCGGCTCCCTTCCACAATGCCGGGTCTTCTGTGCACTTTGGCAACGTGGCAGGAGCTGT
GGAAGTTCAGAACAGCTTCAGGAGTCCTGAGTCGGTGGAGATGGACGAGATCATGGCAGC
CATGGTTCTAACCAGTCTGTCCTGCAGCCCCGTAATCCAGAGCCCCCCACAAACAGATCC
TGGACCAGCTGCCTCGTCCTCGTCGGTGGACATGGAGAGCGGTGGCGGCGAGCTGTCAGA
CAGCGGCAGCAGCGGCTACTGGAGCTGGGACCACGGCAACGGGAGTCCGGCCCCGTCGCC
GTCTGTCACTGAGATGGACAGCAGCCTGGATGAAGGCCTGCAGTTGGAACTGGAGCCGGC
GGAGGAGCATACGGC
>BJ011585 ID   BJ011585   standard; mRNA; EST; 666 BP.
AGGAATTCGGCACGAGGTTATTTATTTATTNTGCCTCCTGCTTGAAAGTTTTTATCTTTT
GACATCTGTAGTCGCTCCTCCAATGAGAAGACGTAAAAGATGGAGCTTCACATTTTAGAG
CACAGCCTCAAAGTGGCGAGTATAGAGAAAGAGGGGATCCAGATTTGCACTCACGGATTA
ATCAAACTCGCCTTCCTGGCCTCCAAAACAAGATGCAAGTTCTTCAGCCTGACGGAGACT
CCGGAGGACTACACCATCATCGTGGACGAGGAAGGCTTCAAAGAGCTGCCTCAGTCGGAG
CACATCAGTGTCGCCGACGCCACGTGGTTGGCGCTCAACGTGGTGTCGGGCGGCGGCAAC
GCGTCCAGCTCGCAGCCCATCGGAGTGACCAAAATCGCCAAATCTGTCATCGCACCGCTC
GCCGACCACAACATCTCTGTCTTCATGCTGTCCACGTATCAGACCGACTTCATCTTGGTT
CGAGAGCGCGACCTGCCCATGGTGACGCACACCCTGTCGTCTGAGTTCACGCTCTTCCGG
GTCATCAACGGAGAAACTGTCGCTGCTCACGACCTGGGAGTGACCAACGGCTTCGTGAAG
CCGAAACTCGTGCCCCGTCCCATCATCCACCCCCTGTCCAGCCCCAGTAACATGTTCTGC
GTGACC
>BJ011590 ID   BJ011590   standard; mRNA; EST; 603 BP.
GAGAAATTNATCTCGTAACTAAATACTGAATTTGCATGACAAAAAATCCAGCTATACCTG
GAATCAAAAGCGGTTTTGTATCATGTTAGCATAGTCTGACTGACTGAGCAAACCGTTCAG
TGCACCGACCGGGGGGGAGAAACTAAGGTTTATCCTTGAGGTAATTCAAAGTTTCTCGGT
TTACACCTTTACACTGAGAGGCTTTTGCTTCCCCATCGACACATGGAGTCGCTCGGAGCT



GTTGGCGCTGTTCTCGGATGCTCTGCTTGTTGCATCCCGGTGGTCGCGCTGCTGCTCGCC
GCCTACAAACTTGGCTTATTTTACCAGCTGTTTCACCAGACGGAGACCGAGAGCCCCCGC
CATGGCGGTGAGAGCGTGGCAGAGGTCCTCCGTGCTCACGGGGTCAAGTTCCTCTTCACC
CTGGTGGGCGGGCACATTTCCCCGATCCTCGTGGCTTGCGAGAAGGTCGGCATCCGTATC
GTGGACACCAGACACGAAGCCACGGCGGTCTTTGCCGCAGACGCCGTGGCGCGGCTCTCA
GGTACTGTGGGGGTAGCAACTGTAACCGCCGGCCCGGGCCTGACGAACACGGTGACGGCG
GTA
>BJ011600 ID   BJ011600   standard; mRNA; EST; 342 BP.
AATGTTTGTCATGGGAGCAGTGGGAAGAAGAGACATGGACAAACGGNGTCACTCTGACTA
TTACTTTAGAAGGAGGCGATCTGTCAAAAGCAGAACCAGAACGTATCCTGGCTGTGAAGG
AATACACCCCAAAGGACATGGCGGCTCCCCTCGCACCCCGAGAGCTCAACAAGAGGAAGA
GGGAGCGAACGTCGGAGGACGCCGACGGTGACAGCAAGGTGGCAAAGACGGGGGAGGAGG
AGGAGGAGGAGAATACGTGTCCGAATGGGGCTCGGGAGAAGACCACACCTGTGGCGAAGG
TCAAAGGTCAAGGCAAAAGCAGCAAGAGGCTGTTTGGCAGCA
>BJ011617 ID   BJ011617   standard; mRNA; EST; 661 BP.
AGGAATTCGGCACGAGGGCTTGGTCCGTNGTCTTTTTAAAGGCAGGGAGAAGAGAGAAGT
GTGCGCACTTTTTTAAAAATTTCTACTTTTTAAGGAAACTTAATTAGTGACGTTCGATTT
GGCACAATTGAAAATATACAAGTGTTTTTGCGTCCTCAATCTAGTGCGTAATTGTTAAAA
GTTCTTCAGGAAAAGTTCCTTTCATTGGAAGAAAAAGTGTCTACCGTCTAATATGAGAGC
GACCAGAATGGTTTCATCTGTTCTTCTGCTGGTGCTGATGCAGTCCGGCGCTCTGTGCGC
ACGGCGGTTCCGGGGTGGCCGCAACCCACAACCAAGGCGCGCACCCCCTTCTCCCACTCA
TCGAGCGGACCGGGGCGACACCACGGAAAGCTTCCCGTTGGATTTCACGGCAGTGGAGGA
AAACATGGATAACTTCATGACACAAGTGAAAAACCTCGCGCAGTCGCTCTATCCGTGCTC
CGCGCAAAAGCTTGACAACGACATGAAGCTGAACTTTTTGAAGAACACATCTGTCACCTG
CAACGACGGTAGTCCTGCGGGATACTACCTGAAAGAGTCTCGGGGAAGCAGACGGTGGCT
TATATTCCTTGAAGGCGGCTGGTACTGTTTCAACAAGGAAAACTGCGACACTCGATACGA
G
>BJ011625 ID   BJ011625   standard; mRNA; EST; 613 BP.
ATTCGGCACGAGGGCGAGCCGAAAAATAACTATCAAAAATGGCGTGTGCCCGACCTCTCA
TCTCGGTGTACTCCGAGAAAGGAGAATCTGTCGGCAAAAACGTATTGATGCCGGCAGTCT
TTAAGGCCCCGATTCGCCCTGATGTTGTAAACTTTGTGCACACCAACATGCGCAAGAACA
ACCGTCAGCCATATGCTGTGAGCGAGCTGGCAGGTCACCAGACCAGTGCTGCTGCTGAAG
AAGCTTAAAGCCTGGAATGACATCAAGAAGGTATACGCCTCCCAGCGCATGCGTGCGGGC
AAGGGTAAGATGAGGAATCGTAGACGTATCCAGCGCAAAGGGCCGTGCATAATCTACAAC
CAAGATGCTGGTTTGACTAAAGCCTTCAGGAATATTCCAGGCATCACTTTGCAGAACGTG
AACAAACTGAACCTCCTGAGACTTGCTCCCGGTGGTCACGTTGGGCGCTTCTGCATCTGG
ACAGAAAGCGCTTTCCGCAAGTTGGATGACCTGTACGGCACCTGGCGTAAGCCTGCCACC
CTGAAGGTTGACTACAACCTTCCAATGCATAAGATGACTAACACAGACCTAAGCAGGATT
CTGAAGAGCGAGG
>BJ011627 ID   BJ011627   standard; mRNA; EST; 593 BP.
GGTCTGTTCCTGATNACAAGCTGCACGACACCTCTGCCGCTCTCGCCGCTTGGAAAGCAT
GACGGCCGGCGTCTCCTCAGCGTCCAGCCGCCCACCACCATGTTGTTGTTTTTTGGTCCT
CCTGAAGTGCCTGGCGTGGCGCCGGCCTCCCCCACGCCTTGGAAGCGCCGCGTTATTTTG
CCCCCAGAAAGAATCTGAAATCTGCTGAGGCCCAAACCAGATGGCTGCTTTCACAGAGCG
CCCGCCTCCCCTGTTCCCGCCATATGACGCTCCAGAGGCCAGCCCAGTCCCCCAAGAACA
GCGCAGCTTAAATTTAGCCGGAGGAGGGAGAGGACGCAGCCTGAGAGGAGGACAGCTCTG
AAAAATTTGGCTGGAACCAAGCGGGGCCCGGTTCTGAGTGCAAATTTATTCACTGTGAAA
CTCAGCAGAACACGTCACAGCAGAACGTGTGACTGGACCGAGGCCTGCATCCTCAGCGGA
CAGAAGGCGGAGAGAGGAGCCGCTTCAGACTTTCCACAGATACTTCTACAAGTTTAAATA
TCAGTGCAGAGCGGCGGCGGCGCCGGCCCACGGAACGGGGGAGGTGTCCAACC
>BJ011631 ID   BJ011631   standard; mRNA; EST; 655 BP.
GACATTCCCGCTGATGAAAATAAATGTAGAGATTGTTTCAGAATGAAGACCTGGAGGTCA
TAGCCGGTAAATCGGAATGGCCGCTCGGACGCTGCAGGCCGCGGTGTCCGCCGCCGCATC
CCTGCATGCTGACAGGACGGCTGTGGTTTTCGACAGCGGCGGCTTGGCGCCTGGACCCCC
GGCGTCGCTGCTGTATCGAGAGCTGGCGGACCTCAGCGCAGAACTTTCATGTGTTTTTCT
GAGCAGATGCTCCCCCGTCAACGGCGTTATTGGTCTGTACTGCAGTGACGACCTGCTTGT
TCCTGTCTGGATCTTGGGCGGTTCCAGGCTGCTCTCAGCAGATACCTGACCTTTGAGGTC
TGCGAGACGCTGCCAAAGTTTGAGCTCACCCTGATCCAAATTCGGAAGCTGTCGTTTGCC
AAGCCTGAACCTGGAACACAGCAAGACAGCCATCAGGAATCTGGCTGTGCTGCACCGTTG
TCGGAGGGCGGTGCTGCTCACAGAGAGTTGGCGTATGTGCTGCACACATCTGGAACTACA
GGCCCTCCCAAAACCGTGAGGGTGCCACACACCTGTATCGTTCCCAACATACTGCACCTG
AGGTCTTTGCTTCAGATGAGTGCGTCTGATGTGGTTTTTCTCGCCTCCCCCTTAA
>BJ011633 ID   BJ011633   standard; mRNA; EST; 676 BP.
AGGAATTCGGCACGAGGCTCTGCTTAAGCGGTGTAGTGGTTGAAAGATTNAATAGAAATG



TTCTTAAGCCAATATTATCTTTAAGTACTTTATTTGCATCTCTGTTACGGAAGTTTACCA
TATTGCTGGATATTTTCGCTACGACATAGTTGTCCACATCCAGCTTTAACAGCTTGTCGC
CTGTGTGGCTGAGTTTTTTTGGCGCGCCATGACATGAGAAGTCATCATCAGTTGGGAATG
AGGAAGGATGGAAAGGTGCAAGATTTTCCAGATCTCTGGCATAAAAAACCGTGACAAGAA
GAGAGTTTTGGTGAAAGGGATTCAACAGCTGGGAGGAAAATACATTGGTGGCTCTGTATA
CAAGAATGGCATCACTCATCTCATAACACCCCAGGTTTCCCCCAGTGAGAAATTTCTGGC
TGCATGTGCTGCAGGAAAGTGGGTTGTGACACTGGACTATGTTGTGGATAGTGTTAAGAA
TGGCTCCTGGCTGCCGGAGCGATCCTACGAAGTGGCCATTTCCACGGCCTCCTCAGCTGC
CTTCTACCCCGTCAGGCAGTGGAGGGAAAAGGTGGCCACTGGCAGAATGACGGGGGCTTT
CCAAGGCTGGAGAGTACTCCTTATGGTTCAAGAGCCCCGCAAAAGAGCCATGTTCAAACG
GCTGTTGATGGCAGGC
>BJ011643 ID   BJ011643   standard; mRNA; EST; 655 BP.
GGTGCCCCCTGATCTTATTCCGCATGACGAAGTTTACATTAGCTCCTCCCACAGCCAGCA
GTGGTTGGTAGTCGCTGTGTTTAGAGACGTCCAGCTTGCAGGCCTTGATTACTGAAAGCT
CAATCCCAAACAGGAAAACTAGGATGTAAGCAACCTGTAGGTAAAATGTACGATCTAGAT
TTAGAAACCTTCACTCCATTGCTTTTTGTAACCGTCTCTTTCAGTCAAACAGAGCTCAGC
AGAGGCCGAGCTTTACAGAAATGGATTCACGGGCAGCTAGAACAGCTGAGAAGCTGGGTC
AGGGTCCCACGGATGCTCCTGGAGACCAGGCCTCAGTGCTGAGCCCCCAGGCCTCCGTGG
GACACTGACTCCTCCTGAACACTTGAAGGCAGCAGCCTGTGCGCACATGACAGCTGCTCA
GACACACTAACGCTTTAACAAAATGTCTTCAAATTGACTGAGCAGAACCAAAGAGGAGAT
GCAGAAGCAGAGATCTTCTGGGAAAACCCTCTGAGCGTAACGGTTTGCCGTCAGATCGAT
AGTCAATCCAAACCTGGATCCTGACTGAACGTCCTTTTGGGTTCATCCATCGATGTCTTC
CGATCTCTCTGAACTGTTCCAGGCTCTGCTGAGGAACATAAAGCTCCTTTATTTG
>BJ011647 ID   BJ011647   standard; mRNA; EST; 559 BP.
GCTGCGCCTGTCGCCCTGGTTACGAGGCGGACGACGTCGGCATGCGCTGCAGAGCTTGTC
CATCGGGACACTTCAAGATGGCATCCGGAGCAGGCGGGTGCACTTCCTGTCCCGCCAACA
GCAACACACGGGTCCCAGGCTCCGCCTACTGCCCGTGTCACCAAGGGTTCGACCGGGCCG
ACTCTGACCGCCCAGGCGTGGCGTGCACACGCCCACCTTCAGCCCCCCGCCTGCCTGTGA
GTCAGCTGAACGACACCACAGTGACTCTGGAGTGGAGCGAGCCGCTGGACCGGGGGGGAC
GGGTCGACCTGACCTACAAGGTTCTGTGCTCCACCTGCGGTTCTGCCGGCACCGCCAAGG
GATTGGCTGCGTCCTGCCTTCCGTGTGACGACAGCGCTCTGTTCCAGCCGTCGCTGCCTG
AGCTGACTTGGCGCCGGGTCGTCATCCGAGGACTCCGCCCACAAACCAAATACATGTTTA
CCATCCAATCCCTGAACGGGGTGTCTGCTGTCAGCCAATCAGAGCCTGCCTCTGTCAAAG
TCAACGTCACCACCAGCAG
>BJ011678 ID   BJ011678   standard; mRNA; EST; 584 BP.
CCCCCGCCAGTCAGTCCCCCCACTCCTCCAACCCCAGCAGCCTGCCCTCGTCCCCCCCTA
CTCACAGCCATGGGGGCGTGCCCTTCTCCAACTTTGGGCCCATTGGTACTCCAGACAGCC
GGGACCGCAGGGGTGCAGACCGCTGGAAGGCCGAAAAGAGCGGAGGTGTAAGCGGCTTCG
GCTTGGACTACTTGCCGACTGCCCCCCCCTCCACGTTGCCCGACACCACCTGGCATCAGG
GCGGGTCTACGGGCTCCTGGACCAATCAGGAGACTCCAATGGAAGAGTCGTCCTCCACTG
TGTTGCTGGACAGCTTGAAGTCCATCTGGTCGAGCTCCATGATGCAGCCGGGCCCGTCGG
CGCTGGAGCAGCTCCTCCTGCAGCAGAAGCAGAAGCAACAGCGGGGTCACGGCGCCATGA
ACCCCCCCCACTGAAGCTGGCGCTGTGCGGCGCTTTGTCCAGATGTGATCAGTTCACCAC
CAGGAGAAACAGGGGGGCGTGACACGACGTGAAGTTTGTAGATGAGCTCCAAATAAAGTG
GGAAATTAAACCTGAAAATGGTGAAGCTGGGGAGGCAACGACCC
>BJ011691 ID   BJ011691   standard; mRNA; EST; 679 BP.
GGTCGGCAGTAAAGTTCTGCGAGATGGTCGGGTACCCCTGCCTGGTTCGGCCCTCCTACG
TTCTTAGCGGAGCTGCCATGAACGTGGCGTACAGCGACCGCGACCTGGAGAAATACCTGA
GCAGCGCTGTGGCCGTGTCCAAAGAACACCCCGTCGTCATTTCCAAATTCATCCAGGAGG
CCAAGGAGATTGACGTAGATGCGATAGCCTGTGACGGCGTAGTGATGGCCATAGCCATTT
CTGAGCATGTGGAGAACGCCGGCGTGCACTCGGGTGACGCCACCCTGGTGACGCCAGCAC
AGGACCTCAATCAGAAGACCATCGAGAGGATCATGGTGATCGTGCATGCCATCGGGCTGG
AGCTGCAGGTCACCGGACCCTTCAACCTGCAGCTCATCGCCAAGGATGACCAGCTGAAGG
TGATCGAATGTAACGTCAGAGTTTCTCGCTCCTTCCCATTCGTATCCAAGACACTGGGGG
TAGACCTGGTTGCCCTGGCAACCCAAACCATCATGGGGGAGGAGGTGGAGCCAGTGGGCC
TAATGAAAGGGAAAGGGATCGTGGGAGTAAAGGTTCCCCAGTTCTCCTTCTCTCGGCTGG
CCGGGGCAGACGTTGTGCTCGGCGTGGAGATGACCAGCACCGGAGAGGTGGCGTGTTTTG
GGGAGAACAGGTACGAAGC
>BJ011697 ID   BJ011697   standard; mRNA; EST; 669 BP.
GGAGACAGTGGCAGCAAANAAAAAACATTCGAAAGATCCATGCAAAGACAGCTTAATGTC
ATTTTTCCCGCCACATTCTTCGTTTTCACTTAATATCAAGCATAAAACACTTTTCCAAAT
GTCTTCAATTTCTTCCAGTCTTGGCTTCTTTTCCTAATTAATGACTGTACGGACCAGCTG
TCAAAGATACAAACAGCCTCATTAAATTTAAAGTGTCTTTTAGTGCCATTTCTGCTCAGA
CGTCTGTACCTTTATTTATTTATTTTTTTAAGTATTCTTTCTAGTTAGGGCATTTCTTGC



TGCTGAAATACTTTATTCCTGTGTATAATAGCAATTGGAAACTCAAACAAAATTCCACAT
CATTGCGTCAGGTGACATCTATTCAAGTTGTTGTCATGGCTTCTATCCTCACCCATCATC
TAAGTGGTTCTCTCTCTGTGCACATCGCGCTGACATCATCTGTACGATCGCTCTTCAACG
TGCTTGTGTTTGTAGCTTGAACAGCTGTGCTGCAGTGCATGGCGTTTTTGCTTTGTGTTC
TTCACATGGTACTGAAATCACCAAAAGGCATTTTTGTCCTTTGCGCATTAAAGGGAGGGT
CCTATACTCAGACCGAATAGACTTAGCATTAGTATTCGTTTGAGGACAGCACATTGTCAT
TTTTGAGTC
>BJ011702 ID   BJ011702   standard; mRNA; EST; 451 BP.
GCTTTCCTGTGTTGCTACCTGGNACTGGAAGCTTTGCTAAAGGAAGCACAGAAACATGGC
TGTTTTAAGAGGAAATTCACGTTGTTCCTCCCTTGTGATTTCCTTACGGAGTGGCTCTAC
AAGTAAAAAGCGTCCCACACAGATTTATCACACAACAACACACATATTGTTACTCAAAAT
GTCAAGTTGTTGGTTTGTGTAAAAATTCAGTGCATCATGTTTTTCTCCTCGCCTTAGTCA
TAATCCTTGCAGGCAGGGACAGGTCCCAGTGAAACTTCATGACATTCCCTTTGTGAAGGA
CTGGCTCGGCACACACCCCAGGCCTCCCATCCCTCTATTTTTGCAGCTCAATGAAGCTCA
AGCTGCTCTTCTCATCCAGGCTTTTTGGCGAGGATATAAGGTCAGGGCCCGTCCAGATGT
GCAGGAGTTGCGTCGATGGCAGAGGGGGCTA
>BJ011714 ID   BJ011714   standard; mRNA; EST; 690 BP.
GGAACTCGCTCCGGGCTCGTCTAACTCCTGTGGCGAGGAATTCAAACACGTCTGTGGACG
TGGTCCAACTCTGGATCCTGGCGCTGCACCGCTTGGCATCAAGATGACAGACAACAAACA
GCGAGAGCCTGACGACACAAAAAACTGTTGGTGCAGGTTTTTCTGTCAGACGAGTTTCTG
GGCGGCGCTGGTTCGGCGGTTTAGGTGATCCAACAGGCGACGGCGAGCTAGAGCACAGCC
CAACTGTCCCGAGGTCCAGATTTCTGAGTCTGACCAAAAGAATCTCAGTCCAAACCTGCC
GCTCCTCTCTACCACCCTCCACGGACCCGGACAACCCAGAAACCTGCCACGCCCGCACAG
GTGCATGTGACTGAGGCCTGACCGTCATCCTCCAGAGCAGATATTTAGTACAAGAAGAAG
AAACAACAATCTTCAGAGTTTCCATGTTGGTCTTTGACTTTTCTTTGACTAAACGTGGTT
ATGAACCATTAGCTGGAGAGGAATCTATGTGGACCCAAAGGAAGTTATGACTTCCTGTTA
ACTCAGAGCAGACTTTAACCCAAAGCTTTGACTGAACCGTCTAGTTTTAGACGCGGATGT
AAAGCAGAAAACGGGTTTTTGGAGCAGATGTTTTAGGGGTTTTGGGTCACCTGCTTGTCC
CACCGTCACCACCCTGCTTCATCTTTGAGT
>BJ011718 ID   BJ011718   standard; mRNA; EST; 594 BP.
CGGCACGAGGGNAGCTCGCTCAGGGGCCGAGGCCGCGCGCTGGGTTGGATTCAACTTGTA
GAAATCTGAAGTCCAAGGTCGTTGACAGTCCTCGGTTTGTCCAAATTCAGGAAAATCCTC
TCCCATTCCCCTTGCCCCCTCTGTCAGAGCATGGCTCAGGAGACCAATCAGACGCAAGTG
CCAATGCTTTGTACTATGGGATGTGGTTTCTACGGTAACCCCCGCACCAATGGCATGTGC
TCTGTCTGCTACAAGGAACATCTGCAGAGACAACAGGGAGGAGGGCGATCCAGCCCCCCA
GCAGAGAAAGCGGCCACATCACCCTCAAGAGCAGCTGCTGTTACTGTGGAGGGGACAAGC
TCAGAGCTCAATACAGATGTACAAGCATCTCCACCCGAGGAACAAACCAGCAGTCCTAGT
TCTCCGAGCCCAGTAACTCAGCAGATGACAACAATGAGCATTTCCCAAGAGTCCGGAGCT
GTAGAAGCAGATCAAGCAGAAACAGAGGAGGGGGACGATGAAGATACTTCCAACAGCACA
GAACCAGCCAGTGAAGCAGCACAAGCTTCTTCAGATGGTGAACAAACTCCTGAC
>BJ011724 ID   BJ011724   standard; mRNA; EST; 449 BP.
AGGAATTCGGCACGAGGGTNCGTGATCTGCAGAAGCTGACCTGAAAGAGCAGAACCGAAC
AGTGTGGTACCTTTAACCTCCGGCGAACTTCTTTCACATTTTTGCCGGTAATTGTTGCTC
GAGGCCGTCGAGGATGTTTTCACTCGGCGAGACGATGGATTTCCTCATCGGAAACCCCTT
TTCAACGCCCGTGGGGCAGAGAATCGAGCGGGCGACCAGCGGCTCTCTGCAGGCGGAGGA
CTGGGGGCTCAACTTGGAGATCTGTGACATCATCAATGAGACCGACGAAGGGCCCAAAGA
CGCAGTCAAAGCCATAAAGAAGAGAATCGTTGGGAACAAAAACTTCAGGGAGATCATGCT
GGCTCTTACCGTGAGTTTCGGTTTACAACAGCTGTCCTCTCGTGGCTCATCAGTGTTCAC
GGCAGGGGGGGGGGGCNCNCCCGGCCCGT
>BJ011729 ID   BJ011729   standard; mRNA; EST; 599 BP.
GGCAGGACAAGGNATGGCGCTGACCTTCAAGGCTGCTTTTCTGGCCCTAATGCTAGCCCT
GACACGGGCAGCCCCATTGTAAGTATTGGTGACACTTAATGGGCATTACAAACAAGTCGT
GGGAGAATGTTTATGACCACATCGTGTGTATTTTTTTAAATAAAAATTGTCAAACAATAG
TCAACAGAAATTTGGAGTTTGTTTTATGTATTTAAATTGAATTCAGTTTCACCCTGATGT
AGTTAATTTCAGCTATTTCTGCTGTGATCACCAACAAAACGAAGCATGTTATTAGGAAAA
ACAGAAATGTCAGTGGATCTATCCACTCATTTTGCAACTCTGTTGGCTGGAAGACAAAGT
TCAGAGTTTGAATCGATTAAACCGTTCGAAGAGAGCATAGTCACGGTATAATCTCCCTGT
GTTGCTCATTGACTCACAGTTCAGTGCTCTGATGGTGAGTAAATCCAAAAATTCTGTTTT
GGTTTTTTTTTGTCATCCACAGGGAGGATTCAGCAGCAGGCGGTGGGTTTCATACTGAGG
ATCTTTTGCATTTATTTTGCCAACTGTTTTGTTGTTATGTAGCAGTATATTATGGGTAT
>BJ011731 ID   BJ011731   standard; mRNA; EST; 450 BP.
GTTTGAACACTGCCCCCTGCAGGTGAGATCCCCCCCCAACACGGTACTGATTGGTTAGCA
TTTTTTTAATGGATTTTTAACTATTTTAAACGTCCAGCTCACCAGCAAAGAGTGTCTCCT
GCTTTAGTAGCTTCCATGCAGTCATATGCACAGCTCTATTTATTTATGTAATTTTATCTT



TGAATCATTTTTGAAAGTGTTATTTGTTTTTTTGTTTTCGTTTGTTTGTTGGGTTTTTTT
AAACTGCAGAACTGGTAGCAACGGTGTAAATATGCAGACCCACCCGGCAGCCACTCATCA
CCTCCGTCTGACATTCTCAGAGCTTCTCTGAAGTCGTTTCTGTTTTTCTAAGCCACTCCT
GCTGCTACCACTGACGCTCCCTGCTGGGGTCTCCCGACCCCTTCAGACGTGTACATAGGG
GTTTTTTTTTTNGGTNGTTNGTTNGTTNGT
>BJ011757 ID   BJ011757   standard; mRNA; EST; 624 BP.
GGGAAGGACCAACATGGCGGCTTCCACGCGCGTCCTGCACAGAGCGATGGCTCCGTCTTT
GGTGGTGATTTTGGGAGCTACTGGTACCGGGAAGTCCAAGCTGGCTATTGAGATCGGGAA
ACGGCTCCACGGAGAAATAATCAGCGCGGATTCTATGCAGGTGTACGAAGGGCTGGACAT
CATCACCAACAAAGTGAGCGCAGAGGAGCGTGCCCAGTGCAGACATCACATGATCAGCTT
TGTGGACCCGCTGGTGAGCAGCTACACAGTGGTGGACTTCAGGAACAAAGCCCTTTCCCT
GATAGAGGACATGCACAGCAGAGGCAAACTGCCGATCATCGTGGGAGGAACCAACTATTA
CATCGAGTCGCTGCTGTGGAGGGTCTTGGTGGATACAGGCGTGAAGGAGGACTCGACGGA
TGAAGCAGATGAAACTCCAGACAGGAAAAAGAAGCTGGAGAACCTGGGAGGAGCTGAGCT
GCACAAACGACTGGCTCAGGTTGACCCCTCCATGGCCGCCATGTTGCACCCCAACGACAA
GCGCAAGATAGCCAGGAGTCTGCAAATCCACGAGGAGACGGGCATCCCTCACAGCCGTTG
GCTGGAGCTGCAGAGGGGGCAGGA
>BJ011761 ID   BJ011761   standard; mRNA; EST; 600 BP.
GCGCAGCGTCAACGGCCTGACGCACCACAAACCCGTGGTCAGGAACGACATCCGCCTGGC
CGCACGCCTCGTCCACAGCCTGGACCAGAAGGGGGAGCTGTGGAGCCAGCAGGCGGACAC
CAACCCGGTCCTGAAGAACATCACGGATTACCTCATCGAGGAGGTCAGCGCCGAGGAGGA
GGAGCTTGTCGGAGCCTCGGGGGACGCCGGCGAGGAGGCGGCCAAGAGCTCGTCGGAGGT
TCCCGTGGAGACGGACGACAAGCTGCTGAAGGTGCTGGACAGGCTGCTGCTCTACCTGCG
CCTCGTTCACTCGGTGGACTTCTACAACTTCTGCGAGTATCCGGCCGAGGACGAGATGCC
TCACCGCTGCGGGCTCATCCACGTGCGCGGGCCCCTCCCCGTGGCCAAGATCACGCCCAC
TGAAGGTGAGCTCTCACACACACACACACAGACGTGCGCGTGCTGAGACTCCTCCCCTCC
CGTGCAGTCAGCGAGCATCAGAGGATGTGCGAGGAGCGCCTGGCTCCTCTGCTGTCGCCC
TCCGAGGCTCTGAGTGAGGAGGAGGCCACCCGGCTGGGAAGGAAGGACCCGGAGCAGGAG
>BJ011762 ID   BJ011762   standard; mRNA; EST; 693 BP.
GCTTGAACCTGGAGATTGACCCCAACATCCAGGAGATCCGGATCCAGGAGAAGGAGCAGA
TCAAGACCCTGAACAACCGCTTTGCCACCTTCATCGACAAGGTACGCTTCCTCGAGCAGC
AGAACAAAATGCTGGAGACCAAATGGAAGCTCCTGCAGGAGCAGACCACATCCCATTCCA
ACATGGAGGTCATGTTCGAGGCCTACATCGCCAGGCTCCGCACGCAGCTGGACAACCTGG
GCCATGAGAAGGTCAGACTGGAGTCCGACCTGTCCCACATAACAGGCATGGTGGAGGACT
TCAAAACCAAATACGAAGAGGAGATCAACAAGCGCAATGAGTGTGAGAACAACTTCGTCC
TCTTAAAGAAGGACACAGATGCAGCTTACATGGTCAAAGTGGAGTTGGAAGCCAAACTGG
ACGCTCTCTCTGATGAGATTGAGTTCCTGAGACAGCTCTACGATGCAGAAATCCAGGAGC
TTCAGAACCAGATCAGAGACGTATCCGTCGTGGTGGAGATGGACAACAGTCGTATTCTCG
ACATGGACGCCATCATTGCAGAAGTGCGCGCTCAATATGAAGACATAGCCAACAGGAGCC
GAGCCGAGGCGGAGTCCTGGTACCAGACCAAGTATGCAGAGATGCAACAGTCGGCAGGAA
GATATGGAGACGACCTGAAGTCTACCAAAGCTG
>BJ011764 ID   BJ011764   standard; mRNA; EST; 604 BP.
GCAACGTTGCCCCCATGTTCTACCGGGACAAATCGAAGAAATAATTCTGGAGGCAAGAAC
GGTGGAGAGGAATGCTGGGACATATAAGGAGGATGCCAAATACATCAACGGCATGCTGGA
GTACACCGTGGAAATAAAGGAACATATACCGATCAGTCAGAGTACGGTGGTGAAACTCAG
TGGAGTCACGTCCAAAGGCCGGTCCGAGTTTGTGCAGGAAATCCATTTCCAGAAGCTGAC
ACCTGGCAGCGTCATCTCCTTCAGGGTCAGTTTGGACCCCAAAGCACAAAAGCTGGTAGG
AGTCTTGAGGTATTATCTGTCCCAGTTCAGCCCAAAGTACAAGAGGGGCAGTGTGCCAGA
TGAAAACCCGCCTCCGGCTCTGCAGAAGCCCCTGGCTCAGCTGATGTCCAAGCTGACTCT
GGCAGATATGAACATCCTGCTGTTTCGCTGCGAGTCAGAGGAACAAGAGGATGGAGGAGG
AAGTTACAGCATCCCGGGCTGGGAGAGCCTGAAGTATGCCGGACTGCAAGGTTTGATGTC
GGTGTTGGCGAACATCCGCTCGAGCAACGACCTCGGTCATCCTTTATGTGCCAACCTCAG
AGAG
>BJ011787 ID   BJ011787   standard; mRNA; EST; 614 BP.
CCATCTACAACATAGACAGGCCTGACATGCTGTCCTACTCGCCGTACGTCAGCTACCCCT
CTGAAGAAAGGCGCTACGGAGAGGGGGATGGGGAAAAGTCCCCCCGTCAGCGGAGACCCT
CCAGCCCCGGCTCCAACAGCTCCCTGGGGGGCTACGGGCGAAGCACCCCCCCTCGCTCAC
CTCAGATTTACAGCCGTGCAGGAAGTGAAAGTGGTCGGAGTACTCCCAGTCTGTCCACGT
ACTCGGATGGAAAATCTCCTTCATCAGCTTCCACATACGTGGCTGCTCCTCGCCATTTTC
ACATACCAGCTTCTAGAACATCCTGGCAGGACGGTGAGGATGGCAAGAGGACAAGCTGGA
TGATCTTGAAGGGTGAGACTGATGGTTCCACGGGTCATGAGGACCCTGACCCGTGCAAAT
CCACCTGCAGTCTCCCCAGTGACATACCCCAGCCCAACTTTTCCCACAATAAGTCCGCAT
CTTTACCGGGTTATGGAAGGAACGGCATCTACAAGGCTGCTGATATGGTGGAAGATAACC
TGGACTCCCAGAGCTGGGGAGGAATGAGAGAATATAAGGTCTACCCCTATGAAGTGCTGG



CGGTGACACACAGG
>BJ011807 ID   BJ011807   standard; mRNA; EST; 692 BP.
GGCCCCTCCTGGGAAGGACAAGCTGCCTCTACACGGNAGAGAGCCAGACTGTGTCAGTCA
GCGAGAGCATCAACTCTGTCGGTTTCAGTTCTCAAGCCATGACTGTAGTTTCCAAATCAG
AGTCTCGACAGCAATTGCCACCTCCTCCCTCCTCTGCATCGTCGACGGAAGCTCCTCCTC
CCCTCCTTAACCCACAGCCCAGTTCTCACCTTCCTTCAGCGTCGGCCCCCATCCTCTCCC
CCAGGGTTGCGCACCCCAACAACACCATTCCTCATTTCTCAGCCCCCGCTCCCAGGATCT
CTCATCGTATGCAGCCATCAGGGCCTTACTATTCCCTTTCTGAGCAACAGACGCAGCAGC
AACAGCTGTCTGGGTTTGTGCCCCCAAGCAAGGAATCCCTCAAACAAACCCAAAACCAGA
CGTCCCAGCCACCAAGTGGACCCGCTCAAGCCCAATCACACGCCCATGGTCAGGCTCCAG
GCTCCCTCCAGGTCTCTGTGAACATGGGGATCATCAACGGTTCCCAGATGCCGCATGTCA
CTGGTGCAGGGAAGCCTCAGCAGATCCCTCCCAACTTTGGTCCTGCAGGTCTCTTCAGCA
TCAGCAGCATCTTTGATAACAGCCAAGTGGGAAACAGTCAGGTATGGGGAGCGTGCCATT
TACCTGCTCGATCACCACCAGAGCAGTCGTAT
>BJ011811 ID   BJ011811   standard; mRNA; EST; 563 BP.
GCTCTCCCAATGTTACAGTACCTAGGATAGCACAAGAGTTAAAGATCCAGCGGCACCCAC
ACAGGGACGTTTGACCCGTTCATGTGACCAAAGCCTAAGACGTGCCGGTTTCCTGGCACA
TTTTCTTTGTCTTACCATCTTTTGGACTGTTTGCTGCAGGCGACACAAATGTCTCTGGGA
TGTTAAGGAGGCCATATTTAATTAGTGTAGATGGGACTCCCCTAGTGTTACTTCCTGTCA
CAGTATCAGCCATGTGGGGGTGGACGGGTTTTCTCGGGAAGCGCCATCACAGGCGCAGTG
TTTGCTGTGTCAACAAGATGTTCCCCAGCCATTTTTCTGGAGTGTTTCTGAATGCCGGTT
GGGGGGCATGTTTTCATTCAAAACGTCAGCATTGATTACAGCGAGCTGCAGGCGTGACAG
ATAATGAGTTGAGGAGTTATCTTCAGCTGGAAGCGGTTTGGTGCCAACAGAAAAAAAATG
ATGGAAAGTTTCAAAGTTTTGTCTGAAAATTGGAGCCTTAGTTTCAAAATCCCGAAAGTC
TTTTTTAAGAGTTCTCCCCTTCA
>BJ011816 ID   BJ011816   standard; mRNA; EST; 747 BP.
AGGAATTCGGCACGAGGGAAAGAAGGCTGAAGGATTGGGGCCATGCTTGGGTTTCTGTGT
GAGGAACCCTTTTTCTGGATTTAGGACGATGACGAGAGAGAAGCAGAGATCTTCTTCTCA
GAGGACAGCTTTATAAACTCCAGCTGTCTGCGCCGTAGAGTCTGTACAAACACGTGTTGC
TGTGATGACTTGCATGGATATGTTGCTGTTACCTTGCTGCACACGTGCAACAGTTGAAAG
CGGCGATGCCTCTTCTCCTGTGACGCCCCAGCACGGAGCGGCGGCGGATCCCAAACTTGA
ACAGCGGCTCTACTCGAAGCCCAGATGAACCGAGCAGCTTCTTTCTAATCAGGATCTGGT
TCCTTCATCTCCAGGATTGATCGAGGCTGTGTGAGAGCTCAGACAGCAGCGAAGTTGTTT
TTTACAGCCAAATCTGAAACGCTTGACCACTCTTCAGTTTGAGTTTTCAGTTTTTTTCAT
ACCAGTGCACAGGAAGATTCGGGAAGACTCGGACATGGCCCAGGATTCTCTTCAATGCCT
GGCCCAGCTGGCCTCCATGCATGGGCCCATCTTCCCGGATGAGAGTGCCCAGATCTCCTA
CCTGGCCCACATGGTGGAGGGCTTCCTTAGCATGATCAACGGAATTGAGATTGAGGATTC
TGAGGCTGTGGGCATCTCCAACATCATTTCTAATCTGATCACCATGTTTCCACGGAGTGT
CTTAACTGCACTTNCCAGCGAGCTCTT
>BJ011832 ID   BJ011832   standard; mRNA; EST; 699 BP.
GAAACATCTAACGTCCTGAACCGATCCCCATCTCCAGAAACGCTCTCTTAGACCGAACTG
AAGACGTTCATTTGTGATGTCTGGATCAAGAAATACCAAAAAGTCAGAGACTGCCAAAGC
TACTGAGAGCAGCCCCGGGTCAATGGATATGGCTAAGCTAATGGATGCTATCACGAACTC
GGAGAAAACAGTACTGGCTAAGATTGCTTCGCTGGACACGAAAATTGAATCTAAATGCCA
AATGCTGAACGAAAATATGGAGTCGCTCCGACGGGATTTCAAAGATCAACTTGAAGGTCT
GAGAAGCGAATTCAGTGCTAAGCTAAGTCCACTGGAGGCTAGCATTGCTGACAATCGGGC
CCAGATAGCTAGCTTGGAGAATGCTACAAACAACTACTCCGACAGAGTGGTGAACATGGA
AGAAGAAATGTGCCGCTTAAAAGCTACTGTGACAACCCTGACGGAGAAGACAGAGGACCT
GGAGGGAAGGCAACGCCGCTGCAATATTCGCATTCTCGGGGTAAAGGAGCAGTTTGAAGT
TGGCACGCGGCCTGTTGACTCGGTGGCTAAGCTACTTCAGGATGTTTTGGGCATGGATTC
GGCCCCCATGCTGGATAGAGCGCACCGCGGACTGCAGTCCACCCCGGCCAAAGGAAAGCA
ACCCCGGCCACTTATAGTGAAGTTTCACTATTATCAAGA
>BJ011844 ID   BJ011844   standard; mRNA; EST; 669 BP.
GTACCGAACCAATAAGACCGAAATTCTTACCTTTTCAAGCGATTAAGGTCGATTCCCACA
AACAAGGCGTGTTTCGACTGCGCTGCCAAAAACCCCAGCTGGGCCAGCATTTCACACGGC
GTGTTCCTGTGCATCGACTGCTCTGGAATCCACCGCTCGCTGGGAGTTCACCTCAGCTTC
ATCAGATCAACGGAGTTGGACTCCAACTGGAACTGGTTCCAGCTGCGATGCATGCAGGTT
GGAGGGAACGCTAACGCAACGGCTTTCTTCCGCCAGCATGGCTGCTCCACAAAGGACACC
AACGCCAAGTACAACAGCCGCGCGGCCCAGATGTACAGGGAGAAGATCCGGCAGCTGGCG
AACGCTGCTCTGTCCAAGTACGGAACAGAGCTGTGGATCGATTCTCCTGCAGGAGGACCC
CCCCCGACTCCCGACAAGAGAGACTCAGACTTTTTCGCCGAGCACACGCAGGCTGACTGG
AACATAGCGCCCCCTGCTGAGAAAGAGCAGAACGGAGGAGCCCCCACCCCCCAGCTGCTG
GACGCGTCGTCCAAATCCCAGGATGATGGACAGCCGGAGGAAGGGCCCAGCATCGAAGGG
CTGAGCACATCGCCCAAAGCTTCCCTGGATGTGAAGTCCTCCATCATTGGAAAGAAGAAG



CCCATGGCT
>BJ011848 ID   BJ011848   standard; mRNA; EST; 703 BP.
GCTGATTTTTACTGCAGGCTTTTCTCTCTTCCTAAAAAGGGACTGGAGTTTAGGCACAAA
TTCACACTAGCTTTCAGGATCCATTCTTGGCACGGCCGAGTCCAGTCGACAGGAGGAGAA
GGAGGGATCTGAAGAGGAGCGCCCCGAGTCACTCCTTAAAGCACTGGCTGGCAGCATGGG
CTGCACATTTGTTGCATGTGGCTGCAGATTCCCACATGTTTCTGCATCAGAGGAAGTTCT
GGGCTGCAGGGTGAAGAGGGGCCTCCCAGTCTGGAGTACATCAAGGCTAAGGATCTGTTC
CCCCAGAAAGAGCTGGTGAAGGAGGATGAGAACCTTCAGGTGCCATTCCCAGTTCTTCAG
GGGGAGGGGGTCGAGTATCTTGGTCATGCCAATGAAGCCATCATCGCCATTTCTAACTAC
AGATTTCACATCAAGTTCAAGGAATCCGTCGTCAATGTGCCTCTCAGGCTCATAGAGGGC
GTGGAGAGCAGAGACATGTTCCAGCTGCACATCATCTGCAAAGATTCGAAGGTTGTCCGA
TGCCACTTTGCAACCTTTAAGCAGTGTCAGGAATGGGCGAAGCGGCTGAACCAAGCCATC
GCCCACCCATCGCGGCTGGAGGACCTGTTCGCCCTGGCCTATCACGCCTGGTGCCTCGGA
GGCAGCGCAGATGATGAAGACCAGCACGTTCATCTGTGTCGCC
>BJ011906 ID   BJ011906   standard; mRNA; EST; 655 BP.
GGTTTTTAGAAGGAAACAATACAGCCGCGTGTTTTCTGCAAAAAGGCCTCCCTTTATCGT
CTAATATGTAAAGATTATAGCAAGGAGTTTTAAGGTTTACTGCACTCCGCGCGTTCGTGT
GATGATTTGTGTGATGTGCAATCACTAGTAGTATTGGCGCCTTTTCAGATGCTTGCAGTC
GCACGCGCAGCCGCGGTGTCCAGCTGAAACTCTATAACGGGGTTCGGTTACACACCGGAG
GAGGATGGTGGCGGAGATGGCGAGCTGCGGGGCTGCTTCCCACCTGGAAGACGGAGATGG
AGACGTTCCCGCGCTGGAAAGCAAAGATAACCTGTCAGAGAGTGACAGCAACAGTTCAGA
CAACCATGGTACATCCACTGAGGACAGCTCAGAGGAAGACGACGAAGAGGAAGAGGAGGA
GGAGGAGGGGGAAGAAGAAGAGGAGGAGGAGGGTTCTGGGCATGTAGAAGTGAATGGAGA
AGAATCAGAAAACCAAAAGGCCAGTGCAGAGGAGTCTGGGAGCAGAGCCGCAGATTCTCC
TCAGACAGAGGCTCTGAATGGGAAAGAGGCCAGTTACAAGTTATACTGTGAAAAATGTAA
AGCCATCCAGAAGACCCATGGAAGCGAGCTTGTTACCCCCTGCAGGATCTCAAGG
>BJ011918 ID   BJ011918   standard; mRNA; EST; 702 BP.
GAGGAATTCGGCACGAGGCACGTGAGGAGCTTGATTTTAAACTTCAGGAGCAGAAATCAC
CTTTTTTTAAAGTTTGCAGGGCGCCATGGCCGACAGGTCTCTGCCCGCCTCGCCGAACTG
GTACTGCTCGCGCTGCAGTGACGTCAGCAGCAGTGGCTTACTGGGTGTCGGTGCCAGAAA
TGTGGTTTATTTGATTGACGTGAGCGCCTCCGCGTGCCGAGTCACAGGACAGCTGGTGGG
CCACGCGGACCTGGTGTCGGGCTTTTCTTTCTGTCAGCACGCGGGTCAGAACCATGTCTG
CGCCAGCTCCTCCACCGACGGCAGCGTCCGCTTCTGGGACTCAAACAGCAGGACGTTGGT
CAGGGAGCAGGTGGCTCATCAGACCCCCGTCTCGGCTCTGCACTGGTCTCCTGTGGACAA
AGACCTGGTGGTGTCGGGGGACGAGAAAGGGGTGGTGGTGTGCCACTGGTTCCACACCGG
AGACACCGCCAGCTTCTTCCCTGAGCCCAGGACCATCGTCTGCCTCACCTGCTCGCCTCA
CACCTGGAGCTCTGTGGCTATTGGGTACAAAGACGGGATGATCGTGCTGGTGGATGTCAG
TAAGAAAGGGGAGGTGATGCACCGTCTCCGTGGACACGACAATGAGATCCACTCGCTGGC
GTGGTCGCCTGTGTCGGGGGAGTCGGCGCTGTTCAGCAGAGC
>BJ011930 ID   BJ011930   standard; mRNA; EST; 598 BP.
AGGGTGGGGTCGTCTAAGATAGCACAAGGGTTAAATGTGCTAAAACAAACTCATGGCAGC
TTGAAATATTGAATAAATGAAATAAATCCCTTTATGCATTTAACCAATCGGAAGGACCCG
TTTACGCTGTTGATAAATCAAATGAGCCTCCTATGTCGACAAGGGTCATTTGGAGTATAA
TTTTCATACTGTTGCATTGAAATGGAAATTATGTTTTTGGTTGGTTTGATATTTGTTTAT
ATACCGCAAATTGTATCGTTATCGCAATATTAATCACCAATATCGCATATAGCGAGTTTT
CCTCATATCGTGCAGCCCTAATCATGAACGACTTTCTACATGCTGAAAGGACCCAAAGCC
TGACTGTTGTGTTCTGCAGTGGCCTTGTACGCCATCAGCGCGGTATACTTTGCTGGCGTG
ATGGTGCGTCTGATGCTCACCCTGACTCCAGTGGTGTGCATGCTGTCAGCCGTGGCTTTC
TCCAGTGTCTTTGAGCACTACCTGGGTGACGATGCAAAGAGACAGAGCCCCCCTGCAGAG
GACAGCAGCGATGAGGACGACAGAAAGAACCCAGGCAACCTGTATGATAAAGCAGGGA
>BJ011945 ID   BJ011945   standard; mRNA; EST; 667 BP.
GCGACTCTGTGCTGGCGGCCGTGTTTCATCCAATGGACAACAATCTGATTGTCACCTGTG
GAAAATCCCACATCAACTTCTGGACCATGGAGGGCAGAACTCTCACCAAGCGCCAGGGCC
TGTTTGAGAAGCACGAGAAACCAAAGTACGTGCTGTGCGTGGCGTTTGCTGAGAACGGAG
ACACCATCACAGGAGACTCCAGTGGAAACATCTACATCTGGGCTAAAGGTGGGAGCCGCA
TCAGCCACGCCGTGTCTGGCGCCCACGAAGGCGGCATTTTTTCCATCTGTGTGCTGAAGG
ACGGCACCATGGTGTCTGGGGGAGGCAAGGACCGCAGGGTGGTGCTGTGGGACCACGACT
ACAGGAAGAAGGCGGAGATGGAGGTGAGCGACTCGCTCGGCCCGGTGCGAGCTCTGGCTG
AAGGAAAACCCGAGGAGCTTTTTGTTGGAACCACCAAGAACGCCATCATCCGATCGGCTT
TCCCTGACACTCTAACCCCCATTGTGCAGGGACACACCGATGAGCTGTGGGGTCTGGACG
TCCATCCCTCCATGGAGCAGTTTGTGACCTGTGCTCAGGACAAACTGGTCCAACTCTGGG
ACTCCAACTCCCATCAGCCCCTTTGGAGCAAAAGCATTGAGGACCAGGCGAGGTCCGTCG
GGTTTCA
>BJ011964 ID   BJ011964   standard; mRNA; EST; 628 BP.



GAGGAATTCGGCACGAGGCTTACCTTTTGCCTTGTTTTTATCCAAGAATTGTGTTTTTAG
ACCTGTTGTAGTCAAACGTTAATTATTTTTGATTTGTTGGAAAAGAAAATCGTAAAGTAG
TTCGAGTTTTTTAAGTGCATGACAGGTAACGTCGGTAGGATTTACCTGAGAGTCCCGTAG
TGAAAGTAATGACCCACCTTTTTTCAACATGAAATCCCGATCTCTTCTCCCCTACTGTAT
TTGTTTGATCAATTTGGTGACTACTGCAGCCCTAAAGTATGCCCTTGTGGGGAACAGCAC
CACTTTTAAGACGGGCATCAACACACCAGAGCCTCCTGAGGAAATTCTGTGGAAACATAA
TGGCAACAAAATGGTTGAGTTTGACGGGCAGCAGCAGAAACCCTTTAACCCGTTTATAGA
TAGGATCACTCTTAACTGGCATACCGCAGAACTGACGATTGCAAATCTCAAGTATGAAGA
CAGCGGAGATTATGATGTGGAAGTATTTGCTAATAAAAAATTACATCCTGCGTCTTTTCA
ACTGGAGGTCATCGATCCAGTACCAAAGCCTTCCATATCCTGCAAGATCAACGCAGGAGG
CAATGCANGCGCTCACATGCTCTGCAGA
>BJ011965 ID   BJ011965   standard; mRNA; EST; 583 BP.
GCACACGCATCCCCCTGACTCTCGTGGTCAGAAGAGCTGGACAGTAGCAGAGTCTGCCGT
TTCCAGAACCAGAACCAGGAGGTTTTGACACAACCAGCAACGTTTTCCCCCAAATCTTCC
ACCATTTGATGTTTGGACTGTTTTTGTTTTGTTTGCTCTGCTAATTTTGTAAAGTTTTTA
TTTTTATTTTAAAGGAAAAGGAGACAAACTGAGAAGGAATGGAGTTTATCTCAATTTAGA
GAGGCTATGAAGTTGTACACTAGAGGAACCGAGCAGCAAAGTTACCCTTTAAAAGGGCAG
AAACGAAGAAGGTCGGGACGCCATCCTCAAAGTGGCGTGGATTCAGTTTTCAGTTTGGAC
TCGCGCTGAGCGTCTGCCGGGCGACCTGTGGAGGAAAGAGGGGGGGGGGACCCCACGTGG
ATCANAGAACTTGTTGCAAAGACTGATGTCAGTGCGACTGGAAATTCACGTCACGCACCT
CANATGAAGAAAAATGTTTGGGCTTTTTCTCACTGCGAGGATTTTTCTATAATTGTGGAC
ACTTTGTGATGAAGAGTTCCTCTCACCATTTTTTTTTTTACCT
>BJ011973 ID   BJ011973   standard; mRNA; EST; 672 BP.
GCGGCGTCTCGAGGAGGGAGGGGAAAAATGCCCCAACAGTCCGGATAAATGCCGCATTTT
AAAATGAAGAGTTGCCAGGGCTGGCATATTTTTATTTTATTTTTCCCTTTATCGGGTTAT
TTGTGTTTCAGTGAACTTTCCTTTATCACAGAACCAAGTGATGTTACTGTGCTACCAAAG
GACCCCGTTGTCTTGGACTGTCAAGCTCATGGACAGCCTCCAGTCACAATTAAGTGGCTG
AGGAACGGGGTCAAGTTAACAGAAAATGAACACTTAAAGCTTTTGCCCAATGGCTCCTTG
TTCATACCAAAGATTAAACATACCAAGGAGAACTCGGATGAAGGAGTCTACCAGTGCCTC
TCCCAAAACAGATATGGAGCTATCTTAAGCCAAAGATCACGTCTGACTATCGCAAGCATC
TCAGACTTTGTGTTACATCCAGTGCCTACGGTGGTGCCGGAAGGTTCCATAGCACGGTTC
TCCTGTTCGGTGACCTCCAGTCCTCCGGCCACCATCACCTGGGAGCTCAACCAAAGCACG
TTGCCACTGCAAACAAACAGAATTACGGNTTTGCCCAACGGAGTTCTTCAGATACACAAT
GTCCAGATTGAAGATGCTGGAAGATATCGATGCATGGCAACTAACATCGGCCGACGTTTA
CACAGTGAAGAG
>BJ011980 ID   BJ011980   standard; mRNA; EST; 709 BP.
AGGAATTCGGCACGAGGCCTCGTGCCGAAAGGTTTTGACTAAAACCTCTCACACCTGTTT
AATAAAACATCATATAAATACGAGTCACAGCCAACAGCCGCAAGCTTCTTCTGTATTTGC
AGACTGATTGTAACCGGATATATAAGGACTTGAGGAACTACATTAATGCAGTGAGAGACA
TGCGTGAGGCTTCAAGGCGTCTTTCTCAATCTTTGTTTGATGTTTATGAATCCGACTGGG
TTGGAGAAGAGGATTTGGGAGCTATTGTGGAGGGAGAGGATCTCCTGTGGAATGACTTTG
AGGTGAAGCTGCTGGATCAGGCCGTGCGCACCATGGAGTGCTATGTGAGCCAGTTCCCGG
ATGTCAAGGAGAAAGTGGCCAAGAGGGGAAGGAAACTGGTTGATTATGACTGCTCCCTTC
ACCACCTGGAGGCCCTGCAGACGGCTAAGAAGAAAGACGACGTCAAGATAAACAAGGCAA
AAGAAGAAATGAAAGCTGCCAAACTTGTCTACGACGGCATCAACAGTGAGCTGAAGGAGG
AGCTGCCTACTCTTTACGAAACGTCAGCCCTGACAGACTTTGTGTTATCACTTTGAGATT
GTTGTGACACAGTTTTTGTTCTAACTTTTTTTAAATTGCATTTTCTTTGTCCCCCTAAGC
CGTGTTGGATGCTACGTGACCCGTGTTCTCGTCTCTGTCAAATTTACGA
>BJ011983 ID   BJ011983   standard; mRNA; EST; 646 BP.
AGGAATTCGGCACGAGGGTCCGTTGGGGAGGTGGCGTACTCCGCGTCTTTCCTGGAGTGG
TTCTCTGAGGAGGCGCGCCGCATTTATGGGGACATTGTTCCAGCTTCTGCCACAGACCGG
AAGCTCCTCCTCCTTAAACAGCCAGTGGGTGTGGCCTCCATCATCACACCGTGGAACTTT
CCCAGCGCCATGATCACTCGGAAGGTGGGCGCGGCTCTGGCTGCCGGCTGCACGGTGGTG
GTCAAACCGGCCGAGGACACGCCGCTGTCTGCGCTGGCTCTGGCAGAGCTGGCAGAGAAG
GCGGGGATCCCCGCCGGCGTCTTCAACGTGGTTCCCTGCTCCAGAGAGAAGACCCCCTCC
GTGGGGCAGGTCCTCTGCACCGACCCGCTGGTGGCAAAGATCTCCTTCACCGGGTCCACG
GCCACAGGGAAGCTGCTGCTGAAAATGGCGGCTGACACGGTAAAGAGAGTTTCGATGGAG
CTCGGTGGCCACGCCCCCTTCATCGTCTTTGACAGCGCTGACGTTGACAAAGCAGTGGGC
GGAGCCATGGCCTCCAAGTTCAGGAACTCTGGCCAGACGTGCGTCTGCTCCAACCGCTTC
CTGGTGCAGTCTGGGATCTACCAGCTCTTCCTGGACAAGCTGGGCC
>BJ011999 ID   BJ011999   standard; mRNA; EST; 672 BP.
AACTGAGNCATCAAGACCTTCTCCAGCCCCACCCAGTGCACACACTGCAGCTCCCTGATG
GTGGGCCTCATTCGACAGGGGTACGCCTGCGAAGTGTGTTCCTTCATCTGCCACGTGTCC
TGCAAAGACCACGCCCCCCTGATCTGTCCCATCCCAGCAGAGCAGGCCAAGAGGCCGCAG



GGCATTGACGTGCAGCGGGGCATCGGCACGGCCTACAGGGGCTACGTGAGGATCCCAAAG
CCAAGCGGCGTGAAGAAAGGCTGGCAGCGAGCCTTCGCCATCGTCTCTGATTGCAAACTA
TTTCTCTACGATGTCCCAGAGGGGAAGTCCACCCAGGCGGGGGTAGTGGCCAGTCTTGTT
CTGGACCTCAGGGACGAGGATCTGTCTGTGAGTTCAGTGATGGCCTCTGATGTGATCCAC
GCCACCAGGAAGGACATCCCCTGCATCTTTAAGGTTGCCTCCTCGCAGCTGATGTCACAG
CTGTCGTCAGTGTCCCTCCTGGTTTTGGCGGAGAGCGAGGCAGAGAAGAAGAAGTGGGTT
CGGATGCTGGAGAGCCTGCAGAGCATCCTGAGCAAAAACCAGCTGAAGAGCCAGCAGGTC
CATCGGCTGCTTGAAGCCTACGACGCCTCGCTGCCGCTCATCAAGACCACGCTGTCAGCT
GCCGTGCTGGAC
>BJ012010 ID   BJ012010   standard; mRNA; EST; 667 BP.
TTCGGCACGAGGGCTGGCCGATGTCCATCTGGNACGCGGTTTTGCCGCCTTCGGATCTTC
AGGATCTTCCCGCTGAGCGTCCTGTCCTCCAAACTGTCCACCTGCATCCAGCTCAGCCAC
AGGAGCGAGCACATGCGGTCGATCAGCGCTCCCGGCGCCGCCAGCAGTCACATTGAGTTC
ACGAGGAAAGCCAACACGGTGGTGTCTGTGCTGGTGGACGTGGCGCTCGGCATCCTCCTC
ATGACCTGGCTCTACAGAGACGAGCACGTGGCCACGCTGGCCAGCGCACTCGTGCCTGCA
GCCGACCGCGTGGCCACAGAGCTGGAGCAGCTGCTGCAGTGGCTGATGGGAGCTCCAGCG
GGACTCAAAATGAACCGGGCCCTGGACCAGGTTCTGGGCCGCTTCTTCCTTTACCACATC
CACCTGTGGATCAGTTACATCCACCTGCTGTCCCCGTCCGTGGAGCAGATCCTGTGGTAC
GGCGGCCTGTCCGCCGGCCTGGGCCTCACCTTCGCGCTCTCGCTGCTGTCCGACATGGTG
GCGCTGCTCACCTTCCACATCTACTGCTTCTACGTGTACGGAGCCAGGCTCTACTGCATG
AAGGTCTACGGCCTGTCGTCCCTCTGGAGGCTCTTCAGGGGGAAAGAAGTGGAACGTCCT
GCGGCAG
>BJ012011 ID   BJ012011   standard; mRNA; EST; 647 BP.
AGGAATTCGGCACGAGGGGAAATGTGAGTGACAGGGGGGTTGTAAGTCCTCTTTCTGTGG
CTGACACAGAAATTCACCTTTCCCTTCGGGAACAGACACGGTAGGTGTTGAATCCGTACT
GTACGCTGCCTGCGAGGTGTCACACTGAGTAGAAGCATTTGAAGTCACAGTTTCCTTGGA
GACAGAGTTGATATGATCTTTCTCTTGCTTGCCTGCTATTGTAGGACTACTTTTATGGCT
GGGAGGGGATTTTAGAAAGGCTTTAAATCCCATTGGGATTCGAGTCTTTGAGGCTTTTTC
TGACAAATTGGGTGACGTAACAGCTGAGCCCGGAGGGCTCATGACAGCTTTTTGTGGCTC
TGTTTGACACTGAGCAGAATCCTGAAGCGATATTGGTAAACTAATGGAAGTCTTTTGCAC
TGACTGATGGGTGTTTTCTTGAGCAGGTACCTTTTTGTTTGCAAAGGAGTTTTGAAGGGA
GGGCACTCTTAGAGCACTGTAGGGAGGAGGGACATTCTTCGAGTTTTTAGGTGCAATTTC
AGGTACTCTGGCACATCCTGAGCTTGCAGGTGGGAGGTAGTCTTTTATTCGCTTGGAAGT
GCCTTTAGTTGGAGTCTGAGTTACGGCAGTGGTCTTCTGAAAGTGCT
>BJ012012 ID   BJ012012   standard; mRNA; EST; 670 BP.
GGCTGGNAAGCCGGTTCCGGTCAAGCCGGNACCTGCATGTGAAGGAAGAGCCGGACGGCC
CCGTTCTGAAGCGCTGCAGGACGCTCAGTCCCAGTCACATGGTCCTGCCCAGCGTCATGG
AAATGATCGCGTCTCTAGGCCCCGGCCCGCCGTCCTCCTCCACGTCCACGGCGCCGCCCC
CCTCCTCCCCGATGGCCTACTCCTCGTTACCAGCAGGGGGCGGCAACTGCAGCAACACGC
CTGATTACGCCGGTCCGGTTCCGTCCTTTCCTTTCTCGGACTTCGGCGGTCAAACTCCTG
GCCTCGGTGGGGACTTCTCCTCCTCCGGCCCTCCTCATCTTTCTTACCAGCCTGAGCTCT
CCAGCAGCCTCCTCCCCCCGGACAAGCCCCCGCCTCACTCACTCACCCCGCAGCAGCAGT
CGCAGTCTCTCCATGGCTCCAGCAGCCAGATGATGCAACGCGGCATCCAGAACCCTCGTG
CCCAAGGAGACGGTTCCTTCGGGCTGGGGGGCTCAGCAGATGTTCCTGAACCTTCTCTAG
ACGTGAGTAGGCCCCGGTTCTTACCCATAATCCCATCTGGCAGAAGCTTTAGGGATCTCT
CCTTCTTAGGTTGTGTGTTGCCGTTTTTGCCGGGTCTGAACCAGCCTGGAAGAAATGTTT
GAAATACAGA
>BJ012015 ID   BJ012015   standard; mRNA; EST; 702 BP.
GCGGCGCACGCTCATCATTGATGAGCACAAACTAGCTCACCCGCTTGGACTCACTGTATT
CGAGGAAAGAGTTTTCTGGACGGATGTTGGCAACAATGCCATCTTCAGTGCCAACCGACT
AACCGGTGAGGATACAAGACCAGTGGCAGAGCACCTGCATTCCCCAGAAGACATCATCCT
CTACCATAATCTCAAACAACCTTCAGGAAGAGACTGGTGCAACACGTCCAGATCCTACTG
TGACTTCATGTGCCTTGCTGCCCCTCAAGTGGGCAGTCATCCACCGAAATACACCTGCGT
CTGTCCAGATCACCAGATGCTTGCCAGTGATATGAGGTCATGTGTGCCAGAGGCACCAAC
ACCTGCAGGACCATCTCAGTCAGAAACTCCATCTGTTTTCACAACCCGTCTGCCTCTCAG
GACGTCACCTAGAGCCACGTTGAATCCCAGACTCCACCACAGCACCACCACAGCAGCACC
GGTGGTGATCACCAGTACCACCCCCAGGGCTGTAACCCACACCACCCCAAGGTCACAGAC
ACAGAGGACCACCAAGCCTCCAATCAGGAGCACCATACCACTCCCAAAGACCACTACTCC
CAGGCTGATCGATCTGAAAGTCCTGCAGACCTTCACAGAGGCCCCCACAACCTCTCTGGA
AAGCAAACGTGGGCTTGGTGTGACTCTTTACTCGGTCCTCCC
>BJ012019 ID   BJ012019   standard; mRNA; EST; 617 BP.
GCTTGGCCGGTGCTTCCTCACAGTGATGCAGGTCCATTTCCAGTTTCTATCGCAGGCTTT
GCAGAAGGTCCAGCCCGTGGCTCAGTCCTGTCTGGCGGAGGCCCTCGCCCAGGCCCAGGA
GCGCTGTGCCAACGCCCGCTCCCAAAGCTCTGACCTCGGGCCCCTGTCGGAGCTTGAGGA



AGCCTCCCGCTCATGGAAAGGCGTAGCTGAGGCCACAGGGAGGCTGAGGGAGAGGGGCCG
TGACGGCTGCCTGGCAGGTATCCAGGTTCAGCAGCTTTTTTGCTCCAACAACACCAACAT
CCCAGAGCACCAGCTGAAGGAGCTCAACGTGAAGATTGACGATGCATTACAGGCTTATAA
AGCAGCACTGGAGAGCCTGGGCCACAGTGAGTATGCTCTAAAAGGGGGCTTTCATCTCAA
CCCCAAAGCTGTGGAGTCAGCTTTACAGGTGATTCTTCTCCATCAAATGCTCTTCAAAGT
CATTTTTGGATTGGTTTGTTATCCAGAATACTTCCTCAGCAGGAAACGATAAGAATGCTT
ATCCAGGTGTTATCGGTGTGCGTAATATTACCATGTGCACACGTTTGTGTGTCTGTGCAG
GGTTGCTGTAGTGAAGC
>BJ012051 ID   BJ012051   standard; mRNA; EST; 672 BP.
GAACAGACTCGAGNACTCATTACAGAGAGGAGACCTTCTGAGGATCCAGCAAGTCTGACA
CCAGAACCCAAAACTGAAAATAAAGAAAGGACTGACACAGGACAGAATACACACTGGGCC
TGTTCTGAAACTATAGCTGGAGAGGTGGCGCCACCAGAACCCACGAAACACAAGACGCAA
AAGGAGGTCAGAGCGTCGGCCAAACGAGTCACGTTTGTGGAGTCCACGGATGCAGAAGCG
CTGATCAGAGACGAAGCTCCTCGCAGCGCCAACGAGGAGGAGGAGCTGGAGGAGGAAGAG
TCTCACGTCTCTGAGGGTCAGCTGATTCCAAGCTCCCAGTCCTACTCGGATGATTCCGAC
ATCTCTGAGGAGATTCCTGAAGATGTTGTCAACACTCCTGTAGCTGGAGACGTTCAGAGA
GAATCGCCTCAGTCCGACAGCGACGACTGCATCGTCCAGGGTCTGAGCACGCAGAAGAAG
GCGTTGCCGAGGATACGACTGGAAATTGTTTCTCTGAGTCTGCGACCGCAGTCCCGCCTG
GCGCAAGACGACTCTGTGGTTCGCCTTTTCGTTGAGTACTCCTTCTTGGATCTCCCCACT
GAGGAAACCCCCCTGTCCCTGCCAAAGCCCCTCCCAGGCCGCAGCATCAACTACAACTAC
AGCAAAGTAATC
>BJ012054 ID   BJ012054   standard; mRNA; EST; 682 BP.
AGGAATTCGGCACGAGGATCTGTTTAGCTAGGGCATTGGCTTAGGTAGTTAGTCCACGTT
TATTCTGATTTCCAGCCTTGAAACGCCGCTCAACATAGCTGCTCTGTGAAATAACAGCAG
CGAGTCCAACTTTAGCAGCTGAAAAATGGACACAGGTGATCAAACGGTCGTCTCCAAAGG
CCGGTTTCTGTCGAAAAACCCCGGAGGAACAGAAAAAACGTCGATGAATAACAAGGACTC
GTTGCCTCTGGCCTCTCTCCGCCTCCTGGTTCCCCCCTTCCAGCTCGTGACGGCCTCCAT
GTGGCAGGTGCTGAAGCAACAGGACGTGAAGAGCTACTGGGATGTGGCGGAGTTTGTGTC
CATGGTGGGGGACATGGTCCCAGAGCTGCTGATGGCCAAGCACAGGTGGCAGCTGACTGT
CGGGTTGAGATCAAGGTACATCCTGGAGCTGTGCCAAGGTGAACAGCCGGTGAAGCCAGA
ATGCATCCTTTCCTACCTGGAGAAGATCCGAGCCACACGCCCTTCTCTGACAGACGGAGG
AGATTTGAGAGAGCAGGAAGTGACAGAGAAGTTCCTTGAGATGATTCAGATTCTGCTTAA
AGATCCGGGACAAAAAAGAGACTTTTTCACGGAGGTGTTTCCTGCAGAGTACGGTCCTCA
GTACGACAACGACTTGCAGACC
>BJ012061 ID   BJ012061   standard; mRNA; EST; 618 BP.
GTGTAGGAGCTTCATACTGATGCTTCCACTGTCAGACAAACAGATCCATGAACGTCTTTG
TTTTCCTCGTCTGAGCTGGAATCTGGATCTAAACTGTACGGATGGATAACTCTGATACTG
CTCCCCATTTTTGTTGCACCAGTAGTGTTAGGTTGGTGGTGTGAGGGGCTGTAAGCTAGC
GGGAGAGTGTGTAAACAGAGGGATGATGGGAAACCAGCGCAGCTTTGTAATGTAACAATG
ACAGAACAGATTGAAGAGGAAGGTCCGGAAGTTTAGGAAAACAAATCATGATTCGAAAAG
ATTGAATATGTTATCCTTAAGGCAAAATGCTGGGAATCAATTCAAAGCCAGATTTGTGTT
CATCTGAAGGTGGTTTAAACCAAAGGTTGAGGTTTAACACTTAAATAACATAAAGTTGCT
CCATTCAACGGTGAAAACTGGTCACTCTGATCCACCAGTCTTCCAGTGTGCTGTCGTTAG
AGGACTTCAGGGACATTAGATGAGTCGGACTTTGAACATCAGGTGTGTGTTTGTACTCGT
GGCAATCTTAACTAGTCTGTTTAATCGGTTACCTTGATTGCATTATGCAGTGCTCTGTTG
CAAAGGTGACCCCCCTAT
>BJ012092 ID   BJ012092   standard; mRNA; EST; 630 BP.
GGTGAGACACACGCCGCAGCGGCAGCGCCTCGCTTCGCTTCGCCTCGCCTCGCCGGGCTG
GAGCTCACCTAAAGCCTCAAAGCGGAGGTGGAGGACGTGCTTGGGTGTCGGCTGCAGCCT
GAGCCTCGGCTGAGGGCTTTCTCGTCGCGCGTTCGAGGACTGCGGGCTGCGATGTCGTCG
GAGTTTCTGGTGAGTCTGCTCGGGGAGCGGCTCGTCAACAGCGAGAAAGCCGAGGTGGAC
GTGCAGTCCCTGGGCGCCAGACTGTCCCTGGTCGGGCTCTTCTTCGGCTGCAGCCTGAAC
GGCCCCTGTAAGCAGTTCAACGGCAGCCTGTGCGAGTTCTACAGCAGGTTCAAGAAGAGC
TCCGAGCACAAGGACAAGCTGGAGATCGTCTTCATCTCCTCGGACCAGGATCAGAAACAC
TGGCAGGACTTTTTGCAGGAGATGCCGTGGCCTGCCTTACCTTTCAAAGACAGACACAAA
AAGATGAAGCTGTGGAACAAGTACAAGGTGACCAGCATCCCATCTCTGGTGTTTGTGGAC
GCCGCCACAGGAAAGGTTGTGTGCAGAAACGGACTTCTGGTGGTCAGAGATGACCCCAAA
GGCCTTGAGTTCCCCTGGGGGCCGAAGCCG
>BJ012108 ID   BJ012108   standard; mRNA; EST; 600 BP.
GGGAAAGTAGAGTGAAGGGGAACTTCCCGCGTGTTTTATGTCCGTTTGTTTCTCCGCGGA
CGCTGATGGGGAGCGCGCGCTGTCTGCGCGGAGCGGTGCGGGTGTCTGCGCGGCTCCCCG
CCGTTTAACGGAGGGCGCACGTGAGCACAGCTGTCACCAAACTCCTGACGGACATGGAGT
CACTGCAGGGTTCCATGGAGCAGCTGGAGCCAGAGGAGGAGTTCCTGCGGTTTGCCCGGA
ATGGAGATCTGCCTGGAGTTCAGAAGCTTCTCTCATCCCAGCTTAAAGAAGAGAGGCAGA



TCAATATCAACTGTAAAGGTAAAAGTAAGTCTAACCTAGGATGGACACCTCTTCACTTGG
CCTGCTATTTTGGTCACAAAGAAGTTGTGAAGGAACTGCTTAAGGCAGGTGCAGATGTTA
ATTTGCCCAATAATATTGGAGACACCCCTCTGCACAAAGCTGCCTTCACAGGAAGAAAGG
AGATTGTCATGCTGCTGCTGCACTATGATGCATGTGCTACTGTCATCAATGGGACAGCAC
AAGTTCCCAAAGATGTCACTCAGAATGCTGAGATCAGAAGCATGCTGGAAGCTGCTGAGA
>BJ012122 ID   BJ012122   standard; mRNA; EST; 256 BP.
GCTTCTCCTCCTCCTCCTCTTNATNCCTCACTGCAGCTCTCATCCGCAGCAGCTCCATCA
CAATATACTGGAGCATTTTCCTCGTTTTTTACGCAGAACAGAATCGATCTCTGGACTGCG
TGACGGGACATAAAGGCGGTTACGGATTTCAGCAAACCACGCCGAAGCGCGTCGACATGA
TGCTGTGAGGAGAGGCGCGCGGCTCCAGCGGTTGTCTTCCTCCCGAGGCTGCAGCGAACG
GAGGGAGGGGGGGGGG
>BJ012126 ID   BJ012126   standard; mRNA; EST; 208 BP.
AGGAATTCGGCACGAGGGTCTATAGGTGTGTAGAATGTGGGTAGAGTGAGACCTCCTGTC
TGCAGCCGCCTGTACCGGAGGACACCGCGGGCTGCTGCTGTCGGTTCTTCGTGACGGGAT
CTGGTGTCAGGCGAGCAGCGGGCGGAGCAGAACCCCCAACCCGTAACGGGAAGCCCCCGC
CGTCAGAGAGACACCCCCCCCCCCTTCC
>BJ012136 ID   BJ012136   standard; mRNA; EST; 473 BP.
CGATTAGATTTTGTTTTACTTTTGTCAAACTTAGTAAACGATTTTGTTAAAATATGGACG
TAGTTATCACTGACGTAGACTAGCGTTTAAAGCTAAAGTGTTGTGATTNGGACNAAAACT
GGTCGCTCAAGTGGAGTTTTGGTAACACACCGTTAGCTAACTGTGTGTTTACCTCCTAGC
TGGCTATAGTTATGTTTTCTGATTAACTTACTCTTTGTACGTCGCTCTAAGTATGTACTT
TAGTTTAAAATAGAATACTGCCTTCTGTGCATATAACCAAAAAGAGTTTGCTCAACAAAA
AAGTCANTATTGTTGTTAGTGGGTTAACAGGCCAATCCAGCACTAATTTAGCAAAACACT
TGAACCATACTACGTTAAGCCAAAGTGCTAATCAGGATAATGGCAGAGGACACACNACAG
AACAAGAGGGCCAGCTTCTCCGCTTTAACGGAGCTCANCACCAACGGGATGGC
>BJ012150 ID   BJ012150   standard; mRNA; EST; 651 BP.
ATTCGGCACGAGGATTTTGTGTGTAATGGATGATGTTGGTCATACGTGAATATACGTGGA
AAAAGTGAGAAAAGTTTTGGTCTTCACGTAAAATTTTCACAGATGTATTACAAATGAACC
ACATCAAAACCATGAAAGAAGTACGAATAAACCACGGACAGAACAATCAACCTAAAAGTC
AAATCTGGCGGAAAATGTGTGTGTCAGTTACGTAATTTTAAGATATGTACGCCGAATTTA
CGTTCTAAAAGTTATACTTTGGTGACACATGAAAAGTCTGTTAGACTATTTGTGGAAAGC
CACAAATTCGTGTATGCCTCTCAAAGAAATCTGGCATAATTGCGTAAGATTTACATAATA
ATTGCATATAAACTACATAAAATACTCATAAACTGCGTCATTTTCAACCGACCGAAAATT
TTAAAACAGCTTAAAACCAAATTCACGTAAAGACCCGTCGGCCGAAACCCTTGAGGGTCA
TCTGTACACATCCACCAACGACGAACGCAAGAACTACTATTGAGTCACGGAAATCACACA
CGAATCAGGAAAGACCGAAAGTTCATACGTGGAAAATGTACGTAGAGGCTGTGTGACACG
GCCTTGAAGCAGCGTGTTAGGAACTCCTGCTCCTCTGTCGTAAAGCTTCTG
>BJ012151 ID   BJ012151   standard; mRNA; EST; 607 BP.
CTGGAGAGCACCGGGTACACTTCACTATGGCAGCCCCAGCGCCACCTACACTCCTCCTCC
TACCGCTACACCCCCAACCCCAACGTCACACGCGCAGCTCCGGCCAAGAGCTTCATTGAT
GGGGGTCGACTAATAATCGTTCACGGCCAGAACCTGGACGTGGTTCAGGAGCCACACATG
GTGGTCTCCTACCCCGTTAGCCAGACTCAGAGGAGGCAGAAGAGGAGGCTGACCAGTTCG
TCTCCTGACACCGGGTGTCAAGGTGACCCGCTTTGTTCCGTTAAACAGTTCACAGAGCGC
TGTAAGGTGAACTCCTCCTCCCTCATGCTCTGCTACTCCCCCGCCGTGGACGAGTCTATC
TTGAGGTCAAAGTTTAGGGTGGAGTTTCTGCTGGACAGTCTGCGCTTCGACTTCAACGCT
CTGAGCCCGCAGCCCTTCAGCTACCAGCCCAGCCCGGTTCTGCAGCCACTGAACCAGCAG
AACCCCCTGAAGGCGTACCGCTACAACCCTGGCAGCTTCATCCAGCTGGAGGGCGACAAC
CTAGACCTAGGCATCAGCAAAGAGGAGGTGGTGGTTCTGATCGGGGACGTTGTGTGTGCT
GTGAAGA
>BJ012152 ID   BJ012152   standard; mRNA; EST; 642 BP.
ATTCGGCACGAGGCTCCAACGTAAATAAAACCTAACGAGGTTCGGATGTCTGCAAAAGAT
TACGCGCGACTGTGACTCCAGTCCGCATCTACCATTTACCGCTATAGATCATCTGCTTTC
TGATCGATCCTCTTGATTAGAGGCGCGTGCCTGCAGGCTCGCTAGCAGCTACAGTTAGCA
TCCTAAGTTACGCGGACAGTGAAGTCGGTAGAAACGGAATGACTCGTCACGGAAAGAACT
GCACCGCCGGGGCCGTGTACACCTACCACGAGAAGAGGAAGGACACAGCTGCGTCCGGCT
ATGGAACACAGAGCATCCGTTTGGGCAAAGACGCCATCAAGGACTTTGACTGCTGCTGCC
TGTCTCTGCAGCCCTGCAAGGATCCCGTGGTGACTCCTGATGGGTTCTTGTATGAAAAAC
AGGCGATACTTGAATACATTCTACACAAGAAGACCGAAGCGGCCAAAAAGATGAAGGCCT
ACGAGAAGCAGAAACAGGCCCAGAAGAGCAGCAACCAGCTGGAGTCCCAGTCTGAGGAAA
TCCAGAAGGTGGAGAAGTTCAAGTCCAGCGAGAGCAGCATCGTGTCCAAGCCCATCAACC
CCTTCACGTCTGGACAGAGCAAAGACGGAGAAGCTGAGGAAC
>BJ012155 ID   BJ012155   standard; mRNA; EST; 643 BP.
AGGAATTCGGCACGAGGTGGGATTCTAGTTNTTCGTGGTTGGCGGCTCGCAGAAACGAAA
CATAAAATTTGGGGAATTTTTCACTACACTTATTAGCTCAGTTAATTCTATAAGAATTTT



TTTTACGGATAAAAATGTTTAGTGAATCTGTGTCGCAGCTTCGATCCATCCATAGAATAT
GTATTGAAGCTATTGGGGTCAATGCTAGCTTAGCATGCTAGCTCGTTGGGCTAGGTTTCA
CTGCTGTTGGTTATGGCTGAACCATTCTTTCGGCTCTCAGTCTCACAGTAAGCAGTTAGC
TATAGAAGCTATGCTCGTCATTTGAAAGCAATGTTTGCGCTTTAGAGTTGCTTAAATTTG
GTTTAACTGAATGCTGCTGCCTGACTAGTTTGGCTAGCGCTAGCTCATTTTAAGGCGCTA
ACATGAAGTTGTAGCTCGCCAACCGCTTCTGCCTCGCAGACTAAGTAACGGGCATTGTGT
GGTATGTAGCCTTGGCGTGCTAGCCATCACGCTGCAAAGTTGTGACTACTTGTAGCACTC
CGTGTAATGATAACACAGGCTGTTTTAGACGTCGCCGTAAATTGCGCTAAAATTAGTATC
CCACTGTATGGTCAAACTCTTTAGTTCGTGCGCCCATACGGAC
>BJ012165 ID   BJ012165   standard; mRNA; EST; 628 BP.
GCTTCTGTGGGGGTCCTGCCTCCGGTTAGGTGGGATGGCTTCAGACAGAAAAACATCTTG
AGCCCCCGTAATTCCCCTGCTGCCCACAGCCCTGTCACTGTAAAAATTGCCCGGCCTGAC
CTCAGCAGTCCCAGAGTGGACCACTTGAGCTGTTCAAGGATCAACAGGGCCGCTGAAGAC
CCCTGCTCCAGGGAAAGCGTCCTCAGGGTTCTGAAGGAAAGCCGCAAGAGGGAAGTCGGG
GACGAAGACAGGAGCTTCACAACCGAACAGAAAAGTAAAAGAAGGCGTAATGACAGTGGT
GGAAGTGCACACTCTGCTTTTGAACCTCTTCTACCCAACGGAGCTCCATCTCAGCTTGTC
CCCAAGCCTGGGACCCTGAAAAGAGGCATAACCTCAGTGGCAGAGGAGTCCACCGTAAAG
AGGTCTCGCACCTCCTCCATCAGCTCTGGAACAGGGGCACACGCCTCAAGAGAAAGTTCT
GGTACCAGGAGAAATGCGATTCAGAGCTCCTACAGCTCCACAGTTGGCCTCAATCAGTGG
AAGAAACCATCAACGCCCAGTTCTCCTCTTTCCAGTCCTGGATCATCTCGCTCTCAGACA
CCAGATGTTGCTTTCAAAAAGCCCAGAG
>BJ012169 ID   BJ012169   standard; mRNA; EST; 661 BP.
GCACAAAAGTACCNGACATCATTAGAACTATATTCACCTGGACCATAGATTACCTTCGGG
ATTATGTGATTGCCTGGATAAGAGAGCAAGGCGGCTGGGTAAGGATCTAGCACTAGTCAA
TCATCTTCTACTATTAAAATTGATGCCCGGTTGCTTTTTTTTTCTCTCTAGGATGGCATC
TTTGGCACTCCTGGCTGGCAGACGTTGGCCGTCTTTGTTGCAGGCGTTCTCACCGCTGCG
GTGGTCATTCGCAAGATGTGAGAGCAAAGCAGAGACAGACGAAGAAACATGACGACTCGG
AGAACGGGAACAAAGAAAGAAAGAAAGTCAGCAGACGTATTTACGGTTCGAGCAATCTGG
ACGGCAGGAATTTGTACCTTCTGAGACCTGATCTCTCTTTCTGCCTGCATCTGATGTGAA
GCTGGACGTTGGACTGGATGAGATGACCCCCCTCATAACCGCAGTGTCACAGAGGAAGCA
AGCATGGGAACATGCGCACGGAAAGGAACGAATGACACTTTGGAAGAGGGAATGCATTTT
AAAATAATTTATTTTATACCTGGTGCGACGAGAGTCCCAGCATTTTTGACTCTCTAAAAT
GTTGAATCCTCTGAAGAGATTCCTCTCTGGTATTTTGTTTAACTTCCATTGCCGTCAGAC
T
>BJ012170 ID   BJ012170   standard; mRNA; EST; 500 BP.
GGAAGGATCGAAACTTTTGACCCTATACGGCCATCGCACTAGAGGAAATGACTCAATTCC
ACTTCTGAGTGTCTGCTGAAACACTCACTTGGTTTAGTGTGATTCAAAGTCCTATTGTTG
ACTCAACGCCTTCCCTTGTACATAGAAATGCCTCGTTTCTGCTCTTCAGGGCTGCAGGAT
GATGCTAGAAAACAACCTCATTTACAGAATTCAAATGAACAATTCATGAAAGAATACTCC
ATCTCTATAGAAATGTATGAATAGAAATGTGAAACAGTGAAACTGTAAAATATACATTTA
CAAAACAAAAATGAATTGAAGCTGTCAACGTTTTCCCAAAGTACAGTCCAACCAAAAAAG
TGACCACATCTTTTACGTTACAATCTGTTACGATCACACACGTTGAAAAATGGTTTTGTT
CATACTTCTCTTCAAAATGTTATGACTGTGCTTTTTTGCTTTCTCAACTGTAAGAACCCC
CCCCCCCCTTCCCCCCATGA
>BJ012177 ID   BJ012177   standard; mRNA; EST; 443 BP.
CAGTGTTTAGATCTAGTAAAACTATACATGAGAATCACACCTACATCAGATGGTCTGACA
CCCTTTGAAATAGTCTATGGAAGGCCCTATAGGTTACCTATAGTAGCCACAGACTTACAA
AAAGCAAATGAAGAACAAACAATAGCAGATTTTATCATAAGAATGATAAACCAAAAGGAG
GTGTCCAATGCAAATATCCTGCCATCTGACTCCTTATCTCCACAGGAAAGCTCACCGGTG
AAACCAGGCGACTGGGTGTTCATCAAAGTCCTAAAAAGGAAGAACTGGGCCAGCCCACGG
TGGGAGGGACCATACCAAGTCCTCCTAATAACACCCACGGCAGTAAAAATAGCTGAACGC
CCCAGCTGGATACATCTCAGTCACTGTAAGTTGCAGCGTGCACCAGAGGCCTAAAGGAGG
CTGTTGTGGTGAAGTCTGACTAC
>BJ012184 ID   BJ012184   standard; mRNA; EST; 654 BP.
CTGCAGGNAATTCGGCACGAGGCTCAGANAGGCCCAGGTGAATATCCTGGCTGATGACGT
GTGTCGGCGTGAGGACTATTACGGAAACATGATTACTGATAACATGATTTGTGCCGCGAG
TCCCAACTGGAGCCAGGACGCCTGCAAGGGCGACTCCGGAGGCCCGCTGGTGTGCGCCGT
GGCAGAGAGGTTCTTTCTGTTTGGAGTTGTCAGCTGGGGCGACGGCTGCGCTGAAGAGTT
CCGGCCCGGCGTGTACACAAAAGTCACCAACTACAACAAGTGGATAGAAGAGAAGACGGG
TCTGTCCGCCATCACTGCAGGAAGCGAGTTTCCTCCCAAATAACTGAGCTCAGCAACCAA
CCAGCAGCTTTTTCAGCAGTGTTGTCTGTTCCGCGAAGAGATCAAACGAGGATTTTGAAA
AGTCTCCTACAGGTGATGAGCTGATCACATACAAAGCTGAAAACAGGTTTTCCCATTTAA
CCTGGAACTTTTGTCCTTTTTCTAATCAACCTTCTTAATTTAGTCCCAGAGAGAGAAAGT
GGTTATGGTTTCCCCTCACTAACTAATCAAGTTAGGATTTTAGTAGTTAGGAGACTTTCC



ATTCAGGTTCTCCATGACTCTTTGGGCCAATGGAATGACTCCATCTACTGAGGG
>BJ012187 ID   BJ012187   standard; mRNA; EST; 255 BP.
GCTGGATGTTCCCTCTCAGCTCTCCGTGTTCTGGTAGGTGTCATTGGACTACTTCTTCAC
GGGAAGGGGTTCTGAAGACGCTGTGGGGAAATTTTGTCGACCGATCGCGACTAGAAAAAA
AAGTGGAGCGGCAAAAAAACACGGTTTATCAGATTTTAAAAGTTCATTTGGGAAATGTTT
ACAGCTTGTGTCTTAAAACAGTCGAGCTCTGACAGCAAAAGGGAGTGTGACTTGTCTGCC
CCCCCCCCCCGTNTT
>BJ012189 ID   BJ012189   standard; mRNA; EST; 671 BP.
GCGGCCGTCCGGTGAGTCAGCTGATGTTTTCGGGGGGGCATCTCCCTCCACCCGGAGCAA
GGCTGAGAACAAGCAGCTGCGAAAGCTGCCGCGTGCCGCTCCGTCGCGTGGATCCACAGG
TGTCTCTCTCCTGTCGTACCTTGAGTTCATCTTGAGTTTAGCGCGTGCTTGAAAAGAGAG
AGCAGCGCGCGCGCTGCTGCTAAAGTTGTGAGCACTGATGTCTGGGAGGACGGTGGCGCT
GTTCCTCAGCTGCTGCTTGCAGCTCTCCGGCTGCAGAAGGATTCCACCCAAGCGGACAGG
TGGCGCAGACTCGCCGGTTCAAGCCTTTGCGGTTGCGGGCAGAGACGTGGTTCTACGCTG
TGACGTCCCTGGACTTCACGGCGCGTCGGGCGTCAGAACGTGGGAGTGGTCCAAGGATGA
CGGAGGCCAGCTGAAGACGGCGCTCGCCGTGCGGGGTGGCGTGGAGCTGATGAGGGACAA
GGAGGCGGGTTACGTCGACAGGACCGCCCCCTTGGTGAACAGATCTATGGAGCTGCGAGG
CGTCAGGCTGACTGATACTGGCCTTTACGTCTGTAAATCCTTCCTGGACGATGGCAGAAC
TTTGGACACACGGGTTTCCCTCATCGTTGGGGAGGTGTCTGAGCTCAGCGTCATCGTCAG
CCGCAGTGAAG
>BJ012191 ID   BJ012191   standard; mRNA; EST; 630 BP.
GAGGAATTCGGCACGAGGCTTCTAGCAGGTCTCCTCTTGTAATGGTGGAGCCTTTTTGAT
ATTTACAGGAAATAAAAATTACTCATAAGACAGAAGGGAAATGGCGGAGAGAATGGCAGA
CGTACAAGAAGACCCACCAGCTGGCGAAGACGATAACGATTCGGACGGAGATGAAGAGGA
CAGATTGTTTGTTTGGATGGTGAACAACGACAATCCGGATGAAGACGAGGAAGACGAGGA
GGAGGAAGTGGAGGAGGAACAGTTAGAAACTGAAGGGTCTGAGACTTTTGAGCTGGATGC
CCCAGCTGAGCGCAGCGGGCACGTCGCCGTGGTCGATGGAAACGTCATGTATGTGTGGGG
AGGGTACAAGAATGCTCAGACCCACGGGTTCTTTGACTTATACTTGCCTAGAAATGAGAT
CTGGACTTACAATATGGAATCAGGAGTCTGGAAAAAACACGTAGCTGGAGGAAATTTACA
CACCTCGATGTCTGGAAGCTGTGGCGTGTGTGTCGACGGCATTCTCTACCTTTTTGGTGG
CCATCATGCCAGAGGAAACACAAACAGGATCTACCGCCTGTCCTTAAGAGCTACTACTCT
GGTGTGGGAGGAAATGAAAGAGCTTAAAGG
>BJ012194 ID   BJ012194   standard; mRNA; EST; 518 BP.
GGCCTTGCTTCTCCGCGTGTTTAGCTAGTTTGTTCGGGCGCGTTTTGATTCTTCGGAGCC
GCAGAGGATGTCGCGGGTGTATATCGGAAGACTGAGCTACAGAGCCAGGGAAAAGGACGT
GGAGAGGTTCTTCAAAGGTTATGGAAAAATCCTGGAGGTCGACCTGAAAAACGGGTATGG
CTTTGTTGAGTTTGATGATCCGCGGGACGCAGATGATGCCGTGTATGACCTGAACGGTAA
AGAGCTGTGCGGCGAGAGGGTCATCGTGGAGCACACCAAGGGCCCTCGCCGAGATGGTGG
CTACGGCGGCGGCGGGAGGAAGTCCTTTGCTGACTGCCTGCCCCTATTGCTGGCCATGGT
GTCCCCCTTTCCAAGAGTGTGGTTTGACCATTCTGGGCCCCTGGGCAGACCAAAAAGGGG
AGCCATTGTGAATGAAGACCGCTTTTCCCATTAGGCCCAGGCCGGGTGGTGAGGATGCCA
TGGGGTTAGGAGCAGATGTGGATATGGGCGCTGGGGAG
>BJ012195 ID   BJ012195   standard; mRNA; EST; 624 BP.
GCTCTTCTGATAGGCGCCGCCTGGGGGAGGTTGTGTGGTATCTGGCTGGCTTCTCTGGCT
TCTGCTGGCTCGATCTGGGCCGATCCTGGTAAATACGCCTTAATCGGAGCTGCAGCTCAG
TTAGGTGGGATAGTCAGAATGACGCTCAGCTTGACTGTCATACTGGTGGAGGCGACGGGA
AACGTAACATACGGCCTTCCCATAATGCTTGTCCTTTTGACTGCTAAAATCGTTGGGGAT
TACTTTCAGGAGGGTTTGTACGACATTCACATCAAGCTGCAGAGCGTTCCCTTCCTGCAC
TGGGAGGCTCCTGCCACCTCGCACTGGCTGACCACCAGAGAGGTGATGAGCTCTCCAGTC
ACATGTCTGAACAGGATAGAGAAAGTGGGAACCATCGTAGATGTCCTCAGCAACACCTCC
ACCAATCATAACGGCTTCCCTGTTGTCGTGCAGGTTTCTGAAAACGATGAGCCAGCTAAG
CTCTGTGGCCTCATCCTCCGCTCGCAGCTCATCGTTCTCCTCAAGCACAAGGTGTTTGTT
GAGTTAGCCGGGTCCCGGCTGACCCGCAGGAAGCTTCAGTTAAAAGATTTCAGGGATGCA
TACCCCCGTTTCCCCCCGATCCAG
>BJ012200 ID   BJ012200   standard; mRNA; EST; 612 BP.
GCTCGGATCGTGGGGTGGCAACTCTGGNANATGTCGCAGGCCAAAAGCAAAAACGACGAT
ACTTTTGATGTGGATGGGGACTACGAGAGTTTGCCTCCCGACGTCTCTGTGGCGACCCAC
ATGACAGCAGGAGCGGTAGCAGGCATACTGGAGCACACGGTGATGTACCCCGTGGATTCT
GTAAAGACTAGGATGCAGAGCCTGCAGCCTGACCCAAACGCACAGTATAAGGGCGTGTAT
GAAGCACTGAAAAGGATCATCCGCACAGAGGGGATCTTCAGACCCCTGAGAGGCCTCAAC
ATCACCATGTTAGGAGCCGGACCCGCCCACGCTCTCTACTTCGCCTGCTACGAACGGGCC
AAGCGATCGCTCAGCGACGTCATTCAGAATGGAGGGAACAGCCACATAGCCAACGGTGTA
GCAGGTAGTGTGGCCACTGTTCTCCATGATGCCATCATGAATCCAGCTGAAGTGGTGAAG
CAGAGGATGCAAATGTACAACTCTCCTTACAAAGGACTCTGGGACTGCGTTCAAACTGTG



ACGCGCACCGAAGGCGCCGGAGCCTTCTACCGCAGCTACAGCACGCAACTGACCATGAAC
ATTCCCTTTCAG
>BJ012202 ID   BJ012202   standard; mRNA; EST; 673 BP.
GGAGAAACTGAGTCTGAAAAGTGGAAGGCTTGCAAGGTCAAAAAACAAGTGTGGGACACT
AAACACAGGGAGTTTCACACACTGCTGTGCGCAATAAATGACAACAGGATGAAAACCTGC
TCCAGTAAAAAGAAAACACACACACACACAGACTCAGACTTTTTTCATAACATTTAGACC
TTTCTACAAGTTTTACATTAAAAAAGATTTTGAATATTGACCAAGTCTGAAATAAAAGAA
ATTTGGAATATCTTATAATTCTTTTTATAAATGTTTTAATCGTACACTTAGATGGAAACA
CTATCTAAAATGTGCCTTTTATTTATTTCTGCAACGCAGTGAGGTAATTTTGCTGCCTAG
AAAAGGTAGGGAGGGACTTTAAAGACTGTATTTTTCTCAACTGTGGGTTGTAACCACAGA
CATACAAACACTAGATGGATAACCTCTGACTTTAATCACTGAATTCTGCTGCAAAAATGA
GCTTAAAATGGAAAAGGCACCATGACTGTTTTCACTGCACTGTCAGGTTCTGTTATAATC
TATTTGTTTGGTTATTTTCATTTCTCTTAATATTTGTCTTTTTCTGTGGACTCTGCAGGC
TGGCAGAAACAACGTCCTCAGAGCGAAAAAATGTTTTTTCGATAAATGCGAGTTTCTTTC
CGAAATTGTCAGG
>BJ012204 ID   BJ012204   standard; mRNA; EST; 669 BP.
GCTTTTGTCTCTTTTGCAAGGTCCACTTTTGGTGATCACTGAGTACTGTTGCTATGGCGA
CCTGCTCAACTTCCTGCGAAGAAAAAGAGAGTCCTTTCTAAAATCCCAAGTTGGGGATGG
TTACTATCGCAACGTCTCGAACCAGACGGAGACAACAAGGGATGTGAGTGGGACGGGGTA
CATGCCCATGCGTCCCGCTGACAAAGAAAAACCCTCGCACTCGGATTACATCAGCGAGCT
GTCTCTGGATGCTGAAGATCTCCTCAGCTTTTCCTACCAAGTCGCCAAAGGAATGGAGTA
CATTACTTCCAAGAACTGCATCCACAGGGATCTCGCTGCCAGAAACATCCTGCTGACTCA
CGGCAGGGTGGCGAAGATCTGCGACTTTGGCTTGGCACGGGACATCACCACTGACGCCAG
TTATGTTCTCAGGGGAAATGCCCGTCTGCCGGTCAAGTGGATGTCTCCTGAGAGTATTTT
CGACTGTGTCTACACCTTTGAGAGCGATGTGTGGTCGTACGGCATTCTGCTTTGGGAAAT
CTTCTCTCTGGGAAATAGCCCGTATCCAGGGATGCAGGTGGGCTCTGCGTTTTACAGAAT
GATTCAGGAAGGTCACAGGATGAACAGGCCTGAGCTTGCTCCTGTTGAGATGTATGATAT
GATGCTGTC
>BJ012222 ID   BJ012222   standard; mRNA; EST; 596 BP.
AGGAATTCGGCACGAGGCAAAATCGCCTTTTAAATATTTGGAGTCGTTGCTCTGGAAAAA
GTTTTGATACAAAACGTTATTGAAGCTTTTATTTTGTTAGCTTATATCTATTTTAATTCA
CATTTAATGCCAAAACTCAAAAGATGAGTTAGTCGTCGCCAGCAATCTCTTTGATAAACA
TTTTTAACTGAACGTCTCGACGTGTCAACAGCAGCAGAGATGCTCTCGGAGGCTAACGAT
GGATCTGCATGTTAACGCGGCGCGTTCGGCTGCTGGAGCTGTCACGCCGCTGCATGTCGA
CCCCTTCCTGTTTGAAATTTCCTCCCACGTTGCCCCGTTGGACACGTAGCTGTTATCAGG
ACCGAGGGACTCGCTGTGTCTGCTGCCATGTCCAGAACCACTCGTCGATACAAGGCTCTG
CAGCAGAGTAACGGGGGCGGCTCACTTCCCGGCTGCGACCGAGTTCGACAGCCTCGAGCC
CGGGTGCTGCTGCTCTGCCTGCTCGGTGTTCTGGTGCTGTCCCTGGTGCTGGGGTTCTAC
CTGTCCAGTGTCGCTGACATCAGCAGCGGGGGTCATGTACCACTGACAGATCTAAC
>BJ012223 ID   BJ012223   standard; mRNA; EST; 523 BP.
AGGAATTCGGCACGAGGGTTCCGACACACAGTCTGACCTTGCAGGAAGCCTTAGGGTCCA
ACCCCCCCCCCCGCACATTTTTCTNATGTTTGTGGGTGAATTCANATCTAATACTGATTG
TCTCAATGGGGCGGAGGGGGTTGGATTGTCAAAAATCCTGAAGGAGTGAATTTGGGACGG
CTTTGCTTCCACNCTGAACNCATTCCCAGGANATTTCCAGGATTTCACATAACTGNGCAA
AGTATCGGGGGGAAAGGCNAGCGTTGACNCATNTGACCTGTGAGGGNGGCTGGCCAAACC
TTTAATGGGATTCCTGGTTTCTAAAAATGGTTTTGAGGGGNGTAAACATTTGAAGTCTCC
TGTCAATGCCCAACAGTCTGGTTTGTTCTAAACTTCCAGCTCTGATCTCTTGTTTGTCTT
CAAACAGCTGCTNTGGCCTGGCTTAACAAAGGACCTGATAACANACCCCATACACACACT
AGCCCCCGCTGATACAGAGCAAAACTAGCAGGCANCCTTGAGT
>BJ012234 ID   BJ012234   standard; mRNA; EST; 564 BP.
GTTTCACGCTGCCTGCAGTTGCTGCTTGTTGTTCGGCGCGCGGCCTTTTTGCGCGGATCA
CGCGCTGAAAGACGTCTCTTAAAGCTCCAGGTTTCCGTGACTTCGGAGGGGGGCAGCATG
TGTGAGGAGCAGACGGTGTCTCTGGTAGACGTTCTGGAGGAGGATGAGGAGCTGGAGGAA
GAGGCTTCAGCCGTACTGGCTGGAAGTGACTCGGATCACTGCTCGTACCCGCTGGGCTAC
GTGAAGAGGCAGGCGCTGTATGCCTGCAACACCTGCACGCCAAAGGGGGGTGAGGCTGCA
GGGGTGTGCTTGGCCTGCTCCTACAAATGTCACGAAGGCCACGAACTGTTCGAGCTGTAC
ACCAAGAGGAACTTCCGCTGTGACTGTGGAAACAGGAAGTTCTCAGATCTGCAGTGTAAA
CTTCAGCCTGAGAAGGATGACATCAACAGTCTAAATAAGTACAGTCATAACTTCTTTGGG
GTGTACTGCACCTGCAGACGGCCGTACCCGGACCCGGATGACCCGGTGGAGGATGAGATG
ATTCAGTGTGTGGTGTGCGAGGAC
>BJ012243 ID   BJ012243   standard; mRNA; EST; 631 BP.
GGCAGACTCNGCAGTAAGCAGGACACTGTGAAGTTTGTTCAGGACACTTCCAAGTTCTGG
TACAAGCCCGACATTTCCAGAGACCAAGCCATTGCCGTGCTGAAGGACAAAGAGCCCGGC
TCATTCATCGTCAGAGACAGCCATTCCTTCCGCGGGGCTTACGGACTGGCCATGAAGGTG



GCCACTCCCCCTCCAACTGTGCTGCAGCACAGTAAAAAAGGAGGAGATCTGTCCAACGAG
CTGGTGAGACACTTCCTGATAGAGTGCACGCCAAAGGGCGTCCGTCTGAAAGGCTGCCCC
AATGAGCCCTACTTTGGAAGCCTCACGGCCCTGGTGTGTCAGCACTCCATCACTCCCCTG
GCACTGCCTTGCAGACTCATCCTGCCTGACAGAGACCCAGTGGAGGAGCTCAGTGATTCT
CCAGCACAGACAGCAACAAACTCAGCTGCTGACCTTCTCAAGCAGGGAGCGGCGTGTAAC
GTGTGGTACCTGGGCTCCGTGGAGCTGGAGTCCCTGACGGGACACCAGGCGGTGCAAAAG
GCCACCACGGTGACCCTCACCATGGACCCTCCGCCCCCCTCCACCGTGGTCCACTTTAAA
GTGTCGGCTCAGGGAATCACGCTCACGGACA
>BJ012253 ID   BJ012253   standard; mRNA; EST; 676 BP.
AGGAATTCGGCACGAGGGAGAAATAAGTTGTGTGAAAAGTTGGAGTTNACTAACGTGGAA
AAGTCTCTTTATTTTTTCTCCCGTTCTTGAGTCGGATACTGGGTACACACGCCAGGACCA
AAGCGTGAAAACAACTCTGCTAACAACCGGGCAGCGCACGGTAAACCAAGAATGTGCTTA
GTCACGTTTAGCAGATGTTTAAAATGTTGTTCTAAGAATGCGGATCCCCTTTTCTGTTTG
ATAATCGAAAGCTAAATATTTTAGTGGAAATTACATTATTTTTCATTCAATCTAAAGTTA
TTTTATAGATTAAATAGTTAATTTAGTACAACTAGTTTTACGGTCTTAAACAATCGTGAA
GCAAAACAGTACTTAACGTACAAAGTAAGATTCAATTCATCTAAAAAGAAAATAAAATAC
AAAATCTCCACCCGCTCCACCGTAGTTTGTCTTCCCGGAAGATTGCGTTCACTGGTCTTC
GGAAAAATGAAGAGTGTTAGTCAGTAGGGCGTTGGCGAGCGTTGACAGAATAACTAGCAA
GAGAAAAAAAAGTGGTTTGTTGAGAACTGCGCGCACGGACCTTCCTGTTATTTCATTTTA
TTATGATTACTGTCACATATTTACTTTTGTTTGAGGCACAGTTAAGTTGAACTCAAGATT
CTTTATGCTCTAATGG
>BJ012254 ID   BJ012254   standard; mRNA; EST; 548 BP.
AGGAATTCGGCACGAGGGTCGGGCTCGGCTGCGGGAGCGTAATGGCGGTGCACCGGGGAC
CCTCTACGAAATGGCTCTTCACCCGGGAGCAGCTGGAAAACACGCCGTCCCGCCGCTGCG
GAATCGAGGCCGACCGGGAACTGTCCTACCGGCAGCAGGCCGCCAACCTGATCCAGGACA
TCGGCCAGAGGCTCAACGTCTCCCAGCNGATAATCAACACCGCCATAGTTTACATGCATA
GGTTTTATATGATCCACTCCTTCACCAAGTTCCACAGGAATATCATCTCTCAGACCACGC
TGTTCCTGGCAGCTAAGGTGGAAGAGCAGCCCAGGAAGCTGGAGCACGTCATTAAAATGG
CCCATGCCTTCATTAACCCGCAGGAGCCGGCCTTAGACACCAAAAGCAGTGCGTTCCAGC
TGCAGGCGCACGAGCTGGTAGTTCTGGAGTCAATCGTGCTGCAAACGCTAGGTTTTGAAA
TAACAGTTGATCATCCTCACACAGATGTTGTGAGATGTTCCCAGCTAGTGCGAGCANGCA
GAGATTTG
>BJ012260 ID   BJ012260   standard; mRNA; EST; 515 BP.
GAGGCAACAACAGTCCGTTTGTTCGTGGCCCCTTTGCCGCCTGTGCGATAGCCCGCTAGT
CTCGGGAGGTCGTGGCCCGTTTTAGACCCTCCGGTGGGGGTTCGGACCCGTGTCAGCTGT
TTGCTTTGGCCCGGGTGAACATGTGGGGCAGCGGCCGCCGTGTCCTTCAGGAGCTGCTCG
CACACGCGTCTGCCAGACGTTTCTCCGGGACACCTGCTCAGCGCACCGTGGTGGTGGAGC
GATGGTGGCAGGTTCCTTTGTCCAAAGTCGGCAGTCCGCCCAGACTTTACCCTCGAAGAC
ACCGAGTCTACAGGCTGGTGGAAGACACCAAACACGCTCCTAAGGAGAAGATGGAGCTCA
TCCTGACCCAGACCGTACCAAAACTGGGCGGACGTGGAGACACGGTGTTTGTGAGGAAGT
CTGTTGGCCGGAACAAGCTGCTGGCAGAAGGTCTGGCGGTGTATCCGTCTCCGGAAAACA
AGAAGCTGTTCGCCGAGGAGCTGCGGCTTCTGTAC
>BJ012291 ID   BJ012291   standard; mRNA; EST; 495 BP.
GGAATTCGGCACGAGGCTTGCTAGTCGCGCAGGTCCCGCAGTATTCTGTCCCGCAGCATT
CTATCTCAGAGATGGGAGAGCGCGTGAGCGAGCACACCGCGCGTCTGCAGCAGCAGGAAA
GGGAGATCCTGAGTTTATCAGCGGAGATCCAGAGTCTAAAGAACCCACAGAACCTGAATC
TGTCGCCCCGTCTAGACGAGCTGTGGGAGGAAAACGCCAAACTGAAGTACCGCCTCAACA
TCCTGAAGAGGAGTCTGCAGGAAGATGCCCCCCCCTGCAGTAAGTCCATGACCAACATCA
ACCAGCGGCTGCAGCAGGTCTTCGGCCGGGCCATCCGCACGTCCTTTCCAGAGCTGGACA
ACCCGCCGCTCGCCGTCACGCCCAACCAGCAAGCCAAGTTTGGAGACTACCAATGCAACA
GCGCCATGGCGATCGCCCAGATGCTGAAGGCAAAGGAGCAGAAGGTGAACCCCAGAGAAA
TCGCAGAGAGGATCC
>BJ012296 ID   BJ012296   standard; mRNA; EST; 668 BP.
AGGAATTCGGCACGAGGGCCGCTCGAGGTCGAGGGAAGTCTGCTGCGATGGGGCTGTCTG
TCGCTGGAGCTGTGGCCTTTGGCTACTCCAACATCTTCGTGACTTCTCCGAGCCCAGACA
ACCTCCACACCATGTTTGAATTCATCTTCAAAGGTTTTGATGCTCTGCAGTATCAGGAGC
ATCTGGACTATGAGATCATCCAGTCTCTGAACCCAGAGTTCAACAAAGCAGTGGTGCGGG
TGAACATCTTCAAGGAGCATCGGCAGACCATTCAGTACATCCACCCCGGGGATGCGGTGA
AGCTGGGTCAGGCTGAGCTGCTGGTCATTGACGAGGCTGCGGCTATCCCTCTCCCTCTGG
TGAAGAAGCTGCTGGGGCCTTATCTAGTTTTCATGGCCTCCACCATCAATGGGTACGAGG
GCACAGGCCGCTCTCTGTCTCTCAAGTTACTCCAGCAACTGCGGCAGCAGAGTGCAGACA
GCCAGCAGAGCCTGTCAGCAGAGAATCGGACCACCAGCACCGCCAGGCTGGCTGCAGCGC
GCAGCCTCCACGAGGTTTCCCTGCACGAGTCCATCCGGTACGCTCCGGCAGACCCGGTGG
AGAAGTGGCTGAACGAGCTGCTCTGTCTTGACTGCCTCAACATTCCCAGACTCATTTCTG



GCTGCCCA
>BJ012299 ID   BJ012299   standard; mRNA; EST; 111 BP.
AGGAATTCGGCACGAGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
>BJ012306 ID   BJ012306   standard; mRNA; EST; 717 BP.
AGGAATTCGGCACGAGGGGACGGCCGCCGGGTGGAGGCTCAGTTCGCGCGCCGCCGTGGA
CACGGGGTCCAGGATGTACGTGGTGGTCTCGTGCGGGTGCTGCACGCTCACTTTGAGCGG
GATGTCCCCGCCTTGGTGTCCCAGCTGGGGCTCCAGCTTCACCTGCCCGGTTTGGCTCTG
GCCCGAAACAGAGTCCGGGTCGCGAGGAGCGGCGTCCAGCCATGAGCGGAGATAGCGCGT
GTCCGCCGCGGGAACATGCTGCGCCGGGAGGTACGGGTGGTAGACGGCGGGAAGAGCGCC
GGCGCCGTGGTGCGGGCTGAACGGGCTCCACGACGGTGAGAAGACCGGGGGTTTGGGCTG
GAAGCTGCAGGACGGGTACGAGTCAGAATGAGGATGCTCCGCATGTGCAGCGGCCACGGG
CTGCCTGACGCCCGCGGCCACTGAAGAGTTTGGAGAGGAGTACTGGACGGCGGAGAAGCG
GGCCGGACCGGAGAGTTCATCACTGTCGTGACTGATGATGGAGTCCACGTAATAGTTGCT
GAGGGTCCCAGAAATGGACATTCTCGGACATTATCCGCGTGCAGCCGCGAGTTTGTTAAA
GCAGAAGAAGAGGGACATTATGAGATTTACGTCACTCTTTTCTTCTTTTCTTCTGCTTTG
CTGCCTTCCCCCCTCTCTGACTCTCGCTCTCTCACTCTCTNACTCTCTAACGCTCTC
>BJ012312 ID   BJ012312   standard; mRNA; EST; 654 BP.
GGCCGACACAGGAGCTCCGGGGCCGATTACGCCGCCAAGTTCATCAAGAAGCGGCGCAGC
AAGTCGAGTCGGCGCGGGGTGAGCCGGGAGGACATCGAGCGGGAGGTGAACATCCTGAAA
GAGATCCAGCACCCCAACATCATCACCCTGCAGGAGGTCTTCGAGAACAAGGCGGAGGTC
ATCTTGATCCTGGAGCTCGTCGCCGGCGGGGAGCTCTTTGACTTCCTGGCAGAGAAGGAG
TCGCTGAGCGAGGAGGAGGCCACTCAGTTCCTGAAGCAGATCCTGGATGGAGTCCTGTAC
CTCCACTCCAAACAGATCGCTCACTTCGACCTGAAGCCGGAGAACATCATGCTGCTGAAC
CGCTCGGCGCCTCACCCGCGCATCAAGATCATCGACTTCGGATTGGCCCACAAAATCGAC
TTTGGCAACGATTTTAAAAACATCTTTGGAACTCCGGAGTTTGTCGCTCCAGAAGTGGTG
AACTACGAGCCTTTGGGCCTGGAGGCAGACATGTGGAGTGTCGGCGTGATAACATACATC
CTGCTCAGTGGCGCTTCTCCGTTTCTGGGCGACAACAAGCAGGAGACGCTGGGCAACGTG
TCGGCGGTGGACTTCACCTTCGACGAGGAGTTCTTCAGCAGCACCAGCGCGCTG
>BJ012315 ID   BJ012315   standard; mRNA; EST; 746 BP.
GAGGAATTCGGCACGAGGCTGTTGTAGAGAAAATCTATACCAAAAACGCCTTAACTATTT
AGAAAGGTAATTTTGCACCTGAATTCTACATGTTTTGTTGTCTTTCGTGTGGCTTTATAT
TTTTTCCTTACGTATAGCTCTCTAGATAGAAGCATCATCATTCAAATGCTAACGCTAGCT
TGAGTTTTAGCAAGAATAGCTGACCTTAGTTTTGGTGGACAAAGACGATAGCTTGTGCTG
GAATTGTTTGTAAATTTGTTTCATTTGCGAACTTGCATCTTAAAGCCATTCACTGTTAAT
AAAAAAATAATGCCATGCCAGTTTTAGTTGCCTGGATACTTATTTAACACGTCTTTAGTT
TCGAAACCATAAGCACGCGGCCTTGTTAGCCAATGTTAGCTGTGCAGCCGCGGATTGCCT
GAGATTGACCGTCGCCATTGTTGAGCAGAGGCGTTTTTTCTTTCGTGTCATTGAGACTAT
ATTAGCGACCCGGTTGTAAATAGTTTTGAATATTTAGAATTCGTTATTTAGTCTTTTAAA
TAATTATTTTAAATCTACCTATACACATTTCCGCCCTCATCTGCTTAGGGATTTAAAGAC
CCACTCTGAAATGCTTAACACGTTCTTCTTGTAGCATGTATCTCCTGATTAGAGGGCATA
AAAAATAGATTTGGATTAGATTTCTGAGTATTCAAATTGTTGTGAAAGACGAGCAAACGA
AAACATGCCGTTGGAAAAAACAAAAC
>BJ012326 ID   BJ012326   standard; mRNA; EST; 648 BP.
GGGCTGCTCTACATGCTGCTGCTCCTGCCTTTTGTGTCGTACAGGGATCGTTTTCGAGGC
CACTCCTGAGCCACTGGGATATTTCTTCTTCTTCTTCTTTTTCTTTTTTTTACACCTCCT
CCTCTTTTTTGTTTTGCTTTTCTGTCGCCGGTTCCGAAGCGGGGACGTAAGCGGACGCAC
CATGCACGCGCCTCACGAGAGCAGCGGTCCGCTGCTGCTGCTGCTGCTGGTCTTGGCAGG
GCTGCAGAGTGCAGCAGAGAGCAGGGGAGCCCCGCCATGCAGACCAGGTTTCTCTGAAGG
TCTATACACTGTCATGATTCCAGACATCACAGAGAAGGGACAACCTCTTTTCAATGGTGA
GTGGGCAAATTTGCCTTGTTCCTGTGCCATGCAGGATGCTGGTCATGTCTGTGTTCGATT
GAGTGTGTACGTTTTTGTCGGCATGCAAATCATTTGAGTGCCTTCCTACATGATGCAGTT
CAGGGGGAGGATCGGAACAAGCTTGACATATTTAAACAATTAGCTTCAGTGCAGTTCTGC
GGTGTTCCGACCGTGTAGCTCGCCTTGTAAACAATGAAAAAGTCTTTCTTCTGTCTATTT
AACATGCACTATTTGCACTTTTTTTATTTTATTTACNAGCCTTTCTGG
>BJ012332 ID   BJ012332   standard; mRNA; EST; 500 BP.
GCTTTTTCCGAGCCCGCGCGGGCGGCGTGATGTGAGCGCGCGGCGGGAGGCAATGCTCGG
GACGTGGCCGCTGCTTCGCTCGGAATAGCTGCGTGTTTTCGGGGAACCTTAAAGCCAGGC
TGGTCGTCGGACTCCCGCCGCCCCCCTCCTGCTTCCCCGTAGGATTTGATTCAAAGGCGA
AAAAGCAAGATGGCCGCCGACTCCGTGCAGGGGGATGCCAGGGGCCAGCTGGTGGCAGAG
CGACTCGGCCTGGGTCAGAACCTGGACTTGTCTGACTCCATGGTCCAGCAGAAGCTGGAC
GAGATCAAAGAGCAGATCCGCCGGGAGATCCGCAAAGAGCTCAAAATCAAAGAAGGTGCT
GAGAACCTGCGCAAGGTCACCACAGACAAGAAGAGTCTGGCTTATGTCGACAACATGCTG
AAAAAGTCTAACAAGAAGGTTGAGGAGCTTCATCAGGAGCTCCAGGAGCTGAACGCCCAT



ATTGTGGTCAAAGACCCAGA
>BJ012333 ID   BJ012333   standard; mRNA; EST; 701 BP.
GCCCCAAAAAGAGAACTCAAAGAGATGTGCTGCTACTAGATGGACAAAGAAAGTTGAAAC
TAAAACTGGAAGTCCAAAAACCGCTGGAAGACAAAGAAGGTCTCGTAAAAAGAAAACTGG
AGAACCAGAAATCTGTGATTTAAGTAAAGACGGCTCTCAGCTTCTGTTCCTTGAAAATGA
GCCACTTCCATCAGAAGGTTCCTCTCAAGAGGTCCCACCATTTCAGCAGCCAGTAGACTC
GGAAGGTATCAGCCAAGCTGGATCCCAGCCTACACCTTCATCAGATTCCAACTCAATAGC
GCAGATTATTAAACCAAAGGTTGAAGACTGTGACACTTCGATCATGGAAATCAACCAAAG
TCTTCTAGGACCATCTGAGACGAAGCAACAAGGTTGTCAGACGGTTGTAGTAAAGACAGA
GGAGGAAAGCACACCTCCATTACTTTCACATGCTAGTCAGGCCTCACTTGAACACACTAA
AGATACCAAGCTACCAGAAGTCTCTCCAAACTCTGGTCCAAAGAATGGGGAGACCCAACC
TCTCCCTGATACCACCTCTGGCTTGGCTGTCCTTAAGCAGCTTCTCCAGAAAAGGCAGCA
GGGACAGGCTCTTCCCACACAAGTAGTCGGTACCAACAGCCATGCTACTGTCGTAGCCAA
GGCAACAGCACTATTAAGTCCTACAGCTAAATTACCCAAAT
>BJ012342 ID   BJ012342   standard; mRNA; EST; 458 BP.
GCAGAGGAGGAGCAAAGCCCGGTTTTGTAAATGTTTGAAAGCTGACATTCACTTCCTGTG
ACGTCATTTCCGGGTGAGCTATTCCCAGTGCTATTCCCAGTGCTAGCTGTGTGACTGCTG
TCCTCTTGTTTGGCATTAGCCTTACTACTATTGCTTACTCTAAGGGTTATCTGGGTTAAT
ATTCACATCTAGTACCTTTTATTAGCGAATTCACCACTGTTAAACCGCTTGCTGTTCACT
TTTCTCATTTTGCTAAATAAACCACTTCTCTTTACTTAAACACCGCTAGCCTTAGCTTAG
AACCTAGTATGGCCACCACCACTCCTTCCGCCTCTCCTCCTCTCTCCTGCCCCATGTGCC
ATATGTTTAGTGATGATCCTGCCTCCTTTAGTGAAGATAGGGGTAGGTGTGTTAAGTGTA
GTCTTGTGTTAGACTTGGAGGCCAGGCTGGAGCAGTTA
>BJ012345 ID   BJ012345   standard; mRNA; EST; 445 BP.
GNCGGTGGTTCCCGTGATTTCACCCGTGNATGTTTAGCGGCCACGCGGCCACGCCGGGCG
GTGTCTCCGGGCTGTCGTAGTCCCCCACCGCCGAGCGAACGGACTTTGTGCCGCTGAAGT
AGTTAATCGCTATGGGACAGGCGGAAGACTGAGATTCCACGTTCGAGACCGCTTCAGTCC
CGTTTTTACTTCCCCCCCCCCCTCCTCGTTGTTGACGGACAAATACACCGAAAGGACNCN
CGTGGGGGGACACTGCCCGCATGTAGTCNAAGTTCCTCGCTGCTGAGTTCGGTTTTTAAN
ACTCGACGATGGGTTGCGTTAANAGTAAAGANAACAAGGGCCCAGCGCTGAAATACCAAC
CCGACAACCCCAACACTACGTCAGCCGGNGCTNACCAGGGCCANTACGGCCCTGAACCCA
CCCTGATGGGTCATTCTCCAGCTGC
>BJ012349 ID   BJ012349   standard; mRNA; EST; 120 BP.
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGNGCGCGCTCTCTCTCTCTGGG
>BJ012359 ID   BJ012359   standard; mRNA; EST; 590 BP.
AGGAATTCGGCACGAGGGACACAAGGCGAGTTGCGCTTCCTGGTGACGGGAGAGGCAGAG
ATTTAAAGAGCAAGCATCCTTCAGTGGAAAGAGTCAGGGGTCTTGGCAGAAGAGAAACTG
GGCAGTCTTATGTCTGTTCCCAGGACCCCATCTTTGACAGAGAGTGACACGCGGTCCAAA
CAAGGCCATGGCAGAGAAATGTAAGGATCCTGCAGAAAAGAAAGGGAGACTGACCACAGT
CCTGGCGCTGTCCACGCTGATATCTGCATTTGGATCATCGTTCCAGTATGGGTACAACGT
GGCGGTCATCAACTCCCCGGCCCCGGTCATGCAGCAGTTTTACAACACCACCTACATGGA
GCGCTACAAAACTGAGATGGGGCAGAACTTACTAACTCTGCTGTGGTCTCTGTCCGTCTC
CATGTACCCTCTTGGAGGCTTTTTCGGTTCTCTGATGGTGGCTCCTCTGGTCAACCACCT
AGGAAGGAAAGGCACCCTCCTCTTCAATAACATCTTCTCCATCGTACCTGCTGTGATGAT
GGGAGCCAGTGAAGTCGCAAAGTCCTACGAGATCATTATTGTGGCTCGGT
>BJ012363 ID   BJ012363   standard; mRNA; EST; 635 BP.
AGGACCGCTCGTGCCGCTCCCAGCCGCTGAGAGGCCCGCTGATCAGCACGCTGGACGTCC
GTTTCTTCCACGCGCCTCCAATCGGAATAAATAACTGAGGAATGTTGGATTTACAGAATG
CCCAACAGCGCTGGAAAGAGATTTAAACCCACCAAATACATCCCGGTGTCCACTGCTGCC
ACACTCCTCGTCGGATCGACCACTTTATTTTTCGTCTTTACGTGCCCCTGGCTAGCAAAG
GTGATCTCTCCTGCTGTGCCTTTCTACAATGGCCTCGTCTTTCTCTTTGTCTTGGCCAAC
TTCAGCATGGCAACCTTTATGGATCCTGGTGTTTACCCCAGAGCTAACGAGGATGAAGAC
AAGGACGACGATTTCCGTGCGCCGCTCTACAAAAACGTGGAGATCAAGGGCATTCAGGTC
CGGATGAAGTGGTGTGCCACCTGTCACTTCTACAGGCCGCCTCGCTGCTCACACTGCAGC
GTCTGTGACAACTGTGTGGAGGACTTTGACCATCACTGTCCTTGGGTGAACAACTGCATC
GGGCGGAGGAACTACCGCTACTTCTTCCTCTTCCTGCTGTCGCTGAGCGCCCACATGGTG
GGGGTTTTCTCCTTTGGTCTCATTTTTGTCCTCCA
>BJ012370 ID   BJ012370   standard; mRNA; EST; 672 BP.
AGCTGTTGAAGCGGGGTCCTCGCCGCTCTTGTGGCCGTGTCCTCGTGGACCTCGCCATTG
CAAGCCGGCTGGAACCTGGCAGTGGGATGGCATTGTTGGGACGTGCCAGCTGCCGCGGCG
TCTTACGTAAGATGACACCCTGACGAGCAGGCCTCCTCCATGCGCCGCATAGCCGGAAAA
AAGACGCATTTATCACAACGCTGGTTTTTCTGGCATTTTCTACTCACTCCAGCCAAAAGG
GGGTGGAGTTTTGACCACCCGTGGACAGGAACCTGGCTGTTGGCTGTCTTTTGCTGCTTG



TTGGGGGCCACTTTAAAGCCCCACCATAATCAAAAGTGTTCTGACTGTATAGGAATCACT
GTCTCTCTGTGCATGCTTACTGATACTGTACAACTGTGTACATGCTTTTTAGCTATGTGT
CAAATATTCTTAACAATCATAAAGGGCTGAAGCCACAAAAAGCCAATAATAGTCAGTATG
AATGATCAAAAATATCCTATTTCTGTACAAAAAAATCCCTTTTCTGCTGCTATTTATTTG
AAGATGAGATCTACAGTCCAAAACTGAAATGCATGCTTGTTGCTTGTTTGTTAAAGCTGA
ATTCATTTTTATTTTTATGGACTTTTTTTGTCTGTTTTTTTTTGCTAACTTGCTATCAAA
AGGGATACAATT
>BJ012376 ID   BJ012376   standard; mRNA; EST; 622 BP.
AGGAATTCGGCACGAGGAGAAGACCCTTGGATGCCGATTCTGCCCAGATGGTGTCGAACC
GGTTTCCGCTGAAGATGACCTTCAGCCGTTCATGTGTGAGGCTGAGGAGCCGGTCACTGT
ACTCACGGTAATTCTGGATGCCGATTTGACCAAGATGAGCTCGGAACAAAGGGTGGAACT
TTTGGATAACATGAGGAGCTTCTCTGGTGTGGGTCTACATCACATGAAGATGCTTCCTGT
AGTCAACAACAGACTGTTTGACATGTCTGCATTCATGGCTGGACCAGGCAATGCCAGAAA
GGTGGTGGAGAATGGTGCTTTGTTGTCTTGGAAACTTGGGTGTTCTTTAGACCAGAACAC
AGTTCCAAATTTAGACAGTGTTCAAGGCCCTGCAAAGGAAGGTACAATGTCAACCAAGCT
GGGATACCCTGTGGTGGGGTGGCATATTGCCAACAAGAAACCAGGTGTTCCAAAGAGGGT
CAGGCGGCAGTTAAACAACACGCCAACTCCCATTCTGGCAGTGGTTCCTCCAGCAACTGC
TGTGGAACCACCAGTAAGGATTATTCCAACGCTTTCTTCCCCCTCCATTGCTGCTCCAAC
TGAAAGTTTTGCTCCCCCTATA
>BJ012383 ID   BJ012383   standard; mRNA; EST; 606 BP.
AGGAATTCGGCACGAGGTGAAAAATNACAGTGTCTGGATCCCAGGCTCGATAATCCCGTT
TAGTTTTTCACTGGGATTGATAGGCCCATCGCGGAGGACATGAAGACCTTCTGCGGCAGA
GCGAACCCGACCACCGGAGCTCTGGACTGGGTGGAGGAGAGCGAGGAGTACGACTACCAC
CAGGAGATCGCTCGGTCCTGTTATGCTGATATGCTGCATGATCATGACAGGAATGAGAAG
TATTATCAGGGAATCCGAGAGGCTGTGGCGAGACTGAAGGCTCGTGGCGAGAAGGTCATC
GTCCTGGACATCGGGACAGGAACCGGCCTTCTGTCCATGATGGCCGTCACTGCCGGAGCT
GACTTCTGCTACGCTGTGGAGGTTTTTAAGCCCATGGCAGAAGCAGCTCAGAGCATCGTG
GAGAGAAACGGCTTTTCCGACAAGATCAAGATAATCAACAAACACTCCACAGACGTCACA
GTGGGAGCAGGTGGAGACATGCCGACGAGGGCCAACCTTCTGATCACAGAGCTCTTTGAC
ACGGAGCTTATCGGTGAAGGAGCTCTGCCCAGTTATGAGCACGCTCACCAACACCTGGTT
CAGGAG
>BJ012404 ID   BJ012404   standard; mRNA; EST; 674 BP.
CCAGCAAATGATGGCGGCAGTAAGGTTGCAAGCTATATTATAGAGAAATGCCCCACTACA
GCTGAGAGATGGCAGCGAGTTGCCCAATCCCGTGACACCCACTATACTGTAACCAACTTA
TTTGGAGGAACAAGCTATCAGTTCAGAGTCATTGCTGAAAATAAGTTTGGACAGAGTGCC
CCATCTGAGACAAGTGGGCCTGTCATGACAAAGGAAGACAAATCCAAAGTTCTCCTTTAT
GACAGGGAGGTTGATGATACTGGGCATGTCCCCAAAGGCAAAGTTCAACACTCAGATTCC
AAGAATTTGCACAACAAATATGCTATTGCAGAGGAACTGGGAAGAGGTCAATTTGGCATT
GTCCACCGCTGTGTCAACATAAGCTCTGAAAAGACCTACATGGCTAAATTTGTTAAAGTG
AGAGGGGCTGATCAGGCGATAATCAAGAAGGAAATTGCTACCCTAAATCTAGCAAAACAT
ACTAACTTCCTTCTACTTCATGACAGTTTTGAAAGTCCAGAAGANCTGGTAATGATCTTT
GACTTCATGTCTGGTTGTGACATCTTTGAACGGCTCAGTACAGCAGAATTTGAGCTTAAT
GAACGGGAAATTGTTAATTACATCAGACAGATCTGTTCAGCCCTGGAGTTTCTTCATGGT
CAGAGCTATGGGCA
>BJ012408 ID   BJ012408   standard; mRNA; EST; 706 BP.
GGAATTCGGCACGAGGGAAANCCGCGCTCTAATTTAGGTGCCCTCCTCCTTTCCAACCTA
ATTTGTTGCAACATTTTTCTTTATTTTGTGGCACATTCATCACGTCAGGGGAGAGGATCA
GTTTTATTCCCCCCTCCGGTGGAAGGAGAGCTTGTCAAGATCACCCGCCTGGGATTAGGA
TTTGACAGCAGCGGCGCATCTTGTTGAGCGTTTTGAATACATTCCTTTTTTTTCTATTTC
ACTTTGTTGGGGTTGTTCATCGTTTCTCTGGTTGGGCTGGGGGTCTGGGGAGCTTGGACT
TTCTCAGAGCTGAAGGCTCGATCAGTGTCCAGTTGGGTGTTTTTGCCTGGGTGGCTAGAT
GATGGCTACTCTGCCCGGAACTGTGCCTCGGATGGTGCGCCCTGCGCCAGGCCAGAATTA
CCCAAGAACCGGTTTCCCCCTAGAAGTGTCTACCCCTCTGGGCCAGGGTAGGGTGAATCA
GCTTGGAGGAGTGTTCATCAACGGGAGGCCCTTGCCAAATCACATCCGACACAAGATAGT
GGAGATGGCCCACCACGGAATCCGACCCTGCGTGATCTCGCGGCAACTGCGAGTTTCTCA
CGGTTGTGTGTCCAAGATCCTCTGTCGGTACCAGGAGACCGGATCCATCCGTCCGGGAGC
CATCGGAGGCAGTAAACCCAGGCAGGTGGCAACTCCTGATGTGGAG
>BJ012413 ID   BJ012413   standard; mRNA; EST; 760 BP.
AGGAATTCGGCACGAGGTCTTGCCGAGGCTGCTGCTCTTTACCCTCCTATTGGCCGGTGT
TGCTCACACCCCGCCCGCTCCCACCTGGACATGCCTACTACCCTTCGTCAGCTCAGCTGT
ACATGAACTACACAGCATACTACCCCAGTCCGCCTGGCTCACCTACAACTTTAGGTTTCT
TCCCTGCCCCCTCTTCTCTCTCTTCCACGGGAGGGTTGGTAAGAATGCCCGGCCTTCCCT
ATAATGGAAATGGAGTCAAAGACCTCATTAACGCGGTCCAAGGATACCAGTACGCTCCTG
AGGATGCACTCATGCACGCCCATGGGCCCGTGCACTCTCACGACCCAGCCAGGACTTTTG



TCACGCAGCCCAAAGAATGGGTGTGCATTTGAGATGTCAGGCAGGTGGCAGGTTCCTGCA
GAGTCCGTTTCTCTCCTGAGCAGCAGCCCGATTGGTCACTCCAGCGGAACAGACACCCCT
TTCATGTCCATCCCCACTTTCATAACCAAACTGGGGGGCCAGTATTTGGATCTTACCCTG
CTGTAGGGTCACACAAATACAAATTGTCATGTGACAATTTGCTGTGTCAAAGACATTTGT
TGTAATATTCTTTTAGATTTGTTATTTATATCTTTAGATAATAAAAATAGATGTATTTTA
TACCAAATTCACTGTGGCCTTAGCCTAAATAATAGCAATTATTATCCTATATTGCACAAT
CTTTATTGTAAAAGCTTTATAGATCATTTTTTACAGCAGT
>BJ012420 ID   BJ012420   standard; mRNA; EST; 303 BP.
GCTGTCCTCCACCGTCTGCATGCGGGTTGAGCTGTACGGCTGTCCCTGGCATGACGGGCT
GATTTCATACAGCGCCCCTGAAGGTCAGCTCATGATGCCCCCCGGATATCCCCCCGCCAG
CCTGAATGACTCTATTTATGACGGAACGCATGAGAGAAGGAAGCTGTTCGGGGGGCTCGG
CCAGCTGACGGACGGCGTGGTAGGCATGGACGACTTCCTGTTGACCCACGAGAAGCCGGT
GTGGTCCGGGTACNACTACCTGGGCTGGAGGAACGACTCGCAGGGAACTCAGGGNCACGT
GGA
>BJ012425 ID   BJ012425   standard; mRNA; EST; 702 BP.
AGGAATTCGGCACGAGGGCGTTCCGTGGCCGAACATTACCGCTTTCTGCGATTATACAGC
CCAGCGACAGTCTAAAAATGGTCATCTGGTGAAGTGTGCAAAGGGAGGAGGGCAGACAGC
GCCACCTGGGCGTGCAGCAAGGGACTGCATCCCATCAGAGCACTGACAACCAGCTTCCTG
AAGCTCTGCTGCTGCTGCCAGATGGACTGCAAACTCTGAGGATCCAAGGATTCAGGACTA
AAACCGGCTGGGGGGGCATAACGCTCACTGGAGCAGGAAAAGGAGGGCATTGGTTGGGAA
AGGAAAGGACAGGGGCTTTATGATGTCTACAAACAGGACCCAGAACCCACACGGACTGAA
ACAGATAGGCCTGGACCAGATATGGGACGACCTGCGTGCTGGCATCCAGAAGGTGTACAC
GCGGCAAAGCATGCCCAAGTCACGCTACATGGAACTCTACACACATGTATATAACTATTG
TACCAGCGTCCACCAGACCGGCCAGGGCCCGGGCCGGGGATCTGGGCATCCAGCAAAGCC
CTCCAAAAAGTCCACCACTCCAGGTGGGGCTCAGTTTGTGGGCCTGGAGCTCTACAAGCG
GCTCAAGGAGTTCCTAAAGAACTATTTGACGAGTCTACTCAAGGATGGAGAGGATCTGAT
GGACGAGTGCGTGCTGAAGTTTTACACACAGCAGTGGGAGGA
>BJ012436 ID   BJ012436   standard; mRNA; EST; 173 BP.
AGGAATTCGGCACGAGGGCCGTTCCTTCGATGNTCTGTAGCATCCCTCTGGTCGGGCATG
AACGGACGCAGCTTGCTGACCCCCCCCCCACCACCCCCCAACATGAAGCTATAACCTCTA
TGCAATGCAAAGTTACCCCATGAAGGATTAGGTATGGTGGGGTGGGGGTGNGC
>BJ012459 ID   BJ012459   standard; mRNA; EST; 600 BP.
GGGAGTTAGCATGTTCACCGTGTTCTGTGTGGGTTTTCTTCCTCCCACATTCCAAAAACA
GGCTCCGTAGGATGATCTCTAATTTAACCTCAGGTGTGTGTGGTCCTGGAACAGACTGGG
GACCTGTTCAGGGGGCACCCCCCCCCCACATTAGCTGGGTCGGCTCCAGCAGCCTCGTGA
CCTGGAAAGGGTCAGCAGATGGTTGGATGTCCATGTGTTGTTTCTTACGTTCATCCAGCA
GTATTCTGCCAAGCTATCCATCATTCCAACAGAGAATCATGATCATGTTTCTCATAGTGA
GAACATCATTCTGTGAANAGAGACATGATGTCCAGGACTGTTGACATGTCAGCCTGGACT
TCTGTCCAATTCTGGATGGCACGTCCACCACACACATTTTGATCTCTTCAGTCTGGTTTT
CATGATCATTTTATGACTTTTTAAGCTAATTTATATATATATTTTTTGATCTTAAGTAGT
TTTTTGTAGGCATCTTCCTGTCCTCTTTGANACTCAGGATGTTGAATGAATTCTGCTAAN
ATGTCAGTGTTTCTTAGTGGTAGCAGTTGAACTAAAATCCTCTGTCTGATGCTGAACAGG
>BJ012511 ID   BJ012511   standard; mRNA; EST; 228 BP.
AGGAATTCGGCACGAGGCGAGACGGTTCTACCTAACGCTCTCCGCCCTTTTAAAATCTCA
CAAACTAGTTTTATTTTTCCCGAAATGAACGAAGTATTTTAAAAAAAGAAAGTGGATTTG
TTTTTATCTTTTTGTCAAGAAATATTTAAGCTTGCTAGGTTGTAATATTCGCGTTTTTCG
CGTGTTAAGAACCCGTATAAGTGTTGTTGTTGTTTTTTTTTTTTATGT
>BJ012514 ID   BJ012514   standard; mRNA; EST; 250 BP.
CAGCCAGGTCTGGTGGCCTTATCAGCAGTGGACTCCGCCGTTTACAGTATACGCCGAAAC
TACAAAGACCCAATTTCCATGGTTCTGCGTCACATTGAACAAAGTGACCTAGGCTGTGGT
GGAGGCGGGGGCAAAGACAATGCAGATGTCTTCCGATTAGCTGGCCTAACCTTTTTGACC
AACGCCAACGCTCAGTCAACATCTGTTGATGAACCATGCACAGCGGCTGTGCGTTCTAAA
CGAGCACTGA
>BJ012515 ID   BJ012515   standard; mRNA; EST; 614 BP.
AGGAATTCGGCACGAGGTGGACGCTTATAACACAACGCCGTCACCAGGATGGCTCAGTCT
CCAGCAAGTCTCCAGAGCTGCTGGCCAGATACTGTGACTCTCTGCTGAAGAAGAGCTCCA
AAAACCCAGAGGAGGCGGAACTGGAGGACACGCTCAATCAAGTGATGGTCGTGTTCAAGT
ACATTGAGGACAAAGACGTTTTCCAGAAGTTTTACGCCAAGATGCTAGCCAAGCGTTTGG
TGCACCAGAACAGCGCCAGCGACGATGCCGAGGCCAGCATGATCTCCAAACTCAAGCAAG
CATGCGGCTTTGAGTACACGTCCAAACTGCAGCGCATGTTCCAGGACATCGGAGTGAGCA
AAGACCTGAACGAGCAGTTCAAGAAACACCTGACCAACTCGGAACCTCTGGACTGTGAGC
ACACAGACACACACACGCACACACACACACACACACACACACACACACACACNTGCNNGC
ACACACCACACACACACACACACACNTGCNCGCACACATGTATNNGCACACACACNTGCA
TATGTCNNCACACACACGCNCGNGAANNCANACAAANACNNGCACACACACNTGCANATN



TGTACACACACNCG
>BJ012517 ID   BJ012517   standard; mRNA; EST; 627 BP.
GTGACNGTGACNCAGATGGTCCTATGCTTCATAAAGATGAGGATGAGGAGGATGAGCCTC
CACCAAGTGCTCTGGCCAGCAAAGTGAATAGAAAAGACACTCTGGCTCTAAAGCTGGGCA
GCCGTTCATGTGTGCCTGACAGGGACAGGTTCGTTCAGGACGGGAGCAGTAGGGACGAGC
AGCCTCATGGACAGGGGCTCACCTGGCAGAGCAGGGAGCAGTGGGAGGCCATCCGCACTC
AGATCGGCACGGCACTCTCGCGGCGACTTAGTCAGAGACCCACCGCTGAGGAGCTGGAGC
AAAGAAACATCCTTCAGCCTAAAAATCAGGCTGACAGACAGGCGGAAGTCAGAGAAATCA
AGCGGCGGTTGACCAGAAAGCTGAGTCAAAGACCCACGGTTGCAGAACTGCAGGCGAGAA
AAATCTTAAGATTCCATGAATATGTGGAAGTCACAGATGCCCAGGACTATGACCGGAGGG
CAGACAAGCCATGGACCAAGCTGACTCCAGCCGATAAGGCCGCCATCCGAAAGGAGCTTA
ATGACTATAAGAGCACTGAAATGGAGGTTCATGAAGAAAGCAGAATCTACACAAGGTTTC
ATCGGCCTTAGCATCATCTATCAGACC
>BJ012523 ID   BJ012523   standard; mRNA; EST; 663 BP.
AGGAATTCGGCACGAGGCAGCAGACAGCTCTGTATGCCTCCCTGCGAGGCTGATCTGCAT
CGCTCTGTGCCGCGGAGGAGAAACGTGGGCGTGCTCTGAAGCACAGCAGCTTACATGGAA
ATGTTGAGGCCGTTGTCGATGGGCAGGGTGACGTTCCTCCTGCTGACGGTGGGGTTGACC
GTCCCGGCCAGCAGGTGAGGCTCGGTGTACAGGGAGACTTCCATCCCATTGGCCAAAACC
AGCCGCAGTGACCCATCCAAGCCGATGAAGTAGCTGTTCCGAACTTGATCTGGGAATGTC
GGCCAACAACAAAAAAAAGCTTTATGGGATAAGAAACAATCTTCCTACAGCTGATGCTGA
AGGAATACATTCTCAGTGACACAAATACAACAACCCGCAGCAAAAAAAGAAGCTTTCCGA
AGCAGAATATATAGCCGAACAGCTACGGCGATGTTGAGTCAGTGACAACAGAGATCAATA
CTGAGAGATTTCACAGGGCTAGTAAAGAAAAAGTTTTACAGCTGTTGCAGCAGCCTGAAG
GATACAGGGGTATGAAAACTATCAAAGCTGCAAGCTCGCCTGTGGCCTCAAAAGAAGGCA
GAGCATGCACATTCACCAGAGATAAATCCCAACCTGTCCATTACTGCTCCGATGTGACAG
CAG
>BJ012524 ID   BJ012524   standard; mRNA; EST; 721 BP.
TCCCCGCCTGCGGCTGGAGGCGCTCCACGTCACGGGCGTGGACGACATGAGCACGCAGGA
CATCTTCGGCTATTTTAAGGAGTATCCTCCCGCCCACATCGAGTGGATTGACGACGCGTC
ATGTAACGTGGTCTGGTTGGACGATGACACCTCCATCCGAGCGCTCATCAACACTAGCAG
AATGCCCGACCCGGAGGCCGTTACCACGGAGACCGGAGAGCAGCCAGGCAAAGAGAGCAA
AGCTCAGCGAGGTCCAGACTCAGAGGATGAGGAAGAGGAGGGTGAGGTGGGCGATGAAGA
GGACGGGGCAGCCAGAAGGAGCAGTGAAGTGCAGGAGGAGCAGCAGCCGAAGGAGCGCGG
AACACAGGTGGACGACCTGTCGCGGGCGGAGAGAGAGTCGCTGCTGAGGAACGAGCCGCG
GCCCGCCATCAAACCCTTCAAGGGGAACAAGCTGCTGCTGCGCTTCGCCACACAAGATGA
TAAGAAGGAGCCGGGGGCAGCGCGGCGCAGCAGATACTACATGAAGTACGGAAACCCCAA
CTATGGAGGCATGAAGGGCATCCTCAGCAACTCCTGGAAGAGGAGGTACCACAACCGACG
CATCCAAAGAGACGTCATCAAAAGCAAGAAGCCTCTGATTGGAGACAACATGGGACACAC
GCCGCCGTACACGCACCGGCACTCCGCTGACCTGGTCAACCTGCCTGAGGAGCCCATCAA
A
>BJ012525 ID   BJ012525   standard; mRNA; EST; 619 BP.
GCGGAGGCTCTCCGTTCCTCCCAGCTCACCTTGCGTCTTGGTTCTAGGACGGCAAAAAAA
AGAAAATAAACTGGCACCGTGGATGTGTTTTCTAAACTCTTCTTGCTGTGCGCGAAGCTC
GTGATCTCGCCAAGTTCCCCTCTGTTCTGACAGAAATGGCCGAGAAGCGGAGGTCTCCGT
GTGCAATGAGCGTCAAGGCGCACGCGTTCTCGGTGGAAGCGTTAATTGGAACAGAAAAGC
GGCGCAGGACGAGCGGAGAGGATGCAATGTGTCCCGGGTACGAGGAGGGCAATAATGTTT
CTGATTTAACCGGGACAACGGCGCTGAGAGACGGAAGAGCGTGCGCCGCTGACCGGACCA
GCGAGGCCGAAAGCGCCAGCGACGGATCCCCGGAGAGCGAGGACGCGCTGCAAGAGAGCC
CGCAGCCCGCAGCGCCGTGCGTGGCGCCTGCAACCGGGAGGGGAGAGGAAACGCACGTGG
ACCTGCAGGGATCAGACCTGTGGAAACGCTTCCACGAGATCGGCACGGAGATGATTATCA
CCAAGGCCGGACGGCGGATGTTTCCCGCCATGCGAGTCAAAATAACGGGTTTAGACCCCC
ATCAGCAGTACTACGTTGC
>BJ012527 ID   BJ012527   standard; mRNA; EST; 710 BP.
CCCGAAAAAAAAGAACAAGCATGACTAGGCCAGGGGACAGGGGGCCTTGCATTTTCTGAT
ACAGGACTCCCTGAAAAGCAGAATGATGAGTCAGATAGAAATGATGAGGTGTTGATAAAC
TTCCAGGATTTATTGGCTTATGCAGATGTTAATCCAGAAGTTAAATTAAGGATAAATGGA
AAAGAAATGATTTTTTTGTGTGACACTGGTGCATGTAGAACAGCTATGAAGGAACCAATT
CCAGGATCAAAGCCTGCAGCCACGCGTGTTTCAGAGAAAGCAGCAAATGGTGAAACCGTG
TACATTTCTCAGTCAGAGTTAGTGCAACTAACACATCCTTGTGGAACTAGTTGTGAGTTA
TCAGTCCTTATGTTTCCAGAATGTCCAGTCAACCTGCTAGGAAGAGAGGCACTGTGGTTG
TTAAACATCGCACTCGTCCCCACTTCTCAAGGACAGATTGAAGCTCAACGTAAAAATGAG
ATGAAAGAAGGCGGACTCTTTGTGGTAAAAGGGGGAGGCTCCCCTATTACTGTTACACCT
TGGATGTTGTAGACAAACCTCCAATGAACACAGGATTTGCTCTTTTAGCAGAAACATAAA
AACATATCATAGATGTAGGAGATGAAATGTCTCCACATGAAAAGTCTCCAGATGAAATGT



CTCCAGATGAAATGCACGTGACCTTGTGGTACAAAAAAATCACCTGCTCC
>BJ012529 ID   BJ012529   standard; mRNA; EST; 644 BP.
AGGAATTCGGCACGAGGGTAAATGAGAGACTTCTGTGCACATTGTTGAAGGACTTACCAA
CTCAAAATACCGCCGAAACGGCCCACTGTAATGAGACGGACACGCTGTTGAGTTCCCGCA
CAGGTAAACGGCCGCGTTTTCCGTCGCGTGGTTAAACTGCAAGAGGCCGACAGCCAGACA
GGCTAATAGGTTACCACCATTGAGAGGGCGGCTTTAAACCCTGGGACCCCATCTCCAGGC
TCCTGCACAGGGCTGACTGAAGGCAGCAAGGTTGTGTCTGTCCCTGTGGGAAACCTGGAT
CCTCCATCCTGCCCACCAACATGACCAACGTGGTGATTGTCAAGGAGGGATGGCTGCATA
AAAGAGGAGAGTATATAAAGACCTGGAGGCCAAGGTATTTTCTCCTGAAGAGTGATGGTA
CTTTTATTGGTTACAAAGAGCGACCTCAAGATGTGGACCAGCTGGAAACCCCCTTAAATA
ACTTCTCTGTAGCACAGTGCCAGCTGATGAAGACGGAGCGTCCCAAGGCCAACACATTTA
TCATCCGCTGCCTGCAGTGGACCACTGTCATCGAGCGCACCTTCCACGTGGAGACCCCTG
AGGAGAGGGAAGAATGGACCAAAGCCATCCAGGCAGTTGCTGAA
>BJ012538 ID   BJ012538   standard; mRNA; EST; 652 BP.
AGGAATTCGGCACGAGGCCCAATGGAGGGGCTTCTGAACGCCACGATGCGTTTCAGTGAG
CAGATGAGGGGCGGGGGGGCAGCCGGAAGATGAAGGCTCGCGCGCGGCGACCACGTTCAC
GGCTGCGAGCAGAAACGGCGCATTTCTGGGAGCTTTTCCTCTTTTTCTCCGTTCCAAAGT
GGGAATACGCGGCGGGGGGAGCGCCGCGGCGACGCAGCTGACGAGCGGCGGGGGGGTCTC
TAACAGGTCCTGAGCGCACTTTCCGACACCCCCGCCAACCGACGGGCGGACTCCGATCCG
GTGAATCCGAACGGACATGCCTCATTCTCCGCCGGCGGCGGTCCTCGCGGCGCAGCGGTG
ACTCGCGGGACTTAGCGGCGCGTCCCAACAATTTCAAAGGCTCTTGTCGTCCCACCTTCT
GTGAAGCTGTCGGCGCTCTTCCTGACACCCGGCGCTCGTCGGAGAGGCGCAGTCACGCAG
GTACGATCACACCCACTGATCGAGGAGGGAGGAGGATATTAAAGGTGCCTGTCACATGTT
TGTGCACTTATGTCGTGTTTTCATTTAAATCTTTATCTGCGGGAAGTCAATTATCCCGGT
GCCATCGTTCGGAGACATTCATGCCGCACCTGCCGTCTCTGCCGGGGGGTGG
>BJ012572 ID   BJ012572   standard; mRNA; EST; 308 BP.
GGAACAGAAATTTAAGGGACGTAATCGTTTATTAAAAGCAGAGTCAACCCCTAATATTGT
GGGTATTTGTATTTCCAGCTCTTTTTTGTCGTGTGGTTTAGCTAACATGGCTTGTGGAGC
TACGTTAAAGCGGTCGATGGAGTTTGAGGCCCTTCTCAGCCCTCAGTCCCCTAAGCGGAG
AAGGTGCAATCCACTACCGGGGACTCCGAGTACTCCATCCCCGCAAAGATGCAATCTCCG
ACCCCCAATCGACAGCCCAACACATTCTATGTCACCCCAGCCCATTGGAGGGGAACACAG
GCTCACTC
>BJ012617 ID   BJ012617   standard; mRNA; EST; 160 BP.
GAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGNGTTCNTGTGNGCGNGNGNCCCTCTCTCNCTCTCTCT
CTCTCTCNCNCNCTCTCTCTCTCTCTCTCTCTNNCNNNNT
>BJ012619 ID   BJ012619   standard; mRNA; EST; 658 BP.
GGCGGGTTCCCCGATGCCAAGTTTACCCCCACGCACGCCGTTGTTGCCACTTGGGAGAAC
GTCGCCGCGTACGAGGAGCCGTCGCGAAGCTCCGGGTCTTCAAACCGAGTCAATACATTC
CAAGCAGTGATCGCTTACGATGAGACCGACTCCTACGTTCTCTTCCTGTACCCTGAAGAT
GGTCTAAACTTCTTTGGGACGAGACCTAAGGAGTCGTATAATGTTGAGATTGAGCTTCCA
GCTAGAGTTGGATTCAGCAGAGGAGAGGTGACGTATTTTTTCTTCTCCCGAAGTGAAGGA
CCCTCTTACAGTGTAACCAGTGATGAGCAGAGTGTTAAAAACCTCAACCGGGTTGGTAAC
ACTGGGACTCCAGGTCTTTGGCTTTTCCACACTGGACACCGCTACTCCTTTGACAATGTG
ATCCCTGCGTCCGTTGGCGGACCCATTGTCACTGCGCCCCCCAGAAGATTTGTCCCGGAC
ACCACAACTCCTGAGTATGAAGTTATATACACCTTAAGCCCTGAAATCCACGAAGATGAT
GAATATTCACTGACAGGCAGGGGTCCCGCTGCAAGTAATCACTTCCAGTACCTCCAGCCT
GGAAGTCCAGAGCCTTCCTATTCTCCTCCAGAGGACTCAGGTCATCAGGTTCTGCTGG
>BJ012635 ID   BJ012635   standard; mRNA; EST; 521 BP.
GCGAGNAAAGTCCAGCAAGTGCCCGGNATCGTCTCCTAAANTAGGATTCAGATCGCACAC
ACAGTGAGGCCAAAGCTTTTGGAACATGGCCTGGTGACAAGAAGGGCGGTAAAGAAGCCA
CTTCTCTCCAAAAAAAAACCATCAGGGACAGATTGATCTTCTGCAAAAAGTATGGAGAAT
GGACTGCTGAGGACTGAGGCAAAGTCCTATTCTCCCATGAAGCCTCTTTCGATTGTTTGG
GGCATCTGGGAAAAGGCTTGTCCGGAGAAGAAAAGGTGAGCGCTGCCATCAGGCCTGTGT
CGTGCCAACAGTAAAGCATCAAGAGACCGTTCATGTGTGGGGTTGCTTCTCATCCAGGGG
AGTGGGCTCACGCACAATTATGCCCAGAAACACAGCCATGAAGGAGGAATGGTACCAGAA
CACCCTCCAAATGCAACTTGTTCCAACAATCCAACAACAGTTTGGTGATGAACAATGCAT
TTTCCAGCACCATGGAGCACCGTGCCATAAGGTGACTCAGG
>BJ012638 ID   BJ012638   standard; mRNA; EST; 682 BP.
GCTTGTGTTGAGAGGCCGGTGGTGTTTTGTTGGGACGTTTGTGAGGTTTTGCACAGAAAT
GACGATACGTGGTTCATGTGGGAACTCTCAGCATTTTCCTAAGTGTCGTAAATGAGTGAA
GAAGTGTTGAACGGAAAGACAACGTGGATTGCTGTGATTGTAAGACGAGTAGGCAGCAGA
TGATCGGAGCTGCAGTGAAGAGGACGGCGGTGTTTGTGGGAGTTGGAGCTGAAGATCGGA
GCAGGAACCATGTCTTCAGAACATCAGGAAGGTTCTGTCAGAGAACAACTTTCTGCTGCT



GAAGGAACCATCGTCCAGAACGAGGAGGAGCTCTGTCGTCACCGCAGACCGCTGGATGTC
AGCTGGAACCCGCAGCTTCAGCTACACATTGCAGTCCTTCCCCAGCATTGGGTGGTAGAA
GAGGAAGATCTCTGGAACCAGCAGAGGAACTACAGAGTGGAACAGAGTGATCTAAAACCT
ACACAGGTTAAAGAGGAGCTGGAGGACCTAGAACCTCCACAGGTTAAAGAGGAGCAGGAG
GAACCAGAACATCCACAGATTAAAGAGGAAACAGATGAGCTTTGCATCAGTCGGGATGAA
GAGAAGCTTGATTATAAGCAGGAGACTGATACCTTGATGGAGATTCCTACTTATGAGGAA
GATGAGAACAGTGAAGCAGATC
>BJ012648 ID   BJ012648   standard; mRNA; EST; 470 BP.
GGAGGACCCGTCACGTTCACAGTCAACTCAGTCCGGGAGCTAAAAGCCCCAATGGTTGGA
TTTCTCTGGGAAAAACTGAATATTTTCCATAAGTGAGTGTCCTTGCCCACAAAGAGATGG
GGGACAGTGCCGGGCTGCAGTTTGTCAGCTCCTATGCCTTTGAAGCCATGCAGAAGGTGG
ACGTGGTGCGCCTGGCCGCCCTAAGTGACCCGGAGCTGAGGCTGCTGCTCCCGTGTTTGG
TGAGGATGGCTTTATGCGCTCCTGCTGATCAGAGTGAGTCCTGGGCTCAAGACAAGAAGC
TCATCCTGCGCCTGCTTTCTGGAGTGGAAGCCGTCAACTCCATCGTCGCGCTTCTGTCAG
TGGACTTTCACGCTTTAGAGCAGGATGCAAGGAAGGAGCAACAGCTGAGACACAAGGCAG
GTGGCTCAAATGGAGAGAGCATTCTGGTGTCACAGCTTCAGCACGGCCTG
>BJ012660 ID   BJ012660   standard; mRNA; EST; 630 BP.
GGAATTCGGCACGAGGGAACGCTGCAGATGACTTTNCTAGCGCGATCATGTGGCTTCCGT
CCGATTCTCTTTCAAGTTTTCAGTTTCTGCCTTGAGACGTGGCGTCCCGCCGTCTTATCC
CCATGTTGTGCGTCGAGGCGGCTGCAACACCGCGGCGTTCATGCCGGAGGCTGCGGGCTT
CGAGGGAGTGTCAGGCCGCGCTGCGTTGCAGGAGTTCTCGGTCTCCAACAGCGAGGACTT
CTGGGCAGCTGTGGCCCGCCACAGGCTGAGCTGGATGCAGCCTTTCCACACGGTGCAGGA
CTGTGACCTGAGCCGAGGCAGGATCAAGTGGTTCCAGGGAGGAATGTTGAACGTGTCGGT
GAACTGTTTGGACCGCCAGGTGCACATCCGTCCAGAGAGGGTGGCGTTGATCTGGGAGAG
GGATGAGAGGGGGTCAGAGGTCAGGTACACCTACAGAGAACTCCTGGAGATGACCTGTCG
CGTGGGCAACCTGCTGAAGCGTCATGGAGTCCGGAAGGGGGACTGCGTCACCATCTACAT
GCCAACCTGTCCTTTGGCTGTGGCGTCCATGTTGGCCTGCGCCCGCATTGGTGCAGCGCA
CAACGTGGTGTTCGCAGGCTTCAGTGCAGA
>BJ012668 ID   BJ012668   standard; mRNA; EST; 331 BP.
GCGGATGCATGATGGAGTCCGCTGGTGGCTAAAAGTCCCAAAATGTGTTAATGTTTTGTT
TAAATAAAGTTTCAGACGTGGGTAGTACTTAAAGAAAGAGTTATTAAAGAGTACAAACAT
TTCATGTCGGCTAGATAGCTCCGTGTCCTGCGGGAATCGTTGATTTAGCTGGTCACCATG
GCGACGGACGTGGGCTCCCCCCAGCGGTTCTTCCACATGCCACGGNTCCAGCACCAGGCT
CCCCGACAGGTGTTCTACNAAAGGCCTGACTTTGCCCAGCAGCAGGCCATGCAGCAGCTC
ACTTTTGATGGGAAACGCATGAGGAAGGCTG
>BJ012673 ID   BJ012673   standard; mRNA; EST; 580 BP.
TCGCTGACCAATNCCTTACTCAGTNGCCTGCCTGGACATTCTGATGTTAAGAATTTGCAC
ACGCTACACCCCAGAACAGGATACCATGACCTTTTCTGATGGCCTGACCCTGAACAGAAC
TCAGATGCACAATGCAGGCTTTGGACCGCTTACAGACCTGGTGTTTGCCTTTGCCGGCCA
GCTTCTCCCCTTGGAGATGGATGATACAGAAACGGGTCTCCTCAGTGCCATCTGTCTAAT
CTGTGGAGATCGCATGGACCTGGAAGAGCCAGAGAAAGTGGATAAGCTTCAAGAGCCTCT
ACTTGAAGCTCTTAAGATCTATGCCCGGCGGCGCCGCCCCAACAAACCCCACATGTTTCC
CCGGATGCTGATGAAGATCACAGACCTCAGAGGCATCAGTACTAAAGGTGCAGAGAGAGC
AATCACTCTGAAGATGGAGATCCCAGGGCCAATGCCTCCTTTGATAAGAGAGATGCTTGA
GAACCCAGAGGCCTTCGAAGACCAAACAGAGTACAACGAGAGCCAGACGCCCCCTCCACC
ACCTGAACCCCCAGCAGCACCAACACTGGTTGTCAAGCAG
>BJ012688 ID   BJ012688   standard; mRNA; EST; 361 BP.
AGGAATTCGGCACGAGGCTTCTTCGCNCCGCCGCCTCAGCTGCAGCGGTGGCGGCAGCAG
TGTACCTGGGCGCTGACCTCACCTACATCCACAGCCACTTTCTGCAGCTGGCCGCCGCCT
CCTTCCTGTTGTCCGTGCTGCTGGGCCTCTTCCTGTACGTGCGTTCTGGCCATGCTGCCC
CTGAGGAGCTGGCGGTGGGGGGAAACTCAGGAAATGTGGTCTGCGACTTCTCCAAGGGCC
GTGAGCTCAACCCTCGCATCAGAAACCTGGACCTGAAGTTCTTCTGTGAGATGCGTCCCG
GACTCATCGGATGGTGTTTGATCAACCTTGCCCTGGCGCTGACTGAGATGAAGCAGCAGG
G
>BJ012698 ID   BJ012698   standard; mRNA; EST; 534 BP.
TTCGGCACGAGGCACATATACACACACACACCCACACACACAAATCTATATTTACATTCA
TATTTAAAGAAAAACAATGTATTCACTGTTTCAAATGGCCCTCTTCTGGCCTGTGATGTC
ATCGAATCTGGTGGCTGAGGGGTTAATGCTAGGCAGTTGAACGTCATTGGGGTCTTTAGG
TGCTGGTTCAAGTCCTGTCCACAACCACTGCTTTTTCCACACACATGTTCTAATCTGCAC
AGGCACTCTGAGCTCAGCAGGTACACACATAACATAGAATTTTTCAAATTCAAATATACT
TTTTTTTAGCCATATGGAAAGCTGGTTGTCGTGGCCTAGTGGCATAGGTCGAGGGCCGGA
AAGAAGAACGGTAGGTATTAATAGTATCAAAACCGGCGGGCAACCAGCTAATTTTTCGTT
TTTTCTTCTAACTTTCTGTTTTTTCCTCTCTTCCACAATTACACCTTTTTACGGCCGTGG
GCTTGCTTTTTCTCTTCATTTTCTCTCTTTTTTTTTTTAAAAAAACTTAAAAGT



>BJ012702 ID   BJ012702   standard; mRNA; EST; 620 BP.
GCTGTGTCGTGGCAAAAGTGACCCTCATCCTGGAGCTGCTGCAACATAAGAAGAAGCTGA
AGAGAGCCCAGATGTTGGTGCCGGTTCTGTTCTCTCTGCTGTCCAGGAGTTTGGAGCCCC
AAGCAGGTAACCACGGCAACATGGAGTATACCAAGCAGCTGCTCCTCAGTTGCCTGCTTA
ACATCTGCCTAAAGATGGTGCCGCAGTCCGCAGTCACGCTGGATGAAGAGAAGTTCAGCG
TGGAACTGGTGGTCCAGTGCATCCGGGCGTCAGAGATGCCCCAGACTCACCATCAGGCCC
TGCTGCTGCTCGGCGCCATCGCCCCCATCTTCCCTGAGAAGGTCCTGCACAACATCATGC
CGATCTTCACCTTCATGGGGGCCAGTGTGATGCGCCTGGACGACGCCTACAGCTTCTGCG
TCATCGACAAAACGGTGCAGATGGTGATTCCAGCGCTCATCCAGGCGTACAGGCTTCCTG
ATGGCTCCTCCTCCTCCCACGTGGTCGGCGTGGTGACAAAGGTCATGCACGTGTTTGTGG
ACGCCTTGCCTCATGTTCCTGAGCACCGGCGGCTGCCAATTCTCACCCAGCTGGTGACCA
CGCTGGGCCCCACCCACTTC
>BJ012719 ID   BJ012719   standard; mRNA; EST; 611 BP.
GGAGAGTTCTGGAGATTAGTNGCAGCATCGAGGAAGATGTGACTGTGGAGTACGGAGCAG
ATATCCACTCCAAAGAGTTTGGCAGCGGCTTCCCCATGAACAATGGGAAGAAGATCCTCA
CAGAGGAAGAGGAGGAATACGCACGCTGCGGTTGGAACCTGAATGTGATGCCTGTGCTTG
AGCAGTCCCTACTGTGCCATATCAATGGAGACATCTCTGGGATGAAGGTCCCATGGCTTT
ATGTGGGCATGGTCTTCTCAGCCTTCTGCTGGCACATAGAGGACCACTGGAGCTACTCCA
TTAATTACCTGCACTGGGGAGAACCCAAGACTTGGTATGGCGTTCCGTCTGTAGCAGCGG
AGCGACTCGAGGAAGTTATGAAGAAGCTGACGCCAGAGCTGTTTGAGTTCCAGCCTGACC
TCCTGCATCAACTTGTCACCATCATGAATCCTAACATTCTGATGGCTCACGGAGTACCGG
TTGTTCGTACCAACCAGTGTGCCGGAGAGTTCGTGATCACCTTCCCCAGAGCCTACCACA
GTGGCTTCAATCAGGGATATAACTTTGCTGAAGCGGTGAACTTCTGCACTGCAGATTGGC
TCCCTGCTGGC
>BJ012723 ID   BJ012723   standard; mRNA; EST; 684 BP.
AATTCGGCACGAGGGAACTTNTGGACGACGTGGGACAGACGCTGCTGAACTGGGCCTCAG
CTTTTGGAACACAGGAAATGGTGGAGTTTTTGTGCGAGAGGGGTGCAGATGTGAACCGAG
GCCAGAGGTCATCCTCGCTGCACTACGCTGCCTGTTTCGGACGGCCACAAGTTGCCAAGA
CGCTGCTGCGGCACGGAGCCAACCCGGACCTGAGGGATGAGGACGGGAAGACTCCTTTGG
ACAAAGCCAGGGAGAGGGGACACAGTGAGGTGGTGGCCATCCTTCAGTCTCCGGGAGACT
GGATGTGTCCAGTGAACAAAGGAGACGACAAGAGGAAGAAAGATGCGAGTAAGGAAGAAG
AGGAGGGCAGTGAACCCAAAGGAGACCCAGAAATGGCTCCTTTCTACCTGAAAAGACTCC
TCCCTGTTTTTGCACAAACCTTTCAGCAAACCATGCTGCCTTCCATCAGGAAAGCCAGTC
TGGCCCTCATCAGGAAGATGGTTCACTACAGCAGCGAGGTTCTGCTGAGGGAGGTGTGCG
ACAGTGAGACGGGACACAACCTGCCCACAGTGCTGGTGGAGATCACCGCCACCGTCCTCG
ACCAGGAGGATGATGACGACGGTCACCTGCTGGCTCTGCAGATCATCAGGGATCTGGTGG
ACAAAGGTGGAGATGTTTTCCTTG
>BJ012753 ID   BJ012753   standard; mRNA; EST; 104 BP.
GGAATTCGGCACGAGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGNG
>BJ012759 ID   BJ012759   standard; mRNA; EST; 102 BP.
GNAGCAGAGAGCAGAGCAGCAGAGAGAGAGAGAGAGAGGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
>BJ012775 ID   BJ012775   standard; mRNA; EST; 604 BP.
GGGTAGCTTTGAGCAGAAACTGAACTGGGCTTTCAACATGTATGACCTGGATGGAGATGG
AAAGATCACACGCATGGAGATGTTGGAGATCATTGAGGCCATTTACAAGATGGTTGGCAC
GGTGATAATGATGCGTATGAATGAGGACGGGCTAACTCCTCAACAGCGCGTGGATAAGAT
CTTCTCCAAGATGGACAAAGATCACAACGATGAGATCTCCTTGGAGGAGTTCAAAGAGGC
TGCCAAGTCTGACCCTTCCATCGTCCTGCTGCTTCAGTGTGACATGCAGAAGTAGGGAGG
AAGGGGCGCAAACATGGGGAGGGAAGAGGAAGGGGATGGGGTAAACGCAAGGCTGAACAG
AGGGAACAGAGAGAGCAGGGAGGGGTGCAGTCACAGGCAGCAACGACTGGAAGTGGGCCA
TGGTTGGAAGGACTCCTTATTGATGCCATTCTTTTTTCAAAACCCTGCTGTGGGTAGATG
TTTTTAGCAAGATGGTAAACTAAAACCTTTATACTTCAGATAAAGCTGACCATCACTAAC
CTGCAGCTTACTGATGGTCAGCTTCTGGTAACGGCAGATTTTGGTTTATTTTTCAGCAGA
AGCA
>BJ012792 ID   BJ012792   standard; mRNA; EST; 624 BP.
GGCTCTACTGCAGCCTCCTTCGTGTCTTACCCCCTCCAATTGGAAGTGCCAATATGGCGG
CGCCGGTGACAGACCACGAGAGGCGGAAGCAGATCAGCGTGCGCGGGATCGCGGGGCTCG
CGGACGTGACGGAGATCAAACGGACTTTTAATCGACACCTGCACTTCACGCTCGTGAAGG
ACCGGAATGTGGCCACGCCCCGCGACTACTACTTTGCCCTGGCCCACACGGTCCGGGACC
ACGTGGTGGGCCGATGGATACGAACCCAGCAGAACTACTACGAAAAGGACCCGAAGAGGG
TCTACTACTTGTCCCTGGAGTTTTACATGGGGCGAGCTCTGCAGAACACTATGATCAATC
TGGGCCTGCAGAACGCCTGCGATGAAGCCATTTACCAGCTGGGTTTGGACCTTGAAGAGT
TGGAAGAGATTGAAGAGGATGCTGGTCTGGGAAATGGTGGACTTGGCCGCCTGGCAGCTT



GTTTCCTGGACTCCATGGCGACTCTCGGTTTGGCTGCGTACGGATACGGGATTCGCTACG
AGTTTGGGATCTTCAATCAGAAAATCTGCAATGGATGGCAGGTAGAAGAGGCAGATGATT
GGCTGCGATATGGAAACCCCTGGG
>BJ012836 ID   BJ012836   standard; mRNA; EST; 695 BP.
AGGAATTCGGCACGAGGCGCAGCAGAGCGCTCGCCTGGCGGTTAACCTGGACAAGGAAGC
GTACTACCGCCGCATCAAAAGGCTATACAGCAACTGGAAGAAAGGAGAGGATGAGTTTGG
TAAAATTGATGCCATCGTAGTTTCTGTGGGGGTCGATGAGGAGATCGTGTACGCCAAATC
CACCGCCATACAGACTTGGCTGTTTGGCTACGAGCTCACGGACACCATCATGGTGTTTTG
TGACACCAAAATCATCTTCCTGGCCAGCAAGAAGAAGGTGGACTTCCTCAAACAGGTGGC
TGTAACCAAAGGCAACGAGAACGCCAATGGAGCCCCGCCCATCACTTTGCTCACTAGAGA
GAAGAATGAAAGCAACAAAGCCAACTTTGATAAGATGATTGAGGCGATCAAGGGCAGCAG
AGAGGGGAAGACGGTGGGAATCTTCAGCAAGGACAAGTTTCCTGGAGACTACATGAAGAG
CTGGGGCGACGCGCTCAACGCTGAGGGTCTGGAGAAGGTGGATATCAGTGCCGTGGTGGC
CTACACCATGGCGGTGAAGGAGGACGGGGAGCTGGGTCTGATGAAGAAAGCAGCCGCCAT
CACCAGCGAGGTTTACTCCAAGTTCTTCAAGGAGCGCGTCATGGAGATCGTTGATGCCGA
CGAGAAAGTGCGTCACAGCAAGCTGGCTGAGTCGG
>BJ012841 ID   BJ012841   standard; mRNA; EST; 636 BP.
GCTTCGACCTCTTGGACTATTTTCCGGCTCACGTAACCGCAGCCAGCCTTTAGGGACCAC
AATCATGACGGACTCCAAATATTTCACTACAAACAAAAAAGGGGAGATCTTTGAACTGAA
GGCAGAGCTGAACAATGAAAAAAAGGAGAAAAGGAAGGAAGCTGTGAAAAAAGTCATTGC
AGCCATGACTGTTGGCAAGGATGTCAGTTCTTTGTTCCCTGATGTGGTCAACTGCATGCA
GACGGATAACCTGGAGCTGAAGAAGTTGGTCTACCTCTATTTGATGAACTACGCCAAGAG
CCAGCCTGACATGGCCATCATGGCTGTCAACAGTTTTGTCAAGGACTGTGAGGACCCCAA
CCCTCTAATCCGAGCTTTGGCTGTCCGCACCATGGGTTGCATCCGAGTGGACAAAATAAC
AGAATACCTGTGTGAGCCGCTGAGGAAGTGTCTGAAAGACGAGGATCCGTATGTGAGAAA
GACGGCGGCCGTCTGCGTCGCTAAACTACACGACATAAATGCTCAGATGGTGGAGGACCA
AGGTTTCTTGGACTCTCTGAGAGATCTCATTGCTGACTCAAACCCCATGGTTGTGGCCAA
TGCTGTTGCTGCCCTGTCAGAGATCAGCGAGTCTCA
>BJ012846 ID   BJ012846   standard; mRNA; EST; 686 BP.
GCCGTACTGGCGTGATNTTGTGTCCTATTGTTCTTCTTCCCTTCGCAAAAACCTTCTCTG
AGATGGTGGTTCGATCCACAAGCTGCAAACACTCCTTATGTTCCCCTTCTTTCATGGAAA
AAAGCCCAGGATTCAGTTCCCTGGAATATCATAATGCTCCTTGGCGGGGGGTTTGCCATG
GCCAAAGCTTGCGAGGAGTCCGGTCTGGCCTCCTGGATTGGAGGCCACCTCCAGCCGTTG
GCTGAAGTCCCTCCTGCTGCAGCTGTGATGCTGATCACGGCCTTTCTGGCCTGTTTTACT
GAGTTTGCCAGCAACACTGCGACAATTATCATATTTCTGCCTGTCATTGCTGAACTGGCC
ATGCGTGTCTCTGTGAATCCTCTGTACTTCATGATACCTGCAACGGTTGGATGCTCTTAC
GCATTTATGCTGCCGGTTTCCACACCACCAAACTCCATAGCCTTTGCATCCGGACATCTC
ATGGTCAAAGACATGGTAAAAACTGGCTTTGTCATGAACATCCTGGGTATCCTCTCCGTC
TCATTGGCTATGAACACTTGGGGTGTCGCCATGTTCAACTTGCACAGTTACCCAGAATGG
GCTCACCCTGTTAACAAAACTGCTATTGCTCTTGTACCCTTCTCATCTGTGCCGCCGCTC
AACGCTACACTTTGACTGCGCTCCTA
>BJ012870 ID   BJ012870   standard; mRNA; EST; 638 BP.
GTACCGCTATTTTCCACTATTCGACGCTTTCTAAGGATCTTTAAGATACATTTGATTTTT
TTCTCAAGAGAGACATTCCAGAGAGACTTTAGTCTATAACGGAAACTTGTCCAAGTGTCA
GATGTACAATGGAGAAAGACCAAAACTGCGCTATTGCATTTAATGCGTCCAAAAGGGAGC
TGTTCACCTCTAATAATGGATACAAGTCGATGCAGAAGCGGCTTAGGTCTCAGTGGAAAA
TCCAAAGCATAAAGGACGAACTCTCTGAGGAGAGGCTGAAAGGAGTGAAGCTGTGGGTTT
CCGCTGGCCCAAGGGAGAAGTTCTTGGCATCTGAGCTTGAGGTGCTGAAGCATTACCTGG
ACAGTGGAGGAAACATGCTGGTCATGCTGGGCGAAGGAGGAGAAACGAAGTACGACACCA
ACATAAACTTTCTCCTGGAGGAGTTTGGAGTCGTGGTCAATAATGATGCTGTAGTGAGGA
ATACTTACTACAAATATTTCCACCCGAAGGAGGCGCTGGTGTCTAACGGTGTACTGAACA
GAGAAATCAGTCGAGCGGCTGGAAAAGTGGTCACAGGAGTCATCGAAGAGGAAAATGTTG
GAAACAATTCACAGGCTCTGACGTTTGTGTATCCCTAT
>BJ012883 ID   BJ012883   standard; mRNA; EST; 640 BP.
AAATGACAGGTTAAAGCCGATACAAGTCTTTGAACTTATTTTTGCGTCTTTAAATCTAAG
GTCTGCGGTCGGTAATGACGTCAGCGTTCATCTTGGCCTTAAATGTCCTCACAAAACCTC
TCAGCGGTAAGTGAGCCACGAGAAAACGAGGAGATAACACTGCTGCAGACAGAAACACGT
GTCTTCTGTGTTATCTGCTTTCTGCCATACGTAGACACACTTACAAAACCATCTAAATAC
CCACGCCTGATGATTATGGACATATATTAAGAAAATTAAGCTTAAAATTGCATTTCGGAG
TATTTATTATTCTATGTGAATCAGGACCAGATGAAGGAATGCCGTTTGTAAAAGATCCTA
TGACGTAGAAAATACGCTGGGCGGGCCACAAGCTCCTGGCTGCTCCGCTCTATTCTGATG
CATCCATGGGCGTCTTTGTTTTGAGCTGGAATCTGGCTCAAAAAACTGGATGGCTGGACT
GGGGTTGGCTAGCTCCAATATTGTTCGCCATTTTTGTTGCACCAATAATGTTAGGTTGGG
GGTTTGAGGGGCTGTAAGTTGGAGATGGAGAATGTAAGACAAAAAAAGAAATGATTCTCT



ATTTTTTTTCTGGGGCACTTGCATCTACTTCTTCTCGATT
>BJ012892 ID   BJ012892   standard; mRNA; EST; 553 BP.
AGGAATTCGGCACGAGGTGAAGGTGCCAGTCGGAGTCCTGAAAGAGATGGAGCAGAAGCT
GTCGGAGGAGCGGTTGGCCAAAATGCGGCTGGAGAACAGGATCCTGGAGCTGGAAAAACA
CAGCAGCATGATGGACTGCGACTATAAACAGGCCTTACAGAAACTAGAGGAGCTGCGCAG
ACATAAGGACCACCTCACAGAGGAGGTGAAGAACCTGACTCTGAAGATTGAGCAGGAGAC
CCAGAAGCGAAACCTGACTCAGAATGACCTCAAGGCGCAGAACCAGCAGCTCAGCATCCT
GAGAACCTCTGAGAAGCAGCTGAAGCAGGAAACCAATCACCTGCTGGACATAAAGCGCAG
TTTAGAGAAGCAGAACCAGGAACTGCGCAAAGAAAGACAAGACACAGATGGACAAATGAA
GGAATTACAGGACCAGTTAGAAGCTGAACAGTATTTTTCTACTCTCTATAAGACTCAAGT
TCGTGAGCTGAAGGAGGATTGTGAGGAGAGAAACAAGCTATACAAAGAGATGCAGCAATC
TCTGCATGAGCTG
>BJ012896 ID   BJ012896   standard; mRNA; EST; 618 BP.
CACGAGGCTGACTCTGAAGTCGTGACAAAAAGAGGAAAGAAAAGATTGCAGAGTTAAAAA
AAAAAGGAAAGGACCTTCAACAGATGCTGAATCAAAAAATTGAAGAATTAAAAAGGATTT
GCCTAAGGGAAGCTGAGCTTACCGGTAAATTACCAAAGGAATACCCTTTGGACACAGACG
ACGAGAAGGTTCCTCAAGTACCACGCTGTATTAGAGATCCTTTCAGGCTGAATGATCCGC
CCCCTTGGGACAAGGACCCAGTTTTTAGGGAATCAGACAAGCAGTTTTTAAGTGAAGGCG
ACCTCTACAAGACCGTGAAGAGTAAGAGGAGGGATGATTACATGAACGCTGTAAAGAACC
AGGAGGAGAGTGAGAAACCAATAAATGGCCAAAAGATCGCAAAAGCAAGAAAAGCCACAA
AGGGGGTTTCATTGGTCCCAACAGATGTCCACTCTTCAGCATTCAGCTCTCCATCACATA
GTCTCTCTCTAGATGATGATTACGATCTTGGTTCCCAGAGGGAGCAGTTTGGAACAGTCC
AGTATTCTACAGTTCTGCACCATGCAAAAACTCTGCACATTCCTCAAATCAAAGACAGAC
AACCTCCAGGAAATGACC
>BJ012900 ID   BJ012900   standard; mRNA; EST; 568 BP.
GGAATTCGGCACGAGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGANNNGNGCNCNCNCTCTNTGTGTNNNCTCTCTCTCTCTCTCTCTGGG
GGNGNGNGNNTCNCNNNTCTCTCTCTCNCCCNCTCTCTCTNTNTGTGTGTGTGTNTNNCN
CTCTCTCTCTCTCTCTCTCTCTCTCANANANACACNCNNNTGTCTCTCTCTCTCGCGCGC
GCGCGTCTCTCTCNCCCCNCGCTCTTTGTGTGTGTGTGTNCCNCGCGCCCCCNCNCTCTN
TNNNNNNNNNCCACACACNCTCNCCCCCCCCNNNCNNGTGTGTNTNTNTCTCTCTCNCNC
NNCACACACACAGNGGNGNNNNNNTCTCTCTNCTCNCTCTCTCTCNCCNNTNNTCTCTCT
CTCTCTNTNCGCGCNCACANNTCTCTTTCTCTNTCTCTCTCTGCCTCNCGCGCGCTCTCN
CTCTCTCTCTCTCTCTCTCTCTCTCCTC
>BJ012914 ID   BJ012914   standard; mRNA; EST; 667 BP.
GGAATTCGGACGAGGCTCCTCTCCCCGCCGCTGCTCCTCACACGCGCTCATGAGTGGCCG
CTCCAGCCCAACGGATCCGAACCAACACACCATGCCAGCCAACTGCATTATGCGCTGTCG
CAGGTTATTGCTACTTTTGCGCCCTTTGAGGAGGTAGGCGCAAGCTTGCATCACCATGGA
TTACCTTTTTCTCCTCATTTGGACTTTACCTGTCCCGCTGGTCGGCTGCACCTCAGTCAG
GCTGCTCTCCACCCTCTTGTCCTGGAATATCATCAAGACTCTGCACATCTACTGCACACA
CTCTGTTTTGGCCAGCTCCTCTTTCAGCAGCAGCCACGGATTAAATCATGACTACATCAT
TGTGACCCCAGTGGAGGTGGACTCTGACGGTGCATATCTGACACACGACGTAGGCAGGAG
AAGCCACCGCAGCAGGAGGTCTCTCTCTTCTTCTTTGCACTACAGTTTCTCTGCCTTTGG
GCAGGACTTGCACCTGGACCTGCGTCCGTCCTCCGTGGTCGGTCCCGGGTTCACCGTACA
GACTCTTGGCTCAGGCGGCATCTCCACGGTAACTGGAGATGCGGGATTTCGCAACTGCCT
GTATCAGGGATTTATCCGCAACTTGTCAGAATCCTCTGCAGCGATATCCACGTGCTCTGG
GCTGTCA
>BJ012920 ID   BJ012920   standard; mRNA; EST; 558 BP.
GGATTGTTCTGCGGCTGGGAACAGCAGAAACAAACGCGTTCAAGAACCTCTAGAAGCGTG
GAAGGGGAAGAACATGGCGGGAGTCATCCGGCGGCTGGACGAGACGGTGGTGAACCGCAT
CGCTGCGGGAGAAGTGATCCAGCGTCCCGCAAACGCGGTGAAGGAAATGATTGAAAATTG
TTTGGATGCAAAGGCCACAAACATCCAGGTGACCGTGAAAGACGGCGGCTTGAAGCTGCT
GCAGATTCAGGACAACGGAACCGGAATCCGGAAAGACGACATGGAGATCGTCTGTGAAAG
ATTCACCACCAGCAAACTTCAGACCTTTGAGGACCTTTCATCCATTGCAACCTATGGATT
CAGAGGAGAGGCTCTAGCTAGCATCAGCCACGTGGCCCATGTGACCATCACCACCAAGAC
AGCTGATGCCAAGTGTGCCTACAGAGCCAGCTACAGAGATGGAAAACCCAGAGGCCCCCC
CAAACCGTGTGCTGGGAACCAGGGGACCCAAATCATGGTGGAGGACCTCTTCTACAACGT
GTCCACCAGGAGGAAAGC
>BJ012932 ID   BJ012932   standard; mRNA; EST; 248 BP.
ATAAAAGGAAGTAGATGGATTTTGTTTGGACAATCTGAATGCTTCGCCGCTGCCCCCCTG
AGGCGGCGTTTGGCTAAAGCAGCCTGAACTGAGGCCAGTCGCAGGCTGGTTGATGGGGAA
GTGAGAAGCACAAAGTGAAAGCCGTTTGCGTCACGGCTGCCTACTGGCTGTTACTGTCGG
AGGCGGGTGTTGTTGCTCAAGGGAAAAAAAAGTTGGAGCTCCAATTCCCAGGTATCTCCT



TTGAAANA
>BJ012940 ID   BJ012940   standard; mRNA; EST; 603 BP.
TTCGGCACGAGGNAGACAACAGNACGAAGGGTCGAAGTCCACCCTCCTGACCCTCCTGCC
TTCAGGTCCAGGCATGTGACCCTTTTTGCAAAGACTTTGTTTTTCCAGATGGAAGTTATG
AAACAGACCTGGCGTCTGTTAAACTTTTGTCTGAGAGCTTCAGCAGAAACTCAGGTCTCT
TTGTCTTCATCTACATCTCCTCCGATTCAGGTTCTACGCTTCTGAGCTGCACATTTCTCC
TTTAGCTTTTCCTGCAGGTCAGGAGAGGGTTCACTTACTTTGTTTTTCCTTCAGATTGTT
TAGAATACCATTGACGGCTTATTTAGTCTCCCACCCACAGACGGACTGCGACTCCCACAT
TTGTGGATAATCTCACATCANAGCTTCCTGGTGTCTGAAGCACAACGTCACGTTATGAAC
AAAGTTTATCCAAAAATGTACATTTGAATTCATTCTTTTGATCTTTAAGTTAATTAAAGA
AAATGACATCAGGGCAGCGGCTGAACGTCTTCGACTTCTACTTTAATCTTTGCGAATTTA
AGCTAAACTGAAGATGGGTAAATGAGTGTGCTCACTGCCACTTAATGGATAGAATAACTG
TAA
>BJ012969 ID   BJ012969   standard; mRNA; EST; 602 BP.
GAAAAACTAAAGGTGCTACATGAGGATGAACACAATGAGAGGGAAAAGTAACTTTCGTTG
CTTTCATTACCTTCATAACCAGATGGAATATCTATCAAAAAGAGGGAATGAAATCAATTC
GATTAAAACCTTGAGTCATTAATAACCTGTCTTTACACACATGGGAGGAGTTTTCATTTA
CTTGAAAGGGGAAGATTGAACTGAGTAGATGAAGAGGTGTGGCTACAGTTTGATTGAGGG
GAAAAAGCGACTCAGCTTCTATTTCTCATTTGATTGCCTTGTGCAGCGTGTGTGGGACAC
TTACCATTCAGAGCCACAAAAGTATCTGCAAGAAAAAGAATAACGAACCTTGTTACTGTG
TGCAGCCATAGGGGCTTATATGCTTTAGAGCAATAAAAAAAGCCATGATTTTTAGAGTCA
TTTGAGAATGACTCACTCTCTTCTTTTCAGTTTTAATCAGCAGGAATCTAATCAGAAGAT
GAAAGTCTGGGAGTCTGAGTTTCTTTGGCTAAACATGCACTTTGAAGGAAAATTCATGGC
CTTTATTTACCCAATTACTGATTGCTTTGAAGTGTTTTATCTTCTTTATTTCTGTAAGAA
AA
>BJ012971 ID   BJ012971   standard; mRNA; EST; 647 BP.
AGGAATTCGGCACGAGGCCCGACCCCACTACCCTGGGTCTGAGAGGATTGTCTCTTTGTT
TTTTGTTTTTTTGTTTTCTCCCCCCTCCCCACTTATTCTTTGGAAAAGAAATTAAACTTT
GTTTTCGGGCAGAACCTGCCGAGGCCGCTCTCCCTTGTTGTTCACAAACACTAAGAAAAA
GGGACGAGGTCGTTTTTACAAAAAACTCTATTGTAACATAATAAAGGATGGTCAAATATT
TTTTTAGCCCCCGTCCTGCGCTCATGTTTGCTCTGGGCCTTTGCACACTGTGACCCTCCC
CCCTCAGCCCTGACTGTACTGGCTGTAGTGGGCCAGGTTGGTTCTGAGCTGAAACTTGGC
TGTTGGGTGGAAGTTCTGCTGCCCTGAACGGGTCTGATGCACATCTTCAGAGGAAGGACA
GCACAGACAGGCCTGGGGGTGGGGGGGGTGTCACACTTGGACCCATCAATGAGCAGGCTG
ATCAGAACCACAATGACCTGCTGTTGTGACTTTTAGGCAGATGAAGGACTTCAGTCATTA
CTACATTGTGCAACCTCAGGGTATCCAGCAGAGGGCGGGGCCACAAACGCCACCTGCACA
GGTGATAGTAGAAGAAAACAGCTTTAAGGGATCATGTCTGTCAGAGG
>BJ012977 ID   BJ012977   standard; mRNA; EST; 647 BP.
AATGGGCCTTTCCCCTACTGGGCAAGGACAACACAATTGAACACTTGCTGCCTCTCTTCC
TGGCTCAGCTCAAAGATGAGTGCCCTGAGGTGCGTCTGAATATCATCTCCAATCTGGACT
GCGTGAATGAGGTGATCGGCATACGGCAGCTGTCACAGTCACTGCTGCCCGCCATTGTGG
AGTTGGCAGAGGATGCTAAGTGGAGGGTTCGTCTCGCCATCATAGAATACATGCCCTTGT
TGGCAGGGCAGCTGGGAGTGGAGTTCTTTGATGAAAAGCTCAACACACTTTGCATGGCCT
GGCTAATTGATCATGGTAAGAAACAGGTTTTTGTGCTTTTAATGCACCTTCATAAATATA
TCATATTGAGAAACTGTTTGCAGGGTAAGCATTAGCTGTCAAAACATTTCAAGCTAAAAC
ACCGCTTAACACCGGCTCTGTAATGAATTCTCTTTGTTGCATTCATCCGCCATGTCTTAA
AGTGACGTCTTTAAACCGCTCCATGATTACATGTAGGCGACACACGGAGCAGCTCGTTAG
CATAGCATCGTAGCATTATGGCATCGTAGCATGATAGCATGGTATTATCAGTGTCTAACA
ACTCAGCTGTCTCCAAATCAACACTTTTTTTTTAAATGAAACTTTCT
>BJ012989 ID   BJ012989   standard; mRNA; EST; 109 BP.
GGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
>BJ013001 ID   BJ013001   standard; mRNA; EST; 509 BP.
TCACGCTCCAACATTGACGCCATGTTTGAGGCATACATCGCCAACCTCCGCAGACAGCTG
GATGGGCTTGGCAACGAGAAGAACAAGCTGGAGGGAGAACTGAGGAACATGCAGGGATCA
GTGGAGGACTTCAAGAAGAAATATGAAGATGAAATCAACAAGCGTGCCTCTGTGGAGAAT
GAATTTGTGCTTCTCAAGAAGGATGTAGATGCCGCCTACATGGGCAAAATTGAGCTGGAG
GCCAAGGTAGATGCTCTTCAGGATGAAATTAACTTCCTCAGAAGTATCTACGAAATGGAA
CTCTCTGAGCTTCAGGGACAGATCAAGGACACCTCAGTCATTGTGGAGATGGACAACAGC
CGCCACCTGGACATGGACGCTATTGTGGCTGAAGTCAGAGCTCAGTATGAGGAGATTGCC
AACAACAGCCGAGCTGAAGCTGAGAAGTGGTACCAGCATACATACAGCATTTCCTGACAT
TTCCTGGTAGAGAGAGCGTGTTTTTTTAT
>BJ013007 ID   BJ013007   standard; mRNA; EST; 651 BP.
GGGGAAGAATACGCCAAAGAAGCAGTTGGAGAACTGAAGAAACGCAAAGTTTGTGCTTCA



CCACCATGCCCCAGAAAGACTACAGAAGTCCGGCCAGCTGGGAGACCGGAGTGGCCTCCA
TGATGCAGAACAGTCACAGCGGGGTCAACCAGCTCGGGGGGGTATTTGTGAATGGGAGAC
CTCTGCCCGACTCCACCAGGCAGAAGATCGTGGAGCTGGCCCACAGCGGTGCTCGGCCAT
GTGACATTTCCAGAATCCTTCAGGTGTCCAATGGCTGTGTGAGTAAGATCCTGGGCCGAT
ACTATGAGACTGGATCCATCCGTCCCCGGGCCATTGGAGGGAGTAAACCCAGGGTGGCCA
CCCCAGAGGTGGTTGCTAAGATTGCCCAGTACAAGAGAGAGTGTCCGTCCATCTTTGCCT
GGGAGATCAGAGACCGGCTGCTGGCGGAGGGCGTCTGCTCCAATGACAACATCCCCAGTG
TCTCTTCAATAAACAGAGTCCTCAGGAATTTGGCCAGTGACAAGCAGCAAATGGGCTCAT
TGGGAACAGAAGGGATGTTTGACAAACTCAAGATGCTCAACGTGCATACCAGCTGGGGGG
GGCGCTCCAGCTGGTATGCTGGGACCACACTCTCCTCCACAGAGTGTCCGC
>BJ013009 ID   BJ013009   standard; mRNA; EST; 480 BP.
AAGCCGGATTTGTGTTTTTCATTTATTTTATTTTAAACTACACTTCTGTTAATTATCCCG
AGCCTTAGCGTCATTTAAATGAACTCTGGAGGCTGCTCATCCCGGGACTGTCAGAAATAG
GAGTAATCGGTGACCCGTATCAGACCGCAGAGCCACACTGGAAGGTTGGAAAGGACAGAC
CCCTGAGAAGTTTCCCCCCCGATCATGTCTGCCTGTGTTCTTGGACCGGAGAGGCGCCGT
CCGCGCCTCCTCGATGCGGGTCCCCGCGTTTGATGATGAAAATGAGGACTATATTTCCCT
TTTTTTACTGAGTTTTAGCCGACGTCTCAGACCGCAATGCAGGGCTGTATCATTTTCATC
AGCTTGTTTTTAACGGCGGCCCGATCCCAAGATATCCATCCCTCACAGGCTTCATCCTCC
ATTAGCGAGTCTTGNGACTCCCTGTGCTCATGTGAGGTGAAAGACGGCATCCTTCATCTC
>BJ013018 ID   BJ013018   standard; mRNA; EST; 614 BP.
TTCGGCACGAGGCGGGAGTNGGTCATGTCTGAGCTGCTGAATGTCCGCCTGCTGCTGTGG
GGATGTGCCTGCCTCTGGCTGTGCAGCCTGGCTTCAGGGGCTCTGGTCATCTCTGGGGAC
AAAAAGTCTCTGCAGGAAAAAATGCAAGTTGCCAAAAAATTTAAAAAAAGAAGCACAACT
GAAAAGCTGGTGGAGCTGCACAGCGTGACTGTGGAGTGCGTTGTCTCATCTCGCTTTGCC
CACACTGTCATGACCTCAGTGGCTCTGAACAAAGCCAACTCTTCCCAGGAAATATTTTTC
GAAGTGGAGTTGCCAAAGACTGCATTTATCACAAACTTCAGCATGGAAATTGAAGGTCAG
GTTTATGTTGGAGAGGTGAAGGAGAAAGAAAAGGCAAAGAAGCAGTATGAGAAGGCTGTC
TCTCTTGGACAGACAGCTGGACTGGTCAAGGCTTCTGGAAGAAAGATGGAGAAGTTTTCC
GTGTCTGTCAACATTGCAGCGGAAAGTAATGTGACTTTCATCTTGATTTACGAAGAGCTT
CTTCAGAGAAACCTGGGCCAATATGAGATACTGACTCGAGTTAAACCCAAATCACTGGTT
CGGCAGTTTAAGAT
>BJ013019 ID   BJ013019   standard; mRNA; EST; 653 BP.
AGGAATTCGGCACGAGGTTNAATCCCTTCCGCTTTGTGTCTGTGCTTTTTTGTTTTTGTT
TTTTCTTTGATATTTAAACTCTCTGGTCGCCTGGAATGGATCCTTTGAGCGAAAGTGGGA
TGAGGACGCCTCACAACGGCGCTGTGGTCCAGCGGAGGAGCAAAACGCGGAGCTACAGAC
AGTCGTACCGCAGCTGCCTTGGCACCGCCTCCAGGCTCGGCCTCACGCCGGCGCTGACGG
CGCGCAGGCTCAACGCCAGCAGGCGAGCTGCAAAGCCGCAGAATGTCGCCGACAAAGTGA
ACCCGGAGCATCTGGCCTTGTTGGTGAAGGCGGAGTGGCAGCTGTCGTACGTTACTCCCC
TCTACCAGTTCAGACACACGCAGCTGAGGAGCTACTCCAGGCAGCTGGCGGCTTTTATTG
TGGCGGAGAAGCAGCAGGGTTTGGCGGTGGAGGTCAGCGAACTGCACAACAGCTACAGGG
TCTCCTTGTCTGTGGTTCAGGGGTTAACAGAGTCAGAGGATGACGCTGAAACGGTCCTCA
TACAGATCCACTCCAAGCCGATGTTTGCACGGCAGGATGAGCCTCAGAGGTCCGTGTGGA
GCGGCTGGCTCACCTGCGTCCACGGCAGCCCAGAGTACCTGCGCTCCCTTCCC
>BJ013021 ID   BJ013021   standard; mRNA; EST; 521 BP.
AGGAATTCGGCCGAGGTGTAGGCGGGTATGATGGACAGGTGTATCTCAATACTGTGGAAG
CCTACGACCCTCAAACCAACGAGTGGTCACAGGTAGCGCCTCTGTGTCTGGGCAGGGCAG
GTGCTTGTGTGGTGACCGTCAGACTGTAAAAAAAAAAACAAAAAAAAGACTTTCAATGGC
ANACTGCACAGGATTGGGCTCANANACTGTCTTCATCGTCCCTGCTGAAAATTATGAACA
CTCAATGATCCAGCTGCACACAAAACATCCTTTCTGGTTTGTTTTTATATTTATGCNCAC
CATTTATATTCTTGGGANAAATTGNGTTGAAGTTTGACTTCAGCATCCTGACAAATGTTC
ACATNTGAGCGACTTCCAGCAAGGACCGAGCTGCCACCTGCACACACAGGGAAAACANAT
CTGCTGCTTTTATCCAAGTACAACANAACTGCTGTCTTACAACTTTAAATTTTCTGCCTA
TTANATTTTTTCCTCTACACAAACTATCTCACCCTGACANA
>BJ013051 ID   BJ013051   standard; mRNA; EST; 678 BP.
GGTCGAAACCGTTTCCTTCTGTTGAGTGTGTCGCTGTATGGCCAGATACATGAGGCCTCC
AAACACGTCTTTGTTTGTCCGGAACATCTCCGATGAGTCCAGAAAATGTAAAAGCATCCA
GTTGTGGAACCAGCCACAAAGAGTTACAAAGACCCATGTAGAGTAGCTGTAAAGACAAGT
GACACAGACCCGCAGGAACAGAGGGAGGGAAAAGATTGAAAAGAGAAAGTAAAGCGCCAA
GAGGAAAAGGGAACCAAGACAAAGCTTGGAAATGGCGGCAAAGAAATGGGGAAAAGAAAA
GAGGTTTAAGAGGAAAAGCAAGCAGAAAACCCAAGTCTCTCTGGGAGTCGATTAAAGCGT
GTAAAGATCAAGATGAAGTTCAGAGTCAAGCATGGGTAAAGGTAACATGTCTGAATTATT
TTGTATCCTCCCAAGACAAATCTACAAATTTGACGAAAGACCCCAAAAATCAGCTTTACG
TGTGACATTGACATTTTAATTCTGGTCAAAGCAATTTAATCAAATACTAATGTTTGTTTT
TTGTCCTGATGCCATGGACAAATTGTTCATTTGAAAACCCTGCTTCATCTTTTATCGCTA



CGAAAATGCACTGAGCGTGTTTGTGTTATGTGCTGTTTTTCCACACTTGCTGCTTTTTAG
CTTTAAAAAAAAAAAGTT
>BJ013062 ID   BJ013062   standard; mRNA; EST; 657 BP.
GAACAAACTGACATGAACCTGTAGTTCAGGACCGACCCGAACTCACTCGGACTTTGTCGG
AATGGATGGTCTGGAGGTGAAAGTTTCCTCCATTTTGGATGAACTTATAAACGCAACCGT
GTCGGAAATGTCTAGAGATCCCGGCGACCGTAACTCAACTGGATTGTCTCCGTGTGTGAG
TGAAAACACCGAAGGCTCCGCCGACGAGAAGATGCTCCAGCTCAGGCTCTTCACGGCGCC
TTTGGTCCGTGAAGCTGCAGAGAAGATCGGCCAGCTTTTCCGCGAGTGTTCTTCCGATCT
GCAGCAGCAGGTGTCCCAGGGGGCGGCCGAGGCCGCGGAGCTGAAGAGGAAACTGGAGGT
GGTGGAGATGGAGCTGAAGCTGGTGCTGGAGGGCAACGGCGGGCGGGGGGAGGCAGCAGA
GCGGGCGGAGAGGAGGAGCACCCCGAATGGCGGGGGAATTGGAGAGGGTGTCCAGCGTTC
AGGGAGGAAGAGTCGTAGAGTGGTGACCGTCGGTAACACTGGAGTGAAGAGATCTCCCAT
AATCCATCTGTGGAAAGGCAGAACATACGAGGTAAACTCCACCCGCATCTTCGTCTTTCC
TCTTTTACGGCGTTGTCATAGAAACTGCATTTAGGAACTTTGGTACAATATTCAAAG
>BJ013068 ID   BJ013068   standard; mRNA; EST; 631 BP.
GGAATTCGGCCGAGGATGAGCTGCAGGCCCGCAGCACTTCCACAGCAGCTCAGACGCCGG
CGGGAAGAAGAGGAGCTCCATCGTCAAGCTGAGCTGCAGGCTGAAGCCCGTCAGGACGGC
GGATTCCACAAAGCAGACGCCCACCAGCACCACCATGACAAAGCGGGGAGCAAACCGGGG
GACAAGCCCAAGAGACCCAGCTCTCTTCTAGGAAACAACAATGTAATGAAGCTGAAGCAG
ATCATCCCTCTGCAGGGGAAGTTCTCCTGCGGTGCCTCCCGATCGCCGGCCCAGTCTCCA
ACCGGAGGTGAAGCAAAGCTCCCCGGATTTCTGAAGTTCCTGAAATCTCCGGAGGGGAAA
AAGGAGCCGGCAACAGCTTGTGGAACAACTCCGGCATCCACGGCGACGCCCGCAGTTCCT
GCAAGCAGCCAGGAGAGGTCACAGTCCCCCAACAGGACATTCAGCCCTGGAAAACTGTTC
AGCTTTAGCAAATCAGAGGGCTCTGTGGTGTGTGCAAATGGGACACAGCAACCAACCCAG
GCATCTAACCCTCAACCCAACACAACACCAGATGAACTTCCCTCCAACGATTCCGACAAA
GATTCAGAAAATGCAAAAACTTCCTAAAAAA
>BJ013090 ID   BJ013090   standard; mRNA; EST; 648 BP.
AGGAATTCGGCACGAGGACCCTTGAACAGCTTTTCGTACTCACGATGCCGGTACGATTGT
GACGGAGCTCGAAGTCGAACACCCCGCGGCCAAGTTGATCGTGATGGCGTCCAACGCCAT
GCAGGAAGAGGTTGGCGACGGGACCAATTTCGTCATTTCGCTCGCCGGAGAGTTGCTTGG
GCAAGCTGAAGGACTGATCCGAATGGGCCTGCATCCGAGTGACATCATTGCTGGCTACAA
GAAGGCCGGTGATAAGGCCATCGACATCCTCGCTTCCTGCATCGTCGGCAGTGTCGAAGA
CGTTCGCGTTGTTGCCAACGTGCTGCCCATCCTTCGCACCGCTATTGCTTCGAAGCAGTA
TGGATATGAGACTTTCCTTGCCACCATCGTCGCTGAAGCCTGCGTCAATGCTTGCCCTTC
AAACCCTGCAAGCTTCAACGTGGACAACGTTCGCATCGCGAAACTCGACGGGGGTTCAAT
CACGAATTCCCAGCTCGTGCGAGGCTTCGTGATCACTCGTCCAACTGAGGGTACCATCAA
GCACAAGAAGGCTGCCAAGGTTGCGCTGTACGCCTGCGCGATCGATGTTCCCACCACTGA
GACGAAAGGCACCGCCCTGATCGAGAACGCTGCCCAGCTCATCGACTA
>BJ013100 ID   BJ013100   standard; mRNA; EST; 274 BP.
TTCCTGATCTTTTTTTGTCTTCCCCTTTTTTCCCAAATGTTTGATTTCTCCGCTTCATGG
TTTGTGAAGGTAATGGTGTAGTGGGAGAGCGTCTGCGACTGGGAAGTTGTGGGTTCAAAT
CCACCATGGTTGACGAACACCAAAGACTCCAGAAATGGGACCCAAAGTGTCCCTGCTTTA
CACTCGGCTCTACAATGCTGGAACGGGGGGGGGGTAAACCACCAAAAGGTTCCGGANCNC
GTAGTTCCTTTTTTTTTGGGGGGGGGGGGNNANC
>BJ013101 ID   BJ013101   standard; mRNA; EST; 574 BP.
CGGCACGAGGACGTTTCGGACCGTGCTGGACGACAGGAACCCGAGTGCCCGCTATGTCAC
CGTGCCGCTTCTACTTCGCCGATGTGTGGATGATGTTCAGCGAGATCTCCTTCCAGTCTG
CCAAGGACATTCTTCCGACGCAGATGACGATGGTGGGAACGCCGTCTACAAAAGGGGATC
ATACCAACAACACCTCTGATCACAACAGCAGCACAGCGCAACCTCCCACAGCAGCTGCTC
CATCAGCCAATGACCCAACAGAGGAGACAAACACTCCCATTCTGATTGGGTGCCTGGTGA
CCATCATCCTCCTGTTGGTTGTCATCATTTTCCTCATCCTGTGGTGCCAGTGTGTCTGCA
AAGTGTTGGAGAAGGCTCCACGCCGGATCTTGGATGAAGAGGTGACGATTCGCCTGTCGT
CCTGCAGCGACACCATCATCATGCAGACCCCACCTGTGCCCCCCCGTACTGGACACGCCC
CCACAGGCCCGGCCAACACCGACCCACACTATGAGAGGGTGTTTCTGTTGGACCCACAGT
ACCAGAACCCGGCAGTGCTGAGAAACAAGCTTCC
>BJ013106 ID   BJ013106   standard; mRNA; EST; 125 BP.
GTACCGGATCCTGGANCACAGGTCACCTGTACANATTACACCCACCTTCCNTNTACCATG
ANCTCCCGGGTGTGTAAAACTTGTGGAGGGGGTGACATTGACGTGGACCAANCCCGGGGG
AGCNC
>BJ013151 ID   BJ013151   standard; mRNA; EST; 625 BP.
CGAGGGTTCCTGGGAAGAGCTGCTAACATATATCCCCTCTCACTGCTTCTCAATCTGGGA
CGACGCTACAAGATTAGATCGAACTTCCAGCACATGATGATGTTTGCAGGTCTGAGAGGC
GCCATGACGTTCGCCTTGTCCATCAGGGACACGGCCACATACGCCCGTCGGATGATGTTT
TCCACAACTCTTCTCGTTGTCTTCTTCACTGTTTGGATTTGTGGCGGTGGTACCATGCAG



ATGCTGTCCTGCCAGCGTATACGAGTTGGGGTTGACTCTGATCAGGATAACTCTATGAGT
TTCACTGATGGATCAGAGAGGAGAAGCACCAAACAAGAAAGTGCCTGGCTCTTCAGAATT
TGGTACAACTTTGACCACAATTACCTGAAGCCCATCCTGACTCACAGCGGCCCACCCCTC
ACAGCGACCCTGCCTCCCTGCTGTGGCCCCCTCGCCCGCTTCCTCACCAGCCCACAAGCC
TATGAGAATGAGGGCCAGCTGAAGGATGACGACTCTGACCTCATCCTGACGGATGGTGAC
ATCAACTTGACCTACGGTGACATAACGGTCAGTACCGACGCCTCAGGTTCCCACACCAGC
AGCGGCCTAGGCTACACCGGCGCTG
>BJ013172 ID   BJ013172   standard; mRNA; EST; 432 BP.
CCCGCGCGCGTCCGTCAGGAGGTCCATGGAGGAGAAGGTCGCCAGTCTCCGAGCTTTGGC
GCCAGTTTGAAGCGGCTCCGCCCGGAGGGACGCTCGGGTTTTAGGCGCCAGCTCCAGGGA
AACCCGCCCGGCCTGCACAGGCTCTGTGAGCGGGCAGCTCCGCCTCTGACTCCCGGGGAC
TCGGAGCGAACTTCAAGGAGTCTCTTGGGGTTTGCTCGGAGTGTGGGCCAGCGCGTCCGA
GGACCATGCGAGGACAGCGGGAGCAGAAGGAGCCCACGAGTGTCGCCCCCACGGAGAGGT
CAGAGAGGAGCANAAAGAGGAAGGCAGATGTGGCCATTGTACGTGAGCGGACCAGCTGGT
CTGAACTGGTCCATCAGACTGGTTCTGCTCTCTTTATGGTCCGGCAGAACCTTCANCCTA
TGGAAGCCCAAA
>BJ013173 ID   BJ013173   standard; mRNA; EST; 385 BP.
AATGGATCTCTGACCATTGTTCAGAACCGCATCACGGCCTTTTGGTTCAAAGGGAAGGAG
CTGGCTCTGGCCTTCGGCCTGACTCTGGCCTTTTCTCGCCTGGGGTCAGTCCTGAACTTC
TTTCTCACTGAGAAGTTTGAGGATAAATTTGGGATGGAGTGGACCCTGTGGGGTGGAGCT
CTTTTGTGTGTTTTGGGTTTCAGCTCTGCTATAATAGTGAGCGCTATGGACAAGGTGGGA
ATGAAGCANCTGGGTCTANAGGGAACAATGCAGGAGGCATCTCGAAAAGTGCGAATTCAG
GATGTCAAGCTTCTGTCTCTGAGATATTGGCTGTTGGTTCTCACCATCATGTTTTTTTAC
AATGGCATCTTCCCCTTTATCGCAG
>BJ013175 ID   BJ013175   standard; mRNA; EST; 309 BP.
TCCTCCTGATGCGTCGNTGNCGCGGGGACGATGGCGCGAAGGAGCGCTTGAACCATGGCA
CATCGCTGCAGCAACTACATTATTTTTTCCCCTCAACTGCACGCATTCCGTCGCTTCAAC
ACCTTCCAACGCCAGCGTGACTCCACCAATCTTTGACCTGCGCTATTCAGACCCGCTCGA
CTGGATTTCCCCCCAAGAGGACTCCGGGCAACTTATAGTATACAAGTCACGAAGTTCATT
TCTTTGGGAGAAACTTTTTAAAACAAACTTTGGTCATAAAAACTAATCTCAAATCACAAC
CTAGCGGCT
>BJ013188 ID   BJ013188   standard; mRNA; EST; 654 BP.
CCCTGAAAAATCGAAGTTGGCGGCCTGTGGAAGCTCCTCCCTGAGCGATGGCCTCACCCG
TCTCAGTCTACTCCAACACTCGGGACCCTCAGATCCGCACTACGGCCAGAGACTCTCTGA
AGATGGACTTGTTAGCAAATGTGTCTCTGCTGCCTGGAGAGGAGAGGATCATAGATAAAG
ATGTCATTTACATCTGTCCCTTTAACGGAGCTGTCAAAGGCAAAGTGCTGATCACCAACT
ACAGACTTTACTTCAACAGCGTGGATCTTGATGTTCTGGTGTCACTCGATGTTCCGCTGG
GGGCCATCAGTCAAGTGGAGAAGATGGGCGGGGCTTCAAGCAGAGGAGAAAACTCCTATG
GCTTAGATATCACCTGCAAGGACATGAGGAACCTGAGGTTTGCCTTGAAGCAGGAGGGCC
ACAGCAGAAGAGATCTCTTCGAGCTGCTCTTCAGATATGCTTTCCCTCTGTCGCATGGCT
CGCCTTTGTTTGCGTATTTGAATCAGGAAAAGTTCCCTGAGAACGGCTGGAGCATCTACA
AACCTGTGGAGGAGTTCAGGCGTCAGGGCTTACCTAATAACAAATGGCGCATCACCTTCA
TCAATAAGAACTATGAGCTGTGCGACACGTACCCCACCGTGCTGGCTGTGCCGT
>BJ013209 ID   BJ013209   standard; mRNA; EST; 617 BP.
GAGGAATTCGGCACGAGGCAGCCTTGTATCCTCTGTTTTGCGGTGTTACAGAAAACAGAC
CTTCCTTTAGCAAACCAGAAAGCAGCTCTCCGGACCCTGCAGCAGATGGACATGAACGAT
GAGATCAGGAGCACTCTCATGGAGCTGTACCGGGACACCCAGAGTCCACTTGAAAAACGG
ATAGCAGCTTATTTGGTTCTGATGAAGAAGCCCGACCGAAGTCTTCTCAGAGACTTGGTG
AACAGCCTGATGAAGGAGAGAGACAAACAACTGAGGAGCTTCGTGGTCTCCTACTTGAAC
AACATCCTTCGCTCTGAGGACCCTCAGATGCTCCAAATCAAAGCGGACATAGAGAAGGTC
CTGCAGGGTGAGCTGCCACCTCAAAACAATGTCTTCCATGGACTGTCGCGCAACTACAAG
ATGGAGTCCCCCCTGGGCTCAGTGCACAGTAATATCATCTTTGATGGCAGAAACACACTG
CCAAAGGAGGTGATACTGGAGGCCACCATGAAGGCTTTTGGCTCCAGTTACGACATCTTT
GAGGTTGGAGTGGAAGGGGCGGGATTTGAGCCAACAGTTGATGCTCTATTTGGGGAGAAA
GGCTTCTTCTCTGAATC
>BJ013214 ID   BJ013214   standard; mRNA; EST; 653 BP.
TCCTTTAGTAAAATGTCCCTTCAGGTGACACGCATGAAAACAGAGTGCAGGCTGGGAAAC
GGAGGCTCCAGACTCAACTCAGGGATTTTCACTTTGACCAAACAGAGAGATAAATAATAA
TCCCTCAAAGCTGTTCCATTTATTCATCAATGATTATAATATTTGTATCAAACAGTCGTG
GATACCGGTTTTTTGGAGGGTTATTCACACCAACAGAGGATCTCATCTTTGAAGGAAAAC
TTTTCAAGAAGCTTCTCAAAAACACAGGTCACTGCTCTTCCACCAAACAAAATAGCTGCT
GTTGGATCCCTGCTGGAACCAAACCTGGACTGAATCCAGAGGTTTCTCTTTTCTTTGTCT
GCTCTGGAGATGTGGCTCATTTTAGCAGGTTTAGTCACTCGACCTCTAAGGAAAGCAACG
ACCTTCAATGATCAATGATCTGTCTGTTTCATTGTCAGTGTAAGTCCTCAGGTAACCAGA



TTCAGTTTCTAACCATAACTTACATTATTAAAGAAGAGCCATCAATAAAATGAAGAGCTA
GATACTGGCACCAATGATTGAACAGTTCATCTGATCTCAAAAACACTTACAGAATTCTAG
AGGGGAGCTTAGAATTGTAGAAAAGTCCTTTTCTCTGATAAGTCTCACTGCAG
>BJ013224 ID   BJ013224   standard; mRNA; EST; 650 BP.
ATTCGGCACGAGGGCTATATTNTTTTTGAATCTGTTCTTTTGCTGTGTTTGGCTTTACAG
TTCAACACATTGACCGGAAATGAGAACGCTAGAAGAGGTGAAGGCAACGTTGCAGATCGC
TAAGCTAAAGGAGGAAGATCTGCAACCAACAATCCAGTGTTTGTCCTTTGGAGAGAATGT
TTCTTCTGCAGATTACTGCCTGATGGAGCTGGACGACACGCTGTGCAAACACATCGAAGC
GGGTCAAAGTCTGGTCATTCGAGGGGATAAAGACGAGCGAGCAGTTCTTTGCAGCGGCGA
CAAGACCTACGATCTGAAAATAGCAGACACGTCCAACATGCTGCTGTTTGCACCTGATTG
CAGAACGCCAGAGCAGCTGGGCGGCAGTGAAGACTCCCCCCCGCAGGTGGTGCATGCCCA
GGTCTGGGGATTTTGCAACAGCTACTGGGAGTTGAGGAAACAGCGGCCAAAGTTGAAGAA
GCTGAAGAAGCTGTTGATGGAAAATCCATATGAGGGGCCGACTTTAAGGGGACAAGAGGA
GAAAACAGAAAATAGGTACACAATGCAAGATCTGTTGGAAAGAATTCAGGCCAGCGAGGA
GGAGATAAAAAGCCACTTGGAGATCATCCATGCCTCTCAGATCGATGGCT
>BJ013272 ID   BJ013272   standard; mRNA; EST; 663 BP.
AGGAATTCGGCACGAGGATATGCCCGAGGATGACAGAAGATAAAAAACGTTCGATTCAAG
CAAGCTAGCAAACACTTTTTCAACAAAGACGGAGATTTCAACAACCTGACCGCCGCTGCA
TTTCACAAGCAGACCCACATCTTGGTCACTGGGTTCGCCTCGGGCGTTTTCCACCTCCAC
GAACTCCCAGAATTCAACTTGGTCCACTCTCTCAGTATTTCCCAGCAGAGGATCGCGTCG
GTGGCCGTCAACGCCTCCGGCGACTGGATCGCCTTCGGGTGCTCGCGGATGGGCCAGCTT
CTAGTGTGGGAGTGGCAGAGTGAGTCGTACGTCTTCAAGCAGCAAGGCCACTTCAACAAC
ATGGCGGCGCTGGCGTACTCGCCGGACGGGCAGTACATCGTGACGGGCGGGGACGACAGC
AAAGTGAAGGCTTGGAACACCAGCAGCGGCCTGTGCTTCGTCACGTTCACCGAGCACACC
AGCAGCGTCACCAGCGTGGCCTTCACCGCCAGCGGCTTCGTCATCGTCAGCGCCTCGCTG
GACGGCACCGTCCGGGCCTTCGACCTGCACAGGTACCGCAACTTCAGGACCTTCACGTCT
CCTCGCCCGGCGCAGTTCTCCTCCCTGGCTGTAGATGTCAGCGGCGAGCTGGTGAGCGCC
GGA
>BJ013276 ID   BJ013276   standard; mRNA; EST; 642 BP.
GTGCTGACGGCGTGGGACGGCTGTCAGAAATACTTCTACCGTTCGTGGGCCCGGAGAACA
GCCCTGCAGACGGCTCTGCAGCACGCAGCCAAGGAGCTGGGTGTGGCGAACATAGACCGC
TGTCGAGGCTTCTCTTCTCACCTGTTCAAGCTGCTGCTGGGACAGAGGCGCCGGCTGGTC
CGGATCACCCAGCGCTGGGTCGACCTGCGAAAGTTGACCAACGGCATCCAGAGTATTAAA
GCTCACACCCAGACCCCCCCTGTGGACTCAGGGTGCACCCTCCCTCCCCAAGATTCCCTC
CAGGACTGGCTGATGAGGGGCCGGGCGCTGGCCGCTCAGTGTGCCACTCTTTTGCAGCAG
CTGTGCTGGCTGCTGCAGTGCTGTCCTGAAGATGGCCAGCAGAGGGAGCAAGCGAGTAGC
CAGCCCCCTCTGAGCTGTGTGTCTCCAGTGGAGGCCCTGCGCCAGCCCCCAGGCTGCCTC
ATGAGGAGGGGGGATGCTGTGTGGACGGAGCTCCACCAGCATGTGGTGGAGATGCTGCAG
AGGACCCAGAACCTCCAGCAGGACCTGAGTTCTGTGGATCAGGGGGGCTCAGTTCTGCTC
ACATGGAGCAACTTTGACACGTGCTGCTCTGCAGTGGAGCAG
>BJ013277 ID   BJ013277   standard; mRNA; EST; 208 BP.
GGAGCTGAGGGATTCAAACACCGAGAGACCGCCGCGGCCGGAGCCGCTGCTGCTGCGGGG
CCTGCAGGACTGTCTGTTGTTCGGGGGGGGGGGATTGAGGACCACTGCGGCCGGNGCACA
CNCAAAAACCCGGNGGATCCCGCNCCCACCCGGGCCCGGNTTCGGGTCCTGGTCCGTCAA
TGCTGGAAAAGGATCCGGATCAGGGCTT
>BJ013280 ID   BJ013280   standard; mRNA; EST; 652 BP.
GGTGAGACAGACCGCAGGCAAGGATCCTATCAGTGGTCATTTGATCCACCGTTACTGGAG
AACAGCGGGGGAGTCTTTCTTAGGAGCCATTCAGGAAGGAAAAAAAAAGGCGCTAAAGCT
GGGAGTCTGTCCTGATCAAGTTCTCTCCCTACTTTGGTTTCAACCTGGTAGAAATTCTAC
AAATGGATAATGGAGACTGGGGCCATAGGATGACCACTCCTGTTACCTTGAATGTGGGAG
GCCACTTATATACCACCAGTCTATCCACCCTGCAGCGTTATCCAGACTCCATGCTGGGAG
CCATGTTTCGGGGGGATTTCCCTACAGCTCGGGACGCTCAGGGAAATTATTTCATTGATC
GAGATGGGACACTTTTCAGGTACATCCTGAACTTCCTGAGGACATCTGAGCTTACACTGC
CCGTGGACTTCACGGAGACGGACTTGCTGCGGAAAGAGGCTGACTTCTACCAGATCGAAC
CTTTGATTCAGTGCCTTAATGATCCTAAACCCCTATATCCTCCTGATATCTTCGAGCAGG
TGGTGGAGCTTTCTAGCACCCGGAAACTGTCCAAATACTCCAACCCGGTCGCTGTTATCA
TTACACAGCTAACTATAACAACAAAAGTTCACGCCCTGCTAGAGGGGATTTC
>BJ013294 ID   BJ013294   standard; mRNA; EST; 587 BP.
ATTTCTAGTGTCTTTTATGAGTAATCAAAAGCAGCAGAAGCCTACGCTCACAGGCCAGCG
CTTCAAAACTAGAAAAAGAGATGAAAAGGAGAGGTTTGACCCTTCCCAGTTTCAGGAAAG
CATTGTACAAGGCCTAAACCAAAGTGGCACAGATTTGGACGCCGTCGGAAAGTTCCTTGA
TGCCTCCGGTGCCAAGCTCGACTACCGGCGATATGCGGAGACGCTCTTTGACATCCTGGT
GGCTGGAGGAATGCTGGCCTCAAGACGCCTCCTGTATGGAGAAACCAGTGGAATACATTG
CTCAGCCCCGGGAGGAACTCTGGCAGAAGACATGACCCCCACCGAGTTCTGCCTCTTCAA



AGCACAAGAGGACATAGAGACCATGCAGGCGTACGCACAGGTCTTTAACAAGCTCATCAG
GCGTTACAAATACTTGGAGAAGGGATTCGAGGACGAGGTCAAAAAGCTGCTGCTGTTTCT
GAAGGGCTTCTCCGAGTCCGAATGTAACAAGCTGGCCATGCTGACGGGAATCCTGCTGGC
CAACGGCACCATCTCCGCATCCATCCTCAGCAGCCTCTTCAACGAGA
>BJ013301 ID   BJ013301   standard; mRNA; EST; 636 BP.
AGGAATTCGGCACGAGGCGCGCTCGGCTCCGCTATCTGGGATTCGTGGGTAAAGTAAGAT
GAAGGTTTCGGGGAGAAGTTGTGACGCGTTAACGGGACCGGTGCTGGTGTGGCTGCTCTG
CGCGCTGCTTCCTCGCTGTGTTTGTTACAACACCTCTGCACAGATCGACCCTCTGGTGTA
TGAGGAGCAGCTGCTGTGGGTGAGCGGGGGCCAGGGCCATGTAAGCACCTACAGGATCCC
GGTGCTCACCTTCACCCCCAAGGGGAGCCTGCTGGCCTTCGCCGAGGGGAGGAAGTCCTC
ATCCAGCGACATTGGAGCCAAGTTTCTGGCAATGCGGCGTTCCACAGACAAAGGAAACAC
CTGGTCCCCGACTGTTTTCATCGTGGACGATGTGGAGCACCCCGACGGGCTGAACCTGGG
CTCGGTGGTGGTGGACGAAGAAGTGGGCTCCGTCTTTCTGATCTACAGCCTGTGTTTCCA
CCTTTACCGCTGCAGTCCGTCCAGCACCATGATGGTGGAGAGCAGAGACGACGGTCTCTC
CTGGAGCGTGCCCCGGAACCTCTCCATTGAGCTCGGGGTCAGAGCTTTCGCTCCGGGGCC
CGGCTTCGGAATCCAGAAGCGCCACAGTCCGGCCAA
>BJ013302 ID   BJ013302   standard; mRNA; EST; 292 BP.
CTCCTCACCTTCAAGTCCAGAAAATACTCTTCACCGCTCATCCCTCCTGTCCAAAGATGT
CTCTGAAACTGACAGACCCAGNCAGCCCACAACCATTGGACGCTTCCAAGTGTCTAAAAG
CAGCGCCTCACCTGAGCCAGCTGTTGGTTCAGTGGTGGGACGATTCTCAGTCACAGTCAC
TCCAGCTCCAAGCTCAGGTCCAACACACAGCTGCAGNCTGCNGAACGGACCTTCATCTTC
CCTCTTTGATCCTCTGAACACTCCCGCCCACTACAGCAGCGACAATGACGAG
>BJ013343 ID   BJ013343   standard; mRNA; EST; 651 BP.
GCTTTGTCCTTCGCAGTCCAGCTGTATTGGATCGCCGTCACATAATACTAAACGTTGTGG
AGTATGGCTCAGCATGGACAAAATGTAGCCAGCTCTCAAAAAGCACTCATGCTGGAGATG
AAAAATCTCCAAGAGGAGCCGGTGGAAGGATTCAAGATAACTTTGGTGGACGAGTCGGAC
TTGTACAACTGGGAAGTGGCGATATTTGGACCCCCAAACACGCACTACGAGGGCGGTTAT
TTTAAGGCTCGGATCAAATTTCCCGTCGACTATCCTTACTCCCCTCCTGCTTTCCGCTTC
CTCACCAAAATGTGGCACCCCAACATCTACGAGGTAACCACGAAGTTAGCGTGTTACACG
GATCTGCGTGTCTGCATTTGTCCAGCCGTCGTCTCTGAGCGCTGTGACCATTTCGTACTC
TCAGAACGGAGACGTGTGCATCTCCATCCTGCATCCGCCCGTGGACGACCCGCAGAGCGG
AGAACTGCCCTCAGAGAGGTGGAACCCCACGCAGAACGTCAGGACGATCCTGCTGAGCGT
CATCTCCCTCCTGAACGAGCCCAATACCTTTTCTCCGGCCAACGTGGACGCGTCCGTCAT
GTACCGCAAGTGGAGGGACAGCAAGGGCAAGGACAGAGAGTACATCGAGAT
>BJ013345 ID   BJ013345   standard; mRNA; EST; 594 BP.
CAACAGCTCTCCGTTCTTCTACAGTTGATGGGTCTACTGCTGGGACAACGATGACAGACA
GTGTCAGGACGTTTCTGCACAACGTTGCTACGTGATCCAAGGGTAGCAAGCAGGATTTTT
CAGTGCTGTGCCTGGAATGGAGGAGTCTTCTGGCTCAGTCTTTTTCTGTTCTACCGGGTG
TTTATTCCTCTGCTACAGACTCTCACTGCAAAAATCATTGGTGACCCCTCCCTTCATGGC
AGTGTATGGTCTTGGCTAGAGTTCCTCTTGACTTCTGTCTTTAGCGCACTCTGGGTTCTC
CCTCTGTTTGTTCTCAGCAAGATAGTAAATGCCATCTGGTTCCAGGACATAGCTGACCTT
GCATTTGAGGTGTCTGGCTGCAAAGCTCAGCCCTTCCCCAGTGTCAGTAAGATTATTGCA
GACATGCTTTTTAACCTTCTTCTTCAAGCGCTCTTCTTAATTCAGGGTATGATTGTTAGT
CTATTTCCCATTGATGCGATTGGACAGATGGTGAGCCTCCTTCACATGTCTCTGCTGTAC
TCTCTGTACTGCTTTGAGTATCGCTGGTTCAACCATGGCATTGAAATGCACCAG
>BJ013350 ID   BJ013350   standard; mRNA; EST; 563 BP.
GAAGGTGAAAAGTTCTCGTGAGTGGGAGCTGAAGAGCATGGCCAGTCCAAACCTCTTCAT
CTCAGCTGCTGCCAGCAGTGGGGGGGGGATCCTGAGTGGGAAGGTGGGCGTCGGCCCTGT
AGGGGTTTCCTCCCCCTCTTCTGTGGGACAGTACCTGGGGTCTCAGTTCCCGCTGGGGGG
GGCATCCGTCCTGCAGTCCCTATTTGGGGCTCAGACAGGTATCTCCTCCGTCAACGGGAC
GTCCCGGCTCGTGAACGGACACTCGGCCCTCGGAGGTTTCTCCAGCGCCGGGCTGGCGGG
CGGAGCCGCAGGAGGTAACTGATGGAAACTACCTCAGTAACAAACTACGCAACAGTCCCA
AGTGTGGACCAAGACACTTCTGACCCGCTGGTGCTTCAGACGTCTGCACGACCTGTACTA
CACACTGAGATACACACACTGACACACACAGGAGATACACACGCTGACNCACACAGAGAT
ACACACACTGACACACACACAGGGGAAAACCTGTTTTGTCCATAACCAACAGGAACTACT
GGACTCCTCTTTTTTTTGTTGCT
>BJ013380 ID   BJ013380   standard; mRNA; EST; 429 BP.
CAACAACGAGCGGTACCGGGAGGTAGAGGAGAGGAGAGGCGGGGTAGGGGGGACGGGGGG
AGGAAGAGACGTGATTTCAACTCACCCCCTTAATCTCTCGGCTTGGACGTTAGTGAGGCC
AGCAGGAATTAGCCGACGACTGAACTCCAGCGAGCGACGGGCAACAAACTTGGTCGCCTC
GCACATTTGAATCCAGCCCGTAATCCGTCGCGGTGCTCGATAAACAAGACAAGGGTCAAA
CCAACAGACGGACGGTATTGTTTCTTCGACCCGCCTCGAAAAACTTCGGCGATACAAAGC
CGGGTGGAAGGGGCTCATCCANAACTTTCAACGGTTTTCCGTTGGCGTCGCTTAAAGGAA
CGCGGAGGATACCGGGTTATTTTTGGNATTTGAGGTGACGGAGCACTATTTGATTGCCAA



CATGGCNTC
>BJ013398 ID   BJ013398   standard; mRNA; EST; 624 BP.
CACCGCCGGCTCTCCGGTTACGTTTTGGTTCCGTGAAAGCCCTGCTGTTGTTCGCCGAAC
CGGTCCCGTAGCCACCCCGCAGCCGCTGCGTGGACCCCGAACCAACGCGGGAAATCATGT
GGCAGAGCCGGTGAGGCGGCGGGAAGTGGTCGTGGCGGACGCCCGCGTGCCGCTCCGGTC
GGTCATGGAGGACGGCGGGAAGCGCGCAGACCGGAACGGCGAACCGAGTCGGAACACCGG
GGACCCGCAACTGGACGCAGCCGTGCAGCGCTGGTTCTGCTGGGACCGGGTAGGTGAACC
GAGCCTGGTTGACCCGACACGTGGTTCCGGCTGGCCTGGTTCTGTTGCCGGGCCTCATGC
AGTTAAAGGTCATGGTGCTGACCCGTCCTGTTGGAGGTTCTGGCTTTTGGAGCTGGTTCT
GATCCAGGAGGAGCGGGGTGTTCTGACTCTGGGTGTCGCGTTCCAGAACCCCCGGACCCG
GGCTCAGATGGACTCCCTCTTGGATGCGGGCCGGCTGGATGATGCCCGGTCCAGACTCTG
CGGTCGGTTAAGCTTCGGCACAGCCGGACTCCGGGCGCCAATGGGAGCCCGGGTTCAACC
GGATCAACGACCTCACCGTGATCC
>BJ013399 ID   BJ013399   standard; mRNA; EST; 188 BP.
GATTCTGACAGCTTGTTTTCTCAGACCGTTTTCCCAGAATGCAATGTATTGAGACAAAGA
AGTTTAGGTTACACAATGCTCCACTGTGGTGCAGAACTACCTATGCCACTTTTGTTACAT
CTTTATGTAAAACATGTTATAGGTTGAATCAGGTCTTCCTGTTACTTTCAGAAAAAAAAT
AAGAAAAA
>BJ013402 ID   BJ013402   standard; mRNA; EST; 591 BP.
GAGGCTGTGTTGAGATGATTGTGGGGGAAATAAGAGGATTTTGTCGGATCTGGACGCGAG
TTTGATTCCGGGGAAAGAAACCCCCACTCTTACCATCTGTGCTTCCCGCTGAGCCATTGT
TACCATGGAAACCCCGAGCCAAAAGCGGACCATGCGCGTCCAGTCTCCGGCCCGAATCAC
CCGGCTGCAGGAGAAGGAGGACCTGTGCAACCTCAACGACCGCCTGGCCGTCTACATCGA
TAAGGTGCGCTCCCTGGAGGCGGAGAACGCCGGGCTGCGGCTGCGCATTTCCGAGTCGGA
GTCGCTGGTGACCCGGGACCTGTCGGGCATAAAGGCCGCCTACGAAAACGAGCTGGCCGA
CGCCCGCCACGCCTTGGACCAGGTGGCCAAGGAGAAAGCCCGTCTGCAGCTGGACCTGGG
GAAGATCAGGGAGGAGCACAAGGAGCTGAAAGCCAGAAACACCAAGAAGGAGTTGGACTT
GGAGGCGGCTTTGGCCAGGCTCAGGGACCTGGAGGCCCTGCTGAACTCCAAAGACGCTGC
TCTGGCCACCGCCCTGGGGGAGAAACGAAATCTGGAGGCGGAAGTGAAGGA
>BJ013407 ID   BJ013407   standard; mRNA; EST; 646 BP.
GAACCCCACCCCGAAGGCTGTCAGCGCGCATTTCTATTTGGTAAGAGAGAAAGAGCAGTA
AAGATCCGGCGGGGCAGAGCGCGTAGGAGACAGGAGGCAGTGAGCGCGCGCCACAGTGGG
AGCAGAGCGAGACTCCAGTGGAGGGACGAGAGCCAACTTGAGCGGGCACATCGCTGCGCA
AAGCCGCAGAGGGGGAACTGCTTCCACGCGCAGGGCGCACAGAGAGATTGAAAAGTGGAG
TGTGGATGAAGCTGAACTGGCGCGTGGGAGTCACTGATGGACTGACAGAGAGCAGAAGGA
GGAGAAGGGGAACTGTGCCGGGGGCGCAGGGAATTGACTCTCATGCTGATGGAAAGTTCT
TAACTATGGATCCGTATTGTTGAGCGCGAGTTTGTAAAGTGTTCGGATCAGTCACAGGCT
ACCCTCTTAACTGGATGCTATTATAAAAGAATCATAGCGCGTTTGTCTGTCCCGGTGGTT
CTGATCCTGGTGTCGCGGTGGACCAGCGCTGCCACACAGACGGAGCAAGACGCTTTCCGC
TGAAAGTCGCCGTGCAGGGCTGCTATAATGTCTTCACTATACCTCATCTTCTGCCTTATG
GCCACAGCAGCCACTCAAGCTGCCTACTTCTCTCAGCAGCCCCAAG
>BJ013428 ID   BJ013428   standard; mRNA; EST; 119 BP.
AACGGCTCAAGAAGACAGGGCTCACCGTGGTCTCCAGGCACTTCTGGGGTCTNGCGTGTG
GCGTGGTCCAGCACACCAAGACCACCGGCCGTNCGTGGGTCGCACCGTCCGGTGTGTCC
>BJ013429 ID   BJ013429   standard; mRNA; EST; 111 BP.
GACCGGGGTTCGGTGTNCGGGGTNAGGGGCCGGCCTNGGGCGGTGGGGTTNAACCAGCGG
NNGGNACAGTTACGCGGCGCACATGNAACGGCTGGACCAACGGGGGCTATG
>BJ013431 ID   BJ013431   standard; mRNA; EST; 175 BP.
CACAACAACATNAATACAACAACCGGCCAAACCAAGACCGAAAAACAACCCCCCTNAAGC
CGCAACAGTCGACCCCCGCTGCTNCCTNACACCAACTNCCAGGCCCAGCACTCCACGNAG
NAAAGGCCCGGCTCCAGCAGCAGAAGCCTGCGGNAACAGATACAAAACCAGCAGG
>BJ013432 ID   BJ013432   standard; mRNA; EST; 127 BP.
CGCCGGCTNGCTNGGGCTCCGCATNCCTNCAACCAGNAATNACGTNCAACGGNACAANTG
NACGTNCAACCATNCTCCTNGGNAACCTNGGTGGCCAGTTNACTNNNGAGGAGCTGGCCG
TTCGGCA
>BJ013434 ID   BJ013434   standard; mRNA; EST; 129 BP.
CCAACCGGNCTGTNCAGCACCGTCTNGAGGGGCGGGGCCTNGACCTNACNACCCAGNAAG
CCCGTCTNCACCAAAAACCTTNCACTNCCAGCTTNCCTGTNGGCTNGCTTCTGTNGGCGC
CGCGGCGCC
>BJ013435 ID   BJ013435   standard; mRNA; EST; 204 BP.
CCGCTNCCCGCATNTNAATNCGGGTTNCGGCGGCGGGCGCGAANAACAACAGCGCCAACG
ACCAGGNAGCGATNCAAGCGACCANTGAACGCTTTCCTGGTGTGGTCCCGCGGGCAACGG
NAGGAAGATGGCACAAGAAAACCCCAAANGCACAACTCTNGAANCAGCAAGCGGCTTGGT
GCTGGATGGAAATTCTNCACCGAC



>BJ013436 ID   BJ013436   standard; mRNA; EST; 157 BP.
CCCCTNCAAACCANNGCACAGCCTGNTGCCTTCGCCAGGGGCGGTCGGCCCCGCCCCCTC
CCACCTNGGNACGTCTCCCAACCGGNATGTCAGCACCGTCTNGAGGGGCGGGGCCTGGAC
CTNACGACCCAGGAAGCCCGTCTNCACCAAAAACCTT
>BJ013437 ID   BJ013437   standard; mRNA; EST; 109 BP.
TTTTNGAGGNAGCCTCCCCCCCGCTNAACAGCCGNATNGCGCTTCCCTNGCTGTTTGGAG
CCCCGCCGCTCTGNAAGGCAAGCAGTGCTTGTGGAGGGCCGCGCTGNAA
>BJ013466 ID   BJ013466   standard; mRNA; EST; 612 BP.
GCACGGNAGNAGCCCCTATCTCCAGCAGCCAGCACCCTCGCCATGGTTCTGACCCGAGGC
CTGAGCATGGAGCAGCAGAAGAGCAGCAGAGACTCTCTGCAGTACTCCAGTGGCTACAGC
AGCCAGACCAACACCCCCTCCTGCTCCGAGGACACCATACCCTCACAAGGTAAGGCTCAT
CCAGAAAGGGCAAAGATCCGGACTCATATGAGTTGCAGAGGGAATCCCAGTTTCGCTTCG
GCTCCACATGTGACACGGGGGCCGAAGACCAAACACCCCCTGACAGCCAAAGGTCCTGCT
TTGAATTTCTGCACCACAAAGATGCAGATGAGATCATCCAATCTGCAGTTTCTATGCTGA
TGACTCGCCTCTCTCTGTCACCTCCAGGTTCAGATTATGAGTGCTACTCTCTGAACGGAG
ATGCGGACGGCGAGGGACAGGCAGACTTCGACAAGTCGTCCACCATCCCACGCCACAGCA
ACATTGCCCAGAGCTACCGCCGCATGATCCAAACCAAGAGGCCCGCCAGCACAGCGGGTC
TGCCTGCGGGGCGGAGCCTACAGGGAACTCCTAACGGTGCCGGTGGCGGCGGCTCTGGAG
TCATATCCTCGG
>BJ013472 ID   BJ013472   standard; mRNA; EST; 685 BP.
CAACTGTGAGAAACACCAGCGCTCCCCTTAAGATGACCCTCCACTGACCGGGACCACCAG
AAAACCTGCAGCACCCATATGGGTCAACCCCCATACGTGTACATGCCCCCTAAAGCATGG
TCTCTGCTGCGAAAATGCTTCCTGAGTACAAAACTGCTCAATTCTAGCAGACCCGAGAAG
CAAAGCCCACTTCAAATGTTTATGTAACAGGAAATGTGTATCACATGTTGGGTCGTAGCA
GCGACATGTGAATTAATGTCCTTCCTGTTTCAGGCAGACATGAGCAGTGAGCGAGCAATC
CGGAGAGATGAAGGAGAAAGGTTGGCAAGAGAGTATTCTGTTCCATTCATGGAGACCAGC
GCCAAGACGGGAGTCAACGTGGAGCTGGCCTTCACCGCCATCGCCAAAGAGTTGAAGCAG
CGGGCCATCCAGCAACCCAATGAAGCCAAGTTCCAGATTCACCAATACATCGAGGCCCGG
AAGGAGAAGTCAGGCTGTTGCAGCTACTTCTGAACCCAAACGGAAAACAGAAACCAGGAA
GTCAGGAATTCAAACTCCCATTGGGAGCTCCTGAAGGAGGAGAACGACATGCTGGTGCCA
TTCATCTCAGAGAAGCAACACAACTACAGCTACCAAGACCCAAAAATGAACAGACATCAG
AAGATTCTTCTCTGTTCACAAACAG
>BJ013475 ID   BJ013475   standard; mRNA; EST; 406 BP.
ACCGCTTACATTTAGTGGTGTTTCGTGTGTTTGTGGAACTCCGTGACGTCTTTGTTAATG
AAAAGGCTTTTAACCTGATTCACAGATACATTTTTAAACTTATACAAACGTATACTTGGT
TCTCTGAGGCTAAATCTGTGTCCTGCTCGGGGCTCTGGATGGTTCCCGACGTACATCTTT
TTGAAATCGCAAGCTAGCTATCTTAGCAAGTGCAGTTTCAAGAAAACGACGAAACAAGTG
AGCATGAAACTTGCAGTTTTTTCTATTACCACCATCGGCTAGCGTTCTCTGCGTGCAGTC
CTCAACTTAATAAGGTGACCCGCAAATGTTCTTTNGAAAAGTGGATGCGGGAGTGATTGG
CTCCTAATGTGTTANACAACATATATGNCACGAGCGGGTTTCTTGA
>BJ013484 ID   BJ013484   standard; mRNA; EST; 494 BP.
GTCACAGGGCAAAAAANCGGCAGTTCGTCCTCCTTGCTTTGTTTCATGTGGAATATCTTC
AGCATGCTTCAGCTGCGAGGACTGTCCGCCCGAATGGAAGGAGCACGTCAGGCGAGAGCG
GCTTATTTTTCTCCGGCGGGGGAAGCCATAACCGCGGGGCTTCGTTGTTTGGTCTGAGGG
GACCTCTTTTTGGCCAAATCCACGCATGCCCATTTGGAACCACCGCACGCGCTGGGTTTA
GGACACGACACGCGGAGGTGGCGAGAATGAAGGCAACTCCAACAGTAAAATCGACGCCAA
AGTAAAAAAGTTTCCACGTTGAGACTGTTTCCAGGTCACAGTGGAGTGGGAGGAGACTGA
ACCGCACTTTTTAAATGTTTATTTGTTTTCCTTTATTACCGAACCGCCCCCCTCTAAATA
TTATTGTCCCCTAACTAAGTCTACAAACGACGTTAGTTTTGTGGCTCCTATGCTCCCTTG
ACAGCAGCCACACG
>BJ013489 ID   BJ013489   standard; mRNA; EST; 539 BP.
GCTCTTCCACTGTGACTGTACCTGAAGAGGCTGCAAACTCAGAGGTTGGCTTTAATTTAC
GAGCTCTGCGAGTGTCAAGTGTAGAAACAGGATTATGCGAGGCAAAGGTGACACGAACTG
GGCTTTTTGGGGCCATCACGGTACAGTGGAAAGCTGGATATCCTTCAGGACAGGCTCCAC
CTGGGTTCAAAGCAGGGGTTGTTGTCCCAAACTCAGGATTGCTGACCTTCGCCCATGGAG
AACGAACTAAAGCCATAGTCTTTACAGCTGTTGCTAATACTATGGAGGCAGCTTCCTATG
CTATACACCTCACCACTGCCACCTCAGACGTTGCTGCTAGTAGGGCAGTCAAGTTCAGGT
CCGGTTTTACCTTTGCAGAGGTGGAGCCATTGGGTATCTACCAGTTTGCGTTTGACTCCC
AAAAGTTGGTCATTGCAGAAGACATCCAGACGATAACACTTTATGTTCAGAGACTTTATG
GATCACGAAGCAACATTACACAGTTGTTCTATAAGACGCTGGAAGTCAGTGCAGAAGCA
>BJ013490 ID   BJ013490   standard; mRNA; EST; 425 BP.
CCACACCGNAAAAGGTTTATTTCCCTTTTATCTAATNCTACATGCAACCAATAGCTGCTC
AAAATGAAGTTTCCTTACCCATCGCTTCGTGAGGATACGATGAGATGGTGTCTCATGCTG
CATTAGTGGAAGCGTGACATGCTGGCCTGTTTGCCAGCATCAGGTGACCCTACCATCCGA



CTTCTTCCCCATGCGCAGATGAACACTGGACTTCAGAGATGGGAAACTACACAGAAGATG
AGATCTGCCAGCTATCCAACCCCAGCCCAGTTGGATGCCTATGCTAAAAAAGTTGCCAAC
AACCCTTTGACTATCCAAATCTTCCCAAATAGCGTCAAAGTACCTCAGAGAAAACACATA
CGTCGCACAGTCAACGGACTCGACACGTCCTCGTCTGGCCAGCGTCATAGNCCTTACCCG
TCTCA
>BJ013503 ID   BJ013503   standard; mRNA; EST; 624 BP.
CGCAATAGTAGCCACCATTAAAGGAGTCTCAACCACTCCATGGGGTAGGCTAACCACACT
GGCTGGAGCCAACGTACCAATCACTGTACGTGGAGGAAGCTTCACACTTGCAGCGCCCAC
ATTCACCACAGGGACATATACTGTCCCCTTCTGCACCCTTACCAGAGCTGGTGACACCAG
AAGTCCAGCAGGGAGTTCTGACTCCGAAGGCTCAAAAAAAGCGGACGTACCTGATCCCTG
GTCAGAGCAAGTGGAAGGGATCATTTTCAAGGTACCACCCGGAATCCAACAGGCCTTGGG
ACCGCGAACTCTTGCATTGTGAAGGCGGACCAACTCCCCTTCAGTGCCCTGGTGGCACTG
TTGCAAGGCTGCCACCAATGTGCCTGGAATCTTAGTTACCTGTTGGGGACTAAAAAGAGC
ATCGCCATGGTTGTCGAACAGTCTGGCATAACAACGGTTGATAATATTCATCCCCAGCAC
CCCTGGTGTTTTGTCAGAAGCACCAGGAGAGTCCTTTACCACTAAAATTCCACACTGAGG
CAACAGTGCACCACAGAGTTCAACCTCAAGCTCCAAATAACCGATGTANGGGATGGTTAA
TCCGTTGGCTGCCCTTAACTGCAA
>BJ013579 ID   BJ013579   standard; mRNA; EST; 227 BP.
AATTCGGCACGAGGGAGGGGAGCCTTTANGCCCGCAACGCAGCCCCGGTGCTCCACGGAG
ACGAGTCACCCGTCCCAGCCGGACCTGGAGAGCGTCCGCCGCCGCCTAAGCGTTCACGCC
AGCGGGAAACCGAGACCCGGAGAAGTGAGAGCTCCGCAGGAAGGAACTGAAATCAACGGA
GTCTGGAGAAACCTTCAGGAGCTGCCTCCAAAAGAGGAAATGGGTTT
>BJ013589 ID   BJ013589   standard; mRNA; EST; 577 BP.
CCACTACAGGGNAACAAGGTTTAGTACATTGAAAAGCCATGTAGTGTTACATGGTGAACA
GACAGGGTATCTTCTCAGTGCTAAACTATTGTACTGTGTAATTTCCTAATAGAAAATCCT
ATGAATGTATCTCTGACATGCGTGCCAGTAGCTCAGGAATTAGTGCTGCCTTTTCCATAT
AATGCAAATTGCCTCCTAGATGACAGAGGGAGTCAGCAGAGCTGGTTGTTGTTGACTTCC
CTGTTTGACTTGCGTATAGATTGACACCAGAAGTGCTTGCAGTGGCATATTGGGTTAGAA
AAGCTTTATAATATTTGGCCTTAATGTGGACAGTGTTCCTCAGATGACAGACACCAAAGC
CTAATCTGTCTGAGGGAGCAACTCCACGTGAGGATGCGACACATGAAGAATGATTGTAGT
GGAAAAAGTGTCTAATCAAGGAGACTGAAGTGAAGAATGCTATAAAATGTTTTACCTCTA
AAATTCTATTTTTCTTAGAAGTTATTGTACTTCAGAGGAGTACGATGTGTAGTTATTTTG
TAACTAGTTTTTGTTTTGATGTANATTAGATACAGAT
>BJ013595 ID   BJ013595   standard; mRNA; EST; 374 BP.
GGTGTAAACAAAGGCATGATGGGATATCAGCGTTGGGTTACTTCCCTGCCCACAATGAAT
TTCTAATGAGCTCCTGCCGCTCCACAGAAAATATGTCTTAAAAAACGATACAGGTGTTTA
GATTTGGCTAAAAACAGTATACAGTAATCATAATTTTAACAAACACTGAGAACGATTCTG
CAATAGATAAAAATACAGCTGGAGTGGGACTTTAAACCGGTGTTTAAATGACTTCCATGA
ACCGGTGACAAGAAATATTTAAGAAATAAAAGCTTCAGTTTGGAAAAAAAATCCCCTTTT
TATCCTGAGCAGCTGGAGCTGCATCAGCGTCCATCATCCGGGGTCACCGAAGGTATCCGT
GTGACCCCCCCCCC
>BJ013601 ID   BJ013601   standard; mRNA; EST; 661 BP.
GCACGAGGGCCGTATGGAGTCTCTCTGAACTCCCAGNACCAATGGGACGACGTCCTTCCC
GCTGCGCGTGCAGGAGGAGGTGAAGATCACGTTAGACTGCTGTCAGTCTGACTTCATCGC
TTATGACAAGATGGTCATCTCCCTGAAAGGAGGGGAAATTTACGTGTTGACCCTCATAAC
GGACGGCATGAGGAGCGTCCGTGCGTTTCACTTTGACAAAGCTGCAGCCAGCGTCCTGAC
GACCTGCATGGTGACGATGGAGCCCGGCTACCTGTTCCTGGGTTCCCGTCTGGGAAACTC
GCTGCTCCTGAAATACACGGAGAAGCTGCAGGAGGCGCCCGCAGAGGACGGAAATGACAA
GCAGGAAAAAGAGAAGCAGGAGGAACCCCCCAACAAGAAAAAGCGAGTGGAGTCTTCCAG
CAACTGGACTGATGAGGTGGATGAGATCGAGGTTTATGGAAGTGAAGCCCAGTCAGGCAC
TCAGCTGGCCACCTTCTCCTTTGAGGTTTGCGACAGCATACTCAACATTGGACCTTGTGC
GAATGCTTCCATGGGTGAACCTGCTTTTCTCTCTGAAGAGTTTCAGAGCAACCCTGAACC
CGACTTGGAGATCGTTGTTTGCTCTGGCTACGGCAAAAACGGTGCTCTGTCCGTCTTGCA
G
>BJ013604 ID   BJ013604   standard; mRNA; EST; 164 BP.
AGACCCCATATGTCCCCCGTTCCCCCCACAAGGGCAGCTCTTCCCGCGCATGCCATCCGG
ACCGGGTGGCCATGGGAGCAGTGGAGGTGGAGGGCCAGGGGGTGGTGGTGGTGGCNGCGG
CGGCGGCAATGGNACATATAACCGGCAGCACTCTGACCCCTGCA
>BJ013609 ID   BJ013609   standard; mRNA; EST; 617 BP.
CTGCAGGCAATTCGGCACGAGGCCTCGTGCCGAATGGCACGAGGTAGCTGCAGAACCACT
CTCTGTTCGAACGAACATAACTTTCTCGAGAGGTCGTCTAAAGTTGGGCAAATTCTTTAA
AAACCTACTCGACATATTTGTCGTTTTACTTCCATCCCATTTTTTTTTTGACCGNGCGTT
GTTCACCGAAATTTGTTCGGCAAAAACTTCGGTCGTCAAAAACCACTTCGCAGATTTTAA
GATTTTTTCAGCATGGCTCCAAAGAAGCCTGGGGCAATGGTTGAATTCATTACTGAGAGA



TATGGCAACATCCCAGATGCTCCACCATTGAGGAATGGGAGCATGGCTGTAAACGTCTAC
GCCACCTCGGNGACCAGTGANAACTTGAGCCGCCATGACATGCTGGTCTGGATAAACGAG
TCTCTGCAGATGAACCTCACCAAGGNGGANATGCTGTGCACAGGTGCTGCGTACTGCCAG
TTCATGGACATGCTGTTCCCCAACTCGGTTCCTCTGAAGAAAGTCAAGTTCGGGGCCAAG
CTGGANCACGAATACATCCATAACTACAAGCTCCTGCAAGTTGGATTCAAAAANATGGGA
GTTGACAAAATCATCCC
>BJ013631 ID   BJ013631   standard; mRNA; EST; 642 BP.
TTCGGCACGAGGTGGACGCCGAGGNACCTGCAGGNAGCTGACCGGCTCCAACGCTGACAT
CGTGTCCCTGGCTCGTTTTCGGAGCGTGAGCGCTCCAGGGTCCGAATGTTCCGGCTCCAG
ACGAGGAGAAGAGGAAGAGCAGGAAGAGGACGATGAGGGAAAAGCTGCAGAGCGTGTTCC
TTATGGCGTGTCTGTGATTGAGAGAAACGCACGAGTGATCAAATGGCTGTACGGACTGCG
CCAGGCCAAAGACAACACGACTAAGAGCACCAATTTATAGCCGGATAACAAATGTTCCTT
ATTTAATAGAATAAAGTTCAAGTTTTTATTCTTCATTCACTTGGAATAAACCAAGTGTTA
TGGGTTCCAATGGTTTAGTTGGAGCACTCGGTAAAGTTGTCTTTACTATATTCTCCGCTC
AGAGTGGGTTCCATAGTTTGTTTAGGACTTTGTGCCTTTGGAAGCCTCAACAGTGACCAA
ATTCATGTTTGTCTCTTTTTTTGTGTTATGTATTTTTTTGTATAAGTTTGTGGATGTTGT
ACCCACACCTTTTGTCATGATGAAGTGTCTCTGATGATCCGTTGTTCACATTTTGCTGTA
CCGGTATGGCATTAAAGATAAAATGATGCAGGAAAAAAAAAA
>BJ013635 ID   BJ013635   standard; mRNA; EST; 620 BP.
GTTTTNTGCTGCTTTGGTCAAAATGGCGGAGAAGTTCGATAACCTGGAGGAACATCTAGA
AAAATTTGTTGAGAATATTCGACAGCTGGGAATCATCGTCAGTGACTTTCAGCCGAGCAG
TCAGGCTGTTCTCAACCAAAAACTGTGAGTTTGTTTATTGAGACCTGCGCTTCCTGCTGA
ATGCTCCACTAAACGAATGTCACCCCACCCCAAACCCGCAGAAACTTCATGATTTCTGGC
CTCCAGGACATCGAGAAGTGCCGCCAGCAGCTCCATGAAATCAACGTTCCTCTGGAGGTC
TTTGAGTGAGTGTTATTGTTGGAGACGTTTCTCCGTCTTTGAACACACTTTAAAAATAGA
ATAAAGAAATGGAAGCTTTTGCTGCAGGATGACTCATCATCTTCGTTCCAGAGGATGAAA
ATGATGACAGAACTCTGGAATGAAGATGAAGATGATGAGCTGACAGACCATCTTTGCGTA
GAAACCACAAGTCACAATTTTTTAAGGTCCAAAGACAAAAGTTGGTGACCACAAAAATAG
AGCTTCTAATTCTGAACACAAAAGTAAATAAAATAGCTCAAATTAAGCAAGTTTTTACTA
TTTTGCTGATCGCCTTAGTT
>BJ013650 ID   BJ013650   standard; mRNA; EST; 662 BP.
GGAACTAGTCTCGAGTTGTTTTTAAAATTAAGCGCCCCTGTATGTACCATTACCCCTCTT
CGGTAGGAATAGCGAATAGGTTTTAAATATAATTATAGTCAAATATTATTTTGTAATTGT
ATGTTTTTGAATATAAAGTGTTGAAGAAGGTCCCTTAATCGGTGCTCTGAAAAATTATGT
TCCGGATGTTAATATTAGCTAAGGCTAACAGTTAGCAAGTTGTTGATCCATGATGAAATG
TCCATCAGACGGGCTCTTTTAAGCTGTGCTGTACTTTCACTACAAGACTCGTGTGTGTTT
TACCCCTGTTGTAAAGGCTGTTTTTCAAGAATTCATGCTGAAAAAGAGGACGCGAGAAGA
TTTCGGTGCTCTAAATGTGGTTATTGGTGTCACAAAGACCAAGTTGATCACAGATATCGC
CTGTCGTTGAGTGTCGCTCGGGATGGAAGCATATTTGGTGTAACAGTGTTTGGAAACAGC
CTTAACAGATTCTTTGGTATTCATGCAAATGGATTACAGAGGTTGGTTGAAAACCTGGAT
GGACCCCTTGATCAACCGACTAGATCAACATTGCTTTTGAAGGCAGTTAAAGACTGCTTC
ATTGGCCAGTACTTCCTCTTTGGTTTGAAGTTCACCGAAACAGGAAATGAACCTTGGTGC
CA
>BJ013656 ID   BJ013656   standard; mRNA; EST; 675 BP.
AGAATGGAGTTGGCCAACCATGGTCTTATCCTGCTGCAACAGCTTAACTCTCAGAGGGAG
TTTGGCTTCCTGTGCGACTGCACTGTGGCTATAGGAGATGTCTTCTTTAAAGCCCACAAA
GCCGTCCTGGCTGCCTTCTCCAACTACTTCAGAATGCTCTTTATCCACCAGGACAGTGAC
TGTGTGCGTCTCAAAGCTGCCGACATACAGCCAGACATCTTCAGCTACCTTCTCAACCTG
ATGTACACGGGCAAGCTCGCCCCGCAGCTGATAGACCCTGCACGGCTGGAGCAGGGAGTC
CGATTCCTGCATGCCTATCCGCTGTTGCAGGAGGCCAGCCAGTCTGTGTACACCCACCCC
GATCAGAGCATCAACCTGTCCACCTCCCTCTACGGCATCCAGATCTCTGACCAAAAAGGG
GCGCTGTCAGCCAGGGAACCCACCCGACGACAGCTGTCCTCACCCTTTGACGCGGAGCAG
ACCGGCTCTGAGGGCAAAGTTCCGTCCACCCCGGCAGCATTGTCGTTCGTGAACTCGTCA
CCCCCCAAACAGGCCTCTTCGCCCTCTGATCTGGGGGCTACAACCAGTGGCATGAAGCCA
CTAACTGAGGAGATGGGGATGGACGTTCTGAATGCAGATGGATCCTCTGCCGGCGCCATC
CTCCACGTGAAACCC
>BJ013660 ID   BJ013660   standard; mRNA; EST; 660 BP.
GAGGAATTCGGCACGAGGTCCACCGCCTGTCTCTGTCCTGGAGTCTGTCCCGCAGACCTC
CAGCCCACATCAGTCACCGCTACGAGCTCATGTACCGCCGAAAAGAAGCTGAAGGGGAAC
GCGATGTGACCACCTACACAGTACGAATCCTGGACAAGAGCTTTGTTCAGATCACCGACC
TGACCCCCGACACCACCTACATCTTTAAGGTGCAGGCGCTGAGTCCTGAAGGCACTCCAG
GGAGCTTCAGCACGGAGCACGAGTTTCACACGTCACCTCTGGCTGAGCCTCAGATCCAGA
ACAGCTCCACGGCGGTTTTGGGGGCTGTGGTTGGTGTGGCGGTGATCCTGCTGGCAGTGT
TGGCGTTCGTGGTGCTGCGAAGGAGGAGACTGAGCTCTCGTGGCAGACGAGGAGCCGAGG



ATCCTTACTTCTCCACGGACCAACTGAAGCCTCTGCAGGCTTACGTCGACCCGCATACCT
ACGAAGACCCCAACATCGCCATCCAAAAGTTTGTTACAGAGATCGACCCAAACGCCATCG
CCAAGCACAAAGTCATCGGCGTGGGAGAGTTTGGGGAAGTGTTTCGAGGCGTGATGAAGA
CTCAGGGCAAAGGGGAAGTGACAGTCGCCATCAAGACCCTGAAGCCGGGCTACTCTGAGA
>BJ013662 ID   BJ013662   standard; mRNA; EST; 112 BP.
TGCCGCCCGCGGGGCCCCGGTGTTCTGCTCGGACCAGCGGCCGGGCCGTCCGTCTGACTC
AGTCTGACCGACCGCCGCTNAGGTCAAGACACCGACCTGCAGACCGGGTCCA
>BJ013667 ID   BJ013667   standard; mRNA; EST; 631 BP.
GCTGCAACGATGTCTTCGCCAGCATCAACCCCCGGNAGCCGTAAACGTGGAAGAAACGCC
AACCCGCCCACACCGAATAGCGAGGATCCCACCTCTCCCCCCTCACAGAGGCGCCGGGGC
CAGGACTCGTCTGCCGGGGATCTGATGCCGATGCCAACCTCCCCGGCGACAGACTTGCTC
AGTCCGGCGGCACCTCAGGACACGTCTCTGTTCTCCAGCCCTCGACCTTCAGGGCCGAAT
GAAGTGGACATCAGCTCCCCTCTTGTGTACGGGACCCCCAGCTCCCGGGTGGAAGGCACT
CCTCGCAGCGGAGTGCGTGGCACGCCAGCCAGGCAGCGCCCGGATCTGGGATCAGTCAGA
AAGGCCCCCCAAGTGGATCTCCACTCTGACCAGCCGAGCGCCGATAACGCAGTCGCCAGC
GAGCCGAGTGCCGGGCAGAATCTGGTCATTTGGGGGACAGACGTCAATGTTGGGACGTGC
AAAGAGAAGTTCCAGAGGTTTCTGCAGAGGTTTATCGATCCGACTTCCACCGAGGACGAG
AATGCCGGTCTGGACCTCAACGAGCCGCTGTACATGCAGAAGCTGGAAGAGATCAGTGTG
GTCGGGGATCCGGTCCTGAATGTGAACTGTC
>BJ013672 ID   BJ013672   standard; mRNA; EST; 683 BP.
GCATTACAGGTTCAGTCAATACTCGTAATGCTGAAAGAGGGAAAACGGGATGTCGGCATA
TCAGTAAATACTTGAAAGGCTGCTGTGGGTGTCAAAACATTCACATTAAATGCTGCATGT
TGGATACGTGCTCAAATTTACTTGGCAGCCATCTTTCATTGAGGATTTGTGTTTCTTTAT
ANGGCTTTTCTTGTGAAATATAGAAAGTTTAGACAAAGAATGGATTTTAAGTTTGTGATC
CTTGATCAATCAGTCAGATTTTGATTATTTCATGCAGAAAGTGACAATCCCGTATATTTG
TGAAGAGACAATAGTGAAAGACAATATTTGTACCTGTTTAGATTAGCTATGTATTAGCTG
AGTATTCTTTTCTTAGCTGAAAACTTTTGATCTGAAGCGTTTCGTTCTGCAATCATTGAA
CTCTATAACCTTATCATACCCTATCAAAGGCTTGAGACAATTAAAAATAAGACAAAGATT
ATTTCAACACAGACTGCAAACGTCTCTAAGTTTCAATTTTCCTGCTGTGATCAATTTTAC
CAGCTTTTGATGCTACTTTTTTTTTCATCCCATGCATTTATATGTATGTCTGACTTTACA
AATAGAAAAGTTAAACAGGACACATTTTTAGACAAACAATATATCCTAAAGCAGAATTTC
AAAATTAAAGCAGATCTTCTTAA
>BJ013685 ID   BJ013685   standard; mRNA; EST; 644 BP.
GGGGCCTGCAGNACAGGTGGTTGGGAAGACCAAATTAGCCTTTGAGCAGGACGTGGAGCA
TGGTAACACAGATGGTCTGGGAGACTGCCAAAATACTTTTGTGGCTCTGAATGGCCACCA
TCACCACCACCATCACCACTCTCTCTCAATTCCCACCCCGGCCCTTCCAAAGGCCGCTGA
GGGCCCCCTAGGGCGGGGCCGCATGGTGGAGCGGAAGGATCCCCCCATGAGTTCAGACAA
AGGGGAGGACCCCTACTTGGCCGTGCCCTCTCAGACTCAATCCGAAGCCAATGGCGTGAT
CCGTGAGAGCTACCAGAAGGGTCGTGACCAGCTGGTTCCCGTGACCCTGCTGGCCATAGC
TGTCATCCTGGCATTTGCCATGGGCGCCTTCTTCTCAGGCCTAATTGTCTACTGCGTCTG
CGACCACCGGCGGCGAGACATCGACCTGGCAGGCCGCAAGGAAAAGGACAACCTGCACCT
GCACTCCCGACGAGGATCAATGAACAGTGTGACCAAGCTTACTGGTCTGTTTGAGATGCA
GGGAAAAGAGGGTCGCCCGGAGGCGATTCTCACCCCTCTCATACACAATGGGCGACTGAC
GCCAAATGGGAAGATGCTGATAAAAGCGGAGCAGCACCACCTGG
>BJ013703 ID   BJ013703   standard; mRNA; EST; 693 BP.
ACATAACCTGAGCCGGTGAGGCTAAACAATGTTTTGCCCTTTTTGTGGAGTCCATTTTGG
GGCATTTGTACCCTTTTGTGCTTCTTGCGGACGGTCTTTGGAGCTGTTAAGAGGCACGGA
GCAAGCCGGAGGATCAGACGTCCTGCAACACTGTATCAAGTATTTCAACGAGGGTCACTC
GTACAGCGTTATTTTGGACATGCTATTGAGTTTGCATGGTGTAAGGATGAGTTTGAGGAC
TCTTAAAAGTAAACTTAACCAGTCTGGGCTGTATCGAAGAAAGTATTATAGCTCAAGAAC
AACTGTAATTAATGCAATCAGAGCAGAACTTCGTGGGCCTGGCCAACTCTTCGGTTATCG
AACTATGTGGCAGGTGCTAAAACAAAAGCACCAACTCCAAGTGAAGAGAGATACTGTAAT
GGAGTTACTCCGGGAGCTGAATCCTCGAGGATGCCAGAGCAGGGCTCGCAGACGATTCAT
CAGGAGAACCTATCATTCCCTGGGACCTAACTACATGTGGCATGCCGATGGCTATGACAA
ACTTAAACCATTTGGTTTGGCCATTTCAGGATGCATAGATGGATTTTCTCGTAAAGTTCT
GTGGCTGAAATGTGGAGCAACAAATAATAACCCAACAGTTATCGCTCACAATTTCCTGTC
ATGTATACGAAACCTCAATGTAGTCCCCATGAG
>BJ013710 ID   BJ013710   standard; mRNA; EST; 508 BP.
ACAGGCAAACACACTGTCAGCAGACCTGTCAATAGTTGTTCATTTCAAGAAACAAAGTTA
TTTTCTGTGAACAGAAGCAGACTCTGACACCTAATGCACTCAAACATATTGAACATTGTC
TCTTTAGTTTTTTTTTTGTTTTGTTTTTTTACTTCACCAGCACAATTGGTCTTTTTTATG
TTGAATTGTTTAAACCGTTGGGTATTGTTATGTAATTGTACAATATGCTACCTTCACTCT
CCGATGTATGTAAGTATGCAATACAGATGGGAGGAAATANAAGCGATGGAAAGGANAAAA
CAAAAAGTCCAAAAACATTTGAACTGCCACCACTATGCTGCCTCGTTACCCATCCGAAAG



CTGGATGCCAGTGTTCTAAATCCTGNGGTATGGGGATCTTCAANAGGGATGCACATGGGC
ACGCACACTTACATGTATCATTTTTANCATCTTCATGAACTACATTTGNGTTTTTATTCG
TTTTTTTTTTNAAANGTTTTTTTTTNAA
>BJ013728 ID   BJ013728   standard; mRNA; EST; 645 BP.
AAGTAGTGCAGCATGAAGACAAGATGGCTGCTACAGTTGTCCACATGACGCCTCCTCTGT
CCAGCCCCTCAGTTCACCACAAGGTCAGAGACTTTGAGCAGGATCCAAACCAGGGCCACA
GGTATCACTATAGAAACAATCAGCACCAGCACGAGCGAGGTCGCAGCAACTCCTTTAACC
ACAGACAACGCCCCACTGGCTCCATGGAGTCGCTTCAGCAGCCTGACAACAACAGGAGGC
ATTCCCAAGCTTTCTACCAGCCTCGCTACCACCACAACCAGCTGGCAACCCCCCCACCCC
CTTACCAACAACCACCATGCCACTATAATGGCATGGCCTATACAGATGGCAGCTTCAATG
GCTATCAGCATTACTATCACTCTGACCAAGCTAACCCTCCAGTCAACTTTCACGTCCCCC
CACGAATGCGCAGGCAGTTATCTGCACCTAATCTGAAAGCCAGCAGAGAGACTGCAGTCT
GACATGTGGACGCACAAACTGCTTTTACTTTTAATTTTTTTTAACGCTTATGTAGGCAAA
CGCATTACAGATCACAACAACAAAACTGACGGACCTTTACATCAGAACATTGCTCAAGTA
TTGTTTGTGCTGTTTTAAAAAAAAAAGACATTCTTCCATCATCGT
>BJ013731 ID   BJ013731   standard; mRNA; EST; 294 BP.
ACGCCCTGCAGCTGCTCTGTCCAGACATCGGCCGACTGAGGGCCCTGCGGGTGAGGATGG
CCTGGGCTTGCTGNCGCCCATCGCCCTCCCAAAGAGCTTGTTGGACCTGCTGCAGTTCCC
GGTGGGTCACTGCCATCGCTGCAGCCAAGCCATGTTCACCATCATCTACCCCAAGCGGTT
CCCCCTCCGGGACACCGCCCTGGCAGGCGTGCACCGCAGGACGACCGTGAGCTTTGTGGC
CTACTGCTGCTCCAGCCGCTGCCTCCANAACTTTGACCTCNAGGGCTGACGGGT
>BJ013743 ID   BJ013743   standard; mRNA; EST; 631 BP.
AAGCAACCTTGAAACGCCAAAGAACTTCAGGTCCTTTCCTCCACTTTAAAGCCTTGCAGT
TCTCTTGGACATCATTAGCTTTGGTTGGAATTGACAACTACGGCAAGCTCCACATGCTGC
GGGTATCTCCCTCCATGTGTCAGGTGCTGGACATGAATACNGACACTTCGCCACCTCCTC
TTTCTACTAGAGTACTGTATGGTGACGGGCTATGACTGGTGGCACGTGCTGCTGCATGTG
CTTCCCAATATGGTGCACAACCTGGTGGAGAAGCTGCATGAAGAATACATGAGGCAGAAC
CAGGCTCTGCAGCAGGTCCTGGCAACGCGTATTGTAGCTGTGAAGGCCTCTCTGTGTAAG
CTGTCTGCAGCAACGGCAGCTCGAGCTTGTGACTTTCATGCCAAATTGCTGCTGATGGCC
ATCAGCTCCACGTTGAAGTCTCTGTTGAGGCCACACGTCCTCAACACCCCTGACAAAAGT
CCAGGTGATCGGCTCAGTGAGATCTGTGCTAAGAACACGGACACAGACCTGAAAAGTGAC
GACAATGAGAAGGATGTCAGTCACATGATCCACATCATCGACACTGAGCACCCCTGGGAT
GTCTTTTCTATCAACTCTGGTCACACTGAGG
>BJ013766 ID   BJ013766   standard; mRNA; EST; 597 BP.
GGCGGGACCTCCGTCTGCTCGCAAGCCTTCCAGGNACCCTCGCCGTTTGGAAAGCATGCG
CTTCGACGTCCGTTCCCGCGGCAGTTGTGTTCGTGTGCCTTCGCCTGAGACCTTGTTCAG
GGAGTTCGCGTGTTTCTCGCCGTCGACGACGGAGTGAAATGTGTAGCCGGAGACGAGCCG
CCAATCCCCGCAGAGTTCGGATGTGCGTTCGGTAGCTTCCAGATGGTAGACAAGCCGTTG
GTTGGTTGTGGAGAATTGGCGCCGAGGAGCACAGCGAATGTAAACCAGCACGCGCTCCCG
CGACCACTCTCCCGTGCGTTTCGATTTCTCGCAGTGCTGTGGGGACAGAGGCGAGGATGC
AGGTGAAGAAGCAGCGAGACTCCAGCCGGGGCGGCGGGGACATCCTGGAAGGAGAGAGCC
CCACCAAAAACCCCTCATGTTTCTCAAATATCAAGATATTCTTGATTGCCGAATGCGCCC
TCATGCTGGCCCAGGGCACTGTGGGAGCTTACCTGGTGAGTGTGCTGACTACTCTGGAGC
GGCGGTTCAACTTGCAAAGTGCTGATGTCGGCGTGATAGCCAGCAGCTTTGAAATAG
>BJ013779 ID   BJ013779   standard; mRNA; EST; 639 BP.
GNAACGACGTGTTTTCCTCTTTTATATTGGAATTTTGTTTGAATTGTTGCACTTTACCTT
TTTAAAACCAAAAAAATGACGACAGAAATCCCGGAGATCTTCAGGGCTCTGCTTGAGCAC
CCCTTCACTCTTCCAAACTTTGAGGATAATGGTGGCTGGAGCCGGGCGCCGAGGGGACGG
GCGTGTTCCCGGTGGTTTTGAAGAAAATCATGGAAATGCCTCCGCCGAACATACTGGAGG
GAGATGATGACACAGACAAGGAGAAGCTGGGTCTTGGAGAGAACGCAGACCTGAGCGTGG
GAGGGAGCGACATGGGCCCGTCGGCCGCGCTGACCCCCGCCATCTGGGACAAAACCATTC
CCTACGATGGCGAGACCTTTCACCTGGAGTACATGGACCTGGAGGAGTTCCTCATGGAGA
ACGGCATCCCCACTTCCCCCGGCGAGGACGCAGAGGAGGCAAACGTGGCCGAGAAAGCCA
AGGTCACAGCTTCTCAGTCCAAGGTCGCCAAGCCTGCAAAAGTGTCTCCAGTGAGCCTGA
TGCCCGTTCAGGAGCTGGACAAGTGTGACAACGAGGTGGTGATCATCAACAAGACGGACG
CCGACGCCACCTGCGATGTCGTAACAGAGGTCACCACCT
>BJ013847 ID   BJ013847   standard; mRNA; EST; 454 BP.
GCTGCGGCATCGACTGCTACATGTATCTTGTTCAGGACGGGATGTTTCGGGAGTTTCCTG
CTGGTGTTGTTGCAGAGCGGGCCAAGACGCCGTCCAAACGCTCTGTGGGTCGTCGCCGCG
GACGGCAGCCCAACAGCAACAGCAGCTCTCGACCCAGCACCCCCACCATTTCCTCAGAAA
CCAAAGACGCCGACAGCGACCGCGAGGACGGCAAGGAAGACGAGCGAGACAACGATAAGG
ACGATGAAGACAAGAAGGACGAGACCACCAGCAGCTCAGAGGGGAACTCGCGCTGCCAGA
CTCCGGTGAAGATGAAGCTGACGGGTGAAGCAGAGGCGGTGGAGTGGAGCGGCGCTGAAG
CGTCTCTGTTCAGGGTTCTCATCGGGACGTACTACGATAACTTCTGCGCCATCGCGCGCC



TCATTGGCACCANGACCTGCAGACAGGTTTATGA
>BJ013865 ID   BJ013865   standard; mRNA; EST; 612 BP.
GGTTTTTATGAAGAATATTTTTGGTTGATACTTTGATACGTTTAGTGAATTTTGTTGTTA
GCGTGCAACGATGTCCGGAGAGCTGTCTATGATCGGCTCGGTCATCCTGGCTCTGTTTCT
GGCTGGTTACCTCGGCCAGCAGTACTTGCCGCCTCCTAAGCCTAAAGTGATCGGCCTGGA
TTTGGGCACCACGTTCTGCTCCGTGGGGGTCTTCCACCCGGGAACCGGGGAGGTGGAAGT
GATAGCGGACGAGCAGGGGAGAAAGAGCATCCCCAGCGCCGTGTCCTTCACCGCCACAGA
GGTGCTGGCTGGACACGAAGCCCTGGAGCTGGCGGACAGCAACGCCCACAACACCTTCTA
CGATGCGAAGAGGTTCATCGGAAAGCTCTTCGAGCCGGGACTGCTGGAACAGGAGAGCGC
CCGGTACCCGTTCAAGGTCATCAACAACAATGGAAGCGCTGAGTTTGTGGTCTTCACCAA
TCGCTCCTTCACCGTGACCCCAGAGTTCATCGGCTCCAGGCTGCTGCTGAAGATGAAGAA
GATGGCCGAGCTCCAGCTGGGGGTTCCCATCCAGAAAGCTGTCATCTCAGTCCCTGCAGA
GTTTGACGAGAG
>BJ013880 ID   BJ013880   standard; mRNA; EST; 135 BP.
GTTCGTTCCGGTTCCGCTGCTGGCAGGGCGGCGGCCCCCCTCCTCACGCAAACCGGCGCG
GTCTCACCTGTACGGACACAGGTAGAAGTTCCGTTCACGGTGACGTTACTTTCCGAGCGC
CTCTCTCTGCAAAGG
>BJ013884 ID   BJ013884   standard; mRNA; EST; 182 BP.
GGAACTAGTCTCGAGTTTTTTTTTGTCTTTGNTTTAAAGCTTTTATTGAAATTTGACTGT
CTTAAAAATATATTGGTNCTGGAATTTATTAAAAAAATGTAACTAATTAAAGTTGTCTAA
TTTAAATTTTAAAACCGAGATCTCATATGTCTTCTAAAANACCCACTCTGATAAAAAAAA
AA
>BJ013886 ID   BJ013886   standard; mRNA; EST; 622 BP.
GCCCAAAACACCTTCAACACCTCGCGCTTCCTGCCGCAAGCAGAGCACCAAACAGGATGG
TTCCCCCTTTAAAAGGCGTCCCACAGTCACTCCTGGGGTGACGGGCCTAAGGAATTTAGG
GAACACCTGTTACATGAACTCCATCCTGCAGGTGTTGAGTCACCTCCACGTTTTCAGGGA
GTGCTTTCTGCGTCTGGACCTGACCCAGGCACTGGAACTACTGGCATCTGCTGTCCAGGG
ACAACTGGCAGGAAAAGCTTTGTCCCAGTCCCCTCTTTCCCAAAGAAAGGGGCTGCAGAC
CAATGCGGGCTCTGGCGTGGGACTTAGCGGAGGGGCCTCACGGGCCAGCAGCATGGAGCT
GATACAACCCAAAGAGCCCAGCTCAAAGCACATCNTCTCTCTGCCATGAGCTGCACACCT
TGTTTCAGGTCATGTGGTCTGGCAAATGGGCGCTGGTTTCGCCTTTCGCCATGCTGCACT
CGGTGTGGCAGCTGATCCCCGCGTTCAGGGGCTACGCTCAGCAGGACGCTCAGGAGTTCC
TGTGTGAGCTGCTGGATAAGGTGCAGCATGAGCTGGAGAGCACGGGCACGCACACCACGT
CTGCAGGAGTCCCGCACACGCA
>BJ013903 ID   BJ013903   standard; mRNA; EST; 598 BP.
AGGAATTCGGACGAGGCCAGTTGCGGCATCCGTTTGCAGCAGAAGCAGCTGGAGGTGTTT
TATGCTGGATTGTTCATCAGGATTACTCAGAAGAGCGAGATCCTGATCCATGTGGGCTTC
CTGACAGAGGAGTCAGGGGACGTTTTCAGTCCAAAGGTGCTGAAGGGAGGACCCCTGGGA
GAAATGGTGCAGTGGGCCGACATCCTGACTGCCCTTCACGTTCTGGGACACAACCTGAAG
ATCTCCATGTCTGTGAAGGACCTTCAGGGGTTCCTTGGCGTGCCCCCTGGCAGAGGAAGT
TGTCCACTCACCGGTCCGTTGCCCTTTGACCTCATTTACACCGACTACCATGGCCTGCAG
CAGATGAAGCAGCACATGGGCCTGTCACTCAAGAAACACAAATGTCACATACGAGTGATC
GACACGTTTGGTACCGAACCGGCTTACAACCACGAGGAGTACGCGACCCTTCACGGCTAC
CGGACCAACTGGGGCTACTGGAACCTCAACTCCAGACAGTACATGACCATGTTCCGTCTC
GCTCCACGCTCACATTAATTTGGAGCAGTGTGTTTGATGCTGCTATTTTCAGCCGCCG
>BJ013909 ID   BJ013909   standard; mRNA; EST; 284 BP.
GTGAGGTTTTCCTTCTATAAGCCTTTTTTTAGGGGTGGAGCTGGGGCTTGAACTGCAGAA
AGTCTCCTCCTCAGCAGACAATTAGTCCCTCATGCTCTGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGNNTTTTTTTTTTTTTTTTNCCCCCCNNCCCCCCCCCGGNGGGGGGGGNCCC
CCCCCCCCCCCCCCNNGGGGGGGGGNNTTTTCCCCCCCCCCCNC
>BJ013936 ID   BJ013936   standard; mRNA; EST; 641 BP.
TCTGCACCTAAATTGTTTAGTAAAATGAACCAACAACAGTCTTTATTTGACTACTGGACA
GAAGAAAACAACGAGTTGGTAAGAAATTGTAAGGAAGGACAGAATGCTGTTGGGCCACAT
CTAACCTCTGGGTTTCAAAAACTGTTGAGAAAAATACAAGGAGTCCCACCTGAAACCGAT
CACGCACAGCTGGAGCTCTCGGTTGTGTACAATGCCTGCATCTGCTTGANTTCACAGTCT
CAGTTCACTGAAGCTGAGCTCCTCCTCAAACAAGCAACTGAGAGAATTCTACAAATGAAA
GGGGAAAACCTTTGTCAGTCAGATGCTCCTATACTCTGGATAACTGCTATCCGATCAGTG
GAGAACACAGCTTTGCATCCCTTCCTGCTGCTTCTTCCATGTCTGCAGTGGGCAATATGG
CTGGCCACATGCCAGCTAAAGCCTATAAAGGATTTTCAGGAGTCCTCCATGTTTGAAGCT
CTAAGTAGTGGAGTTGGAGGTGATTGTGGAGAAGATGCAAAGGAAACCTCCACAAAGGTT
CCTTTACTGGTGATGGATCCGAAAAGGTTTACTGAGTTATTGCAAATCTGCAGAGTCATT
GTTCAAAGTGCAGAACAGATGAATGAGGGTCGGAGCTCTGA
>BJ013937 ID   BJ013937   standard; mRNA; EST; 684 BP.



GAAACTATGTCTGCGATGACTCACTCATCATGCATCTAGCTAAAACTCCAAATTTAAGGT
GACTTTTTTTGGGAAAGTTTCCTTGCTCAGAAAGGATGGATACTCAATCTGTGCCTCACC
TCAGCCCAGAGTACTTTTCCTGGGACTACCGCCTTCAGCTCATCGCTCTAGGATTTGGTT
TCTACACATCAGTATTCCTCCTCTCTCACCTCCTGTCTCTACTCCTGAGCCAAACCTACA
ACTCCCTGCTCTCCAAGGAGAAAGTTTTTTGGAACCTGGCTGCAACCCGGGCGGCTTTCG
GCATCCAGAGCTCTGTAGCGGGACTTCGAGCTCTGACTGAGGACTCCGATTTGAGCCGAG
ACAAAGTCAGGGGCCAGGAGGACTGGTCGTGGTTTCACCTCCTCACAGCCACAGGCTTTT
TTTTCTTTGAGAATGTGGCGCTTCATACATCCAGTGTGGTATTTGGCTCATTCGACATAC
CACTGGCGACACACCACTTCTTTGCCCTGGCAGGGTTTGCTGGGGCCGTAGTGTGGGATT
CCCAGGGCCACTTTCTGGCTATGGTCACACTCTTGCTGGAGATGAGTACACCTTTTACCT
GTATTTCCTGGATGTTACTGAAGGCTGGATGGGCACGCACCTTATTCTGGAGAGCCAACC
AGTGGGTGATGATCCACATGTTCC
>BJ013939 ID   BJ013939   standard; mRNA; EST; 631 BP.
GCAAATCCTCGTAGTGTAAATGCTAACTATTCGGTTCGTTTTTAACACGGAAAACACATT
TTAAATAAGGCTAGCCATAATGTCGGCTGAGGAAAGGGGCTTCCCTGCACCCACAAAGTT
CGGACAGTGCACCTACACAGCAGAGGAGTACCAGGCTGTCCACAATGCCTTGCGACAGAA
ACTGGGACCAGAGTACATCAGTACCAGAATGGCAGGAGGAGGCCAGAAGGTGTGTTACAT
TGAAGGACACCGTGTCATTGGCCTGGCCAACGAGATGTTTGGGTACAATGGATGGTCTCA
CTCCATTTCCCAGCAGAATGTCGACTTTGTAGACCTTGTCAATGGGAGGTTTTACGTGGG
AGTCAGCGCCTTTGTCAAAGTGCAGCTGAAGGATGGGTCGTTTCATGAGGACGTGGGATA
TGGAGTTAGTNAGGGCCTGAAATCTAAAGCTCTGTCTCTGGAAAAAGCCAGGAAAGAGGC
GGTCACTGACGGCATGAAGAGAGCACTGAAATGTTTTGGTAATGCCCTCGGAAACTGCAT
CCTCGATAAAGAATATCTTCTTGCCATTAATAAGATCCCCAGACAGCCTCCAGCACCTTT
GGACCCAGCAAAGACTAAGCGTTCTGAAGGC
>BJ013948 ID   BJ013948   standard; mRNA; EST; 613 BP.
GCAGCCCCAGGGGCATTATCATTGGAGCCAATCTTTCTGGAGCCGGCATGCCACCCGTCA
CTGATCAACTGGCATCAAGAGCTAACCAACATGGCGGGATTGGAAGGTATCGTGACTTTG
CTGGCTGCAGAGACAACAGAAGCCATGCGTTTTTCACCAGCTATCAGGAGCAGGCCCATG
CCTCCGCCGACGCACCTCGAGACCTTGGCAGCCAGATGATGCTGGGCATCCCTGGCGACC
TCCTCACCCGGAGTCACCCCTACAGCCAAACTGTCAACCCCAAGGGAAACAGCCAGCAAA
TCGTCACTCAGTTCCTGGGTCTTTACAAACCTCTGAACATGGCAATTCAGCGGGGAGGAG
GCGACGCGTTCCTCCGCTGCTCCAAGCAAACAGTCAAGCACGAGCTTGTGTGCAAGTGGA
GTGACGGCCAAGAGGGGGCTGGGAAGCTGCCCTGCTCCAGAGCCTTCGGGACCATGTATG
AACTTGTCACCCATGTGACAGTGGAGCACGTCGGAGGACCAGAGCACGCAGAATACGTGT
GTCACTGGGAGAATTGTCCGAGAGACAGGAAGCCTTTCAAAGCCAAATACAAGCTGGTGA
ACCACGTCAGAGT
>BJ013955 ID   BJ013955   standard; mRNA; EST; 694 BP.
GAACGTAAACACAGCCTGTGATGATGGTGTGGAAAATCAAGGAGAAGAACCCACCGTTTT
AGATTCGGAGGCGTTCGAGGAGCTCAGCGACCGCGCAGAGCAGGACGCAGCCGGGAAGTC
GCCCTCCGTGGCGGCAGAGAACAGCTGGTCGGCTCCTATCTTCTCTTTGGCGCGGAAGGC
CAGTGAAACGATTAGCCATGGAATGAGCTACGCTGCTGCTCCCAGAAAGCTCTCACATGG
ATCATCTGCGAGCTCCTCCAACGAGAAGGAGTCCGAAAATGACACCAGCGGCTCTTCCAA
GAAGATACTACCCGTTCTGCCACCTAAAGACCCCATGGGAATAGAAAGATCCAACCTGCT
GAGCATGATGAAGCTGAGCATCAAAGTCCTCATCCAGTCCTCCCTGAGCCTGGGTAGGAC
TCTGGACTCGGAGTACCCTCCTCTGCAGCAGTTTTTTGTCGTCCTCGAGCAATGCCTTAA
GCATGGTCTGAAAACCAAGAAATCCTTTATTGGTCAGAACAAGTCCATTTGGGGGCCTCT
GGAGTTGGTTGAGAAGTTGTGTCCAGAGTCTGCCAACATTGCAACCAGTGCCAGAGATCT
ACCTGGCATTCGAACGGGTTTAGGGAGAGGGCGGGCCTGGTTGCATTTGGCGCTCATGCA
GAAAAAAATAGCAGACTACATTAAAGCTCTGTTG
>BJ013956 ID   BJ013956   standard; mRNA; EST; 619 BP.
TGGCCCCTGTCTGCACCAGCAGCCCATCATGACCCAACCCCCCGTCTCCATGCCAGTGCC
CTCTCAAGCTGCAACAGGAATGACCATGACCCCTGCAGCTCAGGCACAGCCACCGACGAA
CACAAGTTTTATTGCCAGCTTCCCTCCTGCGCAGGCCACCAAATCTGAAGACGATGAGTT
CCAGGACTTCCAGGAGGCTCCGAAGGCGGGGACAGGAGATTCCACTTTCAGCGATTTCCA
GGGGGAATCGGGAGGAAGTTTCCCTAAAACTGCTGCACTTCAACACCAAAACAGCACACC
TGCTATGCTGACTCCTGTGTCTGGCTCCGCCTCCTCCTCGGTCACGTCCTCTGATAAGTA
TGCCGTGTTCAAGCAGCTGTCTGTGGATCAGCCTGCAGAGCCAACGCCCCCTACCTCAGA
CATTGGAGACAAATACAGTGTGTTCAGACAGTTGGAACAACCTGCTGACAAGAAACCAGT
TGGGGAAGGATTTGCAGACTTCAAGTCTGTCGGCGCTGATGATGGCTTCACAGACTTTAA
AACCGCCGACAGCGTCTCTCCACTAGATCCCTCAGATCAAGCCAAAATCTTTCAGCCTGC
CTTTTCCTCCGCTTTCCCA
>BJ013975 ID   BJ013975   standard; mRNA; EST; 643 BP.
GCACATGCGACAAGCCGTGCACACCATATGCAGAATACATGGGTCACTAGGTGAGAAAAT
AAAGGTCAGTGCTGGATATGTGACAGATTACATAACACTACAGTCACCTGGGTCACACGT



TGAAGAGTCCTGACACTCAGATGTTTGGGATTTAGTGAATATTTGTTCTGGAATAGATGC
TGAGATTAACACGGTGCTTGTGGTGGGGAGATAGGCAATCTGCCTAAATCTCTGCACCCG
CTGCACCTCAACCTCCAGTTGATTCCTGTTGAGGCTGTACAGTCTATGCAGTTCCTTTTG
TCAACCGGCCGAAGCATTCAGTTCAGAAAACAAACAAAAAACGACACTGTCTCCATACTA
ACAGAAAAACTGTGTTCTTTAATGTCATATATATTTTACCAGCATCTAGTGAACGCAGCC
TTGTTTCCTAGTTTCAGGCAGAGTCTCAAGCCAGAGCTGGGTATCATGAATTGCCTCTGA
AAGGAAGCCATCTGTAGAAAAACCCTCGAGATAAAAAAAAAATTATCCGATTCCCAAAGA
GGACAAAAATGGTGCAATATGGAANACTGGAGCACTTTAAAGAGTTGCTAAATGTGACGA
GTGGGCCAATAGAAATAATTACTTGAACTACTTTGACGCTAGT
>BJ013993 ID   BJ013993   standard; mRNA; EST; 638 BP.
GCTGAGAAACAAACTTGTGCGGCTCTCAGGAGGCGCAGCAACAGTTTCCAGGAGCTTCTC
CTTCAGGACGGAAGCCACAAGCTGCTGATTTTAACTTTATTCTGTAAAGTTTGACTTTCT
TTCCCCCCCAGACTGTCCTGTTCAAACAGATGAATCCGGAAAAAGTGCCCCTGTTGACAG
AAACGCAGAGCTCCAACACTCTGCCTGGAAGCCCGCCAAACCTGGAGGGGCTGCAGGGAG
GCGCCGAGCATTGCCATGACAACAGCCGGGCGCAGGAGGATCGAGAGACGGAGAAGAAAG
TAGCCAAAAGGAGGTTGTATGTGGTTTCCGTCATCTGCCTGGTCTTCATGGTGGCTGAGA
TCGTCGGTGGTTACCTGGCCGGAAGCCTGGCGGTGATGACGGACGCCGCTCACCTGCTGA
CTGACCTGACCAGCTTCCTCATCAGCCTGTTTTCTCTTTGGCTCTCCTCAAAGCCGGCGA
CTCAGAAACTCAGCTTTGGCTGGCACCGTGCAGAGATCCTGGGGGCGCTGTTGTCTGTCT
TCACCATCTGGCTGGTCACGGGAGTGTTGGTGTATCTGGCGGTGGAGCGCCTGGTGACTG
ATGACTTCACCATCGAGGGCAGCATCATGCTCATAACC
>BJ013994 ID   BJ013994   standard; mRNA; EST; 677 BP.
GGAGAGAACCTAGCATGAGCTGTAGCCGTCCGTTTATTCCTGCAAACGCTCATAATTCGC
AGCCGCCGTAATTTTTCAAAAGTAAGTACAAAAGATGATACAAGGAAAAACGATGTAGCT
TTCTGCGTTGTTTTTGTTTATTTACAGTGTTCTTTTATGTTCAGCATCAATTTCAGTATC
ATAGCCGCACCCATCATAATCATACAGTATTTTTTTTATTGTGACTTAGCAAGCTAACCG
GAAAGCCACCGTCTAACGTTTAGAAATAATTTTAAATGACAAAAATATATAGTTAACTTG
AAAGTATTGGCGGTTTATTTGATTTCACTTTTTATTTAATTCGCTAATGCTGCTTTGCGG
ACAAATTAACGTCACCGATACACCGTCGAGTTCAAGGCTAGCAATCCCCCGTTCTTCATC
ATCATCATGACAGGTGAAAAACTACGGTCAGTGCGGAAAGACCACAACAGCAAGCTTAAC
AAAAATGAAGAGATAAGGGACATTTATGACGAAACCTCTAACGAAACCAACCCTAAAGGT
ACCAGCAACAATTTCAAGATAAATAAGGCTCTCCAGAAATCCATCGAAAGCTCGTTGCTG
AAGCAGCATCAGCATCTCAATGCAAACAACATCAACGACAACGCATGCGTTGATAAAAAC
AAGAATCCTATTATCCT
>BJ013999 ID   BJ013999   standard; mRNA; EST; 672 BP.
GTGTTGATGTTGGGTAACAGCTGATAAAAGCGGAGCCTGGATGTCCTGCCCTGTGCATTC
TTCTGAAGAACAGTCCAAACTTCATATTTACCATCAGGAATTCTGGATGTTATCTCAGGA
ATGGAGTGGAGCAAATTTCCCCCGATTGGATTCAAGCTTTTGCTTGGTTGTGGGTGCACG
GCAAAAATGTGTGCTGCTCACCCAAAGCCCGTGTTTTCTGACCTTCAGGGCTCACTATCC
GGGTACAGTAACGGTCCCACAGGCCCTGAAGACGCTGAAGAAGCTGTGGGCATCAGAGGA
CTACAGCACCTACAACGATGCGATGGGCGCCGGCTGCTGGGCTCGCATCCTCAACCAGAA
CTACGTCAACGGACAAATGACGTCGTAAGGAAAAATATAAGAAACCCCTGATGCATTAAA
AAGCAAGAATTCTGCTCTTTTTAATCTTATTGTACTACTAAATAATTTATCATGGTTCAC
TCCGACTTTTTTCTTATTTGATTTGTTTAATATCTCCCGAAAAACAGAAAAATCTGGTTG
TTTTAATGCAAATGCTAAAACTCAAATAATAAATGAAAGCATACTGCATTCAATTGAAAA
AATTTTTTTTAAAGGTGTTGTTCAATCTTTTATATTTTAAAAATATCTTCAAAAATAACA
ACAAATTGTAAA
>BJ014004 ID   BJ014004   standard; mRNA; EST; 370 BP.
GTCTTGACATTTTTGTGGATGATATCGTACTTGTTTCTCATTTTCAAATGTTTGACATCA
ACAGAAGGTGTTGGGTGATTATCCTCCAAACCATGTGCTCTCCGCACTGCAGTATTTAGC
CTTTAGAGAGCAAACCGAGCTGGAAAAGAAACTGGTTTCTGCAGACGTGACTCAGGATCT
GACGTCTCTTCGGTAGTGCAACATTGCCCTCATCTGTGTGCTTTTTTTTTTCTTGTCACG
TTGNGCTATAAAATCAAAGTTGNGCTTNTTTTAGGTTCCAATATGAAAGCAATCGCTTTT
TGGATGTTTCATTAAAGGANAAAAATGAGTTGCCTCCTGTCAANACTCTNTTAAAGGCTG
CTTGGGAANA
>BJ014009 ID   BJ014009   standard; mRNA; EST; 366 BP.
GCGCCGGGAACATCATCCCCAGNACTGTGAGTCCAGCACCGTCTGAGAGGCGGCACTGCA
TCTGTGGGGGCGGGGCTAACACCTGCTGCCACTAAAGGGCTCAGGAGCCTTGCTCAAGGG
CACCACACCGGGGCACAGTCTCTGTCTGCAGGCCCCGGAGCAGTCGCTGGGTCGGAGGTT
CAAATCCCACATGTGGATTTGAAGCGGTCAGAGCGCTGGTTTGCTGGGGGAGTTGGACCT
CCGGTTCTCTGCTGAGAGTTCTGAAGGTTCTGATCCAACTGAAGCGCCCCCACAAACCCC
CCCCCCAGCAGGTCGTCATGACCGCTCTGAGCCCCTCCTCTGTCCGCAGGTACCTGCTGA
TCACGG
>BJ014016 ID   BJ014016   standard; mRNA; EST; 665 BP.



TTAGCCTGTCGGGGACGTCATCCTCCTGAAGAACGGCGTACCGGGATGTGAGTCACGCGG
TTCCGCCTATCTGGTTCGTCAGGGAGTCCAGGATACCGCGGAGCATCAACGGTCTCTGAG
CGGGTCTGCCGAGCAGCTCACCGGCCCCGGAGGCGCGAACACCGACACGTCAGCGGCGGC
TCTGCGAGCTAACGCTAGCTCTCGCTACGTTCAGGTCTGCAGGCGACACAGTGGCGTGAT
GAGCGGCGCCGCCCTCGGCGTGGAGATCGTCCTGGTCTTCTTCCTGGCGCTCTTCCTGCT
GCACCGCTATGGGGACTTCAGGAGGCAGCAGCGCATGGTTCTGTTCGGCACGCTGCTGGC
GTGGTACCTGTGCTTCCTCATCGTCTTCATCCTGCCGCTGGATGTCAGCACGACCATATA
TAGGCAGTGTGAGAAGGACCAGGACCAGGCAGACCCCGCCGTCAGCCCAGCGCCTTCTAA
CCACACCCCCAACATGTCGGCCACACCCGTAAAAAGACGCTGCAACAAACCCTGGAGTTT
CATCCCTGAAGGCATCATGCCGGTCTTCTGGAGGGTGGTGTACTTGGACGTCTCAGTGCC
TCACCTGGCTGCTGCTGCCCTTCATGCAGTCGTACGCTCGCTCCGGCGGCTTCTCCATGA
CCGGG
>BJ014039 ID   BJ014039   standard; mRNA; EST; 624 BP.
AGGAATTCGGCACGAGGGGACAANGCTGCTGTGATAAACGACTATTTGAGCGGCGTCATG
GCTCCGTTCACTGCCGTTGTTCTCCTCCTCGCTGCTCTGCGCGGCTGCGGTGAGTTCGTC
CAAATATCATGCCGCGTGACTTTTTTTAAGCTAGTTTAACGAGGCTTTTCCTTCGGTGTT
GGATAAAAATCCGACCGAGGAAAGAATGAAAATGTCTTTGGACAGACGGCAACCTGCGCT
TTGCCTCCTACTATGGAGACGACATGGTGCTACAGAAAGCCCCGCAGAGAGCCGTGCTGT
GGGGATACGCTCCTGCTGGGGCAACGGTCACCGTCTTCCTGTCCGGTCCAGTCAAACAGA
AACGCGCGTGCACCTCAGCAACACTGTACACCACGTGACTCCCATCCTATTTCCTGTTTC
TATCTCATGTCTTGTTTTTTCTTCTATAAGAGAAAGAAGAACTTGTATCGTCATGACTAT
GAATTTGTTTTTACGTTTTGGACCAGTTTGGCTCATTTTTATTCATTTATTTAAAATTTT
TAAAAAGTGTGTTGTCATCCTAAAATTTTTCCTTAAAAGTTCACTTCTATCTTTCTAAAT
TGGTTGTTGAATGTGTCTGATCAG
>BJ014043 ID   BJ014043   standard; mRNA; EST; 644 BP.
GCCGCCGTGTCAGCAGCCTAAAGTCCTCCGACCGACTCGAGGCGGAGCGACCATGAACCG
CGCGGGATCTGCCTGAAGGAGACGCGTCATGGGGAGCCGCAGGAACGGCTTCAGAAACGA
AAGGTTCGTCCTGTCGGTGGACGTTGGAACGACTTCCATCAGGTGTCACGTTTACGACAA
GGAAGCCAAGATCCGCGGGTCCTGCTCGGAGAAGGTTGTCCCTCTGTTTCCGGAGGAAGG
ACACGTGGAGGTGGACCCAGAGGCTCTGTGGAAGAGTTTCATCTCTGTGGTCAGAGGAGC
CGTGACAGATGCAGGCATACGGATGCACCAGGTTGAAGCTCTTGGCATGTCCACCCAGAG
AGCGACCTTCACCACCTGGGACAGGAAAACGGGGGTTCCTTTTCATAACTTTATCAGCTG
GCAGGACCAAAGAGCTGCAGACCTGGTGAGGTCCTGGAATGCATCCTGCACCATGAAAGT
CATCCATGGTCTGATGAAGGTGGCGTATTTCCTGACTCAGCAGAAGCGCTACCTGGCGGC
GAGTCTGATCGTGTTTTCCCCCCAGCACGTCACCATGCGGTTGCTCTGGGTTCTGCAGCG
CTGCGCACAGGTGCGTCGAGCGTGTGATGAANGCACCTGCTGCT
>BJ014059 ID   BJ014059   standard; mRNA; EST; 560 BP.
GCTCCTCCGNAACATCATGCCCAGCCTGGNATACTGCAGTGGTCTTTGAAGAAAAGGAAG
GTCTGGTGGAAAAGCTCTTCAGCTGGGCGCAGGAGGCTCCGCCCCCCCTGTGCGTCTACG
CCACTGGGCTGCTGGCCAGAGCCATGGGCAACCAGGAGGTGGTGGCCCACCACCGAGAGG
AGAACGCACAGCTGGTCCCTATGATGATCCACCGCCTCCTCCAGCTGCAGACCTCCAGCT
CCTCACAGAATCTACCTCCAGCTCCTCAGGAGGACGGCGCTCTAACATCGCAGAACCCGA
GGGCCGGTGTACTACAGGACGAGGACGCAGACCGGGGGGCCAGCAAGGGGTCGTCAAAGG
CCAAACCCTTATCCCTGTTCGGTCCTCTTCAAAACTACGGGGAAAACAGCAGTGGCTCCC
CCCAGACTGCTCCTCTTCCTCACCATGGAAGTCCAGAGTCTGCCTCCAGGGAGGTGGAGG
AGGCTCATGGAGGAGGAGGAAAGAGACCCATGCTGCAGGAAAACGGGAGGAAGGCCAAGC
AGAAGGGCAGCTGTAGTGCC
>BJ014060 ID   BJ014060   standard; mRNA; EST; 815 BP.
GATGTAAAAAAAGTTTTAGTCAATATCTAGTCTCAACTCACACATGAGAACTCACACAGG
AGAAAAGCCTTTTACTTGTAAAGAATGTGATACAAGTTTTAGTCGTATATTTACTCTCAA
AACACACATGAGAACTCACACAGGAGAAAAGCCTTTTTCTTGTGAAGAATGTGATACAAG
TTTTAGTGATTCATCTAATCTCAAAATACACATGAGAACTCACACAGGAGAAAAGCCTTT
TTCTTGTCAAGAATGTAAAAGAAGTTTTAGTCAAATATCTCATCTTAAAGCACACATGAG
AACTCACACAGGAGAAAAGCCTTTTTCTTGTCAAGAATGTAAAAAATATTTTGGTAATAC
ATCTCATCTCAAAGTACACATGAGAACTCACACAGGAGAAAAGCCTTTTACTTGTAAAGA
ATGTGATAAAAGTTTTAGTGAAAAATCAAAACTCAAAAGACACATGAGAACTCACACAGG
AGAAAAGCCTTTTACTTGTAAAGAATGTGATACAAGTTTTAGTCGTATATCTCTTCTCAA
ATCACACATGAGAACTCACACAGGAGAAAAGCCTTTTTCTTGTAAAGAATGTGATAAAGG
TTTTAGTCACAGATCTAGTCTCAAAACACACATGAGAACTCACACAGGAGAAAAGCCTTT
TTCTTGTAAAGAATGTGATACAAGTTTTAATCAAATATCTAATCTCAAATCACACATGAG
AACTCACACAGGAGAAAAGCCTTTCCCTTGCAATAAATGTGATGCCAGTTTTAGTCGAAT
ACCTCTTCTAAAAACNCCATGAAAACTCATACAGG
>BJ014062 ID   BJ014062   standard; mRNA; EST; 551 BP.
GCCGGATGGAGTTCAGTGGCTTCTGACCCGGTTTGATCATGTGGAACTTGGTTAAGTTCT



GGTCCAAGTTCTGGTTCTGACCCTGGTTCAGGTTTAGAACATGCACATCTTCACAGCCGC
TGCTTTAAGGGGGCGGGGCCTTGTTCTCTGAGAGTGGCGCCTCCTGCTTAACCTTCTGAC
GGACTGTCCACAGAGCTCTGCGGCTCACGCTGGCCTCAGCCTGACCGGCTTACAGGAGGA
GTTGGACCGGGCCGGAACGCCAACCGGCCCCGCCCCCTCTGGCCCGGTGACTGCTGCCGT
TAGCGTAGCCTCCTGTGGTTGTGCGTCTGTGCTGCTGTGGTGTAGTTTGTGTTCTGCTGT
TCACACTGAGCAGACGTCTCCAAAGTCCTGATCTGCCGCCGTCTGTGCTGGGGGGTCTGG
ACCTGAGGCCGCTCCACATCCCGGGTCAGGATTTGTTCTACTTAGGTGAACTCACCTGTT
GCCAACGCTTCAGGTGAAAACCAGTGAGTGGAAGCAGCCATTGTGTTTTCAGAACAGGTT
CTATTCAGAAC
>BJ014070 ID   BJ014070   standard; mRNA; EST; 616 BP.
GTGTCGATGGAGCTGCCGTTTGACTCCAGCCTTGAGGGGTTGGAGTTAGATGGTCCGGCC
ACTCTGTTTCAGCTGAAGCTATGGCTGCTTCAGGTCTTCAGCGAGGTGCATCACTGGAGC
AAGGCAGCCGTGACCACCCTGCAAGAGCTGCTGACGAATGCTGCAGACGAGCGAAGCAGC
ACCACCCGGGTCAGGAGCACAAGAAGTGCTCGACGATGAGAAGGAGACAGGAGGAGGGTG
TCTGTGGCAGAAATTACTACGCTCCATGCCAGGTATTTTAGGGTCAGATCAGAACAAGGA
CTCAAGTGAAGTCAGACATGACAAAATAGAAAGATGCTCGGAAATTTGTCAGACGGAGAA
GAATGAGAGTAAAACAGAAAGTTAAATGGGTTTTTGCGTATTTATTTATTTTAAAGGAGG
AAATAAGACATTTTTTTAAAGTGATGATATAAACTTTCTTTCATATTCTTCCTGAAAAAG
AATGATACATTTCCTTTCTTGATGTAATATGATATTTAGTATGACTTTTTAGTTCAGCAC
TTCCTTCAAACACATGCATGACATTCTTATGCAATCTCTCAAACTTACATGTGCTGCTGT
ACTTCCTGTCTATACT
>BJ014088 ID   BJ014088   standard; mRNA; EST; 649 BP.
AGGAATTCGGCACGAGGCCCCCGCAGAGAGCGCTGGTCCTTCGGGCTCTGGGTGGGAACG
ACACTTCCTCGCGGTCCGTGGGTCTTCTTCTCCTCCTTCTCCGCCGTGTCTAAGTTCGGA
ACTCCGGGTCCTTCATGAGGCTGGAGGCCGCTGCCAGGATGGACCTGTTCAGGAAGCTGT
GGAGGGCGCGGAAGCTCATCCTGGTGGTGTTGATCCCGCTGTCCCTGCTTCCCCTGCCGC
TCATCCACCCCACCAGCGAAGCATGCTGTGCGTACGTCTTGATGGTGACGGCGGTCTACT
GGGTGTCTGAGGCCGTTCCTCTGGGGGCGGCCGCCCTGGTCCCGGCCTTTCTCTACCCTC
TCTTTGGTGTGCTGAAGTCCAGTGAGGTGGCTGCAGAATACTGCAAGGACACCACTCTGC
TGCTGATGGGAGTCATCTGCTTGGCAGCGTCCATAGAGAAGTGGAACCTGCACAAACGCA
TCGCCCTGCGCATGGTGATGATCGCAGGAGCAAAGCCGGGCATGTTGGTGCTGGGCTTCA
TGTGCTGCACTGTGTTTCTGTCCATGTGGCTCAGCAACACATCCACCACCGCCATGGTGA
TGCCCATAGCAGAGGCTGTCCTTCAACAGCTGATCTGCACCGGTCTGGC
>BJ014090 ID   BJ014090   standard; mRNA; EST; 238 BP.
GTGAAATGGTTTATTTTTTATGTGTAAGGTGTGTTGTTTTGTCTTTTGGTTTGGTTTTGA
GAAAATTGTTAGAAGTTATTGTCTGCGTCTTGATTGTCTGTGTTTTAATAAACCTGTTGT
GGTTTAGAGTGTGAATTGTGTTTTTTGATTAAATAANGAAAACTGAATAAAGAATTAGGA
GAATAGAAAGGTTTAAGCAGTTCATTTTTCACAGAAAGAGGTTGGTGCTGTCATCTTC
>BJ014098 ID   BJ014098   standard; mRNA; EST; 589 BP.
TGAAAGCAATTTCTTAGAAAGGCAAACACTTTTTTAGTGAAGATTTCAGAAGAGCGTAGA
GGCTCACAGCAGGTGTGTCTAAGCTTGAGCCTTCAGTGACGCCATTTAACATTTTCAGAC
ATTTGGAGAGACAGCCATGAAATGTCTTTGGGACAGCTATTTTCTATTCTGCAAATCATT
TCACAAACAGACAGTCGCCATATCAAACAAATGGTTGAATCCTCCTATGACTCTATGACC
AGCTCAGTGGCCTTGTGGTAGAGTGTCCACCCTAAAACTGAAGGGTTGTGAGTTCAAATC
CATGGCTGAGTCATACCAAGGACTCTAAAATGGGACCTGTGCCTCCCTGCTTGACACTCA
GCATAAGGAGGTTAAATTTCACACACACCTACATATGACAACTAATAGGCCTTTATTTAG
GAATATTTTTATGTAAAACCTACACCATCATTTAAAGATGAAGTGGAATTTTTAAAGTAT
ATTTTATGTTTATTAAAGGATCGTGGCATTTCTGTTTTTAGCAGCTCATCTGATGTAGAA
TTTTATGTTCTGCAGAGAATAGCTGGTAGAGTTTTGCTTTCTGAAAGAC
>BJ014112 ID   BJ014112   standard; mRNA; EST; 635 BP.
AAGCGCTTAACGGCAGCGGGACGGCTCGGCTCATCTGACTCTCAGGGTGTGGAAGCTCGG
CAGTCTGCGCCGTCTGTTGGAAACCTGAGTGTACTGAAGAAACGCTGGGAGCAGCAGCCT
CAGGCTTCATCCTCAAATCCTGCCGTTTCCCACAACAGTTCATCGCCTCACCGCAAAGTT
TCACCCGCCTCGCCCCTCCCCATGTCCAACACCGCAGCTCTGAGCCAGGAGAAAGAGCCT
AAAAGCCAGGTTTACTCTGAGATCAACAGCAGCCAAACATCAGAGCGGATGGAGATGGAG
GCAAAGCCCAGCAGGGATGGAGAGGAGCAGGAGGGACCCGCAGAGGCAGAGATGTCCGAC
ATTGAGAAGCCCAGCATTCCCCTCAACAGCCTGAAGATGATGTTTGAGAGAGGACAGACT
CCAGACAAGGCCTCCAGAGAGCAGACGAGCAGCAGCTCAGCCAACATGGACCATCTACTA
GCAGACGGGAGTCTTGCAGAGTCCACTCCTCTCCGCGACAGGATGGCCCTCTACAAAGCT
GCCATCTCCAAACAGGAAGTGGCTAACGATCAGCTTGATAAGCAGAAGGAGAACGTTCCT
CCCTGCTCCCTGGACACGAGTCTAGAGTCTGAGCC
>BJ014115 ID   BJ014115   standard; mRNA; EST; 703 BP.
GGCTGTGTTAGCTTGTTAGCAGGCTAGCAGCGTTGGCATGTGCTGAGAGGACGGTCGTGT
CTTTTTGGGACGTTTGTGAGGTTTTTGGACAGAAAGGACGATACGTGGTTCGTGTGGGAA



CTCTCAGCATTTTCCAAAGTGTCGTAAATGAGTGAAGAAGTGTTGAACGGAAAGACAACG
TGGATTGCTGTGATTGTGAGACTAGCAGATGATCGATCGGAGCTGCAGTGAAGAGGACGG
CGGTGTTTGTGGGAGTTGGAGCTGAAGATCGGAGCAGGAACCATGTCTTCAGAACCTCAG
GAAGGTTCTGTCAGAGAACAACTTTCTGCTGCTGAAGGAACCATCGTCCAGCTTTACTTA
ATTGTTCTCCCCCAGCATTATGTGATCCACAACCAGCAGAGGAATTTCACAGTGCAACAG
GAGAAACCAGAACCACCACAGATTAAAGAGGAGCAGGAGGAACCAGAACCACCACACATT
AAAAATGAACAGGACGAACCAGAAGCACAACAGATTAAACAGGAACAGGAAGAACCAGAA
CCACAGATTAAAGAGGCACAGGAGGAACCAGAACCACCACAGATAAAACAGGAACAGGAG
GAACCAGAACCTCCACAGATTAAAAAAAAGCAGGAGGAACCAGAACCACCAATGATTAAA
GAGGAACTGGAGGAACCAGAACCACCACAGATTAAGGAGGAAC
>BJ014116 ID   BJ014116   standard; mRNA; EST; 804 BP.
CGAGGATCTACAACAAAACTTTGTGTCAGCTGCAAAGCTGTGATTGGTGTGGCAACTAAG
ACATGTAAAGTATGCCAAACAATCCAGCCAATGAGGCAAAGGCTTGCCAAAAAACTGGAG
AAGTTTCAATCCAAAAAGGAGACTTGGTTGCAAAAACACAAGAAAAACAAAACCACCACA
CATGTTTTGGATGAGGCATCGGTTTTGGTGGAAAAGTTGAATACTTTGGGACAAAAAGCC
ATTGTGTTTATTGCCAGACCTGGAAAGAAAACATCTACGTGGCATACACATGTCATTCAC
CCTAGGTGGCAATTAACCGATCAAGCTGGACAGTGTCTGGACCGCATGAAAGACCTATAT
GAGCTAATGATCAATGGTTGGACGAGCCTTCAAATGCCCTCTGGTCCAGTCATCCAGCCT
TCAACCTCACCAGCCATTCAACCTTCAACTGCACCATCCATCCAGCCTTCAGCCTCACCA
GCCATTCAACCTTCAACTGCACCATCCATCCAGCCTTCAGCCTCACCAGCCATTCAACCT
TCAACTGCACCATCCATCCAGCCTTCAGCCTCACCCAGCCATTCAACCTTCAACTGCACC
ATCCATCCAGCCTTCAGCCTCACCAGCCATTCAACCTTCAACTGCACCATCCATCCAGCC
TTCAGCCTCACCCANCCATTCAACCTTNAACTGCACCATCCATCCAGCCTTCAGNCTNAC
CANNCATTCAACCTTNACTGNACCATCCATNCNGCCTTNANCCTANNNNNCATTNNANCT
TNAACTGNNCCATNCTNCNNNCTT
>BJ014119 ID   BJ014119   standard; mRNA; EST; 658 BP.
GCACAGTAGAAGTTCAGCCCCATGAGTGTCGGTTACCTTCCGGTCTGATGGCTGATGATG
GAGCAGCTCTGACACCTGAGCTCACAGCCCAGGAGTTCTAACCACCATCCATTTCTCATT
CTGATAAAACACAAAGACACAACAGCTGCAAGCATCCCAAATCCTGGCCCATAAAGCAGG
AGCTGTTCTGTAGGTCACACTCTGAACCTGGACCCACTACAGCTCTCCTGGATCCCACCG
GATTTCTTTAGTCTTTGTTTGGCTTCACGCGGTACAGACAGTTCCTGCTGAAGGTCTGGA
GCTGTCTCTGATGGTAAATAGTAGTCTGATGCCCCCCCCCTCAAGATGATGTAAAGTAGG
GATAAGTGAAATGGAGGCGATATGAAACTCTTTCCATGTGAGACGAGGGAAGGTGCAGAC
ACTCCAAACGATGAAGATGAGGGCAAAGCGGCCCCTCCCAGCTGCTCACCTGTGACCTTC
AGCTGAAGCCTTCCAGTCATGGTAGAGAAGATGAGCCGACATCTGCCCTACAGCCAACAG
CAGCCTGTGTCCTGCAGAGGGCGCAGCTGAGCATCAGGAATCTCCCCTCAGTTGTAAAAA
GTTCATTCCTCTTAAGTGCCTTTCCTTCCAGCTACGCTCTGTCATGACCCCCCCCCCC
>BJ014132 ID   BJ014132   standard; mRNA; EST; 705 BP.
AGGAATTCGGCACGAGGGGACTACAGGTTCCTCTGCCGCGCTCGAGTTTTCCGGCAAACA
TGGAGGTTTGAATCCGTGCGTAAAGAGGATTTTGGACGCGATGGATTCCCTATCTGGAGA
CAGCGAAGAGCGCACGCAAAAGGAAAATCTTTCTGAACTGAGAGATAGTTGTCAGTGAGA
AAAACGATGAATGAAACTCAGGTCGCTCGTCCAAGGGCCCCCACCGTCCCAGTGATCATG
TTCATCTTCGGGGTGGTGGGGAATGTCATCGCCATCGTGGTTCTCCGGATATCAAGAAAA
GAGCAGAAGGAGACGACTTTTTACACTCTGGTGTGTGGCCTGGCAGTGACGGACCTCCTG
GGTACGCTGCTGGCGAGCCCCGTCACCATCGCCATCTACATGAAGGGCTCCTGGCCCGGC
GGTGACCCGCTGTGCCAGTACTCCGGCTTCATCCTGCTCTTCTTCTTCATGGTGCAGCTC
AGTATTGTCTTTGCGATGTCAGTGGAGCGGTACCTGGCCATCAACCACGCGTACTTCTAC
AACCAGTACATCAATCAGAGGCTGGCAGCGCTCTCTCTTCTTGGCATCTACATGTTCAAC
GCCTTTTTTTGTGCGCTGCCGAGCGCGGGGCTCGGACACGTTACGCACCAGAAACCGGGC
ACCTGGTGCTTCATCGACTGGCGGAACAACAACATGACAGTCAAG
>BJ014139 ID   BJ014139   standard; mRNA; EST; 581 BP.
CACTCAGGTAAGAAATNGGTTACACATTCTGTGGAGCCAAAAGGAGTTCCCACACTGGCT
GCTCATTTGCATTTTTGACAATTGTTTAGGCAACATGAAAAACAAGAAAAGAACTAGTTT
CAGCTGAGACATATTAAAGTTTAAAACGCTTTGAGCCTTTGATAACACATAGGAGGCTTT
GGAGGCAGAGAAAACGAAGAATCGAACGCTTTTTTTTTTGTGAGCATTGCGAAATAAAGA
CAAAGGAAGACGGAAATATTCCCATGAAACAGCTTTGTTACCCTCCCACCCCCATCTGCC
CATCAACTGACTCCATTCTTCAACTTGACATCATCCTTCCACGCAGACAAGAGGAAGAAG
AAGAGAGAGGAGAAGAAGAGGNGGGGGAGTAAATAGATGAAACAAGGGGAGGAANAGCAN
AGAGGAGGNGGGCAGCACAGTTTCAGCTCTCACAAAGCCGAGGAGGGGAAAGTGACAGCA
GCTAAAACTTGGCAACTAGTGANATGAAATTCGTGGGGGANACGGTGGAGCTCCGTGGGA
GAGGGCATCCAACAGGAACGTTAAATTTGGATCTCCTGGAA
>BJ014149 ID   BJ014149   standard; mRNA; EST; 419 BP.
GCAGAGTGTCATTTTCTTTCCGCCTTTTGATTACAAACATGTTGCTTTGGTTTTAACATA
CGTGCAATACAAAATCTGACAAGGTTTTTTTTTTAAATAATAAAATATTAATTATTGTAA



AGCAGCTGGGTTGGGTCCCAGTGACCCCGGATGGGATTCANAAAATAGATGGATGGAATT
TATAAAGTATGTTTCANATTTTGCAATTGGTGTTTGTTGGGTAAATTAAAAAGGAAACAC
TGGGTTTTGTCCTTTTTTACAGGACACATGGGTTCAAAGGCGTTCACTATGAGGCGGCTG
ACCACACNCCAGCTGACAGTTATATTTACAGGTGANATAAACATTAACATCGACTCTTTT
TGTGTGGCGTTTGTGAGGCAATCTTTAATTCATGTGTATGTTCACATGTCACAAAACAG
>BJ014152 ID   BJ014152   standard; mRNA; EST; 638 BP.
CAGCAGGAACCGGCTGAACAACCAGCAGCTGGAAGCAGAGAATGAAGTCAACAATGAGAT
GGCCAATCGGATGTCCTTGTTCTACGCTGAAGCAACGCCGATGCTGAAAACTCTGAGTAA
CGCCACCACCAAGTTTGTTTCTGAGAACAAGACCCTCCCCATAGAGGACACTACAGACTG
CCTCAGCACCATGGCCTGCGTCTGCCGCGTCATGCTGGAGACTCCGGAGTACCGCTGCCG
CTTCACCAACACCGACACCATGCTGTTCTGCATGAGGGTGATGGTGGGGGTCATCATCCT
GTACGACCACGTCCACCCGGTGGGGGCCTTTGCCAAGACTTCAAAGATTGATATGAAGGG
CTGCATCAAAGTGCTGAAGGAGCAGCCGTCCAACAGCGTGGAGGGACTTTTGAACGCCCT
GAGGTACACAACACGACATTTAAACGACGACAGCACCTCCAAACAAATCAGAGCCCTCCT
GCAATGAAGGAGGAGACAGCAGGAGGAGGAGGCTGAAGATCCAGCCAGAGGCTGGCTGAA
ACGAAGAAAATCATCTCCAAATTAAAGCAACCTGCTGAAAACCAGAAGAGGAATTTAATA
ATATATATCGTCAGCTGTCCATCATTCTGTCTCTCATT
>BJ014165 ID   BJ014165   standard; mRNA; EST; 652 BP.
AGGAATTCGGCACGAGGAGTNTGTGGCTCTTTAAAAATGATAGAAATTGCATTAAACGAG
GAGGGACTTCAAGGGGAGAATAATTCTTTTTAATTCGTCAAATCAATAAAAGATACGAGA
GGGATGGTGGAATAAGACGGTCATGAGGTGTGGAATAAAAAAGAGGCACAAACACCGGAA
TGCCACAGGCTGTTTCACCACTGCCCTTCCTCTTGACACTGCTGGGATATGCTTTTGCAA
GACTCAGTATCTGGCCATCATTCCATGTTGCCCTTAGCAACGGCAGCGTATTTGTGGACT
TCAGCACAAAATCCAACAGTAGCATCGTGAGTAACTTGAGTCTTTCCCTTGTCGACATGG
GAACCAACGCAACCCTTCTGACCAGGACTCTTCCCAGCAACCAACCGGTCGGTAGGGTGG
AGTTCAATTGTTCCTGCTTCCTGTATGCGGGAACTTTCCGGTTCCTGCTCAGGCAGACCT
CCATCACCCCTGCTTTCCATGCCAATGAAACGGATGGCGTAAGCGTAGAGAGCCTCACCT
GGTGGTGGAGTTCAGAACTGGAAGTTCAGTGGCCTACCTTTCACATTGCTGTGGAGAGAG
CAGCAAACCGCTCTGACTCTTTTCAGGTTGGAATATCAATGAATGAACACTT
>BJ014171 ID   BJ014171   standard; mRNA; EST; 695 BP.
GCACCAAAACATTCTTCTTCCTTTTTTGTAGCTATGGAGTCCAAAGCTGTTATCACTAGG
TGTGTTTGCATTTATACTACCCACCAATCCAGGAATGCTCATTCTTTTAAACGAGAGATG
CTACAGCCTGACCCACTGGTTTGATGGCTGGTCTGGTGGCTAAATTAAGTCATGTGAGCA
TGCCAATATAAGTTTTCTGTCGAACTTGCCAAGTTTAAAAGTATGTCAAGGCTTTAGATA
AATATTTGACTTTTTTTAAAGTTTGAAATCATATTTTTTGGCTTTAAAGAAGAATGCCCT
TTAGTTTGGATAACTTGTTTAAAAAAGTGTAATTGGTTAAAAAGTTTAGTGTTAAAAGGC
TTGTCAATAAAGTTTTAATTGAAGATGAAAATTTCTGTCATCCATGATACATGCTTTCAT
TTCGGATTTAGAAATTCATGAGTTTTACTTATGTCGTGTGGGTTTGAACCAGTGTAAAAT
ATGCACTCATCATTCCAAAACAAATGATAACCTAGAAGTGATTATTAAAATGTTACCACC
AAGGTATGCCTGATTCGATCCTTGCAGTTTTGCAAAAAGAGCTCTGCTGCATGAATGATG
ACTTTACATTCTTTTGTCGGATACCCCTTCACTCTTCAATGAGTGATATCTTCTTTCTGA
CATGCCAGGAGCTGAATATAATGATCACATCTTTT
>BJ014198 ID   BJ014198   standard; mRNA; EST; 587 BP.
GCAGGAATTCGGCACGAGGCGCGTTNGAACTCCGGGATAACGCCGCCTCCGGTTTCAAAG
TGCAACTCCCGGAAGATTGAACCGTTTGTGTGAAAGTTCACAGGGTGAAAGTTGACGGTG
GAACAGAGACGTTTTGGATCACCGACCACAGCGCAGCATCCCTGCTCCTGTTTTCTGTTT
GATCTGTTCTCAAGGACTCTACGTCAGCGGGGCTGCAGTCAGAGTTGTTGGAAAGACAAA
AACAAGAAAAATGCAGCTCGGAAAAGAATTGCAGGACTCTGCCGGTACCGGGACATCTGC
GGCCAGAACCACCGGCCGCCGGAAGAACACCGCAGTTATTTACGTGACGTTTCTAATCCT
CACTCTTGATCTGAGCATGATGTTTTTGCAGTTCTCCGTGACACCATACTTGGCGAAGAA
ACTTGGCTTTGACACTTTATGGTTTGGTTACCTGCAAACTACAGTTGGTGTTGCTCAGCT
GATTGGGGGTCCTGTGTTTGGAAGGTTTGGAGACCTTTTTGGAGCACGGGCAGCCTTGAC
TCTCGTGTGTTCTGCAAATGTTGTTTTCTTTGTGCTGCTGGCATTAG
>BJ014201 ID   BJ014201   standard; mRNA; EST; 552 BP.
AGTGGGTTTTGCTGTTGTAACTCAAGATAAGGTTTTGAAGGCAGGACCCCTGCCTGGAAA
TTACTCAGCACAATCAGCAGAGTTGACAGCTTTAACTGAAGCATGCAAACTTTTTAAAGA
TAAGCCAGTTACAATCTACACTGATAGCCAATATGCGTTTGCTACAGTGAGTTTATTTTG
TCAATAGTGGAAGAACTGAGGGTTAAAACGTCAACAAGAAAACCAATAATGCATGTAGAC
TTACTGAAGGAATTATTGACTGCTGTAATGTTACTATCTAAAGTGGCAATATGTAAATGC
GAGGGACACACACGAAGAACAGATCATATTTCTAAAGGAAATGCCTTTGCAGATGCAACA
GCAAAGCAAGCTGCAACAAAAGATGTAGAAATATGCACAAATGAGGATGTGACTGCAGAT
GTAACCGCTGATTTTTTTTTAAAAAAAGAAATGCCACCCAGTGCACCAAAACAATAAAAA
AATTTTGGTTGAAAAAGGGAGCAAAGTTAGAACAAGGTCTTTATGTCAGCACAGAAGGAA
AACATATTTTGC



>BJ014208 ID   BJ014208   standard; mRNA; EST; 603 BP.
TGTTGAAACCTTCTTTCTCTGAAATAGTGATGGACATTTCTTTTTCCCACTTTTCTTTAA
CATATAAAGTTGTGTTTTTCTGACATGAAATGAGGCTGTGGTACAGTTTAGAGATCATTT
TGGATGTTTTGTGCTGGTACGCTCCAATTACTACCTCTAAGACTGGGATTTGTTCACTCC
CCTCTTCTGATCTAATTGCTTTGTTAAAATCCTTTCTTGAAATGCATGATAAAGGTCTGT
TACGAGGTCAAAAGCTATTTAAAAGAAGTAAATCCTTTATCGCAGTTTAGTCCAATCTGG
GGTAACCAGCTTTTTTTTACCAGAAAGAATGGATACAACATTTAAAACGTGGGCATCCAA
AGGACTTGGAACAATTAGAGATTTGTACCAATCACTGTCAGATACCTTTATGTCCTTTGA
GGAACTAAAATTTATGTACAACCTGGATTAAAAAAAAAACACTACTTTAAATATCTTCAG
TTAAAAAGCTTTGTGAGTGCAAACCAAAAGAATCTTAACACAATTCCTCTTCCACAGTTG
GAAACCCAGATAATTAAAAAACAAATGAAGAAAAGCCATAATTTCTGACCTCTATAACTT
GTA
>BJ014222 ID   BJ014222   standard; mRNA; EST; 673 BP.
GACAAGCTGAAGGACCTGACAGNAGNAAACTGCTGGAAATGGAAGACAAGTACAATCAGG
AAAAGTCTGCCAGAGAGCGCCACGCAGAGGAGAAGGAGAAACTACAAGCTGAAATGCAAT
CTGTTCAGCAGAGACTTGATAATGCCCTAGCTGCCAGTGGAAAGCACAAAGGAGAGGAGG
AAGAGTTCAAAACTAAATACGAGGAGCTGACCGAGAAGTGGCTCAGTTTAGAGCAGCAGC
ACAAGGAGCTAGCAGTCCAGAAGGCTGATCTGGAGGCTCAGAGTGCCTTATCCAACACTC
AGATTCAGAATCTGCAGGAGCGTCTAAAATCAGAGCTGACTCGGATAGCCACGTACGACA
CAGAGCTCAAATCCCTTCACGATGCCATGAGGCAAGCTCAAGCAGACTGCAAGAAAGCAA
GAGAGGCTGAGCAGGAGGAAGGCCGGCGAGTCTCTGACCTACAGAAGCAACTCCAGGATC
TCCACAAGCATCAAGCGTCTCTGCTGCAACAACATGCCGAAGCCAAGGAGGCCTTGGAAG
CTGAAGTGGCCAAGCTTCAAACGGCTCTAGCCGAAGAGGAGGAGAGCAGCACCCAGAGGG
CCGAAGACGTAACCGCCCTGCAATCCGAACTCCTGCAAGCCACACAAGCACTTGAAGAGA
GCCGCTGTAAGGA
>BJ014232 ID   BJ014232   standard; mRNA; EST; 529 BP.
GGCACGGCGGCGCTGACGGCGGGTCTGGACCGGATCCCGGACCAGCTCGGGTACTTGGTG
ATCAGCGAGGACGGAGTTCTGGCGGTAAGTAGTATCCGGGCCCAGCTTTGTTACCGAACC
GAACCTGAGCAGGCTCACCTGTGCAGTCGGCAGGTGAGCTGGAGAACGACGAGCACACGG
CGAGCGTCATAATGCAGATGGTCCGGACCGCGAACCGCTTCCGGTTATCTGGATCTGCGG
ACCACTTCCGGTCACCCGGATCCGAGGACGTCCCGTTTAAGCGCATGTCCGTGGTTCTGG
AGGACTTCGTCTTGGCGGTGACCGTTTCCGGTCAGAAGGTGTTTGTGGTCAAACGTCAGC
ACGCGCATCCTGAGCACGTCACAGCGTGAAGGCGGGGCCAGGCGGAGAGGACGACAGTCC
ACCTTTGGACCGAGTCGGAACCGACTTGCTCAGTAATGAACTGATGTGACCCACCAATCG
CACAGAACTGGAGCAAGTTCTCTAAACAGTTTCGGTTCTGTTTGGATCA
>BJ014248 ID   BJ014248   standard; mRNA; EST; 655 BP.
GGGAGAGCAGGTCGGACGAAGAAGCCGATTATGAAGAAGAGGAGGTGGATCCCAGAATCC
AGGGAGAGCTGGAGAAACTTAACCAATCCAGTGATGACATCAACAGATGTGAAACAGAGC
TGGAGGATGCACGGCAGAAGTTCCGCTCTGTTCTGGTTGAGGCCACAGTGAAGCTGGATG
AACTGGTGAAGAAGATCGGCAAAGCCGTGGAGGAGTCCAAACCGTACTGGGAGGCCCGCA
GACTGGCCAGACAGGCTCAGCTGGAGGCCCAAAAGGCCAGCCAGGGCTACCAGAAAGCCA
CAGAGGTTCTCCGTGCAGCGAAGGAAACCATCTCTCTGGCTGAGCAGAGGCTCCTGGAGG
ATGACAACCGACAGTTTGACTCTGCTTGGCAGGAGATGCTGAACCACGCCACACAGAGGG
TAATGGAGGCAGAACACACCAAGACCAGAAGTGAGCTTCTACACAAGGAGACGGCGTCCA
AATACACGGCAGCTACCAGCTGCATGAAGCAGCTGGAGAAGAAGCTGAAACGAACCATCA
GCAAGTCCAAGCCGTACTTTGAGATGAAAGCAAAGTATTACCTGCAGCTGGAGAACCTGA
AGAAGATTGTCGACGAGCGGCAGGCCAAACTGTCTCAGGCCAAAGGCGAGTACAA
>BJ014250 ID   BJ014250   standard; mRNA; EST; 570 BP.
ATTCGGCACGAGGGCGCTGTGAGCTGGTGGTGGGTTACACAGACCGAGTGGTGCGAGCTT
TCCGATGGGAGGAGCCATCCGACGGCGCAGATGCTGCATCGGGTCAGCTGGTTCTGCTGA
AGAAGTGGCTGCTGGAAGCGCAGGTGGACAGTCTGTCGGTGAACCCGGGTCCGGAGGGTC
TGCCGGAGCTGATGGTGTCTCAGCCGGGCTGCGGGTACGCCATCCTGCTGTGCACCTGGA
CCCAGCAGGACTCCACAGAGTCCGAGGACGAGGACCCGGCCTCGCCCGGCAGCGAGGGCC
CGTCCAGAGACGTCCTTCTTCATCTGACCACCGGGCGGATCCACAACAAGAACGTCTCCA
CCCACCTGATCGGAAACATCAGCAAAGGTTCAAAGGAGGAATCCTCCAAATGTGGGCTGT
TTGCTCTCTGCACTCTGGATGGAACCTTGAAGCTGATGGACAGCTCGGAGCAGCTGCTTT
GGTCGGTTCAGGTGGATCATCAGCTCTTTGCTCTGCAGAAGCTGGACGTCACCGGAGACG
GCAGGGAGGAGGTGGTGGCGTGCGCGTGGG
>BJ014253 ID   BJ014253   standard; mRNA; EST; 581 BP.
GGCCGGCAGCACAACAAAGACAAACCGTACAAATGCCACAACTGCAATCGTGGTTACACA
GACGCCGCCAGCCTGGAGGTTCATCTGTCCACGCACACCGTCAAACATGCCAAACTCTTC
TCCTGCGGCCTCTGTAACAGATCCTACACATCCGAAACCTACCTAATGAAACACATGAGG
AAACACAACCCTGACCCGTTGACCGTGGCAGCAACGGTGGCAGCTCAGCAGGCCCAAGGC
CTCAGCACGGGTGGAGGCGGCAGGGGTCGAGGCCGTGGTCGAGGGAGAGGAGGTGTTTCT



GGTGGAGGTGGCAGAGGTGCAAGCCAGCTTCAAAGTCAATCCAACCCCAACAACACCAAC
CAGAACCCGAATCCTGGACCCCCAGGCAGCTATCAGTCTACCCAGCAGCCCTCAGAAGCT
GTGGTTCAATGCCCGTTCGACCTCCACCAGTACAAGACAGTGGCAGCCAATGAAATCCAA
TACAAGCCTGTCACTGTGGCTGACCTCCCAGTTACCCACAAAGACCTCTGCCTCACCGTC
TCCACGTCAGCCATTCAGGTGGAGCACATGAACTCGTAGAC
>BJ014295 ID   BJ014295   standard; mRNA; EST; 663 BP.
GCTTGGACAGCTGGNAAGGCCGCAGCATCACGGTGAAGGCCTCTTCTGTATAGAGGACGG
GGGCGGAAACGTCACGTGGTCTCCGCAGAGACTGGTCAGTTATTTGGAGACAACATGCAC
AAATAGTTCCTGGACTGATCTTCTGCTAACTTTGAGATGGAGAGGCTGTCAGGTTCATCT
GTTTCAGGGTCCTGCATGCTCTCCCTCTATGTTTGCCGTAGCAGTGGATGGAACTTGCTA
AATGTACTGTTTTGAGAGCCAACTGGGTTGTGTAAAATTCTTTTCCACCTACATTTTTGA
TGGTCTAAATGTTTTTTTTATGTAAACTTTTCTGTTCTTTTAGGCTCAGTGGTTATTTGG
AAGATGCGTTTTTGACCAAAAACACTGTGGTGACCTCCTTTGTGAACTGCATTCATGGGG
AAATAGAATATAATCCTGGAGATGGGAGATGTGGAGCAGGTAAGTTTGTGGCAGCACCAG
AGTCCTCCAACAAGTTTTCTGGCAAAGTAAATGAGGAAGGATCGCAGTCTGCCATCGTGG
AGTTTTGCTGAAAGGCCTGAACACGTTCCATCCATGCATCCATCTTCTTCCATTCATCAG
GAACCAGGTTGTGAGGGCAGCAGTCTAAGCAAAGATGCCCACACTTCCCTCTCCTCCAGC
TCC
>BJ014297 ID   BJ014297   standard; mRNA; EST; 420 BP.
GCGGCCTCACGCCAAANAAGAGTTTGCCCAGCAGGCCTGCACCTCCTTACGTAGGACTGC
TCGGTTCGATTCCCGCGGAGCCCGTACCGGCCGTTTGCTCCACAGCACTTGGGTGGAGCA
GTCCGGCTGCGGCGTCCAGAGGCAGCCCCGTGGCCTCTGCAGGCTTGGGCTCCTTTGGAA
GTGAGAGGCAGCAGCTGGAGTGGGCCAAGCGGGACGGCGAGCGCGAGGAGCGGCTGCGGC
GGCTGCGGCTGCAGGAGCAGCAGGAGCTGGAGCTGGCCATCGCCCTCAGCAAGGCCGACA
CGCTCAACGCCTGACCCCGCCCCCACCGCCTCTGATGTCAGCACCACTGACGAGAGTTTC
CTGCCTGGACCCAACTTTGCTCTGCTTCACCCATCAGTTCATGTTCCAAACGGCTGAGGG
>BJ014306 ID   BJ014306   standard; mRNA; EST; 651 BP.
GCACAGCAGCAACAGCTGCCGTCAACGCAGANCGCAACCTCCGAAAAAGCCAGTCAGCCT
TTGCAGCAGACTCACGGGGCCTCCCCGGCTCCTCAAGCAGGTCAGAGCTCTACGGTCCCG
GCACAGAACGCGCACGTTCCACTGCAGCGGCCACAGACCCCTCTCTCGCCAAAGCCTTCT
CTAACGGCAGACGGACACGTTTCTTCTCCTGCGTCGGTCGCAAGCGCCAACGATCCCACA
TCCCAGCTCGCCGCTGTCGAGGGCCCTGCTCTCAGCCTGGACAATGTCAAAATGGAAGTG
AAAAAGGAGGAGGAGGAAGATGAAGGAGCAGAAGGGCAGGGCGATGGCAAAGGACATATT
GAAAGGGGTTCATCAGAGGTGAAGGCAGAGGAAAAGCCAGAGATTAAGAAAGAGAAGCCA
TCTGGAGATGGGTGTAAAGGCGAGCCCATGGATACCTCTTCTTCCTCTGAGTCATCTGCA
GGAGCAAGTGAGGACAAAAAGCCAGTGGTGAAGAAAGAGCCTAAAGAGGAAGAGGAGGGG
TCAACGACCACCAACAGCTCCCCAGCCACTGCTCAGAGCAAGAAGAAAATCTTTAAGCCG
GAGGAGCTGCGTCAGGCTCTGATGCCAACCCTGGAGGCTTTGTACCGCCAG
>BJ014332 ID   BJ014332   standard; mRNA; EST; 640 BP.
AGGAATTCGGCACGAGGCGACAGCGTACCCGTAAGTGCATGCAACTTACATTATCCTTGC
AAATATTTCATGATACTCTTGACACACGCTGCACAATGGTACGTTCCAGTTTCGTGAGGT
CCATTTAGGTGGCCGTACTAACCTCGAGGGAACTGCAAGACACACCTGCGCTAACCTTAA
GACGACGACCCTCTACGACCCCGGTCAACCCAAAGACCCATAGCACCGGTTCAGGTCAAA
CCCCCAGTACAGGTGCATGTGACTAAGGCTTTAGCAGAGGCTGAACTCGTCGCACATCCC
CTCCACTGAGAGTTCTTCCACCTGCAGTTTGGTTTTCTCTTACAAATGAGGACGCTGGGA
GTAAAAGAAAGACGATACACGGCGATCAAAGGTGGGGGTTCTGAAAGGGAGCCCTGCCGT
GGTCATTCGGCGCCGCTTGGTAACCACACAGTGAAGTCGGACCTCGGCTTTACGTCGAAA
AGCCACATCTATTTAGGTTTGCTTTCTTTACAAACATAGCGTCTGACCACTTGGAGACAG
CTTATACTTTGTCAGGCTGTAATGAGGGGCGGCTTGTCCGGCGCTCCGAAACTTCTCCAT
ATAGTTTACACTGAAGATTTATGGAAGACAAAGCTGACAA
>BJ014350 ID   BJ014350   standard; mRNA; EST; 636 BP.
AAGAAAATTGAAGATGATGTCACTGGCATGACAAACAAGTTCAACAATGACAACATAAAG
GATAAGACTAACGTTGAAGAAGCGACTAATCGCTGGGGGAAGAACTCCAAGTTGGTTCTA
GTGTCCTTATTGCTGGCTGGACTGCTGCTGGCTGCACTGCTGGTAGCTGGTTATTACCTC
AAGATGCACCGCAAGACTTCTAAAGGGGTCAGACTAGTGAGTACTTTGGCGGTTTGACAT
TGATGAACCAAAAATGTATATTTCAACATGCAAAGTAGTACTCACTTGTTATCCAAATGG
ACATTTCAGTGTCAAGCTGTGTTCATGTCACTTTCGACAATGTGTGTTCAAGCGGCCACT
TCAATGAAAAGTCTATATAAACATACCTAAATGCACAAATTGGGTTCTTGCTTTTAAGGT
CTTCACATTCACTTGTAGCTAAGCACATTTTAGGTCTGTTTTGCAGCGTTACTTATAAAA
ATCGCGCATTGAATGGTAAACCAGGTGAAACTTTGACCAATCAGGGACTCGGGTTTGGTA
GCACTGTATGGATGGCGTCCCTTTTCATTCAGGGAAGTGCAAACTGTTTGAAAATTGGTC
ATGGAGGAGAAATCAATGATTGCAATTTGTGCCCGG
>BJ014370 ID   BJ014370   standard; mRNA; EST; 623 BP.
GGGAGGGTCCTGCGGCGAGGGCGGGGGTGAAAGTGGGAGACAAACTCCTGGAGGTAAACG



GCGTAGACCTGCATGAAGCAGAGCACCACACTGCCGTGGAGGCTCTGCGGAGCTCCGGCG
CCACCGTCTCCATGACAGTCCTGCGGGAGCGGATGGTGGAACCGGAGAACGCCATCACCA
CCACGCCGCTGAGACCCGAGGATGACTACTTCCCACGGGAGAGACGGAGCAGCGGGCTGG
GCTTCAGCGTGGACGCCAGTCCACCTGGACAGCGGCAGTGCTTCTCCACCTGTCTGATCC
GCAACGACAAGGGTCTGGGGTTCAGCATCGCCGGGGGGAAGGGCTCCACGCCATACCGCA
CGGGAGACATGGGAATCTACATCTCCCGGATAGCCGAGGGTGGAGCGGCACACAGGGACA
GCACACTGCGAGTGGGCGACAGGGTGATCTCCATCAATGGTGTAGACATGACAGAGGCCA
GGCATGACCAGGCAGTAGCTCTGCTTACCGGCACCTCCCCCACCATTACACTACTGGTGG
AGCGAGACCCGAATGCACCAGCGGGCTCTCCAGGTCAGAATCGGGCGCGCTCCCACTCAC
CTCCGCCTCCAGAGCCGTCAGAT
>BJ014373 ID   BJ014373   standard; mRNA; EST; 611 BP.
GGCTCTCGAGCAAGAAATCTGACCCTGCGTCCTCTTCATCCTCCTCTTCATCCTCTGCTG
GAGCAGGAGGAGGTGAAAGGGTCTTGGGTTCTGATGCCCAGACTGGTCCGTCAGCCTCAG
CTGCAGGAGCATTGGATTCAAAGAAGAAGGAAAGGTCCTCCCCGAGTGGGGAAGCTGGGG
GAACTGCTTTTCCCCACCAGTCAGGTGCTGGAGGGGCAGACCAGGACTTGGCTGAAGTCC
GCAGGACAAGTCGACGCAAGAGAGCAAAAGTGGAGTACCGTGAGATGGACGAAAGCTTGG
CTAACCTCTCGGAGGACGAGTATTATTCGGAAGAGGAGAGAAACGCTAAGGCCGAGAAGG
AAAGGAAGCAAGTTGTCCCTCCTCCTGCCCCACCTCCAGAGGAGGAGAACGAGAGTGAGC
CCGAAGAGCCGTCGGGTCTGGAAGGTGCTGCTTTCCAAAGCCGTCTTCCCCATGACCGAA
TGACATCCCAGGAAGCCGCCTGCTTCCCTGACATCATCGGCGGCCCCCAACAGACCCAGA
AGGTCTTCTTATACATCCGTAACCGCACACTCCAACTGTGGCTGGACAACCCGAAAATTC
AGCTGACCTTT
>BJ014393 ID   BJ014393   standard; mRNA; EST; 606 BP.
CAAACCCCAAGNANCGTGTTTCCTCAACTCCATGGACATATCAACTTCCCCACAAGAGGT
AAAAACATCTTGGACAATGTTTACACCGCACACAAAGGAGCTTACAAAGCCCTTCCCCTC
CCCCACCTGGGTGCCTCAGACCACACCACTGTCATTCTAATGCCAGCATACAGGCCAAAG
GTGAAAGCCGTCAGACCAGCTAAAAAGGTGGTTCGGGTGTGGTTAAGGGATCTACTGAGG
CTCTACAGGACTGCTTTGCCACCACTGACTGGAGTAAATTCAAACAAGCAGCCACCTATA
ATGACATCATTGATCTCCAGGAGTACACAGAGACTGTCACATCCTACACGAGGAAGTGCA
TGGACGATGTCACGGTCACCAAAACCATCACCCTTCGAGCCAACCAAAAGCCATGGCTGA
GAGGAGACGTCCACAGACTCTGGAGGGAACGGAATGCTGCCTTCAGAGCTGGGAATGAAG
CTGGTCTGAGAACAGCCAGGGCCAACCTGTCACGAGGCATCAGGCTGGCCAAGAGGGAGC
ACTCCAGGAGGATGGCTGCCCGCTTCAGTGACAGTGGTGACACCAGGAACCTGTGGCGGG
GCATCC
>BJ014402 ID   BJ014402   standard; mRNA; EST; 615 BP.
CTGCAGGNAATTCGGCACGAGGGTTCCGGACAGCATCTCCCACCTGACGTTCGCACGCGC
CCAGCAGTGATGTCATCCACCTACCTGCTGCTGCTGCTGCCCCTCCTGGCCTCCGCTCAG
ACCCTTCACTGGGGCTCCTGCCACACGCCGCAGGTCCAGGAAGACTTCCAAGTTGAAAAG
TACATGGGCAGGTGGTACCTGGTCCAGAAAACGCCGGCATTCTTCGCCCCAGGAAAGTGC
ATCAGCGCCAACTACAGCCTGAGTGGGGAGGGGGGCCTCCAGGTGTGGACCTCCCAGTCG
TAGCGTGGAACTTGGTTGTTTTGCGTCTCTTCCAGCTGGGACAGGAAGTGGGTCGTGGAA
GGAAAAGCCGTGGCTTTTGACAAAAACCAGCCGGCCAAATTCTTAGTCAACTTATTTCAC
TTTGTCCCCCTCAGCCCGATGTGGGTCCTGTCCACCGACTACGACAGCTACTCGGTGGTG
TACTCCTGCACCAACGTGCTGGGCGTCCTCTACCTGGACTACGGCTTCATCTTGTCTCGC
TCCGCCTCCCCGCCTCCTGACGTCCTGCGTCGCAGCGAGGAGGTGCTGCGCCGGGAGGGG
GTCGACACCTCCAAG
>BJ014423 ID   BJ014423   standard; mRNA; EST; 701 BP.
GGCTGCAGGNAATTCGGCACGAGGAGAAAGGAAGCTTGCGCGCGGGAGGCGACCGCAGGT
CAGAACCAAACGGAGTTTCCATCACATCACATCAAAATTATAGACTTTTGGATATTAAGA
GGATGTTTGGATTCCTGTTAATTTGATTTGATTTCATTGAATGGAAACAGGAGAGGAATG
CGCTCCGCTTGAGTCAACTCTTTTCCTCGACTTTGTACAAAGGAGGGTCTGTCTGCAGGT
AGATAACTGTGCGCAGGTAATGTAACACGAAACTGAACCACGTGATCTAAGGAAAAAATT
AGTCCAAAACTACTTCACCTCTAAAAACGTCGCGAAATGAATGATTTTACAATTTCTTGT
TATTGTAGGCCATTTATTTCTTTTTAAAATTTGCTTAAAGGTGGGGAGGAAGCTTTTCCC
ACAACAGGAATCCACCTGCTCGATCGATGCTTCCCACTTTGCTTCGACCACCTGGAAGCA
GCTGAATCCACAGTTGGTTTGTTTTTATTGTCTTCCCGTAAAAGACAACTCTTTCTTAGC
ACTTTTTCTGAAGGTCACACAGTGACAGTGTGGCCGAACTGCGGCTGATTCAGAGCTTTA
TTTTTAGGGATGATGCGCGTTTCCGTGAATAGGTTATTATTTTCATGCGGTCCCAGCAAA
TTTGATGGTGATTCAACGCGCGGCTGAATCATTCATTGTCA
>BJ014432 ID   BJ014432   standard; mRNA; EST; 448 BP.
GAGGAATTCGGCACGAGGATTTGAACCCTGTAAGGTAAGAGGCGAGTTGTTATTGTTTTC
TTTTTATTTTTTTTTCTTCCATTTTTCTTCTTTATTCATATGAAGGGTCCTGGATTGGGA
AAAAAAAAACTAAAAGACCNTATTAATAGAAAATACTTATATGTTGTATTAAAACAACAA
CAACCAAATTTTAGGCTTGTANAACATTCTCTGAAAACATAAAGTTGAAATCTTGTATAA



TTGGTTTTTTTTTATGTCCCACAATCATATTAGTCAAAAATGNGTCNACTCCCTTTTCTN
TAATCCTGTTTATCATTCAACANATNCNATGGCCGNGGTCACTTACATGACCTGTCAAAG
TATGACAGCGGGTCATGGAATACATCCTACCANCTGTCAAAAAAGGAGGCCAGGATTGAG
GCCCTTTGNGATGAAAANAGGTACCTGG
>BJ014437 ID   BJ014437   standard; mRNA; EST; 624 BP.
GAGGAATTCGGCACGAGGGCACACGTTGGTGGCGCACAGAAGAAGCCGCGTTTTGTGTTG
TTGCCTGTAGCACACTGTTCAGCAGACGTTTCTCCGCGTTGTTCTTCTCTACGAACATGG
GGAGAAGGAGCAGACAGAGGCAGAGGAACCCCAACCCCAACCCTGGCAGGGAAAACGCGG
TGAGAGACGCTCCCGCCATGGACGGAGCGGGTCCCGCTGGTGGTGTGCAGGCCAGAATCA
CAGCTACAGGAAGGAGCCAGCCCGGTGGTGGTTCCTGCTGGTTTACTGGCACATTCAGAA
GTTAAATCGATGTTGGAAGATGCTACCTGCTGGCGAACAGCTTTTAAAGTCCCGTTTGGA
CGGTCTACAAGTCTGGAGGATGGGGAGCTGGCTACGCTGACATTGTGAAAGAGAACAAGC
TGTTCGAACAGTACTATAAGGAACAAGGGCTGGTCCCTGAAGGAGAGTTTGAGCAGTTCA
TGGAGGCCATGAGGGAACCGCTGCCAGCCACCATACGGATCACTGGGTATAAGAGTCATG
CTAAGGAGATCCTTCACTGTTTGAAGGATAAATACTTCAAGGATCTCCAGGAGCTGGACA
TTGATGGCCAGAAGATTGAAGCTC
>BJ014444 ID   BJ014444   standard; mRNA; EST; 622 BP.
CTGACGCAGCACGTGGTCCCCCCAGCTCCTACTCTGCCTGAAGTGAGCATTAGAAAAGAG
TTTCGGATTAATGGCCAGATCGGAGAGCGGGGACAAAAGGACAAATTGTCTTATTCAAAC
CTCATCCACCAGATTGACATGGGTTTAAAGAAAAATCACAGTGAGGCTGATATCATTGAA
GCGGTTGTCAGAGCAGTGAGTCCTGGTCTCAGCTTGCGTGATATGCTGGAGATAAAGTCA
GACCTCACCCTCTCACAGTTGCGGACAATCCTGCGTGGACATTATAAAGAGGACAGTTCC
ACTGATCTTTACAATTGTTTGATCAATCTCACCCAAGAATGTAATGAGTCACCACAGAAC
TTTTTGTTTCGGGCCATTGAATTAAAAGAAAGACTGTTGCTAGCATCAAAAGAGCCTGGT
GCAGAAGAACAGTACAGCCCCGAGTTGATTCAGAGAAAGTTCCTGAGGGCTGTGGAAACT
GGACTGTTAAGTGCTGATATAAAATATCAACTAAAGCGCTACTTGGAGGATCCAGCTGTT
ACTGATGAGCACCTGATAGCCAAAATAAATGCAGCTGCTAGTCTTGAATGGGAAAGAAAG
CAAAAGTTCAAAAAGCACGTCA
>BJ014455 ID   BJ014455   standard; mRNA; EST; 589 BP.
GGGGAAGTCTTCAGCCTCCCGGGGCCGGTGGTCTGCATGGCCGGACACGGCGAGCAGCTG
CTCGTCGTCTACCATCGAGCCACAGGCTTTGACGGAGATCAGGCTCTGGGCGTTCAGCTG
CTGCAGCTCAGTCGCAGGAGAAGACGGGTCCTCAGCGGCGAGCCCCTCCCTCTGTCACAC
AAGTCCTACCTGTCCTGGCTTGGATTCACTGGCGAGGGTCAGAACCCAGAACTCCCACCG
CACGGTTTCAAATGGGAAACGAGGGGTTTGTGAGAGCTGCTGTGCGCCTTTCTCTCAGGA
ACGCCGTGCTTTGTGGACTCGGAGGGAGTGGTCCGCATGCTGAACCGTGCGCTCGCCAAC
ACCTGGACCCCCGTGTGCAACACCAGGGACACCTGCAAGAGCAAGTCGGACCACTACTGG
GTGGTGGGGGTGCACGAGAACCCACAGCAGCTCAGGTGTATTCCCTGCAAAGGCTCCAGG
TATCCGCCCACGCTGCCCAGGCCTGCCCTGGCCATCCTGCCCTTCAAGCTGCCTCTGTGT
CAGACCACCACAGAGAAGGGGCAGATGGAGCGGCTTCGAGGTGGACGAG
>BJ014457 ID   BJ014457   standard; mRNA; EST; 685 BP.
GCTGAGATGCTGGGGAGCAGACTGGGGTTTGCCTTCTGTTCCACCGACTCCCTCGTAGTT
CTGGCATACTCCAGGTTTTCTGGCGCCAAACTGACGGTTTCCCACATTGACTGGACATGG
AAAACTCTAACAGCGAGCAGTCCAGAGTTACTTTGTGGAGAGTCTGTAGTTCAGGAACCC
GCACAGATTCTCAGTTTTATGAGGAAACAGAGGTTCAATGCAGATTATGAGTTGACAGCC
AGACAGGGAGCAGATACAATGGCCTACATTGCCTTGCTTGAAGAGAAACTCCGGCCAGCT
TTGCTTCACACATTTTGGGTGGACACTGAAAACTACACCAGCCTGACAAGGCCGTGGTTT
GCCTCACGCTCACCTTTCCCATTAAACTTTATCGTCCCGAGTCGCCTCGCCAGGATGGCG
CTCTCCCGCATCCTCCTCACCAAAGGGGAGGCACCGTTACACAGAATCTCGGAGATAGAG
GGAAAGATTTACAGTGACGCTAAAGAGTGCCTGAACCTTCTTTCCTACAGACTGGGAACT
GCAAACCACTTTTTTTGGCAACTCGCCAACCAGTCTGGATGCCTTTGTGTTTGGCTTCGT
TGCTCCTCTGCACAGAGCGAGTCTTCCCAGCAGCCATCTGCAGAGCCATCTCAAACAGCT
GGAGAACCTCACGCACTTCTGCGAC
>BJ014460 ID   BJ014460   standard; mRNA; EST; 588 BP.
GAACAGCTTGCACATCAGGATGAAGCTGTTGCAAGATCAGGATGAATCGACGAGCAACAG
AAAGGTAACTCCACTGCCTGCGCAGGTTCCGTAAGTGGTTTTGGGAAACAATAACCCTGC
TCATGCGGAAAGGATCGTTGCTGATCCAGGAAGTTTGTTTTTTGGCTTAAATCATCGTGT
TTTAGAGAAGCTGTAAAGTTTGATTTGTGCTTCCTTAAATCTGGGCCGTGCATATTCTTT
CATCCTGCTTTTAGTTACTAAAATCTCAGGTGGAGAAGCGTCGCAGGGAGAGGATGAATC
GCAGCCTGGAGAGACTGAGGACTATGCTTCTGCCGGAGCCTCACCAGGTCACTCCTAAAC
ACAGAGTTGAAAAGGCTGAGATCCTGGAACACACAGTCATCTTCCTCCAGAAAACCACCA
AAGAACAGACGAGAAGTGGCCAGAAGCAGTCCTTCCGGGATGGGTTCTCCACCTGCCTGC
GGAGGGCCTCCCGGTTCCTGGGCCCTCAGGGAAAGGGCCTCTGGCTGGGACCTGCGCTGG
ATGCTACCTTCTCCACCCGCCTTGCTCGTTCCGATTTTGATTCTTCCG
>BJ014469 ID   BJ014469   standard; mRNA; EST; 601 BP.



ATTCGGCACGAGGCTGCCTCGACTCTTCTGCTCGTGTCTCTTCTCACCAACTTTGAAGAT
GTCGGTGATTACCTTGACTGGGAGGTGAGAGGAGCTCTGAAGAGGGGCAGCCTGGAAGCG
GAGCAAAGCTCTTCTGCTTCTGCTGGGTTTCTGCAGGACAATAAACAGCACTTCAACTCA
AAGAGAAAATTATATGGCATTAAAAAACAGCAGCATTCAAAAGGATCAAAAAAGAATGAT
TAGATATTACCAAAATCAAATTTTAGGGGATATATTTAAAGGGAAAAGCTGTTGGTCTCA
AATATTTTAATCTTTTCCAAAGAAAAATTGTAATTTTTGTTGCACATATACTGTTTGTCA
TGGAATTGTCAAGAATAGTTCTAGTTGGGTTGAAAAAAAGCTGTTAACTACAGAACCCTG
AAGCTCTGTAACTGTAAGGAGGGAAAATCACGAGGAATCTCATCACTTTTTAGCTCACAG
CCTACAATTCCACAATAAGTGATCATTTGCGAGGCAGTCCTCGCTCGACATCAGTGTCTC
TAAAGGACCGTAGACCTAAAACGCAGCTGTAGGGTTTACTTTCTTTTCAGGGGTCTGTTG
T
>BJ014506 ID   BJ014506   standard; mRNA; EST; 588 BP.
ATAAGGCTGGCTCACATGGGAGCGCATGAAGAGGACTTCGTCCAGTGTCAGACATTCATG
AAATTATCATTCAGTAAAAAACTTGATAAATATGGAGAAGATGTCACGGGTCACCACCGC
GCTAAGCAGCAACACCATCAGTGGCAAAACAATGTTCTGTCACTTGGACGCTCCTGCCAA
TGCCATCAGCGTGTGCCGCGATGCATCCCAAGTTGTCGTCGCCGGGCGCAACATTTTCAA
GATCTACACCATCGAGGAAGAGCAGTTTGTGGAAAAACTGAATTTACGCGTCGGCCGCAA
ACCCTCCCTGAACTTCAGCTGTGCTGATGTCATGTGGCACCAGATGGAGGAGAATCTGCT
GGCCACGGCTGCCACCAATGGGGCGGTGGTCACGTGGAATTTGGGAAAGCCTTCTCGCAA
CAAGCAGGACCAGCTGTTTACCGAGCACAAACGCACCGTCAACAAGGTGTGCTTTCACCC
CACAGAGGTTTACATGCTGTTGAGTGGCTCTCAGGACGGCCTGATGAAGTGCTTTGACCT
GCGTAAGAAGGAGTCTGTCAGCACCTTCTCAGGTCAGTCGGAAAGTGT
>BJ014513 ID   BJ014513   standard; mRNA; EST; 619 BP.
AGGAATTCGGCACGAGGGTAAATCTTGCTCCGGCTTTTTCTTTNCAGCTCTATTCGGATA
TTTTAAAGTCTTGGTGTCATATAATTCTGTCTGAACCCAAACCAAAATTATTAATTTCTC
CTTCATGATTGATCTTCAACCGGTTGGCACTTAAGTGTTTTGAAAAGAACACCATCCACT
GATCAGTACCAAATCAGAGCGGTCAAAGTTTAAGTGGTTAAACTTTCAACACACATTCTA
TGTGTTTTGTACATAGAGTCCAATAAATGAACGTGAGAGTTATGAATGTGGAAACCCAGA
ACATGCATATTTATGCCATTATGTAGACTTTTCTTTGGAATTGGTCCCTTAAACATGCAT
TGCCGAGCCCAGTGTGGACATAGCAACAGTAAAATAAACATTACTGTGACTGTAACTCCC
AACCTTGTTAGTTGCGCAAAAATAAAAAAAGGGGAAAAAAACAGTCTAACACTGCTACAT
GTTCACGTGTTCACAATAACAACCAAACCTTTTGATAGAGCACTGTATACCACTCAAAAA
GGCCAAGATTACGAGGCGCTCTGCATTATACGGCACACTGTCGTTTAAAAAAAAAATGGC
TTTTAGGTGCGCCTTATAG
>BJ014515 ID   BJ014515   standard; mRNA; EST; 621 BP.
GAGGAATTCGGCACGAGGATGGCGGATGGGGACAGTGGCAGTGAGCGCGGAGGCAGCAGC
GGCGGCGGCGGCGGGGGAGGCAGTGGGTTCCAGCACTACCAGCGGGAGCCGGAGACTCAG
GAGTTGGCCTCTAAGCGGCTGGACATTCAGAACAAACGCTTCTACCTGGACGTGAAGCAG
AACGCCAAAGGCCGGTTCATCAAAATCGCCGAGGTCGGAGCCGGAGGCTCCAAAAGTCGG
CTGACCCTCTCCATGTCAGTCGCGGCGGAGTTCCGCGACTACCTGGGAGACTTCATAGAG
CACTACGCCCAGCTCGGGCCTAGCACCCCGGAGCAGATTGCTCAGTCATCCGGCGGCGAT
GACACCGGGCCTAGGCGGGCCTTGAAGAGCGAGTTTCTGGTGCGGGAGAACCGTAAATAC
TACCTCGACCTGAAGGAGAACCAGCGGGGCCGCTTTCTCCGGATCCGGCAGACCGTCAAC
CGAGGCCCCGGTTTCGGCGTCGGGGTGGGCGGCATCCCCGGCGCCGGCCTGCAGGCCGGA
CAGACCATCGCCCTCCCGGCTCAGGGCTTGATAGAGTTCCGCGACGCCCTGGCCAAACTG
ATCGACGACTACGGCGGAGAC
>BJ014523 ID   BJ014523   standard; mRNA; EST; 627 BP.
GGGTGATTACACCACATATGGATGTTGGAAAAATAAACTTTTTTACTTTGCTCTGACTTA
ATTATTTGCTTTAGTTAAGATAAATCAATTCTAGTTAAGTCATCTTAAAAATAACACATA
GTTATCAGACATTTATTTTGCTTTCATTCAAATCAATTCAATTAAGTAGATCTAACTTTG
GTGCTGCTGTTAGATCGACACCGCAAGGGATTGTGGGATACCATTCCCTTTGCCTGTCTG
GACGGATTTGGGTTTGAGTGTTGATTTTTGACCAAATGTGTTTAGTTGTTTAGCTGTTTT
GCACAGTTATTTGTACTGTTATATTGAATCCTTTCTGCACCATGAGTGAGAGGGAGGGAG
AGGATGATGAGTTTATATAGCACCCCTACTTTGTCGCGGTGTAACGAATAATTCAGAGGC
ATGAATATTCCTTGTGATTTATATGTATTTTTTTCATTCATTTTATTGTTATAAAAATGA
GTATATCTGCAGGCTCAAATTTAGACATTTGAGAGTTCAAGAATTACAATAAATGAAGAT
TATTATTTGAATTGGAGTAATATTACATTTAGTTAGATAAAAATGTAAATTTGAGTTGTA
AAAAAATATTGAGTTGGATAGACGTAA
>BJ014544 ID   BJ014544   standard; mRNA; EST; 137 BP.
CNTTATTATCAGNNCNTCNGCAGAAACTAGTTCTGTACCGGTTCATCCNCATTNTNCCAG
CAGTAGGCAATTGATGCCTTTTTGTTTACATGANATGAGCTGGTGTGTAAAGGAATTATT
AAAAAAAAAAAANCCTT
>BJ014546 ID   BJ014546   standard; mRNA; EST; 533 BP.
AGAGTTTATTTCTNAAGAGTNGTCTACGTGAAGTCGCTTTTTGGGACCGCGGGTACTTCC



TGTTTGGAACGCAAAAGGGGGAGGGGTCACTCAGTCCGGTTCTCATATACAGTCTTGACA
TGAACAAACAAAAAGTACATGATTTGTGAATTCTACAAGACATTTTTTTTAAGTTTCCTG
CTCAAGGATCATAAACATTTAAGTCTTGTTAAATTCCAAGATAGTGTGTTCACAGCCTTG
AAATGTAGTTTATATTAACATTATAAACACGTGAAAAAAGCGGACACAAAAGAAAAGATT
TAAATTTATGTCATAAAGCTACAGCCTAAAGCTGGTTAACTTAACTTAAAAAACACAGAA
AAAAAAAAACAAAACCTACATTTTTTTAGAGTNTTTGTNTAGAGATCACCCACTTGAAAT
ATCAGCAACTTTACNCACCTTNTAGCCNGTANCAATNTNCAAAGATTTAGNGGTNTAGCC
AGTANCAATNTNCAAAGATNTAGGGGTNTAGCCAGTAACAATATNCAAAGATA
>BJ014554 ID   BJ014554   standard; mRNA; EST; 99 BP.
GGGTTAGGGTTAGGGTAGGGTTAGGGTTAGGGTTAGGGTTAGGGTTAGGGTTAGGGTTAG
GGTTAGGGTTAGGGTTAGGGTTAGGGTTAGGGTTAGGGT
>BJ014567 ID   BJ014567   standard; mRNA; EST; 33 BP.
AATGAGCAAGGTGAGAAAATGGACCCAAACAGT
>BJ014578 ID   BJ014578   standard; mRNA; EST; 37 BP.
CCAGCAAATCCTGAACAAAATGACATTTGAAGAGTGA
>BJ014597 ID   BJ014597   standard; mRNA; EST; 645 BP.
ATATAGATTCTATTCTTGTNCTACAGAATACACATATACAGACCATAAATAGGAAATACA
CAAATGACTGAACAGATCTGGCAAAGAATTCAAACTGGTTTCTGTGTCCACTTATGCAAA
CGTGAATATCTTACAGCAGTTTTTGTGTCTTTGGGGTCCATCTTTGAAGCGCAACACTTT
ATTCTCCTTACAGTCTAACAAGCTCAACAACTAAAACGGTGAGAAAGGTCAAAAATATCT
CAAATACATATAGTACACAAAGTCTATATTTTTTTGTTTTTGTTTTTTACAAATGTACAA
ACTGGAATGGGGGTGGGGGGCAGTCTGCATACAGGGAGCCTACGAGGAGTTCATGATTGG
CCTGGAATAGACCCCTTGGTAGTAGGATGTGTCGGGTATAGATGCAGAATCCAGGCCGGC
TTTACCCGCCATGGAGCCCATGGAAAGCGCTCCGGTCATGGGGGAGCCATATCCAGAGTA
GTGCATCACCTGCTCGTAAGTCTTAAGGTCCATTTTATGGTGCTGTTGCTCCGATGACAT
GAGATTATTAATAGAGAAGGGGTGGTTGAAGGAGTAGTGGTGCTCCGGCTTGAGGTGGGC
TTCGTGCGCCAGGACCGAGTGATGCTGAGACATGAGGTGCTGCCC
>BJ014620 ID   BJ014620   standard; mRNA; EST; 632 BP.
TCAACCAATCTCTACAAGNAAAACATGAATCACAAGAACATTNGGACGTNTGGTTCTTTA
TCCGCCTCACCTTAATACATTTTTAGGAAAATCTTNTTCTTTTCTTATCCATGATTTATT
TGTAAATCTTTCTAGATAAGGAAAAACAAAACAATTCAAAACCACAATTACAAAGAAAGA
AAAGAGGAAAAAAAATGAGGAAAATATTTTTCTATAGAAGTTTTTTGCTAATATGACCCA
AAAAATATAAACTGTAGTTGCTACTTTTTTAAACCCATAATGAGATGTTTAGTGATCACA
TCAAGTGTTAGAATTAATCAAATTGGTTTCAGTGTTGTCATGGTAACACAGACAAAGGCA
ACATACACATTTTACCAGCATAAGCTACAACCACAATGAAGACGTTCCAGAGATGAAGAT
TAAACTAAGATAATAATCAAACAATGTAACAAAAACAAGTGAGCTCATTCAGAGCTAAAG
TAGGCTAACTGGCAGCTGACCGTAGTGAAGGTGAAAGAAAGAAAAAAAAAGTCATTAGGA
TCAGAAAACCCAACTTGCTTTTTCTGATTCGTTCTGCTGGCATATGGCAGGAGCTGCTCT
GTTACAGCTTTATGTACTCATCCCTGAATGTG
>BJ014657 ID   BJ014657   standard; mRNA; EST; 709 BP.
TTGATAAATGACGAGTAGAAATNCAGCTGTGTTCTTACAGACCAGACGTCTGTTTTTGTT
TTAAATGTCTTCAGAAATAGTTAGCAAAAAATAAAAAAGAAATATTTAAATAAAGTTATA
AGAAATGTAAAAACCTTCACTCAAATAAAAATAATTGCATTTTTGAGTCTTCTTTTGTTA
CTTAAAAAATAACTATAATCACAACAAGGAAATCTTACATGAAAAAATGGGTGCAATGCA
AAAATAAACCAAAAGCAATACTAAGCCTAAGCCAAATTATAAAAAAAATAGTCCTTTCAG
AGTAGGCTGGTTAAATAGAGATGTCAGATCACCCATAACAAGCATGCTCTTATTAATGCT
GCAGCATAATATTCAGACCTATATGCAGAGCAAAGCGGCCTTTTAGTTGTACAAACAGGC
TACAGGAATAAACAGTTTACAGGGGCACAGATAGGGCAAAGCCTAAATGCCTGTTAGGGA
AAATCCCCGCACTTCTGAACAGATCCCCGAGGCTGCATGTGGGTGGATAAGAGCGTTCGC
TGCTCTCCTGTGCATGCCGTTCATTAAGGTGTACGATCAGCCCTCAGATTTCCATGATGG
CGGGTATCAATTACAATTCAGATAGCATCAGCGGAGGCGCCCAGCCTGTGGAGGGCTCCA
TGCCTGAGTAAACAAAATTATGTTTCCCACTAAATATTTGTCTAATCGT
>BJ014685 ID   BJ014685   standard; mRNA; EST; 654 BP.
GCATGCTTCTTCCTTATTTTTATNGTACTTGTTGATGCTGATGATCATTCAATGAGGCGA
AGAGATAATGAGTTTGTTTATTCCACCCTGAATTTCAAACAGTTTTACTGTAATGCAAAT
TGTTTTCTCTTGACCACTAGATGGAGCTATCAGTTTCAACTTGCACATGTTCAACACAAC
AGGAAGAAGAATACTGCAACAGGATGAGCCACTTAAATTTACCATTCCCCACAAAATAAG
GTCTAGAATGGTCACAAAACAGACTCTTGCCTAATAGAATCATTATAATAGAATAAATAA
ATAATCTCACCAGTATCTCTAACAACAGCCTCTTCACCACTTGTGGCCAGTGGGGGCTTT
TGGATGGACATAAAAGATGGAAATGGAGGAGCAGTCGAGAATCTGTTTCTGTCCATGTTT
TGCTTTTGCGGTCTGGTTTCTTCGTAGCCACTTCCTTCCCCCGATGCCATATCTGAGTCA
TCTCCATCTTCATCACAGAAAGTCTCTGCAGCGCGGGGGTCTCCCACTACCCTCAGCTCA
CTGATCACACCCAGGAATCTTTCAGGATCGGGCCCTCCGGTCTGCCCAACAAATACCCCT
GAACCCCTTTCCAGTTCCATGTCATCAGGGGATCTCTCAAAGCGCTTCACTACA



>BJ014717 ID   BJ014717   standard; mRNA; EST; 665 BP.
TTTATTNCAAAGTTCAAACTNAGTAAAAATGTATTTTGGAGCTCAGGGAGATGATTAAAA
GTAATNGTAAATTAAATACATAAATACAGATGTTGGTTTCAGCCCTCTGACGGAGGACAC
AGCTGCACTGATGTAAAGCAAACTCGGACACTAAGTGGCTACTCTGACTTTTGAACCCCT
GAGGGTTTGACTGAAGCGCTGCAACAGTGACATAATGGTGATACCAGGCCTGCTGCTGCA
CTTACAACCTCATTTAAACAGGGAAAGGGCGGGACGAGGAGAATCACGAAAGACTGACGA
CACATTCGGACATCTGCCATCACTGTCCTGCAGCCATCTTGAAGCGCACATTCTTAATCG
CTGAAAGGGTGAAGGCCGAGCTCTGTGGCTAATTCTCCTGGCAGGAGCATGTGCCAAGGC
GCTCCTCCAGAAAGCCGACCTGCTCGCTGAGTGAGTCGATGCGGTCCAGCTGCCGAAAAG
AGTGAGAGAGCAAAGTGGTTTTCTCTGTCAGGCCCTCGTCCAGCGACAGCGGGAAGAAGC
TGCTGAAGGGCTCCAACACCAACTGCAGCTGCTTTTCCAGCAGCTCCACTCTGCTCCTTA
AACTCTTCACCTNCTCTGTCACGTTCTCGACCAGGGCGACCCGTCCACCCGCATCCCTCT
GATCA
>BJ014730 ID   BJ014730   standard; mRNA; EST; 552 BP.
GGACAGCNANTTTTAAANTAGAGCACAGTAAAATTACAGCTGTCTGTTCCTGAATTCAGT
CTATATTCCTNAGTAATATTTAATTAAAAAAAAACCTTTNCAATAAATGCAGGAAATCAC
AGTTCCTGTTTGATCTCACTCCTTAAATGTATTAAAATAACTTCTTTGATGTCTGGATTT
AGTCCCTAATCTGCTGTCAGATTAAATAATCTTTAGTTTTGGAGAATTCAGGAGGAAATC
GTTGGGCTGAGATTTCCCTCCATGTTTGTCCTGCTGTCCTCCTCTCTGCTCCTCTTCACC
TCCTGCTGCTCTCTGTTCATTAGCAGAGGAAGAGGAGTCTGTTTCTGACATCTTCATCTC
TTCCTCTGCCCCCCCCCTCCCCCCACAGAGCGGCTGGAGCTCCTGGATGCCGGTCATCGC
AGTGATGGTCGCCGTGACGGCGGCCGTCCTCTACCCCAGCTTTTCCAAGAGCAGCTCCAC
CTGAGACCCCCAGAGGCGGAGGAGCTGCGGACGCCATACAGTGTCGTTGTACATATGGGG
GGGTGGGGGAGG
>BJ014734 ID   BJ014734   standard; mRNA; EST; 659 BP.
AATTTATTGAACAACACTGCTGACAAAAAAGGACTGGATCTGCATTTAGGTAGTCATTTT
TTTCCAAAAAAACAAAAAAAAGCATTTTATAAAATTTTTACATTGAGATTTCTTAACGTA
ATGTTGAACAAAGCTCTCTGAGGGAAGGTATCAGTAAGATGTAGGCTTTAAATACTTCTT
TTTGAAAGATTTTTGTAGTAACTTGGGTTTAAAGGCGAGGAAGGCAACGATAGCCATTCC
TCCAAAAGACAGGAAAATGGGAACTAACAGCAGGATGTACCATAGCATCGATTCGCTTGC
TTCCTGACATGAGAACCTCTGGGAGTCCTTTATTCTGTGTGTTTGGAAGATGTCCTTGCA
TTGTATTTCGGACCGAGCAACGAGGGTGACTGTTTTTGTTGCGTCGAATGTCCTAAACCA
CTCCGCTTGGCAGCAGTTGAACGGATTTCCTGTAAGGAAGACGATCTGAAGCTTTGAGGC
CAGCACGTGGGCCTGACCCAAGGGGATCGAGGACAGATTGTTGTCGCTCAAATCCAACAC
TTTCAGATCAACGCTTTGAAGTGACTGAGGGATTTGAGAGAGAGAGTTCTTTGAAAGGTT
TAGGGACTTCAAATTTCGGAAAGCCGAGAAGTCAAGATTCTGGATTTGGGTGTTTCCCA
>BJ014738 ID   BJ014738   standard; mRNA; EST; 248 BP.
CGTTACACCATTAGAAAACAATCGGCTGCTATAAAACAGGGTTGAACGTATTTATGATTG
TGCTCAGAACGGTATTGCCCCCCCCTATATGGTGGGAGTGGTCCAGCCCATTTCCTTAGG
AAACAATCAGGAAGCAGCAGGAGGGACACATGGAAGACTTGGGAGTGTTCTGAGCACTTA
TAATACAGNAGGAGAGACTCTGGGAGTTGTAAAGTAACATGACAGACATGTTAGTNATNA
CAGGGCCA
>BJ014747 ID   BJ014747   standard; mRNA; EST; 603 BP.
CTTTTGTAGTTTCTTTAAGTTGAAGGGGATGTACAACATATAAAGGAACTTTACAGAAAT
GTCATCTATTTCTTGCTGTGGAACAAACTTGAATCTTATGCTTTAACTTTAAACTGGATT
TTATTTTTAAAACATAAATCTTACTTGTAATTTTTATTCAACTATATGACTAAACACAGA
CAATTCTAAAACAGAAATGTGGTATTTTTTTCCATTTCAATTTCAGTTTGCATTGTTTGC
TAACATACATCATGGTGACATGCTTAAAACTTATATTGCAAGATACAAGCCAGACAGGCA
CAGTTCGGGACTTGTTGTTGATGTTCCAAACGTATTCTAGTTGTTCCACTGACAATGACA
AATAAATATCTTGAATCTTGAATCTTGTTCAGGGTTGAGTTTGTATCTGGGTATGAAGCA
GAGATAAGTACTGTACAACATCCAAGCAAAGATGGCAAACCAGCTGTATTTTATTTGGCT
CCAGGTCTATTCCAATTGGCTCTCAGACTTAACTATCAGATGTTTTCTTCCTTTAGTACT
GGAAAACCTGGGTCAGGAACTTTTAAAACCAAACTACATCTGACAAGAATTGATCTTGTA
GAT
>BJ014755 ID   BJ014755   standard; mRNA; EST; 72 BP.
TNACTAGTAAGGAAAACAGCTGNGTNTGCNAGGAATCAAAGGAGCAAGCTGAAAGGTNAC
CAGGGCAACACT
>BJ014762 ID   BJ014762   standard; mRNA; EST; 669 BP.
ATCTGTTGTTTATAAAACATNACACAGAAAAGCCGAACACAGACAGGAGCTTCATGACAG
CAGCTGGAGGGTCGGGATCCATGTTTCTGCAGGTCTGATCCATCAGTGTCGGAACCATCC
GGGATCCGGACCAGAACTTTGATGCAGCATCTCCTCTAAATGTTGCCGCCAGCCTGAAGG
CGTCAGAAACCCCGCAGAGAGGCAGGAATTTGCCCCAACTGCAGTGAAGAGCCCGGTTCT
GTGACGTCACTTCTCACAGTCCGTTTCTGCGCATGCTCGGGGCCCCTGGTGGTGGTTGGG
GGGAGAGTCCCAGTTCGTCCCCCCTCTCCCTCCCTCCCTCCTTCCTCCCTCCATCAGCTC



TCAGGCTTGTCCTTGTTGGGCCCCATGAACTCCACCCCGTCCACCGGGATGTCCTTCTCC
TTGATGGCCTTCTGCACGCAGCGCTGGTACCTGCGGAAGGTCTCCGTGCACGGGTCGCCG
CTCCGGTCGCCCTTCAGGAACTTCTCGGCGAACCAGCGGTTGAAGCACTGGTCGTACTCC
CGCTTCAGCTCGGTGCATGCCTCCCCGACGCTGTTCATGCCGCTGCCGCCGAAAATCCAC
GCCGGACACAGACAGCGAGGATTCTGGAAGTGTTTTCAAACCTTCAGCTGACCCGACATG
CGCACTCCC
>BJ014776 ID   BJ014776   standard; mRNA; EST; 580 BP.
GCTTTATTTAGTAGAAAAGTGCAGCGGGTCGTCCAGCAGCAGGATCACACCATCAGAACC
AGAACCACAGAACTGGGCCCACAGGAGAACCCTTCATGTCCATGTTAATCTTCTGGAAGT
AAATAAATATATGAAACCTCAAATGAGCCTGATCCAGGAAGCTTCATTTACAAGACTCTT
ATTGTGAAGTTTAAACAGGAAGTGCAGCAGGGAATGACCTTTGGAGCTCACGACCCCCCC
ATGGACAGCAGCTGGACGACCCGCAGTGACTTAAGACTTCATCCGACAACAACAGAACAG
AACCGGAACCTTTCCGGGTCAGAACCAGAACAGTGGAGGAAGTACAAAACAGGGCTCTTC
AGTAACAGGCAGGCAGGGCTTCCAGCGAGCACGTGAGCGTGCACGTGTGCGTCAGAAAGA
GCTAATCAGAGCGCCCCCCCTCCCTGCAGGTGACGGGCTCGGCTCCGGGGTCAAAGGTCA
TCACATGCCCTGCCTGATGCTCTGGATGATCTGGAAGATGGCTGATCCACAAACCACAAA
GACGAAGAGCGCCAGCAACCACGGGCCCACCGGAGACTTT
>BJ014781 ID   BJ014781   standard; mRNA; EST; 584 BP.
ATAACNATTTGAACGACATAAAACAGTAGTTTNAACAGCAGCAAAACCCGTTAAATACAT
GACAATACAGCTTAACCACACTTCTGTTACACGAGCCAATCCTAAAAATAAAAGTTGCGT
CCTGCAAGCAACCGTTAAAAGCTTGACTGTGCAGTAGTTTTAAACAAACAGGAGACACAC
AAGTTGGGACAAAAAGTGTTTTGTATAAATAAAGCTTCCTACCAACAAGTGTTTGGATTG
AAAACTGCACTTTTGAGAGACTCCATCACAAACGTACTGTTACACTTTTTAGTGTGACAT
TTTCACAGAGATGATCATTTTCTGGAATTAATTTTTAATTAAAGAAAACAATGTGTTTTT
TTTTTAANACTTTGTTTTTCCTTAATCAAGCAGCTGTNTTTCCATCAACTCAAAAAAAGA
AGTTTTTTTAATTCCATCATGTCTTCATAACTTAGTTTTAACTTGGTATTTTGTTTGTCT
TAACACTTGNGGCTTCANAACAAAAAACTCACCTAATGGANAATCCTAGTGCGTTCAACA
GNGTTATTGTCTTTTTGTCGTGTGATATTGCATANATGTGGCGG
>BJ014782 ID   BJ014782   standard; mRNA; EST; 660 BP.
TGCATACTCTTGTTCCTTTTATTTTGTCCTATACACATTACACTATACATAAATAGTTGC
ATAATAAAAAGGACTCACATATTTACATGTATCATATATTTTATATAATATATAAACTTT
ATATTAAATCTAGGTAGATTACAATTAGGATACTCGGCCTGGTCCCTTCCTGTGAGTCTG
TGATTGTTATCTGTGGTTGTTGAGTAACACCTCCAGCCAGCAGGGACAAGAGGTGATGAA
CTGTCTAGAGTAGCAGGGTCCCCATCCTTTAGCAAAACTGATGCGAACACTGTGAGGGTC
CCAGGGCCCCTCCTGGGTCTCCGGTTTAACGCTGTGCTCTGTCATCCAGCTGGAGCGCTC
AAAATCAAAGACCTTGAGGGAAAAGCCCGGCATCACCCTTTTAACACTCAGTCCCCGAGT
GCCGGGGTGGTCCAGAGTGGGCGAGTGGACAAACACTGGGTGCTGGCTGCGGTTGTAGAC
CCACACTCCGTCCGGTTCACGACTCAGTATGATGCCGAAACCAATTTTACTGCGAATCTG
TTGGACAATGCTGCTGCTGTTCCCGCTGCTGCCATGGCTGGGGTGAACGAGAAGTCCCAT
TGTGCCTTGGCTGCCTGGGTCGTGACGGTAGCTGTGGTAGGCGTTGGCATGGAGCTGGCT
>BJ014785 ID   BJ014785   standard; mRNA; EST; 530 BP.
TTTAATNNTAGTAAGCACGAGGCATTAACATATTTGGATGTGTGTTTTTTTTTACTTATC
AAATAACTTTTTATAAAACTATTGTGCAAAACAGTGTCCTTTTTATCTTCTTCAAAGTCT
CTGCACCAGTGGATAGTCATAGTCCTCTTAAATTAGGAAATATAACAAGTATGCATAATT
TAGACAGCAAATTGTAAGCTTACACAATATATATATATATACATTTTTACACAGACCTGG
ATTTTAAGTGCCCCTTACTCAATGATAACGAATAAGGCAGATTTTTTTTTTTACAATCAG
NGNGGAAACGTAAAGGCTGTCCAGAGTAAAACCATCAAAACAAAGAGACGAAATTCTGCA
GGTTNTTTTTTCAAAGGAACGTTTCCATGAATTTGGNTACTAAAAAGGGCAAGTTTGAAA
GGGCATTTTAAAATCCCAACAGGACTGTAAAAATGTAACACATGCANACTACCAGNAANT
GAAAACAAACNCACAAAAGTNCAAAATAAATACAATAAAGTTAATACATT
>BJ014790 ID   BJ014790   standard; mRNA; EST; 502 BP.
TTTGTCTTTTCTTNTCTCTTTGTGTTCAAGATGATGACTTTTCCAGCCAGTCAAGTTCCA
CCTGGGCGTGTGCCAATCCGACCCGGTTCTGTGGTCATTCTCTACACATTTGATTCCACA
AAGGGGCGCTTGGGTTTGACAGGGGAGGTGGGGCAACCCCGCCTGTCTGCAGATCTGCCA
GCGCAGACCGCTGGCCGTGCTCCAGTCAGCCTCACGGCCGGCCGGGGCTTANCCAAAGCC
GCCTCGCAGGAGTCGGGCTGGCTTTTGAGGAGGAGGTGGCCGTTGTTATTGCTGCAGTTA
TAGTAGGCGATGGATGAAGGTGGGGGCAAGCTGGCCGGGTTCTTGCTTGGCGCGGAGACA
ATCGTGTCCACACAGGACACGGCCCAGGAGCGGGATGGGCTGAGGCAGGATGCTGAGCTG
GATGTCGTTTGCTGTTGCTGCACCCTGAAGGTCCTGTCAGTCAAACCCATTGAGGGGGTG
CTCCTGGCAGACCGCCCCGCCT
>BJ014792 ID   BJ014792   standard; mRNA; EST; 487 BP.
ATTAAATATTAAAACATTTGATTGTAAAGCTCTGACAAAAAGAGGCCAAACTTTTTTCCC
CCCCATTTCCTTTTAAGGCAAGTACAAAAATACATGTATAAAACATAAGCAAAAACAGTT
CATTGATCTGATATAAATACAGCATGACAAATACGTGTTCATAAAAAATACAAAACAACC



TTCAAATGAACAGAGAGGACAATGCGTGACATCAGAACCCAAACACAGTGTCACTCAGAG
TCAAAGCAGACTCCTAAAGTTCATGTAAACACGTTAGTCTGGCTAAGGCTGAACTATTCC
TGGTTAAACTCTAATCGATAAATCTCCTGCTTGCATTCATTCTGGAGCAGCCAGCGGACA
GAATGTTGAGCGAATGGAAACGTTCTGACTGACTCANAAAGATGGGTCTTCTCTACCCAT
CTTAGGAGTTAAAGTTTTTTTCTTTTGCCCCGCTTCCCCCCTGTTGGGAGGAAAATTATG
CATTGCT
>BJ014809 ID   BJ014809   standard; mRNA; EST; 56 BP.
GTCCGCGTNGTNGANGTCCGGGACGTNTTGGGGGCTCCANAGNNGNTNNGCCANAG
>BJ014813 ID   BJ014813   standard; mRNA; EST; 496 BP.
TTACAAAAGTAACAAACCAAACAATTGTCGTGCAAAACCCAGAAAACATCATTTACACCA
TACAGCTGTAAATATTCTCACTCTAACTTTCATGTTTTTAAACAAATTTTGGATATTAAC
ACGGACTCACATTCAACTGTTAGAGTTTTGAGGTTACAATCAGAAAAGACGTGGCAAATA
TTCCTTTTTTGGGTTTGTAAAGGAACAAAATTGAGAGACAGGTTTCTTAACAGACATTTT
TCAACAATACATAATGGTTTTATCAATGACATTTAAGAGAACATTTTGCTTCAAACATAC
ATCTAAATGGAAAAACAAAATATGCAGAAAAATCTGTCCCATAGATCAAATATATATTTA
CAATTAAATGTTAAAAAAAAAGAATTGTCTAAAACACTTTAAAGAAAACTGAATAGCACA
ATATAAAATACCCAAAATCTGTAAATGCAATATTTACAAAAAAACCTGTTTTTTTTTTTT
TAAANNTNTTGGGTTT
>BJ014836 ID   BJ014836   standard; mRNA; EST; 628 BP.
GCAAGATTTGCAGTCTCTACAGCAACTTGCAATGCATTGACTTTAGCGGTGAACGAGTCC
AACACTGTGGGCTTCCTGCAAGAGTCACCAAGCAAAGGTGCAGGACAGAACTCTGCATAT
TCCGTGTTCAGAAAGGTCCACTCAGTACTTGAGTTCTCCACCAGTCCACAACCACACAGG
CCCAGACCACCCGCCATGTCTTCTTCAGAGGCGTTTGCAGAAACGGTCCAGTGGTGGGCG
TGGTTCAGATCCATCGCAGAGCTCCCACCGTCGTGCTCCAGCGATCTTGCTACCATGTCT
AAGGAGCGGCAGAACACCTTTACGCCAAGAAGGAACTCTGCCGGTGAGCACCGCAATCCG
GCTGCGGTCTCTGATGCTTCCTGTTGGCCCTTATGTTTGACATAGGCAGACAAATGGGTT
TCTGTGCATCCTCCTCCAAGTAAAGCGGATGGTTCTTTCAGGGTCAGCCTCAGCACATCC
TCCGTCTTCCTCCACACCACCTTCAGTTCATCCAGCATGGTCTCATTCCTGTGGCAGAGG
ACCGCGGTGCAGACGGCTGCCTCCCCATCCGCCTGTAGATGCAGCATCGTCTTGAATCCA
AACTGCTTGGTGCTGAGGTTCTTCACCC
>BJ014842 ID   BJ014842   standard; mRNA; EST; 132 BP.
GGGAAGGAAACTTTATTTGCACAGGGAATATACATTTATATAAATATGTNCCTTGCTTCC
GCCATCACTCTGTATTCTGATTGGTTACCATTCAGTTGTAATCCACCAATGCTTCTCTTT
CACTTGCTGCTC
>BJ014845 ID   BJ014845   standard; mRNA; EST; 751 BP.
TATAATACATTCTTAAATATACATATTGTACACTTATAGAGAAACTATGTGTTATAGTTT
GTTGGGCGATTGCTTGTTGGTTCAGGAAATAAGGAAGTTTTTCCCCTAAAGTCTTTTGTT
CACAAATACATCTTTAAAAATCATTTTGTATTTCTCAATTTAAAAAGCAATCTTCCAGTC
TATTTTATGGCTTTTTATGTTTTCCACAGAATAAAGGTGTTTCAGTGAATGACAAAAAAA
AAGACAACAAGTATAACATTTGTTTCAGTTTACAGAACTTGTTTCTCTGTTGGCAAAAAC
AGCAAGAAGGAGGCTTCAGAAGACTCGACTGTGTTTCTTTTTTAGGGAAGATGTGCAAAG
TAAATTCAGACCAAACATCTGAAAAATATTAGTATAGCATAGTATGACAAACAAAACATT
TAGGAAGATAAAGTTTTTGGGAGAAAAAGGACCTTAATTTATACTTTGGTTATGTTTTGA
GTTATTTGAATTTCAACGGTCTGTGGATGATAAAAGCTCATTTTTTACCCCTGAAAATTG
TAGAAAATTCCTTTAATATAATAGAAAATTCCTGTATACGAACATGAAATCAAAAATATT
AGAGCATTTTTAAGTCTGAATTTTCCGTTCCAGCTTTTAGATTTGTTGAAACAAACATCC
ACAAACTTCACAAATAACAGGAACAACAAATCTGATTTTGAAACCCAAATGGTGTTTGCA
CGGCTTTACTTGAATGAATGAGCATGTCCAA
>BJ014847 ID   BJ014847   standard; mRNA; EST; 286 BP.
CAAAANCGAGTTTCAACGCTGTGAGAGAATAAAAAAACAAACAAAAACATTGTTAATGAT
GACAAAGTTTCGCAATAAAGGCCTTCCCTTAACCGAGTTCTATTCTAAACCACAGATTTT
CAGAGTCACAGCATGAACAGGTCCGTCCAACACCAATGCGTTACAAAGTTCCCTGATTTC
CCTGGTTTGGACATTTCTCCCCTTTTTGTCCTAAACCTGCAGCATTTTTACATTTTCCTT
CATTGCAGTGTANCGCTCTCATCTGCATCGNCGGGCAGGAGGAGTA
>BJ014849 ID   BJ014849   standard; mRNA; EST; 576 BP.
AAAAGATNAATAAAATGGAAAACAGGCATNAAACTCAGTTNCGGAGGCGAGCTCGNCGAG
ACGAGCGAGCGATGGGAGTGGNCACCTTTTGGAGTTTCGAGCTCTGCCATGACAGCTTCT
TCGTCATCCTCCCCTTCATCACTGCTGAATGTGATCATGGGTTTCTTTGACTTGCGGGAC
CTTTGAGGTGTCACAAAACTGTCATCGCCGTGACTGGACACAGAGGACTTGGTCTGACCT
CTCTTTGACTGACGGCTCCTGGGGGCTGCATCACTCGATGTCTTTCCATTTTTGTTCTCT
TCATCCATCTCTGGACTTTCTACGTTCTCCAGGCCTCGTGTGTGCACTGCAGTCAGCCGC
TTCTCGAACTCCTCAATCTGAGCCTTAAACTGTGGTTTATCATCATGTACTGAGACAGCG
CCAGACACGCAGCAGTGGTGAGCTGAGGGTGAGAATAGCGCCCTGNAGAGCTACACACTT
TCACCAGCAAAGGTAGAAAAGCACTTAGCAGGTTNCTNCTCTGAAAGTAATTCTGTNTTC



ACAGATTCTTCTGATGAGTTNCAGCTTTTGTATCTT
>BJ014850 ID   BJ014850   standard; mRNA; EST; 688 BP.
TCTAGGGGGCAAAAAAATATCATTGTGAAATTAAAATNACTTCACAACATGCTTAAATTA
AACGAGTGGGCAAACAGTAAATGATTTAAAAACCTTACAAATAAATTCAAAGTGCGCCTA
ATGATACAGACCCCCTAAATACAAGAGAAATTCGTGGTTAAATACAACTCCCCACAATAC
ATTTGATAACATGTCAAAGGAAAAAAATACAAGTACATTTTCCGTATATTTTCAAATATT
TACTAGTGTCCATATACAACTAGAAATACCTATACAAAACTCGCCTCCTGCACAAATACA
TTGCTCGCCTTTACACTGTAATTACTCTAGCCTACTTTTTCTTTATGTACAGCACAATTT
GCAGCAAAGTACAGTGTCATCTTTGACTGGCCTACTTGCGAAATCGGCGCACAACTGCAA
ATTTGGAAAGTGTGTGTTTCTGGACAATTGCTCCTCTGTGATTAAAATGCGACAGATAAC
ATTAAAATCAGTGCATCTCACATCTCACCAGACTGGTTTTCTGGTAAGTCCATCCATAAT
GACAAAAATAAAAACAGTAACAAAACAAAAAAAGACTTTCCTTTCGCTAGATAATAAAGT
GCCAGTGTTTGGTTTTAGGACAATACAGCAGTAGCGCAACTTTTTGCAGGCCTCAATAGT
TCACAACGCAATTTTTTACAATGATTTT
>BJ014856 ID   BJ014856   standard; mRNA; EST; 723 BP.
AATCCTTTAATTTATACAATGCTATTTTAAAAAGTNCAAAGGTTGATTGGTTAAGACATT
AAAAAGCGTATACGTCCATTTATGATTATATCTGTAAATGAAAGTCTGTTTAGTGTTTAA
TGGAAAGGCTGAATAAAACCTGATGACCTGACAATTAACAAAAGCAGTAAAATTACTTGA
TTAGAGGTTAATCTAAAATCCAAAAACAGACAAACAACACAACAACAACAATATCTTCAG
TAGTGTGGAGCCTACTGGAGTTCTCACCACCAAAAAGGAAGTACACACTTTCTTTGAATT
ACTGTAACTCTTCGACTATTTAGTCTGAAGCCGCGAAAAGCAGGTTTGTGCTAATTTGCA
ACACTTTTTACGTTAATTGTGTAAACAATTCACTTCTGTAAAGTGAAACATTTAAACATA
AAGTTGCTTGGAATTATGTTAATTGCGTTAACAGTCTAAGAGTTACAGTGACCCAAAAAG
CGTCAATATCAGAGCTAAAATGCCAGTGGTAAAAAGTTCAAAAACCTCCTTCAGAATAAA
AGTCAAAACGTAAGTGTTTTAAAAGCAGCTTTTGAATGTCGAAGCTCCTCCTGTAAAATG
ATGTACTCCCTCTAAGGCTCATCTGAACAATCCCACCTTCTTTTTCTTTGGCTTGGACGA
CTGGCGCTCTGCTGCGTTCGACTCCTGCTGGATTGAAGTTCTGTCTGTTGTCTTTTCTTT
GGA
>BJ014864 ID   BJ014864   standard; mRNA; EST; 64 BP.
CCACATCTATCTGNCTGNCANNCACTTTNACATACTTTTTAACATTCTTGGTTGGTTCTT
TGAG
>BJ014877 ID   BJ014877   standard; mRNA; EST; 36 BP.
CAAAAAAAANAAACCAAAACTCGAGACTAGTTCTCC
>BJ014884 ID   BJ014884   standard; mRNA; EST; 48 BP.
TCCTTCGGGCTTTTTATTCTACNGAAAGCATCAANGAGCATTTAGGGC
>BJ014893 ID   BJ014893   standard; mRNA; EST; 585 BP.
TTTGTGTGAATCTGAAGCCTTTAAGGTTTTAGAATATTTTTTTTAACTTGCAGTAAAATA
CTAGGAAATGTTCAGTTTTACCTGAACCTTCCTTCCAGCTTCACTAACATGTGACCTCAC
TGTGTTTCTGTGCCCCCCCCCAAAAAAAAAGACGGCATCCTGAAGCTGCTGGAGTCCCGG
AGGGGGGAGCGGGAGGCGCAGGCGTTTGTGAAGAAGCGGCGCCAGCGCGAGAAACAATCC
CTGGAGGGCGTTCAGCCGTGACAAAGATGCGGACGCCGCGCTCTTCCTCCAAAAATAGAC
TTTTAATGATCAGTACCAAAAACAGAAAGACTCTGAAAGATGGAGCGGCGCCGGCGAGCG
GCGCCTCANACCATCACAGTGATCGTCAACACCTTCCAGTCAGTGCCAGAGAGAACCTCC
CTTTACTACATATTCTATATAATATATATGATATATTATACCCACACTCAGGTCAGGGAA
TGTTTGGCAGAGCGAGCTTTAGAGCAGCTCAGGGGTCTGGAAACTCCTGCAGACTGTTGG
GGAAACCTGAGCGTTTTGGGCCGGAAGACGAGCCAGCGGCCGTCC
>BJ014921 ID   BJ014921   standard; mRNA; EST; 59 BP.
CACGCATNTNAGTACNCACACCCNCNTGTGCGCACACACACACACACACACACACACAC
>BJ014940 ID   BJ014940   standard; mRNA; EST; 578 BP.
TATAATTTTATACATATATACTTAAAGTGTTTTTACTGCAGTGTTTCTTCAGTGTTTTTA
TAAACCGTTGACATTAAATGAGTTGATTTTNAANTAAACANGAAAAAGTGGTNTCTGATN
TAAAAAAAAAACAGNTCAAAGCCAAAAGTGCTTAAATAGAACAAATGAATTTCTTCAGTG
AAATTACTACAAAATATCCTCAAATTGCTGCGTTACTACATTTACGTAACTACTTACAAA
CATTTGGGGTATGTCGACGTTGACAACTTAATGTGATTCAATGACAATAAAACATGAAAT
AAAAAAAAATAAAAACAAGGACACTTCACTCTTATTCAGTAAATCAGATTATTTANAGTG
CACAAAGACCTAATTGAATAAAGCTACAATAGAAACACAACTACAAAGACAGAGTAGACA
GAAGGTCTGATTGGTTCTNTGGAAGCCTGAGGCATCAAGTGCAGCAATCTGGCTAGTTAT
AATTTGAGACAGAAGGAGGAGAAAGCAACATGGAAGCCACGTCCTTGGTCTCGTCTGCTC
CTGCTAACCTTCACCTTTATGTAGTCATCCACCTACAT
>BJ014946 ID   BJ014946   standard; mRNA; EST; 487 BP.
CTATTTTACTTTTTTTTNNATAAAGAATAAGAGTTTTTCTACATAGCAAGAAGAAAAAAA
ACACACAGGATGAGAACTCATCGTTAGAACAGACACAAACTGTGATTCTACAGGGGCTCA
TCAAAGCGTGGTGTCATTCAGTGTCAAACAGCATGCTATACAAATGCAGTACAATCAAAT
GTCAGGCAGTAAGCTATAGTTGAGGGGTTTGAACCAACACTCGCCTGCAATGACCACACC



TGGCACCAGCTTCACCTGCATTGCTGAGGCCTTCCATCCAGCGTCTTCAGCAGCAGGATG
AAGTGAAACCACAACCTGTCATCAGGCCAAGGTGCCGTTCCCAAACTGAAACTCCCCAGC
CAGGAAAAGCCTGGCTCTGAGATCCTGTTGTGGNCTCACCTGGGTGCTCAGTTTTCAGGC
CAAAAGCTTTAGAAATGCAGGGAATGTGTGTGTGCTGAGCCGCTTGGAGAACATGACGGT
GGTTNCA
>BJ014960 ID   BJ014960   standard; mRNA; EST; 584 BP.
TTAATTGTTTTTTTTTGTTTTTAAATGTAGCAGTTTTTTTTCCCCCCCAGAAAAAAAAAC
GTCCCTTCAATGTATGAAGGTATAAGAAAGACTTCTCGAAATTCTCCTAAAATGTTTGCT
AAAACTTCATTTGTTGATTTTGGGTTGGAGTCTCCTTTAGGCACTATAAAAGGATATAAA
GAAGATTGATTTTAAAGGCACACACCTTGTTTATACAGAATTCATATTTGGCAGAGATTA
CCAAAAACGAAAAAAAGAGAGAGTAATTTTTAGGGTTTTTTTGTTCTGTTTTTGATACCT
GCTCTCGGTCAGCCCTCCTCTTCTCCTCTTCGGCCCTCCTGCGCTCCTCCTCCTCCTTGC
GGCGCCTCTCTATCTCTTCCATGCGTCTCTTCTCCTCCTGCTCGCGGCGGCGCTGCTCGC
GCTCCTGCTGCCGCCTCATCTCACGCTCACGCCGTTGTTGCTCCTCCANACGCCTCCTCT
GCTCCTTCTGCTGCTCGATTCGTTTCTGTCGTTCAGCCAGCAGTTGCCGCTTGTACTCCT
CCTGCTCCCGGAGCTGCTGCTCCTGCANAAGCTGCTGGCGGCGC
>BJ014994 ID   BJ014994   standard; mRNA; EST; 710 BP.
TTCTGCGTTTATTTGGATTGTCCAAGAGAGAACCCAAGTTCAAGNAAGTTTACCTTACAA
GAGAAAATCCAGAATTGTACAGATTGGAAGTCACATGAGTAAATAAAATAAAATCAGTCA
GACCGTCATAAGGTAAAGCAACTCATAAGGTAGAAGACAAAGTGGCGTCTGCACAGAAGA
TCCAACACTGATATTCATAAAACTCTCAAAGTACAAAAGCAGGTTTGTTTTTTTAAAGCT
AAAAAACATGGATTTTTTACAGTATGACCACAGACACCCCAGCAATACGTCATTACAAAA
ATTCATTAATGTTCGTTCATGTTACCTACTGACATTTTGTATTCTTCTGATTCTGTTAAA
ACTGCACATATTTGCTGACTGTTTACGTCTTTTAATGTTTTGATCAAATGAAGTCAAAAC
ATACCATTTCCATACCTGAGGTTTTGGCCCTGTACGGGTCACGTGATGGCACACATAGAA
TGAAATCTGTAATACTGTGGACTGAAGGATATGGTGTGGTTATTCTGAGCCAGGCTTGAT
TTGTGGCAACATTTAAGTCACATATATAGGATAAAAGGCCTCAATACATTTGTCCAACTT
GGTTAGAAGTAAATGAGGCAAACTGAAGAGCGCCAGAGGTTTAGGCCACGTGAGAAAGAC
CGCACATGGTCCAGTATCTTCTGAATGACATCTACTTTTAATGTTTCCAT
>BJ014999 ID   BJ014999   standard; mRNA; EST; 104 BP.
ATCATTTATATTTCCATTGAGTTNTTTCTTTTTTTAAGTGTCANAATGGTGACAAAAACA
GCTTTCATTTAAGAAAAAAAAAAAAACGCGNGACTNGTTCTNTC
>BJ015006 ID   BJ015006   standard; mRNA; EST; 36 BP.
CCTGTGTTTTAGTATTTCTGTGCCCCCCCCCCCCCC
>BJ015013 ID   BJ015013   standard; mRNA; EST; 38 BP.
TGTGGCTGGCTTGAAACNGTTATGGGGGTTAACTCCTC
>BJ015016 ID   BJ015016   standard; mRNA; EST; 681 BP.
GATGAGACAGTTCCACTTTATGACTCCCCCACTAAAGCAGGTCCACATGTGACCTGATTC
CTAAACAGCAAAGTGCTTTCTAACTGAATGCTGATATTTATGGTATTCAATTCAATTCAA
TTTCATTTCATTTATATAGCCCAATATTTACAACAATAGTCGTCTCAATGGGCTTCGTAC
TGGTAATTGTGTAATATACATGAATCATAAAGAACATGTAGTCATAGAATTCAATAGCAG
TTTGATAATCTAAACTAAACAGACTAAACTAACTGGACATCCCTGCCCTTAGACCCTCCT
TCTCGGTAAGGAAAAACTCCTAAAAAACCGGATTCCGGAAAAAAAAGAAGAAACCTCAGG
GGTGTCCACATGAAGGAGGGATCCTCCCCCAGGACGGACAGGCGATGGACCAAAACTCTT
AACCCTTGTGCTATCCTAGGCACTTTACCATTGGGAGTTGGGTCATCTAGACCCACTAGA
CAGAGCTCTGAAACTTTTTTCTTCAATGATTTGTGATCTTCACTGGTGTCCATGGATTAC
ATGAAATCTTTCCACCTTTATCCACCTTTGTCATGGTAGGGAGAACACGTCAATGGAAGT
GTGGGGTCATCTGGACCCCATAAGGTAGCACAAGGGATAAAGAAGAATTAACTTATCTAA
ATCTACAACTACATGTTTAAT
>BJ015020 ID   BJ015020   standard; mRNA; EST; 714 BP.
ATTGTTTTGCTNAGNCACAAACTAACTTTTATTNAAGTTTGATCAAGTTGTGATACATAT
GCAGTAAAATACTTTAAGGATCCTTCTGGACGAGTAACCAAAGTGCATTTAGTGTTTTTT
TAGTGTCTGTAAGCCTCAGAAACAGCAGCTCCGCAGGTTGCTGGTAAAGGGAAAACCTGG
TACAGGCTGCAGATCTTTGTTTGGCATTGGTTCCCCCAGCTGCACAGTGGCCAAACAACA
GCACTCATCCCTGCTAATAGACGGAGCGCGATTCGTCCGTGTACCTGTGTGAGGTCCAGT
TAGGGTGCATGAAAGGTGTTGGAACGTTGTTCTCAAGCTGGATGATGGTGAGTCTTAAGG
TGGAGATGGTCAGAACTTTGGAACCGTGAATGGACCCGTTCCACTTGAACTCTCCGGCAG
GAGTCATACAGAACTTATGGGACAGATGCCGTCTCTTGTCGTGGTCCTAACAGAAAAGCC
GGACGGTGAGTAGGAACAGCTGAAAGGCGATTGACAGACACCTCCCCTGACCGCTAACCC
CGCTCACCTCTCTGTGCTGGTGCTTGTTGAGGGCCAGGGCATTGGAGCTGTACTGATTGT
GATACACGCGGTACTTGCCCTCCTGGCCGAGCTTGAAGTACTGGGGGAGGCTGCTCTTCA
TCACCACATCTTTGCGCGTGCTGACACGGGTGATGTCCCCTTGAGCGTTCACCA
>BJ015025 ID   BJ015025   standard; mRNA; EST; 51 BP.
TTTTTTGTTTTTAAAAAAGGNAAAAAGNNANTNGTNCCCCTANTTTAANGG



>BJ015072 ID   BJ015072   standard; mRNA; EST; 490 BP.
TNTTATTATTAATGGAAGCTCTTCAGATTAAAAAAAAAAGATGAAGTTTTTCAGTATTGC
ATATAAGTCTCAGAAGCTGTTCATCACTACACCTTACTGTAGACAAGAGTACAAAACAAT
ACATATATTACTTCCTCGGGAATATAAAACAACCCACTGTACACAGGTAAACAAGGAGAC
AGGTGCCAACTACTCACTTCAATTTGAAGTACAATTTAGTCATTTAACGTAAAAATTATT
TATACACACTCGAGTAGAAAAAAAAAGATTAAAACTAACATTTTAAGAAAATCTCTGGCC
TTTTGAAATAAAACTTCCTTTGAATGTTAGAGTACACAGTCTTACCTTGTGTTCAGTGAC
TATAGGCACTCCTGTTGAACAGGTGAGGTAGCAAGACAGAAATGTGCACAGATGGTGATT
TAACCAAAAAAAAAACAAGANAACNTGACCAANCCAAAGGCAGATTAAATGGAGTANAAT
TGTTCCAGNG
>BJ015081 ID   BJ015081   standard; mRNA; EST; 633 BP.
TCTGTTTTATCTTAATTTAAGGGCAGCTNAGAAAATTGGTCTACTTATGCTCATATTTAC
TCCCATGCATTCTTTACTTATCCATAGATTAAAGACAGTAAAAAAACAGGATGCTGTGGG
CTTAATTCTTATAAATGGAGCAATTCTTTTCTGCAGAATCATTGGGACTAATCAAATTAT
TGACCAAATTTGTATTTAGAACTTTTTAACTTGATAGAATATATCAGTCCTCTTTAGGAC
CATTAGGAAGTGAACAAACAAATAGTAGTTTTGGAGTAACCAATGGCTTTACATGACAAC
CTTTTTTTTATCCATATCCCCCAACAATTATGTTTGATCGATCCAATCAATACACAAGAG
CTGTTTAGAGAAAAGAGAATTCTTTCTTGCCTCTCTTTAACTTCGACCCTCTGGTTTCAC
CTCACCAATGGTTTGCTGTGTCCTGAAGGATGGGGGGCATTTCCATGGTCAGAAAATCCC
TGTGCCCCACCAGCAGTGAGCTGGTGCTGCAGGAACAGCTGTTAGTGTAGGTGGTGTATA
GTGCATGGGGAGGATTCTGGTGGGACTGCTGAGCCTTGGTTACACATCATTATACTGCTG
GAATGACAACACTTGGCCACTGTTGCTGCTATA
>BJ015082 ID   BJ015082   standard; mRNA; EST; 765 BP.
TGACGTCCAGATTCCCAAATTGAAAATCTCATTGATCTGAGCGTTTTGTGACGACCAAGT
ATGAATCCACTGTGTTCTGAAGATGAAAACGTTGATATTTTGTTTGCAAAAATGGTTCAA
ACACTATGCATGTGACCTGCTGCTGTGAAAGGCCTTCTGGTGCCGGACACAGGACTGGCT
CCACGTTGAAACAGTCCACCTCGATGAAAAGCTCAGACTCCTCGCTCTGGAGATACACGG
GCTTCCTCTCGTGACAGAAAGACTTTGTTTGGATGAAGGAGCGCCCCTTCTTCACTGCAG
CTTTGGTCTTCTCCAGACCGTCTTTCGTTCCGTCTTTCGCGGCCTTCACCAACTTTTGCA
TCTTCTGCTCGTGTTTCTGTTTTAGCTGCTGCAGCTCTACCGTTCCAACTGTATTTGCCA
TTAGCTCTTTCATCTTTTTCTCATAGTGCTCTTTCAAGCGCGTCAGATCTTGTGAGAGGT
GGTTCTTCTTCTGCGGCGGCTTTCCTCTCATGAAGGCGTTGGGCAGGCCGTTCTCGGGCC
CTCCTTCCCCCTCGCTGGCCTCGTCGTAGCTTTCAAACTCGCTGGAGCTCCAGCCGTTGT
CAGGGGAGCTGCTGCAGCCGCCCTCCTCGCCAAACTCCACGTCATCGTAGATCATCTCAT
CTGGATCTGTGTTTGAGTCAGAGTTTTCTCTGGGAACATCATCATAAATCACCTCATCTG
GACTCTCCATCCATGCAGTGTTGGCTGGATCTGACACCCACTTCG
>BJ015089 ID   BJ015089   standard; mRNA; EST; 638 BP.
GTTCTTTGTACTTTATTGAGAGTTTCTACATCAGNAAAATCCTGACATCTTCAGTTTTCC
TCCTAAAATAATTTGGCATTTATCCTAAAATAATCTGGAGGGCAGACGAGGGACTTGAAC
CCTCAAATGTTGAACTTTTGTGACCGGATCACTGCTGTGAATAAATCTGTAGAGTTTGGA
TCTATGTGACAAATGGTGGAAGTGCGGCTCTATGCTGTAGAACACATTTGGCAAAGAGGG
GCGGAGCGCTACACGGGAGTCTGACCCTCAGTCTACTCACAAGCAGAGCGCAGCTCTTTG
TCAGGAGGCGTGCACGGGCGGGACAGGCGTGTTAGCGGGACTGTGGGGGCCGGCGGGCGC
AGCAGCTGCTGCTCAGATGTTTGGTAGGTGGTAGTTGAACCGGCGCAGGTCGTGGTATTT
CCTGTTGTTCAGAGCGGGAAAGATGCTGCTGCCGGTCAGCTGCGGCAGATGCCCGGGGGG
GAGGGGCCTGCGGGGTAGCCGGGCTCTCTTGTTGCCGGGCCGGTCCGGTTCCGGCGCCGA
GCTTTGGCTCCGTTCCCTCATGCAGCTGAAGTAGGGATGCTGGAGGAGCTGCTGGCAGCT
CAGCCGCTCGGACGGGTCCATCTTCAGACAGCTCTTCA
>BJ015092 ID   BJ015092   standard; mRNA; EST; 570 BP.
TAGTTTTTATTCTGTTATTAATNGGTAACCTTGAACTAATTNGTNCATTCCCCTTAAAAT
TGTAGTTTTTATCCCATTTTACCAAGAATGTAGTTGAACCTGGATGAACCTCTTTCTATA
TATTTTTAATCTCATGGTAATTCAACTTTTTTATTTGAATTCCCCCATTTTTTATATTTT
TTCTATTTTTTTACATTTACGTTAGTCACAGAGNGNGATCAGAACCAACAGAGAATTTCT
NTCAGGACCGAATTTCACTCCCCGTGCAACAAGCTTCTAGGTCAGACCTATTGTCTGATC
CGGTCACACGTTTAGGGTCCTCCCAGGAGCAAAACCCGTTTTANACTCTGGGTTCTTTTC
ACCTAAAGCCTAATGAGATGAAATCTTGTTCTACTCCAACAAGCAGCCTTGTGTTAACAC
CGCAAGGTTTCCAGCTGCTCACTGCTTCGAACAAGTTCACTCCTTTCACACATGCACACA
CATTCACACCAAAAAAAAACCTTTTTTTATTTTATTTTNGTNGNTATTCTAGGCCTTTTA
GGGACTTGAACCCTCTTACGCGTTTTAGGC
>BJ015098 ID   BJ015098   standard; mRNA; EST; 686 BP.
TTTAAAAAAAACAAGNATGTTTATTTTAATTTGTATAAAAAAGTGAGTCACACTTTAACA
TCAAACATTTGTGTCACAACTTTAATTTTTGAAAGGCTTTACAAATGCTGAAAAAAAATA
AAACTACAGCTTTGTGGTTCACGCCACACCATAGGGACTGCAAGCTCTTATTTTGTTTTC
TTGCACTAATCCCCAACACTCATTTACATTCAGAATAGCACCTTACCTTAGTATAGAGGG



TAAAACATGTTTACAATAGATTAAACAGGGTTCTACATTGGCAGGAGAGCCAGAAGCTTC
TAAAAAAAAATGTGCCAATGCAACAACAGTAGATCCGTGTTACCTTAAACCTCCTGTGAC
TGAAGGTGGCTTAACCAGTGATGTGTTCAATGTCTTAAATAAATAATAGGAAAACCTTAT
GTTAATATTTCAATGTGATGGGAAATAAGCTTCATTTAGTGTTAGGATTAAAAAAAAAAT
CAATGTTGTACCATTCCTAACATCATAAAAATGGCAGATTGCAAAATGTTTTGAAAAGAA
AATCTTGATAGTTTTATTCATGCCTTCCCTCCACTGTTTTTCCTTATTTATCATAACTTT
CGAAGTTTTATTAGGAAATTTTTATTTGCTTAGTTTGATTTTTTGAGGTGAAATGTTCTG
TTTGTGGCGTAAGGGTCAAAAGTCGC
>BJ015106 ID   BJ015106   standard; mRNA; EST; 660 BP.
AAATAAAAATGTTTTTTTTTGTCTTCCTGTTGGCTCACAGTCATCTTATCATATCCTAAA
AAGAGAATAACAGTGTTGAAGAAGCCTGACTGAACACCCAGCTCGATCATTCTAACATAT
AAAAGATGAATTAGCCTCTAAAGAACTCTCATAAGTGTCTTGGCAGAGAGAAAACAAAAA
CGTTATTTTTCAAAAATGTGACAGCTAGTTAAAATATGATTCAGCTTCTCAAATGAGCTG
CAATGGATAAACAGACCAAAATGTTTCACTGCACTTAAAAACGATTTTTTTTCTCTCCCT
CTTTTGGTCCACAACAATAGATCGTTCTTTTTTTTAATTTGTGCTATGGAAAAAAATGTC
TCATGGAGTGCCAAGTGGAATTGTGAAGGACAGGGAATCTCCCACTTCACCCCACTGTGC
TCTAAAGTGCTGGAAAATAGTAATCCATGTGGTGAGAACCGCCACCCAAAACAGCAATCC
CACTGCTGACCACTTTACATCTAGAAAAAGAATACACAAGAAACACAAATCACTAAATGA
AATTAGAGGATCAAAAACGACTATTTATACCACAGAAGTAAATACAACATATTGACAGCT
TATTCATTTTTTATTACAAAAGAAATAAAAACTAAATGACATGAAAGCTTAAATGTTGCT
>BJ015114 ID   BJ015114   standard; mRNA; EST; 644 BP.
TGAGTTTATTTACAGTTGACTNACAAACGCCTGAACACGGCAGAGGGAAGAACATGATCA
GAATGGAAGCTATCTGTCTGCCTGATTGATACTTGGACCACAACATTTTTATTCATTTCA
TTTGTGTCCATTTAAAAGAAGAGAATGTTGATGAGTTTTCCTTCAATCAAAACACTACAT
TTGAGCACAATACAAATATCAGAATAAATGATCTCATACAAAACTGAAAGTTGGATCTAT
GAACTTGAAATTCCTTCTTTTTCCTGGTGTACAGTCACACGAGAGTCGAGTCTTTAGCAG
AAATCCCTGACTTCCGTGCGAGAACACTCCTCATTTCGTTGTTGACCCCATTCCAGGGTT
TAGTCTGGGCCTGTAGTAGAGCCGACTCGGTGGACAGAGTCCTGTGCATTCTGGGAAAAC
TGCCCCCACTATTGTAGCACTCGTTGTCGTTGATGTGTCCCTGGAGCCCCTCAGCGGGAG
AGTGCTGCTGCTCATACTGCTCCTGCTGCCTCCGGCTGCTGCACGGTTGGTACGGGACCG
GATGCTGAAGGTGAGACTGGCTGCGGTGAATCCGCGGCTGGTCCACGCCCACCCTCAGCT
CGCANGGCCTTGAGAGGGGCAGGCTGCTGCTTCCCTGNTGGTTC
>BJ015117 ID   BJ015117   standard; mRNA; EST; 557 BP.
ATAATTGGCTATTTATTTATTTTTTATTAAATTTGACTGAGCTGAAAGTTTTTGCCTTCA
TTTATACACAGAATAATAACAAACATACAAGTGCATCACATTTCCTTCAAAATAATCCCT
GTTTTAATAAATAAGCACAGCAACAATGAAAACTGGACGGAATTTGGAGGACAACTCGCA
GAAAAATGGACTAAATCCATGCAGCCAAAGCTTCTTAATTGCATTGGTCCCTACAGGATA
TAATAACACAAATATGTATAATAGGTTTTAATTCTTTGTATCTACATCTTAATATATTCA
AACTTTGCTTTAGAGTCTTGGTGGGGGAAAAAACCTTCCCCTTTAGAAATGCTGATGCTG
GTTCGGTCCTGCTCTGCCTGTCCTCACTGACACGAGCAGATCTGGACAGTCACCCACGCA
CGCGCACACGCACGCCACTCCACTTTGTAGGAACGGGTCACGTTACGTGTCTCCGCCAGG
CCTTTGAGGTCGAGGGGTTTCTCCAAAAATCCCTTTGGTTTGTGGAAGTAAACAGTCGCT
TTGGCATTGTGAGGGAG
>BJ015123 ID   BJ015123   standard; mRNA; EST; 630 BP.
GGGGCAGCTGGAGATGAGAAAACATGGTGCACTACTAAATAATATATTCAAATGTACATG
ACATTCAGAGGGTATTACAGTTTTCACTCCCACACAGTCTGCATTCCAACAGCTTCTCCA
AATGTACATGGATAAAAAGTTTATAGAAATGTCAACATAAAAATGTCTCAACACAAAAAC
AAAAACTCTTGGGATGATGAAGTGTCATGCAGAAGGTGGTTTCTCCGTTAGAAATGGCCG
ATTGAATGGATTAATCTCATCAGAAGCTACAATTTCAGAGGATTCGACCACATGAACCTG
TGAGCGTCCAGAGGAACACGGTGGCAGTCGGGAGCGCTCCGGCGGCCGCCGCTACCCGGC
ACAGACGGGAACCGCCCCATGAAAACACAAAGTCACCGCCCAAATAAATTACATCTGCCA
ACCTAAAGCAGGGACTGGTCGGGATGGGGGGTTGAAGGATGGCTGCTCTATAAGGTGAAG
GTCTACGGGACGCGTGGGGGCCAGAGGCGCTGCTGTAGAGCCAGTAGAAAGGTCCCATAG
TAGAAACTGCAGTCTTAACATGTGCCGTTAATTCAAACGCAGAGGAAAACACCCTTACAC
TCATCAATATGATGAGCAGAAAAGTCCCAA
>BJ015135 ID   BJ015135   standard; mRNA; EST; 402 BP.
ATTAATATATTTNTTTCCGTTGAACAACTACCGTAAAACGAATGAATGTCTTTTTGTTTT
TTTTTTTAAACGTTGTTTTAAGCCTTTTNCAGCACACTCAGACNCAACAGTTTTAATAGG
NGATCCCAACATTTTTTTTNTGCNTTGAAAAAGTNCAAATNCAGTAGNGGAGACTTGGGA
GGAANAAGCTTTGGTCATCGTTTAAAAATAAAAAGTCAACANGCCTTCATGTCACTTNAC
ACTAATCCTGCAGGAGGAGNGAAGCACACGAGTGCTGAGCTCATTNTGGNTTNAGGCAAT
NTTTGTNCCANATCCTGCCCACCCTCCTTCCTTTGNTTNTGGAGTGAGGAAAAGGGGGGA
GTGTGTTTAGCCAATGTAAATGCNATGGAAGTCGTTTGCNCC
>BJ015139 ID   BJ015139   standard; mRNA; EST; 157 BP.



AAATTACAAACATTAACCTATAATNAACATTACATNNTTCAGTTATGATGAGGAAATTTA
CATCTGTGATTCCCCATNAANCCATGAGTCTTAGGGGCTAAAGGCGGGTCTAACCCCCGG
CTCGCCACACCCTTGTCAGGGTTTAAAGAATGAGCCG
>BJ015143 ID   BJ015143   standard; mRNA; EST; 668 BP.
AGGATCCAAACAATTGTTCAAAAAAACTAAATCAAAACATTCATCAACAAGCAACAATGA
CACAAGCCGAGCAGAATGCAAAGTGCAAGGATCTGAGGACGTTTTATGTTTTAAATGATT
CAATTTCCATATTTTAATAGCAGCAATCCGTCTGCTTCTCTGTTTTTGGGTCACATAGAG
GAATCTTTTCTGAGCTGCACTAAGTTAATCCCCAATATTGTTTCAAATTCAGTGCAAAAT
ATGGAGTTTTGGTCAGGATAAGACAGGAAACGGCGTGTGAACGTGCAGGAAAGATGCGTT
TGGATCCACATTTGAGCTGCGACAGTAACAACCATTAAAGGAAAAATAAAGATTCATGTA
CAAAGATGCAGCTGTGGAAATGTGATTAATTTAATCAATGGTGTAAATATGATTTGAAAG
AAAAATCATCTTAAAATAATACAAAGTTTTTTTCAAATAATTTAAGTCAGAAAATAAGCA
ACAAAAAAAAAGGATAAAAATGTTTGCAAACTGATGAGACAAAAATGTTGAAAAGCTACA
AACTTTAGATTTCTGGCTAAAATACATTTTTCAATCTCAAAACATTTTTACATTTCTTAA
AAATACACCTCAAATTTCTGATTAATTCTGGATCATTCATGTCTCCCGTAAATGTGTGCT
GNTGTGTA
>BJ015145 ID   BJ015145   standard; mRNA; EST; 596 BP.
TCCGCCTGTCTTTNNCGGGTTCTTAGTGTCCTTGTTTCTCCGCAGCGTTGCAGCAACACA
GTGGGGAAAAACTGTTTGTTTGTCCAAACTGCATGTTTGTGGCTTTAGCTGCACCTCTGC
AGAAGCATGTTGAGGGAGTATAGCAAGCGTTGGTGCAGGTCAGTGGGGCAGCCTGACGTC
AACAGCGAGCTGAGTTTATAGGTTTTGGAGACCCGTTCCTCATTAATGTATGTCAGCACG
TACTCATCCCTCTGGCAACACAGAATGATCTTTGTGTGATCGTGGTAGAAGTTGACCTGA
AAAGTGCCATCATTGAACAGCATCATGAGGGCGCGGTCAGACTTCAACCACTGTAAAAGG
TAGAGTCTGGGCATGTGTGTATCTGTGACTGTACCGAGGTCACCTCCATCCATCAGATTC
TCTTCCATGTAAAGAGAAAAGTATTTGAGGACAGTCACTTGGCCCACAAAGTGCTCAGGA
ACTTCACAGGTGGGGAAGACTGAACACTGGCCCAACTCTGCATAATAATGGATGGTCTTT
CTGTCAGGCAGGAGGCTCATGTGAGTGCCGTTATTGAAGAGAACCCCCACAGTGTT
>BJ015150 ID   BJ015150   standard; mRNA; EST; 592 BP.
CCTGTTTTATTGGTTGAAGCTTCAACCTGCATCTGTTACAGTAGTTATTAATAACAAAAC
ACTTTATTGCATTTACAGCAAAGATAATGTTTACATTTCAGGAGGTATAAAAGATTTACA
TTCACTGGTTCACTCGTTCTGGCTCGGTACAAAGTAGTTCTTTGTCAGATGGGCTTTCCT
CCAGCATGTTCGGATCTCTCACTGAATCAGAGCTCTCAGCCTGAGCTGGGGGGGTTGTTT
CCCTCTTTGTGGGAAGGTGGGTTGTGGGCGCTGCCCTGCTGGGTGACCCAGGGGAGGAAG
CCGGTGGTGTTTCAGTTTTCTCGCTCCTCTCCTCCTCCGCCTCCTCCTCCCTCTGCTGCA
CAGAGGACAGGTACTGCTCCAGCAGGCTGCAGTCCGTGCTGTCCACGCCGCCGCCCGCAG
GGCTCAGCGCTCGCACTGTCTTCAGAGAGTCGGCCGTGCCGCTGCTCAGGAAGCTGTCCT
CCTGCCCCCACTGCTGATCCAGGGTGGATTGGAAGCCTGAATCTGGGAAGGATGCCTCTG
CGCCGGGGGGGTTTGGGCTTTTGGGAACAACGGGGGGAGCTGCACTGCAGAG
>BJ015176 ID   BJ015176   standard; mRNA; EST; 93 BP.
TTTTAACAAGCATGGTNTGGAGTCTAAACTGTCACACAGGTCACAGGTCAAACCCTTGCT
TATGCTGATTNCATACTTTTNCTTGTGCAGTCG
>BJ015182 ID   BJ015182   standard; mRNA; EST; 666 BP.
GACATCTCTCACTCATACCCATCACATATAAACATTCACTATCTCACCCAACAATAAAAT
AATTAAAAATAATATTATTGGCAGAAACATGAGAACAATTGTGTAAAGGTCTAAGCATGT
CAACATTTGCACTTGGCTTCCACCCAGAAATACAAAATTCATACTTGTAGTTAAAATTCC
CCACCTTGGTCAAACTTCTCAAGTTTTTTTCCAATAAATACATTTAAAAACAATTAAAAC
CAACCCAACTTAGGGGCTTTCCACCAGATATGATTATTTCTAAAATTCCTTTTCTCGTTG
GTCATCGCTAAATGTCCAAGTTCTCAAAGATCCGTAGCATCTCCTTCTGGATCAGTGTCA
AATCAGCTTCAATGAGAGGGGTACAAAGTGCTAAAAGCCACCTGACTGTTATACTGGGAG
GTCAGCTGAAGGCCCATTGCTGGTGCATATCTGCAGAATTACAGGAGTCCATGTATACTT
TGCCTCCTTTCAGCTGTAAACATTTCCCACTGCTTGGGTTCTTCAGAAGATTTTCCTCTG
TAAAGATCCACTGCTGTTGAGGTGCCACATCGGTACCTTTCCCCTTCAGCTGGCACAGCT
CAATCCTCACCTGCTCCGGATGGTCAAAGGCTTGAAGGCAAAGCTGCTTTCCAATGTTAT
GACGCA
>BJ015197 ID   BJ015197   standard; mRNA; EST; 606 BP.
CTCCACCTTTCGCCATGCTCCTCCCACTAAAGAACATCTAAACATCACCTCATAATTCAT
TTTCATGTGTGACATGAATGCATACTTGTATAACATTGTACCGACACCCCCAACTTGACA
GTTTTCTCTGCTTTGAGTGCAAATTAAGTAGTTGTTGGCACAAAAACTAACATCACATCT
GTCATGATGAACATCGGTCACATTTCCACAACAATGACAGTTCGGCTGACTGTAAACCAG
ACTACACCTAAAATGTGTGGAAACCAAGGGTGCAGAACAAAAAAATAAAATAATATATAT
ATATAGCTGTAGGTCCTTTCTTTATTTAAGACTTGCCACGTTCTGATTGATTCCTTTGAT
ATTTCTAAAACAGTATTTTACTCAGCAAATCATAAAATGAAACAGAAGGGTGTTTATGTC
CCTTCAAAATAAAAGATTTTATATAAAACTACTTTTTTGGATAGGAAAAATAGTCCCACG
TGCTATGCTACAGGTGTGCATTGTTTTACTCAGCTACATGTCCACAAACACCATGAAGCA



CCAGCCGAGCCCCCCCACCAGAAACATGGTGATCTGCATGCTGTAGATGATGAGGTCGTT
AAAAAC
>BJ015204 ID   BJ015204   standard; mRNA; EST; 37 BP.
ACAGGCGGTGATCAGGCCCCCGCTCATGCTGCCGNGT
>BJ015211 ID   BJ015211   standard; mRNA; EST; 630 BP.
TTTAGATGACTATTAAAAAAAAAAAAAANCTNNNTCAATAAAAAAAAAATCACCTTTAAT
TGATATCTTCACATTAGATTTTGCAAAACCTTTTGTTTGCTACAGTTTCAAATAAATTCA
AATGGAAAACAATGTTAAAAATGGATTATACCTTTTTACGAGTTAAAAACTTCGCTGTCA
AAATTAAAATTTCTTTGCAATTATTCTGCACAGAATTACAAAAAAAAGAAAAGAAAGAAA
ACTACCTGAAGAAAAAACTGGATTGTGTCGTTAAGCTGAAGGAGGTGGAAAGGGTTTGAG
AGAGTCTCATTCACAGAGGTCACCACGTTTAANAAGAAAGTCAGAAGTTGTGCTTGGCTT
GTTGGCACAGTTCGCCTNTTGCAATGGTCACGTCTAAGCGAAGCAAGCTGAGGCGGCAGA
GGTACAAACATCTCACTCCACATTANAAAGTTCGTCATGCTTTAANAACAGCAAAATGTC
TTTTTAGGGATTTATTTTGCAACAACCCCTTCACAGCATCCACTGTTTCTACTTCTATAT
AAATGCTAAAACACATTTGTGAGACACCGCATTGCCAATGCATATTCTTGGAAATATATT
TTACAGAAATCTAAAGGGGGAGGTGTTTTG
>BJ015216 ID   BJ015216   standard; mRNA; EST; 409 BP.
AACGGTCATGTTTCTTCTGCCCTTGACAATTTACACGTACGGCACATTCGTACTCTCATA
CTTTTCCCCGGTAAAATTCACACAGCACATCATGCTGCATCGCACGCACGCATGCAGCTG
AGCATCAACAGCCGACGGCGGCGGACGGGCAATCAACGGCCAGCTCACAGGCTGGGCACC
CTCTCGGCGGCGCCGGAGATGACGGTGAGCAGGTTGTTGCCGAAGGGGTCGCTGAGGTGG
GCGCACAGGTTCTCGAAGGGCCCCTCGCCGGTGACGTAGGCCTGGATGAAGAAGCCCAGC
ATGGAGAACATGGCCAGCCGTCCGTTCTTGATCTCCTTCACCTTGAGCAGCGCCGCCTGG
TCGGGGTCGGTGGCGAGGCCGAGCGGGTCGAACGGGCCGCCTGGGTGGA
>BJ015234 ID   BJ015234   standard; mRNA; EST; 655 BP.
GAGGATGAGTCGCATGGTTAACTTGGCAATGTTTTACGCCGGATGCCCTTCCTGACGTAA
CCCTCTCAATTTATCCGGGCTTGGGGCCGGCACAGAAACAGAGAAGGGAATATTTTTTGA
GCTTTTAAGTGTATCATATTAAGTCCTCACAAAAAAAACCTCTGACAACCCCAAAGCGGT
ATTTTGCTCCATTCACGCATGAGCACCAACCCCTCCCAAATCCTCAAAAATGAGCGGGTT
CTCACTTTGTGGCGGAACAGCCCCTTCCAGGAAGAGTCTGTGGCACCATGCTAACACACA
CACCCATTTTCTCCGTAAAGTTAGCAGTGATTGACAAAAAGGCTTTAGTTATATATGCAC
CTTCATCTTTGCAAAAGTTTAGGTGTTTTTTGTTTTCGTGGGCGAAATTCAGACACGCTG
CCAAGGCCGACTCTAGGTTGATGCCATGAAGTGAGCAGCACCCACATGGAACGAGAGGCG
GTGTCTCAGAAATGGAGTAGTCTTACTTCTCGGTTGGAAAATGAGGTGCAAAAATGACAA
AAAGAAAAAAAAATCCACATATGCATTCCTGAACCAGATTAACATGTTTGCTTGCTTGTT
GGCTTTGCATGATTGTGGTGCATTGCAGGCTGCAGCAAACAGTCTTTGCACTGAA
>BJ015238 ID   BJ015238   standard; mRNA; EST; 559 BP.
ACGCACGTGCGCACACACACACCTGAGCATAATTAAAAAAGAGACCGCCGGAGCTTNATT
AAGGCAGAAAACTAACATTTCAGAATAAAATCAGACATTAAGGCTTGAAGGAAATTAAAT
AAAAACGTTCAGCCGTGCTCCAAGTCCACCAATCACACTGTGGCACGGGGGAGGGGCAGT
GAAACCCGGGTCACCTGAGGAGCCGGTTCCGACCCGTGGTTCACCCAGAGGTTAAGTCTT
TCACCATAAAACGATGAGAACATAAAAGCCGCCACAGAAGAGGCGGGAGAACGGGGAAAT
CTGATTGGTCCATGACTGATGCTTCATTTTAAAGATGATCTAATGCGTTCCGTTAGGGGG
CTTGGCTCCGCCTCCTCCTCCAGCCAACCATCGACGGATCACAGTGCCGTCTCGGCGTCT
ACGACTCTTTGACCGTGTTCGTTTTCCACGTTGATCCGGACACTCTTCAGGTTCTCCTGA
CTGTTGCAGCGCTTCAGAGCTTTGCTGCCTTCAGAGTTCTTGAAAAGCGAAGCCCAAATC
CCACTTTTGCCCATTTCAT
>BJ015240 ID   BJ015240   standard; mRNA; EST; 256 BP.
TCCTAGTCCGTGAAAACAAATAACTTTCACTTCTCAAAGTCTTCGTGGAGCCGCCTCAGT
TTCCTCCTCATAGGATGGGGAGGGGGGGGCAGACTCAGGACGACACGGGCACTGAAGGAG
ACAGAGGTGGAGGTGGGGGGGGTTTATCAAAAACAAAGGGTTGGGTGGAGCGGTGAAGTC
TCTCCTAAAGGACAGCTTGGACCATGCAGAGATTCAGCCCCGCCCCGCCTGCTGCGACCT
GATGGGGGGGGGGGGG
>BJ015245 ID   BJ015245   standard; mRNA; EST; 34 BP.
CAACAAACTGGTAGACACCCTTCTTGNCGACCTT
>BJ015248 ID   BJ015248   standard; mRNA; EST; 695 BP.
CAGTTTTTATTGAGGGGGTTNAAGTTAGACAGTTCTGGGTCGTCTTCCCAGAAGAAGCAA
CGTCAGACAGGGGTCAAAGGTCGGTCTAAGGTCAGGAGGTGTGGGTCTGTCAGGTCAGGT
GTCAGTCAAGACAGTCGCCGCCCCCCGCTGCCGTCAGTAGGTGCGGGGCCGTTTGTGCGA
CTCCTCTCTGGGGGGATCGGCCAGCATCACCTTCATCTTCACGCCGTTGACCACACGGCC
GTGCAGCGCCACCATGGCCTCGTCAGCGCACTGTTTGTCTGCGTACTTTATGTATCCCAC
TTTCTGCCCGGGAACCAGATAGACCTCAATGAGGGACCCAAAGCGGCAGAAGACGTCCTC
CAGCACATCAGGGGGCAGAGGGGACGGGCTGAACACCACAAACAAGCGCTCCTTGGTTTT
ACTGTCGGGGGGCGCCAGCTTCTTCAGGGACGGCAGGCTGACGTCCGTCTGGATACGGGA



CATGGAGGGCGACGGCGAGAAACTATGAGGTTTCAGCATTTGGCTGCTGGACGCTCCGTT
CCACACAGCGGACATCATCTGAGCAGCAACAAACTGCATGGCCATCCGCCCCACCGAGCT
TTGGGCAGTGCTGCTGTGCAAGTGTGCCCACCTGCTGCGGTCCTCGCCATCATCTAGAAA
GTACACCACCAGTCTGTTGCCGGGCGGATACTCGA
>BJ015249 ID   BJ015249   standard; mRNA; EST; 128 BP.
ATTGAGCCCTCTTAAGCCACGCCCCCTTTAGCCATGACCACTGAACACGCCCGTGGGTGG
CATCATGTGACCTGTGTGCAAACAGCATCTGAACAGAACACAGCAACATTTGGGATGATT
GGGTTCAT
>BJ015258 ID   BJ015258   standard; mRNA; EST; 368 BP.
ACAAGTCGGGAGACATACTGTACACACCTGTGTGAAACACCTTCAAGAGTCTCTGCTTTT
GGGTCCAGTGGTGACTAAAAACAGACATAACCCTCTGGTCAGACAGTTGATGCACTTGGG
ATTTTTTTTGTTTTCAGGCTGCGTTGAAATTCCACAGCCAAAGTGGTTCTTCTCCTAAGC
AGAGCTGAGGACGCAGCTGAACGTGAAACCTTCTCTGATTGGTCTGGACGTGTGCAGGGA
TAGTGGCAACGACTCACCTTTCCCCTTTCCCCGCCACATGCGAGGAGAGAGAGAGCCAAG
TACGGCTTTTCACGGATAAATGATAACAAAACTCAAAGGTGCTCTGTACTCGACAAAATA
GAGTGTGG
>BJ015280 ID   BJ015280   standard; mRNA; EST; 45 BP.
TGCGAAACCGCCGGCGAGACGTCCGTCCTGATCCTCACCAACACT
>BJ015298 ID   BJ015298   standard; mRNA; EST; 532 BP.
CCGGGTTTNCAGACTTTGACAGTAATGTAACATCTACAGTCGGTCTATTCCTGTACTTTT
GTTTAATTAATATAAGAAAGTGAAACATGATAGGAAAAAAAGAGGCGGAAAGAAAATCAA
GGATTTCAACGAAAGTAAGCACAAAGGGGAAAAAAGACTGGAGGAATAGACAAAGAAAAA
TGTTGGATGTTTGAATTTAAACATTAAAGTCTTGAGGGAGAACAAAAGAAGTTTGAAAAC
CAAATTCACACGTTACATCACCAATTCTGCTGTTTTTTGGCCCCTTTTGCGTCCCTTAGT
TTTTGCTCAGTGTAACTCCACTGTTGAAACATATACATGCATGTACACACGTACACACGC
AGGCAGACAAATCCACACACAGCATTTAAAGATGGCAGAGTAGGCGTGGCTGCTGCTCGC
AGCTCCCCCTGATTGATGACATCAAAGACCTAAACTGATACTCAAGATGCTCAAAATTTA
CGAAAATTCCTGAACCTGATCTAAAGCTGAATTTGTTTTGTTTGTGGCTCCA
>BJ015312 ID   BJ015312   standard; mRNA; EST; 676 BP.
TTATTTTATTATACAGACAAAATAAATTCTTGGTTTACAGAGGAAGAAAAATCCAAGCAC
AGTTTTGCGAAATCTATTCTTACAGAGAAAACTGCACAGAAAGTAAAAAGCGCCACTGGG
TACTTGTGCAAGACTAAAAAATCAAAAGATGCTTTACAAGAGAGGAGAGGGTACACACAG
AAACACAAAATGAAGTGCAGCAACAACTGCTTTCCTTCAAAGAAGTGAATAGCAGAAGCT
GCTGCATGAATGCAGAAGGAGGAAACAGAAAAATGCTGAGTATCTTCCCACATTTTTGTA
CTTGCATTAAGAGTTTGACAAAGTCTACAACTTGAGTAACAAAGGTTTCAGTGCGGTACC
CCAAAAGTTCAAAAGAAGTGAACTAGTCGTTGTCGGTTGATTTGAAGTGGTCTTCGTCGA
TAGTGGAAAAAATGTGACCCTCGTTGCTAAGGAACTCCACCGCCTGTTTAATCATGGGGA
GACTCATACCACCAAGTCGGTGCTTCAGATCTTGAATGCTGATACCCTGTGGTTCTGGGC
AACCTCTTATTAGACTCAGCACCTAGTAGATGAAAATGATGATACATTACTCATGCACTA
TTTATACCAATTTGATAGATAATGGGAATTTCAAACAAGCATTAAAGTCCCACGCCAATG
AAAATGATGTATTTAA
>BJ015319 ID   BJ015319   standard; mRNA; EST; 724 BP.
GTTTTGGAATTNCTTATTGCACACAAAATAAGTCGGTTTCATTTCACCCTTTACAAAGAG
ATCTGTGAATGTGTCCTGTGTGCAGACAGAAACTGCCCTGAGTGGAAGGCACTGTATACT
GAGGCAGGTTCAAGATGTTTCATCACATTATCCAGGTCCATACGAGAAATAGCCAAGCTG
GTCGGAATCACAGAGTTCACGTCAGCTCTGCAGACGGGAAGGGCTGGGTTTCCAAGGTTA
CGAGCCACACATTCAAGATACCTTCCACAGCATATTTAAACAAGAGCTTAAAGCGGCAAA
GGAACACGGTCAGTAGTACTGAGACTATTAGTATGGTAAAATGGAAGCAGCAACCAGTTT
TGCATATGAACGACAGACGCAATTTTTAGTGGTAGCTCTTTGTTTTGCAGCAGCAGAAGG
GAATTTTAAGCATTTGTTAAGTAAAGCTACAGTATATTGTGTTTGTCCTGTGAACCCCAT
CTAATACACAAAAAGCTGAGCTGGGTTTGGCTCTGAGTGGTTAAAGAGGGCTAACCGAAT
GGCATAACATCTCAGCATTGCTATAAGACAACAGTAAAGTAATCCTAAATGTTAAGTGCA
GCAAAGCGCATACAATTTCAGTATTATCCAAGAACAAGACACCAACACTATTGTCAATCA
AATTAGATAAACTATTAATTAGACAAAAATATATATATTATGTATATATAAAGCACCCTT
TAAA
>BJ015353 ID   BJ015353   standard; mRNA; EST; 674 BP.
TNTTTATTGGGCTCCCTTATCCGAAAACATTCAAAATATAAAATAAAGAAAAACCCTGAC
AGACTTCCTGGTTGGATATGGCCATCATCAGAGTCCCATTGCTGTATTTTACCATGGTAA
CGTTTGTCCACGGTAATCCTTGAAACCGCCATGGTCCTGTTCCGTGAAACTGACGAGAGT
AGATAGAATTTCAGACACACTTTCTTCTACGGTTAAGTCGGCCTGGAAAACTAATGACCA
CAGGTGTCTGAGATGGATGTCAGTGATCCAAAGAGCCCAGAGGCACAATATCATCCACAT
GAGGCCCCCCCATGTCTGTCTTCACCCAGCCAGGATGTAGAGACACACACAGGATCCCAA
CAGGTCCCAGATCAGCCGCCAGACAGCGGCTCACCATGTTTAGAGCAGCCTTGGAGGTGC
CATAAGCATAGCTTTTGAAGGTGGCGCTGTCTCCACAGTTCAATGAGATTGAACCGAGGA



TGGAGGAGATGTTGACGACAGCCGCTCTATGGACCCCCATCCCAGTGGAGCGAGCTGCAG
CCGTCTGCAACAGTGGCAGAAATGCCTTAGTAACAAAGAGAGGGGCAACACTGTTGACTT
GAAAAGCCCTCATCATGGCCTCACGGGTTACACTGTTGATGCTGCTGGAAGATCCAACAG
CAGCATTGTTGATC
>BJ015373 ID   BJ015373   standard; mRNA; EST; 706 BP.
TTTATTATNCTTNATTAAGTCAGCAAGACGTGAAATTCCGAAATATCAGTATCTGTTGTT
ATCAGAGGCATATCCCAAACATTTAATATACATGAAAGTCTCAGGACACATAACACTTCC
CACAAATCTCCACCTTAACCACTAACTGCAGATCTTTTCACAATGTGTACTTTTATTCAA
TTATTTTGGAAAATAGTCAAACTGATTTAAAAAAACAGAGGACTAAGAAAGCTTAATGAA
CGCATGCTTTAAGGTCCTTCAGAACAGCATTGCAGCAGTTTGATTACAGAATTTCTTTAT
CTTTGAAACGGAGCATTTGAACCGTCTCATCTTCTTGACCGATGGCTGGGGCCTTTAAAT
GGGTTGTCCTCCTCGTCATCACTGTCTTCAAAATCAACTCCTCTAGAGGACTGGCTCTGG
CTTTGAGAGCTGTACTTGGAGAAGGATGCAGATGAAGATCTTGAGGGTGGCTTAGTAACT
TTCCTTGCCGGTATATCTTCATCTGAGTCATCAATGGTTATTTCTTCAGCTGCTGAAGAT
GTGGACCCTTTACTAAAAAATTTCTGGGATGGAGCTAGAAATGCCTGCATGATGTTCTTG
CTTTGACTTGCTGCTGCAGATTTCCGGGAACAGGCTCGACCAGCAGGTTTTGGTTCAGAA
GCAGTTGAGCCCCTGCCCCTTCCTCTGCCACCTCGTGCTCGGCCTC
>BJ015391 ID   BJ015391   standard; mRNA; EST; 707 BP.
ATTTTATTAAATTGAGGGGACTTAAAAAATATAAAGATATTCAACATTCTGTCTTTTTTC
TTAGATAATTTTTTTTGAAATTCAAGACATGAAAACATCAAAACAAAGATGGGTGCTGTA
GAACACCAATTGTTCAATATCTGAACAATAAAGATCCAGTCAGGTACGGGAAGAACTATC
CAAAGTAGCACTCATATATAGATCCTAACACAAAAGGCAGTCCTTCTCCAAATAACTTTT
TCACATTCTATGGACCACAAGATCAACTCAAACTGTAGCATAAAAATGACTGATAGTCTC
GTATAAATGCACATGTAAACAAAAACAAAACAAAACCTTTGGCTTCTTTTTTTAACAAAC
TCAGTGCTGACGTCCAAATGAAAGGACTGAGGTAATAGCAGAAATAAAACACAAAACAAA
AAACATACAAATGGTTGTCATTTTCCAGGTTAAGCAGGAAAAAAAACGATTCTTTATGAA
CCATTTCCTAAAAATGAACTTCTGATCTAACAGGACTAGTCATCCATCAGTCTTTTCTCA
TTAATTGCTTCGTACTCCTCAATTATAGATTATTTTAGTCAAAACAGAACAATAGATTAA
TAATTAGCAGTCCTAGAAACAGAGACAGATCCGCATTGTACTTTTGGTAGCTTTTTAAGT
TCTAGTAATTCAAATGTTAATCAAATCTGTTTTAATTTTGATTGTTT
>BJ015444 ID   BJ015444   standard; mRNA; EST; 653 BP.
GTATTTTTATTTNTGAATATAAATGTACTAACGTTTGTATAAAAAATATAGTACAGGCTG
AAGGCAGACACCTGGCAAAAGGACAACATACTTGATCAGTTGAGGATAGAGAAAAAAAAA
TCAACACCCCAAAAGGGAAAATAAAACCATTTATGCTTTGGCATACCTGCTGGTTTTTAC
CTCATAACTACAGGAATGCAGGGACAAATATTCATAATTTGACTGTCTTGATGCAAGTGA
GTGTCTCAAGTCAGATAACAGTTTTAGTCAAGTCTTTACACAAATTTCCCACTTTTTATT
ACAAATAACCCAAAGAAAAACTGGAAGCACTCAAGGAATGACGTATGTTGTTAAGGAAAT
AATAGCAGAGTAACTAGTTAAAAACAGAAAAAAAGTCAGGATTCACTTGTGTCCTTTTGA
AGCACTGAAGGAGTGGAGGACGTGCATATATTTCTGTTTATGTGAGAATCGGAATGATAG
AGGCCCGCCAAACTTTCACAGTGTCACCAAAGGCAGAATTTGTAGAAAAATAAGGTTCAC
AGATGAGCATCAGTAACACTTCCAATTTAAATGAAGGCATCCCAACTCCATGCTATCAAG
AACCTGGAACCCTCTGGAAAGATATATACAGTACATTAGGCTACATCAGCTTC
>BJ015445 ID   BJ015445   standard; mRNA; EST; 701 BP.
AACTTTAATTNGTTGTTTACGTCGATGTGGCTTGAGAAACTTCTGACTGTAAGAACTTCT
CCTTTTAACACCTCTTTCTTGAAAAATGACTACGTTCAATTCCATTTACATTTCTATAGC
CCACTATGACAATGGTCGTCTCAATGGGCTTCATACCAGTAACTGTATAGGAACATGACA
TCATAGAATTCAATAGGTGATGGCTAAACTAAACTAAACAGATGAAATGATCAAGAATAG
AGGTGTTACAAGAACAACATGCAGCAGGTTCATTAGCTTAGCTAAAAGTCCACAGAGCTG
ATTCAGGGTCAGGCGGGCGGGGGTCAATAACAGGCATGAGATTATCAGGTGAGAGTCGGG
GTCAGGACACAGAAGATCAGGTCGAGCTGTAACACTCTGTAATGAAGGCAGAGTGGCTCA
AACAAGACTTGAGGGAATGAGAGTCATCCAGGAAGCGTGGCTGGAACTCTGGAGACGGTT
CCCATGGTGACCAGAGGGGGAGACAGTTCTGACGTAGTTTTGGATGCAGGCTGTTGCAGC
ATTCCTGCTCTGCACCCCCAACGGCATCAGTCCCCCATGATGATGGGGGGGACCGCGGGG
TTAATCGTCACAGCATGGCCTCCTGCAGAGAGGAGCATTTCACAGGGCGGGAGGTCTGGT
GGGTGGAGCTGATCCCTTGGGGCGGGGCATCGATCATCAGA
>BJ015463 ID   BJ015463   standard; mRNA; EST; 674 BP.
GCGTGACAGAGNCGTCCATCCTCCTCTTCCTCACATTCAGAGGTTACAGGTTAGTCTAGA
CGTTCACATCAGCAGAGCGGCAGAGAAGGAAAGTCCCTGAAGCGGGATGACAACCGATGA
AATGAGAGAAAAAATGACCCCCCCCAACACCTTCGGTTTAACTGACTGCAAAGGAAAGAA
GAAAACGGTAAAAACCATCAACGTTTCCAACAAAAAGGCGGCACCAGCTGGAAGAGTCCA
TTGCAAATCTAAACTAAACCACAAAAAGTTGAAATTTTAAATTCATGAAACCCAGAACCA
AAGGTCAAAGTCCAACGGAGTTCCACAAACGTTTAGATGGACATAAACCTCAGGAAGCTG
CGCGGCTTGGCTTGAGTGTCCGTCTCTGAACGCAGAAGAGGCGAGCCGCCTCGGGCCTCA
GGGGACATTTTTGAGACGTGGAACAACAGGTCGGCGTGGAGCCGGCTCCTCCTGAGGGAC



GAAGGCCGGACGTTTCCCTCTGCGGCCTCCCGCCTAACCGCGGTCTGACCCCAACCTTCC
CCGGTTTGTGGTCTGCAGACCCCGGTCCATGCGGACTCACAGTGTTCTGGTCTGAACCGG
GTCGGGTCGATCGTGGCAGGAGGGCGGCCCGTCATCAGGAGGAGGCGGCTTGAACGTAGT
TGGCTGGGTAGAGG
>BJ015465 ID   BJ015465   standard; mRNA; EST; 250 BP.
ATTTTGATAAGCACTTAAGCACTNGCACATGAGGCAAAAGACCCAATATTTGATCACTGT
CAAAAAATATAACTTGAGCTACTTGGAATGAAAGGTTTATACTTGGTACTGTGACAAATG
GAAAGGAAGAGAAAAACAACCTCAAAGTACAAGTGGTCTTTGAGACTAAAAGGCACAGCA
GAAGCTAGGAAAACGTGGTCGCCCGCTTCTCATCCAACAAAAAAAAAAAAAANCCCNTNA
AANNAAAAAA
>BJ015484 ID   BJ015484   standard; mRNA; EST; 699 BP.
TTTTCTTTTAATTTACAACTTAAAGTCCACTGTACACAGTTCTGTAGGCAGAGTGAAGCA
GAGACTGAGTTGCTGAGGGAAACCGCAAGTCTCTCCATCAAATTCCAGGATCTGTTCAAT
TCATGCAACCCCCGGACGTGGGCAGGACTGTTAACGGAAAAAATGTAGCTTATGTTTGAC
ACAACTGGATCTAGAACCACTTTAGGACCAGAAGTCCTTAGAATAATGGGATCTAGTAAT
GTACATAACAGACACTTGTGAGTAAAAAACCCTCTCACGTCAGCATAAACCTGCTCTTCT
GTGTGCGTGATTGTGCTCGTGTTGCGGCATTTCATGAGAACGTTTGAAGAGATGAAGATG
CAGCATGCTGACCATATTCCAACGACGCAGAATCTCATTTGCAGCCTGCAGCGAGATTTG
CTGCTGAAAAAAACCACCTGCGAGACTCAAAAGAAATTCTTGATGAGTGGAGTCACCAGT
TTGACCCACAGCTTGACGTGTCGGTCCGACTGCTTAAACGTGGAGCTGGACACTTCTGTG
GAGCGCCGGTACAACATCTCCTGCTCCTCCTGCAGTCGTCTCTGCAGCTCCTCGTTCTCT
GTTACTATGGCGATCTGGGCCTCCAGGTCACGGTGAACTGAGCGGTAACCGAAATTAGGG
GAGCCAATTAGAGTAAGGCAAGGCTGATGTTGCCCCTGG
>BJ015486 ID   BJ015486   standard; mRNA; EST; 696 BP.
TATTTTATTAACAAAGGAAACACATTTTAATATNACCTATGTTGTAAGATTCTCTCATAT
TTGTTTGTCTTCTGCAATAACTCAAGAACTGGGTGGGTTTACTGGAGTCTTTGGAGCAAT
TATAGTTCAGTTTTTGCTCATTAATGTGCGTCTGTAAAGCATATTAGTAGTAGAAATGTA
AAAAACCAAAGTATCGATCAAAAATGCAGAAAATGTATATCTATTTTACAAACCTTCAGG
GTTCTGAAACCGCTCACCAGATTTCAGGAGGAGGAAAAACTTCCCGCCTTCACAAACAGT
CTGGAACGAAAACCAAAAGTCTCTAGACGGCAAACTTGTTCCGAATGATTTCTCCTCCTT
CCACCTCCACCTGCTCGTAAAGCCACTTCCTGTCGCAGCGGCACTCAACGCCACATTTGC
GCGATCCGCACTCGGGGCAAGGGTAGAAGCAGCCCATGCAGTCCACGTCCAGACAGTCGC
ACACGTCCTTGCCGTTGGAGAGCAGCCGGCCTTTGCTGTCGTACACTTTGCTCTTGGCCG
CAGCACTCGGCCTGTCGGACATCTGCTTGGCTCCTCGGCCTCCTCGACCTCCCCTGAATC
CTCCCCTTTTTTCCCGCCGCATGGCGCTCTCTCTTGCCCTCTCTCTCTCTGCTTGTGTGG
TCATCTGATTTGGTGTGTTTGACTCTTTCGGCACGA
>BJ015496 ID   BJ015496   standard; mRNA; EST; 733 BP.
AGGAAAGAAAACACCCAGCCTTTCGTTTCTAGTGTGCAGAAAAACAGAACTCACTAACAA
ACTCTCCAAACCTTTTGTGTTTTTGCAGCTTTAGTTTTTAAATAAAATGTGTTTTACAAA
TACGGAAAATGTTATAAGTCTATTATGGTTTTCACAGTAAAGGTATTCTTTGTAATGGGT
CCTAACCGCCAATAAGCAATTGGATTTGTATTCATCTTTTACAAGAAACATGGTTTGCTA
ATCCACCACCTAGAAATAAATAATTGCTAAACAGGCACTATGAGAGCTATGCAAATCACA
GAAAACTATTTGGCCAAAAACAAGTGTCATTTATAGAAACAAACACAAAGCAACACATTA
GGGAGGCTTACTTTTTTGTATCAGTGGTTATCCCAAAAGAATATTTTTTTCCCAATAAAG
TATTTCCAGCACAATGAGGCAGTCAAACCCTACATTAAAAAAACAAAAGAAAAACATTTT
ATTTTTTTATTTGCACCTATTAGGTAGCTTCTCTTGAGAATGGAGCTACAACCTAAAAAG
TGGTAAAAGTTGAGATTCTTGCCAGAGACAACATAAAAAAGGACAGACAATTACACATTA
TGGAGACACTGGTCTGCATTTACACACATATCCAGCGTTCCAAGATGGCTTTTTTATGTT
CCCTTTGCAATCCTTTGCCTTTCTTCATCAAGAAAACATACAGAAAGGAGCAGTACTGAT
GAGTAATGGAAAT
>BJ015508 ID   BJ015508   standard; mRNA; EST; 723 BP.
TAAGTGTTTATTTACNGTCGTTAAACATGATATGCAGATGTGTTTTTAATACACTGGTCA
TTTTGTGCTGAGATGACGGCACAAAAGGAAAAAAAAAGGGTCCAGCCTTTGCATATTAAA
CTAAAACCATGTCTGTCAGTGTAAAAGCAGAATAATATTATATCTTTGTCATGACTCAAA
TGAAAAAAGATCTTTAAGCTAAAATAAAAAACATGGGCATCATTTGAGTAAGCAGCATCT
TTAACAAACTAATAAAATAGACATTAAGGTATTTTAACACTCGTCAAGCCCTTTCCAAAT
TACAGGCACTGACTTTGAACACAGAAAAAAACCACACCGTGGCACAAGAACAAAACCTGA
CAGTACATTCACAGAAAAAGAAACCAGGTGTTTAATGCGAGCTCTGAACATGCAGAGAGG
GAAGATGAATGAAGCCGCACGTCATTTCCTGAAAAAGGCATTACGGGTGAATGTGTACAG
CAGGTGGTGGGGCTTTTGTTTGGGAGGTTCGGCCAGAGTGAAGACCTGCTGCTCAGGCAC
GCTGGTTGGAATGGTGATGTGGCGCTGCTGAAGAGGAGGGAGGTTCTGATGGTGGGGCGC
AGCAGACCCAGAGTAACCAATGTTCTTCATCTTCCCATGTTTGGCTCTTCTGGCATTAAT
GATGGCCTGTTTTCTTTGCTCTTCACTGATTTCTATTCCCATCTCTTGGTCATCCTTGAC
TCT



>BJ015538 ID   BJ015538   standard; mRNA; EST; 608 BP.
AAAGAAAAAAATATGAATGATAAATGTATATATATAGATATATATTTTCTAATGTAACAT
TAGGCACTCAACAAATGACATTCACAAAACTCCAACTTATTAAAAACAGCAACTTAACAG
CAAATCAAATATCAATAAAACAATCCAACATAAAGAACACAACAGCTCAATGAGGGGATT
TTGGAAAGTCAAAGTCTGTCTCAGTCTGAAAATGTTCTCTTTGCACCAAATCCATTCTTT
CTGGATCAGAGAGTGTGGTTGGCCATTCAGCTGGACCAATTGGATTTGAGGTTGGTGGAA
TTTTGGATCCAATCGGCTCCTCTTCCATTCACGCCTCTCTTGGAGCCTCTTCATCGGCTT
CAGACGGACTGTGGTGCCTCCAGTTTTTCTGGATCTGTCCCTCACCTGTCCACTCCTGCA
GGTGCACGCCTTGTTCCAGCACAGCAGTCTGGGAGTTTCACTCAACATTAAAGTCACCAA
ACTGGTTCTGCTTCACACTCGTCCGGTAAGCAGAATCCATTTCTCCTGTGGGGGGAGAAC
CGTTCTTCCCGTTTACAATACTGANGCTGCGCAGAANGGGGGACACATTATTACGATGCA
CCTTTTCT
>BJ015540 ID   BJ015540   standard; mRNA; EST; 708 BP.
TATATTTTATTTTCTTACATTTTGTGAGCAGGTTACCTGCAGTACATACATTTTATTATT
AGGTGCAAAATATTGCAACAAATTCAACAGAGAGGTTAGAAGACAACTTTCACTCGTGTA
ATAAACAAGTCTGCAGCTGCATTTTCGAACTCCTTGGCATCCATGTTCCCTCCGGGCCCC
CGGCTCCGTGCTCCATCCATGGCCTGGGCCAGCTGGTTAGGAGAGATCTTGGCACTGGCC
TCCAGGTAGCGGATCGCTTTCACATTGCTCTCCACGCATGCATAGGCTTTGTTATTAGCG
TTAATGCAGCAGTCCGGCTCACAACCCGCAGAGGTCTCCAGAGCTTCTTTTAGGGTCCCC
AGCACCGCCAGGCACAGCGCCCGCGTGGCGGGCCCCTCGTGCGGGCAGCACACCTCGGCG
TAGAGCTTCTGAGACTGCCGGATGTAGTCTGAGAAAACGGCACAGGTGAGCACGCCGTGC
CGGAAGACATCATAGGGGACGACCTCGTGGTCTTGGCAGTGGAGTCGTCTGAGGAGCGGG
GCAGAGGTGGAGGCAGGGACTCCGCCCTCACTGCATAAACACTGCAATGTCTGCGTGTAG
AGGCCTCCTCTGACTCCTCCTCCTCCTGCTTCACCTGCTCCAATGGGGGTCGTCAGAGCA
GGAGCCGTCCGGGCCGTCGGGAACCTCAGCAGCTTGTCTTTGACAGCC
>BJ015543 ID   BJ015543   standard; mRNA; EST; 681 BP.
GTTAATNNGTATTTTCTTTGTCTTTATTTTNAAATGAAAAAGTAAAAGCCATCCAAAAAC
AGATAAGAGCACAAGTTTGCAGTTAATGTCAAAGCTGGAGGTAATTGAAATCTTTATAAT
CAAACCATCAGCTGACAAGATTAAGTGCCTACATCTCATCAGTAAATATAAAAAGTGTTT
GGTCAGCTTTAGCAGGTAAGACAAACTCTGATGCTGACTGGTGAATCTAGAGAACAGCAC
GGGATGTCCCACGAGCAAAAAAGGAGACTCCTTTGTCGTGGACCTTGAACTGGAAGACTT
TCTTTGGCGCATGCTGCCCATCACTTTGCCTCTTTTTCCAGCAAAACTCCACCTGACCAT
GAATGTCTCTGCAGTAGCCTGTCGGGAGGCCCTGAACATGAAGAGTGAGGCAGCTCTGGT
GGGTCAGGCCCCTCATCAGCTGCTCCGAGCCTTCATCGTCTGCATCGTCCTCCTCTGCTT
CCCCGTCACAGCGCACCAGCATGACCACGTTGCCCTGCAGCCAAACACATCATGAAATGT
AAATCTGGCTGTGACAACCTCATGGGAGACATTGGGTGTGTCCACATTCGAGGGCAGCGG
CCTTCGCGGCCGACATTGACCGGGTCCTTCGTCCAGCGGGTAGGCGGGATGATAACGGCT
GTGAATTTGGACGAGTCTAGC
>BJ015548 ID   BJ015548   standard; mRNA; EST; 727 BP.
TAGTAACGAANATTGTTATTTTGAATGAGTCTTGTGTCATACATNNTTAACCTCAAATAA
GGGTTTTAAAACAAAAAGAAAAAAACACTTTTGAAATGTGACCATGAAATCTGTCTGTGT
TGTTGAAGGACTACAAGCTAACCTTAAATTTATACAGAAATTTAAGTGTAAACTCTTTTT
TAAAAATACACCCAATGCTGGTTCCAGGATTCAACCAGCAACTACAAAAATCCCTTTAAA
TCTTTCCATGTGGTCAGTTTCAACTTGATGGGTTAAACTAATCAAATAGATGAGATTTTA
AATGATCTGTTCATTAAACAAACCCAGTCACACAAACAGTTATTTTTACTTTTAACATAG
AAACACAATTATAAACATCAACATACACGTAACAAATACACACTTTTCAGAGTTTAGGTT
TCGGTAAACTGGTTAAAGACAATAAAAATTAAAATGTTACAAAAAAAGCACCAGCATACA
TAGCTGCTGTTTGTTGTGCATCATTGAATATTTTAAATATAAACCTAGATAAAAGCTCAC
AGATGTTTTATTTCTCACATTTCCCAACAACACAAACAGGAGCACAGTTCACCTTCTTCC
ACCTACTCACCAATGCTTGAAGTTCTGATCATAAGAACCCATCAGTTCATCCGGAACCTC
AGAAACTGTGCTGCTCTGGTGTTGGGGGGACCAGAACTGTTTGCCGTCACATGACGACAC
TTGAAAC
>BJ015553 ID   BJ015553   standard; mRNA; EST; 582 BP.
CAGAAAAAAAAAAGATTTGAATGGAATCTAGGAATACTGACAATACAGTTGTTATTTTTA
AGCCGTCAGTTTTTACAACACAAGCAATGGCGTGCTCCGAGTGGTGTGATTAGGCCACGC
CCAGGTGGTGCACCCTGTGCAAAGAGGGACCCCATAGCATAGGGATGCGCAAATAAACCA
GATGGAAGAGGTTGTTCCGTTGGTCTGACAGAAATATTCAGGAGGCAGATCGAGTTGGAA
ATGTCTGCAGTCAGAAACAGCTGAAGACAATCTGAAGGTCTGAAATTCTGGTGGGACAGA
ACAACGAGAAGAGCGGTGGCTGGAATGTCAAAAACCTAAAATAACTTCAGGGGAAACGGA
TGCATTTGGATCAGTCTGGGTCAGTGATGCTCACTTGAAGACCACACGTGTCCTGGAAGT
TTCATCGCTGAGGTCCAAGTTTGCTGANACAAGTTTGTCTCGTCTGAACCGGCCGTATTC
TTCGGAAAATCTCAAAGGAAGAAAAACAAAAAGATCACACGAGTTTCTTGGCTTCNAAGA
AGCTTTTCAGGTGCTTCATCTGCCAAATGCCGGTGATGATGA
>BJ015573 ID   BJ015573   standard; mRNA; EST; 36 BP.



TTAAAAAAAAAAAAAAAAAACCGTAANAANCCNCCC
>BJ015585 ID   BJ015585   standard; mRNA; EST; 731 BP.
GGCGGGTGCGANTTATAGTTTGGAAAATACAACAACTGCAAATGTGCTACTGAGNAGTAA
AACTAGTGATTTCAACACAGAGCGGCAATGATTCAGCTGTAAACTTCCAGGAAGTGGGAA
CCGTGAGTCCACAACAAACCTGAGGTGGCCCACATTGTAGAATTTGCTGGCTCCATCTGC
GGTCCGGACCACCTTAAGACAGAAGGCTGGCTGCAGGTGTCGGACTTCCAATAACACCAA
AGCCAGGTACTGGATGAAGAGGAGGGCGTCCACAAGGGAGGCGGCGTACTCCACGATGCC
CCTGTAGTCCCTCTCCCTGGGCTCCAGCACTCGCACGCCATAGAACAACCAGTAGGACGC
CACGAACAGGAACACCAGCACCATGAGCAAGCAGCGGAAGACGAAAAACCGAGGCAGGGT
GGCGCGGGGAGGACGGAGGAACAACGCCCATGAGGAGATGAGGAGAACAAGGAGCTTGAA
GGCGAGCGAGACGTAGAGGCCTTCGCAGGGCGTCCCGCAGACCTCAAGGTCGTCGCGCCA
CAGGACCTGAGGGAGGATGAGGAAGGCTAGAGGCGTGATCAGAGCGAAGAAGCTCANGCA
GCCTCCCAGCACCGGGCCAATAAAACGCTTGCACTGCAGAGGGGTGGAGTCTTCCAAATC
TTTGGTGGCGCGGGTCAGGTCCTCATTTGAGATGCTGTGTTCAGAGGTGCCTGTGACCAC
AGTGGTCGTCT
>BJ015590 ID   BJ015590   standard; mRNA; EST; 569 BP.
ACATTTTTACAGGTTTGATTGTGACTGACCCATATTTCTGACACATTTGACCAACAACAG
AGAACACCTGAGACACACCTGAGATCACGTTAGCACCCTGTGAAGCTTCAGCAGGTCAAT
GCAACAACAGAAATTTGAAAGACCAACTTCTGATTGACTACAGACTTTCTGAGCCTGATG
GATAGTCTGTGTGGTTTAAGGATGTGATCATCAGAGTGATCTCTGGTTGATCAGAGGGAT
CTCTGGTTGGTCAGAGTGATCTCTGGTTGGTCAGAGTGATCTTTGGTTGGTCAGAGTGAT
CTCTGGTTGGTCAGAGTGATCTCTGGTTGGTCAGAGTGATCTCTGGTTGGTCAGAGTGAT
CTCTGGTTGATCAGAGTGATCTCTGGTTGATCAGAGTNATCTNTGGTTGATCAGAGTGAT
CTCTGGTTGATCAGAGTTATCTTCGGTTGGTCAGAGTGATCTCTGGTTGATNAGAGTGAT
CTNTNCCNNANCAGANNNATNTNTGTTTNATNANNGTGATCTTTCNTCAATCAGANTNAT
CNATGGCNGANCATAGCTATNNCCGCTTG
>BJ015601 ID   BJ015601   standard; mRNA; EST; 36 BP.
ATGTTGCCTTGTCAAAAAAAANAAAAAAACCTTTAG
>BJ015602 ID   BJ015602   standard; mRNA; EST; 715 BP.
TAAATATTNTTAAAAAAAATNTAAAGACGAGTTTTGAAAGCTTCTTTGTGGATCCAAGAG
TTCTGATCTGATTCTGTTCTTCAGAGCCCTTTTAGTTTTTGCAATCCAGACTGAAGCGGG
TCGATCCAGAACCAGCTGTCGATCAGAAACTTCGGATCAGACTCCCAGCAGAATCCCAGA
GAACAGTGAGTCCTGCAGTACGCTGATGGCCGAGCCTGTGCCGTTGTCCACAAACACAGA
CACGTACTCCCCGGCCTGCAAGTAGAGGGTTCCTGTCAGTAAGACGCTGGATGTTCCTCC
AGCAGCAGCTACAGCCATTACTGACTCTACAGAGAGATTGCTTTTACACAGAGACTCGAT
GCAGATTGCCGCTCTCACACTATCTCTGAGCCGGACCTGCAGACGGTCCCCCGACTCTAT
GAGGATGCTGGCAGTCAACTGGTAGAAGCCAGAGACGGGCGCCGTGTACCTGCCGGTGCT
GCTGTCAAAGCTCGGACCCCTCTGAAGGTTCTGCTCAGAGTCTGACGGCCTGCTGAAGGG
GTGCAGCTCTTGCAGGCTGCGGCGTGGGACGCTGAGGGGCTGCATGAGGCGACTGGAGAA
GGAGGTGGAGACCCGAAGAGGACGGTCACACTGCATACACTCCCCACCCATCATGTCTCT
CAGCTTGAGCCGCAGCTNCTGAATGAGCTCCTGCTGCTGGGGCAGGAGGGGAGCA
>BJ015606 ID   BJ015606   standard; mRNA; EST; 730 BP.
ATGTTTGATCCTTAAATTCCTTTTGTTTACAAAAGACAGTAAGTTTTGCAAAATAAATTG
TTGAAACACTAGTTTTTAACAAAACTGTTGAAACACTAGATTCTGTGGAATCCTGCGCCA
CACTTCAGAGAGATCAAGATACTCTCTTTGGACTCCTCAAAAGAGTTGAGATGAGCTGTT
GGAAAAGTCACAGTTTGTGTGCAGGCACTAACAACAGGGAAGCAGATGGTGTGACCAGGC
ATGTTGTCAAAGCAATTGTGGTTAAAACGAACAACTATTTTAAATGCTTCCCTGTCTGAT
AACGAGATGTCTGTGAGCCTGGCCAGAAAGCCATTGCATCACACCGGGGACAGAAGGCTC
ATCGTGGTCTTCGGGGTCTGCATCCTCAAGTTCGAGCAGAAAATCTTGAAAGTAATTTAA
GATTTTTTTTTCTGTTAGTTGCTTGACTGTGGAGCTACTGAACTCCGGTGCAAGTCTGGA
CACAATGTAGTGTGAATCCACTTTCTCAATATTGCCTGCAACAAACAGACCACGGCAATG
TTCTGGATTTCCTTTGATGACCTTTAAGAAGTCATAGACATCTAAGCCTTGTCGTAGCTG
GCTTAGCATCGCTGTCCTTTTTGTTGTGGCATGCAAGACAATTGCCCTTACAGGAAACAC
AGAAATACAGGATTAGTTAAATTTTAAAACCACCACCTAATTTATAATAACTATTTCTAT
GGATCTTTAT
>BJ015611 ID   BJ015611   standard; mRNA; EST; 470 BP.
TGACTCTGCTGTGAGCCGCTCTGTAGAAAACTCCGCCATGAGAACAGGCAGAGCCGGTTA
TGACTCACACTCCAGACGGCTGCTGCCTATCACAACAACACGGACAAAGAACTCATCCTC
CCACCCGCAGAAAACACAAGAACTGCTTCAAGTGATGCTGAACCAGCTGACAGTCACATA
CAACGCAGTTTGGGACATTTCAGAGTGCAGATGAAAGACATGAATTCTCTGAAACAGGAT
AGAAACAAAACATGTCGAAAACTATGATTGTGCTCCCTCCTGACGCCAAACCAGGGCGTC
ACTGAAGCAAATGTTCTGTGCAAGGTAAACAAGGTCACTTNAAAACTTTGAGACTAGAAC
TTTTGAGAAAAAGCTGTTCAAATCTAAACTAAAACATCAACAGGGGGTTTAGAAAAAGTT
CGGAAACATTTTGNAGTAAACAACTTTTAAACTCAATAAAATAAAGGCAG



>BJ015647 ID   BJ015647   standard; mRNA; EST; 619 BP.
AATAGTATTATACGGGAATTTGCTTTGTTCANAGTCGCACTGAAATATNTTTGCGTTCAA
GTTTGATAAAAAAAGAAAAAGAAACAGGTCTACACCAGAGGCTAGTCCAAGAATCTGCCT
GAAAACCTTTTGCTGCGGTAAAGTTAAAAAACAGAAAGAAAATAGTTCATGATTTTTAGT
TAATCCTTAGTTTCTCTACAAAAAGGAAGAGGAAGTGGCAGAGCGTCGCTTGAAAACCCC
CACTCGTTTGCCATTGGTGACGATCTAAGGCCCTGAGTTGGTGAGGGAGGAGCCTTTAGT
GATCCTGAATCTGGGCGGGGTTCCACAGGTAGGGCTGCTGTCTGTAGTATTCTGCTAACG
CTGCAGAGTAGTCTGGCACCGAACTCTGCTGGGAAGACTGACTCTGTTTCTTGTAGTAGT
CCTCCCACGCTTTGCTGTAGTCCGTCATCACGCTCTGCTGCTGGCTCTGCTGACCTAACT
TTTTATAGTACTGCTCCCATGCTTTGGAGTAGTCCATCTGTCCTGTCTGAGCCAAACTGT
GACCTGGGTCTTGCTGTCCGGGGTTCTGCCAGCTGGTCTGGTAAGTGTTTCCCCAAACTC
CAGTCAGGAAGGTCTGACC
>BJ015648 ID   BJ015648   standard; mRNA; EST; 725 BP.
CATAAATCCAAAATGTAAATAATAATGACATTTGTAGCATTCAGACATTTTGTAAGTTTA
AAATATTACTTGTGAAACTGCTGTCATTATCAGTGGTGTGCTTGGAGCCTGATAACACCA
GACAGTTTCATTGGCACACTTTTTTGCTGTTTGGCTCTTTTCTATATATAGTGATGTACA
GATACACAGAAGAAAGTTAAAATCACAATATTAACAAATGGCCAGTAGCTCAAAACTGGC
AAATCCACAGACACACAGATCAGCAGTTTTAAGCTTTTGTTTGTGTTTTTAGAGTGTCAA
GAACCAATTGGTGTGTGACCCCACCATTCCCCATTGCCCTAAGATTGAGTCAGTCCATTG
AAGGTTAAAAATGACCAAATGGTGTGGTCTCCTTCAACTCATGGTACCCCTGGTGGTTTG
GTTCTGTGAAAAGATGGAAATGGCAGTTAGGGCATGTTAAGTGCCACTGATCTGTCTTTT
TTTAAAATCCGCCAGGATTTTGAAGACCTTTTTAGAATCAAAGGTCTGTCATTTTGCCCC
ACTGTAAAATTATAGAGTAAAGGAACACTGTTGTCATAAAACCTGATGATTATAATGATG
GTTGCAATGCCTACAGTTGTAAACATTTTCAAAGTTTTACTTTATATTTGTTTGTTATAC
TTGCTCTGTATTGGGGGTACTGCCAATGCCACCCAATACGTAAAAGCACAAGAAACAGAC
TCCAG
>BJ015652 ID   BJ015652   standard; mRNA; EST; 524 BP.
CATATCTAAATAATGTTGCTCAATGGCTACAATGTNNGCGCAGACAGGAAGTGACACAAC
GTTCCCACATGCGGGCACCAATCGGCGAGCCGTTCCAGATCAGGTAGCTACATATGACAT
CACAGGAAGTCCATGTCTGCGCGCCTTCAGCTNACTTCCTGTCCGTCTGCAGAGCGTTCT
GCCCGACTACACCTGTTTGACCTGCAGGTGTCTCCTGCCACTCAGCGTGCACTAATGTCC
TGCCCGTCACTCANAAGGTTCTGACCCGTCCTGTGCTCCTCAGGTNTCAACATGAGCAGC
TGCTGGTTCCTGAAGCTTCATCATCGTCTTCCTCCTCAGCGACCCTGCAGCCCTCAGGAG
CTGCAGAGCTGCAGGCTCANTGCCTNAAACTGCTGGACATCGNGNAGAAAATGGTGAGTT
CCTTNAGACCTGAAGGCACTGAATAAAAGAGGAGGAATGCATTGGAACCAGAACTGGACC
TGCTGTGACCGACCANAACATACAGACCCAAAGCCACACCTCTG
>BJ015655 ID   BJ015655   standard; mRNA; EST; 163 BP.
GTTAATAGAGNNTGGCATNTATATTNTGTAAATATAANTGAATATGTACTTTTTATGTGC
TGNTGTGGATGTCACTTATAGCNGCAACATTNTGGGAAAAGACTTGGCTAAAAAAAAAAA
GCTAATCAAAAACTTCATGAAAAAAACACCCNATACATGTNGA
>BJ015662 ID   BJ015662   standard; mRNA; EST; 628 BP.
GTGGTGGNCGATGAAAGACAAGTCAGGAATGAGCTTCCAAAGGCTCTGGCCGTAGATCCT
GATGTGACATCATCAACAGCAGTGAGAAATGAAGGAAAGCATGCATCACTCCCACATACA
AAGTATCAGTAAAAACTCTGAAGGTTTTCTACTTTTACAAACTAACAATGGTGATAAGAG
ATAGTTACATCATTTATGCCCTTTTGTAAAGTGCTTTTTTTTAAGTCTCAATCTGCTTTG
TATCTTAAATGTCAGCGATCAGCAGCAAAAGCACATCTTCACATTTCAACTGTCCTCAAG
CAAAATTTAAAAAGCTTCTCTGAAACACAAACGTGTTCACACACGTAGAGAAAACCCCAA
ATCACTGATGAAAACATTCAGACACTGGCTGTAATACTCGTGCAGAAAAGAGGAAACTGC
ATGATGACGTGTTATTGCAATAAAAGACAGAAACATGAAAATATTTGAACTGTCTAAAGT
TGATTCAGAACCCGATTCATGACGTGAACTTCTTCGGTAATTTACAGCTGTCCTTGTTTT
TAATTTCATCAAAATAATGTTCAATGTTCATCAAAATTATCCTTGTGTTTAATTTCTTCT
TGGAAACCTTTACCTTTGTCTGTTTAAA
>BJ015667 ID   BJ015667   standard; mRNA; EST; 586 BP.
GTTTTTCAATAGCAAAATAATCTTTTTCTGAAAAAACATGTCTGAGTGACTAGAATTTCT
TTTCTCATAAAAAGAATTCTTGATTTTTCTGACCCCATTGGCAACTGTTTTGCGTATTTA
TAGAAAATCTGTAAATGGGGTAAGAATTTTACTTCTTTCTAAGGGGCCTTGTTTTTTAGT
GGAATTTATCGTGAATTTGATGTGTTTAGTTTGTGAGTACTTAACCATAACTTTCAGATC
TTTTCACCAAAGATCAGAGTAAATCACACGGAGAAAAAGGTGGAAAGATGTTTGACCTTT
CACGCTCGGCAGGACCCTGCCCTGCCTGCTGTGTCCCAACGTGCTGTCTGGAGACCGATG
GGGAGGCCTGGCCACTGCAACCGCGATGCCCACGGGTGGCTGCCGAACCTCTCCTTCACC
TGCATCCCCCGTCTCCTTTGCACTCCTGTCGCCTTTCTCTCCTTCATTTACGGAGCCTCG
GCGGGGAGGGAGAGGCTGTTTGGGAGGGTCTTGCAGGAAAGTGTTACTTTTGGCTCCTTT
CTCGCCTTTCTCTGATCTATCTCCTCCTTTGCTGAGGTAGCCCAAA
>BJ015675 ID   BJ015675   standard; mRNA; EST; 409 BP.



ACCTGNCAGAACCCTTCAGCTNCTGAACTNTAAATTTTTGCNTGTGCCAATGAAGTNCAA
NGGTTCCTGCTNTTTNATCCAACCATCACTGTAAAGTNCAGCAGNGAAACAATCCGGACG
GGAAACACATGTNTNTGACCACAACGTTGCAATCACAGACGTTACATTTGAATGCGTTGC
TGNTTTACCTTATGACTGGAGCTNTTGAACGGTNTACGTTCAGCAGCANAGGGGGGGCAC
AAACTACNACACGGCCTGACTNTGACCTAAGCCTGCAGCATCCTCCAACACTGNGAGCAA
AGAGGCAGCAGCGTTTNAGTAACANATTGTGCATCGCNCCGGAAGGCAAATTNAANTTTC
CCCCNTCCCCCAAAAAACAGCATGGTCATGTNTGGCACCCTCCTTTCNT
>BJ015687 ID   BJ015687   standard; mRNA; EST; 413 BP.
TNTTTTAAACCTGTTTCTTCCCTTTCTGGGTCACAGGGCTGCNGGAGCCTATCCCAACCA
TTCACGGGTGAAGGCAGGGGACATCCGGGACAGGTCGATGGTCTGTCACAGCGCCACAAT
CACACATNCATTCACTGTCACAGNCATACCTATGGACAATTTAGAGGAACCAATGAACCT
ATGAAGCATGTTTCTGGACGGTGGGAGGAAGCCGGAGTTCTCTTAGAAAATCCACGCATG
AACGGGGAGAACATGCAGACTCCACACAGAAAGGCCCCCCCCCCCATTGNTGTTNTGTTT
CAGGNCCCCCACCCAGGACTTGAACCGGGGGTNTTNTTGCTGTGAGGCAANAGCGCTACC
CACTTGTTTAAAATGTTAATAATCTATTTTCTTGAGTTTTCATTTAATCTGGT
>BJ015690 ID   BJ015690   standard; mRNA; EST; 615 BP.
ATTGCTTTAATAGAAAGATNACTCTCACTGCAGGTATAAAAACAGAGAGCCGGCTTGGCT
TTATACGTCTCTGATGGACGGAGGAGGAAGAGGAGGACAAACGGGGGCTTTTCTCCTGCT
CATGATTACAGAAAAGAAAGGAAACAAATCATTCTTTGTCCTGGAGGAAGCTCAGATCAA
CACTTGCACACAACAAACGCGCACAAACACAGAAAATCTGCATCTGATCCCTTTAGGCCG
ACATTCAGAGAGGAAGAACTCTGCAAGAAACACCCAGAGCCCAAAGATCTTCATAGATAC
ATCCTCCATATTCTTATGGACTCTTTAATGTCAAATAATTAAAAACTACAGGATCCAGAA
CAAAAGAAGAAAGACGACAACATGATGGTCTGATGAAAGAATGACAGAGGTCAAAGGTCA
AACTGCTGAGACAAAGTTAGGAAATAGTCCTCTTTAAAGTCTTTAACCTCTTTTCATATT
TCATAAGTTTGATAATCTAATTAAATGACTTATGAGGCAAACGTCTTAAGGAAGTGGATC
TTACATTTAGTTTTGAAGCTTTTATCATGTCAGATGTGCTTTTTTTCAGTTTCTGTCCAT
TTTTTTTTTTTATTA
>BJ015697 ID   BJ015697   standard; mRNA; EST; 39 BP.
GGGGCACACAGTTACATGTACCAAAAAAAAAAAAAAAAA
>BJ015702 ID   BJ015702   standard; mRNA; EST; 485 BP.
GTAAAACTACTTTATTATTCTTTTAAAATATNCTTTGCATAGNATAATTTATTAAACCCT
GGTATAGAAAAGGCAGATAGTGGTCAAAGATCAATATTTACAGGTACCAGAAAAAGTCCC
AGAACTGAAGGAGACCCCAGAATAAATAAAAAAACAAATTAATAATTCCTCTTAAATATA
CAAAAGCCAAGATTTAGCAAATAAAATTACACCTGTTAGCCCATTTTGATTATGTGACAA
ATTATTTAACACTTTCCCTAAGAATAAAAGAATAAGTAAACTCTGTACATTGAATGAGAA
CTTTAGAAAGTGAATCCTGAAGATCTAGAAGTGTTGAAAGCACAGAAGCCAGAAACGCTC
CCAGACAGCAGCTTTTTCTAGACAAACTTCTTAAAGAGGCGTTAGTGGCACGGATGACGG
AGGCGTTGGTGCCCAACCAGCCGAGTGGCCGNTCAGAGCCTCTCTGGNCTGTGAGGGGCC
GNCGT
>BJ015707 ID   BJ015707   standard; mRNA; EST; 670 BP.
GGAGGGGTAAATGTTGTCCCTNCCCTCTCCCTCCTCCTTTNTCTCTGCGTTCGATGGGTT
TTTCGGAGAAGACGATAAAACGATGAGTTGATAGCTGCGCTGACAGACGATAAGAAGATG
CTGGCGGGTCGAATTCTTAAGTGTGTTTCACCATGTTTGATTACAGGTAGAAGACTATTT
TGGCACCAAAAAACCCCCCCAAAACTGTGTTCGACTTACGTGTACATTCTTTGAGAGGAG
AGTTGGAGCTCATGTGGATGTTGTCTACCCAGATGTGTCCTCTGGTGCCTCGCTCAAAGA
AGCCCTCCATCACAACCTGAAAGTCTTTAGGAGAGCGGGGAAGGATGGTGCGACCCTCCT
TCCACACAGGGCCTTGATCGTCCTTCAGAGTCCACAGGATGGATTCCTCGTTGTGGGGGT
CCCTCAGCAGTACCCTCAGGTGGCCCTGCGCCTCCCCCCATAGCTGGTAGGAGAAGATGA
GGCACAGGGGTCCTGTGTCGGCGGCTACTGTGGGGCTAATGAGTTTGGCTCTCTGCTGCT
CTGTCTTCAAGCTGGCATCTATGTAGATGTAGCTGTTGGGAGCTTGACTGTGCATGGACC
AAAGCAGTGGGGAGTTGGGGTCGTGAGTCCACCCACACAGGCCGTGTTCAAAATCACACA
CGGAGTCCGA
>BJ015710 ID   BJ015710   standard; mRNA; EST; 101 BP.
TGNTNTTGNNTANNATTCNACAAAACANAATNCNNANGCAGNNTTTTTGACCTTATNAAG
TNCNATTACAATTNTTTTAACATCTNCACTCTTGCTNAACA
>BJ015726 ID   BJ015726   standard; mRNA; EST; 57 BP.
ACAATTACTTNATTTTCCANNATGTTTTTGNCACCAAANGCTTACAGGAAACANANC
>BJ015733 ID   BJ015733   standard; mRNA; EST; 60 BP.
AAAAGTTGATCCATAGCAGAAATTGGCAGNNNTCTTTAAAAAAAAAANGATTTAAANNAA
>BJ015738 ID   BJ015738   standard; mRNA; EST; 46 BP.
TTGGGGGGAAAAAAAAAAAAAAAAAAAAAATNTTTAAAAAAAAATA
>BJ015740 ID   BJ015740   standard; mRNA; EST; 64 BP.
ACATTGTNNAAATTGTGCTCCTAGNAATGCAAGGCANTGAATTANGAGGGAAAAAAAATC
TNAA



>BJ015765 ID   BJ015765   standard; mRNA; EST; 149 BP.
AGCAGGAGGTCNCTGATGGTCTTTGCACCACGAAGCACAAGTATNTCCAAATNCACTGGA
GNGAGAGCGGTTAGAAGAGCTGNGTNCTGCAGGNTCAGCAGCTTNCATTNAGGGCCTAAA
AGAAGGTTTNTCTGCAGAGCGGACAGGNG
>BJ015769 ID   BJ015769   standard; mRNA; EST; 592 BP.
TTTGTGCTTTTAATACACATTAAATGCATNACAGGNCATGCTCTCTTTACCACAAAAACC
TGCTTTCTTCTACAGAGGCATAGAGATGTACATCCAAGTTATTTAAAATCTGTCATGAAA
ACGCATTTCAATTCTACAATTACAATATTCCACTGATCCTTCTTAAGGAGTTTTAGGTTC
ACTGTCCAATGTTGTTGGACTTTGTTTTATTGGAGAAACACAAAAGCTTCAACTGTGACC
CCATGTGTTTTAACGGGATAAAGATAAAATCCCTAACTGGAATGTAAAAAGGCCAACTCA
ATGTAAAATAAAGGGATTTCAGTTCAACCTATTGGTGAACAAAACCAATCAACAGTATGG
AAAAACTGTTCTAGTAAAAACCTTTTTGCAACAATAAAATATTTTAATAAAATACCAAAA
AAAAAAAGTTAAATTCAGGTTTNTTAATGCAATTTAAGTNTTTNAAAANACCTCAATTTT
AACTTTNAAAATGGTTTACATTTTTTAAAGCAGTTTTGAAGAAAATCAACAAGAAAGTAA
AAATACAATAGAAGAAACTGAAAAAGTNCAAAACCCAATAAAAAATTAAGGC
>BJ015775 ID   BJ015775   standard; mRNA; EST; 57 BP.
TGTTGAAAAAAAAATNAAAAANAAAANCGGCCCAAAAAAAAACCCTGNGAAANAAAA
>BJ015786 ID   BJ015786   standard; mRNA; EST; 660 BP.
AAAATAACGTGAAGAAGGAATAAATGCAAATGAAATACAATTTACAGTCTGAGAGTCTCT
AATATGAGGAAAGCATCACAAGTCCGATGATGGGAAGGTGTGTTCCTGAGGCTCAAACAG
AAACATGCTCCACTCCGCTTCAATTCACACCTTTGACACTGGAAATCAGTACTGCACATT
TTAATTCTTAGCGATTAAATAGATTTCAGGACAAAATCACTTACAGGTTGCAAACTGGAA
CCACATCTTTGGTTACAAATAAAGCATCAACCCACGAAAAAGAAACTACAGTGTTTTTCT
AGAAGGTTTTCTCTTCTGTCAGGTTTTTCTCATGTTTTATTTATTTACAGATTTATTTCT
AGACACTGATCAGCTGATTTCATGTGTCAAAATGAAACAATAATCCTTCAATTACTCTTT
ATTCTGATAAAAAAAAAGAATTTATTTCACTTTAAATTCAAAAGCAGCGCTGGCCCCTCC
AAGAGTGTTCGATATTTCTAATGTCTGACATTCGCTTCAGAGGAAAAATGAATGATATGA
GCTGCAGTGTCATTTACAAAAAAGGGGAGACACGTTTACCAAAAAGCATAAATCGTGATC
AATAATTAGAAAGTTATTCAAGGCACTGAACAGCATCTTCACAGGCACAGTCAGTGAAGA
>BJ015794 ID   BJ015794   standard; mRNA; EST; 377 BP.
TAAGGTCCAGCTCCACCTTTGCTGGACTCTTGAATGTGCTAAAAACTCTTAAGACTACAA
AAAAAAAAACAGTTNGAAACTAAAATTATNCATTGTNTTCTGAANACTTNTTNATTTGCA
ATACAAANGCANAANAAAGCNCTTTAACAAAATTACTGTTTANACAAAAGCAAANATTTA
CAGTTCCTACAGNGGTTTTGATGGAAGGGTGTTTGGCAGTNAATNTGCANATNTCCTNTA
ANAGCTTTAATCGCCCAAAATACTGGAAGTTTAGGANATNTTTTAACCTTAACATTTAGC
AAAATTNTTAANATAATGGNGGAAACCCATTTGGAGGTTNTGGCNCCATTATTAAAAATG
ACTGAATGTAAAATTTC
>BJ015795 ID   BJ015795   standard; mRNA; EST; 211 BP.
TAACTTGGAAAAACATATTACTCCATGTATTCCACATAAAACAACAAAGTTAAGTGCAAA
AAAAAACTATTAAAGNGTTCTACATTGNTATTCACAGGNTTATAGCTCTGTGTTGAATAC
CTCCCCCTTGGTCTGTAACACCANAAGTTGTAAGAGAGACACACCTTAATTTGGACAATT
CTGCCTCCAGCACAGAAACGTTTAGTTTCAA
>BJ015802 ID   BJ015802   standard; mRNA; EST; 696 BP.
CTCTGCTACAGTTCTATTCTCGAAAACAATTTTGAAAAACATCCATATCACCAAAAATGT
CCCTAATAAAACTCAAGTGTCCTCTGTAGCATGCTAATAAAGACTTGAATACTTATTTTC
AAAGTAAACATCCCATCAGCTATTTAAATAAAAGGCTCTATCATTAAAAAAAAAGACTTT
GTTTTTTCCAGCTTCAATATTTAAATATGATGTAGTTTTTCCTTAGCTGAATAACAGTAA
CTGCTTGCAAAAACATGGATTAAATGAACCAAACATTCAGCAGAATGTGGAAGCTCTATC
CAGTACTTACAAATCTCTCCATTGAGGTATGACAGCAAACCCTTTCGATCCGGTCGTCTG
ACAACTGGGATGTTTTCTGTCTATAAACAACATCCAGTCCACGTCAACGTAGGAAACTTC
CAAATATTGCACAACCCTAATTTCTGTACAGATGTCTTCAAAAGTCTGACGATCTTACAA
ATAGAAGTTCATGCGAGGTGCATCTTATTCTGCAATCAATATAAAGCTTAGAAAAGTGTT
AAGGCATTCTAACACTACATACTTGCAACCATTTTAAGTGCATCACCTTGATGTCAACTT
ATTTTAAAAACAGGCTTCGTATTTTTTACTGTTGAGAAATATTTTGCATATTGACAAATT
CACTGTACAATACATTTAATCCATAATTTGGTGGGT
>BJ015819 ID   BJ015819   standard; mRNA; EST; 633 BP.
AGGAGAGAGTTTTATATATCCAATTTAGAGAAAAAGGTAGCAACAAAGGATGACTTCATG
AAAGCACACTAATCAAACCAAGAAAAGTCATTCAGTCATGGAAAATGCTTCTAGCAACAG
ATGTTTTACTTTTCTTTTTTACCCTGTAAGAATACCTGACATATCTTTAATATGATTTAT
AGGTGTAAGATCTATGTTGCCATGGCAATAACAGTCTAAGTCTGTCTCACTGCTGCATGG
TTGTCTCACTGCTGTTGTATCCATGATGTTAAAATGACTGACAGGCTAGAATTGACCGGT
CAGAGGTCTCAGTCAGTTAGCAGTCAGCCAACTGCCATCCCTCAACGGGCAGTCAGAGAT
GAGAAAGGCAGGTACCGCACATGTATTTGATGTCTGATTTCGAGCAGTTGACTCCTTTAA
ATTCAGCTGTCACATTCAGAGCTAGAAAGACGGAAAAACAGAGACACTCTCAAAGCGTCT



GTAAAACTCAGGGCCATCACTACAAATTCAGCCAGATGCCAGAGGATCCAGAGCTGTCTT
TTTGCGTCCTGTGTTCTCTTTATTGGAGCTATGAAAGGGGTCACAGGACTGCCGAGGACC
CCTAAAAAAGTCTGACATATTTAGACACACTGG
>BJ015832 ID   BJ015832   standard; mRNA; EST; 683 BP.
TAAAAAATGTTGATTTGCCTACAAAACTGAAAATAAATATCCCAACACCCATCAAAACCA
TTCAATACTTTCAAAGTTCATGATGTTACAATACTTGAAAGCGGTAAATCGCAGTCACCG
AGGAGATAGTCTCTTTTCAGGGTGCACATTTTGTTCACTACTTTAAAACGAAGCGATCGC
TGACTCAGGTCTTCCTCTGAGATTCCGTCAAAGAAGAAATCTTCATTGAAGATGGGGTTC
CGGCTTTTTCTGATGACGGTGCTTCGCTGCTTCTGGACTTTTCCAGGGACAAGTGAGAGG
CTGACGCTGCAGTTGATAATTTTGGGATCCACGGAAAGGGGATAAAGGCCCTCGGCACTG
ATCAGTCGAACCCTCAGCCTTTGGTTTTCAAGGCAGTACTCTGCTGAAAGTCTCAGACTG
CCATCTTTGCCAACGGGTACCATTCTTTCCTTCATCACTCGCTCTCTGTGCAGTGTCAGG
TCCATGGGGAAGATGTTGGGTGGTGCTAGACTGTAGCTGTTGGGGAGTCCTTCAGGTAGC
CCTTCTGATGCCCTCCTCATGATGTTTGGGCTGTTGTCAGTAGAGCTGCCCTCATCTGTG
GACAGGGAGTTGTTTCTGGACACCATTGCCTTCCTCANGTTTCTTGACAACAATAGTTCG
TGGCTTAATGCTTTGAAAAGGGA
>BJ015851 ID   BJ015851   standard; mRNA; EST; 603 BP.
CGACTTACNTGTATCTTATATNAAGGTCACCACAGGTGGAGTCTAGAATATAACAATACA
GTTTTTAAGCATAAAAGGACAATTTAACAAGACCATTATCACTTAAATAAGAATTCAAGC
CGTAGATGGTTTCAATATGCAAATTATATAATTATTGGAATAAATGTAACAAACCATCTT
TTGAAAATTTTTGAATAATAGTTCTGGAATAAGTCAAGTTCCTTTGTATCAGAAACATTG
TATGTCCTGCTTTATATGCCATAAAACAAATCATCTCACATGGAGCAGACATGATTACTG
AAGCAAACACATTCACCAAAACATTTTTTTTTCTCTTTTAAACACACAAAAACAGAAACT
TTTTAGGTTACCAACAAGCGTAGACTTCCTTTTTTTTAATCATTGCAGTAAATAAAATCC
TTAAGCACACATTTCATAAATATACTATTTATAAAAGGATAGTTGAAAGGTTTTAAATTG
CAAATCTAAATATGAGTTCATTTTTACGGTTTTAAAGTACACCTAAAGTTTGGCTCCTTC
ATAAAGAAGGAGTAAACTAATTACTTCAAAAATTAAAATAAAAAAACAAACAACACCCTA
AAC
>BJ015873 ID   BJ015873   standard; mRNA; EST; 397 BP.
AAAACAAAAATAAAAAAAGGACCTAAAACAACTAAAAGNAAATGAGTAAATCTGAACTCC
CATACAGACTAATGTTTTTCTTTAAGGATTATTCAGNCAAAGTAGAACTGAGATCATATT
TACATAAAATGAAACTGAAGGTAAAGAAAGTCAACATGAAAATCCTGGTCTAGTTTTCTA
AGCAATAATAAAAATATAACATACAAGTTTATTCATTTAAAAATTTTTTCATGAAAAAAA
TAATTTTGCTGAAATCCTCGAGTCTGTGACACACAAAATAACAAAGATGAGGAAGTCTTC
AGAAAAAAATACTTACATAAACCAATACATTCTAACCAATACATTGCCTTTATTTATGTT
TAAATTTGAACCAGTGCAGAAAACAAACAAAAAATCT
>BJ015886 ID   BJ015886   standard; mRNA; EST; 52 BP.
TGGCTCCTGCTCNGANANAGATGCNGAGGGAGCNGGACATGCATAAACCTCA
>BJ015889 ID   BJ015889   standard; mRNA; EST; 496 BP.
AGTTTTTGGAAACAAGAAAAGCATAATTTACATTTTACTGCTGGAAAAAATACATTTATT
TACAGAGAACAGTCGCTCCATCTTTGGTGACTCTGTGGATTCTTAAAAGTTCTTTCGGAA
CTCCTTCTTGAGGTTCAAAGGTTTGTTAAAGTGCTAAAAATGTGGAGAAAACAGTCTGGA
AACTCCTGGTCAGACCATCTGGTGATGGCTGTAATAGGATGGAAGGAACAGTCCGCTCCG
TGACGCCCAGTCCGCCCACAGCTTCCCGGCGGGGTGAGGAGCGCAGTCCGCGCCTTTACG
CGCTGTTTCTGATGTGGCTGTTTCTGCCAGAGACCAGATCTTGGGTTTCTGACTCCCAGC
GGCTCCTTTGCTCTCCTCCGCCGCGCTGTTGAGGAGCGGAGCGGTGCCCTCGACCTTCTT
ATCGAGCTCAGTTTGATGGTCCTCGCTCCGCTGCGGCGTCTCCAAACCCGCGGGCGCATT
CTCCTCTGCGCCGCTC
>BJ015890 ID   BJ015890   standard; mRNA; EST; 197 BP.
ATNAAAATATANTNATTAGCGTGCATTTATAAAAAANGACTTCAGGAGCGAGCCTATNGA
CTTCTGGNGTTGTGGGTGTTATTTCTGTACANACGACAGTANCATTAAATGTACGGGAGC
CTTTGAAAGAAACTACCGTGGAGTTTAGCGTAAAATCACACATNCAAATATTCNTGTATT
TACANTTCACTTAAAGT
>BJ015892 ID   BJ015892   standard; mRNA; EST; 64 BP.
CTTTAGGAAAAAAAAACATTTCNGTTGATGNCTAAACTAAGTACCATNTCCATGNAAGAA
GCTG
>BJ015897 ID   BJ015897   standard; mRNA; EST; 152 BP.
GCACAGAAATACATATTTACATTAAAAGAGAAGGAACTTAGTTTGGAGAATTTAAGATCC
TGACGATACAAAACACCTCACAAAAAAAAAAAACCAGANCAGNGAAGCAGATGANCCGTC
CAGAGCAGCAGACGCTGGTTCCGTTTCCAAGT
>BJ015909 ID   BJ015909   standard; mRNA; EST; 341 BP.
TACTTGCGCCAAAATGAATAGAAATTTGAATAAACATGGAAAGTATCTGTTAGTACAAAT
CTGTTCCTTTAATACAAATCCATTGGAATGCTGTCAGAGTAGAACGTCAGTTTATTTTTA
TTTTTTTACATTTGACCAAATGGAAACAACAGCGATCAGATACAGGAATAAAGCCAAACG



GCTTTATTCATCAGGGTGTTATTGGCAAAAGACAAAGCAAGTTTAACCAGATGCAGTTTT
CAGTCCAGCTCATATAAAACAACGTTCAAGTTGCACAGCAAAAAAAAAAANNCTANTANG
GAAATATAANTTTTTTAANAAANTCATTTTTAAAAANCAAA
>BJ015929 ID   BJ015929   standard; mRNA; EST; 667 BP.
GTGAACAGAGCAGTTTCACAGNAATAGGAATTTGCTGTGGTGCTAATGTGCGACATAAAA
CACTTAAGAATAGAAAAAATGAACAACAGTAAGCAAAATAAAAAAATGACAATGGTCAGA
ACAATAAATAGAAATTAATTGTGCAAACTAAGGGATGATCAAGGTGCAGGTAGTGGACTG
GTAACTGGAAATATAAGTTTGAGGGGGGAGGAGTTAAAAAGTGTTCATGAGTCGGACTGC
AGAGGGAAAGAAACCGTTTTTGTGTGGTGAGGTTCTGGTCCTGATGGACCTTAGCCTCCT
GCCTGGAGGGAGTAGTTCAAGTAGACCATGTCCAGGGTGAGAAGGGTCGGCTGCTATCCG
TCCTGTACGTCCTCTGGTTCTGGAGACGTATAGGTCCTGGACAGATGGAAGGCTGCAGCC
AATCACCTTCTCAGCTGAGCGCACACTACACTGCAGTCTGTTTATGTCCCTGGTTGTAGC
TCCGGCGTACCACACGGTGATGGAGGAGGTGATGATGGATTCTATGATGTCTGTGTAGAA
CGGCACCATCATCTGGGCCGGCAGCCTGGTTTTCTACAACTTCTGCAGGAAATACATCCT
CTGCTGGGCCTTTTTTGAGCAGAGAGCTGATGGACGAACTTGAGGTCCTGAGTGATGGTG
GTGCCGA
>BJ015938 ID   BJ015938   standard; mRNA; EST; 120 BP.
TAATGTGTGCAAAATATTTTACAATTTGTTTTAGTTNCAAAAAAACCCAAACAAACTTGG
NGCTAACTTCACACACGGTCTCAGNCAATGCCTGTNCCATGTTTCTCTGGNATCTTCTGT
>BJ015939 ID   BJ015939   standard; mRNA; EST; 38 BP.
GGCTTTTTTCCATTTGACTGNNCTTNTTGNGAGTGTCA
>BJ015940 ID   BJ015940   standard; mRNA; EST; 534 BP.
TAATTTTTAATTAAATATCCTGTTTAACTTTCTTTACATCTCCGGTTTGAGATGAACTGA
ATTTTTTAAATGTCTACAGCTTTCACATCAATTAATAAGAACTATTTCTTGTCCTCTTTA
AATATGTAGCCCTTTTCCCTGAAGTCGTTGGACTAACAAAACAACCATCTCTACCAGAGA
CATCGTCCTGAGTGAAGATGCTTGAAGCAGCAGATTCTCATCAATCATGAAACATCCTGA
CTTTACAAACATTCTTGTTCTCACCACATAAAGGAAAATGAACAAATGTCTCTGTTCTGG
GGGGCTAAGGGCCTTGGATCATGTCGTTTATGCTCAGCGTGGTGTTTAACAGTGAGTGAA
TAACTTACGAGTCTGTGTTGATTGAGAAATAGTCGTAAAGTTTGACAATTCTAGGATGAT
CCAATTCTTTGTGGATCCTGTATTCTCTACAAGCGTGTTTGTGGTAGCTCTGCTTCTTGT
CTTNCCTCCAGTTCTTGTTGAGTTGATGGATTTTAATGGCCACATATCTCTGCT
>BJ015944 ID   BJ015944   standard; mRNA; EST; 484 BP.
TTACACATTTATTTAAAAGACACTCGAAACGCGTCATATATCAAAATGTTACATTTAAAA
ATGAACGACAATAAAAACACAGCACAACAAAAAATGCAAATCACCACATCAGGAAACTGT
GCAACTGAACAGTACAAAAAGTTAAATTAACAATATCTCCTTCTTTTTCCTTTCGTGGTG
AAACTATTTAAAATCTCTTATCTGACCAGAACATCTTTTTATCAACTACCTCTCATATAA
GCTGTGTCAGGTNAATAAAGCATTATTTTAGAACTGGTATAATTGTTTATCATCACAAAC
AGACATTTCCCACATNAAACAATNCAGATGAAAATATAACACTTTTTTTTGGAGGGTAAT
GATAGAAATGTGACTGGTTTTTGTCAAAATGTAAGTTAATCTAAACTGTACAATAAATAA
CGCCATATGTNTACATTAAACCATATTTACCTTTNAAACTCATACTGGCTGAGTTCAAAT
GTAG
>BJ015946 ID   BJ015946   standard; mRNA; EST; 497 BP.
CTACATTTTAATTAGAAATTGAGGACAAAACATAGAAGTACAGAAGGGTCACAGAAGAGA
AACAGACAAAAATATCCCAATAGTTCTTAAAGGGCTTTTAAAAACTACCTGAAAGAGAAA
TATTTCATCACAGCTCGTACCAAAATTGACTTAAACAATTATTTTTCAATGAACCTGCCC
ACAAGAATGAAAAGAATTAAAGCACAAATCCCATAATCCCTTCTTTTAATTATATTCAAG
AGAACTAATAACATTAAGCTACGGAGCAGCTTTGAAGTCTGGGCAGGGCAGATCTTCAGT
GGGTGTTTCTGTGACTGTGATGGACTCGTCGGCCACTAGGTAAAAGGCCGACACTGCCAG
GCCCCGCGACTCCTGCCTGCTCACTGTCTTTGGACGAGATGAGAGGGACAGGGGCAGGCT
GAGGTTGGGGCGAGACAGATACCTGTCTTTACGCGGGGCGTGACTGTCCCCGTNCAGCCC
CATGCTGCCGGGGCGCT
>BJ015949 ID   BJ015949   standard; mRNA; EST; 471 BP.
ATAAGTAAAAATACAAAGTTCGAGTTGAGAAGCGCTTCTTCTTCTGTCAGTAGCAAATAC
TGATACACTAACACACACAAACACACACACACAGACAGAGAGACATGTAGTGGTTGTTGG
TGGGAAAATAAACATATGAGCCCATTTTTTTTTTCTTTCAAATCATAAATAAGTTGCAGC
TGAGTGAAGCTGGCTCCCCGTCCAAACTATNCAAAAAACACGACTCCATACTCAGAACAG
TTNGGTGGTCCTTCTTCAGACTAATTGAAACAATTNCAGTTTATAATATTTTGATTGAAT
AAAAAGTAAAATACAAGTGTACTGCCTNACTTTTCGTATANATNAAGTTTACTTGCAGTA
CATTTAACTGACTACTTTTTGCTAAGCGTATGCTTCTGCATTGATTTTCAGTTGACCATC
TTAGTTTCTGTATTATTTTCTATTTGCCANAAAATCTGCATTTGTAGGTTC
>BJ015962 ID   BJ015962   standard; mRNA; EST; 47 BP.
TAAGTAACTNGGNGAGATTCTTTTNTGTTTTTTCCAAAGCTGCGGTT
>BJ015964 ID   BJ015964   standard; mRNA; EST; 400 BP.
TACCCCCCCAACGCCACATACAAGATGCCAACATTTATTTATTTATTTTTTTTAGCAAAA



AACAATACTGTATTTATAAAAATGTTTTTAAAAATTTTTTTTAATGTAAGTCACAAATAA
TTTACCACTGCTGCCATTACACCTGCTATTACAACCAACGTAGCTCTAGTTTAAATTAAT
ATTTTTCATCAGCCAGAATGTAAAAAGGCAAATACAATAAGATCGAGAAACTAGAAAGAA
TTCAATTAAACTTGTTTCTTCCCCCCCCCCCCCGNGNTTTNNTTTAATCCNTGGCTTGGN
AATGCCAATGTTTTNAATNNTTTNTTAAGGTTAAAAATNGGTTTTGNGTTNTTTTTAACC
NCATTTAATNTCAGGAAAAANGGAAGNGGNCCNTTTTTAG
>BJ015987 ID   BJ015987   standard; mRNA; EST; 414 BP.
CTCTGGCTCTGCCTCTCGTTTTTATTTATNCATTTTTGTAAAAACCACCTCCCCCAGTTC
TTTAATGTTGAACCAAGACATTTTCAAACTCCCAGACAGAAAGCTTTTATAGTTATTAGA
CACACACGAGGGCAGACAAAAGAGTCAGAACCGCCACAGCGTCTNCTTTCGAGGAACCAA
GCATGTGGAGGTAAATCCACTTCTAAAGATACTGTAAATAAGTAATAGTGTAAAGAAAGA
TCCTGCATGTGAACTGTCAGTTACTGAGGCACACCGTGATCACAGCTGGGTTTGGTTATC
TGTTTGTTTGGACACACCGTGTGAGGTTTTCTCATTTTTCTCAATAAAACGGNTTATTTT
TCAAAACCTNGNCAGGCATNTCTGTCTACACATTTTAAATAACAACCACATAGC
>BJ016002 ID   BJ016002   standard; mRNA; EST; 35 BP.
GTGTNAGTGCTTACCTAAAAAAAAAAAAAAAANAA
>BJ016004 ID   BJ016004   standard; mRNA; EST; 33 BP.
TGTGATTGNGATCCTTGAAAAAAAAAAAANNAG
>BJ016013 ID   BJ016013   standard; mRNA; EST; 429 BP.
CACAGATAATCCTTGGTATGACCCATAAAATAGAAAAAAAACAGACATTTCCCTGAAAAA
GATGAACTGCAGCTGCATGGAGGGTTCAGTGGGTTAGAAACCCAAATGCCTGACTGAAAC
CAAAGAAGTTCTACAACAGAAATATGATAGAAAAAGCCAAGGACACTCAAGGGAGAACAC
AGAACCAAGGGGTCTTCTTTAGAATATTTCTGCTCTTGGTTTAAAACACCTGTTGTGCAA
TCAATAAATACTAAGCAAATCGATTTGCATACCCCTGACTCTGATCCTTTCTCTTTGGAT
ACAAAAATGGTTTAAGTTTGAATAAAATCCAGTTTCTGTAAGCTGTCAGTATTTGCAAAT
ATTTATAAAAAAAATACTTTNCCCAAGACCGTTTCAATATAAAATTAGTATTTGATTTTG
CATGCTGCA
>BJ016031 ID   BJ016031   standard; mRNA; EST; 59 BP.
ATAAAAAATNAAANTGCACAAGTTTTAACTTATCCTATCTATACTTTTTATACTACAGG
>BJ016034 ID   BJ016034   standard; mRNA; EST; 442 BP.
AAAATAGGCAGTAAATATTTCCTTTGTTTAGAACATTTGACATTCCAATACAATCCATGT
AATAATGTACTTCTGGGATTTTTCTGATTCTTTGTTTCCAGGTCAACAAAGTTTCAAAAA
TAATTTCAAAGAAACAGGGAATGGGGCAAAAACACAAGTTATATGTTAAAAGAAAAGCAA
TAAAATTCTTTGAAAAAAAAGGCAAATCATTAGATTTATCAATTCATCATTTGTTCTTAA
ACTGGTGGTTTAAGTTTTTGGTAAAATTCATACACTGACTGGACTGAGCAAAATGCTTTG
TATTTGAATCCGATGGCACATATATATATATATATTTTTTTTTTTACAAAAAACTATTTT
TCTGTGTCAGAATNCTACACCCACAAAAAAATAAAAANTAANTGAAATTNANTNTAGGCA
GNTGTACCCGGTCTTTTTTTAA
>BJ016035 ID   BJ016035   standard; mRNA; EST; 186 BP.
TTAAAAAAAAGAAAAAAGGGAAATCCTCTTCTGTTCAAACACACCTGCTGTCATTTACAG
GCTTCTGATGAGGCTGACAATGAAATGAATCAGGTGACGTTAAGAACAACAAAAGAGACG
TGCAGGACAGTGTTCTCCGAGGACCAGGGTTGGGAAGCGCTGGTTTGATGAACCGATGCT
CCACAT
>BJ016047 ID   BJ016047   standard; mRNA; EST; 37 BP.
CAAATGAATACTCCAATNACAGGTAAATCGGNTTTGA
>BJ016055 ID   BJ016055   standard; mRNA; EST; 368 BP.
AAATTAAAGTTTTTTTTTGACATAAAATCTTATATTACAGCTTAAAGCGCCTCTTTAAAT
GACGCTNTTGCTGAGCTGTTGGATTATCCATTTGCCTTATTGCAAAGAAAAAAACAATAG
AAAAAGAATAGCACACATACACCGAGTGAAGGTCCCAGGGCAAAAAAATTAAACATGTTC
AATGGGAGAAAATTTTCATGAGAAAAAAACCCCTCCTCTGTCAGTTTAGGTGCCTGATCT
ACTAACAAATAGATGGACTTTTTTGAAGAAGCGTTGAAGTCTTCAGCTCTGTGAAGGATT
GACGACCCTGCCTATGAACACAAGACAGTCAGTGCGGTGCTCATAGATGAGGAAGAGGAA
GGGATGGT
>BJ016068 ID   BJ016068   standard; mRNA; EST; 623 BP.
ACAGTAGTGTACAAAGCAGTAAACGTTTTTCTTTCACTTGTCTTTTTTTCTTCACCGGTT
TCCGAGGAAAGAACATCTCCCGGAGGTTTCGCAGCGGCCCTCTGCTGTAGAAGTATCTCT
TAGAGTGATTGGGGGCGGGGCTGCAAAGAGCATCCGCCGCCGCCGTCGGGTGGCAGTGCT
GACAAACGTAGCCGCGGCTTTTGTACCACTCATTGGAGGTCTGGTTGACCAGCGCCAGGT
AGAAATGGAACAAGGCGTAGCCCGCCAGGAGGAAGAAGACGAAGACGACGAAGCCCAGCA
TGAAGATGATTCGGGGGAAAGTGAGAAAAAGATGCTGGACGATGAACGGAAACCCAGCCG
GCTGCTGCTCGCCGTTCTCGTCGATGTAGCTGGCTCTCAGGAGCCCCGAGCGCAGCACGG
CGTGGAGCAGCATGTCCAGCGTCAGCAGGGCCACGTCGGCCGCCATGGCGCACACGCTGA
AGAGGTACAGCAGGAAGTAGCCTGTGTTCTGAGCGCCGACGCAGTTGTTCACCCAGACGC
AGTGATGGTCAAAGCGATGAACGCATCTGTCGCAGACGCCGCAATGTTTGGAGCGAGCCG



GTTTGATGAGCTGGCAGGTCGGA
>BJ016085 ID   BJ016085   standard; mRNA; EST; 433 BP.
GTTGTGATGCCTTCGCCTCATTTGGAGAAGTTTAACCCTTGTGTTATCCTATGGGGTCAA
AATGACCCGATCCTTACATTGACGTGTTCTAATATTTCCAGTGACATTTTTTCTTCCTGA
ACCTGAAAGGCCCAGCAGAATCATTTCAAAGTATATCTTAGTTTTTAGTCATAAATTTCA
GGACATTCTGAAACTTTAAAGATCCACTCCAAAGTGGTGTTTTTGCTTCTTGTAGCATTT
TTCTCATAATGGAGGACACGTATGAAAGAATTTTAGATTAAAACTGCGTCTCTGAGCATT
TCTTCGTTAAAGTCACGTTGGATCAGTAGCAGATAGAAACCGGATGTTTGAAAAAGCTCG
GACTTGTGACACAGTTGCTGNCGTGGACACTTCTCGATCCTCCACTTGNAGACAAATAGA
TGAATTAAGGTCT
>BJ016089 ID   BJ016089   standard; mRNA; EST; 162 BP.
TGTTACAAACCTAAACAAGGAAAATGTACATATGCAGCTGCAATCTTATTTNCCAGCTTC
TTGATAGACATGTTCTTCTNACTGACCTTCTGCATCACCTTTGCCACGGAACATGTNAAA
ATCCTACTGAGTGACATGAACTCTGCGCTCTCTCAGAGCGTA
>BJ016091 ID   BJ016091   standard; mRNA; EST; 702 BP.
CATTTCTTTTNTTGTAGACCTGATTTTTTACGGTCGGGAACCAGTCCCTGTTCTTTTGGT
GGAAACCTTTTTTATTACCGTTCTGGCGAACTGAGCAGCACAGCCTGAACCCCCCCCTCA
TCCCATTCTAAACGCACACGAGCGTAGAACCCATTGAGCGTCTCAGCGGAAACTCGCGAT
TACCATTAGTTCCCCCCCGGGGCAAAGTTAATAAATTTAGGGGGAAAAAAACCCCGAAAA
AAACGAAACAGTATTAAAGTGATCTGAACCGAAATTGCCGTACCGAAACGGTGCGGTCCA
ACTACGTGTACCGTTACAACTCTCGTTTTTAGCAAGCAGAACAACAACAAAAAAGACCAC
AATGAAGCATATAATGTAAAAAACAACAATAGAAACTGCTAATCCTCCATTTTCACTCAC
CTGGTAAAGTCTGTCATCTCCATCATGATCATGCACATCTGCTTGGCCAACACAATGATG
TCGTTGCCACTGTCATCCCACTTGGATACCTCGGCATCCAGCTTGCTCTTTTCTTCTTGG
AAGCTAGCCACTTGTTCTGCAATCTTTGCCTTATCCTCCTGAGGCAGCTGGGCCATGATA
GCACGCGCAGTTTGGCCACCAATAAGCTGGTCATCTGCTGTCTGAACGCTGGTCCTGCTT
TGTACTTCAAAGTCGTCCGTCTCAAAATCGGGAGTCGTCCAG
>BJ016120 ID   BJ016120   standard; mRNA; EST; 67 BP.
AAAANANANNAGCAATGATAGGAAAGGGGGGGGGGGGGNCCCCCTTAAAAACNTANNNGG
TTTTTTT
>BJ016141 ID   BJ016141   standard; mRNA; EST; 709 BP.
GGATTTTATTTGGATTCTTCTGACCCAGAGAACATTTAGACTCTAGTACGAACGTTTTCT
GTAGATCTCATAACAACATTGGAAAGAAAATGTGAATGAAAAGAGCAGCTGAAACCTGAC
AGAAGTCTAGGATAGAAAAGCAGTCAGGGTTCAAAAAGGTCAAACGTTGATTTTAAACCA
GTACTATGAGTTTCTGGCTGCAGAACCAACCAGAACCAGAACACCTGCTTCATTTGTCTT
CATGAAACAAACCCAAAAGGGGAGACTTTCAGAATAAAAGCCTTTCATGATGAGTGCATT
AAACAGACCTTCGAAATGTCATCTCCACACAAGATCTGATGACTGACACGTGCACACTCA
CAGTCACGTGCACATCTGGACCATCTTGGCAGTTCTGGTTTATGATGGAGGGGTTCTGTA
AAAAACGAACTTTGCTGTGGTTCTGGTCCTGGTGTTGCTGATCGACCCATCAGCAGCTGC
TCTGCCCGGATACAGGAACCACCCCGAAGATGCTACATAGTGAACGGGTAATGGAGACTG
GATCCAGAGCTGAGGTCCTCGAGGAGCTAGAAGTCGATCTGGTTTTCCTTCAGGATCGCC
TTCAGTCTGTGGTTCTCCTGAGTCAGATCATCGCAGCTCTTCTGCAGCTCCGTCACTCTC
TGAACCACGTGGTCGTAGCTCTCTTTCAGCTTATGGATCCTCTGGTCCG
>BJ016144 ID   BJ016144   standard; mRNA; EST; 163 BP.
CCAAACAGATTTGATTTAAATTCTATTTTTACTCTTTGGTTTACACGACACACAAGTGAG
TGTAAAAGTTCCAAAACATCAGCAAGAATGACGAGGAAGTTTTTGGTTTTATTTTGAAAA
ACCTGTTTAGCAAGTAAAGATGTAAACAGTAAGAAAAAAAAAA
>BJ016151 ID   BJ016151   standard; mRNA; EST; 681 BP.
TTTAAAANGAGAGGCTGTTTCCGATGTTTGATTGTTTACATCAGCGCTTTTTAAGAGTTG
AGTGGCTCTCACAGAAAAGAAGATCAAGCTGTGCCGACGGATACATAAGTAAGTAAATAA
TTTAAATAAAATAAATGAAAGAGCAAAAACCCAAGTGTGAAAGTGGCTGAAGGTGTGATG
GGCTGCAGGGGGTTAAGTCTTAACATCAACTTTTTGTTAGAAAGCCAAAAGGAGACGGTT
TCAAGAGGAAGGCGTTCACATCCCAGGTCGACCATAATGCCACAAACAGCGGACCGGCTA
CATGCAGGTTTGGTCAAGTTGGTCAATTCAGATGTAAAAATTTGTTTTATTTCCTGAATT
TTCTGATTCAGAAACTGAATTGACGTCGGACTTTTTCGTGCAAGGGGGGCGGAACATCAC
AGCTGTAAATGTGAGGACCTTTTCCGGCTCAGTCCACACAAACTGCGGAGCTGAAGCTGC
CGCTTGTTGCATTTCTGTGTTTTCGTACCTCAGTACTGGTCTGGTTCTGCCCCCGTGAGC
CCGGGCTGCTTTGACCCTCCCCCTCTCCTCCCGTCGGCGCTTTGTCCGCGTCCAGGGAGT
CCATGCTGGAGGCGGAGGCCGAGTTCACGCTGGAGCGCTGGGATCCGGNCTCCTTCTCGC
TGACCGCGTCCACCGATNCCG
>BJ016157 ID   BJ016157   standard; mRNA; EST; 781 BP.
GTAATTTTTATATAATTTATNNGAAATCCTGCACAAAGAATTAATGCACACAGTTTTGTG
CAATAAAAGGAAAAAAGCAACTTGGTTTGAGAACATAGGGCATCTTTATCAGGATACAAT
AAAACACAAAACAGATATGCATATATAAGCAAGAACAAAAAAAGGTGTGGAAACCAGATC



ACCTGTGGGAGTTTTGAGACCCATCAGAGTTGAATCATGAATTCTGAAGACTCACAACAA
GTTTGAATCCCTGAAAATGAAAAACAGCTTTTTGCTGTAAAAACCTAAACGCTTACAAAA
TGTCATTTTAATCAGATGTTTGTGAATCCAGCTTCAGCTGCAGTTGCTAAACACACAATC
CTTGTATTTACATCAAAGGTCCTAAAGGACGATCTCACATGAATCTTTGGTCTTCTCCTT
TTAAAGTTCATATTGTATTTGAAGTTGAAGCCTTGGTTAAACAGCCTCCAACGGTTTTTA
TTTTATTGAACCAACTCAAATCTGGAAAAAGATATTGCAGTGACCCTTATGCTATCCTAG
GCACTTTAACATTGGGAGTTGGGTCATACCCACTAGACAATGTGCTGAACCTCTTTTTTT
CAATGATTTGTGATCTGCACTGGTGTCCATGGATTACATGAAATCTTTCCACCCCTATCC
ACCCCTGCCATGGCAGGAACAACACGCCAAAGCAAGGGTGGAGTCATCCAAGATAGCACA
AGGGTTAATAACCCTCCTGTGCTTAAGTTTACTTTATAAACCATGCACACAAACACACAC
C
>BJ016159 ID   BJ016159   standard; mRNA; EST; 665 BP.
TGACATCCTCCCAGGCATTCAGAATGGGACGGACCTTCCACGGTTTACCTTCAACCCAAA
GGAAGGAATTGATAACCCAGCTCTGGTCATCAGCGATGATCCAGAACCTGATCCAACCAT
TATGCCCAGATTGTGCCTTCTAAAGCGCTCGGAATCCCAGACCTTCGGTTTCCACCTGCG
ACTGGATCAGAGAGGGCGAGGCTATGAAATCACAAATGTGGAACCTTGGAGTCCTGCAGT
GCAGAGCGGCCTCAAGGCTGAAGACCGGCTGCTGGAGGTGAATGAGGAAAACGTGGACAA
AATGGAATTTAATGAGGTGGTGAGAAAGATCCAGTCGTGTGGTCCACACCTGTTCCTCCT
GGTGCTTCGGAAAGAGGAGTACGATCAGGCGGCGCAGATGGCCGTAGACCTGCAGACGCT
CTGCAGAGCCTCCAAAGGGGACAGCTGGTCCAGGCCCAGACTGTGTCATGTCAGCAGAGA
TCCAGAACACGGCCTGGGGATGAGCTTCAGCCAAACTAACGGTGAATGGGCTCGCTTCTC
TGTGAGCACAGTCACAGATGGGGCTGCAGAAAAGGCCCGGGGTCCGCACCGGAGACGCCC
TGGTGTGGATCAACGGCGTCTCAGCATCCGTGCTCACGCTGGCCTCGCTCAGCAGGATGG
TAAAC
>BJ016164 ID   BJ016164   standard; mRNA; EST; 723 BP.
GCTCGCCTCACATTTATTTGAATTCCNATTTTGTCTGTGATCCTTAAGCCCCTTGGGTCG
ATGTGTCACATTGTCACAAAAACACGCAACGCTAATTTAGTACACGCCACTGACTCGCTT
AGAGATCCTTCATGTCAAACCAAAGGAAATGACCCTGTTTATCTCTATGCAAAGGCATGT
GCCCATAAACACACACACACATTACATGTACATAGAACAGACACAGTCAATAGAAAACGA
CTTAATCCCCTATCAATTATTGCCCCTTTTAAATGTACATCGCAGCAATGATTTTAGATG
TTTGTGCAGCAGAGCTTTGTCCCCTCTCTGAAGGTTTGTGCTATATATATATATATATTT
ATATTATCACCAACTGTGGGTCTCACTTGACCTTGGGTCTGTTCGAAAATTCACATTAAT
GTTTAATGCCTCATTAAAGCGTCCTCGTCTCCGCCTGTCCGAGTTGATCTGTACACATCA
CTTCAGGCATGACCAGGGTTCTGATGTAAAGAGATGACCCCTAGTTAGTTCATGAGTTTA
CCGGACTTAACTCTGTACCTTTATCTGCCGTGTCCATATACTGGATAAACAAACCTTCCA
AAAATACAGCTGTTTGTCCTCTGCATTAAGGGTTGGACATGTGCCGTAGTGACTACCCTA
ACCTAGCTTTTTTGAAGTGGAAATAGACTTGATGCTAAATTTGGACAGGAAAAATGCTCA
GGA
>BJ016187 ID   BJ016187   standard; mRNA; EST; 597 BP.
TAATACAAACTTTTTTTAATAACTTAACTAAACACTTCACTGGCATTGAACAGGAAACAA
CATGAAGAGTAGACACAAATAAATAAACCAATATGTGGAGGCTTTAGAAAGGGTTACTTT
GCCACTGGAATATTGGAACAACATGCAACAAAAACAGCTTTGCTGTGAAAACCTTCAACC
TTTCTTTATCGTTAACTGGAATAAACTGCAGTCTGAAAAAGACTAAAGGAGAAATGCTGA
AGCTGCAGCAGAACAGAAATTCCTCATTTGCAGGAACAAGTCCAAACTCGCGTCTTTGTT
TCTGAACTCTGTGTGTTGGTGTCTCAGGTTTCAGTCAGACACCTCATGACCTTCATGATC
AGCTCCTCCTTCCTCAGTTTGGCACTGACAGGAACCTCTCTCTGTTTCAACCACCGCAGC
AGAGCTGCAGAGCTCAGCTGGGAGAGCTGGTTGCTGCTAGCCATCTTCTCCACCTCCACA
TGTTGGAGTGCAGCTCCGTTTTTCTTCTGCTTGGCTCTCTTCCTGCTGCAGCAGTCGGCT
GCCTCTGACACTTGTTTTTTCTGCTGAGATTCATATTTAGCATCAGGGTCTCCTCCA
>BJ016194 ID   BJ016194   standard; mRNA; EST; 153 BP.
TGAACACAGTAGTGATCTCATGCTGAACGCCACCCCCCCCCCGACTNTCGCCGCCGAAAC
ACGANGACTTCCTCCTNCGTTATTGNNTTTTGACGTCTTCTACAGCGTCAGGAAGCCGTN
CTGCNTTNAAAGTANAAATNCCTGNTGGTTNCA
>BJ016210 ID   BJ016210   standard; mRNA; EST; 669 BP.
CTCCTTTTATTAANTGATTTNACATTTACTAATTATTAATTATTTTTAAAGCACATTCAG
AAGATAAACACATCTAACAGGCCTGCAAAAACACTATAGTTAGAATACAAACTATTTACC
ATTTCTGTATTCAGTGCTACAAACTTGTTTACTCGTTTTGTTTACAACCTAACACAGCTT
ACAATAAGGCAGCAGGTAGACACTAGAGGCACAATGTTGACCTTTTAGTAGTTAAGACAC
GATGGGAAGAAAAAGGGAAGTGAAAATGATGATTCACTGGTCTCCCACAGTTACTGCTTT
TTGCCAGAAAAGCCCTGCAAACGGTGATGCTCCCTTAACCTGACGGCGTTGATCCTGATG
AACCCAGAAGCGTCGCACGGGTCGTAGTCTCCCTGCACATCCATGCTGACCAGCTCCTCA
TTGTACAGGGACTTGGGAGACTCCCGTCCCAGGATGTAGACCTGACCCTTGAAGACAGAC
AACTGCACTTTGCCCTCCACGTTTTCCTGGGATTTGGCTATGCAATGCCGCACAAAATCA
CACTCAGGACTGTACCAAAAACCATTGTAGACAAGTTCAGAGAATTTGATACCGAGTCCC



TGTTTTATGCGGCGCACCTCTTTGTCCATGGTGAACGTCTCAATGTCGAGATGGGCCTTC
AGCAGGATT
>BJ016241 ID   BJ016241   standard; mRNA; EST; 625 BP.
CTTTATTTGTNCTTCTCTTAACAGAGCGTCTCATCTTTTGGACGAAGGAACCTCGTTTGA
TCCTTTCCTCATGTTGAATTTCACCCAATCGTCTCAGAAACGCAGGACCAGAACCGGTTT
GGGTGAAAACTGGACCAGAACCGTAACAAACACACAGGCACTGAAAACGTCTTAAATATA
AAGCAAACGATGAAGAACCGCTGAGTCCTCCTCCATCCATAGGCGTTAAGCTGCACCTCC
TCGTCACAGCCGGTCGGGTCCGTGGATGGAACCCGTTTTGTCCTGGACAGTCCCGGCGGG
CGTCTCAGAACTGCACGGCGCTGGGCGGGATGTCGAACATGGACGGGTCGAACTGCTGGC
CTCTGAAAGGTGAGCCCTCCGCATCCCAGCCCTTCTTCAGCATGTCGTGGACTTTCATTT
CGTGGCTCTGCGGTTTGCCCTGCAGCTTCTGGTGGTAGTCGAACGTCAGCCTGTCCAGGA
CGGCGTGTTCCTCCTCGTCCACCGTCGCCATGGAGCGCTCGCGGTTGATCCGGTTGATGT
CGATCTCCTCCTCCCCCTTCAGCACCGCGTTCCACCAGGTCTCGGAGGTCTTGCTGAGCG
ACAGCACGACACACTTCCCGGGCTC
>BJ016254 ID   BJ016254   standard; mRNA; EST; 606 BP.
ACATTTGTTTTACAAATAACAGTTTTTACGATCAAAACCAAACAAATTAATAAAAGGAAA
AACTGATGTAAATAGTAAAAACTGATTCACAGATTTGATGAATTGACTATTCGTTTTTTC
TAACCACATCTTCAAATCAATCTTTCTTTTTGTGTGTTTTGATGAACATCTTTAAATCTG
CATGGATTTCATTGCTTGTCAGACGCTTGAGCCGCTCGTCTCTACATCACAACAGCTCTT
TAAAAAAAAAAACTGCCTTCGAGCTGGAAGAGTCCAACTGAACTACAGGAGCCAGGAGAT
GCTGCGAGCGCAGCGGCGGAGGTGACATCACGACGGTCCGGTGTTGACATCCACGTCCAT
GCNCANAGATGGCAGCTTGCGCGGNTGCAGACACAGAAACCAAACGCCGAGCTNTCATTT
AATCCCCTCCAGCTGCGCGCAGCCATNTCCAAACCCCTCTGTCTGTTTCTGCTCATTCGC
GATGGCGCCCAACGCTTAAAGACCCTCCTCGGCTCCTGTAGGTCCCTCAAATTTATGAAA
TTCTGCACAAAATGACGCCGATGGAGCATCTTTTTTTTAATTTTTTTCTTAAAAGGTTTT
AGGTGA
>BJ016257 ID   BJ016257   standard; mRNA; EST; 695 BP.
TAAAGTTTNTTGCGGTGCGTGATTCTTTTTTGTTTGTTTAATTTATTTTTACATTTACAG
TGAAGCCACACTTCAGAGTAAAATGACTCAANGTAAAAAAAAAATCTTCAAAAAAACACA
TTTAATGNGAAATCATGATCAGATTTTTATACATTTTTAGATTTTTATATAAAATGACCT
TATTTATATATTAACTATGTCATTACCAATTATTTCTGTNCATCACATGTCAGCCGTCAA
AAATCCAACATGAAGTGACGAGAGGAGAGCTGAGAGAAAATGCTGAAGAATGTTATTGGT
TTGAAGTAACAGTGCGTCTGTAAATAAAATACAGTTCTGCATCTTTCTTGCTTGCAGCAA
AACCACTTCCTGTCTTCACACGGTGGAGCCAATCGTAGCGGTTCCTCAGAGTCTGATTCT
GAAATCATTCCTCACAAACCTCCTCCCTGAGAGCACCATCTTCACTGAGCTCGACTCATT
GGGTCTGGTAGTCAGTGCAGAAACTAGTTCAAGCCCAGGCTCCTCAAACGCTGCCCTACT
GGTCGGCATGTGGCGTCTGTGGTTCTGAACTGAATCCAGTCTTTGGCAGAGGTCCAAAAG
AGAAACTTCTGCCCCGGGTGTGAAGGTGTGACCTGGACCTGTTCACATCACTCACTAAAA
CGTGCTTTCGACCATGACCAGCTGGTGGTACTGCA
>BJ016269 ID   BJ016269   standard; mRNA; EST; 695 BP.
TGTACAATAAAAATAGTGGTCTCAAAACAAAAACAACATGTAAACACTGGCTTCTTATTT
CTAATACAACATAAAATTAAATGCAGTTTAATTAGTCACAGCTTAAAACTCAGAACACTG
GCACTACAGTTGAAAACGTGCTAAAAAAATCAGTTTTTAAATACGATTCATCTAGAAAAA
ATTAAAAAGGCTCTGAGAATTCTTTTTGGCGTATTATTAGATCAGTAAGAGGCTTAAAAT
GTTGTGCGGACACGTGCTTCATTGTGCACTATTGCTCAATAATCTTTCTGCAAAAACAAA
ACAAATCAAAACAAAAAAACAAATCCTTAAACTGGCTACTGTAGTGAAATGAAAGGAAGA
CAACACTAAAATAATAAAAATCATTCCTTCTGTTGTGACTTTTCTTCTTTTGAAGCAGCA
GAGTCCACCACCGCAGTGTCCTCGCTGGTTTCCAGGAAGCGGCTGCAGGCAGAAAAAGTG
CAATAAAAGCCAGAGGAGAGCCCGGCAATGTCTGTGGAGATGTATGGCAGGACCCCAGGA
GTCGCCTGGTTGTAGTAGGTGAGCTTGGTGACGGAGTTGGACTCCTCCCTGATTGTGAAG
CCGGCACACTGCACCTCGCCCCTGGTGTAGTCCTCGGTCGGGGGGTGGGTGGGTAACGTG
ACTGAACGCAGAGCGATCAGATATGGGTCCCTGGA
>BJ016270 ID   BJ016270   standard; mRNA; EST; 506 BP.
TAATGTTTATTTGTNCTTTCTGTGTGGTGCGAGGTGAAAACAGTTGGAATACATTGGAAA
GCACATCTGGGAGCATTACAGCCATCATATCCGTCTTTCCAACACAGGCTTACACGGGGA
CACAAAAGCGCAGCGCTCCATTGGCTAATTCAATAATAAAGCAGGCAGTCAGACGAGTCT
ATAGACAGGCAGAATAGAGAGTAACTCATCTCTAACAGTCTGCCGTCTCCTGAGTGTTAA
AACATGTAAATTTATGGAGGAGCCCATAGGAAACACATATTTACAATACGTTTAGGTAAT
CACAAGATATGCAAAGAGGCGTTCGGGGCCCTCGGGACGAATGCAGTCGATACAAAAATA
GTTTTATGTGTCATTAATTCTCTCTGCATTCCCTGATACATCCCTTTTTTGCCACAGTAA
TACAGTAATCACTCACAATCGCACTGAAAATTATCTTCACTCATCTGTGGAATAAAAAAA
AAAAAAAGGGGGGGAAAAAAAANGGG
>BJ016297 ID   BJ016297   standard; mRNA; EST; 347 BP.
TGGGGGNGATGTTNATNTAATCAGGCAGCCCTGTGATCCTAAGCAGCATTCCTNGATCAG



NAGNTCCCNTGAANAGTACAGNTTCNTCCTGATGGCCCTGAAGCTGGATTTNAGCCTNAG
GGGCCTGTGGGGCCGCGGNGATCCCCGAGGNTTCCCGNTCNTNAANAGCTTTTNAANTTT
GGGCCAAAGTCCGTTGGACTCCAGCCTNAACACCAAAGTCACATGGAAGGTTGNAACCAG
GGTGGNATCCACTGNAATTTTNTCCACCTCGCACAGNGATCCNTGGTNTCCCCTGTCCAC
ACACAGNTAAATCAGCGCCCCCNTNAGGCCANAGGGTTNATTGACAG
>BJ016309 ID   BJ016309   standard; mRNA; EST; 668 BP.
GATTTGCCTTTGTGTTACTTTTGTCTGAAGTGCTTTATAAATAAAGTTTGATTTGGTTTG
AAGAGTTCACAATAAACACAATAAAACCGGTTGCAGGCTTCAACATCAGGACAAAATGAA
ACTAAATACATTGAGGGAGGTGTAATGCCCCCCCCTTAAAAATACAACAGCAAACATTTT
GTCCCACAACTGAAAAAGAATAAATACGCCTCAATGCAACAAACACAGAGGTGGTACTAT
GATGATCCGGGTTGCTTTAAGGCTTGATGTCGTGGACGACTCTTCATTGTTGATGGAACT
TTAAACTGTTTGGGCATAAAAATAAAAATTGAAGGAAGATTTCCAGCGCTGTAAAAAACA
ACAACTGTGTCGTGCTTTTGAGCCAACTTTATTTAATTTGAAGCGTTAACGATCTTTAAA
GAGAAGAATTACCTTTTGTTCTCTCAAATACTTGCCTTCAAAACCATAAACACATCAAGG
ACCTGAAACTACACTGGTTCTGAAATAGAAATGTGAAAAATGACGGAGCAGTGACTAAGA
TGTAGTCTTCATGGTGCCTGTCCACATGTGACATCACCTGTGCAAACACGTTCTAACATA
TGCTAATTATAATGGGCAGCTTGTTATTTAAACCAGTTCAGGAGCTTTACTGAGCTCTTT
TTCGTCCA
>BJ016332 ID   BJ016332   standard; mRNA; EST; 279 BP.
TTTGAACTTAGAACTGAAATCTTTTAGCTTACGTGACAGCAGATCTGCCTCAGCAGCAAA
CATGAAAAGATGAGCCTGAACAGCTTTACTTTCACAGGACCAGAACCAGTGTATCAAAAA
TAGTTTTTTAAAATCACATGACCAAAAAATAAAGGTCTTTTCTCATTTTTATGCAACTTT
GGTGCCTGGTAGAAGGCTGCGTTTGCGTCCAATCCCAGTCCAACTTNACGGCGGGACGAC
TCTTTGGTTGAAGTTNCTGAGACGGGCGAGGGAAGAGGG
>BJ016357 ID   BJ016357   standard; mRNA; EST; 311 BP.
ATNGAAAAGTCGAAGGTAAACAAAAATATATACACCATTCTGTACAGTTACTTAAATCTG
AATCCAGGAAANTTTAAAAAAAAAANGTCAGGANTCCAAGGACNCACACANGTCCACTTT
AATGTAACCACAAAAAAGNGACACTAAGNGGCTTCCGTTTTTTTTTAAACCTAAACTGTC
CTAATAAAAAGAAGNGNCATNTTGAANCTTTAGANGGAAAAAAAAANTCAANGCCTNAAA
ANTCACNCNCATNTNTTTTTAATTTATTAACATGACCTGANCATNAAATNTTCCANATGN
GTNTGGTTNGG
>BJ016358 ID   BJ016358   standard; mRNA; EST; 312 BP.
AAAGGTGATCTCAGACAGAGTGAACAGATTAAATTAAATGCAAATAAGATTTTAATCTCA
GTGTGTTACACGTTGACCTTGGTTGTGATTGTTATGGTCTTAATGTTTGAGACAAAAACA
TCAGAAACACAAACAATAAAACTCTTCACTGATGAATAAACGAGACATGCTGCCTCCTGC
TGGTGTGTTCCAGAAATGCTCTTTAACAAACTATGATTGCAGCTGTGTGTGTGTGGGTGT
GTGTGTGTGTGTGTGGGTGTGTGTGTGTGTGTGTGTGTGTGGGTGTGTGTGTGNGTGTGT
GTGTGGNNNNNT
>BJ016387 ID   BJ016387   standard; mRNA; EST; 660 BP.
ATAGTTTTGGAATCAACCCAAAAGCCAACAAAATCTCAAAAACAAACCAGAATAATAAAT
GACAACAGACGTCCACACAAAAGGGGAATCTCTAATAAACATTTGATTTTTTAGGATTTT
TTGTATTTTGACAAAATACAAAAGGATAAAAGCAACAACAACTCAATAACACGTGAAAAG
ACAACAAAGAACTTCATCAACCATACAGAAATGCAAATCTTCTGTTAAAATCTTAACAGC
GTGAAAGTTTGTGATAACCGTCTGACATTATGACATAAAAACCTCACTAAACATCAATGT
ATAGGAAAATACCTCCCTTTGGACGTGAAGGTTGAGTTCAAGTATCCATTGTTTCAAAGG
ACAAACATTCGTCGTTGTTATTCCAGGAAAGATCTCTTTCTTCGGAAACATGCCATGAGT
TTAAATGAGGGTTCATGTGAGGTCACTCAAAAACCAATCACCAGTTCTCAGGTGAAACTT
AGTTTGTAAGTCAATCAGTTTGAAAAAAGTTAGAAAAATGTTTACATTCAAAAAAACTGG
AACGAGAACACTTTCAAGCATTGCCCGCGTCTGAGAACTGGACAGTGACCCCTCCCCCGT
GGCGTTCCAAACAGGAAGTACCTGCTGGCTTCAAGAAAAGGGAAAAGATCCCATCAACTT
>BJ016392 ID   BJ016392   standard; mRNA; EST; 134 BP.
GCATTTCTTTATTCGCAAACGAAAAAATNCGGGTTTTTAAAAAAAAATTGTAAACAGAGA
GCTCTCCGTTAAGGGTGACAGGAAGGGGTAGTGGGGTTGCAGCGTGCCAATAGTCCCCCC
CCCCCCCCNGGNCA
>BJ016410 ID   BJ016410   standard; mRNA; EST; 514 BP.
TTTAAATGAATTTATTCTTTAAAAAAATGTTTGTATGTAAAAACATTCTTTAAACCTATG
CATCTGTTTATTTTTCTTTCTCAGGATAAAAAAAATTGTAAATCAAAGATAAAAACTAGG
CAGAAAAAGCAGCTTTCCAAACTCTGGAGGAGTTTTCCTTTGTCTCTAATCAGTTGCAAG
TGTACAGGGGACTGAGGGCGGCAGTATTCCAGTTCATCGGATCCAAGCTTGTTCGACAGA
ACCTAAAGGGAGCGATGGAAACGCACAGACAGGAAAGATGTTTTTTTAAGTGCAGGGGCT
TTTTTCCAACTGTGTGTGTGCCTGATTGTCCCAAAGGCATTTAGTAAGTTTGTAGTCAGA
GAAGGAGTGTGCTTGGTGTGCCTGCAGACACAGACGCCCTGCATTTCTGATCCACGACTG
CTACAGTGTCTTGGGAGCCTCTCCTGTGGCTTGTTTTGCCTTCCACAGAGCCTGCTGTGA
TGCTGGGAATATATAAATACGAGGGGGGGGGGGG



>BJ016418 ID   BJ016418   standard; mRNA; EST; 735 BP.
ACTTTATTTATAAAGCCTTTTNTATAAAATTAACACAAAGTGCTTTACATTAAAGGACAA
CAAAATATAAAAACAAGCATGACGATTAAAAATAAACAAGCAATGTCATATAGATGTCAT
ATAAATAGAATGACTTTATTTTTTTAAACAGAATGTTTCTTTCTCATATTTTAAATTCAT
TATATAGGAGTCAAATATATGATAAACAAGTAACAGAAGTGCTTCATTTTCCTTCAATGT
GGACATCAAAGCCCAGTAACGTGTCACATGTCGGAATACATTCTCCTCAGTCGGAATCTG
ACCTGCAGGTCTCCTTCTGGGTGCAGCATCCCGTAACCATAGCGACTGGGATTTACTGGA
GGAAGTTTAGCCTCCGGATCACAAAGCTCCAGGTCAAGATGGGTCAAGAGCAAGAACACA
GATTGCTTAATAGCCTTAACAGCAAACTCCTTCCCAACACAGCTGCTCCTTCCTGCACCC
CAGGGAAGTGTGTGGTATTTCACTTCTTTTCCATTCTTATAAAATGTATCCTTTACTGTG
TGGTCTTCATTTAGGAAACGATTATATTTGAAACACTGCGGTTCCGGGTGTATCTGAGGG
TCCATCTGAGGACTGAGCAGGGGAAACAGACAAACTCTGTCCCCACGTCTGAGGAGATAC
TCCTGCCCGTTGGCCATCACCAGGACCTTGTCCTGCACCACTTCTCTTCTGATCATTACT
GCAGACGTTAGCCGG
>BJ016428 ID   BJ016428   standard; mRNA; EST; 553 BP.
CTGTAACTTTATTTTNGTTTGAATTTGTACACGTCACTGAAGACACAAATCGTGTTTACA
AAAGACCATTTCTCATTAAGTCTAAGAAGTTAGAACTAGGAAATTGGTGCGACACAAAAC
ACCAGAGGGTTGGAGTTTAGCCCACACAGGAACATCATTAACGGGGTTTAAGAACTCCCA
AAAGGGTGACCCCCCCCCCTGAATGTTCCTNTAAAAGCCGAGCACACAGTCTGTGTGAGC
AAATTCACTTGAGAAGAAACATGCTGCGACACGAATGACAGGGAGAGCGGCACACNCTGT
GCAGGGAAATGTGCCGGATNTCCTGCATGCAGCGCANACTGCANACAACAAGACAGGATC
CTNTACATTNTGGCTAAAAAGGNGGCTGGATTTCCACATGAATTTAAGGCAGCTTTACAC
AGTTCATTGTTAAAAATAAAACTATTAGACAACAGCAGCAAAGTGCTTCAGTGCCCCANA
GGCTGACAGGATCCTGATGCCCTNAACACCTTCAGCAGGTAAAAATGTGCGTCCTCCGTG
GTGGGGGTNAGGG
>BJ016442 ID   BJ016442   standard; mRNA; EST; 712 BP.
AATGATGTACACATCAGTTGTTATAAAACTTGAAGTCTCTTGGTGACTGTGCCTGCTAAC
AGGAAAGGCATGTTAAACTTCAAGAAGATTCTGTCTTACTCAGCAGTTTTAAGACATGTT
TTTAAAACTTGTGACTCAGTCTTAGGGACAAGAAAAAAATAAAAACAAAAATCGGGTATT
TCAGATCCTTGGAAAACTGTAGTCACATAAGACTTTTAAGGCTTATTTTCCTAAAAGTTT
AGCCTTGATTTCTGCATCTACATGCATCCATGAAGCATCTGTTTGCCTTATTTTGCCAAT
CTGGTTATCAAATGCGTTTATATGCCACTGTGGAAGGGGAAAAAGCTTTGGTGGAGATTT
AGCCATTTGTCCACAAAAAAATCCAAACAACACACAGACAAACACACCTCTAAAAGGGTC
CCTGGCATTGTGACATTTACGTTTAATTTAAATCTGTGAGGGATTACAGCCCTCCCGTTA
GGAAGTCAGAGATGAAGAAAAAAAACACTTATCGCGTCCATTAGTTTTAAACATTTAAAC
GCACCACTGATGGAGGGATAGAGGGATGGGAGTGCAGCACTGGTAATGTGTAGTGAGAAC
TACTTGGCACAGCGCAAGTCTGTCCTAGATTAAACAGCCGCTCTAATCCCCCATTTCTGC
CTCTGAATTGGGTTTCCCTCAATCTCAGTCTTTCCATCCCTGTGTGAGAAAA
>BJ016445 ID   BJ016445   standard; mRNA; EST; 868 BP.
CTGCTCTTCTGCTCCTGCAGGTGTTCCTTCAACCTTCAGGAGGTGATCACCTCAACACAG
ACCTGTCCAGCTGACAACAGGACAAGAAATGAGGACAATAAATTAATGACAAAACTCTAA
AAGAAGACAAAACTGCTTTTCAAGTTCCTCCAGAAGTCCAGATGTTCTGGTCTTCCACAG
AGGGTCACATGGTCTCCTCTGACCCTGCTGGGTTCTGGTCTGAGGGTCACATGGTTTCCT
CTGACCCTGCTGGGTTCTGGTCTGAGGGTCACATGGTCTCCTCTGACCCGCTGGGTTCTG
GTCTGAGAGTCACATGGTCTCCTCTGACCCGCTGGGTTCTGGTCTGAGAGTCACATGGTC
TCCTCTGACCCGCTGGGTTCTGGTCTGAGGGTCACATGGTCTCCTCTGACCCTGCTGGGT
TCTGGTCTGAGGGTCACATGGTCTCCTCTGACCCCGTGAGTTCTGGTCTGAGGGTCACAT
GGTCTCCTCTGACCCCGTGGGTTCTGGTCTGAGGGTCACATGGTCTCCTCTAACCCAGCC
GGGTTCTGGTCTGAGGGTCACATGGTTTCCTCTGAGCCTGCTGGGTTCTGGTCTGAGGGT
CACATGGTCTCCTCTGACCCGCTGGGTTCTGGTCTGAGGGTCACATGGTCTCCTCTGACC
CTGCTGGGNTCTGGTCTGAGGGTCAAATGGTCTCCTCTGACCCCCGTGAGTTCTGGTCTG
ANGGGCACATGGTCTCCTTTGACCCTGCTGGGNTCTGGTCTGANGGGTCACATGGTCTCC
TNTAACCAANCCGGGTTCTGGTCTGAGGGTCACATGGNTTCCTTTGAACCTGCTGGGTTC
TGGTCTGANGGTCACATGGGCTTCTNTA
>BJ016446 ID   BJ016446   standard; mRNA; EST; 700 BP.
TTTCCCCGTGACTTTTATTCTCTTAACAATAAATACAAATGTTTTTTCTTTGTATATTGC
ATGTGGTCATCAGTATAAACAAAGCTTTGTAAAATCTTCACATTTAAATCATGAAAAACA
AACAAACACCCAAATCCAGAGATCATTTTACACTGTGGCACCACAGGGAGTATGTTTTTC
TTTCCCCTTTCTGTCTTCACTTCAACAGCTCTGTCAGAGCCTTCAATCCCTTTTGTCTGC
ATATGCATCAGTTCCTAAGACAAAACACGGGCCTCGCTGCAGGAGTCCAGCATCCCAGTA
GCAACAACTTGCTTAACTAAAACTAGTTCAATAACCTAACAGAGAGTCATGACACTCAAA
ACAAAGGGCTGCTAGTTGTTTTTTTAAAGCTTCACTCTTTAAAGCGGGTGATGGGTTTCA
CATTTCTCAGAACACGGGGCATCTGTTACACATAAGTGTTTGTCGCTCTGCTTTACATAT
GGCTCTAATCATGATTTGAGCGCCTAAGCTGGACAAAAAAATTCATTGGCAGTCATCAGC



ACTAATCACTGTTGACTTAAACTACCTTTTCACGTAGTCATAAAACACATCACTCTCTGT
GCTGATTGTAAATACAGGTTTACTGTTGGTGGTGGGTCTTGATGTGGTGCTAAAGGTCTA
ATGAAGAGTGTAAATTAGCAGCAAAGCTAGATGTCTTTCT
>BJ016449 ID   BJ016449   standard; mRNA; EST; 730 BP.
TTTATTTAAGATCCTTTTGAAATTTGTATTAAATTGACTTTTGGGAAACCAAAAATTAAT
TTACAAAAACTGGGGGAAAAAAATTAAGAAAAATTGTAAAGACCTTATTTGGGTTTCATT
TTCATGTTAAAACTCTGTAAAACCTTAAAACAGACAGAGGCATGTTCTCCTCTTATTACA
GTAGGTCGGCTGTTTTCTTGAAAGACTTGTAAAAATGATCCACATTCAAGAGAATGAATA
CAAGAAAGCAGAACGCTTTAATTTTTGGAACATGATCGGTTTCTATTCCATTAGTGCCTT
TACAAAAAAAGGCATTTTCCTCAGAGCTTTGCTGTAAACAATAAACAAAAATAGTTGCTA
TTATATGGAAAGAGCTCTTAAAAAGGGAATTGGTGAGGGTTCAATAGAATTAAACAGTCC
TGCAGTTGAGTGGGATCATTTTACAAAAAACTGTTCATAAGAAAAACTTCCATCTGCAAT
ATTTCCTATTTTTCACACTTCTAAAATAAAAAAGTACAAGTTTTGTTCTTTTGAAACAAC
TTTTGCTGCAACTACAATTGTGCTTTTGAACACACACACACACACGCACACACATACACA
CAGTCCAGCTGTAATGCTCAAGAAAAAAAACAAACAATCACATTTAGTTTGTCATCTGCA
GTCATCTTTGCATGAAGCTTCTTCTTAACAGGTGTTCCGTGTTCAGACCCAATCTTTGAG
TCTGCACGTG
>BJ016526 ID   BJ016526   standard; mRNA; EST; 642 BP.
AGCTGCCATAAATCTTNTATCAGCTTGATACCGGTTAGTTAAGGCATGAAATGTGAAGGC
AGATGTAGTAACACTGAATTCCTGAAAGTACAAGCAGAATCCAGAGGAAGCACAGTGACA
TTTTGAGAAAACACAGAAAAGCGTCACTTTGTGGTTTATGTTCAGAAATGCAACTGACCA
TGAAAATAAAGAAGTTACATTAGAATTAGTCTATGACAAAACTAATACAAACATATTCAC
GTCTGCTTAATGGAGCGCCCTTTGGGGGAGAGGAGAAAATAGAGTTAAAGTGACAAAGTT
TCTTCGAATCACAATAAGACGGCAGGAACGTGGCCGATCCCCGCAGATCAAAACAACAAA
CTACAATCCACAGCAGCGTCAGCGTGCTTGTTCTCATGGATCCTTCATTAAATATCTAAG
AGTTAAATTCATAGCATTTAAAATAAAAGAAATTCTCCTTTTTATTAAGAACTTGAACAG
AATGGAAATGCCAAATGTTTTTGAGGAGCTCCTCCTGGGATGACAGAAATTAAAAGTTAT
AAAAATATATCCAGCTAAAATGCTGCTTCAGTTCCCCTCAGAGATCAGAGATAATTAGCA
GGAATAAAGGGATGCGGAGCTCAGTAAGCTTGCATTTATACC
>BJ016528 ID   BJ016528   standard; mRNA; EST; 634 BP.
CAATCGCATACATACAGTAGATGGCAGCTCTGTTGAAGGTCACAGCCTGAATATAACGAA
ACAAAGAAAATATAAAACAGCTGCACTTGAATTTTTTTTAAAAGGTAATCAAAGAACACA
TCACACATCTAAACGTACATCTGCAGATGACAGTAAAGAGCTACAGTAGATGGCTACAAA
ATGTTATAAGTTCATAAATATAGTTTGAATACATTTGCATTAGAGCTAAATTTATATCCT
TTATTTTAAACTTACAGAGTACGTAGTATGAAAAATATCTTTCTAACCCCAAGTGCACAG
CAGTTTGGTCTTTGATTTCAAATTACAAGATGAGAGGAGCTCTGCTGATCCAAAAACGGG
GGAAAAAACATGAACGCGTCAAACTGCAGAGGAACACAGGTAATGTTAAAAAAAAATACA
TGTATAAATTATTACATTCAAACCAGTCTGAATATAAAAATGCCAACAAAAGATCTACAA
AATATGGTATTACAAAAAACAAGTATTTTCCGTTTCTTCTTTGTCTCGTCTTTTTATAAT
GCTACTGAAACGGATTATAAAATGCTGAAACATAAAAAAAAACAAACACACAATACAAAT
AAATCATTAAAACTGAAGGGAATCTGTAATTTTT
>BJ016532 ID   BJ016532   standard; mRNA; EST; 471 BP.
GTATTTATTCCCCGCCCTNAGTGAACTCGACGGCTCCTTCTTNGGTTTTACAAGTGTTTT
CACAAAGAAAAGTTTTACTCAACAAAGCTTATCATGGTTGTTCTTATTAGTACTAGTAAT
AAGTGTAATTAAACAGGTTTAATTTGAACAGATTGTTATACACAAGTTATACATACAGTT
CAAAGCACCGCAGGGTAACGCTCAGAATTACAGCAAAGTCTCTGTTCTCTCTACCCTTCT
GCAGGAATTAGACCGCACCAGAAGGGAACAGAGTGTGATTGTTGGCCTCTCGCTGGTTTA
TTGCACAACATGAACCAACAGAGGAGCTGAAGATTTATTTCAGTGCAGAAAACTCCTCCT
CACTCGACATATTGAGGACAGGAGTCTGTAGCGTCAGGTGGTAATTTCAGAGGATTACCC
CGCCGTGGCCTCGGTTTTCCCACAACAAGGGGATACACGTCATCTTGCAAA
>BJ016570 ID   BJ016570   standard; mRNA; EST; 588 BP.
TTTTGTCTCTCTAAGCCAAGCAAAGAAAAAAACAAACTGAAATAAAAATCTAAAAGAGAA
AACCAACAAGTATAGAAATGGATTAATATCAATCAATAACACCCTTATGATAAAAACGTG
ACCTTTGCACTAATCGGTGATCTACATCTGATCCACGTTGTCGCCACTATTGCTGCTGTC
GTTGATCCTCACAGTCCTGATCGTGTCAGAGGTTCGAGTCCAGTTGGGTGTGATTCAGCA
GGACGTCAGGTGGGTCGTCCGCCGGCGTGTCGGAGCCAAAGAACGGCCCCGCCTCCAACT
CCAGGAGGGACGGCAGGTCAGCGACCCCGTCCTCCAAACTCACCGCTTCAGGCACCTGGA
CAGGTGTGGCGGTGTACTGCACCAGCTGTTTCCCTGTGTCCCCTTCGCTCGCTTTGGGGG
CTTCGTCAGAAAGCAGAGTGTCCAAACTGTCCAGATCAAAGTCTCCAGTGGATCCAGAGG
AGCTGAAGAACTCCATGAGTGGAGAGGTGTCGAAGGTGAAGGTCTGAGCGTTTAAAATGG
TCTGAAGGTTGTCCAAAGTGTTGTCAATATTGTCGACGTGATCAGAAA
>BJ016572 ID   BJ016572   standard; mRNA; EST; 433 BP.
ATGAAGCCCTTTAAAGACTNCTATGATGAAAATTGCACTTTTGGTGTTTTACATTTTTTG
TGACATTTTTCTGATGATGGAGAACACGTATAAAGAAAATTCAGCTAAAAATTGCATTTC



TGAGTATTTCTTTATTCAGATCGTTTTCGTCTCCCGGGTTGGCATCTGGCTTAAAACTGT
ACTGCTGGATAACTCAGATATTGCTTGCCGTTTTGTTGCACTGGTATTGTTAGGTTGTGA
GTATGAGAGGCTGTAAGCTAGTGGGAGAGCATGTAAACAGAGAGCTCTCAGCAACGGGGA
GCTGTCTCACCCACAACTCGGAGGCGAATATCTAATTAACTCCTGCTGCTCTACAGAAAC
AATGTTGTAGAAAATGACAGTTATTTTCGTTTTTTTTTTTTTTNNCNTAAAANCCNCAAA
AAATTTTTNAAAA
>BJ016579 ID   BJ016579   standard; mRNA; EST; 214 BP.
AAAAAACAGATTTCCTTTGCCACCAGAGGCCGACTGAGCCTCATTTCTGACCAGTGAGGG
ACTCTGGGAAATGTAGGCTTGGTATGCACGAGAAGACAGCCACGAGCTGGCTTCTCGCTG
GAAAAAGTCACACAGCTTTACACAGTAGTCAGGTTGGGTGCAGACATTAAAGCTGCAGCA
AACCAATAGTTATTGGGCAAAAAAAAAAAACTGT
>BJ016604 ID   BJ016604   standard; mRNA; EST; 530 BP.
TTCTTTAGTTTTACCTCCCAGTNCATAAACGTGTCGTATTATTTTATTGTTCAAGTTCAA
AAGAGAGAAAGTTCACGAACAGACATAGTAAACGTGAAACCGATCCTACAGCGGCGTGCA
CAGCGGCGTGCACAGCGGCGTGCACAGCGGCGTGCACAGGGGCGTGCACAGCGGCGTGGG
TGAGCGAGCGTTTCATTTTGACAGTAGTCTGACTCCATCTGTCAGTCTTCCCCCACTAAT
CCATCAAAGTCCTCGTCTTCTGTGTCTGAACCGAACTGCCGGGCCTCCTCGCCGTCCAGC
ACGCCGTCTTCCCTCTCATCCGTGTCGGAGTCGCTGCCAGGCGTCTGTTCGGCGGCGAAG
CCGGCTTTGGCGAAGGCTCGAGCGACGGTGACAGCAGAGACCTGCGCCCAGGCGTTCTGC
ACCCACTCACAGATGGCGGCGTGACTCGCCCGCCGCTGCCACCCGCTGTGTTCGCCGTCC
GTCACCCATCGCTCCCACGCCGCTCGCAGCTTNCCCTTGAACGCTCTGGC
>BJ016612 ID   BJ016612   standard; mRNA; EST; 505 BP.
GATGTCTATAAGGNCTGCTGTGACAGAAGAAAAAGATAAATGAGGTTCAAGTGCGAATGC
GGTTGTAGCCATTATTTAATGCTCCCTCCCGTTTTTTACCTCAACTCCATGACACTGGTC
ACATTCCCAGAGGGGAAGATCCTCCTGATGTAGTTGAAGTCCCCGACAAAAATGCTGCCA
TCTGCTCCACACGCAAGAGCAAGGGGCGCCAGCAGCTTGTTGCCCTCCGCCTGGCCGTTA
CAGCTGGGGCAGGAAATGCTGCGGCGGCGGCCGTTTCCCATAATGCTGCTGATGACAGGA
GGTAGCAGGGATACAAAGATATTTTCACCGTTGCCCTTATACAAGATACCGCTTTGCACA
TCCAGGATGTGATGTTTGTCCAACGTCCATCCTCCCATGTTGGACGCGTCCATCTCGTAG
CCTTGTAAGATGGCCGTCCTCTTCTCCCACAAGATGAGGTCAAGGCAGGACTCGTATTCA
AACCCCACCGACACAACTGCCTCAG
>BJ016627 ID   BJ016627   standard; mRNA; EST; 467 BP.
TCTGACATCACAGATCTTTGCCGTCGACACAAATGGGGTCAATTAAATGAATACTGTGGT
AAAACTGAAACAGAACCAATAGCTATCACCGCCACATCTGTTAAATTTTAACTGCAGGAT
GTCCATTCCCTTATTTGCTGATCATTTGGTCTATAAAGAAGAGCTCAAACAGGACCTGCA
TTGACGATGGGATTTTTAAATGACATTGCCCTGGAGACGATGGTGCACAAGACACCGAAC
AACGACAAAGATGTAACCTAAGAGAAAGAACTGTCATCCTTGATTTTTATTTTAGCTGGA
GGAACAACCAATACATTAAGCCTTCCCTCTGTTCATATAGAGTGCTGTCATTTTATTAAA
AGACCACTGGGAACAATGTTAAAATAGATCCAAACATGGTAAAAGTGGGACTTTAAATCC
ACTCAGCAGTTTCCAGTGATAAACTGGATTAACTTGTCTTAATAACA
>BJ016633 ID   BJ016633   standard; mRNA; EST; 411 BP.
GTTTTTCATAATTTGTTTTCTTTTTTCTCCCCTATAGCATAAAGAGCAGGAAAAACTTTG
TTTACCTTATTTAGATTTTTGGGGCATGGGGGGAAAAAAAAAAATNAACAAACTGACTCA
AAGTTTTGTCCTGCAGGCAGACGGNGGAGAAATGAATAAATAGGATCAATCTGTTTCTTA
NATCAGGGGGACGCTGGCGGATCCTTTCACCTCAGATCAAGAAACAAGGNGAAAAACTGT
TTTGAATTTTAAAGTTCTTGTTGAANACTCANACAAAAAATAGTGTTGACTTTGCCTNTN
AGCTTTCGGGTGGTGGGGGTTGCGCTCTGCGCACAGCCTTAACCAAAGCCTGCTGGATTA
CTGGGTACAGTTTGTAACATCCCTCAATGCAGGTCCGAATCCCTGCCGTCA
>BJ016660 ID   BJ016660   standard; mRNA; EST; 313 BP.
TATACAGNCAGGNAGTCATNCAACGNCAGTTTTTTTNCAGTATTNCAAGTTAGTTTTGTT
TCTATCAATTCTAGTATCTCATTTGACCTTCAAACATCATGGNAAGTGAGACAGATTTTA
GGTTGGAAAAAATGTCTTTCTTGCTTTATTTTGCTTGTTTTTACAGCTCCATTTAAATGA
GATTCAAGTTTGTTTTGTTTAGAAAGCTAGAAGAAGGGGTCTGAACCTGAGGCTCCGGAG
CCACATGTGGTTCTCTGGTTAAAGAAAAATACTAAGCTTTTTACATTTTAACAAGTNACT
AAAGTGAAAANTG
>BJ016678 ID   BJ016678   standard; mRNA; EST; 714 BP.
GTTCTTTAATTCCTNCGTCTAAAAGTAAACTCCACAGTGACACTGACACAGGTCCATCTT
TGTAATAAACAGCTGAAACCATGCACGCACACACGCACATGCACACCAGCTGACACGAAC
CGGTCTAGAACATTCGAGCATCAAGTAAAACCAGGGAGGAGCATCAAGATCCATCATCTG
CTGCACTGTCCTGCTTCCTGACCCCAGGTTTTCAGGGAAACGAGGCACCTGAGTTCACCT
ACGCCGCAGGAAATACAGGTGAGAATAAAAGAGTTTTCCCTCCACATCATTGTTACTGAC
GGGTCCAATTACTCTGCATAATTTAGAACGGAAGAGATTTCAGTGGAGGCTTTTTTGAAG
GAACACAGTGTGGGAGGGGATTTCTTGACAACCCGAGCTGCGCAGCTGCAAAGGGTTTTA
AATCCAGAACGGAAGCCCCTCCCATCGGGCTGAAGCTCCGCCTTCAGGAGTCCCCAGCAG



CTCGACTCCGTGAGATCCAGGTGGAATCTAAGCCGGTTTCACTGCTCTGCTTGAGCAAAC
CTACCAAAATGATTGGAACTCCTTAATCTCATCAGGATGAAGAACTTTGGACCAGCAGGT
TTGAATCAAAGGTATCAATTGTAAACAGTCTCTTCACGTCCAAACTCTCAAAAAGGAACC
AGAACTTTGTTCTTGCTGGCTGATAATTTAGATCAGTGTATCCCTGCTCGTCCA
>BJ016688 ID   BJ016688   standard; mRNA; EST; 529 BP.
ATTTAATTTTATTGATGTTTTNACTCTTATACATAGATGCTTATGAGGTACAGACAGGGA
GAAAAAAAACCCAAACAAAGTGCTGAGACAAGGCTCCAAAATTCACCATAGCTGAACTCC
AGAAGTGAAAAAAGCAACATTCACTGCTAAGATGACGGTGCCACAGCAGAGAACAGTGAT
TAAACAAATGTGTGGATGTGTGCACACCACTGCCATGGGTGCACCCATTCAAAAACAAAT
AATTCAAAACCCAATCAGGGTTATCGATTGGTGGTCTGTGCTGAAACAATTGGCATTTCT
CTCGAGACAAAAAGTCCATCATAAATACATCTATTTGAGGCTTCTTCAGAAGGTTGTGTT
ACATTCACAGCATGGTAGAACAGGGGGCCTTCTTCCTGACCGTGGGAATTTAGGAGATTT
TCCCTGAGTGCTGGTAAAGCAGGGCATGCTATTCAATTACAGTACAAGATCCAGAGCTAC
AGTGTTACGTCGCATGGCTTACGGGACAAAAAGAGAGCACCAAGCTAGC
>BJ016703 ID   BJ016703   standard; mRNA; EST; 621 BP.
AATAACTTTATTAGTACATGCATTTAAAACCGACACATGCTAAGCAATATTTAGGGCAAA
AACTAACAAAATCTGCATCAATACTTCACTTGAATGAGTGAAATCAGCAACATTAAATAC
TTTCATTCAAACTATCACACGTGGATAAGAAATTTGAAAGTGTCAAATGTGCAGGTTTGA
TGCTTTTAAAGAAAATAACTTTTCATGTCTACTAACACCACTGAGAATGCAAATAAAATG
TACTAAATAAAAGGTGCAGCTGATGGATGAAGAAACTGTAAATGCAATGTCTGAGTATGT
GTTTTTAAAGAGTGCACACAGTTTTCACACAGATTCGCTTTGGACCAGAACACACCTTGA
TTTTAGGCATACACAGTAATATATTGGGGTTCCATGTTGCCAAAGTAGGATTTTTCCCAC
TCGCTCATGAGGTCAAAGTGGAGAGGGCGGTCACAGAAGGTACAGGCGGCTGTGGCAGGA
CTGTTGAGGGGAAGACCTGCCTCCTGCCACACCTCCACCAGTTTCCCCACAAAGTACTCC
ATCATGTCAGGCTCGTGGTGCGGTGATGGAGCCAAGCGCAGCAGCTCCTCACCACGAGGC
ACAGTGGGATAGTTTGATGGC
>BJ016705 ID   BJ016705   standard; mRNA; EST; 656 BP.
GAAAATTAATAAATAAATGTTAAGCTCTCAGTCATGCTTTTTATTCAGAAATGAACATCC
AAACATCAAGTGTCTCCAAAGTTTCACCGTCTGTCTAACATAAAAGTATTTAATCTTTTG
TAATGTCATTGTTTTCCTTCCACTTTAACTTTCCTGGAAGGAAAACAATTAGAAAGCAAC
ACCAGTGAACTGCAGCAATTGTATTTATTGACTTGTGAGTCTGGCTCCTCTGAGCTCAAA
AATCTAAACATTATCCCAAATATCTTACGCACACTTAAAATATGTGTTAGAGGGCTAAAG
GCACTTTTAGCAACACATTATGGCAGAACATTAACTTGAACTAAGTCAATAAAAAGCCAT
TCATTCAGTCAGTAGTGCCAAAGTTTGCGCAACCCATTACCACGCGGCAAGAATCTCTAA
TTCATTCAGATAATGGTGTTTAATGTCCCCATCATGGGAAGAGACAAACATAATATTAAG
ACTAGTGTTTTGCTTGTATGTTCTTGGATGAAATTTCAACCAGTCAAGTCCAACTCTTTG
GTCCATTCATTCTTCATGACATCCGTGTACAAATCTGATGATCCCACTGAAAGGACCTTT
TCAGTGCAACCCTTTATAGCAGCTTCTGATGGAGGATCTCCCAAATCATTAATTTC
>BJ016706 ID   BJ016706   standard; mRNA; EST; 416 BP.
AGAGATATATTTACAGCATTTCAATGTTGGGAACATGGATATTTAAACACAGAATTTTCT
CTTTTTTTTTCTAAAAAAAAGTTCCGTATTTGAGTCTAAAAGCAGCAAGTTTCTCACAAG
TAAAGCTTCTTCATCATCAGTCTGAATAAAATGTCCTGAGGTTTTTTTTTCCAAAAACAA
CCAAAACAAAAAGGTGCTGCTGCTGCTTGAGGATCCGAGTGTCGTGATGGAACCGAAGAA
CAAACCCAACAGAACCTTCATCGTTTCTCTGAAGGCTTTCGTGGAANANACCTGCAGCAN
AATTGTCTGAGGAAAGCCATCAGTCTGGANATTAGCAGGAGGTTCTCAGGCAGAGGAGAG
TCCAAACAGAGGGGAGGGAGTGTTCTGATGATGGGGATGTTNTGGAGGAACCTCAC
>BJ016719 ID   BJ016719   standard; mRNA; EST; 657 BP.
TCCCTAACAAAAGTTCTAAGACAGAATTAAAACAGATCTGGGTCCTCATTTTAGAAGGCC
TTCAAAACGCAAGAAGTTACAGGCGTTTTACATGAAAGGCCACAAGAGAGAAGAAGACAA
TAAAATTATGCTCTGCTCAGACTTTTAAAGACAATTCGGATTTCCTCCTCCCATGGAAAA
CATGACGTCGAATCTCCACCCTGGAACACTTGGATTGGGTGACTGATGATCCGCCTTCGT
CCATCAGCCAATAGTCGACGGTCACTCTCCGGACCCAATCCATCTCCCCAGGGGATGACT
TCAAAGGTACGCCTGGTGCTGTGATAAACTCAGACTCTTCCTGTCCGTAACAAATCAGAT
TGACAGCAAGAAATCCATGGAGAGCCTAGGTTAAAGATCAACCTTTTTGTTCTTCCCTGG
AACCGGACATCTACAGAAGTTCTCACAGCTATAATCTATTCCTCGTGGTTTAGATTAGAG
TGCTGGCTCCATTTCTGCTGGCCAGTGCCCGAGAGGTCAGCATCCCCCTCCTCTGTAGGG
GAATGAGTGACAGCTGCTGTCCATAGGTCACATCTCAGGAATGTGAGGTCAGGATGCACA
AAGTTAAAGCACACACTTAAGCTATGGAATAAACTTCAAGTGATATATGTAAAACAG
>BJ016728 ID   BJ016728   standard; mRNA; EST; 584 BP.
AGTCTGGGACTGTGAGGCTCCCCTGGNGTGCAGGAACTGCTTTCTGGGTCTACTTGGTCA
CACAGCAGGGCTCTGGGGTTGACAGACCGACCACAGGAACCGGATTTGTGGGGAGCAGCT
GGGGAGGACGAGGCTCACTGATTGGATGGGAGCAGGCCCTGCCTTTGGGCGTGCTCCAAG
ATGGCGTTGTAGCAGAAGTAGTACTGGTCCGGGGTTTGGATGCTGAAGGCCCTCTGCGTT
CTCATGCGCCGCACTGTCTGGCACACGTTCAGGGTGCCCCACGTCCTGCAGCTGGGACAG



ACAGATGTCCAGCGCGCAGAAGGTCCCTGTTCTCCCAATCCCTGCACTGCAGTGCACCAC
CATGGGGGGTCCCAGAGGGTGTCCCATCCACTGAGAGCTCACAGCCCTCACCATTTTCCT
CTGTTGTCTTTTCACAGCTCCCAGGAAGTCGATGAGAGTCACCGCAGAGGTGGGGACGCC
GTAGTCCGGCCAGCTGAGGTACTGGAAGTGACTCACCTGTCTCTGTTCACACGTCTCTGT
GTTGTGCAGCTCAAGGGTGGTGTGGTTGTAGTGCGTGTGGTGGT
>BJ016731 ID   BJ016731   standard; mRNA; EST; 506 BP.
AGCTCCTGTGTGCTGCGTGACCAACATGTCTTTTATTGTGAAATCCATTTCNGGAGCTGA
GCTCCACAGTATTTACAGTCCAGAAATAAAACGTCTTATTTGGTCCACATGGTGCTGAAC
AGCTGATGAACAAAACAGGAAGTTGTGAAAGGACCTGACCTTTACCTGTACAAACCGCTC
GCCTACACTTCCATCCAAACACCTGAACTAGACGGGACGTCAGACGCGGTTCGGTACAGC
GGCGTGCGTCTACAGAGCGTCAGGGCTCGTTGCCGTTGACGGTCTGGTGCTGCTCCATCC
GACTCCTGCGCAGCATCTCCATGTGTTTGGCCCTCAGCCAGCCGTCTCTGGACAGATGGT
TCTGTCCCAGGCTCAGACACAGAAGCCTCGCTACGACCAGCATCCGGTGGAGGTCGTCAG
CGGAAACGCCCTGAGGGTCGTCTTTCCTCATCTCCACAAAGTCCTCTTCAACATACTTGG
TCATTTGGTCAGAGATGCTGTAGTCC
>BJ016778 ID   BJ016778   standard; mRNA; EST; 566 BP.
ACATTAAAAGCACACAAAAAAAACAGGACTTCCTCATAATAACTGTTTATAAACCACTTT
AGACCTCTAGGTTGTTGCTTTAAAGTATATGAGAGCCCAGTTGACATATTTTAATAAATT
CCTACTAATCAAAGGAGAACCAAAAAACATAAAGAGAACATTTGTTCATTTTAACTTCCA
TTCTTTAGATACACTTAAAAATGACACTGAAATTCCTGTTTGTTCATTGATCGTCAACTC
TTCTGGTTTGAAGTGTGTTGGATGCTTTTTGCCACCAGGTGGCGGTCAAAACAATCAAAT
GACAAACAGACTGGTTTGGGTTTAAACCAGATTGTGATAGTTTCATTCTGAGCAAAGCAA
GAGCAATGAGAGAAAGGCTAATTAAACTTAACATTTGTAGGTCTACAGATGCATTTGATG
CCTTACCTGTAACAGAAACTAGCATTAGAAAATTCTCAAATGCTGCCTTGCATTTAAGGA
ATACTGAAACTTTGTCAAAGCCCCAAAAACAACATTTACACTGCATTTAAATTCACTAAA
GTAACACTACATGTTAAGGGAATCAA
>BJ016779 ID   BJ016779   standard; mRNA; EST; 237 BP.
AAAATGAATATATATGNTATCCATAGGATGTATCTCATTTTGTATAATTAGTCATGACTT
GATTGGAAAAAAAGAAAAGCAATAAAGGATACACTTCCATATAAACATGCACATGTAAAT
TATGCCTTGATAATTGCACTTAATNACAAATAAACATGTTATTTTTTACATTNANNACAG
GACATATNGAATCAATAAAGTTTTGAAGTTGATCCAAAAAATCTTGCTTGGAAAGAT
>BJ016794 ID   BJ016794   standard; mRNA; EST; 652 BP.
GGAAACAAAATATCTGCTCTGAAAAATAATTATTCTGATTTTATGTTGTTTTTTTTACAA
GAAAGTAAAAAAACAGAATTATAGTGGATTTAATTATTGCTGTCCTTATCGGAAACTGCT
TCCATCCGTCACTAATTCTAGCTACGTCTTTTGTAGCCCTAATGTGGGAACACGAACCCC
AAACTCTAGTAATTAGTAAAATACTAGTAAGAAACATTAGTAATAAAATGACAACAAAAA
TGACAGAAAACGTATCCAAAATGAAACCTACACCAACAGTGTTGTAGTAAACTAAAGCAG
ATAATGCTAAATGCTAAAGCTAGCTGAAGATCAAGTTAGCTAACTGGGAAACTGCTGTTG
TGTTTTTTGCATAGAAGCTACAATCTTCAGAAAGATTCCTGAGGTAGTTAGTAACAAAAG
TAATCACTCCCTCAAAACCAAAGTAACTGCATTACATTTATTTTATTTTATAAATAAAAC
TAATGTTTTATTCCTGTAACTGTCTTTATGGTTGTTTTGTAAGGCGACTTTCGGGGCCCA
GAAAGCTGCCACATAAATACTATTTACTACCATCATTACATTTTCTTACTAAAACGCTGC
TAGCTAAACCCGCAGCATGTGTCCATGTGGCATGCGCTGTTGTCATTGACAA
>BJ016809 ID   BJ016809   standard; mRNA; EST; 245 BP.
ATGTTCTCTAACCTCCTGTACCTAAAGTTGAACACTAAAAGGTGCGTTTTATCCAAAAAG
CAGACTGTATCTCACCTCAGATCAACCCTCTGATCTCAGAATGTCGGTGTTGAGGATGTG
GCGGACTTCAGCGACTGTTGGGCTTTCCTGTTGTTCTGAGTCTTCGCTGCCGGTTGTCGG
TTTAAAACCTGGACAGATTCTGATAGTGGGGGGGGGGGGNNAGTTTTTTAAANGGCCGAA
AANCC
>BJ016810 ID   BJ016810   standard; mRNA; EST; 414 BP.
AGAGAAGAAAAAAAAAAGATTNCAAAATNATCGGGCCCAACTGTTGTACTATAGAACATA
TAAATATAATATTACAAAATATTTGAAAGGTTGTTAAAAATGCAGCATCAGATTTGATTG
CTAAACCTAAAATCTATTTGGGGGTTTTCTAATAAATGCTTTTATTGTGAAATTCTGTTC
AGGCAGTTGATGTTTGGAGGCAAATACTTGAGCAAACATGCCATCTTAATGTGTTCTTTA
ACAGGTAATCTGAAAGAACCATACTGAAAATGAGTGCCAGAGCATGTTAACGTGAAAATA
CAGCATCGCAGTTTCATGACTGAGGGGCTGAGAAACACATCAAATTAAGATTCTTTTAAT
CAACATTACAGATTATTTGTATTTTATTGAAATGGAAAAGAAAAAAAAAAAAAC
>BJ016811 ID   BJ016811   standard; mRNA; EST; 150 BP.
AACTGNTGNCTATATTTGGTATCTGCAGCAGCANTCACACTGTTCCTTTGGGCCAAGACA
TGTTCTCATTCCACTCCGTNNCTGTNGGCTCACATTNGACCATGTTGGCAGTGATNTTCT
TTGATTTTTTAGCACTTTTTTTACACAGGC
>BJ016817 ID   BJ016817   standard; mRNA; EST; 320 BP.
GAAAAAAATTCAACANTACAACTTTGTCNACTGAACACAAACCAGATGCATTTTCCTGGC
GATTCCATCTGGGTTTCATTGAACCCCATTAGTACTACACTTTCAGTAAATAAGTTATCC



CAATTATATTAACAAATTCAAGCCCTCACCCTTGAATAGGTTTGAGTGTAGTCAAAACTT
CACTTAGTTCGGTCCATTAAGATCTGAAAGCGTAAATGATGCTAAATAGCTNATGGTGAG
GTANTGAGTCGGACATTNTCAACTTGCATCACCTNCACAACACACTTCTGTTGGAAACCT
AAAAGGGGACAACCATGTGC
>BJ016840 ID   BJ016840   standard; mRNA; EST; 555 BP.
TTGTTTATTGTTCGCACAACTTTATATAAATAAATAAAAAACATTGCATAAAATTCAGGA
GTACACAACATGAACTGATAGTCTGAACAGAGGCTGTGTTTGTGTTGTTAAAACAGCTGG
TATCTCAAACACACTTATTGCTTTCTTTTACAGAAACTATTGCACAGGGGAAAACACCTT
TTGGGTATTGCAGTCTTTGTTCCAAGCTGATGGTTCTGTTCATTTCTCTGCCTAGAAATT
GTTAAAAGAAAATATTACAATTGTATAAAAATGTTAAATATTTCAGTAAACATCCTGTAC
ATCACTGTTGGAAAAAAAAAACTCAGGCAATAAAACGCTTTAAACTTGAGGTTTCAAAAA
CTTACTTGCACAAAAGCACACCCAGGTTTGTGGGTCAATTTACATTTTAAAAACATCACA
TGAAACAATTGGAACGGTTATAGTAGCTGTGTTCCCTAGTCATAGATCAGGATTGTTTTC
AGATGCATTTGAAAAAACAGGCTTTTGTCATGCTTTCAGTTTCACCTGCCAACTTTAAAC
CAGAACTGAGTTCAA
>BJ016846 ID   BJ016846   standard; mRNA; EST; 535 BP.
ATTTTCTTTAATAAAACTGATTTTCTTTAACAGCGTGTGCAAACTGTAGTTGTGCAGACA
TCCTGTCCATGGCTGCTCTTCACTTTTCTCTCATTCCTGCTCTCACACATCTGTATGTGC
AAGTGCTCCACCTCCATCTTTCTGATCCTCCAGAAAAATGACAAATTACAGCCAGTCAGG
GTGACGGGCAGCGACACGCCTGCGGGAGACTAAACTGAGCATGTGCAGACGGAGTGTAAG
ACCATAACTGAGTGCAGAGTGAACTATTATAAAGCACAAACAGAACAAAATTGTTTTGTG
TTGATAGTGACCCACCAACAGAAGGTGCAACTCAGTTCACTTCTGCACTGAAACAGTCAG
CAGCAGAAGAAACACAACAGACTAAAGGCAATTTGACACCAAAGAGCTTAAAAATAAAGT
GTTCTTCTAGTGTCAAGAGTTCTTACATTTCTCATTCACAACAATAGTGTTTACCTGAAC
AGGACAGAGACCAAAACTCAGTCCAAATGGTCACTTCTTAGAGACTTTGTGATAC
>BJ016853 ID   BJ016853   standard; mRNA; EST; 151 BP.
GGTCCAANCNGAANTAANGGCCCAATANCTNTTACATTTNTTGTCCAGAAGCTGTTNTGG
AGAAGAGATTGNTNTCAAAANCATAGAAGGNCAGAGNGTTGCTTTANAAAACATCACCCT
TTTTTTTTTCTTCTTTNTTTNTTTTTAAATA
>BJ016871 ID   BJ016871   standard; mRNA; EST; 508 BP.
ATTTTATTAGCAGAGAGTCGTGCCAACTTGATTACACACAACAGTAAGTGCAAGTGACCG
TCTTCAGAGGAGAACTGCTGCCTCTGCTGGAGTTTTGTTTGTTAGCAGAATGGTAGTAAA
GCTTTCAAACGGAAGCAAATCGGAAAGTTTCCACTAACAAAGCACCACCACCAAACAAAT
ACGGTTCGTCAAAACCGATTTCGTGATCAAAAACTATTCTAAAGCTGGAATTGTTTCTAT
TATTAGTATGAATATTAGTGTCAACAGAAACCTGAAAGATGGCGTCTGGGAGGGGGGCGG
GGTTTAGATAACAGAGAACTGGATGCCATGTTTGTTGAGGCGGTTGATGAGGGTGGTTTT
AGAAAAAGCAGCTCCTGGGGTGTAAACTCCTCCTTTCTTGGGCAGAGCTGCAGGTTCGTT
GAGAATCGTTAGGGCAGACTGCACCATGGCGATGGGCGTGGCCACATAGCCAACCTCTGG
TCCCTGAACCAGTGTACCGGATCTTAGT
>BJ016879 ID   BJ016879   standard; mRNA; EST; 724 BP.
TATGTTTATTTTTAAGTTGTGAACATCACTCTTGGGTCCCTAAAATCCCAGAATGTGGCT
AATTAATGAAGTTTTCCTGTGCCGTTTTGACATAGATTATGAACATGTCAGGATTTGCTG
TGTCTTTGTGCGATCTCCATCCATCCAGTATGACTCTGTCTGCATCTCCCTGAGTCTGGA
TACGGTCCTCTGGAAGGCAAAGATCTCCTCCTCAGCAGTAAACAGCGTGAGGCGCTCTGC
TGCTTCCCCGCTGAGGCCAAGGTCATCCAGTAGCTGCCGATCCCTCTCGTCCTCCCCTCC
AGTGTGGACAAACAGTCGGTCTAAAGGAGCGGCTGCCAGCAGCACCACTCTCACCTTGCG
GTCGTAGAGGTTGTCTATGAGGGTGGTGAAGCGTCGGACTTGGTCCTTCAGCGATAAAGT
CAACGTGGGAACGTGGCGAATAAAAACAGTGTCGAAAAGCCGCGCTATCTCCAGGTAGTC
GACGGCACCCAGAGGTCTGCCACACAGCTCGTCAAAGGTGCAGTCAGCAACAGATCCACA
GGTCTTCTGCAGAGTCAAACGTCGGCCCAGCACAGTAATCACCCGCGGAGCCGTAACAGT
CTTTTGTCTTAATGTTAGCTCCTCAAACAGGGAATCCAGGTGGGCCTCTGCACCAGGCTC
TCCTGAGAGGTAGTAGAGTTTTCCAGCTGCAGGTTGATCCAAAGTCCTGTAATCAATCCC
TGAG
>BJ016881 ID   BJ016881   standard; mRNA; EST; 524 BP.
AATCTAAACTTTGGGGTCAAAACTTGTACATTTAAATTATTTAACTTTTTTTTTTAAAAA
ACACTAAAAACTTGAATTAAAAAAAGGATAAACTATTACCAAATGAAAAATATTGTTTGT
TATTATTATAACAACTCCTGCTGATTTCTTTGTTTTTCAGCGTTGATCCTGGTTTTTCAT
GGGGGCGGGGCTTTAAACTCATTGGCTAAGTTCCGGTGACATCATTTTCACCCCAGAACA
GCGTCTATTGTTGGCGTCACCCGTGTCATCCCCCCCGATGTGGAGCCCGGCAGCGATCAC
GTTGGTACGTCACCAANACCCCCGCCTNTCACTGTCAATCATGAGTTTAAAAGCCACGCC
CCCACGCAAAGAATGATCAACCCCAAAAACGGAAAATTAGTCAATTAAAAGTGTAAATTG
AGAAATGAGCGAGACAAATAAATAAAAGTTCAAAGTACAAACCAGCAGCTGTTTCAGATT
GACATTAATTTAAATGTTACAAATTTAGTTTTATGGTCTTTCTT
>BJ016905 ID   BJ016905   standard; mRNA; EST; 219 BP.



GGCCTAATGGGGGGATAAAGTCTCTTTTATCGAGACAGCTTAACACTNAACAGAGTTATA
CACATCCCATTTTCTGTTATGGCACCAGTTACAACGCACGGNCTGGACACGCTGGTTTCN
ATCGCAGATGCTTCACCTACAAAAGGTCAAAGCTGGCAAGCACTGAACCAGCGAGCACAT
TGAAACACGCACACACACACACACACACACACACATCTA
>BJ016910 ID   BJ016910   standard; mRNA; EST; 690 BP.
AGCTTTTATTGTAAACAACACGTAAAAACAGGCGACAAATTCACAGTGAGCTTCCTTGCT
AACAGTCAGACGGTCCCAGGAGACAGCAGGTCACAAAACACAGATGAGGTCGAGAGGGTG
TTCGATAAATGTGCTTTAACAGACTCAACAAGCCATGACAAAACAACTCACATCTAAATA
TTATGTGCACACAAAAAAACAGGCAAGCCACACTGAGCTGCACTAAAGATGATACCTTAG
CTTTTTTGTACCAAAGCTGTGCACAAAAATAAAAGAGGCAGATACCTGCAGTTTGCTTTT
TCAACAGACTTGATGCACTAGATTCTCTCCACTTACTTTTTAAAACACAGATGAAAAAAA
AAAGCATGACAACATAGGTTTGACCTTCCAGGTCCAAAAACATGGACATGGCTGTTCCCT
ATTTATCCATTGTAACATTTGTTTTCAGTTACCCACAAAAAGGCAAATACAAATGANAAC
ATTTGATCTTTTTAGTAGTCTTACTTGTAGTTTGGCAGGCAACCGTGCTTTTATTCCACT
TTCTAATAATTTGTTAGATGATTAAAAAGTCAGTAACTCTTTTTAATGTCTGTGTGCATC
AGTGTGAATGTGAAATATATCCCTTAAACTCTTTGAACTATGATGACCAAGAAGGACACA
AAGAATGAGAATCTCTAAACTCCTAATCTA
>BJ016920 ID   BJ016920   standard; mRNA; EST; 241 BP.
GAGTGAGGATGGATGCTGGCAGCCTAAATACGCTAGAAAGAAAACAGTTCAATAAAACGA
CCTTCAAAGGAAGATGAAGACTAAGATGAGCGCCTCTGCAAATACTGTCCAGANTCTCTA
AGATCAGCAACGGTTCTGGAGTGGGNCAGGAAATGGTTCTGGAGCGGGAACATTTGAGCT
CTAACTGCCTNACAGNATGAAGGCAGAACCGGCAGGNCCAACGCGCTCATGAGAAAAACG
T
>BJ016946 ID   BJ016946   standard; mRNA; EST; 489 BP.
TGTGAGGAAACNGCTCTACTGAGGCTGTGGCTGCTGATCGATCAAACGGGTGTTTGTGTA
GCTGTTAATTGTCAGACTTTCTTTGTGAAGTCTTCATGTTATTTCTGAGAGGCAGTATTG
TCATTTTCACTTTCACGTGTTTCTTCCATCGGNGTCGCCGTTTCTCATTTCACCCGTTTT
TGTGCGTACGCCTGGGTCANAGCACATTTTCCCGTCAAGTTTGCTTTTTATAAATCTCAA
CTATTGCGTANAGAGTGGCGTACGCCTTCTTTTGTGCGTACGCAACGTTTATAAATGAGG
CCCCTGGTCTTTAGTGGAGGAAGAAAGGATTGAAGTTGACATCTGCAGGGACACCGACGT
NTTCATNAACGGCTGCAGAGATCCTGCAAACCCCCCATCAATAAATAAAACATTAATAAA
TTGTAAATCAAACAAATGAGTTTCCAAACATTTGGAACATTATCAATAAACATTCAGCTC
ACCTGATCA
>BJ016951 ID   BJ016951   standard; mRNA; EST; 565 BP.
AGAAACGTTGATTTTATTTTGTGCTTACTGTAGGCTGTTACCGACACTGTACAGATTTCA
CCAATTACCGTATTTTCCGGACTATAAGTCGCCCTTTTTTTCATAGTTTGGCAAGGGGTG
CGACTTATACTCCGCAGCGACTTATATTAGAAATAAATTGAAATAAATACATTGTTAACG
CTCCTGTTATGTTCATTTGTGAGGAACAGAGATGATGTTCCTGGGTCAATTTGATGTATG
AGGTATGTTAAGTGTTAAGGGTATGTTAAGTGACTCAGAGAATCAGCAAACTTTTTTTAC
AGTAAGATCTTGAAGGCTAAAAACACAATATTCTATTTTCCAATGATTTCCTAGATTCAG
AAATGCAATAAAAATGACAACTGTTTCTACAAATACAGGATGAAAACAGAGTATTAGTTG
GCCAATGATGCTTCATGAAAAGAATAAATAAATAAGTTTGAGAAAAAATTACTGTGAAAT
TATTAGATAAACAGTCTGCTATGATTGTGTCATATAAGGTTGTGAAAGTTAAAATGCGAC
TTATACTCCGGTGCGACTTATAGTC
>BJ016962 ID   BJ016962   standard; mRNA; EST; 468 BP.
TTTATTGATACCCTGGNGGGAAATTCGTTGTTACAGCAGTCAAACAAGAAATATAGCAGT
TTGAAAAAAAAAGAGTCAGTAAAAATTAAAATGGTAATAAAAGTGGAAATAAAAGTACAC
GTCATAACTCAATAGTAAATCCAGCAGCAGTTTCAACAGTTCTGAACTGTCTCATTCTAT
AGTCTAACTGCTGTTGGGACAAAGGACCTCCTGTAGCAAATCATATATCAAAACAACTAA
AGTTTTTTTATTTTATATTTTAGAAAAATTCATTTCTAAGCATTTAATACTCACTTGTGC
CTCCCTCTGATGAAGTTATTTCATCAATATGGTGTGGAGGCCATCAGCCTGTGGCTCTAT
GTACATGAAATGACAACTCAGGTTGCTATGGAGTTTATTGGAATATTGGGGTTTTCCCCC
AGGAGTTTTAAGCATTAAAAGCTTTTTTTTTTAATATTTAATTTTTCT
>BJ016967 ID   BJ016967   standard; mRNA; EST; 524 BP.
TGAGGGAAGAAAATATACAGTTACTCCGTTGATNTACAGGTTGACTGAAAGTCACCTGGC
AGGGTTAGAGAGACTGTATTGCTAAAATAAAACACTCACTTCAGTTCAGTCCTTTCAAAA
TAAAATATGATAAGAAAAACAACAATAAAAATGTCAGTTTAAAATGTGCAAATCATTGCC
ATTTGCGTTTTGGAGAGCTAGTTTAAAAATAAAAAAAGTAATTGTACTAAAAACTACCAA
AAACTTTTTTAATAAAAAATAAGGACTGTCAATTTTGAACAGAGTCACTCAAGGCAGTTT
TAAAAAAGGAATTCCAGGATTTGTAGAAATTCTTTGAAGATTTGATGTAACAAAAACTAA
ATGATCTATTTGATAAAAGGTTTTTTTAAGGGGAGCAAAAATTATTTTAGTGCTAAAACA
AGCAATGAAAAAAAAACACATTTTCAGTCTTTTGTTCAACTCACATTTTTCAGTTTAAAA
GTAATAGAATACAAAAATATAAGGAACAGTCGATTCTTTTTGCA
>BJ016980 ID   BJ016980   standard; mRNA; EST; 593 BP.



AGTTGTTTAAAGTCTTCTAGATNGTAATAAATTCCTTTAGAGTGGACTTCAGACAAATAT
TTTTAGAATAAAAGAAATACCTTTTGAAAAGTTGTCATTTTTCTTTAAACTTGAATTTTT
ATGGCGGAAAAACTTGTTCCAAAGTTCTAGGATTTAAATCAATTTTTTTCTAAGAATATC
TAAAAATTCCAAAGCTCAGTGTCAGTTCCAAGCATCAATGCTTGGAATAGCATTCACATG
TAAATGTTTTAAGCCCCTCCCATTTCCTCTAATGTCTTATGGTAGGACGCCCTTTCAAAG
TCAGCTCTGGACTTGTGTAAACTCTTATTTTGTAAAACTAGGGATATTTTATTTTGTAGT
TTTAGGAAAAAAAATGGTTAAATTCCCCTCAAAATTACAAAAAGAAATTTTCCTATATGC
ATGTCAACCAGTGCTGTATGCGATGGAGATGTCAATTTCCATGCGGCAACCCTCCCAAAG
GGCTAAATAACGTTGTCTAACTAACTATCTTTTTTTGTTAGACATTTATTAAGGTTAGAA
CTAGTATTAGCATGAAAATGTTTTAAGCCCCCTCCGATTTCTTTTACTGNCTT
>BJ017015 ID   BJ017015   standard; mRNA; EST; 389 BP.
CAAACNTTTTTNTGTGTNGCCCTCAGTAAAACAAAGACTCCCCAAGGGNTCAAANGTGTN
CAACATAAAANTAAATAAGTTTNCAAAAGGTCCTTCAAAACATCAGAANTGAGAACAAAT
CCGTCTGACAGTNCCAACACATTAGTNCAAATNGAAAAAACACACAAATCCCTTAAGTTT
CAGTCATTAACTCACATCCTCCCACTAACATTTACAGATNTTATTAACACGCAGNGTCNT
AACAAAAAAACACAAAGTNCAGGTGCTTGGTTGTGCAGCANACAGCATCATTTTCATGCG
TTGNGGNGCCACAGATNTAAATAAACTGAAAATACTGAAAACCCAAGNGAAATGTAACGT
TCTCCAGCGTTTAAGCAGANATTGGGCGA
>BJ017025 ID   BJ017025   standard; mRNA; EST; 642 BP.
GGAAAGACTTTATTTTACGAAAGAAACGTGAAATGACAATATGTAAATATTTGATTTATT
GATNACAATGTTAAGCACTTCAACTGTATCTCATAAGTTGCTTTTACCCAAACAAATTCA
CATTATTTTGGTACCTTAAGAAATATTTGTTCTTAAAAGGAACAGTCAACATTGTCTGAT
TTTTACAACAAATACTTTTTTAGCATAAGAAAAAAAATAGAATGAATAAAAGCATGATTA
AGGAAATAAAGTGACTTAGTAGCTTCTCCAGAACTTTAAAACGGTTCATGAGCCTGAGTT
GTGCTTCAAAAATAAAGGAAAAATAAAAAACACGAATTCTTTTCAGAAACATTAAAGCGC
AACGATGAGGTAGAATGACAGGATGAAGGAAAGTTGCTAAGATGCTTTATGTACATATCA
GTCTGCTCTGCAGCTGCAGCTCCACTTTCTCATACATGGAGGTAAACACGGAGTTCACCG
CTCATTTACCACAACGTTGGCCTGTTTCAGAGCGTTGGACACATTGAACTAGAATCTACT
GCTGGGAGGTTCTGCAGAACTTTGGTCTGCTTTGCTGACAGCATTTTGGCTCTGTGCATC
ATGAGTGGCTGTGCACCTGCAGAGCTTCACTGGTTCTTATCT
>BJ017036 ID   BJ017036   standard; mRNA; EST; 552 BP.
AATTGTTTTTATTTGTGTTTACAGTCCGAAAACGTTGGTGTTTCTCTGCAGCAAACCAAC
GGAAAGTGGCTTTTGTACAGCGAAGCCAACAAACGCAGACCAAGTTTTTATCTAAAAGCA
ACCAAAAAAATATTGCAATACTGCTTTTGCTGCAGCTTCACACATTTATGTACAGCAACA
CAAACAGCACCATGTCACCTGAAACCTTGTCCTGTTCAGAACAGCAGACCCTTCAGAACA
CCATGGAGGTTCTCAAGGATTCAGGAAGATCAAAGGAATATGGATCATTGATGCTCAGCA
GGGGGCGATGTGGAGCAGCAAACGCTGGTCTACCTGCAGGCAGACTGAGGTCCAACAAAA
TTCAAGTTTTCTTCTTTTTTTTAATTGTCAATTTAGGAATACATGGAACACAGCGGTCAG
ACTGGCCCTGAATGCATCACAATCAGCTAAGCCTGGGTTCTGATTTCTGATTGGTCCAGC
ACTTCTCATAGAACCAGAGCAACGCCAGTGTCGTAATGTCAGACTTCGTACCTTAAAATC
AGCCCCCCCCCA
>BJ017040 ID   BJ017040   standard; mRNA; EST; 103 BP.
TCTAAAGNGTCTGCCCGTTCCTGGAAGTCTGATTNGGGCTGNGTTNGCTCCATGGGGATG
AANAAGAGGCANNCTCCTGCCGTCAGCAGGANATNCATGGCCT
>BJ017059 ID   BJ017059   standard; mRNA; EST; 404 BP.
TGAAATNATTTATTAAAAATAAAAAAATGAAAACACCTCTGAGACAAATATACAGATAAG
TGGCACTGAAGCGGTTCGTGTAGATCCAGTGGGGGGGGGCTTGTCAGAAAAAAGGCAGAG
TGAAAACAAATTTTAAACAAAAAATCGACGTCTCCTGACGAAACGATGCGTAAACTCAAT
AAATTAAGGCATGCACAAAAAATGGAGTATCTTCAGCTTCTTCTGGGGTGACTCTTCTGA
CGACACCCCCCCCCCCACCACCACACACACACACAANANGNGGGGGNGCTCAGGACTNTG
ATTACNACTCNAACTGTAGTACCTGCCANAGTCATCCTCCCCTNTGNGGNGGNGGGGGAT
ANACTTGTACCTGCCGATNTCCCCCTCCGGTCGNGTNACGTTCC
>BJ017071 ID   BJ017071   standard; mRNA; EST; 490 BP.
TCTTTACATAATATAACAAGAGAAGTGGAGCTTTACTGCGGTGAGATTAATAGGAAATAA
GCTGCTAAAAACAGCAGGAAGTGAGAATCCTCCAAAACAAGGATCCCAGAAGCCCCCCCA
ATAAAGAAAAGAGGGAAAAAAAAGGGGTGGGGGTGCACTCATCATCACTGTAGCAATCAT
ATCCATTGTTAAAAATTAGTCCATTTGGTTCCAGAGTTCATGTTGTCCCATCCCAGTGCA
TTATGGGAGAATAGCCACACAGTGACGTTTGACCTGTTGGGTCCAAGTCCAGTTGGCAGT
CCTATTGTCTCCATGGAAACGGAGATCAGTTTGTCACGGATTCGAAGCCTGCAGTGTCTC
TGAGCTTGGCTTGAGCCACTTCCTGTGGTCGAGCGGGTGGATGGCTGGCTGGTGATCCGT
GTCTGCGGATGCGAGAGGTTGGAGCGTCCATCAGTCGCTGTCCGAGCCAACCGCCGAGGA
GCCTTTCCGC
>BJ017073 ID   BJ017073   standard; mRNA; EST; 605 BP.
GTTCGAAAAATATTTTCCCTTNAAACATTTTAAATTGACTTTTTTATGTGGAAGTGGCTT



CAATTGTACATTTATAAACATTTAAAGTCGAAATGGCATTAAAAATAACATTTCACATTA
AATACTTTTTCAGATCCAACATTTAAAAAAAAATGAATGCAGAAAAACCTAACAGAAAGC
TGGTGTTATGTGAGCTCCTATGTTTTGGCCTGCAGACTGTGGAGCAAACATGTTTGATGT
TATTCAACGCATACATGATCTAAGCATAATTGCACTTAATTTAGTTTTTGGAATAAAATA
GCTCAAGATTTATGCAACAATGTGTACCTGAGAACAGCGAAATACAATGCAGGGACTGAT
TGTAAAAGGATGTTCCTCTTCAGCAAAGTGAAAAGAACTATTGTCTTTAGAAACTGGATG
AATCCATTTGAAAAATTCAAAGCATTTTCTCTTAACTAGTCTAAACTAAAAAAAAATGTC
ATCAATATTACAATAGGATATTATTTATAATGAATGTATTCATATAATTAAATCTGTCAA
ACAGCAGAGCTGGGATCCAATGACCAACACAATATTATCACAGATAATCAGTCATTCTTG
ATAAC
>BJ017083 ID   BJ017083   standard; mRNA; EST; 458 BP.
TCAGTGCGAAAAAGTACATAAATATTAAATGAACAAGATAAATAATGTCAGAAATGTAAC
ATTCAATCCAATGTTCTTTTGTTATGAAAGAAATTCTGTAACTAACTAGTAAAGTTTCAT
TACTTAAACATTTTTCACAAACTTACAAAGCAGTTTTCTGCCACAGAAACACAGGAAGTG
ACATTTAAGAATATAAACGAACCACATGCTGACTCACACAGTGGTGAACGCTGGCACATT
TCCACACATTTTTTAGAAAATAGTCAAAGCTTGTTTCTGCTTCTCTCTTGGTATTTTGTT
GGTCTGAAAGAATCGGAACCATCAGGAGCTTCTAGGAACCACCACAGACAAGGGCTGAAC
AATTACTGTAAAAAGGCGGCCATTTTATTTTAGTCAAGTGACTCAAAAACATGTGATGGG
CAGAGATAGAGTCTAGCCATGCTATTGTTGTCTCGACT
>BJ017091 ID   BJ017091   standard; mRNA; EST; 503 BP.
AAAACAGGGATGATTCTTTGTATTTGAGAACAAAAACATTGCAGAATTTACATCAAACAC
AAATCTCAGTCAATTTTAAAAATGCATTCCATGTACGTCCATATGACTCCATACAAAACA
GCTAAAAACAAACAAACAAAAAAGGCATGAGCGGGGGGGTCACATTCCAAGCGTCAGCTT
CTGGAAATCACCTCACGGCTCATTAACAGGNNAAGCGCGGCTGGACGTCCAGACCGAGCC
ATGTAAGAAGAATTACACCTTGGACTTTGTAGATAGCACAGCCGAGGAGCGTTTAAACAG
AGCTGTAGATGATTTAAAGAAGTCAAAGCTTTTTATTTTACAGATGTAATCATTGTAAAG
TGCCAAAGAGAGTCGCAATAGGCGAGCCTGAGATTGACGTACAGTGTTAGTTATGCATTT
NTGCTGTGTAAATATCTATTTACGTGCGCGTGTACCCGAGGCACCTGATGAGCTTTGGTG
CTGATTCGTTAAATAAAAGCTGC
>BJ017119 ID   BJ017119   standard; mRNA; EST; 576 BP.
AGAAAATGCATATTATCTTTACACATGGAAAAAAAAGTTTANGGTTCCTTTATAGAGTNT
TTAACAAAGGCGGCAAGTGTGGCATCATCCACATTTCCTTTAAAATCAGATACTTGTTTT
CCATTTTTAAACAGGATCACCGTTGGTATTGCACTTATCTCATACTCCATAGCTACTTCT
CCTACATCATCAACATCAACCTTAGCCAGCATCACTTTACCACCATATTTATCAACTTCC
TTTTCCAAGTTTGGACCAAGTGTTTTACAAGGTTGACACCACTCTGCATGGAAATCCACT
ATTATTGGAATCTTTGCCATCAAAACTCTTGCTTTAAAATCATCTTCGTCTTGAATGTGG
AAATTTGTTGCAGTTTCGAGTTTCTGATCTCCTGGATGCAACCTTGTGGTTGAAGTGTGA
AAGTTGTGCTGCAAACTCAAACTGCTTGTGTTGTATACGTTCATGAACAAGAATCTTTGC
GAAATTGCATGTTTGCAAACGACCTGCCTTGTAGCAAAATTTACAAGTCTTTTTCCCAAT
TGAAGTCTTACCGAATTTGACAACATGTTTATGATC
>BJ017124 ID   BJ017124   standard; mRNA; EST; 568 BP.
ATTTATACTNCTATTGTATACAGGAGAAAAACAAACAAAAATATGTCAGAGAACTGATAA
GACTAAAAAAATAACAATGGCAGAGAGAGAAAAAAAATTAGGTAAACTATAATTTTTTTG
CAGTACTTCCATGTTGGCACTGTTGGGATGGGAGGTTTCTACGCTCCGGCGTCTGTTCGA
CACGGAGAGTATTTGTAACTGTAAAGCTTGTTGTCCGCCCCGCCGCTTAACATTAGCCCA
CTTTCCGTCCAATCCACACAGAACACTTTGTCCTCATGGGCCGCCAGGTCATACAAGGGA
GCCTTACAGCTTCTGATGTCCCAAAGTTTGACCAGGTTGTCAAGGGAACCGGAGACAAGC
TGGTGCTCGTGTGTCGGAGCCCATTTGACAGCAGTGACCCAGCCGGTGTGGGACGTTAGA
GACAGCAACACCAAAGCTCCATCTTTGGTCCGTGGATCCCAGAGGCGGATGTGTCTGTCT
GTGCTCCCAGAGGCGAGCCGTCGACACAGAGGAGAGTAGGAGATGCAGTTGAACACTTTA
CTGCCCGTCAGCGTGGTCTTCATCGCTC
>BJ017133 ID   BJ017133   standard; mRNA; EST; 661 BP.
CACAATAAAATGGTATTTTTGTGGTTTCTAAAGCAGCTGTATGATTTTACAAACAATAAA
TCTATTTTTTTAATTAACACAGCAGTACTCAAAGAAATTTTTAAACATACAAAAAAAAGA
TTTTTGACCCAAACTTAACCTGGTCACAGGTGAGGAGACAGGCAGCAGTAATCAACTGTA
ACTGATTAAAAACACGTGAGATTTTCACAGCAAGTGAGAAAACTCAACGTCATCAGCTGG
TGATCAGACATTCAAGCAAAGTCAAACTCAGATGAAGAGTTTCAGTTAGATCTGTCCAGC
GTCTGTGAGAAACTTCATAAGTCAGTGCTCCGTTTCTACTGTCAGTGGAGTTTGGTGCCG
AAGCTGATCAATCAGAAGTGGAAAGTGTAAATCTGCGCCGCGTCAAACAGCACTTCCATT
TAGCGCTGCGTACTTCAGGCCCATCTGGTTGCTACAGGAACTGGCGGGTCTCCAGGCGGC
ACCTTCGAACGACCCCCCCACCTCAAAAATCTCATGGATGGCTTTCCGGAAACAGTGAAA
GTTATAGTCGATCAAACCTTTTCTCTCGAAGCTCTCCTCTCGGAGGATGCAGACCAGAGC
CAGGAACTTGGTGACCTCCTTCAGGTAGAGCACAGTCGTGTTGTTCAGCTTGATGATGGC
C



>BJ017148 ID   BJ017148   standard; mRNA; EST; 560 BP.
GTGCTTTTAAACCAGAGCAAAATGCTAATAGAAAAGACAATTCTGTACCACATGGCTGCA
TACTATACAGGGTCTTCTTGCACATAATTGCATGACAGAATGAAATCAGGAATTTTAGAA
ACAACACGTTGCAAAAGCAAGATAGAACATAACAAAAAAACAAAGGGTTTTAATTTTTTT
CTAGCATGTGAATAATTAAATGCAATTGTAAGAAAATGATACACATGTACTGCTTCTCAA
TACAGACACCCTGTTACACTGTATTATAAAGCTAATAAATAAAACACACAATAACATGTA
CAAAGGATACACAGTTCAGTAATACTTTCCTAAGTGTTGAGGATATTGCAACGAATCTGT
GAAGTCAAAGTGACACAGTTGTAGCACCACTGAGCTAAATGTTAACAGATTTTTCGCATT
TCAAAGGGTCGATGTAGTACAGCTCTTCAGGATTTTAAAGCTGATCAGATTGGATTTTTG
AACACTAAAATTAAACCCAGTAGTATTGCTTAAGGTCTTTGAAAAGTCCCTTTTTAAAAA
AATAGTACTTTTGGTTGTCA
>BJ017182 ID   BJ017182   standard; mRNA; EST; 110 BP.
GGGTCTCCCTTGGGGGGTCCTGGCTCGTACCTGGGGTTGGGAAAGGGGGATGCCCAGAAC
TCCTGGGCGGTGATGAGGTGCTTGTCTCGGGCTGTGGACACCCTTCCCGC
>BJ017199 ID   BJ017199   standard; mRNA; EST; 680 BP.
CGCTGCATATAATACATATGTTTGCTTGTTACTCTAGCATAAATCCTTTTACATTTGATT
CTGTCAGATTGGGTTATATGGACAGTGTTTAAGTCCTAATTTATAGCTGCTCAGTCCCAT
ATTTCAAGTCTGATTCCCCCTAGAAATGAATAAATAAAGACCAATTTTTATCTTTTATTC
CAAGAAATTTAAAACTTTTATGCTCTCACGGGCCACATAAAATGACATGGCGGGCCACAT
TTGGCCCCCGGGCCTTGAGTTTGACACGTGTGGTCTAGTGGGTCTACATGACCCAACTCC
CAATGGTAAAGTGCCTAGGATAGCACAAGGCTTACACCCCTGAAGACATCATGCAACCTT
TTTGTCCATCCATCTTCAGAATCCCAGTGAATCCTTTTTGGTGTCACGGGGTTGCTGGGG
CTAACCAAGCTACCGTCGGGTGAAGGTGGGGTACATCCTGAACAGGTCAATACTCCATTG
CAGGGCCAAATCCTCACACCCAGAGCCAACATGAACACCAATTAATCTGTGAAGCATGTT
TTTGGACTAAGAGAAAACCCACCATGCATGGAGAGAATATGCAAACTCCACACAGAAACA
ACCCAGCCGAAATTTAAACCAGGGCCTTCTTGCTGTGAACCAGCCCAGGACCCCTTTGTC
TGTGGAAATTTGACCGGCCA
>BJ017222 ID   BJ017222   standard; mRNA; EST; 620 BP.
ATCTTTAATTTTGTAGTACTTTTTGGCTGAAAGCTCCGTCCTAGAGATTCCTTCCCAACC
CTGATTTCTTTTTGTTAATCACAGTACAAAATTGACACGATATGCAGCTGGACAGTGTGT
CGCTGTTTCCACTCATTTACAATGATACTGCATGTATTTACCAAGTTGTCTGCTTAAACA
AACATGAATTTAGTTGTGTTTTAGCAAGCAGCTGTAACAAGAACAGAGGGAAATATTAAC
ACAAAAATGTAACTCATAAACCTGAATATTCCATGAATTTGAGGACGGCTAAGGCAGTTT
GGCATGACAGCAGGTAACGAAAGAATTGATGACAGCAGAGGGTCGACACAGATAAGATAT
TATAAAGTCAGCTTTCTATTTTTTAATGGGAAAAGAGCCATAATTCCAACCCCTTGACAT
TTATTCCAGCTTAGATTTTAGGAGCCTTCTCCAAAAGTGGGGGGAAAAAATACAATTAAG
ATGAAAAAAGGAAGCTTGTGCATGGCTTACATGAGAAGGTTTAGCATGTAAGTCCCAATA
CCCTGATGCAGATTTAAGCTCAAAATATGGCATAAATATTGAAGGGTGAATGCAAATTTG
TTTTTAAAATGTCCCTTAAA
>BJ017229 ID   BJ017229   standard; mRNA; EST; 297 BP.
GCNCCTANTTCAATCACAACATCAGGAGGAATCAAAGGTGCCAAGAAAAAAAGAACATAN
AAACCACACAAGGACATGTGTGGCCTTACTGTGTCTGATGTTTCCCTTTTTTTAATTTTA
ATTTTTTTTTTTTTATGGACTTNAACACTTTAAGCCTNANACGGNAGGATCACNCCACCT
NAGGACAATCCTGGAACAGGAAGCTNANATTTNGGTAGCAGNAACAAAAATCAAGCTTAA
AAGCATNACGTNAGGTAAACCTAAAAGCTCAACATGAAGAGAAAAGAAAAAGCANTC
>BJ017240 ID   BJ017240   standard; mRNA; EST; 125 BP.
ACAGTGAGCAGATCCCTCTGCTTCCCCCTCAGCTTCTGTTAATGGGCCTCCATCCTGGTT
TCTGCCCAGAGGGGACACGGNCTGCATGCTGCTATCTGTCATGAGCAGCCTGAGAGCACC
TNTCT
>BJ017244 ID   BJ017244   standard; mRNA; EST; 303 BP.
ACTTGCAGAGCTGTAAGTCTGATCTCGGGTGGTCGNGGCTGTCCCTGACGTTGTTGTCAG
ACCCTGCTGGTTAGCTAGCATGCCCATCATTCCCCAACTGCTTTGAAGAGCTGCCTGAGC
AGNTGNCACCATTGCTGGGTTAAGACCCAGAGCCCCAAAGTTAACTCCTCCACTGCCGCT
GCTTAGCCCCCCTCGATTACTGCCGTAGCCCTGACCAAACCCACCAACCCCAAACCGCCC
TCGATCCATCATTTGCCTACTATTATTGTGCTTGGGCTCAGCGTTGGAGATGTGAACGCT
GAC
>BJ017254 ID   BJ017254   standard; mRNA; EST; 611 BP.
GTAAAGATTGGGACAGAACACTGAGAACCAAAAAGAACAGAGGAACAGTTCTATACAGTT
CTGTATGCTAGAAAACATGAATCACAAGAACACCAGACACAAACACCAGTCTGTTTCTTT
ATCTGAATTTTTTTCTTTACAAAATAGTCATTTGCTCACATCTCAACAATGTATGAACTG
CAGTCAGTCTTAGTTTAAAACAATAAAATCAAATGTTCGCTGTGTGTTAGAAATGTATAC
ATATTTGACGTGTTGTCATGGTAACACACAGACTTAAAGCAACTTACACATTGNCTCATT
ATAAACTACGACCACAATGATTAACTAAGCAACTTTAAACCAAATTATTATATCACAAGA
AAACTACCAATAAAAATAAACAAATACTGAATATTGTTTTCTGATTGGGGTTTAGCAAAA



TGTCTTTAAAAATCAAATCAACAAACAATGCCAGTAGAAATGTTAACTTTAATATGTTGA
AAGCCACTCAAGAGATTAAGATTTAACTCTTATGCTACGTACACACCAATGCATGGCACG
TTTTTAGAATGCGCTTAATGGGCATTCTTGAACATATTATTCTTTGGCTGCTTGAAATAA
ATNATTTCAAA
>BJ017268 ID   BJ017268   standard; mRNA; EST; 623 BP.
CGTTTTTTTTTGGGTGGGGGGGGTTNATGGACCAGAAAATCTACCCATACGTTTTCTAAA
CACGCCAAACAGGATCATAATAAAAGCAGAAAATCGCATCCGCTTTTGCCAATTTATCCA
ATTTTCTTTTACCATTGATCCCATTTTACCTTCCTAATTTCTTGTATTGGATGTGGAGAA
CTAGTGGGATTGTTTTTCTAATATATTGTATATTTACAGTAGCTGTGGGAACTCAAGTAT
CCAAAAAAACGGATACACAAAAGTTTGTTAGAGCAGTTGACACATGCAAAGGACCTAAGC
AACTCGGCACAGCTGTAACGACTGATCACATGACGCTGAAGTTGGCCTTTGATTTACATT
TTTAAATTGGCCATTCATCTTTTAAATCGCCGTTTAGGGTCATCGGGCTGCTGGAGCCAA
GCCAGTTATTGAAGTTTGTGTGTAACCCTAAAGCACGATCGCCGGGTGATTTTCATCCGA
GCAAAACCGTTCACATGAATCCCAAGATGCCGAGGAGTCTGAGCCTTCACCAGGGAAGTC
CCACACGTCCCAGGAATGGGCGGAACAAAGTCCCCGTCTCTAGTATTACTCCATTGTTTT
TGTAGGAATTGTTTTGTTCTCTA
>BJ017274 ID   BJ017274   standard; mRNA; EST; 159 BP.
GAGCTGCCTGCCNNNCACCCCTACCTNAGANGAAGGACCTAATCTACCGACGTTCGACTG
CTCCGATATCCAANCATGTTATAATCATCGCTGCTTGAANAAAGGCACTAGTTGTACAGN
ACGAAGAGNNGCAAATACAGTTCTAGAAAAGAAACAACA
>BJ017277 ID   BJ017277   standard; mRNA; EST; 594 BP.
TAAAAAACAAGAAAACCTAGCTCTTTTGCTAATCGGGCTAAAAACTGCATGCGTCAGTTA
CACCCTTTCAGTTGACTTAATCATCAATCCTGTCATTTTGGAGATTTGTATACACTTCCA
AACATTTACAGCAGAGTCAGAAGTATACCTTTAACACACCCAAAAAAACCTGGATGTCTT
AGTTATGAGGAAATATTTTTGGGCCTCTGATGCCCCCTACTGGTGGTAAATACAGCTTAG
AGCAGTTATTCTTATATTTCAGGTTCCCCTTCCAGCTTTCACTGCCAATACAAGTTCAGT
GTCTATTTTTTCTCATATAAAAAACCTTAAGTAAAGGATTTTGCTTTACTTAAAAAAACT
TCAGTAATATTGACAATTTTTTTCACACACCTGTGATGCTTATGGTAAATGAAAATAAAG
AATACAAGTAAATTAATACTTGCATAGCGCTTTTCTAGCTTCCTCAAAAGCCCAAAGCAC
TTTACAGTCACAGTCCCATTGACATATGGGTGGGCAAGGAGAGAATCAAACCTGCAATCT
TCCTATCAGAGGTCAACTGCCTTACCACTGTTCAAACGCAAGTAGGTTTGAATT
>BJ017278 ID   BJ017278   standard; mRNA; EST; 393 BP.
TTCATAACAGCCAAAAGCTNCTNTNGATTTTCACAAACNTTTACTCCATTTATTCATTAG
TCACATCTTNTNAACAATACTTTAGAAAAAGGAAAATTTGACAGGACCCACCAAAAAAAT
TNTGCCTGACCCGGTTCAACTTGACAACGCCNCAACAGAGACTTGATNTACAATCTGGGA
AAATTCANATTATTAACCAGATGTGATAAATATTTTNTTGATAACACACATTTCCACTGA
TTTTGATTGGCTCAGATAAACCACAGACTNTAATGTANAATTAATATGAGCAGAAAAAAC
ACACTTTACCTTCAACACTCAATACCAATTTACCTTCATTAGCCCACCATTTTACAAAAA
TAAACAAGAAATACCTTTTTTTTTTTTTNAAAA
>BJ017322 ID   BJ017322   standard; mRNA; EST; 752 BP.
TTAGTGCTCTTTATNGAGTCATGATTGGCATATTATTAAAACAGTCTGGTAATGTGTTCA
CAGTGATGCATTTAGCCTTTACAGAACCAACAACCAAGAGATGATCCAAAACTTAAACAA
TTATTTCACTTCAAAGACACTAAAGCTGCTATGGAAAAATATCAGACTGCCATGGGAATC
TCTTATTGTATTTCATAAAGAAAGGCTTCTGAAAAAATAAAATGTAAGAACAAAACCAAA
GCTTGACTTTTTCCATTCAGGTTTTTCTTGCTGCAGCTTAAAGTTCAATGCTGTAAAGAT
ATACTATAAATTGGTGATCCACCCTATGTGCATGTTTTTCCAGCTGTAAGAAGAAGGTGA
AACACTGAAAAAAAATTTTAGGATTCCACATGGAAAACAGAAATACTTCATAGAAAGCTG
GGATTTTTGCTGCTGACATACTGTTACACAACTCTAGGTACATGGTTGCATTAATATTCT
CTTTTGAACTCATCTATGGCTTGAGAAATAACAGCTAATATGTAATTTATGGATTTTTAT
AAACTATGTGCATAAAGACAAGTTCTTAAAAAATAATTTCAAATAACTTTTGACCAAAAT
AAGTTTTATTCAACATTGGATTGCTTGTGTGAACAGTTCTCGGCGATGCTTTTCTATTAT
TAAAATAGAAACATTCTACTTATAATTTGTCATTTTAATTTTGTATTGAGAATGGGTGGT
TTTGGCTGTTGCTTTTCTGTTTGATCTCCAAA
>BJ017323 ID   BJ017323   standard; mRNA; EST; 749 BP.
CAATGTCTCTGAAGCACATGCAAACAAGCCCACAGTCTTCTTTTTTTATTCTGATATACA
AATCCTTGATTTTTGGCAATCTCTTTTTATTAAAAAACTTGATCTTAAAGTATTTTTCTT
GTTTTAACATCTGAGTTTGAGTTGCCCAAAGCTCAGAGACTGGGGGGTGGGTAACAATTG
AATGGATCAAATTTAGTTGTTGTTTGGAAATCTTCCCAAAAAAACACTGGGGGAAATTCA
CTCCATTTGAAGAAAATGTGGCTTCCAAATGATAAAAGCTAGGGAAAAAAATGAACAAAG
AAAACCAAAGAGCTATTCAGGCCTTTTGTAGTATACATCACAGTAGAAATCACAGAGAAT
ACGAAAAGTTTCAGGTTACAGGTACTATTTCAAGGTACAAACTCCACGGGTCTCCTGCAA
ATCTTGTGGGACAACAAGTTCCAAAACCAGTACAGTACTGAGATTGTTCGTCCACTAGAT
GGAGACAGAAACCCTGCTGCATTTTGTTCAAAAATAGCACTACATTTTGTCCTGTCTGTT
TCGTCTATAGTAGGACACACTTTGAGGACTTTTGCTGTGTGTTGCTGGTGATTTTCACTT



CTCGGCCAGTAGGGCCCGACTTCTTGGTGGATTTCTGCAATATGTCTCGTGCTAAAGCCT
GAAATGACTCCTCCACATTAATGCTCGACTTTGCACTGGTCTCGAAGAATCTGATGGCGT
GCTCTTTTGCCAGCGTTTCTCCTGTCTCT
>BJ017333 ID   BJ017333   standard; mRNA; EST; 543 BP.
TCAAACCAAACTGCAGTTGGGATTTTGGATCATTAGTGATTGTCTGAGGCGTTCAGGCGG
CTTCAGAGGACCATCAGTCCTGCTGAGTGACCATCTTCAGCATCTTCAGGGCCATCGCTC
CCTGGTCTGACGGGATCATGTTGCTGAACACGTCCTCCGCCTGACCTCCCCAGGTGACAT
TCTGGGGAATGATGCCCAGCTTCTTCCTGATTGGTCCGTTCATGAGCTGGCTCAGGGACG
GCCTCTGGAGGGGGCTGACGTGCCGCAGAGCCTGCAGAGAGATGAAGTCCTTCGCAGCGG
AAAACCTCCGTTTGTCCTCTGACTCCTGCGTCAGGATGTTGTAGAAATTCACTCCGTTTG
TGTTCTGCTCCACCACCGTCTCAGCCACGGACCACAGCTCTGTGGCCTTCAGGAAGCTCT
GCTGCTCCACGGCCTGCTTCACCGCCTCCGCCGCGCCGNTCACGTCCGCCAGGCCCGAGT
CGTNCAGCANGGACGTGGTGTANAGGTACNGACCCCACNTTATGACAGANTCCANCGGTG
AAA
>BJ017339 ID   BJ017339   standard; mRNA; EST; 633 BP.
ACAAAACTTTGAGCTGAAACCAGACTGGATGTAGAGAAGACAAAAAAAATCACATACATA
TTATAAAAAAAAAGATTTTTGTATCTAAAAAAGTTTTTTTAAGTGTCAAAGTTTTTATCT
TTTAAAAATGTAAATAGTATGGTGCTTGATCTACGTGCGTAATGTTAATATATCACGTAT
GATTAACTTAAGTATCTTCAATAATGAGATGTTTCCTTGTGTTTTGTTGCAAAGAAGAAA
AATTCCAGCTCGTCATTAAATGGTCAGGACAATTTTCCCAGAAGCCCCAGGAGACTCGAT
GATGTCATGTTGGGCCTGAGCTGCCTTTTCCAGAGGGTAATGGGAACCAACGACGGGACG
CAGCCAACCAGCCTCCATCCCAGCATAGAGCAGCGCTGCACACTCCTTCTTCTCCTCCTG
TGTGGCGCAGAAAAGGGCCACTCCCATGATGCTGCTCTCTTTGGCCATGGTATCTCGAGG
GTTGATCTCTATGGAGCCTCTGGCGCCGACCACCTGCCGAGAAAAGGTAAACTCCACAGA
TTGACTGTGAACACCTATAGGAACAGATGCTGGACTCATACTGACGGTAACACGTCCTCC
AAAGGCCATCATCTGAAGGTCTTTGCTGAGGTT
>BJ017342 ID   BJ017342   standard; mRNA; EST; 634 BP.
AACTCCTCTTTGGCTTGAAATGTTTAATTCAGCCTGAAACAGAGACAGAAGCTTCTTCCT
GTTCTTCTACTTCAGGTCAAACAGGAGAAACTGATGAAATATCTAATGAGAGGACTTCGT
ATCAGAAGTCAGATCGTGCTTGCTGTCACTCCTTTGCAGGTTTATAAGAAGTAAAACATC
TGCAAGTCCATTAAAATGTTCAGAAATGGTGATTGGAATTTAGAAAACCTTTGAAAAGTT
GTAGAAAATTTGACATGCAGAGGCGTTTTGCCTCAGATTTAGTCTGAATAGTGTACATTC
ATGTTCTGGTGCGTGCTCTCAGCTGTTTTTAATGCACGTAAGCTGAAGTAGCACTGAGAG
GCCTGCAGGGGGAGACTGTGAGGCACAGCAAGGCTGCAGCAGCTTTCATAAAAGAAAACG
AAATTTCCTTTGCTGCTTTGAGTGTCCAGTCCTTTTCTTCACGAAAGCATTAATGTAGTC
TTCTCATAAAAACCCTCTTCTCCTACTCATCTTCCTCATTTTCATCCTCGTCATCATCTT
CCTCATCCTCTTCTTCGTCTTCCTCCCCTGGGCTGTACAGGTCATCCACCAGCTCCTGGT
TGCTCTCCTCCTCTTCCACTTCATCTTCCTCTCC
>BJ017362 ID   BJ017362   standard; mRNA; EST; 613 BP.
AGTTATGGAGCTGAACTTCCCAAACAGAGGAAGAAGAGGGCGGCTGTCGTTCCTGGAAGA
TGATCCTTGAGGAACCAAACGTTCAGTTGGTAGATCTATGTTCAGACTCACCGAGGTCCG
TGTCTCCACTCTCTACAGCCTTGCTGAGAGCCAGATGACTCCTCTTCATCTTCAGCAGTA
GAGGAACCTGTTCTCCAGACCGAGGTTCAAAGTCCAGGAGCTTGATGGCGAGTTCGGTGC
GTCCACATTCGTAAGCTTTGGCGGCGATATGAGAGTACGAGACTCCAGGTGATTCCCCCA
CCTTCACACACACCGCTCGCGCTATGGCTTCATCCGACAAGTCTTTCTGCTGCACCTTAC
AGGAGGCCCAGTGCTTCAGGACTCTGCTAACGCCCTGATAGTCGGGAATCTTCAGGTAAC
GGCAGATCTCAATGGCTAACGGGTAGAACTGTCGAAACAACAACCTGTCAATCAGCACCT
GCAATGTCATCTGCTTGAATTGAGTGTGTGTGAGTGGCATTCCCACGCCGCTCTCTCTAA
CAGCGTTCAGCACTCGCAGCTCTCTGCAAGTGGACACGAAGGGATCGGAGCAGAAGTCCG
TCAGGAAACACTT
>BJ017367 ID   BJ017367   standard; mRNA; EST; 469 BP.
CTTCCCTTTAATTNCAAAACATAGAAAAAGCATTCATAACCACTTCAAACACAAACTTTC
AATGGGAGCTTGTCAAACATTCATCACATCGCCTCTCAGCTCACCAGCTGTGTTTCTGCC
TCACAAACGTCAATAACAAAGTCACGTCTTCACACTGAGAGGGTGGTAACAAGGAGAAAA
AGCACACAACCAGACACATTCACAGCAAACAGGAGGAGCTCTACTAAAGGATACAAATAT
TTAGAGTACTTGACATTTCACTGTGACTCTAAAAAGAATAATGAAAATGATAGCAGAAAA
TGGAGAGCTTAGGATCTTCAATGCAAGAAATGTCCTTGTGACAGTCACTGGGAACACACT
CGCACTGGATTCTTCCTCTCACACTCGCATCACGCCACAGGATCTTCAACTCTTGCAGGC
ATTTGTTGCTTTCAAAAAAACCAAAAAAAAAANACCTTGCACAAACCGC
>BJ017377 ID   BJ017377   standard; mRNA; EST; 564 BP.
TAAAACAGNGGCGTGTCTCTGCATCTCATTTTCATCCTATATGCATAAACGCATGGTTGC
ATCCATGTTCTGCTCTGACGATCATCGGCAGGTCGGGTTCCTCAAAGGTCAGCGGCTCAT
TGGCCGAAAAGGCCGATGGTTTTGTCCGATAATCCAGGCACTCGTCTTAAAATCTGCTCG
TGTTCAGAAAAATCCTTAAACAGATCCTTATTTTGAGATCAGATCGGAAAAAAATTTCCA



TCAAAGTGTTAAGTGGGAGAAGGAGGGGGAGGAGCTATAGGCACTGAAGTTCCTTGGATT
ATAATCCCGCTGTGTTCCCGCCTCACGATCCTCTGAGCAGCAGGTAGACGGCAGAGACAG
TGATGGCTGACGCCGTGTAGGTGAACACCGCAGTGTAGAAAGTGTTGGTCCTGATCTTTT
CTCCCAGCATGCTCTGAGCCTCCGCCAGACTCCTCCCCGCCGTCTCCGCCTCCCTTTGCC
CCTCCCCCTGCAGCTGCAGACCCCCAGCCTGAACCACTGTCTGCGTTTCCGTTTGTGGTT
TGGTCTCCAGGAGTCTTCTGACGG
>BJ017379 ID   BJ017379   standard; mRNA; EST; 633 BP.
TGAATGTTTATTTGCTGCATGCAAAGNACGAAATGGTTTTACAATAAAAAAACAACACAA
TCTACGTCACGAGTGAAATGCTTCAGTAACACTGCAAGGCTTCTTACTTTTATTTTTTTA
AACTACCTACAAACACATTTGACTCTAGAACTGTAACATTCTACCAGGAAACGGTTGAGA
GAGCCACCAAACTGTCAAAACACAAAAGCTTTTTCTGGTTTTCTTTCACGAAACGTTCTG
ACTGGAGGGATTTTCCAAAGCACGACTCAGGTTTTCTAACACGACACCACCGATCTACGT
TTTGGGACATGGACGCATGCGGGCCGTCCTAGAGGACGCTCTCCCTCTCATCTCCCAGAC
TGATGGAGCACAGGTTGTGGTTGTGGTGGACGGTGGCGGCGGTGGCGGTGCTGCTGCTGC
CGGGGATGATGATGATGCCGGTAGAGGATTCTGTGCCGCCCTCCTGCTGCTGACGGCTGT
TGTTGGTGTTGTTATTGAGGGCGGCGTCGATGGAGGTGTGGTTGAGGTTGGCGACCCTGT
TGGCGGGCCATCCCTCATCCGGGCTGCTGGCCATCAGGCTGGCTTCGGATGGCGCGTCGG
AGCAGATGGACATGCGGGCCACCGTAGCTTCCT
>BJ017394 ID   BJ017394   standard; mRNA; EST; 692 BP.
AAATTTGTTTCCTCAATAAGTACAAANGTGATTTACAACACTTTGTAACATAAAATACAC
ATAAGCATCTGCTTTCACATGGGTTTATTCTTTGGCNCATACATGAATATATCGTACAAG
AGGAAAAACTTTATTTTTATTAGTCAGTGCATTTGTAGTTTGCAAGGACATAACATGAGT
GACCTAAAGAAAAAAATCAACCCTGCAGAACGGCAATGTTAGTGCAATATGAACAAATGC
GATCATCTCACCCAACTGCTGCTAAAAGACACATTAAATGTAACATATGGGGCACCAGTC
ACTGTTGACAGTTCCTCACATTGATTTTCTTTAAGGTTTAGGGTATTGTTTCATGACAAA
TTGCACAGAGTTGCTGGAAGGTTTAAGGCAGGTTTTTTAGGGCTCATACAGCATTGGTTT
TCTAATCTTATCCATTCTTCCCACACTGTTGGTGTGGGCATGTCCTACACACAAAGCAGT
GGCTGCACTTCATGCAGCTGTCTTCATCCTGACTGAGCTGGAACACTGCTATTGAATGTG
CACAGTTGACGCTCTACCATAGCTTTTATCACAGTGGAATAACTAAACACTGACAGATTA
GCATTAATTGTATCAGGTATTCCAAAGAATTGCAAATGTAAATGATTACATTTACATATA
CATATAAAATTACATTTCTAGTAGGAAATTAT
>BJ017397 ID   BJ017397   standard; mRNA; EST; 617 BP.
GGAAAAAAATNTTGTGTAATTAAATAGTTATTTGATTCTGGGAGAAATGCTGGAAACAAG
CAGTCACAGTACTAAAGGTTGACATGAAGACACTGTGTGTTGTGGTAATATACATCTTGT
AAAGGGGGAATGCGTCAGCGCCCTCCCCTCCAGGCTCCTCCACCCCTGTTCTTTCCTCCT
CTTCCTCCACCTCCTCCTCCTCCTGCAGCTCCTTTGCCACCTCTAACTTTCTTCCTCACT
CCACTGGCTTGTTCGGTGTCATCCTCGTCTCCGTCTCTTCCTCTTGGTCTTTTCCGCTTT
TCTCCTTGTTCCTTCATTTCCACTCTGGCAAATCTCTGCGCTTCGCTCACTCTCTCCACC
AGCATCATCACTTCCTCCTCCTGGGTGGGAAAAGCAGGAAGTTTCTTCCCAATTAAACTT
TCGATTCGCTGGAAAAGCTCCACATCGTACTGTGTGACAAACGTGATGGACTTCCCAGAA
CGCCCTGCTCTGGCTGTTCGCCCCACCCTGTGGATGTAGTCCTTGGAGTGAGTGGGGATG
TCGTAATTGATGACGCAGTCCACGTGAGGAATGTCCAGCCCCCGGGACGCCACATCCGTC
GCCAGCAGCACCGACCG
>BJ017407 ID   BJ017407   standard; mRNA; EST; 392 BP.
TCATGACACATTACTGACTTTGTAATNGCTGCTGCATACTTTCATCGGTATTTACAGTCA
ATAATACCATATGTTGATTNAGAAATACAATATTNTCCAAACAAAACAAACCTATGGGAG
AAGGAAATTCAAGTAGCCGTGCCTCAACACTAATCTATGATCATGGTACAGAGGTATGCG
AGAAACACTGAACAGGTGCATCGTGGTCTGAANACTTCCAACCACACTCAGCTGGGAGCA
GAAAGTCAGTGTGAAGCANAACTGTACAGGTTCATGTGAGTCAGTCGGCTTTGGTCTGCA
GCCGNNCTCCAACAGCTACAAGTGAACATCACCGCAGCAAAATAGAAGACCGTCACCGCC
TNCGAATTCCCAGAAAAAGGTTCCAAAAGGAT
>BJ017435 ID   BJ017435   standard; mRNA; EST; 647 BP.
TCTCTACAATATTCACACCCACTTTCAGTTAAATAAAAAAAAGCGTATAAAACAAACATA
GAAAATGCCCTCTGACATCCCTTCCTTTGTTTTATTGGAATTCTGTAACAAACCTGGCTT
TTTGATTCAGTTTGTGTTGTTTACTCAAATGGGAAATAAAGGAAGTGTATGTTTGTTTTT
TTCCCCTCATATGTGCTGTGCTGGCACCAGAAGAGGAGGAAGCTGCACCTCGATGAAAAC
ATTCTGGCGGGAGAAGCCCCAAAATCAATATACACTATGCTCTGCGGGGGAAATGAGGAG
AAAACGATCGTGCTCCTCTCCAGCGGCGACCGAGTTGGATAATGTTGCAAAAGGTCAGCC
AAGCAGCTTTGGGCTAAGTGGGGTTTTGTTTTTTTGTACTATTAAAAAAAACAAGAGTTA
CTCCTCAACAAGTCGGTGAGATTCCGTGAATGATTCATCAAATGTCTTTTCTGCCCGACT
GTGGCTCGGCTGAGAGCGCAACATCCTCCACACTTCTTCTGTTCAAGCAGCCTGAGGGAG
GATTCTCTGTGCGGTCCCAGCGCTGCAGAGAGCCACAATTTGGGGTTTTAGTCATAGAAA
TGAGAAGCAAATGATTCTCACAAGAAATTTGTCAAGAAACTCATCCA
>BJ017468 ID   BJ017468   standard; mRNA; EST; 634 BP.



AATTTGAAGATAAAACAACATTTACATAAACTTCAATCTTATATTTACAATTTGTACAGT
TTTAAATGTATTTTTAAAAGCATCTTGTCTGAATACAGAGAACTTACATTAAGCCACCAA
CATGTAGTGCCTGAGCGTCAATCATAACCAGTTCTTCATCATTCACCCACTGATCCTCAA
CCAGTGAGTCTGTGGGCTTTATAGCTTTTTCCGTTCTGAACTCGTTGGCTGTTCCAGATC
TCCGAGGAGGGTTGAAGGTTTTTTTTACACATGGAGATGAAACGGAGTCCAGAACTGAGA
GAGGTGGTGGAGAGGGGATGCGAGACAGATAATCTAAAGCTCTTCTTCTTTTTAGGATTT
TGGGGTCTTTTTTTGTTGAAGATGTTTCTGCTTGAGGGTTTTTACTGACGGGAGTGACGG
ATCCCGGGCTTCTGATTGGTTTCTGTAATGTAACCTTTGATTGGTCCTTTTTGTCAGACG
ACAAAGGCAGAGTTTGCTGTTTCACAGTCATAGGGGAGACAAAACTGGAGCGACCAGATT
TGATCAAATGTGATAGTTTCTCTTCGGCGTTTACATGAAAGTTTGCTTCATGCTGAATAG
CGTTCTTTAACTGGCTGAGGGATTCCTGTAGATG
>BJ017504 ID   BJ017504   standard; mRNA; EST; 575 BP.
GTTGTTGTGGTTTATTGCTTNANGAGCTGGATGTTTGCAGCAGATAAAGCAAAAACATTC
TTCTACTTACATTTATAGCTGCTCTTTAGTGTCCATATAGTTTATACTGGCTGGTGGCAG
CAGTTTTAAGACAAAAATGATGCTTTTTTCATTTTATAATAGCCTTTGTAACAAATCTAT
TTTCTTTTAATGTTATGACGCACATACGTGTGCCTCTAAAAACTACCTTTTGAATTTTTT
TTTCAAATATAGACCTGTTAGAGACTGTGTTATAAAAGCCAAAATTCGCATTTTCCCCTT
TTTGTTTAAAGCTCAGAGGAGCCTGCAGTGGTCAGAGTTCTGCCGGGTTTGAGGGCCAGT
CGGTCGTGTCTGGAGCTGCCGCCAACGTTCGGGGCACGAGGGGGCGACTTTGGGCTTTCC
TTTTTGTGGCCAGATGTAGAATCGAATGTGGAGTCCACCTCACAGTTAGGTAGNCTCTGC
ACTCTGCCTCTGCATCTTATGCACAGAGCAGGACGACGGGTCTTCTTCTCCCGATCCTTC
ACATTCCGACTCGNGCTCCCGCTTTCCTGTGATTC
>BJ017519 ID   BJ017519   standard; mRNA; EST; 629 BP.
TGACGTCATAAAATAAATACATTACTCCTCTTTGTGATGTAATCAAATGAATGATGTCAT
CAAGCCAAAATCCAAGAAAAAAAAGAGGTTCAACAACACAGAAAACATTTCAACACGTCT
GAGAAGAAGAGACGTGAAAGACTAAGCAAACCAACTCAAAAGGTCCATCGATCTCAGTGT
TTGAACCACTTTAAAGAAATTAAGCATTAAGTCAAAACCTGTTTCAAATGCAGCGGCCCG
CTCTTTCAAACCCAAATCATCAGCAAAGCCAGCTTCTGTCTGCAGCCAACCTGAACGGCA
CCTGAACCTGAGTCCACAAAGAACTCACCTGACGCTCCCAAACCCTTCGCACATCCCTGT
CGGAGAAACAAAATTCAACATGGTAACTGGGAAATGGAATTCAGTGAAGACGATGATGAC
ATTTATTCAAAGAAAATGGCGTCTCGGCGGCACCACCCCATGGCAGGAAATGGCACTGCA
TCCAAAAGTGCAGTCAGAAAATGACTCAGTTCCAGGGTTCAAAATAAATGAAACTAGTTA
CCATTGCTGAAAAAAAATTATATACCATTTGCCCACCCATTTTACATGTATAAAACGAAA
AAGCTACCTGGAGAGCAGAGTGGATTTGA
>BJ017532 ID   BJ017532   standard; mRNA; EST; 425 BP.
CCTGTTCAAGGAAGAAACTGACCGGAAGTAGAATATTTCACATACATGGGGCCTAAAACC
TGCAGTTTCCTTTTCTGCCAGCAGAGGTCGGGCAGGACTGTATTCTGAAATACAAACGGA
AGTTTCCTAAAAACCAGGGAGAGTCACACACTGGATCCAAAGTTTATTAGAAAACCGGTT
TCTGGTTCGGTTCTGAGGCACTTGGCGGACAAGCACTGAACAGAACCCAAAGGCCTTGGA
GAACACGGCGCTACTTCTTCTCATTCTGGAGGATTGCTGAACCTCTGGTTACCATGGCGA
TACGGAACCACCTCCTGGTCGTGTCAGTGGGACCCCCCCCCCCTCCTGCATTAAAAAGNG
ACATTTTTTTTGGNTNTGCAAAAGNGGGTCCATAAACCCACCGGGCTTTGCCTAAGGCGT
CCTCG
>BJ017536 ID   BJ017536   standard; mRNA; EST; 131 BP.
AGCCACTCCGTCATAGACGTACGGCTTCTTTTTAGGGAACCCCAGACATTCGGCGAGTTT
CTTGTAGTCGTCATGGGCGGGNNNGNGCTGCTCAACATNNTTTTGTGACCCTTCTTCCTT
GNAGCTGANCA
>BJ017546 ID   BJ017546   standard; mRNA; EST; 591 BP.
TTTATTGTGTTTTNGAAAAAAAACTCCGAATATTTTCTTTATTTGGGATTATAGTTTAAG
ACAAACAATCAAAATCAAAAATTATAAAAAAAACATCCAAATGCTTTTCATACTTCTAGC
CTAGATTTAAAAAATTTCAATACAAAAACATAAATATCCTTAATTGTCTGCTTGTGTAAG
CTTCACAGAAACAGTATAGTCACACAGACGCATTCAATCAAATGCGCACTAAACCAAGAC
AGCAGTTTAGGGTTAACTGTAGCACCATCACAATTCATTTTCAAGATTCTTCTTTGGCTG
CAGTCACAACTTTGATAGCTCATTAAAACTATTGCATTTCAGTGCCGGTTTAAGACATAT
TTATCCCATAATCCTGATGAAGAACACATAAATAACTCCACCACACCTGAAGGTGTTGGC
CTCCCTAAAAACCGAGTTAATTCATGGTGAAGGTGTCTCCGCGGTTCACGTCATCTGTCA
TCTGTGATGCATTTGCTGGCTTTGCATTTGAGGTGCAGTTTTTGAGTTCCCCTTTCAGCT
CTGACAGCTGTTGAGCATGGCTGGAGAGAGTCCCGTTGACCTGCAGGAGAA
>BJ017556 ID   BJ017556   standard; mRNA; EST; 674 BP.
TTTGTTCTTTAGACCCGTTTGAAACCACAATTTTGACCCTCCTGCTGGTTCTGTTGGTCC
CACATTAGAGGTTCTGGTCTCACTGAGCAGTGGTGCCACTGACATCCACCTTCAGGTCCT
TGGCAACCAGTCCTGCAGTGACCGGGTGCATGGCTGTCCGGTGGGCCGCAAACACTTGAA
CGGCTTCGTCTCTGTACTTGTTGAAGTTGAAAACCTCCCTAAAGAGCGGCCGAGTGAACT
TCATCCTGCCCTGCTCGGTGGCCATTTTCAGCGCCAGCGGAACCGCCTCTTCCCACTTGG



AGCGAACACACAGCTTCAGCCACCTGAGAAGAGATCAACCAATCAGCAGTGAGCATGGTC
TGGCTGTTCAAATGGATGCCACAGACTCACCTGAAGCGGATTTCAGAATTGGTACAAGTG
TTGAGACCATAAACCTCCTGCATCTTCTTCACATGAGTCAGAGGGAGCGGGTTCTCATGA
AGCAGCAGGGACAGAAACTCGATGAGCTGGTGGGAAGACAGAGTCTTCACGTCGGACTCG
CTGAAGCCGTCCAGGTCCTGGTCTCCGGCTTTGGTCCACCTCTGACTCAGAGCAATGCAA
GCATCGGCCAGCGTGGTGTCATACTGAGGTTTGACAGGAGGCATCCCAGGAGTGAACATC
CAGGCGTTCCAGTC
>BJ017566 ID   BJ017566   standard; mRNA; EST; 589 BP.
TGTAAAAATGAGACTAATTTTAGGTACAAGATTAAATAAAGGCAATCAAGTAATGGCGTT
CCCATGGAAATGATTGAAACTGATTTGCAGACTTTTAGTGCACAGAAAGGACAAATCAAA
TCCCAGATTGAAAGACAAGTAAAGTTCTTACTAGGAGGTCATATTTTTCTCTTATCTCTG
GCATGGACAGGATGTGGAGGCGGTCCCTCTGCCTGATGGACAGCTCTGCTTACTCGCTCT
ACCCCCAGAGTTGTGTGAGGGGGAGGGCCCAGAGGCCATGTCGTACCTTAAACTGTTCGG
CCGCCACATCACTGACAGAAAGGTGGGACGAGGAAAGACTCCTCTAAACCCTGGATTTGC
TGTATTTAATAGCCGAAGTGTGCTGTTTTTGAATTTTTATTTTTTTATCAGGGTGTGGTT
TCAGGTATTCTGTTGGTGACCTCCAGCAAAATCTTCTTTGACCCATTTAAGAAGCATCCG
TTGGTGAAGGAGCATGGCTGTGAGGAATACTTTCTCTCTTGCTCCATTGATAATCTGGCT
TCTGTGTCCTTCTTCTCCGATAGTTCACATGTTCACTTTAACACCACCA
>BJ017567 ID   BJ017567   standard; mRNA; EST; 715 BP.
CTCGCGGGCCTCAGCTTCTGCTTCTTAGCTTCTTCTGGTTACCGTATGAGTACTCTGCCA
CCCTGCAGTTGTATGTCCGGATCTCCTTGTTGTCCCTCTTGCACTTGACTGCCACAAAAA
TCATGGTGATGAAGAGGATGGCTGCGATGGAGCCCAGCGCGATGATGAAGATGAGGGAAA
GGTTGACAGATCCGATAGGCTCCTGCGCGTTCAGGTCTGGAGAGAGGTACACCATGATGT
AGGCCGAGGCGGACAGGGAGGGCTTGCCGTGATCCCTCGCCACCACCGTGATCTCGTATG
AGGATTTGGCGTTTTCTCCAAACATCCGGGTGGAGCGCACCTCTCCGTTCACCTGGTCGA
TCTCAAAGAAAGCCCTGTCCCCCTCCGAGATGGTGTACGTCAGGCGCCCATTCTCCCCCT
CATCATAGTCATCTGCTTTGACCTGGGTCACCATGTAACCCACCCCCGCGTTTCTCGGGA
TGGAGACCTCCGCTGTCCCGTTAACCAGCGGCGGGTTTGTCATCACGGGGGTATTGTCGT
TCACGTCGAGCACGACAATGCGCACGGTGGCGTTACTGGATAGGGAGGGGTTGCCGTTGT
CTCGTGCCAAAACTTTAAAATCAAAAGTTCTAGTGTACTCGTGGTCGAAGGATCTCATGG
AGTAAATGCGGCCTGATGGGTTGATGCTGACATATGTGTTTACATCCATGTGCTT
>BJ017606 ID   BJ017606   standard; mRNA; EST; 610 BP.
TTTTTAATTGAACACAAAAGTGTGACATTTAAAGCATAATATATTTTAAATTTAATTAAG
ACAAAAATAATGTAAAAAAATTTTCAATTACACATCATGACCAAATACAACATCACAGTA
AGTTTTAGTTACACCTTATAAAGGACGAAAGCAGTAAAAAAAAACAACAACAATAATCTA
TTTAGATTTGAGATGTAAAAATGTAACCTATAATTTGAGAGACTACGAGTAATCCTGTTT
GTCACAGTAGGTTTTCATGTACAAATCAACAACTGAATCCAGATCAAACCCAGCATCAAA
GCTTATGTTCAAAAAAGCTAGGCTCTTCGATTTAAATTTGTCGGGAGTGTTCTCCATGTA
GGCTCTGAATCGTTTGAATGCTACATCACAACCATCCTCCATGACCAGAGAGGGCAGAAT
GCTGACAAATCTCAGAATCGCAAGCATGTTGGGGAAGAACTTTACATCTGGTACCTGCAG
TGTTTCATGTAGGCTGGAAGGAGAAGACTCTTTGTTTTTTTTACTCCATTTGACCCACCA
ACAGTGCAGCTCAGCAGAGAGGGTGCTTGCATTGGGGATGTCATTGCTAAACATCTGGAA
GTTTTCTTCT
>BJ017621 ID   BJ017621   standard; mRNA; EST; 364 BP.
TTTGAGAAATNGGAAAAGTATGATTTTGAATTTACATCAAGGTGAATATACAATATGTAG
CACAATAAAATCTGCATTGTATGTAAACAGAGTACTTTTTTTTTTGTTTTCCCTGCNTTG
TNTTTAATTAANAAGAACGTTNTAAANGGAAAANGCCTTTTTTACCTTGCCCCTGNCAAT
TNTAGCTNTCTCACATCACATNTAAANGACNCGATTTACAAAAAANGGTCACATTTTCAA
CAAAAACATCTTCTGTNGCATTTTTGNGTCCNGGAATCCTTNGTTCTCCCCCCTCCACCC
TNTNGGTTTTTAATCCGCCGGGGTTTTATTATCTGTTGACCCCTCCTGTTNTGATGACGG
GCAG
>BJ017627 ID   BJ017627   standard; mRNA; EST; 521 BP.
TTTTATTGACATTTACTTTTACCTNTGGTTTCTCTTGAGACCCATAGATTTTTTTTCACT
TAAATTACATTTATAATGTTGTACTCACATACACATTTCAGTTTCTTATTGCAAAAAACG
ATAGTAGCCAGAATGATTCAGGTATTGCTACAGTTCGCCATACAAACTTGTCATCCCTTA
GATAATGAAGTTCAAAAATAACTTTATTGGCAAAATGAAATTACACCAAAGCCTCTTCAT
CTCTCTGAGACTGAGGGCAGAATAAGGCTAAGGCTAGGAGCCTAAACACAGCTAACATGA
TGTACCTGCTCATAAAACAGGAGTCTAACATTTAATTCCCAAATGTGCATAATGAGAATG
ACTCATTGGCATTTACCACGTGATGAACATGTCAACGACAATATGAACGTATTTCTGGTG
CTGACTGACCCACCTTGATTGGACCACAATGCAGTACTATGAAAGAGCCGTTGATAGCTG
ATTAGCCTCTCTAAAGCCAACAGATTTCTGATTTTTGATTT
>BJ017640 ID   BJ017640   standard; mRNA; EST; 718 BP.
GTATGAAATAAGTTTTATTTGTAAAAAGGACCGGNCAATGAGAAGCTGATTCCATGGCTG
TGTTATAACAACATCCAAAACAACAATAACTAAGGTCTGCAGGACTGGTTTGTTCCAAAC



AGCTCTTAAACAATGGCTGAAAACAAACAAGTATAATAATGTCCATAATGTCCACCAAGC
TTTCTCCAAACTGTCAAACAACAAAGCTACTGGACTTGGTGGGGTATCTGAGCATGTAAA
GTTTGCCAGTGCAAGGGTAATCCCACTACTTGCCATGTGTTTTACAGCTTTAATGTTCAT
GGATTTTAACCAGACTCTATGATAAGCTAACTTTTATCCCCCATATAAAACAGGTGGTTA
AAACTGGTTTCTATCATCTCAAAAATCTGGCTAGAGTCCGCCCACTACTCTCTCTTGCTA
ATATGGAGATGCTAATGCATGCTTTTATCATGAGTAAAGTTGATTACTGTAACGCCCTGC
TTTCTGGTCTTCCAAAAACCAACATTAGGAACCTTCAGCTTCTCCAGAACTCTGCCACAC
GAGTTCTTACAAAGACCAGGAGGCGAGCTCACATCACCCCAATTTTGAAATCCCTGCATT
GGCTCCCCATATGCTTCAGGATTGATTTTAAGATACTTTTAACAGTTTTTAAATGTCTTA
ACGGTCTTGCGCCTTCTTATTTATCAGATCTTTTAGTAAAGTATGAACCCTCACGGAC
>BJ017687 ID   BJ017687   standard; mRNA; EST; 618 BP.
GGGTTTTTTTTTTATTAACAAAAACTCTGTTGGAACACAAATAATAAAAGAGCATGAATT
AAATNCAAACATAGGTNTAATGTNTATTTACAAAATGAACATGTAGGTTTTGGTTTTGTT
CTTGGGGCTTCATTCGCTGNGGNGCTTGTAGCTGACTGAAACAGGGATCTGACTCTGGAG
GTTTTGCTTNTTGCCGTTAACGATGAGGAGCAGAGGAGAGTCCACTCGAATACTTTTGAA
ATCAAAAGACTGGTCTTTATGTGTGATGACGTGACGCTTGACGTTAGGCTCAGGAATGAC
CACAGAGTCGCCTATCANAACGCCCCAGCTGTTGGCTGCATTATAAACCATCACCACCAC
ACACGTNTCCTCACTGTCAACCATCCCAAACGTAAAAGCCATGCNACCCTCANAAGCCAG
GCTGAAAACCACCTTCCCCANAGCAGCCAGCCCCGCGTTATGGCCCAGCTTGAGGGAGGA
AAGAGTTCGAGGCTCCAAGCTTCCCACGCGTCCAGACGGGGATCGAAACACAGGCGAGGA
GCACGGNCCCAGCGCTGACGTGTTGAGGTTTGACAGCATCGTCCGTAATCGACGCGCTTT
AACTTTCCCCTTGTTCTG
>BJ017689 ID   BJ017689   standard; mRNA; EST; 291 BP.
TGGTTTATTTTATTTAAATATAAAGTCTCTTTAGTATTTACGGATAAAAACAGATAACAG
GTTCTCCCAGTTTACAGCCCAACACAAATCAAATGAGTGTAGACGCTAAAGCCCACTATG
AACTACATCAGCGGTCACTCCAACTGATCCAGAGACTGACGTGGAGCTGACATTTGCTAT
TGTTGTATTGTAAACGTGTTATGATAAATGTGGCGGTGGTGGTACCCCCCCCCCCCCCCA
ANTNCNNNNNCCAAAAAAATNCNCNCTNNTTTTTAAANANNTTTNTTTTTT
>BJ017697 ID   BJ017697   standard; mRNA; EST; 462 BP.
CAAAGATCCTTATTACATACTTTTAAAAAAGTACCAGATAGATACATAATTGTGAAAATT
AACCATTTCATTACAAACCTATCAATAGTACAACAGCCCCAGAAATATTTAGAAGTTTCC
TAGGAGGAAAGGATATAAAGATTTTTTCCCCTCCAAGCATAAATTTAGAGGAACAAAGAT
AATATTCAGCTTCAAATGTGAAAATTATCCAAGATATTAAACCCACCTGATTCAGAATCA
AATGCAGGTTCTTGAATTTCATGCTAGTTATAATTTTTTCACAACACCTTTTTCAGTAAA
ACTTGTTTTCATGTTAAAAAATAATATTCATTCAAAAATTTAGTTAAAAACATTTGTTTT
GTGTAGCAAATTGAAATTAAATAAAAACACCAAAGTGAAACTTTTCCAACATTTCAAAGC
TTGCTGTACAAATTATTGTATGTTAGCTGTATCTGCATAAAT
>BJ017734 ID   BJ017734   standard; mRNA; EST; 545 BP.
CCTTTTCTCTGAAGAACAGAGACATGAAAACACAAATCTTCAATTCAAAGTTGTCAAATG
AAGCAGAAAGAACACAAAGTTTTAAATGTTCTTCTTTCCACAAACACAATCTTCTCCTTC
AGCTTCTTCTCTTGGTGTTTCTGTGGAGAACAAACCAGAGAAAGTCTGGGATGGTGACCT
CACTGACTCCATTTGTGTTGCAGCTTCCTTCAGTTCCCATGACAACAACACAAAACCATT
GGAATCCCAAAGTTCAAAGAAAACAGATTGGACTCCCAAAAGTTTGACATTCATATTCCA
AAATGTCTCCAATCCACATTCTAGAGATTTTCCTTTCTCTCCATTTCTGACTACAAACAT
GACTCCACAGAATCTGAACAGTTCAAAAGTTTAGTTCTAGATGAAATCACTGAAAACAAA
CATTTCACTCCTTTCTGAAACTAGTTCACTTTACACAACTCTGCTGTGGATCCAGAACCC
ACCCACAGTCCAACATGGAGCGGCTGAGTGAAAGTGGTCTGGACTCTGTGGAGGAGAGTC
ATGCT
>BJ017780 ID   BJ017780   standard; mRNA; EST; 572 BP.
TTTTATAAAAAACAGTGCTTTTATTAATGTAATACTGTGGAAAAATAATTACATACCATT
TTTAAAAAATATTGAAGATAATGAAATAAAAAAATGAGAGTTTGATAACGTTTGTTGTAC
ATCTTATGAACAGTTTGTCTCTGCTACGAACAGTACGATAAGATAAACATTTTCTAAATT
CAAAGACACAATAATACAGGGTACAGTCCTACCAGAGGTATAAAAGTACTGGAACAGGAT
CGTGAGAGAAATACACTGAAACGCACAAACGTACTGCACACGTGCATCCCAGAGTCACGC
AGCGTGACGCCTTCCCCTCCATTCATTCACACTTCTATACAAACACACTGTACAAATCCA
TGTGGACACCCACACCCCCCCACCCAGCATCTCACTCTCCCTCTCACACACTCACACACT
GTCCATCGTGTGGAAAAGTCTTCACCAAACCTCTGCGTACGCAATCTCCTCTGGCCGTTT
CGAAAGACAGACGATGAGAAATGATTCTAACTGGAAATGTATGACATGTCCCCTCCCCCC
CAATAAGGCCTCTCCCATCTGTTTTCTCTGTC
>BJ017799 ID   BJ017799   standard; mRNA; EST; 485 BP.
TAAATAATACTNNTATTTATTNAAAGGACAAAACTTACTGGTAAATTCTTCATGCATTCT
GCAGAGTACACAGCATGCATTTATCACACAAAGCCGTCTTCTTTTAGCCATCTTGGCTAA
GAATAAACACATGAAAATCTGCTCATGATGAGTTCAACCAGCCTTAAAAGACAGACAGAC
AGACAGCCGTGGAATGATCTCTTGGACTGACTTAAAGGTAACGTTTTGTAACAGTCTGCT



GTGGAAAACAGCATGAATGGTTAACCTGTGACCCACGGCTCTTTGAGCAGACTCAGGACA
CGCCGGGCCTGATGGGTAACAACACTTACGATCACATAAAGACCAAAGAACACTGAGGGA
CACGCGTGACCTTTGAGCTTGTTTTCTGGAGTATGGACATCGTGCACATTTCACTCATGC
TTCCAGTTAGAAACACTGACATGGCTGAGAGAAAACCAACTGGGTTTTTTTTTTNAAACA
AACAC
>BJ017810 ID   BJ017810   standard; mRNA; EST; 402 BP.
GGAAACTTTGGGGGGGAAAGAAAAGCTNATCTGAACATTCAAAAGCTCTCATGTTTGTCA
AGACAGCAGAAAAAGACCTTCTGTTTGGATGGACACTTTTGACCTCAAGGACATAAAACA
GTCCTGGAAGGAAGTGAAGAAAATATGAGGATGTAAAGGAGAAACTATCATCACCTGTAT
CAAAATGAATCACATTTGAGAACCCATTCAAAAAACCTTTACATTTTACAAACGTTAAAC
AACTCGATTCTTGGAGGCCCTGAGGATTTTCTTGACTTGTTTTTGGGTGGGTGGGGGGAC
TCCAATTGAACAATAAAACATCAGGAACAAGTAGAACGTGATATTGGGAGCTAACCAGAA
AGATTTAGCACATGTAACAGTCAGGAATATTTACATTTGANA
>BJ017813 ID   BJ017813   standard; mRNA; EST; 199 BP.
CACATTNNGTCAANNCACTTNACAGCAGCAAACGGCGATATATGCGAANCGACGGAGTGG
ACTCTGAGTCAATNTATACAAATGTGCTGTTTAACAACTACTGCAACAACAACTAAGGNT
ATCCTTTGTGNAAAACTAAGAACANTGTGACCGCACNATGAGAAAANACAACANAANTGC
ATNACTCAATATTAGTACA
>BJ017817 ID   BJ017817   standard; mRNA; EST; 484 BP.
CTTGAGCTGACAGTTATATTTTCTGCGTGGACAGGTCTTTGCTTGCTGGGCTCTTGTGAG
ATTGAGACTTGCAGAGCAACGAAACAGACCACAGGAACATAAACAAGCCCTGCAAGGAGT
TGAGTATTGTGAAGACATAAACTCCACTTAGAGAGATGTAGGTGGTGCTGGCGAGCCCCC
AGGGTAAGCCCAGCACACAGCTGAGGATCAGCACTGCCACGCACTTTTTCCACAAGTCCA
GCCCGTTCTCATTTTTCTCCTTCCTCCATTGGCTGCTGCTTTTAAAGCCCAAACCGTCAC
CTCTGCTCAGATAGATCTTGAAGACCACCAGCGCCAGCATGCAGGTGTTGTACAGCACCA
CCAGGCAAAGAAAGCCCACCGTGATGTAGCCGACCACCTGCCTGTGTTGGAACTCGCTGC
TCATCCAGCATATTGGGGCTGTTGAGTTGGACTTTTCTTCGTCCATCAGTTCTAGATTAT
ATTT
>BJ017832 ID   BJ017832   standard; mRNA; EST; 718 BP.
TGTTTAAACTTTTTATTATGAAAAATACAAAAAGAGTCCACATTCAACAAAGACTGCTTC
AATCCGGCTTTTCAAAATTCTTCTTTTGGTGTGTTTTGTTCCTTTCATATTTGTCCTTTT
GACATTTGGCACTTGATTCTCTGAGTCTCTGCAGCCCACGATTGGAAGTTTAAGCCACAT
TTGTGAGGAGCAGCGCAGCAAGTCGATCTCCAGACTCCAGCACATCAGCAGAATCTGAAA
TTGAGCAGGTTTTTGCCCAATTTTGACCACAATGCTGCAGGTTTCCAGGTAAGAACCAGG
TGTAAATCAATGTAAAATTCACTTTAAGAAGGTTAAAAAGGATTCAAATAAAGTCACAGT
GGCTTGCAGCTTCTCCTCCACATGGTTTGGGTCATTTGGACCCCAGTCATATGACAATCT
TTTAAAGCACAAGGTTTAAAGAAGCCAAATAAGTTAAACACAAACATGACATGAACTGGA
ATTGAACCCACTGCTCCCAACTTTCCAGCAAAAAATGGACAAAGTCTCGCTGCAGTTTGC
ATCACCTGCACGACTTTCTGAAATTCATTGAACCAAGGCCCCCCCACCTCTGGTGGTTCA
GGCTGGGGGGTTGCGTCTGCCCCCCGCTGATTCTGTTGCAGGCCCTGCGGAGGATGGAGC
TCCGCCAGGAGACTCATGGATGTGGAGAGCAGCTGTATTTGTTCTCCTTCCCTCAGAC
>BJ017846 ID   BJ017846   standard; mRNA; EST; 107 BP.
GGAATTNATTAGGGGGTTNTTAAGGTAAANGAAATANCAAACCAGANTGGGGNCATCACA
GTCNGCNGTTAATNCTGGGCGTCCAGAAAGAAAAANCGAGCNGCCAT
>BJ017847 ID   BJ017847   standard; mRNA; EST; 561 BP.
AGCTTTTTAATGATGAAAATGTTGGACAAGAAACAAGCAACGTGTGGCATAAAACACCTC
CTGTGTTAAAAGAAAAACAGCAGCCTGTCAATTTCATTTGGAAATGAAGAGCCCTCCCAA
ATGCCACAACGGCCAAACTGACGCTTCATTTCACAATGTCACCCACTGAAATAAACATCA
AAATAGCACATCACAGTATTTTGCAAATACATAGTTTAGAGCAACTGTAAACATTTTTTT
TCTCCATGTGCATGTTGCCATAACTCTGTATAGGGGAATACAAAAATAACTGTTGATATA
TATAAAAGAAAATAAATACAAACAAAGTACATTTAGAGATCAGCTTAGTGCAGATTTATG
TCACAAAATTAGAATAAGGGAAAGCTCCTTTTTGTTCTATTTCTGATCATTCACAAAGGA
GGAAATCATCTCTTTTACTTAAAAATAAAAATACACACATCCAACATGGGAAAAAAAACT
GAAGAGTCGATCATCCGAAGACTGAGTTATTGGCAAATGGAATTTAAGACAGATGGAAAA
GTATTTTGGGCTAAAACTGAA
>BJ017863 ID   BJ017863   standard; mRNA; EST; 459 BP.
TAAAACAAAAAACTACAAAATAAAGGTTACAATGGACATAAAATAGAAAGCATACATTTG
ATGTCAGTTGTAAAAAACAAAAACAAATGCCCATTAATAAAAACTAACTACTCTCTTCAG
GCTTTTTTTTTGTTTATTGATTAAAGGATTTCAGCCTCTGACTATATATTGTAACTAAAC
TACCCCTTAAGTTTTTGCATATTTCAATGACCCTTTTGGTGTTTGGGGCTTTTATTTTAT
CAACCAAGAAAACTTTCAAAATAAAAGCTGCTAACTTGAAACTGAGAGAACTCCCATCTC
ATTTTAGTAGAAATATCTTCTAAACTAGAAAAAAAAAGATTTTTATCAGTTAACTAAACA
TCACACAGTTATTTTGGAGGATATAAGAAACATTAAATCTGTCTGGGAAACAGACAGAAA
TGAATATTTAGGTTTAAGTTTACTTTTTTTTTTTTTTTT



>BJ017886 ID   BJ017886   standard; mRNA; EST; 323 BP.
ATTCACTTTCAGGTTTGCAATAAGAACATCATTGCAAATAACAAATACACACATGTATAA
ATCTACTTTAAATGAAACCAAGTCATTGTAATTTTCAAAATAAAAGCACGTTGTTCAACA
GAGTTGTACTTTTCCAGCTGCAGACGTTTTTACCGTTTGAAAAAGTTCTCATCTGCTCCA
AAACAGCCACCAAAGTCTATTTTGGAGATGTAGCTTCCAGCCTTAAAGGAGGCGGCGCTG
TCATGGTGTGGGCTTTCCACTCTGGGATCTGTTTGTTCCCAAAAAGCATCTCAAAGCCAT
GANGACTTTTCTGAACTTTCAGT
>BJ017889 ID   BJ017889   standard; mRNA; EST; 651 BP.
GAACAGATGCAGGACTATTCTGAGCATGTGCCTNTCACAAGAATATTTCTGTTGCTGTAA
ATCAAACAGTTGAAAGTTATTTTTAAAAGTACACATCTTTTTAAATAGGGAGACTTGAAT
CTATAAACGAATAGTGACGACAATAACAATAAAAAAACTTGACATTCTTTTGCAAAACTT
AATATTTTTAGTCTTAGTTACAAATGCACACTTTTTGCACATGTCAAACTGTATTGCATA
GGTGAATATATTGGAACAATGTCAAAAAATATTTTGTTTTGCAACAAAAATTGTTAGCAT
TCCTTTCACTTCTGTCTTGGGAGCATAATAATCAAATAAACATTTTTACAAATTCCTTTT
ATTTTGAAACAACACTAGTAAAAAGACAGAGTTGGTTTTCCAAAAAAAAAGGTATGAAAA
AATAACCACACATATGCACTTGGATAATTTTTAGCACAAATGAGATAATTACTTCATAGA
CATTATAAATAACCATATTCCTGTTTGCAGCTCAACACTCTGGTGCTGCATCACATTTTC
CTTCTTCCTGCTCAGCCGTGGCATCGCTAACACAGGTGTTGACATCTGTTTTCTCGTCAG
CGTTTGTACTTGGGTCCCCATGGTTACAGTTATCACTGCTGGGATCGTTGT
>BJ017918 ID   BJ017918   standard; mRNA; EST; 574 BP.
CCCTTCGCTGATTGGCTCAGTAGCGGCGCCGCAGCCTCCATCTTTGTCTGCGCTGCTTCT
TCCCGCCTCTCAGGTTCATAGAAGACGCAGCATCAAGCTCAGACAGAAAACTCCCAGAAG
GCACCTCTGATGGGGGGGGCAGCAAGGACGGTGCCTTAGGGGATCCAGGGGAGAAGAAGG
CCTCTAAAATAAACTCCCCCCAGGTCCCCGGACTCGTTTGGCGTCACTCGTTCCCGCCGT
CCTCTGTGTGGGCCCCGCCCTGAGCGGCCGGCTCGCCCGCCCGTCCGTCTGGATAGTTGA
GGATTTGTCTGCTGGTCTGACCCACGTACTGCTGCTGTTTGTAATACACCTTCAACCCCC
CCTTGATGAGCACGAAGGCGATGCCCCCCAGAATGGTTCTCTGCAGGTTGGAGGAAACGC
GCCGGAACAGCAGCCGCCCCACCAGGCTGGCGACAGACGGGAAGATGAGCGCCCCGCACA
GAATTCTGGACACAGACATGTGATCTTCTGGACCGGGTCTGTCGGCCCGAGGCGGGAGAA
CTCCGCAGCCTGGATGGAGGTCCGATCTGCGGCA
>BJ017919 ID   BJ017919   standard; mRNA; EST; 617 BP.
GGTATTTTTATTGAAATTTGTCTAGCAGCGCACTTGAAGTACAAATCAGTGCAGTACTTG
TACACAATCAGAAAATGAACAATTACATGCAAAATGTACAAAAAACCTGAGCTGCAGGGC
ACTGGAAGTATGAAGACTGGAGGCTGCTCAGAGCCACCACACAGTGTTGTGTAAACAAAA
ACAAACACATTGGCACTGCTTATTCACGGAACACACAAACAATTAAGACCAGATTTAAGA
AATTGTTTCATCCACAGGTTCACAAGAATGGATAAATAGGAATGAATGCAGAGAAGTTTA
TCTTCATGTCAGACTGGGAGTGTCTCTGAGCCTCTGCTGTGTTGCTGCAGGATGATGACA
GTGACAGAGGAGGGAAGAGTGAGGGTGGGGCAGGTGGGCGGGGAGGCGGGGAGGCCTTGT
CACACAATGAGGGAGTCCCTGCTCAGTGCAGAAGTCAGGTTTCGCTGTCTGTCGCGCTCG
TCCCTGCCCCCCTGCAATGTTTGGGTCATGCCTTGGTGGGGGCGCATGTGAGAGACGGTC
CGTGTGGGGGGCTCAACAGTCCTGTATCTCTCTGATCTTGGGGGATCTTGGGTTCGGTAC
CGCTCTGTGGTCTGGTC
>BJ017950 ID   BJ017950   standard; mRNA; EST; 480 BP.
CATTATTACTATTATGATGGTAAATTTACAAATNCAAATGAGGNGANGGTNCACAGAAAA
TTAATTTCCCCTTAAATCTGTTNTATTAAAACCACTTTAATTATCCTAAAAATTCACAGT
TTCAAACATGACACTTTGTCCATTTNAACCTGNGACCCAGTNCCAACAAAAACAAANGCT
NTGCAGTTTTATGCCAGATGTGCTGCACTTTGTGCTACGACAGACGGCCGTAACTTTATC
AGATGCGTGTCCTGCTGACTCAGCCATNTACAGCTNTCCACAATNTGNGATGGNGATTTT
TTGGGAGGTTCTGCCGGACTGTGACCCGAAAGATTCCACTTTTTTTACNACGCTNATTCC
GTNTTTNACTNTGCCNAANACNACGTGCCTGCCATCCAGCCACTNTGTTTTANAGGTGCA
NATNAANAACTGGGATCCATTGGTGTTCGGCCCGGCGTTGGCCATANATAAAATGCCTGG
>BJ017955 ID   BJ017955   standard; mRNA; EST; 376 BP.
ATAGAAACATGTCAACAAAAAAAATACTTCACATAACCGTGTCAAACATCATTATAGAAT
ACAACAGAGCTGTAAACACATAANATAAAAGACAAAGAAAGACAGAAAATCAGCAGTATT
CTGTGTTTTTGTTCATCAGGCAGGTGTTGCACCTTAAGGGGAAAATTTTATCAAGACATA
AAACAAACAGNNNNCNTNCGGTTCAGCTGAAATCGTGCTGCTCTATTTCATACACTCCAA
CACAGTTGACAGCAGATGTTTGCATAATAGTAAGAAAAGGAAATGAAAAAAAAAAGGCAT
TTTACTTTTACCATTAAATTCCNTAACCCACAAAGTGTATTGNAAAACGTCTATAAACTT
TAAGAANTGCTTCCNT
>BJ017957 ID   BJ017957   standard; mRNA; EST; 497 BP.
GCTGAGCAAAAGCCGGGACACACGTAGGTANATTCCAGACAGTTTAAAAGGAAGATCAAC
TTTTACAAAACCCAAAACAAGCCTGACCTGTCCATGGGGTACCCTGCTTTTGACCAACAG
TAGCGGGGATAGGCCCCAGCAACCCCAAAAGTGATTAAGTGGGTTTGGAAAAGGGATGGA
TGAATGGAAAATGAGTCAAAAAATGCTTAACTGATCAGGCCAGATAAAACTATACGAGTC



CACAAATCAGATCTACTGAAAACAGATCCGTTTTGTTCTATCAAAAAAGAAAAGAAAAAA
ACATTTGACGTAGGAACATCTTATATATGCATATTTTCATTTTATCCTAACCATGAGCCT
TGCAAACATTTTGGCCTTTTGTCAGGGCAAAAATGTCAGTTTAATGTAAAACTCAAAACA
CTTCATGGAAGCTGACACTGAAGTGCCATTGCAGTTCACAGTTCGTCTTTGCTCATACAA
TCACAGTCTGAATCTCC
>BJ017970 ID   BJ017970   standard; mRNA; EST; 612 BP.
AGTGCTTTATTTTTAAATTATATAACATATNGGTATAAAGGTTTCTCAAATAAAAGATGT
TAAAGATTTAGCATGTGGCGAAGCACAAAAATAAAGAAATTAAAGTGAAACTGGAAATTT
TAGCCAACATAACCTTTAACAAACATGAGCAAACCAACCACATTTTCATTGCTAAATTCT
ATTTTTTTTTAGAATTTATAAGTAATTTTACTCAAATTACTATTTTGACAAAAATATTGA
CAAAGACCATATGTTTATAATAAAACCACTAGAAAGGTTCAGAGGACAACATTACATTTA
TCTATAATGTCAATCAAATTAGGATGCAAATAATCACTAATAAACCCTCATTCTTCATAA
CAAATAAAAAACATTTCTCATTTAATATAATGTCATAAACTATTTGTTTTTATTTATTTG
TGATCCTTTTACTCGAACTTTTATTTTGCCATTGATGAAACAAACAGTTTGATTTATGTC
AAAAACAAAACCAATAATTTCCCCAACCTTTGTGCACTCACATTAACCAAAAGGCCAACA
GAATATGAAGAATATGAAGTTGTATGCTTGACAGACAAAAATCAACGTAATTTTAATCAA
AATGTTACTTTA
>BJ017977 ID   BJ017977   standard; mRNA; EST; 695 BP.
AAAAACTTTATTTTACAATTAACACGTACTTTTTAAAACAGATTAATACTGTTGTAGCAT
CACTTCAGGTTACACTAAAAATTTAACCACAGTAGCAACCAAATGGTTGCCATGTTCAAA
ACAAAATATCAGCGAAGGAGAAAGAAGAGAAAATGTAGTTTTTTTTGTTTTGTTTGAGCT
AATAAACAAAAAAGGTTTTTAGTCCCGATTGTTCAGGAAAAAACAAAACAAAACAAAAAA
AGCTCAGTTGATTATGATCCAGTTTGAGCCCAGCTAAATTTGGTGATCCGAGGATTCTTG
CTATTGAGATGATGAAGATCCTTTTCAGGATAGGCTTTCATCTTCCATGCAACTGACTCC
CACCTCCATTCAGAAGAAAACCTGGTCTTTCCATGTCCGAGGCCCCGTCTAAAACAGTAT
ATGCAGGGTGACGTTGTGTTCTTGGATGACAAAGCATTTACACATGGGAGGAGGGGGACT
GATACTGAGACCTGCCGAACATCTGCGTCGCCAAAGACGCGATGCCTCCCGGGAAATTGC
GAAAAAGTTGGTGAATATTATTGTGCTTGGGCTCAGCGTTGGAGATGTGAACGCTGACAC
CCTTGATGATCAAGTCTTCTCCACACAAGGCCTGGGCAACCTGATCATCAGCAAACGTGA
CAAAAGCGAATGCACGGAAAGGTTTGGGAATGAAG
>BJ017987 ID   BJ017987   standard; mRNA; EST; 331 BP.
CCACGTGTGGGCANCAATAAAGTACTTCTGATTCTGNTTTGTGTGTCCCTTTTTGTAATC
CAAGAACTTGTAACACACGCAGACATTGATCCTAATGCATCAGCACTCCCACTCTGCAGT
GGCTCAGAAAAAGGTTGGAAAACTGATGATCTGACTGATGTGTTATTGAAGAACAGATTA
TTTGTTTCCTCTGGTTTGTGCCTTCAACGAGCATAAACTGAACTTTTCCTTTTGTTCTTT
TGCACCTCTGTCTCAAACTGAGCTCCAAACATGTCGATGGGATGGCCGTTGCAGAGGGAC
GGCCGCTGNCTCTCCAGCCAGTCTTTGAAGG
>BJ017992 ID   BJ017992   standard; mRNA; EST; 229 BP.
CTCCACGCCGTCGACACAGACTCTTAGTGTTCATCCAAAAATACTACATTATTAATATTA
CATTTATTTACAACAATTAAATAGAGGTTGGTTAAGCACTTGTGTGGTGATGGGTACTGG
AGTAGTGAAGGGGGGGGGTGAAGCGCTTTTTCTGTTTCTTCTAAAAAATAATAACCAGGA
ACTAAAGGAGGAACGCCGTTCTGGTTGTTGGTTTACGNNATGCCACAAT
>BJ017995 ID   BJ017995   standard; mRNA; EST; 458 BP.
ATCAGACATTAATTTTTTTCGATACATTTTAATAAAANAAAACATTTGCATGAACTGTTC
TGCAACCAGTCACATTTCCAGGTGACTCCATTTTTACATTGTAGAACAAACACACACACA
CACACACAACAAATGTACACATCTGGAACAAAAATGACTCAATATTAAATAAGCACATCC
TTGATTTTTACAATCCAGCCTGGCATAAACCCNNATGTCTGCTTAAACGCCACAAACAAA
AGCAATCATGTTTTTAATATTTAGCTCATTAGTCATTCATTTAGAAACATTTCCAAAGTT
TCCTATGGAAGCAGAGGATTTAGCCAAGTAGATAAGCAACATTTACTTGTTAATTTCCAC
TACAGNGATCAAAAAAGATTGCCCTTAGAAACAAATGGNATGTTAAATGGCTNTTAAAGC
AAATTTTGGTTAATNTTTNTGCCGCTAAAAACACAANG
>BJ018001 ID   BJ018001   standard; mRNA; EST; 322 BP.
ATGAGTTTATTACTAAGGTTATTTGTTTCCACTATAANAAGCCTAAACATACTTTTCCCT
CAAACTGNGTTTGCTGCATTTCTGTTGATCTAGCCATGACAATGTGCTCTACAATGACTC
AGATAGTGCAACATGGCTTTCCAGCGTTTCATTTCCCTGTAAATATTTGCATAAGGCTTT
CGGCTTCACCCTTTGTTTTGGGGTCGGCTTAATTCAATTCTAATCAAACAAATTGGGCAA
ATGAAATAGTTTANCTCATAATTATTTAACTTCAAAACAACCTAGCAAGGATTTTCTTTT
TCTTATAGGTTGTTGTGCATTA
>BJ018026 ID   BJ018026   standard; mRNA; EST; 108 BP.
ANTAAANTAAAAACCCTTNCAANTAAGGTAANGCNTTTCCNTCCANAGTNGGANCGTTTT
TNCATGGAANGATGNGGAANGTTAAACTGGAAATGCAGGTAAGGNGGG
>BJ018039 ID   BJ018039   standard; mRNA; EST; 558 BP.
TGATTTGAANCACACAGTATTGAACACTTTTTGCTTTTTAAAAACAAAAACAGAAAAAGT
ACAATGAATTTTATGCTACTGCACTGAGTAATGAGTAATCTATATTTGAAAAAACAAATA



AATCCCAAAACATAATAAAACAACCAAAAAAAGGAAACCTTTTGTTGGCATTTCTTTTCA
AGAACTTGATACAGGAATGAGTCAAGACTGAAATGTAAGAATTGGACATCCATACAAGTA
AAATATACAAGAGTGAACAGATTTTTTCCAGCATTATTTTTTCTCTGAACTGGAGAGTGA
TGGTTAAAAATGTTTCTGGGACAGAAAAATCACATAATTATATTAAACAGGTGCATGTGA
ATTGCTTGGAGCAACAATAAAGTAAACAATAAGTGCAGAAATTAAAGCTTTAACTTTTAT
TAAAGCTGAGTTTAAAGCTTTCGTTTAATTTTTGCTTTTCACTGCTGGAATTTCTTTGTT
TTACTGCAGTCAAGCCCAGGATAACTATAAAATGAGATGATGAGACCTAAACAACCTCCA
TTGGGACAGGTTCCTCAG
>BJ018051 ID   BJ018051   standard; mRNA; EST; 559 BP.
ATGCTTGACGCCTTAAACCTTACACAAACACTTAAATTAGAATTAAAAAAANCTGATTAT
NCGCATATTGCTCAAGATGTCACAATAAAAAGAAATATCACTGAGTTTCTCCATGGACAT
CCCCTCCCCAAAAAAGGGAGGTGGGTGGGGGTCATAGTGACACATTGAAGTCAAAAAGTA
GCATCGATGTGATACTTCTAACTAGAACAGCATTTTCACTTGAAGATTCAGGAAAACCCT
CATCTCCACTCTGACATTTAGGGAAGTCTGACAGTCGCAGGAAACACAAGAAAATGATTA
GTGTCTCCCAGATTATCATCTCTGGGAATTAATTATTTATAGATGTTTAAATAAAGAAGG
ATATAAAAACCAAGTCAATTGAATCTTTTTTCTTTTAACCTAGCAGCTACACTTTTATCA
ATTCATTTGTATTTCAAGTATATCACATTATTCTTATAGGACTGTCAGCAATGGTTACAA
TGAGATGTTTAATTTTGAGAGCTGCTAATTTATGGATTTTTAATATTATAAATTTGACTG
TCTTTAAAAAAAAAAAACA
>BJ018056 ID   BJ018056   standard; mRNA; EST; 264 BP.
GACTGTACATAAATGTAACTGACCTCAATGCTATATACATAGGACACACATCAGATTCTG
TTCCCATGAATATTTCAGTTTTTTTTTTCCTTTTTATTCCACATTNGATCAGAAGAAAAC
ACATCTGAAGAAGGCGCCTTCTCCCACGATGCCCTCAAACGTTTTAGNGGNGAACGTTAG
AAATCTCCCACACGCCAGNGATCGTCTTGTCATTTTTTTTTTTTTNNGGNTGGAAAAACC
AAAAAAAATTCAAACNTTTAAANA
>BJ018065 ID   BJ018065   standard; mRNA; EST; 596 BP.
ACTGGTTAAGACTTTGTAGAAATAAATGTCAGATGTAATGGCTCGAACATGTTTGATGAG
TCATTGCACACAAATTAAGTGCTAATTACAAAACAAAAAGCAGGCTCCTGCCCGCTTACA
ACAATGAAGGCAACCGTTTTCAGATGATTTCTGTTGCACATTCCTTTCTTACCTAATCTG
ACCTCATCTGGTTAATCTCAGTAACATATTGGGACTTCTCTGAGCCACATAGCTACCACA
TCATCTGAATAACTGCAAACAATAACAAATCTAAGTCTGGATCAAGCCAGAAACCTGAAC
GAAAGCTTAAACCTCAGTTTTTACATACAGTGTGAGTTATATAGTGCGAGTTATATCATT
GCAGTAAATATGTCAAGCTGGAGGCTTTTAACTCCATCTTCCATCATAATGTAAGAAAGC
CACTTTTGATTCCATGTCACTTCTTAAGCCTGAAGGAAAATCTGGCAATAGCTGTTTATT
GAGCAGGCCACTTTGTGGTTATTGGCACAGAAGACACAGATCTACGGAAAATCAGTTTAA
ATCTTCAGAACTGGGTCCTCGTTTGTCCTTTTGATCACTTTAAATGGGCACAACTC
>BJ018066 ID   BJ018066   standard; mRNA; EST; 596 BP.
CCTTTATTGAAAGCAAAAAACTTAAAAAAACAGGNCTTATTACATGTCAAANTGTTCTGT
TTTCTATGGATGCATCTGTTCAGATGACTTAATGAAACATTTCAAAGGTAAAATGCGAAA
CGATGAGCTTTCTTTGCTCAGAAATTTGCTAAATGTTTCCGCCGTAAAGTCTTGAAGTCT
GGAGGCAGATCCTGACGGATATGGAAGCCGCCAGAATTCCCGCTCCCCCTCCAGCGGAGG
AGAAGGAACACGGAGCTGAAGGATCCTTCATGTGATCGGAGGGTTAGCTCAGCTCCAGGG
ACAGCGAGTCGTCTGGCTGTGAGGGCCGGTAGATCTGCTTAGCAAGCTTTGCTTTCTCAT
TAAACGCTTGAAGCTTTTTCCTCAGGTTCGCCTTTATCTCCTCCTCTGTCAGCAGCTGTG
GTTTCCGCTCCTCCGACGGCTTAGTCGGAGCGACACGGCCCGCCTGGGAAGTTCCTGCCG
GGGAGGTCACCGTTGACGGTGCCTTCGGCGCCACGGATGCCTTCGGCGCCCCGGAAGCCT
GTGGCGCTGCAGGCTGCTGTGATGTCTTGGCCTTGGTCGTCTTGCTCGATGAAGAA
>BJ018068 ID   BJ018068   standard; mRNA; EST; 303 BP.
CAAACAGACAGCTAAAGGTGGTTTCCATAAAAAACAAACAAGAATACAATAAAAACAAAC
CCCACATATGAAATAAAATCATTAAATAAGCCCCTCATAATTAAACACACAAAAACAAGC
ACAAGTAAAAGAGAAATGACAGAGCTTAAGAAAAGAGAACCCAAAAGGCGCTGTCCGCCC
TGTCCCCCTGTTGGCCGGGGTGTCAGCATCTATGCAACACAAGCACAACTCATCCCCAGC
ACCCCCCGCCCCAGAGACCCCCAACCCCCACGCCCAGAGCACCAAACATGGGCGCACCTG
GCC
>BJ018070 ID   BJ018070   standard; mRNA; EST; 215 BP.
CAAAATTGAATTTACTCCTTATAAAACGACCTAAATAACAGATTTGGAATTAATCCGGGT
GCAGAATGATTAAATGAGGTCATAAACTTGTGTTTCTGGTTTGTGTGATGCGTCTCTGTG
ACCCAAGATGCTAAAATTCTATCAAATTGAAACCTTAAAATGGTTTCTTGTGACTTGAAC
ATGGAATAATATAAACTGAAGTCATGCAACAGTTT
>BJ018076 ID   BJ018076   standard; mRNA; EST; 444 BP.
TATTTTAATGAAAAGTAGAACAGCTGTACAAATGACTTGAATGCATGTTCAGCGACCATT
TGTTGTGTCGTTTTACACTTCAGTTTCCAAACCCAAGTTATTCATTTGACGGAGTTCAGG
TCAGGTGAACAGAGCGGTGGCAGCTGCTCGTTCCCATTCCCACAAGGCTGTGCGATCGAT
ACAGACGTGTTCTCCTGCTCCTCAGGAATCATTGGCCCCTGAAGACTGACTGGTTGGGTT



CATGTAGTGGAGAGAGTTGCTCTCTGGACTGAACAGAAACTCTTAAAGCTTCATGAATAT
TTTACCTATGCGTTAGAGACTGAGTTGGCTTCAAAGGTACAGGTGAGGAGCAAACACAGA
TTTGAAGAAGAATGCAGCGTTCATCCATTCTGCACTCCAGAATCCCTTTTCAGCTCTTTG
CATTGCTGTTTCTTTCCACGGCGA
>BJ018078 ID   BJ018078   standard; mRNA; EST; 170 BP.
AATAAGAAAAAAAAAAAAAGGGTNTCANNCATTTAACGCNTTTTANGGGGGAAATAAGTC
ACCCAGNGGTNTGCAGCAGTAAATNTTGNCATNTTTTTAAAATAGATNTGGCCTTTTNTN
TNTNTGGGTTCGTTAAACTNAATGTTAACAGAGTAGGAGTNCATTTTGNG
>BJ018088 ID   BJ018088   standard; mRNA; EST; 428 BP.
GACTGTNAAAGGGNGNGAANGGAGAGGAGAGGCAAAGGGAGGNGCAAAAAAAAAGGTATT
TTTGAGAATATTTTTTATTTGTTTTTCAATTGAAGCCATTTCAGAGTGTACTGTTTTATT
CCATCATTTAAATACTTCTCTTATTTTTGCATTCTTTAGTAAAACCTTACAAACTTAAGA
AGATTGTAATTTTTTTTTGTTCCTAGAAAGTGAGTGGGTAACTACTAATTAGTAATTTCA
AGGTTTTTTCCAAGTAAAAATAATGTATGTATTAATAATACATTTCTTTAGTAGTTAAAT
GTGATTTCAGTTTTTANATGCTTATCAAAATATTTGGATTNTTGACGTCACAACCACCCT
NACGGTGGATATGGNATGTCTGCGGGCAAAAAATGGGCAAACCTGTCCAGGCCTGCAGGT
GGGCCCAT
>BJ018089 ID   BJ018089   standard; mRNA; EST; 584 BP.
AAATGAGTCGTAAGACATTCAAGATGACATTGCCGCAGTCTTGTTCTAGGTTTATTTAAA
ATATGACAGTTATGAGGTTTACATCCTGAGTGTGGGCAAACTGCCCAACCCTCTCTGTAC
ATCTTTACATCATGAGTTGTACTTTCATCAAATCCTTCCATGCACAGATGCTCTGAGGAG
AATCTGATCAAATATCTCGTGGGAAACCCAAACTCCAATAAATAAAAGTAAAACAAAGTG
GAATCTTTAGACCAACAAGAGTTGGTAACATATGGTCATAACATATGGAGGAGGGATAAA
ATCCTAAGACTTGACAGCATCTCTTTCAACCTTCAAATATAACAAGCACATCTGTCGTTT
CTTGTTAGTAACCGGAGGAGATGCAATGAGCGTTTTAGTCGCCGGTCAAGGTGTTTCACA
GAAAAAGAAGAAAAAAAAAGACAACTCATCCCAGCAAAAATAACTGGCAGACCCTTTTAC
CTGTGAAGGCTGATGGACATGTATCAAAGCTATTCAACTTCAAATGTTGGAGTACAAATT
CTGTTCAATGCACGGTTACAATGCATCTTTAAATGCACCCCCCC
>BJ018101 ID   BJ018101   standard; mRNA; EST; 625 BP.
ACTAAACATTNGCCTTTGGACGCTTTAGGAAAATCACCTCCATTTCAAGGTAAGTGTTGT
ATTGCGGTTTAAGGTCAATGTGTAAGCTTTTTATTAGTTGAAATAGGTAATTACCTTTTA
TTAATACTTTATAGTTTGGAAAGCTGTTAACGGCTATGAAAAGCTAAGAATGACACATTT
TACCTCCACTTACTGAAAGCATTATGAGATAGACTTGAGAAAAACCCATTGGTGAAGTCA
CTGTATAAACACAGACACATTTTGGACAGATGACTACTTCTAATTGAGTTGTGAAATACC
CTTAGAAGCCTGGAATGGAAACTTCAGTAACGTAATGTGACCCACTTTGGGCTTGGCTGG
ATTTTAGTGCCGTCTTTTCCTTACATGACATCATTTTACAGCCAAATAAACAGCTTTCCG
TGTCACCAGGCTTAAATAAAACCGGCCATCTTTTCATAACAAAACTTCCTAGATGCTTCG
TTTTACTGGCCACATGTGACGAGCCAAAACAGACTACAGAGGATACAAATATTGACCCAA
ATAAAGTCCTGTTCATGAAAACCAGATGTGGGTTTAAACGATCTCGCCCTAATGTACAAG
TGCAGACATGATATTGGGAAATGAG
>BJ018108 ID   BJ018108   standard; mRNA; EST; 491 BP.
CTTATTTTTATTTGAGGAAAACACACATATAATGTGGTCAAGAGAGATACAGTAACATGC
AAAATAACATGCAGATTAACCACAAGTCTCAAATAACATCCTTATTGCAAATATATAGCA
CTTTATTAAGAAATAAATATTTTTTGTACTAGTAGTGTGCAGTTTTGCATATATAATAGT
CATATTTTCTCTTTGACAGTTTGCAAGTCCAAATGATTATTTTTTTTACAGGATGGAATT
GTTACTGTTCCATTAGAAAAAAATAAACAAAAAAACTGATAGTTGTCCATCAGCTCTCTC
AGTAACAGATGGTCTTTTGAAGAAATATGCTGATCGTTGTGAGAATTGCTGCTGTTGTTA
CTGATGTTGCCGTGGGAGCGTGGGAATTGACACCAGCAGGGATGGAGGGGTTCTTTGCAG
TTGTGGAATTGGAAGTTGGCGACATTGTTGTGGGTGTTGTGATAGTAGGAGAGGTGGGGA
TGAGGGGGATC
>BJ018124 ID   BJ018124   standard; mRNA; EST; 485 BP.
TGCATTTACCCAATAAACTATATTTTAATTAAAATAACGTAAACTCTGAATTTAAAGAGT
AAATATAAGTTGGAGCTAAAAAACAGGTAAAAAATTGTGAACAAGGTATAAAACCAGAAA
CTACAACCAATCTTTAAATACAACTTTGGTGCATTCAAACAAATTCACCCAAACTTTCTT
TTTAAAGATTGAAATAATGTGAGTGAACACCTTAAATGTTTCTGTGTTTGCACACAAACA
GTGCAGACTTGGACTGAGTGAGTGGTGATAAAGAGTAGGTCATCTGCATAAAAATATATA
TCTCAAAAGTTAAGCTAAAATTGAACACGAACAAGANAGTAGAGAATTTAACGTGAAATT
TCAACATTTGGAGCCTATTTCTGGTTAGAGCACCAATTTAAGTACATTTCAACTATTACA
TTTAGGCAGTGATGAAACTACTGCAATAGTAGTTCCACTAGGCACCGATCTGAACGCCTT
NATAG
>BJ018129 ID   BJ018129   standard; mRNA; EST; 155 BP.
ACATTTATTTTAAAATACCATATATTTTACTGAATTGTNATATATTNNCAGTAGTTTAAA
TAAATTAAGGAGTAGATTAGTCCCTTTAGNTACTTNCGGTGATTATTCTTATTTAATTTC
AGGAAACTAGAACACCTCCCCACATTTTAAACTAT



>BJ018146 ID   BJ018146   standard; mRNA; EST; 571 BP.
GTTCCTGCACTTTATTGCTCGGCTNTCGGAGGTGAGATCCTGCAGACAGAGTTTCAGGAC
GACACCTGAACCATATTTACAATATCACTATTAGCACTTATACATTATGTACATATTAGT
CTCTGGTCTGCTAATGACAGTAGTTACAAGTGGATCTACACACTACAGTGCTCACAGAAA
CAACGGGCTGCACTACATTCACTCAGCGTTGGGACGAGGACTCAGGTGAGACGTGCTGCA
GGTGAGGACAGGTGGAGCAGCATCCACACGCCTGACGGATGTTTCACTTCCTGTTTTTAA
TGCTCTGCTGTTTCCTGAAGTCTGAACAGACTTTAACGACACTACTCATCCAACGGTGCA
ATTTTATTCAAAATAACCACAAAAAAAAAGCCTACACATAAGAAACAGAGGAGCTGGTCA
GCAGCAGTCAGACGCCGAAGAAAGGTCACGGTGTGACATCATCATCATCAGCTCCAACCT
AACCCTAACCTACGTGGCTAAACGCTTACATGATCTAAGGCTAGCAGACAGCACAGCGGC
CCTCTAAAGCCGAGCCGTACTGTGTGCGTGT
>BJ018154 ID   BJ018154   standard; mRNA; EST; 393 BP.
TTGAAAAAAAAACATCTATTTGCCTGTAATGAAGCCGTTTTATTTAAGAAAGTCAAAAGG
ACACTGATAATTTTTTCTGCTCTAAGCATGAACTCGTTTCTGGAGGGATACTGCCTCAGT
TATCCCTCATATTATTCTCACTTTTCTTCAGATTTCACCCAAACGATGGAATAAAGACAA
AAGAATCTGGATGTCTTTATTGTCAAATGATAAAAAAAACAAAAAACTTTACTCTGAAGA
AAAAAGAAATGAAGACAAAAATATTCAATCAAAAGTTGTTAAATGAAGCAAAAAGAAAGT
AAACAAAGTTGTAAATGTTATTTCTATAAACAATCTTCTCTTGTAGTTTCTGATTCAAAC
AGATAAAGTCTATGATTGTGACGTNACCGTTGC
>BJ018178 ID   BJ018178   standard; mRNA; EST; 501 BP.
GGTAAAANCGGATTTGAACANTGTTCTGTTAAATGAAAGAAAATCCTTGTGTCTTCAAAG
GCGGATGAGATCCTCTTAGCTGTCATGTGCGCACGAGTGACGCCAAGTAGACCCACACGG
ACAGAACGTTGTTGGGATAAGGGTGCACGTACACGGCCAGGGCAAACTCAACGTTGGATC
CTTGAATGTTGTGGACGCCGGTGCTGTGCACGGCCTCTATGAGGGGCCGGATGTCAGAGA
AGGGCATGTGCAGAGGGAATCCTGAGATCCTGTACTCTCCCAGCAGCCTTTGCAGCTCGT
GGCGGTGGCCCTCAGCCACATCCTGCCCTCTGCTCTGCTCCAGCTTGGGCAGGAACTGCT
TCAAGGTGGTGTTGCAGTAGCGGTTCCAGCGTGTTGGGTGTCGAGGGCGCCACTCCATAA
TCTTCTCCTTCAAAATTTTCTCAATTCTGTCCTGAAGTTCGGCTGCAGCTGCTGCGTCTG
TGTGGCTATACACCAGCTCCT
>BJ018198 ID   BJ018198   standard; mRNA; EST; 472 BP.
TTTATTTGATTCCTATTAACAAAACTCAACATGTAGCTGGACTCTCGTCTTGCGGCAGGG
AAGACGGGCAGATGAGAAGGGGGAAATCCAGCAGGACTGGAGAAAAGTCTGAGGGGATAA
TTAGAGACAGAGAGCGAGAGAGAGGGAAGCAAGGGGCGCGGGGGAGAACATCCACCCCAC
ACACGAGCTGCACGCCATCAAAATGACGGCCGCACGGCCCACCTGTTACTTTTTGCACAG
CTCCCCCACATCTACAGGCTTCACAGATGCAAGCAGCTGAGCCTGAGAGGCAATGACCAC
CACTGAGCGACCACGACCAGACGTTTTTACGTCCGCGTCAAAAAGTCTCAAGTTTAGAAC
TTCAAAGTATGTGATTTCTATTAAGAAAAAAAGAAAATTCGGAATCTATTCTTTGCACGG
CTTATTCCAAAAGAAAATTGTGATGAAACCCTANGCAAAAAAAAAAAAANTT
>BJ018203 ID   BJ018203   standard; mRNA; EST; 457 BP.
TAGCTGACAGATTAACACATAACAGAGACATTTCCATGCAAAACTTGTTGTATTTTTTAG
ACATTTTTTGTTGTTGTTCTTCCAAGACTTAAAAAACTATTTTCTGAAAGATGGCACTTT
CTTTAACTAGACCAACATGGAAAAACAGACTTTGCTAAACCAGAAATATGAAATGCTGCT
GAGATTTTAAAAAATAAACTTTTTCAATTTTTTAACCTGAAAAAACAAACAAACAAGTGA
GGCCATCTAAATGAATTTAACAATGATTTCATCTTTTTCTATGCGAAAGTGTGAAAACAA
ATAAATGGAGACAAAGCAGAACTTTGACCGTAATCTTATCTGTATTAGGAGTAGATTTGA
AAACAAAAGACATGGCATTCATGTGTAGGTNTGATTTTTAAGTTCCCTTCAAATTTCATC
TAACTCTTCCTTCGGTCTGTAATTTCTTCATATAATG
>BJ018231 ID   BJ018231   standard; mRNA; EST; 467 BP.
AAATCTTTGTAATAATTGAGAAGAAAAGAAGAAAAAAAGAAAAAACCTTTGTGTTCCCAG
CAAGAAAAAACTGATTATATTGAAAAGTTATATAAGTGTAATAACAATTCTGCTGTATCA
GCACATCAAAGTGTAAAGAAACCACATTTTAACAAGCTTTGCAACAAAATTAAGTTGAAT
CACAGCTTGCGTACTATTTAAAAGTGCAAGCTTCTAAAACTGAAAAGCATTAAAACATAT
GCATAAAAAATGTTTAACATTTTTTTCCAATTAAAAGCTTAAACTGGGAATGATTTTCAA
ACAGGAAAAAAGCCTGATATGTAGAACTGTTCTTGGTTTATTTTGACAGGAAACTGGTGG
AACTGGAGGAAGTGTAGCCTCTTACTCCAAAAGGGCCTAAATCTAAACTGCCCCTGCGGG
AGCTTCTTTGAGAGCCACTCCTAGAGCCTGTGGTGGATCCTGGAGCC
>BJ018289 ID   BJ018289   standard; mRNA; EST; 412 BP.
GCTACATCAAGCAAACAGNTNNGCAATTGTTTGTTATGAGAAAAACNACATTTCTAACAG
AACGGATGTTTAAACTGTTACTTAAAACAAAATACTTAGTGGAACAAATTTCAATTTTAG
GGAAAGAATCAAAATGTTTTGTAGTTAGAAGAATTAATTTATGTTTGTCAGGAGAACACA
AAATAATATCAAAAACAACACAATTATGTGTAAATTACTGNCTAATATTTTCAAACTGCA
ATATAACTTAGTGTAAAATTTGATTATGAAGAGTCAAAGCAGACTTTGTAGCAATGCAGT
CGTTTTTAATTGTGTTGTTAAACTAATTTACAACAGATCACAGTCTATAACTGTTAAAAA
AAACACATTTCTCTGTAATTTCACAATAAAAAGAGCAAATTCTACAAAAATG



>BJ018306 ID   BJ018306   standard; mRNA; EST; 647 BP.
GAGTTGGGAGATTTTGTTGTNCAGTAACTTCGGTTTAAGCGCTATCGATCTGGATTACTA
GTGTTGCAAACAAGGTTGGGAGTTATAGTATAAATATACTAACTTGGCTAACACAGCTAA
CGCTTCTAAAGTGACCAACACGTAGCTGAGTCAGACTGTTTTTTATTTTTAAACAAGCAA
TTTTGAGAGTTACTCAGCGATTTGTAGAAATGTTTGGGTGTTTTTGTGTATACGCTAATG
CGACTAACGTGTAAAGGTGTCTTTACAAACATTTTAAAAAACAAGCTTGGTCACAGTAAC
GTTTGTTTTAGCGGTATCTGTCTGTTTTTTTACATGTTGCAAACAAGGTTGGGAGTAAAC
AAGTATTGTAAATACGATAACGTAACTAACGCTCCTAACACAGCTAATATGTAGCTGTGT
TGGACTGCGTTTTTACAAATAAGCAATTTTGACGGAAACATGGCGCTCTGTTGAAATGTT
TGGTTGTATATAATTATGAATACGCGATGCANCTAACGTGTNNTTGCGAAGGACTATTAT
ATGTTACTAACAAGCTTGGGAGTTAGTTTAGTAACAGTCACATNTGTTTTGGTGGTACAG
CCTGTTTTTTTATGTTTTGCGAACAANGNTGGGANTTAAAAGGTATT
>BJ018308 ID   BJ018308   standard; mRNA; EST; 414 BP.
CATTGGAGCTTTTTTTTTTNCATCATACTACTNGATTAGGGTTAATCATCTTGTCAGATA
AGACGTTTTTATTTCTTTATTTATATACATACAAAACAGCTTCTTGACTGTTTACATCGA
TCATGGNGATGGTCAGATTCCAGGTCAGGTCGGNGGAGTGCGCTGTACAATTGGGCCCAG
ACTGGTTAGTGTTTACACGTCGATACTCATTAAATCCGATTATTCCTGGGGAGGAGATGC
AGTCTGGTGGCGTTTGCACCATCAGAGACTGNGTCAAAGTTACACATTCATTCACATGTG
TTAATAGTTNAGNGTTTGGAAGCNGCTNTTGNGTAGAATGTGACACTCCAACCAGGATAC
ACTAAACAAGAACAACTTTGTGCAAGTACTATGTGACAACCCAGGATGGATCTG
>BJ018315 ID   BJ018315   standard; mRNA; EST; 664 BP.
AGTATAAAAATATTCACAAAAAGAAAAGAAGGTCTAATGCGAGTTCTTGATCCAGAATTG
TAACATTTTTTTACACTTTGCCATGTAAGAATTATTTGGACATTTTGTTTCTTACAGTTG
AAAGCAAATTCTTGCTTTAAAAAATTCAACCATCATAAAATGTTTACATTATCAACATAA
TTACTCATAATGCACAATGTAAACTTAATTGTTCATATCCACAATGATGATTCTGAGGGA
GTTTCTATTTATTATTTCAGTTAACTACATTGGTGTGTGTGAATGCTGTGAGGGGGTGGA
GGGAGAGGCAGCGGTGTTGGAGGAGGAGAGTGACGGAGTGGGCTGTGGGTTGCCACAGGA
GGAGGAAGAGGAGGATGTGGAGGCGGCCATGGCTGCTGCTGATGATGAAGTCTCGATCAA
GCTGCTGTGGGTAATGAAGCGCAGGCGCAGCTTCATGGCCGGACGCAGAGTCATGATGAT
TTTCTCCACCTGCTCCTTTACACTGTCTCCAGTGTACATGTACTTGATGTGGTACAGGAA
ATCACAAATCGGATCCATGTAGCTGAGATGTTGGCAGTTTTGGTCGACAGCTTGCAGCAT
CTCATAAAAAGCTACACCAATCTCCAGCATGCATCGAGTCCTTTCTTGCTGGAAGCGCTG
CAGG
>BJ018331 ID   BJ018331   standard; mRNA; EST; 472 BP.
TAATGAAGACACGCCCCCTTCTGATTCCTCAGGAAGATCGATGTTCCCGATGTCCAGGAA
GTCATTTCATCAGGTTTTGGAGATTGTTCTGAAAGATGTGCCTCTGTCCTTCCTCTGCTC
CTCATCTTCACACTCCAGAACATCTTCCTCTCTCCCACCACCTTCTTTGTCCTCCTCTTG
ACCCCTCCCACAGAGTCAAGGACACCAGAATGCACCTGGATCACATCACATTTGAACTCA
CTCAGCTGATTGGAGGGCTAATGTTACCATGGTAACGGCTTTCATGGCCTGGAGAGTGAA
ACAGGACCACAGAGACTGTTGGTGCTCCTGAGTCTGGATCGGGATGAGGAACCCAGTCCA
GATTAAAACCCAAAGGAAATTCAGATTCTGGAATGATCCGGAACCTCGTCGGAATACAGA
ACCTGATCTGAATNAAGACATCACGAGTTGATTTTTCTGAAGACAACACCGT
>BJ018336 ID   BJ018336   standard; mRNA; EST; 603 BP.
ACACAAGTTATTATACAAAACAATATTATTATTCCTTTTTTGAATCATATGCATCCAAAT
GAACACCGCCAGCACCCACCCAAGGTATAGTGTCAAGGTGGATCAATTCAAATACTCTCT
CACCAATGAAATGAATGAAAGAATCCTAGTTTTTTTTGTTTTTTGTTTACCCATCACCTG
ACATCTAATTCCCCCAAAGGTATCAAATTATATTAGCTGTAGGTTACTTAGGACTTGTGG
CGTGCTGGAGGATTAGGCAGGCAAGATTGTGGATAGCTCAGTTATGGATTTTGTTAGGGA
TGTTTTGGGCCAGGTACGTAGAAGTGGATTCCAGAGAGTATCCAATTTGTCGGAAGTACC
AAACACAGAAAGACTGTCTCGTAGCCAGATTTTGATTAATGGTGGTTGACGCAAAGCACA
GTAAGTTTGAAAAGAAAAGGGAAGCAAAATTAGAAAATATTGCAACAGTAATTAACTTTA
CTTGAATGTCAGACTCACTGATAATGTCTTACTTTTGTGCCCAGCCTCACATTAGATGGT
GGAATCCAATGCAAACTTGGTTGAATGGATGCCTTTAACATACTCAGCATTTATTAATAA
GGT
>BJ018340 ID   BJ018340   standard; mRNA; EST; 508 BP.
GACTCCTCGGGGCTGCTTGAAGTTATGCCGACAGTGGGCTGGGTGACTTGCAGGTTTGAC
AGGCTGCCGAAGTCCAGCAGCTTCAGCATCTCCTTGGTGTCTGGATCCACTTCAATGAGC
TCCTGGTCCAAAGCAGACACCTCTGGGACATAGTTGTCCCTCCTCTCCCTCTCCTCCTCC
TGCAGCTTGATGGAGATTCCTCTGACTGGACCCCTCTGGATTCTCTTCATCAAATGTGTC
ACATACCCAGCCCCGTCACGAACGGCTCTCCGCACCGGCCGAAGCCGGCTATCCCGGGCC
AACCGAAGTTCCGCAGCGCTAGGGTATCGTCACGTCTAGGCGGGATTCTGACTTAGAGGC
GTTCAGTCATAATCCCACAGATGGTAGCTTCGCACCATTGGCTCCTCAGCCAAGCACACG
CACCAAATGTCTGAACCTGCGGTTCCTCTCGTACTGAGCAGGATTACCATTGCAACAACA
CATCATCAGTAGGGTAAAACTAACCTGT



>BJ018364 ID   BJ018364   standard; mRNA; EST; 104 BP.
GCCCCCNCCTNATTGGACGNTTAGGAATGAGTTAACAGCTTTACTGAGGTCATGAAGGCN
GNAATTTGCAACAAACGTTTTAATGCCACAGGGAAAAACTTCCA
>BJ018369 ID   BJ018369   standard; mRNA; EST; 569 BP.
AGTTAGGTTTATTGTTGGAAATGAACAGAGGCATGTCAAACAGGAGCCTGCGTGCTTCAC
GTGCACGGAGGACGGCACAGACAGACCCGAGACCGGATCCTCCGGATCCTTCGGAAGGTG
TTTGGTTTTGCACTTCCTTCGGTTTGTGAGGAGGACCCTCGTCGTCAGAAACATTTAGAG
TTTTACTTAGAAAGCACAGAATCATAAGACCACATCCACCTTAGTGTGAACCAGGATGTA
AGCAGGGTGAGGATTCTGAAACGGGAAAGTTCATCTCAGGTTTCTTTGAGAACTCAGTTT
CTACTAAACAAGAACCCAGCGTCCCTCAAAGAGTAAAGCTGATGACAAACACGAATGCAG
AGCTTCAAAATCGTTAAAAAACGGTAAATGTAAACAGTGAAACTGTGAGCTCTCCCCCTG
TGGCTCCATGCTGCTCTGCTGTTNCTATAAATAAAGGTGGTGTCAAAAGCCTNCTTGACT
TTTCCTCCTTCAACTTAAAACTAGAGTGACTTCATTGAGACCGGATCGGAATTTCCATGT
AAAAGCAGCCAAAACCGGATGGATGCCGA
>BJ018382 ID   BJ018382   standard; mRNA; EST; 507 BP.
AGTGAAAACTGTTTATTGAACAAAAAAAACATTTTCTTCCCTCAGTGTATTTGACGTGTT
TTTGGCTGCCGCCGTTGTTTGGAGGAAAAGATAAACCCTTTATTTACGGTACACAACTTT
ATGAACCATCACAAAGCATAAGCTGTCAGGTGCACCGCTCCTCCAGCAGGGGGCAGCATG
TGGAGCTTCTGCAGAAACCGCACTGACATTTTACTCCACAGTAAATGCAGGTTCGCTGAA
CAACAAACAAGTATTTCTATTTAAAAGAGCAATCTGAAATGAAGCACCGAGGAGGTCAAT
GTGAGGCCCTGAAAGAGTTCAAAGCAGCTGCAGACAGACGCTGGCCGTGGGCGCCACTCA
GTGTGTTTTCAGTTTATNTCCACACAGCGTCATCAACACCCCAAACAGGAGCCCCCCANT
GAGGANCAGCGCTNTGGTAGANAGGGGGCCCATCGACAGCACANCCCCTANCATGTATAA
NACCAGCAGCAGCANCAGCGTCCTGTA
>BJ018388 ID   BJ018388   standard; mRNA; EST; 196 BP.
TTAAGTCNTTCGGGGGGAAAAAAAAAAAAAAAAAAAAAAAAAANAAAAAANCAAANCCAA
AAAANAAAAAAAAAAAAAAAAAAAAAATNNAAAAANNAAAAAAATTTTAAAAAAAAANCA
AAAAAACCTTNAAAANNTTAAAACCCNANTTGAAAANNNGGNCTTTAAAAAAAAANACCC
CCCCNTCCCCTAAAAA
>BJ018399 ID   BJ018399   standard; mRNA; EST; 231 BP.
GGTGGCGGAGCGGTCCCTTGACGGTGATGTTGATGATGCTGATGTCCTCGTAGGGTTTGT
CGGTTTTGGGGTTAACCTTGGCATTAGAGATCCTNTGGACCGCCTCCATGCCTTTGATGC
AGCGTCCAAACACGGNGNGCTTGTTGTCCAGCCAGGGTGTGGGAACAACGGTGATGAANA
ACTGCGAGCCGTTGGTGCCAGGCCCGCCGTTGGCCATGCTGAGTGTGTACG
>BJ018418 ID   BJ018418   standard; mRNA; EST; 253 BP.
ATTGGATGGATACATGTTTTACAGCTGGCAGCGCATGGTCTGACGCCCTGAACATCAAAT
GTTGTTAATAAACACGTAGAGCTGAGAAGTGACACATTTACATTCTCCATCATGATGACG
CAGCTCTACAGTTTCACTGACTACGCTCCTTCATTTAAATGTCCTNGAGATTTCTAACAC
GTCTGATCTTTTTCTATTTACTNCACATTTTTGGACAACCCCCCCCCCCTTTTTCCCATT
CCTGCTAACAATT
>BJ018451 ID   BJ018451   standard; mRNA; EST; 241 BP.
AGATGCATCAAGNACCAACAAAGAACAGATTTGATTGGAAATAGGACATAGNNCTTTTGC
GTTAAATTCTTNACATTATTTGNAGTTCNTTATAAGACACACTCTTTGGCTGGCACTAAC
CGACGGTTTGAGTGAATNACAGACACAAAATGGAGTCCAACCTCCCATGAACGCTGTAAT
AAGATGAGCCGTTCATGACAGCACTTGTTNATTAAGGGCACTAGGATGGGACATATTTTG
T
>BJ018462 ID   BJ018462   standard; mRNA; EST; 617 BP.
AATTAGGGTGAACAAACGTTATAAATGCACATATAGAAAGAAAAAGAAACAAAAATGAAA
TAATAGGCAAAGGCAAGGCCAAAACAATTCAAAATAATAATACTTTTGATATATTTTGAT
AAATGACTGTAGTTTTCTTGTTTTTGTTAGGAATGCATTTAAGACACTTATAATAATCAG
AAAAATAATTCAAAAAAATACTAAATAAAGGGCATGTATTTTTCCATTTACACAAATGAA
TGAAATGTTTGCATAAAATAATAACAACATTAATGACATCAGAAATTCCCGGGTCCAGAT
TTTCCATATAGAAAAGAACATCATATAAGGAAAAAAAGGGAATATTTAAAATTTTGAGTG
ACAACCAATTGTGTATATCAGACCAAAATATTTTAACCTGGTTGCAACTGTAAAACAGAT
GTTCTAATGTTTCAGTTTCAGATGAACAGAATATGCATAGTTCCGATTCAAATTTGAATC
TTTTATGTAAAAAATCTCCAACAGGGTAAATTTTAGATATTATTTTAAAATGCGTTTCTT
TCATTTTAGGAGGAAGTGGGTACTTTGTGTATAAAGAAAAAGATTTGTTCATTTGGGTGG
TTTCTAAATCGCATCTA
>BJ018478 ID   BJ018478   standard; mRNA; EST; 283 BP.
TGAACACATTTGNCTCGTACGAGCTCTGCTTGTGGCACAGCAGACAAACCAGTGACCTTT
CCCCACATAGGTACAGTAAATAAATAACATAAAAAGCAGGCCACCTTGGTGAAGCACTAA
TAATCATAACCTGCCCCCTAGAGGCCAAACTATTACCTTACAGCAGACAGAACAACCATC
TGGCAGGAAAAGCCTGTGCTGTACAAGAAAAAAAAAAGCTAATGAATAATTCCAACAGAC
CATTNTAAAGTACATAGTGCATCAGTGAGGAAAAAACAAAGNA



>BJ018489 ID   BJ018489   standard; mRNA; EST; 478 BP.
TAAAAGCATACATNNGACGCTGCCAAAGTTCCATCACATNAAGCACAATACACACAGTAC
AACAAACCAACAACTTTAATTTAAAGTAAAGCACACTCTGGGAGATTTTCCAGTCCTTTG
GAACAGATTTTAACAAGGCACCAGTTTGGACATCACTCAAACAAATCACACATGGATCCA
AGGTGTAAGGCAATTCAAAGGGAATGTTCTGGTAGAAAGGCCACAGCACAGGGTCCTCCG
TTGTCCAGAGAATCTCCAATAAGCTCATTTTGAAGAAGCAAAAGATAAATCAATTAACCA
CATCAATCAATATTTTTCACAATAATAAGAAATAACAGTTTAGATTAAACATGTACCTAT
AGAGTGCACATTCCTGGTAGGATAAATCAGGGCCAATGATAGTTTAGGTACCAGATGACA
TCAGTAGAAAGGGATGGTCCAAATAATGGGTTCAACTGAGCCAGAATAGCTATCAGCC
>BJ018504 ID   BJ018504   standard; mRNA; EST; 108 BP.
CTGAACTTTAACATGCATNAAGTCAGGAAGATCATCCNNAAATGACACGNGAAGATCTGC
AGACAATAAGCTAGAACTAGGGAAAAAAATGTTCCTGACACAATCTAG
>BJ018506 ID   BJ018506   standard; mRNA; EST; 575 BP.
TTTAATGAAAGTTTTAGTTGAAAACGGTGCCAAAAACTCCCATCTTTATAAACAGACTTT
CTGTAAATCAGCATAAAACGATGGGTAGAGAAACCGCTTCACGTAACAGAACTACACCAC
ACTACAGTCCAGCAGAAGCAGCTGCTACAGTCCCAGCCAACCGCTCTGTGGTGTGTAGAC
GCTCACTGATTACGGGCTGAGCCCCCGCAAACCCGAACCGTGTCCATGGCTCCACCGGGC
TGCACCGNCTGATGCGGGCGAGCTGCAGCAGCAGGACTTCGTGGGGCCAGATCCCCATGG
GGCCAGCCCCCCGTCCTCAGGCCTGGTCATCGCTTCCACCCGTTTTGCTCAGCTGAAGCA
GAGACGACAGTCAGAGGCTCCTTCTGTCACCTGAAAACCAAGAACTCTCTGTACTCACAT
GCTTGATCACATCCACCCAGTTCCATCCTCTGGGNAGTGCCCCCTTATGATCACAGCTGA
GACCACGGGTCTGTGGTTCTNCATCAGAGCCTCCTGGNTCTNCTTGGCCCACTCGAACAG
AGNGTACGTCATAGCGGTGCCCATGNTGGCCTCCG
>BJ018519 ID   BJ018519   standard; mRNA; EST; 136 BP.
CCATTNCAGTAAGTCACAGTGAATGTGTAACTTTNGAAATATCTGGAATGCTTGGGGAAG
TTAAACCCCTTAATATTCTNCTGCCTTCTTCATNCTNCTCTCCTATGCTGNNAGTGCCAA
CCTNCTTATAATCTTT
>BJ018530 ID   BJ018530   standard; mRNA; EST; 288 BP.
TTTATTGAGNAAAAACGATATAAAAATGTTACTGTAAGCACACAAACAAAGCTGTTCTTT
AACTATATTTAAAAACAACATGTATATTTGAAAAATGTTCTACAGACTGACACATAAAAA
GAGAATAATAAAATAGTCTTTGAATGTGTCTCTTATAAAAGTACAAAAAGTTGTTGGTAT
AAAAACTTACATNTTTTGTATGCAAAGCTCAAAACTAAATAACGTCTNTAACAGACAAAA
TGTTTCCTGCAAACTACACAGAACAATCTACATTNTGNAGTACAATGG
>BJ018551 ID   BJ018551   standard; mRNA; EST; 414 BP.
AATTTTATTACAGGCATTCAAATGTAATGACAGTCTATGAGTAAATCGGACCGTTAATGT
ACAGCTCCACTCCTGAGAGACGTTTCACCCAAACTCACCGACTCCCATAAGAATATTGCA
TCTACATTAACGACTATGAACACATGTAAGATGTTTGTGTTTTTTTGATTTATAAACGTC
TTCACTAAACAGGAAACCCTGCAAATAAATTACAAGCATCGCAACATCACAACACTGAAG
CTTTACATTTTACGACACACAACATACATTTGTAGTTAAAACTGTACAAATATTGCCACT
TTCCTTGACAGTTNTCAGGAAAAACAATNNGAGTGGTATAAATCACCATTAAGTACAACA
ATNAAATTATGATTGCAGTAATTTTCTTTCTAAGAATAACCTTNNTTTTTTTTA
>BJ018555 ID   BJ018555   standard; mRNA; EST; 272 BP.
AGTTGTTTNTTAAAAGACACTTTTTACATTTGAAATATTGCAGCTTACATACCATGTAGT
TGAATTTATTTAAATGGAAATGAAATATATATATAAATACAATACATGGGGCAAATAATA
GCAGCAATTTTACTAGAACAAAAAAGGGTGACAAATATGTTCATTTCCAACCACAAAAAA
ATAGAATATTCCATACTCTNGAAGCAATGTTCACCAACAGAAATTAACTGCGTTTTTCAA
AGTNACAATGGCTGCAATAAACTAAAGGTNTG
>BJ018557 ID   BJ018557   standard; mRNA; EST; 107 BP.
TAAAAAGAGCAAATGAAGCCGTGACGCTGCCCTTCGTTAGAGGTCGTTAAGCGTTGGAAC
CTTTNCTGATCTTTCTGCAGAGGGATTCTTTCACGGGGTGGGGGGCT
>BJ018570 ID   BJ018570   standard; mRNA; EST; 245 BP.
GTGTTTGGCACAAAGTTTATTTGGAACATCCCAAATGTGAGTATAAAAACATTTTTAAAA
CATGAGTCAATTGAGAATAAAACCATCAGCACCAGTTCCACCAATAAAACAAAACCATAA
ACGACAACATTCAATACTTTATCACGAGACGTTTTAAAACGCTTAAATGTATCTGCTGCA
ATCTCTCTGGGATGTGAACAGGAATCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTC
TTTGT
>BJ018605 ID   BJ018605   standard; mRNA; EST; 135 BP.
TGTAGTACCTGAAACTAACACACGGGGGGGCAGACAGCTGTGCCCCCCCCACACGGTCCC
AGCAAGAGAGAAGAGAGCGAAAGGCACGAAGAGTTAAACAGGACAGGGGGGGGGGGCAGC
ACGACAGACAGAGAA
>BJ018622 ID   BJ018622   standard; mRNA; EST; 254 BP.
CACGTTACATCTTGTNACCTTTTAAAACTTTCAATCTAAAAAAAAAGTTTTAANANTATT
GNNAGNACTAACCTATTGAAATATGTCCTCAATAGATACAAATAAAAATAATNAAAAGGG
ANGAGAAATGNANACATTTTTCTGCATGAAACTTTGCCGGTTCTTTGNCGGTGACACTTG



ACGTGTGATGAAGGCTGTTGTTCAAGGATAACACACANNANNAAGCAGAATGCTGNGGGG
GCGTTNTAATGGTT
>BJ018663 ID   BJ018663   standard; mRNA; EST; 172 BP.
AACCATCTGAATGTGACTGNGAAGCCTGTTTAGAGAAGTCTGGTATGATATACTCTGACA
CAGTGTTGACATTTTTTATAAAATAATTAATAAATAAATTAAATGTAATATTTCAATCAC
ATAACATAAAAAAAAAAAAAAATTCAACGAAAAACAGTTTTTGCTTGGCANA
>BJ018672 ID   BJ018672   standard; mRNA; EST; 360 BP.
AAACAGCTGCAGCAGCTNTGNGCTCTTCCCTCGTCTTCTGCCAGGTGTCGCCTCTGGNGT
TTCCTGAAGTCACACCTGNGGGNGAAGNCCTTCCCACAGGNGGAGCATGCGGAAGGGCGT
TTCCCCGGNGGGGACTCGNNNGNGCAGNTTCAGACTGATTCTCTGGATGAAGCTCTTCCC
GCAGACGTTGCAGCCGTACTTCTTCTCTCCGGCGTNAATCCTGCGGNGCACGNNCAGGTT
ACTGNNGTTGCTGAACTGCTTGTCACACTGATCGCAGGCGNACGGNTTTTCTCCCGTGTG
GACNCTCATGTGATACTTNANCTTGACGNCGGANCTGAACTCCTTCCTGCAGACTCTGCA
>BJ018698 ID   BJ018698   standard; mRNA; EST; 133 BP.
TTTAATNCCAGNCAAGATNCTATGATTTATTGAAAAATTTNCTTTTTGATTGTTANCCAC
CAAGTNCANCATGGNAAAAAAAATAGGTAAGGTTCCATTNCTNAGTAATAAGTCCCTTTT
TGGNATATTTNCA
>BJ018736 ID   BJ018736   standard; mRNA; EST; 126 BP.
CCTCCTTCCTATTTTGAAGGCGCACTNTGTTGTTNCTGAGGCTATTTGAGCAAATCAAAC
GTGTTCATCTTTGNGCCTNCAGGAAACAAAAATAGATTAAGTGNTTAGATATTTTTGNAA
ATGTGC
>BJ018743 ID   BJ018743   standard; mRNA; EST; 367 BP.
AATGTTATAAAAGAACAAAAATATTTTACTTTCAGCAACAGGGCATAAGCTAAATAAACT
CCATACTTTATGGGACACGTCTTTGGCGCAGATATGGAGCAATTCTTTCCTTTTAACCTT
ACATCAGTGCTTTTAAGAAAACAAACAGCATGTGTATAATTGCCATTTAAAAACCTTAGC
TTTTTTACAATATGGCTTGATGTGTGTGTATAAAAATAAATGTGCTATCCTATACAGCCC
TGAGGGTTTCTTTGTCCACCAGCACTCGTGCTGTCTTCCGATCCCCNCAACTCCAGTGGC
TGGGAGTTCCCTCCGTTTGANATTACATAATTCCCACAGCAAGTGTCTTCTCGCAAGCCA
AACTGTC
>BJ018767 ID   BJ018767   standard; mRNA; EST; 179 BP.
CCGCTGCTGCCCCCTGCTGGAGGCCTCCGAAAGTCCTGCCTCTGTGCGTCACAGTGTGGC
AGCAGAACCACGCAGGTCCGCTCCTTCCTGAGTTTCAGTCACAGTATTGCTGTAGCTTTG
TTCTTCATCAGCCGACGAAGAACGAGGGGCCTTCCAGATCCCCCCCCCCCCCCCAAANA
>BJ018882 ID   BJ018882   standard; mRNA; EST; 584 BP.
GNNTNACAGNGAAAGACTTAGAAAAAACATTAAATATATAAATAACGTTTTAATTTAAAA
CAAAAGTTTGAGATTTTCCCAGAATTCCATGCTTTGTTTTGTCTTTTTTGTTGTGAATCC
AGGAAATGTTTTTAAGAATTTTCTACAAACGTTGCTGCTGCAGAGAGGTTTGGTCGTTCC
TCAGAGCGAGCACCTCGCCACCTTCATCCAGCCTCTCCTCCTCCTCCTCTTCTCTGTCCA
TCTGCCTTTCAATGATGATGATGGCGGCGGCACAGCTGTTGTTGGGCTCGCCCTCCGCTG
CTGCTGCTGCTGCTGCTTCCAGTTGGAGTTGGACTTCCCTCGAACCGTCTAAGCCCTCCT
TCTCCCCGTCCCCCTGCCCGTCTGCCTCCTCGGCCATCGACAGTCCGGCCAGCTCGTCCT
CCTCCGTCTCTCCCGCCGCCACCGCCCCGTTTCCCGCAGCCGGACACTTGTGATCCCTGA
AGTAGCTCTGGCGGGTGAAGCCCTTGTTGCAGACGGAGCACCTGAAGCGATAGTTGTCCG
TGTGGGACTGCTGGTGCTCCAGCATGTGAGCCCTGCGGCTGAAA
>BJ018892 ID   BJ018892   standard; mRNA; EST; 258 BP.
TCTGAATCTTAGAGCAAAATCAAAATTACATTTACTCGTGACTGCACATGAAGGCATTAG
CTGCTGGNGATAATAAAAAACAGATTCATGTCGGTTTGAGTTTTTCCCTAAATCCCTGAT
TCTTTCGTCTTCACCGTCAGTGGCGAGTGTTTCCGTTTGCTGNCGCGAGCTTTGAAGCTA
GAATCCACANACAACGTCTGAGCAGGTTTTCATTCTGAGATCAAACTATAACGTTTTATT
TTAAACCAAATACATGAA
>BJ018895 ID   BJ018895   standard; mRNA; EST; 114 BP.
TAACAAAATCATTTAGTGCCATTTAGAAAACAAAAGGNGGGGCTAGCTACTCCCACACGG
AGACTTATTGANGGAGGGGGGNGTNGNGCTCTGCTGCTCCGTGCANCTGAAGCA
>BJ018906 ID   BJ018906   standard; mRNA; EST; 678 BP.
TGATTTNGGAAGTGATAATCTAATGATGAGAGTTTTGCAACAATNTTTATGAGTCCAATG
TCTTCTGAAAATAAAAATGTTAATAGTTATTTAAAAAATTCATTTTAAATCATTTTTTTA
GTAAAGGACATACATCTTATGAGGTTTAAAAGTTGATTCCTTAAGATGTTTGTCTGATAA
AGATTGTAATGTGCCAGTGATTCCATGTGTTTTCTGTGTCAATAATCATCAGCACGTACC
CCAAAATGGCAGTTAGGCTGTCAAAAAATTAAATACTTTGTAAGAAAGTAATTCGTTTTC
ATATCTGGGGATAATATGATGCTGATGCCTGTTTCTCCACATACATACCTCCCACAATGT
ACCACAACTGCGACCAGATCGTAAAGCCTCTCAGGATTGGTGGCGTCTCCTGACGTGTTG
AAGAGGCGCAGTTCCAGGGGGAAGACGACCCGATAGGACAGTTTGGTGTAGCGCTGCAGC
TGCTCCATGTACTTAAAGCGCTTTAGATGCAGAGCCAGGATCATCGGCAGCTTTTTGACA
CGCATCCTAAGAACAAAATGACACAAAAAGGGAATTAGTGCCCAACGTATGCGTGCAAGA



ATCTTGAAGCGCTCACCTCTTGTGTGCCTCCTGCTTGCTTCTACATTCTTCACAGTAGTA
TTTGTACTCACTGCAGAG
>BJ018944 ID   BJ018944   standard; mRNA; EST; 644 BP.
ATATATTTAGCTGCACACTNCATCATATCTGACAGCTGTTAGTGCACGTGTGTCGTTCCA
TAGCATCTCTATGTACAAAATAAATAACCGGCTCCTACAGCATTCCTTAAGTCCAGCTAC
ATGACGGTTCAGGGATGCTCTGATGTCCATCCAATGCACAGCTTCAGAAGAAAAATAATA
CTGTTGTAAGAAATAAAATAAAAACTGGAACAGAAGCTTATCATGAAGGGACAGGTCCAA
TTATATAAAAAGAAGCAGATCTTTTTCGTTTATGGAGCTCCAGTGGATGTGAAGAGTTTG
TGGAATCGCTGGAAGCTCGTGGTCGGGATGTCTTCAGCTGAGAGCGGCCGAAGCCAGATG
GAGCAGGTCCTGCTTCAGAGTCTCTGTGCTGTCCGCCGTCTTGGCTAACCTACGGAGGCA
AACTCCGGCGGCGGACGAGGACGGGAACAGCGGGGGCCCATCCCGGACGCCGAGCAGCAG
GGACAGGCACGTCCGACCCAATGTGGGGTAGTTGTAGCGCTGCGAGAAGCAGTACATCTG
AGGAAGCAGCGAGGCCACGAGGCCAGCAGCTGCCGGCTCCTCACCCCACTGGGGGGGTTC
TTTTACTGGTTTTGAAGCAGGAGACACTTTTTTTGGTTGTGACT
>BJ018951 ID   BJ018951   standard; mRNA; EST; 358 BP.
CCCNNCACCCNNNANCACACCCACNCGGNCNTGTNTGGAGAGAGNNNGCCTNGCTGAAAC
AACCTTTCTTCATCATCTGGCTCTTTTCAAGTCTCATCACTGTCAATACAACTTCAAACT
GCAAAAATGGATGGTGGCTGTTCCTGTGTCTTCCGCCTCGCTGCTGCCCCCTGCTGGCAG
GTTAGAGCTTTGAGACCTGAATGAGGTTCCTGTTGATTTCACCGACGTTCCTGCAGCCCG
ATAAAGTCATGGAGAGACGGAACTCGTCGTTTAAGATCTGGAGCACCTCCCTCACTCCTT
CCTCCCCCTTATATGCAAGTCCCCACACCACTGGGCGTCCGATGAAAACACACCTGGC
>BJ018957 ID   BJ018957   standard; mRNA; EST; 622 BP.
TACGTTTATTTAGGCTGAACGTTTGATTTGAATAAACAGGATACAAAATNAGACACCCTT
TCGTATAAAAGCTCTTAAATGTTATGGAAGCTAAAAAAAAGACAATGAGATCAAAAGAAG
TAAACTGTATAAATAGGTCAGGAAAGATTTCATTTCAACCCCAACAAGACGTGACGTCAT
CAACAACAATGATCTCTGTTGAATAATCATAAATAAATACACTTTGAATTTTTCTTTAAA
GTTTTTTTTGGAACATGATGTGATCCACTAAAAACGCCACAGCGGTAGGAGAGCAGACAG
AACCCAGAAGCTCCTCCCTCCTTCAGACCTTGGATCAAAGGCCTAAAGTCCAGCTCTCCT
TCAGGGCGACTGCATGCCCTCCATGTTCAGATGGGGCGGACCACCATCCACAAACCACTG
GAAAGAACAGCAGAAATGAGGCTTTTTGGTTCTTTCAGGACAGAACGCTAAAATTCACGT
TCTCCAGCAGCTCAGAATCCGTTTTTGAAGGTCCTGACTTTGGTACCAGAGCTGCTGGAA
CCTGGACCTGATCTCTCCAGCTCTGAACACAAAATCACATGATCACATGGACTCGTGAAG
GTTAGATGTGGAAGATTGGAGA
>BJ018969 ID   BJ018969   standard; mRNA; EST; 453 BP.
TTGAGTTTTTCCCTNAATCCCTGATTCTTTCNNCTTCACCGTCAGTGGCGAGTGTTTCCG
TTTGCTGCCGCGAGCTTTGCAGCTNGAATCCACAAACAACGTGCTGAGCAGGTTTNNATT
CTGAGATCAAACTATAACGTTTTATTTTAAACCAAATACATGAAGGATCACCAAAGGAAG
GAGTGGAATCTGCTGTGAAAGGAGGGAAAAGGGGATTATTGTCGACAGGACGGTAACAAC
TCAGCCACCATAGAAGCCGTTATTCAAACCACATGCCAACAAATATTTCACCCATCAATA
GTAGTTAGTCTGAAGTGATCAGAGATAAAAACCGCTTGAAAAGAGACACAGAGCTGTCAG
GAATGTCAACTGCACAGCAGAGCAGTTATTTACACACGGTCACCTACACCATGACTTTAA
AAGCACAAATGAACATTCAGGAAACCAAAAAGT
>BJ018984 ID   BJ018984   standard; mRNA; EST; 596 BP.
ACAGCGAGAGATTTTCCAACCCAGCTTCTGGCACCATTGTAGAACTTGAAAGTTTTAAGT
AGTGGTTTCGTTGGCGTACGATGGCGATGACGAAAGACGGAGAGGTTTAAGTGTCGAGGC
AGGTGCGCCTCCTGCTGGCCAGGAGGTCTCTGTAAACTGAGGAGTTGAGGAAACGGGGAA
AGGAGTCACGGTGCATCAGGGTATAAATCTGGAGTTGGGCCTCCTCATACATTACGTTGC
TGGGCTCCGCGAGGCTCTGGTTTATTCCTTCCCTGACACAAGAGTCCAGACTCACCTCTT
TGGGTGATAATATAGAGACGTAATCTTCGTATATGATCCTTGCCTTCTCATCCACTACTG
AGGGGTTCGTCTCCTTCTTCAACTCTTCACAGGCCAACCAGAAAAGCAGGTTGTCCTCGC
TGTACTCAGAGCGTAGAAACTCCCGGAAGATCTCCCGACCCTCAAAGGAGCGCAGCATCA
TGTCAAAGCTCCGTGCCCACGATAGCAACTCCTCCAGACTGGGGCGTTGTTCGTCAGCAG
CGTCAATACTGTCCATCATGGTGCAGGTTTGCCGTTCATTCCTCTCCATTCTTTCT
>BJ018996 ID   BJ018996   standard; mRNA; EST; 514 BP.
GTGTGGTCCTTGATGTGTGTGTGTGTGCGCGTGTGTGTGTGTGCCAGGTCTGGTTCTGAG
GTTAGTTTGTTTAGTCTGCTGTGTGCGTTTGTGTGTGTTTAGTTTTTGTCTAGACAGCTG
GAGGTCTTTCCTAGGCCATGCTGGTGCACCATTACCACACAAACACACACACACACAAAG
ACACAGTGTTAGCCGTGGTGCCAGCTTTAGTTCCACTGGCTTAAAAAACAAACGTGTCTG
TGATTTCTGACAGTTTTTCCAGGTGATTTGTGTTTCTGGTCAACTTCTCAGACTGTTTGG
TCCTCCTCTTCCTTTTCCTGTCTTTTGTTGTGTTTGCTTTTTTGGGTCGTCAGACAGCGC
ANCTTTCTCTGAAATCCATCCCTGTAAGCCCACTCCGCCTCATTTTACCATTCTTAAGTT
GTGGTCGTGAAGGAAAAATGTTCCTCCTTAGCTTTAGGATCTTTATTAGTAATCATTTTT
TTTGAGTGCTTAATATTAAACTGTGCACCACAAA
>BJ019012 ID   BJ019012   standard; mRNA; EST; 626 BP.



GTAGGACTGTGCGGACCCGCTTAGCTTTGAGCCCAACATGCCTTGTTCCTCTTAAAGAGT
CACTGAATCAAAGGCAAAAGGCTTCAAATATTCACATAAATTGCACCAATTCTTCTTCAT
TTGGAAAAAAAGTGAAGGAGTTTTATGGAGAGAATAAAAAAGCCAAACTGCACAGAAATG
TTGACAGCTAAACTGTAGGGGCTTTTAAAGCGGACAATGTGTAGACTTGAAGCACAGAAG
AGTAAAGATGAACTGCTGGAGGTTCTTTTCCCACTGGACCGGTCAGAAGATGCAGCAGAC
CCGACACGGGTTCTGCTTGAAGCTTGGTCCTGTTTTAAGACACAATGTTTGGGAACCAGG
GAATCATAAAGTGGCTGAGGCAGTCACAGTGAGGTAAAGACAGTCAGAGTTGGGAGTCAG
AGACGTCACGGGTGGAGCAGCCTCTCCCAGTCCCCACCCTCCGTCCTGTGGAAGAGCTGA
GGCTCAGCATTCGGGAACAGGCCATCGGGGTCTGGATGCTCCAAAATAAACCGGATGGTG
GACTTGATGTGCCGCACAAAGTGAGGAGGCTCAGCCTTTGGAGAAGTGGAGAGGTACTTT
AAAATTGTGTCATCGTCCTGTGACAA
>BJ019015 ID   BJ019015   standard; mRNA; EST; 409 BP.
GAAANCNCCNGCNNNGNNNNNCCCGCTCGCTCCTTCTGTGTTGGAGTCGTGCCATCTCTC
TGCCACCGTTTCTCCTGACCAAACGTGGACCCTCACTCTGGCAGAGGGTTTACTGGCCCG
TTTTCTGCTGCCCTATAACCGATCAGCCAACGTGCCAACGCCGTACGCCAGGACATCATG
ACGTTCTGAGAGGAACGCCGCGCTCGCCGATGTACTCACAAAATCATCAGCTCTGACTCG
TAGCGCACCAGAGCGTTCTTCTCCTGCACCAGCTTGAACCACTCTTGCATCAGCTTGGGA
TCGTCCTTCTTGCCCATACCTGGGGGGAGGCGTAAAGAGGGGGGGGAGGTGAGACGCTGC
TGGTGGTGGAGTGGGGGTTGATGGATGATGACATGGAGGCCACACAGGC
>BJ019044 ID   BJ019044   standard; mRNA; EST; 159 BP.
AATGCCCCCCACCCNCCCTGTGTGNAACCNTTGTGCTATCCTANGCACGTTAACATTGGG
AGTGGNGTCATCTAGACCCACTATGAACCCACATGGANTNTTTNCACCTTTATCCACCTT
TGTCATGGTGGNGNGAACACCTNAATGGANGGGGGGGGG
>BJ019065 ID   BJ019065   standard; mRNA; EST; 452 BP.
TGGCTTGTTCAAATATATTTGACATTAGTTATTAATGTGTGCCGTTGGCAAACATCGGTT
TNATAAAGCGTGTTTTTTTTTAATCAGAAATTTTCCAAAAAAAGCTCCTATTTTGTCACC
GACTGCTGTCGNTGTTTAACCTTGAAGATTTGACAAACAACANCAAACTATGCGCTACTT
GGAAGAAAAAAACANTCANTTAAGTACACACACACACACTATAATNCACTTAAACCAACC
ATAACACCAATACACACATAAACACAACCACAACACCCCAGCAGACACACATACACCAAT
ACACACACTACCAGACAAACACCAACAAAAACACATACCAGCNCACACACAAGTACACCC
CCTCACCCCCAACAGANACACTATTAAACATACAACACAGACACATACACACAGAACCCA
CAGATTGATTGACAGTCAAATAAAGCTTTATT
>BJ019090 ID   BJ019090   standard; mRNA; EST; 560 BP.
GCAGAAAAACATGGATACAGTATGTATGTCAAGTCTAAAAGCAGAGCATTTAGTTTTCAG
GACTCATGCCAACACTCAGTGGTGGAGTACGTGGGCGTATTGGTGTGTTTGAGGCACACC
CCCAAAAACATTAATGGTATATTCCTGTTTTAGGATCACACTGAAACTTAGAATAATCTA
TGACAAGTTATCAAATCTTCTTTCAACAATAAAAAAAGAAGATTACTTTAAAAGATCATG
AAAACCGTTATACTGCCCCCCAAAACAAAGCAATAAGAACATGAAAAGTGGTCTTTCTGC
ACTTGGTCGCCATCAGAGTTTATTTTTGCTTTGTTTGGACCTCAAACTTCTGCAAAAAAA
TCGATTTTTTTCCATCTGGTGAAACCTCTGACACTCCAACCGCCTGATGAGAAAATAAGA
GCCACCCTTTGAAAGTTGGGTGAAGAGCTCCCTCTTTTGGGCTGACGTTGTACTGCAGGG
CCTTTTCCACTCGCTGCACGTAGGCGCATGTAGTGTAACACACACAAAAAAAAAGACCAG
ATCGCCACCTGTCATCAGTT
>BJ019096 ID   BJ019096   standard; mRNA; EST; 378 BP.
ATAAAANCTNCAGTCAATTTTCAGCNCAAAATTTAAAAAAAAAGAAAGAATTTTTNTNGT
NTCCTTGTCACTACGAACTCAGCTAAATTTACTGCAATTNATNTAGATCCTTTGNGTCCG
NGGNGCCAGGAAATGCGAAAACTGCAGCTGATCTGCGGNGAGTNTTTAGAGTAAAGACAA
CTTTNTATCTGGNGGAATTTGAGCTTGAACGANAGCGATGGCNCCTGCGGCCAGGAGACC
TANAGCGAGAGCGGCGACGTGGTGGCNAGCGCCTCCTTGGGGAGCGTGATCTTNTTNTNA
TGCGTGGNGGGCTGCGGCGCCACATCGGNGGAGGNGGCGGNATTNTTCGAGGAGGANACA
GTCTACGTGGAGGACCAC
>BJ019098 ID   BJ019098   standard; mRNA; EST; 302 BP.
AAGATCCNAAAAAAAGAGATATNCATCCCTCTTGAGACAGTTCAAGACGTTATTTTACAT
TTACTGACGCTGACTAATTCATGTGCAACAGGCTCAAATACTGAGGAAATAATCTCTTAT
TTGATTATTTGCACATTTCTTATCATTTATACACATTTTTTTGCACATTACACACCAATT
TAAAAAAAAATCAAAACATTAGAAAATATATTCTGTTATTTTATAAGATGGCTTTAATGA
ATTTTTAATCTATTAGGCTTTGGTTCTTCAATTATATTGTATTTTAAAAAAAGGGGAAAA
TT
>BJ019110 ID   BJ019110   standard; mRNA; EST; 650 BP.
AACTGCTTTGGAAAAATCCCAACGGGAGGTGATGCTTCTGCAGTTTTCAGTGAGAAATTA
TCTGAAACTTTCTCCATCTTGGGTTTTTTATCAGCAGGAGGTGAAGGAGACACAGCAACA
GGAGAAGCTTTAGCAGGAGTTACATTTTTCTGCAACCAAGAAAAATTCAGAGAACAAAAG
TTAGAGTTTGTCCTGTCTGCGCCTTTAGAAGGACTTTGGAAAGACTTGCCCTTTACATGT
ATTTGTATATTTGATACAGAAAAAAGATGTATTAATTAGAAAAAAATTGCTGAATATCTC



AGATTCACACAGGAAAATCTTTTATAAAACTTTTTAAAAAGACTGAAAAATTTAAAGGAA
CAGAGAAAGATCATATATTCCAAAGAAGAGGGGCTAACTCCCACTGCTCGTCCCCAATTT
GTTTTTTTAACTTGATAAATTTAATATATGTCCAATCTAACTGACCTAAAAGGCAGTTAG
ACCTAAAATGTAGATTTTTAAATTTTAACCTGGTTTTTAATTTACTAAATCTGACTCAAC
ACCAATTATTATTACAATCCAAAGGGAATCCAGCTTAAAATAAACTCTTAGAAATGAATA
AAACTTTAACCCTAGTACTTCAGTAAGGTAAAATGTTTAGGAACCCTTAG
>BJ019114 ID   BJ019114   standard; mRNA; EST; 337 BP.
TAAAAAACACATTCTGTATAAACTTTAAAATAGTGACTGTACAGCTGTACATTTTTATTA
TGATTTAACACACTTCCCTGCAAGATAAGAAGACATTACAGCCAGTGTTCAGATTATTCT
ATTGCTTTACTAAATTACTAAACGAATAAGGAGGAACAGCTTCTTCAACGTTGCATTTAA
AGCCACTTTGTGTGTAGTTAAAAAATAAAGCAAAGTTTTTTTTTTTGTTCAAATTTANCA
NCAGAGACTTGNGGTCAGGTCAAGTGTCCTTGCAGNANCNAGGAGGTTAGGAGTTGTTGT
ANCTNCAGNAATACACAGNTGTGCTGGCGTNTGACAG
>BJ019136 ID   BJ019136   standard; mRNA; EST; 355 BP.
TATATATATTTTTTATAATGAACAATAAATGACTTATGCGATGTGTCATAAAATTTTTTT
TAAAGTACATTAAGATTCATTGCTCAGCTCTAACAACCGTTCAGGACTAGCTGTGAGACT
GTCACATGACACATCCACTGCAGGTGAAAGGNCACCGTGTATCCAGACCGTGACAGCCGT
CCTCATGAACCTCCACAGTCACGTTCCATGGAGCTGAGCTTTCCAGTTGGATGTCCAGGT
GACGCACACACTAAGCGAGCACGTGTCGCAGCAGACCAGCACGCTTCTGCGCGTTCCCTC
CTTNCCGTCCTCCTGCTGNGTCTCCTCCACTTCCTGTTCCGAGATGCTGAACCCT
>BJ019142 ID   BJ019142   standard; mRNA; EST; 556 BP.
GAAGAGCAAACAATGTGATTAAAAAATTTGCCAACAAAGATAGCTAGAAACATCACAAAA
CTACAATATCTTAAAATCAGATGTTGGGGTATTTAGGTGCTTTATACATCGTTTCCTCTC
CAGTTATTTTCTGAGAATCATTCATTTGTTAGAAGACACCAAAATGCTATATTAGAGTGG
AAGAGTCCAGCTCATTCAATCACCACCAGACCAGGAATCTATGAACTCTGAGTTACTACA
AGAGAATTACGAACAAATGATAATGCTTATGTTTGATTGTCAACCAACATGACATAGTTT
TTACCATGATTACCTGTAGAAATATTGGAGTGAAACACAGCGCTGTGTATAAACATTTCA
AAGGTAAATGCCTCCACAGGCTTGGATGGGCATACTGATAAATGAGGAGAGGTTTAAATC
AGGCAGCGCCGAGTCGGATGGCAGGAAGTCGGCGCTGAAGTTGTTGGGGTTGTTGAGGTA
CTGCAGTAACTCATCAGTCTGGGGTTCGGCAGAGCTGCTCAGCATGGGGTCAGGTGAATA
CGTTTCCAGCGTGGAC
>BJ019161 ID   BJ019161   standard; mRNA; EST; 444 BP.
AACCTGTAANCAGAGATGATGGTAAGTCGATTTCGACACTTGAACACATCACACTCGCCC
CAGAAATGTTTCCCATGGGCCGGGGCTTCTGCAGGATCCCGGCGTACAGTACTTCCTGTC
CTAGACATACAGCATAGCGAGCTAACGCTAATCTGATTTAATAATCTGGAATCTGCAAAG
ACGCAGAGGAAAGAAAAAAAAACGTGGTGTGGGGGAAAAACTCAACAAGAAAAGTGAATT
TTTAAGAGTTTTCTGACAATTCCAAATCAGGAAGTCACAGAAAGAAGTTGATAAAAACAC
ATTTGATGATGACTTTCTTCGTAATTGCACACAATAGTTTGTTTTTCGGCAACAACATTC
AAAAAAATAAACATTTAAATGTCTTTGAAGGAAAAAATTGTGATTTTCCTAATGAAAAAA
AAAAGGCAACGCATGATTGATNCA
>BJ019185 ID   BJ019185   standard; mRNA; EST; 502 BP.
AATCTAAATTGAGGAGTNGACNGTCNTACGTCTGTGTGTAAGAAAGGAATGAAGATTGGT
GTTTCAAGCTGCCTTCTGCAAACATCTTTACAAAATGTGATGGAGACAAAACACAAGCAG
AGGGACAAGGACGCCGCAGAGCTCTGATGAACCTGTTTCCTGTGTCTTCACATGTTCAGC
CAGCAAGAGCTGAACATGTGAACAGGAGGTCAGAGAGACAAGTTAAAAGGAAAAAAGGGA
GATCTTTTCTTTTGAGTCAAGTGTAATACCTGAAAATTCATTTTAATGCTAAAATGCCCA
CGCTCAGTTTAGAAAACACAGATTTTACTGGAATTGGTTTGTTTTTCTTTACCAGGTCTC
AAGTTAAAACAGGGAAATTGACAGATGGAAGTGAATTGATGGAAAGTGTTGTCATTTGTG
GGGAGGGGGCACGGCGGATGTGCAGTGCANCATGTCTGTGGAACCCGGCTGGAAAAACAA
GAAGAGTTTTGTCTCTGTGCAG
>BJ019188 ID   BJ019188   standard; mRNA; EST; 619 BP.
TCACTTTAATATATATTTTACAGCATAACAGAAATGCTTTTACAGATTTCTAGAAAATGA
GAAATAGACAAAACTATTCAAATGAAGTGAATAATGATAACGGGGTTAATTCAGAGTTTG
AAAGTGTTAAAAACCTTTTCAAAGTTCTTTTGATAGAGTTTAACTGAAACATTTGGATTC
AGGTGTCCATTAAAGAGGAATGCAGCATCATTAATGGTTGCACTACAAACACTGAGCAGC
AGCGAACCCCCCCCACACACACACCAAAATAAAAGTTTGGTTTAGCGTCCACATCCAAAA
GTCTGATTCCACTCCTCATAGAGCTCCAGGTCTTTGGCAGAGACACTGGGTCGAACAGTC
TTCAGAGCCTCCTGGAAGTCACTGAATAGAATCGGCCGCACCTGATCTGCAGTGATGGTG
GCGATGTCACTAAGCTGGATGCTGCGAATTGGTCCCAAAGCTGCCTCCCTGCAGAGCTGC
GTCATGTCAGCGCCGGAGAAGCCCTCTGTGGCCCTCACCACGCTTTCCAGCTCCGGCTCT
CTCAACTGGCTTTTCTCTTGGGCCATGAGGTTGAACACTATCTGCCGTCGGGCTGCTGCT
TCAGGAAGGGGGATATAGA
>BJ019230 ID   BJ019230   standard; mRNA; EST; 141 BP.
TTGAAACCAGAATTTACACCATTGAACTAAATTGTGAGGCATTTTTCCTGCATACCAGTA



TGTTTACATTAAAACTGTCAAACAGTTGTGCTAAATTTAAGAACTATCNAATATTNATTG
NGTNTATTATAGCAAACTACG
>BJ019233 ID   BJ019233   standard; mRNA; EST; 561 BP.
AAGAAGTGGATGCGTCTCACATTAGGAATGATTTAACACTGAACCTTTACACCTTCAGAG
ACGTTCGACTGGACCTGCAGGAACATGAAGCTGCTCAAAGAAAACGCCTTTTCTGACCCG
TTCCCCATTCAGTGGATTCATGTGAACGGGGAAAACAGTTCGACACTGCATCTGCGTGTC
GTTTCCTCAGATGTCAAACTTGTCTTCACAAACACAGTGTCCATTCTCCTCGTATTCCTC
CCGCGTCACCACCATTTCATCAAAGTCCGGACTGTGAGCCAGTAGCTTCCCTCCTTCCCA
CGCGTGGCAGACTGGATTTGGAGGTAGAAGCACTGATACTGGGAGGTGGGCGGGGACAAG
TGACCGTAGCTCCGCCTCCAGACGCTCTCTGAAGCCCGGGAACAGCATGTTTCCTCCAGT
CAGAACAATGTTCTGGTACAAGTGAGGCTGCATCTCTTCTGGAAGGGACTGGACCGAGTC
TACGATGGCCTCTGGGATCCCCATCTCCTGGATGCCGATGTCTGACGGGTGGAAAAGCGT
CTCAGGAACAGCAAATCGCTC
>BJ019238 ID   BJ019238   standard; mRNA; EST; 395 BP.
TAAAACATGTATATNCACTTGACCAACCTCCCCTCCCTCCTGCCACAGACCGATGCCATA
CCTGCCTCATCCGGCACAGAANGACCGTGATGCGTTCAAGTNCACCTGGAAAAAGGGATT
TATTTTGCTGCANAAAATGTTTTATTGATTCATGTAATGATATGAATTATTAGTTTCAAT
AGGCTAAAGCTCTCCTTGAATGTTAAGTCACAATGTTAACATAAATTATTTTTTCGTATC
TATAAACACAAAAATCAACAAANGTAATGCCTACCGTATTTCTGGAGTACATAACTTTTT
TTCTGACCTAATAAGAAATTAATGGGGTTTGTTGAAAAAATGAGTTACGTAAAAGTNCTT
TAGATGATTTAAATTGATTAAAAAGAGAAATTCGT
>BJ019255 ID   BJ019255   standard; mRNA; EST; 156 BP.
TTTTATTTTACCGAAANTTNTTTCTTCTCTTTCCGTGTCGTAAAACCTAAAAATAAATAC
ACAAAATGNCTNAAAACATTTCCAGTTTTGCAGATAAAACAGAAACATTTTCAACATGGA
TTAAATCAGGGCTGGACCACNTNGATAGAAAAATAA
>BJ019260 ID   BJ019260   standard; mRNA; EST; 564 BP.
ACAACTTTAATTNCTAACGGTAAAAACATTTACATTTCTGGGCTTCAATTATAAATCTTT
TTATTGGACAGATAGTTGAAATACAATGACACAATTATTTACTGTTCTGGAAATATATTC
ATCTTTAAATAACACAGCCTTATTAAAACATTAATTTATCACAGCAAGAACACAAAAAAT
GTGTTGAGGTAGGAAGGCAATGGGAAACTGGTCCATACTGTCATGGCTTTTGCAAATGAT
AAGATTACTGTAATGCTGACAACAACTGAGGTAAGGCATATTGCATGTTTCCTCATCATT
TAGAATCAATATTTTTTTAAATATCTGTGTTAACATATCTTTTTAGGCTGTTATTGGGAA
AAACCAATAATTAGATTGCAAAGCTAAAAACTGCTTTAGTGTGCAGGTATTTGTGCTGGG
AACTTATACAATGACTTGTTTATATGTTTTAATAGGAATCTAATAGCTTAGAAATAGGAT
TTGGCTGAGGTGTAAACAGAATACAAAAACACACTATATCACTAATACCCCTGTACTCTT
TCCCTGACAACACGTGTATGAACA
>BJ019274 ID   BJ019274   standard; mRNA; EST; 447 BP.
GGTTGTTTTTTGACTNCCTTNNTTCACATTTTTTTCTTCACAAAATGGTAACGTGCTAAC
ATGACTCAAGAAAATAAGAACTGCAGTCAGTTTTATTTTAAAACAAAAGGAAATGTTCAC
GAATCACACAAAAAGTGTTAGAATTAGAGGTGTATCCAAAATATTTTGAATGTTGTCATG
GTAACACAGAATTAAACAGCTAGCATAACTATGATCAACTAAGCAACTTTAAAGCAAATA
ATAGAAAAAAGGAAATTACTAATTATAATCATCCAACAGAAACTATACATTGCTTTTTGA
TTGTTAAGCAAAATTTCTCCAAAAATACAACAGACAATGCCATTACAAAAAGAAATGGTN
CATTTAAACTAGTAAAAACCATTCAAGAGATGAAGATTTAACTGTTATGCCTACGTACAC
ACCGGGCATGTGTGGCACTATTAGCGT
>BJ019284 ID   BJ019284   standard; mRNA; EST; 606 BP.
CAATTTTTGTGTAGAAAAAGGCTTCTCTCCTGTATTCTCACATGTTCTCATGTGTCTTTT
GAGACTAGACACATCACTAAAACCTTTATTACATTCTTTACATAAAAAAGGCTTTTCTCC
TGTGTGAGTTCTCATGTGTCTTTTGAGACTTGATACAAGACCAAAACTTTTATCACAATC
GTTACAAGAAAAAGGCTTATCTCCTGTGTGAGTTTTCAAGTGTCTTTTCAGACTAGATAT
TCGAGTAAAACCTTTGTCACATTCTTGACACGAAAAAGGCTTCTCACCTGTATGAGTTCT
CATATGTATTTTAAAATTATAATTATTAATAAAACTTTTTTCACATTCTTTACACGAAAA
AGGCTTCTCACCTGTGTGAGTTCTCATGTGTATTTTGAAATTATGATTACTAATAAAACT
TTTATCACATTCCTTACAAGACAAATGCTTCTCTCCTGTGTGAGTTTTCATGTGTGATTT
GAGATGATATCTTTGACTAAAATTTTTGTAACATTTGTTACACGTAAATGGCTTCTCTCC
TGTGTGAGTTCTCGTGTGAATTCGGAACTTAGACCAGTACCCAAAACTTTTGTCACATTC
CTTACA
>BJ019302 ID   BJ019302   standard; mRNA; EST; 632 BP.
GGTTNGAAACAAGTTTATTNCTATTTTATGNGAAACATTGACACATATAAAACTCTTACA
GTGAGAGTTACAGCTTTCCCAAATTTAAAATATATAAAGAGAACAGACAGAAAGACCGAC
AGGCCGCTACAAAAAGAATAAAATGGGATTCTAAATATTAAAATAAGTACTGGCGCATGG
TAGCATTATAAATTGGAATGAAATGGGGTACGTGGAGAAAGGGAGAGGGGGGTATCCTTT
CCATGAACATTTTAGGAAGATGTTTTCATAAAACCCTGTGACCCTGAGAAAATTAGCTGA
ATGTACAGGCAGTGCTGTGCGTAACAAACCTCTGTTTGACTCTTAGGATTTATTTATTGC



AAATCAAAATTTAAAAAAAGGAAGAAAAAAATGTGCACAATATGGCTACTTTCCTATAAA
AAAGCCATAACATCTTTCATAAAATATTTTGCAGGTCTGGCTGGAAAGAAACGGCGATTC
TGTTACTTTTTTGACCCCCAAACGCCAGTTTGTAAAGCATTTTGGTAACGTGCACATTCA
TAAATAGGCTACGGCTAAATCAACCCTTTACATGGCTACACTAAAACCCTGCATTCTGTT
TACCCTGTAGAAACAAAACCCTGTTTAGTCCA
>BJ019331 ID   BJ019331   standard; mRNA; EST; 625 BP.
ATTTGGGATCNTTCCTTTNAAAAGCCCATGTTTACCTATACCTGGAAACTGCTTAGTGTT
TAGACTCAAAACATTACGAAACAATCATCTTTTTATTTTGGAATAAAAAAACTTTGTATC
AAAAATGAACATGAACTTATATTTAATAGATGAACATTAGGAAAACTAACATGTCAGAAT
GAATTTTTACTAGTACAGTAGAAGAACAAAGAGAACAGTAATCTGACAACCAAAATTGAA
TGTCCTGACTTTTTATTTTTCTAACTTCTTGGCATCCTTACTTGGCTGCTTCACTTTCTT
CAGAACTGTTATTTCATAACCCTCTTTAAAAGCGTTGAGAGATTTCTGCCGTTCCTCCTG
CATGTTCTGGTACATCTCCAGTTGCTGCTTCACGAGCTCCCTTCGGTCAGACGCGTATTG
TTTGTGCTTTTCCAGAAAGCTTTCACGGACACACTGATAGGTCTGGATCTTCTCTATAAG
CTCTTTGTCACGTTCCTCCTCTTTCTGGGAGTCCGTCAGCTTAGAAGATCCTGTTTGGCC
TCTGAGCAGGTGACTGAAGTCAGGGAGGGTGTCACTAAAATCTTCGCTGGGTGAACAGGG
ATCCGGGTCACACGTGGGAGCAGCA
>BJ019335 ID   BJ019335   standard; mRNA; EST; 491 BP.
AATATAATGAAAACATGTTTTTTTTTTAAAAGAAGCTGGGGTTGTNCTAAAAAAGATGGA
TATGAAATAATGTCACAAATAACAGTTTTGAAGATAAATTATTGGAAATTGGAAAGTTGT
TAAACACCCTCAAAANGGACTTAGACTATTAGAGGTTAATCATATTTTTAAAAAACGGCT
TTGTCAAAAACCAAACTCTTCGAGATGTTCCTGACTTTCCATTAGCTTCATCCACTGTTC
CACCTGCAGGTTCCAAAATAAAAACTTTGNGCATCCTTTAAATTTATTTGCATTCATTTC
AAACAGTTTTATTTTGAAGTAGTGAAATGCAGCTTTTGCAGAAATGCCTGTGAGAAAATT
GATCAGGTCTTTGAACGCAGCACAAAGGCTGAACGTCTCAAAGGTAAAGTGACACTAGTT
GCTCCTTCAGCTCCGTCAGGATGGACGTTGGCGAGCGGCGGCCAGCATTCAGCAGCGAGC
GGAAAAACCTC
>BJ019340 ID   BJ019340   standard; mRNA; EST; 536 BP.
CATTTTTTATTTTTACAGAAGCTTTGAAATNGTCTGTTTGCCATTCCTCAACAAGTCTGG
GTTTGGCCATGTTGTTGAACGTACTACATATGAAAATATTCATCATAAAAAAATAAAAAT
ACTTATGGTAGATAGAGTTGATGTGTGGCCTGTTGCCTACTTGATGTAAAAGCAAGTAAA
TCAGAAGAAGGGATTTATAAAAACATTTGCACATCTGGGGGGAAATGAAGGATTTTCAGA
TCCTAAAAAAAAAAAATGACGTCCATAACAGCCTTAGCCAAATNTTTNTTTAAACAACCT
GTCACTGACACTGTCTACATGCNCGTCAATTAAAAGAAAGTTAAATAAACAAATGCAAAT
CATTTTTAANATGTATNTATTTTACAAGTAAATAGAAAGCATTACTTACAATAGATATAC
TTACTGAATTCCAGCANAAGTCCAGCTNTTTAAATTTTAANACCAACTCCAAATGTTTAT
TAATACATGCTAACCTNTGATCCNCACTTGGTANATNATTCTTTTTTTTTTTCCAT
>BJ019346 ID   BJ019346   standard; mRNA; EST; 500 BP.
GTAGAAGGTAACAAACACACACAGGGGGGTGGTGTGATCATAAGAGCAGGGATCTGCAAA
CACCAACAGCAGCTTCAGAGGGCCCCTTAAAGGAGCATGCCTGTGTTTTCAGCAGGGGGG
GGGTTAAAAAACACAGGTCTGCCCCTCCGGAGCCAGAGCGAGGAGTGCGGGGACACCACG
GGGACACGGCGCTCACAGGTCCTTCAGGTCCTTCTGGATCCCCCACAGCGTGTCGGCGCT
CTTCCTCAGCTGTGCCACCTCCCCCTCGGTCAGAGTCATGTTGACCACGCTGCCCACGCC
GGAGCTGTTCAGCACGCAGGGCAGAGACAGGAAGACCTCCTCGCCGATGCCGTACATGTC
CTTCACCATGGTGGACACGGGGTTCAGCTTCTGCAGGTTGACTCCCGCCACGTTGGCGCC
GCTCCACACAGGCACGCTGGTGTNTCCGTGCTCGCCCAACACCCAACCGTTGAAGGAGCT
GGCGTGGATGCCCANGCGCT
>BJ019360 ID   BJ019360   standard; mRNA; EST; 565 BP.
GTTTGTTTACTCTTTCCCCAACTGTACAGCAGCTACATCTGAAAAGACATGACAAATATG
TACAGACTCCATAAAGCAAAAAAAGTGCTATCTCCTTCCATAAATCCATCTGCCCATAAG
ACTTCACAGCTCATCTGTTAGGTTAAAGACCAACACAGAAACTGTCCTAAAACTCCCTCA
CTTATAACAATATTAATTAAAACTTTTCTCTCTGTATATATTGCTCTAAACAGTCAAGAA
TTTCTAGGTTCTAGAAGAAAAAACGGTTTCCATATATGATCCTTTATATTACAAGTTAGT
ATTTCTAAAACTGTTAAAATACAACACATATTGCATTTGCATTTAAATACAGCTTATTCA
TATTTGCTACTTCATTTGATACACAGAGCTATGTAACATTCATGCAGATAAAGGGAGAAT
GTTGTGAAAGATGGACCTCAGAAATAAAGCTGAGGTGCAGAAGCTTGGCCTGAGTTCAAG
GTTTCATTTTGAGTCTCTCCTGTCTCAGATGGTCTCTGTGATGTTTCTGTGGAGGCAAGT
CCAGGTGTGTTCAAAAGTGAAGACC
>BJ019407 ID   BJ019407   standard; mRNA; EST; 183 BP.
GTTATATATATTCTTCTTTAAATATTTTTTTTAGTTAGAACAGGAACGATTGACGTACAA
AAATATAAAGAGAATTATGAAGTGCCTTGATGCCACATATACAATAGGAACATATTTTAC
AGNCACAAAATCAAGGTTTTTGGGAAAACAAANGTATCACACATCGAAACGCCAAAATAC
TAA
>BJ019410 ID   BJ019410   standard; mRNA; EST; 276 BP.



ACTTAACCTTTAACCCAATTCAAATTTCAATGTAATCTTGGATTTAATCACAAATAATAA
TTAATCTCAGAAACCTAGCGCTTGCTTTTCAACGTCTCTAATATGTGATCATTGTTAACA
AAAAATAACACATTTAACTTGTGGATACTGCAGACGATATGTTAGATAATCCAAATATAT
TATCTATATATGTTAGTTTTTTACAGATGTGACCCTAGAATTCTTAACAGTGACGAGTCT
TTGAAACTAACGAATGTTTTTGGGGGGGGGGGGGGG
>BJ019419 ID   BJ019419   standard; mRNA; EST; 715 BP.
ATATTTATTTTTCTGTTCCTTTCTTGGTTGCACCTTTTAGCAGCATTTTTTTAAAGTAAT
ATCTGAACCTGATCCAGAATTTTCCACTGTGTTAAACAGAATATTTATTGCAGAACTGGG
TAATAAAAAAAAGGCTGAAACATTTAAAAACATTTAAAAGGCTCAAATGCTCTTCTTGGT
GCATGAAAAGCTTTGTGCGTATTGCACAAAAAGGGACAAAAGCTTCTTCATGTTTCAACT
ACAATAACAAAGCTACAACATGTTAAAAAAAAGTAAATAATGACCACAAATGACAATTTT
CTCAAAAACAGGAAGTTCTAAAGTTTAAAATCAAACAAAGATTCACTAAAAAAAGTTGAA
AGCATTACATGTTTAAACTTGGCAGTAATTCCGTGCTCACACATGAGTGACAGCTCTGGG
CATCTAAAGTGCAGGACACTTCTGAGGTATTTTTTGTCCTTTTCTTGTTCTTTCATTGGC
GGCTCACTGGAGAAATAAACATTTTCAGTTTCTGGAGTCGAAGTTTGTTGCTGTCAAGTT
GCAGCTTAAATCCCAGAGACTTCATTTCTTCTCATTCCACTGCGGCCGCCTGAGCAGCGG
GTTTTGCGGCGTCTCGTCTCTGGGCTCAGCTGCCCAAGCCGGAGGTTGAGATGCTTGTGG
TCTTTCCTCCTCTTCCTCCTCCTCTTCAACCTGTCTGATTCTCATTTCATCTACT
>BJ019457 ID   BJ019457   standard; mRNA; EST; 571 BP.
AGTGGATCTTTATTGTTCTATCTTCCNATAACCTGGCTGTTTTATTTTATTTCTATGTGT
TGGTGCACAGAAGCCTGGAAACAGTCCAGAGACAGAGCTCCATCAGTGGAGACATTGTTA
CATTCCACACTCCCTCCAAACCTGAGTGGCTGCTCTGTGGACGATGGAGTGTCTGAGGGC
CAGTCTGTCCATGTCTCTCGAGTATCCTCCACCAATAACAGTGGCAATAGGAACACCTTG
ATTCACCGTGGTCTTCATCACAAACAGGTCTCTCCGGTAGAGCCCTTGGTCGGTAAGATG
AAGTCTGCCAAGTTCATCTTCCCAGTGGGGATCGACGCCTGCGTCGTACAGAACCAGGTC
TGGACGAAACGTCTGCAGCAGCCATGGCAGGTAAGCTTCTACAGTGGAGAGGTACTCCTC
GTCTTCAAGCCCATCCTCCAAGCTGATATCTAGGTCGCTTTCTTGTTTGCGGAGGGGGAA
GTTTTTCCCACAATGCACAGAGAATGTAAACACAGCTGGCTCCTCTTTGAATATGAAAGC
GGTACCATCCCCCCTGGTGTACGTCTAAATC
>BJ019482 ID   BJ019482   standard; mRNA; EST; 280 BP.
CTGTTCTAAGCTGTAGTTTTTTNGTCATATTCCCAAATAAACTNTGTANACATTGAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAANAANNAAAA
AAAAANNNNNANNNNNAAAATNNNNNNAAAAAAAAAAAAA
>BJ019483 ID   BJ019483   standard; mRNA; EST; 741 BP.
TGAAATAACTCTTTAAAAGATGAACACATTCTTACACGTACAGTACAAACCAAACAAAGC
ATTGTGTTTCCTCTGGTTCTTCCTCTGCTTAGAACCGTACAGTCAAGATAATTTCTTACA
TTCAGAAGAAACTTCTTTGGTTTCTTCAGTTAGACTGTTTTTAAAATCAAACTCAGCGAT
GACAGCAGCTGAGAAATGGAATTTTAAAGCTAGGAAGTCCGTTACGAGGAGAAGTGACAG
AATGGAGAGAAGCCAGGAACAACAACAACAACAAACCTAACAGATCCTGAATGAGAAAAA
GGTTGAGAATAAAAACAGCATGTAAACATTTGAGCGACTCACAGTGTGGCATGAAATGAA
TGTTTTCAGTTCAGTAGAAAAGGCGGAGACCAAAGCGAGGTGAAGAGGTGTAGCAAAATT
TGAGTTTCCCCGCCTCCCCCCTGAGCATTACCTGTGGAAAACTGATCCCCATTTTTAAGG
CTGTAAAGGAGCATAAATGAGGCTATGGTTAAAACAATGCAACGATGTCTTATAGGATCA
ATTCCCCCCAACCAGCAGGGGGTGCTCTAGAGACATGTTGACTTTAGACAGAAATACCGA
AAGTAGATTGAAAGGACGGACAGAGCTTTGGAGACTCGTGCGAGTGTTGGGGGGGGCCGT
GGTATCTGTGTTGAGCAGCTGTGTGCTGATTATCAACCTTAACACTTCATGAATGATTCA
CTTGAAAACAAACACTGNATG
>BJ019489 ID   BJ019489   standard; mRNA; EST; 639 BP.
TGCCGACATCCGACATGTGTTAAATGNTCAAAAAAGAAAAANCAACATCCTGTCTGGTAA
CAGAAGCCAGCGTTCATTTGAAAGGTTCAGTCCATCAACATGCACTGAAAATAAAACTCA
AAAGGTTATTAAAATATAGCTGGGTGCTTTATGTTCACACATATTTCTAACAGTTAATAC
CCTGGAATTAACCTCAGCATGAAGAACAATTACAGCGTCGGAAAAAAGGGTATGGAAAAC
TTGATAAAAGCTTTTTTAAAAACAAAAAAAGTGGTTAAAAAGGCAGGCAAAAATATAGAA
ATGGTTGTGTCAGCTGTGAATTCAAATAAAGTTTTAGTGAGACAACATTTACAACTGCAT
AATTTTCCTCTTGCGTGGCAAAAACAGTGCAAATCAACAGCTTTACATTCCATTAGAACT
TAGCGGGAAATCACTTTTGTGATGACGGTGCTCCAAATGTCCCAAAGATTTAAAAAAAAA
TTAATTCAATAAAATCCATCTAAACTTTGAACAGAAAAGGGTGGAGTTGCAGGACAATCA
AAGGACCTAATGTATCAATAAATAAACATATTTTTTTGTCAAATCATAAAACTAAAAGGG
TCTTGCTGAGCATTTTGTATAAACCTTAAATGTACCGAG
>BJ019502 ID   BJ019502   standard; mRNA; EST; 127 BP.
GCATTTTCACANAAACGAAAAAAAAAAAAAGGGTNAAANGGGGGGNGNNANGGGGTGNAA
NTTTTTAAANTTNTTTTTTNNNGTAANCNGGTTTTNGNAAAAGGNNGGGGNAAAAAANGG



GGGGNAA
>BJ019519 ID   BJ019519   standard; mRNA; EST; 565 BP.
GTTTGACTTTATTTGTGTTNTGCGCTCGCTTNGCTCTGTGGGACAGTGTGTTGCAACCAT
TGACTGTACATGAGACCTGGACTGAGTGACCCCTCCCCCCACAGCATTCCAAACAGGAAG
TGGCTCCAAGAAGCCAAAATCCCACAGATTTCTATAGAGGAACAAACAGCTGTTAGTCAG
TTATTCTATTGGTCAGAAGAACCGTTCTGGATCTGATACAAAACTGACCAATCAGATCCT
TCAGTAAAAGTAGGCAGAGCCTGCTGGCCCCCACGTCCAAAGATTTTGTGTAGCCTGCTT
CTAAGTGGTAGGGGTGTGGCCTTGCGGCAAGCTCATTTCTGATGGTGAGTGGTTGCCATG
GAAACGGTGACTCAGACCAAGCGGGACCAATCACTGCTTACTAACGTCTGGCTGTGCCGT
CTGCATCATGAAAAATGGTGATTTAATTGACTCGACTGGGGGTGAGAGTGAACCCTTTTC
CATGGGGGAGGGGTCTCTTGTTCTGGTTCTCTTGAGTCCATCACATGACGTCAAAGGAGA
ACCCAGACCGATCGTGGATGGAACC
>BJ019536 ID   BJ019536   standard; mRNA; EST; 624 BP.
GTTGTCTAATGGGCTTATTNTTTAATCTGAGTTAATACAGTAAAGGGATCTCAAATAACT
CATGAAAAACTTAAGCTCTCCCACTGTTTGTGATTTTCCATTCATCTTTTAGCTGAATCC
CCTTCGGGGGAAATGGGGCTGCTGTAGCCTGTACCAGCAGCTTTTGGGCGAGGGCATGTT
ACACTCTGGACAGTTCACTTATGAACTTTGAACTTCAGAGTCAGCTGGGATGACCAGAGG
AAACTCACACATGGACATGCAAACTCTACACAACAGATTTAATCCCGGCTGGGATTTAAA
CCAGAGCCTTCTGGTGGGGCAAGGGTGCGAAACACTACACCACAGTGCAGCTTCTAGTGT
TGATTTTATGCTGAAATTATTTTAAACATTTTTGTTGAACATTTTTCCATTCTTTGCATT
CCTATGACAACAGCTCCAGTGGTGCAATTGGTCAGCACATGGTACTTATATGACAGTAAA
GGCCAGAGCAATGCCAGGGTTGTGAGTTCAAGCCTCACCTGGAGCAATTTTACATCCTTG
CTGGGGTAAAAGGAAGAACTGCAATAAGTAACCTCCCAAAAGGCTTTTTACTTTTTTAGA
AAAGTCCAAGAGCACAATTGGTGT
>BJ019567 ID   BJ019567   standard; mRNA; EST; 278 BP.
TTTTTAAAAAAAGCAGACGGCAGGTCATGCATAAAAGGTTGNCAAAAGCNCCAAANCAAA
AACCTGNCCAAGCAAAAATTTTCAAAAANGGGAACATTTGTCCAGGTNCAGAGAAATNTA
AGGNGTGTGANAAGGTTTTGATAGTCGNGGANATCATTTGGGAGGGTCTGTGTTGATGCC
GNNTTTNTNTTTTAGGAGCTTCAACTGCTCTTCCTTCTTNTTTGTGNCCATTTTNTGGAA
AGCTCTGTTGGCGTTGTANTAAANAACAACCAGGTAAC
>BJ019596 ID   BJ019596   standard; mRNA; EST; 246 BP.
GGGAGCTAAACTTAAGTGTTCACAAAGCGGNGATGGCTTTGGCTGCCACTCTCCTTCCCA
GAGGCAGAGTCAGGTCAGTGATGGCCAGGACCACTTTAGGATTGGCCAGAGCAGGCAGCT
TCACCAGCTCANAAACCATTGNGAANGGCATGAACTGAAGGATGCTCCCACGGNTTCCCT
GCTCCAGGCACTCCACACACTCCTCTATGAAGCTCTGCACAAACTGAGTGTGAGGACCCG
CCATCT
>BJ019626 ID   BJ019626   standard; mRNA; EST; 453 BP.
GTGATCTGCAGCATCAAAGTCCTCTGGGATTNGAGGAACAAAAGAGTTTGGAGTTGGCAG
ACGGCTGGAAGTATCTGAGGATGGTGGCACTCATAATGGCATCCCTGCTGGCTTTTGTCA
ACAGGCTGAATCGAGGCGACCGCAGGTCTCCACATTCCCCAACCTGAATCCTGGATACAA
GGCACTGCAGCAGGACGCAGCAGGAAGCAGCAGGATGCAGCAGGACGCAGCAGGAAGCAG
CAGGATGCAGCAGGAAGCAGCAGGAAGCANCAGGACGCANNAGGACGCAGCAGGACGCAN
CAGGACGCAGCAGGAAGCAGCAGGACNCANCAGGACGCAGCAGGAAGCAGCAGGAAGCAG
CAGGAAGCAGCAGGAAGCAGCANGACGCATNCANGAAGCAGCAGGACGCAGCAGGACGCA
NNTGGACNCANCATGAAGCAGCANGACTCAGCA
>BJ019632 ID   BJ019632   standard; mRNA; EST; 147 BP.
TTAAAACTCTGCAACTTCAACACAAACATTCAGGCAACAAAGTTGTNCACCAGGAATGTG
GGGGTGCGGCAGTACTGAGTGGCGAACAGCTTCCCATCAGGGGTGGGGTCAGAGAACGCC
AGCTCCTCTGTGGTCAGGTGACTTCCA
>BJ019641 ID   BJ019641   standard; mRNA; EST; 558 BP.
TTTTCTTTTTGTTCNTTNGAATGATAAGTCTTTTGCAAAACAAACAACCGACAATTTCAA
GAGTTACACAATAAAGATGAAAAGATTAAAACAAAACTTGTCAGGAGTCAGTTATGAGGA
GAAGAAATTTCCTCTTTGTCTTTTTGAAACATTGGAGGGCTCAGCAGAACATCTGGATGG
CCTCTTCTGTGGTCTTACTGATGCAAGTTGCTTTTCAATCTCCTGAAGTTGCATCTTCAT
CTGGGTGACTTGTTCCTGCTTCTGCATCATTTCTGGCGATTCCAAAGTCTTTAAGTGATT
CCTCTGTTCCTCTTCGGCTTTTTCCTTTTTCGTTAAGGCAGCAAAGTACTCGAGCAGCAT
GTCTGTTTCCTCCTTCAGAGCGTAGTAACGTTTAGGGAAAGGCGCTGAGAAGACCTGCAG
CCCCTCAATCCTAGGCGCTTTGTTCTGGGAGCCTTCAAACTTGCCTTTGGCGCTGACCCG
GTTCCCATCTCTGGTTAGTATGGTGGGGCAAAACGCCTGGTTCCTCAACACCTCCCTCCT
GTAGTTGGTGGCAGAGTT
>BJ019686 ID   BJ019686   standard; mRNA; EST; 407 BP.
CTAACTTACACAATAAAAGATATTACTGAAATGCTTCCATCAGCAACAGGGGGACAAGAC
AAGATGCCAAAAACAACACCAGAGAATAAAAAACGCAGGACCATGTGGACAAAAAACTTT
TAAAATCAGCAAAAGTTCAGGAGATTTCTTTTTTTTTTTATTGCATGGAGNGTTGATCCA



GGTTGTNTGAGGTTCGGNTGGANAGGNGGNCCTCCAAAATTTNTCCAAACAAGCTTTTTT
TCAGCAAGTTNTATGCCATGGNCANAAGTTGNTTTATAACCTTGNGNAAAAAATGGGATC
CATAACANAANAGGTNTATTCNTAACTCATAACCCATTCCATAGTCGCACTCATCGTTAG
CAAACTGAACAAAGGTGATNATNTCCTGGATAGGNCCAAAAGCTTNA
>BJ019726 ID   BJ019726   standard; mRNA; EST; 296 BP.
GAACGCATTTAAATGTTAGCACAGCTCCTTAAAAATTTATACATATGTACGTTTTTTTTT
TTCCNTTCNTTTTNGGGGNCNGACAAAAGCNGGANGNGGNCACTCAAAACTTTAANGNGG
TNGGNCACAGGANGTAAAAACCCCNNGCCCGCCCACCCACCNTTCGNTTTTCCANAATAG
CAAACCTAATTNTCCCCCAAAAAATNAANACAGCAANGTAGGTTTACCCNAAATACAGGG
GCCACCTTGACGTTGGGNAATCNAATAAAACAAACCTGCCCATNATTTACTCCNAA
>BJ019737 ID   BJ019737   standard; mRNA; EST; 603 BP.
TTGACNCTTGTGTGCGTTTTCGATGTTCTACGGGGATTTGTGCATTTTTATTGCATTCAC
TTTTGATTTTTGCTATAACGCAGAAAAAAAGTTGTTCTCAATATTTGTACATTTGCAGTA
AAATGTCAATTTGGGGATTCTGTTTTTGAATAGCTTCAGGTCCATAATAAAAATTATTGT
GAAATAAATTGAAAACATATTTTTAAAAAAGAAGAAGCTGGTGTTATACAAAAAAGGTGT
AAAGCATTGCTACAAAAACAGTTTTAAAGGTAAATTAGAACAGTTGCATTACCTGGGATA
ATGCTAATGTAAATGGTCGCTGTAGATGCTGAAGAAATTTACTACTGAAGTTACTAAGAG
ACTTGAAATGGTTGAAATTAGCCAGAAAAGTTCGCACATTGCTAAAATATTAGCATAATT
CCAAATTAGCCTAAAAAACCTCAGTAAATGCAAAATTTATCAAAACATTTATACATATTT
CTATAGATTTTTCAATGAAAGTGGTCGCTTCAATGTGCGTTACCAAGGCCAGTGTGAATG
TGGCATAAAGTTTAAGACAATATTTAGCTATGAATGAAAATGGTGAGCTTTTGATGATAA
TCA
>BJ019765 ID   BJ019765   standard; mRNA; EST; 238 BP.
CAANCCTTTTNTGGGGANCANGGAANANCNGGTTTNTTAAGCCCTTTNGTTNTTCCTGTT
CAGGGTTGTNGTTTTTNTGAAGGGGGTAAGGCCGNCTTTTTGGTTNTTTGTTNTGGGCNC
TCAGGGGGGAAATAAAAGCTGAATAATTNANGTNCAAACCGCCAGCNCANANAGCGTTTT
CCTGTTNACCGCCGTNCTAATATCGNNTTTCCNCAANCTTAAAACCCATCAGGAATNC
>BJ019776 ID   BJ019776   standard; mRNA; EST; 612 BP.
AGGTTTCCATCTTGGTGTTTTTCCTCAATCCGCCATGTTCTTCCCGTCCTTCCCAAACTT
CCACCAGACCACCGTGAGGACGACGGCCGTCAGCAGGATGAGGCCGCTCGTCACCAGGTA
AGCGATGGGCAGGAAGTGGTTCTGGCCTCCAAACCAGCTCACTGTGGTCAGAACCACTTC
CTTTCTGCCTTTGAAGTACTGAACGGGGAAGATGTAGGAAATGGTGACGCTGTAGTTTCC
TGCTGGAAGCCCCTTGGTGAAGGGTTTGTTGGCCCGGTATAAAAACCCGTAGAGCTTCTT
GAAGTTGGGGAAAGCCGCCTCCCTCATCCAAACAAGCAGGTCGTCGTTGATGAAGCCGTT
GTTGTTCGGGTCGAAAGGATCCAGCTGGTAGACGGGCTTCTGCCAGTAAGGAGGCCGTGT
TGTACCTGCACACGGACACTCAAGACGTCTGCTCCACGCTTCATCTGCTCGCGACGGGGG
GCGGCTTACCTTCAAACACCTCCGGCAGAGTCAGGTTGTCCATTTTGGGGTTGCGGTATT
TGACGTTTTTGTCCGTGTACCACGTGAGGCCTTTCCGTAAGAGCGGGAACGACGGTCGGA
CCGTTGATGGTG
>BJ019779 ID   BJ019779   standard; mRNA; EST; 550 BP.
AAAAAGNACACAGNNCTTTGCAATGTTGTNTATAATACAGTACAGTATAACTATTGACAG
CTAAAATAAATTAGACAAACAGAATGAAGTTACAATGCCAAGTTATTACAGTCACATTTC
CACCATTACATCCATGGCCTCAAATGTCCCACAGGAGGAGATGAACGCCACCCGTGGACG
AGCAGAGCATCTCGAAGAGCAAAACCCAGAGCTCCAGGATGTCGGAAAAAGCGGTGAACC
AATCCCCTCCAGAGTAAAACTGAAACAGAACCACCAGGAAAGAGGAGAAGACGACGTTTG
CTGACGAGGAACCAGAACTCAAAGGTTCAGTAAAGTGGGATGAAAGCACAGATGAAGGTT
TCTTCACCTCTTGCAAGGTTGGAGAACATGTGCTTTTGGTCAAAAAAAGGGGGAATGGTG
GGTCAACATCAGAGGTTCATCAACCAGAACCAGCTGCAGCAGGGTCTCTCCTGCCACAAA
CACTGCTGATCTCCCTCCACATGTGCTGCCAAAGCCAAACGGGTCATGGAATGGAGGACG
GATCCACGGG
>BJ019787 ID   BJ019787   standard; mRNA; EST; 383 BP.
CCGCTTTTGGTTTATTTAGTTTAAAACACAGACAACATAAAGAAACACTTAAGTTCTGAT
GGAAAAGTCTTTAAAAATGCATATTTTACAGGAACACTGCTGTACAAATGTGAAGCCAGG
CTTTTATTTTGAAAGTTCCTTTGATGTCTTGATGGTTTTCAGCTGGAGGAGGGGGGGGGG
TGTGAAGGTGGAGGTGTGTGTCAGTGTGTCTGANCGTCCGTTAAAGCGGCAGCAAAGTCC
AGCTGTNCGTCGTCAGGAGCCNCCAGGGCAGCGTCCACCCGGCNCTGCAGTTCGTCATCC
ATNAGCGCCGCGCCNACCACAAACNAGTCCTTNTTNTTAGGGTTGGNAGCAAAAACCGGG
GGGTTAAAGGTCATGTNTTTTAT
>BJ019788 ID   BJ019788   standard; mRNA; EST; 672 BP.
ATACAGAAGTTTTATTTATTGAATTCTTGACAAACCTAAAAGCATAAAAGTTTGTAACCG
TTCACAATTTCACTTTGTTGCTATAGAACAGAACCCTGCAGTTATGATCTATAGAACAGA
ACCCTGCAGTTATGATCCTCGAAGATCTGTTGGTCCTGGAGGAACTTTTTTGTGGGTTGA
TAACAACAGAATATTTCAATCTCAAACATTTGAAGGGTAAAAATGGTCTCTTTCAGATTT
TCAACTTTTATTTGCAAAGAAATTTTAAAATAACTGCTAAATTAAAGCAATACGATCGAG



CAAGCTTCCGAAAAAATAGGAGAAAATAATGTTCAATCTCAATGCAGCTTTACGCATTCT
TTAACACCTTCAAATTGAATGAAAATATCATCCTAACATATACATAAATTTTATTTTCCG
TTTGAATTTTGTCTTATTGTGCTGCTTTTAAGGCATGCAATTAAGGAAAATCTAATGAAG
GGGATGAATAAGCAGTCGCGCCTCCCTCCGTCACACCAATAGCACTTTTACGCACAGGCG
ATAGTTTATCAGTCACGGTTAAAACATTAACTGCACAGATTTATGTCATTCAAATGGTTA
GAATATGTCCTTTTTCCCCCAAAACACTTGCTCTATGTTTCTTGCTACCTTTAACACATG
CTGGAACCCACG
>BJ019796 ID   BJ019796   standard; mRNA; EST; 737 BP.
GGAAAATNTAAAATCCCCAAGTGGTCTTATGGCGCCCTCTGCTGTTTTGTCACATCAAAT
GAGATTTAAAAACAGAAAAATAACACCTGAACAGTAGTAGTACAATGACATAACAGCAAC
GCACTTGCTTAACTTGATAGAAATACTTTGGAGATGCACAGCAAACTGTCTTGCAGCAGT
TAGTATCTAAAGTACACTCACCAGATTCAAGAGCTTTGAGCCGACTAAAGACATAACTGC
AGTACACTCCCTAAACATCACCCACCCACACCACCTTCACAGCCTGCCTGATTGCAGTAC
AGAGACTGGCCTGTAGTGGGAGCGCTAACACCACATGAAGAGCATCTGGACTGTCCTCCA
GCTGCTTGAAAGTCACATCTCAGAGCGATGGTGCAGCTCTACAGGCCTCACTGACATTAT
GCACATAAGGTGTGATGCTTTGCACACAGGCCGCTCCATTTGTGGCTCATTTTACATTTT
GTGCCTTCTCTAAATGGACACTAAATTCAACCAGCAGGAAATCCGCAAAAGAGTTAAGAG
ATCAAGCAGACGATTGTTTTTCAAATCAGTATATTTCACCCAAATGGAACGGAGCATTTT
ATTTTATCATGTTAACATTTGTGGCTGAATTTTTCCTTTTACAGTCTTTAAGATATATTG
ACATATCCCCCCAAAGAGTTTAAGAAATAATTATTTAAGGGTTAATCTCAGTAAATGTTA
GTGACTTGTGATGAGAC
>BJ019815 ID   BJ019815   standard; mRNA; EST; 601 BP.
GATGATTCCTCCTTTTTATAGAAAATGAAGTGGACCTTGATTCATAAATAATTGTACAAA
ATTAAATACATTCACTATAATACGATTAAATAACAAAAGACTATTTACAAGTAGTGGAAA
GTATTTTAGCGCAGATACATCAGAGACATATGAGGATTTATTCAGTGCAGTGTTCTGAGA
CAGGGAATGGTATTGCACTCGGACACCCCTTCTCCTGTCTCTTGATCAGATCTTGATCCC
CTGCGCCATCAGATCCTTGGCGGCAAGAAAGCCATCCAGTTTACTTTGCAGGGCTTCCCA
ACCTTCCCAGAGGGCGCCCCAGCTGGCAATTCCGGTTCGCTTGCTGTCCATAAAACCGCC
CAGTCTAGCTATCGCCATGTAAGCCCACTGCAAGCTACCTGCTTTCTCTTTGCGCTTGCG
TTTTCCCTTGTCCAGATAGCCCAGTAGCTGACATTCATCCGGGGTCAGCACCGTTTCTGC
GGACTGGCTTTCTACGTGTTCCGCTTCCTTTAGCAGCCCTTGCGCCCTGAGTGCTTGCGG
CAGCGTGAAGCTTTCTCTGAGCTGTAACAGCCTGACCGCAACAAACGAGAGGATCGAGAC
C
>BJ019847 ID   BJ019847   standard; mRNA; EST; 591 BP.
TGGTNGATTTTATTCTGAGATGGCTCTCTCTGGGGAGCCTGCTGCACATTGCAAAAAGCT
TCCAATTAGCCATGTGCCTTCATCTTCTGACCAAGGTCACCTTGAAGAATCAGATCATCT
CTGCAAAAAGCAAAATCACTTTGAATCAAGTACATCTGCTCCCGTGTGATCCTGAACGGC
CTTTTAGTTCGTAGAAACAACAAAAACGTTGTTTACTGGAACACAACTTTTAGTTCAATC
ACATTAGAGAAAATGGACTGTTCTGCTGCAACTTGTTTCCATTCCAATCATCCATAGAGA
GAAAAAACTTGTTTTGGTTCAGCTCATCTTTACAAGAAAATAGAACAATAAAACTTTAAA
ATCTGTAAAGCGATTAAGTCCTATAAGAACCCAAACCCAAAAAAGTGGAATTTTCCATTC
ATGTTTGCTCGTAAATTAAACAAAAACATGAAAAATGTTAACGATTTTTGAAATGTTTTA
TAAAATTATGAAATGTTTATGTTTAAAAGTTGATAAATGACATAAAACTGATGAGCTTCC
ACTTAAAACCAACATAACATTAAAAAAAAAAAGTGTTTTGATGTTCTGTTT
>BJ019868 ID   BJ019868   standard; mRNA; EST; 738 BP.
TTGAGTTATTCAAAATGCTGCTGCCCCGTTAGACAAGACAAATTTACTTCTTCTGAGCTT
GAAGGCGGCTCACTTCTTTTTGCAAAATCGTAGAATACTCAGATCCCAAGTCAACCTTAT
TGGCGACGTCAGCATATTCAGGAAGTTGGTCGAAGTTCATGTAGCGGAAAGTATCCTTGG
CAGTCGCTTGGATCTTGTCAGCATACTTCTGGTATTCGTCAACAGTTGGCAGGCGTCCCT
CAATAGCCGCAACAGCCGCAAGCTCAGCGGAAGCCAAGAACACATTGGCGCCCTTGCCCA
AACGGTTAGGGAAGTTTCTGGTGGAAGTGGAAACGACAGTTGTCTTGTCTCCGACACGGG
CCTGGTTACCCATGCAGAGAGAGCATCCGGGCATTTCCGTGCGGGCACCAACCTTTCCGT
AGGTGGAGTAGTAACCCTCAGCGACCAACTGCATTTGGTCCATTCTGGTAGGAGGAGCAA
CCCAAAGTCTGGTGGGCAATTGGCCCTCGAACTTGGACAAAAGCTTGCCAGCAGCTCTGA
AGTGACCAATGTTAGTCATGCAGGAGCCAATGAAAACCTCGTCAATCTTTTGGCCGGCAA
CTTCGGACAAGAGCTTGGCGTCATCAGGATCGTTGGGAGCACACAAGATGGGCTCCTTCA
ATTCGTTCAAGTTGATGTGAATCTCAGCAGCATACTTGGCATCCTTGTCAGCCTTCAACT
GTTTGGGGGTTCTGCATC
>BJ019888 ID   BJ019888   standard; mRNA; EST; 246 BP.
AAACTTGNNGGAAACGCCGTTCTCCTCCTGAAGCTCCTGAGACNCTCCAGGGAACTNTGG
CNGGAGACGGAACTGCTCAGGCCGGATTTCAGGGAANAATGNGTCGCNCTCAAACTGNTT
NTGGACNCGTGTCACTATNAGCCTCCTGGGNGCCGGGCTNTCCATCATTTCCTTATANAT
GGAGCTGCCGCCGATGATCCACACCTGGTCAGCCCGNTCAGCCAGNTCCGAGTCCACNAG
CCTGAG



>BJ019902 ID   BJ019902   standard; mRNA; EST; 761 BP.
TTTAAAACTTGATTGGGATGAGACAACATGAGACTATGNAGCAAAGGTGTTAACATGCAG
AAAGAACAGAAATAATCACAAATAACTATAACTTTGTTTCTTTTCCCTGCCAAATGGACA
TTTTCTCTCCAATGTTGTCTTCTTTTTCACCTTGTTTTCCGCATATCCTCTGCATTTGTG
GGATGGTCTCTGGTAAAACTTTCCCGCGTGTTTCCGGCAGGATGAATGTTATGACAGCCC
CACTGAGAGCCAGAACACCCATCACTATGTACGGTAGAGCCTTGTAGTATTTACCCAGAT
AAATGATGAAAGGGGAGAGAATGGTGGCAATGCGTGCAGCCATGGAGCAGCAGCCCATGG
CTGTGTTTCTGATTACAGTGGGGAAAAGCTCGGAGGTGACCGAGTACACAACGCAGAAGG
CTGCAGTCACTCCAAACTTCCCCAGCATTTCAAGAAGCACAGCCACTGCGGGTAAATCTA
TTGGAATGAGGCGCACGCAGAGGATCATGACGCCCCCCAGGAAAAGTGTGGAGGACTGAC
AGATGTGTCTGGAGCAGTATCGGAGCAGCAACAAAGCAATTATGTATGCTGGGACCTCTG
TCACAGCGGACAGGAAGCAGTTTAGGTAAGGGTTGCCATTGAGATTTGATGTGTTGAGGA
GTAAAGCATAGTAACTAATGGTGATGATCATCCACAAACTGGCACACGCCATTGTTATTG
ATAATATGTTGCAGCTTTTCACAATGACCATAATGGTGATT
>BJ019914 ID   BJ019914   standard; mRNA; EST; 699 BP.
TNTTTGGTGTAGTGNATAACAGACTTTGGGGTAACATTGCTGAAATCNGTAATACTCTGT
CTTTGACAAACAATGACAATTTTCATTTGGAAATATCTGTAAAATTTGGTTTAAACAATA
GTGAACATGAACTGCAGTGCCATTATTTGGTACAAAATTGCTGTAAAAAGGATAAAAAAT
GAATAAGTCAAGTATCTGCACCTTGGTATTAACTTTTGAAAAACAAACGCATAGCTGTTG
CTTAATTTAAACAAATAGCTGTGAATCAGATATTAATTCTGTGAACAAATGATAGTGTCT
TTGTTAAAAATAAATGACACCATTTAGTGCAAATGTGGTGTAAAACAAAAATATAATTCT
CACAGAAAAATAAAATCAAGTAGCTATGAACCTTCCTTAGAGTTATTTAAGACATTAACT
GCTTTCAAAATAAATGACCAGGGATAAAATACATATGAACTTAAAGTGCATCCAAAAGTA
AACATCTTTGTAAACAAGACATTTGGGGAAAAGCTGCATGCGATGTATGTTTAAATGTTC
ATGTTTTCTGGAGAAACTCAGGCTTTTTAGCGTCAAGTAGCCGCTCGTCTACCGCTGCTT
AGAGGAGAAGAGGGGTCTAATGGCAGGGATGCCTCTCTTTCTTCCGTTTCAATCTCAACC
ATAGCTCTGGTCTGGGCGTACAGTGCAGGGTTCCTTTTT
>BJ019929 ID   BJ019929   standard; mRNA; EST; 108 BP.
GGGTTGNTTGTTACCTGGGCGTATTTACCCCATNATAACCTTTCCTCCTTGNGTAACCAG
GCCCAGCTNGNTGACATTGACTTNTATCACTGTCNCCTTCGTGATGAC
>BJ019932 ID   BJ019932   standard; mRNA; EST; 293 BP.
GGTATGAACATTAAATAATTCCGTGATCTATAAGTTTTTGTCTTTTTTTAAATCCATGTT
TTCATGTTGACGGTTTTTTTCTTCTTCAAAAAGATAACCTGGCTACTGTAACTCATTGAT
TGTATGATATACATGTAGTTCCTGTTGACAGATTCTGGATACTCATCTGGATATTTTTTA
CAATGAAGCACCTGGAGATCAGTCTACGTCTACAAATTCCTGGCATGTCTTTTCTGTAAG
GTTCCATGAATATGTTTGGAGCATTTTTTTTTTAAAAGAGTGCAAAATGATCA
>BJ019955 ID   BJ019955   standard; mRNA; EST; 767 BP.
ACATTNTATTGAATGCCCTCACAAATATTTATACACCAGCAAAATGTTGGAAAAATGTAG
AAAATTACAAAGATTTGATACAAAAAGATATCAAAGTCACAAGAGTCAAATGCACAAATG
CATAAAGCACTACACATCCATCACCACATGTACTAACAGACAGTAAAATCTGTTATTTTT
AAAGCACGAGTTTGATGCCTGTCAGAATTCCATTTGATCATCACTCTTTCTGAGAAGTTC
TCCCTTCCAGGAACGAGTCATTCCATCCAGGAAAGAATCAAAGTATTTCACATACTTTGC
CAGGCTGGTTCTTTTGTAATCTCTCATCTTCCGAGTCTCAACTGCATCTTTCTCATTTTC
TTTGTCTTGGGATTCCTCCGACTTTTCCTCTTCTGTTCTGGGACGATCCAGCTCCTCACA
GATGCGACTGATTGTAGGCACAACAAATGGATCAAAGCTGTCTACTTCTTTGAGATCTAT
GGGAACTGAGATCCGACCTGTTTTGGGATGGACACTGAACGGACTCTTGAGCAGATGGTT
CACCCCTTTGCTGACGTTCACGTCGAGCCGAGGGTAACAGTACTGCAGCATGATTTCTTT
TTCAAAGTGTTGGCCTTTTTTCACAGTACCCTGCTTATTCTTAGCTTCATTTTTTATCAT
TTTCCAGAGTTTTTTCTGGTTGCTTCACACCTTTCATTTTGGTCTGCAATTCATTTCTGA
CATCTTCAGGCACAAGGGCCAGCACTTTGTCCACACACTCCTTGCGA
>BJ019962 ID   BJ019962   standard; mRNA; EST; 437 BP.
CTTTAAACGATTTGCTTTATTATAACAAAACAGACAACCCAAATAAAATGCATCAACTTT
AAAACTTACAAAAAAAAAAAACATNTTGCAGNGCTTTATCATTTTAAGAACTGAAAACTT
CCACATTTACTAGTNTTTAACAAAACAAAAATNTTTTGAACAAANGGCAATATCCATCAC
ACCTTCCTNTTNTGGGNGCTGATGTNCAGAACATTGTTTCCTNTCANAANGGCATCCCCA
TACTTGTTCTTGAGCTGNCCATTAACATACTNTTNTGTCTGTTCAANGGCGATGTTCATG
TAACCATCCANACAGGCCANAACACCTTTGTAATCCACACCANAGTTTAGTTTGACCNCC
ACTGGTCTACCAATTATNTGNTTAAGGAAGTCACTCGGNGTTNGTTTTCTNANACTCATC
TTGCTTGATCTGCTNTT
>BJ019966 ID   BJ019966   standard; mRNA; EST; 491 BP.
TNTGTGATTTCAGNGGCTANCGANGTGGTNTGTGTTCGTTCCTGAATGTCNCATGTNNGG
TGGGATGTATACCTGGAAAATTACATCAATGAATCNACTCCTGCNTGCTCATTNCTGACT
AATACAAGAAGCAGCCCCATTTCCCTATACAGTTATCGTNAAGAAATANAGTTTCAGCAA
AACAGCCAATCCCAACTGCAACANGAATATCCCTGCAACGATCANAAACCACCGCTCCCC



AGAGTTTAAGATGTGGGCACGGAGATTGACAGNGACGAAGGTAGCAGACATAAACCCANC
ANCACCAGCAATAACCNATCTGAATATTTCTATTGGCACAATTGACAGAAGCGAGGCTGG
AATGAAGATGAACAAANAGTACCCATACAGGCACCACAATTGCACGAGTNCAGCAGGTGC
TGAGAAGTACTTAANAATGACATATAACCCANGGGGAACAAATGTCACATAGCCATAGAA
TAAGCCAGCAG
>BJ019970 ID   BJ019970   standard; mRNA; EST; 340 BP.
TTCTCCTTTTNGCCAACCCGTCTACAGCTCTAAACACAGTCAGACGGAGATCTTCCACCA
GAATATCTCTGGTAATGTCCAAATGTGTGCTCACGCAGTGCTCTACATAACCATTCTATG
GATTTATGTTCATATAACTGCATAAATCCTGAAAACAGTCTTTTAGTTTTTAATCTCTGA
AGAATTGTTCATTCAAGTCATCGTCTGCTTTTCCTGTGTTCTTCCATCATTTTTGAAGCA
TGTGAACGTTGACTGAATCGCTCTTCTTTGTGCTCGCAGTCCAAGCCTCAGGCTTTCATG
ATGCCCCCCCCACAAATGGCACTACAATGGTCATTTTTAC
>BJ019977 ID   BJ019977   standard; mRNA; EST; 131 BP.
ACCTGACANCATGGCATGCNGGCCACTGATGTGCANAACTCTATGCTACTGTGCACAGGC
TGATCTTGTTCCATGCATAATNGATGCATCCTAGACTCGTNGTTCAACAGATNCTAACAA
TTNAAAGCAAA
>BJ019981 ID   BJ019981   standard; mRNA; EST; 770 BP.
CCTGATAGATTTTTAATGAAATTCCGAATATTTTTTAAAAACAAACCCCTAAAAGTGAAA
TGAAGGATGTGTCAGATCATGAAAAGATTAGTTTCATAGCATGCAAATGAACAAAAACTA
TAGCTGTATGCTGCTTGCTAAAGGGTTTCCATCCAACTTTACAAAAGTTATAGTCGATAT
AGATCCAATTGTTTCACATCTGCAACCTAAATGAAAGTATTTTGACAAATTCCAACCCAA
TAAAAAGTTGAAAAAGGCGTATTTTGTATTTAGCTAATAGAATCACAGCCCTTTTATCAG
GGCTGATTACATCAGTTATTTGTTTATCTGTTGTAAAATTGAGAGGTGACCCAGGCCAGG
CCCCATTTCAGATTGGTAAGCATAAATTTGAGTGCTTTGGTCCACTGCTCCTCAGAGTTG
AACTGGGTTTTGATGGAGTAGGAGCCGCCGCTGCCTCCTGTGTCCTCAATCTTTCCCTTC
TCCACATCCATCCTATAAGGGAGGCAGAAACCAGTGTCGCCTTTTTCCACCTCTTCTTTG
AACTGCTGGACACAATCCAGGAAAGCCACCATGGCGTGATCAAATTTATTGTCCCAGAAG
AACCTCAGACCTCCAGAGCAGTACAATGGAAGTTCCTTTGATTTGTCTGTCAGTGACTCT
AAGTAGGAGTGATTTCCATATGGTACAAGCCGGTATCTTTGAAAACACAGTCCCATTTTG
TTGGCCAGAGCATGCAGCAGAAGAACCGTCTGCCCCCAAGCTGCATTGAT
>BJ020016 ID   BJ020016   standard; mRNA; EST; 892 BP.
ATTTGTCTTCTCCCTCCTTTTTTTTACACAGGAAGGTATCTATAAGAATACAGATAAGAA
TACCGGATTGAAGAACATAGTCGAACAGAGGAGTACTATCAATAACATCTTACAATACCC
ATCTCTACTAAATGGTTACTTGACCTAACAAAGCATACACTGCAGTCACTTTTTTTGTTA
TAATAATAGCGAAATGTTCACTGATGATATTAGAAGAAAAAAAACATCCTAGAAAGTTTG
AATATCATATCAAAACAAATTCTTCATTTCTACACATTCAATACTCGTGAATTCTTCTAA
TGAAGTTACTTAATCAATATTGTATGGAGGCCATCAGTCTGTGGCTCTGTGAACATGAAA
TGAAAGCTCAGGTTGCTATGGAGTTCATTTAATCATTAGAGTTTGACCACAGGAGTTTCA
AACATCAGAAGCTTATTTTGCAAATTTTTTAAGGCTTCTCTCCTGTGTGAGTTTTCATGT
GTTTTTGGAGATTAGCTTTTTGATAAAACCTTTTTTTACATTCTTTACAAGAAAAAGGCT
TTTCTCCTGTGTGAGTTTTCATGTGTCTTTTGAGACTAGATATAACACTAAAACGTTTAG
GACATTCTTTACAAGAAAAATGCTTTTGTCCTGTATGAATTCTCATGTTCGATTTGAGAG
TAGACGTTTCACTAAAACTTGTATTACATTCTGTACAAGGAAAAAGCTTTTGTCCTGTGT
GAGTTCTCATGTGTCTTTTGAGATAACATGTCCGACTAAAACTTGAATCACATTCTTTAC
ATGAAAAANGCTTTTCTCCTGTATGAGTTCTCATGNGTCNTTTGGAGACTGGATGNTAGA
ATAAAACTTGTTTACATTCTCTACATGTAAAAGGTTTTCTCGNGNGNGAGNT
>BJ020030 ID   BJ020030   standard; mRNA; EST; 130 BP.
TGCTNTAGGGCNGGAACGGACAGACTGACAGTCAGGNAAACTGCTTNNCNCTCGAGTAAA
ACCCACAGCTGCAGCTNCTTNANATGACCTTTAACCTTTCANGGAANACATTCCANCTCT
CATGATNTNA
>BJ020047 ID   BJ020047   standard; mRNA; EST; 694 BP.
TATTATCGTTTACCTGTNCATTGCAGAACACAAACATTTACTTTGNTGTTCCCAACAAAT
ATTTTTACAATTCCGGTAACTTATCGAATCCATGCATCAGANTTAATTTCAAATGGAATT
ACTATTATCACAATAATCTCATTTCCAATACAAAAACAACTAACATTGCCATTCATAAAT
TTCAGGTTGTTTTTTTTGCAACAAATTAACCAGTCAAAGTTCATATTTTCTCACAGATTA
ATATTATTGTTATATAAAAACATAGAACGAAAAAATAAGAGCGATATATAGGAGCGATAG
AGTGTTTATGCAATGGTAATAAACATTGCTCAACGGCCGAAACAAAAATTCTAACATACT
GACTTCTTCTACTCTACGGAATGAACTAAAATTAATTTGAAAAGAAAATCTAAAAACCCA
AACAGTGAGTACGAGGTTTTTTCAGGACTAGAAATTTTCATGTTTTTACTTATTTAAAAT
TCAAACCGAATTCCAGAATCGTCGAGATCTTTAAAATATGGGGCCTCGGAGAAAAAGTGC
ATAAATTTAATATTTCCTGTGTTTTCTCATATATCTGCTGAATTTTGTTTTGTTTGTAGA
TCTATAACCTCTCATTTGGATGTCATCATTGTCACAAACTCTTCATAGTTAACTTGTCCA
TCGCCGTCTATATCGGCTTCTCGAATCATTTCAT
>BJ020054 ID   BJ020054   standard; mRNA; EST; 259 BP.



GCAANCGTTTCCTCCAGTCGGNTTAANGCAGCNGGTTTTNTGAANCANAANACTGATCTG
GATTCAAACCTTTTNTGNGGANCATGGAANAACTGGTTTNTTAAGCCCTTTNGTTNTTCC
TGTTNAGGGTTGTTGTTTTTNTGAAGGGGGNAAGGCCGACTNTTTGGTTNTTNGTTCTGG
GCNCTCAGGGGGGAAANAAAAGCTGAATAATTNAAGTNCAAACCGCCAGCNCAGAGAGCG
TTTTCCTGTTNACCGCCGT
>BJ020080 ID   BJ020080   standard; mRNA; EST; 776 BP.
GTATTTGTGAACATGTGCCCATTTATTTATTTTAAAAACCTTTAAGNCCTGCATGTACTC
AGAAAAAATAAAAAACCAAACGTAAAAATAACTTTTCAATTGACTGTCATACCCATGAAT
GTCCACTAGATGTCAGTATTTAGCTACAGAGGTTTTCCAATCACAAGTTGTCAGTTTTCT
TCAAAGTAATTTTTCGTTCTTTAAATACAACACCTACGTTTAAATATACGTGTCAGGGTC
GAGATCAGAAAAAAATAAGCCTCAAGTCTTGAAAATATGATGGAAGAAAAATACGTTTTT
GTTTGCACTTAAATAGCCAGTTTTACAATGACGGAACAAAAACAGTACAACTAAACAGGA
AAGAAAAGAGGAAAAACATCGTCGAAAACGTCTCCGACTTACGCAGCAAAGTACAAAAAC
AAGGAAGACCCTTCAACGAGTTCCATCTGCGAGAATCCCTTTTTCAACGTCAAAGCATAA
GTTCCCAGGATCAGCTGATTGCATGGCGTCGAGATTCTGGAAAGTGGCGATTAAAGCTGC
ACAGGATGTTTCGTTGCACGGATCTTCCGGCAGAAATTGAACAAACAGTTTCACAGTCGA
GGGGGACTCTCACACACCGACTGAAACGCTGAGTCACGTGAGGTGTGACTCAGCCTTTCT
CACACACAGGATCTTCCTAGAAAAGCAGCGACTGATGAGAACATCTTTTGTGTGCAAATG
TTCAGCAGGGATGTGAAAAAGGTCTTAAACCATATAAAAACTGTATAAATAACTTT
>BJ020081 ID   BJ020081   standard; mRNA; EST; 769 BP.
TTTTTTATNTTTTATTTTATTACTTTTTTTTCTAGTTTTNCTTGAGTAATGTTACTTTGA
AGTACAGTAATGATAAAAATGGTAGCAATGAGCCAAACAGTAGAAAAGAGAATAATCACT
TCATCTGGTTTGATATTAATCTGGTTTAGAGGAAATCTGTTAACATTTAAGAAATTAAAA
AAAAACATTATTTCTTGCTAAAGTACTGGTTAGCTACTCTTCTTTATCTGAACCAATTTC
AAAAACATGAAATAACTAAATAAAATCGTGTTTTGCTCAAGTTGAACTCATTCCTAAGTG
AATTGTTGCACAAAACATTTAATCTAACACACATAAAAGAACATCTGCAGCACTAATATT
GTCGTACTTCCATATTCAAACTGCTCTGCAGGGGACATTTGGCACTATGGCTTCATTGTT
TTTATTCTATAGGGTCAGTTCACTGGGCATGTCTGACCCCTGCAAACCTCCCAACAGGTT
TTGAGCCGCCAACGCTGACATGACGCCTCTGGTGGAGTAGGTGGCACTTCCTATGTGTGG
TAAAACCACACAGTTTTTTAATGTTAGAAGTGGGTGGTTTGTTGGAAGAGGCTCGGGTGT
TGTTACGTCCAGTCCAGCTGCGGCAATCTGACCGCTGCTCAAAGCGTCGTACAGATCCTC
CTGGTTTACTACAGCTCCCCTGCTGGAGTTGATGAAGATTGCGTTTTTTTTCATCTTGCT
AAAGAAGGCCTTGTCACACAGGCCCTGGGTTTCTGGTGTAAGCGAGCAG
>BJ020087 ID   BJ020087   standard; mRNA; EST; 666 BP.
TCCTATTTTTATTAGTNCTTGTTGCACTAATACAAAACAATTAAAATACAGTCTGTACAC
TTATTTTCAGTCTTTAATGTGGAACAAAGGATCCTGCTGTCCTTTAGCATCAGAACAACA
GAAAAGCTTTGAATGTGGTCAGCTGTTGGACGTTCCCTCAGGCTCTGGAGACTGCAGGAA
TTCATAGGGGTCATGCACCATCTCAGACTGATCTCCAACACCCAGATGTGATGGGCTTCC
TAAGTGATGCTGGTTGCTTTCTGATGCGTTAGAGAGGGAGGACAAATTGGATGAGGGTCT
GGAGCAAACTCTGTCGACCTGGGCTTCCTGAAACTCCTGCAGGAGTTTGTCAGCATCATC
AAAATTATGGTGGCTCTCCTCATTTCCTGGCTCCTTCTTGACTATTTTTCCTAATGGGTT
GAGCATGGAAATATCTAGAGACATGTCAGGGTAGCCCTTCATTGACATGAAGTCCAGCCC
TGCGCTGCTCTCCCCCAGGCCAGAAGCATCGGACATCTAAACAGAAACACCCAACCAGCA
GAAAACACACAAAGAAAGCAGCGAGAAAAAACAAAAATATGCTTTATCTGAATTGGTATG
TATACATAAATTTCAATTAATCTTTTTTGTAAATGCAGATCACCTGCATGTCACACATGT
TGGCTT
>BJ020099 ID   BJ020099   standard; mRNA; EST; 290 BP.
TATTTAACCATNCGTTTGGGGACATTCAATTTTTCTAAAAATACAAAAGCATTTTGCAAA
TTTCATCCAAAGTAATAGAAGTTATTATTTGAGACATCAGGTCCAGTTGCTGTTTTCTTT
GGGCATCATTTGATATCAACACAGCACATCAAAATCTTTTTATTTTCTGATCTGCAGAAA
TAAAAAGACTGTGGTTATTGTGAGTTTATCTTTTTTCCCCAGAGATTAACCACAGACAAT
TCTTTTTGTATAAAATGTGAACTAACTGCTTTTTTCTGTAAATATTCTGA
>BJ020103 ID   BJ020103   standard; mRNA; EST; 780 BP.
TTTTAATTTCNCAAGGATACAAAATACCNCAGNAAGTTCAACAAAACTCTTGTTTTGTAA
TGAAACCAAAATTAACCTGTTTGGTCACAATAACAGAAAAGTCGCAACTGAAGTCATAAA
CACTGATTAACATTCAGTTCATACAGCCTGATGTAGTTTATGCTCTACTTACTGCATGAG
AGCTCTGTGCATTTCACAGTAAAAGCAAAGCAAAAATTGTGAGGGTTTATGTAATGTAAA
TCACGTCATAATAAACTAAATAAAAAACAAATAACCAAAACGACTTGAAGAACACTGGAC
ATATACTGGAATTTCACTGTTTACAAGATTATTTATGCAGTGTTAATTTGAAATTTTCTG
CTAAAATTACTAGGAAAAAATTATTAAACCTTATCAGCATCAGTATTTTCATCATTATTA
GTGGCAGTACCTCTACCTCAAATTGTTGTAACAAGCTGCTTCCTCCTGATTCTTGTTATG
TAATGTGAATTTTACAGAAAAATCAACAACAGAAAAAATATATTTAATTTGGATTAAGTG
TCACATGGCCTAAACCATAAAACATGACATTACACTTTGTTGTTTTATGCTTTAATTCTA
TACTGCTTATTAAAAATATTCATGTAGAAATTTACTTTAAATTTTCTTTTATTTCGGTAT



TACTTAATTCATTTTTTGTGTTAACAGGTTATCTGACTTCTTTTGCCAACAACTGGTCTG
ATGCATAACACCACAAAAATAAGAAAACTGTAGTTTGTCAAAACAATTAGTATTTAAAAG
>BJ020105 ID   BJ020105   standard; mRNA; EST; 107 BP.
CAAAANTCGGTTACTTCACATCTGCTCATGATGTTCTAAACAAAACTAGGCAGATGNGAA
CCNCNNGCAGAGGCACAANNACAGCAAACAGNGNGAACAGNNANNGC
>BJ020108 ID   BJ020108   standard; mRNA; EST; 610 BP.
TTAATGATTATTTCGCCTTCCCACGTTTAGAAGACCTGTTGTGGGGGTATTGGCCAGTTT
GAAGGCTAAATTTGCCGGTCAAGTAACCCTTCATGTATTCATCTTTACCAAGAACTGCAA
GGACTTGTTTATCAACTGCAGTCTGGTCTTCTTTTCTCTCATCAGAGACCGTGTATTTCT
GTTCGTCAGTCTCAAAGATCTCTCCCTCTCCATGTTTAGGTTTTGAAAGCTCCTTCCTTT
TAAAGTAAGCGTCGTTCACTCGCTTGGGGATCGTTACTCCAGAAACATCAACCTTCGTTT
TGGTGGCAATCACATAAACTTGGTTAATTCTTCTCAAAGGAACACCATTCAATTTATGAG
GACCTGTAACCAAGAGCAAACCAGTGTCGAGTTGTTTAAGGAAGACGACTCTCTTCCCTC
GATGAGGACCAGCAAGGAGGATGAGGACGGTTCCAGGAGTAATGGATGATCGCAACTTCC
TCTTGTGTTCGGAGAATGGTTTCTTCCCGTGTGATCTTAACTTACGAGGAACATCCTCAG
TTGGGTAGTATCTTGGCATTTTTTTGGTTGGTACAAATCGGGTTGAACCATTTTTGTCTN
CACCAATAGT
>BJ020149 ID   BJ020149   standard; mRNA; EST; 242 BP.
CTTTTTGCCTATAGTGCANNGAACAGAAAAAAAATAATAATAAAAAGACTAAAAACCTTG
GGAAACTGCCAGTAGTTACAGTNTACCTTTCAAAAGTGCAAGTATGGNAATGTCTCATGG
TAAGGTGTTGTTCCTTTTTTTTAATTAGCGAAACCAAAAATAAGCATTTTCGGAGTAAAA
ACCACACATTTTGTAGCCGGGNGNTNTGGCTGATGGTTNNTTTTTCTTTTGNGNGTGTGT
GT
>BJ020153 ID   BJ020153   standard; mRNA; EST; 162 BP.
TTATGACATCTATAGATAATTACTGTACCTACAATCGCCTTAAAGCAAGTNTCACAACTC
TTGTTCTTTNTTANCTTGAAATAAAAGGCGAAAATGTNCGAAGCTAAATTAATCANGAAG
AAACGATCTAGATGGGACTTGNTGTTGCCCCATGTCATTGCC
>BJ020160 ID   BJ020160   standard; mRNA; EST; 495 BP.
TTTCTGCCCGTCCAAGTTTTTTGCANAAGGATNACACCCGACATTTTAAAAATACACAGT
TGTTCACATCCACCTCAATCACTGACACCCTGTGTTCATTTTCAAAAAGGTTAACTGTAT
TGCAAATTAAATGTGTCACTTCAGGATTTTGGAGAATATTCTTTAAAAGAGGAAATATAA
AATACTTGACATTTGAAATCAGTCTCTTGTAGGTTTGTGTGATACTGTTGGAAGATCCAG
GAATTGCTACAGTTAACCTGCTGACAATACTGTCCAGTATGGGGAAAAAGAAGTCCAGTA
CCTGCTTTTCTTTGCCATGTGTTCTTTGACTTCAAATAAAACAAAACTGCAAGATCGCTT
CTGAATTTTTATAAGACTTGTAAATAGAATTCCAGTTTCACGTGAACCGTCGCATTACTG
TGGAACCAATGAGAACATCCGCAGAGAACCGAACGGCAAAGGAAATTCAAAAACTGTAAC
CACAGCACTTCACTG
>BJ020173 ID   BJ020173   standard; mRNA; EST; 216 BP.
TTGTGATTCTTCATTTGGTGGAAACATGACAGAAGAGGAGAAGGCGACTCAAAGACCACC
TTCCCGCCTCGATCCACTAAACCTGCATCCNTTCAGCGTCTGCAGAGGNGACGCACACAC
GCTTCTCCACACGCCGCGTGGAGCCGGTTCTCGCTCANAAGACTGCAGATTCCAGACTGG
ATGTGGAAATGGGGGGGGGGGAGGAATGCTGGNNNT
>BJ020183 ID   BJ020183   standard; mRNA; EST; 122 BP.
CAACTTGTGGCATTTGAACAATGAAACAGTGTTTTAAATTCAAACTTAAAGAGGCACCGN
CCNGTGANNNAGNTAAATGACTATGCCACATNTCTTTNNCCTGCGAAAACNTTTGCGATG
GG
>BJ020200 ID   BJ020200   standard; mRNA; EST; 737 BP.
ATACAGAAAAAAGTCGACTCTCCTTTNAGCACTTTCTTTTGAAATAATCTTTAAAGAACA
GAACCTCTTTATTATTTAAGTCGTTTAATAAAAACAGATGAACTCAGGAGGACGACGTTT
TGTTTGTGGAGCTCCTCATCCACAAAATGAACCATTTGTCATGATCAACATGAATCTGTT
TCATCACCTCTCAAAAGATTAAATCATGTAAATATGTCGAGTGGGAAACGTTTGAAGCTT
GAGGTGTCTGAGGGTCAAAACAGCCCCTAAAGCTGCTTTCTGAGGGGAAAAAAGCCTCCA
GGGGCTGTTATTCAGCAGCATTTGGAGGCTGGCAGGAGGTCATTCTCATTCCTCACAACA
GTTGGTGAATAGAAGTGACCTCCTCCTGCTGGATTCAGCTGAGCTGCTTTAGATTCACAA
ATGTCTGAAAATGTACCGTAGTTCTTTACAGACATTTAATTTCAGGTCCTTAAGCTCCAC
AGACTGCAGGGCAATAGAAGCAGATTTCTTTCTGACCTTGACTTGTAAGATAACACACTT
TCTTAGAATCCTAGTATGTATTTTTAGGATATTGGCTTAATGGTTTATTCTCAGCTAATT
GGTTAAAAACTCAAATAAAACAGATTTTCATATTTTCGATGGGGGGCTGTTGGTTTGACA
GCTGCCGTCTCCGTTAGATCCACAAAACAAAGAGAAAGAAAACCTAATTTTATACCTTAA
ATAAAATTTAATCTCCA
>BJ020204 ID   BJ020204   standard; mRNA; EST; 580 BP.
GTGTTATTGCTGTAGAGCTCCCAGGCTGGTGAACTGTTGGGAAAAGCCCACTTCTGATTG
GCAAAGGTTTGCTTTGTCATTTGGACTCCTTCCACTTTCTCTCATTTTTCTCAGCTGCTT
CTTCCCTTATTCATTTTGTCTACCTTTACTATTCAAAGGTGACACGGCGAACTTTCTGTA



CCACTGGTAAATACAAGCTTTACGATAGGATTCAATACAAAGGAAAAACTTTCAATCATT
CAGGTCAGATTTGATCTTTACTTAATTATTATTCTTTTTTTTTTCTNTTTCAAATTTGNG
ACAAAAAAGTAAATATTGAAATACTGGATNCATGAANATATTCATAATTTCAACAAAACT
TTTTTTATTTTCTTGATCTTCTAGGTCCTCCTCACACAATTACTCCTAANAAAACTACAA
CTTAATAAAAAGTTGTATTTATTGCTTCCATCTTTCCTGTNGTTGTTTNACATAAACANA
TCCTGTTGGAACGGTTTTAGTCACTAAGGCAAAATGTAAAATCGNTTTGNAGCTTTTNTT
TTTNTTCCTCTNTGACATTCTAGTTTNTTTCCATTCATAA
>BJ020238 ID   BJ020238   standard; mRNA; EST; 667 BP.
AAATGTATTTTTCTTTATTTTTAGCTGTCAGACGTTTGACACACAATAAATAAAAACAGA
AGTACGGCTGTAAACAAGAGTTCAGTCTGTCGGGGTAAACATGGTAAATAAACACATCGG
CAGACTCCATGTTTTATTCCTATATGAAGAAAATAATACTTAGAGCTTTTTATCAGAGCT
TTAATACGGCTATTGTTTTATAAAAACATGTATATTTTATTACTGCTTAATGCGTTACGC
AGTTCTTCTTCTTCACTTTTTTGGCTCCAACCCCACCTTCAGCCTCCTCCTCCCTCACAC
CTTCACCTCCTTCTCTGACAGAGTTTTTTTTAGGCGTGCGAGTCCAGAGCGCCGCCTCAG
CAGGATTACCGGTTACTCGACTTCTTCCACTTTCCTCCTCATGGTGGCCTCGGCATCGCT
GATGGCGCTCTGCAGAGCGGCTCCTGCTGGCAGCTCGGCAAAGCCCTCCTCTGACAGGGG
GGCTATCTTCAGGTGCCCCCCCGGCCTGTGCAGGGCCACCCCGTGCAGGTGAGAGAAAAG
CAGCGCCAAGTCCCTGGTCAGGGTGTAGTGTTGGACGAGCCCCAGCTCCACGGGAATGTC
CGCCTGCTGGGAGTACTGGAACACGGCCGCCATGTATTTGGACAGGTCCTGGCCCCGCGC
TTTGGCC
>BJ020243 ID   BJ020243   standard; mRNA; EST; 122 BP.
CAAGGTTTTGGATTGAAAACTTGTGCAGAATATAATAAAAGCAGCTGCGAATAAATNTTT
ATGTCGAAGCATCACCGCTGGCTTGTGGGATTATAAAGAATTGGCAAAATANATAAAATA
AC
>BJ020251 ID   BJ020251   standard; mRNA; EST; 601 BP.
ACACAAAACTGGGTTAAAAGTACAAACAGTACAAACATAAGTAAATGCAAAAACATATTC
TGATTACATCTGTTCCATCAGCCTGTTTGAACAGATGTAACTCACTTCACAGGGTCTTTA
GAACAATGACGAAAGATGACTGAAGATACTTTAGATGGTGTAAAACAATAACAAAATCCA
GATCAAAGTCTTCAGTTTTTGATGCCAGACTCAGACTTTCTACCATCCGACCTTCACAAA
AAAGAAAGGTGTAATTTTCTGCCTTTAAGGCCGTCTTTCAGTTCCTGACGTTCTCTCAGA
TTCCATATTTCAATTCCTAATGTGATGTGTTCTTAAGAAAGCTGTGAAGTCTAGGAGCTG
TTCAGAAACGAAAGCAACAGTTGGACTCGCGAGAATGTTACTAGGGTTGAAGATATGAGA
CGGCTGTGGCTATTTTAGAGAAAAAGGTGTTGTGCAAAGTATGCCACATGTTCTCACAGA
CTTCAAACTGAGTCTTGCAGATCACGATAGATAATTAACATTCTCAGTCAGCTTGATTCT
TAACATCTATCCAATGTTTCAGTTTTTCCACTTATTTTAATGCTTTTTTTTAATGGCTTA
A
>BJ020343 ID   BJ020343   standard; mRNA; EST; 137 BP.
ACACGCTCCTTTTCACCTTTTTGTCTTAAAGGTAAAAACACCTGCNCAACAAGGNCTGAA
AATAAAAGTTCATGGCTTCTTCTTCAGTGTGACTTTTGAATTAAAACATCTGCAGAACTC
CTGATTCATNCCTTTTT
>BJ020348 ID   BJ020348   standard; mRNA; EST; 114 BP.
TCTTTTTGTCCNAATGAAAACAACTGTTACTTTACATAAAAAATGTGAACAAAGTTATNC
AGGATGATCTTAACACAATAACACCTTTTTTTTTTTCNAATTCAAAATATAAAA
>BJ020352 ID   BJ020352   standard; mRNA; EST; 707 BP.
ATTAGTGTGCTTGGGGCCNTCAAATAGCGGTTGAACAGCTGATTATGACCTTTTAGCTGA
TTGCTCAGATGCATGAAGACAGTTGTTGCAATGCACTTCAAGGTGTTACAAAACCTGATG
TATGAGAAATTAACCGTTTTCTGCGGACAAGCATAAACATTTAGTAAAATGTATTAAAAT
ATCTTGACATAATTAAATGAGTTGGAGTCTAGGCTACAAATAAAGATCTTTATATCTTAT
TTATAACTGAAGTGAAAGAAAAGAATGCTCATTTTCAGCAAGGAACACATGTAAACATTC
AGTCACATACATTCGAAGCATAGGATTTCAGCAGTCTGTAGGTGACAGACTGGCACAGAA
TCACACAGGTCAGAAATAAGACTCATCAATTGTAGCAAAAGTGCGTCACTTTATAAAAGC
ATAGAAAAGTGTTTTGTTGGAGACAAGCCCGTTTTCTCTTCCCTTTTAGCAGATGTGTAA
ACATGGCAGCTAGTGTAAACATGTATCAGCATCCAGAAGCTGGGAAAACTACTGCCCAAG
TACTTTCTTACAAATATACCACAAAGGATTTTTTTTAAAACAATAATCTGTACACATTCA
AGAACAAAATAAAAATGATAAAATAATATAGTTGCACTCTTACAAATAGAGCACTAAACT
GCAATTGGATACTCTTTATGAGTAGTATAATAAAAATAGACACGATT
>BJ020356 ID   BJ020356   standard; mRNA; EST; 318 BP.
TAAAAAAAAAATAAAAACTTGAATCAATATATATGTACAAATATTTTGAAATGGATTGAA
CTAATAAGAGTTACTNGCCAGTAAGAGAAATGGAGAAAAGAGAAATTAACAGCACTCTAT
AAAGAAGTGTGACAGGCAATCAGAATCTAATTATTTAGGGAAGCAAAGAGTTTGTTTTGT
GTGCGTTCTCTAATGTTGNTTCCAGGGACATNATGTGGNGCTGCTGATGTTNANNGCANA
CANANNANCNNNNNNCGNNTNCCANNCTNNNNCCNTNNNNNNNNNNNTNNNNNNNANANN
GNNNNTNNNNNNNNNNNC
>BJ020375 ID   BJ020375   standard; mRNA; EST; 660 BP.



AGTAACAAAACATCTGGAGCTTTAGGGTACAGCCAACCTCAGCATGTCATCGTGTCCCTC
TGTCAAAATAGTAATCATACCCGTTTTTATAAAAAAAGTTGCAGTACCATCTTTTTTTGA
CCAATACAAATAAAAAACCTGCAAAAATTGTTCTTGAGCACACATGCTGTGAGCTTATGT
CACTGTAGTCAGAGGCTTGATTGAACAACATAGGTTTATGATGATGGAAAACAATGGATT
TTTATGCCAGTCCTTGTATCGACATGCCGAGCAGAAGTGCCGACTTAAAAGTCAGGATTA
TGGGTAAGAAACGACCTAAATGTTTTACAGCTTTGGAGTGGAATGGAAAACCCCAAAAAT
TCCTCTGAGGACTTTCCGGATTGTGTCTGGAGGAAACCTCTGGTATGATGACCATCTTCC
TTAAGGCTTGTTTTGGTGTAAAACGGAGCGGCGCCCCCATCAGGAGCGTTTTGAGGTGCT
CTGTAATCTCAGGTGCCTCCGGGCTAAAGCCTCCTGCTTCTTCCTCTCAATCTCAGCAGC
AGAACACTTCGTCATCTTCGGGCTTGGGACAAAAACTTTGCGGCTCACGAGCACGGAGTC
AGACATGTTCCTCTTAAATGTGGCCTGCTGGGACTTTGAGTTTTGGGGGGGGTCTGACCC
>BJ020398 ID   BJ020398   standard; mRNA; EST; 555 BP.
TGTTGGATGTTTGAGGGGAAAATCTAGAATGTTTTTACAAGTTGATTTTATTCAGCAAGA
CACTTTCTGTTAGGATCTACAGCACAAATGTGACATTTCATTGGGATTTTCCTGATTGTA
TTTGTTTCTGTCCATCTGAGCCACGCTTTAAAAACCAGGACTAGAATTTTCAAACGGCTT
CCCTCCCTCTCTGTACTTTCTCTGCATCACTGTGGTAGAAAACCAGCTTGCACAGGTGAG
AGGGTCAGGTACCCTTCCCGTCTGCTTCTCCTGCAGCAGCTGCTGCATTGCACTTGTCTT
CTTCTGGCGAGCTCTGGTCCAGGATGGAGCTGCACGTCTGCTGCAGCAGGCTGGCCTCTT
CTTCATCGTCGTCTGAGATTGTTCAGGGTGGTTGCATCACCCTCCGTCAAATACAGGCAT
TGGCCCTTACAAAGAAGGAGATTGAAATGAAATTGACAGTCCGTAGCGCCCCCATCAAGT
GATGATCTGTAGTCACCTGAAGGGCTCAAGGTCGCTCCAAGCTGTCTGACACGCTTTCTG
GTGCACTCAGCCGCC
>BJ020401 ID   BJ020401   standard; mRNA; EST; 668 BP.
TTNTTGGTAAANTTTTATTTTTGTAAAGTGAATTTGATNTTTCGTTCGCAGAAGTTTGCT
TATAAGTTNGAACTGAAAAAAAAAAGATTTTTTTAAAGAAACCTCTGAAAAGTTGGTTTT
GACCGCGTCCTCATCGACAGTCTTGTGGTTATGGAGAGCCGAGCGAGCGCCAGTATTCAA
TCAAATCGTCGCCGTCACAGAAATGTTTCGCCTGTTCTCCAATCATCTTTATGCGGGACT
AGCTGGGCGAGTCGCTTTCTATCTCTTCCCCCAGCTTCAGCATCGACCCGTTAATGTCGG
AGGTGTCGTCTGCCTCCGAGATCCACCTTCTCAAAGTTCTGGTTGAAGGTAAGCTAATCT
TCGTCCTCAGGAATTTATAAGCTTTGGGGCTTTGCATGTGGAGTGTGAGGGCAAAGTTCT
TCTGTTCCTCTGTATAACCAGACGAACCAGCCAACTGGAACAAGTCGTAGGGGAAAGCTT
CAACGGTGTCGAGCTTCTGCTGGAGTCGCTCTTTCANAAGATTGCTCTCCTTTAGCTCCT
CCTTCAAAGAGGAGATGCTCTTCTTGAGGAGCATGGCGGTTCGGGTTATCGTACGCAGCT
TCCGACTCAAGGTTTCCGCCCTCCGCTCGGCCTGCTGCCACTTCAGCTTGAAGTCTTCGT
TGGAGCCA
>BJ020403 ID   BJ020403   standard; mRNA; EST; 629 BP.
CTTAAAGAAGCACAANATAGACGTGTCTTTGTTAATTTAAAATACTGACAAGTNANCAAA
TTGAAAAAAAGAAAAAATCTGATTGATTGGAAATGGAAAAGATTCCTGATAGATAGAAAA
AAAACACACACACACACACAAAAACCCATTACNTNNTGCAATGTGCAACCAGTCATGGAA
ACTCGGCCCGTTTCCATCACAAATGATGTTTCCGTCTTACAAACTTTACAGTAAATCCTA
AAAAATGTAACTGAACTGATTATTTTAGCTGAAGTGAAGGATGAATACAGCAGAGTACAG
TTGATTCACAACTGGCCAAATAAAAACAGTTCTCTACTCAATTTGAAACATTTCATGATC
ACAACCTTTCACAATAAATCCACAAAACGTCCTAATTAAAATCTGCTAAAAAATAGGGAG
GAACTATGAAATGAATGAAATCAAAATAAAATAAAATAAAAGTTAGACTTTGGTTTAGTC
TCCTAAAAGAACTTTCCCTTTCTGTGACCAGCAGAAGTTAATATGACTTTATTATTCCCA
AATTTCTTTTAGGAAAGTAAATATAATTTGTTGTGTGATACAGNAAAATTAAAAAATAGA
GTAGAATTATTTACAAAAACGAAATACCA
>BJ020425 ID   BJ020425   standard; mRNA; EST; 682 BP.
AGGACACAATTTCCCCTCCTCTGACCTGTGACTAAAGAAAAATAACTATTTCAGGTGTTT
GAACAGACATAAAAAGAGTGGGGGAAAAACATTTGTCAAAAAATATGCTGCGATTCATTA
CTTTAATTGTTTATTATAAATATATGTCTGAACGGTTTATACGTTTTAAGGCAAATTCAA
ATTAAAGAAGTACAAATGCCACGTCTGCTACCAGGAACATTGGTTTTGAGGATGCTGTCT
CCATGCTGCTTTAGCTGAGTTTAGTCATCATCAGACAGTGAGGTTTCCTGTTCAGACAAT
CATTCCGGTGTGTTGACTCACATCACTGAAGAACGCAGGTCTTTCTTTTTGAATGTTTGC
CCCGAACCTTTGCTCCTGATTTAGCCTTTAATGTCTTTGAAGGTCCTGGACTGCCGGTCT
GGTCCTCTTTGGTGCTTGGCACTTCTAAGGAGGCGATCAGCTCGTAGTCATCCTCCTGTG
TTGACTCTTCTGAGTTGGAGTGTTGTCTTTTGATTCCTTCCTCTGTGCTGAGCTGGACTT
CCTCCCGTACAGCAGGACCTCTTGTTACGGTGTCAGAACCCAAATTAGCCTCAGAGACCT
GGGCTTTGTCCTGGCTCTGATCCTCCTCTGTCTCANCAGCAGCAGCAGCGACAGCTGCAC
AAAAATTCTCGGCACTTGAAGG
>BJ020466 ID   BJ020466   standard; mRNA; EST; 278 BP.
GGAAAACAGGGGGGCCTTTNTGNGNGATTCCCGGANCGCCGGNGTCACCTAAAAACACCA
ACATNTNATGNGGACNGGNGTCCACAACACCATGCAGGCTAAAACAGNCCCATTTTGACT
TTTTNTTNTTTGCAGGCANAAAANATTCCATTNTCCAGGAGCTTNATGAGGNCCAATTNG



ATNTNTGGAATGTCCACCATCCTCCTGAGCTTNTGGTCCCTCCAGTTCCAGTCCAAAACG
ACGTACCTAAAAGCCTGCAGGTTGAGGCCCTCCTTNTC
>BJ020491 ID   BJ020491   standard; mRNA; EST; 241 BP.
TNAAATGTTNACCTTNTNTCCAAATTCCATNTTTTTGNGCTTTANNAATATTCCCTGNGG
ATCCCNACCAATAANAAAAACTCNTCCAAAAANAAANCCTTTTCCNAAAACNTTTCCNAN
NAAGCCTTTTTTNAAGGCCCTNAGGCCGTTAAACCANANTCCAATACCCAAAAAAGCCAA
AAGCCCCNTTTTCCGTTNACGGGGCCCATAAAANCGTTTTTTTTANTCCAAAAAAATTTT
T
>BJ020499 ID   BJ020499   standard; mRNA; EST; 622 BP.
TAAACATATATTAATATTTATGAATATTTACATATTTTACAATCTTTGCTCAGGTTTGCC
TGTTAGTGCGGCCTCAGAGTGATGCTGGCTGTGTGCGTGTGCACGTGCGCGCTCATGGTC
AGTGGCAGCCGCAGCTCCCAGCCACCATGTCGTTGTACTGCTTCAGCACCACGTTCTCGT
CATCATCAAAGTACAGCAGGTTGATGGAGTGCAGTTTGTCCGGCACACAGCACGGCGTCT
CGATGCCTCGGACCAGCTTCAGGGCGTTGATGATGGACTGGACGGTGGCGTGGTTGGTGG
GCCTCATGTTCTGACCCAGAGGGAACGGGCAGGAGCCTTTGCAGTGGTAGGCGTTGTAGC
CCCTCGGCGACACAATCCAGCCCGACCAGCCGATCTCCTCGAAGTCCACGTAGAGGGGCA
AGCGCTGGCAGGGCTTGGGCACGCCGTGGTCCTCGCTGTAGTCCACCGAGCGGGCGGAGC
GAGAAGACGGAGAGGACATGGGGAACTGGGGGAGGGTGGAGGTGGACTCCCCAGAGTCTG
AGCTCTCCANGGTGGCGGACTGACGGCCATCATCAGTGAAGANGACCAACATGGGCTGCT
TGCTCGGGTGGTGGTGGCGTNC
>BJ020538 ID   BJ020538   standard; mRNA; EST; 152 BP.
CATTTTTAGCACATTAAAAAAGAAGCTTAATGTGNTGCATATTGACTGNTAGATNAAATA
CACGCATAANCACACACGTNAAATATATTNTTTCTAATGTTTCAGTGAATAAATNNGCNA
ACTANTTGNTTTGATTNCCTTGNTTTTTAGGG
>BJ020539 ID   BJ020539   standard; mRNA; EST; 126 BP.
GGAAGCGGGAATGACAGCGTTCCTTTTGCTTTTNNTNAATATCNNGGGNANTGTTCCNTC
TTACTAACAGATTCACATCANANTTNAAANAANNTNNAACGGTNACCCTNTGGATTTGAA
TTTTTG
>BJ020540 ID   BJ020540   standard; mRNA; EST; 398 BP.
GTGTGTCAAACTGGNATTGCGCACCCCCGGGTTTTTGGCCTCGAACCTCCTTTCCCTTCT
TCGCTCCGCGCGCGTGTGCGGGCATCTAAATCACGGCGACTGCGCCGAAAAGTGTGTGGT
GGTGGTGAGGAAGTGACGTCGAAGCGGTGGGAGAGTAACGGGAAGAGGGCGGTGACTTTT
GGGGCACGCCATCGTCAGCATCATACGCAAGTCGTTCTATTGAGTGTGCGCGACGCAGCG
CAAGGGGCACGGTGTGACCGTTGGCGTCGCTTAAGGGTCGCCGACGATCACAACCCGCTT
TCTTGGCTTGGGCGGTTTCTCTAAGGCCTTGACGAGTCTCTCTCTCTCTCTCTCTCTCTC
TCTCTCTCTCTCTCTCTCTCTNTNTCTCTCTNTNNNAC
>BJ020543 ID   BJ020543   standard; mRNA; EST; 146 BP.
ATTGGAAATTGGTTGCCCTGGATACAGCCTTCATTNACCAAAAAGANGNCNNACTGTAGN
AAAGAAAGCACGCTCAGACCACACCAAAATTCACTTTGGGGTAACATTTTAACTGGAAAT
AAAAGACTTGNGGCNGACACAAAGTA
>BJ020556 ID   BJ020556   standard; mRNA; EST; 127 BP.
CAGGGGCTTNTGACTCCTTACTGCTTTTGAAAGACCCTNGNCATAACTTTGGACCCAGNT
AATTNCATCACCCCATCCTTTTGACAGGGGATNAGGNTNNACAGNNTTNNTTTNNTGCTN
TGNGGNT
>BJ020564 ID   BJ020564   standard; mRNA; EST; 224 BP.
GTAAGGCCTTCTCACACAAGGCGACCCTTAATGTACCTTAGTAGACTCGACAGTAGTGCC
CCCCCTCCTCTTCATCGTGCACCATANAAAAAAACAACCTNNTTTTATTTGTTTTTAAAA
TGTGAGGTAAAAATGGCAATTGNTACGTTTTGNTCATTNCCCCNNCATTCAACGCANTNC
ATAATNTGNNCACNCTNNNTGANTNNNGTTAAAAAAAAAAAAAA
>BJ020584 ID   BJ020584   standard; mRNA; EST; 636 BP.
AAAAAACAACAGTNGCGACACACAACGGTGGGATTGAAGAACGACAGAAACAAACAGGAT
GAAGAGGGTTTTTTCTGCCAGCCTGATAAACTTTGCTCAAACTTCATCTGTACAGGCTTT
GAGTCTGTCGTCTGGCTGCTTGGCGACCTTCATCTCCCAGGTCAGGAGATTTGTTATATA
AATAAAGAGGACATTATAGAATAAAAGTCTCTTTCATATATCCACCTATAAAACCTTATA
AACATATGTACACACATCGTAGACCACGTGTTGGAGAACTTTGTTGTCTAAAAAGCTCTG
GTTCAAACCCCAGATGAGCAATGGAGCTGCTGCGTTGCCGTGAAACCGCGGAGCAAGGCG
TTTCTGTAAATCTGAATCGGTTTTACTCCTCCTTCACTTGTGAACAGAGACACCCCCCCC
ACCACCACCACCACCACCTNCTTCCTCATTAGCAGCATGTTTGGGTCCCTGCAGAGCGAC
GACTCCTGATGTGCTCGTCTCGGGCTGCTGGTTCAAACGCTGGCTTCACGGAGTCTCCGG
GTGTTNCGTGTTCTAGCTGAGGTTCTATCGCTTCTCTTTGTCCCGGNTCTCTTTCTGCTC
GTTTTTTTTTGTGCTCAAAAACCTGTCTGAGCTNCA
>BJ020594 ID   BJ020594   standard; mRNA; EST; 401 BP.
GGGCAGTTTCACCAATGNCAATAAAAAAACATATTTAGNTGTCATCAAAACAAAAAAAGA
ACATTACTGAAAACTTTAAAATAGGATAAACAATACAAAGAAGCAGACATACATGTTTTA



ACAATAAAAAAACCATTTCTACAAAAACTGTTCAGTCTACAAATGTGAAAGGTTCAACTA
ATATCCCAATGTTCTCTCACATCTACAATTCTAACTAGATNACTGTAGAGGTTCAAAANG
GCACTAAAATCAAAACATTTTTAACAAGTTACTGGCCAGTTTTTTTTTCATTAAAAAAAA
CTTACTAGCACGTGAGGCTTTGCAAAAACTAGGCAATATAAAAAAAANTNTACACNCNTA
AAAATGTGCNCATATNTAAATGTGTNTNTAGACNCAAACNT
>BJ020596 ID   BJ020596   standard; mRNA; EST; 200 BP.
TACTTTNCTGTNAAAATGTNTNTGGGGGCAAACACAAAAAAGNAATCACCCAAAAAAATA
AGTAGAATTTTTTAGAAAAACATTTTTTTTGTACATAAAAAAACAAAGATNTTAAAGGAA
TATCCTATTACACGTTTTTCCAACAAGAAATGCAGGCTTTTGCTCTAAACAGTAAAANAG
TAGTCTCTGACTTTGATGAT
>BJ020599 ID   BJ020599   standard; mRNA; EST; 763 BP.
CCTGTGTAGCNGTNTTGCTTTNGTACAACACTGACAATAACANAGTGAGCAGCAGTCATA
CAGAAGATTCTACATTAATAAATCAAAAAAATATTAAATGCAACTTAAAATGGCTCTTAG
TTTACCCAATTCCCACTAAAATTGTACTAAACACACCATTAAACATTTGCGTATCTTCAA
AGGTTTTGTCTCAAATATAAAAAGGGCCAAACTGCGCTACAATATCAAATCATTCAAAGT
CTTAAAAAGAAAAAAAAAGAATTTCTGCACATTCAATAATCAATAATGTGCCTTCCTCTA
ATAAAGTTACTCTATCAATGTGGCAACTTCAGGTTGCTTTGGAGTTCATTAGAACATTGG
GGGTTGACCCCTGGAGTTTTTAAACTTCAAAAACGTGTTTTAAATTATTCACATTTTTGA
AGGCTTCTCTCCTTTGTGAGTGCTCATGTGTTTTTGGAGATTGGATATTTGATTAAAACT
TTTGTTACATTCTTTACAAAAGAAAGGCTTTTCTCCTGTGTGAGTTCTCATGTGTGTTTT
GAGATTTGATATTTGATTAAAAGATTTATTACATTTTTCACAAGAAAAGGGCTTTTCATN
TGTGTGGGNTCTCATGTGTTTTTGGAGATTANATATTTGATTAAAACTTNTTTTACATTT
TTCACAAGAAAAAGGCTTTTTCTCCTGNGNGGGTTATCATGNGNTTTTTGAAGATTANAT
ATTTTGATTAAAACTTTNTTTTACATTNTTTACAANAAAAAGG
>BJ020600 ID   BJ020600   standard; mRNA; EST; 498 BP.
ATGGATGCTTNAACCGATCNGAGGCTGCAGGCCTGTAATTTCTGGNCTGCCTGCTCGAGA
GACACCCAGGTGTTGAGCATGGAGGCCCGAACTTTGGACCAAACCAGATGATTGGTCAGG
CCAAAGATCTGTGCTGCGAACTGAGCAGCAGCTGCAGGAGAAAGGATGGTGNNTTNTTCG
AGACCGCTCGGCATGCGGAGCGACGACCACACGTCTTGTGCTCCCCAGACAGGAGTGAGA
GGCGGGCAATTGATGACAGGATAGGNGGAGNCCCCNCCCATAACGGGCCCGAGGCCGATA
CTCCTGCCAGCTACAGCCACAAAAACAGAGNNAAAGCCAACACCTTCATATTCTGCTNTG
ATGCGGAGAGNCNCGNCTGGACCCTNGNGAGCGGAGGNCACCCGCAAACTGCAGGAGATC
CCAAAGGACACACAAGCCTTCTNGANTNNNNCACAATGAGCCANGNCNGAAGNGGAACCC
ANCAGAACCACCACTCTG
>BJ020602 ID   BJ020602   standard; mRNA; EST; 474 BP.
AGACCCACTAGNCAGTGCTCTGAACCTTTTTTCTTCAGTGATTTGTGATCTTCACTGGTG
TCCATGAAATCTTTCCACCTTCATCCACCTTTGTCATGGTAGGGAGAACACGTCAATGTA
AGGGTGGGGTCATCTAAGATAGCACAAGGGTTAATGAACTACTTTACAGTTTCCCCTGAA
ATGTGTCCTTTAACTTGAAGATGTCTAAAAAATACAAACAGCAATCTAAAGGGAGGCAAT
GTAAGAATGAAATCTGAGAAAATGTGGAAACATGTTCTGACCTTGATATGCTGTTGAAGG
TTTGTTGCAGTTGTTGGTGCTTAAACCACAACTTGCCAAGCACATAAAACCACTGATAGG
TTTTTATGCTTCCAAGGCCAAACAAAANCCTTNTATTTTTTTAAATACAAANATTNNTTG
AAATTNNATNNATTNTNGCTAAAAANNNNANNACTNNNNNTAAAACNNNNNNNC
>BJ020605 ID   BJ020605   standard; mRNA; EST; 255 BP.
TATACTTGTGAATGTTTGTNGGGTCCAGGTGAGTGCNAAACCACGTTATCTAAAGAGCAT
CTGACATTGGCAACATAAAGGTCAAATGATCAAGCTCAAGAAGAATGAATAGTATAATTA
CTATAATACATCTAAGAGTCACTAACTTGTAAAATATTGGACANTAGATACTTTTTTTTT
GCTTTTTTTAAATNNGGGGGGGATTCTCGAAGTGTTTCNAAAAGCNTNNNGACNANCAAA
AGTCTTATTTTTTNT
>BJ020608 ID   BJ020608   standard; mRNA; EST; 646 BP.
CAACTGTGAGACGGATGCTGTCGCCAGTTTGTGGACCCAGGGCTTATGTTGTTAAAGTNA
ATAAAGCCTGAGGAGCCTGTGGAGAACAGCAGAGCTGGGTGTTCAAAGGGGGATCAGAGC
CTGCATCTGCCTTTGTCTGAAATACGGAATGCCAGGAATGTGCGCTATTTTGGGAAAGCC
TGTATACATTCAAGATTTTTTAACCGTCGCAGAGAAAACAGGCAGGCGAGGACCGGGGAT
TTCCTGAACCCCAACAGGTGCACGTCAACCTGCTGACAGACCTCAGGGAACTTCCTCTCA
CTGTAGACTGTTGATGCCGCCACGTGATGCTAAAACCTCAGAGCAGCTGAAACAGATGAT
TAAAAGGGAACAACACAGCTATGGCTTTATACCATGTGCTCACCTTCCTCAGAGCATCCT
CCTCTTCTTGACGTTTCTCATAATGTGCAAAGTCATCAAAGATTGAGGTGGTGTGCTTGA
AAGTTGCAATAACTTTAAGCACTTGTTTGGCCTTCTCCAGAGGCACTTCCTGAGTGTCCC
TGGAGTTGGTCACTGGTTTGTTGTCATTATTCTCCAGACGGATGTGACGCAGCTGATTAT
TGGGCACATCTTTTATGAAAACCCACTTCACCTCAAATTTGCCCTT
>BJ020633 ID   BJ020633   standard; mRNA; EST; 273 BP.
CACACAGATGNTGTTGTTAAAGTGCACTGAAGCAAACAGTTTGAACACAGCCTATATGTG
GTAAAAAAATCCTCAGTAAAAGGAGGGACAAAGCTCAAATTGTGGCATTATGGCAACCAA



AGTTAATTTACAGTTAATAGAAGAAAAAGAAAAAAAACACANGCNGATCATTAACCTTCT
GACAAAGTGCTATGTTTCCATGTAAAGCTAAAATATTTCAGAAACTAATTGTTAACATTT
GGAAATANGTTCAACTNTTAATTTAAGATANTT
>BJ020636 ID   BJ020636   standard; mRNA; EST; 208 BP.
AACATNTCAAAGGTCACTGCCCCGTCGGCTGGAATGGAGGAGCCGATTTCTCCGTGGGCC
ATAACTCTACCTGCNCTCTGTTNGCNCCTTNAACCAGAGAACGGCGGTAAATGAGCCGGA
GAGACTGGAGCAGAGCGNGANCGTGCTTANNACNGTTTTTNNTGATTTACAGGTNTGAGA
TTCCCATTAAAGGNNGGNGGTTGTTTNC
>BJ020638 ID   BJ020638   standard; mRNA; EST; 196 BP.
AACAGGNAGGAGGTATTCATACTTGCATTATNCAGGAAAGACACGGGCANAGAGGGCGAG
GAACGACTNAAAANCATAAAGGTGCACAACNGGCACAGCCATGGCCCACAGCNAAGAGGT
GAGACACNAANANGNTCCCATAAANAAGGCAGANNGCAAAGACCATAGAAATGGAAAGGN
AANACATTTAGCCAAA
>BJ020640 ID   BJ020640   standard; mRNA; EST; 251 BP.
CTGCGCTCTCTCACATCAGGTTGGGAGGACATCACGAGTCTAATTACGCTCTGGATCCGT
GTCGGCCTTCTCCAGCGGGTTCCCTCAGTGCCCGTTTACATTCAGATCATGTTGAACGTG
CTTCATCCATCTACAGAAGGGTTAAGGGGACCGGCAGAAAGATGGGACCCGTGGTNTTTG
CCATGGTTTGCAGCCCAGGGGGGNACATGAAAAAACGTNCNNAGCGATCACGCATNTGCA
GAAGCATGTTT
>BJ020643 ID   BJ020643   standard; mRNA; EST; 142 BP.
CAATTTTTATTATTGTCTGCTCCCTTTCATNTTTGCATAGNTGTNNAATTTCTCCCACCA
TCATCTGTACTCACGTTTCACTATGTNCAGTTTAAATAAATACATTCTGTTCATTTATCA
CTTNTTNATCCTGTNNNANTGT
>BJ020645 ID   BJ020645   standard; mRNA; EST; 203 BP.
TTCAACGTTCATTCAGNAGGCTGNGTGTGTTTCCACAGGACCGACATCGCCTCTCTTCTG
ATTGGCCCGTCAGTTCTCACGCCTAACCTTTACTTTTTCTTTTCTTTCACAGTCAGTAAC
TTTCATGTTTTAGATTCAAGGTTCTCATGGATGACTGGAGAACATCAGGAATGTAAACGA
GGCTTTTATTGGAAAACAGACAG
>BJ020652 ID   BJ020652   standard; mRNA; EST; 323 BP.
TAAATATACAAATATATGATGTGGNGTATATATACATAAACATATNCATATATATATATA
TACACACACACACAATTTTAAAAAAATAGTTGTGTGTNNGGTGCAAATAGTTCCAAACTA
ATCTGAAAATCTGCTTTCTGCACCCATAATCCACTTGGTGGATAAGACAAACTGCTCTAT
GACATTGCCTCAGTCCTTTGTGCCCCTGTGGTGTTTTTTTTTCTGCAGAGGGGTNACTAG
GGAGGTGGCTAACATNNNGNGCAGCAGGAGCAGCCCCGGGAAGGCCAAGTGTGGNTNATC
ACCTTGGAGAGGCATGAGGAGTG
>BJ020657 ID   BJ020657   standard; mRNA; EST; 138 BP.
TCATCCTAACACANTGCTCCCTACNCTCAANTGTTCNTCCATGTGNTTTNGANGCNTGCC
TGGAGATTGTTTNCCNTCTTTNGNTTCNNCTTTNTGTGTTNTGGNNTNCNTTTNTNNNCT
TGTTTTTTGGGTTGNGCC
>BJ020667 ID   BJ020667   standard; mRNA; EST; 512 BP.
TGCTTAAAATGCACTTTTTAGAAAAACAGTATCCAGTAAACAAACGTCACTTTAGTAAGA
AACTCAGGAACGCAGGCCGGAGGAGAACCGCACACTTTGAGCAGACACGGGACAAAACAC
ACTAAAAAAAAAAAANGATGACCAAAAATCAACGTTCCACCTGCCTTCAGGAGAATNTCC
ATTACTGGGAATCCGNTTNAGCATGGNGTCAACTTNTTCCNTGCNGGATCATCCATCAAA
CACCTTTAAACTCCGCCCTAACACACACNCNCTTTNTCAGAAACCATNNTCAGTAGAAAA
CTAAAAGCNCATGACTGNGCCACAACACTCCAACCTTTGGAAAGCTCCTTNATGAACCCA
CCTTTGNGGANAAATGCAACANAAATAAGCCCCTCCCCCACCTGAGCTTTGTCCCGCCCC
CAAAGGCAAACCTCANAGCAAACCGAACGCTTTTTCACNCCTGAATGANAAACACNCTAA
ANACTAACGGNGGAAAAGTCCGGCCTTGTTNT
>BJ020676 ID   BJ020676   standard; mRNA; EST; 224 BP.
ATTTATATCCCAAAAAAAAAAACTTTCCATTTTTCGGTTGAAGNGGTGCAAAAATAAAAG
CCCCTGTAGTGCTACACAAGCTTCTAANGGCTCTCTTTTTCTTTCTTTTTTTTTNGCAGC
CGNTTGAANGTTANAAACCCCCAGAGACGGANAAACGGGGAAGCTGGCGTGGCCGACCTC
CANCAGTTTGANATTGTCCAGGNCCAGGGAGCTNTCGGAGGCAG
>BJ020709 ID   BJ020709   standard; mRNA; EST; 105 BP.
AATTTTANGTGANGTANNCCNGGNCANAGACTGTTNTTTCCTTTAGGGGGCCAACNTCAT
NGCCNAGCTTGCGCATAGGNCCANNNGGTGGNTGAAATCGACANT
>BJ020726 ID   BJ020726   standard; mRNA; EST; 304 BP.
GGNTTTTAGTAAACAGAAAANCAAANCCTTTGNGGGTTCACNCCCCAGAAAAAAGGGAAA
ATAAGCTGNGNNCNCTGGTTAGACTTTCCCAGCAGGGGAAAAAAGCNCAGNTGCAACCTN
TCNTGTTGGAAAGCCNTCAGNTGAACGGNCCCGCCGGGGTNTCCAAGCAGCCAANACGNG
GCAGNTNAAAAAANAGTNTTTGNTNACAAAANAGCNCTTNNTNTNCATTTNNTTAANANA
AAACAGAAGAGGTNTTCGTTTACTTGTAAAATTCACAAATNAAAANCTTTTTGAAAGNGT
GAGG



>BJ020730 ID   BJ020730   standard; mRNA; EST; 473 BP.
AAAATGTTGCAACACTCTTTAAATAGTTGACAGCAATAGTACCTTTTTATATTTACACCA
AACAAATGTACCTCAGTTTATCACAATAGAATCAGTTGCAGACAAAGTACATTTTAAAGC
TGAGCAAATATAGTTTCCAGAAAAGAGTAATAATATAAATTTCTGAACTTGACTGAATAC
TGAAAAGTAGCATTTCTTCCACATCTCACTATTTGGGCTGAGACACTGTAGGCTCAGCAT
ACAAATGGTTATGAAATGAAGTGTTGAATAATCACACGATGTGTTGTACAACAAATTAAG
TTTTAGCTGACACTGCATGATAGAGCAGAAATAACTTTTAAACTATTTTCAAAAGTATTA
GTAGTGTTGTGTTTCACAATATAAGACAGAAAACCAGCTCCTGGAAGACTTTTGTGCCAC
CTGATCAACTAGAATGAACATCTGTTCTAACTGATGTCCTCCTGCTCTTCAGA
>BJ020731 ID   BJ020731   standard; mRNA; EST; 604 BP.
GGTTGAGAGTTGCGGTTTGTGAATATGCTAACATGGCTAACGTGTAGCGTGTTACTGGGT
TACTGTGAACGCAGTTAATACATTTAGACAGACTGACGGACTTGTCTCTGACTGTCTTGC
TTAATGCGCCTTAGATACAACACGAGTTCAAACCCAGACCATTCATTGAAAAAGCAGCTT
ACAATCTGGTGCACCCTGTAGTGCAGAAAATACTTTACTGTGAATAAAAACATCCTCACC
CAAAAAGGACGCATTTGTGTTCAGTACATTTTGAAGGAAACCCTTTCGAAAGAAACAATG
CGAGAGCATTAATAGTTTAAACCCGTTGATAAAACCCACAAACCCCAAACACAGTCGCAT
GGTAGGAGCTAGAACCTCCCCAGCTGAGTAGCAGCTATTATACGCCTGCATCCCCCTTTT
CCCCCTGCAGCAGCTTTTCCTTGTCTGGCTCCTGAGGCGCCTTGCGAGTAGTCTTCTGCA
TTTCCCGACTTTTGACCCACGTGTAGGCCGACGAGCCCCCGAGAACCATCATGTTACTGG
TCCACCACAGGAAACTCTTACTGGACGAGTTGTACACCACCGCGATGACGGTCTGAGCGC
AGGC
>BJ020756 ID   BJ020756   standard; mRNA; EST; 673 BP.
TATATTTTTTTTATTTTCCTTTGATAGAAAACAAATATCTATCTTGATAACAGGACTACA
CAGAGGTTAAAATGTTAGGCAAAATTGTGAAAATAGATTTCCCATTGTTACAGCAACAGT
ATATTTTAATGTGTCTGATTTCTGCTTTCATACCATAACAGTTTAACAGAGACAAATTTT
AAGGGAAAATAAATTGCAATCTTTAGAGACCAATAATGGGTTCTGTCCAAGGTCTGTCTT
TTCTTCTTGCCTTCCATTTGTACTCGGTTGGATGTCGCGTCTGCCTTAAACTTCCTTCTT
TTTCCAAATTTAAAATAAAAAATGATTTCCCCTCTACCACAAAAACAGTGCTGTACAAAG
TCAGTCCAAGCATCATAAAGTCCAGTGGTCCAAGTCTTCTTTCTCACAAGCGATAAAGAG
GAGAAAAGCTATCTAATAGCATTTGTATGAATTACATACTTTAAACATTATCAAAAGATA
AGTGAGTCATCTACATTTCTTTCCTTTGATGTTTCTTACGTAGGACGTCTGAGGCATGAG
CACCAACGCATCCTGCACTCCTCACTGCTTTATACAAGAAAACAAACATTCCCACTACCT
TTGCTCTACTTTTGTTCAGTCTGTCTATGATCATTAAACTTTGCAGCATTTATAGTACAA
CAGATTTTTTGAC
>BJ020759 ID   BJ020759   standard; mRNA; EST; 664 BP.
TGCAACGNCCTTGCCAAAGNCAAAATCACTGATTTCATATGCAGGCACATACAATACCTT
TACTATGTTACAAAAAAAAACAATTTTATGTTCAAAATAACTAGAACAATGACAAAACAA
TCAGTACAAACTGATAGAAGGATTGTACTTCTGCTGTTTTAAGAATCTCAGAACGGGATC
AAAGTAGTTAAGTAAACTAATAAACCAGTGTATGGTACACAGCTTGCACTGACAGAGGAG
AGAGCGGTGAGGGGAATCTCTGCTCTAGATGCTGAGGTCTTTTGGGCTTTCTTTGTACAA
CTTTCTTTTAGGCTCGGGGATGTGGTTTGAGCTGTGACCCACTGCATTATTCTTATATCT
TGTGTTGTTACCAGCAGCATGGTTGTGTGCAGCATTGTTCTTCATCATGCTGTAGTAGTC
GTTCAGTCTAGGTGCTGCTGCATAGTTCAGCTCATCGCGGCTGTAGTTGCTGTCAGGGGA
AGAGTCCCGCTCCGCTTTGTATCGTCTCTCCATCGTTCCGTTCATCCGATGCCTCTCTGG
GGAGGAGTCTCTGAGAAGATTTTCGTTCTTCCTGGCTCTATCATACGTTCGGCCCCTGTT
AAGGGAAGAGGAATCCCCGTTGTTGGTGCACTCAGGGGGCGTAGCCTTGCTGAGTCGCTC
AGGC
>BJ020764 ID   BJ020764   standard; mRNA; EST; 304 BP.
ATCTTTATTGATTTATGTTGAAAATNAAACTNCTCCCAGGAACAATTTTTAAAACCTACA
TATGCTGGGAAAAGAAAAAAAACTCATTCATTTGTTTCAAAACTGACTAAAACACAGAAC
TGCAGGAACATTGTTTCCTGCTTCCCTTTTGAAATGACTTTACATAAGAAACTTCTAACA
GTGGAATCAATTTTTAATCTTAAACTAAAATCTGATGCAATAAAAATAGTCAAATGAACC
GTATGAGTGTTATTTTTGTGGCAGACAAACGTTTTGTGTTCTCTGGGAAAATCAGGAAAA
AACA
>BJ020772 ID   BJ020772   standard; mRNA; EST; 281 BP.
GTTTGTTGGGGGAGTCCTAATCCTCGTTACNCTTCCTGGAAAGCCGNACGCNCATCCTGT
ACGGNACGTTCCTGACCCCCTTGNTCCACACGGCCTTGTTGANACNAGTGTCNATGCGGA
CGTCGGGGGTTCCCATNTCCTTNATGGCNAACTTGCGGATNTNATTGATGGCGCNAGGAG
CCCTCCTTTTAAAGCCCACTCCATGGATGCCCTTGNGGATGTTGATGGNGTACTNTNTGG
TCACCACCTCGTTGATGGCTGAACNCCCCTTNTTTTTNTCC
>BJ020775 ID   BJ020775   standard; mRNA; EST; 724 BP.
AAATGAGTGGATCCTTAATNCATTTAAACCGGTGATTTGAAAATGGAATTTATTCCAGTT
TTTTAAGGCGGACATTGTTTTCAAAAAGCCTCTAAAGATTCAGGTAATTTCTTTTTTCAG
ACAAAAAATGTAAATCTTTAAAGATTATTTGATAATTAATGGTACATTTTAATTTTCGGT



TAAGTATTCCTTCTTTAACCAGCCACAGTCGCCTGAACTGTGTCAACAGGAACTAACATG
GTGGTGAAAACGACTCTGCATCTTCCTAATGACACAGGATGAATTACTGTTTGCTCAGTT
TGAGTCTAGAAGACCTGGAGGTGAAAGGAATCCTGAAATAACAGCAAAACACAAACAAAA
GGTTCATTAAATACTCTTTAAATGTGTTAAACTAGTTTAAAAAAAGACTTAAAACCCTTT
GCTTCTTAGCTAAATTAAATTGAAAGCACGAGACAAAACAATTCTCAAAGAAGAAGCTCA
TAAAGATGTGATGCAGAGTTTGTCAGACTGGTTTGGTTAACTTTGGTCAAACATTACATT
TAGTTACAAAACGAGAATAAACAGGGTTTGCAGCTGTTGTTTCTTTTCGGTTGTCTAGGT
TTTTGTACCCAAAGCTTCATGGTCATTCGTGGTTAAATATTTAGTTCTCGTGGATGTTTC
TGTTTCACTGTTGCTGCACCACATGAGATGGAAGCAGACCTAGATTCTCATGTGTGCCGT
TCTA
>BJ020786 ID   BJ020786   standard; mRNA; EST; 537 BP.
TCTTTATTTAAAAAAACAGGGTATCTTTCTACAAATAGTATGCAGTACCAAGATGTAATT
AGCCCAGTGTGAGGCAGAGTGTCTGGATCCTCTTCCTCCTTCAGTTCTCATTTGTGATGC
TTCTTGTAGATGGCGATGTACTCTTGCACATCGTCCGGGGATCCCATGACCACAGGCACT
CTCTGGTGGATGGACGTGGGCTGGATGTCCAGAATGTTCTCTGAGCCGGTCGTGGCCATG
CCTCCTGCCTGCTCCATGATGAAGGCCATGGGGTTGCATTCGTAAAGCAGTCTCAGCTTG
CCCTTGGGGCTCTTAACATTTGCAGGATACAGAAAGATTCCTCCATACACCANCGTTCTA
TGAACGTNNGNCACCATTGAACCNATATACCNACTGNCNNAAGCTGNANANNCATNCTNA
NGGAATNNNTTNTTTNGNANATACTNTNNNANATNANGNNAAAACTGNTGNNCATATNCT
TNATTNAAACTGNNNANNNNNCCNTNNTTNTTGATTNTACNTTNNTATNCACCAACA
>BJ020788 ID   BJ020788   standard; mRNA; EST; 720 BP.
TTATTTTCCCAACTGCACCGTTTTGAGATGACAAATAGTGTTCCTGTACAGATCATGGAA
GATGGATTTAGACATTGAGCTTTCAAACCCTTCAGGCCAAACCTGAAAGCATCAGCTCCT
CTCAAACCAGACTGTTGGATCTTCAGTTCAGCTGTTGGACATCTTTAATTCTGTTCAAGA
TGAAGCAGAAAGTCTGGAAGAGGTTGACTGAAGCCTTATCACTGCCGGGCAGAGGTCGTT
TAGAAACATTTGCGGTGGACGATGGCGGGACCGGACTCATCGTACTCCTGCTTGCTGATC
CACATCTGCTGGAAGGTGGACAGGGAAGCCAAGATGGAGCCACCAATCCAGACGGAGTAC
TTCCTCTCTGGAGGAGCGATGATCTTAATCTTCATGGTGGTGCCTCCAGACAGCACAGTA
TTGGCATACAGGTCCTTACGGATGTCTACGTCACACTTCATGATGCTGTTGTAGGTCGTC
TCATGAATGCCAGCAGACTCCATCCCGAGGAATGAGGGCTGGAAGAGCGCCTCAGGACAG
CGGAACCTCTCGTTGCCGATTGTGATGACCTGCCCATCAGGAAGCTCGTAGCTCTTCTCC
AGGGAGGAAGAGGAGGCAGCGGTCTGCATCTCCTGCTCAAAGTCCAGCGCCACATAGCAG
AGCTTCTCCTTGATGTCTCGTACGATTTCACGCTCAGCNTGTGGTGGTGAAGCTGTAGCC
>BJ020800 ID   BJ020800   standard; mRNA; EST; 664 BP.
TTTTTATATGTTTTTAATNTTTTGAATATTGCTATCCTCTTTTTACCGCTCACATATTTG
GGAAAGTGTGCAAAATCACCTGTAAAAGTTCAACATTTGAAAAGCAAAAGCCCAAATCAA
ACCAGACCTTTTCAAGCTTGCCTCAGTGAAAAAGCGTGACAAGTCTGTCCTGGTGCTTGC
AGAGCATCCTAGGTGGAAGAGGCCTCTGCAGAAGATGTGTCCATTTGGGATTGGTGAAAG
TTTTCTGGTCGTACTTCTTTGCCTTCTATGATGACACGAATACCTGCAAAATGAGCCTTT
TTTCCTTCTTTCTTTGCAGCCTCAATAATGGGCCACAGCTTATTTCTCAGCGCTTTGTCC
TCAGAAGTCAGGTCTTCAGCAAATCTCAGTTTGTTGTTTCTGAGGTACTCGCTCCTTTTA
GCTGCTCTCCACAGAAGATCTCTGGTCGATATGGATGTGAAGCGGATGAATGTCGTCCTC
GGTCTGTTGGTTGCTCCTGTCTTCTTTCCGAGACGATAAGCCATGTCGATATCCCCTGTA
ATTTTTTCCTGAGAACTGGGAATCACAGCACAGCAGATGTTGGTGACTTTGGCTTTGATG
TCTTCAGGGTTTCCCTCCGGCACACCGTGTAGTCTGAGGTTCCATCTTCGACCATATCTT
TCAG
>BJ020811 ID   BJ020811   standard; mRNA; EST; 742 BP.
ACAAAACAAAACAAAAAATTAATAGAACAAAAAGGCCATTTTGACAAGGTACACTCAGAA
GAAACAGCATTTGTACACAATGTGAATACAGAATTTCGATATTTAACAATATATATGAAG
TAGAACTGGCAAACTTACCAAAGAAAAACTAATTTTTCTTATGAATAAAACCAAAAAACA
TAATCAATAATAGACAGCAGCTTGAAAAGAGCTTGTTTGGTTTACGAAACGCAACTTGAA
TTGATCTTTTCTGTGAATCTAAAACATTCCCAACAACCTCTTTAAATAAAAACCTTACAC
TACTTTCAAAAATTAAATTTGCAAATCCCCAACAAGTGAAGCACTCAGTATGACTCCAGT
GAACTGTTTACTAAATTGCCATGCAGATAAAGGTATATGCCAACGGACACAGATGTTGGT
CAGAGTCCTAATTCTTAAATATTACATTTTTCAGTGCTATTTAAAAAAAAGGAAAATAAA
TTACGTAACAAAACTTTATATACATAATACTGTACATCACATCCTACAGATGTGTTTTCC
ATCTGATCCAATATCAGTCTGCTTTAATTAATCTTTTACAGCTAATTGCATCCACACGAT
CTGACTACCATGTTTCTGTACTTTTTCAAGATAACATTAGAGCTATCATCAAAGTAAAGG
ACAGAAATAGCATTGAGTTTTGTTGGGGCGCAGCATGGCTTTGGCACATTTTCAGGAAAC
ATTAAATGGACCAGCGTTTGCA
>BJ020815 ID   BJ020815   standard; mRNA; EST; 274 BP.
TTAGTAAAATGTTTATTTGGAAAGAACTGCTCAGGCTCCGCCCACACTTTAGCTGCTGAA
TGGCCTGGGTACGGATCTTGTAGTATTGGTTGGGGTCAAGTGTTTCTTCATCCAACCCAG
AGGCATTCTGATCTCCCTGATCATTGGCTTCCTTCTTGGGCTCCACATGCTCTTTGATTT



TCGCTTCTTTCTCGGCCGCCTTCTTCTCTGCTTTCATTCGTCTCTTCAGCTCATTTTTGC
TGAGTTTCCCGTCGTCCGCCACAGTCACGTCAGC
>BJ020817 ID   BJ020817   standard; mRNA; EST; 533 BP.
TATGCAAAACAGAGNGGTNGAAACAAACNTTTNTTGNGTTTNTTATCATTGCNGTTNTTT
TAAAACCAGNTGGCAGCATTCGCCCACTTTGGNGGGATCAGAAACTGAAGAGAATTTGGA
AATNTGAGAGTTGACNCCCAAAGAGCGTGCTAAGTCCCGGNCTGTCTGATNTGANAACAC
AGNGGTTCNTAAGGCCACCAGCAGCCTGAAAATAGCCTCNTTGTTTTGCACCGTNTCCAG
CGCCNTGNTGGCCACANACAGGCACTGCNCCTTGGCCTCCAAATCGGGCTGACTGTGCAG
GCAGCCGGCGTANTTGANCACCAAAGTGGCCAGGGCNACGTGGATGTTNTTATTGCAAAC
GGNGGCCAAGTCGGNAGCGCGCGACAGCACCGTTTCCCGNTGGGCCATGAGGANAGCGCG
GCCGTNCCTTCCGNTGAAGCAGTTGCNCANAGTCCGNAAAGNTAGCATNTGGTTGGCAGG
ACGGCCCTCGGNCCTNATTAGGNTNAGCAGGNGGTTGCACAGTTGGACTCCCT
>BJ020822 ID   BJ020822   standard; mRNA; EST; 223 BP.
TCTCGATGGGCTTCGTATAGGTAAATGAAAAAGTTAAACATAAAATCAAAAGGATCATGA
ATACATAAAATTCAATAGGAAAATACTAAATTGAACTAACTAAACAGACTAAACTAAACT
GGACATCCCTGCCCTTAGACCCCCCTTCGAGTTCTGGGTGGGACTGTTGGTCAGAGCAAC
CCGGCCCCCTCTTTCTCTTCCGTTGCAGAGCCGGAACTTGTGG
>BJ020828 ID   BJ020828   standard; mRNA; EST; 673 BP.
TTTTCTCCCTTTATTTATNATTGTAAAGCCAATTTGAAAAACCGTGAGGGGACGTGCAAA
TGCTTTTTAATTCACTGTTTTTGCTTTAGAAGACCAAGTCAATTTATCAAAAAAAAGCTA
CGTTTCGGTATGCAAATTTTGTTTTGAGACACGTCTTTAAGATGTGGGAGATGGCCAAAA
GGCCCGGATAAAACCCACACACGTGTAACGGAACCAGATCTGTGTTTTTGTTTTAACTAC
AGAAAATATTGATTGTCCCTAAGTTTCTTTCCCCCCTGAATTCAGTTTGGGTTGGTAGCC
CCTTCCTAATGCGTTTTTCTTTGCTTAGCCATTTGAATCCTCATTTGATCTCAGTTATGT
CCAATATTCTTTTATTATTTGAGATCTGTTCTGAATAAAAATACAAAGACTTTGTAAAAT
TAGCTGATTTCCTACCACCCTCATGTAGAAGCTCATTTGGAATCTAACACTGTGGTTTCT
ATTGCTTGTTTTGGGAAAATAGTCAGATCTGCAATAAATGGAGGTGGTCTCCAACCCCCT
CCCAACATCTTTTAGTTCCTTAAACACTATGCAACCTTGTTAGACTTAAGTACGCTTCTA
ATTAAAACGATTTTTGTTTTTTGAGCTTCTAATTTTACGTTTTTTAAAGATGAATTAAAA
AGCCTTGTCTGGT
>BJ020856 ID   BJ020856   standard; mRNA; EST; 495 BP.
TCATAGGATAAAGACGGTTGGTTACAATTGGTTACATCAGAAAATTTGAAGGTGATGGTT
TGGTTGCTGATTTACAATCATCCCACCAACAATTGTGCACATAATTCAATATTCTAGAGA
AGAGTTAGCGAAAAAACATCTGTGTGTAAAAAATGCTGGTGCAGCTCCACAAAACAGTAA
CGTTCACAAAGGTACTCAGAGAACACAGTGATTGATGTTACAGACAGGGCGAAAGTTCCC
ATGTCTTANAGTGGTTTGTGTATGTTCTGGCAGCTGGAGCACAACTTGGCAAAACAATGT
TGTCCCTGGTCCCATGTTTGTCTGGATTTTCGGGCTTCTTCATAAGTCCATGTCATGATC
GCTGACACTCTGGCGTAGATACTCTTCATAGAGCTTTTTCTTTTTGGCCTTGACTACCTC
CTGGATGTACTCCAGCTTCTCCTGCAGCTGTCTTTTCTGTTTGCCTGACAGAGTTGATCG
ANTTCTGAANAAAAA
>BJ020859 ID   BJ020859   standard; mRNA; EST; 446 BP.
TTTCACCTTGTTCTGGTCCAAATCTCTGGATCCCTTCGGAACCAAATACTATGTGACCTT
TCAGTCAGGCGGTCTGCGGCAGAATTCCACACCGGGTTTGTGATCTTTAAAGGGAACATT
TCAGGTCAGTGGGCCGGACCTCAGAACTGCACCGCTCAGAACCTCCAAGTTCCAGAACCA
CTTCTGCAAAGCCAGTGCTGAGGGGAAATGTGCCCACATGCAGGAGCTTTTCTTTCAAAG
ACCCAGAACCTCTGCAGGTCTCCATCAGCGGTTCTGAAGACATTCAGGTTTTTCGCTGCT
TTTTCTCAGGGCGGTTCCTGAACCGGGTCTGGTCCAGTTCAAACATATTTAGTCGAACTG
GACAGAGAAAAACAGAAGCTGCTGAACATCTGAAGAACCGCTGATGCAGAAAGGTTCTGT
GGGAGAACAACTTATGAAGCCTTAAA
>BJ020862 ID   BJ020862   standard; mRNA; EST; 198 BP.
ATGCTTTGCCTTNTTGACCTNATTNTTTTTNACTGGACTTTCCTNTGGTTTCCTNTTNTT
CCTGACCAGGNGGNANATGTTGGACACTGNAACCGNAAAGGTNTGCCCACCGTTGNTTAA
AGNGCCATTGACANATNAACTGGAAGCCCCTCCNTTTACAAGGGATCCTCCATCCTGATN
TCCCCCCANAGCCGTTTT
>BJ020867 ID   BJ020867   standard; mRNA; EST; 660 BP.
ATACTGTGTTTTATTGCATCAAAGGTAAATCTGCCATATAATTAAAAAACTCAATAGAAC
AGAATTTTTGGTCACTAAAACCCACAGCATTTTCTCTGAAAAGCTACACTGCCCTCTAGT
GGCAAACAACAAACAAACGTCAAATGACATAGACATTCAATCTTCTTCCCAACCATCTTC
AGAGAAGGCGTCAGGCGGATGGGCTTTGAAGTTCTTTTGGAAATCTTCATCAAAGAGCCC
AAGGTCATCTTCACGCAGCAAGCCCTGAGGATAGTATCCCAGGAGTTTTGCTGCATGACG
CTTCAGGAGTTTCTGCCTCTCTTCTTCTATTATCTTTCTATGCAGAGCTTCCGTCTCTTG
TTCGCGGGCTCTCTCCTGAGCTTTCATTTCCATGTCAGCCTCGCGCTGCCGTCTCCTGTC
CTCTAACAGTTTCTCCACCTCTTCTCTATGTTCAAGTTGCTTCCTGCGGCGTTTTTGTGC
ATTCATCTGCTCAATGCGGTCGTCCTCTGCTAACTTTGCCATCATCATTTTCCTAAAAAC



CTCCTCTTCTTCCTTCTCCGCCTGCCTCCGCATCTCAATGAAAGCCATTTGTTCCTGGCA
GGATTGCTGCATCATCAGCCTCTTTCTGATCTTTTCCTCCATCTCTTGAATTTCCCTCTG
>BJ020900 ID   BJ020900   standard; mRNA; EST; 551 BP.
TGTGTGTGCGTGTGTGTGTATATTTGTGTGTGTGCATCCGTCACCTAATTTATTATAAAG
CATAGATGAAGGTTAATTTCTTCACCTGTATTTACAGACCGNCTGNTCCTGCTGTCTTGT
AATCAGNCGTATTTATTGNCTTACAAACACACAAACCATGAATGACTTTACAGGAGGNCA
AAGGAAATGTGTACTGAAGGGCTTTGGATCTACACATGCTGTCCACAGGTTTTAGAAGAG
GACAGTTACTGCAATAACTCCCTGACTGGGAGAACAGGGCCGCTGGAGATCCANATTTCA
GAGAGAGGTCCTTCAAGATGCAGCTTTGATCCATTCTCAGAGAAGAACCCANGGTCATAG
GGAGTTTTGGATCTTTGATTCCCAGAAACCCTCACCTGGGTGACCCAACTGAAAAGTCAC
TGATGTTCACATAAAGGTTATGCTGAAGTGATTGTCTTTGTCAAGGTGCANATGATGTTT
CTATGATACGAGTATCANAATATCTGAAGAAATGNTTGATTGTACTCTTCTTCTCANACT
TTCACTAATCT
>BJ020929 ID   BJ020929   standard; mRNA; EST; 608 BP.
CACAGACATACATTGCACCTTTTTTCTCTTTACAAAAATATTTTTTTTTGCTGAGAGGTA
AGACGAAATAAAAAATAAATAGACAATTATAAAACAATGAGTTTTGCACAGGTTATCTTA
AATCAGCATAAAGGAAATCATCCTGCTCTCAGTCGTGTTTGGACATGCACTCCCAGACAT
GAGAGCACTGCTTCATCCAGAGTCTCAACACTGTTAACTTCACCAGCAGGAATAAGAGAA
CAGTGGGTATTGACTCCACTCTGCTACATTGCCATGGTGATAGCCGTGGTGCACAGCTTG
TGAGCTGTAGTCAGCAGTCAGATGGGGAGGAGGGGGATACTGAGCTGGTCCGGGGCCGCC
CCACTGGCCGAGCGGCTGCTCTGAACCGTAGGGGCTGTAAATGTGGTGTCCAATCACCCC
TGGCTTGCTGGCCTGGCCCACAGTCATGTTGAGCACCCCAGTATAATCCTGAGGGCCTGG
GAGGTGGTGTTGAGGGGCGCAGTGAGAGGGACCGGCTTCATGCACGCGAGACTTTGAGGA
CTGGTGGTCAGGGACAGTGGCGACGTCAGGAGCCCTGGGTCCAAAGCTGTTTCTTCCTGA
TCTGCTGC
>BJ020951 ID   BJ020951   standard; mRNA; EST; 628 BP.
AAAGTTTATTAGAAACTGAGAGCTGCTNTTGTGCACACACACACTTCTGTGCGTTTCTCT
ATTTACAAGTTTTGCTCTCGAATCGCTTCCGGAAAAACACCACAAGGAAAAAAAAAACAN
CCGNGGNGTTTATNGGACTNCAGTNCAAACAGTCTTCTNTTAGAAAATNTTAGAAATCAT
TCTGTGCCGGTGTGAAAAATGTAGACGTGTGGTCTCTTCTCAGAGCTTTATTTACAGAAC
AAACGGCTTGAGGAGCTGAACGTCTGGGAGGCAGAGCAGAAACCAGGGAGGAGGCGGNTT
CANAAGCGGCTGTGGGAGGAGCTTAAGTGCATGAANATCCAGGTGGATCTTNTCANACCA
CCGAGCTGCTGTTCAAATGAAAGGAAAACTGGAGCTGAAACGCCAATCTGACCAATTCAA
AGATGGCGTCCTGGAGTTTGACAGTAAATCTGCTTNTNTTGATAAAAAGAACCAAATTTC
TGTTTATAAATTGATAAATTCTCAAACTTAAATACATGAGAAATTCTACTTTTAACTTCC
TTTGGGGAGTTTACCAAAATAAAAGCAGAAACCTTTTTGGAAAACATTTTTAAATAAAGA
TTGAAAGAAAAAAACAACTTTGGGATTC
>BJ020961 ID   BJ020961   standard; mRNA; EST; 633 BP.
CATTTATTGAGTGAGCATTAGTAAGAGAATGCACTGGTAGCTGTGGCACTTAAGTCCGCA
TCCTGAGAGTGGACCTTTACACAAAATAGCAAGCAAATTGTCTGAGGACATGGCTGTTCA
GCCTGCAGGCGTCTTAAAGGACACAAACACAACACAGGCTGAGATAAAGAGGAGGAGCAC
CTTTGACATTAAAGCTTAAAATCATCATACCTAACAAATTATTAGGAGTTGGCACCTTTG
ATGGATATATATAGATATTTTTAAAGTTTATAAAAGAGCAAGAAAGGAAATGCATAAAGG
AAGAGCAGATGATGTCACTGATTTGTGGCTTGCAAAACAATTCAGTCACAGTCTCAAGAT
TTTATCTTNAATGAAAACTTGNNGGNNNNANACATGNNATNNTAAACATNNATTATTTTT
TTAAAANNTTTNNTNANGAACATTANNNNNNNNAATANACTNTNNTATNNTNNAATAACC
ATANTNNANNAAANNNNNNNNANATNTTANNNNAATAAACTGANNNNNNCCATNNNNNTN
CNNTTANNNNAANNNNNNNNNTGNNNNCNNACTACANNNNNNNTATNNNNNNNNNNNNTA
CTNNNNNNNNACTNNNNNNNNCTATNTNNNAAA
>BJ020962 ID   BJ020962   standard; mRNA; EST; 632 BP.
GGGGAAAAANGNGNCATTTTATATTTGATGATGCCCTGTAGCTNTCTTCTCTTCATAATG
TGTCTTTACTGTTCAGGACTTTTCCCAAACACTGTTCTGAGCTTTTCAAAGATTCACAAG
AGGCGGGCGGGCAGACAGTCAGCAACATTTAAAACAAATCAAATATAAAAATATATATAT
ATATATATATTTTGAGAAACAGCAGTAGATAAAAACCTATATAGATGTTTTCACATTTTC
CTCCAGGGCATTTCAAAAACCTTTTACTAGCAAAAAAAGAAAAACAAAAGTGAAAGACTT
TTATTTAAGGAAACAAAAGTTTTTCAACGTTTTGCCGCCATTAATTTCAAAAGAAAATCC
CTTTTTTTTCCCCCTCCTCCTCCTGAAAACCTAAAATTTTGTGGCAGCACGTATATCAAA
GAGAGTCTGCATGGCGATGGTACGGAGCGCGTAGGTGGGCACGGACGGTGATAGCAGCAG
GTAGAGCTGGTGCTGGGGGGTCTGAAGGCCATAACTTTTGCATTCATCCGTTACCAAATA
GCAGTGTTGAGGTTGATGAGAGAACCCAAGGAGGAAGTCGGCAGCGGCATCTTTCTGATC
CCTCTCCTCCGATGCTTTCTNCTGTGAGAAGT
>BJ020974 ID   BJ020974   standard; mRNA; EST; 678 BP.
TCTTACATAACTTTTAAAAAGATTTGATTTATCTGTGAGCATGAGATTCCACTTTCACAC
AAGCAGCAAAAATGTAACAACATACTGATTCCACAATCCCGTTAAAATCGGCCGTCATGT



TGGAGCTTTAATTTAAAAAAAACACTAAATTATAACAGTGACATTCTATTCCACCAGTAT
CTTTACATTTGAGCTATGAGCTTTGAATGCCTTTTTATCTGAAATTCAAATCCATCTCCA
ACTTAAAAATAATAATAATAAAAATAAAAAAACGGGGAGGGTTTTTTATGATTGAAAAAA
AAACGCATTCTGATTTATGACACACATTTCAAGAGATTTTTTTAAACTTGGAAACATGTA
ACTAATCATAACCAATGAAAGTGCTGATGCAAACCAAAGTCGGGAGTGTGGAAAATATGT
ACATGTAATCTATCATGTGACAATCATGCGCTTTGCATCCCTGCACCTCCGGGTCATAAA
CGCTGCTCTGCGTCTCTCAAAGGCCCTTCCTCCAAAAGGAATCACTGCTGCTCTTACAAT
GTATGTAAAAAAAGAGCTTGATAAGTTTTCTGAAGCTTTGGGTGAGAGGATGGATCCACG
CTGGTCGTACAGTCAGCTGAAGTCAGGATCAAGTCCAAAGGTCAGCAGTAAGCAGAGAAA
GCCTGCTCTCGCATCATC
>BJ020978 ID   BJ020978   standard; mRNA; EST; 622 BP.
AATTTTCCCGATCTTGGCTTTCTGCTTTGGCTTGGACTGTATAATGCAGGCCCTCTTAGA
TGACTTGTCTTTGGATCGGGCCTTGCCGTTTCCTTTGTGCCCACGGTCACGGTGGGTCTT
GAACTGAGCAGAAGAACTGGGGAAACTCTCGGGGCTCATGACCCGCGGGATGTTCTTCTC
CCCTCGTTGCCGGGCCTTAGCAATAGCCTCTGATATTATTCTGTTTGCCTTCTCCTGCTT
GTCCAGTAGAGTTGACTCCATCTGTTGAGGCGTCCTCCGAGGTACCCTCTTCTCCGACGA
GGAGCTGGATGACGAGGAGGACGATGACGAGGACGAAGAGGAAGAAGACGAAGACGACGA
GTTGCTCTTCACTGGAGGACTGAGGACGCACACCTGGCTTCCCGGACCATTGATGTTCTT
TCGAGGATTTTCAGCTTTGTATTCTCTAGATGTTGGATTGCTGTCATCACACCCCTTCTG
ACTGGCTTCTATCCATGGTTCAGCCTTAAAAGTGTCCTCCAGCTGGGGCAGGAGGTCAGG
TAGCAGGTCAGTAGTTTCCAGGCTCTCCAGCTTTGAATCCTGGGCTTCTGATGCCAAAAG
CCCATCTCCCAAGGCTTGGTAT
>BJ020995 ID   BJ020995   standard; mRNA; EST; 446 BP.
AAAAATGTTACAGAAAAAAAGATTAATAATTTAATTTGATGGTAAAAAATATATAGATCG
TGCAAAAAAAAAAAGAATNTTCTTGTTGAAGNGGAATCAGNCNTAAATAAATATGAANCC
TGAANGCAGCAGCANCTTTTATTAGTCCCTGCAGTTCTNTTTGTCTCCATGGGGGGNGCT
GTTGCTTTAACTAAAACTTNTTAAGGATCTCAGGAATGAGCTNTTGCCCATNTTTCAGGN
GGTCCTTCCNTTCCTGNGGNATGCCCCGCCCATTGTAGGCGGCCCCGGCNCCCAGCAGGG
CCCCAAGGGCAGCCCCACGGTTGCAGTTTTCACCTCCACAGTTGGCGTTTGCNAGGATCC
CCTCCTTAGGGTCGTCATGAAACTCGTAGGCCANATAAAACATGCTAAAAAGGGCTCCTT
CNTTGTANCAGGCCAAACCAANATGG
>BJ021003 ID   BJ021003   standard; mRNA; EST; 650 BP.
CTTTTTGGCCNNATTGTTTAATTAATGACTTAAAAAAAAAAACNCACNCCCAAAATTNTA
AATATTGCNCATTTCCTCTTCAATCCATTACATGGATCTTTTTTGGATGGNGTCCTCCAG
AGCGCTGATTGGCTTGNGGGCAGGTGCAACGAAGAGGCGGNGCCTCCTTTAGCTTTTCAA
GAACATGAAGNGACAAATCCAACATGCNCTCGATTTTTGTCATTTCTCACCGTTAATGAT
TTGGCAGAACATCAAACAACAGNGAACAACAACAACAACAACATGTAAAACCGNGACTGG
ACTTGAAACATTGAAACACTGATGAGAGGAAGAGAAGAGCCGCAGGAGCTGGAAGACACT
CACCCAAATAATGCCAAAAATATAGTTTAATATTATTTGAGTGTTAAAATAAATTATATA
TTTTATCTAATAAATATAAATACTAAATCTAATGTTTTGAATAAGTACACTTTGAAGAAT
ATTGAGATCTAACTTAAAATATGTCTAACATNTAAACTCCAAACAAATACCAATTAAATA
AGCACAATGACTTNTTTTATTTTGAAAAGCTTTCTCCTAAAGCTGTTTTTAACAATCTGT
TTTATTTTGAAATGTGTTTTTCACAATTTTTCTTGTCAATTTTCTTTTAG
>BJ021007 ID   BJ021007   standard; mRNA; EST; 437 BP.
AATAACTTAATATCTACAGCTATCTATAAACCGTTTTTTTTGTACATTATTTACAGTTTT
ACACATTTTTCTATGAACATTTTAAACATTTTTAAACTTTTTTTAAACTTTTTCCAGTTT
CAGAGATGGTGACGTTGGTATCTTGAGACTAAAGCACGTCCGTACAAACACACATCCACA
CAAACGGGCTGCTGTCATGCAGCGTGGCCCACAGCACCACCGCTTCTCTCAGGAGAAATG
TGCAAATCAAACCGTGAGAGCGGCGTCAGAGCAGCGGCGCCGTCGCCTGCAGGCTAACCA
GCACGGCGTTCACACCGACGGCCGCCGCTGCTCTTGGCCTCTGTACAGCAGTAGAGCACG
AGCCGCCCTNTACGACGGTCCCAAAGAAACATCCNATTGGACCCAANGGNNTAATGNANA
ANAACCGGNCTGGATCA
>BJ021022 ID   BJ021022   standard; mRNA; EST; 612 BP.
ACAAATACATACACACAATTTTAAACCATTACTTTCCACTTTTGTNATTTTTCATGCCAG
ACAAGGAAAAACTACAGAAAACAAGCTGAGAAACCAGCAGTGAAGTTCTCACTCATCAGC
TGTTTAAAGATGGATTGTTCTATTTATAGGTATAGATTATATGACTTTATACAGAGGAAG
GGTCAGAGCTGAGAGGCGTCAGAGTTTGTCAATAAAACCTCAAAATTCGCAGATTAAAGC
TGTAGAAATTTTCCATCACACGGTCCTTTAATGGACTCTCTTTATCAAAAATGTTCTCCA
CCTGCTGCTTTCCCATATCTGCTAAATACTCAGCTTATCTTCTGCTTATAGTTCAAAACA
CGGTTTTGGTTCTGTTTGGAGAGAAAAAACATTTTCTCCTATCAAAAAAAGAAAACTTTG
CATACATTTCTTGCAAGTTTTATTTTTTTTAAAAAAGGCTAGAAACATTTGCTAAGTTGT
CCTGAAAATGGTCTCCATGACAACATTTGATCCAAAGGGGTTCCCGTATTTTTACATCTA
AAATTTGCAGATCAATAGTTTCTGCAGCCACACTAGGATATTTGATCACAGCTGTTTTCA
TTGTGACAACAA



>BJ021031 ID   BJ021031   standard; mRNA; EST; 321 BP.
GGAAAGTTTTCTGGTGGAACCAGAACCGACAACAAACAAATTTCAGGATTTTTCACTTGG
TATTTGCTCAAAACAGCAAACCGTGTGATTCTTCACACAACAGTCAGACAAACAGGATCA
GACTAAAAGCCTCGGATTCAAACCAAGAAGATGACGGACTTTCATGAAGCCCCGTCTGCC
CCCCCCCCCCNTNAAAANACCNTTNACCCNTGAAAAAAANAAAACAGGNTTTGCNCAAAN
AAAGNGAACTAATGNGACCNGGNCNNAAANGTTTTCATNTTAAAANGTTTTTTTTCCCCT
AAAAAAGNAAAAACTGTTTNA
>BJ021033 ID   BJ021033   standard; mRNA; EST; 249 BP.
AAAATAGTTNTGTAGATACTCTACAGGTTCTCTAAATGAGTACAGAAATGTAAAAAAGCT
GCTTCTAAAGACTTAGACTAGAGTTGGCACAGCCCTGCTGCAGTTACCAACAGTCTGACT
GACACCAGCAGGCGAGCTCATGGATTACACTAAACCTATGGAAATGCATGGAACCTTTGG
TCATTTAAAGTCTCGTAAAGTACTGATATAAGGTTGGTAATACTGTTTTCACATTATAAA
AAAAAAACA
>BJ021042 ID   BJ021042   standard; mRNA; EST; 399 BP.
TTTTTGGATTTGNGCATTGTTGATGAAAACCTAAATCAAACGTGCAAAAGTGTGCCTTAT
GAAATATCACACAAAAACCCCATCAACAATCATATTGCACTGATATTTAACAAGAAACAG
AATAAAAATTAACTTCCATTCAGTTCATGTATGGGCGAGATTAATTTAAAAAAAATAATT
ACAAAATTACAATTTAATTACTAAAAAAAAAAATGTTCTTGTCTAAGATGTGTGGGATGG
ATCCACTTTCATAACAGTAAATAGACTTAGCAAATAATTTCGTATGAAAATACAAATACA
GATTGATTNTATCATTTTTGAAAGTAAACCAATAAAACGTAAATCACAAAACAATGTGCA
AACAAAACCATAGACCAACAACGTGACAAAAAAAAAAAA
>BJ021051 ID   BJ021051   standard; mRNA; EST; 528 BP.
TGAATTTACTTATTTATGTAAACAAAAAAGGAAAATNTAAAAAGGAAAGTAGTTCATAGT
TCAGTGTTGATCTGGATTCCAGCCGTACATGTACTTAAAGACCCACTCCAATGAAAATCC
AGTTTTTGGTGATTTGAATATGTTCTTGTGGCATTTTTCTGATAATGGAGGACATGCAAG
CTGAAAATTTCAGAAGTCGAAAAAAAAAAAAGGCTGTTGNAAAAAGCTGTTGGGTGTGAC
ATAAAANCTAATATCAGCGGNCCACAGGCTCCATGCTCCTNTGGATAGCTNTAATATTGC
TCTGTATTATTGTTGCATCGGNAATGATGGNAAATGGGGTCGGNCTCACTNTGCATTAAC
AGCTTGGAGGGGAATTTNTAATGTAATGCTGCCGNTTTGCAAAANCTATCCTAAAAATTN
CNCATGCTTTTTTTTNTTTTTTGGCTAAAAACTGCNCAATCNTAATCAAAANACCACTGC
TNTGAAAATAGATCAAAAGATGATTTGAGNGGGGCTTTAATGAAGTGT
>BJ021076 ID   BJ021076   standard; mRNA; EST; 619 BP.
TTGTTTACTGCTGATGGATNAACGGGTGTTGGTGTGCTGTTAATTGTCGACTTGCTTTGT
GAAGTCTTCATGTTATTTCTGAGAGGCAGTATTGTCATTTTCACTTTCACGTGTTTCTTC
CATCTGCCGACGGCGTCGCCGTTTCTCATTTCACCCGTTTTTGTGCGTACACCTGGGTCA
GAGCTTGAAGGACCGCACATTTTCCCCTCAAGTTTGCTTTTTATAAATCTCAACTATTGC
GTAGAGAGTGGCGTACGCCTTCTTCCGTGGTCAGGGGCCCACGTGTTCTCCAACTGACCT
GCCATTGTAGCTTCTTAGTGAAACACCTGATCCAGGTAACCAGCTCCAGATCAAGCTGAA
CCCAGCAGGCATAGCGTCTGTTCTGGGAGCGCCTGACCCGCGGGTTGAGCTCTTATTTTG
AAGCAGCAGAAGTTCCGCGCAGGCGCAGTGGTCATCGGTCCCGCGGACAGCTCTGCAGAG
GACAGATGCCAAAGTATATGACGTCATGGGTTTGATTTGGAAAATGACCAATGAGAAAAC
TGCTAGAGAAGTGACGTCTGCAGACTCAGGATCAAGCGGCAGCGCATCAGTAAAGCATTT
TCTCCCAGAAAGTGTTGGG
>BJ021079 ID   BJ021079   standard; mRNA; EST; 481 BP.
TGTATGTACATGATTGGGGGAGGGGGGAGGGGGCACTGGCAGCATTTCGATCAGTAGAAG
GCACGTTGAGGTGAAGACAGAGTTAATTTACTGTATTTACACACATGTACACATCCATGT
TACTGAAGAGGGTTGGAAAAGCTTCAATGATTCATGTGATGATAACAGTTTGGATCCACG
GCTCCTCTGCAGCAGCTTTTCCTACGCACAGATGCATCCTAACTAAACGTCTCAGAGTCT
TCCCAGAGCAGGACCCTGCGGCTGTGAGGCAGTTTCTGCTCAGCTTCCCTCAGGACGAGC
TCCAGCATCCTCTCCGGAGTTGCTTCGGAATAGCTTCAGTAGCTCTGAGCCACGGGCGCC
CAGGTCGCTGTGAGCCGGGCGATGGAGTTCTCGAACTGAGCGTCCCCCACCTCGCTCAGG
TTGGGGTCATACATGGAGGAGGGCGAGGAGACGGGCAGGGAGGAGGTCAGGCCCGTGTAG
G
>BJ021178 ID   BJ021178   standard; mRNA; EST; 152 BP.
ATGTATGGTAAAGCTGCACCTTTGANTCTACTTTTCCTTCTGCCTTTTCCAGGTTAATAT
TNTNTTTCATTCTGCACATTTNCTGCATTTGATCTCAAAACTAAANAGTNAACTTCCTTC
ANTAGTNGCCTGGGTGAGAGGACTAAGACTTA
>BJ021314 ID   BJ021314   standard; mRNA; EST; 611 BP.
TNTTGGCTTCCAAAATTGGGTCCTTTTNATGGAATTCAAACAAATCTTAAAACAGAGAAT
ATATTGAAGTTTTCAGACAAAAAAGGAATATATGGGTATTNNAAGAGATTGTCAGTCTTA
AGTTGTGAATAACACTGAAGATGAGCACTTCCAACACCTCAGTGACAAGCAAAAGTGCTC
ATCAGTATGTTTCACCTGCTCAGCATGGGACTGATGAACAACTCTATTACAATCATCTTG
ATTCATACCCCCATCATCAGATAATGAAGCTGATTTAGTCACACTTGGAAAAAATAGAGG
AGAAGTAGTTATCTGCAGACCACAGATCAAAAGCAGTTTAATTTGAACATACTGAACTAT



TGAGTGTGCACGATCAGTAAGCGGATGTAGAGCCTCATTGGAGTGGTTTAGTTTTTATGT
ATAGACATACAGCAGGAATATCATAAATAAACAGTGTATTATGGTTGGTAAAGCCTAAAA
AATGAGAATCAAAATATATCAATAGATAAAAAGGTTTTTTCTCTTCATTCCCACCATGTA
TCCATCCGCCGTACGCGTACTCTCTGCTTATAGTGGTATTCTTTCAGGTGCTTTTTCAAC
GCATTTGGAAT
>BJ021324 ID   BJ021324   standard; mRNA; EST; 178 BP.
GCAAAGGNAGCTTNACGAGACAAANAGGCCAGTCTTGTTTACTTTNCTTGTNTGTTTCTT
AAAACATGACCAAAGTTGGAGGTTCAGGTCCAGGCGGCAACTTTGAGGAAGTCCTNTCAT
CTGCAGCGAACGCCAGCTCTCAGGAAACGCCAAGCAACAACTTAACAGACGTCTCCCA
>BJ021330 ID   BJ021330   standard; mRNA; EST; 110 BP.
CGTGGNTGGACATCCTTCACTCCCTTTAAGGATGNGTAAAAAACAGAAGAACTTGGNGAG
GACGGTGCTGNGGNCACGTGCGGTGTCTNTCTTGNCCAGNNGGGGGCNGA
>BJ021346 ID   BJ021346   standard; mRNA; EST; 717 BP.
TCTTTGCTCTTCTTCCGTCCCGGTCCTTATCCTTCTTCTTCTCCTTGCCGCTCTTCTTTC
TGGATTCCTGCGGGCCAGCATTGTCCGCCTCTGCATCCTCCACTGGGCTCTTGAGGGCCT
CTGCTGCCCGGTGCGCCCTCACTGGCAGTTTCTCGCTGTCTGCAAGCGGCTTGTCCAGGT
CGATGTCCAGGGCTTTGTGGGGGTCATTGGGGTCTTTGTCATCCTCATCACTGGGTAAGG
CATTCTCTGGCATCTCCTCTGTAACGATGTCCACCATGTGCGCAGGTGTGATGTCCTCCT
CGCTCTCTGGACCAGAGTCGTGTTTCTTTCCTCGACCGCTGCGCTTCTCTTTCCTCTTCT
TCTTCTCTTTCTTCTTCTTTTCTGCCCTCTCTTTCTGCCGACGCTCCTCCTCCAGCTTCA
CGTACTGGTCAGACATGGGCAGACCTGGGACTTTGAGAGGCACGCTGAGGTCAATCTGTA
CGACTGGGATGTGCTCCACTCCAGAGGCGTCCTGATACACCTTCTGGGAGGACGGAGAGG
CTTTGATGTAGAACGGGTTGTTGGCCTGCTCCTGCTTTCTGGCTTCTCTCCGCTTTGCCA
GCTCCTTCTCATCCACCTCTGTGTGCCGGGGCCGAGCGTGCTTCGGCTCCTCCTTCGTGA
AAATGGCCTTGGGCTGCTCATCCTCAGACTCGCTTTCAGACGGCGGCTCGTTGATCC
>BJ021352 ID   BJ021352   standard; mRNA; EST; 725 BP.
TTCTCTGAGCGCAGATATAGTCTTTAATACATGATNAAAAGCACTACAGCAACATACTGT
GGTCACAGGACAGAGCAGTCAACCCTGTGCTACACAGGAGCTTTCGCTCAACTTTGCTGG
CATTTTTCACAATTTCACCTTAAAATAAAGGTAAATGCAACATCTTAAATCTTCACTTAA
AGTGGACTCTTATCTTTTCCCTTCAATTTTTCCGTTTAATATTTTTCTGCTAACTTTTCT
GTAATGCTACTGTAAATCGAGAGCAGGCTGCTGCTCCTCACACTGAATAGAACTGCGACA
CGATACTAGCACGGGACACCACGCCAGGAAACGGACATCAATGTCAGAGCTGCAGAATCA
CAACAAACACCTTCATGGAGTCATCGCCTCCACTGGCGCGCCAAAGACAGACCGACAGAC
AGAAAGCCCCGTCTTCACACTTTAGATTTTTTTTTCTTTAGTTCGCCATCGTTTGGTCAT
ATCTGGTCCACAGGATTCTGTTTCTGAAGTTGCTTTACTCCTACTCAAACAATAAACAGA
GGCACTGGGTGTTTGGTTAAACTCCACTGATCCAAACACACTAGTGTTTAGTTAGTAAGT
CTCACACATGTACAGCTACACCACTCGTTTCTCCTCACTGTGACTTTGGGCGGTTTGCTC
AGGCTCTCACAGGCCCCAGTATGGAGCCAGGCTCCTGCGGTCTCTGTCGTAAACGTCCGG
TATGA
>BJ021371 ID   BJ021371   standard; mRNA; EST; 460 BP.
GCCACTTTAAAGGCAGGATTGTTCCTAAAATGCACATTCAAGTCAAGTTACATTCCAATA
AATGCAGGTAAGTAACAAAACAAGCTTGGGCTTTCAAAATACTGAAAAGTAAAAAGTCTT
TACATATCTAACAATAACTGATAGATGTACAGGCGGACATGTTTTTCTCTTCAAAATCAT
CAAAATATGAAATAATCCCTTTACTTTTTCTACCAAGGGTTTATGTATAACTGTTTGAGA
GGAGATCTTAGAATTTATTTTACAGTATAATCAAGCGAATAGACTTTGCTTTTGCTCCCT
TTTAGTGACTTTTCTGAAAGAATATAAGTAAAGCCTGAAAAATTGTGGGACATTTATTTC
CGGAGAGCAAAACTCTCTGAAAAGTACTTCCATAACATGCTAATCCTGCTTTTTTTTTTT
ATAATCTAACAAAAATTANAGCATTGGAAATGTTCCAACA
>BJ021398 ID   BJ021398   standard; mRNA; EST; 499 BP.
ATTTAATGCGTAATTTGCTATNGAAGAGCAGTTATGATNGAAAACAGATGTTTACAGGCG
TACAGACTCCAGGCATTACACAAATAAATAAATGTAATATTTAAACATTGGGTACCCCCC
CCCCCTTACTAAACAAAGAAATNCTGTAATTCACCCAAAAATNGGTTCCGANCAGCGAAN
GAAAGATTTTNTGGCAATCTTANATGCTGGGATATAGTTNGGGTCCATCTGCCACACGGN
GCTGCAGCGTCGGNGATGGTNCANACCTGCTGTCACNCTAAANACCCTNATTTCAGGAAT
TNTTTAGGCNCCAAGCAGTTTAAAGATGCGTTTTTTTNTGGTTTTCATGAAGCTNCACAT
TANCTNTGATGTGTATGTNCAGNGNGCTGGAACTTTGTTANAACTTTGNGGGCANAGGGG
CCGATTCAAACCCTGATGANCTGGGGGAAAAGTTCGTTAGCAAACATGTTTTCCCAGNTT
TCGGAGCACAGCGGGGACA
>BJ021409 ID   BJ021409   standard; mRNA; EST; 710 BP.
GGCCTGTTGGTTGGAAAGACAACAGTTTCTCCGTGGTGTCCAGTAATCTGCTGAGGAATT
GACTAAACTTGGATTTAGGCATTAATTCTAATGTTGGATTTTAGATTCACTTCAGACTCA
CACACTGTGAGATCTTCCACTGTAGTTTGAATATCCTCTTCGTTACAGTCAACAGGTTTT
GCTGATCACAAGTTATCTCATGTTAAAATATGTGATAAATGGTTCACATAGTTTATGTTC
TGTGTTGTTGTATTCCATGGTATGCTTCATATCAGATTAGCTTTATATTACTTGTCAATA



GTGTTTAATAGTAATTTAAAATTCACAGTGTTACTGCTGCAGAGTTGCAATGTGTTACAT
GACTTTTGTATTAGTTTTTAAGTACTTTAATTAAACTTGAGTTAATTTAATCAGTAAGCG
CACCGCAGCACGTTTTATGTTTGAGGGAACTAGGATGTAACAAAATGACCAACATTCAGG
CTGTTTACAAAATCCTCCATGCCAGACAATGGAGAGCTGAGGATACAGTGCTGGAGGACA
GATCCTCATGGGAGGACAAACCCCTGCATGGGATGTACCACCGGGCCATAACTGAAGTGG
CTGATATCAAGAAGTCCTACCAATGGCTAGAAAGGGCTGGCCTACAGGAACGGAACTGAA
GGAACAAGCCCGGAGCACCAGAATGATAGAGGCTCTGATCTACCACACCA
>BJ021425 ID   BJ021425   standard; mRNA; EST; 667 BP.
TATGATAAAAACCAAGCACTACTGATGGAATAAATAAGTCAAACCAAACCATAAATCTGT
ACAAGATCTAAAGAAACAAAATGGTCCCAAGGAAAAAAACCAAACAAGATATTTCATCTC
ACAGCTCTTTTTTTTCTTATTTTTACACACAGTTATGAGCAAACCATAAGCTCAATCAAG
TGAAGCTACAACAGAAGTGATTTCATCTGAATGAAACATAATGCTGTTAAGAACGTCTAC
TGTCAACACGAGAGCATGTTCAGTTCCAGCTCTGCTGGAGTGGGAGTGAGGTATTTGCTA
ATCCATCCTCTAAACTTACAGGAGCTTTTCTCTCCATCCACCTCCATCTGCAGACGTCTG
GTGGGGTGAGGCATGAACGTCATCATCCATTCATCTACTAAATCTGCACAAAAAGCGGGA
GCTCAGCCGGATTCAGCGGCGTCTGCCGGGCCACAGACCGGTCCGAGCGAGAGGAGAAAT
GACAAAGAAAGATCTGGGTAGTGTTCCAGTTCCAGGGCGCCACACTCACGGCGTTTTGGA
GCTGGGAGAAAAACGTGAGAAGATGCCATCAGTGATTCCGTTTCCCGAAAATCTGAGCTA
AACCTGATGAATCCTCCGGAGTCGATTTTCTCCCAGCATGAACCCAAATGTTCCTGAAGT
GCTGCCT
>BJ021429 ID   BJ021429   standard; mRNA; EST; 593 BP.
TTCTTTAAGCCACTCTTCTATCCTTCACTGGTGACTTGTATTAACTGTATAAAAGACTGT
CAACACCCTTCAACGGTCGGACTGCAGCCTGTCCACCAGGAATACACCAAAGAGCTGTCA
AAGGACACCAGGGACAAGACTGGGATGAACTAGACACCATCTTGATGATCCTAAGGAGGA
TGGAAAGAATGTCTTTCTGTGTTTGGAGGGGGACAAATTCTGTGTTGCATGGGGGTGGAA
ACATCATGGTGTGGAGCTGCTTTTTTGCAAAGGTGACAGGAAAACTGATCTAAATGAAGG
AAAGAATGAACGGGTCCAATGGTTGGTTCGATAATAGACAAAAAAAAACCAACTCCTTCC
ATCGGTGAAAGCATTGAGTGTGAAATGTGGTTGGATCTTCCAGCATGACAAAAATCTCAA
ACACACACATCAGCCAGGCAACGAAGGAGTGGCCACATAAAAAAGCTTAAGGAGTGGTCT
GACCAGTCTCCAAACCTCAATCCAATAGAGAATCAGTGGAGGGAATTGAAAGTCCATGTT
GGCCAGCAACAGCCACAAAACATCACAGCTCTAGAGGAGATCTGTATTGAAGA
>BJ021434 ID   BJ021434   standard; mRNA; EST; 108 BP.
GGAAAANAANGTTAAAAANGGATTNTNCCTTTTTNCGNGTNAAAAACTTCGNTGTCAAAA
TNAAAATTTTTTTGCAATTTTTNTGCNCAGANTTNCAAAAAAAAGAAA
>BJ021463 ID   BJ021463   standard; mRNA; EST; 673 BP.
TTTTATTCTTCCCCTTAAAATACAAAATAGGTTGTGTGAAAATATTAGGAATTCTTTGAA
CGTTACTTTATATTTTTAGAAATTCAACCCCTGTGTAGACGTGTCGAATTCACCCATAAA
TTTGGCAAATTCCTCACTAATGATTTATAAAGAAAGATGCACAGCATCAATCATATGTAT
AAACAGGATTCAGAAGATTTTCTTCCAGATGATCTTCAATGGTAAGATGGCCTCACTACC
ATAAAAGGAAAAACATCACAGTTGTCTTCATTGACCGTAGATATTCTAAAAACCCTTAAT
ATTCAAAGAAAACTAGGTTCATTGTAAAAGTCACACTTTGGATAATTGTAAGGAACTTTA
GCAGCTTGGTGTTCCAACCACATGTCAAATGTATATGTAGACTGCTCGCATGCAGTTCAG
GGTGGTAACAGTCTCCATGTCAGCATTCTTTTGAACATTTATACACATTTCAATAATATT
AGATTATTAAGTAAACATTGTTTTCAGTACCACATTATTTTACAGCGTTTTCGTACTCTG
GGATGTTATATGGAGCAACAACGTCATCTGCAGTCATTTTGCTCTCCACCTGCTCGTTGG
CCTTCTGCCGACGGAGCTCTGACTTAATAAATCCTGTCATGACTGTTCCTATTAGAAGAA
AGATGCATAGGAA
>BJ021470 ID   BJ021470   standard; mRNA; EST; 725 BP.
AATGTTTTAAATGAACACAGTAAACTTCCTGAATACACACGTTTCAAAAGTACAATTTAG
AAAATAGAACTAAAGAATAGATGTACATCCAACAATAATGTAATATCTACATGACGATGG
TATTACTGAAGAGGAGGAGCTGATCTGCCTTTGTGCTGTTCTGCCAACCATCCAAATGAT
CGTCCATTTGAAGCCTTGGAGCTAAATGTGGCATTTTTGGAGCGACTATTCTTTTCTTTT
GGGCTGTCCACATTTGCTGCAGGTATTATAGTTCACTCCTCGTATGCATTTCCTTTTGTG
GAGGCCGCTTTCTTCCTCTAAGGCCCGTCTTTGCCTGTTCCTTTGTGTGGAGCGTGACGC
AGGGACAGCAGGTGAAGCAGGGGGAATGAAGCCGCCACTGCATGTTGTGGCTCCAGGAAA
TGCATAAGCGGTGGGCACCTGGGTTTAGAATGATGGCCCCAACAGTAAGCCAGGTGCCGA
CACAGGTGGAATCATTCCACTTACACTGCTGGCAGGTGTGATGGGGCACTTCATCCTGTC
AGCAGCAGCAGCAGGTCTCAGAACAGGAGCCTGTCCTGCTCTATTTAGAGGGAGAATCCA
TTTGAAGTTTGGCCCAGATGTGGATGTGGTGCCTCATCCATTTTATCCCTTGGAGCTGGA
AGGTCGCTTGCAGCTACAGCAACTGGCTCGGGTGGAGTCAATGAGTGTCCTCGGCCTCAT
TTCTT
>BJ021475 ID   BJ021475   standard; mRNA; EST; 702 BP.
ATGCTTTGAAGTAAAATAAAGGGTCCATATTCTGTCGATTGTCCAATGTTGGCATTTCTT
CTTCTGCTGATTAACAGCCGTTCTTCTGGTTTAAACAGTTTATAGTTCTCTTCGATGTTA



TGTCTGCAGACATTAAATAGAGGTCCATATCCTTCTTCAGCTGATAACAGCGGCGCCTAA
GAGTTGAGGTCAGGTTGTCTGCAGGTCAGAGCTTTGGTGTTAATCAGGTCACTTCAGACT
TTTGGAGAAAGCGATGAATCCAGGCGTCATTTTTCTTGAAATTATTTGGCTCTGTGATTT
ATTACTGCATGTTGGTTCAGACGTCCGTGACCAAACACTTCTCAAAGTCCTTCATAGTGT
TCACAACCAGAACCTTGGACTGGTCCGGTGGACCGAGTGGTTTGACGTAAATCCTGCAGC
CTTTATCCCAAGTGTTCTCAATCTGCTTACGCTTCCTGAGAAGCCTGGCATGTTTGGCGA
TTTCAGCATTCCTTCTGGCCAGATGGTCGTTCAGATAAGCAGCCGACCCCTTAAGATTTT
TCTTTTGATTCATCAGAGCTAGCTTGTGTTTGTGATTCACAAACCTGATGAGGATGCTGG
TTTATCCGTCTCCTTTCTCCTGGGGAGCAGGTGGCAAGTCTCAATGGAGTTTAGATCCAG
GGAAATCCCTTTAGACGTGAGAAATGATTCCACTTGATGTTT
>BJ021481 ID   BJ021481   standard; mRNA; EST; 607 BP.
AAAAAGGATGTGAAACCTTTGGTTATCCACATTTGTGCATGTTCGCCATGAAGACTCAGC
CACAAACACGGGTGTTAGACCATACATTTCCCTTATGTACAAGAAACAAAAACAATAACA
ATCTGAGATAGATGGTTTTTGTTTCCTGTTTTACTTGGAAGGCACAGTTCCCGTTAACAT
TTCTATGCTCTATTATTTTAATGCGTTTTAGCTGCTGCATTGTGGTGATTGTGCAGTTTT
GGCGCAATTTCTCCAGTGTTTTTTTAATCACAGTGTAATAGTTACGCAGTACAAAACACA
AATTCTATAGTAGGGAGTACCTACCGTATGTCTATAGGCTTATTTTCTACCACATTTAGG
CAGTAAATGCAAAGAAATAATTAAAATCATAATAATTTAACTAAAAATGTTATGAAGCCA
CAAATACTGCAGGCCTCTGTCATGTTTTTCTGTCTCAAAATGCGACTGTGTGCAATTTTT
GCCATAAGTTATGAAATGATAAGTATCTTATAATTAAACATTTATGAAATTTCCCTTGTC
AACAGTTCACACGTCTGCAAGTATGTTTAGTAATGTTTAATTACAAAAATCTCCAAAAAT
GCATCAC
>BJ021496 ID   BJ021496   standard; mRNA; EST; 683 BP.
TTGGCATTATTTTAATACATCCTCTTTGTTCCGTTTCTGTGAAACATCAGCGACTCAGAC
ATGACAGCTATGAAACCCAGAGATGGCAAAAGCACTTTGTTTTTCAGGGGAGCATCCCAC
ACTCTATACAAAACATTTAACAGAAGCTGCGACTGCAGCTTAAGAAAACACATCCAACTT
TAAAAAGTGCAGTCTTTGAAAACAACAGAACATTCCCTTTAGGATAAAAACATGAGGACA
CATTAGCATAATGAAATCTGGCAAATTCGAACAAAACTGCAAGTTTTAACGCTTCCTAAA
AACCTAGATTAATGCATCTTCACAAACATGTCTGCTTAGCAAATCCACCTAATTTACAAT
GAAATCTAAAGTTGCTACATCATTAGTATAACTACAATTCTCTTTTTTTAATACTACTAA
GAGTAAAGGGCATGATTAACACTGTTCAGGCAAATGACAGTAAACATTTGCAATAAAGTG
TGCAGCCAAATTCTTCATGACTGCTCAGGATTTTGTTTCTGTGCAGAGGAAGTGTGAGTC
CTTAAAGTCCACTCTGGTCATCTTTTGATCCATTTTCAAAGTGTTCCCTCTGGTCTTTTA
ATTAGGACTTTATTCACCAAAATCAAAATGCCTGAGTTCATTAGAAATTAACCTCCGAGT
TGTGCGAGTGTTAGCGTGGATCA
>BJ021497 ID   BJ021497   standard; mRNA; EST; 701 BP.
AAGACNTGAAATTGCTTTTGACAGACGCTTATCTGACTTCCTTTCAAAATAAGACTTCCT
GTGCCAAACAGGATCATCTCAGTGCAGCTCCTGCGAAAAGTATATCTTGTCTGGATATGC
ATCAGGTCTTTCAAACATTTTTTCTAAGCACTGTTTTTCACCTAAAAATAAATTCATTGG
TTTAGGATCCAGCAGAAAAAGTTGAATATACAAAAATTAGCCACTCCCCTCTAGCTACTA
ATAACTGTCCACCATAAGATACATGTGCTTTTAAGTTGTCAAATCAGAAAATACACTTTA
CCAAAGTTTAACTTAGTGTTTGAAATCTGCATTCTGGAGGAAGCAGAGCAAACAAGACCT
TGTTGTCAGCAGGGATGGAAAAACTTATTTTCAGGGTGCACCTCATATTTCTAAAGTTTT
AAATTAAATCAATTCTACTTTAATAACCCTTACTTAAAAAAGAAAAGAAAAAAGAGACTG
TGCCCTTCAGTCAGAGAGAGAGCCACACTGGGGTAAAAGAGGCACATGCAGCTCTGGAGC
TGCAGGTTGCAGACCCCTGCTTCACATGGGATTCCTATAAACTGCACTGACATCATACAT
TTAGATTGAAGATGAAAGATTTGGAATCTCTGGAGAACTGAAATGGTCATGTTTTGGATG
ANGTGGTTGATTCATCAAGACCTACATTGGTGGAAATGAAA
>BJ021530 ID   BJ021530   standard; mRNA; EST; 702 BP.
AACTTTNTTTACAAAAGAACAAACCTGAATGACATGAGAAAACCAAAACTGTCCTGACTT
CATTGTTCTTGCTTTTCATTCTGACATTTGTTTTGTTGGGGAAGGCTTACTATAAGCAGA
TTCAAGGACAGCTTGTTGCACCTGTGCAGGTGCGTCAGCGTGTTTTCTTTCTGCATAGCG
TCCATTGGAGCGTCACGCTGCTGATGACACCAGCTGAGCAATCTTCTGCTGCAGGACCGC
TTTCATCTCCTGGTTGAGCAGGTTGTCCGTGATGGTGGAGAAGAAGTGACGCGTGTTGTC
GCTCTCCAGCGGGCTGCAGCTGTCGGGGAAGGCGGCCATGATGGCCTCGTAGGAGCTGAG
GATCTCCAGACTGCACAGGAACAGAGGTTCACTCTGACCTCCAGGCATCATCACCTGGAT
GTGCTGAACGTGGCAGAAGAGCTGGCTGAGAACGAAGAGGACCTCCTGGCTTTTGCTCTC
CACATGTCCCTCTTTGGAGACTCCAGGGTCTGGGGGGGCCCGGCCGTTCATGCAGGAGTC
TTGGTATGGACTGACGGAAGGAAGCTTGGCTCCTCTCCAGGCAATCCATCCAGCCTTCAT
CACAGTGCGTCCAGGGCGGCTCTCTGGCAAACAAGGCAGCGAAGCTCTCGTGGTCTTCCA
GGCGGTGAGTGATGATGGTGGAGAGCACCTGAGCATGCACCT
>BJ021531 ID   BJ021531   standard; mRNA; EST; 644 BP.
ACATATTTTAATGAAAGAACCCTTTTCTCTGCATCACAGGAGGTAGATATGAGTTTTGTA
TCAATAATAATTATCTAAAGTGTTTATGTACACATCATTTACAGATCCTACGTGTTAAGT



GTCTGCAAATGCAGCAGAAAGAGTCCATCTGTAGTGCTTCAATGGTAGAAAAGCTGGTTT
TTGTTATTATTTAAAGTATCTGTGTGATGAATATGTGTATTATTTTTTCTACTTTACTTT
TCTCCCAAGATCAAGGAAATTCGGCGTCGACCCTCCAGTTTATAGGACTCAGTACTGCTC
AGCACAACACGTGCGAGTCACTCACTCCTCCACACTTGGGCCGTCTGCTCCGACCCGGCT
GCCGAGCCCTCGGCACACGGCCACGACTCCACGTTGGTGGGTAAGACGTTCAGACTGCTC
AAGACCTCCTCCGCCGTCTTTCCCAGCATGCCCTGCATGTCACAGACAAAGCGGTAGACG
TAGCGCTTGCCTGCGGTCTTGTGGATGATATTCTTGTGGTAGTAGTAGCGCAGGCCGCGG
CTCAGCTTCTCGTAGTTCATCTTGGGTTTGTTCTTGCACTGACCCCAGCGCTTGGCCACC
TCTGTGGGATCAGACATTTTAAACTCCCAGCCGTCTCCCGTCCA
>BJ021549 ID   BJ021549   standard; mRNA; EST; 661 BP.
AACCTTAAACACAGTTTGTTNTGTGATTATTTCTGGCTTTTGTTCTGCTGTAACCCTAAA
GACTCCAAAGAACCGACGTCTGAACTCCTNAAGTAACACAAAAAAACAAAACATGGCACA
AATGTCATGACGGAAAAGTGAAAACGTGTCCGACGCTTAGCTCCGCCTCCAATGCTCAGC
GCTTTAATACTGGCTCCAGAGAAAAAAAGATGTTGCAACGCAGCCCTGCCCAGAAAAGAG
GTCCCCCACCCCCCCGAAACCACGCTGGGAATGCTGGGAAAGGTAGTCCTCTAAAGAAAC
ATTATTTTAAAAACAGACGATCACAGTAACATTGCGATTCTTCCCCACCTAGTGGTCAAA
ATTGGCATCAACATCTTAAAAACGTAAAAATACAACATAAATATTCCAACTGCAGCAGTA
GAAATAATGATGATGGCGTCTATTCGTCTGAACTCACGGACAAAAGAATCATTTTACTCT
AACACAGTCTGATAGTTAGTGCTTCTATGTACACTGGTAAGTACAATGCCAGTCAAAGTG
TTGGACAGGGAACAATCTTCATACCTGCTCCGCCCGCAGGTATCTTACATTTATATGCAT
TTATATAAATAGGTAGAGTGCAGGATTATTCATACAAGCGCTGCCTGTACACCGGCTCCG
C
>BJ021552 ID   BJ021552   standard; mRNA; EST; 746 BP.
AATTTGTTTTTATTTTTACTGCTNGGTATAGAGAAGCTTGTCAAATGGGTCTAAAATGTG
CGCTTAAATTAGGGAAAAATACACCCCCAAAAAAAGAACAATTTTGCCACCTTTTAGTTT
TTTACACCATTCTTTTCCTACTTTCAAATTCCAAATCAGAAAAGAATCCAAAATTAGCTG
CAGATCCATCTGAATATGAAAGAAATAACGTTTAGACACTTACTGTACAGCTAAAGGTAC
AATTTTAGTAAATTTACCAGCACAAATGCTGGTCCTGGAACCACAACTGCTTCTTAGAAA
AAAATGCAGAAGCATTATTGCAGCATTATTTAAGTGGTTTCCATCATTTTTGCTCAGAAA
TAGCAGATGTCCATGAAATTAGAACATTAATTGTTTTGTACAGGAATAACAAAAACACAT
AAAATAACGTTATATAGTGGTAATAGGTGCAAATTCGGCAAATCCACAAGAGAGACGAAT
GTCAGAGTAGAAGAAACCATAAAAACTAAATCTGTGAGGTGAGCTCCTTCAACAAAAGTT
CACTATAGGAAAAACATAAAACATCCTAAATAATTCTCTTCATGCTTCTACACAAAAAAG
CAGCGGTGTCCGTGGGTCTGTCTCTTTCTCTCACCCTCAATCACTTTTTACTCTTATTCC
TCCAGCTGTATCGCTTAGGGCTTCTTGCATTTGCCTTTCTTCTCGCGCTGCTGAAACTTT
CTGAGTCTGCGCGCCCATGTGTCTCT
>BJ021567 ID   BJ021567   standard; mRNA; EST; 648 BP.
AAAAAAGGCAAGGAAAATTTTCGCTCTCCCTACATTTTACATTTACATTAGCAAAGGCGG
AGGACGTCGGTCGAGCCGAAACCTGCGGTTAGCGTATGCGGTTGGCGGCCTTTTTTCACG
CAAACCGTCTCCGAGAAGTTGTTGAACAAAATGCTGCACGTGCATCTCGACTCCAAGAGC
TTTACAGCTTTTTTCTTTACCTCTTGGTGGGATGGTGTACCAAGAAACAGAGCCTGGGTG
GCTCCATCTCCATGTTTTTAAGCTCATACTCTTGGGAGCACTGCGGCTTCAACAAACTCC
TCCACGCCATGCCATGAGCTGTGTGGCGACATCCTCCACTAATTTACACTCCATATAGAC
CTACCTACTGAACATGGTCATGATTTTGGAAAAATCGAGTTACTTCTCTGTACAACTGCT
CCCCTTCGAATGGCTTGGAGACATAGCCATCCATTTCACATTTCAAGCAGTGCTCATATG
TTGCCTGGATGACGTCTGCTGTCATTGCCAATATCGGAGTTCGCCACCTCCGAACGTTAG
CACATTCTGGTGGCGCTTCCCCGCGTTCTATCCGCTCATTTAGCTCTCTTTCCATCATTC
TGATCCTCTTGGTGGCTTCAAACCCATCCATTTCTGGCATTTGTATGT
>BJ021571 ID   BJ021571   standard; mRNA; EST; 695 BP.
GGAAAACTTTAATTGAACTGGAGTAATTTTACATATATATATATATACACATACATATAT
ATACACTGTTCCAGAAGGTAGCCTAAGTATTTGGCCACTCACACTTTTCACTATTCAAAG
TCAGCCCGGCCTTCTGAAATTCTCGAACCCCTGAAGGACTTTATCCATTAACCTTTGGAA
GGGTGCTGGTGCTCCATGGCGGCCAAATAGCATGACAGTAAACTGGAACAGACCTGCAGG
CGTGCGAAAAGCTGTGTGGGTCGAGATGCTGGTTCCAAAGGCACCTGCCAGTATCTCTTA
CAGAGGGTGGTGATGTATCCGGCCAATCCAATCCTTTCCAGCAATTTATCCACCCTTGGC
ATAGGATACGCATCAAACTCAGAGACTGCATTCAGCCTCCTGAAGTCTATGCAGTGCCTA
AGCGAACCATCTTTCTTTGGGAGGAGGATCATGGTACTGCACCACTCGGAGTCTGATGGT
TCAATCACTCCCAACTCCTGCATGTTACTGATTTCCTCACTCAGTCTTCCCACAAACTGT
TGCGGGACACGGTATGGCCGTTGGCGGATGGGTCGGTTGTCTTTCAATCGAATTACATGT
TTTGTAAGGTTGGTCCGGCCTGGATTGCCTCTGAATAATGATGGTACTGTCTGCAATCCC
TGCTGTATTTGTGTCTCTTGGGTCTTTGTGAGATG
>BJ021597 ID   BJ021597   standard; mRNA; EST; 229 BP.
ACTGAGCNCGTTGNATTGCCTGTGGNAGNTTCCTGTTTNATACAGATTATGTCCCTGGTA
AAAAGAAAAAAGATAAACCGCGCAGATTCAGAATGTAATTNTTTTTGTTCTTTTTTTTTT



TTTTTTNNAGGGGGNCNGNGNAANAAAAAAANNGNNCCCCNAAAAAAAAAAAAAAAAAAA
AATNAAAAAAAAAAAAAAAAAAAANCCCCGGGGGGGGGCCCCCCCNNNA
>BJ021606 ID   BJ021606   standard; mRNA; EST; 726 BP.
GGGCTCTCTGCAAATGACTTGTCCCTATGAAAACCACAACACAAATAACAAAGAGAAAAG
TTTACAGCTAGGATGTAAGACACAGACAAATATGCATTTTTCCCTTCTACATTCCTCGAA
ATGCCAAGCATTGAAAAACTTAGCAATGATGACAAAATAAATAAATACACAACTCAATGA
TAAAGTTTATGATTGTACTTGTAAATAGTCAGATCAATGGTAGGAGCATAAACCAAACCC
ACCTTCAGCAAAAGGGACCACAATCAAAGCTCTGTCCACGAAGACGGTGTTTGTAAGATG
CTGGGAGACTCCCACTGACTCGGGCTCAAGGAATTTTACAAAACAGACACGTGAAGTCAC
AGGCAAGGGAGAATCACTAAAAGAAAAGAAAGATATGTTGTGCAAAGAACGGAAACAGAG
AACCTGGCCTTTCCAAACGGCCAATGTGTGCCTCGCTGAACAATGCCATCTGTAAATAGT
GTTTTTATTGGAATAATATGCACGACATATGCAAACCTAACAAACCTCACACATAAAATA
TTTTTTTGGGGGGAAATCTGTATTCATTATAGCTAAATATTTCAAGGCATTCGTTTCCTC
CTGACTTCAAGCAATGCAAATTTGTCCTCTAAAGAGGACGTTTCTAAACCTCAACATCTC
CCAACCACTGCATACTAGTGAATTAACTCCTTTTGGTATCTTCAGATGGCATTTGGGGCT
TCTCAA
>BJ021608 ID   BJ021608   standard; mRNA; EST; 457 BP.
CCTTCTGAAAAAACAAAGCTCAATTCCACTGGTAAACTCTCTCAGCGTTAAACTACAGCT
TAAAGAAAAGTTGTGGATCCGTGTTTGTGATCCCTCATGTTCTCTGTGGGGGAGTGTCAA
ATATGATAAAAAAAAAAACTCTTGGTGTAAAATCTGACCAACCTGAAATCTGGGTTTTAT
GAACTTATCCGCTCANAAAAATGCATTAATGTGCTGAAGGTGAAAAGTTCAGTTACAAAA
GTGCATAAATGCGATCCAGGACTAAAATCCTTCCTTGATACAGGAGTGCTGCAAACAGGG
GGCGCTNTTGTGAGCAANATTTCACCATTGGAGGGATTANAGGCGGAATCGAACCAACAC
ACACCCCAAACCTTCAAAAGGGAACTGCAGTGACTCCACGTCAGCCCAAAGGGGGGCGCT
GGCNCTGGACCCCCGTCTGGTGGTAGGTGGTGTTGGC
>BJ021609 ID   BJ021609   standard; mRNA; EST; 121 BP.
AAAAATTTNNTTTTGAAGTAACNTTAAAAAAAAAAAANTTNAAATAAAANCAAATTTTNN
TTTTNAAGNTTTTGTTTNAAAAAAATTTTTNAAAAANTNNTGANNNTTTNAAAAAAAANN
A
>BJ021642 ID   BJ021642   standard; mRNA; EST; 639 BP.
CAACACATGAAACGACGCCTGTNGNAGGCATCAGGTTATTGCAGTCTTAAGACACACACG
CTCTTCCTGAATGTGCAAAGTGTCATCATTGGCTCGATTCAGCAGCAACCAGGAGGATTC
TCCCCATTTGTGATGACACCTTCACGTTCTCCCCGTCGGGCTCCTGATGACTGGACCGGC
AGAAGAGCGGCGGTGACGGCGTGAGCTCATACGTCCATATCGTCAGAGTCCGATGATGTG
CTGGAGGACTGAGATTCCTCCCGATTCTCTCCCCACACAAACCGATAGTTGTTCTCCAAC
TCCTGCTGCCTCTTTTGTTCCTTGTAAACTTCCTCAGTGCCTCCAGTCAGAAGGTTAATG
AGCAGCTCCCTGAAGGACTTTGTATCTTCCTCTGTCAACCACTGATCATCTGCCTCCTCT
ACATTCTTCCGCGTCAGGATCTTCACCTCAATTTTACCTTCTGCTTTCAGTCCTGCCTTC
TCTAGCTGTTCTTTAACCACGTCCTTTATGTGCTGCCACTGCGGGTCTCCTTCGCCCATC
TCCTGAACTTTGAACTCCCCATCAAGGCTGCTGCCTGTCTTATATTTAGTAATTTTGATC
TTAACGTGGTCGTCAGCTGCTTGGTCTGGCTGCTTGGGA
>BJ021644 ID   BJ021644   standard; mRNA; EST; 664 BP.
CAAATATNACAGGNNATATATTCNGAAAATTCTGGNAGANCATTCATTTGTTTACATTNT
GACTGTGGGGAATTCGTGGTGCAAAGTTAAGCGATTGACCATTTACCATTATAACATAAA
CATCTAAGGAGCTGGTGGAAAGTCATGTCCAGTTTGGTTGCAGATGCTTGATATCATGTT
TCCCAAAACACTTCCAGTACCAAAAGTTAGCGTTAAGCCACTCCAAGAAAAACCAATCGC
GCCAAATGATTGTAGGAGTGCTATGAAACCTGGCACGAATCCTCCTGTTGAAAATAATGC
CATCAGTTTTGCAGCGATGGATCCTGCTACTATTCCAGCTGCTGAGAAACCCAGTGCAGC
TATAACAGCAGGGGTCAGAACCACAGCAGCAACACCTCCTGCGAATCAAACCAAAGTAAA
GCTGATTTCATGTTTAAAACATATTTTAAGGGATTTGAAGTTCCATTGGAGTTCTACCTC
CAGCCATGAGAACAGCTTTACCTGTGGAGCAATCAAAGAAAAAACATTAAAAATGTTTGT
TTTTCCAGGATGTAATAATTCAGTTTATCAGATGTGAAGTATAAGATTAAAACAGTGATT
TTTACTGGTATGTTTCTTTAACCAGCCCTGTTAGTGCTGTCACTACTATGTTGCTGCTGT
GTTA
>BJ021654 ID   BJ021654   standard; mRNA; EST; 570 BP.
GGGGGGGGGCNGGANCCCCNCANGGNAAGTGGTCCCATGTGGGGTACGGCAAACGCTAGC
TGCAGGAGATGGCTGTGTGGTCCGTGGGGCCCAGCGTCTGATTGAGGGGGGGCCAGAACG
AGGGGTCGGACAGAAGGACCTTCAGGCGTTTGTACTGTTTNTTGGACTGACGAGTTCCAC
AAAGAGAACGGAGGCAGTTCAAGACACCCAGGTCCACCAGCATNTNTGCAACGAAGCACA
CCAGGAAGTTGAGCGCCGCCACGGCGACGAGCAGCATNTTGAAGTTCATGTCGGTGATGT
CATACAGCTGGAGCAGCCCGGCAAAAACGGGTCCGGGCTCCAGCGCCAGCCACAGCATCA
CGGCGAAGTGGATCAACAACACCAGGAGGAAGATCTTGTTATGGTAGAGGGGTTTNTTGT
GAGGATACGCCTTGGTGACCACCACAGCCATCATGACGTACTGGAAACCCGACAGAACAA
ACACGCCGGTGTTCTCCATGTTGGGCAGGTTGGCCGTCCCGAACACGGTCGAGTTGAGGG



GGACGTACCAGTCCTGAGAGGTGGTGATGA
>BJ021669 ID   BJ021669   standard; mRNA; EST; 640 BP.
TTTTTATTGAAGGTCTTTTTCTCTACATCTAAAGTCTAAAACATGAACGTTTGTTTCCAG
CTTTTTTCCAACAAGTTCAAAAACAAATTGAACGTTTTCATCAAGACTTTATCTTCAACT
AATCCGCATCATTTAAACATCTGCCTCTTCCTCTGAAGTGAAACCTTTAGAGGAAGAACT
TTCTTTTTTTTTTAGCTTTTAGAAAATATTTGTCATGAATTTTTCTAAAGNGAAACCTTT
AGAGAATTAGGACAAATTGGAAAGNGGGAAACATTTCAGCAACTGCTGTGTTGTTGCTCG
GTGAANANAGCCTNTGGAAAAAGTCCCTTTTTCAGCAGGCCTCCTCCTCAGCACCGCTTN
TTNTCCTGCTGCGCGTGCGTGCGTCACCGTGCGTGCGTGCCACCTTTGCCCTGCGCCTCC
TCGGGACGCANAGCTGGCTTCTCCTTCCTNTCCAAACCTCATCCGCACAAANAATGAGGG
TCGATGTGTCGCTCTCGTGGCATGCCCGACCTCGTTCACAGAAAGAATGANAGTCATCTT
GGCATGGACGGGACNAGAGGCGACGGGTCACGGGGGCCCCCTGGGGCCGGCGCCGTGCTG
CCTGGACGGGGATCCTCCTCAGGAGCGTCCAGGGATGAGC
>BJ021694 ID   BJ021694   standard; mRNA; EST; 491 BP.
TGCACAGCTCTAAGGACAGACAGAAACACATGATTCAAAAATCAGAACAAATGGTAGAAT
TTCTTCTCAGGCCATTTATATTTGCTATTAAAACAGACTTTCACCTGTGTGCCGATAAAC
AGAGATGCACTTGACTTTCATTAACATGACAACACATCTAAGCTGACTTGTCTCTTTAAT
AATGGCTTGAATATGACAGAATAAATTGAGTGAAAAATAAATGAGTAACAGCTTTCCCTG
ATTTTTAAGATGCAAGAAAGAAATAGTTATGAATCAAATTGCTCTTCGTTAATGGCTCAC
ATAAAGTCCCAATGCTTTAACAACTCAATGTGCTACTTTTAAAACACTTTCACAATTTTA
AAACTGGTGCAAGAATGAGATGTGTTCCCAAAGATTTAGAAAATGTGGTCAAACCACAAA
CAGTGACAGGACTATCGCCATTCTTGTCACAGCCCAGCTCTATCTGTACCAGTGACGTGC
AGTCAGGAGAG
>BJ021695 ID   BJ021695   standard; mRNA; EST; 349 BP.
TCTCTTTGCATTATGTAATGGATGTGAAAGGACAGACCACCTTGTGTGACATATTTTTAA
ATATTTGCATAAAATATTACACTTTGATGTCCCAACTTGATCGACGCCTCAACTGCATGT
TTAAATACCAAAAGGCCTTACTATTCTCATTACACAAAGGAAACCAAACTGAAGCAATAC
TTGCAAAAGGAACAGCCCAAGCTTCCCGTCTGCTACATTTAGAAAAATATTTTTAAAAAC
ATGATAAAAGATAATTATGGATGTTTGGAAACCAAAAAAAAGGGGGTTCCAGGATGAAGA
CTGTCCATTTTGCAGCTATCCACAAGAATCAGAAAAAAAAAAAAAAAAA
>BJ021696 ID   BJ021696   standard; mRNA; EST; 577 BP.
TTTAATGTTTGCTNAACCTTGAACAAATGTCCCATGATGCCCTACTTAAAGTCCACAGAA
GCACAAAGGATATTCTTTTACAAGTGATGAGTAATTTGAGATTTAACAATAATGGTAGCA
TTGTCTTAAGTGGAAACACTTTGGATGAAAACACTCCACACATTTGGTGATTTGATCTCT
GCAAGCAAATCGCTGAGAGGAAGAGGAGGAGCAGCAGTCCATCACANCATGCTGAGCCGT
TCTAATGAAATGCTCCATCTCCATCTTTCCTTCTCCGGGGTCCATTTTCACAATGACTTG
AAGTGGCACCATCATTACCAGGAGACAGGAAGTGTGCANAGTCATGACACAGTTAAACAG
AGAGCAGTCTGCTGCTTTCCAGTGTTAAGTGTTCAACTGATGAAGGCAGACATTTTTCAC
TTTAAAAAAAAAGGTTCATAAAATATTAACTCCATGCTTAAAAAGTGACAGAAGCACTTG
CAGNACACAGACTGTNCCAACCAACCAAAATCCAGTCTGCAAACAAAGAATGGCAGTTTA
TGCACATTAAACCTGCACTGATTTACGTATTTGGTAG
>BJ021700 ID   BJ021700   standard; mRNA; EST; 677 BP.
TAAAAAAAGTTTTAATCTTTTTAAAATTACATGTAATGAACTAGCAATGGAATCTGGTCC
ATAAATAAACATTTATGATTTTTTAAAGGAAAAATATGAATATTTCGTTTCTTTTAAAAA
CCAAATGAGTTGTTTGATGTGGTTCTGTGGATTTCGCCACTTCAGGAAATTCTGTCTTTT
ACTTTGATTTTGTTTCTGCTGCCCCCTTCAGGCAAATGATGGAACAGCAGCAGATGCAGG
CGCAGATGGAGCGGCGCTCCTCCAACTCAGGTTGGAAAAACACAACATGCGTCTCTTTTC
AACACAAACATGCTTTGAAATACGCGACAACGTTGATGTAAAGCCGTCCTCTCTGGCCTC
CAGGTTCTCCGTTCCAAGGCCACCCTGCTGTCCTCTCTGTGGCACCACCTGTCGTTCCTC
CCTCGGCAAACACGGGCGGTCCTCCTCCTCCTCCGCCACCACCGGGCCCACCGCCACCGT
CAGTAGGGGCATCTGTTCTGCCTCCTCCGTTACCGGCGGGAGGAGGAGGCAGTCAGGAGG
ACGACGCCCCGGCACCGACGGGTCTGGCCGCCATGATTGCCGGGGCCAAACTGCGACGCG
TCCAGAGAGTGAGCCGCCAAGTTTGATCTTTGCTTCTTCCATGAAGGGTTCTCCTCTGAC
ATGTTCTCTCTTCACCT
>BJ021701 ID   BJ021701   standard; mRNA; EST; 536 BP.
CTAAAAAAAAAAAANAACAATAAAATAGTATAAAAACAATATAAAATACAGCAGACATAA
CCCACACACGCGTGAACATTCTGTCATGTTTCCATTTATGGCTTGTTCTTTACAGCGTTT
AATGTAGTTATTGCTACGGGATAAAAACTTTCCTTGAATCTGTCAGTCCTTGTTTTGATT
GACCTGAACCTTCTCCCTGATGGCAACAGTTCAAAGAGGGAGTGTCCAGGGTGTGAAATG
TCCTTAAGAATGTCCTGGGCTTTTTTGAGGCAGCGCGAGTTGTGGAGTTCTTCCAGAGGG
GGGAGAGGGCAGCCAGTGATCTTCTGTGCCGTGTTAATGACCCTCTGAAGAGCTTTCCTC
TGAGCCACTGTGCATCTGCTGAACCACACACAGACACAGTACGTGAGGATGCTCTCAATA
GAGCATCGATAAAAGGACACCAGCAGTCTCTGGGAGATGTTGTTCTTCCTGAGCACCCTT
AGGAAGTGCAGTCTCTGCTGGGCCTTTTTTAGCAGCTCAGAGGTGTTTACTCCCCA



>BJ021718 ID   BJ021718   standard; mRNA; EST; 509 BP.
CAACATGCGCTGAGAAATGACTGCAATGTTGTAAACAACCACTAAGAGTAGAGTGGTTGA
AGTAACTGCTGTCATTTCTGAGATGCTTGAGCTCATCTGCCATCCAAGTCCTCATTTTTA
TTATAATTTTTGGTTTCTTTATGCTTTTCATGCTCAGATTGTTCCATCTTTAGCACCATA
GTATTTAGGAAGAACTCCATAGTATGTAGCTGTAAACTGCATAATGCCCCCCTCCCCCCA
TTGTGTGCAAAAGCATCATCTGTTGAGCCGGAAGCAGCAATATTGACTGGGTTTTTGTTC
GTGAAAAACGATTAATTATTGGTAAATAATTTTCTTTTGCTCTAAGAAATGAAAAAAAAA
AATGCAAATGTAAAATTTTAACCTTTTAAATTTGNGTCCTTATTGGTATTTTCTGCATCA
CCACCAATTAATCAATTATTTACTGTTAAAGTTTANACAAACTTTCACTAAATGANACCC
CCCCCCCCATTTTTTTNTTTTTTTTTTTA
>BJ021719 ID   BJ021719   standard; mRNA; EST; 864 BP.
AAGGTCCTGGTTCAAATCCCAGCTGGGTTCTGCTTCTGCATGTGTGGGTTTTCTCCGGGC
ACTCCAGTTACCTCCCACAGTCCAAAAGCCTACTTCAAAGGTTCATTGGTGACTCTGTCC
CTTAGGTCTGAATGTGAGTGTGTGTTGCTTGAATGTGAGTGTGTGTTGGTGTGCATGTAC
CCTGTAATGGTCTGGTCCAGGGTGTACCCTGTAATGGTCTGGTGACTGNTCCANGGTGTA
CCCTGTAATGGTCTGNTGACTGNTCCATGGNGTACCCTGTAANGGTNTGNTGACTGATCN
ATNGNGNACCCTNNAATGGNTTGNTGACTCNCNNANGGTGTACCNTNTAATGGTTTNAAT
CCAGNGNNTAACCTNNANNNGNCTNTACTGGGGNTGTACCCCTGTAATGGTCTGGTGACT
GNTCNGGGGTGTACCCTGTAATGGTTTGGTGACTGGTCAAGGGTGTACCCTTTAATGGTC
TGGTCCANGGTGAACCTGTAATGGTCTGGTCCANGGTGTACCCTGNAATGGTTTGGTGAC
TGGTCCAAGGTGTACCCTTTAATGGTCTGGTCCANGGTGTAACCTGTAATGGTCTGGNCC
ANGGTGTACCCTGTAATGGTCTGGNGACTGGNNCCANGGTGACCCTGTAATGGTCTGGNG
ACTGGTCCANGGTGNACCCTGTAATGGNCTGGNGACTGGNCCAAGGGTGTACCCTGTAAN
GGTCTGGNGACTGGNNCANGGTGTACCCTNTAATGGNNTGGNGACTGGNCCANGGTGTAC
CCTGNAANGGNNNNGGTGANTGGTCAAGGNGNNCCCTGTNANGGNNNNGNNGACTGNNCN
ANGGTGNNCCCTNNNAAGGNNNNG
>BJ021742 ID   BJ021742   standard; mRNA; EST; 706 BP.
ATTCCCCATGGACAAACAGCAGCAGATACATTAATTATGAACATACACAATTTTAAAAAG
AAGACACAACCACCTCCCCGCTGCTATCTGAACTGAACCCCCACAACAGACTGGGCTGTT
TTCGGCGGTGTGGCTGAACTGAAGTGATGAAGTACAGTACAGAGCAAGTGAACTTAGACA
AAAACGCTTCTGATAAAGTACAGAAGCCCGCATGAGCTGGAATAAAGATAATTCTTTAAA
AAAAGTGGGCTTGCTCCTGGCGTCTTTACAGCGAAGCTGCACAGCTGATTTTCAAAACAA
GGACAAGGTTATAAGCCCCATGGGTCTCTGTTATTATGTTACACTGTCACAGGCTCTGAC
AATGTTGGGCCTTATTAATCATTGACAGGGTTGCTGGTGTTCCTGTGCTCTTGGATGTAT
GGTCACAGTGTTAAGAGTGCTGGAAAAACTCAACATTGAGAGGTTGAAGATGACTAAACA
GAACGTTTCTTGGGTATAAAGGAGAGGGGCAAGTCATTAGGAATAAAAAAAACTGGTTTA
AGAAAGAGAAATTGTGACATCATATAAAAAAAACAACAATAAATGTACAAAGTCAGCAAT
ATTTGTTCCTGAAAAATTCCCCAAAGCCATTTAATGCCAAAACTATAAAAACCACTTGAT
TTCCTTTCATTATCATCATATCTCATATTGGATGTATTGATGGTTT
>BJ021752 ID   BJ021752   standard; mRNA; EST; 661 BP.
TGTTCTGTCCACAACTGAGNCGAACAGNATGAGAGCTGAAGTTTAGTTTTCTTTTGTGTT
AGACAGGTTTTACTAATGCAAAAAGAGGTTATGTATCTTCGAAAAACAGGGTGTAAATTT
GTATAAACACCTTGTGTTTTTTTTAATTATTTTTTATTTACGAGAATCTGTTAAAAACAC
CAAAACCAAAATTTTCCTCAGATTGGGTCTTTTCAAGCATCTAAAGTAGGCCTGCACAAT
GAATCGCAAATTTATCATAATCACGATATTAAGCTGTAAAATACGCAAATCACAAAAGTC
AGCGAAATTGCGATAAATGGTAACCTTAAATGTGCCAAAACACGACCCCGACAGGCAAAC
CTGTCTCACTCTAGGGGAAAATAGCAAAGGGGCGCAACATACGATACACGGCCACCAAGA
ACTTAAGGAACATGGTTTATTTGGGGGACAGAGAGAACCTGTGTCCTGTAAAGCAAAAAT
AAATATTTACTGTGCTGGTTCCAACAAAAGACAAAACAAAGGGATTGGAACCTTGGCCAA
ACATAAAATCAGTCGGGGAGACAGCTGACCCAGCCACGTTGACCGTGTCAGCAGCTCCCT
GCTAAGGGTGCCTGACAAAATCTAACTAATGAAAAGAAACAAACAAATCCCGCAAATAAA
G
>BJ021769 ID   BJ021769   standard; mRNA; EST; 700 BP.
TTTTGAATAACAAGTTTATTCGTTTTCTTCACTCCTGANCCTGGCATTTGGAGGAGACGT
TGTGAGCGATTTCACGACACTCAAAGAACAAAGAAGCTTCTTCAGGTCAAACTACAAACC
CAGGCTCCACTTTGCAGCTTCACCATTACTCAATGTAGCAGAAAATGAAGTCAAATTTGT
TTTCCACTTTAAACACAGACTCCTTACAGCACTGCTCAGTCTGTACTCTCAGGTCTTTGA
CTTCTTTTTCAACATCAACATGAAGACATGTAGTCAAAGGCTTTAAATAAATGCTTGGTC
TCTGAAGAACCAAATCAAAGAGGCTGCTGGGGGTGGAGGTTTGCTGTAGCTGCGCTGATT
CCCCTCACAGCCCCCCAAACAAGCAGCCCGTGGACCCTGACCAAACTGACAAGTGCACAG
TGTCCCCCATAACCTACACAGGATGAGTTGCTGCACCCTTAACAGAGTGCAGTACAGGAC
TGGCAAAGCAGTACTGCTGTAGGAGAGAAATTAAGGACAGTTAGTATGGGCCTGTGGTAT
TGGTGTACACAACGTTTCTTGATCACATTTTTCTATTTTACAGACTTGTAAAATAAAAGT
ATATATTTGCAAAACAACTTTGAACAAAGAACTGCCTTCACATGCAGGTTTGACGCGGCC



TAAGCACACCTGACGGCCCCGGGCCGGTCGGCGGCAGCGA
>BJ021778 ID   BJ021778   standard; mRNA; EST; 673 BP.
TTTAGTGATTGTGCTTTTAAAACCAAGTAAAACAAAAACATTGATGATGACACAGAACAA
AGCAGTGCATTACAAAACAGAACACAATTCCCAAAGTGGCACTTTCTCGGAGAGCTAAAT
AATATAGCAATTTACAAACATGGATGGAAATGATAAAATAATATTATTTAGTGACATAAT
AAAATTATAATCTGCAAAACAAAACAAGGAAGAGAACTTTGAGGTACCACAATGGGTAAA
CAAGGAGACACATATTTACAGGCAGTTCACCCTCTCAGCTTGCAGCACTTCTGGTACAGT
AACATCAGACTGTATGCAAGTTCTTGAAATGTCAAGCCGAGTTATGTCAGTGACTGGAGC
AGGACTTTTCTCCATATTGCATTGGAATTCAAACATAAATATACCATTGTATGTATTTTT
GTTTTGAACGCGTCAAGCTATTAACTTTTTTTTTTNTCATGGACATATCAATGATAAGTT
AGAAAAGAAATACAAAACACATTGGTCTGTTGTCCAAATGCAAANAAACATTACTGATGG
AAGTTATGATGGCAGCCAACAAGATGATGAAATACTGAGATATTTAAAATTGTAANAGAA
ACAATGGTGCTCCATTCTTGGAAAAATCTAAACAGTTCCTTCGTTTCCTTCTCTGTTCTT
CAGCTTTCCGCTA
>BJ021782 ID   BJ021782   standard; mRNA; EST; 340 BP.
TGAAATCNGGAGTTNAAAATNANGTGCTTATCCAAAAAAAAAAAAAAAAAGGAAAAGTTG
CTACTNTGTAACATTNTCANCAAAAATGAAAGTTCTNATGGCTTTAAATTGNATTTCGTA
ACACTTTTTTCAGCTANTTTTCCTGTGTACACNCTGGTGAGTTGAGGAAACATTAGGATT
TGTAGTTTGATGTGAGCCAGGTGAGGCCCTCGTACAGTCCGTCCCCCGTCGTCGCGCACN
AGGGTTGAACGTACCAATTCCTATCGCGGATGCGGGTCAAACCCAGTTTNTCCTGGATNT
CGTGGGGCTTNATAGCGTCCGGCAGGTCCTGCTTGTTGGC
>BJ021787 ID   BJ021787   standard; mRNA; EST; 656 BP.
GCTTGCTCATCCTAAAATTCCTTCTCCAACGTAAGCACAGTTTAATTTTAAGCACAATCA
TACAGTGTACACACATACATATGTGTGTATGCACAAATGTCTGTGTGGGCCCGTGCGTGT
GTGCATGTGATTGCACATGCATGCAGATAGACACTTTACAGCCCTAACTTACCCCATAGT
GATGTAAATAATAGCATTTAATTACCTGTGCATTTGTTTATTTATGTGTTACTTGTATAT
CCTGAATATGTCTTTAATATATACAGGTATATTTATATATATATATCCTAAACAAACTGT
GTTTGATAACAGTCAGAATGGTCAACAACTTAGTCATGGTGACTATAAAAATACTGCCTC
TTGAGTAGAATATAGAATGCAATGAAAATATATATTTTAATCATGTTTCTGCATGGTGAG
AGAAGAGGTTGATTGTGTTAACACGCTGTCTGCATGTGCCAAAACATACACACACACACC
AAAACACAGACCTAAATGCACAAATATGGAAATACTAGTATATATATTTGTATATATTTC
CACACATCCAACTGTATACAGTGAAATAAAAGATATATCCACAATAATAACTACCCCCAC
TCTTCACCAAAGAAGCAAAGAGTCAAAAAGTGCTATTCAAAATTTGACTTTTAGTA
>BJ021792 ID   BJ021792   standard; mRNA; EST; 722 BP.
AAAGTNCCTTTAATGGAAGTTTTTCTTTCCACGCACACAATCGAGCTTTCCGTCCGAAAG
ATGCTGCACATTCACCCAGAACAGGACACACACAGGTCAGATTCATCAGACAAAAATAGA
TAGATATATTTAGAATCTTTACATTAACCTTGAATCATGAAACGTACAGAGGAGTGTGCA
CGCCTACAGTCACAACACTGGGTTTGTTTCAACTCCTCCTTTGTGTCGTACCCTGCTGTC
AGTGTAAAAAAAATCTTGTTTTAAGCAACTTTTTGTTTCTCACAAGTGTGCAAATAAGAC
AAATTTGGAATCCTTCAGCGCTCAGTGTAGATAGTCCAGGATCCTCAGACTCCTCCCACT
CAGGTCCCTCAAGTTTGAAAAAAATCAGCAGCTCCATGCTGCTTTGCCTTTCATTTTCAA
GTAAAGTGCTCCTCCAGCAAGAACCACACGGCATGAGATCAGTCTCGTATTGTTTCACCA
CTGGTTTAAAAGAAAAGAAAATGAAACCAAAGGTCCAACGGATGAAGAACATTGGAATGT
CTTTGAAGGCAGAAGCATAACGTCCCAGCAGGACCTCATACGAACTCCAGCTTGCCGTGG
CCCGCTGTACATCCCCCAATGCACCAGAGACAGGATCTTTTCATTGCTCGGGTCGGCCTG
CCGCATCTTGTCACAGGTCANGCAGCAGTTCTCGTGGCCCGTCACAGGCACCATGCACTC
CA
>BJ021815 ID   BJ021815   standard; mRNA; EST; 705 BP.
TNGGTTAAACTCTTTGTTTAGTTGCTTTCCTGCCCCCCCTTTGTGTGTGGTATAGACTTG
TATGTAGCTATATATTTTTTCCAATGTGTAAACCAGATGGGGGTGTTTTTCAGATCACTT
CAGTCCCCTTTTCCTTCATGTTCATTTGGTTCTTTTATTTTTTTGGGCCCAAATTATTTT
TTATTTTGTGGAGACAGAATCCTTGTTCATAATGTTTTTAAAGCAAAAAAGAAATAAAAC
CGGTTTTAAACAAAGCCACCTTTGTCCTGCTGACTGATTGTGGACCCTCACACTGTATTT
GACCAGAAAGACCCTATTAGGATAATTCTATTTTCTTAGAAATCTAGAATATTCCTTGTT
ATAGATTTCATAAACAAGATTGCTCACAACAAACTTACTTGAGATGCTCCAGTGAGAGCC
GCTGCATCTTCACCACCTCATTGTTGCAGCTTCGCTCATAAAACGGGTTACTTCTCTCAG
AAAAATAGTCCAAAACATTCCCAGGGTTGAGGATCGGTACCCAGCTACTGTCTACCCAAG
AAATCCCCAGAAGGTTATCTGCAAAGAATTTCATAACATGTCCTTTATCAGGGCTTTTGG
TTTTCATTTCATTTATAGAGCAACTTTCACCACCATAAAAGGAGGCCCAACGTGCTCTAC
ACAATGACAAATCAATACATGATACAAAAATAAAACATCAAAGAT
>BJ021816 ID   BJ021816   standard; mRNA; EST; 767 BP.
AGTTTAATATTATTTTCCTGACCTGCTAAAGAAATTAAATAAGGTTTAGAAACATTAGAA
AAAACAAAAACAAGGGAGGTTCTACTGTGAGAATGTTTTTGTTACAACATGAAGTATTCA
CAGTGAACAGCAGAGGTGAATGTTCCCCGTCTGTTCAGGCTTTTTCAGGTTTCACGTCAG



TCCAGCTGCTGGCAGCTCTGCTGGCAGCTCTGCTGTCCCTCAGGAGAAGACGTGACTTCC
ACGGGTCGGCTGACCTTCACTGCTGTGTCATCTTGGCGGCTTCGGCTTTGATGAGGGAGA
TGAGTTCCAGGTTTATGAGGAACACAAAGCGGAGACTAGCAATCTCTACTACCGAGTTGT
TATTCAGCTTCCACTTGTTGCCCGACAGGACCGGTCTGCCATCAATGTAGATGGGCCGTC
GGCCTTCGTTGGCAATAAAGAAGTCTCCGTTATTCTTCAGCTTTATGATTCCTTGTTTTC
TCGATATTTTCCAGGCAGGACCTTCCAGCGACAGATCTACATCCACCTGTTTGTCCTTTG
TTGCTCTCCCCAGAGTAATCTCTCTTGATCTCATCAGGTAGCGCACCATTCTTCCTCGTA
ATGCTGCCAGAGTCTGGTTGTCAAAGTCCGGCATGCTCATCCCTGTAATGCTGTCCACAA
GGACCTGCCATCGANGCAGTTCCTGCTCCAACTGTCGGATTTCTTTTTTCTGGTGACGAT
CTGAAATCATCAGCTCATGTTCCAAGACTTCGTCTCTGCTTTCCTTC
>BJ021837 ID   BJ021837   standard; mRNA; EST; 104 BP.
GATGATTTGTTTGAAATGCTTTCTAAATGTGTGAGACACAATAAAATGTATACCTGTGGA
AACGCACTAAAAAGCTCTTTTCTAGGGTTGTTTTTNTGTATATA
>BJ021846 ID   BJ021846   standard; mRNA; EST; 310 BP.
CNTTNCTGNCANACTNNATNCANTTNAATNCTTNANNAAANNACTGNTNGGNTANGAAAC
NANNGCANGNTTTNTTNTGGNACATTNANTNCTNACACTTTACACTGAAAANNTNAAAAA
GGTNCAAANNATGNTTNTGNNNCANGNTACANNNNGNGTNANGGGTNTATNNAAACNGNC
AAAAAACAAAAAANNCNATTTACCGTTNAATAATNAATGACACTTNNTGNAATGNNCAAA
ANTTNANAANATGGNNAAACANANNNCATTNAAATGTAAAACACANATTTTAATNATNAA
ANTTNATTTT
>BJ021850 ID   BJ021850   standard; mRNA; EST; 222 BP.
ATNTTTGTACGTNATNAAAATNAAACCCCTCCTTTTTTTTGATTTGGNATCNATGGGGAG
CTCNATGGTTTCNATNTNTCCAAAGGCNCCNAAATATTCCCTGATTGCTTNTTCCGTTGC
CTCAGGATTCAAACCCCNTACAAANATTTTCCTGACAGNTTCCTTTTTCATGGCCATCGC
CCTTTTGGGGTCNATNTGACGTCCGTCTAGTCTGTGTTCCTT
>BJ021858 ID   BJ021858   standard; mRNA; EST; 110 BP.
ATCGGGGCACACANTTACATGTACCTCAAAAAAAAAAAAAAAAAAACCCCCCCCCCCCNG
GGGGGCCCAAAAAAAAAAAANTNNNNTNANNAANTTTNNNTCCCCCCCCC
>BJ021877 ID   BJ021877   standard; mRNA; EST; 195 BP.
TAAAACTNAAAAATCACNGGATTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAAAAAAAATAAAA
AAATAANAAAAAAAA
>BJ021880 ID   BJ021880   standard; mRNA; EST; 751 BP.
GTTTGTAATGATTTATTTGTAGGGACATGAACACTTTAGTAAACATACGTGTTAATATAT
AAACACATCAATAAATATTCTAGCCACCACCATGTTACATCATTAGCAGCTAAGAGCTTC
ACCTTAAAAAAGACCAAATGTAAACAGTTTGATGTTGATCACCTTCATCACATTATTACC
ACAAATATGGCATTAAAGATTTGGACAGAATATTAAACCAAATCAACTTCACAGTTTTTC
TCTTCTGATGAACCACATCCATAAAAATAAACACTAATATCTGATCTGATTTGTTGACAA
CAACATTTATTGCTTGGAAAGGAGCAGGAAGAAGCGAGTTTATATAACCCCACCCCTCCT
GAGTTCATTCATTTGATAGTTTTACATAGTTTTTGTCATCTGGTTCTGATCCAATAGATT
CTTTTCAAGTTACTAAATCCAGTTGTTATTAAAGATTGATTATCTTCAGAAAACATTCTT
TCACATTTCAGTAAACAGTAACGGTAACAGTTATGTAATAATCATTGATTATTAGAACAC
CTGATCACATTAAACCAGTAATTATTGCTACACATTGCAGATCAATTAAAGAAAATCAAT
AGTTATTGATTGTAATTCAAACATTTCAGTTATCATTATTGCACATTACACAATGTAATA
CTTATTGATTGTAATTAAAAGAGCTTTGATTATTTCACCACATTCAAGTTCACACATGGA
TTTGGAATTATTCAAACACCTGTTGATCCTT
>BJ021935 ID   BJ021935   standard; mRNA; EST; 351 BP.
TTAAATCAATNNTCAANTGTNCACTGATTNCATAAAAAGTATCAGAATTAAAGACGTCTA
CAAAATCTTTCTTGTGTTGNCATGGTAACACACACATGAACAAACTAAAAATCAATTAAA
ATATTTTTAAAAATTAAAATATTTAAATTATCGGAAATACGAAAACCAAAGTGATTGGAT
GTGCTGCAGAGGTAGAGTGGTTGACCTCTGATCANAANATCACAGGTTCAATTACCACTT
TGCCCGTCCGTGTGTCAAAGTGTCATTGGACAAAACTGAACCCCACATTGATCCTGGGGG
TTATTGGTTAGTGCCANTGTGAGACAGCACAGNTGCCATCAACGTGTGAAT
>BJ021942 ID   BJ021942   standard; mRNA; EST; 196 BP.
ACAATAAACACCATTTGCTGTGTTTTATTGTTGTTGCAACATTTGTTTCTTTCTGCAGAT
GCACAGCAGCCCTCCTCCAGCAGGCTCTCATGTGGGTCTCTGGGGTTCTGCAGACCTTCT
CAATGGTTCCGATGTTGCTCCGTGGTGCTAGGCTCACCTGGACCGGGTTCCTCTTGGTGT
TTTTTGTTGGGATGTT
>BJ021951 ID   BJ021951   standard; mRNA; EST; 556 BP.
TATTTTTATTTATTATTTGTTGAAAACAGAGCTTCGCTATTAAACAGTTGTTTTTTGTCC
ACAGTCCAGCAAGAGGAGCATTCACTTAATTTTACTTTATTTCAGTCGTTCTATTCAATC
TTAATTTAGCTAAAATCACATTTCCTCAGAAAATATTAGCATTCAAAAAGACAAACTGCT
GAAGACATTCATCATTAATTATCTAACTTTAACCTGATGCCTTTTTATCCAGCCATTAGT



CAGGTTTCCTCAGAGATGACGATTTACCATCAGACGTCCATCAAGAGACTGAAGGGAACC
ACGATCTGTAGTTGAACCTCCGTTACCAAGATGAATTTTGAATAGCACAAACAGCACCAC
ACAAAGAGTTCATCTGAAGGGAGAGCCAGACCAGAATCTGCCTCTTGGTTCCGAACATGA
AGTGTGAAAAAGTTCTAAGAGTCTGTGAAGGCGGACAGCTCACACCGGCATTTGCAGTCT
AAATTGTCCAACACAAAGAGAGCCACATCTTCCTCTGCATCCGAGCTAGAAAGTGGCTTG
GAGGTCGGGGGGGGGG
>BJ021959 ID   BJ021959   standard; mRNA; EST; 678 BP.
AACTTTATTGTAATAATATTAAGCCTTATTTTTCTTCAACAATAACCTATGTACATTATA
TCTCACCTTGAAATGCTAAATAACCCCATTTGTACATCGTATTTCTAACAAAAGCAATCA
GATATTGACGAGATTATGCAACATAATTTAAGAGATTAAGATCAGCAAAATGCTTATTGA
ACAGGTCTTCTGTCTGTGGAAGACACTTTAGGTGAAGAACGTGATCTCTTTTTGTGTGCG
GAGGTAGGGGAGGAAGGCCGAAAGGCAGTGCTGGTGGGGGAGTCCGGAGGCGTTGAGTTT
GCTCTGGTGGGGCTGCTGCTGGGGGAGCCACGAGGTGATGAGTACGGAGAGAGCGCCTGG
AGCATGCGGCCGCTTCGCTCCTGTATTACATGCCATGCTCCATCTGGACCAAAAAGTTCC
AGGAAATTGCCGATGAATTCTCGTGACTTCTCCTCCCATTTGTGAATTAGGTCCTGGCTC
TTCTCCTCCACCCTGTTGACAAAATGTTTCGACTTTTCCTCAACAGTTCGGACCGTCTCC
TTCATCTTGTCCACTTGGTTCTGGAGTCGATACGTATTCTCCTTGATGAACCCAACATTG
AGCTCCCTGGCTGTGTAGCCTCTTTGCAGGTTTCGCCTGACATAGATGTCATAATCTCGG
ACGATGCGAGTGATCAGA
>BJ021978 ID   BJ021978   standard; mRNA; EST; 564 BP.
ATGATTTAACCGNGAAAAAACTNGACTCCCCTCTTCAGNGAAAGAATGATTTNGGAATTN
CCTTGACATTTTGCCTTAAGTTTAGTTTTAATGGACCCTTAATTGAAAAATATATCTATA
AAGTGTCATTAATCTACATTAACTAAGAAACACACACAGGCTCTAATCAAAGAAAGAGAC
AAAGATGTTTTCCTAATAATTTAATAGTCAGGTAAATTTTTTCAGTTTTTAGCCAAAACT
CAGAAGATCCTAGTAGAATCAGAAGAAATCCAATTAGACAAAACATATTTCTTTTTACAA
CTCTTTCAGGTCCTCAAATGATGCATGTACTTCTACCTTTAGTCACATGTTTTCTCCCAC
TTTTGTTGAAGGATTATACCACAACAGCAAAGAATCCAGAGAAAAATCCGTTCCGAAAAA
CAGAAAAATCACAACACTAACTCTTCATTTCCTCTGCATTTATTCTAAAGGGAAAATATA
TAATTCAATAAATATTTTGGCAACACCATTGGCAAAGACAAATGCACAGACAGGGGGGGG
GGGGNCCNCACNTTTTNAAAAGGG
>BJ022027 ID   BJ022027   standard; mRNA; EST; 707 BP.
GCTTTTTATTGAATTTAATTNCAAAAATAAAAGCACATGTTCACACTTTAGAGACTTGAA
TTGCTTGAAACTGTGAAAATCTGCATTTGTGTCAACTAATAATTCTTTAGGGTCTTTAAA
TGTTATTATGCTAACTTTAACCATATGCAATAATAAAAGTGCAAAATCCAGCAAAACATG
TGTTTTATATAAAAAGAATTAGTCACAACTACATTTACTTCTTCTGTGTTACATGTTGCC
TTTCTTAAGACAATCAGATGTAAAATGAAACACAATGCTTTCCAGTTTAGAAAAACACAT
CCATCTGCATATACAGACATAAACACACAAACCAGGAGAAATATATCAGCAGCAAGAGGG
ACGTGTTTATGGTGTAAAACCCAGGCTTCAATGGTAACAACAAGGGAACAGAAACATATA
TATATTTGGAATGAGCTTGCATAAAACAGTGTTGAAAATTCTGAGCATTACTGAGCCATT
TCTTAATGATATAAAAACATTTTTTAAATGTGTCAATATTTGACTCATAGATTTCTCAGT
AATGGCAGGACATCAGACATCAAAAACAAAATCCAATAGATTTTATTATACAAGTTTTGA
TTCAATTCAGTTTTTGATTTATGAAAAGAAATGTACACGAAAACCCTTTTTGGTACTGAT
TTTTTTATACAGCTAGTGATATAAACTGGACGAAAGTGATACTTTTT
>BJ022040 ID   BJ022040   standard; mRNA; EST; 367 BP.
GACAGATCCTCTTCATCATTAATATCCATGACAACCAAANGGAATCGAACTTATGTTTAG
GGTTAGGATGACACTTTACACACACAGCTTTAAAGCATGGAAGGAATTGAAGTACATNAA
GGTNAATAACAGGCTCTTATTCCAGACCGTTCTCGACAAACACCTGGAGGCAGAGACCTT
ATTTCTTCATCATAACCATCTAAACACACAACCTACAGGAGTGTTTATGGAGTCTTTAAA
TGGAGGGATCCACCAGCCTGCCTTCCTCTGTTTCACACAGGACAGGGGCAGGGGGGGGCG
GGGGCGTTTCCAGTTTGTCATGTTCCCCTTCGGGGGGGGGGGAAAAAAAAAAAAAACAAA
AAGGTTT
>BJ022046 ID   BJ022046   standard; mRNA; EST; 590 BP.
ACAGTTTTAGACCCCCCCCTCCCAGTCAGACAGTATTAGATAGCATAAGAGCATTTTTGC
TAAGAAATAAAAAACATATCTCCCCCCTCAAGCAGTACAGAGTGCCTCTGTTAGTTCACC
TGAGCAAACCTGAACACTAAGCTCCAGATTTCACTCCATGCACGCTTTTGTGCCCCCACC
CCCCGCCCCCCGCCCGCCACATGAGGTTCAGCATCTGTTCTCTTCAAAAAGAACGAATTA
TAAGTGACTGCAGTTGATTTGATGGCTCTGTGTGGTCAACTATAATGAAATACACAACCC
CCCCCACCACGCCAAATACACTTAATATTTTTGCCTTTTTTTCATATCTATAGTTTTATA
TATAAAATACTGTTTCATTCATGAAAGCTCTGTACAATAATGAGTCCATGTCTGACAGAG
AATGTGCTTGTGTGTGCGTGCATGTGTGTGTGAGCTAAATACAATTGTCACAGCAAAGAG
CTTTGTCTACCTCTGAGCTAAGGCGAGGAGTTTTACATCCTGTACACGAGATCTTCTCAC
AGATGAGCGTATGTTAACAGGTGGGGAGATGGGCGGGGGGGGGGCATCAA
>BJ022060 ID   BJ022060   standard; mRNA; EST; 629 BP.
CAAGAAAACACCAATCCTCACATAAAAAAGGAGCAAAACATAGTTCACCATTTGACACAC



GACATAGAACACTGTCAAAGCACCAGATCTTTGTAAAACAGGACAAACAGTTCGAAAGTC
TGATAAAGGAGAATTCCAGCTTCAGCCTGGAACGGACATTGCAGCACCAGATACGAACTG
CATCAGCCAGAGGTTCACCTGCTATTTTGCGTTTCCTGCTTATGTGAATCGCAAGTTTCG
CTTCACCAACAATATAATTAGGCAGTTGCCATTTTTCTTTGTCTTTCTGATTGTACCCGG
ACCCATACATAAAACAATGAACGGAAAACATCACATTAAAAAGAGCAAATACAGATGTTA
AAAGAGTGAACAGACCTGAAAGCCTCTTACACTCACCAAAAACATGAACAATCGTTTCCC
TCAGATCACAAAATGGGCAGCAGTCAGAAACAGTGGGGTTAAGAACAGAGATAAAAGAAT
TTCGAAGCAACAGCACCATGTAAGATCCTCTATTGGAGGTCTCCAGTTCTCTTACGTATG
GGAGCCTTTTAAAGAACTCTCCCATGTGGTCTGTCCCCACCTCCACTCAGTTTGCCAGTC
CACGCACTGGGAANGTGGTTCTGCAACTT
>BJ022088 ID   BJ022088   standard; mRNA; EST; 576 BP.
TCTCTCACTTATGGTGAGGGATTCCACAAAACACAAGTTTCATGAGTCTTAGTGACCCCC
AGGTCATCATACTTGTTTACAACATGGCTGATGCACAGTTTAAACTACAGCTATCAGCTA
CCAGGAGGAAAATGAGGGCTATGAGATAATTTATGTACAATTATTCCAACACATGGTAAC
ACACACATAATGTACATTGTCTTAGCAAAAGCTACAACCACAGTGAATCCATTCAAGATG
TAGCACTAATATATCAAAACAACTTGTTTCTATTTGCAGGTACATCTAAAATAATTCATT
TTGTGAAAAAAGTTTACATATTTTGTCAACAGTAAAATTCATTGACTTATCTTTACACAT
AGTTTGAAATGTATTGATCCTTTAGCTTTTTACCTTTTGATAATTGCCGCTTTGAGGAGT
AGAAAACCTAAAAAAAAACGGTCCTAGAAAGTTAGAATATCATGCTTCAACAATCAAAGT
CTTTAGAAAACTTAATTTCTACACATTCTACACTCACTTGTGCCTCCCTGTGGATCTGTG
TACTTGTAATGAAAGCGTAGATAGCTGTGGAGTTCA
>BJ022090 ID   BJ022090   standard; mRNA; EST; 413 BP.
AGGTTAAAACTGAANGGCTGCACATTNGTAANTNAAACTCTGTGCNGTCNGGAACCTGGG
TGATCCAAAAAAAAAANAACGTCCAAANGGAAAAGTTTAAAACCNTTTTTNTNTAAATTA
TTGGGAGGGNTTTGCAGTTTNTTGNGTTAGTCCATAANCAATGANCCGAAATNCATGACA
ATNTNTGATGTTNTAAAATNCAAATGTTCAAAGGANCATAAAATNTGTCAAAAGTCCANC
AGTCANAATGATAACCAGCAATCTCAGTTTAACTAAAACATGGCAAAGGACCAAAAATGT
NTTNTAATCACTGTTNTCCCAAAACANAAANAAAACAACGTTGNTAACATTCAAAGTCCT
TANCANCAGTNCAGGTGATTCAAAGTCAAATAAATCCTATCAATTNTTGATCA
>BJ022109 ID   BJ022109   standard; mRNA; EST; 642 BP.
TATTTTTATTTGTTTTACATGCGTTGAGTTTTCTTGTTTTACAATTTGGTATTGTTGCAC
AGTGGCGCAGTGGTTAGCGCTCTTGCCTCACAGCAAGAAGGCCCCCGGCCCCCAACATCA
ATGGGGGACCTTTCTGTGTGGGTTCTCTCCGGGATCTCTGGCTTCCTCCCACCGTCCAAA
AACATGCTTTATAGGTTAATTGGTTAACCTAAATTGTCCCTAGGTGTGAGAGTGAATGGG
TGTGTGATTGAGGACATTCTACCCTGTGACAGACTGGCGACCTGTCCAGGGTGACCCCCT
GCCTTTGCCCACAAGTGGCCGGGATAGGCTCCAGCAGCCCTTTGACCCTCTCCAGGGGCC
CAAGTTCAACCTTGGCTCCAAAGCGAAAGGCTCCCCAGGGGACAATGGAAGCTTCTCCTT
GCTGGGGGATCTGGAGGACATGACTCAGGTGTACCAGCAAGCCCTGGACATCAGCAGCAA
CCTCACCTTGTGGGACATCTAGTAAAGGGAGATGGTGGAGACACCACCTCACAGTCCTGG
AATGTGCCTCTTTGAAACTGCTAAGTAAGGTGGTTTGTCTTAGCTTGCTGACGAAGAAGC
AAATCCCCCAGACAAAAGCTGGACGCGTGTGGGTGCTACAGC
>BJ022114 ID   BJ022114   standard; mRNA; EST; 326 BP.
ATTAAAAAAACANGTGCTTTGGTNCCTAAAAAGCNTANGTGAATAANTNAAGGCCTCTAC
TGCGTCNATTGTCTGAAANGTNTTTAGTTCTGCAATCAACCNTCCACCCGCTGGCGGTNC
ACAATATGCGACTTAAGGAAAATGCANGCCATTCCGTGCCAACACACTCATGTNTCCAGT
TNGAAGGTCCAGTTCTTTGCNTTTGGAAGATACAGAATGAAAGAGCAAAGTTAGAACATG
CCATGTTGCNAGGGGCCGTTGNGGAAATGGCTGCTGGAGGGTGAACCACTAANGTTGAAA
ACAATCATCTAAGTTTGCAGATATGC
>BJ022143 ID   BJ022143   standard; mRNA; EST; 120 BP.
ATGCTGTTCCAGCATTTNCAGCTGTAAGCACACATTTCCTATACGTTCACCGTCATGATG
ATCNTTACCCATCANGGAACAAAANGCCGGNGTGCTCATTCAGGTGTGATGAAGGCCTCA
>BJ022197 ID   BJ022197   standard; mRNA; EST; 597 BP.
GGAAGGGGGGGTGAATGGGGGCAGCCTTAGGAGGAACCATTGGACCGATGGCTCTGCCAG
AAACTGACTGTGACACTGGAAGTTCAGGGTCTAGCTAAGGTCTGATCTTTGATTTGTGGT
CCAAACAGCTTTTTAGAACGCTGAACCCGCTGCACACGGAAGTTTCTGTTTGGGTTTCTT
TCTGACCCAAACTCCACTTTTGGAGGAACATCGCGGTTCAGGGTCTCCTCTCCACCAACG
AGCCTCTGCAGGTTGCAGCGCCCTGAAGCTACGCTCACATCGCCCTCGGCAACCACCGCT
TCCAATCAAAGGCCTTTGGAAAGGTGCGTCCACAGCGGCCGCATCGACTCGCAAGCAAGT
CTACGTAAACACACGTCAACCCGTAGTTCGGGTTTTTGCGTTTTTTTGTCCGGTTGCAGG
CTCCACCCACCCACTAAAGGGGCGCTCAATGATTGGTTGAACTTCTTGGCTGCTAAAACG
CGACACCGCTGAAATGCGATGGAGACGGATTTGGTAGTGACGTGTGGGCGGAGTCTTTTC
AAAACACGGAAGTGCACGATCACAAAGAATGTTTGCACTTTTTCTGCCGGCCGGAAC
>BJ022224 ID   BJ022224   standard; mRNA; EST; 533 BP.
TCTTAAAAACACANGCTTCCATACAGTCTATGGCTCATACTGTCAGGATTTTATTCTGTG



CCAAACAGGTTTGATTTNACGATGTAAAAAAAAANAAAGAAGAACTTTTCTAAACATGTC
TAATAATTCACTAAGTTCCACAGCATTCATGGCTTAAAGTCCATAACTGCACCATCAGGG
ACAGGATTGTCTCTAAATCGAAACCTGAAGACAAGAGAAAAATAAATTTGCAAAATTTGA
ACAGAGTTCTGCTGTTAGTTATAAACATTAAACAGAGATATACAAATAATAAAAGCTGGT
AAAATAAAGAACATTGTACAATATATGAAAAAAAAAATCCTCCAGGTTAAATTTAAACAG
TTTCATAAAGTTTTTGTGAACACAAGGCCACAGAAGAACAAACATATTCTAGTCTAACAG
TGAAAGCTATAAAGCTGCAGTTTTTGCACTTTGTTATTAATTCATGCAATAAAACGAAGG
ATTTTAAAAATCTACAGTACATCAGTACATAACTGTTTTGGTGCCTGAGTGGA
>BJ022226 ID   BJ022226   standard; mRNA; EST; 727 BP.
AATGGTTTCTTAAATATTTATGTTTTTTTTTNCTGTTTAATGACGGATTCCTGTGAAGTA
TCGAGAAGCCACAAATCGCATTTTCTGGATGGCGAGCCGAGTGTCCTCTGAGGATATCCC
AAGATGCCACACAGCTCTGACAGAGTTCCCAAAATGGGGGTACATGAGAACTTGCACTCC
CTGCCCCAGAGCCGCCTCCTCATCCTCCCCGACCTCACTCATGCGGGTGCAGAACTCCTG
GGGGGTCATGGTGGAATCCTGCAGGGCGAAGCGCAGGATGTTTGTTTCCACCGCAGACAC
GTCCACAGCAAACAGAGGGGGCTTGCAGTCGAGCAGAGCTAAAGCGAAGGTTTTTGCATT
GCGATGATCCTCCACTAATCTCCCGATCATATTCTCCAAGGAGAACCTGCCAGCTGCTGC
TAGAATACCAGCCTGTCGCATTCCTCCACCCAGCGCCTTACGGCACCGCAACGCTTTGGA
GATGAAGTCACGTGGTCCAGCCAGCACAGTACCAACCGGGCAGCCTAAACCCTTAGAGAG
GCACACACTGACGGTGTGTGTGTGCTGCAGAATAGTAGATGGAGGCACCTCCTGGGCAAC
GGCAGCATTCATCACCCTGGCTCCATCCATGTGGAGAGAGCGTGGGTAATGCGGATCGGG
GTAACCGTGGCGGATCTTTGCCTNCAGCTGCTTCAGGTCAAATGTCCCATCAGGAANGGT
GGTGACT
>BJ022233 ID   BJ022233   standard; mRNA; EST; 635 BP.
AATAACACCTAAACACTTCAACAGATCNGCTTTAATATGATTTAGCACTTAGTTCATCCA
GGCTTGGAACATGATTTAAAATGAGCCTTTAAAGTTGATGCAGGAACTGGGCAGTGTTGA
CTTTTCTCTGTTTGGAGAAGCAGCACTCCAGCCAGGCCTTCTGCACAGGAACAGCCGCTG
GGTACCGACCCCTCAGATCCTGGAGCTCCTGTGTGTGGATGTTGTTCTCCACCTCTGCTA
CAATGTGGGTGACGTTGTCGCTCAGGACGTCCTCTTCATCTCCATCATATGTGATAAGGT
AGCGAGCCATACTTTTTCTTTCTGATGCAGGAATATTGTAGAAAAACACACGGACTCCGT
GCATGAAGCCCGGCAGCTCTGTGCCGCCCTTCACTTGAGCTTTGCTTTCTGCTACGCCCA
CGTCGCTCCCCCCATCTGAGCTGGTTGATGCCTGTTTGGGGTCTACCGTTGACGCTCCCG
CCGCTGCTGCCGCTGCTGTCTGAGGTGCCATTGTTTTCCTGTCCACTTTCTTGTAATAGT
ATATGAAGGTGGCAATCCCTTTGGAGGTCAGATGCTTCCTGATGAGCCTCTCAGTGCCAT
ACCAGTTAAAAGCTTTGGTGGAGTGGCCGATACGG
>BJ022242 ID   BJ022242   standard; mRNA; EST; 644 BP.
AAAAAAANNAAAAAACAAAAAATGNGAACAATANCAGATGTTAGAATGTTTTACAATCAT
TAATGAAAAATAATATATATTCAGCGCAGAAATGGGTTCAAAAGGTGGAAACTAATGTGT
GAGCAAGACCAAAAACAGATAAAAACTGGAGTACTTTGGTGTGGCATCAACACTAATAAT
CTTTACTGAACTGAGCTTATTTCTAAATAAAAGAGGATTAAGGAAAATAAAATATAATCA
ATTTCAATAAATATGCAGCAGCTACATTAAAAGTGGAGGATGCAGAATTCCAACATTTCC
AAGCTTTAGATTGGACTGCACTGTAAGAAGCAGGTTCTGGAGAAGGGTCAGTAAAACTGC
AGAGAATATACTTGTACCTGTGTAAATAAATGTGCAAACATCACGATTGTCAGAAAGACA
TTTTGGTAACAAAGTTCAAACCTTGCTAAGGTCTCTTGTGATTTGCAGGTATGGCACACT
TTAGAGTTCAACACAAACCTCCTGTTCATTATAAGAGATTTGGTTTCAGACAAGTCCTTA
AAGTGCCACTCANGGGGTGAAACATTTGTTGCACTGTGACATGGAAAACGCCATGGATGA
GGAGCAATAAATATATACGGGCCCCGACTGTTTGTTCGTGCAGG
>BJ022253 ID   BJ022253   standard; mRNA; EST; 644 BP.
AAAAAAAACATGTAATGTGAGAAAAAAACTAAAATGCTGTGGTGTAAAATACTAAATCTG
AATGACAGTCAAAATATTTAGTAGTAAAACGAGATTCACACCCACTCATTTCTCATCTAC
ACATCCAAATCTTTCGTACCTTTCTTCTCTTTTGGCATTTGCGTTAATTGTTCTGTGTTG
GGATTGCTGGCTGAGAGCATGGAATACATTCATATCACTGTTGCTGACACAAAAAAAATA
AAAATCAACAACTGGTGCTTTTAACTCCATGAACTTGTAAACATTACAATTCATTTCCAG
GCAGCAGAAACAGAGTTCTGTCTTCAGGCAGCTCATTCCTCCTTTAGTCTGCTGGCTCTG
CTGAGGAGGGCGAGGGGAATCACGAAAGCCGCCGACGTGAGCAGAAAACAAGCCTGAGCT
CCTGCTATCCAGTAAACAGAGGATGACACAACTGGACCGAGGGCTCTGGCCAGGCAGCCC
AAACTCCGCAGGATCCCCATGACGGTGCCTTTCTGACTGGCGGAGCCATAGTCTGAGACG
AGTGTTGACAGGCAGGGAACTACAACCGCAGCAGCAAAGGAGTACAACGCCAAGCCGATG
TAAAGCATGGTCATGTTCCACGAAAAACCAATGAGGATGAATGC
>BJ022258 ID   BJ022258   standard; mRNA; EST; 623 BP.
AAAAACATTCTTTAGGGTTTGAGGTACAGAAAATGAGCGGGAAGAAGACTTTGCAGAATA
AAGCTTCTTACAGAATGATAAGAACATTTACATAAAACACAAACTGACCCGTTTTCATCT
AGTTAAAGTCTCTTTCATCTATTTTTTTAGTAAAGCCCCTTCCTGTTATTAATGTATTTT
AGGTTTGAAACTCAATGATAACCTACAACGCCACAGACGCCATTTCTGTTTGGTTGCACA
TAAAAACTCATCTTTAACTATAAGGTGTCCATCTTAGGTTTCTTCAAGATCAACGGTGTT



GCTGCTGTCGTCATTGGCAACCAGCACCTCCCTGTTCTCATAGGTCCAAAAACCATTGAG
GTCAATTAGGATGCCAACCACCGTGTCACCCTGGCAACAGTTCACCAAATCCTGGAAGGT
GATCTTGTATGGGTCTTGAGGCTTCACCATATCAAAGATCTCATCCTTAACGTCCTGGAA
GGAGACGGGTTCTTGACCATGCTGCTTCATCTGCTCCTGAATGGCCCTAAAGAAATAGTT
TAGAGAGAAAACATTGAGGTATCCTTGGTTCTCCATGTCCAACAGTTTAAAAATATACTG
TATGGCTGCAGGTTCTTTCTTGT
>BJ022261 ID   BJ022261   standard; mRNA; EST; 611 BP.
TTTTTTGGTCGCCCAGGGNATGACTAACAGACCTTTGTCATTTTTGGAAGAACCTGCACA
AATAAACTTTACCAAAGTTACTTTACCACCAGTAAACTTTACCATCAAAGTTACCTTTGC
AACAGAGGTTTTTTGTTAACCACGCTACCATTCCTAATATATTCATCTTGAATGTTATAT
CTTAAGGATATAGCCAACGATTCATGTGTCAAATTTTCACAATATTCCACGGAAAATGTG
CAAGCAACAGGGAAACGCCACTTTTGTAAACTCGCCACACGAACGCCATTCAAAATCTGC
AACTTCTAATTCTAACATTCTTTCCTAAGTGGAGGTAATAGATAAATATAGGAGCTTTTT
TCCCATACTGTGGGATCCTGTTTAAATCCCCAAACTTCACACTTAACTACAAAACGGCTG
CCAAGCCGTAGTAATCCCACAATAAGCCATCCCATAATAATTTCAAAACTTCCTTTGGAT
ATTCCTGACGTGTGTGTTAGTGTCATTAGTGAATTGTTGTTATTTTTTTAGCCCCATAAA
AGATTTTGGACCCTTTCTATTTTTTAATGGTTTTGCCCACTGTGATGTCATCTATTTTTA
CAGGGGGGGGG
>BJ022263 ID   BJ022263   standard; mRNA; EST; 587 BP.
GGACATCAACAAGTGCCTCAGNGCTCGAACGTACCCTTTCCCTTTCACTTACAACACATA
AATAAAAGCTGTTTGCATATAAACTGTTGCTGATGTACACATGCCGACTCGCTGAGGTAC
ACGCGTATTTACAGAGGACTGACTTTCTGTTGATCTGTTCCCCCAAAATCAGTCCAGTCA
GTCTGGTTTTTTTATTTCAAGTTCTTAGCTGAAACACACTTTCCTGTATGGAAAGTTTGA
AGCCGTTGCATAAACAAGCAAGAGTAAACTGGCTCCTTTTTGCTGTATACTATTTACAGA
ATATAAACGTTAGGGGTTATTTGAACAAAAAAAAAACAACTTTTAGTTGTTGACATTCTT
GGTTTTGGGTCACCACCCTACTCCTTCCCCAAAAAGATNCAAAATGTAATAAATAATGAC
AAAACATGGCTAGCTTGTCGACTTGTTCTATCTTAAAACTTTCTTTGATATACCAGTTTA
CNCTAAAAAAAAATTGTCAGGCCAGTAAACAGACAAAGAATGGAATTAGATCCCATCCTC
AGTTNTTCAACACACAAAGTATTGTCGATACACACAAACACACTTCA
>BJ022274 ID   BJ022274   standard; mRNA; EST; 609 BP.
GTTTCTTAGTTTGTTGCTTGATTTTGGGTCAGCGCAGCATCTTCAGAAAGACTTTGGCGT
GTAAATGTTCCTGTTTCCACAGGTAAAATCCATCAAAATGTTCCCTTTACCAATTCTTCC
TGTTTTAAAGCTCCTGCTTTTACATGCAGTACAGACAAAAGTTTGGACACACCTCACCCA
AAAAGTCCTCTTCACCTTCATGGCTATGAAAATCGCAGATCCACACCGAAGGCACCAAAA
CCACGAACCAACACAGGTAGAACCATTCACACAACAAAAAAGTGTGAAACAACTGAACAT
ATGTCATATTGTAGGTTCTTCAAAGTAGCCACCTTTTGCTTTGATTACTGCTTTGCACAT
TCTTGGCATTCTCTTGATGAGCTTCAAGTCACCTGAAATGGTCTTCCACAGTCTTGAAGG
AGTTCCCAGAGATGCTTAGTTGTTTTACACTTCTTTGTTATGCATATAATTCCACATGTG
TCCATCCACAGCTCCGACGCCTTCAGTGCGAATCCACAACCCTCACAGTCATGGAAACAC
AGAAAACTCCTTGAATGAGAAGGTGCCTCCAAACCCCTGTCTGCACTGTAATTCTACTTT
TTTTTTTTT
>BJ022296 ID   BJ022296   standard; mRNA; EST; 555 BP.
GCTTAGTTGAAAACCTTTTTCTTATTGTTTCTTGCTTATAAGCAATGAAAAAAAAAAGAA
TTTTTCAAATGTTTTAGGTTTTTCTTGTTTTGTAATACACAAATCAAATATCAAACCAAA
ATAAAACTGACTCAAAAATCAAGGTTTAAACCTTAATGTGGGAGAAATGGATCATTAAAG
CCTTAGATTTTAGCAGGTTTACCCCTTCAAGTATGAACCCCAGATTAGAGACTGCAATCT
GATGCCAAAGGAGCTGAGCTTCATTCAGCAAAACAAGACAAACCTGCATAAACGTAGAGT
CTGTGGTCGACAGACGTACAGAAAAGAAGAAAATGCAGGTTGAACAAAATAATTCTATTT
CTTTTTTGTAAGGAAAAAAGGAAAAAAAACACTGGATAACAAAAGTCTGCCAACAGCAGA
ATTTCCAAAAGAATAAATATATCATCCCCAGAAAAGCAGGTATGTGCTGCTGCAGGATCC
GGTGGTTTTAGCTTGATCAAACAAAGTTCCAGTGATCCCGATCAAACTCGGTCAGTGCAG
GGTTCAGTGGAGGCC
>BJ022302 ID   BJ022302   standard; mRNA; EST; 355 BP.
GTTTATTTTTTTTCNAACTGCATATAAACAATATCTATAAAAATGCTATTTAGGCACTGA
TAAAATCTCACTTAAGATCCACAAGCATTCAGTTTCATAAAAATTCAAATAACAGAATGT
TTGTACATCGGAACTTGAGTTTGGGGAGCGATCCAGGATCCTTCAGAAGCTCATTTCTGT
GTTCGGGTGTTCAAAACACCTTAGTTATTTGCATCCCCCCCCCCCCCCCCCCNNTTTTTT
TAAANTTTTTTNAANTTTCCCNAAAAAAAAANTTTAANNNNTTTAAAAAAAANGGGGTTN
NNANTTNAAAANTTTAAAANANNNNTTTTTNNNAAAAAAATNNTNANCCCCCNCC
>BJ022309 ID   BJ022309   standard; mRNA; EST; 631 BP.
GCTTTTTTTATATATTTATTTTGTAGTTTAATATTTACAGAAAACTTTGATTCTGAAAGG
ACATTAAAGGTTTTCTGACACGGTGTACTCGTGTACATTCAGGACCATAAATCTTTGGAC
AGAGACACATCCCCTCCAACCCAGTCTCTGTACATTACCACAGCGAACTCTAAATAAAAC
TACTCAGATGCCATTGAAGCGCAGACCCCCAGCCTCCACTCCACGGGTCGAACAAAAAGA



CTGCACGAAAATGTGAAAAACCAAAGCATTTCCAAAAACATCCCCTCATTTCATGGGCTC
ATAAGTAATTGGACAATTGACTTCCATGCTATTGCATGGGCAGGTGTGGGCAATTCCCTT
GTTATGTCATCATGAGTGAAGCAGATAAAAGGCCTGGAGTTGATTAGAGGACTCGTGCTG
CATTTGGAAGATTTTGCTGTGAACAGACAACATGCAGTCAAAGGAGCTCTCCATGCAGGT
GAAAGGAGCCATCATTAAGATGGGAAAACAGAAAAAAAACATGAAACCAGAAACTGCTAC
AGTATTAGGAGTGGCAACATCAACAGTGTGGTCCATCCTGAGAAAGAAAGAAAGAAAGAA
AGCTCTGGTGAACTCAGCAACGCACAAAGAC
>BJ022362 ID   BJ022362   standard; mRNA; EST; 128 BP.
ATATTACTTACAACAAAACAGGAATCGATAAACTCTAATGTTTTCGTGGGATGAGTCATA
AACCAATACGGAAACATGAATGTCCAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGA
>BJ022372 ID   BJ022372   standard; mRNA; EST; 672 BP.
ATTCCGACGTTCTTAAAATGATGTCAAACTCAGTTGGAGTAAAGTCAAACAAGTTTTCAG
CTTTTAAAGTTTACTGAAAAAAATATTTTTAATATTAAAACAATACCATTTTTAGAAATT
CTTTTTTATATAAAAGTTATGTAAACCATACTTTTTTTTCCTCCTGCAAAATAATAAAAC
TTAGAGGTCAGAGAGCTTGAACTGAACTTCTTCAGGTGGTCCTCTGTGGGGGTTTAACTT
TCCATGCATGAAGTCCCCCCAAAAAAAGAATAAAATGTCTCCCAGAAAACAAATGCTCAC
AATATGGCTTTTAAAGCAGTGTGAGAACTCCCTCTGTCCCACCTGATCAGAGGGTTTTTA
GTACTCACCTGCAGCGGTTCTTTAAATATTCGTCCATCTGGACAGTCTGGATCTGCAGCT
TTCACGGAAAGCACAACTTAAACTGTTGGTCTGAAGCAGAGCGTTCTTCAAACAATGAAA
GAGCTCATCTTCTGTGACACATCAAAATCTCCTGCTTCTGATTGTTCCTGGCTCCAAGGT
GACCGGTTATCCCACCTGTCAGTCTCCTTTATTCCATCCTTCAGTCTCTCGTTGTTCCCT
TTCTTCTGCTGGCCAGTATAAGTGGTCTGTGCCAGTGGCAATGACAAGTCTACGAGTGAT
GAAAGCGCCTCT
>BJ022377 ID   BJ022377   standard; mRNA; EST; 594 BP.
CTCCCCCCTCTGCTGCTCCATATTTTTCGATGCCTGCTCTCAGCAAAAGAAAATGAGAAT
TAATACGGGAGCCGCGCTGCACAAAAGAAGCCATTCGTCTTGTTGATTATCTATTTGGTT
GTCAACGTTTGAGCTATTGCGCTGGCCCGCTCCCTTTATACCATAAATAAAAAAATAAAT
ACAACACACATGGGCGCGCCAGAGCAGCCCACGGAACACCGGAAAGGGAGGGAAGATGTT
GCGCAGTAGTTACACTAATTTAAGCATAAAAAATAATCATGAAGCATTGATGTTTTCGCC
TTTGAAACCAAAGAGGACTGTGACGCATGTGCGCCTGAGCTGCCGTTAAATTAACGGGAG
AACGGGAGTGAAACGGGGGGAAGGCTTGTGATTTAAAACAAGATTACTGCGCGTAATGTA
CCGCGATCACTCAAGGCCGTGACGGACGCATCATCGCGCCCTCCTGCCTGTGCGCCAGAG
CGCATTCTGTGTGCAAAAGCCGCAAAAAACCCACTTCTTTGTGTCAACCCCTGAGAAAGC
CGCATTCGCCCCAGCAGAGCCAAACTCCCGGCTTCAAATCAATCAACCCAGAGA
>BJ022389 ID   BJ022389   standard; mRNA; EST; 679 BP.
AATCTGTTTACAAAAACAGTTAAATACCAAACACCCCTAAATTAACCAATCAGATGACAG
CCTCCCATCAGTCCCCCCCCCTCCCTCCCACAGCTCACAGAGCTCATCATTGGACAAAAG
TCAGATGGTGTAGGCCTCTCTGAAACCACGCGCAAAAGCTCGAAGACAGGAAGCATGGTG
ATCACATGACCAAAGGATCATGAAATAACACCAGCAAGAGGGCGTGGCCTTTGAGTCCAG
CAGAAGAAAACAAAACAGAAAAAATCTGAACTGGCTGAACTGACTCACTGGTTGACCAAT
AGGAGAAAAGAAAACTGAAAGAGTCGACGGGCTCTAATGTTCAGTCACAGAAGAATATTG
TTGAGTCATCGTCGCAAAGGAGGGACCAGCAGCTGTGTGGCAGTGACCGACTCCGGGAAG
AGTTTGTGGTAGGTGGGAAGGGGTACATACGCTGCCGTGATCATCTTACCACCAAAGAAT
CTTCCGTGCAGGGCATTGACTGCAGACATGGCAGCAGGGATTGACGGGCACTTGACATAA
ACGTTTCCCTCTGCAGAGTTCTTGTCAACATAGATGTGAACCACTCCTCCATGCTTGTTG
CACTCCTCAATCACATCACGCTGGATGTCCACCTCCCAGCCAAATGTGTTCTCACTGCTG
GGGTTGAACATGTTTGACA
>BJ022433 ID   BJ022433   standard; mRNA; EST; 640 BP.
ATGCGTCCTAACAAAAACAAAAAAAACATACATAACATTGAGTTTTAAAGGTAAATTCGA
TGCAGCAGAAGTCTCGTTCTGACCGATCTTCACTTCTTCGACTGACTTCCATTTTTCGTC
TCCTGGTTGAGGTCCGGAACATCTCAGCCACTTTTTTATGAAAGAAAGACAGAACTTTAT
GCTGACTCCTGGTGCCACATCAGAAGGAAACCCGGTCCGGTTCCGTCGCGTACGCACAAA
TGATACAATCATGGTGCTGCTAAAAGCAAAGAAGGAAAAGAAGAAAGCAGCTGGAGCCTG
ACAGAGCATGGCACCGTCAGCCGGAGCCGACCGGGTTGAAGTTTGGACTTCCCGACGGAA
GAGTCCGTTTATGCCTTCAATGCTCTGCACTTAAAGGGACCAGCTGTTTGCAAAATACTC
AAAAGATAAAAAAATATGTTTTTTTTCCCCCTTGATCACTACAGATGTTTCATTAAAAAA
TTAAAAATAAGTAAGAAAAAGCAAAAGCTCTTTGGAGGAATCCCACATCTGCACAGCCAT
AGACGAGCATTTTCAGAGGTTAGACAGCAACGTTTTTTTCCAGAGATATGACTTTGCGCC
TTTCTTCCTTTTTAATTCTCATAACTGAACTAAACAATGG
>BJ022478 ID   BJ022478   standard; mRNA; EST; 790 BP.
TGCAGATTTNCTTTTATTNTAAACTTTCTGAATAAAGAATTACAGTTTGGATTACAGTCC
GGGTGGAATCATCTCAGTGCTGAACCGAAGCCTCCAGCATCAAAACACCTTCTGCTGTCC
GGAGACATCGCTGTCATTTAGAAACATCATCAGTCCTTTAAGGTGTTTATGTCCGTGTCA



TTATGTACATACGATTATTCCTTAGTTGCCCTCTGTGAATGGGGAACATCAACAGGTATA
AAGTGTAAACCCCAACCAAGTTTGATCCCTTTTGTTTTGAAGCATCGTTCTGAGTGTGGA
GGTATCAATCCATCACTCAGTTTCTGCCTCCCTTCACTTTAATTTACATCTAACTGTACA
CTGCAACCAAAGGCACGACTCCCACTGCTCTCTGCCTCAAGCCCTGCAGAACGACGACAC
ACTGACCCGTCGTCTGAGAGGAAACATGGCACAAAATAAATACTCTCATTCCAGCCCATT
TTAAATAAACAAACAAATCTGAGGTTTTAAGACATTAAATTACACTGTACATGATTATTA
CGACGAATCAGGAGACATTCTGCTGCATTATCCCATCAACACTACATAAATACATTATTT
GCATAGTGTGCTTGATGCAGTGGAAGCACAGTGGCACCAGGAATAAATAAAACTCCGGGA
CAAGGAGTGAGCCTTCAGAATGAAATAAAAGAATCGCTCTAAAATGGTTTTTAAAAAGTC
AGGAACGCTCCAAACTTTCCCCATAATCACTCATCTCTTCAGCTGCTTTCAAACTTTTGG
TCTACGTTTC
>BJ022489 ID   BJ022489   standard; mRNA; EST; 652 BP.
TTGTNANTNAATGTATCGTNACACTCANCCTATAAAGAAGAAGAAAAAAGAAACCTTTAG
CTGAAACACAAGTAGAAAATGAATAATGTGCTGCTGGAGGGCATTTGTATAACTTCATAA
ATGTTGCATTAAAAGTATTGTAATGGCATGCAAGCTTGTAAGTTGTCTATATTGCATAAA
GATATTCCAGAAATATTGATTTATTCGATATCTGGTTGTTTTTAGTCACTGCCACCGCAG
AACTTCAGCAGAAGCTTCTTGTAGTCTCCAGATGTGTCTCCAGAAATGGCTGTGTACAGA
GATTTGCCATAATTTTTGACATATTCCTTCCGGATATCCAGCAAGTCAACCTCTGAACGG
GAGACCATGATCCGGATCAGGGTAGTGTCTTTAGTCCCGGCTCCCTTCATTGCTTTATAA
AGTCTCTCGGCAAAGTAGGCAGGAGTGTTCTTAATGCACTTCACAACTGCCAACATGCCA
CTCTCAAGGTCTCCAGACATCTCTCTGCTGATGCTCTTCTCAATGTCCCTTCCACACATC
CTCTGGTATTCATGGAACACTGCTCTGAGGTGAGGTTTGCTTCTTGCACATAGGATGGCA
TTGAATTTGGACTCATCTGTTCCCAGTTTATTTTCTCCAGCAGCATACAGAG
>BJ022502 ID   BJ022502   standard; mRNA; EST; 616 BP.
CAATAAGTTAAACCTCTCGGGCCGAAGAGCGGAACCAGCTCACAACGGAAAACGCGCCGG
CCAGCGTCCTCGGATTCAAAGGAACAAAAGACGAGCTGAAAGAAAAGTGCGTCTCCTTTC
TAACCAGAAACGGTTTCGAGAAAATCCTCTTCCACCTGATCTTCACAGGGTTCTGCAGGC
GGTTTCCCCCAAAACCTCGGAAGTTTCATAATTTGATCGACAAACAATAAGCTGAATTAT
AATTGGTAAAAAAAAGAAAAATAACAATAACAATAATTACAAAGACAGTAATAACGAGAA
ATGTAAATAATAAACACAGTCCTGTACAGTCAGACTCGTCGTCTGGGAGACGCCAGCGAT
GGACTATGGACTGGTCTCCAGCAGAACCGGACCGACTGAAGAAAAGTGGCCAATGCTGTG
TCCTCCTCTCTGCTCCAGCTTCCATCAGCTGCCTTCAAATGTTAAAAGCACATCTCACTC
GGGTTTGCAGTCGACGCCGCTCTTGCAGGAACTCAGTCCAGTTCGTGAACTTCCTCCTGC
AGGGAGGCCGCCATTCGGCTCGCATCGCTGACCCGTTTGGCCATGATTTCCCACTGTGGC
GTCAGGCCTTTGGATT
>BJ022509 ID   BJ022509   standard; mRNA; EST; 552 BP.
AGAAAAAAAGCACTCAAATATTTAGGATTCTTTAGAAAAAGTTTCATCTTAAATCAGAGT
AGCTTCATAAAGTCACAGTTTTATGCATCTGTTTCTGCAATTTTCCATTGAAATATTCCA
GAACCATCATTCCGTGTGGAAAAGAAATCTTCACATTGAATTGAATTGGAATGAATTTGC
CTCAGAATTTTCCAGCTTTGGCTTTCCATCGATCAAACACCAGCTGAGCAGACACGGCAT
CCTCGACCCCCATCCCGAGGGATTTGAACACGGTTGTCTTCTCCCTGTGAGCCGCTTTCG
TCCCGTTGATGACATCCCCGAGCTCTGCAAACACCTCAGCCCCAGAGAGGATGACGTCCC
CGGATTCCAGCATCGCTCCCTCCCTGCTGTCCGCATACACCACAGCCTCCTTCATCAGCA
CATCATCCAGCTCCCGCCAGTCTGGCCTGCAAGCTCCCACCGCCGCCACGTGAGCGCCCG
CTTTGACCCACTGACCGAAGAGCACCGGCTGGGTGGATCCCGTCACCGTCACGATGACGT
TCCGCCCCCCTT
>BJ022528 ID   BJ022528   standard; mRNA; EST; 685 BP.
TTGACGTACAACAAGAGTGTCAGGAAACCGAGACTGTGGGCTCAGGAGGTGTCCATGGTT
TGGACCGTCTCTTCTAGCAGCTCCAGGTCAAGAGGGTTCACCACCTTGCTCAGCACGGCC
GTGGTTCCTCTTTTGTATCTGTAGTCACCGGTTCTGCAAGAACAAAACACAGCTGAGTCC
AGATCCAAGTTAAACGTACAGAGCTGCATCACTGCACGCAGACATGCACTGGAGGCATGT
GAGGTCAAAGCCATGTTAATACTGCTGAGCTGGTTAGTAGGAGTCTATCAGATCACACCC
TGGTGTACTCACAGCTGCACGCCTTCAAGCTCGCCATGCCTTTAAGCAGAACAGCAACAA
GACAAGGTCAGCTGCTGCTCACACACACCGGTTCAGGATCTAGTTCATAGGAAAGTCTGA
GACCCTCAAAGAGGGTTCTTCTGCATCATGCAGCCAAACATGGCTGCCTTTCATTTCAAC
CCCAAGCTGATCTGCAATCAGCCACAGTGCGGTGTGATGTCACGCACCGGAGCTGCCTGC
TGTTCAAATGACGTGCATCAGAAAAGCAGGCCTGATGTGCAGCAGAGAGTCTGCTTTTAC
CTGACACCCTTCTTGTTGGCCTCGTCATGGGGCCGGATGTAGTCCACGTTGCCCTTGGTG
ATGACACACAGGTCGATGTTGCTGC
>BJ022531 ID   BJ022531   standard; mRNA; EST; 332 BP.
AGAAAAAAAAAGGCGATGAATAATTTTACAAGTTCCACATGAAAACAACACACCATCCTA
AAAAAAAAATCCNGTTTTTTTCTTAGTCCTATTAAATTCACAGAATATTTGCNTGACAAT
AATTTCAGNGTCTNTGCAAGAACAATTATTGCTTACAACCTTTGTCACAATTAACAGACA
ACAATTCAATTATCTTTTACTGAACAGATGTNTNTTTTGCCAACACTGGTAAACCAAAAA



AAAAAANNAANGGGCCNTTAAAANCANCANCANNGNNCAAAATNTCCNTTTGANNGTTNA
AAAAANAANGTTNGGTTTNANCCTTTTTNTNG
>BJ022535 ID   BJ022535   standard; mRNA; EST; 643 BP.
TNTGTGTCTGTTTAGACTGTTTTATTGTAAAACTACTGACATTCTTTTATAGAGAACGGC
TTATCTCCGCATGAATTCTTTTGATGTGTGTTTTTAAATGATACGATTGCTTAAAACTTT
TCTGACATACTTCGCAAGAAAAAGGCTTTTCTCCTGTATGAATTCTCATGTGTTTTTTTA
GACTAGACCTATGATTAAAGCTTCTACCACAGTCTTTACAAGAAAAAGGCTTTTCTCCTG
TATGAATTCTCAGGTGTGTTTTGAGACTAGGCTTCACAGTAAAGCTTCTACCACATTGTT
TACAAGAAAAAGGCTTTTCTCCTGTATGAATTATCTGGTGTTTTTTGAGACCAGACTTCA
GTTTAAAACTTTTACCACATTCTTTACAGGAAAAAGGCTTTTCTTTTGTATGAATTTGTT
GGTGTTTTTGGAGATTACACTTCCGATTAAAGCTTCTATCACATTCTTTACAAGTAAAAG
GCTTTTCTCCTGTGTGAATTGTCATGTGTCTTTTGAGAACATACTTTTGATTAAAGCTTT
TACTACATTCTTTACAAACATATGGTCTTTCATTAGACTCCATTCCTCTGTGGACTGAAA
GATGTGCAATTCTTTTTCTTTTACCAGACTTTTTTTTTTCTTT
>BJ022561 ID   BJ022561   standard; mRNA; EST; 735 BP.
TGTTTTCNTATGTGTAAAACCTTTACACATATTTATGTTAACACTCAGGTGCCATTAAAG
CATGTAAAATGTATTAAACAAATCTATGACAACCTTTATAGTGATCAATACGTAGTGTAA
CTATAACTTGAAGCTTTGTGACTCTAGCCATCCCCTTTACTACACCTACAATTAACTCTG
GAAATATGGCACATTTTCAGGTATATCCCAGGTTAGATGTGACTCCTGGTTTTATTTCTT
TAAAGTTGTGGCTCTCATCAAGCGGTCCACATTAGCCTCCAGGGACAAGTTTATCCTTTT
TGGCTTTGTTCACACACTGCATGTAGGCTGATGCGATGCTCGAACACATCAGGGTTCTTC
CAGCGTTCTCCTTGTAGCACTTCAGTATCTGACTCTGCAGATCCCCACACACTGGCTGGA
TGTTGAAACGCAAAAAACGGCTTTCAGTCTCCTCTTTGCCTTTCTGGAAGCTCTCAGCTG
ACACTCTGTAAAACTGTGCACACTACCCGGAGGAAAACAATACAGATGAGATCAATATAA
CATCCAATTTGCCTCACAGGAATTCAGTGTGTGTTGCTGGCCTCTGGCGGCCAGAAATGG
CAACAGCATTAGAAATTATGTTTTATTTCCTCCTGTTGCTGCTGGAGTGTAGCAAAAAAA
ATAAACAAATCAACAATTTTACATACATTACAAATAATAAATCAAATAAAAACTTTGGGT
TTTAAAGCGAAAAGA
>BJ022564 ID   BJ022564   standard; mRNA; EST; 457 BP.
CATGGTAGCACACCGATCCTCTGTAATGATTTAGTTTTAGCCACTGCAGTCGGTCAACAT
CTCACCTAAAGGTCTACACGTGTTGATCAGCCATGAAAAGGTGGTCTGTACCCACCGTCC
AATCGTAACTCAACATCCACAGGTGGAAAAAAATCATTGCAATATGTTCTCCATTTTGCA
TGATATGATTTATTCTATTCGTAGAAACAGTCTCCATCTGGGTTTGATCAATAGCATTTA
AACTGTATAAAGAAGCAGTAAAAATGTCGGACAGAACAAAACTCAAGGAAAAAAACCTGA
CAAAATAATATATAGTTTTATACATATATATTAAAAAAAAGAACATTAATTCAGAGGCAC
TTAGAGCTCGACAACATGTGTGCAGTCTGAGTCTCCTCAGGTGTTTGTAGTCAAGCGTCA
AATAGTGTTCAGAAAGATGACGCACTCAAACACAATC
>BJ022573 ID   BJ022573   standard; mRNA; EST; 130 BP.
CTGACTGGCAACAGTGTCTGGCTCANAACCATAAGGACTCCTTGTGTCTGATGGAAAGTG
CATGTGACACTTTTGCTCTATATCCTCTTTTAGATTCATGTCAGCGCTTTTGACTTTTAA
GTCCATGGGG
>BJ022581 ID   BJ022581   standard; mRNA; EST; 244 BP.
AATTTAGAATCATGATCTGCATTTCCCCGAAGCTTTTATTGNATTGCATTATTCCATTCC
TTTTATTTTGAAGGAATTCCACTAAGGCNCATCAGGTTCAACCTCTTTTCCTGGNGTCNC
TGTTGTTNANGAAACNNAATTTAANTTTTTTGTTTTAAAAAATTTCATAATTGCCAAAAA
AAAATNAAAGTCAATTGGATCCTTNCNTTTTTNCAGNNTAAAATCNCTGGTANGTNCTTT
GCTG
>BJ022593 ID   BJ022593   standard; mRNA; EST; 399 BP.
CATGTAGCGCAGTGGAAGGGCCAATAAAAACTGTTTTACAGGAGTAACAGCTCCATCTCT
TTTCTTTTACATTCACCTTTTTCTCACTCATCTAGACGACCTGAAAATCACCATGAAGCT
AAAATACAGTCAGTTTACAGTATTATACAGTGCAAAAAGAAAATTCTGGACTGTGAAAAT
CCATACGGACATAATTTAAAAATAAATACTTCAATATACTAATATCTACTTTATACCTAC
AAAAAAAATCAATGTAGAAAAATGAAATAAAACCATCCATTTACATTTAGGTCTAAGATG
ATGTGTGCTATAATCTACCGGTTGATTTATCTCCTTCGAAAGTTGAAAACAAAGAATTGA
CAAAGAAAAACAATATATTTACAGCCAAACATGCGCTGC
>BJ022655 ID   BJ022655   standard; mRNA; EST; 564 BP.
TTACAGTANTGCNCTCTGAGAATGGGTTAAAAAAAATTGGAATTAATGTTATTTTAGTCT
CGTTAGCAAAAATAATGTCAATAAATAGATCTGGGAACATTGTTAAGACAAAATATAAGG
CTGTTGAAAAATATTTCATGATGCATGAGTGGCCAAATTGCTATTAAAAAAGAAAGATTA
AGACTTATTACTTTTCTCAAATTTATGAGTTTTTTCGTGTATTGGTACAAATGATTTAGG
TTCTTAAAATGATTAATCAGAAATAAAATAACTTAAAAACATCTTCACATACATGTAGAA
GCCCCCTGGGCATTAGAAAGTGGGGGACTAGAAACTAAGGCTCCCTTAACTATAACCCTT
ACAAAGAAAGTGTTGAAGTAATAAAAACAAATCTTGTTCTTTTTCCTCAAAAGAAAAAAA
ACGTGACTCAAACCAGTGGGAGTGGTTTAAAAATAAAAACACATGAAAGAAAAATAAATC



AAAGTGGAGTAAAAGTTAAGGACATGAGACTGAAAAAAAAAAAAGTCAGGTGAAGGCCGT
TTAAGCCAGCGTTCAATGCCANCA
>BJ022661 ID   BJ022661   standard; mRNA; EST; 359 BP.
CTTTATTGAATGAAANATAGACTTTTCTGAATTCCTACTATTTAACAGCTCAGAAGATAT
AAAAGACATAAGACCNTGCTACATGAATGTTATGCTAAATAGCTGCAGGTTAATTGTTAA
TGTTAAAACAATAGGATTTAACTACATACAGTAGGTATACAATCTGTACACATGTTATCA
GGTTCACAGTTATGTGTGTTACAAAAGCATGGAGAAACAGTGGTGGACGTGTGCTCCAAG
ATGGTGTACAGACATGTGGGGGGGGGGGGGGGGGGNCNTTTTTNNNTTTTTTTTNCCCCC
AAAAGGGGGNNGGNNNNAAAAAAANNNGNCCGGGGNNNAANNTTNNNGGGGGGTTTTNT
>BJ022681 ID   BJ022681   standard; mRNA; EST; 229 BP.
ACACAAATATGTTCATATTTACATTNTGCANATGGTGTGTTAATCGGTTNCATTATCATT
TTCTTAAAAAAAAAAAAAAATCAAGAAGGGGCNCTNAATAGGNCTNAACCTNCTTTACAT
GTCGCAAACAAGTAACTTAAGGNNGTTTTGTTTTTTTTTGCTTTTTAANATAAAACAAAG
GTANAAACTTTCAAGNGACAAAAAATACAAATCGTTTTTTTGTTCGCTA
>BJ022696 ID   BJ022696   standard; mRNA; EST; 655 BP.
TATGACTTTTTATTCTCCTTTNACACAAGACTTCCCACAGTTTTAGACAGAAAGAGGACG
TCGCATTATAGCTGCACAACTGTTGTTGTTGAGAGCCACAAAGCCTAAGCACACCCCCAC
ACAAACACAACCCAGAATGGACACATATTTACTTCTGGGTGTTGGCAGTAGAGCAGCATT
TGTTTGATTACACAGAAAAATGACCAAAATGCAAGGGGGGAAAAAAAACAAAGAATTACT
GTTTTCTACCAAGAGTGACAGCAAAGTGAACAAAAAAAACTCTCATTTGTGAACAAACAC
CAAAGACAAAAAGGCACATTCGTTAAAAGAGTGACCTGCATGGATCATGGCACTAAAAGT
TGCAGCAACACAAAGTGATTCCCAAATGTTCTCCTCCCCATCTCAAGTTCTACATCACGT
CTAGAACATGTGATTAACATCAATAAAGGGGTGAATTTAAAAAAACAACAACAATCACAA
ATGTGAAAGAAATGACATTTCACCATCAAACCTCCTGATGGAGACAAAACCTGCAGCAAA
TAGGATCAGTGCTAAAAATCAAAAGAAAAACAGGTTGAATTTCATAAATCAGTTCTGGTG
AAAAATTTATATTTTTTTCTATATAACTCCGTGTGACTGANGCCTTTTTTTCAAC
>BJ022712 ID   BJ022712   standard; mRNA; EST; 684 BP.
TTTTATTTTTTGCTCCAAATATTNATTTTCATGACTTTTCCAAACTTTACAGAAGATTTC
ATTTTTGACCATCTTTTAATTTTGACAACTTTTCCAGGTTTTTCGTGACTGTGAGAACCC
CGCACTAATATCTAGAGTTTGAGGCCCCTGCAGTGCCATTCCTTAGCAAAAAGTAGTCTA
TTAGAGTGTACAACAAGTATACTTGGTCTCTACTAAATGTGAAGCATTATACTTGAGCTT
TGACTTTTCATTTCTTATTTATATACCGGTATGTAAAATCCTCCAATTTAATCTAAAGAA
GTATTCAGTTAGTATACTTCATACACTACAAGTACATGGTCTATATAAGACTTGTTATAC
TTACATTACAGACCAAAAGTTAGGACACACTTTCTCATTCAAAGAGTTTTTTTCTAGCAC
CAGACACATCTCTACAACAACTGTTACAAGGAGACTGTGTGAATCAAGTCTTCACGGTAG
AAGATCTGCTAGGAAACCACTGCTAAAGAAAGGCAACAAGCAGAAGAGACTTGTTTGGGC
TAAAGAACACAAGGAATGGACATTAGACCAGTGGAAATCTACTTTGGTCTGATGAGTCCA
AATTGGAGATTTTTGGTTCCAACCACTGTGTCTTTGTGCGACACAGAAAAGGTGAACAGA
TGGACTCTACATGCCTGGTCCCCA
>BJ022719 ID   BJ022719   standard; mRNA; EST; 719 BP.
GAGCTTTAAAANTAAGAAAATAAAAAATGTTACCTTCATGGTGTCTGTGAGTAACAACAT
TCAAAAGAGCACCTGCGGGACTGTTTTCAGCCCTTTTTTAGACCATCAGACACTTAACAG
CCTGTTTTTTGAACTGTTCTTCACCTTCTGCTTCTGTCTGTTACCAGCCTCATTGACACT
GTGAGCTAGTCATAAGCTTGTAATCAGTCTTTTTTCAGACTTTATGGGGAATTAAACTAT
GATCAACCAGCTTTAAGTCTGCAAACAGTTTTGTTTCCTGCCCGTCTGTCTAAAATTAAC
CACACTTTTAGCCAATTTTCAGGCTGTCAGCCTGTTTTCTGACTGTTTTAAACATGTTTT
CCAGGCTGCTAGATTGCTGTAAACATGTTTTCAGCCTGTCTTTATACTAACACCAGCCTG
GTTTAGACTGTCAGGCTGCCATCAGCCTGTTATTTGGACTGTTATGAACCAGTTTTCAGC
TTGTCGGCCAGGAAGTTAACCTGTCTTCAGACTGATCAGCCTGTTTGCAGCCTGTTTTTA
GTCTTGATGCCTGCCTGACCTTGAGGACTGTAAAACAGCACTATGAATGCATCAAAGGAG
CAGAAGAAGCTCCTTATGGTATGTACAGTGGATGACCTCATGCAGGTTACAATTTACATA
GAAACCGGATGAGCTTAATCTCTGATGTGTTTTTTAANGGCCTCACCCCCTTGTCCTGT
>BJ022730 ID   BJ022730   standard; mRNA; EST; 103 BP.
CAAAAAAGCCAAAANCCCCATTTTCCGTTAACGGGGCCCATAAAAGCGTTTTTTTTNATC
CAAAAAAATTTTTCCNTTGAAGTATGGACGGAAGTTTTGGACC
>BJ022736 ID   BJ022736   standard; mRNA; EST; 665 BP.
CAATGATGCACGCGTATGATGCGACTGCGGTGAGTACGGCTTAGGCAGGTTGGACACAAA
ACAAGGGCGGATGTTGAACTTGTTGGTTTTGATTCCTTCTGCAGGCAGGTCCTGCACAGC
AAGTGGCTGCAGGTCAGTCTGTAGATGCATGAAGCTGACGTCGAGTAAACAGACACAGAG
CAGGAACAAGCAGAGCACACCTTCCCACCTGCTTCAGCCGTGCTGGGAGAGCGTGGAGCG
CGGGTCCGCAGGTCAGGCTCAGAAATCCCCCGTCCTTGTTGGGGTAAATTTGCAGTAAAG
GAGGGTCGGCCTTTGAGGGCAGAGAAGAGCGCCTCATCCAAATTATCTGCCAAACGCTGC
TCATGAGAGCCACTGCTGGTGTCAGATGACAAATCCTTTCTCGGGTATTTTGTTAGAGGT
TCCCTCTCGTCTGTTGACACTTTGGCGATTTCACCTGGTTCTAGTTTAGTTTTCCTTTTT



GAACTGGATTTAAAGTCAGGGTTACATTTGAACCTTTGAGGACTTGATGATGGTTCTGAC
TATTACTTTCTCTTTGCCCTGAAGCTAAGCTTGTGTCTCTGTTATCAGGGCTAGATACAC
TAAAACTAGGAGAACTCTGGGTTTGTCCCCACTTGTCTGTAGTCACAAGTCTCGAGGCGT
GCGGA
>BJ022757 ID   BJ022757   standard; mRNA; EST; 718 BP.
TTTATAAAAGGACTTTATTTTGAAGGCTAAAAGGGAAATTGTGTTTTTTTTCNCCGTGGT
ATTTCTCACAAGAATGTCAGAATCAGGGGCTTCTTGTCAAAGTCGGGGTAAATGCAGAGG
GCATCCCACCCAAAGCAAAGCATCGGAAGAACCACAAACAGAACTTTTATACCAGAGGTT
CTGGCCCAGATGTACAAAGACCACCACAGATTTCCCAAACCAGGATGCCGATGGCATTTC
CGCCAAAATAAGATCCCTTTTCAGTGACAGCAGATGAAGAGATGGAGTTCCGTTTCTGCT
GAGGCGTCAGTCATTTCACGCCAGAGACGCCACATCCCAGGAGTTCACGCTTTAATGGGC
TCAGACGGAAACAAAACCATCATCCGGAATCAGAACCCATCCAGACCTCGGCTCTGAGGA
CGTCTGCGGGTCTTTGTGTCATTCTGGCGCAGAGCGGCCGGCCGCTGTCTGCCGGAGCGC
GGTCACATGCTTCACATGAAGTCGTCAGAATCGTAGCCGTCCCTGGATGCTGTTGTTCTT
CACCAGCTGAGCGCAGTCCACCAACACCTCTGGAGGAACGTCGTCTATCGTCCCGCCCTT
TGGCATTCTCAGGTAAACGTGAGCGGAGGAGAGTTTGTCCACGTGAAACCAGATGTCCTC
GGGCCAGCCGTACTTGATCAGGTCTTCATCTGGAGAAGAACATGTTTACAGTCAGAAC
>BJ022763 ID   BJ022763   standard; mRNA; EST; 660 BP.
TTTTTGATTAAGACACAGAAAAACTAAAAACTTCACATGTTCACTTTTTGTGTAACTACC
GAAAACAAATGTTAGTTTTTTTTTTGCTTTTTTATCAAACATATTGTGGTCATATAGTTG
TTTAAAAATTACAGTTGCCTTTGCACCAACATTGAAAAAATATAAAAAAAATAATTAATA
TTTAGAATATATTTGTTTTTTTGTGAGGTTACATAAAATTGCATGTTAATAAACTGGAGG
GGAAAAACAACTGCTAGGGTAAAATGTCAAATAATTTANATAAAAATTATTACTGAAAAC
TATTTTAACTTTTATTACATCTTTTANAACAAACATTGCAGAGGGACTGTACATCAATAC
GGACTATGAGTTTCTCCTCTTTTAATTTTTGGATGCTGGTGAGCCGCTGGGTTTTTGTCA
ANAANAAAGTGTGCCTCCTTTAAAACACTGCCTTAGGCTATGGAAGCATGACTTGGATGT
TTNTACTGCCAGGGCTGCAGCGCTGGACACTGCTTGGTTCTGGTCTGATCCAGGTTTCCT
GTAATGGCCTTCCTGGTTCTGGAGGTGTGAAAGCTGACTGCAACGCTGGTGTGGACGCAG
GTCTCTGCTGTCCTGCANATGAACTCTGGTACGGTTTGTCGTCGTCGTCGTCGGAGGAGG
>BJ022819 ID   BJ022819   standard; mRNA; EST; 143 BP.
CAACTACANCGCTGNCTCTGGAAAAAAAATAAAAAAANCAACCTAACTTTTGNTTTTTTG
GGGGAGGGGGGGTTNANAGCCTTTNAATNATTTATTTTTTNNTNAAANGATCATCCATCA
TTTTTATTTACTTTNNTTTAAAA
>BJ022821 ID   BJ022821   standard; mRNA; EST; 586 BP.
AAAAAAAAAAANNATATTTTTTGGCATTGNCAGTCTTCAATAATTATCAGCCAAAGGGAG
TATGATCTCCATGACCATCATTTAACAGTTACAGTGCCTTTGGGTTTAAGATATCTATAA
AAAAAGGGGATATTAACCACTAAAAGTAATACTGCAGAGTTTTTTGGTCAGAATGATAAA
AAGTAAAATACTTAAATTACATTTGAAAAACCAAGAAATGTGGACAGATATACAATTGTT
CTCCTCTTCCACCTTATAATAAACATAAATTCACATAGCGATAGAAAATTAGTTATCAAG
TCATTCCTGTCAATCATCAGCTCCCAACCACTATAGCATAGTTTTTAATTAGACACTATT
CTGTAGAAAACAAACAGCACAGGTTTATAGTGAAGAATAGAAGTGTTTCATCCCATTCTC
TTCTCCAAACATGAACTGCACATCAATAGAATCAATAGAAAAAATGCTGGTTTTCTCTCA
AAGATGGACCATTATACAAACACTCAACCTGAATTTGGAAGAATACTTAAAGAAAAAAAA
TCAAACTAAAAAAAGAATTAGTGCGGTTGAGTCTTCTGTCGATGAA
>BJ022832 ID   BJ022832   standard; mRNA; EST; 712 BP.
TTGAAGACAAATAGTACAAAGGTTTTCCAAACATTTNGGAGGAAGTTCAGAGAAATGGGT
CCAGTATTTTACCCACCACCAGGTAAACATAAATTCATATTCATCTCCAATCAATAATTA
TATAATTCTAATAGATAATCAAACCAATCTTGGTTTAGATCAATAATCATAGTAAACAGT
GATGGATTAGAGCTCAAACATGTTATAGTTCTTTGATTTTGGATAATAGGAAGCTATAAA
ATTTTACAATATCCACATGATGTAAAGGTACTTTTTAAAGAACAATAGAACAGTAATTCA
ATTCCATATTTCTTTATAAAGATTGTAATGAAATAAATTCTAACATTAAGAAAAAAAACA
CTTATTATTTGGTCACTAGTTCCTGCGACCTTCCAGCTACCATTTTATGATAGGAAAAGG
GAAAAACACCAATTTTCTGGACAAAACTCAACTGGGACAAAGTCATCATCAGATGATTTA
TCTGCCACCAATACAAACAACGGAGTATTTTTTGGAATCAAACCACAATATATGCAGAAG
TAGAAGAACAGTTTGCCAAATTCAACCCAATTTCCTCAGAAAAATCTGTACATACAGGCA
GGTCCTAATAAATTTGCTGCTTCACAGCTTCAGTAGAATTCAGCAAAGAGTGTGTTTGTG
CAAAACACCAACCTTCACTAAAGANGCAGGATGGACAGAAGTCATACATCAC
>BJ022840 ID   BJ022840   standard; mRNA; EST; 745 BP.
AACGTCTTTATTTTCTTGATAGAAATAACATTTTCNAAGCTGAATGTGAAGTTACAAAGC
CCCAAAACTGGAATCTTTGAACAAAAGCTACATTTCATGAACTCTTTGTGAGCCTAAAGT
TCTTACTGAAATAAACAGAGGTAATAAACAACAAACCTTTTTCCCCATTCAGCATGTCTG
ACACTAAAGGTCATCAAACTACTTGAAGACTATAAACAGGCCACTTTTAAATTCGATTTT
TTTTTCCAACTCAATAAAGGATAGAAAATAATGGAACCCCTAATAATACTGACTGGGTTT
ACTCAGAGTCATCTGCACTTTCATCTTCATCTCCTCCGTTGGTCTTCTTTGTTGCCTCAG



AGTCGCTCTTGTCAGCCTCATCATCTGACAGTTGCTGTGGAAGTGGCAGACCCTCGCCCT
CTTCTTCATCTTCGTCCTCGTCACTGTCTTGTGACCGCTGTGAGAGAATCTCCTCCCCCT
TCAGATTGCGATTCTTCAGATTCCCCATCCAAAAGGCTTCCTGGCAGTTGTTGAGCGCCA
ACATGGCCTTCACCCTGTACAGAAACAGCTCCAGGCTCTTCTTCAAGGCTGGCACATGGT
TGGTCAAGCTGGTATCCTGGCGAATCTTAGAGTGTCCACACATGTGGTGGAGCTGACGAG
TGCTGAGCTGGAAGGTCTTGAGCAAGCTCTGAACGTCCTCCTTGTGTCTTTTAAAACTGT
AGTCCAACAGCGGCATTCCCAACTT
>BJ022845 ID   BJ022845   standard; mRNA; EST; 458 BP.
ACACAGCACCGCATGCNATATNCAAAAAAAAAANAAAACAAATGCAAGACTTTGTGATTT
AAACACATCTTTACAACAATGGAAAGAGTTAAAACAGACTCGCACACAGCAGCAATGCTA
AAACCAGAAGATATCTTACAACGAGTCAATACTTCGCCCATCTGTAAACATGGCTTTTCT
CTCTAAATCTAGTTTTGGAATGGTTGAACAACGGCAAACTAAAGTCCTAACGGCGAGCAG
GAGCAAAATGAAAAGCTCTTTGCTTCATGCTACGATAAAGTCGGACAAAAAGCCTCTTCA
TCTGCGAGTGGAACGTCGACAGCGTTTAAAATATTGTACCTGAAAGGCAGAAATCTCTAA
AAGGAGCAGGAGTTTTCTCACTCCAAGGGCCCACTTTTAGATGGCAAAGAAAGAAATCAC
AGAATTCCATCAACAAGTGCTTACAGTCCTGTGTGACA
>BJ022867 ID   BJ022867   standard; mRNA; EST; 405 BP.
ATTTAATTACCTTAAAATTCTACAAGAAAACAAACACTTGAGTTTTAGCATATGGGTAAA
AACCATTGATTGTATTTACAGGGTTCTTTTATCCAGTGAAAAAAAGAAGCATTAGTCCTG
TTTTACCCGTCACCCCGCTCCACTCCACACTTCTACACTTGGTGCACAGCTGATTCTGGC
ACAGTCATTGTGATCGAGCAAACTGAAGGGCACAGGCATGTGAGAACACGCACAGCAGGC
CAGCATGGGAAACAGAAAAATGCAACCACAACTAGAACCGAACAAGCCGTCACTGTAGGA
AATGACATTTGAAATTCAGCGTTGAGGCATATGAAAAAAAAAAAAACCTTTAAATCCTTT
TTGCCCCACTGGGTTTTTTATTTTTCATTGAAATGTCCAAATAAT
>BJ022877 ID   BJ022877   standard; mRNA; EST; 596 BP.
TCCGTGTGGCCAGGGCTTTTTTTGTGGAAGAACGGAGCTGGNAGAAGCCAGGGTTGGGAG
AGGCTACACACGGGCTAACAACATTTAGAAATCCCCAGTAAACAAACAAACAGAAGAATA
GTTCTCGTGTACTAGAAAACATGAATCACAAGAAAACAAAACACAAACACCAGTCTGGTT
CTTCATTTTTAGAAAAATCTTTTCCTCACTAAATTTGGTCTAACAAAACAAACTGCAGTT
ACTACTTTTTCTTTTAATACTAATAATATGTTCACGGATCACATAAAAACTCCTAGAATA
AAAGATGTATACATAATCTTTCTATTGTAGTCATGGTAACACACACATGAACAACATACT
CATCATCTCAGCATAAACTACAACCACATTGAATCTGTTCAAGATTTAACTCTAACAATA
CAAAACACATTAACAAGTACATCTGAAAGTATTCATTTTGTGAAAGTTTTCAACATTTTT
GTCCATGAAAGCAGTTAAACTCATATTGTCTAGTATCTTTACACATTTAAATATATTGGT
TGTTTTTTCTCTCGTTTTTATAATTAAATAAAAAGACTGTTGTAAAAAAACAGAAT
>BJ022899 ID   BJ022899   standard; mRNA; EST; 714 BP.
TTTTATGTACNAGAGGAGGAAAAATTNATCCCTCTGTGTGAGGAAATAATTGCCCCCCGC
CCCGTGACTAGTTACAAAGTTGGGACAGATGAGGTCCACTTCAAAAGCCAAACCTAAACA
CTATCATACTTCTACAATCAGGAAATCTGTCAGAGAAAGGGAAGTGAGCTACTAGAACCA
ACCCACTAACCACGATCCAAAGAAAGACCAGGAGAAATGAGAAACAAAGCGACTGAAATC
CATCAGTCTGGAAAAGGTTCTCCAAGGCTCTGGGCCTCCAGCAAACCCGTCAGAGCTTTG
ATCTACAAATGAAGACAACCAGGAACTGTGTGGTCGACCAACTGAAATGACTCTAAGAGT
GCAACTGCACCTCATCCAGGAGGTCACAAGAACCGCGGACAACATCAGAAGAACTGCAGG
CCTCGGTTCCGGTCAGTGTTCATGACTCCACCGTAAGAAAGCACGGCCGACAATGACATC
CATGGGGGGGTCCCTGGCTAAAAACCCTGCAGAACACAGCAGATCGTCTCACTTTGGCCA
AAAACCAGCTTGATGATTCTCAAGCGTTAGGAGGAACGTTAAGTGGAACTGTTCTGGAGG
GGGGCAGCCGTTACATGTGGGGTAAAGATGGGACAGCGTTTAGTAAAAAAGAGCATTATG
CCAACAGTGAAACATGGGGGTGGCAGTGTGATGATCTGGGGCTGCTTTGCTGCC
>BJ022902 ID   BJ022902   standard; mRNA; EST; 608 BP.
AACTATTAAATTTTACAATGGTTAAGTGGTATGGGCATAGATGCAAGAGGATACATTTAG
TTTTATTTTTTTTATTTTATAAAGAAAAATCTAAAAGATTAAACGATAACATTTCAGAAA
CATTATTGTTAATAGCTGCAAGTCTAGACAGTTTCCAATTTGTACAGGAGGGAAACCCCT
TAATTAAGGCTTAAAAGAAATATGTATTTAAGACAACACCAAGCTACTCAGATTTGTGGA
AAATCTGTCACTGCCACCTGCTGGTCAAATCCGTGCATTACATTTAATAGAACCCCCTAA
GTATAAAACTTCAAACGCAAATTGGATTTTGCAAAAGCAGGATTATGAACAAAGATCAAG
ATTCCAATCCGAGTCCCACGTGGTAGTTAAAAAGGTTCTCTGGTTATGTACTTGCAGTCG
ACGGTGGTGCTGACATGAGATTCTTGAGGATGTCTGTTGGAAGAGCCTGGAATCCTGCTT
CTTCAGCCAGTCTGCCACTGGTCTCCTTCAGCAATAAGCGAGACATCTCCTTGATGGAAA
GAAGCTCCCTTACCATCTTACACTGAGTGTCCATAATCATCTCCATAGCATGTAGCATAG
GTCTCTGC
>BJ022905 ID   BJ022905   standard; mRNA; EST; 492 BP.
TTAGGAAGAAGTAATGAAAATGCCATGTTCAGGATTCTGGGGTCTCAAAGGGGGGGGGGG
TTCAGCAGCANCNGGGTCGTTNGGGNGGAACTGCTGAGNGTCTNTGNGTAAAACCNGGNC
TTCCTGGGTTGTNGNGATTTAAAAAGTTANCAGATTCCTGNCCTTTTCATGACAGCAGNG



GNTGCAGTTTACTTTTTTATGTCCANAANCATGAATGGGGGGGGGAAGGGGGGTCCANAN
CCAAAATTTAAAANCATGAAAAAATAANAGTCNTTATTAAAAAAAAACNTTNGGGATTTA
AATNTGAAAAANTAAANAGGCTGNTTTGATNCAAACCCTTTTNTAAATNTTACATTTGAA
AAAAAAAACTGGNTAAAAAGGAATTGGNNAANCTTTNCNNTTAANCNCTAAAAAAGGNNC
TANTTTNTTTTGAAAATGAAAAAAAAAANCAGTAAATTTAAACTTTTTGGNGTCNCAAAA
ATNTTTGAAAAG
>BJ022925 ID   BJ022925   standard; mRNA; EST; 616 BP.
CTTAACTTGTGCATTAGATGATGCAACAGAAACATGAGCAGCCACTGTTAACTAGCAAAA
CCATCTAACTAGCTTTGGTTAGTCGGGTTGAAGCGTGCAGCCACGAATCCGCCTCCACAG
TTTCTGCATCAGCAGCACAGAGAGGGGACACTCTGCACAGAAATGAGCACTGATTTGGTT
TATATATATACATATATATATATACATTCAGGGGGAGGGGTCATAGCCATTGATGTGTTT
GTACTTCGATGTTCATTTTGTATAAAAAGATAAGATGAAGAGATGAATGTGTGGGGTTTG
AACCTCACACGGCTTCACCTGGTCTGACATGTTAGCGTATTTATTCAGCCGAATCCAGGA
TCTTTTCCGCGTAAATAAGAATTTCTAGTTCCGGTGTTGGAAAAAAGGGGCGAGTTGAAG
TTGTCAGAGGAACGATGCGGCTCACGAGGCTCTGAGTGCAGTATCCCCCCCCAACACCTA
ACCTGGAGAGGAATGAAAAGCTATTGGAGGGCAGAGGAACGTTCAAGCGGGAGATACAGG
GAAGTTATTCATTCACATGTATTTTAGAGCCACTTTATGATGACATGTGTCTTTCAAATG
TGACTTTTTCGATGTT
>BJ022933 ID   BJ022933   standard; mRNA; EST; 569 BP.
ATTTTATTTTAGTTGCTGGGTGTTCNGCGGGGCCAGTGGTTACGATGCTGCAGCTGAGCA
GCCGTCTGGACCCAGCGTCTCCACGGCACGCGGCTCTCAACCCTCCAGCAGTGGGCGCGT
CCTCACCGATGCAGTCCAGCCGGAGCAGAGTTTCCTCCTTCAGCTGCTTGCGGGTTTCGG
TCAGCGCAGAACCGTCGGCTGCCGGGTCTCCTCTGGCTGACTTCCTGGACTCCAGCTGGA
AGGAGCTCTCCTCTTTGACTCTCTCCACGTCTTCTTGTAGCGTGATGATGCGGTTGTTCG
CCACCGCGAGCTCTTCGGTCAGCTTGGTGTTGGCCTTCTCCAGAGCGTCCACCTTGGCCT
GCAGGTTGTTCACGGAGGCGCTTAAATGTCTGTTCAGCTCCTCCACGTAGTTCTTCTGAT
CCAGGATGGCCGTGATCTGACCGTCGCCCTCTGCGCTCTTGCTACTGTGTCCTCCATCCT
TGAGGTACATGGAGAAGTCAATCACCCCGACCTGCGAGTCCAGATCTTCTCCCTTCATGC
ACAGGTTAGCATCGATGACGTTCAGCCCG
>BJ022945 ID   BJ022945   standard; mRNA; EST; 469 BP.
TTGTTGTTTTTATTNAAATTGTGTTTAGGTTTTACAGATTTTTTTATTTTATTTTGATCG
AACTTTAACTCAAAGCTAAAATATGAAGCTACATACAGTTTAGGTCATGCTTATGTCATG
TTAAAAAGCTCAACTTTTGCTGTACAGAGAAATCTCCTTCTGAACAGACAGGGAGAAAAG
GTCCACCAGAAGGTCCGGCTCATCAACGCTGCGTGACAAGATTCCCTCCATTTCTTTCAA
GCTTTCCTTCTCCAGCTGCCTCATGCCTTCTATGATCTTCTGTCCTCTGTCCTTGTGGGT
GTCAATGATGGCAGCCACCAGTTCATGTTTGACAAACAGTGGGTGTTTTCGGTCAGGCTT
GCTCTGAAAGCGAGGTTTCTTTTTTACAGGATCATCTGGACCAAATCTGGGGGAGGAAGT
CTCCTTCAGTAGATGAGCATTTTCCACGAAGATGAATGGTTTAAATACA
>BJ022959 ID   BJ022959   standard; mRNA; EST; 325 BP.
CACACGCTTTAATGTCAAACAGGTACTACAATGGTTTGGAAATGTTTGCGTAATGATTAG
AGTACAGCTACACACAAAACTCTCACTCCACCAGCAACATACTAAAGGCAATCTTAATCG
AACCAAAAAAAAAAAAGTTNCNTCCGGGGGGATTCCAACANCTTTTCACANTTAACCCAC
AGGGCNTTAAATCTATNTGGATATGTNTATATTNAAATATGTNTNTNTCCNGGNCAATTN
GTTTTCATTNAATAGTTCAANGAACATNTTTNTAAATAAAANCAGGGGGGAANAAATTGT
CCNTNCNCAATTTTTTTTACAGATT
>BJ022977 ID   BJ022977   standard; mRNA; EST; 655 BP.
TGCCTTACATTTTTAGTGCAGTACAAACAGTGTTTTCAGACTGTAGAGTCTTCAACATTT
CACAGAAGCAGAAGTTTATCAAACAGATGTTGACATAGATGCTCCGGTTTGGTCCCAGCA
GAGGAGCTGAAAGGACCTGATGCTAAAAAAAAGGTGAGGAAAAACCCTCCTGCAGATTCA
GGATTTATTCTTCCTGCAGCTCGTCCACGTCTGTGGAAAGTGCCGCCCCGCCGCTCTGCG
TTTGCTCATTAACCGAGTCTGATGCGCGACAACAAGAGGAAGGGAAGGGAGAAGAGCGGA
AGGCAATGCCGTTTAATGGACGGCATTACCAGACAGTATTAGACTCGGATAATTACATCT
AACCATGTCTGGTAAGACGCCAATCAACAGGCTGGAAGGATGACTTCTGGCTTTGCACCT
TCACAAAGAGGAAGATGAAGCTGGAGGACAGAGAACAGAGCAGAAACAGGTTGGAGTGAG
CACTTCCTCTTTTGTCGTAGAACAACGTCCATCACTCATGCAGTGAAACAGGCCCGGAGC
GCAGAAGGTCACGGCGGCGGCGGCAAACAGACCGAGAGGAGAGCAAAGCCGAGCTGCTTG
GCTGAGACGCTTCTTTTGACATGATTGTATTTATAGAAGGAACTTGTCAATAAAA
>BJ022986 ID   BJ022986   standard; mRNA; EST; 660 BP.
TCTGCATAAAAGTTTTGCACTGCACTCACAACTACTGGTACCACATTGTTCATTGCATCT
TCTGCAGTTTTTAACGCAGAATTGGCACAACATTCAATGTTATGGAGTAACAGCTGTAAC
GGATACACAGATTTGAACCAACTAATTACACCATAGAGGTCTTACAAAAAGTTTGTTTAG
AGAGAGGAAGACAATTTCCTAAATTATTCATTAAAGAGAACAGTTATTTCAGAACAACAA
AACTTATTAAACAAATATTTGAATCAGATCCCAAAAATCAAAGCTGAACACCTTAATTCA
TCCAATTTGACAGCTTTTATTGCTTATGTAGGATCCCTGAAGAACAAAATACTTTCGGCA



CATTTCAGAAGAGTTTAACTGAAATCTGATAAAAATTACAAAGTAAAACTCTCATTTCTA
CTGAGTTTTCCTCTTTATCTTTTTAACATTTATAATTTGTGTTTAACGTGAGCATCATCA
CAGCTTAGGTGAGTTTTTAGGAACTCTTGAATCTTCTTCCATAACTTCACTTCCGCTTCA
GCATGAGCCCTCGGCTCACCCCCCCACATGACAGGGAAGTTCAGCATCCCATGGAGGGCA
GAGGGGCAAAATGGACCATAANGTGGTTCCAGCAAATGTCCAGCAGCAGGGTACAAAACA
>BJ023031 ID   BJ023031   standard; mRNA; EST; 635 BP.
ATTTTAAATACCCTTTATTTTGTGTTAAGTCAATAGCACAGACAAAACTTCCGAATCTGC
AGCACAAAGAACCTCAGCTCTTTGGTCAAGGGGCATTTTTCCCATCAAACGCTTTTAATT
TGAAATCGGTCTTCCTCTTTTGGACCTTTAGGATGTTGAATCGTTCAGACTCGGTCCAGA
GAACGTGGAGAACTTTGCACATTTGGATGTCTTCAACTGACAATTTACTGGGAAAGTTCA
AATGTTGCTGTTATTTTAGATTCAGTAACTAATAAAATGCAGAAATACTTCAGAACAGGA
AAAAAAAACTCAAATACCTATATCTGATCTCTCACTGTTTCAATTATTTTTCATTTGCAG
TTTTTTAAGTCCTACAATTATGAACAGCTACACTTTTAACATAAAAAAAAAGATGACACC
AAACTGTCCCGTTAAAAGCAGGAAGTACACTACCAGGTACATTTATTTTAGAAGTGATTT
AACACTTCAAAAAACAAATCATCAGGCAAATAAACAACTGACCTGCTGGGGTTTATCAAG
ATTTAGGAATTCATTGTAAAAATTGTCCTTCGTATTAAATTTTTTATAATGATTTATGTG
AAACGTTTAGTCTGCAGCTTCACATTCAGGGAAAC
>BJ023051 ID   BJ023051   standard; mRNA; EST; 608 BP.
GTTTTTTTATTAATAAANATNAAAAACCCAGGACTTTAAGCATTTATGCAAAGAACCTTG
TTCTTGGTGTCATGGGACTTTTAGAGCTTCTTCTGACTCCAGATGCTCCTCGGTTTTTTG
AAGGGCACCTCCGCGGCCCCCCTTGGATTCACCGTCAGTCTCAGGGTTCTCCTCTGCAGG
CCCACGCCTGGGCCCGGACGGTTCCAGCCCATCCTGGTCAGCACTTGCATTCAGAGATTC
CAGCCCCTCGTCCTCTTCATCCTCTACATCCATCTCAAAAACACGAATGTGCCTCACGTT
GGAACTCAGCACGCACGCCACTTTACGGATTCCGTTGACGGCAACAAACTGAGCTTTCAT
GTTTTCCAGTTCACGCCACTGGGTCCCTGGAAACAGAGTCTGGCATGGGATGGTGCTGCT
CTGCTGGTCCAGCCTGATGTCGGGCTGCCAGCTGAAGTCGGTCCCACAGCTCAGACTGGA
TGAAAGAGGAAGCTGAGCCAAACCACGCCAGCCGCTCTGCTCTTCACATGCTTGTAATAC
CACTGTTAAAATGTCATCGTCATAGAAACGAGCATCCAGACAGCTGTAGACATAACCTGG
CCTGGAAA
>BJ023078 ID   BJ023078   standard; mRNA; EST; 410 BP.
AACATACATGAACAGTTCGCGGAGGTAAAGCATTTTACATAGTTTTATTATTGTTATTAA
TATTAAAACAGCAGTTCGTTTATCTGANGTTCTATTGATTAAGGAAAACAGTAGTAAAAA
AAAAGGGGGGGGGGGTNTTCATTTTAAAGCTNGGATTCATAATTGGNCTAACAATCCTNT
TCAATGACCTTAAACCGATCCAGGNCATTTAGCTAAAAACTTCAACCAANGGGNCTCANA
GATAAATNCCTGTTTCCTTAAGGTTAGTCCAGTTTTTGCCNCNCCAAAATAATCCAAAGG
GAACATNATTANAACATTCCANCNCACTGCATGGNGACATGTNTTTGCTAAATTCAAAGN
GTTTCCACTCATTGGACTGGAATGATGGACTGATCANTTTGGCTGCCATC
>BJ023083 ID   BJ023083   standard; mRNA; EST; 252 BP.
ATAAATTCCATCATGAAACTAGTGTTTCATGTGATCTTTGACCTTTATTATCAGAACAAG
AGCATGAGGGGGAGGAGCAAAGAGGAAAAAAAANANAAAANGNGAGTCTTTGNNNAACAT
TCCAATGATAAATATTCTGCTAAACCGGGTTCAGTAGCATTACAGGCGCTGTGGGAGGAG
CTTTTCTGCTCTCAGTACAGAAGTGTATTGATGAAATCTGAGCATTATATATATATATAT
ATATATATCNAG
>BJ023090 ID   BJ023090   standard; mRNA; EST; 630 BP.
ACAGTTTTTATTNNTTATGTGTAAACAGTAAAGTTGGGTTAAACACAGCTCTGCAGACGC
CATTTCTTTGTTATCAGCAGCCAGAGTTCAGTCTCGGAGTGGGAGGCAGAATGGCCTTCT
TCACGCAGAACAATGGGCGTCTGAAATGGTTTGGTCGGGTTTGGTTCAAAGATTACATTC
CGCAGAAATCTGCAGACACTCCAGCCTCTCCTCTCACATCATGTCCAGCAGGTCATCAAC
ATCTCCAGTGTCTTCTGCTTGGGGTGCAGCTGCCTCCTGCTTTATCTCCTCAGCTTTTAG
AAACTCATTGGCCTCATTTTTTGAAATCAAACTTCCAGAAACCTCCTCACTGCTGATCAA
AGTCACGCCATCTTGAACGAGCAGATCCCAGAAGACCTCCAGGCCTCTGCTGGGAATGCT
CCTTTTCAGGGATTGAAGGTAGCTATTGTACAGATCAGCATTTGCCATCTTAACAGATTG
CTCTTTAAAAGCCTGGATACAGGTGATGCTCTTCATGTAGTATTGTGTGTTCTTGTTGCT
AAGCAACTGCTCGATCCTGTGTGTCAGCTGCTGGCAAGCCTCTCCAAATGGAAGACTCTT
CTGCTTCAACAGGGTGCGGAAGTCTCTTGC
>BJ023091 ID   BJ023091   standard; mRNA; EST; 195 BP.
AAAAAGGTTNAAATGTANCCTGTGAANTGTGTGTTTTGGTTGNGTGAGTGAGTGAATTAT
NTTTTCGACAGTCCAGTCNTNTCAAACAATAAAAGGGGCANATGGCAATTCCATNTTCAN
AATGGTTCANAGNATTGGGGATGGGGGGATCCATTTTTGTGACTCCTCCATNTGCTNACC
TTGTCCAGTTTGGCA
>BJ023101 ID   BJ023101   standard; mRNA; EST; 695 BP.
TGGTGCATGCGCAGCAGTAAGATGTGCAGAATCTAAAACTTTACTTGAGAGGCCAGGTCA
CATGACCNCATGCAACGATCCTCTAAATTTGTCCTCTCACATCGAAGAAAGGCACCGGGA
AACAAAGAGCATTGGATGCTTTGGAGAGACATACTAAAGATATGGAACACATTTATCTTT



TTGTACGACCCTGTCAATGAGATACATCAGTGACAGCTTGGATTTAGTTTAGAGTCAGAA
CTTTAGATTAATATGTGGATGAAAAAAAGACAAATAAACATCCAGGAAATCAGCATGAAA
GGATCCAGACCAGTTAGCTGACTGGATTGTCATCTGGCTTGTTGTTTTGTTGTTTCTGTT
CTATTAATTCATTTTTGTCACTGTAAATGAAACAGTAATAAAAGTTATAACTAAAAGCTG
AGTCATGGTAACTTTTTCTCTGTGATCAGAAGCTGAAAGTTTCCGTTAGCCTTTACAGCT
ATCAGAAACAGACACACAAAGAAGGGATGCTGAACAAACGTTGATTTTCTTCAGAGCTTT
TCTTGTTGCTCCACTAAAAAATACAGATTTAGCTCCATGTGATATTCTGACCTGTTTCAA
AAGATGTTTTGTAATGATTACTCTAGCTGATAAATGTATCTTATTAAATGATTTTGGTCT
CAAAATATCCACAACAGGGAAAATGGGGGGGGGGG
>BJ023102 ID   BJ023102   standard; mRNA; EST; 664 BP.
TTATAGATTTATAAAGGCATAGACTTGTAGAGACATAGAAAAGGCATCTTGTTTGGCTTC
AGTCCATGAATATCTTACATACTCTAAAAACGTTTGGGTCATCAGCTGGTTTCTCTAGTG
TCCATCAACATATAGCATTGCACTTCACATTGGCATGAGACGATGCAGAATGTAAACACG
AGCTGGGGGTGCGGAGTGAGGCGCTGCAGACGTTTCTGCTGTCGTCTGGAGGCTCCGCAA
CCACAGCAGCCCAACTGAACTGCAACAAATGGGAGTAGTGTTGTGTCTGAACAGGACTAA
AACACATTCTGATAAGTTGGTCGTTTCAAAAGATATGTTTCCTATGAATTCTCCACATCT
GAAGAGAATGACAACACTCAGGGTACTTAAGGCTTAATTTGTGTTAAAAAAAAGGTCTTT
GAATCTGAGAGCCGCAGAGTTTACGGGTGGAATCCGATGTGTAAGGCTTTGTTCTTCACC
ATGATGAATCTCCTCACAAACACCTTGGCAAAAGGCGGGTCCACCAGGTAGCGGTAAGAC
TTTGTGACGGACGGTGGCGACTCTGCCAGAGCGACTGGGGGCTGCAGCTGCAAGGCGGCG
GGCGAGGGCGACAGGAACTGCGANGCTCTGGTCACATAATCCAGCAGCCGCTGATACTGC
TGCT
>BJ023148 ID   BJ023148   standard; mRNA; EST; 705 BP.
TTATACATTATTAAAGTAAATTNATTTTTTCTTTTAGTTCTTTTAAATCCAAAGAAAATT
TGTTTTAAAGCATAAAAATAATTGGCTAATTTATGAAATCCGTTCAATAAAAAATCATTT
ACACCAGTTTTGGAGTGAAACTCACATGAACTTAGAAAATACCCAACACAAAGTCCTCAT
AATTTAATTACTTTTTAGCATAATTTTTTGTTTTATACAACTTCTAAACCTGTCACAAAT
TCCTGATTTGTTGGGCTCTTTTGCAACTCTGTTGCGGTTCAGTCTGATAAACTAAAACTG
TATTGTTTCATGTGTGAAAAGGGCTCCAGACAAATATTAATACAATGTGGACAGCTTCCC
CCAAACCATTGAGTCATCATGAAGCTTCATAATTATTAAACTGCATCTTGGTTTAACTCT
TTTGTTGGTTTTCCCAAAACACTGGAGCTGCTTCTACACTGATAATATGATCAAAATCAG
TACAACCAGTTGTGTTTCCTGGAAGAACTTTCTTTCTTAGCTGTAATTCCACAGAACTGC
ATATTTCAGCTGACCAGAATCCAAAATGTGTGGATTTTCCACGTCGTTCTTGGCTGCATA
TTTCAAAACGTGAAAATCCTACACATGATGCTGACCACTTTGGAAGACTTTGGAAGACAA
TTTTCTTTGAATAAGCACTTCAGTTTAACAGTTTCGTAGTTTGAG
>BJ023163 ID   BJ023163   standard; mRNA; EST; 435 BP.
TAAAAAAAAAAGANTNAAGATGAGTCAAATNCATCTGAGTTTGAAAAAACAAAGCAAAAT
CACATGCATAATTAAAATTTACCGAAGTTCAATTAATACCACCATTTGGCAGAGAAGTAG
ATGCAGGCATTGGTTGGTTCTTCTGGAATCACTGTTTTNTTGGAACAAACTTAAGTTTGA
TTGGTTTGATGGGTTGAAACTGCCAATCATACTGCATGGGAATCAAGGNGTNTTTGCACG
TTTCCAGAGAGTAACTNTGCAAGAGTCGCACAATAACCATNTTCATGACGAGAACTGCGA
AGCGCATCCCAACACAGTTACNAGGCCCCAAGCCAAAGGGCATGTAAGCATATGGGTTCA
GCTNTGATGCATTCTCCTTACTGAATCTCTNTGGCCGGAAAATNTCAGGTGAGCTCCANA
AGCGTGGGTCCATAT
>BJ023169 ID   BJ023169   standard; mRNA; EST; 688 BP.
GCTTTGATCTGAGGCTGGCTTGCTCCTGTGCTGCTGGATTCAGACTTCAGCCATTGCACC
TTGGTGAATGCTGGCTTGTGGACTTTGCACAGCAGTCTTGCCTGACCACCCAACTCCACT
GTGGTGTTCCTGGGGTAACCTGGCACAATTAGAGGCCTAGACTCCTGAAAATCTACAAAA
AGGGAGGATTCCATGTTGAGGATGTCACGTGTGCACCAAGATTTGATCCTAAATTGGTTC
CTTTAACCATTAAAACAAGTGGACAGTGAGTCTCAAATCGCCCAACAGAACAAGACAAAA
GCTGCTCAGACACATTGAGGAGGTTTCAGTTTACCCCTGAGAGGTCCGGTAACAAACCCT
CCATGTTCCTGAATGCTCACTGACATTTAATGCCACCAGGATCTGGTGATAGAGTGCCCT
GATAACCCAGCTGTTCTGTGGTGTCACCGGTGCCGTTCATTCTCTGGGTCACTTTCTGCG
GCCGACCTGCCGGCGTGCTCAATCACTCAGAACGAGCAATTTTCCGGGGCAATTTTCTGT
CTGATTGCTTCCTGCGAGCTCTGAGTGAAAAGGCAATCTGTTCCTGCATGGCAGTGAAGT
GCTGCCTTCTTCTCTAATCACCCAGAGTGCATGCAGGTAATGCTTTCAGGAACAAATACA
CTCTTGCAAACCATCTAAGTGGAAAAAT
>BJ023178 ID   BJ023178   standard; mRNA; EST; 701 BP.
CATTTTATTNCAGAACTGTAAATGAAAACACAAGCTGCCATATTTTACATTTATGTACAA
GGTCTGAAAATCCTATACAAAAACAAAGATATTAGAAAATATGGGTTTTGATATGAAATA
TGACCCGACATATAATATTTTGGGAAAAAAGTTTTGGTAATAATAAAAAAATTAATTTGG
TAATAAGTATTATATTTATGAACCTCACCCCACCGTTGGTGAACACTGATATATTAAAAA
AGTAGAATGGTAAAAATGGTGTAGAAATTAATCTTACAAATGATTAAAAAATATCATGCA
GCATCTTCAGAGAGGGCCTGAGGGTCAACTTTATAAAAACAAAAACAAAACAACATGAAA



AGTTCAATTTTGTCATAGATACAGAAGTGAAACACCCCCTAGTATGTTTCTCCAACCTCT
TTCGTTCACTGCTGTTTATTTGTAGAGCACTTTCTGGCAGCAACAAAATAACGTTGGTTT
AATAATTGAGTTTCCAGAACAATGCCACAATCACTTGCCCTCTTGCCAGATGTTTTCATG
GGAAACTCAAAGTAAATTCTGAATATGTTACTGTTTGTTCTTATAGCAATCTTCAGTATA
AATGAGTGGGAATGCATAGGACACTTACTGTACTGAAAAGAAAAGGCTTTTAGACTTGTG
CTGTCCTTTCTGTGCCTCTTTTTCTTACAATATGTAGAAAG
>BJ023183 ID   BJ023183   standard; mRNA; EST; 652 BP.
CACACAAAGACANACGAGTTNCTATTACTCCTTTGAAAGTGCATACTCTTTATTAAATAG
GAGCGCATTAAATTAAAAAATGCTCCATGAAGATGTANAAGAATACAGCAAATAGATGCC
TAGGACACANTAANACTATTAGTTNTGCNTAAACCTTTAGTAACATAAAATATTNTCACG
TTTTCTGCCATTCAAAGAAAAAAAAATCAAAAATCACAAGGTCCACCAGCAACCAAAAAA
GAAAAAAACCTTGGTAGTCTGTAATACTGGTGTACTAGTCCCTGAAGGATTTCACTGGCC
TTTTTGTCATAGTTGTAATACTTCTATTAGCCTATTAGCTTTGAGTTTGTTTGTTCTTTG
GTCTAAATCAGAATTGTAACTTTTACAAAAATATTTTGATCAGTTTTAGTGACAGTGGGG
CAAAAAAGTATTAAGTCAGCCACCAATTGTGAAAGGCCTGCAATTTCCATCAAATAAGAG
AGACAAAGAAAGAAAAGAAATCCAGAAAATCATGTTGTCTCATTTTTAAAGAACTTATTT
GCAAATTTTGATGGAAAATAAGTATTTGGTCACCAGCAAACAGCGATCGGGAAATTATTG
GTGAAGTCTGTTTGAACGGCAGCAGTGGCTCAAGCGGTTGAGCGGGTCGTCC
>BJ023193 ID   BJ023193   standard; mRNA; EST; 131 BP.
GGTTGGGCCNTTTNANAANAATCCCCCCCCNTCCCCNTAAANGGGCCCCCCTNGTTTTTN
NGTTTTTTTNTAANAANAAAAAAGGGTTTCANNACCNNGNGCTTTNCGGNTTAANCCCCC
CCCCCCCCAGT
>BJ023196 ID   BJ023196   standard; mRNA; EST; 458 BP.
TTGAAAAAAAAAACCANGAANTGCAAGNTAAAAAACAAAACATTATCCATTAGATAAGAC
ANGGCGAGTTCCATGTTGGTGAGACCTAAGGTGAAGCGGGTCCATGTAGGAGGAGTAAAA
CAGGGCAGGGGGGGCACCGAGGGGCNCTTTTCTCTATTTTATATTATTTACATCATTTCT
GGCTGCAGGACTGGCAGGCCCCAAAAAGGGGCTTCAGGGGGCTGGGAGGGGGGGCTCAAA
GTANCAGGTCAGANACACTAAAACACCAGAGANAAAGGCACTNTCCAGAGAGAAAAAGAA
ACACAAACNCAGTAAACAAACACACATTTGGACCAAAACAAAACTTAGGNTTGACAAAAA
AACAAACCAAAAAAATAAAATAAAAAGTGCTTGACCACACACCACGATGGAAAAAAAAAA
NCAAAAAAAAANANTNGGANCAAAAAAACATTTTTNNA
>BJ023201 ID   BJ023201   standard; mRNA; EST; 559 BP.
AGTAGATAGCACACATTCNCAAAAAAAAAGNAAANAAACACCAAAGAAAGCATTTTAAAT
CATCCTCTCTNTCTTAGTGGGAAGTTGTATAGTTAAATTGTTCTGAATTGAACTTACTTT
TTTTTATGCAGCCATCTCAGGACTCTTCCTTAGTCTGTAATCTTTTAAATGAATACTCAT
TTAATACAGTATAAGAAAGGGGAGATAAACATTATTGTACTCAATAATTCTTCCTTTGTA
AATGTATAGCCACAGTGCCAAAAATATGTTAACCCAAGTCCAGGACTAAACATCTACATT
TTTTCAGTTGGCAAGTTCACATTTGTGTGACTGATTGTCCACACACGCCTAACGAACACA
GAGGCATGATTCAGCATTGCATATTTGAGTTGTATTGAGGTAGCACTGTTTCAGTGTTCA
TTCGCCCACAGCCTGAGGTCAGTTTTGATATATTCTATGCATTAAAAAACAAACACAGAA
ATATATAGAATGAGTTAGAGAAGTCTGAAAACATAAGAACATTGCAGAATGGAATGCCAG
TTTGAGGTAAATGTTGTTT
>BJ023246 ID   BJ023246   standard; mRNA; EST; 200 BP.
TTATTGACGTAAAATCAAATGCTTTAACGACTAAAGAAATAAAACATTAAGTNGTGAAAC
TCANCTGAGCATTGCTGAACCTCATTTATCTGAAATTCTTAAGTCAAATAATTTACAACT
TGAGTCAAACCCAATACAGGACAGAGTGAGATGGNNGGATGCCAACGGGGTTTTGGAGGA
AGTCCTGCTGAAGAAGCAGC
>BJ023253 ID   BJ023253   standard; mRNA; EST; 537 BP.
TTAAAAGTAACATGTTTACAATGCTGTAGCTTAACTAACACAGGTTGGTCTATTTATGAT
TTAACACAAAGAGGGATTTCTTAGGTTTCTAAAGACAAAAAGTAAACATTTACACCTCAA
TTACCCCAATGCATTTATTAAATCTGTTTATAGTTGATCTACATAAAGAAAAAGTTCTTC
CGTTTTCATTTCTTCTCCTCAGCTCTCTGTCTGCGGATCAGATCGGAGTAAATACCTCCT
TTGCTCAGCAGTTCCAGGTGTGTTCCGGCCTCCACAATGCGTCCATTACTCATAACACAG
ATAAGGTCAGCCCGCTGGATTGTGCTCAGTCTGTGGGCAATAATTAGCACGGTGCGACCT
CTTGTGGCCCTGTCCAGAGCCTCCTGCACCACTCTCTCTGACTCTGCATCCAGAGCGCTG
GTGGCTTCATCCAGTACCAGGATGCTGGGGTTTTTGATCAACGCGCGGGCGATGGCGATG
CGTTGTTTCTGCCCACCCGATAGCGTAGCGCCTCTCTCACCAACCAGGGTGTTGAAG
>BJ023255 ID   BJ023255   standard; mRNA; EST; 698 BP.
AGTCGGCTTTATTGTNNAATGTACTGCATCCTAAAGACATACAGCACAGATGAAATTGCT
TTCCTCTCACCCCACAGTGCAAGCAGCATATAAAATAAATAAATAAACGACTTAAAAAAT
AGATAAAAAGACAGCAATAATAAGAAGAATAACAGAAGTCTAAACAGTGCAGAGAGCAAT
GAGATGGTTAAAGTGGCAGTTTAAAGTGACAACAGTGCTGAGAACAATAAGTGGATGAGT
TAGTGGTGGCAGTCTTTGGTGAAAGTGGTGATCTGAACTGTTGTGAAAGTTTTCAGTGTG
GGCTTGTAGGACGGAGTGGAGGGGCCAGAGGGGGGAGGGCAGGGAGGGAGTTTAGTGTCC



TTATCGCCTGATGGAGGAAGCTGTCTTTTAGTCTGCTGGTTCTGGCCTGCAGACTTTGCA
GCCTCCTCCCTGATGGTAGCAGGTTGAAGTGACTCTGGGATGGGTGTGAGGGGTCCCCTG
CAATCCTGATGGCTTTGCGGGTGAGGCGGGAGCAGTAAATGTCCGAGAGGCCAATAAGAG
GGACACCAACGATCTTCTCACAATGTGCTGCAGAGTCTTCCAGCAGGACGCGTTGCAGGC
TCCGTACCACACGGTGATGCAGCTGGTCAGGATGCTCTCGATGCCCCCCCTGTAGAAAGT
CTGCATGATGGGGGGGGAGGAGCTCTGGCCGTCTTCAG
>BJ023273 ID   BJ023273   standard; mRNA; EST; 108 BP.
ATAGGAAAATAAAAATAAAAGGAANCGGGGTTNAAGGTNTAGGGAGGGGGGTGTGGNTTT
AAATNTNCTAAATNTTAACAAATTTGAACNTGGCCAGTGCAACCANTT
>BJ023280 ID   BJ023280   standard; mRNA; EST; 663 BP.
TAAGTGATATTTATTGAGTCCAGTGGTGGTGGAGGGTTCAGGCTTGGATGATTTGTGGCT
TTGACAGGTGACGGAATTGAACCTTGCTTGGAGTGCAGAAGAGTGACAAACGGTGATCTA
GGCTGGAGGCGTAGCTGGCGGTGATTCCGCATGAAGCAGACGGACTGACGTCGGCTGATG
GGTGATGAGAAGATGGGTGGCAGGTGTGATGAGGATTCCCTGGTAGGTGTGGGGGAAGAC
CAGGATCCTAACATGTATGGACAAAAAAACCTCCTTCCACCAGTGAGAGAATTGAGGATG
AAACATAGCTGCATCTTCCAGCATGACAATGATCCAAACCGCCTTAATTTCCCCCTCTAC
CTGCAAAACTGGCAGAGCTGGGTCTGTTGCTCTGCTGGGGTCCTGATTGTGAAAACTTGG
GTTGCAGGGCCAGACGCCGATCATGCTGAGCACTGCTCGGGCTGATCAGGGTGTCAGGTG
TACGTGGAATTTTGGGCTTGCTTGTGAATGCAGTCGTGTAACCACCACTTCCGTGTCCAT
TGTGTTCTGCATGGGAATATTCTTTCACGACTCGGTGTTCATGACTCCCATCTCCCTCTG
CAGCTTGGAAGAATTGGCCACTTTCTGAATCAATGCTGTGACGTAAGGAGCTGTCAGTGC
TTG
>BJ023281 ID   BJ023281   standard; mRNA; EST; 652 BP.
ACAGGTTTATTAATTAGAATTTTGTTNTCTTAAAGTGACCGACAACCCACAGTGATGCAC
AGTAAGATGTCGTTTAACACCAAGTTAAACAGTCATAACAGCTTGAATCTTATTCCTGAG
GAATCACTATATCAGATTAACTGAGATGTTCTTTCCCATAGAAGAGTTTTCAAATTCAGT
TATCTTAGGTTAATTTATTTACCAAACATACATTTCACATTTTTAATGATTAACCAAAGC
TAATAATTATTTAGTGCATAATGTTTACAAAACATGTGCACTTAGAAGCTTTGCGTAGTG
CTCTGGGTGATATCTTTTAAGATAAACATTCATTTTTCCTTCCACTCGCTCATCCCCATT
AAGGCCCAGTTTTTGAGCGGCATTTCTGATCTTCTCTTGAGCAGAATGCACATCACCTCC
TTCTGGTATGAGGACCTCTATCTCTCCCACGTGATAACCAAAGTCAGCCTGGTCCAGATC
TATCTGCACCCCCTCCTCTAAAGTGAATGACCGGCGCACTGTTGTAAACTCTGCAAAGCA
TACCAGATTGAGTTGTCTCAGCCACAGCTCATCTTCCTGTAAGGAGGCGGTCTCTGTGTC
TCGGTCTCCACATGTGCCTTTTATGACCTTCTTCACTCTCTGCTGAATTTCA
>BJ023306 ID   BJ023306   standard; mRNA; EST; 458 BP.
TTTTCNGAGGACTTTTTTTTTTAAGTTTTATTCCTNGTTTACTGCACAAAAANGCTGCAT
CATGATCCTAAAACCACAGCAAANGAAACTTTNGAAAATCTCTAGATAAGCAGTTTACCT
ATTTTAGCAGAAGACTCTGACCGGTTTCCATGTTNGATAGAGTATTNGCAGAGGAGTCAC
TCTAACGCAGATCTGCAGGACTTTTATNGNGAANAATTTGCAGGAAGCCTCGAGCAAATN
CTNGATTCAATAGTTTACCAATCTTTTTTTAGGGAAAAAAATAAATTTTTTAGGGCTTTG
AANACTAAANGTATTANCAGACGTCTTAGTATTNAAGNGTNCTTTTGATCAACANAACTA
CCGNGCACAGCATCTGTCTGCCCTCCGCTGNGAAACTNTANAAAACAAACATTCACACTT
TTCCAAATNTTTCAGCGCGCTTCCTTTTNTTTGCCTNA
>BJ023317 ID   BJ023317   standard; mRNA; EST; 590 BP.
ACAGGTTTNGAACTCTGAGAAGGTTTATTGAGTTGAATGCATCATTTTGTTGATCAAACA
CAACCCAATCCGGAACTTTTGCTCATGCCCATCGGCGTTTGAGGTGCACAGATGTTACAT
TTGACTGCCATCACCCACTAGAAGCACAAGACACAAACCAGGCCTGCAAACATCAACGCT
GCTCCCTGGAGCTGCACTTCTACCTTTGGTGAAATCCAAGAAAAGGACGACTGAGACAAC
CAAGGAAACCCAGGAAAGAAGGGGAGCCACAGAAACATCACTGTCCTTCGTAAGTGTTGA
AGCATCTTCAACTAACAAAGTTCCTGTTCCTTTTTCTAACCGAGCAGCACAGACTGCTTC
CTCCCCGACGACAAAATGGGAGAAGTTGGAGAAAAAGTCAGACCTGGACTCTGTAGTTCA
CCCAGAGAACAGACTTCTGGGGTAAAAATGACCCGATGACTGAAAATCTGCACGGATGCT
CTGATGTGGTTTGTGTCAAATCGATACTCTGCGCCTTTTTCCAGTTCGATTCTTTCAGTT
TTTTAAGAGTTTTGTCCAGTGGGTCCTATAANGCGACATTTCTTAAAACA
>BJ023323 ID   BJ023323   standard; mRNA; EST; 409 BP.
AAGAAAATAAAATNGTAAGTNATGTTGCAGAAAACTAAGCTTGAGCAAATCGATATTTTA
AAAAGTAAATTTTAAACTTTTTTTACACAAAATAATATCAAACTCTGAAGGACAAGCATG
TTTTTTAAAGGCAGGACTAAAACTATCATCGCTACCTAGAAAAGGAAAATCTTCCAGAGG
TTAAGGGTTACAGCTGTATTAGACAGTGTCCTCATAAATATTAAAGCCCTCACTATTTTT
AAGAAAGTCCACCGGCCTGGTATCTCCAAACAGGTAAACATTTCTGACACTTCCCTCAAA
GCCCTTTGAAAACATGCCAAAGGTGACAGCTGATGTGTTTTTGTGTAATTCAAAACTTCC
AAAGTAAAGCAGACCTCCATAGTTCAAAGCTAAGTAACGCTCAAACGGG
>BJ023325 ID   BJ023325   standard; mRNA; EST; 631 BP.
TGTCTGTTCTTTCTTTTTGTTTTGTTTTGTTTTTTTTACTATATTCGAAATAACTTGTTT



CNTTCCTTCNCTTATAACACCTCATCACACGTGAGTAATGAGGAACCNGACCTCAATCTC
TGAGTTTGCAGAAAGCTTAGTGTGGCTACAGCCATTCCAAGCGTCTACTGAGATCCTCTG
GAGCTCCATCAGCACGTACCATATCCATGATGAGATGTCCGCATGCGTTGCACTTGTCAG
CTGATTGCTGGAAACCAGAGTACTAAACAGAAAAGGGGTCATATGTGCAGAATTAGCACC
TTTCAGGGTTTGTACACTTTTTTTAAGCAATGCTTTTTACATAATCTTTTACTGAATTTC
CAAAATAAACACATTTGCAGGTGATGTCGCTAAATCAAACCAAGACACACATTGATGCAT
CCAAGTTTGTCTGCCGGAACCAAACAGTTAAAATGCAGCGGCCGCATCAACGTCAGTTTC
TGTTGGTGTGGAGGAAACGGCAGTGACGTCTGGAAGCGGACCGCATTCAATAAACTAAAA
CAAAATACTAACAAAAAAACACAGATGATCTTTGTTTGTAATTTTTTTTCGTGGGTTTTG
TTCTAATTTTTGTAGGAACTTACTGATTCTT
>BJ023332 ID   BJ023332   standard; mRNA; EST; 342 BP.
CAAAGGTTCTTTGTTTTGTTCTTTTAGATCGGAAAAACACATTTGTTTTACATGTTACTC
TTAAAAAAGAGGCTTGCCATTTTCATGTTTGTTTGTGTGTATACATAAACACACACACAC
ATACATATATTTATATATATATATATATTATGTATAGTACATATATGTTGTTGTTATTCT
GCGCTTCTNCAAGGCAGGCACCGTTCACACGCTGGGCACAGAGACATGCCACACTTGCAT
TGTTTTTTGCATTCTACAGTTGGTTGGTTGGCAGGCATAACGTNATCCANGCAGTGCTGC
AGCTGGCGAGCCTATTGTCTGCTGCAACACACACATTCTCTG
>BJ023335 ID   BJ023335   standard; mRNA; EST; 486 BP.
TAGTTTTAAAATAAACACCCTTTTCTACGGGTTAGAAGCTTTTCCAAGAGACCAACAATA
TTTTATACATTGCTTTTTCACAAACTTTAAAGGACATTGTCATTGAGTTGTACTTGAAAT
AAACAGTCTACTGCATTTTTATAAATAAGTTCAACATCTTGCTTGAAATATAAAGCAAAA
ACATGCAAACCAAACAAGATCTAACCACTGGTAAAGTAAATAAAGAACAGTGCAAACCTG
TGGTGACAACATGATGAGTATTTGGACAGAAATGCTTCGTCTCCTCTGTGCTTAATGGAA
ACATGTTTATTTTTACACTAAAAACATATAATACAGCTATGAATGGACACAGTAACAAAG
TCTGGACAAAGTCATTGATTGGGACACTACAAGAGTAAAAGAGCATCACTTTTCAATGTT
TTTCTAAGCATTTTCACTTTACAAGAGACAACAACTTCTGCACGCTACTGTTTTTCTTGT
GTGCAA
>BJ023347 ID   BJ023347   standard; mRNA; EST; 654 BP.
TTTTCTGTCTCNTTCTANCAGAACTTTNCNACTCNAACTGTATTAACAAACTGTGTACAA
AACAGGAACACCGTAAAGCTTTTGATTGCTGTCAATACAAAAGAAAACATTTGGGAACAA
CAGTGCCATGCCTCCAGTCAAACCAATAGTTTTTTAAGGTAGGTTTGTGGGGCAGCTTTT
GTTGTACCCCACCCTGTAAGACATCGCAAAAGGGGCAAAAGCATCTTAAATACTCCATCA
TAGGCAGATATTTGTTGGCTTTTCTATCGTAAATCATAGCAGCAAACTCATTTTAACCCT
TGTGCCATCTTGGATGACCCCACCCTTACATTGACATGATCTCCCTACCATGACAAAGGT
GGAAAGATTTCATGTAAACCATGGACACCAGTGAAGATCACAAATCACTGAAGAAAAAGG
TTCAGCTTACTGTCTAGTGGGTCTAGATGACCCAACTCCCAATGTTAAAGTGCCTAGGAT
AGCACAAGGGTTACAGGTGGCAGAACCAGTATGGTTTAGATGACTAAATCTGCTGCCATC
TAGTGGTTAAACATAGAATACAGATTAAAAATACAGATGATGAGGTAAATTAACAGTTTA
ACCCATTAAATGATCGTTTTAACAAAACATTTGTGTGACAAGAATGCTTGACCT
>BJ023363 ID   BJ023363   standard; mRNA; EST; 148 BP.
ACACGTCCACGCTCATNACCTTCNCGTGATGTCCTGCCAAGGTCTTGAACGGTGTCCAGN
CGGGGTGACTCCAAACCTTNGCTGTGTNGTCATAAGCTCCAGTCAACAGAAAGTGACCGT
CTGNGGCTGCAAACAAAAACACAAAAAA
>BJ023366 ID   BJ023366   standard; mRNA; EST; 403 BP.
TGAAAAAAAAAAGCNAAAATTGTTAAAGTNAAGATTCAACTGATTTTAGTTTTCTCTCCT
CCTTCTCAGTCAGGGGCTGCTGGGACAGGATCTTCCCATGCAGTCTGTGGTGCTTGCCTA
TTCCCAGCTTTGGCAGGCCTCGATTCAGTCCCTCCAGCAGAACACATGACTTGCACAGTG
CCTGGCTCGAGATGTAGCCACAGCGGCTGCAAGTTCCCTGGACAGGCATCTTCACCCCCT
CCCGCACAGACAAGTTCTCACCAGAGTGGATGATATCTACAATGGAGCTGGGCCTTATAC
TTTCTAGATCCTTCAGAAAGGTTCTTGCATGTCCACGATAAGCATTTGGAGAATAGATGC
ATTCAGTGGAAAAGTAGTCCAACTTCTTAAAATAGGCATACAG
>BJ023391 ID   BJ023391   standard; mRNA; EST; 549 BP.
TGAAAACATTTTTTAGTAAAATGATNAATTCGATTTAGCGAAAGCGTCCAGCTGACCCGG
GAGTCTCAGCAGCTTCCTCTGGTTTGGAGTCCTGGACGCCGCCGCCATCACAAGACGTCA
GCAGCGTTGTAGCTTCATCCAGAACCAGCACGCTAAAGCCGACGCCTCCTGGGATTTATG
GTCATTTGAAGATGGTCACGCCCAGACTCCTCCCCGTCTCTGGAGGCGAGGGGCCAATCA
GAGGCCAGCCCATCGGTCGGACTTTGGCGCCGTTCCTGTGGAACATGACTCAGCAGAAAG
ACCTGACGTCCCGTGGAGGAACCCAAAGGTTCTCCGTCAAACGCCGTCAGTGANTTAAAA
GCATCAGAATTTCCTGAACGGGGGCTAAACGTGGCGGTAAAAAAACTCTTCAAACAAAGC
GCCCACGGGTCAAAATGGGTCAGAACCGGGGCGGTGGGGCGCTGCAGCAAACCCCGTTTC
TTTCAGCCGTGTTGCATTAAAAGACATCTGTAAAAGCAGGAATTTTCCATTCTCTCTATG
AAAACCAGA
>BJ023406 ID   BJ023406   standard; mRNA; EST; 253 BP.
ANGCTGGGAAACGGGTTGGNTGAACTGGAAAACGCTCCTGGAACCAGAACCTTGACTGAC



TGTTATCTGGAAGCCTGANGGATCCGTTAGGATGACTGCTGCTCAGAATCTGACAGACGA
GGAGCAAACTTCAACAAACATCAACGGATTCCGTTTGAAATGATGACAGATGTTATCCAA
AAAAAAAAAATCAGGTANAGNGAATCCTTTGTTTTTNTCGTNTTCCATTTTATTTGCCAT
TTTGGAAATATGT
>BJ023413 ID   BJ023413   standard; mRNA; EST; 608 BP.
TTTTACATTGTAGACAGGCCTCTACATTTGCAAACATAAACTCTCAACAGACACACAGAT
ANGTCTTGAGACATATAATTAGGGGATCTGGATAAAGTCCATACAGTATTGCTTTTTCAG
ATGTCTTGTGTTTTTTAAAGTATGTTAATTTGAACACAATTCATACTGACACATAATTTA
TCTTATGCTAGAAAAAAAAATCAACAATGCACTGTAAATGTTAACAAATAAATAATGTCG
TCATAACTGCTTTTTTTATTGTAAAAAAGAGAAAACAACTGTCAAATATAAATCCAAACG
AGATAAAATATAATACAAATGATTTTTGTCTCTTTTCTTTTTTAAGTAAAACGGTTGCAC
AATTTTATTAAGTCATTTATACATACAGACATTTTATACAAAAAAAGGGATGGCCATTAG
CATACAGTGGGATCTCTAGTGCTGGTTGCTTCCAATAAGATGATTTCAAATATGTACATG
CTAATTAGAACGCACAGCAGCAACAGCAGCATCCACAGGAAGACCAAGAACAAAAATGTT
GAGAGAACGGATTCACTGAGTTGAGTTTCCCAAAAGCACCATCAGCTTTGTCAATATCTC
AAGCTTAG
>BJ023417 ID   BJ023417   standard; mRNA; EST; 599 BP.
ATTTTAACAGAGCTTAACCCTTGGAAATTAAGTTTTNAAATGCAGGAGCATTAAAAATAA
CAGCTTTCCAACCAATTTGACTCAGCTGTTAATACATTTAAAGGTTTATTTTTTTCCAAG
TTATGTAAAATCCGGCAGATATTTGGGTACAAATGAAAATCAAAAGCATTAAGAATCAAC
AATCTTTCACCCAATTTGACTTTAAAAAAATAAAGTCATTTTCAAATAACTTAAAAGTCC
AACTCCCAGAATCCAACATAATGTTTCTAAATGTAATTGTTTTAAACAAAATGTCAGATT
CAATTTTAGGTATAAATATTTGTCTTTTTATTATTATTCCAATTCAACCTGCCAAATGAT
CAACTCATCCTGTGAAGCTTTCTTTTGTTAAATAATTTATAACAAACATAATTTTAAACC
TTACCTTTTTTTCCCCAAATACATAAAACACACCCTGCATTAAGTGTGAAGAGCAAAAAA
TATTTGAATTTGCAAGTCAGTTCATTTCAAGACAAGAATGATTAAGATTGTGATCACATA
TGAAGAAGAGATTAGGCAAAAGAGGTAGAGGATGAGGAGTGGGGGTTGTTGAGCGAGGT
>BJ023463 ID   BJ023463   standard; mRNA; EST; 545 BP.
AGACCTTGTAACACACTACATGTTGGCCTGTTAGAAGTCTAGCAAATTCACAATACCCAT
TACCCCCCTACCAGATTCTGCTTGGGGTCTCCACAGGAAAGTCGTGCTAAAGAATTTAAC
ACATGTTTAAATTATAAAATTAACTATACCAAATAGAAAATACAGCTCTGTAATAAGACA
AAGATTTGTAGGACCAGATGAGCTGTAAATCTAAACATTATACATGTTTACCTTTCATAA
AGCAGAAAGCTTACAGACTACTTGAGAGCTGAAAAAGCTGATTAACATTGAACCAAAGAC
TATAAAAGTTGTAGCCAGGGGTCCACAACTCCAGCCTCAGGCATTAAATCCAGGGGAGTT
AGAGCACGAATATGTATAAATTTGCAGGATGGTAGTGCTCGACCACTAGAGTTGGAGGAC
CCTGGTTAAAGCAGTACAAATAATGAACTAAGTCATACCTTGAACTTACCATCATGGCAG
AAATTCTAATTTGACATGCATGTTTTTGGAGGCAATGCCCTGAAGAATTCCGCTGTCGTG
GTACC
>BJ023466 ID   BJ023466   standard; mRNA; EST; 877 BP.
ATTTGGTCTTTTTGCGACAGAAAATCTTAACTTTACTGGCCCCCCTCAGACGCAGGACAA
GATGGAGGGTGGATTCTTTCTGGATGTTGTAATCGGAGAGGGTGCGGCCATCTTCAAGCT
GCTTGCCAGCAAAGATCAGCCTCTGCTGGTCAGGGGGAATGCCTTCCTTGTCCTGGATTT
TGGCCTTCACGTTCTCAATGGTGTCACTGGGTTCAACCTCAAGGGTGATGGTCTTGCCAG
TGAGGGTCTTGACAAAGATCTGCATGCCACCCCTCANACGCAGGACAAGATGGAGGGTGG
ATTCTTTCTGGATGTTGTAATCGGAGAGGGTGCGGNCATCTTCAANCTGCTTGCCAGCAA
AGATCACACCTCTGCTGGTCAGGGGGAATGCCTTCCTTGTCCTGGATTTTAGCCTTCACG
TTCTCAATGGTGTCACTGGGCTCAACCTCAAGGGTGATGGTCTTGGCCAGTGAGGGTNTT
GACAAAGATCTGCATGCCACCCCTNATGCGCAGGACAAGGTGGANGGTGGATTCTTTCTG
GATGTTGTAGTCGGAGAGGGTGCGGTCATCTTCAANCTGCTTGCCAGCAAAGATCANACC
TCTGCTGGTCANGGGGAATGCCTTCCTTGTCCTGGATTTTNGCCTTCACGTTCTCAATNG
TGTCACTGGGCTCAACCTCAANGGTGATGGTCTTGNCCAGTGAAGGTCTTGACAAANATC
TGCATGCCACCCCCTNANGCNCAGGACAAGGTGGGANGGTGGATTCTTTCTGGATGTTGT
AAACCGGAAAAGGTGCNGNCATTTTTAANCTGNTTGCCANCAAAAATCAACCTTTGCTGG
TNANGGGGAAAGCCTTNCTTGGCCTGGATTTTAGCCT
>BJ023510 ID   BJ023510   standard; mRNA; EST; 601 BP.
TTGACCTAGCGGATGCCCNTTGCGCGTTCAGCAGGCGTGAGGGAATCGATGCCGCACAGC
CGCTCGGCTAAACTGATGCGACGCATGCTTCCACATCGCCGTTTGTTCTGGCTGAGACGC
CCAGGTTACAGATGCGGTTGATCATTGAACACGTCGGGGCGGATCAGGAGCGACTTTACT
GATTCCCGCCTTAATGTGTTACCTCCAGTAACTGGAGGCGGGGCGCGCGACGCCGCGAAG
ACACACAAGACGTGCTTTAGGATGCTTTTACCCAGGAAATACTCCTGCTTGATCCCACTA
GTTGATAAAAACATTGGGTCGTTTTTAATTCCTTTTCTAGTAGTTTCACCTTTAAATTGT
TTGGTTTTTAAAGGTTTTTAGATACAAAGACAAAGAAAACTTTTATATGATTTAAAACTA
CTTAAATCTGCGGAACCAGTTTGATTTATATAACTAAGAAATGCACGAAAAAGGCAAAAA
AACCCAGTATTATTTGTACATTCTTCTAAAAATGGGCCTTTCTAAGGATTCACAAAATAA



ACCCAAAATTAATGTTTACTGAGAAAAAACATATATATATATATATATATTATAGGGCAG
A
>BJ023551 ID   BJ023551   standard; mRNA; EST; 256 BP.
TGTTGGAAATAGATGTTTTGNGTAAATAAAAGACAAAGTCTGTCAGCTATACTGTGCTGT
TTTACATATTTACACAGAAACCCCTTTAGGAAACTAAACATGAACCCAGACATGAGGAAG
AGTGGATAACTGAGTTTATTTAGCGACACCTGTAGTCGATGCTAACCAGCATCTTTGGTA
ATAACAGTCTAGGTCTGGTTAAAGTGAGGGTGGTTAGACAAACTAAACATTCTGCTGTTT
GATGTCATATGGAGTT
>BJ023571 ID   BJ023571   standard; mRNA; EST; 679 BP.
AGGCCTGATTNTAATAAAACATAAAAAAATGAACAATGGTAATAATGTATTTAAAACAAC
AGCGTTCTGTTTTGAAGTGTAAATAAAGTTTTGATAGAAGACGTTAAAGTTGATGCACAA
ACAGTCCTTAAAACGTGACGTAAAAAAAAACCAACACAAACATTTACCGCGTGTAAAGAA
AAAAATGAATGACAGAAATGTTAGGCTTTAAAAACGTCTACATTAAAAGAGCAGTAAAAA
AAATAAAACCCTTTTTTTATGATATGAACTATTGCTAAGCCAAAGGAAGCATCAGCTGCT
GCTGAATCCATGTTCGTCCGTCTGTGGACACATCCTTCAGAAATTGGCTTTTTGGAATGA
TTTCATATAAAAAATCTGACTGGAAACTAGAATACACATAAAATCAGACAATGTTTTAAT
AACAAAACCCTTTTCTGCTTCTTCACAACTTGCATTCAGCATGAAAAAGGTCTCAGGACT
TGTACTTATTGAGCAGGAACAGGAATGGAAGACCTGTGATGCGGTTCAGGTCCTTGAGAA
CCGCTTCAGCCGCATGACCAAAGGATTTACAATTTTTAAATTATTGCGGTGCTTTGCTGC
ACAGGAGGACAGAAACAGCAGCGCAGCAGGAAGATCCTGTAACGGGTCTGGTCTCCTGGC
ATAGATGGGGGGGCAGAAC
>BJ023591 ID   BJ023591   standard; mRNA; EST; 350 BP.
TGCATAAAACTTAAAGGACTCCTGAAAGAGGCAGCCAAACAAAGACAATTCAGCAACCAA
CTTTTTCCAAATAAACTCTGCATGCTCACACAGTTTTATTGTGTTTTTCCATCCCGCATC
TNTTCANAAGTAAGCGGAGCCGGAGCCCCTCCTGGGTCTGTCTAAATAGTCTCCAGTCTC
CAACCAGGTTGTCTCGTTTCATCTTTAAATCCCCATTAATACACAAATAAGGGATTTGTA
GCACATTCCCCAAACACACACTTCCGTTCCTTGCCTCTGTTCCTGGCTAATTAATCAGGG
TTTTGATCCACACAAAGTGTTGCAGTGGGTGTTTTTTGGGGGGTGAAGGT
>BJ023595 ID   BJ023595   standard; mRNA; EST; 264 BP.
GGGATTCCAACAACTTTTCACAATTAACCCACAGGGCATTAAATCTATNTGGATNTGTAT
ATATTTAAATATGTATATATCCTGGACAATTNGTTTTCATTTAATAGTTCAANGAACATA
TTTATAAATAAAAACAGGGGGGAANAAATNGTCCATACACAATTTTNTTTACAGATTNTN
AAGACGTNTTCANAAATTACACCAACTNTNAAGTTGATAGGAGGAAAAAACGCCGGCCTG
NGGTCAGNTTTTACANACCCGAGG
>BJ023619 ID   BJ023619   standard; mRNA; EST; 155 BP.
TGGTGTTTTATTAACTGCTTTACTGAGTAAAAGAACACGGTTTTTATTTACATTCAGCAA
GAACTTCTCACAAAAAGATGCGTCTCCTTAGTTGAGTCTTTTTCTTTTGGGGGGGGGGGG
GGGGGGGGGTTTTNNNNACCCCCNNNANGNCCNCC
>BJ023629 ID   BJ023629   standard; mRNA; EST; 540 BP.
AACAAGTTCACCAAACACGTTTATTGTTTGCCTTGCTAAGTACAGNACACAATGAAAACA
ACAGGCTGAACCACGTTTTCATAAAGCAATTGAAAAAAAAAAACNAGGNTGTAATTTTCC
ATCAAANGGTTGCAAAGGTCATTGGGTTAAATGAAAACCAGAAAGATTTGTTTGCGTTAC
TACCCAGTAAAAACAAAACACTNTTGAANGGATGTGTNTTATTTTTCCTCAATTCTGAGA
CTCCAGTTGAGCTGNAGTCAAACATTGCTCAGTTTGCTGCGTGTTCAAAAGTNCGGGTGC
CCAGCANAATCAAAAATAGAAAACAAAGAACGTTGTTGTNTCACTGCAAGTTGTGGATCA
TCTNTTCCTTGGCAATAAGGNGTGTGGTTTTGTTAACCAAAGACATGANAGAGTTGANTT
TGTGTGACCAATCGTTGANCANATCATTGGGGTNTTTGGGTNTNTGAAAGTTGATGATGC
CANCGAGTCNNNCCACCTTGGNNTANATGGNTTTGTTTACCACCANGNTGNAAAGGAACT
>BJ023630 ID   BJ023630   standard; mRNA; EST; 668 BP.
GCAAGNCATTTCAGCAACAACCTATGTTGTCACCTATGGATGGATGATAAACTATTAATT
TGCATTTACAAGGGAATTCCTTCTTCACACACATCTGGATGACAGCAGTAATTTCTATTT
TGTTATACAGATTAAGATACATGATGTTAGCGTTATTAAAAATACTTCAACTCTTTATAA
TTGCATAAATTAACACATGTATTCATATAGAAGAATTGCGTCATTTCACAGATGAACACA
ATGCTTTAAAGTAACTCTTTTACCGGTAATTAAAAAAAAATATATTTTCAGGAACAAAAT
ATTCAAAGAAAAGATCAATCATATTTGAATGTCAAAAGCTTTGATTTTACAGTTTTATCA
TCTGAAAAATTAGAGATAATTCAACTTTTATTGTCATTTTAAAGAAATAAAATAAAGTTT
TTTGTGTACTTGGCATTTTATTATTTCAGTTGTAATATATTCCACAGTTTGCATTTAAAC
ACATTTAACACCTTTAAGAAACTGCACATTTGATCTGTGATATTCAAAAGACTGGAATCT
ATATTAAACGTTTACGTCAAATTATGGACATGTGTGCCATATGTGCTGAAGATTAAGACT
GCAAAACGCTCCATAAGCGACTGCAACAGCAGTCATTTTAGCAGGTCTTTCATGATCCTA
ACTGANGA
>BJ023642 ID   BJ023642   standard; mRNA; EST; 492 BP.
TTATAAAGTTGCACAAATAAGAACTAAATGCCGTTTGAAAGAAATCAAAGTGTAAATGTA
TCTTTATTAAAAGTCCATGTATGCAGAAACAGGGAGGCACAGCTGGGCGTTCCGGGGTCA



CATGATGAGCAGCTCAGAAACAAACCACCAAACCGATTCAAATGTTTTCAGTGTTTGGCT
CTGTTTATGTTCAGAACAGCATCGCCACAACTCTTCCTCACTGTTCTCTTAAATAAATCA
CCTCATTATTTGACCCATAGGGAACACTTTGGGGTGTTGTGAAGGGCAGAAATACGTTGA
TGAGACACTTTCTGGTGTTGGACGCTCCTCTATCCACGACTGAAAGCTGAATGAAACAGC
TGCTCAAAGACATTTAAAATCTCCATGTAGGCTAAAGATTTCCCAGTTTAAAGGACTGAC
ATCAAGTCCAGCACCTCTTTCCTTGTCGGCTGAGTCCCGGAGGAAAAAAAAACGGATCAT
TGATGGATGCTG
>BJ023658 ID   BJ023658   standard; mRNA; EST; 433 BP.
GTAAAGTGACATTAGCCTTAGTTAGTTTTTGCTGATGTGTCTCATTGAGATTATGTTTAA
AACAAACAGAAATGTTCAAAGGCCTACAGAAAAACATTTGAGTATTAATTACTGTAAATT
TCAATTACTTTTCTTAAAGGTAAACTTCAGTGATCCCTTGCTTTTTTAGAAATAAGAAGA
AGAGCAAATGAAGTGACCCATGTACCTGAAAAACGACAACTCAGACGATAAATCCTGCAG
TTACATTCTCAGCTTTAAAAAAAAAGTATCATTAGAAAAACCAGAACTGGAACCACAATG
CTGAACCCATCACACATGACCAGAACTCTATAGAATTCAAACTTCATTCCAAGCATTGAC
CATATCGAGGTCTGAACCTGTTAGGTACATTCTCCTCACAGAAATACTTTATTACTTAGG
GGGGGGGGGGGTT
>BJ023681 ID   BJ023681   standard; mRNA; EST; 575 BP.
GTGTTNTTAACATGATTGCAACCAAATCACTATTTCTGTCATNNTCTCAGAAACAAATCG
ACTCANAAAAATGTGNCAAAAACCTGCAGAGTGTGGAAGACTTCATGAGGTCCAGAATGA
GGACGGAGTCAGAACCCGACGGAGTCAGAACCCGACGGAGTCAGAACCCGACGGAGTCAG
AACCCGACGGAGTCAGAACCCGACGGACTCAGAACCCGACGGACTCAGAACCCGACGGAC
TCAGAACCCGACGGAGTCAGAACCCGATGTAGCGCCGGTTTTTTAACCCCGACGTGCCAA
AAGTCGATGCAGATTGACTGACCAGAGCGAGAATCTGACACAAAGACTGAGGAGAATCCA
TTTTGACTTCCAGAAACCTCTACGAATACTTTAGAAAAACTGGATGGAAGACGCAAAAAC
AACAACAAAAATCAAAGTTCATCGTTCACAACTGCAGCACAGAAAGCTTCCAAAAGAAAA
ACCTGAAAACACCTGACAGACCAACCAGCAGATCGAAGCTCANAGTCCGTCAACAAGAGC
AACAAACGAACAAAAAAAACATAAAAAAAAACGAC
>BJ023686 ID   BJ023686   standard; mRNA; EST; 168 BP.
GTGTTTTTTTTAAGAAGTAATTTAATTAAAAAAAATTNTAATGCTGCCTTTTCCCAGCAG
TGCTGAGAAACAATTTTATTGATTGTGGCGGCGCTATTTTACTCCTCTGAATGTCTGATG
GTCAANCAGGAGCTNTTNTGCCGTNCCTGAACCCNAANTGTNAAATAA
>BJ023687 ID   BJ023687   standard; mRNA; EST; 585 BP.
CTCTGAAGCTCAGNGCCAACATGAGCACCAGGACTCAGAGTCACATCATATAAAGACATA
TTTACAAATATAAATAACATGTTTAAGCTGAAGAAGACACTGTCATGAAAAACATGTACA
GTACAAACATGGCATGTACAAGAGATCAATAGTAACCAAGGCCAGCTTACCTTAGCTTAG
TGCAAAACAATACAAACATTTATGAAGGTATGAGCTGAACACAACACCTTTGGTCCAAAA
CCAGAGCATCAAAAAGAAACCTGACAGGAGTCGCTGGGTTTGGCCTCAAGTACGAATGTG
ATCCGAACCTGAGGAACAGGAGACAGGAAGGTTTAAAACCCGAGGTCCACATGGAGAGAC
GCTGGAAGAGGATCCGCTTTTAGAAAAGGCCATAAAAACCAGAAGCGCTGGAGACAAAGT
CAGCTGAGATTCCTGCACAGTTTGTGAAACCAGAAGAAGCTGCAGGAAGGAAATACTTCA
GTTGTTGCTCCCCAGACTAAAGGCTGGTGACTCTGAGTTTGAACACATAATAGCAGAATT
GCTGTCCTCATTTAAATGACTATAATTCCTTCATCAAACACCANA
>BJ023689 ID   BJ023689   standard; mRNA; EST; 628 BP.
GTTTTATTAAAATGAAGACACAGAATTACGTGAATCCCACGCTTGAGTTTAGAAAATATA
ACAAAAGAATATATGTACATACAACAATAAGTTAATATTTACATGATCAGTGGATTAAGT
ATGATGGTATTATTATTGAAGAGTACTTATTGAGGATGAGGAGGAGATCAGCTTCTGTGA
CGCTGGCGCTGTTCTGCCAACCAGTCGTCCAGTGATCGTCCATTTGAAGCCCGTGAGCAA
AATGTGGCGTCTTTGTATCGACTATGACCGTATTCTTTTGTTTTGGGCTGTCCACATTTG
CTGCAGGTGTTGTAGTTCACTCCTCGTGTGTATTTCCTTTTCTGGACACCGCGCTCTTCC
TCCAAGGCTCTTCTTTTTCTGTTCTTTTGTGTGGAGCGTGACACAGGGACAGCAGGTGCA
GACACAAGGGGAACGAAGCCTACATTGTACGTTGTGGCTCTAGAAAATGAGATAGTGGTG
GGCGCAGTCATACCTGGGTTAAGAATAATGGTCAGTAACCCAGGTGCTGAATTAATTCCA
GGTGCTGACACAGGTGGAATAGTTCCAGGTGCACTGGTGGCAGGTGTGATGGGGTACTTC
ATGTCTTCATCCTCAGTTTTCACCACAG
>BJ023699 ID   BJ023699   standard; mRNA; EST; 210 BP.
TTTTTTGGGACACCTTTTTTTTTTGGGCCACCTCCTCCTCCGGNTNGGGGACGATCTGCT
NCTTNTCGGNGNGGATCATNTCGATGTGGCNCGGGGAGCTNATGTAGGGGTTGATGCGGC
CGTGCGCCCGGTACNTGCGCCGCCTAATNTTGGGCGCTTNGTTCACCTGAATGNGCTCGA
TNACCANNNAGTCCACGTCCAAACCNTTNA
>BJ023703 ID   BJ023703   standard; mRNA; EST; 671 BP.
AATTGCTTTATTGGTTGAACGGTTCCGCATTTCATGTTTTCCTTTTATTAGAACCGCATG
GCACAGGGAGCTGTGCGGCAGGCTTTTCTCTGTGTTAAAGTGTAGTCTGGTATGACGATG
AACCCTCTTCTGAACTGCTCTGCAACAGTGGCTGCCTCTCTCCAAAGCTGGGCGCCCTTT
TCCTCTTCTGGTTACGTCTCCTCTTCCTTCTGGCAAAAACAATCACCGCGGCAACAATTG



TGGCGATCAAAGCACCGAGGATCCCGGCCCCCAGGAGCCACTGCCAGATCTGCTGGGCTT
GCTGAAGGTAGGGGGTCAAGAACTCCTGGACAAACCTCTGACCTGGGTCCAACAGGTAGG
CGTACTCGTATCCAAGAGCCTTGTTGGACAGGAGGTAGTCTCCATTCCTATAAAGAGGAA
GGAATGGCACCATGTAGTAGCCGTCATTGTGGCCAATTGGTGCATTGGTACGTGGGTAGA
TGGACCGGGGAGGCTGATGAGTTCTTAGCCAGCGCTCAAAGATGCTGTCAATGAAAGCAT
GGTGAAGGAGGAAGATGGGGTCGTTGGCTGAGCCCTGGACTGAGGACATTGAGCCGTTCA
TGAAGACATGCAGCGCATTGTGCATGGTGCTCTGGCCTTGCACAGCCATGCCTGTTTCTG
GGCTGGCAAAA
>BJ023714 ID   BJ023714   standard; mRNA; EST; 209 BP.
GTAAAAACANCAAANAGGTTNAAATGTAGTTTGTNAAGTGTGTGTTTGGTTGTGTGAGTG
AGTGAATTATATTTTCGACAGTCCAGTCATATCAAACAATANAAGGGGCANATGGCAATT
CCATNTTCAAAATGGTTNANAGCATTGGGGATGGGGGGATCCATTTTTGTGACTCCTCCA
TNTGCTNACCTTGTCCAGTTTGGCATCAT
>BJ023724 ID   BJ023724   standard; mRNA; EST; 702 BP.
AAAACGTCTCCCAAGGTAGTTTACATCTTTATCCTAGAAATTCATTCTAGTCCATGCAAC
AACAGAGAAAACACTCTGGCACCATAAAAAGCAAAGTGAAGTGTGGAATGAGCGATCTGA
TAAAAACACCGGCGGAGTGGTTAGGACGGCCGGGACTCTGTCTACTGGCCCAGGAGCCTT
TGAACTATAAATAAAAAGTTGGTAGAGTCCAGAGAGGAGAGACTCGATCAGCCGGCATCA
GCTTACAGTCCAGCTGCTCTGCAGAAAGTCTCCATGTCACTGGAGGTGTCGGCACAGGTC
AGGTGACACCAGGATACAAACACATAAAGTATGAAGCATAGAAACCATCAGGCTAGGCAT
TAGTGTTCTCAGTTCCACCTGAAGCAGAAAGGGCGGCGTGCTGCCTGTCGGGGCGACGAC
CTTTCTGCTTTTTTTAATTGAATGCGTCCCGGCGTGACTGTCGGAGGGGAACCTCGACAG
AGGAGTCAAAACACGCCCCCCAGCAAACCATGGAAGGACTTGTAGTGTGGGACTGAGCCG
GCACCAGACTCAATTAGTGTCGCTGACGATCACAATGACCATGTGCTCCTCGTCCAGATT
ACCCACAGTCCTCCGGGCAGCCTGCAGGAACTGCTGTGAGAACTCACCGGGGGGGAAGGC
GTACAGCATCCCACCCGTGCCCCCCTCTTTGGTGGCAGGCAG
>BJ023737 ID   BJ023737   standard; mRNA; EST; 681 BP.
GTATTTTTAATAATAATTGAACACTCTTTNGGTGCTATTTGTTAGGTTTTCCTGCCCGCA
ACCATCATATAACTCTCTGAGGTGGAGGATCAGCTCCTCTGTGTTTTCTCCAGTCAGCGC
TGACACAGGGATGACCCTTTGGGTGACGCTGTTTTTGAGAATCTCTAGCTTTTCTCTGGC
CTCGGGTAGGTCCATTTTGTTGGCTACAACAGCCTGAGGGCGCTGGGACAAGCCTGGGTC
ATACTTGTCCAATTCATAACACAAGTGTTGTAGCTGGGTCCAAGGCTCTGGGGCCGACAG
ATCCAGAACAAAGAGGAGGAAACGGCAGCGCTCTATGTGACGCAGGAAAGAGATTCCCAG
GCCTCGATTTAAATGGGCCCCCCGAATGATGCCTGGGATATCTGCAACTGCAACTTGCTC
GTGATCCCTGTACTGGACAATTCCCACATGTGGGTTGAGGGTTGTAAACGGATAAGCAGC
GACAGCAGGCCTGGCATTGGAGATGGCTCTCAAAAGAGAAGACTTCCCAGCATTTGGAAA
ACCAATCAGTCCAGCATGGGCCATGGTGCGCAGCTCTAGTTGAAGGACGCGCTCCTGTCC
GTCCATACCTGGGGTCGCTGTCATGGGGGCGCGGTTTTCGTTTGTCAGAAAAAAACGATT
TCCTTTCCCTNCGGTCCCTCC
>BJ023764 ID   BJ023764   standard; mRNA; EST; 600 BP.
TTCCCAAAACGTCCAACAACTTCCCTATTAAATAAAAAGCCATACCATATATCTGTTTAA
AACTCAGCTTAGCGTTTTCTTTTCACAGGTTTTTACTTTTAGAGAAATAGAAGTCGATGC
CCCGGTCCCGGTGCTGTTTGGGGGTGTGAGAAGGCCCTTTCTTTCCTTTTTGTGACGGTC
CTGGTCCACTCGGTTTCTTGTTAAAGTGCCTGCCCCACTCTGGCGCTGTCACTATAGGGG
TGGGGTAGGTCTCGCCAAGCGACACACGAGCACGTGACAGAGCGGCGGAGCTGAGGTTCC
AGGGAGTGTGCACATCTCCTCCTCTGACAGCCGTCAGCTCTGGGATCCACTGGCGCACAT
AGTCCCCATTGCTGTCATAGTCGAGAGCTTGTTTGATCATGTTGAACTTCCTGTTCTCTC
TGGGGTCGTTTCCTATACCGGCACTGTAAAGCCAGTTCCCATAGTTGCTGCAGACGTCAT
GATCAATCAGCAGATACTCGAACCACTCAGCCCCCATCCTCCAGTCCAGGCCCAGATCTT
TGGTGAGGAAGCTTGCAACATTTTGTCTCCCCCTGTTGGACATGAAGCCCGTCATGGCCA
>BJ023766 ID   BJ023766   standard; mRNA; EST; 163 BP.
TCGGTCTACTTTAAAGNACTTCACTACTGTATGGAAAATTGGTGTTTTTAACATGTTCTT
GTAGCATTTTTCTGATTTTAGAGGACATGTATAAAGAAAATTAAGCATCAAATNGCGTTT
CTGAGTATTTTTTTATTTAAATCATGGTGAATANGGAGCAGAC
>BJ023770 ID   BJ023770   standard; mRNA; EST; 470 BP.
TACAGTTCAGTGATGGCCACATTCAGGAGGGAATCCAGATGTTGCCGNGGGTGTCGGGCT
CCTGGCTGTATGGAATATTCCAGATCCATGGTTGATCTTTANCAGCATAAGGTGTAGGTG
GGAGGTCNAAAGGCACGAGGAACCCAGACGAGGACNAGGAGACTGGGAATGCACTCTTAT
NAACGGGGAATGTNTTCAAGTTAAAGGCTGATGGCACATANAGGACTCCCAGCTCATACN
AACGCACCATCACCTGGGAGTTGTTNTTNTCCAAGGCACCCCACGCTGNTTTGGAAAGGT
TTGCACTGGCACCATACANANACCAGTTACATCATCAATCAATCAACCAACCAACAAATG
AAACTATATTTACAAAAAAAGTGCTTNTCATACTTGCGCAACTTGAAGCGTTTTACAATT
AAAAATAGAATCGGGCAATACATAAATAAATCAATAAAAAAGAGAGAAAA
>BJ023771 ID   BJ023771   standard; mRNA; EST; 248 BP.



CTTTTTTTTTCTTCCAATTTACAACCTGGTTTTTCATACACTTCAAGTTGATCCTGACAT
GACCCCAAACTTCCTAAACCCTTCAAGAAAAGGTCATCACAGGGCATTTCACAGGTTCTG
GCTGCTGCTAATGAATACTGAAAGGAGTTTGCTTGAAGGCACATATATTTGTCTTTTGCG
TGTCAGCAACAAGTTGAAAAAGTAATGCAACTCATTTTCTCTCAGTATAATGTCTACTGT
GAGTCAAA
>BJ023777 ID   BJ023777   standard; mRNA; EST; 634 BP.
GTTTGAAGCAGGTTTACAGCTTTAATGTAAGATCATAGTAAATTATTCAAAATAGGTGTT
GATTTTATCTACATCTGTACAACATAAAATCACTAAAGTCGACAGTTCTTCAATGTCTCC
TCTAATGAGCGACGATATCATCAGTGAAACCTTCAGACACCATGTTGAAAAGACAGATGG
AGGTTCCCTCTGCTTCCCTCGTTGTCGAACCTCTGAGGATTATCCTCTTCTCTGACCATC
AGCTGCAGGTCCAAAATCTTCTTCGCAAAGACGTTCTGAGGTGAGCTTCAGCACTTTGTT
TCCACAATATCAGGTCCACTGTTGTAACCTCTGAAAGCCCTGAAAGCCTCACGTCATTAG
AGAACAAGCCAACAGAGAAGGCTCGCTTTTTAGAGAATCTGCTTTCAGTTCCTGCTCCTC
TCCTGCTTCATCATTTCCACCTACTGAGACAGAAGTTTCAAAAGGTTCTTCACTGACCGT
TCTTTATGAGAATCTCATGTTTATTAGGCTTTGGTGTTTTTTCCTTGATTTTCCCACTTT
TTGGAACGCCTGGATATTACCGTTCCTGCTCACTCCTCCTCTTGAGACCCGCTTAACTCC
TCCTTTTTCCTCTTCTTCTTCCTTTTCTTTGAGG
>BJ023778 ID   BJ023778   standard; mRNA; EST; 435 BP.
GCCTTAAAAAAACCCCAACCCAGAAACCCCACCCACCCAGGGTAACGTTAACCACAGCAG
AACTAGAACCACTGGTTTTCAGTTCTCAGCTTCACTGTTCCACGTTCTCCCATGCAGTGC
TTCACAGTTCATCCTTNTNTGTCTGCTAGGACAAAAGTAAAAGCATGAGCTATTAAGATG
GAAACTGCATCAAGTCATCTTCCTATTGAGAAAAGGGTCTTACCGTTTCATCTTCATCAT
CATCATCTACAACTTCCTCTTTGGCTTCAGAGTCGTCTTCTGCTTGTTCCTCTGGTTCCT
CCTCTGGTTCTTCTTCCACCTGCTCATCCAGAGGTACATTCATGCTGAGTCTGAGCATGC
GCTCTATCCTGTCTCCGTAAGCCTTTGTGTCGGCCAGCTGGTAGCCGGAGCGCAGTGTGG
CCGTCTCAAACAANA
>BJ023782 ID   BJ023782   standard; mRNA; EST; 646 BP.
ACATTTTATTACNGAAGATTTAAGAACAAAAAGCAGGAGTAACATCTTAATCCAAAATTC
TACGTTAAACTATTTTCACAACACAGTCCAGAGGTTTGACTCGGCGCTAAAGTTTTCAGG
CAACGACAGCCGAATGTAGAAGATTCGGACTTTTGCGGCGGCCTCCCACGCGTCGGCTCA
ACAGCCAGGGGTCGCTGACGAGCGCCATCATTCGGTGAGGTAGAAGTGCATCTTGTCGTT
GATGTTCTTGCGCTCCGGGTTGAGACGCTTGAGGATCTGCGCCAGCACGTTGACGGTCTG
CTCGCTGCTCAAACCCGTACGCTTGGTCTGGAACTTCTTCAGCAGGTCTTTGGTGGTCAT
CGGTTTGCGGATCAAGTAGCGCCGAACCGCTTCTTCGGTTAGCTGCACATCACTTGAACT
AGGGGTGGATTTGCCTGATGAAGGTTGAGGTGTACTCTTCCCTGAGGGTCCTGGGCTCTG
AGAGCTGGGCTCCATTTTAAGCCTTTTGGCCGCCGGCGAGTCGGCACTAGGACCCTGTGG
CGGTCTCTTTCCTTGCTCTAGTTTGCTGGCGGCTGCCCGGAGCGTGCTGGAGGTGGAGCC
GGAGTCGATGGAGGGCGTCCCTGGACGGCTGCTGGTCCTGGAGCTG
>BJ023784 ID   BJ023784   standard; mRNA; EST; 150 BP.
CNCATGANTGCAAATATTAAAAAAAAAAAAAACAGGATTNTTTTTTAACTGTAGTNTACA
TNATGTTTCCTTNTAAAGGTCTCGTGTTNTTTTTTTGGNAGNGNGGAGGACNTTTGAAAT
GTTNACCTTGTTTCCAAATTCCCCTCGTGC
>BJ023785 ID   BJ023785   standard; mRNA; EST; 157 BP.
AAGGCANTTGAANACACANAAAGACNGTCCCAAGTTTTCAGCTGTCNCTACAGTGGTTTT
TTAATACAGTCAAACTTTTTATATAAATGGCNCACATATTGCTGNTATTGATATTTTTTT
TACAGTACATACCTTNACAAATTACTTTTTTTNGTTA
>BJ023793 ID   BJ023793   standard; mRNA; EST; 538 BP.
ACATTTTATCTTNTAAGGACGCCTTTCTGNGNCGCTCAAGGNCACCGTACAACATAGNAT
ACAGTATATAAATTACAATAAACAGTTAAAACACTTAAATACATACACATTTAACTAAAA
TTTATTAAAAACATGAAAAAGTTCCTGTTGAAGTGAATAGGCCATTTGGAAGAGATTTGT
TTTTAGTTTTGTTTTGAAAGGNCGATAAATCTTATAGATCCCTCAAGATCCCTAAATATC
ACAATAAATAAAATACCAAACCAATGAAATGCAGGAGAAAATCACCACATCGGGCTGGAA
AAGAATAAACAGCACTCAGAGGTTGATGCAGTTATCACAAACAGCCTCAACCAAAACCTT
AATATGAACTAGACTGCAGCTTGCGATAGGGATGCAATACGATTGATGCGATGGCCGATT
GCTATAAAGTAAACACCGGGCCTAANTGTTATTTCTGAGGTTTGTTTTTTAACTTTTATT
AATGAAACATACCCCTTGATTTTCNACCCTGCATTATCTACTGGATTNTGAAATGNTG
>BJ023806 ID   BJ023806   standard; mRNA; EST; 238 BP.
AAAAAAACANCAAAATAAACTCATNGGAATTTATTAAGNGGTTNTTAANGTAAAAGAAAT
ANCAAACCAGANTNGGGCCATCACAGTCAGCAGTTAATNCTGAGCGTCCAGTAAGAAAAA
ACGAGCAGCCNTTCTAGNGTAGGGGCGTTTTTGGCCTTTTAGGAGGCAGGAGGGAGTTTT
TTTGGGGCGGNTGCAAGTGCTTNTGTGGGTGCCCGGGGAACTGGGTTCACTNTGCCTT
>BJ023821 ID   BJ023821   standard; mRNA; EST; 290 BP.
TAAAACCATCCAGNAAAGNGGNGCTTAATTTTAAAAAAGGGAAGAAAAAAACCNCNCATN
GTCCCTGCCCATNTAAAAATAAATTAATNCTTTNGCTGNCCAGNCATTGTCCATNTTAAT



CGTCNGGTCCTAAAGATTCACACACNCAATCTGNGGNGTTNGCTTTCCTTTACATGGCCA
ATCACAATCACTTATTTACNCCAACGGCCAATGGGAAAGCTTTATGTNCACTTTAANAGG
TAAAACCGGCNCCACCGAAGGCCCCTGAAACACTTCNTCNTTTCCAACAA
>BJ023823 ID   BJ023823   standard; mRNA; EST; 545 BP.
TAACTGCTGAAAATAAAATAATCATAATTGTTGTTTANGCACACTGACAAAAAGAGCTGT
TAAATGCAAATGTCAATAATGACTTATTTGCCTATTTTAAGTTAAAAAGTTATGATTGAA
TAAATAAGAGAAATCTACACTAAAACAACAACAACAAACATTTTATTGTCATTGTTTGCA
TGACAATATTTTCTGGAATCAAAGATGCTGATGTGGAAAATCTGGGTGTCAGATGCTTCA
GGACTGAGCCAATTGAGGCAGATTGCATTTGATGGATTGTTACAATCTGTAATTCTTTTT
CTTTTTTGGGGGGAGGGTGTTAAGGTTAGGGACTAANAANAACTTAATCTGATAGCATAA
AANAAGAAATGGTAATCCCATTTGAAATANGANCAACATTTTANAAAATTANTTTTTCTC
AATCATATAAATATTTTTTTGATTCCTCCATATGTNANGNGGGAAAAACAAAATCTTGCT
GANCACATGAATGCNNNTTNTAAAATCTGCTNCTTTTATTNTCCTGGNGGNGATNNGNCA
TTANG
>BJ023824 ID   BJ023824   standard; mRNA; EST; 109 BP.
CCATATGATAAACAGCTGCACAGGCACATACACACATGGAAACATTNGCNGACACAAACA
TACACATTNAANCATGAAAACAAAACNATGAANNATGTATAGCGCATTT
>BJ023828 ID   BJ023828   standard; mRNA; EST; 293 BP.
TATTTATAGGGCTCTTTACATATGTTCAAGTGAATTTCTAGTTTAATTAATTATCTAGCT
GTTGTTTTTAATAGAGCTACAATTTCCTCCTTGTGGGATCAAGAAAGTTTTATTCTATCC
TAAATATTGGCTGCATTTTTCAAATGGCCTTTGAACAATCCTCATGCATGTTTGTGTAGT
AAAATGCTTGTAAACCAGCCTCCTTCCATGGAATTCTGTACATAGCCTTTTGGCATATCT
GCAAGTCAGGCACTGAGCTGTTTTTTTTTTGTTTTTTTTTTNGTTTGGGGTGG
>BJ023847 ID   BJ023847   standard; mRNA; EST; 651 BP.
GAAAACTTTTATTTTTTGTGTACAAGTACAACTGGTTAAAAAAGGAATTAAAATAATTTT
ACGCTTCTTCCGAAACTTTACAAGTCACTGTAATCACTTCAACCACATATTCTATATTGA
CATCCAAGTGGATACAGTACACAGTTTCCTTTAGGCAATTAAAACAACCTCAGCATATTT
AAAAAAAATATCCAACCAAGTGGGTCACAAATTCATACTAACATGGCGGAGAGAGCAGGG
GGGGGCTGCAATATGCCTGTAGGACTAAAGATGTAGGAAAGCAAAATTAACTGCACTTAG
AAAAAAAAACAGACCAACAAGATCAGGGATTAAAAAAAAGAAAACTAAACAAAAATACAA
GATTCAAAGGTGTGAAGAATTGACTATTGAGTAGAGTCACAGAACAGTTAAACTGCAGTT
GAAACGTTTGAAATCTGGTCAAAAGAAAGGCGATTAGAATATCTTGCTGCTGTTTGAGAC
TATCAAAAACCCTCAAACACTAAGAACCCAGAACAACAAACATCCCTGATATTCTAGAAA
CTTCTTGTGTTTTAGCACAAGTTCCTACGAAATAAAGATCGACACAGCCAAGATCTTCAA
AACCCAAACTCTCCAGTCACGTAAAACGGAAAGTCATCATCTGAATCCTCA
>BJ023862 ID   BJ023862   standard; mRNA; EST; 584 BP.
GTGTTTTATTTAGATGTACGTCTTTGTCTGATGAGTTAAAGTAAACTGGGAAAGGAGTTG
CAAGGCAATAAGGTGCTGTCTTTCATAGACTTTACATGTGATTAGTATTTACAGATTTAA
GTCCAAACTACCCAGTCGTGCAACACAGAGTACTTAAGTCCCAAAAGTTCTCTATCATTC
TGGCTTTTCTGACCCCTGCTTGTTTGTTTACAGAAAAGTGGACCTTGCAGTGACCGTACT
GCAGATTATAAATTACCTTGAGATGCTCATTTTTTACTTCCTGAAATGTCTGATTCTGTG
TAATATAAACGAGTCTAGCCGCCTCGTTATGAATAGAGAGCCTACTGTTTATGTTGGTGT
TATCACTTCATTCACTTTGGGATTTCTTAGACTAGTTTCCAAATTGAAATGTCTGGTTCA
GAAAGAGAAAATAGTTCTAATGTAAACACGGCGCTTGCTCTGTTTGTGTTGCCCTGGTGT
GGGACTGTATATTGTTGCAGCAGAGAGTCATAGAGGGATGGTAGCTTCTGTATGAGTGAG
AGGATGTCAAGAAGTCCCAGAACTTGAGAGGGCAGATTGAGGAG
>BJ023874 ID   BJ023874   standard; mRNA; EST; 390 BP.
AATGGTTCACACACAAAAAATGTTTTCATGCAAATCACAAACACCAACTATAATCCTAAC
AAAAGCAATGTACAAGATAAGAAGTTATTTCACGACAATTTATGTTGCTTTTTAAACAAA
ATGGGCTTTTGAGATTTTTTTTGCCCTTTTTTTTTTTCCATNTNCATAATTNNCATNGNC
TTCATNGNCTNGGTTGNGAAAANAAAAAAGAAAANCGNCAANCTAAGAAGNCTTTNTCCG
TNTTTCCTTCACTTTTNATATCATAGCTGCNTTATGNGGNCNGGCNTTNTAAANCCATNT
TNCTAATTCAGCAAACTAAACNCANGGANGGTCANTTTNTNTACTTAGGCAGTTCCGGNG
TTTGTTTTTAAANAGTNTTGAATTGTTCGT
>BJ023877 ID   BJ023877   standard; mRNA; EST; 586 BP.
ACCATAAANCAGCNNNACTGGGTGGATAAAAATGAAAAATCTGTCCTTCTTAATGACTAA
AACATGCAAACACAAGTAAAACTGAACTAATTAACCAAAGCAAACGCTAGTTTTCACTAT
GAAAGAGCTGCTATATGAGGATCTCAAACCTTCGTCTCCCATTGATTTCCATTTTCCTAG
TAAAGTCTGATTAGGCCGTGATCAATACTGTTCTGACTTTCAAATCATCTCCTTTGTTCT
GTCTTGATGCTCATTCCTCATGCAGAAAGTGCTATTCTACCACATGCACACTAAAGAACC
AGCCTGTTGTTGGTTGTTTTGCTGAAACTTTGGGCTTGAAACACAACACAACTAATATGT
AGTGTCTAAAAAAGGATTTCTCTCTGCTGCTGCTTCATCTCCAGATGACCACGATTCGGC
CTCATTTTCAGAGTCCTCAGAATGAATCATCTCCCCCTCAAAATATCTTTGACAAACCTT
CTTTGCTTCCACAGAAACCTCTGTCTGATCTTTCACAGCAGCTAAAGGTTTGGAGGAGTC



AGCAACAACCATGGAGTGGCCATTAACCACATTTGGGGGTTCAGCA
>BJ023896 ID   BJ023896   standard; mRNA; EST; 619 BP.
TCTGATGCTGCGCTGTCCTTGGTTCAAACAATATGACCGTTTCCAGGGCAACGCAGTGTT
TTAAGGCCGAGGCTAATAGACAGTATATGCATACCTGCTCTGTTTATATCAAAATAAATG
CATAGTAAGTTCTTGAGTATCAAGCAACATCTTTTGCTTTCTTTCTGAGCTTCCTGTAAG
GCACTCTCCGATTGACGTGAGCGTTTTTTTAACAGAAGACAGGTCGATGTCCGTCCATCC
CAAGAGCAGGAACCTGTACGGCGAAGGAGAACGCACACGTCCACGGTTTGGTTGTTTGGC
ATTCAGTCACTGGTTTGGGGTTGTTGCCCTCTCCTCTTGAAGCAGTGATGAAGGAAATGA
AGGAGGTGGCACATGGCAGGCAGGGATACCTTCTTTTTCTTCTGTTTGTTTGACGGTGTG
TTCTGCGTTTCTTTATTTTTGTCTGTTTGGGTTTACAGAATATGATTCTACATCTAACCA
AAAAACANAAATCTTANAAAACAAACTTATTGNTCTCTTGATTTTTCTAATTANGCACGT
GGTCACAGTGTATGTGAGTAAACATTCAATTGCGAGTNTGGTCTGANTGACTTTTNGNAN
CAATATGCTGCATGATCCC
>BJ023899 ID   BJ023899   standard; mRNA; EST; 593 BP.
TACAAACCTGGAAACGTTTACAANCAACAATAGNAACATGNAAACCCGACCAGTACGGCG
GGGCGGGCCGCTCACTTGAAGCCGATGATCTCCTGCGTGGCCATCTGGATCAGCCGGTTG
AAGTCAAAGTGGATGTACTTCCTCCAGTAGCGGCGGTCTTTGCCGTATATCACAGCGGGA
TAGCGGGGACTGCCGATGCCGTGCAGGATTCTGGCAACGGCTCTTCCAGAAAACTTCTCG
TCGCTCCGATGAGCGAGGAACCTCCTGATGTCGGCCCTGATTGGCTCCTCCCACTCCAGC
AGCTCGTGTTTGTCCGGCTCCTCCGGTTCCTCCTGCTGCACGGCTCCGCCCCCATCCCTC
TTCTTGTCGAAATAGTCAGACAGCAGCGTTTTCAGCTGGGAACTCCGGCTCCCGTCCAGA
TGGCGCCCGCAGGACAGCACGCTCTGAAAAGCAACGCTTCTGAAGGCCTTAAAGCAGGCA
GTCAGCTGGTGGAGCCGCGTCCTCTCCTGCTCCTGAACACGACCGTGGAGGAAACGACAG
AGTCTGTCCATCTCCCCGTGGCTCAGGTCTCCATACGAGCGGAAGTAAAAAGA
>BJ023904 ID   BJ023904   standard; mRNA; EST; 546 BP.
GACTATTATTAAGCGACTAAAGGACACATTTGCTGGGGCCCCCCCCTGGTTTAGGCAATA
AAGTGCAGGCCACAAAAACAGAGTCCACTCCTTCATTCAGACCCACAAACACACTTTCAC
TTCACCTGGTAGTGTCCTCAGCTGAAACCGTAGCAGTTTTGTCAACTCCACGCCAGCCTT
TTCTTCTGAATGACTCCCTATTAGAAAACTACCACTTAGTGCAAAAATTGGTTCGATTTT
TTTAAATGAAAGGACACAGGTGAGGGGAAAATGCCACCCACTCCCACTGGTGTTTTTCTC
TTAAAATAAAAGAAATGTCTATAATCTAACAAAATTTTGTCAGAATAATGAGTGAAGCCC
CCCCAAAAAAGTACCTATTTAACATTTGTACCTTTTTACACATGAAGTAAACAGTTACAT
TTTCACAAAAGTAAACCAGGGTAACACTTCTTCTACTGTAGGATTCTAAAATTGCTACAA
ATACTAATTTTTTTTTTGTAAAATCTACAGAAGTCATTCAGTTCAAACAGCATCATCACA
GATTTC
>BJ023945 ID   BJ023945   standard; mRNA; EST; 399 BP.
AAAGGCTTCAACTTTGAAGTACAACAAGACCCTGAAGTTGCAGAAGATGTCGGTGGTGTG
AAGGAAAAATGTGGAAACAAGAGATCCTGACGTGTTGGAAGATGGGAGCGCACGGCTGCA
GCTTCCCAGCCTCTTTCCTGTTGGGGCTGAAAAGCATTGCGGCCGGCCAGTGGAGCGCGA
GTAACAGCTGTTTGTGTTAGCCGTCTGAAACGCTGGGGACCGGAACCGCGTAAGCTCCCC
TCACTATACCGGTGGATTGAGGAGAAAAGTCTGTTGGATTGTTTTCTGTACACTTTGTCA
TTAAAAAGAATCCAGAGGCAGAGCAAACAGGGCGGGGCATGCCGGGAAAGCGCTGCATTG
TTGGGTTGTCAGGGCCACTCAGCTTAGCTGTCAGCGGGG
>BJ023961 ID   BJ023961   standard; mRNA; EST; 102 BP.
CTNAAATNTNTNTNTNTNCCATGTCNCATGAAANGAAAAAANCAANCTTNAAAGCAAAAC
CTTTCAGTTTTANGGAAATANAACGTAGGGCCCNCTTTTNTT
>BJ023979 ID   BJ023979   standard; mRNA; EST; 709 BP.
TTTATTTAGGCTTATGCTCAGTGTACATTACTTCACAGCATATTCCTCATCTCTGCAGAG
AAACTTTTAACAAATCACACATCAGTGGAAAAATGACAAGGAAGCACATTAAAAGCTTTA
TGCAACCACAAAAGAAAACTGACTAAAAAACAGGTGACATCATATTGTGGTCCTTTGGAG
TGGTCTTGCATGGTGTGTCATGTCTTTATTTACTTCCAACCCCACCAACGTGCGGCCCCC
TCCACCACCTATTACAGCAGATACATGTCACCACTAATGGATATCAAGTGCTTCCTTTTT
GCAAGTCTCTTCTGCACATACATTAGAGACAGAAAACCCATTTCTTCCTCCATAAATAGA
GCAGACGTGCACACTCACGCACACACACACACACAGGATTCAAACCCTTCATTCCATCCA
CTGACTGCAGGATGAAATGACCAGAAGATTGTGAAAGTTAAAAAGGAAGGAAAGCCCATT
AGAGGATTAGGAGCCCCAAAAGCATTCATTAACCAATGCCTGGTTAGAAGTTGTAAAGTT
GAATGCACATTGATTTGTATTCCTAAAGCATATTTCAACAAAAACAATCACAAAAAGGAT
AAAAATTCTGCATAGGTTTGTGCGTTACAAAGAGAGGACTTCATGAAAAATGACTGATGT
TCCCAAAGTTAGTGCATGTTAAAACTGCATGCATGTGCGCTGCTGTTCA
>BJ023988 ID   BJ023988   standard; mRNA; EST; 109 BP.
GTTTTNTATATTGCAGGNTAAGTATTCAGCACTAAAACCCTNACGGGGCTCTCTGCTGCC
CCCTGCAGGAACNCCGGACACATTCACANGAGGCTTCANGAGACCAAGC
>BJ024022 ID   BJ024022   standard; mRNA; EST; 362 BP.
TCTAAATAAATGCTATTTTTTTGTTAATATNNCTACATACATAAAGTACCACCACTGTTT



ATTATGCATCCTTGTGTGNGGGAAAAAAAAGGTCCAAACTGAGAATGTAGCCATTTTTTT
TAAACTACACTTTTTGTCTTCTCCTTGNTTATCTAAACAACTCCCTAGCANGCAGTAGNT
GGTAAAATGAAAAGAAAAAGGGTTGACTGCACTGCAACATGATNTTTACAGCACATNATT
TATATATTTATATTATGTGTATATTTATAATCACACCTGAAATTAGAGAAATTTTATGAG
AATCATTAGNGCAAGACGTGAATAAAACCGATCTGTTNCAAAAAAAAAANCCNCNAAAAA
AG
>BJ024026 ID   BJ024026   standard; mRNA; EST; 227 BP.
TGCTTTTATTTTTAGAACATTTTANGGACACATTTCGCTCTTAAAAGTTTAAACATACAA
ACTTTTTTTTTTTAAAGGCTGCTCGGNGTTGAAATCGTTGCGTTATGTTGACCCTTAGTT
ANCCTTTATTTTTGACTGTATCAGCNGGTTGGCATGTTAAGNCTTTANAATGANCCGCCG
TAAAGCCAGAGGCGCAGTCCGACANCCAANNNGNNNGCTTAAAAAAG
>BJ024032 ID   BJ024032   standard; mRNA; EST; 575 BP.
CTACAAAAGACGGCGGTCAGAACCGCTGAGGCTTGTGGGAAAGAAGGTCCACTTTATCTT
CTGTTACCAGCGGTTCTGGTTCTTAATTGCTCCAGTTCCTTCCGGGTCGTCCGGCCCTGC
AGCTCAGCGTTTCCCCAGAGGGCGCGACGTGCCGCTATCCTGCAGCAGAACAGAGGGGGC
GCTGCTGTGCAGGTGTGCCTGAACGATGGACAGCGCCTCCTGCAGGGCGCCGTGCTGCGA
GGACCCGAGCTGCTGGTACAGGTGCACCACCCGTTGCAGGTGGGCGGCGGCCTGCTGCAG
GTGGGCGGCGGCGTGGTGACACTGCTGCCTGCAGGCCTCCCGGTTGTGGTTTGTAGGCGG
AGATAGAAGCGCGCCTTGCATGGAGGCCCCCATCTGACAGGTGTTTGCTTCATGGGGGCG
GGGCATTTCTGAGAACGGTGAGGAGGTGCAGGAGGGCGGGACCAGCAGGAAATGATCTGC
CGACACGTCCGAGTCTGGATCAGGTGGCACTCTGCTCTCAGTGCAAGTGGTGGGCGGGGC
CAAAAGTGCAGGGCTCTGGATGAATGTATGGGTCA
>BJ024037 ID   BJ024037   standard; mRNA; EST; 680 BP.
CCGTAAACCTCAAAGTCTTTATGAATTCTTCTAAAACGTCAACATTTACAGAGAGAAGGT
CCTCCAACAGGAGCATCCTTTCCGCAGCTCTGTGCAGCGAGTCCTGATCCAGAAACATTA
CAGGTGGATGTCTTTAAAACATTCAGAAGAAGCCAACAGCAGTTCAGCAGCGTTTTCTGG
TCTCCGTGTTCATGAGGCCCTGCAGCCCAGCAGCAGACCGTCTGACGAGGAGTCCGTGTC
CTGAAGTGGAAACCTGCTCTAAGAGCAAAAGCAGCGAGGGTGCTGAGGAACACGCATGAC
GCTGACGACCTCATCAGAACGGCAGCTGTGATCAGACGTGTTCATTGATCCTCATGAACA
CGTCATGAGCAAACGCTTCCAGACACGAAGAAGGTTCCACGACAGCCACCATAGAGGTCA
ACCACCAATCCCACGCCTGAAACCTTGGTTTCCATCAGAACACGGGAAACCATGCAGTGC
AACCGTGGAGAAGGTTTTTGGTTTGAAAGTTTGCTGAAGATTGAGACCAAACGATGAGAA
GGTCCTCAGACCTCTCGAGTGGCGAGTCTGTCGCTCATCTCCTCCGCCTTTGCAAAGTCC
CCTTCAGCGATGGCCCTCTCAATGTTCTTTTCTAGGCCGGACTTTGGANGCGGTTTGGAA
CAAGGAGGAGGCTGAAATCG
>BJ024040 ID   BJ024040   standard; mRNA; EST; 550 BP.
GTGCCATAAATGAAAACCAGGTTTTTAACAACGATGCTCTGGCTGCCTGTCTGAAACTCC
TGATGAAGGAGTCCATTACAATATATAAATGGATGAAGCTCTCAGTTGGGGGGGAGTATT
TGTTTCTGTGAAATATGCAACACAAGTCCAAGGTAGTTTAAATCCAGACCTGCTCAGACT
GATCGTGTTAAGTGTTTGGGGGTCAACAAAGAGAGAAGCTGCTGTTTTCCAGGCCAGCTT
GCAAATGTTGTGTTAATTATCGTGAGGGAAATAGGTGTGGAGAAAAAACACATCAAATAA
GTAATGGAAGGACCTAAAAAATCAGTAGCCAGATACGATTTTAGTCTCCTGATTTTTGGT
AAATATTTTAGAGCTGGGTGTTCCTAGTCCACTGAATCAGGTATCTGGTCTGCACCTGGA
TCCTTAAAGTACAGTGTGGCAGAGTGTTCCCCCCACCAACCCATCCATGCTTGGTCACCT
CTTTGGGCTGCTCCTGCCGGCAGCGGTTGCTGTTCCACCACGCCTCCATGCCAGCCACTA
GGCAAGCTAG
>BJ024042 ID   BJ024042   standard; mRNA; EST; 667 BP.
TGAGAAAAATGAAAAATACAGAACACTTTAGTGTTTAAATTAAATGAAAAAACCCAACCT
AGTGGATCAAGAAAACATCAGCAGAACAATCATCTCTCAGAAACCTGCAGCTCCTGATTT
AAAAAAAGAAGAAGATTTCAGCCCCTCGTTACTCTGCAGTTGCGGGTCTGGACATAAATT
CCTGTGTAGGTGACGTCACATCTCACGATGTTGTTGGAGAAGTCCGACTCCAGAACGTAC
AGATTAGGATTGACGGTGACCTTCAGGATGTAGTTTCCTGGGGGGACGTCAGTGATGTCG
ATCCACTGACAGTCGATGTTGGCGGCGTAAGTGTCATGGCAGCCCGGACTCAGACCCTGC
GTGTGTGTTGTACAGGCGTAGCGCCGCCTGAATCCAGGTTCACAGCCGGTGTCCTCCAGG
CAAAAGCTGGCCTTGTGGCCCTCAGCCACCTTCAGCCCGCTGACGACGTCCAGCAGGTCG
TAGTTACTGAAGGCGTCCATGCTGTGGAAGTGCTGGTGACAACTGTGCCAGTCCCACTGG
TGTCGAGGCTTAACAGGGAGGAAGTCTGAGGTTCCTTGGTTCTTCACCTTCTGTGGGAAC
CGCAGCAGGACCCTGAAGTCGATGTCCCTGACCGTGGGTGCGTAAGCTGACCTGGACAGG
CAGTTCT
>BJ024067 ID   BJ024067   standard; mRNA; EST; 174 BP.
AGTCGGACAAAGTTGGCCTCCTAAGGGGTCAAACCGTTTCAGTTACAGAACACGCACAGG
AAAAACATACACTACCTACTGCAGCAGGCAATCCGAACTCTCTCTCTCTCTCTCTCTCTC
TCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTC
>BJ024073 ID   BJ024073   standard; mRNA; EST; 136 BP.



ACAGATAATTGACTTTAAAATCTTTAGTTTAGGAAACCANACNAAGAAATGCCTGATCGT
ACTAATGTTCTTTTTGCTAATAAATTCAGTTTTCCTTCTCTATGACAAAAATAAAAACCA
ATCTGCTCTGGATTTT
>BJ024074 ID   BJ024074   standard; mRNA; EST; 489 BP.
AAAAAGCAAAGTCTCAGTAAATAGAATAAAAATCTCTTTATGTACAAAATACAGATTTCT
CGTTACTATAAAATAAATTAAAACAAAAATCCAACAGAGGTGACGGCAGTGTGTTTTGTG
TAAGTGTTTGCGTGCGTGTGAGTGACAGACAGGTCAAATAGACAATCAAGAGAGATCGTG
CGCGGCTCTTTTCAGGCTTTTGTCCGCGCGCTGAAACTCAATTTTCACGCTCAGTTTTCT
GCTTCATCACTTTACAAATTTACTCTGACTTTTCACCTCCGACCGGAGGCAGCCCCGTGG
GAGCTGGGTAAGGCAAACTCGGGTATATCATTCCAGCACAAACTTGTCCGCGTGCCCTCT
GCACGCGCCTCAGTAGATGCCCGGCATAAAGCTGCGAAAGCCAAACAGCGCTTCCTTCTG
CAGGCAGCTGTAGTCCTCCGGCGCGGCGGGGCTGCCCGGGCTGGACGCGCAGTACGCCGG
GGAGGAGGC
>BJ024078 ID   BJ024078   standard; mRNA; EST; 314 BP.
CAGAAAAAAAAAAATTCCATTGGGAGCAACGCTGACTCATCAACTCTTTTTCAGATCCTC
AAACTGGTCCTTCAAGCTGTTCAATTCGTTTTCCAGGCTGCGCTTTCTTCCTGCCTCAAG
CTCCACCTTACGGAGGCTTTCTGCGCTCTGGTGCTGCAGGAGGGCTCGCTCCCGCTCCAG
CTGCCTCAGCGAGGCCTCGACTCTTTGCCTGCTGTTCATCTCTGTTTCCAAGTCTTTCAC
CAGTTTGTCTATACGGTTGGTTGCATTTTTGCACTTTTGCTCCAGCTCATCTTTAGCTTG
CATCTCATGGTCAA
>BJ024081 ID   BJ024081   standard; mRNA; EST; 638 BP.
ATTTTATTTAAATAAGGTTTGGCCTATGGAACACTGCTAAAAAATAAATAAGACAAAAAT
ACAAAATTGAACTAAATACAAGCCAGTCAGAGTGTTGGGGAATCAGTAGCTTACTTGATT
ATTGAATTTGTTCCAGAAAGCCTAATAAAAAAAGACATCATAAAGCTGTGGTAAAATATT
TACAGCGTGGGTCTGTTTAGCCTCCCCCTCAACGTTTTTAAATCAACTGTAGAATGTACA
CAATTTTACCCCCCACCCCCCACGAGAAGATGAGGTCATACTGAAAAAAGGCACAATACA
GTAATTTGTGCTACATCTGTGAAAGGCTGTCCTGCTGCTGTTTGCACAAGAAAGGACCCA
AAAAAAGTGACGTCCGCGTAAAGGTGAGCTTGCGCCCATGTAGTCTGTCATTGCTTTGGG
TAGTAGTGGTTCATTCATCCCTCACACAAATAGAAATAAATAAATACAAAAATAACAGTC
AAAATCTGTGTCTACTAACGGGGAGAAACCCGGCAAGGTCTAGGAACCTTACTCCAGCCA
TTTGCTGCGTTTTGCGCACAAAGGCGCAAATGTGTAAGGTGTTGGTATTTTAATTTTTCA
CCGGTGTTGCCCGATTTCACCCCAGTGTTTTTTTTTTC
>BJ024085 ID   BJ024085   standard; mRNA; EST; 664 BP.
ATTTTTGAGTTCCNCAGTATGATACACATTTATCATTGAACAAAAAGCACATAAACCTTG
GTTCAATCAAACCGATCTGAAAAAGCAACTCAAACTTTTTCATCCTCTGTTCACAAAGTG
AAGGCTGAGCGGCTTGTCTGGAACAAGAACTGTGCGGTTGATGCTTTTCAACTCTCCCAC
TGCAGGATCTGGCTTTATTTCAAAGTGTCTTATGAGCTGAAACAGAAGTAAGTACATTTC
AAGTTCAGCAATTCGCCGTCCAACACAACCTCTGACTCCATATCCAAACGGAACAGAGCC
AAATGGGTTTGGTCTCTCGCGACCGTCACGAAGCCACCTTTCAGGTTTGAATTTAAAGGA
CTCTGGGAAGATCTCCTCATCATGGCTGATGGCATAGTGACAGAAGTTGAAAGGTGTATT
CTTTGGAAACTGATATCCCCCAACAGTAATGCCTCTTTCTGTTACAATCCTTGCATTTAC
TGGAACGACAGGGTACATCCTGAGTGTTTCCTTGATAACGGCCCGTAAATACTGCATGCG
AGTGACCTCTGCAGCAGTGGGTAAGCGATCTGCTGGAACTGATGTAGAAACTTCTTTATA
AAGTCTCTCTTGCACTTCAGGCTCCTTGGAAAGTTGGTACAAAGCCCATGTGANGGTGTT
GGAA
>BJ024096 ID   BJ024096   standard; mRNA; EST; 654 BP.
ATTAGCTTTATTATTAAATTAAACCCAGACAGAACATCAACGGATGAGGTACGACTTTTC
TTCATCTTCATTAATGAGGCACGCTGTGTTCAGCTGTATAAAATCTGCTTCAATGATTCA
CGTGTGAATTAAAGTCCATACAGTAAGTTTCCCAAATCTTACAATCATTTACCCTCAAGG
CAAAGTCTGATGACTCCATCTCAGCTGAGCGGCTTCCCCTCCAGAACGCTAAAGATGTCC
TCCAAAGACTTGTGGACGCACTGCAGGAACTCGTGCACGTTACGTGCTGGATAGCTGGAC
ACATTGCAGAGTCTGCTGCCGGCGTAGAGCCGGGGTGCACGAGCGGCCGCTCCGTGGTGT
CTTTGAAGACCTCGTTTTGGAAGCGAAGAACGGCGACGCCATCGCCCCAAGCATGCTCAA
AGTTGATGGCGGCTTGACCGTCTTTAGCCATGATGATGCTGAAGGACTTGTCGTACCAGC
GGTTGCAGCCATCGCCGTGCAGCATGTTGTGGGAGATGTGGATGTGATCCTTCATGGTCT
CGTCATCTAAGCAGAGGCAGAAGAGGGCGCTGTCCACCGTTCCCAGGTCCTCTGCATTCC
CAGCGGCTATCAGCTTCTCCCTCAGTCCTGCCCAGACATCCCGGTTCTCGCTGG
>BJ024102 ID   BJ024102   standard; mRNA; EST; 538 BP.
ACTTTTTATTCTGTTTTTATGTTGGAGCTGCTTGACCTTCAGAACCCTCTTAAGATCTGC
TGCATGAACCAACTTCTTGATTAGCTATGATCATCACCTTGCTGGTGAACGAATCAGTAG
TACAGAAAACGATGAAGGTTCAGACTTCCTGCTTAAACCTGACTGGATCACCTTTGATCA
GTTTTTATTCTGCTACTGTTGACCTCTTTTTGTGATTTAAGGATCCATGAAACTCGCGTT
TCAAGGCTCTAGTGATTCACCTCCTCTAGACTAGAGAACAATCACACTTGTTTACAAAAC
CAATGGAGAATGTCCTCTACATGCACAAATACCGAGTCCAAAGGTCCGGTTCCTCTATGC



TGCTGCGTCATGTGATCCCTGTCCTCTCAGGATCGGTCGGTGGACTTCTGCATCACAGAA
TCCAACGTCGGAGCATGCAGCAGGATCAGGCCTCTTGATTCTAGGTCTAGCCTTGACGGC
GGGAAGCTGCTGTTCTTTGAATTGTACGGCATGCATCAGCGATCAGACGCCGTTCCCA
>BJ024105 ID   BJ024105   standard; mRNA; EST; 607 BP.
AATAAACACAATTCATGCACACTTTTTTACTTACATAAGATAATATTTAATAACATTCAT
TGCAGTANTATTTNGCTTTTTGTTCAGANTGAGTCAAAAAAAAGCTTTACACAACAGAAC
TCTAAACATTTTGGAACAAAACTCAGCTTCTGCTTCGGCTTTTACTTGAAATCGAGCTAA
AGTATGAGATAAGACTGACTAAAATGTAGATTTTGATTTAGATTAGGAATCCGGTCATCT
TCTCTCTATGTATTCAGCAGTTTTGAAAGGGTTCATCGCTCACGTCGCGCAGGTCCTGAC
CCACCAGATGTGGCGGGCTCGTGCAGGTGATGTTGTTATATATGGTAATAGTGGAGTCTG
GTTCTTCACCCTCTGCGTGGGTCTCCACCTGCCGAGGGACCACCAGCGGTTTCCCCACGC
TGTAGCTCCTCAGGGGGAGAGCGCCGCAGTCACATTTCCATCGATTCCCGGACACCAAAA
GTTTTTCCATGCTGTCTGAGAAGTTCGGGACCACGCTTGTCAGCAGATTCGCTCTGAGGT
CGAGGTAACGCAGTTTTGGAAGCAGTTGCTCTGTTCCGTTTGGAAAAAACTGTCGACAAT
CATTGTT
>BJ024125 ID   BJ024125   standard; mRNA; EST; 641 BP.
TACTTCTTGGAAGTATATTTTGTGTTAAAATTGTAGCAAATTTAACACAAACACAAAAAG
TATTTACATTTTGTAAAAAGAGTTTGAACAGAAACATGAACTAACATTTCTGTACATGGA
ATCCGCTCAGTGCTTGAAGTTCTTTTTCCGTCATTTAGTCCAGCAGTTCTGGGGGGGTCA
AGTCCTGACAGCAGGCCGCCGGGGGCGCAGCGACTCGCTGCTAAAGCTTTGGGAATGTCC
CTGTCCGTTAGAGTTCTGGACCAGATGGATTTTGACTTTCAAATTCACTTTTCTTTGAAA
TTAAATTCAATCCAAATAAAAAGCACTAAACGCACCGACTTCATGTTTCACAACCACTGC
AACACGAGAATCATTGATTAAAGACTGAACACGCTGGAAACGGAAGAAGCGCCACATCTC
CATCGGAAAAGAAGTTTCTTCATATTTTAAAAAAGGGTCAAATTAGAAACAACTACAAAA
AAACATGCAGGTGACGGAAAAGCCGCTTTGCTCTTTTGGTATCTCGAGTGGAAACTTTCA
AAAATCAATAATTGAAGAAAAACATTTCTGAAGTGCAAATGTCCAAAAAGGAGGAACAGA
GCCGGGTGTCGGCGTGAGCGTGCGTGGCGGCTGATGCGTGG
>BJ024150 ID   BJ024150   standard; mRNA; EST; 266 BP.
GTTCCTAGAAACATATGCTCTGATTTATGGAGTTATTTATGGGTCCAAAAATTACACATG
ACCTATAATTTCCCCCGCACTGTGAGTAGCAGTTACTCCGNGNGACAGAGCNCNTCACTN
GTTATTCCTTTTCATAATGCTTCAAACCAAGGNGTCTTAAAAGACCAGATCTGCAGGGAC
GGGGATCTGGAGCNCACAGCTATAAATATTAATAAGGTGCAGCAAACTTACACACCGTNT
TAAAAACTTTATGTATAACGATGTGC
>BJ024180 ID   BJ024180   standard; mRNA; EST; 603 BP.
TTATATTACATTTATNAAACTCATTAGAAAACACAAGAATCAGTAAGTTCAATAATGAGA
AANCTACAAATGTGGTCATNTATTGNAGCAACAAAGTGAACAAAAATATGTTTAAAAAAA
CAATTCAAAAATTTAAAACACTTTCATACAAATAATATCCAAGCAGTTACAATCAGATAA
AAGACACGCAATACAAGTAAAAATGACATTTAGTATAAAAGGCTCCTTCCTAATGTGTGC
ATTTTATTCATATAGAAACTGTGTATGTCCTTCATGTTATAAACCATTTATTTTAGTTTA
CTAGCAGGATTTTTAAACAGAAACAGGGCTACAAAGGCTCATTTGTGTTAACTGAACTTT
CTAGAGAAGATATGGTGGAAGGTGTTGAGCTTCCAGTTCCTCTTCCAGACTCTGTTGTGA
CCTCCTCTTCTTGACTCGGCACAGTTTCGGTCCCTGGTGTAACTGTGTCGTACTCGAAAG
CAGGATTCGCCTGTCCTTGTCTGTGGCGGTTCTGTACCTCCTCAAAAATCTGAAGAACCT
TGGATTTGGGAATTAGTCCTACTCTAAAGAAACCAATGTGTCCAGTTTCAATCTTGGTGC
AGT
>BJ024183 ID   BJ024183   standard; mRNA; EST; 392 BP.
ATTTTTAACTTTATTTTAGCTTCTTACATTTCTTATGTTCTGCGCAATGATTGGAAAAAA
AAAACAACCTAAAGACTGATATTCTTTTATTGCTCCAATAATACGAATNTAATGACAGAC
TTGCAGTTGCCCAAATGCTTTTGTAGTGACATAAACACCAACATGAATAGTGACCTCAGA
TCAACTCTGCTGCCTGATCTCTTTTGGGACAAGTCCAGACAAGTTTATGCTGGCATGTAG
ATGCCACAGGTGTTCCTGTTTTTTCTGGATCAGGTTGTGCTTGGCTCTGTCTGTCTGTTG
GAGCAGTAGGTCCGGATGCTCTGCACTATTGTGTGGTANACTTCAGCAGCTGGCGAGTCA
GGGACTTCCCGGANAAAAGGCCGTCCCTCATC
>BJ024184 ID   BJ024184   standard; mRNA; EST; 435 BP.
CTGAGGCAACTGAAGGTATGAGGACGACAACCCGGGTGAACACGGTTTAACAACAGAGTA
GCAGCATGCAGAGGAGAAGGAAAAACCCACGTGNCAGGCGAGGTGTGCACACAAAGGCAA
AAATGTAAAGAAAAAAGTGAATTTACTCACAAAAAACACTGTAACGTTGACCCATCCAGA
CCGAAGACAACCCCCCAGGGCGTCAAACTACAAACCACAGTCTCTGCAGGTCTCACTGTA
GTGACATGGATACTTTGAGGACTTCAACAGCGCCCCCTGCCTCTAACAGATAGTAATAAT
AATCAGATACAACTCCTTCCTGTAAGCATGAAAGTTGTGTGCAAGTCTTCATTTGTTCCT
CTTCCTGAATTCTTATAAGAAGCAAGCTCCTGCTTGTGATTGGCAAAGGAGGTGCTGCGC
CTCGTCACTCTGAGA
>BJ024185 ID   BJ024185   standard; mRNA; EST; 689 BP.
GTGTCTGTGTTGGCCGTTNGTCGGCTCTCCCATCTGCATTCAGTTGGTCCACCAACCCCC



TGTGCTTGTCAATGTCCCTCTGAAGCGCTTTCACCTGAGACATTGAGTTTTCCGTTCGAA
CAAGATCAAGCACAAGTTTAATTTGGTCCACACTAGCTTCACAGTCTTGAATCCAAGAGC
TAAGTTTCTCTGCATGCTCCTGATACTTCTGAGATCGCAGCAGAGCAGTTCTGAGCTTGT
CCCCATGCTCTGCAGAGCTTTTCTTTACTTCATCCCAGCTGGTGGAGAGCGTAGTGAGCT
GTCCCTGCAGTGCCAACTTTTCTGCACCATCAGTGTTCTGTAGAAGCCTCTCTCCTTCAC
CAACGATTCTGTTGTAAGCCTCTTCCTTCAGAACCCTCTGTAGCTTACTGTGCTCCTCTA
TGGTTTGTTGGAGAACATCCACCTTGGCAGAGATGGGCTGGTGCTCAGATTGATGACAAA
GCATCTTACCCAGCCATGACTCAAAGTCTTTGGAGGTCTTATGGAACTGCTGAGAGCTGG
CGAAGGTTAGGTTCAGCTGCTTGATTCGTTTGGCTGCTTTGTCTTCTAGCTGTTTTATAG
GCTTGCTGACACTTTCCAGCTGCCTGGCCAAGTCTGCTTTAAGATAGTCCTCAGTCACCA
TCGCTGAGAGCTCCGCATTGATGGCTTCA
>BJ024186 ID   BJ024186   standard; mRNA; EST; 100 BP.
AAATTCTTNNTAAAAAAAACACTATTTCCTTNAAAAAAAAAAANNCCAAACTTGCAGTTG
ATCCATGCAGGTTTGATTCCNTTTTGTTCCCCAGTCAGCC
>BJ024209 ID   BJ024209   standard; mRNA; EST; 370 BP.
TTAAATTAAGTACACCCATACCGGTACAGTGTCCTTAATGTTATATTCAACAACAAAATA
AAAACTTTCCAAAGTTTTTTATCATCATTTTCAGTAATTCTAACTTTCATCATACTGGTT
TGAATTTGAAGTTTTCTCTTTCCTGTGTTGAAAGAAAATGTTTGTAAAACCCCTATAAAT
GTCAAACATTTCTTATCTCACCTGGTGAGAACCGTGACTTAATTATTTTAGTGTACAAAC
AAAAAGTCCACAAGTATCTCACCNCACTGGCGATGAAAAAAAATAAAAATAANGAGTAAC
TCTTTTGNTATTAAGCTGTGGGGAAAATGATTAGGTCAATCAAAAACAGTACACAGAATG
AATAAATACA
>BJ024214 ID   BJ024214   standard; mRNA; EST; 500 BP.
TTAAAAAAGAGTGAAGCTTCTCTGAAAACAGGATCAACGATCAACAGATCAATATTTCCA
AAAACACAGCAGACACAAACACACCATTCAGGGAGGACAGACAGGCGTCTGCTCCTATGA
CAGTCCCTCCACCTTCATCTNCTCTCTGCAGCCCCCCGTCTGCTCCTCATCCTCATTCCC
GACTGCAGAACGAGGTTTCAGCCGNTCTTTAAGACGCTGCTAAGCTCCTCCCAGAGAGAC
CGTCCAGTGTTCACTCTGAGGCCTGCAGGTGGCGCTGGCGGTCACTCCACTCTGAAATGA
GGTGGTGGGCGACTGCGTGTTTGGGGGGGAGCCAGACGTCAGGAGGACGGCCTCCTCTGG
GCGGGACGCCGGCCTGCAGGGCGGAGCTGATCTCCTCCGGCGTGAACCAGCGCGCGTCCT
CCAGCTCCGAGCGGTCCACGTCCAGCTGAGGGAGGGAGATCACACGCCGGGTTCTGGTTC
TGGCTCACTACGTCTGAAAC
>BJ024216 ID   BJ024216   standard; mRNA; EST; 245 BP.
GGACAAATCNGGGTTAGGTAGTTNTTCCGNCCTACTGGGAAAGCTTTGTTATCGCCCCAC
TCGTNTTTGGNGATGACAGCCTGCTGTTTTGCAGCAATCCATGATTNTGACTTCAGGTCA
ANANCAATGAAGTNTTNTCCATNATAACCGTATNGATCATAACCTTTGACCTNTCCAGTN
TAATNATCCCACTCACATCCGNACATGTTNTGAACCACATGAGCACCTCCAGTTTGGTTG
AAGCT
>BJ024219 ID   BJ024219   standard; mRNA; EST; 610 BP.
TCTGTAAAACTATTTTGAAGCAATAAAAACACAAACCATCATTAATGTGCAGAAAGTTAT
TCTTACAAAAAAATTTTAATTTACAGGTAACTGTTGCTTCTACAAAGGTCAGACATGTTT
GGAGTGAAAGTGAACAGTCTTCATTATTTACATGCAGACAGCAGGAATGCAAACGGAACG
ACAGCAGAAAGGCTCCTGATAGGACAGATAACTGCAGCTGCGCAGACATGATGATGAGCG
GATCGCCTACTTATTATAGAGACGTCTCAGGTTTAAAATTAAAAAAAAGAAATGGTGAAA
AATGCTTCTGAAGTCATTGTTCTGAATAGCTGCTGAGTTTAGGGTCAGTTTTGTTCTTTG
TGGTTTTTATTAAAGGTGCAGAGGAACAATTGTCCATGAAGGAGAATCAGAGGAGTTCAC
TCTCCTACAAAGGGTCATTTCTTAGCCTTTCCTTTTCCTTTGCCCTTGCCTTTGCCTTTT
CCAGAATCTTCCTTCTGGGTTTTGGACTCTTTAGTGGTTTTGGTCTTCTTCTGTTTGATC
ATGGCATCGGTCTTGAGCCCTTCGTCTTCCGACTCTTGACCGTCTTGATCCATTTCTTCT
NCCCCCAAAT
>BJ024223 ID   BJ024223   standard; mRNA; EST; 118 BP.
AGGACAAATAAAAAGAAACCAGACAGGATACAAGAACAATACAGGNGTCTTTAACAAAAA
AAAAAAACATTTTGATCAACATTTTTTTTACATAATACTNTATNAAACTAAATTTNGG
>BJ024230 ID   BJ024230   standard; mRNA; EST; 363 BP.
GATGTCTGACAGGANACCACATTNAGTTTGCCGCCCTNGNGTGAANACCATTGACTGTAT
AAGGGAACTGGAGTGAGCGAGTGTGACNCANCCCCTGGAAAATGATTCACTTATAGCTGC
AACTGCATTAAGTCAATTTAGTCGCCAGTTTTCACGATAGTAAGAAGTGATCGTTCCAAG
TCGGTCTGAGTCTACGTTTCTATGGCAACCACTCTCACCAATCAGGAGTGAGCTTGTTGG
AAGGCTACACCCCTACCACTACAACGTTGGTGTGGGGGGGGCAGCAGGCCCCTCCTACTT
TTATTGATGCATCTGATTGGTCAGTTTATAACCTGAATACCTTAAACTATAGGGGGGGGG
GAT
>BJ024233 ID   BJ024233   standard; mRNA; EST; 547 BP.
GAAAAAAAATGAAAAAAGAACAACTTCCACCTTTTGCTCCGTCAAGAACTTTTTAACGTT
TTCTTTCGGTGGAAACTCGAGACGTACATCTATCACCGAAGGTTTTTCCTGCACTACTGG



AAAGATCATCTGCTCACAAAACAACCCAACATCGATGGAAATAACCGTTAGACTCGACTG
AAGGCTGAAGTGCAAGAGGAGCAGTCAAAACTGCTCGGCTTGAAAATATGAAATATTTAC
AACCTTTTTATTTTTTTAACCTTTGTAGCAAAAATATTTTCAAATTCAACTAAAAATGAG
TAATTTTTGATTTGAACTCACAGTGGAGGACATGCAGGCCTCACTCTGCTACCACGAATC
TTCATGTTGAAGCAGAAAACACCAAAGTGAGTCATATATGTATATTTATATGTAAGTATA
TGCATCCACCTCTGTTTCCTTTCATCTTCTGTCTCGGCTCCTCGGCTCAGCCGCCCTCAG
AACCTCCGTGTCTCTGTGTTCTTCGTCTTCAGCGCTCGTCTGACGTTTCCTCCATTTTTT
CTTGGGG
>BJ024252 ID   BJ024252   standard; mRNA; EST; 629 BP.
GAAATACAAAAGCAGGACGATGTCAGAATTCACCAAAAAGCTGCTCATGCACATTATGAC
AGACGTCAGGGTTTGAATCCTTCAGTCCTGAGTCCCGCTCGCAGAAAACGAAAAGGCTGG
TGCACACGGACGGAGGCGCACATGTGAAAAGTGCTGTGCGTGTGGCGGGAAGCCACACCG
CTTCAATACCATCATTCATTTAGAAAGAGTTCTCTTGAAAAAGGCTTTTCAGGAGAAGTC
TTTTGAGGTTGTGCTGTCACTGTTGTGCTTAGTGTGAGAAAGATGAGGCCACCTTCATCA
TCTTAACAGTTAAAGAATGTACCTTTTTGAGTGATAACATGTTTAATAAGTACTTTTTTG
TTATTTAAACAAAGGAAAAAGTACTTTTTTAATCATTTAAATGAAGTAAAAGTCCCTAAT
GACTTATCTATATGAAGAAAAGGCCTTTTTTTAGTTATTTAAATGAAAACTTTTTTTTAA
ATTTAAAAAAGCCTTTTTATGAATTATTTAAATGGAAAAAAAACTTGTTTTAGTCATTTA
CATGAAGAAAAGTCCTGTTTTGAATTATTTAAATAAAGAAAAAGTACTTTTTGAAATAAT
TTAAATTAAAATAGTACTTTTTTTGAGTA
>BJ024274 ID   BJ024274   standard; mRNA; EST; 486 BP.
TTTTACTCCTGCATCTTCTCAATGGTCTCCTCCTTGTATTTGCCTTTCTCCTTTCATCAG
CGCGAGACTTGGCCTTGCGCTCCAGGATCTTCTTACGATCTTTGTCCAGTTTTAGCCTGG
TGATAACCACCTTGCTGGGGTGAATGCCGACATGGACTGTGGTTCCGTTGGCCTTCTCTC
TCTGCACACGCTCAATGTAAATGACGTATTTCTTCCTGTAGACCTGTACCACTTTGCCAA
TCTGCTGCCCTTTGTAGTGTCCACGAACAACCTGGACTTCGTCATCCTTACGGATGGGCA
TGGACCTCACATTGTACTTCTGCCGGAGCTCCTTGGACAGAGGAGAAGACATGATCTTTC
TCCTGATGTGGGATGGAGCATTGAAATGCCTTTTGCGGTTCTTACGGCGGGAGGACGTTA
CAAATGGATTCAGCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTC
TCTCTC
>BJ024277 ID   BJ024277   standard; mRNA; EST; 579 BP.
AGTTTGTTACAGCCATGTACAGAAACAGGNAAAATAAACAGAAAAGAACAATGAACAATT
CTGTTATAATAGATATTCTTCTGCAGGGTTTGTGTCTTTTTATCTGTGCAGGGAAAGTTC
CCACATTTCTTCTCCGTCTCCTCATAGAATGTGTTTTAGCAATCATCTGAAGGGGCAAAT
GAAGGCGGCGTCTCCTCATCCGAATCAAACTCCACGTTGTTGTCTTTGACCCACTGTCCA
TTTCCGTCCTGTAACCAGCCATTGCTTTTCAGTTTGAGGTAGTGCTCCATCTCTCTTCGC
CTCTGCGGCGTTATGAGTTCTGCCGTTTGTCTCGACTCAGACTGACACTGAATTCTGTCT
TTGGATGAACAAGACTCTGTGAAACAATCACTAGAATCACTTGTGGATGCATTGTCAGAA
ACTTCTGGTTTCCAACATGCAGATGGGAAATTGTGTTGAAATGTGTTTCCAGCAGTGCTC
GACTGTCCTTTATTCAACTTTGTACTGGTTTTTCTGTGGCAGCTGTTGTATGGAACAGTC
TTCAGAAGAGCATGATGGGTAAGTTTCCGGGTCTGTGCC
>BJ024292 ID   BJ024292   standard; mRNA; EST; 124 BP.
CTGAANANAATTGAAATAAGCTANAGTTTNNTGCATGTATTAAAGGCGTCNTTTANTACA
TGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAANNNNCCNAAAAAAAAAANNAAAAA
AAAA
>BJ024302 ID   BJ024302   standard; mRNA; EST; 249 BP.
TTATTCGTCCTGCTAAATTCCATGGCTGCCTGGGTGGATGCCTGCTGCAGACTGTCAAGN
ACCATTTGCTTCTAGCATGGAGGGCCTGCAAACTTTGTGCCAAAGACACAGGATCCGCTC
TGGCTGCAAACGGACTGAACCTTTCCGCAGATGAGTTGGACGTGAGATGAAAACTGAAAT
TATTCACAACTATTCCAGCTCAGACTCTCCCAAGAATTGAAATGGGAGGGGGGGGGGGGG
GGGGNNANA
>BJ024327 ID   BJ024327   standard; mRNA; EST; 666 BP.
TTGTGGGATGAATAAAGTTTGATCTTATCTCTTATCTTATCTTATGTGTCATACATTTAA
CAGTAAGAACCTGATCTTGTTGACAGACAGATCCATACAAAAATATATATATTTTCTGTG
TGGATTTCATGCAGCACGAACCTGACGGTCATTTCTCCACCATGATCTCCAGTCCATCCA
ACAGCTTTGGGACAAAACCCCACAATAGAACAAAAGAACAACACATGACATATTGATCAA
CTTCTCTTGATACTAAGATGCTCTAAATGAGAGCAAACTCAGAGGTTTTAAACTGTGGTT
TTAGGGTTTTCAAAGAAAGGATGATAACATAAAAAAAGTTACAGGTTTGAATTTAAGTCA
GTTCAGATTACATCGGGTCTGATGTTCATGTGGTACATTATGATCATTGACTGTACATGA
GAACTGGACTGAGTAAGTGTGACGGCACCCACAAAAAAATTGGCTTACTCCCACTCGTGG
CTCCAATCAATAGTCAATGTAGCTGTCATGATTGGGGTTTTTTTTTGCCTTAATTCTTGC
CTACTGTTTTGTTACAGTCATGATTAGAGTTGTGTATGCCTTAGTTCTGCTTTCTGTTTT
ATTTTGAAGGTTTCCTGCATGTCTTAGTTTTGAGTTTTACTTCCCTGGTCCCAATCTCCT
CTGATT



>BJ024329 ID   BJ024329   standard; mRNA; EST; 620 BP.
ATAAAAACATAATCTACAGTAGCTGTTAGTTAACCATCAGCCCCCTCCCCACTTTGATGG
TCAGTCCAGAGGAACTCTACCCCCCCAACAGCACAAACCCCACTTTTACATTTGAATACA
TTTTCAAAAAACACAAAAAGATACAAATCAACGAAAAGAAAAAAAGCTGCTCCTGCAGGA
ACTGGTCCATCTGGGGGAGTCCTGTTTGCCACTGTGGGGGTGGACGCTTAGATCTCAGCT
GATCATTGGTTTTAGAGGATGTGCAGCAGAGCAGCACCCCCAACAGAAAAGCACAGTTAT
CGTTGAAAGGGGGGGCAACAACCCGTCCTCCTGAGTTAAAAGATTTTCTTCTTTTTGTTT
GCACCCTTGAGGGTCTCCAGCTTCTGCTGCTCCAGGATCCTCTGCTGAGTCTCCCAGGTG
GCAATCTCCTCCTCCAGCTGACGCCGTTTCTCCTCCAGATCTCTGTGTTGAGCTAATATG
CTCCTGTTCATCTGGTCGTGTCGTTTCTGGAGCTCAGCCTCAGAGTCTCTGAGTTTCTGC
AGCTTTTCTTTGACTTTCATCTCAAACACATTTTCCATTTCCTGCTCCATCTTTTTTATT
CTGCCCATGTTTTCCTGCCG
>BJ024352 ID   BJ024352   standard; mRNA; EST; 600 BP.
AGAAGAAAAATATTTTNTGTGAAAAACTTGGCACATAAAACAGACTTGGAAGAACTTCTC
TCACTTGAAGAGATGCAGCTGTGTGCTGAAAACCTAACACAATACAGCTTTTTCCGTGTT
CAGCTAAAAGCACATAATGTCTATTGAATTCACAGTCAAAGGTTGTTGGTGGTTCAACAA
TCATACCATTAAAAGCATTTGGAGCCGTGCAGGCACGCTTCTGGACAAATGAGTCCATCC
TGTTAGTCCACCTTAAAATGGCAACAAAAAATGGACTATGATATTTCTATTGTGACATGA
GGATACCATTGATAATATGCAAATAGTAACTTCACCAGTCTGGGATTTCAGTCCAGGGAC
TAGCACAGACTTTAACACCAGTTTTTGTCTGAAAATCGATGGGAAAGCAATGGTTTTGAT
GTAACTGATGAGCAACAGAAACAAGCGAAATAAAGGTTCGTCCGACGTTTTGAGGCAACA
GATAAGAGTTTTGCTGTTGCCAAATACTGAGGGGGGGGTCCAAAGGGAGAAACATGTTGA
CTTAAAAGCTTTTCGACCTCATTTCTTATGGTGTTTTGTCCAAAACTGTAATGTGACGCA
>BJ024357 ID   BJ024357   standard; mRNA; EST; 585 BP.
AATACTTNACTTNNACATGAATTAAAACCTCTCAAACAAGTTTGAAATGAGTGAATATGA
AATAATCCAGATTTGAAGGTGTAAATTCATGATTATGGTACAATGGTGCAACCGTTTCTT
TGGCAAGTGTATTTCAAAGTCCAAATGCTTGATGGTTCTCCCACAGCCAGGCATGGTATT
TATTTAGCATGTGATCCTCTGGTGTCACCTCTTTCCATTCCCCTACACAGAAGATCCTGT
AGGAGTCATTCCCATACTTTCCAATACCATGCAGCTCGATGGGGTAGCGCCACTGTTTGG
TTAGATATTCATCTGAGAAGCGGATGAGGGTTTTGGCGCGAAGCTCATAAAGCCCTAGGG
GCTTCATGAGTTCAGACATGGGCTTCCAGTCGGCGTCCCGGGTCACATCTGCAGATGGGT
AACGCTCAAAGAACTGCCAAAGCACAGGAATGGCCATCTTTCCACTTGTCTTGTTAAGAA
AAATAGTAGCCACAAGGAGCTTCCATGGATCATGGAAAAGAGTCTCCTGGATGAGGTTGA
AGGGAGACCGTGGGGGGGTCCATTTCTTGAAGGCTTTTCTTCTAG
>BJ024363 ID   BJ024363   standard; mRNA; EST; 583 BP.
GCTATAGCGTCAGAAAACAGCAGAGTTTGTTTTGTTGCAGACATTTACATAAACTCCAAC
AGCTCGGTTGTGGTTGAATAATAGGTTCTGCAGAATAATCCACACCCTGCTGTCTCAACA
TTTCATGAGTAGGCACAACCACAGCAGTAGTACGATTCCCCATGTCGGGGCTTTAGGTGA
ACAGTGTCCACAAATGCAACACACTGGTTCAGACGGTAATCAACCACTTCCTGATTATTT
CAATTAAAAACAAAGTTACATTTTTTTAAATATCAACCCTTTTCACAGACTGATCAGCTG
TATTGATTGGAGTCACATTATAAATGATCCTTATTGGGAGAAGAAAAGTAGAGGTTTATG
GGGATTGGTTCAAAAGGGCANAGGTGTGGANATGTTTGGCGTCTCTGAACGATGGCACTG
CGCTCGCTCAGGGCTGACTCTGGATGCGTCTGCGCAGCTCCTGGGCCTTGTCCCTCAGCT
CGGGCCTGCTGTCGGACTGCAGCGTGGACAGGGAGCGCTGCAGCTGCTCGCGGCTCCTGG
CAGACATGCAGTCCCACTGCTCGCTCTCTCCAATTTTCTTAAC
>BJ024372 ID   BJ024372   standard; mRNA; EST; 107 BP.
ATGTTTGATAATGAGATCCTTCTTGGTGTAANACTNGGGGAGCATTATGTTTTATCACTT
TTCTTCTTCACAGACAGTAGTGTTAAATAAAATGACAGGAGTCTTTT
>BJ024388 ID   BJ024388   standard; mRNA; EST; 578 BP.
GAGAATGACANGAAACTATATAAGAACAAGAAAAATGAGAAAATAAACTTAGGAACTTCC
TGGTTTTGTCCAGGAACCGCTGTACATATTCAGTATTTTGAGTCTGTTTCATGCGGTCAT
ACTGACCTTTACAAACATAGTTCAGCTTAACTCAGTAATATTTTCTTGCTGTTCACAAAA
GCCCTGTTTCCAATGAAGTAGGCTTTTTCTCCTTTGTTCCTGGTTGCCTCCACTGCTGGC
CATAGGCGGCTGCGAGGTTCTTTTTCATGAGATCTTCCTGCAGATGGAGATGATGATCCA
GTTGGAAGTAATTATTAGATCTTTTCCAAAGGAGATCTCTGGCCGATCTGGACAGGAACC
TGATGATTAGGGGCCGGGGACATTGATTGGTTTCCATTCCCATTGGGCTTTTCAACTTGG
TGTGCGTTGTCGATTGCTGAGACTGCAGAATCTTTAGTTGGTAACATCTCTCTAACGATT
TCTTGGACCCTTAATTTGACGTCCTCTGAATGCTTTTCAGGGACACGGGACAGGCGTAGA
GTCACTCTCCTGCTGTAGCGGTCTTCATCATTCGTTTA
>BJ024390 ID   BJ024390   standard; mRNA; EST; 683 BP.
GCATGTTTATCAGAAATGTGGAAGTCAGGTGTTCCTAAGAATCCAATGATCGAACCCAAA
GTGCAGCAAAGTGACGTGAAACACAAATCTCACAGCAACAAAAGCCTCGACTTTGTTGAA
CCGATCCAAAGGAATCTTTTGTTTTGCAGTTTGTTTTCTTCACACAAACAGGTTTAATAA
CTCCTAAAGATAAAAAATACAAATTTCTTTCAATTGAATGAATTTTTAAATTTAAAATAC



ATTTTCAAATGTACAAAAAGCAGTCTTAAAATACAACATTCAGACGAAATGCCTGATCAG
TTCAGCAGATTCCGTGGTGAAGATGGCTGTCTCAGTTCTCATTAGTGCAAACTTCACATT
AAAGGGCTGATGTGCAGCTTTTCTGTCACAGCAGAACAAACTCGTCCATGCTGCTGCTGG
TGCTGACTCTCTTCAAATCGCTGCTCCTCTGGATATAGGTGACCCTGTGCACGGGGGAGC
TGCTGTGCTCCTCGTCCTTCCAACTTTCCCCCTCTGAAAATATAAACATGGGGTATCCCT
CTGCTGATGTGGAGACCACCTCATTAACATTTGTGCACAATAGTTCAAGTTCCTGTTGTC
CGCTTGCATAAAACCCGATGGTGCAGCTGGGATCCATGCGGGAGAACGGCATTTTCCTGG
GATATTTACAATGAAACGACTCC
>BJ024408 ID   BJ024408   standard; mRNA; EST; 510 BP.
TNCTGGACACTCATCTGAAGTTAGAAAAACTAATAAAAAGAAACAAGTTTATCTTCCTTA
GTATCAAATTAATAAACATTTACAGACCAGAATATTTCCCAGCATTCCACAGGCTGGAGA
TGATATAAAGCAAAAAAAAAACTGCTCAAAACGAGGAACAAAAATATATTTTTTTCACAA
ATCAAAGCTGAAAAATAAATTAGCAGCTGAAACGATCTGAAGCTGAAAGCAGAAACAGAG
CAGACGACCCATCAGGCAGCACTGATGCAGGGGGCGGGGCTAAAACAAACGCTCGCATCG
TCACATTTATTCCTCAGGATCTTAGTGTTTGCTGTCTGCCGAGGGCGAGCGGGAGCGCGA
CCGGGACTGGGACCGGGATCGGGAGCGAGACTGTTTGTTCTGGGCCGGANAGCGCGAGCC
GGACCTGGAGCGGGATCTGGACCTGGAGGGGGATCTGGCTGCAGACTTGCCCCCCCCTGA
CATCTTCTTCTNTGGGGTGCGGCTGACGGA
>BJ024411 ID   BJ024411   standard; mRNA; EST; 656 BP.
TCTGAACTATGCCTGCTTCTGTGTCTACTACAAGTGTTGAACATTTTTTTTCTCTTGACA
TATCACCCTGTCAGNTTNAAAGAGACCTAAAACCAAAATGCCTGCTTGATCTTTTAGTTG
NAACTTCCATTGTAGGTCTGGGTCTGTAATTGCTCGCCGCTGTACACAGAGATCTGTGTC
TAAAGCGTTTGTCCTTGCAGCTCTGCCAGGAGAGTTGGAAGAAAACAGTCCAGTAATGCC
AGGCCATTCCACGTGCAGCGCAGACCCCTGTCATCCAGAATGAGCTGTCCGCCCTGCAGC
AGCTCCTGGACACACATAGATTCACTAAATACTTCACGAAGGCCCATTTGAGGGCAAAAC
ACGTCCCAGTGCTTGTGACTAATGCCTTCAGCCATTCTCATCCCCATCACCAACACCTCC
TCCAACCTGTCAAACGGCAGCCATTCAGAATGAAAAGCCTCAAGGACGAATCTGATGAAA
GCATCTCATCGGGACAGAATGTTCAAGGGACCCGGAGGCCTCTGCTGCCCACACTGCCTG
TGGACGAGCTGTGATTTCACTGTTACAACTCACACGGTCAGGACATTTCTGCAGCTCTCT
TCTTGTGCAAATGCCAAAAATATTGATTACAAAACACAACACCAATGCAAGCGCTA
>BJ024413 ID   BJ024413   standard; mRNA; EST; 253 BP.
CAAGNTACTNNTAGTTACCTGTTATATCTCANCTTTGTAAAGATGTTTTGCCCTTANAGG
AANACATTCTCCTGGAGAAAGTGGGTAGAGAAAGTCTTCGTTGTCAGCGATGATNAATAA
AACTGTANCTAAACTCCCATCCTGTTAATACTCATCACAAAAGTCTCCTAGATTATGCAT
AAATTCCTTTAAAAAGCACCACAGTTTGTGGAAAATAATTTAGAAAAAAAAAAGTTCAAC
AGCNCAGTGTTGT
>BJ024426 ID   BJ024426   standard; mRNA; EST; 726 BP.
GTTTTAGCAAAGAACTGGACTGAACAGGAGGTCGAGCAGTGTTCTGGTGATGGCTGATGA
TCCCCATCATCAAGAGAATAGTAACAATCTGACTGCTTTAGATTGTATTAGCCTGTATGG
GTCTGTAAATGTTTGCATAATAAAAAAGTCTTCTTTATTAATAAAAGCTTTGCAATGATA
CTTCTGAGACCAACACCATGACTACTTTATTTTAAAACCTCTATCAAACTTAAGGGCGCG
TTCACGCTGTCCTGTTTGGGTCACACCAGTTTGCCACTTTTTTCCATTTGGCAGGTTTGA
AAACTCATCTAAACTGTGTATATCAAAGAAAACAGATGACCCCTGTGGTCATGTGACCCG
TTGGTTTGTATGGGGGTCATTTGGGGCCTGTTTTCAGCTCAGAGGTTGTTTTGCCGTAAT
AACAGGATATGATGTCATTAAAACCCCTCCTTTCGCAAAACCAACACTCAAGTTTGTAGA
ATATATTTGTTGGGACATTGAGGTTACGTTAGAGCCAACGACTGGATGGTCAACTGTCAA
TGAGATGTACATGACTGGTTTTAATCTTGGTCATATATACACACACAACTGTGTGTGTAT
ATTCACAGCAGTACGATGTTCCCAACACTTCAATGTACCTGCAGAAGGTAAACAGGTTTG
AACCAAAGTATAAGCATGTTGGCCCCTTTACATTGAAATAAATGGGAACAGGCTGGATTT
TGTAAC
>BJ024428 ID   BJ024428   standard; mRNA; EST; 584 BP.
AAAAAAATTCCCCTGCTGTGGAGTAAAAGTAAAGGTTGCAAGTCTGTTATGACAAAATAT
AACCTGTTTTTTTAAGTTGTATTTTATTAACTCTGCCACAATGTAACAAATTTAAATGAA
AAATCATTACAGCAATTAAAAGGGTGGATTAAAATAGATCAATTAGAGTAACAATTTTAA
GGGCATAATTGATTTATTGCTCAAAATAATTATTTGCACGACAGCACTATATAAAATGGA
AAGTGATGTAAACTTAAATAAAAGATTTCATTGCAAAGAACAGGGAATAATAATAATAGA
TGCTTGACCCACATTTGTCAGCATCATGGTTGTTGGGTCTATTCTTTCAGATCTCCAACG
ATGTTTAGCAGAGAGTCAGCTGAAATCAGATTCCTGTCTGTGGGGTCTGCCTTTGCAATC
CCACAGTTCAGCATCCAGGAAGCTAATCCAGCATCTGGTCTTTCTCAGGCAGGATTTTTT
CAGGTGACAGGCAGTCTCACGCTCGCAGATTTCCCTGCCCAACTCTGCTTGGAGCAAAAA
GAAAAAAAATAAGAAGAAAAAAGTGGATTCCAAACTGCTAACAA
>BJ024450 ID   BJ024450   standard; mRNA; EST; 695 BP.
TTTATTTACAGTTTGCATTTTTNGACTTAAAAAGTAACAAAATACACAGATTTTTCCAGA
GAGCATCAACGCCAGTAAGGCTGGATGTTGTTCTACACTTTGGTAACGGTTCCAAGACCA



ACTTTTTTTCAAGCTGCAGTGTTTTGTCCTTCCTGTGGGCCCAGACCCGATCATGGAGAG
CAGCGTCGCTCAGCCAGAACTCCACACAAAAAGAGACCAAAACCAGAATCCAGAAAGACC
TGAGCCAATAAAAGGTGTTCAGAACCAGTGCTGTTGATTCATTCATTCATTTGTATCTTC
AAATGTATTTTTGTTACAGTTTCTTCATGACCTCGTCTGTCAAAAAGACTTGAAATGAAA
AAAGATCTAAGAAAAGACAATGTGCTCCAATACATGAAAAGATGACTGAATCTGTTGGGT
TTGGTTCTGTTTTTACATCCCAACCAGAAGAAAGGATGTTTGTGAAACTAAGATGTAAAA
ACCGGAAACTAAATCCTCCAGATGTTTAAAGAAGAAATGCCAAAAACCTTTGATTTTCCA
ACCATCACTTTTGCACAGAGAAACCAGGAAGAACCTGTTTCTGTTGTGACTGGTTCACAC
AAACAAAAGGAGCTTTGTTCTGGCGTTCTCTCCCAGACTTGGTTGTGGTTCTGCCATCCT
GTCCTGATCTTCAGCTCTGGATGTTCTGCGCCATG
>BJ024453 ID   BJ024453   standard; mRNA; EST; 581 BP.
GGGGGGTCAGAGGTCACGGGGAGCGTGTCGTACTGCTGTGAGAAAAACATCAACACAAAC
ATCCAACACTGACTGACAGTAAAGGAACCGAGCGGCTGCAGAAGGACATGTGACACGGTT
CCTTCATCAGACAGACAAGGGCGAACCGTAACGGCGAGATGCGTAACGGCGAGCTGCATG
CGCTTCTGAACATTCCGCTGAAAGTCTGAATTCTGCTGCGTCCTTTCAGAATAAGACGCG
TTTTTGACAGAGGGCTGCAGGAAACATCGGCCATCGTTTGATGGAGCTGTGGTTTCTTCT
GCTGAGCCCCACGTGGAATGAGAACAAAAACCCAAAGAAAAATCCAAGAAACAGACCGAA
CTTCAGTGATCAGGAGCTTTTCCTGAGACGCCTTCACAATGAATATGGAATATGCCTGTT
CTACTCATTTGGTTTATACCCAGCTGGAGCAGGTGAGTCCTCTGGAGTCTTCAGAAGAAC
GTTTCCTGCGTTCTGAAGGAGGGGATAAAGTGCTTCTGACGCGGGATCTGTCGGAACCAG
CGGATGGACCTCCAGAAGTGATGGGAATGTGGGTGGAGAGG
>BJ024456 ID   BJ024456   standard; mRNA; EST; 750 BP.
CATTTATTTACTACATATACAGGTTTGTTTATATGTCTCGTTTTGAAATCTTTACAAGCT
TTTTCTGATTCAAAGCACACCATTCTTCATCGCATTTCTGCCCAACAGCAAAAACGTCCC
CGTCCACCATCAGATGGAGTCTGCTTGAACAAGAATTCTCTGACACAACCAGCTGAATAA
ATGTTTTTTTGTGTTTGTAAGTAAAATTCAAACTCCTCCTAATGAACGGGGAGGTTTTGT
TATTCTGGAATTGCCTAAATCAAACAGTTGCTAATATCAGTTAAGCCCCGAAGAAATTAT
TTCTCAAAGGAAACTGAATTTTAGATTTTCTTGCAAATCTGTCCTCAAACGTTATGTTAC
ATCAAAGCTTCATGAAAAATATGCGATACATGTTGTAAAATCATCAGTCAGATGCTGTTT
GTCAAAGAATAGCCTATGATTACAATTTTACCTAAAAACAAACCAATATACAACATAACA
CATAGGAATGGCTGTACTGATCAATCTAAAAAAGATCTTTTAAACTTCTCTTGTGCTGTC
CTTCAGAATTTATTTACTGAACTACAGGAATTGTCAAGCAGCCGTGTCACATTAGGTTTT
TAAAAAAAAATAACACCACGACACGAGTCAAATTAAAACAAAGGTGCTTTAAAAAAGGTA
AGAAAATTTTACAATTTGGTGCTCTTCCCAGTTTTGTCTAGCATCATGCTGCTCTTCTTC
CCGTCACCCTCATCTTCTTCCTTCGTGTCC
>BJ024461 ID   BJ024461   standard; mRNA; EST; 685 BP.
CCAACTTTTATTGCCTTAAATNAGACATATTTACTGCTATGTCTGTACCAATAAATGAGA
TGTCTCACTGTGGTCTGTGGAGGAGAACAGGCCACAATGACAGCAGCAAAAAAGATAGTC
AGAGCAAAGACCACAAGGTAAACATTGCACACTGTCTCAAGACATTTTGGTCAAGCTGTA
TGGTATTGCTGCTGAATGTTGTGGTGTATTGTTCTCTTTTTTAAGACCAATGTTGTCTGC
AAGATATTACTTAACAGACCAAAAACAATGTTGGGTCAAGATAGGTTTATAAAAGATGTA
AAAACAAAAGGAATAACCTTTAAGACTTACTCAGGTATGAATACAAAGAAATGCAAGTTT
TCAATTTGGTTTTAGTTTTGTGCAAAGTCAGGTGAGGTTGCTGGAGCCTATCCCAGCTGC
CTTTGGGTGAAGCTGTGGACAGTAAGATCTCCGAGAATGGAAGCCTTTGTTGCTGAATGT
TCTTTAAAATTTTTAATTCTTATAAACTTGAAATACAAGGCCTTCAAGCTGTGGAATGCG
TTGTCATCATCTCATTAATGTTTGGAAATAAAAAGATAGCAAGTCCAACAATAATTATCG
ATTTTGTTGGGTAGCAAGTCCAACAAGTTCGATGATTATTGCATCTGCTGATCACAGTAA
TCCTGTTGTAAATGCTGTATGGTGA
>BJ024471 ID   BJ024471   standard; mRNA; EST; 677 BP.
CACTTTTCTCTAGGTTAAACTCTCAAAGTTCAAAGCTTCATTGATAAATTAGTTCAGGAA
TTATAGAAAAAAAATATTGAAGATTTATGTTCTTTTGACAAACTGAAGAGGTTCTGTACA
GGAGACACAGCACGGAGGAGATACATTGATTGACAATGGTCTACAGCCAATCAAGACACA
GAATACAGTGTTCTGTAAAAAGAATAAGGATACAGAAGCGCACTGAAAAAAATCAACAAA
ACAGCAAGACCGCAAAAGGTTAACCACGATATAGCGAGAGACCACTCAACATTGTATGAT
CAGAGGCACAGTAAATTAGCTTTGAGCAGATCAAATAAAAAGAGCCAAGACAGAAATTAT
TGGCAGTAATGGTTTAAATGACAGTAAACATAAACAAATTATCCCATGAGAAATTGTAAC
TTCTCTGACTTTGAAAACTGTATATTTGACATGTAATCACAATAAAGACTTTGTACAAAA
TGGTTTAATTTGAATTTATGAAATTGCTATTCTAATAAAACAGCTTTTTAACATTATTAA
CAGAGTTATACCGGATTTAGCCCTTGTCCTTGATTGACTGGATTAAACTGAATTGTTAGT
CATTTTTTTCCATAACTAAGATCAAACTAATCAGGTTTAAGGATACAACCACGGTGAAAT
GTAAAGTAAATGTAAAA
>BJ024478 ID   BJ024478   standard; mRNA; EST; 692 BP.
GTTTTTAGCAGGTTNATGATTGCACTAAACACAACATGGCATGGTTTGTAAAAACGGATC
ATTCTGTGAAATCCTGTACATACTTTACTGCCTTATTTATGCAGAATGCTTTGATCTTTT



AAGTTTAGAGTCTATGATTGTATTTGTGCCAAAATGTTGGGGAAATAAAACCTTCCTGAT
TGTGAAGCTTTGTGGGAAACGCTGCACTGATTGAGGGAAGAGAACGGTTCTCCGTCTAAA
GAACTCGCCTCTTCTTCACCTGGACCTTCTTCTTCACTCCCCCTGCGTGGCTGGAGGCCC
TCACCGCCATGCTGGCGTCGCATGAAAGGTTGTGACCTCCTTTCTTGTGACAAACGATGT
GAACCAACTTCAGGTTCTGTCTGGTGAACAGCAGGCCGTAGAAATAGTCCAGGTTGACCG
CTGAGCTCTGGTGAGTCTCTAGGAGCTCCAGCAGCGTGGGAATGACGGTCCTCTTCTTCT
CAATCCTGTGGTCCAGGTTCCAGGTGCTGAAGATGATCCTGCTCTCCCTGCTGCTGTAGG
GGTTGATGGAGTGGAGCTGCTGGCACGTCCTCTGGTCAAACGGTCCCTGAAGGAGGACAG
GATCAGCTCCAGAGCTACAGGCAGAACCTCTGCTGACACTCCTCACCTGGCAGGTGAACC
ATCCCTGCTGCGTGCAGAGACNGCGCCGTTCC
>BJ024483 ID   BJ024483   standard; mRNA; EST; 106 BP.
ACAAAAGCATCAGGGNCCACANGCTNAAAGGAANTGNAANCAAACAAACAAAATCATATN
ATGCTNTNAATAAAGCTNGCGTTTGCGCCCGCNCAGTCTTTACATT
>BJ024501 ID   BJ024501   standard; mRNA; EST; 673 BP.
TTGCTTTTATTGTGTTTTTTTCTTTTTCTTACAGATGTTTTATTTTTTTTGCTTAGCATC
AGCACTGGTAATGGCGTGCAGGTCAACAGGTCAATCCTCTTAGCCGTTCATCACATGAGC
TACAAGCGAGGTGTGAACTCTGCATCAATGCCTGCTGGATGGACTGCAGTGAAAACCGCA
AACATTTGCATTTGGAGTCAAAAAGCTCTTCTTTCTTCGCCCATACAATAAAACCAGGTG
TTTTGTCCAACATTTTCAGGTTTAAAGCTTGGCTCGTGGTTCTGTGTTGAATCCACATGG
AGCTCCTCTGGACTGGACCTCGGACTTCTACATTTTTGTGCAGTTGTTCACAATGCTCTG
TGAGAACAGTACCAGAAGTTAGACTGTTCATTAAGAGGACTTGGAGCTGTCGCAGGACGT
TAACGGCTTAAGTACATCAGCACATTTGGAATTTTTATTTCCTTTGGGAAGGTCTGAGCT
TTCTAAGCTCTCAATTAGGAAGTAATTCCTCCTGTGTGAGGGGTCAACACTTTAGAAAAG
GTAAATGATGTGCTTAAGCCACCTATCTGACTTTAGTTTGATAAAAGCAGAAATGTTAAC
CTTGATGCAGCTCCTCAAAAAAGGGTGGGAAACAGCTGCAGAAAGTGCAACACCACCACC
AAGGGTCAAAAGC
>BJ024508 ID   BJ024508   standard; mRNA; EST; 640 BP.
AGGAAGTAAGATTACGAGTGGATTCGTGCAGAGGCTGTTATCACCACAGCTTCAGCATGC
AGGGAGGGCTGCTCTGTGGGCGCCTGCATGGGGGGCCGTGCCGCTGCGCTTCACAACAAC
ACAGTTCAACGGCAGCGATGTGGTCCGGCTTCAACCGGGAGCCGGCGGGTCTGAGGACCC
CCCAATTCCCAGTGGCCCTCAACGTGCGCAGATTACAATTCTGATCAATGTGGAGGCTGC
ATCCACGGCAACCGACCGAGGAGGAAGCACGCCAGATGCTGACACGGTCACGCCGTGGTC
TTCAACAACCGATGCTTGCTTTCCAATTGTCGTTCCACAAAGACGCTCCCTTTAAAAACC
TGCTCTCTGTTATTAGGACTCTTCTTCAGTCTAATTTTAGGGTCCGTTTCAGTGACGTAA
CTAGATTTAAACAAACATTTTTATAATTATTTCCAAACCGTATCAATAAAAATCCTCCTA
ACTTTGTTTTTTCCAACTGGCCTTCAAAAATGACAGTTCTGAGGCCCGACTGACAGATCA
GGGTCTGCAGAACGAGGCTCCAGATCCACTTGCAGCTCTTCGTCCGCCATGGGGCTCGGC
AGTTTTTTAGCTTTTTTTTTTAAGGTAAGTTTTGCCACTT
>BJ024525 ID   BJ024525   standard; mRNA; EST; 491 BP.
TATTTGTNTACACATTTCTGAGACCACAATCTTATAAACATGATCCAAACCTTCCTCAAA
ACCTCTTGTTTATAATTTGGTCCAGGATTTTGTGCTGTAGTTCATTGTCATTCCACTAGG
GGCAGTAGAACCCCCCCCCCCCCCCCCCCNNNTTTTTTTTAAAAANNGGNNTTTTNNTNN
AANNNAAAAAAANNTTTTNGGGGNAAAANGNNTTNTTTTTTTTNAAAAAAAAAAAAAAAN
NTTTTTTTTTTTTTTTTNGGGGTNNTNTTTTTTTTAAAAAAAAAAAAAANTTTTNNNNNN
NNNNTTTTTTNAAAAAANTTNNNTNAAAAAANGGGGAAAAAAAAGGTTTTTTTTTTTTAA
NNNNNTTNTTTTTTTTTTTTNTTTNAAAAAAAAATTTTNNGGGNAAAAANNNTNNNNAAA
AAAAAAAANTTTNAAATTTTTNNNTTTTTTTNNNNTAAAAAAAAANTTTTTTTTTNNAAT
TTTTTTTTNGG
>BJ024579 ID   BJ024579   standard; mRNA; EST; 257 BP.
ACTAAATGTTCCGTTTGGATTATTTTAAATTGGAAAAACACCNGTGGGCTGAACTTTATG
AAAATAAAATGTAAATGAATTTNCCATTATTTTTTGGTTTTTTTTGTACACATATTTACT
TTAAACTTGGTTCTTTTGCAAGAAATCCAAGGAATCTGGAAAACTTCACCTGTACTGTTC
AGTNCCAGGTATTTATCACTGAGTCACACTGATTAAGGTTTTGGCTGNAGATGTCCCGGG
TTGATGATAGGTCANTG
>BJ024586 ID   BJ024586   standard; mRNA; EST; 717 BP.
TTGGATTTATTAAAATTTAATAAACAATAATCCTCCTACGGCCCACATTTAGATTATTTT
ATTATTTCAAGGTGGCTCGTAGATTGATAAGTTACACAATATCATACAGAAGCTGGATAC
CAGTACTGAACAAGAACGCTGCAAAAAGAATCCATTTCTCTGACTGGTGGATGTTTGCAG
CATGTTGCAGAGCGGCTGGCCTGAGCTGTGAAGGGGGAACGCAACTCTATGCTTGGAATG
CTGACGTCACTCCGACAACGAGGGCGGAGCAATCCAGGATGCAGAGGCGTGGCGTGTCGC
AGGTAATCCTCACCGGCGCATCCGTCACTTTTCTAATCTGGGCTCATAAATTGGGCATCA
TGACGACCCCTCTGTGTTAAAATGAACACTTCTGCTCATTTACTTGATTTTATAATGAAC
AAAAAACATAATGAATAAAGTCGATGAGATGAAGGCACTGAAATTGCTAAACGGCACTGA
AAGTGGAACTGTTGGCAAACTTTAACAGAAAAAACAAGTGCATGTAATGCGCCAAGACAA



AGGAAAATGAAGACAGCGCGGCAGCTGGGAAAGAAACTGCTTCCATGTCTAGTGTTGAGT
TTCTTCTGATGCGTTTCTGCAAAGTCTTTTCTCCCTCCATTCTTTGTTATTAATCATCTT
CATCCTCCTCCTCGTCATCATCATCTGACGTCTGGTCCTTGGTGTCGAGGTCGTCTT
>BJ024587 ID   BJ024587   standard; mRNA; EST; 261 BP.
ACAATGCATGCAGTAACTTTAAGTACAAACTTGTTTAAGCAAAAATGAACTGAAAGGTTG
TTTTTTTTTTTAATGGAAAAATGTNTGGTAANGTNCTTTNATTTTGGCATGTTGGTAGCT
CCATNTTTAATTAAATGCGTNNATGAAANCGACTAACATAAGATAANCACTTTAAACTNT
CAAAGNGGTTAGTTCAAACNGGNNAAAAAANCACGNGCNTTTTGGTGANCGTNTGAAAAA
ANCTAGNCATTAAAAAAGCAG
>BJ024617 ID   BJ024617   standard; mRNA; EST; 297 BP.
ATTCAGCTCTACGCTCTACACCCCACAGCAGCAGAATCACGTGCGGATTCCAGCGCCGCA
CACCTTTACTTGGATTTAGCGAAGCCCACCCGNANGNTGTCGCGGTCGAACACGGTGTAN
TACTGTCCGATGAACACGTCTCCCANAATCCANAGCGGGCCTGCGGGGGCCGGGATGTCC
ANCCCCATGAANCCACTCANGCNNATGGNTTTCCCCNCCTGACTCTCCTTNANGACNNAC
TGGNCACCANNNANNGNNNNNNTNNNACCACCNNNNNNNNNNGNNATGGCNNNCNNA
>BJ024620 ID   BJ024620   standard; mRNA; EST; 283 BP.
GACNCAGAACANCCACATTATCTGACAGACAGGCATTATCCGTTTATTAACTAAAAACAT
TAAGGGTGACCTTTTGGAGCTGGTTGAAGAGCTAGAGTTCTGNTATTTAGCAGATCATTA
TGTTACTAAGGCCTTTCTCCAATGAGCAAACCTTAGATTTATTTTAAATGAGTTTCTCCA
CACATAAAGATNGATCAACATCCATCCATCTTCTTAACTCACGGGCCTGCCAGAGCCTTA
NCGGGCTACTGTTGGGTGAATGAGGAGTGCATTNTGAACAGGT
>BJ024627 ID   BJ024627   standard; mRNA; EST; 452 BP.
AAAAANGGGATATAATNTNTAANGTCCTGTCANTNAAAGGCGCATANGGATCCGGTTAAA
AATGAAAGACTTTTNTGAAAGTGATCCTGGAAGAGGTTTCAGTCANAAGCCAGCTGTTTG
NTTTNTTCAGTTGGTAAAAGTTGAAGGTCCAACTCACTGTAAGCACTGACCAACATAATT
ATNTTTACATTTAAAANTCTTTAGACTTNTGCAGGTCAAACAGCTGGNTTACTGANTGAC
ACCCAAAGGTGGCGGTTGTNTTCTGGATCCTCCCGGTTTAGGTGTTTATGGTGTTNATGC
ANGTGGNGAGGTANGCCACACNGNANATNCTNCTGNACTNATTTNTTGNANACAACCANN
ACANNTNAANGNNCCAAACCNANNTNTTTNANGGNNTTNTNCNTNNNCTNNNNANNNNAA
ANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNA
>BJ024672 ID   BJ024672   standard; mRNA; EST; 496 BP.
TNCTGGCAACATACAAACACTTTTCAGCTGCTGGTTTTTCTTTAGAATCACACCCCTGAC
ACAAGGATCTGCACAATAAAACCAACAAAAAGAGTCATGTTGTGTAAATGTGTCCGTTTG
CTTTCCCCTGACTGTAAACGGTGTCTTTTTGCATTAAACATCCACCTCAAGCTCCTTCTT
TTTTTCTTCCTCGTCTGTGTGTTTCCTCTGCGTCGCCGTGGAAGCAGGAGACGGCGTGAT
GTTGGTGACAAAAAGATCACTTTAAAACGGCCCCATGTGGGAAAAACACGTATAAAAGGG
AAGGTTGAAGGAAGAACAAAAAAGCACCAACCTCCCTTCCATCAAACAGGTCCCACTTCT
CCTTTAAGATAAAAAAAAAAGTCTGTTTTTCTTTTTAGTCTTCTGATGAAACACTCAAAA
TNTCATAGCCTTGTTGATTTTTTTCGGGCTCCTTCTTTGACCANACGTTTNTTTAAAAAT
NTNTGTACAAAACATA
>BJ024675 ID   BJ024675   standard; mRNA; EST; 359 BP.
AAATGCTCACAAAATGAAATGTTTTTGTAAGCAACCCCTGAGTNTNTAACCCATTTAAGC
AAACCAACAGGCTTTTGACAGGAAGAGAGCTTAAAGTTGTAAACAAAGGAGGAGAAATAA
CCATTTGTGATGTTAAAGATAGTTTTTTTTTTTGTAATNCTGTCCTTGGAAAATNCAACT
TTGCNTTTTCAGATTTTTAATTCANNCCNTTTTTAAGGNTGTANTTGGTTGTCATGGCAA
GCNCAGGANCCCCTGTTGGANCNCCCGGGAANGGNCCNCTGGCCCCANCANTGTCAATGN
GGGANTTTGGCANAGGGGNGTNAAAATNTACNCCATGCTTGTTTANTCCCNAGGCCNTG
>BJ024690 ID   BJ024690   standard; mRNA; EST; 140 BP.
AGCAGACATTTTATTGAAGGTATGGAAACCGTACAAATGGCAAAACAATATTTTTTTTTT
TTNCNGTTTTTAAAATAAATNAAAACNCCCNGGTTNTNGATTCCTAACANCCGTCAATNT
AAANGCAANGATTTATGCNT
>BJ024692 ID   BJ024692   standard; mRNA; EST; 110 BP.
CGTCTACTACAGTCATTTTCATGCNNCTGCTCCACCTGCTTTTGATNCTGATCGTCTGCT
GNACCATCTTTCCCACTTTTTGAAGTTTTAATGTTGAAAAAATGTTTTAT
>BJ024693 ID   BJ024693   standard; mRNA; EST; 226 BP.
TNTTCCNTGGGGATCCCNACCAANAANAAAAANTNNTCCAAAAANAAAGCNTTTTCCNAA
AACNTTTCCNAGGAAGCNTTTTTTNAAGGCCNTNAGGCCGTTAAACCANANTCCAATACN
CAAAAAAGCCAAAAGCCCCNTTTTCCGTTNACGGGGCCNATAAAAGCGTTTTTTTTANTC
CAAAAAAATTTTTCCNTTGAANTNTGGACGGAAGTTTTGGACCTAA
>BJ024696 ID   BJ024696   standard; mRNA; EST; 129 BP.
CAGAAGTACAAAAATGTTGCTTTTCAGCTCAACATTTCTTGGCATTAATAATAAAATCGA
GCAGAAAATCTTTTTAGGCNCNNGNTGGAAGAGATGATTNNTTTCTCTACACATTCTAGT
GAAAGCAGG
>BJ024699 ID   BJ024699   standard; mRNA; EST; 576 BP.



AAACCTCAACTTTACTTTCGCAGTAAGCTGTCATCAGATCTGAACAAAATAAAAAAAATA
TATAATTACATATGAAGAGTGGAGAATCATAATATTACTCTTCAAAAAAGATGAAACTTT
CTTTCTTTCTAAAAACTGTCAAAGCTGGAGTCTATTTTGTGTGGAGATGTACTTCTTGAT
ATACTTCCCTCAGGACAGACAATCATTTTTTACTCAACTGCTTTCAGCTCGTTCTCTTTT
TGACCCTCCACTGACTTTGCTCCTTTTTGCGGATTGGCCCCAACCCCCTCTGGCAACAAC
AAAAAGCAGAGCAGTTTGTTGCGACCTCAGGCCTGCAGCCTTGCTTGGCCGGGCACAGTG
TGTGTTGGCAGGTTGGGACGAGGACCATATGGGACAGGAAGCTTGTTTCTGGGTTTGCAA
AGTGCGGTTATCTCTGAATCTATGGCACATGTGTCTATGAAGATGTGTTTGCCATCTAAG
GGTTCGCTGAAAATGACCATTTGTTCTCTTTTTAGTTTAATTAAAGGAGCTCTTGTTCTG
GAACACTGTTGTCCTTTGGGTTTTGTTCCCCTCCAC
>BJ024707 ID   BJ024707   standard; mRNA; EST; 570 BP.
TTGCCATGGTTTATTTCAAGNCAATCAAATNGGNAATAATACACAAAAACAATACAATCA
TCAGTTATACATTCATACATTGACCTATCAAACTTAAGATAATTAGACATATTAATAAAT
ATTGCTTGAAAGGGAGTGGAAGGAAGCGAACTTATATAATCCCACCCCTCTTCTATCATA
ACCATTTTATTACATGATTTATCGTTATCCGGTTCCTAGCTTTTATCANACAGAATTAAG
AATCATTAAGTATCAATAAAGCACATGACAAAGATGAATTACTTAAATTATTTTGTAAAA
AATAACTTTAGAAATCAACATGGCATGAAGTATCCAAAATTTATACAGATTATGTTACTT
ATAAAAGTCATTGATATGATTAAAAAATTATACTATATCAGTAAAATAGACATAACACTG
TTTCAGAAATTTTCATAGCAAAATTTGACCAAGATAGCTGCCTTAAAGCACCTTTAAAGA
CACATTCAGTTTANAGTAAATCCGACTAAATTAANATTGCTGNGAACTTNTGCACTAAAA
CGTTNTANGCATTAANNAATTNTTTTTTTT
>BJ024713 ID   BJ024713   standard; mRNA; EST; 199 BP.
AAACATTACAGAGGTGTGCACTGCAGCAGCGGTTTAAATAAAATCACCCCCCCCCCCCCA
ACNCACNCAAACNCNCNTTAAAATTNGAAATTAAAATTTTGTTTAANGTTAAANCCTTTT
GAAGAAAAANAAAAACAGAANTTTGNTGTTGCCGGGCAGAAAACCTGCTTNATTTTTAGC
TGGGGATAATAAAGNCAGC
>BJ024715 ID   BJ024715   standard; mRNA; EST; 343 BP.
GTGACACTCACTCATTACATCATTCAACCCAGAGCACTCAACACACAAGAGTCAGTGTTC
AGGTTTGCTTTGTAAAAATATGACTTGTTTTGTGGACTGAAAATACAAATAACCGAAGCT
ATACAGTGAAACGATGCATCAATTGATATCTTAGTAATATATAATTTTTAATTTTAGGAA
AGCTTACTATCTGGCAGGCTACAAGGTGGGCCTTGCTTGTAACTTGTGAAACAGTGCCCC
CGTGTGGCCTCCAAATGAACAACAGCAGCTTCTACAGACTTTCTAGCAAAACCCAAAAGA
ACCAACTAGAAAAAAAAAACTGAACCATTTTCATTTCTTCTTC
>BJ024718 ID   BJ024718   standard; mRNA; EST; 655 BP.
TTTTATTAAGAAAAACAGTTNTNAAAATNAATACAGATAAAATAAAAAGGGTTCACTTTG
TTCAAACATTTCCAGATGGGTTTTTTCAGCATCTCTTTGGGTATCTGACACTTGAAATGC
TAAAAGCACTATCAACTAATAACAGAGTGGTCTGTTTCTCTGCACACAGTCTTAACGGGG
GGAAAGGTTTGGTCTGCAGATACAGAGATCTTAGGCATCATCCTCGTTCAGCAGCATGTT
GGGGATTCCTTTGGTGATCGGGAACTCCCGTCCTGATTCAGGACACTTTAGACATCCCTC
CATCACCTCCACCTGTGAGGCGGAGCGGAGAACAAAGGAAAAATGTAGCTGTAATTTAGA
AACTACAACCAGTAGGCCACAAGCTCCCTGCTATACTCCATTCTGAAGCATCCACTTGCA
GACGAACAGATCCATGTACTTCTTTATCCTCGTCTGAGCTGGAATCTGCCTCAAAGCTGG
ATAGTGTCAATATTGCTCACTATAGGTTTGGGTTGTGAGGGACTGTAAACTAGTGTGTAA
GTGTAAAAACAGATGGATAATAGGAAGTGGGGGTAGGCTTACTCTGCACCAACAGCCCCC
CCCACACACACACACAATTTAAGTGGTGAATTTCTAATGAACTCCTGCCGTTCTG
>BJ024732 ID   BJ024732   standard; mRNA; EST; 659 BP.
AATCTTTTTTTTATTAAGTTACATCGATATGGAATGGCACTTGGTCCGAAGGACCCACAT
GAAATGTTAAAACTCATCAAAGTTCTCTATATACAAATATTTAAAATTAAATACAGTGGC
TTCTGAAAGGGATTCATCATAAATACAAAAAGTACAAATTGTTCTCCCATTTGTATCCCC
TATGTTTTTGAGTGAACCGTCTGAAGTTCCTTCCTAGTAGTAATAACCTCCTGCTCCTCC
TGCTTGCGGTTTCACGTTTTGATAAGACCGTCTAAAAAGTCTTTCTCCACCATTTCCTCG
ATGTTCTGTCGCGCTCGACTCCAGAAGACCTTCTGACTCTCCAGCTTGTGGCCCTCCTTG
AGGCTAGGGAAGGAAGAGTCACTGGGGTTTTGGGCGTGGGCTGAATTGGAGCGGCTGCTC
GCCTTGCTGTTAAACACCTGGCTGAGCAGGTTGAAGAAGGGCAGTAGCTGCTCCATGCTG
CGGATGATGTACAGGGTCAGCATCAGGTGTCCCGGCTCCCAGGTCAGAGTTTTGGTTGAA
CAGTCCTCCTCTGGGTTTTTCTTCGCCCGTTTCCTCAGAAGCTTTGCCAAACGGACCACA
TATGGCTTAAATTCTCTCTGATGAGTCCCCTGACGCCTCACTTCCATCCCTGAATCATC
>BJ024742 ID   BJ024742   standard; mRNA; EST; 536 BP.
CATGCCCCGCTGGGAAAACGTGACGCACCGCCACTGCCGTTACGCTACGAGCCAAAGTAC
AATAGTATCTTGTGGGAACGGAATAGTATTTCGTGCGAACGACATAATAACCTGTGGGAA
CAAGATATTAATCTGTGGGAACAAGATATATTTTTATATCTTAATGTCAGGACACGGGCT
CCGTAAGAATATGACTGCACACCATAAAATATTTTTTTTATTCATGGACATATTTTTAGA
CATGATATTGATCCCTGTCAAGAAATATGATCCCAGATTAAAAAACAATAACTTTAAAAA
AATGTAATGTTTTATTTTTTTCCACAACAGTGAGAGGATTTTTTCATAAAAAAAGAACTG



AATAAAAATGTTGGTTAAAACACTCAAAGAGGACAACAAGAGGGCAGTCGAGGAACAGCA
AGGTGTGAGGACGTCTTTCAAATTCANATTTAAATTTAATATAAACACTCAAAATAAACA
ACTTTTTAAATNTTTANACACNCTAATAATAATTGNGTTACNGTTAAATGCNTACA
>BJ024745 ID   BJ024745   standard; mRNA; EST; 222 BP.
GTGAACAAAACATTTAGGAAAGCCAAAGAACAAGCTGGTGCTTTGTTAAAATCAGNNCCA
TTANTACAAGAAATCACAAAAGGAAAATNTNNCCATTAATTCCTGGTTTTCTCCACCATT
GGACATATACATATATNTGNNTATATATNNANAAAANNNGNTANGGATGCTATNATNNAT
TNATNANTGNNCCATGGNTNANNTTAACTNNAACANAANNNA
>BJ024761 ID   BJ024761   standard; mRNA; EST; 665 BP.
AACAAGGGAGTCACACAAAGTCCTCAGTGGAAGGTCACGGCACTCATCTGGACTGTTCAA
TGTACGAGGAGATGTCGATCTCGTCGGGCAGCTCGGCTACGTTGACCTCAAAGCGGTCTT
GGACTTCGTTCAGAGTCTTGGCGTCGACCTCATCCGACACAAAGGTGATGGCCAGCCCTT
TGGTTCCGAACCTGCCGGCGCGCGCCACCTGCAGGCGGAGAAAGTTCGGCTTAAACCAGC
GGGTTTTGTTTCGGTTTCTTTCTTCAGACGCCTCGTTCTGGAGCTGCACCGACCCTGTGA
AGGTACGTGTCCGAATCCTCCGGCATGTCGTAGTTGAAGACGATGTTGACGCGCTCGATG
TCCATGCCTCGACCAAACAGGTTGGTGGCCACCAGGATCCGCCGCTGGAAGTCTTTGAAC
TGCTGGTACCGGGATAACCTCTCCTCCTGTGCCATGCCTCTGTGGATCGCGATAGCGGGG
AAGTTCTGCTCGACCAGCAGCTGCGACAGAGCAACGCAGCGGTTCACCGACTTCACAAAG
ATCACCACCTGGTTGAACTCCAGCACGTCCAGGAGGTCGAACAGCTTCCTGTTCTTCTCG
CTGTCCTTCAGCTTGCAGTANTACTGCTGTAAGCCGTGGAGCGTCAGCTTGGTCTCATCG
TCCAC
>BJ024771 ID   BJ024771   standard; mRNA; EST; 314 BP.
GTTTATTTTTTTTCNAACTGCATATAAACAATATCTATAAAAATGCTATTTAGGCACTGA
TAAAATCTCACTTAAGATCCACAAGCATTCAGTTTCATAAAAATTCAAATAACAGAATGT
TTGTACATCGGAACTTGAGTTTGGGGAGCGATCCAGGATCCTTCAGAAGCTCATTTCTGT
GTTCGGGTGTTCAAAACACCTTAGTTATTTGCATCCCCCCCCCCCCCCCCCCCNTTTTNN
NNNNATTTTTTNAANTTTNCCCNAAAAAAAANTTNAANNNNTTTAAAAAAAANGGGGNTN
GGANTTTAAAAATT
>BJ024779 ID   BJ024779   standard; mRNA; EST; 617 BP.
CCTTAATTATTTTACATNCATATTTACAGCAGCAAATTACATTGTCCTTGTTTTGTCTGT
CTTGCAGTGAAGCTTGGCAGTGCAATCTTGGCCTTTTCAGCAGTTATCACTGGACTTTTT
GTCCTCTGACACAAATAGCCCAGAGTGGTGCAACCATGTCTGTGCTGATCCAAACCCCCT
GTAAGTCCACCGTCTGCTTTGTTCATCTGCGCCAATACTGAGCGAATTTGTGTATTTGCT
CGACAACAGCAGCAAACAAAGCCCCCACGCTCTCATCAATCAGAGTCTGCATGTAGTGAA
CTGCCTCTTCGTCTGACAGGTCCAATCTGAATTTATCCTGTACCTTCTTGACAGTCTTGT
CGGGCTCCAGGGCGATGTCAGGAATATTGGCATCCACCATGAGAGAGAACAGATTCAGGA
TCAAATTGGAATATCTGCGCAGGTGTAGAAAGGCGGTGTAGCACTGCTTCCTGAACTCCT
GATACTGCTCGCTCTGCATGCCTCCCATGCCCTCCACCATCTCTTTACTCANTTTCATGG
GTGGAGGCAGCGGTTTGGGGTCNCGACCCAAGATGTAGCCAAAGTCGATGTGGAAGAGCT
TTCCGGTCTTTGTCAGA
>BJ024794 ID   BJ024794   standard; mRNA; EST; 651 BP.
TTTTTATTTATTNAAAAGAAATGACACTTTTGTTTGATCNCTGATTAAAATNCTTGTTCT
GTACAAAAAGAAGACTAATCACCTCCAAACACACAAGTGTTTGGGGGATTAAAACAGTTA
TACATCTGCACCGTTTAATAGGAAAAAAATACCAAAAATGGCTTTGACATCCTTTTACAA
ACTGTATCTGAAAAGTTCCTGGTGTTGGGTTGAGGATCAGTCAGGATGAAAATAGGTTTC
TGAAAGACCCACTCCGATAAAAGTGGTGTTTTTAACAAGTTCTTGTGGGATTTTTTTCAG
ACGAGGGAGGACATAAAGAAAATTCACATTCAAATGACATTTCTGAGTATATCTTTGCTC
AAATCAGTGTGAATCAGGAGCAGATGAAAAAATGCAGTTTGATCGTATTTGTGATTTAGA
AAATACGTTGGGTGGGGCCACAAGAACCCCGCTGTGCTCCATTCTGACACATCCACCGAT
GGGCTGTAAGGTAAATGGTAAATGGCGTATACTTATATAGCGCTTTTCTACTTACAAGGA
CAAAGCGCTTTACAGTCACAGACCCATTCACACACTGGTGGCGGCTCCGCTGCCAAACAC
AGGGGCCCGCATACCACCAGAGGCAAGGTGGGGTTCAGTGTCTTGCCCAAG
>BJ024803 ID   BJ024803   standard; mRNA; EST; 299 BP.
CAGTTAAGNAGTCCTGNTAGTTACTNCAGNAGACAAGTTTACAGATAACGCATGCAGCAC
CTATATAAGTATTCTTTTGAGTTGAAAGAAATGTTAAAAGTGTCACATTTATAGTCTTTA
AATCTTGAATAGAGTCCTGCGGATTTCCAGCCCTGCAACACGGGGTCCCCTATTCTGTCA
AGAGATCTGCTCTGCTGGCTGCNGGCACCCGATGGCCTCACCAACAAAGCTATGCTGGTT
CAGCCGTCACCTNNANCTTTTTCAACACAATCGTGACCTTGGTTTTCCAGAAAAAGCCT
>BJ024804 ID   BJ024804   standard; mRNA; EST; 590 BP.
TTTTAATTTATAGAAAAAAAAAGATAAAGATGTATTATATTCATATATTTAATAAGCTTT
TTCCTTAAAATGCATTGTATGCAAGTGACAACTTGAACTGCAACTGAGCAGTATCTGAGA
CAAAGTGATAAAAGCTTTGCCTCTGTTCTAAAAAGAAATACTGTGAATGTCCTATTATCG
GTAATTACATAATTTACTCATACGGGCACCTTTGCTTTCCTGGGATGCAAATACTCCAAA
CAGTTTCACTGTCATTACCAGTAACAAACTGATGTTGGCGCTCTAAGCACCAATAATGCT



AGTAAATACAGCATTTATAAGGCCACTTGCTTTAACATCCAGAAAGTGATGAAAGAGGGG
TTAACCTTTTCCTTTAAGTTGGATTTCATTCACTGACATGGATGCTGACATGCCACTGCC
ACACTCACCTGATCCCTAAGTCTGTGTATTTTTGTTGTCGTGTCCCTGAGCTGGAAGAGG
ATTATTTTAACACACTTTCAGACTGAGAAGTCTGAGCGGCTGGACAACCTGTTTAGAGTT
TAATGCTTCCTGACATAATAGATTTGTAAATCTCAGCAGTCAGCAGCATG
>BJ024815 ID   BJ024815   standard; mRNA; EST; 414 BP.
CTTTATTGACCAAATGTCNAAGAGACACTAACAGAAATGAAAAGAAACCAATTCTGCCTC
TGATGGTTGTGGTCCACAACAAACTGCAATGCAAGAAGTGGCATCCAAGTTCCTCTGTAA
AAATAGATTCACTTCTATGAATGTCTTTTGGGCTAAAATTGATCACAGACTGTAAAAAAC
AAACAATTTTTGTGTTGCTTTAAAATGAGGGGAAAAGCATTAAAATGACACTGATCTTTA
AACACTTCTGTGGTTCGTCAAAAGAATCACAATCGCAGACCAAAAACAAATAAATTACAC
AAAGGGAGTTCCTTTTGAGACACGTCACGCATAACGAGAGTCACATTTTGTGTGGAAAAC
GACAAAAACCTCATTATTGCACTTTAATAAGAACTGTACAGGGGGGGGGGGGTT
>BJ024836 ID   BJ024836   standard; mRNA; EST; 248 BP.
ACATGCATTATTTAAATCTGAGCCTTTTTTAACAATNCTCAAAAGNAATTTTCATATAAA
TATCAAATGTACATATTTACATTTTCGTTTTATGTTAACATTTATTTTTATACATCTTAA
CAATAATCCTGGTCTTCTAGAGTCATGTGTGTCACAGTTGGAGCTGAAAGGAATGCAGAG
ATTTTTCTTCGCAGACGAACGNGGGNGGGCCCGTCCTACTGGTTCCTGCTGTGGCTCAAC
ATCCGTGG
>BJ024840 ID   BJ024840   standard; mRNA; EST; 415 BP.
ATTTTATTTAAAAAGNATGAAACTCTGCACGATTCTGCCCCCCCCCCTCTTTTTTGGCCA
AATATGAATATGAATAAGTAAATAAACGAACAATAGACTGGAAATATAAAAGCTTGCATT
CACACAAAGAAATTTATCATAAAACCTTCAGTAAAACATTTTTACAAAATTAGTCAAGTT
TTTTTTATTTATGCTCAGTCGGGGAGCTGCCAAAGATGTCCTCGGTCCGTCTGTGGAGCG
GCGCCTGGACAGAAATCAGTGACGGCGTCTTTTCCAGGAGGCGATCACCATGAACCGTCT
CCACCTAACGCTTNTNTGTGTCCTCAGACGGAGGTTTAGGCCATGAGTNTGGGACCCCCG
TNTCCCTGTCGGGGTTCGGGTGCCAGTCCGAGCCNAGCGCGCTGGTCGTGCACTT
>BJ024852 ID   BJ024852   standard; mRNA; EST; 602 BP.
ATTTATAGACATTTTTGGGTTTATATGAAGTTTCTTCTGATGGGGAATCACTAAATGAGA
ATCTGAAGAACAAAGTGGATCCAAAACATGTTTTGTATGGAAGCCTGGAGGGGCCATGCC
TGTGATTTCTAAGCTTCATGAACAGCAGAAGCTCCTTTTTATGCTAAAAGTTTATTCATG
GTTGGAGAATTCTGCTTTTAGGTGTATTATTCTTAGCCGACCCGTTCCTGTTTGTGTTAG
TGAACCCCTGCTGGTTCCTCCTGGACAGGAGGTTCTGTTCCTGTAAGATACCATCGTCTT
CCAGACCTTTCAGTGGTTCTTCTGGGCTTGTCGGAGCTCGCCCGTGCTTTCATCAGTGCG
TTGTGCACAAAAGCGTGGTGGATCAAAATGAAGATCATGCTGACAAGGAGACGTCTGACG
GTTGACCGTCTTATCGGTGTCTTTCTGTCGGGATCAGGAACATTTCTCCGTCTTGGAACG
CAGCAAAGATGGAGTCTCCACGTCCGTCTTTCAGCAGGTCGAGGACAGATTGGTCGTTTT
TTTTCTTCAGTCACAGATCTGTAGGAACAACCTGAAGATGGACTCCTGCTGTCCTTTANA
AC
>BJ024869 ID   BJ024869   standard; mRNA; EST; 247 BP.
ATCTATGAAGTTCAAACACCTGTGCGCANAAACATAATTCTGTACAAACTCTGNGAAATT
TGTGAAACAGTGCAAGTTCTATGGTCAGGTTCTGGAGAGTCACAGCGGTACTTTGCNGCA
CATGTACATTTTNAAAGGTTGTGGAAATATTTCCCAGCATGCTGCTGTGCTCACAATTGC
TCATAANGCTCGCGTCCTGAGGGTTACTGCTTTCTTGNTCTTCCAGCTGNGTGGCTGGTT
TGGAGCA
>BJ024877 ID   BJ024877   standard; mRNA; EST; 163 BP.
CTAGCCTGTTTCTCTCCTCTGGAGGGGGTACCGGTGTACCAGTAGGAGTGACAGAAATGT
CCTCAGGTAGGATGGCACCTCGTCTTGCCACCATTTTGGTCACATGCTGCGCCCATGCAG
ATGACACGTCATTGGACGGCTCGTTTATGTCGGAGAGACTAGT
>BJ024984 ID   BJ024984   standard; mRNA; EST; 241 BP.
CTGCTCTTTGCATCACAGTAAGTATTCGCAAACTCAGGATTAAATCCACTAACCTTCATG
GTCACAACTTCAACTATTGCATAAATACAAAGCGACGTATAGATGAAGCTTCAAACGTGA
AGGAAACACCAAACAATACATTACAGGATGCAACAAGGAAAAAAATGCAACAAAAACGCT
CACAGCAAAACAGTAAAAAAAAAAAAAANCANTTTANTAAANGATCACCCTTTTTTTTAN
T
>BJ025001 ID   BJ025001   standard; mRNA; EST; 714 BP.
AAAAAGGTATTTATATTGGTTGAANCACGGCGTCTCCAACACCACCTACTAACTTCACCT
CTGCTTTGAACCTTTTTTAGTGTCAGTGTTGTCTTGTTTGGGCCGCGCAGACCGAGCAAA
TTGGACGACGAGGGGTTTGTCGTGGAGCACGAAGCCGTTGGTTTCGCGCAGGGCTTTCTC
TGCGCTCTGCTCGTTCGGGAGGCCGATAAAAGCCTGCCCCTTCATCCGGCCCTCCTTCAT
CAGCACCACGTCGAACATGTTTCTCTCCTCTTCTGATGAGGGGTCGATGTACCGTCCGTA
GATGTATCGCAGATCCTTCTCTTCTACTTGCTTTGAGATGTTCTTCACGTACAGCCTGCA
GGTCGGCTCCCCAGCTCCATAATTTTTAAACACAGACATCCTTTTCATCTCGTCTTTAGC
TAGCCGTCCTTTCTCCAGCTCCTTCCTGGATATGACACCCGACACGAGATCGTCTCCGTC



TGCACTGTTCTCCTCCTGCTGGTGGGAAGCCTGAGCGCTGGGGTAAAGCTTCCCGAACCC
TTCAGACGCCGGCTCCTCCTGAGCGCTGCAGGGGGCGCCCTCCTGTTGCTCCGCTTTGCT
TTCCTCTGCAGTCGCCACTTCAGGAAGTGAAATGTGGAATTCGATTTTCTTGGGACCAGC
AGGGCTGGGCTGCTCAAACACATCGGAGGGCTGCAGCGCTGGAGCACTCTGAGA
>BJ025035 ID   BJ025035   standard; mRNA; EST; 505 BP.
ACAGCTGTTTGAAAGTAAAATGTGAAGATTTGATTTACTCATTCATTAATACTGCAACAA
CAAAACCTGAAGATTTGTTTATTTCCATAAAAATATGTCTATAAAACTCAGCTCCATTTC
AGATCACTGATGGCAGGATAATTTTTCTCATTTTGAAAGAATATTCAGTTTTCCGTTCTG
CAAGGAGAATCTGATTCTAAAAAGTTCCCCAAAAGTGATGAACTGCATGTTTTTGTCTAT
TTGGCTGGTCATGCACAGATAATCAGGTAGAACTTGTTTTGGTGGGACATTTTGGCACAT
TTTTAGAAGTAATTTCTGAGAAACATGACATAATTCCGTTTTTTTTTTTGATCATTGAGG
TAACAAACATGCNCNCAAGTAGAGAATCTCAGTCAAACCCTGNGATGAAAGTCTGTAATC
TNTGCTCATCAAAGCTCTCAGTTTCGACAAACCTAAAATCTTATCCGAGCTTAAATCTGC
ACAAAATTCAAAANGNGTTTCCTGT
>BJ025036 ID   BJ025036   standard; mRNA; EST; 239 BP.
TTTCTTACAATNCTTTATTTATTNCGCNCTGGAATTGAANACAAGCAGCTTGTGTTAAAN
ACAAATNATGTTGGAACAGTTTTGGATTGGTGTGAAACGGCGGGCCAGTGCAACCATCTC
CCTGCTTCCTTTGATCACNCAGCCCTGTCGCNGTTGGCAGGGCGCTCTTNAGCNCGCTCA
TTGTTNNGAGCACCAGGCANCCGCCAATGTCTTCTCCACAGAACTTTCCGGAACTTCCC
>BJ025040 ID   BJ025040   standard; mRNA; EST; 624 BP.
TCTTCTGATTTACCAACAAACACTCAGAACTCCAAAAGGAAAGCTAAAACTTCCTTCATT
TTCAGATGTAGGTGTTGGAAACTTGACCTCTGACCCATCTCCTGGGGGAGCGGCAGTCAC
CGAGCTGATCCAGACAAATAGATCAGCTCAGTAACACACCACAAGGAGAGTGTAAAGAAT
TGGAAATTTGCTCCAAGTCAGGAAAAACATCACTTTTGGAAGAGATTGGTTCAAACTTTA
CAAATTACAAGAAAACATTAGTATTTTTTTTTCTCTGTCATCTCTGTTGTTCAGAAATGT
TAAAAATTCTTCACCCACAAATTTGCATCATGTTTCCAAACAAATATTACATCTGGAAGA
TAGAATAAAAATCACAACATGGAATTCAATTGTCCTTAAAAAATGCGTTTTTGAAAATAC
AGTTTACCCAATAATACTACGGTAGTTTTCTTGTGTTTGGGATTAAACCCTCAGGTACTT
CTCAATACATATAGAATTACTATCCACTCACTTGGTAGATTAAAGAACAACTCAGTACGC
CATCATTTCAGAACTTCAACCACTGTCGATGATCTCCCAAATCATTCGAGTTAGAACGCT
GAGGAGTGTTTTGACTTTCTGCAA
>BJ025081 ID   BJ025081   standard; mRNA; EST; 600 BP.
CGTGTTATTCGTAACCGTACAGTAAAGGATTCCTCCGGCCGGCTTTAGGTCAACCCAGGC
AGGCTTGATTGCTGTAACACTGAGAGGCGTTTCACAGTTTCCAACAGAACTCAAGCAGCT
GAGTGTCTTTGAAGTCCATCTTTCTTAGTTCTTGCTCCCATAGATTCTCCAGTTGTCATT
GTACTGTACAGCAATTATTCTCCAGCGTGCTTTCGTCTTGTGTGCTTTTATTGGCACGTT
TAAGAAGTCGCGGTGACCAAAGACAAGGCGCACAAGACAGCCACCGCCTCAAATGCTACA
CAGTGCCAACAGTTTCAGGGACAGGCGTCCACTTTTCTTCAGTAGCACACATTCCCGTAT
GTGTTTTCAGTGGAACTGGGCACCAGCCAGAGCATGAGCTCAATGATGGCATTAACAGAC
AACAACCATTTTATATGTACATATTTATATAAAAAGAAAGTGTTTTCTTAGAAAAAAAAA
AACTTTTCCACTGTACTGTACACCAAAAACAAACAAGCCAAAGCACGAAANAGGAGATAT
ATGTTGTACAGTATTCCCTGTTATTTTCTTTCCTTCTTTCAGAAAACAACTTTCAGTGCT
>BJ025086 ID   BJ025086   standard; mRNA; EST; 787 BP.
CTTGATTCTATTTGCAAGCAAACACTTAACTACAACTTTGCATGAAGAGAAAATTCAAAA
ATCGTATAAAAAAAAGAGAGAACGTGGAGCATTAAACAGTTTTTTTTCTGGCAGGCTGTC
AGATCATTGCGCTGCTGTCTCACCTTTGGTCTACATTTTGAAACTGACAGAGCAAAGGCA
ACATTTATTAGAGCGACTCTATTCGTCTGTTTATGAAGGAAGCTGTTCTGTTGAAAGTCA
AAGAATTTTTTTAAAGAATTGGTGCACTAAGTTACTGGAACCCACTAATGTTTAGACTAA
ATGAAAGATGTAATATGGATTTTTTACATATATTCTGTTAAAAATCCTGAAGAAATAAAT
CCCTGTACACTGATTTCACATTAACAGAAGCAAAAACTGTTCATTTAAAAAATATAATTT
TGTTAATAAACTTAAGTTTAATTCACTTTTTCTTCTAACTTTCTTAGGTTTTTTAGATTT
TGGCCTAAAATAAAGCAGAACTATTTGATTTATTCAGGAGATTATAACCAAATTCTCCAA
ACAACCTGACGGAAAAATGATGCAACGACACGTTTTGCCATCAAGAATGTTGTCCAGACC
GAAATAAAAAAATTAAAACACACACACAAAACATTTTACAACAGTGTTTTTTCATTTCGC
AAGAACGTCAGTCAGTGCATTTGTGTTTGCACACCCTGACCGACCCGTCACCCACCCACA
GAATTTAGCTCTGAATCGCCTCCGATTGTCTTCTGCAGGACAAACCCTGACTTTGGTTCG
TAATGAA
>BJ025097 ID   BJ025097   standard; mRNA; EST; 446 BP.
ACATCACAGCAAGTCACAAACAGTGTATCATGACATACAGCATACAGTAATGACGAAGAA
AAGTAAAGCTCTGAGAATATAACCCCCCAAAAATACAAATAATCTAATATAATAATAATA
GAAAAAACAAATTCTCTTGTCTGACTAAATGACAAACTATTGGAAAAAGAGGTCTCAGTA
GTCCAAAATTTAGAATCCCCTCGACAAAAATAAATTGTAACACATGTTGAATATATTTAT
ATTTATATAAAACAGGAAAAAAACCAAAATCACTCCCTATCTTCACAAGTCTGCTAACAG
TGTATTTGCTGCAAAAATTAGCAGACATTAAAAAACAAAGAATTTTTTTTTTCTTTTTTG



TCAAAAAANTGCCAAGGCCATNGGTTCCAGNGTTCANCAAAGGAAAAAACACNTAACCAT
NCCACANCAAATTNTGTTTTCCAGCA
>BJ025107 ID   BJ025107   standard; mRNA; EST; 286 BP.
ATTTATTGTAGTTAAGATAAGGTACTGTTATGAAGGGCCAAATGGTTTTCTCCACAGATA
CATGCTACTTAGAAATAACCAGTTACTCTAATCTGTGTTAGTTGGTAAAAATCAATAATC
TTTGCCAATTCATCACATTTAAAATAATCTTGAAACAAATGAACGTCTTTTGATAAAGAC
CTGGATTTGAAATCAAATAAAAGGTCTTTAATAACTAAAACACAACTTATCTTTATTCAA
CAATACATGTCGAGTGTTTTCCAGTATGGGGGGGGGGGGGNCNCNT
>BJ025108 ID   BJ025108   standard; mRNA; EST; 769 BP.
TGGTTTGTTTATTTTTTAGAATGTAACATTTAGTCCACATATCGCTTTTGGGTGAACAGA
CTACAAAATCAAAAAACACTATGGAAAAATTATATGCAAACTTTTAGCAGCTCAACCATC
AAAAACAAGACATGCACTTAGTTACAGTGGTAATTTTATATTATCCTAATTTAGAGCTGA
GCAATTTCTTTGAGCTTCATGTATAGTTCTGAGGCTGACTCCCAGTTTTCTGGCTTTTGA
AAACGATTGTGGTCCATAACAAAGTCGAGGTACTCCTGTGTGTTTGGGTCCCCGCATGAA
GGTAGTGACAGACTGGACTCTGGAAAAGCATCCAGCTCATCATGTTGAATAATGAATCCA
CAGTCCCTGGACCCATGCCTGTGAGGTAAATAGTACAGCTCATTGGGAACTCCTCCTGGA
CATGAAGCTGTTCTCGAAGGACGGATTCGGTGAGTGTTCCATAGCTTCACACACTCATCT
AGGTCTTTTTGAACAACATCCCCAAAGCTGTATCTCAACAGCCTCTGATGCTCCTGACTC
CCGTTAAAGTGGCCAGCATCTCTCAGATCAGCAAATAGCTCCATCCAAAACTGAGCCCTT
CCTTTTCGATAGATAGACCACCAGGACTCAATTCGCTGGTTACTGGTAGATGAACCAAAC
ATGTGGCTGGACTCTCCGCTGTAGTGGTCATTGTGTTGGTGGCGTAGTGTACACTGAACA
GCAGCCATGATGCCGTTTTCAGTGCCACAATCAGTTCTGAGCCTCATGG
>BJ025171 ID   BJ025171   standard; mRNA; EST; 608 BP.
TTTAATTTNAAGCAACAGTTGGTTTCTAGCATGAATCACACAGCGTTATAATTTGATCTG
GATTTAAAATTATCACAGTTTTTTTTCTTGACCAAAAACAGTTATGCATTTACCTCAATA
CCCTTGGTGATTATGTGCCGTAGTTTCATATCAGTCTTTGCTACCCTCTGGTCCAGGAGA
TCATCTACGTACTGCTGAAGCAGCTTGTGATGTTCTTTTGCGTTTGGTACAACTTTCTCT
ATCTCTGAATTAAGATGAGTTTTTAATTCCACTTCAAACTTATCCTCATCGTATCTCAGT
GAAGTTTTCTGTTGGTAGGAAGTCCCAGCGAGGAGAGCAACTGTCTCAACGTCTAAGAGA
ACACTTTCATCCTTGTTCAGGAATGCCAGGACAGACCCATTGCTTTTCAGCGGGGGAATG
TCCACATGGATCTGTACTAGGGCCTCTTTCAGAGTATCAAATCTTGCACGTCCAACAAAT
GTCAGCTGTGGGATGTTCTTGTTGGTGATGTCAATGGTGATCCCTCGAAGCTTATTTTCA
CCAGATTCACTGTCAGTTACTGCTAACTTTGTGACTGCTTCGACATCATAGTCGGGAATA
CGAAGCNG
>BJ025175 ID   BJ025175   standard; mRNA; EST; 371 BP.
AAATCTCCGCAAAGTCCGACACACCATAAACTGAAACTAATTTAGTCATTTTTCTTGACA
AATGACTTTGTGCAGCAGGGTTAATTGATCTGTTCAACAACTTCTTCACAGTTAATAACT
AAGACAGCAAAAATGTAATTGCATCTGACATTTCTGTCCATTCTGGCTTCTCCAGCTGAC
CCCTCGAATCTTGGATGCGTACCAGAACGTGAATCAGCTCTCGCTGACAGATGCACTGAT
GCGGTTCCTGCAGATCTGGCAGGCCCTGCCAGACTTTGGGCTGTCATATGTCGTTGTAAG
GTAAAAACTTTCATTTAAAGCTTTCAAAGATTTTGTTCTGTACCAAAGGAATCCTGTCAG
AGAAAAGAACA
>BJ025179 ID   BJ025179   standard; mRNA; EST; 497 BP.
TGGCTGTAGAGGACAGNACCTTTAGCCTTTTACTGTCTGTTGTGTCAAACAAGCCCAGCA
TAACCTCTGAAGGCAAAGACCCACTGTGGGGGGAATTTCATTGATGCAGTCTAATGAACA
GCTGGATTTGTAAAACTTCATATAAAAGTTACAATCAATGTATTTTTGTAGAGCACTTTT
AAAAGCAGAGGCAACATAAAATCCCAAACAATATGATACAATAAAGAAACAATAAAATCA
ATTAAACAATAAAAGAATCAAATTAATAGGGTGGCCCACTAGATCCGCTCACTGGAGCTA
AAAGCCTGAGTAAAAAGATGAGTTTTTAAAGTTACTGAGAGTTCTGGCAGACCTGACAGA
GAAGGGGAGAGCATTCCAGAGTTTAGGAGCTGTAACTGAAGAGGCTCTGTCTCCCCGAGT
CACACGATAGGTAAGAGCANGAGGACAGGGAGGGACTTGCAGAGCTGTCTGCATCTCTCA
GCCAGCTCCACACTTTT
>BJ025192 ID   BJ025192   standard; mRNA; EST; 709 BP.
TTTATTTTAGTAAAGAAACAAAATNAACATTTATTTGGGTGGAAACCCACTGATAATCAA
GAACAGAATACAAGCAAATGTAAATAATTTTTAAATAAATCAGCAGTCATCTTGTGATTT
ATGTTGGTTGTGTTAAACAGCTCTGTAAATTGGACAGACTTTAAAATAGGTTTCTAACAT
TCTGTTTGAGTGCAGATCGCCTCCTTGTGGACAAACAAGTCCTGATTCTGCTGACCTCAC
TTTGAAAAGGACCAAACCAAAAGAAATCCCGAAATCATGACGTGTTTCTACTGCTGTCTA
TTCTAAGAGGTCTCCCGGTCTCTTTCTAAGCACTCATTCTTAAAAACAAAAAACAAAAAA
AAGAAACCAAACTCAATGGACTCTGGTTCACTTCAATGCTATTCTATTCTTTTAGGCATA
AACATATTTTTATATCTGTACAAATTAACAGCAAAAACAGCTTTGAAGAAGTGAATGACA
CCATTTTTCCCTTAGCTGATTTCAACATTTATTTGATAACCTCTTAAGGACAATAACTAG
AAAGCTTTGAGCGTGTTCATGTGGCTACAGGTCTTCTGGAATTAAAGACCTTCATTCCGT
TTTGCATTGAAGATCGAGCATATTTGGTCAGGAGGGCTCCGGTGCTCTGCTTCTCCCCGC



ACAGGTCTCGTATGTACGGTGTTATGTCCTCTTCCGTCCATTTCTCTCG
>BJ025268 ID   BJ025268   standard; mRNA; EST; 720 BP.
TTTGGTTCTGCAGNNTCCAGTTTTCGTCTTTGGCCCGAGCTCGGACTCTCCCTGGTCATG
CCCTGTCCAGACTCCTCCTCTTTGTCACTTCCATCCTCGTCTTCATTTTCATCGTCCCCC
CACATCCTCTCATCTAGGGTGTCCGTCTGACCTTCTCCTAGATCTCCCATCTTCTTGTCA
AGCTCCTCATTGTCCTCTTTGTCCGACTCATCGTCTTTATCTTCTTCTTCGTTCTCATCT
CCATCGTGCATCTGGCCGTCAAAGTCCTCCGACATTTCTATGGCGTTCTCCTCTGACTTT
ATGTCTCCCTTCTCCTGCTGCTCCTCCTTTTCCTGACCTTCCTGTGAAGTGTCCTCCACC
TGATCTTCGTTCTCAATCTTGTCGCTGACATCTTTGGTGCCTTCGCCCTCGCCGATCCCA
CCCCCTTCGTAGTCGTGGAACTCCGTGGCGCCCTCCCCATCCCCTCCCGGCATGAGTTCC
TGAGGGAGGCAGAAGCCCTTCTGAGCGAGCTCTGTGAAGATGCTGGCCAGGACGGACAGC
AGCTTCCCGGTGCTCCGGTGGACTCCCACCAACACAGTCAGATAGTAGCGCAGCATGTCG
CAGTAAATCTCCAGCAGTGGATGCAGACGCACCACCCTCCTGCAGGCGTCGTTGACCTCC
TGAAACTCCAGAGGAGAACACGAGTCTCTGCGCCCCCTCAGGGTCTGCAGAAGTTTCTCC
>BJ025272 ID   BJ025272   standard; mRNA; EST; 634 BP.
CCGGGAGGATGGAACACATCCTCTTTGATATGACAGCTAAGCAGAACATTCTAAAGCGTT
CACAGCAGATACACATAATACACAAGACACATGCAACAACTTTTAGGGGATTGAGAATCA
GTACCATACAAATGGGTTAAGAGGTCTAAATTACCTATCCTACTCAGCACAAGTCTATTG
GAACAGAAATAATCCTGGTATAATATTTACCATAGCAAAAGTACACAACTAACACCTCCA
AGTCCACAACTGTGACTGTTTTAATCAAGATCAGGGGTTATTTGGAATTGAGTACAGAAC
TATAAACTACATAAAGCAACTAGGCTCCTTATAATAAATAATGGATCATTCATAAACATT
TTTATTATGAACATCTAGTCGTAAGATTAGTTTCTGGGAATTAAGTTTCCCGAGGCATAA
AACTTGAGTTGTGTGGTTTTAAAACTAGGGCGCCAAATCCTTATTTCACAATTAATTTGT
TTTTATTTTATTGCTTTGTGTATTGCACCATCATTTCTAAAATTAGAAATATGAAGATCA
GACTTTACTGCAACAGAATAGAGTTTTGCCCTTTCCGTTCATTTTTTTTTTGTTTTCATG
ACTTTATTAATACAATGTTATTTAACAGTAATGT
>BJ025275 ID   BJ025275   standard; mRNA; EST; 550 BP.
AGACGTTTGGCTNTTCTTGTCAGTAAGTCGCAGTTAAAACCTGTTAGACCCCCATAAAAG
TTCAACTAGGATGCTACATACGGACACACAAACCAAAGTCAGGGACCTGAAGAAGAGTCT
GATGCTAGGTTCTGGTGACAGAGCTTCATAATTTACACAAACAACCAGAACACAAATGCT
GTTCATCATCTTCACCTGAGGATCAGATTCATGGTTGGGGCGAGGGGTCTAGGAGGGATA
TTAGCAAAAACAGTGAACACTTAAAAACATTACACTGACAGTATCTTCTTTAAACATTCA
AACTCAGTGCTTTTAGTTGTCTATTTACAGTGTTAAGGAGGTGCCTGTGGCATTGTGGAG
GTACGAAGTCTGCACAGAACCAGCAGGGGGCGCTGCTGTCTGCTTGAACTCCTAACAGAA
GAGGTCTGGCTAAACTTTAACCCCCAAAGATGAGAACCAACAGTTTTATTTTCACAGTTT
GACTTGGATTACCATCCACAGTTTTCAAACATGATGCTCCAATGGATACATACGGTCTTG
ATTGGAGATT
>BJ025286 ID   BJ025286   standard; mRNA; EST; 660 BP.
TTTTTCCTATTTACATGAACATGTTAGGAGTCCTAATCCACAAACAGTTAATGACACTGT
ATGAAGAGCACGTTCCCCGTTGCGCACGCCGCGCACGCCGCCCGCTCACAGATCCAGCTG
AGGCCACGTGCTCGTCACCACAGTGCATTCAAACCCAGATCTATGTACACGAACATGACA
TTCAATCCACCATCCAGTGAGAAACCTGCATACTATGATCTGAAATTTACAAATCTCACG
TATAAACATCAAGTTGCTCTGCAACCAAACTAACTTATTTTATTTAAATGTCTGCTCAAG
ATTTTTTGATATGAACTCTAACCAGCAGGTGCTTGTGTGTTAAGCTCTAAAAATGCCTGC
TATAGTGTGTTTTTCAAGGCAAAAAGAAAGACAGGTTTACAGTAACTGCCACTTTTTTTC
TTTTGACAAAAAAAAATCCAATTTTTAATATCATTTTTAGCTTTTTTTTTTAACAAAATC
GCTCATTGGAACACAAACATNTGTGCGCTNTGAAACAGCAGGGGGAAGCCCTAAACTTTA
TACNAANAACAANATTTNTGCCGACTGACCTAAGCCTGTAAAGTCAAATCAAATGAAAAG
CAAATCATGCGTGACATGGAAATGACATTCACACANACCCCANAAAAGACTGGGACTNTA
>BJ025287 ID   BJ025287   standard; mRNA; EST; 767 BP.
TCCTTTTTAAATTGCGTTTTGATTTCTAAAATGTCGGTTTTATTTTTTTTATTAATGTTT
TTGCTTTATTACTTTGGGTTGTGATCTTTAAAGCTTTTTGCATTGTTGACGTTATTCAGA
CGTCAGGGACACCGTAGGCGCCTAAAAGTGTGTGAGAAACAACAGCAGGTTGTGGACTAA
CTCTTCCCTCTAGACTTCAGAGCGCTGGCAGACCTTTGGGCACAAAGACCCCTCCAGAAA
TAATCTGGAGTCCCTTCATCCTTTTAAGAAACGATATTTCAAAGAGCCACAGGTTCTCCT
GGTGCCATTGACAGCAGCAGGCGGATGATTTCACCACATTCTTTTTTAGTTTGCCATTTG
TTTTTGGCAAATCCCATCAAAAATGTCCATGCAGGGGTTATTCACTAAATACACTGCAAT
TAAAAGACTAACAGTATAAAACAACGTTTAGGTTAACAGTTAGCAAACTGTCTTAGGAAA
CAAATGTCAGAACAAACTCCCCAAAACTTCCCTCACCTTGTTCCAGCTCAGATTCTATCC
AAAATGCATTTGTTGTTTCCTGCCTAAAAGTTAAACTAATCCAGCGACAGCAGTGAACAG
AGCGGACGGATGGGTGTGAGGGCTCAGGTAAAGGCGAGGAGTTCACAGATGGAAAGGGGG
GAGGCATGCACTTTCTGCTATTTTTACTCCTGCAAACTACACACTACAGGGGAGAGGGGT
CCAAAAGGATGATTAGAAAATGGATTGGACTTTCACCTTTTCCTTTA
>BJ025303 ID   BJ025303   standard; mRNA; EST; 672 BP.



TTTTTATTTGTTTTTACGTTTTGTACACGTGAAAAAACATACACAAAACAGATACAGGAT
CACAGAAAGTCAAAAAAGGAGGGATCAGAAATCTGTCAGTGGCCTTACACAGTACGAAGA
TGCCTGATAATTACTGATGGAAAGGGGCAGCGCGCGGACCTGACCCTGTGGAGTTTGTGC
TGTACAGTGGTGGCTTGGTAATCATACGGAAAGGTAAACACCAGTGAAGCTGGCATGCAC
AACTGAACCCAGACTGATCATGTGACGTTGAGGTTGCGCCTTTGATATACTGAGAACAGC
CAAACAACAAAAAAAAGGGTCAACACCAAGAATGTATTTACTAATACTAGTAAATACCCT
CATCANCATGCAAATATGTCAAATACCCCTTTTCGACCCCATTAAAAACTTTCAACATTG
CATATTCTGCATTGCAGTAACTATTTTTTTTCTCTAGAGAAGTTAATTTAATCTACAAGC
AGGTGGAAGAGTCACAACATCAGCATGGCACTCCTATAAGACAACAGTTGAGTCAGCATG
ACAACTTTTAAACCTTTGTACAGGTCACTTGCTTCCAGAACAAGTATGAAAATTGTTTAA
TAATAAACCCACCAAAAACACAGGTCAGCCAGAAAACTATGTTCACATGAGCTGAGTATA
AATACAGAGATT
>BJ025315 ID   BJ025315   standard; mRNA; EST; 720 BP.
ATTTGATTTTATTNCTNCTTAGGCAGATTTTNACAGNAAACCGNAACTTCTTTGCAGAAG
TCTTCAGAATTCATTAATTATGAATGGTGTATAAATGAACTTTTTAATTGTTTCAACCAT
TTTACATCACTTACTGACATCACTTAACAATATAGCAACATTGCAGTTTAAATTGTGCAC
ATTATTTAAAAGGGTCAAACATCAGTCCATCACAAAAACCATAAAAAAAAAGACATTTTC
AGGAAAAAAGTAAGAATTATAAATACCTGTGGCCTTTAATATCTCTACATTTTTGATGTT
AGATGTGTATTTTCTATAAGAGACAAAACCTAGTTGGGTTCAATGAAAAAACGCTCCTAC
AGTATTCATGAAAAAAGAGCTTATATATAAAATAAAAAATACAATAATGTCTCGGATGAT
AAAAAATAAAAGCGTGGACCACAAAACATGCACATCCATCGACATACAGGGAGGAGTTTT
CATCAAAACCTATTGAAATGAGCACCCAGGGTAACAAAACCTGCATGAGGGGTGATTCTT
TCTTGAAAAATCTGGCTCCAAATGTTATAGATAAGATGGGAAATGCTGCTCTACAAAGCC
AAATATTTAATGAATGATTCACTTTTTTTCTAACAACACAATCTTTCCTTCATCTTTTTT
TAACCTCACAGTGCAAAGCCTGATGACTTTTTANGGTGCTTTGTCCTGCAAAAGTCTTTC
>BJ025324 ID   BJ025324   standard; mRNA; EST; 498 BP.
AGNGGTGAGGTTTAAGTGACACCTATAGAAACTTTATCTGAAACTGAATAAGTGTTATTT
GAAAACCTTTTACTTCATGCCTTAGCACCATTGTTACAGAGGAATAAAGATCCCTGCTTT
AGGTCCAGTTCTGGTCTTTGTGCATGCTCCAAGGCCACGAGAACGTTCTCAAAAGAAACA
TTGCATACCTCATAAACAAGTGGGTGCCGTGTGCAAAACCATCCAGAGATGAACACATAA
CCACAAACAAGTAGGGTTGTTTTTTTTTTTCCNTCCCCTNTTTCACGGAAAACATGATAN
CTAAAATCGGATNTTTGATTAAAAAAACNCNCCTTGACCCCCCNTTTAATGCCAATGATC
CANCCANTGACCACNCANNAGCGTNCCGACNTTNGNGCTCNTTNGGTTCAACGGGGGNGC
TTAAAAACCACTCCACCNTGCNCCACNTTCNTGACTGAAAGNGCTTTCCTGTNCCTNTTT
TTAGTTTTGAGGGATNAA
>BJ025326 ID   BJ025326   standard; mRNA; EST; 385 BP.
ATGACTCTGGACACAAATGGAAATGTAAAACGGTTGGTTCGGTTTAAGCTGACCCTAAAT
GTTTTTCATCAGTTTTCTAGGAATGACAGGGAAGTGCTGGGAAAAGAAAAATGGAAAAGA
AGGAATGTTGCAGACAGGGTGGCCTTTAAGTTTACTTAAGATAAAAGTTGAACTGTAATT
CCAGTGATGCTATAGTGCACACCCTCCAGCAAANCTGGATGTTAGCATTTTAAAACAAAA
CTTAAAGAAGTGCAATNACCTNGGCAAAAGTAAAACTGGNNTTAGNACANTACAGNGTTT
ACGGTCACTGGGNGGGCAGCCGTACAGGGTGAGCCGGGGTATCGGGATTGNNGATAAGGG
TCATTTGCNNGCGAACTGGAATGNA
>BJ025328 ID   BJ025328   standard; mRNA; EST; 396 BP.
CGTTACTTTTATTTGCATTTTAGCATCATGCTAGNTTGTATGAAGACATGACATCATCTG
TATTGAGTTATTGTAAAAAATGTAATCCTAAATCTGTACATTATCAACTGTACAAATAAT
ATAAAAACTGCTTTCACATTAAATGTCCAGCAGGTGGCAGCAGCGCACAGGTTTTTGCCT
CCCCTCACAAAGCCTTTCAACATGAAAAACATTATTTACAAAAAAAAAAANCNTTTCANC
NCATTACANATGTTAATTTTTAGGATNTNAATTCCCACCCAAACCCAANCGGNTNAAAGT
CTGAAAAGNTNAAAAGTCTNTNTGTNTTTTAACCAAAAAGGGGNTTTTTTTTCAAANCCA
ANCCCTAANCCGGGTNTGNTTGACCCTGAATCCTGG
>BJ025333 ID   BJ025333   standard; mRNA; EST; 671 BP.
TTTTATTTTTACACACTTTAAATACCTACTTTACCTTTTTNTTTTTTCCTTACATTTAAA
CTGACAAATACAGATAGACAATAAAACAAAAATTATGTTTATTTTTTATTCTAGAAAGTA
TTAATGCAAAATATTTGTATAAAACATCAGCTGACAATTATGTTTTCTCATCTGGGATGT
AAAAAAGTATCCCGGAAAACTGTAACAAACATTTATTCAACCATTTCACATATAATAAAG
GCCAGTGAGAATAANACTGAAGTAGAATAACCATTTGTTGTACTTGCATATGAACACATG
AGGTAATGCAAAATGTAAGCTAAAGTTCAGACTTGAATGTCTATAAAAATAGAATTGTGT
TTTAAATTGGGAAAGATTAAGGAACAGTGAGGATAACTGTTGAAAATGGCTGACTTTCAC
ATCAAAAGCTCAATAGAAGTCTTGAATTTCTTTTTCCAACTCCTGTAAAAGAGTTGTTTT
GTTGTAGGCTTTTCTGTTTCTGTAGATGCACTGGCAGAGAAGAGCATAGAGTTTTTCCAA
CTTATAGACCTCATAGTCCTCTGTCTTTGCCACAACTTTCTCCAATAGCTCCTTTAACTT
CTCTCTGTCCACGACTAGAGGGAGGTGTATCTTCTCCAGGATCTGCAGCACTTCATCCAC
ATTGATTGCCT



>BJ025346 ID   BJ025346   standard; mRNA; EST; 254 BP.
TCCTCAATAAAATTAAAAAGAATTCAGCAAATAAAGGCAACATAGAACAGATGTGTATAA
TGTTCACAGAAAAAAAAATAAAACAAATTGTTCATCACATTTACAAGACTGCTGCTAAGT
TAATATTGATGCCTACTAGAATCAGTTTAAAAAGCTTTGACTAGGCTGGATAACTGGGGC
AAATATATGTAGTCAAAGTCTGTATCAAAATATAAAAAATATATGGGTGGGCAAGGGGGG
GGGGGGGGGGGNAA
>BJ025359 ID   BJ025359   standard; mRNA; EST; 111 BP.
TGGGGGAAACGCANCCGAGTCNCTGCTGANGGAATGCTTNTTCCGAGATGNTTTTAAAGG
AATANAATNCNAACAGAGACTGTNATGTTNATTCTGACTCGGCATTAAGAG
>BJ025403 ID   BJ025403   standard; mRNA; EST; 725 BP.
CTTTAATATTTATTTGTATGTTTCCGGNCAAGNACAGATAAAGAAAAAAAACAGATTTTC
AACTGTGGCCTGGAAAAAGGCAAGAGCTTTAAGACAGAAAAAATAAAGATTTAGAGGAAA
CACACAGAGCAAAAATCAGGATGAAACAGCAATAACACAGAAAATTATTAAAAGAATATA
AATAATATTAAATGCATTAATCTAAGCGACAGCAATATTTTTCTTAAAAATGAGATTCCT
TTTAAAAAACAGTCTTTGCAATAAAAGTGTCCATTCTAAGGGTTTTGTCGATGATTCCAG
TCTGTGGGTGCTGCAGACTGAAAGGATCAAGAACCCAATGAGGGATTTGGTTTACGGACT
CTTTATGGCATCGGTTTTCCAGAGCAGCTGTTTACATGAGAGATGAAGTGTGCTAAAGCT
GGCACAAAGACCAAGGAGACTTCTGTAAATGAACAACCAGTGGATTTTACGTGGGGTGAA
TCGTGAAGTCCTACTTAGTGAAGAGTAGATGCTACTGTGACGTAGGTGCTAGTCAGCCGG
CCACCACCTTCCTGCTCTGATCCATCCTGATCATCCACTGTCAGACCAACAGATCCATGA
TCGTCTTTGTTTTCCTGGTCTGAGCTGGAATCTGGACCAGAACTGGACGACGGGACAGAT
CTGATATTGATCACTGTTTTTGTTGCACCGCTAATGTTAGGTTGGGGATGTGAGGGGCTG
TAAGC
>BJ025415 ID   BJ025415   standard; mRNA; EST; 695 BP.
GCTTTAATGATAAGGAATTCTTGGCTGTAAAGGAATAACTGCACACATTATTCAATCAAT
GCAGACGTTTCCCTAAAGCAGTTAATCATCTGCTATATTCAGGTACCAAAATTACAAACA
ATTTAAATTACCATCCAACATGTAGAATACTAACAAATCTGTTTTAGTGATCTAGACAAA
ATAAGCTACAAAAATATATAGCAAACCAGTGTACTGGTCACTGTTTACAGTAACACAAAG
AGGGCAAATATAATTCAAGTCTAAATATATTAAGGAGAAGTAGGAAATGCAGCATATATG
AAAAATCACAAACCTCGCTCTAGGCTTGTTCTAGGAAGACTGGATTTTTACAAAACGTGC
CTCATTAAAGCAGTGTGAACCCCGATGTTTTCAGCCTGTTGTGATGAAGTTGGGTGTAGT
CCTCCACCAACTTCTAGAAATGTTCTCCAACATCAATGGGTTCTTGGTCAGTTTTCACAA
CTTCCTGAGCAGCAAACCAATCTCGCACCTGCTGGTAGCTCATTTTTGATTTCTTGCATA
GCGTGTCAAGGTCTTTTTCATGGAGCGACCCTGTTGAAAGGTAGTATGCCAGCAGGGGCT
GGATATCCGGGGAGTTTGCACCTGTTCCGTTTGCTCTGGATTTGCGCTTGCGCCCTCTAG
CGGTCGTCCCACCTTTGTTTGTCAAACCGCTGCTG
>BJ025438 ID   BJ025438   standard; mRNA; EST; 770 BP.
CAGGTTTTATTAAAGAGCAGCAGCTCTTCTGAGACAACGGCGCCGCCAGCCTGAAGCTCC
GCCTACGCCAACAAGAACGACAAACAAAACCTGAAGCTAATTCAAGAACCATTACAGAAA
CATTTACAAACATTCCATCCAAACAGTTTATGGAACACGTCTTTGGTTTACAGTCTCTCC
AGGTTACAGACAGCATCCCGGGGTAGGGGGCGGTGCTCGGATCTGGACTTTTACCCCTTT
GGAATAAATAGAACCAAGTCTCTTCCCTGAATTGGGCCTAAACATAAAAAAACGTTCAGT
GGTTCTGTCCACCAAACATGCCGGCCCTGCTGCGACTTACCCATAATGCACCACACTGAA
AGCAAAGCAGTTTCGACTCTCATTCGTTTGCGAGTGATGTCAATAACAGAGGTAAGGAGG
CGGGGCTAAACACAGCGGCCAATCAGCTTATTCTTCTGGGGCTCCAGGAACTCGTCCAGC
AGGGCGGCCGTGACTTTCTGAAGCTCCTCCTCCAGCGCGACCACGTCACTTTGCCCTGGG
GCAGCGCAGAACTCGGTGTAGAACTTGATCTTCGGCTCGGTGCCGCTGGTCCTCAGCGTG
GCCACGACACCGTTCTGCAGGTGGAAGGTGACCATCTGGCTGCTCCTGGTCACGGGGAGC
GTAGATCGAAGGTCGGGTTGGCTGCTGTCGTAACCTGTGGTTACGTCTCTGACGTGGACC
ACCGGCACGCCGCCGCAGGTCTTANGGTACAATTCGGCGCCGTCAAAGTT
>BJ025443 ID   BJ025443   standard; mRNA; EST; 706 BP.
TATTCTTTTTATTAAAATGCTTTTATTNTAGTCAAACTGTCTGGATCATGTGTTGAAATT
ATTTAAGCATATCTAAGGAGCCTTCCAGATGTGGAAGTGGAGGCCGAGGATTCAGCAGCT
TGAATCCATCTCCACCTTCATCCTCTGAAACCTCCTCAGAAATGACGTGGCTCTGAAGAT
GGCGCTCAGTTTATCATTTACTGTACATTAAACAATAACAGAGTTATACACTTTTTTATG
TTACTTATGATAAGATGAGAAGACTTGTTCATTTCAATTTTACAGTTGACAAACCATCAT
CCCTCTCCATCAGTAAGAACCATAAAAAGAAGAAACACTTTACGCCATAGTTACTCCAGA
AACCATTTTTCTCCAAGTAAATTATTCATGTATCCCTCTTCTTTTCTGTTTTTACATTTT
ATCTTATTAGGAGACCAAAGCAGAAGAATTCCAAGCCACCAGCCCTTCATCTGTCCCGCT
GCTACAAGTTCTGCAGCAGCTCTTTAGCACGGTTAATTTCTGTCCCAGGACTGGACTGTA
CAAGAGTCCTTCTGCCTCACAACCTCTGTAGTCCTTCAAAGTTTGAGCTCAGCCTATGAA
AAGCGTCCTTGGCTCAGTCTTGCGTCTTTACTGAATGCATCTATCCAGGTTTTTTAGTGA
AATGCATAAAGGAGGAGGAGAATGGTGCAGACGCCAATCACAGTGC
>BJ025455 ID   BJ025455   standard; mRNA; EST; 637 BP.



TTAATAAAGCTAGAATCATGACAANATGTTCTGCAATGTTCACCCATGGACGTTTCCTAA
AGATGTTGTTTTAAAACACAATTTCAGTGAAACACTAGAAGTAGAAAAAAAAAAAGCACA
ATAAGACCAACATTCTCCTCAAAATGTTTTTCACTTCAAGGTACTTTGTGTAGGATTTTC
ANAGAAAATGACACAACCACAGCTTCAATGTANCAGTGANAAGCTGATGCTTCCTCATAT
GTAGCTTCTGCTCATTAAAACGCAAAAGCTATANATTCTTTTTTTGTATCAAATCTTTTT
CAGGAATCTTGAAANACCCTNTAAAAACCCCGAATCTGACATCTAAGCAATAGAAAATAC
CACACATTGCACCTTTAAAACAATTTCCTTNTTAAAAGTTGCTCANATCTTTAAACCACA
GTAAAATTAAATTTAAAAAAGATCAATCAGNGCACATATTATCAACTAAGTCAAAGAAAA
AGTCATCACAGGTGAAAAAGCGACCAGAGCGAAGCCGTTGGAGTACATNTATCAACCCGT
GGTCATGAATCCGGTGTCCTGTCAGCTGCAGTGTGCTAAACCTCGTCGTTGGGAATCAAA
CGTGCCAAAAGCGCCCTCAAAGCCTGAGTGATGGAGG
>BJ025465 ID   BJ025465   standard; mRNA; EST; 651 BP.
GGGGAAGCACGAACGTGAGCTGTTCGTGAACAGTGGCGGCGGGAGCGTCCCGTTCCTGCT
GGTTACCTAGTTGTTTACAGGTGTGAGGCTCAGGTGTTGTGGAGGAAAATGAATGACTTT
GCAGTTCTCAACACGGGGAGGAAGATGCCCTTGGTTGGACTGGGAACATGGAAGAGCGAG
CCAGGAAAGGTAGAGGCTGCCACAAAAAAAACGTCTAACTATTCTTGCATATGTATAGTA
TAGGGTAAATAATTGTAGATTTTTAAGAAACAAGTTTTCTTTTAAATTTTATTGTTTTGT
ACATTTAAAATGTCCATTCTTTGCACTTTTGACCAGAGAGATATTTCCTATCTTTTGGAT
CAATAGACATTAGTCAAATGCAAAGGAGGCATGACTGTTTCATAGATGCGTAACATTTTC
TGGCATTCTGTAGGATAATAAATTCTTTGTTTTCTGTTTTAGGGCTCAAATTTCAGTTGG
GTGGACATACATAATGCTGATCGACGGCCCAGTTTGGGCCTCACTTTCCCAATGAAGAAT
CCAATGCATGCTAGGAGATACCATCTGTCCATATTCTAGATGTCAATGGCTGGTCTTTTT
TTTTTAATCTAAAATCTTTAAATTCAGTAATTTTTTTCTTGACCTTCACAA
>BJ025491 ID   BJ025491   standard; mRNA; EST; 468 BP.
GAAGGGATTTAGGCTACTTGTGCATACACAAACACATAAAAGTACATTCAGGACAAAAAC
TGTAGTAGTAAAAGTAGCACAACAGGACAATCATGAACTGGGAAGTAGTTTTGGTACCGA
CGTGATTTTTGTTGGACTTTATAGTCATTTTCTATTCTTCAGTTCTTTTGTGTTTACGTG
AATATATTTGAAAATAAAATGATCTGAAATCAAATTCCATTCAACAGTCATCACTGTTGC
AGCTGCTCAAACTCACACAACCTGATCACTACAGAGGGAGTTGAGGGCCAATCATTCCAA
GTGAAACACTGTCTGCTTTGAGTGTAAAACTTTGAAACTTTGGTGTTAAAAAAACTATTT
TCACTGAGGAGAAATCGGGCGGGGCATCGCGTCAGAAACATAGAACAAAAGCCACCAAAT
GACAGACATCAACCTTCACGTCTGTGACGCTTGGAAGAACAGCTCAAA
>BJ025503 ID   BJ025503   standard; mRNA; EST; 721 BP.
AGCTTCTTTAATNGCTTTCTGCAGTACAATGTGGTTTTAGCGACCATGCACGACTGACAG
TAAAACGACTAAAAACAAATATTGAAGCCTTAAAACCCCGAACGGCAGGACTGAACTCGG
AGCGGCTCCTCTAGGCAGCCTTCTTGCAGACGTGGATGAAGTAGCAGGGCGGCTGGGAAC
GTCCCGGAACGTACGTCTGGAAATCTCCGTAGACGCTGTGCTCCATCTTACCGCTAAAGG
CCTCCTTCAAAAGCTCCCTGAAGTTGTCCAGGCGATGGGGGTAATAGGACAGACGAAACT
TGCTGACTTCAGGAAGGTTGTTGTGCTCAGCCTGGGGCACGTGGATGGTGTAGTCCAGGG
TGATCATGTGGGGTTTACTGTTGACCCACAGCACTGAGGTGGTGATGTCCTGCGTCAGGT
CGCTCATGCTGGCAATGTTATGAAGTGCCAACTTCTGTTCACTTTGGTCCCCTTTGAAGT
CTGGTAAATGAGCAAATGAGTTGCCAAGGCAGATGACGGCGTCATAGCCGTCTGCTGGTT
TATGGATGTCTGCTTGCAATGTCAGCCAGTTGGCCTCTTCAATGACCCACTGATCGAAAG
CAGACTCCTTTCTTCTGTCCCATCTGGCCTTCAGTGCATATTTGAGCATTTTGTCACTGG
CATCCACACTTACCATGTTGAAGCCCTCCTCCACCAACATGATGGAGTCAACTCCTGTCC
C
>BJ025515 ID   BJ025515   standard; mRNA; EST; 759 BP.
GCTCGCCGGGAGAAACCTCTTACATCGCTGCAATGAGCATTTAGCGCCTCGGTGCCACTC
CATGTCCCCGCTGTGTCCTTCCCACATCCACACCTGCTGTTCCAATCGGTCCAGCGCANA
GAATTAAATAGGAAAGGAGGGATTACGCCTCCGTTTGGGGTCCGTGTTTTTCTCCAAATG
ACGCACGGGGGGTCACTGCACAGGAGTCTGTCCTCCGTGGTGAGGAGGGGTGTCCCCGTA
CATGTCCTCTCCTGCTATCTGTCCCCCAGCGGGCGTCATCCTCTTCTCCTTCTGCCGCCG
GTTACAAAACCAAACCCTTACCACCTCCTTCTCCAGTTGCAGGCTATCTGCCAGGGAGTT
GATCTCAGCCGCTCCTGGTTTCGGACATTTCAGAAAATGGCTCTCCAGANCGCCTTTGAC
GCCCACTTCGATGGAGGTCCTCTTTTTCCTTTTCCTCCCCTGCGCTGCGATTTTATCCAN
GCTGGTGGGACTCCCCGACGTGGAGTCCGCCTCCTCCAGCCACTTGTTCAACAAGGGCTT
GAGTTTGCACATGTTTTTGAAGCTAAGCTGAAGAGCCTCGAACCTACAAATGGTGGTCTG
AGAAAAAACGTTTCCATAGAGCGTCCCCAGAGCCAGTCCCACGTCCGCCTGCGTGAAGCC
CAGCTTGATTCGCCGCTGCTTGAACTGCTTGGCAAACTGTTCCAACTCGTCAGAAGTCGG
CGTGTCCTCGTCCGACTGGTCCTGATGGCCCCCGTGCTG
>BJ025520 ID   BJ025520   standard; mRNA; EST; 641 BP.
GTGATGACTTAACTCTAATTTCTGAATTTCTGTCGGAAAAAATTTGCTTTTGCATCTTCT
GCATATAAGTGCACATGTTAGGTATACTATATAAAGTTTAGCTAAAATGGTTTTCTATAC
AGTAGTTTTTAGTCCCGAATAGGGTTCAACTCAATAAATCAACAAGTACAACTTATTTAA



AAGGTAAACTCTGCCAAATATTAGTGTTTTAGTCTTTGCGCTTTACTATGAATAGAAATA
GTAAACTACTATTATGTTTAGAGGAGCACAATGTTATTATGCTCAAGCCATGAAATCTTC
AGAGAATTCAGACATTGTCTTATTTTGGACTTCATCATGCCTTTGCACTGCCTTTATGAA
CTGCATTCTCTTTTGTAGCTGTACCATATAATGCCTGTCCACAGCCACTTTGTAATATTA
TGAGTCGCATGTTCTACAGGAGTCTTTTTCCTCTTCTAAAGGGTTTTAAATTTCAAAGCA
AAGCCATTATTAGGTCCTAATATTTAAGAACTACATGGGAATTACACCTTAAAAATCCCT
TCAGTGAATAAAAAAAAATGATATAAAAATAATGTTGTTCCACATCAACACCAATAACTT
TTTTTTGTACGAAAAAAAGTAAATACATTAACTTATACATG
>BJ025521 ID   BJ025521   standard; mRNA; EST; 651 BP.
GCAGGGCCCACGGCTGTTCACCCACACAGGCTGGGTGTGATTTATCTGGTCCCTGAGGTT
AAACATCAACAGCGTCAGACCTGAAGGATCTGATTTGTCTGCATCTCGCTGCAGACGGAG
CCGATTCTCAACCTCCAACGCAGCAGAAAGCCAGAAAAGTCATCCATGAAAAAGTCCCTT
TTATTTGCAAAGCACCTTTCTGCATGTCACTGATACACGTCTGCTTGCTGGCGGCTGTCC
GTGTGATGGGGGGGTTGGAACAGCTCCACCAAACTCAGGAGGTGCTGCTCCTCCAGGCCC
AGCTCCTTCAGCAGCGTCTTCACGTAGTCCACAGAGGAGTCGGCCTCCAAGGCTCCCCTC
ACCACAGGAGACACTGTGGACAGGCTGGAGGGACACAACATCAGAAATCAGAGGTATGAT
TCCTAACACGCCCATTCCTTCTGGTTCTGGTTCTGATATGAATCGGAGTTGAGTCTGAAT
GAAGCGGCTGCAGACTGAACTTCCAGGGGAACATGTGATTCAGCAGAGCGTTACGTCACA
GGTTCATGGCCTCGATCCCCGCCGCGCCGCCTCGCGTTCAGCTGAAACGGAGGTCATCAC
GCCGTCTTTGTTTGACAGAGCTGTTGGTCAGCTTTACTCTGTCCCGTCCAA
>BJ025526 ID   BJ025526   standard; mRNA; EST; 243 BP.
AATNCNTTTGCNGGGAACAAANNGGANCCGGCCGTCCCCCTAANGGNTTCGGNGTTTCCC
CCGTNGGGCNCCAAANNAAAAANTCCNCNTCCTCCGGGGGCCGGGGGAACAANTCCAAAC
CCNCCCCGGCCAAAANTCGNNACCTGNTCAGGATNTTNAAAANTTNTNATNAAAATAACG
NCCCACCAAAAAAATGTCAAATAAAAAAANAGNGGCTAACATNAAANCNCGTTAAAACCC
NAT
>BJ025540 ID   BJ025540   standard; mRNA; EST; 712 BP.
GTGGGGTTTTNGTTTTCTACATTGTGATAAAAGAAAAACAGTACATAGCACTTCAAACAC
ATTACTTTTTACATTAAATTAGTGTTTTACTTCCAAGTTTGAAAGTAATGTATGTAGGCA
CAGTATTTAAATCCATGAACCGTCTTTTATAGTTCGGCTTTAGCTCAAGGATGAAGCAAC
AGCTGCTTAGTTTGCCTCCTCACACAGCATCACTGCCTAAATGTCTATGAAACACCTTAA
ACTGTGCCTCCTCAGCAGGTTACCATAGCAACAAATCCTCCGCTCCGTATCCTGTCCCAG
TCAGCAGCCGAGGCTTCAACTATTTTTTTATCACATTTTTAAAGATACGATTTGAAAACT
CGAATAAAACCATTTTTTTTGTCTGAATTTCAGCACAATTTAAATAAATCCCTATTTACA
AACAACTTGCCTTTAAAACTTGTTCTCCTCAAAGACTCATCATTTGGACCTAATATTCTA
TGTTTTATCAAATTAATAGAAACATTTCATGGCAGAAATTCACAAAAAATTGATTTCTTT
TTCCAAATTTGTTTGGTGAATTAATAAAAAGTTCTTTTTGAAGTCATTGATACAAAATTT
GCTGCATCTTCAAATTCCAAATACTTGGGATTTGTGCGTTTGCATCATCAAAGCAGANGT
CTGACATTCATTTATGGCTGAATTCCATTTANCTGCTTTTACCTGATGCAGA
>BJ025541 ID   BJ025541   standard; mRNA; EST; 321 BP.
CATTCATGTACTAATTCTATTTTTANTTTTGCCTTCACATTAAAATATATTTATTTTAAA
TTTGCAGTNAATTTTGATTTTAAAATCTATAAAATAATGNCCACAGATGCAATTAAAATT
CCAGTTAATATATGTTTAAGTACCATTTTTTTTATTTATTTAACCTTTATTTACCCAGGA
ATTGNCTCGTNNAAATTAAAAATCTCTTTTTNAAGNGANTCCTGGCTATATGNGNCAAAA
AAATGGATGTTTAAGNATAATGTTTAAATAAANCAAAATAAAAGATTATTGAAGAAAAAC
ATATTTTTTTTAAACTGATAT
>BJ025555 ID   BJ025555   standard; mRNA; EST; 299 BP.
ACAACAATGCAGTACGGATTTTATTAAACANAAAAACAAAACCTTTGAGGGTTCACACCC
CAAAAAAAAAGGAAAATAANCTGNGTGCACTGGTTAAACTTTCCCANCAAGGGAAAAAAG
CACAGCTGCAACCTNTCCTGTTGGAAAGCCNTCAGCTGAACGGACCCGCCGGGGTCTCCA
ANCAGCCAAAACGTGGCAGCTCAAAAAAAATTCTCTGCTCACAAAAAACCACTTCATATA
CATTTCATTAAAAAAAAACANAAAAGGTNTTCGTTTACTTGTAAAATTCACAAATNAAC
>BJ025568 ID   BJ025568   standard; mRNA; EST; 563 BP.
AAAAAAAGAATACACATATATTTTGAGATTACATATTAAGGAATACCAGAAATATATTGT
ATTTAAATACAATTGAAACGGTTAGTTCAAAAGGGGCCCAAGTCCACAATTTTTCAAAAT
GGAGATATTATATGTTTTATGGTCTTCAAGGGAAAAGCTATCTGATTATGTCCAAAAAAA
GTCCCAAGTCCGTTGTAATGTATTGACTATGCTTGACATTTAAAATGCATTTAGTGCAGA
ATTCCTGGACTTGGGCCTCTCTTGCATGGGTTTAGCTTTATCCCATAGATGGCAGCACTA
GTTATCCAATATGGCAGCGCCCCTGTTTAAATCAAGAAGGGCCCAAGTCCAGAGACTTTA
NTTTGCTAGTCCTCTGAAATGATAAAAGTGAGGTGCTTCATATTATAGTATTTGTAAGCT
ATGAACTGAATCTGGGTAAAGTATTAATCATTTGGTGATCCTCCCTTTAAGCTATGCAAT
TAAAATCATTTCCTGGAAAAACAAACCTCTTGGACTTGGGCCCCTTTTGAACTAACTGAT
TCANTTACNTGTTTCAAAAATAT
>BJ025572 ID   BJ025572   standard; mRNA; EST; 312 BP.



TGCTCTNAGAGAAGAGAGGCGACGTCNNTNGGGGATCTGTTCCTGNCGCTTCTNCTTGGC
CTNCTTCATCCTNTTTGCCANCAACTTGNNATACTCTGANGCCTCCTCCTTGTTCTTCTG
GGTGCGCTGCTTCTTGAGAGCAATGCNANGGNNNTTGTGCTGCAGCACACGTGGTGTCAC
CANNCTCTGGATCTTGGGAGCCTTANTCCTGGGCTNCTTGCCTTCNTTATTCAGGGGTCT
NNGNACAACNTACTGCCTCACATCNTNCTNCTTTGCCAAGTNGAACANCTNGCGGATCTT
GCTGGCCCTCTT
>BJ025587 ID   BJ025587   standard; mRNA; EST; 671 BP.
AGCTGACTGGTTAGAAGATGGGACTTGAAAAAAACTTTCAGAATAGTGAACATCTCAACA
CAGAAGGAGAACTGAGGCTGAACATGCTCTTTTTTTTAATTTACTCCTCTCATCCTTCTG
CTTGAAGACTTAACAGCAGCTGAACCATCTTCTCCAGTCTGTCCATCTGCTTCTTCAGGC
TCTGACAGCAGCAGCCGGGGCCTTGAAGATCATGGACAGATGTAGCCTGATCCATTTCCT
TCTGCTCCTGGGGCGTCGACTCCTGGGTGTTGGTTACTGCATCAGCAGGCTCAGCTGCAT
CTTCTGGCTCGTCTGGGGATGCAGTTGTCGACCCGAGCTTGATGCAGCTCGGTTCTGTTG
CATCGCTGCCAGGCGTCTGANAGGCGTCTGGAAGANGGCTGCCCTTACGGTGGACATGCA
GCATCTCCTGGATCACGGCGGCAAGGTTCCTCCCACCCCTCTCANGGGGCAATGCCAGGG
AGAGCACGTTAGCAGATCCGTCGAANGACTGCACGGTTGCCATGACGTTCAATAGCTCGG
ACCGAAACACCTGCTGCACTTGAGGTGGCCATTCCACTGGAAAATGCTCATTTCCAGCGA
GTGTGCAGCGAATGATCTTAAAAGGAAGCTGCAACAGACGCGTGGGAATCGGCAAGATTT
GGGAAACGGGG
>BJ025599 ID   BJ025599   standard; mRNA; EST; 128 BP.
GGGGAGGGGGGGTTAAGATTGGTCGCTCGTAAAGCAGTTTGTTCAGGTTCGGGTCTGAAC
CGANGCAGCTGATGCCGTCTTTGTGCTACAAATACATTCAGACAAATGTAAAAAAAAAAA
AAGGCGTA
>BJ025621 ID   BJ025621   standard; mRNA; EST; 186 BP.
AAATAAATACTTCACAGTAATNCAATGTAGTAAAAAAAGTAAAAAAAAAACTTGNTACNT
GTCTGAGAAAGGCTAACANTCCATTAAGTCTTTCGGGGGGAAAAAAAAAAAAAANNAAAA
AAAAANTTTTTTTCNANNCCNAANCCCCCNNGGAAACNTAAGGGGNNTTNGGGGCCCNAA
AAATTT
>BJ025629 ID   BJ025629   standard; mRNA; EST; 324 BP.
AACTTTTATTAATGACTTAATCTTCTGTACATGCATAATGTAATGGAAAGAGATAGGTCT
GTGATGTCTGTCTGCGAGGGGCTGATCTTTACTCCCCCCTCCCCATCCCGGGAAAACCGC
ACAACTGAGTGACTAAAGATTATCCGGCGCAGTAAAGGAGCTCGCCGAGCAGCTCCCCTC
TGGTACAAAAACGATCTAAACACAGAGACGCTGCAGCCAGCCAAGCCGGCTCCCTTGAGT
AAACACAACAGGCGTGCTCCAAATACAATGTTCTTTTGGTTTGTTTGGTTAGAACACGAG
AATGAAAAAAAAAAAANTNCAACT
>BJ025633 ID   BJ025633   standard; mRNA; EST; 625 BP.
TCCTCAACATCTCCTCAGATCCAGCTGGAAGGTTCTCTGCAGGCTGGCGATGCTGGCGTC
CAGAGCCGCCAGGCCGTCCCTGAACGCCGCCTCGTCCCTGGTGTCAAAGGTGGAGGAGGA
CCTGGCGCTCCAGGCCGACCACAAGGAGGCGGAGTCACAGAGAGACGGGGAGCGGAGGCG
CCGCGCACACCCGCCCACCAGGTCTGTGCTCTCTCTGTCGCTTTGACCGGACCCGCCTCC
AGGAGGAGGTGACCTGAGCCCTGTCTGCACGTGCTCAGTGCAGGGCTCCGCCTGCCTCAG
AGAGTGGAGGAAGCCTTTGATCCGGTCGGTGGGAGTGTCCGCGGCGCTCTGAAGGAGGCT
CTGCAGCTTCTCCATCTCCTTCANGCGGTGCTGGGCGAGCGAGGCCAGCTCACTGTTGAC
TCTCTCGCCGTCCAGCAGCTTCTGTCTGTGGAGCTCCAGATCTGTCTTCANGATGGCGTT
CTCTGCCTTCACGTCCTTCAGCTGGCTCTGTGTGTCCTGCAGGGCTCTCCGTAGTTCACC
GAGGTCCTCCTGCAGCTGCTGCAGTCTGGCCTGAGCGCTCTCCAGCTCCCCCCTGCANGC
CCACGAACTCCTGCTCCTTCATCTG
>BJ025656 ID   BJ025656   standard; mRNA; EST; 653 BP.
CGAGTGCCTTTTNTTTTGAACTTTGCACATAAAAAGCGGGCGATGTTTACTTTCGTGGTT
TTACTTTGTCACCAATGCAGTTCCTACAAAATAAAAGAAAACTGAGCTTTAAATAAACAG
GTAGAAAACGTGGGTGAGTAGAGCGTTGGCTTTAGTCGTCGTCGTCAAAGTTCTTCTTGC
CCTCTGGAGGTTTGGGGCCGCCTGCTGGTTTAGCCATGATGATCTGAAAGAAAATGAAAA
TAAAAATAATTCCTACCAGAAGAAATAAAAGACAAATCCATGCAACTCAAAAAATAACAT
GGTCAGACAACAACACCCATTAAAGTTAGAAAAGAATTCTAATGAAAAGTACTAGAAATG
CATGTGACAGGGGAAAATTTGGTTCAAATGACTGCAAATTCCACCCAATAAGTCTACAAA
ATATAGTAAGGAAATTAAGCCTAAAATTGGCTCACTCCGAACCAAGTTCTGTCTGCAACT
CAAGACGTAAATTTCTGATGAACTATGGCTGCTCTGCCAAAAATGCCCAAGAAAATGGCA
GATTTTTTTTATTTTGCCAAAAAAAAGAAAAGAAAAAGGGCATAATTATACTCTAAAAGA
CACTGGGGACGCTTTAAAAATAGATCAAAAGATGATCTGAGNGGGACCTAAAA
>BJ025664 ID   BJ025664   standard; mRNA; EST; 732 BP.
GACTTTAATCCGACTCGAGTTACAGTGGTCTAGAGCTTTTCTATCTCATGCTTATCTCTG
AACTCATCTCTCATAACCGCTCAATTCTCCATCAGCTCCTCGGTTACGACTTCTGTGCCA
GGAGAGTGCTCAGTTTGATCTTCCCGTCCATGGAGGCTGTCAGGCAGGTGCCACAGTCCA
GAGCCGAGGACCAATCCACTGTCACCACCGGAGCTTTGTGGCCGCCGAGCGACAGGACTC



TCTCCAGAGCCGGCTCTCCACTGGTCAGCCTGTAGATGAGTCCTCCAGTGCTAGAACAGG
TCAGCACGTGTTGTCCCTCTGAGTCAAAAGCAAAGAGTCGACCTCTGGGAACCTGAACCT
GTTTGTATCCACTGTACCCTGACAGGACAAAGGGACCGGTGGCATCCTGAGGTAACACCT
GTTCGGACTGCTTCACCCCGCAGCGATGAATGTTCCACTGAACGAACTTGCCATCTTCTC
CAATGCTTAACACGGTGTTCTCGTCGTAGCTGAACTCCACGCTATAAACTTCTCCATCGT
GAGCTCGCCAGCTCATGGCGCTCTCGAGGCGTTGCATATCGAACAGTCGAATGACTCCAT
CAGCAGCTCCAGTCACCAGCAGGTTTCCATTGTGGTTGAAGGCCGTGCAGTTGATGGCCA
CTGGGGTCCGGCTCTAAANAGAACTGGAGCTGCTGCTTCACCGTCTTTGGTGTCCCACAG
CAGCAGTTGACC
>BJ025670 ID   BJ025670   standard; mRNA; EST; 767 BP.
TCTGAGTTCAAACAACAATAAAAAAAGACAGCCACTTATTAAAACAAAGTTAAAATNGCA
TCAATGGACACACACGGGGGGCAATTTTTTCTCCCCAAACTCTGGGGGAGTACTGAGCCC
ATTAGCTCCATTANGCAATTTAACCCCCAATCCTACTTCTTACCAGATTCACATTTAAAT
AAATGCAAAGCCAACCCCTTTGATACTTTGAAAAATCTTAGTGATTATAGTTAAAAGAAT
TAGTAAAGTAAATTAAATGTATAGCACAGTTGCTTTTCTGGGGATACAGACTTTTGGAGA
AAATAACGAATGCAACTATTTTATTAGCTTGTAATGAAGTGACATCCTTTCAAAAACTCT
TGAGCCATCAGTCATCAAAGTCATTTTCCTCTTTGCTCTTTTGAATCATTTGCTGCAGGA
GGGTTAAATATGCCTTCTCTTTAACAAAGCATGCTGTGACATGCTGATGGAAACAATCCT
ATTCTTTTGGCAATTTGCCAGGTACAGACCGTTGCGCTTTCTTTTTTTTCCCAACAGATT
TCTTGAAAGTTTGGGTAAATGTGGAACTGGAGAAAAAGTAGATAACGGGATCCAAAGCAC
TGTGCAGGTACGTGAACCCAATGCCGATCATAAAAGCCTGATTCCACTTGCACTTTTCAT
AGCTGGAAGACTGGAAGTAAACTGACCCAANGCCGGTGACAACGCTTGGCATGAAGCACA
GAGTGAACACTGNGGTGATCACCATTACTGCTCGTATGGCATTGCGG
>BJ025688 ID   BJ025688   standard; mRNA; EST; 505 BP.
AAAAAAAGATAAAAATGCAGGAACTTTTATTTTAATGTGATGAAAAATAAAATTATTTTT
GGTTAAATTTGTCCCTTTGGGGGTAAAAAAAAAAACACAACAGGAAAATGTAAATACAGA
CATGACCCGTTGATGTATAATTGNGTTAAAGCAACAAAGGNGTTAAAGGCAAANAGGTCA
NAAAAAATACAAATATTAAATTAACTGGAAACATTGAATCCAGGGTCTCNCAGGGAGTAA
ATCTGTACATTTNTACATCCAGNGGGGCAACANAAAGGCCTCCTTNTGCACCTTGTTCAN
CTNTGGAAAAANCTCCTGAATGGNGATATCCANCANCACATAAGTCAGCTGTTTGTTGAA
AACCGGCTGCTGCAAACAGTCAAAAAAAAAACNCACTCCTTCATACTTGGCGTCCTNTCC
NATACATTTCCCCANGACGTCTGGAATATAGTTCATCATCTCCTCAAAGGTCCTNTTGGC
TNTGCTCTGCTTGTCCTGGGTCNAG
>BJ025717 ID   BJ025717   standard; mRNA; EST; 672 BP.
ATAGGTGGGGCAGGGTTTTCAGTTCACTGCATTTTGACAACTTAAATACTTCCCTTACAG
GCAAATGCTTTCAGCATGGAGGTCCATTCGGTCTCCTTATTCCTCTTCATGTTTGCCCTT
ACTGTGTAAACATAGAACTGTTCAATACCATGACATTGCAAGACTGAAAGTCAGTTTGTA
AGTAAAGTGCTTTAAAGCCTGTTCCTGCTCTCATTACTGGCTGCAGANTGGCTCTGCTTA
AGCTGGTTTGTGGTCATTGCCAGTCAAATGTGCGCTTCACCAGCCTGAAAAAGGTTCGGT
TGTGCTCGTGCAGGTAGGAGCGGAGCTGCTGCAAGACTGTGCTGTTAACAGTGGGGTGAG
GACGTCCCTTGGACTCGTGCAGACAGCGCTCCCGCCCATCACTGCGGATGCAGTAAAACC
CCTTGGTCTGGTTGAAGTAGAAGTTGGAGGATATTATCCTTGGAGGCAGATTGAGGAAGC
GCTCCACCTTCTGAAGCTCTGGCAGGGGATCTTGGATCAGTGCATTCCCATCCACTATGT
GTATCTGTTCCANANAGAANTGCTGCAGCCAGTTGCGCATGTGGATGTCATACATGCTCC
TCTGAATGGCCTTGTATCGAGTGTTCAAGGCTCCGTTGCGCACTAACANGTTCTCGATGG
CTTGTACTGGCT
>BJ025731 ID   BJ025731   standard; mRNA; EST; 651 BP.
TGTTTAATTGACAGATGAAACAAAAGTGGGGCTTTGTGCTAACACATACAAATGATACCT
TTACACACAATGCAGGTGGAGGACCNTAATGCCGTTGGATTGCTTTGCTGCATCTGACAT
TGGATTCCTCGGCTGTATCACAGGCATTATGAAATCCGAGGATGATAAAGCAATTCTAGA
GTCAAATGTCTTGCCAATTGTAAGGAAACTTGGTTTAAAGTGAAGAGCATGGGTCCTCCA
GCAAGATGAACAACCCAAAGCACATCCTCAACAGCATGTTGGAATAGTAGAAAGCAAAAA
ATGGACTGTTTTAAATGGCCAGCAATCTGTTCTCATAGTAATCCAATTGAATATATTTGG
GGGAGAAGCTAAAATCTGCCATTGGAGACAGGAACCCTGCAAATGTTCGATAACTTAAGC
ATATTGCAAATGAAGTGCGGCTGAAAATAACAGAGAAGTACAAGAAGCTAATAGATATTT
ATGATATAGAACTGTGGAGGTGTGAAACTGAATATAGTGGAGGGTTGCCAATAAAAGTGC
ACATGTTGGTTTTCTAATTTTTTTCTTTAGAATTAAAAATAACCATTAAAATAACAATGG
TCTTTGTTAAATATCTTTGGAACTTCAATTAAAAGATCCTGCTGATATAAA
>BJ025751 ID   BJ025751   standard; mRNA; EST; 675 BP.
TGCAAACATCTTTAATNCAAGAAAGGTTTTTACAGCAAAGTGAAAAGAGTTTACACTCTT
TCCTGCTAGCATTTGTGCAAAGTGAAATGAGTGTAACCACATGTGAGTCTTGAGTGTTAC
GTGTCTGGTGTTCTGTGGACTTTTCTCCGTCCTGCAGCATCACATCAGTAAGTGTTGTGG
TAAGAACTGAGCTGAAGAGGCTCCTCCAGGTGTCAGACCAAAGATGTGGTGCTGTCCGGG
TTGACCCGCACCTGTCTTGTGCTCTTCCTCAGGTCTTGCAGCTGCTTGGCTGGCTTGCCA



ACGCTCTCCTCGAAACGGCGCTCAACCACCGGCAGCACGGTGTCGTGGAGAAAGGTGACG
TTCTGCAAGATGAAGGACTTCTTCTCTGGGTCCTGCTCACAGCGGAGGCTGTAGTCCACG
TGCTGCACGGCCACCAGGATGATCTCCCTCAGACTCTCCAGCAGCACCATGTGCAGCTCG
GGAAAGTACAGCTTAAGGCCTTCCTCCAGGAAGCTCATCATCTGCTTGGTGAAGGCCACC
ATGGTGTAGCTCAAGTTCACCCAGCAGCCGTCTCCTGTGTACTGCTGGAAGCTTATGCCA
CAGCTGTGCATCTCCTCCATGAGCTTGGCCAAAGCCTCGGGGGTCATCAAGTTCATTCTC
CTCCACATCTCCTCG
>BJ025755 ID   BJ025755   standard; mRNA; EST; 532 BP.
TGTCTTTTATTGTAAAGATAGAAACTGCTGAAAAAGCGCCCGGGGGAGCATTAAATCCAC
CAGACAGCAATTATAAATAAAGTCTTTANGCCGGTCTGAGCCGAGCCGTGCCANGAGACC
TTTACAGTCCATGACATTAAAGGGGTATAAACCTTAAAAATCTCATCTGATCTGATCCAA
CCAGAGTGAAGCAGCAGGATGGGCTCATTGCATCCACAGCGAANANGAATGTCGGAACCT
CCTGCTGGGGGGGGGGGTNTGGNAAAAAATGTCANATNACCCNACTGTNTCCTGTTTACT
CAAATNATCCACTGTTGCCCATGGNCCAAATTCACCTGCTGAAGGTNTTCGGAAANCNCA
AAAACAANCAAACCCCCCCCGGGGGGAGGGTNTGCNCCTCCTGGGNGGGTTGACGNGGNG
CCCAAAAAAGGGGGAGGANCCNTTGACCTGNGAAACCCANTTGCAGNTTANTGCCAAANC
CNTCCACNTCCCCCGGNGTGCGGGGAAANCGGACAACGTGTNTNAGGTTTNA
>BJ025784 ID   BJ025784   standard; mRNA; EST; 625 BP.
TGTTCCGAAACACCAGGCTGCAGAAAAACGTGCNTTCTGGTCACAAGATATTAAAGTTAA
AAAGCGTATTTATAAATAGGAATGTTCCACTATTCTTTTGAAAGGATGGANGTTTTGAAA
AATCATCATGGAGATTATGTGAAGTCAATGTTTATATGCAATTCAAAACCTGAAAAAGAA
AAAAAATATATAGATAAATCTATTATCTTAATTTATTATGAGGATCTGGAGAGAGATTTT
TTAAAACATTTTTCTTGAGGTGACCCATTACCTCCATTATTCAAGACATGGAACTACAAC
AACGGCCTGACCGTATTGACACGTGTATGAATGTTCAAAGTTGGTAAGGAGGCCCCTGTT
TAGAGTTTGTGTGTGTAGGTGAGAGTGTGGCTGAAGCGGCTGTGTCTCCGCCAGGTGTTT
CGGGATCAGGCCATTGATGGAGAGACACTGCCGCTGCTCACTGAGGAGCACCTGCTCAAC
ACAATGGGACTAAAGCTGGGCCCTGCACTCAAGATCCGCTCACAGGTACACACACCACAG
ACCTGAGTGTGTGTGTGTTTTTGTGGGATGGAGANGAGCTGTGAATGTCTGAGTGAACTT
CTGGCAGTAAGTGTAGCAAGGGACT
>BJ025790 ID   BJ025790   standard; mRNA; EST; 697 BP.
GCGGGTTTTTCTCCTCCTTCGGAGGTCTCTTGTTCCGCCCCTTCTTCTTCTCTTGTTAGG
CAGCTGAGGCCCAGGAAAGTCANAAGTGCCATCGGAGTATGCCCCACTGCTGTCCATGGA
GCTCTGTCTCATAAAGCTTTTGCAGTCGGGGGTTTCCCCCTCCTCANAGCGAAGGCTTTC
CTCTGACCTCTGGTGAGACAGANCAGGTGGAGGTGTGCTCTTGTTCTTTAAAAGATGTTT
GAGTAGCTCATTGCTGGACTCGCCCTTGTTTGGACTTTGCTCAGCAGGAAATGGGGACAC
GCCCCCTTTATTCCCCTCTTCCTTTACGGAGCTCATGTCTGAGCAGATGGATCCTTCCCT
TTGCCCGTGACACTCAGTTGTTTCCGTCTTCTCAAGTTTGATGTTACTCAGTATTCTGTC
ATGGTCCTGGACCTGGGTCCTGGACGTCTCAGAGGGCAAACCATGANGTCCAGACTGGGC
TGCAGAAAGCTGCTTCTCAAGCTCTGTGTGACTGGGAGTGGACGACCCCAGTAAGGGGGA
CCTCGACAAGTCCTGCTCTCCAAAAAGATGAGTGTTTCTTGTTGGAGTTGAGGAAGTGTC
AGATACACAGGGTGTGAGGGGGGCTGTGANGTCCGAGTGTGGCGTTGATGGCGTCTTGAC
TGAATCTGCGTCATCCTCCTTCTTTTTCTTGCGATTC
>BJ025795 ID   BJ025795   standard; mRNA; EST; 665 BP.
TGGACTNGTCCTGGGAGGAAGCCTTGGTAGCTATAGTGGAGACACAGTGCTGCTGAAAGT
TGGGGGACACGGCCGAGTTGCAGCCTATTCTCTGCATGTCCTTCCCCCGCATGCTGCTGC
AGCAGCCCAAGGCCGGGGGGGTGCTGCTGGGGACGGTGGTGCTGACGGGGAGGCCTTTGG
ACTGCTCACTGGCGGGGACAAAGTCAGGGCTGTGGCTCTGGAGCACGCTGCTTATGTGAT
TCAGCAGGTCATTGAAAAATTCTGGAACGCCTTCATAGCCAGGGAATGCATTGATGTCAA
TAATGGCGTGCTGGCCGGTTTGGTTGTTTATGATCACATCGATGCCAAACAGGGACACGC
CCANCTCCTGCTGCAGTGACCTGGAGAGCTCTCTGATGACATCATCACAAGGTGGCTGAG
ACACTCCTTCCACGTTTGCTCTCGAGGTCAAGTCTGACGACGACTCCGGCTTGGAAACAT
TGTGACTGTTGAAAAATATGGCTTTCCTGTCTGAAGGCCCANCAGGAAAGTTTTTCAGGG
AAGGTCTCTCCACCACAGTGTANGAGTCACCCACCACAAAGACCTTGTANAAGACTGCGT
TGTGGTTGATGAAACTCTGGATTACGCACGGAGGGCTCACATTCTTCANGTCCTCCTCAC
TGAAG
>BJ025796 ID   BJ025796   standard; mRNA; EST; 745 BP.
CTGCTGTGTTCTTTATTTTGGATTGTTTTATACGTTATTTGATTTTCTATTAAGTTGGTG
TTTTTAATAAGTTGGAGTTTGGGAATGTCATTTGCTAAGTGCCTAAAGTTACATTAAAAA
AATATATATACATTTGTCATTCATGTTTTTTTCTTTTCACTTTTAAAATTGGTTTTCCAA
CACTAAATGTGCATCCAACACTCAGTCAGTATACTGTGTTCAATTCTTCAGCAGCAACAA
TAATCCATTCACAAAATCTATTAATAGAGAGATCTCAGTTATATTACAACAACAGTTGCG
TTTTGTTGGTGCTGCTGATCAGTTGGAGGGCCCACACATTAAATTTCGCTTANGGCCCCC
GGAAGACCAGGGTCGGCCCTGGCTTCAGCTGCTCCCTTGAGATGTGCTGCTGAATAACGC
AGTCATCCGACAAAGACTTCTAGGCTTCCCCCTTANCCCTGACAGCCTTTATCAGCAGAT



CCAGGTCGCTTTTATTGTAAGCCAGAACTGCCCCAGCCAGTGCTTGAACGCAGCGCATTT
GGAGTGGCTGTTGGTCTGGATGGCTGCGTCGAACTGGTGCATCCAGTGGAAGATGTCCAG
ACGAACCACCATCCCACGGTCAACCCAAGGCTGGAACAAAGTCTCCACTGCTGTTGGGCC
TTGAGCGCGGCAACACCCCCGATCAATGTACAGGATCTTCGGAGCCGGTTGATTGGCCCG
CTGAAACCTCTCAGTCCTTGAAACG
>BJ025807 ID   BJ025807   standard; mRNA; EST; 673 BP.
ACAAAAGTAAAAGCAACAAGTAAATAACAAGCACACCACACCTCTAAAAGTGTAAATCAC
TAAATATATAACAGTGCAAACTTACATCCATGTCTCAGTTAATTTAAAAACATTGGTTAT
ACACTTCAGCACCATTGATTACTATTATTTTTTTTGTTGAATACATATCATGTAATATAG
ATCTTTAAAGTAAACGATGTTAAAGCTGAATGTGCTGACAACAAGGAGACACATTTATTT
ATGAGACATCCATCAGTGACTTGAAAGTGATGAATGANGGATGTTCAGGGGAAAAAATAT
GTCTATCTCCTANCAATTTCATCTAANGATGGTTCGCTAATTAGATTGTGTAACTACATC
ACACTTGTTTGGGAATCACATGGTGTCAGGAATCATCAGACTCTGTGGTTTAACATGACT
GACAAATGATAGAAACTAACCACGCTGTGTGATCATTAACAACTCACATGATGACTTTAA
ATGTTGCAGACAAGGAGTGACAAAAAGTTTGTAGCTATGTGGAGCTTTGCTGTTAATAGC
TGGTTTTGCAATCAAAACTAATANCTAAAAGGTAAAACAAGGAGTTGAAATCAATACCAC
TTTGCACCCTACTTTAACCTGCTACACCTTGCAACCCAAAGTTTTCCTTGTANTCATTGA
CATCAAAAACACC
>BJ025851 ID   BJ025851   standard; mRNA; EST; 687 BP.
CAAATAAAATGCTTACACAGGAATGGAATTCCTTTAATGACAAAAGCGAATGGAAACAAA
GGACCTGAAAGAATCTTAGATTATAACACTGAATTGGCTCAGAGCAAATATTTCACAGGT
TGATATAATGCAGTTAAACATAAACATTTCATAAAACAAAACAACTATAAAATGGTGTTT
GCATTTTTGGTTCAAGGACCCCTTTTTTTTAAAAAAACATTTGCGCCAAAATGTTTGCTG
TTATAATGGAAATGAATTACAAGATTTATAAAAGACTCAAGTGCTTTATTAGTGGATGTT
TCTAAAAATCAAGAGATTGAAATTCAAAAAGATGCCTCTTTTAATGTTAAACTGTTTTTA
CATTTATATGTTAGTATTAATGTTATCTCAGGTTTTAATAGTTATTGAATTTACTCGCAT
ATTTGCTTCAAAGACAAACGGAGCTCTAGCAAATGTAGCAGTAAACACAAACACCAATCT
AACAAAAGCACTGATGTTCCCATGCAAAGTCTGTTTTTCTGTTTTGAAAGTCAGTCATAG
AGAATAAAGTTTTCACAATGGTTTGACCAACTGAAAGCAGGGATTTCCTCACCACGTTTG
CTGGCGTCTGAGCAAAAACCCCACAGCTGCAGATGTGGACTTTAACTCTGAATCTCTTGA
AGTTAAACTGATATTTGCTTTGACTAA
>BJ025864 ID   BJ025864   standard; mRNA; EST; 731 BP.
TTTGTGTGTATGTAATGTCTTTTTTTTATCTGATACAAAGACATGCAATCNACACAAAGA
AAACAACACCACTGTATTTACAATTTACAAAGAATCACTTCTCTGTGAAAATAGCACTTA
TAAATATGATTTACATAACAAAATAAATATGTAAATTACCAATGTAGGTTGAGTTTTATC
TTTCTGTTAAAAAATATGTTACAGAATAAAATTACAATTAGTAATACTTCTCCATTTTGT
GTGTGAAGCGAAATAGAAGTCCTTTAAAACACCATATATAAAGACATTACATACAGCATC
GTCATTATATTAAAAACATCTCTATCATGAAATATGAGGGAGTTAGAAGAGCGAGCACTT
AGAAGAACCTATACAAATACTCAAAAATATACAATACACATTTTTTGTCTCCCTTTAAAT
GTTCGTTGCATTGAGTTTGAAGACAGCTGAATGACTGAGGTGACCTAAAATGAATGCTTT
TCCTGTGGAAAGGTGTGAGCAGTCCTTTAATAAGAAGCTAAAAGGGGCTTTTATGGCCTT
TAGTGTATCTATATGCAAAATGTTTGTAGATACACTTCAGCTCCATAAGAAAATACGACA
AAAATTAATGTAATTCTATATTTAAATCAGACAAAAAAAGGGTTTCAATTGAGTAAGCAA
AACTCTGGGTAGATTAANGTAAAAAAAAATGTTAGGAATTTGACTTCTTTACTTTAAATG
TTTTATCTTCA
>BJ025872 ID   BJ025872   standard; mRNA; EST; 264 BP.
TATCTTAGTTTTTCCCCCCATTTGTTGCNTTTGAACAGTTATAATTTAGTGGTGAATGTG
GAAAGATAAAAAGAAATGAGAGCAAAGCAAGGCCGATCACTGCACGGGAAGCTGGAGACA
GAATCCATGACGACGCACAGTCAGTTTCCTTTTTCTCCCAGGAAGCCGGAAGTGCTACTC
CATCCTTCANCTGAGGACGAAGANGATGTAAGGTAGGGGGATAGCAGGGCAGGGGGGGGG
GTCCTTNTGNTGATGNGGNGATNC
>BJ025877 ID   BJ025877   standard; mRNA; EST; 711 BP.
AAGCGTAAACATAATCATTGCGGCACCCGATGACGAGACAGCCCGCCCACACTACGGGGG
ATGAAAACAGCTCCCCGGGTAAAGCGTGCGAGGCCAGCATCTGTCCGTTTTCTGCCTCCA
GGATCCANACGGTCCCGTCTGTGGAGGCGAGAGCCACCANGGCCCCCCCGCCGCANCCAT
CAAACACACAAGGAGAGGAGTACACCCTGCCCGGAGTTTGAAAAGTCCAAACTACAGANC
CGTCGGCGGCGCTCATNNCAGTACAGGCGGCCGTCGTGAGATCCGCACAGAAGCTTTCGT
TGTTCCCGGATGAAGCATGGAGAGGAGAAAACCGGCCCCTGTGTGGGACACTGCCACAGC
AGTTCTCCTGTGTGTGCGACGCAGCAGATGTTTTCGTCCACCGAGCCGATCACCACGCCG
CTGCAGGAGCTGTTCGGTGACGAGAAGAAAGGGACGCCTCTGTGGTATGACCACAACTCG
TCTCCGCTGTCGGGGTTCATGCTCAGCAGACGTCCTGCGAGGGTCGCCACGTACAGCTGT
CGCGGGGAATCGTGCANGTGCGGGGAGGAAAACACGCCGCCGCCGCCACAGTGACGCTTC
CAAACACACCGCTGAGCCTGTGGGTCCAGAGCGTAAACGTTTCCATCATGTGAGCCTGCA
AACACCAGACCGCCGACGCCATCCACAGCGGGACAACTCTTAACGGCGTCT



>BJ025889 ID   BJ025889   standard; mRNA; EST; 672 BP.
TTTTTTTATTTATTAGACCCGCATAAACTTTAGAAAAACTTTAGCAAAATATACACGTTA
GACATTAACACACTATAGGAGTAAGGAAACATAACATAAAATACCCCAAAATCTGAAAAT
TAAAATGGAATATTACTTTGTGTTACCTCCTGATTTTTAATCAGGCCAAGTCCAGCATGC
ATTGCTTCAGTTTTTTTCTGCTTCTGTTAAAATCAGCATCCTCTGATCCAGGAAGGACTG
ACAGCAGGAGGATTTCCGCTCCAGACTAAAGAAAATCCCACAGCTCTAATGTAAAAGGAT
AAAAACTCAAGTAACAACCCCCCTGTGGGTGAAAACCATCAGAGGGGGGGGACTGTGACG
GAGTGACGGACGGAAATCAAAATGAAGGAATAAGGAGGAGACTCTCACAAAATCTGTACA
GCACTGAGCTGCCTTTACATGGGGGAGGAGCTAAGAGACACGGGGCGGTGTGCAGCAGAA
AAACGCAAAAGCTTTTAACAGCTTATGCATCAAAACACATAAACAAGTCATTCCATCTTT
TTCAGGGTTTTAGGCAGCATCGACACAGAAACTATTATTACTGTAGAATTCCTAAGAAAA
AAGGGGGAGGGGACATCAAGTACCCCCTTTAATGTTTGTACATANAACCTCATCAAATAT
TTCTGGCCTGGA
>BJ025892 ID   BJ025892   standard; mRNA; EST; 719 BP.
TTCTTCTTTAATGCTCGTCTTTACAGAAACATGGGAGTAAAAAACTTTGATCGACTTCAG
GAATAAAAGTTCTGGAACATGAAAGCGGCTCAGGAACCCACGGTTCCTTGAAACCAGCCG
CAGATATCCACAGCGGTTCTGATCCGGCTCTGATGGCTGTTGAAGGAACATGTTTTGGTG
AGAAGATGANATCAGCAGGACGTTCTGTTCANGTCCGGTTCCTGCTGAAGATCCTTCTGG
ATCCTCAGCTGCAGGTTTTCATTCACCGTGGGTCCAGGAACGTAGAGAACCTCCAGAACC
AGAACATCCCACAGACGTTCCTGCAGCCAGTCCCTCCAAAACTCCTCCGGTCTGAGAAGC
TGGGATCAGCATCACATGACTCGGATCAGTCCAGAACCAACCGGACAGTCAGCGGGTCAG
AACCGGATCCTGGCTCCAGGCCCCTCTAATGCTGTCTGCTGATTGGATGATCAGTCCACA
GCCAAACAAAGGGGGCGGAGTCTGTCTGGACTGCCTGATCACAGGCGGGCTGTCATTGGT
CAGTACATTGAAGTGGGCGGAGCTTGTGTATCCTGAGGGTCTGGATGGANGACAGGATCT
TCTTCTGGTGGCCGGCGAGGGTCACGCCCACTCTGAGCAAGTCTTCCGTGTCCAGCTGGG
CGACCACGTCCANGCTGCTGAAGCCCGCCTGCANGAAGCTCCGCTCGTAACGCTCCATC
>BJ025895 ID   BJ025895   standard; mRNA; EST; 208 BP.
TTAAAAACACCCATTTGATGCCTTGGCAGGTCAATACNACACACACAATGGGTGTACATG
NGATCGACAAAACTGACGGGAGGATATGGGGAANATGGGATCCACTGACACAAAATCACT
GANACGGANANGGTTCCCATTCACTGGANAACATGCANCCTGTATTCAACTTTGGACTTT
TTAAGTNGAAAAGTTACTGGCATTANAG
>BJ025925 ID   BJ025925   standard; mRNA; EST; 698 BP.
TTATTATTGTTTTTTTTTATTNAAGTGTGAACTCTATAGCATGTGCAGCAACAAAGATGG
CTCCCTTTAAAAATGACTCCCTCTGGATAATCTTTTATGCTGAAGAGGAACGTTGGTAAA
CAAACAGATGCAAACCCAGGATAAAATCTTTTTTAAGTAATGCTTGGCCAACCTTTCAAC
ATCTCCAATCTCTTTGTTCATATCAAAAAGAAACAAAATCAATAACACATCANGAGGCAG
GGGTCATATTTTTAAAAAAAGGAATGTCATTTGAAAGAAATTCAAAGAACAGAATAACAG
AGCAAAGTGCTTAAGTGCCGCAAAAACAACCAAAAAGAAAAAGGTTACAAAAGTCTTGCT
CAAGTGTTGGTGACTCTTTGAGCTGGTTATGATTTTAAGAAGCGCTGAGAAAGAAATGAA
TCAACAAAATAAATCCTCACCCGTCCCTCAAATGTTCCATTTGTGATAAAAGGCTCAAAC
AATTCCGTTTGTCACTGAAAAGGCAAAATTCCACGAGGAGTCTTACAAGTACACAAAGAT
TAATCATCATCCCCTTTGCTAAGAATGTAGCGAGCCAATTTCCATGCTGCAGAGTAAATG
AAAAGAAAATTGCCCACCTTTTTGCCTCAGATACACAACTGCAGTCTATACTCGCATGCA
AAGCTGTTTCGGCATCTCTAAAGCAATCATTTGCCCTT
>BJ025932 ID   BJ025932   standard; mRNA; EST; 106 BP.
TAAAAATAGTTTAACAAAGACTTCTTCATTCGCTCCATTTAGACTTGTATTTACAGCAGA
AAAAAAAAAAAAGATACCCTACTCTATGATGNCCATTTNTACTCCT
>BJ025941 ID   BJ025941   standard; mRNA; EST; 716 BP.
GCTTGAAAAAGCTTATATTTAGCTNTGATCCACTAACCTTCCTGTGATAGGCCTGGAATG
CCGGACATTGTGCAAAATATTAAGAAAAAACGTTCCTTTCTAGGGCTTCACACTATACCC
TATGTTCTGTGCCACTGTGATCCTTATCCTGAGTCCCTCCAAGCAGAACAGCAGGAGANA
TGCAATGCTTTGAACATTTGCTCAAATATCAGCATTTATTTAAACATTTAGTGGTTTTGT
TGGATCACAATATTGATATTTCTTCATAGTTTTGTGTGATCAGACTTTCTGTGTCAGCTA
AAGTGTCACAGCTTTGAAAAAAGAAGAATGAAGGTATAACTCCTTAGAAAAACTGATTAC
AATGGTTCTATATGAGAAGTTGCTTTAAAGCAGTGACACTTTGTTTCAGCCCCACTTTGG
AGCGTGTTTGCAACATTGACTGTATATGAATAGTGACCCCTTCCCCCTCACCTTCCAAAC
AGGAAGTACCCGCTGGCTCGAGGAAGCCAGAATCCCATATACTTCTATTGAGAAAAAAAA
CAGCCCTTACTCAGTAATTCATTTGGCAAAAAATACAATTCTTGTTCTGACACCTTATTT
GAACATGTTCTTACTAATCCTCTTTTTCTAAATGATATTTTGTCTTTATCGCATGTTATT
CAAGTTATAAACTGGCCAATCAGATGCATCAATAAATGGAAAACCGGTCTACCTGT
>BJ025946 ID   BJ025946   standard; mRNA; EST; 779 BP.
CCATGACTTGAAATGAAACCTTTTTTGTGTGACAATAAATTGGAACATAATTCTTTAAAC
TGGGTCTCTCTCTGTTAGAAGATAGTTGTAATGTACACTTCCATCTGCAGTTTGGAAGCC
AGCAGCAGTTGTTCCACACTGTAACAGCCTGGTGCCGCCTCCCTTCTGCTGCTTCCTGAT



CCAGTTTCAGTCCAAAATTGCTAGACTCTCCGGAGCTGGCTTTCCTATCAGATATCCAGG
ATGAAATGGACTGTTTTATCATCTTACTCAACAACAGCTGCCCACCAAGCATCCACATTT
TTACAAAGAAGACACACACTGACACCCTGGATGCTTTGGTTCAAGACAACATCAAAGACA
TGGATGGTGTTTCTCAATGCTGGGTGTGTGAGGAAATGGAAAAATGCCAGAGGTGCTCTT
TACTCCATAAGTTTAATTAACAAGCATTCAGAACAGGATGGTTACAACGAGGATGGGTTG
GCTTGAAGGACAGAAATGACATGCGGAAACAGAAAACTGCATTCAGACTTTTTTATTTTG
GCATATCATCTTCTCATGAGCTTCCACTAGCTGCTTTGTGATCCTGGAAAGGATGCTTGA
TCTCTAGTGGGCATGAAAAGCAGACAGTTAAAGGANGATTGACCTGTGAAGTTGTTATGC
TTTCAACTTTAATATATATCAAATAAAGACATAGTTTGATCATTTCAAAATTGCATACAC
ATTCTTAAATTTTAAGTCACAAACAAACCTGAAACATGATGGATGTATTTTCCCTATTA
>BJ025962 ID   BJ025962   standard; mRNA; EST; 559 BP.
TTGTATAAATTGAATGTACACAAAGNCCTCAAAGTTGAGACACAAGNAGGAGGGAAGAGG
GTTAAAAGAAAAAAATTCCTCCAACCCACAGCATCACAAGTGTCCATCAACCCCCCCCCC
CAAGCTAACGTGCACACACACACACACACACACACACACTTTTATATAAACACAGGCATA
CNAAAANCACTCGGGCTCANCTGAAGTCACTAGCGGAAANAGGGTAATGCTANTANGAAA
AACGTCCGGNATGNGGNTGCAGCCACATTCACCCNCCCCACCCACNTTTAACTCGCATCC
ACACACAAAGTCATGATTTCAGGNGTTTTTTTCCGTCCAGGTCNCCNTTGTTCAACTCCG
GGAAACTTTTATTGAAACTTTTGNCCTCATAACTTCTNAATTTTCTCGGCCACCACNATG
GGGTTCTTTTTGCGTATGCGTGCGGNGGCCGCACTCCGGTAATCGTAGGGACAGTCGTGT
TTGTCGGANTAACGGNGGATGGCGCAAAACAGGTTGCCACAGCGACAGTCAAAACCGGTA
AGGCCCANTTTTTTTCTGC
>BJ025968 ID   BJ025968   standard; mRNA; EST; 654 BP.
AGGAACGGATCCCCGTTTATTCTCCTTTATAGGAAATNGCATTTTGGGTCAAAGGCACCA
ATGAGATTCTCTGCAACTGTAAACAGTTTTTGTTCACAATATAATACTACTAATAAATCA
TAAATACAGTAACAGAAGGTTATGTACAAACAATGTAATGAAATAGAAATACAGCATTTA
CTGTGAGATTAGTTCAGAAAAGATTGAGACTTTTATGAAGTTCTTTTATGAAGCTGTGCT
CGCTCTACATTCAGAGTGAAAACAGCTGGTCATGTGACGTGCCCTGCTGCCGGGCGCCGC
TCGGCGGCGGTCTTGCTGTGGAGGGCGGCGCGCTGCAGACTGTCTGGCCGCTGCGCTCCA
CCGCCTTCACCCGGTCCTCCAGAAACTTGTCGAACTCTTCACTGGACACTCCCTCACTGA
TCGAGGGCTGATCCTCCAGCATGTCGCCCACCAACCACGCGTCGATGTCATTCTGTAGGC
CGTTGTTTGCTGGTGGCGCCGCCGCTGTGACCTGCAGCCTGGAGTCCAGGGCCTCTGCCA
GCCCCTCCACGGCCCCGGGGTCCTCATACTTGACACTCTTCCTCTGCTCAGCCAAAGAGC
TGCCCCTGGTTTGGGCAAACATGTCAAACTCCTCCTCTTCCTGGTGACAGGCCG
>BJ025974 ID   BJ025974   standard; mRNA; EST; 144 BP.
TCTTTTTGATTAAATGTTAGTCTTAAACTCANCTTTTCTTTGTGCATTAATATGTGCTCA
GNGATGGATACTGATACATCTNACCACNGCTTTATNNGGNTTTGNGAAACATTAATAAGA
NCGNCAGCNTNCTACAAACTAGTA
>BJ025981 ID   BJ025981   standard; mRNA; EST; 647 BP.
GTACTACAATGGTTTGGAAATGTTTGCGTAATGATTAGAGTACAGCTACACACAAAACTC
TCACTCCACCAGCAACATACTAAAGGCAATCTTAATCGAACCAAAAAAAAAAAGTTACNT
CCGGAGGGATTCCAACAACTTTTCACAATTAACCCACAGGGCATTAAATCTATATGGATA
TGTATATATTNAAATATGTATATATCCNGGACAATTNGTTTTCNTTTAATAGTTCAATGA
ACATATTTATAAATAAAAACAGNGGGGAAAAAATNGTCCATACACAATTTTNTTTACANA
TTCTCAANACGTATTCAAAANTTACACCAACTNTCAAGTTGATAGGAGGAAAAAACNCCG
GCCTGNGGTCAGCTNTTACANACCCNAGGCTCANCCGCCTCGTTNGGCCTCAAAGCCCGA
AAANANNGGAGGGAAAATGAATTATTATACAGTCTGTTTATAACACGCACACACACACAC
ACNTACAANACNAACAANTCACTACNTNGCGCATTTACAAGTNGACTATCAAATNGGGAT
GACTGTNCACATCTTTATNATAAAACCATNGGATGTTTATGTTTTNTTTNAAACCCCAAA
TTCACTTNTTTTATCTTGGGGGGCAATTTTTTTNTTTTTTCCCCCCA
>BJ026001 ID   BJ026001   standard; mRNA; EST; 632 BP.
TTTATTAAAAAGGGAAATGTGAACATTTCTTCAACTGCAGACATGGNATGGATGCAGCAG
GTCTCTGCAGCATCCTGAGGCACAGTGGTGTTGGGAAGCTGAAGAGCAGTTTTCANAGTG
TGACGGTAACGTCCGTGTGTGTCAGTGTGCAGTCTTTTAAGGAGTCCTGAGCGGCTCCGC
TGCAATCTGGAGCAGCAGCACCACAGCAGTCCTGANAGGAAGCTTCTTCCGACTTCCTCT
TCTTCCTCACGTGGTAGTAATGCTTCCTGGATTTCAGGTGAGCTGTCCACTCCAGGTCAC
CAATGATGACTTTGTCACACAGATCACAGGTGTGGAAGCTTCGCTTGTTCCTTTGCTCTC
CTTTCTGGATTCTGACTGGTGCAACTGGCGGCTCCTCGCCCTTCCTTAAATTCTCCAGGA
TCTGCAGTGCAGGGGTCAACACGGCCTCCTCCCACCTCGACAAGTCAGTCACATTCAGGC
CGTACACGGCTGGGACGTTGTCTCCTGGACGTTGAANGAAGCGGTTACGAACCCATTTGT
TCTGTTTGCGGGCGTANCGTTTTGTTGCAACCTTCAAAGCTTCAATACCTCGCTCTCTCA
NAGCCTCTTTCTCCTGGGGAGCGCTGCATTCA
>BJ026005 ID   BJ026005   standard; mRNA; EST; 487 BP.
TTTTATTGAAGATAGTTTTATGGACACTAATGGTTTCTGACACACACACACACACACACA
CACTAAAGACAGACAACAACAACACAAATGCAGTGATGACAACACAAANGGTAAAAAAGT



AAAAAACAAAAGCGCCTCAAAAGAAGTCCAGGTCGTCCGGCGCGTCCAGGTCTCTGTACT
CNATGATGGAGCGGGGGTCTCCCCTCGTGCCCCTGCTGTTNCTCTGCTTCCCTGAAAAGC
CGACGCCCCCTGGATGACCTCTGAAGTTGTCATAGTTACCACGCCCCCCCCCAAACTGGG
CTGGAGGGANGAGGGGCCCCACACCTGGGAACCCCGGCAGGGGGGGCCTGACACCTGGAG
GGTATCCCAAAAGGCTTTGCTGCTGCGGCGACTGACCGGGGAAGCCANGCATCCCAGGGG
TGGGGGCTGAGANAGTAAACAGAATGAGANACGGCGGGTCCATCAAAANGTAAGAAGTGG
GCGGANC
>BJ026010 ID   BJ026010   standard; mRNA; EST; 666 BP.
TTAAAGTTTTAAGTAATACAAGTCTGAGCTTGATGGACTTATTGAAACCTTTTCGTGAGA
AAAGCGTCTGAGGATAGGTGCCAAGTCTAGGCTGAAGGAACGTTTGCTTTTCGATGAGCT
TGCAGACATCGCGGACTGCAGAATGCAAACTCCAAGTAGTGAAATGGGATCTTTTCAAGC
AAGGATTCTCCACACGACCAGCACCTCTTGACGTTAGAGATGCTTCCTCCTGCTGCAGCT
GCTTGCTCTGCTAACCTCCTCTCTGCTGCCAGAGCTCTCTTTTCACGATCTGTCAGGGAT
GCAAATTTCCTCCTTTCTTCCTCCTCCTGCTCCTGCTTTTTCTTCACCTCCTTCTGTTCT
TTTTCTCGCTGTTTCTTCTGAGCTTTTTGAGCCTTTTTCTTCTCTGCCTTTTTGGATTCG
GTCTCAGCTGTCAATGGGCCCGGGACCTGGGCCTTTCTGTAGTCATACTTGTCTGGATTC
TCACCCATGTATTTACGAAAGAAGTTTCTGGTGTCTTTGTCAGGGGACACAATGTANGGG
GTCTGGCCTTTGTTATCCCTGCAGGCTGGGTCTGCTCCTGAATCTAAAAGCAACCTCACT
GCTTCCTTTTGTGCAGCTGCTGCAGCAACGTGGAGCAGCGTGAACCCAGATGAGTCCACA
GGTTTA
>BJ026051 ID   BJ026051   standard; mRNA; EST; 646 BP.
CGTGATGTTTCCGTTCCTTTTNCGCGGCCCGCGGACGTACTTTTTGTAGTTTAAGGTGTT
TTGACCTGAACCGTCATCATTGCGTCGGAGTGGAGTTGCCGTGGAAGCCCTGACGGGGCA
CAGGAGGAGAGTGGCAATGGCGANGTGCTGGCANACGGGGCAGACCGTGGATTGGACGGA
GACCCTGAAGGGGTGTGGAGTCCAGACATTGAACAAAGCTTTCANGAAGCTTTGGCAATC
TACCCACCCTGTGGGAGGAGGAAGATCATCCTATCAGATGAANGGAAGATGTATGGGCGA
AACGAGCTGATTGCTCGCTACATAAAACTACNAACAGGGAAGACACGAACGCGCAAACAG
GTATCAAGTCACATCCAGGTTTTGGCCCGTAANATGGTGCGAGAATACCAGGCAAGCATC
AAGGACCANGTGTCCAANGACAAAGCGCTGCAGACAGTGGCCAACCTGTCGTCTGCTCAN
ATTGTGTCTGCGAGTGTCATGAAACCTCAAACGCCCTTCCCAGCATCAGTCAGATTTTGG
CCAGGTCCTGTACCGGGACAGGCTGGACATTCTCAGGACATTAAGCCCTTTGCACAGCCT
CCATACACAACACTACCAACCCCTGTCCCTGCACCTATTGGTTATG
>BJ026058 ID   BJ026058   standard; mRNA; EST; 685 BP.
GGNAGGAGAAGCTCCGTCTCTGTTTGTCAGGAAATGGACGGCGAGGAGATCGGTGAGGGG
GAGAGAGCGTTTTTATTTGTCTTATTTGACTCTGGGTTCCTTGTTCTAGACTGTGATGCA
GTGAGCGGTAAGTCAGGGGAGCTTGAACCCCTTANCCTGGCAGCTACCGGCTTCTACATG
TCCACCGAGGACTGGAACAGGAGATGAGGACGAGAACGGATTCGGGTCCACCAGATGAGG
AGGTCTGGTGGGTAGTATCCCTGCCTAAGTACCCTTTCTTGCCCTTCTGAAGCTGCGTTC
AGGTGACCGATGTTAATAAAAAGTCTATATAACTGGGCGTATATCTGTTTCAGGCTTCTC
CTTTCAAAACTCTGGCGTTCTTGAGTCGCTTCGCAAGTTTTTCAGGCCGTTTTTGGGCTT
AACAAACAAAATACCCGAGCATCAAACGCACATTGGAAGTTAAACCAGTTCAACTTTGAC
CTATCACAGACTAATTAGCTACTCTGGTAGCAACAGTCCAGTGTGACCACCATACGCCAA
ATGCATGTTAATGCATAGTTTTTAGCAGAACTTTTATGATTTTCCTCTTTATGATGTTTT
GTTTTTATTAANGTCTCCTGTTATTTTAAATGGGCTTAAATGGACTCTTGGTGCTTTGCA
GAACCTCANACTCTAACTTTTAAAA
>BJ026067 ID   BJ026067   standard; mRNA; EST; 598 BP.
AGCAGGTAGTCATCAGCACAAAACAATACACTTTCTCTGATGTCAGAGCTCCTCCCCTTT
CTGCGCGTGTCCTAGTTACGGCGTCGTGGTCCAGACGCGGTCCGTCAGGCCAGGTGGTGC
TGTGTGGTCATAANGATCAGAGGAACCTCTTTGTCTCTGAAGCTTCTGTGACCACCGGGA
AGACCATCGCCCATCTGGATCTCATCCAGTTTCTCCTTCACCTCCATCAGGCCGCTCTTC
ACCTCCTCCAGTGGGAAATGGAGGGAAAACACCTCGTCCTCCTCGTCCTCCCCCACTTGC
TGCTCCTCCCCCAGAGGAGCTGTGGCTTCTTCAAAACTCTGCANGAACCGGATGTGGTCC
TGACTGCTGGCCTGGACCTCCAGCTCCGCCCTCTTTTCGTTCAGCTGGCGAAGTTCCACC
TCCAGGCGGTTGACCAGACTCTCCCCCTTGGAGACCAGAGGGTCCAGCTGACTCTCCATC
CTGCCCACCACCTGAGTCCGGACCCGGTCCAGTGCCGCGGACAGCTGGTCCAGCANGTTC
TCCACGTCGCCGCGCTCTCGGCCGGCATAGTTCTGGAGCCCCTCCAGCTTCCTCCTCA
>BJ026093 ID   BJ026093   standard; mRNA; EST; 751 BP.
AAATGGNTTTNACTCAAGCNTTCAAACCTATGCCCAGCAATGTTTGACAGATCAGCATAA
AAACATCAAGAAGTTAAAAAATAATTTCAAAATGTGTTTTGTTTAAAAAATGTGTCTTGC
CGACAAATGTTGGAGCTTCAAAATTAGCTTTTTAAAGACTTGGCTGCATTAAACTGANAA
AATCCAATTTTAATGAATATGTTTTCATGTGAACGCCTAATACATGACCTGGATTCCAGA
AACATTGTGTTTTTGTTTTTTGGAAACGTTTGTTGACATTCAAATCATGTGAAACAAAGT
TTCCTACACTGCAGACAACACAGCAGGTGGGCAAAAATTATGGCGTTTTACACTATTATG
CAGTACAAGAGTTCAGTTCAAATTTGATGCCTGATGGAGATCAAAGAATGGTTGGGAAGA



NAGCATCATATGGAGGAAAAAGTAAAAAGAATGTAAAAAAGACTCAGCAAGAAAATACTT
CCCAATACGTTAACTGATAACAGACCTGTGAAACTCCAAAGGCTTTGAAAATCTCATCAT
CCACAGTGGATTCAAAGAAACTGAAGAAATCTCTGTGCACAANGGACTANGGCAAAGGCG
GTAATTGGATACTCGTGGTTTCCGAGCCTTCAGACAACACCGTATCAGTCCCCAGTATTA
TTGTGTTGATGACTTTACTAAATGGGAACAGATGTGGCTCCACAAACCTGTCAGAAAACA
CAATCCTCTGTTCCATCTGCANGACTGTAGC
>BJ026147 ID   BJ026147   standard; mRNA; EST; 315 BP.
CTTTAAAAAAATCTGCTTTATTTTTATACCCTTCTTGAACTTTACTTNCCCTGGCCTTAT
TGCAAGCCAAGGCTCCACAATTTACAAAAACCTTACATATGGACATTTCTAACTTGAAAT
GTATTTAAAAAACATTTTGATGTCTAAATTTTACTTGTAATCATACAATGTATACAGAAT
TCTTTAAATTCTTTTTTTTTTACTAACATGGATTTTAATTGCAATCTATGTTCATTTCCT
TTATATTGATGAACTGTCTGGTNCACATACTTTTTTTTTTTTNACAAAAAANAAACCTNA
AAATTTCCNTTTNTA
>BJ026153 ID   BJ026153   standard; mRNA; EST; 662 BP.
ATTTTTTTCCGGGAAAAGGCGAATTGGAATCAGCGGTACAGTTGAACAACTTATAAACAA
TGCTACACACAACCGACCCGTTTGAGAATAGCTAGGACAAGTAAGGTTGTAGCACCACAG
GATGANAAAAAAAAGGAATAAAATACAGAAAAATAAAAAAAAGTATCATGTGAAATACTA
TGAGGAAAACATTCAAGATGATGCAAAAAGGTTCATAGCAACCTGTGAGTGGACCCTTTT
CCCTGAATTCTTTCTTATATTGTAAAACGATAATGCCAAATTGATTCTGCATGCATGTTT
TTTTTTAAAGGGAACCATAAAAAAGGCACAAAATTAGCTAGACTGCACAAAATGGGAAAT
TAGGATATTAAATATAAAAAATGGAGAGTAAAAGGTTCACAGAGAATGGCGGAAAACTGA
NATTCACCTCANAGTAAAAAACGTTCAATGCCAGCTTCCGCTANAGCTTTGTTTTTAAAC
ATTTTGATTAATTTTCTGCANAGTTCAAACTTCCTTTTGGTAGGGTTTTAACTCAAATTA
ATGTTTTTTTTAAANAAGCCTTCATTTGGTTTTTCTTTGCTGCTTTAANAACACTAAAAA
ATTTTTTACTCTGACAAAAAAAAANANTTCTCCTTGAGCCAAATCTTTCAAAATATATTT
GC
>BJ026166 ID   BJ026166   standard; mRNA; EST; 683 BP.
TGTGTCCTTTATTAACCAAACTGTACAGGTGCAGAGGTTCAGCAGCAGACGTGTTCATGT
GATGAAGCGCCGATAGGCGTTCAGAATGGAGGGACTCCTCCCGTGTTTCTGCAGCAGGTC
TTCGGCTTTCTGTCGCAGCGACGGACACACGGCGCCCGCAGATCGGCCGAGGTGCAAAAG
CACGANGGAACACTCCAGGACGTCTGGATGAGGAAACATCTTCAGGGTGTCGGGCAGGTC
GACCAGCTGCTGCTGGTATTTGGACATCTTGGAGGACAGAGACAGAAGANTCTCCTGATC
TTCACAGCTGTGCTCTGCAGAGTTCTGGTTCCCCACAGGGAGCGGGTCTTCCTGCGCTCG
GCTGTGCTGCGCCACCATGGCCGCCAGCCGCTCCCGGATCTCCTGCACCGACCTCTGCAG
GCTCTGACAGGCGGCGTGCGGCTCGGACAGCAGCACTTCAAAGTCCTCCTGGCCTTCGCC
CGCTGCTCCCTTTTGGACCTCCACCTGCTCCGCGGCGCTCCTCCACCAGCACTCGTACAG
GCGGTGATAGCGGACCAAGGCCTGCAAGCTGCTGAGCGCAGCGCTCGCCTCANCCTCGGT
CCCCTTCAAGGTCTTTGGACGTTTCCTGGAGAACAGACCAACATCACCTTCGGGGAACAG
CCGCCTGCACAGCTCTGCGGAGG
>BJ026197 ID   BJ026197   standard; mRNA; EST; 649 BP.
AATGTTCCTCTCATTTTAGCGGTAAGGAGCACCTCACTGAGTCTGAGCCGCCGCCCTCTT
GGCCCCACGAGCCGCCGCCCATTTCCTGTTGGCCTTCTGAAGAGCANAAAACGTCTTCTC
CCTGCGTCTGACTTTANGCCTGCTGAGTCCACCGCCCCCCTTCAGGGGGCAGGTCCTGCT
GAGTCCGCCGCCCCCCTTCANGGGGCAGGTCCTGCGTTTGTGCTGCAGGCTGCCGCAGCC
GAAGCAGCCCTCTCTTTGGGGGCCAGGTCCACAGGGATGGTCCGGCAGATCACAGCGGCT
GCAGAGGGGGCAGTGCTTCCAAGANGGTTTGACACACTTCTCACAGGCGGGGCAGTGCCT
CCACTCACGGCCGTCCTCTGACACGCAGAGCAGAACCTGTAGCCCTCCTCTTTGGGCAAA
ACGACCGTTTTAGCAGAAATGTTGGTGAAGATTCTCACAGGAGACTGCTTTCTGCCTGAT
TTACCGTGTTTGTACAGANGATGGTTGTCGTAGTCCACCTGGTAGTCCAGCATAGTGAAA
GACGGCAGGCAGTCCANGATCCGAGGCTCAAAGAAGTATGGGAAGATCCACAGCATGGGC
ATCTCTGTGTGGCCGTCAGCTGAGCTGTGCCCCGCCCTCCATCTCTGCC
>BJ026213 ID   BJ026213   standard; mRNA; EST; 575 BP.
GCATTATTCTTCTAATGAAGCTTGTGAACTTTCATTAAAATCCTCCATTTCATTCAAGGT
TTTGGACTTTGAAAAATGTGCTTTCATACACTCCTGTAACAGCGAGGTTTATTATTAAGT
ACTTTACATTTTGTAATCAAGGTTGTCTTTACAGAAACTAATATCCTGGACTTATCTTAA
TGGCTGGGCCTTAAAAAGAATATTTCTAACATTTTGGATCACAAAAAAAAGCAAGAAACA
CAAGGAAAGGCTGATAAACACTGCCCCCTATTGACGAAGCACTAGTCTTACCTTTCACTC
AGCGTTAAGGCTGATTTAGTGTTATTTTCGTGGATATTTCATGAACTTCTGGAGGATTTT
ATTGTGTTTTCATTTAAAANAAATCCTANTCCCACATATGGTCCATGAACAGAAGGTAAA
TCAGTCTGATCAGAAAATATAAATGACTTCTGCTTTTGAAAGATGATCATTTAATAAAAC
ANCAATATCAAAAACAAAAAAAACAAAATATTGTAGTTCTGTTCGCTTTTCCATTTTCTT
TTCTTAAATCCAGGCCATCAGTGCAGAAAATAAGA
>BJ026233 ID   BJ026233   standard; mRNA; EST; 470 BP.
TGTCGTGTTTATTGAATNGACTGTCTGCAGAAACGAATCCAAAGTTGTCAAAATTTCATT



TGTTTTTTGCTTTTTAGTGATGAAATCCTATTATTTTTNAGCAAAAAGTTATAAGGGCTG
CAATATCATAATAGAAAAAGCTCAAATCAGCTTACCCCAGACAACAGGCAGCTGATATTA
CTTAAAACATTGTAACTTATAACAAAATAGAATAGACATTAGTATGTATTATATATTGCA
TTACAAAACGCAGCAACATTTGTCACAAAATACTGACGCCTGATTACATTTCACATTATT
TATTTTAAAAAAGTGAGGGCTGTTGAGTCCCAATCCTGAGTTAAGATTAACTGTAAACAC
AAGAACTAAAAAAAAAAAATCAAAAGTNCTTCTGNGTAAAAATAATTCATAATTTATAAA
AAANAATTTACAGAAAGNGANAAAAAAAAAANCNTTTGAAAGGGCTCAAA
>BJ026246 ID   BJ026246   standard; mRNA; EST; 684 BP.
TTGTGAATAGGAGCAGACAAAAAATGCTGTTGGAAAAAGCTTGTAGCTGTGACAGGTGAT
CCAGTCGGCGGGCCANAGTCTCCCAGCTCCGCCCCTTTCTGACCCTCCACCTCTCGCTCC
AGGTCCTGGTCTATTTCACCGGCGCTGCGGGTTGGAACTCCTCCTCCAAAATCTGAAGCT
GTGCGCGAGACGTTAGACTTGCTCCGGTGTTGTCGGGAGATACTGGATAGTGGGCGTGGC
TTATCTTTACTGGGCTCATCCTGAGACGAGGGCATCACACTCAGGGGGAGGTCCATCAAG
ACCTGCATGCCGTCTCCTGGTCCCATGTGGGCCACGTGGTTGAAGTTAGTGGGGTTAGAA
ATCATCCGGGACCGCAACTCTGGATCCTTCAGCATCTCCCTCCTCTGCTGCAGCCGCTCC
TCTTCANGAACCTTGAAGANAAACTTCCTTTTGCTGCGGGTTCGAACCATCGCTTTCCGG
CTGTGCTCCGTGGTCTCTGGGATGGTCAGGTCACCCGCTGAGGANGCGTTGCTGAAGTAA
ATCANGCGGGGGGCTTCAGANCTCATCAGCCAGAAAGTANGCGGGGCCCCCCTGCCGCAA
CACACCAGTGCACAGANCCTGGCAGCCTTTGGTTTCAGCCAGTTTGATGTCAAAAAAAGA
TTCAGCCCCCTCCAAAACCCCCCA
>BJ026291 ID   BJ026291   standard; mRNA; EST; 630 BP.
CATAAAGGAAAACAGGCAAGTTGCTCACTGAATAATGGGCCTTTGCTAACTGGAGACTCT
GTGGCCTCATTTTCACATGTACAGAACAGTGCAGTCTCAAAGGAGAAAACCTGCTTGATG
TTTTTTTTATGANGTTCANGACTCCATGCAGGATGTGTGCAGCCACGCAGCACAGCCGTT
TGGCTCACATCAGCTATCAGGTGTGAAGGAGGAGGACGCATTTATTGCGTCTTTGACCTG
TCGAACAGCTGTTTGAGTTGGTCCTTGGAAGTGGCCTCTTTCTGCTGCATGAGCTCGGCA
TGGCCCCTGGTGACGCCCCAGCCATCGGGGACAGACAAGGAAGGGCAGAAGGGGCGACCA
GAGGACGGCTTCAGGTTCTCCAGACCTGATCCCCAGGGGCCGTGTTTCTCCGTTGCAGCT
GGGAAAAACCCTCTCTCGGTGGCCAGCTCCTCTGCTACAGCCCTGATGTGATAGGGCTCA
AATCCACAGCACCCACCAATGTAGCGAATTCCAGCGTTATAAGCCTCTCTGGCGTATTTG
TGCATGTCCCAGCGGGTCANGATCCTGGGCTCAAGACCAAAGGGGAATTCTGGAAGGTCG
ATGAANCCCTGGCAGTTGCAGTCGGGGGTG
>BJ026299 ID   BJ026299   standard; mRNA; EST; 562 BP.
TTTTTTTTTNNAATATTTTTGGTTGAGNATATTGTGCACATGAACCCCAACACCGACACT
TTTCNATAAATAGAAATTTTAATTTAAATCAGCAAAGCTGGTAAAAAAAAGGTCTATTGT
CAAAACTTCAAGCAGACTTTTGTAAACTTACATAAAAAAAGATTCCTGGTTTTTTGATGG
ATCCATTTCAGAAGCTGCAGAGTCTGTGATATACGTTGATGTTCATGTTTGGATCAGCAG
ATGTTCCACCTCCAACAGANANGTTCAGTCCAGTACTGGTTCGGCTTTGTCCAGGTCCTC
CATGATGGCCTGCAGTGCCTCCAGCCCCTCCACAGACACAGTTAGGTGGCCCAGCACCTC
GTTGTTGTCCTCCACGTCCAACACGTCCAAGTCGACCTCCATCAGCTCTTCCTGTTTCTC
CAGGATCTCAGGTATTCTCAGGTAGGCCACACCCACATCCTCACACTCCCTCTCTTGTTC
CTCCTCTTCCGGCGGCTCACTCACCACTGTAAAGCGGATTCTCTCCATCTGANGGCTCTG
TCCTTGCANAACCTCCTTGANC
>BJ026302 ID   BJ026302   standard; mRNA; EST; 714 BP.
TGGACTAGGTTATTTGGTTATTGGGTGATTGTAGCTTTTGTTTGTTATAGTACTTTGGCC
CCACTGAAACAACCCCATATCATGATAATGCCCCCACAGGCAGCACACAAGAGCTCAATG
TTCGCTTTTCTTTACACAAGTCCAGCGCTCATAATGAACATTTCCTATAAACATTTTCTT
TGGTTACACACATTAAAAAGTGGGATCCTTGATTTTTCTAACCCTTTAATGATTGTTCAC
AGCAGTATTCATGACACATGTGTCCTCTGATGCATTTTCAGGTGATAAGACTGCTTGAAC
CCTTTCCCACACTCCATGCATGGATAGGGCTTCTCGCCTGTGTGCGTTCGTTGGTGCCTC
TTCANGCGGTTGGCGCTCANGAAGCTCTTGTCGCATTCGGCGCAAGTGTACGGCCGCGCT
CCTGTGTGGTAGCGCAGGTGGATGGTGAGGTAGCACGACTGGGTGAACTTCTTATCGCAG
TANGAGCACTGGAAGGGTTTATGGCCCGTGTGGAAGCGCTCGTGCTTCANGAGCTCTGCG
TGGGANAAGAAACCCTTCCCGCAGTCGGAGCACAGGTANGGCCTCTCGCCTGAATGCGTC
AGCTCGTGCCGGATCANCGTGGCCTTGTAGACGAAGCTCTTGTCGCACTGCGAGCACCTG
AAGACGTTCTCTCTGGTGTGGCAACGCTCGTGCTTCTTCATGTTGCGCTCCCTC
>BJ026303 ID   BJ026303   standard; mRNA; EST; 474 BP.
ACGTTACTTTTATTTGCATTTTAGCATCATGCTAGTTTGTATGAAGACATGACATCATCT
GTATTGAGTTATTGTAAAAAATGTAATCCTAAATCTGTACATTATCAACTGTACAAATAA
TATAAAAACTGCTTTCACATTAAATGTCCAGCANGTGGCAGCAGCGCACAGGTTTTTGCC
TCCCCTCACAAAGCCTTTCAACATGAAAAAACATTATTTACAAAAAAAAAAAACATTTNA
ACGCNTTACANATGTTAATTTTNAGGATATNAATTCCCACNCAAACCCAAACGGNTNAAA
NTNTGAAAANCTNAAAAGTNTNTNTGTNTTTNAANCAAAAAGGGGCTNTTTTTTNAAAAC
CAAACCCTAAACCGGGTCTGCTTGACCCTNANTCCTGGTCTGGAAAAACCANTTTNTANT



CACAAAAGGGAAAATANCTTTAAATNTTCCNGGAAAACGTTCTAAAAAAACTNA
>BJ026310 ID   BJ026310   standard; mRNA; EST; 778 BP.
TTGGGTCTTTAGCTGAATTTTAGGCTGGAAAACTGGGACATTATCTGGCAACACTGGTAG
AAATTAAATGATGATTCAAAGCAGTTTTGAAAAAGTGGTCAAATGAAGCATANAGAGCCA
AGGGGCAGTGGAAAGAGGGAAGGCAAAGGAAGGCAAGAAATGTGTTGCCAAACCTCCAAA
AGTGCTGGAAGACAGACAAAATAGAAAAAAACAAGAACATAAACAGAAACCACGAAAAAA
ATGGTTTCTTTTGTTCTCTTTAGTAAAACCTGATAAATTAAAACAAAAACAGAAAATCTT
CATCTGTTCCTACTACAAAGTGAAGATTAACAAATAAGTGCATTTAATAAACATGTTCCA
AGTAAAATGAATGAATCTGATATAAAAACCATTTCTTAAACATTTAAATTTGATATCAGT
TTTTAAATTCTTATCAAAACACTTGACGTTGTCTAAAAGTGGACCAGTAAGGAAGTTATT
TAACGTTTTACCCTATAGGTAAGGATTTAAAAAATAATTAATAATTTATACAACCGCTTA
TGGGGGCCCCTCGACAATGAAAAAGTATTAAGTGATGCCCGGTACAGATGGTAAAAATCT
GTGCGCGCCAAAAAATAACTTTAAACATGGTTTGATAATGGATGTCCATAGTTTTAATAT
AAAACTTGATTCCAAGAAGAGAAGANCATGTGGACGGACAGGAACCTGTGGACGCATAAC
ATAAAACAGGACAGTGATACTTTGATCCTTGCTAGCCGNGTTTTGTTCCATTGCTAAT
>BJ026315 ID   BJ026315   standard; mRNA; EST; 667 BP.
TATGGGTTTACTGTACAGTTGGCAGCATCAGGAGACCTACATGCAGATTGCCACAGTAAC
GTTAAAACATGCACAAGCCTAACATTGAAAGGAAAACTCCAATCCTGCAGTCCGACTTCT
CCGATATGAGATTCAACCGTGAAATCTACGCTTTTGTGTTTGAAATGATGACTTCGACGC
TGAGGAGACAGGGAGAACTTTGAACACCTGTCAAGTCTGAGTTTTAAATACAGGTAAAAG
GAGAACCCCCGTCAGAGTAGCTGAGCTCTTTGCTTCTTAGTTTGGTTTCTCTTCTGTGCT
GAGGAGAGAGCTCCCTGTTCTTGCGGCTGGGGGAACTTGGTTCTGAACCAGCTGCTGCGC
TTCTAAACTTTGGCTTCTCATGTCTGAAGCCTCCTTTTACAATGATCTCCTCATTCTCAG
CTTTGCCGTTCTCCAGAACCTTGGCAGGGCTGTGGGGGCAAGTTTTAGATTTTTCACTGC
TATTTTTATCCAAACTACTTACTCCATTTCCTCCCTTTCCATCTTTCCCTGAGAGCTGCG
CCCTCAGTTGTTCCAACTGCTCGTTCAATTGCCGAGCTCGGTTTTGTTCTGTTTGGAACT
TTTCATGGAGTTCACCATTTATGGACTCGGAGTTCTTCAAATCCTCTTCAACAATTTCCA
ACTGTTT
>BJ026329 ID   BJ026329   standard; mRNA; EST; 702 BP.
AACTTTTATTATGCTTTTAAGGCAAGATGTAACATTTTTAACATCAATCCTAAAGATTTA
CATAAAATATTTCATGTTAGCTCTTTAAAACATTTTTGTCCCCTTTATAAATTACAAAAC
TGTATAGGTCTTACAGTTTTGTAACAGAAAAAAATAAATTCAAACGCTTGGTTGTGAAAA
TGTTTCTGCATTTTCCCATTCAGCTTAACATACATTATCAGTCATAAAAAATAAAAAAAC
AAGCTTTTTAACCCCCTGGGTGCTGACTAATGAAAACTAATTAAAGTGTTTTTTGCTGGA
AAGAGCTGCATTAAAATGTATTTAATGACAGTTCAAATATGTTGTTCTTGTTTGAAGTAA
CTTCCTGGTAGTAAAATAATACAACACAAAAGAAAATGTAAACAATCTGAACTGTCAGAA
AGCTGGAATGACTGGATAACAGGTCACCATGGCAACTGCTCCCCTGTGAGGTTCAGGAAT
GACCCATGATCCTTTTCGGTCAGCCCACCAGTCAAAGACAAGACAGAGGAGACGCTCTCC
TCAGGACTCAGTGGAGCCATCGTCCCGCCCATGTCAGTGCGCACCCAGCCGGGATGGATC
GCCGTGCAGAGGATCCCTTCCGGCTCCAAATCTACAGCCATGCAGCGGCTGACCATGTTC
ANGGCACACTTGGGAAGTCCTGTANGGGTACCATTTGCANGT
>BJ026344 ID   BJ026344   standard; mRNA; EST; 598 BP.
TGCTGGCTGCTCGCTTTATTAGTACATATACTGATGAGTATTCNAACATTCAAGTCTTCT
GCTGAACATCACAGATCAGAAATGACAGGAAATGCTTGGTAAAAAAAAGCTTTACTTAAA
TCATTAAAGACGGAAACCTACAACAAACACCCCCCCACCCCCCACCCCCGGCTCCAAGGA
TCATCCCAGACTCAGGATCACATCCCAAGGACCCCGACTTCCCAAATCCCCCCTTCACAT
ATGCTGGGGGGACATCTGTCCACTTACCCCCCTCCCCCGAGACAAACCTGTATCTTGAGA
CTACCCCGTTTGGGTCCATCCTTTCTGTGGGGGTGGGGGGTGGGGGGGCANTTCTCGGTC
CTCTGAGACTGATGAGTTTGTTGGAAGAGGACCCCCCCCCANCGATTCANTCTGTACAAA
CTCAGGAGGGCGGCCTCANAAACCCATGCCTCCCCCCATGCCCCCCATGCCTNCCATTCC
CCCCATGCCTNCTGGCATNTNCTTCTCCTNCTTGGGGANCTNTGNGACCACGGCCTCGGN
GGNGGACANTANAAACNCCACCCCCGCCGNGTNCATGANGGCGGNCCTNACCACCTTG
>BJ026403 ID   BJ026403   standard; mRNA; EST; 663 BP.
ATTTTNTAAAACATTTTTAAGACTGTATNNAAAACTCAGTAAAAACATTAGATTTAACCA
TTTTTTCTTATGGTGGTATCAGATATGAAATGTACATAATTCACATATTGTTGTGGTTTC
TTTGTTTCCCATCACATGGAAATAATAGATGACTTTTCTGGGACAGGCAAGTCAACCATC
TTTTAAACCCTCACAAATTGATTTTTTTGTCTTCTTTTAATATAATTGGAATCATAAATC
TAGACATACAATTGAAAAATAAAACAATTTTCCACTCGTAGACCCACTCCCCAACCAAGT
TTACTGATAAAACACTTGATATTACGAAGCCGTTTTCTTCCACAGGCACACAAGTATGTA
CATCCTGTTAAACCCCATGCTTTTTCTGAACTGACATGGTTTAAGCAGTATGTTAAATCT
TGCAGTGCAACACCTAGAGCAGTGTTTTTCAACCAGTGTGCCGCGGCACACTAGATGGTC
AAGTGTGCCGTGGGAAATTACCCTCATTAATCNTTTCACTGATCTAAAAACATTTTCCAT
CCNCAGGAAATCAGCTCTTTGTTCATCCAAACAGGCCCTGATAGAACACTGAGTAGTGAG
GAATATAAAAGATCTTAAAATTACTTTTTCTTTGTGTTTATTCTATTAAAGACATTTTAA



TAA
>BJ026404 ID   BJ026404   standard; mRNA; EST; 737 BP.
AAATATAAAAGACATCAAATATTTGTTAGAATTCATTTCTCTGAAAGTCACAGTTGAAGT
TCAGTTTGGAAACAGAAGAGGCTTTANGAGGCTCGTACCCAAGAAGGAGTACTTTTTTGG
CAAATTTTACTCTCAACAAAAAATCAAAGACGGACAGGAATAAAAAAAAGACTGTCACAG
TTTTTCTGCTCACTGATGTGACAAAAACATTCATTTGTTCTTTACAGTTGTACTTGAGTG
TGGTGCATGGAGAACACTGCAGAACAGTTTATTCACAAAGTTACTTTTTTCAAAGTAACT
AGCTACTAGTCACTTCTGACCCTGATGAAGACTTGAAGCTGCACAGACTGTTATAATCCA
TAAACAACAAGTTCATGTTGATAATAAGAGGAAACATTCGTGTACTGATCTAGTTTAGAG
TCTGAGGAGAGAAAGGCTGTGAATCTGATCTGCATATTCTATATGAAGGTGACGGTCTGG
ATCAGAACCCAGAGCTTCCTCGCATGAATGTCTTAGTTTGGTGATGAAGACCAACTGTTC
CTCCTGAGCTACAATGAGTTTACTCATCAGTGGACTTTTTTCATTCTCTTTTTGCACCAA
ACATTTTTACCAGAAAAAAGCATTTACTGTGAAACAGAAAAATTATTCCTGAAAATTTAG
ATTTATTTTGGTTAAATTCAGCCAGTAAAATTACTAAATGTAATTTCATTATCATTATCA
ANGCTGGATAACTACTT
>BJ026410 ID   BJ026410   standard; mRNA; EST; 304 BP.
AGAGAGCCGTGATGAANGGGTATCGGAGCCACACGTGGCCTCTGGGTNATGAACAAAGAA
ATAATTTATTAACTCCTGATGTTCGCCATGGAGACGGCGCATAAACCAAGCGGAGGCAAA
GCGTAAGTCGGACATGCGGCACAGAACCACACGGACCGCTAAAATGCTGCCCTGAACACG
GGGAAGACTGGGACAAAAAAAAACAGACCATGTGCCACTTCCTGTGTCAAAATAAANCAG
ACAGCANGTTAAAAAAAGAACAAAACANACAAGCAAACATACTTTTTTTTTTTTTAAANA
AAAC
>BJ026419 ID   BJ026419   standard; mRNA; EST; 578 BP.
ACACTTTCCACTGAATGTGGTGATCTTTAGACATTTTTACTATTAAAAAAAAAAAAGAGT
TGCACGTTAGTAACATTTCAACAACACATTTGCGTCACTCAAACCCACCATNTCANCAAC
AANAGGTTTAAATNTAACAGTCTGTCTTTTTACATTATTCAATGTTTCTGNGATGTTCTG
CAAGGGGGCATNTNTGGAAACGGCAACGNGTTGNGCAAACACTTTAAAATCTCAATTTAT
TACCAAACCTTTTGACTAAACAGTAGTTCAAAGTTAAACCTCAAATTTGTAATTTTTNTG
TAACCTAACTTTTNTTTGCGTGCCTGGGGATAAAAGGAGGTANACTAATCTCACATACNC
ATATTTCCCCAGGGTACTTGAACCCACCACTGTTNTGCNCCAGGCNCCGACAAGTNTGCT
GAAGGCCGTTGTTGANTGGGGAAACNCGGAGGGAAAGCCGGTACAGCAGNGTAAGGATTT
TTNTGTTAACCAAAATTAAANAAATCAACTCAGCGTCAAAGTNTCATCTTTATTCACCGG
AGTTCAACCGGTTNCATAAAGATGAAATCAACATCACA
>BJ026425 ID   BJ026425   standard; mRNA; EST; 286 BP.
TGTTNAAGGCGTTCACAGCAGCAAATGGATGTCGGCCCGGTTNTCCAAACCCGCTCAGGT
TCANCACCGTAGGTTGGTAAACTTTATTGTGCCCATACGGACNCCTTCGTTTCCAAAGGG
GGTGAATCTATAATCNATGTTCTNAACAGGACGTTTNAACNATCTTTTGGATCTGCTGGA
AANCCGCCAAACAANTCTCCTTCCTGCCTNTACGTGGGCTTNATGAAATTNTGCAAAACC
GGAACCAGGTGTGTGCTGGGGTGGANCCTNACTGCCACCTTTTTAT
>BJ026440 ID   BJ026440   standard; mRNA; EST; 699 BP.
CATACAAGGCTCTATTCATGGCTTGAATACAGAGATTGTTTGTTGATAGCATCCTGCTTT
AACTGGATTGAAAAACACATTTTACATTATACAGAAGCTTCTTTGAGTCTGCACAGGTCC
TGAATGCATCCCATGTGAAAATGTGGGCAAAGCAGAGCTAAATAACAAAAAAATATAAAA
CTCCACCCAAGCAGAATCAAATGCAGTTACAGAGGGTTGTTTCATTTCTGTGATCTGGTG
TGGCCCGGGACCGGAGCAAAAAAAAAGAATTGAAGTGTTAAAGAAGCTGCATAACTAACT
GAAGTCATTAAATACCAGTGAAAAGGAAATGCAGACAACAAAATGGAAGCATCAATAAAA
ATGTATGGAAAAGAAACTATTTATAAAATACAGAACAAATGCTTACAGACGGGTGATACA
AGTCACTCACTGTTCTGGGAAAAGTGTGGCTGCCGGATCATGAAACAATAAAAAAGCAAC
ATGTCAACATGCATTGGTTTTTAGCATTATGACGCCCTCTAGTGGCTGCATTAAAACTAC
GGTGTAAGGAATCTGTCGATAAGAAACGGATTCATAAAGACACCAAATCCAGCAGATGTT
TAATCACGTGCAAAAAAACATCCTTTTTTGACAGAAATAAATTGTCTCTTTATAGTTACT
AAATGCATCTTTGCAACAATTAGTACTGAGCATAATGTA
>BJ026447 ID   BJ026447   standard; mRNA; EST; 675 BP.
TGCTTTTGTTTACTNTACAAAGTAAAAATGACAGAATGCAATTACAAAATAAAACCTCTG
TAAAGTTGTGCAAACAAGGAAAGTACAAAAACAAAGCTTTACTGAGAGGCGTTTCAGTGC
AAAGTGAGACCACACCCAATGTATGGAATTACACTGATTAAATTTAAAGGAACAGAGAAC
TATCACTTCCACACAACCATAAATACATTTATACAAAAAAGTAGACAACAATGTGTTTTT
GAGAGTAGTTGGTTCTCAGTAGGATAATAGTTTGAATTCTGTCACCACTTTAGTCAATCT
GAAAACAAGCTTTTCCAAACATGGACAAACCAAAACCTAAAACTATTGTGACAGATTGTT
TTCATATATACAGAGAACTGAACTGAACAAAGTTTAGCCAAGAAAACTGGGAACAAAAAC
TAAACTCAGANCATCGTGGGATGCTTGCTGTATCCTATCTTCCACAAAAAAACAGATTTC
CCATTTTGAAAAAACCTACTAAATAAAATAAAAAAGTGACAAACAGCACCTGAACCTTTG
CTGTGCTGCGGTCCGTTTCAAATCGAGACGTTTATTGCGTTGATTTAGCCATTTGACTCC
AAATGTTTAGCATTTGGGAAGATCTTGGGAGGTGTGCTGGTGATTTTCANAAACATAACT



GACTGTGTTCACTGC
>BJ026449 ID   BJ026449   standard; mRNA; EST; 591 BP.
CATAAAATGTGTAAAAAAAATACAAAGNAAACAAATGAGAATGACTGACAATGTTAAATA
AAAAGAGCTAACACTTGAATCACTTTAGGAACTTCAGTCTAGCTTAACATTTTATCAAAG
ACTAGAAGAAAACTGAATTTGAGCAACTGCCGAAAAAACACTTCTGAACGGAGACGACGA
CTTTAAGAATGAATTCCATGATATTCATTCATCGATGCAAAAGAATTAGCTGTCCTTATT
TAAATGACCCCTTCACATAATCTGCATGTTTAAAGTCCGAAATCAAACTTAATGTTATGC
AAACTGCAAAATTTGTAGGTAATGAATTTTATGTAATTCAGTAACAACGGGTTAAAAATG
TGTGGATTAAATTTCAATCTGTATCTTTATTTCCCTAAACATTCATGTCAATATTTTTGT
ATCTTAAACTAATGTGAGAAAAAACTAACAAATCACCCAAAATTTATACAATTATTATAT
CATTAAATATAATGCAAATTTTTTATTGTAGATTTCATAAAAGGATTTAAAAAAACATTT
TAATTCCAAAAATATGTGATTTTTTTTTTCTGTCTTCTTAAATGCAGTANA
>BJ026479 ID   BJ026479   standard; mRNA; EST; 687 BP.
TTGTTTTAATACCAAATTTGACAAAACAAACAATTATTCATGACATACACAAAGACATGA
TATAAAAGCATCAATTGGATTAAACATTACCGGTCCTCCCTCCACTTGTATTCACAAATG
GCATCACAACTGCCTTTGGATATTAACTAACACATTCTGTACCCGTAGGTTGTATGTGTA
GTAACAGCAATTTTCAGTGTTTTTGACCTCACAGGAATGAATAAACTAGATTTTTTTCTC
TTTGATAAATTGTAAATCATCACATTGTATTTCTAATAATATCTTTGAAGTTGTAGTCGC
ACAGAAAGCAGCCCCCGTGACCAGGATTTTCACTCACCTGAAAGCAAGATCAGTTAAATT
ATTCACAAATGTGAGCTGCTGCTGTTCACTTTTGTCAGGTTAGAGACATCTGCCGAGCGC
AGCTGCCTGTAAAAGTGCATTTTTATTCGATTAGGGGGGGAAAAAAGCTAATAAGGCTTG
TTTTTCCTCCTCAAAGGAAAAACATAATCAATTAAGACTCTGTCCACTTCACATATCAGT
GAGTTCAAACTCATCCACTAGATTGAGAACAATCTATTTTAGCTTTTCATTTTTTTTAAA
TAGAAGTCACAGCTTCTTCCTTCATATGTCTGAGTGCTTTATGTTGCCAAGCCTAAGTAC
TCTGCCACAAACACAGCCATGATCTTG
>BJ026497 ID   BJ026497   standard; mRNA; EST; 528 BP.
GACACTTGGATAAAACAAGGTTTCATTGAAAATTCAATACTGGTAGTATCACTGAAGCTC
AGTCTTGACAATAGNTTAAAACCCCGTCATANNTTAACACAATAGTATTTCACGTGTGCA
CAAAGGAAAACATTAAGATTTCTTCCAGAAGAAATTTTGTAAAAAAAAAATTANACCNGA
TTTTTACAAACAGATGGTTNACTGGGAAGAAAAAACCTNACAGCAACTAATTCTAAAAGC
ATTTGTAGCCATCTTTATTANCAAAATCTTGNTATANTTTCATGTATGACATCTTGCAGA
ACGAATGNGGCAAACTTTGTTTTTGTCTTTAAACTATCACATTCTTTTGGACATTTTACT
GAAGCAACAAAACTGCTTTGCTGTTANTCAAATTGATAAAGGCATTTTCCTGCTGAATCT
TGAGTTCAAAAACAAAAAAAACCTCTCATCACCTTGAGAGTTAATGTTTGACAGCAAGAT
GTCAACTTCCCACAAAACTGTCCAAACATCTCCTTTTGTCTCCACTGT
>BJ026512 ID   BJ026512   standard; mRNA; EST; 727 BP.
ATTGGGTTTATTTNTTTAAGGTGCCCAAAAACATCGATAAACACACACATTTTGGTCTTT
ATTCATAAAAAAATAACATGCAGGTTGGCTTGAAAAGAAAGGCAATCATAAAGAGACAGA
CATTTTTAAACAAGGATTTAAATCCGTCTTCGTATTATTACTGTTTGTGTGACTGTGAGC
ATTTACTAAGTACAGCCAGCATATTAAATGAAGGCAGAACATTACAGTTGTGTTTTCAGG
ATTCTGTGTTTCCGTGTGTTGCAGAGGAGGAGCGCGAGCAGGTGGAGAGGTTGCGTTGGC
CCTCTCGGGGCTACTTGCAGGAGCTCAGCGAATACCAGCAGCGACGGCGCAAACTACGCA
AGTCCCGCTGCATAGTGATGTGACCACACCCACTCCGAGACACCCGAAAACCCTTCAGAA
GAGGAATCCGTTACTGAACGGCACCAACAGCCTGCAGCATGCCCTCCAGTTTACCGCTCC
TGTGAAGAGCTGCCACGTCAGACCCGCCTCCAACACACTCCTCACCAATGAAGACCCGCG
GAACCTGCATTTCATCAAAACGTAAACACATTTTACAGGATTTATCTGTTGAAGATATTC
CATCTAAGCATTTATGACCCTTAATCTTTTTTATTGCAAATGTTTAGGATCAAATAGACA
AAAAGTTATTATCCACACTGTCTGCAAAGTAGTGGTGTAAATTATTCATTTTATCAGTAA
TTCAATT
>BJ026560 ID   BJ026560   standard; mRNA; EST; 134 BP.
TGTTGTACACAAAACAACAAGAATAATTATGTNAGTTCACACCTAAANTANCAATTATTT
ACAGANNAGATCTAAAAGTAGCATTCTGTANTCCACAAATATTCAAATATTAACGACCTA
TTTTAGAAAAAAAG
>BJ026584 ID   BJ026584   standard; mRNA; EST; 768 BP.
TCTCCCCTCCTGTTTTCTGACTNCATAACAGCAGCGTGCAAGTTTTAGACCTGCACTGTG
AAATCCAACACAGGTGTGAATGCACTGTGGTCCTGATGACCTAAAGGCTCCAACGCTCCA
GATGACACTTTGGCGAGATATTCCTCTTTTTATTACCACTTGCAGACTTGTGTACCATTC
CAAGGATGCTGCGTTTTCTTTTTCCAATATCAAATTACAAGCAAGGTGATAAAAAAGGCA
GGCAGCCAATCAAATGTTAACTTCAATTTTGATATAAAGTTGCAATGATGATTCTACCCT
GACATCAAAATCTACAAAGAAATAACCATATGTGCATCATACAAAACTAAAACATTGCTT
TAAATATTTTTTAAGAGGCATTTTTTAAGAGGCATTTTTTAAGAGGCAGTCATATTTTAA
TCTATTGTAAAAGTGTTCCCATTGGTCTTTTAATTATGATAAGCAGCGATAGAGCAGTAG
TAGTTAATCAGAAATTCACCTCTGAGTCTCTCATTTGCCACGATCACTTTGTTTACACTC
TCACCTTACCAGTTCAACAAAAATGGCTATCAATATCGGAGCTTTCCAGCTCTGAAACAG



AAGACGTACACAGATCTAGTCGTGTACAAGTGAATGAAGCTGAATGGAGCGGAGCAGGGA
CCTTGTGCCCTGCCGACTGTAGCAGCTGCGTCATAGCTACAGGCTTTTGCCAACAACACT
TTTTTATCTACTTTTGATTCACACAAATCTTGATAAAGAAATCATCAG
>BJ026594 ID   BJ026594   standard; mRNA; EST; 658 BP.
TTGCTTGTAACCTGAACGTTGTGAACACGTTTCTGCGTCTCAGTGCCCCCTCCAGGAAAT
GCCCCCCATCAGTGATGTGGTGGACGTGCTGCCCAAAGTGAAGGCCATGGCGCTGGCGGA
CCGCGCTGCCTTTGAGCGCGGCATGAAGGCGTTCGTGTCGTACGTTCAGGCCTACGCCAA
ACACGAGTGCAGCCTCATCTTCAGGGTCAAAGGTGACGCAGGAAATGGTATTGAAATGGT
GGCAGCGGCGGGACAAACCTGTAACCTTTTGGTTCTGATCTGGACAGATCTGGACTTCGC
CGCCTTGGCGCGCGGCTTCGGGCTCCTCCGGCTCCCGAAGATGCCGGAGCTGAGGGGGAA
GACCTTCCCAGATTTCCCTGAGGCGGCGGTGGACACGGACGCCATCCCGTACAAGGACAA
GAACAGGGAGAAGCAGAGGCAGAAGACGCTGGCAGAGCAGAAGGACCGAGACGGGCCGGC
GCCGCCCAAGAAGAACTTCGCCAAGAACAAAGCCTGGTCCAAACAGAAGAGCAAGAAGGA
GCGGAGGAAGAGGAGGGCAGTGAAGAGGAAGCACGAAGAGGTGAGCGCTGACGGCTGGAG
GCCGTCTCTGCGAGGACCGACGGTTTAAGCTCCTCCTTCTCTGCAGGGCAATGATGAT
>BJ026604 ID   BJ026604   standard; mRNA; EST; 203 BP.
AAGTTCTGTGCGGATTGTTCTGCTCTCAACCAAATTAATAAAANTACAATGTGCAGGGNT
CATCTGTACTTGCCTTGTCATTNTTACAATAAGACAAAAGCATTTGAGATGCATGTAGAA
NATGACATATGGCANACACCAAAGTACTTCTTTTTTTTNGNNTTTTTTAATCTAAAGACC
ANCNCCAGAAATCTNACAACTCC
>BJ026627 ID   BJ026627   standard; mRNA; EST; 697 BP.
AAAGATGTTTTCTAGACAGGCAAACAACAAATNGAATGAGGAGACGTGAGGATCAGTGAC
AGATGCGAACAGATATCGGTATGAACCGCTGAGGATGTCCGGGAGTGTTTCCAGCGGAAA
AACCATTCCCCACCCACCAGGTCACGACAGTGCATGCAGTCTCACAGGGGGAGGGGCACT
CTTAGGACTCATACCTTTGGCCCCCCAGTCGAGGTGACTCTGTCTTCTCATGAGCATTGA
TGTAGGAGAGTTTCTGGTGGGAGTAGGAGGGGGATCGGGGCATGGCAGGGGAGTGAGGTT
GGTGAACCGGAGAGCAATAGGGCCCTTCGGGGCCAGGGGTCCGGTTCTGGCTGCTGTTGG
TGCTACTGTGATCTGTGTGCAGGGAGGTGGATGAAGTCCGAGGGGCGCGGCCCAGTGTGG
AGCCAGCGTAGCGCTGCACAGGGGTTCTTTGACCGTAGCTCATCACCCCAAGCCCCATGA
GGTTGTCCCGGGAGCCCCCATAGGTTGGGGGCGTTGGGCCTCTGGAGCAAGAGCCACGAG
GCCCCTCCGGGTAGCAAGCTTTGGTCGGTAGACCGTAACCCCCATCGAACGCGGCANAGT
CCGGGGTGTANATGCTGGTTTGGGAGCGTNCGTGCATCATCTTGCGTTTTTCCCTCTCCT
CCANTTCCTTTNNCTNCTGGATGGANGCCATGATGGT
>BJ026634 ID   BJ026634   standard; mRNA; EST; 350 BP.
CTTTTTAATGCTGCAGTGTCCCAAAGTGGTGCTCTCCTCAAAGNAAGACTCAGTCCCACT
TTAATGGGAGTGGCAACAACCACAACTTTAAGCTTTACCCATTTGAAGTCCCTGAAGGAA
AAAAAAAAAAANATNTGGCNCATNTCCCAGTNTNTCAACANCNNTTTGTNTAAAATACAA
CTTTTTTCACCACTGACTGCTGCTNCTGGANCTGATNCNCANTTNTNTCCNCNTTTNCTA
CAAAAAATGANCTTGGAGGAACCAANGGACTGGAAGTNTTCNCNTTANCTTAAAAATATN
ANCNGGGCTNTTCNTTTTTGTTNTTCAATATNANCANAAAANNGTCAAAC
>BJ026669 ID   BJ026669   standard; mRNA; EST; 709 BP.
GTTTATTGGTGTAAAACCGGCAAAGCAGGACAGTAAAAAAACAACGTTATACATTGATTA
TTATTTTTAATATTTGTGTGATGAACATTTAGTACATTTTATTGTTAAAGAAGCATTTGA
CCTTTTTAGGGTAGAAAACAAGGAAGCGAACAGACAAAATATATTGTTTTATGTGCCCGG
AAATAATAATAATAATAATAGTAATAAAAATAATAATTATAATTCAAAGATTGATTTTCA
CTTTAACTGACAAGTGTTGAAATGTCAGTGAACTGACACCGTTTGCAAAATGGGTCAACT
GTCAGCTGTCATTTAGAGGTCGTTAAATGACTGAGAAAATGAATAAGGAGGAATTCGCCA
CACAAATTAATTTTCTGCAGTTAAATACCTTCTGCCAAGACTCTCATAAATAATTGCATG
AACGAACAAGTGCCTGGCTCGGAGGATCAGAGCAGGCATGAATTCTGCCTGTTTAGCAGC
AGCTCGGAAGAACAGTTTTTCCCCCCCACAATCTGATTTTAGGCAGGAAGTCTATTTCAA
ACATTTCCCCCACTTTGATGATGATAATAAAATTTGAAATTTCAGAAATTTTGAGTTAAC
TTACATTTATCACCGAGGATGCCATCGATGCTATGCTTTGTTTTCTTTTCTCCATCTTCA
TCCTTCTTATCACAGTCATCCTCGTCATCTTTTTTGCCAAATCGGGCCC
>BJ026675 ID   BJ026675   standard; mRNA; EST; 193 BP.
TGCCTAATATTAATCAGCACACCANTGGAAGGAGCACTAGATTTGTTTAAATCAGAGATT
TAGTANTATTCCCTTTCCTATCCATAGCTTGGCGTNCCGGTCTGTACAACGTCTCCAGGT
TTGAGTANCTNNCTGTTCTCCAAATCATAGATGTACTGANGCCACATTCTGGAAGCCCCG
GTTCTTTCCACGG
>BJ026679 ID   BJ026679   standard; mRNA; EST; 731 BP.
AAAACTTTATTTTAGGGCTTTACAATAAAAGAAAGATAAAAGAAGTTTAAAAAAAAAAGA
GTTCTTGTGGCCCTCACGAAAAAATATTTGGGGACCCGCTCTAGCATCCATGTGGTGTTT
GAAGATTTGGTGTTTTTCATTCTTCCTATCATTCAAACACCACATGAACGCAGCATTTCT
CTAAGCCATCCATCAAGCCATTGGTGCAATTGGCTCTAAATTGAGAACAAAAGTTTTAAC
CTAAAAACTCTAAAATATTCTGTTTTAAAATATAATTTTCAATCCAAATGTTTTCATCCA



GATTCCATGGTATTTCTTTCTCACTCCACGCATCTGTTCCTGGTCCGGCCCTTCTATCTA
GTTTTANAACCCTATGTGGCCCCCGAGTCAAAACAACCCCTGCTCTACTTTCTGATTCAT
GGCTGCCATGTTGCCACTTTTAGGAAGCCGTTATTTTAACAAACTTCCGTTTGACATANA
TGACCCGANAAACCCCTGTAACAGACACACACCTCGGCACAACTGCAGACTACTACTGGT
TACCAAGCATATGTTAAATTTAAGACATACTCAGGTGTCTAAGCATATGTTTTGAAAAAA
TCTTTAACATTATATCTTTTTAATATCTGCACCTACAAGATAACTCTGAACTTTATTTCT
TTTTTCTGTCGAGCAAGTCCACAAGGGTCAAAATCTGACCCCTCAAACCAAAAGTTANAA
GTTCAAAGTGC
>BJ026696 ID   BJ026696   standard; mRNA; EST; 335 BP.
AGACTTTGGCGTGTAAATGTTCCTGTTTCCACAGGTAAAATCCATCAAAATGTTCCCTTT
ACCAATTNTTCCTGTTTTAAANCTCCTGCTTTTACATGCAGTACAGACAANAGTTTGGAC
ACACCTNACTCAAAAAGTTCTCCTTACCTTCATGGCTATGAAAATTGCAGTACTCACACC
GAAGGCATCAAAACCACGAATCAACACAGGTATGAACCACCCACACAACANNNAAGTGNG
AAACAACTGAACATATGTNATATTGTAGGTTCTTCANAGTANCCACCTTTNGCTTTGATT
ACTGNTTTGCACATTCTTGGCATTCTCTTGATGAG
>BJ026699 ID   BJ026699   standard; mRNA; EST; 228 BP.
ATAAGAGTNCTTTGTCGACAAACAAGTGTTGGGGGGAAAAATTCCAGAACATGGCGCTGT
GATCACACTGGAGGTTATTACATGTTAATAACCCTCGACAGCTTCTGAACTCTGTTGAGC
AGCAAGTCACCCTTTTTGATGGTTTCCTGATACTGCCAGTTTTTGCTGTCAGGTCTGTGG
GGGGAAAAAAGATACCAGATTTAACAAAAAAAAAAAAAAAATTTTGTT
>BJ026739 ID   BJ026739   standard; mRNA; EST; 563 BP.
GGAACATCTTTAAAAAATTAAATAACAACAAGTCTTTTTTTTCACAGATGGTTTCCTTTT
TATCTGTAAAATATTTCACATTTTATTTTGAATGACAAAAACTTGGTGATGAAGAAAATC
TATTGTAAAAATTAAAAAAAGGAGTGAAAGAAGATTTTCCAAAGACAAAAAAAAAAANAC
AGTAAATTGANCTGAAATGAAGGGTCAAACGTGGAAATGTCAAAGNGNGGGTCCTACAGC
TTTTTAANCTGTNGGTTTGNGTTGCTGATCTTCCCATCCATCATGTCCACTTTGCTTAAA
AGNGANCCAATANAGTCGNCCTGGCTGTCAATTTCCNACTGGAGTCCAAGTCCGAGGTTN
TTCAGTCTTTGCAAGCCTCCACACNTTTCATCCAAGTTTTTGTCANGGGTCTGATGANCC
TNTNTGAGGNGTNGGTTCTTAGGGTATCCATTCTGTCTAGGTAANCCCCCNTNTACTGAG
GAAAAANCTCCAAANCCTGATGTTTCCAGTTTCCTCAGGTNGGGGNGGCTGGCTNGATNC
TTGNCTTCATATTCTCTGCTGTT
>BJ026774 ID   BJ026774   standard; mRNA; EST; 795 BP.
TTTATGTTTTATTAGCGAGCTTTGACACTTTNCATTTCTTTTTNAACACAGCGTGGAAAA
CAGGACCGATTTCTAAGCACATCACAACAAAGCGGAGAAACTCACAGAGACAATCTAAAG
TGCTTTACAAAGAGGTTAAATTAAAAAAGCACATTCAAAACATTTTTCCATTTAAAATCC
TTTTTTAACCCTTGTCTATCTTAGATGACCCCACCCTTACTTTGACGTCTTCTCCCTAGC
ATGACAAAGGTGGAAAGATTTCATGTAATCCATGGACACCAGTGAGGATCACAAATCATT
GAAGAAAAAAAGGTTCAGGGCACTGTCTAGTGGGTCTAGATGACCCAACGTTAAAGTGCC
TAGGATAGCACAAGGGTTACAAAAAAAAAGCTTATCTAAGGTTCAAGCTCAACAAAAGTT
TTGATTTTAGAGAAATCTCTAAGATAAAACGTTCCCAATAATCCCTTTTTGAAATGGATT
CCCAGCCTGTGTTCAGCAGCTTCCAGGCTGCTGGGATTTCCTGAGAGAGCACGGAATTTC
ACCGATACTGGCCAAAAGAAGAGAGGATCAAATTCCTTCGTTTTAACTCCTTTCCATCAC
TTTANAGAATATTTGGTGTCACACCTTTACAGTTGAAGTCAAACACATTTCATGTCTTTT
TCTTGATTAATTACAGCTGAATGTTTATGATAAAAAAACTATTTATGTCTATTTCCGGGT
GCAACATCTCTGACTATATCACTTTTTTTCAAACTACAACCATGGTTCCATGAACGCAGC
ATTTTCCTGAAAAAC
>BJ026778 ID   BJ026778   standard; mRNA; EST; 375 BP.
AATGTAATTATATTTAACCCTTCCTTNCATTTATGCCCTTTGCTCCATAAACCCACAGTA
TTTTGATATGCGCAGTCTATATGACCATTGTTGACTATATGACTATTTACTGGGTGATAC
ATTTAAAGCATCTTCTTGATAAGTTGGTTGATCTTGACACCTTGTTGACCGCAAGCACCA
CCTTCGTTGAAGTGGTTCAATTTCTTTCCACTGAATCCACCCTTAGGGGAAGATAATTTG
AATGGCCACAAGAAGTTGGAAGCAGCTTTGAAGTTAGGACCGACAGTGAAGATTTCGTGG
ACGATATCTTCAACGCATTCCAAACCAGTTTCACCCAAACCAGCCTTGACGACTTCGTTG
GCGCTCAATGGAACC
>BJ026782 ID   BJ026782   standard; mRNA; EST; 713 BP.
ATTTTTTTTATNAATTCTAATTTAGAACCGAAGTGGCTATTTACAGATAAAAAACATTCA
GTTTATACATTTACACATTCGATTTAAAATAAAAAGCTGTAACAGAAAACATACATTTTC
ACCTTCCCACTCTTTTAGCATTTGATCATAAACTAATATTTTGCAATTAAAAAAATAGCA
ACCTATAATGATTTTATTTTTAAAGTTTATTCTCAAACGAAAGGAAGACAAGATATACAG
AAGCATCAATTAAACATAAGTTTTCCACAGTATTGAGAACCCTGTAAGCTACTGGCCAGA
CAAGATAAAACACATCTGCAGATTCAAAGGGGCCAGCCAAAATGACTCCCTGTAGACCGA
GTAAACAAATATATGATTTTTAATAAATCCCTGATCTACAACAACTTACACTAGTATAGA
CATTTTTAGCAGAACTTTATTCAAAATGGCTACACAAAGCATTGCATGTGCGATATTTAA
AGGGAAATACAAAAACTCATAAAAAGTATAACTGGAGAAAGATCATCTAGATCCAATGGC



ACTGGATTTAGGTGTTGGCTCATGCAGTGGATTGCAGAAATTAGTCTCCTATAGTCTGTC
AGGAAAAGGTTATGTTGGCACAGAAATACAAATAACGTCTTGACCTGCATCTGTCTCGGT
AGCTTAGTTTGACGCATTAATGGCCACCTTAAAATAACAACAACAATCACAGG
>BJ026787 ID   BJ026787   standard; mRNA; EST; 672 BP.
GTAAAAAGAAAATCTGTCACACAACTTTTTAGCACCAATTTGTCACATGTATGGAATTTC
ACAACATCAGCACAAATGTTTTTCTAAAATTTTCTTCGATAGGATTCCATTAAAAGTGCT
GAAATGCTAGCCATTGCTGCTCCTGGAAGTGCAGTTTTTGTTTTTTTTGTTTTTTTGCAC
CAGTGAGTAGAAGAAAAAAAACAATTTGATGAAACTGGGATAAGAAAAATAAAAAAAGGC
AAACCAGCATTTTAGTTTATTTTTTAATTCCTATAGAACAAAACTTTTAAAGGGCAGATG
AAGCCCTGAGCTTTTCTTTTTTTGTAAACAATTAAAAAACACAAAGATCTGGCCCAAGAA
TATTGACATCTGGTGGCCAAGTTAACCAGCAAGAGCGCATCCAAAGCATGATTATAGTCT
TCCCACGACAGAATTCAGAAAAAGCCAAATCTACAGATTTTTTTGCATTATAATAGCTCC
TTAAAAATATTACTGTGCAGTAAAAGTAATATAATGCTTAAATTAGAAAAACAATGCATT
GAGTCCCAGTTTGAATTGTGCATCAAGGTGTCCCTTTGAAAGGGTTTTTCCGAGTGGTCT
CTAATGGAACACTGAAGTGTCGACATGATGAAAAGACATAGCGGCCTGTGCAAGGTCAGG
CCCCGTCTCCTC
>BJ026791 ID   BJ026791   standard; mRNA; EST; 741 BP.
CTACATAAATTAGTATTTGACTTCCCCCTGGNGGGTAGAATTTTGCCATGCTCGCAATCA
TTACTTGAGAATAAATAGTAGGGCTTTCGCAATAACCTTGCGGTAGTCTGTTGTAAGTGT
ACCTTGGGTTGTCATATGTGAACGCAAACCCGTACTGTCTGTCCTTGTAAACAGGCACAG
GAAAGAATGCATTACTAATGTCTACCACTGTGAAGACGGTTGCATCCGATTGTGAGGAGT
TCAGTAATGTATAGGGGACAGGCACGCAGGGTGCTCTTTGAGTAACTGCATTGTTTACCG
CTTGTAAGTCCTCCAACCAGTGGAGGGTGCCTGTTTTTTCACTGGAAATATGGGAGTGTT
ACACAGTGAGCTATTGCACTTGATAATAACTCCTGCAGCTATTAAATCTTTAATTACTGG
TTTTACTCCTTGTTGTGCATCTGGTTTAACAGGGTATTGTTGATTACATGGTCTATAGTC
TGTTTTTGGTCTAATCTGAACTGGTAAAGCGCCTTTAATTAACCCTACAGCTGTGGGTCC
TTTAGACCACAGGGTTTCAGGGAGCTCTTTTGAACAGATCTTCCTCCTCCTCAGTTAACG
CTAATATTCATTTGGCACAGTCTTTTGGTTTTTCTTGCAAATTGCACACTCATTTTAACA
GAGGTCGTCCAAAACAAACCCAGTTGAGGGACTCCCCTGGATGTGGGGTGGTANTGTTGG
AATCCANTCATCANCACTTTC
>BJ026803 ID   BJ026803   standard; mRNA; EST; 415 BP.
AGTGTGAGGAGTCTGCANGCTTTGTGTGANAAATGGTGTGAGAATACGTCAAGGGGTANC
ATGTGTTAGCTCTGCTTCCAATATGAAGGAAATCTGCGCCGCATACCTCAAAAAGTGACA
CGAGCCAAAACGCCATGACTCATCTGCGCCATATCTGATTAATAAAACTCCGGGAGAACT
TCCTGTTTGCAAAAAAAAAAAACCTGCAGTTTGAATTNGTTNGNGTTGGGGTTNAAAGGA
GGTCCANATTTAAGGCNANCAAANCTGANCANANANAAGGGAAAAAAANCCCCGNTNATG
AGGATGAGGACAACCTGNTTNCANACNAGGATNAANCTTCCTGACTTCACCAGGCAAACN
CATCCCCTGACTTGTCAAATNATCCCCCNTCNTGGAGGCCCGCAGCCCCCCTCGC
>BJ026805 ID   BJ026805   standard; mRNA; EST; 458 BP.
AAAAAATAATAACAATACAACATCCTAAAATATGACAAACTAGGACCATGACACTTATCG
TAAAAAAAAAAAANGGAAAAAAANGANCANGNGNCAAAAANGCGTGAGATAAAAANAAAA
TCGGTANAGCGAANGTTTAACAAATTCANCAATTTATTTTACNCATGGNAACAGGTTCCC
TGACAAATATNTGTCTTATNTCCACTTTAAAAAAAAAANACTTNTTTAGGAAATAAGGGG
CNCNCCTGATCCACNCCATGACCGGTTNTCACATGATCCACTGTTTTCCCACAATAAATT
TGNNACATTGANCNACTNTNTGTAACATTTTAATGAAAACATTCNCATGTTTTATNTACC
AACATGTCCAAAATGACTTTCCATGTAAAATCTGGNCAAAACNCTGAAAAAAAGGAAAAA
AANCNTTGAAAAGTANCNCCGATGGCCNCTGAGGTTCA
>BJ026822 ID   BJ026822   standard; mRNA; EST; 668 BP.
ACCTCACAGTTTTTTGTTTCTCCTGTCATATACAATCATCTCAGTCAAACTTACATTCAA
TATATAAAAATATGAAAGCAACCTGTTGCTGGAAAATAGATAATATTGCAGAGTAAAAAA
ATCGGGGCTGGGAGTTGTTTTGGTCTTTGACAAGCTGGCAAACTGTTTCTACAGGCTGTG
CAAAAGTTTTAACAGTCGGACTATGAGCCTCAGTTTGCACTTGTTCCCCTTTGTAGCGAT
GGCTTTGTATTCCACTGGTGATAGTCATGCCGCCGGTCATAAGGCACCCTTCGGTTTGGC
TTGTTTGAAAGACGTGTGGGCTTGAATATCAGCCGCTATAAGAGACATTGGTACAAACTC
TGAAGATAACATTGTGAAGGCCTTAAAAAAAAACCTTTGTAGACATGCAGAAAAGTGCAT
GAATAGCACAGGTAGGAGAGTACACACTTTGACAAAGCTCAACAATGATTGCAATCACAG
GAACACTGATTGAAAACGGTTGCATGTGAGCACCGAGCTGCTTCTCATTTGAAACCAGGG
AGGAGAAAAAAAGAAGTCTGCATATTTTTGAGCTCTCGCTGTGATTCCCTGACACTTCCC
CTGGGCATGGAAAAAAAAAGAATTAACAGAAGCTGGGGGTGGGAGTGGAGGATTCTCTGA
TGGCAGAA
>BJ026830 ID   BJ026830   standard; mRNA; EST; 302 BP.
AGNAAACACAGCCACAAACAANTCCACATACAACCGNGGGTCCANCAAANCNCAAAAAAA
CCACAAAACCCGTCCAGNTACTGGAACCANNTNTACAGCAGGGGGGCCANCANAGCCAGG
GGCGTNANCANCAGGGNGGANCANNTCNATCCCCCCATGGNGNACACGGCNCTGGANTTC



NCGGAGTTGTTGTTGNTGCTGCTGCTGCTGCTACTGCTGCTGCTGNTGCTGCCGNTGNTG
GCCTNAACCTGGGTCACCACCAGGNAAACNTGGACCGCCAGGACCAAAACCGCCTNGTGC
CA
>BJ026839 ID   BJ026839   standard; mRNA; EST; 758 BP.
GTAAAAATGTTTATTAAAATGACACACTTTAAAACGTACACCTTACATTTAGTTGTAAAT
AAGTATATGTTGAAGTGACCAAATTACTTTACATTTTACAAAAAAAACACGCTTTAACTT
TGCTAGAACATATATCAAAAATGTTTAATTTGTTGTGGTGAGTGCTGCCATATTAATTAA
TGAAGAATCAGATGCAATAGATTTGATAGTGTATTCAAGTTCAAAGAAATTGCATATATA
CACATACACTAGCGGTTTTCACAATGGAAAATATAATTAAAATGGCTCAAATTTTCAGGT
TGATATCATCTGTTCCCCAGAGCATGGTTCACATGTTCATACTGCTAAGCAACTTCTCCT
GCTGGTGAGTTGAAGTACTCTTTGTACAGTTCTCGGACATTTTGGGCCTCCACAGATGCC
CGCTGCCCTCTACAATGTTCAAAGCCTTGTAGTGGTTGCTCACAATCACGGTCATCTTCT
GTGGCATGATTCTGGTCTTCTCCTTTCGGGCGCAAATAATTGCACAATACACAAGCAGCT
TTGACAACTTTGTCAACAACACTTGGTTGAACCTGTAAAGTTCTTTGGAAAACCCGGAAG
CGTTGACTGAGGATGCCAAATACATTTTCAGAGATGCGCCGTGCCCGAGACAAACGATAA
TTGAAAACTCTCTTGTCTGTGGGGAGGCGGCGTCCAGGGTATGGCCGGAGGAGATATGGT
TTCAGCGGAAAAGCTTCATCTGCTACAATGACATGGTT
>BJ026872 ID   BJ026872   standard; mRNA; EST; 401 BP.
TTTATGTTATGTACATCCGCATTTTTGAACAACAAAAGTAAAAAGATGTACAGATTTCAA
TGATCATCTCTAGAGTGAGTCCACAGAGGGCCACAGATGAAAAAGAGGAGGGGGCAGGAA
CTGGAATGGCCACCATGGAATGTGTGTGTGTGTGTGTGTGTGTGTGNGCATGCNGATGAG
TGTGTATGTAAATGTATGTCTGACTGTNCTGGTCTTCATCTATGTCTGATGGNGANAAGT
GGAGTGTCNCANATGAANGGGATGATAGCGAANACACAGANGANNGATANTCANACGGAN
NGAANAAGANAAAAANGTAGAGGCAAANACAGCNACAGTTTTTCANTTGGTGTATATCTG
GCCCTCTGGCGGCTGAAGAAGTTNNATGTTCTNCTTGCNGG
>BJ026890 ID   BJ026890   standard; mRNA; EST; 200 BP.
TTTAGGCNATTGGGGNTTTTAATCGATNCAAAATNTAAAAAANTNCAGTAAAANNTTTAG
GAATGAGGTNTAAAACAAATGTNCAAAACTGGGGGTTATNTNTTCAAAGGGACTGGAGGG
GANCGGNTTTCCTGGACCGNAGNAAGTCNTTCCGTCCGTNTCCCNCNTTTTGTCCGGGGG
TTTTGCCCCCTCCACCANTG
>BJ026891 ID   BJ026891   standard; mRNA; EST; 515 BP.
CAGTTTTTATTGACTTTNCTTTCTTTGTGTTTNTAAAAATGTAACAAAAAAAAAANCAGC
AGAAAGATGANGGCGTNCAGAGTTTGTGTCAAAAATCCTTTCAACTAAAACTGTAAAACA
AATAAAAAGTNTTTNTACAACTGAAATAAATTCCACNAACTTCCTGTCAGGNGGTTTCAT
TTGACATGTTTGNAATTTTATTTTCAACGTTAACNATCACAGTATTGGTAAAATACTGGT
TGTTGCATTGNCAATCACCTCATATGTCAAANCACTGAATTGCTGCAAAANGNGCTCAAA
ATTATATATTGTNTTCAAAAGGTTNAACTTCAATCTGNGATGCATCTGTATTTGTTCTTT
NTTGGGCTTATTGATNAACATACATTGNNAACTGNGTGCCCTTTACCTATGTCGGNGTAG
TAAAATTTAAAGTAAAAATTGACCTTTTTACAAAAAAAATGTGTNCCAGNGTNCTTTTCA
GGGTTGGTTNCAATGCATGGATCCCTAAAAGTCAT
>BJ026898 ID   BJ026898   standard; mRNA; EST; 617 BP.
GTTCTTTAATGTAAAACAGATTTTACAGTCNAATGTTTAATCTCTGCTTTGCTCCAACTG
TAAATACAAAAGATGTTTTAGAAAATCCAAAGCCTACTTTTATTATCAGTTCTGTAAAAA
AGTACACATGATTTTGTTTTACTACATTTACTCGTCTGATAGAAAACATTACTGTTGAGA
CATTTTAACAAATGAACCTCTATTCAAACTTCATTACTTCATGCAATTTTTGCTTCATCC
TAAAATGACTTTTTTCAGGGGCTTAACATCTTCTCGAAGATAATTCACACAATAACTAAT
ATTATTCAAATAATTTAGAAACACCAGACTGTATGGCTACTCATTAGGGATTTAAGACAA
TCAAATGGTATAGAATTTATATATTTTAATCTAGTAAAAAAAAAAANCNTTANAAAAAAA
ATAAATCATTCATAAGGGGACCTCCGTTNTGATCTCAANATCACCTTNTAAAGGNGACCN
CAGGCAAACGGTTNTCACNAGGAACCTGCNTTTCAAAGGCTNTGGGCCGACTCATCAGNG
CTTCCTTCAGNGCCTGAAACTTTGGATGGAAACTGCTCAACAGGAAGCAGTTTTACTNTG
NGCTCATGGGAAAAANA
>BJ026906 ID   BJ026906   standard; mRNA; EST; 733 BP.
AGCTTTCTGTAGATTTTTATCGGTAGCTCCAGAAACACCATCATCACGCCTGAATGTCCG
ACTCCAAGCGGTTAAACATCTGACATCAGAAGCACCTTGCTGGGAAGCCCCTCGGTAATC
TTGACCAGCTGCCAGAGGATGGAGTAGTGGGAGCACTGCAGGGCCTGCACGGCGATCTGC
TCCGGCATGGAGCCCTGCTCGATGCCCGCCTTCAGGAGTCTGTAGCAGTTTCCAAACAGG
TCCCATCGGGTCAAATCGTGGGCGCTGGAGGGGAACCAGACAGAAGCACGCAAGACATTT
GAGGCCTTTCTACTCGCAAGCAATAAGCTACAGTTTTAACATTTAAAGTGAGGATGTGCT
GCTGTAGTTTCATCCGCTGGATGAGGACACATCTGGACTTTATCTGATATTCTGAAAGAA
TAAAGTAAAACAAAGTAGTACTTGTGGAAAGCTGTGAGCCGTTTCAGGGTGGACAAGACG
TTGTAGATATCGTCATCATCTGCCTCTTCCCCCTGCAGAACAACAAAGTAAAAAAAATCT
GTTCTAGAAATAAAGGGCAAGCACACAGGAGAATCTCCCGCACCTCCTGCAGCAGCTCCT
CCATGGAGTGTGTGAAGCGATCGGTCATCTCGTCGATCAGCTGCGAGCGGGCGATGTCCA



CGCGGTTCATGATGGTGTACTCCTCGGAGCACAGGATGCTGTAGGTCTTACTGCAAGCCT
CCAGCACGTCCGT
>BJ026909 ID   BJ026909   standard; mRNA; EST; 783 BP.
CCTTTATTCTGCACAATAAAGATTGGGACATAACTAAAGCTAAAAAGAACAGATAAACAG
TTCTAATGTCTACTAGAAAACATGAATCCCAAGAACATCAGACAGAAACACCAGTCTGGT
TCTTTATCCACCTCTTCGTAATACATTTTTACTAAATCTTTTCTTCACAAAACAGTTATT
TGCTAACATGACTCAACAAAACATAAAAAAATAATTATCTTATCCTTCAAAACAATATTG
AAATGTTCATGAATCACATAGAAAGTGTTAGAATTAGAGATGTGTAAAAAATAATTCTAG
TGTTCTCATGGTTACAAAAAGACTTAGACAACATTGTCTCATAAAGTACAAAAATCTACT
ACTAATAATTAACCAACAAAATGTCTTTAAAAATCAAATCTTGTCATAATTCAAAACAGC
AAATTTCTATTCATAGGTATTTCTAAAAGACTAAATTTCATAAACAAGTTAAATGTTTTT
GTCAATTATATAAGTGAAACTCATGATGTATAAAATCATTACAAAATCCTTTATTCTGAG
CAATGTGATCATAGTTTCTTTTAGATGATGAAAACCTAAAATTGTCTTAGAAGTTTAGAA
TATCATATCAGAAGAATCAACAATGGAATTTTTCAGCACACATTATAGCTCAGGCTGCTT
TGACAGCCGACATCAGGTCATCGTCATTACTAAGTCTGGTGTCTCATCTTCCTCTTCACA
CCACACTTTTATTGGCTTCANGAAAGGATACTTGGTTGGNTGAGTAAACACAGTAACATC
CTG
>BJ026919 ID   BJ026919   standard; mRNA; EST; 649 BP.
GGGTTTAATATTGAACTGTTTTAGAACAACAGATTAGAAAAGTTGTCAGACAAGAAAGTT
CATTTTTACAGAGAAAAAAAACGCAGCTTTACAAAAATATTCTGGTTTGGGTTCCAAAAA
CCTGTTTTAGTATTTAGCTTCTACAAACTGCAACAGAAGAAGTCTACAGACGTGACTGCA
TTGGGATCATGACCAGAGCTTCATAATGAGAAGATGGAACAACAAAACTAAATAGTTCTG
ATGTGTGGCTTCCTGAAGGGCCTTCAGAGAGGTGGCAGTGAGGCCTGCTGGGAGGCGGTG
TGTATGTGTGTGTGTGTGTGTGTGTGGACCCGCTGATGCAGGTCAGTGTGGCCTACAGCC
TGTGAAGGGTGGAGCTGATAATGTCCATGAAGGTGGCTTCGATGCAGTAGCAGAGCTGCA
CGTCGGGGTCGGCTCCACCCAGCTCCTCCGCCGTCTTCAGGGGGAGAGTCAGCTTGGAGG
AGCCTCCAGCGGAAAGAGACAACTCCTGAGGGTTTTCCTTCAGGTTCTGCAGGCGAGCAA
TGAAGGGGTCAATGTCCCTGACTTTGGTGGCCACATCCGACGCGCAGACCTGGCCCACTT
GCACCAGCAGAGCTGCCACGTCGTCGTAAAGAGGGGGGAAGGCCTGGCA
>BJ026932 ID   BJ026932   standard; mRNA; EST; 613 BP.
TTAATTTGAGTCCTAACGAATCTGGTGGAAAGCTTAAGNCCTTGATGTGGTGTTTCTGTT
GTTCTGGGGTCAACTGTCCACAAAGTTCAGACAGTGTTTAACCAAAAACCAGAATTAAAG
TTTATTCATGGCTTTGTGAAACAGAAGACGACAACATGGAGAAGCTTTTTCTGCCCTTTA
AATGTCTACACCTTTTTACTTTTGAAGCAAACAAAAGACTTTAAAACAAAATCCTTTTGG
TGTTTAGCTTTCAGTTTGTTCCTCACATTTCTTTATTTGACCCTAAACTTTCTCTGCTCT
GCTTCATTTTTTTCTGAGAGGACTTGAACTTTCCCTGTCTCCAGCTGAGCATTTAAAATT
TACTAGAAACATGTCAAAAAAACAATAGAAATTCAAAATGTTTACCAGATTTCAAAGAAG
AAATTGTCTGAATTCATTTTTCTGGGGTCTAGGAAACGTTTGTTGGAGGATTCTACTCTT
GATTTGGTTGTTTTATTTTGACAGATTTGAGGCATTTTTTTGTGTTTTTCTCTTTTTCGT
TTCATTTCTTCAATCCTACATTTTTCTTTCCTGCAGTTCTTTCCAATCTGTCTTTCTCTA
ACCCCCCCCCCCT
>BJ026933 ID   BJ026933   standard; mRNA; EST; 194 BP.
TTTTTTGATTTATTTCTACAAAAAAAGTGTTGATTTGTGTTTTTAAACAATTACTTACAT
AAAGTTTTAATATATGTAATTAATACTAAAATATTTCACAGTTAAAAACCTTTTTTTTTT
TTTNTAAAAAAAAACAAAGGCNCAANCGGNGTAAAAGGGANTAACTTTCACATCCTTCAN
TAAAACTTGTTCCT
>BJ026937 ID   BJ026937   standard; mRNA; EST; 534 BP.
GTTCTGTACAGACACTTTTATTNCTACACGTATGTAACAATATCCAACAGTTTCATGTGT
GTTGTGAGGAGGGAGAGCGTGGGAAATGTGGCAGCAGAGCCACAGAACACCAAGCTGGAG
TTTGGAGGGACTAGTGCTGCTCCACGCGCTCACTCTTCCTCTCTCGTTAAGACAATCTTG
TTAAAATGATAACTTTGAAGAGGTTGTGCTGCTGGTGTGTGTAGATACAGACACACACAC
ACACACACCCCCCACTTAGTTTGAGTCATTATCAGCTTACGTTTCATCCAGTAATCCATC
CAAGTGTCCAGATGGCCAGAAAAGCTGCTCCCTCCCTCCCTCCCCGCCACACACAGTCCC
TCCTTTGGAGAAAAAACAGGACGGTTGCACCAAACTGAGCCGGGATGGAATGGACGTCAG
GTCCTGACAGCTAAAACTGGAAAGCTCCGGAGATGCCCCCTCCCTTTCTGCCCAGGTGAT
GCAAGATTTCAAAGCACACATTTTCTGTGTGTGTGTGGGGGGGGGGNNNCCCCC
>BJ026939 ID   BJ026939   standard; mRNA; EST; 739 BP.
GAAAAGTACACATGATCCAAAGTCTTTGACTCTCTGAGGGGAAACCGGCTCTCCTGCACA
AAGCTTTCTTTTATTTTCATTTAGATCTGGTTGTTTTCTGTTGACCAGTTCCTCCTTTTT
TCTCTGCAAACTGTACATAGTTGTAAAGACTGACGACTGCAGCAGGAGTGATCCCCTCCA
GACGAGTAGCAGCACCCAGGGTGGTCGGTCGAACTCTGTCCAGGATCTCTCTGGCTTCCT
GAGACAAAGACGCCGGCAGAGAGAAATAGTCGATGTCCTGAGGCAGAAACATCTTCTCCT
CCTTCTGGATCCTCTCAATTTCTTTCTTGTTTATGTCACAATGAGGCTTGTACACAGCTT
CTATCTTGAGTCTTTGTGAGAATTCCAAGTAGGACGAAAGACGCTCCGGGAAGACGGATG



CCAACGTTTCAAACGATAATTCCTTATACTGCAGCAGCTCCATCCCAGTCAGCGCTGCGT
TCTTGGACTCACTCACACGGACATCGGGGAGCTTTTCCCTGCAGCTGGCGGTGGACAGAG
TGAGGGCCTGCAGGGCCGCCATGGCGTCCTGCAGGCTGCGCTGCACTCGCATGGCTTCTC
GGTAGCGTGAAGGGGACACGCATCCCAGTTCATAACCTTTTGGCGTTAGACGAANGTCAG
CATTGTCCGGTCTTAAAGANGTCCGAAACTCCGCCCTGCTGGTGAACATGCGGTACGGCT
CTGTAACGCCTCTGCTGAC
>BJ026948 ID   BJ026948   standard; mRNA; EST; 740 BP.
TGTGCTATGACTGAGGAGCAGAATGAATGTGTTCACAGTAAGCTCACACTGTGCTTGAGA
CTGATGATTCCTGACTGTAGCTTTAGTCCCTGACGGAAGTTAAACTTAAGCTAAAAAATT
GTTTTAATTTCCTAACTTTGGCACAAAGGTTCTTCCTGTGCTGACAGCGTATGTTAGGTG
TTGCAGCAACAACAAAGCAGAAAAAAATACTAGTTGATGGCTGATGGAGCCAACACAAGT
GTCCTATAGGTTGATTATCATCGACATCCACAGTGAGCCGAAGTGCTCAGAGAAGCCCCA
AACTAAATGTATGGAGATGATAAGGAAGACCAAGCCAGATGTATTTACCCTTCTTTCTCT
CTGAATATCTCTTCAGGAAAATTCCTCAAAGACAAACTAAAGAACTCATATATGAACCAC
AATAACACATAAAAGACAATATAATTGTATATAGATATGTATGGGCTTATTCATAAACGT
AAAAAACAGAACAAAAACATTATTCAAAAACAATAAGCACAAAAACAAAAGATTAGCATA
CTCAATTTGGTTTTGCCCTGTGTTTTTGTTGTAATGTGATAACTGTAGGGTCTGGAGTCA
ACTGCTTATCTCTGGTGTCTGTTTGGACAATTTCCCCAACTTTATTAAAAAGAAACACCA
CCAGTGGAGAAGTTAAGTACTTTCATGTCAGCTCCCCTCATGGCTATGCCTGCTTTTCAC
TAGTCCTGGAGCATGTGGCC
>BJ026970 ID   BJ026970   standard; mRNA; EST; 649 BP.
AAAAAAACAACATATGGCATNTTTTGCAGCAGAAACCGACATCTAAAGGTTCCAGATATT
CTGATTCCTGAAGCTCCGCATGTGTGATATCTGTAGAAAATGTTAAAAATGTCACGTCCA
GGACATTCAGGAAAGCTGTTTCCCCTTACAGTCTATTGTTGCTCCGTATACTTAAAAAAA
AAACATTTCTTTTTGACACCGTATANAAATAAACCTCTGTTTAAGCTGTCAGCTTACAGC
TGAAGTTACAGCAAAGACAGCTCAAACATTCTGGCCAAACGTCTGTCAACTTTTAAAAAA
ATGGGGTTTGGACGCCATTTATTTACACGCGAGGCCTGACGGCAACAACAACAAAGTAGA
TAAAATCCCTGTGCAATAAACAATGACACAGTATATTTAAAATAACTCTTTATCCATTAA
AACTAANAAAACAGTTTATGTCACTCATTGTGAGGCTCCGGAGGCTGAATGATGGAGTCC
TTGATCTCGAAGGTATCGATCAGTTCCTTCCATATTTTGGGGCTGATGGAGATGATGCAC
TGCTTCCGGCTGGAGGAGCTCGCGGCTTCTACGTCTCCTTCTTCGACGGGGGCTATACAA
GGCAGCTTGTCGCTATCCANATACATCCGTGCCAGGCCGTCCCGGATAA
>BJ026975 ID   BJ026975   standard; mRNA; EST; 638 BP.
TATTGGATGCGTTTATGAACAGTCTGTCGCTAAACACAATATGATTCTTCAAGACAAATA
TAACTGGGTAAAATAAGAGCTGTGGTGGCAAGAAGGTCCCGGTTCAAGTCCCGGCTGGGG
GACCAGAACCAGAACACCAATGGGGGGGCCTTTCTGTGTGGAGTTAGCATGTTCTCTCCC
TGCATGCATGGTTTTCTCCTGGGACTCCAGCTTCCCCCCACCATCCAAAAACATCTTTCA
TAGGTGAACTGGTTACTGTGAACTGTGTGAATGCAGAGGTAGGTGTGTGTGTGTGTGTGT
GTGTGTGTGTGTGTGTATGTGTTAAATAAATAAATAAAATGAANAAAAAAAGCANGCCCC
CANCCGGAAAAAAGTGTCATTCTGGAAAAGANGAAACAAGANACAGTTTGAAAAAAAAAA
TGAAAAATTAACTGGTTGCCGGCTGGATTCGATNCTATTACCTGAATTACCCTCATGTGT
TTCCAGCCCTTGACCTATCCCGCTNGGCCATAACAACCAGGTTAACATTATACAAAAAAA
AGTATATTTGAATTTGAAATGNTCTATGTCTGTCTTGGGNGAAGTCTCACAAAATACAAA
TATAAATGCCNGTGTGTGTGTGTGTGTGTGTGTGTGTC
>BJ026992 ID   BJ026992   standard; mRNA; EST; 747 BP.
GTCTTACAGGACTGGAAAAAAATGGATCCTTATAAATACCACCCTCACATACTATAAATA
GAAATTCCTCTTTTACACAGATCAGGAGTATGGTTATTTCCGTTGGTTATAACAATACTG
AAAACTCTGTAAACCAACACGAGTTAAACATTTTCATTTCCAAGCTTATGGTCATTTCAT
TATAACCATGGTCTTAAAAAAAAATACGGCATATCGTTTCTTTTGCTTGTCACAGAGAAA
AGGGGCTCTGACCTTTTTGTATCCAGCAAGTCATTCACAGAAAATCTAATCTTCTAACCT
TTAAAAAAAATAGATTTAAATAAATAAATGTTTTAGGTCAACAGTTGTGCACTTATAGCC
GGAAACGGCAAAGAAAAGGTTTTTACTGCATTTTTCTAATTTCTAAAACAATAGAACCCA
TAAATCTACATCTGCATTAAATGAACATTTTTAAAGTGATTATTTTTTATTTAAAATATT
ACCAACTGTGTGTGTGTGACAGATTTGGTTGANAAGGGGGCGAACAAGCTTATTTCTAAA
GCTAAAGCTTATTCATCCATTACACGACGGGAACAGGAAGTAGCACATCTACAGGTCAAT
AAGTTTCAGCATCTCAGTGTCACAGTGATAAGTTCTCAAAGTCTAAATGTTAAAAATATT
TCAGGAATATAAACTTATTTTAGACTTTGGCAAAAAATGTGACATTTCCATGCATAAGAC
CATCAACATTAGTGGTTCTTAAATAAG
>BJ027002 ID   BJ027002   standard; mRNA; EST; 808 BP.
TCTCTTTTATTGTAAACAGAAAATTGCGCAAGTTTTATTTCCTGTCCGTTTTTATTCAGT
GCAACAAAAACACATTCTAGGCATCCGGAGACCTTTTTAGCATAAAAGCATAGAAGCAGT
TTTCCTGAAGGACAGCCATCAGATCTGAGAGCCACAACCACGAGTCCCAGCCAAAATATT
GACCCATCACAAAAAAAGCTTCTTTCCTCAATATTTCCTGTTCATCTGTGCAGCGGGGGA
AGGACTGCTGTGAATGCACGGATCCAGGAGAGAAGTCCACCTCAATGTTGAAGTGTTGCA



TCCAGCGGTCCAGCTGGTGTGCAGTTTTATGTCTGTGGTCCGTGTGGAGATGATCCATAA
ATATTGAAAGCCAAGGATGCAGGAAACCTCCACCCGACAGACTGAGGGCGAGCCGGACCG
AAGCCTCTGACAGGCAGAACCTGCAGAACCTGCATGCTGTTGACGGGACTGGAAAGAAGA
ATGACAGTAGAAAAACTAACGTCCAATAACCTGAAGACGGCCTCCAGCAGCAGACTAGGA
CATCTTACATTCCTCTTTGCTCTTGCCTTTGCCTTTCCTGCTGCTTTTCTTGGCCTCTTT
CCCTTCCAGCGACTCTTCACTGCCGCCCCCCGCCTGCCCGGAGAGCTTTGGGAAGTCTCC
GTCCTTCATCCTGACGGGATCCACGTCCGTCTCGGTGGCTGATGAAGCCGTGTGACCATC
GCCGTCGGCACTTCCTGTCAGCTCTTTGGTGCTCGCAGCATGAAACTGCTGCGTCTCTGC
AGCCTCTATGACTTCATATGTCTGATGC
>BJ027025 ID   BJ027025   standard; mRNA; EST; 759 BP.
CGTTTATTGGAAATGGTCTTCTTAAAAAGAAATAAGTCGAACTACACAAAATACTTTAAA
ATCTAAAACAAACATTAATTGACGTCTTTATGTGACATATCGAGAAGATGCATTCAAAAC
ACTGACAAACGTGTCTCTACGGATAAAAATGAGTGAATCTTAAACGAGCAATTTCCATCC
TAATGAAAAATGTACAAGGACATTGGAGTGCTGTTTATGCAGAAAAAAATGAAAACCCAA
CCTAATAAACAAGTGATTGTTTTCACAAAAACAGTTAAATATCAAGAAGGCACTTTAGGG
AGCAGCGAACTCTCTGCATATTAAAACTAAAAACAACTAAACTAACCCTGTCAAAAAAAT
CTAATATCTCTATTAAACCACTTTTTGGACTTTTGCAAGAAACCTTTTCACCTGTTCCAC
CCCATAGAGTGAAGACATTAAAAGTATGCCTATTAAATAGAAGCTTTTATTTATCTGATT
TGTATTATTGACTAATTAAAATGAACAAATTAGACTCCTATTGAAATATTTCACTGTAAA
TTGATGGGTGTTTTGCTGGAGCAGCTTTGTAAAAAGCCAAACTAGTCTCTTCCCATAAAG
CAGTCCTGTGTCTCCTCTCAGTCGCTACCCTTAGTGTACAAACAGCAGCTAATGGTACAC
ATCATATGGTGGAATGCAGATTGTCGGTACGTCCCGAGCTTGTCCTTCAGTAAACAGGCT
TATAGAGGACCTGTCCGGAGAGCAGCCTGCGCTTCACCT
>BJ027034 ID   BJ027034   standard; mRNA; EST; 222 BP.
ATTTTTATTCTNCCTTTTCTGACTTTGAGGCTGCGGTTCATATTTTCTGAGTTAGTGCTG
AGCAACTGTACAATTTTCCTACGGGGGGGGGGGGGGGGNAANNAAAAAAAAANTTNATTT
TTTTTTTNTTNAAAAAAAATTAAAAAAAANAAANNTTTAAAANCCCTTTTTTTANCCCNT
NAAAAAAAAANNNAAANCCCCNTTTTTTTTNNTTTTTTTNNC
>BJ027071 ID   BJ027071   standard; mRNA; EST; 744 BP.
GATATTTATTTCCTTTAGGATAAAACAGCAGCAGATGTAGGGGACTTAGAGATAAACTGA
GCATTTATTTCTAGAGAATAAATAACCATTTTAGTCACTGCGATGTTTGCGACTGAAGTC
AAGTTGAAGCTTCAACTTTTCCGAACCAAACCTCCTCAGTCCAGCTGCTTTCAAGAAACC
GATGAAACAGGAGAAGAGTGAAGCCCCAGACGTTTCCAGCAGAATGGGAGCAGTTTTCAC
CAGATTCTCTTTTCTCCTGAATGCAGGCTGTTCAGCAGAACCCCTTTGCTGTAACTGGCA
AACTTAAAAAAGGGTGAAGTAATGTTTCCACGTATGACAGACGGAACAATTGTGATCTTC
AGCTTTGGGACTTCATTAACGGCTCATTGGGGGACGGTAATTTTATGTTAGATGGTTCAA
CGCCCCAGATCTCGCGGGCGTACTGGGAGATAGTTCTGTCGCTGGAGAACTTCCCTGCAG
CTGCGATGTTCCGAATCACTACTTTGGTCCATTCTCTGGGGTTCTCGTACAGCTCGCTGA
CTTGTTCTTGACGTTTTACGTAAGCTTCGTAATCTGCAAAAACCTTAAACCTGTCGTGCT
TCATCAACATCTCAGTGACCTCTCTGAAAAGTTCTGGTTCTGAGGGACTGAAGTAACCCC
TCTGGATCTGGTCCACAGCCAGTTTCAGTTCAGGCAGAGAATCATAGTACTCCTTAGCAT
TATAGCCTTTCCGGTCCAGTTCAT
>BJ027165 ID   BJ027165   standard; mRNA; EST; 736 BP.
AAAATCCTTTATATTACTNCTGAAGTTAGTCACAAGCATAAAGAAAACAGGTGAATAACT
CAATTTTTGCAGTGTTCGTCTTCTTAATCCTTTTAGTGTATCAAACTCAGATTCACAATC
AAGTACTTCATAAAAATGTTGTATAAATGCCGCGTTGGGGATCCCTGTTGGCCTGCTGAT
GGTCACAAACTCTGAATTGTTGATCTCATTCCAGAGCGCATGATGAAATACTTGTGACTC
TTGCAGGAAATGTGGGAAATTAGTGCCCAAAGGACTCCAATGATGATCTTCAGTGAAAAG
TGGAATTGATGAAGTGCGTTACACGTATGTGGGAGTGTTTCTAGTCATCACAGCATGATG
AAGGTTTCAGATGGAAGATTTCAGTCCATTTTTACTGGCAAAGAGAGACCCCAGTTTGGG
CTGGAGTTCATTCCAGACTTCTCCCATCTCTTTGTGTCCTTGGACCTGTGAGCTAACAAA
AGCCCCGAGAATGTGGGAAGTAATTGGAAGGCAAGTGAAGATAAGCTGCGTCTCTTGATG
AAGGCAGAACAGGGAGAAGTAGTTGCGCAGCTCCATGGTTTGAATGGCACTTTCTTGCTG
AACGATTCGTGATTCCAGCTGTTCCACTGTGGCGTGCTCCTTGGACTGCACAGTGGCGCT
CATCATCTGCCTCTTCATCACGCCGTACTTCTGAAGAGCCCTTTGATGCTCATGGAGGAC
GCCCTTTTCATGTCGC
>BJ027168 ID   BJ027168   standard; mRNA; EST; 674 BP.
GAAGGACACTCCCTTTTCCCTGTTGATGTCTCGATGACATCATGGGGATGGCGACCATCG
ATCGTGCAGCCCACAGACTGGGCTGTCCCCAGGATCTCCTTGATGGTTCCTTAAGAGAAA
GACAAGCATGCATGAGTTCCAACCTTCATCTCGTCCTGATGAGATCTTCTGCTCCAGCAT
TGGCGTGTTCCAGACTTTTCGGCACAGAGTCACCCATCCATGTGGGCAGCCCTGTTTCCT
AAAGCTGGGGTTACTCTTAGCCTCCACTGGACTGAACCGTGTCACGGGGCAGACTGGTAC
AGTGGCGGGAGGCTGAGTCAGACAGACAGTTGTCTTACCAGAAAGCTCTCTGGCGATGGA
GCGATGCCTCATGACGCGAGCGATGCCCACGATCTCGTCAAAGGTCACGCTGCCGCTGTG



TTTGACTGAAACACAAACAGAGCTCGTCTCCGCCTCATTTCAAAGAATGCTGTCCATGCC
GATAGATACTCACTGTTCTTGACCTTTTTCCTGTCACGGGGGGGCTCCTTCAGGGCCTTG
ATGATCAGAGCAGATGCAGAGGGGACCACCTCGATCTGATCAGAGAAGACGAAGGAGTTA
AGAGAAAGACGGACTGCCTGCATGGAAGTCTGCAGCCGCTTACTGGTCCTTTTCAATTAA
ACATGTCTGACCAC
>BJ027169 ID   BJ027169   standard; mRNA; EST; 676 BP.
GAAAGGATTAAAATGCTGTCCTTGGGAAAAACTCAATGATAGTGGCATAGTTATTCCTCT
GTATAAATTTACATAAAAGGTTTTTTTTAAAACAAAAATTTTAAAAATTAATTAATAACA
TAGTAAAGTCACAAAGAAGCTATAACTATAGTATAAGGAGGCTATAGACTTTAATAAGAA
AAGTATAAAATAATGTTGATCCAAACACGAAACACACTCCAGGTTCTGTTGTCTTGAAGG
AAAATCCTCCTTCTGTTGTCTTACGGTTGCACAGGTTTAACTTTTATAGACAACACGTTT
GGTGAAAGTCCATATGTCTGCAGAAACTCTTCAATGGCTCTCTGCACTTCAGCTTCAGTC
ATCGCACCAAAAGACTTAAATCCCATGTCCAGTCCAATGACGTAGTTATGTACCGTGAAT
GCAGTAACTGTCACTCCACTGCTTCTTATTCCTTCAAACACACAGAANAGAGTAAAGGTG
TATTCTGTCCGAGCAGTGAGTGATGTGACCGTGTATGATACAGGTCCTCCTCCTTCTGGT
GCGCTGATGTTTGTCTCTGTTCCATTAAACTGCAGGATGAAGCTGACATTTGTGTTCATT
CTACTCCATTCAAGAGTAATGCTGGTCTCAGTCTGTGCAGATGCTCNAAAGTTTTCTGCA
TTTTGAGGAGCAGTTG
>BJ027172 ID   BJ027172   standard; mRNA; EST; 641 BP.
CACATCCTGTCTTTATTGTTGAAGTGGTTATTATCNATATAGAGCTGTTTGGTAGCAAAC
ATGAAGTTTGGATGGAAAGCCCTTAAATACACAGTGGACAATGCCGCATAAATAACAAAA
TGTGCATGGTATGAGGTATAAAATATATACTGTGGACATTTATATGTAGAAAACATGCTT
CTTGGTTAAAGGACAGCTCTCCTACACTCTCTGCCTTCTGTGGCTCACAGACACACCGTG
TGGCCAAACTCCATGTTTGGTTACCTTTAATACAAAAATATAAAGACAAACAAAAATAAA
GGAACATTTTTGGACAAGTGCTGCTCAGTTTTGTCTTCTTGCAGAACCCAGATGTGTTTG
GATATTGTGACGTATTTTCTTTAAACAGAGGCCCCGCCCAAAAAAAGTAATTGTGAGATT
AATCCGATCATTTGGTGAAAAAAATCCAATGAAAAGGGAGCAGCAGTCAAGTACATTTGG
TAATAAATGCCTGCGTGTCATCTCAGGTAAAGGCCACAGCTACATTCAAACACAAGGAAA
ACATAATTGGTGCATAACCTGAACTTAACCCCGCCCCCCCAGAACTGGCCGTCTAACCTT
CATCANAGCAGCACTCTTCACTTCTAACCATTTTTTGTGCT
>BJ027213 ID   BJ027213   standard; mRNA; EST; 692 BP.
AATTGTTTTTATTAAAANATAAGACTTGTTTATATGCACAAAAAAGTACAATAAGGGAAA
AACTAATTGCATTTTATAATATGTTGTTGACATGAAGCAATAAGTAATCCCAGTAAATTG
AGTTTAATCAAAATTTTTCTTTCTGGTAAAAGATGACTTATTTTATTATTAAAAGGAGTC
CAAAAACCTACAAAATAAGGCGTTGCTCATGTGTTCCAACTTTGAAGTCCACAGAAAAAA
CAGATAAAGGAAGCATTCCAACCGTCACCGACATGCTCACATACTTTGCATAACTGACCT
CACCAAAGGCCGTGTTCCCATGTCCTGCCTAATAAAAAGCTTTGTTTTTCTGCGGCAAGT
CCCACACAAAGACCAGCTTCAAACCTGACACTGTAGTTTTACTATGAAATGCAGGACGCT
TACCGGTTTAAGAGAAAATGATACAAAAGTTTTAGATTTTAGAAGTACTAGTTAAGGATA
GTACATTAACAGTGATGCACTGTACTATGTTCTGCAAGATATTTGCAAAAAGTACACATT
GTTTAGTTCTAAAAGACGCTGAGTTTATCACCACTCATGTACCGACTTGCTTGTTTTTTG
CTTTTTCCCCATGTGAGGGTGGAACAGTTTACTAATCGTGTTGAAGCCTTTTGTCTGCCC
CTTGTAATCCTCCTCCTCCTCTGTCTTGTCTT
>BJ027249 ID   BJ027249   standard; mRNA; EST; 751 BP.
ATAATGTTTATTTTTCCCAACTGAACATATAAGGCACTGATAGAAAAATAGGATTTTTTT
GGTCCAAAACGGTCCAACAGTGCAGTGATCATGAGTCCCTTTCGTCCGAGCTGGAGTCAG
CGGAGCTGCTGGAGGCAGAATTTGCAGAACTGCTGCTGCCGGCAGGATGAGATGCAGACT
GACTGCTCTGCTCTGGATAAAGAGGAGCAACAGAGGCACCATGGCTAATTAAATGCTACG
GATGCTGTTTGCCCTGAAATCATCTTGGTAATTAGCATCTCAATGTCAAAGTACTCAACG
GAAAAAGGCAGATCCACTTTGTACTTACTTTGATACTTCTTGAACCTCTTATGCAGGCAA
GACCTGACATAGCGCTCCAGCTCTCGCAGAGTGGAGGGCTTCAACACCTCAAAGTCAATC
TCAATCTCATCTGGGTTGGAGCTGCTCATGGAGGGCTCTTGTGTCTTGAGGATGTGCACC
ACACGGCCCAGCTTCATGCCTGGTAAGCGGTTAATGTCCAGACTCAGCTGGTGCTTCTCC
TCATACGTCATTGGCAAAAATTCGTCACCTGAGCTNNGGTCTCTGCTACGTTTATATGAC
TGTCTGGAGCTTGAAGCTTTTTTATGTTGTGTCTCANGTTCCCTCTCTTGTTCTTTGCTC
ATCTTGGGCTTGTTGAAAGGATCTTGGGTCAAGTTTGAAAGCTGCTGGTGAACAGTTTGA
AGCTCAGCGAGTCGAGCTGCACGTTCGTCTG
>BJ027250 ID   BJ027250   standard; mRNA; EST; 223 BP.
CGACTGNTCCCTCTGAATCATGCANCGGCGCACGATGCTGTCGAAACTCCCCAGGTAGAA
TAGAGCAATGGTGCGAAACAGCCCCATGGTGACGATCTGCTGAAGACCTTCTGTGATGGA
NGTGACAGGTGACATTCCACAGGTNANAGCTGACAGCATATAACCATCAGGACCCACACA
ACTGTTGAAATTTCCTTGCACTGCGTCCTTGACGAANACTTTG
>BJ027255 ID   BJ027255   standard; mRNA; EST; 701 BP.
GTCTTTGATAGCTTTATTCTTTCTAGTACATCTGTACATCCCAAAGCAGCCGAGGACTAA



CAAAATCTCAACTGTACACAGCAGACGCCTTGGGGCACTCCTGCTTACAGCCACTTAAAT
AACCGGGCAGACGTCGTGGGGCCACACGACACCCGACAGCATCAGCTGGAGGACAGACAT
GGGGGCGGGGGGCTCAAGCCGAAGCAAAACTCAGTTCCCTTTAGAGCACTTTGTCATAGA
AAAGTTCAGTCAGTGGTTTATTTACAAAGAAGGGGTAGGGCTTATCACAAGGTGGGTGTG
GCTCTGGGTTTAGGGCTGGAGGTGAGACAAAAGACCCCAGTGGCGGTCAAAGCGAGGAGC
TGATCTCCAATGTTTTTTCAGTAAAAGTTCAGCTGCCCTGAAACAGGTCCATGGATGCCC
CTCCCCTAACCAGAGACGGGTCAGAAAGCTGCCCTCCTGCCCCCATCANCAGGAACCATT
TGAATGGGGGCATCAACGGTGTGATGAGTGTGAACTTCAACCCCACATGGAGGGCAAATA
ACTATCTGATGAGTTGGAAAGAAAATGAAGCACTGTANAGAACGGAAGGCAAAGACACGC
TGCAGAGACGGAGCGAGACAAGGACAGGATCGGGATTGATATGACAGATGAAAACTACAA
CTACTANAATGCATTTATTGTGAGGAATGAAGACCTGACTA
>BJ027264 ID   BJ027264   standard; mRNA; EST; 217 BP.
AAAACCNCACATTCTCTGNGCTGCATTCAAGTCTGCCAGAAAATCAAAAAAACAAAGTTA
CATCTGATTGATAAAACAACAAAAAAGCACATATCAAAGCAGCATAAATTGCACTCTGAT
GTGGCACCCATCCCAGCCCCCCACCACCATTCCTTCTATTTACATTCANTGGCTTTGNCC
TGNATTGAATATCGAAAGTCACAAAAGTGCTTCCAAA
>BJ027294 ID   BJ027294   standard; mRNA; EST; 530 BP.
GCTTTTCTTGCGGAAATGTTTCCTGTTTGGCAGCTCCTCACTCACATCCTCTGTCCTCAC
CAGGGCAGACTCTGAAGGCCCTCCCTCGCGGTGCAGAGACCTTTGACGCAGCCCCAGATG
AACCTGATCAACAACCGATCCCTCCAGCAGCTTCAGGCTCCCCCAGGACGCTTCAGCAGC
ACAACTCCTCAGTCTGAGCGCATCTGCCGAGGAGTTGGTCATTCACAGCACTGATGAAGA
TGAACAGATCTTCACACCGCCCCTCTTAGTGATCCCTGCTGCAGGAGCAGCTTCACTGCA
GGCGGGGCCAGTACTGGGACATGTCTGCTTCACTTCCTGGAACTTGGACCGGCACAGAGA
CGCCAGGAGAGATCAGACCTGTTGACGACGTAGCAGAGGAAGTCATAGACTGGCTGCTGA
GGTGAGGCTGCATATGTGGGGGAGTGTATGTTTCGTAGCTTCNAGCATTCACAGTGGGGC
TGGTGGGCAGCATGCANGAATAAGACGCCTGACTGGACGCCTGCATGGGC
>BJ027305 ID   BJ027305   standard; mRNA; EST; 715 BP.
ACGACATATAAAACTCGACAGATCTGACTTTTTNGGAGTTTCTCTGTAGCTTGAAAACAA
TTTACACCTCAAATCTTGCAACCCTTTAACTCAGATTCAGATCAAGGTGTGTCAAAGTTC
TTCATACGATAGTTTGACATTGGAGATCCAGCAAAGTTTTCTTTAAATCTGCAAGAAAAT
AGTAATTGAAGCCTGACAAAAACAAGATAATCTTCTGCCGGTGGAAATGAAAATTAAAGA
TGGACTGAGATCACATGTGTAAGATGTTGCATCTAACATAATGTGATAGACTATTATTTT
GTTTTGATATAGGATGTTTTACATTTTTTGAAAGTATAGGAAAACAAAGGGGGAAAAAAT
GGTTTTTGATGATAAGCAGATTTGCGGCCTACATTTTTTGCATTTTGTGATTTTGTTTAT
GAATATGAGTATTAACACTAATTTTATTGATTTTTAAAAAGGCCAGAAACAATGTAGTCC
TTCATGTCTCCGTCAATGAGGCCAGTTCCATTGTTGTGGATGAACCAGCAGGGAACGTTT
TCTCCAGTCTTCAAATTCTTCCTGAAGTCTCTTTGCCAGCCTCTGGTTACTCTGAGCTTC
TGTCCTTTCACATACATTGTTGCATCTGGTTTTTCTGGGGTATTTCCTGGATACAGTTCT
GTCACCTCATACTGGATCCCATGATAGAACTGACCCAGCAAGCCATGAACAGCAG
>BJ027315 ID   BJ027315   standard; mRNA; EST; 746 BP.
ATTTCCNAGTTTATNCCTNCAATTATAACTTGTGGGAGAAGGGAGGCAATTATACTAACC
AATGAAGTAAACTGCATTGTCGTATGATACAAATTCAAAGCTAATCTACATGTTAAAAAA
TAAACAAAAACATGCACAATACAGAACGTTGCATAAACATGAATTAGAGGAAAAAAATGA
GCCATGAGTTTACCAACTGCACAAGACATGTGAAAGCAGTTCTACACCATCAAAATATGG
AATCATAACTTAAAAGGGTTTTTAAAAAACAGTTTCCACAGAACTGTGCCTCTTTAGTAA
GGTCTGTCTCTGCGCTCCTGACGATGGTCCCTCATATCCATCTTGCCACCTCTGTCTCCA
GCGCCCATTCCACGCCCCATGCCTCCGCGACCACGATGCATCATGCCACCACGGTCAAAG
CCGTCCCTGCCAGGACCTCTGCTGTCCCCTGGGCCTGAGTACCTTCCGGGCTCAGAGCCA
GGATAACCAGAACTTCCACCCTGACCATCCTGCCTGTAGCTACCTTGTGTGTTGTACTGA
CTGGCTGGAGGCTGACCATAAGAACCAGCAGTTTGAGGAGGGTAGGCAGGTGGAGCTTGT
TGTTGAGTTGTCTGCTGCTGGTAACCCTGCTGCTGGTTGTAACCTGCTTGTTGACCCTGG
TAACCAGCCTGCTGTTGTCCATATGACGCANGTTGTGAGTAGCTGCTCTGGCTGTAACTA
GCTGGTTGATTGCTAGCATTGTAACT
>BJ027353 ID   BJ027353   standard; mRNA; EST; 599 BP.
AACACAATATCAGCGTTTCCACTGGGAAGCACGGTGGTGGAGGGTTGATCATTTGAGAGA
GCCCCTCAGTCGACTCAGAAATCCTCTGTTTTGCAGAATAATTTAGCAGCAAACTTGATC
AATCTGTTTTCTTCGCTGTTGAGCGATTGTTGAAAGCACTGCTTCTGCATTTTGTCTCCA
GGTGGTTTTTGTTTATCTCAGATTTACTAATTTCAGAAACTATAAATGAGATTTTTTAGT
TTTTATTTTTGGTGGTAAAACCTCATAAACATCAGGGTGTTCCTTCTTTTTCACTATTTA
TTTATTTTTTCAAAGAGTAAACTGCTTTGAGGATTCCCAAAGGAAATGAGCTAAGTTGGA
CTTTATTTGACATGATACATCCAGAAGACTAAGAAAGCGAGCAGTTTGGTGTCTCATGTA
GCATGTTTACTCATCTTGTGCATACCGGTGCATATATATATATATTTTTATACAGTTCAA
GTGAGATTTATTANTATTCTCTANAGTGACAAACACTAGTAAAATAATGAATAAAAAAAC
CAAATTTAGGAAAAATAGAATCTTTTTCCAGGGTCACAGTGAATATTTCGGACCTATTG



>BJ027375 ID   BJ027375   standard; mRNA; EST; 721 BP.
GGGGTTTGATCTATGCCTCCCGGNAAGAATTTAAGAGTGCGCGATTACGGAGAGCGCGAT
GAGCGGGAGATGATCTACTCTTCGTCACGAGCCTGATTCGGACGATTCTTGGGGCCACCG
GCCTGCTTGGACACGATGATCTGGTCAACCTGCAGAACCGTGACGGCGACGTCTGTCGCA
AGTTTGATCCCCCAGTATTTGACGGCGTGGCAATCGAGGATGCCGGCAGTCACCGAGTTG
AGTGTGGTACCGTCCTCGACGTTAATACCGTTGAACGCGTTGCCTTGGTTGTGGTCCGCT
TCGAGCTGTGTCACAACGTTGGTGCCGTTGAATCCGCTCACCTCGGCGAGAACGCGAGGA
ATGACTTCGAAGCTGGAGGCGTACTTTCGCATTGCGTACTGGTCGAGGCCGCGAGTCGCT
TCAGCGAATGTCATCAACTCCTTCTGCAGTTGCATTTCCACTGCACCGGCACCAGCCACA
TAGCGGCGATCCTTCGTGAGTGCCTTGTAGACGTTGATGCCGTCGTCGATTGCCCTTTCG
ACGTCATCCAGAACGTTCTGCGTCGCGCCGCGCACGATGATGGTGGACAGCTTCGAGTCG
TCGCGTTCCTGTGCGAACACAGTGATGAGTTTTCCACCCATTTCTTGGACGTCGACCGAA
TCGCACGTGCCGAAGTCTTCGATGGTGGGAAGGGTCAAGGCGCGCAAGTGTGCGAGCACC
C
>BJ027386 ID   BJ027386   standard; mRNA; EST; 505 BP.
AAACTTAGCAGACGTTCCGNATACTTCTGTTCCGTCAGAACGCCTTCACAGAACACCATG
AAGCACACCTGCTACATGACCATGCTGCCGCAAGCTGCTCCACCTGCCCTTAAGCACCGG
AAGCATCCATCCTGTCAGTCAGCACTTCCTTCAGCTGATGATCAGTAGCTGCTGATTATC
TCCCATCATGCTGTGAAACTCAAAACCAACAGCAGCTCTGAATACATCAGATCTACATCT
TGGGGGACCTGATGAGAAGTAGGGGAATAAATATTGATTTATTAGGGTTTCAAGTCACTT
TTCTGGCCGATCCAGCCCAGGGTGAAGCTGACACCACCCTGGAGCAGCTCTGGCTTCACC
TAAAAAGCTTCCAAGACATAAATAAATAAATAAATTCATGCTACACATCTTTACAAACTT
CAACCCAACGTCTGTCTCAGCCCTTTCTGCAGGACAGATGCAGGCATCCCTGTGTTTGCA
TGAAGGGGCCGTCTCTGTGGGGGGG
>BJ027414 ID   BJ027414   standard; mRNA; EST; 650 BP.
TTCCCTATGAAAATTATGTACAATAAATAATTTGGATTTTNCTATTAAAGAATCTCAATA
AATAAACTAAGGTCTAAACCTGGTGTCTTCAGCAGGGTTTTTCCACTCGTCAGAGAGTTT
TCTGAAGCAGTCCAGACTCTGCCACCGTTCCTGAGAAATTATGAGGATCCACGAAGCTGC
ACGGGAGCACGAGAGGAAACGAATCCACGCGCTGAGGAGGAGGAGGAGGAGGAGGAGGAA
CGGCCCGCAACCAAGAAACGATCCAAATATATTCAAGGGGACAAATAAGAGAAATTGTCC
ACATTTTCTACTCAGAAAAACAAAAATATCCTTTTGGAGATGAAAAATAAAAACTGTTAC
ATTACAGCTGGAAATTAAAACCAGGACGGAAAAAAGCATGAAAAAAACTTCATGTTTATG
GAATGTTGCCGGGATTCTTTTTTAAAAAAATGCGTTCAGTTTTTTTCTCTTCCTTTTCTT
TCTTAATTTTTTTTGTTTTTCGTTTGTTTTTAATGTCGCCTCAGAAGTTGAGGTGCTGCA
GGTCTATGGTGCACAGTGTGCTTGTGAACAAGTCGAAGTCCTCCTCGGAGAAATCCACCG
GGCTGTCCANGGAGCTCTGGAGGCTGGGCGAGAGGCAGGCGTCCTCCGGG
>BJ027435 ID   BJ027435   standard; mRNA; EST; 468 BP.
GAGAGCATATTGACACATATGTAAACAGTACCTGTAACAAATAAGAGTGTTCAGACACAC
ACACGTGTATTTACAGCCACGTCTATGCCTGCAGGCTTTAGAACACACATNTTCACATGA
AGGGGAGCTTGGAGAGTATAAAGATAGAGGAGGAGGACCGCAGGCCTCTTTGGTCAGCAA
ACACCAAGACNAAGTTCAGCTTTTGCAGGGTTTACCTTACTCTGTGTGTCATTTATACAC
TTCTCTCAGGACCTGTTTTACCATCTTATCGTTCAAACGGTGACAAGTTGCAAACAATAC
AAAGCACTTAACAGGATGAAAGGATTTTTTTTTAACACACATCAATTTTTCAAGAACCTG
CAAGAGCGCACGGTACAAAACATAAATGTTTGGAAATACAGAGAACCAAAAATGAGTGCA
AATTATAATTTATAGTAACTCTTTAAAAAATAGGCTGCAGAACTGAGG
>BJ027437 ID   BJ027437   standard; mRNA; EST; 282 BP.
TTTATTGTATTTNCTACTAGTAAAAATGTCAAACGATTTTGTCGACAGGGTTGATGTGGA
AACAGGCAGCAGGTTTGCCACAGTTCATGATTTTTTTTTTTTCCTCCCCAAAGNGAAAAA
NCANACCCAAAACAAAAANTGCANCACAAANNTAANCCAAAAACAAAANCNTTTCCNTTT
NANTTCAGGTTTGTNTGTTNACATGTAAACTCATCCTGTTTNTGGGGTTNACCCGNNANT
TTGGCGTNCTGCANCANTNAACACGGGNACGGGGTGAGGCTT
>BJ027455 ID   BJ027455   standard; mRNA; EST; 707 BP.
TTTTTGAATNTGCGCCAACTTTATGTAAATTCTAGAAGTTTGCAGAATAAACATTTTTGC
AATTACACCGTTTCCATTAAATCACAATTGTACACAAAGCGACTGACGCGACACGTCATT
CAAAAACACGCCAACGGGCGTGAACAAAGGGAGACGGCGGCCTCTTTTTCAGGCCGTGGA
GTGGCGAGCTCCTCACATGTGGGAGGGGCTACGGAGGAAACAGATTTTGGGAAATGTGGA
ATTGTTGGATCCAACGAGATGCTCAACTTTTGACGAGCTGTGTGGCGCCCGCCGTGCAAC
AAGTCCGCCAGCTCCTACCAAGAAGCACCTCGCCATCCGGTCGTTGGTCACGTGGCTCAT
TTAATACAAAAAGCAGTTTTGACAAATATGTTAATTTAGACACGTCTCAAAAACTCCCCT
CCTCCAAGCGCAGAAACCGTTATTTTTAATGATGAATGAAAGTTTTATCGTGTTTACATG
AGACAAATTTAGCATCCAAAGCCGTTTTTATAGTCAATGGAAACTATGGGAAAAAAATGG
TGTCAAGTTTGGATGCGAAGAAAACTAAAACGCAAATCTGTTTAACCGTTTTGTGGGGGT
GTTTGTAGAACCTCAACCTCCTCCTGGAAATAAAAATCAATATAAGTTTAAATAATTTTA
AATCACGTCTTGGAAAGAATTTCTGGCTAAATGGATCCATTTTTGTG



>BJ027468 ID   BJ027468   standard; mRNA; EST; 361 BP.
TGTGCAACATGCTGTTTCAAGTAAAACTCAGTAATTAAAGTTAAAGCATCTTTAATAAAA
AAAAAAAAAGTAAAAANCAAAACTTTTAAAAAATGAGTNCAANCTATAAATTTAANATTA
TAGTAGTTGCANCAAAAAACTCACTTTATTCCAAAAAATAGTCTNTTTAAACNACNCATT
CATTAAAGGNCTTGTTNGTTACTGAAATCCTCCGTCAGTCCTGCNCTTNTTTNTGGCTCN
CAGCTCCGCNAAAAACTCATGAACTGCTTCCGCTGNGACTGTCTTTNTTTCAAAAACNCN
CTGTTCCAAAAATTCATTGNGGGAAAACGTCANCTCGTTGATNCCGTATAAAACTTCCAG
T
>BJ027469 ID   BJ027469   standard; mRNA; EST; 769 BP.
GTGGATTGTTCCTGCAGTGTAAATGACTGTTTTTNGTTGTTCACTTCTCCCTCTGCCCTT
TTTCTTCAAATGTGCTCTGCAGTGATGAATCNGATGTATTTTAAATAGACTCTTATCACC
TTGCAGACGCTCCGATGCATTCTCCATGCATGCAGTCATGTCTTCATTTGATCAGCGGAG
CTGACCTGAGGGTCAGACACTCCTAACACGGCTCCTTCCTGTGAAGCCAAAGAACTGAGA
AATGCTCTTTTTGTCACTCACCCAATGAAGCAGAGGGGGTTTGCTGTGTAAAGATTTATG
AGGTCTCAGGACGGCTCTGCTCTACGCCTTTCCTGCAACATTAAAGCTATGTGCTGCTTG
GAAAAAACATGTTGTTACTGCAGATGTTGTTAAAGCAGATTTGTTACTGTCATGCTTTGT
TTTCACCATCGCCATCACCAACACTGTGGATGCTAAAGTTGGTTAATCAATGATGAAAAT
CAGCAAAGGAAAAAAAAATCCCTAAACTCTTCTCTGAACTATATGACGGATGTGGAGCAA
AATCTTTGAAAAATATATTGTTTTAGATGCATTCTGGCAGCTAATCATTCACTTTTAATC
CAGAAACAAAGACAAATTGTTTTGACTTACCATTAAGGACTTGCTGTCCTACAAAAAGAA
TTCTGAGAAGTGCTAAAAGCAACAAAATTCCCCAATTTAAGCTTTTCCTTATTTAACTAA
AAACACAATTCACACTCTAAACCACAACAGGTTCGTTAAAACACAGACA
>BJ027495 ID   BJ027495   standard; mRNA; EST; 624 BP.
TCCTAAATNTTGTAATAAATAAAATACAGTTNCATATAAAAACATTCCATACAGAAAGGA
TCGTCTACCTATACAAAACGCAAACATTTCATGGGACAATATTTGCAGGTTGGAAGCAAT
GTTTTCCATGTATGAAACAGAAGACAGCGATGGGAATCCGAAATAATACAAAAGTATTCA
GTCAGAAACAGACTTTAAAGGGTTAAAAGGGCCTAAATGAGTTCTTGTTACAACGGATGC
AAATGAAAAATTACTCAAAAACGCAAACATGATTACATTTAAACGTTCATGTTTGTTGTC
AGAAAGAGGTGAAAGTCGTGGCTAAAATGCTTTGAGTGCAAATGAGAGTTTACAGCTTTT
TAACACGCCTGCTTGGATGAGACCTTCATCCCAAAACCTTCAAGATGCAATGAGAGACAC
GGCAGGAGACAGCTGGAGGTCTGGAATTGAAGTCTTTCAAACAAACTTGCATAAAAATAA
AACTACTTTCTATGTACATAGATACACTCCTCCATCATGTGGGATCACATTGTCAGGTTT
GGGGAACGTCTGCGGTTCGATTCCGCCTCATGGCGACAGTGGTCGTCCCGTTGTTGTCCC
CGGGGAATACGGCGTCCGTTCANA
>BJ027502 ID   BJ027502   standard; mRNA; EST; 584 BP.
TTAAATCTTTATTATAAAAATAGAAAACAAAATTAAGTCAACATTTATATAACCCTTATA
AGGAATCTTCACCATCCCCCAACCTGCACAATTTAAGAATCAGTGTTTACACACAGACTA
TACACAGCTTCCTTCCTTGGAGTATTTTTTTTTTGTCTTCCATGAATCATAGTTGACTAA
TTAAAATCTGCCAAACGTATTTACACAAACATGAATNTGANAAATAATGAAACGTNTGCC
ANAACAGGAGGAAAAACCTCATTGTCACAAAAACATGTGGGANATTTTACATCAAANACT
AGNGTTTATAGCTTTATCTTTACGTACATTTTCCAATGNGAAATAAAATTNTAAAAATTG
GTTTGAGGCCTTTTTGNGTTGAATTGATCTCCAATATTTGCACAAATTTAACATAACGCA
TGTTTGAAATAAAAAATGGCTGACATAGGTTGNGTCCAAATTCCTTCAATACTCACTATA
AAGCGCATTCGCCANAGCTNTCCGAATNTACAATTCCAAAATCCANAGCCCTAAAAATTT
CCCAAAAGTNTNTGTGAATAGCCAATGNGCATCAATGCTCACTA
>BJ027506 ID   BJ027506   standard; mRNA; EST; 114 BP.
TGACCTACTACNAANTGANAGCAGAGAAACCTTTACAGCCGTTTTCCTTCCTGTCAGACG
TACTTTAAGTACAAGAANGATCCATCTCANAATCACATAGTAAAANACCTCAAA
>BJ027513 ID   BJ027513   standard; mRNA; EST; 343 BP.
GAGGCCGCTCCCCCATGCACGATCTGTAACATTTGAAGAACCTCAGATTTCTGTTACCGG
GCCTAATGGCTTCAACGATTTCATTGGTTGGAACCCGACCCGCATCAAATATTCCACCAA
ATCCATTCGTCTCAAAGAGGTTGTGTTTTTTTTTTGTTGTTTTAAATAAGGCACACNCTA
GGCAGTGCAAACTACANACNCCTTCCGATTTGTACCGCTTCCAGTTCCCTCCGCCCAGGG
GGGGGGGTTTGCGGATNAAAACCCNANTGNGGNCCCANNTTCCTCCTGNTTGTTNTACGG
ATCGTCCCAACNTCCNCGGNNATGGCAAGGATNCGNATGGNCC
>BJ027532 ID   BJ027532   standard; mRNA; EST; 430 BP.
AGGTGAGCCGCTTTAATTCTATNAAGACATGAGAACATTTCCAAGTGCAAAAGTTGAAAA
ACACCTTAGCTTTGCTGGATGGCCCTTTCTCCTTCTCCTCCCTCTCCTCCGTCTCTCCTC
TCCTCCTCCGGAGCTCCGCACTCACACTGCGCTCCAGGTGAGACACCTGCCAGAAAGCCA
CGCATCCACACAGGGCCAGCAGCTGAGCCAGACACACGCAGTTCACTTGCTCATTGGTTT
CCTGAGAACCATTTGGCATTTGGTCGACATCCTTGCAGACTTCCCCACCTTCAGAAATCT
GATCCAATAAGAGCCGGGCGCTTCGCTGGAGGAGCCGAGAGCACAGCTGTTCTGGGGATT
CAGCTAGGAAGAAGATGAGACGGACAGCCTGCTCCATGAAGCTCTGCCTCGTGCCGATTC
GGCACGAGGC



>BJ027548 ID   BJ027548   standard; mRNA; EST; 787 BP.
ATGATTGTGTGATCATAAAGTTTTATTTTATTTTACAAATAACTTTACAAAACTCGTTTT
TACATTTTTGTACAAAAAAAGGCTATATAAAAATAAAACGATGGGTGGCAACATTTGTCA
TTTTCAGCAACAACAAAAAAGTATACATGTGTATATTTATAAAAAAACGTGATCGGTTAT
GAACTGTCGAAAAGCAGATGAAGGGAATAGTGGGTTGGTTTTAGCAATGGCGCGTGATTG
GCCAGCTACAGCTAAAGCCCAACCTCGCTCAGCAGCGATTCATCGAAGGTAAATCCACAC
TGGCAAAGTTGTGGGAGTTGCTTGTGACTTTTGCGCGTCGAGCTACAAGTCGCAGACGCA
GTTTGCTCAAGAGAGATTAGCAGAAGTGATGCTAACTCACTGCAGCGCTGTGGTGACGAG
GCAGGGCTCCCAGGACTAGCTTGCTTCACCGCGGACTCCGCGGTTACCCTCTGCTCTCCG
ATGACTTCCTTCATCTCGGACTGGATTTGGAGCGAGAGATTCTGGCTTCCCGAAAATGTG
TCCTGGGCCGATTTGGAGAATCCACCACCCGGCGTGGAATACCCCAAGCTGGGTCACATG
GTGTACGCTTTGCCTTTGGCGGTGGGGATTTTACTATCGAGACTACTGTTTGAAAGGTAA
GTCAGACCTGAAGTTTACCGTTCATCACTTTCATGACTTTTTCCCCCTCCTGANGCGCGT
GAGCCTGTTTGATACCTCGCAGTTGTCTTCTGCATTATACATTGACGGAAACNAAAGTCA
ACGTTTC
>BJ027557 ID   BJ027557   standard; mRNA; EST; 663 BP.
TATGGAGAAACTGTGGCATGTGTGATAATCGCACCTCAGTAAAGGAGTGTTCCATTTTCC
CACAAACACCATCTTTTGTTTTTAGTAATAGACTTTTTTTTTTACCTTAAGAAAAATAAN
ACTCACAAACCCGTGAACCACGTGTTTAGTGATTTCAAACCCAAAATTGGANAAGGGGTT
AAAAGAGGGGCTGCTAACTTGAATGACAGTAGCCCTACGTTAATACGCTCGTTGGTTTAT
TCTATCACTTCCTCCTACATGTGATGCAATCCTACAGAACATGAGCATTCCCCGTGGGGG
CAATGCCATGCATTCATGGTCTGTGAAGTCTGTCCGCTAATCAGCTGCAGCAAACTCACT
CGTTTTGTTTCTTCTTTGATGGTGCACAGTAGTGTGATGTACGCAGTGTTACGTGTAACA
GCAACGTTTGGTATTATTTGCACTTTTTGTCTCGTTTAGGGANATGTTCACGGAAACACT
CTCGAANAGATCAAAAACATTGTCATGAAAACTGTAAATTAAACACTGATGTCTGAACCG
TGCCGCTGTCTTCTCATTCTATGAGGGTCCTCTACTGCTGAAAATGACAACATCTGTACA
CCAACGCATCCGTCAGGCGTCCTCTTTATAAGTCAAATTCAAAGCGTAAACATAATCATT
GCG
>BJ027558 ID   BJ027558   standard; mRNA; EST; 755 BP.
TTTTGTAGTTGTTTATGAGATTCTTCTTATTTTTTTGGTTCAATGGTTTCTTAAATATTT
ATGTTTTTTTTTCACTGTTTAATGACGGATTCCTGTGAAGTATCGAGAAGCCACAAATCG
CATTTTCTGGATGGCGAGCCGAGTGTCCTCTGAGGATATCCCAAGATGCCACACAGCTCT
GACAGAGTTCCCAAAATGGGGGTACATGAGAACTTGCACTCCCTGCCCCAGAGCCGCCTC
CTCATCCTCCCCGACCTCACTCATGCGGGTGCAGAACTCCTGGGGGGTCATGGTGGAATC
CTGCAGGGCGAAGCGCAGGATGTTTGTTTCCACCGCAGACACGTCCACAGCAAACAGAGG
GGGCTTGCAGTCGAGCAGAGCTAAAGCGAAGGTTTTTGCATTGCGATGATCCTCCACTAA
TCTCCCGATCATATTCTCCAAGGAGAACCTGCCAGCTGCTGCTAGAATACCAGCCTGTCG
CATTCCTCCACCCAGCGCCTTACGGCACCGCAACGCTTTGGAGATGAAGTCACGTGGTCC
AGCCAGCACAGTACCAACCGGGCAGCCTAAACCCTTAGAGAGGCACACACTGACGGTGTG
TGTGTGCTGCAGAATAGTANATGGAGGCACCTCCTGGGCAACGGCAGCATTCATCACCCT
GGCTCCATCCATGTGGAGAGACACACCATACTGGTCTGCTAAAGCACGAACCTCCTGCAG
GAAGGGCAGCGGCAGCACACGCCCCCCCTGAATGT
>BJ027560 ID   BJ027560   standard; mRNA; EST; 625 BP.
GTTAAANAAATGTTAACATTTCTCATTAATCTTTTTTCCAAAGGTTCTTCCATCAGTGCA
AATCCCTAAGTGAAATACATTCACGAAACTCTCCTTTTACTTTCTTCATCTCCATGTTTT
TCAGCTCAAAAATGTTTATTTCTGTTAAAAATATAGTTCAAACTAAGTTTAACAAATAAA
AAATAATTTAAAGTAGTTATTTCTAAGACTAAAGAAGAAGCCTGACGTTCCCCTCTTGTG
CGTCGCATTTCTACTTTCACGATGCTGACTCTTCTTAGATGAGCCACATTCACTAATAAA
AGTGTCACTTTCCATGGTTGTTGCTTTAAACTTACTGTAGTGGTGACTGAAAGATCTCTG
GGGGGCGGGCTTTGGTCTGCAGCGTTTGTTTGAGGATCCATCCAGAACTTCCTGTCAGTC
ATTAAAAAGTTCAGCACCTATGAGTTTGTGATGAACGTTCTCCAAAAAAGGCAGGTTTGT
GTGCAGGAGCTCCACGGTTCTCATGGAAACGTTTTTACACCTGGAGATGTCGACCGTCTT
CAAGCGCTTGCAGTGCTGCATCANAAGGTGCAGGGACCTGTCGGTGATGTTACCGCAACA
GGAGAGGTANAGATGCTGCAGCCGC
>BJ027582 ID   BJ027582   standard; mRNA; EST; 378 BP.
GGCCTGGGGGGGCAACGCCGCCGTTTCAGTCACACAAACAAAGATATGATATAAATATAA
CCCCTCCCCTGACGCTCCATCAGGGCAGGACCCCCCCCCCCAAACACATCACANAGCATC
CGCAGCATCAGTCCGTCTCCATGGCNCCGNTGNGCGTNTCCTTGGAAACCATGAGTCTNA
TCAGCTTTCCGNGCAGCTTNTCNATCTTNTTGACGTCCTGGGCCTGGTCCGTNTTGTACT
GGAAACACTTCATAGGATCCGTTAAATACAGTTTNTNTGCGGCGCNAGCNAACTCGTCCC
AAGTNTGGAAAACCGGCATTTCAATTACTGCCAGTTAAATAAANATTGAATCTGAAACTT
AGNGGTTACCACGGAACC
>BJ027583 ID   BJ027583   standard; mRNA; EST; 363 BP.
AACATGCANTTACGGGGAANAANAACCATCNNCNCTTAAACATTTTTGCTTCTCTGAGAA



CAAACATTTGNGACTATGACTGCAAGGAAAAAAAANGCTGTTGGAAAAGATCACCACAAA
AACNGTTCTAACAGNNTCTTAACACTNGAAGGTCACAGCATACTCTGCATTTTAGCTCCT
GATCTCATTTAGAGCACCCAACAGCTGTTTAGGCCTTTTTTGTTGTTCANATCAAATCAA
TCTAGGNATTTTTAAAGGTCTGATANGTGAGCAATTGATAGGNGTGTTAAAGAGAAATTT
CTTAAAATACTGAGTCCTTTAAAAAAAAAAAAAAAGTTNGGAAANGAAAANAGTNGGAAA
ANA
>BJ027586 ID   BJ027586   standard; mRNA; EST; 626 BP.
AGTGAAAACCGTCTTTTCTGCTAAACTTTATGTGAAAAACGGAAATGCAAAAGTGTTTCT
GCCCAAAGGTGAAAGGAAATTCTGTCAACTAGCTTCTTTTTTCCGGTCAGAAATGACATG
GTGTCTCCAAAAGAAAAAAGAAAAAAGAAAAAAAAAACATTTNTACAACTGTAATGTGCA
CCTTTTGCTTTTCAAAAATCAACTACTGCTTGACANAANATCCATCTGTTAGGAGCCAAC
CTAAAGTGAATCACAGAGCANATCTGCATTTGCATCGATTGAACCAACCTACAAATTGAA
TGTGTGCTACANACTGCGCACTCGCTAAGGGAAATGCAATGTGTTTCCTGAAACTTTATT
AATACAATTGTGAGGANAGGTAAAGGCTGATGCCTGGGCGAAACACAGGAGCAAGTCATT
GTCTAATCGGATTCACAAGGGAAAANAAAAGTGAAAATATGANAGTGTAAAAGCATCCCA
GGANAGTTTTAGTGTTATCATCCGAACTGGCACCAGAAAATGCCAGAGAAGTCTTAAACC
AGCCTAAAGTTCAGGAAGGTGTCAGCTGAAGCAACACTTGGGGAATGCCCTGGCAGTCCG
ATGGAGGTTCATTCAAAAGGAGGCGA
>BJ027589 ID   BJ027589   standard; mRNA; EST; 392 BP.
AAAAAAAAAAAGAACTTGNGTTGGAGGGAAGGAACTGAGGACTTTGGTAGTAAATGTTCT
GTACANACCAGGACACATTTGACATGTGCAGCCAAATCCATCCATCCACTTCCCTGCTCT
CCCTTTTNTTNTTCAATATTTACATCAATGGTCAAAATAAGCTCACATCTGTCCTCTCAA
CTCAAGCTTAACGGGAAAAGCTTAAAAAAAANAANAAAAAAAAATCTNTTTAAATCCGNG
AGCANCAGTCCTTCCNTTCACATTTNACAACTGCAGGANCCGGTTTTGTCCAGNGCCAAC
GGTNAAGNGGGGGGGGNCCGTGTNCTGGGGGGGCGGGGCGGNTCAAGGCCACAAATTTNT
NTCCCGGGNGCTTTNACCTGGNGGCTGCCCAG
>BJ027597 ID   BJ027597   standard; mRNA; EST; 536 BP.
AAATTTATTNCTTTNAACTGCATATTGAAAAAAAATATACTCAGCTGAAATTGTAACTGT
TATAAGGATGGTATTAGTTCTCGTAATATATACATGGAGTGGTTGGCTTCTGCGTACAGG
CCACAAGTTTTCAAAATACAACTACGGGAATGAAAATTTTCAAATTAAAATATCACAGTA
AATATACAGAAATTTTACAAATCAATTAGAAAATAATGAGCACAAGCGTCATACCGCTAA
CAGCTGAAAAGTGGGAGACGGAAATATAAATTAACAATCTAAAATTGATATTGTATGACA
AAAAAAGAAGTGTCTTACATTTTTAATGAAATAAAAAATGTTTAGTAATATAGACCTTAA
ATGAAAAAAAAAAATACCTGCATCTTTTGTCCCTTTTTATTCCAATGTTTTAATTGGAAN
CATAACTGATCACTTCCATTACTCTTGTTCTGCTATTTTTCACTTTTAATGTTCTCTGCA
AAACCANCTTTATATATATATATATATATAATAATTAAAAAAGGAAAATAAAANTG
>BJ027612 ID   BJ027612   standard; mRNA; EST; 465 BP.
ATTGTGTCTTCGGGACGACAACCTCCTTTTTTGCATAACAGCAGTGCAGCGGCGGGCGCT
GTTTCGAAAAACGCCGTTCCTGTTTCAGTGTAAAAAATAACTCTTCGCCTGTGCCGTCCT
CTCGTAGTGCAAACGCTTCAAATAAGTTAGGCACATGGCAACCTGTGGTCCCAGGAAAAC
AACCCGCTTTTCCCTGTGATGAGCCAGCGTTTCCATGGCAACGTGACATCTTTCTACTCC
TTTTCTTTGGGAAAACGGACATAAACAGAATCTAGCTCAGCTTGACATTTATGTTACGGA
TAAAAAATAAATATCTGCTCTGGTCTGAATCTAGCATTTTGTCATCTCTAGTGAAAAATA
GCGGTACAAAGAGTAGCGGACCCCCCCCCCCTNATNATGAGGCCAGCACNCCCCTGCGGA
TNATGTNTGANCCGNACCGGCNCCCCAAAAAGGCGTCNCCCCTCA
>BJ027617 ID   BJ027617   standard; mRNA; EST; 686 BP.
GGCAGCTGCAGTTACAAAGTAAAAAGCAAAGGAGCTGTGCACGAGCCGAGAATCGACTTT
GTTGCTTCTGAAACAGCACAGAATCAGTCGCGTGTGCACGTACGTGCACGTTCTAGGTGG
GGGAGCATGCTGGGCCTAAAAAAAAACACTGCTGGATGCAGCTAAGGAGCATCACACGCA
GCCTGTTACATGCAGCAGCTACAGGGATGTTGGACCCTCGAGAGCACGATGACGTGCACG
CTGACATGCGCACAAAGTGCATGTGGATGTTTGCACAAACGGTTGCAGGCTGGCCAAGCC
CCATACGAGCGAGAGGAAAGATGCACGAGCGTCTCTTCATCGTCTTCGGTTTANAGTGTC
TGTGTTTTTGAAGGATTCAGACCAAAGATCTCAGCAGGACACCAATGCTCAACAATCCAA
CACGTGATGGTGATGGGGAGCTGTCAACCTTTAAGGCTCAAAGCCTTTTGCAAATAACAC
TCCCTTCACCCGTTCACCAATGCACTGGACCAATGTGGGGTTTTCAGTCTCGCCCGAGGA
CCCTCAAACACACATGGGTGGGAACCAAACCTCCAGTCAGAGGTTGACCAGTCCACCATG
CAACACAGCTGCTCACAACTGCAATCATCTGAAAGAANGCATTTGCAATAAATTCCTTCT
CCATTTCTGAACGTCAACAAACAGGA
>BJ027634 ID   BJ027634   standard; mRNA; EST; 668 BP.
GCTTTACCTCCCGCTACACTTAAAACAGTGTTAGATNCAAACAGGTCAATTAAGTGTGTC
CGATCACACAACACAGCCTGTGTGAAGCCCAAAAACACACAACACATATTTACAGGGGCA
TGTTAGGGACACTAAACGCACCAGAAAGAAAACCACCATTTCATGTGAGGAGGAGGAGCT
AAACGGAGGATTTTCCTGTGATGAAGGGTTTGGGTTAATGCCACATGCAGAGCTTCCAGA
CCTCCTCCGACACCAACCAGAGGACGGTCGGCTCAGTAAACTAACGATTCGCTCTTGAAT



CGAATGCCCTGCACACCAAGTAAACATACATGTACTCATTCCTCTTTGGCAGAGCTGGGA
AACACAGTACAATCTGGTTTACCGATGCAGTGAAGGCAACACGAAGCGCAGGGTCTCCTC
TGTGAGGAGCCCCAGAGTAACATGCATGATTTAGTAGCAGCAGCAGCAGGAAGGTTGGAT
TAGCCCCGCCTTCTAAAACATCTTCCAGGTTAAAGGGGAGGACTTTTGCGTCTTCAGCAT
GTCGGATCTCCTTTGGAAGGAGCAGAGACCGTGTCAGGGTCCCTGAAGGTCACACTCCTT
TTGGAAGTCGCTCTTCAGCGCCGCGTTTCAACATCACGTTGACACGCTTGTCCTTCACAG
TGTCGTGG
>BJ027666 ID   BJ027666   standard; mRNA; EST; 729 BP.
GCTTTGTAGTTTTAAAAACAGAATACCATAAAAATAGAAAAATCCCTTTGTTTTCTTTTT
TTCTGACTTCATCAAGTTGCTGGTGCAGCACCTACGGCCTCAGTTTGGCTCGCTCTTGTG
GCGCGCCAGGGCGGCCGGCAGCGTCGTCCCACAGGGCCCCTGGAAGTGGAACTTAAAGTG
TGTGGTGGCCGGCGTGTTCTCCATGTTGAATTCAGCAACGGGGACGCCTCTGGCTGCCAC
CTGGGGGGCAAACATGGCCGCCGGGTACACCACAGATGAGGTGCCGACCACAAGACAGAG
ATCGCAACTGTCCAACACTTCATGTGAGCGGGAAAGGACGTCTGCGTCCAGAGATTCTCC
AAACCACACCACCGCCGGTCTCAGGAGGCCACCACAGCCGGCCCGCTCGCACCGCGGCAG
CTGCTCCACGGGGATCTGGGCGTCGTGCGTGTTTGGGTCTGGAGCTCCTTTGTCCTTCAG
GGCGGGGCAAATGGGGCTCTTGTGGTTGGCCTCCTCGTGACCGCAGCTCAAGCAGCGGGT
TTTAAACAAGCTGCCGTGGATTTCCAGGATGTTTTTGGAGCCGGCACGGCGGGTGGAGTT
CGNTCGATGTTCTGGGTGATCACCGTTACTTTCCGGCCCTGTTTGCCCAGCCGCTCCTCG
CACTCGGCGATGGCCTTGTGAGCGGCGTTGGGATCTTTGGTGAGCATGACCTCACGGCGA
TAATGGTAG
>BJ027678 ID   BJ027678   standard; mRNA; EST; 566 BP.
AATACTNCCTATNNTTATCGTGAAATCCGCCACTTGATTGAGATGCAGGACGTCCAATCA
AACATCCTCTGAAACATACGTCAGTGTTTGACTACACTGAGTGCACGTTCCTCTTTCTTC
CTGTCTTCTCCCGGCGCTGAGTTGGGCTTCTGCCAGCCCCGCTATGCGGAGAGTCCTCAG
CGGAGGACCAATTCGGCCCACAGGTTTATTAAGCCCCGGCTGGCCTGTGTGTGTCCACGA
CTGAAATATTAGACATAAGTTAAATCAAGTTATTCCTATTATCAGCCCAGAACAGGCTGA
AGCGGTAGAAATGGAGGCATCCATAGAAACCTCTGTAACATTAGACTGCTTCACTGCTGT
AGATCAAGCTGAAATAACATCAATTATTACGTCCTCCAAATCCTCAACGTGTCTGTTAGA
CCCAATTCCCACTAGACTTTTTAAAGAAACTTTTCCCCTAATTAATGATCCCATATTAAC
AATGATAAATACCTCTCTGGAAACGGGTTACGTGCCACAGTCTTTTAAATATGCAGTTGN
TAAACCTCTTCTGAAAAGCCCAGTTT
>BJ027679 ID   BJ027679   standard; mRNA; EST; 653 BP.
AATGTTCCTCTCATTTTCAGCGGTAAGGAGCACCTCACTGAGTCTGAGCCGCCGCCCTCT
TGGCCCCACGAGCCGCCGCCCATTTCCTGTTGGCCTTCTGAAGAGCAGAAAACGTCTTCT
CCCTGCGTCTGACTTTAGGCCTGCTGAGTCCACCGCCCCCCTTCAGGGGGCAGGTCCTGC
TGAGTCCGCCGCCCCCCTTCAGGGGGCAGGTCCTGCGTTTGTGCTGCAGGCTGCCGCAGC
CGAAGCAGCCCTCTCTTTGGGGGCCAGGTCCACAGGGATGGTCCGGCAGAGCACAGCGGC
TGCAGAGGGGGCAGTGCTTCCAAGAGGGTTTGACACACTTCTCACAGGCGGGGCAGTGCC
TCCACTCACGGCCGTCCTGTAGCCCTCCTCTTTGGGCAAAACGACCGTTTTAGCAGAAAT
GTTGGTGAAGATTCTCACAGGAGACTGCTTTCTGCCTGATTTACCGTGTTTGTACAGAGG
ATGGTTGTCGTAGTCCACCTGGTAGTCCAGCATAGTGAAAGACGGCAGGCAGTCCAGGAT
CCGAGGCTCAAAGAAGTATGGGAAGATCCACAGCATGGGCATCTCTGTGTGGCCGTCAGC
TGAGCTGTGCCCCGCCCTCCATCTCTGCCCCGCCCTCCACGTCTGTGATATCA
>BJ027688 ID   BJ027688   standard; mRNA; EST; 703 BP.
TTGCTTTTTCCGGTTATTTCTAAAGCGCAAGTTTCCTTAAAACAATGTACACACCCAGTT
CATAATGCCATAAAGATCTTGGACGTTTCAGTTAAAATAACAGCAAGAAAATTAAAATTC
AGTTTTATAAAGACAAGAGAAGAATAAAAAGGCACTTTCACATTATAAAAACAATACACC
TATAAAGGTAGCTGTTGTATGCAGTGATAAAACTACAAAGTTCTTTTCTTTCAGGTTTAA
TACAAAAACAGTTCTATAATTGTCATGTTAAAATGCTATATAAAAAGTGACAAGTACATA
GATTTGTTTCTGTTCCTTCAAAATATGAAAAGACATTATGATTTTCCATTCTTGGAATGT
GCTTCTAAACATATATCATACAAAATAAAAAATAATCTCAGGTTTAACTTATTAAATATT
AAGTTATTATGCATAAAAAAATAATAATGGGTTTAGATACTGCATCATTGTATTGGAATG
TTAAAATACTTTTAGTTCTTAGGATTTCTGAAATTTTTAGAACACAGATGATTCATTCTC
CACAGAAATGAATTGTTTATGAAAAGTAAAGTTCATTCTATTTATAAAGAGTAAGTGACT
TAAAGAAGGAAAAAAGAGTGTAAATATTCCAATCCATTAAGAGCTAAGTATTTTTTTTAA
GTTATGCTGGTTGTCTTGAGAGCTGAACATCAGTTACTTGTTC
>BJ027700 ID   BJ027700   standard; mRNA; EST; 534 BP.
AAAATACATAGTTGCAGGACTTCTAACAAAGGAAAAAATTATTACAGAGAATTTTTAAAA
ATAATTTTTCATCATGTAGAAGTTTTAGACCTCTTTGACATGTAATTTAAATGATTTAGA
AAAGCCCTACAATAATTCAATAGTAAGTAAATAACAATACATAATGACAACATACATATA
TAATAAGTCAATAATAATAATAATGGATTAATAGTAAATAATAATAATAATATCAATAAT
AAGTCAACAGTAAGTCAGAAAGTCAACAACAGATTTGCCCAAAATAAAAGGAATAAGAAG
ATAAAAAAAAAAAACAATAGATTTACCCAACTGGTTCATGNGAGTGATCAATTTGGNGTA



ACACANATGGTATTGNGCCGGGTTTCAAGNGAAAAGTTTCCACAAATTAATTGCANATAN
AACATGTTTACNCATCATTTGACAAATTCGTTNGTATTTTTGTTAATCATTGAGTACCTC
AGTCCTTCACACACTGGGGTTCATGNGTTTCTACCTTTGGTTTGGGGCTGAGTC
>BJ027725 ID   BJ027725   standard; mRNA; EST; 469 BP.
CAGATTTTNTTTTAAGAGGCTTATCTGCACCAACATGAGGCCTGCAGAGTCCTAAAACTG
ATCGCTTCGACTTCAGGCTAAAATTCGGGCCGCTGCCCTGTAGACGTAGTGGTTTCAGTG
CAAACGCCTGTGGAGGCGGAGCCTGTGACGGGCCGTCCTGTTCAGGGTCATCACTGATTA
GTCTTCAGCCCGCCTCAGTCCTCCAGATCCTCCGTTGGCTGACCCGGCAGGATCCAGGCC
CCTCCCCTTTCAGGGTCCTACCCTCCAGACTGAGGGAGGGGTTAAAGCAGCAGAGGTGTG
TGCTCCCCCGCCGGCTCCCTCCGTCTGGTGAGCTGCCGCGCTCGCTCCAGCAGGCGGCTG
GGCAGCGGCGGGAAGTGGTGGCTGGGGTCCAGGACGTTGGTCTTGCGGCGCTCGCGCTCC
TGCTGCCACATCAANGTACGGGCTGGGGGGGAAGAAGGGGCGGGCGCGC
>BJ027726 ID   BJ027726   standard; mRNA; EST; 762 BP.
GTGTGTGTGTTTTTGCCTTACAGTACTCTTGGAGTTTACAGCGAGAGCTCGACACACCAG
GTTGAGGATTGGTTTTACTGGCAGACGAACAGCTGAAGCCGGGTCCACCCTGAGTGTGTG
TCTCATGGCTCTGCACACAGCAGTGTATCTTTGCTGGAGGCGCAGCAGCAGCAGCGGTTC
TGTTGGGTCCAGGTAAGGAAAGGCGAGTTCCACTCCAGGACCTGTGTACTGCACCACCAT
TTCTGAAAGAACAAAAAGAACTTTCACAAAACCTGGTTCTAATATGTGAAACGATTCAAG
CTGGGATAGATTCTGGTCTGTTTCTCTCTGTCTGTCCCATCAGGACCAGGTTTGTAGTTC
TCCAAAGCAGTTCTAATTGAAGTGAATCCTCCTCAGAATACTTCAGTCTTTGGCTTCAGC
TCTACTTATTTCCATATTCAACTAAATAAACGGTTTATGTTGAAGTGGGGACTTATTCTA
TAGGCTACACAAATAAAATAATCATTTTTATTCTAGACTTTTTTTGGCGACTATGGGGCT
AAATTAACAAACTTTATTTTTCTCTTTGTGTTATTATCAGATATACAAATGAACGCCGTT
TTCCCTCCTATTTTGGACTGAATGTGTCATCAGAGCCGTCTGTAAGACAGGAAGCAACCG
AAAAACACGGTGGCCAAACTACGGGCCGGGGGCCATAAGTGTTCAACCATTAAATCTGGC
ACGCCAAACTGAAATTATTTATATTGATAATCCTAACTAATG
>BJ027727 ID   BJ027727   standard; mRNA; EST; 679 BP.
AAATCGTTTATTTATTTATTTATTGATAGTATCTGTGAATCCTGACACTTAGTTCTTGTC
CACTAAAACTGGCTCCTCTAAATGTCTTTAAGTCAAAAAGGAGTTAAAGACACAAACTGC
TCTCAAATTAATCCTAAGGTCACAGAAGGTCATCTGAGGTTTAGCGATTCTGCAATTTCA
GAAGTCCATCGTTATCTAGTTAATGAGTTTATCACAGTAAAAGTTTGACTCTAACAAATA
CAGACATTAATCACAGCCATGAAATGACATTTTTAAAACACCAAACTGTTAAACCAGGCA
GTGTCCAGCTGCAGCCACTGAGCATGACAGGGCAGCTGTGGGTCACAGCGCCCCCATCAG
GAGAGGACTGTCAATGCAAGCTGTAGATTCAGACCCATTTTCATTCTGATCCAGCTCAAC
TGGTTCGTGTCGGGAGTCTCAGAGGAAGCAGACTTCACCAGGAACAGCTGGGGCCTTTTG
TTATCTCAGCTTTGAAGTGTTTTGGGTGTTTTTAACCCTTTTCATGTAGCATTTTTCTGA
TGATGCAGGACACATAAAAAAATTAAGATTAAAATTGCATTTTGAGTATTTCCTAATCCT
GTTTGTGACATAGGAAATACGCTGGGGGAGGGGCCACAAGCTCCCAGCTNCGCTCCATTC
TGATTCATGAACTACGAGA
>BJ027728 ID   BJ027728   standard; mRNA; EST; 661 BP.
TGTCTGATNTTTATTTAGCCAGAAAAGATGTTTGACAAACAGTTTAAGATTGTTGCTTTG
TTACAGACCCGCTCTGGTGGAAAATTATGTTTTTGGCGTTTTTAACATGTTCTTGTGGCA
TTTTTCTGATGAGCGAGGACATTTAAAGAATAAAGCTCCCTGCTCCGCTCTATTCTGAAA
CATCCACTGGGAGATGACTGGATCATGGATGTCTCCGTTTTCCTAGTTTTAGCTGGAATC
TGCCTCAAAACTATACCTTCAATAATTTTCATTTTTGTTGCACCGGTAATGTTAGGTTGG
GGGTGAGGGGACCTGTTAGCTAGTGGGAAAGAGTGTAAACAAAAGGATGATGGGAAGTGG
TCAGAAACTATGTCCTAGAAAACGACACAGGCTTTTTGATTTTCTCTGAAAACTGCATAA
TCATAATTAAAAGAGCACGAGGAATGCTTTGACAAGAGATAAAAAGATGATCAGAGTGGT
CTATTAGGTTCTGGTAGAACAACAGAAGCCATGTTTTTCCATAAAATGCAGACAAAAACA
CTAAATTCCAGTGCGTTCATACATACAGCAGAAACGGCGTAAACATAAACCTTAACATAA
AAAAGAATAATTTACATAATAAGGAAGACAAGGGATAAATAGTGACCCCCCCCCCCCTTT
A
>BJ027738 ID   BJ027738   standard; mRNA; EST; 220 BP.
TTNTGTTTTGTCCCTTTCGGGGTNTGGGGCTGCTGGAGCCTATCCTGGCCCTTGTGGGCG
AATGCAGGGGATGCCCTAGACAGGTTGCCAGTCTGTTGCAGGCTAGAATGTCCACAATCA
CACAGCCATTCACTCTCACACTCACACCTACGGTCAATTTAAAGTTGCCAATTAACCTAT
GAAGCATGTTTTTTGATAGTGGGAGGAAGCCAGAGATCCC
>BJ027744 ID   BJ027744   standard; mRNA; EST; 135 BP.
ANTTTTNTNATCCCNTTTTNNTNNNNTTTTTTTNAAAAAANCNNNAACCCNTTAAAAAAN
CNCNGGGNAAAANTTTTTTNNTNNAACCCAAAAAAGGGGGNANNNCCNGTTTTTTTAAAN
CCCCCNCCCCNNNAA
>BJ027748 ID   BJ027748   standard; mRNA; EST; 709 BP.
TCATTAATTAAAATAAAGNCCCTATGATNCCTTACTTCTGTGTACAGTTTTCTGTAATGA
AACAGATTTGGAAAGATGAGGTGGAACATTTGGGTCATTTTTTTGTTGAGATGTGTCCGT



TTGCAGTTCCATCTACACGATGGTCTAGTGCCTTTACATGTCCTCCACGCTCCATTTATA
AGCTGCCTCCTGCATGGCTTTCTTATCCGCCAAACGCATGTAGCGCTTCTTTTCAAACCC
ATTCGACCTGTCCACTCCATCCCAACGGTAACCGGGAGGAATGTTGAAACGGTTTGGGGG
TGGCGTAGGTCCATTGTAGCGAGGTTTGTCTTGTGTTTTTGAGCTTTTTTCCTTTTTCCG
CCGAAGCATGGCAGCCATGGGATCCCCGTCCCTCTCCTGCTCCCTCAACATGCGGTCCAG
ATCTTCGTCGTCACGGTGACGGGCCAAGGGCTTCTGGGCTTCCAGCAGGGCGTCCTCCAG
CTTCTGCTGCTCCATCTGATTCTGAGCCAGCCCTTTACCCCACTGGGCATATTTTTCATC
TTTTGCAGCCTTTTCTCCTGCTTTTCTCTTCTGCTCCTCCCTTTCTGAGGTCAAATCCCT
CCTTTTGCCACTTTTGTCTCGGAAGACCGTCTCCGCATTACGAGATTCATCTTCAAGAGG
TTGATTCTTTTTTTCTCTGCGTCGGTTTTCCTTTTGCTCTTCCCTTANA
>BJ027749 ID   BJ027749   standard; mRNA; EST; 730 BP.
TTTATTAAATGTAAAATATCCATTCCCTTTAAAATACTATCAATGTGTTTACTACGTCTA
AGCATGTTGTTCAGCAATACAGCAATTCTTGAGTCTTTACTAGAAACGACAGCAGAGCTC
TTAAAAAGTCTTAAAGTGCCGTAATTACCTTGACATTATTGCATTGTTACTAGACGTTTA
TTGTCAAATTATATACAGCATTGTACTTTTATACAAACATACAAAATGTATTTTGTGATA
AAAATGTGTAAAGATGTTGTGCTTCGGTTTCTTCATGCACTTCTGCTTGTCCTCCTCAAC
AGCGGTAACAAACAAAACCCACAATTTAAACCTGACAATAATCCTTTACATTTTGGCCAA
GAAAAGAAAAACACAACAGGGTACAGTAGTAACACAAAAAGGGGAGGAGAAAGAAGACAA
AGAAACTCAGAAGGCTTTGTGAAGAACTGGAAAACGTCCAACATCACCCAGCCACAAACG
TCAAACGGGTTACTCCTGAGCTGAAGATCCAAGAAGTCCGACTAGAATGTTAGGCTACAA
ACACGCATGATGTTGAGTTTTTTCAGCCTTCTAAAATAGTAGCTGCCTGCAGAAACAAGT
TACAAGGATGCTGGATGGTTACACAAACCGGCGTGAAGCGCCGACTTCTTTTCAAACAGG
CAGAGCGACAAGCTCCGCCCTGTTCAGCGTAGCGGCCTAGCTTATCCTCATATGGACAAA
CTGTGAACCG
>BJ027766 ID   BJ027766   standard; mRNA; EST; 713 BP.
TTTTATTGTCTTAAAAAGATAAACAAGTTTTTAGTGAAATGAAAAAAAGTTTTAAAACGT
TCAGACATCTGCTTAACTGAGGGTTACGACCACTTCAAAATAAAAGCTGGATTATGGACA
GGAGGTCCAGGAGGTCCCGGAGGTCCAGGAGGTCCAGGAGGTCCTGGTCTAAAGAAAAGT
GCTGCTGAATTAAAGCTGTTGATGCGAACACCCGGAGGTTAAACCACGCCTTCACTGCAA
ACGAAGCTCCTCCCCCTTCCTCCTGATCTCAGATCAGCTTAGTCACTGGCCAAAGCGCCA
CCTACAGGCAGCAGCCAAACTGCACCCGGCAGCAGTAAATTGTTCATAAATTCGTTGAAG
TTAGCGTTGTTGTTTCCACGGCGACGACTCTGGGGTCAAATCAGGACACTGGACACCGGC
ACCCGGGTGGAGCGGCCGCTCTTCGGGACAACGATGGGCTCGTCCTCTGTGGAGGAGGTT
TAGAGCTTTAATGAGCCGCAGCCTCCTGGTCACAGCAACGGGGGTCCGACTCACCTGTGG
GGGCGTAGTTCTCTGCGCGGTTACGATCTTTTTCGATGAAGAGGGCGGTGGCCAGGAAGA
AAGCCCCGCCCACCACAGCCACGAAGGAGCAGAGCAGCAAGGACAGCTGCAGGGAGCGGA
ACTGCCAGAGGAAGGAGTCCGTCTTCCTCATGTAGTCTGACACCACTCCTATC
>BJ027768 ID   BJ027768   standard; mRNA; EST; 296 BP.
AATTTATTTAGCATTAGTTGTTTTTACATTTAAAACATCCCAAACCGCTCTCAGCAAAAA
TGAGTCCAGGCGTAGCGGAGGCTAGAAATCCATTTGGGTAAAGAGCACGTTTACAGTTCA
TGAGGAGATGCTGAACCTTTTACAAGTCAAAGATGCTTCAACAAAAAAAAAATAAAAAAA
AAAANGGCTNTTTGCNTGCCAAAAGCTAAAAACATGCNCCAAAGTNTCAAAAANNGACAA
ANTAAAAAAAAANCTGANCAGGGTTTNTGNGGGGTNCCNTTTTTTTTTTAAAACNC
>BJ027804 ID   BJ027804   standard; mRNA; EST; 726 BP.
TCTGATGTTTATTAATAAGTGAAACACAATCAAAAACAGAACAGCAGTGACAGAGTTTGG
CTTACACAAGCATGACAGTGATTGGAAACTTGGACAAAGGAGCTGAAAACATCAAACTCA
CGGTCTCACATCCTTTAAACAGAGCAGCTTTATTAGATTAAAGTTTGAATGTAAAAAAAA
CAACAGCAAACATACACATAAATACCAGAGCAAAACTAAGAAGATAGTTCCTAAAACATG
TTGGAGCTTCTTTTGTTTGGCAGCTTGGAAACATCTTGTTGGAGAAACATTGTGGACATT
TCCAGGAACCCCTACAGTAGAACCTTTCCACGTTCAGAAGCAGTCCCGACTCAGTCGCAG
CTGTCTACCGCCTGTGATGGTGCAGTGTCCCCGTTCAGTCCTGGACTGGAACTGGTCTTC
GTGCTGCACTCTGACAGCAGGAGGTTTTTGTAGAAGCATCACAGGCACTTAAAGGACAAC
AACACCGACGAAAAACTGGGACAATCGTCATGCAGTGATACAGTTTGGCCAACGTGACCT
GTGAGGTCACGACTAACACAGTGGAGAGCTCCATAACACACGGGTCTGTTTGACCCTGGC
GCTTGTGCAGCGAACAGACTTGGTTTTGTAAAGCTGAATACCCGTGCAGCAGAAATAAAA
GGGAACCAACTTTACCATCGGATTGTTTTTATGTACAGCCGTACAGAATATCTAGTCATC
TTTCTA
>BJ027816 ID   BJ027816   standard; mRNA; EST; 719 BP.
GTTGGCATCTGCCTCAACACCGNACTCTGTTTTNCTGAGGCACCAGTGCTGCTGGGTGTG
GAGGAACCATTATCTGGCTCCGTCTTGACCGCAGGTTCCCCAGAAACTGTGGTGATTGAT
GGAGAGGTGGTCTCGTCTTTCACGTCCATCTCTGTGCTCGACTGCGACTGAAGGATGCTG
CTTCCCTTGTTGAGCTCAGCTTGTGTCTCCCTCAGTCTCAACTTGTATTTCACAACTTCC
CCCTTCAGCTGCTGGTTGTGGGTTTGCAGTGTGCTAATAAGATGTCGCATCTCTCTGTTG
ATTGGACCTGCTTGCTCGTTGGCAGCAAGAGTCTGCTCAAACTCGATCCGTAACATCTCA



TACTCCTTCTTCACCTGAGCCAGCGTGTCCTCCAGCTGGAACACTTCTGTCCGAACCTTC
CTCTGCAGAGCCACCTCATCGTTCTCCATGTGCTCCAGCTGTCGAAGCCGTGCGGTCCGG
GTGGTGTTGAGGCGAGCCCGTGTCTCATCTAACTGAGACTTTAGAGTCAGCGACTCGTTG
TAGAGAACAGAAAACTGCGACTGCAGACAGCGATACTCTGATGTGTCTTTAACTAAACCC
TCAGCTCGACTTAGAATCTCAGCCGTCACATTGTTGTTTTCTTGTTGAACATTTTGCAGG
TCCTGCTGGAGCTTCTGCAGCTCTATGAGGCGATTCTCTGCCAGTTCTCTGTTCTCCTC
>BJ027841 ID   BJ027841   standard; mRNA; EST; 110 BP.
TAANTANTAGGAAAAAAGGGTTNANCTGNTTAAAAAAATNTGATCANNTCNTGNGGTTNG
ATCCAANTTAAACTCCGTTAAAANGTAAAANGGCTTTCTTAAAAAAAATC
>BJ027842 ID   BJ027842   standard; mRNA; EST; 310 BP.
TGCTACAGAAAACAACAAAATAAACATTTAGAAAATGACTTTAACACGGACCTTCATACA
AGTAATCTTGTAAAACATTTGTGTGCCTACGAGATCCTCAGCAGTAAAAAATAAAATCTA
CGTGAAAATGACCCATTAAAACTTTTTTAGTGCAAAGGCTTTTTTACAATAAAAAAATAC
TGTNACGTAAGGAATTATTCTGACACAAGCAACAGAAGACATGGGGTCTGTGTGAGGTGA
GATGGTTAAAGGTGTGTGTCNGCGATGGGGATTCNCCTCAGCTCTACTATNTGGGAATTG
GNAACACTTC
>BJ027854 ID   BJ027854   standard; mRNA; EST; 176 BP.
CACACAAAACACCATCCTTTTGTTTTTAGTAATAGACTTTTTTTTTTACCTTANNANAAA
TAAGACTCACAAACCCGTGAACCACNTGTTTANTGATTNCAAACCCAAAATTGGANAAGG
GGTTAAAANAGGGGCCTGCTAACTTGAATGACANTNNCCCTACGTTAATACNCTCG
>BJ027899 ID   BJ027899   standard; mRNA; EST; 166 BP.
GATGGTCTTGATGTTCCTGAACGCAGNTTNTNTGGCTNCGGTGCACAGCANCCAGATGGC
CTGGTTGACCCTGCNGAGGGGGGACACATCCACGGNCTGCCTCCTGACCGTACCGGCNCG
ACCGATACNGATGGAGTCCTCACAGGGTCCACTGTTNATGATNGCG
>BJ027907 ID   BJ027907   standard; mRNA; EST; 711 BP.
AACGAATTTATTAAGTATGTACATTTATGACACCCCAATTAATCACAATGATATGAAAAA
CTTGCTGGATGATTTAGTGTCAAACAGAATTGTAACATAATTCAACTTGGGACAGTTAAA
ATATTTTACACAAATGCACCTACACAAACAAAACAGTTATTTGCCATTCAAAAAACAGAC
TAAGTTTCCAACAAGATAGAACTCAAAAAGTTACTCGTATCCTTATTCATGCAATGTAAT
ATTATTGAAGTCCCAAAAATACAGCACAGGCATTTCAAGAAAATGTCTCACATGCTATAA
AAATAAGAACAGCAAGTATAGAGACCAACAGTCTTCTGGAGATATGAAAACATATTAGTC
CAAAGTAATAAAGATGAAAAATTGTATTTAGCCGTATTGTTTGGTGATGATGAAAGAATA
AATCAAGCTTTCCAATGCTGATCAAACATCTTTTGGTGCCTAAAAAGTAAGTGTTTGTGA
ATGTATGATTGAGCTTTTAATGAGTATTTTAAATGGATGATCATTACTGGGCCTCAGGAC
CAGCTGGAAACGCCGGGATAATGATGACCACCTACACTCATGGAGGAGAGTTGAGAACCA
TTTGCAAGAGATGGAAACATGCAGTTTCGATGGGACATGTCTCCAGGGTGAATACAACCA
GCCCGCGCTGTTGTCGCCAAACAAAGGAGAGACAGTAAACGCGAATGCATG
>BJ027914 ID   BJ027914   standard; mRNA; EST; 275 BP.
AAGGATGACANGTTGAGGAATCGAGGTGCCCTTTGTTTCATACCGTGCAAACATTCACAC
ACACACACACACACACAACTTTCACTCATTCGGACGAAGTTCTGGATCACGCGAGTTTCC
ACACGGNTCTCACANTATGTCANNGTCANAGNGAACTGGTCTGCAGAGTAACTNGGNCTT
GGTCTTGGTTTGTTNGTTTTTTNCTCCCCTGTCTTTCAAATGAGGCANAAATTATTTGGA
CAATGAAGGACTTACAACAAAAAAAAAAAAAAAAA
>BJ027971 ID   BJ027971   standard; mRNA; EST; 294 BP.
AATGAAANGAGTTTGNATTTTCAATACAGTCCGATCTTTTTTTTACATTTTTATCCACAN
ACAAGTATTTCTGCATTTTTTGCTGCTGCTTGGACATGATATTGGTTGATGAGGTTTGTC
CATGTAGTTCTGTAAAACTTGTTGTATTTCATATACTTTNATTGNGAATCCCCCTGTTTA
NCTATGATTTGTANCATTAAAAANATTTTTTTTGTTGTTGCCAAAAGTGCAATCTACTGT
ATTGCACAATGCCATTTGCTGCACACTTTATTTTCCCCTCNCCGTAATTTGAAT
>BJ028037 ID   BJ028037   standard; mRNA; EST; 613 BP.
TTTATTAATNCTCTGATAGTAGCATNAAATAACAAGTTAAAATGCTCTTTTTTGTTTTGT
TTTCTGAAGATAAAAAAAAATGTGCTGGATGTTTTCTTGGTATCTGTATACAGAAAGACA
GCAGTGGAAATGATCTCATTCTCATACATGGCTAATGTGGTCTGCTGAAAAGTGCTATTC
TAAAAACAGGAGTGTGTGCACACACAAACACTACATCAATATCTCACTTTAGAACTGAGT
TAAGAAAACAAAGCTTAATTGTCTGTCTTTTGATTTTAGAGTGTTTTTACATTCATCAAT
GCCTGTTCTGGCTCTGCTTTACTGCCTAACTACATCTAATACCTCCAGAAAGATGAAATA
AATACATTCATATATGGTGAAATGTGACGCTGAGCTAAACGCTGACTTTTCAAAGGAAAA
CGTGAGAGATCTTACCTTGTGGTCATATGGGTTATAGGAGTGGAAAAGCTGAGAGAGCTC
TCTAGTCCTTTGCTTCTTCACTTGTGCCGGCACCTGCTCCATCTTTGCAGCAGGTGTTCC
AGGTCTGGGATAGAACTGATTGATGAAGAGGCTCGGGAATCGATAGAGTTTCACCAACTC
TAGTGTTTCTTGG
>BJ028039 ID   BJ028039   standard; mRNA; EST; 656 BP.
TATTTTTGCAGAGTTCTACAAAAACTCGGAATGATGTCAGGTTCATGACATCATTATAGA
CTCTCCCGGTACGGGGAANAGGGACAGGTTCACCCACAGGCCTGTGTACTCCCCCAGGAT



TAGCCGGGACATGATGACTGTGAACATGGGGGCGGAGCTTTTCACCGTCTCAGCAAAGGA
CACGGCCACGTTCTTCAGACTCACTAAACCAAGAACTACCGTGATGAACCTCACGAGTCC
GACAAACAGCATGATCATGATGAAGTTGGGGGGGTACTCGGCTCTGGACTTGTGTTGGTA
CAGGCAGCAGGGGACGAACATCTTCAAGCAGCCGATGACGGTGGTGGACAACATCTGCAC
GGCACCCAGCATGCTCGGCTCCCCCTCCANCAGCGACAGGATGTACTTGTTGAGGAACAG
GGTGCATGAAGCTGAAGAAGTACCACAGGGCCAAGTANGTCATGGAGCGCAGGTTCCACG
TCCCGGACTCGGCCTCGATCACGGTGGTCTCCGTGACCGTGATCTTCAGCAGCTGCTCCC
CGGACAGGCTCTCGCTGCGCGCCAAAACCACCCGCTCCTGCCGGTTCCGGAACGGAGACA
TGAGGAGCCAGTGGCGGGCGGACTGCCTGCTGCCCGGCATCTCACCGGGAGCTATG
>BJ028078 ID   BJ028078   standard; mRNA; EST; 454 BP.
CCACATTCATGANCNTAAAAAGCNCAGGACANGTGAACANATGAGAAAGAGGAAAGGNGA
AACGATCTGATGTCAACTTTCCTAGTANCCCTGGNAAATTCCTTGTTTGGCAAACNAGGC
AACACAANCTTGGAGTANTAAACAAAGTCAAAACTTTTNTNTCCCCTAGGTCTACTTCAA
AGTTCCNTTCAGTCCTATAACGTNTGCCAAGTNTACTAAAAACAAATNCAAGTCAGTCTN
TNTTTNTCCACCAACAANAACATACNACCAACTGAATCAANACTTTTAAAAATATAGNGG
CAACCTTAAACACAGCCACCCAACTTTCCCACAAACNCAAACTATGGGGATGAACAAGTT
AAAAAAAAANGGGGGGGGATGTTTTTTTTTAAAAANGCAAAGTCCCCNTNCCCCCGGGAA
NAAANCAAAAAAANAAAAGNCTTAAAAAAANTCC
>BJ028097 ID   BJ028097   standard; mRNA; EST; 806 BP.
CTTTTTATTAACTGTTAAAGTAAACAGATTTTTAATACCTAATGAATGCTCCTAATGCAA
ACAAGGTGCATCCACAAATAACCACCTTTGGTGCACAAAATACTCTGAAACATGAAAGTT
TTTTAAACAGTCAAATCTGTAACACAATTAGGCTTAATATTGAACTGAAAACATAACAAC
AAAATGAAAAGGTTTTGAATTCTGCTGTCATGACGACTGGATTTGGAAAATTAATGAGAA
AATAACATCACCTGAAGAGTTAAAAAAAGAAAAAAGTTAAATTGATCCTAAACTAGGTTA
CTGTTAAAAGGCACTTTTGCTGTTCTGTATCAAGTGAGCTTTAGTGTCATCACATCCCAT
CGCTGTTCCAGACAATAAGCCCTTTGTTCACGTCTCATTCCTGAGCTTTCTCCCACCCAA
AAACCCTGTTAGACCACAGCGTGCTCTGCTGCTACAATGACAAGTGGGTCCTTTTCTGCT
GCGAAGAGATTTAAAGTTGTTTTGTTTTGTTAACCAGGACTTTAAGATGTGTTGTGGGGC
TACAACTCAGCTTTCTAATAGGTCAACCACTCACACAGAACACACCCTCCTGATAAAAAG
TTAGATGGTCAGTAAGATGTGAAATTATAAAAGACATAGATTACATAGACATAGATTTTC
CCATAAACATCAGGTAATAAGCTTCCTTCAAATTCCAATTCCAAATGTCTACTTTAGGAA
AATATGAACAAAGTCATAAAAGTAAAGCAAAGGAAAAAAGAAAAAAAATGTGTTTTTGGT
GGTGTTTTAATTTGATTTTGGCTTGG
>BJ028099 ID   BJ028099   standard; mRNA; EST; 708 BP.
TTTTTTNGGGGAGAAATAAAACGAGTAACGTCTTCACCAAAAACACATTGCAGCACCCAT
TAACAGTGAAAACATGAATGTATTATTGAAAAAACAAGATCCGATCAGCGACTGAAGCTC
TCACGTGTCGAGTCTGCGTTTCTTCATGTGCTGCCCGTTTCTGTGTGGACTGTATTCACC
TGGTCTTCCCTGATGATGCTGGGGTCTGTACAGAGCCTGGTTGTGTGCCATGTTGTCCAC
CAAAGATCCGGAAGGTCTGCCTGGAGCTCTCTGAGGCGTCTTACTGCGAGTCTGCATCTG
GTGATTACTGGGAGTGCTGGGCGTGAGACCTTTGGGAGACGAGCCGCACGCTGGAATGTT
CTGCTCATCAATCCCATCCAGAGTGAAATCCCAGAGCTCGGGATCGTCTGCTAAACATGG
GTCCTTGCTGCTGGGATGGTTTTCAGTAGAGATGCTCTCGCTGGACCTCAACTCTCCGCT
GTGACCTCCAGAGGATCGCCGTTCACCAGGTGCCGGAGACTCCTCTGTCTTGACTTGATC
CAGGTTCTGCTGGAGCTTCTTGGCCTCCATCTCCTTCTTGAACTTCTGCTGAAGTTCCTG
CTGTCTGAGTTTTCGTAAGTGTTTAGGGTCTGTGTGCACCTCTGACCCAAAAGATCTGGA
GCTGACATCCTCACTCTTTACGTTGGGAACAGAGCTGGCAGCACTCGG
>BJ028107 ID   BJ028107   standard; mRNA; EST; 697 BP.
TCTGTGCGGAAATAGTTGATNACTCCAGGCAGATTTTGCCCAGGTTTGGAAATAAAAAGG
TGCGTGTAATATAGCCAAAAATTACTATAATTAAACATCCATTATTGGGATTAAACTAAG
GCATCTCCTGTGTTGTATGAGCCTTTACTTACTGTGAGACTTTGGTGTTGGGAAATTCCC
TGCTGGCAGATAAATCAACACAAATCTCCGGGGTGCAGGACTCACAATTTAAAACCACAT
AAATTATGCCCATTTTGTGCGTGGTTGCCACATTGAGACAAGATTTTACGCACAACTTTT
TCCGCCACTGCCAGCTCCATTACGCACACACATGAAAGAGTTGCTTGTTCAATGAAAATA
GGAGACTTACTTGGGATTCTGTGAGCTCCAAATGATGGTCTCCAGCGTTTTGGCTGAAGG
CAGCCCCGACCTGCACATTAAAATAAAGATCCAAAGGTAATATTTCCAACAAGCGAGTCC
CGCCATTCTGATAAATGTGAAGAGCCGAGAACTCAGAAGCGACGTGGGACAGCGCGCTTG
GCAGCCTTTATGTGAGGTTCGGCCGGTGGGAAGGTGAGCTGCGATCAGTCGGGAGCATGC
GAGGTCGATATCAGATACATGTCCCAATAAGCGACTTCTTTAGAATTTCCTCCAGACCCC
GTGTCCTTGCTTGACTGATCTGTGCGCANGTTCTGGA
>BJ028108 ID   BJ028108   standard; mRNA; EST; 757 BP.
CTTTAATGCATATAGGGCCATAATTAATTATNAGAACGTTTATGTACAGGGAAGCTGACG
TTTCACCATTAACAGGAGCACAGTACTCACACTGACTTTACTTTGTAATGAAATGGTAAT
TAAAAATAATACAGAGTAAATGCCTATTACAGTTTTGTGAATAAGCAGTAAAAATGTGGA
TTGAATCAAGAAAAGATCATATATATGTATTTGTGTCTCACGCCTGTCCTGATTTAATTA



CAGTCAAAATATGCTCCAGGCCCACAATGCAGGATTGTTAGATCTCACAAATTTGAATGG
CAAAAAGATCCTCCAGATAATTCCTCCTCTTAGGACATAGGACAGTTATGAATAATATTT
CTATTCATCCTGACATATATTACATCTATTTTACATTCCACAAACACCCTTACAGAGAGG
GCTACATTCAGCAAGGTTTTTTTCTCATATTTACTTCAAGGAACAAATTATAATAACTTC
AAATGAACATGAACTTCTTTTCTGAATAACTTGAACAAATATGCAACACGGTGAACAACT
GGACTCATGCTCCTTGTTGTTGCTCCCATGAAGGCAGCCGAACAGGCCTCACCACAACGT
GAACAACAGCTGGACATATTTTGAGGTGTAACTCTCAACAGGGTGACTGAGGACATATCA
CAAATATTTGAAACACCATTCACAAGAAGTACAGAGTAATAGAGACACGGCTTCAGGCTA
CAGCGGGAAAACAGANGCCCACTAATGTGTTCAAGAT
>BJ028147 ID   BJ028147   standard; mRNA; EST; 745 BP.
AGGTGGCATTTACAGAGNCTTCGATGTTAATCCCAAGAGACAATCAAACACAAGTATGAG
AATACAGACGGCACATTGCACTGGTCACCAGCAATATTTGACCTTATGGCTTCCTTATAC
CCATATGTAGATATATATGGTGCCAGTTAAGAAAAGTTCTTAAGAGATGTTCAGATATTT
TTATTTGAGATATGCTTCACCTAAACATTCAGCCTCTTCATCCCCGTTTCTGGCATTCTC
AGACATAGATTCAGGTATTCAGGAATGTGCTTTGCTTAGTCAAGGCGATAATTAATTTAT
CAGTCTGAGTAAAAATATGTAAACAACCTTGCAGCTGGAGATATGCATACTTGCTCTAAA
AAAACAGCATTCTAGTACATAAAGAGTTCTGCATAGAGAGTAAAAAGTTGATGAGGGCCA
TCTCTTTAGAGATTGTAATGTTGTAGTTTTGACTTCATTAAGAGGAGAGCACATAATCCT
TCTGGAAAAATTCCTTTGTTAACCAAATCAGGTGGGGGCACATGTACGTGTTTGACTCAT
TCAAGACAAGAAAAACAGATTTTTTTATTCCTTCATTCGAGGGAGCGCTCCCAAACTTTT
AAGTGCCACATCAATGAAGGCGGGCTGTCTAGACGCGCTTCATTCCTCGACCCATCAAGC
AGGCGAAGACCGTCATCACCATTTTTGGCTTGACTTCCACAAGGTCCTCTGGAAGTGCAT
AGACGCGGGCTCCAATCTTTCTTGC
>BJ028158 ID   BJ028158   standard; mRNA; EST; 725 BP.
TTTTTTACATTTTTTCTAACGGCCGCTAGGGGGCGCTCGAGCAGAAGGGGTAGAGTGAGA
CAGGGGGAATACGATATATGTGTCGAGGAAGACGCAAGTTTAATATAAATTCCTGCTTTG
TAAATGAATAGCATGAACAGACCCTCATCATGGAAAATGCAAGAAGAAATGCATATGACG
CAGCTTTCAAGTGAAAAGCAATCATTATAAGCAGTGTGAAAAAATCCACCATGACCAACG
GGTTTGGAAAAGCCGCTCTGCTGCATGACGGAGAGGACAGCGCAAACTCAGGAGTGAATT
TACCTCAGAGTGATACAGACAGCGACAACGAAGGAGAGACTGAGAAAGTGTGGTGAACAA
TATCTGACGCTATTCCAATCCCACACTGAGGAGGAAGACTTCCATGGTTTCAGAGCACAG
GAGGCGCGCCAATAAGTTACTGCTGTTTTCAGTGACTTTTACTGGTATGTTTCTTTAACC
AGCCCTGTTAGTGCTGTCACTACTATGTTGCTGCTGTGTTACTGCCGCTTCACAGGCACT
GTTTGGAATAGAGCTGTGACGGTGTGGGATTTTTGATCACCGCTGTGATGAAGCAGCGAC
ACTGTGCGGCCTATAATCAGGTGCGCTCTATAGTCCGGAAATTACGGTAGTTATTATTTT
GATAGACTTTGCCGCCTGCAAGTGAAGCAGCACAGACAAATGAATCAAAACTAAATCTCA
GACAC
>BJ028159 ID   BJ028159   standard; mRNA; EST; 746 BP.
AGATTTATTACAGATGTTTTGATGGTACAGTTTATTATAAATCTGGTTGTACCAGTCAGC
CTCATGTAAGTTTTTTGGTGTTTGTGAAAAGGAACAAATTGCATCAAAAGAAACCATTCA
TTTAGAGATATGGCAGCTGAGGGTTACCTCTGGAACAGGAAGTGAGAAGGAAGGGGAGAG
GGAACATTACATAGAGCTGCTTTTGATGGTGTTAACGTGCACAACAAGTTACAAATGAAA
GTAGTCATTGTGGCGACACTACATGTCCTATATGCAATTTTAGAATTCAAAAGTATCTTG
TCCTCCTTTTGTACAGATGTAGCTCATTGTGCGTAGTGGTTGTTGCTTTTTAGGATTTTC
TGTTCTGTCCCTGAAGCTCAGAGAGTTCCATTTCGTAGATACTTCTGAGGAAGTTAATTT
CATCCTGAAGAGCATCTACCTTGGCCTCCAGCTCAATTTTGCCCATGTAGGCGGCATCTA
CATCCTTCTTGAGAAGCACAAATTCATTCTCCACAGAGGCACGCTTGTTGATTTCATCTT
CATATTTCTTCTTGAAGTCCTCCACTGATCCCTGCATGTTCCTCAGTTCTCCCTCCAGCT
TGTTCTTCTCGTTGCCAAGCCCATCCAGCTGTCTGCGGAGGTTGGCGATGTATGCCTCAA
ACATGGCGTCAATGTTGGAGCGTGAAGTGGTCTGATCTTGCAGCAGGCTCCATTTAGTAT
CCAGCATTTTGTTCTGCTGCTCCAGG
>BJ028203 ID   BJ028203   standard; mRNA; EST; 624 BP.
CATTTTACTTTAACAACAGGGNATTATGAATCTTCTGACAAACCGNGGTATGTCTGTTGT
GTTGGACCGGACGGAAAAGGAAAGGAGGGAAGAAGAGAGAAGGATGTTAGAAAGGGGGGG
CATGAAGCAGCATAAAGCAACAAGTTTCTGGGTGGTTATACTCATTACAGTGAGGTTCAG
ATGTAATACAGGTCTATAAGGGCAGGGCCTGTCCACACACACACTCAAATGTTATAAACA
TACCTGTTGGCTCCAAAAAATGTTCACATGTCAACATGTACACAATACAAATATCGTTCA
CACACCCTTACCTATGCATTCAGACCAACTAGTTTCATTCAATCACGCAAACTATTAGTG
CCAAGGTGAGCTCACACCTGTGCTCAAGTGAGTGTTTATGTTTTTATTCTATAATGGATG
ATGGAATGTAAGAGACGGAGCAGCCGCACAGGCCGAAGCACCGCACTGCTCTTCTTCCTG
GAGGGAGCATTCCCGCCGACGTTCAGACGTCTTCCTCCACGGCCGTCTCTGGAGCTGTTC
TCAGTCTCGCTTCCTCGCCGTTCCTCCATGTGTCTGTCGTCAGGACTTGTACCAGTTCAT
GGAGCGCTGCAGAGCCCTCTCCCA
>BJ028220 ID   BJ028220   standard; mRNA; EST; 484 BP.



AGTTAGGGTGAACAAACGTTATAAATGCAGCACACCTGACCTTCAATCTGATTCATTCAA
TCAACCACAGCATGCTTAACCCTTGTGCTATTTTAGATGACCCCACCCCTACATTGACAT
GTTCTCCCTACCATGACAAAGGTGGATAAAGGTGGAAAGATTTCATGTAATCCATGGACA
CCAGTGAGGTTCACAAATCATTGAAGAAAAAAGGTTCAGAGCACTGTCTAGTGGGTCTAG
ATGACCCAACTCCCAACGTTAACATGCCTAGGATAGCACAAGGGTTAAACATGATCACTA
AATGTTTTTGACGTAAACATTTGTTAGAATGTCCTTTTTTTCTAGACAAAGAACGTTGTT
TTATTTAAACCTATACAACAAATTCACTAAATTAAACTAAGGCTTGAAATATTCCAACAG
TTTTCCTTTTTAGTATAAAAAGGATAAAGTTCTTTCTTTTAAAAACAAAAAAAAAAAAAC
CNNC
>BJ028232 ID   BJ028232   standard; mRNA; EST; 646 BP.
AACAACAACANCAAGGNCACAATATAGTTTGAAAAATGTTTGCNANACATGAAACATGAC
GTGGAATTGACATTAAACCTCACCAGCTTCTTCCCTTGCAAGATANAATAAAGAAAAAAA
ACANTAATTATCGTTTGCAAAACATGGAATTTACATTGGCCATCTCTGCTTCTTCCATTC
AAAATAAAATCAATTTCTTTGTANGAATCTGACCCCTTGTGAAGCAAAAAAATAATTTAA
ACATTTTGTTTAAATTCTTTGTGGCTGCATTTCTAGTTAATTTATTCTAAATATCTTTTC
AGTTCAGCTGGGATCACATGACACTTGGAAGCAACAGATTCTTCTCCTGTAGCCGAAACT
TATTCAAAGCTGAAACTGTAGAATATTGTCCCCACGGCAGCAACAAGCTTTGTATACAAA
AGTAGACCAATGACCATACAGGTAAAACCCCAAACATGCAATTAAAATGCTCAATCAGTA
ATCAACAAATAATATAATATTTTGAAGGAGTAAATTGCCAAAAAAATAAATAAAGAAAAC
AGAAAAAAAACAAAGAGAAGATGTGTTTTGGTTACATTTCAAATGCCTCTGGCATTATTT
TTTTACAGCCAAAAACTAAAAAATGAAGAAACAAAGTAAAGAAAGG
>BJ028234 ID   BJ028234   standard; mRNA; EST; 109 BP.
TTNNTTTNAAAAAANCNNNAANCCNTTAAAAAANCNCNGGGNAAAANTNTTTTCNTGNAA
CCCAAAAAAGGGGGNANNTCCTGTTTTTTTAAAACCCCCNCCCCANNAA
>BJ028240 ID   BJ028240   standard; mRNA; EST; 678 BP.
CAAAAATGGCTTTTATGATGGTATTNTTTTACAGAAGCATGTCAGGGAAACACCTCATTC
TACAGGTGATTCCTACATCCACTGACTAAAAAAAAGGTCACTATCCACCGACTTTATAAA
ATCTGGGCTTCTATTAAACCTGTCCATCTTTACATTAATACAACTAACGGTTTTTGCTAA
TAAAAATCAGGACTAAATATCTTTAAAACAAAGTAGATTTCTGAGTATGTGCGCAAACAG
GAGCTACACAACTAAGTAAATGCTGGATTAGTTGAAACCTTTAGTGTTTTTTTGTTTTTT
GTTTTTACTATTTACATATTATTGATGACTGTTTCTCCAGTGATTAAAAGGTAGGAGGTT
AAATTCATCGCTGAAGTTTTTTTTACAGATGAAAAAAAAAGAAAGTAATATCTATTCAAA
ATGAGACACTATCTGAAATCTTTCTCTATGACAACAACTTGGAACTGTANATCTGTATAC
ATTCATGTAACCTTAACGGGCGGGGTACTTTTTTCTTAAAGGTAGAACGTACCAGGAACC
ACCTACAAGCTTATTGCCTTCCAGCAGAAGAACAGAGGTGACAACCAGGACTTCACGCTA
AAATGTTGGATGTTACAGTGGGTGCATCCAGATTAGAAAAAATACAAAAAGGGGGCAAAA
ATGGGGTTGAACTGGGAT
>BJ028262 ID   BJ028262   standard; mRNA; EST; 601 BP.
TTTTTCTTGCTTTGGGATTGAACTTTATTTTTTCCAAAAACTTTATTAACAAAGTTGCCA
TTTGTTACATAGAATCACACAAACAAAATTGAACATGGAGGCCAAAGGAAGAAAGCAACA
AATAAAAGAAATGAAAAAGTAAAGAAAGATGGATAAAAAAAATACAGAGCACATTAATAA
TCAAACTTAAAAGGATTGGCATCACTAATAGATTTAAAATGGTTTTCCAAATATAGTCCA
TGTTTTTACAGTTTTTAAATTTTCCAAGTTTTCGATAGATTTTGCAAACATTTTGATTTC
ACAGATTTAAAATGGGCAAGAAGGGTTTGTTATCAGTATATTTACATTTGTACTATTTAG
CCAGAATTAAAATTAAATACATAAAATAAATAAGTAAATAGATCCTGTTGTCTTCCTTGT
ATTACAAAAAAAACCCAAGATAGTTTGTTTAAAATGGAAACATTGGGGTAAGATGTGTTT
GCAGCAGGTTAAAACGCCAGAGAAGAATGTTGAAGTATGCGTGAAGTCAAAAGAAACTTT
TAGCCGATGGCTCACACCAACCCTTGTGTTATCTTAGATGACCCCCCCCCCCCNTTCCNT
T
>BJ028272 ID   BJ028272   standard; mRNA; EST; 327 BP.
CCCTGTTTCACCTGNCTCCACNTNTTTAACAATAATNCAATAAAAANGACTTTAATTTTC
CACTATTTTNTTATAATATNGACTCATTTGAAAGATANCNCAATNTTATGAGGGTTTTAC
NCTCATGTCTGCATTGTTNGCTCCTAAAGGACTTGNGTTTATCACATGTNAAGGNGGGTT
TTGCTAAAACTAATTTATAAAAAAAAAAAAACNGGNCAAATAAATAAANNANCTNTTTCA
AACAAGNCCTTNNAANAAAGGGTTATCANCTTTTTTTNTAANAGNAAAAAAAANAGTNGT
TTTTNNTTNAATNGGCAAAAAATCNTT
>BJ028280 ID   BJ028280   standard; mRNA; EST; 677 BP.
ACAAGATTGGGACAGAACACTGAGNAACTAAAAATAACATAGGAACAGTTCTAATGTTTA
CTAGAAAACACGAATCACAAGAACACCAGACAGAAACACCAGTCTGGTTCTTTATCTGCA
TCTTCCTTAATACATTTTTAGGAAATTCTTTTCTTTATTTAACTGTTATTTGCTAACATG
ACTCAAAAAAATATAGACTGTAATTATTTTATTTTTAAAACAATATTGAAATGTTCATGA
ATCATATTTTAGAATTAGAGACGTGTAAAAATATTTCTAGTGTTGTCATGGTAACACACT
GACTTGGAGCACATTGTCTCAGCATTACCTAAAACAACAATGGTCAACTGTAACACATTT
AAACAATATAATAAAAGTACAAAAATCTACTTATAAAATCAATCAGCAAAAATTGAAAAA



GATTAACATTTTTTTTTAAATAAAATCGTATCCTCTTAATTCAAAACAACACATTTCTAT
TTTACAGGCGAATCTAAAAAAAAAATAATTTCATGAACAACTAAAATATTTTTGTCAATC
AATACAAAAAGNGAAACTCAGGCTGCATANAATCATTACACATTACAATATTTCAGCTAT
ATGATCATAGNGGCTTATTGATGAAATAAAAAATAGTATCTTAGAAAATCAAAAGAACCA
AAAAAGAATGTTTTCAG
>BJ028281 ID   BJ028281   standard; mRNA; EST; 406 BP.
CCTGTGGTTGAAGGCTGGATGGATGGTGCAGTTGAAGGTCGAATGGCTGGTGAGGCTGAA
GGCTGGATGGATGGTGCAGTTGAAGGTTGAATGGCTGGTGAGGCTGAAGGCTGGATGGAT
GGTGCAGTTGAAGGTTGAATGGCTGGTGAGGCTGAAGGCTGGATGGATGGTGCAGTTGAA
GGTTGAATGGCTGGTGAGGCTGAAGGCTGGATGGATGGTGCANTTGAAGGTTGAATGGCT
GGTGAGGCTGAAGGCTGGATGGATGGTGCANTTGAAGGTTGAATGGCTGGTGAGGCTGAA
GGCTGGATGGATGGTGCANTTGAAGGTTGAATGGCTGCTGANGCTGAAGGCTGGATCNAT
GGTGCANTTGAAGGTTGAATGGCATGNCTGACGNTGAANGCTGGAT
>BJ028291 ID   BJ028291   standard; mRNA; EST; 634 BP.
TGTTTTTTAATTTTNCTTGCTACCTGTAGATATTTATATTAAAAAGAATAAAATGCTACA
TTCTCATTTTGGAAAAAAATAGAAAAAGAAAAAGGATTTAAAAAATGTTTTTTTTTTTAT
NTACAAATTACACACAGTTTTAACATAAATGATGTGANACNATTGTANCGTTTACAAAAG
TGAAACAACCCTGTGANANCCATANCAACACCANCATTCCATTGTTCTGCAGTTAAATTT
AGTATTGCACTTTGAGTCACTNTTCCTACACTTGACAGGNGGAGTTTAATGTCTGGGTTC
ACACAGCGTATCCATATTGAGGGTCGTAGTGAAGGTGACCAGGCCTGTTGCTCGTATCAN
CTGGCCCATCACTGTTTCCTNTGGAGGGGATGCCAAGTTCACTGCCAGGGGGCTGGGGGC
TTGCCACNAGGCTGTATTGCAACCCAGGATNACTGCGGTATCCCATCACCNANTGGAACC
TGGAGTGTCTGCTGGNGGGTCTGCTNTNTGGGGCTGGGACATCCTCCCTAATTTCATTTG
CAGCCTNTTTNTGGTAGCGCTTNTTTTGGCANCAGCANATCAGGACCCAAATGAAAAACA
NCAGGAAAAGCAGCAGCAGCANAGCACCGAACAC
>BJ028297 ID   BJ028297   standard; mRNA; EST; 737 BP.
CACAATCCCAAATGTTACGATGAAAAACAACCCAAAAATTGTATTCTTTGTTTATTTTAT
TTTAGCTTACACAATTTTTACACATCACAGAACAACAGTTTGTTCACAAACATGATCCTG
GCTTTAAAATCCACAAATATTTTAAATAGCAGCACTGAGTCAAAGCCACGTTGAAACAGT
TCCATCCATTTTCTGTCGCCAGTCCATAACAGGTTAACACACTGACCAGCAAGCATGCAC
TTTCATCTGCAGACCAAGTCTCTGTGTTCAGTCGGAACATGGAAACTGCACAACCAGACA
TCTTTCAGTTGAAATTGGAACCTTTTTTGTTGTAAAGCGATGCCTGTGCCGCCCCTGGCT
GAAATAAAACCCTCAAAACGTGTCGAGAAATGTTTCCCACCCCCTTACATCTGATTAAAA
CCAACACATTTAGCTCCAATCAGATGAAACTTGAAAAAAAGAAAAAGGTTTTAGAGAACC
AACCAACTTTTTTTTGTCCTTATCTGGTGTCTGCTGTGGAAAAGCTGCACTTTAGCTGCC
TTTTCGTTGTTATTCCGGGAATGGCTTTAATTCTTTCTAAATGGCCCTTCATAAAAACAC
AATGTGTGTACTAGGAAGACCTTCTCACAGAGAAGAAGACAACAATAGTTTAAATAAATA
TATCTGTGGTCACATTTATGCATCAATTCTGTACAGTACGAGTTGTAAAAAATCTCTGGT
ACGTAACTGATTGACAT
>BJ028301 ID   BJ028301   standard; mRNA; EST; 699 BP.
AAAAATNAGAAGTAGAAAAGCTTTTCTTCCCCTCTGACGACACTGATGTGAAGCATCAAA
CTATCAGGAGGCTTTTTTCCATGATCTCCTATCACCTATATATACATACATATTTAACAG
TATTATTATACATCATCTACATGTTGTAAATGCTGTTTTTTTCAAACAATTTCCATTTTC
ACTTCAACTGCATGAACAGATCTATACAAAATGTGCAAAGATTTGCTTAAATACCAACCA
TTTTCAGGCGTCCAGTTAAAAACATGTTTCATTTAGTCGACACGTCTTCTGTCTACTATG
GAATGTCGTTTCCACATAACTTGTGCCTCTTAACCATTCATCGGTAAGAAATGTGCATTT
TCTATCCAGTAGCTTTCTTTGCTGCTCATGTTAATTTTTCCAGCGTCTTGTTAGTTTTCT
CAGCTTAAGATTCAGAGTAAGGGGATTCTTGTGAGGACGCTCGCAGAGACGGCAGGCGCT
CAGCTGCTTTTGCTCGTTCTGCCAAAAACTTGTCAAACTCTTCACTCGTCACACCATCAG
ATTCCTCAAAGTCATCGTACTCATCCTCCAATGCAAGCCATTTTTCAATGTCATCCATCA
CAGAAGACTGGTTGAGAGGAATCATTCCACTGATTTGTAGACTGCTGTTCTGAGCTTGAG
CCAAACCATCTGCTGTGTCCTCACTGCTGTTCCCGGCTT
>BJ028304 ID   BJ028304   standard; mRNA; EST; 642 BP.
ATCTTNNCGCCTCTGGTCCAACCTGAAGAAACGGATTCTATGAACTACCACAGAAAAAAT
CGTTTGAAGACATACCTGCAACTCTAAATCTGTACAGTTTAGCTTCCAAAAGCTGCAGTA
GCGTCCTCACATCGGATCCGCAGAGTAAAACCCGTTTTTCCCACTTGAATAATCCAAGCA
TGTCAAACAGCTCCAGATGCTAACTGAGTCTGACAAGCAGAGGCGCTTTTGGCATTGTTT
TAAAATGGAATTAAAGAAAACAAGTCACAGCCCCTCCCAGTGTGTATGGACAACCCTTCC
CCTGCAAAAATGTGCAAACTGTATACATTCACTCAATTTTGATCAACGCATACCGGAGAA
AAGCTATTGAGTTCTGCCAATAGGGAGTTTGACCTATTTTCCACCAACGAAACACGTTTT
TTTTTTTGAAANAANATCTTTGCTTTTTGTTTTGTTTTGTTTTGCTTTTTCAGCGCAAAA
ATCCAAATTAAAATTTGTCCCAAAAACAACTTCCAACGTNTTGANAGTTTCATNTGTGAG
GAAAAATATTATTTTGCACCAATTTACATATTTTTTCACACACGTAAAAAAAATTCTGAG
CTCTGGGTTAAANATTGCCAGTTGAAATGTGTGAACATGGCA



>BJ028315 ID   BJ028315   standard; mRNA; EST; 749 BP.
GTTTATTNCTTGATTAAACATTTGGAGGCAAATGTTTTGCATACTATATCAGCTAAGGAA
TGAATACATTCGTTGTAACTGCGTTATCAAAGAAGTACTGCAAGGTAGGAAGCAAATTTT
CTGCTTTACACACAGATACTAAAGGGTTTAACACAAATATATATCTTTTACCTTTTGGTA
CACGATATCAGGCCTGGATTTTTAAAAGTCATGAAAGACAGTGTTGTCAGTTCCATTTGG
CCGTGTACTCGGCTCTCTGCGGCTGCCAAAGCTCAGTCCCCTCAATGATGCGACGGATCA
TAGACGCTGTCGTGATAAGTAAGTGTCCTGCAGCTTGAAGGAGGGTGGAAGCCACACGCA
GCATCTCCCTGGAAACAAAACCAAAACAAATGCAAGTCAAGACAGACTTATGTGGGTTTT
TGTTTTTTTACTGACAGAGGGAATAAAAGACTTCTTATTGTTTTTTTTATTTTTAGTTTT
ATCAAAAGTACTTTTATTAAACAAAACTTTTCCACTGTAAAAATTGCAGAATGGGTAAAA
AATGTGGAAAACTTCCATCTATCCAACTTCAGAACCTGCTGAATCTCTTTCAGGGTCATG
GCGTTGCTGAAGCCTATCCCAGCTACTTTTGGGGTACACCCTGAACAGGTTCCCAACCTG
TTGCAGGGCCATACAGTCTCACTCTCTGTACACAAAGAGGCAATTTATGGAAACCAAAAA
CCCTGTGAAGCATGGTTTTTGTACTGTGG
>BJ028316 ID   BJ028316   standard; mRNA; EST; 766 BP.
AGTTTATTGTTGCCAAAATATACAAAAAAACAGCAAATGTACCCCACCCCCCATTTGTTA
CTCATTGGCCATAATGAAGCAGAACTTCTGAAACCTATGACTACGGCAAGTCCAATGGTC
CAAGCCAAATGCGTGGTGATTCCGAGAGACGACACAAATCCAACTTCAGCATCACTGAAC
AATTAAAAATGAATAAAAACACCTTATTTACACATTTCTGAGCCAACTTTTACAACATGC
CAGCTATGTATTTCTACAGAGTGTGTCTGAGCGCACACCCCCGTATAGAAAATATATCAT
CGGATCAAATGAAGTTCTAGCCTAAGGACTACAGACAGCCAAAGCACTTCTTTTGAATTT
AGTTTCCTTCTTGGCTGAGAGTCCCGTGGAGAGAAAAGGCCGGTGGTGTTTCTCCTGGAC
GGCAGCTGATGGATCCTCATATTTACACAGAAACTGGCAGATCTTCTGCTTTTGCCTCCT
CTAATGATTCCTGTCTTTCTTGCCTCTCATGACATGAGTGAAAAAGATCTCCTGGATGGA
GAACCGGACAGCTTTGGCACTCGGCTGCGGTTTCTCATCAAGTCTGTGGCTGATTTTGTG
CAAAAGACAAACTGATCATAAACAGAAAGAAACCAAAAGATATCTGAAGCACATTAGCAC
CATGGAGAGAAGGACGCAGAAAGTGAAGGACATTCTTCAAGTAAAGGCAGCCCACTCTGA
CAGGATTTGTGCTGAAGCGTTGCAGANGATTCTTTTTCTTTTGGGA
>BJ028318 ID   BJ028318   standard; mRNA; EST; 491 BP.
AGCTTCTATATNGNAAACAGNTTTTTCCTGGCTGAAAGTTGCATGTTTGTCACATTTTCT
CAACAATAAAGTAGAAATTANACTTTTTCTTTCTTGAAAGTGGATCCANCTTATAANAGC
CTACTAAACAAATTATGCTGAACCAGCAGTTATTTGTGGAAAAACAAGACAAACATTAAC
CAACTGTGTTCTGAAGGTAACAGTAAATGACAATTCAGCACAATCGCTCGCCTCACTGAC
CACAATCACTGAAACAACTACATANGAATGCAGGTTTAAATATTAATAACCCCCATCAGA
CTTTTATGTGACGTANCCTAGGGCGGATAGATGTACTGTGACCGAGGGGAAGAGAAGTTG
TCACTGTGGTAGCAAGTATAAGGCGAAAAAGGAAGGGTAGAGTGTCTGTGACCGACCCTC
CTCTGGGGTTGTTGTTGAGCATCTTTTTCATCTCTTAGCTTTCTGTTCATATCCCTCAAA
ATCTCAAGTTG
>BJ028332 ID   BJ028332   standard; mRNA; EST; 697 BP.
TGTCTGCTGGNGCCTTTAATACTTATNNTTATATTCTGTGAGCATTTTAGAGAACTCATG
GGTTTAAAAACACAGATTTATTTGAGGATCATAGCGACTCTTCAATAAGTGACAACAAAG
CACAATTTCAGGATAAATGAGACTTTTTGTGACATTAAAGTGTCTCCCATTCGATTTATA
TGTTTTAAAGTAGACCCATGCTGGAGCGAGATTGTCTAAGATGTGTATGTATAAATTAGT
GATGGTCTTACAAATGATAGTTTATTGCAAAAACTTTCAAACAATGACAAAGAAATATAT
TTTTTGAGTATTTGCCCTCTTATCTCAAGATTCAGATTCCTGGGAAACAGCTTAGTTGTT
TTTTTCTTTTCTGATGCTGCGCCTCAAATCTATGATCTACTACTCCTCCTCCTGCACAAA
CACAGGACTCAGATCCAAGTCCAGCATCCTCTGTTCTGCCTCACTCAGCCTGTAGGGGGA
GCCACCACTGTGGTCTTCAGAGATTGGCAGGGAGCGGCAGCGGCCTTTCCTCTGCTCCGA
GGAAGACAGATTAAAACTGGAGCTGCGCTTGCATGCCCTGGCTCCAGAGCAGGACTGAGC
TTCTTTCAACTTCCGAGCTAAGATGTTCCTCTGAATAGGAGAAGGGCCACGCCGGTTCCA
GTTCTGCTCTGCCCGCTCAACTTGATCTACGCTCAGA
>BJ028356 ID   BJ028356   standard; mRNA; EST; 758 BP.
CCTTATATTAAGATTTAATAGATACATCTGACTGAAATGTCCTTCAAATACATGAGAATT
CATCCACAGCTTCAAAGACATGAAGATAACAGTTTTCTAATGAAGATGACAACTGAAAGG
AGGTCCAATGCACATGTGCACGTGGGCCACAGTGATGCTTTTAACAAGAAAGTAGAGAAG
CAAACAAGTTTGTGAAGCAGCCAACTTTCTAGTAAGTCCTTCTTCAGGGCAGGGCTGAGG
GACTTCTACTCCGTGTTAAAGTTGATAGAACCGAAAAATTTATCTTCCTGTGTGCTCATT
CGTGCAAAACATTTCAAGGCTGGCCCAACTTTGACACAGAAGCTAAGGTCTCAGATGGAG
CTCTACAAAATAGACCAAAAGTGTCTCAACAGTCCTGAGGAGGATCTGAACTACGATCCT
CCTGTTTGTGTCTTAAATAAAAATATTTTGATTTTCATTTTAAAGCAGACACAAAAGTAT
TTTTGAGCATCATTCCTGCCGCTGGCCTCATAACCAGAGGTCTACCTCAGCAGAACCTCC
TTCAGGTCCTCATGTTCTGTCTGAGGGCATCAAATGCATATCAGGAGAGTTTTCCTATGC
ATTCAGGTCTTTTTGGCATTTCCAATCATTTAAAATTTCCCGCTTGAGTCAGCAGCCAAC
ATCCTTGAAGGTCCATATGCAAACATGGGTTGTTGAGACAGACAGTTGGTGGTTTAAGGA



TCAATATGGGGGAGTTGATATGTGANGTAAGCCTTGGA
>BJ028364 ID   BJ028364   standard; mRNA; EST; 752 BP.
TTTTTATTAACATGAAGTACTTCTTTTTGTCTAAAAATACTTATAGAGTACAATTGAGGG
TCTTGGGGAGGAAACTGTGTAGCCACGAGGGGTCCAAGTCTGGGTCTCCCTGTGCCGGTC
CCAAGCCCGGACAATGCACAGAGTTGTGTCGGGAAGGACATCCGGCGTAAAAATCTGCCA
AAACACTTTAAAACACTGAATCCAGGCCTGGAGGGCCGGCGTCCTGCTGGTTTTCCAGAA
ATCCTGCCTGATTTGCTGCTGATTGCCTGGATCAGGTGTGTTTAGCCAATAAGGAGCTTC
AATGGCAGCTTGATTGGAAAACATGTAGGATATCGGTCCTCGAGGCCAGGATTGGGGAGC
GGATGATCCAAATTGTGGGAAGAAGCCAGGGTTTGAAACAAGGAACCTTCTGGCCAGCCT
TTAGTTGCACTTGAACCTCAGCCTTCTTTAACTTTCAGGGTTCAGGTATCCAGCCTTTGG
TAAAAAGACCTTCATCTTGAAGACTGAAACGTCCATCATCTTCATTGTACGCATTGAGAG
TAAATTTATCACTTTAGAATGGCTGCTCTTTCCAGCCCGGTCGGATGTGAACCGACACGT
TTGGATCGTCAATCAGTCTTTACGTCTGGCTTCCATCAAACATAAATCCAGGAGTCGTGT
TGCTCATTACAACTCTAAGTGGTCATGTTATAAGAAAAGAGATCACTTTAAGTAATGATA
ACAAATAATCTAAAATATGTTCTATTTGGAAG
>BJ028373 ID   BJ028373   standard; mRNA; EST; 121 BP.
ATNGATTCCTAACAACCGTCANTATAAANGCAAAGATTTATGCNTTTAAATGCAANGCCA
CACAAACNCAGGGAAATNTCAAAACAGTTTTNTTTTTTCAAATCCCCNTTTATTCCTGNG
C
>BJ028374 ID   BJ028374   standard; mRNA; EST; 731 BP.
TTCTGTAATGAGTTTGATAAATATGTGTNATTCTTTATTGCTTTGACAACAAATGCTTGA
AATAAATCAAATTAAAATAAAAATATCAAATCAAATCATAAAGGGTCTCCAAATTTCCTG
AAATAGGTGTTTGCTTTTACCAATATATATGTTATTCTTTCTAAAGGAAGGCAATACATT
TGTTTTAGCCAGCGGTTTATGATAGGCCAGGTCTAATTTTTCAAGCTTGTGCAATACACC
TTTTAGCCGTTGACAAGCTGATATCAATAAATGTGCCCTCTTTTTTTCTACAATTATGCT
TCACTGGATGCATTGCCAAAAGAAATAAGGTAAGGCTTTTTGGGGGACACCCCCATATAC
AATGTTTTGCACAAACATCTGGTATGTTCTTATATTTATTTAGTTGCACTGGTGTAGTAT
ATAAAACGCATTAACCATTCAAATTGCAGTATTCTCAGTCGACTGTTAATAGACATAGAA
TGAACTTTACAACATGTCCTTGTCCAATCATTTTCATTAATACTTAGTGACAAGTCATCA
TTCCACGATTTTAATTTACCATTTGAATTCTCTAATGTATAAGATATAAGTCAGGGGTAG
TGAACACGCGGCTCTCGGCCAATAAGCATGCGGATCTTTGCGTCTCATATTTTCTATATA
CTGTGTATATACCTTCAGCCCCTAAGACTCATGGGAATTGGGGAATATTGCACAACTTGC
TGTTGTGTTGT
>BJ028406 ID   BJ028406   standard; mRNA; EST; 752 BP.
GCGCATAAACATTTATTTTTCCTTTTCACACAAAAAGGTTTCATAAAACTTTNTTATTTA
GCAGTAACAGAAAAATATTTACAGGCAAATGAATGCCACTTGAAAGAAAGGAAACGGAAT
AAAAAGTTAAAATAACCAGAGGTTTCACATGTTTGCAGAACAAAAAAACAAGTGGTTGTT
GTGAAGAGGTGGTGGTTGAGAAAAACAAGCACCTGAAAAGAAAAACACTGACAATCTGCT
GTTTCGGGATCATTCAGAATCCCGTTTCAGGAGCATCACTGACTCTGCTCTTCATCAGTA
AGGGGGGTGGGCTTTCGGGTGGAGTGTTGGAGCAGCCATGGGTGACACAGGACCCCCTGG
ATGGGCAGCCTGTGCATGGGATTGTGCTTCAGCAGCTTGGCAACCAAGTCTTTAGCTCCA
TCACTGATAGCAGCATGTGCAGGGTAAGTGTACTCCACCCTTGAAATACGCCGGTATGTT
TCATCGTTGGTTTTCGCTTCAAAGGGGGGTTTTCCAACCAGGAATTCATAGCAAAGGACC
CCCAGGCTCCACAAGTCCACCTTTTCATCGTGAGTTTTCCCCTCAATCATCTCTGGAGGT
AAGTAGTCGAGGGTTCCACACAGAGTCGACCTCCTTGATGAAGGCGTGTGAACAGACCAG
CCAAAATCAGCTATCTTGAGCTCCCCGTTGGCTCCCAATAACAAGTTTTCAGGCTTGATG
TCCCTGTGGATCACCTTCTTTGTGTGGCAGTA
>BJ028416 ID   BJ028416   standard; mRNA; EST; 691 BP.
CATTAAAACAGCCTGCAAAGTGCCAGAATTAGCCATAAGGCTATTTTTCAGTTGAATCTT
TTCTTTTTAATGAAGCTCCTTCAGCAGAATGACTGGAGCATCTCTCAGGTGGAGCCGTGA
CACTAAAGAACTGACCTGAAGGCTTTTGCTCGTCTCAAAGATCCAAATTCACGCTGAAAT
GTTTCAACTCAGAACCGCCTTCCAAAACCCCCCAGCCAGGATTCACCGTCTGTCAATGAC
ACGAACGTCGTGATCCAGAAACAGACCGAAGCTTCGTGAGGGTTCATTGGTTTTGCAGGT
GGTTGAGTTGAGAGCAGAAACCTCGACCTGCTCACATCTCAAAAGCCCAGAAATACACAA
CAGACGAGAGGCGGAGTCCCGGCGGGGACACCTGAGCCTTACCCCCGCTTCCAGCCACAC
AAACACCCCCTCCCATTAATATTGTATGAATGAGACAGAGGCAACAACACGGGTGGTTAT
CGGATCTACCCCAGAGGAACAGCGGGGGATTCCCAGAATCCTGCAGGCCCTCTGCTGCTC
AGCCTTCAGCGTCATTTCCCTGCAGATGAAGAAGTGCTCCTCCTCAGCGGTTCAGCGTGT
CCCCCTGCTCTGTGCCTCACGCATTCACCTCGCCTTGTTAACGGCAACCGAGTCGGGCGG
AATGCCAACGACTGCGGCGGCGTGCGGCTAT
>BJ028419 ID   BJ028419   standard; mRNA; EST; 737 BP.
GTTTTTGAACTTTATTTTNTAAGGGAAGAAACGTCTGTTNGATGAATAAAAGGTTTAACT
GTGCATACAATATGCAAGAGTGTAGCATAGAAGGACAATAACAACTGTTTTTATCAGGAG
CATGTTACTTTTCAGAAAAAAACACAATGAAATACAAGGTGGAGTACACACTAAGAGCAT



GTGTCTGTCATACAGACCCTTCCATCATTTGGATTAGGTAGATAGTGGAGCTCAGTCCCA
TTGTTTATTTCATAATTATCATAGATCATGTGTGGAGCACAGGCATGTTTTTAGATTGGG
GCTGGTTCATTTCAGACATAGCACCATTAAAGTAATTGCAAGTGACTACAAATAAAATCC
AGAAAGTTAACTGTATGGCTGCAATTTGTTTTAGAGGGTTTGACATGTATTTCCATTAAT
AAATGAAATGTAATTAAGAAATGGGAGCAGCTCCACTCTTTTTTTTTGGGACGTGCGCCT
GCTTTGCAGGCTTGGACAAAGCCAATGATTTGGTTCTTCTTAACTGGAGTTCTTTAGTTT
TCATGTATATTATGCACAAAAGTCATTCTTCCCTTTTGCAGATGAAAAAGTCTATCTATT
CTATGTACAGCATACTGCAATACCATAATGCCTCAGACTGGATATTATATGGATAAAATT
AGCATTACATTTATAATGAAAGTAGTAATAGCCTGTATGAAAAGGTCTTTTAAAAAAAGA
TCAATAACAGTACCTAT
>BJ028426 ID   BJ028426   standard; mRNA; EST; 724 BP.
AATTCTAAGATTGCGCATGAGTTTAATGTCCAATACACACTGTTGTCACACTGCCAGATG
TTATNACCTGTACTTGTTTTTTAAGTCATGAACCAAACGTTAGCAAGCACAGCCAGTTGT
CCCGTGGGATGTGCTCTCAACTTTCATTAGATGTTTTATGAACAAGCGACTCACGCCGGC
TGCTTCGCTATAAAAGCACACAAAAACATCGAGATACAGAAAAACAAAGTTCATGATTTG
GGTGTAGACAAAAGGGTACATTTCAACATTACTTACCATGACTAGTACAAAAGAGCAAAG
GATCAGTCATTTGACATGTTTCTAGCCTCATGTTGATGCACACAAGCATTTCCACCATGT
TAAAATAAATACATTTGCAACCATCAGAAGTACTGCTAGTCATGGTACTTTAAGGATTTA
GGAAACACTGCGAAACTAAGTCAAAAAAAGATTTTGCACTAAGCCATAAAGGGCTGCTAT
TGACAAAACCCTGAACATTATTATCAATGTTGAAGAGAAATACAATCAACTTCTAAAGTG
GTGATCATCCATGAATCTGAAAACAGACCATTTTAAATCTGACTTTTGCAAATTTAAGAT
AACTAAAAATAAAAGAGAGAGAGAGAAGAGACACTCATGCCCCCCCGTCCCCCACAAACA
CACAAAACAGAAAAAGACACGGGAAACGGGATAAAGCTGCAGAAGACAAAACTGTTGGTG
GCAT
>BJ028431 ID   BJ028431   standard; mRNA; EST; 593 BP.
TCCTTTCTCCTAAAACACTGAAAAACACACTAATGATAAAACAGATCNCATCCTAAAATC
AGATGAATAAATGAAAAGCAAATGATTTTTATAGTATTTACATTTTTTTTAAAATTTTAA
TTCAACTNTAAAATGAAGTTTAATGAATGAAAAGGAGGATGAAAAGGGTGCTNTGCANCA
CCAANCCTCAAACANAAAATNAAGTCAACTTCAAGCTTAAATATTGGGTAGTTTTNTGCT
GAAAGCTCACACCCTTCNTTCCCACTGGNGATCAGTAAAANCCATTCAAAACTGCTAAAA
CTATTCCATTANTCAAACATGGAAAAAAANCAAAAAGGAANCAATAAATTAANCAATCTN
TGGCTGTNAAANGGGATTTNTTCGGGTTTTCAAACCAAACGTGATGGTTTTTACCTTTNT
GCAAACGGTCAAAGGAGGANCTGCTCCTTNTGGACCGNTGCCGTCAGCCTGATTGTCACC
GTGAAAACAAAACGTGTGCAGGTTGGCAAACCCGNTCGGNGTCACGGGTTCAAACCCANA
NAAATGAAAAGGAAAACCTTGANAAGCGCATTTTTTCGCACTGAAAAAAATTA
>BJ028444 ID   BJ028444   standard; mRNA; EST; 302 BP.
ACTAAACAGNGAGTCAGCATNTCATGAACAAACAAGCTACNANAAAATAANAACACCAAT
TCCNTTCNTTTTAAAAAGACAATACAAAATCCANACNTTTNTATACATGANCAATANCAA
TTCAAGNGCAAATATCATCAACTCCAATACATCATANCAAAGTCTCGNTTAAAAGGCAAC
AGTTAAAAAAACAAAAAGGNGAATTNTGATGTCAGGAAATATGGTTGAGGATTAACAACA
CGTGGGCCAAACAATGTATTTACNCACATTAATCCACTGTCTGGTCAAAACAANCCACCG
CC
>BJ028462 ID   BJ028462   standard; mRNA; EST; 206 BP.
AAAGGTNCAAACAGAAATAANGGCCCAATAACTATTACATTTATTGTNCANAANCTGTTA
TGGANAAAANATTGATATCAAAAACATANAAGGACAGAGNGTTGCTTTAAAAAACATCAC
CCTTTTTTTTTTNTTNTTTNTTTNTTTTTAAATNAAANNAGGCNTCAAAGGAGGNGAAAG
GATNACCCTNGTNAAAAAAAAANGGC
>BJ028465 ID   BJ028465   standard; mRNA; EST; 612 BP.
TTTGTGACCCAACATAACACCTTNGCCCCGTCCTTCCCCTGTAAAACACCAGAATCATGT
TCCACCACATTTTCATTACGGTAAATGCATCCATGAAGTGCAAAAGTTCACGTTTATGCT
GTAACTCTGAAGAAAAGAGCGCAGATATGGTTATAAATAAACCCCATTAGTGTCTGAATG
TTTCACAAAAACTGATCAACTCCCCAGAAACGATGCTGTGCAAAAACCCAACACGCCTGT
CTGCGTGTGCGAGGCAGCATTTCACGAACACGATCGCTGTTCAGAGGCTCTCTGTCGTTT
AGCGCTGAAAGATTCCCAGACGTCACGACAACCAAAAGAAGGAAACATCTCAGCAGAAGA
ACGAAGGTCGGCGGCCCCCCCGTGACCTCCACACAGTCCTTCAGTAACGATAAATATGCA
AAACGTCGATCAAACCTGTAACATCTGAAGCAGAACTCCCTTCTGTCTGTTCAGCTCAAA
CATAAAACCTTCACTAAAATATTTACACTTCATTCGGCTTCAGGCGCTCCGAGTGTCCAA
AGCTTTAACTAGTTAAAGTGCATTTGACGTCACACAACAGATTCATCGATTCTACACACA
AACCGGATTAAG
>BJ028478 ID   BJ028478   standard; mRNA; EST; 758 BP.
TGAAAAAGGTGAAGAATATATAAACCGTTAGATATTTTTGTGGCCCGAGCGGACAAGTGA
AAAGTAAAGTCTTGTGGTCCGCACTGCTCGAAAAACAGGACCGGGCCAGCGGACAAATGG
CTATGTCGAGCCCTGATTCCACAGATTCCATTGGATTCAGGTCTGGACTCTGGCTGTTCT
AACACCTGGATATGTTGATTTGTGAACCAGTCCATTGTAGATTTTCTTTATGTTTTGGAT



CATTGTTGGAAAACAAATCTCTGTCCCAGTCTCAGGTCTGTACAGACTCCATCAGGTTTT
CTTCCAGAATGCTTCTGGATTTGGCTCCATCCATCTTCCCATCAATTCCAACCATCCTCC
CTGTCCCTGCTGAAGAAAAGCAGGACCAAACCATGATGGGGCCACCACAATGCTTTACAG
TGGGGATGGTGTGTTCAGGGTGATGAGCTGTGTTGCTTTTACGCCAAACGGAACATTTTT
CATTGTTGCCAAAAAGTTGGATTTTCAGACCAGAGCTTCTTCTTCCACATGTTTGGCATG
TCTCCCAGGTGGCTTGTGGGTAACTTTAAACAACAGTTTTTATGGATATCTTTAAAAAAT
CTTGAAACTCTTCCATAAAGGCCAGATTAGTGAAGTATAGTATAATTTAAAAAGCTCTTT
ACAGAACAGTGCAGGTAAAAAGATGTGCAAAAGGAATGTGCAAAAAGGAAAGAAAAATAG
ATAATAAAAAAATGTGCTAAGGGTATCTTTTGTATTGT
>BJ028500 ID   BJ028500   standard; mRNA; EST; 743 BP.
GACCCTGGGAACGCTGTGAAAATGGATCAAAAGATGGATAGAGGGTTTTTTAAACACCAC
TATCCATCAGAGAGAGTCGCTCCAATGACACAAACTGTGTAATCTGATAAAACACAAACA
GAAGCCTTAAGATAAATTCTAGCTTTTTATGGAGAGCATAGTTTTTTTTTGCTATTAGTA
GACTTCCACCAAAGGAAAAAAGACACGGATATATCTTTCACATCCACATTCTGTGACCAA
CTTTTCATTTTTATGGGGAAAATTGCATCAGAACCTGAACAACTCTGGTCAAAAAGGGCA
ACACCAAAAGTTCTATAAACAGGTTCTTTCTGACATGCACTTCTGAATAGAAGCATCTAA
GGAACTGCCGCCTTTACGAGACATGGAGGACTTCCAGAACATCTGCAGAAGACTTAGAAG
TCTCAGTTTGATTCCCAAAGGAGGACATCCACAAACCACATGGCCCATACAACCATACAA
CTTCATTCATGTCAGATATTAAGGAATGTAATGGATTTCTAGCTTTAAGTAAACGTTCCT
TGGCGAGCCTCGTCTACGTTTTTCACACCCAAATGTTGAGCGTAAAGCCAATAACTCCTA
CATGGACGGGTTCAGCTCTGAGATGTTGAAAAAGATTCCACCTATTTACCACAAAACTGC
AGTTTGAACAGCAGAAAAAAATATTGGATAGAACGATTCATCTCTGTGGATCGCTCCAAT
TTGTATGAGGAAAAAAAAGCATC
>BJ028521 ID   BJ028521   standard; mRNA; EST; 789 BP.
GGTTTTCTTCTTTAATGTCAAAACGGACTGGAATTATTTACAATTCAACATAAAAAAGGA
AACAGACATGGATGAAGATCATTTCTCCTCTGAAAGACCATCAGATTCAGTCCACGTATT
TTCCCAGGATGTCTGCGTCACGGAACAGGAAGTAGTCCTTGTCCTCCAGAACCACTTTAG
TTCCTCCATATTCTGGAAGCAGCACCTTCTCTCCAACCTTCACGCTCATCGGCTGAACCT
CACCTTTCTGGAAGACCAAACAGAGGAAGCAGTGTTCCAGTCGTGTGGAAATGGGTTTTG
GACCGGACCTCTGGGGAGTTCTGCTCATTGAGGCACCAGTAACAGTAGGGGGGGACGGGT
TTTTAGGATAAGCAGCAAAAACATGGCTGCGGGGCTGAGCGTGTCTGATCTGGGGCGGCT
ACGAGACGCAGTTTTTTTACACTGCAGAGCTGCAGTCGATGCTCAGCGGTATCCATGGCA
ACCGTCAGACCACCCCTAACAGGGGGGAACTATTGCTGATAAAATGACAGAAGCTGTGTC
CGAATCCCTGCCCTAACTACTAAAAAACTATCTAGTAATTCAGACGCCAAGCTGACTTTT
AGTTTTAAACGGCGGATCATTGATGAGCGTTTATGGATGATCATTGATGAGTCCACTGTC
ATCTGAAGATAAAAACGTTGATGGCTTATCCAAAACATACATTAAATTACATTTATTTGG
CAAAAATTGCTCTGATGCAATGCATTGTGGTCTATATTCACCAATCTAGTGAGCATGGAT
TTCTATGAT
>BJ028523 ID   BJ028523   standard; mRNA; EST; 604 BP.
AGGGAGGGTTTAATTTTTTATTTTTTATTGGGAAAAATAGCCTGCTGCGTCCTTCCTTTT
GATTTTTGTGCCAAGCTAAAGACTGTGAATTCATATATATCCACCATCTTTGCACCACTT
TTGGCTAAAATCCAGAGATAAAAATAGATACCTCCAAATAAAAGTAAATATTCCACTAAT
TAAAGAAGCATGTAATTAAAAACACAAGTTGTTTTTCAAAAATTAATCAAGCCCTTCAAA
GTCCCAGTCCAGTCATCTTTTGATTTAATGTCTGTTACGCCTTTGGCCGTAATATTGTTT
TTATTTGTACTTTTGGAATGCTTTCCTGTCTCTGTTTTCTTTTGTTTTCTGCTGCGGTGG
TAAGTTCTGTCTCTCCTTTCCTCTTCTCCTGTAGTGGTGTGCAGATTGGATCCCATATTA
TCCAGAGCACCTGATTGGCTGTTGACTTCCAGCACAGGTTTAAATACTGCCACATCATAT
TTTTGAACCCCCCACCAGCTGGCAGCAGCAGAGCTTTACTTTGATATTGTTAGAGGCTTT
GCTCGTTGTGTTTAGTTTTGTGTTTTATGTGTAGTTTTGAGTTTTCTTCCCTGTAAATAT
ATTC
>BJ028535 ID   BJ028535   standard; mRNA; EST; 696 BP.
GAGTCTCTGAAACCACATGACAGCCCAAAAACAGACAAACAATACAAAAAGAGGGAAAAT
GTCTCTTTACAGTTCATGAAGGCTCTCGGTGAGCGTCTTCAAAAGGAGCTTCATCTGTTG
GAGTCCTATTTGACGAGAGGCCGGGTTTTATCGTCGTCACAACACTGGTGGTCTTTGTAC
TTTTTCACTTCAGCCATGTACTTTGACCAGGCATCGCTCTTGCCTCCGACAGCGTCTGAG
TCCTGTTTCTGCTTCTTTGCAACCATGCCGGTCTTGAGGAACACGCCGCCTCTGCGCTTC
CCCACCTGGGTTAGGGGATAGAAGACTGAAACCGTTACAGGAGATCTTGCAGGTGGACTG
CCAATGTAGGAAACTACACCAGAGCAGAGGGGCTGCATGCAGCCTCCTGCTGCAGCTCCG
GTGAACTCATCACTGCTGAGGAGCATCCCTAACCTCTCTACTCAGCTAAGAATGAAAACA
TGAATCCTTAAGGAGTTTAAAACAAAACGATCAATGGCAAATTAAGGCTCGTATCTGGGG
GATGAAATGCAAACTGGAGGTCATTAACTGTCTAATCTGTGAGCTGCTTCAGTCTGGCTG
AGATGCACTAACGCCGTCTCATCTTACAACTGCTCAAACCCCTTACAAAGGTCGTCACAG
GANGGGGCTTCTTTTCCANGGAAGTCTGTCCTTGCT
>BJ028538 ID   BJ028538   standard; mRNA; EST; 696 BP.



TTTTGGCCTAAAACGGCATGAAGACACTTGAAGACACTTTTAAAACAGATCAAGATGATC
AGAGTGGGTTTTAGGGTGTTTTTCTACGACAGATCTTTGTTTAAAATGATGATTGGATCG
CTGCCTTCTCTTTTGTCAGTGACTAAAACGCAGCACAGACTAGTCGGATCTGGCCGTCTC
CCGGCACGAGTGTCTCACCTCCGTCTCCTCCTCGAGCAGGCGTGTCGCCTCCTCGCGCTC
CAAGCGCATTCGCTCCTTCACAATGACAGGAAAGGGGCAGCACAGAAAGGAAGACAGCCG
ACCACACAAGACGGTGGAAAAAGAAACAAAAGACAGGATTCAGAGCAGAGGAACGCGTAC
GGAGGATGAGGAGCAGCGGCGAGGAAGACGGAGGAGCAGACAACGAAGAGAGAAAGGATA
GAACCCGCACACATTAAACAGAAGTCCGCTCATTTTACTGTTGAAGCAAAAAAGGCATGC
AAGCTGGAACTGATCTTTCAAACCATACGTGCAGAGGAGGAGCTTCATTCATGCGCTCAT
AGACTGATTGAGACCGCTTGACTTTATTTTCTATTTCAAATCAACTTTCCCTCATTTTTT
TAATCCTACTGTCGCGATGGGGACGTGTTTTAAGTCTACTCACCACTTTCTCCATCTCTT
CTCGCTCCCACTGTGACGTCTCTCTCACCATCTCAG
>BJ028539 ID   BJ028539   standard; mRNA; EST; 230 BP.
TAAAGTTTATTTAAAAAAAATGACAATGTTTNTCTAGCAAATTAAACCCTTTTAATTNCA
CTATCGCCTACATAACGGTTATTGAATACTTCACAATATATTAAGTCTAGATGTTATGAT
ACATGCATACATTTCAGTCTGAATGAGAACCCACAATCACCAGTACACATAGATGGGGGG
GGGGGGGGGNNNGGGGCAAAAAAANAANAAANNCCTNNTTTNAAANCCTT
>BJ028562 ID   BJ028562   standard; mRNA; EST; 765 BP.
GAGAGGAGCAGAGTGACAGAAAACGTCTACCACGCTTCTCTTCTCAAAGGTCTGCCTCTC
CTCGTGCTGCTTTTATTAGGAACACAAGAAGGAGGTAACATTTTCAAGACAAAGAGAAAA
GTTCATTAGGGGGTGTCGTCAAATGACCCTTTTGGTTGGATTCTAAGTTCAAACAGTATC
CCTTATCAGCTGAGGACAGTGTGTCGTAAAACGCCCTCTTAGCTGGGGATGAGAAGCAGA
TGAACAAACACACAACTGTTTTTAGAAGAGGTAAAAAGGTCAATCTGAGTTAACATTTAA
ACATACATTTGGACAAATACATTTACACAATGATAATAATAAAACAATTTCCTTCACAAC
AGCTGATAGTCGTACTGAATAGACTGTTAGAATTTCTATTATGGCAATAAAAAAGCAGCT
AAGAAAACAGAAAAATGAGTGGCCATCATTACTTTAAGAAATGAAGGTCAATCAGTCCAA
AAAATTGGGAAACTTGGAACGTGTCTCCAAGTTCAGTCACAAAAACCATCAAGCGCTACA
AAGAAACTGGCTCACATGCGGACCGCCCCAGGAAAGGAAGACCAAGAGTCACCTTTGCTG
CGGAGGATAAGTTCATCCGAGTAAGCAGCCTCAGAAATGGCAGCTTAACAGCAGCTCAGA
TTAGAGAGCAGGTCAATGGCACACAGAGTTCTAGCAGCAGACACATCTCTACAACTGTTC
AAAGGAGACTGTGTGAATCAGGCCTTCATGCTAGAATGTCTGCTA
>BJ028573 ID   BJ028573   standard; mRNA; EST; 673 BP.
ATAAAAAACATATTCGGAACAGTCTCACTCACCTGGTTTAGTTTTCTGATGAATCAGACA
GGAGTTTTCTCTAATCTGGTCGGTGGGAAGGATGGATCCTCTCCTTCCTCTGAGCGTCGG
TTAAACACGTTCAATACTCGGAGAAGCAGCTTCTCTGGAAGACAGATGGAGAGCAAAGGA
CGGTGTTTGGAGCCACAGAACGCGACCTGAAGGAGCAGAAAGGAGGACATGACATGAGGA
GATCGGACACAACGCTTTAGCCAGCTGTCAAAGCTGACAAAGATGGACTGACCGCTGAGT
TCACCTGAGGGGCAGTTTTCCACTCGCTGTCACTTCACATTTCAAGCGGCGATCCGGACG
ACCCATCAGGATGACCGACGGCGACATCCCGCCTGTGGAAGGACTCACTGGCGCCACCTC
AGTCCCGGCGTTGATAAAAACTACCTGAAGACATCTGTGACACAGTTCTGAATGGGTCTG
GTTCATTTTTATGACCCGTTTTGGGTCACATACCTCGATCTGTGACCAGTGTCCTCCTCC
TACAGTAGAGATCTGCTGGATGGAAACAGTACAGAAGTTATGTGTACGGTAAGAAAATGA
TGTCTGCCTCGGAGCTCCCTCCAGCCTCCTAGCAACACAAGTTTGGTAAGAGTCACTTTG
GGAATTTGATCCA
>BJ028584 ID   BJ028584   standard; mRNA; EST; 781 BP.
CTTTTATTACGGTTCTGTCTGAAGAGAGCGGTTCCAAGCTCCTCCTCACAGGNATGAACA
CACTGACGTAAAGGTTCTGAGTTCTGGATCGGTTTGTTGTGATTGTTTGTGAGGCAGGTG
TCATTGAGGGGTTTGAAGGTAACCCATGAAGAGGGCCTAGGCCAGGGAAGGGCAGAGATT
CGGTGTGATCCAGGTTCTGGAGAAGTTAAGGGAGCTGGCAGGCAGTCAATGAACAGTATA
TTGATACGCTGGGATTTGATTTAATAAGACAAGGCTCGTCCGAACGTCCACACAAAATAA
AATATCCAGGGAGGCAGACATGAGAAAACATTCTCTGGTCTGACAGTGAAGCATGGCGGT
GGCAGCATCATGTAGAGGGAATAATTTTTCAACTGCAGGAACTGGGAGATCGGTCAGAAC
ACGTAAAAAGAACATCCTGACATGAGACTGAGGAGGCGGTACAAACTGCCCAGCCTTTAG
GGGAGGGGCTTTAGGACAAGGCGGCGTTGGCCACACGTCTCACCTGCCGGAGCTGGAGAG
GTTCTGAAAAGAGCAACGGGCTAAAGGTGGAGCCTGACAGAACGCTGAACGTCCTCTGGC
CTCAGGGACGTCTTTGAGAACAAATCCACTCTGGAAGGACGATGCCTTCACTGCACCTCC
GTAAAAGTAAACTTGAAGTTTCACTGAATTCACTTTCAATTAAACTAAAAACTTATTTTC
TGTTCCTNCCACAAGAAGTTGAACCGCTTACACTTTTATCACTTTTACTTCATCTCTCTG
A
>BJ028589 ID   BJ028589   standard; mRNA; EST; 664 BP.
ACGCTGCGCTCTCTCACATCAGGTTTAGACATCACGAGTCTCATTACGCTCTGGATCCGT
GTCGGCCTTCTCCAGCGGGTTCCCTCAGTGCCCGTTTACATTCAGATCATGTTGAACGTG
CTTCATCCATCTACAGAAGGGTTAAGGGGACCGGCAGAAAGATGGGACCCGTGGCATCTG
CCATGGTTTGCAGCCCAGGCAAAAACATGAAAAAACGTACAAAGCGATCACGCATCTGCA



GAAGCATGTTTGAGGACAGAGGGTTCAGCGGCGTCATGTTCCGAAACTCGGCTGGCAGGG
AATCCAGGGGGGGGGGCTCTTACGCCATACTGTCTATCAAANAGTCCCTCATGCTCGTGG
CGATGGCGGAGGGCTGTGCTGCGTCGCTGAGTCTGAACACGCTCTCAATGACGTTACCGA
GCGCANACAGCCTCTCCTCCACTCTCTGGATCCTCACAGGGTCTGGCANACTGTTTCGGA
TGTGCTGCAGCTCCTGGTCTGTGGTGTTGCTGGGCACCAAAAGGCCGTGACGATTACCGA
CACACATCCTCCCGATGATGCGACAGCCTGCTATGGAGGCGTGAACCACAGGAATGGTTT
CCGATAACTCGCCTTCAAACACGCTGTAAAAGTTCTCCGAGCCGCCGATCGCCACCAGGC
AGTA
>BJ028592 ID   BJ028592   standard; mRNA; EST; 493 BP.
AATATTTTAATGTAACGTTCCTGCAATGTGACTTAAAAAATACCTAAAGGTGAAAACATT
TGATTGCATATTGCTTTGTGTAATTTCCGTGTGAAATTTCATTTTTATTACAGCAGGTCA
CTCCAAATCAGCACTACCTGTATTGATTGTGGGGTTTTTTTTTCTGGTGCATTAGTAAAG
AAAGAAAAAAAAACCANTANTAATANCTGNGCATTTATGTCCTTTGTTAAATAAAAAANA
CTGAAATTAAAGGGAAAAAATGAGGTAAATATTTCAAACANATTTNTTCAGTAAAAATCT
ACATTTTTATCANCTATAGTTNATGNGGGGAATNGTATTTNAATAAAAATCTACNCTACT
CCTNTTAGNGGTTTNAAAATACTGGANCTCCTGTTTCCGCATANCACAAATNACATTCAG
GCCTTNTCCACAAAAAATCCATCCAGTNCCAGGCAGGAACAATTCAGNGCTTGTTGAAAT
GGAGNGGCAGGAA
>BJ028595 ID   BJ028595   standard; mRNA; EST; 530 BP.
CTTTGATGACGTACCGTATTCGCCACGCTCAGGACAACATCTTGCATGTGATTTTTAAGA
CTGTGGTGGACTCCCTGTCCATGCGTTTAAATAGAAACACAGGAAGAAAATTAAAATAAG
AAAAAAAAAAAANGGGTNTCACNCATTTAACNCATTTTAAGGAGGAAATAAGTCNCCCAA
AGGTCTGCANCAGNAAATATTGNCATCTNTTTCAAATAAATCTGGACTTTTATGTGNGNG
GGTTCGTTAAACTCAATGTTANCANAGTAGGAGTNCNTTTTGNGGATCACATTCAAATGC
CTNTTCCCTNTTCCTTTATACTTCAGNGTTGCTGGCAAAAAGTCAAGNCCATGTTTGGGC
TGTCTCAANGGCATNCATTTCATGTTTNTTCCACTGTTCTGCAACATCGTTCNCCANCGG
ATCGTNTGGGTTGGGACCNCTTAATANCCCCTGGATAAATANCANCNCTGNGCGGATNTG
CAGGGCTGGGGACCACTTGTNTTTCAAAATGTNTAAACATNTTNTTCCCA
>BJ028627 ID   BJ028627   standard; mRNA; EST; 716 BP.
ATTTTATTTTTAATTTGTTNAAAAAGGAGAAAAAAATGTGGATTTTTTATAATGTCAGCA
CATTATGGGCACATCAAATGAAGATCATGAAAAAAAACCAACCACTAAAATGTGAACGAA
GAGCGACACGGTAGGCATTCGGCACAAACAGAAACACAGGCAGTCATGAAGGCCCGCTGC
AGCCACACTTTGTGTGGTGTGATGCTGGAAGCACACACAAACCAAACAACACCAGCAGAG
AAATCACCTTGTGCTGCAGAATATTTCTGAATGTATGAACACGATTTCATTGCAGCTGAA
AAACATATCAAATTATGAACAGTTTGAAAAGAAACGGTAAAAATAAACCACAACACAAAC
AAAATGTCAATGAAAGGACACTTCAGCTCAGACAAAATGAACAACAGAGGTACAGAAAAT
GATCATTATATAGCAGGAAAAAAAGGCTCACAATTAAATAAATATTAGGCATCGGGTTAA
AACAAAAATTAGCATCAATGACCAACTTAAAATAAAGTGCAAAGCTTGTTCACTTGTGTG
TCAAAAAGAATTTAGGTGAGTTAACTTGGTCTTATTTAGAGAAAATGACCCCAAAAAATC
GTTATAATCCTTCCAAATATTTACAACTATGTATAAATAACAGTGGAGATAAAGGCAAGG
AATGATCCTGACTGCATACATACTGAAGCATCGTCCAAAATAGACTTCTTTACTGT
>BJ028633 ID   BJ028633   standard; mRNA; EST; 143 BP.
AAANNCTTNANTTTTNTCATCNCNTTTTCNTCANNTTCNTTTNAAAAAANCANNAANCCN
TTAAAAAANCNCAGGGNAAAAATNNTTTCNTGNAACCCAAAAAAGGGGGNANNTCCTGTT
TTTTTAAAACCCCCNCCCCANNA
>BJ028661 ID   BJ028661   standard; mRNA; EST; 399 BP.
CTTTATTGTATTTAGAAATCCCGCATCAAATCTGTCTTTTTCTTTTTTTTTACCATTTAC
AACCGGTGAGAATGAGGGACAAGCTAATTGTCGTGCCTTTCCCTGCAGGCGCAAAGCGCT
ACAGGATGGGCTGAAATGGAGTGGAGGGGAGGAAGGTACATAAAGTGCTTTTGCCAACAG
TTTTCTTATTTTAATAGAAAAAGGGATTTAAAAAAAAGAAAACAAAACAAACAGTCATGA
GCGAGGAAAAGGACGGGAGGATCATGGACGTGACAACATGAGGGGGGGGGGGGGGGANNN
GNAAAATTTTNCCAGGGGGAAAAAAATTTTCCGNATNANNANTTTTNAAAAAATCCCANC
NTAAAAATTAAAAANGGNAAAANCCAANCCAAANCCANG
>BJ028675 ID   BJ028675   standard; mRNA; EST; 632 BP.
AATGATGTGAGAACCGTTTATTTTNGTGATAAAACATTTCAACAATATAGGTTCAGGTTA
AAGTAAAAACTCAAACATGTCATGATGGGATTCATTTTAGATTTCATTCACAGCAGCAAT
GTTGTGGTGGATTATTAATCCTTAATATTCCGGGATTAGAGTGGATGAACTGATCTCACT
TTATGGTTTAGAGGAGGTTCAGCGCAAACTGATAACCTAGAGGTGAAAAGTTTTGCTTCT
GCTGGGTTCTATTTATGACAAAAGAAGAATCTTGATTTTTTTTTTTCTTCTAATGATATT
TATTAATACAAAGTANATTGTCTNTAAAGGGGAAGNGTCTCATCAGTTTAGNGGGATTTT
CCTTCTTTAAAACATCTCCTGTTCAAATGCANATGTTTTATTTTGAAATGCATTAAACCT
TTAAGTCTTAAGGTTTGAAATCCAAGCTTTTCTAAAACTGCTCTGCTGCTGGCTGCTTTC
CAGNGTTAAGTATGCGTCTGCTGGCAGGTCGCCATGTTGGAAATCGGCCCTTACACNAGT
GAAGNGNGATCGTTATTTCAAATTAATAGGCTTTAGGATTTGTCANAGTTGTCCTGGNGT



TGCCTTCTGCTCACATTGATGCATAACGATCA
>BJ028696 ID   BJ028696   standard; mRNA; EST; 725 BP.
TTATTATTTATTATAACGTTTTAAAGTTCATTTCCGTTGTATTGAAACACATGTTTGCTT
GTTACTTTAGCATAAATCCTTTAAAATTTGACCGCTTATCAAAACCCACAGAACTCCATC
AATGAAGGATCAAACTGTCCAAGTGAATAAAGATAAATAACATAAAACGGAGCTAGAAAG
AACATGTATGACACGTGTAACATTTTACAAAGAAAGGCTGCACACAGCTTTAAATCCAAC
TGATGGTTTGATGACAACAGTCTGTCTGCAAACACATAAGAGCTGCAAACATTGAAAGAT
TAGAACACTAAAAAAATATTGTATTTTTAAAGTGTTTCATGCTCTTGCGGGCCACATAAA
GTGACATGGCGGGCCACATTTGGCCCCCAGGCCTTGAGTTTGACACATGTGCTGTAGGTG
CAGTGATGTCTGAGGAATTCATGAGGCGGGTCTCCAAAAGCCTGAAGGGATTCTTTACTC
GTGTTTGAACACGTTCATAAGCACATGCATGTTCAATACCTCATGAGAAATGTGTGAATC
CTTCAGACAGACGTCACGTCGTCACTGTTTGAGCCACAGCCGGTTCCTACATAACAGCTG
TTCTGATCCAGACCCGTCCACCTGATCAGAACCAGGCGTCCTCAGCACTCAGTCTGCCCA
CAGGGGGATCGGATCATCAGTCAGACATGCAGACTGTTACAAACATTTGTGACAGAATGT
TCCGC
>BJ487039 ID   BJ487039   standard; mRNA; EST; 608 BP.
TCTGGCCTACCCAATGCCCTCGATGACCTTCCATCTCCAGGAAGAGGGAGAGATTCTCTT
TACCTGAAGCCTTTGGCAGCGATAGGGACAGTGTTATAACGAGGAACAGCAGCTCATCCT
TCACTTCTCCCTGTTCTTTCCCTGTGAGCATGTGGAACTCTGAGGCCCACCTGAACACCC
TGAGACGGATAGCAGAAAACTATTCCAACTTAATCACAGCTCATCCCCTGCAGTGCTTAA
ACCAGTCTTCTGTGTTGTACCCTTTCTCCCTGTCCCCTCAACACATGCTACCCGAACTCA
GTTCCCATTTTCAAAACCCACTTCAGAACTCTGCCATGGGCCTCTCAGCTTTCCGACCGA
GTTGTGCACCAAACATTCACACTGGAAACAGGCGGATGGGCAGCATGATCAAGCACAGCC
TGTTGAAGAGGAAAAAATACAGCCCAAGCATATTGAACGGGCCAGCCAAAACTGAGGATC
AAAGTTACTCTNAAACGCACAAACCCAGCCCAGAAACAGATGAAGACTGCCAACACTGCC
GGACGAGACTCCTTGATGATCCACACTTGGGAAAGAGCATAGCAAGGATGTCAGTTCTGC
GGAAGAAG
>BJ487089 ID   BJ487089   standard; mRNA; EST; 647 BP.
CGAGGCTGGTTCAGTCAGCGGTATCCCCTCACGGCTCACTCTCTGTTTCCTCCACTCTAC
AAGGAGCTGTTTGTATCAGAGGCAGAGCTGCTGCCTGTGACCCCACATTGATCCCCCGCA
GACAACAACAATCGCAAGCACACAAGAGTGCAGGCGTGTCGTAACTCTCAACTTTCCAGC
TAAATCTATTTTTCTAATGAAGAAAGATACATTTAAAAAAAGCACAGCAATCCAAATATA
TATTTTAGTTGATTATGTCAAGCAGAAATATTTTGATAGCTAGGACATGATTATTTCAGG
GAAACAGCCATTTTGATGTTTTGTGAGGATGCATTTTTATCTCAGGATGTATTTTTGTGA
TTCTGTTGGTCGTAGCTGTCGCCTATCTCGGGGATTTCGTACACAGCTATTCAAAGAAGC
AGGATGAAGGTCAGCAACAGTTGAGATTTTGCAGTTACTGCCCCAAAAGTCCAAAAATGT
TGACTGAAAAAAACATTTTTATTTTTGTGACAATCTGGGGGAAAAAAGAAGCAAACCGAG
TTTCATACTGTTTGTGGTAAAAAAATAAATCAATAAAGTTAGTGCATTGCAACGGACGCT
AAAAACTGATTTCAAACAACAGATTTTCTCAGTTTTCTCCTCATTCA
>BJ487096 ID   BJ487096   standard; mRNA; EST; 578 BP.
ACGAGGGCACTCGTTCCAGTCCCACACACGGACTCGTTCCAATCCCACACACGCACTCGT
TCCTGTCCAACACACGCACTCGTTCCTGTCCCACACACGCACTCGTTCCAGTCCCACACA
CGGACTCGTTCCTGTCCCACACACGCACTCGTTCCTGTCCAACACACGCACTCGTTCCTG
TCCCACACACGCACTCGTTCCAGTCCCACACACGCACTCGTTCCTGTCCCACACACGCAC
TCGTTCCTGTCCCACACACGCACTCGTTCCGGTCCCACACACGCACTCGTTGCGGTCCCA
CACACGCACTCGTTCCAGTCCCACACACGCACTCGTTCCAGTCCCACACACGCACTCGTT
GCAGTCCCACACACGCACTCGTTCCAGTCCCACACACGCACTCGTTCCTGTCCCACACAC
GCACTCGTTCCTGNCCAACACACGCACTCGTTCCTGTCCCANNCACGCACTCGTTCCAGT
CCCACACACGGGACTCGTTCCANNCCCACACACGCACTCGTNCNTGTCCCACACGCGCAC
TCGTNCCNGNCCCACACACACACTCNTGTCCAGACCCA
>BJ487131 ID   BJ487131   standard; mRNA; EST; 673 BP.
TCTCCGAATCGATGTCGACTCTCCTCGCCCATCTTTGTTTATTTAGGATTTAGCATCTCT
GGATGGTAGCCGATGGAGCTCTGTGGGAGGCTTTTGGAAAGGAATCCCTTCACCTCTGTC
AGTCCCGCTCTGTCTGTAATCATTTTTCCAACCTTTCCAATTGATCAGGGATTTTGTTTG
TTTCCCCACATTGTCCTTAACTGCTACCTGCTGCTTTGAAAACAAGTAGCGCAGCTAGAA
GGCTTATCATCTAGTGATTCTGTTCTGGGATCTGAAGTTGGGTCAGCTGCTTTCCCTTCT
TTCTTTTCCTTCAGACCCATACCCACGAGCTGCTGCCTGGATTCCACAATGGCTAATTCC
CTGCATAAGATGATGATGCAGTGTTTAGGGAGTTTTCGAGACGTCCCCTCGCTACAGATT
CAAAGCTGAGGCCTTTCCTGGTGGGCTTTGTACTTTCAGGAATCTCCTCCAGCCTCGGCT
GCATGTTAGGTCAACGTTCAGCAGCAGCCACCGTGTGAAAAACCTCACGCACTTTCAGCA
GAGGCGGCTTCCTCAACAGGATGCAGAGGCGGCGAGAGTTTACGATCTTTATTGGACGTT
TTTAGTGAAGAAGAAATCACAACACTGCTTATGTCCCCCTTCAGCGTTTTATTCGTCTCA
TGTCTGCAGACCA
>BJ487134 ID   BJ487134   standard; mRNA; EST; 650 BP.



CGAGGCTGGATTAGTGAAAGATCCCCACCGCTGGTTAGCAGAGACAAAGACTAAGCTGCG
CTGGCTGTGTGAAGAAGTGCGAGAGCACGACGCCNAAGCCCAGCGCTGGAAGAAGCAGCA
CCAACAGACCAAAGATCAGCTGAAAGCCCTGCGGCAGAGCCGGGACTCGGAACAGGCCGT
TCTCCTGCAGCGCCTGCACCAGCAGGAGAAGCTGCTGGAGGCGCTTGGCGCTGAAAAGAA
AGAGCTGCTGGAAAAGAGTCGCAGGAAAGAAGAAGAAACGAGAAGCCTCCAGCAAACCAG
ACAAACCCTGGATCATCTGGAGACGTTACCAGAGGACAACCTTCTGTTGGAACATTTCAA
AGACTTGGAGGCGTCGCAGCAGCAGAAGGAGATCGTGGAGGAGCGCTACTCCNAGCACAA
GGAGGTGGTCAGGGATCTGCAGCAGCAGCTGGATGAGTCCAAACGGCGAATGCAGGAATA
TAAAGAAGAGAAGTTGGACGCCACCTCCAGGAGCCTGAGACTGGCTGCTCTGTCGTCCTC
CATCAAAAGCCCCGGCACCTTCCTGAGCAGTTCGCTGAGATCCGACTCTCATTAGGAGGC
GATTTCCCGCATTTAACTCATCTCCNGCGCGAGGAGCCGAGGGCAGCCGC
>BJ487146 ID   BJ487146   standard; mRNA; EST; 696 BP.
GAGGGCGGCCCAGAATCCTTTGTCCCTGATCATGTCTCAGATGTCCAAGTACGCAGTGCC
CAGTTCTACTCCCCTCTACCACGATGCAATTAAGACCATCGCCACCTCTGATGATGAGAT
GCTCCCAGATCGGCCCCTCCTCTCTGGCGTCAGCATTGGAGGAAACATGGGGAACGCTCG
CATGTCACAGGGACTCGGACCTCACAGTAACCCTCAGAGCCCCATGGGCTTGATCAACCA
AGGCCAGCTCTCCCATGATGGCTCAGGAGCTGTGCCTTCCCCCCAAAACCAAATGGCCAT
GCCGGCCATGAGCACTGTAATCATGAGGAGTGGGGGGCATGCTGAAATGGGGCCAAACAA
CTCATCCTCGTTGTCTCAGACCCAGATGGCAGGTTTTCCCCGCATGCAGCCACCGCCACC
GCACAGCTCCATGCACTCACCGATAAGAGGAATGTTGCAAGGGTTCTCTCAGTCCAACGA
AGACACTCAGGCTCATCAGCAGCTACAGCTGCTGAGCAAAGGCCCCCCACCTCAGCGCCC
CTTTCACCGCTCAGACTCCTTTGCCTCTCTTCCCATGAGTGACGGTCCTGACCTGAGCGA
GGTCATTCGGCCCACCCACACAGGGGATCCCCGAGTTTGATTTGTCCCGGATCATTCCTG
CCGATNAACCCAGCAGCACCCTTCAGTATTTCCCCA
>BJ487147 ID   BJ487147   standard; mRNA; EST; 678 BP.
CGGCACGAGGAGCGGCTGCGGTGCAGATGGCAGAGGAGCATTCTGACTTTGTGATGGGGT
TCATCTGCTGCTCCAAGGTCACCCAGAGCCCCCAGTTCATCCACATGACTCCTGGGGTGC
AGCTGGAAGCTGGAGGAGATTCATTGGGCCAGCAGTATGCCACCCCTGAGGAAGTGATTT
GCAGGAGAGGCTCTGACATCATCATCGTGGGACGGGGCATCCTGGAGGCTCCCGATAGGC
TGAAGGCTGCCGAGTCGTACCGACAGTCGGGCTGGGACGCGTACATGAAGACCCGGAGCG
GCCAGTAAGGAGGACGGAGCCTTTCGGGGAGACTCGGCCCCCACAGAGGAGTCGCGTTAG
CAGTTCCAATCCGACACATCGCTGACTCGCAGACGTTAGTGCCGCCAACAAAAAAAGCCT
CTGTCCTTTCCCGCCATCGCAGCCCCCAGCTCTGCGCCGCTCGGCTGGTTCCTCTTTGTC
ACGACTGGACTTCCTGTCAAGCGATTCCGTTCTGTGAATGTTCCTGCAGACGGGAACGTG
AAGCTGGACCGTCTCTGCTGCTCTGTGTGTCCTCAGGGGTCGAGACACTCCCTTCAAATG
ATGCAATTAGGAAAACCTGTGTGTGTGTGTGCACGTGTGTGTGTGTGTGTGTGTGTGNGC
ACGTGTGTGTGTGTGTTG
>BJ487193 ID   BJ487193   standard; mRNA; EST; 274 BP.
GCACGAGGATTTAAAACCCGTTTGATCCGTGAGGACGCTGCCGTGCCCCCCACCCCCCAT
GGTTTGGTGTCGCGCCACCCCCCGTCAGAATCAGACTGTCCCCTCTGCATGACTGTTATC
AGCTCCGTATACAAAGACCACCATGTTAAGTGCCACGGGGCGCCTCTTCACCCTTACCTG
CGGGGGCGTGTCACTCTCCGAACACGCGGTGCTTTTTGTGTCCCGCCCCTTTCTGCTTTA
GCTTCCTCACTGTAACCCCCCCCCCCCNGCAAAA
>BJ487198 ID   BJ487198   standard; mRNA; EST; 607 BP.
AGCGCTTCCTCTCCTGCCAACTCCTACAGCCACCAGTCGACTGCCACACTCACCCCGTCA
CCCCATGAGGAAGCCTGGCCTCAGCCTGACGCCCCCCGTCCCAACCCAGTGGAGGGCCAG
CCGCTGTCACGAAGGTTACCCTGCGGTCTGACGCCAGGACCACAGGCCCCCAGCCCAACA
CTGACGCGGTCCAACCCAAACCTCTCCAGCCAACAGCAGCATGCCTCATCAGAGGGCTAC
ATGCCACACTGCCAAAGCCCCGCCCATCGCTGCTTTCACAGCCAGGGGCCAACCAAGGAT
GGAGGCGCTGTCGGCACAACTACACCCGCACATGACTGCCCCTCCCCAGCAGAGGCATGC
ACCCCTCCCTACCAAAAATCACGAGGAAAGAAAAAGCTCTCTAAAACTTCTGCGTACAGG
AGGGATCTGCAAGGAGACCTTCCACCCCCACCTGACCCCCCTTCAGAGGAGGACGGACCA
CAGGGCTGGCAGGGCTGCATGGAGGCGGGCCAAGCGTCAAACAGAGTCCTGTCCTCTTTG
GAGAGGAGGGAATACAGCAGCAACAGCCAGCAGCGGAAAAGCTCTGCTCAGAGGCACGCT
GACAACG
>BJ487254 ID   BJ487254   standard; mRNA; EST; 662 BP.
GAGTTCCTGAATGCTCACGAAAATGACAAGAGACCGACGTCTACGAAAGTACTGAGCATC
GTGTCCGATTCGCTCGAAGCATTCAGAGCGTCCCATAGTCCTGCTGGACAGTATGAGTGA
AGGATCTACGTAACGACAAGGACTTAACGCTAAAACATCCCACAACCAGCATGAAGAGAA
TTTATCATCCACCATCCAACCAACTGTCTATCCATTCATCCGTCCATTCATCATCCATCC
ATCCNACTGTTCGTCCATCCATTCATCGTCCATCCATCCNACTGTTCGTCCCATAAATCC
TTTTTCGGGGTCGTAAAACTGCTGGAGGCTAATTCTTCATTCTTTTAAAAAAAAGTTGTG
GTTTAAAAAAAAAATCAAACTTCTTTAAGTAAAATATATGAAGAGAAATGTTCTATAGAG
TAGCTGATGATACCAAAGAGACTTGGTATATGATATCATGATATAGAAGGTTTCTAATGA



CCAAAAGCTGCTGCATCCACTTAGATCACAGGTTAGCATCCACTGACACCTGGTGGCCAC
GTGAAGTACTGCAGCCACTCACAGATCTTTTTATTAAATCAGGCAAAGCTGCAAATAAAT
TCCATCTTTTTATGTTTGTGTTGAATTGGGCTAATTCTGACATCATAGCATTAAAATAGG
AT
>BJ487255 ID   BJ487255   standard; mRNA; EST; 673 BP.
GGATGGCCACAACAGTCACTCTAAGAATGGTTCTGATGCATGCCAATCCCCTGTAACCAA
TGGCTGTAACAGTCTCGGCATCATCACAGATCACTCACCTGAAAGCCCTTTCGTCAACCC
TCTCAGTGCACTCCAGTCGATCATGAACACGCACCTGGGGAAGGCGTCCAAGCCCATAAA
CCCAAGTGCAGATCCTCTGTCTATGCTGTATAAAATCAGCAACAGCATGATGGATAAACC
CGCTTTTAATGCCATTCCTCAGGGCAAACCAGCTGAGCCCATCAACCACTACCAGCTGTA
CGAAAACAACGATCAGCCTATAGATCTAAGTAAAAATAAGTCTAACACTAACAGCAGCAG
TAAAAGCAACACCAGCGTGCTGGTGAGCAACAGCAGTGTAAACGGCAACAAACCCCTAGT
TTCCCCGCCTGAGTCTGTCTCCTCTCCTCTGCGAGAGAACGCTCTGATGGATATTTCTGA
CATGGTGAAGAACCTCACAGGTAGGCTGACGCCCAAGTCTTCAACGCCCTCCTCCATTTC
GGAGAAGTCAGATGCTGATGGCAGCACGTTCGAGGACGCTTTGGAGGACCTCTCACCGGT
GCAGAAGAGGAAAGGGAGGCAGTCCAACTGGAATCCGCAGCATCTCCTCATCCTGCANGC
TCAGTTTGCCTCA
>BJ487270 ID   BJ487270   standard; mRNA; EST; 246 BP.
TGAATGAGGTGGCGGNGGNAAGGGAGGGATTTACCCTCANTTAATGAGCGGNCACCCCTT
TTCCCCCGTTCCTCACCCCANATAACAAGNGNAAACNCCCCCCANTGTACCGGNAGGGGG
GGGNANNAAAGGCCNAGNGAAATGGGGTCTTCAACACAGGCGGCGTCCTTGAAAAAGNAA
GGTTTGACNCGAAAAGGGAAGGAAAACAAAACAAACAACAAAATGGGTTTGCTTCAACAT
CCCTTG
>BJ487319 ID   BJ487319   standard; mRNA; EST; 696 BP.
CGAGGCCTTTGGTTATTTCATCACGGCCTGCGGTGTCATTTTCCTTTCCGTCCTGTCCTA
CATCATCCTGCCTAAATTGGAGTTCTTCCAGTTTTATCAGGAGAGAAAACATAAAGTCAC
ATCAGACGACAGGCAGAACTCACTTCAGCTCATGAACAAAGATTCTAGATGTTCAGACAT
AAAGGAACCAGTACCTGATGTGGTGGAACCAAACAACATTTCCTGCATGGTGAAGATCTT
TAAGAAGATCTGGGTCTTGGCGCTCTCTGTCTGCTGTCTATTCACGGTCACCATTGGAAT
ATTTCCCGCTGTCACTGCCGACACTCGGTCTACCCTCTCAGCTGGAGGCTCTTGGGAGAA
ATACTTCATCCCAGTTTGCTGCTTCTTGCTCTTCAACTTGTGTGACTGGGGTGGGCGGAG
CTTGACCGCTGTCTGTATGTGGCCAGGAAAAGACAGTTTGATACTTCCTGTGTTCGTCCT
GTGTCGAATGGTTTTCATTCCCCTCTTCCTGTTGTGCAACGTTGAGCCTCGTTTTCACCT
GCCAGTCTTCTTTCACCATGATGGCTTCTTCATCATCTTCATGATCCTCTTTGCCTTCAG
TAACGGATACCTGGCAAGCCTCTGCATGTGCTATGGCCCAAAAAAAGTTCTTCCTCATGA
AGCCGAAACAGCTGGAGCAATCATGGCTTTCTTTCT
>BJ487341 ID   BJ487341   standard; mRNA; EST; 578 BP.
TGTGTTGTTGATTGTTTTGACGTTGTAGGGGACCATTAACACCACTCACCTTTATTTTAC
TATTCCTAACTGGAAGGTTCTTCTAATCTTGGATGTCGGCGAGCGCTCCTCCTCTGCTGT
GCTCTCCTGTTGAGCTGTTGTTTTTGTAGCTGGCGGTTCCAGCATTTCCACAGTGGGTTG
GTTTTTTTTTTACTTTTCAGGGTGCCTGCCGGTGAGCTTGTGCCGGAAACGTTATTTGGA
CGTGTGTATGTGTGGCACTGCACAACAGCATGCAGTTAAAATAATCCCACCAATGAGCTT
TAAACACAGCGGGGTTTGTTTTTACAAAGTGAGGCGGCAGCTGGAACCAGTCACTCAGTC
ANACTTCCAGTGCAANACTCGTTTCATCTCANCCACTCGGACAGGCTGAGCTTTTCCCTC
TTCTGAGGACNACAGGGGGGTTGGATTACACACAAAATGGCAGGGAAATGGTGCAATTGN
GTCTTTATCTTTCTTTTTTTCGTTTCCTCCATCTCTATCCNATGNGTTTTCCTAATTTCT
AATGTGTCGTCGTTCTTTACCTGTTCTCTGATGTTGNG
>BJ487366 ID   BJ487366   standard; mRNA; EST; 526 BP.
GGTTTTCTTAGAGCTGTCAGTCTTTGATCACATGCCAGGACTTTTCTCCCAAACACAATC
TGAACCAGTTCAATGACTCTGACAAAAACTGCTTTTTTTTTTCCTTCTGTCCCTTTTTTA
TGTGACATACTCATTCAANAACAGCCNTCATTTAAGGGGTTTTATTTATACNAAAGTATG
TTTACNTTTTTGAGCCTCTNAAGTTGTGCCTGAATCTAANGGNGGTTCCNTTTGTGGCTC
CAATTGAACAAAAAGCTTCTAATCCATGTGGAAAAGTGGGAGGGTCTATGGCTACCAGGT
TCTAAAACTGGCATGGTACTGCCACAATACTATNATGTTGAAACAGCTGGNGTGTTGATA
AATTAACAAAGGTTTCTGAACTTCACTTCTCAAATTTNATGGGTTTGTGNGGATCAAAAG
TGATGTTTCCTGCCAAAGCTTTTTAAACCACCTACATTTTCTTTTTGTTTGNATTTCAAC
TATAAGNGGCTTTTATTTAAANAATCAAAGCTTGAAAACTGGTGAC
>BJ487400 ID   BJ487400   standard; mRNA; EST; 638 BP.
AGGCTGCTTTGTTCTTTGCCATCTTTCGGGAGGCGGAGGACGTGTGCAAACAGTGCTAAT
GCCGTTAAAGCAAACTGCTGACAACTGTAGCTCTACGTCTCTTTAAATCACCTGATCCAG
GTGGCCATTGATGTAAAAACTCGCATTGCACTGCAGGAAACAACTGTATTAACAGAAGGG
AAGAACAAGAAACGGAATAAAAGGAAAAAGTCGGTGAAGGCTTGCTCATCTCTTAAAATG
AAAATTGTATATNATGACTTAAGCTCCACATGGTTTATTGAATTTTTAATGGTTTCTAAA
ACATTTTTAGTGGTCGTCGAAGGTCTGTGTTTTTACTGTAGTGGACAACACTGTGTTTGT



GTCTTTGTCGAGAAGTCTCACTAGGAATGTGTGGTATAGAACAGATTGTGTATCCNAAAT
CCATTTCGTTTGAATTTGTCATGCATCGAGAGCAGCTTGTTCCGTAATAGGTGACTTGGA
TGTCCAAACATTTCCTCCATACCTTTTCTAACTTTATAGAAATATGCAGAAGATTTAAAT
ATAGTAGCAGAACAATATTTTTTCCATCTNAGTTGCTTAATTAGGGGGGAAAAAAATGCA
ACATACCAGATTCCTTTTACTATTTTTTTTTTTGCCAG
>BJ487401 ID   BJ487401   standard; mRNA; EST; 618 BP.
GGCCCCCCTCCTAGCACTCGCGGTGACAGGGCAGTCCATTGCCCAAAGTGACAGGGCTGG
GAATCATCAGGCTTTAAGCAGCAGCACAGAACGGCTCTGTGTAAGGGCAGAGAAGAGACA
TGGGGATGCCAGTGGTAATGTTTTGTGTGTTCGTGTGCGATAACACTTGTACCCTAACAC
TTGTGAGTGTGGGATTTTCCCTTTTTTTCTCTCTCTCTCTCTCCAGGCCGGCATACATTT
GAACTGCCTCATGTGTGACTGTTGAGAAATGCCTCTAAAAGTTTGGTGGCAATAGGAAAG
GTTAAAGTGAGAGGACAAGAAATCAATACAAATAACCTAGTGTGTGCTTGTGGGTTTGTG
TGTGTATGCGTGTTCCAAAAGAAATGGGGAGTGGGGAGAAATGAAATGGGGCAATGAGGA
GAAGAGGGTCTTGGAAACGGAGTAACAGGGCGGTGAAGAGTGAAGAATTAGACTGCGCTT
CATTGAGAGAAACAGAGCATGATTGTGTGCTTCCTCAACACTCATCACATTTCTGGAGCC
GAGTCAGTGGCATCTCCAGTTTTTGAATTAAATATCAAGATCAGAGCTGGAATCAACCAA
AAGTTTTTTCTTTCAACT
>BJ487412 ID   BJ487412   standard; mRNA; EST; 483 BP.
ATGCACACTGAGTAGTTATTTCTGGATGACCGTGCTGCCTTCAGGGGCAGTCTCACCCCC
CCATCATGGCTCCAGTTAGTCGTTTCTAAGCAGTCGTGGAGAAGTGAACCTCAGCCATAG
GAGTATATTTTCATTTATTTAACTGTTTTTTTTTTTATGTATAATTTGCCAACGGNGATT
TNAAAGGGTTTGAGTTTGAAAAGCCTGAAAACANATGGANATNANCGGTACTGTACGGTA
ACACGNGTTGTTGTCGTCTGAAAGNGGAGGGAAAAAAAAGGGAACGTTGCCTTTTTTCCT
CTCATTCTCNCTTTTTTATGATNATNGTTTACNTTTTTTATGGATCCGNGTTGCTTCGGG
GCTGAACATAAAANGGNTTTTATCNCCNGCTGTCAAANAGCAAAAGNGCCGACNACAAAC
CTCTCGGATCNCGGCGGGATGCGGTTGCCGNGGCNATTTGTTCTCTCTCTCCNCTCACTC
TGG
>BJ487422 ID   BJ487422   standard; mRNA; EST; 522 BP.
CAGTCATTGATGTTGCAAATTTCCCAATATATATGAATATTTGATATAAGGGCAGCCCAT
AGTATAAGGCCTAGGCCATTTTCTTTGATAGCAGTTTGCATAGGCTAGCTTTACATAAAA
ATACATAGTATGTGCAGGCCACTGTGTGCTTCTGTTTTGAATAAAGCACCCACACAGCAG
CGTTTTAGTCAGTTTCACAAGCAAACAAATACCTGACAAGTAGGCCGACTGTATGATGCT
CATTGCAGAAGCTGCTGCGACCGCATTTTTTTTTGATGAAAAAGGACGCGCTTTTAGTAT
GTGGTGTTCACACTGGACTGTCTCTACCCGTTACTAGGATAGGTTACGTGTTGAAGGGGC
GTAAATCTCGTGAACCTTGCTCCACGTTTTTTCTTCTTCATCAACTCTACTCTGATAAAT
GAAAGACTTGGTGTCATAGAATGGTGGCCAGGAAAAAAAACGCAAATATCAATATCTCCT
TGACCATCAAATTATTTTTTTTGAATGGTTGGTACTTCGGTG
>BJ487429 ID   BJ487429   standard; mRNA; EST; 142 BP.
TCGGCACGAGGAAGACAAGGTACATGCTGCGCATCGTACCCCAGCAGGATGAGTCTGTAC
CAGGACGGCTCGGGGCGGCAGTGCTTGCTGATAGAGCGGGTGGTGAAGGCGGACGCGGGC
TGGTACACGCTCTCCGCCATCA
>BJ487451 ID   BJ487451   standard; mRNA; EST; 568 BP.
GGGGCCGAAAAGACACATGAAAGGTCCCCCTGTACATAGTCGAAAGCACATGTTTCTGCG
GGGATCCGTGTGACGCGTGTCCCGCCCAGGCCCTCTGCTGCAGCGGAAGTGCTTTGGACG
GTCAGAGAGAAGTTTTCCAAGCTGCCAAACAAAGTTCGTCCGGGAGTCAAGTTCTAGTCA
GCTCGGTGCGGAATCTGCGGTGAGGATCACAACCAGCTTTCCGGGATGTGTGACAACGGA
GACCCCGAGGATAAACCCCCAGCCCCTCCAGTCAGGACGGGCAGCACCATCTTCAGCACC
AACGCCGGCNAAGACTCACTGGCGGGCAACCACAGCTCCAAACCTCTGCCTTCTGTCCCC
GAAGAGAGAAAACCTCGCAACAAAATCAAATTCATCTTTTCCGGGCAGGAGAAAAGTGGT
AGGAAGAAGGACCGAGACAAAGAGCGACCGGAAATCTCCCCGCCATCAGATTTTGAACAC
ACCATCCATGTTGGATTTGATGCTGTTACCGGGGAGTTCACTGTAAGGATTTACATTTTC
TTGTTTGTCCTTGAAGATGATTTGGTTC
>BJ487503 ID   BJ487503   standard; mRNA; EST; 661 BP.
GGGTTTGGTAACCTAAAGAGAGATGCAAGTGCTTCACAATTATGATGGTCAATAATATAT
TAAAATCAAATCAAAAAAACTCCAGAAAATGATGAAGAATGCTAAAATGTCACCGTTCCT
GAAATGCGATCTCGTTCCTGTTTGACCTGTAACCTGAAAACTGTGGAACTGCTAGGCTAC
AAAGTTTCTGTAACGTCTTCAGCCATCCTGCTGCTTACAGCCCCTCTCCGATCATCTTTT
GATCCATTTCCAAATCGTTCCCAGTGCTCTTTTAATTTTGATAATGCCGCTTTTAGCCAA
AATCTAAAGAACCCGTGTCATTTTCTAGGACATCGTTTCTGCAGAGCGGCAGGATTTTGT
TAGAAATTCGCCTCCGAGTTGTGGGCAGGACGCTTGGCATGGTGTAAACCCACCCACACT
TCCCATCATCCCTTTGTTTAAACTCTCTCCTGCTAGCTTACTGTCCCCTCACACCCCCNA
CATGACATTAGCGGTGCAACAAAAATGGTGAGGGATTTTGGAACCTTGCAGCAGTGTAGT
CGTCTACNAGTGGATGCATCAGCATGGAGCGGAGCGGGGAGCCTGTGGCTTGCCGATTGT
AGCAGCTGCATCACTGCTACNATGTTTCTCTAAAGGGATTTCTTCATCCGTTCCTGATTC



C
>BJ487575 ID   BJ487575   standard; mRNA; EST; 595 BP.
GGCTGCCGCTGGGGGGCCCGGAGCCCAGCCCTCAGCCAACCATGTCCATGACCGTAGTGA
CAAAAGAGAAGAATAAAAAAGTCATGTTTCTGCCGAAAAAGAGCAAAGACAAAGAGGTGG
AGTCGAAGAGTCAGACCATCGAGGGGATAAGCCGCCTCATCTGCACCGCCAAGCAGCAGC
AGACCATGCTGACAGTGCTGATCGACGGCGTGGAGTGGAACGACGTGAAGTTTTTCCAGT
TGGCGGCTCAGTGGTCGTCACACGTCAAGCACTTCCCCATCGGGATCTTCGGACACTCCA
AAGGCTCCTACTAGGAGACTGGATCCCGGAGCCCCGCCCCCTTTGCTTTGCCAACCGCTT
TTAACCTCCTCACTTCCTGTGCACACTTTACGACGCCGTCTTAATTTAAGGTTTCTCTCC
GCTGTCCCGTTTGTCCGATTATTTAATCTGTTGAGTGTTTTTTTTCTATTTATGTCAGCA
AAAATGTGGCTGCTGAGGAAAAGTCTTTACTGTGCTTTTATAAGAGCAATCCTGCTGATG
TTTTCTAGACTTATAGAAAAAAATCTAAATGATTCTTAACCAACTGTTGCCCCGA
>BJ487591 ID   BJ487591   standard; mRNA; EST; 673 BP.
GTGCTGCCACTTAGGCTGGTGTCACTGCAAATACGTCTATCAACCCATGACCAATGTGTG
CCAGCTGCCCAGCACTGCTGTGCCGCCTGTTGGATCAGAGTATGGCGGCACCATCGACCT
GTCCGCCTCTTTGGCTGAGCGCTTTCTGAAGTTGGCCCCCAGCTTCAAGTCTCCGCCTCA
CCTGGAATCGCCAAAGTATTGCATCATCGCAGACCTTTTTGTGGATGACTACGTTGTCAA
ACGGATCAATGGAAAGATGTGCTATGTGCAGCGCCCCCCGCCTCCCTTACCAGAGCCGCC
TCACCCTCCTACACCTCCCCCTGCTGCTATAGCTTCACCTCCAATTCCCCAGAAAACCAA
TCAGCCTCAGCAACCTGTCAAGCTTACAGCCCAGCACATGCCTGCACCTGAGCAGGCAAT
TCAACAGGTGTGCAGAGAACACAAACACCCCTCCCCTGTCGACAAGATAAAGGGCCCCAA
AATGGACCACTGCTCTTCACCATCCAGCTCCGAGGACTCTGGCATCAACGCGTTGGGTCT
GCACTACCTGGAGTCCTGTGAGGATGAAAGCGATGAGGACGACGATTTGAGCTCAGATGG
AAACTCAAGCCCCAGCAGTCTGTGGGACCAAAACGACTGTTCCCTCCTGTCTCCCTCCAA
GTCTATGATAGAG
>BJ487612 ID   BJ487612   standard; mRNA; EST; 648 BP.
GGCTTTTCTCACCACACTGTGCCCGATTTCACTGATAATGCTGCGAGCAACATCATCAAG
TATGGGAATGATTACTATGCCACTTCTGAAACCAACTACATTCGCAAGATTGATCCTTTC
ACCTTGGAAACTCAAGATAAGGTGGACTACATGAAATTCCTGCCTGTTAATCTGGTTTCA
TCCCATCCACACTATGACAGGGAGGGCAATGTCTATAATGTTGGTACTTCAATTGCTGAG
AAAGGAAAGACGAAGTACATTTTTTTTCAAATCCCCGCTGTTACAGAAAAAGAGAAGGAC
GAGAATACCCCTGCACTGAAAAAAGTGAAAGTGATCTGCACAGTTCCCTGCCACTCTCTT
CTCAGTCCCAGCTACTATCACAGCTTCGGCATGACTGAAAACTACATCATCTTCATTGAA
CAGCCTTTCAAGCTCGACATCCTCAAGATGGCCACTGCCTATATGAGAGGGGTGAACTGG
GCAAGCTGCATGAAGTTTTTCCCTGAGGAAAATACTCTCATCCACCTGATAGAAAAAAAG
ACTGGCAAAAAGGTTGAGATGAAGTACCACACGGGATCATTGGTGGTCTACCATCACGTG
AACGCTTTTGAGGATGATGGCCATGTGGGTCCTTGATGTCATTGCCTA
>BJ487642 ID   BJ487642   standard; mRNA; EST; 663 BP.
TTCGGCACGAGGGACCAGTGTAATAGCATCGAGGAGACGGTGAAAGAAACTGACATTCTG
AGCGACGACGACGAGTACTGCAAGTCTGTTCGATCCGATTCCGCCGATCCAGAAGGTTTA
AAAGCTAGGATGGAAGAACTTGATTTACAAGATGAGAACAATCTGAATGGAGAGGCAGGG
TCTAAAAGTGAGGCCTCACAGAGTTTGGTTGCTGACCGAACAAAACACGATTTTGGGTCA
GTGGATTCTCTCTCATCCTGTGGCGTCTCCGTCACCAGCAGCACACTCTCACCTGTGAGG
CTGGCGCCCTTGAAGCACTGTGTAGTGGAAAGCCCCACAAAAAAGGACAGAGATGTAATC
TGGGTGCGACGAGATGACTTCACTGGTGTTTGCAACAGTGATGTATTCTGATGAGATGAA
GAAAAGGGATTTCTCAAAAAGCAAGATGATGCAGAAGTTAGGCAGAAGCTTTAAATATGT
ACAAGAGAACATTTAAGTTTGCCCTCCAACCTGCCACACCCTGACAATCTTTAAACCCAA
ACATCACGGANATAAATACNAAAAAACTTGTAATGTGGGATTTTCATATGAAGCTGCTTC
CAGCAAAGGTAAACCAGTCCTCACTGTGCTGGACATGCTCCACCAAGTTCCACACCCCAC
TGT
>BJ487645 ID   BJ487645   standard; mRNA; EST; 416 BP.
CGGCACGAGGGTTTGTTGAAAACAACAGCAGGTGGGACTGAATCTCCTGTCATTTCTTGC
TGTGACAATATTTCATAACGGTCCATGTTGTGTTGCTCGGACAGCGACAGCATTTGGGGG
GGGGGTGATGTTCAAACTGAAGTGTGACCTGAGGAAAACTTTCTAACGCTTTTTACACTA
ATGTTAGTTATCTGGNGTTTTCTGGNGTTTTCACTTTAAACTGTTTTGATAAGTTTCAAA
TGCTTTTTTTTTAGGTCATGAAGNGTCAGTCAAACCTTAAAACTTTTCTCAATAAAACAG
NGCCCCACTGCCACCATTACCTATAATGCTNCAAAATAGGACTAAGGGAAAAAAAAANCA
AAAATTTTTGTTATTATAAACATGTGCCTAAAACCCATTTNACTGAAAATTTGCTA
>BJ487676 ID   BJ487676   standard; mRNA; EST; 632 BP.
TCGGCACGAGGTGAAGCTGTGCTGCTCAGAGCAGGAGTTGGAGAGTCCGAGGTTTGTCCT
ACACCTCAACTGTCAGTCTGCCGCGTTGGAAGGCCCCGCCTCCTTTAGTGTAGTTGAGAC
CAACGCCTTCAAACACCTGAACCACCTGTCGCTGCGGCTGGCTCAGGGCTCCGACAGAGA
GCTGAAGGACTACCTGGCGGCATGCCTCGCCTCCATGAAGGCAGAGAAGCAGGCTTTGGA
CCTGAAGCTGAAGAAGACGGAAGAAGATCTGTCCAGGCAGCTGAGCTACGCCCAACAGAC



TCTGTCTGACAAAACCAGAGAGCTGGACAAACTACGCTCGGAGTGGACCAATCAGAGCAG
CTGCCTTTCCAGCCGCCACGCTCAGGAGCTTCAGCTGGAGCGGGAGAAGGCTGCAGAGCT
GCAGAGCCGGTTCCAGCATGAGGTTGACCAGCTGCGTCAGGAGCTGGAGAAGGAGCAGAG
GAGGAGCAGCCAGCAGCTGCAGGGCAGACTCGGTGAGCTGGAGGCCTCCTGCAAAGACCT
GACCGAGAAGAAATACAAAAACGATGCCGCTGTCCGGGACCTGAAAGGGAAGCTGGTGGC
TTCAGAGGAGGAGTGCCAGCGTCTGAAGCAGC
>BJ487677 ID   BJ487677   standard; mRNA; EST; 625 BP.
CACGAGGGGACAGAAACCTCCCGTGGAGTAGAAGGGCAAAAGCTCGCTTGATCTTGATTT
TCAGTATGAATACAGACCGTGAAAGCGGGGCCTCACGATCCTTCTGACTTTTTGGGTTTT
AAGCAGGAGGTGTCAGAAAAGTTACCACAGGCCTCACTGGACCAGTCTATGCATCATGAA
GACGCGCGGTCCACAATAAAATCTGCTCATGAGGCAAAGCGACTCTTGAGAAATCTCTTC
CTCCTCCCTTATCCTCCAGATCATCTTAGTGTTATGTAGCTGTACAGTTCCTATTCATAT
ACTTTTGTTGTTCATTGATGATTAATACTTACTGCATTAGAGCTAGATTTGCACTTTTTT
GAAGATGAACTTTAGAACCCCTTTTGTGGCAGTTCTCGTTCACACAGACTGATGGATCAA
CGTCACTTTCTTTCTGTGCTCTTAGGATCCACTCTTGATGTGTTCATTGGAACAAATGAA
AGAATCCGTGCAAAGAAAAGGGGAAGTGAGAGTTTAAAGGGATCTTTATTTGTGCAAGGA
GCGTAAAGTTTTAGTGTCTTTATGTTGATTGTAAATGCAAACAGCAGTTTTTTTTTAATG
CTTCTAGCCCATGGTTTTGTTCCAC
>BJ487683 ID   BJ487683   standard; mRNA; EST; 539 BP.
CGGCACGAGGGCACAGTGTCTCAAGACTCATGGATGTACACACCAGCACAGGGATACCCA
GCATCCAAGGAAAACCCTCGCCACTCCGGGGCCCCGGGGCCACGCAACGGCTACCTGGGC
ATGTCCAGCTTAAACGCTCGTGTCCTTCTGGAGACCCAGGAGCTGCTGAGGCAGGAGGAG
AGGCGCAGGGAGCAGCAGGAAGCCATGAAAGACCAACTGTCTACTGCATCGGAAGCCTCT
GGCAGCAACAGCGGCGCCTTCAGCCTCAGCAGGGACAACACTATGGCTCCTGGCTCGACC
CCCATGCGGGTGGGGTCTCAGTCCAAAGGCCCCTACAGGCAGGACGTCCCACCGTCGCCT
TCGCAAATCGCCAAGTTCAGCTTTCGTCACAGCTCTNAAAAAGGAAGGATGTTTTATTCC
TGAGACGTACATAAAATTACTGATTTTTATTTTTTCAAATAACTGATCCCAACAGGAATT
TATAGGATAAATGTCCGTTTTTTAACACAAAGAATTTTAGGTTGGTTTTTTTTTTTTGG
>BJ487722 ID   BJ487722   standard; mRNA; EST; 702 BP.
TTCNGCACGAGGAGGAACTGTTAGCAAAGTTTAAAGGTACTTAAAGCATTTCAAACATCA
AGCAAACCAGAATAACTAGACATGACTACAAAATTCTCTGGTTTAAGCCAGGTAGAAACC
AGAAGTCTGACAGCGTGTTTCTTCTTTCATTCAGAGGCGATCAAAATCCCCACAGTGTCC
TCGGAGACGGGCGGCAACACTTCAGCTCTGCTTCAGTTTGGACAGTTCCTCCGTAAAGCT
TTCCCCACAGTTTTCTCTTCAAGTTTGGTTCAACATGAGATGGTGGCTGATTACAGCCAC
CTGTTCTACGTGCGAGGGTCCCATCCTGACTTGGTACCATATATGCTGCTGGCCCATATT
GATGTGGTACCTGCCAATGAGTCAGATGGCTGGGAGGCTCCGCCTTTTTCTGCCAAAGAG
ATAAATGGCTTCATCTATGGTAGAGGGACCATAGACGACAAGAACTCTTTAATGGCCATA
CTTCAAGCATTGGAATACTTGCTACTTAAAGGCTATGCTCCTCGAAGGGGGTTTTACATT
GGTTTTGGTCATGATGAAGAGATCCGAGGTTTCAATGGAGCTATGAACATCGTTCGTGTG
CTGAAGCAGCGAAATGTGCAGCTGTCATTTGTGCTGGATGAAGGCCTGGCTGTAATGGAT
GGAATCATCAGTGGCTTGGAAGGACCTGCCGCCCTAATTGGA
>BJ487724 ID   BJ487724   standard; mRNA; EST; 326 BP.
TTTAAATTGAATCTGTCTTTAGTTTCACCAATTTGCTCTCTTGTAGATAAGTGGGAAGAA
AACTGCTGAAGCAGCAAATCTTTATTAGGATGAACACAAATATAGAAGAATCATAAAAGT
TTTTTTTGTTTTTGTTTTTTTTTAGGTCTGAAAAAGACACCAAGTATGTCAGTGCCTCTT
GAACCACTTTTCCCAGGTTACTATCAATCTTTAAAGTGACAACTTTAAAGACATGAAAAT
GAGAAGCAATGGTATGTACTATAGTTTCTAGGTAATCACATGATGGGATGATTTCAGTGT
CATGTTTGAGCTTTTTCCTGTTGTGG
>BJ487726 ID   BJ487726   standard; mRNA; EST; 703 BP.
CGGCACGAGGGTGTAGTTGAACCATTAACTGTATATAAGAACTGGACAGAGTCAGTGTGA
CGAGGCCAAAGAACATGGTTCTACTTCCAGATTCAACAAAATGATGTCGGTTCAGTCGCC
AATTTTTCTATGAGTGGGCTTTTTGGAAGTCCACCCCCCCACCACCACTAGAAAGCAGGC
TGCACAAAATCCGTCAAATGCTTCAAACGTTGGACGCGGTGGCACGCAGGAACCACATAC
TTTTATTGAGGAATCTGATTGGTCAGTTTATAACTTATATGACTTGCACTACATGATTAA
AAAAATAAAGATTAGCAGTAAGATGTTAAAAACCAATGTGGTCCTTGCAGTCAGTGACTG
CTGCAGGCCAAGAAAATGTAGCAGATCAAGAATTGGTTATTCTGATAAATATAAGGAATA
TAAGGCTGTTGATTTCTCCATAGTTTATGGGATTTTAGCTTCTCTCCCTGTTTGGAACGT
GAGAAGGGCGGGGCCACTTAGTCCAATTCTTCTATACNGATNATGAACTGAACCAGTAAT
CTAGGACCTCTTCTGCTTCTGTGGTAAACGTCCTGTTGGGTTTCAGGAGAAAATCCAGTC
GGAGGTCCAATTGTTAATCCTCAAACCCTCCGTTCAGCTTTTGGTAGTGAACGTCGGCCT
CTTGGTGTTGTGCTTTGTAAAGGGTTTGGGTTTTGCATCCGTG
>BJ487745 ID   BJ487745   standard; mRNA; EST; 615 BP.
ACTCCCGCGGCGAGAAGCAGCGCATGCACCTGCGCGACGGCTTCCTGGCCGACCAGCTGG
ATCCCATTTATGTGGCTTATAACATGTAGCGCCGCCTAGTGGATTAATATTTAATCTGAC



TAAGAGGTGCGAGCAGGAAGTCCTCCGCCCGCGCTGACCGTTTCAGCGGTGACCTTACAG
ACGGAGGACTTTCACCAACGTAGCAAAGATGTTGGCTTTTACATTTACGTGTGGCTCACT
TTAAAAGAAAAACCTGCTTCCTTAACCTCTTTTTTTACACGTCCTTGTAAAATTGTAAAT
GTAAATTTCCACTTAAAAATCCCAAACATACCTTGAGTTTTTGCTGCATCATCATTACAA
AGACCGAGCTGTGTTTAAACCAGTTTCCCCTCAACGTCGCTATGAGGTACGTCTGAGCTT
TTATTTTTTAAACTAGCCAAACATTTACATCCAAACACCCGCAGCCTTTATTTTTTCCTA
CAAACTAACAAACCATCCACTTTAACCACTTGTATTCTGTAAGTATGTACAAAAAAGACT
GACTTAATTTATTTTGTTTCTCTTTTAGAAATACNAGACATTCAAGAATGTTTTATTCTG
AATATTTGCTAATAT
>BJ487831 ID   BJ487831   standard; mRNA; EST; 606 BP.
TTCGGCACGAGGTAATTTTTCAAGGGTGTATACTGTTAAAACGGATCAAAATGAAGTGAA
GTGTAGAACAGGAGAAAATGTGCCTAAAGGGACTGCGTCTGCCCCCTCCCCCAACCAACC
ATCCCCTCCCTCTTTCCCTCCTTCGTTTATGAGCAGAGGCAGAAAAAACGACNAGTACAC
AATCTCACTACTGTTAATTTTCTCATTGTAAACAGCAACAAATTATCTGAAAGAGCTAGA
AAAGTGCAGTCCGCCTGCAAGAACACACCGCTTTATGCAAAACTCAAAATACCCGCTAGT
GTGCACAAGATTTTGTTTCCGTCTTTCTTTGGGGGGTAAAGTCTAACTTTATTGCCCCTT
TGACCAACCTAAAGGAGACTAGATTAGAGCCTAGCAGAAATACCTGTAGCGATTCTCTAA
AGACAGAAATCCAGAGGAATGTTAAGCTACATACACATCGCCCTCGGCAACGCACGGTCA
AGCGGCCACTTTTAATGAAAAGTCTATGTAAACACGCTNAAACTGATGTTTTGGGACTCT
GCATTCAAAAGGGTCTAGGTACAAGATGCACGATCAAAAACCAGGTCAAACCTTGACCAA
TCAGGG
>BJ487863 ID   BJ487863   standard; mRNA; EST; 547 BP.
TGTGCACTTGTAGGTCCTACCACATCTTTTTTGTCATGTCATCACACATTCTTTAAGTGT
TTTTGTGTAATTTAAATGGAAATGTTCCAAAGCTAAAGAGCACATGGTGACTATCCACAA
CCGATTAAGTCTAATAGTTGATTAAGTAATTATATTTTATTGCAGATTAAATGTTTGAAC
TGTTGGTAGCAAATCCAACCATCTACTTTGATGTTATTTGGACAATTTCTGAACTGAAAT
ATTTTTGATTGCCTAATTTTTTGTGATAGTTAACAGTTTGGTTTTATTTACACAAATAGT
TTTTTTTTTTTATATATATATAAGNGCCAAACTGTCTCNCTTACNGTTTATTCAAAGGGC
TTTTACNCCAAAGCTTGAAGNGCAANATTTTCCCAAGNGATTTGTTTGCAACTGATCCCN
GGNGNGAACTCTGGNGNGGCATTGGCAGTAGNGNGCTCACCCCGCAAAATTCTCCAAAAC
ANACNGTTGCTTTAAATTTGGATCCNAAAATGAATTCATATTATTGAATGTGGCAATTTT
TTACAAC
>BJ487871 ID   BJ487871   standard; mRNA; EST; 574 BP.
GTCCGCCCAGCTAGCTGCTGGAAGCTGCTTTGCTGCTGTGGAGCATATGTTAAACGGACA
GGTAAATAATGCCGTGGCCATCGTCCGTCCTCCAGGCCATCACGCTGAGATGGACTTTCC
CTGCGGCTTTTGCCTCTTCAACACAGCAGCACTCACTGCTCGCCATGCACAGAAAGTCTC
CCATGATCTACAAATCTTGATTCTGGACTGGGATGTTCATCACGGGAATGGGACGCAGCA
CATATTTGAGGACGATAACAGTTTAACCCCGGCCTGGTTCTGGTGTCCGCCGGGTTTGAT
GCAGCTCAGGGGGATCCACTTGGTGGATATCACGTGACTCCAGAAGGATACGCTCACTTC
ACGCACATGCTGATGTCACTTGCTGGAGGGCGGGTCCTATTCATCCTGGAGGGAGGCTAC
AACCTCAAATCCATTTCTGACTCCATGGCTGCCTGCACCAGTGTGCTGCTGGGAGACCCT
CCCCCATCACTGGCGACCCCCCTCCCCCCCCCTCACCACTGCGCTGCAGTAGCCATCAAC
AAGGTCATCCAGCACCATGCCCCCTACTGGAAGA
>BJ487880 ID   BJ487880   standard; mRNA; EST; 455 BP.
TCGGCACGAGGGGAGACTCTTCGGTTTCAGCTGACAGTGTCCAGAAGGTGGTGCTGTGCT
CTGGAAAGCATTACTACGCTCTGCTGAAGCAGAGAGACTCCTCTGCAGCCAACCAGAACA
CAGCGCTGATCCGTGTGGAGGAGCTGTGTCCATTTCCTTTGGAAGCTTTGCAACAGGAAC
TGAAAAAATACACCAACGCCAAAGAGTTCATTTGGAGTCAGGAGGAACCACAGAACATGG
GGCCCTGGTCTTTCGTGGCTCCGAGGTTTGAGAAGCAGCTGGCCTGCAAGCTGCGGTTAG
TGAGTCGACCTGCTCTGCCTGCCCCCGCTGTTGGCATCGGGACCCTCCATCACCAGCAGA
CAGAGGCCATCCTCAATGCTACTTTTTCCTGAGACTGTCAGACCAACCATCCNGAAAACT
TTAAGCTCCTCCGTGTGTTTTTTTTTTTTTTTTGC
>BJ487888 ID   BJ487888   standard; mRNA; EST; 269 BP.
GGATTTTCTGTTACCTGTCGAATAGTTTTCCCTGAATAGAGAAAAAATATATATATAAGA
AGATATATATAAATGAGAATATCAATTTATCATCAGCAAAAGTATTGATCTTGGTAGCTG
ATGGGGGGGGGGTACTGNGGTTCCCATGTAAATGTCATTTTTCTGAATGGGTGTGTGTGT
GTGCGTGTGTGTGTGGGGGGGGGTGCNCAAANCNCANCTGNGTTTGATGAAGTTNCCCCC
NCCGTNCGNCTTTCTGCCCNTCTGGATNA
>BJ487932 ID   BJ487932   standard; mRNA; EST; 676 BP.
ATCCTCGGCAGCAGACACCACTCCTCCACAGCAACACCGTGATACCTGTGGCTGTCGCAC
CGTTTACACAAATTGCTTCAGCGTAGACTCTGAAGACGGTGTTAGCTTTGATGAAGAGCT
CACTGTTTATGAATTCTCCAGACGCATACATACAAAACCCGTCCAACCCATACCTGCCCC
TTCTCCACAAGTACCTCCNAAACCTAACATTTTGTCACTGTTAAAGGACAACCCCCGTCC
TTTATCTACTTTTTCCACTGCCTCGTCTGAGCTAAGTCCTCTGGTGTCATGTCCTGTTTC



ACCAACAACTTCGCTTGGTGGTTCCCTTCGTTCCCTTACCAAAAAGAACTATGCTGGGTT
GAAGGGAGGCTTTGCTTCTCTACATCAAGATATAGAGCAACTACTTCTGGTACTAGAGAG
GGGAGCACCAGAGCATCCACATCAGCATTTAAAATCAGAGAGGACGTTCTTAAAAGGAGG
GCCAGACCTTAATCACAATGCAACTGAAGACAGTGCTATACCTGGTCCAAACCTGTGTTG
TACTGGGGAAAGATCTGCCATCATGACAGAGGCTGAGAGGAGTCTTCTCCAGGCAGAAGC
TCGACGTCTGGCATCTGGGTGTCAGCGGGCCACACGTGTTGGCTGGGCACCTGATGAGGC
ACTACGTTCATTATCC
>BJ487941 ID   BJ487941   standard; mRNA; EST; 607 BP.
CGGCACGAGGCAAAGATTAAATCTTACCCTGTCTATTTTTGCTCAAATGAACCTATTGGA
TTATGAACTCACCTGCTAACATTTTACTGAGATAAAAACTGTTTTTTCAAGAAGAAATAT
TTGCTGAATATAGTAACTGCAAGTGAAAATTTGCCATATTTATTAAAACGAGGTATTCTG
TCTCAGTGAAATGTTCCCTAAGTGGTAATAGGTACTATTGACTGTAAATGTACTTGGTAA
AGGCTGGAGTGCACTGCTGCAGGCTGCCACTAGGGCTCTGGGGGGGATTACTGATCCCAC
CGAATGTACATTTATCATAAGAACAGGGAATCCGGCAGGGACTCCCATGGCTGCAGCTCT
CAGCGTGCTCCTCAGCAGCCACAGCTGCAGGTCTGCAGGTTTTAGACCAAACAGAGACCA
TCTGGGAGGAAGCCCATGCTGCTTTCTGGGTCTCACATCCTGATGGAGTCGCTCAATTCT
GCCAACGTTTCAAAATAAGAGCTCAGATGAGGAAGAACAGGACTCCGTCCAGCAGGGAGG
GGACACTACTGTGAGAGCATCATCACACGCTCCAAAGAAAAGCGCCTGCCCCCCCCCCCC
AAACTGC
>BJ487942 ID   BJ487942   standard; mRNA; EST; 613 BP.
TTCGGCACGAGGAAACCCTCTCCGTACAAAGGTGAAGGCAAGTGGTACAGGAACATTGAC
TATTATCGCCTGGACGGTTCCACCAACGCCGTAACAAGGAAGAAGTGGGCTGAAGACTTC
AATGACACCAGTAACACAAGAGGGCGCTTGTTCCTCATTTCCACAAGAGCTGGTTCTCTT
GGCATCAACCTGGTGGCGGCCAACAGGGTTGTTATTTTCGACGCCTCCTGGAACCCTTCG
TATGACGTCCAGAGTATTTTCAGGGTGTACCGCTTTGGCCAGATCAAACCTGTGTACGTC
TACAGGTTCCTAGCCCAGGGTACAATGGAGGAGAAGATTTACGAGAGGCAGGTAACCAAG
CAGTCCCTTTCATTCCGAGTCGTGGACCAGCAGCAGATCGAGAGGCACTTTACGATGAAC
GAGCTGACGGAACTTTACGCCTTTGAGCCGGACATGCTGGATGATCCGTCCGAAAAGAAA
AGCAAGAAAGCCACGCCTGTGCTTCCCAAGGATCCCATCCTGGCTGAGATGCTGCAGAAC
AATAAGGACCAGCTAGTTTGTTACCATGAGCACGACTCCCTGCTGGACCACAAAGAGGAG
GAAGCTCTCAGCG
>BJ487952 ID   BJ487952   standard; mRNA; EST; 601 BP.
CGGCACGAGGCGCACCCATTCCAGGACCGGCATGTGTACCTGGATGAGCCGGTCAAAATC
GGCAGGTCGGTGGCTCGGTGCCGCCCTGCCCAGAACAATGCCACCTTCGACTGCAAGGTG
CTGTCCAGAAATCATGCCCTTATTTGGTTTGACCACAAGACTGGCAAGTTCTACCTGCAG
GACACTAAAAGTAGCAACGGGACGTTCGTCAACAGCCAGAGGCTGAGTCGAGGCTCGGAG
GAGAGTCCGCCCTGCGAGGTCCTGTCCGGGGACATCATTCAGTTCGGTGTGGACGTCACC
GAGAACACCCGCAAAGGTCTTTCAGTGTTTTGACGGTTAATCCACACACAAGCCACACCA
ATGAACAGACGCTCCGTTTACCACTACCTGGAGCGAGCTGTGCTGAGGTCATCTCACTGA
AAACATGGTCGGATTTTCAGCTCCACATACGTTTGACCCATCANAGAGTCAGCCTGCTCT
GGAGCCGTTTCATGGAGATTACGCTCTCTTGTTAATCTGTAAATGTCACCAGTTCAGAAA
GAATTCCTGTGAAATCTGCTGCTTATGAACTCCACTGAGACTTTTTCACAGATCGTCACC
A
>BJ487985 ID   BJ487985   standard; mRNA; EST; 621 BP.
CGGCACGAGGGTTAGTTTGCCTGGCATCCTTGAGCCCGGGACAGAACCGGATCTCCTCCT
CCGATTCTTGAGTCCCTTTCTGTCTGCGGATCTTCTCGCAGCACCTGAGCAGCCGCCTGG
CCCGCCTTGCAGTGGAGGAGAACCTCTGCCACAGCTTCCAGGCCTTCCACTCCTCCTACA
GCGACACCGGCCTGCTGGGCATTCACTTTGTGAGCGATAGGCACAACATCGACGACATGA
TGCACTGGTCCCAGAATGCCTGGTGAGCAGAAATGTTGGAGCTCCGCTCCTGAGGAGGCG
ACGCTCCTCCGTGACCTTCCCAACGAACGCGTTTGCTGTCCTCTCTGCAGGATGAACCTG
TGCACCACGGTCACGGAGAGCGATGTGGCCCGAGGCAGAAACGCTTTGAAGGCCAGTCTG
ATCGGACAGCTAAACGGAACTACTCCAATCTGCGACGACNTCGGCAGACACATCCTGAAC
TACGGGCGGCGCATTCCTCTTGCAGAGTGGAACTCCCGCATCGACGCCGTGACTCCCAGA
CTGGTGCGGGACGTCTGCTCCAAGTACATCTACNACAAGTGTCCAGCTGTGGCGGCTGTC
GGCCCCGTCGAGCAGTTACCA
>BJ488021 ID   BJ488021   standard; mRNA; EST; 472 BP.
CGGCACGAGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGANANNNANNGAGAGAGAGAGNGGGGGGGNCCCCCCN
CNCNCTCTCTCTCTTTTTTTTTTTNTCTCNCTCTCTCTCTCTCNCNNTTTTTTTACACAN
GNGTGTNTGCGNTCTCTCTNTCTNTCTCTCTCTNTNTCTNNTTNCNCCCCCNCCCNCTNT
CTCTCTCTCTCNCTCTCTCNCNCGCNCCCCCCCCTCTCNCNCTNNNCCNCNCTCGCTCTC
TCTGTGTGGCGAGNCNCGCGCNCTCTCTNTCCCCNCCTNGCGCGCNGNGTGTGTGGTGTT
NNCNCCCCNCNNNNNNNTNTNTNTNNCNCGCNCTCTCNCTCCCNCTCNTNTNTNTTTTNT
CTCTCTCTCTCNCNNCGCGCTCTCTCTCTCTCNCTCTCTCTCTCTCTCTCTC



>BJ488038 ID   BJ488038   standard; mRNA; EST; 114 BP.
GAGGAGCAGGGCCCTACCTTCCAAAGGATATCACTACCCTACTAGTTGTACTACCGATCG
CTACNGAGTTGGTCNNAGGAGCTTTANTCNTCNNTATGCTCACATTTATGCNGC
>BJ488044 ID   BJ488044   standard; mRNA; EST; 106 BP.
ATCTACATCANNGAACAGCTGCGGGCAGAGGTGCGTTTTCAAGACTGAAACCCGGGCGGA
GTCGTCTCCNCCTCCCTGTGGCGTGGGTTTCAAAACCCGTTTAGAC
>BJ488058 ID   BJ488058   standard; mRNA; EST; 632 BP.
TCGGCACGAGGCCCGAGCATGTGGAGGGTGGCAAGGAGGAGAACCAGGCGTCTCACAGCA
GCAAGGAGAAGCAGACGTCTCATATTCACAAGATTTCCTCTGGCTGCCCTAGCCAGACAT
GAACAACTGGGTCTTCCGTGTATCTACTGCCTTCCCAACATAAAGGTGCCCGTCCTGGCC
AACTACGCTGATGGTCAGTGTGACACAAGACAGGATTTCAGGTTGACCCGCAGGACCAAC
AAGCATCTGGTGGAGCAGCTTCGGGATCCTCACAATCAGGGGGGGGCACAGGAGACTGAT
GTCCTGGTGTTCCTTTTCTGGCTGGGCTGTGGCACATCTTACCGTGTGGTAGCCAGGGCC
TTCGATATGCCACGGTCCACTGTAAGTGACATTGTCCACAGGACGGCAGACCGCATCCTC
CAGGTGATGCGCAGGGTCATCCGGCTTCCCAGTAGGGCTGAACTGCCATTAGTCGCCTCT
GGATTTGAGCATCTCGCTGGGTCTGCTGCCTTCCAAAAGGTCGTGGGGAGCATTGATGGC
TGCCACATAAGAATCAAGGCTCCACAAGAAGATCCAGCTTCTTATTTTAACAGGAAGCTT
TTTTATTCAATTCAGATGCAAGCTGTTTGTGA
>BJ488091 ID   BJ488091   standard; mRNA; EST; 112 BP.
CTGACTCTGACAAACTGGAGGGATGCTGTGAAGCTCTTTGGGCTCCAACGAGCAGCTCCC
GGACTCTGACTCGGAGCTGGATGACNGCGGCACCCGGGTCTTCTGTCTTACT
>BJ488095 ID   BJ488095   standard; mRNA; EST; 649 BP.
GAGGGCTTCCTTTAGGATGTTGACAACCCTTCATGAGCCCAAAACCCGCAGCATCTGTGC
TGGTCAACCTCTGTTTGAGTGCATGTGACTAAGGCATAAAATGTTACTAGAATTTAACAG
ACTAGATAATATACAAATATTTTGCATTTCAGGGGAAATCTTCAACAAGATGACAGCTGC
TCTGATCATAAATTAAACGTTGACGTCTCCACAATTTTGTTCACCAAAGTCAGCCTTCGT
TATGAGAACTGTGTCATCAGAGCAACCGTGTCTACTCCCTCTGGTTTCCTTATTGGCCTT
GAGTTCAGTAACCAAGACCCATATCTGATCAATGCAAGAGTGTATGCCTTTAATCCTTCT
GGCTTTGAGACTGATGATGACACATTGGGCATGACTGACGTCGACATACTGGTCATCAAA
TCATCTGACGATGCCGATAACACAAACCTGAAGATTATCTACNACCAGGAGGCGTCTAAA
GTGATCCTCACTGAGCTCAAGAAAAGTCTCCTCTCTATCATCTCTGCACTCAAAGTGTTT
GCTGACGAGTATCATATTACAAAGACCTTAGAGATTCTGCAGGACACTGTCAGGCAGCAC
ATCANGGACTCCTATNATGCTGTTTCAAACTATGATGTTAATATGAGTC
>BJ488194 ID   BJ488194   standard; mRNA; EST; 667 BP.
TCGGCACGAGGGCCTTAAGGCATAAAAAGAACAGGTTTTTGCAAGATTTCACCGATTTAT
ATCCTGCAGTCGGACAGATCCTGATCATTTTTTGATCCTACTTAGATCCTGGATCCATGC
ACAACTCGGCTGCTCCATATTAAAAGGCGGGCTAAATAGTTTTTGTTCAGAAAGTCAAAT
TTTGTTATTGAATTTTGGACAGTTGCTTGAGAATGTTGTTCACCAGGGGAGACTGAATAT
GAGCCCTTTGCTGAAGCACAGAAGTTTCTTCATGCAAGTAGTGGAAATTAAATGTTTCCT
AACTTTTTTGTAATTGCACACGCAGGTTTCCTGCTCCTTGTCACTGGCTGTCCAGTGGTT
GTGTCTTCCTAAGGAGGAAGGCAAGCAGATACTTTTCAACCCTGCAGATGGCTGGAGAAA
GAATGTGCAATGCCTTTGGGGAACAAGAGTTTTGCTCACTGTTTCAGACTCCGACTGCTG
AAGGAGGCAACGGGGAGGCAGATTCACGGCTGCAAATTGTTGTCCAAATGACTTATTCTG
CTGGAGGAGGGGAAAAAACACGCCTAAAGAGAGCAATTAATACAGAACTGACAGCTATTA
CACAACACTTTATGAATGTGAATCATTTGAGTTGGATAATGCTGTAAAAATTACTTCACT
GTATAAA
>BJ488199 ID   BJ488199   standard; mRNA; EST; 107 BP.
TCGGCACGAGGACGCTTTGAGCCGGGGAACGTCAGACAAAGTTCTGGTGCTTTGTCCCAC
TTTTTCATGAGGAGGGGGTCTTCTTTTGTGAGAGACAAAGCTCACTT
>BJ488205 ID   BJ488205   standard; mRNA; EST; 624 BP.
CACGAGGGACAATGACGCCATACCTCAAAGAACACCTCCCCAAAAGGATGCACTTCGCCA
ACAACATCCGCATCGAGAGGGGCCACCTCTACATGAAGCCGGGCTGGCAGGCGGCGCTAA
ATCAAAATGAGGTCAAACGCTGCAGCGGGGGGTTCCACGGATCAGATAACATCTTTACCA
ACATGCAGGGAATTTTTATTGGTTACGGGCCTGGATTTCTACAAAACACAATTGTGCCCC
CCTTTGAAAATATTGAAGTTTATAATCTCATGTGTGATCTTCTTAATATCCGCCCGGCTC
CAAACAACGGGACCCACGGCAGTCTGAACCACCTCCTGAAGAATCCTGTCCACCATCCAG
TGCACCCTGCACAGCTGTCCCATGAGACCCCCTGTGAGGCTGCCGAACCAGCCCCCACAT
ACAGCCTGCACTGCAACTGTTCATCCCAAATCAACTCATCGGAGACTGAAATGAACAGAA
TTCTACTAGCTAGTTCCACCAAAAAGGAGTCACAACGTCGTGTCCACCATCCTTACGGCA
CGCCAGGAGTCGTCCAGTCAGGTGAAAACTTCTGCCTACTTTACCACCTGGACTACATCA
ATGGCTACCGTAAAGACCGCCTCA
>BJ488213 ID   BJ488213   standard; mRNA; EST; 658 BP.
TCGGCACGAGGGACCGACCTTCGACTGATGAGGAAGACAGCAGGGCCCCTCTGAACGTCT
TGGTCTCCAGGTTCTGGATGGTATGGTGGCGTCTCTTCTCGGGACTGAGTGGATTTTTTT



TTCTACCTGGTGCACGGAGGTGTATTCGTTAGAACTCTGGTCACACAGCAAGAAGGCCCT
GGTTCGAATAGTGGCTATGATTAAAAAGGGTGGAACTTTTTGAAGCGGCTTTTACGTTTA
TTTTTTGGTTTTTATTTTTTCCATTGAAGCCATGCTTTGATTCACCCCCACCCTGGTATG
TTTGTGTTATTAAGGTGGATTTATGAGCCTCTAAACTGAACCATTCCAAAAATAAAAAGC
AAATATGTCTGTCTTTTCTTTGCAACTTCACAGACATTAAACTGTTCCTCCATGATGGTA
TCGTGGAAAATGTCACCTGCTCTTGTCTGTATGTCCATCCTGCTCCGCTCAGGTCAGTGT
TTGGATTTCTAACCTTTTTGTTGATGGCGAGTTGTGTGACAAACTGTGATAAGTAGAAAA
CCTTTTCCTGAATAACACAAATGTGATTTTAATACAAGTGAAAGTAAAAGTGAAGGAATC
CAGTTCAATAAAAGCAGAAGTTCAACCACATCAAACTTAAACTGTTGTTTTTCTGAGC
>BJ488225 ID   BJ488225   standard; mRNA; EST; 292 BP.
CACGAGGCCATGGACTACGCCTTCAGCGACCTGATACGGGACAGGACAATGCTGCACAAG
GAGCAGCCGTACGCCAGCGGCCTGTACGGGCCTCTGGTCAACAACACGCCGGACAAACAG
TGAGGCCGGACCGCGCGCGCGCGCGCTCTGACGCATTCATCCAGTCATTGTATTTGTAGC
CGCAAGTGTTGAAATCCGTGATGTGCTTGGCTACACACTTCTGTACATAACAGCATCTGG
CTTGTAGTCAGATGGTCTGCCTGGGGGGTGGGGGTGAGGGTTGGGGGTGTTA
>BJ488238 ID   BJ488238   standard; mRNA; EST; 399 BP.
GCTGTGGAGGGAGCACGTTTTTCTACCAGAGAAGCTAGGAGCAGTGTTGCCAGATTACCC
TTGCCAGATACTCTAGTAGGCCACCTTAGATTCATACATGCTGACTGATCAAATCATTTT
AATGTTAAATAAAGTTGGACGTGGTAAAACCAAAGAACTGATCTAAGTGGCTGGGTAGCT
CGGTTGATAAGTTGGAAGGTTGTCACGCAGGAATACAGGGTTCGATTCTGAATGGGCAAT
TACCATAGTGAGGGCCCTTGAAGAAGGCCCTTAACGCTACTGCGTCCCGCATAGCTCACC
ATGCCCCCANGGGACAGGTCAAATGCGGAAAACAAATTTGACTGANTAGCTCAGTTGGTA
AGGTGAGAAGCTACCACGCAGGAATACAGGGTTCGATTC
>BJ488259 ID   BJ488259   standard; mRNA; EST; 674 BP.
CGAGGAAAGGGTCTGCATGCTCCTCAATCCAGATTTCTCAACATTACAACATCCTGCATC
GCCCCAACATCAAAACTTTGAGTGTGGAAGTTGATGTAGAAGCTGAATGCTCTGCTGTAT
CTCAGGGCCACAAGTTAACTCTGCATCTGAAGTCTCTATACCATGGAAATCAGTCAAGTA
CCAACATGATCATCTTGGACATCAAAGTTCTCACTGGATTTGTTCCAGTAAAAGACTCTT
TGAAGAACCTAAAAACTTCCTTTATGGTGGATAGCGTGGAAGAAAAGCAGGATCACATTT
TCATTTACATTAGGGAGTTAAGACCATGGGAAGTCATTACTAATAAGTTGAAGCTTGTAC
AGCAGCTGCCAGTACAGAACTTGAAGCCTGCCTTGGTCAAAATCTATGACTACTACCAGC
CAAGTGACCAGGCTGAGACTCTATACATCTCCNATTGTGCTTAAAGAAACAGTTTGTGAA
AGAACTGAGGAAACTTTTCCAGTTATTTGGTGTTCTATACACTCTGTCATCAGTTTTTTT
ATAAGTCTGAAGTAAGAGCAGAGAAAATTCTGTATTTGTCTGGTAGATGTAAACATTTTG
TTTTGTACTTAATTTGTGGAAAATCTTATGCATTTACTTGTTTACCGGTGAAAACAAATT
CTCTGTACAGTAGC
>BJ488269 ID   BJ488269   standard; mRNA; EST; 611 BP.
CGGCACGAGGATGGCCAGCTGCGACTTCTCCACCCGCCTCTACACCTACGCTGACACACC
TGGAGACTACAACCTGGCTAATTTCACTTTGGCCCCTGAGGACATTCACATGAAGATCCC
TCTCCTGCAGCATGCGCAGACCTTATCTCCTCGTCCTCTCTTCCTCTTGGCCAGTGCTTG
GAGCGCCCCCAGTTGGATGAAAACTAATGGCGCCCTCATAGGAAAGGGCTCCCTGAAGGG
AAAGCCAGGAGGCAAGGAGCATAAAACATGGGCTCAGTACTATATCAGATTCCTGGAGGA
GTATGCTAAATATAACCTCACCTTCTGGGCTGTGACTACTGGAAATGAGCCCTCTGCAGG
CCGTATGACAAACTACAGCTTCCAGGCTCTGGGTTTCACTGCAGAAGAGCAGAGGGACTG
GGTAGCTTTGGACTTGGGCCCCGCCCTGCATGCCTCTGCGTACCCAGACACTCACGTCCT
TTTGCTGGATGACAGTCGCCTGCTGCTTCCTTACTGGGCTAAAGTGGTCCTAAATGACGT
TCATGCTGGTCGATACATTCATGGGGTGGCCGTCCACTGGTACATGGACAGTTTAGTCCC
TGCAGATATAA
>BJ488285 ID   BJ488285   standard; mRNA; EST; 152 BP.
GGATTGTCTCAATAAAGTGACACAGCTGTGAAGTTGAACTTATTTTCCCCTTCGTTGTGG
GCCAAACTCACTGTCTAGACTCAAAGCTGGGCCCTACTGGAGGTAGGGGTGGGAGTGCCA
ATGCTACATCTGCCAGACACACAAAAAAAAAA
>BJ488291 ID   BJ488291   standard; mRNA; EST; 593 BP.
CAGAGAAAGGAGTACGCAGAGACGCTCAACAGACAACAGGACACCTTAAACGCCAGAGTG
GAGCATCTGCTCACCTGTGAGCTTGATGGCCATCTGCTGAAGACTGTTGAAGATTGCGTG
GCCAAGCTCAGGAGGCTGGAGGCCAAAGGCCGCCTGTGGCCTCAAAACATGATCATGGAC
GTTCAAGGACCTTTTCTTGTGCTCAGTGACATTGAGACTAAGGCTGAGCTGGAGTCCATT
CCTCTGAGTTACATCACACAAACCAAATCTTTGGAGGACAACGGATCTGACGACAACTCT
CTGCTGATAATAACTGTACAGGACCGCAACAAACGAGTCCCACAGGTCTTCATGTTTCAG
TGTGAGGAGACCTCGGGGGATATTGTAAAGGCTGATCTGGATAAGGCAGTGCAAAGAGGG
GGAGGTGGTGACCTGGAGCCTTTCAGAGAGCACAGTGACATCAGGAGTAATCTTGAGAAT
ATCATCGGTCTGCAAGCTGCAGGAGGTTTTCGGCCGCCTGTGCCCCAATCCCCGGAGTAT
AACAGGAGGCTGCCCCCACCCGACTTTATGAGCCCACAGTGGAACAACAGAGA
>BJ488302 ID   BJ488302   standard; mRNA; EST; 104 BP.



TTTTGGNTTCATGCTGTTNGTTATTGTGNTCTTTTCTNTATTTCCTCTTTTGGAGTGTAC
TCTCANTAGNATTACTCAATGAACTGGGTGTTGTTTCATAGAGA
>BJ488306 ID   BJ488306   standard; mRNA; EST; 623 BP.
GACACCACCACCACCTGCAAAGGCGGCATCTACCAGACGCCCTGCGCCGATCAAATCATC
AATCTGATGAAACAAAACATGAAGGTGGTGCTGGGGATCTCCTTCGCCATCGCCATCATC
ATGGTGAGTTTGCACGTCGCCGGGCTTTGGACTGGTCCCAGAACGGCTCTGTATCTCCAG
ATCTGATCCTTGAATGACAAGCTGAAGGTCTGTTGCCTCCAGTCTGGACCTGAGAGGTTC
TGGGTGAAGGCTGGAGGCCCCCCCTCCTCATTAAGGCGTTCAGAGAGGGAATCTGGAGTA
AATGAGTCTGTCGTCATGGCAACCTGAAATGCTGACTTTTTGTAATTTTGCACATTTTGA
GTTTTCAGAGAACCATTAGGTTGGAATTTAAAATCAATTGTCAGATTGTTGTCGTTCTGA
GCTCTAGAAGGCAGCAGATCTGAGGTCAGAGGTCATGAGATGTTCTTCAGGAACTGTTTT
TAGGAATCCAAGTCATGAACATTTAAATTTCCTCACAGCTTACTGATGCGCAGATGAAGT
TCCAGATGTTCTGATCAACATCTGTGTTTCTCTGCAGATCCTCGGCATGATTTTCTCCAT
GATGATCTACTGCCNAATCGGCA
>BJ488320 ID   BJ488320   standard; mRNA; EST; 696 BP.
GAGGGTTTTTCTCGTCAGCACATGAAATGATTTCTTTGTACCGTTTTCTTTCTTGGCATC
CTGCCTTCATATCACCCCCTCCCCTCCCCGCTGTACTCTGTTACACGCTCCCAAAGAGGA
ACCACAGAGAAAGGTGTTGTAACAGTGTGTGTGAGTGAATAATGTAAGATCACTGGAGAA
ATGAACAACCAGGATCTCTACTTTTGATTTGATAATATATTTTTTGCGGCTGGAGGTTTG
TATAGAATCGGATTGTCTGACGGGAAGTGGACGGTTTCATTGCTGCCTTTATTATTTTTT
TTGGTGTATGCATTTAACTTCTACGCACAACCCTCCTCCCCGTTCTTCCGGATCGCAGAA
TGGTCGACGTGATGATTCCTCCGTCTCACTCGTCTTTTTATTTTTTATTTTTTGCCTGGA
GGAAAAGCCTTGTTTGGTCCAGAACAGCTCCCCAAAAGCTACGGAGAAAAGTTTCTCTCT
GCCTTTCTCGGAAAGGTCCCGTCAGCCGACGTCACGCTTTCTTTTCTCCTTTGTACTTCA
GTTTGGAATCTGTCAGAAGTTGGATCATTGTATTAAGGTGCTGGGTATTGGATTTGATTT
ATTATTCTGGCTGTTGCTGTTCTCTTCTCTCTTTCAGGGTTGATTTTATTTGACATTCTT
TCGTTTTACATTGCTGTAATTTACNATGATTTTAAA
>BJ488328 ID   BJ488328   standard; mRNA; EST; 190 BP.
GACGCCCGCTGCCTCCGTGTCCGGACTTTACTTCTCCAACCCTCAGGCCTCGTACTTTGC
TGTGGGAAAGATCACCAAAGAGCAGGTGGAGGATTACGCCCGGAGGAAAGAGATGAGCGT
GGAAGAGGTGGAGCGCTGGCTGGCTCCCATCCTTGGCTACGAGCAGGAAGATAGGGGTGT
GGAGGGTCGG
>BJ488356 ID   BJ488356   standard; mRNA; EST; 694 BP.
GGTAAGAACCGCCTGTAGGTTCTGGTTCCATGTCAACTAAATGATTGGCAGGTTTCTATG
AATATGTGTCCAACCGTCACATCAATCAACAAACCGTCGCTGGCAACAGCTGATTTACCA
GAAGATGATGAGAGGTCAACCGCTGCACCACAGCCAACCCAGTTTACTTTTAGAGTACTT
TAGTAGTTTGTATTCACAGAATGTGTATTTTTAATTGGATTGTACTGCGGTGTTGTGATT
TTCATAATTCTGAAACTGAAAAAGAATTTGGCTAACGGCACATCAAAGACCTGTTTGTGA
AAACACGTCATGTTTTAGAGAAGAAAAGGCCCAAATGTTTCAACATCCTCAGAGGAACCA
TGGTTCTTTTAGGTACTAATCCAGAAATGATGGACACACTGGAAGTGCTTTGAGCGTCTG
GAAAAGCGCCAGCAGGTGGTGCTGTGGCGCAGAGGTTCCACTTTGTCCTTTTTTCTGTCT
GCAGTTCTTTTGTCCATCTGTTCTCTGTTATGTGACCCCAACCCCGACGACCCACTCGTG
CCCGAAATCGCCCGCATCTACNAAACAGATCCNGTCAGGTACAACAAGACAGCCCAGGAC
TGGACCCAGAAGTATGCCATGTGACCCGCANCCTGCCGGATTCACCTGGTTTCTCACGTG
GCCACGCCCCCTTACCTTTGTCCCGTCATCGCCT
>BJ488418 ID   BJ488418   standard; mRNA; EST; 684 BP.
GGCACGAGGATCCTGCTGAAGCGCTGCATCAAGGCGGATCATTCTAGCCTGGTGCTGGAA
GACTGTCAGCGTCCCACACGCCGCATGCTGTGGAAGTGGGTGTCTTCTCATCGCCTCTAC
AACCTGGGCACAGGCATGTGCCTGGGCCTCGACATTTTGAACACCACACACCCTCTTGGC
ATGTTTGAGTGCGACAAGGCCTACACCATGATGTGGTGGCGCTGCCGTGGCAACACGCTG
TACGGAGCGTTCCAGTGGAAGGTGACTGGGGCTGGACGACTGGTGGTAGTGAAGAAAAGC
GATTATTATGAGTGGAAAAGGCACAGAACTCCCAGAGAAGGCCCCTGCTCATATCCATAT
GAAGATATACACACTTTGTTGGGAAATGCCAATGGAATGCCCTGCGTTTTTCCCTTCAAT
TACAACAACAAATGGTATTCTGAGTGTACCACTGAGGGCCGGGAGGACAACCTTCACTGG
TGCTCCACCACTCCTCGCTATGACCGGGATGAAAGATGGGGCTTCTGTCCGGTGAAAGAT
TCCAGTTGTGAGCGCTTCTGGGAATCAAACCAGGAATTGCAGGCCTGCTATCANTTCAAC
CTCTACACAATCCTCACCTGGAGTCAGGCCCTCGCAACTTGCCAGGCTCAAGGTGGAAAT
CTGCTCANCATCACCAGCATGGCA
>BJ488451 ID   BJ488451   standard; mRNA; EST; 118 BP.
AGCGTGTTTGCCGTGTGATCTAAAGCATTCCTCCAAACCAAAGTGCACTGAAGCACCACA
CCATTTCACTCACGGCTGACAAGGACTAAAGCAGGAGAAGGGGGGGGGGGGGNNCCCC
>BJ488501 ID   BJ488501   standard; mRNA; EST; 629 BP.
GGCACGAGGGTCCTTCCGAATAGCAGCGGGGGCAGGTAAACCTAATGCAAATAAGCACAA
GTGTTGTGTGGTGCAGTGATTTTGTGGTAAATATGATTTTTTTAATTCCAATTCTTCCCA



TTGTTTGCAAATGTTTGCTTTGATTTGCTTGGTTCTCTCATGACCTTTCACAAATGCTTG
AAGGCAGAAGTCCCTGTTTGAAGAGTTTTATTGCAGAATAAAACTTGTCACCTCACCACT
TAAAATGCCAGAGTCGTTTTAAGACTAACCCGCTGGAGCAGCATTGTTTTCCTGTTCTTG
AACTAACGTCCTGCAGCTGTGAGCCAGGCTGCCGCGGTCCACTCAAACCCGGCGTTTTCT
CTTCCACAGGGAGGTGCTGCCAAAGGGGGGAGAACATATTCCGTGAAGCGCCTCTGTGAG
AAGATCAGAGACGCACACACACAGATACACCATTTGCACAAGCCTACACTGAAAGCCCAA
ACTCCTACAGCAAGGCTGCGCAGTCGCAGTCGTGCAGACCCCTCCTCGCTAAACCTTCGG
TCCTCAACACTCGGTGACCCCTGAGGGCCCGGCTCCAGGACAGACGCATCGCTGGCCTCT
CCGTTGCCACGCAACCCCGATTCCCAGAG
>BJ488503 ID   BJ488503   standard; mRNA; EST; 525 BP.
GATATAAACATTTAAATATCACTTTTAGTATGAGACCCAGAAAATCTTTTACAAAGCTAG
CCTTCATCTTCAGCTGTGTGTACAAAATGAGGTGGTTAGAGACCAACACGGATACGGAAG
AAAACCTTACAAAAAAATATATTTACTGGGAAAAAAAAACATTTTTACCGTTGGATATTT
AGCAAATAAAATGGCTTGGGCCTAAAAGATTAGTGAAATATATCTGTCGCTGATGTTCAT
GTAAACTACTTTCCTGTGTCTTTGCTAGAATCTAACACGACCTGTTCCAACAAAGCAACT
TCCCTTTCAAAACCCGAAATAATGCAAAATATTTTGAAATCAAAACACAATTAAATGTAA
AAAAAAACAAACACCAAAACTTACTATTTCAAAAGGTAACTAAAAAAGAGATGCTGCTGT
CATATCANCACTGAGACGTGAACAATTTTTCTCATTTAACACATAANTTGGAGGTCATTT
CCTTGAATTAAAGAGCAAATGTCACAGGGCAGTATGTTGCTCANA
>BJ488510 ID   BJ488510   standard; mRNA; EST; 230 BP.
CGGAATAAATTAGTCTAGAAATCACTTCTGCTTTGGAGAGTAAAATCCTTCCTCTCAGAC
CCAGGTATCTCTGAAGCCATTGGTTAAAACGTTTCTTGGCTTTATCAATGAGGGGAGTGA
AATTTAATGAGCATCTTTCTAAATTATTTCTGGAAATAATAATGCCTAAATATGTTACAT
TTTCTTTTACAGGAATGTTGCACATGGATTCTAAAGCACAATCTTTAACA
>BJ488511 ID   BJ488511   standard; mRNA; EST; 299 BP.
GTGGGGGCGCCCTGACNCTNATTTAATTCATTCTACATGGAAATGGAGGTTTTANTCTAG
GAAAAAACAGGNTTTCTTCTGGGCGTTCATGNGTCCNCTACCAAATCACCTCCCACTGNC
TTTCTNNAAAAACTTTCCNTCCCATAACANACTCTGGTCGGCGTTCACAGCTGCANACAC
NCCCCCNCCNCATTCACGCTGCTCTCTTCCTCCTGCTCGCTCGCCCTACCTGANGGNGTT
AAAGGNTCCCCAACAATCTNANAACATGACAGTTATTTTACTAAACCNCANAAAAACNC
>BJ488525 ID   BJ488525   standard; mRNA; EST; 530 BP.
GCACGAGGATTTTCTCCGTCATAAACTTCTTCAGCTTCTTCAACTGGCTCTGCATCGCCT
TGGCCATCATCGGCATGATGTGGCTGCGGCACAAGAAGCCGGAGCTGGAGCGGCCGATCA
AAGTCAACATCCTGCTGCCGATAAGCTTCGTTCTGGCCTGCCTCTTCCTCATCATCGTGT
CTTTCTGGAAGACTCCGATCGAGTGCGCCATCGGGTTCGGTATCATCGCCACCGGGCTGC
CCGTTTACTTCATTGGTGTTTGGTGGCAAAACAAACCCAAGTGGCTGCTGCATGGAATCT
TCTCAAGCACAGCCTGGTGTCAGAAGGTGATGGAAGTCGTGCCTCAGGAGTCCTAAAAAC
CCCTCCTCTTTACCTTCAGCCAGTGGCCAATCAGAGCGCACCGAAAGTCGCATCTAGTCT
CTGAAAACTCGACGGGTGAAGCTTGACCTCTGCTGAATGTTCTTTCCTTTTCCGCACACC
CCCCACACACACACACACACACACACACACACAGCCTGTCTGTGTGGACA
>BJ488527 ID   BJ488527   standard; mRNA; EST; 162 BP.
GTTTGTGTTGATGCNCCGCTGTCCCGTTTCTCTGCTANNCCGTCGGGACAGACTTTGACG
CCNCNNAATGTTCTTGTCTGCAGCTGCTCGCTCTGNTTTATCNNACGCGGCCAGGCCGGT
CACACGTCTGCATCGGTCTGCTGCCCGCGCTGGAGCTGGCGG
>BJ488544 ID   BJ488544   standard; mRNA; EST; 593 BP.
AGTCAGTGAAAATGAATACATAAATTCCCTTTTTAAAAAGAACAGAGGAGAGCAAAGAGA
ACCAGGAAGAGTCCACGCTTTTTTCCACATTTTTAATGGATAAGAACATTTTTCTTTTTA
TATTGATCTATCANATTAAAATCCTAGATTCTGTAATAGTGATTTATTTAATTGCAGCTA
TTTCAAAGTAAAACACCAGAAAAACTTTTTATTTGAAATTCTGAGGATCCTACCAGTTGT
TTGAGTATAAAAACAAAAACATGGAGGATTTTATCACCAATTAAAGAAACTTGTTTGACA
AATAACTGAGTAGTTTTAAGGTGTTTGTAAGCCTCTTTTCCTGTTAGAAACATGCTCTAA
AAAAGCTGACCTCCAAAATAAAACTGTGACTGCAGTCTGCATGCCATCGGTCAGAGTGAG
ACCTCTCTGCCGGAGGATCTTTGCAGCACGTGTTTGTATATACTGCAGATGCTCGTGTAC
ATTTCATTAGGGGGCAGCACAACCCTCAGCAACACTGTCAAAAACTGTTCCCCAGCCGTC
GCTCCCCCACCTTCGGGCACAAAGCTGAACGAAAGGAAACGTAATGGGGAGAC
>BJ488567 ID   BJ488567   standard; mRNA; EST; 611 BP.
GGGTTTCTTTCCCGAAGTCTTTAAAATGCCTACATTTACACATTTAAACATCATACTTTA
GTTTGCTTTCTCACTTGGACTGTTCAGACCGTCCATTTCTTCTCTGTACAGGATGAGTAA
CAGATCGACATACTGAAGGATCAAATCTTTCTTTTGTCGTGTTCTTACTTCCACTCCTCA
CTTTTAATGCAATTTTGATTTTTAACGCATCTCATGGGGAATTTAATGGAAACACTGTCG
TCAGAACCAGATGCAAACATTTTCAGGTGGAACGAAGAAATAATCATAGAAAAACGTCAC
AGCATGATGCTTTTTATTCTGTCTCTATTCAATCTGGCTTTAGGACATCAAGCTCAAAGG
CTTTTATTATATAGTAGAAGGTTAGGGGAAGAGAGCATGTGCGGTCAAAATGTTTTTTTA
AATCAGGTTTTGTAGATGTGGGAGGAGCCAGACGATTTTTTAACGCGCCGTTGGAGCATC



TTGTTGAGAACATTCACCCAGATTGTGTTTTGCTGCTTCAACATACTGCTCCTCACTGGG
ACTTCCACAGTTTCTCTCCAGGCTAAGCCCCCTTTACCTGCATGAAGTCAGCTCAGACTC
CCACCTGCCTG
>BJ488603 ID   BJ488603   standard; mRNA; EST; 489 BP.
CTTCACTTCCTGTCTGCTTGTGCGTGGATCTCCTTCTTTTTTTTTTTGCATATNATTATG
TATGAAAACCACAGGCTTAATATTTATTACNTGAGTGTTCAACATGTGTGACACATGGGA
GTCAGNGCTGTCTANAGTTTTTANCCCGATCTTAAAAGTTCTGTTATTTGGTTGTTTTTC
AATTTANCCTTTATTTTGAAATTGTAACATCCANATTGTTACCCATCATTGGAAAACTAA
AAGCAATGATNGGATGGACTTGAGGCCANCAAAACANCATTTTGATCAAGTTGAATGTTT
GTTTAGTTTAAAAATTTTTTTTGCTGTTAAAGTAAAAAAAANATTAGGAAAATAATCCCT
GTTAAAAAAATATNCTTTAAATGAAAATTTTATGTTTTTTAAAGGAAACNATAACTACTT
AGTTTGTATTTTTCAAACCTTAAAAAGCACAAAATTGTCTTTTAACAACAAAGCANTCCA
AAAAAAAAA
>BJ488605 ID   BJ488605   standard; mRNA; EST; 578 BP.
ACTCCTCGCCCGGCGGAAGGCATGTCGCCGGCTACAGCCACAACATGGGGTCACACTCCA
GCCAAAAGAGCAGGAGCAGGAGGGGAGCCAGAGAGAAACCCAAACAGGGTGTGGGGGTAA
AACCGAACCAGAACCAGGGTCAGACGGCTCCTGTCGTCCAGCACTCTTTTCTGACGGATG
TCTCAGATGTACAGGAGATGGAGAATGGTCTGCTCAGTCTCCTCAATGACTTCCACTCAG
GGAAACTCCAAGCATTTGGAAACGAGTGCTCCATTGGTCAGATGGAGCATGTCAGAGAGA
TGCAGGAGAAGCTGGCCCGGCTGCAGTTTGACCTCTACGGCGAGGTGGACGAAATGCCCG
AGAATCTGAGGAAAACGGCCCGTGACACAAACATGGACAAGTTACTCCTGAATCTTGAGG
AGTTGAGTTCTTCCATACNAAAACTCAATCTGGCGGACACTCAAGAAATCCCAAAGACGT
CCAGCATGTGAATGTTTTCTTCTTTTCTCAGCGTTTTTTAAAAAAAATATTATTTTTGTT
TTATTTTCAATAACGTTATTTTTGGATTTCTCTGAGCG
>BJ488610 ID   BJ488610   standard; mRNA; EST; 578 BP.
CTTTGAGGAAGTGGCATCGCAGACTGGCATCAGCATACACCAACAGCATCTGATGTACCT
GGGCCATGACCTTCCCTTAGAGGGCAACATGAAGGTGGTCAACCTTCCATGTACGTCACC
CTCCCAACCTCTGATCCTTCTCAGCAACTCGGCGGAAGCCAGCACCGGCCTGTTCTTCAG
AGAACCAGAGTCTCCAATCATACCATCCAAGTTTGACGTTTTGGCAGATTATAATTTCTC
AAGGATAATAGTGGGAGTGGTCCACCAGTACCTGAGGATTGTCCACCTGCTGCACACACA
CAGACAGTTACTGCTGCAGGGATACTACACCTACATGATGAAGCTGCGAGCGGATTGCAG
CGAGGCGTTACACAGTCTTTCACTGATCACCCTTCGATTCCAGTCATGCTTTAACGCCCA
CAATAGGATTCATAAACTAGCTCCTTGTTCCTTTGAGAACCAAGTTTCAGCTGATCGCAG
TCAAACGCTGCAGCTGGTCCGTGAGCGCCTCCCTCTGTACACTGCTGGCATCAAGGACTG
CCAGAACCAGATGGAGCACCTACTTATAGAGCAAGCCA
>BJ488621 ID   BJ488621   standard; mRNA; EST; 412 BP.
TACTTCTCCTTCTAAGCACAAACCCACACAGACACTCCAGCTGCAACTGCATTTCCTATA
CAGTTCATTGCTTCCTATACNAATACAGACTAAAGGACACACACAAATAAGACATACCCA
GATTGACGGATTTATTGGCTCATCACCAGCAAGGCCATCTCTAACATTGCCTCTAAGCTC
AACCAAAAAGTGCTTCTCTACACATGCCTGACCTCTTCTCAGAACGTATGTTGATTGGAT
CGTCCGACATGTTTCCATGGAATTTTTTTTCACTTTTTTTTTTTTAAAGGCAGTCTTCCT
TTTTTTTAAATGCANCCGTTGCATCAAATATNCCAAATAAGTGTACTTTTTTTAAAAATA
AAAAAATACNTTTCTCTTCANTTAAGGAAACGTTNAANTTGTTAAAACCNCA
>BJ488622 ID   BJ488622   standard; mRNA; EST; 605 BP.
TAAATCTGACAAACATTCAGTGCAAAAGAAGAATCACGATAACTGGTACAAGTGGAAAAA
TAAATAATATCCTTTACATGGAATATACTTCATTAAACATTGTTCTTCTCCTTTTTGGCA
GAGTTAGAATAATTCACCGTAACAAACATGGAACTGGTCAAAACTTTTAGGATATCTACC
CGCCGGCCTAAAAATGAGGGATTACATATTTCAGATTATTAGTGGGATTGTTAAAACACT
GACTTCTTCTCACATTGGACATTCCTGCTCCCTCTTTGACTCCNACTCTTCTCATCTCCA
TCAGACTCTGAACTTTCTCCACATCCTTCACACTCGTCATCACAGAGCTTTTTTTTAAAG
GCAAACTTCCNACAACCCGATCCCGTGGAAACATAGAGACGATNACACAAAGAAAATCAG
GAGAAAGAAGTGATCTGCAGCAGCAGACGGTGTGGGAGGAACAGCATCCTCCTCGCCTCA
TTAGCAGCAGAGCTGCAGGGAAACGCTCGGCAGCGGGCAGGAGAGGGAACGTCCGTTCAA
TAAACCAAAAAGATGTGACAAGGATGGTTTTGGAGGAAAATAAAAACTGATCAACATCTG
GAAGA
>BJ488629 ID   BJ488629   standard; mRNA; EST; 683 BP.
ACGCTCTCTCCTTTGTTTCTTTATGTCACTGTTGTCTCCCTGACCCCTCCCTCCTCCCCA
CCCGAATGTCCTCCCATCTTCATCCCACGTGCTGGTTTCCTCCTCCTCATCTCTCTGTCT
GCAGGTATCTCATGTGCCTCTCTCTTTCTCTACTCGATGTCGTTATTGTACGGTGTTGAT
GCTGTCTTCTGACGTGTGTTTTTTAGTGGTGTTGTTTCCTGTTTCTGCCCCTCCGAATTT
CCTCCTCCTCCGTACCCTTCCCCCCCTCCTCCTCCTTCCTCTGCGCAGGTCCCAGTGGCA
CCAATATCATAATAGGGTCCATCGCAGGTGCTATTCTCCTGGCAGCTATAGTCCTAGGGG
GAACAGGATGGGGATTTAAGAATATTCGAAGAGGAAGATCTGGAGGAGGATAAGGTCTCC
GTCTGTCTGTCTGTCCATGTTGTTTCCACTCTCGTCTTCCTCCTTGCACTGTGTCGTGTC



CACATTGAAGAAGAGGAGAATTTAAAATAGAAATAAATAAAGAACCAAGTCTTCCATTGC
AGTCCTACNATCTCCGGACCTCTTCGGATTGTTGTTCCCTCCTCACTCCTGTCAGCTCCT
TCCTTTTGTCCTCCCTTTGGACTGTGCCCGCCTTGGGGGCCTCCTCTCACCCCCCCCAGC
GGTGTCCAGGTTGCAGCTCGAGT
>BJ488644 ID   BJ488644   standard; mRNA; EST; 228 BP.
TCTTTTCCAGTGTCCCGTCTGACAACATGCTGCCTGCATCAGTAAACACTGTGTTGCTGC
TGCTGCTGCTGCTGCTGCTGCTGCAGCTGCTGCTGCTGCAGCTGCTGCTGCTGCAGCTGC
TGCTGCTGCAGCTGCTGCTGCTGCTGCTGCTGCAGCTGCTGCTGCTGCTGCTGCAAACTC
ACCAACAAGGCTGTCTGAAAGAAAGACNAATCAGAAGATTGGAAGCAG
>BJ488660 ID   BJ488660   standard; mRNA; EST; 639 BP.
TTGGGCCTCCTCCAGCTGTCGCACTAATCTCAAGTATGAAGCTTCAGACAGAGCTCTGCT
GCCCTTTCTTGAAGCCGGTCTTACTCCTTCCTTAAAAAATGTTTCACTTTTTCCTCAACA
AAGGAAACAAAAACAGAATCTGCAGATCAATGTGTGAATCCGAACTCAACCCAGTTTAGG
ACAACTGTTAGGGCCTATGAAAATTTCTAAAGAAAAATGTATTTTTCTGAATCATCTGAC
AGTTGTTCTAAACGTTCAAAAGAAATGAAAAGGTGAGGAGAACAGAGATTTTATCAACTG
AATGAGCTCCTGTCAAACATGCTACTGCTGATGTAGGTCTTAGAACAGTTTTACTGCAAA
GCTAAAGACTAAGGAAGCAGGACCAAATTTGGTGAAAGTTTTAGAGAAACTTGCGAAATC
TCTGTGCGTCAAGGACAGGCCTGTGTTTCACGAGCGCTATTTGTAAAAGAGTAGAGGATG
CTGCATCATAGTTACAAAAGCAAATGTGACCCTATCTGATTGTTCTGAGACCTCCNACAG
CATCACATTGATAAAACGGTCAACTTTCATTTTATAGACATCTAACTTATTCATGTTCTG
CTGGAGAGCATTAATGTTTACTCACGCTTGGAAAGTCAG
>BJ488705 ID   BJ488705   standard; mRNA; EST; 649 BP.
GGCCTGTTGTTTATTTAAATCTCCATACATCTATTTATCACACCCACTTCATCCAGTTCA
AGGTCTCATGAGAGATCTAGTGTTTTTCTAGAGACAGGGTCTGTTTATTACAAATCCATC
ATGGCTAATGACTGTGTCACTTTAAAGTGTTTTGCTGTTTTGATCATTGTAGCTTTTTAC
CTTTCCATAACATGAGAGTACTTCATGAGGCTTCATGACTGCGCCTCCATGGACATGCTT
GATCTTCATCTTGTCTGATCTGAGAAGCTAAATACGGTCGGGTCCAGTTAGTCCTTGGAT
GGCAGATTTCTTGGGACCACCAGGTGCTGTAAGTTGCAACCACATTCGGGCAACTTTCCT
GTGTTTCCATGCTGGTTCCAGGTCCAGATAAACATACAGGGTTAGGCATCTGCTGTAAAA
CTGAAGCCAAAACACCTGCTAAAAGTCATGCCTTTAACAGTTGTGCTATCCTAGGCACTT
TAACGTTAGGAGTTGGGTCATCTAGACCCACTAGACAGTGCGCAAAACTTTTTTCTTCAA
TGATTTGTGATCTTCACTGGTTTCCATGAATTACATGAAATCCTCTCCCCTTTTAATTAC
CTTTTGTCATGGTAGGAATAACACATCAATGTAAGGGTAGGGTCATAGG
>BJ488715 ID   BJ488715   standard; mRNA; EST; 656 BP.
TGTGGAGTGCTGTGGGGATCAGCTGTGCATGTGGGGTCAGTGCACCCAAAATGCAACAAA
GGGAAAAGCAGGCAGCACATGTCAATACCAGACTGACTGCAGCCCAGAGCTCTGCTGTGC
TTTCCACAAAGCCCTGCTCTTCCCTGTTTGTTTGGCCAAGCCCATTGAGCGGGAGCGCTG
TTTGGATTCCTCCAACCACCTGATGGAGCTGCTCTCCTGGGACGTGCAGAATGAGGGACC
AAGGAGACACTGTCCCTGTGCAGGAGACCTTCACTGCCAGCACCTGGGGCGAGGCTCCAT
GTGCCTGAAAGGAGAAGACTCAAGTGAAGAGGACCTGACAGACTCCCTGTACTCTGAAAT
AGACTACATCCTTTAAACCTCATTCTGTTCAAATGAGCTCTTAAAAGCATGTACACCCAT
TGTTATTGTATCCTAGGTCGTTTTTGCAAAACCAATGAGCTTTATGTTAGCGATTTTAGT
TCAAAACTGTAACACAGCACACCCATCTTAAAAAATAAAATCACCTGTACAGGTATGTCA
CATTGTATCAGCAAGTATAACGGCTTGACTGATTATTTTAGGTCAAATCGGATTGAAAAT
GCTTAGAAACACAAAATGGAAGCAAAATAAATGACAGAAAATATGTATTGTGATTC
>BJ488716 ID   BJ488716   standard; mRNA; EST; 553 BP.
GAGGGCTTCCTGCTGGGGCGGTTCCCAAATCAGCCCCTGCTCATGTACCTGTCCCTGCTC
ACCTCCACCTTCACCGCCNTCATCTTCCCCGTTATGTATAAGCTAGCCTCGGCCCCCGGC
AGCCCCAGGAGGAAGCCAAGTGTTGAACGCCAAATAGAGGCGGATGACAGCGAGTACAGA
CAGGCGCTGTTAGACTCGGGTGACAATGAGGAGGAAGAGGAGGAACAGGAAGATGAAGCT
GACCAGTGGAATGATGCTGACTTTGAGGTCATCGAGATGGATGACGCATCACCTCCCGCT
GACACGGGTGGAGGCGAAGCGCTGTCCTCAGAGGGCTGTTCTGTAGGCGGAGACTCTCCA
AGACACAAACTGCTGCGCTCCTTGGACAGGGAAAAGAGTGACCGAATTTACCCAGAACCA
CTTTGTGGGCCGGGTCCGGAACATACCATGTCTGAAGGTTTGGACTGACCGCTTCAGTGG
CTCCTTTCAGAATTGAGGGTTGTTGAACTCCAGGAAGACGGTGTCCTGCTTCAGGGGCTT
CTGAAAACCATCC
>BJ488741 ID   BJ488741   standard; mRNA; EST; 598 BP.
GGCACGAGGGCAGGGACCTCCGTGCTTCTATCCACAACGGGTTTTGGTTCTTCAAGTTTG
TTGCCTTGGTAGCCATCATGGTCAGTGCCTTTTATATTCCCGACAGGCCTTTCACCTACG
CGTGGTTTGTTATAGGCTCCTGTGGAGCTTTCTTCTTCATCCTGATCCAGCTGGTGCTGC
TGGTGGACTTTGCTCACTCTTGGAATGAATCGTGGATGCAGAAGATGGAGAGCGGCAGCT
TCAGAGGCTGGTATGCAGCTCTGCTCACCGTCACCATGCTGAACTACGCCCTGTCGCTGA
CTGCTGTCGGGCTTTTCTTTGTCTTCTACACCAAACCGGATCAGTGCTTCATCAACAAGT
TCTTCATCAGCTTTAACTTGTTCTTGTGCATCATGGCCTCTGTAGTCTCTGTTCTGCGTA



AAGTCCAGGAGTTTCAGCCGCGCTCAGGTCTGCTGCAGTCGTCCTTCATTACCCTGTACA
CCATGTTTCTGACCTGGTCTGCCATGACCAACGAGCCTGACAGAGAATGCAACCCCAGTT
TGCTCAGCATCTTCCAGCAGATTGCCTCCCCGACACCCCCNACTTTGGAAATCGAGAA
>BJ488750 ID   BJ488750   standard; mRNA; EST; 671 BP.
GGCACGAGGCACTGAGTTTCCTATGATTTTTTTCCCTATGACTTATGACTATGAAATGAT
TTTAATCATACCAGTCCTCTAAATTTAAGGTTGCGTTTCTTTCATATGTGCAGGTTGCAA
AGTGCTTCTTTTCAAAGGGAACTAACATCAAACAAATATAATCAAATATTTACAGCCTGA
AGTTTGAAATAATCAAGTCCTGGCGTCTTTAAATATATCCAACACAGACTGCAAACTAGT
TATTATATAATTGGAAGCATTTATGAAGCTGGTTTACTGCATGCACTAACAGTATACAAT
CAAATTTTAGGAGAAAAACCAAAAAAACGCACAGTCTGCAAAATCTCTGTCTTTCCGGAG
CCTCCTTACTGGTGTCCTCGTCTTGTTGTCATAGCGATCATGAGAGGAGTGACAAGAAGA
GTAGCTTAAGCTGGTGAAAACAAGCCCCAGCATGCAGCACAACTGCAGGGGTTTTAAGAG
AAGATGAAATGAGCGGGAAGATGTTTCTTGGCAACCACATATTTTGAGGTTTGCAGGGGT
AAATATTGATGAGCTTATGGTGGCGCTTCTTTTTTCTCTTTTTAGAGACTTTTCTGTTGT
TTTTTTTTAATCAAACTCATCATTTTGGAGGTTAACTACACACCTTGTCACTGTTTAAAA
TGCACATTTTC
>BJ488777 ID   BJ488777   standard; mRNA; EST; 674 BP.
TCGGCACGAGGTACTGTCAGGGGTACATCCTTGAAAGGGTGTCACACAACTACACACTCA
CAAACACACGCTCACAACTGATGACAATTTAGAATCCTCAATCCGCCTGAACCATGTCTT
TGGACTGTGGGTGGAAACCCGAGAGAAAACCCCTCGCATCCATGAGGATGTATCCNACCA
CATCACTCAATAAATTATCCATACAAAACAAAAGGACAGATGTATGGAGGAAGTTTTTTA
ACAGCACTTGGAGATTTTGGGCTCAGTTCAAGAGTTAGTCTTGAATATTCATTTATAGCA
ACTATTGTGTTGCACATTAATTACATTACATTTGTTGGACACTTTGTAGATATGCCACTC
AATGTTGCATAGCTGCATGTGGTAGAGTATGTACACTCAGAGCAAAGGCACTCTAAAACC
TCAGAAATAGTATTCAGTATCACTTTTTATGAAAATAAATTAAAAAAACGACAGACTGTG
CAACTATTAGACCACTGAGTTCCGCTCTTCGGTGTTGCTAGCTTGGATTTGTCACCTATC
TNATCTTAAACCCAATGAAAACAAACAGTTTTAAAAAAACTACGCAAAAATATTGTGTGA
TCACTGTTAAAAAAAGTGTTTGTCTGCATTGCCCTCAGTGTTGAACGGATTCCCTCTGTG
TGATGTGACGTCCA
>BJ488806 ID   BJ488806   standard; mRNA; EST; 581 BP.
GAGGCTGGCTCTTTGGCGGATTGCTGGAAAGGCGGGGTTGAAAGTGGATCTTATAAAGGA
CAAACACCTGGAGAAAAATACTAGTGACTCAGCTCCCCTCATACCCATCTTTGAGTTTAA
CGGAGTGAGCGTGCTCCGGACTAAAAAGACAAGCGATCCATCCGACATGCTGGTCGTGAC
TTCAAACGGGGTGGTGTTAATTGATGGCAACAAACTCCAGCCAAGGTGGAGATTCAACAC
CAGTGCAGTCGTCAGTGAGCTCTCTTTTGGTCACTTTAATAAAGATGAGATTCTCGACGT
TGTAGTTGAAGACAACACAGGCAACAATACAAAAAGAGTTGTTATCCTAGATGGTCAGTC
CGGTGACGTTCTGTGGGAGGTTGACCTTTTGGCTGTGTCTAACTCTCCAAGGCCTGGGTC
TGTGTACACAACCAAGTCCATCTCAGTCTTCATGTTTTGGGGTCTGATGCCCTCAAACAG
TTCTGAATCTTTAGTGGGTAACCGCTGCTCTTACATGCTGCTTCCTCACTATCCTAAAGT
CCTTCTGGAGTACTCTAATGTCATGGAGCACATTATAGCAT
>BJ488807 ID   BJ488807   standard; mRNA; EST; 578 BP.
TCGGCACGAGGTGCAGCCGTGCACCGGCCAGAGATGGACCATCAAGAACGCCATGAAGCA
TTAACGGCTTCTTTTCAGCCACAAACAATGAAGCACAGACCCCTCCTCTTCTCACAGGGG
ATGTACGGGAACAATACCTTTCTACTGAGAACGCGGAGAACTCTCTCAAAGTTTTACAGC
TCTTCAGTGTGATGTTGTCATGATTGGCGTGTCCCTCCTCCGTTGTGTTTTTTCAGGAAA
TGCATCACGTCAACAGGAACTATGCCATGTTTAGTTTTGGATGGAAACGGTTTATGCCTT
CATGAATGCTGTGCAATATTTGAATCTGCATTTTGTCCTTTAAGGTGTTAACGGAGAAAG
TTTAATTTATCAGAGTCCATGAATAGGTGTTATAAGTAAGACAAGAATGACTCTACGCTA
TCGATAAGCTTATGATCTATTAAAATTGAAATTCACTTCTTTTTTTTTTAATCTTTAGTC
TTTGTAAATATTGATGGTTTTAAAAAATGCAATGATGCCTGAGCATAAATATGCTTTATT
TTCTTTTGGATGGATGTCTTTAAAATCATCTGCTTAGC
>BJ488832 ID   BJ488832   standard; mRNA; EST; 450 BP.
AGCCAGGCCGAGGGGCAAACGATGCTGACGAAACCTTTTAGTTCGATCGCCCCAAGTCGG
GGCGCCCAGTGGTGCTGCCGGACAGACGAAGAACGGGGATGTTGGTCAGTTAGCCAGTCG
AGGTGCCTGACGTGTCGAAGCTGAGCTGAATGAACACAACAGCCTGGATCTTAGAGCATC
AACGTTTCTTTTTGTTCTTTTCTGTCACCAGTTTAGTTTAGTTTAGTTTGATTTAATGAG
TCACAACAGGCCTTTGTCATCTCTCACTCCGTCTAAAAAAAGAAAACCTCCACAAAAAGT
GTCCTGATTGACGTAGGACAAACGTGTTTTTTTTCTTTTTTTCATAAAAGCAGCTTCAGT
GGAGTGACAGAGGGGGAGTGTCCGATCATCATCATCATCATCATCGTCATCATCAGCGTT
CTAAATGGAACTACTGCAAAAACAGATCTA
>BJ488874 ID   BJ488874   standard; mRNA; EST; 517 BP.
ATTCGGCACGAGGCAACAACGAGCTTCCCAAAGACTGGCCCAAGAGGAAGTTCCAGTCAG
ACCTGGTTCCAGACGACCAAAAGCTGAAGTACGCTCGGCCCGGTCTGCCCGCCTTCAGCC
AGGACGTCCTGAGGAAGTGGAAGAACGAGGTGAAGCTGCAGAGAAAAGTCCAGTGTCCCA



ACCAGGGCTGCAGCTGCGTCTACACCAGCGTTTCAGGGCTGAAGGCTCACCTGGGCCTGT
GCACAAAGGGCGAATTTGAGGCGGGAAAATACCGATGCCTCATCTGCAACAAGGAGTTCA
ACTCTGAGAGTGGAGTCAAGTATCACATCAACTCTGTGCATTCACAGGACTGGTTTGTGA
CAAACAAAAAAGCCTTCAAGAAGTTTGAGAGCTTCCTGAAGAACCGGCCGAAGGAGATGC
GTCCGTCTGCGCAGAAGCTGGTTCAGTACCCCCAACACCCCCCTCAGCACCTCCTGCAGC
AGCAGCAGCCGCCGCCGCATCACCTCCAGCACTTCCA
>BJ488882 ID   BJ488882   standard; mRNA; EST; 497 BP.
TTCGGCACGAGGGTTAAAAACTATGCTTAAAAATGGTAATGTGCGTCAACCATTAGCAGG
TAAAAATACTCGATAATTTTTAAGAGTTAAATTCTCACGTTTTAGTTAATTTAGAAATAT
AAGACTCTAATTTAGACACAACACACCCTGTTATTTAGCATTTCCTATTTTCTACATAGG
AGAGATTCCCAGATAAGGCCGCATAACTTAGTCTGAGGAATGTGTTCGTTCTCGCTGAAA
GCATTGAGCTGACTAACCTACAAAAATGAAGAACATTTCCATATTTAGATCCTTCAGGGA
CACAACTGTGGAGACTCGCTGCCATTAAAGTTACAGCACCATGTAGAAATGATGGGGTGA
GATATTTTAGGGAACTGGTTAATCTGCTTCACCTTTGAACACACTGCCTCTCCAGGCAAT
GTTTGCAGCCTCTAATGCAAAAAACAAACAAACTTCAAAGCTGTTAAATTAAAGGATTTA
GTTACTTGAATATATNA
>BJ488956 ID   BJ488956   standard; mRNA; EST; 496 BP.
CGGCACGAGGGTTCTCTGAGAACCCAGTAATAACACCACAGCTATGGGCAAGATCATCTT
CTACGAGGACAGGAACTTCATGGGACGTTCCTATGAGACCAGCAGTGACTGCGCTGACAT
GTCCTCCTACCTGAGCAGGTGTCACTCCTGCAGGGTGGAGAGCGGCTGCTTCATGGTCTA
CGACCGTCCCAACTACATGGGGAACCAGTACTTCATGAAGAGGGGCGAGTACGCCGACTA
CATGAGCACAATGGGTATGAAGGACTGCATCAGGTCCTGCCGCATGATCCCCATGCACAG
AGGATCCTTCAGGATGAGGATCTATGAGAGGGAGAACTTCGAAGGTCAGATGTACGAGAT
GATGGACGACTGCGACAACATCATGGACCGATACCGCATGAACAACTGCATGTCCTGCAA
CGTGATGGACGGCCACTGGCTGATGTACGAGCAGCCCCACTACAGAGGCAGGATGATGTA
CATGAGGCCCGGGGAG
>BJ488964 ID   BJ488964   standard; mRNA; EST; 484 BP.
CGGCACGAGGCTTTACTGTCACTAAGTTAGGTAAATTTGCACAACCGCCGTCGGACCTCA
TCCTTCGCCACGCTGTTGTATAGCAGCTACTTGATTGGCTCAAGCCTGACAAGTTAAACA
ATTCATCCATTTTTTGTCAAGAAACGTAATCTCAACAAACCCCAGTAGGAATTGGCGTCT
TGTGTTTCGTATTTGCCGTTTATTAAGGTAAATGTAAAACTCCACTGGATAAACCAAAAA
CAAAAGTAGTGGTGCCACAAGAGTGATGCAGAAATAAAAAGAATTGAAACAGTTTGGCGG
ACGCCGACNAGGACTGCGCTCCGCGCCTGACCACAAAGCCTTCCGGGCAACCCGACTCTC
CGTTTGTTTTTTTGGACGTACACTTGTTTGTTTCAACAATTTCGACCCGTTGAATCTCTT
TTTCCCCAGAGCTGCATCATATTCTACTTCATACTACTGTACGTGCTGCATACTATCTTT
ACCA
>BJ488965 ID   BJ488965   standard; mRNA; EST; 582 BP.
ACTGTCAGGTTGAATCCTGCAATTTAAAAGACTTTCTTCCCTTTGTTTGTGATTCGTGCA
GGGGCGTGTACTGTCTTGAGCACAGAGGCAGAGAAGCCCACTTATGCCCAGAGAAACCAG
AGACAAAGGAATTCCCGACTGTAGGTGGCAGCAAGTCTTACCCCTGTTCGTTTGAAGATT
GCAAAGGAAAGGAACTGCTGGAAGTTATATGTCCACAATGTGAAAAGCACTTCTGTTTAG
CCCATCGTCATCAAGATGATCATAAATGTGAGAAGCTGGAAGTTCAAAAGCCTCGGATGG
CAGCCACCAAAGAACTGGTGCAAAAAATTGTAGAGTCAAAGGATACCTCTNAAAGCAAAG
GGCGCAAGGGAGCAAAGAACGCTGCCACTGCAGCAAAAGTAGCACTGATGAAACTGAAGC
TGCATGCTGCAGGAGACAAAGGACTGCCTCAGACAGAGAGGACATATTTTCAGGTTTATC
TTCCTAAAGAATCTNAGGACAGAAGCCTCCCCATGTTCTTCAGTTCTNAATGGAGTGTGG
GGAAAGTGGTGGATTATGCGGCTTCTATTGCTGGTCTGAAGA
>BJ488985 ID   BJ488985   standard; mRNA; EST; 408 BP.
TACAGACTGTGATCTCCAAGCACAAGAACCTGCGTTACTACAGCTCCAAAGTTACCCAGA
TCAGTTCCCAGACCTTCTACGAGGTCATGTTTGATGACGGCTCCTTCTCCAACGACACCT
ACCCCGAGGACATTGTGAGTAGAGACTGTGTAAATCGGGGTCCTCCAGAAGTGGGTGAAG
CTGTTCAAGTAAAATGGCCTGACGGACTTTTTTACGGTGCTAAATATCTGGGATCCAACG
TCTCTCACATGTTCCAGGTGGAGTTTGAGGATGGATCTCAGGTGCTGGCCAAAAGAGAGG
ACGTCTATACTTTAGATGAAGACCTCCCTAAAAAGGTGAAGCGCAGACTTTCAACAGCCT
CAAGCATGCGCTTTCAAGATGCCTTCTTCACCACACAGGGAGAGAGGA
>BJ489033 ID   BJ489033   standard; mRNA; EST; 491 BP.
TCGGCACGAGGACCAAAGCAGCCCTGCCCCCTCAACCAGCTGGTGGCCACGCTGCGCTGC
AAGGCTTCAACCAAACGCAAGGTGGAGCAGATGGACGTGGACGACTTCTACGACGGCATC
AAGCGGCTCTACAACGAGGACAACCCCAATGCCGCCGTCCAGGAGGGGGCAGCACTCGCA
ACGGGGTGAAGGAGGGGGCCTCTCCGTCTGCAATGCCGTCACGCTGTCCCGACAGGAAGC
CGGCTCCACCCCTTGCCCCCCCCTTCAACCCGCCACTTCCTCCTANAGACCAACCAGGAA
GCCCTCGACCCAAACCCCCCCAACACCANCCTGAGTTTGACGGGCAGCTGCTTACAGGAA
GCTTTTATTTATGACATTCACTCANAGGCGCCNCCNCCGCCNCGTTCCGCTGCTGANACN
GGAGTCTGGTGTTTGGGAGGGTTCTGGTCNTCAANGCNACNCCTCCNNCCTGANCTCATC



TCCCTTCNACC
>BJ489079 ID   BJ489079   standard; mRNA; EST; 635 BP.
TCGGCACGAGGTAATCATTTATTTTTAAAGCAGTGAGATAAGAGAATAGAACTGTACAGA
AAACAGGAACTTTTAAAGACAATGGAACATAAACATTACAAAACAACCCAAATCTATTTC
ATCATTTGGGAAGATCAATCATTTTAGAATGTGATTGAGTAAGGAGCTAAAGACAACAGG
AATATCTTCGTGAAGAAAAGGAAGAGCCTAAGTAAGGTGAAAACCTTTGATACATCATCT
ACAGTGAGTGATCTAAACTAAAAAAAATTAAAATCGTCACTGAATGCAGACTTTGGTTCC
CTCTATCCATCTACAGCACTGCTACTAATTACAGTCAAAAGCCTTGATATCCAAGAAATA
TGTAAAAGTGACACTGAAACATTCAGAAATGATCTTTCACGAGTGAATTTTTCCATAAAA
ATCTATGCAACATGATGTTAAAGAAACTAATTTACAGTATATATTGCTCAAGAACAATCA
GTTATGTACATAATTCAGTACTAATAGAAACAAAGAAATTAACATATTAACAACATGAGG
TATGTCTTGCAATTTGTTGACCAATAAACNAATATGGAGAAACTACTGTGCACATGAGTA
GAGTGCGAACAGCTTCATCCAAGCTGCACTGAAGG
>BJ489090 ID   BJ489090   standard; mRNA; EST; 125 BP.
ACCGAGGAGGAGGAGGAGGAGAGTGAAAGATGAAGGATGGATAGAGACCGAAGAGACTTC
CTCTTTGATGGACCGACCGCCAAAGTGGACTTTGGGGGGAGGGAGGGGGGTTGCACTCTT
GANGA
>BJ489107 ID   BJ489107   standard; mRNA; EST; 625 BP.
GTGAGGTTACCACCCCGATTAGCACAGAGTACAAGAGAGCACGTTTGTGGGAACTTCCTC
CAAACAGTCAGGGGCTGGTTGCCCTTCTGCTTCTCAACATACTGGAGAACTTTCCTCAAC
TTAGAGCCACTGGCCATAACAGCTCTGACTACATCCACGTCTTTGTGGAGGCTGTGCGTC
TAGCACAAACAGATGGCCTGTGTTACCTTGGTGACTCAGCCCACACAAGCATCCCTTTGG
AAACCCTACTGGACAAGAGCTACAGCAGTCAGAGAGCACAGCTCATCATCATGGACAGAG
CCATGGAGCAAACCAAACCCGGTCCGATTACAGCAAGTGATACAGTCTACTTCTGCATTA
TCGACAGCCATGGAAACGCATGCTCATTTGTCAACAGCACCTATATGGGCTTTGGGACCG
GCCTCGTCCCTGATGGCTGTGGGTTTTCACTACAGAATCGTGGCGCCNACTTTTCTCTGC
ACCGTGGCCACATAAACTGCATTGCTGGAGGAAAGCGTTCATACCACACTATAATCCCTG
CACTCCTCACTGACTCTGTGACTAAATCACAAAAGCCGCAACAACTCCTTGCAGCCCTCG
GAGTAATGGGAGGCTTTATGCAGCC
>BJ489108 ID   BJ489108   standard; mRNA; EST; 624 BP.
GAGGCTGTACCGGCGGAGCTGCTGGTTTTCTCGACCGTTGGCTGCTGGGAGAAAAACACA
TCTACCAGACTCCCTCATCACGGGTCCTTTATTTAACTCAAATCCCATATGACCCAGAGG
GAGTTCTTGGAAGCATCAACTCTGTCCTCATGGCTTTTCTTGGATTACAGGCTGGGAAAA
TAATTTTACACTACCGGGATCTCCCTACGAGTATCATGTCAAGATTCCTCATATGGGGGC
TCTTCATGGGAGTCATCTCAGCAGTTCTGACCAGGTGTTCCACAGACCAGGGTTTCATCC
CTGTCAACAAGAACCTTTGGTCACTGTCTTATGTGACAACATTGGCTTGCTTTGCTTTTG
TGCTGCTGGTGCTGGTCTACTACACAGTGGATGTAAAGAAATGGTGGTCTGGCTCCCCTT
TCTACTATCCCGGTATGAACTCCATCCTTGTCTACGTCGGTCACGAGGTGTTTGAAGACT
ACTTCCCCTTCCGCTGGCGCATGGTTGACAGCCAATCCCACACTGAACACCTCATCCNAA
ACCTTTTTGCAACTTGCTGTTGGATTTTTATCTCCTACATACTCTACAGAAAGAAGATTT
TCTGGAAGATTTAGTGAAGGACCA
>BJ489110 ID   BJ489110   standard; mRNA; EST; 565 BP.
AGCTGGAGACTCGCACTCTTCTGGAGATCTGGGGAGAGGACAATGTGCAGCTCACCCTGA
GGGGCTGTCTGAAGAACCGACACGTGTTCGAGTACATCTCAGAAAAGATGAATGACAGCG
GTTTCATCAGGACCACAGAGCAATGCTACACTCGAATAAAGCGCCTTAAATATGGATTTG
TCCATGAAAAGGAGGAGTTTAAATTTTTCAACGAGATGGACAAAATCTTCAGAAAAGAAC
TGAAACTGGACACATCAGCAGACATGTTTGTCCCAGATGAAGCAGAAGACTGTCCACCTG
AAACGGCCCTCACTAAAGGAACTCAGTGGGCGGCCGACAACTCCNAACTGGTTTGGGGTG
ACGAGGAGACCCAGGCCCTGCTGGAGATTTGGGGGAGCGAGGCGATACAAGAGAACTTAA
AGGGCGGCACCAAGAACAAACACATCTACNTTCAGATCTCTCAGGTCATGGCCAGCCAGG
GCTACCCACGCTCTCCTGAGCAGTGCCAGTCCAGGATAAAGAGGCTGAAGGCCAATTTCA
GACATTTCCTCGAGGGCAGACAAGG
>BJ489123 ID   BJ489123   standard; mRNA; EST; 647 BP.
AGTGAGCCCCCAAATCCGGAGGCGGAGGCCCATCACCCCCTGAGCAGGATCAACAGGACT
ATATTCACTCAAAGTCAGTACGAGCGCAGATCACAGCCCATCTGACAAGAGGAGACCAGC
AGAGAACAGTCACACACTGGTTCTAATTGAACTTTGACCCTCCAAAACCCCCCATCAGTT
GTTGCTATACTGTGTAATTACACATCCCAAACGCCAGGTGGCAGTAGAGGGCGCTTTGCT
TCTGGAATAGCCNAAAAAGGCAATGGTAAAAAATAATTATTAATCAGGAAGATCTATGGT
AATAAGTTTGTGCTTGTTTACAAATTTTATGTTTAAAAAATAATTCTGTGGTTTATTACT
TTTTATTCTGCTGTAAACGGGATTTTTCTTCTCTGCTTATTTTATGAGAATCAAAACTGT
GGATAAAAAAACGAACTAATTAACTAAAAAATTGACTCTTGTAAGAAACAGGATGAGAAA
AAATAAAGTTGAAATAAAGCAAATTAAAAATATATGGACGAAAGTTTAGAATAAAAGAGT
GAGTATCTATTAGAAATATAAATATTTTTAAATATCTTTACNATATATTTAGGCAATTCT
ATGTGAGAAACAAAAAGTTTACTTTGACACGATTACATTTATTTCTA



>BJ489153 ID   BJ489153   standard; mRNA; EST; 671 BP.
TCGGCACGAGGAATTGAGGCTGTCAAGGGACAGCGTTCTAACCTGGAGAACCAGATCGCA
GAGGCAGAGGAGCGTGGAGAGATGGCAGTAAAGGACGCCAAGCAACGCATCAGGGACCTG
GAAGAGGCCCTGCAGAAAGCCAAACAGGACATGGCCCGCCAGGTCCGTGAGTACCAGGAG
CTCATGAACGTCAAGCTGGCTCTGGACATTGAGATTGCCACCTACAGGAAGCTGCTGGAA
GGAGAAGAGCTAAGGATTTCCTCTGGTGGTGGCACTGCCAACATCCGGGTGATGTCTTCA
AGCTCTAGTAGTGGTGGAGCTGGTGGTAGCGGTGGAGGATCAGGCTTCGGAGGTGGCATG
GGATATGGCATGGGCGGAGGCGGAGGTTTTTCTAGTGGAGATGGAGCTGGAGGATTTGGA
GGCATGGGAGGAGGCATGTCCTCGGGAGGAAGCATGAGCTCAAGAAGCAGCCTTCGGCTT
TCTTCTGCTCGCTATTAATAAAAATATCAACATTCAATGTTTCCCTATAAATCCACTCAG
GCGTCCAGAAACCCAATCCCATCTTCTCCAGCATACATACNGCATTTCCTGACATTTCCT
GGTAGAGAGAGCGTGTTTTTTTATCCCGAANAGAAGCAGAAAAATAGTAAGACCAAAAAA
GCAAGAGCCAC
>BJ489173 ID   BJ489173   standard; mRNA; EST; 532 BP.
AATGCTCAGCTTCGTCTGGCTGCTGCTAACTTATCTGCCTCTGTCGGTGGCAGATAACAT
GACTGATAAGACACAGCTGCCGAGCAGAGGACGAGCTCTGCGGGGAAGGGAGGAGAAAAT
GGTCGTGGCAGAAAAGCATGCAGTCAACGGGAATCCCACTGTGGAGCCTTTTCCACAGGG
TATGGGGTGTTTCTGGGGAGCGGAGAAACTTTTCTGGAGGCTTCCAGGAGTCTTCTCCAC
ACAAGTGGGCTTCGCCGGCGGCTTTACACCCAACCCCACTTACCATGAGGTCTGCTCAGG
TCTGACTGGTCACACTGAGGTAGTGAGGGTGGTCTTTTCCCCTCAAGAGATCAGCCTCGA
GGAGCTGCTCAAACACTTTTGGGAGAAGCACGATCCTACACAAGGGATGAAACAGCACAA
TGACCACGGGACTCAGTATCGTTCTGCCATTTACACATCCNACCCCGCTCAACAGGAGAT
TGCAATGAAGAGCAAAGTGGCCTTCCNACAGGAGCTGAATAAGAACGGCTAC
>BJ489221 ID   BJ489221   standard; mRNA; EST; 365 BP.
TTGGAAAAACATTTCTTCTGTTGATTATAAATAAATGGATTCATTTGATATTTTCTATTT
ATTAGTATACACACATGGAGCTCCGTAGGTGATGCTGGGCGTGGCTCCGGTTATATTAAA
CCCACAGCGTCCGATGCGCATGTTGTGGTTTGTGGCGAGCTTGACGGCGATGAAGTCTGG
CTTAAGTCCAGCGTAAATGGAGCCTGAGAAGTCTGTTGAGTTTTTAAAGGAGCCTGGCAG
GACAAGTAAACTTTTTTTTTTTCCTTCATTCAAAAGNATGTATNTAAAANCTTATGCCAN
TTCCNAAAACTTGCACTTTNAAAAANTTCTGTACAGNATGATTCAGGNGGGGGNAAAAAA
AAACA
>BJ489240 ID   BJ489240   standard; mRNA; EST; 152 BP.
ATTTTGTTTTGTTTGTTTGTATGTTTCCCTTTCCAAACAGGGATCGGTTCTGACTGAAAT
GAGAGAGGGGGGCGGGGCTTTTGCACAAACATCCTTTCTCTCTCTCTCTCTCTCTCCACT
TCTTTCANAAAAAAAAAGAAAGAAAAAAAAAA
>BJ489242 ID   BJ489242   standard; mRNA; EST; 613 BP.
TTGATGGGAATTCCTGGCACGACTGGTCCAAAAGGAGAGAGAGGACAAACTGGTTTTAAA
GGAAACACTGGACTTCCAGGTTTTCCCGGGCAGCCAGGAAGTCAGGGTCCTCCTCCAATT
CCAATCAGAGTTCCAGGGGAGAGGGGCCCTTCTGGACCACGGGGACTTCAAGGACCACTG
GGGATTAGAGGAGAACCAGGACCCCAGGGTCCACCTGGAGATACAGGGTTTATAGGACCA
ATTGGACAGAAAGGCATGCCGGGAGTTAGCGGTACACCAGGGACGCCTGGATTCCGTGGG
AACTTTGGCCAGATGGGCCACCCTGGTCTAGAAGGCATGGAAGGTAACCGGGGCAACCCT
GGGATCCCTGGGATACCTGGCATGCCTGGTCGCAGCATTAGTGTGGGATATTTGCTGGTG
AAGCACAGTCAGTCAGAAGAAAAACCCATGTGTCCTGTGGGAATGTCCAAACTGTGGGAC
GGCTACAGCCTGCTGTACTTTGAGGGCCAGGAAAAGGCTCACAACCAGGACCTTGGATTG
GCAGGCTCATGCCTTCCACGGTTTAGCACCATGCCCTTCCTGTACTGTAACCCTGGAGAC
ATCTGTTACTACG
>BJ489249 ID   BJ489249   standard; mRNA; EST; 252 BP.
AGCCCTGAAAGCTGGAAGTGCTGCTACATGACAGCTAGATNTGCTNACCTTTGGCTAACG
ATGCTNANGGACACGGCGTCTGTTGGTCACTTTATGGACATGATCGGGATTTTTGGAGGC
GTGTCCTGAGGTGGATCACATGAGTGGGACCTTGGCTGGCATGGGTTCCCGCTCACCTGG
ATCATCTGGACTGAACCTTCTGTTCCTGTTCTTCAGCCTGACCGGGTACTTCACCAAATA
CGACTGCTCCCG
>BJ489261 ID   BJ489261   standard; mRNA; EST; 626 BP.
TCGGCACGAGGCAGACTCCAGCATGCTGACAGACATGATGAAGGGAAACCTGACCAACGT
CCTGCCCATGATTGTGATTGGTGGATGGATCAACTGGGCCTTCTCTGGGTTTGTCATAAC
AAAGGTGCCGTTTCCTCTGACTCTGAGGTTCAAGCCGATGCTGCAGAGAGGGATCGACCT
GCTGTCTCTCGATGCTTCCTGGGTGAGCTCGGCGTCCTGGTACTTCCTGAACGTGTTTGG
GCTGAGGAGCATGTACAGTCTCATCCTTGGCCAGGACAACGCTGCTGACCAGTCGCGGAT
CATGCAGGACCAGATGACGGGTGCCGCCATGGCGATGCCCCCTGACCCCAACAAGGCCTT
TAAGAGCGAGTGGGAGGCGCTGGAGATCGTGGAGCACAAGTGGGCGCTGGAGAACGTGGA
GGACGAGCTGATGTCCAGAGACCTCAACTTTGGAAACCTGTTCAGTGGCGACATCCCGTC
CACCAGGCTCTGACAGAACTTACTGGCAGACAGCGCCCTCCTGTGGGGGTTTTGGAAACT
GCATGAGCTGTGTGGTGGGACGGAACACCAATCAAACTCGGACGTTGCTAAACGTTGGGA



CAGAATTGCGGCTGCAGTGCAGCGCC
>BJ489329 ID   BJ489329   standard; mRNA; EST; 385 BP.
CACGAGGCTTCCTGTGCAGGTGGGGGCTGAACCCGACACAGTCCTGAAGGTGAAAGATCG
TTCGGTGCCGGTGGTTCACAAAAGCAGGAAGATCTACAGCGGCACGCAGAGCGTCGACTG
CTGGTTCGCCCGCAACAACGCAGCCNAGCTGATAGACGGACAGTATGAGGACTATCTGAT
GTCGCACATGTTTGACACGGGAGACTGGCCACAGGGGACAAACCGGATGTGAGCCGGTTC
AGAAAATCTGTAAACCAACAAGTTTTTTATTTTTTAAAGGTCAATTTTGACTTTATCTTT
ATTGTATTTTTTATCGAAAGTTTATGTTTTTATTATTTTGTTACATTTGTGACTGTAAAT
AAAACCTTTAACCCTAAAAAAAAAA
>BJ489346 ID   BJ489346   standard; mRNA; EST; 429 BP.
AAACCCAAGTGCCTGAGGCCCAAGGAGTTTTTTTTGTTTGTTTGTTTTGTTATCTTTACG
TCTCTGCCAACTTTTTCCACAAAGCCACTGGTAAAACGCTGCATTGCTACTGCAAAGTCA
CAAGAAGAAGAAAAAAACACTCGCTCCATCTGGGCTGCTGTCTCTTTAATAATTTAGGAA
GTTTTATTCTGCTGCATTCTGTAATATCAAAGTTGTGCTTTTTATTTATCTGGAGGGTTT
TGTGTGTGTGTGTGTTGGGCACAAGATAATATATTTTACAGCCCGTTCGTTTTGTGACTT
CACATTTTGTACTACTGTGTACAGTTTTGTCTCTTTCCCCTCCCAACAGTCTCTTCTTGC
TGTAAACTAATTCCTTCAGTTTGTGTTTGAAAGCTACTTTGGGGGGTGGGGTGGTATATA
NCTGTTTGT
>BJ489379 ID   BJ489379   standard; mRNA; EST; 634 BP.
GCACAGTGGGGTCAAAGGTCATTGCCAACGGAGTGGCCAAAGGGGATCCAAAACCTAAAC
TCTGCTACTTGGTGAAATCGGCTTCAGGATTCGAGTTTTCTCTTTTCACGAGTAACGATG
AGGAGGGTCTGTTCATTACAGAAGTGAGCCCAGGAGGCGTGGCACACAAGGCAGGCGTCA
GAGCCAAAGACCGCCTGCTGGAGGTTAACGGAGAGAATGTGGAAGACTGCACACACGAAC
AGGTGGTGAATAAAATCAAACAAGCCGGGAACACCCTTATGTTTCTGCTGCTCGACGAGG
ACGCAGACAAGGTCTGCAGGAGCCAATATGCAAAAATGGGGTCGCGGTTGGCCACCGTCA
AGTTTCTCCCTCACAAACCGCGTCTCGTCAACCTGACTAAAGGACCTGACGGATTTGGCT
TCGTGCTCAGAGAGGAGCCCAAACAAGCAGGACACTTCATAAAGGACATAGACAGAGACA
GTCCAGCAGGAAGAGCAGGACTGAAAGAAATGGACCGACTGGTTGCAGTGGACGGCAAGG
AGGTGGACAACTGCAGCCATGAGCAGGTGGTGGAAATGTTCAGGCAAGGTGGTGGTGAGT
GCTGCCTCCTTGTGGTGGATCAAGAAACAGACCA
>BJ489382 ID   BJ489382   standard; mRNA; EST; 298 BP.
CACGAGGCCCCTCTGCTGCTGTGCATTTTGTGGCGCGGTCAGCACTTGGACGACAGTAAA
TTCCTCGAGGAATTCCTTGAGCTGCTCTAGAGCATCACCTTCTGAGGCAGAAGTTCTTCG
TTTTTATCATGATTATGATTTAGTATGAAATGAAACATCAAAGTGATTTGAAATAAAACT
AAATAAAAATGATGGATGATCATTTGAGTAAAAAATAAATGATTAAAAGGCTCTGAACCC
CCCCTCCCCCAAGAAATCATAAGTCTAGGTTGTTTCTTTTTTTTTTTTTNCCAAAGNC
>BJ489396 ID   BJ489396   standard; mRNA; EST; 592 BP.
AATCTTTGATCAAACCACAAAAACATTCTCTGAAAATGAACTTTGTATGCAAACTTTTTA
CTGGAGTTCCCATAAATTTCCTCTGTTCATCAAATAATCTAAATATTTGTGATGTTCGTA
CTCTTGTTTACTGTTTTAAGGCCTAAAATGTCTTTTTTTTTTAAATAATTCAGCTCAACT
TTAACTATGTAAATGTTTTTTGTTCTTCTANAGTGGCCANACTGTAAAAGTTTCTTGTTC
TTCTGCCATGAAACACATCTGTTACTGTTTCAACAGAAATAAATGGAACATTTTGTGAAT
GACTGCTGACATCTTTCCATATGGATGTGTATTCAACGGATCTGTTTGTAATTAACCCCA
NAAACTCTCGTCTGCGTCTTTGTGTCTTTTTTCCGGCTGGTTTCCTCTTTGTCGGACTTA
GTTTCCCTTTAANACNAATCCAAAGTCCTTATTTTCTGATCGAAAACAANAACCATCCTG
AAATATTTGATTATTTTTCAGTAATACTGATCTCATGTGGCTCCNGTGGTGTTTGTATTT
ATCCAGGCCTATAATTGTTCTGTAACACACCATGTTTTTAATTAATGAAAAC
>BJ489399 ID   BJ489399   standard; mRNA; EST; 705 BP.
GAGGCCTCGGTCGAGCCCTTCCCCCCCCAACGAACCTACAGACAGAAAAGCACGGCCAGA
ATTAAAGCTGTGGCTGCGCTTCTCAGCTGGGGGTTCCTGTCGTCTCATCACCTCCATCCT
CTTGATTCCTCCGATTCCTCTTCCCCCGTAATACGAGGCGTCCACAGTGGGCCACTTCTT
CTTGGGGAGTCCGTCGTCGTCATCCGACTCCTGAAAGCAGAAAACGGCTTTTGTTCTGAA
ATGAATGACAGGAAGACAAAGCAAAGATGGAGGATGGAGAGCCTCAAGGATCTCGTCTGG
TTCGGGGGGAGGAGGTGGAGGAGGTTCCTTGATCACCTATGGAGAAGGAGGAGAGAGATG
ACGTCAATCATTCCCGCTCGGTGGAGCTTGTCAGGAGCTGGAGCTGATCCGTGGAGCTGA
TCCGCTCTTCCTCACCACTGTGCAGCAGAGGGGCCAGAACCACCACATGAACAGCANAGC
CAGCAGGAGGAACAACACCAGCAGGGTGATGAGGAGGATGGTGCCGTCAAACTGCACGGG
AAACACAAGCCGTCAGGCGCCACGGACAGACGCCGCTCATCGTTTAAACACACGACAAAC
ACAAAACATGAAGGAAAAGGAAAAGTCTTCGGCGGAATTCANCAAGTTACTTTCAGATTA
CTTGCTACTGTAATCTAAAGTAATCCCCATTTGCATTGTCGTTAC
>BJ489405 ID   BJ489405   standard; mRNA; EST; 594 BP.
TCGGCACGAGGCAAAAGTCATGATCAATGTGCGAACCTCAGTGCAGACAGTAATGATTGG
GACTTCTGTGGAGTTTGAGTGTCAAGCCGTTGGTGACCCGGAGCCGACAATCAAATGGAG
CAAAGTGGACGGCTCTCTGCCGGCCCACATCGTGGTGAAGGGCGGCATGCTGAAGATCGA



GCGGGTGACCGAAGTTGATGCCGGCCAGTATCGCTGTACGGCAACCAACAATGTGGGCTC
GGTTCAGTCCCAGGTGGTCCTCAATGTGCAGTCTCTCCCTCAAATTGCTACTCTACCAGA
AAAGAAGGAGGTGACGGTGGGGTCAGATGCTGTCTTGCCCTGTGTGGCTTCAGGATACCC
TGCTCCTAATATCAAGTGGTCAAAGATGGAGGAAGAGCTTCCGTCAAAGTGTTTCCAGGA
GGCCAACGTGCTGACAGTCCCTCAGGTCACCCATGAAGATTCAGGCACATACATCTGTAC
TGCATCTAACAAACAGGGCAAGGTGGAGGCCTTTACCACCCTGGAAGTCCATGAGAGGGT
AATGCCCTACTTTGCCCAGGAACCCTTGTCGTACCTCACCCTGCCCACCATTAA
>BJ489464 ID   BJ489464   standard; mRNA; EST; 825 BP.
TTCGGCACGAGGAATAAGAAATCCTACACTCAAGCCTGGGACAGTGACAAGACGTCGATC
CACATCATGCCTGATGCAATGAATGTTGTTCTGGCAAGAGACAACAAGAAGAACTACAGT
GAGAAACTCTACAAATTGGATAATGAACTTTCCAAGAAGAAAGGTCATAACCTTCGAGGA
GATGCAATCCCAATTCAGGCAGCAAAGGCCTCCACTGTTATTGCTAGTGATTACAAGTAC
AAGACAGGATACCGCAAGCAGGTCGGCCACCACATTGGAGCCCGCAGCATCCAGGACGAT
CCTCTGCTCATGCTGGCTCTGAACTCAGCCAAGATTGCCAGTGATGCTCTGTACAAGAAG
GACTTCAACAATTTCAAGACCAAGTTTCACCTGCCGGTGGACATGCTGTCCTTTGAACTG
GCCAAAAAGAACCAGATCCAAGTCAACCATTTTAATTACATAACTCGTCTACACAACTGG
ACCTGTCTGCCAGATTCCACTGACGTGGTTCAAGCCAGACATGCATACNATCTGCAAAGT
GATGCTGTCTACCAGGAAGACCTGAAGATGATGCAGGGTCTGGGCTGGGTGCCTATAGGT
TCACTGGATGTTGAGAAAGTGAAGAAAGCCGGTGAGATCCTGAGTGAGACAAAGTACCGT
CAGCACCCNAGCAACTTCCAGTTCAAGCTCACCACTNANGACATGCCCATGGCATTAGCC
NAGGNCCATGCTCAAAACACGAACAAGAGTGCTTACNTTCAGGCCTGGGAAAANGACNAA
ACCACTGTCCNTATCANGNCTGAATGCTTTGGATGTTGTTCTGGC
>BJ489512 ID   BJ489512   standard; mRNA; EST; 669 BP.
GTCCCTGTTGCATGGGTAAAGCCAAACATCTTGTCGGAGGATGACAGCTGCACTCGCATC
AAGCCATCGCCTTTGAGCGCATTGGTCAGCGTGTAATCTCCTGCACTGTTCGTTGATGCG
AGAATGTCGAGCGTACCGGGGTTTGCAATGGTTACTTCACTCGACCCCATGCCCGTTACC
CCATCTGCCGTATGAGACGCAATGGTCAGGAGGCCGTCATTGACCAGCGTTTTACCGCTA
TAAGTATTCCCTGCATTGAACACCGTATGGCCTGCATCATGGATCACTTTTCCGTCTTTA
TCGTCACCTGTAATCAGCATATCGACCTGGTAGCCGGCATCACTGTTATTGGTATGATTA
AAGACAAAAACGCCTTCGCCAAGACCAAACTCCACTTTCGTCGCATTGGTGATAAATCCG
GCATCTGCCGCCGCCTCACCGTGAGCAGCACCAATGTTTAGCGTTCCTACAGCAGGCTCA
AAAACACCTAAGTAAACTTCTCCACCTTCGACATTCAGCGTACCGTTATTCGTCAGGGTT
AACGTACCCGTACCAGATGTCCCTACGTACATATTGAATGTTTCAAGAAGAGAGTTCTGC
CCATCCACCCTCACGTCGCCCTTACTTTTGTCATTGAGAGCTATCTGTGTATCACGCGCT
TTAACTATA
>BJ489546 ID   BJ489546   standard; mRNA; EST; 309 BP.
AGGGTCTTGACCAGCATTCTCCACCCACCATCATCCATCACTGCGAGTGGGACTCCAGAA
AAATCTAAAGATTTATTGTAATTAACAGTCTGCAGTGGGACAGGCCTCGCCTTGTACTGC
CTCTCTGTAATGAATTGCTAAAGGCTTTGTTGGCGTGGAATCTGTCACAGACTGCTGACT
GTGGAGGTTTCTTATTGACCTGTCTGGAGAGCGTTGTTTTAGCCAAGCTGCAACAGTATT
ATGGGGTTGAAAGGAGGAAGGTGGATGCACAATCTAGCAGAGCGCATGGAAATTTGGCCA
AAAAAAAAA
>BJ489578 ID   BJ489578   standard; mRNA; EST; 611 BP.
AAGCTGGTATTGTTATCGTGAATGAGATGGGATTGGACCCAGGCATAGATCACATGTTGG
CCATGGAGTGCATAGACCAGGCGAAAGCTGACGGCTGCACAATTGAGTCCTACAGCTCAT
TCTGTGGTGGACTTCCTGCTCCGGAGCATTCTGACAACCCTCTCCGCTATAAATTCAGCT
GGAGTCCATATGGTGTTCTTCTCAACACCATTAGTCCCGCTATATTCCTCAAAGATAACC
AGGTGGTGAGTATCCCCTCTGGTGGCTCTCTAATGGATTCCTCATCCCTGATGGATTTCC
TCCCCGGTTTTAATCTGGAGGGATTTCCAAACCGGGACAGCACAAAGTATGCTGTGCCAT
ATGGCATCCAGACAGCACATACGCTGATCAGAGGAACTCTGCGATTCAAGGGCTTTTCAC
AGGCCATGAGTGGCTTTCTGAAACTGGGTCTGATCAACACAGAGCCTTGTCCATTTCTAC
AAAGTGCTTCTTCTCCTATTTCATGGAAAGATCTCCTTTGTCGTCAGCTGGGACTTTCCC
CTTCTATCCCTCAAGAAGCCTTTGAAGAGGCAGTATTTAGTCACATTGGCCAGGACCACT
TCAAAATGGAA
>BJ489589 ID   BJ489589   standard; mRNA; EST; 667 BP.
CGAGGCTTTTAAAAGTGACCCGTATCTGATTTATGCATTTACACTATACAATGCTGAAAC
TATCAAACGTAGATGTTCTGAGGACTACGTAGCAGTATTTCTGCCCTCCGCGGACATCTT
TCGGACTTTTGTGACTGCGGTTGTCATGGAGGCAATGCAGCGACGGAAGGAGGCATTGCC
CTGGGTGCTTCTGAGGGGATACGCGGGAGAGGAAAAAGGAGGGCTCTCTGGTTCTTCATC
AGATTGATAAAGAACTGTATGAAAGGACTTGTCCCGTCTGTGGCTCTGTCCCTGAAACAC
TGGAACACATGTTTTTGGACTGTCTGGTTGTACAGCCTTTTTGGCGGAGACTCAGAGCTG
TCCTGAAGGCTGGATGCTCCTTGGAGTGGGATGTGGAGGAGGACTGGCAGTGGGCCTCGC
TGTTCGGGATACCGAAGGAGAAGAGAGGACCAGGATGGAGGGTGGCTGATCTACTTTTGG
CGCTTGGACGTTTCGCCATTTATCAGGCCAGGAACCTGAGACTTAAGGAGGGGCGTACGA



TGGACCGATGGAGTTGTTTGAAGAGGATGTTGGGGGGTCATCTCCTGACTCTCAAGCAAG
CGGACCCTGACGGACTATGGCAGAGTGTTGAAATGAAACGTATTTTTTCATGTGTGTGTG
CATAGTA
>BJ489608 ID   BJ489608   standard; mRNA; EST; 516 BP.
GAGGGGAAATCAAGGCCAAATGAATCGCGATCCTTCCCTGATCCCTCGGCAATGCGAGAT
GCAGTGGCAGCCCCGAAATTCAAACCTCCTTTGCACCACAAACTGTGTATTAACCTTTTT
TTCCTGTACTGGACGTCACCCCACACATAAAGACTCAAGTCTCTTTTTTTTTTTAAATTT
ATGATGTAAAACCAACAGTACCCTCCCGACAGTTGNGCTCCCCCTCATCCATGANAACTG
CCACTATTCCAACTTTACATGAATTTTTCGGGTTTANATCCNNAAATGATTTAACATTAA
AACCGAAGGGTTTCGTTGACATCACGTCAAGCCTGAGTCGGGTATCTNTCGCCTTTGCCC
ATGTGATTGTCAATTTCCCTCTGTCTTGCATCTGTCACTGCGTCTGCTGCGGGTCGAAGC
ATCGGGGCAGGGAGTAACCGAGCTTTTTGTTTTCTTACCTTCACACACGTTTGTCAAACG
ANAGCAAACTCTCTCCTTTCTTTGTTTTGGTTCAAA
>BJ489620 ID   BJ489620   standard; mRNA; EST; 694 BP.
TACGCTCATTTTACAGCTGTCGGAACTCGGTGTTACACGTTTGTCACGCCACTGATGAGA
ATAATGACAAAGCAAAAGCGTTCGTGCTCCAAGGCCAATCCAAACTCCTCCTCCACGTGA
AATGTGCGTTCTGTCCGTCCTCCATGTCCGTTTTTGCACACAGCCGGTGCAGAAGTCGAT
GTGAATTTTTGGGTTTTGTCAGAGTGGTTTTCATGTTTTATTTTGATTGCTGTTTGATCT
CACAGTTAAGAAACATATTTCTCAAACGTTTTCAAGTATTTCCATGAATGGGCATAAAAT
ATTCCCTCTCATCTGTGGACGAAGCACTCCCCAGGAGCGGAAAAAAAGAGGCGATTTTGG
GTAACAAAACGCACTGATGATACCAAAAACAAACTAAAACAGAAGTTGATATATTATTTA
AATTGAACAGAAGTTCTTTCCTGTTATCTCGTAATCCCTCTGCGCAGAGGAAATGCTCCT
GCGTTTCATGTCTGAACGTTTCCTGTGGAGTTTCACCTGAAATTCTGCGGCTTTTCTTTC
GTATCGAAACATTTTCTTCTCAAATGAAAGGAAATGTGTCAGAAAGATCCCATGAAATCA
AACAGCCTTTTCTGTTGAACGACGTGATGCTTCTGAGTTATTCTCTTTTGCGTTGCTGTC
AATTATTCAGGCCATGTTTAACGAGTGACTTTGC
>BJ489629 ID   BJ489629   standard; mRNA; EST; 416 BP.
TATGATGAGTAAATTAAGACCAAAATGGTTAAGAGATGCAGGATACTTCAGAATTTAAAT
GTGATAAGTTTCAATTCAAGTGTTGAAATATTTTCTATCAGTTTTCGTGTTATAAAAGTA
GAACAAAACCATCCCCCAGCTTATCACTAATGAGGATGAACAGATTTTATGCGTGTGGTT
TAATAATTGAGGTCCAATGTCAGCCGTGGTCAGAATATTTAGCCATTGACTCTGACTTAC
AGGTGTTACAGTGAATTGTGCTCCACTCTGAAAACCAGTGCCATGGTTAAATGGTTTCTT
GCACATCTGAAGTGCAAGCTGTAAGTGTGGGACTGAAGATCAAGACATTTTTGGTAAACT
TCTTGACTCTTGTAATTTAGTTGCATTTGATATCAGGTTTGTATTTTTGTAAATAA
>BJ489630 ID   BJ489630   standard; mRNA; EST; 437 BP.
ACCGCTTTTACCTGGGATACCCGGCTCTAGGTCTGCTGAAGTTCTGCACCGTGGGTTTTT
GTGGGATCGGCACGCTGATCGACTTCCTATTGATCGCCATGCAGATCGTAGGTCCGGCGG
ACGGTTCCAGCTACATCGTGGATTATTACGGCGCCCGGCTGACCCGCCTGTCCATCACCA
ACGAGACGTTCAGGAAGCCGCACCAGTCGCTGTGAGGCGTCGCCAGCTCTTCCTCTCCAC
AGTCACCTTGAAAGTCTGTAATAACTCCGGGATGTGCTGCGAATAAATGAAGGTACTCTG
GCATCGATTTCTGAGGCGTTCAAGGTCTCAGCGTGGACGGTTAAATGTCAGAGCAGCTCA
GGTGATCCCCTCACAGAAACGCCAACAGTCTGCCGCTGCAAACGATTCTCTGTGGACAGA
GACACCCCCCCCCCCGC
>BJ489640 ID   BJ489640   standard; mRNA; EST; 413 BP.
CGGCACGAGGCCCCCACCAGCTGCTCAAGAGCCTGCATCGTCCTCTGCATCGAGAACGCC
ATGGTTTCACCCTCGAAATAATCTAGAATCTTTTCTCTGTATTTTGGGCCTTAGTTAACA
TGTTTTTATATCCAAGCACACCCTTTTTTTTAACAAAAAAAAATTGTGAAAAAAAAAATA
ACTTTCAATTATGCANCTNGTAAATTTGTGCCTCCAATGAACTGGCCCAGNGGCAAATTT
ACCTGGCAGGTACACTCTACCACTGTCTGCCCCTTCCCTCCTTTAATGCCAAAAANATGG
GTCAATCAAAGGGGNGTTGGTCCTTGTTCTCGGGAGCATTGGCNCATATTTTTGTCAAGG
GGNGCAACAANATNACAGCATTCTTAAGTTTATTCCTTTTTCAGTTGCTANCT
>BJ489642 ID   BJ489642   standard; mRNA; EST; 226 BP.
CGGCACGAGGCGACGATGGTTACGGGGTCTCCTACATCATTGTGGGGGAGGAACTCATCA
ACTTCCACATCTCCAGCAAGCGCTCCAGTCCAGAGACGGACTCTCATCGCTTCGGCTCCA
ACATCCGACAGGCCATGCTGGATCTTCTGGGCCTTTTCAACCTGGAGCCCAAAGCCAGCG
AGTGACGGGCTGTGCGTGCACGAGGCGCCGCGCAGCCGCCGCAGCC
>BJ489656 ID   BJ489656   standard; mRNA; EST; 299 BP.
GCACGAGGGCGACCCGTCCACTGCGGCGGGGAAATAGTGCGAGTGACTCTGTACAGTTGC
CACGGTAACTATGACGATGCTGTGCGTCTCTACGAGACGGTCCTGCAGCGCCGGGCAGAG
GAGCAGAAGGCCGGCTTCTGCTGGTTCACCCTCCACACAGAGCCCGGCCTCACCCTGCAG
CTGGCACTGAAGCAGTTATCCCCGGGGGTTCGGGTGGAGCCGTGTGACTCTGCTGTTCTG
CAGTTNAGCGTGGAAGAAATTGGCCAGCTGGTTCCGTTGTTGCCAAATCCCTGCACCCC
>BJ489660 ID   BJ489660   standard; mRNA; EST; 324 BP.
CGGCACGAGGCATTCACGGTCACGGACCTGAAAGGACGGAACCTACAGCTGGTTACTGGA



CCTCATGATGGACAGAGTGTTTGTGTTGAACAGCTGACCCTGGATTTTGAGTATCTCATC
AATGAGGTGATCAGGAATGACGCCAGTTGGGCTCCACAGTTTTGCTCCTTCAGCGACTAT
GATGTTGTGATTCTGGAGGTCTGTCCAGAAACCAACACGGTGATGATCAACATCGGTCTG
CTGCTGCTGGCGTTTTCCACCTCTGACCAGGAGCACTGCAGGCCAAACACCTACCACTCC
GACCTGCAGGTCTGCTGGGACCTC
>BJ489684 ID   BJ489684   standard; mRNA; EST; 223 BP.
TCGGCACGAGGCCAAAGCCGCAGCTCTCCGACCTGCCCCCGAAACCTCAGCTCGGAGACC
TGCCGCCCAAGCCGCANCTCAAAGACCTCCCGCCCAAGCCTCATCTCGCCGACATGCCCC
CNAAGCCTGGACCGGCCGAACCCTCCCCCAGGCCACCTCCTGGAGAGCCCACCACACCCA
GGCCTCAAACGCAGCCGCCCCCTCCGCTCCATCATCAGCCTCA
>BJ489712 ID   BJ489712   standard; mRNA; EST; 492 BP.
CGGCACGAGGCACGTGCTGTCTATCAACGAGGAAGGCCTGAGACGCTGCGAGGAGAACAC
AAAGGTGTTTGGCCGCCCCATTAGCTGCTGGACCTGCCTGGTGGATCTGGAGGGGCTGAA
CATGCGTCACCTGTGGCGGCCGGGCGTAAAGGCGCTGCTGAGGATCATTGAGGTCGTGGA
GGCAAACTACCCTGAGACTCTGGGACGCTTGCTGATCCTGAGAGCACCGAGGGTCTTTCC
TGTTCTCTGGACGCTGGTGAGCCCATTCATTGATGAAAACACCCGCAAGAAGTTCCTGAT
CTATGCTGGCAATGATTACCAGGGTCCTGGGGGTCTTGTGGACTACATTGACAAAGAGAT
CATCCCCGACTTTCTGGGAGGAGAGAGTATGTGCGAGGTTCCAGAGGGCGGCCTGGTTCC
CAAGTCCATGTATCGCACGCCCGAGGANGTGGAGAGTGAGGACGTCCGCCTGTGGACCGA
GACCATCTACCA
>BJ489715 ID   BJ489715   standard; mRNA; EST; 486 BP.
TTCGGCACGAGGCTCATCTGTGGTTTTGTGCCTGACCTTTCACCTCTGACACTCCCAGCC
AAAGGTAGCACAGACCAACCAGAGCAGGGTTTTCTGTTGTGCACGTCTGTGTGTGCTCGT
GAGCGTCTGAAGTGGGACCCCGGCTCGGCTTTTTGTCGACACATTCCAAAGATGCACAAT
AATGTGAAGGACTCTACACAACCGTTCTTTGGGTGTATGACTGGACTAGCAGGGCATGCA
CATGTGGGCCCCCCACCCCCTAATTCTCACTGGACGCCTCAGCCCCCCCCGGTTATGACT
AANAAGCATCCGTCAACCTTCCTTTTGTTTTTTTCATTTTTACTCCGAAGAACAGAAGGT
GCATGTGCATTTCAGGTCTGCAGCTTCTTCCTAAACTAACTTTATTTTATTAAGTATCTG
TGAGATTTGCTCATCTTAGTTGGGTTTTACAGTGTGGTTGGTTTGTGTGTATATTTTTTT
AGTAGA
>BJ489716 ID   BJ489716   standard; mRNA; EST; 431 BP.
ATGTGACCCCAGAAAGGGCCAAATCGCCAGTCACTATCACAGCTATTTCAAGAGCCAAGT
CTCCTGAAAGTGGGCGGTCCTCTTCCACCGCTTTAGGGAAACCCTTTTTGCCAGTTTCTC
TGATGACAGTGAACGCTGCTGCAGTCACTAAAATGCCTGCCCCCTCTGAGCCCCAAGAAA
TGACAATGGGCCGGGCAATAATCAAGGTCACCCCTGAGAAGCAGATGGTTCCGGTGCCTG
TGCGGAAGAGCCCAAACAATGTGGGCACCAACACCACAACAGACGATAATAAGATCCACA
TACATGTAGGCAGCAGCGTCACCTCAAAGATGGTGGTCAGATCAATGGCTATGGGATCGG
ACAGCAGAGAACTCATGCTGTCAACTGGGACTGTTTTGCGATCTCCTCGGCAAATCACCA
CGACTTCCACC
>BJ489720 ID   BJ489720   standard; mRNA; EST; 486 BP.
TCGGCACGAGGGTTTTATTCTTTTTTCAGGTGATGTAAAAATATGATTTGCCATAATTTT
GTTATACAATATTTTGAGAGTACCTCTTTGTATTTAAATGTTTTTGAGAGATGGGCTGAC
ATGCTGGAACCCTTTTATGGGTATGTCATATGCATACCGAAAACCCTGTTATTTATTTTA
CAGTAGCCTCATCGGAACTTCGTAGCGAGTAATTTTAGGCGAGTAATCCCTGATTTACGT
CCAGCTCGGCGGAATTATCTTTCAAGACGCCTCGAAAAAGCCAGTTCGACCACAACCCAA
ACTCCCTCTTCCTCCCAAAAAACATGCAGCCCCGCACTCGCAAGAATAAACAATGGCCTT
CTTTGTCTTCCGTGGCTTAAGCCATTCTTGTCCCGGCAGCCAGGGTTGATATTTAATTTA
GTTGATTTCCTGTGAGCCGTTGCCCCTTTTGCCCTCCCCCTTCCTCTTCCTATGCGAGCC
CGACAG
>BJ489725 ID   BJ489725   standard; mRNA; EST; 512 BP.
TCGGCACGAGGGTCCGCTGTCAAGCTTTTGCAATTAAAACCTTTGACAAAAGACAGTGTG
CTTCCTCAGAATGAAGGTTTTTTAGTGATTTCTGTCCACATTTTTAGGTTATTGAAAGAA
ACTGACACAGCACAATTATGGTGACACTAGTCATGTGCAATGATGGACCGGCTTCACATC
AAAGGCACCTGCATCTGCAACAAAGTCTCAACGTATGGTTTTTCAAGCATTTGATTGCTT
GATTAAACACATTTGACATTGGCAGTAGAAATAAAACGTTGTCACTAAAAAAGAAAAGAA
ACAAAAAGGTAAAAAATAAATCTGAGTTTGTTCTGAAAGATTTGACAGAGATTTGGGAAA
ATTGGGAGTAAACCTCTGCAGTATTATTTTTTAATCTTCCTTGGTTTATTAACAATAAAA
AGCATTACCTTTATAAACAATGTTGCTCTATCATGATTATTTGAAACATTTGGGTTAAAC
TCCACGGCAGTGGTTAAGTACTGTGTAATCAG
>BJ489757 ID   BJ489757   standard; mRNA; EST; 509 BP.
TCGGCACGAGGCTCCTGCAGCAGTTGGAGGTGGAGTGTTCAACAGTGCAAAGGTTAGAAA
AGGAGAGAGCACAAGTGGTAAGCAAAGTGGAGGAGTCACTGTCCCAGCAGCAGCAGCATT
CCTCGAACCTAACACTGGAGCTGCAGAAAGCAAGTAAGCAAGCTCAGGAGGAGGCTCAGA
AGGTGTCCCAACTTCAGAAGCTGCTACAAGTAGAGACAAGCGCGTCAGAGGAGCTTCGAG



CTATTCTCGAGGAGGAGAAAAGCAGGTCAGCCCAGGTGGAGGCCAAATTAGAGAGGCAGC
AGGCTGAGTTTCATGCAGAACGAGGCCAGCTAAAAGCCAGGCTTAAAGCAGAAGAGGAAA
GAAGCAGGGAGCTTGAGAAGCAAGTGCAAGAACTCAATCAGAGGTTGGCTGAACCTCAGA
ATTGTATAGGAGTAAAGGAGGCCATAAAAGAAGTAAAGGAGTCCAAGTTGACAATGGTGT
CGACCCATGTTCAGACAGACCACAGTGGA
>BJ489767 ID   BJ489767   standard; mRNA; EST; 137 BP.
AAAATTGACCCTACNGGCCTGAANCCTTAANGTAAAAAAGTTTCCTTGGAAAATCAAATG
NGATGGAAAAAAACCAAAATTCTCATGAAAGCNCANAGGNGAAGTAAATCAGGCNCCAAG
CAATACTTGAAAAGNGC
>BJ489795 ID   BJ489795   standard; mRNA; EST; 491 BP.
TTCGGCACGAGGCAAAGAGATGATCAAAGCCCTGACGGTGGCAGGACAGAGATTCCCAGA
CGCCACGATCCTCGTCCCTCACGTCAGTTTTTCACCTCACCTTTCACCAGATGAAAAAGT
CGTCCTTATCCATTTAAATCAACACATCCNAGAACTGACAGACTACATCCCCCCACTCAG
TGGCTTCTTTGAGACCCAAACTGACAGCATCCACTGGACGGCAGCTACCGCGAAGAGGAT
TCTGGAACACTGGGCTTCGTGGTTAAACTGAAGCTCCCTCTAAGCCTCTCACAGAGGGAG
GGGAAAGATGGAGTCATGAATCTATGTGATAACTTTGTTCTTTCTCTTACACAGCTTTCC
CTGCTGAGCAGAGGTCTTACTTTCATCCCTTCCAAATGTAACAGTACCTCGACGACATCT
GGGGCGTGTGGACCCACTCTGAGCAGGAGTTTGGAACCTTCCTGGGGACTCTCAACAGCC
ACAACCCTTCC
>BJ489798 ID   BJ489798   standard; mRNA; EST; 503 BP.
GGGAGGGATCGTCTGCCGGCATGGACAGGCGATGTACAAGGGGTCTTAGAGAAGAATTAG
CTTATCTAACGCTGCAACTACNACAAACTTTTGCTTCATCAGCTAGACNAAAACAACCGG
TAAGAGGTAAACTTTTTCACTGAACTGATAACCTGTCGTGACGATCAGCATATATATGGC
TTTCCTTTGCAACTGCAGTCCAGCTCAGTGTGTTGTCACGTTACAGTAAAAATGCGCCGC
ACCACATAACAAATAGTCCGCTTTTTGTGAATAAAACAATCTAAAACGAAATAATAACAA
GACTAAATGACAAGAAAATGACTGAATATGTATTTCTTTTGTAAGTGACCATAGTGAAAG
CGGGATAATGGCAGAGGAAGTGTGTAATATCAAAAATTAACGGTTCAGGTTTCTACGGCA
TGTGTTAATATCTGATAATCCACACATCGGCCATTATCCCTTGCATATCTNCTTAGTTGA
TTATTTTGTTTGAGCACTACATT
>BJ489799 ID   BJ489799   standard; mRNA; EST; 570 BP.
CGGCACGAGGCAACCATCGACGGCATCACACCACTGTACAACTGTTGCACTTCAGGAAGC
ATTGGCTGTATAGAGCTTCTATTAAAGAATGGTGCACAGATTGAGATACAGCACGCACAC
TTTCCTTCTGCTTTGCATGAGGCCTGCAAGAGAGGTAAGTGACATGGCTGCATGCGTATT
TGTTGAATAAGATTTATGGCTTTGATGTAGGTACATTTTACTGGCAACTGACAAACAGAA
CCATAAACTTAAGGTGATTTAGGTCATTTTTATTTTTTTAAAGAATATTTAAATGAGTCT
GAAACAACATCCATCCATCTTCAGAACCTGCTGAAGCCTGGTAAAAGCCCACACATATAT
NCAGGGAGAACATGTAAACTCCACACAGAAGGGTCCAAGCTGGGACTCAAACCAGGGCCT
TTTTGCTGTGAGGCAAGAGTGCTAACCACTATGCCACCGTGCAGCCCAACCACATCAAAA
ATCAAATTTGACAATAATAACATCATGCAATTTTCATTTTCTTTTGTACTAGTTTGTCTT
CTCTGGTGGGTGGGGAGCGCCTGCTCCAGG
>BJ489806 ID   BJ489806   standard; mRNA; EST; 138 BP.
GCACGAGGGTGAATTGAGACTCANATGANAATTTATTTAAACGCAAAAAATAACAGGATG
GAATTACTGATCGAGTACTTATTTAGTTTGTGGTGGACACCTCATCAGTCATCATCCTTT
TGGTAGCTTGATGTCATT
>BJ489827 ID   BJ489827   standard; mRNA; EST; 475 BP.
AGCTCGTCTCGTTTTCCTTCTTTCTCCTTTCAGGAGAGTAACATTATATCACTAGAGGAG
ACATCACGTGATTCCTCATGGGAGGAGAGCACCGCCATCTTGGTGAGGTCAAGTCACTGT
TGCAGTGCATGCATGCATGTGAACACATTTTTTGCATAATACCAGTTCATTGTGCGGTTT
TCAACTGCCAAAATCAGAGAACTGAGTCCATGAAGGAGGAAGGTATGTCATTTCACAGGT
AAGTACTATAATTTTTTTCTCTTAATGCTGCAGGGGCTTCATTAATCATACACATGTTGA
CATTCATGATGCTGCAGGGCTATTAACAACATGCTGCATGATGCACGGATAATTTGCTGT
CGACATAAATGTACATTTTATTTTGCTAAACCTGTATACAGCATACTAGGCTATTATGTT
AATATAGATTTATACATTTCTGACTCAGTGACTGAACTTTTCTTGCAGGTTTCCA
>BJ489836 ID   BJ489836   standard; mRNA; EST; 518 BP.
TCGGCACGAGGCAGCTCTGACCTTCCCTGTCCTCTTCCAAGATGTCATTTATCAGGTGTA
TGTGCGTCTGCGACCGTTCTTTAGGGAGTTTCTGGAGCGCATGTCTCAAATCTACGAGAT
TATTCTTTTTACAGCCTCTAAAAAGGTGTATGCAGACAAACTGCTCAACATCTTGGATCC
TAAAAAGCAGCTAGTAAGACACAGGTTATTTCGTGAGCATTGTGTCTGCGTCCAGGGAAA
TTACATCAAGGACCTCAACATCTTAGGCAGAGATCTGTCAAAGACCATCATTATTGACAA
TTCACCGCAAGCCTTTGCATATCAGTTGTCCAATGGGATTCCCATAGAGAGCTGGTTCAT
GGATAAGAATGACAACGAGCTGCTGAAACTCGTGCCCTTCCTGGAGAAGTTAGTTGAGAT
GAATGAGGACGTGCGACCACACGTTCGGGAGAAGTTCCGCCTTCATGACCTTTTACCTCC
CGATTGAACTCTACTCGATGGCTCTTGCAATGGGACAG
>BJ489841 ID   BJ489841   standard; mRNA; EST; 583 BP.



GGCACGAGGATGATTTGGATCAGGAGTAAACAGGATGAACTGGACTCAAATGCTTCCCTC
CGTCTGTCAGAGGACGGTTTACGCTTGCCGATGTCAAAAAGGACAAAGATGTGATTTTGA
CACAGGCGCTCACATAAAACACGGAGACACTTTCTGTCTCGAGGAAGAAGTTGTCTTTCT
GTTTTTTTGGTGCATCTGCCTTGTCCTGCTGGATGAAGGAGCCGTGCCTCCTGCATGAAC
TCTCTGCGCTGCAGGAACTGAGCGTACTTTCCGAGCAGCATAAAAGCACTAACAGCCGCA
GACAGCTCCCGCACAGATGTGCTCACAGCTGATTCTCCAGAAGGAGGTGGAGGTCAGGAT
CTGGACTAATGATGTGAGAGACGACGGATGAGTCAGAACTATGCAGGATGAGCACGTCAG
CTTCAGGAATGAGGCCCAAGGTCAGGCGGAGTCCTTCTGTTAGTCACGTGGACGTCTTAC
AGGAGACCCCGTCAGCCTGCGGTGGTCGGGGCTGCTCCAGATCTCTGCGGATGTTTGAGA
TGTTTGTCTTTTTTTCTTTCTCTGATTGNTCTCTGATCTTCTC
>BJ489847 ID   BJ489847   standard; mRNA; EST; 147 BP.
TCGGCACGAGGGTTCATCTGTGTTATGACGNGGTTTTAAGGAGGTTTAAAACCACTGTGC
TTTTTTTTTTAATATATTTTTACATTTCCTGAATTCCATATCNAAAGATTATTCCTGTTA
TAATCNCAGCGCCCATTTAGGTTCACA
>BJ489862 ID   BJ489862   standard; mRNA; EST; 573 BP.
GGCTTTATGAAACATGATGATCTTTGAGGAGCAGTGTCGTGAGCAGGAGCGCTACGGAGA
GGAGATAGAGAGGAACTCAGAAGGCACTGACAATGATTTGGAGAGCTTCCTTATAAACTA
CGAGAAGCTGAAATGTCGCCTCGGGGAGATTTATGACAGTAAAATCCACCTTGAAGAAGA
CTTGAGAATACAAGTGGAGGACTATAGAGATACAGACAGGAAGATCAACAGCCTGCGGCC
AGACCTCATCCAACTGCGCAACATCAGAGACCAATACCTTAACTGGCTTAATCACAAAGG
CGTGCGGCAGAAACGCATCAATGACTGGTTGGGGATACACAACGACAGCTTTGATGATAC
GTACGTGCTGAAAGGAGATGAGAAGAACCTGCCACATAATGATGAAGCAAGCTGGTTTGT
TGGCGAGTTGAGTCGGACGCAGGCTGAGGAGATGCTTCAAGACAAAGCTGCAGGAACATT
CCTGATCCGCGAGAGCAGCAAGCAGGGATGTTACGCCTGCTCTGTTGTCGTGAACCAAGA
GGTGAAGCACTGCAAGATCTACAGCACGCCGCA
>BJ489867 ID   BJ489867   standard; mRNA; EST; 130 BP.
GAGGTTTTTTTTTCTTCCTGCAAACCTTTATTAAAGTCTACAGAATTGAGCTTTATGGTT
CAGCTCAGGATGCCAACAGGTCATCAAGCTTTTTTTTTTTTTTTTGGGNCCCCAANCCCC
CTTTTTTTNG
>BJ489876 ID   BJ489876   standard; mRNA; EST; 497 BP.
CGAGGCGAGATCATCCCTGAACACCACCAGAAGAAGACCTTTGACTCCCTCATCCAGGAA
GCGTTGGACAACCTGATGCTGGAAGGAGACAACATTGTGTCTGCAGCTCGCAGGGCCATC
ATGCGCCACGACTACTCGGCGGTGCTCACCATCTTCCCCATCCTCAGACATCTGAAGATG
AACAAGTCAGACTTTGACTCCACACTTCAGGGAACGGCGGCGAGCACCAAGAACAAACTG
CCAACGCTCATCACGTCCATGGAGACGATTGGAGCCAAGGCACTGGAAGAGTTTGCAGAC
AGCATTAAGAATGATCCTGATAAAGAGTACAACATGCCCAAAGATGGGACAGTGCATGAG
CTCACCAGCAACGCCATTCTGTTCCTGCAGCAGCTGCTGGACTTCCACGAGACTGCAGGA
GCCATGCTGGCATCTCAAGAGAGTTCGTCAGCGACCAGCTACTCTTCCGACTTCAACAAA
CGGCTCCTCAGCTCTTA
>BJ489879 ID   BJ489879   standard; mRNA; EST; 519 BP.
ATATGGGACACCGCAGGCCGAGAACAGTTCCACGGTTTGGGCTCCATGTACTGCAGGGGC
GCAGCCGCAGTCATTCTCACCTACGATGTCACCAACTGGCAGAGCCTTTCAGAGCTGGAG
GAGCGCTTCCTGTCCCTTACAGATACCGCCAACCATGACTGCATCTACGCTATAGTGGGC
AACAAGGCAGATCTCACCGACCCGAAAGCCCAGCTGTCCCCAAACTCTGATAGTTTCTCC
GAGGACCAAACGGAGATTGTGGAAGACAGGACAGAACCTCAGGTGTTGTCTGCTTGCCCA
ACCCCTCCAGCCTCCCCCACTTCCCTCTCTGGCGTGGTTCTCCGCAAACAGGTATCACGT
GAGGACGCGATGGCTCTCTATGGAAGAATACTGCGCTACAAAGGTCTGGATGAGAAGAGC
AGCCTGCCTGCAGACAAGATGTGCTTCGAGACGAGCGCCAAGACCGGCTACNATGTGGAC
GCTCTGTTCGAGACGCTGTTCGACCTGGTGCTGCCTTCC
>BJ489880 ID   BJ489880   standard; mRNA; EST; 591 BP.
TTCGGCACGAGGCTATGCCATTGGAGTTGCCCACCCCCTCTCCATTTCTATCTTCCACTA
CGGGACCTCTAAGAAGAGTGAGAGAGAGCTGCTTGACATTGTGCGGAAGAACTTTGACCT
CCGCCCTGGGGTCATTGTGAGGGATCTGGATCTGAAGAAACCCTTCTATCAGAAGACAGC
AGCCTATGGCCACTTTGGCCGAGATTCTTTCCCATGGGAGGTGCCCAAAAAGCTCAAATA
CTAAATCTGTTAAGCTTTTCCCCCTAGGCTTGTTGGTGTATACTACAGAGAAGCCTCCAA
GGTTCCAGGGGTGAAATGCGCTTTTTCCTCTCTTCCACTCTTTCATAATTTGAAACATGC
GTCCCTCTCCCCACCTCCCTGTTTGTCTTGTTACTGTTTGCTGGTTGCACAACTGTGCTG
GGTCCTAGAAGGCATGCCTCACTCGATGTTCCGACTAATCATTCATCANAGTACTTCATG
CTGATGCCCTATTTGTTGTGATGGTGACAGAGTAGCTGCATCCAGACGCTTTTCCTCCTG
GCATTCCACGTCATCTGTCTTTAGTTTTGTCATTGCGTTAGCATGATTGGC
>BJ489882 ID   BJ489882   standard; mRNA; EST; 108 BP.
CGGCACGAGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
>BJ489910 ID   BJ489910   standard; mRNA; EST; 452 BP.



TACAGCTCGCTGTTGGACGTACCTGACGGCAGAGGTGCTGGGAAAGACTCTGTCCTCTGA
AATACCTGACCACGAGTTCTTCACAGAATACGGACCAGACTACACCCTGGAAATCAGTCC
AAGCTGTAGACCAGACCGCAACGACAGCAGACACCTGGAGCAGGTCACCAGAACCATCAA
AGGGAATTTGAAGAATGTTGTTTAGGACCCGGATGCCTCTGGCCTCACACTCCAGCCCAT
TTAAGCCTGACGGTTCTGAACCAATCCCCTCTCTGCTGCTCTAATGAGGACAATGTGGAG
CGGACCACTCCTGCCCCGAGGACAGCACTGAGCGAGGGAGGGGGACTAGAGAACAAGGAG
GCATTACAAAATATTACCAGTCTTTAAGGGAGAAAATGTAACAGGAGTGCTGCTGTTTGT
AATTTTTTTTTTTTTTTTAAAATATTTTTTAT
>BJ489916 ID   BJ489916   standard; mRNA; EST; 466 BP.
TATGCAGTGTTGCATTTTTTTTTTCTGTCCCCCGAGCGTCTGGCGTTTTAGTGCAGCCAC
CTCCNACAACCGTGCCTTTATCCNAACAAACGTGTAGTCGGATTTCTCTGCAACTGATTG
CAAAAAGTGAGGAAGAAAGAAAAAAAAGAAGGATGGTCAGCGCTACGGCTCGGTCTAATT
CCCTATCCTTGTTTTTTTTACCTTGGAGCTTGCTGTGTAAACANAAGCAAAGTCTGCACT
TTATTTATGTTTCTGATGANAATCGTTGGTTTGTGTTTCCTGTTTCCAAATCACGTCACT
GTTGGAACACTAAAACTCTTGATGCAAATATGTACGGTGACCCTTTTGATAAACCTGTCG
NGTTTTCTTATTTGTTACTTGACTGTGTTATCATANACACGTCTTTGTGTGTGTGTGTGT
GTGTGTGTGTGNGCCCACAAATGTGTGTGAGTATGGANCAAAAANG
>BJ489923 ID   BJ489923   standard; mRNA; EST; 566 BP.
TCGGCACGAGGCCAGGACCTGGTGAATCACGTCCAAAGTGCGCCTCGAATGATGCAAGAC
TCTGAGTGCCATCGTCTCCTTGTTGATGCCATGAATTACCATTTGCTGCCATATCAACAG
AACATCCTGCAGTCCCGGAGGACGAAGATACGAGGTGGCCACAAGGTGATTGTTACGATT
GGTGGACGGCCTGCCCTGACGGAGAAGTCCCTCAGCAAAGACATTCTCTATAGAGATGAA
GACAATGTGTGGAATAAGCTGACGGAAATGCCAGCAAAGAGCTTTAATCAGTGTGTAGTT
GTTCTGGATGGCTTCCTGTATGTGGCAGGTGGTGAGGACCAGAATGATGCGAGGAACCAA
GCAAAGCATGCTGTTAGCAACTTTTGCAGGTATGACCCACGATTCAACACCTGGATCCAC
TTGAGCAACATGATTCAGAGGCGCACCCACTTCAGCCTCAACACCTACNACGGCCTGTTG
TTTGCCATTGGAGGGCGAAACGCTNACNGTGTTCAAGCCTCCCTGGAGTGCTACGTCCCC
TCCTCCNACCAGTGGCAGTTGAAGGC
>BJ489927 ID   BJ489927   standard; mRNA; EST; 529 BP.
CGGCACGAGGGTTTTTACATATTTAAATTATGACATCATCTGCCTGGAATTTCAATGCCA
CTTGCACAATCACAATGCAATTAAAAAGCAGTTTAAACAGAAATAAAAAATAAAATTGTA
ATTTTACCTGTCCTGCAAAAGATGACAAGTCTGACTGATGCTATTTATGTTTTAGTTTAT
GAACTTACAAAACGTGAATAATATACAAGTGTTTTGCGATATGTGTCTGCACATATCCAC
ATTTATAGAGTGCACTTATGCAGCAAATAACACAAAAAATAGTTCAAATGCTCAAGAGAC
AAATATCAGTGCGTCCAGGATATGTAATATCAAAGCTTTTTTGTTTCAGGAAAAATGAGG
GATCGGAATCAGAAATCACCGGGTCCATAAACGTGCTTTAAAGCTCATTTATTTTCTAGT
TCCTGTTTCTGGTGTTGATCTTATACTAGTGAATGAGGTGTTGCTTTAAAATTGTTGTCA
GTATATGTCTGTATGTGGGGGTTCATGTTGTTTTTCCTTTTCTCTTTGG
>BJ489940 ID   BJ489940   standard; mRNA; EST; 469 BP.
ACTTTGACAGTGCTGGAAAACTCTCTAGATGTTCCTTCCGTCATACCAGAATCCCACCCC
TTTGTGCCCTTCATTTCAACTTCCACTGTCACTCCTGTAGAGGAGGGGTCAACAGAACAA
GCTACAAAACTGGAAACTTTCATAAAACCTAAGGAGGAAGCTGAAGGAAAGATGGGGAGA
CCAAATGGGCGTTATAGTGGAGGTCAGGAAGAGTCTAAGGAGCTAGTGAGAGAAGAAAAG
CCCAAACCAGTTGAAGGGAGAAACACAGGCCATTCAGAGCAAGAAGAAGAAGAAAACCTA
TATTTTGCACCTACAGATTCTCAGCCTGAGGAAAATGTAACTACTGTGACTGAAACCACT
GTCCCACCAAAATTTACAGCTCCAGTGCTAGAGGAGACATTAGTCACAGAGGAAGAACCA
GTTTCCTTACCTCCTCATCCTGAAGACTCACTTCAAGGCATTGAGGAAA
>BJ489975 ID   BJ489975   standard; mRNA; EST; 506 BP.
AGGCGGAGCTCAGAAAAAATACGTCTTCATTACACTCAGTCCAACAAAACACACGTGGCG
CGTCTCTCTTCTGCAGCCCTTTAACTCCGACAGGTATGAAGCAAAGCGCCATAGAAAGCA
CCAGTTTTTTTTTCCCCTCGCCATTGCATCGGTGCTCTTGTAACCACATCGCCCTTAGAT
CCCTAGAGCCAAGTGCTTTTATGTAGTAGGTGCAGTCCAATACCATCATCTCTCCTTTTT
CAGCTGAACTCGTACCTTAACCTCCTTTCTTTTGGCATTGAAGGACAGTGAAACAGGAAG
ATTTTCACATCCCTCCCCAAAAAAAAGTTAAAAATGTCTTTTACTTTTAGCTTGTTTACT
TTGAAAGTGTCAAACTTGTGTTTTANAAAATAGTTGGAAAAAGCCACAGAAATTGGAATT
CATATGGCGGCAGCAGCTTTAGAAAGGTTCTCTTACCTGTGACTTTTAAGAGAGCAAACA
ATAAAACATAGAANGGAGGGAGAAAA
>BJ489989 ID   BJ489989   standard; mRNA; EST; 352 BP.
GGCACGAGGCCCCCACCTACCGTCTCATCATCTACCAATTCACCCTCAACATCTTTGACT
GGCTCATCTCCACCACCGACCGTCTCATCTCCACNACCAACTGTCTCATCTCTACTATCT
ACGGCCTCCTCTCCACCACCNNCTGTCTCATCTGCTACTATCTACGGCCTCCTCTCCGNC
ACCNACTGTCTCATCTCTGCCATCTACNGCCTCATCTCCACCACCTACCGTCTCATCTGT
ACTATCTACGGCCTGGTCTCCACCACCTACCGTGTCNCCNCCTNCACCTACNGTCTCATC
ATCTACNATNNCANCCTCAGCATCTTTGACTGGCTCATCTCCACCACCGACC



>BJ490038 ID   BJ490038   standard; mRNA; EST; 357 BP.
ACTCCAAACTAGGGCGTAGGCATGCGCACCGCCGTTTAGACGTAACGAGAGCCTTGGATG
TGCGGCGCGCTGAAAGTTTTCACCCACGCTGCAGCTGCTGGCTAAGCAGAGGAAGGGTCA
TCTGTGGCGGAACCGAGGCGGCCTGCCTCTGGGCCGTACAGCTATCCGGCGTGCGGCTGC
AGCGCTTTTGGGCTTCTCTTTAAATTGATAAAGTCATCTTTATGCAGCTTAAGGAAATGT
CAGCCGTCTCTGCTGCCTGAAACTCTCATGTGATCAGATCCACGCCGGCTCATTTGGTGG
ATAAGTGAAGCAGTTCTCACGCTGCTCATGGGAACATGGGAATAGAAAATTAGGACT
>BJ490043 ID   BJ490043   standard; mRNA; EST; 452 BP.
ATAAAAACTGTGGCAGAGAAAAAAAAAAGAANAAATCTGTGAATTTAAATAGCAAATACC
GCCTAAAACTATTTCCCTAAACCCCGACGGGAGATTGATGAAATGGANAAAATATCTAAA
ATAAACAATACGAANAGGGTAATAAGTGTGAAGTGAGGTGGACGACTTTATTTTTTTCAA
ATATTCTCTCATCTGAGCACATGTTGCACAGCTCAAGGAGCAAGAAAGGTCAACAACACT
GTTGACCTTTAAGTGATGATTCGGGCTAAACATGGAAACCGTCGTCCANACTGAATGGCT
CTTCGAGGCAATACGAGAATATGGACCAATGTTCATGTTTTATTGAACCTTATTTATTCA
TACTTTATTCACTGCATTTTTTTAAATATGTATCTCCCTTTTTAATAGAAAATGTGTTGT
TGTGTTGAGCGTATGATGGAAAGTAAAAACAA
>BJ490046 ID   BJ490046   standard; mRNA; EST; 554 BP.
AGGGGTTCTCATTAGTAGTCCAAGGCTGGAGGTCGGGCAGCCCTTCCCTAGAGCCAGTGA
AAGTAAAGGCGTTTCTTGGCGTTTTCCTTCCTTGGTTATTTATTAAATTCTCTACCAATG
TTTTTGTCTTGTTCAATAATAATTATATGGATGTTGCATCTGATGTTTCTGCTAAAGTTG
TTGACCATAAACAAAAAAAAATCCCTGATGGCAAGGTCTGTCTTGGTCAAAGCTCTATAT
TTTTGCCATTTAAACTCAAAATGTTGTTACTTTTGTGTCTAAATTCATTGAACTCTTAGA
AATATTTTGCAGATATACTATAATACTTGCTTTTGGGTTTAAAGTTTTGTGTGTGAAATA
AGACTTGTTTCCTCTGCATGCATATAGTTCANACCTGCAGTATTTTAGCAAATGTGATCC
AACGTACTGTTATCCTGTGAGTGTATCTGATGATACAATTCAAAGTAACTTCTTTGCATG
ACATGGTGGTGTCTTTGCTAGGGTTGGGGGCAGTGCACAATCAATTGAGTCAAGCTGGTT
TCTTTTAATCCCAA
>BJ490071 ID   BJ490071   standard; mRNA; EST; 531 BP.
TCGGCACGAGGAAGCAGCGCTAACGTCTGACTGTCCGAAAGGCACTGAATGAAAACGCAC
TGATTTCAACTTGAAAATGAATAAATTTCTACCTAACTTGTTTTTGCTAGCGTTGCTAGT
GTTCCCAGCGACTGTGCTCCTGAAAGGACCGCTGGTACAAGCTCAAGATCTGACTGAGGA
TGAGGAGGCTGACGCTGTGGATGAAGATGTGGTGGATGATGTGACGGCTGAAGACGAAGA
CAATGAAGCTGAGGATTACCAGTTCTACATCCAGAACTTCACGGCTCTCCAGCTCGGCAC
CGTGGTTCCTCCTGGCAGGCAGGCCACCTTCGAGTACTCCTTCATCCCCGCGGAGCCCAT
GGGAGGCCGGCCGTTCGGACTGGTCATCAACCTCAACTACCAGGACAGCAGCGGAAACAT
CTTCCAAGATGCTGTGTTCAACCAGACTGTCACCATCACTGAANAGGGAGGACGGGCTGG
ATGGAGAAACGATCTTCATGTACGTCTTCCTCTCTGGGCTGGGCCTGCTCG
>BJ490073 ID   BJ490073   standard; mRNA; EST; 553 BP.
GAGGGTTGGACTATATGTATTTATAAGATGTAATATATGCTGTTTTAAAAAAACATAGAG
AAGGAAACTATTTAAAAGTGTTTTTATTATATTGTGTGGCTTGCACATCGTCAATGGAAC
GATAGATGCAGAGTTGGCTTTAGAGGGGCGACGGCTGACTGTGAGTGCATCTTAACACAC
GAACACTGGTGCATTTTTTAGAGCATTGCAGTGTCGGTGTGAAGAGGTCGCATCCGGTCT
GTGGAGGTTAAGCGCACTGATGGCTGCATTGTGATGTGCAGCATCTCTTTTCTTTCCGTA
CTGTTTTGTTCACTGCCAGGAGCATGACCTCACATGAACACGTGTACCTTCAATCTGCTG
CATTTGACACCGGAAAGCCTGTTGATAATTCAGTGACATGACTCGGTTATGTTAGGTTTT
GATTCAAAATTAGAAAAAACAGTTACATTGATGAAATATTGCAGCTTCACCGCAAGATGA
AACTTTGGTTTACAAATACTTGACTGTAGTTTTATTGCATTCATTTTTCCATTTGTATTA
CCTTGTTGTCAAA
>BJ490097 ID   BJ490097   standard; mRNA; EST; 496 BP.
GGCACGAGGATTTAAAATGGCTAAATCTGCCAATAGCAAGACAAACATTACCGTTGCCGT
GTGCCAAATGCCCCGCCCACTTCATCAATACCGTAGAGCCCCGCCTCCTCCGTTTGTGTC
TTCAGTTTTATGGTCACGTTTTGGGCTAAATCAGCATTTCCTGTTTCGTTCATTTCTTCT
ATTTATGCAACTGTAAGGGAGACCAGAGTTTTGAGCACACATCTGCAGGGTTCCTGCTCA
AAGGAACCATGGCCGATGCACACAAACAGAGCAAAGCTTCTTCCTGTCCATGAAGGCGTC
TTCCCAAGTTCAGCGGATGGAATTGTATTTTCCTCATACCTCACCGAGCTTGCATGGAGC
TGTAGGTCCTTTCCGTCTTTCAGATGTCCCTCTCTGAGAGATCAGCTGTAGATCAGGACG
CCGTTTCCTTTGATTTATTGTTTGTGCATCCAGTTTACTTCCTGCTTTAGTCCCGCCCAC
TCTCTCGCATCGATCC
>BJ490127 ID   BJ490127   standard; mRNA; EST; 566 BP.
GGACAATATGAGAATACCATTGCATCAGGTTCCTCCTTTAGTTCCCATGCCCTTTCCTTC
CAGGAATAGAGCTCTGTACTTTTCTGTCACTCCGAGGCTAGGTGCAAATGTTCATTCACT
ATCCTCAACAGAGACTAGACCTTCTATATCCTCCATATCTGCTACCCAAACAGAACAGTC
TGTTGTGACCTTCTCCTACCATCATCCACAACCAGTCATTGCCACATGCTTGGCACAGCT
CGCACCAGTAGTTTCTCTTGTAGTACCAGTGCGCCTCCAGGTTCATATACCTACCTTCGC



TAGTGCCATGTATACTACCATATCCCAAATTCTGGCTTCTACTCAATCACAGGAACCGGT
TTCTTGCACAGCTATGGTCATCATGGGCCAGGTCAGTCGGGACAAGCTGCAAAGAGATTA
TCTAAAGATCCCCTCCCAAGACATCAAGAACGTCCTTTCTTCATCTTTGCCAACAGAAAT
GGCCTCAAGCTTTGGTGAGGGATGTTGTGCACTGGGAGCTGGAGGGAGCAAACGCATGCT
TTCTCCAGCCGCTAGTCTAGAGCTCA
>BJ490133 ID   BJ490133   standard; mRNA; EST; 486 BP.
GAGGGCTGCTTCTGTGATGAGCACCATCATGGACCCAACAATGAGAGCTTTGACTCGTCC
ATCACATGTGTGAGCAGCTCGGGCACTTTGTCCCTCTCTCGCTGTCAGCTGTTTGAAGCT
GGTTTTCACCTCAGTGATCTCCATCTACGAGACGATTCCTGCAATGGGACTCTACAGGAC
GGGCGGCTGGTGTTCCACTTCAATAATGATGACAAACTGTGTGGGACAGTTCTCATGAGC
AACGGCACACATTTTATCTACGAGAACAGTGTCCAGGGAGATGTGGGACCCCCATGACAG
GATCATCAGTCGTGAAAAGAGCATTCACCTGCTCTTCAGTTGTGTATACCCTCTGGCTCA
GGCCTTGTCTATGGATGTGGGCATCAACCCTTTAGAAAGCATTGTTAACAAGAGGCTTCC
ATCTGGTGAAGGCCACTATCATTTGAGGATGATACCTTATGAAGACCCTAACTTCCAATC
CCCTCT
>BJ490152 ID   BJ490152   standard; mRNA; EST; 568 BP.
TCGGCACGAGGTGAAAACCAGTCAACACTTCAACGATATGAGTAACCTGGTGGCATCACA
GATAATGTCCCACACGGATGTGGGCTCCAGAGCCAGCTCCATTGAGAAATGGGTGGCTGT
GGCAGACATCTGCCGCTGCCTTAACAACTACNACGGAGTGTTGGAGATCACGTCTGCTTT
GAACCGCAGCGCCATCTACAGGCTGAAAAAGACTTGGGCAAAAGTGAGCAAACAGACTAA
AGCTCTGATGGACAAACTACAGAAAACTGTGTCCTCTGAGGGAAGATTTAAAAATCTGAG
GGAGACCCTGAAAAACTGCAATCCTCCATGTGTGCCATACCTGGGAATGTATCTTACAGA
CTTGGCCTTCATTGAGGAAGGAACTCCAAATTTTACTGAGGAAGGTCTCGTTAACTTCTC
CNAAATGAGGATGATATCCCACATCATCAGAGAGATCCGACAGTTCCAGCAGACACCTTA
CAGAATAGAGCACCAGGTTAAGGGTGACTCAGTATCTTTTGGATAAGACCCTGACCATGG
ATGAAGACACCCTCTATGATCTCTCTTT
>BJ490153 ID   BJ490153   standard; mRNA; EST; 590 BP.
GGGGAGCAGAAAGAGCCACCGGCTCCCCACCGGCGGCTGGCTGCCGTCCATCCCGACCGT
GGAAGCCAAGGAGCGGGCACAACCTTTGGATTTTGAGGAGGGAGATGTGTACATTTCTTC
CCACGAGCAGCGGTTCCGGATGTTCAGCTCAGTGGAGTATGAAGGCCAGCTGTACATGAC
TCCCCAGAACTTCATTGAGTCTGTTACTATGAGTGAACCAAGAAACAGGAGGCCCTGGAG
GTCCCTGACCAAACAGGAGCTGGAGAAGATTCTGGCCGAACACTCCTCCGGTGTGGAGAG
GATCCTCCAAACTGTTCCGTAACCTTAGAGAACGAGGCATCATCTCGTACACGGAGTACC
TGTTCCTGCTGTGCATCCTAACCAAGCCTCATGCTGGCTTTAAGATTGCTTTCAATATGT
TTGATGCCGACGGCAACCAGATGGTGGACAAGAGGGAGTTCTTGGTGCTGCAGGAGATCT
TCAGGAAGAAGAACGAGAAGAGAGGAAGACGAGGAGATGCGGAGAAGTCAGCCCAGTTGA
GTATGCAGCTGTATGGATACCAGGTGGCCCCCATGAACAGCGTGCTAAAA
>BJ490200 ID   BJ490200   standard; mRNA; EST; 515 BP.
TTTTCCTCTTGGCCTCTTTCTTTCCTGGTAGCTCCAACGTCAGCATTCCTTCACCAACAT
CACTGTTCCTCCTCTCAATGTGTCCAAACCTTCTGCCTCTGCATCTCCNAAACATCTACC
ATGATCTGTGCCTCCNATGGATTCATTCTTGATCTTATCCATTCAGGTGACTCCTGGAGA
ATCTTGGCATCTTCAGCTCCTCAGGAGGCAGCTATCTCAGCTCTGCTTCCTGTCTCTAGA
TTTATTTTTATGAAGAGCTTACAGAGTATTCACACATGGTTCTTGCCTATTGATGGGATA
ATCAATGGGATAACCCATTGATTATAAGAGAGAGCTGGACAGAGCAGCTCTTACTTGTGG
CTCCAGCAAAAGGAAGTCAATTCAGTCGCTATGGACGGCGCCATATTGGAGCAAGACAAC
AGTGATTGCTACGAGTCATCTGAGTCGATGTTTCTATGGCAACTACTGTTGCCGATCAAG
AGTGCGCATGTTTGAAGTACACGCCCCTTTCCCTG
>BJ490206 ID   BJ490206   standard; mRNA; EST; 345 BP.
CATCACGGCGTATATGGGCAGTTCTTTGCTTTTTCCTGCACCCTCAGATGGCTGAAGACC
TCATAGAAACTTTCTCTTGGTTTTCCCACGCCTTGGTGTCCTTTTCCATTGGTTACTTCA
TCTACGACTTTCTTGACATGGTGGTTCACCAAAAGCTGAGTCAATCCTGGGAGCTCCTCT
TTCATCACATCGTGGTCATCACCTGTTTCGGCCTCTCTGTCCTGTCCAACCGCTACCTGG
GCTTCGCCGTGGTGGCTCTGCTGGTGGAGATCAACTCGGTCTTCCTCCACCTGAGGCAGA
TCCTGCGTATGGCGAGCATGGCCTCGGGCACGCTGTACCGAGTGA
>BJ490215 ID   BJ490215   standard; mRNA; EST; 106 BP.
ACTGCTGCTATTCCAAACCGTCTGACCCTCCGACTCTGACGACTCACCTCAGCGCTGCTG
CTTTCATAAAAAGACATCCCCCCCCCCCCCTNTNCGGCATTTAGNA
>BJ490217 ID   BJ490217   standard; mRNA; EST; 349 BP.
CGGCACGAGGCAGGGGGGGGGGCATGACACTTGCTGAAGTGCCTGAAATGGTAAGGAGGG
CACTGTATTTATCCACAGTTATCCTGCTTCTATTAACGCCNTAAACAGCGTATGTATCAC
ATATATAACCTCAGCGTANCCNCATGTACTCTGCAGTCCAGCAGGCGCTTCATGCAGCAC
AGCTGTCCGCCTCACCTGAGCGTGCTGAGCCTGCAGGTCAGGCGTGGAGCGGGCAGCATG
ACATCCCCCCATCCCCCCTGGACCGTAGGTCTGACCCCCGTCATGTCATTAAACCTGTCA
ATCAGTCTACATGGACTGTTGCCATGGAAACCCCNAGGTTGCCCCAAAG



>BJ490286 ID   BJ490286   standard; mRNA; EST; 612 BP.
GGCACGAGGAGAGCGTTGGTTTTTACAACTGACGCTGTTTTGGTCGAACAACGAGCCTGA
GTAAAGACGAACCTATCTACTAAATCGACTTGAGATGTACTACTATCGCTATGAGAATTC
TGAAGTCAGCTGCTGTTATAAGTACCTGATGTTCAGCTACAACATCATCTTTTGGCTGGC
TGGAGCTGCCTTCATCGCGGCCGGGTTCTGGGCCTGGAGTGAAAAGGGGGTCTTGTTGGA
CTTGACCCAGGTGACCCGGCTGCATGGCTTCGACCCAGTCTGGCTGGTCCTGGTGGTCGG
CGGGATCACATTTATCCTAGGCTTTGCTGGCTGCGTGGGGGCCCTGAGAGAGAACATCTG
TCTGCTGAAGTTTTTTTCAGGTGTCATCGGCTTGATCTTCTTCCTGGAGCTGACGGCGGC
CGTGTTGGCGGTGGTTTTCCAGAGTCAGGTCCGGGAGTGGATCAACGATTTCTTCCTGCA
GAACATCAGATCGTACAGAGATGACATCGACCTGCAGAACCTCATTGACTCTCTGCAGAA
AATGAACCAATGCTGCGGTGCTAAGGATCCGAACGACTGGGACGAGAACCTGTACTTCAA
CTGTAACATGAC
>BJ490305 ID   BJ490305   standard; mRNA; EST; 267 BP.
TTAACGAANATGGTACAGGAGATGGACGAGATGCAGGAGGTCCAGCAGAACAAGGAGAAG
ACCCTGGTCAACANTCGGACCCTGGCTGAGCAAAATCTANCTCTGCAGCCCAGCCNGGAA
CACAAGAAGGAGGACCTCACCAAGCACTACAGGTGTCTTCAGGAGAGATTTGAGTCCTTT
CAGCTCCGCAAGTCCACTCTATACCACAAGTCAGGAAACACCTCCCTGGACACTTTGCTG
GCTCTGCTGCAGACTGAGGGCGCAAAA
>BJ490387 ID   BJ490387   standard; mRNA; EST; 151 BP.
GTGTCTCTCAANACATCACTTTCTCACCTCACTCACTCTCNTTACACTGACTATTTGGCA
CCATTTGTGCACCTTGGAACACAGCTTTATTANGNTCTCAAAAAATGCATTTTCCACACT
TTTTGTAACCTAGACCTTTTTTTTTTTAAAT
>BJ490395 ID   BJ490395   standard; mRNA; EST; 663 BP.
CGGCACGAGGGTCAGCTCGACGTGTTGATGACGATCAGGAACTGTTTGTGCCTTTCAGGA
GTCCTGCTAACACTGACTCGCTCTCCAAAGATGGTTTTTCCCTCGGCGGTTTTTTAAGGT
TCTTCCTTGCTGACAGTGATATTGATCTTTTTTTGTATTTACTCGGGCTGAATGTAAATC
CTTACGCTCTTATCAGTCTATGCAGGGATAGGAGCCTTGACATCTGTGCCTTCTTAATGC
ACTGTTCTTTATTCCACAGAGAGCTCTGCAGCTCTGTGAGCCGCCTTTAGGGAAGAAGGT
CATTTTCAAAGACCGTGTGTTTCTGTTGTCTTCATGTTTGTTTCTGGTAGTTTTGCACTC
CGTCCTCCATAAGCGCTGTACTGTATTCTTTGTTCTGTGGAGGGAGTCCTGCGTTTGGTT
GTCCCACGGGGTCGTTTCTTACCACAGATGAAGGATTGGGGTCGTGGAAAAAGCCCATAA
ACGTCAAAGGGATGTGTTTGCGTTGTATTGTTGATTGTGTTGAATGTTTGGCTGCTGCGT
CCGGTCAGGAAGAGCCTTGGCGGGGCGTCGCCCCAGGTGCAAAAGCTGTTGACTCCTTAT
TAGAATAAAGCGGGGCGTCTGTCAGCTGGGATCCACATTAGTGCTGTCAGATTAAAGCTA
CGC
>BJ490404 ID   BJ490404   standard; mRNA; EST; 639 BP.
CTTTTCCCCAACAAACTAAGATGTATCAATAAAGGAAGAAAAGCTGATGGATGTACATGC
GAGGTATATATTCAGAAGAGCTTAATGTGGATTTGTTAGACATGTCTAATGTACAGCATG
TTTCCATCTGGATCATCTATCCTTCTGATCACATTATCCGCTGATGGAGAGGAAAAGATA
TGGATAAAAGCAATACAGTTAAGGCTAAGAAAGCTCTGCTGTCAAGCTGATCTTTTTCAA
GCTGCACACGAGGAAGTACAAAGTTATAAGAGAGAATGTCAAATAAATGTGACAGTCAGT
TTCTTCTTGTTAGATGACATTGATAAAATATGGGAACACAATCAGGAACTTAAAGAAATC
ATGTACAATGTAAGAAAACGAAGCCATGCTTACAGTCGTAGAACAGCTTTTATGAATTCC
ACTGAGAAACAAATGTGATTAAGTCTGAGAAATGAAGTTAGGGAGCCGTTTTAATCCTTT
TACATCAGATCTTTATAAATAATCTTGTGTTTTTTTTATTTTCCAGGGGGGACCCAGGCT
GGAGGATGAGATGGAGGTGGCTCGAGCTGGTCAGGAGCTCAACCAGGAGGTGAACCGTCT
GATGGTGGCGATGAGAGACATGCTCGCCAACATAAGGTT
>BJ490418 ID   BJ490418   standard; mRNA; EST; 596 BP.
GGGTTAATGCATTTTTTATTTCATGCCTCTACGTGTCATAAGAAAGAACAGCAGTTTTCA
TTCCCTTTTTATAATAAAGTGTCGAATCTCTAGTGTTTTCCTCTCACCGATATCCTTCAA
AGTAAAAGGAGTCTCCTACTCTTATGTACAAAGTTTCTCTACAATGTTTGACGTGATTTC
TTTATTCATCACATTAAAATGTTATGTGAATTGAATTACATTACCACTAGTTAGTTACAT
GCACAATTTGGTTTGTAATCTGGATACACTGCAAGAACTGGGGATATCTCAGATATTTGC
TCAGCAACTGTTCCCAGCTTCGTTATCATGACCACATAGACTACTGTTCTCGAAAAAATA
ATAAAGTTGCAATTTCTCTATTCAAAATATTTATATTTTTTCCAAATTGCTTGATTTATT
GTACAGAGCTTGGCATTCAGAGTTGAGTAGAAGCCTACTTCATCTTGATACAGTCAGACT
TTTAGGTGTGAGACCAATGCTGTATCTTGAAGAAAGATGCCACAATGTTGCCATGATGTC
TTTGTAGCCCAGGATGAACTATTGGAGACTGTGAAGTGCAGGAGCATTCAAGGACC
>BJ490421 ID   BJ490421   standard; mRNA; EST; 656 BP.
CACGAGGCTTAGGGGTTCAGGACTTGCTCCTATTTCATTTCATGGATCCGCCACCAGAGG
ACAACATGCTAAACTCCATGTACCAGCTGTGGATTTTAGGAGCTCTTGACAACACAGGCG
CCCTGACACCAACAGGACGTCTAATGGTGGAATTTCCCTTGGACCCTGCTCTCTCCAAGA
TGCTCATCGTGTCCTGTGATATGGGGTGCAGTGCGGACATCCTCATCATTGTCTCCATGT
TGTCTGTGCCTGCCATCTTCTACAGACCCAAGGGTCGTGAGGAGGAGAGTGATCAGGTCA



GAGAAAAGTTCTCTGTTCCAGAGAGCGATCATCTCACTTACCTGAATGTCTACNACCAGT
GGAAGAACAACAATTACTCCAGCATCTGGTGCAACGACCATTTCATTCACACCAAAGCCA
TGCGCAAGGTGCGTGAGGTGCGCTCCCAGTTAAAGGACATCATGGTGCAGCAGAAGATGA
ACCTAGTTTCTTGCGGCTCAGACTGGGATATTATTAGAAAGTGCATCTGTGCGGCATACT
TCCACCAAGCAGCCNAGCTGAAGGGTATTGGAGAGTATGTTAATGTGAGGACTGGAATGC
CATGCCATCTGCACCCTACGAGCTCCCTGTTCGGAATGGGCTACACTCCTGACTAC
>BJ490424 ID   BJ490424   standard; mRNA; EST; 618 BP.
TCGGCACGAGGATTTTGTTTAACCTTTATTTAATCAGGAATGGTGTCACCAGCAAAGACT
TTTTCTCTTTCGATCTAAAAACAAAAATAGATTTATTGATTTATAAATTTATTGAAGTCG
TTTATCTTTTTGTTTTGTTTTTTTGGGAGAAGTTCTTTAAAACTGAACACACACACTAAA
GCTCCCCACAGCCATTTCCCCTACATTTTTCCAAACACTAGCATTATAGCGAGAGCGTCG
AACCAGGATGCAATGGAGTGGGGGGGTAGACGAAGCACACATGCGCCCTTCATCACAACA
CAAAGGTCTCATCACTAAAAGGATCAGAAACTACTGGGGTTCTTGTTTTTCTGACAGGGA
ATAACTACAACTGGTAGAGGTGCACTTTCACTGAAGGCAGTCGTACTTCTGTATGTATAT
TTGGGTGTAATTACTATTTTTGTGCTTTTTCGTTCCTGGCTGCTTTTAGCGAACTGCTCC
AGTAAATGTGCAGAGCCCATTCCTGCACCACGGGAAAACGCGATGACCGGGCTGACGTTA
AAAGCACTTTACTCTCTGAGCTTTAGTCTTTATGTTTAATCGAAATTGTTGGGTTTAAAG
GGAAATCTAAATCGGCAC
>BJ490436 ID   BJ490436   standard; mRNA; EST; 119 BP.
GAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
>BJ490502 ID   BJ490502   standard; mRNA; EST; 604 BP.
TATTTTTTTCTGATGGTCTAGCACCCACACGTTATGCCAGCATGAGTCTCTTTTTAAAAA
CGTATAGGTAAAAATCAGCTATATATCCCCCATTTCGGAAGTACCAAGTGCATTTTGCTT
TGCTGGCACAGCAAAGTGGAGAGGCCTGGAAACAACTGGAAACAAAACAGCAATTTACCA
GTTTACAAAATAAAACAAAAACAAGCAGCAAATGTAAAATCTGTTTTACGTTTAGTGAGT
CACTAATTACGTTTCCTACAATTCTTTACTTTTCACAGATTGTTTTACCTATGTACATTG
TGTACTCCAGTGTGGCTGTCATTTGATATGTACATTTAACATTGTTTTGGTTTCACAAAG
GTGCTGTAAAGTCATTTATTACTCATTTTAATTGGTGTTCTCTCCCTTTGTTGTTTGTCC
AGTTAATGTGTAAGTGTAAAGACTGTGGTACCGAGGTAGGTAGGCACTCAGAACTTCTTA
AACATTATAGATTAAAGCATAAATATTTTGGGCGTGGTCATCATATCAAGTGCATTTATT
CTGTGTCCATGCATCTTTAAAACCTGGAATTCATTTCTGACACATTTATCAAGAATTTTC
TTCA
>BJ490531 ID   BJ490531   standard; mRNA; EST; 632 BP.
TCGGCACGAGGCCCTGACAGAGCTACTCTATACGTCACGGCCATTGAAGACCGGCAGTAC
AAGGACTACAAAATCCACTGGTGGGAGAACGTGTACGGCTTCGACATGTCCTGTATCAAG
GAGGTGGCCATTAAGGAACCGCTGGTAGACGTGGTGGATCCCAAACAGCTGGTGAAGAGG
AACGACTACATCCACGCGCTGGTCACTTACTTCAACATCGAGTTCACTCGCTGCCACAAG
AGGATCGGCTTCTCCACCAGTCCAGAGTCCCCCTACACTCACTGGAAGCAGACGGTCTTC
TACCTGGAGGACTACCTGACGGTGAAGAGCGGAGAGGAGATCTTCGGCACCATCAGCATG
AAGCCAAACGTCAAAAACAACAGAGACCTGGACTTCACCGTGGACGTGGACTTCACGGGT
CAGCTGTGCACGATGACCAAGTCCCTGGAGTACCGGATGCGTTAGGTGTTTGTCTTCATT
ATGGACAGATCATGATGTGAAAGTGGGGGCCTCTGTTAGGTCACGGCTCCTCGCAGCAAC
GTTTCAGACTTTTTTCCTCGTTTTCTTATTCCGACGTTAACAGTATTTAAAGCATTTCAC
GTCTTTGAGTTCAAACGTGATTCTTGTGCCGT
>BJ490560 ID   BJ490560   standard; mRNA; EST; 306 BP.
CGGCACGAGGCATGAATGGAGACGTTTGAGTTCAGTATTCTTCTTTTCCTGAAGGAGATG
TTAGTGAAACAGACTTTACCCTCCTAATTAGTGCATAGAATGTGCCGTTGCTCCTGTTCA
GCCGTTCCATCCATGGACTGGCGCACGCAGACACCAAACCACAAAAGAAAATGTGACAAT
AGCAGCATTTGACTGACTGACTGACTGGTCTGCCTGTGGGCCTTCGCTCCTGCCTTCTGC
TCTCGTTTCCNCGCCTGCAGTCGTNTGCGTGTCGGGTGTGTGTGTTCGTACNCGGCTTGT
TTGTCT
>BJ490569 ID   BJ490569   standard; mRNA; EST; 574 BP.
GCACGAGGGTTATGGTGAAGGTCAATGCTCAAGTTTTGGCTGGCACGTTCTCCCAGGAGT
CCCACCTGCTCATCAAACTGGGAGAATCTCTGGGAGCATTGCTTCAGTCCTGCAGTGCCG
CCAAGAAGCCGTTGAGTCGAGTTCAGATCACATCTCAAGGTGAAACTGCTTCGCTAACTT
GTTTTGTGTTGGGAAACTATATACTTGTAGTTGGAAAACTTTGTTCTTTCTTGTGTCTTA
TTACTTGGAGACAACATAAAATTGGATTCAGTCCAGAATTTGTCTTTTTTCAAGTAAATA
GATCATTTTACTTTGAAATCTTACACTGACTTTTTCAAAAAAAAAAGTGATTGANATGTT
TTGTACAACTCAGGCGAGTGCATGAAGTCCTGCACTGGTTACATGAAGTCAGCTGTGTTG
GTCGGCCTGCTCAGCCAGGACTGTGAATGTCGCCCAAACCTCATCAATGTCCTCAGCCTG
TCCAAGCANAAAGAAATTGAGGTACATTTAACGCAATGTGACAATCACAGACCAATTTTT
CTTTGATTTGAGTCTTTCTATGTGTGTACTGCCT
>BJ490588 ID   BJ490588   standard; mRNA; EST; 473 BP.



AAAATTAATATATTTTTTNGATTGCCAAATTTTCCAATTGTTTGACTCANTTAAAATGAA
AACTAATTGTAAAAAATATTTACATCTTTTTCTTTTGTGGTAAAAAGGCGCCGAGTCACT
TCTCTGGATGTATTATATAAAAATTAATCACAAGCATGAAATTTATCANAATAAATTATT
TGTTTACTTTTTGATTAAACTTGTGAAAAATAATAAAAGCCTTTGAATGTAACGTTTTTT
TTATTTAATGTGTATAGATTGTTTTTCATTTAAAATTTGTGGAAAATATTATTTTTTATT
GATTGATGTGTTAAATAAATTGTCTAAATTTAGTAACTTTTTATTTATTTATTTATTATT
TTTGTTTTATTTATTTATTTTAACTTTATTTTATGGGTTGGGAGATTTTTTAAATTACAG
AATAAACCTTTGTTTATTTATTTTTGCTTTATGTTTTAAATCCATTTATACNA
>BJ490615 ID   BJ490615   standard; mRNA; EST; 662 BP.
CACGAGGGGTCTGGTTCAGGAGGAGATCCGGTTCCTCATAAATCCCGAGCTGATCGTTTC
TCGCCTTTTCACCGAAGCGCTGGATGACAATGAATGTCTGATAATTACAGGAACTCAACA
GTTCAGTAAATATACAGGCTATTCCCAGACCTACCAGTGGGGCGGCAGCCACCAAGATGC
AACTCCNAGGGATGGCTGGCAGAGAAGATGCACAGAGATTGTGGCCATTGATGCCATGCA
GTTCAAGAACTTTCTTGAACAGTTTCATCCTGACAAAATTACCCGAGAACTTAACAAGGC
TTACTGTGGTTTTTCCCGTCCTGACACCGACAGTAAAAACCTGGCTGCAGTGGCAACAGG
CAACTGGGGCTGTGGAGTTTTTGGAGGGGACACGCGTCTGAAAGCTCTCCTCCAGATGCT
GGCAGCTGCTGAGGCGGGCCGGGATGTAGCTTATTTCACCTTTGGTGACAATCGACTCAT
GACAGATGTCAACAACATGCACTCCTTCCTCACCCAGAGGAACATCAGCGTTGGGGAAGT
GTTTGACCTGCTGGGGCAGTACTACAGCTCGGTGTGTAAAGCTGCCTGATTCGGCGCCCC
AGCGTCAGCCTCTACGACTTCATCTACCAGCAGGTTGGCTGCTCGCCGGCGTCTGATGAC
TC
>BJ490637 ID   BJ490637   standard; mRNA; EST; 111 BP.
AATGAGAAGAGGTGACATGGGCCTGTTGATGATGGACGAACCTCTNTCCCCGATGGTTGG
TGACCCACTGCTCTCTGCAATGTCCCCTGAAGCCTCAATTGACTCCCGCCG
>BJ490693 ID   BJ490693   standard; mRNA; EST; 109 BP.
TCAGCGTCTANCTCACTAACANTCTGATGCCACATACCCAGAACATTTCAGCCTCTNTCA
TTTTCTCATANGATTTTTTTCTCCTAGATTACCTTCTGACTCCGTACTA
>BJ490695 ID   BJ490695   standard; mRNA; EST; 523 BP.
TTGCATTTTGTTTTTACATTTTCATCTGGTTTCAGATGTGCAGGTGTGACTGCTAAAAAA
AACTTTACATACTGCAAAAACTTAATGCTGATTTTCCTGCTGTATTACACTTTGATTAAT
AGGCTACTTAATAGACGTGTGTGGACTGGACCCTTATCTCTGCTATCACAAATGGCTAAA
TGTTTATTTCTGTTGTTTTCATAAATTCATAGATAGCACAAAACCGCAGTTACTTTCCTT
TTTTGCTGCTGCAGAAAAAAAATATTCACTGTATTCAATCTGCAGAATACATACNAATGC
TTTACTGCACTTCAGGATGGGGCATTTGCATGTATCTGCAGTAAATGTTGGTTTTAGGTC
AGTGAGTTCACTGTGACATTTCTTTTTCTGTTCCTGCATGCCAATATTATGTGGAACTGT
GCAGCATGCAAATAACTTGTTTTATGTGTTGTTGCTTTTATTATAATTATTTACCANAAC
ACAATATATACCTAATTATGTATTCAAGTTCAGAAACATTGAC
>BJ490696 ID   BJ490696   standard; mRNA; EST; 236 BP.
GAGGGGAGCCGGCCGCCTCCGGACAGAGCCCCCCCTCCTCACACAAACCTGAGCCGTGAG
GCTTTGGGAGGAGTTTCTAGTTGCTCTGAAGCCAGCCCCCCCTCTGGGAAGGTCGTCCAC
CCCTGAACTGGCGACCTGGTGCTCTGGTCAGAAAGGACACGTGACCTCCTGAAGCCCCTC
AAAAATCTTTCTGAAACTTCTGTGTCGACCCCCCCCCCCCCCCCCNGGNCAAAAAA
>BJ490703 ID   BJ490703   standard; mRNA; EST; 633 BP.
CGGCACGAGGATCGCGATATTTATTACCCTGTAACAACGTTAGCTTGCTGAGCTGTGGGG
CGGACCGAGCAGCCGAGAGGCGTGTGAAGCGGGAGATTATAACCGGGAGGGGCCAGGACG
CCACTCTGACATGAAGACAGACCTAAATGAAGGAAAAGGGACTGAGCTCTCTGCACCTTA
GCCCTGCTGCCTCCATGGACTCCAACCTGCAACCTTTTTCCACACAGACCATCCTTCAGC
TTAAAGATCCAGATGGGGAGAGGAGAGGAGAGGAGAGGAGAGGGGGGGACGGGCCTGGAG
AGAGAAATGTATTGTCTTTTGTTGGGTTTCTGTTTTTGTTCACTTGTACACTGTGCAAGG
CTGAATTATCCTGTACAGACTGTAAAATGTAATATTATTTTGTACAACTTAATTGAAAGA
AAAACAAATCTACTTGTAGATCTTTGTGCCTTGATTATGGCTGTACCTGTAAATGAGCTC
AGATGTAAGTATGTTTTCGACTGCGCTGTACAGCTTGATGTCAAACTCTATCAGCAGCAA
AAGACTGCAGGTAGAGGACTTTCTCTGTAGAGTTTAGTTTTTTTTCTGGTTTATAAAAAA
AGAAATGTTAAGTAAAAAATAAAAAAATAGGGG
>BJ490706 ID   BJ490706   standard; mRNA; EST; 608 BP.
GAGGGTCGGTGCCACGCTTCCTGAAAATGATCTCCCTGGTTTTCCTGGAGTTTACAGCAA
GCTTGTTCTCCACCCTCAGCTAGAGCAGCACGAGCGCTCCACGGGGAAACAGACGTGAAC
GCGCCGCCACTCACCGGGCGCATGCGCGGATAAATCGTATCCAGAGAGGGCGGTGAGCTT
CGTGTCGAGTCCGGCGTGAGTTTCGATCCCACGCCGCTGCTGGCTGCGCGGCTGTGCACA
TGCGCGCCCAAGCACGCGCATTCAGCAGGACCGGACTGACGCAGAGAGACACGACTGGAG
CGGAATGCACCGGACTCCGGCGTGAACGGTGAACGGGATGCTTGACTGGGAGAAGATGGG
GGGCGTCTCTAACGTTCTGACTTAGCCTCCGGTGTGCGACGGAGAGTCTGCGCAAAGTTT
CCTCCATGGCGCTGGTGATGGAGCCGGTGAGCAAATGGAGCACGAGCCAGGTGGTGGACT
GGATGAAAGGTCTGGATGACTGTCTGCAGCAGTATGTGGGCGTGTTTAAGCGTGGAGGCG



TGTGCGGCGAGCGGCTGCTGAGGATCAGCCACGCCGAGCTGGAGGAGCTGGGAGTCACTC
GGATTGGA
>BJ490711 ID   BJ490711   standard; mRNA; EST; 638 BP.
TGGGATAAAGCAACTCTCAGCCTGGGTCGTGTGATTCTCTCCAACAAGATGGCCAGGACT
GTTGCTTTCTTCTACACCTTGTTCCTGCACTGTCTGGTCTTCTTGGTGCTGTACAAGACT
GCTTGGAGCGAGAGTATTGGAAGAGACTGCACTGCGTTCTGTGCTAAAAAGTATTCTGAC
CACCTCCACCGCTTCCACGAGAACGACCAAAACCTGTAGGCTGTCCTGCATCACAGAGCC
CTAAATCATGCAGGTTCTGAAGGAACCTTTCCGGGTTTTCTGGCTCCTTTGTTTTTGTAG
TAGTGAACATTTCCACTAGGTGGCAGTATAGGATTCTAAACTGTGACTTAGGGACATTTT
CAGGGTTTTAACGTTTACTATAAATTTTTGGGGAACCAAAATGAAGTTTGAGGTGATTTA
AAAATGATTTTGATTTAAAAAATTAGAAATCTACCATAGGACACCCCGGTACTTAAGTTT
TGTTTTTTCAGAATTGAAATATATATTTGATTAGTTGGGTGTTTTAAAGATAGAGGGCTG
GTGGTTAATATATAAAAATACTATNATGGAATTGATGCAGTTTTTGAAGGTAACGGTGGC
GGTATTATGATAGGGTTTTGGGTTTTTTTTTTTTTTTC
>BJ490720 ID   BJ490720   standard; mRNA; EST; 562 BP.
CGGCACGAGGCAAAGGAACTCCTCACCGTTTGTCCTCCTAAGGGATTTGTCGAAAGGGAA
TTTAGGACTGAGAGACTGAGGTTCTCTGCTGCAGCTGAAGGAGCTCTCTGCTCCTCCGAT
GTTCTTCCAGCTCAAACAAACAAAGTGTTTGAGAACAACCTGCTCTTTGTGTAATACAGC
TAATGATTGTATCTGTTTCCGCCTTTGCTGCTGGCGTTCTGCTTGGATGTCCCTTGTGAC
AGACGTGACCCAATCGCCTCAGGGTCAAAGAAAGAATGATGTCACGCTCACTCCAGACCA
GGGCTCCTCAACTTTGGTCCTTCCTGCCCGTCTCCAGCTCCTCCTGCACTTCTTGCTGCT
CATTACCTGGATTGGGTGCTCAGCCAATGGGAACATGGAAACACCTGAGTCAGCTAGTGA
GCAGCGAGGGGAAGGGGGGGTGGCGGATCTCAAAGACCAGGTTTAAGCAGCCCTGATGGA
GACCAGCCTGACTGCANCTTAGCTTGCATTTCTCATCANGTAGAGCTGCAGCGCCNTCGG
GTGTTGCTGGTTCTAAAAGCCG
>BJ490736 ID   BJ490736   standard; mRNA; EST; 599 BP.
GCCTGCTTCACAGTGCTTGAACGGCAACCTTTTAACTGTCTTTGAACATCGCAGGTCGGG
AACAACCATCGCTGCCATTTTCGTTTGAAGAACATCCAGACAGCAGCTAGCTAAATCATC
TTTCAGCGCGCTTAGCTTGGAGGCTAGCCGTTTGTTTTGCTAACGACACACACACCAGCG
TTGACCTCCTACGAAGACAACCCGCCGAAACTCAGAAACATGAGTTCCCAGGTCAGACAC
AACTTCCACCAGGACTGCGAGGCTGCAATCAACAGGCAGATCAATCTGGAGCTGTATGCC
TCCTATGTCTACCTGTCAATGGGGTACTACTTTGACCGTGATGACCAGGCGTTGCATAAT
TTTGCCAAGTTGATGAAACTACAGAACCAGAGAGGGGGAAGGATCTTTCTTCAGGACATC
AAGAAGCCAGACAGAGATGAGTGGGGCAATGGCTTGGAGGCTCTTGAATGTGCCCTGCAG
CTTGAGAAGAACGTGAACCAGTCACTGCTGGACATGCACAAACTCTGCTCTGAACGCAAT
GACCCACATCTGTGTGACTTCATCGAGACGCACTACCTTGACGAGCAGGTGAAGTCCAT
>BJ490758 ID   BJ490758   standard; mRNA; EST; 280 BP.
AGGGTTTGTGCACAGCCCAGCGCTACCGGGGAGCAGAAGACCAAACCCACGCAGAACAGC
GTCAGGGAGCTGCGAGGCCTGGGCCTGTCTCCTGACCTGATCATGTGTCGCTGTTCTACT
GTTCTGGAGACTTCCGTCAAAGAGAAGATCTCCATGTTCTGCCACGTCGAGCCTGAGCAG
GTCATCTGTGTCCACGACGTGTCGTCCATCTACAGAGTCCCCTTACTGCTGGAAGATCAG
GGCGTGGTGAGCTTTCTGAGCAGGAGACTCAACATGCCCA
>BJ490769 ID   BJ490769   standard; mRNA; EST; 631 BP.
CACTGTTTTTAGCTAAGCGCCGATTTTGGAACTGTTTTCCAGCGCAGTCAATAGGAGAAA
TTTAGCTTCTCTGTGTGTTTGTGAGTTCTATAAAACGCTAATGATGGTGTTTAAAAAAAA
TAAAAAGGATCAAAAAATTTGATCGTGTAAAGCACATTTACTGGATTTTGTGTAGTTTTA
ATGTACCGGTAGGTCATACTTGTAAACTGCCTTTGCTAGCCTCTGTATTTGCAGATAGTT
AGCAACCAGTAGTTATCCGATTCATCCATTGTCAGAGTAGTTCTATAATCAAACCAAAGA
ATAGGGCTGGTATTATTAGACTTCGTCAACTGATTTTAGTCACATCACCCATTCATACTT
TACTTTAAAATTCTCAGGTATTCAAGCTTTATGCTTTGGTTAGACGTTAACCATTGTTCG
CCTTTGCTGAGAGTAGAATAGGGTTTTAGTCTATATTAACTCGACTTTCTCATTTTTAGC
ATCTTATTTAGCCAATGCATGTCTTTTGATTAGCCCTGGAAAATTCTAGAAACACCGATT
ACTGCCCATGAAAAGGACTCCCAGCAACACAACCTGAAAGCATCGTATCTCACTGGGCTG
AGACTGTTTTTGATAAATTACAGTTTCCTCA
>BJ490773 ID   BJ490773   standard; mRNA; EST; 645 BP.
CGGCACGAGGGATGCAACAAAGATCTTTGTGAACGGCTGCTGGGTCGGAATCCACAAAGA
TCCTGAGCAGCTGATGAACACTCTGAGAAAGCTGCGCAGGCAGATGGACATCATCGTCTC
CGAGGTATCAATGATTCGAGACATTCGAGAGCGTGAGATCAGGATTTACACGGACGCTGG
TCGGATCTGCAGGCCGCTCCTTATCGTGGAGAAGCAGAAACTTCTGCTGAAGAGACGCCA
CATTGACCAACTGAAGGAGAGAGAGTACAACAACTACAGCTGGCAGGACTTGGTGGCGAG
TGGCGTGGTGGAGTACATCGACACGCTGGAGGAGGAGACGGTCATGCTGGCGATGACTCC
CGATGACCTCCAGGAGAAGGGCGTGGCCTACTGCTCCACCTACACCCACTGTGAGATCCA
CCCCTCTATGATCCTGGGAGTCTGCGCGTCCATCATCCCGTTCCCCGACCACAACCAGTC
TCCCAGGAACACGTACCAATCTGCTATGGGTAAACAGGCCATGGGTGTGTACATCACCAA



CTTTCACGTGCGCATGGACACACTGGCGCACGTGTTGTACTACCCTCAGAAACCGCTGGT
CACTACTCGATCCATGGAGTACCTGCGCTTCAGAGAGCTGCCTGC
>BJ490841 ID   BJ490841   standard; mRNA; EST; 626 BP.
ATTCGGCACGAGGAAACTTCAACCGCCCCAGTGACGGCCCGGTCCGATTGCCCATCGTAG
ATAAATACAAGGACATGGGCACTGTGATTCTAGGAAAGCTGGAGTCGGGCTCCATCAGCA
AAGCCCAGCAGCTGGTGATGATGCCGAACCGGGTGAGTCCGCCCAGAACCTTGGGGTTCA
TCAGAAGTTCCCCTTGGATGGAGACGGTAGATCAGCAGCTTTTCCTCTGCTGTGTTTGAA
CCTGCAGCACACTGTGGAGGTGCTGAGTCTGCTGTCTGATGACGTGGAGACGGACGACGC
CGGGCCTGGGGAGAACCTCAAGCTCCGGCTGAAGGGCATCGAGGAGGAGGAGATCCTACC
GGGATTCATCCTATGCAACGCAGAGAACCTGTGCCATTCGGGGCGCACCTTTGATGCTCA
GATCGTCATCATAGAACATAAATCCATCATCTGTCCGGGATACAACGCTGTTCTCCACAT
TCACACCTGCATTGAGGAAGTGCAGATCACGGCCTTAATCTGCCTGGTGGACAAGAAGAC
GGGCGAGAAGAGCAAGACCAGGCCGCGGTTTGTCAAGCAGGACCAGGTCTGCATCGCTCG
TCTGCGCACAGCAGGGACCATCTGCC
>BJ490842 ID   BJ490842   standard; mRNA; EST; 589 BP.
GAGGCTTTGGAGAGGTGGGAAAACCGCGCTGACATTTCTTTCAGTTTCACAGGCGCTGCT
ACAGGGACGCGCAGCCGGTGACCCATGGAGAAATCCAAGAACTTTCGCATTGATGCGATT
TTAGCCGTCGATACACCAAAGATGCAGACGTCACCGCTCGCGCTTGTGACTTCTCTGTCT
TCATCCTCCTCTTCTCCCTCCATCCCAACCTCTGGAAGCGTGGCAGCCCCGGAGCTGAGC
ACCAGCGCCGACTCTTTACGCGCTGAGACGCCGTCTCCTCCGAGGATTTCCACCTGCGGG
TTGATTCCTAAGCCAGGCTTCTTCAACAGCCCGCACGGCATGGTGGGACTGCACCCACAG
AGCACCGCAGGGATCCCGGCTCAGGCTCTTTACGGACATCCCATGTACACCTACTCCGCA
GCTGCGCTCACAGGCCAACACCCTGCGCTGTCCTACTCCTACCCACATGGCTCACATCAC
CATCACACCAGCGATCCCATCANATTAACAGCCAGCACTTTTCAGCTGGACCACTGGCTC
CGCGTCTCCNCTGCTGGGATGATGCTTCCNAAAATGTCTGACTTTAATT
>BJ490854 ID   BJ490854   standard; mRNA; EST; 132 BP.
TCTTTTTGTAACAGTTCCTGAAAGTGCGGATAATCTGCTCCTCACGTTGGTCTGGAATTA
GGCCGAAACGCAAATGAGAAGCACGCTGCCGACCTCCAGGGAGTGAGGGCAGCACTTTTT
TTTTTTTTTTTT
>BJ490902 ID   BJ490902   standard; mRNA; EST; 587 BP.
GAGGCTTACATCATCTTTTAAACGTGAACCGTATTTGATTTTTGCATTTACACTATACAA
GGCTGAAACTGTCAAACGTAGACGTTCTGAGGACTACGTAGCAGTATTTCCGCCTTCCGC
GGACATCCTTCAGACGCACCACGGTTCGTCGAAACTTTCCCCGGGACTACCTTTGTCGTC
ATACCGGCAGCCGGATCACCGAAGGCAGTAGTGCTGCTATGCAGATCGGAGAAACTCTAA
ACCATCATATGAATTTGTTTTTCCGTTGTGTCCAGACATAATAAAGGCTGATGTAATTCC
CACATGTTTACATCAAAGATGCTCACTGCGGCATTGCCCGCACTGAGTTTTGGCAGATAC
ATTTAGAAGATGCGTGTTGGTCCAAACGGCAAACATTTAGCATGGCGAACCTCCCCCCTT
TTTGTTGTGTTTCTCTTGTGTGACTGCGGTTGTCATGGAGGCAATGCAGCGACGGAAGGA
GGCGTTGCCTTGGGTGCTCCTGGATGAGGCAGGAGAGGGGATGGAGCANGAGAGGAAAAA
GAAGGGCTGCTCGGCCGCCTTATGGTCTTTCTCTGAGTTCTGAATGA
>BJ490904 ID   BJ490904   standard; mRNA; EST; 167 BP.
CTTCAGCCCACGGCAGCNATGAGCACAGAAGAGCAGCGTCAGAAAAAAACCCAAAACGTT
TAATAATATTTTACTGTTACACGCACAAATTTGTTAAAAAGCAAAACAGAAAACACAAAG
TAATTTGCTATTACTTTAAAATAGTTCTTTTTTTTTTTTTTAAAAAC
>BJ490957 ID   BJ490957   standard; mRNA; EST; 128 BP.
CTGTGGTCTTAAATATCTNACAAACTTGAATATTTCTTGAGTTAGGATTCTGAAATCAGT
GGTTATCTGTTTTCTTTTTTTTTTTGGGCTGGGAATTATANTATCTTTTAGNNAAACATT
AATTAAAA
>BJ490975 ID   BJ490975   standard; mRNA; EST; 613 BP.
GAGGCTTTGTTGTAATCGGCTGTTTCCTGTCGGTCTCCTGACTTTCTTCATGCACGTTCT
TTTCTCTGGAATTCAAGATTATTCTGCCGTAGGTTGGCTTTGGGTTTCTTTGAACTCTCT
GATTCTGTTGAATGTGGTCAATAATGGACGGCTGCTGCTCACTGGGATGGACTCGCCTCC
TGCTGCTGCGTGCTGAGGAGCAGCAGCGCTCCACCAAACTGCTGAGTCCTGCAAAGAGTT
TCATTTCTGCTCAAACCTTCCACACAGAGTGAAAACACAGATGGCCTGCAGAAGATGCTG
AGGGGTTCTCCGTGTTCTATGATTAGGAGAGGAATTGCTTTTTACATCAAATGGAATATT
CTTTGGTCTGAAGTAGCATCATCACACAAAACTGAATGAAATCGATTCTTTATTTAAAAT
CATTACAAATCTCAGATTACAGAACAGTTTGATTCTAGAAGGAAATAATTCATTTATAAA
TATTTGGTTTCATTTTTTCAAATAAAACGAAAAGTTCAAACTTTGTTTGGAAGACGGAAC
GTGTCAGTTTAGCCTCTGATGGAAGATGTTTGACTGCAGAGGATGACCCTCCTCTGACAA
CCCCCCCCCCCCC
>BJ490976 ID   BJ490976   standard; mRNA; EST; 615 BP.
CAGAGTTTCGTTCCATCTTTCAGCACGTCCAGACCGCTCAGTCACAGAGGAGTCCCTCTG
AGCTGTTCGCTCAGCACATTGTCACCATCGTTCACCACGTCAAAACTCAGCACTTTCCAT
CCTCTGGCTTGACTCTNAACGAGCGATTCACCTTGTACCAAAGAGAAGCTGCAGAGCAGG



AAATGAAGAAGTCCAGAAAAAGCCCAGAGATTCACAGGAGAATCGATGTTTTACCAAGTG
CTTTTAAGAAACCCCCTCAGCTTTTTGGGGGCGTGAAAAGCTCAGAGGAAGGCACTTACA
AGAGCGCCGGGGAGAAGGTAAAAGGCGACACAATGGATCTACGTTTGGACATTGAGCGTA
GAAAAAAATATTCATGCTTCCAAAACCAGAATCAAGAAAGAGACGTGGGAGACTCTGCAG
ATTTCAGCAAAGAGCTGTGTAAACAAAACCTCTCCNAACACAGCAACAAATTAAATGGTC
AGAAGCGAAGACGCTCCAGCTCATCCTCCTCTTCCTCCTCTTCTAAATCCCCAAAACCTG
AAACACATGAGACAGCCCAATTAAAAGATGAAGAACTTCACAAGACAAAGGCATGTCAAA
GAGAATTTGCAGTTC
>BJ490989 ID   BJ490989   standard; mRNA; EST; 673 BP.
TTCGCGGCAACTCAGGTAACGAAACAGGACATCATGAAACTGATGGCCATTCAGGAACAG
GCGCGCGGCGAACAATGCTTCCGTGATTCCGAGTGGGATTTGCAGTTCCACATTCAGGTC
GCTCTGGCGACGCAGAACTCCGCCCTGGCGGCTATCGTGGAAAAAATGTGGACCCAGCGT
AGTCATAACCCGTACTGGAAAAAACTGCACGAACACATTGATTCCCGTACCGTCGATAAC
TGGTGTGATGACCACGATCAAATCCTCAAGGCGCTGATTCGCAAAGATCCTCATGCTGCT
AAGCTGGCAATGTGGCAGCATCTGGAAAACACCAAGATCATGTTATTTAACGAAACCAGC
GACGACTTCGAGTTCAATGCCGACCGCTATCTATTCGCCGAAAACCCGGTGGTGCATCTC
GATACAGCCACCAGCGGCAGTAAATGAAATTCCTGTCCGACAGGCGCTGCAATGCGCCTG
TTTGTCTCGTCGGTAAGCGAAAAGTATAAAGTGTCAGCCTGTGTAAATCCTCTCGCCACC
CTCCCCTGCATTCAGCAAAATCAGACTCCACGGACATGTAATTTTGATAACGAACAACGT
TGACCTTTGTTACAATTAGATTCAATTTGAATTTATGTTTTTGAATGCTTTCTTATCTCA
CGATTTAACANGG
>BJ490999 ID   BJ490999   standard; mRNA; EST; 692 BP.
GAGGGTGATGGGAGCCGTCATCATGGAGGGCTTCTACGTGGTGTTCGACCGCGAGAAGAA
ACGGATCGGCTTCGCTGTCAGCACCTGCCACGTGCATGATGAGTTTCGCACCGCTTCTGT
GGAGGGCCCGTTTCACGGCATCGACCTGGAAGACTGTGGCTACAACATCCCACAGACGGA
CGAGTCCACTCTGATGACCATCGCCTACATCATGGCTGGGATCTGTGCTCTGTTCATGCT
GCCGCTCTGTCTGATGGTGTGCCAGTGGCGCTTCGCCCGCTGCCTCCACCCACACAGGGA
CTTCGCTGACGACATATCACTCCTCAAATGAAGGGATGGACTCACATGAAACCTATGCTG
AGCTGGGTTGTGTCTAAAGGGAATGGAGGGGATTCTTGACACACGTGATAGAAACAGTGA
ATGGCGTACAGAGTGACCCCGGCTGACCTGAAGTTGTTTGTGAGGAGAGTCATAATGAAC
TCGACACTAGCACAACACAAGGTGCAGCGGTCAGCATCCTCCTTGCCTGTTTTCAGCTAC
CTATGCAGATCAGCTTGGCTAAACGTGAGCTAAAAGGAAAAAAACATTGTTGTTTTTTTG
CATTTTATCAGTGTAAGTGAATCCCTGAAGTGCTGTTGTTTTGAGAAACCCAGAGAGTTG
GGAGTGATCTTCATGCANTCATGTCATGTCTA
>BJ491047 ID   BJ491047   standard; mRNA; EST; 620 BP.
GCACGAGGGCAAGAACTACTTTTTACTGTTGTAATGTAAAGTGTAAACTTAGTGCTCAAG
CAAAGGCTTTTGTGGTCTTTTTAATGTCTCCTTCATTCATTTTTTTTAAAGGTTTTTCTG
TGAATGAATGTGCCCATGCCCTCCCTTTGAAAAGGATAGGAATTGCTGTGTGCATCTGAA
CAGAACTGTGGAAAGTGTCTTGCATGAGCACGGTGATGTTGTGTCTCACGCACTCGAGTG
ACCCGATAATGACCGAACAACAGACTTGTGGTGAAATCGTCAGGCTTGTTTTTTTCTTTT
TCTTCATTCTTCTTTGTGGTGTAGTTGATGTCTTTTTAACCCGAATGATGGAACCCTTCA
GCATTTTTTTCCAACTCCAGTAGCCTTTTAAGTGTCTACTGTTTCTCTTCATTGAGAGGC
CAGCCAAGCACTACAGGTTTCACTTCTAAGAGTATTGAATACATTGTACAGAGTACAGGA
ATGTCAAAAAAGAACCACCTTTATCCTCTGTTTTTTACCTCCTTTTGATCCATTTTGTTT
CTCTTTTTTTATGCTTTCTTGTGACTACNAAGTCTTCCTCCACATACTGAGGTGGTAAAA
GTAGATTTAAGCATCTCTGA
>BJ491055 ID   BJ491055   standard; mRNA; EST; 587 BP.
ATGTATGGGTGACCCATGAGGAGATGGAGACTCTGGCAGCCCCCTCTAGAACGAAATCTG
ACTCTGAAGAAGGAAGCTGGGCACAGACTCTCGCCTACGGAGACATGAACCACGAGTGGA
TTGGCAACGAGTGGCTGCCCAGTCTCGGACTACCTCAGTACCGCAGCTACTTCATGGAGT
GCTTGGTGGACGCTCGCATGTTGGACCACCTGACCAAGAAGGACCTGAGGGTGCACCTGA
AGATGGTGGACAGCTTCCACAGAACAAGTTTACAGTACGGGATCATGTGTCTGAAGAAGC
TCAACTACGACCGGAAAGAGCTGGAGAGACGCAGAGAACATAGTCAGCATGAGATTAGAG
ATGTGCTTGTGTGGAGCAACGAGCGGGTCATCCGCTGGGTGCAGAGCATAGGCCTGAGGG
ACTACGCCAACATCCTACTGGAGAGCGGCGTGCACGGAGCTCTGGTCGCCTTGGATGACA
ACTTTGACTACNGCAGCCTGGCACTGCTCCTCCAGATCCCCAACCAAAACACTCAGGCAC
GTCAAATCCTCGAGCGAGAGTACAATAACCTGCTGGCGTTGGGCACC
>BJ491075 ID   BJ491075   standard; mRNA; EST; 297 BP.
TCGGCACGAGGGTTTTATCATCAGAACTGTTCACGGTGGTGTTTGTTTAGAGCAGAAAAA
CACATTTTTCTAAAATATCATTGATTCTAGTTTTTTTTTTCCTTCTAAAAAATGAAAAGG
CCTCGGCCTCCGGTTCTGCTGATGGCCTGCANACAAACTGGNGCTGAAAAACTTGTTTTT
CAGGGACACTTGGCAAAGNGGGNGTTAGGNCCAAAATGTCTGTCTATGCAACTGAAATTT
GCTTGGAGGAANAAATAAAAATGCTCGGTCAAAGTCCATTATNATTACGGGCCAGCA
>BJ491088 ID   BJ491088   standard; mRNA; EST; 119 BP.



AAAGGGGNANCCCCCCCCTNGGCTNACNTTTGGTNGGTNGGGGGGNAAGGGNACGNAAAA
GGNNATGNAAAAGGGGGAGGATTTAAAACCNNTNCCNGGGNANAANGCNGGGGCCACCC
>BJ491094 ID   BJ491094   standard; mRNA; EST; 733 BP.
CGGCACGAGGGTCAGTCGTCTCTCCGTTTATAGCGCGGGAGCTGTGCTGTTGAGGAGCTT
GTGCGGTCAAGAAACATGGCCTCCAGTGGTACTATCGTCTGCATAATCTATGCTTTTGGG
ATTACTGTAGGAGTTGCCAACTCGTCATTGAAGCTGGAATGTGACGAAACAAATACGGGG
CAGTTTGGCCAACAGTCACTGTTGAAGTGTGTCATAAAGCAACCTGCTGTAAAAGTCCGC
GTGGTCATTTGGCGCAAGGTGGGCGAGAATGAAGAAGCCCTCCTGGTTTTCGAAGACACG
GTGAAGAAGCAGGTGCAGGGCTTCGGGTTTGTTGAACCTTTCTGGATCACGAACAACCCG
GACCTGTCCATGCTGATCAACAACACAAAGATGGAGGATGAGGGAGAATACCTCTGCACG
GTGGTCACGGATGCGGGTGAAGGCGAGAAGATCACTCAACTCAAAGTGAAAGCCAGATAC
AATCAGCCGACCATTAAACAAACCAAAAAAACAAAGACTTCAAATGTAGCAAGCTACCTG
ATCTGTGAGTCTTTTGGAGGATACCCAGAAGGCGAACTGCGCTGGTTTGACGAACACGAC
NAGGACTGGACAAAGAGCTCAAACATGACAGTAAAAAAGACGGATAACGGTTTGTTTAAA
CTCTCAAGCTGGCTGCCATTGATGTCAGGATCCACATATGAAAGCTACACCTGCAAAGTG
TATGATGGCNAAG
>BJ491100 ID   BJ491100   standard; mRNA; EST; 622 BP.
GTCCACATGCTGACTCGGCACAAAACAGTAACAACTTTGCAATGCTTGGTGTATGTTTGA
TCCTATTTTTTTAGAGGATACTGGTGCACTCGAGCAGGAGCTGGCACGGCCTCTCCTTAG
AGCGATTTCTCCTGCCCACAGACCTTCTGTAAAGATGGACACCTCTCCATGGTCTCACAA
AAACTTGCTTTCAAAGCTGCGCTAACAGGATGGCAGTGGGTCAGCACTGGGGCGAGGGGC
CGGCCCAGCCCGGTTCTGTCAGAGAAACGGTTACTTTGACTGCAGGCTGCTGTCCGACGG
ATTCCTGACATTAGTCTGTGTGCAGAGGAGTTGGGTAGTCCATCTTTACATGTGGTGTGT
GGGACATTCTTCTGCTTCTCTGAATCTCAAGACCTTTAAATCAAACTGAAGCCTTCTTAT
CCTGTAAAGAATTCATTGAAGCCATCAGATCCAAAAACTGCAACCCAGTGCAGCTGCTGT
CACAAGAAGAAGCCATGAGGAGATTTTTGCCAAAATTCCCTCACAATTTTAGCAAAATGT
TGAGACTAACTCCGATNAAGAATGAGATCCATATTTATGATGCCAGGTTTTGTGTTTTAG
ATTGAACCAGTACTTTCATTAG
>BJ491120 ID   BJ491120   standard; mRNA; EST; 390 BP.
GAGGTTTTTCTCTGTTTATGTCTATTTTCTCAAAGGTTTGTAACTATTTGTATCATTACT
TACTACTAATACTGCACAATATCTCACTGACAATGAATCCNAGGACTTGCAATTTTGTTA
CCACTGTTTAACTGTGAAATTCTAGCTTCAGCCATTCAAATTTGTAACTTTTCGGCTTTG
TTTTCACATTTCTTAATACTGTTACAGACATGTATTTTTTATCTGTATAATTCGCATCAA
ATCCATTTTTGACAAATTCACCTTTTTTTGCTCAAAGTGCAATATTGATGTTTTTAGATG
AACAACCTTTGCATTTGGTGGATAATGTTAAAGTGGAATACAATTAAATACGGTGCATGG
TGTGACCCTATGTATTTACATACACGAGAA
>BJ491123 ID   BJ491123   standard; mRNA; EST; 316 BP.
CGGCACGAGGGTCATCTCAGAACATTCCCATCCAGGCTACATCCCGTAAGTTGGCACCTC
GCTATATTGGTCCCTATGTCATAGACCGTGTCATCAACNCCTCTTGTGTCCGATTACGCC
TGCCAGCAGCACTCAAGGTCCACCCTTCTTTTCACATTTCCCAAATTAAACCTGTTCATG
AAAGCCCTTTGTGCCCGCCGTCCACTTCCCCGCCGCCCGCCCGTATCATCGACGGCGCTC
CTGCCTTCACGGTTAGTCGGGTGTTGGATGTTCGGCGCCGTGGCCGTGGCTGGCAGTTCC
TGGTGGACTGGGAGGG
>BJ491126 ID   BJ491126   standard; mRNA; EST; 150 BP.
GGCACGAGGCTTTATTCTGACAGCTCTACTTCCTGAGCATTTTGTTGAGCTTGCATGCGT
GCTGACAGCAGCTCGCTGCTCTCACACTCGCGTGCTCACATAAACTCNTACATGTGTATG
CTAATAAAGCCAAGATGACAAACTTCTCAT
>BJ491129 ID   BJ491129   standard; mRNA; EST; 309 BP.
GTTTGATATATTCTGTAAATCTCANTGTTTCCGTGTCGGTGAACGAGGCTAGAGTCTTCT
NCATTGCTATTTCACATTTTGAATGTCTTTCCTCGAGTCGAGCTCTTCCCCATCGAGTCA
AAGACATCATTTTGACTTTTTGGGAAAACTTGGCGTTCGCGTCGCTGCTGAGCACTAAAC
GAAAAAATTGACTGTCGACATACAATTACTATGAGGTTATAGCTTCCTTCTTAGACTTTT
CTTTCTTTCGTCTTATTTTTCCACACCCCGCTACAAAAGGCTTTTTTTTTTTTTCTTNGA
AAAAAAAAA
>BJ491137 ID   BJ491137   standard; mRNA; EST; 117 BP.
GGCACGAGGGACGTTTTTAGTCCGTGGACGGTGGTGTAGTGGTTGCCTCTAAGCAAGACA
GCCCTGTTCCTTCTTTGTGTAGATGTTCCCCACAAGTCTGCCCCCCCCCCCCCCCCC
>BJ491159 ID   BJ491159   standard; mRNA; EST; 638 BP.
TCGGCACGAGGCATACTCATTATACAGTGATCGACTGAAACCTCCCTTTGCTGTGTCATC
TAACCCCTCTCCTTTTGACAGCCATGCAATGTTTCTAAACCCTTTAACGAGTGACTGTAA
AGGCTTGCCACAAGTGCCTTCCAGTTCTAAATCAAACCTCAAATTAACAATCGAGCAAAA
AGACAGCAAGGACCTCACATCACAAAGAACAACCTACCTCAGGAGTAGCTCTGATGACCT
CAGAGTTTTGAAGAGTTCACCTCGAAGCAATGCTGGGATGGACCATTCGGTGCCTTCCAA
GGCTGGCATCTCACCCATCAACACTGAACTCTGTGGATCACTGTCCTCTTTCGCACATGG



AGGGTGTTCTCCACCAGCAGGCATGGGTGCGCCCTCCAGCTGCCTTCCTTCAAAGCCTAC
CTCCGCAATTCAAAGCATTACAGAGGATGCATTGGACCTAAGGAAGACCAAGCAAGAGGG
GCAAATCATAGGCTACAAGACTCTATCTTACCCCCTTACTAGAGAGAATGGAAAGATTCG
ATATGAGTGTAACATCTGTAAAAAAATCTTCGGACAACTTTCCCACCTCAAGGTTCATTT
ACGAGTGCACAGTGGAGAGCGCCCATTCNAGTGTCAGA
>BJ491222 ID   BJ491222   standard; mRNA; EST; 289 BP.
TTGGACTCCATTTGTACAGATCAAGCGAGGAAACTGGGGAAGCAATTGTCACTTTTTTTT
CCCACTTTTTGTTTTTGGTTTTTGTGTCCATTTACATTTCCAGCGATGGAAGTGTTATTT
TTTTACTGTACTTTTTGGTACCTTTTTTGAATCTAATGTATTGTATGGTTGTATTTTTAC
ATGTCAACTGGATTTACACGTGTGGAGGAACAAGAGCTTTGAAAGCTCTCAAATAAAATC
GTTTAGTTGTTTTTTTATTTCCTGGGTTTTTTTGTTTGTAAAAAAAAAA
>BJ491229 ID   BJ491229   standard; mRNA; EST; 690 BP.
TTCGGCACGAGGAAAAAACCCAGGTGTGACACTAATTTATGCGAGAATTGTATTTGGTAG
AATAAATAACTACATAATTTCAAAGAAAACTATTTTATTTAACAGCTGAATAATAGAACC
ATGCAGGATAAACATATCTGAATCATCAAAAAAGAATCACAGTTCATATTTTTTTCTAGA
ACGAGAGAAAAACAGTTGTTAGATTATAAGGAAAACAGGCTTCTTTTTTCTTTATTTTGG
AAAAAAGGTCCAATTGCTTCTTATTTTTATGAAAACACGCTGCGCTGTTCTCCGTAGGTC
CAGAGTTAGTGTGTAAAGGGCTTCATACATTATTCTGACTATCGTTTTGGTTTGGGAACC
TGGGCCTCTCATCCTGGTAACAGACAGATGACAAAGCAAATGATGGCAGATGTTTTTACT
GTAAAGCGTGACCTTTCTTCACAACATGGAGCTTCACTGTGACAGTAAGGCTGGAGGCAA
GTGATGACGGACAGAAATGGCAATACAAGACGATCAGTCCACAAAACAAGCAGTTTTCCA
ACATAAGTGTAAAAACAGGTTCACAATCCACTTAATATAAATTAGTAGAAACTCTGAGTT
GCATTTTTGTTATCATGAATGAGCTTAACACTCTGTGAGCAGTGCTTGTGCAAACTGGAT
CGAGCTGCCAGCAGACCATACCCACCCAAC
>BJ491244 ID   BJ491244   standard; mRNA; EST; 220 BP.
ATTTGTGAAACGTTANCACCTCANGNGTTATGGTTTCATTCGGCCCGGNGGCCAACTGCA
ATCACAGCANCTTCACGCCGTTTTTACNGGTTACCGTGAGCATAANGGCNTTTATGTACN
TACNGCAAACATACAATCCGTCCTCCTGCTTTTAATCCTCANCTGGCTTCTTGTTTCAAA
GTTGCATTGATNGNGTTGNGTGAGTTAAATAAAAAAAAAA
>BJ491306 ID   BJ491306   standard; mRNA; EST; 421 BP.
TCGGCACGAGGCAGAAGCCTGGCTGTGCTGAGTCAGGTAAAACAAAAGGGACAAAGACTT
GAAGAGTGTGAAGAGGCCTGTGATATTGCCTGTCATCGCAAGGCAGTTACATAGATTAGG
TTTTATTGCCCCATAAAGATGAAAATTATGCAAAATAATCCAGCAGATAGATGATTGGAT
GCCAGCCAAAGACACAGGCTGTGGCTCGACACGGCCGCACTTTTCATACGTTCCTCATTT
CTCGTCCTATTTAAAACCCAAACGGTTGTCTTTGATAGTTCATGTGTTTTGTAAAGTTGG
AAGTCATTTGTTTTCCTCGTCAGTCGTGCTATTTATTTGGAAATCCCTCAACACTAACGG
TTATCAGCCATTTGTTTTTTTTTTTTAAANAANCCGNACGTTAGGNGACCTTTTTTCNAA
A
>BJ491319 ID   BJ491319   standard; mRNA; EST; 652 BP.
CGGCACGAGGAATGGATGGATGCTGACCTAGGAAGCCAACCGTCCAGAGAACAGGGCAGT
GCGCCCTTGGATCATCACCATGGGACATCGGCCCATGTACTGCTCTGATGACGATCAGGA
CGACTGCACTAAGTTTCATTCCTTTGTCAGACTGGGCCGGAACGACACCAAGCCACCAGC
TCCTGGCCTTGAGGATTTGTTTTACCGCTATGGAGTGGATTTGGAGTTGTGGGCACATGA
ACACACATATGAACGACTCTGGCCGGTCTATGGTGACAAGGTGTACAATGGAAGTGCAGA
TCAACCTTATGTGAACCCCAAGGCTCCAGTACACATTATCACAGGCTCTGCTGGCTGCAG
GGAAAGGACCGACAGGTTCCAACCAAACCCTAAAGCATGGAGCGCCTTCCGCAGCACAGA
CTATGGCTACAGCCGCATGCACATAATCAACGCCAGCCACATTTACCTAGAGCAGGTATC
AGATGACCAGCATGGCAAAGTGATTGACAGCATATGGGTAGTAAAGGAAAAACATGGCTT
CTCTTCTTGGCTGTGAGGACTCGTCATTACCAAAAAAAAACTCATGTGCGCCAAAATGAT
AGATGTAATTTACATTTCCTGAAATATGTGACAATGTTTCATTGCTTTCCTG
>BJ491332 ID   BJ491332   standard; mRNA; EST; 647 BP.
CGGCACGAGGCTCCTTCAGGCGAGCTGGCGCTCGGGGGGGAGCAGAACCCGAGCCTCGGG
GAAGCGGACGGTGCCGAAGACGCCCGCAGTCAAACCAACACCGAGCTCTGCGTCGTCCAA
TGAGACGCAGGAGGAGGCGGGGCTTCTCAGGACTCACACTCGTCACTTTATTGTTTGATC
CCGAGGACGCTGTGACAGAAATGCTGGAAGATTTTAAACTTTTCTATTTAATGTTTACAT
TCGTCTCTTCTTTCTATGGCGTTTTTGCTTTGTTCAAATTGTCAGAGATGAAGGTTTCAA
CAAACTGCGGATGACCTTTAACCTGTGAGCTTCCATGTTTCTCCTGCCGAGGCCCAGGAC
TACGTGCACGAGTGTGCACGCACCACCAGCAGACCTTGTTCTGGACTCGTGTTTTATCCT
TATTGCAATCAGAAAATATGTCAAACTTTACTGAGACAGAATCTAACTCAATACAAATTG
AATTTTTATTGTAAAAAGCAAAAAAAAAAATTTCGCTGAATAATATTTGAAAATGGATTA
TATTTGTTGCTCAAAAGCGCCNAGCTGCTTTTGTCCCGTTTTAACGTCAGCCTGCAGGTC
TGCATTCGCCGGACTGAANAAAAACTGACGCACTTGGTTTTCCTTAA
>BJ491348 ID   BJ491348   standard; mRNA; EST; 132 BP.
AGTCCTGCTGGTACCTGGAGGGCAGGTATCCCATCCACTTCATATGTCGCTCTTATGAGG



ACTGCTGTGGGACCCGCTGCTGCCTGCGGGNTCTGTCCGTCCAGAGACTCTGGTACTTCT
GGGTCCTGCTCA
>BJ491368 ID   BJ491368   standard; mRNA; EST; 564 BP.
TTCTTGCTTCAACAGTGTTTGAACGGAACTTCCTCCGCGTTGTCTATCTCGAACATTTTG
CCTTCCAGCTGCTTCAATCCTGCGCTACTTGAACGCTGCCTAAAGAAGTTTATTTTTCTA
CCGCCTTTTGTTGATAAAAGCGAGAAAAACCAACCAGCTTAGATGGAGTCCCAGGTGCGC
CAGAACTACCACCGCGACTGCGAGGCCGCCATCAACAGGATGGTCAACATGGAGCTGTTT
GCTTCTTACACCTACACCTCTATGGTAAGATTTGAAGGCTATTAAACAATTTTAAATCAA
TTGTATTTGCGTTTTTTTTTCGGTTTCCTGCACGGCTAGTTGTGTTAGGCCGCGCGTGCT
CACAAGCGCTCGGTACGCTATGCTAGCTTTTCCTTGTTTACGTGTTCATAACTGCTCTTC
TGAATTATTTGAAAGAACTTTTCATGTAAAGTTAACAAAAGGTTGTCTGGTTTATCCTGA
CGTTTGCTTGTGTCCCGTCTCTCCCTCAGGCCTTCTACTTCGACCGTGACGATNTGGCCC
TTCCAGGTTTCTCCCATTTCTTCA
>BJ491371 ID   BJ491371   standard; mRNA; EST; 557 BP.
TCGGCACGAGGCTAAAACGCCGTCACACACTTGACCTCTGTGTCCCCCTGCTGTCTGCAC
CAACAGCTACCTCTGGAAAAAACAGGCTCATGCACACACTCCCTCAGAGGAACTCAAATT
TACCCCCCTCCCCCTCACATGCACACCTCCNTCTTTGTACCAAAAGACATCAGACTGAGG
AGTTTCATCTCCATGGAGACAGATGGCAGCTGAGCTGTAGTTTCACTGGTGTGAAGATTC
AGGTAAAAGAAACATTTCCATTAAGATCTGCTGTAGAAGGGCGTTCAGCAGGATTTGAGC
CTGAGAGGAGTTCATGGTTCCAAAACCGTGGAAGGAGGGCCTGCATTAACATGCGTTAGG
TGAAGGGGGGATCCTAGCTTTCATGTGTGCCAGAACTTTAGCTAGATGGTTAGTGAGTGT
AGTTTAGATTCCTAATTATTGACTAAGCACTCTGGAGAAAAGACCCCCCCCCNNAAAAAA
CNNAAAAAAACAAAACCCATCTCCNGTTTCCTTTACTTCAATCTGTGGGAAAATCTGACC
CTGTGACCTCCCACAAC
>BJ491379 ID   BJ491379   standard; mRNA; EST; 572 BP.
TGGGCGCTGGATGCGGCGTCATGCCAGTGCAGGTGCACCGTCAGAGCTGCGAGCTGTAGT
CGGAAAGGGCAGAGACTCAATCCCCGCCACTGCAAATGTGAAGTCACAAAGACCTGATTT
GACCGCTCACCTCCTTAATGCTCCACTCTCATCACCCACTCTTACCATTATGTGCCACCA
TGGACGCTTGTGTCATCCAGTATCTCAAACTGAAAGAAATGTTTCTGGAAACACACAATC
AAAACTTATTGCATCATTACAGCCAAATGCACTCAACTATGCCATTGCCTTCCCATATCC
TCGTTTCCAAGACAAAGCTGGTTTTCAGGAACACATGAATGGAGGAGTAACGTGACATTT
GGATGGGCGAACTGCATCTTCCACAGATGTGTGAGCAGCATCTGCTACAGGCCAATAAAT
CTGTTGTGCTTTTTCACAAACTTCCCTGAAACCAAACTGCACAAAACGACTGATGCAGAG
CGTTGCGGACGAACAGGCACCAGCCTCACACAGGATCTTCTACCTGTTGAGGTTTCAGTG
GAAGTTCCTTCCCAGGATTATGCCCTGCTCCA
>BJ491392 ID   BJ491392   standard; mRNA; EST; 623 BP.
GAGGGTTTGAGAAAACTTCTAAAAAAAAAGTGATATTCTTCTGTGGCATCCATTTACTCT
GACTAGAAGTTTATCCTTCATAGTTGGTCCTCAATATTTTAATTATTGCAGCAGCTGAGA
GATCGAGTAATTGTGAAAACTTTCACACAATCCCACTTCCAAAACATGAGAAACCTCTCT
TTGGGAATATTAGTTCAATATCCGGACTCTCTTCTGTAATTGTGTTTGAAATATCTGATG
CCTTGAAACTTCTGTGAGTTTAATGCACTAAACATACTTGAGATATTTCTCCATTTGTAA
TTTTATAAATACACAGTAGTAGTCCTGAACTTCCAGGGAATGTGCAGCATTCAAGCACTA
ACATAACCACCCATCANAAACAAGAGGCAGCATTTTTCAGCTCAGTTAACCAGTACTTAG
TAAAAATCACTAACATGTAGAAAACCAGCTCCATCTGTGCTTAAACCATACCTTGTTCTT
TTGTGCTCTGACACAGTTTGACTGATCCGTCTCAGTGAGTGAACAGTATCATCTAGCACT
ATCTAAGATCTGCATTTCTAGTATTTAAATTGTCTTTCTGGATAAAAAACAAACAACAAA
GCCCTTGGGTGGATTCAGCTAAT
>BJ491409 ID   BJ491409   standard; mRNA; EST; 612 BP.
TTCGGCACGAGGCAAGAGAGTGGAGGTCCTTGCTGAGGCCTGCACAGATCTCATTTCCCA
TCACAAGCAGCTGACTGTGGGTCTGCCTCCAGAACCCAGAGAAAGAGTGATAACAACGCC
ACTTCCCCCTGAAGAGCTGAACACTCTGATATATGAAGCCAGCGGTCAGGACATCAGTGT
GGCTGTTCTGACTCAGGAAATCATGGCCTATCTGGCCATGTATGTACGCTCCCAACCTGC
TCTGTTTGGGGACATGATCCGACTCCGGATAGGACTCATCATGCAAGTCATGGCAACAGA
GCTAGCTCGTAGCCTTCACTGTTCTGGTGAGGACGCGTCCGAGAGTTTGATGAGCCTGAG
TCCCTTTGACATGAAGAACCTGCTGCACCACATCCTCAGCGGCAAAGAGTTTGGGGTGGA
AAGAAGCATGCGCCCGATTCAGTCCACCGCCACCAGTCCTGCAATCTCTATCCATGAACT
GGGTCACACAGGAGCAACAAAGAACGAACGCACAGGAATACACAAGTTAAAGAGTGAGAT
TAAACAGCTGGATGACTCTCGGCCTGTCAGTGTGGGTTGGCTTTGACAATATCAAGCATG
TGACTTGCTTAT
>BJ491460 ID   BJ491460   standard; mRNA; EST; 584 BP.
TCGGCACGAGGAAGGAGCTCGACAAGCGGGCCTCCGGCCAGGCGTTCGAGGTCATCCTAG
GTGCTCCCGCCCCCGATGCTAAAGGAGACTTCCCCCTGTCTCCTCCCAAAAAGAAGGACG
TCTCCCTGGAGGAGATTCAGAGAAAGCTGGATGCCGCAGAGGAGAGACGCAAGGTAAGAA
ATGAGCACCTTCGAGTCCTAAGCTGTCGACGGGGCAACCCCTAAAACTGTTCTTTCTCAG



AACCATGAAGCCGAGGTTCTGAAGCACCTAGCTGAGAAGCGAGAGCACGAAAAGGAGGTG
CTACAGAAAGCAATGGAGGAGAACAACAACTTCAGCAAGATGGCTGAGGAGAAGCTCAAC
CAGAAGATGGAGGCCAACAAGGAGAACCGCACCGCCNTCATGGCAGCCATGAACGAGAAG
TTCAAGGAGAAAGGTGGGTGACTTCACCCCCCCCTTCCTCACCCTCCTGCTGGGTCACTC
AAAACCTCTTCTCCTTACAGGACAAGAAGTTGGAAGAGGTGCGAAAGAACAAGGAGACCA
AAGATCCCAACTCGGAAGAGGGCACCTCANAAAACTGAAGGCTG
>BJ491465 ID   BJ491465   standard; mRNA; EST; 600 BP.
GAAGTTTGTCATCAGGAACATAGTGGAGGCAGCAGCTGTGAGGGACATCTCAGAGGCCAG
CGTCTTTGACTCGTATGTCCTTCCCAAGCTCTATGTGAAGCTGCACTATTGTGTCAGCTG
TGCCATCCACAGTAAAGTGGTGAGAAACCGCTCTCGTGGAGGCCAGAAAAGACCCTGGCT
CCCAGTACCCCCAACAACCTGCAGCAGGCTTCTCTGCCCCTGCTGTCCAATGACGACTGC
AAACTTTACTGGGGCAGCAACATCTCTGATGTCATGATCTGTGCTGGAGGAGCTGGTGCC
ACCTCCTGCATGGGGGATTCTGGCGGTCCTCTGGTCTGCACTAAAGACAATGTCTGGACC
TTGGTGGGTATTGTCTCCTGGGGAAGCAGTAGCTGCTCCACCAACACTCCTGCTGTCTAC
GCTCGTGTCACCGAGCTCCGTGGGTGGGTCGACCAGATCCTTGCAGCCNACTAAATGTTA
GCGATGGATCATACCTCCNGGCCTTGGGTCAGCCAGGCCTCCTGAGGCCACCTGAACCTG
CATTTCANCANAACACGAGGAAGCCGACNATAAAAGTTTACACATCTTTCANAAAAAAAA
>BJ491478 ID   BJ491478   standard; mRNA; EST; 335 BP.
TTCGGCACGAGGTATAAAGGGACTAGACTTCATTGATGTGATTTACGAGCCTCCAATCAA
ATGAGAGTACAACACTTATTAAATAAGGGGATTTACAGTCAGAACTGCTGATGGGATTTA
ACTGCTTATAAACGCAGATCAACTCACAATGCTCCACGTTCTCTTATTGTATCATACAGT
CGGGCAGCTTGTTTCACCAACTGTTTACTTCATCTAATTCCCAAACAAGCCTCAATTTGG
ATGTGGGGGCGTGCATATTTATATGAAGTGTATTTATTTCTGTCATTCTATTTAACACGC
CTCTTTTTTTTTTTTTTTTTNAAANNAAAAGGCAA
>BJ491504 ID   BJ491504   standard; mRNA; EST; 435 BP.
AACCCGATCTGTCCCTTTAAATGGGAGAACCCGATTAACGGTGATGCTTCCAATATCGGA
CAAAACAGCTTCACCTCGCTTGTTACTGTAACCTTCAGGCGCTTCCAGCGCGCACGAGTC
ATGCCGGGGATTAGGCATGCAGCCTCCACCTTACTTCATTCATACNATGAGTTTTAATCA
AGAGCAAAGCAGCGCTCAGGAGCATATGGGACGAACAGACGCCGCATTAATCCCAGCGCC
CCTCTTGTCCCCTTGCGCGGACTGCTGTCCTCTCTCGGTGTTTCTCTGCAACGCANCGGC
CTGCGAGAAGTTCTAGGCCGCGGCGGCTGCAGGGCAGCTTTGCACGGAGGCTGTGGTCAC
ATCAAAAATAAGTCTTACTGGAGGGATCCAGGCCATTCTTATATAGGAGGAGGTTTTCCA
GCAAAATCTCCCCNA
>BJ491508 ID   BJ491508   standard; mRNA; EST; 596 BP.
TTCGGCACGAGGGTTTAGAGCAAGAGGTTGAAAGGCTGACTGATGGAGGCGAATTGGAGA
ATCTGAGAAGAGAAAAGCAGCACTTGGAGTCTGAGCTAGAAAGGGCAGAGCACGAGAGCG
CCACCTATGTAACAGAAGTCAGAGAGCTGAAAACTCAGCTCACGGAGACGCTGTCCAAGC
TGGAGGCGGAGGAGAACGAGAGGCAAAAGGTTGCTGGTGACCTTTACAAGGCCCAGCAGT
CTCTTGAACTCATCCAGGGGGAGCTCTCAAATCTGACGGACAGCACTGACGACTTGATCG
AGAACAGCAGTCTGTTGTCACAGACGGAGGAGATGGACAAGAAGGAGAAGATGACTGCAG
GGCTGAATCAAACCGTTCGAGAAATGCAGCAGCTGCTTCAAGCTGTCAGCAAACAACTCA
CTAAGGGACAAGATGAAGAGGCTGAAAAAGACCATCCTAAGGTATAGTGGGAGCAGAGCA
AAGCACCTTGCAGCCACTCTGACTGCACTACACAAAGGCCACCTTTGAGCTTCAAACCTT
TTTTCCACCCCACTATACTTCCCGCCACAGCCNGCCNCCTCCCTCAACACCCCANC
>BJ491518 ID   BJ491518   standard; mRNA; EST; 469 BP.
ACGGCGGGCCCCGAGGCTGGGTGTTGTTTCTTGGAGCTCTGGGGCTGTGGCTGGTGGAGG
TGATCATCAACACAGAGTGGCTTATCATCACCGTGGTACGCCATCCACTGGCGCNGATCA
ATGCTACAGGCGCAACCGGCAAAGCCACGGACACACCGTGCAACATCAGCAACCAAGACT
TCGTCATGGCGCTGATCTATGTGATGGCGCTGATCCTGGCTGTCGTGGTGGCAAGTCTGT
CAATCATGGGAGGCAAACATACGACGTGGAAGAAAGAGGGCGCGCCGGTGCTCGTCGCAT
CCCTGCTCTCTGTAGGCATTTGGGTGACGTGGATCGTCATGTACGTCTACGGAAACGAGA
CCACTGGGGGTCCCACGTGGGACGACCCCACTCTGGCCATTGCTTTGGTGTCAAACGCGT
GGGTTTTCATTGTTGTCTACACCATTCCACAAATCTGCTGTGTGACCAG
>BJ491520 ID   BJ491520   standard; mRNA; EST; 451 BP.
TCTGTCCTGCNATANCCTGCCNTGCGCTTTGCCAAGAGACAGACTTTCCTACGAAAGAGG
CTCTCGGTCGGATTGCGTGGGAGAAGATCCCCTTTCTTTGTCGTCTTCTTCAGGGAGTAA
AAGTAAAATCCCTCGTCCTGTAAGCGCTTCGTTTCTACCGGAGCAGCTCAACAGCAGATT
TCTGCCTCGACCGCCTCCTGGAAAACCCCCCATCCGTCCTTGTGTTGATAGCAGGCGACG
GCGCTTAAGGGTTCGTGCCAGCAGCACCAGCGATGCAGACTTCTTGGCCAGCCTGACCCA
GCTCATGCAGGATCGTGGAGGATTGCTCCTCAGCCCCCCACATCGCCTTCGCAGCTCCTC
ATCCTCACTTCAGCGCTCGCTAAGCTCCTCCCCTTCGCGACAGGAGCTCCGGGAAGGCGG
GGCGCTGCCGGGATGCTGCCATTCCCCATCC
>BJ491523 ID   BJ491523   standard; mRNA; EST; 623 BP.
GAGGGGCCGGCGGGGGTGTCCTGAAGAGGCTCAAGTCCCGCCAGAACAAGGTGGACAGCA



GGCCCGTGGCAGAGGAAGACCTGCGGACCAAGAGTGGACCCATAACTCCTGAGGATGTAC
TGGGGCTGCGCGTGGCTACGAGAGGCTACCTCTGCAAACCAGAGGAGAATATTTATAATA
TCGACTTTGTGCGCTTTAAAATCAGAGACCTGGAGACAGATACTGTCCTGTTTGAGATCG
CTAAACCCCCACATACAGATGATGAGGAGGAGAACAGAGCGGGAGATGCCAGTGCCGGCC
GCTTTGTGCGATACCAGTTCACCCCGGCCTTCCTGCGGCTAAGAACCGTGGGAGCTACGG
TGGAGTTCACGGTCGGCAGCCGGCCTTTGAACAACTTCCGCATGATTGAGAGACACTACT
TCCGGGACCACCTGCTGAAGAGCTTCGACTTCGACTTTGGCTTCTGTATCCCGAACAGCT
GTAACACATGTGAACACATCTATGAGTTCCCTCAGCTCTCCNACAGTCTGGTGCGTCAGA
TGGTGGAGTGCCCTTATGAAACCCGATCGGACAGCTTTTACTTCGTCGACNACAAGCTGG
TCATGCACAACAAGGCAGACTAC
>BJ491527 ID   BJ491527   standard; mRNA; EST; 560 BP.
AGTGATGGATGAAAACCATGAACTTTGTCTTTAAACTCAACTCTTTGTTCTGGATTCANG
TTGATCAGCTGCAGGTTGTCAAAGACCAGCTGTGCTGCTCTGGTCTCAGCTTTGAAGTCC
ANCTCGTCCCACCTGACAGAACTGGACCTGACATACNACAACCTTCATTCTTCATATGTT
CAGCAGCTCCCGGATCTGGTGGANAGTCCAAACTCCAAACTGCAGACTCTNAGGTTCTGA
GTCTGATGTTCCTCCTGGGGGAGCAGAGAGGAGCAGCAGCAGCAGCTGGTCTGCANAGAT
GTTGTGACTGGACGGTGTTCCTGGGAGGTGGAGAGCAGAGTGATGGAGGAATCACAGGAA
GTGGAGATGAGTGTCANAGTTGCANCAGGAACTGATCTGAGATCATCTCCNCTGTCTCTC
TCAGCATCAAGTGGACAGTTATTGTGCTGCAGCTCCCCCGGTGGACTGATGGAGAACTGC
ACTTCCTCTTCTCATTCTTACTTGGAGTGTTGATCTNAAACATGGGTTGGATTCANATGT
TCAGCANCTCCNGGATCTGG
>BJ491541 ID   BJ491541   standard; mRNA; EST; 661 BP.
TCCACTCCTTCTCCTTCAACATGTTTGAGTTCTCTGGAAAGGAACCTTCAGAAGTCTACC
TTCACTGCCAGCTGCAGCTGTGTGTCAAAAAGAACAACAGCTGTGAGCCGGGTTGCTCTG
GTCCATCTAGAAGACGCAGATCTCTCAGATACAGACGTGGAGCTCTAGCCTTGATCAGCA
TGGTCTGGACTCCTTAGGTGGTTTCAACAGAAGCGTTGACCTTTCCTGACTTGATCCTGG
TCGTGAACCCGAATGTGTGAAAGATTCTCAGTTCTTGAATGAAGTTTTTAATCAAAACTT
AAACTGTTGATTTTAGGGTTGAATTCTGTAGAAAATACAAACCTTTATCCTAGATATCAT
TTTGATCATCTGATTGGTGCCTTAGTAATGACATGGGAAAGGGAAGTGTGTGAGTTTCCT
TTAGCTTCTTTATAAAATAAAAAGGATGTACTTTAAGTCAATCTGAGGAACTCCCTGGAT
AATTACCATTAAATAATATNAGATTGTGTAAATTGCCTAGAAATAATTTTTAGGGTTTTG
ACTGGTTAGATTTTGATGGATGATAACTCGTTTATTGAAGAGAAGCTCAAAAAGTATTTC
CNAAGAGTTCTTATTACACTGGGTGTTAACTGTCTTTCTTTTGGGTCGTGTACATGTATC
A
>BJ491546 ID   BJ491546   standard; mRNA; EST; 506 BP.
TTCGGCACGAGGGCTACTTGGAATGTGTCACATTGTTCCTCAGCAGGGGTGCAGACATTG
ACATCGTGAACAAGGAAGGAGACACGCCCCTCACCCTGGCCCGGACTGACACGCCCGTGT
GGGTGTCGCTCCAGATCAACAGGAAACTACGGCGAGGAATAACAAACCGTCTTCTCCGGA
CAGAGAGAATCATATGCCGGGACATCGCACAAGGCTACGAGAACGTGCCCATCCCCTGCG
TGAACGGCGTGGACGAGGAGGGATGCCCGTCCGACTACNAATACGTTTCAGAAAACTGCG
AAACGTCTGCGATGAACATCGACCGGAACATCACGCACTTACNGCACTGCAGCTGCACCG
ACGACTGCTCCTCCNGTAACTGCCTCTGTGGACAGCTCAGCATCCGCTGCTGGTATGACA
AGGACCAGCGGCTGCTTCAGGAGTTCAACAAAATCGAACCTCCNCTCATCTTTGAGTGCA
ACATGGCGTGCTCCTGTTACCGCACC
>BJ491572 ID   BJ491572   standard; mRNA; EST; 264 BP.
TTGCTTTCCCCCGGAAGGAAGGCGTCTCGATCTCTGAGGCTCCTCCTTTCGCGTCTTGTG
GGTGTCGCCCGTTTCATGGCGTCATCCTAGAGTCGGCCTCAGCATCGTGTCTGTGTTTCT
CCCAGGAAACCAAACTACCTCCAAACCCTTACAAATATGGATGTGCAGATGATGCGTATA
AAATGAAAGCATTTTGCAAATCGCCGCTAGCTCCATGAAGTGTGTGTGTGTGTGTGGGTG
TGTGTGTGGGGGTGTGTGGGGGNG
>BJ491578 ID   BJ491578   standard; mRNA; EST; 607 BP.
GGCCCTTCTGAAGAGTGACAACACTCTATTTGACAAGGCCCTGGTTCTTTGTCAAATGCA
CAACTTTAAAGAAGGCATCCTCTACCTTTACGAGAAAGGCAAACTGTATCAACAAATCAT
GCACTATCACATGCAGAATGAGGAGTATGGCAAAGTAGTAGAAGTTTGCAAGCATTATGG
AGACCAAGAAGGTTGCCTTTGGGAGCAGGCGCTTGGATACTTTGCCAAGAAGGAAGAGGA
CTGCAAGACTTTTATCAGTGAAGTCTTACACCACATTGATCAAAAAAACTTGATGCCTCC
ATTACTTGTTGTGCAGACACTGGCACACAACTCTACAGCCACTCTCTCAGTAATCAAGGA
ATACCTCATCAATAAGCTGAAGAGAGAGAGCCAGCAAATAGAGGCAGATGACAAAAAGAT
TTCCCAGTACCGCGAGGAAACGTCTGTCCTCCGTTCTGAGATAAAGGAGCTCAAAACAAG
TGCAAAGATATTCCAGAAGACCAAGTGCAACATGTGCAACAGCCCTTTGGAGCTACCTTC
TGTTCATTTCCTGTGCAGTCACTCTTTTCACCAACATTGCTTTGAGAGCTATGCANAGAG
TGAGGCA
>BJ491582 ID   BJ491582   standard; mRNA; EST; 478 BP.
GGATTTAAGATTATATACNACATTTTGGGACTGTCTGACATAGGGCTGCACGATATAAGG



AAAACTCGCGATATGCGATATTAGTTTTCAATATTGCGATGACGATATAACTTGCGATAT
ATGAATAAATAACAAAACAACCAAAAACATCATTTTCCATTTCACTGCAACAGTTTAATT
TAAATAAGATTTAACCCTAGTCTACATAGGAGGCAAACATAACATAAAAGAGCTCCATCC
GATAGGTCAACAACTTGAGGGCTCAGATCTAATTGGTTAAATGCATAAAGGATTAATTTT
ATTTGTTAAATACTTCAAGCTGCCATAAGATTGTTTTAGAACATTTAAGGTAACCATTTA
TTTCAATTTTCACCGACATTTGCGATATGTGTATTGCACAGCTTGATATTGCGATAACGA
TNAATTTGCGATTTAGTCTGCAGTCCTTGTCTGACATATCTNATTTTACTCTTGTATA
>BJ491591 ID   BJ491591   standard; mRNA; EST; 167 BP.
TGTTTGCCAANACCCCCACCCATCTTTTTTTTCTGAACATGTTTATTCCAANTACAAAAA
CNCGGAACCACTGAGGAGCCCCTGAAGGAGCTGTTCTGACNCCGCGGCTGCAGATGGATT
CTCCGGTTCCCNTCCATTGGCCTTTTTANCAGCAGGGAACTTTTANC
>BJ491599 ID   BJ491599   standard; mRNA; EST; 269 BP.
AGGATTTTTAATTGGCTTCACTGCANACGTTATTATTCGGATACAAAGATCCTAAAATAA
TTATGTTAAAAAATGACTCCACACTACTGCTAAATAGTTTTTAAGGCTACATACGGATTA
TGTAACAAGACATCAAAAAAAAAAATAAAACCTTTAGNGGANATNGGTCACAAAACACAT
CAAAATGTCNCCAAATTGTTTTTGAATGNGGATGATCCAATGAATTATGGTATGGAATTG
TCCCCTTATNTAATTTAACAAAAAAAAAA
>BJ491640 ID   BJ491640   standard; mRNA; EST; 391 BP.
GGCGCTGGTGCCTCCTCAGGTCTCTGCCAAGGACTTCTACATGACAGACCCCATCAGCAG
AGCGTCCCAGACGATGGCCAAGTGTGTGAAAGCTCTCACAGAGGGAGCCGCCGCCGTCGA
CGAGCCGTCCGTTTGCTAAAGCCCCTTTTTTTTTTTGTTGTTATTTTTCCNCCNGTCCNG
AAACGCACCACGCTNTATAATTTAAAGTTNCCTTGTTACCTGNGTATACTTTTAANCNGC
TAANCAAATAAAATCTGAAAAAAAGCTTTNCNGTTTTAAATGAGTTTTATTTTGGNGANA
TTTAAAAAANAAATAAATNTCANTTTAANCCGGCNGTTGAAATGGAAAAATATCTTTAAA
CNTTTTATTTGTAANGGGGAAGNGTCATTAG
>BJ491646 ID   BJ491646   standard; mRNA; EST; 697 BP.
GGCCTCCCGTACCTACNAGAAATCGAAGGGGAGACCTTCAAGATCGAAGACCAGCTGCAG
CCAGTGTTCATGGCTCCCCCAAAGGATGGGGAGGATCCATTTGACGCANAGAGCCTCCCG
GAGAACCTGGGTTATGTGGCTCGGATGAGGGACGGTCTCATCTACGTCTACNACGATGCC
GCCGCTGCTGACAAACACCAGCACAAAGACCTGCCCCACCCGGACTACGACACCTTCATC
GACGACATGAACTTCCTCATTGCTCTGATCGCACAGGGCCCGACTAAGACGTACACTCAC
CGCCGCCTCAAGTTCCTCATGTCCAAATTCAACGTTCATGAGATGCTGAATGAGATGGAG
GAGATGAAGGAGCTGAAGATGAACCCCCACAGGGATTTCTACAACTGCAGGAAGGTGGAC
ACCCACATCCATGCTGCCGCCTGCATGAACCAGAAGCATCTGCTGCGCTTCATCAAAAAG
TCTTACCGCGTCGATGCCGACCGCGTGGTCCACAACCTCAAAGGCAAGGAGGTCACCATG
AAGGAGCTGTTTCAGAGCCTGAACCTGCATCCCTACNACCTCACCGTGGACTCCCTGGAC
GTGCACGCTGGCAGACAAACGTTTCAGCGCTTTGACNAGTTCAATGCCNAGTACAACCCA
GTGGGCGCCAGCGAGCTGCGTGACCTCTACCTGAAGA
>BJ491650 ID   BJ491650   standard; mRNA; EST; 695 BP.
CACGAGGCTCAGGCTAAAGCTGCTGTGATTGCCGGCTGTGTTGGTGTGATTGCTGAGGTG
GATGAAGCTCCGCTGATAAAACGCCACAAGCAGGGCTGGCTTATGGAGGTGACCAGCAGC
CTGGACCAGTGCATCAAACGCATCAGAGAAGTGAGGAGCTCCAAGACCCCCCTCAGCCTG
GGATACCATGGCAACATTGTAGACTTGTGGGAGAGACTCCTTCTAGAGTTTGAAAGAACA
GGGGAGCTTCTGGTAGACCTGGGTTCAGACCAGACCTCGCTGCATAACCCCTTCAATGGG
GGGTACTACCCCGTCCCACTCAGCTTCCATCAGGCCAACCAGCTCATGTCCAGTGACCCC
GCTCGATTCCGCAGCTCTGTGAAGGAAAGCCTCAGAAGACAAATAAGGGCAATAAACAAA
CTGGCTGATGCGGGTATGTTCTTCTGGGACTATGGCAACGCATTCCTCCTGGAGGCTAAA
AGAGCTGGTGCAGAGGTTGAAAAGGGGGATGGAGGAGCAACTGAGTTTCGTTACCCTTCT
TATGTTCAGCACATCATGGGGGACATCTTTTCTTTGGGGTTTGGACCGTTTCGCTGGGTG
TGCACGTCTGGAGATCCCAAGGATCTAGCTGTGACTGATGACCTTGCTGCTTCTGTTCTG
GAGAAAATCTGTGCGAATGTGTCAGATCGTATCAG
>BJ491658 ID   BJ491658   standard; mRNA; EST; 661 BP.
AAAAGGGGCTAAGAACTCCTCACCGAAAGCCCGCAGAGGCAGCACAAACACTCCTTCACC
ACCTGGAGGAAAGTCGGAGAAGAAGCAGAGGTCGAGCTTCAAAACGATAAGTCCCAGCAG
GGATGCAGCGGACAAGAGCACCACCGCTGCTCAGAATTTCCACGCAGAACAGATAAACAA
GCTGGAAGCAGAGCTGCGGAGGCTCAAGGGGGACCTGCAGGCAAGTCGACAAAGTGAGCA
GGAGCTGCGAAGTCACGTCTGCAACCTAACTAACAGCGAGAGGAGCCTGAGACCAGAAGT
TTCCCTGCTTAGACAGTCCAACATGCTGCTCCAGAGCAAGATTCTGTGCTTGACTAANGC
CAAGCAGAAGGACAAGCAGACCAGTGCCATGCTGGAGAGAAAGAGCAGAGCAGAAGCTGA
GGCCAGACTCTCTGCTGAGAAACAGTTGGCCGAGCTTCACTCTCAGAAACTGGAGGAGGC
GGCAAACGCCGCACGGAGTCTAACAAACAGACNGGAACACTGTGAAACCCAAATGTTAAG
GAAAAGAGTTAAAGATCTAGAGACAGAGTACAAACAACTGCAGCTGGAGTATCAAGTGAA
AGAGAGTCGTGTGCTAGATCTAGAGAGAGATGTTGAGGCTTTGGGGAAGTATCGCTGTGT
G



>BJ491683 ID   BJ491683   standard; mRNA; EST; 672 BP.
TTATTGCTAAACAAAGACAAAAAAAAGTATTTTTCTTCCAACTCTCAGTATTTGATCCAC
ATTTACTCGAATATGCCAAAGTTACATCTTGTTGCATTGTAATGTAAAACGCAGGTTTAT
GGGATAGGTATTGCATTTTTATAGTGTTTTTTTATGTCATCCTTTTATACTGCCCTATTA
CTTTAGACAGAGCTGTTCTTCCTTTCTTTCTTTTATTTTCCAGGCCTGATATTCTTGCTT
ATTTGTGAGGCCTAGTGACTGAGAAAACAACGCTGTTTGAAGACGTTGGTGTCTTCTCTC
CTGTGCCTTCAGTGAAGTTTCAGCTTGGAACTGGTTGGCTGCACTGCTGTGTGTGTAGCT
GTCTGGGCTCAAATTCAGATGTCAGTTAAGCCAAGAAATGAAATAAAAGCAGTTAGCTTT
TGTCGATGCAGAGTGTCTTAAATTTCCAGTAAACTGGCTTTCGATTTTTAGGATCTAAAG
TCACTGACTAGATNATACTTCCAGTGCTAACATGTTGAGCTTTACCTAGTCCAGTTTTAG
CATTGTTTATGATAAAGCTACGCAATAGACCGAATGAGTTTTCAAATGACCAAGAAACCC
AGCAAACCAGCTGTCTGCACTTTTCCAGGTGCCTGCACTTTTATTATGTAGCCCAATATT
TTTATTCTGTCT
>BJ491715 ID   BJ491715   standard; mRNA; EST; 672 BP.
GAGGCTCGGAGAGCCTGGACTCCTCCCTCAGCTCCAGCGCCAACGGACACTCCACGGCCA
GGCGCTGCCTGCTCCCTCCTCCTCGCCACCCGACGTTCGGCACCCACCTCTCCCCCATCC
CGCGGCCCCCGGAGCCTCGCTCCAACCTGCGCACGGTGGAGGAGACCCCCGCCGACCTGA
CGCTGGTGGGCGAGGGTGACATCAGCAGCCCCAACAGCACGCTGCTCCCGCCTTTACCCA
CCCCAATGTCCTCCTTCGACAGCAGCGTCCCCGAGGCCGACTTCACCCCGCCGCCCCCCT
GCTCCCAGCCTGACGGCACGGGCGGAGGCAAACAGTCCACTCCAGGTATTTCTACAGTGT
AACCACCCAGTGTTTGTGCGTGCGCGCGTGAGTGTGTGTGTGTGTGTGTTTCCTGAGGTC
ACAAATGGACCAAAGTCATGACTTCCTCTATTGACTGATGCACTTTAAAGACTAACCAAT
GTGGATTCTTTTTGTTTCTTCCGGATAAATCTCAGTGAAGCAGCTGAAGGCAGACNAAAA
CAAACAAATCTCTGCTCCACGTTTACCTGGAGGCGTGCTCAACTTTTCTTCACTCCNAAN
CATGTTGTAATGTTTGTGGACGCACGCAAATGTGACTCCTCTACAGATATTTTGGTGATT
TTGGAGCATTTT
>BJ491724 ID   BJ491724   standard; mRNA; EST; 112 BP.
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
>BJ491730 ID   BJ491730   standard; mRNA; EST; 604 BP.
TGTTCTTGGTGTTTCCAAAAGGTTCTTGTAGCCTTTTTCTTAAGATGGAAGACAGTCATT
CATTCGTTAATCTTCTAAACGCTTTCAGGGTCTCTGGGCTGCTGGAGCCTATCCCGGCCA
CTTGTAGGTGAAAGGCAGGGGATATCCTGGACAGGTCGTAGAGCCACAAAGCACACTCGC
ACTTAGGGACAATTTGGAGTAACCAATGAACCTATGAAGCATGTTTTTGGACAGTGGGAG
GAAGCCGGAGTCCCTGGAGAAAACCCATGCATGCACGGGGAGAACATGCAAACTCCACAC
AGAAAGGCCCCCCATTGATGTTCTGTTTCAGGTCCCCCAGCANGGACTTGAACCAGGGGC
CTTCTTGCCGTGAGGCCACTGCGCAGCATAAGTGGAATACATAAATATATCACGAAAACT
AGATTAATACTATATTTTTATGTAATGTGAATTTATAATGAACTACTGCCGCTCCCTGGA
AACTATGTCCTAGAANATGGCGCAGGTTTTTAGATTTTAAGAACCTCGTTAATTTTGAAA
GAGCTGATGGATTCGCCATCATTGTTTTGATCTGTTTTCTTGTGNTTTGCTTTTGTTTTT
GTAA
>BJ491749 ID   BJ491749   standard; mRNA; EST; 500 BP.
AAGCAAAAGTTTTGGTACAAAAAAATCCAGATTCTTATCTTCTATCAGTCTCTGTTTCGC
TTTCAAAAAGATGTTTGAAATGCTGTGATCGTTCTTTTTTGACCTGACCTGCAGCCACAA
GCTGGAATTCTGTGTCTGTTTTTAGAGATTGTTCTATTCTTGCAATCATTTTTCAAGTCT
TAAATGTTTTAATAAAATAGCAATGCCTTACAAAAGCCTTTACACTAATAGTGTTATGAA
ACCTAACACAAATCTTTAAACAAATGTGTCTTTTCCAGTCATGCATGTCCTTTCCAAAGA
AAAGCACTGACATAAAAACCACTCCNACAAGATGTTTTTCAACTGGACCTGATAGTTTTC
AACATCCTGCTGTTAACTGCAGACTCCATTCACGAGGAGAGGAGCCCTGCTGTAACCTGA
CCTGAGCTCAGTCTGGCTGCCACCCTAAACTCTTCTTCACCTTTACCATTTTCTAGACCG
TCAGGATTGGCCTTTCTCTT
>BJ491810 ID   BJ491810   standard; mRNA; EST; 153 BP.
TCGGGCTTCTCTCTGGATCTGGGACCTTTGAAGGAGCCTATCGGGNTCATTCGGCTCCNG
NAATGGTTCTTTGANCATCTTTGCCTTTGCCACCACCGGACGGTATTCTGGAACCACCCA
CTTCNGAGTCGAGTGCCCTGGGACTGCTGTTGA
>BJ491820 ID   BJ491820   standard; mRNA; EST; 141 BP.
GAGGAAGACACAAAGACTGTTGGACTTTTTCATGGAGGGCCATTTGCTCANACACCTTTT
TGTGGGACAGATTCACTTAGATGACNAGAAAATGTGGCTTCATCTATGGATCAACACCAG
CAGGACAGACATCCCCACCGC
>BJ491834 ID   BJ491834   standard; mRNA; EST; 618 BP.
TCGGCACGAGGCACTACTTGTCTCTCAGTGACAAGAGCTGGTCCAAGTGTCCCATCTGCT
ATGAAGCCGTGCACACTGCAGATCTGAAGAGTGTGGTTGCGATGGAGACACGGCAATATG
TGGTTGGAGATGTCATCACCATGCGCCTGATGAGAAGAGAAAAGGGGGCTCTGGTGGCCA
TGCCGAGCTCCCAGTGGGTGAAGGTTGAGGAGCCTGTTCGCTTTGAAGATGCTTGTTTGA



GCCCATATTCCAAGCTGCTTCTCACATCCCCGGTGCAAGTTTTGAGCCTTGTCACAGAGG
AGAAGGCGATCCTGCAGGCTCAGCTGACCCAGGAAGAGGAAGCTCAAGGCTGCTTCATTC
AGAATGCTCTTTGTCTTTTGCAGGAGGAGGAAGAAAAGCTTCTGAAACAGCAAATGGATT
GCGTCAACACCCCTGTCTTGTCCTCTCTGACTCTGAAAGAACCTCCTTTCCTTGTTGAGG
AAGTGGTTACTATCATTGGCAGTGCTAAGCCTGTACTGCAGTACTCTTCAGCATTTGATG
ATGAAGTGGAAGAGCTTACAGAAGAACTGCCAAACTGTCCAGAACCCAATCTGGAGAACG
AGCTGGAAAACCCTCCTG
>BJ491849 ID   BJ491849   standard; mRNA; EST; 188 BP.
AGGCTTGTCTTTACTTAGCGCTGCTGAAACGACCAAAAAGAAATCTCTGAATGTTTGTTT
TTCTTTCTCAGCAGAGCTGTCTGTCTCATCTGAAGGAACGCCTTGACCGACTTCTGCCTT
TGATTTAGACCCCCTTCATTTACAAAGTCCAACATGTTGATCCAAATTCTTGATTTTTTT
TTTTTTTG
>BJ491853 ID   BJ491853   standard; mRNA; EST; 560 BP.
TCGGCACGAGGTTTAGACTTTATTTCTTTGTTGTGACAAAACAAAAATAAGCTGTAGGTG
AAATGATGCGTTGTCTACCTTATGTTATAAAAAATATAACTCTTCTTTTCTCCGCTGCTG
CTGAGCAAAGTGGGTGCGGGCTCCGTAGCAGTTACCATGGCAACGCGTCACTCCGTCCCC
CACATTTTTTGTGAAAAACAATGTAGACTCAAAAATTTAACAAGATAAAAGCACTAATAG
TTGATTTATTTATTCGTTCATTTCAAAACTGTCCATTATCAGAAATGAATGGACTTCGAG
GAAGCAACCGTTCAATGGGATCTGGCCTCCGTGTCATCTGGTAATTTCTGATAACGGACA
CCTCGTCGGGAATTATCCCTTACAGAGTAGATNATTAAGATTAAAAAAATAATGCTCTCA
TCTGTCTGTAACTACTTAATTTGCAATTAACTGACCCATGACTATNATTAATATCATAGT
TGTAAAAACTAGCATTCATCCNAAATGTAACTTTGGAAGATCTTTGTCCACACATTCAGG
AATTTCTGAGTCTTCAACTC
>BJ491871 ID   BJ491871   standard; mRNA; EST; 460 BP.
GGCTCCATGTGCGGCTGCTGGACGTCAACGACNACTACCCCAAACTGATTGAGAAGGTGG
CCTTCATCTGCACCAAAGACCTCAAACCTGTCATCCTCAAGGCTGAAGATGGAGACAGTG
CTCCTTTCTCTCAACCTTTTGTTTTCAGCTTTGCTGACCACAAGAAATCTCCCAACTGGG
AGCTGCGCCCAATTGACGAAACAACAGCTGAACTGCGTTTGAAGAAAAAGCCGACTCAAG
ACAGGATTTTCCCTCTCAGTATCAACATCAAGGACAATGCTGGCATGGGGGTCAGTCAGT
TATTTGAAGTGAAAGTATGCAACTGCACAGAGCTAGGATACTGCTACGTGGCACCAGAAG
AGGGATTCAAGCCAGCAGTGGGAGTCACCATCGCCATCCTGGCATGCATCTTGGCATTCT
GTGTCATCATGTTCATCATCGTGCTTAAACGCTCGGATAA
>BJ491873 ID   BJ491873   standard; mRNA; EST; 599 BP.
TCGGCACGAGGAACAACACCTGGGTGTTCATGAGGCAGAGGGTGGACAAGAGCTTCCCCA
ACTCCTACGACACCGCCNTGGCGGTGTGCAAAAGCATCCAGGAACCCGTCACTAAAGCAA
TCCTTTTGGAGTATGTGGATCGCTGCGCTCAAGGGGCTCAGAACCACAAACGCCCATCAG
ACCCAGACTCTCAGCTAATGCCCCCTCCCCCTCCNAAAAGACCCAACCGAGACATCCCGT
AGCCTCCGGACTGACGCACAGAAACAGCAGAATCACCAGCCCTACCTTCCCTACNGCAAA
AACAGCGAAAGGCTTTTCATACTGAACCACCATTACTTTATCAAACCCTCAGCGTCAGTG
TTACACGTTTGACTTGTAAACTTCTTTGTAGCTTTAATTGCCTGTGTTCTTATTAAAATG
TTAAGCGTGACGATNGTTAGGGTATTTTTGTGACTGCTTTTCCTTTTGTCCTTTTGTTAT
TCACTAATTGGCATTTGTCAACGGCAGCATTATGTCTGCAAATATCANTTGACAGACCGT
GTTTATTTTTCTGCCAACTGGTTCCTTAGTTTCATTTGAGAGAGCAGTAAACACCATCC
>BJ491886 ID   BJ491886   standard; mRNA; EST; 619 BP.
GCACGAGGGCCAGGCTCTCATCTACCTGTGGCACGGGTGCAAATCTCAGAAGCACACTCA
GGAGGTGGCGCGCACCGCCGCCAACAAACTCAAAGAAGATTGTCCTCTGGAAGCAGGCCT
CCACAGCAGCAGCAGAGTGACCATCCNAGAATGCCACGAAGGAGCAGAACCAGCGGGATT
CTGGGAAGCTCTCGGGAGGAGGGACAGGAAGGCGTATGACTGCATGTTGCAGGATCCTGG
CAGGTTTAACTTCACGCCTCGTCTGTACCAGCTGAGCAGCAGCTCAGGGGAGTTTGCAGT
TGTGGAGTATCTGTACCCCTCCCGAGAGCCTGAGATGGTCAACTCCATGCCCTTCCTGCA
GGAGGACCTGTACGCAACCTGCCAGCCAGCTCTGTTCCTGGTGGACAACCATCATGAGGT
GTACCTGTGGCAGGGCTGGTGGCCACAGGACAGCGAGAGCACGGGCTCAGCTCGCATCCG
CTGGGACTCTGACAGGAAGTGCGCCATGGAGACGGTGCTGCAGTACTGCCGAGAAAAAAA
TGAGAAGAAGCCGCCCAAAGCATATCTTATCCACGCCGGTCTGGAGCCGCTCACCTTCAC
TAACATGTTCCCCTGCTGG
>BJ491979 ID   BJ491979   standard; mRNA; EST; 306 BP.
TCGGCACGAGGGAACATTCATAAGGGTAATCTGTAAGTGTAAGGGAAATCTTTTTCTACT
TCGAAATTCAGATGTTCATTTTTTTCAAAGAGGCCAAATTATAAAAATTCAGTTTGAATT
GGCTGAGTGTGAGCAAAACCTCTTTAATTGAACTTAATTTACTTAAAAAAAAACAGGATT
TGTTTAGGTCTGAAATCCTTCAGTTGCTAAATTTAAATAATGAGAAAACCTTCAAAACTA
AAAGAAAAAAAAAAGCTTTTANAAGTTTGACAGTGGNGCACAACTTANACCCTTGTTTTG
CTCCTA
>BJ491995 ID   BJ491995   standard; mRNA; EST; 676 BP.
GGCACGAGGTATGAACATGTGATGAAGCTCCGTCAGGCCGCACTGAACACCGCCCGTGAA



ATATGGGCAGACTACATCCTGATGACCGACTGTGACAACCTACTCACCAATCCTGATGTG
TTATGGAAGCTAATGAGCGAGAACAAGACCATCGTGGCTCCCATGCTGGAGTCCAGAGCG
GCATATTCCAACTTCTGGTGTGGGATGACTTCACAGGCAGGAGCGTAGAGGCTGTTTTGC
CGTACCAATGGTTCACTCCACCTACCTGGTAGACCTCCGAAAAGAAGCCTCCCGTAATCT
AGCTTTCTACCCGCCACACGAGGAGTACAACTGGGCCTTGGATGATGTCATCGTCTTTGC
TTACTCTGCTCGCATGGCCGATGTGCAGATGTACGTATGCAACAAGGAAACCTATGGGTA
TTTGCCGGTACCAATGCGGGCCCACGCCAGCCTGCAGGATGAGGCAGAGAGCTTTTTACA
TACTCACCTGGAAGTCATGGGTAAGTACATAAGGAAATAAAGGCTTTTCTCTGGATGGAA
GAGCAGATTGTGTATTTTGACATTTCTCACATTGACATGCCCTGATGGGCAGGTGGCAGA
TTTCTGTCAAGACTCGTCAGATTAGTTGCTATAGGATTTTATGCACACAAACCACAGTGT
GGCTTTTGGTACTTTG
>BJ491997 ID   BJ491997   standard; mRNA; EST; 419 BP.
CACTGCTTGTATCTTTGTCTTCACTTTATTCTACTCAGCAGGAAGGTGAAAACAAACTTC
TCCATCTTTGGCTTAGAACTCAGCCTCTATCCNACCTTTGCGGCCTCACTGCTCTTCCTG
CATTGGAAAACAGACTGTCCGTTTAAATGTCACTCGACTCTTCCTGAACGTGCCGGCCGG
CCTCGGCGGGCCTGTGCGTCAGCAGGTGTCTGCTCAGGTGGGTCTTGCGGGTGTAGCTCT
TGGGACAGAGGGGGCAGGTGTGAGGCCGGACGTTGCTGTGGGACAGCAAATGCTTGTTCA
GGTCAAACTTCCGCCGCAGACACTTGCCGCAGTCCGGGCACGAGTACGGCTTCTCCCCGG
TGTGGATCCTGCGGTGCTCCNTCANGTGGCAGGACATGGAGAAGCCCTTCCCGCANTAT
>BJ491999 ID   BJ491999   standard; mRNA; EST; 581 BP.
AGGGCCTCTCGCACATGCACTAACAGTCAGAGTGCTCTGACGGATGGGGATACACTGCCA
AGGCGGACTAAGGGGTGAGAAGAGTGTGTTTCTTCTCTGCACTGGTGTGCTTTTCTTCTC
TTGCGCCTGGCTTCCCTCACGAGCTGGTAATTTTAAACCCCGGCCCCGAGGATGAGGAGG
ATCTTATTGTGACGAAGACGCAACAAAGGGAAGAGGGAACCAAGAAGCAACAGGGTGGGA
AATTCTGCTCGCGTGAGAAAAGCACATCTTTTTCTGTTTCGGCTGGATCGAGCAAGGAGT
CCAGTCTCCCAGCAGCAGCCATGTGACAGGAGCTGTCACCAAGCAGAGGATGCCCACATC
CTGCTAAAGCAGCGCTGCCTTCCCCCTCCCCCTCCTGCTCCCTCCCTTCCTCCCACATGA
GGACNAGAAGATGACTATCACCAACCGGCAGTCCTTCAATGTCCTGACGGTCATCTTCCT
CCTGCTGTCCACTGCAGCCCTCTCAGCTCATTACCGAGTGTGCGAGCCCTACTATGACCA
CAAAGAGCGTTTTCACTTCGGCTTTCACTGTCCTCGCCTCT
>BJ492014 ID   BJ492014   standard; mRNA; EST; 681 BP.
GAGGGCGGTCAGCACTCAGCCAGACTGGGTCAGTGTTCTGGGGGTGGTCCCGGGCTCCCC
GGTGCTGCTCAGCGGCTGCAGGGGGGGCCTGCTGCGCCTTTGGCACTGCGACTCCATGGC
GTCACTGGGTGAAGTCCAGGGACACGACAGCCCCATCAACGGCCTGGCCTCCAACAGAAG
TCATCTGTTCACCGCCTCAGACGACCGCACGGTGAGAATCTGGGAATCCGCTGTGTCTGT
GGAGGATCTCTGACGAGGATTTGGTCCAAACTCCAGACTATGCACACATGAAGAGTTACT
GTGAAACCCAAAGACTGGAAACATGCGGACTCAAAGTACCTTCAATCATTGATGCTTCTG
CAAACCAAACACTCAACTCTGCTTCTGTTTTCCAGGTTGAATATTAGGTCAAATATTACT
AAGAGCTGTTTTGACCTCTGACCTCTGAGCCGTTTCTTTCCCCTTATATTTAAGGGAAAA
CCAGCTGAAATACATGAATTTGTTAAATGTACTCATCATTTCTAGAGAAATGCATTTCCT
GCTGTTCTAGTTAATTTATTTCAATCAATCTGCCCTTTGGAAGTTTGTCGGCATTTTGAC
CCGTTTGTCGGCGCCGCTGCTGTACTTTATCTCCCGGTGCCTGCTGTGTCTGTTTCTGCT
CTCAGATCTTTTCTTCCATTT
>BJ492032 ID   BJ492032   standard; mRNA; EST; 336 BP.
CTTTAACACACCACANGGTTGGAAACTTTANACAAAAAATACAACANGGGTAGTANCATG
ANAAAAATGTATTTAAAATTCCNCAGAATTCAAAATTTCCCATAGTTTTTCCANAAAATG
AAAAGTAAACNTTCATTATAAGCATAGATAAAACACAGGGTTGTTTCTGATTTGTTTANC
TATGTTGCTGTTTTCATTGCTGCTGTCTCCATCTGATCGTCTTCATTCTCTAACCACTGG
GGGTCTTCCNGGATATACCCCAAACCCNTTGAACGCATCGGTCGAGGTTTCTCAAAGGCT
GCAGTCTCATCCACNAAATCCTCCTCAGTTTTTTGA
>BJ492059 ID   BJ492059   standard; mRNA; EST; 647 BP.
GGTTTCAATAAGGACAATCCTTCTGTTGGTAATTCCTCGCATGACTTTGCCTTTTCACTT
CCTGCTGAATAATTTCATTGCAGCTGTTCCTTCTCACCACTGTGACATCAGCCCTCTGGA
TGATGGAGACCTTTTTAGAAATTTATCTGAGCTGGAGAAGCTTGTCGTTAGTATTCCCGC
TCAGCAGGATGGGAGTTCACACTCTTGCCAGATGTTTGCAGAGCCTCAATACCATCTTGT
TTGGAACGGGACTAACAGCACTGACCCACTCAAAATACCATGCACGAATGGCTGGTGGTA
CGACAACACCACTTTCAAATCTACTTTGGCCTCACAGTGGGACCTGGTTTGTGATAAGAA
AAGCATGAACAGAGCTACAGCTACCATCTTTTTCATGGGGGTCATGCTTGGAGCAGCAAT
TTTTGGATATCTCAGTGACAGGTTTGGCCGCAAAAGAACACTTCTGGTGTCCTACATAGC
AACCACCCTCTTTGGATTTGCAAGTGCTTTCTCATATAATTTCCCCATGTTCGTTGCCAT
GAGGTTTTTAACCGGAGTAGGAATTTCTGGAATAAGTATAGTTTCCATCGTTCTTTGTGT
TGAATGGGTGGACATCAAGCATCGGACATATGTGGGTGTTCTGATGA
>BJ492149 ID   BJ492149   standard; mRNA; EST; 676 BP.
TCGGCACGAGGGAAAAGGATTCTTGATAGTTGTCTTCTTCCCAAAGTGCTGTGAGAGGCT



GCAGAGTCACTCGCATCGTTTCATCCAAACTTATCAGCACGTTTGATGTCATCTGCTGCC
TGCATTCCCATCATGCATCGTGTTGTTATGGTTTAACAAAAGCTGCAGATGGTGCACATC
CCACACGCTGATGCTGACCTCCCCGCGTGCCAGCAGTGATCACTGCAAACACCCTCCCAA
ACGCCCTGCTCGAGGAACAAAAGCTGCTGCGTCGGCAGAGACCCGTCACTTTGGCAGGAG
ATGCTTCTGCTTCTGCTTCTGCGCGCGGATCATCTGTGCAGAAAAAAGACGTCCCAAATC
AAATCCCTAACCATAACCCATAGAAAGGCTTTGCTTTCAGTTTCAACCAAAGGAAGTCAA
TTCAGTCGCCATTTTTCCACATTATGTCCGTCGCCATATTGGAACCGGACATCCGCAGTA
AGCCGTGATTGGTCCGTCTTCATTTCTTGGGCAACCATTCTCTCCAATCAGCAGTGAGCA
CGTTAGAAGGCCACACCCCTTCCACTGAAAGTGCGCTCTGGAGAACTGTGAAACGCTTCG
GACGTTTGATGCAAGGCCGCCTACTTCTATGGAGGCATCTGATTGGTCAGTTTATAACTG
GAATAACTTGAGCTAC
>BJ492171 ID   BJ492171   standard; mRNA; EST; 300 BP.
CCCCGTCTGCNATGGTAAAGGGGGCTTCAAAATATTCTTTTGCTTGNAGGAAGGTGAANT
AAAACCCTAAAAAAATGGTTAGGGTAAGGGATTGAATGGNTTGCTTTCNTTGGCCCTCTN
TAANGCTNTNATGTGCCCAGGTNACTGTTACNCCGGAGGCAAGGAAAANTGCANTATTTA
CCAGGGGGACTTCAAATGGGTCCNGGGTTGTAATACCCGTAGGAGGCCANCNCCCCCCTA
NTTCAGGGGNGGGGGCTAANCTTGAGTGATAAAATGCTCAAAAAAATCCCAAAAAAAAAA
>BJ492198 ID   BJ492198   standard; mRNA; EST; 573 BP.
GGCACGAGGCATCCGCGGCCCCCCGCAGAGGACAGCGAGCGCTCGGAGGACGCAGGCCCC
GCGGAGGGAAAGGGTCCTGGCCTGGGCGCGGATCGCGAGGAGGCCGCGGGCCCTGCCGTT
GGATGGAGCCGGGGTGCGTTCAGACAGCAATGGCTATGGGCTTGACATCGAAGAAGGCGT
CTAGTCGGAGCGTCGCGGTGGAGCGAAAAAACCTCATCACGGTGTGCAGGTTCTCGGTGA
AAACCCTTCTGGAAAAATACACCGCAGAGCCCATAGATGACTCATCTGAGGAGTTCATTA
ACTTTGCGGCTATTTTAGAGCACATCCTGAACCACCGCTTCAAAGGTAACACCACAGGCT
CGGGAAGCTGGTTCAGCTCGGACGGACAGCGCAGTTTCTGGGAATACATCCGTCTGGCCT
GCAGCAAAGTGCAGAACAACTGCATCTCCAGCATCGAAAACATCGAGAACATCAGCACAT
CCNGAGCAAAGGGCCGAGCGTGGATTCGGGTGGCGCTCATGGAGAAACGCCTCTCGGAAT
ATGTGTCCACTGCTTTGAGGGACACCAGAACCA
>BJ492200 ID   BJ492200   standard; mRNA; EST; 661 BP.
GCCCCGCCAGGCACCGGAGGCCCCGACCCCCACCCCGGCCCACGGCAGAAGGGCAAGGAG
CAGCGACGACCAGGCCCCCCCCACCCCCTAAGTACTTGATGTTCATCATGGTGCTCGTGA
CGGTGGTGGTGTTGAACTGTGTGGTCGTCCTCAACCTGCACTTCAGGACTCCGAGCACAC
ACGTCATGACTGGATGGACCAAGAGGTTTTTCCTTGAGCGGCTGCCCCGAATCTTGCACA
TGTCCCAGCCGGCAGAGCCAGAGCCACAATGGGATGGAGCGTTGCCACGGCGATCCAGCT
CGGTGGGATACATTGCTGCAGCCGATGAGTATTACAGTGTGAAGTCCCGCAGTGAGCTGA
TGTTTGAGAAGCAGTCAGAGAGGCACGGCCTCACCAAGAGACCCACGCACGCCGCAGTGG
TGAAACCTCAGGAAGATGGAGGTGTGACGGATCAGTTGTATGCAGAGATCAAGCCAGCGT
TGGATGGAGCAAACTACATCATCAGACACAGACGCAACAAGAACGACTACNACGAGGAGA
AGGACAACTGGAGTGGCATCGCCCGCACGGTTGACCGCCTCTGCCTCTTCCTCGTCACCC
CGGTCATGACCATTGGTACCATCATTATCTTCCTCATGGGAATTTGCAATCACCCTCCAC
A
>BJ492227 ID   BJ492227   standard; mRNA; EST; 495 BP.
CAGGTCTGACNGCAGGCCGTACGTTCTGCATTGAAGGCATTGATCCTATAGCTGCTGCAT
CAGAATAACAGCNAGAAATATTGATCACAGATGAAGGTTTAGGAGCAGAATCTGCAAACC
GATCANAAACATGGAAGCTCTGAAGTTCTACTCCTAGCCCTTGTGCTATCTGTGGGGTCC
AGATGACCCCAACGGGGAGTGGGGTCCANATCTGGGGTCGGATAGCACAAGGGCTAAACG
CTCCACAGGACTTTTCATCCCATCCCCTCCGTGTTCCTCCAAAGAAAACCATCAATTCCC
GCCTTCGTCCATATNACAAACCATTTTCTAAAATGTTGCTGAGGTGCAGCGGGTCTCCAT
CAGACCAACCGGTTTCTCTGCAGGTTAGGGTTCGATTCCTGCAGGGGTTCTGGTCCGTCT
CCATCTTCGCCGAGTTCTGATGTTTATTTGTTGGAAGCTGTTTCCTGTTTCTTTATTGAC
ACTGAAATGCCCTGA
>BJ492232 ID   BJ492232   standard; mRNA; EST; 283 BP.
AAACTAAATATATTCAAAAATAGTATTTCCTTTTAATTTGTTTCATCCTTTACAAAATCA
AAGAGGCAGATTCAGTCTTAGCCCTGCCCTCAAAGAATTTATTAAACAGAATTTCCTATT
TATTTGGTTTTGGTCCCTTAGGAAGTTCCATATCTTTGTGAAAAATGTTGTTCGATATGG
AAAGCCAACACGGACAAAAATAATTCTGCACAATTACTTTTTGCAGGAAGTTTTAAGACA
CAGGATGCAATATAGCCTTTCCGATTTTTTTTTTTTTCNCTNA
>BJ492349 ID   BJ492349   standard; mRNA; EST; 271 BP.
CGGCACGAGGGTCTGATCCATTTTTGTGAGGTCAGATTAACAGCCTCTTTTAGTTCTCTC
ATTAGAGTTGGCACATAGAGACACACGTAAGTTGTCCTGAAATAAAAAAAAAAATGAAAT
ATTGCACTAATATCCAGTCATTTCAATGGAATAAAACCCCCTTTAGGCATCTTAAAGAAN
AAACTTCCCCTCTNGGTTGCAACGTGAAAGCTCTTAANACTGAAAAGCTACAGTTTCTGT
CTCAAACATTTCTNCATTTTTTTTTTTACNG
>BJ492361 ID   BJ492361   standard; mRNA; EST; 540 BP.



GCACGAGGTCTGCATCCATCGGTGTATTTTAGTGTTGCTACTTTAGATAATTGGTCAAAT
TCAAGTTTGCACGCAACAGCAAAATGTTTGTTTTTATTAAATGAAAATAAAAAAGCTTTT
CAAATGCCATAAAAACTTGATGTGTGAATCACTGTTTTTACACGTGAACCCTCATCAAGG
TGACGTTTGGATTTTTTTTAAATTCTGGGTCAAAACGTGGTGGACGAGGGTTTGTTATCT
AGATCAGCTGGTTCTGTGTTTTGGACTGTTTTAACTTAATTAAGATGAAAGGTTCATGGA
TTCATTTTCCTTTTCTTTTTTTTAATTTCCTGTTAAAGATCACAAAGGAAATGGAGCTGT
GAAAATGATTTTTTTCTGAATGTGTTAGTTTTATTTTGTTTTGAGATTATTTGGTACGAA
AAGAAACTTCTTGGCCGAATGTATATTACATTCAATATTTGTTACGGATAATATGGACAT
GCTTGTTTTTTCATTTTTAAAATATATTTTAATAAAAAAAAATTAACCTGAAAAAAAAAA
>BJ492365 ID   BJ492365   standard; mRNA; EST; 283 BP.
CCGCTCGGACGATGACCAGTTTAACGACGAGAAGACCTACCTAATCAAACAGATCAGGGA
TCTGAAGAAGCCCGCCTCCTAGAGCGGCGTCCGCCCGCCCACTTTTCCGACCAATAGGAG
ACCTAACATCTTGTTAACAGCGATGGGTGTTCTATTCCAGAGACGTTTTTCTTTTGTCGC
AGCAGGAGTAGTTCTTAATCAGCGAGCTTTCCGGAAAAACCTTTTTTTTTTTTACNCTTT
AGTTNCAAAACCANCANCGAGAAAGCCAACTTTAACCAACCNA
>BJ492379 ID   BJ492379   standard; mRNA; EST; 652 BP.
TCGGCACGAGGCAGATCTCCTGGTATGGCAGAGTGATAGCAGGTCATCGGACACAGTTCA
CCTGCTCTTCCTCTTGTTTCCCAAACTGTGTGTATTCCTGGACCTTCAGAGGACGGACTG
TCAATGGAAGCACATTAGCCTGGACACCAGACGGACAGGATGATACAGTAGAGCTGCAGT
GTACGGTTCAGAATCCACAAACAGGAATCTCCAGCAGTACTACCACCATTCTAGAAATCA
ACAATCAAATGTCTGTACAAGTCAATCCTTCCAACACCGTTCCAACTCTNAACCAGTCAC
TGAATCTGGTTTGTCTCAGTGCCGGCTCCGGTGACCCCAAAGGTCTAGCAGACCTGATGT
GGTTCAAAGATGGACAGAAAGTGACTCANAGGGAAAACGTGAAGTTCCTGCAAAACAACA
TGACTCTTCACTTTGACTCAGTGCTGCCCTCTGATGCCGGTTTCTATCAGTGCCAAACGT
ATCTGCCGTCATTACAGACACAAGTCATCAGTCTGGGGTTTCTGCTCAGCTTTAATACGT
GGAACGTCAGCATAAGTGGTCCCGACACTGTGTTTCCTGGTAAACTGAGTGAATTTACCT
GCCTCACCAGCTGCACCCTGAACGTCGAGTGTACTGTAAGGTGGCAGTTCAG
>BJ492404 ID   BJ492404   standard; mRNA; EST; 660 BP.
CGGCACGAGGCTCCTTTCTTCACCATCATCATCCTTCCTCTAGCTGTCATCTACTTTTTT
GTACAGCGCTTCTATGTGGCCACGTCAAGGCAGCTGCGCCGCCTGGACTCGGTGTCCCGC
TCTCCTATATACTCTCACTTTGGGGAGACAGTTTCCGGACTGTCAGTGATAAGAGCGTAC
AGGCATCAAGACCGTTTTCTTAAACACAATGAGGTGACCATTGATGAAAACCTCANAAGT
GTCTACCCGTGGATCGTCTCTNACAGATGGCTCGCCATTCGCTTAGAGTTCCTGGGAAAT
CTGGTGGTGTTTTTTTCCGCTCTCTTTGCTGTTATTTCTAAGGACTCTTTAGACAGTGGC
CTGGTTGGTTTGGCCATATCCTATGCCCTTAACGTAACACAGACCCTCAACTGGCTGGTT
AGGATGAGCTCAGAGCTGGAGACCAATATTGTAGCTGTGGAAAGAGTGAGCGAATACACT
GAAATCGAAAATGAGGCTAAATGGATAACTGATTGTCGACCCCCAGAAAGGTGGCCAGAT
GAAGGAAAGCTGCAGTTTATTGACTATNAAGTCCGTTACAGACCTGGATTAGACCTGGTC
CTGCATGGAATCACTTGTAATATTGCCAGCTCTGAGAAGATTGGTATAGTGGGGCGCACA
>BJ492430 ID   BJ492430   standard; mRNA; EST; 492 BP.
TCGGCACGAGGCTCCGGTAGAGAGAAAGTTCTGGTTACTGCTTTCGTGTGTGTGTTTGAT
TGTCTGGCGTTGCGTCAACATTAAGTTACTGTAAATTTGTACTGGTCGAGGCATTGTCAC
GTTATGGCGGACTACCTCATCAGCGGGCAAACGGGTTACGTCCCTGACGATGGGTTGAGC
GGACAGCAGCTCTTCAACGGAGGAGACGGACTCACCTACNAGTAAAGCCGCAAAGCTCGC
TTACAGACACGTGGAAAAAAATCATCCTGCCGTTATTGTTACTCCACCTCTGCAAACCAA
TGCTTAAAGAAATGCTGCATTCTAATTCATAATCATAAGTATCTGATAATGTATTACTCT
AGATCAAGTGCGACATTTAAGGTTCTAATGTTCCAACTTCTCTGTTTTTGTGGGGACATA
GTATGTTTACATTATACACCATTATTTCATAAATAACAGACAGACTGTAGCANATGGGGT
TTTTTTTTTTCA
>BJ492433 ID   BJ492433   standard; mRNA; EST; 675 BP.
TCGGCACGAGGCCCAGCTGGAGGTCTTCACGTGCTCCAATAGCCGCAGCTCCCTGGAGGA
GCTGCTGTCGCTGTGCGGAGGAGATCTGAGCTCCGCCCTGCCGTGGCTGGAGCTTCACAC
GCTGAACTTCAGCTACAACGCCNTTGCCTGCCTCGATCAGTCTATAAGTTTACTAAATGT
CCTGAAATCTCTAGATTTAAGCCACAACAAGATCCAGGAGTGCACAGAATTTTTAAAGCC
TTTAAGTGAACTGGAGCACTTGAATTTGGGCTACAACTGCCTGCAGAGGGCGCCAACGCT
CGGCCCGAGCGCCAGGTCCAAGCTGCTCACGCTCATCCTCAGGAACAACGAGCTGGAAAC
GATTAACGGGTGTGGAGCAGTTGTCTTCGCTCCAGCACTTGGATCTGGCTTACAACCTGC
TGCTGGAGCACTCCCAGCTGGTTCCGCTCTCCCTACTGCACTGCCTCAACACGCTNAATC
TGCAAGGAAACCCACTGTTCTTCCAGAAGACGCACCGCCNCTGCGCCGTTCGCCATCTAT
CCCCGAGAGCTGCAAGCCTCANATTGAGACTTGACGACNCCCTGCTTTCCTCCTCCCAGT
TAGCAGTAAGTCAGACGCTCATCTCTTCTGGTATGATTGATAGTCTGTCGTGTGGTTTAT
TCCTTTACTCCTCGG
>BJ492456 ID   BJ492456   standard; mRNA; EST; 424 BP.
ATGTGCGTGGCTGCAGCGGACCTACAAACAGAGACTCTTGTTTGCTAAATACTTCAGTCA



TCTGACTTCTGCGCGCNAAGCCAAGAAATCCGAGGTTCCTCACTTCCGTCTGAAGAAAGT
GCAGAACATCAAGATGTGGCTGTCCCTGCGCTCCTTCCTCCGGAGGCGGGGGCCGCAGCG
CTCCGTAGACGTCATCGTTTCCACCATTTTCCTGTCGGCGCTCTCCGTTTCCGTCATCGT
CTGCGCTCAGCTCCTGCACAGCCCGAAGACCTTCCTGGAGTCGCTGACAAACTGGGAGTG
CATGATGTGGGGCTCCTCGCTCCTCCTCTTCCTGCTGCGCCTCGCCACGCTGGGCTCANA
GACCAACTCCAAGTACAGCAACTCCTCCGTGCTGCTGACCGAGCAGATCAATTTGTACCT
GAAG
>BJ492488 ID   BJ492488   standard; mRNA; EST; 112 BP.
GAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
>BJ492514 ID   BJ492514   standard; mRNA; EST; 531 BP.
TTCGGCACGAGGAGCTGCTGGAGTATCAGCAAAACCTGGACAGACTCAAAGAGGGCCAGA
GGACTGTGGAACTGGAGAGGAAGAAGATTGAAACCCAGCAGAGGCTGCTTCAGAGCTGGA
GACACAGCCGCCAAAGCAGCCTGCCAGTTACAATACCACTGGATGGGTACAAGATGTGCA
CTCACAGCCGCACCGGTAGCCTGGATGGTAGCTGCTCTGTGTACAAAAACGAGGTCGTCT
TGCTCGCCTCTTTACAACAGAACCACCAGCCAACCAACAACAACCAGCAACAGCATGCGC
TCCTGATGCAGAAGAGGAACCAGGACGGGCCCCTGCACAGCTCCNGCTACCCCGCCAGCC
TCTACAACAGCCTCAACACCCTCCTCAGCCAGGCGCACGGCAAATCACCTCCGGATGGCC
TGACGCACAGGCCCCCCACCGACCCCCTCCACCCGTTGAGCAGCAGGGTGTCCACGCAGA
CCAACAACACAGATCTTCACCTGCAGCACGACACACATCCTCCCAGCTCCT
>BJ492515 ID   BJ492515   standard; mRNA; EST; 560 BP.
CAAGGAATCCCACATGCTGGTTTGACAACACTGAAGAACAGAAGAAGGTGAGAAAACCAC
AGGATCACAAAAGAGGCACATTTGTCTTTCCCTGGATCAAAGTTTACATGAACAAATATT
TAAATATATATTTTCCTTTTGGAGACTAAAGTTTATTAAACTGGATGTATGTATTTTCTG
ACTGTAAAAAGAAAGTACACAATCATTTCTGTTGAATTCTCCTGGTTCATTTTCTGCTTT
GTAAAGCTTGTAATTAAATTCCATCGATAGGTCAAAACTGTAAATATTTAACGTAGCCNA
AGATCCTGTTGTACAGTTTGTGCCAGGAGTGACTGCTTAGTTACTTTATTTTTGTCTATA
TNAAATGTGAGTGGAGTACTGCTTCGCCACAAACATTACATTCATGCGAAAATTCTATTA
GAACCCACAGAAAAACATGTAGTCGTGTTATGTAAGATAAACTTTCTCTCGCTAAAGGTT
TACTTTTTCCAGTAACTCACCATTTTTGCGTTGAGTTTGTTTACCTTGACCGCAAAGCGG
TTAGCTTATGAACATACCAG
>BJ492523 ID   BJ492523   standard; mRNA; EST; 419 BP.
TTCGGCACGAGGGCAGCCGGAAGTCCTTTGGTTTTAGACGTGCGCGGGGCGATCAGGTGC
TCCGATCAGCTGTCTTTGTTCCCAGCTCGTCAGCTGCAGTTTTTTTTTAGTCTTTCTTTG
ATCAGGGTGTGTCCAGATTTTTTAGGTTTTGTATGGTTTTATGTGAGACAGAGCTGTCCG
TGCGCGTGCTTTATACTAGACCCATGTTCCAACTGTACATACAAGCTGCAGTGGGAGTCC
AGAGCCATCGGGCGCGTCAGTGGATCCCGCGCCGCGCCTCCNGGGTGGGAGGGATCGGCC
CCGCAAACCGTACCTCACTCATGCTTATTATGAATGTGCAGCTTTACGGGCGAGCGGCGG
ATGAGTCAGGACCGCCCTGCAGCCCCCTGTCACGCTCGGAGCGGGGGGGGGGGGGGGNA
>BJ492536 ID   BJ492536   standard; mRNA; EST; 628 BP.
TTATTTATTAGAACTTCAAAAGATGACATACATGTTCACGTATAGAACAGAAAGAAATAA
AGATGAAAAAAATAATACAATACGACAAATTAAAATAAAAAACGGAATTGTGGCCTTGTA
CAAATGTCATAATATGGTCATACAGCACCTGATCTTCAATGAAAATGGACAGTTTTCTTG
CATTTTTGTTTTTCATAAATTTCAGCGATTTAAAATATAAACAGATAACTTTATGAAATG
TATTAAATGATGGTTTGATTTTTAAAAATATGCTCTTATGAATGAAAAATGTTCCAGATA
CTAATAGAGTGCTGACTGAAAAATCAAATGAATAATCACCAGAATATCTCCAAATAACAC
GATATGTTTTTGTAATTGAATAGCAATAGGAAAGGGAAACTTTGAACAGCACCAACAAAA
ACAATCCTCCAAAAACCGTTAACATATTCAAAAACAGATGATCAAGTGTTTCTATATTGA
TATAGCAGAAATAACAGTTATTAACGTATTTTTAGTAGTACCATGAGCCGTTTGTTTCTG
CTCAGGTTACTACGGCGAGGGTTTGAACGCCATCATCGTCTTCGCGGCCTGCTACCTGCC
TGACAGCAGCTCTGATGACTACACATAC
>BJ492541 ID   BJ492541   standard; mRNA; EST; 377 BP.
GATGTTCAGACTGGAGTGGTGCGGAGAGAAGCCCCAGCTTGTCTCTCCGAAGACTCCACG
CCCGAGGCAGATCTGCACTTTTCCAAGAAGTTCCTGAATGTCTTCATGAATGGTCGCTCT
AGCCCCTCCAGTGCAGAGTCCTTTGGCTTGTATAGCTGTGTCCTAAACGGAGAAGAAAAG
AATCAGACCCACAGAGCAGTGTACAGGTTTGTACCTCGGCATGATGACGAACTGGAGCTG
GAGGTGGATGATCCGTTGCTGGTGGAGGTTCAGGGAGAGGATTATTGGTATGAGGGCTAC
AACATGCGAACTGGTGCCCATGGGATTTTTCCAGCTTACTATGCTATAGAANTGACCAAG
GACACACNAGAGCTATA
>BJ492608 ID   BJ492608   standard; mRNA; EST; 516 BP.
AGAGCAGCTCCAAGTTCTGCAGAACCTCANACGGATAACGAGGAACCAGAGAAACAGACT
CTGGACGGGGCTTCAGATCAAACGACAGCAGGCCCCTCACAGGATCTGCTAAGAGAAGAC
ATCCNATCTCCTCTGGAATCTGGTGGAAAAAGGAAAAAGCACAAAAAGAAAAAGAGGCAG
TCAACTTTTAATGACACTCCGGTTGAGGACTCCTGTAAAGATCTGGACTTTTCTAAAGAT



TTATCCTCTGGAGAAAGTGTGGGATTGTCAGCTAAAAAGGAGACTAGACATGACTCATGT
AGTCCTGAAACACAGACNATNACAGATCANGTGGTGACNAAGAAGAGGAAAAAGAGAGAA
AAGCTGAGCGATGACACCNATGCACAATGTGAGTCTGCAGGAAAAAGGGAGGAGAAGAGG
GCTTCCTGCTTCCTTCACGCAGATCAGCAAGAACAAGTCGGTCCAGACGACAGCGCGGAA
CAGCCTGCAGGCAGGACAAGTGATGTAACGGCCCAA
>BJ492618 ID   BJ492618   standard; mRNA; EST; 653 BP.
CGGCACGAGGGGGTGCTCAGGCTGGAGGTCTTGGTGCTCATGCTGGAGGTTTGGGCGTTA
GGGCTGACCTGGATCCTGCTACCATTCATTTGGGAAAGTCTGGATTCAACACTGAAGGTG
GCATCACTGGAGTTGCAGTAGGTGGTGATACTGCCGGCTTAGCTGGTGGCATGATAAGCC
TGACAGGGACAGGTCATGGCCCTGAAAAAGGACATGGTGTTACAGGTGTTGGGAAAAACC
TTGGAGATGGAACTACTTTACCAGATTCGAAAGAAATGGGAAAAATTGGTGGAGGCAAAG
GTGGCTTGAGTGGTGCCAGAATTGGATTTGGATCGGATGGATGTGATGGCAACATTGAAA
CCTATGCAGAGCAGGCTGTGGAGCTGACGGAGAGAAGGACAGTGCTTATTAGAACAATTA
AGAAGGAGGATGATGTGCTGGAGATGGACCACCAAGAACAGACCTACACCATCACTGGTG
CTGCAGGTGACTCTGATGCGGAGTGAATTCTCTGTTGACCTCGTATCACCCTCAAATCTC
CACGCCCTTCTTAGCGTTGGACTGACCAAACCCATGTCTGGACTGTGACCTTTGGCCTTT
GACTCCTGACATACACCCCAAGTGACCCTTTGCTTCAGGCTTAAACCCTCAAA
>BJ492639 ID   BJ492639   standard; mRNA; EST; 660 BP.
TTCGGCACGAGGATTCTATTCTATTCTATTCTATTCTATTCTATTCTATTCTATTCTATT
CTATTCTATTCTATTCTATTCTATTCTGTTGTCTCACTAAAAGGCGCAGCCCTCCACATC
CATGGATCTTCCCTGGTTGGGGTCGAGTGGCTCATAAGAAACGTCACCTACNGACCTCAC
TGTTACATCTGTTTCACCTGGGACAACTCGGTCCGGTTCGCCTTCTCGGCCCGCCAGCCC
TTTCCCCGGTGGGACTGCTTCTACTGGCAGCTTCTGGAGACGCTGAGATCCAGAATAGGA
GACAACGCATGGTTTGATAACAGATGGGGACTATCCGAACCAGGATGTCGTGTGGGAGAA
GTTTGAGAAAGCCTTCATCGCTGCTGCAGGACTCATCACCCACGCTCCTGTACTAAGGGA
CTACTTCTATCATGGCTTAAAAGAGCTTCACGACGACNACGTCATGTATGCNGAGCTGCG
GAGCGGCTTGTCCAGGACATATGAGCTGGATGGAACCATTCACGACCAGATCTGGTTTCT
GAACATGTTTCAAGAAGTTACGCAGAAATTCATCANAGATTATCCAGACTTCCTTGGGGC
TCGCATCATCATTTCTGTGCACAGAGCTCTNAGTCTATCTTAGGTGAAAGCAGCTGTTCA
>BJ492643 ID   BJ492643   standard; mRNA; EST; 700 BP.
TTCGGCACGAGGCCACAGGGTTTTCCCTGTCCTCCTGAGTATGTTTGGACATGCGGCCTT
AACACCTATCTGTGGCTTCCTGCAGATTGGTGCGGCACCTGTTACCTGGCTGAAATTATT
CCTGCGTCTCTCGTTTTTCAGAAGTCTGACCCAGACACTGCTTCGTCTATTGATCATCTG
TCCAGGCGTCGTCGCGACACTACCCATTACGAACGCCCCCCTGCTATTGGCACCGGTAAA
ACAGTTGCCATGGCGCTTTTCCCTTCCTACGGTGTTGTTGTTTTACATAACGCAGTANAT
GATTTATATTGGTCCCTTGATAATCTCACCGCGTCCCTTTTGCATCTGACAGAATTTCTT
CATGAAGACCCCGAACGAAAGGCTATGACAACAATGATCTTACAGAACAGGATGGCGCTT
GATTTCATTTTAGCTGAGCGTGGAGGTGTTTGTGCTTTAATCCACGATTACTGTTGTACT
TTTATTCCCTCTTCCTCCGCGAATCTCACTCACATCATCAATGAGGTCAAGACCCTCANA
TCACACATTTCTTCTCAGATGACTGACACCTACNGGTCCGATTCCCCGCTTACTTGGTTC
ACTTCTGGCCCCTGGTGGAGTGTGCTGGTAAAACTAGTCACTCCGGTTCTCTGTGTCTTG
CTTTTATTTTTCCTTCTCGTTACCTGTGTGTTTCCCTGCA
>BJ492678 ID   BJ492678   standard; mRNA; EST; 167 BP.
TTGGAGGAAGCAAAAAACGGTTCANCAAAGGAGGAAATAAACAAGTCTGAACTGGAGGAC
GNGTCCCCCATCANCTTCAAAATGAACAACAACTCTTTGGAGGAACTGTTGGAAGGAAAT
CTTGTTCTTCCCAAAACCAGGAATGCCATGAAGNGCTTTGGCNCTCC
>BJ492689 ID   BJ492689   standard; mRNA; EST; 655 BP.
GCACGAGGTTTCTTTCTAAGTTATTTAAGTAAGAAACTGGCCAACCAGATGCCTCAATGA
AAGTATCACATCAAACATTCAAATAATTTGATTGACAGATTGTCCTGAGCCTTTCAAATG
GTAGGGGTGTGGCCTTCCAAGAAGCTCAATCCTGATTGGGAAGTGGTAGCCATAGAAATG
TCGACACAAACCGGCTTGGACTAGTCGTTGCTTACCGATGACGTCTGGTTCCAACATGTC
TATTGCAAAAAGTGCTGCCCGACTTGACATCATTTGATTGGAGCTGAAAGTACAGCATTT
TCTATGGGTGACGTCACACGCGCTCAGTCCAGTCCTCATATACAGTCAATGGTTCAGACC
CTCAGTGGGAGGAGCTCCCGATCTGCTGGGAGCATTTCGTTTCCAATGCTGTTCTTTATC
AGTCAACATTTAACCAAAAGTAAACAAACATGGGCAGTAGGGAGTATCACCACGATGTCA
TGCAAGAAAACTGTGATCCAGGCCATGAAAGTCTGGCTGCAGCCTCCTTAGAAAGATCTA
GAACTGGTTTAGGGGCCCTCAGTATTGCCCACTTTGTTGTTTTTTGTGTTTGTTTATTTA
TGGTTTACTGAAACAGATATGAGCAACAAAAAGCTTTTGGCTGAAACTTGACCTC
>BJ492690 ID   BJ492690   standard; mRNA; EST; 611 BP.
TTCGGCACGAGGATAGAAGCCAAATTTTAAATTTATTATGAACAGTAAAACACTGAAAAT
GATTTAAATCTTTTACCATCAGTTGTCAGTTTTCTGTCATGTTTAAAATCTAAACATAAA
TGATAAAACTAATTTAAATTAAACAAAATAACCAAAACTACAAACAGTTTTTTTTCTAGA
TGGAGGGATAAAAGAGCTGCATGTGGCTTCGTAGCCTCAGGTTGCAGACCCCTGGGTTAG
GGGACACTTTTGTGTCTCTGTTTTGAACCCACACGACACCTTTTGTGATATATTAAAATG



TAAAAACAATATGTGGAACTTTAAAACATTATACACATAACATTAAATGTTGTGACACTA
ATCTAGGGTAGTTTTTGTTAGTATCTTTCCTACTCCAAAACTTTGTTTTCTTATTGCATG
CCGACAGTCATCTNATCATAACAACATAACANAAAAATGTAAATAAATTACAATATGTTG
CTAATTTTAGTTTTTGCACATTATTACACATTTTAGTTTCTTTATTTCTGATTTTCCTTT
TTCTGTGATTCCCACTCCTGCTTTTTATCCCTCTCTATCTCTCCCCCTGTCTCCNCCCAT
GTTTCCTTCTT
>BJ492700 ID   BJ492700   standard; mRNA; EST; 665 BP.
TTCGGCACGAGGCACAGGTTGAAGAAAGTAGCTTCACTGCCACGTCTCTTCAGTTCTCCA
TGGGACAGCAGTTTCTCTCACTGTCCCTCATTGTCTCTGGCAGCTCTGAGTCTGAGTGAA
GTTGCAAAGACAGAAGCAGCAGATCAGAACCCTGTATTACCATAGACGTATATATTACTG
GACGGAGCGTCTCTGACGTCAACCACTATCTTCTACAGTCCCCTACCTGAAGCCTAAATT
ATCAGCTCACAGGTGCTGCCATGTCGGCTGGAGTTAACTCAGCCTAACTCAGACGTTCCA
AATATGGTGAAAAGAAGCAGGACCAAAGGAAATCGTTTTCCCCATTTGCTTTTGTCCACG
CCAGCGGTTCATATTGGTCCCTCCCCATGCTAATGGGGCTAATCATTTTAGCTAAAGTCT
CCAGCTCAGCAACGCANCGTTGGATTAATATTTACAGCATGAATACTTAGCTGAGTTGAA
CATACTGTCTTTAACTTAAGGCTTGGGCTAATATTTGATTTAACCCTCCACACACACAGT
CACAGGGCCCCGGTTAAGCAGAATGAACTACTGTGGTAAAAGAACCCAAAATGTGATGTT
GATGTGGACACAGGGTCTGAAGAGGTTAAACATGGACTGATGCTGTCTCTTCTTCTGCTG
ACNAT
>BJ492706 ID   BJ492706   standard; mRNA; EST; 558 BP.
GGCACGAGGATTTAATTAGTATACTTCCTACACTACACATACACGTTATACTTTCTACAC
TTATACCCAAGTAAAATTCATAAAATAAATGTAAAGGTCAGGTGAGAAAGCTCCTAAGCC
TCACACATCTGGGCCAGAAGTGAGCAAGGGCACTACACTGTTGGTTACTTATATAGCCCA
TGATTACAAAATCAGATTCATTTGACCTTATCTGAAACAAAGAATAAATATCTGTAAATG
ACCTTTAGTGACTTTTGTTGGTTTGATGTTTCTTGGATATTTTGTGCAGCTCTTTGAGTT
GAGCTTGGTTGTGAATTGGAGTGCTTTAAAGAAGCTGAAGTGAAGTGGAAACAATATTTG
GCCACATTGAATTGTAATTTTGTCATTTTTGATCTGCTTAAGTTTAAAAAGTTTTTATTT
ATTACTTACAGGTGTCCAATCAAAGTTGCAGTTTTGCTAAGAGACCACAGAATGATCTCA
ATGGTGAGGAGCGTCAATGTTTAGCATAAAAAATAATAATGGAAAATAACTTTTTAAACT
AAAGTCTTTGTTGTAGCA
>BJ492778 ID   BJ492778   standard; mRNA; EST; 603 BP.
CGGCACGAGGGTGCCCTGTGGTTCTTTTTGTGTGTGTGTTTTTTTTTTTAAGTACTTTTT
GCACAACTTCTCCTTTGANATCAATTATCANCCCACTCTTTAAACGNGGGCTGCGGCTAT
NCAACAAGGCCTCAAAAATGACTGAATCCNGNGTTTCTTGGCGTCATGCANATNAGGTTT
TGAACAACCCTTTGACCTCATTTATCTTTAANCTTGTTCTTTTTTGAATCCCACTAANCT
TTGGGNGAAAACTGATCAAAACCTAANNATCANCCNCTTTCCNGATCTTGANAAGGAGGA
ATATGGNGGACATTTCCNGTTTTTCCNGCTATATGTNAAGCGNGNGCATAAAATTGNGGG
CGTGTTAGTGTTGGGNGTAAATCTCTGCGTTNAANTTGTGCAATAATGCAAANANACCAC
TGCAGGGAGCTGATTCTAATGNCATTGTTTATTCAATTTTCCGTCAGCTGCTCTCTCACT
CTAACTTCTTTCCCTTTTGTCAGTTTTTCACCTGAAATGAACATTTANTTGGATTTGGNG
GAAAACGGGCTGCTTTTCTGTCATTTTTACTTGAAGTCATCATTTGACTCTAAATCTTTG
TGA
>BJ492797 ID   BJ492797   standard; mRNA; EST; 675 BP.
AGCAGAGCTGCTGTCGCTGCTGCTGCTGTCGCTGAGCTGTGCCTGGCTGCTGGGCTGCCA
TCCTCTCAGCGAAGTCATCTTCCACCTGCTCAACAGCTGGCTGGCAGTGGAGGACCACTG
TGGGTACAACTTGCCCTTGGCTTCACACAGACTGTTTCCCTTTCTCGGCGGTGCCCCCCA
TCACCAAACCCATCANAAAATCAAATGCTTTAACTACGCTCCCTACTTCACTCATTGGGA
TCATCTCTTTGGCACTTACCGTCCACCCGTGCTGGATCCCAGAGAAAGTCGGGAATGTCG
CGCACAGTANAGGAAAGATTCCTACTTTCTGGATAAGATGAAGTGCATTTGCTGCAGGTC
GCATGTTTTTCCTGTACTCTGTCTGACTGCATCAAGACACTTTTAAGAGGTTCTCTCCAT
CTNACTGAATTATTGGAATAGGAAACTCANAGGTAGAACCCAGTAGTCTTTTAGGAGGAG
TGATTCCNAGTCTCGGCTGCTTGTTTTCCTAACAGCACCGAATTACAGTGCAGCGATNCG
TGGAAAACTACCCACATTTGAGCAGCTGATAAACTCTTTATAAACTTTGTGTGTGTGTGG
TTGCCAAAAGTTTGATCTCACATCACAAGTCAACAAATGTGACAGCAGATCCCGCACAGT
CCAAGTCCTGAACTT
>BJ492800 ID   BJ492800   standard; mRNA; EST; 561 BP.
TTCGGCACGAGGCAAAGCTGCTCCAAACATTGAACTGATAAAATTAGTTTTCTGTGGGTT
TTCTGAAACTAAAACCCTGAAAAATAATTAGAAAAGTAAACCTGCAAGACTGAGGAATGA
TGATTGAGATGAAAAACTTCATGGAAAATGTCATGAATGTTTCTGTTGAAATGTGGATGA
GTGCAGCAGTCACTACTGAGGTCAGACTCCAGCAACCTTCTCAGACTGGGATCTGCAAAC
TTTCCCAAGCCAGTGCAGTTACCACCCCATAGCATGATGCTGCCGTCACCATGCAACGCT
GTTTTTGAGGTGTTCTGCTCTTATGGGCCACATCTGCAGCAATCCTTCATTTCAAAAGTC
TAATCCTCCAATTTTTATTTTGTTCTTTTTGTTCACACCCTTCATGGAAACATCCTAGAT
GAATCCNAATTCAGCTCCTTTTTTCTTTTTTTCCATTAACACCCAGGTCACGCTGTCCTC



TACTCTTAAAAAACTGGATCAAATGTATTTATNAGAGTCCTGGATATGTTTCTGTCATTC
CCGACTGTCCCCTGCAGACGT
>BJ492869 ID   BJ492869   standard; mRNA; EST; 301 BP.
GAGGCTGCGGTCAGGTACTCCAGGATGGCCGCGCTGTACACGGCGGCGGTGGCCCCCACT
CTGCCGTGGCTCGTGGTTCGAGACTTGAGATGTCTGTGGATGCGACCCACCGGGAACTAC
AGCGAGGAGGGATACAAGCGTTCACCGACAGGCGGAGCGCCCCGACCCGCGCCAGTACGG
CCGGCCGCGGCGGGGCCAGCGGGAATGAATGAGCGGCGCTCACTGACCTGGAGTCCCGCT
CTCTGCGAGCGCGAAATCGCCTTGGTCTTCGTCTTCCCGGAGTCCTTCCCAGCCTTACCG
C
>BJ492871 ID   BJ492871   standard; mRNA; EST; 665 BP.
GAGGGTTGAAAATCAAACCTGCCAAGTATAATCAGGATTAACTGTAACCTAATGTGTAAC
CGCATAGAATTCTGCAGATGTGGAGCCAAAGCTGGTCTGAGACGTGTCTTTGAATGGTTT
CTACAGTAACACACACTCACTAATAGCTTGTTAGTGGTCGCACACACAGTTAGAATACCT
CAGCTGTCTCTGAAAAACAGCAAAGAAGTGCAGAGCTCTTTAGACAGCTATAGAAGCTGC
AGCTCCAGGTGCTAATTCTCTCCTCACATGCATGAAGGAGTCCACTGTGTGGTTCTTCAC
AGCGGAGCGTGCAGGTTTTTTCTGCCCTTTGCTTCCTCTGTTCTGCGTCAGCCCGGCTTC
TCCTTCGTCCTGCCACAGAGAAATCGAGGCAGGAAGGATTTATAGAAGACCTGTGAGAAA
ATCCTTTGTGACACTCATCTGAGAGGCGTGACACATTTGATGTCACACTTGGGGAATGGA
GTTAGAGCGAAAGCAGGAGATGTCAAAGTCGCTTCAGATCACCAGACAGGGATCGCANAA
AGAAGAAGAAAAAGACAGAACGGTCAGCTTTAAAGGATTTGACAGATGTTGGACTTCAAC
TTTTATCAAAGTGCTTTTGGTTTGTTGAGTGCCTGCTGCCTCCGTTTCACTTTTATGGCT
CACCT
>BJ492891 ID   BJ492891   standard; mRNA; EST; 168 BP.
TAACACAAAATTCCTTCANCCTGGCCAAATAAAAAAAAAATTCACCAAAAAGTTTGAGTT
CCTGCTCTTTTNACTTCCNTTCTAACATCTAANAAAAANTTTCTGCTGCTGTCCNTCCTT
CTNCTNAANTTGNTTTATCCCTNTAAGGGTCACAGGGTTGCTGGANCC
>BJ492895 ID   BJ492895   standard; mRNA; EST; 615 BP.
GGCACGAGGGTGAAATATACAGGTTTTATCATCGTAAATCTGACTTCAGAGGAGTCAGAG
GCTCACCAGCCATCAACCTCACTGCACGTCACTGAGTAGTTGTGTGTGTCAGAGAGAGGC
AGAGAATTAAATAGTGACAGAGTGCCTGTGTGTGTGGAGGAGGTATTTGACCTCCAGGGT
AGTTGCTGTGTAAACTCTGGCTAAGCTGCATTTGATGTGTGTATTGAGGGTGGACACTTT
CCTTGAAACAAACACAAGTACAATACTTGCTGTTGTGTTGTGGGGAGAGGAGTGTGTTAT
GGAAAATAATATGGCTTTAATTGCATGTTTGTGTTTGTGCATCTTGGCAGGTCAGTGGGT
GGTGTGGCTCTTTGACTCTCACTGTTAAAAATTTCGGCTCTTGGTGTCAAACTTGTTCGC
CACCCCTGTTCTACAGGGTATCCAGTTTGTCTTTCTGAGAGGTGCTATAAATCAGCAGCC
TGAGGACATCTGCAGGATTTTCTTTAATCAGAAAATTCAAGTCACTCATCAACAGCTTAG
CTCTACTCTACTCCCTCCCATCCCTGACTCTTTTCCCCTCANTCANATNTTTTCCTTCTT
TCAACTGCCTGACCA
>BJ492917 ID   BJ492917   standard; mRNA; EST; 693 BP.
GAGGGGGGAAAAGACCAAGATTTTTTTCGTGGGATTGCTGGCAATTCTCCAAACGTATCC
CAACTTTAACCACTGCGGTGCGGCAAGATGTTGAGATGGTTCGGTATCTCAATCTCTGCT
GACTGAAATGAAGGATAAACACGTCATTACTTCATGACCATCTTCTTTTCGTTTGTTTCT
TTCCAGAAGCGCTGTAAGCAACAAAACACTGCGACAATAGAGGGCAAAGCTTAATCCCAG
CCCTGTTTCAGTAAGTTGTACAGTAGGTAGGCTAAGCTCTCAGATGCCCTCCCCCTTCAA
CACTCTTTAGGCTTTGCTTTGCTGATTCAGTCAGCGACAGTCTGCTCAAGGGAGCTGTCT
TTCAGCACTGATCCAATGCATTCCTGTTGCTGCTATTGCTTTTTTTTCTAAAAACAGACC
AACCAAACTCTGCAGTCTATGAAACAGACTCACAGTATGTGTAAAAACGATATACCCGAG
GATGGTGCAATGTTATAGATTCTGTAGTTGAGACCCTGTTTATTTAGCATTGGGCCGCAC
ATTTCTCTGAGATAGGCCACATTCTTCTTCTTCCATTGCCCATCANCAGTTGATGGTGCA
TGCAGGCACCCTCATGTAGCTGACCTAAACCTGCACATATCTTTTCTTTTTGTGCCCCCC
TCCCCTCTTTAGTCTTTGGTACTGCATTTCCNC
>BJ492949 ID   BJ492949   standard; mRNA; EST; 616 BP.
CGGCACGAGGGCGCAGAGGAGCTGACAGTGATTCTCTGGACCAGGTGCAGGTAGAGAATC
CAATGATTGAAAATGAATGTGTGCCTGAAAGAGGGTTTTTCCTGAAATCCCTCAGCAGTC
GTGTGGTTCGTTTTTTTCAAGCCGTGAAAAAAAAAAGGACAAACATCTGAAAGTCTTTGC
GCGAATGAAATAAAGCTTTGGGATGCAGCCNTCGCTCCGTTCTGAAAGCAACCGTCATCC
TCTTATCTCTNAAGTCAATGATTGTCGTGTGCGCTGCAGCGCTCCCCTCTAACGGCGCTT
TTCAAAANAAACCTTTCAGCCAAAACCTCCGCGCTCGCTTCCGTTCGTTTCCCGCCTTGT
GATCGTTGTGACCTCAGTGACCCCTGAATGATCTCAGCTTTGCAGGGAATTTTTTTGTTT
GTTTGTTTTCAANAGTAAAGGCTGTGAAATTCTCTCCTTCATCCAGTGGAACTGCGACTC
GGCCCACTTGAGGGATACCGTTGGCACATGCACCCAACTTTTGTGTTAAAGCAAGCTTGT
AAAATAGAAAAAAAAAGAATTGAACTACGTCTTGAAGATNAGCAGCACCCTAATGCACAT
GCTTTTCTGCCACATA
>BJ492965 ID   BJ492965   standard; mRNA; EST; 666 BP.



GGCACGAGGAGCAGGCCTGCAGGGAGAGCGGGTTTCGGGTCAGACGTGACCGCCAGAGGC
CGGACACCGGCGACCCCAGACCAGAAACCCAAAACACGCCGCTCCGTCCCATCAGGCAGT
TCCTACCATGACCATAAAAGGAGGGGAAGCTGGCAGCCGCCAGGCTCCACACTCCCATAT
AAGGTCAGGTTCAATGCAGGGGGGGGGCTGGTTAATCAGGAATCAGCTGGTGGCGTTAGG
GGACAGGAAATGACATCATTCCAAAAGCTGCGTTAGTGGAGAATCTTCAGTTTACATTCA
TGAAGGTCTAAAGAGTGTGCCGTCGCGTTTGATGCCGTTTCCAAAACGACTGTTGGGAAT
GAAGAAATGCCCTCAATGGATGCAGCCGACACCCCCACAGGAAAAACCCGCTTTACTCCT
AGGAATATGTGTCGTCTATCANTACATGTACCACAAACCACTGGAGACGGTTTGATGCCN
ACAGTATTTGGAGGAAAGGCTGGAGTGTGGCCCAAAAATTTGTGATAAATAATAATTTCC
CCTTATCAATTCATGCCNAGATACATTAAAACAACCNGAAACATTTAACCATCTCTTTTG
ATGAACTGAAATTAACATTTTTTGGAAAAAGTGTTTACNATTTATCAAAAAAAAACATGC
ACCCCA
>BJ492971 ID   BJ492971   standard; mRNA; EST; 444 BP.
TTCGGCACGAGGCATCTGCAGCTGAGGCTTACCTGGAGGAGGCATGCAGGGAAGCTGGCT
TCTCTAATGGATACACGGAGTTATCAGCATTGCAGCAGGAGCAGCTCCAGCAGAGGGCAG
CATATCTGCGTCAGCAACGGGACAAGCTGCAGGCTTTGAAAAAAGACCAGCAGAAACCCA
ATCAGACGACCTCACAAGAAGAAACGCCAACCAGCTCCACGCCATCTCCCACTCCGGAGC
TGTCTGCAGAGGAGAGGAAAAGGCTGCAGAAAAGAAAACACCTGGCTGACAAGCTGAAAG
ACGAAGTCATTAAAAAATAATCCCTCACAATGCAAAACCTCCCAAAAAAATGTCCTCCAG
TAATCAATCACTTCCCTCACAGACCTACNGAGTACCTCACCTGCTGATCTTTTTTTTTTT
ACTCANGACTTTAAAAAGCCAATC
>BJ492980 ID   BJ492980   standard; mRNA; EST; 697 BP.
TTCGGCACGAGGGCAACAACCTATAACCAGCAGGATCAATGTGGGGTTCAGTTTTGTCCA
GTGACACTTTGACACATGGACGGGTAAAGTGGTAGTTGAACCTGCAACCTTCTTATGAGA
TGTTAACCACTCTACCTCTGCAGCACAGCTGATGACTTTAGTTTCTGTATTTCAAAAAAT
TTGAAAATTATGATTAATTTTTATATTTTAGTTAATTTTTAAAATTGAAAACTCTTGAGA
CCAAACCCTAATGTTCTAATTTACTCCAAAGCAGCCTGAGCTTTCCTTACATGAATACAG
AACCACAGACTGTTGGCCTCCATAACACATTGATGCAGTCACTCAATTAAAAGGAGACAC
AAGTTCGTATTTGACACCTAACAATGAACAGTTTTCTAGATTCTGACATGAGCTGAAAAC
AAACGTTATTAATGGGATTGATATATGATTTTTTTACAACAGTCTTTCTATTTTATATTT
TTTATGCAGTAATTATCANAACCAAAGAAAAAAGAATCAATACATTTAAATCTATGTGTA
AAGATGCTAGACAATGAGTTTTACTGCTATCACAAAAATGTTAAACATTTTCACAAAATG
AATTCTTTCAGATGTACCAGTTAATAAAATGTGTTGTTCTGTATTATTAGAGTTAAATCT
TGAACGGATTCAATGTGTAGTTTATGCTGAGATGATG
>BJ493009 ID   BJ493009   standard; mRNA; EST; 584 BP.
AGGGAGCACTTGGCCAGCTCCCTGAAGCTCACCTCCACCCAGGTCAAGATTTGGTTCCAG
AATAGAAGGTACAAATGTAAGAGGCAGCGGCAAGACAAGACTCTAGAGATAGCGGGCCAT
CACCATCACCACCCGCCGCCACCAAGGAGGGTCGCTGTGCCGGTTTTGGTCCGAGATGGG
AGGCCTTGTCTATCTGGATCACAAAACTACAACCCTCATTACGCAGTTGGAGCTCCAAAT
CCGTACTACAGCGGCTATCCGACCTATAGCTACNACAACTCAGCGTACACCAACACTTAC
TCTTGCACTTACTCCAGTTTACCCGCTCTTCCACCGACCCACACCCCTACNAATGCACTG
ATGACCATGAATCTGGGGAATATCGGTGCGCAGACCCAAACCCAGGCTGCTCAGGGGCCC
GTGGTCGCACCCTGCCNAGGAACTCTGCAGGGGATCAGGGCATGGTAACCCGAACTGAAG
AACACACCCATACTGCAGACTTCATCATCTGAAGCAGGAAATAAAAACAGTGATNAGCTT
CTACATGGAACTGTAGCGCACGGCAGGCTCATGATGAAGACCTA
>BJ493014 ID   BJ493014   standard; mRNA; EST; 634 BP.
TCGGCACGAGGGGACATTTTTCGCAGTAAACATTTTTATTTTCATTGATGTTAAGAAACT
TAATATTTTATCATCCAAATGTAGAATTAAACTGTGACAGCTATATTGACTATTGAGGGA
CACAAGTTACATAAGTTCTGACACTCCTGCTCAGGCTCCAACAGCCGTGTTTGGTCTGAT
GCCATGCGGCCCTCAAAGTAGAGACACGGTCACTCTTGGCTGTCTTGCCGTTGATTTCAC
CCCCTCTTCATTAACTTTCTCGTGGAAACAGGGCACCAACAATTTGGAAAATATCACCCA
GTACCCTTCAATACTGAAAAATGACAAATATTTAGGAATCAGTCAGGTTCAAGTCAGCCG
ACAGGACTGGGACGCCNAAAAGACTTTCAAGTGTGTTGCCAATCATCCNAAACAGGAAGT
TACGTCTCCCTTAACTAAACCAGATGTGCTGTTTAGGTCGCCCAATCTCACAACAAGTTT
TTTCCTTGATGAGGAAAAGCAACAGGCTTCTTTCTACTGCTTTGCCAAAGATTTTTCTCC
TAGGACCCATGAGATCATTTGGCAGAAAGTTGGCAGCGAAAAAGCCAGCATCCTTGATGA
GACCAGTGTTTTCTCAGAGGGAAGAAATGACACA
>BJ493020 ID   BJ493020   standard; mRNA; EST; 692 BP.
GCACGAGGCCATTACAGATCATAGCATGAATATATATATGTGCACAAACAGCTGAGAAGT
GAAAAAAATACAGACTATAATGAAGTCCCAACTTTGGTTTGGCCCCCCTGTAGCAGACCC
ACTTTTTGCACCCCTGCTGCTTCACTCTGTTCTTCAACATTTCTGGTCAGAGTTCCAGAG
AAAGGAAGGTCCAGGTGTCCTGTCTGTACCGATCACATGTGTGAAATGCATCAACGTCCA
GGGAGGCATAACTGTTCTTTTAAGATGTTAAAACTGCCGTTACCACAATAATTACGTGTT
TAATGTCACTGTTAGGGTTTGATTAACTAATGTGACATATGACCCTGGGATATGCAGTCC



TTAACCCTTTATAGGGCACTCAATGAAATACTCTTGCCCGATAAAGGGTTTTTAAGCATG
GTTTGTTCATGTTCTGCCGTGAAAACCAGGACCAAAAGCCTTCCAGCTGGGTTTGGGGCT
GAACCACCAAGAGGTTCCAGGAGGTCACAGGAGCATGAAACTTTTCCATTCCAGTCTGGA
CGGTCGTAGATCCGTCTATAAGCTCTGCAGGAATCTCTGGATCCTGCAGACTCCATTGGT
GCTCTAGTCCAAACCAACAGAACTTTCTTCCTAAACCAACAGAACCTTCCCCTAAACCAA
GTCTCCTCTTTGACTGAAACGTTCCAGCATTA
>BJ493075 ID   BJ493075   standard; mRNA; EST; 652 BP.
GAGGCTGTCATGTAACGGGACTGGAAACGCCGTGGTCATCGTGGTTGGAGGTGCAGCAGA
ATCTCTGCACTGCACGCCAGGCATGAACTGTGTCACCCTGAGGAACCGGAAAGGCTTTGT
TCGACTGGCGCTGCAAAAAGGGTCCGACTTGGTTCCTGTCTATTCTTTTGGAGAGAATGA
CGTTTACAAGCAGGTGATTTTTGAGGAGGGAACCTACTGGAGAGCCATTCAGAAGAAGCT
GCAGAAGATCTTGGGCTTTGCTCCTTGCCTTTTTCATGGAAGTGGCCTTTTCTTTAACAA
TTCCTGGGGCATTGTGCCTTTCTGCAAGCCCATAACTACCATAGTTGGAGAGCCAATTAC
TGTGCCAAAGATTGAAGATCCAACTGAGGAGATGGTGGACCTCTACCATGACATGTACAT
CAGGTCTCTTCAGTCCCTGTTTGACAGGTTTAAGACCAGGTATGGTCTGAAAGAGAGCGA
CATCCTGCACGTTCAGTGAGGAGATAAAGAGACGTTGCTGAAAATCCCAACATCCAACCG
TTTTTTTTCTCATTGTGAATTTGTTGCTGGTTCATCACTGAACGTCTACCTGCACATGTA
AATGCTGGTTAAAGATGCTGATTGCAGTGCGGCAAACAAAAATGGGTGAAGA
>BJ493104 ID   BJ493104   standard; mRNA; EST; 652 BP.
CTTTGGAGAATTTCTTTTTACAGATTTAAATCTATCGTACAGAAATGTGTTTCCGAACGG
GGTCGAAATGTGTCTTCCTTCATTAACGGGATTCAAAAGTCATCCATCTGGATGGGTAAT
GTTAATCTTGAAGATCCAATCTTATTGTTTCATCACATTCCAGATGTTTTGGACAATTTA
TGGCAGTTTGGAGTTGCTGTGCATCAAAGTGGTAAAGACACATTGTTGAATCACCTGATT
TAGCAGTAACCTTTGTGGTCGGATGGTCATGTAACTCAACAGGAGGGGCTCCCTGTGAGA
CACAAAAGGAAATTTGTTGAAAAAATTCAGGAGGAAATCTTAGTACTTTGCTTGCTCCCA
CGTTGCAGATTTTATCTGTGTCTAAAAACGAACATAAGGTCAGGGCAAGCAACTGAGTAC
ACACTTTCCCGAAGCTGAATTTTCATACCAATTTATCCTAAACTTTCCTGGTCAGATTTC
TGGATGAGTGATCACCACATTAAACTTTTTTGTATCTGACCTTGGTGTTCTCACCTATGG
ACTACATGGAAAATCAGGGCTGCCCTGCGTATGAGAGGCTTAGCCACCTAACAAACATCT
CAAGTTTAGTACTTCAGTGGCATACGACTGAAAACTGACTTTGTCCATTCGA
>BJ493115 ID   BJ493115   standard; mRNA; EST; 587 BP.
GCCCCACCCCTTCAAAAATACCATCCTCCTCCTCCTCCTCCTCCTCTTCCAATCTGAACC
TGCGACGGAGCTGTGAGAGTCTGCTAGACGACAGGTTACCGCCACCAGAGCGTCCGGCGC
AGCGTCCGGCGGCGCGCAGCAGCGCCGTGGCGGCTCGCGTCAGTCCCTTCAACTACACAC
CGAGCCCGAGGAAGAGCAGCACCGAGGTCAGCCCTCCGACAACCACTACCAGCAGCATGT
CCAGCACGCCCACAAGACCCTCGCTCATCCCAACTCCTGTCACCAAGAAGAGGGAGCCCA
AAAGCGGAGAGGGAGGCGGCGGAGGCGGCGGCGGCGAGCGCGGCTCGTACATAGTGACGT
CCGTGTGAAGATCAGCAGCCAACTCTGCAGCAACTTGAACTTTTTATCTTTTTATACCAC
TAAATGATTATTTGTTGCTCTTAGCTCCGCCTCCTGCATGACCCCGCCCTTCTTAGCAGT
TTAACACAATGATGCTNACGATGGTATCTGCCGACTGTCGTGTCGGAACTTCCTGTTGGT
CTTTTTGGAATTTGGTTGATGACCAGAACCAGTTCCTGGTGTCCTGT
>BJ493123 ID   BJ493123   standard; mRNA; EST; 675 BP.
ACAGTCTATCTGTGCCGGATCTTTCTGTCAGCTCAGCAATGACTGCACAGCCTCTGTTAT
CACCCCCAAACAGCCACCATCACCACCCCAGGACAGAAAGAACCTTTGCCTCCNAATGTA
TCCACTCTGAAGGAGGTAGAACTTCCCTGGGGAGAATCAAAGGAACAATGAAGCTCAGCA
CAAGACACGGGACTCACGTTTTCTTAAGTGTTGATCAACCTGCAGGTTAGTGTCAGCTGC
TCTGCAGCACCACTAAGCCTCATAGGAAATGCAGGACTTTAAATGAACCACTGCAGTGTT
CTGTGTGGGCTATTTTTTTGTTTTTGTTTCTTTTTCTAAAAAAATCCGGACCCCTCTGCT
AGACTGCCTGAAAGCTGAGAGGAATCTGTCAGCAGCAGCAGTCGGGGTGGGAAAATACAG
ACAGTGTTTCTTCTTCTATTTATCAAAGTCGTTTAGTGCATTTTCCAATCTTAGATCCTT
TTAAAACAATGACAGAAATTCAGATTAAAAGCTGATACAGTTCATGCCCATGAAAGAAGC
ATTCCCACCAATCACGAGCAAACTTTTCTCTGTCTGATGGAAGAATGACCTTTTCCAGCT
GATGAAGAGTCGTGTTCTGAGCATGTACTCTGATCTGCTCTGCAGATGAACTGAACTGCC
TATTTTCACATTTCA
>BJ493168 ID   BJ493168   standard; mRNA; EST; 722 BP.
CGGCACGAGGCCGATGCTCTCCGCGAGCGCCTCTCACGCGGATTTTGATCAAAGTTGCTA
CAAGCTAGCTTTTAGCTCGCTGCTGCTAACCTTCAAGCGGTGAAGTGGCCAAACAATCAT
GCGGATCATCGAGGCCGAGACCCCTGGGATATCCTTAAACGCTTCCCGCAGGACACGACT
TTCGACTGGCCGCTGACTGGATTCTGCAGAGCCACTGTAGGACGGAGAGCGACGGATCTC
ATCGACCAGATTGCCTGCTGAACTTTTTGCCTGTCAGACAGATTGCACAGGGACCATGTT
GATCATCTTGGCTGCTGGGTCTGTGTTCTTTCCGGGCCTTTTCCTTCTGTCCAAACAATG
CTTGAAGTCCATCCCAGCACTGAGATGGAGCGAAGGAGATGCAGTCATTGTGTCGGCCAG
GTTAGTGTCATCGATTCAAGCGGTCATGGCTTCTTCAGCTGGATATATCATTGCTTCCTC
CTGCAAGGACATCATTGAGGACCAGCATTGGCTCACCAGCACTTACATCATGTTCGCTGT



TCCCTACTTTGTGTACGACATCTACGCAATGTTCATGTGCTACTGGTACAAGCTGCGGGT
CAAAGGGCACGAGGAGGCCGCGGCGGCCCCCCAGCACATGCGCTCAGCACTGGCCAGCTA
CCTGCGCCGCGAGTTCCTCATGGTGCTGCACCACGTTGTCATGGTCACCGTCTGCTTCCC
GG
>BJ493186 ID   BJ493186   standard; mRNA; EST; 674 BP.
CNGCACGAGGGCTACCTGATGTTTCCTCAAGCCACGGATGAGGTGCGGGAAAACAGCGAC
AAGTTCTCGCCGTGCAGCATCAAACACATCAGCAGCATCCTTAAGCTGAAGAAGGACGAC
TGCTTTGAAGTCAGTCATCAGCCCATCTGTGGAAACCACATAGTGGAGGACGGCGAGGAG
TGTGATGTTGGTCAGAACGACACAGACCTCTGCTGCTACAGCGCCNAGGAGCCTGTGGGA
GTCCAGTGTCAACTCAAACCGCAGAAAGCTTGCAGTCCAAGCCAGGGTCTGTGTTGTCGT
CCAGACTGCCAGTTCAAGCCCGCCACTCATTTGTGTGACGAGGAGACGGACTGTCAGGAG
GCCAGCTTCTGTTCAGGCCTCTCGTCCATCTGCTCCACACCAGCGGCGAAGGAGAACTTC
ACCGTCTGCAGCCAGGGCACACGCATCTGTCTGAACGGGGTCTGTGCCCAGTCTGTGTGT
GTGAAACACGGCCTGCAGCAGTGTGGGTGTCCAGGAGACTCCATGAGGGAGAAGTGTCAC
TTGTGCTGCCAGCAGCCCGACGAGCCCGGGACGTGTGTCAGCTCCACCTCCCCAACGCTG
TCCGCATATTTTCCGAACAGATCGTTGCCTCTCGTGGGCGGAGCTCCGTGTTCGCAGAAT
CAAGGTTACTGCGA
>BJ493195 ID   BJ493195   standard; mRNA; EST; 748 BP.
GCACGAGGGTTCAGTTCATCAAGAAGAAGATCAGTGAGGATCTGCCTGCAGAGAAAAGCA
TCAACCTGTTCCACTGTCTGAATGAACTGAATGATGGATCTCTAGTGGAGGAGATCCAAC
AGTTCCTGAGGTCAGGACGTCTCTCCACAGAGAAACTGTCTCCTGCTCAGTGGTCTGCTC
TGGTCTTCATCTTACTGTCATCAGAAGAAGATCTGGAAGAGTTTGACCTGCAGAAATACT
CTGCTTCAGAGGAGGCTCTTCTGAGGCTGCTGCCAGTGATCAAAGCCTCCAACAAAGCTC
TACTGAGTCGCTGTAATCTGTCAGGTAGAAGCTGTGCAGCTCTGTCTTCAGTTCTCAGGT
CTCAGTCCTCCAGACTCAGAGTTCTGGATCTGAGTGAAAACAACCTGCAGGATTCAGGAG
TGAAGCGACTGTTTGCTGGACTGGAGAGTCCAGACTGTAAACTGGAGACTCTCAGGTTGG
AGGACTGCAGTTTGTCAAAAATCAGCTGTAAAGCTCTGGTCTCAGCTCTNAAGAAAAACC
CGTCTAATCTGACAGAACTGGACCTGAGCAGGAACCAGAACCTTCAGGGATTCAGGAGTT
CGTCGTCTGTGTGGTTTTCTGGAGAGTCCAGACTGCAGACTGCAGACTCTGAGGTTGAGG
AGCTGCAGTTTGTCAAAGAACAGCTGTGCTGCTCTGGTCTCAGCTCTGAAGTCCAACCCG
CCCCACCTGACAGAAACTTGACTTGAGC
>BJ493205 ID   BJ493205   standard; mRNA; EST; 636 BP.
ATACAGCCTTCCCACCCCTGAACACATCTCCTTTGGATGCTGTGGAGTCAGACTCGATGT
TCTTTTCCCCGCACACGCAGGAGGACTGCCACATGATGTCTGCATACCCTTACCCCTCCC
AGGTGGCAGACTTTCAGCCCCAAGAACACCTTTCCAACCACCACAGCAACACCATCCTGC
ATCGACACCCTGCCTCAGTTTCAGAGCAGCCCCACCAAACTCCAAACCTTCCTCAAGCTT
ACATGGGATGCCACAACCCTTTAGCCATGTACTACACCCAGCACTGTAGCCCCAACCACC
CCAAACGGCACCCAGGGGGGGCAGGACAGCTCTCCCCTCCTCCAGACTCTCAGTCAGCCG
ACAGCATGGAGCAGATGCACCATTCAGAGCTACTCGGTGAGGTCGACCGCAACGAGTTCG
AGCAGTATCTAAGCTCCTCCTCAGCGCGTGCAGACATGACGGGCTTGCCATACGGGCCAC
ACGAGCCAGGCATGCAAGGACCCGAAAGTCTCATATCATCGGTGCTGTCAGACGCCAGCA
CAGCTGTGTATTACTGTAGCTACNACAACTCCTAACCTCCTCGTTGCTGCAAGGACACTT
GACCTGACCTCAAGTCTCTNTTGCTAAATTTGAACA
>BJ493222 ID   BJ493222   standard; mRNA; EST; 517 BP.
CGGCACGAGGCACAAGCCTGCCTCCGCGTCCCCCCTCAGTCCATTCCTCCATCTTGGATT
TCATCCTCCATGTTTGTTTGTTTGTTTTTTTCCCTCTCTTCTTGTGGACTGGAATCTCTA
AAGTTTCCTAGAGCAGAGACATTTTTGGGACACTGTTTGCTCTTGGTGGAGACTGACGCG
GGATCTCGATTCACTCTGGCATCGAGGAAAAAGACACGAGGGTCTCTGCTAAACTCGACC
CTCATCTGGTGGCTTCATGCTGCTGGAGATGAACCTAAAACAAACTTCTTACTACAGACT
TACAGGAAAAAAACAGAAAAAAAAAAACATTGATTTTTCCNGCTTCTTTGTAAAATTCCA
ACAGGACCAGGCGCTACAATAACTCGATGGAANGCTTCTTTTTCTTTTTTGTTTTTCTTT
CCCCCCACTTTANAGTATGTACAGANAAAGAGCGGGCAGGTCCNCGGAAATTGAGCTTTT
GAACCAAACTGANAAACAACAGGAAGCCTTTCATCTC
>BJ493224 ID   BJ493224   standard; mRNA; EST; 120 BP.
ATCTTCCTGNGGGCCCTGAATGACAACGACCTGACNGGCATGGCCTTCATCGACNCGCAG
CTCTACCTCCACCAAATGATCATCATCATGAACTTCATCCTGGCNGCTGATGTGATGAAC
>BJ493278 ID   BJ493278   standard; mRNA; EST; 579 BP.
AGGCTGGCGTCTCTANAAGGGTTCTGAACCCACGTAACCTCACATTTTAATACTAATTCA
NACGGGTGTGTCAAAACCGCTGCCCTAGAGTTAAAATAAACAATGCAGGCGAAACGTCAC
CTAAAAAATCTCAATGTTTGTTTTCAGCTCATCGACGTTTCAGAGTTTCAGACCGGATTT
CTGTCTTAAACTGAACATTTTATGCCTAATCAACACCAAACAAACCCAGACTGTTTTGGT
TTCTACAAGCAAAGCTNATGTTGATTCCACTTTAGCGTTTCGACCGCAAACAACGAGCAT
TGCCGGATTAGCTTCACAAACAACAATGAATCTGCCTTCGTGCCACCGGACAACCTTACG
TTTTTGACGTTACTGGTCCATAAGGATATCAATTAGCTGACCATGCTTCAGGAATAATCG



GTAGAATAATATTTATCTGTCGTAGTAGTAGCCGGTGTAAAACAAAAAGGCCTTGCGGAT
TCGGTGACAGGATGCTAGCTATGCGAGCTAACGTAAAGCCTCACGTCTACTGCAGGGGGG
AAAACAACAGCAGCTAACTAGCGGCTAGCCGCGGCTAAT
>BJ493314 ID   BJ493314   standard; mRNA; EST; 491 BP.
CGGCACGAGGGATCTGCTCTGAAACGAGGAAGCGGCGCACTCAGGAAGAGACCTTCAAAA
GTCCCAGGTTTGCTTTGGCAGCCGACTCCNAATGAAACGGCGGCGTTTTCAGCGTTGACG
TGGGCAGCTGTGCTGCATGCGGGCAGCCATCTTTGTTGTTGCTGAAAAGATGTTTTTTCA
CGCTCTGCTGATGGAACGAGAACGAAGACATTCTGGTGGTTTGTGTGGAGTTGAGGACTA
ACAGTAATTAGGAATTTAGAGTTTTAGTTTGTCCTCGTTTTTTAACACCGTTTTTGTATT
CCCGTCCTTTTTCATTTACGCTTTTTTTTGTGTGTTTACATCCTATTTAGATTTGCTTTT
TCTGAAATTGTTACGTCTGAAATAATTGCTTCCTATTTGTGGACAGATTTTTGGACCATG
TTTGCACCCTTTTGCATCCTTGCGTCAGGACAAAAACACGTCGACCACCANAAGAAACTC
TAAAAAAAAAA
>BJ493396 ID   BJ493396   standard; mRNA; EST; 284 BP.
AGCGCAACCCAAGACCATGGAAGTCAGGAAAGTTCATATGTGTGTAGAGTAAACAAACAC
TTTTGGCAACATAGCCTTTGTGTGTGTATAAGTTTCAGTTTTTTTATACTGTAAGCTTTA
AATTCTTGGATACAGATGCCCACAGAGGAAGTTGTAAATATTCTCTAGTAAATGCTTTGA
ATTAGCAAAAGGGACCTGAGGTTCCAAATCCACACACTGCACCTTTCTGTTCAGCTGCTT
TACTGTTGTGAAAACGAAGCCTCTTTTTTTTTTCTTTTCTCAAA
>BJ493397 ID   BJ493397   standard; mRNA; EST; 595 BP.
CGAGGGGGATTGGAAGTTTGGTCTTCAGTCCTGCCCTATGTGAAAGTGTCACCAGACCAA
AAATAAGCCCCTTTGGTGTTAATGTGAGAACAAAATTGTGGGAAACCTGAACTGAAGTTG
GCATAGAGCAGGAAAATTGCTGATACAGACTTTCAGCATCCTAAATACCTTACACTTTAC
TGGAAAGTCCACTCTGTTAGAGATCAGAGATTGCCTATTTCTGCTTCTAGAAAATCTATA
TGTTTATCACTCTGACATGGGACGATNAAAACTGCATCTAAAACAGTTGTGACCACCTTT
GAAATATTTCTCTTTGTAAATTTAGTATTTCATTAAATTTAGCTATCGGTTAGGGCTAGT
CAACGTAAAAGAAATTGTGAACCTAATCTCCTACCCCTCCNGCTTCTCCCTACCAGTACA
TTCATCCCTTCAAGTGGAGAGAGATGGAAAAATATGGGCTTTGTCCGAATTCCTACGCTA
CTCACTGCATAGTGTACTAGATAGTGTGTTCGCCATTTTGTAGTGCTGTCCGAATCAACA
ATTCCNAAATCGAGTTCCCAACAAATGTCTCTGTAAAAAACCAGTATGCAACGAT
>BJ493419 ID   BJ493419   standard; mRNA; EST; 532 BP.
TACACACCCTCCTACNAAGCTGCATCCACGTACAGCCCTGCATACAGCAAAGCTTTGCGT
TGCACTTCAACTCAACGCAAACAGCCTCAGGAGCCCCCTGCACCTGTCATACCCGTGGTA
CCCGCCAAGAGGACTGTGCACTTCCCCAATGACATCATCTTCCAGGATATTGTTAGAAGA
GGAGATTTGGAGCAAATTGGGCGCTTCATGAGAGCGAGGAAAGTGCGTGTGGACACACTT
TTTCATTCGGGTATGGCGGCGTTGCACGAGGCTGTGCTGACAGGTAACCTGGAGGTGGTG
AAGCTGCTGGTGAAATACGGTGCTGACGTCCATCANAGGGATGAGGACGGGTGGACACCA
CTACACATGGCCTGCAGTGACGGCTACCCTGAGATTGCCAAGTATCTCCTGGCAATGGGA
GCAAGCACAGAAGCTGAGAATGAGAGTGGAGAGAAGCCTGCAGACCTCATTGATCCTGAC
TGCAAAGACTTGGCCAAACTATTTGAGACTGGCTGTGTGTGATCGACCATCA
>BJ493425 ID   BJ493425   standard; mRNA; EST; 132 BP.
AAGTCTCAGAAATGCACCTTGAAACTTAATTTAGTTTATATATGTCTTCCAGCATGAGCG
AAATGCCACAAGAACATGTTAAAAACAGCATTTTCATCAGAGTGGGTCTTCAAACCTTTT
TTTTTTTTTTNA
>BJ493432 ID   BJ493432   standard; mRNA; EST; 666 BP.
CGAGGTTTTCGTTCCCTTTCCCCTGTTTTTATTTCACAGTGTCATAACATCAGTAAACAC
CAGACGACAATTGTATTTATTCTGCTGGAGCTGGAGCTGATGTAGCATGCTAATGGTAAC
ATCAACAAGGTTTTGTTTGGCATGCTTTAAAAATGCCTGATCAAAATAGATGCAAATGTC
TTTGAAGGCCCACTCCAATCCTATTTAGATCTAATTGTTCCCAGTGTCCTCCATCAAAAT
GCTACAAGAACATGTTTAAAAAAAACAAAATAAAAACATTTTCATTTGAAGCAGCATTTT
AATGCTATGACTTTGATAAACCTACATTTGATCCATCTTTCTATCGTCTCTCCCCAGTTT
ATCCAGAAAATCCAGAAAGTAGGCAGCCTGAAACCACCGTAAGTCGGTTGCAGGACTAAA
ACTTGTGTCAAATATTCTCCTGTCGATTACTTATAACAGCAGTCTTAATAATATGTTTAA
ATCCTTCTTTCAAACCATTAACTGTAAAGATCGAGTGCAGACTTGTTCCACTTTTCACAT
TAAGCCTGAATAACCGTCTAATCACCGATGCTTTCTGCTCAGGAGCCTAAAGCACCTGCT
GACATTCACCTGCTTTCAATCACCGCTCTGATGACCATCATTCACGCTGAGATTTGATCA
TAAACA
>BJ493457 ID   BJ493457   standard; mRNA; EST; 138 BP.
GCACGAGGGTTTGGGGTTATTCTCCACGAGTGAAAGAACCANAGTACGTTCAAACGCCTT
AAAGACCCTCATTCTGTTTTTGACATGTTCTTGTGGCATTTTTCTGACAATANAGGACAT
GTACTGTGGAGGAGATAC
>BJ493509 ID   BJ493509   standard; mRNA; EST; 563 BP.
CNGCACGAGGATTTTAACCCCTCCCTGCCTCTGCCTGACCCTGGTGTCTAATCATAATAT
TCATGTGATTACACCTTTGCTTTTCAGCTTTAAATGTGACATTTCTTAAAGTCCCACTCC



GATGGAAATTGTGTTTTTCACATGTTTTTGCTGCATTTTTCCTATGATAGACGACATATA
TNAAGAAAATGAAACTCAAATTGGGTTTTTAATTCAAATTGTTTGGATTCGGGAGCAGAG
GAAAAAGGACACAATGATNATTAAAAACCTCTGGAAACGCTTTGGAAATGGATCAAAAAA
TGATCGGAGTGGGTGTTTAAGATTTAAAGGTGAAATTCTTTACCTGTAGTCTCAAATGTG
CTCAGTTGTGTTTGCTGTTGTGACACAGTGACGCAGCTCTCTGGCGTTCCTTTACTCCTG
GTTCACTAGTGCAGGAATGCGTGAAAGCCTGCATGCTGCAGGAAGCATGACTCACCGTCA
CTCACAGCTGACAGCATTTCCACAAACGCTGTTCTATTTCTGACCCGCACGGGTCCAGAG
AGCGTGTGCAGGCTGCTGACTGA
>BJ493600 ID   BJ493600   standard; mRNA; EST; 622 BP.
ATGAGCGAGCGTTTCACCAAGCTGGTGAGTTCTGCAGAGGTCCTGCTGTCCGAGTTACCT
TGGCCTCAGGAGTTTGAGAAGGACACCTTCCTGAAGCCCGACTTTACTTCACTGGATGTT
CTCACCTTTGCTGGAAGTGGAATACCAGCTGGAATCAACATCCCCAACTATGATGACATC
AGACAGTCGGAAGGATTTAAAAATGTGTCCCTCGGCAACGTTTTGGCTGTAGCTTATGCT
ACCCAGAAAGAGAAGCTCACCTTCCTCAAAGAGGAGGACAAGGATTTGTTTATCAAATGG
AAGGGTCCATCCTTTGAGGTGCAGGTTGGACTTCATGAACTGCTGGGGCATGGAAGTGGC
AAACTTTTTGTTCAGGATCACAAAGGCAAGCTTAACTTTAATAAGGATAAAGTGATCAAC
CCAGAAACAGGAGAACTGGTGTCCAGTTGGTATCAGGGCAGCGAGACTTGGGACAGCAAA
TTCTCCACAATAGCCTCTTCCTACNAGGAATGCCGCGCTGAATGTGTCGGCCTTTACCTG
TGCTTGGAACAAAGAAGTGCTCCGTATTTTTGGCCTCGAGGGTCAGGATGCANAGGATGT
GGTGTATATCAACTGGCTGAGC
>BJ493696 ID   BJ493696   standard; mRNA; EST; 666 BP.
GGAAGTCTGAGCATGGGGGGCACATTGGAGAGACAAAGAGGTGGTTATCAACTCCATCGG
AGTGCTTCTCACAGGCAGTCCTTATCCACCTCACCAAATGTGACCATGGGGGTATCTGTA
TCTCGCCAACAGAGTATGAACAGAGGAGGTTACATGCCCCCGACGCCCCCATCAAGACTT
GATTCCCATGGTGCACTAGTAGCATCAGGAATGCACACACCCAACCCTTCTTCTTTGTCA
CGGCAGAGCAGCTACAGTGGTCATGGCTCACTCCCCCGCACTGGGGTTAAACGGACCCCT
TCTATAAAGCCAGATGTACCCCCAAAACCAAATGGATTTTCTCCACAGACTCCACAAATG
AGAGTGGTCAACAAGTACAGTTATTAGAGGACCATGGACATTTTTTAAGGGAGAAATTGG
GGTTTTTGGTAGAGCCTTGCACCATGAGGGCTTGAGGGGTATGGATGAGACATGGCCTAG
TGTGTGTTTGTGTATCAACTTGAGGTGTGTTAACCCTTTAAATTATATGCACATTCACTA
ACACGGATAAAGGGAAAACCATGTGTGGCCAAAGATTCTCACTGGGGCTGTCCCCTAAAC
TCATCTGCCTCTCTGGGCTTATAAGCATTGGTGTATGGTCAGTAGAGTTGGATCTACTGC
CTATTT
>BJ493776 ID   BJ493776   standard; mRNA; EST; 118 BP.
GGAGTGGGTGGATGGTTGTCCCAGGTTAAATGTTCCTCTGAGGGGGATTTTTTTTGGCAC
ATGAAAAAAAAATCATTGTAGCATTCTCAGTCCCAGAGGTGATTTGGGGGGGGGGGGG
>BJ493807 ID   BJ493807   standard; mRNA; EST; 622 BP.
CCCAGAACAATAATGTATCAGTTGTTGCATTCCAAGACTATTTAGATGCCTAATAATGGC
ATTCACTTTTACGGCATAACCTCGTTGGGCAGCATTGGCTCAGCAGGTCGTCCATTGATT
GAGGGGTCGGCGGTTTGATCCCCGCTCCATCAGTAGTTACCATCACCAAGTATGAATGAG
GAGTGAATGAATGATGTTGGACACATTGTAAGCGCTTTGTGCATCTGGAAAAGTGCAGAT
AAATCAAATCCATTGTTATTATTGTCTTACCAGTTTAATACAATCTGGACTTCTGATCCC
AAACCTTAGGTGGTCACAAAGACGTTCCATGGTGCCGGCATCGTTGTGCCTGTAGACNAG
AATGATGTAGGCTACAGAGAACTACCTGAAACAGACGCTGGTTTGAAGAAGATCTGTAAA
GCCATCGCAGAGGCTCGGAATGATGAAGATCGCATTAAAGCTTTTGGACCTATCCNGGAG
ATGATCACCTTTGTTCAGTTTGCTAACGATGAGTGCGACTATNGAATGGGTTATGAGTTA
GGAATAGACCTCTTCTGTTATGGATCCCATTACTTCCACAAGGTTATAAAGCAACTTCTG
CCCATGGCATATAACTTGCTGA
>BJ493823 ID   BJ493823   standard; mRNA; EST; 646 BP.
TCGGCACGAGGGATTTGTGTAGATGTTGGAACTCATTTGGTGAACGAGCACAAAGAGACG
AGGATCCCTGGAAAGCCTAGAGACTTTGTTGACTGTTACCTGGATGAAATGGAAAAGAGG
GGAGATGACTCTTCATTTTCAGAGGACCAGCTAATTATATACGCTTTAGATCTTCATTTC
GCTGGGACCGACACAACCTCCAATACTCTGCTGACTGGTTTTTTTTATTTGATCAACTAC
CCACACATACNAGATAAATGTCAACAAGAGATTGATCGAGTGTTGGAGGAAAAACAACAA
GTGACGTTTGAGGACAGACACAACATGCCTTACATGCAGGCCGTAATCCACGAAGTGCAA
AGAATCGCCAACACTGTTCCTCTCAGCGTCTTCCACAGCACAACTAANGAAACAGAGCTT
ATGGGGTACACCATCCCTAAAGGCACCATGATCATCCNAAACATGGGGTCAGTGCTGAGG
GAGGACGGACAGTGGAAGTTTCCTCATGATTTCAACCCTGAGAACTTCCTCAACGAAAAG
GGAGAGTTCGTCAAACCAGAAGCTTTCATGCCGTTCTCTGCAGGTCCTCGAATGTGCCTC
GGAGAANGTCTGGCTCGTATGGAGCTCTTCATCATCATGGTGACTC
>BJ493827 ID   BJ493827   standard; mRNA; EST; 576 BP.
CCACCGCGATCATAGGAGTGGCTGCAGTTGGAGGAGCGTTCACAGAGAAGATCATCACAG
ACATGGCAGCTTTCAACCAGCGACCAATCATCTTTGCACTCAGCAATCCCACCAGCAAGG
CAGAGTGCACGGCAGAGCAGTGCTACAAGCTCACAGAGGGGCGGGGCATCTTTGCCAGCG



GGAGTCCGTTCAGCAAGGTGACGCTGGCTGATGGACGCACCTTCTACCCCGGACAGGGGA
ACAACGCCTACGTGTTCCCCGGAGTGGCTCTGGGCATCATGGCCTGCGGAGTTCGCCACA
TATCTGACGACATCTTCCTCACCACCGCAGAGGCAATCGCTGACATGGTGACGGAGGAGC
ACCTGGCTGAGGGGAGGCTGTATCCTCCTCTCAGCACCATCAGAGAGGTGTCCTTTAAGA
TCGCAGTGAAGATCGTCAACCACGCATACNAACACAACATCGCCTCGTTCTACCCTGAAC
CGAAAGACAAAGAGGCGTTCGTGCTTTCCCACGTCTACAGTCCCGACTACNACTCCTTCA
CTGTGGACACGTACAGCTGGCCGCAGGAAGCCATGA
>BJ493834 ID   BJ493834   standard; mRNA; EST; 631 BP.
GAGGCGTGCTCATGCAGTTCTCCGTGTACCTGACGCTGGCGGAGGGCCTGCAGTTCGCGC
TGCGCTTCTACAAGGACACGGACACGCCGGGCCGCTGCTACATGAAGAGGACGCTGGACA
TGACCCAGATCGAGTTCCGCTGCTGCGGAAACAACAACTTCCGGGATTGGTTCGAGTTGC
AGTGGATCAGCAACCGGTACCTGGACATGAGCAACGACTTGGTCAAAGACCGTGTCCTCA
GCAACGTGGAGGGGAAGTACCTTATGGACAGCGTGCCGTTCAGCTGTTGCAATCCTGGGT
CTCCACGGCCCTGCATCCAGCACCACCTGACCAATAACACCGCCCACTATGATTACGACC
ACCGCACTGAAGAGCTCAACATCTGGACGCGTGGCTGTCGTGAAGCGGTTTTCTCCTACT
ACAGCAGTATCATGACCAGTATCGGAGCCATCGTCATCGGGGTTATCATCCTTGAGACAG
CAGACATGGCGGGGCTCAAGTATCTGAGTACGGCTCTGGAGACGATGGCAGACCCTGAAA
ACCCGGAGTGCGAGAGTGAAGGCTGGCTGCTGGAGAAGGGCGTGAAAGAGACTTTAGGTG
ACATGATCGGCAAACTCAAAACCCTGGGGAG
>BJ493867 ID   BJ493867   standard; mRNA; EST; 469 BP.
TCGGCACGAGGTGTTTCTGTCCAAGTTTGTTGGAGAGGAACGTCCTGAAGCCTCCGTGAA
TGGACGGATGACGTTCAGGCTTGGCACAGACTTCTCAAAACCCCACAGATGTGGTTCTGT
CAGCGGTGAAGCAGCGGCGTCTGAGAATCCCTTAAATCTCCTCAGCGGACCGAGACGGGG
GAGTTTGTGAGGGGCGGAGGTGGTTCTGGACCTCTCTGCAGACGTTTCCTCCTTAGAACC
TTTCTGCTGCAGCTGAGTCAGAAAGGATCAGGACGTTTGCATCCACAGGCCTCTGTGCTG
GGGGGGGGGTCCTTCAGTCCAACAACANAANTCTGCTCCACAGCTTCTCTTCTGTTGAAA
AAGCANCAAAAGTTTGGATGTTTACGTCAGCATCAAATNTTAAAAATAAAACGTTTGGTT
TTACGGTGACNCTTTCATTTCTGTTGTTTTCGTACAGTTTTTTGGTTAC
>BJ493869 ID   BJ493869   standard; mRNA; EST; 604 BP.
CGAGGCCGCTNACCAAAAGTTCAACCGCAACCCACAAGCCCCCTCTGCTACAGTTTTTCT
CAGCCGGACTGCTAAAGTGTCAGCCGTCAAACCCAGACCACATCCTGTGAAGCCTATGAG
CTCACCGGAGATCCAGCAACCCACCATTCCTCCTGCTGTGAAGGAAATAAAGGTGGTGAG
CAGTGCACCTGCAATAATGAAGATGGCTGATTCTGTGTCAAGTGGTCCTTATGGTCAGCT
GACACAAGAGGAGCTGATTTCGCTGGTGGTGAAGCAGCAGGCTGACCTCTCCNAGAAGGA
TGCTAAGATCAGTGAGCTGGAGCAGTATATAGACAATCTGCTTGTCCGTGTGATGGAGGA
GAAACCCACTATCCTGTTTTCCCTCAACTCTGCCAAGCAAGCTTGAGCGCATGCTTGTTA
GAAAGAGAGTGCCTCTCCTTAAGGCTGGGGAGGGAAGGTTGCACATGTTTTAAGTGATGT
CGGTGCGTTGAGCACTTTCAGTTTCAAAGTCGGAAAGCTTTGAAAAGGCTGCAAAATATT
CAGAATCCTACATTTATGGGGAATCGTACGCATTTTGACACTAAGGTACTGCAATTAACT
TTAG
>BJ493879 ID   BJ493879   standard; mRNA; EST; 580 BP.
TCGGCACGAGGCTAAAGTTTACGCTCTGCCCGAGGATTTGGTGGAAGTCAAACCCAAAAT
GGTGATGACCATCTTTGCCTGTCTGATGGGGAGAGGCATGAAGAGGGCGTAGAGGAGCAG
CAAACGGCGTCTGTCCATCTTTGCCTGGGGAGGCATGAGGATAGGGGGGGGGCGGCGGCG
TGGATGGATGGTGTCGCAGTCTGACTGGAATTTTTCTGCCCGTTTCATTTTTGACAGAAA
AAGGCATTCATTATCCAAATTGTTGCCCATGGCACCAACTTCCTCCCTTTACAGAACATT
CTCTTCTAAAATAAAAGCCATGATCTGTGCCGGGGTTTTGATGAGCGTTACCAAATTTTT
ATACCTCAAAAAAAATGTCTAGAAAACCTTGTTAAGGAATAAAAATGATTTTCATTCTCA
TGTTTTCATGAACTTTTGCAATCAGTCTTGCTGAATACCAAGAGCCATTACAAACCTTTG
ATTCTGCTCAAGCAAAAGTAATCGCAAAAGATGTCGTATTTTTCGTTTTCTTTAAAGTAT
TTGACCAAAACTCGAGTGCTGCTCCCGTTTGACTACCTTT
>BJ493896 ID   BJ493896   standard; mRNA; EST; 359 BP.
GCGACCTGAGAGGTCGCCACGCCCCCTTTGGGTAGGAGATCGTGTTTGTAACACACATTG
GATCCTCAACATAGAATGCTTTAACTTCCACCCATTAACTTCAATCTGCTACCAGGCTAG
ACTGATTGTATCCTTTTTTGTTGTTGTGAACAGTGTGCCAACTGTCTTGCAATGACATGT
TTTTGCCTTTGAGTGTATTTTAAGTGAAAGAACCCATGTGAGAATGGGAGGAATATCCAG
GGATTGTTAGCCAAAGTAGAGGATGACATGCTGAAACCTCTGTGATTGCAGAAATATGCT
AGAACATTTCAAAGGGAGGAAAGTGCTGGTTTAGGGACAGTGGTTGTTTAAAAAAAAAA
>BJ493900 ID   BJ493900   standard; mRNA; EST; 863 BP.
GAGGGCTCGACGTCGTCGTGGAGACTAAATAAGTATTCGTCTAACAGCCACAAGTTAAAG
TTAAAAACATGCAGATCTTTGTCAAGACCCTCACTGGCAAGACCATCACCCTCGAGGTTG
AACCCAGTGACACCATTGAGAACGTGAAGGCTAAAATCCAGGACAAGGAAGGCATTCCCC
CTGACCAGCAGAGGCTGATCTTTGCTGGCAAGCAGCTTGAAGATGGCCGCACCCTCTCCG
ACTACNACATCCAGAAAGAATCCACCCTCCACCTTGTCCTGCGCCTGAGGGGTGGCATGC



AGATCTTTGACNNNACCCTCACTGGCTANACCATCAACCTTGAGGTTGAATCCCAGTGAC
ACCATTGTAGAACGTGAAGGCCAAAATCCAGGAGGAGGAANGCATTCCCCCTNACCAGCA
TAGGCTGATCTTTGCTGGCCAGCAGCTTGAAAAATGGCCGCACCCTCTCCNANTACNACA
TCCNGAAAGAATCCACCCTCCANCTTGTCCTGCGNCTGANGGGTGGCATGCAGATCTTTG
NCNNNACCCTCACTGGCTNGACCATCAACCTTGAGGTTGANCCCAGTGACTCCCTTGTAG
AACGTGAANGCNAAAATCCCGGAGNGGAANGCATTCCCCCTNACCAGCANAGGCTGATCT
TTGCTGGCCAGCAACTTGAAAAATGGCCGCANCCTCTCCNACNACNACATCCCNNAAGAA
TCCCCCTCCCCCTTGTCCTGCGNCTGAAGGGTGGCANGCAAANTTTTTGTCANACCCTCC
ATGGCAGACCATCACCCTTTAGGTTGACCCCCTNACCCCTTGAAAANNTAAAGCCAAAAT
CCNGGAGAGGGAAGGNATTCCCC
>BJ493921 ID   BJ493921   standard; mRNA; EST; 584 BP.
ACCTTTGAGATGTCGACTCAGAAAGTCGCCTTTTTTTGTTGACGAATTCTGTAATTTCAA
AGTAAAATGTTTTCTATAGTTTTTATTAACCTGTTCCAGGCTGGTTAACAAACCTTTCAG
ACAAATAAAATGAATAATGGTACTAAAAATATAAACACATTTCTCTTGCTTAGTCAATTT
TAGATCAAACTAAAGGCTTAAGTTGCAGCCATTTAAATTTTAGCTACCAGGCAAAGAAAC
AATAAAGCATCGCCTACTGAGTTCTAATAATCATTTTTTAAATTCTCCTCTTTTGGCTTT
TATCATCTTTTAGCATCTCTGCTGGGGAGGTTTTAAGTGGAAACGGTGGGAAAGGTCACA
CCCTATACAGCATTGAGAGGTTTTAAGCGAGTCTGCAGCCGAGTTTTTGCTTTATTGTGA
AAGGCAGATGTCTCACTTCCGCTAAAAGCGTTTTCTTCATATTCTCTAATAGTGACGGTT
ACATTGAACTGTAAATATTATACTTTTAGTTGTGGTTACCAGCTACCATCTCTTTCTTTG
GTCTGAAATGAACCACATGAGCTTCTTAAAGCATAAGTGCTTAA
>BJ493965 ID   BJ493965   standard; mRNA; EST; 117 BP.
TTCGGCACGAGGGTTAAACCCTGCACCTTGATTTGCTATTATNATATTTTCATGACTAGT
TTTTCTAGCCGTACTCCCTCCTAAAGTTCTAGCCCACTACTTCCCTAATGACCCCAC
>BJ493986 ID   BJ493986   standard; mRNA; EST; 567 BP.
GCACGAGGCAGCGATGTCATGCTCCGCCTCATCAACGCCACCAGCTTCATCAGTCAGTGA
ACGTACCCCACGCTCACCATTCACCGCCTGCACATGTGCACCAAGGCTCACCGCCCGCCC
CTCCACTGTCCACCGCACCGCAGTTATCCCCACTTGCACAACAGATGCAACTCTCACCGC
ACTCCCAGCATGCAGTGCAAGCAGCAGGGAGCTGCAGCAGTGGTGGAGGAGGCAACCGCC
GCAGACGGAGCGTCGAACAGGACCCGGATGAGCGACGGCNGAAGTTTCTGGAAAGGAACC
GGGCTGCAGCCACCCGCTGCCGGCAAAAGAGGAAACTGTGGGTGTCGTCGCTGGAGAAGA
AGGCTGAGGAGCTGACGCACACAAACCTGCAGCTACNGAACGAGGTGACATCGCTGAAGT
CAGAGGTGGGGCAGCTGAAGCAGATCCTGCTTACCCACAAGGACTGTCCTGTCACCGCCA
GGCAGAGAGAGGCACAGGGGTACCCCCCCTGCAGGGGTGAGTCCAGGAGGAAGTCCCACC
CCTGCAGGTCCTGGGTCTCGCATGCAG
>BJ494014 ID   BJ494014   standard; mRNA; EST; 531 BP.
AGGATCATCTCGCACACGGAGAGAGCGCTCAAGCTGGTGTCAGACTCCCTGCTGGAAAAG
GAGGTGCCAGCTCCTGCTTCAACCTCTGAGGATGGGGAGGAAAAGAGTGCTGACAGCGCA
GCGCGACTGCTGAAAGGTGTGATGAGGGTGGGTATTCTGGCCAAAGGCTTGTTGCTGCGC
GGGGACAGAAACGTGGAGCTCATCCTGCTGACGGCCAAGAAACCCACCGTCACGTTACTG
AAGACCGTCGCCAAACAGCTGCCGAAGGAGCTGGAGATATTTTCTGAAGATCAGTATGAG
GTGCAGGCTCGCCCCGAAGAGGCCAACATCGTCATAATTTCAAGCAAGGAGCCCCAAATG
CAGGTGACCATTTCTCTCACCTCGCCGCTGATGAGGGAGGACCCTGCCGCTGAGACGGAC
AAGCAGGCAGGAGGAAAAGCGGCGGAGAAAGATGCTTTTGACAAAGATCCTCCAGATCTT
CTCAGCAAGAAGAAATGTTTGGAAAACCTGGCAGCTCTTCGGCATGCCAAG
>BJ494023 ID   BJ494023   standard; mRNA; EST; 627 BP.
GACGGATATCATTGAAGCATCATCCATCAGCCACATGCCTCANACAATTGATATTTACAG
TGCTAGCTGGGGCCCAACTGATGATGGCAAGACGGTGGATGGACCCAGAGAGCTGACATT
ACAGGCGATGGCTGATGGGGTCAACAAGGGGCGAGGAGGGAAAGGCAGCATCTATGTTTG
GGCTTCAGGGGATGGTGGTAGCTATGACGACTGCAACTGCGATGGTTATGCCTCCAGCAT
GTGGACCATCTCCATCAACTCCGCCATCAATGACGGGCGGACTGCCCTATACGATGAGAG
CTGCTCTTCCACATTGGCATCCACATTTAGTAATGGGCGGAAGAGGAACCCAGAAGCTGG
TGTTGCAACAACAGACCTGTATGGGAACTGCACACTGCGCCACTCTGGAACATCAGCGGC
AGCTCCAGAGGCTGCAGGCGTCTTTGCTTTGGCTCTCGAGGCTAACCCCAACCTGACATG
GAGAGATATGCAGCACCTGTCTGTCCTGACGTCCAAACGGAACCAGCTGCATGACGAAGT
CCACCAATGGAGGAGGAACGGTGTTGGGCTCGAGTTCAACCACTTGTTTGGCTATGGTGT
TCTGGACGCAGGCGGAATGGTGAAAAT
>BJ494026 ID   BJ494026   standard; mRNA; EST; 634 BP.
CTGTGGCTTTTTAAGACAACCATCTGACTTCCAGTACAAACCATTTCTGACAGGTTTTAT
TCATTTTCAGGCACAGAAATCTGAGCTACGCTTTAAAGAAAACTTTTGAACGCATGAAAT
GAAAGGAGAAAAAGGAGATTTTTAATAGCCAAATGTGGTTTTTCACGGCACCAGGTTCAA
CTCTCAGTTCAAAATCAAGTTTGTATAACACTGTGCATTGTTGAACCTTGCTAGCTGTGC
ATGTGTGTGTCCATGCATGTGTGTGTTTGTGCATGTGTAGTGAAGCAAGTCAGATAGAAT
ACATGGAAGCTTAGACTATTTCTTTTTTTACCCTCATTATAAAACATGAACAGCAATGGC



AACAGTAATTTTAACAGTAGCCCCCACCCAGAANAAAAAAGAAAGTTTTCATTTATTTTC
TGTGTCAACATGTTATGGAGCTCTGCTTCCGTTGTTAGTAGGAAAAAGATAAAATATTTA
AAAATGAAAGTCTCGGTAGATCATCTGAGTATAACCTTTATCCATCCTAAAACAAAAAGT
CCACTTTAGTTTGGACAAACTAAACTAATTGACCTAAATCCNATCATTTTGAGCTACAGT
ATGCACCTNACATCTTCTGATAGTAAAAAAAAAA
>BJ494031 ID   BJ494031   standard; mRNA; EST; 113 BP.
GGATCTGGCCCTGACGTTCGCTTTCATCCNAACTCTCCCTCACAAGCTCGACTACNTCTG
GTTTACAGTTGGATCTTTTTTATTTTTTTCTGTTGAAGTTGTTGNCATGANAG
>BJ494039 ID   BJ494039   standard; mRNA; EST; 500 BP.
TCGGCACGAGGGTTCATGGAGAGGCGATTTTCGTTTTGGATCANACACGGACACCGATAC
ACTAAAGAAAAGAAGTGCAGTCTATCAAAAAAATACAGTGAGGCGCCTCAGCACTGACAG
AGCCAGTCTGAAGGCCAGAGCAGGTCCTCAGCATCCTTGTTACATTTTTAAGTAAGAGTT
TGTCTTCATTTGAAACTTACATTATAGGTGCATCATAGATGCTACAAAATGATATATGAC
TAAACTTATTGTGCACTTTTTTTTTTAAACGCAGTCAATCTAATTGTGAATTGTAATATA
AATATTGTCAATAGTTGTCTGTTTTTTGGGTATTTTCTCTGCANAAATAACTAGGCATGA
ATATATGTTTTCCTTTTTTTTCTTTTAGNGATGGCAACATCTCTTTNCCCACTGGCCATA
ANCATGGGAAGCAAAATGATGTCTATGGATTTGTATTTTTATAGAATTATGCANAANTCA
NGTTTATTAAGCATTTGCAT
>BJ494052 ID   BJ494052   standard; mRNA; EST; 639 BP.
CGAGGGCGGGGCCCCCCAGTGCTGATCAGCATGGAAGGAACGACGCACGGACACCCAACG
TCCAACTCTCTGAGCTCATCCTCGTCACGCAAAAGAATCCACACAGATGGGAGCCACAAT
CACCACTCCTCCTCCTCCAGCTCCTTCTCCAAAGTGAGCAAACTTTCCAAGGGTGGCGCT
GTCGCTGCAGGTACTTCATCTCCCTCCTCGCCCCTTTCCTCCACTTGCTTCTCCCCCGTA
TTGCTGTGTGTCTCATCTAGCTTGCAGCTCTGTAGCTAACCTCCCTCCCACCTTCCTCCT
CTTTTCCTTTTTATTTTTCTTTCTTCTACCCCCCCTCCTCCTGTCACACCCAGGTGGGCT
GCGGACCTCCCAGCCTCCTCCTGGTGAGTCTCCACACGAGCTGAGAGACCAGCGACACTG
AGTCCGTCCGCCTTCCGGAGCCCCGGCCCGCGCTCGAACCCCGCAGACTCTGACTTTGAA
GACTATGCTCAACCTCTGCTAAGTGCCCAAGGACAAAGTCTCCATATTAAAAACCCTTTA
CTAAGGAGCAGAAAGCGTATCTGCATAAAAAAAGTTCTGTTGGACGTCAGTTTCTTAAAA
AAAATGAGTGAATTGTGCTTCCCAACTTGTCACACCTCT
>BJ494056 ID   BJ494056   standard; mRNA; EST; 682 BP.
GGGGAAACCCTGGGCTGAATTTCAGACGTTTCTTCCTTTGTTTAGGGTGCATTGCAGTTT
CAAACGTTTTCTTAGAAATGTTTTCAGCTGTGAAGGCGGCATACCACATCTCAGCTTTCA
GTTGGTACGCTTTCATCGTTAACTGCCTCGCTGCAAAGGATGGAGAGGACTTACCTGCAG
GAATCTTTGTGTACGGAGGGCCGTGGAAGTATCTCACCTTCTTGAACTTGTTGCTTCAAA
TGACGTTCTTTGGACTGGCTGCAGTCAATGATCTTCAGCCGGGAAAACAGACAGAAAGCC
CTCTGAAAAAATGCAACGATTTCCTGTTCTCCGTGTTTGGCTTTCCTGTGGGGATGTTTG
TTGTTCTGCTTTTCTGGACCATCTTTGCCTACGACAGAGAGCTGGTCTACCCGGCATCCA
TCGACTCCTTCTTCCCTCCGTGGATAAACCACGCCATGCACACCTTTGTCCTTCCTATTT
CACTGGGAGAGCTCCTGGTTCAGCCTCACACCTACCCTCAGCAGAAACACGCTCTAGCAG
CACTGACGCTGGTTGGATTGGCCTATCTATCGTGGATCCTCTGGGTGTACGTCTCCNTGG
GGGTCTGGGTGTACCCTCTTCTCGGGCAGTTCAGCCCCGCCGGCTTGGCGGCCTTCTTCT
TCTTTAACATGTCTGTGGTGAC
>BJ494070 ID   BJ494070   standard; mRNA; EST; 127 BP.
TCGGCACGAAGGCCATGATAATCCTCCTCTTCTGAGCGAGCTCTGTGCAGCTCTATCACG
CCTAGCGGTCAGGAACGAGTTTTGCCAAGACATCTGTGCATCTGNGCGGATTAAAGCTCA
TGATGAC
>BJ494074 ID   BJ494074   standard; mRNA; EST; 603 BP.
TACGTCGATTGCTTTAGCACTTCACTACTGTGCAGAGTCAGCACAAAGCTGCTTTTCTCC
AAGTCAGAATGTGTCAGAATTACGTTAATTGTGTATACAGTTGAAGAGTTTAGCTACGTA
AACACTGGGCATATCATGTGCGTTCAAACACGTGTTCTTGAACGCAGGTGTGGCTCACTG
TGTTCACACTGGAGAAGCAGGGAGGGGCTTCTTCTTCTTCTTCTTCTTTGTCTTTTGCTA
GAGTTTAGAAGCGCATGTCCACCACCTACAGTCAAAGGAGGCTTAGTGCGAATTGTCAAA
ACGGACGGCAGTTCCACGAATTAAAAATGAGGTTATCCACACGCCACTGCCAAATCCAAG
TCTCTGATTGGTCAAAGTTTGACCTGGTTCCAACTTGCATCAGGCGTTCAGTGGCCACAC
GTTTTGTGCGTAGAGCCTGAAAATAGTCGTAGAAACTTGCGTAGCTACGCAGAGTTTTGA
ACACGGAAGCCCGAAACGCACATTTATTTAGACTTTTCATATTTAGACTTTTCATTGGAA
AAGTCTAAATAAACGTGCGTTGATGAAGGGGGGTGTGAAAGTAGCGTCACGGTAGTCTAA
AGA
>BJ494088 ID   BJ494088   standard; mRNA; EST; 627 BP.
TTCNGCACGAGGGCACGAGCAGGCGCTCTTCATCTACGTGCACGTCCTGAAAGACACGTG
CACGGCAGAGGAGTGAGTTCACAGCTACACAAACACAAACCGTCCATCTATAGTAAAAAA
AGTCCATTTTCCTCTTCATCGTCCTCTTCCTCCTCACAGGTACTGCCAGCGGCATTACAA
CAGACAGGTGGAGGCAGACAGAGACGTGCGCGTTGCTCCTCATGTTGAAAATGGATCAGA



AGTTCAGATTTTGGGGCTTTCTTTCTTCATCTTTGTTGTTTCCCTGCAGGTGTACCTGTC
CCTGCTGCGCATGTACCTGTCCCCCCCCGACGCCCACTGCCTGGGACCCATCAAGATGGA
GCTGTCGGAGCCTCAGGCCAACCTGCAGGCGGCGCTGCAGGTCCTGGAGCTGCACCACAG
CAAGCTGGACACCACCAAGGCCATCAACCTGCTGCCAGCGAACACGCAGATCCNAGAGAT
CCGGGTTTTCCTGGAGAGCGTCCTGGAGGAGAAGGCTCAGAGGAAACGCTGCAACCAGGT
TCTGAAGAGCCTGCTGCAGGCCGAGTTCCTGCGGGTGCAGGAGGAGCGGATCTTCCACCA
GCAGGTCAAATGTGTCATCACAGAANA
>BJ494155 ID   BJ494155   standard; mRNA; EST; 580 BP.
TATGACTTCCAGTCCAAATCAGGACATTAGGTCATTTGCGTTTTTGTATTTCCTTTTATT
AGTGAAGATTTCCAAAGGGGAGCCAGTTTAGCTCGTGCTAGTTTGCGGCGCCTTCCATCC
GTGAAACCAGGGTTCAACTCCGGGCTTCTCCCTGTTCCCTTCTCTTCCTCTGCCGGTTCC
AAGCCCGGCTTGAGAAGGTTGCGTCAGGAAGGGCATCCGGCGTAAAACATTGCCAAATTT
ACCATGCGACTTGTTCGCTGTGGCGACCCCTGATGGGAAAAGCTGAAAGTGGAAGAAGTG
AAGATTTCCAAAGGTGCACAGCCAATCTTACATTATTGTCATCTGTATTAATATTAACAT
AATTAAATCCATCAGGAAGTCTAATATCATTTTCCCTGAAGCTCCACCGATTCTCAGCAG
TTTTTTAGCGGCTGCAGCTCTGCTACTGTAAGTCTTGTTAGAATCTCACAGTAAAAATCC
AGCGACAGCTGATTTGACCACAGAAATGCGAATGGCGGCTCANTTGACCGCAGTTTTTCT
ACATGAATTGCTTTCCTTGCATTAATCCACACACACATCC
>BJ494160 ID   BJ494160   standard; mRNA; EST; 680 BP.
CGGCACGAGGGGCCCTCGCCGTGCCGCTTTTGGACTTTTCTCTGCCGGTGCCCCTCCACA
GCTTCACGTGGAACTTCACCATCCCCAACAACAGCACGTTGGACCTGGTCGCTCCAGCGG
GGAATCTCAGACAGTCCATTCCAGGACAGGAGTGCAGTCAGGCTTCGTCCTTCCGTCTGA
CGGAATGTGACGGAACTCCGATCGGAGATTTCTGTTCCAGCGGCACAATCCAGAAAATTC
AGGTCCACGCCAATGCCTCCATCACAACCCCAGGCAGGTACCTCAAGAGGTCGATTGTTC
CTCTGCTCAACGTCAGTGTCAGTAAGGAGATATCAGAGGGACTCATCTACACAGTCATCC
CAGACGTGTCGTCCGTCACCACGCTGGTCACCCCCAACTGGCCCAACGGCATGAAAAAGT
TCTCCACCGTATCCTGGATCGTCCGTGTTCCCGATCAGTACAAAGCTCTCCTCAAGTTTG
TCAACGTCAGTCGGCCCAAATGTTCCAAATTACACGCTAACATCTTGGTGCAGATGTTGG
GGCAAGAGGAGGAGCTCCTGAGCCGCCAGGAGGGGGAGGAAATAGAGAAAGAATTAGTGG
TGTCCAATACTTTTTATCTCAACATGTCTAACTGTAAGCCAGAAACTGGGCATTTTAGTC
TTTTGACTGATATAGTTCTT
>BJ494170 ID   BJ494170   standard; mRNA; EST; 627 BP.
GCACGAGGCAGTACTCATTTCCCAGTACCAGGCACGACTCANCAGCTATGGTCAACCTGT
GGAGGACCACAGCGCCACTCTGCTGCAAATTGTCACCAAGTTTGCCACAGATTATTGCAA
CACCATAGAGGGAACAGCCAGGCACATCCNAACATCTGAGCTCTGTGGAGGTGCTCGGAT
CTGCTACATATTCCACGAAACCTTTGGCCGCACTCTGCAGTCTATCGACCCTCTGGGAGG
CCTGACTGACCTGGACATCCTCACCGCCATCCGCAACGCTNCGGGTCCAAGGCCGGCTCT
TTTTGTACCTGAAGTGTCGTTTGAGTTGCTGGTGAAGAGGCAAATAAAGCGCCTGGAGGA
GCCCAGCATGCGCTGCGTAGAGCTCGTTCACGAGGAGCTCCAGAGGATCATCCAGCACTG
CTCCTCCTACAGCACACAGGAGCTTCTTCGATTTCCCAAACTGCACGATTCCNTAGTGGA
AGTGGTGACCGGATTATTGAGGAAGCGCTTGCCAATTACTAATGAAATGGTGCACAATTT
AATTTCAATTGAGCTTGCCTATATCAACACAAAACATCCNGACTTCACAGATGCAGCACA
GGTCTCAGCATCTGTCAACAGTCAGCA
>BJ494171 ID   BJ494171   standard; mRNA; EST; 606 BP.
GGTGGCTTTGGATCCTATGGTTACGGGAACGGTGGTGCCAACTCTGGCTACAGTGACTTT
GTCTCAGACTGCTATGGCTACCACGAGTTTGCAACATAGACTCCCTCAGGCTTAGAAAGT
GAAAAAAAACAACAAAAAAAACTGTCCCGTAGAGAGGATTAAAATGGACAAAATTCTCAG
AACTTCCTTCACCGCCGGGCCCTGGGACGGCAGCGACAGCGGCCTTCTGCCCCTTCCTTC
CACTTTTGCCCTGACGCTTCAGGGAGACCATCTTCCTTCCTCTGCATGCCCTCTGTCTGT
GTGGATGCATCCCAGCGGCAGGGCTTCTTCTTCACCAATAATGGAGGGAGGGAGGGAGGA
CCTTTTGCATCGAGCTCAGCTTTCCTCGTGTTTGTTTGTTTTTATTTCAAACAGCACTCC
TAGAGAGTTTTCACATTTTTATTTAACCTTTGCGGGTTTTTCATTTTTTTACACCCTGCT
TTAGAGGAAAGCCGTCATGTCTGCGTCACCTGTTCAGCATGAAACTGACCAATGGATGAC
CAGGAAAAAGTCTCCGTGTTTTACTTGTTTTTATATTTGTGCCATTTTTTTTTTTTTTTT
AAATAA
>BJ494198 ID   BJ494198   standard; mRNA; EST; 132 BP.
TCGGCACGAGGGGCGCATGAAGGCGCCCGAGAAGAAACCTCTTGTGAAGCGGGAGAAGCC
GGAGGAGTGTCAAACACGCGTACGGCGAGGCTCCCAGAAGAAACACATCTCCCCCGTCCA
GGCTCTCAGCGA
>BJ494212 ID   BJ494212   standard; mRNA; EST; 665 BP.
AAGCTTCTGAATGTTTATAATCATAACAGTGAGGTACAGATGTAATAGAGGTCTATAAGG
GGCGGGGCCTGTCTACACACACACTCAAATGTTACAAACACACCTGTTAGCTCCAAAAAT
GTCAACATGTACACAATACAGATAATGTTCACACATGCATACTTATGCCTTCAAGCCAAC
TAGTGTGAAATATTTAATTCAATCACGTAAACTATTAGTGCAAAGGTGAGCTAACACCTG



TGCTCAGGTGAGTGTTTATGTTCTTCTAAAATGGATGGTGGAATGTGAAAAGAAGGAGGG
AGAGTGTCCAGCCACCCCCACACCAAGACCCCCGCCGCAGCAGCAGCTAGAACCCCCCAA
CACCCGCAGGTGTGAAGCCACACTAGGAGACCAAATATCANAACAAACTGATGACACAGT
TGTAGAAGTTCACCATCAGCTGCCTGGAGATGTTAGCCGTCTTTAGTTTCCTCAGGTGGT
ACAGGGCGTCGTTGGGCCTTGCCCACCACTGAGGCAGTGTGTGGACCCCAGGAAAGGTCC
CCCGTCATTGTGACCCCCGAAATTTAAAACTGGTCGCTCTCCACCATCTCTGTCAATGGA
AAGTGGCTGATGGTTTTTACTGCATCTCCCGGAGTCAACAATCATTTCTTTGGTCTTTGT
GATGT
>BJ494225 ID   BJ494225   standard; mRNA; EST; 605 BP.
CGGCACGAGGTCTAAACATGCTTTGATTTGCTTCCAGAATTTAAGCAGCCACACACTAAA
AGACAAACTCAAAACTGCAGTTTGAAACAAACAAACTGTTCATCTGTAATGATTTACAAA
TGATTTCTTTAAGCTGATAAATAAGAATCATGGAAACTTTTGGAAAGCTTTACCTACACC
TTATTGACGGAACCAAAAGAATCACCAATAAAATGGACATTTTATCTGTTACTACCCTCC
TTCCCAGAGACACCGCACTCTGCTTCCTGCACATCCTGCCTGGAGGTTTGCACTCGCCCA
TACCTGCGTCTCTTCCCTCCACTGCTGGAGACGGGCTTTGGGGTCCGGGTGGAGACGATC
TGACAGTGGACAGTCCCCAGCAGCAGCATGAGCCAGATGGCTCCNAACACCTCAGTGGCT
GGTATCCCATGAGCCTCTGGGATGCTCACATACATGATGGCTGCTGCCACTATAGAAAGC
CCAACAGAAACAAAGCTGGAACACTTGAGAGATCACTTGCAACTTTACACAAATGTATTC
TATGCCTTTTCCTTTTGCGTATTTTCACCCGAGGGCCTAAAGCAGGGGTCGGCAACCTGA
ACCTC
>BJ494230 ID   BJ494230   standard; mRNA; EST; 407 BP.
TTCGGCACGAGGGGCAGCTGGAGCAGATGGTGTGCGGGATGCCGGAGATCTGCTGCGACG
TGCTGAAGAAGGTGGTCCGCTACAGGGAGGTGGACGAGCAGCACACCCTTGTGCACTGGT
TCTGGCAGACGCTGGAGGAGTTCTCCAACGAGGAGCGGGTGCTTTTCATGCGCTTCGTCT
CCGGCCGATCCAGACTTCCAGCCAACACGGCTGACATTTCCCAGAGGTTCCAGATCATGA
AGGTGGACAGGCCGTTCGACAGCCTGCCCACATCGCAGACCTGCTTCTTCCAGCTGCGCC
TCCCTCCTTACTCCAGCCAGGCTGTCATGGCTGAGCGGCTGCGCTACGCCATCAACAACT
GTCGCTCCATTGACATGGACAACTACATGCTGTCGCGCAACGTAGAC
>BJ494238 ID   BJ494238   standard; mRNA; EST; 619 BP.
GGCACGAGGGTACTTATTAGAGATGAAGAGCTTGATCCTGCCTCCAGAGCACATCTTGAA
GAGGGGGGACAGTGAAGCGGTAGCGTACGCTTTCTTCCACCTGCAGCACTGGAAGAGAGC
AGAAGGAGCCTTAAACCTTTTACACTGCACCTGGGAGGGCACCTTCCGCATAATCCCATA
CCCACTGGAGAAGGGTCACCTGTTTTATCCTTACCCCGGATGCACAGAAACAGCAGATAG
GGAGCTACTGCCATCTTTCCACGAGGTGTCTGTATACCCAAAGAAAGAGCTTCCGTTCTT
CATCCTCTTCACTGCAGGCCTTTGCTCCTTCACTGCCATGCTGGCCATGCTCACACACCA
GTTCCCCGAGCTCATGGGTATCTTTGCCAAAGCTTTCTTCAGCACACTCTTCGCACCTCT
GGGCTTTTTTGCAGACAAGATGGAAAGCTTCATGCCGTCCAGTTTTTGGCACCAGCTGAC
TCGGATCTGACTCCCTCTGTGTTTCCCCCCACACACAAACACACACTCACGGTGACACTT
ACACACTGATACATTTCAAAAATGTTGGGCAAAAGAGTCATCGCTCCCCTGTCTTCAGCA
TAGCTGTCTACTTGTCGCA
>BJ494260 ID   BJ494260   standard; mRNA; EST; 392 BP.
AGAAAATTGACTGAAGAAGTAGAAACTCCCGGTTTATAGTTTTACCAAATTACTTTACGC
TGTTATACTATATCANAGATGGTGCAATAAAACGCTTCTCAGGCCTTGTAAGTGTTTTTG
GCAAATGTAAAATTAAAATAAGGGTTCATGTTATGGTTGTCCTCTAAAATCGTTGGCTGG
AAAACCTGTAAAGACAGAAGAAGCACAAAACATTATTTCCTTTATTTTCTGTATTTCAGT
CAAACCTTTTAAGCCTGAGAGCTTTAATTTTTCATCCNGCTAAACACCTTTATTTTGAAA
TGTCCACAGAAATATCATTTTAGTTAAATTGCTTAAAAGTAAGAACATGAACAGCTTTGT
AAAATTATTGAAGTTTATGCCAATTTCTATNT
>BJ494269 ID   BJ494269   standard; mRNA; EST; 589 BP.
TCGGCACGAGGAATAACCGTTGCTACAGAAAACGGTTGGGGAATAATTTACAGAGACGAA
AAAAAAGCACATTTAAAAAGATTTATGATGCATTCCTATTGAGGCGCGATGGCCATTAGA
AAGAAACATTTCTATAGAGGAAAAAAGAAAAAAACAATCTAGCTTTCTACAACTTTGGTT
GTGTAGTAAAAGCAATACTACAATGACAATCCAACTGAAACCTTGTTTACATTGTCAGGG
GAAGTTTTGTTCAGTGGTCTGACCAGATGCTGCCGTCTGATCAGACCTGGTTGCTGAGAG
GCTTCACATCTGCAGCAGTCCCGTGAGTCGGCGTGGTTTGAGCGCCACTAAGGGTTTGTC
AGATGGTAGCATTGTCGCTGATGGTACATGTTGGCTCCTGTGCTCCGGTGAAGACCCCAC
CCCCACCCCACCCCGTCCCTCTTTAACCCCGTCACATGACCCATGTACCACAATTGCCTT
AACACAAGCTGTTGTACAGAGGGCACTTCANAGGGAGCTGGGTAAAGAACGCGGAGAGCA
CAGGCAGGCCGGGCTGAAGAGAAGCAGGAAGAGCCGGGTTGGGTTGAAC
>BJ494284 ID   BJ494284   standard; mRNA; EST; 546 BP.
TCGGCACGAGGCCAAGGCCCACCACAGCACTATGGACAACCCAGACTATCAGGAACACAA
GGACAACTTTGGAAAGGGACCTGGAGGCCACAGTCCCTGGACCGGGGTCTGTCAGTTCTT
GCAGACGTCCCAGAAAATCATCCAGTTTGCCTCGGGAGAGGAGCCCCAGCCCGGGGACAC
CATCATCTACGTGGCTGGAGCCTTCGACCTGTTCCATATCGGCCACGTGGACTTCCTGGA



GATGGTCTACAAACAGGCAGAGAGGCCCTACGTCATTGTCGGCCTGCACTTTGATCAGGA
AGTGAACCGTTACAAGAGGAAGAACTACCCCATCATGAACATCCNCGAGAGGACCCTGAG
CGTCCTTGCCTGTCGGTACGTGTCTGAGGTGGTGATCGGGGCGCCATACGCCGTGGGCAA
AGATCTGCTGGATCATTTTAAGGTGGACCTGGTGTGTCACGGAAAGACGGAGGTGTTTCC
AGACAAAGACGGATCGGACCCCTATTCTGAGCCGAANAGGAGGGGGATTTTCAGGAGCAT
CGACNG
>BJ494337 ID   BJ494337   standard; mRNA; EST; 528 BP.
ATTCGGCACGAGGCTCGGACTGTAACTTCTCCATGGCCGTGGCTCATCATGCGGCGGAGC
TGAAGATACCAGTGTTTGTCATCATGCCGTCGGGCTGCTCCTCGCCTCGGCTCAGAATCT
ACAGAGACTACGGCGCCATGGTTATCTCCTACGGTAGCACCAGCTGTGACTCCCAGAACC
ACGCCCGCCGTCTGGCCAAAGAGAATGGATATCTGTACCTGGAAGAAGATGAAGGCGCAG
TGTACCTGGCAGGACTGGGCACTGTGGGCATGGAGATCTATGAACAAGTCCCCAAAGTGG
ACGCTGTGGTTGTTCCTGCAGCAGGACAATACGGCCTGCTTGCTGGCACTGCTGCAGCCA
TCAAACACCTCAACCCTGAGATTCTTGTTATTGGAACCGAACCGGAGGGTTTTCCTCTGC
TGCTACAGTCTCTGAAAACAGACAGTCCAATCAAAGACCTGCACAGCAAACCCAACAAGA
AGCTTTTTGGAGATCTGCAGGAGCGCTCCCTGGGAGTTCAGACCTTCC
>BJ494348 ID   BJ494348   standard; mRNA; EST; 215 BP.
CCCTTAAGATTGTTCTGCTTGTTGTCTTCATGTGTGTGACTCTGTTACTAGCAAGTCTCA
TCTGTCTCACACTGCCAGTGTTTGTGGGCCGCTGGTTGATGTCTCTCTGGATGGGCAGTG
CGCTGGTTCATGAGCTGTACACAGCAGCCAGCGGCCTGTACGTCTGCTGGCTGTCCATTC
GAGCGGCCACGGTGCTGCTGTCCTGGATGCTTCAG
>BJ494351 ID   BJ494351   standard; mRNA; EST; 434 BP.
GCTGCTGTCTCAGATGTGTTTGGCCATGGGCACCGGGGGAACCTTGGGCCTCACCATCGC
CAAGCGCATTGAAATCACAGACTTGCCTCAGCTGGTGGCGGCCTTCCACAGCCTTGTGGG
GCTGGCGGCTGTTCTCACCTGCGTAGCCGAGTTCATGATTGAGTACCCCCACCTGGACAC
CCACCCGGCTGCCGGCGTCCTCAAGACCGTGGCTTATCTGGGCACTTACATCGGAGGCGT
CACATTCAGCGGATCGCTGGTGGCCTACGGAAAGCTTCAAGGTATCCTCGACTCTNCCCC
GTTGCTGCTGCCTGGTCGACATATGCTGAACGCAGGTCTGATGGCAGCGTCCATGGGAGG
CATGGTGCCCTTTATGCTTAGTTCCAGCTACGACACTGGGATGGGTTGTCTGGTCGGAGT
CTCTGGGCTTTCAA
>BJ494377 ID   BJ494377   standard; mRNA; EST; 524 BP.
CGGCACGAGGCCTCCTCTAAAAATTACAAAAACGCCNGCAGCAATGCTGCAGCGCTTAAT
TCTTCACCTCGAGGCCATAGCACCACCAACGGCAGCGTGGCCTTCTCAGCATCTTCATCT
ACAACTAACACAGCGAAGAACGACAAGAAGCACAAGTTACCGGTGGGCAAAGGGACAGCA
GGAGGTTCCCACAAGGATCCCGCCGACAACTGGATCCCCAACAACCAGCTGAGCAAGCCT
GAAGCACTTGTCAGACTGGAGCAGGACATTAAAAAGTTGAAGGCGGATCTGCAGGCCAGC
CGGCAGGTTGAGCAGGATCTGCGCAGCCAGATTAGTTCGCTGGGCAGCGCTGAGCGCTCC
ATACGCACCGAGTTGGGCCAGCTGCGCCAGGAGAATGAGCTTCTGCAGAACAAGCTCCAT
AATGCTGTGCAGGCNAAGCAGAAAGACAAACAGACTGTGGGACAGCTGGAGAAAAAGCTT
AAAGGCGAGCAGGAAGCTCGAGCCACTGCAGAAAAGCAGCTCGC
>BJ494388 ID   BJ494388   standard; mRNA; EST; 602 BP.
GAGGGCTCTCTGAGCGGGGTGCTGGTCATTGCCCTGCCTGTTCCTGTCATTGTGTCAAAC
TTCAGTCGTATCTACCACCAGAGCCAGCGGGCGGAAAAGCGACGAGCCCAGAGGGCCTCC
AAGAAGGCGGGACAAGCTCTGGTGGGGAAGGCTGCAAGCCCTCCATTTGAGAGCCAACAT
CATCACCTGCTGCATTGCTTGGAAAAAACCACGAATCACGAGTTTGTGGACGAGCAGACG
TTCCAGGCCAACTGCATGGAGATCTCCGTGGTGAACAAGGCGGGCTCTCGTTCCTCCTCG
CTGTCCTCGTCTCCGCACAACCTCAGCTCGTGCTGCTCCCGGCGCCACAGGAAGAAGAGC
AGCTTCAGCCTGCCTAGCACAAACAACCAGGAGCTCAGCACCATACAGATAAGAGAGAGG
CCACTGGCCAACAGCCGCTCCAGCCTGAATGCCAAACTGAATGAGACCGTGCCCTTGAAA
TGCAACGAACCTTACATCAGCCCCTCCATGGTCAGCCTATCCGCGCCGCCGGTGACCTCA
TCAGACGAGGACAGCACCACCACCACAGCCTACTCTCAGAGCAACATTGTTCGAGTATCT
GC
>BJ494392 ID   BJ494392   standard; mRNA; EST; 571 BP.
GCACGAGGCAGAGACTCTGAGTTGGATGTCAGTGGGCCGGCAAACCCCGCCCAGATTCAG
CACAGCATCCTGGAGGAGCAGGTGGAGCTGTGGTGGTTTAGAGATCCTGGGAAATCTTTA
CTCTGCTACTGCATCGCTGTGCTTTTGATCCTGGGCTGCGGGCTTGGCGGCGTCGGCCTT
CTCTCCACCACCACCAGTGTGTCGAGTGAATGGCGGCTGGGCGTGGGCACAGCCCTGTGC
CTCCTCGCCCTGGGGGTCCTCCTCAAACAGCTGCTCAGCTCTGCTGTGCAGGACATGAAC
TGCGTTCGAAGCCGACAGCGGATTGACATGCTGAAGAGCGGTGGCCTATCGGACCTTCTG
GTGGTTTTGATTACTGGGCTGTCGCTGTTGATTTGTGGAGGCGTTCTCCTACATCTGGCC
CTGGTTAACCATATGCCAAAGCCAGGACAAGCCCTTAATGACATGTACATTTCANGAGTG
GTTTTGCTGGCTGGAGGGGGAGCAGCAGTCGTGGGTGTGGGGATTTACTCAATCGTGGTG
ATCCTGCTCGAGAGGACGANGCATGGACGAA
>BJ494405 ID   BJ494405   standard; mRNA; EST; 106 BP.



TCGGCACGAGGGGAAAACTACGGTCTACGGACAGAANAAAAAAAAGAAGAAAAATGAAGG
ACGAANCCTTTGTAAGGGGTTTTTTTTTTTTTTTTTNAAAAAAAAA
>BJ494448 ID   BJ494448   standard; mRNA; EST; 235 BP.
TCGGCACGAGGGTCATTTCAGGATCGGTGGTCTAGTCATTTCANGATCGGTGGTCTAGTC
ATTCCAGGATCGGTGGTCTAGTCTTTACAGGATCGGTGGTCTAGTCATTTTGAGATCGGN
GGNCTAGNCATTACAGGATCGGNGGTCTANTCATTTTGAGATCGGTGGTCTNCNCNTTAC
AGGCATCCGGGGACTGGCCTNTACTTGAACNGTGGTCTAGCCCATTNNGNGATCG
>BJ494469 ID   BJ494469   standard; mRNA; EST; 438 BP.
AGACTGGCTGTTTTTAAAGTGAATAAAAATGAACAAAAATATACTGTTTATTGTAAAAAA
AAAAATTATAAAAACTTAAAAGCACTGTGCTAATAATGTTGTACTTCTGAATGCTCTGAC
GCTTATTATGATGAACAAAAAGTGTGCTTGGAGTGCACCTGAAAGCCTCTGTACTGTTTT
CTCCTCATTCTGCTAAATATAACCATTCGGAGTCAGACCAGTCACACAAGTATCTGTGAC
TGATTTTAGGAAAAATGTGTTTAATCTTGTACCAGTATATTCAGTTCATGTGTAACTGTT
AATTGGGCATAGCTGGAAGTTGAAGCAAAAAATTGGGATCAAAGTTGCCCAAAAAATTCT
AACTGTANATCTATTTTTTTATTGTACATACCCNAAATGCAAAAAAACTAAAGTGGCATT
TTGAAGTGAAAAAAAAAA
>BJ494548 ID   BJ494548   standard; mRNA; EST; 569 BP.
AATATTAATTTATTTATAGATTTCCATCAGAAAAATGCCACAATAACATGTTTAAAAAAA
ACAAAAACAGAATTTTCATTGGAGTGTTTTTTTTCTCCATTCAGAACCTTCCCTATTTGG
AAGGGGTTCTGTAGGCTGACCTGTAAAAGAGGAACTTGTTTGGGTTTGCCCCCCCTGACC
CGTGAAGGTGGGGTGGAGGTGGAGGCCGAGCAGACTAAACAAAGAGTGGCGTGACGTGTC
CGTCCACAACTGGTCACACTTTGTGAAGCAAGGACGAGTGTGAAATGTCCCGGGGTGCAC
GCATGCAGGGGGAAGCGCTTCCACACTCGTTTATTCTCGCTGACATTTTCAGTGACAACG
TGCCTGACAACAGTGTGATTTGTTTGAAGGCCGGCGTGCGCCCAAGCGTTAAATTTGTGA
CTTTTAAAAGACGTCTCCGGTTAACCGGTTACTGTTTTGGAGCATACGGCGTGCTGTGTT
CCTCTAATCTGTCTTCAGCTTTTTGGTGTCATTTGCAGTAANATGTGCTGCACTGTGCAA
GCTGGCTGACATTAANCATACCCCGCCNT
>BJ494560 ID   BJ494560   standard; mRNA; EST; 578 BP.
CGAGGCTTCAGTGTTTCCGTTGATCATTGGAGCAGGATGGACCAAAGCACTCTGGGACCC
CTGCCGTGGCTGCACTCGCAGCTGCTCAAGGTGGACAGCATGGGGGGACGATGTGTGCTT
ATTTTGACCCAAGAGACACAGGAGAGAACAAAGGATTGGTCCCAGTCAAACGAGGTTGGA
AATGGTCCAGATCAACCCAGGTGTCCGTACTCTGATCTATTTTACGCCACACTGTTCCTC
ATTCAAAGACACAAGCAACAGAACACGGCTTCTAAGCACTTTACTCTGGTGACATTGGAT
TCCAATCTAACTCAGGACAAGGACAGGAATCTACCAGAGCTGCTATGCAAGTTGCCCCTG
TTCCACTACCCCACACAGACNGGAGCACTCTTGGCCGATCTGTCTTCGCAAGAGAGAAAA
AATGTAAGGATGTGGATATGGTCAAGGTGGAGAACCCAAGATGTTTAAGAGAGACTATAA
TCAAACGCTGTCCATTACAGATCTTGGCAACCCTCTGCACAAAGTAGTCCATGTAAGTGT
ACTACAAGTGTACTCAGACTATNACCCTAAACAGACNG
>BJ494562 ID   BJ494562   standard; mRNA; EST; 533 BP.
AGATTCGTCAGGGCCTGGTGAAGCTCAGTCAGCGGATTCTGGGAGCCTGCACCATTGTCC
AGGGGGCGCTGGAGAGCATCCTGAACAACACCCCTCANAGCTTCTACAACAACACCATCA
GCTTCTTGAAGTCAAACTCTGAAATCTGTTACAACCAACTGTCCCTTGTTCCCGGCCTGA
ACCCTGTGATGCCTTCAGGAGCCATGTACCTCATGGTGAGTTTGCTCTTCTGGACTAAGA
TTCACAAATGTCTATACATACCAATACAATTTTGCGTGTTTTTTAAAAGGAGATCATCCC
CTTTTTTCATTAAAATGTTGATTGATGTGTCGCTACATAACGTTTTCTCAGGATTGTTCA
AAGTTTAAATCCAACTATTTTGGTAAAACAGTAATAGACCATATCATAATTGTACAGGGC
GGCCGTGGTGCAGCGGGTAGGGCGGTCGACCCATGATTGCAGGTTCGATTCCCGCCTTGC
ACGCCCATGTGTCGAAGTGTCCTTGGGCAAGACACTGAACCCCACCTTGCCTC
>BJ494566 ID   BJ494566   standard; mRNA; EST; 439 BP.
GCGATTCCNGTGGTGATTGTTTTTTGCATTTTTTGCGCTGCAGTCCATTATTTTAGAATA
AAGACTCCATTAAGATAGTGCTTTATAACAATGAGGGGACAAGAAAGCTTTTTTTGTTTC
ATTGATCCAACAGATCCTTCAATCCAAGCACGTCTGTGTACATTTGTTGTTGGTGCCCGT
CTTTGTTGCTGAATCAACTGAGGTTTTTTTTTTTCTCTCTCTCTCTTTATGGNAAAAAAC
TCAGNGCAATATTCCNGCTGTTTTTCCCAACAGCTGCCTGAAAATCAGTTCTTCAAAACC
TACNGCTGCNGGTTTTTTATTCATTTTTTTCTACNAACTTTATTGATTAAAACNTGGATA
AANAAAAATCCNCCNGGGTTTAAAGGTAAAACATGGNGGATAAANACAAATTCCTTCANG
GATTTATGTTCACTATGCA
>BJ494585 ID   BJ494585   standard; mRNA; EST; 439 BP.
CGGTCGTTAGCCTGTTAGCTTTAGCATGGCTCCTGTAGGTTTATTGTCTTTGTTCTTCAA
AAATTACTGGCTTGTGCAACTTTCTTGTGGACTTTGAAGCAAGGCAACAGGGGTTGAATG
CATTTGCAGTGAATGCAGAGAATTGTCTTCTGGTGATGGGATTTGCAATGAATGTTTCAC
TCAGGATAGATGCTAATACTTATCCTTATTAGCTATGATGCTAGTCATCAAACACCAGTA
TGTTTTTTTTTTTAAAAATATTTGTCTGAATTANATTATTATATATCTTTTACAGAACGA
TTTGTGTATGTTTAGTCTGTTTTAATGTCATAAAGTTCTTTTTACAATCTTTATGCTTTG



TGGTTGTTTGTGGTAAAAAACGTCCACACTTTAAATGAGGTGCTGCAAAACAATTAATAA
ACTATTAACAAAAAAAAAA
>BJ494600 ID   BJ494600   standard; mRNA; EST; 518 BP.
ACCGAAACCGAGTCCTGAGCAGGATGTGAGCAACGCCATGGGAGTGCTGTCGCTTTCCAC
TGAATGATGCTCAGACTCCAAGGGGAAATCTGGCAATTCTAGAGCCCAACAAGTAAAACG
TAGAGACTAAAAGTAAGTATAGTCAGTGTTTTTTATGTAAAAGAAAGAACAGCAAACGTG
TTTTCCTCAACTTTGTGCTGCTTTAGAGCCACCCTCACTTTTATTCATGCTTTTGGAAAT
CACTTTAGATGTAAAAATAGTGTTGATGTGGCGGCCTTAACCCCTTGTGCTATCCTATGG
GGTCCAGATGACCCCACCCTTGCATTGACGTGTTCTCCCTACCATAACAAAGGTGGATAA
AGGTGAAGAGGATTTCATGTAATCCATGGACACCTGTGAAGATCACAAATCAGTGAAGAA
AAAAGGTTCAGAGCACTGTCTAGTGGGGTCCAGATGACCCAACTCCCAATGATNAAGTGC
ACAAAGGATAGCACAAGGGTTACAAACATGACCTAAAA
>BJ494631 ID   BJ494631   standard; mRNA; EST; 163 BP.
GCCCCGTGGCCCTGCCTCAGCCCTCATCTCTGTCTTGGCTTCTTCTTCATCGTTTGGCAC
TGATGAAGTGATGGACCTGAGCTTCGGCATGAGGAGGAGGAGGAGCAGCTTCCTGGCTTT
CTCTCTCATTTCATTCTCCAGTGGGTTTTTTTTTTTTTTGNAA
>BJ494632 ID   BJ494632   standard; mRNA; EST; 570 BP.
GGATTGTGTTGTGACATTCTTGCTGTGAAGGAAGTCTTATTTTATTGACTGATAAAGACT
ATATAATCCAGTGAAAGGGAACACAAGGACAGTTTAAAGGAACTTATTGTGTGAACTAAC
ACCTGGAGAACTAATGAAATTAGACTGGTTGCTTTTGACAGGAAAATTTTGTGTTAATGT
GTGATAGGGCCTTCTGTTTTGTAGTTGACGTGACTAATAAAAAGATAAATTCTGTTGTAC
GTTTTTGTCTTCTCTGTACAATGTGAAAGATGTTGTTTTGTGTGAACACCTTTCTTTTTT
CTTATTCCTTAGATGCACTAGCAAATCTTGTTGGCCAGCAGAATGCCCGCTATGGAATCA
TCAAGATCTTCAATGCACTGCAGGAAGCTAATGCCAACAAACATCTTCTCTATGTGTTGA
TGGAAATGCTACTCAAGGAACTATGTCCTGAACTCAGAGCAGAAGTGGACAATATCTGAC
CATGCACAGAAGACGAACACTCACACTCATTCTGAGGTTCCACCAGATCATTTTCCTGGC
CTTTCCGTTCCTGACCAATCACACACTGCC
>BJ494665 ID   BJ494665   standard; mRNA; EST; 615 BP.
GGAGCTGCGTCAGCTCAGGCAGAGAAAGGATGAGCTGGAGCAGAGGATGTCGTCTCTGCA
GGAGAGCAGGAGGGAGCTGATGGTGCAGCTGGAGGGCTTGATGAAGCTGCTGAAGGATGA
GGAGCAGCGACAGGCAGCGCAGGCAGCCAGTTCTTCCCACGCCTCCCCATCCCGACCCAG
CCCGTCCAGCGTCCGCTCCTTAGGAGCTGCATCTCCTCATGCCCACATGCACCACCCACA
AGATTCCCTTGCGGGCGTGGGGGGTGATGTACAAGAAGCCTTCGCTCAAGGACCCANAAG
GAACCTGAGGAATGACCTTTTGGTTGCAGCCGACTCCATTACCAACACAGTTTCCTCACT
TGTCAAAGAGCTGCACTCTGACGATGGTCGGGAGGAGGAGGAGCGACTCCTCAACGGAAA
AGACCGAGACAGAGCGATGTTTCAACGTGACCGTCTGACCCCCCGCCGCTGAAGTCTCCC
CAGTGGTTGGTGACCTCCGGGGGATTCAAGCTCCTCCCCCAATCGGGATGCTGGACATGA
AAAGGACCGCCGGGTCTCTGCTGATGCATAGCTGTGATTCTGTCTCGTCACTGTGGTTTG
ATGTCGCTCGGGTTC
>BJ494735 ID   BJ494735   standard; mRNA; EST; 538 BP.
GTTTGCAGACATCTGGGAAACAAACTCTCTATGGATTTATTTTAGAGACCAAGGGTGAAA
AAAATAGAACTTCTTATGATAAGACTGATGAGGTATTTTTATCTTTAAGAAAAACGGAAT
CTCGTGATTCATTGATCTCAGATGAGCACGGATCAGACCGATTTGAAATTAGTGATGTAC
TGGAGTGGAGCTCCTGCCTTGAAGAAGAATCCCCTCAAGAATCAGATGATGAGTGTGAGC
TGAGTGACATTTCTGGGGAAATAAACCCCCCGCTCGATATTATTCACAGCGTTGTCCTAA
AGCATGCTTATGAGTCCACACAAAGCATGGATACNGAAGAGGAGCAGAGTGATGATGACT
CCNATGACAACTGTGAATGCGAACACTGCATTCCCTCAACACAACAGGTTGAAGCCAAAC
CGCTCCTTCCGCANATGGAATCAAGTGATGCAGGGAAGATCTGTGTGGTCATTGATCTCG
ATGAAACTCTGGTACACAGCTCANTCAAGCCGATGAATAATCCNGATTTTATCATTCC
>BJ494744 ID   BJ494744   standard; mRNA; EST; 366 BP.
ATTCGGCACGAGGATCATCAGCGAAGAAATCAACTTTTATTTGGCGTTGTAGAGCTGTTA
CAGGCGAATACGATTTGCACGGCCAGTTTCAATGTTAAGTCATTGTACAGACGCCGTCAG
AGGTCCTGCGTTGCATTTGGAGTGTTGGTTGCAGCGGTCTGGTGGCAGCACGTTGCAGCA
AAAATTCTGACGTGCGATATTTCCAGAGTTCAAACATCAAAACTTTCGCAAAGAATATGT
GTCACATAAACCAATCAGAAACTTAGCTTTGACCCGTGACGCANTGATGGCGTGATCAGG
GGGGTGTAGTCCAGAAGTGATCAATGTAGATTTTTTGGTCAGTGGAGATCATTACCTCTT
CCTGTA
>BJ494748 ID   BJ494748   standard; mRNA; EST; 316 BP.
AAGCTGCAGCTCCTCAGTTTGTGTCAAAGTTCAACCTGTGCTTTGGTAAGATCTAATTAA
AGCCCAATTTGGCTAGCAAAATCATTACGAGTGCTTTGCCTTTAAGAAAAACTAGCTGTG
TAAATACAGCTTCACATTTTAAAGCATAGACNAAATGCAATGTGAGGGACAGAAATGAAC
ATATTTAATAAACAAATGCTGGACCAGCTGATTTTTAGAACTACAAATTGGACGAGCCGA
AGGTTTTGGCTGCAGATAAACAGCTTTGAATCTACAACCGTCTTTAAGTGTTGGATGAAC
AACATGAAAAAAAAAA



>BJ494750 ID   BJ494750   standard; mRNA; EST; 392 BP.
GGTTTTTATTTCCTCATCCTGCATCCTAGCANACTAGGAAACAAAAGTGGGACGAGTTCA
CAGTAGTTTCTCACATTTAGTTTTAGAGTAAATCCAGTTTATTTTTGACTCCATATAACC
AGGAAGGCTTTATCGTCGGCAGAGCTGCTTAGACAAAAAAAAAAGGTTTAAAAGTGAACC
GTTNCTGAAAGTATAAAGAAAAGTGGTTTATCANATTTATTACACTAGCAAACNTGTTAC
TGTGTGCACCGATGGTGGTATANAAAGCCTTTTTAACAACTGANACGTGTTTTCCCGTTT
TATCCTGTGATATGTGGATAAAATAANACGTTTTTAGTAAAACGATAAAGTTTCTTCACA
TGCAGGAGTTTTTTTTTTTTTTNCCTAAAAAA
>BJ494760 ID   BJ494760   standard; mRNA; EST; 642 BP.
GGCTTGAAATCAATAGAAGTTTCTCCAAATAAAATATGGGAATATTTCACAGAATTGTCC
TTCCATCCTAATCCAAACCCTGACGGTCCATCATGACTCTGCAAAAACTCTCATGCTTTA
TGAATTTTGGTTGGTCTTAGTGCTTAAAACCTTTAAAACTCTAAGCTTTTCAAACTTCAG
GGAAAGTTTTCCAGATTCTCAGGTTTTGGTGCAGCCGTCTTTCTTTTAAAAGTATCTTTG
CATATCTGCACAAATACAAACTTTCCCAAATACTGAGAAGAAACCTAAAGCGACCCAAAA
CGGCGGTGATAGAGGAACCTGCTGTTAACAACAACAGTCACATCAGTGACTCCCAGCCAA
ACCAGTCTGGCTGTTTTTTGCTAATTGTGCAGAGAACAAACTGTTTCCTCCTGCTTTGGT
GCCAAACTCTGATTCTTTGTTTAACCCTGCCCGAAAGGTTGGTTTAGTGTTTTTCTCAAG
TGCAAATACAGGTTGAGGTAGTGCGATCTGCAGCCTCAGCAGCCTCGCCAGCACCAGATG
GTGTCCGCGTGCACGTGTGTGCGTGCGTGTGTGGAGTAATTACTGACTCCCCTTCCTCAC
CTTTTTCTGTCCTTTTTTGTTGTTGTTTTTGCTGCTGAAGAC
>BJ494763 ID   BJ494763   standard; mRNA; EST; 283 BP.
TCGGCACGAGGCCGGCCTCCGCCTCTCCCAGTCTGATGGTGAGAGTGTCCCTGGAAGCTC
TTGCCAGGAGGAGGAGGATGAGGAGAGTTTGTACAGAAGAAGTCAGTACAGCCCTGAGGT
GGACCAGCAGGAGCCTGCAAGTCAGGAGCAGTACGTCTCTGAGCTGGAGGAGAAACAACA
CGAATGTCCAGATGAACTGAGGTCGATGCAGGAGCAAGAAAAGTCTGAGAAAAGTTTAAG
AGATGAGAAAATAGAGGAAGAGAGAAAAGTACATGTAGAATCC
>BJ494798 ID   BJ494798   standard; mRNA; EST; 496 BP.
TGGTGGTTGGATGGGTCCGGGAGATCACACAATACCAGAATGTATACGCAGACGACCAGG
TGATGCACTTCTACCGCTGGCTGCGCTCCCCCAGCTCTCTGCTGTATGACCCGGCGCTTC
ACCGCACCCTCCACAACATGATGAAGAAGGTCTTCCTGCAGTTGGCTGCAGAGTTCAAAC
GTTTGGGCTCAACTGTTGTGTACGGAAACTTCAACAGGATCATCTTGTGCACCAAAAAGC
GGAGGATCGACGACGCCGTCGCTTACGTAGAATACATCACCAACAGCATTCACAGCAGGG
AAATCTTCCACTCTTTGTCCATCTCTTTCTCCCGATGCTGGCAGTTCCTGTTGTGGATGG
ACCCTTCCAACTATGGAGGTGTTAAAGGAAAGGTCTCCTCTGATGTCTTGTACGGAGAGG
GTGACACCAAACAAAAGAAAACCAGACNAGGGGAGGAAGATGAGGATGGCAGTGAGGATG
AAGAGGAGGACAATGC
>BJ494802 ID   BJ494802   standard; mRNA; EST; 251 BP.
GTCGATCCTGGCCGCCTGTTTACAGAACCGCCGCCATCTTGCCGGGACACTGGACCCGTC
TCTCCTCTGTCCGGGCAGATCCGGTAACGTGTGACGTCCCCGCTGGTTCCAGACGCGTCA
CCGTGGCCCGTGCTTGCTGACCTGTGGGAGGAGTTATGAAGGTGGCAGGGCTGTGGGGGC
GCCACGGTGGCGATCTCTGCCGGTCCAGCCGTTTAAACTGACTCTTGCCAAAATGTCTGC
GGGGGGGGGGG
>BJ494803 ID   BJ494803   standard; mRNA; EST; 579 BP.
TCGGCACGAGGGGAATCCACTCACCTCCATCTGCTCCCAGGGACGGAACGTGATCGCCGG
CTGCTCAGAGGGAGCCCTCCATGTGTGGAACTGGGAGACGAGCACAGAAGTCTGCCACAT
ATCTGCTCACAGGCAGCGCATTCACCACTGCAGTCTGCTCACAAGCGCTGGCAAGAAGGA
AGAAGTGGATTCTGAGGAGCTGACCGTTTTCACAGCGTCTGATGATGGCAGCGTACGGAT
CTGGAAGCCTTTAGAGATGGATCACTTCTGCAGCTTCGATGGTCACAGCGGGGCAGTTTG
TGGAGTGGTCCATAAGGAAGGACTCCCAGAATTCCTGACGGTATCTGAGGACTGCTCCGT
CCGACGCTGGACCTGGACTGCAGAGAGAACGTCCAACCTCAACAGCAAAATCTCAACGTT
GCGTTTCTCCGAAACCGAAGATTTGCTGCTCGCTGGTTATGAATCTGGTTTGCTGGAGTT
ATGGCAGCACAACACAACAATAGTCCGCAAGCAGGTATCAAACAGCCCCATCGTTGCAGC
CTGCTGCATGCCGAACAGCGAGTTTGCCGTCAGCTACCA
>BJ494818 ID   BJ494818   standard; mRNA; EST; 449 BP.
GTGGGCGGTTTTCGAGTGGAAATGAAAAAGCATTTTGAAGTATTGATTTTTCGTTTTGGT
TTTGAGTCATTTGGTGCGGTTGCATTTTGAGGGTGGGGGGGCATTTCTGTTAATCCATTT
TGATCGTTAAATTAGACCTGTCTGGATGAATTTTGCTACGCATTTGCCGGAGGGCTTTTT
GGGAATGGAATGTCAAATACCATTTTCATTAGCGTTTTGATTGAGTGATAGAATGGGCTG
TGTTGAGGTAGAAGGTGAAGGAGCATTTTTTTGTTTTGACTTTTACATTTGATTATGCTA
CAGAACCGCTTCCAAGAAGACAAAATCCCATAGACTTCTGTAGAGGAATAAACAGGATTT
ACTTAGTCATTCTATTGGTCAGATTAACAGCTCTATCTCTGCTACTTTTTTATAACATGC
CTTTGATAATCCTCTCTTTTTTTTTTTAT
>BJ494872 ID   BJ494872   standard; mRNA; EST; 675 BP.
GCACGAGGGTCCTGGACAGGAAGGCAGATTTGCCTTGTTGTGGCAGACAGCTGTCCTGTC



TGTAGCAGCAGAAATCAGCGGGAATTCAGAGAATTTACTCGGATAAAATGTTAAGAAAAA
CCAACGCTTTGTTGTTGTTCCTTTCGCCGTAAGTATGCCGTCGCAGACAAACCCACCCAC
GACGACCTTCCCCTTGCAGGTGGATGGCTGAACATTGCTGATTTCTGAAAGGTCAGATTT
TACTGTTTGTCTGTCCAACCTTCAGTTTTCATTCTTTTTATACAATGAAATGGGCCCAAA
GAGGCAATCATGGATGAGGTCTTTACAAAAAACAGCAAAGAAATATTTGAAATATCAGTA
AAGGTGAAAAAAAATGAAGAAACGTTTAAATGTTGCAGCAATCTAACACTAAAATAAAAA
AAAAGTGGAAAAAAGAGACTTTTTTTCAAATTGACATAGCGAAAATCCTCAGAAATTAAA
TAGAGACAATACTAAGTCTAAGCAAAACTGTTCTTTTTTGTTCATTTGAGGCTTTTAGAG
CTTTAAAATTTGAAGCACACAAGTGTTGTTAAACCACAAGATTTTAATGTGACAGTTTTT
TCGAAAACATGTTCCCAAACTTTTGTCCTCAGGCACAACAAAATATTTCCACAAGCTAAC
AAGACTCTGTAACTT
>BJ494903 ID   BJ494903   standard; mRNA; EST; 671 BP.
GTTTTTTTGATGTTGTGCAAACAATTTATTCAATGGAAAGAGTTTCTCATGCACTACAAA
TACAACTGGATGTTTTTACACTACTGGTCTAAGTGGACAGAATATGTAAAGCAAAGAATA
GGACAGAATATGTGAAGTGTCATTAAAATGACGTCATACCATTTATGCCATCAATTTCTG
CTCCCTCACATGTTCTATTTTCATTTGAAACTGAGAAAGCGAGAACATTGCAGTCTATCA
ATGCAATGTACAATTTACAGGTTGGAACTACATTTGCATGAAGAAAAGAGAGGGTTCTTC
AGTTCTGTGCTGTTCTGAGAGCTGAAAGGATTTTTCAGGTTGCAGATGAATGTTTCCTCC
TTCATATCCNTAGTGATCTGTAGCTCTATGCCATTTTCACGTCTGTCGTCAAGAAACCAG
CAAACCTCANATTCTCCCAGATTATCAGTTCCGTCACACGTACAAGTGTGGATACAGGTG
AGGGTACATTTGGTTTGCTCAGGATTACATTCTATAGCAATTCTGGGTTTGGGGACTGGA
GAGAGAACTCGTAGTTTTATAGCAGATAGGAGTTTTCCATTAATCTCTGGCGTGTACTCG
CCGCTGTGCTCTGGTCTCACATCATTGATGGTCAGTTGCCCCGTTTCAGTATTTAAGCTG
CCGTGATCTCT
>BJ494910 ID   BJ494910   standard; mRNA; EST; 633 BP.
CGGCACGAGGCCACGACAACCTAACGTGGACGGCACTCTCCACCGCCAAACACGTCTGCC
TCACAGACGCCACCGTAGCCCAGGAGGTGGTGGTCAGCTACCTGCCGCTGAGCCACATCG
CCGCTCAGATGGTGGACATGTGGCTCATCATGAGGGTCGGAGGATCAACTCACTTCGCCC
AGCCGGACGCCTTGAAGGGGTCGCTGGTTAACACCTTAAAGGAAGTGCGTCCCACGGCCT
TCATGGGCGTCCCACGAGTCTGGGAGAAGATGCAGGAGAAGATGAAAAGCATCGGAGCAA
AGTCTTCAACTTTGCGCAGAAAAGTAGCTTCTTGGGCCAAAGATGTTGGTCTGCAGACCA
ATCTGACCAGGATGAGGCAAAACACAGCAACTGGCCAGGCTCCGTTCCAGTATCACTTAG
CCAAAAAGTTAGTGTTTAAAAAGGTGCGCAAAGCTCTTGGCCTGGACCGCTGTACCAAAT
GCTACACTGGAGCTGCCCCCACCACCAAAGATACCCTCGAGTTCTTCCTTAGCCTGGATA
TCCCTCTGTTCGAACTGTACGGCATGAGTGAGTGCACTGGACCCCACACCATCTCTCGCC
CTGATGCCTTCAGACTCACCAGCTGTGGTAAGG
>BJ494918 ID   BJ494918   standard; mRNA; EST; 461 BP.
CGGCACGAGGCAAATCCTTCCTCCCATTATCAGACTGAATATCACCAGAGAGACGGGTTG
AGTGCACCTTTAATGCTTCTTTTGCATTGTTGCTGCTGTTGCTGCAAAAGGTTTATTCCC
CACAAAAAGCTTCTTATCAGCCATTATCAATGTGAGCGGAGCACTGAGTCTGTGTCTGTA
AACATCAGGATTTATTTGCTGTCAGGTGGACACTATTCCGTCATTAACCCTTGTGCTATC
CTAGGCACTTTAACGTTGGGAGTTGGGTCATCTAGACCCACTAGACAGTGCTCTGAACCT
TTTTTCTTCAATGATTTGTGATCTTCACTGGTGTCCATGGATTATATGAAATCTTTCCAC
CTTTATCCACCTTTGGCATGGTAGGGAGAACATGTCAATATAAGGGGGGGGGGGGTCATC
TAAAATAACACAAGGGTTAAAGGATGTTCTCTGGGTTTGAG
>BJ494938 ID   BJ494938   standard; mRNA; EST; 620 BP.
TGGGGCCCTTCCTGTGGCTCTGCTTGTCTCTCCTGCTGGCGGTCCAGTGCAGTGCAGTCA
AGAACTGCCATCCTGGTTGTCACTGTGAGGTGGAGAGCTATGGGCTATTTGATAGTTTCA
GTCTTACCAGGGTGGACTGCAGAAGCCTGGCCTGGAGACCCTCCATGCCCATTCCCATCC
CACTGGACACGACCCATTTAGACCTGTCTTCCAACACCTTGGGCCCACTCAGTGACACCA
TGCTATCTGGTCCAGGCTACACCACACTTATNAGTTTGGACCTCAGTAGCAACCATATTA
CAAAGCTCAGCCCCAATGCTTTGTCCAAGCTGCGGTACCTTGAGAGTCTGGATCTAAGCC
TCAATGACCTGGATAGCCTTTCAGTGGGTTCCTTTTCAGGGCTTCCTCTGGTTGACGTTG
ACCTGAGCCACAACCACTTTCATGAGTTCAACATGGATATATTTTCTGCTAAAGTGAATG
GTGAACCTGTCACCTTGGACCTTTCCCATAACAAGCTTGTGTCAGTGTCCACTGCATCAC
ATGGAAGAGCACCACACATTCAGAGCTTAAATCTGTCATCCAATTGGCTTGTGAGTGTTC
CAAACCTGGAAGGACTTCCA
>BJ494969 ID   BJ494969   standard; mRNA; EST; 512 BP.
CGGCACGAGGGCCTGGTGCAGTGGCTCCTAACCCGGGTGTGCATGGTGGTAATCTGGTTT
GATCAACACAGAAACTCAAACTCCGGCTTTTTCTCCTGACAGAGGCATCCAGAACAGCGG
CATTTATATGTTTTCTACCGAGCGTCAGTGTGTGGGTGTGTGAGTGACGGANGCGGCCGG
CCGTGGCGTGCGCATGGAGCCAGTGTGTTTGTGTGGGAGGGACTCAGAGATGTTGGGAAG
CGGCAGGGACCGAGTCTGTACTGATAAAGACCCATCCCTGCTCANAGTTTTTGGCCAAAT
GATCCCTATTTATTTAAAGTACATAGAANATGTGTGCCTGTACAGTTTTGTGCGACTAGA



GGAAACTTTAAGGAGTTTGTTTTTAAGTTCATCCAGGTAGTGGTGTTTCTTTTTATAAGT
CTGAGTTTCGGCGTGCTGAAAGTCTGCTGGTTCCTTTCAGATCTCCTCTGTAGACGTTCA
TTCAGGCACTTGTGTTTGGGGAGGGGGGGCAA
>BJ494987 ID   BJ494987   standard; mRNA; EST; 607 BP.
TCGGCACGAGGACCTCAGGTGGCTTTCTCTGCTGCGCTTCTTGAGACTCAGCAATGGACC
ATTGTAGGGCCGTTCGACGCAGACAAAACCCTTGAATTAAGAAGGTCGTAACCAACATCG
GGAATGGATACGACCCAGAGACAGGTATGGCTCANAGGGTCTCTGACTTGTCATCTAACC
TAATGAAACATCCTATACAGCTGCTGCTTCACCTTGTTACTTTGCTTGATGTTCCTCAAT
TGAGTGTCTTACTCATTCTAGGGTTAAAACAGGAACTAGAGGTAAAATATTTGCGACTGA
GCAGTTTGCTGATCCGTCGTTTTTGCAAACTGCTCTTTGACGGATGCTGGTTACACATTG
TGTCACGATCATATGTTCTCTGGATTCTTTCCAAAACAAACTCATTGATTTTTGCAGGGA
TTGACTGTGTTTGTTGTGGGAATGAAATAAAGAATCTCAACTCATTCAGTTGGAGTGTGG
GACAGACCACTAACTTCTCCCTCCATTTCTCTCCTTTAACCGCANGTATCTTCACGGCCC
CNGTCAAAGGGCTCTACTACTTCAGAGTCACTGGAATTGCTGGGAGCAATGGGGAATTAA
ACGCANG
>BJ494994 ID   BJ494994   standard; mRNA; EST; 247 BP.
TCGGCACGAGGTAAAAATTCACCTCTGAATTGTAGGAGGGACTATTGGTAAATATTACAA
AGTTTAAGTCACATTTTTTTGTGTGCTTGTATGTATGTGAAACATAAAGATGCAGTGTTT
CATCCCGTTTAAATTGAATGTTTACATAAATAAGATAAAAGACATTTTCTCTATTAATTA
AACGAACAACGTGACAGCGCCCCCCCCCCCCCCCCCCAAAAAAAANNCCCCCCCCCCCCC
CCCTTTT
>BJ495010 ID   BJ495010   standard; mRNA; EST; 500 BP.
AGGCCCTTTCAGAGCCGGGCGTGTCCCTCACCTGCCTTGGTTAACGGTTGCTGCACAGGT
GAGCCTCTGCTGGAGAGCTGCTCTGTTGGTGCAATATTAGGATTTAATTGTAACTTTTGA
TTCAGGTGAAAACGACGGTGCAAAGGGATTTCTGTTTTCTCTTTTTAAGGCGTTTTTGGT
GTCACTCCAACATTATTTCTGTCCTCCATGGTTGTTTACACGTTTACCACTGAGTGATTT
TTCACTGAAGTCTTGTGTGTTCAGAAACAGCGAGACCTGCTGCATCCGTTTGGAGCTGAA
CCTTTCCTCTGCGGAGCCTCGCGGGTTTGGATCTACGGGGAAAGGAGTCTGAAGCGATTA
CTTTCATTTTGGTGGTTGTAAAATTGCACTTTTTCTGGGAACTTTTATACCCGTCATTTA
ACTTATCAAGTATTTATAAGCGTGTCTGTGCACTGACTTTCCTTTGTGGTTTAGTCGTAT
TTCTGTCACCCCCCCCCCCC
>BJ495015 ID   BJ495015   standard; mRNA; EST; 514 BP.
GCAGCTCCTCCTCTTCTGTGGTGAACAGCAGTTTGTGAGGAAGAACCGCTCAGATCCCTC
CACAGTACTTCCTGCTCAGCATCCCTACAGATCATGAGGAACGCTGAAGATTTTCACAAT
AAAAGAGCCAGACTGGAGAGAGCAACACTCATCTGTTCTGTCAGTCCTTAGAGGGAAAAT
TCTAGAAGGAATGAGTTTCATGACAGAAACAGAAGTTTCTAATCATACAGTAGCATCATA
ATGGACAGGATATTCATTTTACTTTTGGAAAATAGACAGGAAATGCTTTCCAAAGTAACC
AGGAGTATTAATGGTCCAGTATTTCATGTTTGTCACCATCTGAACACATTATATTAGTGG
TCTCTTTATGTATTTGTGTGTTGACTACATTTCTATTTTATGAGTATTGGTGAACTACAA
ATATGGCAGCCTAGAGACTTCCTGTCGGTTACTTCCGGTCTCTCAGGTGTGTGGCTGATT
ACAGCCAATGACAGCACAAAGAGGGGGGAGACAG
>BJ495016 ID   BJ495016   standard; mRNA; EST; 224 BP.
GCACGAGGATGCCCCTCGCCTGCCCCCCGCAGTAACCCTGTTCCTCTCCCTCAGAGCTAC
GAGCCCGATGAGCTCACAGAGGAAATGGCTCACCTCGAAGGCCTGATGAAGGACCTGAAC
GCCATCACCACAGCCCCATGATCTCTGATGCAACGTGCAGGCTCAGACACACCTTCTCTG
CCAGTCTCACACACACACACACACTCACACACACACACATACAC
>BJ495032 ID   BJ495032   standard; mRNA; EST; 603 BP.
AGGTGGGAGGCTGATGTCCAACGATCCGATGCATAAAGCCCCTACNAACAACTACTTCCA
GGAACACGCGCGGAGCCGAATGTAAAAAAGCGGAGCGCTTTTTCTTTTGCGCTTTATTTT
GACAAAAATGCTACTCCTGGTTTATTCGACTTTGTCTCAAGTGTGAGTCTGCCTCTTTTT
TAGAAAAAAAAATCTTCTTGTTTTGGACGAACATGATGAGGAATATGATTTGGAGACTTT
ACAGTTCAGATCGTTCTTGGGTTTTTTCTGTGTGGAATCAGTGGTGCGTGTTTTACGCAG
CAGCTGCGTGCTTGCTGTTTTCGCCCGTCAGGGCGGACGACACCTGTCCCTCATCGTGCG
CCTGTGCCAGAGAGTGGGGAACGGTGAACTGTTCGTCCGCTGACGAGGAGACCGACGTGC
CGACNGAAATACCGACCTGGACTTCCACTCTGATCCTCAAAGGGAGAAACATTTCAACTT
TATCCACTCGTGCGTTCACTCCCAACGGTACAGAGTTGGAAATAATAACACTGTTGCTGC
CCAATAACGGGATCCAGGCTATTGAGCCCTACGCTTTCCGTGGTCTCACCCGTTTACATG
TCC
>BJ495041 ID   BJ495041   standard; mRNA; EST; 670 BP.
AGGCAGTTCCATGTCAAGTCCATTCCTGATGCCAGCCCACATAAACCCATTTCTATCCNG
CGGTTCCCAGCAGTGCACTGTAAATCTGCCGCCTTTGTACCACAAGTCGGGGTCAAGCAC
GTATTTAGGTATGGACACTTTTCAAAGACTGTCCCAGCCTCTAGACTCTCTGGATAGTCT
CACAATATCAGATTATAAAACGGATTTCACTCATTCTCCCTTCATGGCACAGCTTAGCAA
TGATGAACCCCCCATGGGGATGGCTGTGGGTATGCCCGATGTGAAAAACCTCCCCGCTGC



TGTGGATTTAGCCAAAAACCCCTTAGCTGATACGCATGAGTTCCGGCAGGCGTGCGCCAT
GTGCTACGTGAAAACTGGTCCTGGAGTGTTGGATTACACGCTTCACACAGAAGAGCATAA
ATGCAAAAAGGATGTATTACTCGGCAGAATGAAGCACTCGCCCGACAAAATGTGGAAGCT
CATTCGACCCAGACCAACGAAAACTCAGTATGTCGGACCGTATTACATCTGCNAAGAGGT
TGCTGTTGGAAAGGAGTGCCTGTATCCTGGCCACTGCACGTTTGCATACTGCCAGGAGGG
AGATCGATGTTTGGACTCTGGAGAGGAAAGGCTTCATCTCCCGAGAGCTGCTTTTTGACC
CTTTTGGGCC
>BJ495072 ID   BJ495072   standard; mRNA; EST; 638 BP.
CGGCACGAGGGTTAAAAGTGCCAGTTAAACAGAGGAATTAAATATGTTGTTTTATCTTTA
GTTCAGCGTTGTCTCTTTTTGCATGAGCTTAAAACAGGTTTCAAAGGATGCCTCCTGTTG
CCCTGGCAACAGCTGCAACACTACACAAATGCTGCTTTTATATGTGACATTGCAGTAACC
GTGCTAACATAGATATTTTCGTTGGTAAAAACGTAGCTTTTAGGCTAAGAAAATGTATTT
TTTTTTAAATAATTTTTAAACTTTTAACAATGTTTTTTTTCAGCCTGCCGAAGCATTTAT
TTTCACAAGTGGATGAAGTTGGTGTTATGTGTATCGTTTGGTACTTTTGCAGCATCACCT
CTGCTTCCAGCAGTCCCATCCNAGAACGTAGCANAAGCAGGATTTCACACAGATTTGCTT
GAATGCACGCGGGTCTGCATGTTCACGCACAGACAGGCGTCTTTGAAGCAGCACGTGCAC
ATCAAGCACAGGAAAAAAGAAAAAGATTCATGTTTTGTGAGGAGCGTGCCAAAACTTTTT
CCCTGTAGAGTAAATATAAAGTTCCCCCGCTNACACCTTATGATCATCCNGCAGGCGTGT
CACCCACGTGTTCCCTCTTCAAAAATGCCACCTGATCA
>BJ495137 ID   BJ495137   standard; mRNA; EST; 651 BP.
GAGGCTTTGATCCCAGCAGCACGTTTGCAGGTGCAGAGGCTGAGGACAGTGGTGAAAGTC
TGAAAAGAACCCATGAATACCTGGACAAAGCTCTGGAGAACCTGTGTCAAATCTACAAGC
TGAATCAGGGCCAGCTGACGCAGCTTATGATCAGCGTCAGCTCCTCTCAGGATGAAGCTC
AGTCCAAGCAGCTGCCCGACTGCATTCAGGAGGCGGGGGGGCTCATCCTCACAGAGTTGG
GCAGGAGGCAGATCATAAATGGACAGCGCCGGTTTGACGTTCAGTACCAGGGAGACCCAG
AGCTTCAGCCCATCCGGACTTATGAGAACGCCCTGCTGGTCAGGCTGCTCTACAGACTCT
CTTATCTGCTCAACCAGAGGCTTGGGGGCTTCATGAGTGCGTTGTGCTCGCGTCCCGACT
TCCTGGGTCGCCTCGGCCGCCATTACCTGACAGACCCCGATGCCACTGGCCGGCTAAGGC
AGAGCCCGATGTCCCGGCAGGTGCTGGAGCGGCGCCGCCAGCCAAGGCTGAGCCTGCGGC
CGCTGGCCAGCTACAGGACGCTGCTGCTGCTGCTGGTCTTCTACATGGCTAGGGGGCTGT
GCTGTCGCTGGGCCCCCTCTCTACCACAGCGCTGCTCCTCACTGGGGGGCT
>BJ495155 ID   BJ495155   standard; mRNA; EST; 691 BP.
CGGCACGAGGTTTAATCTTTTACGTAGGTTTCACAGAGTGATTAAATGTCCGCATTGTTC
GAAGCATTTAATTAATTGCAGTTCTGTGACGTTAAAGAAGGAAAACATACCAATCACCAT
AACAAACAGGTACGTACGTAAAGCCGGATTTCAATATTAAACCTTTCGTTTGGCCCAGAT
TTGCGTTCTGCTAGTTGTAAAATTCGGTCTCGTTTTGTAATTTAACAACAAATGAAAGTA
TTCATTTGCGCCCGGGTGATGTGTTTGAAAGCATCTTAAAAATAATTAAACACGTATTTG
TTTCTCCAGTTTGCACGTGCCCAGTACGTCTATGGTGTCGCCAATTCCACTGGCTAATCA
CGTGACAATTAAGGAATTTGTGCGTGACCGTAAAGGTCATCTTCAGGAGAGCTGTTAAGT
GGCCTTAAACACAGTAGATATGTTTTACATCGGCGGCAGATATCATATGTATTGTTTTAA
TTTATAGTTAAAGTTTAAACACGCAGCTGTTGATGAAACCTAACAGCGACCATTTGAATT
TCATGAAAAGAAGTTTGCAGAAATTTTATTTGAGCATCAGTCTTTTGATTAACCTCTTGA
CTCCNGAATTTATTTCCAGCTAACACAAATATAGAAAAATCGAAAGAAAAAAAATCATTA
TTTCTGTTTTTGCTGTTTAAATGTTCTGCAG
>BJ495161 ID   BJ495161   standard; mRNA; EST; 648 BP.
GCACGAGGGATGAAACAATGTGCTGTATATCAATTTATTGTGTTCACATTTCAAGATCCG
AACGCAGACTTTGAAAGGGTAAATCAGCGCTCGGCAGTGGCTCGAAAACCTGAAACCCAC
TGACAGTTGACTGTTCAGAGGTTTCCATTAGAAGACATAAAAACAGGTGAAGTCATAAAA
GTAGGAGGAGCCTGAAAACAGGATGGGATGAGTTTTGGGTTCACCTTTTAGCCTCAGAAT
GAGGCTTAACTTTCTATTTCACACCCGGCTCCCAAGTGCGAATTCAAGGGAACCATTTCC
AATATAAAGTCTAGGTTAATGTGCGTTTCAGGCTTCTGTGTTCTAAACTCATAAAGCTCA
CATAGTTGTACAAGTTTCTATAGTCATTTTTAGTCTTTACGTACATAAGCGTGGCCATTG
AACACTTGTATAAAAGACATGGCCTCTAAACGTGGGTACAAAAATGTGTGGTTGTTGAAT
GCGCGTACAAAAAACATGGCAATTAAATGCACATGTTGTACGTGCATCTATTGTGTGCGC
NTACGAAACGCGTGGCCAATGACCACGCTTACAAAACACATGGCATTTAAACCACGTACA
AAACACATGGCCAATAAACACGCATACCAAATGTGTTGATTGTACAAA
>BJ495197 ID   BJ495197   standard; mRNA; EST; 340 BP.
CGGTAGGTGACATTGCACTGGGAAGGGACTTAAACTTTTTCTTTGCCTGCTTTGATGTCA
CAACACTACTACACCCCAGTTCCACCACACAGCCNACGGCAGCACCGTCCTCATCCTGGG
TGAGCATGAGGTTAGACGCACCCTGCGTGCAGTCAATCCTAGTAAGGCTGCTATGGTGCA
CCCGATGGTGTCCCAGGGCGAGTGCTAAGGAATTGTGCGGACCAGAACTTCAACCAATCC
CTGGCACACTCAACAGTCCCAGTCTGTCTGAAGTCCTCCACCATAGTTCCCCTGCCCTTC
CTGACNAGGAAGCACTTTTAATTTCATTTTACTTGTGACA
>BJ495213 ID   BJ495213   standard; mRNA; EST; 646 BP.



TTCGGCACGAGGATTATGAGCAGTCAATCGTTCCTCTGGTTGAGAGCCTGAAACTGCTTT
CAGGACCAGAGACTTGCATTATCTGCTGCTATGAGAAACGCACCGAAGGAGTCAATCCAG
AAGTAGAAAGGAAGTTTTTTGAGTTGCTGCAACAAACCTTTATCTGTGAGAAAATCCCCT
CTGACAAACAAGATCCAGAGTTTAGCAGTCCAGACATTCACATTCTGCATATCTGTAAAA
AATGTTAATTTTTCAATCATCTTTTTTTTTCCTTTTTCTTTTGTGGGATCTTCATAATGC
CACAAAAACACAAAAAATGGCATTTTTACATATGAAATACAACTGTTTTATAATGTTGTG
AATTGATACCTATNATGCATAAATATTGTTTACCTTTTATGATTTTGTTTAGGTTATTTC
TATTTAAAATGCAAAAACATTTGAAAACATTAACATAAGGCTTTTGAATTTTGACATTTC
CTATTTTGAGCACTAGATGGCAATATTTATTTAAAACCTATTTGACATAAATACACTTAC
TGGTAAGTAAAAAGCTTTTTACTTTATTTCATGATCAAAATCGCATTATTCAAGATGATG
TCAGGCATAATGGTATTTATGTGTCACTCANTTGTTTATGGTACTC
>BJ495232 ID   BJ495232   standard; mRNA; EST; 628 BP.
TTCGGCACGAGGCTCACCTAACACTTTATCAGGCACTTGTCATCTCATCTGTCGGCTTGA
TAAGGATAATGACCTTATAACGAGTCAACCTGCAGAACTCAAAGCTCTACATACGACCCA
ACATACTGCTGCACGACTGATTTTTAATTACCAAAAATAGGACACATCACAGCAGTGTTC
AGAGTCGTGGACTGGCTTCATAAGGGTCCCCACATGGGGTTCAACGCCTTCTGGCATTTC
CTGCAGGGTACCTGAACACCTTTATGCAGGTCTGCAATCTAACAATGAATGAAAACTGAT
GGTCCCTGCAGGTTTATTGTGATTCTTTTGGAATTCACCTGGAAGAAAAGCTTCTGCTAA
CATGCTGCTAAGTAACTAAAGATAAACCTGTGTGAAAAATAGTTGCTCAGGCCTGCATAT
GATTAATATAGTCCATTGGAGAAACCTTTTGATCGTGTTCCCACCTTTTGAACGCGTTTA
GCCTCCAGATACACTCATTCTAGCTTGTGGGGAGAAGATTTTTTATTTTTTCATTTACAA
CTTGAAAAGAGAATTCCCTCTGTGTTGAAGGCAGAGAGCTTGAAATTGAAATGTTTCTGT
GGCCCAGGTGGCTTGACATTTTACCTAT
>BJ495233 ID   BJ495233   standard; mRNA; EST; 374 BP.
TCGGCACGAGGGTTTTGTTTTCATATATTCACACTATCAAAGTGTAAAAAGAGACCATTT
ATCTCAGAGTTGCCTTTTAAGTGACTAAATTCATTGTTGTTACCTCGTCTGTACATTCTG
TGGGTTCTCAGCTGGAGAAAACTCTCTCCTTCATTTAGAGTTTTGGGGCTAAAATACTTC
CTTTAGTTTGGAGTATTTTGAAAAAGTTGTTTTTTGTCTTTTTTAGGAGCATTCAAAAAA
GCCCACTAAAACTGCATAAGATAATAAAAAAAATCACCAAACAAAGCTACCACCACATAA
CCCCCCCCCCCAGTCTAACTTTTAAAANACTTAACACACCTNCNNGAATGTTCAATTTTT
TTTCATTAGGNGTC
>BJ495252 ID   BJ495252   standard; mRNA; EST; 590 BP.
TCGGCACGAGGGGACGACGAGGAAGATGAAGAGGACGAGGAGGTCAGAACCGACCTGCAG
CCGCTCCTCCCAGCCGGCCGCGACTCCTCATCCTCCACACCGAGAGCAGCAGGAGGAACC
GTTGGTGCCTCCGCCTCATCGTCTGGATCACAGAGCGCTGGAGCGCCACCAACGGGCGGA
GTGCAGCACCCAGAGTCCAGCATTATCATCTTTGATGACGCACCGACNAGATCATAGCAN
AACAGACGCACACACAGTGATTTGGTGTCACGGGAAAGAATACTAGTGTTTTCACCATCC
TTGACTAGTAAACGTGTTCAGTGACGACGGTCAGAGCCGCACTGGGTATCTCGAACAGCG
AGACAATACACATGATGGGCAGTACTGGGACAGGACTGTGCAGTGCTTTCAGTTTAAAGA
GGCTGGATGTTTTTTCTCAGCTTATTCGGGTAAACTGATGACTTCATTCTTCTCCTTCCT
ACATTCGGCTGAAAGTCAAAACTTTCTGTCTTGTTTGGACTGAATACCAACTTGCAGAAC
TATGGTCACTGCTTCATGTGTCTCTTCTCTTGCTTTCTGAATAAATAGCT
>BJ495262 ID   BJ495262   standard; mRNA; EST; 109 BP.
GCACGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGANAT
>BJ495272 ID   BJ495272   standard; mRNA; EST; 364 BP.
ATGCACAGCCCCCACTGCCGGTCGGCCCACGGCTGGGCGGAGCTCTGCGGACAAAGCGGA
GGCGGCCTTCACACCTCTNAGGCGGCGTCCAGCCGGAGGTCCCCGTGAGGAACACTTACN
ATGAGCTGAACGATGAGCTGCAGGAGCTGCTCAAACCACGGCAGCACCTTCTCCTTGTAG
CTGCTGAACACCGAGTGCAGGATGTCCGACACCTTGGTCAGGATGTAGACGTCGTTCTCG
TCCTGATGGACAAACGGCTGAGACCTGCAGCACTTCTGACCACCAAAAGACTCTNATTGT
GAAGGAGTTACCTCGTCCTTCAGGGTCTCCTCCACCTGCTCGTCGTAATCCTCGTCCTGC
CTCT
>BJ495301 ID   BJ495301   standard; mRNA; EST; 629 BP.
TCCTCTCTTCTCTGCCACTCTCACCATGTTGGTCCTGCAGATGTTGACTGTTCTCTCCTT
CACTGTTGTCTTCCTGGCATCTGTGGAAGCCAAAGGCGTGCAGATGCAGAGGGATGTCCA
GTGCTGCATGCTGTACTCCCAGGGCAAGGTGCGTACCAAAGATGTGCTGCGGTTTGAGGT
GCAGACGGAGGGGCCCGACTGCAGTATACAAGCTATCATTTTTTACACAAAGAAGGCGGT
GAAATGTGCCGACCCCAGAGATCGCAAGGTGAAAAGGTTGTTGAGGAAACTCCAGCAGAG
GCAAAGAACCAAAGCTCACCGAACCCCGTGGTTCTTCCGCCATGACAACCTGCCCGTCAT
GTCAGAGGACAAGAAGGATAACTGGGCCATCCTGAACGTGGAGTGATGAGGCACGAGGTC
CGCAGGAAAACCCGTAGTCATACGCCAAGTGAATGTTCAGCAGCTGGTTGTCTTGATTTG
GCAACACTTGCTGACTCTCCAGTCGTCTTGTGTCTCTCTTTCCACTCCGTCTGTCCCTCT
GGAACAAGACCTGGGCAGCAATACATCCTCGGCTTTATATCCTCCACCACGACCTGCGCT



GAAAACATCCTGGAAATGTGTTGGAAACA
>BJ495341 ID   BJ495341   standard; mRNA; EST; 564 BP.
GGCACGAGGCTATTGTGCACGTTGGACTGAATGTGTTCTTGAAGAATGTAACTGACCTGG
CTGAAAGGAACTATTCGAAGTCGTCATCAGCTAGTTATTCAGCATGGCCATGGCTTCTGC
GTGTGGACAACTGTGCATGAGATGCAGAGGCTCTCTTTCTTCCAAGACTGCCGTTTGGCG
ATGTTACTCTCATGTTCGGCATTTAATTCCAAGAACAAGACAACTGTTAAAAAGCTTTGA
TGGATTATTCATCACAAAAAGACTTGCATCAACTCAGACAGGGCTGAGTTGGAAACAGCA
AATGTGTTGCTATAGTGATTTGGCAGAAAAACATCTGACTGCTGATGCCAAAGACAACAA
ACATACNAAAGAGCTGACAAAAACCAGCATTACCCAAATCACCAACACGCTNATGCCATC
TACAGATGTTCTGTCAATGACGGAACATCCNGCTTTCCTTGACTTGGATGCTGCTGCTGA
ATCTTCAGCACTTGAAGAGATCTGTGATGAANAAGCTATTAGCATTTCTGTCCCTTCCTC
CTTGCCTCCNACCTCAACATCCCT
>BJ495352 ID   BJ495352   standard; mRNA; EST; 618 BP.
AGGGGTGTGCTCTCCAACGAGAGGAGGGGGAATCAACGAGTATGGAAGCGTGGGTGTAAT
GGCCATCACTCTGTGTCAGAGTCTGGGTCAGAATATCGGAATGAGATGGAACAACGCCCG
CACCTCTGCAGGTGACTGCAGGTGTCCAGACGCCTGGGTGGGCTGCATCATGGAAGAAAT
TGGATTTTATCTGCCCAGAAAGTTTTCTCGCTGCAGCGTTGACGAGTACACACAGTTCCT
GCTGCAGGGGGGTGGGAGCTGCCTTTTCAACAAGCCTAATAAGCTGTTGGATCCTCCGGA
GTGTGGGAATGGTTTTGTGGAACCAGGAGAAGAGTGTGACTGTGGGTCGCAGGTGGAATG
CGCCCGCAGCGGAGGAGCCTGCTGCAAAAAATGCACCCTCACCCATGATGCTATGTGCAG
TAATGGACTCTGCTGCAGCAGCTGCAAGTACGAGCAGAGAGGAGTTGTGTGTCGAGGAGC
CGTGAATGACTGTGACATCCCAGAAACCTGCACTGGAGACTCCAGCCAGTGTCCTCATAA
TGTCCACAAGCTGGACGGTTACATTTGTGACAACAGTCAGGGACGGTGTTATGGCGGGCG
ATGCCNGACTCGTGACGG
>BJ495354 ID   BJ495354   standard; mRNA; EST; 610 BP.
TTGCTGTCACCAACTGCGCTCTGTCTTACAAGGGAGCCTTCTGGTACAAGAACTGTCACA
GAGTCAACTTGATGGGTCGATATGGGGATAACAACCACAGCAAGGGAGTTAACTGGTTCC
ACTGGAAAGGCCATGAGCACTCCATCGAGTTTGCAGAGATGAAGATTAGACCATCAAACT
TCAGAAACCTGGAAGGAAGAAGAAAAAGATCATAAGTCTTTTGCAAAGCCCCTACCACGA
TCAACAACGTTCCTGTGCTGTCTAGACTCGCCGTAAGACACATCCGCTTCAAACCACTGT
ACATCAACCCCTTCTCCCTAATGTTAAGGCCTGGCACATGCCGCCNAAGCTGCAACACTT
CACTAATGCATCANAGGGGGTCCCCTTCAGACCCTCTTTTTAGAAGCACCCACAGGAAGG
TGTGAGTGCAACTTTGGCAACATATACTGCCACTGATCCACAGCTTCTTCATGGAATGGT
CTTAGTTTAGGATCAACAAAAATGTTTTTTTTTCCTAAAGACACTGTTCCTCATACAAAA
CCGGANATGTGTACTTGTTTGCCCCATTATGTTACTTTGTATCAGCCACAGTTTGGTGTT
TTAAAGTGAA
>BJ495355 ID   BJ495355   standard; mRNA; EST; 630 BP.
CGGCACGAGGCCAAGCTTCTCCCCGGCAGAACTGACAACGCCATAAAGAACCACTGGAAC
TCCACCATGAGGCGAAAGGTCGAACAAGAAGGCTACCTTCAGAACACGTCAAAGAGCAGC
AGCTCCTCTCTTCCCATCAGCCACAACTACACCAAACCCACCAATCCTGTCATGAGTTTC
CCCGATCACACACAACTGCTTCCTTTGTCACCTGTCAACTATGCTTACATTTCTGACACG
CACAGAATGCCCTTCTCAATGGCTCTGCGTTTTAACATCCTCAACATTCCCCAACATGGA
ACCGCTGCTATACAACGACACTATGGGGAGGAAGATCCTGAGAAAGAACAGAGGGTGAAA
GAGATCGAACTTCTGCTCATGTCAACAGAAAACGAGCTGAAAGGCCAACCATCACTACCA
ATTACTCCNACCTATTCAAACTGGGCCGGTCAGAGCTCACTGATGAGCAGCTCANAAGGT
GTAGCTCTGTCCTTACCTCATCACCAAGCACCGGTACCACTGCTCGACCAAAGCTGCCTA
CCTGAGGAGAGCGCCTCCACAACGCGTGGCCACTGCAGTCGTGGCAGCAGCAGCCATCAC
AGCAGCCCAGCATTCACAAATACTATTCCA
>BJ495414 ID   BJ495414   standard; mRNA; EST; 660 BP.
AGGCTGAATGTCCAGGTGAAGATGGTTCCTGCATTCTGCACCCTGCTGGGGGCTGTGTTC
TCCTGCACCAACTACTTCAGGGTCATTTTCACCGGAGGGGTGGGCAAGAACGGCTCCACG
ATAGCGGGAACCAGCGTCCTGTCCCCCGTCCTGCACATCGGCTCGGTCATCATCCTGGCT
GTGATGATCTACAAGAAATCGGCCGTGCAGCTCTTTGAGAAGCATCCGTGTCTTTACATC
CTGGCGTTTGGCTTCGTCTCTGCCAAAATCACCAATAAGCTAGTCGTCGCTCACATGACG
AAGAGTGAGATGCACCTCCACGACTTGGCCTTCCTGGGACCGGGGTTACTGTTTCTGGAT
CAGTATTTCAATAGTTTTATTGACGAGTACCTGGTGCTGTGGGTGGCTCTGATCCTCTCC
TTCTTCGACTTGGTCCGTTACTGCGTCAGCGTCTGCAACCAGATCGCCTGCCACCTTCAT
ATCTTCGTCTTCACAATCCGGCCTTGCCCCGGCTTCGGTTCCCCTCCTCGCTGAGGCGTG
TCCACCGTCCCTTCAGGTTCCACGTGGAGCGCCACGGAGGACCGGCCCACGGCGGGACGT
CCACGCCTTCAGATCCTGGAACTTGCCGTCACGGTTTTCCATCCTAACTGAACTGTGCCC
>BJ495469 ID   BJ495469   standard; mRNA; EST; 584 BP.
GAAAAAAACAACAACAACGATAGTCCAGCATTCAAGGCCATTAATGTAAATAACACAGCA
GAGAAGACATCATCTAATCTAGTAATGACCTGCTTATTATATATAGTGCCTATATTATAT
ATTTGTGGCCAATTCTGTTAAGGGGAAATAACGTGAACCATAATAATAGCAGTCATTTGT



AATTTAAAAAGGAAAATACTTTAACAAACACATTAAGACCCACTTCCTTCAAAAACTAGG
AAATATTCCAGAACCGCCTTGTGTTTAGACCAAAAACTATTCAAAATTTAATCAATAATG
TTAGAAGAAAGCTGGATTTTCCTTTATTATAGCAAAAATTAACGGATAAAAAAGATGACC
AATGTTAGATAAAATGGCTTTTTTTCATATAAATTACTTCTAAATTATTTCAGAATGTAA
GAAAACTGAATAAACTCAGACATGGGAAAAATGTCACTGTTAACTATTTAGAAAACCACA
ACAATAGTTAATGTGTAATTATGATTCCATCTTCTTTAGCATTTGGTTTATCCCTCAAAA
ATATATNAAAATCTTCATTAACTCTGATTTCTCTATTTAGTCTT
>BJ495476 ID   BJ495476   standard; mRNA; EST; 268 BP.
GAGGCTTTTATAATAATCTGTGTTTTCACCCCATTCTCTGAATCGGCCTTCAGCTGGAGA
CGAAAGCCGCGTCGACCGGGCTTGCCTTTCAAACAGGATGTTGTGGAATAGCACTAGGCG
CAGCAGAAACGCAGTGGACGTCTTAGCAGCACGGTCTGCTACTCGGCCATGCATTCGTAC
ATCCGAAGCCTTGCAGGCCAGAGGGTCAGGTGTGTTGTACAGAGAAGAGCACTATTTTTT
TTTTTTTTGANCNANNCNCTATTTTTCT
>BJ495495 ID   BJ495495   standard; mRNA; EST; 617 BP.
GAGGCCGGGCTCTCCGAGAACCCCGACAGAGCCATCTTCGCCGTGCGGGAGAACAGCACG
ACCTGCCTGATGGTGGAGTTCGCCGTCAAAATCCTGGTGCCATATGACGTGCTCGCGCTC
AACGGGATAGACCTGATCACAGAGCAGGCGTATTTCACTTTGCCCCGCAGCGCAGATATC
GAGGGGAAATGTGGGGCCACGGAGTCAGAGATCCACATTTCTTGGAAGAACGGCGCGTAC
CTTCTGCGCATTTACTTCTCCAAGGAGTTCCGGGACAAAGGCACGGAGGTGTGGAAGATC
AGCAAAGTCCAGTTCGTCTATGACACCTCCGAGACGTCGCATTTCATCAACGCTTACAAC
CCTGGGAAGCACACAGCCAGCACTCACCGTCTGTCGGCCCTGGTGGACCCCTGCAGGCCG
CTCCTACGTCTGTGCGGCCCAGCAGTCCTTCACCCTCATCTCCNGCGACCACCAGAAGGG
CATCTCCGTCTCCATGTACGACATCCAGCTTCAGCCCTTCGACATGGCCTCTGACTTCAT
GTTCGGCGAACCCTACNAGTGCATCATGGACCAGCGGGAGCGCCTGGAGGAGACCCTCCC
CCTCATCCTGGGCCTCA
>BJ495496 ID   BJ495496   standard; mRNA; EST; 544 BP.
TCGGCACGAGGCAGAAAGTCAACACCATCCGCGCCCACGACAACCCCGTGTGCACGCTGG
TCTCCTCCCACAACATGCTGTTCAGCGGCTCCCTTAAAGCCATCAAGGTTTGGGACATCG
TGGGGACGGAGCTGAAACTCAAGAAGGAGCTGACCGGTCTCAATCACTGGGTCCGAGCGC
TGGTGGCCTCCCAGAACCACCTGTACAGCGGCTCCTACCAAACCATCAAGATTTGGGACA
TCCGCTCCTTGGAGTGCGTCCACGTCCTGCAGACCAGCGGGGGCAGCGTCTACTCCATCG
CCGTCACCAACCACCACATCGTCTGCGGCACCTATNAGAACCTGATCCACGTGTGGGACA
TTGAGTCCAAAGAGCAGGTGCGGACCCTGACGGGCCACGTGGGCACCGTCTACGCGCTGG
CCGTCATCTCCACGCCGGACCAGACCAAAGTGTTCAGCGCCTCCNACGACCGCTCCCTCA
GGGTGTGGAGCATGGACNACATGATCTGCACCCAGACCCTGCTGAGACACCAGGGCAGTG
TGAC
>BJ495503 ID   BJ495503   standard; mRNA; EST; 334 BP.
TGCTCTTATAGGTGTTTCTNACATGCTCTTGTAGCACTTTTCTCATGATGGAGGACATTT
ATNAAGAAAATTCANATTAAGGACTGAATTTCTGAGTATTTCTGGATTTAAATTGTGAGT
CAGGAACAGACGTTAAAATATTGTTGGAATAGGTTGTAGTTTGATGAAACTACAATCGAC
GAGCCACACTAGACNACTATGTCCACGAATGTCTTTGTTTTCCTCGTCCGAGCCGGAATT
TGGCTCAGAACTGCACGGCTGGTTAGCTCCGATATTTGCCGACGTTTTTGTTGTATCCCT
TATGTTGGGTTGAGGTTGTGAGGGGCTGGGAGCT
>BJ495521 ID   BJ495521   standard; mRNA; EST; 696 BP.
TTCGGCACGAGGGCCAGTCGGGTGGAGCAGGCGCTGTCAGAGGTGGCGTCTTCCTTGCAG
AGCAGCGCCCCCAAACATGGACCTATTCATCCCTGGATGACACTGGCTCAGATCTGGCTT
CATGCAGCTGAGGTGTACATCGGGATGTCGAAACCAGCTGAGGCCGCTGCGTGCACTCAG
GAAGCTGCCAACCTTTTCCCAACATCCCATAATGTCTTGTACATGAGGGGGCAGATAGCC
GAGCTGAAGGGCAATATAGAGGAGGCCAAGCGCTGGTATGAAGAGGCCCTGTCCATCAAC
CCCACGCATGTGAAAACCATGCAGAGGCTGGGTCTGATTCTGCACCAGCTGCAGCGCTAC
AGTCTGTCTGAGAAAGTCCTCAGAGATGCTGTGCAGGTCAACAGCACGGCTCATGATGTC
TGGAACAGTCTGGGGGAGGTCCTACAGGCTCAGGGAAACGCCGCCGCCGCCACAGAGTGC
TTCCTCACCGCCTTAGAGCTGGAGGCCAGCAGCCCCATCCTGCCCTTCACCATCATCCCT
AGAGCGCTATAAGAAAGAGATGCAGAGAGATGTCGAGGACACAAAAAGTGCAACATCCTG
TTACCCCGCCCACAATGTTTTGCTAAGGCTGCTACCCATTACTGTGTGAGTGACTTAGTG
TCTGTGCCAGTACATCTGTGTGCACCTGTGTGTATC
>BJ495563 ID   BJ495563   standard; mRNA; EST; 596 BP.
CGGCACGAGGCTAAACCCGACGCAACCAATTTTGCTTTAAATATCGGCCCCAACGAGCAG
GACATCGCCTTTCATCTCAACCCTCGCTTCAACGCCCACGGAGATGAAAACACAGTTGTC
TGCAACTCGTATGAAGGAGGCTGCTGGGGTGAGGAAGTCAGAGATGGAGGCTTTCCTTTC
CAACAAGGGCAGGAGTTCAAGGATTGAATTCCGATCTACTGAGTTTGTGGTGACCTTATC
AGATGGATCCACGATCTTCTTCCCCAACCGCATGGGTGCAGAGAAATACTCAGCCCTCAG
CTTTGAAGACGAAGCTCGCATCACGAGCATTGAGATCAAATAAATCTGCAACTTCTTCTG
GATTCAAATCTTTTGTTGGTCCCTTTTTTTTTCCACTTTTTGCCTCCAAACCTCCNGAGT



TGGTCCCAAATGGCTGCTGCACGTCATATTGTGCTGCATTTATGGTTCTAACAAATTCCG
AAATTACAGATGATCAGTCTGTACTGCTTGCATTTACAAGCTGTCTAAAGACTTAACAAA
TTTGTTGACATAAGAACATGTTAAACATCANGATGTTTCATTGTTACCTTTGACAG
>BJ495581 ID   BJ495581   standard; mRNA; EST; 297 BP.
TCGGCACGAGGCACCCGCATTGCCACGAGTGCATCAACTTTCGTCCACAAACCCCACCTC
CACTTGCTCATCTCGCGCCAACCCTACCTTCCTTTCTTCTGGTCCTGGATGTTCAGACAG
AAAGGCACCCCAGGTGAAGACACTTGGGCTCAGTAAGATTCCAGTAGTTGGTGCAGTGGG
AAGCCGATCAGCTAAACCTCCTCTGCCTTACACACATGGCCGTCACCCCACATCACCTGG
AGAAAAAGAGCCACTTAGCGATGAGGGCTACTGGGACACCCCCTCAGCAACACCTAC
>BJ495584 ID   BJ495584   standard; mRNA; EST; 619 BP.
CTGGCTCCTCATGTTCACCCCCTGTTCTTATGTGTGCTGGTTCAGACCCATCTACAAAGC
CTTCAAGAACGACNGCTCCTTCAACTTCATGCTGTTTTTCTTTGTTTTCATGGCCCAAGT
CGGCATCAGCATCATTCAGAGTATCGGCATCCCAGGATGGGGAGTGTGTGGTTGGTTGGC
CACCATCTCCTACTTCAGCTACAACATTTTTGTAGCATTAATCATGCTGGTTCCCACCAT
CATGTTCACTGCTGTGGCTTCCTTGTCCTTCATTGCTCTCACCAAGATCCATAATTTCTA
CCGTGGCACCGGGGCCAGCATGTCCAAAGCGCAGGAGGAATGGGCCACAGGAGCCTGGAA
GAACCCCCATGTCCAGGCAGCAGCCCAACAGGCTGTCATAGGGGCAGCCACAGGGGGCAT
GCAGGACCAGTACCCCAGCCCCCAATACAATGACNACCAGATTTAGAACTGTCAGGGATG
TAACGGTAGAGTATGAGTGTAGAAGACAAACGATGTCTTCATAGAGCTGAGCAAAATGTC
AGAATGTGAACTGTGTGTGTTTTTTGTCTTCTTGTCCTGGAGGGTGAACAAAAAAATTGC
AACTTTTTTTTTTCTTTTG
>BJ495585 ID   BJ495585   standard; mRNA; EST; 432 BP.
TTCGGCACGAGGTTTTAAATTGTGCAAACTGTGTGTAAACGATGACTTCTCTGGAGAGAG
AGAGTACTAGTAGGCTTTAAGTGGAGGTTTCTTTTATTTATTCGTCATGGATTTGTTTGG
TGTCGAGTGAAAACTAAAGGAGCGATTTGTAAAAGACGCCCCGTTGTTTGGTATTTTGAG
TGACTCCTTGTGTGAGCACTGTGCCCACCTGGCTACACTGTAGTACTCCTGTTGAACACA
CTTTTCCATGCTTGTCTGAATGTTGTATGACTGTGGGCTTTTGCCACATGTAACTGTAGA
TATTTTCCTATATCTTTACCATTGGGGTTTGGGAAGTCTTTGACTGTATTTGTCTGTAAA
GGAAAACGAAACAAAAAAAAAAAGTCTCANGCTCTTGNAGNGCCTGTCNCANCTGCTAAA
CACAACTGTAAA
>BJ495587 ID   BJ495587   standard; mRNA; EST; 227 BP.
CTCCACCAGAAAATGTCGACTCTTTAAAATCTGAAAGTATTTTCATGTTTTCTCTGTTTA
CAATAAAAGACGAGAACTCAGCAGTCGCCCCGGTAACGGGGCGGGGTGGTGGAGTGGCTT
TAAAGCCCGGGACAAAAAAAAAACTTTATTGATCCTGATGTTGANATGAGCGGACAGATG
TTCTCGTCAGTGTAAAAGTACCCCCCCCCCCNNNTTCAAATCGTTGC
>BJ495627 ID   BJ495627   standard; mRNA; EST; 655 BP.
GAGGTTTACACACAAATGAATCTCACTGTGAAAAACCACAGCATTCCTCTCAGTGATGGT
AATCAAATTCCACTTCTGGGATTGGGCACCTACGGAGACCCTCGCACGACACCGAAAGGC
ACTGCTCGTGAGTGTGTCAAGCTGGCCATAGATGTGGGTTATCGGCACTTTGATGGAGCG
TTGGTGTATTTCAATGAGCATGAAGTTGGCCAAGCCATCAGAGAAAAGATTGCCGACGGA
ACCGTCAGAAGAGAAGACATCTTTTACTGTGGAAAGCTCTGGAATACCTTCCATCCACCC
CAGCTAGTGAGACCAGCACTGGAGAGAACACTGAAAAACCTGAAACTGGACTATGTGGAT
CTTTACATCGTGGAGCTTCCCATGGCCTTTAAACCTGGAAAGGAGTTTTATCCCAGAGAT
AAGAACGGACAATACATTTATCACCCCACAGACCTCTGTGCAACATGGGAGGCCTTGGAG
GCGTGCAAAGATGCAGGGCTGGTTAAGTCTCTGGGAGTTTCCAACTTCAACCGCANGCAG
CTGGAGCTGCTGCTGACTAAACCAGGTCTCAAACACAAACCTGTTTCCAACCAGGTTGAA
TGCCATCCATATTTCACACAACCCAAACTCCTGGAGTTCTGCCGTCAGCATGACA
>BJ495632 ID   BJ495632   standard; mRNA; EST; 559 BP.
CGGCACGAGGAGCTTCTCAGTCCACTAACACCCAGATACCCAGTTCTCCACACCCCACCA
CACCTCGTCGCAACCTCAGCAAAGACGCCATCCAAGCCCCGAGCCATCCACCACCACAGC
CCCCTCCGGTCCACCAGCCTCAAGAAGATCCAGAGCCCTCTCCCCCCTCCTCACCAATGC
CTCCTGACACTCTTCCTCACCGACGGGTCACTTCCTTCGTACCCCTCTGGCTCCCTGCCT
CGCCCCTCAAGGCCAGCTCCGAAACCTCGAATGCGACCCAGCATGCCCCCACCCCCACAG
CCCCCAGGAATTGAGACTGGTAATGGTGTCTGCAGCTCTTCCTCCAAGATCATAACAGAT
GTCTGAGCTGTGGGCCTGTCTGTAAGATGAGCTTTGCAAGGCGGGTAATGACGGAGGTCT
GGTGATAAAGGCGATTGGAAGAAGTCTCATCCCCCAGGTGCTCATGGAAAAGAAGGACTC
TGCTGGTCAAGAGTCTGCATCCCACTTAGCTCCCAACCCAGAGCCTTCCAGACCAGCAGA
AAGCACTGCTCTGTGAAGA
>BJ495668 ID   BJ495668   standard; mRNA; EST; 627 BP.
TCGGCACGAGGTTTTTTTTGTACAAGCTGTCATTTAATGTGCTCAACACTGATCATATTC
TGAGCCCAAACTCACGTTCTAAAGGAAGAAGTGCACCATCGAGTGTTACAACAATCAGTA
TGTTTGATTCAAAGATTAAAAGAGTACAAAAACAGTCGTTAAAATAGCAAAATAGATTTT
GCTTTGCGGTAATAAAAAGTGGTGCTCTTAATGCAGTGATGGCGTGCAGCGTTACACCAG
GCTGTCGGTGGGATTTCCTGCCCAGAATTAGAGCTTCGGTGGACAGAGTGAGGTGTTTGA



GTCAGTAAAAATTAAAACCTTTAGAGGAATTTCTTCATATTTCAAAACTCTGCTTCTAAA
GCTGACAGGATTTCTGCACTTTCACTTTTGTTTTCTAATCAAGAAGATAAATTAGTGTTG
GCTCGATTGGTGAAGAGCTCTTTCTGTTCAGAGCTCATCTCCTCTGTCAGTGCTAAATCT
GTCCACTGGTGGTGCTGTTTAGGGTGCTCCTTACATGACTGAACACCTTTATCTTAAAAC
AAGTCTCTTTTTGTAGAGTCCATTAAAGTAGCAGAGTCTGAGGCGTCGTGTTTCCTAGCA
ACAGTCCTCACTAGCCGTTTCCTCGAC
>BJ495671 ID   BJ495671   standard; mRNA; EST; 143 BP.
TCGGCACGAGGCTTTTATTTTGAAATAGTTTTTTTTTTTATAGTTAAGGTACAGCTGAAA
ACAAAAACNTGGACGTGCCTCCNGCCGGAAAACACTAANCTGTCNAGTTCGGCCGCGCTC
AGGAACCGGCTGNGGGCGGAGCT
>BJ495673 ID   BJ495673   standard; mRNA; EST; 517 BP.
AGGCTTTTGACAATCAAACTGTGAATTATATGACCTTTTTGGGAAAGTGCAATATTTGAT
ATAAACTTTACCAAAAATGTTCTCATGTCAGTCTTTTCTCTATGTTCAGCATCATGGTTG
TAGTCATTTCTTGAATATTTCACTAAGCTGTGACTGAGGAGCCTCGTGGTATTCACTAGT
GTTTGTTTTCTGATGGTCACACGATTCTATCTTAATATTTACTGCGTGTTGGTTATTTAG
TGTTCTTTCACTCTGCTGCTGTCCTGTCCTGCTGCTTTGACCAGCAGAGGACGGTGTTTC
TTAATTCCAACCAGTCTTTTGGTTGTGAGTTTCTATGGTCAAAAAGTTTATATTTGTATT
TTATACAAAACACAGTTTACAAATGACTTTTTGGGGGAATGCTATTCTGGATTATTTTTT
AACTGAGGTTTTCTAATGTGGTTTTATTGTTATTTATGGGCATTTCAGGGGTCTATACAT
TACATTTGACTTTCTCAGAGTTTTTTTTTTTTTTGGG
>BJ495704 ID   BJ495704   standard; mRNA; EST; 624 BP.
GGTCTTCTGTGACAAGGGAGCAGAGAGAAAAATAAGAGATGAAGAGAGAAAATTGTTCCG
CAAAAAGTCAAAAGGCAAAGACAGCAATGTTGGAGTCATAACCGTTCCCAAAAAGTCCGA
CACCACCTATTTCAAGACCATGACCGACCTAGAGGCGCAGCCAGTTCTGTTCATCCCTGA
TGTTCACTTTGGGACCCTTCAGAGGGCTGGACAGGTGTTTGCCTTCAACACAGAGGAAAT
GGATAGAGAAGGAGGCGTGCTGGTGAAGAGGATGTTCAGGCCGTCAGATGAAGATCTGTG
TCCATCCCCTCTCANACAGATCANAGAGGAGACGCACAAAAGAGTGCTGCTGTACGTCAG
AAAGGAGACGGAGGAGGTGTTTGACGCTCTCATGCTGAAGTCTCCAACACTCANAGGCCT
TATGGATGCTATATCAGAGAAGTACGGCGTGCCTACNGAGAGGATCGCCNAAGTATACNA
GAAAAGTAAAAAAGGTATCCTGGTGAACATGGATGATAACATCATCGAGCATTACTCCCA
CGAAGACACCTTCATCCTCAACATCGAGAGCTGTGCAGATTCCTTCAAGATCATCCTGAC
GGAGATCTGACATCTTCACGCCAC
>BJ495721 ID   BJ495721   standard; mRNA; EST; 606 BP.
GAGGGGCTGACGCAGGAGGGCCGGCGCTCCCCCATCTGCTCCCAGCAGAGCGACGCCCCC
AGGCCGGCTGAGGGCAGAACAGCGGACGCCAACGGCGCCACGCCACAACACTCGAAGGCG
GAGCTTCCCGACACCCACAGCAGCTACAGCCAGTGCTCCCCATGCCGGCAAAATGAGCAG
CCGCCTCCCCCGCAGCTCCACCGCACTCAGGCGTCCCTCCGGCCTCCCCCCGAGGCCCCC
CGACTCCTCTCCAAAAGCTTGTCTCCGGCTCCGCTCCACAGCAACAACGGCGAGGCGCTC
CGAGCCCAGCACAGGAGAGGGGGCGTCGGCAAGGCGAGGAAATGCTCACGGCGAACCAGG
ATGGAAGGAAAAAACTCCCAAAACCGAAAGGTGACCGACTATTATCCAATCAGACGGAGC
TCGAGGAAAAGCAAAACGGAGCTAAAGTGTGAACGGAAGAAGCTCATTGATGAACTCATC
ATTAAAGGAATTGAGGAAGGAATGGAGGTGCAGTACATGGAAGGAAAGGGGAGGGCCGTG
TTCGCCACGCAGTGCTTCCAGAAAGGCGACTACNTGGTGGAGTACCACGGTGACCTGCTG
CAGATC
>BJ495747 ID   BJ495747   standard; mRNA; EST; 107 BP.
GGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
>BJ495779 ID   BJ495779   standard; mRNA; EST; 604 BP.
CCAGGAGCTCCACCCGGTTCCAGACGGCTGCTCGGCCGATGAGCTGGGAGCTTCTCTGGC
CTCCAAAGGAGCTGAGCTGCTCCTGGACACTCTGAAGAGTCTCCCTGAGAGAATAGCTGC
CAGAAAGGAGCAGGGGCAGACGGGCGTCACCTTTGCTCCCAAGATCTCCGCCGCCATGAG
TTGGATGGTTTGGGAGGAGCAGACCTGTGAGCAGATCGCTCGCCTGCACCGAGCCATTGG
ATCGCGGGTCCCCCTGAGGACCCTGTGGAGGGGCCGGACCATAAAGCTCTTGGAGTTTGT
AGGCAGCCGCCCTTCGTCAGGTCAGTGGGAGAACGCCGTTCCCGGAAGTTTGCACTTTGA
GAAGGAGGCGGGAACCCTGGCGGTCCGCTGTAAGGACGGCTGGGTTCTGTTCAAGGCCGT
GGTTCTGAAGAAAAGACTGACGGCTACGGACTTCTACAACGGCTACCTTCATCAGAGCCT
GAAGAAGGACACGCCCCTTGAGGCAGGGGGAGGGGCGGTTCATCANCAGGAGCGGTGGAG
CGGGAGGAGCTCGGAGGANGAAAAAGTCCACGCTGTGATGGANAGACTTTTGGGTTTTGA
GAGG
>BJ495830 ID   BJ495830   standard; mRNA; EST; 318 BP.
GTGAGCCTAAAAGTGCGGCGGTTTAGAATGACAGATTTCCACTCTGACGCCGTGCTTCAT
GCCAAAGTAGCCATCAGGCAAACAAGAAAGAAAAGCCATTATGTGATTTCATTTTTTATT
TCCTGCTTTGTTCAGTCAGACAGACCCCCCCACCCCCCCNAGTCCCAGCGTGTCTTGTTA
AAGCTGCTCTCCTGCTCCTCAGCAGCGGTGACCCGTTATGTGTGCTGCAATAAAACCGTC



AGGTTTGCTCCTGGCCCACATGTGAAGTCGGAGAAAAGTGCTCATGAAATATGAAGGTGT
GTTTTTTTTTTTTTTTTC
>BJ495842 ID   BJ495842   standard; mRNA; EST; 108 BP.
TCGGCACGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGNGGG
>BJ495858 ID   BJ495858   standard; mRNA; EST; 232 BP.
GGAAGCGAGGGTCAAGTGTTTGAGTTCAAAATAAATGTTAATGAGTCTCGCTCATTGTTT
AATTTCATGGTCTAAAAGCTATAGTCTTTCTATTCATTCTTGAACTTGGTTAACATATTT
TTTTTTTGTCTTGAGCAAATTGATTCATTGTTGCTATGGGCTGCTTTCTTTTATCCCCCC
CCCCCCCCATTTTCTAAAAACGGNAACGGGCCTNGCCCCCCCCCCTTTCTTT
>BJ495865 ID   BJ495865   standard; mRNA; EST; 588 BP.
TTCGGCACGAGGGGAGGAAGCAGCCGTGTCCGTCCCGGAGGACGCTTTTCCCCGCAGCCG
ACCGGACCGCCGCGGAGCAGCATGTCCAGAGCGTCGCAGAGCCGCACGCCCACCCGGGCG
GCGGAGAGCGTGGTGGAGGTCAAGAGCAAATTTGACGCAGAATATCGCCGGTTTGGTTTG
AAGAGGAGTGGACCGGGAAACTTCCAGGAGTTCTACCGCTTCCTCCAGAACATCCACCAC
ATCCGTGGGATGGATGTGCTGCTGGGCTACGCAGACNTCCACGGGGACCTCCTGCCCATC
AACAACGACTAGAACTTCTACTAAGCTGTGTCCTCTGCCAATCCACTGCTGCGGATTGTC
ATATCCNAGAAAGAGGATGACTCTTCGGTTTTTGCCACCAACTCTCTCCNGAGGCGCACA
AAGGGGCTGGCCCTAACAGGACTGAACCCAGGCGCCACACACCCCANGGGCAAATCTGGC
CCCCTTATTGGTCCGCCNCAGAACTTCAGACAGATCTCCTCCATCATCGATGTGGACATC
CTGCCNGANGCGTACAGAAGGGTGCGGCTGCACAAGCACGGCACCAAC
>BJ495882 ID   BJ495882   standard; mRNA; EST; 305 BP.
GGCACGAGGGATGTCCTTATAAAGCCAATTGGTCTGAATAAATGTTGCAAAACATTAACC
ATATGGGTTGATAAATTANAAAATGTCTCCCAGATCAAGCATGTCTTTCTTGATCTCCNA
ATGGGAGCAGTTCCATTCATTTCACTGTTTTCACACCTAAGAATTAGCATAAAAACACTA
TTTACATTTATTCAATTANGTTTGCATTCNTCANACAGTTCCNATAGTTTGAGAATAATG
GCCATTTTCAAATGTAAATTATTTTTCAAACGAAAAAGTTCCGACTTTTGTATTCAAAAA
AAAAA
>BJ495895 ID   BJ495895   standard; mRNA; EST; 505 BP.
GAGGTTTTTTTTTTAATGTAACATGTATTTTATTAATTCCAACAAACAGTGACAGGTGGA
TGANAGCCTTCANAAGCATGCCTTTTCCACATATTGGAACCAACCTTTCANAAATATATT
CCTCTACCAACAGTGTTGCTTTTTCTTCTTCAATGATTGTTGCCGCACCCAGAACGCTNA
AACACTGTATTTACACTTTTTCTTTTCTTTTTTCTTTTTTACAACCATGTTCTGTACAAA
ATANAGAAATTAGGTTTTAAAAAGGATTCTTTAGAAAAAAAAAGAAATATTTTAAGTATT
ACAAAAGAAAACATTACCTAGAAGGACTTCCTTAAACAATGTTAGNGTCATCTCTTTTTG
TCCCATCACACAGCAGGTTTACNTGCAATTGAAACACTTANAAACTCCTTATCTTCCAAC
ATCAGCAAGCANAGATAAAGCTTTATTAATTTTTTCTTTTAACACAAGCTTTGCCACAGT
ATGACNATAAAGCAACCTGTATTAG
>BJ495937 ID   BJ495937   standard; mRNA; EST; 646 BP.
GGCGTTCTTTGTTTGTTTTTGCCACACAGCGGGCAATGGATGAGTACCTCTGATGACCCA
AAAATAACAAAACTGCCTTCAAGTACATTGTAATTCTCATTATGTGCATGTTAGAAATAC
TACTTAAAAATATTAAGGTGCAATATAGATCTTAGATGTCATAGTTTTGAACTGGCATCA
TTTGGAATCTCATCAATCATGTCTGAAGCGTATCTTGTGTACAGCACTAACTGTTGGATG
CCATTTCTGAACCTGTGATTCTGTAACGTGTCTACTAGCAATTCTAAGATGTCCTATGTT
AATCGCAACAATGGTAATTTCCGTATGCATGCAACAAGCTGGGTTTGTCCAAATCTAATA
TCATAACCATGAACTTTGTTGCAAGTAAACACATTTTATTCTACAAATCTTGACTTTGTT
AAATATTTCATAATCATTACAGTTAACCTTTTATTGCTCTATGAGTGTTTCTTTTCATCT
AAAGGGAAATGTCTTTTTTTTAATTGTCTATATTTCCTCAGTAATGACATCAAGACAAAA
TGTATTTTTGCTTGTACCTTTAGTTAAAGAGTTGGAGCATAGTGGACATTGTTTTACTAG
CTCAGGGAAAATACCAATTGTTGTCTGTGATAGATGCTGTGGATTA
>BJ495973 ID   BJ495973   standard; mRNA; EST; 662 BP.
TTCGGCACGAGGAAAGGAAGGCATCGTTCAAAAATTTTCAAAAAAGAAAACCAGTGCGCA
GATGTGAGGCTAAATATTTAAAGACAATTTTACTTTGCACAATTATTGTTGCAGCAGACT
GGAAATCAAGAAGCCACGACTATGGTGTGTTTTAAAGGAGACGTGTCAGTCTTAAAAAGA
GCTGATCTCAAAGTTTTATTCTACTTTTTCTGTGTTTATTTTTTTTATTTTTTGGATAAG
TGTACATTAGCTGTCATGTATATCAGTACTAGCTCATTCCTTTATTTTGTTCAGGTTGTT
GACTGCCAGTATTTAAAACACTAGAGCATGACCTTATTCTGTAGCAAGACTTCATTTTGT
CATCTTACCTCCNTTGAAGACGTTTGTGTTGGTTTTGTCTTTTTATTTTGTGACATGATC
TCCCTGCAGGTTCGACTTTCACTGTAGCTGTGTGGAAATTAGTCCCATGTGTATAAAGCG
TTCTCCTTTTTTCTCTCANTTGATTTTTCTCAGAATGGTGCTAGATGATGTGACGTATCC
NCAGTACTCANATATGCATATCANGGCCTTTGAATTTACTCTGTAACACACAGAANCTTA
ATTATTGTTTAGATTTATCACACAATAAGCAATAGTTACCAATCTTTGTTTTTTTTTTTG
GA
>BJ495976 ID   BJ495976   standard; mRNA; EST; 373 BP.



GGGTGTTTCTCACTCAGGGAAGATTTCATTTGCTCAGCTACCTTGCCTTTTCATCCACTC
ATATTTCTGTTACTCCACAGACTATTTTATTCAAGGGTTTATCTTTTTTATTTTCTCTTT
TCAGCCAACGCCTCACTGTGCTCAAAGGTTCTATTGTGTTTTTGCCTCAATCAGTATCAA
TATCAGCTTTGCTGCTAGTGTCTTGACAAGGGCTGGACACATACCAGCGTGTATGTAGAA
ACAGTATTGTAACTATTGACGTAAAGTCAAAGTCACCCCCCCCCCTTCCCATACTTACAC
ACATTCTTTAAAAAGTGTGTATGGCGCTCTGCTGTCGTGGCTAAATGCACTGAACAAAAT
TCCACCCCACTCA
>BJ495978 ID   BJ495978   standard; mRNA; EST; 591 BP.
ATTCGGCACGAGGGGAGGTTCTTTCAGCGCAGAGGAAGGAGGCCAGTACGTACGCATCTC
ACCCTGTGGCGCCCCCTGCTGACGCAGACCCCGACACCTTCATTTACATGAACTTCATGA
AGAGACACTGCTGCTACGACGCCATTCCCACCAGCTCCAAACTGGTCATCTTTGACACCA
TGCTGCAGGTGAAGAAGGCCTTCTTCGCTCTGGTGGCGAACAGCGTGAGGGCAGCACCGC
TGTGGGACAGCAAGCTGCAGTGTTTTGTGGGTATGCTGACCATCACCGACTTCATCAACA
TTCTCCATCGATACTACNAGTCTCCTCTGGTTCAGATCTACGAACTGGAAGAACATAAAA
TAGAGACGTGGAGAGAAATCTATTTACAGTACTCAAATAATAGACTGATTAGCATCACAC
CTGAGTCCAGCCTGTTTGACGCCATCTACTCGCTGCTGAAGAACAAGATCCACCGTCTGC
CCGTCATCGACCCGACGTCAGGAAACGTCCTCCACATCCTCACTCACAAGCGCATCCTCA
AATTCCTCCACATTTTTGGGTCCATGATTCCCAAACCCCGGTTCCTGCAGA
>BJ496012 ID   BJ496012   standard; mRNA; EST; 611 BP.
AGGCTGGAAGCAATGGGGGAGCACAACATCAGCCTTCTGGTTGCCATTGTGCTGTCACTG
ATCGTCTACATCATCACAATGGTGTTTTCTGTTCTCGCTGGACCTGGGATCTATCCATTC
TTGTACAGCACCAGTAACGTGTCAAATGAGTTTGTGACCCAGATCACACCCTCCGGTTGG
ACCTTCAGCATTTGGGGTGTCATTTATATGTTTCTGGCATTAGATTTGCTGTACATCCTC
TCTGGTCTCTTCAGAAAGAACACCTATGGTTACGTGTACTGCAGCCCCGCTGTGCTGCCG
CATGGATTTTTCGGGGCTTGGTGCCTAAATCTGGCGATCAATACGGGATGGCTGTTTCTG
TGGGATAGACGGATCATGCCTGCTGCCCTGGCCTTCCTCATCCTCATTGCCCTCACAAAT
TATGCTGTTATATTCTTCTCCTGCTGGGGGCTTAGCAAGTATGGAGCATGGCTCAACAAA
TACCACAAAGTGGACCTGTGGCTCCNTCGATTGCTGATTCAAAATGGTGTCGCCATATAC
GCCACATGGACNACCATAGCTTCCTTAATCAACCTAAATATTGTGTTAGCGTATGACAGC
GGTGTGTCCAG
>BJ496023 ID   BJ496023   standard; mRNA; EST; 578 BP.
AGATGTGATGGTTTGGTCCAATGAGCGAGTCATGTGTTGGGTCCAAGCCATTGGTCTTAA
GGAATTTGCAGACAACCTTTTAGAAAGTGGGGTCCATGGGGCTCTACTGGCACTAGATGA
TACCTTTGACTACACCGACTTAGCCCTACTTCTTCAGATACCAAACCAGAACACACAGGC
CAGGCAGCTCCTGGAGAAGGAGTATAATGCTCTCATCTCCATGGGAACAGAGAGGAGGCC
GGATGAGGATGGCACAAAAACATTTACCCGATCGCCATCGTGGAGGAAGATGTTCAGAGA
GAAAGACCTGCGTGGGGTGACCTCCGATTCCTCAGAAACGCTACCTGCCAACTTTCGTGC
CTCGGCCATCTCGACCCCATCTGTCACCTTAAGAAAAGTCCAGAGTGATGTTAATTCTGG
TCCAAGAGGAGAGTCTGCTTCTGTAAGAACATATTCCTGCTGAAGATGCAGTTACAAGAA
CAACACTTTAACTCTCCATTTCAAGGGGATTTAAAAAAATACATGTGGGAAAGAAGAAAA
AAAAAAGAAAAAACCTCTGTGGACTGTTTTTACTTTCA
>BJ496025 ID   BJ496025   standard; mRNA; EST; 638 BP.
AATTACTGTGGAAAACGTGAAATGGTGGCCAATAAACAATAATACATAAAGATGTTTGCT
TGTTTGGTTTTTCTTGAACTGTCAGCAGTTTCCTTCTTCATCCACGTCTTGAAATTGAGT
CAACTTGTCTTAACTTTTTGATTAGAAAAGATAACGGAGAATCTTATTGTTGTAGGTTTA
GTTTAAATCTGCTCTTCCAGGTTTAGGTTTCTACAAATTGGCCAAATTAGGAACGTCCCA
TTTAGATTGAACTACTTAATGTCTTACTGTGACGAATACCGGTATGTTTTTGTTTTCCAA
TAGTAGTTAATTTTGGTGTACCACAGGGCTCTGTACTTCCCTGCATTATTGTTGGTAATC
TTCCACTTTTACTTGACATTTTCAGTTGGTCACCAATGCCTCACCAGCTTGAAAACTCAT
TTAAATCTGCTTTTGACTCGAATAGTCAAATTACTTTTTATGGTAGAATTCCAACCTTGG
TATGTATATGTAATAATGTAAAATCATTGACATTCCCATGCTGCTTTAATGGTCTGCTTT
TTAAAAACTAAACCAACTGGCGCCGGTTCTCTATTGTAACTTGGACGTTTCAAAGACTTA
TACATTTTTGGAGCAGATTACTAAAGATAATTGGAGAA
>BJ496042 ID   BJ496042   standard; mRNA; EST; 654 BP.
GGCACGAGGATTTCCTTCTGACTCAGTTCCNAAAACATTAAAGAAACACAACATTTTCCC
TGCATATTTACTTTCTAAGACAACTATGACTATATTCCATTAAGATGTGGAGCAGGTGGC
AAATCTTTTCAAATTCAACTTTTTGTAAAAATATATACGGTAATTTGGCATGTCGATGCT
TTTAGAAAACTGATGTACCACCTACCTTGTCTTGTCTGCTCCATTAATTAACCACAAACG
TATTTATATAGATGTAAGCATCTCAGGAAAAACTTTGCATAAGAAGCANAATCTGAAAGA
TCCATAAATATCACTATTTAATGTACATCANCAGGCTTGGAAAGTATAAACTGTGCTCAN
AAGTTTTAGGCAATTGTCGCAGACAGTCGCAAGCGAAACCGGCCGACCTTAGTATGAACC
AGACCGCACAATTGCGGTAGGGACGCANTGCGTTTAATGCAATAGCCATGAAGTATAAAC
TGGCCTTTAGAAGGAAAAAAATGAACTGCTAAGCTTGGAGTTTCATGAGAAAGCCCAGCT
GATTAGGCCTAAATAATCAGTTTCCCCTGAAGTGGGCTCCTCTGCCTGAACAAACCTGTG



GGCTTTCATTCACCCTGTGGGAGCTGTCCACTCCTTTGCCCTCATGTCTGAGTA
>BJ496050 ID   BJ496050   standard; mRNA; EST; 486 BP.
GGGGTCGAGAGCAGGCAAGGAGAACTTCAGGGAGCCAGCAGGAGGAGATCTCTATGAGCC
GTTTGCCCGGACCGAAAGGAGCAGAGGGGGCAAGAGGAGGCCTGAATGGAACACACAGAG
GCCCAGCCGGCGCTTCGTCCCCGCCTCAGAGCGGTACCCCCCCGACCTGCAGAGGGACCG
GCAGAAGAACCGGCTGAAGAGGCAGGCGGAGCTGCTGGCTCTGCAGGAGAGGGCCCGCCC
TCTTAAACCAGACCGGCCCCCCCCTCACAGCCAGGATTCCCATCTCTGCTCCACCTCCCA
ACTCAGCGGGACCAGCGCCCCCCCCTGCAGGAAGGTGGAAACGGAGTCCAGAGGAGGCGG
CGGCTCGGCGGTCCGGTCCCACAGGGGGCAGCAGCCCCCCGGCTCTCCTCAGCACAAGTT
CGTCCCGTATGTCCGGACGGATGAAGTCCATTTGGACCCGCTGGAGCCGGCTGACACCCC
CCCACC
>BJ496123 ID   BJ496123   standard; mRNA; EST; 544 BP.
GGGTTGGGGACAGTGGAGCACCTGTCAGGCACACACAAGTGTGTGAACTGTTGTCGGCTG
TCAGGGAGCATCAGGCATACGCTGTTTTGAGAAAGAGGCTTCGCACAAGTTTGAACCCAG
ACTCAAACCTCTCGCTGACGCTCTGCCAGGCAAACAGTGGCCTTCCCAGATACACACTCA
CAGTGCAAGACAGTCCTGCAGGCGCCAAAACACCACGATCTAACCAGTTTGCCATATTTA
TTGTTCCTCGAGGCAGTGAGACAGCTTGGCTCTACAGCTCGTCTGAGGGCAGAAGACAGC
TGGGAGCCAACGCCAACTTCCGGCGACTGGTCATTGTTGCAATGCACAGAAACCAGGAGT
ACACAGACATGCAAGCGGTCCAAGCAGAGCTGTCGCCGGTGGTGATGGACTTGGCTCCCC
CAGGCATGCCTGCCAACCACCAGGTTCCTTTTCTGACAGTAGGAGGGGACCTGGGATGGC
GAGAGGAGGTCTTCAGGGGCCGGAGTCAGCTCAGCGGGGAGTACTGTGTGGAGAACGTTC
GAGG
>BJ496161 ID   BJ496161   standard; mRNA; EST; 524 BP.
CGGCACGAGGGGTTTGAGAGTCTGGTTTCCAGCTTCCTTAATGCCAAATTTACCAAGAAA
GCTCCAAGCAATCAGGCCAAGCATGACTTATTTAATGACACGGGGCTACATGCTCTTAAA
TAAGGATTTTTTTAAGTGGTACCCAAAGATCTGAAACCACACGTGTGTTATTGATGAGGT
GCTTTTATACTAGGTGAATGGAGGGACGCCATCCGTCCTTCTGAGCACCGCCGACGTTCA
TGGGAATCTGTTCCTCACGCCGTANAGTATTATTGTGTTGTCGTTACACACCAGCAGAAG
GTCACACTTTGAAGAATGAATATGCAAACATTTTTCCCTGAGGATGAAGGATTAAGAAAT
GAAGTGTTGTTTTTTTTTTGTAACTAAGGTAAAAAAACACAAACNTTTTATANAATTGTA
CAGTTGTTTTTTTTCTGAATTGGAAGTTGTTTCAGTGAAAAGGGGCGAAGCCATTTGTCA
TCATGTGTAGTTTTCAAAANGTTGTGGTCTAACTGAGCTTTCAA
>BJ496169 ID   BJ496169   standard; mRNA; EST; 348 BP.
GAGGCTTTCCTCGTTAGCGTTCTTCGCTATCGGGATATAAACAAACTGTTAGCCCTAAAA
TATAGTCTCCAAAACACACATTAGGGACTTGAAACAGATCCNACCTGCACTGCCGTACGA
CTTCGCCAGCAGCCATCCAACACTTGCGCATATTTTTGCTTTAGTGCAGTCATATAAATC
CAATGGCTTTATGTCTGGAACCACAAAAGTCTTCCTCATGGTGGGAGAGTCCACCATGGC
GAGCCGATGATCCCACACGACGAAGCGAGGGCTGGAAAAATACGGATGTGGTACCGCGTT
TTCCCAAGTAAATATCCGCCCCGTCCTGATTCCAAGCCAAAAAAAAAA
>BJ496171 ID   BJ496171   standard; mRNA; EST; 404 BP.
CAGAGAAGGCGAGCGCCATTGTGGATCCGCAAGTTTCTGTAGAAATTCATGGAGTCAGTA
TTGACAATGCAAAAAACAAAACCCATCGCATTGACAACAATGGCTTCAACCCACGTTGGG
ACTGCACTCTGGGCTTCCAGCTTCAGGTCCCTGAACTGGCTCTGGTGCGCTTTGTGGTGG
AGGACCACGATCACACGGTCAAAAATGACTTTGTGGGGCAGTTTACTCTGCCTTTCACCA
GCCTACGCACAGGTTATCGACNCATCCNCCTCCTGAAGGCAGATGGCTCCAGTCTGTCTC
CAGCTACACTCTTTGTCCATGTGAAAGTGAGCCACANAGGGACCTCCAGTTCAAACCCTG
TCAGAGCGTATGGCCATTGCTAANAGGAAAGCGTGAAACACGCC
>BJ496201 ID   BJ496201   standard; mRNA; EST; 544 BP.
CACGAGGGTCAGTACTGGCTGCATCCTGCTGGGGGGGCTGTTCGTCTATGATGTTTTCTG
GGTGTTTGGGACCAACGTCATGGTAACCGTGGCAAAGTCCTTTGAAGCACCGATTAAATT
GGTGTTCCCCCAGGACTTGCTGGAAAAGGGGCTGGAAGCCAATAACTTTGCCATGTTGGG
ACTGGGCGACATCGTCATTCCAGGCATCTTCATCGCTCTGCTGCTGCGCTTTGACGTCAG
CTTAAAGAAGAACAGCCGGACCTATTTCTACTCCAGCTTCTTGGCCTACATCTTTGGCCT
TGGCCTCACCATTTTTGTCATGCACACCTTCAAACACGCACAGCCCGCTCTGCTCTACCT
GGTTCCGGCCTGCGTGGGCTTCCCTGTCATTGTGGCGCTATTCAAAGGAGAACTCACGGA
GATGTTCAGATATGAGGAGACTCCTGCTGAAGAGGCAGGCACCAAAGAGGACTCATCAGC
GTCTGACAAGAAGGACCAATGAGGATTTCCTCTCAACTCCNACACCCCCCCCCCCCCCCC
CAAA
>BJ496223 ID   BJ496223   standard; mRNA; EST; 619 BP.
AGGGGAAGAAAAAATCCTGTAAAGCTGTAGGATCTAGTTCCTGCAGAGTGGCAGTAGTTT
ATAAGAAATTCACCTCTGAGTTGTGGGCGGCAGTGTTGGCATGGAGTGACCCTTCCCTCA
TGTCCCGCTAGCTAACAGCCCCTTCTACCCTCAACCTAACATGACCAGTGAAACAAAAAT
GGCAAGCATTATCGGAACCATCCAGCTGTACAGTTTTGAGTCAGATGCCAGCTAAAGAAG
GAAAAAATGTCCGTGGATGTATTTGTCTGCAGGTGGATGCACCAGAATAGAGCAGAGCAC



CGAGCTCATGGCCCACTGATTTTAGATTTTGCGTAGCAACTACNAGCTTTTTCCAACTAA
TTTTTTTTTGTCTGCTCTTGATTCACAACGATTTAAATGAAGACTTACTCANAAATGCAA
ATTTTAGTTGAATTTTCTTTATGTCCTCCATCAAGAGAAAAATGCTACAACAACATGTTC
AAAAACACGATTTTTATTGTAATTGGGTCTTTAACCAAAAGACATATGCAGGAACGTCAG
TGACCCAGTCTGAGTCATAAGGAGTATAAGTGTATCAAATATTAAGTGCAATACTGACTG
AACAGTGGGATTGTGAATC
>BJ496253 ID   BJ496253   standard; mRNA; EST; 661 BP.
GAGGGGAAAACACAACTGTCAAGAGCTGGAAAGTCTAAGTCAATATAGGAAAAGGGAATA
GAAAGATCACAGGGGTTCTGTGTGTGAAGCGTCTGCTTGTGAAAAAGAGAGAGCCCTTAA
AATGGTTGTTTTTTTTTAGCTCCTCGCTTTTGTGTCACAGAAACTGTTCGCATGGGAATA
AATTCCGGTGCAGGCGTCATAGACCGTTTAATTTTGTCTCTGAGAGCCAAAACACTGAGA
GAAATATTTGATATTTATGCAACCTGTGAAAAGAAATTCCTCCTGACATGGACAGAAAGA
CCCAAATGTCTTCAGGTAAATAGAAGCTGTGGTTTTTCCAGGTATCTTTGTCTTTTGTTT
GCCCACTTTTTTGTAATGCTGTGTCTGTAACTAAAGGATATTTTTAAGCTCAGTGAGATA
CATTGGAAAATTTGTTTGGAAATGTTCTATTTACAAATGTATTTACTAATTATGTCTTTA
AGCCTTTCTTTATTAAAGATAAACTGAAAGAAAAAAAAAGTCAAAAAGAAGGTCAAAACA
GGGTAATGGCATCTCAGCAAAGTCGACTTTGAAACGTATCAAGATTTCTAAATTGGTTTG
ATTAAAGTCCACTCCCATCATCTTTTGATCTATTGTTAAAGCGTTCCCAGTGGTCTTTTT
T
>BJ496260 ID   BJ496260   standard; mRNA; EST; 550 BP.
TCGGCACGAGGTTTTTTTTGATCATTTAAGGTTTTATGAAAATTTTCAGCAAGGGATGTT
AGAAAACAACAGAGTTTACGTTTGAGCAGCTTCAAAGTTGAACACTGAGTCACTGTAAAT
AAACAAATATGTACTACATACAGAAAAAAACATTTTTTTTTAAACTGTACATTAATTTAC
ATAAACTTCTGAGATTTTTTAACAGAAAAACCCCAAAAGTATACNGTTAAATAAAAAAAT
AACTATCATTACACTTTAGCTTCTTAGATTTAGTTTGACGTTAAATTCATAGAAAATGAA
GTGTTTAATCCTTTCTGTGCCAGACTTACCTTGCTTTTGATTTGTTCATTTAAATAATCT
ATAAACATTTTCCACTGATCTGCACTTGTCATGTGTTTACCAGATATTCACAAAAATTAA
AGAGCTTCACAATATTACAAAATAAGGTATGTACAGTCTGAAGGTAGTTTTGTGAAAATC
AAATATCAAAGTGGTCACAGTGAAACGTCTTTCAGAACGTGTTTCTGAAACTAATCTTTG
CTTGCAGTAG
>BJ496281 ID   BJ496281   standard; mRNA; EST; 593 BP.
TCGGCACGAGGCTCAGACGTGGCCGGCTGGGGCATCTTCATCAAAGAGCCGGTGCAGAAG
AACGAGTTCATCTCCGAGTACTGTGGAGAGATCATCTCGCAGGACGAGGCAGACCGCAGA
GGGAAGGTCTACGACAAATACATGTGCAGCTTCCTCTTCAACCTCAATAACGATTTCGTG
GTTGATGCCACAAGGAAAGGAAACAAGATCCGCTTCGCCAACCACTCGGTCAACCCCAAC
TGCTATGCAAAGGTGATGATGGTGAACGGGGATCACCGAATCGGCATCTTTGCCAAGAGA
GCCATCCAGACCGGAGAGGAGCTCTTCTTTGACTACNGGTACAGCCAGGCGGACGCCCTG
AAGTACGTGGGGATCGAGCGCGAGATGGAGATCGCCTGATCCCGACCTCTACCTCTGTGG
CTCTGCAACACAAAGAAGGCCTTAACAACAAAGCAACACAATAACTTCAGGAAAACCAGG
CTGCTTCTCCAACTCCGCTCTTCAGGAAAACTGGGAATATTTGGACTCTGTGTTTCATCA
TTTTCCTCTTAAAACCCCTCTCCTCTGGGACTGCTGGACTGGTGAATGTTCCC
>BJ496282 ID   BJ496282   standard; mRNA; EST; 547 BP.
CGGCACGAGGGCTTCCTGTGGAGCAGGGGCTCACCGGGGAATGAAGGTCTACCTCCTCGG
ACTCCGAGTCCAGAACCTTCACCGACTGAACCTTCCCTTTCTTGCGCGTGCTCAAGCTAG
AAGAGGGTCCGGACTCAAACCCCTCCGAATCACACGATGGGGGTTCGCTGACCGTGGACG
CCACCCTGCTTCTCGTTGCTCTGGTCTGCCGAAGCGTCCGGACGGGAGAACTCTCCGCCA
GCTGGTCTGTGTGCACAGGAATCGAACGTTTTTGTCTTCTGGAGGTCCGCTCTGAGACGC
TGGAGGTGCAGCTGTCTGGTTCGGAGAGCTCAGAGTCTGCAGGTTGTCGTTTAGCCGGCG
TCTTGCTGCGAGTAGATCTTCTCGTGACTCTCTGGGACTCCAGCCGCACAGGACCGCCAG
ACCTGACCTCCACCGGAGGATCAACCATAGCTCCTCCCACCTCAGGAGGATGCGCCCCAG
AGCTTTCAGAGCCTGTCGTCCTCCTTGTGCGTCGGGGGGTCCCGCAGCCGGGTTTTGATG
CANCGGA
>BJ496290 ID   BJ496290   standard; mRNA; EST; 590 BP.
GATGTATTTAGTCTCTAATGACCATTTTTTTGTGTAAAGTGTGTGATAAAAGTTTTAGTG
ATGTATTTGACCTTAAAACAAGAGAACTCATGCAGAAGAGAAACTGACCTGAGGTTAGCT
ATCAAAGCAGCCTGATCTTTCATTAAAATGTTCACAGGCTGATGGCCTCCATACCACATT
GATGCAGTTATTCACATGACTCCTGAAAACATTCTTTTTTTATTCTTCTAACTTCTGATT
TTCTAAGACAATGTTTTATAGGTGTTCGTGTTTTATAAGACACTGTGATCACATATCTCA
AATAAGGGATTGTGTATTGATTCTAAACATAATGACTTTCACTTTTTAAGATATTTAACT
TCATGAAATCCATAGATTTGATTTTTAGAGAAATTTTGATAATGTTCGATTTTTGTTGGT
CGATTTTTCTTAGTAGATTTTTGTACTTTATGATGTCTAAAGTTTTTGAGTTAACCATTG
TGGTTGTTGTTTATGTATGGGACACTGACCGGCGAAGTGTGTATTATTCTCCACTGTTTA
AGCACGATCTGTTTCTTCTACNAAGTGCGTTAATTTGTCATAATGTATAC
>BJ496318 ID   BJ496318   standard; mRNA; EST; 580 BP.



CGGCACGAGGGGGAAACGTACAGCTTTTTGAAGTCTCCCATCGTTGGGACTCGAAGTTGA
AACATGAGAAGATGCCTAAAGGATCAGTTCACTCCTAACTGACCTGCTGTTCTGGAATCA
CTGGGAGGCGCAAGATTTGTTGAAGAGAAGAAGAAACTATGAAGATTTCTAGAACTGTTA
ATTATTTTGTTGCGATGACTAACATGCTATATTTTTAAGAAGATAATGGTACATTTGGAC
ATAATCTTGATTTGGTGTTTTAAGAAGGTAGAAAAAAAAGTATAATTCTTGTAGGAAAGA
TTATGTGTGAATTGAACCTTGAAGAGAATCATAAATAGAAGAATATTTTAGAATAAAATT
CAAAAAGTTTAGTTTTGTCTGTCAAGCACAACCATATTTCTACAGAGGCCGTCAGACAAA
TGAGTTTGAGGATGCAGAGGCTCTTTTTGAGGAATTTGAGTCAGACTTTAGACTCAAGAA
AACCTGCTTTTCTCGACCTTTAGAACACGTTTTCGCTTCGCAGTCGCCACAAAGCACCGG
GGTACAAAGGGGATCCTCATCTGTTTGCCGATGGCTTTAA
>BJ496364 ID   BJ496364   standard; mRNA; EST; 242 BP.
TGACCGGACCGTGGCGAAGCCTGTGGGTCAGGCTAGGCTACGATCCTCGCAAGGACCCGG
AGTCCAAGAAATACCAGATGCTGGACTTCAGGATGCGCTGCAGCACCAAACACGGATACT
CCTTTTCCAAATTGCTGGTGAAAGCTAAGCGGAGCTCCCTGAACTACAGCCTTCCCATCA
CGCTGAACAAAGCAGTCCCTCAGGCCACCAGCGTGATGCATATTCCCTCTCGGGAAAACC
CC
>BJ496393 ID   BJ496393   standard; mRNA; EST; 442 BP.
CCCAGGACAGGCTGCGGAGTCTGCTGGAGGATATTAAGCTGGAAGGAGGAGTGGAGGAAG
AGGAGATGACAGAGGAGAAGGTGCATGCAATTCTTAAACAAGTGCAGCAGGCAGAAAAAG
ACCTGTCTTCAGTTGCAGGCTGGACAGGTGAGACGTCTGGCGCCTTCGCAGAGCCGGAAG
CTGTGAGCCACAACGGCGATGGCGAGGAGAGCAGCCCTGAAAGTCCAGCTGATTCCCTGG
AGCAGCCTGCAGCTCAAAATGGGCACCACTCCCAGGAAGCCAAGGAAGGGTGGCGGGCTG
AAGTCACAGGGGAGGGACTTCAGGAAGACAGCGGTTCAGCAGGACCCAGCAGAGGTGGGG
AAAAGAAGGCGGACAGGTCCAAGGACAAAGTCAAGGAGTCGGCGGCAAAGAGAAGCAAGA
GAAGAAGTTGTAGCAGCGAAAA
>BJ496401 ID   BJ496401   standard; mRNA; EST; 519 BP.
TCGGCACGAGGATTTTGAGTGGGGGTGGGGCTTTAAGCTCATTCGCTAGCAGGACATGAT
TTCCTGTGTATTGACAGAGGAGGCTCCTACCTACACATTTTCATTATCATTACCCAATTT
CCCAAGCTGGAATCAATAAAGTTTCTTATCCCATCTTTCTACACTTTTCCCAGAAAGACA
TGAACATTTTCACACTTTACAGTACGGTAGTGAAAATGCTCTCTGAAAGTTTGGTACATC
AGACTACAACAGACATTGTTCCAGAGCAGAAAAGGCCCCACGTTACCATAACCATTGGGA
ACCATGGGAAATCATGCCCCCNATTGGCTCAAGGCCCCACCCCAACATAGAGGGGGGAAA
TCTTTGCAGTGAAGGCTTGAGGGGCTGGGTTGGGCCTGAGAGCTGAGAGCTGAAAGCGAA
GAGGAAGAAACGAANAAAAAAAATACCAAACATTTTTTGGTAACCGTATTAGGTTTATCT
TTTCTTTTTAAATTTACNAAAAAAAGTTTTTTTGAAATT
>BJ496416 ID   BJ496416   standard; mRNA; EST; 278 BP.
GAGGGTTTCTTCCTGTGGATTAGCATTCCTGCTGTGTTGGATCTTTGTCTTTTTGATCAA
ACCTGATCAGTTATTCTCCCACAAAGTGCTGTCCTGATTTAGGCAGCATCTGACCTCTCA
GATTTAGCAGTGAAGTAGCTGAATGTTCAGTCAGGGACGTCTGCATGGTGCATTTAGACA
CAGGTTAAGCGCAACCAAAGTTTACAGTGGGCTGTTTCTGGACAAGCAAAGACTTCAAAG
ACTTTGAGGAGTTTGTGAATGTTTTTTTTTTTCTTTAA
>BJ496465 ID   BJ496465   standard; mRNA; EST; 492 BP.
CGGCACGAGGCGCTCTGACCAGCTGTGTGTCGGGCTACGTCTCCTGCAGCTTCTACACGC
AGATCAACGGCCAGCGCTGGGTGTGGAACATCATCCTCGCCTCTTCTCTTTTCTCTGCTC
CCTTGTTCATCACTTGGAGTGTAGTTAACTCCATCCACTGGTGGTGTGGCTCCACCCAGG
CTCTGCCAGCCACTACTGTTCTCCTCCTGCTGGGCGCCTGGGTGCTGGTAGGCTTCCCCC
TCACAGTCATCGGCGGCATTGTGGGAAAGAACCGAGCTGGTAGCTTCCAGGCACCGTGCC
GCACCCGTAACATTCCCCGGCAGATCCCCCTGCAGCCTTGGTACAAGCACACGGTGGTTC
ACATGGCCATTGGTGGCTTCCTGCCCTTTAGTGCCATTTCCGTGGAGCTGTATTACATTT
TTGCCACGGTTTGGGGCAGGGAGCACTACACCCTGTACGGCATCCTGCTGTGCGTCTTTG
CAATCCTCTTGT
>BJ496473 ID   BJ496473   standard; mRNA; EST; 502 BP.
CGGCACGAGGCAACTAACACCCTCTAAACCAGCCAAACCACAGCTATCGCAGCAACCCAG
ACCTTCACAATGCTAGCAAAGATCGTCCTCTTACTCGTGGTTACCCTCATGGCTTGTCAT
CAAGTCTCCTCGTATCACTTCTCGCGAGAGCAAGTGTTAAAGCCCTTCCAGGAAGGCAAA
GCTTTCAAGGTGATCGCTGGATTAAACAACTTCAATCCAAGTCTTGTTCAAAAGGTAGCT
ATTGCAGCTGATGAAGGCGGAGCGACACATGTTGACATCGCGTGTGATGCCNAGCTAGTC
GCGATGGTCAAGGCGCTGTGCAAGAACACCGCTGTCTGCGTGTCCTCCATCAAGCCCAAA
GAATTCGTCAAGGCAGTCGAGGCAGGAGCAGATATNATTGAGATTGGCAACTTTGACGGC
TTCTACGAGGCTGGTCTGCGCTTCTCTGCGAGGGATGTGTTGGAGCTGACGAGAGAGACA
CGCAGCCTCCTCCCCTCCACTC
>BJ496483 ID   BJ496483   standard; mRNA; EST; 124 BP.
CGGCACGAGGAGATCCGGGAGGCTCTGAGTCAGGCCCAGGTCTGCCTGCCCCCCCCCACC
ATGGTCAGCACCAGCCTGTGAGCCCCCCCCCCCTCCANCANNTGCAAAAAGGNGGAGGCC



NACA
>BJ496496 ID   BJ496496   standard; mRNA; EST; 485 BP.
GAGGGGAAGCAGCAGAGTACACTCACTGGCAGAACCAAAGGCGAAGCGTCTGGGAAAAGA
ACTGCTGTCAACATGGCAAAAGTATTTAAGAAGACCAGCGGGAATGGAACAATTGCCCTG
TATTTGGGAAAAAGAGACTTTGTTGACTGTGTGGATTCTGTGGAAGTAGTCGATGGAGTG
GTTAAAGTGGACCCTGCTGGTCTTAATGGCAAAAAAGTGTTTGTCTATCTTGCCTGTGCC
TTCCGCTATGGAAGCGACGACTTGGACGTCATTGGACTCTCCTTCAGGAGAGACATATGG
ATAAAGCGAGTTCAGGTGTATCCAGTACCTGCTGCAAAAGCACCTTCAACTCCCTTGCAG
GAATCTCTTCTAAAAAAGGTTGGGGAATCAAGGATGTCCCTTTACCTTTCAGATGCCCCT
CAATCTCCCATGCTCAGTCTCCTTACAGCCTGGGTCAGGGGATTCTGGCAAGGCTTGTGG
TGTGG
>BJ496511 ID   BJ496511   standard; mRNA; EST; 107 BP.
ATGCTGCGCTGCAGGAAGTGTCNCAAAGCCTTCGTCCACTCAAAGNGCCTGTCAAAGGTT
GGGCCTTGTTTTTTTTTCTGTAAAGGTNGGAGTTTCTGNGTTCATTG
>BJ496516 ID   BJ496516   standard; mRNA; EST; 476 BP.
TCGGCACGAGGCTTGTTTCTTCAAGTTTACCAACCATCAGAGGGGAAAGCTCACCTGTGG
GAGCTGCCCACAGACTTCTACTTGCATCAGAAAAGCACTCTAATCCTCCCCCATGACAGA
CGCAGCTACACGATGTGGTGGACACAAGGAATCCTGTCCTACCTTCCAGTTCCCTATGAT
GAAGCTGCCTGTGAGGACACAATGAAGAAGGTCAAAGTGAAGAGAGTGAACCGTTTCGAT
GAAAGCATCGACATCTACACCGAGTTTTACAAACCCTACGAGCTCACACTGTTTGATGAC
ACATTTTCCATCATCATGTCCNATGCTGCAAGGGAACTTATGCCAAAATATGTGGGAGTG
GATCCNAGCCCATTCACAGTTCGCAAACCTGAGGAAACGGGGAAATCAGTGCTGGGCAAG
AGCAACAAGGAGGAAGCCGTGCTCCAAAGGAAGACTGCAGCGAGCGCCCCGCCTCC
>BJ496520 ID   BJ496520   standard; mRNA; EST; 476 BP.
TCGGCACGAGGGGGGTACAGTGGGTTATTCTGTGAGTTTGCTCCCCCAATGGTCCTCCCC
CGCACCAGCCCATGTGACAACCACGAATGCCTCAACGGGGCTCAGTGTGTTGTGGTGGGA
ACGGACCCACGCTGTCAGTGTCTCCATGGCTACNAGGGTGAACGTTGTGAAACACTCGTT
AGTGTCAACTTTGTCAACCGAGAGTCCTACCTGCAGCTTCCATCCAACCTGCTCTCACCA
CAGACCAACATAAGCCTACNGATTGCAACAGATGAGGACAGTGGTGTGTTACTGTACAAA
GGAGACAACGACCACATTGCCATGGAGCTTGTACAGGGGACGCCTCANAGTTAGCTATGA
CACAGGCTCTTATCCACCCTCTGCGATTTACAGTGTGGAGACAGTGAATGATGGAAGCTT
TCATGCGGTTGAGTTGGTCGCCGCAGAGCAGACTCTGTCTCTGTCCATCGATGGCG
>BJ496528 ID   BJ496528   standard; mRNA; EST; 500 BP.
AACTTGCTTTGCCTAANAAGTGAGCTAATCTGTCTACATCCTATAATACTTACTAACTGA
TCCCAAAACAACAGGCATCAGTTTAATTACAAATATGCAGCTTTCTATTCAAACAAAGAT
GAACGATGTAAAGAGGTGTGTGCTGATGGTTTGTTAAAACTGTTTTAATGGAGTTCTATG
CTAGTAAAACCTGTTAACAGCTGTTCCTCATTGCATATTTGTTTTTAGAGAGATTGTGAA
AGTGACCAAGAGGAGGAAATTCTGAAGAGGAGGCCAAGAACCAGAAAGAGAAGCAGCACT
TCCTAAGAACTTTGAGACCGTGCGGGCCAACTGTGAGGGGTGTAGAGGAGGGACTGCACC
CCTGCACCTCCNTAATCAATCCCTGTTTATGTGCTCAAGTGACAGCAAGCAAAGGCAGAA
CTTTAGGTCTGGCCTTTGTTTTGTCTTCACTCAAAAATCTCTGTAAGGCAGCATTCTCAA
TCTGACCTTTTTTTTTTATT
>BJ496538 ID   BJ496538   standard; mRNA; EST; 460 BP.
GAGGAGAGGAGGAGCCCCAGGAACGGAACGGGGCAACACCAGCCCCCCCTCTTCAAGTGG
TTGCTGGAGCACTCCTAGTGCTGCATGCTAATGAATGTCCACAGACTCACCCCCCCCACC
CTGTTCTTTCACACCATTTGCTGCTTGCCCCCAAACCCCCCCAGCAGCTTTCAGACCGGC
GCCGCTGCAGGTCTGAAAGCTGCAGGTGTGTCTGCCATTATTTGCAGTGTTTATAGATGC
CCCCAGGCCCCCCACCTCCACCGCCCACTCTGCCCCTCCCTTCTGGGTAAAGTATTTCAG
TGTATTTCCACGTGGGGCCTGCGGGGGGCGCTGCAGGTTGAAGAAAGTGTTTGCTGCAGA
TTCCTTCCTGCTCCGCCGTTTCTGGAGCTGGAGGTGCCGCCATGTTTACAGTGTTGATGA
GCACGTGCACTCACATGCACTCCCCCCCGCACTGACTGAC
>BJ496542 ID   BJ496542   standard; mRNA; EST; 444 BP.
TCGGCACGAGGTGATAATCACATGCCAGATTTAGCTGAAAAGCACACCTTAGAGGGATTA
AGAAAGTCGAGTCTTGTTTTTTTTATGACACACCTGCTTAAGCGAGCCTGTTTGTGGTTA
AAATGTGTGCACATGTAGGTTTTTGGAGGAAGGACGGATCTGTAAGACGTTCCTCAGTTG
GTCAGGTGATGAATGTCGCCTCTCAGTCCTGCTGGTCAGGTTTTCTTTGCTGTGAATGGT
TAAAATGTTCTTTTCAATTTAGGAGTTTCTTTTTAAAAAAAATGTCAAATGTTAAGATCA
TTCCTGTTTGCTAGATTTGACATTTACACTGCTGTTATTGTTTTTTTTTCCCAGGTAAAT
CTCCTGTTTCTGTTTTTTCACTTGAACCGGGTCANAGTTTTACAGGGCCANAGCACTTTC
TTCAGTTTCTTGTTTTTGTCTCTT
>BJ496549 ID   BJ496549   standard; mRNA; EST; 443 BP.
TTCGGCACGAGGGTCGCTTCCGGGTGACTTCTGGAGAAATCCTTTGCTTTTTGTATTTTA
ATCGAGTAAGTCTGAACGCTCCGAGTCGGGAAAAGGGCTCGAACATGATCAGAATATTCG
GACGCGGGAAGCCCAAAGCGCCTCCTCCGAACCTGTCGGACTGCATCAGCACCGTGGACG



CCAGATCCGAGTCCATCGAGAAGAAAATAGGCCGACTGGACGCCGAGCTGCTGAAGTACA
AGGATCAGCTGAAGAAGATGAGAGACGGACCCTCCAAGAACACGGTGAAGCAGAAGGCCA
TGAGGGTCCTGAAGCAGAAGAGAATGTATGAAGGTCAAAGGGAGCAGCTGGCTCAGCAGT
CCTTCCACATGGAGCAGGCCAACTACACCATCCNGACNTTAAAGGACACCAAGACCACCG
TGGAGGCCATGAAGATCGGAGCA
>BJ496607 ID   BJ496607   standard; mRNA; EST; 553 BP.
CGGCACGAGGGTACCTCACCATCACCAGTCCCACTCACTTCACCCTCCTGACAGGACGTT
ACATCGAGAACCATGGAGTGATACACAACATGTGGTTCAACACAACCACACAAGAGAAGA
AGCAGTACTATATGACTCAGTTTGTGAACAACTGGTGGGACAACGGCTCTCTGCCCATCT
GGATCACAGCTCAGCGACAGGGCCTAAAAGCCGGCTCTCTCCACTTTCCGGGCACAGCTT
CCAGCTATCAGGGGGAGAAGGCTCTGGTGCAGGAGGTGGAGCCCCGGTTCCATGACTACN
AGAATGAGACCACATGGAAGGAGAACACGGACAAGGTGATGGGCTGGTTCAGAGATCAGG
ATCTGGACTTTGTGTCCATGTACTTCGGCGAGCCGGATGGCACGGGCCACAAGTACGGCC
CGGATTCTCCTGAACGCAGGGAGATGGTGAAGCAGGTTGACAGAGCCGTTGGCTACATTC
GCGCCTCGGCTCAACGGCACGGGCTCATCGACCGGCTGAACATCATCATCACCGCANACC
ACGGCATGACTAC
>BJ496621 ID   BJ496621   standard; mRNA; EST; 419 BP.
GGTTTTTTTACACAACCAAAAATTTTTTTATTATGCTTTGATGGAAAAACAATGAACATC
TAAAAATATCTGAGGTTATCTTGGCATCTTCTAACAACTGCTTCTGTTTTTCTTTATTTA
GGTTACAGCGTTTTTGCACAGCAGCACCATGCTGACATCAGGGGGGAGGACAGACATCCC
TCCCCAGCAACAATAAAGACATTGCACTCTCATGACTATGATTAAATGCACAATAGACAG
CTTCATGGGAAGTGATTGTCAAACTACAAAAAGTACTGACACGTTTTGATGTCATGATGG
TTACAGACCCTAAAGGGCTTCCTCTGTTTACCTCCCTGTCTCCTCCTGTGTTCCTCCTCT
CTTTAAGTTTCTTTAACTCAATTTTTTTTTTTTTACANAAAAAAGCTGGAATGAAACAA
>BJ496624 ID   BJ496624   standard; mRNA; EST; 465 BP.
CGGCACGAGGCTACAGACAGACCCCAAACTGCTCGCTCTCATCTCCAGATTCGGTGCCGC
CTTCGTGCGCCACAGCCAGCCGAGAGCCTCTGGAACTGAAAAGTCCCTCGCCTCCCTCCG
ACCGGAGCGCAACCTCAGGTGCCCTCAGCAAAGCCACCGGCGCGCATTTCACGGAGATAG
AGGACAACTCTGTCGCCACGGAGAGCGAAGACGGCGCGCACGGCAGCGGCGGGTCCGGGT
CCCGGGCGCAGCAGCAACAGCAGCCGCAGCAGCACCAGGAACCCAACGCCACCTCCTCCA
CCACAACAGCAAACGAATGCCAAACGCCACAAATATTTCCTTGGATGCGGAAACTGCACA
TAAGCCATGATATGACTGGACCTGATGGGAAAAAGGGCCCGAACTGCGTACACCCGCTAC
CAGACGCTAGAGCTGGAGAAAGAGTTTCACTTCAATAGGTACCTA
>BJ496634 ID   BJ496634   standard; mRNA; EST; 256 BP.
TCGGCACGAGGCAGGCACGTGCTTGAATGTGTGGCGCTTCCAAACGTCTTCCTCAGCTCC
AAGCCCGGCCTGTGGCTGCCTCCTCCTCCCGTCTGTCTCCTCCTCCTCATCTTCATCGCC
TCTGCTTCCTCTTCTGTGGCGTCTCTNATTGTCTGGAGTCTGGCATGAAGCACGAACCGC
CGCCACGGACGCACTTGATTAACCTCCTCTCCTCCCCTCCACAGATTTTTACAAGAAGCC
GCTCCCGCCTCTCGCC
>BJ496659 ID   BJ496659   standard; mRNA; EST; 506 BP.
TTCGGCACGAGGCAACGATTGGGGAAATATCTGTTCTGCTGTTGCGTAGATCTGTAAATC
CTCTCCCAGAATGCCTCACTGTTTGCATTTCAGTTGTTCTGCAAGGAATTTGATGAAGTA
CAAATCTGTTAGACGTGCAAAGACACCAAAACACAACTAATTTTGAAACTCCCTATTTCT
GTGGCAGAGGAGATTAGTGGAGAATGTGACTCAGTCAACCACAGTCAGCCCGAATCGGCA
GCTTCTTAGGGTTCTTTCAGGATTCTGCAGGTGTGACTTCAGCTCTGCAGATAGTGCGAT
GGAGCTTTGACTTTTGCCTGTTTGTCAGTCGTCTGATGAGTCGAGGCCACCTTACCGTCG
TATTCTGATGACTTTATCAGCCTGGATTGTTGTGGTTTTTTCCTCTTTCTTTTCTTTGCT
AACAAGAATCTCTCCTGTTTTTGTGTTTTTCTCTTCTTCTGTGTTTTCTTCTCTTCCATG
TGTCTCTGGTGCAATGCTGGATACTG
>BJ496668 ID   BJ496668   standard; mRNA; EST; 429 BP.
AGGGTTTTTTATAAATTCATCCAGCTTAATGCCTTTTACAACGTGGAGAACCAGACATTT
CTGCAAAGCCCCCAGCAGGTTTCAGATGAGGAAGCATTCTCATTGAATATTCATCTTGCT
GAAGCCAGTAACCACAGCAACATGATCTTGACTATATGCACAAGACTGAAAGACAATCAG
ATAATACCCAACACTGGAATGGTTATTGTGGATGTGGGCATGCTGAGTGGGCTTGGTCTA
CTTCCTGAAGCAACCTTCCCCTCAGATTTGGTTAGGAAGGTGGAAAGTACGCCTGAAAAA
GTCCACCTGTACCTGGACTCACTCAATAAGACTGAGGTTTGCATGAGACTTCCCATCATC
AGAAACTACNAAGTGGCTCGGGTTCGGGATGCCATGGTGTTGGTTTATGACTACNATGAA
CCCACCAGG
>BJ496707 ID   BJ496707   standard; mRNA; EST; 671 BP.
ANGTTTGAGTTTGGAGCTGCTATCTTCATCGCATGGGGCGGCTCCCTCCTGGACGTCCTG
GGCGGGGCTATGTTGGCGGCATCCTGCCCTACTAAGAAGCAGGTCTCCAAGTACCCACCT
ATAGGCAGTTCCCGCTCTGGGGCTGCGGCCAGCACCAAGGAGTATGTGTGATGCCCCTGC
TGGTCGGGACTTTAAAAGAAGCTGAAGAAGGAGTTCCCCTGTCGTCGCAGCATCAGAGTG
AAGACTTCTGGGAAGACTTGCCAAGAGGAAACCCCAAAACTGGACTACCTTTTTCTTTCA



AGGCATGTTTGTTTGTTTCATGAAAGATCTCCACCGTCTGGCTCAAATACATTATAATTG
AATCTCACGGCTTCATATACTTGGGGCGTGGCCTGTTGGTTTGTAGCCAGAACAGTGGAT
TGAAGCCAACAGTGGCGACCCCATGCAAGAGAGCTACGTTTATTAGCATTTACCATGTAA
TTGAAGATAATCAATTTTAGTCGGCTGCAGCCCAGAGCGACGGAACAACGAAACAGAGTT
TTATGTGAAGTGTTGAGACTGAAATAGAAAAGCAAAGTGTGAGTTTTCACAGATGGGGCT
GCGTGTCTTCACACCAGGCTGTTACAAACCCAGCTCACACAGGAAATATTTGGTCACCAT
CGGTCACTACC
>BJ496727 ID   BJ496727   standard; mRNA; EST; 604 BP.
CAGCAAGATAGCCACCGCCAGGAAGGTGGCTTTATCTTCTGAGGAAACTAGTGATATTTT
AACGGAGTGATAATCAAAGAAAGACCGGATGGCGAAAGTTATTGAAGAAAGCTGCTAAGT
AAGTTGCAGACACCTGCGTAAAGGACAACCTCCATAGCTGCCCGTCCAAGGGTCTCGACT
CCGGGGTTTTTACGTCGAGATGTCAGCATTCTCCGAGGCAGCATTGGAGAAGAAACTGTC
CGAGCTGAGCAACTCTCAGCAGAGCGTGCAGACACTGTCCCTGTGGCTCATCCATCACAG
AAAACACTCGAAGACTGTAGTTAACGTGTGGTTCAACGAATTGAAAAAAGCTCAGGTGTC
GCGGAAGCTGACCTTCCTTTATTTGGCCAATGACGTCATTCAAAACAGCAAGAAAAAAGG
CCCAGAATTCACCCTGGACTTTGCACCAGTCATCGTAGATGCTTTTAAACACGTATACNG
AGAAGGGGACGATGTTTGTAGAAAACAGTTGGGTCGAGTTTTATCCATCTGGCAGGAGAG
GGCTGTTTATGAACCCCACCTGCTGGATCAGCTCTCCCAAGTACTGTATGGTGAAGAAAA
ATCA
>BJ496777 ID   BJ496777   standard; mRNA; EST; 449 BP.
AGGGGTTCGTCACCGCGGCCCGACACAGCCTGAACAGCACCAAGTACCATCTGTGGAAGA
ACTTAAGGGAGAGCTTCACCACCGAGACCTACAGGGACGTGAAGGAGGGAACCACCAGCC
TGTAAGACGGAGGAGGAGGGAAAACCAGCCTGTAAGACGGAGGAGGAGGGAAAACCAGCC
ATGAGATGATCAGGAAGGGGGGGTTCCACAAATCTATCAAAGACCATCAACCAGCACAGC
TTCAAATCCTGCTTTAGGTCCCTGATCTCTGTTTTAACTCATTCTTTGTCTTGAAGTATT
ATGTTACTAATTTTGGTCTTTTTTGAAATTCTGGTTTTCATTTTTTTTTTTTTAAAGTTT
GGNCTACAGTTTTATTGAAGNGNGTTTTATTTTAACTTTAACCCTTGTTCTATCCNAGGC
NCTTTAACCTTGGGTCATCTAAACCCACT
>BJ496786 ID   BJ496786   standard; mRNA; EST; 107 BP.
TTTAAATATNTTTTCCGGNGTAAAANGCTNCAAAGGGCANCANTAATGGTAAANATGATC
ACNTTTAAAAGGCATAAACNTATTCTTCAAATNAATTATNGCTATNC
>BJ496853 ID   BJ496853   standard; mRNA; EST; 635 BP.
CGGCACGAGGCAACACTGTTGGGCAGATGAATCACAGGAGCAAAGCAAAACACAGAGCAA
CAGAAGATCGATGAGTTCTTGTTTAAGATGGTGAAAGAAGACGGCAACAATAACTTTGTT
GGCTCAGTGGTAACAAATAAGTGCAGCCGTCACTGCCTCGGACTTCTGACCTTCCACAGT
CGGGCTACTGGAGACCGGATCCACCTGAGCCCGGATGGTCTGCAGGCTGAAAGGATAGGG
GACACGTTCAGAGATGGCCTAGTGTTCACTAGCCGGCCAGTAAGGGTCCAGGAGAGAGTT
CATGTTCGAGTGCAGAAGGAAGAACTGTTTAAATGGCAGGGAGCCATGCGGATCGGCTTC
ACCAGCGTGCCACCTTCAGACAGATCTTTGCCTCTGCCCAGGATGGCCATCCCAAATCTG
ACCCAAAAGTCGGGCCACTGGGCTGCTCCTGTGCCTGAGTCCCAGTGTTCTGCAGGTTCA
GAGCTGGTGTTCTGGGTCTCTGCTGGTGGAAACATATATGTAGAATGTGGCAACACGCGG
GACAAACTTCTCTCAGGAGTGGACCTCAGTCAGCCCCTCTGGGCCATGATAGATATCTAC
GGACAGACACGCTCCATATTTCTGCTTGGCTCTNA
>BJ496865 ID   BJ496865   standard; mRNA; EST; 659 BP.
ATTCGGCACGAGGGGCCTCTGCAGTCCCTGGGCGCAGAGTCGTGATCGACTACAGCAAGG
CCGATGCATGGGCTGTGGGCGCCATTTCCTACGAGATTTTTGGTGAACCAAATCCATTCT
ACCATGCTGTTGGACTGCATAGCATCAGCTACCAGGAGAAGCAGCTCCCTATCCTGCATT
CCAGTGCCCCCGCTGATGTGCAGTTAGTGATTCGATTACTCCTCAGGAGGAGTCCTGGAA
AGCGCCCCAGTGCTCGTGTAGCAGCAAACATGCTGCACCTCACCCTTTGGGGTCAGAGGA
TTCTGGATAAACAGGGTAGTGCTGGCATGAGAAAGCTGGCTGAGTGGTTACTGTGCCAGT
CTGCTGTGGTTCTGCTGAAGGGCTGCAGTGGACCTGGCGGGAACAGGGTGGAGGCGGAGC
TTCAGAGGAACTTCCTGAGGAACCTGGAGCTTGAGGAGCTGCGCACAGCGATGGGCTTCC
TCATCTACGGACGAAACCAGCACACGGCCCGCATCCCGTCTGCTTAGATGTCTTTAATTT
TGCAACCAGAGCTGAGCAGATATCTATGATAGTTTTTCTGCGGTTATATGTTCTCAGACA
CTTTATTAAAGTTGGGAGGTTGTATATGCTGCTTTTGAAGTTGAATAATCCTGACGTAT
>BJ496901 ID   BJ496901   standard; mRNA; EST; 601 BP.
GCCGAGCCGTGGCTTTTCACCCGTCTGGAGCTCTGTATGCTGTGGGATCCAACTCCAAAA
CCCTGCGTGTCTGTGCTTATCCAGACTCCCTCGACACAAGAGGCTCAAGTCCAGCAAAAC
AACCGGTTGTTCGCTTTAAAAGAAACAAACACCACAAAGGCTCCATCTACTGCGTGGCCT
GGAGTCCCTGTGGGCAGCTGTTGGCCACAGGCTCCAATGACAAATACGTCAAAGTCCTGC
CTTTCAGTGCAGAAACATGCAACGCTACGGGACCAGATCTGGAGTTCAGCATGCATGACG
GGACCATAAGGGACCTGGCCTTTATGGAGGGGCCAGAAAGCGGAGGGGCCATCTTGATCA
GCGCTGGAGCAGGAGACTGTAACATCTACACCACCGACTGCCACAGAGGGCAGGGGCTGC
ACGCGCTCAGTGGACACACAGGTCACATTCTGTCTCTGTACACATGGGGAGGCTGGATGA



TTGCTTCTGGCTCTCAAGACAAGACGGTTCGCTTCTGGGACCTCAGGGTCCCGAGCTGCG
TGCGAGTCGTAGGAACTGCCTTTCCATGGTTCAGGCAGTCCCGTCGCCCTCTGTCGCAGT
T
>BJ496902 ID   BJ496902   standard; mRNA; EST; 571 BP.
AGCTCTGTAATTCAAATAGGCTAGATTTTTTATTTGATTTTGTATCAATGTGTCTCAAGT
GAAACATTTAGTTTTATATAAAGTATTTATATGGGTAGTTAAGGGTCCCGATGATCCTTT
TTGTTGCCGCATAGCCGTTAACCTTGTTAGCACTAAGCTAACACATTAGGTAACTGTCCA
AATTATCAATGTTCAATCTTTTAGTGTAGAATTACCTTCTTTGTATTTTATTCTAACTCA
TACACGGTTTGTGTATCTTTTATTGTGTTTCTGTTTAAAATCTTCATAAATAATAGAAGA
GATTTGTGTGTTAAATAAGTTATTTCAGCTGTAAATTTGACATTGTTGACAGTTTTTCAC
GTAAATGCTTCTGTCTTTGCTTTGTTTTTGGAATGAGTAGCAGAGCTGAGGTTGTTGGTT
GCGGCAGAATCTTTTCTGCCATGTTAGCAGCTTATTCTGCAGCTGTCGTCAGTTGTTTGG
GGTTTTAAAATTCTGGTGTCCACGTTGAGAGGCTGCAGTGGTCAGAGGGGGACCGGCCTC
CACCAAATCCTCTGGTTGAAGAACGAGACTC
>BJ496904 ID   BJ496904   standard; mRNA; EST; 514 BP.
TTGGTCTTTTATTGAAAAATAACATTTATAATCAAAACATCTCCTTTTACATCTCAGTAC
ATAACGTTTTGCTCTTCTTTTGCACAGCAAAGATATGACATATGTTTCAGACAACATACC
AACAAAATAAAAAATAGAAGAGAATATGTACAAGATAACAAAAAAGACAGAAGTGCAAAA
TATCAGCGTCAAATGAGTCAACAGAGTGTTACAAATACACCCTGACCATGAAATAACAGA
TGCTTTTTAAGATCCACTTTTTTGAGAACAAAAAAAACACTTTTAAAAAAATGTAAGGAT
GTTTTGGATCAAGACGAGCACGTTCCAATAAAAAAAAAAGCCATTTCAAGTGAGGAAAGA
AGTCAGGTAAACAAGCTTAATGCTACAATAAATCCTCTTAAATAAAGAANACGGTATTAC
AGCACTGTGTCCTGAGGCACCCCAGGATTTGGTTGTCTCAAATGTAAATGCATTCAAACT
TGAATTTGCATCTGAAAAGCCTAANAACTTCCAA
>BJ496958 ID   BJ496958   standard; mRNA; EST; 644 BP.
GTTCGAGCCCCACGCTCAGGGGTGTCCCATCGGTAGTTATCCTTAAAGTTTGTGTCATGT
GACACAATCGGAATACTGCGATCTAAATGATTAGACAATCGTTGATCATCGCTGGCAGGA
AAAACGTTACACCTTTCTGTAAGACGAGCAACGTTACGATATTTGACAGATAAATCAATG
TTCAATGAACAAAAGGTTTTGACCCATTGACATCGGAGCTTTAGCTACTTTCAGCTAATG
TGACTTTGTTTGCGCAGGTAAATCCGCGGATTCTGTCGCGGAGAACAGCGGCCGCTCACC
GCTAACGTAAAGTGTTGCATATCAGCAAAACACTTTCCGCTAGCGCTGGGCCGCTCTTCC
TCAGAATCCGTTTGTACAAATGGTTGCTATTGTTCAGAGCGGATTATTTTGACGTCGCCG
GCGACATCTCCGATGTTAAAGGGTTAAACCTGCTAACAACAAATTTTGAAAATTGAACTC
CAGAACTTTATCGTCACAGTATTTTTTTTAATTCGATAAACGCGTCGTCTCGTGTGCATC
TGCAGCTCGTTGGTTTCTCCGTAGTTCTTTTTTCGTGGCGTCACCGTCTCCGGTGACCTG
AAGCTCGTTTCCTTGTTTGCGTGCGACTCGAGCACTTCACGGCT
>BJ496973 ID   BJ496973   standard; mRNA; EST; 626 BP.
GAGGCTTTGAGATCACTCTGGAGCTCAGCTGCGACAAGTTCCCCAGTGAAGACACGCTGA
AGACCTACTGGGAGCAGAACCGCAACTCCCTCGTCAACTACATCGAGCAGGTTCACCGTG
GCGTGAAGGGCTTTGTCCGTGATCTGCAGGGAAACCCCATTTCCAATGCCACCATCTCTG
TGGAGGGCATAGACCATGACATCACCTCAGCCAAAGATGGAGACTACTGGCGCATTTTGG
CTCCAGGAAACTACAAAGTAGCAGCCACTGCACCAGGATACCTGACTGTCATCAAGAAGG
TGGCTGTCCCCTACAGCCCTGCAGCTCGGGTAGACTTCGAGCTGGAGTCATTGATGGAGA
GGAAGGAGGAGGAGCGGGAGGAGCTGATGGACTGGTGGAAGATGATGTCAGAGACACTAA
ACTTCTAGAGCGTCTGTCTCAACGGTCCGACCATTCGCACATCGATGTAGAAAACTCATT
CTGTGTGCCCGTCCACTCTNAAGAGGATATATATATATATACAAAATATCATCTCTTTCC
AGTTGTTTTTCGATCACACCTTTGATTATCTTCTTTGCCTCACAACTCCTGTAGATGGTC
TGAATGTTCTGCACGCAGTGAAAGAC
>BJ497011 ID   BJ497011   standard; mRNA; EST; 601 BP.
TTCGGCACGAGGGAAAGAACAGCTTGGCTGACTGAGAACAGAGTGACAGAGTTTTCTTGC
TAATCCATAGTCTGTCCACGTCGTTGTTCTCTGTGTTTTGATTTGTTCAGAGCGCCGGGG
AGAAGGTAAAAGGCGACACAATGGATCTACGTTTGGACATTGAGCGTAGAAAAAAATATT
CATGCTTCCAAAACCAGAATCAAGAAAGAGACGTGGGAGACTCTGCAGATTTCAGCAAAG
AGCTATGTGAACAAAACCTCTCCNAACACAGCAACAAATTAAATGGTCAGAAGCGAAGAC
GCTCCAGCTCATCCTCCTCTTCCTCCTCTTCTAAATCCCCAAAACCTGAAACACATGAGA
CAGCCNAATTAAAAGATGAAGAACTTCACAAGACAAAGGCATGTCAAAGAGAATTTGCAG
TTCCAGCTCAAGGAGGACGGCCTTTGGGAGAATTTCAAATACAAATATGTGGAAAAGGCT
GGAACAAAAGCAGTTTTCAGGAAAACAATTCCTACATCAATTCTTTGAACAGTGCGCATC
CCGAGAGTGAAGACCCAGAGTTTACTCCCAAGAGCAGGAAGTACTACTTGCATGATGACC
G
>BJ497024 ID   BJ497024   standard; mRNA; EST; 597 BP.
GCACGAGGATTTTTTTAAGGGGAGGGAGAGGGGAAAAGTGGGGGGTGGGGTAGAAGAAAA
ATAAAAAAGTGAGAGGGGGGAGAAAGTGGTTAATGGTAAATGGCGTATAGTTATAAAGCG
CTTTCTACCTTCTGGCCCAAAGCGCTTTACAGTCACACACACAGTCACACACACACACAC



ACACAGTCACACACACACACACNGTCACACACTGGTGGCGGCNCCTCTGCCCAACACTGG
CNCCAAGCTCCCACCAGAGGTGAGGGGATTCAAAAATTCACATCCCTGAGTTGGAAGCCA
AAATAATGACCTCAGTCCAACCTGATNATCCAGTTAAAATCCTGTTAACTGAACTTTGGA
TTATTGTCTTCATGTAAATCACAGAGGATCTTTGTGTCTGACGGACTCTNACTCTTCTGT
TTGTCTGCTGCTCTNCAGCGTTTCTGCCCATAGCTGGACCCATGGTTGTTGCTGCTCTTT
TACCTCACAGAAGCGTCAAAGCGGCTCTTTTTTGGCAGGTAAAGCCAGACTTTTCTGTCG
GGAGCATTTCAAAACTGCTGCAGCCCCAAACGTGTGCTTTCAGTTCTTACTGCAGAG
>BJ497025 ID   BJ497025   standard; mRNA; EST; 541 BP.
GAGGGTGCGTGTCTGAGTGTGTGTGCGTGTCTGAGTGTGTGTGTGTGTCTGAGTGTGTGT
GCTTAAAAATGCTGAACTTTATACAATCCTTCTGGAAGGTCAAAGGTCAGTGTTTGGCTC
CCTGTGTGGTGCAGCTCGCTGAGGCAGGAATTAACTCTGTGCAAAAACCACTGACTGTAT
CTGAGACCTGGACTGAGTGACTCCGCCCCCCTGGCGTTCCAAACAGGAAGTGGCTCCNAG
AAGCCAAAATCCCAGAGACTTCTAGAGAGAACAGCTCTTACTCAGCGTTTGACAGATTTT
GCCGAGCCTGCGTTCAGTGGAAGGGGTGTGGCCTTCCAACAAGCTCCCTCCTGATTGATT
GATGAGTAGTCGCCATACCTTACAATGTCTACCTCCAACGTGGCGGCATCTGTATCACCA
AAAAATGGCGACTGAATTTTGGGAGGGGGGGTCAGACTCAGTCCAGGTCTCGCATACAGT
CAGCGGCACAAACAGATTTTTATTTATGTAATGGAGCTCCGCCCCCAAACGGGACGATCA
G
>BJ497055 ID   BJ497055   standard; mRNA; EST; 144 BP.
AAAAAAAAAAACAACCGATAGTTTTCTGTAGNGTTTAGNGTTCTCGTAGTCAAAAAAAGT
TTCTTAAATCAACAAAAGTATCTCTTTAAGCGCCNGGCCGNGTTGCTNTTTTGCACCATA
TAGAANTTTTGATACAAATTTCCA
>BJ497070 ID   BJ497070   standard; mRNA; EST; 612 BP.
CGGCACGAGGCTACNGCAGGTCCACAGACACACTTTTCGACAGGACAGAAGGTGAACACG
AAGACCAAAATGCTCCTAAAAACTGACAGAAAACAGAATGAGGATGACTGGGATTTTTTC
ATGCAGGGACCCTGATGTCAGCTTCTTTGATCAAATGAACCAACCGATTGTGATGTACAG
GTAATTATTGGAGCTTCTATATTTCTGTGCCAGTGGAGAATTCCCAGAGTCTCCAGGATT
TTTCTTTCAGGGTGAAGCCGGCAGCTTTTGATCTGTTCCTGGGTGGATGCATCACAGCGT
ATTTGGGGATTGTTTACTATTCAATCCAGAATTTTGGTTATCTCTACATCAAATTGAAAG
CTTCAGTGAAATCCAAGCACCAGTAAAAGCTTAAATCCATGGAGACAAGGACAAAATCTT
TAAAGACGGATCTGCAGCACATAANAGCAAACCACCAAGAACTGTAAACCGTTCAGAAAA
AGTAACAGTAAATGAATGCCCATCTCGGGAAGCAAGCTTTCTCTTTGAATTACATATGAC
TGTACCAATGTTTGTACTTCTCATTTAATACAACCAGGCTTGAAACTTCGTTTGTCTAAT
TTAAAAAAAAAA
>BJ497081 ID   BJ497081   standard; mRNA; EST; 668 BP.
TCGGCACGAGGCAAAAATGTACTAAGTCCCCTCTAAGTCCCCTCTCTCCTGTCGAAAGAG
GCTAAATTCTCCTTATTGCTGAAGACAATGAACGGCGCTGTGCAGTTAATGCGTTCCCGC
TTCCCCCGTCGGTCCACGCCCGCCGTCGGTCCACGCCCGCCGTCGGTCCACGTCCGCCGT
CGGTCCACGCCCGCCGTTGCAGCACCGACTCATCTTACCGTCAGCCTGCACAAGAACCCG
TCAATCTTTTCCTTTTCTTTTGTATCAGCACTTTGTTTGCGTTTTTCTAAATGTGTTTGT
GACCTGGTTACAGTTTTCTGCTACTTCATTCACCATTTTTTTCTCTCTCGCCAAAATAAA
AAAGAAGCAAAATCTTAGCCGAGTCGGAGACAAACGCCATGAAATGTCAGCGGGACGAAG
CTTCTCAGGGATCGTGCTTTGACCAACACTTGAATGACAGATGAGCTTTGATGTGGAGAT
GTCCGGGAACGTGGATCATTTCAATATTCTAGTTGTGAGGAGAGAAAACGTAAAGAAGCC
CAAAGCAGCCACTACGTTACCCATAATGCTCTGTTTCTATCTCTGCATTTTGCAATGACA
TTTTCACCAGTTCTGCCTAAAGGGAAGAAAAATCTGGACTTTTTGTGAGATTTGGAAATA
AATGTACA
>BJ497092 ID   BJ497092   standard; mRNA; EST; 625 BP.
CAGAGTGCATCTTTTATTTGTTTTGAAATGGTTTACAAGTTTTTCCTTGGAAACACAGAA
CTACTATATAGAAAATAGAATTAAAAGAAAACGATGATGCCTAACAATGTTTTAGAACAT
TGAGCACATACACAGCCACACCAAAAAGAAAAATCTCTAACTACACAGAAATAAGGAAAA
CATGAAGCAGGGCGGTTGTGCAGAACCAGAACAGCTGTCCCCTGATCGGGATATAGCAGT
TCTGGTTCTGGCCCTACCCACCCCACATTGCTCCTGGTGAAAGGTTGCTGACTGTAAAGC
GCTTTGGGCATCTCTTGTGCATAACACACATCCNAACACTCTAGCAGCCCAGGGCCATGT
GGATGTGTTCTTGGTTCCTGCCCTTTTTATTCCCTCCTGCACAGATGCTGGGAAATAAGA
CTGCAATTAAAACCCTTGTGCTATCCTAGGCAATTTACCCTTGACCCTACCCCCNATGTA
AAAATGCCCAAAATCCGAAACCTGAACTTGACCATGACTTTNAGCCTTTTTGATCAATTT
ATGAGCCCAACACTACNAGGAGTGCCCCTTATTGGACTTGCGTTAGCACTACCATGAGTT
CTCTTCTTTCAACCGGGTGCACGAT
>BJ497104 ID   BJ497104   standard; mRNA; EST; 694 BP.
TTCGGCACGAGGGCGGCATCCAGCCGCCTCCTCCGACTAAGAGCCCGTGCCCAGACGGTT
ACATCTCCTGGTACCTAAACTGCTACAAGCTGGTGGAGGAGCTGGCGACCTGGAATGATG
CTCAGGACGCCTGCAAGAAGCAGGGCGGCAACCTGGCCAGCATCGACATGAGCTACGACC
AGGCCTTCGTCGCAGGAGTGGTCCTGCAGGGAAAAGCAGACGCCTGGATCGGACTCAGGC



GCATGGTGGATGGATCGTACTCGTGGTCGGATGGATGGCCTGTTTTTTTCACGCAGTGGG
GACCGGGAGAGCCCACCAACCACAGGCAGGAGGGCTGCGTGAGCATGCACGCTTCAAAGT
GGTTCCACGGGACGTGGAACGACACCAAATGTGACCACGCAAAGCCCTACATCTGCAAGA
TCTCCTCAGAGAAACCTCCTCCCACTCCCAGCCCAGGCGATGGCAAATGTCTGCCTTTCT
GGGTCCCGTACGGCAGCTATTGTTACCTGGTCTACAACGATNAGCAGGGCTACTCCTGGC
CCGATGCCAGACATGTCTGCCAGTCAGTCAGAACTGAGCTGGTCTCCATTCACAGCANAG
CAGAGCTGGAGTTCATCAGGAACCTGAACTACACCGAAAATCACCACATCTGGATCGGCC
TTACCAGAGACCAAAACTTCNGCTGGGGCTGGAC
>BJ497155 ID   BJ497155   standard; mRNA; EST; 101 BP.
AGGGTGTTCCAGGGCGTCGCTTTCAAACGGCGCCCGTCATTTTCATCGGACTCTGAAGAA
GTGCAGCGTTTTTCTGCTGCGTGTCAGGGACAAAAAAAAAA
>BJ497168 ID   BJ497168   standard; mRNA; EST; 663 BP.
TCGGCACGAGGTTTTTTTTAAAGAAGCCACTTTCATATTTATTCTCCAGGCCAGCAGTGA
ACGTGACGTTTTTAAAAGCAAACCGATCATTTCAGAGGGTCACAGCCCCATACAGCATTT
ATATAAAGCAAGGAAATCCAGAAATTACAAGAACTTTTATCACAGTCTCTGACAAAACCA
AAAAACAAATTACCGTAGCTAATAGGGGTGTAACGATGAATCGACTTAATCAATTAATGG
ATTTATATTCCTAAGACTGATCTGTCTGAGGCAAGTTGTTAATCAAATCACCTATNAAAT
CATTTCAAAATGAAATAAATCAATCATATCCACATTGGAAAATACCATTTGGATTGAGGA
ATGGTAGGTTTACTTTACTTTAATGTAAAAACGACCAAGTGCATCACAACGGANAACAGG
TAAAACTGATTACAGTGGAAACACTTTGAATTTTGCAAGACATACATTGTGCTAGAATGT
TCAAATGATGTTCCCTTTGAACTTTTTTGATGTGAAAAAACAACAGTGGGCTGAACACTA
TGAAACTAAATCGTTCAAAATGAACCAAAATCGACTATNAATCGTATTATTAACCAAAAA
GTATTATAGGAATTGAATTGTTAAATGAGTCGTTACACCTCTTGCTCTCAATTTTTGTAA
AGA
>BJ497179 ID   BJ497179   standard; mRNA; EST; 532 BP.
TCGGCACGAGGCAGCTCCCCAACTTCTGGAAGCTTTGGATCTCCTACGTTAACGGGAGTC
TGTTCAGCGAGACAGGAGAGAAGTCTGGTCAGGTGGAGAAATCAAAGAAGAACGCTCGGC
AAAGACAGAACGACTTTAAAAAAATGATTGAGGAGTTGACCAATCGGCTTGTGAGGCTCA
TTCGGGGAGCTCTCCTCCCCACCACTCTGCCACCTGCAGAGCTGAATTTTTACGGAGGCT
GGGAGGGCAAAACAGAGCTGACGGGGGTCTGGCTGACCCAGATCATCCACACAGTCAGGG
GTTGCCATGAAGCACTCTCTGCTCTGGAGATCCCAAATGATCTCCTGCAGGTTATCTCGG
ATCTGCTGCTGGATCTGAGAGTCCACTGCCTCATGATGACGCTGCTGCACACCACAGAAG
ATGTGAAGAGACTCGCTGTGAAGGAAGACTGGGTTGTAGACNATGAAGGAATCACCAGCC
TGCCTTACCACTTTGAACAGTGCGTGGTCCAGATGTTGCAGTCCTTCAAAGA
>BJ497182 ID   BJ497182   standard; mRNA; EST; 590 BP.
ATTCGGCACGAGGCTTTTGTTGTTGTTGTTGAATTTTTAATCCTTTAAGAAAGGCTAGGG
AGTGTGTGTACGCATGTGCGATTGTGTGGGTTTTTTTCCCGTCATTTTTTTTTGTATATT
TCTCTCGTTATGGTCTCCTGCAGCGAGTATAATTACTGTGAGAAGACCCATGGAAGTACC
GCAGCTCAGTTCTCACCTGTCTGTAACTTCAGCTCATAAAGACTGACTCGTTTTTTCCCC
CCACCCAAAATTTCTTATCCTTTACTGACTCTNCTTTAGGTTTTGGTTGCTCCTCGTGTA
GGAAGAAAGGCTTTTGAGGCCTCATCGTAGCATCTTCCCTCCTTGCANAGCCAGAAATCC
CAGGAATAATGGCTTCNATAGTGTGATTTATTTTAAAGTTCTTTAAAAGCCTCCCGTTTT
CTGTGGCGACAGTCCATTTCAAATCAAAGTTTGTTTTTGTTGAATAAAATTGAGTCTGAT
AATGAAGGTCCTGATTTACCTTTTTTATTTTCTTTTTTTANAATGCATCGTTAGTAATTG
AGTATGTTATAATAAGCACTCCTTGTTGGTATATCAAACATTTTTGGTGG
>BJ497184 ID   BJ497184   standard; mRNA; EST; 602 BP.
GGTGAATCCTAAAGTAATCTGATTGTACAGGTATTCCGATTACTTCTGGGTTTTGGGGAT
CAGCTGTTCAAAGCCACTTCACATTCAGGCAGAACATGGAGCTGATGTTGTTTCTGGTCC
AAAGAGTCGAAGCAAACTGTGGTTTCCAGGACTATGAGACTAAACCGACACTAAACTCTG
ACGACCTTCCGGCCTCTGGTTCTAACCTGCCGACAGCTTGTGGTTCATCCAGAGTGTCCG
TCTCCTGCAGGAATTGTCTTTTCCGGGCCCTCGGGGATCAGCTGCAGGGACATTCCCGCG
ACCACCTGCGACTTCGCCAAGAAACCGTCCACTACATGACGAGCCATCGACAGGACTTTG
AGCCCTTCGTGGAGGATGACGTTCCCTTCGTTCAGCACTTGTCCAACCTGTCCCAGCCCG
GCACGTTTGCTGGCAACGACGCCNTTGTGGCTTTTGCTCGCAGTCAGCAGGTGAAGGTGG
TCATCCATCANCTGAACACGCCGCTGTGGGAGATAAATGGTTCANAGAAGCAGGGGTGCA
GAGAGCTGCACATCGCCTACCGTTACGGCGATCATTACGACAGCGTGAGGCGGCTTGGAG
AC
>BJ497198 ID   BJ497198   standard; mRNA; EST; 584 BP.
ACCTCCGGCACGCCTTCGTCACCTCCTGCAACGCCTGCAGAGGCAGCGGCCAGCAGCTGG
ACAACAGCCTGGAGTCTGACTGCCAGAACAGAAACATCAAGATTTCCGCCAACAGGGCTG
CAGAGAGCTGCGTGAAGACCACTGTGAAAATAGCCAAAGTGACAATATCTGTGTCAACCG
AAACTTCTGCAGAAGCAGTCTAATCGCCCTGCAGGAGGGCAAACATGCAAATGTTGTCCT
CCCTGAACTATGCTCTGAAAAAACAGAGATAAGGTATTCCAGAGAAAACCCTCTCCTGAT
CCACATCATCACATAGATGCATTAGTGGCTCCNTGGTTTTATGTTTGTGTACGTGCACAC



GATGTGCCAAAGTGCCAAGTAGGAAGGACTCAACCGAANATGGAAGACCTGTGTACCATA
GACTTCATGAAATCAAGTTAGCAAAAGCATATTATATTTTTGTACTGTGAATTCAGGTTT
TTTTGAGACGATACGTCTTCATTTATGGGATAAGGGGCTACTGACATTTTTAAGTAGAGA
AGTTTTACAGCGCCATTTTGGATTTTCTCATCTGTCTTGGAGCA
>BJ497213 ID   BJ497213   standard; mRNA; EST; 262 BP.
CGGTTGCTGTAGCCAAACTCATTATCGTACCATGAGACCAGCTGATAATACATCGCCGTC
ACACACTGCCGGGTTCCATCAGATCGTTGACTCTCCCCCATTACATGCCTGAGAAAATTT
CCCACCAAACAAATGAGATTCAATTTGTTGACCAAGTTTCTTTTCTTTTTTTTTTTTTAA
GTTCTCAGTTCTGTTCTTGNGAAGGGGNGAAAGTCTCTTCCNGTCTGAAGCTCTCAGGNT
GCAAACNGGGGGGGAAATAAAG
>BJ497220 ID   BJ497220   standard; mRNA; EST; 596 BP.
GAGGGTTGGCCGGGCCCTGTGGGCACCGCCTGCCCTTGTCCAGATTCAGTCTTCTACAAG
CAAATGATTGGTAGTCTCGCATCATCACTGAGGACGGCATTTGCCAGAGGGTCACTTGGT
TCCTTAACCCCAGGCTCTCATTTTCTTGGCCGCTTCCAGGATCGTATGGTTTGGATAATG
ATTCTAGAGAGAGGATATGGCTACTGCACAGTCAATATTAAGGGTCTTGAGCTACAGGAG
ACCTCTTGCCACACAGTGGAAGCTCGGAGAGTTGATGAAGTGTTTGAGGCCGCCTTTGAA
CATCCTGAGCGTATTGGCTTTAGCCACGGGTTTAACTCGCACTGGGGAAACGCTCTTACT
CCCTGCGCCACGCTCGAAGTGCGAGTGTACTCTGATGCTCGAAATGTACTTTCTGGCATC
ATTGACTCGCATGAAAACTTGAGGAAACTTCAGGATGACTTCATGAAAGTTCTGATCTGG
CTGCTCCTTCGATATGGTGTACAGAAGCACAAGGGGTTTCTATGGAGCAGCCAGGAGGGG
TCAGGGATTTGGGGAATGAAGTCCCAGTCCTCACAGTTTCCCCAGACCACGTGTAA
>BJ497245 ID   BJ497245   standard; mRNA; EST; 612 BP.
GAGGGGTAGATGAACTCAGTCCTGTAGAGCTCGAGCCTGATTTGCTGCTTCTCTTGGTGG
ACCTGGTGTTCAGTCTTCTGACGGATGGAAAGCTGGACTTGGCTCACCTCCTGCACTCCA
AATTCCTGTCCATAATAGACAAGCGTTGGAAGCTAACCGGTTCTCCTCGTTCCTTCTGCC
CCCTCGCTTCCNAAGGTGTTGCTGCCAGACCAGGAACGCTGTTGGATTACAGGAGTCAGG
ATTTAGCCGAGCAGCTGACTCTGCTGGACTCTCAGCTCTTCTTCAGGATCGAGCTTCCAG
AGGTATTGTTGTGGTCCAAAGAGCAGAATGAGGAGAAGAGTCCCAACTTGACGAAGTTTA
CTCAACACTTCAACAATGTCTCCTTCTGGGTTCGTTCAGTCATCATCCTTCAAGAAAAAC
CTCAGGACAGAGAGAAGCTGCTGCTAAAGTTCCTGAAGATCATGAAGCACTTGAGGAAAC
TGAATAATTTCAACTCATACCTGGCCATCTTATCCGCGCTGGACTCTGCTCCCCTGAGAC
GTCTTGACTGGCAGAAAAATACCACAGAGGTCCATTCAAGAATGTTATCATTTTCTATTT
TTTTTTTGTTGT
>BJ497289 ID   BJ497289   standard; mRNA; EST; 723 BP.
TCGGCACGAGGGTTTTATATGTAATATTTCCACGGTATGTGTGTCTTCACACACTGTGGA
GCAGAAAAGTCTTTGATTCTGCAGGTGGTTCCACTGAAAAAGCTGAGTTTGGTTTATTAT
AGATAGATATCTTCTTGCTTTCTACTCTGATCTGTAGAATTGAAGTCTACCTGACAGGTG
AGCAGGCTTTTGCTGTAAACACTGACTTGAGGCCTTCAGAGGAGGAAACGCAGCCCTGCT
CTTTCTTCCAGGCTCTGGACTACTGCCACAGCATGGGCATCATGCACCGAGACGTGAAGC
CCCACAACGTGATGATCGACCACCAGCTGAGGAAGGTAAGGCGGCTGAGACCCCACAGGA
AAGCGTCTGGGCGCCGCCCTCGGCTGTCGTGTTGCGTCTTACCAGCTGCGCAGCTGTTGA
AACCGGGCAGAAGCAGGCGGGTCGGAGGTCAAACGTGGAGCAAAGACGGTTTCTGTGCAG
TTTGAGCTCAGGCTGTTTCCACCGTCTCCGTCTTCTCTGCAGCTCCGGCTCATAGACTGG
GGTCTGGCTGAGTTCTACCATCCCGCTCAGGAATACAATGTCAGGGTGGCCTCCCGTTAC
TTCAAAGGCCCTGAGCTGCTAGTGGACTACCAGATGTACGACTACNGTCTGGACATGTGG
AGTTTAGGCTGCATGTTGGCCAGCATGATCTTCCTAAAGGAGCCGTTTTTTCACGGTCAG
GAC
>BJ497342 ID   BJ497342   standard; mRNA; EST; 631 BP.
TCGGCACGAGGAAAATCTAACAAAGACAGAAAGAAAGCACATTGCTCAGGTCCAGAAAGC
TTTTCATAAAGTTTGGAAGTATGTGGAAAGTCAGGATCAGACATTAATCAAGTATTTGGA
TAAATGGGTTAAAGATTATGGATTTCATAGAAAGTTAAGCAGATCAGAGTGCAGGACAGA
GTAGAAGGAGGGGGAGCAGCTTCACAGATCAGAGTGCGCGTGCCCGAGTCTGCCGACAGG
CGGATGAAAACTCGCAGAAAGGAGGGGTGATTTCTCCGTTGTAAGCAGATGTAACAGCTT
TCTCTGCTCTCCGAATAATGATAGGACGTGTTTTAGTGTGTATTTTAGTGTTTAGGACAT
AGACAAGGGTAGATGTTCAGAAAAAGCTATAGAAAGTATCATTTCTTACAAAGCAGTAGT
GGATCAGTTTGTGCAGGACACACCTCCCACTTGAATAAACATGCAGCCTTCCCTTTTTTA
GTTCACTCTCCCCTGCTCATAAAAAGTTTGATTGCAGCCTTCTGACCCCACTTCTCAGGT
CCCTGCATTTCTGCTTGTAAATCAGGATTGACCCCTTGAAAGCGTTCCTGAGGATCTCTG
GTTCACTAACTCGCCTTACTTTTTTTTTTTT
>BJ497346 ID   BJ497346   standard; mRNA; EST; 644 BP.
CGGCACGAGGTTTTCTCCCAGCTGAAGCAAATCATTACACCCTGCATTTGTTTGTCAGCA
GCGCCTCANATGTGAGCTCAGGCATGAGTTTAATGATCATTAGCTTCTGAAGGACACTTT
TTCAGTTCAGGACATCTGGAAACATACAGCAGTCATTGTTTGCCCGATTGCTTGTATTTC
TACAAAAGAAAAGGATAGGGAAATCTCCCTTAACATGAAGTCCACACACATTTACCGTGG



ACATCAGTGATTCTTTGCCCCACCTTTGCAGAAGCTGTTGATGAATACTTAAGTGTCTTT
CAATATTAGCAAGAAAGTGTATCANATAGTATTTTAATAAAGTTAAAATCTCTTGAACTA
CTTTTTGGCCAACATCAACTCAATGCAGCTAACATTTGTGAATTATATTAGTATGCTTAT
TGTCCTAAAATGAAATTTAACTGGAATATTAACCAAAATTAAGGTTGATTTAACAGTGGA
TATTTGATATTTTAATTTGTGCGCAATTGGAGTTCATTTTTATCATCAAAAAAACTAAGC
TAAATCTCTNAAACACCTTTTTTGTCTTAGTATTTAGAATATTTATGCTAAACACAAGTT
ACTAATTTCTCTTCTTATTTTGGATTTTAGTCTTAAGTCTACAG
>BJ497347 ID   BJ497347   standard; mRNA; EST; 599 BP.
GCACGAGGNATCTTTGCACCTGCTGTGATCGTTGTTTCTCTTTGCAGGCCTTGTATTCTC
ATCATGGACTCACTACGGGGTCCCACCAGGTCCACGGTGGTGAAAACTCTCCGAGAGTGA
GTGTCTGCAGCTGCTCCCTCGCAGTGTGGTTTCACAGCTGGGCTCATCTTTAGAAGTAGT
TGACGAGTTTACCCACTAGAACTGCTTCTGACAGCAAAGCAACATCATCTCTTACCTTAA
GCACTTGAACAGATTACCCAGTTCTCAGCCNTAGGGTTGGTAGTTCAATTCCTGGCCACC
ATATGTAAATTATTTTAAGGTACGACTCTNGACTATTGCCTCTGGCGAGTCAGGTTAGGC
AACAAAGCTGATCCTGTATCAGTGTGAATTTGTTTGAATAAATAGATGGGTGTAAAAGTA
TCTGCTATTTATTTATTTATTGAAGCCCCTATTATTCTTCTACCATAAAAGGCAAAAGGA
TACAAAGTTGGCATCCTGGAAGTCAAAACAGAAAAATCTAGACTTGTTTTAAGATGGTTT
TCTTTCCCTCGTTCACAGGAGTGCATATGAGAATGCTTGTGCCCATTTGTGTGTTCTCC
>BJ497369 ID   BJ497369   standard; mRNA; EST; 657 BP.
CGGCACGAGGACTGGCTGCTCACCTCAACAACTTTTCCACTCTCTAGCGGCTTCACTTAA
GCGACATTTATCCGCCGGAAATGGATTCTTGGGCGGAATAAACCAAAGCTGAGCGCCGCG
CGGCTTGAAGGAACAGCTCGAAGCAAAGGCTCGTGAATCTAGTTGTTGAAATTGTTCGCG
GAGGAAAGGAAAAATGCCAGTCGCAACTCTTCTGCCTTTCACCTCCACCCCGAATAGGAA
GTCTGTCAGCGCCACTTCGTTCAGGTTGACGGAGAAATTCATCTTGCTGCTGGTGTTCAG
CGCCTTCATTACCTTGTGTTTCGGGGCTATTTTCTTCCTGCCGGACTCGTCCAAGCTGCT
GAGCGGAGTTTTCTTTCGTTCCTCCGCGGTGGAGACGAACACGCGCACCGGTCCGGACGG
CAGTGAGCCCGGCTCGGCTGGAAACGATGGCCGGGTTTTGGATAAGATCCGAAAAGACCA
CGACNAGGCGCTGCTGGAGGCCAAGGATATCCTCCAGAAGCGGCCAGACGACATCAAAAA
CGACATCTTCTCTGACAAGAACAAAGTTCCGAACAGTTTGGATCAAAACGGGAAGAAGGC
CAACGATCTACCGTCCGTTGAGTTCCACCGCCCGCCCGGGGCGATAGGCAGCGAANC
>BJ497407 ID   BJ497407   standard; mRNA; EST; 418 BP.
CGGCACGAGGCTATTTCAGCATATATTACTACTATATTATTTGGTATTGCTACAAAAATA
ACACACTCTTTCATGGTATAATACTGCAGAAATAATTGCACTGTTGACTACATAAAAACC
AAAATAATTCCTCCTCTTTAAGTTCACAAAAGCATCAAACTTCACACCTTGGTCACAGCT
TTGTGGAAGCACTCGAAAAAAGCAGGATATAGATTTCCCTCTAGACAAATTTGATGTTCT
GGTCCTCCTCCGGACCCTCCTGCTCCATCTCCAGACCCAAAGTGCTCTGACGAATCACCT
CCCATCCNGCCNGAGCCTTGCTCCTCATACTATTTTTGTTTTGAGATCTGAGAGTCACAT
CTGCCTTTTCCAGCCCTTCTTTTTGCTTCTCGTCCTCTTTGGAGAAGGCTTTGACGTA
>BJ497461 ID   BJ497461   standard; mRNA; EST; 615 BP.
TTCGGCACGAGGCAGACTGGAGCGACGACGTANAAAGTCCCAACAAAGGCAGTGGGAATG
GCACCTGCTCCGGAAGCAGTGGAGGCAACGGCGGTTCCAACGGTTGCAGCAGCCACATAC
AGATCCCCAACTCCTTAACGTACGCCCGCGATGAACTCACCCAGTCCTTTCATCGACTGT
CTGTGTGCGTTTATGGAAGCAACCTGCACGGAAACAGTGAAGTTAACCTGCAGGGATGCA
TGGCGCTATGTGGAGATTGGACTCTTCTGCCCTCTGACGGCCAGTACTCTGAATCGGGAG
AAAACGAGCACCTTTTCCCTGAGCTGCTGGATAGCACCACCCAACAGCCGACCTTCAACA
AGCTGGACGGTCCGTATGAGGAGCTGTGGTTGGATCACTTAAGAGGACAGACGCCTAAAC
CCTCCTCAAGTGAAGGAATACGAGGTGTCAACAACGGCTGTCCTGTCGCAGCTCCACTGT
CCTTCCCAGTCTCTTGTCCCGTCTGTCCTATAGCCAGTTTAGATGTGCCTCTTACTCCCC
CTCCTGTCCCCCCCAAGTCTGAAGCCGTGAGTATTTTATGTTCCTACTTCAAGTTCTAGT
TCTTACAGGCCACGT
>BJ497473 ID   BJ497473   standard; mRNA; EST; 173 BP.
GGGGAAAACGGTTTTCCTGGTCACATCGGATCGAGAGGCCTGCCGGGTCTGAAGGGCCCA
CCTGGGTTACTGGGTCAGAAGGGACCCAAAGGTGACCAGGGGGACAAAGGAGACCGAGGA
CCCACAGAGAGGGGACCCAAAGGAGAACCAGGGGTACCAGGTCTACCAGGTGA
>BJ497481 ID   BJ497481   standard; mRNA; EST; 160 BP.
GTTCACGTATAATAAGTTCCTCACTAACTCGATTGTCTTTTTCAACAACTGTGGAGTTTC
TGTTTGCCGGATGTACACACCCTTCAGGAAGACGCATTTACAGGACACGGGGGGGGGGGA
CAAAACTGCTTGTAAAAAAANCNACNGGACCTGGAANATC
>BJ497491 ID   BJ497491   standard; mRNA; EST; 359 BP.
TCGGCACGAGGAGCAGTAAAACAGAATCCTCTGAGGAGGCAGGAGATTTATCGGAGGAAG
GAGCTGAGCACTCCGTTCTGAGTGACAGTAGCGAGGACCAATCGGAGCACTCGACTCCNA
CAGCGCCGACTGCAAGCTTTGAGGAGAGAAGTGAAGAGAGCAGCAGCAGCAGCAGTGATG
GAGAGGGCTTAACCAGCGTCAAGCAAGTGTCTTCAACCAGCACTTCCCCTGACCTGTCAA
CAGAGGGCAGTGCTGACACTTCAGAGAGCCCAAAGACTGCAACAGAGCCGGAGGAGCAGC



ACTAACTTGAAGGCCAGCATGCCAACTGACTTTTCTGCTCCCTTTTTTTTTTTTTNCNC
>BJ497498 ID   BJ497498   standard; mRNA; EST; 653 BP.
CGGCACGAGGCAAGATCCGAGGAGGCAAAAAGACAACCGGCAGCCCTAACCTGGACCGCA
GCAGGAGTGCGAGTGCCCCTATGCTAGCTGAAACGGAGCGACAGGGCACCGATCACCTGG
ATCTGGCTGGCCTTCCTCAGACGTCATCAAGCAACGACGGCACGCAGACGCTTCCCGCAA
CCCATGAAAATAGGAAGAAATCCAAAGGAATCAAGAAACTGTTTGGAAAGCTTAAAAGGA
GCCAGTCCACCACATTTAACCTGGATGACAACCTGCCAGAGGGTGAGTTCAAGCGAGGTG
GAGTACGGGCAACAGCCGGACCCAGATTGGGTTGGTCCCGTGATCTCCAAAGAGGCAACA
ATGATGTGGATGCCCCCTTTGCTCGCTGGTCTAAGGATCAGGTGTGCAACTGGCTGCAGG
AGCAGGGACTTGGCCTTTACGTGAACATGGCTCGTGTGTGGATCTCTTCTGGACAGACGC
TGCTGCAGGCCTCGCAACTTGACCTGGAGAAGGAGCTGGGTATCAAACACCCGCTGCACA
GAAAGAAGCTGCAGCTGGCTCTGCAGGCCCTCGGCTCANAAGAGGAGGATAATAAGGGCA
AATTGGACTACNACTGGGTAACAAGATGGTTGGATGACATTGGTCTGCCTCAG
>BJ497499 ID   BJ497499   standard; mRNA; EST; 636 BP.
GCCAGTCTCTAACGGAGCTGAAGGGCGGCAGCGGTGGAGGAAGCACCAACTGGAAGACGC
TCTCTGACTTAAAGAACGAGCACCTGGGACATGGAGAGAAGGCGGACTACTACTCATGCA
TAGCTACTGTCGTGTATCTACGTAAGGAGAATTGCCTTTATCAGGCCTGCCCAAACCAAG
ACTGCAACAAAAAAGTGATTGACCAGCACAACGGCATGTTTCGCTGCGAGAAATGTGATA
AAGAGTTCCCCAACTTCAAGTACCGCCTCATCCTCTCTGCCAACATTGCTGATTATGGGG
ACAACCAGTGGGTGACTTGCTTCCAGGAGAGTGCTGAGGCCATCTTGGGTCAGAATGCAG
CGTACCTGGGACAGCTCAAGGACTCGAATGAGTCTGCGTTTGATGAGGTCTTCCAGCAAG
CCAACTTCAAAACTTTTGTCTTCCGCAACCGAGTGAAGCTGGAAACGTATAATGATGAAT
CCCGGATTAAAGCCACTGTGATGGATTTGAAGCCCGTCGACCATAAAGACTACATCAAGA
GTCTGATCGTGAACATTAGAAAACTGGCTATGTAGTAACCAGTGCAGCTTTCACCACGTC
TTCATTTGGGGTCTTTTTCCTTTTCTGTACAGCTCT
>BJ497511 ID   BJ497511   standard; mRNA; EST; 605 BP.
TCGGCACGAGGCATTGATGAGGCCTCTGGAAGAATCCAGGCGCTGCGCTTGCTTCGAAGA
AATGAACAGAAGTTCTACCACCTGACTGTTGAAGTCAGTGACACAGATTTTAGCACTAAT
TGCAAGCTGGTCATCAAGGTCATCGACGTCAACAACCAGCTGCCGCTCTTTGAGAAGAGC
GACTATGGCGAACACACTCTGGCAGAGGACACTCCAGTGGGACACACAGTTGTAACCGTC
AGAGCAACAGATGAGGATGATGCTGACAGCGGCAGCTCATTTATTGAGTTCCACCTTTCT
GCTGGAAATGATGATGATACCTTTTCTGTGGAGACAGATGGAAAAGGCATTGGTCATGTG
GTCATTGCCAAGCCTCTGGACTTTGAGTCTGCTAAGACGTTCCACATCCAGATTGATGCT
CGTAACCCGGAGCCCCTGATGAAAGATCTGGAGTACGGCACAGAGTCCACCGCCACTTTC
TCTTTATCTGTCACTGATGTGGACGAGACTCCCGAGTTCAGCCTGAACGTCCTGGGATGT
GACGGTGCCTGAAAACTTCACCAAAGGATCTGTGCTGTTCACTGTGGAGGCAAAGGGATC
CCGAA
>BJ497517 ID   BJ497517   standard; mRNA; EST; 395 BP.
CGGCACGAGGGTTTCGTCAGGACAAATCAGCATTTTAAAACTATACTGCACTCTAGGCCA
AGAATGTTGACCGGTATAAGTGAAGTCAATTAGACTTGAAGAAATATCTGCATTTGGGAA
ATTTTGAGAAACAGATATTAATAAACCAAACTTTGACTGAAAGAGGCTGTTTAAAAAAAG
AATGAGTCAGGCCTTGTTGAACAGCTCATACAAAGGTTGTCTTTCATAAAATAATCTCAG
CTCAGACTGTTTTCAACGGAGTTTAAAGTACAAATCTTCTGAGTTTTACTCTTAAGACAA
AGATGTTGTCCATGTGTCCTTGCTTTTCCCCCCCTGGATTAACTGTTTCGCTCTTTAAAA
AAAAAAGAAAAAAACCAACNNAAAAAAAACAATGT
>BJ497519 ID   BJ497519   standard; mRNA; EST; 178 BP.
GGCACGAGGCACCTACATGCATATCTGCGAGACGGACCAGTTCAGCATGGGGGTGTTCCT
GCTGAAGAGCGGCGCCTCCATCCCCCTCCATGACCACCCGGGGATGCACGGGATGCTCAA
AGTGTTGTACGGCAAGGTCCGCATCAGCTGCTTCGACCGGCTGGAGCGGCCGGCCGGT
>BJ497560 ID   BJ497560   standard; mRNA; EST; 449 BP.
CGGCACGAGGGTTTGTTTGTTTGTTCATTTTTCTACTAATTTTTATGCTTTTAAGGGGGG
AGGCAGGGGGTTCGGTTTCCTTTCCCTCTTTTGTTGGATGAGGTGTGGGCAGGACATAAG
AGGCCCAAACAACACACGGAGGAGGGACAAAGGAAAGATTTGCACGGGGACAGAAAAAGG
GAAAATATATCTCAAGAAAAAAAAAGGACTGGTTAACGTTTTTTTTAAATCATTTTTTTA
TAAATGTGGTTCCTGAAAATACAGATATTTATGGTAAATGGTTCTTCACGTAACCTATTT
AAGATGCACTGTGCGTGAAATCTGTATGTTTTTTTTTGTTCTTTTTTTTTAGNGTTAAGT
TATTAAACAGTTAAGTCGGGCTCTTGGACTGCATCATCTCCCCTCTTCTTTCACTCTCCC
CCTCTCCGGTGCTGTTTCCCTTTCCCTCC
>BJ497585 ID   BJ497585   standard; mRNA; EST; 709 BP.
CGGCACGAGGGTCGTCTCCTACAGGACAGTGGGAAAAACCATTTGATGCAAATTTAACAA
CCAAGGCGGATTTCTATGTAGACGAAAACACCAAAGTTGAGGTGGACATGATGAAAAAAA
CAGGCCGTTTTGACCATTACGACGACNATGAAAACCACACTACCGTCGTTGTCCTGCCCT
ACAAGGGAAACACCTCCATGATGATTCTTCTACCCAATGAGGGTAAGATGAAACAGATGG
AGGACTTTATTGACAAGGACAAGATCTGGCACTGGCACAACTCACTCTTCAAGAATAACG



TGAACTTCTACATGCCAAAGTTCTCCATCTCTGTTCCCACATCTTTGGATGACACTCTNA
AAGAAATGGGAGTGACAAATGCTTTTGGTGACAAGGCGGATTTCTCTGGCATGTCCAGTG
AAGTCATGCTCAAGCTTTCAAGGGTATGGCAAAAATGACCGCTTGTAGTCTACCAAGACC
TTATTTTCTTGAACCAATTCCTATTTACTGTGAGCTGTTGTTTGGTTTTTCTTTCCTGTA
GGCATCCCACCAAGCTGTGCTGAGTGTGGATGAAACTGGAACAGAGGCAGCAGCGGGCAC
CACTATGGAAATCATGCCGATGAGCATGCCGGAGAACGTGATGCTCAACAGGCCCTTCGT
CGTCCTCATCTTGGAGCACTCAACGAGGAGCGTCCTCTTCATGGGCNAG
>BJ497591 ID   BJ497591   standard; mRNA; EST; 675 BP.
TCGGCACGAGGGTACCAGCACGCTGAGCCCAGACTGTCGATTTACGGACGATCTCCCAGC
GAGTGGGAGAACCTGGCAACGTGGTTCATCCAGCATAAGGTCCACTCCCCTAACATGAGA
TGGATGATCCAAGTTCCCAGGATCTATGACATCTTTAGATCAAAGAAATTGGTTCCAAAC
TTTGCCAAGATGCTGGAGAACATTTTCCTTCCTCTCTTTGAAGCCACCGTCAACCCTAAG
AAGCACAAAACCCTCCACGTGTTCCTACAATATGTGACAGGTTTTGACAGTGTGGATGAT
GAATCCAAACACAGCGACCACATGTTTTCGTATAAAAGCCCGAAGCCTGAGGAGTGGACC
CAAGAAGACAACCCCCCCTACACTTATTACCTCTTCCACATGTATGCCAACATCATGGTG
CTCAACAACCTGAGGAAGGAGAGAGAAATGAACACCTTTATGTTCCGACCCCACTGCGGG
GAGGCGGGCTCCATCACCCATCTGGTCTCTGCCTTCCTGACAGCGGACAACATCTCCCAC
GGACTCAACCTCAAAAAGAGTCCAGTGCTGGAGTACCTGTACTACCTGGCGCANGTTCCG
ATCGCCATGTCCCCACTGAGCAACAACAGCCTGTTTCTGCAGTACTCGAAGAATCCTTTT
TGCGAGTTTCTGCGG
>BJ497595 ID   BJ497595   standard; mRNA; EST; 634 BP.
GGCACGAGGGTTGCTCACTGATCGACTGATACAGACATAACCCGTTTAGCCTTGTTCTCT
CTGGTGGTGAGTCCGGCTGCTCTGAGCGAATCATCTGGAGGAGATCTTCAGTCTTCCATG
AGCCCAGCAAAGTGGTTAAGATTCTCCCTGAAATCATAGGCNATGGATGTCTAAAACCTA
CCGAGAGTATGGGAGGAAGACTGTGCCGTGAGGAGTTGAGAGAGGAGAAGAAAAGGAGCC
CTACCAGAGACAGTCTGACATCATCAGAGAAAGTCAAAAGATTTATTGTCAAACAGTTTG
GATACAACGTCCTGAGCCTGGCCCGCCGCGGCCTGAAGGAGATGCCGGACGAGCTGTGGG
AGCTACTGGAGCTGGAGAAATTGAATCTATCTCTAAACAACCTAAAGACTGTCCCGCCTC
ANCTGGCTCTGCTCTCCAACCTGGTGGTTCTGAACCTTTGGGGCAACCAGCTTAGCAGCC
TTCCACCGGAGATCGGACAGTTGAGCAGACTTCGGGTTTTGTTCATCTACNGAAATAATC
TGACAGAAGTTCCTGAAGAACTAGGAGCCTGCACACAGCTGGAGGTGCTGAGTGTGGCCA
ATAACCAGCTGTCCTCACTGCCTGCTTCTCTGTC
>BJ497616 ID   BJ497616   standard; mRNA; EST; 627 BP.
CGGCACGAGGAGCGAATGCAAATCCNAGAAGAGGCGCCATGGCAACGAAGGAGAGGAGCA
AAAGAAACGCAAAAAACACAAATCGCACAAACACCGCTGAGGCAGTGACAGCAATTTTGA
GATGGAGGTCAACAACGCGAGCTGCAGCTACAGGCTTTTACTTATATTTTTTTTGTGACC
AACCATAAACCTACNGGACATTAAGGAGAGCAGTCCCTTAAATTCTTTCAAAATAATACC
CTTAAAAAAAGGGATGACATAATAATAGCCATTCGTCCTGTAATAACCTGTGGCTGCCTC
AGAAAAAGAGGAACCTTGCGCAATCTGAGATCTGCTTGCAATATGCCAGTGAGCATTGAC
CCCTTTGTAATCCAGATACCGTTCAAAGCTATCCGGTGTCTGATACTTTCACCAAGCATG
CATTNTGTGGGGGTGTTAACGTCGCTGCACATAGAGGAAGTAGTTAAGACAGGAAATGTA
AGCAGCGAACACAAGCCCCGACNGGAACCCCGCGATGCGGTGACATCCTGAAGTCATACA
CCTTTCATTGTGTTTTTATGGTGTGCGTTTGCCTCCCGGGGGACACCTCANTGTCCAAAC
AACCCTCANCCTGCANGTAAACTGTTA
>BJ497657 ID   BJ497657   standard; mRNA; EST; 474 BP.
GGTTTTCTTTGTCAAATTCTTGATTTTTGGTTGTGGCCCTAAACATAACACCAAACATTT
CAGTGACTTTGTGCGGTGCTTTACTGTGAATGCTTTTACACAAGAGGCAGCCCCTTCGTG
TGGGTCAACACTCGGTGAACTATACATAATTAAGTGGTAACATACGGTATATTATTTTCT
TATCACTCTACAGTAGAGCTTTGCCTAATCCTAAGTATGAGCTGATTGGACTGCAGTGTT
TTTTTAATGTGCTTTTCTCTTTTTTTATGTGCTGCAGTTAATTGTTCACTTTGCTTTTAT
ATGGGTTCTTTTGAAGGAGGTGCCAGATAAATGTTGGCCAGGAAATGGGGAAAAAATAAA
GCCAACTAGAGGTATAAAGCAATTTAACCCAATGTTAAATACATAATAAGCCAAAAAATA
GAANAGGAACTTTGTTCTGTTTTTTCAGAGCTTTTCTCAAAAGACTTATCAGAT
>BJ497703 ID   BJ497703   standard; mRNA; EST; 405 BP.
ACACTATCACACAGCCNCTGAGCTGCTGGGGAAAAAATAAAAAATCTGTAGGTTTGAATA
TAAATGTTCCAGAATAAAGTTGTGAATTTATGTTACATAAAGTCACAATATTACAAGGAA
AAACTTATGTTTTTTGAAAATTAAATGTTATTTTTGTAGCTTTCAAAATGTTGCAGACAA
TTCAGAGAAATCAGATGGACATCAGTCGCTCAGCCTGCTTTACTTATTTGTACAAATTTA
TCTTCATGAAATTACAACTTTAATTTCAAAAATCACGACTTTTTTCTTTTCAAAATTACG
GCTTTTTAAATTTTAAACTTACTATTTCATTCACATAGAATTTTGTTCTCATGAATATAC
CACTTACTTCTCANATATNTATGCAGTTTTTTTTTCCTTTATGGT
>BJ497709 ID   BJ497709   standard; mRNA; EST; 339 BP.
TCGGCACGAGGGCTTGACTTCCATTTTTTATTCCTTTCTTGTATGCTGTCTTTGAGCCTT
TCCTTCAATTTTAGCTGTAATAGATTATATAAGAAAGTGTAGTTTAAAAAACAACATATT



TTTCCACAGGACTGAATTTTATATTGGACTAAAAAGCAAAACCCTGCTTCCTTTTTCATG
ACTTGAAATATAGTGTTTGAGTTGTTTAAGCATTTTATAGTTATTGATTATAACTATAGA
GACTATAGAGTTACAACGAATGACCAAATGTCCTCCTTACGTACAAGGAAGTGCAACAGG
AAGGCTTTCANAAAAGGTAGTAAGCTTGTANGAGCACNA
>BJ497713 ID   BJ497713   standard; mRNA; EST; 619 BP.
GAGGGTGGTCTCCTGCTGTCGTCTGAGGGCGAAGGTCGCGGCTGCTACCCGCTGGACGGC
CACATCCTGTGCAAGAGCTGCAGCGCTCGCCGCATCCAGGACCTGTCAGCCAAAATCTCC
ACCGACTGCTAACCGAGACGCGTTCGGGTTTTCCTTTTCGGTTACTGCAATCACAAGTGT
CAATTTTGGCAGCTCTAAATGAACGTTACCTATGAAATGAGGAGATTTAAAATGCAATAA
GGGTTTGTTTGTTTTAGCCTCCTATGGTACACGGTCTATAATGTTCGGCTCAGTATTAGT
GGCCTGACCTGCAGGCAGCTTGGGCTCCAGCTTCCCCACACCCACAGCGGTACCGCTGAC
CTCTCAGCTTGCACATCACTATTAATGGATGAAGAGTGGAGGGAAATGTGTGTTTGAATT
TGTCTAGAAATAATCCAAAATGTGTATATTTCTAGATACTTTTTGTTGTCACATAATGAA
TCAAAAAGCTCAAAACTGCCTCTTAAAAGCATTTCTCAAAAGCACAGAANACAAGAAACT
GTGATTGTACAGAAAACACGAATTACAGGGTTTAATCAGCTCCCCTGGGCTTTTACTTTG
AAAGGATGTTTCCTTCANA
>BJ497716 ID   BJ497716   standard; mRNA; EST; 672 BP.
TTCGGCACGAGGCATCTCCTGAAGCCCCCCCACTCCCCATCATCCATGCTGCCCCACACT
GACACCTTCTCGTGCACGTGGACATGCACACAAACTCTTTGGCCTGTTATTTGGCAGTTC
TTCCATAAACTCCACAAAGCTCTGAACTGTGGAAACAGGATGAACGTGGCCTCTCCTCTG
GACGATCAGGTGGTGCAGCGGCCCGACGGGGAACCGACCCAAGGACACTTTAGCTTTAAA
ACAGTATTCGTTGGTCTGACAGTTACAGCAGAGGCGTCCCTATGACTCCGCCCACAGGAG
CGCGTGACCTTAACTCCTCTAATAACGTCAAGTGTTTGTGCTGCTGTGAGTGATGGAGGT
AGAGTCTAGTGATCTGTTACTAACGTCTTCATGAACAATCCTAACAAACTCTCTGAATGT
GCTGAAGATGAGTCCTCTTCATCGCCGTGGCGATTAGGAAAACCTCCACTGATGCATCTT
AAACTGATGATTCTTGTTAGATCCGATTTCTGCAGCTTCTGGAAGTTCTGGGCTTTTTGT
CTCCTCTGACTCCNATGACTGTATTTATAATCCTTTTTTAAATAAAGTTTGTTTTCCAGC
TGTAATCCTTCATCACAGAGAGACGCTCGGACGCCACAGCAGAGCGAGTCTGGTGGTGAA
GCGTCCTCTCAT
>BJ497721 ID   BJ497721   standard; mRNA; EST; 451 BP.
ACTACGTTGGATATCTGTGATGAAGGCATGGCAGATTCAATGGACTAAAACAATCATCGC
CTACTTCTTTTTACTCTGGAGACAATTTTCTAGCCNAAAGTTTTCCACTTAATTTGCTTT
TCAACTGATGCATTCAGAGAAACGTCTTGTTTTGTTGAAAGAGACTTTGTCCGACTTTTT
AAACCTGAAGAAAATGGATCAAAAAGACTTCTGAAGCTCATTTGAAGGACGTGATGAAGA
AACGGAACCNAGGAAGCAGTTCCAGTGGAAAATGAAGAANATCTCATGATCTTTGTTGTT
TTTCAACGTTTTATGTCTAATATTTTCCTGTTGTCGGCATTTTCTGCCTTGAATTCCCAC
TTATGCTAAACTGAAGCCTTTCTTAAACACTGTATGAGCAAAACCCAGTTTACAAATGTC
ACAGCAANCTTTTTCCCTTCAGTGGAGCCAT
>BJ497738 ID   BJ497738   standard; mRNA; EST; 375 BP.
AGGAGGAGGACGAGCCGCTGGACCTGAATAAAGCTCTTCAACATGCAGGAAAGCACATGG
TAGGACAGCATTGTGGCCTCCTACACCGCACTGCTGCTGGGTTGCCTCTGCCAGGGGAGC
CCGATGAATGTGACTACTGTGAGGGAGAACCTGCCCAGAGGCGACTTCTCCATCATGACG
GAGATGCTGAAGAAGTTCCTCAACTTCATGAACCTCACGTGTGACGTCGGCACGGCCGGA
CAGAAGTCCATCTCCAGGATCATCGACTATCTGGAGCATTGCTGAGGCCCCCCCTCACCA
GATGCTGGGCTTTGACGTTAACGTTGCTCANACGAGTCCATGTTGAAGTTCTGACCCTCT
CTAGCCCCCACACCT
>BJ497743 ID   BJ497743   standard; mRNA; EST; 205 BP.
AGCAAGCTGCCAAGCACTTTACANAGCTTGTCCTTGTACTTGGCCAATAGAGACACAGAG
TTCATCCTTTTCNAGCCTGTCNGGAATAACATCCAGCAGGTGTTTCAAAGGCTGCATGCT
TTGCTACAGGAGGAATACAGTGGAGAAGACCTTCAAATCATTGCTTGTCCATCTATGGAG
CANATTAACCTGCTGCTTTCTGTCA
>BJ497744 ID   BJ497744   standard; mRNA; EST; 469 BP.
AGGCGTTCCCCTAATCAACTGAGCTTGGTATGGTTTCCTGAAAAATGATGATACAGCAGC
ACCAGAGCAAACAGACGGAAAAAGCAACACAGCAGGACTACAAAGATAACTAAGAGAAAG
TTCCTGCAGAGCTCAGCTGTAGGTTATGCTAGTTCCAGTCAATCAACATGGCAATGTTAA
TGTTTTTTAATACTTCTGCCTACTTAGCAACACGATAATGTCTTTGTAATTACTGGATTA
ACTTTGTTTTTTTTTTATATNAGNGTTGGGGCTTTTCCCACAGCTTCACAAATAAATCTT
TATGTTGTCAGTAGNGGTTACCTANCTNTGCTAATTGGTCAACATTTTTGTTANACAANA
TTACNTTACATAGCTNCTGGACAAGTTGCCAAACCCCACACTGCCTTTGTTTGCTTCCCA
ACTCCTTTTTCTTGCAGCAACATCACGTGNGATTACCACACGTGCCGCA
>BJ497769 ID   BJ497769   standard; mRNA; EST; 114 BP.
TTCGGCACGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGG
>BJ497785 ID   BJ497785   standard; mRNA; EST; 299 BP.



TCGGGCACGAGGCAGGAGTATTTCTGTTTACATTAAGCGCCATCTAATGTCAGGGAATGA
AATTGCATGTTCGCTCGGCTCATCGTCAGCGAAAATCGCCTGGGTGTGAACACAAAAAAC
GTGGCGAAAAACGCCTGGCGAATATTCGTCCCGGTGTGTACGGGCCTTCAGTGTCTGGAG
ATAAACCTCTGAGGATGTTGTGACGCCTCCTTTATGAGCAGTGATGGAGTCAGGACTCTG
ATGTAAACATCAGCTTGAATTAAGATGATCTTACTCANCTGATTGAGGGGGCATTATAG
>BJ497810 ID   BJ497810   standard; mRNA; EST; 373 BP.
GTTGTGCAGGATTATGCGTCCAGATGACGCCAACATCATGGGCAACGTCCACGGTGGTAT
CATTCTCAAAATGATCGAGGAAGCTGGATGCATCGTCAGCACCCGCCACTGCAACACACA
GGATGGGGACCGCTGTTTAGCCCTGCTGGTTCGGGTGGAAAAGACAGAATTCCTGTCCCC
CGTCTTCATTGGTGAAGTCGTCCACATTACTGCTGAGATTACTTACACCTCCAAACACTC
ACTGGAGGTTCAGGTCATCGTCATGGCTGAGAACATCCTTACAGGTGGTAAAAAGTTGGC
CAGCAAANCAGCGTTGTGGTACGTTCCATGTTCTCTGCANAACGTCAACAAGATCATGGA
GGTGCCTTCNATA
>BJ497822 ID   BJ497822   standard; mRNA; EST; 465 BP.
CCCCGCCCACCCACTCTGTTCCTGCACACTTACTGTGGACGTCGAGGCGTGCTGTGCTGG
AGACGATGCCGGCGTCGTTCTTGGCTGAAACCGTGTACCAGCCAGCGTCCTCCTTCGAGG
CGGGCTGGATGATCATACACAGGTAGCCGCAGTTGTCCTGGTGCATGCTGGGAGAGAGCA
GAGGCCGTTGACCCTCACATCGTTCACTTTGCTTTTGACAGGAAAGCCGTCAAACCTTAT
TCTGTCCGTGTTGTGAGTGAAGGACTCGTTCTCCCGCTTCCNAAAGATCTGGGGGTACGG
AACCCCCGTGACCCGGCACTCCNGCCGCACAGGGTGGCCCTCCGCCACGCTGGTGTTCTG
CAGCTTCTCCACNAACGACNGCGCCGTGTGCATCTCTNTAGCTGTGGGGACNGAGGGTTT
GAGTCCACGCGGCTGCAGACTGCGCTGCTGCCACAAACACTCANC
>BJ497828 ID   BJ497828   standard; mRNA; EST; 641 BP.
TTCGGCACGAGGGTGTCCACACTCAGACACTCAGATATAGAGATCTTCCATAAATAAATA
AAAAAAGATGCCCTGCTGCTCTGGAGATGTAAATGACAAACAAAAACTGGCGAAAAGACT
GGAAATGTCTGTGTGGACTCACATCCTGAGCACTGCTGATGGTTCAAAGGGAAATAACCA
TCTTATCAGTTGTTTGGCACCTTCCCCATGCCTTCTGCTGTTCTGAGACCAACATGTCAT
CCTTTGAAGTTTGGCCTCAAGAAATGACATGAAGAGGATCCTGTTTGGGAAGCCCTTTCT
GCAGATCCTGATGCCTTCCAGCACGCCGTTACAGCGCAGCTGGTGCATCACCAGAGGGTT
CTCCATGGCCCCAGGAGTCTTGGTCTCATTGGGGATGATGCAGCGCACAAATCTTTGAAG
GCCAGTCATGTGAGATCAAGGTCAGACGGACTGTGGGCTATTATCCATTCTGCTCTTCAC
TCCTTCAGCAGCAGCGTCAACACATCANTCCAGTTCAAGAATGTTACTTTGCAAACAAAG
GTGACCACAGCACANAAGAACCCACGGGTCTTANGTGGCCGTCAGTGAGTTTCACTCCTC
ATCTAGCCCTTTCTGTGATGAANAATGATNAACAAAAGTAG
>BJ497835 ID   BJ497835   standard; mRNA; EST; 632 BP.
TTCGGCACGAGGAGAAGTCTTCCCCTCAGAAGAATGCATCCAAAGCTAATCATAGCCCAC
GCCTGCAGCACTTTGACGTCCTGGCCCGACACCATTTGGGTTCCCAGGTGTCCCAGTCCA
ACCCTGATCTGTTTACCAACAGCAAGACCCGAGATATTAGGGACTCACACAACTGGAGCC
AGTGGGCAGATGACTTCAGAGGGGAAAGCCTCAGCAAGGGACAATTTCCTGCTGCAGAGT
CGAGCCCCACAGCCCCCCAGGCACACAGATCCAGGAGTAAGAAGAAAGCGCCAAAAGATG
GACAAAAGAGAAGGGAGCAGCACAACCAAGCGGCTACNATATACGAACTCGCCCCTCCAC
CTCCCCCTCCTTCCACAGAGGACTCCCTGCAGCTCCTGGTGGATGTTTTGAGCCGCAGCC
GAGCGGACAGTGAAAGACATGAAGACAGCAATTCTCCCACCCTTCCCAAGAGCGGAGAAC
ATTTCCCACCCCAAAGGGAGGTTTCTACAAAGTGGTTGCCAGAAGATGAAAATGTAATCC
CGTATGGAAAACTGAACATCCTCCCTGAACTCCAGATAATGAGTTATGGGTCTCTGGGTG
GAAGAATCTCTTCTGGATCCTCTCCTGCAGAC
>BJ497846 ID   BJ497846   standard; mRNA; EST; 216 BP.
GCACGAGGAAAATTGCTACAAGTTATGTACATACACTATATAAGTATTATGGAAATATTA
CTAATAAATTAATATACAGAAGAAAAGAGACTTTTTAATTAGCATTTGTCAGTGACATAA
CTCTTTCATTCCATGCTGTATTTAGACTAACTTCANCTTATCAGATGTTTGACATGTGTT
GGTATCCCTCNACGGTTAATCAATGTTGTCAGTGAA
>BJ497861 ID   BJ497861   standard; mRNA; EST; 109 BP.
GGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGNNCCC
>BJ497864 ID   BJ497864   standard; mRNA; EST; 542 BP.
ATCTCTGTGATGGTTGGACAAGCATTTCAATGGGATTTTATGTTTTTTTTCAATTCTTTC
TTGAAGATCAGTTTGCTGCAGATGTTTTGTTTCTTTCTACTTTCCATTAGACCGTTTCTT
TGGAGACGACGCTGCACTGTTTTCTGACAAACGTTTGTAGATGCTTTTATTTTGAAATTC
CAAAAGCAGTTTTACATTTTGCCGATCACAAATTTTGTGTTTGTCGTTTTGCGTTGAAAT
TACCTTTAAAAATTTGTCTTTATCTTCAAAAAAAAAACATAGGAAGTATTATTTAAAAAA
GCAAGCGTCATTGGCTCTAAACTACAGCAAACGCCTTTNATTTAAAGATTGNGTCACCCT
TTTTAAAAGTTAGCTTTGCCACATNACGTTCTCTGTTTTGGTTTTCTTTTCTTTTTGTTA
ACCAAAGTTCAAACTCATTTGTAACACTTGATCAAAAGAAATTCCTTACTACGGTTATTG
TTTTCACACCTNCTTTTTTATTTTATTTTGAAAAACATCCGCTGTTCAGATAAAGCTGCA



TA
>BJ497868 ID   BJ497868   standard; mRNA; EST; 513 BP.
ATTTTGGGGCTTCCAGAACAACAAAAAAACATGGTCAGCAGATTTGAACATCCAGCTGGC
AGCTACAAGAAGATTTTTGAGACTTGTGAGGAGCTTGCTGAACCACTGCCAACAACCGTT
ACAGGCAGGATCCCTTCATATCTGAGAGGAAGTCTTCTCCGTTTGGGGCCTGGACTTTTT
GAGGTTGGGGATGAGCCCTTCTACCACCTCTTTGATGGCCAGGCCTTCATGCATAAATTT
GACTTCAAGAATGGCCAGGTCACCTACTTCAACAAATTTATCAGGACAGATGCATACGTG
CGAGCCATCACAGAGAAACGTGTGGTGATCACTGAGTTTGGGACATTTGCATACCCAGAT
CCATGTAAAAACATCTTCTCCAGGTTTTTCTCATATTTTAAGGGAGTTGAGGTCACCGAC
AATTGTTTGGTGAACGTCTACCCAATTGGAGAAGATTTCTATGCTGTGACAGAAACCAAC
TACATCACTAAAGTGAACACAGACACCCTGGAG
>BJ497894 ID   BJ497894   standard; mRNA; EST; 285 BP.
ATTGTCCCAAGCCCCCTTTCAGTGGTAGTGGTGTGGACTTCCGACAAGCTCACTCCTGAT
TGGCGACAGTAGTTGCCATAGAAACGTTGACCGAGACCGACTCGGGCCAATCACTTACCG
ACGTCGTCCGGCTCCAACATGCCAGTGTCCGAATGAAAAAAATGGCACCAGAACCACACT
GCATTTTGTTGGACCTGGTAAACTATTTTTTATGGGTGATGTCCCGCTCGTCCAGTCTAG
TTTTCATATACNGTCAATGGTAAAATCTCCATTATGCACCCCCCC
>BJ497901 ID   BJ497901   standard; mRNA; EST; 511 BP.
ATTCTATGTATTCATGATCCTTTTGATTTTATGTTTTACTTTTTCAATTACCGTTACAAA
GCCCATCGAGACGACTGTTGTTGTGAATTTGGGCTATACCAATAAAATTGAATTAAATTA
AACCAGTGTTTGTAGTGGAAACACTGGAGCTGGGGGTGAACTTATCCTGTGTTCTGGTTG
ATAATGTATGTGTGAGCTCTTAACAATCATCAGCCGTAACTATAAACTACAGCTGCCATG
TTTGTCGTAAAATAGTTCAAGTTACCCATAAAATATTGTACTCACTATCATTTTCTAAAA
TGCATGCATGCATGTGGGTGGTGGTGTAGTGGTTAGCACTCTCCTCTCCGTATGCACCAT
GGTTTACTTCATATTTTAATAGATTATTTGATGATTCTATCCTGTCCCTAGATGTGAGTG
TGTGGCCTTGCGACAGACTTACGATCTGTCCAGGGTGTGTCCTATCTTCACCCAACAGTA
ACTGGTATAGGCTCCAGCAACCTGGTGACCC
>BJ497919 ID   BJ497919   standard; mRNA; EST; 621 BP.
ATCTGGATCAGAGAGTTTAAAAATGAACAGGACCTAACAGGAACCCGACGCCTCATGGGG
CAGATCACTGGTTCTCAAACATCTCACTGGAGGCTTCATCATGTTTCCTTGAATGCATCT
AAGAATTTCCAGGTGGTGTTTGAAGTTCGGAAAGGAGCAGGACGCTCTACAGGAGGCTTC
TCAGTTGATGACATCAATCTGTATGAGACTGAGTGTCCATATTTAAGCCTGCAGATTGAT
GACTTTCAGAGAGTGCTGAACACCAGTGCCTCAGGATCTCAAATATACAGTTCAAGGCAG
TACTCCAGTGAGGGTTATGCTTACCGCTTTGCTGTTATATTTTATAAGACATATTTTAAA
CTGAGTGTGCAACTCTTGTCTGGTGATTATGATAATCAACTGGAGTGGCCTTGCTTAGGA
CGACAAATGACTTTTCAAATGCTGGATCAGACCCCCAGCATTCAGCAGCAGATGACAAAT
CAGAGGAGTTTCACCTCAAGTGCAGGAACCTCTTGGTGGAACAATCCTCGTCAGACTGGA
ATTCAACAGTTTGTGGATGAAAAAAATCAAATAGTCTATGGTGGACCCCTTGTTGGTTTC
ACATCCTTTGCATATTTGGAA
>BJ497939 ID   BJ497939   standard; mRNA; EST; 594 BP.
GGTTTTAATATGTGATCTATTTAGATTTGTAACAGTTATTTATTTCTGCACGTATTTATT
TACNAAGACATTTATATTTCTAAAGTAGAACGTAGTACAGTGCAATTTCTGCACACGGCA
CTTTTAAATAGGTTGCTCGGATGTTTGAAAAGGACAGGCCTGTCCCTACGCTGAGAATGC
TCTGGACAAAACTTGACCATTGGAGAATTGGCCAGTCTGCTAGCGTTAAGGACCACTTGA
AAAAGGTCGTAGTCTTCAGGATTAGTTCTCTTTCGCAGAAAGATATCAGCGCATCATTGG
ACGGAGATTCTTACCCTTCTCTATGCTTTTTGAAGCAGAAACAAGTCTGTTCTTTACAAC
ACTCCTAATGAATCAGTCTCTTTATTGATGAATATTCATAAATTGCAGTGCCTCTCTTTT
CAAATCAACTACACAGTCTGCCTCTGCACTATTTGCTTTTTGTCTACATCCTTCATACTG
AAAATCTACAGTTGTTCTCTTCTGGTCGTCACTCTTACAGTCACTTTCCTCAGCATCTGC
ATGTTTGGATCTTTGGTTTAGCTTGTACGAACGTTCAAGTTTTGAAACAAGAAC
>BJ497958 ID   BJ497958   standard; mRNA; EST; 473 BP.
TAAACTGGGACTACTTCACAGAGGACCACGTGTACTTCTGCGTCGACGGCGCGCCCAAAT
GCGAGATGAGGGGAGCCGATCGAGCCGACGTCAGCGCCGTCCTAGAAACCGCCGTGGAGC
GGCTGAATGAGCGCTACCAGCCTCAGCTCCGCTTCCTCAAACGGCGCCTCCTGAACGGGT
ACCGCCGCTTCGATCCCACGCGCGGTATGGAGTATATACTGGACCTGGCGCTGGAGGCCT
TGACCCAGAAAGGCCACAGCCAGGTGATTGCCAAGCGGGTCAACCTGCTGCGACCCCTCA
GCGCGGTCGAGATTATCCCTATGCCTTACGTGACCGAGGCCACACGGGTGCAGGTCATCC
TGCCCGTCACGGTCCAGGACCAGGACTTTGTCGGGAACTTCCTGGACATGTACGTGATGA
ACACCCTGGACACTCATGACAACGTCCTGCTGACCTTCTTGTTCATCTACGAC
>BJ497974 ID   BJ497974   standard; mRNA; EST; 533 BP.
CACGAGGGGTGCCTCGGTTTGTCAGCTGATGGGGCTGGTCGACGCCTAACGTTGCACAAG
AAACCACGCCTGCTGCTGCAAACTGGAACAGCCAGAACTGCCTTTGAGTTAGTTTTAGAC
CAAAATGGATGAAATGAGTTCCCAGGCGTCGGTCAGTGACTTTGGACATGACGGGCTGTT
CTTTGGTTCGTCTTCTTCACGGTTAGTTTCCTCTCAAACGGAGGCGAGGCTGCAGCTCTG



ATGACGGCAGAGACGGCCGCTCAGCCCAGAAGATGAGAAGAAGCTTCCAGTAAAAGAGAC
GGTGGCTGCTGGCTAACTCCTCATGGAGGGGTTGATCTGCTGGAGATGAGGGACGTCTGC
TGCTGTTCATCTTCATTATCTATATTTAAGAAGTAGTAGAGGAAACTGTTTTTCTGTTCT
CTGGCTTTATTCTCTAACCTCTAAGGCTGCATTACGCTGGTTGTTGACTATAGCTTCATC
TAAACACCCNAACTTCTCTGGAAAACACTAAAGACTCATTCAGTTGGAAGGTA
>BJ497992 ID   BJ497992   standard; mRNA; EST; 580 BP.
ATACTCCCTAAATACTAAACAAAAAAAAACACATACNGTGCAAGACGATCTAGTACCCCT
GGATATTCAATTCAATTCAATTTGCATAGCCTAAATTCACAACAACAGTCGTCTCAATGG
GCTTCGTGCTGGTAATTGTCAAGTGGACATACAATCAAAAGGATCCTAAATGCATAGAAT
TCAATAGGAGAATACTAAACTTTAACTAAACAGACTAAACTAAATTGGGCATCACTGCCC
TAAGACGGTAAGGAAAAACTCCTAAAATAAACGGAATCCGGAAAAAACGAAGAAACCAAT
TTGGACCCCATGCTCAACTCTCTGTTTTTTAACAGCAAATATGACGTCNGTGACTTTTTC
CGACCAATATTTAAGAATCCCCTGTGCTCTGATGAAAATGTTGACGGTTCATTAAAAAAT
ACATTAAAACACTTTTTTTTCTGCAAAAGTTGTTCAAACGCAAAGCATTGTGGTCATGTG
CCAATGTAGTGAGCTTCGTCACAGACAGTTCTGGGAAATTTCTAGGGCAGTGGATTTTCA
AACAACCCTACAAAACGGCAAACACACTATATGGTGAAGG
>BJ497994 ID   BJ497994   standard; mRNA; EST; 239 BP.
TATGCGCTTTAAATGCCCCTTTTGTACACACACGGTGAAGCGGAAGGCAGACCTGAAGCG
TCACCTGCGCTGCCACACCGGCNAGAGGCCTTACCCATGCCAGGCCTGCAACAAGCGCTT
CACCCGTCTGGAGCATCTGCGCAACCACTTTGAGACGATTCATCAAGCCAGGAAGCTGGT
ATGCAGGAAGTGTAAGTGTCAGGTGACGGANGAGACCGGGCACGTGGTGTGTGAAGGAA
>BJ498021 ID   BJ498021   standard; mRNA; EST; 176 BP.
AACTATACGCTCTTCTACTGGGAGCTCCTCGCCGTGCGACTCGGCTTTATTATTGCATTC
GAGCACGTCGTCTTCTTTGTGCTCCGAGCCATCGACTGGATCGTCCCTGATGTGCCCGAG
TCTCTGGAGTTAAAGGTGAAGAGGGAGCATTATTTGGCAAAGCAAGCTCTGGCTGA
>BJ498037 ID   BJ498037   standard; mRNA; EST; 276 BP.
GGATGCAAACTGAAAGGGAGTTGTGAGGTTACTGACTGTTGGGTACGTGTAACTATTTAA
GAAGACAAAAGGAAAAGCTGAGATTTTTTTATGGTTTGCACACAAGCTGCAGTACTTTAG
TAAAGTTACTTATTTGGTTACTGTTCTAGTCTCATTCTTGGTACAAAAACTCTTCACTGG
CTTTAAAGCACAAATTTATGGTACTGGATGCTTAATGAAATCCACAATCCAGTTACATTC
CTGCTCAATTTGAACATATTAAAACTATACCCATCT
>BJ498058 ID   BJ498058   standard; mRNA; EST; 544 BP.
GTGCTGAAGAAGAACTGCCCCCACATCGTGGTGGGAACGCCCGGCCGGATCCTCGCCCTT
ATCCGTAACAAGACCCTGAACCTGAAAAACATCAAGCATTTTGTCCTAGACGAGTGTGAT
AAAATGCTGGAGCAGCTCGACATGAGGCGTGACGTTCAGGACATCTTCAGGATCACGCCT
CACGAGAAGCAGGTCATGATGTTCAGCGCAACGCTNAGCAAGGAGATCCGACCCGTCTGC
CGCAAGTTCATGCAGGATTACTACTGCAAGCTGAAGGACAGCGAGAAAAACCGCAAGCTC
TTTGATCTTCTTGATGTCTTGGAGTTTAACCAGGTGGTGATCTTTGTCAAGTCTGTCCAG
CGCTGTATTGCTCTGTCACAGCTTCTGGTGGAGCAGAACTTCCCTGCCATCGCCATCCAC
AGAGGGATGGCTCAGGAGGAGCGGCTGTCTCGCTATCAGCAGTTCAAGGACTTCCAGAGG
CGGATCCTGGTGGCCACCAACCTGTTTGGGCGAGGGATGGACATCGAGAGGGTGAACATC
GTTT
>BJ498121 ID   BJ498121   standard; mRNA; EST; 282 BP.
AGCCCCTGGTGAAGGAGGGAGCCGACCGCCCTCGGCAGATTCACTTCCGCTGGAACTAGA
GCGGCAACTTGTCTGGGGTGACACGGCGAAAGAAAAGGGAAAAGAAACAGGAAAAAGAGC
ATCATTCTGCCTCTCCTGCTTACCTAAGCTATCAGTATAATCAAGTGCGTAACACTAAAC
AGTATATACTATATATAGCTCTATATCTTTTGTAGCAGCCAAACACCACAAGCCTCAGTT
TTTCACCAAATCCCCCCTCACATCTCAGGCTCTGACAACTCT
>BJ498126 ID   BJ498126   standard; mRNA; EST; 101 BP.
CCCCCCCCCCCNNNNGGGGGGGNNCCCCCCCCCNNGGGGGGGGGGCCCCCCCCCCCCCCC
CCCCCNNNNNANNNNCCCCCCCCCCCNGGGGGGGGGGGNNC
>BJ498180 ID   BJ498180   standard; mRNA; EST; 644 BP.
CGGCACGAGGTCCACTTCTCATATACAGTCAATTGTCCCTCACCAGCATCACTCCACAGC
TCTAGCTGTCCCGCTTCGTGGTTTTTACAGTTTTCTTCGAGACTCGGCGGCCTGGAGCGG
AGCGTCAGAAATGCACATTTCTAAAATGCTTCTATTTTTAAACAACTCTGTATGGTGACG
TTTTTAGTAAAACATGAGAAATATGAGAGAACTTTACTCATCGTAGCGTCGTTCGTCACC
AAAATGCGATTAAAATTTATTAGATGTACTCTCCTAAATGGAAGTATTTTGTTTTTTAGC
CGCCAAATCCTCCTGAAACCAACAGATTCCTGTGGTTGTCACTGACTCACTCCTCCTCAG
CTGTTTTGGGCTGAAACACTTTTATTTTCTTGAACCTTTTTGTGCCCCCACCCCCCTAAG
GTCACTCCTGCACCTTTTCCAACAATGAAGAAAGGGAAACTTGATGTAACATGTTGGACA
TTCATTCTGGTGAAACAGGGTCTGCCATCTTTTTTTATTATTATTATTATTTTATTTTTT
TTATTAAATGATCTGTTTTGTCTTTGATTCATCACTTATATTTCTAACGTGCATGTTATT
TCTTATTTAACGGTTTATTTTTCAAGATAAAAGTATTTGTATCC
>BJ498182 ID   BJ498182   standard; mRNA; EST; 400 BP.



GGTGCCAACCGGCTGAACTCCTGAGCACAAGATGCAAAGCTTTAGCGGTCACAGGCGGTG
GAGCGCCGACTCCTGACCATCGGTGGTCTAGTCATTTCAGGATCGGTGGTCTAGTCATTT
CAGGATCGGTGGTCTAGTCATTTCAAGATCGGTGGTCTAGTCATTTCAGGATCGGTGGTC
TAGTCATTCCAGGATCGGTGGTCTAGTCTTTACAGGATCGGTGGTCTAGTCATTTTGAGA
TCGGTGGNCTAGTCATTACNNGATCGGTGGTCTAGTCATTTTGAGATCGGTGGNCTAGTC
ATTACAGGATCGGTGGACTGGTCTTTACAGGATCNGTGGTCTAGTCATTTTGAGATCNTG
TGGTCTAGACTTTACNNGATCGCTGGTCTANCTCATTNCA
>BJ498193 ID   BJ498193   standard; mRNA; EST; 625 BP.
GGATGGAGCTGGTGAACTACGAGCGCGTGAAGGAGTATTGCTTGAAAGTCCTTCTTAAAG
AAGGGAAGAACTTCAAGGCTCTTTACCGATCTGGAGTGGCCTACTACCACCTGGGAGATT
TCCAGAAGGCCCTGCACTACCTGAAGGAGTCACATAAACAGGAGCCGTCAGACACCAATG
TCATCCGCTACATCCAGCTGACAGAGATGAAGATTCGCCGAAATGCCCAGAGGGAAAAGA
AGGAGGCGACATAAACGCTGGCCGTCTCCACCCCCACCCCCCTCCCCACAGCCCTACTGT
GTGTCACCCAGACCTTAAACACCACAAACCCCGCAGGTCACGGCGTGAGATGATGTTAGT
TTGCTTTCGCCTTGCACAGTTGCCGGTCACTGAACTTCTTTGTTGTGTGCTTGGGAGTTT
TTGCATCCAGTTTTTTTCTCTTGAAAGCTCACCCTGACCCATCCCGAGCGCGGCAGCGGT
TAAAGGGCGAGGCCCCGCCAGTCCAAGGGCTGCACATGCAGGCCAACGGTTCAGACAGGG
AGAGGAGCAACCGTGCAGCACGTCTGCAGGCGCCTCTCACTGCTCAAACTGGCACCTGTC
CTCGCACAAGACCCGTTGGAAATGC
>BJ498204 ID   BJ498204   standard; mRNA; EST; 218 BP.
GAGGAAAATAAAACTCACCANGCTGATGGGGCTTGTCTGGACATGCAGTGCCGAACATAT
TGACCTGGTTGTTTTGAACAGGTCTGCTAACCTGGGGTTTGTGCAAACAGACAAACTGTT
TTTGTCTTCATTTGTGGATAATCTCTCCGTTTTACCAAACTATCGNTTTCTGTTTGGTTT
GTGAATTTCTCCACCTTTCTGGACCTCTTTTCTGCTGC
>BJ498209 ID   BJ498209   standard; mRNA; EST; 141 BP.
CGTGTCCTTTTTATTTATAGCCTACTCAGAAATCCTCCTCCAAGAACCTGTGCCGCCATG
TTGCACAGCTCTTTCATCGTGCCGTCCGTCCCATCATTTCACAAACTGTTTCCACTCTTT
TTTTTTTTTTTANAAATAANG
>BJ498268 ID   BJ498268   standard; mRNA; EST; 566 BP.
CCCCCTCTCATTGTGAACGACTTGATCGAGAATGCCCACGAGCGAAACTGGCCGCAGGGA
CTGGCCACTCTCGAAACGCGGCAGATGAACAGGCGCTACTACGAGAACTATGTTGCCAAG
CGGATTCCTGGCAAGCAGGCAGTGGTGGTGATGGCCTGTGAAAATCAGCATATGGGGGAG
GATAAAATACTGGAGCCCGGCCTGGTTATGATCTTTGCCCACGGAGTGGAGGAGATCTTA
TAACTTTATCACAAGTTGAGCTCTTCCAGAGACAAGTTGCTCTTTTCACTGTAGCGTGGA
AAAGGCGCCTTTTGGAGTGAACCTACNGGCCTGAAGATGAACGGATTTGTGTTTCCTTTT
GATGCCTCGGTTGTACATATCTGTATTTTGGATCCAGTTGAAGTGTTAAATCTTAAGTCC
TAATATATGAAATCTCATTAGATATCAGTTCAATTTAAGTCAATAATTCACTCTTATGCT
AAGTCATCCATGTATTTTCAATTATTAAAATGTAGGTATAAGTACTGTCATTTACGGAAA
GCATATTTTTAGTCACATGTACGAAT
>BJ498269 ID   BJ498269   standard; mRNA; EST; 631 BP.
ATTGCTCCCCGTGGGTTGGCTCCAGGTGAAAGAAGAACCTGGATCATGTTGCAAAAGTTT
GTGGAGGGTTATTTCATTCATCCAGTTGGTTTCGAAGTTCTGATCAACCATCAAGATCTG
GATCCGGAGAGATGGACTGTCGAAAAAGTCTGGTACAACAGCCAGTATTTTGACAGTGTT
GAGGAACTGGTTGAAAAGTATGAATCTGGGGAAGTAGAAAAGGTGAAACTCCCTGAACAT
GATGACAATGATCTTTACTCCACCTACATACCTCGTGGTCATAGTAATACCCCCACAAAT
ATCCATGGGCCAAAGCTGGTTGAACCCCAGGGACACCGCTACCACATTGACCAAAACTTT
GTTGAATATGCTGGATGGTCGTTTGCCTACAGAGTTCGCTCATCTGCTGGACTCCAAATT
TTTGATCTTCGTTTCAATGGTGAAAGGATAGCCTATGAGATCAGCCTCCAAGAGGCCATT
GCCTTCTACTCCGGCGATACTCCCGCGGCCATGCAAACAAAGTATATCGACGCAGGCTGG
GCAATGGGCACCTCCACCTATGAACTGGCTCCTGGAATTGATTGCCCAGAAATCGCAACT
TTTGTCGACCTCTATCACTACTTTGACACAG
>BJ498277 ID   BJ498277   standard; mRNA; EST; 644 BP.
GCATTTTTATTTTATTGCATGCTACACGAAAGGCTTTTTAAAAAATACATTATTAGAATG
AGTAAAATTAGATGTTTGCATACCAGATGTTTTAAAATTATATAATATCAGTAATTTTTC
CTTCTGAAGACAAACGATTGTAAGTATTAATAAAGCAAACTACTTATGTTGGTAATGTAA
CAGGTGGCTGATTTAATCTTTTTTATTTTTCTTGGGCATCAATATTACTAAGAAGTGTGA
ATCCCTGTTTGCTTCAGGGCAAGATGTGTGACAGAGGTGGCATCGAGCTCTTACAGTCCA
AGAACGAAAATGGGTGAAGATCACTGGACTGACACCAACCACACAGGATCTCTTTTAGTG
TCCATGGGCAATGAGTGGTCACATGATTAGGCACAAATAGTGGCATTGGTACGACCTGCT
AGAGGGGAAATGATGGAAATGACTGTTGTCAAAGCTTCCTGATTTGTGCTAATATGTTGG
ACACTCTCCCTTACCTTTGCATTGTTGCATTAAGTACTAAGCAGCTATGTAAAGAAAAAA
AAGTGGGATGGAAAGCTATTGGGGTGATGGAAGCTCACTGTCCAGACTTGAAAGTTTGCA
GTTTTATATTAATTAAATGTATTCTACATTTTCTCTTGTCCCAC
>BJ498294 ID   BJ498294   standard; mRNA; EST; 589 BP.



CGGTGGTGGAGCCCTATAACGCCACCCTGTCGGTCCACCAGCTCGTAGAAAACACAGATG
AAACCTACTGCATCGACTACGAAGCCCTTTACGACATCTGCTTCCGCACCCTGAAACTCA
CCACGCCCACCTATGGCGATCTCAACCACCTGGTGTCAGCCACAATGAGCGGCGTGACTA
CCTCGCTGCGTTTTCCCGGCCAGCTCAACGCAGACCTCCGCAAGCTGGCCGTCAACATGG
TTCCGTTTCCCAGGCTGCACTTTTTCATGCCGGGCTTTGCCCCTCTGACGGCGAGGGGCA
GCCAACAATACAGGGCGCTGACAGTACCTGAGCTCACCCAACAGATGTTTGATGCCAAGA
ACATGATGGCGGCATGCGACCCCCGCCACGGCCGGTACCTGACGGTTGCCACGGTCTTCC
GTGGACCCATGTCCATGAAGGAGGTGGATGAGCAGATGCTGAACATCCNGAACAAGAACA
GCAGCTACTTTGTGGAGTGGATCCCCAACAACGTGAAGGTAGCCGTGTGCGACATCGCAC
CGCGGGGGCTAAAGATGGCCGCCACCTTCATTGGCAACAGTACAGCAAT
>BJ498298 ID   BJ498298   standard; mRNA; EST; 690 BP.
TCGGCACGAGGGCAAGTGCTAGGTTTAATTGGAATATTCTTGTCTGGACCTTGGATGTCA
AAATTTTATACTGCTGCTGGTACTCAAACTGTGAGCCATGTTGATGGGATTGAGACGGTC
AGAAAAGTAATTGAAACCATCAAGATTTATGTGGAGGTTCCTTTAGAAACATTGGTTTTG
AAAAAGGACTTCTTCGGCGAGGAACTACAGGGTTTGTTGGTGCAGAAGCTCCAGATGGAG
CCAGCTGATAGGTGTCTTTTTGCCACTATGATGCGTGCATGTCTGGCACAGATTGTTGTA
GTACTGGAAAGGCAGTACAGTCGTTATTTCAGTCTGGACCTTACTGACATTCTCAGAAAA
GAAACAAAGTCAGCCCGATGCCACAATATTGATGCTGAGGCAGTAATGGGCATGTTCTCT
AGTGCCAAAAGCCGTGCTCCAAATGCTACACTTTCTTTCATTTCATCAAAGATAAGGGCT
ACGAAGAACAAAACTTGTGACTATCTTGACAGCCTTGATACTGAAAAAAGGGAAAAGTTA
TTTAAAGCTGCAATTTCTATCGCACGAAAACAGCGTGTTGTAAGTCGAAAGAAATGCTTC
GAAATCAGGGACGAAATTATTCGCAGGATTTCTTTGAAGACCCAAAAAAAGGCAACCTTT
GATAGAAAAAAGCTGGAGAAATTACTAAAG
>BJ498315 ID   BJ498315   standard; mRNA; EST; 645 BP.
GGTTTTCCCGCTGTCCTCACGCTGCTGCTGCTGCCGCTGCTGAGCGGCGTCCACAGCAGG
TACCAGCCCACCTGGGAGTCCATTGATTCCCGCCCGCTGCCGGGCTGGTACGACCAGGCG
AAGTTCGGCATCTTCATCCACTGGGGGGTTTTCTCTGTGCCCAGCTTCGGCAGCGAGTGG
TTCTGGTACTACTGGCAGAAACAGAAGCAGCCGGCGTATGTGGACTTCATGCAGAAGAAC
TATCCTCCAGACTTCAAGTATCAAGACTTTGCATCGTCCTTTACCGCCGAGTTCTTCAAT
GCTAAAGAGTGGACGGACATCTTAGCATCTTCAGGAGCAAAGTACATCGTTCTGACCACC
AAACACCATGAAGGTTTCACGCTCTGGGGCTCCAAAGTCTCCTGGAACTGGAACGCCGTG
GACGTGGGGCCAAAACGAGACCTGGTGGATGAGATTGCGAGCGCCGTTCGTGCTCAGGGC
GACATGCGTTTGGGGCTGTACCACTCTCTGTTTGAGTGGTTCAACCCGCTCTTTGAGCTG
GACGCCGCCAACCTCTTCACCACCAACTTCTTCCCCACCAGCAAATCCCTGCCAGAGCTT
TACGAGCTGGTGGTGAAGTACAAACCGGANGTGCTGTGGTCCGAC
>BJ498319 ID   BJ498319   standard; mRNA; EST; 140 BP.
TTTTCCAAAGAAATTCAGCTAAAATCAATCCACGAGTTTTTTTTTTTAAATAAAATATGT
CAGTAATCTNAAGTTGATTAANATCAAGTTCTTTGTAGGTGGAGGATGACAAATGTTGNG
GNGTTTTTTTTTTNANAANC
>BJ498418 ID   BJ498418   standard; mRNA; EST; 593 BP.
ATGTAAAAGAATTTATGCTAGAGGAACAACCAAACATGTTTTTTTTTCATTACATTTAGT
TACATGTATAAGTTATATCTGGCCCTTTGAGGATAGCCGCTATGCTGATGTGGCCCTCGG
TGAAAATGAGTTTGACACCCCTGCTCTAAGGTTTTAAAATGAGGAAAATACAACCCAGGA
TGGGTTAAAAGGCTGTACAGATTGAACAACATGATCTATCTCCCAGTCTCACATGATTTT
TCTGCAGCTCTCTCCATGCTTCTTTGCAGCGTTGCTTCACTGAATTGATGTTTGCAGGAA
TTGATCTGTGATCCAGGTTGACGTCTGGACTTTGGCTCATTGCATCACACTGCAGTGACT
GAGTTTGCTGTCCTGGTTCTGTGGCTATAAAACCATCACTGTCGCTCATCAAACATGTGC
TTTAACCTGAAAATCCTCTAAACAGGCTAAATGATCTGCAGCTCAGTTTTTGGGACGCTA
GGAAACTGCGATTGTCCCTTTAAAAGGAGGTAAAGCAGATGTTTACATAGGACGTCCTTC
ATCAATGGAGCAGATGCTCCTCTGAGCTCATCTTTAATTCATTTTTTTCCTCA
>BJ498422 ID   BJ498422   standard; mRNA; EST; 112 BP.
GTTTTTTTTTTGAGACTCATTGTTTTATTGAAACACNTAANTACAAAACAAAAAATGTTA
CNTGANACGGTGCCTTTTCATCGGGGCACAATCTAAAAATGGAAAAAANAAA
>BJ498426 ID   BJ498426   standard; mRNA; EST; 590 BP.
TCGGCACGAGGAGCTTTTTAATTGAATTGTTAGCTTTTGTTTTTTTTTAATTATATATAT
TTTTTAAAAATATTTCGCTCTCTTTCCCTTTAGTCTTTCTTTGCCAGAGTAGGCTTGAAA
AACTCTGATAGGCATTTAGTTTTAGTTCTGAACAGTCAGGATTTTTCTTAAAAACAAAAA
AGTGGGAAAAAAAAGCTAATGTATAATAAAAATGAGACCAGAGTAATGGTTTTATTCTGG
ATTTTGGTTCCCCGGCTTTTTATTTTGTTGGTTTTGTTTGCTCCTGATTCCACCAGCCAG
TCAGTCAGTCAGTCAGTCCTCTCTCTCTGTCCATAACCCTTTGCTATAAAGATCAACAGC
AATCCTCCCTTTGCTGTGGTTTCCAATGAAGTGCTCGTCGTCTGGATAACACTCACGCCA
CTGATGAGAATACGTAGCTGTATATGCACTCTCACTGAATATATTCGATCATGACAAATG
TTCTAACACTCTGAGGAATTTGTTTCCATTATTTGGAATATGTATTAAAACGCATGTCAC
TTCTCCTTTACATGTCATTCCGTTTATTTTTTTTTTGGGTTTTTTTTTCC



>BJ498490 ID   BJ498490   standard; mRNA; EST; 415 BP.
TGATCTAACAGCAGTTGAATACTTTTGAAGGAGGAGATTTGAGTGAAATGCTGGCGTTTG
AGATGTTTTAGCAGGAGAGTCCCTTCATTAGGCATGATGGATCCACATTCCAGTCTGATT
TAAGGCCACATTTCACAAACTTCTTCCCGTCTGTCTTCAGCGAACGTTCCGGCCTGACAG
CTGTTGTCTGCTCGGATTCTCGCCCCCGAAGTGCCGTTTCAGTTCGGACTCTTTGTCAGC
AGGTGGGCAAGGCGGGCGGGGGCGATCTGATCCCCGAGGCTCACGCTAATTAAGCTAAAT
GAGACACTGATCCCAGAAACCACAACTTTATGTCAGCGATAATGAAGCTGTAATCCTTTT
ATCCCGTCAGCCTTCTGGCAATATTATGGATTAGAATCGAAGATCAAAAAAAAAA
>BJ498518 ID   BJ498518   standard; mRNA; EST; 586 BP.
CATTATGACTAATATTTGAGGTTTCTTCATCAAATTTCAACTAAGAACAATTCCACATCA
AAATGGAACATTGGAAGGTGTCTATTTTTTAAAAACAGAGAAAAAAAGACCTTTAGAATA
GATTTCTAATAGATTGAGTGTCTTTGCCGGGTTGAATAAATTGTTCTTACATGTAGCAAG
AACTTTCTATTTGATTTTGTTCTATATTTTTCTCATGGGTTCTTTGACAGCTTAAAGGGA
AACTTTAGTTAGATAAACATCCATTTCCATTAGCTTACAAGTTGGGAAACTTGCAGATTC
GGATTCCTCTTCACAGATAAGAATCCTTCATCTGGATCTCTGCCACTGCAGCATGTTCAG
CTTATCACCTTGGCTGTTTGGAGACCGACAGGAGCATTTTAGACTTGCTGCTTGGGTTCA
TGTAGCTTCTCAAATCACAGTTAATGTATAGTTGAACTTATTTAACAAGCATAAACATGG
TAAACACATTGTATGCACTTGGCTGAAAATTGATTGGACTAACTAAATGTCTGATACGTA
TTTCAGAGCATTGTGAGCTGTTATTCACATTCAGAGACATTCTAGA
>BJ498528 ID   BJ498528   standard; mRNA; EST; 268 BP.
TAAAGAAAGCCAAGTGCTCATGCACCCNGAGAAGTAGCGGCTTGCAGCAATATGGACCAT
TTCTAGACTTTAAGTTTTTAAAGGCTCACATGTTTAAATTCAATAAAACTATTGGAGCTG
TATTTTTTTAATGTCCCANCATTTACNAGAATAGATTACATAAGTAAACTGTATTTGCAG
TTGATCTAACTATGTTGTATTTGTACTGTATGTTACTATCATTGGGTTTGTAGGTGTGGT
AATGTACCACACGTGTTATTATTTTGNA
>BJ498538 ID   BJ498538   standard; mRNA; EST; 123 BP.
GAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGNGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGG
GGG
>BJ498562 ID   BJ498562   standard; mRNA; EST; 292 BP.
ACGAGGCCGCACTTGTGTTGGTTCCATATTTAATGCACTTGTTGAATGTATTTTTATAAG
CAGCATATTCTAAATCAAAATGCAAGAATTCCCAGTGATTTTTCTTTTCTTTTTTTTGAA
AGGCTTTACTTGAATTGTTTTTGTTTTTTGAGGGAGTGTTTTTTTTTTTCACATCTGCTG
TTGTTTGAAACATTGCATTTCCTTTTGNGNGGATGATTTTGAAGCTGTGACTTGGTTAGT
TTGCCNCACTGAACNAAGCTCGTTAAAGNCTTCCTAATTGNACTGCTGGNGG
>BJ498596 ID   BJ498596   standard; mRNA; EST; 658 BP.
ATTCGGCACGAGGCTCTTTGCTATACAAATATATACTTATGCACACAAATTAACATCAAC
ACATACGCGTAAAAGATGGCTGAGCTGAACAAGATTTTGTCAGAGGCTAAGAACGCGGTG
GAGATTGTAATGGACATTTTTGAGAAAGGATCTAACATTGTAAAACTCTTCAATGGGGAG
TTATTGCCTATTTTCTCTGGCGCTGTTCAGATGGTGAAAGATTTGCTGAATGGGGTGGAG
AGCACAGTGGCTGATGAGGTAAAGGGGCAGTTTGACAGGTTCTCCAAGCATCTGGATGTG
ATCTCAGATGATGTGAAACGCATCAACGAGGAGATCAATAAGAGCATGATAGATCTGGGT
TTTACCTCANAGGAAGAAAACATCAGACATCAGTTCAGAATGTACATGGAATTCGTCAAT
GCCAAACCTGAGTTCAGAGAAGTCAAGAAAGAGCAGTTCCTCATTCAGTTTTCCAGCAGC
GAAGGGGAGAAAAACCTAAACCTCCTTTACAGCCTTTTGGTTGAAAATTACTCTGGGAAA
CCTTTGCTAGAGACCATCCTGACCTACNAGGAGAACAGCAGGCGTTCAGTTGAGGAGTAC
TGCGCCCGGTTGATAAATCTGCTCTGCATCGGGATCATTGCACTGGTCTGTCACGCTG
>BJ498604 ID   BJ498604   standard; mRNA; EST; 622 BP.
CGAGGCTGGACTCATCATCACTTCCACTGGGATCCTGTGCTTCTTCTTCCTTGTTGAAAA
ACCTGAGGATGTGAACTGCAGTCCTCCTCAGCATCATAGTGAGAAAGAGAACGAAGAGAC
GGAGCCTCTGCTGCAGAACTTACCCAACGGCAACCAAACCATCAACGGCGGCGTCTCCGC
CGAGTCTCCGGTGACTGTGCACGATCACACAAAGGCAATAAGTTTCACTGGGGCGCTCTG
CATACCTGGAGTGGTGGAGTTCTCACTCTGTCTGCTGTTTGCTAAGCTGGTCAGCTACAC
GTTTCTTTACTGGCTTCCTCTCTACATCTCCNATGTTGCACATTTTGACGCCNAACAAGC
TGGAGATATGTCGACATTATTCGACGTGGGAGGGATTGTGGGAGGAATCTTTGCCGGCCT
GGTGTCAGACTACACCGGTGGAAGAGCGTCCACCTGTTGTGTCATGCTCATTGCTGCTGC
CCCCATGCTTTTCCTGTACAATTCCATTGGTCAAAGAAATCTCGGAACAACAATAGGGAT
GCTGTTGTTGTGTGGAGGCCTGGTGAATGGACCGTACGCTCTCATAACCACGGCTGTGTC
CGCAGATCTGGGAACACACGAG
>BJ498609 ID   BJ498609   standard; mRNA; EST; 555 BP.
GGTTTGTCTTTTCGCAGGAGCTGGTTTTCTTTTCCGACCTCAAATATGAATGCAGAGACA
ACTGAACCAGGTTGGGAAGACAATTCAAAAAGGGCGAAAGAGAAGACTCCTTTGCAGTAA
ACCACATTGCTGAGGATGTTTAAGCATCAGACTTTGCACTTTGCATGCTTGATCCACTAA
CTGAAGGAGATTTGGAAAAAAAAAGTCCTACTCACTTGTGATCAATACAACCCTTCTTTG



ACACAAAATTTGATGAAAGTGGATTTTTTTTTAAAGCATCCCAAAAATTATATTTAGTGT
ACTTACTCTACTTTTTAGCCACTTTGCAACCACTTCAGCTTCATTTTTTCCAAACAAATA
ATGTAAAATAAATATGGACTATAGCCAGAAATGTCAATATTTTCTGATTTTTCTGATCCC
AATTGTGCCATTTTTANATGCTGAACTTAAGTGGAGCATTTCCAAAGATGTTTATAATAA
GTCTGTACTATAATTTCTTTTTGTAAATTATTTAAGCCTTGCCTTTTTGTTTTTTTTTTG
TTGACATTTTTGCAA
>BJ498631 ID   BJ498631   standard; mRNA; EST; 551 BP.
TGTACCTCTCTGCGCTGAGTGAAAGTGCTGGAGAGGAAAGGGGAAAGGACAGAGGGAGTG
GTGCGGTGTTTCCCGGGACCTCCCCTCAGTCCTCCTCAAACCCCGTCCTGCAGGACTCCC
CGGGCCTACCTGCCTCTCCTCGGGCCAGCTTGCCTCTCTCCAGCTCGACCCCGCCTCACC
GAGATGACACAGCTTACAAAAACGTTCAGAAAAACAGAGATGAAGGACTTCCTGCATATG
CAACCAAAGACACTTCAAGTACTTCAGATGAAAACAAAGACCAGAGCAGTTTCTTTGTGC
CCGAAAGTGAGACGGTGGCACCGGACTATTGGAGGGAGAGCTCAGGTGATCAGTGCAGAG
GTGCAGCTTCTCCTGTCTCTTTAAAGAAAGATGTGGAGAACATGGAGAAAGAAGAGCTTC
AGAAGGTTTTGCTGGAGCAGATCGACTTCAGGAGAAGACTTGAGCAGGAATTTCACGCTC
TAAAGGGGACCTCACCGTTTCCTGTTTTCCATAGTTTTCAGGATCAGATGAAACGAGAGC
TCGCCTACCAA
>BJ498643 ID   BJ498643   standard; mRNA; EST; 651 BP.
TCCTGGACTTCCGTCCCGTTACCATGGCGTCCTTCACCATGACGCTGGCGCGGACCTGCC
TGTGTCCGCTGATCGTGGGCAGAGGGAACGACCAGGTGGCGCTCAGCTCCNAGTTTGAGA
CCAGGGAGGACTTCGCTGTGATTCGTAACTATGGCAACCTGCTCCTGGAGATGTCGGCGA
TCGTCCCCGACGGGATCGTGGCGTTCTTCACCAGCTACGTCTACATGGAGAACATCGTGG
CGTCGTGGTACGAGCAGGGAATCCTGGAGAACATCCAGAGGAACAAGCTGATCTTCATCG
AGACTCAGGATGCAGCGGAGACCAGCATGGCTCTGGAGAAATACCAGGAGGCCTGCGAGA
ACGGCAGAGGCGCCATCCTGCTGTCGGTGGCGAGGGGGAAGGTCTCCGAGGGAATCGATT
TCGTGCATCACTTTGGCCGCGCCGTCATCATGTTCGGAGTTCCTTATGTTTACACGCAGA
GCCGCATCCTGAAGGCGCGACTGGAGTACCTCAGGGACCAGTTCCAGATCAGAGAGAACG
ACTTCCTGACGTTTGACGCCATGCGCCACGCCGCTCAGTGTGTGGGCCGGGCCATCCGCG
GGAAGACCGACTACGGCCTCATGATCTTCGCCGACNAGCGATACGCCCGAG
>BJ498670 ID   BJ498670   standard; mRNA; EST; 431 BP.
TTCGGCACGAGGGGCAGTCGCGGCCCCTCCCGTTCCCCCAGTCGTCACAGCAACAAGAAT
GAGCAGGGCTCTGAGCTGGAGATTAAGCCGCTGCAGAAATTTGACTCTGAAGCCAAGGCT
CCAGACCTGCCCCCAGCCCCCGCTGCCCCCACAACCAACAGCCTCATTCTGCCAGATGAA
GAANAAGAAGAAGAAGCACCGCAGCACCGCANGCTGTCCAAAGCTGCCACCCCTGAGCCT
AAAGATCCNGAGGCAAAGCCCGAAAGAGCCCCTTCAGTCCAAGAACGCTCACCATCCACC
CTGGANAAAAAAGCCCCATCTTGGGAAGGAAGTAGGCCCCCGAGCAAGGCAGAGACCAGG
CTGCTGCCAAAACGACNACCTAGCCCAGCTCCTATCCCAAAACCTTCTCTGAATGTGGAA
CCCAAAACAAT
>BJ498675 ID   BJ498675   standard; mRNA; EST; 121 BP.
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
G
>BJ498718 ID   BJ498718   standard; mRNA; EST; 592 BP.
CGAGGGGAACCTGACTGAAGAGAAGGTGGCTTTATACCTTAGAGACATTCTTGAGGCTCT
TCACTACCTGCACAGCTGGAGGATAGCACACCTCGATCTCAAACCTGAGAACATTGTGGT
GGAGCATGCATCCTCCCAGCCTGTAATCAAGCTGACAGACTTTGGTGATGCCGTGCAGCT
GAACTCTGGTTGCTCCTATGTGCATCCTCTGCTGGGAAGCCCCGAGTTCTCTGCTCCTGA
GCTGGTTCTGGGTCAGCCCGCTTCCCTGATGTCTGACCTCTGGAGTTTAGGTGTGGTGAC
CTACGTTGTCCTGAGTGGCGCCTCTCCCTTCCTGGACGAAAGCCTGGAAGAGACGTGCCT
GAACATCTGCCGCCTGGACTTCAGCTTCCCCGAAGATTACTTCCAGGGTGTGAGCCCAGC
TGCCAGGGACTTTGTGTGCCGGCTGCTCCAAAGCGAGCCGGAACGACGCCCCTCTGCGGC
GTCCTGCCTCCAGGATCCATGGCTGCAGCCCCGAGACGGCGGTCGCGACACATCANACCA
CACGCAGCCNCACGCATTGCCACCATCGCCGACCTTTCACAGCGTGCACCTG
>BJ498727 ID   BJ498727   standard; mRNA; EST; 556 BP.
AACTCTCCTTGGTCAGAATCTAGTCTTGACCAAGCCTTACCAGAAGACCAAAAAGACCCG
CTCCTCCAGCAAGACGAGCAGTCCAGCCCAATCCGACGTATTACTACCTCCGCTGGATTC
TTGTTTATCGCCGCTACCGCAGCAGCTTTCTCACCTGAGGCTGAGCCAAACGCAGTCAAA
CAGTGCCCCCTCCACACCAGAGATGCGTGTGCACAGACAGCTCTCCCTCAGGGTGTCCAG
CCCTGAATCATCATCATTTTATAAGGAGCGCGGTCGACCCAGAGGTCCAAGGAGGCGACT
AACAGAGTTCGGAATAACGTTTGCAGAGACTCCGTCCTCTCAAGCCAACTATGAAATCCA
TGCTAGCTCTGAGGATAGCAACTCTGAGAAATCCTTCTCTTCTCATGGCAGCTCCCCATG
TCAGGATCTGCCTGCTGATTCACCCAAAGGGTATCAAACTGGATACTCACTGGGTCTTCC
AGTTGGCAGCTATGGACAGCACATCATTCCAACTCCTGGCTTTCACTCTNACAGACACAT
GTTAGGCCCTGGTTTT



>BJ498742 ID   BJ498742   standard; mRNA; EST; 283 BP.
CTTTTGTACTGTAAAAATTTAGGAACTTTATTTAGTTTTTGAAAATAAAAAGTGAACAGA
GCTGCAATCAAAAGGGATTATCTATTTTGAATGATGGGCTTGGCTGCTTTGAAAGGTAAT
ATCTCTATATGTATGTTTTTATAAATTGGCATGGGAAGTTGTTGTGATTGCTCCTTTGTT
TCTGATCTTATGGTTCCCCATTTTTGTGAAGTATGAGTTGTGGATGAAGGTAAATTGCTG
GGATCAAGCAAGCCAGCCAGCATGGGGTGAAATTACTGAGGAC
>BJ498743 ID   BJ498743   standard; mRNA; EST; 654 BP.
TCTTGGAGTCCCTCGTGGATCCTAAACTCCTTTCTGCTGACAGAAGTAAACTGCATATAT
TGCTGCAAAACAGCAAGAGCTTATCAGAGTTGGAAACTGAAATCAAAGTGTTTAAGGACT
CGTTGCTGAAGATCTTGGATGAAGATGAGATCATTGAAGAGCTTTGTCTCACAAAGTGGA
CAGATCCAAGGGTTTTTGAAGAAAGCAGTCTGGGTATTGACCACGCGGAGGAGATGGAAC
TTTTGCTGGAGAATTTCTTCATGCAGGCCGAGGAGCTGGGGAATAAAGCCCGAGAGCTGA
AAGGACTGATAGACGACTCGGAGAGCGTCATTTTCATCAACCTGGACAGCCATCGGAACA
TAATGATGCGCCTAAACCTGCAGCTGACCATGGGTTCCTTCTCCTTGACTCTGTTTGGCC
TCATCGGCGTGGCCTTTGGAATGAATCTGACCACAGCGTTTGAGGATGACCCGCGTGCAT
TTTGGCTGGTGACAGGCTTCATGTTCTTGGGCAGCGGGTTGATATGGAGGCGACTTCTGT
CGTTTCTGGGACGCCATCTGGAGCCTTCGGTTCCCCCTCTGATTCCTCCAGTTTGGAAGA
GAAATTTGAAACCTTCAGACATGAAACCTGGAGTCAGATGACTCCTCTGTAAAA
>BJ498760 ID   BJ498760   standard; mRNA; EST; 586 BP.
CGCCTTGTTTAACAACAAACAAGAACAGAAAGATGTCCCAGAGATCATCGGTACTTTGAG
GCAAGCTAGCAAAAGCTCAGCACGCAACAATGACATCACCCCTTTTCCCAGCCAGGCCTC
AGGTATTTCTGGAGCCAGCGACTCCTCTCTTTCCACTACATCAAGCTCCTCTGCCACTGT
TTCGGCAGTGTCTCCAGCAAACTTTGCCAAAAAGTTTGAGGTACTCTTTTGTGGCCGAGT
GAGCGTCGCTCACAAAAAGGCCCCACCTGCCCTCATAGATGAGTGCATCGAGAAGTTCAG
TCAGCTGCATAGCTTGGGCAAAACGGATAAAGGAAACAGTGGTGGGCTGGTGGATGGGCT
GAAGCGGGCCCTGAGCTTCCAATCAAATGGACTGGGAGGTGGCGCTGTGGGTAATGGTGC
GGAGGGGAGCTTCAACACTGGGACACGTCCGTTGTTCAAGAAGGAGCCCAGCTTTCCCAG
CCTGCATGGTCTGGATGAGAATGGTCTTTCCCCAGAGATTTCTAATGCCAACACTACAGA
TCCGCATACTCTCTCCACCAAGGTCCAGCCCAGCAACCTACAGGAG
>BJ498770 ID   BJ498770   standard; mRNA; EST; 495 BP.
AGGCAGCTCGAAACACAGCCACACGGATCCCGGTGTCAAAATGTTCTAAAACGTGCGGGA
AGGCCGTCCTGGGCTTGTCAACAGTGACGAGGTTGGAGTCACGAGCTGAGGCACAGGCCA
TGAAAATCGAGCTGAGGAGGTCGACTGTGTGCAACTCTTCCTCTGCAGCAGGAGGCAAAA
GCTGAAGCGGTAACCAGGAAACCATGACTACNACAAATCTGTTGGCAAAATGGGATGCAG
GCCATACCTAANAAGTATGGGGGATTTCACTTACTTTCAAAATAAATGATCCTATTTTAA
TCTTTTATGTTAACTGCACATAAAGCTGTGCTGGGTGCACATTGGTTGATCTTCCTGTTT
GTTGTCCAATCATGAGTTTTCTTATATTCGTAGCATGATTTCATTGCTCTACAACGCTCT
GGGAGGTTTCTATTCACCAAAACACTGTGCATTTGGGACAAGCACCAAAATAAAACTATT
TATCTNAAAAAAAAA
>BJ498784 ID   BJ498784   standard; mRNA; EST; 570 BP.
GGCTTCTTTGTTTCCTCCTGCAGCTCGTACTCCCATCTTCTCTCACCTTGTACTCTCACT
AAAGGGTTTATGGACAATTCGGGCATTTGGCCGACAGACTTACTTTGAGACGCTCTTCCA
CAAGGCTCTTAACACCCACACAGCCACCTGGTTCCATTACCTGTCTGCCCTGAGATGGTT
CCTCTTCCGTTGTGACGTGCTTTTTGTCCTGTTCTTCACTGCTGCCGCCTTCATCGCTGT
TGGAACCAACCAAGACCGGCCAGGGGAGATTGGAATCATTGTGGCTCTGGCCATGCTTAT
TTTGGGGACTTTCCAATGGGCAATCATCACCAGCATTAATGTGGACGGACTGATGCGTTC
AGTGGATCGAGTGTTCAAATTCATTGACCTGCCGTCAGAGGAGATGCCAGTGGGGAATTC
TGGGGGGATGCAAGGTTCTGATCTCATCATTGACAACCCTCACGCCCAGATCTACTGGCC
CAACCGCGGCCAAATGGACGTCAAGGGTCTTACTGTCAAATACACGGAGACGGGACATCC
CGTCCTCAGTAACATCTCCTTCTCGGTAGA
>BJ498805 ID   BJ498805   standard; mRNA; EST; 352 BP.
AAGAAAGGAATCCACCCGTTTGTCCATCGGGGTTGTTAAACAGAAATAAGGTGGAGGAAG
GGAGATCTCCCGGTAGCANGATGCGACTTGTGCCATACGCGGAGGCTGCGTCGCTCCTCC
GTGCGTCCGTCTGTCTGTCTGACTGTTTTTCTGCGTGTTTGTTTGATGTTCATGGGTTGT
GGAATCCACCAGCGAATGAGAAAGCACTGTGCANGGTGCGGCCTTATTGCTTACTAAGGG
CAGGCCCTTTTGTTACATACTGTCAATGTAAACCGTATGACTAAATGTAGACATCACTGA
ATGAGGAATGTACAGCAGTGAATACCGTGAAGGGAATATTAACTTGCACTAA
>BJ498885 ID   BJ498885   standard; mRNA; EST; 677 BP.
GAGGGCCGGGTGCGCACCATCAGGGTGGCAGCCGTGTCAGGCGTAGCGGTGTGGACCCTG
ACCTTCCTGTTCTGCCTGAGCGGACTACTGCCGTCGGTGTTTGACGCAGACCGCCTGCTG
TGTCTGGAACAATATCCTGTCAGCTCTAAATTTGCTTACTTCAAGATTGCCACCGTGCTT
CTAGGTTTCCTGCTGCCTTGTGCCATTCTTGGTTACACCTCAGCGCACATCGGAGTGACG
CTTCGGCGCTCCCCTTCCCTATCGGATCACGAGCGGCACAAAATCGTGGGGATCCTGGTT
GTCATAACGATCAACTTCATTGCCGTCTTCGGGCCGTACCACCTCATGGGCGGGTACCGG



TTCGTGTCTCTGCTGCGGACGGAAGTGCCGTGCGAGTTAGAACACTCAATCTTCCTCATC
TACCGCCTTTGCTACGGCCTGACCAGCCTCAACACCTTGCTGGATCCCCTCTTCTACATC
TTCCTGTGCCCTGACGCTCGACTGGAGCTGCAAAGATCTCTGCCCTGTTTGGGGAGGGGT
CAAAACAACAAGAGCAAGACCAACTTGAGCAGATATCGCCTCAAGACCCATGGGCAGACT
GAAACAGGCAGCTTTCAGGCAATGTAACCCTTGTGGTATCCTAGGGACTTTAACGTTGGG
AGTGGGGTCAGGTAGAC
>BJ498896 ID   BJ498896   standard; mRNA; EST; 636 BP.
CTATCGACCGTCGTTTTCTCCAAGACATCTTTAAAGAACACAATCACAGCTTGTCACAGA
CGGAGCTGTTCCTTCGTTCTCTGCTAAACGAGGAACCCGTGAAGACAGTTTTTGCTCCAG
AAGTTCCTCCGGCCGACCATCACAGAGCAGCCAGCAAGGAAAGAGAAAAGAGACAGAAAA
CTCTGGAATTAGCTGCATCCGACTATCAGGACACCCAGGACCCAGAATACGAGGACTTCA
GGGCGGAGGCCAGCCTTCAGAGGAGTCGACAGCTGGAGAGCTTTGCGAAGGCGGCGGAAG
CCTTCAAGCAGGGGCGCAGAGAAGTGGCTTCATTCTACGCCCAGCAGGGACATCTGCATG
GCCAGAGAATGCGCGAGGCCAATCATCGTGCAGCAGTTCATATTTTTGAGAAGGTCAACG
CATCACTTCTTCCCAGAAACATCCTGGACCTCCACGGGCTGCATGTAAATGAGGCCTTGG
AGCATCTTACTCAGACCTTACAGGGCAAAACCGCANGAAGAGGGAACCACAGCCNGGGGG
GAGTGGCCCGCATCCGCCCCGCTGTCATCGACTACCTCACTAACAAACACTACNGGTTCA
CCGAGCCNAAGCCAGGTCTCATCTTGGTGTCTTTGA
>BJ498900 ID   BJ498900   standard; mRNA; EST; 434 BP.
GCACCTTCAGGCCCATCGTCAGGAAGACATTATTTTTAGGACTGATGACACATAAGCAAT
AATGTTGGTTTATAGATGCATCTAAATTATTATCACTGCAGTTGTTGAGGGGACATCAGC
ATGCCCCCCTCCCCTAATGCTGTGGGTAAAATGCCACCATTCAGCAGGAGAAGTGAAAGG
TTCATTGCAGTTTTTCTTCCTCCCGTGGATGGAAGTGTGCTCCTAGATGCCACCTTGTGG
CATGCCTGGGAACTGCCGTCCCCTCAACAAAAATCTGGATTTGATTTGTTGGACTAATTG
TAAAAAACANAAAAATTGAAACCACATCCTCATGGAAAAAACTGGCCCCAAATGTTAGTA
GGACTTTGACGGCAGACCGTCAGCTTCCCTGTTGGAGTCCCTTCAGCCTGAATGGGGGGG
GGGCTGTTCCTCAA
>BJ498920 ID   BJ498920   standard; mRNA; EST; 708 BP.
TTCGGCACGAGGCAGAGGAAAACTGCCTCTCTTCCTCGGCTCGTTATGCGAGGGACTACG
ACACCAGGGTTCTGCTGAGGTTCCCCCAGAGGGTGAAGAACCAGGGAACGGCAGACTTCC
TGCCCAGCAAACCTCGATATGCCTGGGAGTGGCACAGCTGCCATAATCACTACCACAGCA
TGGACGAGTTCAGCCTCTACGAGCTGCTGGACTCGCGCACCCAACAGCAGGTGGCCGAGG
GCCACAAGGCCAGCTTCTGCCTGGAGGACACTTCCTGTGACCCCGGATACTACCGCCGCT
TTGCCTGCACCTCCCACAGCCAGGGTTTGAGTCCAGGATGTTACGACACGTACAACTCCN
ACATTGACTGTCAGTGGATCGACATCACCGACGTGGCGCCTGGAAGATACATCCTCAAGG
TGACCGTAAACCCAAGGCAGCAGGTTCCAGAATCCAACTTTAACAACAACGTGGCTCAAT
GTGACGTGCAGTACACGGGCACGGCGGCGCACGTGTCCGGGTGCACCATGACAGGTTACT
GAGGTGCAGGTGTCAGCAGAGCCTGAAGGTGGTGCAGAGGCGGAGCTTCAGGACTCGAAA
GGCTGGTCTGGATAGCATCATGAACCTCAGGAGTGCGAGCTCCGTCCGTCACGGTGTGTC
TGAACACCCTGGATCCTGATCCGGTTCTTCAGGACTGTGTTCCTCTGA
>BJ498937 ID   BJ498937   standard; mRNA; EST; 636 BP.
GAGGCGGGATCTAACTTTCCGTGAATGACTGAGCCGTCCCCGGACAGCCGTGTCCTCGCC
GCGCACCCACCCTGCGTGAAGTCATGCTCCCCCCTGCGCTCTGCGTGTCTCTCCTGGCCG
CGTCGTGCGCGCTGTGGCTGCCCGCCTCGGTGCTGGCGGCGTCCTGCGAGCCGGTGCGGA
TCCCCCTGTGCAGGTCCATGCCGTGGAACATGACCAAGATGCCGAACCACCTCCACCACA
GCACGCAAGACAACGCCGTGCTGGCCATCGAGCAGTTCGAGGGGCTGCTGGGAACCGGCT
GCAGTCCTGATCTACTCTTCTTCCTGTGTGCCATGTACGCCCCCATCTGCACCATTGATT
TCCAGCACGAGCCCATCAAGCCATGCAAGGCGGTGTGTGAACGGGCCAAGTACGGCTGTG
AGCCGGTGATGAAGCGCTACAACCACAGCTGGCCCGACAGCCTGGACTGCAGCGAGCTGC
CGCTGTACGACCGTGGCGTCTGTATCTCACCTGAAGCCATCGTCAAAGCGGAAGGACCAG
ATCCCTACNACACTGACCTGACCAGATGTAATCCAGAATCCAGTCCAGACTCTCCNATGG
ACTCCAACAGTTTCCACTGCAGAGGACCAAATGCAG
>BJ498955 ID   BJ498955   standard; mRNA; EST; 699 BP.
TTCGACGTCAACTACGGCGCCGATTACCTGGACAATCTTTCCAGTAGCCATCTTAAATCC
TCTACGAAATAACCTGTTTAAACCGCGGCGGCCCCCGAGACGATCTCGGTGAGTTCCTGA
GTAATGCTGGCCTGACGAGCTTTGTTGTATACCAACTGCAGCTCTTTAATCAGGCTGCCG
CCATTGTCGGTCGCGGCTTTCATCGCCACCATACGGGCGGCCTGCTCGCTGGCCAGGTTT
TCAACCACGCCCTGATAAACCTGAGATTCGACATAACGACGCAGCAGGGTATCCAGCAAC
GCCTTCGGATCGGGTTCGTACAGGTAATCCCAGGATTTATGTTTCAGATCATCATCATCT
GATGCCGGTAACGGCAGCAGCTGGCTGATGGTCGGAACCTGAGACATGGTGTTAATAAAT
TTGTTGCTGACAATGTAAAGCTTGTCCAGACGGCCTTCGTCGTAGGCCTGCAACATCACT
TTTACCGGACCGATCAGTTCGGACAGGGAAGGGTTATCCCCCATGCCGGTGACCTGGGCA
ACAACATTGCCGCCCACGGAGTTGAAGAACGACACGCCTTTCGAGCCGATCATTGCGAGG
TCGCATTGAACGCCTTTGTCGGTCCAGGTCTTCATTTCCGCCAGCAGTTTTTTGAACAGG



TTAATGTTCAAACCACCGCACAAACCACGGTCGGTCGAC
>BJ498956 ID   BJ498956   standard; mRNA; EST; 500 BP.
GGACGGATCCGAGCCGGGGCAGTTTATGGAGCCGCCCATCGGCCTCTTTGCTTAAATGGG
AACCAGACAAATGAAACACTGGACAGCAGCTGCAGCGCCATCACTGTTCACTTATAACTC
TAATCTTGTTCCTCCTGCTCCCAGAAAGCTTTGATTTCCACAGCTGCAGGATTTTCTCAA
TAAAGAACTAAATAAAACCATATTTATTTCTTTTAAGCTAGCCAATTTGTTTCTGTATTA
ATTGGTCTTAAATAGTGATACAAAGAAATACCCCTCTNAATCTGTGTGATCTCTTCTTTT
TAAATCAGATTTGCTTGGACTGGACCCAAGTCTGAATGTCTGCCAGTCTAAGTAGATACT
TAAAGCTTTTTTATTCCTCAAAGACCTCCTTGGATCTGTGCAGACTGAGCTGACTTCCAG
CCCTCTGAGCCTTTTTTCCTTCTGGAAACACTTCANATAGCCCACAGAGGCTTTAATGCT
GTTTTTTTTTTTTNCCTTCT
>BJ498964 ID   BJ498964   standard; mRNA; EST; 181 BP.
CTGCATCTGGCCCCTTGGGTGTGGAAGCAGCTTTGTTCCATGCCTTTGGGAGGACCTGAT
TTGGAGGAGGTCGACCTGCTCACCTACCGCACTCTTCAAGGCATTGTTCACTTANAAAAC
AGTGGAATTACAGAGGAAAACTTTCATGTGATGATCCCACTGGATTCATTTGTGGCCCAC
A
>BJ498991 ID   BJ498991   standard; mRNA; EST; 101 BP.
TTCTTTCCTCTTGAGGCCTTTTTGAGCAGGTAAATGTTAACAAGTTTGAAGGAAAAAAAA
CATTTAANTCCNAAACTTTTGCATTTTAATCACTTTTCATA
>BJ499005 ID   BJ499005   standard; mRNA; EST; 189 BP.
TCGGCACGAGGCTCACTATCACAGAGATGGACACATTTGTGAACAATGTCTGATAGAAAT
TTTCTACAAACACAAAAGAACCATGTTTCAGATCTTTTGTTGCTTTTATGTTTTTCCTTC
AGTTTATAATGACTANGTGACAGCTGTTTATTTCCCAATAGAAGTCTATGGGATTCTGGC
TTCTTAGAA
>BJ499035 ID   BJ499035   standard; mRNA; EST; 241 BP.
ATTGTGGTCTGATGGNCTGTGTGTGCNTGTGTGTGGAACANAATTGACNTAAACNCACAA
CTCCAGGATGAATGGGGAGAGATTGTGGTATTATGTGCCAGAACACAGACGTGCTGGTCT
CAGCTGTTTGGTGGTTTGGAAACGTTCATGTTTGCTTTGCGTGCAAATGGTTCTCTGCTT
TCANTTCCCANACCCACNATATACNTGCTGCANACNACTNATTTTGTTTTATTTGGAAAT
A
>BJ499036 ID   BJ499036   standard; mRNA; EST; 581 BP.
CGAGGGTGACAGCAGCTCCTCTTCCAAGCGGCGTCGGACATCTCTCATCTCGTCAGGAAA
AAGGTGAAGACCCACCAGGCTGCAGTCGTGTGTACAATTTGTTGCTTTTCTTAAATGCTA
AACATTTCTTCATTGTTCAGCTCCTCCACCTCTGATTCAGCGTCTTATTGCTGCAGGGTA
GTGTGGGTTTATTTATGTTCCAGGTTTTGCTTTCAATCATTATGGCTTTTGTCTTCAGCC
TGTTATGCCTTGTGTGATCGCTGCAGTGTCATGTGCTGGTTTTTGTGACTTTGTTTGGAG
GCCGAGTCTCTACTGTTATATATTTTTCTTTATTATAATGGCTCTGAGGTTGCCATATAA
AAATGAATTCCAGTAGCCTTCAGTCTTCCATTCCTGCCTTGTTTCCACACAGAGGAAACC
AGAAGAAGAGAAGCCAGTAAAGGACGCANATGCTAAGCAAGCAAAACAGGAAGTCTCAGT
AAATTGCAGCGATGATTCTAGTGCCAGCAATGGAGTCCAGGAGGAGAAATCACAGGAGGC
GAGTGATAGGCCTTTTTCTTTGACTGTTGCTGTGAAACTAT
>BJ499050 ID   BJ499050   standard; mRNA; EST; 537 BP.
GAGATTATTTCTTTTGTGAGGCTGCAGCAGGAACACGTCAGCATCCAGAAAAAGCTGTTA
TCTCTGCCCGTTTCTGCCGTTCAGGTTTGTTCAGCTTTGTGTTCGGCTTCGTGGGCATGA
TGGTGTATGACGGCCGCGGCGTCTGGCAGGCAGGGATGTTTCAAGGCTACAACTTTGTCA
CCTGGGTTGTGGTTGTCCTGCAGGCAGTGGGCGGGCTGGTCGTTGCCGTGGTGATAAAAT
ATGCTGACAACATCCTCAAAGGATTCGCCACCTCTCTGTCAATAATTGCATCCACGCTTA
TTTCCTATTTCCTGCTGGAGGACTTTAACCCTACNAGGTGATCCTGATGATGAGCTGAGC
CTGCAGCCTCCCTGCTACACGCCCCCTGAACCTCTGTCCTCTGCTTCCTTCAGGATTTTT
TTCCTGGGCGCGCTGCTGGTCATTTCTGCCACGTTTCTTTACGGCTGCGAGAGAAAACCT
GCCAGCGTCGTCGCCATCAAAGCATGAGCTGAGGGAACTTCCCCGTGCACACTCCGG
>BJ499066 ID   BJ499066   standard; mRNA; EST; 638 BP.
CGGCACGAGGCTGGATATTTCAAAGTAAACCAGATTTTTGAATCTTCAGTGGAGGCTAAT
TTCTGCAAACTGATGGCCCTGAAGAGGACATCAAGCAGAGAATGCCTGCTCAAGGAGGTG
GGTGGTGCAAATAGATGGGGTTGATAGAAGATAAATCCCCCCAATAATGGAAGAGAGCTC
CAGAATTTGTGGCGTCAATCACTGAAGACTGATGGTCAGGCTGTGTTGTGTGAACGGCCT
GAAAGGACAGATATGGACCTTAAGCCTTTGAGATGAAGTTCAAGATGTTTTTCCTTCAGC
CAAGAGGAAACGTCTGCAAGACAGGTAACGCAGTGCTTTGTGGGAACTTTTTGTTATCCA
GTGAAAAAGACAGAAAAACAGAGGTCTATTTTGAGTAGGCATCTCAACTCCTGGTTAACT
GAAGAACTTTTAAACCCACCGCAATGAAGTAACGTGTAAAGATTCAAACAGCCNATGGCA
TTCAGACCATGGTGGTCCATCGGATTCTCCCTCTCCTCCTTGAGATTGTGCAAATAAATA
TTTCACAATGGGATTTCCTGGATTTCTTTTTACCTTCTGTCTCTCACAGTTCCNGTGTTT
CTATGATGAANATCACAGAACTTTATCATCATTTCAAG
>BJ499086 ID   BJ499086   standard; mRNA; EST; 613 BP.



TAATTGGAATTAAAAATGAGAGTGTGGCAGCAGAACAGGCAGGTGATAACGTTTAGTAAA
ATGAAAGAACTACTGCAGTTGTACTCATAAACGGTCTTCAGACGGTAAATCAGTCAAGAT
TTGTATCTCAGGTGTTTGATTTGAGGTCATTTGACTGAAACTTGTTCGGTCTTTCTGCAT
GAGTCACTCCTGAAAATCTGATTTTTTTTAAACTTTAGCTCAACTCTGTCACACTTTTTG
CTCACGGGTCACTTTGACTGACTGTTTATCCTAACCTCCACCTTTCCACTCCTAAAGATA
AAAGAACATTTGAGAAGTTTGAGACATTTTTAAGCAATTTATCAGGCAAATTTCAACAAA
TTCCAGTGAAAAAGAGGTTCTGAAGAAATGTTTGGAAACTGCCACGTAAAGCCGTCTGTC
ATCAAGTCCATCCATGTCAGTCACTTTATGAGTTGATGACAGATATTTCTATTCGCCTTT
GCTCTTCTTCAGCAGCTGCAAAAACACGTTTAGGTTGACAGACTCACAGATGTTCAGCCT
CTAGAAGAGTTTCCAACTTTTTCTTTTAAATGGACTTGTTGACTTCGTGTTTAGACTGTC
CACATTTCTTCNA
>BJ499115 ID   BJ499115   standard; mRNA; EST; 300 BP.
CCTTTTTACAAGCGTCTCTTTCAAACAGTTGACAGGTTATTAAAATAAATAANTAAAACA
CAGGGAAGTTAAAAAATTAAAACACCGCACCACAAACAACAAAACATCTNTACAAAAGCA
AAATGATGGGGAATTGAAGTCTAAAGGNGCTGAAAAGGCTAAAACACAAATGCACTATCT
TTCATTTGAGNGTCTAAAGNGCCTTTTTTTTAGTTCAATCACTAANGAAACAAAATCCAA
ATAGTTTTTAATATAGTCAACAGCTACTTTTCAAAGCACAATATCANAGGCNCAACANCT
>BJ499134 ID   BJ499134   standard; mRNA; EST; 546 BP.
CGGCACGAGGATCTCCTTTAACATCACCCTGACGGCAGACTCCTGCATGAAGAAGCAGGA
ATCCTTCAGCATCAAACTCCTGGGCATCAGAGATACGCTGACGGTGAATTTATCCACCAA
CTGTGACTGCCACTGCCAGGACGACGCCNGCACATACCACGAACACTGCAACAGTAATGG
CAGAGTCTCCTGTGGCATTTGCAGCTGCAGGGACGGTTTTGTGGGTCAGTTCTGCAGCTG
CTCCGTTGGAAATGAGGATGAAGAAAGTTTGCTAAAGCGCTGTCAGAGGGATAACGGCAC
CGAGTGCGAGGGCAGAGGAGACTGTGAATGCGGCCGCTGCCGCTGCCACGCCTCAGACAG
CGGAGCCAGTTTCTACGGCGACTTCTGCGAGTGTGACGATGAACACTGCCNGAAGTTCCA
GAACAAACAGTGTGGAGGACACGGAGAGTGCAAATGTGGAAAGTGTGAATGTGAAAAAGG
TTTCCAGGGCTCTGCCTGCCAGTGCAAAGAGTCCAACGAGGACTGCCGTCCACGTGAGGT
GGCCCA
>BJ499151 ID   BJ499151   standard; mRNA; EST; 625 BP.
AGGCCGCGAGCTCATGAAGGTAATCCCCCGTGCTGAGGAGTACTGCAGGAAGACCATACG
GCACGTGTCAGAGTATCAGGAGAACTGGTTCTATTTTGTGGCAAAGTGGCAGTTTTACCT
TGAAGAACGTGAAATAGACNAGGAGGGAGGGAACCAACCATCATTCCCTGATCACTATGA
CCCTGAAGAGGCAGATAAAATGTATAAACGCTGGAGCTCCGAGGGCCGTGCTGGCCGCAG
AGGTCACGATGCTCCCATGATAGCTTACGACGCCCTTCTGGCAGCAGGGAGTGACTGGGC
TGAGCTCTGTAGACGAGCTATGTTTCATGGAGGTGAAAGTGAAGCCACAGGCCTGATTGC
AGGCTGTCTCTATGGTCTCATGTACGGCTTGAGCCAGATTCCCCAAGGCCTGTACAAGGA
TTTGGACAAAAGAGAACAGCTGGAGGAGCTGGGAGAGGCTTTGTACAAGGCAGCCTCTGC
AGAGAAGTGCATTGACNAGTAATCCAGAGCTTTACTGACCTGAACTCTACCAGCTCTCAG
TCTATCTGAGCTTAAGTTTACTGCCCCCACAGGCACCAGAGATCTCACAGGGGGGCTTTT
TTCCATCTTTGAATTTTCTGTCTTA
>BJ499160 ID   BJ499160   standard; mRNA; EST; 536 BP.
GCACGAGGAGAGCAAGAAGCAGAAGGAGAAAGCAGAGACCTGAGTGCGTCTCTCCGATGC
ATCAGCCCTCGATGCAGTTTAGTACTTTAGTGCAGCACATGGACCGGATGGCGTCAGACC
CAACTCCAGCCATGTCAGACCGTCTTCACAGACACCATGTGTTGTGCTGTACCACTGATT
TTAATGTTTGCTGTGGTTCATCTCAAGCAGGTTTCAGAGCACCACTTTTGATTTTCACGT
CACCCAGAGTAAATCAACTGTTTCATTCCTGATGATCCTTTCCTCTGTTATTCTTTTGAT
TTGCTGCTATCCCTTACTTCTCTGTAATGACAGTTGACAGATGCTGATCTGGAGCAGCTG
CCACACCCATTTATTTATTTTTACTCCGTGTAGGTGGTGGTGGTGGGTGGGGGGTCTCAA
AATCATTTCACATCTNTANATTCACATTCACGCATGTCACANTTGTTACTCANTATAGAC
NTCTCTGANTTAGCANTTGGCTGTAGCTGTCANATAGATGTTTCTGGTATAATCTG
>BJ499176 ID   BJ499176   standard; mRNA; EST; 556 BP.
ATTCGGCACGAGGGAGGGACTTTTTAGCCAATCAGAATGCAGAACACAATGCAAATCCGT
GAAGTAGCGAAGCCGTGAAAAGTTAACCGCGTTGTAGTGAGGGATCACTGTACTGTCGTT
TGAGAGAAGATTGTGGGGGGTGACGAGGAATACAGCCGCTTTCTTGGATCGTCATAATGA
TCTTCCACCAATCAACGGGTTTCATCATGTGACGACGGTTGCTCCGCCCTAACCGTTCCA
TTCTTTGCACCTACACATTCTGTGGGCCCAAAAAGGGTACGATTTGGTAAGGGTAATGGG
TCCATTTCATAATGGGACACTCAAAATACCTGACCAAACTGAACATTACCGTACCATGCC
ACTTAGTGGAAACGAGGCTTAATAGGCCAACTGACATTAGTGTTCTACAGAACCAAGTTG
CAGCACTGTTTGGAGTTTTCCCTGCTACCATTGCTAAGCTAGCAGCAATGTTTCATGGAA
TGAGGAACTTTCTAGACGGATGCGGAGTGGATAACAAGACAACAGTTTCCTCAACCCTTG
TAGAACAAGGTACTGC
>BJ499217 ID   BJ499217   standard; mRNA; EST; 667 BP.
ATTCGGCACGAGGAGAAACTTGGCATTGTGGGGCGAACAGGCTCAGGAAAGTCCTCTTTA
GGCGTCGCTCTGTTCAGAATGGTGGAGCCAGCAGCAGGAACCATAGTGATCGATGGCGTG



GACATCTCAGGTATCGGCCTGAAGGACCTGCGCAGCAAACTGTCCATCATCCCGCAGGAC
CCTGTGCTGTTTATTGGCACAGTCAGATACAACCTGGACCCCTTCGATAACTACTCTGAC
GAGGAGATCTGGAAGGCTCTGGAGAAGACCTACATGAAGGACTCGATCTCCATGCTGGAG
GATAAACTGCAGGCCAAAGTGTTGGAGAACGGAGAGAACTTCTCTGTAGGCGAGAGGCAG
CTGATCTGCATGGCCAGAGCACTTCTGCGCAACTCCNAGATCATCCTTCTGGATGAGGCA
ACAGCCTCAATCGACGCAGAAACAGATACTCTGATCCAAAACACCATCAAGGAGGCCTTC
CACCACTGCACCATGCTCACCATCGCGCACCGCANCAACACGGTCATGCACTCGGATCGG
ATCCTGGTCATGGACAGAGGCGAGGCAGCAGAACTGGACCGTCCAGAGGTGCTGAGGCAA
AGACCCAACTCCCTGTTCTCCTCACTCCTGGCTGCAGCTNANACTGTTAACACATGATGC
ATCACGC
>BJ499221 ID   BJ499221   standard; mRNA; EST; 352 BP.
GCACGAGGGAGGTTTTACTGGCCGTGAAGTCAGATGTCGTCTGTGTTGAAATGCTTGTGG
CTTTCAGCAGATTTTAACAGGTTGAACAGAGAATGCAGTTTGACTCTGCAATCGAACGCA
GAGTCGCTAACCTAAAAAAATCTGTTGTGAAACAAGGTTTCAGTTTCAGAACGGAATGAA
GGTCATTCTGACGCACCTTAAATAGTTTATGCTGTGTGCAGGTAGATTTTTTGTTGGGAA
TGTCACTGTTTGTGATGTGAAAATATTCTGGAACAGTTACTCCATAAAATANACTCATAC
TGATCCAAATGATTGCATTCTGTTAGTGACTCCCGCTATATCTCCTGTTGTG
>BJ499242 ID   BJ499242   standard; mRNA; EST; 520 BP.
CGGCACGAGGATTGAATTGAGAAAACTGTATTGTCTTTATGTATATATATATATATTTTT
GTAGCTCAGACATTTCTGGAGTTTTGCGCAGTAAAGGCGTCACTGGTGTGGGATTGTTGT
GCTTGTTTCTAAATCCTTAAATCTGGGGGCCTGACCTCAGAGCAGCATGGAAACTGAGTT
TCAACACAAAGACAAAACCAAATACACAGATTTAAAGAGCTGTTATGCAGAGATGCACAA
CCTTTTTGCAAGTCCAAGTCAACTCAGTCGAAAGTATTTAAATGCAAGTAAAGTCTTTAG
GAACTATTGTAAAAATTTGTATTTTATCATTACAATAGTAAATAAACTACTTATAAACAG
CTTGTGGGGACACAATAACAATTAGTTTGTGCTCCTGCAATGCAACAACTTTGTAAAGAG
AGCTTTTATTTTCAAACCTGGAGCTAAAAAAAAAGAATTTGAGTCACGATGGTCGTAATC
CGCCTTCACCCCCCCCCCCCCNAAAAAAAAANCCCCCCAA
>BJ499254 ID   BJ499254   standard; mRNA; EST; 633 BP.
CGGCACGAGGGTATGCCAAAATTTTCATTCTTGCAATATGCGTAAAATGTTCATACAGGT
TCTGTGACACGGCCATCAGTACAGGCTCAATACCACAGGAGATAAGCTGACAGACTGGCA
GGGTGATGGTGTAGGAGCCACTCTCAAGGGTTGATGAGTTGAATCTGCTGGAATTAGATG
ATTACATCAACGGTTGAAGAGTTATGGTAGTTGAAAGAATGTAAACACTGGAGCTAAATC
TTGGGTGTACGTATAAAATGTATTGTGTAAACACAAAGTTGTTATTCTTCTATTGTTTCC
TTGTATTTGTTTTCAAAAAATCATACAAACTTGCACTTTGTAGTGAATTATCAAACCAGG
ATAAATTCGGGTTCGTGTTTGGAGTTGATACAAACAAAAGTATGACAACATACAAATGTA
CCTGCATGTTTGCTCTAAAGGTGCATCCTCCCATCACTTTGGTTTTGCAACATGGAGGCC
TCGCAGCGTAAATGTAGTCGAACCTTCTCCCCCCCCCNTAANGATTTCTTCCATATGGTT
TCTACTAANATTCTACTTGGAGCCNACTCATTGGAACTGACNAGCACGCANACACTCCCT
TGCACAAATCANGATTTGTGCATGTGTGCAGAT
>BJ499256 ID   BJ499256   standard; mRNA; EST; 602 BP.
CTGCTGTTCTATGTCTGCACCAGATGTGGCAAGGTGTTCTGGGAAGGGTCTCACTTTGAC
CGTGTCCGCTCCATGTTCCAGGAAGTCTTACACGTAACAGATGAGGACAGCGTCTCGACT
GAGGCGCCCCTTAAGGCAGCGCTGCAAAACTAACCTAATATAGAGCTTCTACTGTTAACC
TGGTCCTGAAAGAAACTAGAGAGAGAACATAGAGAGTGTATTCCTACTAAGATTAAAAGT
GAAATTCATCAAATCACAAAGTGCGCAGGTGTTTTGGTCCATTTTGTTTTCTTCCAGCTG
TTATACGTTTTGAACTTGGTCTTCTGCACAAAGACTGTCTGCACACCTCTATATGTTCAT
ATTTCAAAATGAGATTGTTGTGTAACGCAGCTACATTTGTGCAGTATGGATCAACGCTTT
GAGGTTATTCTTCCTGTTTCTTTTTTTTATCATGTAAAAAACTAATTGCTAAGAAACCAC
AGGTGATCTTACCTTTTTTGTTGCCACTTTTAAATTCTTTCAACAAAAACAAGAATTTGC
CCTCTGGCATGTTTGCACAGAATTCTTTTTTTTTTATGTCATGATCAACANATTACTTGT
AG
>BJ499273 ID   BJ499273   standard; mRNA; EST; 690 BP.
AGGGGCTAACGGAACAGGCAGGTCCCTCCGTCCGCTCCAGAAGCTTCTCATCTCGTGCTG
GTTGCAAATTATTTTTTGCCTTTTGACGAATTGTCGAGTCACACGCGCGGTTACATGGCT
GTGGTGAAGAGCGGTTGGCTTCACAGACAGAGTACTATCCTGCGCCGCTGGAAGAGAAAC
TGGTTTGACCTATGGGCTGACGGACGCCTGGTGTTCTACAATGATCAGCAGAGGCGGGAC
ATGGAGGATGACATCCACATGAGAGTCAGCTGCATCAACATCCGCAACTCTGCTGCATGC
CAGGATCTGACCCCCCCGGAGGGGAAGTCCCGTGATGCCTTGCTGCAGATAGTGTGCAGG
GACGGGCGTGTCATCAGCCTGTGTGCTGACAGTGCAGATGATGCTCTAGCATGGACCATG
GCGCTTCAAGATGCCAGAATTAACATGGTGGTTGCAGCCCCGCAGGTCGGCTTCACACAG
GAAGTCATGGAATCGGCTCCTCCCCCCTACTCGGAATACGCCCATCCNCAGGTTTACGCT
CCAGGCCCGTATGGAGATTATACGGCTCTTCCTCATAACGCCNCACAGGTTGTGTACTCT
GCTGAAGGGGCACCATACAGCCTTGCTTATCCCTATCANTACCAAGGCGCTGCAGTGGAA
CCATGTGGTCATTCGGGAGCGGCAGCGTGA



>BJ499317 ID   BJ499317   standard; mRNA; EST; 633 BP.
CCTGGAGCCAGACAGCTTTGACGTGAGCCTGACCTGCGGCCGGGACGTGGACAAGCAGGA
GAACCAGGACGTGGCCCTGAAGCTCGCCGCCCGCTTCAGCGACCGCCAGTTTCTGAGCTG
TGCCCGCATCTCTGGGAAGTGGACGAATGAGGACGTGTCCACCGCCTACTTCCCCTTCAT
CCCCGACCAGCCTTTCAGGATGGAGATCCACTGTGAGCACCAGCGCTTCCGGATATTCGT
GGACGGACATCAGCTCTTTGACTTTTATCACAAAGTAAAATCGTTGTCATCCATCGACAC
GGTACGGATTCAAGGAGACCTGCAAATCACCAAGCTCGGTTAACTCTTTCCACATATGAA
AGGTTGTTGTATTTTTTATTTTATTTGATGTATTTGGGCGCTGCGTGTAAAAGCAAAACA
AGCAAAAAAAGACTGCATCTCCNATGTGTGCACACTTGCCAGCATCCCATCATGCACCTC
TGCTGCAGCAACTGGAAATGCTCCAGTTTGTCTTTGGTTGGTCACTTGTTTTTTCCTGCA
TTCAGTTATTATATTATCAGTTTATTTTTACTGGGATGCAGAACTTGTGTGCATTTGGAG
AAGTTATTAATGTTCTATCGTTGTGTACTGAAG
>BJ499325 ID   BJ499325   standard; mRNA; EST; 482 BP.
TTCGGCACGAGGGACCTAAAAAGGAAGCCGACTGACCTACAGGACCTTGCTCCAGGCATC
AACCCACCCTTCATAACCTACAATGGGGAAGTCAAGGTGGATGTTAACAAGATTGAGGAG
TTCCTGGAGGAGAAACTGACCCCACCCCGCTTCCCCAGACTAGCTGCCAAACACCTTGAA
GCCAACACAGCTGGAATTGACATATTCGCCAAATTCTCAGCTTACATCAAAAACCCAAGA
AAAGACACCAATGACGCCTTAGAGAAAACCTTGTTGAAGTCTCTGTGGCGCCTGGACGAC
TTTCTGAGGACCCCCCTGTCCGAGGAGATTGACGCAGAAGCCTCTGGAGACCTGCCCGAG
TCGTCCCGGAGCTTCCTGGACGGGAATGAGCTCACCCTGGCCGACTGCAACCTGTTGCCC
AAACTGCACATTCTGAAGGTTGTGGCCAAGAAGTACAGGGGCTTTGAGATCCCACCGGAG
AT
>BJ499341 ID   BJ499341   standard; mRNA; EST; 484 BP.
GAGACTCTGAGGGAAAGCACCCNACANATGTAGAANACTCATTTGGAGGAAAAAACAAAC
ACACTAAAACGTTTTCNAACTCANAATAGTAAGGAAGCTATGTGTTTTTCGATTTTCTCA
AGGACAGTTCAACTAAATGCGTCAGTTTACTGAAAAAAAACGTTTGCTTAATAGAAACCA
AGAGAAATCGATACTAAACCATGACTTGCTGTGTGTTCACACACTTTTCGGGGACCAAAT
GCCACANAAAACACTGCTATATGATTGGACCATTGTAAAGTACCTGCCATCACCACGTGT
GGAACCCTGCAGCCAATCTTGCANGAGCTGCAGGGCTGGATCACGCAGATCTCAGCAGAA
CTGGCTTAGCAGTCTAAATGATGGTCTGTAGATCAACGTTCACCACCTTCAGCAAGAAAG
AACCCGACATTAATGAAGCTTAGCAACGAGGAACAAACCATAGAGGGAAGGAGAATCTCA
GAAC
>BJ499342 ID   BJ499342   standard; mRNA; EST; 506 BP.
GAGGCTGCGGTATCTCTACCAGCGTTTGCTGCNGCTGCTGGGGAGGAGGTCAGATGTGGA
GGACTTGTGGGCTGACAGCACAAGTGATGCTGTGGCGGCAGGTTCCTCCAGGGGATATGA
GGCGGGAATGGATGAACAGAGCGTGAAGTCCTGGCCTATTTTCCTCTTTTTTGCTGTGGT
TCTGGGTGGACCTTACCTCATCTGGAAGTTGTTGAGCTCCAGCCCCAGCTCTGATGAAAA
TAGTACAAACTGGGCCAGCGGGGAAGACGATCATGTCGTGGCTCGGGCCGAGTATGATTT
CTCAGCAGCTTCTGAAGAAGAAATTCCTTTGCGGGCTGGAGACATGCTAAACCTGGCCCC
TAAAGAGCAGCAACCGCGGGTGCGAGGCTGGTTGCTGGCCAGTGTGGATGGCCAGACAAT
TGGACTGGTCCCAGCTAACTATGTGAAAGTCCTTGGCAAGAGGAGAGGCCGTAAGCACAC
GGAGATGGAACGGCTCGCTGAGGTCC
>BJ499378 ID   BJ499378   standard; mRNA; EST; 558 BP.
GGCACGAGGGGCAACAGTTTCTCCACTTAAGAACTTTGTGGCTGGGGGGGTTGGTGGAGC
CTGCTTGTTGCTGGTCGGACACCCTCTAGACACCATCAAGGTCATACTGCAGACACAGCC
TAAAGCTCCCCCTTCTGCTCTTTACTCTGGAGTCTATGACTGTTTCTGCCACATTGTGGG
CAGACAGGGCATTGCTGGTCTTTATAGAGGTATGGGGGCCCCTCTTGCAAGTGTGGCCCC
TATGATGGCTATCAGTTTCCTTAGCTTTGGTTTGGGGAAACGGCTGCAGCAGAGAGACCC
TGACATAACCCTCTCGCACAGGCAGATATTCTTTTCAGGCTGTTTGGCAGGAACCTTCAC
TACAGTGGTTGTCGCACCAGGAGAACGAATCAAGTGCCTGCTTCAGGTGCAATCAAGCAG
CGGAGAGTCCAAGTATGCAGGTCCACTAGACTGTGCCTTCAAGCTGTATCAGGAAGATGG
AATCCGCAGCGTCTACGAAGGAACCCTCCTCACCTTAATCAGAGGTTCATCATGCATTCA
TACCATCTACAGACTCAC
>BJ499415 ID   BJ499415   standard; mRNA; EST; 190 BP.
CAGACTGGTACCAAGAACCCACACGGGACAGTACCGTCACGCTCTGAACCGACTCAGGCT
CCTTCTCTGCCAGAGATGCATCTTCNAGAACCAAAGATCGCAGCCTTTCAGTGCTCTTTA
CTGCCCCCCACCCCCTACTGTCCCTCCTGGGGGTGTTGAGGCTTCAGAACCGACATTAAG
GAGGGCCCCC
>BJ499474 ID   BJ499474   standard; mRNA; EST; 472 BP.
GAGGTGTACCAGTACAGCACAGAGCCAATCAACACGTTCCACGGCATCCATCAAAACAAC
GACGAGCCAATCAGAGTCAGCTACCACCGTAACATCCACTACAACTCCGTGGTGAACCCC
AACAAGGCAACCATCGGGGTCGGACTGGGGCTGCCCGCCTTCAAGCCGGGGTATGCAGAC
CAGTCCCTGATGAAGTCGGCCATCAAGACGTCTGAGGAGTCGTGGATCGAGCAGCAGATG
TTGGAGGACAAGAAGAGGGCAACCGACTGGGAGGCGACCAACGAGGCCATCGAGGAGCAG



GTGGCCAGGGAGTCATACCTGCAGTGGCTGCAGGACCAGCAGAAGCAGGCCAGACAGCCC
CGTAAGGCCAGCGCCACCTGCAGTTCAGCCACGGCAGCGGCTTCCAGCGGGCTGGATGAT
TGGAGCGCCCGGTCGCCACGGCAACACGACTCTGACCCCTCCCACTCTGACC
>BJ499501 ID   BJ499501   standard; mRNA; EST; 648 BP.
TTCGGCACGAGGAAGAGAGCCTCTGGGATTGGAACCAACCGACACCTCGACTCCTTGATG
ATGGCGATAATGAAGTTGGCTGTGGTTGTGCTCGTTTCTGCCGCCGTAGCTCAGACCAGA
GCTGATGCTCCTGAGGCCGCTTCCTCTGAACCAGCTGAAGATAACGTGGTGTTGGAAAAG
AAACGACTATTATACCATGCTTCGTGGACTTCATTCCGCGGTCGCCACTTCCGTTATTTT
TCAAGCTCCATGACTTGGGCTGAAGCTGAGAGTTTCTGCCGGTCCATTGGGGCCAACCTG
GCCTCGGTTAAGAACCACTTCGAGAACACCGAGCTCCTGTCGCTGATAAAGCAGAAACAG
GGACGCTACAAACCAACTTGGATCGGAGGCTCTGATGCTCAGACTAATGGTGTTTGGCTT
TGGAGTGATGGAAGCAACTACCAGTACACCAACTGGTGTCCCAATGAGCCCAACAATTAC
TTTGGCAACCAGAAGTGCTTGATAATGAGTGCTAAAAAGAGAAGATGCTGGGACGATGTG
AGGTGCGGGGCGCGCAGACCCTTCATCTGTGCCAAAACAAAATGTTGAATTCCAACATGA
ANATGCCTGTTAAGATAGACAGATTCCTGCTTTTTTCTCTCTACTTGT
>BJ499505 ID   BJ499505   standard; mRNA; EST; 594 BP.
CGGCACGAGGGGTTAATGTTATCATTGTCCGAGAGCCGCTACGACTTAGTCTTTTTTTAA
GCTATAAACTCTTGTTAAAAACATTTAAAAACACTGACGTTTTTTCTTCTTTTTTTTAAA
GGACATGAACTGAAGCAGGCTGAGCTGTTAGGACTTTTTTTCCAACCATTTAGCCGTTTT
ACACTGCCAAAGTGAAGTTCAAGACTGAAAAAACCGTAAAACCAACTCATGGAGGCTCCG
CTGGAATCCACGAACAATCGCGATCTAAACTCCGTGCTGTCTGCATGTGAGCCAGAGCTG
CAGGAGTTGATGAGGCAGATCGACCTCATGATCAGCCATCAGAAGAGGGAGTGGGAGGCG
GAGGTCCGGGCTTTGGACATGCGGCTGAAGAGCACAGAGGAGGAGCTGCTCGCCTCCAGG
GCCACCATTGAACGCAGAGAACTGGAGATCGGATTACTCCACAAACAGCTGGAAGACGTT
CAGGTTTGCCCCCAAGATGTAGTCTCTAAATATGAGCAGCAGCTGCAGAAAGTCAGTGAG
GAGTTGGATAAACTAAAGAGAAGTTACCACAAACTTCAGCGTAAACAGCTCAGG
>BJ499513 ID   BJ499513   standard; mRNA; EST; 624 BP.
CAGTACGAGTTTGACTCGCCTTTCTGGGATGACATATCTGAATCTGCGAAGGATTTCATA
CGGAACATGATGCAGAAGACCCCTAGCATGCGGTACAGCACAGAACAAGCACTCAGACAT
CCTTGGATTATTGGGAAGACCGCCCGCAGCAACGACATCTACTATTCTGTCAGCACCCAG
ATCCAGAAGAACTTTGCCCAGACCAAATGGAAGCAAGCCTATAATGCAGCTGTTGCCATC
AACCACATGAAGAAGCTGAAGCTGGCTCACACAGAGCTGCCTCTGAGGCAGACCAGCATC
CCTGACATCAAAGTCATTGATGTGTCCTCCCCCACGAAAAACCGCAAACACCTGGGCCTG
GACAGGCCGGAGCCCAGGGCCGCTGAGGTGGTCGAGAAAGGGAAGCAACACATGTCTCTG
CCCACGAGCCACGTCGACCTGAAGAGCCACGTCCATCCACTGCAGGCCAGCCAGAGCCAA
AGCGACACACACCACGCACCCTCCATGGCTGAGCAGGGAAAGCATGCATACCACTCAGAG
CCGGCCAACCTCAACGGGTACACCAAGAATCACAGCGGGAAACCTCTGCAAACTGGAGTT
TGTGCCGTCATGTGAAAATGAAGA
>BJ499516 ID   BJ499516   standard; mRNA; EST; 108 BP.
TCGGCACGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
>BJ499520 ID   BJ499520   standard; mRNA; EST; 681 BP.
GCACGAGGGTAAAACCGTGTGGTTTGAGCATCAAAACCCTCAAGACGAGGAGACCGTCAC
AAACCCGTTTCAGAAACCTCTTTCAGTTGCTCCTAGAGAATTGAAGCTTTAGCCACACAA
TAAATGAAGCACAGCAATAATCCTCTGGTTTCCTGTCACACTTCCAGATCTTTCACCTCC
TTCCGTTTGGGTTTTGCTTCTTTTCTAGACGCGTTTGCACTGAACTCTGGCTTTTGGGGT
CAAAACTGGACTCAAAGGTCATTGCACATGGCGGGTTTAGAGGTCAGGTTTGTCTGTAAT
GGGGTTTATTGTTATTTTATTCCTTTATTGTAATGGGCTTGAATGAAGATCCAACCTGAA
CTCGGGCAGCAGGACGGGCTAACACCTACCCAGGACAACAGCGCAGCTTTTTGGGGATCT
GCCTGCTGCCGTGGCTCTACAGGCCGAACATCCCTGCTGACGCTCCGACTGGCGTGACCA
GAGAGGCTCACGGCTGAGAAAGCCTGCAAAGCTTTGCTCTGACGTGCGAAATGTAAATAG
ACCAAAATACTTCACCCAAAGACCCAAAACCCTTTCAGGAAGCGCACTCCTTATTCCTGC
AGTTGAAACAGGAGGAAAGGACAGCGGGAAGCGGTCCTCATTTTATTTAAATGAAAATCT
GAAGCTTTTTTTTTTTTTTAC
>BJ499525 ID   BJ499525   standard; mRNA; EST; 596 BP.
ACTCCAGCAATACAACTTGAAGTTTTCCTCTTAAACTTTACACACTTTGATCTGCGCTCA
GAGCAATAACATGGCTCAGACCAAGTGGTGGATTTTCTGCGCGTTATCCCTCGCCAGTCT
CGCTCATTTGGGGTCTTCCAGAAAACACAGAGCACACGGACAACAACCCATCATATTCAA
TGAACTGTGCGCCATGAAGGCGGATCCGGGACCCTGCAGAGCCATCAAAGACAGATATTT
CTTCAACGTTAGCACAGCTCGCTGTGAGGAGTTTGAATATGGAGGCTGCAGTGGCAACTC
CNACAACTTTGTGACGCTGCAGGAGTGTGAGGAAACCTGCGTTGTCTCTGATGAGAAGAA
CCCGTGCCATTTAGAAGAGGCTCCCGGTCCCTGTCGAGGGCTACTGTCACGCTACTTCTT
TGACAGCAAGACTCGCCAGTGTAGGCGCTTCTTTTATGGTGGCTGCTTTGGCAATGCCAA
CAATTTCTGGAGCATGGCCGAGTGCCAAGCCAAATGTCAGAACCCAGGGCCCACAGATGT



GGGAGAGGTCGTGGAGCCCACAAACCTACATATGAGACNGGAGGGAAAAAAAGAAA
>BJ499532 ID   BJ499532   standard; mRNA; EST; 381 BP.
AGGCCCCTTTCCACCCCGTTACATCCAGATCTAAGAAATATGACACGGGGTGAAGACTTA
AAGAAAAAGACGGGAAAAAAAACCTAAATGAAGACTTTGATTTCTTTTGACTTTAAAGAC
TTACTTCGAACTTGTAGTAAAAAAAAAAAGGAAACGATTATTCATAGGACAACTAANTGC
ATAGCANCTTTAGGNGAAGTCTTTTGTTTTGTTTTGCCCACCCCATTCCACTACATGNGT
CCCTCCCCCCTTTGTATGCTGCTTTTTTTTTGNCTTTCANGCANTTTTTTAATGAAAAAC
ATCTTTTTTTCTTTTTTGCNCCAANAACAAGTCTGTAATTTTCTCNCAAACNCNCAAATC
CAATAAAAANGNGGGGGGTTG
>BJ499533 ID   BJ499533   standard; mRNA; EST; 658 BP.
CATCTCTTGTCTGCACGACGGCATGATGGATGTCGTAAATCAGCTGGTGGCCCAGGGTCA
GTTCAGAGTGCTGAAGGTCCCACTAGGCTTCATCAAGGTCTTACAATGGTTCTTTGCAGT
CTTTGCCTTTTCCACCTGTGGCAGTTACTCTGGGTTGTTGCGAGTTGCAGTTGACTGTAA
GAACCGGACAGAGAGCGACCTGAAGATTGAGGTGGAGTTTGAGTACCCATTCAGACTTCA
TCAGGAGTACTTTGACGCCCCAACCTGCAAAGATGGAGAAAAAGAGCAGGTTTTCCTCAT
CGGGGACCATTCTTCATCAGCTGAATTCTTCGTCACCATTGCTGTCTTCGCTTTCCTATA
CTCCACAGCGACTCTCAGCATATATATTTTTTTCTTTGAAAAGTACAAGGAGAACAACAA
AGGTCCTCTGATTGACTTGGCGGTGACGGCGGTGTTCGCCTTTATGTGGCTAGTGAGTTC
TGCTGCCTGGGCCAAAGGCCTTTCTGATGTGAAAACAGCAACCGATCCGGACAAAGTCAT
CATGATGATTCCTGCCTGTAAAAAGGAAGAGAACCGCTGCCGGGAAGTCCACGACCCGGT
TATGTCTGGATTAAACACCTCTGTGGCATTTGGATTCATTAATCTGGTCCTATGGGTG
>BJ499541 ID   BJ499541   standard; mRNA; EST; 640 BP.
TCGGCACGAGGGCGGCTGATTCCGGTGGCGATCAAAGTGGTCCATCCAGGCGTCAGGAGG
CAGGTGGAGATCGACCTGCTGCTAATGAAAAGTGCAAGCTGGCTCCTTCAGTGCCTGCCT
GGACTGAAATGGCTCAGCGTGTGTGAGATCGTGCAGGAGTTCGAGAAGCTCATGACCAAA
CAGATTGATCTACGTTGTGAGGCCAAAAACATGGAGCGTTTCCTCGAAAACTTTCGAGAC
GTCGACCATGTCAGGTTTCCGACTCCGATGCGGCCGTTTGTCACCAGGAACATCTTAGTG
GAAACCTTTGAAGAAAGTGAGCCGATTTCTAAATACCTGGCCTCGGATATTCCGAAGGAG
GTGAAGCAGAGGATAGCCAGAATGGGAGTGGACACACTGCTGAAAATGATTTTCGTTGAT
AACTTTGTCCACGGCGATCTCCATCCGGGAAACATTCTGGTTCAGTGTCGGGCGCCTATC
GCTGCCTCCAGCGACGGTTCGGGCCTCTCGGGGGAACACCACGGGAAGACCACTCTCACC
GACCTTCTGGACACGGTGGTGGTCAGCGTCAGACCGGACCCGTGCCCGCTCCAGCTGGTG
CTGCTGGACGCTGGCATCGTAGCCCAGCTGAGCGACCACG
>BJ499543 ID   BJ499543   standard; mRNA; EST; 585 BP.
TCGGCACGAGGGGATTACCCTGATGTTGTTACCATAGTGGACTACGGACAGACGTATGAA
AAGAGGACCATCAGTTTGCTGAAGATTGGTCTCGAAAGTGAGAAGAGAAAAAAAGCCATC
TGGATGGACTGCGGCATTCACGCCAGGGAGTGGATTGCCCCGGCCTTTTGCCAGTACTTC
GTCAAACAGATCCTGCAAAGCTACAAAACCGACACAAAGATTGAAACGATGATGAGGAAC
ATGGACTTTTATGTCACACCGGTGCTTAACATTGACGGCTACATGTATTCTTGGAAGGAC
AATACGACTCGGCTGTGGAGGAAGAACAGGTCACCGGGACCTTCGGGCGACTGTTACGGC
ACTGACCTCAACCGCAACTTTGATGCCAACTGGGGCACCATAGGAATATCATTCAACTGC
TCTTCGAACATCTATTGCGGGTCCCAGCCTGTGTCTGAGCCTGAGGCGCAGGCCGTTACC
TACTTTGTAGGAAGTCGAAAGGACGACATCCTGTGTTTCCTCACGATTCACTCCTATGGC
CAACTGCTGCTGGTTCCCTATGGACACCCTAACTTCACCGCCCCC
>BJ499554 ID   BJ499554   standard; mRNA; EST; 104 BP.
AGGGTTTACATGACAATGGTAATTCTTATCATCATCATTATCATCATATTATTGTTGTTT
GCATTCATAGTATATTTGTTGAGCAAGTCCCCCCCCCCCCCCNT
>BJ499567 ID   BJ499567   standard; mRNA; EST; 595 BP.
CGGCACGAGGCGTATGGATCAACCCCCCCGCAAGGGTTCAGGTGACTGCAAGCAGAAAAG
AAAGATTTGGACGAACCTGGACTGTAATAATCGGAATCATTATTATCTCTGCTTGGTTTG
ATCCTGTTTTTACGGTGTAGCGCCCCGGATGCTGCTGAAAATCTTCATAAACAAACTAAA
GTGACTTTAGTTTAATCCGTTTTGCAGCACTTTAGTAAAATAAACTCTCGAGTCGCTTAT
ATTTAAATCATTTTAACAATCAAAAAGTCAACATTTTTACTATAAAAACCAAAAACACAC
TGTCTAGTGGGTCAAGATGACCCCACTCCCAATGTCAAAGTGCCTAGGAAAGCACAAGGG
ATAACAGAGAAATTCTAGTTTTCCCCAAAACAAACAGAAAGGTGTCTTTGGGCTGTAATT
GTTGTTTGATTGGAAACACCTGTACCTGAAGGTGAAAGGACTCGGGATGCGAACGTCTCT
TCCGGATGAATCGATGCGGAAGCCAGATTTATTTTCATAAATCTAAGGATTATAGACATA
TTTGATTGATGACCTGTCAATCATTGCAACCTGTTTGTTCCTTTGCTTTCCTCAG
>BJ499582 ID   BJ499582   standard; mRNA; EST; 183 BP.
GTTGTGTTTTTACTCACAGATTGGGAAGCAATCACAAAACTTGAGATGTAGGTAGAGGCA
TGTAAAAAATAGTAAACATGATCTGATGCAAAACACCTGAAATCATCGGTATTTCTAGCT
TCTATAACATTATCCTTAAAAAATAAGTCTTAAACCAACCTCTAGTTTANTTTTTTTTTT
TTT
>BJ499606 ID   BJ499606   standard; mRNA; EST; 606 BP.



CGGCACGAGGGGCACTTCTGGGCCACCGCTGTGATGGGAACCGTAACATCCTCCATGCTG
CTGTCTCCGTCTGTTTCCCTGTTAGTAACAAGGAGACCAAAGAAGAGGAAGAAGCAGAAA
GGTCTGAAAGAAACACCTTTGCGGAGCGTCTGTCTGCTGTAGAAGCCATCGCCAACGCCA
TCTCTGTGGTCTCGAGCAATAGCTCTGGAAACAGGACGGGTTCCTCCAGCAGCAGAGGGC
TTCGACTGAGGGAGATGATGCGGCGGTCTCTGAGGGCGGCAGGTCTCGGCCGCCATGAGT
CTGGTCCGTCATCCAGTGACCATCAGGACCCTGTCTCCCCACCCATTGCTCCACCAAGCT
GGGTCCCTGACCCTCCACCCATGGACCCTGACGGTGACATTGACTTCATTCTGGCTCCTG
CTGTTGGCTCACTCACCACGGCCTCCACTGGAACCAGCCAGGGGCCCAGCACCTCCNCCA
TAGCAGGACCATCAACTGAGCAGTCTGTGGTGGAGTCCAAAGACAGGAAGGCCAATGCCC
ACCTCATCCTGAAGCTGATGTGCGACAGTGTTGTTCTGAGGCCACACCTGCNGGAGCTGC
TCTCTG
>BJ499613 ID   BJ499613   standard; mRNA; EST; 565 BP.
CGGCACGAGGACTGTATTCGCGGGCGGCCCTAAAGCCGCAGCCCGTCTTCCCGTCGCCGG
AGCAGATGCTGTTCGACCACGAGTTCACCAAGCTGGTCAAAGACCTGGAAGGGGTGATCA
CCAAAGCGGTTCACAAGTCCACCGAGGAGGACAAAAAGGAGGAAGAGGTGAAGAAGACGT
TGGAGCAGCACGACAACATCGTAACTCGATACAAGGAGCTGATCAGAGAACAGGATGCTC
AGATCCAGGAGCTGAAGGAGCAGGTAGCAGCTCTGTCCTCCCAGCACGAGCAGATGCAGG
CCACTGTCGCACAGCAGCTATCCCAGATCCAGCAGCACAAAGACCAGTACAACATCCTGA
AGCTGAAACTAGGTAAGGAGAGTCCGAGTCAGGGGGACGGCTCCCAGCAGAACGGACTGC
AGACCGAGGAGCTCTCTCAGCTCAGAGAGGAGCTGGACGAGCTCCGCAAGCAGCACGCAG
TCCTGCAGACGCAACTCGCCGAGCGAGACGCACTAATCACCACCCTGCAGTCGAGCTCCC
AGACGACAGAGAGCCCGGCAGGAGG
>BJ499616 ID   BJ499616   standard; mRNA; EST; 661 BP.
CCTTTTAAACCTTTTAGTAAAACAAACCATAAGATGAAGATGGTTTCATAGATGTTGAAA
AGCTTCTCTTTGATCCCAATTTATCAGATAATATAGAACATCATCATCATGGAAGGAAAC
ATGCTTTTAATGCTTATGGTTCAAAGAAAGCATTTGGCCTTTTTAAAGTGAGACCAAAGT
AAGTTCAGTGTAATTAAAAGCTGCAACGTTTTGTTTACAGTGGCTTTTTGCTCCTAAAGA
CTGTTTGAATAGAACCTGTAGAAAAAATTTCTACTGAAGTCCTGCTATGAATTAACAAAT
GATTCCTAATGCTGTACAAAACAAATGAATGGAACCATGAGTCTGACAGTTTGATTTTAG
ATCACCCTCACTTTAGGGTGGGAGGAACATTTAGGATGATGATTAAAGGAGGAAAGTAGA
CTCCTGCCTGTTAAAATATATGTGGGCTAAGTAAGATATTTGATCCTAGTGCTTTTAATG
AACTATAAAAGTATTAAATTAGCTAGCACTTTCATTGTATTGCTTTTCAGTTTTGGCCTA
TTTTCAAAGACTGAAAACAAGATTTTTTTTGTGTGCTCATGTGTTTGATGCGGTACCTGC
GTTTATTTTTGTATCATGCTCTTAAGTTGGCTGTGCAATCACCGTATCACTTTTTCCCCT
A
>BJ499668 ID   BJ499668   standard; mRNA; EST; 629 BP.
GCGGTGAACGTGTCCCCCATAACCGCAGAGGTATCGCTGGGGCCAGACAACAACCTGGTG
CTGGTCAACTCCACCCTGCAGCTTGAAGACTCCACCCCCAACAAGGAGAACGTGGCTCCC
GCATACAACGTGTGGTGCACGCTGTGCGAGCGCTCCTACACGTCGGACTGTCCCGAGCAC
GGCCCCGTCACCTTCATCCCCGACACGCCCATTCAGAGCAGAGCTCGCCTCTCCCTGCCG
CGGTCTCTGTGTCTGCGCATCTCAGTGGCTGACGAGCCCCTCGGAGTTTTTGCTCGCGAC
ATTATTCACCCAAGGACTTGCTTTGGACCCTTGGTGGGCCAGCACTGCACCAACGCAGAT
CTCTCTGATTGGCCAGAGAAGGACACACCTCANATTTGGAAGATGTATCANAACAATGTG
TTGGAGTTCTGCATAGTGACCACAGACGAGAATGAATGCAACTGGATGATATTTGTCCGC
AGGGCCCGAACACACGAAGAGCAGAATCTGGTGGCGTATCCTGCAAATGGCAAACTCTTC
TTCTGCACAACCACAGAGATCCACCCAGAGCAGGAGCTGCTTTTCTACTACAGCCGGGAC
TACTGCCGGGGTGATGGGTGTTCCTCAGA
>BJ499680 ID   BJ499680   standard; mRNA; EST; 553 BP.
GACAGATTTGTACTCATTGGGCTTGAACAAGATGGAGAACAACACAACAATTTTTCAGGA
TGTGACTGGGGCTGTAAATCTACCAGAAATGCCCATGAAGTCTCTAGCAGAGCAAGTTGT
GACAATATTTTTGACATTGCTGATTTGTGGAGTCGGGATTGCAGGGAATGTGATGGTCGT
GCTCGTGGTGTTGCGCACCAAACACATGGTGACTCCNACCAACTGTTACCTGGTCAGTTT
AGCCGTGGCTGACCTGATTGTGCTCCTAGCTGCAGGCCTTCCCAACATCTCTGATGTTGT
AGCCTGCTGGATATACGGCTACACTGGATGCCTGTTTATAACCTATCTTCAGTACCTTGG
CATCAACGTGTCATCCTGCTCCATCACAGCCTTCACCATCGAGCGCTACATTGCTATCTG
TCACTCCATAAAGGCTCAGTTTATATGTACAGTTTCCCGGGCCAAGAGGATCATAGCTGG
GGTCTGGATCTTCACCTCACTCTACTGCACCATGTGGTTCTTCTTGGTGGACATTGATGA
AACAGTCTACGCT
>BJ499714 ID   BJ499714   standard; mRNA; EST; 376 BP.
AGTCAGCAAAATCAATGCTCAAGTCAAAGAAGGACGCCACATCCCCTGTTGGTTCGACCC
TGGCCAAACGCCCCTCTGGCGCTCTGGAAGTGGGCACGCCCTTCTACCAGGACGGTCAGC
TGCAGGTCCGTGTCTACTGGAAGAAGCGAGGAGACCCATCCGTGAGTCGGTACCATGTCC
AGTGGATGCCTGAGTACTGCAACCATAACGAGACCCGAGGACCAGAAGNAAATCTGTCAC
ACAGGAAAACTACATCAACCTCCCAGGTCTGTTGTTCTCCTGCAAGTACAAAGTCACCGT



TCAGTTGCTGAAGTCCAAGAGACGCTCCAAGGACGAGAGCACCACCTTCCTCACCCCATC
CTGCGCCACCATCCGG
>BJ499723 ID   BJ499723   standard; mRNA; EST; 103 BP.
ACTTTCATCAGAGTGGGTCTTTACGGANACGTGTTGTAGCTTCTCCTTATATTTCGTCTT
TGCTCTTCACTTTTAAGGGCTGGTCTGCTGTAGATTATGTACA
>BJ499794 ID   BJ499794   standard; mRNA; EST; 299 BP.
CGAAGATCCCTTCAGGTTTTTTGAACTACTGGCATTTTCTTTTCATCAGAAAGCATTTTC
TTTTTTGTACATATGATTTACTTGTTTTCATTCTTATTGTTGTGGTTTTTACATCGTCAC
ATTCCAGTTTACATTACCCAGAGAGAGAAATGTTCTGCTCCGGGGTGGAGGAGACGGACT
TTCAGAAGATGAAGGATTCTACGATGCATTTGATCAGCGACACCAGTCGTGGGTTTGGGT
TTAGACTTCGCCTATCAGGTGCACTTGATCCGAATGTCGGNGTGTGTGTGTGTGCATGA
>BJ499814 ID   BJ499814   standard; mRNA; EST; 550 BP.
GGGAAACCGTACCAAAGACTATTTTCTCAGCAGAACCATGCAGAGCTTGGAGCGTTACTT
CTATCTAATTGTGTTCAATGCATACCTTCACGAACAGTATCCCCTCGCCTTCGTGTCCAA
CTTCAGTCAGTGGATGTGCTGCCACCCGTGGCTGTACAGGCTGCTGGCCTGCATGGATCT
GTCCGAGCTGTCGGCTCCTGCTGAGCTGGTCACCAGCGGAGCCCGTGTCCTGGTCGCTGA
TGAGTACCTGGCTCCTGACGTGCTCAGCACGGTCAAAGAGATGAAGGCGGTCAACTTCAG
ACGAGTTCCCAAGATGCCTGTTTATGGAGTGGCTCAGCCGACATCAGAGGCAACTGGAGC
GGTTCTGGCTCATCTGACAGATGGAAAGAGGAAGCACAGTCACATTTTGTGGGTTAACCT
GCAGAATGAGTTGGTGTTGGAAGGCAATGGACAGATATTTGTTCCAAGGGAACCTTCATC
TCTGGATCAGCATATCTCCATCCCAACCTGTGACCCGCAGTTGCTTAGGAAATTGGAAAC
ATCGTTGAAG
>BJ499866 ID   BJ499866   standard; mRNA; EST; 584 BP.
GTGAAGGAGGAAAAGGAAGAGCATGTACCAGAAAATGGTCAAGTGTTGGGTGCTGCTGCG
CANAAAGTGGAGGCTGAGGAGGAGGAGGAGGGGGAGGTGCTGGATAGACACAGATGTCTC
CTGGCCCTGGCAGCCCTGCGACACGCCAAGTGGTTCCAGGCTCGAGTGAACGGACTCAAG
TCCTGTGTTATCGTTCTCAGGATACTTAGAGACATGTGCAATAGACACCCCAACTGGGAA
CCTCTCAAAGGATGGCCCTTAGAGCTAATATGTGAGAAAGCCATTGCCACCTGCAACAGA
CCCCTGGGTGCAGGAGAAGCTCTGCGTCGAGTCATGGAGTGTCTGGCTTCTGGCATACTC
CTACCAGGTGGCCCCGGCTTACATGACCCATGCGAGAAAGAGCCTACAGACACTCTAGCC
AACATGACCGACCAGCAGGCCGAGGCTATTACCTGCAGCGCACAGCATTCTCTCANACTC
ATGGCATTCGGACAGATCTACAAGGTGCTGGAGATGGAGCCACTTCCTTCAAACAAACCA
TCACAGAAATATCCCTGGTCTGATAAAGAAGGTTTGGGGATGAA
>BJ499905 ID   BJ499905   standard; mRNA; EST; 422 BP.
GAGGGCCACACCAGTCATCGTCTTTTGCTCAAGACCCACCATAGAGTTTTGACAATATAC
TGGATTTGTAACTTCCTCCGTGGTCTTTCACTTAAGGTCTACTTCATATATGAAGAGGAA
GTTGAAGTGGAGGAAAAGGAACCAGAACCTCCCCCGGAACCCATTCTTCGGATCAATGAC
AAACCCCACAAATTCAAGGATCACTACTGCAAGAAACCTAAGTTCTGCGATGTCTGTGCT
CGCATGATAGTCTTGAACAACAAGTTTTGTCTGAGGTGTAAAAACTGCAAAACCAATATC
CACCATTCATGCCAATCCTATGTCGAGTTCCAGAAGTGTTTTGGCAAAATTCCACCTGGA
TTTAGAAGAGCTTACAGCTCCCCTTTGTATGGCAGTGACCAACCCGATCCAAATAATCCA
AA
>BJ499906 ID   BJ499906   standard; mRNA; EST; 163 BP.
CGAGGGAATTTCGGATGCTAGTTGGACATTACTCGGCTTTGGTTTGATCCTCATGAAACA
AAACTTTAACAGATGTCCTGTGAAAACAGATTTTCTACCACAAAAGCTTTTGCAATAGTG
ACACANCANAGCACCATATCTGATTTTTTTTTTAAACTCACCA
>BJ499959 ID   BJ499959   standard; mRNA; EST; 264 BP.
GAGGGGGAAAGGCCACCAGAGCCCCAAAGCTGGGCTGAAACACCAAAGAACGGATAACGA
CGAAACGCCCGACCCCAAAGCTCCTCCACATCCTGTTATTTCTCCAACACCTCAGCCCAA
GCAGACCATCACCATCGTCCCTTCATTTCTCAGGAACCAGTCCTCTGAGAACTCTCTAAA
ACCCGCAAACTGCGCCCCGACTCCGGCCTCCTCCCCGAGCTCACTGTCTCCGGCCCAATC
CCCCTGTCCATCCCCATCCCCGAC
>BJ499972 ID   BJ499972   standard; mRNA; EST; 557 BP.
AAGTTTCTAGTCCATTCCTGTGGCGATTTTTTAAAAGAAATATCCGAAATGCCAATTCCG
CCACTAGGGGGAGTAAAGGAAAAGCAAAACAGGTGAAACAGCATATTTCTGCACGTGCCA
AAAGTGAAACCTAACAGCTCTGCGTCTGAGTAGGATGCACCTTGGTTCCTTATGAGCCTC
ACCGCTGTTATCCTGCTATAAGGATGATCAGTAGCGACACCCTAATGACGAANATGTTGT
CAAAAAGTGAAGTGGAGTGAAGAGATTTCCAGGAAAAATGGACAGTTTTTTTTTCTTTCA
TGAAGCTGAATGCAAAACCCANATGCTTTGTATGTCACCAACATCGCAGTGTTCAAAGAA
TATAACATTCAGCACCACTGAGAGACTCACCATAAAGAAAAGTTTCTGGATTGCTTCAGT
GTCACATGTAAAAGATTCAGTCTGTATTCATTTGAATAGACCAACTTTTCTTTAATTGAA
ATTAATTCTATTTGGGATCCATTAGCCCTAAGTGATTAGGCTACTATGTTGATTGAGGCA
TTTTTTCCAACTGAGTA
>BJ500015 ID   BJ500015   standard; mRNA; EST; 495 BP.



GAAAAGGGGCCAAAGAAGAACTGATGCAAGTGAAAACACACTGAAGTACACACAGCAGTA
TGTGCACACATAGGTATGTGTTTGAGATCATATAAGCTAATGAAGAAGCAATAACCAAAC
TCCGGATGATGAACGTCGAGCATCTGGAGGAGCAATAACGGACTAGAAAACTCTGACGGA
CTCACTTGAATGAAACGAGAGCTGTTGCTGGTGGCTGTCTCTCACAGGTTCTATTGCTGT
CTATGTTCATTTTTTTGTGTTTGTTTTTAAAAGCGATAAGCACCCCCACCTCCCACCCCT
TTTTTTTTCATTTTTAAGTAGCTCCCAAGTGCTCAAAGTTTCGCTGTACATAAAACCAAA
AACAACCTTTGATTTCCTGCTTCCTTCGCCTTTTCACAGACNTTTCAGTGTAGCAGCGGA
ACATGCAGTGTGAGCTTACTGAAGGAGTTTGGATTCAAACTGTGACACTTATGTTTAGTA
TTTTCTTTTTTTTTT
>BJ500021 ID   BJ500021   standard; mRNA; EST; 704 BP.
CGGCACGAGGGCTTGGCGTGCAAACGACGTCGTCACCTCCTTCTTGGACGAGGAGTCTGA
CCCCAAACCCTGACGCCAGCCTCAAAATGACCACCATGACGGTTTCCTGCAAACACTGTG
AGAGCGTCAGAGTGACGCCCCGCCTTCACTTCAGGGTGCCCCTCCCCCTTCGCCGGACTC
CTCCTTCCTTTTGTGCGCCTGCTGTCGGTTCGGGCCGTTCAGAGCCGTGTGGCGTCACGT
GCAGCAGCTTATTTTTCCCATGATTCCCAGAGAGAAGCGGTACGAACGGCGAACGCAGCC
GCAGGCATCAGCCGGTGCTTTTGTGCTGCAGCTCATCGGAAAGTTCAAAAAATGACGCCG
CAAAAAGCGTCGAAACTCTCCAACCTTCCTCCAAGAACCAAATCTGCACAAAAATGGACA
CAAATACCTCCNGGTGGAAACGGTTCGGCTCCATTTCTGTTCCTCTTGGTTGTTTTTTCC
TGACAAATGCGAAGATGAACCACAGCGACGGCGGGAAAAACTCAGCTCCCAACGCCATCC
CAACGCCNCTGATGACAGGAAGTGACCTCAGAAAGCAGCCGGTGACATCATCAGCTGGAT
CCTGCAGGACAAAACCCAGAACAGCGCAACGGACTGTCCCACTTCAAACACGGGGGGGCG
GCGCGCACTTACCGCAAAAAGTCAGGCTTTTTTCTTCCTGCATC
>BJ500028 ID   BJ500028   standard; mRNA; EST; 628 BP.
GTCCCGTTTTCCACACCTGCTCATGCACACCTACCTGGCCATGCGGACCTGTGCTTCAGA
GAGGACATTCCTGCCTTACTACTCCACCGTGGAGCAGCATTTTAAAACACAAAACCAGGG
TTTACACCATGACTCCCATCATGCAACACAACAACAAAATGAGCCATGCTCTCAGCACCT
GCCAACCCACACTTTACTACCTTTGTTACACGCTCAGGAGCCTTCACATTCATCAACATC
GGATGCAGTCTGTATGACAACAGCTTCCGAATCACCGCCCTCATCACCAGATGAGCATCC
TTCCACACAACCTTTAGTTCCGGTGGTGCCGCTGTTGGAGCTGGCACAGCCCACAGAGAC
TAACAGTCAAATAGTGAACTCCACCTTTGCCTCAGAACCACCTACAGTTCCTCTCAGGTA
AAAAGAACCGGGACAGCTGTGCAAGCTAACACTGGCTGACTCCTGCTGTTGGACCATGAA
CCCTTGAACTAATCTACACCGGGGTGGATATAGCACAGAAAGAGGTGTAGCCTTTGAAGA
GTAGAACACTTGTGGGAGTCGGCTGCTGTGCTGTGAGCTGGTGGAGACCGGGCCTGCAGT
GCCTGGAATCCACTGCCAGGTGCAGCCG
>BJ500064 ID   BJ500064   standard; mRNA; EST; 645 BP.
GGTACAACAAGGAAGAACACAGAGTTGCCATCATGTCTCAAGCGCCGAAACCCAAGCCCA
AAATATCTGCATCGCGTCGATTGTTCTTGAAGTATAGATTTACCAACAATGCATCTGCTG
TGTGATCCTGTTGTTTTATTTATGCCAGACAAAACTGCTTAAGAAAGCCATGACTATGCT
GGAAAGTGAAACACAGGCCAAAGCAAGTGAAAAAGAGAGGACTCTCGCTGAGAAAGTGCC
AGCCCTTCAGCTGTCAGGACTGTCTTTGCAGGATTTACAGAATTTTTGCAAAGACCTGCA
CAGGAAAATTGATAAGGTTGATGAGGAGCGCTATGATCTTGCTGCTAAAGTAACAATAAA
TGACAGAGAGATACAAGATCTGTCCCAAAAAGTTTTCGAGATGAAAGGTAAGATGAAGAG
ACCTGCACTGAAGAGGGTGAGGGTGTCTGCAGACGCCATGCTGGGAGCTCTGCTGGGATC
GAGGGTCAAGGAGTCTGTGGACTTCAAGTCTCACCTCAAGACTGTGAAGAAAGAGGAGGA
GAAGAAGGAAGAAGTGACTGACTGGCGTAAGAACGTGGATGCCATGTCTGGGATGGAGGG
CAGGAAGAAGCTCTTTAATGCTGGGCAGTAGACTTGAAGTAGTCC
>BJ500078 ID   BJ500078   standard; mRNA; EST; 494 BP.
ATTGTGTCCTAAAAAACTCTTCTTTTTCACATAAATCTACACAATAACTGTATAATTCAC
TCAACATTCTTTTGTCCCCGTGGATACNGAAACATGACAAAAGGTAGCAGGTTAGTGCTT
GACTGTTTTGCTTTTTTTATAAACCAGTTTTTCTTTTTGTGTATAAAAAGGGGCAAAGAA
AACACTAAAAACATTTATTTTGCCAAACCAAAGATCTGCCTGACAGACCTGCAGCTATNA
AGCGAAAGGATGGGGCTCTGAAGCAGGACTGGACTGTTTACATCTGTATTCATTTGAGTA
AACCCACATTTTGAGCTCAGTCTTTTTGTTTTCCATATTTGAGAAAAGGTCATTGGATTC
CCCTTAGCANCTGCAGGAAGCATAAAACTGGTCACATCAGATAATTGATGTACATCCATC
CNGGTGTGGATGGTGAAGTTCCCTTTTCAAACCTAAGAAACATGAGACATTGAGTTTTTA
GCTCTGCCATAGCT
>BJ500080 ID   BJ500080   standard; mRNA; EST; 561 BP.
TCGGCACGAGGCAACGACTAGCCCACGTTGCTGAGCCGCTNAAAAGAACAACAATTCAAG
AATTCAAAGGGAGTTGAACCTAGAAAGACCGTTTCCAAAATGTCCATTGGCGTACCAATC
AAGGTCCTGCATGAAGCAGAGGGACACATTGTGACCTGTGAAACCAACACTGGAGAGGTT
TACAGGGGCAAACTGATCGAGGCTGAAGACAACATGAACTGCCAGGAATAAGTCTAGAAT
CTACCAATTATAACAAGCAGTTGTTCAACATGTTTGTAGCGAAAGACAAATCGGTTACTC
CTCTTCGAAGAAAAATCTCTCCCGGTTTCTTTGTCCCTCANAATCTCAGCCAACCACACA
TGTCCNACATCACAGTAACCTATCGTGACGGGCGGGTTGCCCAGCTGGAACAAGTGTACA



TTCGTGGCAGCAAGATGCGCTTTCTGATCTTACCAGACATGTTAAAGAACGCTCCAATGT
TAAAGAGTATGAAGAACAAGAACCAGGGTTCTGGAGCAGGAAGAGGCAAAGCGGCCATTC
TGAAAGCACAAGTGGCTGCAA
>BJ500110 ID   BJ500110   standard; mRNA; EST; 650 BP.
GAGAACGAGCTGGTAATGTGCCAGTCTGTGGAGGCGGACATTCTTGGGTTACGCAAGGTC
ATGGACGACCTGACCATGACGCGGTCTGACCTGGAGATGCAGGTGGAGGGCCTGAGGGAG
GAGCTGGTCTTTATGAAGAAGAACCACCAGGAGGTAAGGGCCTCACAGAAACATCTCCAG
CAGACAAAAACCTGCTGAGAAATGCAAGAGCTTTGTTGTGTCAACAAAGTTACGCTGTAA
TTTTCCTCAAAGTCTTGAGCTGTACACTAGTGCAGTACTCCGCCCAGATCACCTTATACA
ACAGACTTTATCCGGTAATGTTGTTTCATGAAACAACAACCTGAACAACTCCNGAACAGA
ACTTTTTTAACTAAGCTCGGTGGATCTACGCTGCTTCTTTCTCTGTCAAGAAAATTCGGC
CCAAAAGTGGCTCAAATCTGCCATTTCTGAACACCAACAGCAAATCCTGTCAGCACTGGG
TCATTTCTGGCCCGCATTTCANAATTTAATTTTCCTGGATCCTATGAGGCCCAAATGCCA
AAAATATACCTGGTCGTGTGGTTGCTGAATGTGAACCGATCAAGCCCAGGTGACTCCTCC
ACCTCCTCCTTCAAGTTTCTGTCTCTAACCTTTGCAGGATATGGCAGCGA
>BJ500134 ID   BJ500134   standard; mRNA; EST; 232 BP.
ATCATAATTGTCTTTNAACATGTCCTCCAGCATCAGAAAAACACTACGAGAACATGTTAA
AAACACTAAATACAGGATTTTCATCGGAGTGGGTTTTTAAGATGTTGGCATTGTGGCTAG
AAATGATNATTATTAGTAGATATTCTGGAAGGCAGCATAGTTTAATAGCAAAAACTTTCA
AAGCAAGGCACATATTCGCAGCACTTTGAAGGTGATTGTTGTCTGTGAAGAG
>BJ500139 ID   BJ500139   standard; mRNA; EST; 273 BP.
GGTGACGGTCCGCGCTCTGCCTGGACCTACACTTTTACCGGAAGACCCGGTTCTCCTGAG
TTCGGTAGCTCGTTCACCTAGAGCTGTGGGAAGGATCGCAGTCCGAAGTCTCCCACACAT
AGCGCACATGTAACAAAGCATCCTCCCTTCCCATCAAACACAAAGTCTGACTGCTCTGCT
CAGAGACACGGTCGCTCGGTCCACCGGTCCACTTGACTAATCAAGTGCAGGAGCGGACTA
TGTCTTTTCTATTTTTTTTTTTTTGTTAAAGNC
>BJ500169 ID   BJ500169   standard; mRNA; EST; 485 BP.
TCGGCACGAGGCTTAATATAAAAATGTCAACAGACACATACGTGGAATCCAACATACGTC
CGCAACTACACCGTAATTAGAGTGATCAAAATAGGCATAGCCATAGTACACATACACAGT
CTACAGACTATGTCCAACTTTAAAGTTTCAATTTGATCTGTGTCACCAGATTTTTTATCG
AAGGGGGTATGTTTATGTAAATTTGGTAACAAATGTATTCACCATGGCATAGGAGCCACA
GTATGAAATATACATCCTAGCACTGTGTAATCATTAGATTTGCTTAATCCTTGGGGGAAA
CAATATATATATATATATATATATATATATATATATATTCNTGGAGAGAGCTTCTGTTCT
TGTANGGAAGCCTGAACACCTCNCTTTTATTCNGTGNGAANCACAATATGCNCCTNACAC
AATCTTTGTAATTGACTTTGGTNTGCCAGTGTGGACAAAACTGTAAATGTTTTGTTTATG
TATGT
>BJ500197 ID   BJ500197   standard; mRNA; EST; 152 BP.
GGAGGAGTAAATTTTTTCCCCTCANGAGCCGTACCTCTNTCCNNACCCACACTCGTGCCA
NTATTCATCCTCTCCTTCCNGTCCTGTCCNACGCCNTGACCTTCTTGCACACACTCNCAN
CTGCNCNCCTGCTGTTTCCACTTGTCGGCTCA
>BJ500205 ID   BJ500205   standard; mRNA; EST; 511 BP.
GAGGGCTCAAACCCACATGCTCCTGCTGATGAGGAAGTGCTTTGTATTGAAAGAGATGAC
ATGACAGTGAGCTGGAACAAGGATGGCTCAGTCTGCCTATCCAGCACAGAAGCAATTAGC
CAGGACATGTGTAGCTACGATCATGGATGTGAGCATTACTGCGAGACCACAGACACATCT
TACAATTGTTACTGCTCTGAGGGTTTTGTGTTAAATGAAGATGGCTACAGCTGCATCCCT
GACCCGGTGAAAGAACTCTCGTCTTACTCGACCAGCCCCACTCATCAGCCCCATATCANA
GAGGTTTGTTTGGAAACGGGGTGCGAGTACGACTGCAGAGAAACCCCTCGGGGCGTCAGA
TGCACGTGCCCCAACGGCTTCCAAATAAGCCCAGATGGGCGCAAGTGCTCAGATGTGGAT
GAATGCTTACAGCAACCGTGTTCCCAACTTTGTGTCAACATTCCAGCCACCTTTCACTGC
ACCTGTCACCAGGGGTATCAGCAGGATGATG
>BJ500210 ID   BJ500210   standard; mRNA; EST; 649 BP.
CGGCACGAGGCAAAGACGCATCAGATTTTGTTTCAAAAGCCAAATGTGGACTCCTTTGTC
TCTTTTCTGCTCAGTAGAGTGATCATTAGAGCTTTAACACAGACAAGTCTGTTTGAAAAC
GGTTTTTGTTCTGCATGTCCTTTTTCTGTGTGCAGCACAATGACCTGACACACTCACTCA
TTATTTCAAGAACATTCTTTCAACACTCGACGGGCCACTATTTACAGTAATTTGATGATC
TTTGACTGACAAGCGGGCTAATGATAATTTAATTTGGATGTTGCTCTTGCCCTTGTAAAA
TGAATCGCACACACTCCTTCCTGCTGCTGGTCAGTTAGTTAGAGACTGTTCTCCTGACGG
TTCGTCGGCCCGGCGTGTCAGCTTCGATCCTGAGGGGGAAATGAGACGTGAGGTCTCAAA
GAACTGACAATATGGCTCAGGAAGGCTTCCACGGGGAGATAATGAGAAGGACTAGGTTGT
TTGCACTTCCAGGTTTCTGTCTGTTGTGGGTGCAAAAAATGAGGTGAAGACGGTAGAAAG
TGAGGAGGTCGTGTCATATTTGTGTCTTTAGATCTGCTTTTTTGTCCTCTGTTGCTGGTT
GATATTTGCATTTTTCTGCGCTTAAGGTGTTTTTTTTTTGTTTTTTTTT
>BJ500212 ID   BJ500212   standard; mRNA; EST; 657 BP.
CGGCACGAGGCAAAAAGCGTGCTCCTGTTCCCCCCTTTACCCAGCAGACTGCGATTCCTG



ATTCACAAGATCGCAGAGGGACTGCCGCATCTCGCCACCTTTTCTGTGGGGGAGAATTGG
TGGCGTCGGGTGGTGGTCTGCTTCTCTGAACTCAGAAAAACGGAGGTGGATGAAGATGCA
GACTCTGGTCCTGAAGTCAGCTTGTGTGACGAGCCGGCGCGTTTTCATAGGCAGAAGGAA
GGGGAAACAAAGGCCAAACCTTCAGCCTCGTCACAAAGTCGGGCTCCTAAACGGCCGGAC
CAGCCTCTTTACATGCCGCGAGCTGCTCGGCAGAGACTGTCACTACAGAACTCACCAGGA
CCTGCAGAAAACCAAGAGTCCCAAAATTCTGCTTGTGGCGGAGTCTCTCTCGGGGGTCTG
CCTCAGGCGGGTGACCGCCACAAGGCCGCAGCAGAAAGTGACGCTGACGCATCAGGAAAC
AACTCAGCATCATGTCCAGAGGAGAAGAGGAAACCCTCACAGCTGAGTCTCGGGGAGGAT
CTGGTCTTGGAACAGACTCAGTCCTGCTTATCTGAACTCAGCTTAGAACAGGGAGAAGAT
GCCGAGAGCTCAGATTTGACCAGAGAGGCGGATCACCTCACTAAATTGATCAAGGCC
>BJ500251 ID   BJ500251   standard; mRNA; EST; 659 BP.
ATATACTGACCAATCAGGTTAGTTAGGTAGGCGGAGTCTGCCGGGCCCCACATTCAACAT
TGATTGACGGATTTTGTGTAGCTTGCTATCAAGTGGTAGGTGTGTGGACTTCCAACAAGC
TCACTCCTGATTGGCTCACTCCTGATTGGCGAAAGTGGTTGCCATAAGTCGCTGCTTAAT
GATGCATCACCAAAAAATGGCGACTGAATCAACCTCATTTGGTTGCACCTGGAAGTAAGC
CATTTTCTATGGATGATGTCACACTCAGTCCTATTATGGAAGAGTGGTGTGGTGCCTTCA
AAGACCTAATGCTTTGTCGGTTGGTTGGTCAATAATTAGCAAAACCGGCCAGCATGGGTT
TACATAGTATACCATCATTTTAATCAATTATTTCTGTGTTTGGCTTTTACAAGAAATACA
AGTTAACATATGCAAAAAAATGCTTTTGTTAAGTTCATTACGCANAGGAGAGGCGACCAA
AGAGAATGACATGCGAATCGAGTTTGATGTGAACGCAACTTAGAGCTCTCCACCGACATA
AAAACAAATGTTGTCTCTAAACAAACCAGCAAATAAACTCTAAAGCCTGAAAATTATATA
TTTTTCCCTGTAAAATCTTTGAAGGACTTAAAATATCTTAGCAAAAAGAAATACGCATA
>BJ500264 ID   BJ500264   standard; mRNA; EST; 629 BP.
CGGCACGAGGCAACATTTTTATGTATATTCTCTATTGTTTCTGTTTATTTCCTGGAACAT
TTGAGGCCAGTGAAATGCATCCGCGATGCCAGAAGGAGCCTCATGATGGCGTACTTTGAC
ATCCCACACAAAACCAAGGATAAAAGGTTGAATGGCGTCCCTGTCTGTGCTTCATAGTCG
ACAAAGTGTAAATAAATTTGACAGCGGATGGAATCTCCTAGCCTGACAGTGTGAAATGAG
TTTCTGTGTTTAGAGAGTAAGTTTACAGAAAAAGAAAACATTTTCGGAGATGTTGGAGCA
TAATTTGTCAAAATAAAAGGTCTGTCTTGGATTTTATTATTTTTTTATTATTTGGCTTTT
CTGTAAAAGAAGTTCAATAAATCTGGAGAAAAGTTTATTTTTTATTAAATTACGAGGTTG
GAAGAAAGCTGCAGCAAACAGTAACAGTGCTTCCAACTTCACTTTTTATTAAAATAACAT
TTAAAATTCACTAAAATGAAAACTTTTTTCCCCCAGTTATTTTGTTGCTTTAATTCCNGA
TGAAGTATTTAATCTTCAGTTTCATCAGAATAAAATGTGAACCTGTGTAATCACATTACC
TAAACTGATCAACTTTTCTGTCACAGAAA
>BJ500343 ID   BJ500343   standard; mRNA; EST; 297 BP.
TGTTTAGGTGCTGCATTTGGGGTCTCATGAGGACAAAGTGGACCACAAGGTGAAAGCACA
TAACTTTACATGAATACGACGGTTAGGTTCACAGCTAAAATAATCATTTGCAAGAATTTA
GACTGCTTTTCTTTTTCTACCCCATACATACAGTAATGTTTTTGTGGCAACAAAAGCATA
AGAAGCTGAACTGTCGAGGAGAAGCATGGCTGTTCTTGACGGATTCGAACCGCAATGACG
TCCGAGACTTTATGAAGTAACTCTGAGGGTGACTCANAAAGCCNAAGAAAAAAAAAA
>BJ500346 ID   BJ500346   standard; mRNA; EST; 678 BP.
TTCGGCACGAGGGTTTCCTCTTTAAAAAACTGTTTTGGACATGCCTATCCCTCCAATGCC
CCTACATTGAAGGGATTGGGAGAAGCTGCAGAAGTAGGGGAAGAATTCTGATTACCTTTA
CCATTTACCTTACACTGTTTCTTTTAGCCTACAAACTGAGCTCGGGCCCACATCAGAGAA
GATAGAAGTTATGTGGCCCTCACAAGAAAAAGTTTGGGAACTCCTGTTCTAGACAGAAGT
TGCCTCTTAGTGCCTCCTTCCTTGGAGTAAATAAATCAATTGTCATACCACCGTGTCACA
TAATTGAGAAATTGTCTTGTAGAACATTTGAAATCTTTTAAAAAATAAAATCTGAACTAA
GTCTGGTTGACTCCTAATCTACCTGGATAAATGAAAATTTACACTGGCGCATCCGGTTAA
TGCCAAATTATCTAGTATAATCTGGGTAAACGACAACAAAGAGTCTTCTTGGGTTTTTCC
CTTCAGGGGCCACCACAGAAAATCAACTTCCTCCATATAACCTTGTTTTCTGCATCCTCT
CTNACACCAACTACCTTCTCAAAGAAAGTTACAACAGGATGTTAACACTAACTTAACACT
TCTTTTGGTCTTCTCTATTCAGTGGATGCTTGTTCTCCATTCTATTTCCTCTTTTTATCA
TCAGTGCAAATGAAGCAA
>BJ500392 ID   BJ500392   standard; mRNA; EST; 120 BP.
CGGCACGAGGGTAGAAAGTTTGATGGGAAATGCTCGTGTGAGAGCAGACTTTTGACTCCA
GTCTTTTAATGACAAGAATATGTGAGAGAAATCAGAGCTGATTCTAGCCCCCCCCCCCCG
>BJ500402 ID   BJ500402   standard; mRNA; EST; 399 BP.
CAAACGCCATGATATGAAGTAAAAATAATTAGTAAAAGAAAGCAACGTTTTCTGAAATTC
ATTCCAAACTTTTGCACCAGATTGTACATAACTTTATCAGGCCCGTCTGTGAACTAGGTC
ATATTGTTGTAAATATTGGTACACCCCTCCTTTTTCTGTTTAAAAAAAAAATGCACCCAC
GGTTCTCAATTGTTATGACGTGTGAAAGATTTGTTTATATTTGTGTTTTTTTTTCTCCTT
TCTCTTTACATTTGCTGTCAGTCACTTTTAAATTATAGCTGTCCCCTATTTTTTTAGGAT
GATCTCTGTTAANATTTGGTATTTATGTCATCACCTTCAGCTCCGGGCCATGCTCTTGTT
TGCTTTGTTACTCAGGATCACCANAAAGGAAAAAAAAAA



>BJ500499 ID   BJ500499   standard; mRNA; EST; 583 BP.
ATGGGCAACTGCTGTGAGAGCGCGTCCAACTTCTTTGGGCCCCAGAAGAACACAAACGTT
CGTGTCAGCCTGCCTGCCGTCTGCTTCGTCTGGCAGATTGCTATGATTGTGCTGTTTGGG
GTCTTCATCAGGTACGACGAGGAATCAGATGCTCACTGGGTAGAGTTAAAAAAGACTGAG
AACCTCACAGACCTCCAGAATGAATTCTACTTCANATATCCNAGCTTCCAGGATGTCCAC
GTCATGATCTTTGTTGGCTTTGGTTTCCTCATGACGTTCCTAAGACGTTACAGCTTCAGT
GCTGTGGGCTTTAACTTCCTGATCGCTGCCTTTGGCCTGCAGTGGGCTCTCCTTATGCAG
GGCTGGTTCCACCACTTCGACTACTCTACTGGAAAAATCTACATAGGAATTGAAAGTTTG
ATAAATGCAGACTTCTGCTGTGCTGCCTCTCTGATCGCCTATGGAGCCATCCTGGGTAAA
GTCAGCCCTGTGCAGCTCATGGTTGTCACCTTGTTTGGTGTCACTCTGTTTGCTGTGGAG
GAGTATATCATCCTAGATCTCCTTCATTGCAGAGATTCTGGTG
>BJ500528 ID   BJ500528   standard; mRNA; EST; 601 BP.
AGCCGGTCCGGTTCTGAGAGCGATGAAAGCAAGGAGGCCTCAGAGTCTGAGGAAGAGGAG
GAGGAGGACTTGAAGACGAAGAAAAATAAGGAGAAACCGCTNAAAAAGCCAGTCCAAGAA
AGTGAAAGCGAACAGAGCAGCGAGGAAGAAGTCAGGAAGCCCGAGAGGAAGAGCAAACAG
AGCAAGAGCGACTCGGAGTCAGAATCCGAGTCGGAAAGCGAGTCTGAGAGCAGCGAGTCC
GAGTCGGAAGACTCTGAAGACTCTGAGGCGGAGCTGAAGAAGAAGAAAAAGGGGGCTCCA
TCCAAACCTGCTTTCAAAGCGACCAAGAAGGACAACAAGAAGGAGAAGAAAGAAATGTCT
TTGCTTGATCTGGACGACTTTGAACCGGCTCCATCTCCTCAAGTCACCCCCGTCAACTCC
TTCCTGTCCAACAGCCTGGTGACCGACCTGGAGGGGCTGTCCCTGTCTGACTCTGCTCTC
ATGCCGGCCACCATCGCCCTGTCCAGCGCGCTCAAGAGCTACGAGCTGCTGCACCGCANC
CACGGGGGAGGGCCTGGTCGGTGGAGTACTGCTTCAGCCGGCAGCCCTTCATCACCGACG
C
>BJ500540 ID   BJ500540   standard; mRNA; EST; 687 BP.
GAGGCAAGTTCCCCTCTAGCAAAAAGCATCTCCTCCCCACTTGACCCTCATTTTTGAGTC
AATATTAGTAACATTGTTGACAAATATAAATAAATCATCAATGCAAGCTTCTTTAAGCAT
AGAAAAAATAACTTCAAATAAATGTAACATAAAATGTAATTCAATTTTCACTAAATTTCC
CCTTTCCAAAGTCTCCTGCCCTCCTCCCGTCCCCCCTATATNAAATGTTCTAGCTCCTCC
ACTGGTGTAGATTAAAGTTGCATTTTCAGCATGCATTCTATTTCATCAAAGGTTTTGCCT
GAAACACATATGCAGACNATCGTTGCATTTTGTTAGAAATTTACTTAAATATGCCTCTTT
TATGCACATTAAATTGAGAAATTAAAAAAATTTCATGTAAAACCTGGGTTGAATCAACTT
AACTTAAATTAGCCACCACAATATATTTTGAAGTGTTTAATAAATAGGCTTATAAAAATG
TATTGCCTGCCATGCAAAGGGTTTAAAGGAATTCCCACCAATCCCATTCACTCTGATTTT
CTTCTTCACTACNGTGCCGACTTCCATCCTGACTTGATCTGTTTTCCATTTCTAAAGGGG
CAGAGCTGCACTTCATGTCTGACATGCTGTACCTTTAACCATGACTCANCAAAGTCACAT
TTTCTGTGTCCTGCAGGCTGCACACCT
>BJ500638 ID   BJ500638   standard; mRNA; EST; 419 BP.
AGAATTTCGAGAGCTGGGATTGCTGATAGACCAGGTGGCTGAAACTCTCTGGGAACAGGT
TTTGAAGCCACTCACTGAACATTACATGGAGGACAACGTCAGACAGACGGTGGTGAACTC
CATCAAAGCCAGCTTGACAGAACAGAGTTCCCAGAACACCAAGTTGAAGCCTCACTGACA
CATCCCTGTGCCCCCTCCCACAAACCGTTTTCATCTGCCTGTTCACCGTCCAGTCCTAGA
TCTGTGGAAATAGTTCAACACCAAAGCTGACCTTGTTTTTATTTTTACTGTTCTGATGCC
CCCTCTATCTGTCGAGGACCTGTGCATCTACCCCAGCTCTTCAGCGCCCCCTAGTGCCTC
ACAACAAGAACTGCACAAAGGTGGCGGTTATCTCCTCCTGCCAAACCCCCCCCCCCCCC
>BJ500649 ID   BJ500649   standard; mRNA; EST; 423 BP.
ACGAGGCCCCAGCACGCCCCCTTTTCTGTTTATTGCAACAGCTCGGGGCGTTGTGGCGTG
CTGCATGCTTGCCCTGTTTTCCTCGGAAACCCGGCAGGTCAGCTTACGCCAAACACCCAC
CGGCCCCCGCTGCCGCCTCCGGCCTTCCTGCTCGGTTAACCCCCCCCCTCGCTTCATCCC
CCATTGCCTATTGAAATGAACCTGACTGCTACTGTTTATGTTCGGTGCCTGTGGATTTTT
TCATTTTTTTACTCTTGTTTTAGATCTCTCCGCTCAGCTTTTTATTCCCTGATTTCTGTT
TAGCTTTGACAGTAGCATGTGCCCCCCCCCCTAAAACACACACACACACCCNAACNCACA
CACACCCNCAGCCCCTGTTCAACCCTAAAAAAGGCCAACAGGANCCTGTTTTGTGACCCC
CTC
>BJ500673 ID   BJ500673   standard; mRNA; EST; 449 BP.
CGGCACGAGGCAAGAAATGAGGGGGGAGGCTCATCTGGAAGGAGCAGGGGTGGGTCCAGA
CCTCGCACCCGCAGCCAGGACGACCTGTTGGAGGAGATGTACGAGAGAGCAGCTCGCAAG
GGGAGGAGCCTCACCCCCCCACAGCGGCACAAAGAGCCCTGGAGCTCAGATGAGGAGGAC
CGCAGGAGGAGAAAAGGAGGAAGAGGGAAGGGGTGGACAGAGCAGCCGCCCAGCTACTCC
ACCATCGACATCCAGCATGGAAACAGCAGCTCCCACAAGAACTACGCCCCGCTGTCTGAT
AGAGGCTCCCATAGCAGCTCCNGCGTAGTCATCTGAAACATTTCTCACCTTCACTTGTCC
TGAATATTTCCACAACCGAGACAAGGAAGTTGGCAACTGAACCTTTTGAGTAAGCTGAAG
CCGCTGTGATGAAAACAGTCTGGGTGGAT
>BJ500679 ID   BJ500679   standard; mRNA; EST; 172 BP.
TTGGGACAGTACGGCGCGTGTAGAGGCCGCGCTGTAAATGTTTCTGCTGATGGGAGAACC



CAGGAGGTGGCCAATCAACAGCAGACAGAGGCTGACCTTTGACATGTGGGCGGAGCTCAG
GAAGCAGCAACGAGCAGCTGGCTGTGTACATAGATGGACGTCCACGCCCCGT
>BJ500690 ID   BJ500690   standard; mRNA; EST; 373 BP.
TTCGGCACGAGGGGTTCCAACATGGCGACTGACATATAGCAGAAAATGACTTCATCTGGT
TGGAACAGAAGGAAAGGCATTTACTATGGGTGATGTCACACTCGCTCGGTCCAGTTCTCT
AATACAGTCAATGTCTTGGGCTCATGAATTGCAGAGATCTCTCTGAAGATGCGCTCACTC
GAGGCGGATTATTGTGGTGTGCAAAGAATCTTTCTTGCCAGTTTGCGATTCACTTGAAGC
CTGAGCAGAAGAGGGTGGGGCCTTAGTTAATACCAGCTCGAAGATATTAACTGAGCTGTT
TTGTATTTTTCAGTATGGGGAAGACAACAACACTTTTTTTTTTTTTTTAAAAAACNACCC
TTTAAAACTTTGG
>BJ500737 ID   BJ500737   standard; mRNA; EST; 373 BP.
TTCGGCACGAGGATTTCATTTTGAAACAATTTTATAATGGTCGATGCGAAAGATCAATCT
GGTTGGATCGTAGGAATCTAAATCGATTCATCGATTAAGTAGACTAATCGTTACACCTCT
AGTAGGAAGGGAAGAGAGAAGGACGTGAGAGAAACACCCCCATGAGGGAGCAGGAGACGA
GGAAAAGACGAGGGAAGATGGATAAGTGATAATTCATTGCAAAACCTGTCATTAACTCTC
TGTCAGCCACTCCTTGCGCTTTTTCCTCTCTCTTTTGGCCTCCTCTCCTGTGGTAACTGA
CGCCAGCTCCTTGCTGTTTGTTTTAGCCTTTTTCAATGTCTCTTTTTTTTTTTTCTTTGN
GAATTTCTGCTTC
>BJ500746 ID   BJ500746   standard; mRNA; EST; 655 BP.
TCGGCACGAGGGCCAGTTCCACCGCTACCCGACCAGCATCGCCTCTCTGGCTTTCAGCAA
CGATGGCACAATGCTCGCAATCGCCTCCTCCTACATGCAGGAAAAGGGAGACATAAGCCA
TCCAGAAGATGCCATCTTTATTCGCCAGGTCACAGACGCTGAAACAAAACCAAAGTGAGT
CTTCGTCTCCTTCATTGCCCCTAGGACTGAATAGCTTTTTTTCAGCTCTGTGGGGGAAGC
TCACCTGATAAAAGGGGCAAATCCAGCTGCAGCACATTCTGATCTGTATCTTCTTGAATC
CACCTTTCAATATCCNACAGCTGACAGATGGATCAGAATTTGAAAATAGTCCCCTATAGT
TTTTGTGACTGTTGTAAACATTGTTTAGACNAACAAATTGTGTACTATAAAATGCAAAGC
TGTTCAGTATATTCCTTCTCTTCTGTATCCCTGGAGGTTTTCATTTATCTTTTCACACTT
TTTAATTTTCTAAAAGTTGCCCTGTGGATTACTAAAACAGTGCTGTTGTATTTCATGGTA
TGCACTTCTTGCTGCAAGCTTTACCAAGAGTTGTCACTGTTTTAGGTTTAAAGTGGTGTA
CGCTATTGTGTAAACCAACTGAAATTCCTGATGGAACTTATGAGCTTCAACACCA
>BJ500767 ID   BJ500767   standard; mRNA; EST; 594 BP.
GGCACGAGGGGAAAGTACCAGGGACATCTCCAGACTTTGAAGTGTTCACTTACACGCTGA
CTAATGTGTTTTATGAGCAGTATCTGACCATTGTGCCAGAGGGACTCTTCAACATCTCCA
TGTGTCTATTGCCAACTTTCGTGGTGTGCTGCCTTCTGCTGGGTTTAGACCTGCTCTCTG
GCCTGCTCAACCTGATCACTATAATCATGATTGTTGTGGACACAGTTGGGGTCATGACTT
TGTGGAGCATTGACTACAATGCAGTGTCCCTGATCAATCTGGTGACGGCGGTGGGAATTT
CAGTGGAGTTTGTGTCTCACATGACCAGATCCTTCGCCCTCAGCACTAAACCCACACGTG
TAGAAAGAGCTGCAGAGGCTACAGCCAACATGGGCAGTGCAGTGTTTGCTGGTGTTGCAA
TGACTAACCTGCCAGGCATCCTTGTTTTGGCCTTTGCCAAGGCCCAACTCATCCAGATTT
TCTTCTTCCGCTTAAATCTGGTCATTACACTTCTTGGGTTGGCCCATGGACTAATATTCC
TCCCTGTGCTCCTCACTTATTTTGGTCCTGGTCTGAATAAAGCCATACTGTTGC
>BJ500773 ID   BJ500773   standard; mRNA; EST; 614 BP.
TCGGCACGAGGCAGAATATCACCCCGGTTCTCCACCAGCTGCACTGAACCTCCAGAATCC
AATTCAAGCTCCTCCTGTTGACCTTTAAGGCCCTCCATAACCTCCCCCCTCCCTATCTCT
CCGACCTCCTCCACATCTAAACCCCCTCCCGTCCTCTTCGGTCCTCCTCCTCTGTTCAGC
TCTCTGTCCCTCCGGCCCGCCTCGTCACCATGGGGAGTTGAACCTTCAGCTGCTCGGCTC
CCAAACTCTGGAATTCCCTCCTGATCTCCGTAACATAAACTCTCTTTCAACTTTCAGATC
AAAACTCAAAACTCATCTGTTCATGTCTGCCTTCCCATCCTGATTCACCTTTGATTTTTC
TTTTATATTTATTGTGCTTTTAATGTTTATTTTTAACCTTTGTTTGTACAGTGTCCTTAG
GTTTCATGAAAGACCCTTTAAATAAAATGGATTATTATTATTTTATTATTAATAAAATTT
AAGCTTTTGATTCATATTTCATGCAATCACTTCCAACCTGAAAAGGCACAACTTCACACA
GCAACAGCCTCACTAACTTAATGCAGCGTTTTTAATGAACCTGAAGTTCAGCGCTCCAAA
CCATCTCCACGCCT
>BJ500775 ID   BJ500775   standard; mRNA; EST; 468 BP.
GAGGCTTTTTCCCAGTGTCTTGCATCACTTGGTAAATGGTGTATACTTATATAGCGCCTT
TCTTCCTCCAAGGACAAAGCGCTTTACAGTCACAGACCCATTCACCCAGTCACACACACA
TTCACTCACACATTCATTCGACTCATGGGCGTGCAAGGCGGAATCGAACCTGCAATCTCA
CGATCATGGGTCGACCGCCCTACCGCTGCACCACGGCCGCCCCTACAAAGTAACTTCTTT
GTTACTAAATGCTCAGTCATCCCTCTGAAGACCTGATTTTGCTCTTTGCACCTTGCAGCA
GCAAGAAGGGAGCCGCCAGTCGTCGCAGGAAGTGATGCCATGGCTGAGGAAGGCAGTCAG
ATTGAGTGGGACGCACGCTTCATCCAACTCCGCCACAATGGGAGCAGCTAGATCTTTTAG
TGCCTGTACCTGCTTGAGTGAAACCGTTTTACCATTAAAACCATAAAT
>BJ500808 ID   BJ500808   standard; mRNA; EST; 485 BP.
GGCACGAGGGTCACCCAGAAAGTGGACACCCAAACCATCTCCNGGAGTTAATATTCATTC



CACAAAACCGTCAATTTAAAGCTACGGACACACCGGGCATGTGAATGTGCGTTAAGCTCA
CGCGGTTCACACTTGTCAAGCAGGAAGGGGCTTCTTCTTTGTCTTTTTCTGCTGTTTACT
AGCGCATGTCCACCATTTACAGTTGGAAGACGCCTGATGCGAAATGTTGAAGTGGCAGAA
ATCTTGTGAATCTTGCTTCAGGCTTTTTCTTTCAGCTTTTTTCTGTCAGGCTTTTTCTTT
CAGCGCAGTTATTATTGTCTTCTTCATGGTCAATTTTCAAACGGCCCTGCTTGTCCCTGA
TTGGTCAAAGTTTGACCTGATTTAACTCACATATTGTAAAAGCAGGCAAAAAGGCTCATA
GGAACTTGTGTAGCTTCACGAGAATGGAAGAGTTTTGGACTTGGAAGCCTGAAACACGCG
TTTAC
>BJ500828 ID   BJ500828   standard; mRNA; EST; 634 BP.
TTCGGCACGAGGGGAAAGACCACCATTCTGTACAGACTCCAGTTCAACGAGTTTGTCAAC
ACCGTTCCCACCAAAGGGTTCAACTCCGAGAAGGTCAAGCTGTCGCTGCCCGGCAGCAGG
ACTGTGACCTTCCACTTCTGGGACGTTGGCGGTCAGGAGAAGCTCCGCCCGCTCTGGAAG
TCGTACACGCGGTGCACGGACGGCATCATCTTCGTGGTGGACTCTGTGGACACGGAGCGC
ATGGAGGAGGCAAAGACGGAGCTTCACAAAATCGCCNAGAGCTCGGAGAACCAGGGCGTG
CCCCTACTGGTGGTCGCCAACAAGCAGGACTTGAGGAACTCTCTGAGTCTGGACGAAATC
GAGAAGCTGCTGGCGCTGAAGGAGCTGGGCCCCGCCACGCCCTGGCACCTGCAGCCGTCC
TGCGCCATCATCGGAGAGGGACTCGGCGAAGGGCTGGACAAACTCCACGAAATGGTCCTG
AAGAGGAGGAGGATGCTGCGGCAGCAGAAGAGGAAGAGATAACCTGCAGTCGTTAAAGGG
TTGGAGAACATTTCCTGGCGGTGGATTTTTAGCGCTGAGTTTTATCAGCCGGAGTCGGAG
CGTTGGGTTTTCCGGGTCTTGGTGGTGCGTGGAT
>BJ500849 ID   BJ500849   standard; mRNA; EST; 673 BP.
GAGGGTTTTGATGGCGGGAATGATCGCAAACGCCGACGAAACAGAGCAATACGGAACGGT
CATTGGAATTGATCTTGGAACGACGTATTCGTGCGTCGGAGTCTACAAGAAGGGAAGAGT
GGAAATCATCGCAAACGATCTTGGAAATCGTATCACACCCTCGTGGGTCGCCTTTACAGA
AAACGAGCGTCTTGTTGGAGAAGCCGCCAAGAATCAGGGCGCCCTCAACCCCGAAAACAC
CGTCTTTGATGTCAAGCGTCTCATTGGACGTCGTTTCGATGACGATACCGTCCAAAAGGA
CAAGAAGCTTCTTCCCTACNACATCAAGAATCAGGGCGGAAAGCCCGTCGTTGAGGCCGT
CTTCAAGGGCGAGACAAAGACCTTTACACCAGAGGAGGTCAGCGCCATGATCCTTGGAAA
GATGAAGCAGATCGCAGAGGACTATCTTGGAAAGGAGGTCAAACACGCCGTTGTTACAGT
CCCAGCCTACTTTAACGACGCTCAACGTCAAGCCACAAAGGACGCANGAACGATCGCAGG
ACTCAATGTCATTCGTATCATCAACGAGCCCACGGCCGCCGCTATTGCGTACGGTATGGA
TCAAGCAGATGGTGAAAAGACGATCCTTGTCTTTGATCTTGGAGGTGGAACATTCGATGT
CACCGTTTTGACC
>BJ500852 ID   BJ500852   standard; mRNA; EST; 466 BP.
CGGCACGAGGGGAATTCATTTATTTGGTGTTCTACAGGAGTTTCTCACATGGCTTGTTAG
ACCTTTCAGATACAGAAATAAATAGAATCTTTTTTAAGGTGCATAAGGTGGGGATTTCTT
CTGTTGGTGATAAATGACTGCTCCTTTTAGTGTTGTTTTTTTTGGCAGAACAGCACTGAA
AAGTTTGCATTTGTTTGCAGTATTCTTTGTTACTGGTCTCAGCTGCACAATACTGCAGTG
TCTCTCAGTGTGTTACTTTAACAAGGTGCCAAATATTGTTGTGGAAATCATGTAACTCCA
CTCCGCGTGTGCGTTTATTAAAGTGAGGAATTTGATCTGAGGTTTGATTTCAGCGGTCAA
TAACATTAAATAATAGACACATTCATTATTTGGTTTATGAATAACTACATTTGAATTCTT
CACAGGTGAAGTGAATAAATTGTCCCCCAAGTATAAAGCACTAAAA
>BJ500887 ID   BJ500887   standard; mRNA; EST; 616 BP.
GCACGAGGGTCATAAATGCCCTCCTTTTCTCTCCTCAGTGCCCACAAACGCTTTTCAGTG
GTACCTACAGGAAGTAGTTTATGTAGTCCAGTGTTATTTATTTTTATGATTTTTTTTTCT
TCTTCTTAAACAGAAATGGGTTTACATCACTGACTGAAAAGCTACACCCGACAGTATGGA
GACCCATGCAGGAGCAGTGTTTAAATCCTTTCTGCTGTGCTTCCCTCCTGCTGTGTGTTT
GATCTGGCTGCCTTTTTTGTGGATCATTTGCACACAACTCANGGAGTACTGCCATATGAG
TTTGACAGATGTCTTTTTTTTTAATTAANACAATGCTTCTTTTGTTTTTTTGGAGTTCTG
ACAGACGTATTTAAAATCATATCTTAATGAAATTACTGTTAATAATGATTTTTGTGTTTC
CAAGATAAGTAATGATTATTTAGCGTTCATTATTTTTCTGACAACCTGAGCTCATTTTAC
CTCGCACATGTACTGAAGTTTGTGTTGAGATCATCTTCTTTTACAGTATTGTTTGACACA
CTATTCTGAAGGTGCCTTTTTGTAAATGTAAGGATTTTAGCCACCCAAACCCCATATTTT
TATGAAGTATGAAATA
>BJ500888 ID   BJ500888   standard; mRNA; EST; 595 BP.
ATTCGGCACGAGGGCCGGCCAGCGCTCAAGAGTTTTCCCCGGTCGCCGAGGGACCGGACG
GTTGTCTCCTGGAGCAGCTCATGGATCGGGACTTGCTGGATCGAGGACAGCGTCAGGGAG
AAAAAACACTGCCGTACCCTAAACTGCAAGCTGGCAGCGGGGTCGGAGACCTCAACAAGA
ACCTGCTGATCCAGGCCTACAGCGCCTCCTCGGAGTCCTCGCAGCTCATCCCGAGCGTCG
GACCGGGCAAGCTGGACATCCAGTAGACAGGTGGAGTTTCAGTCTGATGGCTGTCGTTAC
CAGAACCTTCTTCATTTTGATGTTTTCTTTCCTCTGGCAGCTGAATGTGAGCCTGGAGAA
AGAGAGAAAAAGCAAGAATGACAGTCATCTTCTGAAAAGAGAACAGCTGCTCTGGACCTG
ATCTCACCTGCAACCTCCCAAACCTGCTTTCTGACACATCTTCAGGAAATAGAGACCAGA
TTTCTTGGAATCAATCTCAGTCCTCAGTGGACATTTTTGCACGTTCCTCATTGTAAAAAA



AAGGGAATTAGGACAAATGAGTAAAAGTTGGGTTTGGTTGTTTCTGATGACACCA
>BJ500913 ID   BJ500913   standard; mRNA; EST; 596 BP.
GTTTAATGTACCACCTAGAGGCGACATGGTGAAAAGCAGCTCCGATGATTTTTCGACCTG
CTTCAATCTGGAAGTCAAGGGCTGGACTCTTTGGTTCCCCTTTTCCTGTTAACTTTTATA
AATCAAGTGTTCAAGGATAAAACAAAAATGTATGTACCTTTTCAGTTTCAGTAACAGACA
TGGAGTAAGTGATGTTCAAAACTTTATTCAGAGTAGAACTTTACAGGACTGTTATGAACA
AATGTGCTTCAATGTACAGTGATCCCTTGCTATATCACGGTTTACTTTTCACGGTTTCGC
TACTTCACGGATTTGCATCCTGCATTGTGTTCCGCATTCTGATTGGCTAAAAAGTCACTC
AGCGAGTAGCTCAAGAATGGGACCCTTTGATGAGCCGTTCATTACAGTTCTCCAACATAA
TCGATGGGGGCATGTCGGTGTATAAGGATCTTATAGCANAGAAGAAAAAAGAGCGACAAC
AACTGCCTATCACTATGTTCTTCTCCCGAACAAACACACCTGCAGCTGCACCGCGGGCTT
CAAAAGGAAAAAACGCTGCAGAGGATGCAGCGGCTCAGTATGAAGAGCAGTGAAAA
>BJ500915 ID   BJ500915   standard; mRNA; EST; 220 BP.
GGGTTTTCTGACTGTGGGTGAAACGTTTTCTCCACTTCAGGCAGCTGGAANACATGAATG
TTTGTCTTTNAAAAGGTGACAAATGTCCTTCACAGACTGTAAAGTGTTTGCTGCTAAAGT
TTAAAGGAAATGTCAAAACTGGATTATTATTTTTTTTTTTTTGCTGACCAAAAGTAAGGC
AAAANTTGANCAAACNCTTTTTTGTTTCACTTTTTNTCTC
>BJ500935 ID   BJ500935   standard; mRNA; EST; 615 BP.
GTCAAAGGTGGTTGAAGGCATCACTAAACCACCCAGAAGGAAGCTAGGAGCTCGGGTGAC
TCTGTGGGAGCAGAGAGGGCCGCCTGCAGGGGGGGTTGGCATAGTTCAGGAAGCCAGGGG
GATGCAGTCGTCTTCTGACTCTGCTGACACTCCNGGAAATGATCACTCTCCACCAGCAGG
GGGAGAAACTCCACCATCTGTTTTGAAGGTGGTGGCAGAGGTGGCACAAGCTGACTCCAG
GTCAGATCCTAGAACTGAGGAGGACTTAGAGTGGGGAGGAGAAGCAAGCGGGACACAAAC
TGAGAGCAGCTACCAAACCGTGGGACCAGCAGGTAACCCCACTGAGATCACCAACATGAA
AGGCGCAGTGTTCCATGTGGACTATGAACCCTGCTATGAAAACATCTTCATCAAGCAGTC
ATAACATCTGGGAGAAAAATATCAGCAGATCCNACTGAGAAACTATTCTTCCTGTTCTGA
CATTGAAATTATGCAGGAAGGAGAAAACTACTGGTAAACTAAAAATATCAATTTTTTATG
AAAGTTAATAATGTGAATAATGTTGCATTTATTTTACAATACATACTAAAATACTAAAGA
AATTCTGGCTTAAAG
>BJ500936 ID   BJ500936   standard; mRNA; EST; 217 BP.
GGCACGAGGCCTTGCTGTACCAAGGTCTCACCTTGGCACAGCAGAGAAATGTTGTTAGAA
AAGTTTCAAACACTGGTGTCAAAGCAGGAAGTTGAGAAAGTCAGAGGTAAGCTTGCAAGA
GATGTTATCTTCATGACTACTCCTGTACCCTGACAGGAAAATGAAAATGAGCCAATGTGC
TTTTGCCCCCCCCCCTCCTTTTTTTTTTTTTTNCNCC
>BJ500950 ID   BJ500950   standard; mRNA; EST; 616 BP.
ACTCTGGCGCCCCCTCTGTGTGGCTGCTGCCTCCCATTTCACCAGGCTTGCGTTGCGTTC
TCAGCATTGCCAGTCAGCTTTCAGCTCTCTCTTGGCTACCTCCCGTCTTCTGGTGCACTG
TCCACCTTCAGTTCTCTGTTTGTGCAGCCCGCCCACAGTAAGTCTCAGGTGCTGTCAGTC
CAAGTCCTGTACCTGCTCAGAGCTCCATTTCAGTTATAGTTAGGGGTCCTTTCCAACGGC
GTCCAGTACAAAGCAACCATTAACATGTGGTGGAAAACAAACCTTTGGCCTACAAAACAT
CCNAGAAATAAAAGAAAGCAGCACATAACCTAAAGAACTGAAGTCACACTGAAACATAAG
GACCAGTAGCAAATTATTATTGCAACACATCCGGCAGACCTGAGACACCTGTAACAAGAT
AAATGGAAAAATAAATCCACCTAATGAAAAAAATGCACATAATACACAGCTNAAGAATGT
ATTACTCATTTTAAGTTTCTAAAAGCTTGCATATCTNTCATTTCTTCCATTGCTTTTGTT
CTGAAAACCCTTACTTTTTACTATTGAATTAGGTGAAATCAATAAACTCAACTCATGTGT
CATAGTGCTACTTTTA
>BJ501006 ID   BJ501006   standard; mRNA; EST; 637 BP.
TTCNGCACGAGGCCGCAGTGTGCGTCTCATGGCCCTCTCCATAGACTAGCTATTTGCCAA
AACGCANAAACCGACCATTACGCACAGACNAAGTGGAGCGCCATTCGATCGGGGAGCCTC
TCCGCACACTTTTGGAACTTCTCACTCTCGTCGGGCTTTGGGAATAGAATGTAGTTTAAG
TCTGAAGTATCTGAAGGACTTCTAATGAAGGACCTGCGTCTTCAGGGAATGGGTTCGGAC
CAGGCTGCGCTCCGTTTGTTCTCTCTGGAGGGTTACGCGCAGCTACTCGCCATGCACTAG
TAAATCAGCAGAACGCGCCCTGCAGAAACTGTTTCTGAAAAGAAAAATACGGGGTGCAAA
ATACCCAAAAAATGATGCCNACGGACTGTACGCAGCAAGAATGGATTTAAGCCATTTTAA
TCTGCTGGTGGAAAACGTCTCCNGTGATGAAAACGCCACCGACGCGCCGTTTATTCTGCC
GCATACAGAGGTAGCGACTGCGCTCATCATCCTTGTGGTTACTGTGATCATTTTGGTCAC
TATTGTCGGTAATGTGCTGGTGAATCGTGGCGGTGCTGACGAGCCGGGCTCTCCGTGCGC
CCCAGAACCTTTTCCTAGTCTCTTTGGCATCTGCGGA
>BJ501040 ID   BJ501040   standard; mRNA; EST; 160 BP.
GGGTTGTGCTTGGGTTGTGATTCTTGTCTGTGTGATTCCCTCTGTGTGCGCAGTGGAAGA
GACNGTGATGGACACAAGGACTGCGACAGCTGANCTCGGCTGGATATCGTTTCCTGCCAA
TGGATGGGAAGAGGTGAGTGGATATNATGAGAACCTCANC
>BJ501061 ID   BJ501061   standard; mRNA; EST; 159 BP.
GGCTCTGAGCTGTTCGACATCGCGCTGATCCAGAACGACCTCCTCCGAGCCATTTCTGAC



CGCAGCTACTTCACCCAGCGCGTCCACATCTGCATGGAAAACTATGACAGGAACCTCCAG
CAGGGGGCAGGCTAGGACCACAGGGGGGGGGGGNCCNAT
>BJ501085 ID   BJ501085   standard; mRNA; EST; 673 BP.
TTCGGCACGAGGATTTTTTCATCTGCTCCTGATCCAGAATGATCTGAATAAAGAAACACC
CAGAAATGCTGTTTTAAACTTAATTTTCTTACATGTCCTCCATCATCAGCACATGTTAAA
AACACCATCTTCATTGGACTATATAATCTTATAATATATATAATCTTATAATATATGGAA
TTATAATTTTAAACGTTAATTTTTAATAACTTCCCAATTAAACCTCTTTGTTGATATGCA
GAGGCGGAGCTTAACTGTGGGTTTGTCCTGCTAAGATTTGATTTATTTTCTAAAACTTTT
TTTAATCATTTTTATGTGTTTTAATGCCAAAATTCATATTTCATTTAATGTTTTAGGTTT
TTTTTTGTTAAGGTTTTAATGTTTTTTTTCACAGCTTATTTGTTTGTTTATTTGTTTTTA
TGCATCACAATAAAAAAAAAGATAATTAATTGATCCGTTTTCTTCTGTTTTGGATGCTTC
CCTTGCGGTGGCAGCGGGGACGTGTCCGGGACGTGTCTGAACCCCGCCCGGGCTTTTGGC
CCCGCCGTGATGGCCAACTACTGGACCTACCACTGGGTGTACTGGGTGGGGCCCATCGGA
GGAGGCCTCCTGGCAGCAGCTCTGCTCCGGTATGGCAGCCTTCGTAAAAAATGACCTTGC
ANAACCCCCCCCC
>BJ501099 ID   BJ501099   standard; mRNA; EST; 634 BP.
CNGCACGAGGATTTAAGTTAGTCTGGGATCCAGATGCCGCATTCAAAAGTAGATGTTAAA
AGAATGTGTGTGAGGAAATGGTTGTAGAGACAGGTCCTGGATTGTAACAGCCATGCCAGA
AACCTCCCCACAACCTTCCCACATTATGAACTTGTCCGAAAACATGGGCTAAAATGGCAA
AAATTCCTTTATTTATCAGAAAAGATCAGTCATCCGTTTTAGGATAAAAACTCATTTGCA
TGGGAGTATGTTGAAAAGAGCAAAGTGCAATCAAAACACACCAGTGCTCCCAAGCTTTGG
GGTTTTTTGCTCCTAAAAAAGTTCTGAAATTTGACATTACCTTTAATGTACAACAATGAT
GTGAAGTGAAGGTGGAATAGTACATTCAGACTAGTGATGAAGATGCAAGAACAAAACTGG
GTTAGATCAACACTGTATATGTGTGTGAAAATGTAATAATATTTTCATCTAGAATTTTAC
AAAATCCTGTGGAAAATGTAGGTCCAGATGCTCTCTGTATGAATTTTGACTTTGTTCCGT
TCTCTTGTTTTTTTTTATTCCTTCACTTGTCCTCCATTCGTCCACAGTGGGACATCAGTT
GAGCTTANACAGTGTATCGTCTCCTTCATCAACC
>BJ501104 ID   BJ501104   standard; mRNA; EST; 600 BP.
AGGCTCCTTTAAGCACCATCAGCTGCGGACAATGAAATCCTACTTTGCCATCAACCACAA
CCCAGATGCCAAGGACTTAAAGCAGCTGGCTCAGAAAACGGGCCTCACTAAAAGAGTTCT
ACAGGGAGAACAATTCTTGGGGCATTACAGCCATACATCCCGACGTTTGAAAATTCCCTA
AAGTATTAAGAGAAGGGGAAAACTTTGATGGGAATTCCTCACCATTGAAGACAAAGACAA
TATTAGGATAAGATGTTAGAAAAATTGAGAACAAATAAACTTAAAAACTTGTTTCTGATG
CAAATGTTCAGCAGATGATTTTTTTTTTCAAACAAATTTTGTCCAAAGTGAANAAACCCA
ACAGTGTATGATAATCATGATAATCATGCCAATGCTGTGTGAACAGAAGTCTGTACCGGA
CCGATAAATGGGCTGAAATACAGTCAAATGTAACATAGTTTATGGGAACCCAACAGAATG
GCAGGACATGATTGGAAGAGGGTTGACTGACCTCCTGCATGAGCAGAGTGAAACTGAGAT
CATATGGATGTTTTTGGTATGAACACACATAAACGCACACCACCCCTCATTACTGCTCCT
>BJ501124 ID   BJ501124   standard; mRNA; EST; 566 BP.
CGAGGCGGGCTCTTTGGGGAACTCCTCGGGCAGTGATGTGACCTCTCTGTCATCGCAGTT
ACCGGACACACCTAACAGTATGGTGCCGAGTCCCGTCGACACGTGAGGCAGCCGCAGGGT
CAACAAGGCGGCTCTCACTGGATGTGCAAAAGGCGCATCTGACATTCATTCACTCCAAAC
ACGATGGATTTATGCTGCAGGACGCGTTAAAGTCTGGAGATCTAATCGCTCCTTGTGCGT
AAAAAGGCATCGTACTCCCCTTTTTGGATACAGCAAATGGACACGACGCCGGGGCTCCTG
CAGAGAACCCCGGGCCAGAGACGGATATACTTGGAATATTTGCTGGGATTTAAGGCCCGT
TCGCCTGTGCTGGACCTTACAGTATGTTTGCCCCAAACTTGTACATTTGCATGATCTGTA
ACGTTCCCTATCGACTCCTGTAAATTATTTTGAACAAATCAATTCACAAAGTTTGCATTT
TACGCAGGAAATAAATTATTACTATTTATTATGAGAGCAGACATAGCTGATCGTATCAAT
AAAACTGTTGAATAACANAAAAAAAA
>BJ501131 ID   BJ501131   standard; mRNA; EST; 363 BP.
CGAGGCTGCTGAGGAAGCAAAGACACAACAGTGTGAAACCATGCTGAAGTTTGCACTTGT
CCTTGGATGCCTCTTGAGCCTCACTCTGGCTCAACCTATGGAGCATCATAGAGTTGCTCG
GTCGAGCTCAAACTCCAACTCAGATGAGGCCACAACGACNGCNACAACAGCTTCAACCTC
CACTCTTACTCACATACTTGCTCTCGTCATACAGCGACTTATTGCTGGAAGATAAAGTCT
GGGATGGAAGCATACATCAACAAGTGATTAATAAAACATGTCTACTTCAATGTTTTTGAT
TTGTTGCTGTCTTGACTGAGTGAAACAGCCTTCATGTCTTTACAGATNTAAATAAATGCA
GCA
>BJ501148 ID   BJ501148   standard; mRNA; EST; 107 BP.
CGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
>BJ501176 ID   BJ501176   standard; mRNA; EST; 625 BP.
CGAGGCTCTGTTGATGGGTGAGTGAACACCCGAAAAAGGGGCCACCAGTGCCTCCTCCAC
CAAAGGCTACACCTACNAAGGAGCTGGCTGAGGAGCAGATCATTGACCTGTTTGGTGGGG
ACTTCCTACCAGCACCTTCGCCCTCACAGCCCAACGAACGACCAGGAGAGTCCCTCCTTG



ATCTAGACTTTGATGCTTTTCAAGCAGATGAAAGTGTTTCACCAATACCTCAGACAGCTG
TGCCGTGGGACATGTGGTCGGCAAACTCCCAGCCTGCACAGCCTGTTGCTGATTCCGGTT
TTGTGGCTGAATGGACTGCTGATTTTGGTTCGACCTCAGCAAATGGAGAAGCTGCCTCCT
TGGCTGAAGCTTCCACCATTGGGGTGCAAGGGGAACAGGGCGACGCTCAGGAAGGGACTC
TGGTTGGAGATGGAGAGACAAAGGCATCTCCTCAAGACACAGAGGTGGTGGCAGACGAGG
ACGCAGGTGACCCATCATTCTTCGCAGATTTTGATAAAATGAATGACGTTNACAGCAAAT
CATCCNAAGATCCTGAAGCATCTGGAACAGAAGCTGTTGGCTCAACAGAGGCTATTGATG
AACAGGATAAATGTGAAACTCCCCC
>BJ501185 ID   BJ501185   standard; mRNA; EST; 356 BP.
ACGAGGAAAAGACTTCTCTCCAGATGCTCGGCAAGAGGACGGGTGGGCTGTGGGGGCGTT
TGAGTGCGACCAACAGGGGGAACACGGGATTATTTTCAATAAAAATAATCTTGTGACACT
GAAACTCTATCTCTTTCTCTGCCTTTTGTTTCTCCGCCTTTTCCCCCCCATCACTCATTC
TGTCAGTCCCGGGTTGAGGCCAGCAGTGCATGCATCATATGTCGGTATGATGCATGCACT
GCTGGCCTCAACCCGGACNGACAGAATNAGTGNTGNNNGGNAANGGNCGGAGANACAANA
GGNAGAGAAAGAGATANAGNNNCAGNGNNACNAGANNATNNNTATNNGNAAGAANC
>BJ501193 ID   BJ501193   standard; mRNA; EST; 337 BP.
CAACCAAAAGTGTGAATTTTCCTTATAAATCCAGGGAAAGAAACCTTACCGTTTAGGTTA
ATTGTGTCCTTTTTTTTCTGGTCCTACAAAAAAGCTTTGATTTTGCTGCAGATTGTTCTC
TTTCACAGTTTAATAGAAATATGAAGATGTTTTTGTTCATAAGATGACGCTCAAAGGGAC
ACAGCCTCCTGGTTGGCAAACAAATCGATGAACTTCTTCACCATCAGCATCCAAACGGTT
TTTGATTCTTGTCTTCTGCTTTCTGAGTTGTTATTTGCACACACTTCTAAAAGCTGCTCA
TCTTGGAGAGAGAGGACGTGAAGCTGGACACCCCCCA
>BJ501221 ID   BJ501221   standard; mRNA; EST; 357 BP.
GTTCATTATTAGGCTTTTATTCTTGTGAGAAACACGACCAACGCATGGGCAGGTGTAACA
GGATCCCTTTTATTGTCGAGAACCCATCTGTTGTCCCATATTGCTTTGGAGACCATGCTG
ATTCCAGTGTTTCCTTTAGCCCCTACCAATAGAGAACTTTTTTTTTAAATGTCTTTTCCC
AGGCATTTTTACAGTGGTGTAAATGGAAGATAAAAAGACAAATTGTGAGCAACAGAAGTT
AAGATTCTGACCCAAAAAGCATCTGTTTTCGTTTCCATGGTGACTGCTTTGAGTGTTTGT
TTCTTACTTTTTTTTTTCTTCCTAATTTACTTCCTTAGCAGGGACGCATTGCTTTCT
>BJ501340 ID   BJ501340   standard; mRNA; EST; 601 BP.
CGAGGGCCGCTCGGTGCTGCCCCTGCTGGTCACTCTGAGTCACGCGCTCGTCATCCTGCT
GCCGCTGGTTGCCATGGAAACGCAGGAAGAAGCCCGGGGCTGCCGTGGCGCTGCGCCGCC
GCAGACCTCCGAGCACGACTGCGCCTGGAGGTGCATCATTTTCACCCTGCAGTGGCCCGG
GGGCTTCTGTGCGTCTCTCTACAACCAGACCCTCTGCAGGATCCCCGACACCGTCACCGA
CTGGACCATCCACGGCCTGTGGCCCCTGCATGCGCAGCGATGCTGCAACTGCTGGCCCAT
GTTCCAGTCCGACGTCCAGGAGCTGAAGGACGAACTGGTGGAAAACTGGCCGTCCTTGTT
GAAGACCAAATCAAGCTTCCAGTTCTGGGAGCAGGAGTGGGCCAAACACGGCGCGTGTGC
CGCATGCGTGGAAGGATTCAACTCCCCGCAGAAGTACTTCCAGATCTCCCTGAAGCTGCG
GAAATGGTTTGAAATCCAACGAGTCCTGGAAGACGCCGGAATCGCGCCGTCCTGCGAGCG
ACGCTACAAGGTGGCAGAGGTGCAGAGCATCCTGACTCCACATGTGGGCGACCAATATGA
G
>BJ501370 ID   BJ501370   standard; mRNA; EST; 611 BP.
GGCCTCTCACCCCGAGCTGTTAGCACCACCTTCGGCTGCAGAGTGAACGTAGCAATTTGT
TTGCAGGGCACTGCTGGTCCAGACCCTACTACTGTTTATGTGGACATGAGAGCGCTGCGA
CATGATAGAGTTCGTCTTGTTGAGAAAGGGTCACCACACAGCTTACCATTAATGGAATCT
GGAAAGATCCTTCCTGGAGTGAAAGTGATCATTGCAAACACAGAAACCAAGGGACCTTTG
GGAGACTCTCATCTTGGAGAGATTTGGGTTAGCGGTCCTCATAATGCCACAGGTTACTAC
ACCGTTTACGGGGAGGAGGCGCTGCACGCAGACCATTTCAACACCAAACTCAGTTTTGGG
GACACTCAGACGGTTTGGGCCAGGACCGGTTACCTGGGCTTTCTGCGGCGCACAGAGCTG
ACCGATGCGAGTGGAGAGCGCCATGACGCCCTGTATGTGGTGGGCTCTCTTGATGAAACA
TTGGAGCTGAGGGGGATGAGGTATCACCCCATCGACATTGAAACGTCTGTTATTCGGTCT
CACAAGAGCATCGCTGAATGCGCCGTGTTTACTTGGACCAATCTCCTGGTTGTGGTGGTG
GAGCTGGAGGG
>BJ501385 ID   BJ501385   standard; mRNA; EST; 599 BP.
GTTTTTAATGATTTTCTTTTTATTGAAAAGTGCTAGAAAGGAAGCAAACATGGAAAAACC
ACGATGAGTAACATCTGTAACATTTCTAAATAAATGCCAGCAGAGACAATCAGCTGGAAC
AAGGTAACTCTGTCCATCAGATCATCTTTCCAGGATCAAACCAGCATTTCCTTTAAAAAG
ACCAACAACTTTGGATTAAAGTCTCATTTCAAATCAAACCCACTGTTCACCTCCCTTTGA
AGTCAAATTCTTTAAAAAGTCATTTTGAATTTTTTGACTATNAAACAGATTTGCAGATAC
TCAGCAGTAAAGCTGGACTCCTTCAGCTCAACATTTCTCCTCAGACTCTCCTCCAGTTTC
TCAGGATGTTTCCAGCTGCTTCCAGAGTGCTGTCTTGCTTAATAAAACAAAGGCGAATGT
ATTTCTCAAAGTGCTTCGTGGAGTCTTCTCCTACAAAAGCAGTGACTGGAATGGCTGCCA
GTTTCTTCTCCTTAATCATCCACTTCACAAACTTGTAGTCATAAGCTTCATCTTCAGCCA
TCAGTGACAAGTCCTGACCAAGAGGCGTGACGTCCACCAGCATGAAGTACCCCCCCTCT



>BJ501386 ID   BJ501386   standard; mRNA; EST; 632 BP.
TACGTCAACCTGCGCCCGGTTCGTCTCTTTCCTGGCGTTCCCTGCCCGCTGGCGGGAAAA
CAGCCTGGCGACATCGATTTTTACGTGGTCAGGGAAAACACCGAAGGCGAATATTCCTCG
CTCGGCGGTAGAGTGAATGAAGGTACAGAGCATGAAGTCGTCATTCAGGAATCGGTATTT
ACCCGCCGTGGTGTCGATCGCATTTTGCGTTATGCCTTCGAACTTGCGCAAAGCCGTCCA
CGTAAGACACTAACTTCTGCCACTAAATCGAACGGTTTAGCCATCAGCATGCCGTACTGG
GATGAGCGAGTGGAAGCAATGGCCGAGAATTACCCGGAGATCCGCTGGGACAAGCAGCAT
ATTGATATTCTCTGCGCGCGTTTTGTGATGCAGCCGGAACGATTCGATGTGGTGGTGGCG
TCCAATTTGTTTGGCGATATCCTTTCCGATCTTGGCCCGGCCTGCACCGGCACCATTGGC
ATTGCCCCATCCGCCAACCTGAATCCGGAACGCACTTTCCCGTCGCTCTTCGAGCCTGTC
CACGGTTCCGCGCCGGATATCTACGGGAAAAATATTGCTAACCCTATCGCCACGATTTGG
GCCGGGGCAATGATGCTCGATTTTCTCGGCAA
>BJ501415 ID   BJ501415   standard; mRNA; EST; 164 BP.
CCNCAAAAGGGCCNCCCCNCAGTAAAATCNAAATAAAAAATATNTTCAAAATTTCNAATA
TTCNNAAACCTAACAATTAATGTGCGATTTTCNCGTTTTTGCNCAATATAGGAGAAAGAA
ACTTTTGATCGAGGGATCTTATAAAAATTTTNCNCNCCTGATGC
>BJ501424 ID   BJ501424   standard; mRNA; EST; 599 BP.
TCCTTCCACAGAAGCGGTCTTTTTGCCGTTAGATGGGAACACATGAGACTGGAGTGCTGT
GGCGGGAATGTGCGAGTATTTTTTGCTGCGCATTGAAGTTTTGCGCAAAAAACGGACAGC
TTACGGCAATAAATAAAACTGCTCCGAGTTTGGGGGAAAAGCCGCTAATAATACAACCTT
AACTTTGGTGTGCAATTATAATGCCTAATTTTGGAAACGTCAAACGTAGTTCAGCGTCCG
ACCAACTTAAAGGATTTGCGTCACTGGCAGTCAAACGACAAGGTTAGCTTGACCACCGAC
CTTTAGCAGATGAGCTATGCTAGCTACATTAGCTTCCTAGCGCTATTCCTTTTCTGTCAC
TGTCCTCTTTATTTTAATCATTTGAATTAACATGATGATAATTTTAGGCATTGGGCTCAG
CTATCGCGTCATAATAACCCCATTTAATCCGGTTGTTTAGTAAGATAAATATATCACGGG
TTTTACAACGGCGACNTAACCGCTATGACGGTTCTCCATAAAGAATTCGGAATAAACAAG
TCAAGAGAACATATNATTGGCTTAAATTTGTAGACACAAATGGAAACGCGGCAGATAAC
>BJ501429 ID   BJ501429   standard; mRNA; EST; 501 BP.
CGAGGAAGATGCAGCGCAGAATTGGAAAAGGAGTTGGCTGTGAAATGCCAAGGTTGAGGT
GTTAGATTTATTTTGTGAAAGATTTGTGAAGTAGAGTAGAGGAAGTAAAGAAAGTTGGTC
GAAAGAGTAGATGGAAAGGAGATGGAAAGTTTTTGCTTCACACCAAAAATGTGAAGAGGC
TTTGACATGATTTCTTCAGGGACTGGAGCAAATCAGTTTTCCCAGTTGGTAAATGAATCA
ATCCCCCTCTGGTTTTACCTCACTTTTCTCTTCTTTGACTTTATGTTTCGAGATGCTGCA
GGCTGTTGACACAGCTTGTATAGAGGCTATACATGCGTGACAAGTCGTTCGCTTGGCTCT
ACNAAGCATATAATTCATCTCTGCAGATTCAAAAAAATACTGGTGAACAAGCGCTGATGT
CATTCACGGTATTAAAAGCTCTGCCGTGCTGTAGATCACCCTAAAGATACNAGCTTGAAT
GTTTTTAGTTGTCAGCTCANA
>BJ501458 ID   BJ501458   standard; mRNA; EST; 548 BP.
GAGGCTGGAACGAGTGCGTGTGGGACTGCAACGAGTGCGTGTGGGGGACTGGAACGAGTG
CGTGTGTGGGACTGGAACGAGTGCGTGTGTGGGACTGGAACGAGTGCGTGTGTGGGACAG
GAACGAGTGCGTGTGTGGGACCGGAACGAATGCGTGTGTGGGACAGGAACGAGTGCGTGT
GTGGGACTGCAACGAGTGCGTGTGTGGGACTGGAACGAGTGCGTGTGTGGGACTGGAACG
AGTGCGTGTGTGGGACTGCAACGAGTGCGTGTGTGGGACAGGAACGAATGCGTGTGTGGG
ACAGGAACGAGTGCGTGTGTGGGACTGGAACGAGTGCGTGTGTGGGACCGGAACGAGTGC
GTGTGTGGGACCGGAACGAGTGCGTGTGTGGGACCGNAACGAGTGCGTGTGTGGGACAGG
AACGAGTGCGTGTGTGGGACTGGAACGAGTGCGTGTGTGGGACTGGAACGAGTGCNTGTG
TGGGACNGNCAACGAGTGCGTGTGTGGGACTGCAACGAGTGCGTGTGTGGGACAGGAACT
AGTGCGTG
>BJ501467 ID   BJ501467   standard; mRNA; EST; 496 BP.
ACATTACGATTGCCGCATCAGTACCACACACCCCAACCCAACCCACATCCACTCCCCCAG
TTGACCCCTGCCCCCCCCACAAAGTTGGCAGCCAGGACAGCAGAGCCCCACCCTAGGTTC
ACCATAGTGCTTCATTACCACGCTAGCAAGTGCAAAGCTTCGCACCAAGCTCTTAGTCAG
AGACCTCTNAGGAAAACATAGAAGGAACCTGCATTTCAGTGTTAGCGTACATTGCATAAC
TATTTATTATTTCTGTGTACACTTAATCTCATGTAACCCGGACACGCTTTTATCTATTGA
TTGACTCGTTCTCAGTAGTTCAGCTCATACAGATATGCTCTCTACTTGTCGCACAGTGTT
ATGATATGGTAGAATGGTAAGGAAACTCCCTTTGCTCTCATAGTATTGCATACTTCACTT
GTGTATAGTGGAACCTCCCACCCCCCCTTTCATTGTGCTCAAAAATGGAAGAAGCCTGAA
GAGACCAAAGAATGAA
>BJ501495 ID   BJ501495   standard; mRNA; EST; 127 BP.
GGCAGGTTATCGGTGTAACCAGCCACACTCTGATCAGGTTATCGGTGTGTGGCAGGTCAC
CATTGGAACCCGATAAGAATCCATCGCTGCATCGACTTTAAATAAAAAGACTGTTTGAAA
AAAAAAA
>BJ501523 ID   BJ501523   standard; mRNA; EST; 394 BP.
GGATAAAGATGTCCATGGCGATGCCTGCGACAACTGCAAACATGTGGAAAATCCATCACA



GAAAGATACTGACAAAGATGGTCTTGGAGATGAATGTGATGATGACATAGATGGGGATGG
CTTAAAAAACATTCTTGACAACTGCCAAAAAGTTCCCAACCCAGACCAGAGGGACAAAGA
CAACGACGGTGTTGGGGATGCCTGTGACAGTTGCCCTGATGTGGCCAACCCCAACCAGTC
GGACTCAGATGATGATCTTATAGGAGACACATGCGATGACNACATAGACNGCGATGGCGA
TGGCCACCAAAACACAAAAGACAACTGTCCCGACGTCATCAACTCCTCTCAGCTGGACAC
TGACNAGGATGGAATGGGAGATGAATGTGACGAT
>BJ501530 ID   BJ501530   standard; mRNA; EST; 618 BP.
CGGCACGAGGATTTGGCGGGAACCCGGTGTCCTGCGCCATCGGTCTGGCCGTGCTGGACG
TGATTGAAAAAGAGAATCTGCAGGAGAAAGCTCTTCGAGTGGGTCAGTATCTCTGCAATC
TGCTGTGGAAGCTGAAAGACGAGCACCCACTGATTGGGGATATCAGGGGGCGTGGTCTCT
TCATTGGGGTGGAGCTTGTGACGGACAGGCTGACGCTCCGTCCAGCTACAGCAGAGGCAC
AGGAAGTCATCTACAGGCTGAAGGAGCAGTTCATCCTCCTCAGTGCAGACGGGCCGCACC
GTAACGTGTTAAAGTTCAAGCCCCCCCTGTGCTTCACCACCGAGGACGCANACCTGGTGG
TGGAGAAGATGGACCTCATTCTGACAGAGCTGGAAAACGCATTGGGGTTAAAGATAAACA
ACACAGTGAATGGAGGAAATCCAAAACCAAAGGTATCAGCTGATGAAAACGGTCAGCATC
GTAGTGATGTCATAAAAACAAATCAAGGAACTCCACATCCCAGCAAACGACTCANAACAC
ACTGATGCCTGTGAAGAGATGCTAACTATTATGACATGAATCATTTAAAACCCATGGAGA
GAAGGGGCTTTTGCAGAC
>BJ501564 ID   BJ501564   standard; mRNA; EST; 229 BP.
GTGGAGCAGAAATGCGGAGTCNAAAAACACAGGANGCAAAAAATAGTTCCACTTGTTTTC
CTTAAGTATCANACATTTATCAGGAACTANGATGCANTTTTAAGCTTAATTTTCTTTATT
TATGTCCTCCATCACCAAAAAAAAATCCCACAAGAACATGTTAAGAACACCAAAAACAGG
ATTTTTACCGGCGTGGGTCTTTAAAGGATAATGTTTTGTCATTTCGCCC
>BJ501571 ID   BJ501571   standard; mRNA; EST; 652 BP.
CGGCACGAGGAAGTGTTGTTAACTGTACAGATTTCTAACCAAAAAAATGACAAATAAACA
ATCATCATTAAGTGTTGATTTGCTTACATTTGACATAAAATGCGCCTAAAATTGAAAAGG
GAAGGACAAACCGATNAAAGTTTCCTTTTTAGCCCGCCTTACTAGCTGCTGGGTGTTCCT
CAGGGTTCTGTTTTAGGGTCCATATTGTTTTTTAGATTTTTCTGCTGGGGTTTACCTTAA
AAAGGTAAATTTCTTTGGGATTTGTTTATATTAAAACCAACATTCATTAGTACATCCTTA
ACAATTATTAATGATAAGTCCTTCTTGAAGTTTTCTTTCTGGATGTTGAGATTTTGTTGA
GCCTTTGCATCATAAGTATTAGTATAATTGGTAAAAGTTTTTTTAAAGCCATAGATTTAT
TCAGATTTCAAATAATTTTTTTTATATAAAATGTTCTATTTATTAAAACTTTAAAAGTTT
GTTTATTTACATTTGACACAAAACATGCCTAANACAAATNAGAAAAGATCAAACCAATAG
ACATTTCCTGTTTAGCCTGCAATTAGTCGCTGCTGTTGGGGCTCCTCAGGGTTCTGTTTT
AGGCTCCCAATTTTTTTCGAGTATTTGTTGCTGGGTTGCAATTTAAAAAGGT
>BJ501573 ID   BJ501573   standard; mRNA; EST; 623 BP.
CTNGCTGCGCCTGTCCTCCTTCTCAGCTTTTCCTTGCTTTGCTGCAGCAGTCCATCTCGT
ACCAGGAAGGCCATTTCTCCCAGACAGGCTGGAGCTGAGGATGATGATGTAAAGTCGCAG
ATTGAGAAGTTGTGGCAAGAAGTACATTTACTGAAGGAGAAGCAGGCGTTGCAGACAGTG
TGTCTGCGGGGCATCAAAGTACACAGGAAGTGCTATCTTACAATTGAGGAACCCAAGCAT
TTTCATGATGCAAATGAGGACTGCATCGCTCAGGGAGGAACTCTGGCAACGCCACGAGAC
ATGATGGAAAACGGCGACTTGAGAAATTATGCAAAGAGGAGTGCCCCAGGATCAAGTGAG
TTTTGGATTGGTGTGTCAGACATAGTGAAGGAAGGTCAGTATGTTGATGTCAACAGCCTG
CCAGTCAGCTACTTCAACTGGGATCGCTCCNAGAAGCAGCCCACAGGAACGAAGAGGGAG
AGCTGTGTTGCTCTTTCAGTGGCAGCACAAGGAAAGTGGCAGGACGAGGTGTGCCGCANC
CTGAAGAAGTACATCTGTGAATTTGTAATACCCTGAAAGAGGCAGCACTGAGTCATTTGG
GATTAACAAAATGTAATTATTAT
>BJ501607 ID   BJ501607   standard; mRNA; EST; 625 BP.
GGGTGACGGGGCAGGAGGAAGACTCGGGGGAGAACGAAGCACGAGCGAATTAACAAAAAA
GAGGACGCTTCCATCCCGGAGCGCTTTGCGCAGCTGATCCGGTGGAGGCTCCGCGCCACG
CCGCGCTCTGCCGCTTTCATGGATCTGTGGATGATCTGACATTCTGAGCTCCACGCTGAC
CCACCTCCCTCACTAAACTTCAGCGGGATCGTTGTACAGGATGGGCACGGCTCTGCTGAA
ACATACACTGCTGTGCTTGATAGTGGCAGTGTCTCAGTGCGTGTCTGTTCAGGGTTGTGG
GTCCCACTACGAGTTTGCCATCGAGGAGTTCTGCCTGGCCAAGTTCAAGTTGGACATGCA
GATGCTGGATCAGAGGCAGTGGTGTAGCTGGGAGGACACAGTTGAACTCTACAGTGACCT
TACCAACTGCACGTACATTGTGGCGCAGGGAATGAACTGCTACTGGCCCAACCGCATGGT
GGACGAGTTCTTCATCCAAGTGCACAGATACTACTTCCACAACTGCTCGTTGTCTGGGCG
ACTTCTCAAAGACCCTCCAAATCGCATCCTGGGCCCCTTCATCGTCGTACCCATCCTGGT
AACCCTGCTCATGACGGCCCTGGTG
>BJ501618 ID   BJ501618   standard; mRNA; EST; 490 BP.
GTTTTTAGTCCTTAATTCTTTTTCTTTTCAGATTTGGATCGCTTTTTTCACAAAAAGCGG
ACTATGTGTTACGTGATGCGCCGCATCACTGAACACATAGTCCGCGTCGCGCTAGTCCGA
TGTCTGCAGCACCACCGCTGCAGTCAAGATTCGGCGATATATATATGCTGATCGTCCCGA
TGGGTTGAATAAAGCATCAGTTCAGAGAGAAAGTTCCCCTCTTACCGCTTTTAAAGAAGT



CGGCGCAGTGATACAAAACATTTAAGCTAGGTGACCGGAACTTCTTTTTTCACCGTGCGG
TTATCAGGTTTTAATGCATACCCAGCAGCCAATCAGAATCGAGTATTCAACCAGACCATG
GTATAAAAGTTTATAATCACACAAAATGTAACGCCTACCAATAAGTCCCAAGCTGCAGAT
TTCTCCTTTGTACTCAGCAGATGTTAGAGCAAAGCTGCTTAAAAAACCTGCAACACGGTT
AAAAAAAAAA
>BJ501643 ID   BJ501643   standard; mRNA; EST; 672 BP.
CGGCACGAGGCAGCACTGTCCTGCACCTGGCCAAGAAGGTCAACAATGTGGAAACGAGCT
GGGCCCTGGGCGCGACCTTTGACTTCTTCAGAAACTTTAACATCCATTAAAGACAGCTCT
CCAGTTGTTGCATCTGGCACTGAAAGGGACAGTCTGTCACCGTGGGGCCTCCTTCCACCC
GTCCACCCTCGCAGATAGTCCCAGCATGTCTCCACACCCATCCATCATCTCTCCCTAAAC
CTCAACACCCTCAGCACACTTTGAGAACTTAAAAAAAAAGAGAGAAGTTTATATATTTTT
TTAAGGCCAGCTGTTTCTACTGTACGCTCAGAACTGGTGAGCTGATTTTGTTGTTAAAAA
CGTTTACATTTTTGATCCCTTTATGGGTTTTTGATCCAAAATGCCTTCCTCCCCTACCCT
GTTTACTATATNGGGGCAAAGTCCTTGTACTTTGATGCTCACTGTGGTCCTGGTGTATAC
TGCACAGCTTAGAAAATTACAAGCAGAAACAACTTAAATATTTTCTAGAGGCTTCAAAAT
CCACTCTGTTTAGAATGGCAGTAAATTATTTCAAACTTATTTTAACCACCTTAATGTTAA
ACCGAATCGGAAACAGAGCAACTAACCCAATATTTTTCCTTCAACATTGCACGAAACACT
TTAACTGCAGGT
>BJ501651 ID   BJ501651   standard; mRNA; EST; 596 BP.
CCTTTCCGAGGTGCGAGTGGTCACCCTTTTCTTGTTGGGGCGCAGCATGGACGCTGTCCT
GAACCAGATGGTGGAGCAGGAGAGTCAGATCTTTCATGATGTAGTCGTGGAGGACTTTAT
TGACTCGTACCACAACCTGACGCTNAAGACCCTGATGGGTATGCGCTGGGTGGCTACCTA
CTGCACCAAGGCCCAATATGTACTCAAGACGGACAGTGACATCTTTGTCAACATGGAGAA
CCTCATCTACAACCTTCTGAAGCCCACCACCAAGCCTAGGAGAAGGTATTTTACAGGTTA
CGTCATCAACGGGGGGCCGATCAGAGACATACGCAGCAAGTGGTACATGCCCCGGGATCT
TTATCCCGACAGCAAATACCCACCCTTCTGCTCCGGCACCGGGTACGTCTTCTCAGCAGA
TGTAGCTGAGCTCATATACNAGATCTCTTTGCACACCAGGCTCCTCCACCTGGAGGACGT
GTATGTTGGAGTTTGCCTCCGTAAGCTGGGCATCCACCCCTTTCAGAACAGTGGGTTCAA
CCACTGGAAGATGGCCTACAGCCTATGTCGATACCGACGCGTGGTCACCGTCCACC
>BJ501659 ID   BJ501659   standard; mRNA; EST; 885 BP.
TCGGCACGAGGGCCCAACGGTCAAAGGTGCCGGGTCACACATAGCAGTTCCACTAGATAG
TGTGTCCCCTTCGAGGCGCTGTACTCGAATGGGGGCGGCCCAACGGTCAAAGGTGCCGGG
TCACACATAGCAGATCCACCAGATAGTGTGTCCCCTTCGAGGCACTGAACTCGAATGGAA
GAAATAAAAAGAAGGGGGCGGCCCAACGGTCAAAGGTGCCGGGTCACACATAGCANATCC
GTTAGATAGTATGTCCCCTTCGTAGCGCTGAACTCGGATAAAAGAAATGNAAAGAAGGGG
GCGGCCCANACGGTCAATGGTGCCGGGTCACACGTAGCANTCATACTGGGAAATGAAATG
AANATGGAATGCTGCCAAAGACACACCCCATTTTATTACACACTGATTTTACACTCANAT
TTTCTCTTCTTCTGGATGATTTTAGTGTTGGGGGTGTATCATACAGGTTGTTTGGCGGTT
TAAATTATAGTTCTGCACAGCGTTTTGCGGAAGTGAGCTTACGTTCTAANATCAGGTATA
AGTAATTTTATGTTGGCTCCCCTTTTATNTCTTTCCCTCTCTCTGTCAGATAGTATGTTC
CTCTAGNGGTCTCCACGAACGGGTGCGACCCTACCGTCAATGGTGCCGGGTCACACATAG
CAGATCCACTAGATGGCNGNGTCCCCTTCNCGGNGCTGTACTCGAACGGGGGCGGCCCAA
CGGTCAATGGTGCCNGGTCACACATANCAGATCCCCTAGATNGCAAGGTCCCTTCGNGGG
GCTNNACTCAAACNGGGGCGGCCCAACNGTCAAANGTGGCCGGGTNCCACATANNAANTT
CCNCTAAATGGNGGGGTCCCCCTTCNAGGNNCTTTACTCCAANGG
>BJ501679 ID   BJ501679   standard; mRNA; EST; 741 BP.
TCGGCACGAGGATTTGACTTGAAGGACGCTCTTCTTCGTTTGGAGGTTACTAGTAAATTA
GAAAACATGATCTCTCAAACTTTTTAACATTTCACAGTAAGCTTCACAAAATGTTATTTC
ATTTTTTTACGGGTAAAAATACTTTTTACGCGTTTTTTGTAAACTTTGCGTAAACTTTAC
ATATTTTATCTGTTTCTAACCTTTGAAGATGTTACTAGTGAGCTTAACATTATTTACTCA
AACTTTAATTTATTTTTTATTTAAGGTGAACTTCACAAAAATGTCAGTTATTTCATTTTT
TTCTCTCAAACATTTTACAATTTTTCACAAGAGATGTTTGTGAATTTACCGCTATTTCAA
AGTTTTTTAAAGTAAAATGGACTCGAATTGTGTTATTTCAATTTTTACTAGTAAACTTTA
AAGAAAAAATTACCAGTGAACTTAAAAGGAAGTTTAGTAATTTCAATTTTCACTTGTTCT
TCTGTTTAAAATGTTACTAGCAAACTTGAACTTTTTTACGGGTACATTTCAAGGTGTGTC
TGAAATGTCAGCCTCAGGCTTGAACTGTAGATGTTTCTCCNAAGCAAACCAGGTGATTTA
GAAAAGGAGGAGCATGTAGGAGGAAGCTAATGACCACGAGGGTCGATGGCTCCTCTCCTC
CTGGACTTTAGTTCATTTCCTCCATCAAAATAAAGAAAAAACTCCCTCACAGTTTCTTCT
TGAATCCCCCCCAGCTCGGCT
>BJ501683 ID   BJ501683   standard; mRNA; EST; 641 BP.
TCGGCACGAGGCCAAGTCCTGCCAGTCCAAGAAGTCCCCCGGGGGCCGGCAGTGCAGGAC
GCCGCCTCACGAGCGTCCACACGTGTGCCCCGCCGATGGCTGTGAGCGCCGCTTCTCCCG
CTCTGACGAGCTCACCCGTCACGTGCGCGTGCACACAGGCCAGAAGCCGTTCCAGTGTCG
CATCTGCATGCGCAGCTTCAGCCGCAGCGACCACCTGACCACGCACATCCGCACGCACAC



CGGGGAGAAGCCGTTCCCCTGCAGCGAGTGCGGTCGGAAATTTGCTCGCAGTGACGAGCG
CAAAAGGCACGCCAAGATCCACCAGAGGCAGCGCGACCGCAAGCCCGACGGGGCCACTGC
TACCATCCCAGAGGCCCCCGCCTCCCCAGATTCATCCTACTCCTCCCCGGCTCATAGCTG
CCCGGCCATTGGCATCCAGGCCTCCTCCCCCTGCTTCACCTCCNCCTCTGCCTGTTCCTC
ACTATCACAGGTGTTCCCCTCCTCGCCGTCACACCACTTCTACTCGTCCTCCTGCTCCTC
TCCNTTGGGGAGTTCCCTGTCAGAGCTACCCTCCCCCCACAGCTCCNACCTCTGCTGACC
AAAGCTGCGACCCACACAGGGATCAGACTTTTATTTTAAAA
>BJ501712 ID   BJ501712   standard; mRNA; EST; 543 BP.
TCGGCACGAGGCAGGCATACACCAGTGTCTCTAAAGCCAGTCTTGGGATTTCAGACCACA
AAGAGCTGGGGAAAATGATGAACACCATCATCTTCCACACCAAGATGGTGGATTCTCTGG
TGGAGATGCTGGTGGAGACGTCGGATCTGTCTATTTTCTGGTGAGTCATCCTCTGAGTGG
CTGGTTTGAGTACGCCCTCCTTAACCGCTTCCTCCTCCATCTCTGCAGCTTCTACAGCCG
CGCCTTTGAAAAAATGTTCCAGCAGTGCTTGGAGCTCCCCTCCCAGAGCCGACACTCCAT
CTGCTTCCCTCTGCTCTGCACACACTTCATGTCCTGCACACATGAGCTCTGTCCTGAGGA
GCGTCACCACATAGGAGATCGCAGCCTGTCTTTGTGCAACATGTTCCTGGACGAGATGGC
CAAGCAGGCCCGAAACCTGATCACTGACATCTGCACGGAGCAGTGCACGCTCAGCGATCA
GCTACTGCCCAAGCACTGCGCCNAAACAATCAGCCAGGCAGTCAACAAGAAGAGCAAGAA
GGC
>BJ501745 ID   BJ501745   standard; mRNA; EST; 707 BP.
TCGGCACGAGGCCCGGCTAAGCTGTGTGCTGCTGTGGAGGAAGCCAAAGTCCACGCGGCG
GAGTACACCCTCCAGACGCTTGGCCTGCAGTCAGATGGCACTGCTGACGCTACTGCTGCC
GCCATGACCTCAGTAGCCTTCCCAGGTATGTGAAGGATATACTCTGGCGAGCCCAGTGTC
CTCCGCAGCGGTGGCCTCTCAGCTGAAGGAGGCCGCTTCTCTGGGTCAGGAGCTCACCGC
CTACGCTGCTTATGAGGGCTACCCTGCGTTTGCAGTGGCAGCACGCCACACAGATGGATA
CGGGGTTTTCTAGAAAGAAAGCTGCATTCACACCAGCACCGCCCCCTCCTTCTGGGGCTG
TTTACAGGACAACCGAAGCACTAAAACCCAGCAGCTCAGCCGATCAGTTTCCTTTGGTGC
TGAACCCATCCACAGGAGCAGTGAACGAACGTGAAGTGCGTTGTTATGCCGCACTCACGT
TGTCTGACTCTTCACTCTGGTTTGTCCCATCTTCTCGCCCGTCTCTGCCCTCTGGACAGT
TGCCAGCCGTTGAATGTCAAACCAACCCAGGTTCATTCTGATCTGCTTCAATTTTCTACA
TGGAATTGTGACGATNGTGAAAACATGTTCACGCCATTTTCTCTGTATACCATGGTTTAT
GTCGTGGCAATTGTGTTGTTTAAGTTGTAATACATTATCTAGGACTG
>BJ501774 ID   BJ501774   standard; mRNA; EST; 686 BP.
CGGCACGAGGATGGAAACCCCCCCAGAACTCCTGCCAGACCGAGACACCGAGGCGGCGAA
GATGGCGACGAAGATGAACCGTCTGATGAAGAAGAGGAAGAAGGGGCTTTTGGCGGCAGC
CGTACATCCCACGGTGCCGGAGAGCCCAGCGCCCCTGAGGTGGACGTGCGCATGATTGAC
TTTGCCCACACCACCTGCCGGCATTATGGGGAGGACAGCGTGGTGCACGAAGGCCAGGAC
AGCGGCTTCATCTTCGGGCTTCAGAACCTGATCACAATCATTTCCCAGCTGGAGGATCAC
AGCACCGACTGAGGCTGCGGAGGAGCCGCCGTAGTTTAACTTTAGAGCAAAGGAGGAGCT
CCTTGATCTGCCATACCCTCTTTAGGGCCTTGAGCCTGAAAAAAGAGGTTGCTTGGCCGA
ACCCCTCTTGGTTTGGGCAGAGGGTGCAGTTGGTTCTGCACTACGACTCGCCTGATAGAA
GAGACGGCTGCTTGTGCGCTCCCTTGCACTTTTCTCTTTGTGAAATCAGGACATTTCTAT
GTTATTCGTGAAAGGAGACTGGAGGAAATGTTGCATGAGACGGGCGTCTCTTGGTAAAGA
CAGGGACTGGTGTGGCGCTACCCTCCTTTCCCCTGCTCCCCTCTGCAACAGACTATTATC
TTTTTTTGCCACGTTCTCTCTGAGAG
>BJ501803 ID   BJ501803   standard; mRNA; EST; 677 BP.
CGGCACGAGGGTTCCTGCAGATGTGCAACGACGACCCGGACGTCATGCCTAACATCACTG
AGGACTTCGCCGTCCGTCAGCTCTACGACTGCAACTGGATCGTGGTGAACTGCTCGAACC
CGGCAAACTACTTCCATGTTATGAGGAGGCAGATCCTGCTGCCCTTCAGGAAACCTTTGA
TCGTCTTCACTCCCAAGTCTTTGCTGCGTCTCCCGGAGGCCAGATCCAGCTTTGACGACA
TGCTGCCGGGAACTCACTTCCAAAGATTGATCCCTGATGGAGGAGTGGCAGCTGAGCGTC
CTGAGGAGGTGAAGAGGTTGATCTTCTGCACCGGGAAGGTTTACTACGAGCTGACCAAGG
AGAGGAAGAACCGAGGCATGGAAGGAGCTGTAGCCATCGCACGCATGGAGCAGCTCTCTC
CCTTCCCATTCGACCAGGTGAAGGCAGAGGTTGAGCGTTTCTGCAACGCAGACCTGGTCT
GGTGTCAGGAGGAGCACAAGAACCAAGGCTACTACNACTACNTGAAGCCTCGCATCAGGA
CCACCATCAGCAGATCCNAGGGTGTCTGGTACGCCNGAAGAGAGTCGGCAGCGGCCCCGG
CAACAGGAAACAAGAAAGCTCACCTGATGGAGCTGCGACGCTTCCTGGACACTGCCTTTG
ACCTGGACGCGTTCAAA
>BJ501809 ID   BJ501809   standard; mRNA; EST; 521 BP.
CTGACTTCATTTGAGAATTTTGTCCTCAGTGTCAAAATGTCAGAAAAAGATGAAATTCAG
ATATTAGCCCCAGAATTTGGGCTTAAAACTCCNACCTTTATTTAATGTAGAAATTAGTTT
TTTTTAAGGATTTCTGAATTTAACCTGAATATCTTAATCTTTTTACACAAATAACAGAGT
TTTTTTTAGATAGTTCATTGAAATCTAGTTTTTCCTTTAAATTCTAACTTTTATTCTTAC
TTTTTTTTTTCAAAANGTTTGACTTTACNTTAAACATTTTCCTCAGGGCCCAAACTTTAT
NAANAAGTCANAAATGAAAGCCAGTCGCTAAATAAATACCCAAACCAAATTTTGGTNGNG



AAATTGTTGCTTTTCTTTCTAAGGATCTTTCACTAANTTTGCACATCAAAAATGACNGAA
TTCCAACTAANCGCTCCACAATGATCCNAAAACCAAAATGTTCAACTTTGTTGAGAAAAG
ACAAGAAAAAGNGAATTTATGGGATATTTTTGTTCCCATCT
>BJ501813 ID   BJ501813   standard; mRNA; EST; 573 BP.
ATTCGGCACGAGGGCTGAGAACCAAGAGTTCGGAGCACTCTGATGGGGGCGTGGCAGCGG
GCGTGGCCGTCCTGGACAATCCGCTCCTGATCTGAAGGTGAAGGGTCGTGGAGGTCACGC
GGCGCCAGACCGCCGGACGTCTCTGCTGTCACGAACGCGGTTCAGGTGGACGGCTGGGAA
TTTTCCTAATCACTTTTTGCTTTCTGAATTATTAATAATGTTGAGTTGCAGCTTTTGAAA
TGAAATCAGTCAAATTGAAAAAGCTGCATTTAGAATCTGGGAGGGAGAAATCAAAACTCA
TTTATTATGTTTGATTTAAAAAAAAGAATCTTCAAATCCACATTTACAATCAGCACATTT
TGTAATCTTTTCCCTAAATCCTGACTGTTATTCAGACTGAAACGTTTTCATTTGGGCTTT
CAGTGGCGCCACCTTGTGCCTCTNATGTGTCACTTCATGCTTAAACAGCACAGTCGTGCG
TTTTCATGCCGACGAGCTGCTGTTCTTACTGGACCTGCTTAAGCGGCCGGATGAAAAGAG
GTCAGCGTTGAAGCTCAGAGTCTTCATCCTTCT
>BJ501814 ID   BJ501814   standard; mRNA; EST; 624 BP.
TCGGCACGAGGCTCGTCTGTCATCCTCACTGTGTTTGTAATCACTTTTATGAAGATATAC
CTGGTAAGGTAATTTAATAATGTGTTACTTTTTATCTTTTTAACGACGTTTGTTGCAACC
TCGCGATATTTGGTGCATCTCTGACTTATAGGGATGCCACTCGTTAAACGCGTGAAAAAG
AAAACGCTTAAATTGGACTGTGAATGGGGCTCATGTCAGGAGACGTTCAGTCGAATTGAG
AAGTTCTGCGAACACGCAGAAGCTCATCTGACCGCTCCGAGCATCGATGAAGATGCTGAC
GAGGAGAGGAACTGTCTGTGGAGAGACTGTGGCTTCTGCACCGTGGAGGGATCCGGAGAG
CTGCGGAGGCACGTCTTCTTTCACTGTTACCACACAAAGCTGAAGCAGATGGGTCAGCAG
GTCCTCGATGCTCAGCCGGAAGTTGGCAATTGCTCCATCGCTCAGCACAACCGCAACATC
ATCCCCGAACTTCCAGACAACTTTGTCTGCCTCTGGGAGGAATGTGACCAACCGCCATAT
GAAAACCCAGAGTGGTTCTACCGTCACGTGGAGATGCATGGTCTGGCCATAGATATCCCA
CAAGGGGAGTGCGAGTCCCCCATA
>BJ501816 ID   BJ501816   standard; mRNA; EST; 636 BP.
CGGCACGAGGCCACCACCTGCTGAGAGTTCTAGGAAGCTACACCTCCTGGCTGGGCCCCA
CTTACACCACCATGCTGCAAGCCTTCGAGTGTGAGGGCTTCTGCTGATGGAGGAGGCGGA
AGACATGCAGCCCATCAACCTCCACCTCATCCTGCCGTCTCTGTCCTCCACTCCTGCCTT
CCCTCCCTGCCATCTGCGCCTCACTGTCCTCCTTTATTTGCGTTCTCTTTCCACCCTGCA
TTCTGCCACCCAGGCCTCTATCAATGCAGCCTCCCGCTAACTTAGATTGTCCTCTAACTT
GCTGACTGGCAGGGCAGGACAATGCAATGAGGGGCTAATCAGCGATTAAAATGTCCATGA
AATTGAACTCTATATTTTCATGAAAAGACACTGGGAAAGAGGGGTAGAAGCTTAAAAGTA
ATGCATGACAGTAGAGTAGAAATGCAAGTTAATTTCTTTTTGTGGTTCTAGCGCTTCTGG
CAGATTAAATCTCTTTCTAAAAGAGCTGGCTTTTGAACCTTCTTCATTCATCCTCAAAAA
TGAAATAACCCACACTAAATAAGTCCTGTTAATTGTTCCTGCCCTGTATGTTTGTAAGGA
AATGGCATCCTGCTTAAGCTTCCACACCAACCCTCA
>BJ501824 ID   BJ501824   standard; mRNA; EST; 612 BP.
CGGCACGAGGGCAGGAGGTCGAGGCTACAGCTTAGAGGACATTCAGCGTTACCTGCAGGG
TTCTGGTTTTCAAGGCCCTCGCGGCCCCCCTGGTCCTCCTGGTCCTCCAGGTCCACAGGG
TCCATCCGGCACCTCCACTGGCTTAGTTTCATATGGTGGGGGCTTCTCAAGAGAGAGCAT
TCAGGCTGAGCTGCGGGATTATCTGACCAGTGACGCTGTCCGAAGCATGATCATGGGCCC
TCCAGGTCCCAGGGGCCAGAAGGGAGAGCGTGGAGAATCGGGTTATGTCCAGGGCCACAC
GTCCTCACATGGTGACGCTCGATACGCATCTGGGCAAAGAGAAGTTGACCTCAGCTCTCT
TGCTGAGAGGCTGGACTATTCCAACGTCGCCATGAAGGTCACAGACTACATTAAGAACCA
GGGTCTACTGCAGGAGTATCTGGGGGAGGATTCTGCGAGGTTAAGGGTACGAGCAGTGCG
AGGACCGGCAGGACCACCCGGTCCTCCAGGACCGCCCGGCTACAGTCGAGTCTTCGGGTC
CTACGGTAACATCACCTCTGACCTCATGGACTTCTTCAGGGCTCACGGCACCATCCCCGG
CCCCCCAGGAAT
>BJ501846 ID   BJ501846   standard; mRNA; EST; 227 BP.
CGCGTCATGGACGGATATGTGGATGGAGTTGATGCCGGGGAGGAAGCCTCTCTTCAGGTC
GGGTTTAACTTGGGGTTCAAGGANGGANCANCCCAAACTGTAGCTGTGGGTCGACTGCNA
GGAATTCTGGGACGGCCGCTCCAGTCTTTTCTATGTGCATCACGGCTCCCTCTGTGTCTC
CCCGCCACAGGGCGGTCTGGTGCTGGTGCCAGATCCCGCATCCAGAA
>BJ501872 ID   BJ501872   standard; mRNA; EST; 681 BP.
CGAGGCCGGAATGTACACCGCCGGTCTCAACCCGTTTTACGCATCAAATTTTAGCCTCTG
GTCCGCGTACTGCGCCGGAGGTTTCGCTGTGGATACAATGAAGAAGCCGTCCTTTTGCAT
TGCAGACATTTTACAGGCAGGATATGCGGAGAACATCCCAGGATCATCCGCCCTCATGGT
GCATATGGCACATCCCCACCACCACCACCACCGCGCTCAACAGGCGCACTCCAGCAGCTC
CCCTCTGCGTCCGTCTCCCGTTGCACCGGACTCATCAGTCTTTGGTGCGCGCATGGGTCC
GGCGTCTCCGTACCACAGACACGGACTACAAGTGACCAGAACTGCATTCAGCTCCCAGCA
AGGACCACCGACTTCAAGCAAAGACCTCAAATTTGGAATTGATCGAATATTATCCGCGGA
TTTTGATCCAAAAAGCAAAGAAAAGTCGTCGTTAAGAGATCTCACATCTATTGTTAGCTC



GAACCGTCAGTCAGGTATCCNAATCCCCGTTCAAGCTCCGGCCAGCCAGTACTTCTCCTC
CATAGACCCCGGGATGAGCGACGCANCCTCCATGATGAGTTCACTAGGCAGCAGCAGCAG
CAGCAGACACTCAGGCCAGCATCAGTTTCAGGACACCTTTTCCCGGGCCGTACGCCGTCC
TCACCAAAGACACGATGCCTC
>BJ501886 ID   BJ501886   standard; mRNA; EST; 510 BP.
TTCTATCAAGATGCTGATAAAGATACCACAACAGTTACAGCTCTTTTTGGCATTGAAATG
TTGTGTTTGATAGAGTTTGGTTATTGTCTACAATCCCTTTAAAAGTATTTTAAAAGTTAA
GATAAATGATATTGAAAATGACTTTTTTTCCTTTTGCATTGTTGGTCTAACCTCCTTTCT
TCTATAAAAAATCAAAACCTCCATTAAAAAGCTTCAACCTTTTCAGCGTATAGCAGGCTG
CAACATCATTTTATGTCTTTCTTAAAACATAATATTTATGACATATAAATTAAAACACTT
ACTTCCTGAATTAAATATACTGTAACCACATATCTTTTCTATGTGTTATGCCTAATTTTC
TTGATATTTTTCTAAGCTGAATTACCATACATAAAGCACCTGGGCAACAGTGAAAACTGC
TGTGAAGATATTGATCGGTATGGAGGAGTTTGACTTACTTTTTTTTTTTTTNGAAGGTAN
CAAAAAAAAAANTTNNGGNAANTTTTAAAA
>BJ501888 ID   BJ501888   standard; mRNA; EST; 266 BP.
TCCCTCTTTTTTTTCCCCCACGGCTTATCTCTCCCAATTTAAAGCAACAGTCAGTGACCT
GGTGCGCTCTANTTACAGATGTATGGCAGCAAGTGTGAAGTTCTTGTGTGTAGAGTAGCT
TTAGGAGGTCAAGAAACAAAAAGAACCCCTGGTGGAGAACCCTTTTATTGGAACCAAAAA
ACTGGTCGCTGCAGTTGGGTCTGATCCCAAATGATGATACACTTGGAAAAAAATAAACAT
AANTTGCTTTCTGACATCAACAATGA
>BJ501936 ID   BJ501936   standard; mRNA; EST; 572 BP.
GGTGGTGCTCCNACTGCGGCAAACACTTTGAGTACCCGTCCGCCCTGAGGGAGCACCAGG
AGAACGTCTGCAAGCTGGAGCTGCGGGACGTCATGAAGTGCAGCGACTGTGACAAGGAGT
TCAAGAGCGTGACCATGCTGAAGGTGCACCAGCGGATCCACGACCCGCTCTACTGCAAGG
AGTGCGGCAAGATCCTGGCCAACGAGTCGGCCTTCGAGAGGCACAAGCTGATGCACCGGC
CCATGCAGTGCACCATGTGTGAGAAGACCTTCACGCTGCTGCGGCGCCTCAGGGAGCACT
ACAGCAAGCAGCACGGCTTCAGCGGGCCCTTCCCGTGCTCGCAGTGCAACAAGACCTTCG
TGCAGCTTTCCTACCTCGCCATCCACCAAAGAATCCACAAAGGGGAGTTCCCCTACGTCT
GCGACATGTGCCCAGAGAAGTTCCGGTCCTCCNACTGCCTGACCGTTCACCAGCGGAAGC
ACACCGGCGAGAAGCCCTTCCTGTGCTGGCAGTGCGGGAAGTGCTACCGCTCTGCCTCAG
AGCTCACAGTCCACATGGGGACACACTCCNAG
>BJ501964 ID   BJ501964   standard; mRNA; EST; 653 BP.
AGGGGAAGCAGCAGCAGCAGCATTATCAGCCGCCGAAGTGAAAGTCTCAGCAGAACCCCT
GTGAAGACCTACAGTGGATCAGGGCTAAGTGGAGGAGCCACCTATTCTAGCTACAGTTCC
TACTCATCACCTCTGGCTCAAAAAAGCTACCTCTCTTCACCGGTGGCCTCTAATACGTCA
CTCAACAGACGAAAATCTGTATCACAGAGTGACCTGAGCAGGGACTTGGCCTCACTGGGC
CTCAGCAATGCTTCGTCCCTCTCCTCCACCCCGTCCTCCTCCATCAGTGCCCCACGAAAC
TACCGGAGTCGAACTACAGATGTGGTCAACTCTTACGGATCCCGCCCAGGCTCTTCTACT
CAGGAGGCCCCCTTACGCAGCTCCACCCAGGAGGCCTTCAGCAGCAGCAGCAGAAAGTTC
AGCTCACTGACATGGGAGCCCAGCAGTGAAGGTCTGCCTGAATCCCCAAACAGGACCTCC
ACGAACTCCAAGAGTACCCAAGGCCTGGTGGGACTGAAGAACCTAGGAAACACTTGTTTC
ATGAACAGCATCCTGCAGTGTCTCAGCAACACTCAGAGCCTGCGAGACTACTGCCTGCAC
AACTTACACCGCAGAGACCTTAACAACAACAGCCGCACCAACACAGCCCTCAT
>BJ501978 ID   BJ501978   standard; mRNA; EST; 589 BP.
AAGACCTGCGCTGACTACGGCCGCATCATCAATCAGCGCCACTTTAAAAGGATCATGAAC
ATGTTGGACGACTGCACCATCGCTGCAGGAGGAGAAAATGACGAAGCCAACTGCTACATA
GCTCCCACTGTTCTGCGGGATGTAAAACCTGAGGCCAAAGTGATGCAGGAGGAAATATTT
GGACCTTTGCTTCCCATCATAACTGTCGGTGGAGTTGATGAAGCAATCGAGTTCATAAAT
AAAGGAGAGAAACCTTTGGCTCTTTATGTCTTCTCATCAGATAACAAGGTTATCGACAGA
ATAAGAGATGAAACTTCCAGTGGAGGCTTTGTGGCCAACGACTGTCTAGTTCACTATTCT
ATCAGCTCGCTGCCTTTTGGAGGAGTGGGGAACAGTGGTATGGGCTGCTACCACGGCNAG
TACAGCTTTGACCAGCTGAGCCACCTGCGTGGATGTCTCATCAAGAAACTCAACATGGAG
GGCGTCAACAATGTGCGCTACCCTCCTCACACACCTNANAAGCTGAGCTGGGCGCGCTTT
ATCCTCCTAAAGTCCTCAAGCCTGGGCTGGATAGGTCGCATGGCGATTC
>BJ502005 ID   BJ502005   standard; mRNA; EST; 519 BP.
AGTGTTGAGCATAGATCCTAATATTCCTGCAGGAAGGAAATGAAAGCCAAAAGATGCAGT
TTTAAAGGTTCAGGCNGCACTTGGACATTGAGAAGTCCACCATGGCCACAGTTGCTCTAG
TTAAAAACATAATTGTAGAGAGCATTTGATTGTGAATGACATTTAANAAGCAAGAAGAAG
TTACAAGATGTACAAAAGCAGTTTCTCAGATGACTCACGATCACTGGATGAGATGAGAAG
GTATAGAAACCGTCTTATTTATGTATGTTTACTGACTGTTAGATTTATTCAATTTCTATA
AAAGCAAGAGCTGAGCAACTGGATGGCTCTGTTGGCTGCGTTTAGGACTGGTACATGGCA
AACCATTGTTCCTCTTCCAGAGGGGCACGACGAGCTTCATCCAGTGTGGGTCCTTGTGCA
AGCCCCTTCTCGCTACTGTCTAACTATGAAGCCACAAGGGGGCCCAAGTCCGGTCCCCAC
CCTGAAAAACATACCGGGTTGTGTCAGGAAGGGACATCC



>BJ502056 ID   BJ502056   standard; mRNA; EST; 561 BP.
TTTTGGCACAGATTGGACATTTCCGTCTGGACACTCATTAGCTAAATGAACTCCAATGCT
CTCATGTGCTGCACATATGAACAGGAAGAACGATCAAAATCCAAGAAACACAATGAATGG
ATGCTGGAGACTTTATTGTTAATGTTAGTAAACAGAGGTGCAGCCTCTACTCTGTCCTGC
AGCACGGCACTTGTACTAACACGACCTCTAAGAGGATCTAATTCATGTTTCATTACCTGT
GAATGTCTGTCTTGACTTTGTTCACTAAAGGACTCTCACATCACCTGAAGAGTAGCTCAA
AGGATAGATTCATGTTTCCCTGTCAGTTTTCTCCAAGATTTTTAGGAAAAACAATCATTT
GGCTTTTCTTTAGAAAGATCATCTGAAGATTCACAATTTCAAATGTTGGCTCATCTTGTC
ATCCAGACAGCTGTAAAATCAGCTCCTGATCATGTGACCTACTTCCAAAACAGTGAACTT
ATCCTTTGAGGCACACAGGTNAAAAACGTCGGTGAGTCATGATTCTAGAGTGATTCTCCT
CCTTCCAACCCCTGCGCTCCA
>BJ502068 ID   BJ502068   standard; mRNA; EST; 348 BP.
CAGCATTATGGGTGGTTTTTGTCCTCTGATTATCATGAGGTGCAACCTTTTCACCACCTC
CTTGAGTATGGTCTGAACAGAGTTAAGTGCAGCCCTCACAATGAAAACACTCAATTCACA
ACAGAAATTTAGCAAAAAAAAATTCTACAATTACGTTTTTATCTGTTTTCTTTTTTTCTC
TTCTGTGTGAAGTTTTTATATCCAAGATAATTGTACTGTGGATGATTTTTTGAGTCCATA
GTGGCCTCAGCAGGTGTGTTCCAACTACTGAAAACACAGTATGTGCCACACGTTTCTCCC
CTTTTTTTTTTTAAAGCTAACCCTAAAAAATTGNCCNCCTTTTCANAC
>BJ502082 ID   BJ502082   standard; mRNA; EST; 667 BP.
CGGCACGAGGTATTGCTTCGTTCCCAGTGGTCTTTTCATTATGACTATGTAGATTTTAGC
CAAAATTTTAATAAAACTGTGTTTTTTAAGACACTGTTTCTGCAGAGTGGCAGGTGTCCA
TCAGACATTTGCCTCTGAGTTGTGGGCGGGACTGTTGGCGTGGAAGTAACCCTTCGCTGA
TTTTCCCGTCATCCCTTTGTCTACACTCTATCCCGCGAGCTTACAGCCCCTCACAATTCC
NAGCTAACATTAAAAGTGCAAAAATGTTGAGCAATATCAGAGCTATCCAGCCGTACAGTT
TTGAGCTGGATACCAGCTCAGACGAGGAAAAAGAAGAATGTTAATGGATCTATTTATCTG
CAAGTGGATGCATCAGAATTGAGCGGAACAGGGAACTTTGGCCTGCCCAATTCAGTTGCT
GTGACACAAACATGAGCTTTTTTATCTGCTCCTGATTGAATAAAGAAGTGCTCAGAAACA
CAGTTTTAACCTTAAATTCTTTTATGTCTTCCATCATGAGAAACATGCTAAAACACCAAA
AGCATGATATTCACTGGAGTGGGTCTTTAACATTATGACAGCTGACAATAGAAATCTTCT
GTTTGTCCTACCTTAATTTCTTTTTAAATGAAACCTTTAGCATACATGTGATGATCTCTG
CAGAGAA
>BJ502086 ID   BJ502086   standard; mRNA; EST; 122 BP.
CATGACCGCGTCTTCGGAGGTCCTTGTTTTTGTTGTGAGGTTGTTCACGACTGTGTGTGT
AGATGAGCTGAAGCCATAGGTTGTCAGAAACAAAATCCCCCCCTCCCNGGCAGTTTCCAG
TA
>BJ502093 ID   BJ502093   standard; mRNA; EST; 586 BP.
CGGCACGAGGGCTTCACTAGCCAGAGTGGCTCCTCTCTGCAGCACCACCTCGTCAACTTG
TGCTCCAATCCAGTTTCAGTCAACACCCCAACACACTCGAAGTTCACAATACTCCCATAT
TCGGCCTCAGCAGCCCTACTACCTTCCCCCGACTGCTGCTCACCCCAGCAACTCGTTTGC
TCTGTACTCACCCTGTGAACCACAGCCTGCAGCAGGAGTCCCAGCAGCCACTGGAAGTCT
GAACTCCCCCACTGCAGGGAAGATGCCTCCAGTTTTCAACACTGCCCTCCAGGCTGAGTA
CAGTGTCAGTCCAAGGGGCATGCAAGACCTGCTGCTGGAGGCAGACACCAGTTATGACAT
AGACACACTCAACCCCAGTCTCATCGACCTGCAGCTGCACGGTAATGTCTGGGAGGAGCT
AAGGGATGACAGTTTGGCGTCAGAGTCTCAAGTTGCCACGGCAACCTCTCCTGCCACCTT
TCTCTTACAGGACCACAATCTCCCACAGGCTGGCTTTATGCAGCTCCCATCTTCTTTCAG
TCACACCACTGCAAGCATCCCTGCAGGTCTCTGTAAAGTCGAATAT
>BJ502118 ID   BJ502118   standard; mRNA; EST; 183 BP.
GTGTAAGTATGTGGATGTCATTGTGGTTCCTCTTTGTAATTTAGTGCCACTGATTCACTC
ATCTGCATGCTTGACAAACCTCATGTTTTTAGTTTCTTTCATTTTTCATCTGTTTCACAA
GTTTTACACAAATACTATAGTTTTTTTTTTTTNGGGGGCANGTTNGCNCTNTTTATTCTA
AAA
>BJ502119 ID   BJ502119   standard; mRNA; EST; 554 BP.
ATCTTCCTCGGAGGACCTCCTCTGGTCAAAGCTGCAACTGGAGAAGAAGTTTCAGCAGAA
GATCTTGGTGGTGCTGATCTCCACTGCAAGAAATCTGGAGTGACGGACCATTATGCCTTA
GACGATAACCACGCTCTTCATTTAGCAAGAAAGGCCGTACGAAGCCTCAACTACNAGAAG
GATGTGCAGGTGACAGTGGAGCCCACAGAAGCCCCTCTTTACCCTGCCGATGAGCTCTAC
GGCATTGTGGGGGATAACTTGAAGCGTAACTTTGACGTCAGAGAGGTGATCGCCAGAATT
GTCGACGGCAGTAAATTCGATGAGTTCAAGGCTTTTTATGGAGACACGCTTATCACAGGA
TTTTCAAGAATATTTGGCTACCCTGTGGGGATCATCGGTANCAACGGAGTTTTGTTTTCA
GAGTCTGCGAAAAAGGGGACGCATTTCATTGAATTATGCTGCCNACGTAACATTCCACTT
GTTTTCCTTCAGAACATCACAGGTTTTATGGTTGGGAGGGAGTATGAAGCTGGAGGGATC
GCCNAAGATGGAGC
>BJ502143 ID   BJ502143   standard; mRNA; EST; 497 BP.
NTNNNNNNNNGAGNNNGNGNNNCTCTCTCTCTCTCCCCNNNNNTGTNTCTTTTTTTCTCN



CCCNCTCTNTTTTTTTTTTTTCGCTCNCCCCCNNNTCTNTNTTTTTTNANATATTGTTTN
TNTTTTTNTCCNCNCCCNCANNTTTTTTTGTGTGTGTGCGNGNTCTCTNNCNNNNTNTCN
CTNTCNCTTTTCTNTNTTTTTNTGTNCCCCCCCCCCNNTNTCTCTNTGTGTGTGTGTNTG
TCACTCTCTCTCTCTCTCTNNCTCTCTNTCTCTNTCTNCCNCNCNCNCCNNGCGTGTGTG
TGTGTGTGTGCGNGCTCNCNCNCTNTCTCTCTCTCTCTCTCTNTNGNGNCCNCCCTCTNT
TTTGNGCNCCCNCTTTTTNNNNCCCTCTCTCTNGCGCGCTNNNTCTCTCTCNNTCTCTCN
CNCCCNCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCNCTGTGTCTCCCCCNCTCTCT
CCTCTCTCTCTCTCTCT
>BJ502185 ID   BJ502185   standard; mRNA; EST; 660 BP.
GGCACGAGGCTGCCTTGACTGATTTCTTCTCATCTTTAAGACCGAANAAGCCAAAATATT
CAGCAACACGCCGGCTGCTTTTAAAGTCTAAGTTGCTGAAGAAAGCAGCTTCCATGCTGG
TGGCTGAAACTGAAGAGAAAAAACGCGAGAAGCAAAGAGTTGTGAGTGAATCCTTTCCTC
CACTGAAGCTCTCAGGTCTGTCAATCCAGGAGCTCCAGGAACTGTGCAAAGAGCTGCATC
AAAAGATTGATGTTGTGGATGAGACGCGCTATGATATAGAAGTAAAAGTGGCCAAAAATG
AGAACGAGTCACTAAGACAGAAGATAGTCGATCTGAAAGGTATCAAGAGGCCCAGCTTGA
AGAGGGTGAAGAAAACAACAGATGACATGCTGGGTGCATACACCGATGCCTCTNAACTCA
TGAAGGCTGACTTTAAGGCAAACCTCAAGACTGTGAAGAAAGATGATGAAAAGAGGGAAG
AAGTGACGGACTGGCGTAAGAATGTGGAGGCCATGTCTGGCATGGAGGGCAGGAAGAAGC
TGTTCACTGCAGGACAATAAGCAGACGCTCATCTTCCAAACCTAAAGTTTGAAAATCAAG
AGCCCACATTGTTTTCTTCAATTATGCCCTTGTTCAACCATCACAAACAGAACAATCACT
>BJ502191 ID   BJ502191   standard; mRNA; EST; 366 BP.
CGAGGCTTTAATGTATTGCTCTGGCCAACCTTTGTCCTGTCTGCTCACCCCCCCCTCTGC
TGAGGCTTCCTGTCGCCTAGCAACCGTCTGACTACGGGCGGCAGAGGTGGCCCTGGGGGC
CACTGCAGGCCCTCAGCACCAGCGGCAGATCCACCATCCGGGCCGGGGGCGTGAGCGGCT
CGCCTTCCGTGTGTCTGAGTCCCGCGTCCCCTCACGTCTCCCGTAAGGTTCGTGCCCCCC
TCCCCCCCCCCCGNGTCCTCTNTNTCTTCCTGCTNAANACGGGCTGAACCATTCCAGGAC
CCNCCTCCTGATCCTGTCAGCNAAANACCCCCAACCATNTTTNAAGGGGNGGCCCCCCTG
GGNGCT
>BJ502196 ID   BJ502196   standard; mRNA; EST; 671 BP.
GAGGTGGAGACATGTGTGAAGAACTGTGGTCACAGATTTCACGCCCAGGTTGCAAACCGA
GATTTCATTGATGGTGTTCTTGTCAAAATCATTTCCCCCAAAGCAAATCCTCCCACGATA
GTTCAAGACAAAGTGTTGTCACTTATCCAGTCCTGGGCCGATGCCTTCAGAAGCAGTCCC
GATCTAACAGGGGTGGTCCACATTTACGAAGAACTGAAGAGGAAGGGGGTGGAGTTCCCA
ATGGCGGATCTGGATGCGCTGTCTCCCATTCACACACCTCAGAGAGGAACACCAGAGATA
GATCCCGCCATGATGAAATACCTCGCTCCGTCTGCACCCGCTGCAACAACTCCNACACCC
ACCCCACCCGCTGCTGTTGCCACGCCCACCTCTGCCATGCCCGGCCCCATCACGGCGACC
CCTGAACAGATTGCCCGGCTTCGCAGCGAGTTGGACATAGTGAGAGGCAACATTAAAGTC
ATGTCAGAGATGCTGACGGAAATGCTTCCTGGTCAGGAAAGTGCCTCAGACCGGGAACTG
CTCCAGGAGCTGAACAGAACATGCCGGGCGATGCAGCAGAGGGTGGTGGAGCTGATTTCT
CGTGTGTCTAACGAGGAAGTGACAGAGGAGCTGCTACACGTCAATGACGACCTCAACAAC
ATCTTCCTTCG
>BJ502203 ID   BJ502203   standard; mRNA; EST; 603 BP.
TTCGGCACGAGGGGCAGGCCTTCATGGACGCCTACAGCAGATACACCTCAGAATGGTCCA
AAGTCTACTTCGTGTGTTGGTGGCTCACCTCTTCAGTCATGTGGGTCAACCTGTTTGTGG
CGCTCATCCTGGAGAACTTCATCTATAAGTGGGACCGCAGTCACAGCTGCTCCATCACGG
AGGTGGAGAAGATCCAGTATGAAACGTCCATCCAGCTCATGTTCAGGGAGCAGATCCAGG
AGCCAACGGAGGAGGAGTTACTTTGTCAGCTTCACCGACATCCTCACCTGCATCTGCAGT
GGTGACTTCAGCGCCCAGAACCAGAACCACCCAGTCAGACCAAACCCAGCTGCAGCAGTT
CTTCGGTTGCAGGTGAAACTGCAGCTGGAGCTTCTTCCAGGTTCAGAGACAGAAATGACA
GACCTCCCCAGAACCAGCAACCTTCAGGGTGATGAGACCTGCAGCATTTGTAACCGTTGC
TCAGAAGGACGGAACCACTCCAGAACATCGCCTTTCAGCAGAACTTGTGCAAAGGACCGT
TTCTTCTGACGTGAGTCGGCAGCAGAACCGGACCAGGTGACCTTTATCCACGTTTGACCC
TGA
>BJ502210 ID   BJ502210   standard; mRNA; EST; 673 BP.
TCTCCTACCATTCAGTCATCAGGCAGGGCAGACACCTGGACTGGATGAAGTTCCACTTTG
CAACTTCTGCAAAGGCGTTTGGCCACGACAGCTTTGACCCACGCCACGGGCACACCACGG
AAAACCTCCATCACACCTTTCTAAAGACCCTGCAGGGTGGAGCCCTGCCCTCCCTCATAG
AAACCATGATGGGTCACCTTCAAGATGTCCTGCTAAAGTCTGACACCCTCAGCCACAGCA
AGGACCAATGGCAGGTGGATGGCATCTTTGCCTTCTGCTACAAGGTGATGTTCGAGTCTG
GTTACCTGACGCTGTTTGGTAAAGAGCTCGGTGAAGACAAGAGCCAGGCTCGTCAGTCAG
CGCAGAAAGCGCTGGTGCTCAATGCTTTGGAGAACTTTAAGGAGTTTGACAAGATCTTTC
CCGCTCTGGTGGCTGGTCTGCCCATCCATGTCTTTAAAAGCGCCTACNGTGCCAGAGAGA
ACCTCGCAAAAACCATGTATGCTGAAAACCTGTCAAAGAGGCAGAACATGTCAGATCTCA
TCTCCATGAGGATGATTCTGAACGACTCCCTATCCACTTTTAACGATGTCAGTAAAGCCA



GGACCCATGTGGCTCTGCTGTGGGCGTCTCAGGCTAACACCTTGCCCGCCACGTTCTGGA
GCCTCTTCTACAT
>BJ502216 ID   BJ502216   standard; mRNA; EST; 231 BP.
GGATTTGAAATGAGTTTGTCACAGCACTTGGGTTTTTTTTCTTCTGTTTTGTTTTGTAAA
AACGTACCATATCTNTTGATGTANAAGCAGACAGGGACTTTTAGATGCAGTTTAATCCTT
ATATTATCATTGAGCTATGTTGAACGGTACACCATTAAAACCACACCTNACTGTTGTANA
TGGGGCACTTTAAAAACAACTATTTCTTCAGTGAATCANGGCCCCTGGCCT
>BJ502220 ID   BJ502220   standard; mRNA; EST; 608 BP.
GCACGAGGCTAATAAGAGGAGCCTTGTGGAGCCTGAGGGTGAGGACGCCCCAGAAAGAAA
AGTGCGGGTGGTGACGCCAGTTCATCCTGCTGGCACAGTGAGACGCAGCGACCCGGAGGA
GCTGAAACCAGCAGAGCCAGCCCACGCAATTCACCTTAACAATCATCTACCCGAGGGCCA
CCCCACAACCACCTTCCTCCCTCACCACGCTGCTCACCTCTACCCCGGCATTTACACACA
CGGCAGCCTGGTGTCACAGGACGGCATGCGGCAGCACCCGGGCTTGCAGTACTTAAAAAG
CCAGTCCGCTGTGTCTCCCCTCGTGCCACCTTTAACCCTCCACTCCATGATGTTCCACAG
GCAGCTACTGGCCTCCAGCCCAAGCCCTCACCACTTCTACAGGCACCCTGGGGGGGCAGC
ACTGTACGAAGACCTGTTGCACCATTTCTACCCTCTCTCCACCCTCCCACCACCTCANCT
GTCCTCGGTACACCCCAGCACCAGACTGTAAAGGAGAGGTGGAAGCTTGCTTTCCCACTC
TTCGTACTTCATCCACAGAAACTGTGTTGGCTTCTCTCTGTCTCTCAAGTTCGGAGAGTG
TCGAGACG
>BJ502231 ID   BJ502231   standard; mRNA; EST; 601 BP.
TTAGCAGTGTAACAAAAATGGCAAGCAATATTGCAGCTATCTAATTCAGTTTTGAGTCAG
TTGCCAGCTCTGAAAAGGAAAAACAAAAGAATAGATGGATCTAGTTGTCTACTAGTGGAA
TGCAGAATGGGGCTGAGCAGGGAGCTTTTGACCCACCGACTGAAGCTTCTACATCCCAGC
TACAACCTTTTTCAAACTGCATTTTTTTCATCTGCTCCTGATTCACAACGATGCTATTTT
TAGCTTGATTTTATTTAAATATGTCCTTCATCAAAAAAATGCCATAAAATGATGTTAAAA
ACACCACAAACACCATTTTCATTGGAGTGGGTCTTTCATTACTTTTTTTGTGACCAGCTA
TAAGCTGTCATAAAATCATTCCTGTTGTAGTTTAGATTCCAATTTTATGATCCAGGTTCA
TTTATGTCAAATCACAACTGTTCAATAAGCAATTACTGAACTAGGAGGTCGGCCCTTAAC
TTAAATCTAACTTGTGACTCANTCTGCTCACAATTTCAATAAAAATATTTCCGGTTTGGG
ATCTGCTTTGTATTTCATTTTTTCCTTTCAATTAAAAAAAAATGAATTTAGCATTTCTAA
C
>BJ502233 ID   BJ502233   standard; mRNA; EST; 550 BP.
CGGCACGAGGTTTTCTTAGAAACAAAACATTTTATTTAGATGAACAAAACAGTTCCTGTG
CATTTTATATAAAAATAGAATCTGTTACACAATGCAGGAAGGTAATAGAGAGACAATGTT
TTATGAAGTGCTGCTTTTCAGACACATTTTCCTTTGCATGTCCTGATTATAAATAAAACC
ATCAAGTACCAGTTTGCGTCAACAAAAGAGAAAAATCATAAAAATGTGGTTTATTGAGTC
AAAAACAAACAATAAAAAGCTTCACATCTGCAGCAGACGACCAGATAAATGTCTGTAAAA
ACTTTCTGCACATTTCTACAGCTTTTATTTGAATGAATGCAAGTTTGAAAGGGTTTCTTT
CCTCTACTGTAACACAAAAGAAAAGTGCAAAGCTTTGAGGATACATTTCTTGCATGGGGG
ACATTTGGAGGGGGGGGGAAGGCACGCACGAGGCAGGCTAACGCCAGAAACAACGCACAG
GACAGACAGCCTTCGGAGCCGTTTCATCCTACCATGTTGACGTCATTCTTGGTTGAAAAG
TGAGGCAGTT
>BJ502236 ID   BJ502236   standard; mRNA; EST; 611 BP.
AATGAGACGTCTAGTTGATAGCAACCTAATCGAGTGGGATGACTTTATAACAAAGCACTC
ATATATCANACAAAACGTTTTGTTGGGAAAACAGTTGAATCATTTGTAACAGGAAATTAA
AAACTAGTTTCTAAAGATCTTGACAGAGGTTTTAGTGGAAACACGCTCACGTTCATTTGC
TAGTTTGCTTTGTTAACCTTTACTATCACTCTTTAACTGTTTACGCAATTATCACAACTG
TCAAGCTGAGGAAAGCAGCTTTGCCGAGATATGCGACCCTCTACAGCGGTGAAGTGTTGA
TGCCATAAGCAAATGACGCANAGAGAAATTCACATTCACTGACGTACAGTTAGTAAACTT
TACGTAAAGCTAGTAAACTTTACGTAGGGTTAGTTAACTTTACGCAAAGTTAGTAAACTT
TACGTAAAGCTAGTAAACTTTGCGTAGGGTTGGTAAACTTTGCGTAAAGTTAGTAAACTT
TATGTCGAATGTTGCACATTGGTGCAAATGTGTTTTTTTTTCTCCGCGTCAATTCCATTC
GGAAATAATACGTTCACTGCGTAAACGGTCGTAGAATTATGGTAGATCAAAGAGCGTGTG
TGTGTGTCGCC
>BJ502264 ID   BJ502264   standard; mRNA; EST; 420 BP.
AGGGCTACACGCGCGTTAAAAGGGTCCAAGTTGAGCTGTTTTCAGCCAACGATGCCAGTT
TGTTAATGCTTTGGTTTTTCTAAACGGTGTTTTACTAAGAGATAAGTCTGTCACCAACAC
TAGAGTAAAAAAAGACAAAAAAGAAAATCATACAGAGGGACAATAGTGCCAGGTGGTGCC
TCACTTTCTTGAAAGTTGTACAAAATTAGTTGATTTTTTGTGTTGTAAAATAATCAATGT
TTGAGGTACAAAAGATTTGAGAAAGGCAGATGGTAATTCCTAACTTCACAGTAGACAAAT
CTGTTAATAGAGTATGGATATATATTATATAAATATAAATAAATATATACTTTTTATGTG
CTGATGTGGATGTCACTTATAGCAGCAACATTATGGGAAAAGACTTGGTTAAAAAAAAAA
>BJ502273 ID   BJ502273   standard; mRNA; EST; 548 BP.
GAGGAATATTCAGGATCCAGATTCAGGTGAAAACGGTAAAGTGCAGTGTGAGTTAAACAA



GATAAATGAGTTTTCGATCTCGTCTACATCTNATAATTTCTTTAGTATAATGACAGACGA
TGAATTAGACAGAGAAACAGCATCAGAGTATAACATCACAGTGACCTGCTCTGATGAAGG
AGTCCCCTCCCTCTCCAGCAGCGTCACTCTCACATTACAGATCTCTGATGTGAATGACAA
CGCACCTGTCTTTGAGAGGAGCTCATATGAGGCCTACNTTGTAGAAAACAACACACCAGG
TGTGTCTATTTTCACAGTGAAAGCGACAGACGCTGACTGGAAGCAGAATGCGCGTGTTTC
TTACATACTGGAGGACTCCTCTGTGAACGGAGTGCCAGTCTCCTCATATGTGTCCGTCAG
TGCTGACAGTGGAGTCATCCACGCAGTGCGCTCTTTTGACTACGAGCAGATCAAAGACTT
CCGCTTCTGCGTCAAAGCACAGGACGGAGGCTCTCCTCCACTCAGCAGCAACGTGACAGT
GAAAATCC
>BJ502297 ID   BJ502297   standard; mRNA; EST; 153 BP.
TGATTTTTTTTTTTTACTCCACANGCTTTATATTGTCCATTTTATGNGANATTTATCTAA
CTTTTTTTTATNGATTTCANAAANACATTTTTGTTNATGTTTNACATNATTTCTATTTTC
CAGNACCCCCCCCCCCNCCCCCCNAAAAAAANN
>BJ502424 ID   BJ502424   standard; mRNA; EST; 635 BP.
GAGGGCTGGTTGAGCAGCCGAAGGCCGACCCGAAGAAGGAAACTTTAACATTTTGTGCAA
AAAATAAAAAAAATCGACTTTCGATTTAAGTACCAAAATAACGACCACACAAGAACAATG
AGCTTCGCGACAGCAATGGAGGTCAACGTGGAAGCCCGGCGGATCTTGGCTGTGTCGATC
AGCAAGCTGTACGCCTCTAGGAGCCAGAGAGGAGGACTGAGACTCCACCGGAGCCTCCTG
CTCTCCATGGTCATGAGGTCCGCCCGGGACATCTATCACTCCTCCCGGGAGAGTGAGCAA
CCAAACGGGGAAAAGCCGGCCACTGAGGAGCCGATGGACACTAACTGTGACCCCAAAGAG
AAAGCCCGGCTCACGCCAGACCTGGCAGACACCTCCGCTGATATGGCCCCAGGGGTTTCG
GACAAACTAGACGAGAGCGACTGTGACATAACGGAGGACAAAGAGAACCTGAGCCCTGCG
AAGCAGTCCAGGAAGCGCCGAGGCAAGGCGTCGGCGGCGCCTGACTTCCTTCCCAGCAAG
AGGGCGAGGCTGGAGCCTGGAGAGGAGCGGTACGCGGCCCCAGTGGGAAGCTGCCGAGCC
GGGGTCGGAGACTATCGGAGTGCCCTGACTCTGAA
>BJ502426 ID   BJ502426   standard; mRNA; EST; 377 BP.
CGAGGCGTGCTCCCCCCGCCTCCACTGAACCAAGCCTCCCTGGATGACAGTTCACACTCC
TTCCCCAGCCCCCCCAAGCCCAGCGACGCCATGTTCTGGGAGGGACACTCCGCCGCGTCC
AACTCCTCGTCTTCAATGGGAAACTGCAGCCCCAAGAGTCCTCCCAACACAGAGTGGGTC
AAACCCTTTTAGGAAGAACTGACACCGGGGCAGAAAAGAATGGACACATGGAGGAGCATT
CTCAAGTCTGCCACATTGCTACCACCTAACCTGCCTTAAGTTGATGAAACCATTCATCAG
TAGTGGACACCAGGCTGGACCTACTTGTTGTGGGAACTTATTGAGGCTAAGAAAGCACTT
TTCTGAGGTAAAGACAG
>BJ502430 ID   BJ502430   standard; mRNA; EST; 550 BP.
TCGGCACGAGGACGGAGATGGAACGGCTCGCTGAGGTCCAGGAGGAGAACCAGCGGGCGT
CTCAAACACCAGCAGCTGCGCATGGTTCCACTTCAGATCTCTCCACAGCCTCCATGGCTC
TCTCGACAGACCACCTACTAGAATCAGCATACAGAGAAATCCCAGCTGCCTTCGGTCTGG
GAACATCCAACTCCAGCACGAGCTCTGACACAGTGTTGAATATCCCTGAAAAGACGGACC
TGTGACGACTGTGTGTGCATGTGTTGCATTGACATCATCTGTCAGTCAGCTCAAGTTTAT
CATTTCACTAATGAATTCTTCTGTAGGTCCTTGATTTCGTTCATCAGCACAGTTTTCCTC
TTAAAGTAAAATGGCTCAGAATCGTCTTTGTGTTCTGTGAAGTCCAATTATGGGATGCAT
TGATGTATGTTAATGGGAAATGTAAAAGGGTTGTTGATGTCATGATATACATGTGAGGTT
TCACCCTCAGGTGAAGCCGGGTGGACATCTGTAGGTTGTTTTTTTTTTTGATCAAGNGAA
ATTTGATTCA
>BJ502444 ID   BJ502444   standard; mRNA; EST; 578 BP.
AGTGTACACCTCCGCTTCTTCTGTGCCGAGTCATTCATGGTGCTATGAAGGACACCTGTG
TGATTATGCCCCGTCTAATTGGAGCTTTCTACCTGAGGCTAAATGTGGTGGTGAACAGCA
GTCACCCATCAACATTGACACGCAAAGTACTACTGAGGATGAAAGTCTTGGCGCCTTCAC
TTTCCTCAACTTTGATGACAAGCATGTGATCGAGAGTATCACTAACACTGGCCACTCAGT
GCAGTGCAATATAAATGGATCTGTGGAAGTGTCAGGTGGAGGTTTGCCACATGTCTACAC
CGTCCTTCAGTTCCACTTCCACTGGGGAAGTGTGGCCTCTCACGGTTCAGAGCACCTGCT
GGATTCCAAGAGTTTCCCAATGGAGATGCACATCGTCTGCATCAGGAAGGACCTAAATAT
GTCTGAGGCACTAGCTCACTCTGATGGCCTGGCAGTGCTGGGATTTTTTATAGAGGCTCC
ACAGACCAGCAAAAGCGGCTCCCATTCAAGCAGCACCTCANATTCTAGTGGAACGACCAC
CCCCCCCACAAGTTCAACATCTNACATGGAAGCCTGGA
>BJ502466 ID   BJ502466   standard; mRNA; EST; 621 BP.
AAACCTGTGACTTGACAAAAGAGGGCAGTTACCAGAGGCAGGACGATGAAGGCGGGTGTG
GGACTCCTCTCTGCTCTAGCTCTGTTCCTCCTGATGGGATCAGCGTTCTGTCAGAGACCT
CGGCCAAAGAAGCCCACCAGGCGTCCAACAACCACCAAGAAGCCTTTCGTCCCCAGGCCT
GCCAAACCACCCCAGCCAGAGCCCAAGGAGCCCACAGAGTTCCCCCCAGTCATTCTCGGT
CCACCTTCCTTTTTCCAAGATTGCCCCCAGGAGTGTTTGTGCTCTCCAAGCTACCCAAAT
TCTCTCAACTGTGAGAACCGGAACATCCGTGAGGTCCCAGTCATCCCACAGAGAACTCAT
TACCTTTACTTGCAGAACAATTACATTTCAGAGGTAACCTCTGAGCCGTTCCGTAACGCT
ACTGACGTCAGCTGGATCAATCTGGCCAACAACCGCATTGTCCGCATAGATAAGCAGGTT



TTTGAGAAGATCCCAGGTCTGCTGTTCCTGTATGCACAGAAAAACCTGCTGAAAGAAGTC
CCAGTAGGTCTCCCCTCAACTCTGGAGCAGCTTAGTCTGAGCAGAAATCGCATCACTAAG
ATCCCAGGTGGTGCCTTCAAA
>BJ502475 ID   BJ502475   standard; mRNA; EST; 318 BP.
CGCTGCACAAGGACCAGGCTCTTCTAAGAGAGAAACAGAAGACTGAGGAACTGGAGAAGA
CCAAGGAGGCCTTCAAACTCTTCATCCAGGAGGCTGCTGTCAGAACCAGGAAGGAGGTGG
AAAATGAACGAAAGCAGTGCAACATCCGGATCCATCGAATGTCGGAGGAGCTGTCCGTCC
TGCAGTTGGAGTGTGCAGACNAACAGTCTCAGATTGAGCGGTCCCTGCGTGAGAGAAAGG
CCGTGGAGGAGGAGCTGGAACGGGTTTATAAGGAGGGTAGGGCAGAGCCTGAGCTCCAGA
AGATTGATGCCCTCCATC
>BJ502489 ID   BJ502489   standard; mRNA; EST; 647 BP.
GGCACGAGGATGCACTTTGTATTCTGTATAGTATGTATTGTTCTCTTTTGCATTCTGAAT
GACACCAAAACGATGTGATTTATGGAGTTGGGAACCATGGTCGCAACTCTCTTCAGTCTC
TCTGGTCTGCGTTTCAGGACAGGACTGGTGTGTGATTCCTAGTTTTCAGTCAGTAAGGAA
CACTGGTTTGGTTTAAGAGGGGATGATGGGCTGACCCTCGATTGTTGGCAGAAGAATGCA
AGATCATTTTTAATAATGCTACTTCACGCTCCAGTGACCTTAGTCAAATAGAACTTGATC
AGCTGCTGCAGCTCAGCCAGACGGGGATTTGTTTTTGTTTTGAGTGTCTGCCGCTCCTCT
TTCTAAATACGCTGCATGATTGTAACAAAACACAAAGAGAAAATGTTTTATTTTTAACTT
CCTTTCCCTTGGTGAGCATTTGTGTAGAAGAAAGGAGCGCAAGAGTCCCAAAGTGTCCAC
AGTCGAGCCTTCCTCCTCCTCCTCCTCCACTTTGCTTCTTGCTGTCCTGACAATCCATTC
ACACTCACTCGTGTTAGCCTCCCCGGGCTTGGAGCTAGCCGAGTGTGTCCCTGTGTTTTA
TTTAAAGACTGGAAGTCCTGCCAAGTGTCTGAGCTCAGTCTTAGTTT
>BJ502501 ID   BJ502501   standard; mRNA; EST; 668 BP.
TTGAGCACAACTTCAACGCATACAACGACGACTTCATCACCGATCAAAACACGGCGTACG
ACTACGAGTCTGTCATGCATTATCGGCCCTTCTCCTTTAACAAGAATGAATCCATACCCA
CCATCACCACCAAAATCCCAGAGTTTTACTACATCATCGGCCAATACCTAGACTTCAGCG
AGAAGGACACCCTCAGGCTCAATCGCATGTACAACTGCTCTGGGCCGCTGACCCTGCTGG
ATCAGTGTGCATTTGAGTACGCTAGCATCTGTGGGATGATCCAAGCCTCCACTGACGATG
TTGACTGGGTTCATACCAAGAGCACTGCGGATGCAGAAGACCACACACTCCTGGGAAGGT
GCAGAGATGCTGGGTACTTCATGTACTTGAACACCAGGATCGGAAACCCGCAGGACTCAG
CTCTGTTGGAATCCAGAACCCTCTATCCNAAGAGGAAGATTCAGTGCCTGCAATTTTTCT
ATAAAATGACTGGGAATGTCCAGGACAAGCTGGTGATATGGGTCAAGATGGATGATGGGA
CAGGCGTTGTTCGCAGCATGAGGAAAATACACACTTTTCAGGCGGATTCTGATCACACGT
GGAAAATTGCCCACGTCCAAATGGAAATGGAAGTTAAATTCCGATACGCCTTCCAAGCCG
TGCGCGGC
>BJ502509 ID   BJ502509   standard; mRNA; EST; 199 BP.
AAGCAAAGGACAACTTGCAGGAAGTGATTAGGTTTGACCAATCAGGACCTGAGGGAATCA
CTGGGGCGACAGGAGGGACGCTGAACCTGGGGTACTCCAGTGAAGGCACAGCAAATGAGG
ACGGCAGCCTGGGTCACATGGAAGCTCACAGCCAATCAAGCTATGCCAGTTTTCATCACT
CCCGGGATGTTGTGGNNTG
>BJ502567 ID   BJ502567   standard; mRNA; EST; 455 BP.
CATGTAAATCCAATATGAGTGAAGGGGCCTTAGATTCACGGGGAATAATTTGCTCACATT
CCTTTGACATCTGTACATATTGATTTTTAAGCAATATGGTGTAAATAGAACCATGTCCGA
CACGGGGCTGACTCGATTGTCTTACACGTGAAGATTTTGCCGTTAGTGCGCTCGTGGAAG
ATGTGAGCCACGTTTTCTGGTGTTCTCAAAAAGAAGCTGGAAGGTCTTTCTGAAAATGTA
GCACGAGATGAAGAATGTTTGCAGGAGGCAAAAACGAAAAAACTAGGAAGTATTGAAGTT
TCACGAGGGTTCATGAGTGTTTGCATCTCATGCATCAATCCATCACCTGAACAGGAAATC
CACCGTACGAACCCCCCTGCTTGTGATCGCGTCCCCCTGCAGTTCTTTCCACCTTTCTGG
GTTTTAGAGGCCTTTCTTTTTTTTTTTAAAGCGAC
>BJ502571 ID   BJ502571   standard; mRNA; EST; 693 BP.
TCGGCACGAGGGCCATCAAACTCACCGTAAACGACTTTGTTCGAGACAAGTTCACCCAAA
AAGACGACACGATTCCTTTATTTGCCGAGATCATGGCTGGTGGCTGTGCCGGAGCATCTC
AGGTGATCTTTACAAACCCTCTGGAGATTGTGAAGATTCGCCTGCAGGTTGCGGGGGAGA
TCACCACCGGGCCTCGAGTCAGCGCCCTCAGCGTTGTCCGCGACTTGGGCTTCTTTGGCC
TCTACAAGGGGGCCAAAGCTTGCTTCTTGAGGGACATTCCCTTCTCAGCCATCTATTTTC
CCATGTACGCCCACACTAAAACGCAGTTAGCGGATGAAAATGGAAGACTGGGAGCTCTGC
AGCTTCTCACTGCAGGAGCCATTGCAGGTGTCCCTGCGGCCTCGCTTGTGACTCCTGCTG
ATGTCATCAAGACGCGACTGCAGGTTGCAGCAAGGGCGGGGCAGACCACTTATACTGGGG
TCATCGACTGCTTTAGGAAGATTATGAAAGAGGAAGGCTTCCGGGCTTTGTGGAAAGGCG
CCGGAGCTCGCATGTGCCGCTCCTCCCCTCAGTTTGGTGTGACCCTGGTGACTTATGAGC
TTTTGCAGCGATGGTTTTATGTTGACTTTGGAGGACATCGCCCTGCAGGCTCTGAGCCAA
CGCCCAAGTCTCGCATTTCCGAGCTTCCCCCCA
>BJ502572 ID   BJ502572   standard; mRNA; EST; 487 BP.
GTGTAGGTGCTTTATCTAGCAACAATGCTGTTGGTACTGTGTGACTTTTTGTGTCCATGT



GCTGTTTGTCTCTCGTCTCTGATGTTCAGTGTTTGAGGTTGTTGGGAAAAGAAGGGACCT
TTTTTTTTTAAAGTTCTTGATAAGCANATTTGGGCGACGGTTCAAACCCGGGACTGCAGC
AAAGGGCGTCTGACGAGAGGTAAAGGTACACTGTGGAGACTTTTGTCACTCTTTCCATCC
AGTCTGCTGAACCACATGTGCATGATTCTGAATCCNACGCACACATCTGCATTTAACCAA
ACGATGCCCAGGTTTTTCCANAGGGAAGCATATGCAAAACAACTGTGGAAATATATNTGC
AAGATAGCAATACACATTTTAAATGANATAAAAGCTCATTTAANAACACAGAACAAGAGG
AAAAGTCCTGAATTTAAAATAAAAGGAGCTGCAAACATTTACAGAATTGGTTTAACAGGA
AATACAC
>BJ502581 ID   BJ502581   standard; mRNA; EST; 627 BP.
TCGGCACGAGGGGACAGAATGTCAAGCTAAGATACTTTCTTCGGGCCACCGTGGTTAGGA
GACTAAATGACATCACTAAGGAGATGGACATTGTGGTCCACACCCTGAGCACCTATCCNG
AGCTCAACTCCTCCATCAAAATGGAAGTTGGCATCGAGGACTGTCTCCACATTGAGTTTG
AGTATAATAAATCCAAGTACCATCTAAAAGATGTAATTGTTGGAAAAATCTATTTTCTGC
TGGTGAGAATCAAGATCAAGCACATGGAGATCGACATCATCAAACGTGAAACGACAGGCA
CCGGCCCGAGCGTATACCACGAAAATGACACTATCGCCAAATATGAGATCATGGATGGAG
CACCAGTCAGAGGCGAGTCTATTCCAATCCGACTATTTCTGGCTGGTTACGATCTGACTC
CCACCATGCGAGACATCAACAAGAAGTTCTCTGTGCGCTACTACCTGAACCTGGTTCTGA
TCGACGAGGAAGAGAGGCGCTACTTCAAACAGCAGGAAATCACACTGTGGAGGAAAGGAG
ACGTGGTGAGGAAGAGCATGTCCCACCAGGCCGCCATCGCCTCCCAGAAGGTTCGAGGGC
TCAGCCGCTTCCGAGAGCGCACTGGAA
>BJ502587 ID   BJ502587   standard; mRNA; EST; 645 BP.
AGGGAGGAATCACGGACAGCGTACGCGGAGGAGACGCCGGAGAGAAACAAACCGGATTCA
GGATGGTCTATAGCGCCGCTCTGCCTTTGGGGAACGCAGTGCCCGTTCTGTCAGAAGAAG
TCATGATCGGGAAATATTTCCCCCAGCTCGCCTCCCCTGGCCAAAGGTTAAACCCGAGCC
GGCGGGGGAGCGTCGAGAGCTGCGACGAGCGAGACACCACCACCCCCGGTAAGTTTCTGG
GTTGGCTTACCCCCCCCTATAGAAACTTAACCTCAAGTGTGTGTGGATGAAGTGAGTGAA
CTGCTGCTCTCATGTTTTAAAATGAATTTAAATTGTATCAGTTACATTTAAACGAAATAA
ATACGGATCTATTTAATTTGGCGGATTAAGAAAGAGAAGCCTGATGCAACTAGTTGAGGG
TTTGGATCAGCTGATTCCCAGCAGACCTGAAGTCACGTGATTTAACACGTGATACATGTC
ATAATGGAACAAAAGCATCCTGGAACATCTCCATTTTAACCACTTTTTTTTCTTTTCCTT
TACAGTTCCTAACCTGGAAGACGGCCTTGAGGACGAGCTGCGTCTTGTCCACCACGACGT
GACCCGGCAGATGGAGCGCTGCTTGACTGAGGCCAAAGCCTCCGT
>BJ502598 ID   BJ502598   standard; mRNA; EST; 445 BP.
CNGCACGAGGCAGACTCGCGGCCCAGCAGCAAAAACCCATCATCATGTCGCCAACAAAGC
TCGTGGCCACAAACGCCGTTCTCAGTCGTTCCTACAACTCTGGAAACGTGGTGTCTGCTC
CGAGGACCGTATCGGCCACACAGATCGCAAAGGATCTTCTCCGGACGCAAGGCATCCAAG
GCCTGTACAGGGGTCTGGGGGCAACACTCATGAGGGATGTTCCTTTTTCTATTGTTTACT
TCCCGTTGTTCGCTAATCTGAACCAACTGGGCAGACCCAGCCGGGATGAGTCATCGCCTT
TCTATTGGGCATTCCTCTCCGGCTGTGTCGCAGGCTCGACTGCCGCCGTGGCTGTCAACC
CCTGTGATGTTGTGAAGACCAGACTGCAGTCTCTGAACAAAGGTGCCAGTGAGGAAACGT
ACAGCGGAGTAGTGGATTGCATAAG
>BJ502623 ID   BJ502623   standard; mRNA; EST; 497 BP.
ATATTTAACTTGCACATTCAAGTCACAACAAAAACAGTAAAACCTGCAACCACACATCTG
CTTTACATGTAAATGGCATCCCCGCGCTTTGACATTTCAAACCAGACATTTTCAATGTTT
TCAGCTGTAATTTGCCATCAGTCCTGACGGTNAGCTCTAGCGTTCATGCAGGGAAGTCAC
AGTTGGTTTATCATCATCATTGTGGCTTTTATGAAATCCGTGGTGTTTGGATGCAGGTAC
GCCTGGCTCAATTCACATCCTCTGAAGTCCACCATGGTCTAAAGCTCACACTGGCATTCT
TAGTAGCTTAAATTGCAGAAACAAACCGGTCAATGTTCCCTGTGTAAGTGGGGTGTCTTA
GGTATCCCCCAGTATTGGTGATCGGCCCTGGACTGTTGTAGTGAGAGAAGGAGCCTAGCT
GCACTGGGGAGACCCTGCCATAGTGGTCCATCGTCTCTNCGGGGCCGTGAGCTGAGGCGT
GGATCCAGCCAGCTGGT
>BJ502629 ID   BJ502629   standard; mRNA; EST; 492 BP.
CCAGCCCGTCCCANGCAANANGTGATCANGCATGCANACAGAATANAACCCTGATTTGGA
ATGTACCANACTNACNTANATNCATGAACACTGCCACTCAGGACTGTNAGACTTTTANAC
GGATGGAAAANAATGAANTAAAATAACNGGAGTAATGACTATCANGACNCTTGACAGACC
ANTAATGTTANGAAACAGCTCCCTTTAAGGCACATAAAAGTTCTATAAACNGTACTAACT
GTGTACNGATTACATATCAGATATCATACCNAANAAAAGAACACANAGCTCATTTTACTC
AGNACTGAAATACAAACTTTACACAGAGCTGCANACTGGGAGTCAATCTGCAGCTGAATG
AAAGTCAAAAGTGCTACNATCTTTTCACTGATAACACACAATGTCATTTTTTTTGTTTAC
NAAGTCATCCCGTACGTCTGTGACCTTTGCAGCTAAAAGTTTTCCAGTTGAGAAATGTTG
TGTTTGTAGAAC
>BJ502646 ID   BJ502646   standard; mRNA; EST; 538 BP.
GTTCTTTATTGTTTTGTCAGAGGTTTAACAAAAGACCATGGGGTCAAAAAACTGAGAATG
TAGCAGTGATCGATCGCATGCAAGACATTTCTGACGCAGGTTGCCTGAAAAAGCATACGG



GTTACTGAAACAGGGATTTCAAAAAAAAAAAAGGAAAACGTTCCTACTTTTCCNGGCTGA
TGANCTTTANTTTTACTCCTTCACTTTACAAACAAATGCTGGCNACNAANTACTTCCTTT
GAATTTACTTCAAATGATCTANCTNGAAAANCAGGGNCCAGGGGGAGNGGGATTCNCCCC
CCTGANCCACATGTTCAAATGCTTTACCATTCTNAAACTTAACTAANCCTGCTGCTAAAA
NCAAAAAACNTTAAAAAAAGGATGTANTGAATGATGGCAAAAAAGGAAAAAACAGTCAAA
CNCCAAAGCACACAACAGCAACTAACCNTCACCTGTANTTGACCAAGTTTTCTCTGCAAA
AAACAAAATTGATTAANTTTACNGCACATATCCAAAAAACAANCAGGGAAANAGGCTC
>BJ502659 ID   BJ502659   standard; mRNA; EST; 781 BP.
TNTTTTTCTCTTCATGTACAAAAATATATTTCAAAGCCCAGAGGGTTAAAGTAGGCTGAC
AACAGATCTTCAGATGAAGGCCTGCTAACTAACAGGAAGAATCAGAAAAACCCGCTGAGA
TTTTCTTACCAGCAAAAGCCTGAAGTTAAATATGACACACTCCCTACATAAGACAGTTTT
AACATCCTGAAAATACCAGAAGATGGAGATCCAAAGAGGAAAATAACAGTAAGTTGGAAT
TGCATTACATTACAACTCCCAAAAGAGTGGAAACCTTTTCCGTTTTATTCTATTTAAAAC
AAAAATGGATAAAGCATGGAAAACATCCTTCTTCTTTTCCTGCATTGATCAGTGATCCTG
TGCAGAGTCATGAGGGATGTTGAAGACTATTGCAGCTACAGTTCATCAGTCCAAAACACT
CACTCACTGCTAAGGGACAATTTAGAGTTCCTAATCAACCTATGGAGCAAATTATTGGAC
TGTGGAAGGAAGCCAGAGTTTGTGTTAGTAGCCTTGTGGTAGAGTGTATGCTCTGAGATT
GGAAGATTGTGGGTTCAAATCCAGAGTTGAGTCATACCAAACACTCTAAAAATTGGGACC
CAATGGCTTCCTGCTTGACACTTAACGTTAAGGGGTTGGATTGGGGGGTCAAACCACCAA
ATGGTTCCAGAGTATGGCTGTGTTTGCAGGTCAGCGTTCCCCCCAGGGACAGGTCAAATG
TGGAGAACAAATTTCACACACTTAAGCATGCTAGCAAATGGAGAAAATACCAACTAGATA
C
>BJ502665 ID   BJ502665   standard; mRNA; EST; 728 BP.
TTTCTGTGAAGGGTCACATTCACCCGGTTTCTTCTGACTGGGGATTTCTCATTAATCCAC
CGACTCCAGATCTTTCTGTTCCTGGTGTTTGTCCTCCTGGAGGTCTGGACTTTCCGGGAG
GCCCTCCTCCGGGAGGCCCTCCTCCGGGAGGCCCTCCTCCGGAAGGCCCTGCTCCGGTAG
GCCCTCTTCCGGGAGGCCCTCCTCCGGAAGGCCCTGCTCCGGTAGGCCCTCTTCCGGGAG
GCCCTCCTCCGGGTCCTGGTTACCCTCAGAAAGTTCCTGTGATTGGCCAGCGCCTTCCTC
AGGAGAGGCAACATGGGAAATCTGGAAGGAGCAGGCGATCTCCTTCAGGAGGCTCTGTTC
CGCCTTCAGTTGATCCAGTTTCTCTGTCAGCGCAGTCGTGAGCGCCGATGCTTTGGGACA
GGGAGGGGTGGCGGCCTCCTGGACTGGGGGCTCCACTTTTGGGCCGTCCTCCTGCTCGGT
GGCAGTCGTGTCTCCTTGTCCTCCCTGGACCTTCTCAAAGAGGCTCTTCCTTTCCCCCTG
CAAAGCCCGGCAGAGGTTCTCCAGCTTCTGATTCTTGATGGTGAGAAGTTCAAACTCCTT
TTCCTTAATCGCTTTATCTGCCACCATGTCAACCAGGCTTTTGTTGCAACCATCGAAGCG
ACTTTTCCACGACTGGCATTCTTTCTCCAGCTTCTTCATTTTCTTTGCCATTCTGTCCAT
GTCTTGNT
>BJ502719 ID   BJ502719   standard; mRNA; EST; 699 BP.
ATGCCAGAGATGACATCAAAATAAACAACAAACTGCTGAGACAAAAGAGAAAAACTTACT
GTATATACACACCAAAAAGACCAGTAAATATTCAAATACATTTTCCAAAATCAATTGCAT
AAAATGGAATGAATGTATAACTAATGATGCCATTTAAAAGCAAATATTTGCCATGTTCTG
TATTTGCAAAGCATTTATATTGTGTCATGGATTGTGCAAAACAAAAAAAAGCAAACACAC
AATGTGTTAAATCATTCGCTTTGGATCATTCGACAAATCTTACAAACACACACACACACA
CAAAATTACTACGGGCTAAAAACTATTTCATGGTTATGTTGTAACAATCAAATGAATGGT
TATTGGTCCAGGAAATATTAGTTTGTTATTGCCTTTATATACCACAGTGTGAATGACTTT
TGTTAAGGCGGTTCCATTCAGTTCAAATCAATAAAGTAGAGCCCAGACAAACACCAGGAG
AGGATAGAAAAGTCTGGCAGTCTTGACTTGAGGGCTCGATCCAGCCGACACCTTTGTGGA
GAGGATTGTTCTGGAATGCTGCTCCTGCTGTGGTCGATAGATGTTTTCATACCCGGTAGA
TTCTGGAAACCTAGTCATCAGGTTTTGGTTAACCTTAATAGACTCTTTGAAGACCGTCCA
AACCACAGCTTCATTGCACTGGGGGGTGGTCAGGGAGCC
>BJ502722 ID   BJ502722   standard; mRNA; EST; 719 BP.
GTACTTTTTACTTTAATATCTTTACTATACATGTAAAGTAAATGTGGCAGGCAGAGGGCC
CCTTGATTGAGATGACCTGGCACACCAGCTGCTTCATCAGCAGAGGGCTGATAAAAGCCT
CTGTCAGTAGAGGTTCAGACAGACCTGCTGCTTCCAGGTGTGCAGGTCCAGCAGGTGTGC
AGGTCCAGCAGGTGGGCAGGTCCAGCAGGTGTGCAGGTCCAGCAGGTGTGCAGCCTTCGG
CTGTGTGTGGGGCCCTAACCATAGCCGGGTAGCTTTGTGCTTTGTTCACCTCCAAGTTGC
TGCTGCACCATTCTTATTGTTACCAAACAATACCCTAACCCTTTTACAAAAATCAATAAA
CTTCCAAATCTTCAGTCTTCTACCAAACGTAGGGCAGCATTTAGGAGAGCAACCAAACCT
CATTTATCAATCTCCCTGGTCAAAAAATAAATCTTTAAATGTAAAATTCCTATTTTTGTG
CATTGATTTTAAACAATCCTCTGTCATACAAAAATGTCAACTTTTATTGTGGAAAATCTG
GTTTTAAATATATTTTGGAAAATGGGCATAAAAATAATAATCGAGCAACAAGAATTTCCA
GCATTTTTACATTTTTCTGTAAAGATTTAGTTTGTTTTTACCGTAAAAAAAATGCTAAAC
AAGATAGGTTAAGAGTTAAAAGATAAAATATTTGAATGGTGAACTTCAGGGTCTGANAT
>BJ502727 ID   BJ502727   standard; mRNA; EST; 402 BP.
TTTATTTAAGCGCTGCATAACAGAATAAATCAGTTGAACCGAAGCCTGCTATTACACTTA



ATCTAAAAAAGGTGACGGGAAGCAGAAAATGTTGTGGAAGTTCTCATTTCCTGCTGAAGT
TTCTGCTCTGCAGAGACTGTTTTTTTCATAAAATACTTCCTTTAAATGCCCCAAACATAA
CGGTTCCGTCTTCTGAGAGGAGGCGTTTTACAGGAATCTGTGTTTGTGCCTCTCCATGTT
TGTTGGTTTCGGAGACGCCTCTGCGGTTCAGTCGATGGTCAGTTCAAACGGATAGTCCTG
CGTGGGCTGAGAGTCGAAGCTGATGATGTCCAGCGGGTTCTCCGTCAGCCAGTTGTCGTT
GAATGAGTCGTACCAGGAGGTGGTCGTCTTGGTTTTTGGCGC
>BJ502728 ID   BJ502728   standard; mRNA; EST; 401 BP.
ACTTTTTACAGTTTGTAAAGATCCAAGGGCAGAAAATCGTATAAATCAACAAACAAACAA
AGCGTAAAATGCATAAAAGCGGTTTTTCCCTCACACTCAGCCAGAATCTGCCTAGCAACC
ATCAGACGACGATCTGAACCGTTTGGAGGAGGAGCTCTGGTCGTCCTCAACAAAGGAGGA
GGCACAAACCGCCTCCTCCTTTGTGAGGAGGCGGTTTGTGCNTCCTCNTTTGTGAGGACG
ANCAGAGCTCCTCCTCCAAACGGTTCAGATCGTNGTCTGATGGTTGCTAGGCAGATTCTG
GCTGAGTGCGAGGGAAAAACCGCTTTTATGCATTTTACGCNTTGNNTGNNNGNTGATTTA
TNCGATTTTCTGNCNTTGNATCNTTACANACCGNANNAAGT
>BJ502757 ID   BJ502757   standard; mRNA; EST; 651 BP.
TATTTTTGCAAACTATAAATACAACAAAGGAAAGTGTTGTCGTCAAAGTGTTTCTGTTTC
TATTCTGGCCGTCTTCCTGCGTTGAGCGGTCAATATCCCCAGCTGCTGTACAGCAGAAGC
TGCCTTCTGTTCAGCCTGTGTCAGTCTTCTCTGGAGACGGCCGGCTTTCTCCTGATGTTC
TCCCAGCTGCTTCTCATACTCCATAATTGTATCATGGTCTCTTTCCAGCTGGGCCTGGAG
CTCTCGAGAGCGCTGCTTCTGCCGGTTCAGCTCCATTTTGAGGCCTGTGATTTTGGCTTC
AAAGGCCTGCACCAGGTTCTTGGCCTCTTCCTTCCTCCGTTGAGCGCTTTTCTGCTGCGC
CGCGAGGAGCCGGGTGAGGTCGGCGCTGGAGCTCCGGCTGCTTTCCTCCAGCTCCCTCAC
TCGCGCCTCCAGTCCCTGCTCCTTCACGCTGTACTCGTGCTCCATCTGTGAAACCTCCTG
TTTGGCTTTCTTTTGAACCAGCATGGTGGCTTTGCGCAGCTCCTCCATCTCTCTGCGCAG
CTGCAGGTTCTCGTGCTGCAGTTGCAGTCGCTCTTCGCTGACTGACACGCCGTCGTTGTG
GGCTGCAGCCAGCGAGCTCCGCAGCCGCCGCATCTCCTCCTGGCACCGAGA
>BJ502760 ID   BJ502760   standard; mRNA; EST; 668 BP.
ATTGATTGAGCGGTACATGTGACAATTTGACATATATGATACAAACGAGCAATGAAATGA
CAATTGATTGAGTGAAGAGTATTTAGTTGCCTAAAAGGTTCTCTACGACACCTTTACCAT
TGACTAATTCCTGAGCGACAATGCCAGCGACTCCNAGCATTGCTAAGCGACCGTTCTGCA
ATTCCTTTGTGCGAATGACATTGAAGGCTTCCTCATCAGTTGGCTTGAAACCAAGAGGAT
CAAAGCCCAAATCACCATTGACGTAATCAGCGCGAAGGTTGGCAACACCAGTGGAGCGAG
AAAAGGTCTTGTCAGGTGATTCCCAGCCGACTAAGATGTTCTGACCTTCGATCAGAGCAA
TGAGGAAGAGAACTCCCACCCAGAAGTAAGGAATAATGTTATCAGCTTGTTGAAATTGGT
AGATTGCTGGGCCACCAATCTCTCCGTTGAAAAGAGGATTAAAGCTCTCTCCGGTGAGGA
TGCCAACGAAGGCNAGCATAGCGACACGACCGTGCTTGAGCTCAGCCTCACGAATCTTTC
GGACTTCTTCTGGGGTCTTATCTGCAGTGATACCAAGAGGATCAAAGTATCCCACAGGAG
GAAGGGCTCCNGGAAGTCCTTTGGCAGACATTTGAAGGGCAGAGGATGTCTTGATAGCTG
AAGGAGCC
>BJ502783 ID   BJ502783   standard; mRNA; EST; 291 BP.
TGATCCATCATCATNNAACTTAAAACAGGGGATTTTGAGGCTCACTGGTGTCTTCTATCT
GCCANCGGCTGAGTANCGACACTTCGATGAGCCACACTGGCAGCTGAAGTATTTGCTCTT
CACCCTCCNGTAGTTTTCTCCATAGTCGATCCCGATCTGCTCCCCAACTCTGATGGGCCG
GCTGGAGAAGAAGGCAATCCTGGGGAAGCGCANGTCCTGGTGCGTGGTGAACACCCNCAC
GGCCNGCANGTTGGGCTCGCANAGGTGGTTCAAGAAGCGGCCGATGTTGCC
>BJ502786 ID   BJ502786   standard; mRNA; EST; 610 BP.
TTTATTGCACAAATACAAGTGCTGCAATTTTTTTCTTAAGTTCAGTTCATAACAATCCTG
AAAGGCAGACTAAAAACCGAGGTTTGGTCCTGTGAAGGTTGTGCGTCCTTTTCAGACAAA
CAGGTTCTGGATAGCAGAACTTAAGTGGACAGACAGCTACTGTCCAAACCAGCTAGCTTG
AATGTCTGATTTCAAAAAAAGTTCTCCTCTGGCCCCCCCTTCTTTCCTGATTAATCCAGG
TCCAGAATCTGCTCACTGATGATGTCCAAGGCAGCCGTGGCCTTGATGGAGCTCCCTGCA
GAACCAGAGTCCACAAACATCTGAGGTATTTCATTCCCAAAGTAGATCTTGCTGTTGGCT
GCGATGGCCTTGTACTTCATCAGCTGCAGGTACTCCGGGGTTAACTTCAGCTTATTGGCC
TCTGCGGCTCTCTCTGCTGTGTAGAACTCTGCGTCTGCCTTGGCCCTCTGTCGCGCCAGG
AAAGCTTGGTCGTCAATCTCGGAGATCTTCTTTTCCGTTTCCTTCTCCATGATTTGCTGT
GCAAACTTGATTTCTGCGACCTGTGCCATTTTCTCAGCCTCAATAATGGCTTTGATCCTC
TCTGTCTCCG
>BJ502791 ID   BJ502791   standard; mRNA; EST; 699 BP.
TTATTTCCTATTAGACTTTTTTTACAGAACAGAACACATATGATAAATCTGTAATAAGTT
ATTTGGTTCTCTCGATAACTTTATAAGGATCCCCAATGTATGTCGACATAAGGGTCAAGA
GGAGTTTGTGAGCAACATTTGTGTCCAGTCAAAGGCTAAAGCATGCGATCCACAGTAGGC
ACAATTACTGACATGAACACGCGCACCACAACACTAGACACGAAGAAACACAGCTAGGGG
ACACAACCTGACTGCCCTCCAGTGCTATAAAAGAGGATGAGGAGAAAGAGATGAAGCAGG
AAGAAATAAAGGGAGTACAGCTGCATCTGGGATCAGAAGGGAAGGACTACACGCTTGAGA



GCTTGGTACAGTTCTGCCTGTTTGGCAGTGTACACTATGTTCCAGTTGTAAACATGAAGG
TCTGCTTTCTTTATGCTCAGCAATAGCAGTTTGAATTGGAAAACACAAGTGGACCCTACT
TCCTTTTCAGCCTGCCAACGCTGATAGTTGGCTACACATGAACAAGACAGGGACAGGCAA
ACAAAAGCACACGTGAAAGAGCACGGCAACAAATATCTGTTGGCGGCTCCGGCGCATTTC
CACATAGACNTCACAGAGGTAAAATAACAAAACAGGTCAGAAAGACGGGGGAGACAAAGA
AGAGAGACACTGTAATAGAGGAGACNAGACAAAGTGACC
>BJ502793 ID   BJ502793   standard; mRNA; EST; 711 BP.
ACGTAAGCGACTAGTTTTGATCACGTTTATTACAATGCTTATTGCGTTTATTATAATGCT
TACAAGCCCATGAAACTTGCAAAATATTGCTGTGCACTAATAACTACATTAGAAAATGTT
TTAAATTGTTCTCAAAAAATCAAATCCGGTTACAGAAAATAATTCCTATTTGTTCTAATA
TTGATCAATTAAAACAACAGAAGGTAAAAGTTTAAAAGCGGAATAATTTTAGATTAACAA
ACTTTTACATATTGTTCATTTACATGATTCTAACTGATTATTCTTCATCCCATGTGGCAT
TTTCACAGATTCTTGCACCAACTCTCAATGCAAACGCGCCGTCCAGGTTTTTTGACTCTT
CATCCTGTTACAATCTGCTGTCTATTCATTTGGCTTTACGGGGACTTCCGTGTGGATGAG
TGATGTTAAATCCTCAAAGTCAATGAAGATAATAAGGTCATCGTTCTTGAGGTAGTTGCG
CCTCCTGAGGTCGAAGTGCTTGATAAAGTTCCTCCATCCCCAGGATTCACCTCTGTAGCA
ATCACAGGAGGAGTCGTACGTCCCCACCTTGGATGGATTGTCCCAGCGATAGTTTCCATC
TGAAGCTTTAGACATATCAGTAGTAAGACTACGAGCAGAGGACATCCTCAGCAAGATGTT
AGGATCTTGGTCCATCACCACCAAGGTAGCCTGTCTGTTGATTGCTGGNCA
>BJ502805 ID   BJ502805   standard; mRNA; EST; 806 BP.
ACTCTTGTGCTGATTGTCTCCAAAGATACAAAATTAGTGGAACTGAGGTCAAGGATGTGT
TCAGATTTACGGCACACGTGCAAATGTAAAAAACAAGAAATATAGTTTTAAAAAATCCAC
AATATAACAGTGACCTTTAATGTGAGAGTTTAAATTTAGGAAGAGCCCTGTATGTGCAGG
TCATTTAAATGAGACGTACTGACGTCTGCTGCAATAGGTATCTTAGCTTGGCAGATGCTA
TTTTTATGGGTCTGGAAGCTGAATGATGTGCTCCTTGACAAGTTGTCAGTCACACATGCA
AATACTTTGCTCTTCAATCATACTAGCCTTTGAAGTGCAAAAGAAGTGAACAAAAACTAT
GCTTTTATAACCTTTTGAAGGGACAAAATTTAGATTACTTTGACTTAATGCAGAATATAA
CAATGACAAAGCTATGTATTTTATGGAAAATGAAAAATATTGTCTGACATTTGCTTATTT
TTAATAGCTGGGGTGCAGGGGCAGTTTTTGATTAGATGTCACCCATGTGTGCTGCAATTA
ATTAAATAGAAAATAAAGAAATTTGAAAAAGGTTAAAAATTGTGATAACACAGTCAATCC
ATAAAAGAATTTCAATTTTATAAATTCAACTAAAATCAACTTAGAGTAAAAATGTTGCAA
AAAGGAATTAGATAAACAGATTCAATTAAATGATACTGAAATAAATNATAGCATGAACNA
CAATGACAGTTTTCCTCTNATGGATCTGGTAAAAGCTGCAGGCTCATAACTGATAACTGN
TATTGNTCTCCATGAATCTCTCATGC
>BJ502809 ID   BJ502809   standard; mRNA; EST; 360 BP.
ATCTTTAATTCCAAATCCAGTAGAAATCATCAAGGTTTTCATTATCAGAACATCATGAAG
TCTTAATAGAAATGTTCATATTTAGTGCATTTTTACTTCAACAAATGGGCGATGTAACAT
TTGGCATTAACATTTTTTTCTTTTCACAATTGTACTTTGTTCCCCAGATCAATTCCCCCA
CACTGACATAGAAACTTTTGGGTAAATAATATTCCAGGGAAAACATTATTTTGATCTCAC
AAGGTTTAAAAATAGGCATATAATCCGAGCATGTCCCAAACACATAGGTGCAAACATAGC
AAAATAAAAACATTTTAAACTGTGGTAATGGCCCGGCTGCTATTGCTCCGGCTTTCCTGT
>BJ502840 ID   BJ502840   standard; mRNA; EST; 224 BP.
GTTGGCGGCATTTTTTGAGCCCGTTGGCGGAGGAATATTTGCTGAGCGTGTGGCCGTGAA
GCGGAACCGAAAGCGGGCCGGGACGGGCTGAGTTCGGCCGTGTCGTATTGATTGTTTTCC
ATATCGGGCGCANCCGCCNAGAGTTGCTCTGACTGCAATTACNACTTTATTCANCCAGGC
TCAACTTTTCCTCTCCTCCCCCCTCGGANCTGAAAACAGCCGCC
>BJ502844 ID   BJ502844   standard; mRNA; EST; 723 BP.
GCACACGAAACATCAAAGTCATTGCAGTCATTAGAAGAAATGAAAGAATAGCAATTTTAA
TTTTTCATCTTAAAACTTCCTTTTTTCCAGAAATGTGAGAATAAAGTTATCATTCAAAGT
ATGTAAAAGTATGCAAAAAGAAATTTGAGCCAAAATTGCATTTACATGCACATATATGTT
AAAAATATAGAAATTCCTTCTGAGGGTCTCTTTTTAAACTGCAGTGACAGGGGTTTGCAT
CTGACTTCATATTTCTGTCCAACACATTTAATCAGATTGAACAGCAGAGATCAGGCTGGT
CATGTTCTGTTCCTTCTCAAATCTGTAAAGGAGCAGAAACCTGCTTGTTTTGTTTGTTGC
TCCTCAGAGCTTTGATCCCCAGGATGGCGGCGCTGATGACCACACAGAGCTCCAGGACCG
ACAACACGATCAGCACCCCGTTCAAGCCCCTCAGGAGGACCAGTGTCAGCTGTTGGATCT
CGTTACACTTCTCCTGCAGCGGTGTTTGGGTCACTGTGGCAGGGGTTGGGTAGCGATAGT
ACCCATAGTCGCAGCCCCAGGGTTCCATGGTTGCTATGTAGATGCTGTAGAGAACGATGG
CTGTGATGGACAAAGCAACTCCTGCTACGCTCACGATGACGTTTAGGACCACCAAACACC
GACNTGGAAACCTCTCCCATNAAATGCACATGAAGCCCAATGCAATGAACAAAGCTCCCA
ACC
>BJ502851 ID   BJ502851   standard; mRNA; EST; 417 BP.
TCTGATTTNTTCTGATAATTATAAAAAAAACCAGGATACATTAAAACAGTTTTAATACAT
TTTCTGGTAAATTTGACAAAGTGCCTGACCGATAAAGGTTCCTAAAAATGGCCTGACAGC
ACATTTCCTGTCAGGTTTATGCAAATAAAGCTAAGACATCATTCATACTTAAAAATAAAG



TTTCCTCTAATATAATTTCCCCAAGAGTCTAACCGGTAAAAAAAAAATTACGTTGTCTTA
AATGACATTTAAGGTCAATTTCCTANATTGTCTTTCATCAGGTGACTTCAGCTGAGTTCT
TCTGTTGTAGGTAGGGACCTCTAACCTTATTGGCTCTCTTGGATCAACAGAGGTAAATAT
AGTAAAAATAATTACAATTTTGCACTGGANAAAATTAAAAAAGGTGCTAAGNTAAGC
>BJ502874 ID   BJ502874   standard; mRNA; EST; 219 BP.
AATGGATGTTANAATGGCAACTGAAGGTATCATCGGACAAANAACAAAAGCTGCTGTTGC
GATCAACTGAATTAAAAGATGCCCAGNAGTNNAGTTTGCANTAAGTCGGACCCCTATAGC
ANGGNGGCGAATAACAAGGCTAATTGTTTCTATCACGATTANGACAGGNATAANGGCGGN
TGGGNTCCCTTCAGGGAGGAGGTGCCCAATAGCGTGTGT
>BJ502880 ID   BJ502880   standard; mRNA; EST; 569 BP.
TTTTCATTTTACGCAACATAAGTATAAATATCTGTTAATATACAACATCTATGACATCCA
TAGAGCTTTCCTTCTTGGAAAATACAAAAACTCAGAACACTTTTATTGCACATTTTCTAA
AAGACAAACCATGTTCATCAAAACACTTTGAGTTTTTGCACACAGGAAGGAAGAAAACGG
AGAGCAGACACCGATTACGGCACAAACGAAACGTCCCAGAGGCCAAAGGAGCAACACGGC
TAGAAGCGACATCATCTCACGAAGATTTTGGCAACTCGACGATATACAAAATATACATCC
ATGATGCTTTGTAAACAAACACTGATGTGCTTCGAGGATTTGATCACCGGACTAAAGAAG
AGACGGCTTTCGGCTCCGCGTTTCCATAAGGTGCTTCTGTTCTCACAGTTCAGACTGAAG
TCAGTCACGACCTCTTAGATCACAGCGAATCAACTTGAGTGGATTTTTTTTTTTCCATTC
TGCTAACACTACAGGCTCTGGACGTCGCTTTAAAAAAAAAAAAAANGGCCNCTAAAACCC
AAAAGGGNGGAAAAAANTGCAGGGGGACC
>BJ502886 ID   BJ502886   standard; mRNA; EST; 449 BP.
AGAGAAAAAGAAAGAAAAGTAAAGATGTCTCTCTGACAGACCCATAACAACAGGCTGGAG
GAGCTTCACGCTCAACGCCAGTAAAACCCCGACAGACCTGAAGGAAGAGTGGGTTCTCAC
AGAGATGGTCCAAACAAGGAAACTCTTGATTTACTTTGGTTATAAACAAGTAAACAAGGT
CACATTTGTGGCAGGGCAAACGAGAGTCATAAGTGCTCTGCCAAAGGCACTTTTACAAGG
AGGGCTGGAAAACAGACAACACAAACGCACAACAATGACTTTAAAATTCATATGCTGTTC
CTCTTTAGACATAGCATCAAGCTTTTTTTTTTTTAATCANGNCAAACNGNAANCGGCNTG
AACCCGNACCACGNGGGCTTATAAATAATGGCTTTGGNAGGNAAACNCTCTNCAAAAAAC
CNGCTNAAGGANNCAAAACNTAAGGGANC
>BJ502891 ID   BJ502891   standard; mRNA; EST; 644 BP.
GATGTGAGGGAAAATCTTGACTATCTTTCATAAAGAAGAAAAAATGATCAACACTGTTAG
GTTAAGATGAGCTGAAAAACACTGAAAGCAGCTGAAACAAAAAAAAAGTGAGGAAAGCAT
GCAGGGAAACAGATCTGAGCGTATCAAAAGATGCTGCTGTGTGTGTTTTTTTTAAATATC
GTTACATTTTTTGTTTAGGGCATAAATTGACCTGAGTTTTCTTTCAATCTGTAACTTTGG
ATGCAGCTTTGTACATGTATATAAATTCAAGCAAACATTTGAAGTAAAGTCANAGACTTT
TCCTGTTTTGTAAGGCGTTCAGTCCTCACGCANAGTCCGGTATCACCACCATCTTTGTGT
TTTCGTTGTCGTCTAGATCTTCGACGGGCAAAGGGTCATACTGCCTTCGATACAGCATCC
GCGTAACCAGAGTGATGATGAACATCTCCAGGATAAGGAGCTGCTGGCTGAGCATGTATC
CCCTGGCTACGGAGGAAAATGGCGGCGAGCAGGCNATGACTCCNTTTATCGCCAANATGT
TGATGATAGCTGACTGCAGCTGTGTCAGGATCAGGACCAGCTGGTACATGGCGTATTTGG
GGATTATCTTAACTGTCTGCAGAGTGGTCCTTAGGTGCATGAAT
>BJ502892 ID   BJ502892   standard; mRNA; EST; 146 BP.
ACTTTGTTTATTCGAAAAACGTCAGAGCACGAAACAGTCACAATAAAGTATGTAANNGTA
GATCACATAACACAGCTGGAGTTGAATAGAAATTCACTTTTGTGAGCCGAAGCCCATTCT
TTTTTTTTTNTTTCCCGCCCCCCCCG
>BJ502899 ID   BJ502899   standard; mRNA; EST; 756 BP.
TTTATTGGACTTCTGGGAACAAGACTGATTAGCACTTTGCAAAAGATATACTTATACTGT
CATTTTTCTCTGGTTAAAAGACTAAAATCATGTTAGAGGCAGAAGGATTTCATTTGCTTA
ATACACATAGGCACAACTTTCAAGTCTCTAATAAAGAGGATATAGAGGACTCCATAGAAT
GAAACGTTAATACAAACACTGGACACAGACCTTCTCCTAACATCAGTGGAATGCCAAGGT
AAAGCATGTGGACGGGAAAGGTCATTTTGTGAGTCTGTGCACCCAATAGTCAATGTATAA
AAGCTTGAACAGGATAACGGGTTTAAATGATCTTATTTACAGCCTAAAAAATAAAATAAA
ATAAAAACAATATGTGGGATAATACTTTAATCCTCTCGCTCAATCAAAAACAAGAGTTTC
CAGTTTCCACTTCTGATAACTTTGTGCAGACACAAATAAACAAAATAAAACACGCTAAGC
GAGAAAAAAGCAAAGTAAGGTTAACTCAGATTTTTTTGTTTGTTTTGTGACAGTGTTAGA
AACGCATTTAATAAACATGGAATGTATGAGATTCACTTGTTTCAAAGTCGTGATTTTAGA
ACAGTGAGATCAGAAATCAAGTAGTCTGATGAGCATCAGGAAGTGACTAAGTTAAAGAAA
TGTAGGGTTTCATCATCTGACGGGACAGACTGCAGAAAGGTGATTAGCTTGATTCCCCTT
AAAAAACACGCGACGGGAGCCGGACGCCATTCAGAA
>BJ502933 ID   BJ502933   standard; mRNA; EST; 131 BP.
AGGTGGTGCTGTGTGGTCATAATGATNAGANGAACCTCTTTGTCTCCCGTTCCAAGCAGC
NNGAACATCCTCTCGNTGANCTCCGCGTTTCNNTGGANNCTGNATATTTCTGAGCNATAC
TTAACGTTGNA
>BJ502944 ID   BJ502944   standard; mRNA; EST; 145 BP.



GTTCTTGACCTTTTTCCTGTCACGGGGGAGCTCCTNNANGGCCTTGATGATCACAGCANA
TNCNCAGGGGACCACCTCGATCNCTGCCTGCCTATTCTGGATGGGCAGATTCACTGTGAT
CCTCAGGNCCTTCCNGTCNCCGGCT
>BJ502958 ID   BJ502958   standard; mRNA; EST; 253 BP.
GATATTAACACAATGGCAGTTTACCAAGCCAGATTATTTTCAGAGTGGGGGTGGGAAGCA
AGGAAGAAGCACTGCAAATGAACCTTCAGCTTCGAAGGCGTGTTAGTGAGCTGAAAGATT
AACTCAGAAAACACTGCAGGATGTAAATACAATACTTACTAGCCAGACTGACTTGTTGCA
CAACGCANACACATTGAATAANAAAAAAAAAAAAAAAAGGGAAAAATTGAAACNNGGTTA
AAAAAAAAAAGGA
>BJ502962 ID   BJ502962   standard; mRNA; EST; 684 BP.
TATTTTCCAGTTGAGTTTTGGAAGCCCCTTTTCTAAACTCAAGAAACACATCANAATTTA
CTGCGGAGCTCGTCCACAAGGGGGCGCTCTAAACACTAGTCTAAGCAAAAGGCTCAACCC
AATAAGATTGAAAGTTGGGGGGAGGATTCCTGCGTCATGCAGCGAGGAAAGGATATTGAT
GTGGCTTTGATGCATTCTGAAGACTTTCAAAGCTTTTAATGTCACAGGAAATTGGCTGTG
TTTTTCTCCTATTTTTGTAAATTCAAACACACGACAGTTTCAGTTTGTGTAGATATTATC
ACTGTAATCCTGAACAGCCTTTGGGGCCTTAAGAGCAAAACTGCCTTCAATTGCTGCAGG
TTTTGTTTTGTTTAACCTCAGTTTAAGCTTTCACTGTGCGATTTCATACTGTAACCCTGT
TGGAAGCATACACTGAAACTACACCCATACTGTAAGAGCTGGATGATCACTGAGGCGTGG
CTCANATGTGGGAGATGTATAGGTAGGTGCTGTTAATGCTCCAGTCCAGAGGGGAAGTCC
TGCAATGCGTGGCTCTTGACGTGCCTCTGCATGGCAACCAGGCTGCTGCAGAACTCCCGG
CAGACGGTGCACTGGTATGGCGAGGCCCCCCCATGGGTCCGCAGGTGCTTGATCATGGCC
GAATAGTCTCGTGAGCGTTGACCA
>BJ503010 ID   BJ503010   standard; mRNA; EST; 473 BP.
TTGAGATAGTTTGTTCAAGTCACAGAGTTAACTAAATTAAGACAGACAGTATTTAATGCT
GAAAACCTCAGCTTTCTTCAATTTCACTCAATGATATGCAAGTAAAACCAAAACAGAACA
GTTGGAGGCAAAAAAAAAAAACANAAGGGAAAAAAAATCGACGGTNTTTCANCATGANAA
ATCANCAAAGCNCCNACTTTTGATGGAAAAAAGTACNTAAAAAAGGGAATATTTGAGNAN
TTTTGCATCTCANGGGAATCTTTTTGCNCGGNCTGNGACNCCANCCNGGAAAAAAAAACC
CCNCCAAANACCCAAAACCAAANAANCANGTTTGCTGCCNCTAANNCCTTCGNCCCTNAA
GTTNACNGAGGTNAAATTTGNGTTGGGTTTATNGCAATGCTNCTNCCAAACGTTNATNCA
CNTTTAAGGGAAATCACCTNAAAAANATNCTTCTTAAAAAAAANCAAANCACA
>BJ503017 ID   BJ503017   standard; mRNA; EST; 674 BP.
ACAGTTCATCCACAGGACAGTTAAAGTGCTTTAAAGAATTACAGAACATTTGTCAAAAGG
AAAATAATGTTAAAATTAGACAACTAAATTAAATAACTCTAAAAATCCCTTTATTTCTTT
AATCTTGAAGAGAAAGACCTAAAAAATAAGATTGTGTCACAGGAAACATTGCTGTTCAAT
GCTACAAAGCATTTTATGAGAAACACTATATTTTCCATGTTCCTTTTTAAAAATCTGCAT
ATTGACTTTATAAGATATTGGCAAATAAAGAGATTTGAAAAGCTTCTCCCAGGCTTTTCT
AATCTCTTTATGTAATTTTAAATACACATTTTTTATGTGTTTAAAATGTCAGCACTCCAG
TTTTAGTTTCTACAATAACAAGTTTTATAGCGGGAGAAACATAGACATTTTGAATTATGC
TGTCTAACAAGTTTTATCCGTCTCCCACGCAGGTTAATTTAACAGTCACGTGATTGCATA
ATTTTCCTTTTTAAAACTCACTGTGTGGGGTTATCTTTAGACTTAAAAGAATTGGTGAAT
GGTTTGACATATGGTCTAATTATACTTGAATGAAGCACTCTAATTAGCCGTGCATTTTCT
TGCTTTTCCAGCTTTGCAGAATCAAGTTTTAAAAATACAATGGCAAAGTGTATTTTGGTA
AGTGACATCACAGA
>BJ503022 ID   BJ503022   standard; mRNA; EST; 219 BP.
TTTTGTTTTGGATGAANATGCATAGGAAGCCAAAGATGATCANAACAATCAGGCANACNA
AAAGCACTCCNTANCANGAAGTGAAGTCGTATTTGGTCTGCANGGAGAANATGACCACTG
TGAAGCACACAACTGCTGTGATGCCAACTGCCATGATCACCGAATCANTGTCATGGAAAC
TTGCTATCATTCCCACCATGTACGACATGCTTAGTGTCA
>BJ503025 ID   BJ503025   standard; mRNA; EST; 441 BP.
GTTTTTTTTTTTTTTTTCTATGAGAAAAATTGCAGTATTGAAAGCAGTTTTCCCTCAGTT
CTTCACTTAAAAATGTAAGCCATGACNTGCAAATGTCAAAGTACTCCTGCCTTGGAANAA
TAAGCACAGTAAGTTTACNTCATCTCACAAAGGCNACTAGTTGGTCTTTTCCATCTTTAN
ATTACCACTGAGTAANAAGCCAAAGCTAAATCTTTGGGTTCATTTAGGATAAACANAACC
GAACATGATCAACTGTCGTTGGCCTGGAGTTGACAGCAGTAACCCTTACNATTTTTCTTA
AAAACCTCATTTACCAGCTGTTCTATAAAGCTCATCANTCANGCAGTTTGAATGATTATT
TGAGCACAAGTCAATGTTTTTGTTGTCCTGAATAANGTAAAANACCCGGAGGAAAGAAAA
AAAAAAANTCAAAACTTTGGA
>BJ503028 ID   BJ503028   standard; mRNA; EST; 233 BP.
AAGCTGCNNCTCCANAGATGACTATGATGATNACGGAGTTGTCATTTACTTTGACAGTNA
CAGCTTNANACTGGCAAGAATCCACTTTGCAGCTGTNATTACCATTCTTAACAGTAANAA
CCTTCTTCANAACNAGCTTGTCTTGACTTTGGTCTTTGCTTCNGTCTTTGTCGTCGAAGT
CTTTGTTGTTAAACNACCATACTACTTTCCNATCTGGCTNAGACTAGTTATAG
>BJ503041 ID   BJ503041   standard; mRNA; EST; 698 BP.



ACATTTTTAGGAGGGTTATCGGTATGCATGTACATTAAAAAATGTGTCAGAGATTAGGAG
AAAACATAAATTGTATGAAATACATTTTAAAGGTGGGAAAGGATTGTAGCGATAAAGCGT
TTATTTGTTTTGAATGGAATAAATCTACGGCACATTTTGAAACAAGGCATCTGTGATAAC
AGAGAGAAATCTGTGCAAAGTAAAGCACTGACAGTAACGTATAAGAATATGCTGATTGTA
CCACCGATTGAAGAAAGAAAAAAAACTTTACAGTTAATTCAAAAGAAATACAATCCACAG
TTTGACTGTTGATAGAAATATTACAACATTTTCAGTGTTAAAATGAACTGCAGTTTACCC
CAAGTCTACATTTACATTCAAGGTGGAACAGAAATCAATTCTGTTTTTTTCACAGATGTC
AATTTGAAGGTTTGCCCCAAATAAAACACAATTTATGGAAAATGTGTGTAGAGTTGCACT
TTTCTCATTTTAAATTTAGGGCTGAGACAAAAAAAAGTGGATATTTCTGTCAGAGTTCAG
GTGGAAAAACAATCTTTAAAGTGGAGGGTTAACAGAGCCATCCNAGTCTTCCCAGAAGCA
CAAAACAAGGAAAATTCAGTTCCATTACATTATTGGATCCTTTTTTTTGGTGTTTGACAG
TCTTTTTCAGTTCTTTCCAATACTTGATGCGCTCTTTA
>BJ503057 ID   BJ503057   standard; mRNA; EST; 676 BP.
ACTTTTCATAAAGTTACATAAAGAAAACATTTTGGTTTCTCTTTTAAAACAGTCATTTAC
TGCATTAAACAAAAAAAAACTTTCAAAACGTTAAAAAGTTTCACATAAGAACAAAATAAA
AAATGACATTAGAAAACAACTGCAGGGTTTATTAGGCACCTTTGTGTTGAACATTTACAT
TTAGAAAACAGTTTAGCACAGATATATTGGTTCGATTGCAGATGTAAACTGTAGGTAAAA
CAGTGGGACTACTTTAGTGTTAGACATTTTAAAAACATTCCATAAAAGTGCTTAGAAATC
ACATAAAAATCCCAGGTCACAGTTTGGTTTTTGGACGGATCCGGTCTCGTTTGGGTCTTT
GAGTGTTCCTGAGGTACTGCAGCAAGCTGACAGATGTTTAAAAAATAAATAGATGCTGTC
TTTAGCATGTCGGATGAGTCCCTTTTCAATTTTAGAAGGAGCTGCTTCAGCAAAGGGGCT
GTTGGCGACATCTTTAGCTGCCACAGAAAAGGCACCACCTGAAAGTCTATTTTCTTATAA
CTTTATGGTGATAAATGAGCTAACAAGACGCTCTTATGCAGAATGTAAAAGCGCGCTGCA
TGAATTCCGCATCGCCCTGCCTCACAGCCTGGAGTTGGTTTACCATCGCGGCGTGGCGGC
TGCCCTCGGCTCCTCG
>BJ503070 ID   BJ503070   standard; mRNA; EST; 457 BP.
AACAACTGCAAACAATCACAAATCGCATCTTATTTACAGCAGATACACATTTGATTTGAT
ATCTCTGCACAACAGTTTGGTATTTGGTGAAAATAGATCAATGATATTAAAGCAAATAGA
AATTGTAGGCACTCCTCTGTTCCCACGCACAAATACNTTGAGTTTTTTTTTTTTTGAAAA
ACAAANGTACNCNTTTTACANCATTTTAAAAAANGGCTNAAATTTNGGTNCATTCAACAG
GGTNCTNAAANATCTTTTTTTNAATNGGNGGAAATTNAAAAACGNGANAAACNCNGATTT
GTTTTTANCCANTTAGGAAAGNANCNATGGAAAAAACGNGGACCCAATGGGAACAATGAA
ACNTTTTTTTTCNGNATCAAAACGGCNNGTNGGCCNTNCCNCCAAANCCGAACCCCANNG
GACNATCCAAAAACNTTCCCCNCTNNCTNAAAAACNG
>BJ503073 ID   BJ503073   standard; mRNA; EST; 719 BP.
TTTGTCTTTGAGTGAACAGCACGTCCTGTTCTTGGAGAAGAAGAAGATCCGATCCATTTA
AAGACCCATGCTCAGATTGTTGATCAGAGTTTGATTTGTTGTGATTTTTTTTGTCGTACG
GTGAATTAAAAGCCTCCTATGGTGCTCCTGCATGTCGGTGTGGTTCATGTGAAGCTTCCC
TTCATCGTCAGCAGCAAACAGGAGAACACCACAGTCCTGCAGAGCTCCATCAGCTGATCT
CAGAACAGTTCTGCCGGGAGGTTCCGTTTGGAGGGGAAGGACGTCTGCGTTCCGACGGCC
CGCACGCTCACTCCTGCCACCTGATTGGCTCTGCGCGCCATCTCCTCCAGAGGCATGGCG
GGCTGGTCGGCCATGTAGAAGGCCAGGGCTCCGATAAAGCTGTCTCCAGCCCCCGTAGTG
TCAACTGCTGTGACTGCAGCAGCTGGGACGTGTATCGACTTCGACTCCTGTGCCTTGAGC
ACCACACAGCCTTGGGATCCCAAAGTGATGATGACTGCACTGCAGCCTCGCTTCTGGAGC
TCCTGGGCTGCGCGATGTGCATCTTCTACATCAGCTACAGAACAGCCGGTGAGCAATTCT
GCCTCAGACTCATTACAGCAAAACACATCTNAGACTGTGTAGAAATTGCAGTCCAAATCA
NAAGATGGCGGGTGCTGGGTTGAAAACCGTCTTTACTTTGTGTTCCCGAGCCATTTGCA
>BJ503104 ID   BJ503104   standard; mRNA; EST; 569 BP.
ACGATAGTCCACAGGTAACGTACAGACATCAATAGATCCCACCTCCTGCACAAAGCACAT
CCAGCGGGGGGACAGTCTGAAGGGCAGGGGGGGGGGCANAAAGGACACACACTGTACACT
GAGCTCAAACATTTGGTTTTGCACCCCACCCCCCTCCCGNACAGGAAAAAAACAGGACTG
TAGGAAAAAGGGGCGGGGCTTTATAAACNTATNTCCAAATACAAAAAAACATGTACAATT
TGTTTGGCCTCCAGGCACTGNGTTCCCCTATTTACAGGAAGGGGGGGCTCCACGGCACNA
CCGTTCTCTTCTNAATGTNAGGGGTGGGGGGTTTGCAACACATGCACAAAGGAGCAGGCC
CCGCATGTAGGCGTCCCCCCCAAAAACNCGAGGAGGAGGGAACAACGAGGAAAAACAAAC
NTGAAAATACNTTCAACACACGGCGCAGNGTCACAAAGCTGCAGTCATCCAGCGGCGGCG
GCTTCAAAACTACATTTCCCAAAATTCACCATCAACGTAGGAACGACCCANAAAAAAAAT
CAAAAATAAGNAAATGGAGGGGGGGGGGC
>BJ503112 ID   BJ503112   standard; mRNA; EST; 290 BP.
AAAGAAAAAAAAGATCAGAGCATAAAATAGAANAGCAACATCACAGCCGTTAAGGAAACA
TTCAAACTATTTATCATTAGCATCTTAGTAAACCAGAGAAGAAATCGACAGATTACAGTC
GTGTCATGTCAACTACAATGGCACCGAGTGGATGATTCTTTTGTAGCTTTTTTTTTACAG
CCNCTTGCNACATCAACATGCCTATTTTTTTCTATCTNCCTATNTGCNGTAGTGTACTTA
AAAGTGGCAGTTNGTGNATTTTTTTTTNGNATTTAANAGTTTTTTATGAA



>BJ503139 ID   BJ503139   standard; mRNA; EST; 698 BP.
CAAATTAATACACAGCAAAATTGTGCTGGGGGCAGGCGGAGGCATCCAATTAAAACAAAT
GATCTCAAAAAGGGGAAAGTTGGAGTTCTAGGAGAGTACAGCAAGGTGGCATAACTTCAA
TTTTTTTTAGCTTCTTTTTTTCTGGTGGCACTAAAAATGTGTTTTTCTTCTTCCAAGTTT
TCAGACAGTAAAGGACTCATAGCATGAACGTGCGTGTAAAGTGCTCAACTGGGGTAGCCA
GCAAAACCTAATCTGGGTGTAAGATCAGATACAGAGCGATGGAAAAGCTTTGAATGTCAG
AGCGAGAGTTGTCTTGTGTATCTTTACAGAGGTGGTGTTTCAGATACAAGCAGCTTTCAA
CAGTTTGACACCAACATCAGCTTCATCTGGATGTGATGGTATGTCAGTGTTTCTTCTTGC
TTGACTTCTCAATCGTGGTCTCCACGATCATGGAAGTCTCCTCGTAACCTTTAACTTTGC
GGCCATTTGAAAACTTCTCCACAGACTCCACCACCTCCAGCTTCTCATAGGTCATGGTGT
CTGGGCTGAAGCCGCTGGAGCTGCTGGTGCTGNTACNGGTGCTTGAACTAGTGCTGTCAC
CTCGAGAGGCAGATTTTGGAGCTGGCCCACTTGGGTTATCATCATGACTTTTCTTGGGCT
TATTGGGAGCAGGGGTGGGATCTTGGGACTTTGGACCA
>BJ503146 ID   BJ503146   standard; mRNA; EST; 607 BP.
AATTCTCCATGTTCTACCTGTGACGTTCCNAAGGACACAAATACTGGTGTGGAAGACCAG
AATAAAGGGTAAAGGGCTCCACAGGGGAGGGGAGGGTCCCGTCCTGTACACCCTCCTGCT
TCTCTGCAGCATCCGCCGCCCGACAAGCGTGAGGAGAAACTCAGACCGGCTGCGCGTTTG
GTCAGCCTCCTACCACAGGAGACCTGCGTGGGGGATTTCCCTGCGGCGGCAAACTTCCCA
CCAGCGAGATCTAAACGATACAAAAAAAACCTAAACAAAGAAAAAGACTGTACAGCTACT
GCTAGAGAATCTAAGAGTCTGGTCTCAACGCTTTCACACCAGATTAAAGTGCTAGAAGCA
ACCCACCAATCCACACTTTGTTTATATTTATATATATATATATATATATATTTATATAGC
ATTGTGTATTTTTATATATAGGAACAAATCTACTATTTTAACATTAATTTACAGGGTAAT
ATACATTATATAGTAACAGCTGAAATATCAGCACAAAGGTATCACTGTCACACTCAACAG
CAACGTATATACGATTATATATCCCCNATATATAATCATATATATCTGTATACAATTGTC
ATATATG
>BJ503154 ID   BJ503154   standard; mRNA; EST; 738 BP.
AAAGCATATAAAATGTAAATGTGATTTGCACTGGTTGAAAAAATAATAAAGTGGACATGT
TTGGACTGAAAAAGAGTTTCCAAGTGCAGTGAAAAACTCAAATAGCAAAGGGAGGAATGA
TGCAACCAAGCAAAGCTAAAAAAAGAAATCATTATTAATAGATCCTAAAATAAGGAATGA
AAAAAGATCTGATCCCCAATACGAGCAGAAGCTTAAGAACCTGGCAGGGAAGGATTGTGA
TTAAAACGGCACAACAGTGATTACTGCACGCCAAACGGGACGTCTGAAATTGCAGTGACG
CCATTGAGGTGGGCTTAGAGTCTTGGTCAAAATCGTATCTTATATCACAGCAAAAGAGAG
TTTATGAATCTAAAACCAAAGTCCTAAAAGTAGAAGCAAAGAGTTTGAGAGTTCATCTGT
GCGTGATGGAATCAGTACAGTAACATGGAGGACAATCCCATATAATCCTCCTGGCTGGTT
CATACATTCACAACTAGTTCTTCATCATCTTAACAATAATCCCTTAGCAGAGGCTTGATT
ATGTGATCAAGTCCACTGATGGGGGCTTGTTGTAATCCAGAAAGGCAGGCGTTGCATTAA
GGTGGGGATGGCCATGCTGAAAACCATCTGTGTTTCCCTTAAGAATGAAGCACTTTATCC
NAGCACCAAAAGAAGCTGATTCAAAGCCNAAGCTGCCAAACGTCCTATAAAATATTAGCT
TCACCGTTGAAACACAAA
>BJ503184 ID   BJ503184   standard; mRNA; EST; 692 BP.
CTTTGGGGTTTATTTTACATTGAGAAAGAAAAGAAACAAACTAGTTGGTGCTAAAAAGTT
GTTTTTCTTCCTTTTTTTTTACAATATGTTCGATAAAACATTGAAAGGTATAGTCATTGT
GCATCGCTTTTTATTTATTTTCCACACCATTTCATGCATCAAATTGGATGCAAGGATAAT
TAAAACCATTTATGTAAACTGAGCCAAAGCTTGTATTTTCTTTAAAAAAGGACATTTTCC
GTAGCTCTACGGCATATATCTATGTACACCATCTGTTTTTACTTTTTATCCTTTTTGTAT
ATAAAATGACAGTATAAAAGTTAGAGAATGCACACACCTTAAGATACAAAGAATGCTGAG
CTGTTTTTCAAATGTAAGATATGTCACATGGATTACTTGCATTTCACTGGTGGGCATGTA
CATGGAACGGACGGTTCGCTCTACAGCACACATTTAGAAAGAGAAGGTGGTAACAAACCA
TACAACTGGAAAATTGCTATAAGTTGATACTTCACAGCAAGGAAAGTATTTTTCTTTTTT
TAACAGAAAACTTGCATACTGATGGCCGTCCACTTTCACTGATTGACTCCCAGAAGCAGC
TTTTCTTCAAATTATTACTTTTTAATCAAATACACAAATGTTTTATAATTTTTTTAAAGC
AGGCCATTGATACTTTAAAACAAGGAAATGCC
>BJ503269 ID   BJ503269   standard; mRNA; EST; 324 BP.
TGAGCTTTTGAGCTGCAAACCTTTTAATAGCAAAAAAAGTCTGCCATACAAAAGTTTATG
TACAAGGTCACTGAACTGTAAAGCAGTTTATGGAAACAATCTGAACTGATTCTTTTTTTT
ATTTTTTTTTTAAATACATTTCTTCCCAGCAACCACATGTCAGTGGAGGGGCCGCGTCAT
CATGGTGGAGCTGGACCACTGATCACCGACAGAGCCTAAAAATAAAATAAAACTCTCAAA
CGCTGACAACTTACGTTGCTAAGGAATAAAATATGTATTGATTTTCATTGGAACAGACTT
AATTNATACAAAAAAAAAAAANTA
>BJ503277 ID   BJ503277   standard; mRNA; EST; 490 BP.
AATTAAGTTGCGCTTTCNACAAAATAACATTATTGGTGTGTTAAAAAACACTGGAAGCTG
TTGGTATGTTGGTTACTTTCACAGTTTANATATGGTCATCTTAAACGTACAAAAGCCTTA
GAAAGACACAGATTGAACATCTNACAGAACCCGTGACATCTCAGGCTCAGCAAGGATACG
AGTGCATTAAATCAAATTGTATATCAGGAATATGTATGCTGAGANAAAAATACCATGGCC



AANATACNNAACTTCTTATCCCAGAAAAAAATCTTTTTTTCAGAAAACAAGAAAAATGTC
NAAAATATTCCAGNCAATGCCAATTGCAAGGTTTCTGTCTTGTGACCTTTATTTCNTAAA
AAAGGCAGGATTTCTTTTGGAGATTCACTTAGNATGTGGAGTTATCCTTGTTCTCACCAN
TTTTTGTAAAAACTCATAGTCAAAAATGTGCAGATTTGAGTTTTGGCCATCTNAAATTTG
TTGNANTGAA
>BJ503283 ID   BJ503283   standard; mRNA; EST; 552 BP.
ATGGGTAGAAAATCATATGAATCATTGAACAAACAGTGACTGTTCTAAATAAAAAAGAAA
GGGGGGAAAAAAAAAACTAGGCAACAGCTTCACAATGGAGTGAGCCCCTTACAGGAATCG
AACACTGAAAATCAGGTTCACTTATCAACTGATANATGAGCAATTTCTTTTAAAGTGCTG
GTATAACTTCAGGTACAAATAAACNTTGCTGCTTTACCAATGAGCTGCTTGTTCCCATGG
ATACAACTGCAAAGTGAAAACCGTGATGACGTTNAAAATACATGGATATATAAATCTATA
GTGCATATTCAACAANATATATTTGATCTCACCAAAAGGTGCATTTTCAGCACAAACACT
GAGCACATTTTTTTTAACAAACTGCAAACATTCACAACCGTCCTGGCAAGTTTAGCGTCA
TTTCAATAAGGCTTCATCGTGATCNAGTGTAAAGGTCTGGATTTATTTTTCTAAAACAAA
AAATTGAATTGCATCGTCCATCCCCAGTGAGTCTCANGCGGTGGAAANAGGTCAGGTGTT
GACGTGGCGCAG
>BJ503296 ID   BJ503296   standard; mRNA; EST; 670 BP.
TGTATTTACAGATTGTTTCTGTACATGTTTTTAAACCAAGAACAGCCATTCCTGACTCCC
ACTAAATCTATAGTCTTTTTTACTTCATCTGANGCAAAGAACCGTTCGGAATTTGGGCTT
TCAAATACTACATTTAGGTTTGAGAAATGACGCTTCTGGAGGACAACCCACTGTAAGGTC
CCAGGAATGTCTGANAAAACCTCGGGGCGTCACTATGGAGATGATGCTTCCTCATTAAAC
CGTCNGATATGTGGTGGCTCACTGCTGTTNAAGGCAAACTGCTTCANAAGACATTACAGC
AAAAGTGGAAAACGAAGAAGAAGACGTTCTTTTAACCAGTACAGGACATCGTTGACTCCC
CCTACGGTCCTCTGTGTGAGACNATCCATTAAGGCAACATCACTTTGGAGACCAACTGTC
ACTTGTAGCTGCTGTCACCAGTTTTCAAGCTTTGATTCTTTAAATAAAAGCCACTTATAG
TTGANATACAAACAAAAAGAAAATGTAGGTGGTCTAANAAGCTTTGGCAGGAAACATCAC
TTCTGATCCACACANACCCATCANATATGANAAGTGAAGTTCAGAAACCTTTGTTAATTT
ATCAACACACCATCTGTTTCAACATAATAGTATTGTGGCAGTACCATGCCNGTTTTACAA
CCTGGTANCC
>BJ503330 ID   BJ503330   standard; mRNA; EST; 622 BP.
TTTTGAGGATGCCAAAGTTGACCACTGTTATGCACCTTTTGAGGCGACAGTAGAAAAATA
GATTCAGTGAAACTAAATGCAACTTAATATCTACAAACATGATTTCTATGTTACAAGTAC
AAGGTACCTGTTACAAATAAACACAAGCAATCACACATTTTAGATGTTTCAGTCTTAAAA
AGGTGCTAGATAACACTGTACACAAAAAAAAGCTACATGAGATTTCAAAGAACTACTTGA
TGCAGGCTAGTAAGCTGGTAAAAGAGCTTGCATAGACATCAAAGTCATTTCTCCAATAAA
GCCCAGCCGCAGGCAGGGGAAGGCACTGACTCCTACAGCAAAAAGCAGAACAAAGAGTTA
ATGGGACACTTTCCTGGCAAAAAAAAAAATAGNAAAAGGAATCTGGNATGTTGCATTTTT
TTCCCCCCTAATTAANCANCTTAAATGGAAAAAATATTGTTCTGCTACNATTTTTAAATC
TNCTGCATATTTCTNTAANGTTAAAAAAGGTATGGAGGAAATGTTTGGACNTCCAAGTCN
CCTNTAACGGAACAAGCTGCTCTCGATGCANGACAAATTCAAACGAAANGNATTTCGGAT
ACNCAATCTGTTCTATACCACA
>BJ503349 ID   BJ503349   standard; mRNA; EST; 700 BP.
ACTGCAATTAAATAAACGGTTTGAATGAAATCATATGGCACAAATTAAAAACCCTAAAGT
AATGATATAGGGCGAAGCAGAAGGGAGAAAACAAGTCTGTCTCGTTGCAAACATCTGCAG
AGTCTAAAGTCTATCCATCATGAAACATTACATCTCCTATTCAGTGCACATGAAATAAGT
TTAAAAAGCAAGGCAGGGGTAAGCTGAGACTATTTGTATGCTCATTTGGGGCACAATGAA
AAGTAACTGGCTAATGATGAGCTGTAAAACAGAAAGCAGCTATNAAATCTAGGGCTGTGT
GCAATCTGGGGTTAACGACAATAGGGCTGCTCTGGAACTATTAACACTGAACTAGGAATA
TGTTGACACGCCGATGCTGTCATTACGTCTAATAACCACCAGTAGAGTGAAAGGCAGGGG
CCCTCCNAGTAGTCATCTTTGGAATGGGTGTCAGTTAAAGTACAGTCAAGTCACATCAAT
AATGCACTTCAAAAGTTACATCCCAGCAATGAGCAAGAGAATACCAGAGACAGTGGCGCA
AACCCTTCCGCTAAATTTCACAGATATGCATTTTGCTACGTTCACACCGGATTCGGATAC
GCGCATTCAATCGACCGCTTAAATGAAAAGTCTATGTTAACGCGCGTGTAAGCCATGTTT
CGGGCTTTCGCGTTCAAAACTCTCACATTCTCACGTGTAC
>BJ503381 ID   BJ503381   standard; mRNA; EST; 693 BP.
CTACTCTCTTTCTTTTTTAGCATTGATTAATTTTTATTTGGTCCGATTTGTGATTTTATG
GCTGAGGATCTCCTGAAACTGTAAATAAATTTTAAAGTTTGTCTACTGATATTATATCAA
CAGGCCTGTGTGAGATATGTGAATCTTCTGAAGCAAAATATCAGTAAAAAGTTTGATTAT
CTTTAATATCCGTCAGTTAAAACAATAAAAGATTATAAGCACATATTATTTTATGCTGCA
CCAGTGTTTGGGATTAGATGAACTGCAATAATAAGCATAAAAATGACGGCTCACCACAGG
AGACTCAATGTACTTAGCAGAAGAAGCATTTTTAAATGCTCATTTTTACAGTGTCTTGTG
TTTTAGAACTCGTGAGCGTTTGTCCAAGTTTAAAAAAATTACTTGTGAAAAAATTATATT
ATTTCAACATTTATTGATGAAAATAAAACAACAGTTTAGATGCAAATCTTTAAAAGTGTT
ACTTCCTGCTGGACAGAGTCAGAGCTCTGACACTTTTTTTCTGTTGCAGACATTTTAAAC



ACGTTGGTCGCTACACTGACATAAATAAATACNACATATACCCCTNATATATATNAATAG
AGTTTAGTTTCTGTGTAAATTGTATGTTTTGGTTGGGCCTTGATAAGCATGACGCTTCAG
CCCATTCCTTTTTGGCTAATGTTGATTATCATT
>BJ503411 ID   BJ503411   standard; mRNA; EST; 685 BP.
TTATTTGTTTAAAAATGCTTACATCAGTTAAAAAAAGAAATGCTACATAGTTTTACTGGG
CGGAAACGAGAAAAAAAAAGTAAGGCAGCTTGCATATAAAAAGTGAAAGAGGTTGGGAGA
GCACCTGGGGTCATTAAATACACCATGATCGCCTGTCATAAAGCTTCTATTGCATAATTA
CAAGTAGATATGGTCTGCCGTACAGAAAACATTGGTTGTATGCATAATTCACAACATGCT
AAAAATACAAACCTCTCTAAAGTAACTTAATGCCTAAACTAAAAGGAAGATCAGATTCTT
CATAGTAACTAAAGACTGAATTGTGCACAAATATGTCAAATAGCTTTTTGGCAGCGGTAC
TTAATCACCAAATATTGATGTGCAAAATGTAATAATGTGTTAAGTTTGCAGTTTTCCTTT
GGAAATCTTGAAACAAGTGCAATAGATGGACATTATGTGCAACAGAAAAAGGAAGAAAAA
CATCTGATGACTGCCAAAACACAGCACAGAAAAAATGTGGAAGTGCACGCTAAACCTGAA
ACCAAAACAGTGCTAAGAAAAAAGCTCAACCAATACAAAACCAAATCTGACTTAAGGCAG
GATGAATTTACTGTAGACGTAAGGATTGTTCAGGTTTGATTATAGGAAGCCCTTTTGAAN
AANACTGAATGCTTAAATGCTGGAA
>BJ503420 ID   BJ503420   standard; mRNA; EST; 402 BP.
AGCAGATGTGATATTATTATTATGTGTAGCTAGTACAAACACAAGTGGCGTCGAGTAAGA
ACAAGCAGAGGCCGCATGAAGTGAAGGTGGTGATGACTGGATGGTGGATGGCGTTCCATC
AGGGGGTTTCCCCTATGACCTCACAGTCTCCTCTGTTCACAAGAAGTTGCCTGTAAGCCC
AGATCTACTGAAGCAGCACAGTTTAGATCAGTGTCTAGCGGCAACTTCTGCACAGCANCG
CCTGCTTCTCAGTCGGAGGGAGCAGAGTTACAAGCAGAGCCCGCTCTGGGCTCCTCAGGG
CAGGAAGGAGCACTAGCTTTCGTCTATNGTGAGGCAGATGAATTCCTGGATGCACTTTCT
ATACTGTTGCTCANTGGGGCTGCTGCTGGGGTATTGACCCTC
>BJ503438 ID   BJ503438   standard; mRNA; EST; 752 BP.
TCGATTTTATTTGATGGATGAAAGAACAACTGAAATTCTCCTGTTTGCCAACAACACTTG
ACACGTCCACTGGTAAAGCACTGACATTCTTGCGCTTGTTACAGGAAATGAGCAAAATGA
AAAACACACACAAAAACAAAAAGCACAGCACTGAAGGTTCTGGAGGAGGAAGTCACCTCA
AACATAGCCGACATTCAGGGTGAAGAGGGAGAGCCGCTGAGGTCTGTGTCATAATCACAT
CTGCCGTCAGACGATCCTCTCATCCGCTCTTCAGTCAGGCCCACTCTGTGAAAAATGTGC
TGATGTGGAGTTTTAGTAAAAACACAGCACCGTTTGGGAATGCCATGTAATCAATAAATC
TGTTTCAACACAAATACATCAGCGCCTAAGTTCAACGGGTAAACTTGAATGTTTATACTT
TAGGGAGCTTTGAGAAATGAGGAAAAGATTTTTAAGGCAGTACGATTATTTTTTTATCAT
CATTGAGACTTGTGATGAACTGCAGAAAGTGCCGTGTTTACCTATTAAAATTTTGAGTTT
TTTTTCTCACATAATAACTTTAGTACGATGTCGCTCTTGGCTCAAACACTCTTGTTTAAA
GACCCACTGCAATGAAAATGATGATGATTTTAACGGGACATTTTCAGGATGATGGAGGAC
ACATATTATGAAAAGTAAGCTAAAAATTACATTTCANAGTATTTTTTTATTGAAAGCGTT
GGGAATCAGGAACGGATGAANAAATCCCTTTA
>BJ503440 ID   BJ503440   standard; mRNA; EST; 142 BP.
AATTTAAAAAATNTTTNCTTCCGGGNCAAAACNCNGGAAAAANTTCTGGGATNGGAATTG
AGGGNCTGATTTTAAAAANAGGGAAAAAAATCANTNTTTNCANTTACCCANCTNCNCNNA
ACNCAANTACTTACCCCCGGGA
>BJ503467 ID   BJ503467   standard; mRNA; EST; 672 BP.
TATTTCTCTCTTATCCGCACATTGACACAAATATTATTTACACAAGCACACACGTTTGCG
CACTTTATATGAAAAAGCTGTCACCTCTGAGAATCAGGAGCAAAACAATAAAAAATGTAT
GCTGGAAAGAGAGAAAAAAAGGACACAGCTTCAGGTAAAGCGCTAAATGAAGTAAATATA
TAATGTGAAACAGTGTGAAGACACTAAAATGGTGTCAGATTGAAAGTTGAGAGTATATCC
ATCCACTTTTCAAATGCTTTTAACAAAGGTTGATAGGCAGATAGATGGACGGTGTGCTGT
AAAGGTGTGCACGCTCATTCATGCGCACACTCCTGTGCCCAGCAACTGTGTGGAGGTGAG
AAAACAAAAGGCGACCTGCTGCATTTAAAAACTTTCAGGAGGGAGCTATCAGATCACCTC
AGGCTCTTATCTCAGCAACACCTCTGTGCTTCGGGTGCGGCAGTTTTAATGTGCCTGAAC
ACGAGGCAGCCCCCATTCTGCTGCAGAGCTCGGCTTTCACAGAAAAGCACAGGGGGAAGA
AGTGGGCGAAAGTATTCACAAATGTGGGGCTTTTTTTCTGCCTATATTTCATCTATTTTC
TATGGAATAAAAAAAGTATAACAAGCACTTATCTCTCCTGAAAGCTAGAATCCCAGAAAT
GATGCTGGACAT
>BJ503468 ID   BJ503468   standard; mRNA; EST; 151 BP.
GAATATTTTTTCAAAAACAAANCCCTNAAAGTGAAATGAAGGATGTGTCAGATCATGAAN
AGATTAGNTTCATANCANGCANATGAACAAAAACTATAGCTGTATGCTGCTTGCTAAANG
GTTTCCNTCCTNCTTTACNANANTTATAGTC
>BJ503472 ID   BJ503472   standard; mRNA; EST; 150 BP.
CGGACCAGATGTCATTATTCCATTTTATTNTTANNAACCATTTGGTGTAAAAACTTATTG
ACAGATTTANAAAAACATTGTCGTTTCCCCNAAACATTTNGTAGCTGTCACATAACNCTA
ATGGAGAGCAAAAAAAAAAAAAAACCCCAA
>BJ503500 ID   BJ503500   standard; mRNA; EST; 537 BP.



ATTGATAGANTTGCTTCTCCTCTCNAAGAACAGTTAGCAATANNACAGTTTGTCGAATAT
CTTTTTTTAATCAGTCTAGTGTAAAAAAAAAAGAAAAAAAAGAATGAAAAATATTAAGGA
GTCTGAATTTTTAACACTTGTGTCGTCTTTTCTGCTTTTTGCTCTCTGTACAGGGGAAGT
AGGCGATTGGAAAAATCATTTCACACCCNAGCAGGCAAAGATGTTTGACGAGGATTATGC
GGAGCAAATGAAGGATGTCAACATACCTTTCAGGAGTCTCATCTGAGGGACTTTGATTGA
TCCANATTTGCTTCAAAAATTATAAGAATAAAAAAAAAANCTAAAACGGAGGAACTGNGC
ANCACTTCNATAGCAAACNCTGTCCGGAAATTTGGCNCAAGCTTAAAACCAAAATGCAAC
ANTGCNCTTCANCNCAAATNTNAGGGAAATCANCNTTTTTGNGCTAAGGGNGAATGAAAT
TTACNCANCAATGNGAAAANATNAGTTTTAAATCANCACTTTNTTAAAGCTTATCNC
>BJ503501 ID   BJ503501   standard; mRNA; EST; 570 BP.
ATCAGATTTGACATAACTTTAAACTTACAGACCAAAACTGTCCATATGAAATGTTTAATT
ATGCACAACTTTTCTTGAAAAACATTAGGATTTTATTTCAGTTTGTAACCTAATGGCACC
TTCATTGGCAGCTTCAAAGCGAACCAAGGAGTTGACACGAGGCCTTTCAGGGTAGAATTT
GAAATACAATCTGCGACCATGGCTTTAGGCTCAAGACTTTAGGAAACCTTAAGTTGAAGC
AATTTCCTAAAACAATTCTGAACTGTGAAACCAAAACCGATTGAGAAACAGAAGGAAAAT
AAGGCAGAGTTCCCAAAAAAATTATAATAAGCGCATATTTCCAGTCATGTGACTGTAGCA
AAAGTGCTGAAAAGGATTACATTTACCCCTCTGAGTCAGACCGTGTCTTTCTAATCAAGA
TCAAAACTTTAATTTCCCCAAATCCTTTTGTTTGGAAATCACAACCCATCATCTCACATT
AAAATACTTGAAACATTTCTGGATATTAAGCGATTTTGGGGTCTTTTTACACTCAAATTT
TTTTTTTTTTTGANTTGACAATTTTTAACC
>BJ503509 ID   BJ503509   standard; mRNA; EST; 644 BP.
TATATTTTCTTTAGCTGTTATTTTGACAATAGTTAAATGTGCAATAGAGAAAATATAAGG
CCTGAGTCTGAATTAGTGGTTTCTTTACTTTACAGTCCTGACGATGCAGTGGAGTCCACA
CTACTTCTAGTTCTCCACTTCTCGACTAAAAAGCCCCTGGTTCAGAAAAGTCCCCCCAAT
GATTTGTCAGGAGTTTCATGGTGCGTTCCTTTGAGTGTTTTTTTTTTAAATCCTTCAATT
TCGGTACAANANAAATGCTTGACTTATCTNGGAAACTGCAGCCTCGGTGGTATCCTCTGC
ACCTCATTAGTCCAAATGCAGCAACACCAACGCCCACATTTGCCTGGCCTTAGTTGGATG
TGTTTTGTGTGCTAATGAAATCTGTGTGCAAAGGTCATTAACTCGTTCCTTTTGCCGTCC
AGCAACCTTTCACTTCCTGTGCTAACGGGAAGGGCTAGTGAGGAGCCGGGCGCTTCGGAC
AACAGCTGAAAGCACCCATCTGTTCAAACCTGTGCAAACATGCGTGGCCTGCTCAAAGGC
TGGTAATGAGCTGCATTTGTCCGTCGGTGGGTGCCTCCCCCTCCTGCGCACAGTCTTCGG
CGTTGGGCGGCACGATGCACCCTTCGCTGGTGCCTCGGTTTATG
>BJ503588 ID   BJ503588   standard; mRNA; EST; 688 BP.
ATGTCATCACCAGATAGAGTCAACATGACGAGTTTGGTCCCATTGGGTGGAGTATGCATC
ATTTATGAGATCAATACGCTACAGAACACACCCCGGACTTGTATTGGTCGGAAATGTTCC
CAGCGGCGTTCCAGTGTCCAGAGTGTTGTTGCAGCATCACAGCTGGGACAGAAAAGTCCA
AAAGAAGCGTCCTCAGGAGACAAATACAGAACATGGCTAAGGGTTTCGTGTGCAAACAGT
GTGGTGAGCAGCAGACTGTGGTTACTTTACAGGGTATTTACAGAGGAAAGGAGAGGACGG
CTAAACCCGGTTCCGGATGGCGCCGTCCTCCAAACAGCTTCTGCCAGCAATCATTCCTGC
TGCTCTTGTTTTCTGGCTGCAGGCACACATCGTCTAAGAAGATCGCTTCATACGTCGTTT
TTTGCTTGTATGTGTGATCCATGCATAACACTTCCTGGCATGTCTGAGGAAACATCTGCA
GCCCAAAGTCAGAAGATCCTTCACAGCTAGCAAATCTTCAGTCAAATGGGTATTAGGCAC
ATGTTTATAATAACAAAAATCTTTGCTTTTTTTTTCCCTTAGTCCTATTTTGAAGCATCA
TAGGTAATGGTGGCAGTGGGGCACTGTTCTATTGANAAAAGTCTTAAGGTCTGACTGACA
CTTCATGACCTAAAAAAAAAGCATCTGA
>BJ503617 ID   BJ503617   standard; mRNA; EST; 701 BP.
CACTGGGAATGCTTTTAAAATAGATCAAATGAGTGGAGAGGGACTTTAAAAAACACATCG
AAGACAGATACTCACACACACTGAAAGATGACTTGGCTGATTGGAAGATGGATGATGATG
AGGAGAAAATGCGATGGATGAACAACGGGTGTGCCGATGAATGAGGTGAGGATTTGTTAA
TGGAACCAAAGAAGTGGATGAGAGGTAAGGAGACAGCAGTGACTTAATGCGTCATGGTCA
GCAACACAAACATGTTAGAAGTTGGTCTCTAGTGAGGACATGGGATTAACCTTTCAATAC
ATTCTTCAAAAATGTTTTGTGGTTGCTCAGAAAAATGCATGGAGGTGTTTATTGTAGATA
AATCAAAATGTGCTCTTTGAGTCAGATAACTCANACAAGACTAAAATAAAATACATACAA
TTGGCACAGTTTCTTTTCTTTTAGCCCTTACCCTCAGCAAAATGCTCTGTATGCCAGAAT
CCACAGATATTAAACTTCAGTAGGAACCTTAATGTANAAGAGAGAGGAAAGTGGATGAAA
GAGAGAAGTTCAGTTGGCTGGCAGAGACTGGACTTTAAAGCAGATTGCCTTCAAGCATGC
TGCATGCAGATTTGAAAAACTGGGCCACAACCCAAAGTTGTATCCCGGGAATAACATAAT
GGGTCCAGAAAATATTCTGCTGTAATGGGCAGCTTTGCAAG
>BJ503619 ID   BJ503619   standard; mRNA; EST; 654 BP.
ACTTTATTGAAACGTCAAGGTTGAACACGAAAAACAAAAGTAATCTTTAGATTCCAAAGA
TGACGGTCTGCTGCTGTGTGGGTGGGTGGGTGTGTGGGTGGGGTGGGTCACGAAGAGAAG
TATGCGGAGGCGATGAAGGGCTTCGTGCGCTGAGAGAGATCTGTGGGGGGCAGAGGGGGG
GTCCGACAGAAGACTGGGTCTCTTCTTTCAAAGTATTTTGAGTCTAGATCTGGAGATTTT
AGCTGCTGGCCTATGGCCACGCCCCCTCTCTGTTGTGCAGTGACATCTGTTAAGGACAAG



GGAGACACAGTAGGAAGACCTGTCCGAGGGTTGAAGTGTGCCCTCAGTCCTGCTGCTGGC
GGGGTGTCTGCACCTTCGGGAGGCTTTGGGGGGAGCTGCCTCTCATTCAGCTGCTTGTTC
AGCCAACAGATAACGTTCTCGTTGGTCTTCAGAACCTCCCTGCTCTCGTTCAGCTTCTGC
ATGCTGGCCTCCAGCTGCTCCTTCAGCTTTGACACCTCCTCCTCCTTGGCGAGCAGCTGC
TGCCGGGCGCTGTGCAGCTCCTTTTCAGCGTTCTGCAGTCTGTCTGAGGTTTCCTGAANG
AGCTTCTCCTGANAGACCGTCACCGTGTTTTTGACCTTGATCTTTCCNACCANA
>BJ503626 ID   BJ503626   standard; mRNA; EST; 380 BP.
TTCTCCCCCCACAGATGGCACAGAACATGTCTGGACTGTGTCATGCTCTGGAGGTTAGAT
AGCTCAGGTCATTCTGCTGTCAGATCTGATGATGCCGCAGTGACCCACACCCGTAACCTT
CTGCTGGGATGTCTGCTTTACTGCTGGTGTCAGACGGATGGGTTAACGCCTTGGCCCCAC
GCCTACACACGCTAACGACTCCNAAAGGCACTTTAGTGTTCCATGAACGGAAACACGTTG
CTGGACGTTGAAAGATTGCTCATCCTTTCCTTTCGCTGTAGAAAATGAGGATCTTTGAAA
CAGTTTTACTCGTAACAATTTTTAACAGTTTATCCNAAAAAAAAAAACCAACCTAAAATT
CTTTGNGTTAAAAAACGGAC
>BJ503669 ID   BJ503669   standard; mRNA; EST; 657 BP.
CAATTAGCAAATTCCACCTGCATCTCTGTATATAATACTTTTTTTTCATAAGTTTTCTTT
GTGAATACCTCAGCCCTGCAACAACCCAGCAAATAATTTACATTTTTAAATTATAACAAC
AATCTTTGGTTAAATCATCTCATTAACACAGGTGTACTGTTATCACAAGAAAAAAAAACA
CATTTGATCCTCAAATTCTTTTCTTTCAACAATTTCAAAACTCAATTTTAAACATTCATA
TAAAGGATGTAAACCTCAGATTTATATAACAGTGTTAATCTAATGAGACAGGTTTAATAC
TGCTGTTGAAATCTAATGAGACAGATAAGCTATTCTGTTCATTTCACCCATCAATTCAAG
TCAATCAAACAACAACAACAAAATCTGTCATTTTGTAGCAGCCTATAATTCATGGACAGA
GCTGTGTGGCTCTGGAAGCTTCCTGGTGTCACAGTTTTGAATCAGATTGAAGTAAAACTG
AATCATTTCCTCGTAGTTCTTTTTGGAAATTCTTTCATTAATCCCATGAAACCTTTGAAC
ATCTCCAGGTTTAAACCAGTTAGGAGAAAAACGATAAATATCTTTGCTGAGGTCTTTGAA
GTGGCGGCTGTCAGTGTTGCCGATACAGATCCCTGGAGCTACTGTCACCGTTGGAAA
>BJ503673 ID   BJ503673   standard; mRNA; EST; 753 BP.
GCTTTGCNATTTAATCCCTTTGACCTAAATCAAACACACTGAACAGCAACTTCCTCAAAA
GTGCAAATTGAGGTGGGAGCATCACCTCCAGCCGACCAGAACACACATTCGGCTGAAGTT
AACCTCTTTGTAATGAGTTTCTAATTGTCCTCTGAAGGATCCCTGCACAGGGAGTCCAGA
GGAAGTGTTGAGTAAACAGAGCGAACTGGAAATGTGCAGCAGTGTTGACTGTAAATGATG
ACACACGGAAAAATATAAAAGTGTCAAAATGAACACAAACATCGATTCACACTCAGCTAG
TGGATTATTTCCATGTGCTGTGAAGAACTCGTTTCTTTCTTTGTCAGTCGATTAGAAACA
CGGGAAGCTGTTTAGAAGATCCGAGCCTGCTAAGATCCTGTTTAAAAAGCCGTTTCTTCC
AGTAAATCAGAGCGGAAAGTCTTTATTCTGAACAGCTAAACCAGAGGGAAACTGCACCTT
GAAAACCAACCATCCATTAAACTCAAAAGTAACCTGAACAGGACCGATTCAGGACTCCCC
ATTCTGGCTTCTCCTGGATCTACACCCAGATCTCCTTCCAGCTACATGTTTGAATTATTT
ATTTATTTTCAAACAAGAGGCTGTCCAGGAATCCCAGACCTCCCACCCTGTACGAGACAC
AAATGTTGCAGTTCTTCTNAAGAGCACTGGAAACTGGAGTCAGAAAGGAGCAACTCCCCA
TTGACTACCATGTCACAAAGCCCTACTCTACAC
>BJ503691 ID   BJ503691   standard; mRNA; EST; 322 BP.
AATATTCATTTAAAGGAAACAACTCTAATAAGACATTTTTAAAACCTTTAAAAAAAATCC
AGAGGACGTTGTTGAAAAAGAAACCCGGCAATGAAAGTGGTTTTTTTTGGCTAAAAACAC
ACAAACGGTGAAACCAGAACATTCTGAGCCGAAGCAAAGACGTCTCCTTACGGGTTCCTG
ATAAAACACTAGAACTCCTGTTTGACATCACTGTGCGCTGAGCCCTGATTGATCTGTACA
TGAAAAAATAAGACGGACTCTTCACTCCTATTTACAAGTCAAAGTTGATGCACCATTTCA
NAGCTGGGGGGGGGGGGGGGGG
>BJ503716 ID   BJ503716   standard; mRNA; EST; 388 BP.
ATTTCTGGAGGAGGGGAAGAAAAACAAACTTCTTTTTGGATTTTCCAAGCTCTTCTTCGG
CCTGAAGCTCAAATCTACTGAGGTTCACAGCTTAATCAAAGCAGATTCGTTCCGTCCAGA
GGATGTTTTTCACCCACCTCTTAATTAAGCTCCCCTTAGAAAGATACGAAAACACCCCAA
AAAAAAAAACAACANCAACAACAANGGCNCGTCNGANTTTCCAANNGNTTCCTTCAAATC
AAANAGCNCCTGANACGGCNAGNGGAAACACAAACGTCNCCTTCCTTCCTTCCNACAAAG
CGCAAACNGTACAAGGNGANAANTTTAAATNAAAAAACAAAANTCAAAGNGGGACGNAAN
CNGATCANCTTTTTTTTTCAGGGTTNCC
>BJ503732 ID   BJ503732   standard; mRNA; EST; 259 BP.
TTCTGGNTGGNCTCTGACTTGGATGTATATGCTCTTAGAGAAGAGANGCGACGTCTCTTG
GNAATCTGTTCCTGCCGCTTCTCCTTGNCCTCCTTCATCCTCTTTGCCATTCAACTTGGC
ATACTCNGAGGCCTCNTCCTTGTTCTTCTGGGTGCGCTGCTTCTTCACAGCAATGCNACG
GCGNTNGTGCTGCACCACACGNGGTGTCANCANTCTCTGGATCTTGGGAGCCTTAGNCCT
GGGCTTCTTGCCTTCTTTA
>BJ503809 ID   BJ503809   standard; mRNA; EST; 575 BP.
GGACAATTTGAAAATTCCCAAAAGATGATCGGAGTGGGTCTTTAACCAAAATATCACTAA
TGTTTGCAGTTTGCCCCTGGAGTACTCCCCTTTACATCTTTCACCACATAAGTCTCCAGA



AAGGAACAGTAAAACAATTATAAAACATATATGTTGTAAAAAATTGCCACATTCAATAAT
ATGAATTCATTTTTGGATCCAAATTTAAAGCAACAGTCTGTTTTGGAGAATTCTGCGGGG
TGAGCACACTACTGCCAATGCCACACCAGAGTTCACACCAGGGATCAGTTGCAAACAAAT
CACTTGGGAAAATCTTGCACTTCAAGCTTTGGTGTAAAAGCCCTCTGAATAAACTGTAAG
CGAGACAGTTTGGCACTTATATATATATAAAAAAAAAAAACTATTTGNGTAAATAAAACC
AAACTGTTAACTATCACAAAAAATTAGGCAATCAAAAATATTTCAGTTCAAAANTTGTCC
AAATAACANCAAAGNAAATGGTNGGATTTGCTACCAACAGTTCAAACNTTTAANCTGCAA
TAAAATATAATTACTTAANCANCTNTAAAACTTAA
>BJ503831 ID   BJ503831   standard; mRNA; EST; 703 BP.
CATTTTTATTTACTATAGTACAGAGCTGATGTTAAGTCAGTTGGTTTGTACACTGGAGAG
CCTGATGGGATCAGATCCACACAGCAGGAAACTACAGCCCACTGACTGATGAAGGACTAC
AAACCGGATCGGCAGCTGCTGACCACGGTGAGGAAGATGTTCCCTCTTCATCACCTGCAG
CCTCAGCTCCCGCTGTTAACAGTCTGCTTACCGTCACATCATCTTCTCACAATAGTTGCT
GTGTGACTTTCTCTGCTTTATCTGAAGGAAATCCTTTTTGTTCTTGAACGTTCCTGCATC
AGAAGCAGCTGAACCTGCTTCCTTTAGGTGAAGAAGAGGTTGAACCTCTCAGTACCCGAC
CGCGTAACGTCAAACTGAGACAAAAAAAACTAAAAATAAAAAAAGAAAGGAGCTCATGCT
TCCTCACATTCACACACAGAAGATCATAAAACAGGGCTGTTGACAGATGTCAGGGGTTAA
CGTCAAATGAAAGGCGAGAAGTGGCTGCAGAGGTCTGCGTGATCCGCTGTTTTAATGCTT
TAGAGTTTAGTTCAGTACCATTATCACCTCCTTCAATAACCTTTTCTGACTTTTATACGA
AAACTTTTCTGTCCATCTGGATCAAAAACAGAAACTCCAGCTGACAGCCGGAGACTCGAC
ACAAAAGCAGGGGAGGAGAAAACTACAAACACTTTTTGAAGAC
>BJ503847 ID   BJ503847   standard; mRNA; EST; 578 BP.
AATCCTTCTTTGCTTTTTTTTTTTANAATCCANATTTCATTAATGTGGACNTTATTTGAC
ATAAAACAATATTGTGAATTATTTAAAAAAAAATGCTCAAAAATCANGGACNTCTAANCT
GAGTTCCTTAAACCTCANNTTTCATTTGTAAACAGTGAAATTCTGAATTCCCTTTTGAAC
ANACAAGCTTCCCAAAAGTCCTGATCCTCCTCTGGAGGATCCGGATCTCCNTCCTCCACG
TCTTTCAAAGCTCAAAATGACGTGTTTTTTTCTTGCNACCGCCAGCGCAAAGGGAGGGGG
NGCTCCGGCNAGCGAAAAGTCCCTCCAAGCACACCGGTCAGCACGCCNCCTGAACGGATG
GATCTGCACTTCCCGTGCCAGTGGAAGCCCGCCCGCCTGCAGCTGGCCTTGGACGTGAAG
CTCTTCTTCAAAAGGCCGGAGGCGCCNCTTTCAAAACACNAGCCAGTCGCGTCCTCNATG
TAAAAAAAANACTCGGNGCAAACNTACCANACAGCCNTCGCCACCGCCNGGGAAAGCANC
CNCCTGCCCAGGATGGAAACNCTTCTTCTGACGGAGGC
>BJ503853 ID   BJ503853   standard; mRNA; EST; 725 BP.
CCTTTTATTTGAGAAATACAAAAAGAAACCATGTACAATCTATGTACAAACGTTTTGTAC
AAGACAGTATATTTATCAGCAGATTATATTTGACAGAGTCAGGTAGATCAACTCAGCACC
ATCAAATAATCCATGTATCCCTCATTTGTAGAATACATCCAAACTAATTAGAATGCTAAG
TCAAATGCCTGTATGCTGCAGTGACGATATGCCAACAAATCTTATCTATGACACGCAAGA
GCAAGAACCTGAAATCTTCCTGAACTGATAGGCAAGCAAAATAAAAATTAAAAAAATCTT
TATTTATGTATCATTAAGACTTGAGACCCACCTCCAATCGCTAAGTGTGTTGTTTTGTAT
GTTATAGCTTCTACAGTTCCCAGGAAATAAATAACCTTGTTTATTACTAAAAGCAAAAGT
AGTAATTAACAAAAGATGATGCAACTTCAATATGTGACACATCANATTCTTGGTTTTGTT
TAGTACAATAAAATAATAAATAACACGTGATGTCGTAATTATGGGCCTCCATGTGCATCT
TTCAGTCATCCACATCACACTACACGAGAACACACCTTTAACGGCNGATATNGCGGGGTT
TGTGGTTTAATGGGATGGGGGTTTGTGCCCTTAAACTTTACTGAATGCCACTTTTTCGCT
TAAGTGGGACTTACAGTGGGCCCTCCTCTGAACCCTTTTTGTCGCCTGGCACTGCACTGG
CATGG
>BJ503859 ID   BJ503859   standard; mRNA; EST; 364 BP.
TCTTCTTTTTTTTATTTTGTGCTTAACAGTATAAGATTACCAATGTGGATGAATAATTCT
AAGGCGTTTGAGCAACAAGGCAACGACTGTCATCCACAAGCATGGGGCAACAGGTTTCAT
TTAATAGGTGATGCTTTTGCAGGCCAGTCACAACACTTGCAGGAGTCCCAGTAGATGAGA
CCAGGCTGGCAGTGGTGCAAGTAGGTATTTCCCAGGTAGCACTGGAAGTAACTGGTCTTA
TCAGCTGGGTTCTCATAAAGTCCATCAGGGCGACCATAGCAGAATTCAGCAATAGGATCT
TTGGTGGTGGTGGGGCGTGGAGTTGTGGTTGGTTTTGGAGCAAAACCCATGGACATTCTG
AGGT
>BJ503873 ID   BJ503873   standard; mRNA; EST; 765 BP.
GTATTTTTATTTCTTTCTTTACCAGATGCCTGCAGATCACAGATCCTGGTGCAAAATGTT
TAAAAATAAATACATAAATACGAACGTGGATAATACATCCTTACATACATACACATATTG
TATCATAAAATAATTATACATTAATATAAAATTCCTATTCACAAATGCATAGTCCACATG
CGGCCAGGGACAGTCAGAGCATAGAAAGTATCCCTCTTCGGAAACCCGTGGTATGCTGTG
GTGTGTGTGGCACTTACTGTACAAGAATACAGGAGTTACACACCACACAGTTCTGTGCTG
TTTCTTTTTGTCACAGCTCCAGCATCAGTGGAATAACTAGTGGATAAAAGTTCACAGGTC
AAAAGTTGAGAGGAACATGGCCTGCTGTCTCTGTGGTGTCTGGGGTTTGTGTCCGGAAGA
GTTGTGTGAGTGAGAATACTGATGAGATGAGCACAGTACAGCGCTTGGCGAGGAGCTTCA
CGCCATCGCCGTCCCCTTGAGCCTGTGCAGACCCACCAAGCCCCTCATTTCTACTACCAA



CTCCNGTACCAGTTCCAGCTGTCTCAACAGCCCTGACAAAGTCCTGGTACAGACCCACAA
TTTCTTTTATCTTGTCCATAGCCTGCTGGTCACTGCTATCCTCATCCCGGTGCGTTGAGT
TTGCTTTGTTGCANAAGTCACAACCAGGGGCAGGGATTTGTTCGCAGGCAGGCTGCTGAC
AGCTGAACCAGAGCACTAAAGCTATTGGGATAATGAACGTAGTGC
>BJ503915 ID   BJ503915   standard; mRNA; EST; 202 BP.
AATAATACCCTTTAGAGTGACAAATACAGTATTTGTGCAATAATCATGATTTTAAATATC
TAAATCTATNTNTACGAATTATGTTAGCTGATTGTTGAANGATAAATAAGATGCTCAGCT
GTGACTGGCCTGGTGATATCAGCGNTGAGCTTTCTTTGTCCAAAAAAAAACCACCTTTTT
TTTCTGGATCTNAAGATCTACG
>BJ503916 ID   BJ503916   standard; mRNA; EST; 120 BP.
GGTCGCTGGACAGCCGCAAGACCCCTTCTTCTCNCACGGGAGGTTCTGTGCCGCCGCTCG
CCGCTCANCGCCGCCGCCACTCATGGAGGTCCCGCTGCACCACTTACNCTCTTTTTTTTC
>BJ503919 ID   BJ503919   standard; mRNA; EST; 703 BP.
AACTTTACAACAATGCAGTAAGAATAGTGTTTTTAAATCATCTCTGTTTTACTCTTTGAC
TTTAATGGTCTGAGATTATAAGAAAGAAAAAGTTAAACCGAAGCCTAAAACAACTTCAAA
CAATGAGTGATGTGTTAGTTTGGGATGCCAGAAGGTTTATCGCGGGACAGCACAGAGGCG
GTAAGGTTTGGGACAGCGAGTGGCTCCCATCCTGTTCTCCAGACTGGGCTGCTCTCCTGC
AGGCGCTGAAAAGGAAAATCTCTGAAGGAGGGAGGTGAAAAACAGAAACAACTCCATCCG
GGCCAGCTGCTCCCCGAGACACACACGTTTACCTGCACCAAAGGGATTGAAGGCCTCTCT
TTTTCTAAATTTCCCATCCTTGTCCAGAAAGTGTTTGGGGTTGAAGGAGTGTGGAGTCTC
CCACATGGACTCATCATGGAGAACGGAGTTCAAAGTAGGGATTATCATTGTGCCCTTTGG
GATTGTGTATTTGTCAAGGGTGGTGTCCTTGCTGGCCATACGGAGGACACCAAGGGGGGA
GGATGTTTCCCATTCTCTGTATCTCATGGATAACTGCATCAGTGTAGGGCATGTTTTCTT
TATCAGCCATGGATGGCTGTCTGGATGAACCAATCACAGCATCGATCTCAGCCTGGACCT
TCTCTTGAATGTCAGCATAGTANATCATGTANAGCAGCCCCCA
>BJ503978 ID   BJ503978   standard; mRNA; EST; 771 BP.
TTTATTGTTCATACACCACATGACAGCTGTGTGAAAACAAGATGTATTCTGGTCCATGAA
CAGGTGCAGCTGCAGACTTGATGTTTTATCTTCTTCCAGCATCCTCGCCTCCTTCAATTC
AAGACTTCCACATCCGGTTCTTCTGAAACTCTTTCAGCCAGTAATGAGGGTCTTGATTTC
ATCCATGGACACTTGAGGCAATCCACTTTGGTGAGATGCATCAGTCACCCAGGGGCTCAG
ATGGGACAGCAGCTGGCGGAGAGGCGTTTACTTTGACCTCTGCCTCATCTTTCTTCTTTT
ACGCTTCAGCCTGCGCATGCGCTTCTTTCTCCACTTGGCTCTCATCGTGTGGAGAGTTTT
CTTTTTTAGACGTTTTCTTGTAAATAAAGACTTAATAAAAGTACAAATACGTAGGCTTGA
ATTATTGCAACGGCAATTTCCAGGAGGGTGAGTAAAAATAGTAAAATGGATGTTAGAATG
GCAACTGAAGGTATCATCGGAAAAAGAACAAAAGCTGCTGTTGCAATCAACTGAATTAAA
AGATGCCCAGCAGTTAAGTTTGCAGTAAGTCGGACCCCTAGAGCAAGGGGGCGAATAAAA
AGGCTAATTGTTTCGATCACGATTAGGACAGGGGATAAGGGGCGGTTGGGGTCCCTTCCA
GGGAGGAGGTGCCCAAGAGCGTGTGGTGGGTTGATTTCGTATACCAATAATTACGGTTGC
TAGTCAAAGCGGGACTGCAAAAGCTATGTTTAGTGGAAAGCTGGGGTTGTA
>BJ503991 ID   BJ503991   standard; mRNA; EST; 106 BP.
AAGACAGGGATGAAAAAGTTGAAANAGAGAGGGTGACTGCGAAACAGCACCTCTANTNCN
TCTNTGCTCTTTTTAATCTCCACCATTGATGANATCATTATCATCG
>BJ504001 ID   BJ504001   standard; mRNA; EST; 199 BP.
GAGTTGAAAANATATACNACTGTAAATAGTANTTTCAGTTTAAAAAAAAAACTAANTCTA
ACGTTTAGGAATGTAANATANTGTGACATCAAAGCANCANTNATCACATTACTGACCACA
GTANTCAGATTACTTTAACATGGATTAAAAGTAAGGCCCCTGAAAGCTTTGAAAAGCATA
GATTTTACNGAAACAATTA
>BJ504013 ID   BJ504013   standard; mRNA; EST; 658 BP.
TTGTTCCATATGTTTAATAAATTCATGAACAGAAATGAATTATTAACAAGTATTATTTAA
ACCTGAGCCATTTTTAACAATCTCAAAAACATCAACAATTTCCTAAACATCAAAGGTAAC
TATTTACAATTTCATCTTATATATAAGCCCTTTTTTTATACATCTTAACAATAATCATGT
TCTTCTAGAGCCATTTGTGGCCCAGTTGGAGCTGACAGGAAACCAGAGATTTGGCCTCAC
AGACGGATGCCACTCTGTTCGTCCTGCTGGTTCCTGGCGTTGTCCTGCTGTGGCTCAACT
GTGGGCTCCAACCAGTCCCCTTCACTGATGCACATGTTGTGCAGGATGGCGCTGCAGGCA
ATAATTTTGACAGCAAACGTTGTTTTAACTTCCAACGCCCCCAGAAATATGGCTCTCCAC
CTGGTCTTCATCATGCCAAAGGCTCTCTCCACCACAGAGCGTGCCTTGGCGTGGTGCCGG
TTGTATCGGGCCTCAACTGCATTTCTCAGGGGTTCCCTGTAGGGTGTCAGCAGCGTGATG
GGTTGCGCAATGCAGGGATACCCACCATCACCTAAAAGGATGTATCCTTCANGTGGGTAT
GTTTTATTGGTGTAAATTGGGCTGTTGCGCAGAACCCGTGAATCATGGACCGATCCAG
>BJ504033 ID   BJ504033   standard; mRNA; EST; 307 BP.
AATCCTATGTGAAACACTGCCAACAGCAAGATACAAAGGTCATTTGAATCATCCTTGCTT
CATGGCTGACAATGTGAACAAAATATGAATCAACCTCCCATTACTTCCTCTGATAGCTTA
GTCTTCAGAGCAGTTTTACAATCCAGAAGAAAACTGCATGAAGAGTGATGATTCAACCTC
ACAACAGTAATTGTGTTTCTTCATTGTTTTTCCCATGACTTTTACCAGGAAGTGTGTCAA



TCTATCTGTCCACATACAAAACCATCCTGCCAGGTGTTTTTTTTTTTTNCCCCACCTTTN
TTNCCAA
>BJ504035 ID   BJ504035   standard; mRNA; EST; 141 BP.
AAGCATTTGTGTGTGACTATTGTACATGTCTTACAGATATACAGTTTTATTGTCGTACAC
AGTGCACATTTCAACGACTAGAGTTTTACTACATTCTACACAGAAGACCANGCTTTAACN
CCANNTTCAAGAGTCCTGTCA
>BJ504036 ID   BJ504036   standard; mRNA; EST; 713 BP.
TTATTACATCCAGCATTAAGACACAATGTCAGGCTGTCACATGCAAAGCTAATACATAGC
TTATTTTTGTTAATATTTGCAGTGCTATTTATGTTGGTCATAAAGTCGAAATGAATATCA
TTTCTCCGCTCCGTAACCACATATCTGTNGTTGAGCTCTGCAGACATATTAAACTCCTGA
ATGTCAGTCAAAACACATTCATATCACANGCTCTCTTCTTTTGCCTTTTAAGATCAATCC
CTTAATCTTCAAGTCTCTTTGGTGAACAAAATGAGACAAAGAACATCGACNTGTCTAATA
TACACCCAGCTGAGAGCGATGTGCGATTAAACAGGGTTTTAGAAGACATTTAATGCATGA
AACAACTCTGTCGATACATCACACCAGCTCAAAGGTTGAATCAACCAACCGCAAGCAATT
TAAGAAAATATTTTTCGAAATACAATCACGTTGTCTGATATGACACAGACGAAATATGCC
AAGTCAAAGTGCTGCGACAACTTTGCTCTTCAAAACTGTACAATTAGATCCCAAAAAGTG
CTATTTCAGGGAAGCTTTTGCCATTAACAAAAACAGAAATGTGTGCAAAGTATTTATATC
CACTCCGACACATTAACACATGTAGACATGGAAATGCAACGTTNAGTAGCCCAGAAGGGA
GCAGGAACATAAAAACGGAATGATCACACTATTGTANGGAATACTGTAGTTAA
>BJ504037 ID   BJ504037   standard; mRNA; EST; 702 BP.
ATTACTGGGTATGATGACAAGCATGTTTCTATATATGAATAACAATAACATGAGGAAACA
TACAAGACATGGCTATGTGCAGGTGAATGATGTGAGTGTGATCACTATGTCCTCAGGAAC
AAGAGACCAGGAGAGCTATTTTTTCTTTTCATTAGTAAAAGGAGTGTGCTGAGTGTTTGC
TTCAAAACTAACAGAGTCTACATGAGTCTGTACATTAATAAAAAATCTACTGGACCCACA
GTCAGCAGCTATGTACAGACAGAGGTTATCGTCAGCAGTACTGGTGAGTTTGAGGGACAG
AAGACATCAATGACTATCAGGAGAAATTATAGTTAAAACCAAACATTGTAAGAACAAACT
TTTTCAAAGAATGACAGAAAAACGTAAAAGTTTGTTGTAAAGGAGAGACAGTTGTTCTTT
AAGATCTATAGCCAGAGTATGGGGTGAAAATGCATAGAAATGAGTCCAGCAGGAGACAGC
TTCAGTGTCTTGCCAGCTACAACTCTACAGCAGGAGCATTTACAGAGGACTCTTTCTTCC
AAGTTTATCTTCAAAGCACCTCAACAACACCATGACTACCCCTCTCCCCAGTGTGCTAGT
TCATTGTTACTTTACATTTATCACATCCACTTGAAACACAGTGCCAAACAAAACAAACAA
AGCTTGTTTACCACACTAAAAGATACTCATTTTGGTCCAGGG
>BJ504059 ID   BJ504059   standard; mRNA; EST; 257 BP.
AAATAGCTCAGACAGCCNTATGAAGGAAACAACATGTATCACAAACAATTACTCATTTTC
AAAATTATGAAAAAGGTAGAAACAACATCCTCAAAGACTGATGGAGCCTCTTTTTCTCAA
CTGAGAAAGGGCCTTAAAACAAAAAGATCAAGACAAAGTACATCAATNATCATTATTAAA
GTAAGAGTTTTGAAATGAAAGGATNAAGTGCATCAAAGAGTATNANACTTGCANAGGTTT
CACTGCCAGGTTAGCTC
>BJ504081 ID   BJ504081   standard; mRNA; EST; 736 BP.
TGACTGTTTATGCTGATAAGAGGTCATACACGTGCCATAACATCAACAGTGTAATAACAT
TAACTACAAAATGTATATAATGTGTTATTTAATTGTGTTTTCAGTCTACATATACATAGG
GAAACATTCATTTATATACAAATGTTAATTTTATTTTTTTAATTCTCTTGAATCACAAGC
TTCAGAACTGGCAGGATTGCCGCAGCGTCCACAATCCAACATTCTGGTTTGAACTCCCTG
CTATACCAGGAGTGCTGTGTTGATATGTCAATATCATAAACATAAATAGAGAATCTATAT
TTCTTTAACAGATAAGTTAATGCAACTACAAGCGTCAACATAAAAATGCTAAAATGGTCT
ACATAAAATTTTATTAAAAGTGAAGAACCGTTAAACGTACCTTCTGTTTTTTAAAAAAAA
ATCTCATCAATCAGCTNAAGGAAATACAAAAAACAAAAATTGTACTTTGACATGATCGAG
TCCTCAACAAACAAACATCCCGCTAATAAAAAGGTCAGGTTAGAAACCTTTTTCTTACCA
ACAGAATGGCACAAAACGCTTGTGTGATCAACGCTGAAAACTGAACTATTCTTCTGTTCC
GTGATCAAAATAATCAGCGTGAGCAGAAACCAGATTCGGATTGTCTCCACATTCAAGCAG
CAAACAAAAAAACTGTGTAACGCTNAANAAAGTCCAACAGAATTATCCTTTAAATGATGG
ACAGATGTACCTTAAT
>BJ504096 ID   BJ504096   standard; mRNA; EST; 696 BP.
ATGTTAAAAAACAGGCAATTTCTATCTGTTTTTTCCATGATGTCAAATGACAAAAAACAA
ACATATTTTAAAAACTTTTTATGTAAAGCATTTTCAAGCATTTAAACGCTCTGCTTTTAG
TTTTAGCAAAAACAACAACACCAAAAAAATCCCAAGGGTGGCTTATGATATGCATTTGTC
AATACGATCCAAATCCAAGGAGGTCTTCTGGTTCCAGTTGGTGTGCAGACGGACTTTAAC
TGTTGTCTGTGAGCTGCAGAAGCTTCTGGAATCGATGGCAGAGCTCCGCAGGACTCAGAG
AAACCATCATCTCTGCAACACTTGGACCTTGCTGCAGACCGCTGATAGCCAGGCGTAACA
ACTTCATGACATCTCTGTACTTGGTGGCTTTAGTCTTCTTTGCCAGCACCTTCAGGTCTT
TACTGAGTTCATCCACAGACAGCTTCTCACCCTGATCTTCTGTTAACTTCAGCACTAATG
AAGCAATAAGATGAGCCTCTGGGGTGAGTGCTGCCACCTGCTGGCTGGAAAAAGAAGGGC
GCACCCACAGGTAGGAGTAGGTGGGTTTGAGGAGTTCCCTCAGGGAGGTTATGTGACCCT
TGCGGAGTTGTAGCACTCGCTCGATGTAGTCCTTGTCCAGCACTTCCCTGTCGTGGATCT



CTGCTGTGTAAGCCTGCAGGATTTGTTCCTTCAGCT
>BJ504153 ID   BJ504153   standard; mRNA; EST; 192 BP.
CTCCTCCGGCANAAATCATGTTGGTGGTGACGATAGTGCCCCACCANNCNGGCCTGCTGC
AGGTGGAGTGTCCANCCACTGGGAGGAGGGCCTGCTGCNGGATATCANCANTGGGACCTC
CAGTCCANAGACTNCCCCAGCCGGTGACATANCAAGGAGCACCGTCATCCAAGATTTCAC
CANCGTTTGGAA
>BJ504166 ID   BJ504166   standard; mRNA; EST; 457 BP.
AAAGCCTTTTTTCTTTGAGGCTCGAGTCAAAACAAAGTCACAAAAACACAACTTTATTTG
AAATAATAAAAGCACACAAAAGTTTATTTTTATCCCATCGGCAGAACAGAAAAAGGTTTG
GATAAGGAAACGGCCAAAGCCCCCACCTCACATGAGGACAAGGGGGGTGGTTACCCCGAA
AAGGGGCGCATGAATGGATGGGCGTAAAAATATGTCTGCAGCAAATATTTGATCTAGGGT
TTGCACAAAAATGTGGATTTACAAAAAAAACATTAAAAAACAGGACATTTAAGAAAATAA
GAGTTTTTTTTTTAGGATATTCCACTTTTCCATCTCACCTGTTGACCCCAAAAACCAAAN
AAAAAGTCGTGTCTCANCGTAAAACGTCAGTTTGAGCTCAAATCTAAACAAACTTTAACA
TGGGGGGGGGGGGGGGGNGGNAAAAAAAAAAANTTCC
>BJ504172 ID   BJ504172   standard; mRNA; EST; 648 BP.
TTTGACGAATCAAAATAAAGCATGTGAACTCTAAGAAAGTACATTCAGATAACCGAAAAA
AGAAAATGTGACACAGTCAATATCAAAAACAAGGCGTCTAAATAAAACTAGCTCCTTTTT
ACCACATTGCAAATCTGCTGGTATGTATGGGGGCCTGTATTATCCCCTTCAATAATACTT
TCTTTTGCTTAACTGATTAACAGAGTTAGCATAGATTATGTTTTGAAAAATATTGGACTG
CTCATGGGAAATATGTTGCCAGATAACCTGTCATTGTGTTTCCGCCTTTGTAAGGAAGTT
TGTCCACAGCTTCCAGCAAAGCCTTTCTGGTAGGATGAGTATTAAGGTGCCATTCTGTCC
TCGGGTCTCCGCTGTATTGAGCCAAACCAATCTGCACTCTTTCTGGTCCAATATCAAAAA
CACCGACCATGCGACCGATGAAATTGCGAACGGTTTTGAAGTTGAGTCGGCCAATACTCC
AGGAGCCATCAACAAGCAGCACGATGTCAGCTTTTGCTGTGGTCCTGCACTGAGGCTCTG
CAAGGAGAAGAAGCAGGAAACAGGAGTTATCAGGGAAGGTTGCACTACAAACAATCAACA
TAAATGTCAATTTTACTTTGAATGTTTGTGAAAAAGGAGGGAAAAAGG
>BJ504181 ID   BJ504181   standard; mRNA; EST; 251 BP.
AAAGGCGACATGGTTTCGCTTCNAGTGTCTTAAAGCTGAAAAATAAAGACGTCTTTCTGG
TTTCAAGACCTTTAAAGTGCAACTACTGTAGTTACAGCCTAACAGTAGTAATACAATATT
TAATGCGGTGAGAAATGGGGTCTGATCATTTTTTCTTGTCCAACTGCAGGAAAAGGTCNN
TTTAANAATAAAACAACACGTTAAANATGACNTCCCTGTNATGCATANTCNCCTTANACG
TACATCCCGCA
>BJ504183 ID   BJ504183   standard; mRNA; EST; 675 BP.
CAATCCTTCCTCAACAGAGTAATCCATAAGATTTACACTTTTTAAGTTATGAGTGCATTC
TTTGTACTTCATAAAAATGTGAACAGTTTATGTCCAGTCCTTAAAAAAACAACCGTGAAT
AGGAAACAAAAGGATGGAAATGTTTTTTTAAAGAAAGCTTCACTTTCAAGAGTTTTCTAT
TGCACGCTGTGTGTCTAGAAAAGTCTTGAGTTGCAGTGTTTCTTCCACTGATATCATGCT
GTGGTAGAAGCTGAGTCCAGTCAGGAGCTCGATGTCTCTGACCCGAGCGGTGTGGAAAGA
CATCCAGCTCTCAACAAACTCCAAATCTGACTCTTTGCAGACCTCAGAGTAGTCTGGTCT
GTGAGGAAGAATAAAAGACTGGACCTTCAGTGGACCAACACAGTTAGTGGGGAGTAAAGT
CAAATTTTGGCAACTGTTCAGAATTAAGAAGAAGTGCGTTGGGATGGATGCTTCATTCCC
CGAAACTTCCCTGACAGGATCAACATTCCCGTCATAATCCGTATCANATATTGGCCCGCT
GAGGATGTTGATTCCGTTAAGCTGTTGTGAGTATTTTGGTAACAGGGATTGATGAATATA
GTTCCAAACCTTTTTAAATGCAGGGAACATTGGCACCATGTTGGTGCCAATTAAAGAGTC
TGTTTCTGGACCGCT
>BJ504191 ID   BJ504191   standard; mRNA; EST; 759 BP.
AATGTTATACTGTTGGTTTCAATTCTAATCAACTCCACAAAAACATTGCTGTGGGTTCCG
TGATTTTTGATCACACGATGGTGACGTGTCTGTGCTTCTTGGACTGAGCCTGTTTCACCA
AATCTGGAACCTGTGCATTGTGGGAGTAGCTATCCTGGTTTGTAAAAACATCAGCGGTTT
CAGCTGTATGACGCTGAAATGATGGGTTGTCTCGTCCTCGTCTGTTTTCAGGAACAGCTA
TGCTGCTTATCTGGCTCTGTGTCCTCACCCTCCTCATTTCGTCCTCGTAGTTGAGCTGTT
TTCCTTTCTTTTGTTTGTTGCAGAAAATGATTCCAACAAATAGCAAGACCAGCAAAGCAC
AACATCCAAAGGACACAACCACAGCCACCAGCACCGTCCAGTCAGGAGCAACAGAAATCG
AGCTGCTGGTGGTGTTGAACAAACTGCTATCCAGAGCCTGCCCATTCTGACTCCAGCTGA
TTGAAGGTGTGGGGTACCAGGAAGCTGCGATGCACTGAAACTGGACCTTTTGGTCCTGGT
TCACGGTTAGGTTCCCTCCAAGGATGTGCAGTGTGCCGCTCTCTTGGACACTGAGATTTG
CCGTCTTTGGTGTGTAGCTTCCTTGAACGATGCAAGACACTGGTCCAGCGTCTGAACGAC
TGATGCTGTAAATGGTAAACTGCACGCAGTTCCCGTCCGTGCTCTGGCAGAACCCGGCTG
AATAGCGATTTCCTGAATGACCTCCCCGTTTTTCTGGAT
>BJ504270 ID   BJ504270   standard; mRNA; EST; 727 BP.
TTGTAGTTAAAGGCATTGTTACATTTTCTGAATAAAGACAAATTTTCATAATTCTCTTTT
GGATTCATTTTTACATCAAAACGTCATTAAGGTAAAATAATGCAGTAGACGGCTTTAAAT
ATATTTTCCGGTGTAAAATGCTACAAAGGGCAGCAATAATGGTAGAGATGATCACATTTA



AAAGGCATACACATATTCTTCAGATTAATTATTGCTATACATGGTGCATCCAGCTGTTGC
TCCGTGGTACCGCTGTACTGGTTGCTAGTAGCGACCGTTGTACATGCCTGACTGTTCACT
GGCCAAAGCAATGGATGATTTGACTCCCTGAAGCTGGAAGAAGACTTTCCCTCCTTCCTC
TGGACACACTGCCCTCAACTCCTCTTTGGACATGCCCAAAAGTTGCCTTCCACTCAGCAC
CCCGAGGCTGGAAGTAGTGATTCTGGAGAAACCTTTGTACTCGAGCCAGGCCTTCACCTC
CGCAGATGAGGAGTTCATACCCAGAGTCACAGGACCAAAACTGTTGCGCTGTGCATATGG
TGGCTCTTCTGCAGATCTGCTGCTTGAAGCTGGTTCCAAAATATTCAGAGGAACGTTGCC
TTCTTCGCCATGCGAGTTGCGAACAAGCCACCATTGCTTAGCTTTATTAACCACCTGAAC
CATCTCTCCCTTCATAAGACTCAACTCTCTGTTGTTCCTGGCATTGAAGTTGTATATNGC
TTGCATG
>BJ504289 ID   BJ504289   standard; mRNA; EST; 672 BP.
CCCGTTTGGGCTGCCGCGTGCATACATTTGATTACATGTTCGGTTCATGGGTAGACTTTT
TTGTTCGTTTTTGATTTTTTAATGGAAAAATAAATAGATAAATAAAAATATTAAAACAGT
AATATGGTCATTGTGTATTATTTTTTTTACAAAAAAAAGCACACAATATGCATCAACATA
AAAATTGTATAACTTGAAGTCAGTGCAAGACTAAAAGCTTAAAACATTTTGGAAAATATC
TTTTAAAAATATTTCTTTACATAAAAATCTTACTTTTTTTTAAAATCATAAGACATAAAG
CTTTACAAGAGCTTTTACTGTAAAACATGCTTGAGCAAAGGTTAAATCAAAATAGACCTT
TTAAAAGTCACCATTAGTATTGATTTAAAATGTTCATAAGGTGCCATTTAACCATGTTTC
AATAGCTTTCTCATGAGCTAACACATCTTTTTGCCAGTCCACATGCCACCTAAGTCCAGC
AATAACATGGCTGTAGTTTTTTCCTAAACCCCATCGCCATTTACCAAATGCTTTTTTATT
GTACAAATGGACCGTTGAAGAGACTTGCGGATAGTCAACAATGCTGCGTAGTAAACTCTC
CAGACGTGACTGCACATCTGGGAATTTATGAACCACATTGTGAAGCTCATCCTTGTCCAG
CGAAAGGTCAAA
>BJ504303 ID   BJ504303   standard; mRNA; EST; 652 BP.
ATTGTAACTTTCCTCGTTTTGTTTTTGCACAAAAAAAAACAAAACAAAAAAAAANTACCC
TTTTCAAAGGAGTTGATCACCCCTCCCAACCCCAAAAACCCACCACTACGGTTACNGTAT
GCTCAACACNTTTAAAATCNTTGTAANTTACAGCANTGTAAAACGAAANAATGTCAAATA
AAATCANCCCTGAAAGAGAGAANAGAACAGCANCAGCCANAATAATAAATCAAATCCAAT
ACCCANCACCTTAATACAATGATCCANCTTCTGACANATTCCAAACTGAAGTACAAAGGA
AAAAANAAAGCGTGACGTCGGCTGACGGGACCTTTCCAANAAAGGCANANANAAACTTTT
CTCCGTANCTTTTGGGGAGCTGTTCTGGACCAAACAAGGNTTTTCCTCCGGGCNAAAAAT
AAAAAATAAAAAGACGAGTGAGACGGAGGAATCATCACGTCNACCATTCTGCGATCCGGA
AAAACGGGGAGGAGGGTTGTGCGTAAAATTTAAATGCATACCCCAAAAAAAATAATAANG
GCNGCAATGAAACCGTCCACTTCCCGTCANACAATCCAATTCTNTACAAACCTCCCGCCN
CAAAAAATATTTTATCAAATCAAAAGTAGAGATCCTGGTTGTTCATTTCTCC
>BJ504341 ID   BJ504341   standard; mRNA; EST; 718 BP.
ATCTGTCAATATTTACAAAAAACAAAGTATTTACATCACCAAAATGAACTGAAAAAAAGA
ACAAGCAGATGCACTTTTCTCCCCTCCCATCAGGGATCTTCCTCTTCTTGTGGAGTCTAG
GAACCGGCTCCAAAGTTCCCAGCTTTCTCTGCGACCTCCAGAGCACTTTTCAGGTTCTGA
TCAAAGAGTTCACACCTGCGAACAGAAACGGCAGCGGTGGAGGAGGGGGGGCTGAGCGGA
GAGCGGGAAACACGGACACTCCTCGCGCTGTCGGTTACCTGATTGGCATTTCCAGGGAGT
AGAACGGGTTCTTCAGAGCAAAATCTGAGTAGATCTCGTAAATCTTCTTCAGTAGAGCAT
CGATGCCCGACTGACGAGGATCAGCCAAAACGATGAACTTTATTCCTGTGAGGGTCTGGA
AGCAGTGGAGTTTGAAGACGTCTGTCTCCAGCATCTCAATCCCTGAGCTGCCAACTTCAG
GGGACAACTGTGAACCAATAGCAAACAACGAATGGAACATGGAGGCCAACATCAGCTTCT
CGTTGGAGCTCAGACGAGCCCGTCCAAACCGTATGGAGACGGGATAATTCGCGGGGTCTT
TGAGGTACTCGAGGGTGTCCTTCCCGTCCGCGGTGTTCTTCCCGATCACATCCACGCCAT
TGATGGACAGGAGCGCATGTCCCACTTTAATTTCCGTCCCGCTGTCCNAACGATACGA
>BJ504346 ID   BJ504346   standard; mRNA; EST; 213 BP.
GTAACCTGCACACCTTTGCTCTCATGTTATCACCGGTTAAATCCTTCAGAGGAGGAAGGC
AGTGGTAGTTCAGCGCCTCAGTGGAAGTATTTCATATTTTATAGAGCTTTCTGTGCGGTC
AAATAGGTGGTGCTTAGCACAAAACAAAAACATTAACAGTAACACAGGACGACAACAGAG
AGTACATTAAACATAAGACAAATCCTCGTGCCG
>BJ504353 ID   BJ504353   standard; mRNA; EST; 472 BP.
TACNTTTTANTCATCGTTCTGCTTTCTATAAAGTTTGNGCAAANTTGCAAACACCTTANG
CAAATATNACNGGTACTAAAAATGCAGTGAAAATGTCNAANCTTGAATTGATCNCCAGNT
TTTGTCAACATCNCATCAAANAANCTAAATATCANGATCCAAACCCCNCATACGNATAAA
AAAAAAAANAAACAAACNTCTNNATAAACAGATAAAATAAAAGGTAAATAAAAATACTTA
AATNGGATTGAGTTTTTATCAAAANGNCTCTGTATTTNATTTTTTAANAATTTGATTCAA
ATTCAAACTTTAATAATAAAATCNCTCANCAGGNGAAANAANAAACNAGNGTTTTCNCAC
ACAAANATGGGGTTAANCATTGACNTTTAAAANGTAANTAACTNTNTTTTTAAAGTTNTT
TTCAATACNTAATGATTTGACAAANGTTTATNCCANATNAGGAAAATGNGNC
>BJ504375 ID   BJ504375   standard; mRNA; EST; 735 BP.
GTTGTTTTTTTATTATGAAGATATGAACATTGGGTACAACCACAACCACAGAAAACAAAT



GCACTTCTATGTTTCACAACATTTTTTTTCCCTCTGAAAAGCTTTTTTCTCCATTTTTAG
CCACACAAATATCTAAGTTGACATATTCTTCCTTGAAAACTATAACTGTCTGTCTGCTTA
ACTTTGTAGAATAAAATGGGACATTTGGTCTAAACATTAACTCTCACAAAACCGTATCAC
TGATTGCCAACATGTTCACAGAAAGTTAAAGATCAACAAAAATAAAAACAAATTCCAAAG
ATCATTATTTTTAACCCTGTCACCTCCGCACCAGAGATGATGTAGAAGTAAGTTGCTGTT
TGATTACATGAAAGCTGTCTATTTAGAAACAGAAACAACCATACATGATTACAGTTTTAT
CACCACCGCCACTTCATCTATATATGCCCTTTAGTTTTTATAAACTATACAACAAACTGC
ATTTAAGCGTAATCATCCAGGTCTTTGTCTGTCATGCTGGCCTGAACAACTTCTTGGATC
CTTTTAGTTTCCTCCGGGTCAGCAGCAGGCAGAATGGCCTTCAGTCCACCTTCAATTTGT
TTCATTCTGGTATCTGTATTTTCCTCAAACTCTTTCTTGTTGCTTAGGACCAATTTTANG
ATGCTGTCTTGAGCTCCCTTTGCAGGAGTTCTGCAGCTTTGTGCGCTCTTCGTGGAACTC
TGGCTTGTCCTTATC
>BJ504409 ID   BJ504409   standard; mRNA; EST; 733 BP.
ATTAATTCAAAACTTCTAAATCACCAAAACCAAAGTTTGAAGCAGCTGAAGGAGATGATG
GTTGAAAGAGTTTAACAATTGAAGAATTTCAAATTTCAAAAGATTTCAAGATTCAAACAT
CCAAAAAAAATTCAGAAAAACACAGACNAGTAAAACAAAAACACAACAATGAGAATGTTC
ACCGATATAAAACAGTACAAAAACTTTATGGCATTCACCCAAAACCAGTCACCCTTTAAG
TCATCATTCTCCCCTTAAACACCAATAAACAGAATCTGTATCCTAAATGATGGATTTGCA
GTTCTTTGTAGCTGGTGTTTCTCTGAAAAAAAAGTGCAAACTGTTAACTGCCTGGTCACA
AACCAGTTCTTCCTGATTTCAGCACAAGTCCTTTTTGCTTCGTTCCAGCTGGATAAAAAC
AAGACGTTAAGTTTGGAAGTGTAAATATGTTTTACCAAGTTTTATAGTTAAGGAAAAGAA
TTTAGCATGCCCTACTATAGATAAAATGATTTAGAATTTGAAATTAATGTCATGCAGTTC
CTCTGTTTCCTCTGTAAGCCAATGTAAACATTTAAAATGGAAATATAAGAGCTCTAGAAC
AGTGTTTTTCAACCAGTGTGCCGCGGCACACTAGTGTGCCGTGGGAGATGGCCAAGTGTG
CCGTGGGAAATTGCCCTCATTAACTGATATAAAAACATTTCCCATCTCCCGGATTTTAGC
TCTCTGTTCATCC
>BJ504410 ID   BJ504410   standard; mRNA; EST; 792 BP.
GGTCTTTATTTCAGGACTTAACAGTCTTTAGTTCTCACACTCTGCTCTGACCAATGAAAT
CGCTCAGACGAGAAGCTCCTCCCCCAGAGTTCTGTGACGTCACCAGGTGACCTCAGCCAA
CCCATTCCCTCTCTGCAGCTCACCTGAACGGCAGGTGAGACAGCAGAGGAAAAATGTTCA
GTCTGGGCTCTGGAAGAGCGGACGAGTTCAGGCGCTGCAGGTGCTCCTCTGACGGGGGCG
GGGTCACGGCATGGGTGGGTGTGGTCACAGGTAACCCTCCTTCTTGAACTGTTCGTGGAG
GATGTCCCGGTACTCGTCAAAGCCGCCGCTTGTATAATAATAATAAAATAACCGAGCTGA
CGTATCTATGTATGTAGCCGCTCGGCGGGACTAAGTTTCGCTTCCGGTTTTTAAAAACAC
TGCTGCGCATGTGCGAATGATTTATTCCGACCGAAAGTGTGACCCATGTGAATGTTTTTT
ATAATCTGAAAAAGTTTTTCTGGGCCCATGTACACGACACGATTGGATCCTAATCCGACC
ATTGATCCCATCAAGATATTTTGCACATGTGACCGCGTCTTATGGTGTCGACTCGCAGCG
TGCCGGGGGCGTGGCATCACGATGGAGTCTCTCCATCAGAATGTCAGTCAACCATCACGA
TGGACGACAGTATCGTCCATCGGCACAACCCTAATATATATATTTTTTCACTTTTAAAAT
TGGTTTGGCACGACTAAATGTGTATCCNACCTGCAAGTAATAAACTGTATTCAATTCTTC
AGCAGCAACNAT
>BJ504422 ID   BJ504422   standard; mRNA; EST; 681 BP.
ATGTGGAATACAAGTTAAAAATGTATCATTTATAACAATAAAAGGCAAGAGTGAAATACA
GTTCTGACTACAAGTCAACATTGTTTTAACTTTTGAAATTCTTAGCTATTCAGTACAAAA
GAAAACGTAATATACTGTAACGATCAAGCCAGATCGTCACTTCAGCGGGGTAGCGAAGCC
AACTGCTCATGAAGAGGCTTCAAGGGAGAGCTGTCTGTGCCCCATACACCGCACGACCCC
GGACAGTCTCAAGGACACACAAACAGCCAAACAGCATGGAGTGTCACTTAAGTTCACCCT
CTGACTCAAGGTTTCACCCTAAAGCTCCCCACTTCCCATGAGCCTTTGGGGCTGAAGGCA
GGGCCAACCCCCAGGTCGCTACAATACTTTTCTTTTTAAACAAACTGGTGGTAAAGAATA
ACCAAACTAAACATTCACAGAGGGGTCTGTGAAGGTAAATCAGGGGTCTTTCAACACTTG
CAATATCGTCAAACAAATTGTTGATTCTCTGCTTTTCCACTCTTATTTCACTTTTGGACC
TTGATTTCCAAGTCAAATGCAAAACATATTTCGTTCTTTCCTTTTATATTTTCTTATTAT
TAGCCTCANAGAGCCATGTTTAGCACTACTTGTCGAGTTTTTGTCAGATAATTGTGTGGT
GTCTGTTANAGTTTATTCTTA
>BJ504426 ID   BJ504426   standard; mRNA; EST; 369 BP.
GCACNAAAGAANGTTGCTGTTTCATCCCNACTGGNCATNGGAATCNTTTCGCTTTTCTTN
GTTGAATACTNNTCTTTCATATCNCACAANGNNGGACATCTAACTGAGANATTTAAATTC
TNATANNTNTTAATTTCNTTCNCTCGTTNTGCNCCCCTTNNGGATNGAAANAGAANTTTC
AACNNAAAATAGCNNAAGTTTCNNTGGACNNCAGGGATGAAACAGCAACATTCTTTGGTG
CTGTGCTTTCATTCTTGGTTAAAAAAAAAAAAAAANGGGNAANCCCCNTTTNAAAAAAAA
ACNNGNNAAAACNGNGGNGCTNAAAGNCNCAGTNAAAAAACCGGTTTTCAAAAACNACNG
GGATTGANC
>BJ504460 ID   BJ504460   standard; mRNA; EST; 402 BP.
GATTTGTTTTTTTGAATAAATGATTTTAAAAGGTAATAACAAGGTTTAAAACTACATTTT



CTTCACAGCCATTGCTTACATACTTAAATAATCCATCTATATAGATTTGTTTTCCATCCA
TTCCCACATTTTCATTTCAATTTTTTTTGCATTTTGCCCATTTTATTTTTTTTTGTAAAT
TCCTCGTTTTTTTTTCGTTGTTTTTCCCTCCATCCAGAGCCATATTANAAAAAAATGCCC
ATTTTAAGTTCCAATACACTTACAGAAATTCAACAGGAAAGGGTTGAGGGCCTAGCTCTA
CAGGGNGTGGATGGAAAATTCCTGGTTAACATTACTTCCATCATTTTTTTCTGAGAAAAC
TGAATTTCAGCACAAAAAAAAAAAAAATCCAAGNAAAANTNG
>BJ504486 ID   BJ504486   standard; mRNA; EST; 667 BP.
TTCCTGGTTTTTCCTCTTCCTCAAAGTGCAGATGGTGTTGTACAATTTGCACAAGTCATG
ATTTTTGGAACATATAGCACATCTGTAACATTTGGAGTAAATATGCAGTCAATGTTGGAA
AAATAGTCCGCAGTCAACTCATAAATAAGGTATAAAAAAATATTCTTTCAGCTGATGATT
TATGAATCTTGTAAGGAGTTCGCAGTTCCATGAAAAGAGGTGAACCTTGGTCTGTGGGAA
TTTATGCCTTTACAAGGGAAGCAAACTCATCCACTCCAATCTTGCCGTCACCATCACTGT
CACCAGCGGCGAGGAAAGTCTTGGTCTCCTTGTCAGTGAGTGCTCTGGCGCCAGCAGAGA
AGTTCTGCAGGAACAGCTTCAGCTCCTCCTCCTCAATGAAGCCGCTGTTGTCCTGGTCAA
TGGTGGCGAAAGCCTTCTTGACCTCATCAGCAGACTTGCTGGCCAGGCCGCATGCCTTGA
AGAACTTCTTGTAGTCGAAGGAGTCGGCAGCTGCGCAGCCATCAAGGGCAGCTTTCACAT
CAGCATCATTGAGACCAGCGAAGGCCATTTTTTTATCCTTTGCGCTACGTTGAGGCGAGT
GAAAACCAAGGCGGCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCT
CTCTNTC
>BJ504490 ID   BJ504490   standard; mRNA; EST; 206 BP.
TTTCTGCCATTTCCCATGTCCTGCTTTTCTCAAAAACAAAAAATAATAATAAACTGCAAA
CTGGCAACAAGTCGTTACCTCAAAGGTTAAAACTGAAAGGCTGCGCATTTGTAAATGAAA
CTCTGTGCAGTCAGGAACCTGAGTGATACAAAAAAAAAAAAAACCNTNCAAAGGGAAANN
TTTAAAANCTTNTTTTTTTTTAATTT
>BJ504525 ID   BJ504525   standard; mRNA; EST; 111 BP.
AAGGAGTCACGATTTAGGCGTCTTTATGTTTTGGAAGAAAGAAAAATTGGCACNAGTCAG
CACACTATGAATATTGATGCAGTTCTGGTTGATGTTGGGTTTGGAAAGTGG
>BJ504532 ID   BJ504532   standard; mRNA; EST; 154 BP.
CCACACACTAGGTTGGCTGGCACTGNAATGTCNATTTTTTTGGGCTTTGGGAGATTCNCA
TTGTCNATTATCTNTATNAATTCTTCCTTGCTTTTTGTGAGGCGGGGATTCAGNNTGNGC
TCCTCTCCAANTGTGGAAACGGGCTGGNCTAGAT
>BJ504535 ID   BJ504535   standard; mRNA; EST; 700 BP.
ATGTGATATAAAGTCTGGAAACATCCTGCAGGACTGACCCTGGATTAGAACCGCTCAAAC
ATCAATTCTTTAGACTTAAGTGACCCGAGGATGTTAAATAATGCATGCAAAGATACACAT
GTAACAGCTGAGACGGTTACTCTGTCACTTTATACATATGTCATCCAGTAGAATTAAAAA
AGCACAAATTTACTCATCAAACACGAAACGAACGTTTACAGCTTTTCCCTCCCGACCTCA
AACGCCCCAAACTGTGACAGAAATAGAAGTAAAATATCCATGTTTTTACAGAAGAATATA
AGTGTTCATCTATTGTACAGTTACATGCTCTTAACTGGGACAAACTTGGCAAGATGCTCC
ACACTTGAGGTCATGTGATGAAGTGGCCGGGTGTAGAAGATCTGGGATTTATCTCTGGGT
GGTTTAAAGAGGAACCAAACTATCTGTAACTCATCAGAGCTGGGCTGTCAGCTTCAAGCG
TCCAATCAGAGGAGAGTTCAGTTGTAGGAAGAACTGTCTTGTTTTTGGAGGTTTTATTTT
TTTCAACAAACAAACACCACTTCATACAAACATGAGCAGCTTTTATTGTGGCCTTTGATG
AACCAACTAAGCCACTGAACCCACTGAATATTTACAAAAATAATCCTTTGGATTTCCTCC
ATCACCCCTTCATGCACTTGATCTTGAAATTTGACGCAAA
>BJ504540 ID   BJ504540   standard; mRNA; EST; 337 BP.
GATTTCTGATTACTTACNAAACCCTGAGACGTGATCCAAGTCTTACCTGGGGGACTCGTT
CAGAGCGGGGATGTGGCAGGACAGGTGAAAAACTTTGGGACACTTGTCGCAGCACANCAG
CTCTCCTCCGTTCTGGCAGACGGCGCACCAGTCCTCGTTTGGGTCTTCCNCTGGCTCCGC
CTTCTTTTCAGACTCCGGCTGTTGCGTTGGGGGCTGAGGACGTAAGTCCTTGGAGTCCGG
AGCTGGGGCCAGGGCGGGCGCTTTGTGCAGCTGCCGGAGCTTGGATTTGGCTGCGGTGCT
GCTGTCCGGCAGGCTCGACCCACCGCTGGACTGCACC
>BJ504545 ID   BJ504545   standard; mRNA; EST; 678 BP.
TTGCCAANTGCAAGAAAGGAAAGCATGCATTAAAAAGCAGAAAAAGTCATGAAATTTGAT
CAAATGCAATCATAATAGTAAAATTAACCTCATGGTGGTTTGAGTACTTCATTTCAATCT
AAATGTCATTATACCAAATTGATTCTGCCATTACCGGGTGTCATTTATGATAGGCCTAGA
AGCCTGATTATACATATTCTGGTCTCACAACAAATACATAGGTGTACTTGTTGTCAACAC
AAGGGTAGGGAGAAGCCTGGGTGTCATTTTTGAAGATGTAAGCCATGTTGTCTTTGAAGC
TCTGAACCTGAAAGATGTACGTGTTTTGGCACATCAGTAGGAGACGGTTACTAAAGCGGA
TGCTGCTTGGTCTGCTGCTGTAACTCTGCTCACTAAGCATGGCTGCGGGGACCGACTCAC
ACCTCACACCTCTGTTTGAACAATCACTCTGCCGTGTGAAGACATTTGCCTCCCAGCTTG
TTTTTCTGTCTCGAAACAACAAACTGTTGTGCAGAGGAGTTGTGAAGCCGCTTCGAATAT
TTAGAAATGAGTTGGGATTGTAATTACCGTACCTATCANACCGGTTGTATGACCCCCCAA
ATTGATTTTGATATTGATATTGATATGGATATTGATTTGGAGAGGCTTTCCTGGGTTCTC
TCAAAACTTTACTCCCAG



>BJ504554 ID   BJ504554   standard; mRNA; EST; 667 BP.
TTTTATTCACAAGATTTTCAGTAAATTACATTAAAAATTTGCAACTCTGTCACCATGAGT
CAATGTTCCCCTTAGATTATAGTTCAATTAAAAATGCCCAGGACAGGTAATTACTAAGAC
AACCTGTTTAAAAATCGACCTCCCTGCACACCCTATTATATCAGGAAAAAAAATCCAGCA
TCATGTTTTTGATAAATTACAATGAAAATAACTTCAACGTAGTGACCCCTTTCTAAGAGA
ACTTACAAAAATAAAGAAGCAATGACAACCTGGAGTTATTTAAAGAGTTCTCAATTAAAA
AAATATATTTTCTTTTTTAAATTGTTTTCCATATTTTATATAACTGAATAGATGTTTTGT
GGCTAAAAGGACTTTTAAACATATACTTTTTAATGTAAATGACTCATTGTTGTTTCACTT
TTTTCCATTTTATAGTTTACACAAATCAAATAACTGATGATTATGAAAAAAAATCCACCT
CCAAATCAGTATCATCTTTCTTTTATATGCCCATTTTTACCTGATAGAATGATCTTTTAA
TGTCACAATAATACCATAAACTCACATTTCTGATTTAATACATTTAATCCCCCTATTTTA
TAATGATATAAAAAATAAATGAAAACATCCACACTAAGGTACCAGAATCATCAGCAGTAG
TAGGAAG
>BJ504578 ID   BJ504578   standard; mRNA; EST; 509 BP.
ATTTGGAAGCTGCCAAAGACTAGCTCATTCTAGCANNTTGTGTACATCTTNNGGGAGNAG
ACGACGGCTCGNANAAACGTATCTGCTGGCTATATGATGAGGGTGTTTNANGATACAGTT
TTGNCTGTGTTACAAAGAGCCGNGGANAGGATTCNCATTCTCTTTCGGCATAAAGAAATC
GGCGATNAACACAACCCATGANGATCTGCTTGNAGATNANACTTGACGCCTGGNANGGAG
GNGGAACAGCCGCTCCGCCCTCTTTTTTCGGCCNACTCANTTTCTCATGAGCAAATCCAT
CATCTTCTNCNGGACCCACGGGTCCTCTGGATTGGCGNAGACGGTCCGCTGCTTTGCAAG
TCCNCGCCTCTTTTTCATNAAAAACACAACAGCTCTGATGTTGCAATCTCCATCTGTTTC
CTGAATCCNGTANCTCACNATGTTGNTCCTCTTTNTNGGACCGAGTTCTCTCANGTAGCC
GAGGCAGCANTTATCAGANGATCCTTGTG
>BJ504579 ID   BJ504579   standard; mRNA; EST; 652 BP.
TGTTTATTTAGTATATGACAAGGTGTTTAGTGTACACAAACACCTGAACACTAAACTCCA
ACACTCAGACACAGACTGAACTACTCCCCATTGAGTTTGTACATGGGTGAAACGTTATAG
TACACTGTTCACAGCACTCATGTTTATATACACTGCCAATTTGAAGAAAGAACGGAGATG
TACGGATGCAGAAAAGAGATGTGGAAGCACAGACATGTCAGCTATGACCGTAAAATGATG
TCATAGGATTAGAAAAATGTGTATTTTGTGTAAAGACTGCCAGAGTGTGATGGTGAGGGA
AGAGTGACAAGAAAATAGCATGAAAGTAGCAGATTTCTGTACAAGGTATAAATTAGCAAC
TCAGAGCTAAAATCCTCCCATGCATCAACCAGCAGGTTATTCCAGTGCCTCTTCTAGTCT
CCATGTGGTTCTCCTAAAAGTTTCCGTTCTACAATCATAAAGGAACCACAACAGGATCCA
GAAGCTGTTTGAGCAGAAACACAGTACATTCAGGTTGAGTCTTTCTATAAGTGCAGCAAC
AAAACTTTGGTTGGTTCAAATGTGATGCAGATGAAAACATGATGGAGCTCAGTAAAAGAC
AGTGAGCAATTCCCACACACACACTCACACACTCATGATGATTAAGTACCGC
>BJ504586 ID   BJ504586   standard; mRNA; EST; 498 BP.
AACAGCTGCAACATAATATATTATCTGAGAGTGGCATTTATCACCCTCTCTGGTCAGAGT
TGGAGGTCAAAGAGATCCACTTTTCCACTCTGGGGGGTGAGGAGGGGGGGTCTAACAGAG
CCTTTGACAAACAGGAGTTCAACAATAATTAAAGATAATATGGCAAAAAACTGATTGGGT
TCCAGGTGAGCAGAGAGGATTCCAGTACAAATAGAGGGATCTCTGCTGTTGACTTCAAGG
AAGAGATCGGCAATCTGACACTCTCCTGGGGGGCTGGGGGGGGGGGCNTTGGNCTGCATC
TTCNACCATGCTGGNNCTGTGTTGGCCAATCGNCTCATTCCCCTTGNATTTCTGNCCNGG
NCTCTNATCTTCTTCTCCNTTTCTGCATCCNTCAGGGTCTCCANCAGGGGGCNCCNCTGG
TCACCATCNCCGGTGTTTCTNATGGCAATNTCCNCTGTTGGCAAAGGGTTCTCACTGAAG
GCNTAGGNCCNCTGGNGC
>BJ504596 ID   BJ504596   standard; mRNA; EST; 161 BP.
AGAAACCAAAGGGAAGAAAAGTTCTGACATCACCATGACTGATTCATTCTGACAGTAAGC
AGGACACAGGAACTCACGGAGGCCATGTTGAAAATGCTAAAAGGCCACTGTTTTTTTTTT
TTTTTNCNATNGGNAAAAAATTTTTTGNANGGGGGGGNNNC
>BJ504600 ID   BJ504600   standard; mRNA; EST; 690 BP.
TTCCTTTATACTTCTTTGTAAAAAGAACACGTCTGAATGAAAAGGCAGCCGAAGGCTTCA
GCGATGCTTTTGTTCTGTAAGACATCTTCACCGAGGAAGACTTATGGCTCATTAAATTAA
CTTCAGGATGAAGGTATTTGTTCGTGTGTTACAATCAAACACTGAAATGTTCCTAAAAAC
TGAATTTCGACACTGCAGTTCGCCTCCTGTGTGAAAACCTCGGCTTCACGGGTTACAGTT
CCTCATAGCCGGCTGGACGCGGCGCCGTCTAGACATCAAACATTCAGAGTTGCATGTTTT
TGAGGTCCAACATTCTGACAGGAAGGAGGAAAAAGCGTTGGTTTGTTCTGCTGCTCTCTT
TCTGTTTTTGGTCGATCGTCTCACCGGGTTGGGCGGTCCCCTCTACGTGCTGTTGGCCTG
CTCCTGCTCAAACAACGCCATGGCGAGATGCGAGCGTGACCCCAGACTCTCCAGGTTGCT
CAGGACACAGCGGTGGTAGACGTCCTCGCTGAAGCGAGGGTTGCACGCTCGGCGTACGTA
CTTCTGGATCAGAGCGGGTTCCATGGCTCTGAAGACGTGGAGGCCCGAGTACCGCACAAA
GATGTCGTACACGTCCATGCTCTCCAGCAGCTCCTCGTTGTCCAGGATGTCCGCGGCCAT
GGTGGTGCGGGCGCTCATGTANTCTGCGTT
>BJ504627 ID   BJ504627   standard; mRNA; EST; 416 BP.
TNTTTGAATTTTACCTGAAGCAATTACAAGACATTTGAGAAGTTCACAAAGGAATGCAGT



ACAGAAAAAAAAAAAATTCCNTTGGGAGCAACGCTGACTCATCAACTCTTCACTAGGAAT
CCAACGGGATTCATCTTCAATGCAAGCATTTAANCNGTGAACAAAGACCAGAAGGACCAG
GAAGCAAAAANACGGGAGGANAGTGAANANAANANATCTACNCAACATTGAGGGAGTGGT
CTTAGGAAAACAAAAAAAAANTACGGGAAAAAATGGATNANCTGCCNCNCCTGTNATCTT
ACAAACCGGCTTACGGCANCAAAGGGTCAAGCCCCGGAACAGCACCGGGNACTNTGCACC
GCANCACGCCACACCAAGTCACCAGCGCANTGCACCGCACCTNAACNGCTAACCNG
>BJ504660 ID   BJ504660   standard; mRNA; EST; 710 BP.
ACCCTGCAGCACAGCACACAGCTTCTCCCAGATTGTCTTCATCATGTTAGAAGATCACTC
TGAGGAGCAGAAGAAATGTCATTTAAAGGTCCAGAGTTGACTTTATTCACGCTTCCATGG
TTTCTAACTCTGCATGCTTAGCAATGACCCGATGACGGCAGCAGCAGGCTGCTGACGGCG
AGCCGTTCACCACCTTTATCAGAGCCTGATAACAGGAGAACGTTGACCACAGGTCACCTG
TAACACCTGTAACATTTGTCACGCTGACGATTGGGACGTTTCAGGATGAAAAGGAACCAA
GGCGAGTCCCAGATCTGCCAGGGTTTTTAGGAGAGCATTCACGAGTGAGAACATCTGATG
GAGATTTTCAGCTCCTCAGGATCTTCTCATGCTTTGCAGCGTGCATAAGGATTTTGTGTG
CAGGTAGAGGTTGTTCTTCATGTCAGGAAACAACATGAAGCTGAGGTCCAAGCATAAGTC
CAGCTTGAAGTTCTCCTTGGCTTTGCTCCATTCTTCCTGCTGTCATCAGGGTGGAAGTCA
TTTCTGGTGGTCCTCAGACCTTTTCATCATCATTTCCGTGCATAAAAACTCCATCCCAAA
GAAAAAGATGATGTTCCTTTGAGCAAAGTCTTTCATCCCTCCNACGCCGCTNCATTTTTC
CTCTGCTTTGGACTCCCAACTCCTGAATCCNGCGGGCGGGTCGCTTGCAG
>BJ504689 ID   BJ504689   standard; mRNA; EST; 179 BP.
GCCTTCTTTTCTCATCCCTTCATGTACAATCTCTCACTCTCTTACAGCCCCCTCACAATT
ACNCACTAACATTACAGGTGCAACAAAAATGGTGCGCGATACNGGAGCTATCAAGCCGTA
CAGTTTTGGATGANATTCNCCATTGCGGTAAAAACNTAAATACCTAAATNAATTTGTGC
>BJ504696 ID   BJ504696   standard; mRNA; EST; 476 BP.
ANGGAGTCTCTGCTGTGCCCCCCATGGAAGTGCTGGGAGCTCTTCCACCTGGGGAGGGTG
GCCAGGTAAAAGCCTCTGCTGTGGCCTCCCCGTGAAGGGGTGGGAGCAATAGCCCGAGAG
GGGCACTTCAGCTTGAGAAGGGCGGCATCCACTGTGGCCCAGAAAAGCTTTTCGTCATTG
GAATGGAAGTCTTTGTTGTGGCCCCCCCTTGAAAAATCGGGCACTGCAGGCCGCGAGGGG
CTTATCTGCCAGGGGAGGGTGGTCTGCAGATTGGTCAAAGGATGAAGCCCGAATTCGGAG
TAGAGATAATTTTTTATCAATATGAAGGGAGTCTCTGCTGTGGCCCCCCCTTGATGGGCT
GGGAGCTCTTCTACCTGGGGAGAGTGGCCAGGTAGAAGCCTCTGCTGTGGCCCTCCTGGA
AGGGGTCGGCACAATAGCCCGAGGGGGGCATTTCTGCTTGAGAAGGGCGGCTTCCC
>BJ504765 ID   BJ504765   standard; mRNA; EST; 735 BP.
TATCTTGGTGAAAATACCACACACTATGAAGCAAACAAATCAACAGAATCCACAAAATCT
ACCCTTTAGATGATCATTTAAAAAAATTGAGATTGATTAATATTTCAAGCACAAACAAAC
AGGTCTGCTAGAAACGACCGAAGGGTTACTGCAGGCATCATCGGTGTGTGAACATTGACA
AGCCTTGCATTGTAACGCATACATTCTGATGATCATGCATTATCTGTGTCAAAACGCAGA
TGAATTATTGAACTTTGAACAAATCACAATAAAGTACCCAAAATTCCATTTTTTTTGGCT
TCCAGTACTTTTAGAACCAACTAGTCAGTTTCATCAGTATTTGCCCTAACACAAGTTAAA
CATTAACAAATCCAGGGTAAGGTTTTATATCAGAGTTCTGTGTACAACAAAAAAAGAGAG
AAATCCTGGACTATAGCAGGTCATAGAAATAATCCAGTCCTTGTCCCAGTTCCCACAAGG
ATATTCCTGTTCCCAGTTCAGTGGCTAACGAGATCCTCATGTTGATCGACTTCAAAGATG
GATAGTACACCACATGTTTGACTGCATTGTTCCTTTTGTAGTTGAAATAATGCTCGGCGG
CATATTCATCCCAAAGGAGCTTTGGTCTGTGCTCCCTGAGAATTTCAATGTACCTTGTCC
CCAGGATCGGCTCTGTTCCCTGGCTTGCAAAGTCGAGACCATACCAATTTAGTCCAAGCA
AGATTTTTTGCCTCC
>BJ504774 ID   BJ504774   standard; mRNA; EST; 761 BP.
ATTGTATTTTCAGACAGCTTTTACTTCACAGACAAAACAATAAGGAAAAGGTGCATGCTG
GTGTGTCTTAACGTAACCCTTGTGCTATCCTAGGCACTTTATTGGGAGTCGGGTCATCTA
GACCCACTAGACAGTGCTCTGAACCTTTTTTCTTCAATGATTTGTGATCTTCACTGGTGT
CTATGGATTACATGAAATCTTTCCACCTTTATCCACATTTGTCATGGTAGGGAGAACACG
TCAATGTAAGGGTGGGGTCATCTAAGATAGCACAAGTGTTAAAGACCCACTCCATTAAAA
ATCATGTGTTTAACATGTTCGTGCTGCAGTTTTCTCAAGAAGGAGGACATATATNAAAGA
CTAAAACTGTGTTTCTGAGTATAAGGCTTTGTTATTCAATTTGTGATGGATTAGGGTTAG
GGTTACTATGCACCACAACTCTGCAAATTTCTAATGAACTCCTGCCGCTCTGCAGAAACT
ATGTCTTAAAAAATGACGTTTGTTTTGTTTTTTGGCAAAAAACGACATAATCAAAAATAA
AAGACCACTAGGAAAGCTGTTACATATATACAGTTGGAGTGGGAATTGAAACATGGAAAT
TCATATAGATATTTTTATCACTTCTGAATAATGAAGAAGAACAATTCTTCCTTCATTTTA
TCCAGCGGCTCCCTCTCCACTTTAGTATTTTCCTGTACACAGATGAACCAGCCGCCGTAA
AGAGCTGATTCAAACGTTCGCAGTTTCGTCCGGTCAGCTTT
>BJ504779 ID   BJ504779   standard; mRNA; EST; 731 BP.
CTTTGACCCTCCGCCTGCGATCGACAATCATGTCTCAATTTTTCATAAAAGACTTCAGTG
GTTTAAATCGTTTTTTCTCTGTGTTGACTCTTTTCTCCCAACGATCCTGCATGCTATCTG
TGTAAGCCTATTGTCATCTCGTGCACTCTGACTATGGCGAGGTGACCATTAGTGGTTGAG



CGTAAACTGCATTTCACTTTACAGGATTTGGGTACAAAAACAGCATTAAATATAATTCCT
ACACATCCATTCATATATATATATATATATATATGAATATATGTGTATATAGCAGCAATG
CTTCCTAAAATAGCTTGTAAAGTATAAATGTGGAATTAGCAGAAACCAGATTTAACTTGA
GGTATCACTCTACNGGCCAGAAAATAACCCTATTCCATTTATCTTTAATAAACTCTGTAA
GAAGAANAAGAATGAGCCCATGGCAACNATTAAAAAAACAGCGTTAGTTTCGCGGCAGAC
CATGTGTCAAATTTACGGTTCCTATCAATTTTGCTACCTTTGGTAAATGACCCGCGGCAG
GCGCCAACGTCAGAGAATCANNGATTTCCTGGAAACAAGTGTGCACTGATTGCACGCTGT
GGNTGCTAGCAGCAGACAGACAGACNGGCNAGCTGCCCCCATGCAAAAAACATTCCCGTT
TCTACTTTAAATCTCACATACNAAAATAATAAAAAAAGCTACAAAAATCTATCTCTGTTT
TTTTTTTTTAA
>BJ504781 ID   BJ504781   standard; mRNA; EST; 549 BP.
CGAGTTTATGTCAAACCCAAAGAAATGAGAAAACTTTCAAAATTGAAAACTTTTTTTATA
TTTACAGAGCCTTCACAAAAGTAGTTTGTCATTAAAGCAAAGAAAAAGTCAAACAGAAGG
TTTTTTAAAACTACAACAAGAAAAATGCAAAAGGCATGAAATAATTGTATCCAGTGTTTT
CCAGAGAAAAGCAGTTATTTGAATAAAGTCAAATCCTGAAATCATCTTAATTTGTCAAAC
GAATGAGGTTATTCTGCTTGAAGAATTTACCTGATTTAAATATTGCAGCGTAACCATAAT
TTTATGTAGAGACTAATGTTCAGCTCAAAGTTAACATTTTGATACTTTGGATGCATTTGT
AACATAATGACTGACCAATTATGCAGTAAATGATATATGATCAGTAGATGGACAGCAGCA
ATATGCCAGATTCTCACACCAGGCACTTGTTAACAAACTCCTACATTCTGCACTTCGAAC
CACTTTAAACATGTTAAACCTATATNAGGACAATGTTCTGAACACAACAACNNANAAAAA
AAANCCCAG
>BJ504783 ID   BJ504783   standard; mRNA; EST; 191 BP.
AAAAAAAAAAANGGGNTTTTTTTTNCCCCCNAAAAAAAANCNNNAAAANCCNNNGGGGGN
TTTTTNGGGGGNNCNAAANTNNNAAANGGGGTTTTTTTNNNTTTTTTTTTTTNGGNAAAA
ACCCCAAATTTTNTNAAAAAAAAGGGGGGNTTTNCCCCCNCCCCCNNTTTTNGGGNCCCT
TTTGGNAAAAA
>BJ504805 ID   BJ504805   standard; mRNA; EST; 249 BP.
AGAGTGCTCGAACAGGCNNATCTTGTGCTCCATGCTGTCCATGCGGATGGGCCTGANGGA
CATGAGGCANTCNCTGCGGTANGAGTTGCTCCNNGTGTCCCANCGAGGATACTCTCCCTT
CTCCNGGATGAACATCTCCCCACGGAANTTANTCTGCTCAAAGGCNACANANGGGCCGCA
CTCCACAATCANACTGCNCACTCGGTCCATGCCACGGTCGCACACNTTCATGCACTCNTT
CTGCACCTC
>BJ504839 ID   BJ504839   standard; mRNA; EST; 579 BP.
ATTTCTTTATTGCATCAAAGACCAGCTCAATAAATCAACATCCAGACAAGTGAAGAAGAA
AAAAAAAAAANTTTTGTTCAAAATGGTAAAAAATCTGAAGCAAACAGCAAACAGGCGCCT
CTNTGCTGACNAAAAATCCNTTGAACTGCTTTGTGAGGGTGAANCCNACNCCGNGGGTCC
NTTGGGGTTCACTGTCCAGGANCTGACAAACTTTTGTTCATAAACTGCCTCTTGACAAAC
CACACCCNCCANTTGCTGGGTTTGTCAGTCTGGGGGTCAAACACNCNATCACNTANCCCC
AAACCANTTTCCTGGCGGATCTNCTGCAGGNACNCCCTCANGGTCTCTTCATCCGTCTTG
CTCGCAGGTTTGGCGNACNTGGCGTTAAAAGGNAANCCGGGCTCTCCGGGNATAGGNAAG
TTTGTGATGCCCAGGGNGNACNTCTCCTTCTCTCCCTGCCCTCTGNAGCTACNCTTTTGT
AACTTCTTCAGGCACTCAAAANTGTACAATGTAACGTAAATAANCGTCCTGTCGGCCTCA
TTCTTGATTTCGNAGTTCTTAAANAAAACGTTGGCCTTG
>BJ504961 ID   BJ504961   standard; mRNA; EST; 117 BP.
ACCATTATTAAGATACAGTTTTGATTGATTTCCAAATTTANATTCACAATTATNAATGTG
AAATTTGGTGGATGATGTAAAACCCTCCTGTCTGAATGTTGGAAGTGACNGTCATAA
>BJ504966 ID   BJ504966   standard; mRNA; EST; 352 BP.
ATGGAAACCTTGACTCCTGGAACGGATTCATCCAAACTCCACCGGGAAAGACGGGAGGTT
TTTCCCCCAAACCGGATGTGGATGTGAACATTTTTAAAGATGGATTGAACATCANCAGGA
GATACCTCTAAACTGTATTTTGTTAGCTTTAAATCTCCACCGTTTTCTGCCCCAACACCT
GTCAACAGGTATCTACTGGTATCTACTGGTATCTACTGGTGTCTACAGGTGTGCCAACAC
CCCAGCAGCTGAATTTTTAGATGAATGGACTGAGGTGAGGAACTTCATCCAAATTTCAAA
CCGTCCGATCAGGAGTTAGTCCTTAACCCTGTTCTGCTTTAAAACATTTCCN
>BJ504970 ID   BJ504970   standard; mRNA; EST; 715 BP.
TGATTTGTCTATTTTCCTTCGACAGACAAGGAAAAAAACGACATAAAGCCAAAGCACATA
TTATAAAATCATATTTGAATCATTAAAAAATAATCATTTTATTCAAAACATACATGATTC
ATTTCCTCAAATGTGATGCATTACACTGAAAAATTCCAAAATAAAAAAGGTAATTTATAA
CTATTATGGACGAGAAAACTAGATTTCTTCAGAGTTTGAAGCAAATTTTTTTTTATTTCG
GTAAAAAAATAAAACCGAGCCCCTTTTAGTGTTGGTATTTTAAGCCCTGTGAAAGCCAAC
TTTCCGATCTGGCGTGATGGCGCGGCCGTCCTTTAGGTGGTGCCGGTCAGCTTGAGGGTC
CAGGCCCACTCACAGGGCATCTGGCTGACGGACAGCGAGGGCAGAGCGACCAGCAGGCCG
CTGGGCTTCATGGCCTGCCACTGCAGAACCCCGAAACCCAGGAGCTCCACCTTCGTCACG
CCCGCCACCGCCACAGGCTCCGTCAGAACCACGGAGCCTTTATCGGGCCACTGCAGTAAA
ACGGCGAAGACCGTCTTCTCCTGAGGCCGGTAGGTGTACCACAAGTGAGGCGTGACGCTG



TCGTTCTGTGCTCGCCACGCCGTTGTGTTGTAGATGCCCTCGCCGTTCACCTTCAGCCAC
TGACCCATCTGCCTCANGCGCTCCTCGAANATCGGAGCGATCCTGCCATCGTGCG
>BJ504997 ID   BJ504997   standard; mRNA; EST; 358 BP.
ATTTATTTCAACATAAATTAAATTACGTGGTTACAATGAAGTTAGAGTATAAATATAGAT
TAAACAGATCAAAATTAGTAAAAAATTTAATAATTAAACTCAAAATCTTAAACAGAGTTG
TGTTAATTGTAAATATATTTTTTTTGGGGGGGGGGGGGGGGGGAAAAAAAAACCCAAAAA
CCNTTNCCCTTNAAAAATTTTTTTTNAATNCCTTCCCCNNNNTTNCCCCCCCCCCCNNTN
AANTTTNCCAAAAANCCCCCCCNAACCCCCCCCCCCCNTTNAAANCNTTTTTCCCCCCAA
ANCCCCNANNNANCCCNAAANCCNCCCNTNANTTTNTCCCCCNTNCCCCCCNTNCCNT
>BJ505013 ID   BJ505013   standard; mRNA; EST; 201 BP.
GGGGCGGGACTCGGGGACTCANAGCAGCGGCTCACTTCTTCCTGTGCTTCCTCATGTGAG
CTGCTATGGAGTTGGAGATCTCCACGCCTCTTTTGTTCTGTCCAAAATACTCCACGAACT
CTCCGTCCGGTCCGATGAGATACATGATGATGGTGTGATCCACGATGTANTCNTTGTCCT
CGTCCTTCGGCCCCTGGCTGT
>BJ505060 ID   BJ505060   standard; mRNA; EST; 728 BP.
TGCTTTCTTCTTCGACGACTGCTGCGGTTTGAGCCATCTGACACCGAATAATTCCCATCA
TCGAAGTCGCTGTCATTATCAGGCTCATCTTCATCGCTAGATGAGCGCTTCCTTTTGCTG
TTCAGGCCTCCTAGCTTGATTTTCAGAGGAGCCACTTTTTTGGGTTTCTGTTTTGGAGGA
GGTTTGGGCGCAGGCTTGGACCGCTTCCGTGCATTTGGACCTTTTCCCTCTTTAGTCTTG
GCTTTGCGAAGAGGAGGCGCGGGTGCGGCTGCGGGTGCAGCTGGTGCCGGAGCAGCAGGA
GCAGTAGGAGTAGAGGTAGAAACAGGAGGAGCCGCAGGAATGCTTTCTGTCCCATCAGTA
CCTGAAACCACCATGTTCTCCACAGTTGCAGCCACGTTGGCAGCTGCCAGAGCTACATTA
GCAGTGGCACAACCCTTCAGGGGGTTATTTGTGCTGAATTCTCGCCACTTTGCCATCATT
AAAGTCATCATCTTGGACACAGCAATTTTTGGGTTCTTTGCTGCAATTAAAGGCCTGACA
AACTGGCTAAAGGCCTTGTAGTTGGTGAGGGAGTTGTAGTCTTCCTGAGTAAAGACATGG
TCAATGTCTTTCATGCCCCAGGCTTCCAGCAGCTGCGTGGAGCTTTTANGCTGGCAATCA
TCCTCATCGTCGTCGTCGTCTTCTGGTTCCNGGGTTTTTGCGTTTGCTTTTCGAACCTCC
TTTTTCCG
>BJ505071 ID   BJ505071   standard; mRNA; EST; 662 BP.
ATTCTGTACACTAAGGTTAGCAGAATTAGACAAAATTCAAGAAGGTGAAAAGTTACAGAA
AATAAAAAAAATGTAAAGCAAACAGATGTGGTCCCTACTTTATCACATCACTTTTTATTC
TTTATGTAGAAACAAACATGTCTGCTAAACGTAATTCCTATTGACAGTTTTTTTTTAGAA
GTTCTAAAGAAAATGTCACCATATTCCTCAGGATGTTATGACTGAACCGTGAGTTTTATG
CAACCAACAGAGGAAACAGAAGTAAATGTCTTTGCTGGATGTGTTTCTCTGTAATTGAAA
GTGTTATGAACATGTTCCTTATCGAAGGGGCGGCTGTTTCAACGTGACGTTTTGAAACTG
GAAGTTCAGACCATCAGATTCAGATCAGTAAATGTTTGGGAAACATGGAAAAAGGATCAA
ATGGAATAATTCTCATGTTTGTGACGTGGCTCATACTCCTTTAGAAGTAGTTCGGTTTGT
CACACTAAAATATGCTCTCGTCCCGCCTCATCTGTTCGGTATGTTCAAGATAATAAAAGT
GTTCTGGTCATTAAGGCACAAAAGGAATAGCTTCTGGAGTTGAGTTTGTGACATTTTGCT
GTTCACAGTTTGGTTTGTTTTCCTCAAAAGCAGCAACTTTAAATACTAAAGGATTTTTCC
GT
>BJ505078 ID   BJ505078   standard; mRNA; EST; 562 BP.
TTTCTGCATTTTTTAAACATGTTGTGGCACCCAGATCTACAGTCTCAAAATCGTGCACAA
AAGTTTTTCTTACCTGGAAATAAAATTAAAGAAAAAACAAACTTTAGCAAAGCAAAGAGC
AGGAATCTAGTGTTAACTCACAACCCTCTCTTTGACTCGTTCCAGAGCATTCATGGTTTC
ATTTCTAACACATTTATCAACAAATCAGCGTCCAGGAGTCGATTCCCCCCTTTGGTAGTT
TTAAAAAAAATTCCTCGATTTAAAACAAATAATCCAACTTTTTTTTGTTTTAGTATATAT
ATATATATTTATATATATGTCTATACAAAAAAAGCGAGGATGACCCTCCGCTTCCGATCC
TTTGCCCTGAGCCCAAATCCCCCAAATCCTCCCATACNAGCAAAATATCAACACATGAAC
TTAGGACCAGGAAGAGGGAGGAAAAAAAAACACAAAAAAAAAATAACCGGANTGACTTGT
AANGGAAAAGNGACNTGCGTTTTAATACATATNCCAAATAAGGGAAACAAATTCCNCAAA
GTGTTANAACATTTGTCATGAT
>BJ505093 ID   BJ505093   standard; mRNA; EST; 282 BP.
TAGCCTTTTTATTGTTGCAATTTTGATTACAAACAATGCTTTGGACTGAGCCTCTAGGTT
ATTAAAAGCCGATACAAATAAAACAGAGTTGTGTATTTTTTTTGTTTTTAAATGATCAGT
CACAGTCAGAGATGTACAAAAAAAAAAANCNCGTTCAANCCTTTNACNGCNNGNCCNCNT
TTTTTNTNCCNCAAAAAANNGACNNTAAAANNGGNTTNGGGGNCNGGTNGGGNGANNANC
AGGGNNCNCANTTNCANCCAAAAGGGCCCAAAANAAAACNNG
>BJ505102 ID   BJ505102   standard; mRNA; EST; 277 BP.
TGTTTTGTTTATTGCACTTTCCACTTGCACAATAATCTCTCAATGTTAAATCAAACTGGT
GATATTAATGCAATTTGAACACATGCACATGTTTTTGAAAAGGTGACAATATAAAGAGGA
ACAAAAAAATCAAATGCACGAGTTGTTCTGCACTTGCAGAACAACTCGTGAGCCTTGGAT
TTAAACAAATTCAGATCCATAAAGAAAACAGCCTCACAAGCATACTGAACATAACACAAT
TTTAGCATGTCAATGCTGTAATAACAGTATTTGATCT



>BJ505104 ID   BJ505104   standard; mRNA; EST; 311 BP.
ATCCCCAANGGTNCAANCANAATTAANGGCCCANTAACTNTAACTTTTGTTGNACAAAAC
CTGTTATGGAAAAAAAATTGATNTCAAAANCNTAAAAGGACANAGNGTTGCTTTAAAAAA
CNTCNCCCTTTTTTTTNCTNCTTNCTTNCTTTTTAAATNAAATNAGGCNNCAAAGGAGGN
GAAAGGATNACCCTNGTNAAAAAACAANGGCGNCAAANNTCACCANNTTAAAAGNTCTNT
GCANCCNNCAACGGCCCCNGNACAAAAACGNCCNCNNCTNCCANNAAAANGGGGNAAAAA
AACAANTTGAA
>BJ505106 ID   BJ505106   standard; mRNA; EST; 572 BP.
TTATACATCTATCAGTACTGGAAATACACTCCAAAACATCCTATCATAGAGACAATCAAT
GGGAGCACAGGACGTGTGGTGGGTGTCTTTTACATCGGGGGGGGGGATGCTGTAAAAAGT
CTGTCTTGAACCGTCAATATCCACTGTGCCTGTGTCTGACGGTGTGGCTCATCGATGCAT
AATGTTTGCTTACATAAGTGCAAAACATGCTTGGACAGGCANAGCGTATGTACAGGGCTC
GCTGGTACCATGCTGTCTGCCTGGAGGTGCTAAAGGTGAGGTGGAAAAATCGGCCCAGGC
AATTGCCATGCTGGTCAAAGTCTGGAAGGAGGTGTTCAGTCCATGGANAAAGCCTGTGCT
ATTCTCCGACTTGCACCCCCGCACAGTTATCTTTGCTCTCTGAAGCTATTGCTANATATT
CCGCATTCGCCGCCTCTCGAAGCGCTTCTTCACCCGCCGCTGCTATCTTCCTGTAGCAGT
ATATCATCTCTATGAGGAGCCANACCTTTAGCCACCACCGTCAAGTGGACCACCTTGCCC
ACGATAACTCTTTTCTGAAAGTTGTTGTCGTA
>BJ505164 ID   BJ505164   standard; mRNA; EST; 700 BP.
AAAAGCTGTTAAAAGATCTACGGGTAAAGGTAACTTGACACAGGAAAGGGATAGAAGAAG
ACACCAAGGAGGATTCAGACTTTGATCAAGAAGTAGAAAGTGAGGCGTTCTGTTGAAACC
AAACCACAGTCACAAACATTTCTGCCAGAAAAATCGTCCAGGATGCAAAGAAAAACCCAC
AAAGAACGTCAGCTGTGAACCAGGACTCTGAAACACTGTGGAGTGGATGTTTTTCCAGAT
ATAGAACAAGGAGGAACCTGGAAAAAAAAGGGCTGCATGGTCGAGTCGCCAGAAGAAAGA
CCTTTTTCACGCAGATGCCACAAAATGACTCTCTTACGAAACGCCAAACAGTCCAGAGAC
ACGCCCCCNAACATCTGGACCAAAGTCATTTGGAGTGATGAGACCAAGACTGAACCTTTT
GGCCACAATCATAAACATTTGGAGAGGACGGGATGAAAAGAACACCATTCCTACTGTGAA
ACACGGAGGCGGATGGCTGATGGTTTGGGGATGTGTGCGCTGTGAGAGCACAGGAAACTT
GATCAGAATTGATGGCGAGATGAATTCAGCAAATTATCATAAGTGTGACTCTCCNGCTTC
ACATGGGACACACTTGGACATTTCAACATGACNAGGAATTTAAACCTGTCTGAATGTCAT
TGAAAAGAATCAAACATGATTCTGTTTTACNAAAGTCTAC
>BJ505167 ID   BJ505167   standard; mRNA; EST; 485 BP.
AATTTTCTGTACATGCTGACATTCAAATATCCGTCAATCATTCTCATCACTGCTCTACGG
CGCCGTCGGTCAGACCGTGGGTGTGGTCACCGTGTGTGGAGTACGTGTGCAGAACAGACA
GTCTGGGGATGTGCGTCACCGACAGATGGAACACACAGTTACAGTCATCACAGCTGCATC
ACACTCTCAGCAGGTCTAAGCCGTCCTTTTGTCCTGCAGTACAACAACATGATTTAACAC
AGATCAAGTACATAAAAAATCTCTAGAGTGTTCTCATTTTTCTGTATGTGGTGTGTGGGT
GTGTGCGTGTGTGTGTGTGTGTGTGTGTGTGTGTGCGTGTGTGCGCGCGCGTGTTTTTGT
GTCTGTTCCAGGNATCTTCAGCGCCTCTGANTTTCCNTCACANATTGNGAGCTAACCAGT
TTANAAACTTCATGGCCATCTCNAATCCNAANAAACACNCCGCGTTTGCAGGGAAANCTC
GCAGC
>BJ505168 ID   BJ505168   standard; mRNA; EST; 727 BP.
CAGTTGTGTTTACCAAGGAAGTCTTGTGAAAAAACACATCATGGTTTAGATTGAGGGGCT
TCAAAGCAAATGTACTTTTAATGAGGACAAAGTTATATTAATTAGTCGCTTACAAGTCAT
TTTATCAAAAAATAACATTGATAAAATTTCTAAAAATGCCTTATTAATGTCTCATTTAAA
CTCTTTTAGAAACGCTAACAAGTGTTTTAAGCCACGCCCCCACCGAATGCCATTCACCCG
TCATGGCGTCCAGTTTCAATGTTAAGTCATTGTACAGATGTATTCTAAGGTCGCATTTAG
TGCGTGGGCGTGGTGTGGCGGTCTGGCAGTAGCGAGTTTTTTAAGAGTTCAAATCTTTGA
ACTTTGACAAACAATATGCGTCATGTCAACCAATCAGAGACTCCGCTTTGACCTTAGATG
TGTTGATGATGTAATAATGGGTGGAGCCCAAAGCCAACATGGAGTTGAGAAGCTGATATT
TGGCGTTTTTTCATTGAAGTTTACAATGTCTTTCAAGTTTAATTTAAATTTTTCACAAAG
ATTCTCTCAGGTTTTTAAAAATGTTTCAGTTCACAATGTTTAAAACTGTTTTAATAATGT
ATTTCATTTTTTTAAAGATACAATTTGTTTGTTTTTATTTTCTTTCAGCTGATCCTCATT
TGACCCCATAGGAGTGGCTCTCAGCTAAATGTGAAATCTTTCAGATTTTACGATCTATTT
CTGTAAA
>BJ505169 ID   BJ505169   standard; mRNA; EST; 290 BP.
GATGTCCTTCCAATCCAACTCTTTCAAATGACCTTGCATAAGACATACGATTATTTTTCC
TATTTAATATAGGTCAAAATGTGAACATAAGGCATTGTTTAGGGCTTTTACTAGCATGAC
AGANAGCANTGTGTGGTCCCACTGGTGTTGAAAATTTGCANAAATGAATAATTTCATTTA
NGTCTATNTAAACCANGTGGCTTCCTGGTCTACCAAAAATGCACACACACTCTTTCAAAA
ACTGTCAGGAAAAACACATCAGACCCNACCTAAGATNTTACTACCCTGCA
>BJ505175 ID   BJ505175   standard; mRNA; EST; 704 BP.
GTTTCTGGAATGTTGTTTTGATTTCTAAAATGTAATGTTTTAATATTCGTTTTGCTTATT
TAGTTGTCATTGTGATTTTTAATATGCTACTACGTTGAGTGATCCGTTGATGCGACCTGC



GCCTCAGGGCCACCGCACTAGGAAGACTTTGAAAAAGCTGGACAGTAAAGCAGCATGTTT
GATTGAAGCCATCCAAAGCCATGACCTAAATTGCCATTCAGTCACTGGGCTGCAGAATTT
GTCTGATCCAATCATTCTGCTCATCCTCCTCTTTCTTCATCCACATGCTTACACAAGCTC
ATGCTTTGATATAGATGACTAGCACATGCTCACGAGGGGTCCCTCAAAGTATAAAAAAGG
ATGAGTCAGAAAGACTAGAACTTCAGAACATGAGAAAAACCTTCGCCTGCAATCTTAACC
AAAAAAAACAAACAGATTCTTTGAGAATAGACAGCTGCATTTTTACAAAATGCATAAAAT
TCTTCTGGGACGTTCTCACACATCATGCAAAAGCAAGGTATCTGTCTACACCTGAAAAGT
ACTTTTGACTTTAGCGTGCATTAAAAAAACGGCTTTTTCTGTAAGATGACTGGAAAAAAT
GGCCATGCACCATCAGGTTTGCAGCCGTAAACTAAAAATCAGCCCTGAGCATGATGATGA
TGTCTGACGCAGGCAGACAGCAGGACACCAGGCTGGACTGGCCG
>BJ505221 ID   BJ505221   standard; mRNA; EST; 635 BP.
TTTTTATTTGAGAAATGTATACATTCACTTCTTTCCACTCCCTTCTAAGTAACTAATCAA
ACTATTTGACAATACACTGATTGTGCCATGTGTGTACTGTATGTATAAGTGCAAACATAT
CTATTTATGATTAGGAGCCATTTAAATGTATAATGTTTTACTTACTTTCTAAGAAAATGT
ATTAATTAACATCTTTTGATATATCTGTGTTTTTTTGTTATTTATTGTCATTCTCCTTGT
TTTCTGAAGAACCTGCATTGGTGAGAAATATCANAGTTCTCTGACAATTAGCTATGTGGC
ATTTTTAAAACACACCCTAAAGTTTGGCCACTGGTTTTGTTGGATGTGCTCCACAACCAA
TCCAGTACTTGATCCGGTCGAAGTTGAAGCTGACAAGCTTCTCGTTGTAGATGTTGGGTA
GGGGGTCGTAGGTACCCAGCTGCTCTAAGTATTTGTTGTCTCTAGCTCGTTTGTTGTAAG
CGGCTACGATGCGATNAAAAGGTCTGTTAGCTTGTTTATGTCCTGCAAGGGCCAGTCGGA
TGACAACGTAACCCCCGTGATATTTCTTGAGGAGAAGCGATGATTAATGCACCATGGTGT
CTGCCGAAGGTCCCCTTCAAGGACGTGAAGCAATG
>BJ505230 ID   BJ505230   standard; mRNA; EST; 779 BP.
TACTGTTGGCTTTGGCTAGAACACAGTCCATGGCATCAGGCATGATGTGGATCTTTGACT
TCTCATTCTCCCAGTTTTCAACATACAATTTCTTGTTCATAACCTTAGCGTTGGCTGTAG
CGAGCACTATCGGCATATCCTCAGTTGTACACTTGAACTTGAAGTTGCTCGGGTGCTGAC
GGTACTGTCTCTCACTTAGAACCTCACCAGCTTTTTTCGCTTTCTCAACATCCAATGAAC
CTATTGGGACCCATCCAATACCTTGCATCATCTTCAGGTCCTCCTTGTAAATATTATCTG
ATTGAAGGTCATATGCATGTCTGGCTTGAACCACGTCACTGGAGTCAGGCAGGCAGGTCC
ACTGGTGCAGACGAGTTCTATAGTTGAAGTCATTGACTTGCTTCTGGCATTTCTTTGCAA
GTTCAAGATTCAACATGTCCACTGGCAGGTTGAACTTGGTCTTGGACTTGTTGAAGTCCT
TCTTGTACAGAGCATCACTGGCAATCTTGGCTGAGTTCAGAGCCAGCATGAGCAGAGGAT
CGTCCTGGATGCTGCGGGCTCCAATGTGGTGGCCGACCTGCTTACGGTAACCGGCCTTGT
ATTTGTAATCACTGGCGATATCCCTTGAAGCCTTTGCAGCAACAACAGAAACAGCATCAT
TTCGTAAGTCATATCCTTTCTTCTTGGACTCCTCGTATGCCTGTTTGTACTTGCTCTCGC
TGTAAATGACCCTGNTTGCTTTGGCCNNAACAACATCCATAGCATCAGGCATGANTTGG
>BJ505241 ID   BJ505241   standard; mRNA; EST; 110 BP.
CTTTAATAGATACATATCAGAACTTTCTACAAAAGATAAGTTATTAATTAATAAACAGGA
TTAGAGCATTCATGTACATTAGCATTAATTTCAACTTTTTTTTTTTTNCT
>BJ505280 ID   BJ505280   standard; mRNA; EST; 759 BP.
CTATATTTTACACACAAGGACAGTAGAAGCATGTTTTAAACAAATTCTCAATTCAAACAT
GAAAGTATAAAAGAGATAGCTGTCAATAATTACATCACCAATTATACTGTGTACTGATGG
ATTTTAACCACAGACGAAAATGGACAAAACAAGACGATAGATACAAAAAATATGAATTTC
TGTATAAATATATTTTTTAAGAGTAACAGAATTGTAAAATACACAAAGGAAAAGAGCTGA
TGCTCCTTAAAGTAGAAATACAATATTAAAAAGATGGATAAGTAGGTGGTGGCCAGGTGA
TGGAGACAGAGGACATTCAGTCCACCAAAGATTGTCAGTCGTCACTCAAAGCCTGAACCA
GAAAACACACCAGTCACACAGCTGGGCTCACACACTCTTTGGAGAGCTGCAGCTCTCCTT
CTAAAGCTTCTTCTCCATCCATCTGAAATGCAGACGATCTGAAAGCTAATCTGAAGGAAC
AACGACTGAACTCTTCATCTTTGTAATAATACTTTCTTTAAATAGTCTGTAGGAGAGCGG
CTGGTCTCTGAAGCCCGAGCACAACACCGGCTGTGTTTACATGCAGGAATTAAGACCAGC
AAACAGGATTTTCATTCAGTAAATGGAAGATTTTGTGCAACTATGCAGCAATTGTGATGG
TCTAAGAAAATATGAAGCAAATCTTTTCTAAACCTGGACTGATTACCAGGTTTAAAAATA
CGATCTGTGCAACTCAAAGATGCACGGCAGGATCTGAAC
>BJ505318 ID   BJ505318   standard; mRNA; EST; 759 BP.
AATTGTCCTCCATCATATGAAAAAGGCTACAAAATAATAAAGACACACTTTTCATCAGAG
TTGGTCTTTCATGATGCATTCATTATTCATGCCTTTTTCCAAAAAATGCCCATTTCAACA
GTTAGTGTAATCTTTTTATTAGGTTTGTGAAAGCCTAATGTTTTAGTATAAAAAGGTAAA
AACACAATTTACAATTTCCTTTCAAAACAATCTAGTAGAAATTTTACTATAAGTTGAAGA
ACGTTTAACTTTAACTAAAAAAAGTGACACCGTTACAAAGAGGAATACTTTAACTCAAAT
ACGTCCATGTCAGGAGAGCTGCTGCTGCTGCGATCGCTGTAAGTGTCCCTGAAATTGGAA
ATAAATAGATCAAAATAAGAACTTCACTGTAATCTAAAGCAAAATAACTCAGGCACACCA
GTTTGCCCTCAGTTGATCTTAAAAAACGTTTTTTGTTCATTCAGCTGAAGATCATCATTT
GAGTTTAAGGTTGAAGGCTTTTGTTGTCAGTGCCTGTTTACTGCACTGCTGTGTGTAAAA
ATGCACCCCAGTCTGACATCCTTTCATCTGTTAGGCCTCTGCTTAGATATAAATACTTTG



GAGACAAGTGATAATAGCACACATAGCAACCTCAAATAACCTATATTTTAGTTCAAATTA
AACAATAATGTTAACCACTTTGTTGGCAGCTGGAAATTGCATTAGCAGTTTCAAATTTAA
GCAACTGTTCGATTTCAACAGACTGCTCTTTTCCAATTA
>BJ505342 ID   BJ505342   standard; mRNA; EST; 686 BP.
TTTTTCNAGTGAGAACAGCTTTTACTACAGTTCTGTACTGACTGCCAACATTCTTTCAAA
AACAAGAAATGGTTTCAGACCATTTGTTCAAGTTGGTGAGATGTCTATTCAAGCAAAACA
AATTAACAGTATTCTGTTTAAGGAATTTCAGAGCGAGGGAATGCCTTGTTTTTAACCTAG
TTTCTACATTCTGCAGTTTATTTTCACTGAAAACCCCTCCTTAATGATGAAAACATGTTG
AGTAATACAAGACAGTGACAGCAGCTGTGGTGTTGGTTTACAGACGGTGGCTCTGATGCA
GAGCTGTAGGTAGTAGAGATGAAGATGTTGAGGTTCTGAGTGATGAAGATGGCTAAGATC
AGGAATGGATACATCTAAGGGACAGCTCATGTGCAGTCTCAGATATAAGTGCAGGGTCCT
TGTGTGCAAGTCAGAAGTGAAATAAAATCATAACATAATTTCAAACAGACNATAGACATT
TTATTTTATTCCTGCAAGGTGGACTTTGCAATGATGTGCAGCCCTTCTTCCCTCAGTCGG
GCCAGGGCTGGCTTATAGATCTCTTTGGTCAATGGGACCACCAAGCCTCTNGTGGTGATT
TCTCCGTCAAGGACCATACNAGAAGCAATGGCTGCTGGGTACCCTACAGTCTTGGCCATA
GCGGAGAAACCGTTTGGGTCACCGTA
>BJ505361 ID   BJ505361   standard; mRNA; EST; 622 BP.
TTCTTTTNTTTCTGGATCTTCCTTAAACATTGAACAAGCACATTTCCCTCAGAACACTAC
ACACTAGTCAAAGTTGTTGGACTTTGAAGCGGCTCGCTTTACTCACGGGAGGGATTTTTA
CTGCACAGGAACAGAAAACTGCAGCTTCTGCTGCAGATCAGCGTCTATGAGAAAACCTTC
TATGTGGCAGCAGGTAAACATGCCCCGCCCCTCCCCAAGTCTAAAGAAGAACAAACTAAT
AACGTAGCTCCCACCTTCTGCCACAGATCTNAGGCTAAGGTTTTCTCTGAGAGCTCAGCT
AAGAACCTGCTGAGAGGATGAGGAGGACGGAGAAGCAGCGCAGAAGAACGCAGCGATTAG
AGGAGCAGCAGCGGGCGGAGCTGCATCTGCCGCCGCTTCAGCTGATGCCGCAGGTCTTTG
ACTGCGCGGCGCTGGCTTGTCTGGCAGCTGCCGCTTTCTGGGCCTCCTCCTCCTTGGCCT
TCTTGACCTCTTCCAGGGCGGCCATTTTGGCCTCGTACTGCTCCTTCAGGGCGTTCCACT
CCTTCCTGTTGTTCAGCAGGCGGTCCAGCATGGGGGTGATCTCCACGTGGAAGCGGCTGA
ACTCCTTGTACACGAAAGCGCA
>BJ505374 ID   BJ505374   standard; mRNA; EST; 560 BP.
TTTTATTATCTTGAACAACAATACAATATGTCACAGAAAATCACAGAGGGATTTAAGACA
GGTCTGGCTCAGGTTTTCTTTTTTTTTTGTCCNTGTGANAATCTTTTGNAAACAAGTGCA
NCATAANTCAAATANACAAACAAAANTAGTTGTTAGGNCCTCCAAATAATACTGATNAGG
AGGACNANACGGGAGGAAAACCTTGACNCCTTTAAAAAGTCAAATCCCTAAAAGTCTCTG
CAAAAGTGTCAANAAGTACAACTACGGTTAANGCTCANCGTAAAACCACTAANGCCACAA
AAAAAGGTTATGAATTTTATACAACAAAAAANANATTTGAAAAAACCATAANCGGGATCT
GGTTGTTATACAGNACAAANACGNGGTTCCNTTGGNGTAATGGCTGAACTGCACTAAAAC
AGCTCCAAGCACCAAATTGTTGCTTCAAATANCANCTTCTGTCNATNAAAGGGGCATCGG
GGCAAAAAGGGGGTCTAGCACCATGAAAAAAAAAACCANTAANTTCANNTGCCCCCCCTN
ATNGCNNTGCCCCTGTCCAC
>BJ505376 ID   BJ505376   standard; mRNA; EST; 597 BP.
GTGACTTCAAGGATACAGCCAGGGTGGAATGGCACAATGAACTTCACTCACAAGCCTGAT
GACAATTAGGTTAAAAAAGGATGAAGCGTCATACAAAAATAGTCTGCTGCTAGCACTGTG
CTGCTTAAACATGAGACAGATCGCCAGTGGTTCCTGCTTTCATCATCTCCCTTTTGTTCT
TTGAAAAGAGGAACAGCTTAACCTGCCGGGCGGCGTTCGCTCAACCCGGGATAACGCTCA
GGATTTTCAAAAAGAAAGCCTTTTTTTTTTTAAGGCAGGGACGTCNCTCTCTTAAATGAA
ACACATCACCTGCNATGGCTCCGGGAACCCCCCGCCCCCTTCCCCATCATTAACCAAAGT
CCCTCGTTAAACANGGCCNGAATAATTGACAGCANCNCAAAAAAAAATAACTCAAAANCA
TCACGTCNTTCAACAAAAAAGGCTGTTTGATTTCANGGGATCTTTCTNACACATTTCCTT
TCATTTGAAAAAAAAATGTTTCGATNCNAAANAAAANCCGCAAAATTTCAGGTGAAACTC
CCCAGGAAACGTTCAGACTTGAAACGCAGGANCNTTTCCNCTGCGCANAGGGATTAC
>BJ505422 ID   BJ505422   standard; mRNA; EST; 343 BP.
TAAATGTAAGAAAAAAAATCACTATNATTTAGTACACATGAAAACAAGTACTATTCATGA
GTGTTAACAANCATTGAAATATCTTAATGAGTTAAAGGAACTTTACNGAAAAATGCCAAC
CAGGGCTTCACATTCAAATAAATAGTCTTGTCCGGCAGTCAGTAAGGTTACNTTCAGAAT
GAGGTCTGTAGAGGAGAAGTGTTGATGAAGCCNATGGCAACAGATTTACNGTTAACCACC
GACGGTCCCTTCCTGCTGCGCCGCTTTCACGCCTAGAAGAGGCCAAATCGACCAGCCNAG
GTGAGGGAGGACGTTATCTCCTGGACGTTTTTTTTTTTTTNGA
>BJ505441 ID   BJ505441   standard; mRNA; EST; 479 BP.
CATAATTTTTGTACAACAAATTTTACATGATCACAAGCTAGGAATTTACTGATGTCTTCA
TAGAGTTTGCATCTCCTATTAACAAACATAAGAAAAAAACATTTTGGTCAGTTTTAAACC
ATGTTGAGATGGAGATGAATGATTGCAAACATGTTACATATTTGTACTTAATGTCACCAC
ATGTTATGCTGATAGTTCTTTTCTTTTTTTTTTTCCAANCTNATGTTTTGNAGNATAANG
ATCAAAACCTACTTTTTNAGTCNCTGTTTGGNAAAGTCTGNCANAAATCCNCTGACNTCC
CCCCTCTNTNGCTTCCCATTTNAACTGCATTGGCAAAGGGGGGTTTACCATTTGCCAAAC



TTTACNAAAAATACNCCANAAAAAANCCTTTTCAGGCANAGTTCTGTTNACTTTTTTNCC
CTTGAAACANAAAATATTTCCCTTATNCAACATCAGGCAAAAAATTCTCTTTCTNGCTA
>BJ505451 ID   BJ505451   standard; mRNA; EST; 597 BP.
TGGATTTTAGGTCTTGTCATGATGACGAGACGTTCTCTAGACGTTGTGTTGCATCATTGC
GGGGAACGACTCAGGCATCAAAACTGTCATAAACATGTCAAAATAACATTTTCCTTTGGC
TCTGCTTCTTAAACGAAGTCTGCAAAAATAGGAAGGTTCATAGTATTTTTTCATAACATT
CAACGTTTCTTTTGAATATTTACAGTTTTTGAAGAAAATATTAAAGTGGCAAGAAATTGT
TCTCGGTACGAATTGTGTCCCGCAGACTCTGCACTTTTTCATCTAAAGGCATTTTTAAAG
TACATTTGAAAATATTTTAAATATAAATAACAAACATCTCGTTCATCTCTAGCATTAACG
TTGCAGATCGGTGTGGTCAGAGCGTCCTGGAGCAGAAACACGGGAAATATTTTGGTCACA
TTTTGGAGGTGTGAGTCACCGTGAAACCACCCAGAGCAAAAGAAAAAGAGAGAAGACAAG
GCCGCATTGTCCGTGGCAGGTGACTTTGTATTTGACTCAATCTTCCCACGCATTTTTTTT
TTACCTCTGTCAAAGCGGGACACTTGCCCTGACAACATAAAGTAACAACTAATGTGT
>BJ505452 ID   BJ505452   standard; mRNA; EST; 403 BP.
TGAAAATATTGTCTGAGATGAAACCGATCCGGGCCTGAAAAAGGTTGGCGACCACTGACC
TATATCATGTGATTGGAATCATTGTCATGCTGGAAGATCAAGCCATGTTTAATCCTTAAT
GCTCTCAATGATGGAAGTTTTTGTTGTTGTTAAGTTTTAAGTTTATATTTAAGATTTTNA
GTATCACTGATAAAANTTGGACGCAGTTTTATCCTTGAGATCANATAAAGTACCACCTAA
CTTTGCTACNTCNAATAAACCTTTTTCAGAGGGTAAGCCATGTGGAGTAGTTTTCTCANG
GTAAAATTCACGCTAGAACTGCCACTGCTTACAGTTAAATCATTATGNGTATGAAGGTTC
TTTCTTAACATTGTCCTTTTAACAACACANAANTTTGTCCCCC
>BJ505471 ID   BJ505471   standard; mRNA; EST; 756 BP.
TCTTTCTTCCCTTTTTGATCTCTTTCTTTTCCTTGTCCTTTTTTTCTTCTGTTTTTGCCG
ACTTTTCCTTGGAATGCTTCTTCAGTGACTTTTCCTTCAGAAGCTTCTTCTTTTCTGGAG
TTTCGGCTTTAGATTTGATAGTCTTGGTGGGCTTTTTCTCTTCTTTCTTCTCGAAGACCT
GTTCAATCACAGAGTCGCTCTTTGCCTCTGTGGCGGCTGACACATTATCCTGCAAGTCAC
TTTCCTTCTTTGAAGCCTTTGCTGTGGTCTTTGGAGAGGACTTGAGACTCTCTTTGCTGT
CAGTTCTTTGTTTTAATTTGGTTTGTTTAATGACAGGTGGAGGAGCTCCAGAGGAAATCT
CTTTTTGAGTGGCTACAGGGTAACGCAAGAAGTCAAGATGCTTTAACTTTTCCAGGCCTT
CCAGTATCTTGTTTTGTGGTGCATTCCCAGGGAACAACACTCTGACGATCTTTTCTGTAG
GGCTGGCAGGGAGCCACACCACCAGGGCTGTGATTGATGTCAGGTAGGGCACAGAGATTT
CTCCCTCCTTCCCATTTGGCAGCACTATGCCAGTCTTGGCCTTGCTGTTACCGGCCCACT
TTTGCATTAAAAACTGCATCTCTTTGCTGTCCTTCACGGGGTTCAGAACGTACATGTCTA
GTCTTCCCACGCCCATCTTATGGAAAAGCGTGATGGGCTCAATGGTGTTACTGACAACTC
TNAACAAAGGCTCTGGCTTGACTCCCAGTTTGCTAA
>BJ505476 ID   BJ505476   standard; mRNA; EST; 305 BP.
AAACCCACATACNCGTTTGTTTTTCAAANAGAGGAAACCAAGAACATGCTTCTGTTCTAA
ATCTGTCTAACAATAACTTTTATGTTGCACAAAAACCAGAAGATANAANATGTTTTAATG
TCAAATGAGGTTTTGTTTTGTTCCTCATTTAAGACTACTGACTAACAAGGAAACCAAAGA
CGAGTCCCAACACAGAGACTCCATGCANGAGTCCATGCAGGAGTCCATGCAGGAGTCCAT
GCAGGAGTCCATGCANGGGTCCATGCAGGAGTCCATGCAGGAGTCCATGCAGGGGTCCAT
GCAGG
>BJ505506 ID   BJ505506   standard; mRNA; EST; 709 BP.
TGTCTTTATTGTTTATTTCAGCTCCTGCATTAAAAACAGAATCTGGACAAAACGACCCAA
ACCCACAAACAAATGTTCTTCTGATTTATATTTTTTGTTTTTCCAATTAAATTAACAAAA
CTGATGAATGACAAATAATTTGATCAAAACATCTTAAAGCAAACAGACCAAATAACCAGT
AAAAAATATATTGACAGTTTAGTGAAAAACAATTTTGACACTTTAGAGCAGAATAGAGAA
ACTTAAATATTTGTCAAGCTCAGAGTTAAATGACACTTTCATGTTTGGCAGAACTCCAAG
AGTCTTCGTCCCAGAACCCGTTCCCTTCCCGACATATTACACTATAACAAAACAGTTCCA
ACCGTCACGGAAAATATGGCCGTTCATGCCAGCGTTTGTCCTGACATGTCTAAGGAATGC
AACTGTTTTTTATCTCAAATTTGAAGAATTCTTTGTGAAGATCAAACAATAGAGAGTATG
TCTCTAAGCTTTAGGCAGAGTGAACACAGACGTGGAGATTTTTATGCTTCTCCCAGTAGT
GTTGTTCGTCTGAGAAGCTCGTGGAACAGGCCACATCTTTACCATTTTTGACTGTATGAA
CCATGCAGCCTCCTGGTAGTTTCTCAAAGAGATTTTCAGCTACTCTCTTCCGACTCTGGA
TAAGCTGCTGGATGAGGNTCTTGTCCAACAACTCAGGAGAATCGCTGTA
>BJ505566 ID   BJ505566   standard; mRNA; EST; 144 BP.
CCCAGCGACCGGTGACCTTGCAGGGCACGGNGTGGGGCTTGCCNATNTTGTTACCCCCNT
NACCTCTCCTGACNGGGACGATTGACAGCTTGNCCNNGATGATNGCTCCACGGATGGCTG
TGGCAACCTCTTTGGAGCATTTCA
>BJ505601 ID   BJ505601   standard; mRNA; EST; 657 BP.
CCTTGTTTTTTTTGCTAATTATCATTCAATAATAAAAAATATCTTTCAGTTGGCGCATAC
CAAGCATGCTGTAACATAATTTAAAAAATTGTTAAATATATTAAATTTTACATAACACAT
GTTCGACACTTTTACCATAAACATATGCAAGTCTAGGGAGGCAACGATTGATTTTCCCCA
CGCTTTTGTTAAATGGTGTAACATAAACATAAATGAAGAATTATGGGATTCCCAGTAAAT



AGGATCAATCATTTTTAGCAGGTGTGACAGTGTCACAGAAAAATTTTAAACATTTCTGTC
TGTTCATCCGTGTTGTATGCTGCTGTGGGTGTGACCTTGGAAGGAGTCTAAAGGAAAACA
TTCATTAAAAAAGATTTTAAAAGGTACAAAATAAACTTTGCAAATATCCACAGGTTTAAG
GAAAATGTTCTCCAAAAAGCTTAGTCTTGTTTTGTCTCGATGGTACCAAATATTTCCTTA
CCTGTAAAGGAAACACCAGCTCCTAGTCTGAACTGAATTATCCTGATAGGGGTTGACCAA
CTTTTCAAATCTGTACTAATGGTGTTACAGTGTAAATGAAAAGTTATTTTACCGAGTATT
AGAGGTTTGAGCCAAACAAACTTGAATATTTTTACATTTCTTANAGCAGCTTGCAGC
>BJ505608 ID   BJ505608   standard; mRNA; EST; 159 BP.
GACCAGATGTCATTATTCCATTTTATTNTTANNAACCATTTGGTGNAAAAACTTAGGACA
GATTTATAANAACATTGTCGTTTCCCCNAAACATTTNGTAGCTGTCACATAACNNTAATG
GAGAGCAAAAAAAAAAAAAANCCCCANGNNNGNAAAANT
>BJ505613 ID   BJ505613   standard; mRNA; EST; 691 BP.
ACTTTATTGCATTGAACTCAGTAGCTAAAATAAAATGTGCTTAACATATAGGGCATTAAA
TCATCTTTGTTGGTATAAAGGCAACAAAAAGAGAAACAAACTAGTTAATAGATGGATAAC
TTCTTTCCTAATATGTGTAAAATTGTATATACTTAAAATAAACCTAAACTCAGTCCCAGA
TCATTACTGACAGGTGATTGGAGGATAACAAAAAGTCAAGGATTGATGAGTCTACTGGCA
GTAAGCGGCTGCCTGAAGGTTGAAAGTCACTGGATGGGAAGCATCAGTGATGACTGGTTG
CTCATAGCTCTGCAGCAGACAGACATTTCCTCATACTGACAAAAGGAGGGACATGAGAGT
GCTTTTTAAAAAGCAGCTTGATGCAGCGTAGCATCACAAAGCAGAGACTGTTCAAAAACA
GATTTTACAATCGTACAAACAAACAGGTAAATATGCAGCAAAATGACCCGCCAGGGTTTC
TTGTTAAACACCTCTCCNAGTAACTCCTCTTAGCCCTTTGACTGGTGCGAGAAACATTCA
TGTCAACCTCAGTGCATTGCTGGTTTTCAGGTTGTTTGATTATCCGCAAGTGCTTGTTTT
TAAAAAATTCATTTCCCTTATATTACTGAGTTCTAACTAAAATCAGAAACTCATTCATTG
ACACAAATGCTTTGAATTGACAGTAACTATT
>BJ505618 ID   BJ505618   standard; mRNA; EST; 637 BP.
CTATTTTAGACAGAACAGAGTGAGGTCACAGACTAANACATATTTGTTATTTATTACATA
TGTCTGATAATGTCAGAGATCTGTGTGATGGCAGGTGCAGTTTCTTTTTATTTAGAGCCA
GAGGTGGGTTTAGCTGGACTTGACGAAGGAGTCATAGAGGCTGGTGAGACGAGCCTGGAG
GTCCTGGGCGTAGGGGTCCAACCTTTCCCTCAACCTATCAACATAGGGACTTGCCATTTC
CTTCACCTGCTGGGCTCTCTGACCGATCTCACTCTGGACTCTCACACTAATTGGTGCAAC
TCTCTCCTTAAAATCCTGCAGGTGCTGGTCCACCTTGGTTTTCACTCGCCTCAACGTAGC
GCAAAGGATAAAAAAATGGCCTTCGCTGGTCTCAATGATGCTGATGTGAAAGCTGCCCTT
GATGGCTGCGCAGCTGCCGACTCCTTCGACTACCAGAAGTTCTTCAAGGCATGCGGCCTG
GCCAGCAAGTCTGCTGATGAGGTCAAGAAGGCTTTCGCCACCATTGACCAGGACAACAGC
GGCTTCATTGAGGAGGAGGAGCTGAAGCTGTTCCTGCANAACTTCTCTGCTGGCGCCAGA
GCACTCACTGACAAGGAGACCAAGACTTTCCTCGCCG
>BJ505623 ID   BJ505623   standard; mRNA; EST; 651 BP.
TTATTTTGTTCAGCAAAAAAACCTTTTAAAATACTTTCTTAAAAAGACAACTAATAAAAT
GGATTAAAAAAAATAAAAATGAGGCACAATATTTATCTATGTATTTTAAATCTTAATATT
TGTAACCAGAAACATTTGTTAAGCATATTTTTGTCTATGTGCTTTTTATATTTCAAGTCT
TGCTTAATGCAAATCCAGTGGTGCAATATCACTAAGTGAATGTAAATGTGCAGTTTGATT
ACTGTGACACTGGTAAAGCTGAAACTGAATTTTAGTACAATCTTCCTCGTAACCCTTGTG
CTATCCTAGGCACTTTAACGTTGGGAGTTGGGTCATCTAGACCCACTAGACAGTGCGCTG
AACCTTTTTTCTTCAATGAATTGTGATCTTCACCGGTGTCCATGGATTACATGAAATCTT
TCCACCTTTATCCACCTTTGTCATGCTAGGGAGAACACATCANAGTAAGGGTGGGGTCAT
AGGATGGCACAAGGGTTAATGTATTTGCTTAGGTAAAGAAACCTGAGCATCTCATCTAAT
GACTGCTTTAAATTGCTACCAGTGGTCACAAAAAGGCTAATGTGTAGTGATCTGCTCCAT
TTCAATTCATACAAATAAACTGCTGCCAAAAAAGGGATACACAATAAAAAC
>BJ505636 ID   BJ505636   standard; mRNA; EST; 361 BP.
GTATACTTACTGACTTAAGTGAACCAATTGCATAANAGTGTTTGATGATTCATGAAGCTT
CNTGAGCCCATCATTGGTAAATTGGGATTTTCTGGAAAGCTCANATGATGTTTGGATTGA
TTGTTGGAGGCAGCCACAGTTTANCTTGACTAATATTTTGAAACATGAGTTAAAAAGATT
ATTGACAGAGAGCAGCNTANTGTGGCTACTAAGCAGAGAAGCAGCNNGAAGAAATCTCAA
CCTTGGACTGACTTATACTGAAGAAGGGTCATCTGAATATTAGAAACAGCTGANTCTAGA
ANACGAACCCAGGTGTGCNACATTTGCCAGACTAACAGGGACTGAAACCACTTTGACCTA
T
>BJ505641 ID   BJ505641   standard; mRNA; EST; 384 BP.
CTGAAACGAGAAAAAAACATAAAGTGGATTTCCTCTGAAATAATCTGCAGTGTTTTTGCT
GGAGACCAAGCAGCTAATATTCACTTGGTAAATAATATTGTTACATTCTGCAAGCATAAA
CTTGACGTTTTATGACCAAATATGCCTTTTTCTTTGTTTTTAATCACTGAAAATGGCCTT
AAAAAACAATCAAGCAATTTTAAACAACATAGGCAGATTACAAGAATAAGGATTATTTAG
AGCTCAAATCTGAGACTAGTAGGTTTTTTTCTGCTTTATATGATTTCATATTTCTGTTTA
GAGGAATCTCCTGAGGTCGTTTCATGTCTTTTTTTTTTTNCTTTNAAAGTTGGTNGGNAA
ANCATNCNGTTTTNGGGGCNCTNC



>BJ505655 ID   BJ505655   standard; mRNA; EST; 677 BP.
GCTTTAGATGTTTTATCTATGCTTCTGCACTGGTCAAAAATAAGAAATGAGTCAGGTTTT
GATTAAAAATTTGTTATTATTTAAAGACTTAAAATTGCAACTTTTACAGCACATCTCAGA
TGGTCTGGAGTTCTTTATTTACAGCAATAATTGCTGTGATCCTTTCTGAATTGAAAATCA
AAATCAGCACAAAAAAACTGCATTTAAGTAGCTTTGAGTTGAAGCTGCATAAAGCATCCT
TAAAAAAATATGTTTTTTTTTTAAATATTAACTGACTTACTGCTAAAAATGGATCTATAA
AAATGGGCTTAATCCTTTGTGTCTTACCTTACATTTTTGTTACAATGCAGTAAATAAAAT
ATGCATAATGGAAAAAAAAGAANAGTGAATTAAGTTTTCATTTTTATTGATTGTGATATG
ATGAATTTTCTTACTTTTTATTAATGAATATATATATATATAGTTGTGATTGGATTGGGT
AAAAANAATTTTGAAACTCTTACTCATCCAAAATCAATTTTATTTATTGCCACAAANAAA
TATGTGAAGCCACATTACTATTCAATCGTTTTTGCTCAAANACTGTTTATGCTTTCAAAT
ACCGAANATAAAGATGAATGTATAGTTGGTATAACCTCTTACCAGTGATTCATCAGTGCA
CTGGAACACATAGCACA
>BJ505688 ID   BJ505688   standard; mRNA; EST; 192 BP.
ATTTTGCATTTCCTGAGAGGGAGTACATTTCCTGCACTGAACTTCTCTTATGAAAAAAAG
AAAAACAAAGAATACTATTAAAAGAACATGTTTCTGTGGACTTCTGTGTTGAAGCCATCA
TCACTCCAAAGACGCCTTCCTGTCGAGTTTCTCCGTCTGGTCTCCTCCACCGTTTTCCTT
TTCCTGCCTAGT
>BJ505700 ID   BJ505700   standard; mRNA; EST; 169 BP.
GCGTCTGGTAATCCGGAGCACCTCANGGGTGGATTANTTCTGGTTGTCTTGGCNATGTCT
AATCAATTTCNAGATGTTCAAGGCCCTCTGCCAATTGTAATTGTAATTGAAATACNCTTT
TGAATATGGACCATTCNTTGATGGTGGCTTTANAATGCGGNGTGTGTAA
>BJ505711 ID   BJ505711   standard; mRNA; EST; 684 BP.
ATTCTACAATCACAGTAAATATCCTCTGTGCTCTTTTTATATTTCATGATTGCAGTAGTG
TTTGCAGTAGACCGCTCCCTACTATTTTCAGAACAGCAGGGAAAAAGGAGCATAAAGAAG
AAGAAGTTGTAAATAATCTGGCTGTGAGTCTGTGTGAACACATCTAGAAAGACGAGGAAT
GCATCACCTTGCACCACAGATGAGAAAATAGATCACTTGTTTTGATTGTCACTCAGCAGT
AGAAATCTGAGTTAGCAGTTTTTGGTTCGTAGAAATGTGATGCACCACCGCTTTACATTC
ATTTATGAACCCATGAAGGCGCTACCTTCAGAGTTCAACCCCCCCCCTCCCCGTTGTTGA
GCTTATATTGTGTCTAAAGACACAGGTTTTTTCCTGGTCTGGGTGATTTCTCTTTGACGA
AAAANAATTGTACACGTCTGCTTGGTTTAACCACCATAATGAGCAACAGGACGCCCCGAC
NCCAGGTTAGCTTAGCGGCCCAGATGCTGCCGCTGTTGGTCACCACTGATGGATATTGCA
CTTACNCCTACCACAGTATGCAGTATGATGGACATTGTACATGTAAATGTTGGAACACGC
ANATTAAGTATGAAGCAAAATGCATGGCTGAAATCGCTGCAGCAAGCGACATCGTGATGG
CGTCACGCACTACACATTGCGCAC
>BJ505724 ID   BJ505724   standard; mRNA; EST; 200 BP.
CAGATTTGTTTTATCTTACAAGCAAAGGTGTTGAAGTCTCCAATTATCAATGTGTTCTAT
TATTGCACCAGTAATNGCAGTCATTCTTTAGGGCGGTGATGCACATCACTGATTGATGTC
AGAAATTAGAGCACAGAAAGAAGCGGCGCTGAAACGCCCGCTGCATTGAACTGCGCCACA
AAAAAAAAAAAAAAANTTTT
>BJ505754 ID   BJ505754   standard; mRNA; EST; 385 BP.
TGTCTTCTTGTTAAATGGCTTCTGAACGCAGGAATCAGACGATGTTCAACGTCTCANAGC
TTCACTGCAGCAGAATCACATCTGCATAATACTGATGGACCAGGAACAGACNACAACACA
CAAACACACAACCTGCAGCAGTGTGTTAGCGTGACCAGGAACAGACAGAGCTCTGGTCAG
GCTAACACAAACACACAACCTGTGAGCTGCTGCAGTCCACACACTCCCATCCCCGCCTGA
ATGAAGCGTCCCACACAGACNCAGGGGGGCTGAGGTCAGAGTGTGTGTCTGAACAGAAGC
TGGTTTTGGTTTGAAGCAGGATCCAGGAGGAATCATCAGAGAACTGCAACCTTCAGCATC
TTCAGGTATTCTTCCATGGAGCGCT
>BJ505758 ID   BJ505758   standard; mRNA; EST; 105 BP.
AGTTCTGCTCCCAGCCTTCAAACCGGTTCTTTTTTTAAATGTTTTTTTTGTTGCAGTTTC
CTTGTTCTGTGAATAACTGCNGCTGTNGGGTCTGCTGTCCTTCAC
>BJ505776 ID   BJ505776   standard; mRNA; EST; 666 BP.
TATGAATGATAATGTTTTCACACAGACACTGAATCCTGAAGCTAAAGTCCTTTGTAGCTC
AGCTTTCTTTTCCATGGAACCAGTTTTCAAACACAAGATGGAGAGGAGAACTATCAACCC
TGTTTAGAATCAATTATAACGAATCCATTTATGCTCTTATCTCACGATATCCCTTTCAGG
TCGGGGTCGCGGGGTGACTGGAGCCTGTTTGGTGAAGGCAGGTACACCCTTGACAGGTGG
CCAGCTTGTTGCTGGACACACAATCACTCCCACACACACCTAGAGAGACTTCAGAGTAAC
CAAATAACTTTTTAAGCATGTTTTTTGGCTGCTGGAGGAAACTGATGAAACGGATGATTC
AGCACTGAGTTTTAATGCAATTTGTATCANTAAATGTAGCGTCATAATCTGTGAAGAGTT
GTAATATATACNGTAATGACTGAAACTTTTAATTGAATGAAATGAAATACAGATAGAATG
ACTTCAAATACCTATGTTATCAGTAAGAGAAAATATGTATAAAATTGTGTGTTATGTCTC
TTTATGTCTTCTTTTCTTTCCAGAGAAAGTTGTCAAAGAATTGGAGGCAAAAACAATAAA
AATCCTGTCATTTCTAACTCTGTTTAGTTTAGTCAGTCACCTCCATTTCAGGGTTGTTTT
CAATAA



>BJ505784 ID   BJ505784   standard; mRNA; EST; 776 BP.
TTTCTTTATTTGTCTTCATCTTGAACAATACTCATATTATTATTTGTAACTGAAATAAAA
CAGAAAAAATGTGTTCAGACATCAGCTTTCCAAGGCATGGCAGGCCAATTACTAATTCAC
AGCTCGTAAAAACACTTTAAACTACACAAGAAACAGCTAAACAACTTCTTAAGAAACATA
AACAATGTATAATCAACTTACAAAGACGGAAAATTCCCAACGCCCAGCTCAGCACGAACA
TGGCCGCATCTCCATGAAAATGTGCTTAATAGACCTTTTTCGCAAAAACCGGAAACACGT
CAGCAACGTGTAAACTTAGTTCCGGTTTGTGCTTCGCTGGCGGAGAATGGCAGAGCCTAG
AGTGTTTTCGAAGAGCCTGAGTTGTGTTCCGAAGTTCATCAGCGCCGATGTGATGAAGAG
TGTGAAGATGCATTCGTCCACTAAAGGAAACAAATTGGACAAGGGATGTAAATTCGTCCA
CGAAGAGTTTATCCACCATTATCAAGGTAAGCTTTAGCTAGCTTAGCCATAGCCGCATCG
CCGGTAACTCTGTCAGTCTGTGTGTTTGTTTACGTCAACTGTAAATCCTGGTGTTATTTG
TAATATAAGGTATAACACATCGCAGTGAATATGTTGTGTGTATGTTTAAGTGAAAAGGCA
TGAGATTAACATAACACCCAAAAATTTGGTGAAGCTGTAAATAAGAAATGTTAAGTTGCC
CGTTTGCGTGTTCATTCTTCTTGCTGCAGACAGTTGCGGCACTTTCTTCACTTACT
>BJ505785 ID   BJ505785   standard; mRNA; EST; 473 BP.
GACTTTATTAACTGCATTCACAGTAACTCTAGAACTTGTTTGTGACACGGCCACAAACGC
CCAGCTGGCCTCTGGCTCTAAAATGTACGGCTGGATAGCTCCAATATGCCCGCCATTTTT
GTCACACCATAATGTTAANTTGGGGTTGGGAGGGGCTATAAGACAGTGGGAGCANGCTTG
TGAATTCTTTATCTGTTAAATAAACACNATTTGTAAAAAAATATATATATATATATCATG
TATATTGTATGTGTATGTAAATATGTATATATATATGTATACATATATATGTATGTGTAT
GTATATATGTGTGTATACATAATTATACAATTTGTATAATTCACAGTTGAGCCTCTAAAG
NCAGTTTCTCTATTTTTTCATGTTCTTTCTCCAGGATGTGCCTATGTCCTCCATAAGAAN
GAATAGTTCTTGGAGAGATNAAACTGCTCTGCTGATACAGCTGGACTTGACCA
>BJ505800 ID   BJ505800   standard; mRNA; EST; 706 BP.
TTTATTTGTAAGAATTTGTAACACAAAGAAGACGGAGGAAGCACGAACAAATACTGTGAT
AATAAAAGGCAAAATATTGCAGTTAAATATAGTTTTCATAGCAAAAGTAAACAGGCAACT
TATATCTCACAAAAAACACTTTAGAGTTTCTTATAGGACCACATGCAAAGGTTAATCTGA
TGGTTGNAAAGTGTTGTATATNAAAATACTCTAGAGAGCCATAGTGATTTCATGTTATAA
AGGAGAGTAAGACTAAAATACAAACATTTAAAAACCACATCTGGATTTCTTTACAGAGAA
AACGTAAACCTAAAGCTCTGTTTAAGACTCANGTGATCATCAGATCCAGGATCTGCCTCT
AGTGTCGTCCAGGAAGTAGAAATATGCTCCAACTGTGACACCGGATAGTGCAGGCAGCCG
CGGTAATGGGGTTGGCTTTTCCGACGGCGCTTCTTCAAAGCTCGTCTTCACCCGTCGACT
AACCNNCGCGGCGCTCAGGGGCGTAAACATTTCAAACAGGGGAGGGGTAACAGTCACAGA
AAACGGATAAACTGTCATCGTCTCTCCACAACCCTCTGGAATCTTCTAGACTGAAAGGAT
AGTGTTCTGAAAAAGAGGTTTTCCTTCTCAGTCGAGCCGTCTGTGAATGCAGTCCAGAAC
GAGGAGCCGGCCTCGTCTGAGCAGCCNAACCGCTGCGGCCATCAGT
>BJ505834 ID   BJ505834   standard; mRNA; EST; 346 BP.
TAAGATGAATTATTCGGAACTACTTTAAACTTTTTTTTTTAACTTGTTGGTAAAGTATTA
GGCTACCCAGGACAACAAAAACAGAGGGGGAACCCAGAAAACAGCCACAGTTTCTGCAGT
CATTTACGATTTAAAAAAAGAAAAAAAAAANAAAGATTTGTTTCATTGAAAGCTCANNCA
TGTTGGTAAAATATTCTTTTGCATAAAAAACACTTTGAAATTTCNAAGTAATAACANAAG
GATGAAAAATATTCTGCAATTTTTGGNAAAGTTTCATTTGTTTGTAGNAAAGGAACGTTT
TATGTTCATGTCTAANCAAAAATGTCCTTACAGNCNCATTAATGAC
>BJ505851 ID   BJ505851   standard; mRNA; EST; 727 BP.
CTTTATTCAAATGCAACATTAAAGTTAAAGTTTTGTGTTTTTTTCCCACAAAGTCAGAAC
ATCCTCACTTTTGTCTGCTTCCTGCATGAACGTAGGTCGTGACCTCATCCATGAATGAGG
TTTTTCATACCCCAAACTACTCCAAAACACTTTTGAATTTGCATGAAAAGCTGATGAATC
TCTTCATTCCTGATGTTCAGCTGGAGGATGTCAGCCGGATCTTTTCCTCATTCATTCTTG
TCAGGCACTTTTCCCATCAGTACAACATGCAGTAGGAATTTCAAACCTTTTACACTTTTA
AAACGGAAAAGTGAAAAACAGAATCTGCAGTGAGACATTCATCGAGCCGTCAGATTAATG
CGCGAGGGAACAACTGATCAATTTTAGCACGTGTGTTGAATTTCACCCCGTCTGAGTTTT
CTGCCTCAAGTGCCGCTCTTCCTGGAGAGGGATGCACGGAAACGCTCCTGTCTGACTTTT
CCCTGGAGCGCCGGGCGTGGCAGGAGGTAGACGCAGGTCTCTATTAGCACGGAAAAATCC
CAGCAACAAAGAGAAGGCAGCTCCGTTTCCAGGTGCTGAAGAAGAGGAAAGCCGAACATG
GAGTCCACTCTCTAGTGGGTTTAACATCAAACGACGGCATTCCAGGTGCAGCGGCTTTGA
GTCGTCTCAACTGCCGCTGCTGCACACCGTGTGTGTGGAGACTAGTGATGCCGCTTTGTT
TCTTTTA
>BJ505859 ID   BJ505859   standard; mRNA; EST; 685 BP.
ACTCTTTATTTAATAATACTGACTACAACATGTGAGATTTCATCGAGTCTCTTCAAACAA
ACAGGCACATTCTCTCTGTTATTGTGGCTTATTTACCTAAGATTCTGAAACCCCTCTTGT
AGCAGCACTGCAATAATTACAACACCATGCACGTGAAAAAAACCCAAAACAATATGCTAC
CGTACACATTTGGCAAATACAGTTTAGTTTCTGATCTCAGAGGAGTTACATTCATTATCA
TGTTTTCCCCAGCTTCAGTCTTCAATGTCTGAGCTGTCTGCTGGCTCTGTGTTGTGGGTC
AGCATGTAGTTGTCCATGTCAATAGAGGTGCAGTTGTGGATTGAGTATCGGAGACGCTCA



GCGAGGATTGCCTGGCTCGAGTACGGCGGCAGGCGAAGCAGGAAGAAGCAAGTCTGAGCG
GTAGGAAGTCCGTTGATTGGCCTGTCGACTTTGATGATTTGAAACTTCTGCGACATGTCG
GCAGGGTTGGAAGGCAGTCTGGACCTGCCAGAAACAAAACGCAGGAAGAGAACCCGCTCC
TCATTGGTGAACTCCTCCNAGCTTTCCCAGAACCAGCCAATTAGCTGGTTGCTCTCGGTG
ATGTCGCGGTACCGCACCAGCCTCTTCAGCATCTCTACGGAGACCTCTGGCAGACCGCAN
ACCAGCTGTTCCAGCTGCTGCGCCG
>BJ505897 ID   BJ505897   standard; mRNA; EST; 737 BP.
GTTTTGAAGCAGACATTGACAAAACAACAGCAAAAAAGTGGAACATGAGTCCAGTGTATG
TGCCTCGGCCTCCACAGCACTCGAGTGATTCTATACCACACCATGACGCTAAACGTTGAG
CAACAATTAAAATTTAGAAACATGCAAAACGATGGCAGAGTTGCAGCTACACAGCACATG
GGTAACAATTCATGACAGTGTGCTTCCTGCAGATGAACTTCCCACACTTTGAACAGGTCG
TGCTGGTCTTGACGTCAGCGGTCGTCTTGCAGAACTTGCATCTCCGTCTCTTCCGTTTTT
CCCCAGCAGCAACCTGGCTATCCGGAGGAAGAAGGGAAGTTCTCCCAAAGCTCTCCCCTG
ATGGACCTGGAGCTGTAGTTTTTGGATTGAGCCACATCTGTTGGATCCAGTCAGGAAAGG
TCTCTGTCCAAATGACAAATGTGTTGTAGGCTCACACATTTTTCAGGTTGTAAAAGATGT
CGAGCGTCCAGTGCGGACATTTACTTGGAGCCGCAGAACCTCGAGACATTGTCGGATCGT
CCGGCCCTCTTTGGTGGCGCCGTACTCTCGGATTGCACACGGATTCCCAGCTGCTGATTT
CGGCATCTACGTACAAAGTGCTCGTGAGAAAACTCTTCCAGTTTTTCAGACAGTAAGATA
CTCGAGTGTCTGATACTTGGAGAAGAAATGAAAACTTGGACTTGGGACTCGGACTTGAGT
GGCACCCAATCACTCAA
>BJ505901 ID   BJ505901   standard; mRNA; EST; 620 BP.
AGCATTCTAGAAACACTGTAAAAATTGTTAAAATATCAGCTTTAGTCTTAAAAAAGTTTC
TTATAACATTTTCTATGACAAACACATAGAAGCAGGACATGTTTGTAAAATTATAAATTA
TATTACTTGTACAAGAACCAAAGGATAATAATTCCTCTCTTAAGGTTCCCTTTTATGTGT
GCAATCCATACATAGGTTCACTTACTTTATCACACTTTTTCCTCTTACCTTTCCCCCTTT
TTTTTTTTAAACCAAAACATCCAACAGGNGAAAGCATGCATCCCTAAANACNTGAAGGTT
GCCAAAACACCTNAAATTTCTACNTGTAANGGGAGGTAGNGACACATGCAACAGGGTCTC
GTTTTCCACTCCCCCNCCCCGNGATCCCTCANTTTTANCACTGTCACGGGAGGCGGCAAG
CGGCTCGNANCANTTTGGTCATGGCTATNCAACACTCAGGGGAAAAACATGTAAGGCTTC
ACCTACAAAAGCAAACNAAAAGCANGGCCNCAAAGCACTGCANGGTTCTNATAACATGAT
ATGGGAAATGGAGGCATTGCACGTGCATCCTTGTAGAAAAACACAGCAGTACAAATCTNT
TANGGACTGCNNCATTANCA
>BJ505940 ID   BJ505940   standard; mRNA; EST; 270 BP.
GTTTTATTTAGCATATAAATACTATGAAAATAGTCTTTGGAGACAAACAAACAGATCAAA
GAGAGAGCAAGGTCCCAGCATCACATTCAGGCCGTTTTGATCTTATATTTCAATTAAAAA
ACCAACAGATTGTGTATCAAAGTAGCCCCCCCCCCCTCCTTGCATCCGTCCTGCTCCCCG
TTCCACCACTANATGGAAGCTGCACTTTTCTTTCTGACNTTGTCAGCATGACCTGTGCAA
CCCCCCCCCCCCTTCAAATTTTTNNCNCAT
>BJ505958 ID   BJ505958   standard; mRNA; EST; 618 BP.
CCTTTATTTAGCCACAGAAACTCTGTTCTAGTCTAAAACAGAAAAATAGCTTAAAGTGCC
TGAAATAAAAAAAAATCTGTCAGTCACTATATAAACTAGAAACATTTTTGACCAACTGAA
CCATTTGATTCTGAGAAAAATAATTTAGTCAATAAATAATATTAAATGTAAATTGACAGC
AGCAGCACCAACACATTTAACATTTTTACTCTGAAGAAATAGAAAGGTAACCAGGGTTCG
ATTCCCGGAGGGGAATGAACAATGGTAATGGGGCAATTACCATATCAATGGCGGGCAATT
AACATCACCCAGTGAGGGCCCTTGGGCAATGCCCTTACAGCTACTGCGTCCCGAGCGCAG
GTCGCCTGCAGCTCACCGCTCCCCCAGGGGAAGGGAAACCAACGAACAGGTAGCGGCTGG
GGCGGGGCTTAGACTCACCGCTTTTGATTCCAGACCCGCAACAAACTAACGTCATCCATA
AAATGAATATNATTTATTAGGTTTACTGGATTTAAAGAAAATAAATAAATAGAAAGGAGT
CTGCATTTGTTTCCATCATCTCACTTATCTTAACTCTGGGTTTTTGACAGACTGAAAAGT
CTATTCAAGGTTGTGGAA
>BJ505964 ID   BJ505964   standard; mRNA; EST; 217 BP.
TTTTAGCTGCTTGGAATGAGGTCAAAGGTCACTGGTTTGGTGTATTTCAAGCATTTCAAT
CCTGTACATGCGGTTTTTTTGTTTCTGCGAGTCTTCAAGAGTCAATTTGGGTAGACCTGC
AGGAGTAAACGTGTTTGATGGAAGAACCGGAACGCCTCAAATGTTCAAGTCTGGTGCACA
GTGGGGGGTGGGGGGTCTGGCTATGCACTGCAAGTAA
>BJ505997 ID   BJ505997   standard; mRNA; EST; 351 BP.
CGTTCATTCACNTGATGATCTGGTACGCCCTCTGGTCATCTTGCTGCAAAAGCCGCTTCC
TGCCGCTACTTCCGTGTCTCTGTGAGCATTCAATAGGGGTAAAAATAANAGCAAAAATGG
TCGATCTGTTATTGTCTCGATGAAAATCTGAAAAATATATTAAGCTGGCNGCTTCGCCTA
ATGCACTTACCTTTANCTCGNANCANAACAACGATAGCAGTACNTCNTGTTTACNATTTT
CAATTTATANTATGCATGTATTGTGAGGGCGAACCAANATGGCAGCCTGAGCAGACGCTC
CTTTTCATCCCGCTGCNCTAAAAAGTTATTATTACTTTGGAANATTAGCAA
>BJ506005 ID   BJ506005   standard; mRNA; EST; 277 BP.
ANCCTTTGNGGNTANCCNGCCAAAAANCCCTTTTTTCAANCNTCNGGGAAACAAAAAANC



NTCTTTAAAAAAANATTTNCAAATGAAATGTCCCTACAAAGTACCCNAANTAAANGGAAA
ANCNNCCCCCGNCCCACAAAAAATTNCCAAAANCNTCTAANTTTTGTTGGGNATCACCTT
GAANCANCNNANGGGTTTTTTTTNGTTNCTTTTNGTTCCATNATTNATTTTNCNCCNAAA
ANCAAANGGGGCNCAAANAAAAAAAANAACCAAANCC
>BJ506011 ID   BJ506011   standard; mRNA; EST; 641 BP.
TTTATTTATTTCTTTCCTTTGACCAGAAGGTCCATCAGCCTATCTCACATCATGAAAGCA
TGAAGACCGTTTGGTCAGACCGCTGGGGGACATGATGATTCCTGTAGATCCTGCAGACGC
CGGATCCACAGGAAGAAACCATCAGTCAGAAAGTAAAACCAGAAAAAGCATCAGAAACCT
CACAAATGCATAAAAACGTCAGCAAAGTGAACATTGAGGGTTTTAGATGGAAGAGGGGGA
TGATTTCAGCCTTCCTTTGTTTTTATTTGCCAGTGGAAACGGGCGGCTGGCGTCCTGGAC
CGCCATCCTGGGCTTCATCGTCATGATGTCACTCGATGTGGGACTGGGCTGAAGCTGCCA
TGACGACGGCCAATCTTTCAGCGTCTTTTAAGAGTGAACCAAATGAGACGACTGTTGAGT
GATTAACAGAAACTGAAGCTACTTGAAGGTTGTGGGTCCAGCAAGGCGTTTTCACGTTCA
CGCCACGTTTCTGGACGGGTGGTGACCTTCTGCCGACAGTTTCATGACTGTAGAATACTT
GAAATCATTGTTTTTAAGGGAATAAAAGGGACGGACAAAAAACACATTTTTATTTTTACT
GATCTTGAACTTTCATCAACACCCAATCATTTCTTGCCGCC
>BJ506034 ID   BJ506034   standard; mRNA; EST; 106 BP.
CACTTGAGTGTTTGGATTTTGAACCCTGTTTCTNANAATTGAAATTGNGTCGTTGACGAT
GGAATGCAAAGATATGCANNCCAGCAGGAACTAAAGCNAATGAATG
>BJ506062 ID   BJ506062   standard; mRNA; EST; 647 BP.
GCCACACAAGAAGAAATGTACACAATATGTACAGTAATGAAAGAACAAACTTATTTAGAA
ACATTCATGAGAGAACCCTACTAAAGTGTCTCATCTGTGAAGAACTCAGTCAACACGTGG
AGGTGGTTGGTTGGTGCAGTGGCAGGTGTACATTCAATCTATAAGGACGCGTTTTGCTGA
CTGATAAAAAGCATTTGCAGAGACAAAGTGCATGCAGAGACGCAAAGGCTGCATCTCTGG
TCCCAAGGGTTATTCTGTGTTTGAGTGACTTCACCAAAACCAGGATCCAAACCAAAACTT
CTGAGCGAGTGAAACAGTTTGCAGGAGAACTTTAAAGGGCCCAAAGAAAGTCTGAGGAGC
GAATCGGGCTCCTTGGAAGAAGAAACAAATGAGCGGTAGAAGATGTCTGCTTTGTTTTTG
TTTTTTACAGGATCTGCAGTTCGCTGCAACACTGCGCCTGTAAACAAGCTGAGTTGCATG
CAATACTCTGGATGAGGTTAAGGCCCCCCACTAATCAAGGTGGCATGGAGAAAAACAACT
GCTGCGATAGAACAGCTTGCTATGAGAGCATGAATCTGACTTCTAATCTGCAGCTTTTCT
GTTTATGTGCTGCAGCACCAAGCTCATGCTTCTTGATACATTTAGAC
>BJ506075 ID   BJ506075   standard; mRNA; EST; 720 BP.
ATAAATCTAACCACACTGCAACGTGAAGCATCTGCCCTCAACCCCCAAAAAACTCAACAA
TGACGACATGACTGGGGGGCATTTCTTTCAAACTCCTAAAATGAACGGCTGTAAAACCAT
AAAACAACACTTTTCACCCAAAAGTTCATCTGAGGTTCAAGCTAATTTAGCTTAGCTGAC
ATTTACCAAAGCGTAATAAAACAAAAAGTGAAATATCAGCTGGGCTGGGAGGAAAAAGGC
TTGCTAACCAGGAAGTGCACTCACTACGTTTGTTCTGCTGCCAGGTTTAAGTCACACAGG
TCAAATCTTTCCAGTTAAAACTTCACTAAATGTTTTCTCTTTTCTCTTTCAGATGCTTTG
ATTCCAGAAGTTAAAGGAAAAAATAAAAAGGTTGAATAAAATGAATGAGCTGGAATTAAA
GATTCATCCATAAATGTCGTCGTAGTCTATGAGGGGGGGTTGAAAGCAGGCGTGGGTGTG
CTCCGGCCCGCCTTCCTCTCGTAGTTGACCAGTCGCTGCCCGACCAGGTATTTATCGTTT
TTGATGTGCTCATAGAGGCGTTTGAACTGGCGGATCTGAAAGGACAGGATGGCCAACAGG
ACGACCACCATCAGCAGGAACGGGTAGATTCTCCTCTCCACCAGTGTCTGCATCTCTGGC
TGCACTCCCAGCAGTGGTGTAATGCCTTTAGAGATGGTGTACGGCACACAGAGGGATAGC
>BJ506090 ID   BJ506090   standard; mRNA; EST; 350 BP.
TGAAAAACANACTCCAAAAAAAAGGTTCTGACCGTCACAAACACTTTTCCTACAATGGAA
CCCAAACNTGCAAAAAGCTTCCGGATCANTCCGCTCTGCGGTTCTGCTGGACGGTCGGNA
AGTCAACCGGACCCCCCCCCAGGTTCTTCAAACCTGTGATGNGGTTCTGGAGGGNCGGNC
AGGGCGGNCCAAGGGGGNNAATTTTGNACNTTTTTATNACTCCNGGAACAAACGGAGGCN
TTTCTGCGGCGGCGGGCCGGNGGCNCCGGCGGNTTCNTTTANCTCCGGNCCTCAAACTGN
ACCTTGTTCTTCANCAGGAACGNGGCCAAAAACTCAATGGGGTTCGGGGC
>BJ506101 ID   BJ506101   standard; mRNA; EST; 743 BP.
TTTTAACTACAACAAATACAGTCACACAATACAACATTCTTCTGACCTGGCAAAATGAGA
ACAGAAAAGAAGAAGTTCTCAGCTGCAAGATGGTGGAGGAAAAGTAAAAACGCTGAGAGA
AGAGATGAGAAGAAAAGCCTTCACTTTTTAAGTGGCTGGTAAACAGAAGCGTTGGGGTCC
AGGCCAGAGGGACTGGTGTCCATAAACTTTGAGGAGTAATGGGGGGCCACGGGGGTCATG
CTGCTGGTGTCTGTTGTGTAGGAGATGCTGGGCATGACTGCCATCACTTCTGCTATCTTC
TGCTTCAGGTCCTTGATCTCCTGGTCCTTTTGGATCATCTGACCTTGAGCGATCTCCAAC
TGTCTCTTGGCATCTCCNAGAGCAGAGAAGAGGTCCAGTTTGATCCTGGTCTCTGCACTG
AGGCTGTTCTCCAGGTGCTGAGTCTTGTCCTGCATGGCTGACAGCGCTGACATCAGCACT
TCTGTGTCTTTTTCGTTTTCCTTATACTTATGAAGCTCCTGCACTTTTATTTCAAGTTCT
CGTATCTGATCCTCCTTCAGCTTTATGTCCATTGTTAATTTTTTACACTCTGTTTCTAAC
TCGGTGATCCGCCGCCGCAGCGTGTCTGTGCACTCCCCTCTGGATGCTGCTGCTAGTGCT
ACAGCCCTGGCTGCTGTTGCCTCCTCCCACTTCTTCCTCTTCTTTTCCTCTGCGAGCTGC



TTTTCTGCAGTGGCTCGAGCTTC
>BJ506108 ID   BJ506108   standard; mRNA; EST; 233 BP.
GTTTTGTCTTTTTACTTCATTCCATTTTAAATGGCAAACTGAATGCAATGTCACACAACC
TGTTTTAGGGGAAACTTTCAGAACCAGTTGCCAATCCAGATCAACCAAATCATTTTTCCC
TCTTGAGTCATCTGTACAAGCAGCTCTGAGCAGCAGAAAAGATGATACAGCAGAATCTCC
TTAACAGTAATGACAGACAGTGACACAAAGTTATCTAAATAACAAATGAATCA
>BJ506113 ID   BJ506113   standard; mRNA; EST; 727 BP.
TTTTGACCAAACTACTTCTGACTCCGTCTCACTAAAGTGTAGCGCTTTAGTTCAGGCGGA
TTTCAGCCAGAGTTCAGGCTTAACGTCAGGCTAGTTTAAACATGCTTCCTGGAACACGTT
CCCCCCACCCCATCTCCATCAATTACCCTCCCTTTCCATCTTGATCTTGCTCACCAGCAG
CATTGACGATTGAACACTGCTTTCTCACCTGCTCAGATACCCCTCCCCATATTCCACCAC
CCTTCAGCTCCACTGGCTTCCTGTCAGATGCAAGATTGTCCTCAAAATATTCACGTGCTG
TGTGTCGGCGTTGTGTGTCATCATTGTGTGATTTGATGTCATCACAAGTTGAAAGTGTTG
GAGATCAATGCAGGGAAGCAGATTGAGATGGTTTGGGACACACTGAGAGGAGGATGTACC
CCCAGAGTGACCCCCATTTCTCCAGTGGCTGACTCCGCCCCTTAGGACGTCCCCCTGTGT
GGATCAGTGGTCAGTGGGTTGGAACCTGCTGCAAATGCAGGCTCTGGTTCTAACTGCTGG
ATCAGAAGTGGAATGGGAGCTGTAGTGGTGTGTCTGCAGCTGGATGTGGAACACATCANG
GAGGGGTCAAAGGTCAATGTTGTCAGTCTATTCTCCAACAATGCTCCNACATCTTCNAAG
GTTTCTGGTCCCAAATCCAGAGTGGAGCTGGTANGACGTGATCATTTCAGCCCTGANGGG
CTCTTCA
>BJ506116 ID   BJ506116   standard; mRNA; EST; 230 BP.
GAGTTTGANATCAGATGAGCTCACTACTTCAAAGAAAACTCCAACCTCTGTTAATCTTAT
AATCCCTCTTGATTATGGCAGGTTGATGCTTGGTGGTCCCTCTCCTTAGCATCTGGTGTT
TTTTTTTTTTGAAACCAGTCANCTNATCAAATCAAAATNGGCAAAACGTCTACAAGGCAA
ATNCNCNAACAATGTTNCTCTAAAAGNAGGCTGNGGNGGNGGNGCTGNCC
>BJ506122 ID   BJ506122   standard; mRNA; EST; 319 BP.
GTTTTTTTGAACCTCCTAATATACATAATTTGGCCCTGGTGGGTTTATACAGTATGATGT
CCGTCTTTTTATTAAGTTTAAATTTTATTTGACAATTTTGCTACCAAACACATTTGTTAT
AGCAACATTTACACTACATACATAGCAATCTATGTAACGTCACAGCAAAGAATGGTATCA
AAATAAAATAAAGACATCAAAACAAATGAAAGAAAAAGGCAAAAAATAGATCCCTACAGA
TTTTTTTTTTTTTAANGNGGGGCATTGGGTTGGGGCAAAAAAAAAAAAAAANNCCCAAAA
ATTTTGGCCCGGAAAATNT
>BJ506197 ID   BJ506197   standard; mRNA; EST; 381 BP.
TTTTACGATTAATAAATATACAAATTGACTTATTAACATCCGTGTTGGTATTAGATTACT
CAGAACTGTATATATAACAACATTTGTGTGGTTTTTTTTAAACAGTAGGGCCGATTTATA
TTTGAAAAAAAAAAANAAATATTTGCCGTATTAACGTTACAATTATNATAAGTTGNGCTG
TTTTGTTTTAAAACAATATGAATAATAANAAATCTAGNGCTTTTGTTTGTATGACTTAAA
AAAAGTTTAAAATGCTNTTGTTGAAAAAACAATGTAAAAGCCAATTTAAAAAAAATCTAA
NTAAAAAATANAAAATATACCCNTCATTTACNCAAATGTTTTGCACAGCANCANATGACA
TTTAAAATAAAATCAAGTATA
>BJ506202 ID   BJ506202   standard; mRNA; EST; 635 BP.
TTGATTTCGGGAAGAAGCAAACTATGATCCTCATTTATCCTGGGAGTTGCGTCTTGTACT
TGTCCGTGTATTTGAGGTTAACAGTACACATCCATAAAGCATCCTGGCTTCCTGCACACA
TAAATCCACTCCCTGCTCTCCCCTCATTTCTAGCACAGAAACAGCTGCTCAGCACAACAC
ACTGTTTTCGCTACTATCCAGATGTCCCACATTTTGCTGCATGCTCTGCATGCAATACTA
AATGACTGCAGGACAAAGTCATTACAGAGATGAAGAACTTGGAGTTACGGTTATGTTCCT
ATTTCTTTCAAATCAAAAGAAGCAAACAATATTGAAGCAACTAACAGTTGAGCAGCTTTT
GTGTGGCCTTTCACTCTAACCAGCTGTGTAGAAGCGTTACAGTTACATGAGGGTGGTTTG
TTGTGTGGAGGATAATGCTGCAGGGATCTTTACATTAAAAGCTTTATGTTGCATATGGGT
GTTGACAAAACCCTGTTAGGCTAATCAAGATGTCTAACACAAAGGAGAAAGAATGCATAA
AGCACTAAATGGCACCAATCATGTATCTTTTTTTTTTCACTTCAAAATGCCACTTTAGTT
TTTCTGCATTTTGGGTATGTACAATAAAAAAATAG
>BJ506207 ID   BJ506207   standard; mRNA; EST; 448 BP.
TTGATGAAATGTTAAAAAAAGAAAAAACATTTAAAGGCCTCATGAAAACCAGGAGTTTCA
GCTGAAATGTTTCAGCAGTTTTATGGTAAAATGTCACTNACATCATAATTTCTTTTGAAG
CTTGTTGATAAACGTGACTCATTCTGTGGCCGCTTTTAAGATTTTATCTGATGGTTTTCT
CCAATTCAGCCAAACTTCGCTGGTGTTTGAGCTTCGCAGAAATAAAACAAGCAGAAATGT
TTGCAGTTCAACAGCATCTTGTGGTTCAGTGATGATGAGATAAGAAAAGAAAAAAAAAAT
ACCGTTCATGTTCAAACTTCTACTAAAAAAAAAATTAAAAAAANCACCCGTTTAAGTTAC
AAAACAAAATTTATTTAAAAAATTCNCCAAAAACTACNTCCAACGNAAAAANCACCANTT
CCGGCNCCNCCNGCGGGTTTCCATCCCA
>BJ506218 ID   BJ506218   standard; mRNA; EST; 520 BP.
TGATTGCTGTCAATGCAGGGNAAGTGGTCTTTAGGGGTGAGGGAGATCTGCTGAACCCAT
TTGGACGAGCAGTGAAACATTTCCAAGACAAAAAGACTTTAAGTCCAGGTGACTCCAATT



TAAGACAAAAGCATGAAGATGACAGATCCACATGTTTGGACACTCAGAAGTTCCACTGTG
TGTGTGTGTGTGTGTGTGTGTGTGGGGGGGGGGGTGATNAAGTCTGCTGGGAATGAACTG
CACNTGAAATGGTTCAAAGNGTGCNTTTCATTGTATTAATATAAAANATGTAAATTGTGT
TAAGTGTCTTACTCNCTGAGGTTTATGCGTGACAAAAAAAAATGCTACCAAAAAAAAAAA
AATCAAAAACGTTGCANCAAAACCCCCTGCAGGCANCCCCCGTATTGAATTGCACCTGNC
ATGTTTGGNACAAACCCNTTTCGGCGTAGGCCCGCTGGCACAAACAACNCCCCATCACGG
CNNCNTTGAANCTTTTTTCTGTAATTCTANCAACAAAAAG
>BJ506225 ID   BJ506225   standard; mRNA; EST; 279 BP.
TGGACTGANGCTCNGAGAAGATCTGAACATCGTCTGGTCTTCAGCANAACGAGGTTCAGC
CTCAGACCTCATCAGACCTCATCAGGTCTCATCAGGTCTCAGACCTCAGAGTCTGAGCCA
GAGTCCGTCCCCGCAGACGGTGAGGAGAGTGAAGAACACTGCATCTGAACAAACATTGAC
GTTGATGAACACACAANACGGAGGAGGAGACAGGGGGCAGCTCAGANACCCCCTCCCANA
CTGAAGAACATTCGGACNCTTCCNCTGAAGACCTGAGAC
>BJ506231 ID   BJ506231   standard; mRNA; EST; 710 BP.
ATCGTTCCACTCTCACATTGTCTAACATGCCCTCCACACATACAGAAGATATCAACACCG
CTGGAAATTTTCATTTCCCAAAATTGCCAAAGTTAGTGAAGGCATCTTGCTTGGGTTGGA
CAACAGCTGGGGTGATGGAGTGAGTTAGGCCCATTCCTACTCCTGACATCCCCATGCCTG
CCATGCCGCCCATCATAACCGGGCTGGCCATCCCCATATTCATGCTCATGTTCATTCCCA
TCAGAGCTTGGTTTACAGGAACTGCACCCTGTAAACCTGTCGCCATCGAAGTGGGCATAC
CTGCAGGCAGGGAAGCAGGCATGCCCGTCGCCATCGACGCCGGCATTCCCATCGTCATGG
AATTACCTGCCAACATGGAACTGGATGGTCTTATGGGTGTTACATTGGGTGAGGGGCTGA
GGTTCAGTCCTCCAAAGTTCTGGGCCAACAAGTTGATAGGAGGCACACCTTGTTGTTGGA
TGATATTGTTGAGAGTAGGTGGTGCTTTAGTGGGGTTGAGGCCCGCTGACAGAAAATCCA
GGCTAATGTTGACAGAAGGGTCGGACCACGTTGACCCCAGTGATCCCTGACCTCCNACCC
CAACCTTCTGCTGTTGTCCCATTGGCTGATGGGATGTCATACCTCCCAAATTCTGCTGTG
ATCGANAAAGANGCATGGTGGGCATAGCAACCGATGCTCCTGGTGCCACA
>BJ506255 ID   BJ506255   standard; mRNA; EST; 389 BP.
TCACACTTGAAATAGATCAAAGTGTCAGAGTGGATTAACAATGTCGTAACCATTTTAACA
ACCTTTGATTGGTCACTCTTCCCACAACATTCACGTGAAACACATTTCCNAAGCCCCANA
AGACATCTCAATCCCNAATGTTGGGCTGCAATTCAAACATATTGGATGCAAAGATGCTAT
GACGTTTCTCTNAAATCTTTAGAAAAGGGCTCAGACACAAGCTGACGGATGCTTTGTCCA
TCCACATTACATGAATGTTCAAAAGCTGGAANAGAAATTAGAAAAAAAAAAAAAAAAATT
TGACTTTTAAACCCAACAGGAAAAACCCCANCCCCNANAAANCCNCCCNGGGTTTTAAAA
AAAANAAACAAGTTTTAAAAACAAAAAAC
>BJ506272 ID   BJ506272   standard; mRNA; EST; 449 BP.
TCTTGTCTTTATGTAAAGAAAGTGATTCACATTGATAAAAATCTGGTCCACGTTTTCCTG
TTGTGTTTTTACAACAAGATCCTAAAAGTGTTAGTAAGACTTATGATAACAGACTTCTGT
CAGAGGTTAGGACAGTTTTTGTAAGCTCATATCATTTACATTTGTCATAAAGTATTTTTA
CACTCTAAAATGTTTTAAGGAAATCACAGAAAATGCAAGTTTTGTGAATTATTTAGCTGC
TGTTTTATACAACATCTGTCAAAATATGTAATCATAACTGTAATAAAACACACCCTGCTT
TTTTTTTTTTTACCTNCNCAGCCAAAACAAANNCTTAAAAATTTTAAAGGTTTTTCCCCC
CCAAACNCCAAACCNTTGCNGGNAAAATCNCAAAAGGNAANGGAACAAATCATTTTANTT
TCNCANCTNGNGGATTTTCTTTTGCGTTC
>BJ506274 ID   BJ506274   standard; mRNA; EST; 527 BP.
CCTTTAAACACCCTGAACTCCAGAGACTTTTGGCTTAAAATGTGAAACAAAAATATACTT
TTTTTTTAGACAAAAAGCATTGGAGTGACATACTTGTATACATACTTGTAAAGTACTTGA
TTTTTAGGCTTCAGAACATAAAATCAATGTCCTATGTTACAGTACTTTGTCTGGACGGAC
ACATTTGAAGAATAAATATTTTTATACATTTGCACAACACAGCATGAACAGTAATAAAGG
CAGTATTGACACGACAAAGCAAAAACGGGGATTCTCCTGCTTGTTGTCATATTGAACACT
ATGTGGCACTGTTTTGTCCCTGTGATGGACCATGATGCTGAATTCCAAATGCTGGCAAAT
TTCCTCANACTGTTATTCAATTCTCCCATCTNGCAAAANAACTTCAGTATGAAAATGATG
TTTGAAAATTTCCCAGCTAATTGAAGTCCCACTTCTCTTAACCCTTGTGCTATCCTAGGC
ACTTTGACATTGGGAGTGAGGTCATCTAGTTCCCTACCCGCGGCCTG
>BJ506281 ID   BJ506281   standard; mRNA; EST; 388 BP.
TCTTTTTNTTTATTATGAAAATGAATTAAGTACAACAGCAACAATAGAATAATAATAATA
ATAATGATAATAATGATAAAAAAAAGCTTGAGTTAAAAAACTACTTTGTAAGAACCCAAA
GCAAACACTATTTCAAACGTATCCACATGAATTATGTTCTTATTGCCATTTCTGGTAGAT
TTATAACACAAATATTAATAACGCAATAGATTGAACTCTAACACACAAAGAAGAAATGTT
CTAAAAAAAAGAAGAAATCTCTACTACTTAAATTCATTTGCAATTGCTTTTGTCTTTAAG
GTTGTTTTTTTTTTTGNCTTTCATNGTNGGGAAAAAAAACTANCANCATCGTTCCNGNNA
CTTTNGGGTTNCGNCNCATNAATTCANC
>BJ506298 ID   BJ506298   standard; mRNA; EST; 755 BP.
AAAGTCCTAATTTAACTTAACATTAGTACAGTACAGTGGACCCAAACAGAGTATAATCAA
TGACATATTTAGATAGAACTTTAATTGATCCCATGATGGGAAATTACTATCATTTCAGCG



CATGCATTTTCAAACCAAAAGCCCAATTTGTCTGTGAAATGTGATTAAAAACAGCAGGAA
CCACATTTCCTGAAATGCAAAATAACTACTACAACAAGCGTAACAGTGGAAGATTATTAC
TAGTATAAATTATTTTTTTAAATTTAGGCCCAGGAACCCAATGGCTTGTTGTTACAGAGC
AAATATCCCAACCAAGCTTCAGTTTTGGACCAGCTGCTTTCACAGAACATCAGCTCCAAC
TCCCATCCACATCCAGCGCAGAACTCTGAGTTCAGCAAAGGTGTCGTCTGTAAAGTCTTG
GTTCTGAAGCAAGACTTCCACCCCGGGAGCTCCGGTTGAGCTGGTCTGGCTCTTGACTGT
CTGATACAGGGTGGCACTTGGAAAATCATTCAATAGAAAGTTTATCTCAGATCCATTGGA
AGGGAACCCTCTCCTTCCTCCTCAGGAACCAAGGATCACAGCAAACGTGCAAATGAGAAG
AGGCGTGTTCACCCACTGGGCGGTCCTTTGCAAGCCTGGACCGCTGGGATGTGTGTGCGC
CGCGTTCCCGGTGTCGTGGTGGGGNCCGGGGGGGTGCTGCCCCTGCTGTGGACCGCTGAC
CCCACGGTGGCTCTNGGAATAATCATTTCGTGGGT
>BJ506302 ID   BJ506302   standard; mRNA; EST; 793 BP.
GCGACTGAAAAATCATTACAGGAGAGAGGAGTTGGGAGGAAGCAGGCACACCTGTGAATG
CACCAAGAGCTCCGCCTCCATTCTCCTATCACAATCCCTGCATCCCTCTGGGGAAAGGTG
TGGCAAAGGCAGACACACAAAGACGGGAGAGAAAGGCAGAGGAAGGAAGAGATTGAAGGG
GAGATTTAAATGCAACAGTTGACTCAGGTTTGAGTTAGCCTTTTATTAATCATGTGCACA
CACACACACACACACACACACTAAAAGAGGGCTTCCAAAGGTAGCTGCAGGCTTCCTGCG
AGTGTAAACACAGCGCANCCTTTTTACCTTAATGACACAGGACTATTTCAGTCCGACGGC
CGCATGGGGGTAAACAGCAGCGGAAATCTGTGCTGTAATACCACACAGACAGACGGCTGG
GCGGATGGACGCTGGAGCACACACACACAAAAACCACATAANGGCTTCTGGGTACAAATC
ACCTGAGACCTAACACTTAAAGACAGATTGTCAATACCGCACTTGCCACCGTGGAAACTG
GTTTGGGAATCACAGTTTGTTAAATGGGCTGCCCATCCCTCACAGCTGCTCTGGGTGCAT
TATTAACTGGGATATAACTAATTATCTCCTGTCTGATAGACAAAGCTTCTCATGGAATAA
CATTCTGCCTCAGTTCATACTCATATGAGCACATCAAAGGGTTCTGTAATATCTATATAC
TTTGTCCAACTGTAAAAGCGGATGTTTGCACGGGTTTACAGCAGGTCCATTATCCTTTAC
GTCTGCCTTGACC
>BJ506306 ID   BJ506306   standard; mRNA; EST; 651 BP.
GCTGCAGGAATTTTACAGACAGCTTTCAGTTTGAAGCCTTTTGANACTAAGATGCAGNTC
TGCAAACAGCCAGCAGGTGTCTCCCTTCTCCCTCCTGCTTCNATGCANTTGGTGTTGTTG
CAGGCAGCTGCATCAAAGTGATTCTCTGCATCCCGAGGCTGTCATTCCTCACTANGATCC
NCTCTGTTCATTCATGTCCTCTGGAGAAAACAGGCTTGATGCTCANAAAGTTTCTACTAG
TTTAGACATTCTAGAAAATGAGGAGATTCANATGAAACTTCTTTACNAACTGCAGCTAAA
AATGCTGTCAGCATGAANACGAACAGAGTTTTGCCCACAAAACACCAAAGAAAAAGGAAG
TTCAGTCNNAANACTGTGGAAAACATCANTCANAGCAAAACTCTNAGTCTTTCAAACTGC
ATGAGTCAATATTTGATCATCANCAGAACAGAGATGATAGAANAATGATTCAACTGAGAG
ACTTTTGTTCACTAACTGAGATCANACGGGATTTCTGCTCCAAAAACAGACTTCAGAGGA
CTTGAATCCAAACCAGTGAGTCATGTGACCACAGCGTTTGTCCGTGTCTCCNCTATGAAC
ATTCTGGTCNCATGACCATGTTGGAGGTTTCTGAATGAAACTCTGTGTTTG
>BJ506343 ID   BJ506343   standard; mRNA; EST; 614 BP.
TTTTTTATTATTTTCATTTTTATAAAACAAAAAAAGGGATGATAAAGCTTCATATTATTA
AGGACTTTTCTAAATTCTTTTAATATAAAAGGTTTAACTTGAAAATACAAATTTACAGAG
AAAATAAATATAAATACATGTTTCCCTTTCGGCTTTTCCCATCAGGGGTCGCCACAGCGA
ACGAGTCGCATGGTAAACTTGGCAATGTTTTACGCCGGATGCCCTTCCTGACGCAACCCT
CTCAAAGCAACCGGACTTGGGACCAGCACATAAGTAGAAAAGGGAAAATAAATATAAATA
CATGATTACAAGAAAAAAAAAGATGATTTTTTTCTTTTATAAGTCAAATTTAATGATGAT
AGATTTTATTTTTAAGACATTCAGGACAATAAAAACAGATATAAATAAAAAATACACAAA
AACAGAAATGTATAATATGTATTCATATTATATTCTGTTGGGATACAGTCTTAAGTTAAT
TATTGGATTTATTAAGGAGACAGATTTGGTCAAAATTGTGGACCTGAAATTTGTTTTGAA
AATGGTGTTTTTAAAGGGCCTGCATCATGAAAAGTCAACTATTTTGTATAATAATCATGA
AAAATAACTCCAAA
>BJ506348 ID   BJ506348   standard; mRNA; EST; 499 BP.
CTTTTTTTTTTCACGGGAATGATACGTTATTATTCTTCCTTAAAGATGGCAGACAACAAT
ACATTTTTTTCTTTTATAATCCCCATTTAAAGGAAACCAAAAAATAAGCATGGCTCTTAC
CTGTTTTTTTTTTGTTTTTTTTACNGNGATTTAGNGGGGTTATAAAACACACAACTGTCA
TAATGTCTAGTAATTAACACTATCAAGTTCAACACANTTGAGCAAAAATGTCCNCCAAAA
GCACCAAAANAAGCTTCAGCATTTGACATGATNTTAAATGGCATCTTTGGGGTAAAATAC
NTTAAACNCTTCCNGAATAGGACAGGAAAACTTCANCTTCCNACNTGAACAATCTCANAA
ATGGANATTTCTAATTATTTTTCTTGGTATGGATNAAAANATCTCTCTGCAGGTCAACTT
CTAAACTTCCAACAGTCTTGCTACCAGGGGGGTCAGTGACCAAAGTCAGCTTGTTAAACA
CTCCTCNACCAAAATAGTC
>BJ506350 ID   BJ506350   standard; mRNA; EST; 180 BP.
GAGGCGTCTTTGATGAGGTGTNNNCCAATTATATGGAAGTCNTGTCGNTGAGGGCGNGGT
CCAGCTCCTCGCTGATGGCCTTGTACTTCANNTTCTGGGAATACNACTCANCTNCCCAGN
CNTCAGATGGTCTTCTCNAGCTTGGCTACNGATCTCTCNTCGAACTCAANGCGAGTCTCA



>BJ506353 ID   BJ506353   standard; mRNA; EST; 444 BP.
ATTAAAAAAAGAACGAGTGTTCTTCGTTCTAATTATCCTGATGTATTCAATCTTTTTAAA
AACTGGTGTTTTTTTAACTATTTTTTATGTGTTTTTCATGCTAAATTTTTTCTGTCCTTT
GTGCTACTATTTCTATAAACTACAAAAGCAAAGAGATATGAATACATAAACTAGAACAAT
AAAACACCTGTTTTCTATTGAATACACAAAAAAATTAGAATGAAGAACACCTTTGTTTTT
GTTTTTTATTGAATGCAATACGCTTGCATTGTTTATTTTATGGGGAATGCAAAAAAAATA
AAGAGGCAAAAAGTAGAATAATTTTTGACAAGCATATTCTCGNGCTGCTTTTTGTGTTTT
CCTTANTCAAGAGGTTTNAAAAATGTGNGTATGCNAACTTANTATACAAAATTAGTATAC
NANAGNAAAATAAGATATGTCAGA
>BJ506371 ID   BJ506371   standard; mRNA; EST; 613 BP.
CTCCTTATTTTGAACACGATGCCNAAAAAACATGAAGAAAGGAGTCAGACGTGAATTTTT
TAGACTTTGTCATCAAATTTACAAGAAAAACATCCATTTTTATTCCAGCTTTCTATTTAG
TGCAGCACACCACTAACGAAGGTAGGTTTGTATATTGCTGCGATAACAATATTATGTATA
TGCATATGACAAAGAAACCTCATTCACTTGCTAACTCAGACTATAATCCAGATGAAGTCT
TTCTGAAATTTTCAAAAGAAACAATAAAAAGTGGGATCATGTGCACATGCGACAACAGTG
GAAAGAAAAAACATTGAAGCCTTTATAAACTGAACATGATCTTGAAAATGTTGTTTTTGG
TGTTTTTAACCTTTTCCTCCGGCATTTTTCTGATGACGCATATNAAGAACATGAATATTA
AAATTGCATTTCTAAGTATTTCTGTATTCAAATTATTGTAAATCAAGATGTCATTTGAAA
AAGCCTGTAGTTGTTACGCACAAACTACCATCGGTGGGCCACGAGCTCCCTGCTCCGCTC
CATTCTGATGCATTCATTGGCAGACGACTAGATCCATGAACGTCTTTGTTTTCCTCAGCA
TCTGTTTGTTGTT
>BJ506374 ID   BJ506374   standard; mRNA; EST; 762 BP.
AATATAGGACTCACAATCCCCACATCTCCAGTTTTCTCTACTCAAGACATTTTTTAGGTA
TGAAACTATATCTCCAAGTTTCAGACATTATGTGTTTGCATATGATCCTTTTCTTCACAC
CGTGACGTTCAATGATACCAAAACCCTCCGGTTCTTTCTGCTGCATTGGTATTTAACTAC
AGAGTGAGTGCATTTTCTCTGACCTGTCAGCAGTTATTGTACCTGTACATTTTACGTTTT
TGTAACCACAACATTCAAGCATAACCCAAATTTACTGAGAACCTTTTTTAGGCAACTGGT
TTCCCAATATTTCCATATAGGCTTTGCTAAAGTTTCTTCTTCATATATGTTCAGATGATT
ATGTTCCTGAATCAAAATGACAGTGTCAGAGAAAAATCCAAACTGTAGTGTAACAATAAA
GTGGTTTAGTACTTTCTCCTGTGCAGATGGAGGAGGGGAAATGGTGGGGGGCTGTCAATG
ATTCGATGTATGTAACTGATGCTTGAAGCTTTCATCATGTTGTCAGTTCCTGAACAAATC
AACCAGTTACCTTCAATTGATGTGAATGAAGCAAAAGCTAAACATTAGATCAGACATTTC
ACTCCACAGGCAGCCCAACATCTGGAAAATCAGTGTTCCTGACAAAGAATCGCTGACCCA
AGACACAATAACAACNATGCACAATAAACAAACAGTATGCAGAATATTGCTGGTTGATAT
TGGCTTTAAATTGTGCATTCACNAATTCTTTANGCATGTAAA
>BJ506411 ID   BJ506411   standard; mRNA; EST; 100 BP.
AGTTNAAATAANTAAGACTATTTGTCANCGAGCCAAACTTACTAGCNGGTCACAGAANAC
NCTTNAGACNGANGACAATCANTTCAGGATCTTTGGTCGT
>BJ506413 ID   BJ506413   standard; mRNA; EST; 428 BP.
CTGTCTCTTCATTTANCNCCTTAATAACTGGATTACACATGATGTATATAATCACTCATA
TAAAAAGTGAAACGTGGTGAATAATGTAAGTCAGTCACATAAAACAAGCATGGAGATCTG
AGGACATATCCATCACAGTTAGGAAACAAACTACAGGTTATGAGAAAGTACCACTTTCAG
TCAAGGTTTGTACTTTTTTTTTCTTCCTAAGTACCACAGGTACTATCAAAACCTTTCAGT
CACAATTAAACAAAAACNAAAAAAGAAAGAATGAGAGGNCGATTCATTACACGTTCCCCC
TGAAATGTTTGGACCTTGTTTGCCTTCACAATGATGGAGCTTGGTCTTTACAATGNACTT
GTGGGNAAAANAAAGAGGTTCTCTGAANCNGAGCTAATTTTNGATGTACCCCAANAGTAA
AAAACAAA
>BJ506420 ID   BJ506420   standard; mRNA; EST; 747 BP.
CAGTTTTATTGTCAGTACAAAGAAAAATGAAACGTGTTAAAGAGAAATATCGTTTTCTTA
AACTGCCTTAAGGGCAGAACAGTCAAATCTTCCAGTTACTTATAACCAATGTGACTTTCC
CTTTGTTTGAGTACCATTTAACACAGTGTCACTCTGTGAAGTGATATTACTTTAACCAAA
GCTGAAGCGTAAATCAGCCCTGCAGGGCACGGTCCAGCACCTGCTCGTCCTGAACAGGAA
AGGGCATGGTGACCTGCAGCTGCTTGTTCTCCTTCATGGTTCGCTGAATTGTTTCAAATG
CATTCAGGTTTCCGGACCAGCATCGTCGAGCCACCCCATTGGACACGTCCCAGCTGAGCA
TCAGACTGGCACGATTTGCTGCATCCTCAGAGCCGTCAAGCACCAAACCAAAACCTCCGT
TGATCACCTCGCCCCATCCAACCCCTCCTCCATTATGCAGAGAGACCCATGTAGCACCCC
TGAATGCATCACCAACAAAGTTCTGGACTGCCATGTCTGCACAGAAAGCAGAGCCGTCGT
AAACATTGGATGTTTCCCGGAAGGGGCTGTCAGTGCCGCTAACGTCGTGATGGTCTCTGC
TTATAACCACAGGTGCTGAAACTTTTCCATCTGCAATGGCCTGGTTGATGGCCAAAGCAA
TAGAGATTCTCCCTCTCTGGTCAGAATAGAGAATTCTGGCTTGAGATCCNACAACCATTT
GGTGTTTTCCAGCTTCTCTGATCCAGT
>BJ506425 ID   BJ506425   standard; mRNA; EST; 120 BP.
ATCTTTGAATCGANCTTTACNTTGTAGAAGACTGAAGAGAAATAATGTGCACGCGGACAC
AAAATTCAGTAGTTTAAATCATACNAAATCTAATTCCNTGCTGGAATTAGCAAACGTTAG



>BJ506441 ID   BJ506441   standard; mRNA; EST; 605 BP.
TTTTTGTTGTTCACAAAACGTTAACAGCTCTTTTTACCTGTTTTTCCCCTCATTCCATTC
AAAAACACAGAAACGTTCATTCACACCAACAAATATCTAATTATTTATCAGTAAAAATAC
ATTGGATATGTGATCGGCATGCCAAAACCAGACCGTTAAATGTTTGTGTTTTTAAATTCG
GTAGAGAACACTTGATTGACGCAATTTAAAAGTTGATTCATCACATATTTTATCGCCAGA
AAGGCTGTGACTCAGTTTAGTGGTTGAGGAAAACGGTTACTTCTCGGTGAGCTGAGTTTT
TTCAAAGATGCATCAGTGCTGAGTCGGCTGTTTCTCCTTGTTGATGTAACCGATACAAAA
AAAAAAANATCTNAATTTTTTTTTAAAAATCGNACCTCCGNATTTTTTCAAAGCANTTAT
CTAAATGACTTTTTNCCNCTTTTTGNCCNGCTACNCCCGTCTTTGTTGCANCTCGTTNGG
NATGTGNGGGTTGGATGGNAAAACAAAGTTNGCTCAGNTTCTCCTTCACGCNCCACCACA
ANATTACTTTTAAGTAANTTCAAANACTTGTTTCTGCNAANTTGATCATTCTTGAAATTT
GGCGA
>BJ506445 ID   BJ506445   standard; mRNA; EST; 261 BP.
AGTCCAACATCAAAATACTGAAATGGCAAAAAAAAAAGAAAGTCTTTACATATCTNGTTT
TTAATTTTGTAAAAATCACAGTGGTTGAAAAATATTACAAAATCTTAATTTTTAAAACTT
TTTTTTCTTTTTTTTTGCAACANCANCAAAACATTCTGATTGTTTCTTTTAANCCCTTAA
NAATTTGTGAGNGNAGNGNGCTCTTTCTTTTAACGTTNAAAAAACACAACTTTNTGAATA
ACACATTANANCANTAAAACG
>BJ506470 ID   BJ506470   standard; mRNA; EST; 151 BP.
CTGANGAACTTTTTTGATGANAGGCATGAGCTTAGAGTCNACCTCCTTCTGGATCTCCTT
CCGTTCCTCTNTCANCTGGNATTTCTCNTTTTCTGTATCATAGATCTCTCCCTCTTGGTG
CCGGGGTCTCCTCANCTNCTTCTTCTNGAAG
>BJ506479 ID   BJ506479   standard; mRNA; EST; 786 BP.
AAGCTTTAATGCAGAGTTTCTCAGTGGAAAACCGTCTCCACAGCCCCATAAAGCCATGAC
CGGTAAAGCAAAGGCAGCAGGAGAAAAAGGCTTGACATTGTTTTAAAACGAGAACACATG
ATCATCTTGAGGCGCATGTGGATCACACTTTTGCTCCAGCGGAGCGCTGCTCCATCATCA
CTTGGTCACAGAGTTAAAGAGAGTTTGCATAACTGCCACAGCAGCTGGTTACATGCAGCA
TTACAGTAAAAGGCACTTTTGTAAAAGCTAAGATGTAACAAAACATGTTCCTGTTTTTAG
TCGACACAGATGACCGTTGTAGTTCCAGGCATAAAATACACTATAATAAAAACCAACTAA
TTTACAGACAGTTCAAAGGAGGAAGCAGCAGGTCCATGTGGACTGGAGTTACTATGACGT
GGAGAACCAGGTTAACCAGGTCAAGACGCTTTGACGCTGGTTTTACTTCTGTTTTTTAGA
CCTTCTTTGTTTCCCTCATCCTGATATCTTGGGACAGAGTGACTGGGCTGAATCCAGAGG
TCACCATAACACAGAGAAGTCCATTTTGCTGAAGCCGGAGTCTCTGCGCAGCTCCCAGTA
TGTGTTGTTGCTTATCCAGGTGTCATCCTTGGATTTCTTGAAAAAGCGAGGCTGGTGTGT
CATGTTGTTGTCCTGCAGCACTTTCCTTCTCTCCCTCTGGAGCTGCTCTATCCTCTGCTT
CTGCTCCTCAGCGCCGTCTATGTTCCCTTCTTCTAGCAGCCTCTGGTCTGGCCTAAAGCG
TGTGTC
>BJ506486 ID   BJ506486   standard; mRNA; EST; 308 BP.
GGATGAACAAACNTATTAGGACAGTCTTCNATGCACATTATAAGCNCATCCAAATATAGA
ATCCANATTATAAATAACGAATGTATTTGTAAACTGAAACAGAAATNATTCTGTATAAGA
GCATTGCATGTTTGGATGTCCCGTTGGTTTTGCCTGAACCGAGCAAATATCCCAGTAAAC
ATTTCCNCACAAGATCGTCTTCGTACGCGTAAAGGTTTCCCTGCTGGATACGNCATTGGT
ANAAAGGAAGGGGCCACTGACNCATAAGAGAAAATCAGCCTTAANAATGTGTGTGTTGGC
CCCCCCAA
>BJ506507 ID   BJ506507   standard; mRNA; EST; 468 BP.
TGACTTTTCTCTGTGCCAACAAGCGATCATCTCTAGCTGCTGGACATGGCTCCTGCAGGT
CGGATCTTCATCTCTGTGAAGTCGAGGGATGTTTCGAAGCCCTTCCACGGTTTCCAATTC
ACTCCCATGCTGTGCCTGGTGTCATCCCATCTTCCATTGAGATTAGCTAGGTGACAGTTT
TTGTACCACCAGGCACCACGGTGGGTCAGGGCACAGTTACCCAAAGCTATATCATTATCT
GAATCCACAGTTGTCCACGCCCGGTCCTGATGATAGGTCATTGCATCACCTGCCGTTCCT
TTGTATTTGCCAATAGCAAGTTTGTACTTCTGCTTCACCGTCCCAATCTTAAAGCTGTCA
TAGACAGCATAAGCTCTCTCTGAACCCAGGCCCAAGTCAAACCTCAGCTCATACTGAGTT
GGAGTGTTGGTAAGTTCATATATCTTCTCATTTCCAAGCCAGAATTCC
>BJ506514 ID   BJ506514   standard; mRNA; EST; 618 BP.
TTCGTTTATTTACAACATGCTAGTTCAAAATTGAGGTTGGATTAAATTGCTACATAAAAG
GCAAAAGACAAACTGAGGTTTATTTCTATTTGTTATAATCTAATTTTGTCCAGACCATTC
CAATAAGGCCTGATAATCTTAAGTGCATACTACCATTCTATATGAGTGACCAACAGATTA
CATTCAAAGGGTTATTGATGTAAATTCAATACGGAGAAAACCAATGGTGAGTGGAGAGAA
AAACTCCCTCTAGATGAAAAATTAGGAAGAAACTACAGCAGAACCAGGTTTAGTAAGATC
AACCAGCAGAGAACAGCAAAGACGGGCAAACACAATGAAATGGGCAAATTTGTGATAAGC
TTAAAATTAGTAACAGCTGCAAAGAGAAAAGAGGAATCAGACGTATGAATACAAAATCCA
TCANACATCTGTAATAGGACATAAGAGAAATGTAAGCAACCAAAGTAAAAATCTAGAGAA
TGACGACTTGATGCATCTGTCAAAGGCAAAATGCATCTATTTGTGATGTCATCTATGAAA
TCTCTTGACTATCTNGGCTTTAACCCTTGTGTTATCTTATGACCCCACCCTTACCTTGAC



GTGTTATCCTACCATGAC
>BJ506534 ID   BJ506534   standard; mRNA; EST; 238 BP.
TACTGGACCANGTGATACTGCCGTCCTCTGCTGATGGCATTTGGTATCGTTCTTCCCTCC
GTCCAACCTCACTTCCTTCTTCACTCCTAGAANGCTGAGAGTAATCGCTCCCACCCCTTT
CCTCCCTGTCACTTTCCTCTGAGTGAGCTGGCGTGTTTGTCTGTCCATTTTTCTGCCAGN
TGTCTTGTGTCCCTCGTCTCTGACCTCCCTTATCCATTTCTCTCGNGGTTTTGCTCTC
>BJ506547 ID   BJ506547   standard; mRNA; EST; 691 BP.
AAACACAGCAATTAAAGAAATATTTGAAAATGAAAAACATATAACTGCCTGTTTGCATGG
TGGTTTTTGGTTCCAAGAAGAAAATATTCGACAATTATTTTTGTCAATAACTGAAAACCC
TGTATCTAAAAACGAAAACAGTTCAAACCAGCTCTCTGTTTTCTAATTTGCAGTAGCATG
CATAGAAGCAAACACGATGCATAAACACCATAATAAGAGGAATATAAATGAAAAAGCCTC
CAAAGATTTTCCCTTAATATCTTCTGCAGCAAAATGAAACCTGGAGATCCATTCAAAGAC
AAATAATTATGAAACGTAAAACATTCAAAACCTGTTAAGTGTAGTAAAGCTACTGGCTCA
CTGAGGAATTGCTGAAAAGATGGAATGAGAAAAAAAGAAAAGAAAAAAATGATGGTTTAG
ATTTTCACACTTCGCTGTCATCGGCCCTTCAATGCCTCTCTGACTAGTTGCAGAAAAAGT
ACAACGTTTTTAGAACAGCAACATCTGAATCGTAGAGTTTATGGTATATATGTTTGTATA
AAGTACAATATATGAGGCACAAAACTCAGATGCTCAATCATCACACGGAACACGACTCAC
TCCTGCAGTGTACTGGAAAGTAAAAAAACAAAATATTTATTTCTGTTTTTGTCTTTATGT
CAGTTGGAAACGTGTTGCAAAAGTTGACAGT
>BJ506549 ID   BJ506549   standard; mRNA; EST; 203 BP.
TTGCATGATCTTANAGGCTTGAAGGGCACAACGACCTAANAGTTTCAGAGCAAAGAATCT
AAACCATAAGCCAACAACACACANAACATTAAGACATCGTGTACNAGGTGTTTAGTAAAT
CGAGTCAATTACTGCCNATAATGCTGTTTTTTTTTTTTTTAANCAANGGNNCNNCAANTT
AANACTNGGAANTNCTTTNATNA
>BJ506568 ID   BJ506568   standard; mRNA; EST; 195 BP.
CTGGCAGCNGTGCAGCTCTCGTGTTTAACACNCTTTAANAAAAAAANACATGGTTTCATT
TGAAACAAATGATGTGTAANATACNGAAAGATCATTTAAAACATANACCTCAATACTTCT
CTGAAAGCTCAGCTGTTCATTTCNNTGTTTTCAAAACTATACCANTNCTGGTGGATCANA
CCGAGCTCTGCTGAC
>BJ506580 ID   BJ506580   standard; mRNA; EST; 254 BP.
CGTTATTGGCAGCANCCCCCAACCGCTGCGTTCCCCTCAACATGATCCGTCCCAGAGCTG
TGACTTTCTGACGTCCATCANCCTACCATGAGCTGCGGTGGGGATGTCTGTCCTGCTGGT
GTTGATCCANACATNAAGCCACATTTTCTTGTCATCTTANTGAATCTGTCCCACAGAAAA
GGTGTTTGAGCAAATGGCCCTCCATGAAGAAGTCCAACAGTCTTTGTGTCTTCNTCNTNN
CTGCTGCTTAAACC
>BJ506586 ID   BJ506586   standard; mRNA; EST; 490 BP.
AATCATTCTTCCACACCTGTTTTTTTTTTTTGACCTGCCNTCTGNGGGTTTTGATACAAC
AGTAAAAAAAAGNGACNTAAAAACAGTANTAANGGTTGTCAAACAAACNTAANTACTTCA
CNCCGCTNCTTGTACCTGTCTCAGTCTGACAAACAAAAACAGCCNACTCCCAGTTTTGGA
TGNGTAACCAAACAAAAGCTTCCCTTCNCTATAANCCTTACCCTTATCAGGACCCANCAA
AAAAAAAAAANGGAAAAAGTAANTAAANATNCAACNCCCCCCCCCNCTCCCAGCAAANNA
TTCGGCTGANTTTAAGGGTAACAATGGGCTGTTTTGTTAAACGGTNTCNNCTTTAGNAAA
NAACTGCGTTAANTTNAAAACCCNNNTAAAGGAAAANCTCACCANCGNATTGCTGGGATG
TTNTNCTNCNAAAANCTGGAAAGTTATCTGGNTTTCACCTNCTTTCACTTTTCTGNCTNA
TCNCTTCAAA
>BJ506605 ID   BJ506605   standard; mRNA; EST; 111 BP.
AACAGCCATTTTGTGACTGAATGTNAACATANTCTCTCTGGCCAGAATANGGGATAAATC
NGATGCAGGAAACCTCACAANAANACTGCAGGCCCCGCTCAATGACTTGGA
>BJ506609 ID   BJ506609   standard; mRNA; EST; 577 BP.
AACANATTACAAACTTCCTCANTAGAAAAAAATTCTCTCATGCGAGTTCTGTGTTCACAC
TACATTCAGATTGTTACACGTTTTTTTTGGAAAAACAAAAACACTGGTGCGTCGTCGGTA
CGTACATCTGGAACGTAAAAACAGGTCANATAANAAGGTAACATCAACGATNCAACGTGC
TGGCACAATTAAGTTTCCCATCAAGCAATTTTAGTTGATTCTATTCACAGGGTGGGCATC
ATTGGTCTCCACAGAGTTGTGTCGGCATGCATGGATGCATGCATGTGTGTCNTCTTCTTC
TTGTGCTTGAGCANAAACGTGTTGTCGGTTTGTGTGTGTGTGTGTCAGCGTGTGTTCTCA
CACATGTGAAGCAGGCAGCTATGGAGCCCAAAACTANACNATCCGTTTACTCTCTTGTTG
CTTTTTCAGCCACATCCTGACTTGTAACGTCTTGTCCTGATGTGGCACAACACATGGAAA
CAGACTGTAAAAGGAGCGCGCCACTGATTTCTCATCACTTCTGTAACTTTGTCCGTCTCT
TGGATTTGTTTCAATAAAGTTTCCAAAACGGATGCNG
>BJ506628 ID   BJ506628   standard; mRNA; EST; 301 BP.
GGTGAGTAAAANTACGTAGAATGGATGTTACAATGGCAACTGAAGGTATCATCGGAAAAA
GAACAAAAGCTGCTGTTGCAATCNNCTGAATTAAAANATGCCCANCANTTAAGTTTGCAG
TAAGTCGGACCCCTAGAGCANGGGGGCGAATANAAAGGCTAATTGTTTCNATCACGATNA
GGACNGGGATNANGGCGGTTGGGGTCCCTTCAAGGAGGAGGTGCCCNAGAGCGTGNGTGG



GNTGATTTCNTATACCNATAATTACGGTTGCTAGTCAAAGCGGGACTGCGAAAGCTATGT
T
>BJ506654 ID   BJ506654   standard; mRNA; EST; 436 BP.
TTCCTTTACTGGCTTTCAGACTCGGTCAAACATTTATCTTCTGTAAGTATACTTTTATTT
TTGTGTTTTTATAGCATTGTTGCTTTTATTATTCTAATCGGATTGTTTTTCTGTCTTTGT
TTCATGATGTTTTCCTATTTCTACAGCGGTGATTGCCTGTCTTACTGTACAGAACTTAAA
AATGTGGTAAATAAATAAATTAAAGTGATATCATGACGCANAAGTCTGCAAAATCATCCG
TAGCTGCCGTCTGGAGGCCTGTAGAGTTTGGGGAAGGTGAGGAGCTGAACGGCGCTGAAT
GCAAACCTCCGGTTGCCCACATTCTTCTGCACGTTATCCATCCTGCAGCCGTTCCTCCTC
ATGCAGTCCAGGGAGGTGCTGAAGTGCTGCTGGCTGAGGGAGTGGTGCTCTCTCAGGATC
TGACACTGCTCCAGAG
>BJ506655 ID   BJ506655   standard; mRNA; EST; 235 BP.
GAAAAGTACAGTACANACCAAGACTGCATCTTCAGTTTGATGTCCTTGTCCGGGGGCTCA
CAAAATAGTTCTGAATTCGTCAAANATGAAACTGGGTACATGAGCTTCAACCACCTTGCG
TGACAGTTTTGTGTATTTTACATAGTCTTCAAGGAACATCANGGCCCCCACAACANCAAA
GGGCATTTCAGGGATTTTCTGGCTTGTGCACTGCTCCATAACANAGCGGATGAAC
>BJ506658 ID   BJ506658   standard; mRNA; EST; 361 BP.
ATGATTTATTTTTATTTTATTTTTTACAAATGTGATGAACTGAGAATTCTGCAGAATTTA
TCACTAAAATGGTTTCAACTTTTCAAAGTAAAAGTTTCTTCAGGTTGGAGCTTGCAGCTT
TAACTACTAAATCACTCAGCTGCTGAGGTCGGAGGTCGGCCTCATCCACCAGAACCTCCA
CCCTCAGCTTTTAATCTGAAAATCTAAACTGGATGCTGGATCTGAACCTCACAATCCCCT
ATCATCATGCTCCCACCACCAGGCTTCCCAAAGATCACAGACCTGAAGAGAAAAAACTTT
ATTTCCAAAAGGTTCTCCAGTTTGTTTCTGTTTTCAGAAGGGGGGGGGGGGGGGGGGGGT
T
>BJ506713 ID   BJ506713   standard; mRNA; EST; 333 BP.
CTTGGATTTATTCATAATGCAGAGATCATAGGGGTGAATATAAAGTTAGAGGTTCCTTTG
CTTTTGTTTTCCAGTTTTTTTTTTTGNGGCAAAACATTATAATTTTATGAAACANACNCA
ATAAAGGTACATAAAAATGNGTTGACAAAATAAAACAAGCTGAAAACGTTANCNCCNCAT
GNAAAATTGCATTTCAATAAACCAGTATTGANCTACTTTCNNTTACNTTATCCAACATCT
TTNAGCTTAACGGGTTTAAAAGGTCTNAAAANCAAAATCTCANNAAAATATTTTTAACAA
ATTTTCCNTCTNACCCCCTATATACTATAACCA
>BJ506729 ID   BJ506729   standard; mRNA; EST; 597 BP.
ATGGATTGTGTTTGCTGGAGCTGGATGGTGTTGGATTTAGTCATCCCCACCCTCTTGGCA
ATCAGAAAAGACTATTTGGAACCTTATCTAACCTGCTTTTGTAANAGGTTTTGTTGATAT
GCAAGAGTTTATGATGTGTGAAAAGGTTGTTGACACTTTTCATTAGTGAAGAAATAACTG
TAGACTTTAAATGCCTATACCAATTTGACACCATTTAGACCTTTGGAGTGGAAACACTCA
ACATCTACAATTTTATTAATTAAAAAAGTTTAAATAAAACTATGAGTTTAAATGATGAGC
TAAAATATTGAGGAAATGTTTAAGTTCAACCATTTTTAGCACCATCGGCAAGGTCAACTG
GATGGGTTTGTCATATTTTCTGTTTTTATCCTGCCTCANTCTTTTTATTTTTTTTTATTG
TGTGTTGATTTAACAACCCATATCTTCNGGACTGAGCTCTACTGTGCATGTTGCCAATGA
CAGTCTCCAAAATGGCCTTACTTTTCAACACAGGATTCTTACCTGCAACCTCTNACATGG
ANCAGACTCTTCCCTTCTGTTGCTGTCACTCTNCTCGCATCAGGAAAGCTCCACAGA
>BJ506747 ID   BJ506747   standard; mRNA; EST; 642 BP.
AATTGATTAATTTTCTAAGACATGCAACATTCAAAAAAACAAGGCACAAAAACACTCAGG
AAACGAGATGGCAGATGAGAAACTTCTATGTCGTGATGAAAGACAGCAACTTGTGAAAAA
AAATGAAAACAGTCATGTTTGTCTGCATTACTCATCTTTTCTGACAGTGACAATGGGGGG
AAAAACAATGTCATCCAATCATTTAGTGAAACCATTAGTGGCATTTTTTAATTTAGCTGG
CATCATAACGGATGTAATTTACAACTGCAAAAAATGCATTTGTACTTTTCGTCAATAATG
TAACCCCACTGCCTACCCCCATTCAACAGTGACACGTCACAAGTTTGTGCAAATTATCCA
TATCTGGGACAAATTTGTTGATTATGTTAAACAGAACCAAGAATTGCAATATTATACGCA
TCATGCAGGAATTATGTGCACAAAACAGAAAAAACATATCGTAGTGTTCAGAATACATGC
TACGAGCACACTTTACATTTAAAGTTTGGTGTCATCCAACTGCATCAGTATAAATCTCTC
CTTGATAAATCAAAACACCTGAATAAAAAAAAAGGTAAACTATTTCTGGTTTGCCTTTCT
TGCTGCTATACCCATAAGTTATTATCAGAACTGTGGGATGTT
>BJ506757 ID   BJ506757   standard; mRNA; EST; 723 BP.
ACAGCTTTGTGTAGAAATACTTATGCAGACGCACTGGCCTGGCAACTAAATATTAGTCAC
ATGTTACATCATTTCAAATAGAAATAAATCTCTATCAGAAGAAAGAGAAGGCATTACTCA
GACGGCATGAGTCAGTACATATACACTGATATGACACCTGAACTTCATATAAAAATAAAT
CTCTCAACACTGGAAAAATAAAACACGTTCAATCAACATTTTAAAATAGCATCAAGGAGC
ATGTGTAGCTCAGAAGTCTGAGAACCTGAAAGTCTTGTGCTTAAAGCCCCAAATCACCCA
AGAAAAGTACATCTTTTCTAAATAAAAAGAGAAGGAGTTTTCTTATTTGGATTCATGTAC
AGTTTGAATTCAATTGAATCTGAACTGAATTGCTGCATTAACCCCAGTTTGCATCCTTCA
TGCTCTCCCCAAATGTCAGGAACCAAACGTGGTTCAGTACGTTTCTGTGCAACATAATTT
AGTGCATTAATGAACAAATTAGAAAGAAATGGCAAAACAGAGTTTCAGTATTCAGGGCTT



GAAAAATACCTTCTTTTCTTTGAGAATTTAAGCAGAACGCATGAAGCAGACAGCCTATGG
AGAAGCAGTCATTCATTCTTAGTATGGGTCTTAAAGAAAATAACTATTGAATTCTTGCAA
ATATGGTATTCTGGTGCACAAAGCCTCAGACTACTTCAACAGATACATTTTCNGCACAAA
AAC
>BJ506764 ID   BJ506764   standard; mRNA; EST; 693 BP.
TTATATCCTTAATTTTGTGTGATAAAAGTAAAATAAGGACAACAAATTGTTATTTCGGTT
TAAACAGCAGAAACTGCTGATCGACTGGGATTTTCACCCACTACCATCTCTAGGGTTTAC
AGAAAAATGGTCCTAAAAGGAGAAAATATCCAGAGAGCAGCAGTTCTGTGGATGGAAATG
TCTTGATGCCAGGGGTCAGAGGTCATACTGGTTCCAGCTGATAGAAAGACAACAGGAACT
CAAAGAACCACTGGATCCAACCGAGGTGTGCAGAAGAGCATCTCTGAAAGAACAACCCGT
CCAACCTGGAGGCAGATGGACTACAGCAGCAGAAGACCACACCGGGTGGCACTGCTGTCA
GCTAAGAACAGGAAACTGAGGCTACAATTCACACAGACTGACCAAAACTGGACCATAGAA
GATGGAAAAACGTTGTCTGGTCTGATGAGTCTCCATTTCTGCTGCCACATTCAGATGGTA
GGGTTAGAATTTGGCCTCAACAACATGAAAGTATGGATCCATCCTGCCTTGTATCAACGG
TTCAGGCTGGTGGTGGTGGTGTCATAGTGTGGGGATATTTTCTTAGTACCACCTGAGCAT
GGTTCCNACACCACAGCCTACCCNAGTATTGATGCTGACCATGTCCATCCCTTTCTGACC
ACAGTGGACCATCTCCTGATGCTTCTTCCAGCA
>BJ506767 ID   BJ506767   standard; mRNA; EST; 706 BP.
AGCTTTTCCTCGGTTTCATAGTTTGTCCGCTTGGATTCGTTCTGGACACTGCAGGCGTTT
CCAGATGTTTCAGGGCAAACACATATGCCTTGATTTCAACCGCTTTTCACTGTCATACAG
ACCTGCGTCTGTCATTGCATGGTTGTTTTGTGCTCTTCACACAGAGGCAGTGGTCCCTTA
AACCTACTACAGTATTGGCTTGGCCAGTGTTAGTGTGTTTTTCTCTGCAGTCCAGAAGGC
TGATATGGGATATCTCCTCCATAGGACATTAGGAAACCAGGTCTGGCTTCTCTCCAATGT
GTCCATCTGTATAGCATGATTCATGCAGTGGAGGTGTCGTAGGGCAGGAGTGTGGGGCTG
TGGCTCTCCCCTCGAAGGCTGTGTCTGGGCTGATGGTGGCTGGGGACCATGGGCTGGGCT
TGAGCCTGGACCTCACTCTCCTCCGGCATGGATTGGTGCCACTGGTTCCGAGCCTTCTTC
AGCCAGCGTCCTCCCAGACCCCACTTGTCTAGGTAGATCCGGCACAACTCGTAGTTCATG
GCTGAGTAGTAAAGAAAGTCCAGGGCGAGCAGCACCATGACNAANAAGCCGTANATCCAC
ACGCCAACCAGGGCTGTATAATTATTGTGTCCATAACCATCTNATATGGTGGTGANGTTG
ACCTGCATGACCATCTGGAACTCCNTGTCGTTGCANCANTACTTGA
>BJ506835 ID   BJ506835   standard; mRNA; EST; 713 BP.
TCACTTTGATACATCACATCTAGTACCAAAACCCTAGATTGCTGTTTTTCAGCAGCTGCC
ATCACTCGCTGGTTCCTCCTTTGTTTGCATTGAAGAAAAACTTCATGAAGCAGATTTCTC
ATCACTTGTTGGAATTGATCGCCTTCTTTTTTGTTCTACGTCCTCTATGGTCTCTGGAAG
ACGGATGTTTCGAGTTTCAGGAAGAAAAGAAGCGGATAGTCCTGCTATGAAAGCCACGGC
TGAGAAAATAGTGTTTGGAAGGTGAATCCATGTTTCTTCAAGAATCATCATCAGAGGGGA
AACAGAAACTCCTATCCGAGCCATGAAGGAGCTGTATCCTAACCCATTTTGCCTCATGAC
AGTGGGGTACAGCTCTGTTGTGTACAGAAATACAGTTGTGAATGCAGCTTCAGCAAACAT
CTTGCCCAAAGCTCCCACAGTGGTCCGTGCAGCCACCTGATCTTGAGGGATAAAAATGTT
GCAGAAAATGCACAGTCCTGTCAATAAAAGTGTTCCGACTTGAGTCAACCTTCGGCCTAT
CTTGTTCAAAAAGAAAACTATGAAGGCTTTTGCTGGAACTTCTGTCACTCCATAGATGAA
CTGTGTGAGATAAATGTTCACTCCGAACCCAGTGACATTCAAGCTAATTCCATAGTANGT
ACNAGCCACTCCCAACCAAACTATGCCAGTAAGAAGCGCCAGTCGTCTCATTC
>BJ506865 ID   BJ506865   standard; mRNA; EST; 288 BP.
AATGATCTTCAGAAGTTAAACAACCATTTATGTTACACTTTANAATGTCCTCATAGAGGA
ACAGCAAAATAAACTCATTAGTAAAAATTGATCAAAAGACATTTTTTATATTAATCACCA
TTTAAAGATTTTGTATGTATAAAAACTGATAAGTGCCTTCAACATAAACCATGGGAGTGA
CCCCCTCCAGTCATAAAGGATTCATGACAAACATGGTTTTACTTTCAGCATCGGTTTTCC
TCCAAAAACACTCAACAAGAATAGAACGGGGAGGGGGGGGGGGGNNNA
>BJ506902 ID   BJ506902   standard; mRNA; EST; 554 BP.
TAAGAGGCGGCACATGAGTATTTGTGTCTCACTGACAAGGCTTGCATCAGAGATGCAACA
CAGAGATACTGTATCAGAGCGGGTTGTGCACTTTTCTATGTTGCGAACGGCAAACGCGGC
GCCCTGCTGCGGCCTCAGTCGTCCACGGTGATGTTGCGGAACAGGTAAGACATGGACTCT
CCGTTGTGGATGCGGCGGATGGCCTCCGCCAGAATCATGCTGACGTCCACCGTTTTGATC
TTTGAACACTGCAGCTTCTGCACCTCGTGAGGAACCGTGTTGGTCACCACCACCTCGTCG
ATGGCGGACTCCTCGATGAGCCGCGGCGCCTCGGCCGACAACAGTCCGTGCGTAGCCATG
ATGTAGATCTTGTAGGCTCCTCGCTCTTTTAAGGCTTCTGCCGCCGCGACAAAGTCCTCC
ACGTCATCGATGATGTCGTCGACAACGATGGCGATTCTGCCTCCAACATCTCCGACCACG
CTGATGGGGGGTTTCTCCTTCGCCATCATCAATGGCAGCTCCGGACCCGTGTGTCCTGCT
GTGGTCCGGGTGGA
>BJ506924 ID   BJ506924   standard; mRNA; EST; 645 BP.
TTTAATAACCTCTAAGAAATCAGTGACATATTTGACACGGCGGCTGAAGGCGAGCGCCGG
CACATCCTTCGGGCCTTAATGCTCCTTCCTGCGCGGCTCTGTGGCTCTGCTGAGGTTCCC
CGCTTCCTGCTTCAGGACGCTCAGCAGAGACTGGGAACTCTCCAAGATCTACAAGAGGAA



ACAAAGACCCCCCCCCCATGAGTCCCAACTGAGCTCCACANACNGGAGTCTGTCAGTGTG
TCAAAGGTCCAAACTAAACNCTAAAAATCTATCAGGTGAATCCNTGAGCTCGTCTGGACG
GGAGGCTGTGGCTCTACCAACATTCACGCTGGTCCTCAGCAGGCAAANACAAGTCCCGCC
CACCCACAGTAAAACAANAACCGGACTGGGTGACTCCNCGCCCTGGCGTTCCAAACAGGA
AGTACGTGTTTGGAAAGCCATTTGCTTATTTGCTGCTACAACCAATATGTGCACCAAAGT
TCCTATAGAGTTCTNTTGANAAATAAACCGCTGTTACTCAGTCATTATGTTGGCCANAGC
AAACATTCTTTCCCTGCCACCTTTTATTAACACGTTCTTGCTAATCCNATTTTTTTCATA
TTTTTTCTGTAGCTCAAGTTATTCCAGTTATAAACTGACCAATCA
>BJ506944 ID   BJ506944   standard; mRNA; EST; 709 BP.
GTGTTTATTTGAATTTGAATCATTCAGAATAAAGAGACAGACCAAGGAGTTAATCGAACC
CTTCAGCGAAGACCCATCAGTTACAGAGAAAATGCTAAAAAATAAGTGTGCACTCGCTCA
GACAGAGTGACTTCCCCTTTGTGCACACACACTCATACACATCCACCCACACATTCATCC
ATCCACCTGGACAATTGGACATAGAAGCAGCAAGAAAAGGAAGAAAACCAAATCCCTTAG
CAAAAATAAAATAAAGAAAAATGAGTTGCACACCCACAAGTAAGCAGTTGAGTTTTACAT
TGCTGACAGAAATAAACAGAAAGACTGTTAAAGCTTGGACCAGCTAAAAAAAGTACAAAC
AACGATCCAAAAGATACAAGTTGACATGATGGCATTTCAACGCAGGTTCACACAGCACAT
TCTTAGCGCAGACAAACATGACTTTTTCTCAAGACAGGCAAAATGTTTGTCCACTCCCAA
AAATAATCATTAAAAAAGCAAGAAAAACCAAAAACAGGACTGAGGACCATCGACCAATAC
TCTTCAATACAGTAAAAAGAAATGTTCCATAAATATTATGGAAGATTGACCATAGAAGGG
GCAAAAACTTGAAATTTACACTCTTGACAAGTTCATGCAGCAATAAACTTTGAACCAATA
ATATGTGGTTTTGCTTCATGGCTCTGTACACTGGAACAAAAATACTTGT
>BJ506963 ID   BJ506963   standard; mRNA; EST; 334 BP.
TCTGTATTTTTATTGAATTGCTTATCAAAATACATTGCAGCATAGACCAGCAAATACTAG
TCTGCTTTGTTCCTTGTTTTCTTTGCGTTTGTCTTTCTGTGATCAAAGCATCACTTTCTT
CAGGTCATTTTTTTTTTCTCACCTANTTGCANAANACAAAAAGTTGAAAATCGAGCTTTA
CAGGNTTATAGGAANCTNAGGAAAATGTTAACACACATTAATGACNGGAANAAAAAAGGT
TATCTCCTTCCCAATGGGACATTTGTCTTGNGGCATTTCAGTGATCCCTCTTAAAAAAAT
TATCTNAACTCATAACCCATNTATAAAAAACATA
>BJ506975 ID   BJ506975   standard; mRNA; EST; 755 BP.
GCTTCTCTTTATTGACATTAGCACAGCAATTGACACAAACAGCACAGGCTGACAATGAAA
CCAAACCACCTCAGCTTCTTTGCTCTACCTTTGTGACAAAAAAATACTTTTGGAAAGTAC
AATTCTTTTAGGAAAGATTTGGTTTTGTTTTCATTTGAGTGGACATGTTGGCTCAAGAAC
ACCCTTTTTGTCAGATTTTGTTTCATTAATGCTAGTTTTCAGGCACTGCAGTGAACAGGG
GGAGTAATCATGGTGGGTCACAACTCTAGAACACAAAGACTTGTGTACTAATTTCATTTG
TTACATTATTGTATTGCATTCACGTAAGGACGTTTCAAAGAAGATCTAGTGTCCAACTGA
AAAACCCACAGATACCTCTCAATATGTAGAATATTATGAAGAAATTCAATGTTTGTGGTC
TGTAAATTGTAAAGAAGATATTCCTACTTTATGTAGAGTCTATACACATAGATTGGAGTA
TAACTCATAATGATTGCTGGTTTGTTAACTCTTGGCTTATAAATAAACTGAGTTGAACAC
ATTCTTAGGGTGTAGACCCTGCCGTCACACAACTGAAGCTGGGATAGGCTCCAGCAGCCC
TGTGACCCCCAAAAGCTGATTTAGAAAGTAAATTGATGGATTGAATTGAACATGACTGCA
ACATTTGTAATAAGGCAAAATAGTCAAACTAGTTTAGCATAGATGAGCTGCCACACACAA
CTGCAGCATGAAAAGTCCCAAACACAGAGAGGAAA
>BJ507053 ID   BJ507053   standard; mRNA; EST; 164 BP.
TGGCACANAATGCCGATTCAACTGATNTGTTTACTTCAGCTTCTTCTTGGGGCGAAGGTT
GTTGGTGTGGCCACACTTCGTCTTGCGGCAGTTGACGGCACGTGGGTGCAGACGGGCATA
GCACCTGCAAAAATGACCAGGGTATATTATAGGGTTCAGAAAAA
>BJ507101 ID   BJ507101   standard; mRNA; EST; 629 BP.
TGCATCTGCAATGGTGACTTCCACCTCANCACCGGGTTCGATGCTGATGGANGNGATCTG
CTTGACAATTTCGGATGGACTGTGCAGGTCAATCAGGCGCTTGTGGATCCTCATTTGGAA
GCGATCCCAGGTTTTGGATCCTTCACCGCACGGAGTCTTTCTGGTTGTAATGCGCANAGT
CTTTGTTGGCATGCGGACNGGTNCTTTCACCTTCAGGCTCTTCTCCTTANCACCACGGAT
CANGTCTGCACAGACTTTCTCCANAGATTTANCATTGCGGCTGGTGAGGGTGATGCGGAT
GCNATGGATGGCAACTTCTGACTCAACAGGTGCTTTGCCAGTGTCCTTGAAAGCCATTTT
ATGTATTCCTGACCGACTTATTCGGAAGAAATTCAAGCGAACAGCGGTGAGCCCCTTGGT
TTTCACTCGCCTCAACGTAGCGCAGAGGATAAAAAAATGGCCTTCGCTGGTCTCAATGAT
GCTGATGTGAAAGCTGCCCTTGATGGCTGCGCAGCTGCCGACTCCTTCGACTACTAGAAG
TTCTTCAAGGCATGCGGCCTGGCCAGCAAGTCTGCTGATGAGGTCAAGAAGGCTTTCGCC
ACCATTGACCAGGACAACAGCGGCTTCAT
>BJ507142 ID   BJ507142   standard; mRNA; EST; 418 BP.
TTGTTTTTATTGATCTATTATGAAATTATACATCAGAACCTTGGAGCATGAAGAAAAAAA
ACCTAAAACATGGTTTTTCTTTAATTCCTCTGATGGCCCCGAAACATTTAAATACACACA
AAGTGACTCATACTTTGATGGTTGGGCAGAGGTGGGAAAGCGCCACCAGTACTTCCTGTG
TAGGGAATGGGAAAAGAAATCTAATCANACTCTGTCGGAGTGCANTCGAACAATGACAGG
GAGGACACCTGCCTTTGAGATGTAAAGCAGATTATTCATAAACGTCTTTCTTGTCTGCGA



TGTACTGTACAATCTCCTCTGGAGTCATCAACTTCTCTNCCTCGGCNTCTGGGATCTCGA
AGCCTAATTCATCCNCCATTGCCNTTATNATNTCCNCCTGGTCCAAGCTGTCCTATCC
>BJ507147 ID   BJ507147   standard; mRNA; EST; 580 BP.
AATCTTTATTATAGACAGACACTGAATGTTTATATTAGCTCAGAATTTCTTTCAGTGAAA
TCTGAATATCTGTACATAGTATTGTAAATAAGCAGTTTGACAAATATAAGTTTTACTAAT
GTAACTTGTACTTTTTAAAACAGTGCAAACAATAAAGCTATTTTCCAAAACTACGACACC
CGATTTCTTCATAACCTGGAGGTGATTACTAAATGTGTAGATACACAAAGACACAAAAGA
TCCTAAAGCAGTAGTGTGGTTTTAAATGCCAGTGGTCATTTCTATTTGGTCAGATTTTTA
TGCTCTATCAATGCTCCAGAGAGACTTAAATGTGACAAGTACAAGACTTTCTGTATTCCT
TAAATCAAGTAAAATTTCTTGAGAGCAAACCAACCACCAAGAACCATCATGACTGCAGCA
GCTGATCCAAACACCACCCCAACCACCAGGCCAGTAGTGTTCACGTTTTCCTTTCCTGAA
GCCACATTATTAGCATATCCNGCAGAAATAGGCGTGTCTTCTTGAGCAGTATACAGAGGT
CCAACTGTGACGGTGGCTGAGTCACGGGTTTCTTGTCCAA
>BJ507181 ID   BJ507181   standard; mRNA; EST; 108 BP.
CATAAAAGCATCAACAAGTGCTACNATATTGTAGAAATACTGAAACTTAATGTAGATTTT
GACTTTTTTTTTTTTTNCAACTNGNAAAACCTNGNCGGGAAAAAATTT
>BJ507193 ID   BJ507193   standard; mRNA; EST; 336 BP.
TGGCTTGATCATAATTAATAATCATAAAAGACCACTGGGAACGCTTTCACAATAGATTTT
TAAAAAAATGATCAGGATGGATCTGTAAAGTCAGCTGCACTGGAATCACTAGACCTACTT
TAAGAGACAGAGGCACAATAAGCAGGATCTAAAATTAGGACTCAAGTGCCAGCACGCCCA
AAGACTGGGTCACCACTTCAGAAGCCAACTTTTACAGTCTAACAAGATCTCAGACCCGGT
TTTCCTTTTTTTTTTTCCCCCTAAGNANTTCCNGTTTTNAANTTCACCTAANATTTCATT
CTNCAACTGAAAAAAAAAANCCCCNCCTCCAACNGT
>BJ507196 ID   BJ507196   standard; mRNA; EST; 314 BP.
TTTGAATGGAGTTAAAAGACCAAAGACTATTTCATGTCCCTATATAGTTATTTTTAAATA
AATGACCAACTTTTGTTCTACACTTTACTGCCAACAAACCAAGCTGGCAAACTGGGTGTA
TTCACAGCCCCAAATCTGCTTTGCACACATAAAAAGAAACCATAAAGGCTGGATTTGATC
AAAGAGGCACATGTCTGCACTGGATTGGAGAAAACCAAAATCCAGATCCGGTGCTGATCT
TGTGTTGAACTTCGACCCGCCCAAACCTCANAGGTCCCGAGGAGTAAAGGAATAAACCAC
ACGACAGACTATCA
>BJ507270 ID   BJ507270   standard; mRNA; EST; 672 BP.
TGTATAATCTTCATTCCTCACGAAAAGAAATCCTAAAGTGGCATTCTGATAAGTTCAAGC
ATTTCTGAGTATTCCTCTAAAAACGAGCGGGTCTTCACGATCTGACATACATAAGTGATC
AACAGCACTTTCTAGGAGGAGTCTGCGCTGCCAGCTCCGCCTCCAGGCTAACACACACAC
ACACAGTGGAGCTAGCATTGGTCGGCAAAAACGCTTTCCCATTACATGCACATATNANAA
TTTGTTCTTTATGATCATACCCATATCTNTGGATATAGTTTACCCTGAAAGGCCTAAGAA
AAAGTAGAATTACAGACCCTTTAGTGCAGATATAGGTTGAACAGATTCCACTTGTAGCAA
CAGCATGAACCAGTCTAACTCACTGAATCAGAGATGACTGGGATGAATGGAGCTATTATT
TCTTTTCCCCAGTCAGATTAAGACTTAGTGCCATATCTGGACACCGCCTTGCCCAATGAC
GGGGGAAATACAACTCATCTCGTTTTTGCCTTAAACATTCANAGGAATTTCAAAGGCATC
CGTTTCCCTCCATACATGTATGCAGCATGCAAAATGAATATTTTCTGGAAGCTTTCAAAT
CACAATTCTGAAGTCTATATTTCTGCACTTACGGTGAAAGCCAGCTCCTGTCCTCTGAAC
ACCCAGATCCCT
>BJ507272 ID   BJ507272   standard; mRNA; EST; 609 BP.
AATATCAGAATTACAGGAATAACAGGATTATAACATCAGTTCAAATATTATTAATAGCTG
CAGTGCATGAAACAATCATTATGTAATAACTTATCAGGAAAAGCCATTTTTACAGAAAAT
CATTATCGGACAGCAAGATCTTTGGCACTTTGGTGATAAAATAAAGACAGGAATATATAG
AAGACCCTCTTCCAGTAAAGTGTGCATAGGTAGCCTGTCATTAAACATTTCTATCANAAT
TATAAAACTATGGCAGGAAAAGTCTATTTTTGCTGATTGAATTATTTATAAAAAGCATGA
AAGGGGACAATTACTCTCTTTACACCGCTGGGTAAACCTTATTTGGCCACGGATATATTT
AAATATATATTTTTAAGTGCTCAAGGAGCATTGGCATCAATACTTCTGGTCTGACTAGTT
ATTAATGCTTTCAATTTAAGTGTTTAAAACACAAGAGTACCACTGTCTTAACACAAGTGC
AACAACGATNAGAGATGCCATAGTAGTGTTAAAGAACACAAGAAGAGCTGGCTTTGAAAA
AAGAAATGAAAAAGGCACAATAGTATGATCCCGCTGGAGGGTTTATGGATTGAAATGGTC
AAATCCCGC
>BJ507288 ID   BJ507288   standard; mRNA; EST; 104 BP.
TTTTATTTTCTGAGCGTTCACAGCAGCCAGGAATCATTCATGAGGGGGGGCGATTGCTGT
GAGGGGGGGGGGGGNCCNNTGNGNNCNCAAACCCTTCAAACAAG
>BJ507292 ID   BJ507292   standard; mRNA; EST; 500 BP.
AAGGTAAAAGANNAAACAATCAAAAACAAAAAGGATTTGTACACAACAAATATTGAGTCA
TTACATTGTAATAAACTTTAAATGCTGAACTATTTACACAAGGCATAGCCCTCCCTGCAG
CATATTTCCTCATGCAGGCATCATTGTTTTCTCATTATGAGAATAAAATGGCTTTCTTCA
NATGACTTCCTAAAGTTTTGTTATTTTTATATTAAAAGGGACCATAACAAAAAAAAATGT
AGATCAGTTTANAGGCTACAGAAAATACTTGTTAACCAATATAAATCAAAATTAATAAAT



GCAACCAGNTTTTATTTCANGGATGTGGGCTATAGTCATGATANANACAAAATAAAGTAA
GATATCAAAATACATCTATNAATATATTTAAATAATTAAGAAGTTTGGTTTAATAAAGAC
CATCTCTAGAAACAGAAATTAGTAAAAGTTAAGTATCTTTCANCGTTGCAGTCATTTTTC
NCCACTATATCCTGACTATC
>BJ507358 ID   BJ507358   standard; mRNA; EST; 550 BP.
GAGGGAGACAAACTGTTTTTGTTAAAAATATAAATAAGAAGATAAACATCTTAGACAAAA
ATCAAAATGACACATTTTAGAGACTTAAACATAGCAACTGCTGCAGAAAGAGGTTATAAG
AATGCATTTCTTTTCTAAAAACAAGTAAGAAAAATCAGATTTGACAATTTACCTACATTT
ATAAAGGTTTTAAAGTCAAAATAAAAAGGGCAGGTTATTTTGATTGATTGTAAATACAAC
AGAAGACCTCTAGATGGCACCTTTTAACTAAAAGGTACACCGTTTTATCACTCAGGGTAA
ATTAAAAAGCATTAATGTTAAGTAATCCTTGTATGCCCAGATTTTTGTCTTATAAAAAGG
AATTTACTTCCAGTTTTTTTTTTTACCTTTTATGATCGTCATCAAAGTCTCTNAAAAATA
AAGATTTCAGCGTTTTTTGTTTTTTTTCCAACAAACTACANATTCATTGATGTATTTCCN
AACGTTNAAACGCTGGAACCCCCTTTTTTTCTTCTTCTCTTTCTCTNCTNCTTCTCCNCA
GGNACCTNAA
>BJ507368 ID   BJ507368   standard; mRNA; EST; 437 BP.
ATAATTTAATCGTTTTTTTTTCCCTCANGTTGACGAGGCGTCAGTCAGCGGTGCCNCTGA
GCAGACGCNGAANCACAATAACTCTGGGTGAAAAGGCAGTCACATGATCANATAACTCAG
CTTTTGGAGTTTTACTCCAGCTGGTTGGAGTTTTTGGTGGACCCNATTAAATTTACCACA
TTGAANAATGTGAAAGGAATATTTGACTTTTTTCCCTCATTTAACATAAAAAATTGGCAC
TTTTTTTATATAAATGGGTAAAAATGAAGTCTTTTTTTTTTATTAAAAGGAATGTTGAGT
CNCCTGGACAGGGTTTGTTAGGGNGTATGGACAGTTATGTGCTAAAGTGTTAAACAGCTT
CCANTCACAGCCGCTGACTACTTANTAAAAGCTCAACTGCTGTGATNAATGACCTGCANG
GATCAAAAACACCACAA
>BJ507385 ID   BJ507385   standard; mRNA; EST; 427 BP.
TGTTCTTTATAAACTGCTTCCACTTTTTTTTTTCTTTTTACATCAGGAGCTCGTCGAAGC
AATTACTAGGGACAACTAGACNTCTGCAGAGGTACAACACTAATTCTGAGCAAACAAAAA
AGAAAAAGGCAACACCTTCAAAGAAAACTTCCATAGCTGACTTTAAATCTGTTAATATGC
AAATGTGTGACATATTTTTGGAGGATCCCTCTGGGTGAAGTTGGGGAAAGTTGTTTTTTT
TTTTAAAAANAANGGAAAATGGGATCCCATGAAAAGNGGTTGACAAAANCNTTTTTCTCA
CNTTTGCNCANATNAGGAGTAAACANTCCNCATAANCCNACCCAAACNTGAAAGTCTGTG
AAATGATTTTAAAACACNCTGGANCCNCNCCAGNCAACNTTGNCCTCCTACAAANACCGG
CTTCGTC
>BJ507391 ID   BJ507391   standard; mRNA; EST; 731 BP.
ATTGTGATCATTTATATACGTTTTTTTGGTATAAAAAAAAAGTCAGTTGACAAATAATCG
ATATCAAAGCATAAAATCCACTCAGAAGTTAAATTCTGAATTTCCAACATACCAAATTTC
AGACTTTTCTTTACTTGTGTGAGTTTATTTTACTGAAGGATTCGATAGTGTTTGCCTTAG
CTGTCAGTACGAACATCATTCAAGTGGAACAGGATTCTTTGTGGTTTGCCGGTCACGAAT
GATCTGACACGAAGTCGTCCCATTTGTTCTGCCACACGGCGAGACCTGCGTCCTTCAAAT
GAAGCGGCATGGAGCTGAACCTGATGGAGTTCACAGCCAGCTCTTTCAGAGTGCCCAGGT
TTGCCTTCAGTCCTCCGATGCCCACAAAGGCTTCATAAAAGTCGTAGGAGAGACCTGTGG
TGCCAAACAGAGATGGATCATCCGAGCTGATGACCATTGGATGGCCCTCTGACATCAGCA
CCGCCGCAGGGTGGTTCCTCAGATCAGATACCAGCTTCAACACCTGATTTGAGATGGGAC
ACAGCTCCCCTGCGATGTTGCGTTTCCTGGAGAGCTCTTTGGCAAGAGGGTGGTGCGCCA
AAGCGTAGCCCTGTCCGATGCGGCTGGTGTTGAACAGAATAGCATCAAGAAATATTTTGG
TCCACTTCAGTCCCTTCATCATCTGTCTCTCCNGCATGAAAGAAAAACGGCAGCTCTTCC
CCCAGCTCANT
>BJ507406 ID   BJ507406   standard; mRNA; EST; 214 BP.
GTTTATTCGTGTTTGAAATTACACAACTACCACNAGGAAGACTTTTCTGTCCAGGGTGTA
GTCTGGTTAGAAAGTAACACTAAACATCTTTAGTACATTAGAATCACTGCCNCAAATCAT
TGGTCATGACGTTTCAGTTTCNNAATCACATACATTAGAAAAAAGAGAACAGAAGTCTGG
AACCCTGAANACCAGAGCTGGAAATGTACAGNTG
>BJ507434 ID   BJ507434   standard; mRNA; EST; 681 BP.
TTNTTGTTTAAAGTTGTTACAAAAGTGTTTGCTGGAAACAATTTTGCTGTCGCCTTTTAC
AAGCACGGAAGAGGAGGGGCTGTTTGTGTAAAAACAGAAGGAAGCCCTTTGAGGAGTCCA
TCAGAGCAGAGCAGGTGTGTGGATGTGCGTGTGTGTGTGGATGTATGTGGTTGCGTGTTT
GTGCACCTCTATGTGCATCCATGTGTTTGAGTGTGTTGGTGTGCATGTTCAAGTGTGTGT
GTGTGTGGACAGGTGATGCTTTCTCCCTGAGGTGAGTTGGGGTGTGTGTGTGTGCAGGTT
TTTGTCANACAGATGAACACAAACCACAGTGGGGAGGTGGGGGTGAAGGCGTGGTTGTGA
ATGGGTGGGGTCTACAGTTTGCGTGTCTCACTTANACNANACGCACGGCCGACTTGGGGC
TGCAGCNCCNTCACANCTCATTTGCGTTTGAGGTCAAGTTTCANCCAAAAGCTTTTTGTT
GCTCATATCTNTTTCANTAAACCATAAATAAACNAACACAAAANACAACANAGTGGGCNA
TACTGAGGGCCCCTAAACCANTTCTANATCTTTCTNANGAGGCTGCANCCANACTTTCAT
GGCCTGGATCACANTTTTCTTGCATGACATCGNGGTGATACTCCCTACTGCCCATGTTTG



TTTACTTTTGGNTAAATGNTG
>BJ507435 ID   BJ507435   standard; mRNA; EST; 296 BP.
GAGTTACCTATAGTCCAAAAAATATGGTATTTTTATTTTTAAGTAAAAATGGGTCTGGGT
TGTTTATTGGTTAATTCATTATATTTTATGCCCTACAGAATAAAAGAACTTTGTAACAAA
AAAAAAAATTAAGGCTTTTTTCANGTAGTTAGTAAAAANAGAAAAAAAATTCANCTTGAA
AATTTGNGATTTTAATTTANCTTTTTTTAAACNTCACCGTTNAAACAGTCNACNTTTGCC
CAANAGTTTGGTCAAGTTTGAACCATCACAGTTAATTTATTTTGGTTGAAAAAGCT
>BJ507463 ID   BJ507463   standard; mRNA; EST; 579 BP.
TTGACTTTACAGCTACAGATTCAGTACTGGACACTCATCTGAAGTTAGAAAAACTAATAA
AAAGAAACAAGTTTATCTTCCTTAGTATCAAATTAATAAACATTTACAGACCAGAATATT
TCCCAGCATTCCATAGGCTGGAGATGATATAAAGCAAAAAAAAAAAANTGCTCAAAACGA
TAAGGAACAAAANTNTTTTTTTTTCNCAANTCAAAGCTGAAAAATAANTTACCANCTGAA
ACNATNTGAANCTGAAAGCAAAANCANAGCAAACNACCCANCAGGCANCANTGATNCAGG
GGGNGGGGCTAAAACAAACNCTCGCANCGNCNCATTTNTNCCNCTGCAAAAAAACANAAN
CNCANTGAAAAGCAAAANCCAAANCCGGGACNTTTTCNCAACTGGGGGGAANGGAGGTTG
NGTCAAAAGGNCNCAAACNCCCCCCCCNCAAAAATAATCANCCCCTTCNGGCCNCCAACT
CTAACCAGGATCTNAGNGTTTGCTGNCTGCCAAGGGCAANCGGNANCNCNACCGGNACTG
GGACCGGGATCGGGAGCNAAACTGTTTGTTCTGGGCCGG
>BJ507541 ID   BJ507541   standard; mRNA; EST; 555 BP.
GTCTGCTTTTGTTTTTTTCCCATGGAAGTCAAAAACACACACACATACACNAGAAAAGTG
CAGCAAATGCAACAGAAAGTACACTGAACTGTATACAGGGCAACATTTGTTGGTCAGAGA
GAATGTTTGGATATGTAAAACCTGTATGTGTTGCTTCATGAGGTAATGTTGAATGTTGAA
GAAATAATCTGACAGTCTTCTTTGTCCAATTTAAATCAGCATTTCTGAGAAGTTTTTCTA
CGGTTATCATTTTACAAATGCAAGAAAGCAAAGCTAAAAAAGTAAGTACATCTGTTCATA
TGCAAATGATAAAAATATCTCTTTGTGTGCAAACAGCGGATTCCACATGTAATTAGGCAA
TGTTGGTTGTTTTTTATTATGTTTTGATCGCAACTCTCCGCATTTTGGATTCATTAGGAT
TCATTAGCATTTTGGATTCATTAGCCATAGCTAAGAACAAGTCAGAGTCTCCGGAGTGCT
GACTCTGATGTTTAAAACCTTTTTTTTTGTTCTATCTCTGTTCAGATTTTGTCATTTTAA
ATGTTGCTCTCCGAC
>BJ507544 ID   BJ507544   standard; mRNA; EST; 735 BP.
TCTGATTTTTTTAAGAGTCCATGCAATTACNAAAAAATCACCATTTTCATTGGAGAATCA
CAGAATGACATTGATGACTGTTATCAGGTATCAGGATCACACAAAATACCCCTCTCAGAA
ATATGAAAATAACAGTTTTACAGAAAAATTGAATGGAAAAATAAAGTTTTTAAAAAGTCC
CAATAAAGGCACTACAATGTTTGCCACAATGTACATATAAAACATACAATGTTTCATTGG
TTTCAGTGATAAGGCATCCAGCATAGGCTGTTTAAGTACTAACATATAGGTGTCAAAAGC
TGCAGGTCATCTTCTTCTACTGCAGTGAATCATTCATCTTAAGGTCAGAGAAAGATCATG
TTCAGGAGGAAAGTTTGCTGTAATGACAGGAACAATTGTAAACTGAAATTCTAAGGAAAT
CAAACAGATTTGATGGGACAGAAAAAACACCAGAGTTCTGATAAGTTAGAACAGAAAAAC
CCTAANAAAGACNAAAAACAAAAACNAAAAAACAACAACATGCAAGTGTTTATGTAGATN
AAAATATGACCTTCCAAATGGCAATGACCATTAGTTTGTGAGCAGTTGGAATGATCTGGG
ATAAATTGGTGAACCCAGACTCTGTTAAAGAGCCCAGAGTCTGCAGCACTTCAGGGGTGC
TGAGAAAACACCAGGATGAAGGACAGAAAGTCTTCACACTGGGAGGAACGTCTGCAGGGG
ACAGTCGGGAATGAC
>BJ507570 ID   BJ507570   standard; mRNA; EST; 165 BP.
AGCTAATCCTCTGTCAACTCGACTGCCACCACGGCCTCNACACGGNCCTCCACNGCTTGA
ACTGCCNTACNAGTCACNAGGGGGGTAGCCTCTATCCCCNGGGGGGGCTGGGCCCCTTTC
CTGCCTCCCCATCCNCTNGNNACGGNNAGGGGGATACTGGNNAAT
>BJ507584 ID   BJ507584   standard; mRNA; EST; 667 BP.
TTTTTTTATTCCGGACACATTAGAGTGTTTAAAATTCACAGCAAGTACAAAAATAATATA
TCTGTATTTACAATATATTACAAGTGTCTTTATATATAGTTCTATATTTGTACAGATGCA
GAGGAAGACCGAGGTTTTGGTCTTTTTAGGTGATTTTGGTCCAAAGTGACCAGACTGGAC
GCCCATCTTCATTCTTGTCTGCAGTTAAAGGGCCAGCCCTCGCGGGCCCAAACCTTGGAC
AGGGGTCGGGGGCGTTCTTCTGTCCCCACCTGGGAGCAGAGGCTCGACCATCCCAATAGC
CGATGAAATTGGGTGTTCACACCGCCAGTTGAGTTTTTTTCTTTTCACTTTCCGAACTTT
ATGTCATCGTACATGTCGACCTCAAGGAGCTCCACGTCCTCCATGTCGCTGTCANAGTCG
CTGTCGGGTAGCTCCCTCAGCTCCTGTGCCGTCCTCTCGTACAGCTGGCAGCGGATTTGC
TCGTTCTGCCGGCCGTAGGTCAGATGGTACGGCGTGAACCCGCCATAGTTTAGGCAGTTG
ACGTTAGCGCCCAGGTCGAGGAGGCAGTGGACCATGGTGGGGTTCTGCAGATCAACTGCC
AGGGTGGAGGGCGGTCCTGCCGCTGCAAGGTTCCTGTGCGTTAATGTCTGCACCCCACTG
GACGAGG
>BJ507600 ID   BJ507600   standard; mRNA; EST; 375 BP.
ACTTTAATCATAAATTGAAGTACATAAGTCCTGTTTTCCTTTGGCATGACATCAAAAGAC
TTTTGAAAAGCTGCAAAAATGTACTTTTTATTTTGCATAATAAATGTAACAAAAAAAAAA
ACAACAACAAAGGTTTCCTACNTTTCAAATTTAAANATTTTTANCACAAAANCNCNCTAT



AANGTTTCAAGCTTGAAACTTAATTGATGGNGCANCANCAAAAGTTANCATTTTTTGAAA
GNGACGTTNATTTACNGCACTTCTNAGNGGNATTCCTTTGNACTGCACCCCCGTGAGGCA
NTTACAAGGATCATTTAAAATTAAAAAAACTGATTTCCTTCAAAATGTTCAAAATTACCT
GCTGTCACAAATGAT
>BJ507603 ID   BJ507603   standard; mRNA; EST; 695 BP.
CTACCGTATTTTTCTGATTTACAAAAATATGACAAAATAAAAGAAAGAAATAATCCCATT
TCCCCCCACTTTTTTTATTTTTATTTTTTTTTGCAGTGGTATGTTGGAAGAGCTTTTGAT
GTTCTTTCAGCGAGGCTTCCATGACGTCTTCACTTTGAGGTTTGGGTCTGGGCGTAATGT
AGCTGTGGTGAGACTCTCAGCTGTTCCCATTCGACTCATGCTTCANAACCTTTACTGAAC
TGTGGACAGATTTGACACTGATGGCACAGTAAAATCCAGCTTTTCAAAGAGGTGTAATTG
CGTGGATAGTGGATTTAAGATGTGGCAACACGTCTGAGCTGCTGTCTTTTTAAGGGATTT
CTGTGCTTATGGAAAAACCCAACTGTATAAGATCTGTCACTTCANAGTCTAGCAGCTGCC
ACAGGTACAAAGCAACACACAAATGCAGATGTTTTACTCTACCATTCCTAATCCCTGTGG
TAACTTGTTTCACTTGAATTATGTGGATTTGCAGAAAGGCATGACTAAACTCCACTGTGG
TGCAGCACAAAATTCCCAAATCCTCATCAGCACAGATACAGTTGGTAATAAACGTACTCT
GCATCATGTCACCCAAATATCCCAATGCTGCACAGACTGAAGGTTATCAGGAGACTGAGT
TCAGCTCAGCTCTCCATCTGTTCTGCTGCTTTCCT
>BJ507613 ID   BJ507613   standard; mRNA; EST; 410 BP.
TTTATTTTATTTATAGCCACTTTTTATCTGTTACAGTATAAGGAGTTTAATAAACAAAAG
AAAACATCTACTGGTNAAAATAGAGGTGTTATTCTCCTCAGAAGAATAACACAGGGGAAG
AATCAGTGGAGATTGTTCTGTGTCATTGTGAACTGTATGGGGAAGAAAGACGACNGCTGG
AGAATAGAGTTCATAGAGGTGAACGGCTGAGTTTTANAGAAGCTTTTGGGAGGGGAGGAG
AATTTAAGTGGTGCATTATAGGTTTTTATGAGCAGAACCAGATTATTGAGGAGAATATAG
TTTGTTTTTTGGTTAGATATTCCCCANCTACNATCCATCCTCCANTACAGCAGGTGGCGG
TNCTGCCCTTGTCGTTGGTGCCTCCCGCCATTTAAACTACGAGAANAAGA
>BJ507615 ID   BJ507615   standard; mRNA; EST; 753 BP.
AGAACAATGTATATAAATCAGCCTTGTAAACTTTGACAAGGCAAAATGTACACTACTTTA
TTAGCAATAATATCATTTTATAAAGGATTAAAAATAAGTACTTTAGTTCTTTATACAGTG
GGTCATGACCTTGTCTAACACGATGTACAAAAGAAAATATTCAGTTTATAATTCCACCAA
GTAAGTTGTGCAGAAAACTATCCCTAATACACGTTAGGCCTTTACACATTTAAAAAAAAG
GAATCTGTATGTTATAGCGCATAAAACAGAGAAATGCTTCAAATCTGCACAGCTGTCCCT
CAGCTGATCCCATTCATTCTTCACAGGAAGTCTCTAAAACTGCAGGAATGCTTAAAACCC
TAAACCAGCTGCTGCACATAAACACGACCCAGGAGGCTGTATGAGATCCGTCAACGTTCA
AGTCAGATAATTAAAAAAAGAAAGTCCACCAGAGGGTGCCAAAATTCAAATCTTTACAAA
ACAAATTCAACACTTCCTGGCACAATAGAGGTGGTTTCTAATAAAAAATAGATTTAAAAA
TAGATNAGAAAAAAGCTGGTTTCATCAAACACCCTTATCTACCCCTGTCAACCAGCTGCT
AGGGACATGACATGTGGATGAACTGGGAGCTTTTACCAAATCACACTACAAACCATCTTT
AGGAAACAGTTTTAGCCTCTGGACATAGAAAAAGTCTGTAATGTAAATGTCTTAGTTTCT
GGACCAACCAGCATTTCAGCATTAATTTAATTT
>BJ507640 ID   BJ507640   standard; mRNA; EST; 404 BP.
ATTTATTGATCTGACATGAAACTTAAAAGTAGGCTACAAATTAAATAAAAAAACTGGTTG
GGGGGATTTCTATGAAACTGGCTGCTATCTGACAGCTCTTTTGGGGCTGAAGGAAGCTGA
GAGGGACACAAATAAATTAACTTATCGAAGCCTCGTGCCGAGAGAACTGTCTGTCGTCAT
CTGCTGCAAGGATGAACTGGCCGTATGGCCATCGGCGTTTGCTGCGCTTCTCCTCCCGCA
TCATGAACCTGGGTCGGTCCGACTTCAGACCCAAAGCATCGAAAGATAGCTGGACGTGGC
ACCAGTGCCACAGACACTACCACAGCATCGAGGTGTTCACGCACTACGACCTGCTGACTC
TGAATGGCACCAGGGTTGCAGAGGGACACAAGGCCAGTTTCTGT
>BJ507645 ID   BJ507645   standard; mRNA; EST; 275 BP.
ACTTTATTTTATTCTAGATTCCATCTGCAATAGTGAAAAAAGTACCAGGAAACGCCAAAA
GCAGCGTCACACTCTCTTTGTGAGATCCAAACGTTTATTAGACATGCTTAGTGTTAAAAG
CACAAAGAGTTTAGTCACTGATGAGACAAAATGATCCATGAATGTTTTCACAGATCCTTC
AGTTCCAGTGTAAGTCACCAGCTTTCATTGACAAACTCTCAGCCTCACATCACGGACACT
TCAAATCCAGTTTAGGTATGAAAAGATCCTCGTGC
>BJ507672 ID   BJ507672   standard; mRNA; EST; 340 BP.
TTTCTGCTGCTNATTGCCTTGGGGGAGTAATACACACNATCNATGCTTTCNATGACNCGT
TTACTAAANATGCTCTATCANTTGGTTANGCACGCAGTTTANGGGTTAAACATTTGTANA
CTTTGNACTACGCTCAGCCTGACTGACACAGAAGAACTGTCTACATTGATGGATGAATAA
CGGATGAGTACCAATNANCCCAATACTAANANAAGTGCANCTCGTTTTGTGAACTAATGC
ACTTAATCATTTAAATGTCNCTTANGAATTTGTTGGGTTAACCCCTTCATGCCGTANGTT
GCTTGATCACCATGTACCATTACATTAATTGGAAATGATC
>BJ507675 ID   BJ507675   standard; mRNA; EST; 660 BP.
ACTTTATTTTCTAGTCATCCCGCCGCTGGTGCTATAATAAGAAAGAGGGAAAAATAAAGA
AAAGATGCGATTTGACCAATGATAATAAATGGGTGTTCTACGGGCATTCCGCCAATTCAG
GTTAAAACCATCACGTCTGCTACTAGGAGTCAGAAAAGGAATTGGGTGAAAGGTCGAAAC



GTAAGGCTTCGTTGTTTAGAGGTGTGTAGGATAGGGACCAGGAATAGTACTAGAATAGAG
GCTAATAGGGCTAGGACCCCTCCAAGTTTATTTGGAATTGATCGTAGAATGGCGTAGGCA
AATAGGAAGTATCATTCAGGCTTGATGTGAGGGGGAGTAACTAGCGGGTTGGCAGGGGTG
AAGTTGTCTGGGGTCTGAATTGAGGCCGGTTGGGTTGTTTGAACCTGTTTCGTGAAGAAA
AATTAGATGAACAACTGTTGCGGCGGCAATTACGAAGGGGAGGAGGAAATGGAAGGCAAA
GAATCGGGTAAGTGTGGCGTTATCTACTGAAAATCCTCCTCAAATTCATTGGACGAGGGC
GTTGCCNACGTAAGGGACGGCAGACAAGAGGTTGGTGATTACAGTGGCTCCTCAAAATGA
TATTTGTCCTCAGGGTAAAACGTAACCTACGAAAGCCGTTATTATTACTAGTAGAAGAAG
>BJ507688 ID   BJ507688   standard; mRNA; EST; 213 BP.
CTTCCTTTATCACGGAACCAAGAAAACACATTACAAAATTCTCTTTTTACAGAAACGGTT
CTAGGCTTCCAATTTCTTTTCTTCTTTTTTTTTTTTCCAAANNCAAAAANTAGGAGGAAC
CAAAANGATTTACCAAAANTNGTTNTANCATTTTANAATTTTNTTTATGNAAAAAAAAAA
AAAANTTTTNCAAAATTTAAATNAGGGGCAAAT
>BJ507716 ID   BJ507716   standard; mRNA; EST; 659 BP.
TTGATTAGGGTCTATGACACATACATGAGGACGTTCTGATTCAGCTCAGTCTTGGAGGGA
CAGAGAAACTGTGCAGGCCTGCTGACACAATCCTCTCCCATCAGTATAAACTCACTGGTC
CCAGGCACCAGCATTACTTTAGCATATATTCACTTTGTAGCACAAAATGATCAGTAGAAC
TAAACTCCAACACGGAAACTAAAGAGACTGTAGTTTAAGGTTAAAGCAGAAATGACAGTT
TGCTTCAGTAGAAATCATTAAAACCCAGGATTTTCCTGCTGATTCAGGGTTTTTTTCTAA
GCGTTCTAACTGCTCCAAACGGCAGTTCTTTAGTGACAGTCTGATGTGCTGTGATTTGAC
AGCCAAGCTATGATGTCCATTAAAAAAACGAGCCTCGTCTCTCTGACCGAAAGCTCCTGA
TGTGCGTTTTTCCCCCCACAGCTGGACTGCACAGAGCAGACACCGTCCTCACCCTGGTCT
CTCTGGCTCACCCTCCATTCAGCTGATGGAGTAACCCATCTGATGCAGCTTCAGCAGAAG
GTCGTGAGTGATGTCAAAGGCGGTGAAGCTGATCCCCACGGCAACGGGCCCTTTCAGCCA
GTTCATGCTCAGGCCCTTGTACAATCCGCGCACCACTCCTTCCTTCGTCACGATCTCCC
>BJ507731 ID   BJ507731   standard; mRNA; EST; 451 BP.
ATTCACAATTTGTGGTTTTAAATTCATTTCAGCAGATAAAAATCATAGCATCAGCGTGGA
ACTTGCTTCATAAGACCTTTGTTGCATAACAAACAAAAAAAAACGTTTTGTCAAAAATAG
GATGAATACGACAAAAAGGCATTTATTACATCAAAAACATATAGACTCAATGAAGAGTGA
ACCCCGATAATTGCAGGTACATACCTTGTAAATAAAGGTGCAGAGATACAAAAATGTTTA
AAATAAACTGACGTTTTCTACAATAAAGATAAAATTTCTAGAAATATGTGATTTTACAGA
AAAGTTTCCCCTTACTTTTTTATTGAATTCTTTTATATTGCCTTTTTTTTTTTTANAACT
ANAACCTNCCNCTATAGCCTTTAATTTCTTTTTNGGGGATCTACAACNCCCAAAAAAGTT
GCAAATCCCCNCCGGNATTCCATTCGGNNGC
>BJ507743 ID   BJ507743   standard; mRNA; EST; 538 BP.
AGACAAACGCANGCGCANAGACAATCANAAAAGTAAACATTTTTGACATGATGTTTGCGT
CCTTTAATTCCACGACCAATCCTTCTCATCTTGATGCTTTTGCCACTTGAACGCAAACNC
AGTCTTGTTAGNGTTTCANCANAGTTGNGAGCTTTTAGNGTCACCCAAATGAAAAACAAA
GTCGTCAGGNGAAACCCACGGCGCGCTGNGTTAAGCTGAAAATGTCAATAAAAAANAAAA
CNTTATGAATCACCATAACACTAATTTACAACTCTGTCGNGCTGTAATTAANTTGGAAAC
AGCAAATTACAATTGAAATGCANAAAAAANATTTTCCTTATNGATACATTTTTTTCTTAT
AGCANATGCCANCTGTTTGAAAAGGNGGGTCAAAAAATAACGCGCAAACNCAGGGGCGAA
AATGTNCTTTCTTTTCTTTNATGTNGAANGNCTNCATCANGAGCCTGCCGGGCGCTACAG
TTCCNTGTAAAAGCTTATCACTGTTTTTATTTCCGGCTTCAAATNATGAAGTCTGCAG
>BJ507751 ID   BJ507751   standard; mRNA; EST; 178 BP.
GAAATTTCTGTTTAAGCTGTTACTTGTCTGTCGTGCACNCAGAGGCAACGTGCANCATCT
GCTTTGCAGCCATCATAACAGATTATTATTATTACNCCNCGCTCATCCNCTGANTCANGT
CACATGACCTTCCACGGNTTANGTTGCAGTTTGTTCCTCTGCGCCGCCTATTGCATCA
>BJ507755 ID   BJ507755   standard; mRNA; EST; 622 BP.
ATTGCCGTTTGCACATGCGGTACGTCGGAATTTTTCTTTAGCATCTCTCATGTCAGGGTA
AATAACAAAGGACAAAAAATTAGAAAAATAAATAGAATAAAGTTAAAATTAGACAACAAA
AGTACAAAGTTCATAAAAAATATAAATATGAGCAAGCATGAATATTGTAGCGTCCGAGTG
GAGTTCTTGTTTATTGCACTTAGTGATTCAGTCCAGTCTTCCCTCTCTGATGTCCATCGC
CAGCATTCTGATTGCTGCTGGGAAAAAGCTGTTGTGAATTGCCATTTCCATGAATTTACA
TTGGAATAGACAAAGCCATGTAGACCGTGTGCATTCTGAGCTCGTTCTCTGCTTTCTCTC
TTTTAATCGTTAATGCTGCTTCTTGATCCACGCATGAAGAGTAAAAGGGCTAAAACTTGA
TTCCACTGAACCGTTTGTTCTTCCTTTAAATACTTTACGTCACAGTAAACAAATAAATAT
TTTCCTTACATTCAATACAACAATCATTTCAGGAACAAAGAAAAAGGCCTTCACAGTGTG
AAACAGGAAAAAACACAAATACCAAATAAAAATGTAAAAAAAGACTAAATCAGCAGCTTA
AAGTTAAAAACAGTTCATTACA
>BJ507790 ID   BJ507790   standard; mRNA; EST; 248 BP.
ATGTTAATGACCGACTGCAACACAATGCTACAAATGTGCAATAGCATGGATGGACGTACA
AGTGTTTCAACATAAGAAACCCTACNTCNTGACATCCNANTGNTNATTACCNACTTTATC
TNATTACGTTTGCTGAAAATCACACTTAANGACCACAAACCTACTGAACTTGGAGCTCAN



GANNACAGTTTTTAGCCAAACTACTTTGTGATTTGATTTATTTATTTNAATGAATATTCT
GGCAGTTC
>BJ507841 ID   BJ507841   standard; mRNA; EST; 567 BP.
GTCTGTATTTGCACAACACATCATACACAACCACAAAGCACAATGAAGCACACAAGAAAT
TAATCACAGTGGATTTTAAAAGGGGATTCTTTATTTTCTAGTTATTATACTGTATATAAT
ACTCTCCATAAATGTCATCATATTCATACCATGTAAGGAAAAGTGTGCTTTTGTTCACAG
CATGTTGTCCATGTCAGACTGCCGTTGTTCTGAGTTTTACATCACAAAGTGTACAGTGAA
ACTGGCTGGCAGTTATCTGTGTGTGTTTGTGTGCATGAAGTGCAGTTGGTGTTCACGTGG
ACAGAAGAGACATGTCTACATGCAAGCATATGCATTCGGAGATGGTACTGAGGGTGGAGG
AGGACGTAAAAGCTGCAACCACTCGTCAACCACGCTTTCAACTGAAGCATTCTTTCACCC
ACACTTGGGGGGGTTGGTTGGGCGTGTAAGTGTCTGTGTGTGTGTTTGTGGGGGGGGGGT
TCTCAAGAAAAAAGTTCAAGAAAGTCCATATTAAACTGGAGGCGCTCGTTTTTTACTTTC
AATCCTCGGGCAACACAATCCCCAATG
>BJ507863 ID   BJ507863   standard; mRNA; EST; 620 BP.
TTATCTTTATTTTAAATTTGCACACAGCACAGGTTGTTTCTTCCTCAAAATTCAAGTATA
CTGTTCAAGCATACATAACGTGACTTTTCAACATTTCCTGAGCCCTCAGAAAACAGAGGA
GCAGCTGGATAGCACCATTATGACAAAGTACATTTACACATTTTAAAGTACGAAAGGAAA
ACAGAAATAAATTGGAATAAAATGTTTTCTGTGCTGGACTGTCCAGCACAGAAAACGATG
CTACTTTTTCATGAGAAGATACCAGCTGATCATTTGATTTTGAGGAGGAGAGGTGAGTTT
AGCTGATTTTATTTTGTTACAGCATTTGTTGTGCACATGGGTCATAAGCAGGTTCATGTC
AGTTCTAATATGTGGCCTGCATTCCTATTGGCTTTTTTCTGCTCAAAGGTTACAGCATGT
CAACATTTGAAGTCTGCATTTGAAGTGACAATATGTCAAAGTTTAGGATTCTTCGTTTAG
GATGAGCGCTGATGAGTTTAGGAAGTATTGCAGCGAGTAATACAGCCTTCTATCCACATG
GATNACCATAACCATAACCATAACCACATTCTTGCTGATTAGCAACATTGAGAACAATAT
CTGCCATGTTTATTGATGAC
>BJ507905 ID   BJ507905   standard; mRNA; EST; 665 BP.
TCCTACCTTCGGAGGTAAGATTTCAGAATATCGGGCATTCGTTGATTTACAGGTCACATT
CNATGGTCGGAGGAGAACACAAATAAGCAGAGGAAAAAAATGCANAATGTTGAGACAAAA
CATCACAAAAAAAACATTTTAAAGTAGCAAAGTGACCAAAACATGATAGGAAAAACAATC
ATTTTAACCAAAGAAGTGCAAAATATGANAAAGAGCACGTAAATATCACGAAATAATCAC
AAAAAGACATTATAATCCGCAATAAATAAGAAATTACCACGTGTCCAAATAGGATCTTTC
ATAANGCACAGAATTCAGGCTAAAGAGTAACAAACAAATGGTCCACCCAAAAAAGAAAAT
AATTTTTTGAACTAATTTTGTCTTTAAAAGGGTTTCAATTCATAAAAAGTATAATTTACT
GTGCTTAGAAACTCTTTAAATAGCAAGTTACTATGCTTATCCNTCACACGTGTAACAGAA
AAACCATTAGGCATAACANAAAGCGTACTCGTGTAGACNTGGNCCCGGGGGGCCTCAAGG
GGCCCCTGGTAGCGGGTACCCCCATCTTCCTTTCTGTCGCGCCCCCCACTCAAATGTCCT
TCAAAGAAGCCTGAACTGTAATTACCAAGTCATGCTAAAGACTGCTTGTTGCGGCTGCAT
GANCA
>BJ507927 ID   BJ507927   standard; mRNA; EST; 630 BP.
AAACGGTTTATTTGCGTCGCTGTTGCTGACGGCGAGCCGCCGCCCTTCACAATGCAGATC
CCTCTGAGAGAAGCCGGTCTGACCCTTCCCACAGTTGGCAGCCACATTTTCCACAGTCCA
TGCACGACAGGAGCACTCCTGAATGCTGATGGGAGACGTTCCCCAGGCGGGAGGAGGCGC
AGACGCTCGGTGGCACACCAGAGATATCCGGTGACACGCCGGCATGAGAGACGCTGAGCA
GGTGCTGGATGTCATCAGAGGTCATCTGGAGACCCCAAACTGACGAAGGACTCCATCCAG
GTCCTTTTAAACTGCAGAGCGTGTTGACTAAACTGGTTAGTTGGTGAACAGCGAAGGCAT
GCTTCAAACGGTGGCAGGGGTCAGAGGTTAAGGGTCAGTCCAGGTCGCGGGTGTTGAGGG
TTTGGCTACACAAGCAGACGGTGCCGCCCATCACAGCACACAGCGTCAGGATGACCAGCA
GGATGGCCCACCAATGTGCCTTCATCCACTCAGCCATGTCATCAAAGTCGTCCAAATGGA
GGAAGGAGTTCTTCAGTCTGGCGATGGGCCCGTCTGCGTCAAGCAGGCGACNAACTTGGA
ATTTGTCGCAGTAACCTTGATTCTGCGAAC
>BJ507948 ID   BJ507948   standard; mRNA; EST; 330 BP.
TTTATTTATCAAAAGTGCAAAAGTATAAAAAACACATTCTGTATAAACTTTAAAATAGTG
ACTGTACAGCTGTACATTTTTATTATGATTTAACACACTTCCCTGCAAGATAAGAAGACA
TTACAGCCAGTGTTCAGATTATTCTATTGCTTTACTAAATTACTAAACGGATAAGGAGGA
ACAGCTTCTTCGACGTTGCATTTAAAGCCACTTTGTCTGTAGTGAAAAATAAAGCAAAGT
CTTTTTTTTTTTGTTCAAATTTACCAACAAAAACTTGAGGTCAGGTCAAGNGTCCTTGCA
CCANCAAGGAGGTTAGGAGTTGTTGTACCT
>BJ508024 ID   BJ508024   standard; mRNA; EST; 367 BP.
TTGAGAGAGTGTCAGGGNAAGATATACATCATTTACACTTGGCCTATGGTCTCAAACAGA
AGATTTTTTATGGCTTTATTTCTGCTGCCAGTCTGAATAGACTCAACTAACAGCGTCTGA
AACATTAGAGGCGATACAGTCGGTTTAGTTTACATTCACCGTTGACATCAGTTTTTGTAC
TTTTTCAGGAAAAAGATGTTTGGTTTGGCAGATTACAAAAAAAAAAACAATACTTGACAA
CNTTTAGGGGGAACTCANTTTCAAAAGGAAGCAGNGATGCNCTCAAAAAGGCAAAAACTT
ATAAGTTCTAACTTGCATTTCTTTTCTTACCACNATNTGTGTGTGTGGGGGGGGGGGGGG



GGNNTTT
>BJ508067 ID   BJ508067   standard; mRNA; EST; 188 BP.
AATTTTTATTTTAAGAAATTGAANACGTTTATGCTCTCGCGGGTGGAGCTGTGACGTGTC
NGATTTTTTATCACCGCGGTGATNAACCACCANGGGGCGCGGNGTTGCGGTTAANGTGTG
TATGACTGGTAGGAGGGAGCGCGCACACGTGTGTTGGGGGTGCGTGTTGATTCTTCTGCT
CTCTAGTT
>BJ508077 ID   BJ508077   standard; mRNA; EST; 502 BP.
ATCGGTCCATCCGAACCCTTTTATTTTACATTTTTACACAATTGAATTAAGTGAGTTTCA
GTCCTCCACAGAAACATCATGTTTAGCACAGAAACAGCTGCAGCTTTAAGGGAAAAACAC
AGAAGAACAACTTCATAATAAAGTAAAACAACAGCAGGGGATTAAAAATAAGGAAAATTA
TTAAAAAGAGGGTGTGGCTTTGAAGGCCACCTTGCAGGTGAAGCTGCTTCTGCTTCGTCA
AGGCAAAGTGACTGCAGAAGCTTCTTTATTGATTAGTAGTAAAATGACTTCTGTCTGCTA
CCGCCTGGGAGCAGAACCCATCCTCCCACGGGACCCCACCCCTCCATGTAGCACTAAGCC
TTGGTGGAGGTTACAAGTGCAGCGAGGAACCCTCCTTTACTCGTGCTCAGGTGAGGCAAC
TCTGAGTCAGAATCCCTAGATGACCCTTAAGGGCGAACAGCGTCTCTNCTGATGGGGAGA
GTCAAAGAACCTTCGGAGAAAA
>BJ508088 ID   BJ508088   standard; mRNA; EST; 202 BP.
ATTCTTCTCNCTGGAATGCTGTCTTTTGCTTAAGCATGCATGACGAGACTGTCATCTTTG
TCACTGAGCCCCATCTTTTTTTGCATTTCTTCTGCTTNCTTCTTTTTCTTCTGTCAGNCC
CTCTTTCCGACGAGCCCNCTTCTTCTTTGTGACTCTCTTGGGTAAACGANGGGGAANGCC
TTCAACCTCTCCACTCTTGATG
>BJ508112 ID   BJ508112   standard; mRNA; EST; 810 BP.
GGCGGCGCGGGACGGGGACACCTGTGCTTTGTTCATTAGGAACGCCATCTGCAGGCGCAT
CCACGGTACATGAGGTGCACTCGGAGCCGAAACAGCTGCACAACATTACACTTTATTAGC
ACAAAAACGACTCCNGTTGTACGGCATCAAGCCTCACATCCTCCTGGCTTTCCTTGGGCG
GCATCCATTGTGTGGCACGGGGGTGTTGTCACNTCATGAATAACANAGTCCCTCCCCAAA
ATTCACGAAAAGANTNCAGCCTNTTGACTCCCCTANCTGGTGAAGANAGNGCTCTGAAAT
GGGGTGGAAAGAAGTTTGAGGAGTTGCCAATTGTTCATATAAAAGCCACCTACNACAACA
CACACATCCNGCTNACATACTGCGAGGGACANNCTCTGGTGAGGACGTCCTGCGGCACGG
AGGGCTTCAAGAACATTAAGAAGTCGACGCCCATCGCTGCACAGACCGCANGGATCTCTG
CTGCTGCTAAAGCAACANGGAAAGGCGTTACGTTTGTTCGTGTTGTGGTCAAAGGTATCG
GTCCTGGANGTCAGTCGGCGATCAAAGGTCTGGCGATGGGGGGGCTGGAGGTGGTATCCA
TCAACGACAACACCCCCCGTGCCACACAATGGATGNCGCCAAGGAAAGCCNNGAGGATGT
GAGGCTTGATGCCCTACAANAAGAGTCNNTTTTGTGCTAANAAAGTGTAATGNTGTGCAG
CTGTTTCNGCTCCGAATGCACCTCANGTACCNNGGATGCNCCNGCANATGGGNTTCTTAN
GAANAAAANAAANGNGTCCCGTCCCNCGCC
>BJ508119 ID   BJ508119   standard; mRNA; EST; 677 BP.
CAAAATCACAACAAACAAAAAACCACAAACACTTTTAAAAGAATGCACAAAACAATGCAT
TTTGGCACAGAACAGCATCAACATCTCACTCACATAACACAATTTTCATTCACGGCATCC
ATAAATAATGGTATGTTAGAATAAGGTTTCCCCCATTTTTTTTCTTCCACATGCAATTAA
TCCAAAATATACATCTAAAAAAAGACTGAGTCACTGCATAGTTAATTTCAAAACCCTTTG
TTTACAGTAGTCAGACAAACTAGGAAATACTTTTAAGCTTTTGAAGCTAAAGTCTAAGAT
ATGTTTGATGGTTTCTGTTTCACGTACAAACAAAACTAGAAGATCATTTACATTAACTGT
GAGTCACCTAAAAGCAGTAAAAATAACTAGACAAACGCTCGGTTAACTGGAAATGCAAAT
GTCCCAGAGGCACTGAACACCACAAATACAGTTTAAAAGCTTAAACAAGGAGGAGTAAAA
GCCGGGATGTCATGAGGATTCTGTTGTATCATTGAGTTATGAAGTGATCACAATATTTGT
TCATAAAGAATTATTCAAGTACTTAATATTGTTCATAAGTATGTTTAAAATGATGACCAC
ACANAGATCTGAGGACAAACCAACCAGAAGTAAAGCTAAAAACAGATGTGAGGATGAACT
AAAACGTCATGGTCAGA
>BJ508126 ID   BJ508126   standard; mRNA; EST; 198 BP.
ATCCCNTTATTTCTGTATCCATATACATCATTGATGTTCTTTTANGTAGCTGTGGTTTAA
AGAAGCANCCATCACTAATACAAATGTTTTTATATAAATTAGCTCATGGGTCTTTAGTCC
AGGGCTGCTACTCANGTTTCTTAACCATTCATTCAGACATGTGTCTGGAGAAAGACATTT
ATTTNAAAAAAAAAAAAA
>BJ508137 ID   BJ508137   standard; mRNA; EST; 745 BP.
TATTGATTGTAATCAGCTCACACTTTTGGAACGTTACAGTTTGATAAAACAAAGAANAAA
AACATAATGCTCCCGATTTATAGTCAAAAGCATACATTTTCTGTTTGTAATTTTCCTTTA
GAAATAAACTGTTTCTGTATCCTTCATTCCCCGTTTAAAGTTAATTTTAATCACTGCAGA
ATAACGTTAATGTTTTGTTATTTCATTGTTCCAGTTTTTCTTTCTGACAGTTATCCTTAG
AAACTAATGCTGTGTTCACACCAGGCTCAGAAACACACATTCGAGTAACCATTTCCAGTC
AAAAGTCAACGTACACGCAATGTAAATATGCCATTTCTGAGCCTCCGCGTTCCAAAGTCT
TGCCTTCATGCATCGCTNCGTAAGTNATTAAGTCTATTTTCAGGCTCTGTGTACAAAACG
TGCAGCAATTGAACACGTGTTGAACTCTGACCAATCATGGACGTGGATTTGAAGATGATG
CAGGTGGCCTCTTTTTCAAAACACAAGTGCCAACCGTTTGAAAACTGATCATGAAGGACA



AATTATTAATTGCTGTTTGTGTCCAGCTGGAATTATACAACACCAAAAGTCAGTCAAGAA
TCTGCGTTCAAATATCCNTGTTCAGCACACTCTTGAACAGGCATCACAAGGCCAGTATGT
ACAAAGCACAACTTGGTTGCANAGGTCTTGTCATTGGGTATCAGTTCTGAGTGTTTGTTA
CATTCACCGGTCAAGCTTTTCTTTA
>BJ508151 ID   BJ508151   standard; mRNA; EST; 507 BP.
TATTGTGTAGAGTGTGTTATTTGAAGCAATCTGCATCATCTTACACCAATTTGCAGAAAT
ATTGCAATCCAATTAACACTTTGTTAACAGTTTCTTTACACTTACTGAGTCAAAAGAAAA
TACAGTTTAAAAATACTGGCAGGCTGTCCTGCCATGAACCCGGGAAGAAATTCTTTTGGT
TTGTGGGAATTTGAATGTGAGCACATGCGGAAGCTAGCCTGAATTTGTTCCAAGAATCTT
TGGCAGGACACTATCAGCACAGGAAAAAAAAAACAAAAAAACAAAAACAAGCTGTAACTG
AAAANACATTTCCTGCCATGCTCCTGTGCTACATGGCTGACATCATCCCAAAACCTTAAA
AATTCCCTTTAATAATCCTGTTGTATTAAAGCTGCAATGTCTAAAAAAAAAAGCAAANAT
CCCTTTAACAAACNCNCANAAAATNTTTTTTTTAATGGAAAGGCTTTTATGTTGAAAAAA
TCCATACANATGGGGTTACTGCTTCNC
>BJ508152 ID   BJ508152   standard; mRNA; EST; 673 BP.
AGAGCTATGGGTTATACTCAACACAAATGTAGTAAATAAGGAAGTTGCTTCAAATGTTGT
TCTTAATGTTGATCATAGAACAAGGGAAAAAAATAATATTCAGATTTGGAGCAGAGTAAA
ACCTCTGCAAATATTAATGAGACCCTAAGCGTTGAGGTAGGTGGGTTTGTTAGAGCTGGC
ACTCCATTCCAAATTGCTTCCCTTCCTTCATATGTTCTCCCTATTGCTCAGATTTTAGGG
ACATTTGAAGCTGTGGGGGGTCCAAAAGTGTTTATTTTAAGGGGAAAACATAGTGATTTA
GGGTTAGGTAGGGTAATCCGCATCGCACTGTGGTGTGGGGAAGAAACACATTTCTTCACG
TGGGTGTGCTGTCATGCAGAGGCGATTACATTTAAGTGTAAGTATTGATTTTTGTTTGTG
CGTGACTTTTTGAAGTTATAAAATCGATGTTTTGTGTTTTGCAAGTGCTGTTGGCTACGC
ATTAACATATATGAACAGCAACTACTGATGACATCATCAAGCGGTAGTAACATCCGAATT
TGGAGATGCTATGGATATGTCATTATTCCCACCTTAATTCCTAACGGCTAAAGAACGAAA
TAGTGTGGGACTATCTAGTGCCCTGGATTTTAAATGCAATTCGGACACCATGCTCAGCCC
TTTTTTTTTTCAC
>BJ508158 ID   BJ508158   standard; mRNA; EST; 709 BP.
GCACACATACACAAAGGTTTTCTATCTAACGCCATAGTTCAAATGCCACTGGTCTAATTT
TTGGTTGGCTGTTCAGTCTTTGATCTTCTTCTCAGCTCTGCAAGCTGTTCTGAATGTGTG
GTCAAGGTGCCATTTACCTGGGCCAGATAGGTGTCAGAATGTCTCTCCAGCTCAGCTCTG
ATCCTCTCCAGGTGCTCCACCATGTCCCGCAGGTTGCTGCATTGCCCTTCCACTTGGGTC
ACTCTGCTGTCAACATGCTTCACTTCCTCCTGAACGCCCATGGCGGTGCTGCGGCAGCCC
TGCAGCCCCCCGGTCAACTGTCTTTTTAAGGATGCCAACTCTTCCTTCAGCTGAGCCAGC
CGCCTCTCGCCAGCTCCAAGGAGAGAGGCTTGATGCCCCATAAGTTTGGTGAGTCCTTGC
AACTGGTTGACAAGCTGATGTTCCCTCTGCTCCCATGATGAGTTAGCATGGCCCACTTCA
GTTGCAATAAAACTTAAAGAGTCTCTCAGGCCCTTCAGAGTACGGTTCACAGAGTTGATA
TTGACTTTAAGCAGTGTGATCTCTCCCTGAACCGTGCCCTCTGANNCNTTCCTGTTCAGT
CCGGATGAGCAAGTTATTCAAGGTGGTGTTAAGGCGGTCCAGCCNATTTGGAATGGAAGT
TCAGACGATCTGTCATTTTCTTCCCCATTTCCTGACACTCTTCTACTAC
>BJ508180 ID   BJ508180   standard; mRNA; EST; 123 BP.
GGCTTGTGGNAACNACCATGAANACGAATTGTTACTTTTAGCNGATTGGGAGNTGNTCCG
GNATGGNAGGGAAACACGCTACGTGGAAAACTCTTAAGTCCTGTGGGCTGGCTCTTCTAG
GTC
>BJ508226 ID   BJ508226   standard; mRNA; EST; 735 BP.
ATGGTGAAAACTCCTTTGATCATTTATGTCTCTTTGCTTGCAAGTTTCACAAAAACACAT
CACTGCTCACCGAAGAGCCATTTTACACAGCAACGACNAGGGCATACATTTGTTGAGGGA
GTGGCAGTGTCACATGACCATCTGGACAGGAACAGGAGTGTTTCAGGTATCCATACATCT
TTTCTACAGAAAATCATAGGAAATGAAAAATTTAGTAAACATCTGGTATAGGCATATATG
TCTTTATTTGTATCCTTATATACATGCAATATTTTAACATGCAATGTAATAACAATATCC
CACTTTGCATTAATACATATNAAAGGTTGATAACATCTGCACCTTCGGTTCTGTTCTTAC
ACTCTGCTTTGTTTCTGCAATCCTGTCCTTCTCTCANGATCCACCATTGATAAATCAAGT
ATTTCAGTATAAGATTCTCCATATGAAGTTTTATAAAGATAAGAAACGCTGAGCTGCTTG
GTATAGAAATAGATTTGTTTTTCTGTAAAGATTTATGCAGAATACATTTATAATGCTTTC
TACTCAGTAATTCTCTTTGGAGGAGGTTCACATTTCTCTGTTGTGAGCTGGAATGCTTTA
TATGCAGCTAAAGTGGGTAGGAGGTACAGTAATGCAAGATAATCACAAGTATACAGACCA
ATAAATCACATTAAAGAAGAGGAAGGAGAAAGGGAAGAGAGCTCTGGAGTACAGGTCAAT
TCTTTTGGCAGCANA
>BJ508243 ID   BJ508243   standard; mRNA; EST; 110 BP.
GTGTGTTGCGTCTCATTGTGTGTTTGTCTCGNATTGTATGCTTGTGTCNGNNTGGGCCTT
CACAANTCATCNGTCTCGCCGTCAAAAGCGACTTCCAGGNCCGTGTGGAT
>BJ508325 ID   BJ508325   standard; mRNA; EST; 326 BP.
GGGTTGGTTCATCTGGTGGAATGANATAAAAGATAANGAGGANAACTCAAGAGAAGACCA
CCGAATCTGTTGGATTCTGTGGTTTACTTGCTGTCCATTAGCAAGTAGACGGAAATCTTT



TTTTCCCACCNNANCCCATCCAGTTCTCTTTGCNGGGTCACGGATCANNCTTTGCANAGN
TCTGATCANTCACNGGAACACTTTCNTCATTTTTAGTCACATTGAGAANAACTTTANCTC
TACCAGTCNATCCATGTCCTCTCATGTCNGCAGCTTGTACCTCCNGAGTGTACTGAGGAT
ATTTCTGACTGTCCAGCCCTGCGGCC
>BJ508333 ID   BJ508333   standard; mRNA; EST; 493 BP.
CTGATTTATTCTTGACGTTTGTCCGGTTTATGACTTCATGAATGAACTGATCCCAAACGG
TAAATCAACTTTGGAACTTTTTATTTGAAACCACGGCTGACATTAAATCAAGAAGACTGT
AAATCTGGAGGAAGACTTTTTTAATCTTAACTTTTTTATTATTGTAAAAATCCCAAAACT
CTTGACATTGGGGTTGACAGCAGTAAGTTGGGACTGGAGGACGACACGTCACGGTAGAAA
TGGCGTTCAGGTCCGGCGTTGCAGCTCGTGGTGTCTAATGTTACACGAGTCTCTGTCATG
ACAGATTCCAGATTTTGGAAAATATTCCTGTTTTTGCCCGGCAACTGGTCAGTGACCCGC
CCTGGAATGGGGGGCGCCTGTGGTGCAGCGGTAGGCAGTTGACCCTGACCGGAAGATTGC
AGGTTCCAGTCCTTCCTTGCCCCCCCCCCCACNTGACNACNCCCCCTTGAGCAAAACACT
GACCCCCCCCCCC
>BJ508431 ID   BJ508431   standard; mRNA; EST; 722 BP.
ATTGTATGTAAAAAAGGAAGATGAATTAAATGCTAAAAAAAATTGTGAAAAAGTAAAGAA
GTTTGGCTTAAAAGAAAACTGTTTCTTTCACTAAAATGTATTGGTGGCTGATATTAAAAA
ATATTAAAGACTAACTTTTTGTGGTTCAAAGTCCAGTCAACAGAAATTACTGTGCAAGTC
TGAGCACATCTGAAAATAAAACATGGTTGTCAGGACAAGTGAAACAAAATTCCTCATCCA
TGATGCAAGAGAGATAACATCCTAAAGAAAACAAATATTTAATGGTGCCTCGTTTGGTTT
GACAGCACACTGAATCAGTTGTCTAAGTTGCCTCCATAATAACTGATTCTGTGGTTGACT
TGTGTTAAATAACAAGTATAAAACTTATCCTATTATAATTTGCAGCAGCCCTAATAATTA
CAATTTTTAAAATAATCCTCTCATTTGCTAATCTGTTTTTGTCCTGATTTTATGTTTTTA
ATAGTGAAAAACTCTCAAAGCCAATTTAGAATCCCACCACATCANTTGAGCTGCACTGCT
GCCAAATAGCATACATTCTCTGAGAAACACTGTGGAAAAAAAAGAGCACATCTNACCATG
TAAAAGCTTAAATCCTGCACTTTTGGAGATGCCAGAGTACAGTGATGTGAGCTCCATGTG
TCANTTGAAGCTTCTTTTTTGAGAAATCTTAACATTTGGTTGATAGGCTCTTTAAATCAG
CC
>BJ508450 ID   BJ508450   standard; mRNA; EST; 691 BP.
AGTTTATTCAGTGATTTTCACCGGTTTGAGGTTTGACCAGTCCACCGTTCCACCGTTACT
GTTTGGAGTCGCCTGATGACTCCACCCAGAAACCATGAGCGTTTATGTTAAGTTACATTT
CAAAGATGGAATGTCTTTCATAGCTTTTTATGCCGCGTTCACTCTGAATGTGTTTTGCAT
GTCAAAGTCCCTGCTGGACGCTTGTCTGAAAATATGTTCTTGCACTTGACTCTTGACACA
GGTTTATTCATTTGAGTTTTTGTCGGTGATCACGTCTCCATGTCTGGATTCATGTGATCG
TTCAGAGACTCTCCCAGTACGGTGAGCTTCACCGTCTACTGCAGGAGCTGCGTCTGAATG
ATGGCGCTCTCTGCGGTACTTCTGTCTCTCTGTGACCCAGTTTGAAGACATGATGATGAG
GTGAAAAATAAGAATAAGATTTAATTTAGAGGACCTTTTAATGATTGTGTCCATAGAAAT
AAGGAGAATGTAAAGTTCAGGAGAAGAAATGGCAACGATTAGGTTCTGCCCCATGTTGGT
TTTGGACTCCAACCACTGATCACATCGACACATCANAGGCCAAAGCTCANCCCCTGATTG
GCTGATGTGAGTTCTTTGCAAAAGTTCAGATATTTAAGCTCTGAAAAGACTGACGCCCGA
AGCGTGCTGCTGCCAGACCACTGCGTCCGAC
>BJ508452 ID   BJ508452   standard; mRNA; EST; 588 BP.
TGTCTTTTTGGTGTGACAGTCAGACTGCACTTCAGAAACATTCAGGTAATAGACAGTTAC
ACACATCTCTGTACATAGAAAGTTTACAATGAAGAGCCCAAACACCTTCCAAATAATAAT
AAATAAAAAAAACAGTGTTAATAGGGAAACACTACAAAAACCTATCTTCATTTATTCATT
AGTTAATGGGGGATGTTAATTTTAAATTTCAGTATCAAATTGGGTAGGTCGAAAAGTCGC
ATATGTACTGTAACATCCATGCAATTTAAAAAAAAAAAGCACATTACTGATGGCACCTGC
ATGGCTCAATACAACCCTGATGTATTTACCTTAGTCTGACANAATGAGCACTGATTTCTG
TTANAATTGTTCTGAAAAGGGTGACCCAAAAATGATATTTTCATGTTTTTGACAAACCCT
GGACAGAATCACACACACACACACCCACACACACACACACACACACACACNCTCTTTTTA
CCAAATAAACATACCNACTTACNNTTGACCAAAACCACGGCTGTGTACACGGGCCAAAAN
ATNCCAAAATATTTTNTTTCNTCTCCCACACGATAGACAAAAACACAA
>BJ508489 ID   BJ508489   standard; mRNA; EST; 661 BP.
TTTGCTGCATCACTTATAGATAATTTTTTGCATGTTGCTGTTAAATCTCAAAAATGTTTA
CACGCTGATGCTGTAATACCGCTGCAAAGATACAGAAGGTCTGTTTCTGCCTGAACTTGG
AAAAAAAAGTAACCAGATTAATAGAAAAAAAGTTTTCTTTCCAATTTAGAGGCAGAAAAA
CCCAAGTTTGACCAATGTCTGTGTACTTTTCATAAACAGTGTACATTACAATAGTTACAA
AGTCAAGTGAATGTTTTCCTCTTAAGGTAAGGAAAAGGAAAGGTTTAGCAGCTTTTCACA
GTAGCTCTAAGACTATAACAGATAGCAGTACTGGTAAGAAGTTGTCTCTTTGAAATAAGA
CATAAAAACTCAAACGAGAACTTTTTAGTGGTCCACAACAATCCCATAAGAGTGAAGAAG
GCATAAAGTTATGAACTAGACTGCAATGTGTTTGACAGAAGGCATAAAAATATGGTATAC
ATGGAAATAGAGCTAGAATGCTGGAAATATTGAACTACATGAGTCCATGTTTAGGCAATG
GTTGCTAAAGCTGGAATAATAAACATTTTGTGCTGGTTTGTCATGTGAACACTGGTGTGA
ATGGCGTANTGGTGAAACAGAATCCAAGCAACCGATTAATGTAGACTGATTGCATAAAAA



A
>BJ508521 ID   BJ508521   standard; mRNA; EST; 380 BP.
GAATAATGAAACTCTTCTCAAAGGAAGTAAAATACAACAGTTTTTATTTTAATCTTATAT
TAAAAATATCTANCAGTGCTTGCAGTTTGGCTAANATCGTCTGCAGGTTGGAACTGAGCA
GAGNTGGTTTTTCTGACAGTGGGAGTCTTGGACCCGCCTTTGTGTTCGGACGCCGGCTGG
CTTCCACAAGCTGGACATGCAACGAGGGCAACTATNCNAACCATCCTACNAGCAATACCG
GTGCAGTGAGTCACTTGGAACAGGCGGAAAATGCANGAAGATCAAANAAATAAACTGCTC
TGTTTGCCCCCCCTCCCCCTACACANGTGCCTGAATGAACGTCTACAGAGGAGATCTNAA
AGGAACCNGCANACTTTCAG
>BJ508543 ID   BJ508543   standard; mRNA; EST; 664 BP.
TATGTGTTTTTGNTTGAATAGTTTGTTGATTTGAACTTCAGGGCCACCGTAGTTAGAGTC
CAAATGTTTGAGGAATTTTCAGAGTATTCCTCGGCCCTCATCAGGCCTCGGAGCGTTTGT
CCGGAGGTTTTGGGAAGAATCCAGATTGAATTCAGACCTTCTGGTCCTGTTTCCACTCGT
CCATCAGAACTGCATTTCCCATCATCCATCAGAACTGCATTTCCCATCGCTGTGTGACGG
TGTCCTTAGCGCTCTGAACGTTCATCGTCTACAGCTACAAGTACCAGCACGATGACGGCC
GGGTGTCGTACCCGCTCTGCTTCATCTTCTCCAGCCCTGTGGGTAAGACGGCTCTCCCGC
CGCACGTTCGAGTCCACAGCGGCGCTTTGGCACTTCTTCTGTGTTTTTTTTTTCAGGCTG
CAAACCCNAGCAGCAAATGATGTACGCCGGCNGCAANAACAAGCTGGTGCAAACGGTGGA
ACTCACTAAGGTCAGTGACCTTTGACGAGGGAAAGCAGGAAGTGAACATCCTGACCTCGC
GTCGACCCGCTCGGCTTCCTGTGCTCGCCACAACGTTCCTCACAGGCTTAACCGGAANAA
NAATTCACCGTCAATCTGTTTGGATCGTTCCAAAACGGAATGTGTGTGTGTGTGTGTGTG
TGTG
>BJ508561 ID   BJ508561   standard; mRNA; EST; 339 BP.
TTCGTTTTTTGTGAAAGGTTCACACAGAGCCCGTCCCCCACAGATCTTTACTTGGAGGAG
GGGGGGGGGGGNGACAAAATTACAACTAACCCNCAANGGAAAGTCNNNGCNCAAACCCCN
TTNTAATTNCTTGATAANTTAATTGACGGGTNTAAAANTTCCCAAAAAAAGNGCATTTTT
NCANCCNCCAAANTNAAAGTANTCNNTTCAAACNCNTTTCCCCGNAAATCCAANCCCNCN
AGGNTCCCCAAAGNAAAGGTTCACNTCCAAACGGATGCACCAGGTCTCNNTNTTTCTNAA
CNCNCAAAANTTCANNNAAAAATCNNTCANNGGNAAACG
>BJ508569 ID   BJ508569   standard; mRNA; EST; 673 BP.
ATAAGCTCAAACAATCAGCACAATACCAATAATAAAATAAACAGTAATAAAAATAGAGAT
CTGATCAGTGCTGAATATTACATGCAGTGTTCAGAAAGCTTCCGTATGCTGCATGTTCAG
AATCTGAAACTTCATTTTTTTACAGCCTGCTTCTCATCTCCNGAGCAGAAAACATCTGAT
CAGTCCTGTCCTGATGTGATGAGACACGGCACAGGTAAAGGATGTTGAGGGAGCTTTTCA
GAGGCACACTGAGGGGCTGAAATGAAGCCTGTCTTTGTTAGTAGTGCTTTGTCAAAGGGA
TACTGAGGCCGCCTGCCTGCACGAGTGAAAAGATGCTGCTACAGCAGCTGTTATTAAAAC
ATACTAGCAACACAGATGCTTCTCCTTTCAGTCAGAATATAANACAGTGAAAGTCTTGGA
GATTACTAAAAGAAAAGAAGAGGAGATCTGCTGTGGAGTGATACAAGAAGGTAAAACGGG
TCCCGGGTCCNAGTCTGACTTCATTCACTGCCTGGCTCCTGCAGCTCGGAGGAGGGACTA
TCTCTGGCAGGAAGGAGGTCATAGTGACAGGGGATGTGGCTATGTTTTGGTAGATCATAT
GGCTCCTGTCCAAACTGCAGGACGCTGCTACTGTCTCCACAGGACTGGCTGGTGCTGGTT
GTTGGCTCAACTT
>BJ508579 ID   BJ508579   standard; mRNA; EST; 720 BP.
CGCGGGATTTTTGTCAAGGTTAAAGTGTGCCGTGGCTCANAAAAGGTTGAAAAACACTGC
TCTAAAAGAAAAAGTGAAGATATTCAATGAAGAGTACGTTCACGTGTGACCAGTTTCCAT
CTGTGCACAATGTGTAAATTGTAAGCAGAGGCAGTGTGACGTGACCTTAACTTCTAGATG
GTCCTGTTAGTGGTCGGAAAACTGCAACATCTGTCAAAATAGTAATTGAAAAATTGCTTG
ATTCCAATACAACAAACAATAAGGAAAAAAATTAACTATGCTACTTGGAAGTAAAATATT
AATGTTAGCTTACGTTTAAAGTTATTAGTCTTAAGGATCTGGCAGATCTCCAGAGAAGCC
ATCCCCAGCAGAATGTCTGCCTTCAGGGTTTGATGACTCCNAACACGAAAGATCAGCTCG
CTGACTGGAGACACAATTACTGTTAGAGACTGCTTCCATTTGGGGCTGTGCGTGTTATTA
CATTTCTCGGTCCTCTTTGACTGGCCATCCACAGTTACCTCAACATATGGACTGGGACCA
AACCAGTTCTTTTTGTTTTCTTTCAGCTTGGCTGAGAGAATTGTAACTTGCAGTTGTGCC
TTCATAGTTGGTCCATAACACTAGACTCTTAGTAAGCTTCAGGCTGGAAAACTGTCATAA
GTCACATTAAATGTAAACCAAGGCAGGACATCCCGGTTCCCTGCATAGACCGCTGCTTAG
>BJ508586 ID   BJ508586   standard; mRNA; EST; 700 BP.
AGCGTTGCCTACAGTTGCATGCAAGGTCAGTACTGCCCTGTCGAAGCTTCATTGAAACCT
CACATCANATGATATGTTGATTTTCAGAAAAACTGCCCTGCTGAAAACAAACATGGCACT
CCAACAAACCTGTCCTTTTCTCATTTCTTACCTTAGGCTATTTGCATCATGCACTACCAC
AATGGATTAAAAGTTGAATATCTTGCTCATCCATGCATTGTTTCATCAGTAAACCAGCAA
TAACAGCAAGGAGTTCCGTCTTTACTGCAGCTTTTCTACTTAAGGGTAAATTTGCCACAG
AATTAAAGGTATTAATGATTACACATGGGATGATGGAGTTCACTTTGTGCACACCTTGCT
CAAGTTATTTACAGTATGGAAAATATGTTTTGTCTTTTACAGTTTGACAGCCTTTGGCTT
TGTAGATGTCCCAAACTCAGACATGCAACCAGTTCCTGAAGGTTATGTAACTGGGTTGAA



ACCACTGACTTATTGTTTTTCATGACGTCCCCTCCATAGGGCAGCTCTGGGATCCGGTTA
CAGCAGGTTAAACTGCCACACTGGCCAGCCTCGGGTCTGAGTCCTGCTCATAGCGGTAAT
GGTAAACCTCCATCTGGTCCCTGCACGCCTCTCGGATGTTGTTGAGCCACCGTTTGATGC
CTCTCCNGTTGAGATAGAGCACCATGAGAAACACCACTCC
>BJ508605 ID   BJ508605   standard; mRNA; EST; 122 BP.
AGTTGTCTTTATAGATGTTAATGCATTCCATCATAATTACAGAGGGACTGTGCCGTTCGG
ATGAACATGTCACAATGTTCCGTCGCAGCACTACTACTGNANCACNTATANATTTACCCG
CT
>BJ508629 ID   BJ508629   standard; mRNA; EST; 290 BP.
GTCTTTTTACACAACACTTTATTGCCCACCAGAGGGCGATAGGTTTGTCAGGGGTGGTGG
TGGTGGTGGTGGTGGTGGTGGGGTGTGGAGGTCNCTGCCANTGAAACATGAANAAATTTN
ATGATNAANCCACACCAACACAACCTTCACTCAACACCTTTCATGAACTCCAAGAATTCA
TCATAATCAATTTTTCCATCATTGTTTTTNTCTCCTTCCTTCANCATCTCTTCNATATCA
TCCTCACTNATCCACTCTCCATTGNACTCCATCATGGTTTTCACCTCCNC
>BJ508659 ID   BJ508659   standard; mRNA; EST; 103 BP.
ATTTGGCACAGAGAGTGAACACCAGATTCNNGTGATTATCAGAGCAANNAGAAAGTGTGA
CAAAGTAATATTTGGCACCATTCATGNAAAAANAATCAGANCA
>BJ508697 ID   BJ508697   standard; mRNA; EST; 234 BP.
GGAAAGTCAAAACAAAATTGGTTAAAGATAACAAAAACTTTCATACATTTTAATTTAAAG
AGGAACATAAAAACATGGAGAGGGTTGTAAATACAATATCAGAACAGGTCACAAAAACAC
ATCATGTTTAAACTAATGTTCAACACCCCCCCCCCCCCCCCCNNAAANTTTTNNAAANAN
TNTNNTTTTCCCNAAANAANNNNTTNNTTTTTTNAAAAAAAAANTTTNCCAAAA
>BJ508712 ID   BJ508712   standard; mRNA; EST; 651 BP.
TCAAGTTTTTTAAAATAATCATCACAAGTGGTTTTCTTAAACATGTCATTGAAAAAGCAT
TTTCAGCTGCGGTTCTGCCAGGTATTGGCAGCGCTATGGCGACTCCGACTGGGAGTTGAG
TGGAAAAATAGCAAGAGAATCAAACAGAACAAACAACTAGAAGGGTTTCACAGCAAGAGC
ATCACAGAGAGGTTTCCCAGAAATCACCACTACGAACCAAGAACATGAAGAACCTGCTGA
AAATCAGACTTTTCAAGGGTAAATCAAGCACTAACGACCGGTTCTTTGTTCAATATCCAA
CTATTTCTGGTTGTAGATTGTTTTTTAATTGCAATTAAACTGAATTGAAGGTAAAAAAAA
GTTTCCTGGAGAATGAATCTAAAAACAAGTTTTGTCCCGGTTTCCTGCAGGTCTCTGCAC
CTCCTTCCTTTGTTCGTCGTTGTCTTTTTTTCTTTAAATCGTTGTGAATCACGAGAAAAC
AAAGCTTATTTGGGACGTAAAAAACACTCTGGGCGGGGTCCCAGGGTCTCTGCTCCGCCC
CTTTCTGAAATAGATCCATGTTCGTCTTTGTTTTCCGCGTCCGAACTGGCATCTGGCAAC
ATTTTTGTCACACCGCTTACGTTAGGGTTGGGGTTGTGAGGAGCCGTAAAC
>BJ508713 ID   BJ508713   standard; mRNA; EST; 549 BP.
CTTTATTAGAGGATTTTTAAGCATCTTTTAAAGTGTTTCAGTGACCAATAATTAGCGTAC
AAACAGTGAATATTGCAGAAAAAGACGAGCATCCAAGCGTGAGCCACAGAAGGGGGGGGG
GGTCATGGACTGAAAGCTTCTCTTTCTGTCACGCTAAGTTTGATGANATGACNGCAGGAA
ATCAAACNAGCGCTGTTTCANCATTTTCAGTCTCTGCTGATNAGGATTCCTCAAATACCC
ATAANGCTTTGCTGCACACACCCCATTCANCCCAAACTGCTAAGCGTGCTGCANCTTCAG
TCATTCCAATNCGTGCGGTGATGGCNGCGGCGTTTCCGGGCGCCNCCNCCNTTATGTCTT
GGGCNAGGCNAANTCCCAGGCCGNGTCCNGGGCGCANTTCCACATGGCGCGCACCANCCG
CGTGAAGCCCATGTCCTTGGGTTTCTCCAGCCCCCGCATCANCCGCTGCTTCATTATGGC
AATAAANTCCTTATTGCTNAGCTCGCCGTTCCCNTCGCANTCAAACAGCGCAAACACCAC
NTTGCAAAC
>BJ508714 ID   BJ508714   standard; mRNA; EST; 186 BP.
CGCGATGGATTCTTATCGGGTTCCNTGGTGACCTGCCACACTCTGATCAGGTGTATCGGT
GTANCCAGCAAACANGGTCTGTCCATCAACATACCATGCCAGAGAGGTGCNCTGTGGGGG
CTCGGCTTTGCTGTTTGTGCTGATCACTTCCTGTATCACCTCAACCNCAANGATTTTNCC
TTCCNA
>BJ508715 ID   BJ508715   standard; mRNA; EST; 511 BP.
GTGGGGTTCACCCTGGATAGTTTGCCAGTCCATTGCAGGGCAACATTGAGACAAACAACC
ACACACACATTTACACCAAAGTGACTATGTAAATTCACCAGTTGACTTATGAATTTTAAT
TCTGGGACCCGGAGAAAAGCCATACATGCACGGGGAGAACATGCAAACTCCACACAGAAT
ANACCCTCTTCGGATCAAAATCAGGGTCTTCTTCTGGGAAGTGAGTGCTAACCACGACAT
CACTGTGGAGGCTCCCATTTTGTAAAGTTAAAGAGGATTTGCTCGNTGGGACTAGGAATG
TAACATCCAATTCCAACATTTGCTTTTACGATGCTGCCATCTGGTTCTATGACCAGCAGT
TCCCAGTANGTATGGNCTTCANGATTTTCAGCCACACAATTGATACTCTTCAGGTAAGGA
CCATAGTCTACATTCTCAATGTAAGTGAACTGGAAGTCAGCTTCCTGTTTCATAAGTCTC
TTCATGGCTCCTATCAGTATCCCTCCTTGAG
>BJ508743 ID   BJ508743   standard; mRNA; EST; 185 BP.
GGTTTACTTCNNATTAACGGCAAANTCCTCCCCCTTCTTGATGGAGGCCTTCANCTCGCC
AATGGCATCAGCCACCAACTTCTCCNCAAAGGCAAACTGCTNGCCCAGCCCCAGGTTCTT
CTCAATGCCGCTCTTCCCCAAAAGGAGAGGTGTGGANAAGTACTTGCACTCATTCTCCTC



AAACC
>BJ508785 ID   BJ508785   standard; mRNA; EST; 722 BP.
TTATTGATGGGTTTGTAAAAATCTTTCAGTACAAAAGCGATTACTGACACTGGTTATTTA
TCACAACACATTAAGGAAAAAAACAAAAGATTGATGTAAAACAATTTTCTCATGCATTTC
AAGAGAACAAACATTATTTACAGACATTCATTTCTTCTCTGTAAGTCAGTAACTATTGAT
GACTGTATTGGAAAAAGTAATACAACAGTTTTAAAGAATACATGTTGAAAGTACAAGGAT
TGCCATAAAAAAATCTCCCCTTTTGATCCATTTTCTTCAAGCCTTTGTTTTGTGCACGAG
TCAAGTGTTTGGCAGAAATGGTTTCACTGTGAACCAATGCAGTCTGCTATTATCAAGATA
AGATTGTACCGAGATTAGCAGGAAAAAAGTATAAGAAGGCACGCATATATTCATAATTAT
ATGAACTCCATATAAAAGAAAACAACATATAATCTAGTATTAAAAAGCTGAGGAAAGTCA
AACATTTGTTTATTTCAAACACACCAGTTAGTTTCTCTATTCAGTATAGACAGAGCTCCA
TCTTTCAGTAACCTTTAGATTACAGACACCAAAAGGAACTGTTTTTTTAATTGCATATAT
TTTTATTGCAGTGGTTGGTCTGTGAATTGACGGACAAACTGCCTTCTGTCTATGAACAGA
AGAAGACGTTGGTCACGGGGGGCAATAACGACCAAACATCATGGCCGCTAACACAGGAGC
TA
>BJ508808 ID   BJ508808   standard; mRNA; EST; 120 BP.
ANTTCTGATGCGACAACNAAAGCCTCTGACANGTGTTCAGTGACATCACACCACAGGTGT
TTTAAGGGTTGTTAAAGCTTTTTCCGGACCTCNAATNATTGATTANAAGTTTATTACGAC
>BJ508827 ID   BJ508827   standard; mRNA; EST; 700 BP.
TTTGACATTTTTTCCTGTTAAAAAAAAGTTTTATTGTTTTAGTGAAGTTTTTCTGTGTAA
TTTATTTTTAAATCTCTNAATATTTTTATATTATTCAGACTCTACATTTGACTCTTTCTT
GTTTAGTTGTTTTTTAGCCTCTAGCACACATTTCAGCTCCATTCAACTGAATTCTTTCCC
GTTAACGTGAGTTAAGTTTTCAGGAGTTGTGTGTTTTGTGCTGTAATTGTGTGTCCTGCT
TGTCGCATTGCAGGTTTGTTATGCCAAAGAGCTGAAGGAGGGCTTTGTGGGCTACACGGA
GCAGGTGGTGAAGCTGATGGTTCCTCTGCTCAAGTTCTACTTCCACGATGATATCCTTTT
GTTCTCGTGACTCGGACCGTCCCGGAACCACAGCGGGGTTTTGGCTGCTCTCCTGGTCGT
GATGTCGGGGCGTAAACGTTGGGGGTTTTATAAGTCAAGGCGCTTCCTTGACCGTGTCAC
GCGTGCGAGTGGCGGCGGCCGAGTCCATGCCTCTCCTCCTGGAGTGCGCTCAGGTCCGAG
GCCCGGAGTACCTGACCCAGATGTGGCTGTTCATGTGCGACGCGCTCATCAAGGCCATCG
GCACGGAGCCGGGACTCGGATGTGCTGTCGGAGATCATGCACTCTCTCGCCNAGGTGAGA
ACTCGCCGTTTGTGTGAACGCGGCCGCCGCCGCGGCGCTT
>BJ508858 ID   BJ508858   standard; mRNA; EST; 618 BP.
AATATTTCACTTGAAATACATTGCATTCTTCTACAATACAATGCGTGTGCGTGAAACACA
CCAGAGCCCTCTAAGAATAACAGCCTTGTCATGTGAAGGATGGACTCATGAATACTTTGG
CATAGTTTGGTGACGGACAAGCGTTAAATCCAAACGGCAAATGGATTTTTAGATCAAGCA
TTCACGTTGAACGGTCAAATTTCAAAAAGATCAAAATGTTGTATAGACAGTTAGTACGGA
CAACACACATAATATATAAGAAACCTTTGTTTGCTGTTTTAAAAGCTAGAGTGAACCCAA
ATAAAAACCTTCGATCTGGTCCATTATACAGTTAGATATAGCCCGAACGAGACTTTTAAA
ATCTTGACACCACTATCAAAAGGGAAAAACTGCTTAATAGGTGTGAGGTTCCCCCAGAAG
CTCTGCAAACTAGGTGTGACAAATGTACTTTAGTGTACTGTGAAGTCTTATTACATAGTT
AAGGTATATAAGCCACAATTAAGCACAGAAAGTCTTGCTGATCTACTACGTGAATGTCAA
CGCTTTCTTTTTTTGCTTTTTTTCAGGACACCAAATTCCCCGATTTCCTATCAATCACCA
TGGTAACACTGTCGAGGA
>BJ508869 ID   BJ508869   standard; mRNA; EST; 402 BP.
ANACTTTAACCAAAGNATGNGGGGGTTAAAAAAAAAAAAAAAAAAAGTGAAAAAAACCCC
CCGGACGAAANGTAAAAAAAAANTTTGNTNAACNGGANNTANTGTAAAACNCGNTTNTNT
TACCTGGAAAAAAAATTCAAACNCTTTANCTTCAGTCANCTTCTTTGTGACAAANTATTA
TAGNANTTTCNTTTGGGGGGNGTANCTCCCCCCANTGCANAGCCCCCCCCCTNTNTTCCT
TTTAAGGCACAGGANAAAATAACCCCCNCNTAAAAAAGGANCCGGCCNCNCCCCTNCTGC
TTGGTTACAAATGATCCANTAAAAAAAAACCCCTCNNTGAGNGTACAAAANATTCTTCCN
ACTTTGCTNATNCCCAAATNCCTGGNACTGAAGGGGGNAACC
>BJ508887 ID   BJ508887   standard; mRNA; EST; 210 BP.
CTTGTTTTAAGTTGTAAATGTGCTGAGATTTTCAGCAAATTCNATGAAATGTACATTCTC
CANATAATCTACATTCNAATGAGCCTTTAGGAAAAAAAAATACCGTATATTCNCGNCTGA
NATGAACCCGTGTACCTTGCCCAAAAGTGCCATGGTTACATGTTAACCCCAGATTACATT
TAAGAAGAGTTGCAGTTGNTTTTTTTTTTT
>BJ508897 ID   BJ508897   standard; mRNA; EST; 684 BP.
CTTTTTGAAAAGAAAAGGCCATAGATACACTTTATTTCAAACTTAAAATTTTGATAAATG
TATAAACATAAAATGGTACCAGCTCTGCATCTTTTTTCATCTACCCTTGTGAAATTTAAA
GTGTCTTTTGAAACAAATAAAAATCTTCGACTGTAGACAGCGCCAACTCAGTGCAGAAAG
CCTCATCCGGCAATGACACCATGCGGTCCAGGGAGATGTAGTTGGGCAACGTGGGGTCGT
ACTGGGCTTTTTGGAGGTATTCAAGAAACAGGTGACGCTCTCTGACACGCAGATACTTCG
TATTGAGGACCTGTGGGAACTTTGCGATTAGATAGTGAGGGACCTTCATGGTGTTGTGAA
GGAAGTCAAAGATCTGAGTTAGTTTTCTTTTATTTGCTGTCAGGACTTTGGGGACAGCAA



CAACTATGTGTTGGATCTCGTTCTGTTTGAAGCCTAGCTCTATTTCACATACCTTCAAAT
TTTCTTTAACAGGCTCCAAGCTGACACAAAGTAATTTGGGAAGACGGGCTACAAGGTTTC
GTGTATTAGAGGCACTAAGTTGAAGTTGCTGCTGATAAAACCCCAGCCTGTTGTCCAGCC
TCTTCACATTGAAATTAAGCAGGTAGGGAGCTCTGGACACCATGGATGCTACAGTCTCTG
AACTAAACTTCCTTGATTTGAGAT
>BJ508905 ID   BJ508905   standard; mRNA; EST; 743 BP.
TTTATCTTAAGTTCTGTGTGTGTTGCTTAATCTGACACTGGGACAAAGAGTCTTAAATCT
TTAAACTTGAAAATGTTAATGTGTTCTTTTCTGCACGTCATTAAGTGAGTTATCTGACTG
GTGCCTACTCCTTTGATTTAGATAGAAACAGTCGGGTTTCAGTTCTTTTTTAAATTTATG
TACCGGTATTTACATTAAATACATAATAGAGTTGTATTATTCACTTTAGTGTTTTCAGCT
TCTTTTACCTATTGATGAAAGGCGGTAAGAAATAGTTTTTTGATTATTTTCCAAAAGGAA
AAGTTTAGACTTTTTGTAGATTAATGATTATCGAGACACACTCATACTGCTCCAACACCA
AAACTTAAGAGGAGGAAAAAAAACATTGAAGTGGTCCACATTCAGGTGAACGGCCCTACT
ATTGGCTCACAGCAAAGCATCAGCTTTAGTACACGGAAAAGCTAGAGCGATGATGATTAA
AGACCATGAGGGGGATATGAGAGGCAGACAGAGAAAAATGTGGTGAGGCTGAGACGAGGT
ATGGACCTTTCTTCTCTGGGCCTGTTGGGACTGTGGGCTCCGGGATGGGATCGAACACGC
TGCAGTCCTTCCCCGTGTAGTCCCTGTCACAGATGCATTTCACCTCGTTGCTGCAGGTCC
CATGGTCAAAACAGATTCCTCCNAACTTCGAGCCTGGGCACGTGCTGANGTTGAAGGCCG
CCACGGGGAGGCAGCGTCTCTNC
>BJ508907 ID   BJ508907   standard; mRNA; EST; 436 BP.
TTGTCTTAAAGTTTACAGAGACATCACCCAGCTTGAAACAATATAAACCAACATACATTA
CACAGACTTATTCTGAAGGTCAGTGGTTTAGCTTCATGCTGTGTGGGGGGTGGGGTGGGG
GATTGGAAAGAGCAGATTCTTATCTATGGACAGTTCATGTAAAACAAACCGCTCTTTTTT
CTTTTATTTTTTTTTAATGTTTTGCTTCACAGAAATTCACTTTATTCACATTTAAAGATG
AAACATTAAAAATATAACCAGGACTCGTTTTTTTTTTTTGTTTTTNCNCTTTAAAACNCC
AAACTGNGGCTGANACAAANNAACATAANGGGGCAAACAAGNACACATCNCCGGTTTTGT
ATNAGNAACAGNGNCTTTAGNAAAAAAAAACNTTTTTNTTNATCCNAAACTAAAACCATT
CCNTGAAAAACCTGNG
>BJ508908 ID   BJ508908   standard; mRNA; EST; 670 BP.
TTTTTGCCAGCAGAGTAGAAAAGTATAAAAAAAAACACAAAAACTTGGCATGTATAAATG
ATTTTTGTAAAAAAAGAAATAGTTGCAAAGCTAGTATCAAAAATGTATTGGTATATAAAA
AAGAAATGCCTGCTAAGTGTTTGACATGGGCTACTGCCTTTTTGTAAGAATATAAAAATG
CTGCTGGTGAACGCTTTACAAAAAACAACACAAAACTGTTGATAGAAAAGTCTTACAAAA
GTGATAAAAAAAACATTTCCAGTTTTTTCTTGTAGTATTCCATTACAATAAAATAAAAAA
ATCAGTGTTTACTGCTCTTTTTTTCTAGAAAATTCAAGTGCGGCTTGGTCTCACTCTTAA
TGGATGAAGCTCATGATGTCAAACATTTATGATTTTAACATTCAGAAATATTTGAAGTAA
ATGTACTTTTGCTGGTAATTTGCAACAGTAAAGTTGTAAATTTAGGAATTTGATCATTAA
ATGCTAACCAAAACATGATACTGTGAAGGCCAGAAAGTGGCAACGACATTTGAAATGAGT
GCTCTATTTCTGATGAAATGAAGGTGGCAATGTGGTTATCAGGTAATACTACTTTTGGTT
GGCCCCTTTTCAAATTTGAATAGCATTTTTTTTTCTTTTTGAGAACAAGTTCATCCGTTC
CTGTGAAGTG
>BJ508968 ID   BJ508968   standard; mRNA; EST; 352 BP.
ACTTTAATCAATTAAATAATATAACATGCCATTTTTACAGAGACTGAAGCAACTGGCCAG
AATAAAAGACAGAACCAAAGAACAGAAAGACGTGTTAGTCCTCGTCATGAAAAAACCTCT
GCCATCGTAGAGAAACGTCTACTGAAGAGGTGGGATGGAGCTGAAGGTGATGGAGCGCCT
CTCAGGTTAAAGCTGCCGCCGCTCCGACCGCCATCAGGTTCTTTAAAGGCCGCCGGTTCC
CTTCCTGACCTTCATCTGCTGGCCCACACGGGACGATGGTTGGCCGGTTCCTCTCTGCAC
AAAAAGTATTTTGGGGGGAACACTGGCCCCCCCCTCCCCCTAACCCCCCCCC
>BJ508988 ID   BJ508988   standard; mRNA; EST; 695 BP.
ATGGAGGTTTTTCTCCTACAGAGTTCAAAGATGCAGACAGACATGAGAACATGGCGAACT
GGAAGGACAATAAACAGAAAGCCTTTTTTTTCTTTTGCATCCCAGGACAAACAGCTGACA
TTTCCCCAAAAAGATCATTGAAAGCAGCTCTAGCTTTGCTCTCCATCAGACAGAGGAGAG
ACGGAGCAGCAGAGCACAGATTTAAGGGGGACGTGATGATCTAGTCACTGATGTCTGAGG
AGAACAACAGCAAGACCAGCACCCCCCCCCAGAGACCGAACGCCTGGAGAAAAGCTGGAA
AACACTGATGTGAACTACTTCAAGCCCCTACTGCAGCACACTGTTGAATCTGTCGGAGCC
ACTGTTGGATCACCGAATAATATTAGTACAAGTTAATTTATCAGATGAATTATTAAATAA
TGAATTCACATTTGTGGATATGGAGCAGAGTTGGAGTTGATCAGTCGGTGTAGTGGGAAC
TTTCTGACACCACCCGGCCTGACGACACCTCCAACCGGATCAGCAGCCGCTTCTTGGGCA
CTGTGGGGATTTCGATGGGTTTGGGGGAACTGCAGGTTACCGGGGCAACGGGGCAGTCTG
GGACAACAGTGGGTTCCCTCCAGAGGGAGGGGGGCTTCTGGGGCTCCGACGTCCGTTTAG
CGTCTGCGTGCAAGTAAGGACTTGGTTTGTATTTA
>BJ508999 ID   BJ508999   standard; mRNA; EST; 170 BP.
GGATATTTATAATTACTTTGTCCTAAACAANATAACTANCTATGNATNCCNAACAAATCC
TATNTGNATTTGGATCCNCACATCNACNGGNGGGGAAACNTTTCTGGGGTACAGGACCTC



NCAAAGACACAAACATGATACCAGGGAGCAAAACACTGGTACAGTAAGCC
>BJ509040 ID   BJ509040   standard; mRNA; EST; 644 BP.
ATTGCTTGAGAAGTGCATCACCTAAAGACGGCAGGCCGTCCAGAGGGGGCTCCAAAAAAT
CTCTATTTGCTTTTGATGGAGTGGAGACAAAACAGGAGCTTTAAGCAAACTCAAAACTGT
CCACATGGAAAAAAACCAAAATGTCCTTTATTTTGTTTGTTTTTTCCACTTCAACCTAAA
GTCACCAAAGAAAAACCTAAAGGCTGCAAGAAGCACAGAAGACTTTCCAGCTGCAGAGAT
CATGGCGGCTTGGAACAGCCTGAATGCTGTAGTGTGGCCAAGGAAACCATGTGAAAACGG
CGGAAAAGCAGAGGCTTTCTCCTCACATTTAGAGTTTCTCTTACAGCTGTAGAATCTACA
CCTTAAAGGATTGTTACACATCTCACGTCTGTGTGGGATACTTGGCACCGNAATGCAGAA
AACAAACATGAAGAAAAAACAAAACCGTTTACATTTTTAGGACACCCAAACCTACCAAAC
ATTCAGAACCAGAATCTTATAGAAATAAGTTAGAGTAATGGCATTAAGTGAGAGAGCTAT
ATANGAAAACTCCTCTTATATACTTTATATTTATATATATATATATATACTTGTATGCTC
TATGGCACTGCTTAAAACATTGCTGAGAGTCCCANAATGTTTCC
>BJ509042 ID   BJ509042   standard; mRNA; EST; 124 BP.
CANTCTCNTCCTCCTGGCCNGCCATGANGGCTTCNATCTCANGCTCANTCATCTTCTCTC
CCNNANTGNACNNCANAATCCNCANCTCANCNCCCATCANTGTNCCNTTNCCCTCCTTGT
CNAA
>BJ509043 ID   BJ509043   standard; mRNA; EST; 743 BP.
CTTGCAGTGCCTTGTTGCACTCATCCTTTCGGATAACAGGCACTGCTGGATCCCACTTGG
TTTTGGACAGGTATCCCACAGACTGTGTGAGACACAGATGAAGATCTGATGTTTTTACAG
AAGCAAGTGAGAAGTCACGCTGCTCATTAATAACCTGTTAGAGAAGCACAGATGTGAAAG
AGCACACTACTTTTCATGAAGAAAACGTTCTGCCCTCCTCCCTCAAATGGACCAACGTCT
TCATCGTGGTTCAGGCTGGAAGCAAAGCACAGACTCTCCTCTTCCATGGATTTCCATTTT
TCTCCATTTGCACACGTGTATTCAGTACAAATTGGAAACATGCTCCTATTTTTAAGACCG
TCTGAAATGAATGAATGATTCTGTGCAATTTACCTACAGTTGTGTATCTCTTCTGTACCC
GAGCATGATGGGGATTTGGACAATGAAGGCCTCAGCACAAGGAAGCCCTCCAGCGTTTAC
TTCAGGCTGATATTTTTCAGTATTTAAACAACACTGTTGTACACTGGCAAACCCATTTTT
AAGAACTCTTCATAGCCTATATGTATTGCCAGGTCAATGTTGTTTTGTTGACTTGTATTT
ATTTGCATGATATTTTGAAGACAGATTTCTGTAAATAGGCTGCTGAATATTTGACATTCC
CGTCCACATTCAGCTCTCCCGCACTACNACTGTGGATCCTGCAGATGATGAGGCTGCATA
TCCCGCTTGAAGTTTGACTTCNG
>BJ509051 ID   BJ509051   standard; mRNA; EST; 116 BP.
GATCTCACNCATGCNTTCACATACNTTCCATACACATTGTCNTGGTTTTATCCNTGNTTG
ATGTGCCTTCATATTTCANGANACGTTNTGTGNGTCANTTTTACTGCATTACTATC
>BJ509059 ID   BJ509059   standard; mRNA; EST; 679 BP.
AAGTGCAGGACTCGCAAAGACAGCTGCACTGAGTGTGTTCAGGATATTTTCTTTTGACAT
CTTGTCTGTGCTGGTTTGCTTTTTTAGCAAAGAGGAAGAACAGCTTTCAGACTCTTCTTT
TTGCCTCCAAAACCCGACCTGAGCAAAAATCCAGGTTCCGATTCTTCTATCGGTCCTTAC
AAAACAGATAAATCTGTGTGCAGAGTGCCTTCATTAAGTTAATCCGTGAATCAGGATAAA
AGATGATTAAGATTAAGTTAAATGTATGAACAGAAAAATATGCAGCTTATTTAAGTTGCT
TGTTATTGGGTTTTTTTTTGTGTACACAAGTCTCTTGGCAAATGTCCTCCAGGGGGCGCC
GCTGAAATGGGTGATTCGAGTTCAGCTCAGTATCTTAAAACAAAGAAATGAGCTGCAGTT
TTTCCTCTTGTAGAGATGTCCTACTGAAGATGACGAANACAATTTCCATCGCTTATAAAG
AAGTTTTTATGTTTGCATAAAGAGTTTCTTGTTTTTCCAGAGTGAGCCTCTCGGATAAGC
CGGGTTTATTTACAGCTCCNCTTGCATGCTTGATGTGGACTTGATGAGTCAGCAGTTAAT
CTGAGTTTGCCTGATTCACAGATGAGGAGGAAGACNAGGATGGCTTGTGTGAGGTCAAAG
TCTGGCGAGAAGGTCAAAA
>BJ509080 ID   BJ509080   standard; mRNA; EST; 118 BP.
AGCGTTCTTGAAATAGGTTCGTTTTAACGAGCTTTCANAGAGTCCGAGTCTTCATCCCTG
ACAGAANAATGTCCGTCTCAAACTGCANCANCTGTCCCATAAAAGCCAGGTTGGGGGA
>BJ509095 ID   BJ509095   standard; mRNA; EST; 314 BP.
AGTCTGTCGTCTGACAGGAATGCATTCGAGAAGACAATTGGCTCAAAACGGTCGCATGAA
ATCACAGCATGAGTAATTCAATCAAACACTGATAATGAAATATCTTAAACTTCGCCTACT
CGACCACTGACACCCATCCTGTTTCACCCTGCGGCCAATGGCCCCGCCCCCTTCTTGAAC
GCCCAGGTGAGTTCCTGAACTCTGAGCGGGGGGAGGGGGGGGGCCTTATAGAAAACTGGT
GACTGTATCAAAATGCAACAGAAGTAAAGAAGAAGCCCCACCACCCACNCTNATGCCCCN
CCCTCAAACCTCCA
>BJ509100 ID   BJ509100   standard; mRNA; EST; 658 BP.
ATTTTATTAATTCACTGGAGTAAATTCACACACTATTAGCAGTGCAGAAACATCAATTTG
GAAGGAAATGAGGTTGAAGTTACACTGGAGGTATTTTTCAGAATAAGACACGTCACTGAT
GTTTCAAGACAAACAAGAAAGCAGATCTTTTATTGGACACATTTAAAGCGTTTTATGGTT
GTTGTGCTGAAAATTTTAAAATCTGGGATTGTGAGGAAAGAGGAGGTCCGACTAATAAAC
ATTTACCCTTCAACTAACTTTCTTTCTCCCAAATTAGACNAAAGCTGATGAAGCCATTAA
ACATGAGAGCTCAGACTGACCTAAATCCACCATGTTCCTTCTGTGAGTGTTATTTACCCA



CTCAGGTGTTAAGGCAGCAGTGAGAAAAACATTTAATAAAGATATATGCTGTGTCCGAAT
TCCTTCACTACTCACTACATAGTGAATATACAATTCCTAAATCAAGTGCCCTAGAAATTT
CCCAGAAGTCTCTGCGAAAAACCAGTGTGCATCGATGCTCATGAGATTGGCAAATATAGA
CCACAATGCATTATGTCTGAACAATTCTTTTCAAGAAAATGTACTTTATTGTATAATTTT
GATAAACCTTCAATGTTTTTATCTTCAGAAGATAGTAGATTAATGAATGATTGTCGCA
>BJ509106 ID   BJ509106   standard; mRNA; EST; 354 BP.
ATATGTATATACACTTACATTCACATGTGTTGGGCAACATGTCTTTGTGATTTTTTTTTA
TTAAAGTTTTTTTGGNAAATGCNTGGTTCANNGGTTGTTTTCNCAGCCNCTGTCTCCGNG
CANCACAAACAACAAACNNCCNCAAAATATGCAAATTTCAAAATTATCAAAGTTGCANGT
GAATTTCANCANCNAAAACNAACAGNCCGTTNACANCAAACNGTTGCTGNGGCNCAAAGG
NGNATCCNCCTCCTTGGCTNACCTTTGGTTGGTTGGNGGTNAAGGTNACGNAAAAGGTNA
TGNAAAAGGNGNAGNATTTAAAACCACTTCCGGNGNACAATGCTGGGGCCANCC
>BJ509117 ID   BJ509117   standard; mRNA; EST; 136 BP.
GGACTTGGATGCTCATAATGAAACCCTACCATGAGGAGGANATTCNACTTCTTCCTCGNG
TCTGCTTGCTGTGAGCTTACNGAACGACNANAGTACACCANAGAANGGAGGGCTGGGGGA
NGGGGGGCAGACACAA
>BJ509120 ID   BJ509120   standard; mRNA; EST; 354 BP.
AAACTGTCCCACNATGTGNTATTTACCATTCCTGGATNACGTCTGAGTTATTTAATGTTA
NACAAGATCANAGAGTTTTCCAGATCATTACTTCAGCTNATACAGGATTAAACTGGATTA
TAGGCATTTGCTTGTGCAATAGGGATTGATCCAGCAACTCTGATGCAAACATTGCACTCT
TTGTGTTTGCCCAGGTGCCCAAATGGTTTATAACCAAGTAAATCTCATCTTCAAAATAAG
CCCCCCATAAAAACAATGATCCTGTTGTTTCANAGGATAAAAGTAAACAAAGCTGCTTCC
TGAGCGTCTGTCAATCATAAATGCCTCTNACACGTTTGTTCTCTGGGTCAAACG
>BJ509130 ID   BJ509130   standard; mRNA; EST; 300 BP.
TTTTTCTTGTTAATACACATTAAAGTACAGATTACAAGTAGAAACTTAGTATTAATGATG
AAATGAAAGCAACAAAATACAAAATGCAAAATGCAAACATTGTTTTTTTTTTTTNTTAAA
AGGGACTTCTGTCANCNCGTATGTTGGCAAAANGGGAAATCCTTGAGNACNTGAACTTCT
GTAACTGTTAGGGCAACAAAAACNTAAGGCNTTACAAGTACAACATGAGGTATGGCNCAC
AAAAAANCAANAGNGNGATATACNGNANACTGACTTGAAAATAAAACTGAAAACAAATNA
>BJ509161 ID   BJ509161   standard; mRNA; EST; 469 BP.
CTATCCTCTTTTATTGTTCAAACATGTCAGAGCTGGGATCTACAGAACACAGTACAAAGA
ACACACCCACACGGCCCGGCACACACATGAGCACACGGGAGTAAAAAAAACACAAGAGGT
GAGAGTGTGTTCACACACACTAAGTGCCCGACGGAGGCGTGACTGACTCAGAGAGGTGCG
CCTCCTGCAAACACAAACACACTGATGAACAGACAACAGGTCTTTCTGTGCTTTAAAGGG
GATTTGTTGATTTTGTGTGTTCCTGTGTTTTTGACCTTTCGGCTTTCATCCATGGATGTC
AAAAACCCATTCCACTCCATCATACATTTTCTTCATTTTACATTTAACTCAAGAATTTAA
CCCTTCAGCCACAGCTTCATTTTATTTGGAAAGACTTTGGCAAATCCTTTTCACCTCTGC
ACTTAAAACAACCCAGAAATAAAAGATTTCTACTCTTTTTTTTTTTTNG
>BJ509163 ID   BJ509163   standard; mRNA; EST; 705 BP.
GTCAGTATAAATATACAATGATGTTAACCGCATAACTTTATTTCACAACAGTGCTTATAA
GAGGTGATTAAATAAAATCTGATCTAAAATGCATTAAATGATTATCAGAGAATCAAAGTC
TTTACTCCTCGTGTCATAAATTGATGAAAATGTTTACAAATAAGGCAAATAAGGAAGACA
AAAGATAAGGCATGGCTGTAATTGTAACATTTGGATTATTGAGTCTTTAGCAGACTCATT
GGTGATAATGGGTTTTACATGTGCAAATCGAGTCCACAATGACTGGTAGAGGTGATAATA
GTGTTCGTCATCTCGGACAGGAATGAATGTTGCTTAAACTTATATAGGGAGGGTCGAGAT
CTAGTGTGACACACGGATCATTTCTAGGTGGCGATTTTCACTTTGGTTAGTAGTTATATG
CAAATCGACACCTTAGAAGAAGAAAAAAACACTACAAGTAAGGATGCTGCGACAGAATGC
TGCAGAATAATGTGCACACAGGCTTGCCGAAGGACCTTCATTAAACTCTATCCTGCAGCA
AAATATGCATTACAACTGATTCATAATAATAATAAAAAAATGATAAATTCCTGCCACTGC
ATTTCAGCTTGATAGAAACTAAGTTTGCATTTGCAGCTGGTGCTGCTCTGAGAGGCCACC
TTAAAACATTCATGCTCCTACACATGCAGCAGCGTGAACCACTCC
>BJ509169 ID   BJ509169   standard; mRNA; EST; 661 BP.
GAAACACACCAAATGAAATACTCAGCGGCTGAGTGGTCATTGGTTTTGTTTCATGATCAG
ACTCCATCATTCCAGAACCCTATTAAAAATACAATAACACTTAAGGCTTCTATTGAACGG
CTGTGCTCAGTCAGCACAAACGCACCGGATAAAAGTCCATTTGTGGCTCGGCATCAGCCT
TTCTGTGCAAGATGTCTTTTTTTTAATTGCAATTATAATTCTGCTATTCTCATTCTGACA
CTGATAACCCCCAAGTCCAGAGGGAAAATGCAGGTGGTCTGTTGTGAGACGATCCTCTGG
TCGTGTGTTTCTGTCACAAAGTGGAAGGTCGAGCTGGACTCGCTTCCCGGGCTGCAGCAG
AGTCCACCACTCCNAGACTTTCAATGATGGTGTTGTTACACTGCAGCTCTCTCACCAGCA
GCTCCATTTCCTCCCTCAAATGGTGCATCCTGGACACCATCTGGTCCTTTTCACTGGGCG
TGATTCCTTGCTGCTGTTCTCCTCTCTGATGTGGCGGCGTGGAAAGGATGTTGTCCATAA
TCTTATTATAAAGCATCTCANCCGTTTCCAAATCTGTCAGCAATCCTGTCGATNAAGAGC
CGAAGCCCAGAAGTCGGTTCTCCATCTCCTGTAAAGCCCTGCTCCAGGTCTTTGTTGAGC
C



>BJ509181 ID   BJ509181   standard; mRNA; EST; 491 BP.
GTTTATTCATTTCTTAAGTAAGATTATACATTTTTGCATTAAGACGAGCTTCATTTTGAT
ATGCCGTAGAGTTATGTGGTTTTAACAACTTCAACGTTTCCTTAATTGAAGAGAAATGTA
TTTTTTTATTTTTAAAAAAAGTACACTTATCTGGAATATCTGATGCAACGGTTGCATTTA
AAAAAAAGGAAGACTGCCTTTAAAAAAAAAAAAGTGAAAAAAAATTCCNTGGAAACNTGT
CGGACGATCCAATCAACATACGTTCTGAAAAAAGGTCAGGCATGTGTAAANAANCACTTT
TTGGTTGAGCTTAAAGGCAATGTTAAAAATGGCCTTGCTGGTNATGAGCCAATAAATCCG
TCAATCTGGGTATGTCTTATTTGNGNGNGTCCTTTAGTCTGTATTTGTATAGGAAGCAAT
GAACTGTATAGGAAATGCANTTGCANCTGGAGTGTCTGTGTGGGTTTGTGCTTAAAAGGA
AAAGTATTTGC
>BJ509223 ID   BJ509223   standard; mRNA; EST; 306 BP.
TGGCTTTATTTCAAGAATTTTTTCTTTTCAGAGTACATTTTTCCAAAATCTAATACACAA
TTATNATTTTTTTGTTTCGTTTGGATTTTTTATTTTTCTTAATTTCTGCAGCATCCGAAA
ATGTGCTCTTGTTTTGCTCAACACACGACAGCTGTGCTGGACAGATACCAAANAAAAGGT
CTGANAAGATGTAAATTCAAGATGTATGGCACCAGGTTTTATGCGACTTTTCTCCAACAT
AACATAATCCNAACTCTTGTAGAAAAAGAAATGTCATATCCCAATAGTGCATAACATCAA
TAACCG
>BJ509229 ID   BJ509229   standard; mRNA; EST; 645 BP.
TTTATTTCTTTGCATAACCACGTAGCACAGAAGCTACAGTCTGAGACAGCGTTTAATGAA
ACAGAAGATACCTTCAAGTGTTGATAGACTTGCTCAGAGATTTGTAAAACCTGTCAGTAT
AGTGAACTCTCAGAGCTCAGCCAACCCTGATTATGCTCTCAATGTCATGCACCTTGGAGC
AGCTCATCACTGTGCATGCTGCAGCTGTGCAAACCTTTCATACATAATTTAGTTCAAAAC
AGAANACCTGTACAGGAGATTAAAAACAGAATGTAAACGAGAGAGTTTCAGTTTCCCGTT
CCTCGCTGGAAAAACATCCCCACAAGCCTGAGCTGAATGGATGTCTTCTGCTAGACCAAA
TGTCANCGCTCCTCANGTCTTGTTTAAGTTGAAGCCCTCTGATTGGTCATTAGTCCTTTC
TAAACTGATTAACTTTTTATTTTTTTAGATCTACTCCTTTCGAGGCAGCCGTANTGCACA
GGTAGAACAATTGATCTCTGATTGGAAGGCTGAAGGTTTGGTTCCCACTCTGCCTGCCCC
TGGGTCGAAGTGTCCTTTTGGAAGACACAGAANCCCANGCTGCTCCCGGTGGTCTAGTTA
GTGCCTAGCANGGCAGCCTGTCAATGTCAGTGGGTGAGCACAGGT
>BJ509241 ID   BJ509241   standard; mRNA; EST; 490 BP.
CTCCTTTTTTTTTTTTTGCAGATCATNTTTAAGTTTTTCNTTCCTCACAACANGTGATTA
TGCAAAACANAGNGGTANAAACAAACNTTTCTNGNGTTTCTTATCATTGCAGTTCTTTTA
AAACCAGNTGGCAGCATTCNCCCANTTTGGAGGGATCAAAANCTGAAAANAATTTGGAAA
TCTNAAAGTTGACNCCCAAANAGCGNGCTAAGTCCCGGGNTGTCTGATCTNAAAACACAG
NGGTTCCNAAGGCCNCCANCANCCTGAAAATANCCNCCTTGTNTTGCACCGTCNCCNGCG
CCCTGNTGGCCACAAACNGGCNCTGCNCCTTGGCCTCCAAATCGGGNTGACTGTGCAGGC
ANCCGGCGTATTTNANCACCAAAGNGGCCAGGGCNACNTGNATGTTCTTATTGCAAACGG
CGGCCAAGTCGGCAGCGCGCGACAGCACCGTCTCCCGNTGGGCCNTGAGNAAAGCGCGGC
CGTGCCTTCC
>BJ509271 ID   BJ509271   standard; mRNA; EST; 663 BP.
TTTGTTNTTTGGGGCAATTTTAAACTTTCGCTTATGTTGCAGCACCAGCATTTATCATTA
TAAACCATATTCCCAGAGTATACTAGAGAGTTCCACTTACATGGGAATCTTATCGATAGG
ATAACTACATGCAAAAGCTTTCCCTTAAACCATAAAACAAGTAGAACTTGCTTTAGTTTG
TGTGTGTGTGTTTTTTTTTTTAACATTTATCAAAGGATTATACNCANAAAANCCAAAAAC
AATTTCNCTAAAAAAGGTTTAATTCTGGAATTTTTAACATTTTCTGTCTGGCTCCTTGGA
AANAGTTGATCATTTTTCTATGTATATCTTTAAAAACAGCACATGCAAATATGCTTTTAA
NGTTAATTTTTCTAAAATTAACAGGANAGGGGAAATTCGNGGGATAAAACATATTTACNG
GTTTATATTTTAAAGCCGGTTTGCTGAGTTTTACAATGCAAAATATTTTCTGCATAACTG
TTTTTAAAATTTTGTTTTCNGGATGTTTCTNACTTTTTTATAGCTCAATAATACAATAAC
CTATACTTGGGTCAAACTCAAGGCCCNAGGGCCAAATGNGGCCCNCCATGTCATTTTATG
TGGCCCCCGAAAGCATAAAGGTTTTGAATTTCTTAAAATGAAAAAAAAAAATTGGGGGGN
ATT
>BJ509281 ID   BJ509281   standard; mRNA; EST; 661 BP.
GTAATCTGGCTGAAGGTTACAACATTCAGAATAAAAAGTTCATCTTGCTACCTGTAAGTT
TAGACATGATTTACAGTCACGACACGTGGGGTTCAGATATGGCAAGCCAGTGCAGTCAAA
AAGTCTTCAGTGCAGACGGTGACAGTCAAAGTGCATTCCGTGTTCTACAGTAAATCACAT
GGAGAGGTAAAGATCATATTTTAATTTACCGACGAGGTATTATTGTAGTAAATCTAACTT
CAAATCAGAGAACTGAACAGCATTTGATGGCTGGGAAATTGTGCCTTCCACCAAACAGCT
AATGATGATCGTCATAAGCAACTGATTTAGCCCCATAGAGCTAAATAGTGGGGGGTGGGG
GGGCATTGCAGGGCTTGTTTATTAATGTTTACTAATCAGAAACAATAAACACAATAACAG
AGTAGCAGCAAACTTCCTTCAGAGATTTTTTGGTGCATTATAGAATGAACAGCATTTACA
GTCCTTCATTTCTAAAGACCAGAATAACATTGTTAGAGTTTCTATATTCATCTTTAGAGA
AACTTGACTTTTCCATGCAGTTTGGTTTTTCACTTTCCAAACCATCANAAAACATTTGTA
GAANAATTGTGTAAATCCNGATCTTTTTAACTTTTAATCCAGACCTTTTTAACTGTTAAA



T
>BJ509306 ID   BJ509306   standard; mRNA; EST; 678 BP.
TTAAGAGAAGACTAANAAGGGAACAAACATAGGTTTATTAACATGCTTGGCGTTGCAGCA
CAGACTTGTGACGGTCAGTGATGAAACGGCAGGTATGAAGACACCATGCTGAATCCGACA
GAGCTTTTGTGGCACCAGTGAAGATCTGAAGCTTTGAACTGTCCAGCTAAAATGGTCCAT
GCTCCGTCTGTGTGTAAAAACATGCATGTGACATTCAGTATTTCTTTTTCTCAACAGGAA
CAGTGATCAGCTGAAGTCCCGATTGGTGAGGATCATGGGAGCCACCAGAGTCCAGATGTA
GAGGGCCAAACACAACCAGCTGGAGGAGATCTTCACCCACACTGTGGGCCACTTGCTGGT
TATCGTGTAGTCTGCATCAGGACTGTACCAGTTGGTGAGGATCATCATGATGTACAGTGA
AGCCAGGAAGAGCATGAAGTGGAAGAAGGAGTAGCTGTACTGCACCATTTCCCGTTCGTT
GTCCTCCACCCGCCGGAGGGACATGGACTCGTCCGACAGCTCGCCGCTGCCCCCACCCTC
CGCCAGGATGGCCGAGTCTTTGGAGGCCATGGTCAGCTTGTTGACTTGGGTTGTGTTGGA
CGATCGAATGCTGGAGTACAGAATGCACAGAACAAATATGATGAGCCCAACAATGCTCTG
ACCATCCCACCACTGCAG
>BJ509316 ID   BJ509316   standard; mRNA; EST; 648 BP.
AGCTTTAACATCAAAAGAGAACATTTTGACCTGATAAACATTTCATTTTACATTTACTTT
CAGGCTTTGAACAGAGATTTTATAAAGGCACAAACAGTTTATGTAAACATGAACAAACTC
ATGAATAAAAAAAAGAAGACCCCAAAAATAATCAAAGAAAAGTTCACAAATTTTCTTTGC
ATTGCAGTACATCAGCTTCAATATTTACAATCAGGGCGGTTTTATTTAAGGCCCTGTTAC
TCTGTCTTAAAACACCAAACCATGTCTTGTTTAGCACAACAAAACATATTTATTCCTCAT
CTATAATACATTTTCTGCTATGTAGTTTTCCAAACTACTTATGTAGGAGGTTTGTTTTTT
CTTGTCTGGATCCAGTTAAAGCTCTGAAAGTACCCACAACACCATTGGATGGACTCTTGA
AAGCAACATTCCTGAAAGAGCGATTATCTTCAGCTCCAGCGGATTTTTCAGCAAAAACAA
AATAAATACTTTTCTTACTGGAGATCAGTGCATGTTAAAGTCTCAGATCACATGACCACC
TTCTATACNAAGACAAACCATGAACCTGTACACAGCACAAGTGAAAGAGTCAAAGGTCTG
ATGGCAAAGCACCTAAAATCAGATGAGTGAGCTAGTTATCAGCCAGAA
>BJ509353 ID   BJ509353   standard; mRNA; EST; 377 BP.
CATTTAGAGAAGAGAAGAGATGTGGAATCANATATTTGGGTATAAAAATTACTGAACACN
GGTAAGGANTTAANAAAAAAAAAAAANATGATNGTNTTTCNTTAAAATATANACNAAAAT
NTTTTTGCNGGANTTTGATGAAAGCAAAAANATGACNGGATCTTCGGTNGNAAAAATTCC
NCCCCTGAGCGTTGCTTTGGGGCCNACAACNCTTTGNACCGGCCTTTGCTTGTNGGCNGG
NAGGAATTTTGNAATCTGATNANCNCTTCTTTGATNANCCNCGNAATCNCGGTTTTANCT
TTTTGNACGGNAAGTTCNTTTGCNCTCNCAANGGCCAAANAAATTTTGCGTTCNCCCNCT
TNGGGTTCTTTTCCNGG
>BJ509362 ID   BJ509362   standard; mRNA; EST; 675 BP.
TTTCTTATGGTGGTATTTACAAATGGCCTGATGCCTCGGTACATGTGGTCAACAAAAACA
AACAAATTTCAGGCAAAGTAAGCAAAGAAAAATGTTAACAGTGGGATATGGGTCAAATAA
ATATCACGTCAAATTATGTAAAAATTCTCCACGTCAGCATCCAGTGAGCAAACAAAAACT
TGCATGCCCTGAAATGATCATAGTGCTAAAACAACCAACATTACAGAATCACAGAGTGAC
GTCAAATCTTGATTCAACACAAAGATTAAAACAATACAGCAGATATCGAACTTTCCAAGG
AACAGTTGCAACTGAATTTAAGTCGGAAACCCAGAATTTGGATGCAGCATAAGACAGGCT
TTCACATCAGAAAGCACATCGTTTGACTCTAGATAAAGAATTAGTGGTTTGAAACTCACT
TAAAGTGGTGACTTTAGTACATATTTTGATTTAATTTCTGGACACTTTCTTGCAGAGAAT
GTTTGAGAACATCCCACTGTGTTTAACTGTAGTTTTTATGTTTGTAAATATGGTAAATTC
CTTCTGTTTGGATACNAAAACCGCAACTCAAGCGACACATTTGATTATTGATGACATTTC
TGATTTCTAATACNATAAGCTCTTTATNAATTAGGGAAAAAAAATGACTCCCACAAATAA
TATACTTCTTTACCA
>BJ509364 ID   BJ509364   standard; mRNA; EST; 223 BP.
CTTTGAATTACTATTATACCTTCTGATCAAGCAAAGTCAGCATTTTTTTTCCTTATCTAC
CTACNAGTTGGTGATGCTAACGTCTAGTGATGCTNAGATACGTTGATGAAATGCCTCTNA
TGTTTTTTAATGTGCTGCANATATNATTTCCATTCATACATAANCGTGTAAAACTTAAAT
ATCTNAAANAGTTCTATGTGTGNNTTGACCTGCANCCCGGGGG
>BJ509374 ID   BJ509374   standard; mRNA; EST; 437 BP.
GGGAGCAAAATCCATCCAGAAACATTGAATGAATATATGACATCATACACAGATTTCCTT
TTTTTTTTTAAATACNTTTCCNTCTNAGGAAGCCNGCAAGTAATCCAAAAAGNGGNCCAT
CCCTGACAGGATCCCCGTTTTCCTTAANCAAATCCAAGCCCTGAAAAGNGCATCTCATTG
GTTTTGGNGTCTGCAGGATGTATGGCACACAGCAAATGATGGAATAAATGAACTAACCCT
TATGCCCATACNNAANTCAGGCTACACAACGTTTTCAGGACAGCCTTTTTTTTTTAAAAN
CAAAANAAAACCANAANTTTNTCANNNTTTTNTTTNGGGAGGAAAAAAANGNANATTTTT
CNGNNGTTTTTTTTTNAAAAANCTAACCAAANAATTTTAAAAACNNCCNNCCNAAAAAAA
ANAANNCANNTTTTTNC
>BJ509381 ID   BJ509381   standard; mRNA; EST; 122 BP.
TGANATGACNTTAATTACGATTGGATACTTTGANAAAGTATATGGGTATNAAGGCTGTCA
TGTGATGAATNAAATAAANACCNCTTATCATTAGCACCACTCTCNAATGAGAAGACNCTG



AG
>BJ509386 ID   BJ509386   standard; mRNA; EST; 425 BP.
GGCACATTATCCTTAACACGTTTGTCCTTTTTTCTGTAACAGAGCCCAACCACCGTCCAA
AGAAAAACCAATCCCAGCTCTCAGCGATGATTTACAGACATAAGTACACTTTGTGTCAAA
CGTACAAAGGGGAAATGCAAAGATAAAAACAGGTTTACTGGATTTCATGCATTAGAATCC
TTTACAACAGAGGATCTATACTGGAAGCACAAGAGACTTTGGGATATTCCCATTTAGTAC
ATCTGAACAAATTTACATACCATAATATTACTGAAACAAAACAGGCATAAACATAACGAA
TTATTATTGCCACATTTATTCTTCTTTTAGAGATTGCCATGATTATTAGCTGATTGATCC
GAAAATGTGCAAAGGACACCATGGAAAANGGATCTCATAACAGTCTGCAATATGTTTTTA
CATTA
>BJ509418 ID   BJ509418   standard; mRNA; EST; 175 BP.
TCGTGACAAGACTGCAGAACCAGCAAAAGACGATTCCACATTTAAGCAGTGGAGAACAAA
TGGGGTTACAGCCTTTTACCACAATCACAAATAAAAATAAGATGTATGTATGTAATACAA
ACGTTATTAAAACTAANAACAAAAAAAAAAAAANAAAATTGNCGGGAAAATTTNA
>BJ509419 ID   BJ509419   standard; mRNA; EST; 174 BP.
GCGGAAGAACCAGATTTTTTCACTCTGNNAAGCTTTCATGAAGAGGATGTATTTGTCTTG
ATCAGGCCTGATGTANGAGGAGCAACAGGCGCTCCTGGTCTGCTAAAGAAATACATCTTA
CAAACCACCGCCCGGACCACATCCNGCAACACGATNGCTGACACCATCGCCATG
>BJ509432 ID   BJ509432   standard; mRNA; EST; 206 BP.
AATCTCCGCCTCTGGTCNCTGGAGATTGGCTGACNNANGAGCCCNCCTTCTTCCTTCATC
CCNTGTTACGAGTTACAGCATTTGGTCTCTGGGGGGGAACCTCACAAATCCACNCNGTAC
GGAATCCCCATGGNTGGCNGGAACTGTCACCGCAGGAAGTCGATCCNACTAGCTTTGTTC
TTCACACGGGANCNCATNCCTGTGGC
>BJ509451 ID   BJ509451   standard; mRNA; EST; 700 BP.
TTTATAAACATCAGGCTTTTTGTAGATGAAACTGAGGTTACAGAACAGTTCTAGCTCCTC
ATGAGTGTCTGTTCACAGGAAGAGGAAAAACGGCCCTAAAAGGCCTTTTTACAGGTTTTA
ATGTTAGACTTTCTTTCTTTGTCTACAAAATGTATTGTGTAACTGGACAACATAGATGCA
ATCATGTCACACACATTGGAGTCCGTACTATGAATACAACAGTCTTCTCACACAGAATAA
AAACCCTATTTAATCATAGATGATGTCATGTGACGGCGTGGAAACAGAAACAGAAAAAAA
AAATCCCATTTCCTTAAATAATTAAAAGTAGCTCANAGGTAGACATGTCTGACAAAATGA
ATCTACCAGCTAAGCTAATGAGTAAAACAATCTTCATGTTGGGTTATTTAACCCCATGAT
GCCTGAATTTCTTTCCAGCTATNAAAACAATCATTTGTTTCTGCTTTCANATGATAAATG
AAGGTAGATTTGGAGCANAAGATGTTTGATGCATATTTACATCCACAGGCTCAACANATT
CTTGACTTGATAAAGGTTTTAACAGAAAGTCCACACAGGGATGTTTGAGGGCAGTGATGT
CAGGTCCACAGCCTGAGGGTCCTTCANAGTCCATCTTCCAAACTGCTCTGTCCTCAGCTG
CTCCGCCCTCCGGATGACGTGAACGTTTCCGTTCGTTAGT
>BJ509540 ID   BJ509540   standard; mRNA; EST; 717 BP.
GCTTTGTATGGTCACACATTGAGCATTCATTGGTCCATAAGCACTCCTCACTGCGACATG
AAAACACTGGGTCAGACACCGACTGGGTTCTAGCGTCGGCATCTCAACGTTGCACTGACG
TCACAAATGTACCATCCATTCTAACAATTTCATTGCAAATAAAAAGAGTCACATGCAACG
ATTGAAAAAAATTACATTACTTCATGTCACATAGAAAGTAAGTGAAAAGTTTCATCATTT
AGAAATAAGTACTCTTCAGAGATTTGTCTCTTTTTTTCTCTTTTTGAAAGTCCTGGACAT
TCTTTCAACAGCGTTGTTGGTCTCATTTGGGTTGTAAACATTACTTACGATGCCAAGCTG
CATTCAGCTGGCCGCAGAGCTTCTCTTAAAGAGAATCGGTCAATCAATGGTAACAACTGA
TTGAGAAGAATCGTTTAGTGGTCAATTGATGGCGATGTAGAAGGACTTTCTGCTCTTTGG
GCTCAGTTAGGAGCAACAGGACACTAGCTCGGGACTGGACAACAGACTAGACAGTAGATC
AGTAAAAGACACCCTGAGAATCACAACTACTCCTCTTTTTTGTCCGCCATTCCTTCCTCC
TATCTTCTCTCTTCCTCTACCTCTACNAANAATGGGTGTGGCCTTGTCAGTTGANGAAGA
TGGCTAGTTTGTANGTTGGTTTTGTTGTGGTGGGAGCTGGTTGCCATGCAACTGGCT
>BJ509582 ID   BJ509582   standard; mRNA; EST; 647 BP.
CAGACTTCCCATTTATTTTTGCATTATTTTCCTAAAATCTTGCAAGAATTTTCTAAATTT
CACTTTTTTTACAACATTTTTTACATTGACACTATGTGATCAAGTTATTGAGGAAGAAAA
AATTGTATTCAGTGCACCCACCTCAAAATGACAAAAGGACAAAACAATGAATATTATGTT
AGTTTCTAATATGTCTATGTGCAGGTGGAATAGAAAATTAAATACACATACAGTCAATTT
TGATAAATGATAAATTTAAATGTATTCTCTTCTGTTTGAGAAGATTATTATTATTTTATT
ATTTTACAATCCTGCTCAATATGTGTGGTGTCATAACTTCATCACTTGATGTCACTGTTG
AGGCATTGGTCTTGTATACGGCTTATGAATACGAGGGTTTATATGATGCAGTCACATCCG
GGGCTTTGGAATCCCACGGCCACACATGCCATGCTCTTCCAGTCCCAAGAAAGGACAGTT
TACCTGACAACCTTTAGCAGAAAACTAANAAGAAAGAAATAAACTTTGAAATAAGCAGCA
CAACAAACAAATCACGTAAAAATTTGTTGTACTTATTAATTTTGCTGTAATTGTTCCAAT
GACAGTTAAAGTTAAATACTAATGTGTTTCAACATAACTTACCAACC
>BJ509593 ID   BJ509593   standard; mRNA; EST; 736 BP.
TTTGGAAAATCAAAAACAGTTTGTTTTTCCACATAATTAAGTGCATAAGTCAGTTGTAGC
AGACAGTTAAACCATTCGGTAGGTGAGATAGTCTTGGAGTGGTGTTGGAATTGCCAAAGC



CTCCACCTGCTGAGTTGTCATGATCCTACGAAGAGCCATCCTACACACATGCTGCAGACT
AGCAATGCTTCGGGGACACTCCCAGAAGTGCACGCTCCCATCACGAGTCCCAGCAGCTAG
GACTTTCCCATCGGTTGAAAAGGAGCAGCAGAGTCCATTAGAAAGAAAAGCAATAGCCTG
AGGAGCCTTTTCCTCAATACTCCAAAAACGAATCAGTCGGTCATCAGTAATGCTAGCAAT
GTGGCGACCATCAGGGCTGAAACTCACAGAACGAACCCAACGGTCATTTGCCCCTCCAGC
AAAAATGGGTGAGGGAGGAGGGAAGAGGTGGCCCAATTCTAGAAGAATGGTGGCGTTGTG
GTGGTCCCATACTATGACCCTAGTGTCATAAGAGGCAGTGGCCAACAATGCACCATCTGG
TGAAAACTCACAGGACACCACATCATTGTGGTGTCCCTCCAGCTTCTGAATCAACGTGTA
CTTATCCATGTTCCACAGGAACACTGCTTTTCCTGCACCCACGGAGCATAAGATGGATGA
GTCAGGGGAAAAGGCGCTGGAATACACCCCATTCTGATGCCCACGCAAAACCTTTACCAT
GTTGCCATCATCTTTA
>BJ509656 ID   BJ509656   standard; mRNA; EST; 378 BP.
TTGCTTTAGCTGAAGCTGCAGTCGGCTTCTACAGTCAAGACAGGAAGGAATCCCAGTTCT
TTGTTCAGGTCGGTCAAACATGTTAAGGAAGCATTTTTGGAATGGAAGCAGTTTCAGAAA
CAGTTCAGGAAAGTTGAAGCAGCGTTTAGGGAACGTTAGGGATTCCAGGAACATTGTGGA
AACACTTTACAAATGTTTAAAATGTTTAAGAACAATTCAGGTTGAAAACCATTCAAGAAG
GTTTCAGGATACATTTAGTACAAAGTGAGGAAAAAAAGGAAAACATTTAAGACACTTTGA
AGCTGTTGCAGTCTATTGCTGAGCTGTGATCCAGCAGATCCTAGTGGTTTCTGCTGGGGA
GGACAACCCCCCCCCCCC
>BJ509694 ID   BJ509694   standard; mRNA; EST; 297 BP.
GATGTTTTAATTAATACAACTCATGGTACAGAATGATCCAAGTTTTACATCGAAAAAAAA
TTCTGTGTGAATGATTACAGCTTCATATCATGCTCCATTAACTGCAACAGAAAAGTTAAT
ATTCTTGCAAATTTATTTCAAGCCAAGTTTCGAGTCAAAATCGTATTATTGCCTACAAGG
TCAACTGATTCTCACATATTTTCAAATTTCTCTGTTTAAGACTGTATGGATTTTTTTAGA
CGCTGTGTCATCTTCTAAAATCTAATTCCTGAGGATTGAGTATATATATATATATAT
>BJ509695 ID   BJ509695   standard; mRNA; EST; 681 BP.
CTATCATTTCCAAGTCAGAATTTGTAATCATTATATTTATAAAAGTTTTACAAAATGTTG
GAATCAACTTTAACAGTACTAGACACACACAAATGTTTGACAGCATTTAGATAAAATACA
CATCTTAAAGAAATTATTTTTTATAGGTTTGTTAAAAGTTAAGTTTTTATGAACTGACAG
TCTCAAAAAGTAGACCCATACATACATTGTGTGTGGAGGAAAAACAATGAGGAGCTCTTT
AGCTACATAGCTCTTGGCAAAAGCTAAAAAAACAGTGTATTTTTTTCATCCATTTAAACA
GAAAAAATACTATTTCAGCATTTCTAATGATGTCAAACAAGTTTTCCAAAACAAGTTTCC
ATCTTTATTTGACATTCTCCACTTTCACTAGTACAGCGGGTGGTAAGACAGCAGAATGTG
TCACATTGCTTGTTGTGTGAAGAAATTGGGTTAAAGAACTCCAGCAATATGCTTTTGACA
AAGATTGTAGCCTGAAGTTAGAAAACAAATGAACAAAATCAGTGTTCCTCAGTCAGTTTT
TGGCAAAGCTCAGCATAATGCTTTTAAAGTGATTTACTTTTCCNAAGAAGGAGGCCATTC
AGAGTAAAACATTCATGGTTCTGCATTTTTTGAGTGTTTAAAAGACAGAGGTAGAGAAAA
AAAAAACAGATGGTACTAGAA
>BJ509698 ID   BJ509698   standard; mRNA; EST; 382 BP.
GTTCTTTTTTTGCTTTTACATCCAAAAAATCTCTCATTTAGAATAAACATGGCAGCTTCA
AGCAGAAGTGAGGGTTTCCCTCTCCTAACATTTAATTTCCATTTCTTCACGTCCATAAAA
AAAAAGATCTCTCTCTCTCTGACTTCAATCACGCTCAGAACTGAGCATCAATATTTTTCT
TCACACACAAATCTGAATGCTTTCATTAAACTTTCCTTCATAATACAGTGATTATGAACA
AACGTCACATTGTTCTCATACAGTTGAATGCGTTTTCATGGAAGAAAAGACCAGCTAATA
GTTTTTTTTTTTTTGTNTTTAAAACCNCATTANGGGGGGCANCAAAAANCNCCAACAANA
AAANANTTNCNNCTNCCNGTTT
>BJ509704 ID   BJ509704   standard; mRNA; EST; 707 BP.
AGAGTGCAATATTTCCACAACACAAAAATGTAAAGCTTTTTCATGCAATACAAAATCAAA
ACAAGATATTTACTGCATACGGTCAGTAATGCAATCAACATAAAACACATTCTTTGGTTT
CATATTTTAAAAGGAGTTGTGACTCAGATGGTGTAGGAAGTTTTCTGGTTTCGAGACTTT
AGTTTGTTGGTCAAAAGTACATTAAACTTTTCCCTCANAACGTTTTCTATCTCGTCATCA
GGTACGTCCCTCATGTCTNTGANGTCAACTCCTTCCTCAGGTTTGTAGGTGACCTCACTG
AAGGTCCATCCCACCAGAGCCCTAAACCCTGTTGGGGTTTGCAAAGAGCAGATGGATTTA
TTGGTGAAAAGGGAGAATGGGTTGGTTTGAAGATTATCATTTTGAACTCGAAAATGTTCT
GCCTCACGAGATGCCAAAGTGAATTTATAAATCGCGTATTTTTCTTTCCTGTTTATCAAG
GTGGACTTGGCAAAATCTGGATTCATCACTTCTGGTTTTCTAGCAGACTTTTCCAGCACC
CACGTGTCCCCNTTGTTTGTGAGACAAAAGACACCCGGCGCTTGAGGCTGATCCTTTTCC
GAGATGAGCTCCAGCGGCTCCNACACCTGGGATGACACTCCNAAGCTCACGTCTGCNATG
TAAGCTTTCCCATCAATCATGACTTGGTTGATGANATGATTCTCTAC
>BJ509769 ID   BJ509769   standard; mRNA; EST; 207 BP.
CACATATNAATGTCTTCTCTNTTCATACATGTTTAATCTGACAAANAACTGAGCTTTTGA
AATTAGTGGCTGTATCAAAAAAAAAAANAAAAAAAAANCCCTTGAGTCCNGCGGAAAAAA
CGGGACAAAATGGNTGTTTTCANAAAAAACACTTGATCCNGNGAATGCAACACTGTCAAA
CAAACNCCAGCTGCTCAGGAAACAAAC



>BJ509787 ID   BJ509787   standard; mRNA; EST; 195 BP.
TTCCGCCATACATATCTGTGATTACCAGCACATTTCAATAAAGTTAACAAATCATTAATA
AAAATTTCTAAAAATTAAAGCATTACAAAGAGCTGGGCAAACTATTTGTTGAGAGGGGGT
AAAGATCAGAGGGGATGAAAAATGCTAAGGGTTGTATATATTTCTGTGGCGAGGGGGGGG
GGGGGNTTTTTCCCC
>BJ509798 ID   BJ509798   standard; mRNA; EST; 289 BP.
GTTCTATTTTGATTTTGGGCAGCACAGTCACTCATTTTACACACCGACGACAGCAACCCA
TTGATTCTTCATTGAGGGAAAACAACAATAAAAAATAAAAAAGAACACGAGTGGAGCTCG
GGCATCATCTTCTGTCAGAGCCTCAGAAGATGCAGACATATCCGTTCGGGTCCTGACATG
AAGCTTTTAAAAGACTCGCTCCTGCTCCTTCTGGCTTCCACTATTGCACAGTCCAATGGC
GGGAACAGCCTCTGCCTCACGTTTTTGTTGTCCTTTCCTTCTACAGNGT
>BJ509802 ID   BJ509802   standard; mRNA; EST; 626 BP.
CCATTAATTTTTTTTCCTTCATCTGAGGCTTTTTAAGGCGTGGTCCTTCAGGGCAGCAGG
AGGGCGACGGCAGCCAGCAGCCAGACCCCCCAGGCGAGGGCGGCGGCAGCAGGTCCGGCC
CCGTTGCACAGGTCCGTGTCGCAGCAGTCGTTGGTGTAGTTGAAGACCACCCCGGCCGAG
TATTTCTGTCCAGACCGACCGCACTGGGACGGATTAGCACAGCTCTTCTCATAGATGGTC
AGGTAAATGGGACCTTGATGCCCTGAGGCCTCACTGGAGAGGCAGCGCTGCCCGGCAGGA
CACTCCAGAGGAAACTCCAGGCAGTCCAGAGGCGAGATGGCTGGAAACACGCAGCTGTAG
CACCGCAGACACGCTGCCAGAGGTAAGCAGCACAGAAGTCCCATCAGGAGCTCCAAGCGA
GACATGATGGCAAAATCCTGAAAAGGGTTCTTCAGGTAAAGTTTTGAAGCAGATCAGAAA
TTTGTCAAGAAAGATTTAAATCCTCTGCTTTTTTTTTCAGTTTAAAGTTAGCAAGTTTAT
TTATACAACACTTTTCACGGAAAGAAGAAAAAAATATCACAAAGTGCTCAACACTGCAGG
TCACAACAGGAAACTGGATCACATAA
>BJ509820 ID   BJ509820   standard; mRNA; EST; 394 BP.
TTNTTTTTTCTTCTTAAATAAGCTTTTGATTTTAGAGGAGGAGCGCTTGCTCTTCTCTCC
ATTGTCACTGGAGTCCTGGGAGGAGGTGCTCTGCAGCTTGTAATCTCTCCCGGCGCTCCG
GCCCTCCGAGTCCAGCGAGGTCAGAGACGGGTAATGCCCCACGCTGGGCAGCATGCTCGC
CGGCAGCTGGCTGTAGCTGTAGGATTTCTCCAGGATGCCGTTGTACATGCCCTTTCCTGT
CTGATGGGCCGCGCCCCCCTGTGGCGGAGGCACTCTTTGGGACTCGGGCAGGACGCTGGT
GAGGTCGGGCGAGCCCCTCCGTGCGAACGGATGGTGCTCCAGAGCCGGGGAGGGCGAGGT
GGAGGGCGGGCTGGAAGGGGTGGTGGCCAGCGAG
>BJ509861 ID   BJ509861   standard; mRNA; EST; 625 BP.
TTATTTTTTTCTGGGCACAAAGGACTATAATACATTGACAGGCATAGGAACTATTGCCAG
CACATGTCTATACAATACAGCTAAAACCGCCTCCAATTTTTGGACATAATCGGACAAAAC
GAGATATCAGGTGGTCCCAAAAAATGTTTCTAAATGTTTTCGAACATTGAGAGAGAAAAA
AAAGACAATATTCCATTTATTGCTTTTATGGTGCTTCAAGGAGAGGACAAGAGGTTTTCT
GATTGGCACAACACATATAAGCTTGTATAAAAAATAGACACAAAACAAAATCTTCTCAGG
GTGTCACTTATGCTCTGTCTCATATCANATAATAAAAATAACAGAATAGGATGTTATATA
TAGAGAGAGAAACTGGAGTTTATTTCTATTCAATTTTGTTCACTTGCTTCAGTGTTGCGT
CAACATGCTACAAGAGGGCTTAATTGGAAATATCCCAGAGAAATAAAAGACCCCAAAAAC
TCATGTTTTCTAGAACCATAAAACCACGTGAAGAACTAACCGAATATTCAAACCCACTAA
AACAGGAGGCACCAGATAAATAAAAAAAAAAAAGTTTCAACANACNCACCAAATTTACAA
TTCCCNTTAATTTACNCATAATTAA
>BJ509878 ID   BJ509878   standard; mRNA; EST; 179 BP.
AAAAGTACACACTTCACATGGCAAAAAAAAAAATTAAGAAAAAAAAAATTTAAACNCNCG
AAAAAATAGCAGCCCCAAGNGCTCATCATCTTAGTCCAAATACTTTTAAACTTTGTATAT
AAGGTATATNTTCATATATNTTTCTCATCANTTAAAAAAAAAAAAAGNCNNCTTTNTCA
>BJ509916 ID   BJ509916   standard; mRNA; EST; 506 BP.
AAGATATCAGNCTATCGTTAATATGCTGCATGATAGGAAAGGGGGGGGGGGGGGGGGTGC
TTGCANAGCATCCTAGGTGGAAGAGGCCTCTGCAGAAGATGTGTCCATTTGGGATTGGTG
AAAGTTTTCTGGTCGTACTTCTTTGCCTTCTATGATGACACGAATACCTGCAAAATGAGC
CTTTTTTCCTTCTTTCTTTGCAGCCTCAATAATGGGCCACAGCTTATTTCTCAGCGCTTT
GTCCTCAGAAGTCAGGTCTTCAGCAAATCTCANTTTGTTGTTTCTGAGGTACTCGCTCCT
TTTAGCTGCTCTCCACAGAAGATCTCTGGTCGATATGGATGTGAAGCGGATGAATGTCGT
CCTCGGTCTGTCGGTTGCTCCTGTCTTCTTTCCGAGACGATTATCCATGTCGATATCCCC
TGTNATTTTTTCCTGACAACTGGGAATCACAGCACANCANATGTTGGTGACTTTGGCCTT
GATGTCTTCANGGTTTCCCTCCGGCA
>BJ509938 ID   BJ509938   standard; mRNA; EST; 484 BP.
TCATTTTTTATCAGCAGCAGACGAAAAAAATGCTGTTTGAAAACAAATTCTTTGTGATGA
ANAAAATACCGCCNCAAGTTCCCTGCTCTGCTCCATTCTGATGCATCCATTTGCAGTCNA
ATANATCCATGAACGTCTTTGTTTTCCTCGTCTGAGCTCCNTCGGGTTTAAAACTATACG
GCTGGAAAACTGTGAAATTGTCTGTTGTTTTTTCTTGCATCACTAACGGTTTGCGAGGGT
GAGGGGCTGAAAGCTATCTGNAGAGAGTGTAAACAGATNGGTAATGGGAAGTGGGGGCGT
GGTTACTCTGAGCCAACGATCTCACAACTCTCAGGTCTCTGCAGAAACTATGTCATCATG



CGGCTTTGTAAAAATCTTAGATGCTTGTCTGNTTATTTTTTCCCATCNGCTGNGTCTCCC
GTCATCAGTTTAATGGAACTGACCGATACTCTTCATCCTTTTCCCAGAGTGGCATGNCTG
TGTC
>BJ509947 ID   BJ509947   standard; mRNA; EST; 174 BP.
GTACAAGGTGTGGCAGATTCTTTTCTCTTTTTTTCCCCCTCTGGTGTAACTCCCTGGATC
CCGTCTGAAATGCATCTGTGCCCGCTTCTGCGTCTGAGTGTGGCGAGACGCTTGGCAGGG
TTTTGATTGGNTTTTCTGAGGTTGAATGATTATTGCACTCCAACAAGAACTTAA
>BJ509985 ID   BJ509985   standard; mRNA; EST; 714 BP.
AACTTTATTGAAAGGGGGACATTTTAATGTTCTTACATGTTCAGGATCGGTTTTAGCAAA
TATTTCAGGTTGGGGTTGCACTTTTAATATATATTAAAGTCACAATTTCATTGATAACCA
TAAACGTAACTATCTGCTGCACATATGTTAGTGATAAAAAAAGCATTTTTAGTAACATGT
CAACAGCTGAGGCCTTTCTGACTGACTGCTCAGTATTCAGGCTGTACTCCTTAAGATGAG
CTCAAAGTTAAAGCTGATGGATGCTTTTCAAAGTCAAGAGCGACAGGTTGGTACAGGATA
TCGTACATGATGCAGCACATGAAAGAAACTGAATGCTAAACCTATAGTTATCATTTAAAC
GCCTTAAAATCAGTGTTTCATTAAAAAAAAAGAGTTAAACCACAATAACAAGAAATTAGA
GGTGAGGTTGAACACGTGTTACGCTTTCAATTACAGATGAAGTGTACTGAGACAGAACTT
TGCATCAAAAGCAGGATTTTTCATTTAACGCGTCTATTTCTGCAACAACGATNACGGTGA
GTCAGTTTTATTATACAGTTTGATGTCTTTTATTTTCTCTTTGGAAAGTAATGCAAAGAT
GTCTTTGGGTCACAAATGGGGCAAACATTCATCCAGAATTTATTCCCATATGGCAGCTTC
TTGCTCTCTAAGCCCCCCCTTCCTTCAGCTTTTGGTCTATTGTGAAATCATTCC
>BJ510020 ID   BJ510020   standard; mRNA; EST; 435 BP.
AAGGTAACAAACATATATCTCTGTGGTAGACATATCCTGGGCAACATCTCAGATCTTGCC
TCAACCTCTGTGATCACCTTTCAACTGTTTGAGTTGACGTCAGTTTTAATACATTTTTAA
TAAAACATGGTTTCAGTTTTAGGTTTTTAGAGAAATATCACAGAGGCGCCCAGTTTACTC
ATGAGACAAGGCTGAGGTGTTGCAGTGATATGTCCACCGTTTGAAACTTCACAGTGCAAA
CAAGGAAAAAAATTAAATAAAAACAATAACAACAAAAGAAAAATCTTTGATGATAAGATC
ACTGGTTCCGGTGGGTCGCTGGTACCAGTGTTTTTTTTTTTTTTAAAAAAATCCCNCNCT
NCCCCCNACGTTTNGAAAATGGGGCTTTGTNNATAAAAAAANANAANGGGAAATAANCCC
CCCCCTAAAACAAAC
>BJ510104 ID   BJ510104   standard; mRNA; EST; 574 BP.
TTTTATTATTCCTGAACCACANAATAGACTTCTTTGGTTGTACAAATTCACTAGTTACAG
TCTTGTGTGAGCTATAACCTCTGACCCTAGAACTCTGAACCTCTCAGTTTGCTTGACATG
AAACCAAACACAGCAGGGATCGTGTAGTGAAACCCATCGGAACTCAGAGTANAAAATAAA
ACAAAAAATGAAACTGAATTTCAGTCAGTGAGAGCGACATTAAAAGCTAANATGAGAAAA
CCCTACATTAAATTAAAACGCTAGCATATTCCCAACAGAAACGCCATCTGATGGGAAGTG
GGGGTGGAGGTGAGCCAGAGCGATTCCTGACGAGTTCTCCCATAACCAACCCAAGCGCCC
GCCCCCACAGAAGCCCGCCCCCAGCGGCGGGCGTTTGTGTCGACATTGGCTCAGATTCAA
ACTCATCTTTTTTCCTTTCGGCATTTGTACATTATTCACAAAAACAATTATTTTATTCAG
TGGCATCAGATTTAAATTAACCGATAAAATAAAAACACCCGCTACCTTCACATCCCTGTG
GCGCCTCGTGAAACAGCTGATTCACATTGATTAG
>BJ510129 ID   BJ510129   standard; mRNA; EST; 235 BP.
TTTATTTTCTATTTTGTTAGGTTGGAGTCATCCTGTTAATCGGCGATGCATTTTCCGCGC
AATGATCCTAACGCTGNGCATGCCTGCAGGACCTCACATCGCACTGAANAAATGAGGCTT
TTATTTGATAAAGAGCTCAGCTTCCTGCTCAACGACGTTACATTACCTTGGAAGAGAAAA
TGGGAAATACCTGAGGTNTCATTTTTTTGGGGCTTCACCTAAGGAAAAGAGCACT
>BJ510161 ID   BJ510161   standard; mRNA; EST; 316 BP.
AAGTTACAGGAAAAAAAGAAAGAGAAAAACCCCATAAGATTTAAAACCCATAATGCAGTG
CTTCTCANATCTTTTTATCAAGCCCCCCCCCAAGCATCCNGGGGGGCGCGCCCCACTATT
TGAGGTGCACTGCCACAATATAGCAGACCTGTGTTGGTCTTTGATATCATCTAAATTCCA
AAAAGTCAATGTNNAATAAATGAATGAAGCTGATTTTATTGAGATGAAAGAATTGCCCTC
TCCCGCATTAATAACCACATTAAATGCTTATANTGTTTTCCACCTGATTTGGGTCTAGGT
AGGGATATTTGCACCG
>BJ510190 ID   BJ510190   standard; mRNA; EST; 373 BP.
TTTATAATAAAATGTACAAAAATCTTCAAGATGCATGCAAAGAAAAAAAAAGGCGATGAA
TAATTTTACAAGTTCCACATGAAAACAACACACCATCCTAAAAAAAAAAATACAGTTTTT
TTCTTAGTCCTATTAAATTCNCANAANATTTGCATGACAATAATTTCAGNGTCTCTGCAA
NAACAATTATNGCTTACAACCTTTGTCNCAATTAACANACAACAATTCANTTATCTTTTA
CTGAACANATGTATNTTTTGCCAACNCTGGTAAACCAAAAAAAAAAAAAAANGGGCCNTT
AAAANCANCNNCNNTGANCAAANNCNCCTTTTNAANGTTNAAAAAAAAAAGTNNGGTTTN
ANCCTTTTTNTNG
>BJ510196 ID   BJ510196   standard; mRNA; EST; 140 BP.
TCTTTCACTTATGCATTCNNAGAACAGTCAGTGTTTATGTACACGTCGCACCGATCANCA
GNGCTGCTCCTCCCCACCCCANGTCNATGGAGCCTTTTATTTTTTTTTTTNCAATNAACN
TACCCCNNATTTGNCCCCNC



>BJ510200 ID   BJ510200   standard; mRNA; EST; 633 BP.
AACGGTACAAAACGTGCACATTTCTACAGCACGGAATCATCTTCACAGCAGCTTGTGGCA
CTTCATAAAGGTCAGTTATAACAAATGTGTCCAAACCCAACAAAACAATCTATACTCTGT
CTACAAATGCAAACATAAATGACAGAAATCAGCAAAAAGATGAAGATTGAAACAACATAG
ACTAACCATGGGGACAAAGACAATCACATCGAACTTTACAGATTAAATCAAGTGTTTCAT
CATTAATTTGAGCATTTTTGTACATTTTATATTAAACAATTCTTTTGTTTTAAGTTGTTT
TATTATTTTCAATTCTAGAATAAAGGACTCAGTTTAGACTGACAAATACAGAAACAAAAA
ATAAATAAAACTGAATATTTGACACAAAGAATATACTGCAAGGACAAAATAAAACGTGTA
AAGAGCAGTAGTTTACATGCAAAAAAAAAAAGGATTTCAGNGAAAATAAATAGACTTAAG
TTCAAAATACNTGAAAAAGCTTCAAGTTTTGGTCATTCTTTAACATATGTACAGATTTAT
TTTTAAAACTGTAAAACTTTAAATATAAAGTTTATTTTAGGATGTAGTTATTTTTTACGT
ATTTAACTTTTTTTTTTTTGCAAAAAAAAAACC
>BJ510221 ID   BJ510221   standard; mRNA; EST; 100 BP.
GAACGCANCANCACATCTTCNNCTTTANTGTTTANGTCACTGTGGGGCCTGAGTAAACTC
TTGGCTTGTTTGTTGCCTGCTTGANCTGCTTGTTTGTAAA
>BJ510225 ID   BJ510225   standard; mRNA; EST; 209 BP.
AGGTTTAGTTCTCATTATATCTCCCTCTTCAATTGGAGGGTGGAGGTGAACATAGGCGTT
TATCTCCACATTTTGGAAGTTGATCACTCCCATCTCCATTTTCCAAACATTCAATCTCTG
CATTCCCTTGAAGGAATTTTCCTCGTTGACTGCATTCAAACCTTAACTTTTGACCCTTCT
TAGCTCTTCCTCCCTCTACATGTGTCATC
>BJ510250 ID   BJ510250   standard; mRNA; EST; 786 BP.
ATTTATTCACTTTAATCATCAGAAATATTTTATATTATTTATGTAAAGGTTTGCATGCAA
CAAGGTACAAAATTCTTCCAACACATTATTGATTATTTAAGCAACTTGAAAATAAAAGAA
GAAATATATAATATATCAACATGTTGCAGGTATGGTAATGCAATTGGCAAAACAATACAA
TGGAAGCCAATACTTGGTCTTCTAGCCTTTCATTCATGCAGTGTTTTTTCTGAATGCCTG
GCTTGACAGCCAACAGTGCAAATGGATGTGCAGTCTTCTCAAAAAGTGTCCTTAAAAAAT
GACACATACAAACACCATGGTTCTAGATAACCAGTCAAAACAAGGAGTTGCAGTGTCCAG
ATGAGAGGAGGTGGCTGCAAGAGAGGTTCATCTGTGCTACATCAGAATAATCCGATTTCA
TGTTCCAACCTCATCCGAATCTCCAGTTGTTGGGGCCTGATCCTTTTGTGTCATGTTTAG
AGCAAGCTGCATGGCCCAGATACTAAGAGGCCTCATGTAAGCCAGAGAACGGTAGATGTT
CTTCTCACAATAGGCTTCAGGAGTCTGGAAGGCCATACCCAGCCTCTCCCATACTGTCCG
GTAGCAACCCTCAGCTGTGTGCATCCCCTCCTCTCGCATGCCCTCATGGATCATAGTCGC
TGCCAGCCCGTACACAACACCGATCCAAACCTCATCAGACTGGACACTGGAGCGGTCAGG
CACTCCTTCAGGGCGCATGCCATTGACTGCACCCATTTGGCCCCCAGCAAAAGCCATCAC
ATTCNA
>BJ510315 ID   BJ510315   standard; mRNA; EST; 690 BP.
ACTTTATTACCGTTTCAGTTATGTACATCTGTTGGCTTACAAAACGTGGAATGTGGTCGG
AGTCCGAGTAACACTTGTCTTTCCCGCGTGCAGGAAACGCGACAATATTGACCTTTTTTT
CGTGGCTCATGAACATTTTTCTTTGTACAGTGCTCTGTGTGTCTGGACAATGTGCTCTGT
GAGTTTTTGTGCTCAATTTAGGCAGTGTTTTGCTTCAAGAAAAATCCACCCCACGACTGA
AAAAAAAGGGAATTACATGCAATAATGCCACAAAAATGCTGCTCTGCTTCCAAAAACGAA
GCCTTCAAGGCCTGCGAAGGGTTGCACGGGGGCCGTCTTTATCTCCCAGTTACTTCACTT
CGCTGAATTGAAAACAGATGATCTGCTGTTCTGTGGTCTACCATTCAAAATTGACAACAT
CTCTCTTTTTTTCTCCTTTCAAAGTGCAACATTTAGGAAATAATGTTTTGCCAACAGAAA
AGTTATGTTTCGATTAAGACAATAGCCTTTCTGCGTAAAAATAGATNACAAGAAACGTGA
ATTCACATAAAGTCAGAAGAAATTAGTTGATTTGACTTAATAACGACATTTGCTACATAT
GGAAAGAGGTCTAGCAATGGAAATAAGACATGATAAAAATGTCAAAAAGGCAAAAATCTA
CATTATTTTCAATTTTTTTTTGTTGTTTTT
>BJ510330 ID   BJ510330   standard; mRNA; EST; 531 BP.
GTTTATTGAAAGAGGAACTAAAGGACAAATGACACATGGAAATTGCAAACACACACCACT
TTCACAATCCTTTACCAGTGAAGAAAATTACTGATGTAGCCCCATCACTCAGCAATACTT
TAACAAAATGGTAACCTACGGAGTCGTGATGGGGGGATTGGGTTCGTTGAGCTATGGTAG
CTCCCAATCGGGTTACCTATTTAAATCTAAAGAGTTACAACGTCACAGAACTCACAGTAG
ACAAGTACGTCTTCCTAAAAAGTATGACACCAGACAACCATTTAAACTGAACACAGTTTC
AGGTTTAATAAAATAAAGAGTTGACCCTCAAAACAAACAAAAATATTGGTCAATATATCT
GGTTTTTATACTCTTCCTCTTAAACGGGAAAAAAAAAATATGAACCTTGAGTAAATGTAA
ATTTCACAACTTAACTGAACATTCATAAACTGGTTTTAAAAGTTCGTTTCAAAAGTTTGT
TTCAAACACANATTTNGCAATACTTCACCACGTCATGAAAAATAACAAACC
>BJ510348 ID   BJ510348   standard; mRNA; EST; 640 BP.
ATATCAAGAGGATGAAGAAACAATAAGTGCAATAAAACTGCATTATAAGAGTGCCACACA
ACATATTGACAAAAAGAGTTGGTTTTGTATTTTACGGCAGAAAAAGCAAATGATCACAAC
AAAACACATTAGTTACATAACACTTAAACCAACAAATAGTCCATTCTGGAAGACTCACTC
AACGAAACATTCTCCAGCGTCAATAAATGTCCTTTCAGTGGTTTGCTGTCCTCAAGGCTC
AAGACAGCATTCTGAATAAATATGAAGGCAAGTTCAAGTTTTTTGGGGTGCTGTAGGTCC



AGAGCATAGATGTCCCCGAAGAGTTAGAAGAGATTAGTCAGCCAGATGTGTGGGACCACT
GACGGCAGCATCAGGAGCATCACCACGACNACTGAGAGGTCTGTGAGGTCTGGTATTTGT
ACAGGTCTTGAAGAAGTTGGAGGCATCTTCATGCAGATAAACAGGAAGTGCAAGGAGGAC
AAGTGCCCGTCTCATGTTCAGGTCACGCTGGTCCCACTGACAGGTCTTTTCTGGTGAAAT
GGTGACTTTCTGGTGAACTTTCTGAAGTTCAGTATCTCGCTGGCCTTGGCGTCTATCTNG
AGGTGAAACACTGAACACTCTGTAGTTCGGTACCAAATTA
>BJ510362 ID   BJ510362   standard; mRNA; EST; 666 BP.
ATATTTATTAGCAGGTAAAATTGAACTCTTTCATGCCGTTTAGCATCACTGGACTCTAAT
GATGAAAAAAAACATCTCAGCTGAAAGAAAATATAAAATGTAAAAACATGTTAACATTGA
AATGATGGTTTTATACACAGCTTTACTTCTTAATCATTCTGGTTTTTTGTTTTACATTTC
AAAGGTTTCAGATGAATTTTTTAGTATGTCGAAATCCAAAGCAAATTTCAAGATTCTATC
AAAAAAAGCACATTGTCATCTGCAAACCTGCTCACACACCCNAACATGAAACTGTTGTTT
CCATCAGACCTGCACAGGAATTCATATTTTAACAAACACATTTATTAAGTACAACAGTAA
CAATTGTTTGTTGAATTCACAAAATAAAACACGACATATGTATATAGTCTAAGGATCAAT
TAACTGAAGTTCCCCCAGACTTATTAATCATTATATTTTATGAATCAAATGTGGCCAGAG
TGTGTTTTTATTTATTTATTTATTTATTTTTACTTCATCGTTTCTGTAATGGGTTTGATA
CATCAATGTGATTTCTTTTATTGTATTCCCTCATTAAATGTTTTTATTTTTAAAACTTGC
TTCACCTGGAACAGAAGTATGGACCATCAACGCGATCAATATTTCAGCANGGATTTTTCC
CCAGCA
>BJ510378 ID   BJ510378   standard; mRNA; EST; 277 BP.
ATTTTCCTCNTCAGAGTCTACCTGNGTCTGAATATGTGAGNAACTACCAAAAAAACAACA
AAAAAAAAACAGCTCAGTCAACTCCNTTACCCNCAATTCCTTTTGCAGCAGCTTTGTCNG
ACAGACAGCCGGTTTCNCTGNAATGCCGTTTTATCTTTTGAGAACTGATGTCCGAAAAAG
CACNANACGNGGNGTTTTTCTTGGCTTANTGANACNCTGCTAACAACAACAAAAAAAANA
GGAGGCANAAAAATAAAAANACTCAGGAGCTGAAAGC
>BJ510388 ID   BJ510388   standard; mRNA; EST; 441 BP.
ATCTTAATTTATTATAAAGGGAAAGAAAAATCAAAGAAATCAAAGAAATGAGAATGGTTC
ACACAAAAAAATGTTTTCATGCAAATCACAAACACCAACTATAATCCTAACAAAAGCAAT
GTACAAGATAAGAAGTTATTTCACGACAATTTATGTTGCTTTTTAAACAAAATGGGCTTT
TGAGATTTTTTTTGCCCTTTTTTTTTTNCCATCTNCNTAATTNACNTTGACTTCNTTGAC
TNGGTNGAAAAAANAAAAAAAAAAANCGACAAACTAAAAAAACTTTATCCGAATTNCCTT
CACTTTTCANATCAAANCTNCNTTATAAGGACGGGCNTTCTAAAACCATATNACTAATTC
ANCAAACTAAACNCAAGGAAGGNCNCTTTATCTNCTTAGGCAGTNCCGGNGTTTGTTTTT
AAAAAGNATTGAATTGTNCGA
>BJ510396 ID   BJ510396   standard; mRNA; EST; 185 BP.
GCATTTCTTGTCNATGNAANNGCCTTCNATAGCATCTCTAGNGGTTTTGAANCCNAGCCC
GACGCTNTTATGGTAGCGGGGNAGCTTCTCCTTGCCTTCCTTCCCACCATCNGTNAGCNN
AACACGCTTCTNGTTCTGGAANATGGNGGGCTGCTTCTGATAGGACCTCTNGGTTTGCGC
ATCCA
>BJ510413 ID   BJ510413   standard; mRNA; EST; 729 BP.
TTGTGAGGTCTAAAAATAACAGCAAAGCAGGATTACAGATGTTTGAAGTCAGTAAAAACC
CCTCAATACCCATTTGATACACTTTAGACATTTTTCACACTTTTACCTCTTGTTTAACCT
GTCTAAGCTCCAAAAAAGGTAAGTAACAACTGCATGTATCTGTACAGGAGAAGCAGCATA
GAGATTGATTGACAACAGTAGCCAAAAGAACAAAAACAAATGTTTCATTGGAGTGGCTCT
TTAATCCTGAACTTACATATTTTATTAGTATTTGTGCAGAAAACATTTCAAGTTGATTGA
CAATTTTCTAAAATAAGCTCAGCCTTCTTGCTTCATATATTCTTAAAAAGGTCACTGAAA
AAGTCATCAAGAGAAGCAGGTAACCTGAAATGCACCATTCTGGACTGAGATAGAGGAAAT
CCAGCAGACAGAGCAAAAACACTCAGCTGAGAACAGTAAAGCATGTATAGCAAGTGTAAA
AATTAAAATTAAAGGAAAGATGAAAACAAGGAGCCAAAAAGAACAGGTCAGAAAAAAAGA
CCAATAAAAGGAGTGAAGGCAAAAACATTCAGAAATCTAATTTACTGAATCGGTTTTAAA
AAAATAACTTTTTTGTTGTTGTAAAAGGTTCCCCCGCTAACGTCGTTCTCGGACAATTAC
GCTGCTGTTGCACAGACNCTGAGTCAGCAGATCTCTTAAGCAAGTCTTAGTTTTTGCTTC
TTTCTTCTC
>BJ510448 ID   BJ510448   standard; mRNA; EST; 289 BP.
CAAGATTTATTGAAGGCGACAGAAGATGCAGAACAGAATGGCATGGGGGGGGCACATACA
GACACACTCCTGTGTTCAGATAGATTTAATGTCTTTGTGTTACAAAAGTTTTTTTTTTTC
ATATGTCTGCACCGTTTATCAAAATATACNTGTTCTGAACGTAAAAGNGGATATAATCCA
AATTATTTTGNGGNACAAAAACNTGAATATNTACAACCATCAACCCCGCANCAAACGTTT
TCCTCACCCCGCCCCCCTTTNANAAAAANAAAAAAGANAAAATAAAANG
>BJ510465 ID   BJ510465   standard; mRNA; EST; 677 BP.
TCTCTTTTTTNTTTTACTACACATTTACCTCATAACATTGCCAGTCATGACACGGCGAAA
ATCGCACAAGTATTTATGCGAACCTTTCAAATCCTATGAACTGACCTTCTATCTTGTTAT
ACGTAAACAGTGTCAAAGATCATAGATGACATAAAATGCCCCTACATGTCTTGTTTTCTC
AGTAAAATGCAAAATGACAAGTTAAAGTGTAACATAGTAACCCACAAAAGTTGACAATAC



AAAATTACCAATGCTTGTTTTGTTGCTATAAAACTCTATGATCTATTATCAGAATTACAA
TTTTGTTAAAATAAATGAATATCTACACAAAAGCCAGCAGTGCATATTAACAGTGTGAAC
GGCACTGTTTTCTTGATGATAACCTCAAGAGTTTAAACAAAAAAGAATGTTCTGAAAAAC
GATTAAATTGAGCTAGTGCAAAGGCAGCAAAATACATGAATCCATTAACCTGCTTTTACT
ATCATGACTTTAAAATTACGGTTTTTGGATAACTCTTGTACATAATTTGCTTTTTAATCG
CTTGCATATCCNGACACGTCAAAGCTCTTCAACTCCTCGGGTAACTTTGATTCACCCGAG
GGAAGAACAATTTACCAAACCCGCCACACGATTTCTTTGAAAAACATACCATTGAGGATA
AAAAATGTCCTCACTCT
>BJ510466 ID   BJ510466   standard; mRNA; EST; 468 BP.
TCCCCACCCAAAAAAAAGGGAAGAAAAACCAAAGGGAAAAAAAATGTACAAAGAGTGTTA
GTGAAAGTTGTGAAACGCCNAATATGAAAATGTATTTAAAATTACAGTTCTAAGTGCCAT
CACAAGACCTTCAACCAAATAGGAGGAAAGAAAGCATCAAAACAAAAATGGCCATGAATG
TCTCCTAAAATGTATCTGGCAAAACAAAACAAAAAAAAGGCCATTGTATTCTCCAGCTGA
AGGTTGCTTCTTCTCATTCCAACAACTCTTTTTTACATCCTTGATGGGTAGCTTTAAAAC
AAAAACAAAAAAAAGTTATTTTCAACAGCTNAAATNAAAAGAAACACAATGAAAAAAAAT
CTTTCATGATTTGGCAAAAATTACAATAAAATAAAAAACATCCNTACNGTGAACAAGCAA
TCAAACAGAAACATACTCANGTAGATNAAACCCCTCCCCCAGGATAAT
>BJ510474 ID   BJ510474   standard; mRNA; EST; 676 BP.
TATTGTAATATTTTTCAAGTGAGAAACATTTTTACAGTTTTTGTCAGACGGAAATGCATC
AAACTTCTTCCGCATTTGTCGGATGTTACATGTTAGTCAATGTTTCTTCTGTTTCTTCCA
CGTTTGTGTCTTTGTTCCATGTTTGTCTGCATTTTGTTTTTCGTGTTTGTCCATTTTCTT
CCGTGTTTGTTCCATGTTTTCATGTTCCCAGGTTTTTTTCCATGTTATTCCTGGTTCTTC
TCCTGCTGCTTCCTGCAGGTGGACGCTCTCACCATTTTCCTCTCCGCCGGCACCCTTTGC
TGTCTTAGTGGAAGGAAAATCATTTCATATAATATGTTGGTCACTTCTACTGGCTGTTAT
AAATACTGATAATTTGACATTATTGGAATGAGTTGAAGTAAATAAAAAAATAACAATGTA
ATAAATGTAGTCGCATTTGATGTGTGGCACCTTCAGAAAACCTGAACTGGCCTTTTCTAA
AGACACTGATCTGAACAAACCAATGATGTGAAGAGGAGCTAAAGGTCCGAGTCTCGAATA
AACGCTGAGTCAGGACAACACAAATGATCTGGATGCTGAGAGATGATGCCGGTGGATGAA
GACATTCAAATGATGTCCTCACATGATAACTGGAGGCCGAGTCTCTCTGAGGCGAGTCTC
TCTGATTGGGGGGAAG
>BJ510483 ID   BJ510483   standard; mRNA; EST; 312 BP.
TTATTGCTGAAGGTGAAGCAGTCCGTCAGGAGTGCCTGCAGTGGCACTGAAGGGGCAGTA
AAAAACCAGCTGCTATCTGTGCACAGGGCAAAAGGAGAAAACACTAANACTGAAACTCAA
TGACCAAGCAGAGGAACTCCACATGCTTCTCACACGCATGCACAGCANCAGCTCACAGGC
TGCGACAACGTGATTAAAGCTACCCGCTTTCCCTTCTGATCTTCANAGTCATGAAGGGGT
TTTCTTCANAAGCTGGACTTTCGCCNAATCAAATTGTTGTAATGTTTGCACCACAACACA
CGGATGAAGACG
>BJ510494 ID   BJ510494   standard; mRNA; EST; 657 BP.
GTTTTTTTTATTTAGGTAAGTAAAATACATGAATGATATCTAATGGAGGGAGAGTTGGTC
CATGAGGGAAAGTATTGGGACACCCATAAACCACAGATCCACTTTTAACCTGTAAACCAA
CAAAACAATCAAAAGTCATGTGTAACAGCTTAGAAATATTTCATTTGATAGTTAAAATCG
ATGTCATCTATCATTGACACCAAATTCAGCATGTTTTTGGTCAGAAGAGAATCAAGTGAA
AATGTGCAGCAAAATCCCACTCAGGTGTTAGTGTGAAAGAAAGATAAAGACAGCAGGAAA
TCCAGTTTCAACAGGAAACACTGTTCAGCTTCATCTGAGATAACCCACTGTCTGCTTAGT
GCTGATGTAAAACAGAACCTTTAAAAGCAGACACACTCAGTCGTCATCGATCAGTTTTTC
TGCGCCGTTCTCCGCTTGTCTGCTCCCGCTGTCCTCCCCGCCCTCTTCTTCATCTTCATC
TTCAGTGTACGAGAGGGACTGGCTGCTGTAGTTGATGGTGGTGCGAGAGAGATCCACCTC
GATGGGGAAGACGTCCGCCTCTCTNAGGACGGCGTAGCACTCGTCGTAGTAATGCGACAT
GCCAGAGACAAAGCGCTGCANCTGGAACACGATGTCCTGAACATGCTTCTGATCCNG
>BJ510526 ID   BJ510526   standard; mRNA; EST; 667 BP.
GTGTTTTCTAAACCTGTTCTTGGCCGTGTAAGTGGCAAAAAGGGTTGACTTTAGATGGCA
GGACATTTCTGGCACTGGACTATACGAAGTAGTGATCACTTGTGACTTGGGCAGTTAGGT
TGGGCAGTAATGTCATAACCATCAGAATGCANTCATGTAGCATCTACATGGTATTGACGA
AAGCATTTCGGATGGTTGAAGTGGGTGGATTCCACGTAAACATGATCGGATTTCAGAGTA
AACAAGTTTGAAAGGCCTCCATTGGAACACGATTGTGATTTAAAGCCGGTGTCTCACTGG
GCTGCAGACAAACACAGGAAACTCCTGAACTGATAAACTTTATTATTTTAAAACTTGGAA
TTACTCTGGAGTGTTGGACAAACAAACATCTTACAAGATTTGAACAACTTAAAATAGAAA
ATTCTGTATTTTAAAGGTTGCCAAGTCAAGAGTTAACCTTCAATTTTTCTTACACTTCTA
TCACTGTTTGATCCACGGAAATTTCATTAAGTACACATTAATAAAAAGTTTAAGAAACCT
TCGACAACTTTGATTGAATTGATCACATTTTGAAACGTCTTTTGCTCAAAAACTTGTTTT
CATCTTGTTAAAAACTATNATAGAATTTTTGCCCTACCATGGGTGTGAGCAAATGAAGTA
TCCCTAC
>BJ510545 ID   BJ510545   standard; mRNA; EST; 115 BP.
GTCTGTTTTAGAAGAGTACACTACAGACGACAGCTTTCATGACACAAAAATATACACTGT



ATTTTCTCTTTGTACATTAGGCAAACACTGCATTAGCAGGGGGGGGGGGGCAAAA
>BJ510561 ID   BJ510561   standard; mRNA; EST; 141 BP.
AGACAGTTCANTATTACAGCNATGCCCTACATGGTNNTATGGCTGAGTGAAAGAAATNTA
ACAATTTTGCTAACACCTTCCNGATATTGATGTTATTTTGAAGTAANCCACTCAAGAANC
TGCATTTATTTCCCTATGNGG
>BJ510595 ID   BJ510595   standard; mRNA; EST; 761 BP.
TATGTTTTGACAGCTGGAGAGAGGCTAAAAAATATGCATGCACCTGTATGAGTTCCATTT
TTAAATACATTTTAGAAAAATAAACAATAAGAGGTTTACCAAAAGATTTGGCAGCACAAA
AATAGATAAACGCAATAAAATGTTAGATTTTTCGGGAAAAATAATCAGGTTAATTCTGCA
AATCCTAGAGCCATGCAGCTTCACAGATCACAGCCGAGCGCAACAGGAGGATGCTGGAAA
AAAGAGAGCCTGTTATTGCTTACAAAAACATCAGTTTTAAACTCATGATTTCGGTTGTTC
CATGGTAGTGAATTGAATTACATGCAAGTGTTTCCAAAAACAGAAAAGTTCGTCTTGTTT
TGCGCAGCTTCACGGCTGCGGACTGATGTCGCTGTTGTGATTCCGCTCGTCGTCTGAAGA
GCAGTCTGAGGAGTTGTAGAGGAACGTGTCGCCCTCCTCGTCGTCACTGTCCCGGAAGTC
TCTTATTCTGCCGTTCCTCGAGTCTGTCTTGGCGTGATAGTCCGACTGATCGAGTCCGTC
CGCTTTTTCCTGGCCGCTCTTGGATCCTTTTTGCTTCTCGGCCTCCTGGGCGGCCTGTTC
TTTGGCCTTCTTGCTGCGCTTCCACTTCATGCGTCTGTTTTGGAACCAGATTTTGACCTG
CGTTTCTGTCAACATCAGGGACGTGGCCACCTCAAAGCGCTTTGGTCGGGACAAATACTT
ATTCAGTTTGAACTGATGCTCCAGTTCCAGCAGCTGCTGAC
>BJ510645 ID   BJ510645   standard; mRNA; EST; 705 BP.
ATTGTTAAGAGTCTGATATATCAAAATAAAAGCTCAAAGCTGCCTCTTTGAATTTAGTAG
CACATTATGTGAAATGCTATGAGCACGGAATATGCTGCCCCCTATGAAGTGCCGCCCTCG
TCCACCGCCCACTTCGCCCATTTCAAAAACCGCCACTGTATGGGCCCCATTTCTACTGCA
GGGTTCAAGTGACCCCAGTCCGATTTTTTCCTCTCATGTGGCACAGATGGGATATGACAG
GTGAACGTGTAAGCAGGACAAAAGCGCATGGATTCCGTTTTTCTCAGTTCGGATTCAGGC
CTCTCTCATATGTGGAAATAAAGCGGATATGAATCGGACACGTGCATTTGCGTGTGCCAT
GTAAGCAGACAAATCGGATATTCACCAATAAATGCGAGTCGTATGTCAGTGACGTCAACT
TAGGACACCAACTGAGATCACATGACTTATTAAGTTGCTTTTCTGCTGATTTGCTGTTGG
AGGACAGCTGGGGCCCCATCAGCTGTTACCTTTCAGCCTCAGGCTTCAGACCGGAGTCGG
AAACCGCTGTTATTTCAGGTCTGGTCCAGGTCGGGACTCANACGGTAACTACTGAAGCGG
GACACCGTTGGTCTGGAACAGGCTAGAAGCCGTTTATTTCTTTGCTTGGATCAAACTGTT
GGTCCAGCACAACGTCTGCAAACACTTCCTCATTCANAACTCANA
>BJ510681 ID   BJ510681   standard; mRNA; EST; 113 BP.
GGAGTTTGGTGTTACTGTATGTGTTGCGCTGTACAGAAATAAGTTTTTCCATGNCACATG
GTGTGACCGTCATGTAAAGAGCCGTGCCACGTGTTGCTCGGAGGTTGATCCTC
>BJ510706 ID   BJ510706   standard; mRNA; EST; 309 BP.
TTTAGGACTGCGCCCTTGTACACATCAGTTTATCTTGACCCCGCCCCCACACACAGCCTG
AATAAGCAGGCTTTCAGGTTCCCGCCGTAAAACACACCGTATGCAGAACATTGATTAGAC
ACACATAATGATTGGCTTGAACAGCAGAGGAGCGAGGACACTGCGCAAGCGCGCCAAAAG
ACATTTAACAGTATGTTCTTCTTCCTCTGGCCTGCCACACTGAATGCGGATGAGCTTGTT
GCCATGACAACCTGACAGCCTCAGAGGTTGAGATAAGGTTGGGGGGGGGGGGGNTGTCAA
AGGAGGGTC
>BJ510728 ID   BJ510728   standard; mRNA; EST; 246 BP.
AGTGAGGTCACAGACTANCNCATATTTGTTATTTATTACATATGTCTGATAATGTCANAG
ATCTGTGTGATGGCATGGTGNAGTTTCTTTTTATTTATAGCCAGAGGTGGGTTTAGCTGG
ACTTGACCAANGANTCNTANAGGCTGGNGAGACGAGCCTGGAGGTCCNGGGCGNANGGGT
CCNACCTTTCCCTCAGCCTATCAACATAGGGACTTGCCATTTCCTTCNCCTGCTGGGCTC
TCTGAC
>BJ510759 ID   BJ510759   standard; mRNA; EST; 247 BP.
TTCTTCTTNTTAGGTCTATTGAAAACAGACAATAAAGTAGACTTCGTCCTAAGAAATAAA
TGCAATTTTATGATTTATGTTTCTGACAAAGAACGGCAAAAAATGTGACAAATTAAAAAA
ATATCTCCACCCGTGTCTGCTTTGGAGGGGAAAGTATTTTTCTTTTTCTAACATAAATCT
TATGACATGCACAGAATTAGATCTACATCTCAAATCAAGTGAGAAAAAAAAAAAAAACNC
TTTTNTT
>BJ510764 ID   BJ510764   standard; mRNA; EST; 151 BP.
AGATCCNNAATCGTTTTTTTCTTCCCTTTTTCNNTTTTCCTGAGCCAAAAAGAGATTTTC
TTTTGNTTTTANATGTTTTANTATCCTACNAGCTTCTTGCTGGCATGTAATCAAGGNCCT
TTGGAAGTGACGATNANCTGTTCTTTATGAA
>BJ510766 ID   BJ510766   standard; mRNA; EST; 409 BP.
TTTTCTTTTGCTCTTCCCTTAGAATCTCCACAGATACCAAACCAGCCTTTCCTCCGGAAA
GCATCCTGTGGTCATGAGACTGGCCAGGTCTCCGTGGTGGTGACAGATCTCCATCCGAGT
CCTTTCCACTCCTCGAGTGCTTTCTTGGTGGAGACTGGTCGGAATCGGATCTCTGCCTTG
TTCTGGAGCGTCTCCGAGGGGGAGACTGGTCAGAGTCGGAAGCTTCTCGCTTCGATTGCT
TTTTCCGTGGAGGAGATTGATCGGAGTCTGAATCCAGCCTAACCTTAGCCTTATGAGCTA



AAGGAGACCGCCGATCATCTGGCGACCTTGGTTTACCGTGTAACGATGAGCTGGGCTTCC
TTCTAGTGGGAGAAGACTCTTTACTTTTAACTTTCCCAGACTTCCTTAA
>BJ510771 ID   BJ510771   standard; mRNA; EST; 551 BP.
TTTGATCTCCCCATATCCACATTCTTTTTTTCTCCAGCTTTAGGTGTATTATGATCTACC
TCACACCCACATTTTCAGCAGTTTCATAAACCATCCAAAAAGTTCAGTCCAATTCCAGCC
TAGGATGTAAGGATCATGTAGCACTCACAGATGCAGAACAGGTGTTTTTTCATGTGTACT
CTCACTTTTGATCTGTACAGAAATAAACAATCTACAATAAAAACCTCTTACATGCTATCT
ACAGCGCCTCATGTTTCACAGTATTGAGCCGACTGACCCACAACACGCCGAGGCCAATGG
CTGCAGCTCAGCTGAAGAGACTTTTGCCAGACGTCAGAATACAAATTACAAAAAAAAAAA
GGAAAAGTATTCAAAAGCNTTTTACAGGTTAAAAACAAGCTCTCAAACTGTACAAGGCTT
GCTCTGCATCTNGCCAAAAACGGCTTTAAGGANCCTTTACTTTCANAGTCAAGCAGGTGT
CATGACAGTTTTTGAGGGGATGCTGGGTTAAATCAAAAANATGAAAATGTATTANTAAAA
ANAAAAAATGT
>BJ510834 ID   BJ510834   standard; mRNA; EST; 634 BP.
TTTATTTCCACTATTTATACATTAAACGTGCATACCAATAAAGTAAAATAGATCATAGAA
ATAACTCTACTGTAATACAGTTACAACTAATATGGCTATACAGACTCCAGCTTACTTACA
AAAAAAACTGCAGTATCACCCACTGTGGGACACAAGGAGACACTGGAAGAAATGAATAAC
AAATATTTTGCATTTGCAGGTCCAATGATGTGATTGTGCTGTGATAAAGAATCTCCCTGT
TCTTATGTTTAAAATGTAAATATTAAAAATTTTGAAAAACAGTTGGTTAGCATAGAGGAG
TAAACTTCTTTTTCATACCGATACAGACTATTTTACCATTTTGTACCATTTGTGAAATCA
AAGACAAAGTTGTGCTTCACAGACTCGTTGTGCACACTCATTTTACACACACACACACAT
CANGTTCATTATTTTGTAATCAAAGAATTTTGTACAGCTTAAAGCAGGAGCTCTGGTTCA
GGATAATTTCTGATGAGAAAAAAACAAAATCAAATTTTTTTTTTGTCTGATGGAAAACGC
TTTGTTGAGAGGGGAGCCAGGCAGTGAAAAAAGTATGATACAGCTGTGATTCACGTGTAC
NGGAACACATCTNCNGTTCAAAAACCTTGTCAAA
>BJ510837 ID   BJ510837   standard; mRNA; EST; 234 BP.
TGAAAGTTCGAAATATGGAGGAATGAGCTAGAGTCCTTGGCTTGAAGGTGCGGCGTGGCC
GGAGGGTTTCGGCAGGACGTTTCCAGAACAGCAAGGCAGTTGCGGACGGCGGGACGTGGA
ACCAGGGAAAACTTCGGTGACCAGGTGAGCACCCGTGGATGTGTAATCCGTTGAGGAACA
ACGAACTGGCGTANAAAAAAGGCAGTGGATCTCCTTAANTANAAATGGCTTGAT
>BJ510841 ID   BJ510841   standard; mRNA; EST; 754 BP.
TTTATGCTCCCCCCCGCGTGTGCCAGTTTATTCTCATGAAACAAATCACAATTGCACAAA
CAGTTCTGAACTAATAGTTCTCTATACAGGTGATTTAAATAATTACAGAAAATGTCCGTC
TATTACTACCAAATTTAAGGCAGAATTTCCCGCTCCAGTCGTCAAAACATTTGATATCGA
TATAATTTTTTGACCAACTTTTAGTTCCTTTAAGTGAGAGTCAGTACTTTAAACAATGGG
AAAGTTACATCTACAAGAAAAATATGAATTTAACACCATGTTAGTAATATATTAGTAACA
TTTACATGAATAAAATATAGTATTTCATTTACATTAAGACTCTTTCCCATTTATTTGTTG
CCCCTTCCCCCCCAAAAAAGGATTATTGCATCTCTNGAAGTACTCACGGTCCTGCAGCGA
GTTTCATCGTCATGCAGGCATTTGCTTTCAAAATAAAAAGCCAGGAAACGTTTCGCTTCA
GATGCTAACATCGTAGGGGTTGTTTGGAGAGGAGATCACATGTTCATCGATGGCTGACGA
GATGAGCAAGTAGGAGGAAAACATGGAGCCTCTAAACAAACACCCAACAAGCTAGTTTTC
TAAAAGCCAAGGCGCTAGCGGTAGCTAAAAGCCACCAAAATATGCTGCCATGCTAACTCG
ATGTCTACGTTTTTTCAGTGAAGCTACCCCTGAAAAAAACACTACCATCAAAAGGAATTA
TTTTGGATTTAATGTGCTTTTTTTCTTTTCAATG
>BJ510843 ID   BJ510843   standard; mRNA; EST; 720 BP.
TTTTTATTGTTTTCCGTTGGTACAAAAACAGTCTGAGGCAAAACTGCATAGCTGTGATAA
CAAACCAAGAGTCATACATAAACGCATTAAAATGACAAAAAGACAAAAAAGTCCATTAAC
TAGTGGTTAGGTCAAGAGGTGCCTGTTTAGTTAAAAAAAAACAATCTATCTTACTTTATT
AAAAAGCTGAACTTCTAGAGAAGAAACAGTCACAGTTAAATGAAGATGAGTATCAGGAAT
GACCTCATGGGGGCTACTAGAGAACACTATACAGAGTTCAAAACTAAACAATGCTTGTTT
AAAACACCTTTTACATTTTTGATTTGGTTGGAAGAAACAAAAAAACTCCTTTTCAGATAC
TTCCAGTCGCAAGCAGCTTCACAAGTTTCCCATAATGCACTTTTCATATGAATTAAGGTC
AAAATGAATAGACNGATTAGGCAACAGTTTACCTGATTTCAGAGAAAGAAGATCCCAGAG
TTTTGAGTTACATTTCACATTTTTTGACACTCCAGTGTTGTCCAGAAAATAGATTTTGTC
AGATGTTTAGGAAAAACACAGGCAACTTTCCTGCTGTTGAACCGATTCACTAAAGAGGCA
CAAGAATAAATAGAGGAATTAAACTACAACTTTTGCCAAAAGGGCTTCCACCTGCAAACT
GAGTTAAATAGAAGTACAAAAAAATCTGTCAGGAATCTACCAGATGAATGCACTTATTTG
>BJ510870 ID   BJ510870   standard; mRNA; EST; 691 BP.
AATACACACAAAGAAACTCTCAGTCTCACACAGTGAGACCACAATTACATATAATAAATG
TTTGGGTATAAATCTTGTTTAGTTGTCATTTCAGCAAAACGGTTCCTGAGATGCAAGAAA
AACAGTAAAAAAATATTGCAATTCTGTGCTTTTATACATGTTAGATTAAAATTAGCAAGA
GAATAAATAGACACAAAAATGTAGACTACATCAGGCGAGGCTCAGCCTGCTGTTTTGACC
TTTTATGATCTGCAGTCCCTTTAATAGGCCAGCCGATCCATGATTGAGGTAAGGCTTTTC
TCCGGATAGGGCAGTAATTCACAGCTGTCGAGCTGACCTATAAGGATTATTTGGCCAGAT



TAACAGGACATCTTTAAGTCTCTGAAACACAGCCGGATTCCAGTTTGATTCTTGAGGGAT
TCAGACATAAGGGACTAATTCGGTGGAGCTGACCCTCGCAACTCTTTTTTGCCGATTTGC
AGAGGCTTAACTCGGTCTCCCCTTCCACTCCCTCCNGGTGACTTAAGACTCCNGTTTGTA
TCTTCTTTATCAGGTCAAAAATATTCCCCCTCTCCNTATCTNTCCCTGCTGACAGCACTT
CAAGCTGCTCGGCGGCCTCGCTGCTGTCAAATCTTTCTATCTCACAGTTAAACCGATNTA
GTTCCTCTGGCGAGTATCTNCAGGAAGCTGA
>BJ510905 ID   BJ510905   standard; mRNA; EST; 259 BP.
ATTTTTTTTTTATAACATGGCACAATTTACAGAACACAAGTTCAGATGAGGAGCATGCTG
AAGATTCAGTTGCTTCATTTTTTTCTCATCTTTGTACATAATCTAGAGAGATTAGTTTTT
CTTTCTGTACACGGTAAACAGCAGTAACGTTTCTCATTTAACATTCTGTTTGCAATACGC
GTCAACTAGTCACTATGGCTCCGGTGGATTTTTTTTATTTTTATTTTTTGAAGTTGAATA
GAAAAAAAAAAAAACNCTG
>BJ510930 ID   BJ510930   standard; mRNA; EST; 113 BP.
TNCCCCCNTTNNTNAAAAAAAAAAANGGGNTNTTTTTTNCCCCCNAAAAAAAAACCNNAA
AANCCNNNGGGGGGTTTTTNGGGGGNNCNNAAATNNNAAAAGGGGTTTTTTNG
>BJ510953 ID   BJ510953   standard; mRNA; EST; 238 BP.
GTTTTCTGCATAACTACNTCCGTCAGTGTTCACTGGCGCCACCATGACCTCCTCCACGCC
CAGGTGGCGATTGTGTGACATCATCAGCGCAGCCGCGGTGTCACAGTGTCCTGTTGTGAC
TCTGCATGGCTGAAAGACCCCCTTCCCCTCCCTCAGAGTAAAGCATTANATGTCAACTTC
NGATCATCAGGTTCTCANACNTTTTTTGTCCATAACAACCCANNANAAAGGATCCGCC
>BJ510954 ID   BJ510954   standard; mRNA; EST; 188 BP.
AAATAAGANATAACCTTTCTNANAGAAAGAACTGGTGGACTTTGTNAGGCTTTAGGAAGT
TTGAAAACATCCNACTGGAATATTTCATCATTTAAAGACTGAAATTGTTATTTCTTCTAT
TCAACCAGGCGGTTCTGCANTCCAGTGACNNCNGANNAACTTNGTCCCTTANCATATTTT
GAAACAAA
>BJ510997 ID   BJ510997   standard; mRNA; EST; 402 BP.
ATTTTAATGGTCCCAAATTTTCTGAACAACTAAGTGTACACTCGTGTAAAAGGAAAGAAA
AAAAAAAGATNTGACAAAATTCATCACATCTAGAATTCCACTCAATCTTTAATCAANACG
GGATTACAAATTCTCCAAAAAATCTGCAGTTTCAAAGGGCAAAAAGGGTAAAACTATCTC
ACCTACTGAGGTCTTTAAAAACCTGTTCATGTGTGACTGAAAACGTCCTGAACATTTAAA
GGCAGGTCTTTTGTTACATTAAAAAAAAGGAAGAAAATAAAAACAGGTGACAGATTGAGA
CATACAAAAAACAAAAACAAAAAAAGAATAANCTGCTGGCTTTTCTTTTTTTTTTTTNNC
CCCCCAAAAAANNCCCCCCAAGNNNGGNCAACCCTTTAAANC
>BJ511023 ID   BJ511023   standard; mRNA; EST; 652 BP.
TGTAATTTAATTGCATCATCATACATCGAGGAAAAAAAGAATACAAACCAATGTTTAACC
AACTAAAATATTCATAGACTATTTAGAAAGCTTAATGTTTTGAAAATATTTTACCTAAAA
TGGGTTTGCATTATTCTGGTGGGGGGAAAAACCCTTAATTACAGCTTCTGTAGAAAGAAA
TTGACAAACAAAACAGAAGAAAAAAAAACGGCAAAGTTCAGAACAGAGAAAGTTCCTTAA
AAGCCATTTCAAAAAATTAAACATTAGCATATCANCAAGAAAACAAAAGAGAACACAAAA
CCAAAAAGTTATTCATAAAATGATCAGTTTAATAAGGTGCTTGGAAATATGCCGAAGCTA
TGCTTGTCCTTTTTTCACAAAACATGAACATTTAATTCCAGAACCCGGGACACCACAGTG
CAGCCAGACTGAGCGCCGCAGGAAACCATCAAAATGTCAACAGATAAAATGATCACAGTG
TGAAGGAGAGGGAGACGGATCACACTCCATCTAATTAAGGCTTTACATTTACCTTTTCTA
TACCAGAGGAAAACAAAACGAGCACCAGATCCTCGTTATCCAGCCTCTTCTCTTCAGACA
AAACCCATAAAAATGTCTCTTGCAGCTGCTGTGCTGGACAAATGTTAGCATT
>BJ511035 ID   BJ511035   standard; mRNA; EST; 677 BP.
GTTGTTTTGACATGTTGTGTGAAGAACGACTTCTTGACTTCATGCTTTGGGTCCTTTGTT
GGAGAAAGTCCTTGTGCAGTTCCCATCGAGGGTTTAATTTAAAGTAACCCCATGTGTTTT
GGTAATAACCAGTGTGTAAACCTAGGAGTACCATATTAAACAAAGACTAATTTCTTGTGC
ATGCAATAAGCAGAATAATACAAAAACATTACAGAGATTGTGTTATTATAAGTTATTGTG
CCCATATTTTAATGTTGTTCATTTTTGCACATGCTCCAACTAGGAATTCCTGAGTTCCAT
AACTCTGAGGAGTTTGATATGGGTTTTTCTATCAGATCTTGACGACCACATAGATGGACA
ATGAAAAGCTTCTAATATCCTGCAGGGACTAACTGAGAGAGTCTCTCGTCCAGGAACAAT
GAAAAACATTTGAAGTCTGTTTGGAGGTGTTTGAAAAGAAAAATATCCTCTGAAGTTAAA
TGCGGTGTCTGCCAAACTCACAATGTGTCTTTTTACAATTTTGTCGATAGCTAATTCCGG
CAAGAATTAGATAAAATGGATTTCTAACTAGCTGCTGATTAGAAGATACACAGAATTTTG
ACAACAGTGATGGATCGCCCAAATACTGTTTACATATTACAGTGTGGTTTAATTGTTAGC
CAGGAAATATTACATCA
>BJ511043 ID   BJ511043   standard; mRNA; EST; 747 BP.
TTTATTGAGAGGTTCTGATCAGAGTATAAATCACACTACCAAGTCTTAATCTTAGGAAAT
AAAATGTATTTACAACAAAAGTTTCACATACATCAGTTTCCAAATAAAAACAGACAATAA
ATGATATAAATAAGTTCTATGGAAAATAAAACTTGTCTTACAAAAAATATATGCAATTTC
TGTATACATTTTCTCACATTGGTGCTAATAACATCTATACTGTACAGTTTTGGTACATAC
AGTATCATTTACAGCCCTGTGTGAGTCAAACAGTCCAGTCTGAAAACATGTACTTCGCTC



TGATTTGGGCGTCTTCCACACAGCACATCCCATCAGCTAAAACCGGGAACCTCCAGATTT
CAGCTCTGAAGAGCATCAAGTTGTTTTGAAAGTGGTTCATTTTTATGCTAAAGAGCCAGG
ATGGTTGGTTTTCAGATTGGTTAGTTCAGTACCTAAATTAGGTGCTTTAGCTCAAGCAAA
GCGACGGCCAGCAGGAGGCAGCAAAGGTCAGCATCTAAGGACAGTCACCGTCAAGAACCA
AAGGAACAGAAGCAGTCAAATCATTTTACGTGTCATCTGTTACAATAGCGAGAATCCAGA
CCTTGTTCCACTGTAGCAGCACTACTCCAGGCTTTCAGCGTTAGCCTTTGACCTCTGCTT
CTGTCCACTCTCTTCTAGCCTGTCACTTAAACGCACAATTTATGCACTGGTTCAGTTTCA
GTCTTAAACTGAGCCTTATATTCTTCA
>BJ511057 ID   BJ511057   standard; mRNA; EST; 719 BP.
CTTATGTCTGATTATTATTTTTACAACCTAGAATCATGCATGAAAAAAGGCTTCTAAGAC
ATACATTTGTCAGTCTATAAAGATGATTTGTTTTTTGCTTGGAAACGTGTAATTCTAAAA
GGTGAGAGGTCAAAGGAGGGCACTTCTCCAAGACTAAGGTCACAAAGAATCTGGCCAACA
ATTGGTCCAAACTTGAAGCCATGACCTAGAGAAAAAAGACATCTTGGTCAGATGGAATGC
ATTATAAATGTCACATGGATGCAACATGTACTGTCTCTGTAGAATTTATAATTCATGACA
TCAATCAACCACATAAGTTTCTTTCAAAAGAGTCGTATCTTTATTTTCTTATTCCTCAAG
GTGAAATAAGTCTTGTAAACAGAACTTACGGGGCCCTTGCACAGGAGCCCCTAAGTCATG
GAACAGTCACTCTTCCCAATCATGAAGTGACTTTGAAAAAGCAGAAAAAGCAATGTCATT
TTCTGTCTTTTCTAATACATTCTTTAAAAAATAACTGGATAGAAGAGCTGAGGCAGACTG
GCGACCTGGTCCAGGGTGTCCCCTGCATTCCCCCACAGTGGCCAGGATAGGCTCCAGCAG
CCCCGTGACCCCNAAAAGGACAAAACGGGTTTAGAAGATGAATGAATGAATTGTTTTTTT
TAGGACTAAACACTAACCAGATGTCAAGGTTAAAATGAAGCTTAAACATGTTTGGGTTA
>BJ511065 ID   BJ511065   standard; mRNA; EST; 320 BP.
TTCTGATTCTGTGGAAATCAGGCAGAGAGTCTGTCCATGTCAGCAGGTGAAAGGTCATGC
TGCTGTGCACGTGGACTCCTCTGTGGAGCGCTGGTCCCTCCCCAGGCTGGATGCCCTGTC
AGGGGTCTTCCCTGCTCACAAAGCTCCAGGAGAGGACGTCAGGCNTTCTGCCCCCGTAGA
CGCCCACGCCNNTTCGAATCCTCGGGTAAATCTGGGCGTCCTTCCTCCATTCATCCTTCT
GTCAGTTTGAGGTCATTGTGAGTCCTGCTGGTTCTTCCTGCATCGGGTGGGTCCAGGTCA
CANCGCTATGGGTGCTCTAC
>BJ511098 ID   BJ511098   standard; mRNA; EST; 452 BP.
GACTCATAGAATTATAATAAAGTATAAAACAATGGAATGTTATACAACACTCAAAGCAGA
CATTATGTTAAATTTGAAAATAAACAACTGACAAACATTTGTACACAAAAAAAGCTTATG
GCTACCTGCATTCATTTGACAGTGCATGAATGTGTATTAATTTGTGTGTGTTGTAGCAGA
GTAAGAGACTGCATTTGTAGTGTTGTCTGTGTTCCTGGTATTATGAGTGTGAATGTTTAT
GTGTGTGAAGCAGTGGAGAGTCGCCAGGCCTCATTATTGTCATTCTCCTCACTGCCCAAA
AGAGAGGCAAAGAGAGGCAAAGCGGCTCCTTTCAATTCAGAAGCAGAGGAGAAACGCACA
CAAAAGGCTCAAATTAAACAAATGCCGGAAAGCGGCTTGGAGAGCCAGCTCATGCTCAAG
CTTTCAATAAGAGTGAACGGGTGCAGGGATAA
>BJ511110 ID   BJ511110   standard; mRNA; EST; 620 BP.
ATATAATTTGATCAAAAACAAAAAAGTAATCAGTCATCAATCAGTTAACCATCAGATCAC
AGATCAAACTTAAAATCACTTTCAGCATCAATCATAGACACATTCAGCTTCTGAAAGCAA
CTTGAGAGCATTTTCACATCATCATGCGCATCAGAAGACACCACCTTTGTTTTTAGTGAG
TGAGCATCAATCAATAAAAATTACTTTTTGTGGGTTGAAGAGAATTTTTGGCGAAATCAC
AGGTGCAGCAGGGTTAACGTCCAAGATCACAGAAACAAATCAAACGTTTAATGACAGCAA
GCTTCAGTCTTTCTGTACAGATAACTTCTGACTTAGATTAGTATAATTATTTCTTAATAT
ACAATATTGTTTTATCACAAAATATTCACACAAATAGACTAGATGGCTGGTACCTCCAGC
CACGATTTCTACATTCCCAACAATAATTACNAAAAAAAAATACTAACTGGTTCTGAAAAC
TCTGTAATGTATTCTCGTAGTGCACAGGTAAGGGGATGTGTTCCCTTATTCAGTCAGTTG
AAGGCAAAAAAGACTCGNGGTACCTCTGTAGGCTGATCCCAAATCAGCATCCTTGTGAAT
GGTGGGTCTGGAGCAGCCGA
>BJ511117 ID   BJ511117   standard; mRNA; EST; 162 BP.
TNTTTTTTGTTTACCANAGGACCGCCTNAATCCCCCNTGCNNGAAGTGGCACCAGCTCCT
CCTGCACAGATNATGACATCAAANATGTTGCTGCCCCAGTAAAGTTTGCANTCTTCATTG
GACNNCNCGGGCAGAGAAGCCTGCTGCAGGTTGGAGCACTCT
>BJ511125 ID   BJ511125   standard; mRNA; EST; 662 BP.
CTTGTACAATTGTATTATGTAAAACTGGTTTATTTTATTTTATAATTGGTAACATTGGTA
GATTTTATATGTATAGCTAAAAAGAATGTTATCCTTCAGCCCAAATCCAGAAAAATGTCA
ATATAAATTACTGCAGGTCAAAGCAACTACCCTAAATATCTTAAAAAGTTTTGTTAAAAA
AATATGTTTGTCAGAAAAACCAAAAAGATTGTCTTCTTTCAAACATTTTTTTTAACTGTC
TACTTATTAAATCTGAAAGTAAATGTTTGAAAAACTGTCTATTTTTGATATCACACACTC
ATTTTTGAACACAGCTAACACAAACAAAGACAAAGCACGGTAATGCAGAGCCGCAGAGAT
GGAATGGTTTACCGTGGAACGAGGAGAGGTCACATTGCTACTCAAAGAATGACTGCCACC
GATGATCTACACACGGAGATGAATGATAGATGACAGACAGTTTGAAAGGGTTCACATAAT
TCTCATTTGCAGACCTCTACATGCCTGTGAAAAAGAAAAGCATTTAAAAAAAAACATGCC
GGGAAAATTGCATAAAAAAGGACAAACATTTAAAAGCGGCTTAATTTGGTTTTAGAAGGA



CACGGAGATCATAAAATCTAGTCATTTCAAATGAGATGTTTCTCTATAGAGTACAATCTA
GA
>BJ511127 ID   BJ511127   standard; mRNA; EST; 478 BP.
TATTGAAGGTATGGAAACCAGTACAAATGGCAAAACAATATTTTTTTTTTTTACNGTTTT
TCAAATAAATTAAAACNCCCNGGTTATTGATTCCTAACAACCGTCAATATAAATGCAAAN
ATTTATGCNTTTAAATGCAATGCCNCACAAACNCAGGGAAAATCTCAAAACAGTTTTCTT
TTTTCAAATCCCCNTTTATTCCNGNGCACTGCANCANTTACNGCCCTTTTTATTCAAAAT
CTCTNCAAAGTTCAAANAAAAGGCAACAACAACAAAACGTATGANCAGGCNTAANGATNA
CAACTTCAAAAAAATATTAAGCGATGTTNGATCAGNAAATACTTTCAAACCCTAAAAAGC
TGCAGGGAGTGAGGGGNGGNGANCATCACTGCATTGCTNGNGCACTTGNGCAANATTTAC
ATACTTTAAAGNCTTCCTTCTGTCTCAAAAAAGTTGAACTACCATCATTCTCATTGCC
>BJ511142 ID   BJ511142   standard; mRNA; EST; 151 BP.
ATTTACACAGTGTGTGTATATNTATCTATATACACNTATGTNCGTGTATAACATGTGCCA
NTGTTCAGAACANAAAGAGGGAAAAAANAACNAGTTGTTTGAAAACAATACAGGAAAAAA
AGTGTGCTTCGTTTGAAATCNGNGCCNTGTA
>BJ511157 ID   BJ511157   standard; mRNA; EST; 684 BP.
ATTCTGTTTTTTTTAGGAAACATCAACGGGTAACATCTGGATGAGAATATGTAACATGGA
CAAGTTCAATCTGGTACACTTTTTTACAACTCCTCCTCTTCTTTGTCTGCCATTACCAAG
ACTGTAGGGGGCTTTAAAAACATAAAGTGGAGCGAGCTGTCCAGCAATTTTAATAGTGCA
GTTTTATACTTATTATCATGTTAAAAATGAAGGTTACTGACAGATTTATATGATGACACG
GTCTGTCTGACAATCCAGTTTAGGAGCAGATGCACTAGAATTGAACACACAGTATCCCTC
TATGCTTCAATGTTTAAAAAAAGTCGACCCAAAATGTATTTATTTACTACTCAACCCTCC
TTTTTTTTAGTTTTGGATCTTGTAGTGATTTTAAGGCCAGTTTTCATTTAATAAACCAAG
CATGTCCCCTCCTTGGATCATCATTTATGGAAAACGTTGAAATGAACTAAATGAAAGAAC
TCAAAATGCGTGTGGGGGGTGGGAGGCAATACAAAATGCAGGAAAGCAAAACACCAGGCA
TGTGTAACCTAAAATCTACAGACAAAAAGCATTAAAAAGGAGATTGGAGAGGGAAAAAAA
GAGACATAAAAAACCCACAAATTAATTAAAATGAAAACAGGAGCGCTCGCGATTGGATAG
CAACACACACACACACACACATAC
>BJ511174 ID   BJ511174   standard; mRNA; EST; 199 BP.
TCGCTTTGAGCACNNCATACNCTTTCCCNNCATATCACAACGATGACNAAATCACAACGA
ANCCCCNCCCACCGACGCAAGTGTTAACTGANGGANAAGGACGAGCGGAGGCNGAGTCTT
GGGGGAGTGGCTCANTATCCATTTAGGTTTCTCTGACAGACGTCTGCTGTGGCACGCGGT
GAGGGTTAGACGACGTACT
>BJ511179 ID   BJ511179   standard; mRNA; EST; 450 BP.
TGTCAGATGATAGCAAAGGGGCTGGGGGGGGGGGNGCACNTGAATATNAACAGCGCAAAT
ACNCTTCAAGCAGGAAAATTGNAAAAACCTTCACANAGNGGNTCTCTCGTCTCAAAAAGG
TGANCACANAAAAACAAAATACTGGNTGAACNAAAAATAAATCCNTCTTTGGATACNTAA
AAAACCCCGNACACCCCCCTCCCCCCATCCNCAGCCTTCANTTTTCTNAGGNGCCCTCTT
CCAAGTTGGNATCTTTGGTCTCCTTGTTCTTTCNCACCTCTCCCAANTTCTTGTCCTGTA
AGGAAAAAAGGTTTTGAGTGACCCACCAGGAGGGTGAGGAAGGGGGGGGTNAAGTCNCCC
ACCTTCTCCTTNAANTTCTCGTTCATGGNTGCCATNATGGCGGTNCGGTTCTCCTTGTTG
GCCTCCATCTTCTGGTTNANCTTCTCCTCA
>BJ511190 ID   BJ511190   standard; mRNA; EST; 159 BP.
TCATTTCTGTAACGAGATGCTCTGTGTNCTATTAGTCCTCCAGGAGAATATCCAGCTCTT
NCTNAGGCAGCCTCANNCGGAGCTCTNTCNCCATCANCANGTCTATNAACTCCTGCAGAT
GCTCCGGGAACAGCTGGACCGNAACCNTANNCTAACCCT
>BJ511196 ID   BJ511196   standard; mRNA; EST; 264 BP.
CAAAACATGTGTTCGATTATAAAAGGAAATCCTACCAATGTTAATGCATCAAGATNAGTG
TTATCNTCTCGATANTGTTCTATTAAATGTGAAAATACNGTCCATNNTACANGATATAGN
TGGTATGCTAGCAANATTAGNATATTCTTAGCTANAATCTAGACCTGAGNACNGGATGTT
TATGAAGATGGATGGCATTAGAGATCAGCGTCATTCCCACAGTGAACTAACTGNACTTGC
TTTATTTTCCCGGNTNCGCTCCAC
>BJ511198 ID   BJ511198   standard; mRNA; EST; 507 BP.
GCTTANTTTATTTCAACATAAATTACATTACGTGGTTACAATGAAGTTAAAGTATAAATA
TAGATTAAACAGATCAAAATTAAGTAAAAATTTAATAATTAAACTCCAAATCTTCAACAG
AGTTGTGTTAATTGTAAATATATTGGGGGGGGGAGAGAGAAGACGAAAAGACTTTAACTA
TTAGAAATTTTATTTGAATTCATTTCATATTATTTCACTGCACCTAATTAATATGTTCTA
AAAAAAAAAAAACTACAACAAATCTCCGGCAATCTTTAAAAGCTTTTTNGCTNCNNAAAA
CCTAANGNAAACNGAAAACAAACGTTTAGTTTATTCCCATTTCNCTCATTTCAGTTNGGA
ANATTTCATTCCTTTCCCTTTCCNGCCGGGATCGNCTTAATGCTCAAANCCGGNGGGGGT
NTCAAATCCCAGGGNGNCCCGGAGGTTCTGGGGGGCNAAAAAGGNCCAANCCNNCTGGTT
GATCTNCNCGNAGGCCCCNATGGATTT
>BJ511200 ID   BJ511200   standard; mRNA; EST; 643 BP.
ATTCCCGTTCAGATGGCAGAGGCAAACGATGCTCCAACGAGCTGGTTTGACGTTCTCGAG



TTAGTAAAGGTAACTTAGCAGTGAGCAGGCAAGCAGAGAGCGCTGGTGGCATTTATGGGA
TATATTGATATAGTAGTGCCTTGGATGTGGGGCGCTCTGTATAGTTTGTTTGGAAAATCT
AAGATTGGCATTATTTCCCCTCCACGCTCCAATGGGCAGACGGCATCTCTGCGAGGAAAC
TTTCATCCAGAAAAAAAACAAAGAGCCTGGGCGTCACCACATCTGGTCGTCACGGTTTTA
GTCCCTTTAATTTAGCCAAACTGGAGCTCAAATCCCCTTTTGGTTTTCTAGATCCTACCT
CAGAGTTGAAGCCAACGAGCTGGATTTCAGTTTGAGTAACTGTCAGGCAGGAGCTGACGG
GGGTCTCTTTATTTATGACTAANAAGGTCAAAACATTCATTTGAATCTGTCCAGCTGGTG
TCCATGTTGTCTCCTTTACCTTTTAGTACCACTTTAGTCAGCATCAGATCCAGGAAATCA
TTTTTAGCTTCGCGACTCCTCAAGTTCAAAAAAGGGATTTGTATTTATGTGCACTTATTT
TATTTTCCCCCCTTATAGTTTTGCCTTTTTTTTTTTTTTTATA
>BJ511215 ID   BJ511215   standard; mRNA; EST; 704 BP.
TTTTATTGTGTTTGAAGCATAGACTTTTTGAACTTTAAATTGTGCATGGCTGTGTCTTGA
GTGTATAAAAAAACCAATAAAAAAATAAATAAAAACAGTTTGGGAACTCAAATAATATTT
AAAAAAAAAGGAGAGGAAAAGATAAGAGCTGCTGGAGAAATTGATCTTTGGAAAAAGTTT
ACTAAAATCACTATGTTCTAATCACTATATACATATATGTATATGTATATGTGTATATAT
ATTCCAAATTATTATCCATATTTCAATTAACGTAGCTCTAGATTATTGAAAGATAATAAA
TGTACAGAAGGGTTTTTAAAAAGCTTTTCAGGTAAACAAGGAAAGTTGCTAAAAGAGGTA
GGACAAAAAAAACTGTTAAAAAAAATCTTTCACAACTTCTCTNACATTTTAACATTTCTA
TAAAGAAATGAGGCTCTGACTGGTTTTAGCTACGGCATCAATAGTGTAATCTCATATAAC
TACTCTGATATGCATTATATGGCTGTCAATTCAGTGTCAGTAGCAATACAAAGGATGATG
CTGCCAGGCATCTCGTCTGCCATGTTACTGCCCCTCTTCCTGAGCTGGAGCTTCAGCTTT
TGCTGAGAGTCCTTTGGTGATCCAGGCAACACCACCTGGCCCATGAATTCATCCGCCACT
GCATTGCTGTTCCACACCTCCCCAGTTATGGGCTTGCTAGGCNT
>BJ511219 ID   BJ511219   standard; mRNA; EST; 731 BP.
TGCCCACGCCATGCACCGTCCACATCCAGATGAGAACAGATGACATCGCGTCACACATTG
CACCAAAGCCCGTTGCATTCATCATGACAGCCGTCGGGAGGAGCTTCATAAAGGACGGCT
TCCAACAACGTCAGCTGAGCTCCACCCGCGCAGCTCCAGCAGGCACGTGAAATCAGGTGA
CACAGAGGTCACTTCCACGACCTCTGGCAGTGCTGACCGAAAAAACCAACACAGTACCAT
CACTAGAATAAGATAACTAACAAATAAAAATGCTTCTTTTTCTCTGACAATCACGTCTCA
GTAAAACATTTGGAGGTTTCATTTCCTCATATGCACATACATTCCCAGCTGTCACAGATG
CTTCCAACAGTTCACTTTCTGCCCTTTCAAATCAATTTAAAAAAGGCCTTTTTGTAAGAA
TAAACGCAATGTTAAAATAATTATNAACAAAATAATTATAAACAAAATCAAGAATGTGTT
GGAGAACTCATCAAGAGGGCAATTTTGGTGAAGCTGAGAGGCGTCTATCGAGGGCAGGAC
TCATCCACTCTCAGACGTGGAGCAATCCCCACGCTCCTGGTGCTCTTGAGTAATCCCGCC
TCCGCCTCTCCTTCCTCCTCCTGCGCCTCCCCTGCCCGTGGCTTGTCCACCTTGCCCCCG
TCATGCAGGAGGGGGTTAAATGACAGCATGGAGGTCTCTGACGGANACTCACACACCTGC
TCCAGCTGGTC
>BJ511231 ID   BJ511231   standard; mRNA; EST; 747 BP.
TTTGTGATGTTTTAGCGTCGTCAAACCAGCATTCATGATACACAGCGACAGAGAAGGAAG
CTGCAGAAGCCTTCAGTGTTTACAGTCATCGACACTGGGACCAACAACGACAAGGCAGAA
AAATACGAAGGGTTTCAGCTTTTATGGCACTCGTAGTTCATTTATACTCTGAATAATATT
GCTTTGAAAACACCACTGTATCAGTCCTTGTTGCTGATTTCAACTTTACTGTATTTAAAT
ATTAAATATATTCCTTTACTAATGTATTTATTGCTAACATCAAACATCACTAAGATTAAA
TATATATATATATTTATATATATTCATTTATGGGTTAATAGTTGAACAGTACAAATTTCA
CAGGAAGTAACAGTCCGAGTTCAGCAGGATGCACTGAGGATGAAGAACATGCAGAGGGCT
GGACAGGAAGAGGCGGCGCTCAGGTGGGCTTTTCTACTGGATGAACGGGGCTGGAGGAGC
TGTCTTTCATGCATTCCCCCCTTTGAGGAGACACGAACTTCAATCTTTACTCCACATCAA
GACCTTTTGATCAACTTGCAGCCAGCGACAGAAGCTCGACATGCTGACAGACGCTTTTAA
ATCACAAACTGAACCCGATCGAGACTCAGACTCCAAGTTCCTCTGCAGGAACTGACTCTG
ACACACATAAACTCAGGCCATTGTTTGGGTTTCGTCTTTCCGGTACACCATTGGCTCTCC
TGTTCGTCCCACTGCGATCTGCACAGA
>BJ511243 ID   BJ511243   standard; mRNA; EST; 463 BP.
ACCAGCCAGTCAGATAAAGACAAAACAATCAGTGCAAGAACTCGTACGGATTCAGACCTG
CTTTGGTAAAACAAGAAAAGAAAAGAAAAGAAAAAAATCTCTTTCATCTTTGAAATCCAC
ACACTTTTTCCCTAAAAACTCTTCAGTTTTTCACAGCCTTCATGTTCTTTCAAACTACTT
TTTGCAGCAAAACATTCACGAAAAGAGGAATGTCATTTCAAAATCTTACAAAATCATCTA
GATGGGAACCAAACCTCAATATAATGTTTCATATTATTGCTTTAGTTTTATGTTTTTGTC
TAATTTCCTTTACTGCTTCTGCTTTTCATTATTTTGCATGGATTTTTTTTCCTAAATTTG
CTGCTTTTTTTCTAAAAACAAACTGTGACAGAGTCTGAAGTACTAATGCAAAATCGGTTG
CAGTTATTTTTACAAGTTTATAGTCTCAGCCTTTCCTTCAGGA
>BJ511258 ID   BJ511258   standard; mRNA; EST; 569 BP.
AGTGAATAAGAAACACAAAAAAGACACAAAACATCTGANAAAAAAACCCTTTGTTTCCCA
CAAACAGGTGTTTTATCANAGCCTTTATGCTGGTTCTTAGTGTTTCACATGATGCTNCAC
TTCTCCTCCGNCGTCTGTCTCATCNCCGTCANGGTGGACTGGNCCTTGGTNTTNAGTGCA



TCCCAATCCATGCTCTGCAGCTGGTTGAGGAANGATTCGNTGCTCTCCTCTTCTTCCTCA
TCTTCATCCACCATTTTAGCCAGGTCCTCCGGAAGGTCAATGTCCTCCCCGGCCATCTGA
ACGGTTGCAGTGTCCGGAGCGCTTTCAGGAAGTCTGTATTTGTCTCTCANTGCAACTCGG
ANGTTTGCTCTCTCANCTTTCTTTGTGGCGAAGNCTTTGTCTCGTNCAATCCTTTCCTCC
NCAANNCTTGCCTCAGGTACTCGTCAAATTCCTCTCTGGACATGCCTGTGGACTCTGCCG
TTTCCTTCCCGTTTCCCGCCGCGCCTCCNTCACCTTCAGCGCCTCCNCCCGAAAACGTCT
TCAGCTTGCTGCTCAGCATTTGGTTCATA
>BJ511286 ID   BJ511286   standard; mRNA; EST; 432 BP.
AAACAGAACTTCTGATACAGAAAATACAGTGTTTAAGGAAATAAAATAACTTTGAATTAC
ATCTAAAAAAAAGGAGGGGGGGGGGGNGATGGATCAAAAAAAATGTACANAAGTCCAAAC
NTTTTCTGAAGGANCGTCTGCAAATCCTGCANCCTTCAAATGACAAAANACGATTAAAAA
AANCTANTTAGGAGGAAATATNTTANTTTTTACTGTTAGGAAAAANAAGTGAACAANTGA
AAAAAAAAGGCANCANCTANAANGGAATCAAAAATATTTATANCTTCTTTAAACAAAAAC
GNCAAATGAAAACAAAAANATTTCAAACTAAAANCTTAAAAAATGTTTAAAATGAGNATT
TATAAATGCTGATCCTGAAATGAAACGTTAGNCCNCAAATCATCNCTTTTCTAAAAAAAA
CTTCTGTTTGNG
>BJ511304 ID   BJ511304   standard; mRNA; EST; 170 BP.
CCTCTTAAGGCCGGCNGAACACGTTATAGACCGACCAACCGACCGCTGTGGNCCNATCGC
ACNTAGCTNCCGACACAANCGGAAGGTTTCCNACACTCTNGAGCTTCAGAATCAGAAAAA
CTGCANTGAGACGAACTTCAANTCTGCTTTCANCTGTGCATGGNGAAAAG
>BJ511310 ID   BJ511310   standard; mRNA; EST; 115 BP.
TCTGCAACTCTCAACCAACAGGAACAACGGTTACCATGGAAACCCACCCCATGCTCCTCC
ACGTGGGTGAGTGCGTGGTCACCGTGCACGCAGGACTTTTTTTTTTTTTTTNTTC
>BJ511317 ID   BJ511317   standard; mRNA; EST; 204 BP.
CTCTCTTTTTCTTGGTNAATGATAGCCNTTGCCACCCACCTTCCCTCTNCCACATGCTGC
ACTCNNCTGTGGCATCATCANCAGGGCGCTCGTGTCGTTCCGCCTCCTCAAACGCTCGCC
TACAGCTGCNGCTAATTTTGTTTTCCTCCTCGGACTCTGANAGCGTGAGCTCCTGCCTCC
ACCTTCTCAGCGGCTGTGCATCCC
>BJ511330 ID   BJ511330   standard; mRNA; EST; 618 BP.
AATTCTTGTTATGAAATATAATTACTTTCACATTAAAGTTCGGCATGCACAACCAAAGCT
AGCCTAAGCATTCATTTACTATACCACCCATTTTAAAGCAAAACGGTCTGTAACATTTAA
GAAACTTTGGGCAAAATGCATGCCCACAGGAATTCCCTTTAGATTTCTTTTATTACAAGA
GGTTGATCTGACAATAAGACACCAAGTGAAACAGTCAAGTGATATACTGTTCAATCATAC
CTCGGAAGGTACACAATAAAACCCAATGCAATCCAATAAAAGTCTTTTTATATATTCTAT
TTTGAAAGTGTCACATTCAGTCTTTTTTTTCTATTTTAAATTTAAGCTGCCTTAAAGAAA
ATAATTGTAGCTTGTTTTTTTGTCACTTGTTTAGTAAGTGGATATATTACAGCTTCCTCT
TATTCCAAAAACAGGAAAGACAAACCACAAGTAAACATTTATTAATTGTAGAGTTGTCAT
ATTGGATTGCATGAAATCACACAAATTGCGCCTCTTTCATTTGCTACTGAATGTGTAAAG
GACACTGTAAGACCAAATGAATCAAAGTGCATTTACATTAAATACACATTTTTAAAACTG
AAAATAGTTTCACAGCAG
>BJ511344 ID   BJ511344   standard; mRNA; EST; 106 BP.
ATTTATATTCAATACTCTTCTGTACTGATGGGCTGTGAATTACTATACNTCACCTGAACN
NTCCTCTTTAGGAAGAGCAACACGGCTGCACNCAGAACTCATGTCC
>BJ511345 ID   BJ511345   standard; mRNA; EST; 503 BP.
CTAAATTCTTCCCTTGCATTAATTACATCTCCCCATAATGCAACAGTTTTCCCCAAATAA
TCACATCAGCCACTTCAAGTTGAACAAAGACTTGAATTGATAAGTAAAAAGCAACATTTT
GTATTAAGAACACCCCCCCCCCCGGCTTCTGGTCTGCCTAAGGGGTTTCATAAAACAATC
AACGTGAACCTGAANTTTTTTAAACCAAAAACAATTTATTCTTACAGTTATCCNCAAAAA
TTGTAAGTTANCTTTGGCAAANCTAAAAACTCANTGTCTCAGGTTTCTNAGGTTTGAAAA
GGGAACTTCNCCATCACACCTGGATGGATGTACNTCANTTATCTAATGTGACCAGTTTTA
TGCTTCCNGCAGTTGCTAAGGGGAATCCAATGACCTTTTCTCAAATATGGAAAACAAAAA
NACNGAGCTCAAAATGNGGGTTTACTCAAATGAATACCNATGTAAACAGTCCAGTCCTGC
TTCAAAGCCCCATCCTTTCGCTT
>BJ511399 ID   BJ511399   standard; mRNA; EST; 170 BP.
GTCTACTGATACTGTATAAGGTTGGATTTATTAATGCAGAACAAGTTTTTTTAAAGAAAA
AAATCAAGTCTTTAAATGGTAAAAGATGAGTGTGCTATTTGTGGGGGTCATGTGGCATCC
CGGGTTTGTTGGATTTGACTTGGCAGTCAGCACTAAGGCAACAACTAAAA
>BJ511404 ID   BJ511404   standard; mRNA; EST; 670 BP.
GATTAAAACTGCATTGTTAAGTATTTCTTTTGGATTAGGTGCTACTTGCATTTGACAAAG
CTCTCAGTTGTGATGCCACAACTGAAATGGGGGGGGCAAAAGCTTCCTTGCTTCACTTTA
CTATGATCCATCTATTTGTAGACAAATACATCAATTTACGTCTTCATTTTCCTCATCTGA
GCTGAATTTGTGTCAAAACTTGACGGATGGATAGCTCCAATATTGCTCGCCACTTTTGTT
GCACTGGTAATGTTGGCTTGGGGGGTGTGAGGGGCTGTAAGCTGGCGGGAGAGAGTGCAA
ACAAAGGGATGATGGGATATCCACAGCAACAATCCAGCCCCAACTCAAGCGAATTTCAGA



TGAACTCCGGCCGCTCTGCAGAAACTGTCTTAAAAAACGACACAGGCTTTTTAGCTTTTT
GGCTAAAAAGTGCATAATCATAATTAAATGACCACTGGGAACGATTTTAAAATAGATNAA
AATATAGTCTAAGTGGGACATTTAGGTAAAACCCCTCACCTTTTCATCCATTTAGCTCTT
GCTTAACCTCTTGATAATAGTCTACAGCCAAACAGGGAACAGACATTTATTTTAAAAAGC
ATATTAAAATGGGACTACTGTTAGGGTTGGGCGATGTCCCTTAAATTGGCAGTTGACGAT
TTTTGCAGTA
>BJ511436 ID   BJ511436   standard; mRNA; EST; 481 BP.
GGCGCACACATACATAAACAAACATTTACAGTTTTGTCCACACTGGCAAACCAAAGTCAA
TTACAAAGATTGTGTAAGGTGCATATTGTACTTCACACTGAATAAAAGTGAGGTGTTCAG
GCTTCCTTACAAGAACAGAAGCTCTCTCCATGAATATATATATATATATATATATATATA
TATATATATTGTTTCCCCCANGGATTAANCAAATCTAATGATTACACAGTGCTAGGATGT
ATATTTCATACTGTGGCTCCTATGCCNTGGNGAATACATTTGTTACCAAATNTACATAAA
CATACCCCCTTCNATAAAAAATCTGGNGACACANATCAAATNGAAACTTTAAAGNTGGAC
ATANTCTGTANACTGTGTATGTGTACTATGGCTATGCCTATTTTGATCACTCTAATTACG
GTGTANTTGCGNACNTATGTTGGATTCCACGTATGTGTCTGTNGACATTTNTATATNAAG
C
>BJ511442 ID   BJ511442   standard; mRNA; EST; 541 BP.
CTTTTAAGACATGTTTTAAAACAGCAATTGCAGAGAATAAATAAAGAAACATTGTTTTTG
TTTTTATTTTTAACTTCNATAGGTACATTTATGCACTTAAAAACTTTATAATATGTGTTC
ATTGTCATGAGGACCTCCTGACTGTTTTTTTTTCTTTCAAAATTAAAAAAGANATTGTCC
TCTTTCCCAGCCTCCNNATGAATTACTAATAAATTAAACGTAAAAAATCAAGATAGAANA
ATTCCCAGCCCTTCCTTCCACCCTGTTGATTTTTAAATGTCGCAACAAAGAATGTAGGTT
TTTTTTNAACGNCCTCCATTTTGACAACCAAGGNATATACCGTGAGAGCAAATCCATCTT
CTATTTNAANCATTCCATGTTTTTANTTTTACNTATANNTAATAAAACTAACTCTACATA
ACAATATTACCCATGGNAATCATACNNAAGAGNATTTTCTTTTGCCTTCCANTGNGTAAA
CNGGCCTTCTCTTGACGCCCTANACCACAAATCACNNTATACAGTATAACCCTGTTCANC
A
>BJ511476 ID   BJ511476   standard; mRNA; EST; 659 BP.
TGGTGTTGTAGATCACAGTGATTTGTTCTTCCCCTCAGTCCATTAATAACATTTACTCAA
CGCTGCTGTGATGTAGTGACAGTCAGCCAACTCAAATGGCTTCTAGCAAAAAGATCCATC
TCATCTCTATGTTGTCTTTACGCCTTCCTATTCTGACTCTGCTCCATCCCAGCTCACTAT
CTTTTATTTTCTCTTTTCTGAAAACAGAATATGATACTGTGATACACAGATGGATGTGAT
GCATAGATGATCGACACTGCTTTCACTTGTGTTTGTGGGTGGCTTGTCTGCCTAGAAGGG
CAGTTTTATCTCTGCATCCTCCTGATCCACTTTATTATCTGTACTTGAAGATTTTTTTTT
TACGTTTTTGTAAATGAGTTCACTATTTGGGTATTAATTTTGTTGGAAAAAATAAAAGGA
TGCAGAAATGACTGAAAGTTCTTGTGGTTTGAATTCTGAAAACTGGGGTGTGTATCCACA
TGGAACTTGATTCAAAGGCCTTTAGGGGATTTTAATTGTCCTTTTTCTAATCCAATAAAC
CACAGCAAGAAATTAATATTTGGTAAATCCTGCGCATGATCGAGAAGAAGCTATTTTTGC
AACCCACTATAGTTGACAGCGAGAGCTGTGATTAATGCTGTTGTCACATCTGTGTAAAA
>BJ511487 ID   BJ511487   standard; mRNA; EST; 582 BP.
TGTTAAATAAAAATAAAAAACCTTTTCCATAAACCGTTCAGACAAAACATTTGCCGGCTC
AGATAGCCAACATGGTGGCTAATAATCGATCAACTCTACACACATCTGCAGTTCCAGCTC
AATAAATCTTTTCGCACTTTTTAAAATAAATAAATAAAATATTAAAACTACTTAAACAAG
TCTTTTTTTTTCAAAAGGTTGAGGTTTTGCAGTGCAACAGTGAGGTGGATGAAGTGAATA
GTACAGACATCTTTAAAGAGGATCACACCATCACTCAAACCTAAAAGTGCTCAACGAATT
GAACCTAACGGAACCAAGGCGCTGCGTCTGAAAGTGCTTTTAGCCCTGCCACATCAGTTA
AGTGCTCTCAGAAGTAAAAGACAACTCANAATGAATAAATGAAGAGTTAAAACTGGCTTT
TCCTGTAAACCCCTTGGCTTAGATCCCACTTCCTGAATGCGGCATCAAAAATCCCATCAG
TCTCTGGTTTAGAGCTCGTCAAAACGAAAGCTCCACCGTGGTAACGTAACCTAAGGGATG
GGAACTCTGGAACGTTCTACCGGTAACCTTGTTTTCTGTGAG
>BJ511515 ID   BJ511515   standard; mRNA; EST; 765 BP.
TTGCTGGGACTGAGTTTACAAACTTCATTAGTAGTTGGACTCTAGGATATGAACAGAGAC
TTATATATATATATATGTGTAAAAATACGGTGGTGGTTGTATGTTTTGTCGGATGAACAG
TACCAGGGCGTGGTGAATATATNATACACCTGAACAAACCTCANGTGGGACCTCTGAGTT
GTCATTCTTTATTTGATGTTTATGTTGCACGCACCTGTTTTTCTTAATTTAAGCAGTTAA
TATTTTGAATTGCTTTATTGTACTCTTTTCCAACATTTAAGTTTGGAAAAGTTTGTTACA
AAGTATATCTCAATAGGTTAAAAGGGCAGGTGAAAAGTAAAAGTTAATGTTGGCTGTCAT
TCTTAAACCTAAACTAATTTTGCTTACAGCTTTGAGAAAATGTTGTCCAAACTGACAGCC
TTTGTTATCAGTGATTCTCAGGTGTTCCTAATTAGCTAAACTAAAGTATCTNATTGTTAA
ACATGTAGACNTGTCAGTGGTGTTCCACTAGAGGTCAGTGTTGTGTCATTGTGAGTGCCA
TAGATTTGGCATTTGGTTAAGAAATCTAAAGTTTTTCTTTTAATGTTTTTTTTAAGTATA
GTGCTTCCTCAGCCTCCATTAAACTAACATATGTACAAAAACAAATCGTGCAAAAAATAA
CAGTAGAAATGTCNAAACATCTGAATTCATATATTTAAAAATGCATTTGAAAACAGACAT
TTATTGACCTTTTTACCAAAATGTTTGAATTTTATGCGTATTTCT



>BJ511523 ID   BJ511523   standard; mRNA; EST; 430 BP.
TTTCTTTGAACAGAACTCTCCACTTAACAAACAGTAAGTGTTAAATATAAAGGCTGACAG
ACATTTAAAACATTTAACAAAACTAAAAAAAAAAAAAAAAATNTTTGAANCAGNGATGGA
AAAACAAAAAATGCTTCAATGGCCCACATNTGCTGCAGGTCCTCNCCGTCTCTNATGCTG
GAATCTCTTGANAAATGGGGGAAAATCCANCTGGACTTCGGCCTCTTCTCAAATGCTGTC
CANCTTCTTTANCACANATGGGGNGGCTCTAANCAAAGCGACNNAAAAAAAAAAGTTCCG
NACAAAGGAAATGACGNCTTCNCNCATTTTCTTTTTCATCNCCCCNGGGNCCATTTTCGG
ACCGAGTCCTTCANGTTTAAACNTTTCANCTTTGGTNAAAAACCTTTTTGGGGTCAAATT
TCTTCCGTCC
>BJ511524 ID   BJ511524   standard; mRNA; EST; 187 BP.
GCACTCCNGCTTTGTTTTTTTCACAAACTTATTTCACAGAATTGGTGTTTTTTTATTCAC
AAATATTTTAGACCTCTTTNTTTACNTAANATACTGACGAAATTTTCTTTTAATTATTCA
AAACANATAAGGGGAACTGACNGCNAAGNCTTTTTTAAATTAAAGATNANGATTGTTGNC
TCNANTA
>BJ511527 ID   BJ511527   standard; mRNA; EST; 276 BP.
AACTTGGATGGATTTATTTGAAAGCATGACCCTGAAGTCATTTAAAAAAAAAAATTTAGT
GAGTAAAACATTAAAAAGCATGGGTAAGGATTAGTCATTTTCTGGGTATACAGNAACAAG
CCAGAATACAAAAGAGTTTGGTACGAGTACCAAGGGANATNCACCCGTGGTCATTTTTTT
GCAGTAGGGCAATGCTGAGATTTCCATATATACTTTGGTCCATAATCCATGCANGAGNTC
NATGGCCTCTACNTTGGCTCCCATGCCAGCATTGCT
>BJ511534 ID   BJ511534   standard; mRNA; EST; 485 BP.
TTTTATCANAACNAAAATATTTTCATTACATTTTTTCTTAATGGCACCATTTACATGGCA
TACTCACNATGTTGTGGAATATTTTGTTAGATTACCATTCATCNCACACATTTATCATTT
TTCCATTTTTGTGTAAGCATAGATGTTTGGAGCTCTGTTCAACACTCATNCNACAACCTG
GAAAGGACATGATGGACAAGCAGCCTATAGGGGGTTACAACAAGGGANATATTCCCCGGA
TGGGCTACAANAACGTCATTTTNTTNAAATCATGGCCACACACAAGAAGATGGAATAGAT
GGGCCNACNCCTAACTNGAAGACGAGCAGGTCACANCAGGAATGGACATNANGAAACNTG
GNNTATGTGCTTCANTTCTTGGCTGCTTCCAAGGCCTTCTTCTCTTCCTCAATTTCCGCC
TGTGTTGGGAGGTGATTTTTTTCTTGTGTGTTGGTCTTCTNCNACTTTTGCTTGTTGAAC
GTCTC
>BJ511566 ID   BJ511566   standard; mRNA; EST; 624 BP.
GACAGACTGTGGTGCAGACATGCCTTCTTCCATTCCTGTTCTGGGTCAGGGGTTTGATGG
AGTTTAGTCTGGACAGTCACATGTTTTCCTATCAATGTAAATTATCTGGCGTTGATCGGA
GCAAAGACAAATAAAGCTTTTTGCTGCAACTTAAGCAAGTGAGTTATGTATAAAGACAAT
TTCAGCACATTTACATTTAAACATGAACCACATAACCCAACTGTTCCAAACTTAAGGTCA
AGTAGTAAAAAACATCAGACAAATTCTTTCTTTTCTGTTTCATTACTTCATGAATGGGCA
AAAAAACAGAAAATAGCATTGCAAAGTCAATTTTCTAAAAGATTTCCATGTACTTTTGCT
CCTTAGCTTTTGCAGAGTGCTGCGGATGAAGGTCACGACACAGAGGTCACGCAGGATGGA
GTATTTTTCACTCCCACTTACCCCTTAAATAGTTCCTTGCAGTGTACCGTCACAAGCAGC
GCCGCAAACNTAAGCNGCCTCATCATTTACGTCTGAGTGTGATGCTTCACTCTGTTGTTT
GATATACANGAAATTCAGTTTATCTTGATTTAAATGAAGATAATTGGACNATGTTGATGA
TTTAGTCTGATTTTTTTNAATTAA
>BJ511572 ID   BJ511572   standard; mRNA; EST; 387 BP.
ACAGACTCCTAACACGTGTTTGAAGCATCTTCANACTTTTGCATGAAAAACATGAAACAC
AANCACCNAACCACTTAATCCTNAAGCTCAGTTCTGAAAACATAATTTTCAAACTAAGTT
TAAGACTATGTGANTTTGGCAATGCTGTTCCNGACTGCANAANAACAGAANTGAAAGCTT
CTTTTCTTTTGAGGGCAAGCANAAACAATACTGTGCTTTGAANAGGAAAATAAAATGACT
TAAACACTGTTTCAGTGTATCAGCACATCTGCTGCTTCTGTCANAAGCTCTCAATGAATT
CTGCAGGCTAACCCACTCTGAGGGGCGGAGCTACGAGGACCACGCCNTCTCCGCTGACCA
AGAGCANGGGTATGTTACGCTTTGTAG
>BJ511577 ID   BJ511577   standard; mRNA; EST; 731 BP.
TTATTTATTCTGTACCGGAGTCACAGGTCAGACATGAGGGAGGTGACGAGGACTTTGTAG
GTTCTGATCCAGACTCTCCATCTCAATGGTTTACACAGATCATGATGGGTTTCTTTCAGA
CAGACAAACAGCACCTCCCACGACCCCNAAAAAACGATGCANAAAGTTAAATATAACAAA
TAAATCAAATAACAATAAAAGCTACAACAAGGAAAGCTAGATTTGTTTATGTACAACCTT
TGATGCAGGTTATTTATACATAGAGGTTAACATTATGGTGACCAAGAGATGGTTCTACAC
CTCCTACACACATTTAAAACAATATATTTGTTATTGTAGGAACCCAGAAAGATATCTTTT
TAAACTAGTTAAAGAAACATTTAGGTCATATGAGCCTTATCAAATATAACTAATCAAAAA
TTGTGTATTCAATTACAGTTTATAGATTTGTGTAGAAAATGTTTGTATTTGGAAACAAAA
CATCTTTTTGAGCTGTTCTGTGCAGCAAGTTTCATGATATTTAAGCATAAAGATGCAAAA
ATCTTCTGAAACTCAAAATGATCTTGATGACGAGGAGCATCAGGAGCATTTACAGATTAA
AGGGATGAAGTTTAAGGCTAAACAATAGAAATGAATGAAGGTGTTAAAAAAATGACNAAA
CTGGCTCAAAGTTTGACCACCAAGAGTGAACAGAACCAAAGTGATTGGAAGTAGAAAGTA
AAAATGCAAAA



>BJ511604 ID   BJ511604   standard; mRNA; EST; 470 BP.
GGTGGCCGTTCTGCTGTCGGACAACCAACGTGTTTACNTCAGTCTCCACAAAGGATTTGG
GAGACGGAAAAGCCGCTTCTTGACACCGGCNTGANACTGAAAACAGTATTTGTTACAACA
ATTAGCAAAAGTATGTCTATTTGCAANAAAGGAATGACTTATTTTCANAACCAACCCCTA
GNGGTCAAACAATGAACTGCAGTTTAATACACATTTGAAATAGGCATTTTACGTTTTTTT
TTTCTTNGTTTNAAATCCAAACTTGCAGTTAATTTTAANACAATTTTCAACATTATGCTT
CTCAAAANGNAANGTCTNGNAAAANAGTTTTAAAACAAGTTTAGGGNACNCNCNCAAAAA
ANGCANCAGTTCTAATTCANTTTTAGTTNATTTCACTGNGAGTCNCTTTCATCANCGTTC
TTTAAATAACTCACCAAAATCAGGATCTGACNTTTAANCCNCNGTTTTAC
>BJ511605 ID   BJ511605   standard; mRNA; EST; 139 BP.
TTATAAGTCCTTANAAATTATGTTACTAANAATAGACGCTTCTTGTTATCANCATGTGTG
TTCTGNTANGCAAGATTATTGCTCGGATGTANTTGTACAANTTCTTCTATTGTACATCAN
ATTTATTTAANCCCACNNT
>BJ511616 ID   BJ511616   standard; mRNA; EST; 672 BP.
CAGTAAGAAAGACAAACCCTCTGTTAACACATTCTAAATGTTGAACAGGAAAGGTTTACT
CTCAAACCTAAACGTTTTCTCATTCTTTCAAGTTGCTTGCAAAAATTACAGGTTATTACG
ACTGTTTTCCACTAGATGGTCCTGTTGCACAACAATGAGGTACAACATCTGGGAAAACAA
GAAAGCACCAAATCACCTAGAATCTGGATATATGTTGAGATTAACAGGATGAAAATGAAG
AAATAGAAGTCATGTTGCAGACCCTTTTTTTTATTTATGAGGGTGCATCGTTTCAAATTT
TTATGATTTTTTTTTTTGTCTTCTTTGATAAATTTGCAGTCAAAGCAAAAACAGCATCTT
CACAGGCCACATCTGGAAAAATCTTCAGCACTCCNCGAACCAATAACTACNGACNTGTCA
GTGGTGACTTTTCCATCTNCTGTCTTCAAATCATCTTCGGACTCNCTGTTGTAGTTGCCA
CAGGCACCACACACTTTACTGGCCAGGCTGTTGTCAACAGTGACAGTGACCTCCTGTGAN
ACGGAGTAGGTCACACNCACAGCTNATTTCCTCTNAATGACCACNCTCCTGTCCAAAACT
TGCACTGACAGCTGATTTGTCAAATTGTTGGGAGGANACACTTTCTTGCCATTGACCCAA
ATCCCATCCNCG
>BJ511617 ID   BJ511617   standard; mRNA; EST; 624 BP.
TTTATTTTTTTAAATAAATGCATTTTTACAGTCAGGAAAGAAAGAGCATCATGACATGCA
TCACTGCTCCAGACACTGAAGACGCACGAAAAAACAATATTAAGAGGAAGCAGAAGAAAG
GAAAAAATTTTTTTTTTAAATGTAGATTTTTCTCAAACCCCAGGCTCTATTGCAAACATT
AAAACAACACACTGTCCTTTATAGGAGGAAAAAAAAACATGATTTTGTTTTTTAAAATGC
TGAAATGCTCACATTTATCGCCAAAATGTAANAAACCAACCTGCTTTCAACAACAAAAAA
AGAAAAACAGGACATGCTAAATATGAAATTAGAAAAAGAAAATAATGGATAANAATCTTA
CACCTGGAGTTGANACTAGNGTCATTTATATATATATTTATCTNAAAGCTCAGTTAGACC
ACAACATTCTGAAAACTACNCATGATGACAAANGGCTTCNCCCCTTTTCACTGAAACAAC
TTCCAATTCAAAAAAAAAACAACTGTACAATTCTATAAAATGTTTGTGTTTTTTTACATT
AGTTACAAAAAAAAAACAACNCTTCATTTCTNAATCCTTCANCCCCAGGGAAAAATGTTT
GCATATTCNTTCTTCAAAGTGNGA
>BJ511626 ID   BJ511626   standard; mRNA; EST; 711 BP.
TGTGCTTACATGAAAACAGTGTTTTGTTTGCTTTATTGAAAGTTCTTTAAAATAAACGTG
ACCATGCTCTCTTATGTCAAATTTGCCGTAACAGAAAAAAAAGAAAGGTACTTTGTTTAG
CTGGTATCTTTAAAATGTACAAGTGAGGAAGACGCATAAACTGGTTAGTTAAACAAGCCA
TGTATTTCCTAAAACCATTTGTTTCTATTACTAATAGTCACTGTCTCCAGACTCAAACAG
CAGTTTTGTATTCACAAATCACTTTGATGAAACTAATTATAAAATACTTAACATGCAATA
GGAAGACTTTGTTTAGCTGTTACAGTTTTAGTCAAAGGTTTGCTATGTATCCTAATTTAT
ACTCTCAGAATTTCTTAGCATAATCACAACCATAGAGGAGTCATTTGTGGACACTGAAGG
GTTTTGGCTGAAATTATTTCCCTTCTGCACTATTCTGAGGCATTTTTTAAGAAATACAAT
GCAGTTTTTTTTAAAAACTGGAGCCCATTTAATTCAAGTATATGCAAGTATATNAAGATA
CAATAGAAAAGATAAAAGATATGGTTTACTTTATAAATTACGTTTATTTTGTCATTAAAG
TATCAGTTTATTGTATGTAGTATTACAAAACTGGTGTTTTTAGAGGATTTACGCTGCCCA
TCTGTCTCAAAAGTTACTAAAAAGTACTAAGGGATTCAGTTTTTTTAACAG
>BJ511628 ID   BJ511628   standard; mRNA; EST; 161 BP.
TTTTCCTTTTGACTGCTCCNCGGCTTTCAACGTTTAAATANAGTTTAGAGTGTCTGTCTG
ATCAAATGTGGAGCANAGAATGTTTTTGAACTCTCCGAACAGCCTGCCGGTGCAAACAGC
CGTTTCCACGGCGCTGTCGGCTTTATCGGAACGTTGTAACG
>BJ511639 ID   BJ511639   standard; mRNA; EST; 638 BP.
AACTACATCTGTATTTTTCCAACCCCAACCATAACCCTAGTTTGTATTGAGTTCTTCAAA
AAACACTGTTTAACATATTGTCAATTTGTTTACAATACGTTTTAAGATTTTACAAGTTAT
TTTTTTAAACAAATGTTATAATTATATGTGAAAACACAAAATTACGCATGCATGTGGATG
CAACGCTCCGAGCCTCCAAGTTCCAGCGACCAATGGAGGCCACATCCTGCCCAGCAACGC
TTCCTGATTGGCTGAGCAGCCTAAATGCATGATTGGAAAATATCATGTCACGGACACTTT
CTTCCATCTCCGTGAGATACGCACGCTCGGATCTTATCCTCGTTCGTATGGTTACATTTT
GTTTATTGTTTGCAAGCCAACCTGACGAAGACTGTTTCTTGTTGAAACGTTGCAATATTG
GCTTGTATTTATTTTTATATTTTTGTAAGCCTGAACGCTCTGAATTAAACCGAAGTTGAT



CGGTGAATCACGTTTCCCCTCAGCTTATTTATTATTAGCATAGCCTCTTAGCTACGGGTG
ACGAAGGTGCTTTTTGCAACTGGCCGAATTAAATCCAGGCCACAGTTAGCCATGCCACCG
TGGCCACACGAAGACGAATGGACGCTCGTCCAATCCAG
>BJ511665 ID   BJ511665   standard; mRNA; EST; 749 BP.
TCTTTTGCCTTTATATTGTTATATTATTTCAATTAGGAAGGAACAAAATACAAAATGTAC
AATATGTGCTCAATCAACCACAATCAAACAAGCTTACAGTGACAGCACCAATTCAATCGA
TCTCCCACCGAAAGATATCTCTTGAGTTTGTATGACAAACATTGAGGGCTCAGGAAGGGT
GTGTGTGAACCAAGTGCTGGTGATTTCAAGGATTATGCTGGTCAGTTACTTTATCTAACT
GCAAGAAGTGTGTATATAAGCCATCTGAAAATCCCTACTACACATTCTGTAATGGAAAGA
CCCCCTTGGCATAGCCAGACCCTCTCTAGTATAGAGAGGGCTGTACATTCTTCATTTTAC
TAAACTCAAACAGTATGTCTGATCCATTAAATCTCTTCAGCAAATTATACATAGACATTT
GGGTAAAATAATATTTACAGCAACAAAAAATAAACTTTAAAGTCCCCCTTAAATAAGTGC
ATGCCGTTAATCCNAAGGAGACACAATACAGTAACACACGCACAATGTTTTCATGAATTA
GAAAGTTGCCACTGATTTGTGAAGTTGTTATATTAAAACCAGGTACATCGAATGTTGGTA
GTACCATTATAAAATGAATGAGTGACTGAACACACCCTGACACGATNAAATACCAGTCTA
GCTCTTGTCCCAATGGAGATGGCATGATTGTGACACATTAAGTGGCTTAATATTTCACTA
CTTATTATATACCGGTTCCCTTTTTCTTC
>BJ511678 ID   BJ511678   standard; mRNA; EST; 156 BP.
AGGAGGCCTTGTTGGATTGAAATCATATTAAAAAAAAAAAATTACCANAAAAATGAAAAC
TAAAATATAAAAACAAAAACAAGAACATCCTCTACNCNCCCCTTTTGGAAGGGTAGGCNC
TACCAANATTAAGGATACCACAGTGTTTGCAAAGGA
>BJ511681 ID   BJ511681   standard; mRNA; EST; 123 BP.
TTTGTATAATGCTGTAACATTGAGTANACTTANAGGGTCATAACTCTCCCCTTGGNTGCC
GTTTGTTGGCTCTGTANANATGGATGTCCCTTTCTNGATCAAAGTGAACCTCCTTGACCA
CGA
>BJ511689 ID   BJ511689   standard; mRNA; EST; 708 BP.
TGAGTTTTTGTAAACTTTTGAAAGGCAGGGCGGAGAGAATCCATGTAGCAACACTTCTCA
CAGGAAGCCGTCATTGCCATAAAATAAAAAGAAAACCAGTTTTGTTGACATTATTGCATC
AGTTATAATGAAGGCTGACTGTCACATCAACATTTTATATTAAGACTATTAAGAAAGAAC
ATCTGCTAAAAGGAGAAGTCCATCTAAGATTTTCATATTGGGAACATCTTAAAACGTAAA
CGTGATATTGATGTATATCTGGGTTCACAAACAAGAATGGTGTTGAGGAATGTGGCAGAT
ATATACGAGAGTCTTTGTTTGACACATTCACACCCACTGAGCAGCAGTTTCTACATGCAA
AAAGAGAAAAAGAAGATTGTGCATCCAGGAATTTGGCGTTTCATGTTTATCTAAGAACAC
GCTGTTAAGTAATTCTTCTGCAATCAGTGTTTTAACTAATTTAATCAAAAAAAAAGCTTA
GTTAGTGTCTAANATAATGTCTATATTATATACCGTATTTACAGAACAGTTACAGTTTCA
TACATAAACCAAAATAAATATATCTATTCTGTCAGTGAGCAAGCAACCAAAAATTAGATA
AGTATATGCTTTATGTTTTCACTAGTGTTTAGCAGCAGCTTTCAAATATATGTTAAATAT
AAACATTTCATTTTATACTTTTTATAACATCTTAAGCAAATTTAATAC
>BJ511691 ID   BJ511691   standard; mRNA; EST; 518 BP.
ATTTCCTGATANCAGACATCTAAACATTACTTNGCNCCAGAATTTAATACATTTGATCCC
TGATACCGTACCAGTACTTGNATATCGGTGGGTTCTAATCATTCTGATGGTTAATACAAT
TTTCAAAGGTCAGTTTAAATGGCTAAANTACTCANAGNATTGANTAAGATTGATTTAAGA
AAATTCTGTTCNATCTTTTGNAAAACTTGGGTTACACAGTAGTAAAATAACACAATCTCT
AAAACGGTTAAATTAAAATATATTTAAAAAAAAACANGGATTACACATCTTTGTGGTAAA
AATCATATAAGTATCATTTCTGTTGAGGTACTCTTCATCTTTACATTAACCAAACAGTTA
AAAACGTTTTCAAAACAAACTAACATGTCAAAAGTAATAATTCTGTCATGGAGGTTATGT
ACGTTTAAACACTTAAGCATCCTATAANGGGTGTTTAAGGCTCCTTTTCTTCTTCATTTT
TGCCCTGAATAGACCAAAAAAAGTCTCAAAGTGCATCT
>BJ511696 ID   BJ511696   standard; mRNA; EST; 368 BP.
CTAAATGTGTTATAAGTNAATTAATGCTGGANTAANCAAAAATATTANCCCATTATAGTT
NATATAGAATAACTGNAACAAAATCTCAATATATCTTTTTTTTTAAGTTCAACANCAACC
AGGNAATGTGTTAACACTACACGAATTCAGCTGGGTGCACACACACTTATGGACACTGTA
CCACTGGACGTATTCCACTATTTACATCAGCACTGTGCAATTAAAAAGTTCTCGCAANTA
CTCCTTCCATAANCATATCTCTCCTATTTATTACAAAAATAGGCTCTCTTCTCTATTNAA
TCACAGTTTACCTTGAAATACTCAAAACCAATTCCAATGTAANTGTTTACAAAACTCATA
ATGAAAAG
>BJ511726 ID   BJ511726   standard; mRNA; EST; 694 BP.
GTACCTTTTATTAATGCATCTAGAGTATAAATCTCTGTACAGAAATCACATATAAAGCAG
GCATGAAAATGATCTAAAAACTGCCTGAAGCTGTCGTCTGTAGACACTCAGGTTATTTCA
GGGAAACAGTCATGCAGCAGGATGCCGTCCTACAGATGCAGCTCCATTTTGTTCAAAAGC
TTCAGAAGAAAAAAGGCATCGGTGACGTCTGTAAGGCTTCGTGTCTCATGCTCCAAAGGT
TTCCTTTGCACAAGAACATGCACATCCCGTTTAAGTTAGAGAAAAAGCAGATATATGTTG
TAGTTCTGATCTGGTTTCATTCAAAAAACAGTATTTAAAGCACACTAACAGTCGCTGCAG
CTCTCTGGCTGTTCATGAAAACATTCGTCCCTGTAAACAAATGAAGTATAAATTATAATC



TGACCGTGTGAGTTAATGCTGTGGGTTGAATCGCAGACAGAAACCAGAGGATTCAGTATT
TATTGTGGTCCTGAGGTCCAGCCGGCATCAGTTCAAATACAAGAATGCACAAAGACGGAG
GGGTCTGCTGTAAAACAGTCCAGTCGGCACAATTAGTGTCTTTTTGAACAGCAGCAAACG
GCCTCGGCGTGTTTCTATCACAGTCGGTGAGGCTTTTGTGTTGAACTGAAGCCCTTCCAG
CTGCAGCAGCATCAGGCACTTGGCTGTCAGCAGA
>BJ511744 ID   BJ511744   standard; mRNA; EST; 156 BP.
CTGGGGAAANAATGGTTGCAGGAAAGGAGGAGGATCNAANNGCAGGAGGCGAGGAAGGAA
GGAAATAATGNGGAGCGAAANAACCCCCNCCCTCTCAGGGNTGGANCCCCCTGANAAACG
GAATCTGGGGAGTCTGGGNGGGGGANCCAAACTCNC
>BJ511778 ID   BJ511778   standard; mRNA; EST; 632 BP.
TCGATTTATACAATGTTACAATGAAACATTATAAATGGACTAAGTTATTATTTACTCAGT
CATTAAATAATTGAACTCAGGTGGTCCACAGATAAAGGAACATTCCACTGCATTTGTCAC
ACTAAGACCACCTAAGACCAGGTCCTGTCCATAAACCACAGGACCTGAACTGATCACACC
TGAATTCAAGTATGATTTATAGTAAAGAACACATAAAGCTGTGAATAGGAAGCCAACTTC
AGCGTAGTAAATGTACTCTCACTGCCTCTACTGCCAGCTGAAAGAATGAACAGATGATGT
CCAGTTTTATAGCGTTTGTAACAGCAGGGACACAAAAATGGAAGGTATTTGTTTTTGGCG
GGTGTAACAACAGTTTTCTCTCTTTCACAGGCCACTCCCTCCACTGTTCGGAGGACCAGG
AGCTCTGCTAAACTGCAGGCGACTCCCGTCCAGCTTGAGGAGAGTGGAGAAGGACCAGCG
CCGTCTGCTGCACCCTCCACCAAGAACCGACACAGCANAGTGTTGGAACCCCACAGCCCA
CAGCAGGGCTCCATCCATGATGCAGACACGTCTGACCTGGACTCCTGCTGCTCCGTTGAG
TTCGCAGCAGCTACACAAACGAGGGCCACCAG
>BJ511787 ID   BJ511787   standard; mRNA; EST; 746 BP.
TTCCTCCAGTAAAGATTGGAACAGAACACTGAGAACCAAAAAGAACAGAGGAACAGTTCT
AATGTCTACAAGAAAACAGAAATCACAAGAACACCAGACACAAACACCAGTCTGGTTCTT
TAGCCGCCTCTTCCTTAATTCATTTTTAGGAAAATCTTTTTTCACTAAACTTTTATTTGC
TTGCAAGAATAAACAAAATATAAACTGCAGTTTTTTTATATTTAAAACAATATTGAAATG
TTCACGAACCACATAGTGTTAGATTTAGAGATGTGTAAAATAATTCTAGTTTTGTCATGG
TAACACACAGAGTTAGACAACATTATTATAGCTTATTCCATAGTCCAGGTAAATACTTGA
TTCTGATTGGCTGCTGGGTATAGATTAAAAAGTGATAATAATAAAAAGTGATAACTGCAC
GTCTAAAAAGAAGTTCCGTCACATAGCTTTAACATCAATGCGCTGGCTTCTTTACCACAA
CCTTTAGCATAAGCGTATGGACAAAAACAAGCGGTTAGAGGTGAACTTTATATCTGAACT
GATTTTATTTAACACATCGTGACGGTCAGCATAGATATCCCTTTCCTTTCCCTTTCCTTT
GCCGCTGTAATCGAAGTCAGTACTTGCTCTGCCGGTGCATTATGTTAGTGACAATGTACC
CCACCACGTAACAAATAGTCTGCTTTTTGTGAAAAACACGATNTAAATCCCAAAAGTAAC
TAGAACAAAGTACTAACCACTGAATA
>BJ511816 ID   BJ511816   standard; mRNA; EST; 535 BP.
TTATTATACATGTATATCANCTTTTTTGGGAGGCCTTTTTTGGATTACGTAACCTCGGCC
ATGACTGTTCTCCTTCACGGCCACCCACACGTGGACCTGTCACGACGTCTGTGGACAGGC
AATCGCCAGAAACAGAGAATCTGGGTCACTGTCTCACGTGGACCACGCGCCGAAAAACGC
GGCGCACATGGCTGCATTATACAATGCTCTACGTCACAGGCCCCCGCTCAGCCAATCAGA
GCACGGCTCCTCTGGCAGACAGGGGACGCCCCTCAGCCAATCAGAGCGGCGCACGGGGAA
AGCTCGTACACACGGGCACATGGCTAGGCTGCGGCGTCCATGTGAGGCGCGCGGGGAAGT
GGAGCAGTGTTGTTGTGTCTTCCGAGCTGGAACATCATGTCAGTGACGCCGCAACTTGAC
AACATTTCACACAGAAAAACAAAACTTTGACGAATGTTGTCACCTGACAAAACACTACAA
AATAGAATTTATTTCCCCCTAAATGACGTTAATGTACTTTATTAACGCCTCGTGC
>BJ511846 ID   BJ511846   standard; mRNA; EST; 140 BP.
TGACAAAAAAACAANAAAAAACTTCTNACCTTCATATCACAGTGTAGGTCTGTGTAATAC
AAACACACTATATTTCTTCACTGTGATNGTAGATATATTTTTTTTTACACGTTTAANAAA
AAAGGCTTAAAATGTACAGT
>BJ511867 ID   BJ511867   standard; mRNA; EST; 578 BP.
GTTTTCACTTTATTTATAATATTTAAACATTACATTCAATTTCAAAACAAGAAGCTTGAG
GTCAAAAATGACTTTTGTCACAAATAATCAAGAATTTCTGTCTCCATCTCATTTTCACTT
CCATCAGACAGCTGAACTTCATCATCCTCGTCCTCATCCTCCTTGTTTTCACACTCCTCT
TCCTCCTCCTCTTCCTCTGGATCCACATCTTTCAACAGAGATTGTACACACAGTTTGTTG
CGCCGTTTCTTTTTGGGGAGGTCAAGGAAACCTTGTTTCTGAGCCTGCATGACATTCTTG
ATCATGGAGAAGATCAGGTCCCTCAGCTTGTCCGTGGTGCCGGCAGCACACCAGCCATCT
CGCTCCAAGCACTGCTGCTCCGTCCCGCTGCTCTGCTCGATCGCCTGCCTGATGCTGTCC
ACGTCCAAGTCACAGAGCTGGTAGAACATCTGTCGGTACGGAGGAAGCATGCCTTCCCTG
AAGATGTATGCAGACTCCTTCAGCTGGTAGGACAGAGGAGCAGAATCCCGGCTGGGTGCT
GGGGTTTTCCCGAGAGGGAATATGCATCACGCTGGTGG
>BJ511889 ID   BJ511889   standard; mRNA; EST; 604 BP.
CTTTTATTGAAAGAAACAGTGCAAACAGTTAACAGTACAATTTTCCTCCTGAACCTGGTG
CACAAACACATAAACTCAGCACAAAAGAAGGATGACAGCTGGGATTCAAACCAGCATGCT
GCTGCTTTCATTGATAAATGAGGTCCCTGCACTGCTGATCAATGCAGAAACAGGAAGTCG



TGTGCTCACTGACATCATCACCACATCATGCTGTGCTTTCAGGGATCAGCTGGAAAATTC
AAACTCCATCAAATTGAAAGCCACTCACAGTAAAAACTCTCTATATTTTTGCAAGGGATA
AAAATCAGGAGTTTGGTTCTCTTCTTTAACAGCAAACACCTTCAAATCTGTTGGTAAAAG
TTAGAAATCAAACTGGAGCAGGATGGATGTCCAGATGGAGGAAGTCGTGCTTCTTTCTTC
AACAAAATGTTTTTCCTTATTCATCAAAAACTATCAAAAGTATAAATTCATCTTTTGGTT
AAAACTTCACATCGGTTCAGAAGCTCTTCCGTATCTTCTAAAAGCAGCTGAGTCCAGCGG
TGGACTGAGGTGGTCTCTTCTTCATTTGGTTTCCATGAACTTCCTGTTTGTCACCACTTA
AAAA
>BJ511891 ID   BJ511891   standard; mRNA; EST; 100 BP.
GCTAATAGGAANTATCATTCNTGCTTGATGTGAGGGGGAGTAACTANCGGNNTGGCAGGG
GTGAAGTTGTCTGGGTCTCCTAGCAGGTTGNGGGAGAAAA
>BJ511905 ID   BJ511905   standard; mRNA; EST; 520 BP.
TAGTTGGCTTGTTACAAATTCATATCAGTTTATTTGCACACAATGCATAAACTTCACAAC
AGAGATAAAAACTGAACTGAAACATGTTATTTTGTATTAAAGATATAAATCTATTGATCC
AGAGTTCTGGTTCTTTCGCTGTTCCAACACAGAGCCAGGATCCAACGCCTGACTGTGTTT
TCCCCTGACCCACACATAGATCTATCTCATCCAGAAATGTTCCATCTGATCAATGACTCC
CTCAATCCTTGATTGGTCCATCCCAAACTCACATCTGTTCGTCAAATGGAGATCAAAGAA
AGAAAGTGATGATCTAGAAAATAATCTGTTTGTCTGCAGATTCTGGAGCTGCTGAACATC
TGAATCCAACCCATGTATGAGATCAAATTAGGATTAGTTAAAAGAAAATGAAAAGAAAAA
CGCATTGTAAATTTGAAGAAAAAATGACAAATTGAAAAAAGTTTTAAACTTGAAACTATA
TATTATAACTCGAAGGAATTATTGAAAATGTGAAAAATAA
>BJ511918 ID   BJ511918   standard; mRNA; EST; 451 BP.
GAGATTCTGGAAACAAAATAGAAACAATCAAGAAAAAGCATATGATCTGTCAGCATCTGT
GGTACTGCACAGAAAAAAAAGTCAGTAACAACGTGGCGCACAGTGTTTAGCCTTTCACAG
GTTAAAAAAGACAATTCTTTTGTTAATTTGGTCTTTCGATGAATACCATTTTTTTTTTTA
CGGCTCATTTACAAAAATAGTTTATTTANCATCANTTAAAACAAAAAGTTAAAACNTTGC
GGTTTGTCAGGTTGATGTCGNGGCAAACTACCTAGCTNCAATCGGCTTGTCGGGCCATCA
AAGCTGACNCGCANCTGCTTCCTCAATGTTTTCACATTTTCATAACATTAACAAACTCCG
GACANACTTTTGTTGCACGCAGGACGCACCATCAGGACANAGCTAAACCGAAAGAAAAGC
AAACATACNGTATTANCACCATCATAGCTGT
>BJ511963 ID   BJ511963   standard; mRNA; EST; 514 BP.
CTTTATTCAAAGACTATTTACACCAGAGCTGGAATCTACGATTATAGAATACAAGATTGA
GCAACAGAGAGGCAAAGTTTGACCATCATCCACTGCAGCGACACAGAAGTTTGGAGCACA
TTGAGAATTATTTTTTTTTGCATCTAATATGGGGGGAGTGTTGATAAAAGGAACCACTTG
TATTACCGAATGTAATTGAATATAAAGTGCACGTATTGGTCATGCCTACCCTTGATTGCC
AAAGCAGATGATTCCCCACACAGTTGTACTTCATATTATTTTACCCCTCATGGAAAGAAA
TTGTCCCTTCCATTGTAACCTGATCCCGTCATCCCTTTACATCTAATATAATCCAACAAT
ACCTTTCAAATGTATGGACTAAAAGTCCAAAGACCCTTCGTGTCATATCAAGTTCAAGGC
CTCTTTTTCTGGTCTTGTTAAACCAGCCGATGAGCAGTAAAGACAAACGTACGCTCATGT
TGACTTCAGATTTAATCCATTTTGAGGCTGCGGT
>BJ511971 ID   BJ511971   standard; mRNA; EST; 564 BP.
ATTTAACTTAACAAAATAACTTCATGTCATGACGTCATTCGCTCTATATTAGTATCTAGG
AAGTTATGTCTCACTGTTGCTGTCTGACGTCAGCGCTGTTCGAGTTCGTGCCACCTCTTT
GGAGGAGGCGTGGCTCAGGCGAGGAGGTGGAGGGAGTTGATCGGTGAAGAGAGATGTCGC
TGACGTCAGAGTCGTCGTGTGTGGTGGGCGCTAATCCGATGGCGTGAGCGATGGCGGACA
CTGCGAGCAACATCTGCTGCTCCTCCTTCAGACGATTGATGACAGAGCCCACGCCCACGC
CCCTCGCCCCGGCACTCAGAGCCATGGGAGCAGTGACGTCACTGAGACCTGACGAGCACA
TCACTGGGATCTTCACTGCTCGAGACAGGGCGTAGGCGGAGGCGAGAGCTGGCGCTTCCT
TCTCTATGAGTTCTTGCACTCCCATAGAGGCGGGGTCGACGCCCATCTTGCCCTCGGTCT
GGATGATATCCACCGACAGATGCTCTAACTCCTTGGCGAGGAGGATCTGCTCTGGCAGGG
GGAGCGTGTGTGGCACAGTGACNG
>BJ511997 ID   BJ511997   standard; mRNA; EST; 576 BP.
TTGTAATAAAAGACAGTCAAAACTTAGAGAATGTTTGTTCCACAACAGTAAGTTCGATCA
ATATCCCTCTTTTTGTCTTATGACACAAACATAAATGGAGAGTAAGTTAAACTCTGCAAG
AGTAACCTAACAAAAAAATTAACTACCTTATATGCTTACAGTTATTTCTTTTAGAAAATG
TGCTGTACATTTATTCGTTGTCATTTAATAATGAGATTGACAGTATAATTTAATACTCAC
AGGCCTTTATTTTACATATTAAAATGAACATTTTTGGAAAAATGTAAAGACAGCAGTGAC
TGTACGGAACTTTGTGTTTTTTTGTTGTTGAGTTCCTCAGTGTTTCCTTTTCAGCCCTCT
GCAGGCTCCATGTTGACATCTGTCACTTCTGCAGGTTTTGGGGACATCAGGGTTACAGGA
ACCTCCACAACAACATCACTTCCTGTGAGACCACCCAGCATTCCTCCTCCAGACACTGTA
ACAGTAACTTTGACTTTATAAGAAACCAGAATTCCTTGCAACTCTCTTTCGCCTTGACCC
ANAGTTGTGGATGCCAAGTTGGTATCCTCATCTTTC
>BJ512005 ID   BJ512005   standard; mRNA; EST; 134 BP.
AGGAGGCCTTGTTGGATTGAAATCATATTAAAAAAAAAAAATTACCNNAAAAANGAAAAN



TAAAATNTAAAAACAAAAACAANAACGTCCTCTACACGCCCCTGTTGNAAGGGTAGGCAC
TACCAANATTAAGG
>BJ512013 ID   BJ512013   standard; mRNA; EST; 582 BP.
ATTTTGAATCCAGGTTCTGAAAAAAGACGTAGAATTATAATAATATTCAACATGATTAAA
ATGAATATTTTAAAATGCTGTTTTAAAATAATGAACATGTTTTTAAAGCAAAATGAAATA
TATTGAATAATACAATGGCTAATTTAAAATCAGTGTGCAGGTTTTTCACAATTTCATGAT
CTTTTTATATATTTATGAGAGATTTATTGTGTATTTGCATGAGGTCATATTTATTTATTT
AATTACATATTTATTCATTTAATTATGAACAGTATAGCACTCCATACAACGCAGAGGTGA
ATTTCTGATTAACTATTGCAGCTCTGCAGAAACATTGTCCTAGAAAACGACACATCATCA
TAATAAGAGAGCACTGGGATCACTTTAACAATAGATTTTTAAAGATTAAAGAAGACTTCA
GTCCACACTAAACACATCANAGCCTACNAAAGCACCTGTCCTTGTACCAACAGGCTCACC
TGGTGAACAGACGTCAGGATCCACTCCGGCAGCTGCTCCACATTCACGTGCCAAACGCTG
CAAACCGCAACTGAACTGTCATCTGANGCCTGCTGGGAAAGA
>BJ512021 ID   BJ512021   standard; mRNA; EST; 579 BP.
CTAATAAAAAATAAGTCTGTTTTTTGTACTTTACAATACAATTCAAGATTCCCACTGAGG
AAGCATTAAATCACCAGTCCAGCACTGACGAGAAAAAAAAAACTCCTTTTGTCANACAAC
TCTCCATTTTTTTCTTCTTTACCATTTTCAGGGGTCANAAAAAAACACGGTTGAGGCGGA
NAATACTCTGTTGCGCGTAGTTTCCTCAATGTGAGTGAANATGGAANAGGATCAAGTAAG
GCGGGCAGGAACACAAAATATCTGGANAAATCTGCAAAAAGGGGTGGACTCTTTTTTGTT
TTTAATTCTTTCTTTTTATGAANAACACTTTGTACAGCCGCACTTCACCACTTTCTCCAC
CTCCNGGACAAAGGAANAGCCATCTGTGCAGTGGAAGGTGTATTTCCTACGTTTGCTACC
AAAGGGGGGTGCAGCAGGAGCCCTGTCCTTCTGACCCCCCCGGACAGCTGCCTCGACACT
CTAAACGGGAAACCTTCTCCTGGGTTTGGCACGCCNCGTANCCTTGCTGTCTCTGGTAAA
CATCTCGGACCCGTTCCCCTCTGCAGGCCACCTCTCTNT
>BJ512024 ID   BJ512024   standard; mRNA; EST; 476 BP.
TTTTCACATAAGAGTCATTCAAGTAAAAACAAACAAAAAAATACAGTGCAACTTAAAAAC
CAGTTTGCCGGACATCAACCTATAGCAAACGTGAACATTACTTCTGCAGTGAAGGAGAAC
AAACGTCTCTAAAAGACATTTCTCCTTATTAATTCCACATTAAAAAAAAAAACTCTCAGT
AACAGAAACAAAAGAAACAGAACAAAGGACGCAAAATGAATTATCTAAAACAAGAATGAA
NAACCTGGAACAAAGGAGGGTTTTGACCAGGCACAGTTGTGAACAAGTTAAACACAACCC
TTTGTGGGCTGTTGAAAGGCTTCATTAAGGTAAGTTAAATAACANCTGCATGATAATATA
CTGGGTGAACAGGCTTTCAGGAAAACAAAAACCCANCTTTTAATTTGAAAGATGTGCATT
ANATTCAACTTCTATACTATTAACATTCAAGAACTTTCCATAAATAAATAGAANAC
>BJ512030 ID   BJ512030   standard; mRNA; EST; 598 BP.
TCATTTTTATTTCTAAAAATAAACAGAGAGTAACAATGGGTATTAATTTACTAAACAATT
TTCAGTTTACTGTTCTTACAAGTATACATATTTCATAATAGAAAATGCTCACGCTTTCAG
CTGTGATGAAAGTAGAATTGAAATTAAGATATCTGACCTATATTCAGGTTATTTACACCA
TAAATACCTCAATGACAGTAGAAGCTACCATCTTAAAACATAACCTCCAAAAAACAAATT
CACATATAAAAAGGCTTACCGCTATGTGCGGTCTGTACAAAAAGGTTTTGGTTACTAAAA
GGCATCTACATGCATTAAAAAAAAAGAAAAACCTGCATCACATTTTGTAAACAGATATCT
GCATATCAGCTTTAGCTAATGATTGTAGAGGCAGCTGAAGAAATCAAGAAGAGTAAACGG
CGTTTGCGCAGACGTTGCTCTGTGTTGAGCAGAAATACTTGTAAACATTTGGTTACNAAG
ATGACCACTATTTCGCCTTCCTGCTATTTCGCCTTCCTGCTGAATGACTGGGTTTAGCAG
GAATGCTTTGGAAGGCAGCATCCCTGCATGCAGCCNGCTTAAAAAAACGGAGTCTGAC
>BJ512033 ID   BJ512033   standard; mRNA; EST; 547 BP.
CTTTAGTGCAATTTTCTTTCCTGTTTTTAAAAAGTGTTGGCATCCAACAGCAGTAATAAC
AGCTCACGGTTCATAAAGTCTAAATCTAAAGTTGCGCTCCTCCAAAACGGCGTACCGCTG
CCGCCTCAGTACATGGAGGATTTCTCCTCTCCTTTTGGGTTGGTCACCTTTTCCAGGTTT
TTGTTGATGATGTCGTACAGCTCGGCGTAGAAGCCGCGGATGTCGAGGAGGATCACCCTG
AGGTCAGAGAAGTACTTGTTGATGTTGGTCTGGAAACCATCAACTTTGGTCTTCACGGCG
GCGATCCGCTCCAAGATCTTCTCCTGTATGGCGACTCCNAAGTCATTCCCGTCTTCTATC
TTTGGAATGAGGTGCTGGATCCAGCAGGACACGGTGATGATGGTCTCTCTGAGGGCTACA
ATCTCCGGCTTCACGCGCTCCAGGAGAGTCATGATCTTCTCGTTACCTTTGATGAAACCA
CATTTTGGAGCCTTCTTCTTCTTGCCGTCTTCGTCCTTGTCGGTCTCCATGTCCTCCTCT
TCTGGAG
>BJ512039 ID   BJ512039   standard; mRNA; EST; 348 BP.
GAGCAAGAACAAAGTTACACACAGGACAAGTCACAGGTTTCATTAAATATCTATTCAGGG
GTGTGAGGGGGGCAGGGGGGATGGAGGGTGTGTGTTTGGGGGCGGGGTCAGCANCAATGG
GACAGGGGCAGCCCACAGATTTACAGTACGTTCATGTCACGATCAAGTTTCACGAGCAAA
AAGACGGCGCTGCAGGCGGGGTCAACCTGTGGGGGGTAGTTCCTTTGAGGCCCCCCCCAT
CCCGGGAGGGTCCGGGTTAATCTCTTCACGTTTCACCGCCAAACAACAGAAGCTGTGCAA
AAANCAAAAAACNGTCCTGATTTCTGCGAAGTGCAANTGAACCGATTG
>BJ512040 ID   BJ512040   standard; mRNA; EST; 157 BP.
GGACTTTTGGAGGTCTATCCACCACGGTCATCCAGNACCTTTGGCNTTGCTGNGTCTCTG



ATGGTGGGACTGAATGANGTGGCGGTGGNAAGGNAGGGATTTACCCTCACTTAATGANCG
GTCNCCCCTTTTCCCCCGTTNCTCACCCCATATGACA
>BJ512042 ID   BJ512042   standard; mRNA; EST; 582 BP.
CGTTTTAATCTTCATTTGACTTCTTAAAATTACTCCTAACACTAACATACAGAACCATAC
TGAACTGATTTTTGGCTAGCTTTAGCACGAAGTCAATCATCTCGCTTGTTATTCTCAACT
CCAAAGCATGAATGGACCCAAAAGAAAAAGTGCAAAGAACAGGCAGCATTGCAGAATTAT
TCCAAAACACAGTTAAGAGTCACCAACAAGTTTCATCAAAAGCATCGCAACATGTAACCG
TGATGCTGTCTCAGTTTTACAACATAGCAGGCGTTTGTAATGACAAAAGATTTAAAAAAA
AAAATGAGTAACCTGTTTCCAACATACATGTATTGAAGGGTTAAAGTTCAAAGAATANAT
CAAAGCAATGGGAANAGTTTGTCTGAGTTCAGCAGTCAAGCATGCATCAAAATGCTGTAA
AGTAAAACCAGACTGTTGTGAAACATAATTCTATCAACACACTTTTCACAGAACAAAGAA
GCCAGAGTTCAAATAAATTAACATGCTTCCAGTTCAAATACTTTTGCACAATTCATCTGA
AGTAACAGACTGAGTAAACATTTGTCTTTAGGGTTTCCAGAC
>BJ512055 ID   BJ512055   standard; mRNA; EST; 513 BP.
AAACTTTTATTTTTTTAGGTTTGCTAAACACTATAGTCCAGTTGCTTAGTTTCCGATTTG
AATCATCTTGTACCAAATGTGTCTGTTGTAAAAAAAAAGCAGATTTTTTTGTCCCATCAG
GACCCTTAGGGCCGATTTATACTTCATTATAATTTGTAATGGCTCGGGTCACCTTGGTCG
CAACGCCATCGAAAGCGAATCATCCCAATCGCTGTGAAAGTGACACAAGCTGATGACATC
AGTCATGATTGAAATTTCATGTCCGTGGGACAATAGTGTGCATATGGCGCTATTTAACCT
GAACTTATTTCGAGTATTTAGAATACGAAGTGTTGGAGCAAACTCAATCCAGAAAATTGC
CATTTCCACGTTCCAAGAGTTCAAAGACAAGGTCGCCATTTCTTAATTCTGAATACACGA
AGGAGTTCAGACATGATTTCATTCAGATTAAGAAAAAAAAACACATTATGAGTGCATATT
TACTTTCTGATGCCACTATAACTTCAGCTATAT
>BJ512104 ID   BJ512104   standard; mRNA; EST; 553 BP.
ATAGAATGATATCGTTCAATACCATTATACATTAGTTTCAAAATACAATAAATCGATTAT
ACAGATATTGGAAAATACTGTTTGGATTGAGGTGTATTTGGTTTATTTTACTGTAACATA
AAAACGACCAAGTGCATCACAGTGGACAACACATGTCAACAAAAGGGATCAAGCCATCAT
TACAGTCTAAAGGGAAGGAACACTTTGAATTTAGCAAAGATGTGATCATACAGTGTGGTA
GAACGTTCTAATAATGTTCCCTTTCTATCGTTTTGATGTGGAAAAACAACAGTGGGCTGA
ACTTTATGACACTAAAATGGGAAAGGATTTGACATTCATTCTTTAGTTGTTTTGTACACA
TATTTACACTTGATTATCTTGCAAGAAATACAAGTAATATCGAAAACTTCCACCTGGTCA
GTACCCAGATATTTCTATCTGAGTCACACTGGTAGAACTTTTGGCTAAAGATGTCCTAGA
TTAATTTGAGGTCAGAGTTCAAAATGAACAAATATCGACTATGAATCGTATCAGCTACCA
CAAATTACGACGA
>BJ512129 ID   BJ512129   standard; mRNA; EST; 144 BP.
TCGGCAGTGGCGCCTCCCCANTCANAANCTTGGGCAGTGGGAGCAGTGGACCAGTCATCT
GTGGCANGCTGANTGCTCCANTCCTCGGCTGGCTTGACAGTTCCNGCANCAACANGGAAT
TGCTGAATGGGCACAGATGGCACA
>BJ512130 ID   BJ512130   standard; mRNA; EST; 569 BP.
ATCTTTATTGTGTCGTTATAAAACTCAATTTGCATAGAAAAAAAAGCTTTTTCTTTTTTT
TTACACATCCAGGTCATTAACAAAAGCGAGCTGCACGACACAGATCAGATACAACATCTG
TGGTTTTACGTCACTACGAAGGCTGCTGATCGTGTAAAAACACTAGCACCGCTCCCAGCC
GCAAAGGCTTCTGGGACGGCAGAGTCCTGCTACGTCCAGCTCTCTCTCCAGGCGGGAAAC
GCTGTTTTTCCAGCAGAACGTTCAACAGGAAGCGGACAGACACTGCGCCATAGCGCCAGC
AGGAGGTGAGAACCCCCCCTTTTTTCATTAGCACATAATTTGATGTTTTACACAGACTTT
TCATGTTTAATCACCAAACTCATTTTTTTAAAAAGTACCAACGTGAGAAAAGCTCGTCTT
CCTGATCGTTCTGTTCTGAATCTCAAGGTGCAAAAAATAAAAAGCAGATTCATGAATGGG
TGACGCATTCGTGACTGTAGTGTTTGTTTTTTACAGGAAATCAAAGGTTTTAATACTGAC
AGGAGAAACATCAGTGTGTGGAATGAAAA
>BJ512164 ID   BJ512164   standard; mRNA; EST; 420 BP.
AGTCTCCTTTATTTCCCCTTGGCGGTTCTTTATTCAGCATTTGTATTTCAGTCAAATCAT
GTGGACACATAGAGGAATGCAAACCAAAAGAGGTACACAAATGTACATTTTATTGCTTCA
TTGAGGTAAAACAGTAGCCGACTACCAAGATTCACTGTTTTTATTGATGTTTGCTAAAAA
AAAAAAAAGTCATGCTTTATCTCTCGGCTCANAGTAANTGACNTTAAAGCAGCANGCAAA
AACTCCCCTCACCCTAANTTTTTCANTTAAAACAAACNCNTTTTACCGATCAAACTGCAA
AAANACTAANANGGGCANCTCCAAAAAACAAAAAGCTCANGCGGAAGGTTCTGTCATCAN
CTGCTTGNGAGTTGCTCATTGAAATGNGGATTCCAAATNGGCAAAGGTTACAGTTTTCTC
>BJ512194 ID   BJ512194   standard; mRNA; EST; 209 BP.
ATGGATTTAAATCANATCTCCTCCTACCCTGGAGTGAAATTATACAAACGTCTATNTTGG
ATAAACGTACAGATGGTTTAAAAACAATGATTANATTGAAGTTCCCATCACGTATAGAAT
GCATTTATGACCAGTACATGGCACTTGTGCAGCTTTAAACAGCAAGAATCCCTTTTTCTC
CACTCTAATCGTGCCTGACNCGNCTCGTA
>BJ512254 ID   BJ512254   standard; mRNA; EST; 728 BP.
TGGGTACATGAGTACACTGTACATGATGCAGTGAGAAAGGGACACCAGACGATGAACATC



ATAGAGGACTGCAACAATGCCAGTGCTGAGGCAACACCTGAAACACACCAACGATCAGCC
GGACCAGACAAGGTAAGTAGCCCTGCACGAAGAAACTGTTCAGACCCCCGTATGCTACAG
GCGCCAACCTGTGTGCATGTGGGATTAGAAATGTCAGACTGGATGAAAAACACTCAAATA
TAATTTTATGTTTAACATTATGTTGACACATTTTTTTAATCTCATTCATTTCTTTGTTTT
TATTTTAATTTTTTTAAATGTCCATCCACAGGTTGAAGCTAAATAAAAACGAGACGTAGG
ATTGGCTGGATAAAAAGATCAGCTGATAATCAAAGGTTTTCGTTAGTCCGAGTCTACATT
GATGTGACTGTTACCCATTCTTGTGTGCAATATCCTTCTTTGCATAGTAAATAAAAGTTA
AATGTTTCTGTTGTTGACATGCACCTATTTTTCTTGCAGATTTTGGGGCCACCAATATAG
AACTCTAAGCCCACTATAGTGATTGCATGCAGAGTTACCAGAGGAGCGGGACTTGATTTA
CAACGGGGCCTTAAAAAGGTTAAGCTAGTATTGTGGGTCTTGATGAGGGTCGTTCAAGGA
GAGCTGATTGGACAGGTGAGCGTCTGCACGGACAGACTTCCTGTCCTCAGCAGTACGAGA
GGCACCAC
>BJ512276 ID   BJ512276   standard; mRNA; EST; 710 BP.
AAATCTTTTATTTGACTTTAGCCAAAAACCATCAAGTCTGAAGGAAAACAGAGCGAAAGT
ATCAAAGCCAGACTTAGAACAGAGAGCCCTTCCATCAGCTGAGCTGTAGTTTACCATGAT
TGTCACGAGAACGCCTCGCTTCAGCAGAAGTACAAACGCGCCAGCTGGAAGCTATACAAC
ATGCACATCACCCAGAAGATTGCATAGCTCCTCACTGTGTGCCCTTAGGAGGTGTGCTTT
TACACGGGAGAACACGTGGTCCATGTCCTGGAGAACGCAGACGTCCCTTCAGTCCTGCTC
TGCAGAACCGCGCATGGAGAACTGGGTCCGGTCCAGCCTGACCGGGCTGAGAGTCCAACT
GAGGAAGTCTGGAGCTTTAGAGATCATGTTCTCAAAGTCGGCGAAGGAGAGCTTGCTGTC
TCCGTCCAGGTCGGCCTCCTCGATGGCTTTGTTGCACACCAGGGCGACCTCCTCTGCCGT
CAGCTCTCCTTTGGTCAGCTTGTTCAGGGTTTTGTCCATGTCCTCCTTACAGATGAAGTT
GTCCCTGTTAAAGTCGTAGATCTTGAAGGCGTAGATGGTCTTCAGCTCCCGCGGCGAAGC
CTCACAGAGAGCAGAGAACATGTCAACGAAGTCGTTGAAGCTCAGGTTCCCCTGTCCGTC
CTCAGAGAACGTCTCCACGATTCTTTCCCTGAACGGGTTCTCCTTCANCT
>BJ512303 ID   BJ512303   standard; mRNA; EST; 233 BP.
GAACCCTAGAACAATGGTTAAGGTAANGGATTGAATGGCTTGCTTTCNNTGGCCCTCTAT
CATGCTATNATGTGCCCNNTGTGACTGTTACACCGGANGNAANGAGAACTGCANNATTTA
GCAAGGGGACTTCAAATGGGTCCAGGGTTGTAATACCCGTACGAGGCCANCACCCCCCTA
NTTCAGGGGTGGGGGCTAAGCTTGAGTGATAAAATGCTCAAAANAATCCCATA
>BJ512304 ID   BJ512304   standard; mRNA; EST; 307 BP.
TTTGCTTTTTATTTACATACGATGTAAACATTCAACTCTTATCATGAATGCTCGTGTTGT
ANAAGGCATGTTTGTAAAANAAACTCTTGGCGATTTTTCCTACGTCAATCCAGAAAAGTT
CCTCCTGGAACCANCGGGGGGCGCTGTGCCGACNGAAATGGAGACACGCGGGACACGGTT
CTGACCTAGACGGCTACTAATATTAGACTTCTCGGTCAGCAGCTCACACCGACGCTGATG
ATGTTTAGAATCACTAAAATCCCTTTTTTTTTTTTTTNNCNNNGGCTCCACCTTNNAANN
TTTTNAC
>BJ512354 ID   BJ512354   standard; mRNA; EST; 535 BP.
AATGAATAGTTCTGTTCNCCGTGAGAGGATTANAATGCAACACATTGTATGCATAATTCA
ACATGCCATTAATAAATNATATTCCCCTTTTAAGCCTAAATAAACCCATTTCCTGATATT
TGCCAACCCTCCTTGTTTGCTAGAAGNTTAACTCGCCCACTAACATTCGTTCTTANTAGA
CATTTAACATCTNANCAGAAATGTTTTTANGATCACNGAAACTTTGANGNTCAGNTATNT
TTCTTATAGCATGGNCNAANAAGTAACANAGTCAGATGAATTTAGTTAANAAACATANGA
TAGACTAGACATTTTGCATTTNATCGTGTAAATACATTAATATAACATATGATNCTGCAN
ATCATACCACTGNNNAAATGTTATTTCTAGCTAACAGNTAGATATNTGTGTCTATATCTG
TTGACAGAATATAATGGTATTGATGGCAGACCTGCACAGAGCTTATAAAACTTCCTCCTG
TGGNGCAGCGGCNTCCGTTCCTGCCGCTGGGGTTCGNTTCTTCATGTGCCAACAG
>BJ512355 ID   BJ512355   standard; mRNA; EST; 220 BP.
GNGGGCNCNCTGTATTGGCNCTGAACCGGCCAGTCTCANCNTTAAACCAANAAAAGGCTT
CNGGGGGACCTCANAGNGTCANCCCNCNCCCCAAAAAACAAANAAAATACNCNCNCNCTT
GCTGCCAAACAATGATNCCTTAATTCANCTTGATTCATTCNCTTTTCCNTGTAACAGNGN
GTAAGTAATGATNTTCTAACTTCTCAAACNGNGGGTCGNC
>BJ512358 ID   BJ512358   standard; mRNA; EST; 420 BP.
TGCATGNTTCNAAATCACCAGAATAAGTATTTTATATTAAAAACTCAATCANAGATACAT
TTTGAAACATTTATCATTCANAGGACACAAGGACAACCATCCTTAAATTAAATTACAACA
GCCGATTACAGCATTACNTTACCTGCTCTCGCTTCTTTTTCGGGGGAGGGCGGGCGACAG
GCTAGCTTGTCTAGGNACTGTTGATTTGCGTTTTANTGTGCGCTTTTTAAATGTACTTTT
ANATTCATAGGGTTTTTCCCTTTGAGGAGCGTTCCACAAACTTTGTCTCCGGCTTCNACT
ACAANGCACTTACTTTAGTTTTCGGTGCTGTTATATTCAAAAAAGTCCCNAATAGGACTC
TNCCGCTTTCTCCCAACTTTTAATGCAGCCGTCANGCTAANGTAAATGTCTNTAACCACG
>BJ512387 ID   BJ512387   standard; mRNA; EST; 100 BP.
GTTCTTCANTATCATTTTTCTCANACGGAGGTTTGCTGGACCTTGTCCCACATGGAGCCC
TGAAAAAAGCTCTCCGAGTAGGTACGCTGGGATCTCCAGG
>BJ512417 ID   BJ512417   standard; mRNA; EST; 664 BP.



TGTTTTGAGAACTTATTGGAACCTATAATTTCTATGAAAATCTTTTTTAATGTCTCTTTT
GGCATGCATTGAGGCCATGCAAAATACTTGCCCAGGGTACAGAAAAGCCTTCATCCGGCC
CTGGTTATGGTTATGGAAACTTTGCTTCTTCAAAAGGGAAGTCAACCTGGAGAGATAGTG
TTCAAGTATAAAATACCACGTGGAAGAGAGAGATAGGAAACTGACTTATAAGCGGGCATT
TATTTAATCGTGTCTGCTTGAGAAGGCGAGTCTCAAAGTTCTTTCAGAATGGGCAGTCTT
TCCTCAGATGCGTCGGGACAGCTGCAGAATCGGGTCACGGAGAGGTGTCCTTAATTTTAC
CAAGTACGCTTCTGTCGCACAGCTAAAAATGGCTTTAAGGCAGCCTAATAACTTTTACAA
ACAACCATTTATCTTTCCGTAAACCCTCATGATTGATGTTTTATCTTACCAGATTGTTTG
ATAATTTGGCGCACAATGACAATGCACTGCGCGCGTGTGGTGACGTANAAAGAAAGTTGC
TCTCACTTGAGACTTATTATTGCTTAAAAAATATGTGTGACTTCACGAATGCTTTTATTG
ATGACATACCAAGACTTGGTATGTTTGTTGTAGTGAGAGAATTTATCCCCATTTTGCAGT
CCAA
>BJ512427 ID   BJ512427   standard; mRNA; EST; 201 BP.
TTTGATTCTTTATGATGTGATGTTGAAGATACATGGTACAGTTCAATTTTGCACACGATG
GTTCACACATCANAGTTTGAGCNNAACACAGGANAAGCCGACTACCTTTTCATCTCTTGA
CNAGCTGATTNACGAAGAGATGTTTCTCTCTTTTCCCAAACACTCTNTCCCTGAAGCTTT
GAAAATCATCAACNAATCCTC
>BJ512440 ID   BJ512440   standard; mRNA; EST; 708 BP.
AATAAAGTTGTCAAACCTCAGGGTTACATTTCAATCACACACAGAGTGATACTCTTAATA
TTTGAAAGCCACAACACACCCACAGAAAAACCAAAATAAAACCCAAATCTTAGCAGACGT
GATTGTAGCTTTGGAAGGTGTTGCTTTTCTAGGAAGCGTGCGCCTTTTTAATGGTTCCCC
CCTGAAACTGACTGCTACATGTTCCAACGATTGATGAGTCAAAGCGGTCAACAAAGAACG
TCAGAGTTGAATGATTTGCTGGAAAATGAATGATAAAATTGTAGAACATTTCATTTTATA
ACCATTTCAGGAGCTAAAGTGTAACGATCCACTTACAGGTGGGACTACAGCGGACAGGTT
TTACCGCTTCTGTTTAGGGTGAAGCGTAAAGCTGCAAAAAATAACTTTTTCCATTCCTTC
TGAAGAGGACAGCGGCTGCTGACACACCTTCATGTTGGACTCCACAGTGAAACATCTGCA
GGCGCTTGCTCTCTTTTCCTGCAGAACTTTGTTGTTTTGCACAGAAGCTTTTCACAACAT
AAGAGGTATTTGAGTTTGGATAGAAATACTGACGACTGAACAGCAGACGAAGGCCGTCGG
TTCTGACTCGATCCTTCTTGATTCAGTANAGGAGCAGCTGAGTTATGAAGCACGTTATGT
CAAACTGCTGTTTTTAGGAGGATTTCTCTCTATGAAAGATATGCATCA
>BJ512450 ID   BJ512450   standard; mRNA; EST; 663 BP.
TATTTATTTTTCTTTTTACAAAATAAGAAGCCAAAACAAAAAAATTATGTAGTACCTTGG
CTGTACATTTCCCACTGTAAAGCACCCTTCGAAAAATATGATTTCTTTTACCTTCTAATT
ACCGTCCTGTGTAAAGATTAAGGCACTAAAACATCTTTCATTTCCTCTTCTTACATTGTA
AAAAAAAAAGCTCAAAAATGGCACTGAATACACAAACAGTACCATTAAATAAAGATTGTT
TGCAAATTAAACAGAATGACTCANCAAAACTGCGTAAGTACATCGATTTACTGCACTAAA
AGCCCGCTTTATATCANCATATAAACATCTGTAAATCATGGTGTTATCTCTGGCTTTTTA
TAGCAGTGGATATACCGGCATAACACATGTACTAGGTAAATAAAACATTCTCANATTCTT
TGGANAAAAATAAAANATCTTGAGGTTTGCATGACTACTGATTGACAACTATNAACACAT
GAGTTTTTAAAAAGTTGCTGATGCTGTAAAGCAGCCTGTGGAGCCTTAAACTCAACAGTT
TTGTACCATAAGTTAACAGTAAAATGTCAATTTAGCGTTAAAAGAATCAAGTCATTTCCC
GTTAAGGATGGTTTACAATAAGCTGGATGTTGGCTATTGCCTGCTGCTTGTGAACCATTA
ANA
>BJ512515 ID   BJ512515   standard; mRNA; EST; 305 BP.
TTATTGAGACCAGTTTACACAGTATTAAACAANAGAATAACAATGTAAAACTTGAAAAGC
AAAAATCAGACTTCCGTTTCAGTTTCTTTAAGTCGGTTCCACAGTTTTTCCTTGCTGAAC
TGAGGGGCAACAAGACCACCGCTAAACATGTGAATGAAAGGACTACNTTGAAAATAGATC
GCCGTTGTGAGCGGAGCACTTCACATCTCTNGAGGTGCGTGTCAATCAAAAACANAANTT
GGCGTTCGTACAGTGGAAACNAAGAANAATGTACGACGCCCTCCCTCCCACATTCATGGA
CAGGA
>BJ512522 ID   BJ512522   standard; mRNA; EST; 433 BP.
GAATGGTGGGGAANTGANTCTCATATNCGTTTNAGTGAGGGAAACAGCTTTGACTCCTTG
GTCTCTGAGGAAATCCTGCGGCAGAAACAGCTCAAAGCTTTTTGGACTGAAACAGTGAAG
ACAGAGGAGGTTCACCGTCACGGTTTGTGGATCGGCCGGTGATTCAAGAGGATCCGTTTG
TTTTTGAGTCTGTTTTTCCGNGGTCAGGTCTACCGTGTCACAGGTCTGCTACTGCAACCC
GACAGATATNAGTCGTTTTCTGAACCTCAGATATCTCCGGCANACACTTTAAATGTGACN
AGGAAACNAGTAGGAGAAGGGAAAACAAGTTCTAAATGTGTAACGTCTTCTTTGTAACAN
GCTAAAGTGCATTGTTAGATTCTGTACAGTGGAGGGAGGGAGTTTGTCACCNAACCATCA
CACGGTTCACTAG
>BJ512523 ID   BJ512523   standard; mRNA; EST; 527 BP.
TAATGCAAAGCAGTCCGCATAATTTATCAAACTACATGAACTAATACATAACTGATTTCA
GTTAAAGATACAGAATAAGAGTATAGTCAAGTTTACTGTTATTTTACATTGATGTACATG
TAAATTAACAAAAAACCCACAAGACAAACTTCATTGTGTTTTTGTGGCTCTCTGTGTATG
CACAAACTGCAGGGCAGGTAAATGATTACTGACATTTATTAAATTACTGCAAAAGATTCC



AGCTTTGAAGATCTTACTTTGGAAATTTGCAGACACAACAGGCTCAAGATAAAATAATTG
TTAATTTTTTTTTTTTAAATTTCATCCACAAAAGGNGNGTTCATGAGGNGTCCACTTGCT
GCCATCGTCTTTGTGCCATCTACAAACGTTTTAGCAGCCTGGACTACAGCATCTTGGCTG
ACTGCTTCTATAGCCNGGAGGACAGTGTCAGGAGCCTGGTATGCTACAGNGGTCAAAACC
TGAGTACCCAGCTCCTCCNTCAATCCATCAAAGCCTTCGATTGACAT
>BJ512531 ID   BJ512531   standard; mRNA; EST; 755 BP.
TTTGGTTTCTAAAAGCATTGGCTTCATTTTATCGAAACAAACGATTGTTCTTACAGAATG
AAGCTTTTGAAAACGAGTGCTCTTTTCAAACTCTGTAAGGAATCTGCATGGCTGCCAAAT
TTGAAGTTATGAGGAAAAAGAGCAAACAAGAAAACACACTTGTCATGCTCATCTGTGTCC
GAGCACTGCATGTAGACAAAACTATAGTGAGACATTGCAAGAAGTCTAATCAAAAGCACC
TATAGGCAGCTTACTCAACCACATTTACATGTAAATCTGTATATGTACACGCCGGACAAA
AAACAAACTCACAATTCTTTATGGATGCAAAATAATAATCATGTTCGCTAGGACAGTATT
GAATTTCTCTATTTCCTTTTTTTTCCTCTTATACTGGATGATCCTGCTTTTAAACATGCA
CCTTAAGAGCTCAACAACCAACAAAATAAAAAGTAAGCAATGTATTTAGAAAAATAAAAA
CATGTCACAACAGAAATACAAATTACAACAAATCAAAAACACAAAAATGGAAGTAGTCTA
TTTTGAAGCTTTCTTTTAACGTACACAGCCNGATGACACAACTTTTGTAAACGAATAAAT
CAATAAAAAAGACTAAAAATCAAAGCAGTCAGGTATTTGTTTACTCTGTTCTCTCTTTGT
TTTAAGGGAATTTATAGACCATCATGTGGAAAATAACGTAGCCCGAACAGAAGACCACAA
ATCACTGCACACCATCACAGAAGTTCAGCTGTTTT
>BJ512546 ID   BJ512546   standard; mRNA; EST; 132 BP.
TGTGGGCGNTTACATGGACTCCATCTCTACTTTTTGANNAAATACAAAAGAAAAAATAAA
CGCTGTGATTTCTTGAAACATTATGTACAGAAAAAAAACNACAACGCTACATCAACTTCC
TCTTTTTGNCCA
>BJ512584 ID   BJ512584   standard; mRNA; EST; 107 BP.
CTTTTTTTTTCCACTTACGTGAGACTCTGAGACAAACTGGAAAAAAACTTCCACAAAAAA
CTGTAGTTTATCCCTTGTGCTATCTTAGATGACCCCCCCCCCCCCTC
>BJ512620 ID   BJ512620   standard; mRNA; EST; 734 BP.
ATTGTGTTTAATGGTTTTTTGTGTTTCTAATTTCACAGCCTGTGGAAAAATCACGATGCT
GGCTCAGCAGATTTTGGTTTTCCATTTTTAAATTTTAGAGTAACTGATGAAAGCAAAAAA
ACATGAAAAAACCACAACTCCTCTGGAACCCTTTCATATGAAGAACAAAAACACCTCTNA
TTTAACAGTGACACGCAAATAAGAACTTAAGCATTTGTGTTTTTAAACTAATATACTGTG
TGAATTATTTCACTATATGGACCATCTGCATGCTTGATTTTTGTTTTGCCCTTATTTTGA
TCCTGTAAAACCTAATCTAGCTGATCAATTTCACAAAAATGGGGACTAATGGAGCAAAAT
GAAAGTCCTTCATTCACATTTAGTTCCACATCTGCATCATTATCCCACGAAACACAAAGC
AGGACCTTAGACATGCACTGTCATTTGTTTTACAACAACCCACTGATCTAGCACTGTAGA
ACACAAAGGAGTGAACATCACTTTTGTGCATTGCAGGTGATAAACATCAGTAAAACAGTT
TCTGCCCATCTCAGCTCTTGACTGAAGATGCTTTATAGTGACGGGAAGCAGACTTTGTGT
AGCCAACACCCGTTTTTTTTTCCCCATTCAAGCTTTAAACATTCAAGACACAGCAGCAGT
TTTAAGGCCACACTGACNATTATTCTGCCTTTGTCANATAAAATGCTTGGGGAAGCACAC
ATTGGAACATTTAT
>BJ512658 ID   BJ512658   standard; mRNA; EST; 122 BP.
GCGGCATCACTGCCCTCTNCTGNCCACCGNATTTAAACAGTTTACATCTCCCGGAAGTTC
CTGATCTAATCCAACTGCTTTGCAAGCTCCTCCTCCTTTGATAANTCNTGGNGACTTGCT
AG
>BJ512661 ID   BJ512661   standard; mRNA; EST; 638 BP.
CGTCTTTATATCTTTCCTTAGCTTTGACATTCTTCCAGACAAGTGACTTTTTTTTTTACA
AAGTANAAACATGTAAAAAGAAATTACAGTTAAAAATATGTGTAAAAAACATATAAAACA
AATTCTTATACACAATAAACGCTCATGTCTTTGTCAGCAACANATATTTTGGCTCCNCTT
CTTTATCTANAGATTACAAANAAAGTGCAAAANAATGACATTTTTCAATTTACATTTTAC
AAAATACATTTATGCTCATTGGGACTGGTGTCAGCTTCATAATACATTTTCTTTGTCTCA
CAAGGTTTTTATAAAATGTAAGTGTTTCTGGAGTGTCAAATTCTGTGGCTTCAACAATTC
ACGTCAGCCACTTTTCATTTTCCTCACTACAATTACAAAAACAGTTCAGGGATTATTTCA
GGNGGAATAGCATTTCAAGGCTCAGCCANACACCCCCCTCCACTCTTTTAACAAANACCT
GATGTCCTCTCGGCACAGCGGGCAGGTTCCAAACTGCAGCAANACTCTGGAAGTGCATTG
GTAACACAAACACTTGTGGCCACAGGGCAGGGCACTTTCGACTGTTCTCTGCATGCACAC
CACACATGTTTCATCTGCTGACATGTCCATTTCAAGGT
>BJ512674 ID   BJ512674   standard; mRNA; EST; 748 BP.
AATATTTTTATTAATTTCTTTCTTTCTTTACACCATAAATTATACATTCTTTTTATAGAA
TAACTTCCTGGGAGTTACAAACCCGCTTTAATCTCAAATTATCAACAGTTATTTTTCGGA
TTTACTGTATTGATTCCATAATAACTGACAATCTTGTTAGATTTTCTGTTAAAAAGTGCA
AACAGGAACAAAGTCACATCGATCATTAAACATGCAGGAGACATGCAGGGACTGCAACCT
GACACACACGCTGATAAATAAATGTGAACCTTTATGACTACACAGCAGAGAAAAATAGTG
CAACGTTTTTCAAAGTACATTGAAGGGGATCCAGGGCACAGGCGAGTCAACCTCGAGCGA
CGCAACAGTATGAGAGTGCATGAAAACTTTAAAGCCACGTTCACACCGCCCTCTGCAATG



CGCGTTCAAGCAGCACTTCCNATAAAAACTCTACATAGACACGCATAAATGCATTCACGT
GTCGCTACGTACATTTTAAAGACAATTTTTGAGCTCTACATACNAAACGCACGGCCATTA
AACCCGTGTTGAAAGTTAAACCAGGTCGAACTGAAATAGCCNAAATTATACGACACCAGG
TTTTTTGTATGTCGGAATAAAGCATGGATTTGCACCGCTTTGACATTTCCCACTGTTGGT
GGTGGACATGTGTTAGTAAACATTGGGGGGGAAACAGTTTTTTTTCCTGCTAAACTTGCC
TTCAAAAACGCGTCTTGAACGCGCATCA
>BJ512704 ID   BJ512704   standard; mRNA; EST; 173 BP.
TGAAAACAAAATAATTGGAAATAAATTCATGCATCCAAAGGTCAAAGGTTTTCATGCTTT
AAAAAAATATATTTTAATTATTTTTAGGGAAATTCTGAGNCAATTTTCTCAAACTGCANC
CGCTGCTGGTTCCAGCCAACTGCAGCCTCTGGCTTTAAATTTCACAAATGCTA
>BJ512714 ID   BJ512714   standard; mRNA; EST; 686 BP.
CACGTACCNTAATCAGATTTAAGTTAGCTCAAATTAATTTAAGTCACTTTTTAAAACCAC
AACTTCAAAAGGCTAATACGAGAGCCACTAGCATGTTAAAACCAACTGTACATGAAGATG
CTGAAATAAATACGTCTGTTTTTATTAGACTGACCTCAATTTCTAAAACTATACAGAACA
CAAAATTAAATATGCACGTTTGTAAGAAAACTAATACAAAATGTTAAAAGTGCCTGTTAA
AATAAAGTGAATATGCCCCAAATACTTCTACATAAATAAAACACTTCCATTCTGATGGTG
TGCATTTGGTTTGACCCCTGTTGGAGAGAGACTGCCACCTACTGTTTTCACACTGCAACA
GCAGCGGTCCATTTAACCCTGTGATGAATGTAAAGTGAACTACAGAGCTCGCATTTCCCT
TTCATGTTGCCGTTTTTCCATTGCAAGCTAACCACTGCCAGCTTTAGCTAANAAAAAAAG
TTAAATTAAGACAGACTTAAAATGCAAAAGCTATTCCACATATTTTCAGTAGTCGCAGTG
TACAANAACATTTGGCATCAAGTGCTGATCGTCTTAAANATAATACGACTGTGTTATGCT
TCGCCTCATCACAACAGAAGCTCACTACTGAAAAGAATTCAACTAGCAGCATAACTGCCG
ACAGACAAGGAATGTAAAACTTCTCC
>BJ512715 ID   BJ512715   standard; mRNA; EST; 731 BP.
CAGTTTTATTATTACATTCATTTAGATTTCTATGTAGCCTTTTACTGTCTCAGCTCTGTT
TTGATTTCTTTGTCAGTGCTGAATCCTCGGTGGCCGGCTGCATCCTCAACAGTCTCTTTT
CAGTCCGCCGATCGGCGAAAAACATCAGTCTGTTTTTTCTTTCATGGCGTTCCGTTTGAT
CGACACCTCAGAGCGAACACTGCTCTTCATCACTTTCTGCAGAATCCAGGTGGACAGATG
AATTGTGACGAAGGCCCCGCCGGCCACCAACAGCCAGTTCCTCCGAAACCAGCTCTGGGA
CTTCATTCTGCAGGTCCAAGAGAAACTTGCCAGAGAATCAGATCTGTAAAAGAAAAACGT
TCTCGTTACACCATCTAGTGGCCAAAAAAGGAATTACAGCCTCACACAGTGGCACCTTAG
TTTTAGTTGCTCTTGGCAGGAGGAGAAGCTGCAGGAGGTGAAACGTAAGCGACAATGCCA
GGCTCAGGAATGTACTCCTTTTTGTTCATCTGCAGCATCGGGTTTCCCTTCAGATTGTAC
CATCCCCAGTGGATCAGTCCCAAACTTGTGCCCATCACAATTAACACTTTGTAGTCGCTC
CAGAGTCGCCGCAGCCCCATGACTGATGGCAGCTGAGAACAGCAAGCAAAGGTGATGTCA
GCTGTCCCAACATTTAGACGTACGAATTTGGATATTTTATGTGCAAAACAAATACAGTTA
TATCTATGTTT
>BJ512755 ID   BJ512755   standard; mRNA; EST; 520 BP.
CAAAATTCAGATGTATGATTCTAAATAGTAGAGGGGGGTTCTGTGGCTCTTGCTGGGTTT
CAGTTGGTGAGAAACTGGCTTAAATGCTTTTGTGTTAAAGCTTGCAAACCTCAGATTTAC
AGTTAGTTTGCTCTACACAGCAGAACAAATCTGATAGATCAATAGATATGTATATAGGTC
AGTGTTTTCAATGATGGATAGATCCACATGTCAGTGAGATTCCCTGAAAAGAGGAAAAAG
ACCCAACATCTGATTCATTTATGAATCAACTACTTTGGGTACTAAAATTCTTGCAGCCAG
ATCTCAGAGTAAAATACTTATACNAATGTAACAACATTTTTTAAATACGGATATCATTAT
TTTGTTGATTTGTTCTGCATTATTGCTAAAAGTTCAAATGGTCAACCTAAAGGTAGATTT
TTTTGCATATCTGTCAATTTCACTAAAGCAGATNATAAGGAACCTCTAGTCTAGTTATAG
GACTTAAAATTTTGTGATTTTACACTGTACACTAAGCTCC
>BJ512765 ID   BJ512765   standard; mRNA; EST; 659 BP.
TCTGCCTTTATTTTTTCTGTACTTCAAGTTATTTAAGTTATAAACTGACCAATCAGATCA
ACAGAAGTGGGTGGAGCCTGCCTGGCCCCAAGGCCAGCGTTTGAAACGTCTGACAGATTT
CGTTTAGCCTGCTTTCAAGACGTAGCGGTGTGGACTTCAAACGCGCTCAATCCTGAGAGG
CAGAGTGGTTGCCATGGAGACAATGACTCAGACCAAATGCTTACTGAGGTTGTCGGGCTC
CAACATGGCAGCAATGTCCACATCACCAAAAGAAAAAGTCAAATGAATTAACTTCATTTG
GTTGTGGCGGGAAGTGAAGCTACGTTGGCAACACGCGTTAAAGCAACCAACTTGAATGAA
AAGTCAATGTAAATGCTAATATATGCGCCAAACTGACCAATCAGAGACTTGGGTTTGGTA
TTGACGTATGGATGGCGTCCCTTTAAATTCACATTTGAAAATTGATCATGAAGGAGAAAT
TAATAATTGTGTTTTGTTTGTTTTTTCCGGCTGGAGAAAGTCTTTCACATATCANAAGGG
AGCTGTGAAAGAAAAAGGCCTCGCGGCATTTGCACCGCTTCCACATTTTGCATCAAATCT
CTTCCAAACAGTANAAAAAAAAAGGATAAAGAAAAAGTTGCCCCTCCCTACTTATTGAG
>BJ512773 ID   BJ512773   standard; mRNA; EST; 272 BP.
TGCGATTTGACCAATGATAATAAATGGGTGTTCTACGGGCATTCCGCCTATTCATAGTTA
AAACCATCACGTCTGCTACTACGGCAGTCAGAATAGGAATTGGGTGAAAGGTCNAAACGT
AANGCTTCGTTGTTTAAAGGTGTGTAAGATAGGGACCAGGAATAGTACTACGAATAGAGG
CTAATANGGCTAGNACCCCTCCGAGTTTATTTGGAATTGATCNTACAANGGCNTATGCTA



ATANGAAGTATCATTCACGCTTGATGTGAGGG
>BJ512782 ID   BJ512782   standard; mRNA; EST; 114 BP.
TAGAGANCTTTGAAAAAAAAAAAAAAAANCANCCTTTGCNGGGTTTAACTCTCCTTGCAA
AAAAGNGATCNCTTCCGGGTTTCTTCTAAANGGGAGNGGCTCATTNATGGGATC
>BJ512788 ID   BJ512788   standard; mRNA; EST; 788 BP.
ATTGATGAGGCCATTCATGACACTTAAAAAGTTTCTTTCTCTGTACATTCATTTCTGGAG
GTCCAGTTTTGTTAAACTGCATCCACAGCATTTTTTTTAGGTTAAGAATAGAGTTTTACA
ATAATTCATCTCTAAAAAGCAATTTCTCTGACACTTCCTTACATGCATGTGCAGTGAACT
AACAGAGGTCAGTCTGACAAGACGTTTCTATTTGCGTTAAGGGAACCAAATTAGCAATAT
ATTTCTTGCTGTACCTAAGTCATAAATACATTAAATATTATATTCATTCTTGTGCTAAAC
TCAAAGCTGTGCTGCTGTTTAAAAAAATCTCAACATCACTAACAGATGAGGGAAATGAGC
CGGCCTTTATGGACTGCATACAATATAATGTGTACAGTTATATTACAGTGTTTCTAATGT
CCCTGATTATATCAGAACTATAGTGTTGTTGCTTTTTTTAAAATTATATTACAGTACAGT
AACATAAAATTTTCACACACTGTGATTAAAGATGATAGGAGGAGAGACGTTTTGTGTGCA
GTAACTTTCTGTGTGTGTGTGTGTACTAAAGACCGGAAAAACAGAGACATTTAAAACAGG
AAGAAATAAAATCATGGTTTCTCATAAACAGAGCCATGTAAACAGCTTCTCTAATTGCGC
CATCATTCACCGGTTATATAGATAGGTGCCATGGTTACCAATCACGTGTACNACAAAAGA
ACACAATGCCACGGAAGTCAACAGCAGCCACACCGCCNCCCGCTCGCCTCTTGCTTGTCT
TTCACTGC
>BJ512797 ID   BJ512797   standard; mRNA; EST; 271 BP.
ATTTTGTACNGTGGATGGAANAATGATTCTGCAGTAGTGAGATCTGTGCCGACTGTGTCN
ATGCTTCCAANAACCTAGAANTAAATGGCAGCNTAGAAACTGTGGGTTCTTCGGATTACT
ATCTGAATACATGAACCCTGAATGTNATGCCCTGATATGGATCTGTGAAACACCNAAGGG
CAAACGTCTCGTGAAACANCAGGAAGCCTTCAGCAGTTGTTCTGCTGAGTAGCACCACAA
TGAANTAATANAAACAGCANCCGAGTGACGT
>BJ512804 ID   BJ512804   standard; mRNA; EST; 462 BP.
GTCTTGATCTACTAAAAACCCAACAANAATTCNNATCTTTTTTACGGTTGTGCACTCTCC
CCCAGTCACATTTATCGGGTATTAAAAAAAACAAAAGGAAATACCATTTGCTGGTTGCTT
TAATTTAAAAAACTAACTTCAACAAAAGTGTCAGGCAGTGTCCTGAGGAAAGTGTGCAAA
TAAATNATGCTTCACCTGAAANAAGTTGGATGAAAATTAAAGCATGATGGGGGGTTTGTG
GGATTTTTTCACCCCCTTTTTTTTGTCAGTTTCTCTCACATTGTTTCAAAGTTCACATTT
TGGCAACACGGAATCTGTAAAAAACAGCTAAACTGTCCTCACGGGCGCAGGTTTGCTCCC
CTGCGTANTTTCAGGAGTACTGCGTGTTGNAAATCTTCTTCCACAGNAGCGTCTTCAGGT
TGTNAAGCTCTCTCTCTCTCTCTCTCTCTCTCNCTCTCTNGC
>BJ512806 ID   BJ512806   standard; mRNA; EST; 108 BP.
ATAGCCATTTGTGTTGAGAAATACNGAGAATGAGGCCACTCGNAAAAAAAAAAAAANAAA
AAAAAAAAAACCCCNTNCCCCCCCCCCCCCCNTNNAAAAAAACCCCNC
>BJ512812 ID   BJ512812   standard; mRNA; EST; 243 BP.
TNCTTGACCANCTCGGAGCCCANNTCTTTGATTCTACGGCCGATCTCTGCGAACACCAGC
NCGCTCTGGAGGCCTCCCCCCTGAGAGAGCTTTTCAGGANAACCCTCTTAAGTGCCGTGC
AAATCCNCGTAAGCCCCGGTNAGCACAATCTCCCCGGTTTCCTTCACTTTGCACTGGATG
TGGATTCTGTTGCCCTCCTTCCACATCTCGGTCTGANGCGACTGACCTGGAGTTACCGGC
TTT
>BJ512821 ID   BJ512821   standard; mRNA; EST; 704 BP.
TTATTTACAGTGATAAAAATGTNAACATCCATCAACTATCATAAAAAAGGGTTGTTTTTT
TTGTTTTTGAAAAAAACACTTAGACTTGAGCATAAAAAAACTTGTATCAAAGTGAGAGGT
TAAGGAACATTCAGAGCCTTTATTTAACATGTCTTTTTGTCATTAAATGACTAAGATCGT
TGAATTGTAAAACTCTTGTTCAGGTTGTAGGACTTTGCAGCAGGTCCACTTCTTCTGTGA
CTTACAGAGGAACTTGAGCTGGAGGAGGTCTCTGGGGACAGAATTTCTCTACTTTTGGAC
GCCCTGGTAAATGACAGATTAAAAGAGCAGAGTACAATAAACATGTCAATATACTTTATC
GTTTAAGCAGACAAATAAACAAAAATTTGTAGCTGACAGGCTTTGATGGCCAGTGTTTAC
GCACCCTTGATCTTAATTGTACTGCAAAGACAATCTTTCATCGCCTTTTTTATGTTTTTT
TTTCCAGTGATGGATCTGACAAATAGGGGGCACTGAAGTGTGCCACGGGAAATACCTGAA
ACAGATTTAAAAACAAAAATCAAGACCGTTAAAAGCTTGAACACAGGTGCTTCAGTTCCA
GTGTTGACATTTTTTGAATCACTGTGACTCTTTAACCGTTTTCCGCAATTAACAAATATA
TCTNATGGATTCTAAAAGCTGAAAAAAGTAGCTTTGCCCTGATA
>BJ512830 ID   BJ512830   standard; mRNA; EST; 105 BP.
TTGCTTTTCTTTGTTGAAACTCNTCTTTCATTCCNGAATGGANGCACTACTNGTGATTGA
AATTCTGATCTCTTTTAACTACTTTATCTCATTAANTCCCCCTTG
>BJ512891 ID   BJ512891   standard; mRNA; EST; 555 BP.
ACAGTGGAAACTGAAACTATCACATTGTATGTTTGTAACATTTCTATACAGTCTGCCCAC
AATAAAGGATGTAAAAAAATAACCCACAAGGAAAAAAAGTGTAATACAAATAAAGAAAAC
ATGTCATCATGATAAGAAGCAAACTTTTCTCTGAACAAACTCATGTTTCAGGAAGTATAA
TACCACTTTGGGTAATAAATTGAAAAGCTCAAACAGGTCAATTTTTACATTGATTCATAA



GCTACAATAAAGTTGAATCACATCCAGAAAGATTTTTTTTCTCTAAATCTGTGCATTTCT
CAATTAAAACATTATTGAGTCATTAAATAAAACGCTCGGTAGTTTCCTTTGTTGTATCAC
AAGCGAAACTATTCAAAAGTAACATAAACGCAGCTTTTTTTTTTTCAGTTCANCTCTTTT
TCAAAAATAGTTTTANCTGGAGGCTTTACTGTTGTCCTTTACNGGCTGCNATCTTTGGGC
TCTTTAAACTTGTACNGGATGTATTCAAAAATGTCTCTNTCGCTNTCCACCGGCAAAGGT
TCTCCTGCCACACCA
>BJ512940 ID   BJ512940   standard; mRNA; EST; 524 BP.
TGTCATATAAGCTAAAGTTTATTATGTAACTTCTGTCCACCGTTGAACTGCTGAGCCGTG
ACAGTCTCTGGGGTCTAGGTGACCATCCACGAATCCATGGACGCCTTTGGGATGGAGATT
TGGAAAAGCTGAAGGTCGACGTGAGTTTGAGACCCTCAGTCCAGCAAATGCAATCCTCAC
TTCAGACAGCCGAAGCAGGAGGGGTTGGCACAGATTTCACAAGGATCTGAGGAAACCATG
ATGTTCATCAGTTTGGTGAAAAGGATGTCTGCTCTTTTCTCTTGGCATGCTGGATGGAAG
ACCTGAGGCAGGAGAGGATGGTCACAAACTGATGCAGCTTTTGCGTTGGCCAGGCCCGGG
TGAAAGGCGCTCAAATCCAGCAGCTCCTTCAGCTGCGTCACCGCCTCCAGCGGGAAAACC
TGGTCTTCTACCTGAACGTGCACGCCGAGGGCGCCTCTGCACACGCTCAGCAGCAGCAGA
ACCAGAGCAACACAGACACCTCTCATTTTAAGACGCTTTTTCAG
>BJ512947 ID   BJ512947   standard; mRNA; EST; 736 BP.
AGCTCCTTCAGGGTAATAACACTGTTTCAAAACAAATTAGCACGTGATCTGAATGCACCT
CCATAAAAACACACATGAAACTGTTTGTGTGTAGCATGGGACAGAGAATCTAGTGATTTC
ATGTCTATACTGATCCTTTGGTTTAACACTGACTAACTTGCATAGAAAATATGCGGTTTG
GCAATCCTAACTCAGTGGTAATCTTTTTACTGATTGCTAAATGTCTAGACAGTCACCAAA
AAGCTATCTGCTTGGTATTACATTGGGCACAATGCAGGTCAAGGGACATCACAGGAGATT
GTTCTTTGATCCCATTGACGCAAATTTAGTTATCTCCTCCACAGAGAGCCAGGAGGATCT
TCTCGTAGTCTCCTTTAGTGTCATCCTTGCAGAGAGCAAGAAGAGCCGCTCTGAAGTCTC
CACTGGTGTCAGATCTGATGTCTTCCTCCAGGTCCTTCTTGTAGTCTTCCTTGTAGGCCT
TCTTCAAATCCATGATCTGTCTGTTGTTTCTGGAAGCAAGAATCTCAATCAGGGTGTCCT
CATCAGTTCCAAGACCCTTCATGGCCAGTTTCAGCTGCTGGGCATCATACTGAGCTGGTG
TTTTCAGCAGAGCCAGCACCACTTCCTCCAGATCTCCTTTCAAGGCACTTTTCAGAGCAG
ATTCTAGAGGCTTGCCACTAGCCTGCTGGTAGGCCTCCTTGATTTGCTGTCTCTGTTCGT
TGCTTCTTTTGACCAG
>BJ512985 ID   BJ512985   standard; mRNA; EST; 145 BP.
TNATTTCATCCNCCNCTGNGACNGAGGCNCCNCAGGAAAANTTNTGCNCNAAAAACCNNT
AANCCNCCTTAAAANCNATNTCAAANGTCNCCGGGCCGCAAACCCNCGTCACGNATTTNT
TCTNGGCTCTGGGGATTTTTGCTNT
>BJ513013 ID   BJ513013   standard; mRNA; EST; 663 BP.
TTGATCTGGGAGTAACAAAGTCACAAAGCAGAAAGAGTTGCAGCATAAGTGTGAATATCA
ACCAAAAACACTTAAAAAACACAAAAGGCAGGGGAATTAAAAACTCCACAAATGTGCAGC
CATCAGCCCAGGCACAATATAGAAATCCTCACACTGTAGTAACGTCACGGGAAATTCAGA
TTCAAATTATATAGATCTTTGTCTGAATATAGAAAACAAAAGAAGACAGGAAATTGGATT
TTTTTTTAAATCCTGTAGACTAACTGATAAACACAACAGAATAAGAACAATTAACTGTAA
ATATTTTCAGCCTAAAAACAACTAACGTTTTGTCTTTTTAAAAGATTAACAGATGTTCAA
TTTTTTTTCTTTTTAAGTCATAAAAAAGCANATGACTGAAACTCTCANATCAGTTTGACT
TTTTAAACAATATTAATATTGAAAAAATTCTGACAATTTCTTTTTAAGCTGAGCCGTGAC
TCACAAAAAACACTGGCAGTTTACAGCAACGACAAAAGCTTTTTTCAATATTGGTCCCTC
TTATGGGAGTCACACNAAGGCAGTGAAGACATGTGGGCGACTGTTTGGGCTCGTCCTCTG
CTGAAGCCAGCCCCGCTGCAGAGACAGCCCTGGTTTGATGCAAAGTGTTTACNATCACCG
CCG
>BJ513035 ID   BJ513035   standard; mRNA; EST; 566 BP.
AAAGCATGCAGTTGCTAAAAGTAGTGAAATGAGTGCAGACAAAAAGAAAACACACGTCTG
GATCCTTGGTTTTATTTAAGCCGTGGGTCTGATAAACATTTCCGTATCATTGAAGGCATT
TTAAGCTAAAAACAATATGGCGACTTGGAGGCTACAGAAATGAGTTAGACATACAATCAA
ACTTTTTCATCCAGAACACCCAAATGCAGCAAGTCATGTCCTTCTATCGTCTTGATATTT
TCAGTACAAAAGGGCTAGAAGCTGAAGCTGAAAGTCTTGTGGAGGCGAACACTGCCGAGT
GGTTGAAGGCAATTCTTTTTAAGGAGGTGAAAAGGCAATTCTTTGCGATTGACAGGTGAG
TACCAAAAGGTAACAACTGTTCATTATTCAATCTTGAGAGTAACAACAAATCCTTGCAAA
GAGCAAGTGTAAAAGACACGAGGAGGAGCCGGAGCGCTTCCATCGATGCAGCGAAATGCC
AAATGCAAGTACGGGCACGCATCANAAACACTGGTCAGAGGTCCTTCGTTTACAGTGACA
TTTGGCAAATCAAAAAAAAAAAAAGT
>BJ513039 ID   BJ513039   standard; mRNA; EST; 777 BP.
TGTTATGAAAATAATGACAGTTACCCATAGATCAGACAAGTCTTTTTCCGTACATTACAA
CAAAGGTTGTGACATTTCAGCAGTTGTCTCTTCAGGCTGAAGTGTGCGTTGTCTGCTCTT
CTGAGTCCCCTGTTCCTTACTCTAAAAATAATTTCAAGACTTTAAATGCACCAGAATTGG
CTGCAAAAACCTTTTTGGATGTCAAAGATTCTCAGGTTTTCACCAGAATTCATCGCCTTC
TCTCGGCTCTGCGTCTTTTAATAATTTACACAAAATTCTGTACATAATTACAGCAGACTG



GAGCCGGTCTTTGAGTGAATGTACACAGAAAAGCAAAAAAGAAAAATGTACAAGGATACT
TTATAAAACAAGCTGCAAGTTTATGGTGCCATGAGTGTATTAGACACTTGCCTCATATGA
TTTATATGCAGCATATCAAATCTCAAACTTCTATTCGGCCGTATGGCTTTGGAAATGAAG
ATAGTAAAAATCGACAACAAACCAAGAGTTTGTTTCAGTTTTTTAACCTTTAGCCTTAAA
CCACAAATACATAAATAATGGGCTTGTGTGTCAATAGTGGCTGACATTTGGATCGACACT
TTAAAGCTAAATTCAATCCACGTGTCCNATTGTATTTTTCACGCCCGTGAGCAGCTGACA
AAATTGAGCCGAGACGGAAACAGGCATTTGAAAAAACACTTAAGGCTTCATTTACTGTGT
CCTTTTAGCTCGCTGTTAATAGAAAGCAACAAGTATTGTCCTCTCCATTGCTCAGCT
>BJ513051 ID   BJ513051   standard; mRNA; EST; 471 BP.
TAAACATTATTACGACTTTAGGGTAAAGATCTTATTTTCTTTTGGATTTATTAAAGACAT
TTATTAAGACATGTTAAATTTGTGCGATTCGAGGGATTGAAACTACACACTTCGCTTTAG
GCACGTCTGCAGCTTCCCCTGATCCTTAGCAAGGTTAAAATAAATGATTTACCATGCATT
TACATTATTTGGGTAATCATGTTTAGTATTCTTCTCCCTCATCTTCATCCTCTAGACTAT
CAGCTCCAACCTCCTCGTAATCCTTCTCCAGAGCGGCCATATCCTCCCTGGCCTCAGAGA
ACTCTCCTTCCTCCATTCCTTCCCCCACGTACCAGTGAACAAAGGCCCGCTTGGCGTACA
TCAGGTCAAACTTGTGGTCCAGACGAGCCCAGGCCTCTGCAATAGCAGTGGTGTTGCTCA
GCATGCACACAGCTCTCTGCACCTTGGCCAGGTCTCCACCAGGCCTCGTGC
>BJ513060 ID   BJ513060   standard; mRNA; EST; 263 BP.
GTGACAAAGGTCTGCCGNCNGGTTTTTGCTGACANATTCTCANCCTAAAACCAGGAAAAG
CACTTCNCCTCCAACCTGTTAAANCCTCTNAGTCCAAATGAATATAAAACAACAAAACNT
TTCANTAACAAACCGGTTTAAAAAAAAATTTCTGCNCAAAAAAATTATTTTTGNGGATAA
AATGCAAATTTTTANCAATTTCCTTTAACCCTTGNGCTATCCNAGGCNCTTTAACATTGG
GAGTTGGGTCATTTAAACCCACT
>BJ513100 ID   BJ513100   standard; mRNA; EST; 673 BP.
TTTGTCTTGATACAGTACTACAGGGGCATCGTGTTGACCTGAAGGATTAAGACATTTTAC
AGGATTTCACATACCTTTCTTTGACTATTTGATTCACTCGCACTTTGACCTTCTCAATGA
GATGATGACACTCATTTGGAAACACATTGGATCCAAAGCAGGCTAAAGCAAAAATGGAGT
AGTTTATAAAAACAAAACAAAAGGGAAATTAAATGGCTTGATCAATAAATACAGGTATAA
AAAAACACAAGTTTTCACATACAAACACCAAAAAAAAGTTTATGAAATATACCATAGGCA
CACAACTTAATAAACCTTGACAGTCCAGGATCACTGACCTATTTAAAAAAAAAAGCAAAA
CCAAATAGGGGCACTTGCCAATAAAGGTAATGACATCTAAAGAAAATATACTTAAATAAT
ATAACAATACTAATTTATTATTACTGTAATAACAAAATCCAGTCAAGTATTCCTATNATT
AAACGTTTTTTTATCTAAAAAATATGCACCAGTAATTTCCAGTTTGGCAGAGTCAAAGTT
TGGATTCTTTTTGCTGCTCTATCTCCATTTTGTTTGGNGTTCTTCCAGCATTTTTGGGCC
TCCTTTTACTTTGGTAGATGAGAAAATACAACATTTTTAGCATCAACTTTTGAAATATTG
GTGTAAATACNCC
>BJ513145 ID   BJ513145   standard; mRNA; EST; 680 BP.
TTATGAAATGTGCAGCAAACTCTTGGACCAGGCAGGTAAACATCTGCCTTGACTGCAGGA
GCAGCCTGAACTCCTTTCTAGGCCACATCAGAACCACAGAGCTCCAAGGACAACTGGGGG
CCAGGGGGATGCTGTACAAAACTGGAGTTGGGCAGCAGGGAGGAGTTAGGCTTCAGACGT
CCTCCTCTTGATCTCAGCGATGAGATCGGCTCTGGAGATGTCCACCTCCTCTCTGGTTGA
CACCACGCGCAGTTTGACCACTCCGTCCTTCAGCTCCTGTTCTCCTAGGATGGCCACCAG
CGGGACGCCCCCTTCCTCGCAGTGCTGCAGGTTCTTCTGAGCAGACGCCACCATGACCTG
CACCTCTGTGGTTCGGACCTTCTCTGCAGAGGCCTCGGCCTTCTGCTCCATGATAGAGAA
GATCCTCTCGATGCCAATGCTGACCCCCACGCACGGCACCTTCCTGCCTTTGGGGTCAAA
CATTCCTACCAGCCCGTCATATCTGCCCCCGCCTGCCACACTGCCCACACCTGCACTTTC
CTCTGAGCTGGCCCCATTCTGGGAGTCACTGGGCCAGGGGGGGCACACCGGCCTGAGTCA
GCACGGCCTCATAGATGACCCCGGTGTAATAATCCAGACCCCGAGCCAAACTCAGGTCAA
ACACCACCTTGTCTGTGACC
>BJ513163 ID   BJ513163   standard; mRNA; EST; 272 BP.
AATAGTNAATTTTCAANTANNTTCCAAACGCCTGACATCCGGAAATGCCTGAGAGCAACA
TTTAACGTTCACCGTTTTGCAANNNGAGAANAAGAAAAAGAANNAAGAANACCTGCCTCT
TTGACTCAATAGTCAGCAAAGCTCAACACTGTTGCACATTTAACTCCGCCCCCTCCATAA
AGNTCCACAATGAGCCAAACTAAAGTCCNTCCACCTTTCANAAGTANCTTTAGNGAATAT
ACAATATATTTAATCTGNTCNATAAAACNNCA
>BJ513180 ID   BJ513180   standard; mRNA; EST; 179 BP.
TGATAAATACAAAATGCTTAGAATTTTTGCTATGGTAAGAAGTATTTCCAGATGTATCCG
CTGGTANGGGACTANATATNCCTTTTCCTCATCCTAACTGGCTGGATAGCTCCAATATTG
CATTTTTGTTGCCCTGCTAATGTCAAGTTGGGGGTGTGAGGGGCTGTAANGTAGCAGTA
>BJ513194 ID   BJ513194   standard; mRNA; EST; 661 BP.
ATGTGTCATTCCTTTAATGTTTTTTTCTCATCCTTTCATAAAGCATATGTGGAATGCCAA
TTTTTGTCTTTGTTTTTGTCTTTGCCACTAGTCACTAGTAGTAGTAAAAATGAAAATAAA
ACAACAGAGATTTTTTTCCATTGTGTATACATTTGATTATATAAATGCATTCAGAAATAG
CTGCTTCACTTATTGATACTTTTACTGGTTTCTTAAAACTCCATTACCAAAACCAATTGC



CATCTTTCTCTTTACTCTTCCGTCTTCATCTCTTTGCCGCAAAAACCTTAGGCCTGTGCT
CTGGATGGATCCTGGTAATCCTCTGGAATATTATCGTTGCAGCGGTACTTTAAGTTGGAC
CAGATGATATTTTCCTGAGAGAAGCAGAACACACCCAGCCGCCCACCTCTCATGCTGGTG
TCAATGATCACCCCCGTGTCCGCCACCAGCTCGGAGCCCTCATAAAACCGAGCCCTTATG
TATCCCACCTGGGGTCTGTGCTGAAGGAACCAGCGGTAGGAAACTTTGTCCTTCCATCCN
ACATTCCTGGGGTCTTTTCCATAGAAGTTGCACTTGGTCTGTTGTGTTTCCTGTGTGCCA
GAGCGAGTTCCTCATATACTCCCCAGGACCTGTTCTAGACTTCACCACCTTGAGCTGTAT
T
>BJ513201 ID   BJ513201   standard; mRNA; EST; 666 BP.
GACTTAATCCTCCTAATTCTCATGATTCTCTTGATGGTGACTTTTCTCATAATTCTGTCA
CTTTGTTCTTACTTTCCAGTGCTGGTTACTGCTGTAAACTGAGCATCTCTCTGGTCCCAC
TGGATGTTTTTTTTCCAACATGTTCCGACGTAATACAAAGTTATAATATCCCTCCAAACA
TCTTCACGATGAAAGCACTAGACCCTTGTGCTATCCTAGGCAGTACTACCATTGGGAGTT
GGGTCATCCAGACCCACCAGACAGCGCCCCGAACCCCCCCCCTTCAACGATTTGCGATCC
CCACTGGCGCCCACGGACCACATGAAATCCCTCCACCTTTATCCACCTTTGTCACGGCAG
GAACAACACGTCAATGGTGATCCCGACCCCATAGGATAACTCAAGGGTTAAGTATGTTTA
CATTTCTTGAACATAAAATGCCATTATGTGGCATGATGTAACGCACTGAGAGCCAGCTTG
AGTTTGCATGCAACAAAAACAACCAGGAGTCATGAAGTGGTGAGTTTTCAGAGACATTTC
AAGAACATTGTACGAAATCAAAAACACTTCAGTGCTAACCTTGCATTATAACCCATTTTT
ATTCATAAAATCCTGTCAATTCTTGGAGAATTTAAGTTCATCTCCCATTTGGGGACAACA
TTTGAG
>BJ513237 ID   BJ513237   standard; mRNA; EST; 666 BP.
CCTTTATTGAGTAAAGCATAGTTTTTATTCTCTAAAAAACACAATGAGGAGATACAAAAT
GGTTTTCAAAATACTGAAAAGATGACACTTGTGTGTAAAATGTTTGATGATCGCATCAGT
CAGACCTCCATTAATCATCAGTCTGTGGAAAAGTTTCAATGTTCTCAGCTGGAGGTTACT
GTCCAGCTACAACGTTGATGTTTCTCCTCTCGTTTCAGCCAATGTTGGAGTCAGCAGCTG
CTCTCGCGGGTGCTGAGTATTTGTGTTTGTAGAGCTTTCCTGGGGCAGATGTTGGTCTCT
GACTGCAGCGGGACGGACGGGCGAAGCAGAAGGTCAGCGTGCTGCTGGAGCTGCATTCGT
AGCTTCCCTCCTCTGTAGTGACGGTGCTGCTGCTCTGTCTGGTTCTGTGGCTCGGCCCGC
TGCCCTTGTCCTCTCCCTGAGCCCTGCTGGTCTCTTCTCTCTGCTTCATGAACCTCTGGT
TTACTATCCTGGTCACGCTGTCGTTCCTGTGCAACGCTGCAGCATGAGGTTTCGGCGGAA
CGCGCTCCCAGGTTTTTGGCGCCGCCCTTGCCCTTCTGCCCTGACTCTNATGCCGTTTTG
TCCGCCCGGCCGCTCACTCTGCGCAGGAACTCTGTTACCAGGCCACACCGGTTGGCGCCT
GCAGAC
>BJ513244 ID   BJ513244   standard; mRNA; EST; 728 BP.
TTTATCCTGAGGAAGGCTCTGAGACTCGTACACTAGTAACCGTCATAAGAGAACGATCCG
GTGATAAGTGAGGAGGAACACAAGGTATATATACACACACACACACAACAGTGATTGACA
ACAGGTGAGTAAACAGGTGCTGGCGATGAAGAAGTCAAGTCAACAGAAGCACAACAGAAC
ACCGAATCGGAACCTAACAAAATAAAAGCCCCAACCCGGAAGTGAAGGTGAACCTAACCG
ACCTGGCCCCCGGTACCCGACAATTTCAGTTTTACTAAAATTGATGATGCTAACTTTGAC
ACTTTCACAAAAGCTCAGCTAGAAAAAAACAAACTTGCAGAGGGACTCTACATTAATGCA
TATAGATNATGTATTTATGAATATTCATTTTAACTCAGACAAAATCAAAGGAATTTTACT
TTCTTAAGTTGAAACCGAGCAAAAGAACATTAGAAAAAAAAAGGGAGCCCAAAACGAGGC
CCTGAGCAACCCCACAACGCANCCNTGTTAGCAAACTAAACAGGTAAATTCTATTAATTT
TCTTTTTTAGGTTTAGGCATATTTTGAGTCAAACAAAATCAAAAAACATTTAATCAAGTT
TCACTAAATACAAATTTTTATAATCAGCTTACATTGTTTAAAATCTGTANAACTCTTTGG
CTTTAAATTTTTAGTTTTTTAATTAAGAATATTATCTNACATTANAAATCGTTCCCTGAT
TTTATCTA
>BJ513246 ID   BJ513246   standard; mRNA; EST; 589 BP.
TGCTTTATTTCAACAATCAAAACAAAAATAATAGTAAACTTAGCAAAAAAAAAACTTGTC
ATGTCAATTCCATTTTTTATAATGGAATTTTTAAAATGGGTTTTACCAAATGGATGTAAT
GTTTGGATATCTTTAAAATATCAAATACAGATTTTAAAGCATGCTATTTAAATATTCTTT
GTCTTCAATACGGTCCATAAAAGTAATTTTTTTTTTTAANGGGTTTGTTGTTATGNATCA
TTCTAACAGTTCAGNGGGNGNATTCTAAAACCATTTTTTCTTAAAATTAAAAACNTCTNT
NTCCAAATNACCAATGNCNGTNAAAATTTGNATCCTTTCGGTTNAAATTTATNGGTTTTG
TNCTTCAATCATTTTTGNGCCTAAATTTTCTTGCTCAGTTTCTGTTGNANCTTTNCCCCC
NCTGCANAGNGAGCACACAGGGTTTGNCTTAAAANAANACAACTGATTTCTTCATTTAAA
ACCACTCANCCNNGGTTTTGGTTGCNCCATTTTTTGTTGCCACNCTTTTGTNCTGNCAAA
TTTCAGGTTTTGCTTCNCCAAGTCANGGTNAAGTTTGTTAAANCTCAAG
>BJ513256 ID   BJ513256   standard; mRNA; EST; 332 BP.
GAACGATTACTAACAGTGAAACANGATNANAATCTCATCAACCAGTTAAAACAGGATAAC
GGAAGGCTAAAAGTCCAAAGAACAGTTAAGACTGGTTTAAAAAGGCNNCTTANAGGGAAG
GTTCACGGATCCCAAACCAAGGGGGCGTCCTATCCGNGACAGACTTGGCTCTTGGGATCG
ACTTCTCCCGACGCTGATCTGAGGATCCCTCTGGTCATGCACGCTTAGACCTGGGANGCG



GGGCACCCCTCTGCNTCTNGGGTTTGCGNATCANGCAATTAANCTNATCTTGACATTCCA
GTTGTTCCACCAGTGCTGANCTGTACGGANAG
>BJ513284 ID   BJ513284   standard; mRNA; EST; 632 BP.
CATTATCCAGACATTTTATTCAACTCTTCAGTCGCTCCGCTTGAAAGTCCAACATTTCAC
AACGAACATCTTCAGAGGCCTTTTGGCACAACATACAGCGTGTGGGTGCATTTCAAGTGT
GGTTTGCTGCCAGGCAGGTTGCAGGTCAATCAATCTAAAAAGGCAAAAGAGGGTATTCAA
AAAAAAATAACATAAATGGGACACTCCACCACAGCAAAGGCATCCTACATCGTTAGAAAC
TGACGTTGTTTTACACACTGCTTGTGCTTTGATCGATGGCAATTCTCCGCTGGTTGGTCA
ACCTGCTGCTTTTTGACTTCTTTGTAGCTGAACTGTTATTTTGTTTTTGTTTTTTTGTGG
TTTCAACCTGGGACCTGATCCATCTTCATTACATAAAAGTGGACTGAATAACTTAAAACA
GAAGAAAAACAAGCACATGGAATCAAACTGTACATATATATTTTCAGCATGTGTATAAAT
CAAAGTTATTGTTTTTTTTCTTCCTTTTGGGCTTTATGCTGTACAACTTTATAAAGTAAA
CCCTTTTTTTTGCAAACAATCTGTCCCAACTTCAAACTTTTTTCCTTTTACATTACTCAT
CAGGTTTANATGAACTCAGTGTCAGTCAGCTC
>BJ513289 ID   BJ513289   standard; mRNA; EST; 552 BP.
AGGTCCGTCCAAAATGTGTTGTATGCAGTTATAATAAACGTANATCCTCAATTTTACTTC
ATTTAAATTTGGNGCATTGGTTTAAAAATTAATTTGGATGCCAAAATACATGATTCTTTT
TAAATGATGGAAATAAATCACTAAATGATCTGTTCAGTTAAAAACAAAATGTGGAAGTCT
TTCTGGATCCNGTTGCATTGTCTGCCAGAACAACAACACCCACGCCGGTNAAACCATTGT
TTTTAGTGTTCTTATTTATTCAAATCGTGAATCACAAGCAGATGAAAAAATGTCTTTTGA
AAAAGAGTTTTTGTGATGTANAAAATCCACTGGATGGGCCACACGCTCTCTGCTCCGCTC
CATTCTGATGCCACTGTCAGACAAACAGATCCATGAACGTCTTTGTTTTCCCCGTCTGAG
CTGGAATCTGGATCTGAACGGCTGGATAGCTCCAATATTGCTCGCCATTTTTGTTGCACT
GGTAATGTTAGTTTGGGGTTGCGAGAGGCTGTAAGCTAGCAGGAGCGCTTGTAAACAGAG
AGCTCTCAGCAA
>BJ513296 ID   BJ513296   standard; mRNA; EST; 566 BP.
ACACCTTACAGCAGAGTTTGAACAACCAAAAACCTAGAAAAATGGAAGCAGACTCTAAAG
CAGTAAATGCGCTTTCTTAGTTCGGACAGCAGGTGAAGCAACCATCACTAAAAAAAAATG
CTGCTTCTTCACAAAACGATGACAATCCGACAACATTTTGTCATTGCAGACATAAGGCTA
AATGTTAAGGTTTCAAAGGGGAACCGAAAAACACAGAGATCACAACAATATAGCAGGTTC
AGTTAATCCCAGTGGATTCTTTTATCTTTATTCTATCAAGAGGCTAAAGTTCCTAAAAAT
AACTAATAATTACCATGTAAGACATATTATTTTAAAACCTTTATTAGCTGAAATCTAAAA
CAGTTGGTAATTGTTATTTACCTTCACACCGTTTGGTCAATTTCTGTATTGCAGATTTAC
TGACATCTAGTGTCTTAAATTGCAAACTGCAAGCAACTCAAAGATCTAAGAAAAAGCTTA
GGAGTACTTTTTTTTTTTTAACCGGGTNGCAGGTTTTTTAANCANCTTTGCNCTAACATC
TGCNGAGNACAAAGGAAAAATCTGCA
>BJ513320 ID   BJ513320   standard; mRNA; EST; 693 BP.
ATGTTTTATTAAAACATACATGTCCAGTATACCCTTTAAGAAAAACAATTTACATATTAT
CAGGCATCAGCATTTTACTGATGGATACAGATATACATTTCAACTGTGCACCCTTTAGAT
TTGTACGCAAAAGAAGGAAAAACATTTCACTAGGATAAAAGTATATATGTACAACAGTAG
TAGATGAATATATAGAATAATACAAAGAGAGTAGTTAAAGCATCTACTGGGTAAGTACAA
TAAAAAATACAGTTTCAAATATTTGTACAAGTCACAAGGAAAACAGAATATGTTCAGTAC
AACAAAGAAATATAGTTTTTTACATAGTTTCTGTTTATGTTTTAACTTCATTAAATGGCT
GTAGTTCTGGCTGCACTGTCTACGCTTAATGAGTGGTTTCTCTAATGATCATCTAAATAC
AGTTCACACCAAAGGAGCCTGTAAGTAAGCTGTGAGCGATGGGTTATTTTCTCACTGGAT
GAAGCAAAACAGCAATAGAGGCAACTCACACAAAAAAAAAGTTACGAGACTGAATCATTT
ACAACACTGCAAGAGAATTCTCTCTACACCGCCCCCCTGAGTCGTGGTGAATCCNACACC
GATCGTGAATATGTACAATTCCCGATGGCATCATAGCAAAGTATCATTTCTCAGCTACAT
TACCTGCAGTTAAAGTGTTTCGTGCAATGTTGA
>BJ513328 ID   BJ513328   standard; mRNA; EST; 683 BP.
TTTATTTTAACCCAAATAATGAAAAAAAAACCCTCANAGGATTGTTTTTAGTACCTCCTT
CGTCTCTGCTCCGCTCCATGTTCAAGTAATAGAAAATAGATCAGTCTGCCAGCTGCTTAC
AGCAATGCCTGAGACCGCACTTTACACATTAAAAGGAGTTAACATTCTCATGGGAATGAA
GGATCGACTGATCTCTTTGTTTGAAAATGTTTCTTTCAACACGTTTCTGTTCTTGGTAAA
AAGACCTGTGATCTGCCATAAGAAAAAAAATAACTCTGAGAGGAACCCTGCTGATACCAC
TGCCTCTAGAATGCCTACTGCANAGTTCGACATGTTCACCTCAATTTGGAACACAAAAAA
CGTTAAGAACATTCATATTTAGAGATATTGTGAAAGTGTGTTGGTATGTATATCCTTGTT
TATCAATGTTTGACATTTTTTTTCAAACAGGCTTGTTGAGATAAAAACGCTGCTGGAAAA
GATGAGCAACCGCCTTGTCCTGCATGTTTTGTTAAAACTCCAGCTTTGATTTAACTTTGA
GATACAAACACCTTGACGTTTTCTGGTCCGGGTCACTTCAAGTTGTTTGCTTTGGCTTTT
CACAGATTTCTGGCCAAGCATTGGCAGCAAGAAGGCTTCATCAGTACAGGTCCTGAACTG
AACCAATCCNATATATACCCTCT
>BJ513337 ID   BJ513337   standard; mRNA; EST; 911 BP.
TTCTTTTCCATTCTTTAAGTTGGCATTCACATATTTTCGTTTGGCATAAGACTCCGTTCA



ATTCCATAAAACTTCCATAAAATTCCATAAAACTTTCGGGTAACAAAACCCCCAACACTA
AAATCATCCAGAAGAAGAGAAAATGCGAATGTATAATCAGTGTGTAATAAAATGGGGTGT
GTTTTTGGCAGCATTCCATTTTCATTTCATTTCCCAGTATGACTGCTATGTGTGACCCGG
CACCATTGACCGTTTGGGCCGCCCCCGTTCGAGTACAGCGCCTCGAAGGGGACACACTAT
CTAGTGGAACTGCTATGTGTGACCCGGCACCTTTGACCGTTGGGCCGCCCCCNTTCNAGT
ACAGCGCCNCGAAGGGGACACACTATCTNGTGGAACTGCTATGTGTGACCCGGCACCTTT
GACCGTTGGGCCGCCCCCGTTAGANTACAGCGCCNCGAAGGGAACATGCTATTCTNGTGG
ANTTGCTATGTGTGACCCGGCACCATTGACCGTTGGGCCGCCCCCGTTNNANTACAGCGC
CGCGAAGGGGACNTGCTATCTNGTGGANCTGCTATGTGTGACCCGGCNCCATTGACCGTA
GGGTCNCACCCGTTCGTGGAGACCACTAGAGGAACATACTATCTTGAAAGAGAGAGGGAA
AGAAATAAAAGGGGAGCNNCNTAAAATNACTTATACCTGATCTTANAACGTAAGCTCACT
TCCGCAAAACGCTNTGCANAACTNTNATTTAAACCGCCCAACAACCTGTATGATACNCCC
CCCACACTAAATCATCCNNAANAAAANAAAATGTGAGTGTAAAATCANNGTGTAANAAAA
TGGGGNGNGNTTTCNGNAGCATTCCNTTTTCNTTTNATTTCCCNNATGACGGCNANGTGT
GACCCGGCNCC
>BJ513356 ID   BJ513356   standard; mRNA; EST; 207 BP.
ATTTCAGTTGCTTAGATAATCATGGAATTAAATTATTAAAAATTTCCCTCCACAACTTAA
GACAGAAATCCCACAATAAATGTTTGCCCCGTGGCCTCAAACTGCTCAGTTTTCCAAGGA
AAACTGTAAACGTTCCCAAGTAAACGGCGAANAAGAAAAAAAACAAAAAAAAAAAAAGGG
AAAAAAATNGTTTTTAAAAAAAAAAAA
>BJ513359 ID   BJ513359   standard; mRNA; EST; 626 BP.
ACTGCTTTATTAACAGAACAGACCAATGTACAGACTTAAGTGTATGAAGTATTATATTTG
ACACTATNATATTTGTTAATTAAATTCAAATGTCCATGTTCCAGTTTGACTTTTGAATAA
CTCGATAGAGGTTTTGAGAAAGCTGAATACTTGTGAAAACAGGGAGGCGTGTTCACGAGC
GTGGCCAAAAGGGNCAATGTGCCNAGCAACCCGGGGTCGACCACAAGCTCCAAACGTCTC
GTTAANGAACCTCAAACCCAGGGTCATCTGGTCAATGACGGCACTGTAGTGGGTGGCGGC
CTCGTCACTCATGCACCAGCCACCGTTCACAAACTCCAGTCGGCCTTCATTGACCAGCTG
TTTGACTGTCTGCTGCATGCTGGAGCTCTGCTGCTTCCACCANCGGTAGAAGAAAGCCGT
CTCCACGTAGATGAACCTCCTGTCTGGATTCTTCAGGAGCTGGTCCACCACAGAGTCCAG
TATGTACTGAACACCAGCGGTGCTGGATGGTCATTTCGGTCTGCCGGTGCACACAAATTC
AAGAAGGATAAAAGCAAGTGATCATTTTACTGGGTTGTGGGATAGGGATGTAATGATTAA
TCAATGAATANATTTCCATTCCTACA
>BJ513362 ID   BJ513362   standard; mRNA; EST; 767 BP.
ACGGAGTAGAAAATTCAGCAAAGAGTCAAACAAACGTTTCATCTGGCAGTGTAAGCTGGA
AAAACCAGAGTAGAAGAAAGTAGGAAATAACAGAATGATCCCATAAAGTTGACCCTTTTG
GATTCCTGTAGGCGGTTTCCATAGAAACCTCCCCCGTTTAAAAAAAAAAGTTCCTTTTTC
CCAGGAATTCTTCAGTGTTCAGCATACAAAAATAAAAACAACTTTCTTTAAATACAAAAG
CGTAGGAATGACACAAACGTGAGTCTGTCGCTGCATTGAGGCAAACTGTGGGCGGGGTTT
CCCTCCACCGCGCCGAGGTCTCGCTTGATGGATTGATTAAGGCACTCCTGGCTGCAGACT
CCTCCCTCCGTGGTCACATGGCTGAAGGTGGCGCCTCCATCAAACGGGCTGCAGGTTTAT
TGACTTCCCCACCTTCTGCTGGCTCGTCATCCAGTTGCGGATGGTCGGCACCAGAACCGA
GCCCAGCAGGATCTGGGCCGGATGGTAGATCANAAGGGGGACTGAAATCAGGGAGAGGTG
CTCGTAGCCCTCGAAGACGATCTTTAACATCGGGATTCCCAGAGTGAGGGACTTGTGCGT
GGAGCANAACATGATGGCGACTGTGTCTGCTGGACTGAATCCTGAGCGTGACCTGGTGGA
CATGCTGAACGTGAGGAGCATGAAGCTGATCTGAATGGAGAAAATGATGAAGACGACCAG
CAGCAGGGCTGACGGCGTCCAGCTTCGAATNTTGGGGTTGCTGAAAG
>BJ513363 ID   BJ513363   standard; mRNA; EST; 288 BP.
GAGCTTCACTTTGTCTTCNATGAGTGGAGAGAACTTTAAACTTTTCTTANTCTCANATGA
ATAANCTGATATTAACAGATTCCGTGACNCAGATNATAACAGAATCCAACAGCTTCNGGT
TTACGAAAGTTTTATTGACTTTACGGCTNCCGATTCNGTACTGGACACTCANCTNAAGTT
AGAAAAACTANTAAGAAGAAACAAGTTTATCTTCCTTAGTATCGGATTAATAAACNTTTA
CTGACCANAATATTTCCCAGCATTCCNTAGGCTGGAGATGATATANAG
>BJ513393 ID   BJ513393   standard; mRNA; EST; 595 BP.
GCCTGGTTTCANAGAGCTCTACACCTTTGATCCAGACATGACGTGATTTTNATTTGCATT
TCATTTACCGGNAAGAACAAACTGACTTCTAACTTGAGCGTATCCNTTTCTGTGATCTCA
GAGTGGAGCCACTTCCTGCCATGTCCTTTTAGAAAGCAAATTCCTTTCTATNATGAAGAA
ATAAGACAAAAACTCCCAAATGTGCAGTTTTCAGGGTATTTGNCAATATTTGCAATTATT
TTTATACCATAAACATTTTGTGGTTTGTTGCTTTGGTGCAAGCAGCCCTTTAATCAGCAT
TATAAAATATAATACCCATAGTAAATNAATAAATCCACCGATTAAAAACTGCAAAACTCC
ATAAATTAAATTGCCGGTAATTCAAAACAGCACAATTGTTCATACTATCAGTAGAAATCC
ATTTCAGAGCTCTTCATCCTTCACAAGTCTTTGTAGTAAACCTTTGTAAGAGGGTAACCC
ATGAAGCCTTTCTCTGGCGTTTCTTTCTCGATTTCTTCCTCCTCCTCTCCATTCTCCACT
TCCCCTAGCTGCACATAGCCCACTTTTCTAAAGAAGGCTTCCCCCACTTTGGATG
>BJ513426 ID   BJ513426   standard; mRNA; EST; 110 BP.



AGCCTGGTGGTGGAGGGGCATACTCATACTGGTGTGGGGGAGGGGGCTTCAGTCTGTCAG
GCCCANCTTCTTCTTCNGGGACTCTGGCATCTCNTGGGGANGGNGGCGGG
>BJ513438 ID   BJ513438   standard; mRNA; EST; 221 BP.
ATCACTTCTTGACCTCCTCCTCCTTGGACAAGTTCTTGATGATCTCCTCCTTCTTGGCCA
GGANNCNCTCCTCTCTGCGCTTGCGGGCCTCTTTCNTCTTGGTTCGGCNAGNCTCCTNCT
GGTCANCNTNGANCTTCTTGNGGGCNNTATCGGNCTTCNGNTNGTGAATGTGNTCCNTAA
NGATGCGCTTGTTCTTGAANACNTTTNCATTGGCCCTCATG
>BJ513441 ID   BJ513441   standard; mRNA; EST; 517 BP.
TTCTCATAATATAGCTTTGTTCTATCAGCAGAAACCACCTCCACGTCACTCAGTGCTAAA
ATATGCAACCTTTTCAGCCTGGAGCTGATCCATCAGCAGTCAAGGAGCTCGTCTGAAGGG
GGGGGTCGAGCTCTGATGGGGGGGGGCTTTAGTCCGAACACGTTTGCTCCGTATGGCTGT
TATGGGCGGAGGTCTCTGCAGCCAGAAGGTCACAGGTTGAGGTAAAAAAGAAAAAGGAGG
AGTCTTCCTGCTCTCTGGTATCATGTAGCGTTGGAGCTGCTTATTGCCTTTGTGCTGTCC
GTGTTGGCGTTCACCTGCTCTTTCACCACGGGATAGAAGTAGGGGTGGCGCATGGCCTCC
GCCGCCGTCAGCCTCTGCTGGTGGTCGTATCGCAGCAGCTTGTCCAGCAGGTCCAGAGCC
TCCGGACTCACCAGGTGCTGGTTCTCTGACTGGATGAACTGCTCCCAGCGCTTCCGCGTC
TGCCTGAAATCATGGGGAGGGGAGGGGGGGCTGGTTA
>BJ513468 ID   BJ513468   standard; mRNA; EST; 286 BP.
CNATTGTCGTACAAAAGTTCTTTTATGTGAGGAATTTTCAGCAGGAAAACGCCTGAAGAA
GGTTGNGTTCTTCCACCTTCCTCCTACNATTCCATGCANTTAAAGTACTCTGTACTCTAC
CAAAGTAATCTAAATGACACAAAAGAATCCACTCCTTTTCGTCGTTTCTCACACTTTCTG
GCAAACATTCACTGNGATGCGTGATGCCTCCATTGCNCAGAGACGGCAGTGCAGCACTGA
CAGGAAACCTGAGAGGACCAGAGCANGAAGGGGCGNAGCTCAGNAT
>BJ513491 ID   BJ513491   standard; mRNA; EST; 584 BP.
TTCTTTATGAAGTAATCAAACAAACTTTGAGAAAAAATGTATGTTGCATTTTTCTTCTCG
CAGCAATAAAAGGAAATAATAGCACCTTTTACAAGGTATCAAAGAAACTTCTTTACCAAT
ACTGAGGACATTTTAGAACAAAAAGGTCACACGAAAATAACCTAATGCCAACTTTAGGTG
TAGTAAAACAACTGTGTGCAGAAATATGCAACACAGAAGACATTAAAAAATTTACTCTTC
AACATAAGTGGGGAAAAAAAGAACAAAAAAAGTGAAAGAGTTATTTCAGAATATTTAGAT
TTCACTGGCTTTGATGCCAGGAGTTACTCAGAAATTAATCATCTTTTAAAAAACAGAAGG
TTAAATGAATGTATTGAATAAATGACAGAAATGCTCACCTTCAGTTCATCATAACATAAA
AACAGAGAGTTCCAAACCAGTCCTTTTTGAACATTTTTTTCTTGTTTTTTCTTCTTAAAA
ATACTAATAACAATCAAATAATTCTTTTAAATTGTAAATGTTTTTAATTTTAAGTAAATC
CATAACCGACNATTTTCTTCTTTTTCTTCTTTTTTTTTTNGGGC
>BJ513500 ID   BJ513500   standard; mRNA; EST; 715 BP.
ACTTTAAAGAATATTTTCTAATGATGGAACAGGTGAAGTTAATTTTCAATGATTATGCAG
GAACCAGTCTCCAGTCTGCATTATCTTTCACAACTGACTCCTTGCATTTAATCCTCATAC
ATTCATTTTTGCATGTTTGGGGTCATGAATGCATTTAAAAAAATTCCAACCGTTTTTTAA
TGACACTTTGACAAATATTTTCACAGATTTTTGCGATCATAGTTTTGCCTTTATGAAAAA
CTATAATGTTTCTTCCAGATCACATAATTTTTCTGCAGGTGTAGTACACTAAAGAAATGA
GTGGGGTCCCAGCTATGGCTGCACAGGACTATTACAGGATGGTTTTTGTACTTTTTAATA
CAAAACAATGTCCGAAGGGATGATCTGATAAAAAAAAATCTGAACAGTTCTAGATTTAAA
GGATGAATATTATATTTTTATAAGGGGACTTGAAGCTTTAATGGAAGTCCGTGATCTCTC
CACCTTCATTTCCTGTACAAGCTGCTGTCGACCACCGGGGAATAGAAATCTGCCTAACAA
CTGGCTAAAAGAGGGGTACAGTCTGAACGGGTTCCACTCAGTCACATGGTGAGACGGTCA
ACATCCATATTCACTTGCAGCTAAATGAAATTCACCAGTGATCTTAACGGGCTGTTTGGA
ATAATGTGACCAAATAAGGAGGTCACAGGAAAAACCCTTCCCAGAGTAATAAATG
>BJ513515 ID   BJ513515   standard; mRNA; EST; 693 BP.
ATTTTTTATTCAGTCAAACCATATCACTTGTTTTAAACAAAAATACTTTAATTTTTAAAT
ATTTATATAAAAATCCAAAAACCCAGCCAAAAAAAACCACGAGATTTTCCAGCATTTATA
AATACGTCATAAACTAAAATGTAAGACATCAGAATAAAATGAAACATTCAAAAAAATCAG
ATTTAATTTTCTAAATGAAATAATTATTTTTCTATTTTACAGGGTCTTCCACGTCTCTAC
TACTTTGCCAACATATAGGTGTCTGTCGTGGCCCTTCACGCTGACGCTCAGTCCGACACA
AGACCAGACCGGCAGACCCGCAGATCGGTTGACCCGCAGGACCATTGAGCATCTGGTGGA
GCAGCTTGTGTTTCTTTTCTGGCTGGCATGTGGCACATCTTACGGTGTGGTAGCCAGGGC
CTTTGACATGACACGGTCCACTGTGAGTGACATTGTCCACAGGACGGCAGACCGCATCCT
CCAGCTGATGAGCAGGGTCACCCAGCATCCAGTGGGAATGAACTGCCATTAGTCACCTCT
GGTTTTTAGCAGCTTCCTTGGTCTTCCACCTTCCAAAAGGTCGTAGGGAGCATTGATGGC
TGCCACCGAAGAATAAAGGCCCTGAAGGATCCTTTTGGGTGATGGTGGGTATCCCTGCAT
TGCTCATCCCATCACGCTGCTGACACCCTACNG
>BJ513525 ID   BJ513525   standard; mRNA; EST; 613 BP.
GCTTTTATTCCATGGGTTGAACAAAAAGATTGCAGAAAAATGTGAAAAACTAAAGTTTTT
TTTTTTTAAACACCACCCCATCCTTTCANGGGCTCGTTAGTCNTTGGACAAATGAAATAA
CTGAAAACAAAANGGNCGTTACTAANACTTGGNGGAAAANCCTTTGTTGTCAATGACANC



CTGAAGTCTTGAACTCANGGACNTCACCAAATGCTGGGTTTTCNCCTTCTNAATGCTCTG
CCNGGCCTTTACNGCAGCGGCTTTCAGTTTCTGTTTGTTTTTGGGCCTTTCTGTCTNAAG
TTTAGNCTTCAACAAGNGAAATGCTCCTCATTTGGGTTAAAATCAGGNGACTGACTTCCC
CNTTCAAAAANATNCCNCTTCTTTGCTTTAANAAACNCCTNAGTTGCTTTGGCTGTATGT
TTTAGGNCATTGNGCTTCTGTATNATAAAACNCCCCCCAATCANTTTGNATGCATTCACC
TCTNGAGGTTNANCAAANCCCAGGGNATGCCGGNGGATGTCCTGAAAGCTGNAAGCAGCT
TCTCNCCCAANTCCACTGCCTTTTGCCNAAACACCTCCTTTCCTGACNGGTAGTATGCAA
ACGGCAAACCTCC
>BJ513580 ID   BJ513580   standard; mRNA; EST; 397 BP.
ANGGACAGGAGTGCTGCACGTCTTTGCAAGAATTAACGCAGAATGGGATGAGGCAGCAGG
GCCAGCATCCNATGATTCCCAGCACACCATAGATNANCCAGGTCTGCATCCCCACTTTGT
GCTCGGTCTTCNTCACTACAGTGTTCTGGCANTGGGGGCACAGCANCTGTCCAGGGCAAT
CATTGGGATGCGGCTGAACCACCACCATCCGGTTCCCGGTTTGTACCACTTGAGGCTGCG
GCTGCTGTTGAGGCTGCTGCTGAANCTGAGGCTGTGCCTGAANCTGAGGCTGCNGCTGCT
GCTGAAGTTGANGCTTCATCTGCATCTGCGGGTCAATCTGCGGCTGCTGGTATTGTGCAN
NTTGAACTTGGGGAGGAGCTGTCTGGTATGATGCCGA
>BJ513581 ID   BJ513581   standard; mRNA; EST; 644 BP.
ACGTGCTCTTGTAAAACAGACATAGGCCTACTGTGTTCTTATTTATGTTTTTGTGAAAGT
CAGATTTTATTTGGAAAAAACAAGACAAATATCCTCTTGTGTTGATGTGCTGTTGTAGAA
GGAGCAGATATGATAGGGTAATTTTCTTTTATCTGACTTCTGTTCGTCATAGCTTATTTT
ATTTTGAAATGTCTTGTATTTAGCAAGCTAGCATTGACATTGAACCAAAAAACTAATTCA
ACAAACATTGAATAACTCAAATCGGGTTTGATTTGTCTAAGGCTTTAGCAGCTAAGAAAA
TCCCGGAATCTTGAACATGATGATGCTAAAGCATCTTCATAACTATGCCAGGCAAACAGG
ACGTAACATTAAAGGGGCTGTATCATTCTTTTCTAAGCCTTTCAAAGTAAACTATCCACA
TATATNATAATACTTTGCCTCTGAGGGCTCGCCTTTTGCTCCTTTGTGGGCGCCGCCCAT
TCCATGATGCCNACCTAGAGTTGGCCTCTGTTGTGTGTCTGTGTTTTGCACATGAAAACA
AACATCCCAACTTTTGCAAAGACGAATTTGCATATTGTGCGTATAAAATAAGGGCATTTT
TGTCGATTACCGTTAGCTACGCTGAGAAAGTGTGTGTTTGGCCC
>BJ513624 ID   BJ513624   standard; mRNA; EST; 730 BP.
TTTCTGATGGCTCCTTCTGAAAATGATGACAGATCCAGTCAGATATAAATATTTAAATCT
TAATCATTTCAACACAATCTGCTCCTATGACCTTCCTTCCACAACTGACTCTGGAGTTTC
CAGATATTGTCATTGGTGAGTCTTGGTCATTCAGGCGGTGAGTCGTAGAGAGTTTCATTA
TAGAGTTTGAACATCTAAACCACACAGGGATCTAAGGTGGTATAAAGGACATGTTTCCTG
TTTGGATCTGTTTTCCCACGTTTCTTGTAGGAGTTATGTTCTAAAAATTGCGATAAGTAA
AATCCACGAAGTAGTCGCCTTAATTTTAATTTTCCAGACGGCACCCCTGACTACACACTT
TTCTCAGCCAGAAATGAACATTTTCACACTTTTCTTTATTGTTTAAACTCTCAAAGTTCA
AACCTTTGTAGAATAATAGGTCCAGTATTATAAATTGAAAACAAAGATCTGATTGCGATG
CATTATTTCTGTAGATTTGGTGAACTGAACACATTCTGTTCAGGAGACACGACACAGTGG
AGATTGATTAACAATGGTTCCCGTATTTTGTTAGATAAATTTCTCCTAAAAGTGTGACTT
ATACTTCGTACGACTCGTATAGGATTTTGTATTTTTCGGCTGCTGAGGCTTATACTCCGG
AGCAACTTATGGTCTGAAAAATTCGTACATAAAAGAACTTTCTGATGGACGTGTTTTAAA
AACGCGTGGA
>BJ513641 ID   BJ513641   standard; mRNA; EST; 107 BP.
AACAATGTCCNTTGAACATACAGTATTTGACCTGATATTTCTTGGTTGAGGNNAACCANT
CTAGTCNCTCCNATTGAAATCAAGCNTCCNGACTGCNNCTGGAANGG
>BJ513648 ID   BJ513648   standard; mRNA; EST; 738 BP.
GTTTATTCTTTCTCAGTTAAAGAAAAAAAGTTGGAGAGGTAAATCAAGATATAAAGCAAA
AGAGAAAATATATAGTCTTTCACATTAATTTTTCCATTTTTATAACCACATTACAACCAA
AATTGCAGCTCAACACTTAAGTCATGTAATCCTGAAATGTGAAAGAGTTTAAACAAGGTT
TTCTTTAGGATACCCAAGATTTATTTATTATGCATTTTCTCCTCCATTTTTTCACAATCC
ACCAGGAAAACATTTTAATGGTTACCAGTTTCTGATTTTAATTTTAAGTACTCTGCTCAC
CACAGCCCTAATTTTTATCTAAAGCAAAACAACAAGAGGGAAGAAATAAGGCAGAGTGGG
TACAATATGTGGAAAACAAAGCAATCAATACATCANAGATGAAATAAATGTACTGAAGAG
AATGGAAGAAGAATGCACATGATCTCATCATGCTAGTTTAAAATTAAAACATTTTGTAAA
GGATAGTTGTGTATTGGTAAAGAGTTAAAGCCAGACATGTTGCTTCAGGCCTGGAACGGA
GAATTAACTGCAGTGAAGGTCTAAAATAAACCTGAGACCTAAACCGCCATCCCAACCCAA
AGTGGGACACTCTGTGTCAGCTAATACAGCTTCAGTCCACACACAGTGTGCAACAGTGTT
TGATTTTACCTGTTTGTGCTCCGAGCAAAAACNACAGCTGAGCACAGAAAACAACACTAG
TCACACTTGTGTGTTAGC
>BJ513683 ID   BJ513683   standard; mRNA; EST; 535 BP.
CATAAAAAGAAAAACTGTACAGACACTTCAACCCTCATAATGGAAAAGTTTTTGCAAAAA
AAAATTAAAACAAAAAACCCAACAGAAAAAAAAGTCCAAGTGCAACCGGCAGGTCTACCT
GTGACAGGTGCATGCTTGACAGATAAGAATCACAATCAGCTTTATTGGCCAAGTGCAGTC
ATATTTTTCGGTAGCTCGACTCTGCACTGGTGGCTCCTTGGTCACAATTCTCANACCGCA



ATTTAAGAGAAACTGCATAACAACCAATTGTCAACTAAGTGTTTTTTCTGCAAATCTGCA
TAAACGCAACATTGTTTTTTTTTTGTNGGTTTTTTTCTTTTTTTTTTAAAAAGCNAAACA
NTTAANCCNGGGGGGGAAAAGCANGGACNCNNGGACAACATCTTTGTNTTAAAAGNAAAA
NTCAAAAAATTTGNANTTTAAACTCCNTTNAAAACAGTCNGANCTGAAATTATTTTATNA
AAAACAACCTTTGTATNANNTGTTCAACAAGGCCNGACTCATTNTTTTTTTAAAC
>BJ513685 ID   BJ513685   standard; mRNA; EST; 692 BP.
TTTTGGATCACACTGACAGCTTAATATTGCAACCTAGCTATACAAAGACAAAAAGAACCT
TCATTTCTATAAGATTGTGCTGAAAGGCTGATTTTGTGCACATCTTTTAAACAAACAAAT
CAGCTAAACAAGTCACAGGCACTTCCCTGAGGATGCAGCTCTTCTCAGAGGAAAAAAAAA
ATCAATAAAACATGGTATTTGAAGTGTTACAATTTCANAAATTTGCCATATCATTTCTAC
AGCTGATGGAAGGAAACGTCACAGGGAGACTAGTAAAACCGAGCCAATCACTTTCTCCAA
ANAGCANACAGGTTANAAGCTGCANAGCAAANATATTCACCGATGCAAAATCTGTTCATG
CANATTTCAAAGAGCAGCANAAACAGATGATTAAATAAAGTCCACCCGTCAATTTAACAT
GGAAAAATAAAGCAGGAAACGAGCAAAACAAGCCCTTCTGATCTTTCTTGAATGCAGCAC
TATTAACCTGCACTGGCACGTTTCTTGGCAAAACCACCCTAACCACCCTGCTCCTCACAT
CCTGCAGGGCTCTGCTTTTTGTAGCTTTTCAAATTAAAAGCTTGAATGATTAAACCAACG
AATCAAGCAGCTCCTTCATTTTTAAATGTCTTTTGGAAGCCATTTCAGGTGATTAAAGCT
GAAAAATGAAGGTTAAAANACCCTCTTTAGCA
>BJ513714 ID   BJ513714   standard; mRNA; EST; 211 BP.
GAGCAGGGNCATTNTTCCTGAGAAATTACGNTCAATGAATTCAATAANACTTTTACTAAG
ACATTTCAGGAAAGATTTCTTCTTCAGTCATATCATACATAGTAAATAACAGTCCCTCTN
CNATNTTNTTCTTTTTTTTTGGAAATATTTTTAAGCTTANAAAAAAAAAAAAAGNANTAC
CAAAAATNAANAANGGGGAATNCNTTTNTTT
>BJ513760 ID   BJ513760   standard; mRNA; EST; 705 BP.
TTGATATTTTTAAATGCAGAAAATATGAAAACTGGAAATCACTGATATAGCATTTTTACT
AAGCTGGCTGATTAAGATCAAAAACAAAATACAAAATCAACTGGTTTAATTTGACATTTC
TCAGATTCAGACCAACTTAATCTACCATCACTCTTCTTTTTCCACATTATTTTTTAAATA
AAACATTTTTCTAGCAGTGTTCATCGGTCTCAGTGCATATACTGAGTTGGGTTCAGAATA
ATCTCCGGAGCACATCAATAGAGAGAGGAAAAAAAAGGTTGGAAAGATCCAGTTACATCA
TTCCAAGTTTTTTCTTCAGCTTCCTCAACTCTTCCATGCTGATGTTGTTGCCGCCGCACA
CCACAACCACCACTGGACCCAGCTCCTCCGCCAGCTTGCCCTCGCTCTGCAGCTTTCTGA
TGATGTGGCTGTACACGGCTGACAGGGCAGCACCGCAGGCCGGCTCCACCAGGATCTTCT
CATCATCTACAAAGTGATCTACGGCTCTCACAGCCTCTTGGTCTGAAACGACCTCAGAGA
AGACTGTGTGCTCGCCCACCAGTTTCATAGTCTGTGCAGACACCCTGACAAGACCCAGCG
TAGTGGCAACACTTGTAATCGCAGGTAAGGTCACAGGTTTCCCAGCCTTCATGGCAGCAT
TTGAGGGAGTGTGCTCCATATGTTTCTACGGCTACNATGGGGACA
>BJ513761 ID   BJ513761   standard; mRNA; EST; 679 BP.
GGAGGTATGAAAAACGAAAAAATTGCAAACATCCAAACATTTCTCATTACACAAGACATT
AGTAGAAGTTATCGAAGCTTAATACACAGACGTGGTCTCTAAAAAGTTGCCTTTTTATCT
GTAACGCCTCACTAATTTGCAGTTATTTGGCTGGCCTCATAAACTTTAGTTGAAACCATG
TAAACCAACAGCCATCAGGTCGTATGAGCACAATGGGACTTTATATATTTGGCTACAGTT
TATATCTTTCTGTCAGATTAGATAAAGTCCTTGTTCTTTGTAAAAGAGGCAGAAAAACAA
GAATCCTATGCCATAGAAACCTTCTGATATCACCAAATCCCCATGTGCATTTATCAAAAA
GTAAACCTCTACTGACAAGTGCACGCACAACAAATCTAAGTTCATGTCGAAAAACTGTTT
AATACCAAACTAATCCAACTTTGATGCCAAAAAAAAATACTCTATTCATCCCAGCAGGGG
AGGTAAAGTCGTGTAAAAACCATTGACACTGAGTGGCACCATCAAGAACAGGAAAAACAT
GTTTAGAAAAAAGAGGCAGAAATGCCTGGACCCCCATTACTAAACCTTTTTTTTTAAATG
GCCACTAAAGACCATTCATGGTAGTATGCTAATTAAAAGTAAAAAGTGCTGCTCAGTTTG
TGCCTTCATCTTCTGTGAA
>BJ513765 ID   BJ513765   standard; mRNA; EST; 712 BP.
TATTCTTGCATTTATTTCATGAGTTCATTTAAGCAGCATGATTTGCTTGCATGTTCCTTT
CCTTTGCTGCTTCAGTAGTTTTTTTTATGCTTTGAAGTCATATGTCCAGGTTTAGAGTAA
AAGCACTTTAAATTCTATTCTTCTGCTGACATTTTCAGGTTTAGTTGACCTGTTGTCATG
GCGATCCCTAATCCTGAGCTGCAATCCTTTCCATATGTATGATTTGTCGTAGTCAGACTT
GATTGAACTTAACCCGATCAGCCTTTATGAACCCCAAAACTTTAAATACGCCTGTTCTTG
CTCAGTTAGGAGCAAATTTCTGAGTAAGCTCCTGCAGTACAAGTCCACTGCAGACATCAG
CCCTTCCTCACAGTGACGTCATTTGCATACAGCTTCTACATGATTGGCTGGATGGACAGG
CCTCAGCCTAGTCTTAACCGGCTTTCAGGTAGTTGAAGAGGGCACCCAGCCCTCCGTCCA
GCACCTCTTTCACAGGTTTCAGGAGTGGGTTGTGGATGATGTGGAGACCTTTGTCAAGAG
GATGACAAGCTAGCTTCTGCAGCTGTAACAGTTGGTGCATCTCCTGGGGAACATCCTTGA
TATCATTGAAGTCCAGATTTAGCAGCTCCCACCAGAGTCTTCATGTTGTAGATGCAGCCT
GGGACGTGAGCAATGAGGTTGTGGCTGAGGTTGAGCTTCTTCAGTCTGCTCA
>BJ513778 ID   BJ513778   standard; mRNA; EST; 264 BP.
GGGCAACCGGTACAAAGTCATGCGTGCCAGATCAGGGTGGGATACATATCTCCTGTATAG



ACTTCTTTCACTATTGCACTTGTACACTTCANATGCTGAGAAACACTTTAAGCAAAGACA
AAAGCCATCTGTCCCAGTTCCTCTTAACACCCCACAGGANAGGGTTTGAATAGTTTCAAT
TCAACACTTANTAAGATGAGAAGCTTATGGNGAAAGACAACTTTCTCTCTGCCTTTTTAT
TAANAAAAAAAAAAAAAAAAAGGG
>BJ513812 ID   BJ513812   standard; mRNA; EST; 119 BP.
CCNAAAANNCCAAAATTNNNAANTTNGNTTTTNAGGGGGAAAAATTCCCAAATCCCGGAA
ANNANNCCCCCCNNNAAAAAANNAAAANTNNANCCCTTNNNAAATNNTNGGGAAANANC
>BJ513835 ID   BJ513835   standard; mRNA; EST; 127 BP.
TGTGCANAANCTGGAACNAGGACGGCGAGTTCGGCTCATTTCAAGTCAAAAAAAAAAAAN
TCAAAACNCAACANCTTGTGCNCAACAAANAANCNCNACNCNCTAAACAAACGGAAGGTC
ACACGNG
>BJ513837 ID   BJ513837   standard; mRNA; EST; 487 BP.
ANATCCTAGAGGTCAAACAGCTAATTGAACTTAATACACAAAGTCTAAATGTGACCAACA
GGACATCTTTCAAAACATGGAAACAATGCTGTGAATCTCTCAGTCACCTACCTGATCATA
AGTGGAGAACTGTTACAGTCAAAGTGACTTTTAGCAAACCATTTTCCACAGCAGCTCATT
ACTTGAACTGCCTGACCAACGCTCAGTACACTGTGACACTGTTGCTCAATCTCTTATGTA
CCGACATGCTCACTCGCACAAATCCAGTCACTTCACCGTAATTATAGGCATGAGGGGGCT
GTGATGGGGAGTAATGCAGCACAGGAATGTGACCATCACGCTCGCGCAGGCACACATACA
CACAGAACTAACGAGGCCGTTCAAATAAATCTTAAAAACCTTCAGGATGGACTGACTTGA
AAGGCTTGCAAACTCCGCCGATTCATCTTTAATATCATCCTGTCTTCTCTGGACCAGTCC
CTCGTGC
>BJ513868 ID   BJ513868   standard; mRNA; EST; 399 BP.
ACTATTTTACACAATTTTTCATGTACATCANAAATTAAACATGGAAAGAAAATAGAGCAA
TCTTATTAAAACCTTTTACAAAAGAATAATTGTTATTGACACCATTTACAGCTTCTCTAC
ATGTGCTGGAGAGTGACAGTGGTTTAGTGGGATTCCGAGGATGTTGGAGGAATAAAACAC
TATGANGAGGGACGCCTATTGATTTGTACACATTGACTCCCTCGCTGAACTTTATGGCGA
CNAACCTGGAACAGTGTCCTATGAGTGCGTTTACCTATCACACCATCTTGGTCTCAGCAG
CTCTCCTCTCCGAAAGGCCCAGTTTCTCCACAGGAATCTTCTAAAGAGCGACGCTCTGGT
CTCTGACGGTCAAACCCCANAAAGATGCTCCACCGTCGC
>BJ513874 ID   BJ513874   standard; mRNA; EST; 739 BP.
ATGCTGAAAGAGTTCATCTGAAAAGAAGAAAAATAATATAGAAAAGAGAGAATGTGTACA
TTGAAGCTGTTTCTTGTGTCAGAAAATAACAGAAACATTTCATAGGATTCAGATTTTGAG
GTTCAGCTGCTTTGACTTTATTGTCCTCAGAGAAGCATGCAGGAGTGTCTTTCCTTACAA
GGACAGGACCGGCCGAGGATTATTTGTAGATGTGACCATGATGCTTTATATTATGTATTT
TCCTGTTTATAGGTCAGAGGAGGATTATAGCAACTTTACAAGTGCACACAGCTGGCTTCT
GCTTACATTAGAGATTCTGAGCTTTTTGGTGAATAAACTTCACTTTTCTCTGTTTCACAT
TCGGTGATTCATGGGCGGATTAAACCAAACTAACAGGCAGGATTCAGGGTTTCTTTCCAT
CCCTCCATCAAGAGAGTCTTTTTAAAATGAAAGTCAGAAAAAGAGCTGCACTAATTCTAG
CCGTGGAAAAGCTTGTTAACTGTTGTGAGAAAAGCTGTGATCAGAACCGGATAAAGTTTC
CGAACCTCAAGACCCACAGAGAGTGATAAGAGCAAAGATATAAAACCAAACAAACACAGA
GGGAGGTGCATCAGAGTAATTCAGCAGGATGAAACAAATCATAGAAAAGTCTTTAGAAAG
GGGCGCCTGCTTTCTTCAAATGATATATAAACNAGGACTCAGAGGATCACGTCTGTTTGA
TGCATTCTGGGTCCATCCA
>BJ513881 ID   BJ513881   standard; mRNA; EST; 621 BP.
TTGAATTTTGATTCCCAATAATGTCATGTCGGACAATTTATTGTAAGGCACAGTTCTGTT
AAGATAAAACACTGATTATATGTACAGCAAATATTTGAATGTGTTGTAGAAATCCTACAA
ACTTCAACTCANAGACAAGACAAATATTGTAAAAACAATGGAAATTTGCTTCCAAGCCCT
TTTTCTTGCAAGATTTCAGAGGTAAAGTCACCACTTTACAATTTGATAATAAGATGTAAC
AGAACATTTAAAACATGCTGTAAAAAGAAATACAGAATAAAAGAAAACTGAGTAAATGAC
AAACCTTTTGAATATTCTGTAAAAAGAAAGAATACTTGAGATTTTAACTAGTGCCCTAAA
AGAAGAAAACGATTTAAACATGTGCTCAAACTGTTAGTTTTGCCGTCCATGTTTAGGTTT
AAAAAACACTTTCTCTAAAGAATGCATGATGAAGCCCACGTCTTAGTTCTTTGTGATGCA
TTTAATCCATTAGCAAAATAATTCTCTGATAAAAGTTTAGGTCCAACTTTTGCAGATCAC
ACTCTGGAAAACATTCGGCAAGAGCATTAGCTGCACAGGGACAAACGTGTGTCTGTACAC
AATGAATCATCACCGTAGAAA
>BJ513887 ID   BJ513887   standard; mRNA; EST; 718 BP.
TGAAGTACAGTTCTACAATCTGGATTAGGTGCAAACTCCCTTCTGCAGTTGACATATGCT
GACATTCATCTCTTGAAAATGACATGTAATCCAGGATTAAAGTAGATGTGAAGTTTTTCC
ACCCTAAAAACCTAAAGTCTAAAAATTAACATTCAAGATAAATTAATGAACACAAACATG
GTCTGTTATCAGGAGTTTCAGATTACAGCAGATTTAAGCAAACAAATGTCAGATGAACTA
CCAGGAAGGAGGATGTTGGGATCGTTTTTGGGTGACCAAAAAAGGAAAAAAAGGGGTGAA
TTCACAGTAAATCCAGTTCAAAACTGACACCCAAGGACATCCTGTTGATAAGGCTGTCGC
CGTTTAACTAAACGCGGACGGAAAAAACGAATACCGTCACTCCAGGAGTGCAAGAAGGAA
CACAATCCATCTGATTAGTAAACAATTCAGGAAAACAAAGAATAAAAAAAACATCATCCC



TTTTAAATTGGGGGAACTTTTCATATTAAACTAAAAAAAAAAGGTTTCAATGAATGGGTT
TTTTAATCTAAATGGCACAAAGGGATCATGAGTTTCCTTTAAACAGAAGCTTTCTTTTCA
TTGGACTGTCAAAAACGTAACAGTCAAGCATCAAATCATCAAACGCTGAAGGTAAACTAA
AGCGGATGGGAAACGTCTGCGACAGAAAACACTTTGCTCTAGCGCTTGAATCAAGTCG
>BJ513894 ID   BJ513894   standard; mRNA; EST; 231 BP.
ATTTATTTGACCTTTTTTGTAGAAACTTTGACATAAAATACATCTGCAGAAAAACTTGTG
ACTGTCAGGAGAAATTCAATGCAGCTCATCAGGCACAGGAAGATCTACTTCAAATGATAC
CTGACATCCTTGCTGTGGTTACCCCCCCCCCCCTTCATTGTTCAGAAAAACTTNTTAAAA
ATANAANTTTTTTAANATTTACNATNCAAGTTACTTAAAANGNCTCATTCT
>BJ513930 ID   BJ513930   standard; mRNA; EST; 624 BP.
GATTTAGTGTGTGGAGATGTATGACCTATCCAGGCCCAAGCAAAGGGAAGACATATTTAC
ATATCAATCATACAATCATAAAAAAACTCACCACAATCTTTTTTTAAAGCACCAAAAATG
TCAGGTTTTATGCATTGATTTTTCAAATGGCACAAAAAAACAACAAAAAACATTGATCAA
AATGAAGACAGTTTTTAGAATAAGCATGTTTCTGACTCTATGCAGACTAATGCAAGCAAA
AAACAAAAATACAAAATATTTGTGTTAAATCACTGCACCTGCTTTTTTTTGTTCTTACAG
TTTCCTCAAGAAGGCATAGTAAAAGAATATTGGGGTACAGAAGTTGTTGGTTTCACTCCC
ACGGGGCCTCGGCTATCTCGGGCTGGGAATACAGCGTCAGGTCCTCATATAGATCTCCAC
ATGTTTCAATCACCAAACCCTCATAGATGTGGTCCATTTCTGGCTCTTCATACATGCTGT
CACTCTTTTCAAACTGTTTGTGTTTGCGTAGCAAAATAGCAGCAATACACACAGCCNACA
GCAGACCCTGTAAAATGATGAGACCATCCTTCAACTTGCTCATGTGTTGTGCCTTATTAA
AGTCGATGTGTTTGACAACTCGAA
>BJ513947 ID   BJ513947   standard; mRNA; EST; 591 BP.
AACTGTCNCTGATTCATGGCAGAAATCTATCCNGCACCCCCNCGTTACAGGTCCCATCAC
TTTTATGAAACACATGAGGGGCATTTTCCACTCGGCTAAGTCCACTTCANCCAACATACN
TAGGTAGCAGAAAGCGTGACTGAATGCAGAAATATTGTGCAAACATTGATGGTCTAACAT
GTATGTCTTTGTTACGTCCCATTCCAACTTGCTGCTATGACATTCAATAAATCTCCAAAC
TTGCTGACGCATACGTGACGTGGAATTGATGTGGTCACACATGCAGGTCGCANGCACACA
CACACAAAAACTGGCATGTCCTGTCCAACACGGCTGTGTCTTTTGACCTCCCGCAGCAGT
GAGGCCCACAAACACAAGGACATGAATCTTGGCTTGGTTGAATATTTTAGATCTNATACT
AACAAATTTTCTTTGGAACCACCAGAGCCTGAGACTAAAGACAATCCTTGTTTGCACCTC
TNACTCCGGGAGTGGCCACGTTTAACCATCTTTCCCAGACTTCCCTGCCCCACGCACAGA
ATATTGCCTGGATCAGGTGCCAGTTAGGTGCTTCACGAGCAGGGGTGGTTG
>BJ513948 ID   BJ513948   standard; mRNA; EST; 437 BP.
ATGTGAACACGGGGCGCTTTCCTCAGCAGAGGAAATGCTTTTTTTATATTTTTCAGAGAG
AAAAAATGGTTGTTATTAAAAGATATCAGCTATCAAATAATACAATAAATTAAAATGACC
ATATTCAGCCTTTCAAAGAAAATCTGGAGTAGCACTACATGTGAAGAACAACAGGGATCA
AATTCAAAAAGAGTAGAGACGGGTTTGTCGTTGTTTAGAGTGGATTTGTGGAGCTTGGGG
GCATTCAGACGTAACCCTTGACTTGTGTTGCAGGGGCCCGGCGGGGACTGCTTTCTCCAC
TGCTGAAGGTGGGGGAGTCTGGGATGCCAGGCGGGCTGGAACCTGCGTACAGCAGGGATC
CCCCNATGAGGAGCAGCGCTGAGGCCCCCCAGCCGATATAGAGAGCTGGGCCGAGCTCAC
GCTTGTGCGGGGCCGCC
>BJ513954 ID   BJ513954   standard; mRNA; EST; 735 BP.
AAGAGCTTTTCTGTCCTTGACGTGATTCATTCAAACCTTAAAGAATCAAAACTAAAAAAT
ATTAANAACAAAATGTCCAGTAAGAGAAATCCGCAAACTAACATCAATCCAGAACAACCN
AAGATGTATGTACATTTAGAAAACTTGACTTCTACACGTCTGGGCCTTCTCCACCTGGGA
TGAGCATGGTGATGTTGTTTCCATTCAGGAGGATCTGATCCAGCTTTGTTATCCTCCTGC
CTTCCGGTGTGATTTCAAATTCTGTCACGTCCTCCAGCACCATGTCTGACACAGAGTTAA
GGAGCGGCTGTGGGCCAAACAGGGAAACAGCACAACACTGATACCAAAATATCGATGAAG
GATACTGACAAAATCATCAAAACCTAACAAGGTTCCGACGATTTCTTTGTCTGTTTTCAT
GACGATGTGAATTCGAGAGCCGATGCATTTGTCCACAAGCTCTGAAGAAAGAAGAACAGT
TATTTCAGCACTTTCAGTTTCATGCATGCAGTCTACAAACCACATTGACTGATTTTATAT
TTTAACAGGTGTCTGTAACTTAACTTTTTGTTTAAAATAAAGTTTACGCAAGGCATCCCA
CATAAGGAAAACCATCTCTTAAGAGTAGTACATCCTAATAATATTAATGATAATGAATGA
CGAGGTGAAAACGTTTCCTTTTGGGCTAATTAGCAACACGGTCGCAAGGAGCGGCTAGCT
GCAGCATTGCTATGC
>BJ513961 ID   BJ513961   standard; mRNA; EST; 169 BP.
CTTACTTCANAANANATGGTTTGGGCTACTGCACGGANAGCGCCNATNAGGGCGTATTTT
GAGTTGGAAGCTCACCCNGAGCCNANGATGGAGTAAACTGCTNNGCTANATNGTGCAAGG
ATAAATAAAACCCCTNANTTAAGGTCTGCAACANGGAAAGGCATGGGGA
>BJ513998 ID   BJ513998   standard; mRNA; EST; 245 BP.
GATTCTTTATTTTTGAAGAGACAAAAATCTGCACTAAATAACATCAAACCTTTGCTATCT
AGTGAAATATCTCAAGTATCTCCTCACCAAATCCTGACATGTAATTAAAATGCCAGCAAA
TATGCGTTTATGTTCCAATAAATTAAAACGAAACAGGTGTCATGTGAAATAAGGTCAAAT
GCGGTAGGAAAAATGTGTTCTGTGGTTTTTGTCCCCCCCCCCCTGAATCGGTTNNATGAA



ATCAC
>BJ514003 ID   BJ514003   standard; mRNA; EST; 713 BP.
TCTCTTTATTCAATAGTTGGGAATCAGGAGCAGAGGAAAAACTGTTTTAAGAAAGAGTGT
ATTTGTTAAGTATAAATTCTGCTGGCGGGTCTCAAGCTCTCTGCTCTGCTCCATTCTGAT
CCTCCACCCACAGATCCGTGAACGTCTGATTTCCTGGTCTGAGCTGGAATCTGGATCAGA
ACTAGAATGGATGGATAGATCTGATGTTGGCCACCATTTTTGTTGCACCGCTNATGTTAG
CTTATGGTTGTGAGGGGCTGTAAACTAGTGGGAGGGAATGTAAACAGAGAGCTCTCAGTT
ACTGGGAGGTGAAGGGTCAGTCAACGGCAACAGTCCCGCCCACAACTGGGAGGTGAGTTT
CTAATGAACTCCTGCCGCTCTGCAGAAATATGTTCAAGAAAACGACTTGAACTAGAAACA
GGATGATCAGAAACACTTTCACAATAAATCAGAGGATGATCAAAGAGCCTCTCTCTCCTC
CACCTGAAGGTTAGCGGCCTGCCGACCCCTGACCTCGTCTGGCAGCTGAATGGACACAGC
ATCCGCCCTGACTCCTCCCACAAGATGCTGGTGAGGGAGAACGGCGTGCACTCGCTGGTC
ATCGAGCCCGTGACGAGTCGCGACGCCNGCATCTACACCTGCATTGCCNGCAACCGGGCC
GGCCAGAACTCCTTCAACCTGGAGCTCATCGTTGCAGGTGAGTGTTTGTGGCA
>BJ514012 ID   BJ514012   standard; mRNA; EST; 528 BP.
TTGTGAATCAGGAACAGATAACAAAATGGTGTTTGAAAAAAAGAACGTATTTGTGACGTA
CAAAAGAGCTCCGATCTCTCAGCAACGGGGAGGGGAAGGGGCGGCGGAGTTGCTCCCAAA
ACTCAAAGGTGAATTTCTAATGAACCACTGCTGCTCTACAGAAACTATGTCCTAGAAAGA
AGGAAAAAAAAAAAGGTTTCTCTTTTATTTTTCCTAAAAATGGCATGATGATAATTAAAA
CACCGCAGGGAACNCCNCGACAGTAGGGGGAGNGGGACTTTAAGCCGTTTTCTGCAGTCN
TCTAANAAAATACAAATAAAATTATCCTGATTTTTCTCACATCCTTGTTAAAAAAAAAAN
GGNATTTTTGNATTTNGGTTCTNGACNGAGNGCAAAGCACCANTNAANTTTTCAGGGATN
AGTTTGATNACCTTTTCCAAAAANAAAAAGCAAACGGAGCGACNCAAAAAGCATTTCTAA
AGCCAAATNAAAAAAATTTGNCTAACCTGNATTTTTNTTGAAAACNGC
>BJ514016 ID   BJ514016   standard; mRNA; EST; 438 BP.
TTCTTTTTAAATCAACGCACAGGTGATCTGTAGAAGTACAACATATATGAGTGAGAAATA
AAAAAGCACAAATCAGACACACAGACATAGCCCACGTGCACAGAAAAACACACACACGCA
CACACACACATACNAGAAACATGATGGACTATTATATTGTCTACCTTAAGTCTTCACCAG
TCTTTTGTCAAACTTGTGCTATTGTTGTCTGCCATCACTTCATGGTCAGGAGAAAACAGA
GGATACATTCAATAATCTGCTGTACATCAGGGTATACCTCTTTTTTTTTGTCTTCTCCCC
AAAAATACATCTTCTCANAACCAGTATTAGTAATATATCTGATCAATTGTAAATAAAATA
AAAAAAGCATTAAGGATGTCTATATGCATTAAAAAAAAAAAACAATACNAAAAATTACAA
ATAANTTGNGAAAAANCC
>BJ514030 ID   BJ514030   standard; mRNA; EST; 203 BP.
AGCTTTCCTTTAACATAGCGCTTGAANTGGATACAGTCTGGTATGAATGCCTTTTGTGGA
GATTTTCCTTTAATTTTTACACACGACTGCATGGACCTGAANTGNTTACAACATAGGAGG
AAATTCTGGTTGCATTAAATTTACTCCACCCATAACAATAAGGTTAATGACGNAGNCNCA
ACATATCCCCATTTAANCCAACA
>BJ514043 ID   BJ514043   standard; mRNA; EST; 479 BP.
ANTACTATTCAAAATCCACATAATGTTTTGAAAAAAAGAAAAACAAGTTCTTAATCAAAA
TGCAAGCAAAATTCTTGCCCCCATCATCCACCGCATCTGAAGCCAATACTTTGGGAATTT
TAAACAGCTATTGGTGGACTGCTCTGCGTGTGCGTCAGTGTTATCTGCTGTTGTAAACAG
TGTGTGAGAACCACACCTTTTGTAAACATTAGAACTGAATGGATGGGTATCTTGAATTGC
ATCAGACAACCAAAGCAGCAGAAGATTCATTTTTACTTCCTGACAGTGTGTACCTTCTTG
AAGAGCTGCTNAAGGGTTTGTGGCTTTTGTAATGGATACAGTGCAATCAAAACATTACTT
GGTGAATTAAAAGCATCACACAACAACAGAGAGTGGACTTCATAAACATTTCACAGAATA
TACTGATTGGATGTGTCAGAAAAGACGTTCATAGTTGGTGGTTTTCANTCACTTGAGAT
>BJ514044 ID   BJ514044   standard; mRNA; EST; 214 BP.
AATAACTTAACATTGAATGAACATTATTTAACAAACAGCACGACACCAACATCATGTGAC
CTCAGATGTTCAGGAACAACAGAAACCAGGTGGACACCACAGATGGAGTGAAAACAAAGG
AATGGCTTTTCTTAACTCTTCATCTAAACTTCTCAATGGTCTGTGAGGATTGTGGTGGGC
GGGGGGGGGGGGTGTNTNTNTCCNCAAAAAATCT
>BJ514045 ID   BJ514045   standard; mRNA; EST; 639 BP.
AAAAAGGGTGCAAACTGGAATTCCCTTTAAGGTGTGGAGGGACTTGAGACTTCTTTAAGA
TCCATGTGAGACGCTGTAATGTATGAATGCAAGGAAGGGGGGGGGGCAGTCATCTCAAAT
GAAAGGACCTTAACCTTTCTGTAAATAAAAAAAAATCNCAAAAANAACAAATGTGGGTCC
TTCACTCTTGAANCCCTTGACTACCTCATTCAAATACNTTTTCAGGNGACATTCANATTT
CANCNCAATAATATTTATTTACNGTTTTAAAAATTCTCTCAATCANAGCTCTAAAAAAAA
CCTTAGGACAGGANAAACTCTTTGANCTGNACATGTTGATTTTCCACAGTGAGGGAAAAA
AAGGAAAACAAAAAATTAAAGAACNCATCATTTATNTGGTTTTTCAACAAANACNACCGT
TGTGAACTCTGTACAATTTACNGTTCAAATAANCATCACAATATTGCAGTAAATATCACC
CNACACCTCTCCCTGGAAGGAAACTATACNGTAAATCAAACNCAGTTCTACAGTACANCA
NCAAGGAGGAATAAAAAAAGTGCCAAAAAAGTCGTTCATTCACACTTGAGTCGTCTTTTG
CNGTGACAAACGGGAATAANTTACCAAAAAAACAACNAC



>BJ514074 ID   BJ514074   standard; mRNA; EST; 422 BP.
AACTCGTCAGCTGGATCTTCACTGCGTGTTCCTGCAGAGAACTGCTCAGTCTTGTTCTGG
ACAGAGCGGTTCTGTTCTGACCCCGCGCTGTTCTCCAAGAGCGGGTCTGTGGAGACCCAC
AGCCCACGTGGCCTCGGCTGGGGCGTCTGTTTCCGCTCCTTAACCACAGCAACTGAAGGT
CCGTCAGGGAGGACGCTCATCAGGAGGTCCACCGAGGAGGAGCGAGGAACCCCTACNACT
GCGGAGTCGGAGCAGGGAGAAACTGCAACTCCTGTGTCAACATTCGTCTCTGACTCCTCA
TCATCCTCCTCCTCCGGTGGGAGGTGGGGGAGAGAACAGGTGATGGAGGTGCCCGGAGGA
GAGTCCGTANGAAGGAGGGAGGTTGAGAGCTGAGATGGGCTGCTGCGCTNAGAGGAGTAA
CA
>BJ514079 ID   BJ514079   standard; mRNA; EST; 576 BP.
AGAATGGTAACTTCTACAGGAGTAAACAAAGAGGGTGAAGGTCTTTGTCTCTACTCCACT
GAAGAACAAGTAGAGTCCCTTCACCTATAAATACGGCAGACTCAGCCCGGCCCCTGGGGT
GCTTCTGACCCGGAGAGCCGGGTCCTAAAGCAGCTGTTAGAGTTTTCCATGAGAAAGATG
TTTGTTCAGCTCCGGCTTTCACAGAAAACAGATAGAAGGTTCTGCTGACACATTTTTCGT
TCGGGTCTTCTGAAATCGTGCAGCTCCGGAACCCGCGGCGATCAGGTTGCGCTCGCGTGT
TACGTTAACTCTGGAGCTCCGCGTCTTTCTTCATAACACAATCCAGGTGCAGCGGTCACT
GTCAGCCAACACCTGCAAAGATGAACCTTTGTGCAGCGCCTCGTTGGTCATGCGGTTGAT
GTAGCGGGAGCTGCTCTCTGGAAGCAGCCACTTCATCACCGTGTTGACGCAGGACTTCCT
GTAGGAGCTCCACACGCTCCCACTGGTCTGACCCCTGACCTCCGTCAGGTCCCCCACCCC
CACGGTGCANCACGCTCCTTGTGTTGAGGTCCCAGC
>BJ514104 ID   BJ514104   standard; mRNA; EST; 435 BP.
TGGGATTCAAGCTGAAACCATCCAGCATTTTCAGAACCAAAACTACAGAATCTGAAGTGT
TTTTAGAGGAAACATCGACGTTTCCTGGACTGGAGGCGTTTTAGGAGAACCTCTGGACGA
AGGACAGGTACTCGTTTACGTCGTCAGGTGAGCCGACCACGAAGGGCACACGCTGGTGGA
TGGTCTCCGGCTGGACGTCCAGGACCCTCTGGGTCCCGGTGGTGGCGAGGCCCCCCGCCT
GCTCGACCAGGAAGGCGATGGGGTTGCACTCGTACAGGAGTCGCAGCTTTCCTTTGGGAC
TCTTCTCGTTGGCTGGATACATGAAGATGCCCCCGTACGCNATGGTGCGGTGCACGTCGG
ACACCATGGAGCCCACNTACCGAGCGCCGTAGGGGGCGCTGCCATCCTCTGGGTCCTTCT
TGTGTCTGAGATACT
>BJ514110 ID   BJ514110   standard; mRNA; EST; 574 BP.
TTTATTTCCAGGACAGAGTGAGACAAGAAAACAGACAGACAGTCCAGGCGGTAGCAGAGC
GTCCATGAATAACAGCATCCTGGTCCCGCTTTGCTGCCGGGGGCTGCTCTACTGAAGACC
ATTCCTCACTTTGTACTCGTGCACATCTGTGCTGTGCTGCTTGAAAAGCTGTAGACAACA
GGCTACATGTCAGTCTCAGAAAACTGCAGGTTTTAACCAAGCCCACAAAGTCCCTTCACA
ATCCAAAGTCAAACTGGTGGTACTAAATGTTGCAGTTCCTCATGTGACCACAGAAGGTGC
AAGGGAGCGATTTCCCATGCCACCAAACCTAATTTGAACCAGCTGTTTTGATTAGAACTA
ANAGGTCTGCATTATTATGGGCGTGTTATTTTATTTACGAGTGAGTGGATCCATGATGGA
TGAGAATAAAATCTTAGTTTTTTTTCCACCCAAACATCTATTTTGGAATGTCAGAGGTGG
GCAGAGCAAACTCAGTTCACCCTTGCTTTATGTCAAAGATTATCTGCCTGGGTAAAGAAA
TGGAGGGGACTTCTTCTTCAGGTGCTCACAAACA
>BJ514133 ID   BJ514133   standard; mRNA; EST; 521 BP.
ATGTACAGCCATCGTGAGATGAGTGAGCAAGTGAGTCCACTGGCATAACGACGAAGCATT
AAAACACAGAAATACAGGAAAGAGAGGTCAGGAGGAGAGAAAGCTCTGTCTGCCTAACAG
TAGGATCTATTTAAGTAACCTCACCGTGTTTCTGTTCAAACACTAATGTGTCCATGGTAA
GGTACCCCTCTACCCCTACCAATACCATTCCCTGACTGACATCTCTGCACTCGCAACTAA
GAATATTTTTCTTTCGGAGGGCCATCAGAGCGTTGAAGAAATCCAGATCAGCAATGAGAC
TGTGAAGTTGGGGAAAAGTTTTACTTGCTGGCTAAAGTCCCCCCCCCCCTTTATTAAAAN
ACTATGTTCGTTTTTTGGTAACTCTCTNTTAATCTGATGAAACCCAATTACAANAAGGAA
GCAAAAACGCTNAAAACAANAGGATTGGATAAAAACAAACCCCCCCCCCCANCNTTTTAA
AGGNNTTGNNCCCNANCNAAAAAAAAATTTTNTGGGGCAAA
>BJ514138 ID   BJ514138   standard; mRNA; EST; 533 BP.
TGTACANAACTTTTTATTGACTTCTCTAATCCATTCATCTCAATAACAGGTACAGCCGGG
AAATCATATCACATGGGGTCTAGAACAAATAAGACAAAGGAATGGGGAGGCTCTTGCTAC
AAAATTTGGTATTGATGTGACTGAAAGAAAAAAGAAAATAAAACGTACAAAAAGTCGTTC
ATGCATACTGGAGAGGAAAAAAAAATAAAGAACAGGTTTTTAGTGTTTTTTTGTACATTT
TGTAAACAATATCCTTCTAGAGATCATATCAAAACACAATATGGCAAGTAACAAAAATAA
GGGTTATAACATGAGAATGAATGTTCTATGAGGCATCTATAATGCAACACTGCTCGGTGT
GGATGATTTTACAGAAAAAAAATACATTTTGCATTTTTGATGAGTCATTTGCTCTATAAT
TGTAAACACTGGCAGTGTTCAATGATTATACAATATGTCGACCCTATACTACCAATATTT
TCACTACATACATGAAACGCGCTTCCCTGCTTTCTTACGCTTTANTGATATGA
>BJ514144 ID   BJ514144   standard; mRNA; EST; 550 BP.
TATTCTTTATTATGAAGTGCCACAAAATGCTTTGTGTTCATTGTGCTTACATTTTCTGAA
TACTGGCTCAAAAAAGACAGGAGGTCCTCCCTCTGCACCAGAGATCCAAACCTCCTGAGA
TAAGGTGTGTCAGATTTTGCTATACAGCAGTAAAAACATCTTAGTCCAAAGGATTTTCCC



CCAATAAACGATTAATTACGGTATCACCATTCTTTAACTTGGAAATACAAAAACAAAAAG
AAGAAGAGAGGTCAAGCTAATAGAAGTTTTTTGTTCTTCTCTACCTGAATTCTAGTTAGT
TTCATTGTGCTACTTTCTTTAAGGTGGAGATGAAAATGATGGAAGTGCTTAAGGAGGCAA
GACCTGGAGCTCACCCAGAGACGGACACATGCAAACAGACTCACTGATCTTTCCGAACAG
CTTGATGATGGACAAAATACCCATAAGACACTGCAACTGCTGTTTTAAAGCTCACAGTTG
TAATTACCAAGTCATTTTGTTTATTATCTTCGTCTGATTACACAGTACTTAACCACTGCC
GTGGAGTTTA
>BJ514156 ID   BJ514156   standard; mRNA; EST; 646 BP.
CTATTTACAAATGAGAAATCAGATTTTCTATCATTCACACTGTGATAAAAGATTTATTCA
ATTTGAATCCATATGTTAGACACTTAGCAATTGTTCACAGCTGGATGGATTTTACTGACC
TGTACAGACACAAGAAATGACCTGGAGGCATGCAAACACGTTTCAGCATCCTATCAGAGG
ACGCTTATCTGTCAGAAGACTTCAGAACGGCGTTGGTCGTCTCCGAGTTGAGCAGCAAAT
GCAAAGATGCTGTGATGTTCTCAGTCAGGTGCTCACAGGGAAACAATGCTGCCTTTGTAG
GGGTCTCTGATCACGGCTGTAGGCCTCCCAACCTGATCCCTTTGCTTGACTCTTTTGTAG
ACNAACTCAGACATGGGCTCTCTCGGAATGAATCGGCCGTGGCCGGGTGACACCTGCAGC
TTCCCGTGCTCATACACCACTATGCCTCTNGAGATGGTGACAGCCGGAACGCCGTGGCAC
TTCATGCCCTCAAAGATGTTGTAGTCCACAGCCTGGTGGTGCGTCTTGGCTGAGATTATC
CGTGTTGACTTGGGGTCCCATATGACCACATCAGCATCTGAGTTTTTGGCGATNCGGCCC
TTCTGCGGATACCAGTTGAAGATTTTTGCTGCAGTGCTGCTGGTGA
>BJ514180 ID   BJ514180   standard; mRNA; EST; 632 BP.
GTTTTTATTCCTGACTTGTTTTGGAAGTAGTGTTTGTATGATGCTGTCAGGAACCTGTAG
ATGTTAAGACCAGGTCTGATCCCTTCCCTCCATCCTGCTCACTGTTGCTGTGTCCACAGT
TCCCAGTCAGCTCTGGAAAAAGGGTTGTTCTCAATGAGTGGCTCGGTGAGCCTGGCATTG
GACTGATACCTGGTTTTTTAAGTGGTATTGGAGAAGCGTGGATCTTCTCTGAGCGAGGAG
TGAGGGGGGAGCGGATACCAGGAGACAGTGGCCCTGAAGAGGGTGATCTCCCCCCTGTAG
GAGAGGCGGCTAGATTGCGGTAGTCTGTCCCAAATGGAGAACTACTGATTGGTGCCAGCT
TGACTCCAGCCTGCTGGCTGGTAAACCGAGACAGAACCTGAGTGACTGTGTTGCGAGCTA
GCTGCTTAGCTGGACTGTGCTCTGGTGGAGGAGAAGTGCAGGCTGAGGTGGGAGAGAGGT
CTCTGGGGGAAAGGGGACCACCATGCTGCTGCTGTTCCAGCTCAGCCTGGCTCTGAAACT
TGTTCCTGGCAGCCTGGAATCGCTGGTTTACTCCAGCATGGAAGAAGGACTGATGGAAGC
CTGGACTGCCCAGTCGCTTAGCAAGAACTGGA
>BJ514189 ID   BJ514189   standard; mRNA; EST; 601 BP.
AAAAAAGTACAAAATTCGAATGTTACGGTAGGAAAAAAAAAAACCTTGGAAAAACAGCGA
ANANACNCTGCATGTGACGGAACCGTGCAGGTANAGAGGAAGTGCACCACCAGGAAATGG
GCCACTGCACACGCTCAGTTCACCTGGCTTCNCAAAAAAAAACAGAAAACAAAAACNCAA
CAGGCAGTAAATGTCCNCTGGTTGTTTGTCTGATTGGCTCTNCAGGATTTCTGAGGNGTA
AAACCNAGGCAAAGTGANCCGTTCCAGCNCNCCNATNTGCTCTGCTGCACTCTTCAAGNA
TTGCTTGGANCCTGATTTACTTCNCCTCTGTGCTTTCATGANAATTTTGGTTCTTCTCCA
TCACATCTNATTCTCCAAGGAAACTTTTCTACNTTAAGGCTTCAGGCCAGTAGGGTCAAT
CTCTCCCCTGAAATTTAATCAGGGATGTACAAAAAAATAAATACTTACNAAATCATCAAA
AATCAAATACGTTTTCAAATAAAACTACNAGGAANAAANAAATAAATTACNCTCTAACAA
TGAGCAATTTCTCANAAACGTCAAAGGAGGCTTTTTTTTTTTTTNNTCCCTCGGGCCAAA
T
>BJ514221 ID   BJ514221   standard; mRNA; EST; 498 BP.
GTCCCATACAAATGCATAGTTGCAGCATCACAGCATTTATCAGATATGTCTCTGAACAGC
CGTAAAACAAAAAGCAATGGGATTTTTTTTANCTTAATGGTTGGTTTGGTTTTCCTCTCT
CAGTTAATCTAAGAGCCAAGATTTTAGTTTGTAGGATATTTTTGTCCAACCCTGAGTGTT
CCATCATGTTCCAGGTATTTTATTTTTTTACATTTATGTTAAAGCTTTCCTATTTGACCT
GATGAATTTAAGTTCATTCATTTAATCAAGGTCCTGTATATGTCTGTGTCCTGCATTTGG
GTTCTTCAAACCACCATTCANAACAAAGAACAGTTAAATTATTTTTTGCAGTTCTTAAGG
CCAGTGACTTCCTCATCTACCGGTTCTTGGCAAAAGAAAGTGTGTTATACTTGAAATAAT
AANAAGCATTCTTTTGTTTTTAANATTTTTTAATGTTTTAAATGAATGTAGTGCTCAAAC
AAAATAATCAACTAANTA
>BJ514222 ID   BJ514222   standard; mRNA; EST; 414 BP.
TTTCTTTTTTAACCATGGTGAATCAGAAGCAGATGAAAAAAAAAGTTTAAAAAAGCAGTG
TCAGTGACCAACTGCAGTCCATGTATTTATAACAAATAAAATGCACTGGGCGGGCCAAAA
GCTCCCTGCTCTGCTCCATTCTGATGCAGACAAATGGATCCATGAATGAATTTGTTTTCC
TCATCTAAGATGTTATCTGGATCAAAACCGTACGGCTGGAGATTATTGCTCGCCATTTTT
GTTGCACCGGTNAAATTGATGGGGATGTTGGGGTTGTGAGGGGCTGTAGGCTAAAAGAGG
ATCCTGTAAACAAATAGGTGACATGAAGTGGGTGTTTGGGGATGGGGGTGTGGGGAATGC
TCCACTGATGCAAGGCAAATTTCACAACCNAAATGTCTTGAATAAATCTTCAAC
>BJ514226 ID   BJ514226   standard; mRNA; EST; 178 BP.
TTANNACGATCTCTTCNATANACTGAAGGGTTNAATCACAAACNTCTCNCCTGTACAGAT
NTTGAACGCGAGGCANGAGTGAGTTGTGTGGGGTTTATATATTTACAGTAACGTTGGAGC



ACTTNGGNCAAACTGTCCTGCTTTTATTCTCANGAGTTTACATTGNTANAGGAGTCCC
>BJ514252 ID   BJ514252   standard; mRNA; EST; 425 BP.
CTCCTTTTCTCAATATCCGGTTTTCATTTGGCTTGATTTGAGAATGCGTTGGACTGTGAT
GAGTCATGTTCCTTTAAAAACGAAAAAAAGGAAAACTACAACAGAACTCACACAACCCTT
CTTAAAATACATTTTACAAACGTTTGGAAAACACCTTTGAAACATCATTTTTTATGCCTT
TTTTTTTTCTTCCATCCNCNCNCTTTTTTTTTCAAAANACCANTTTANCCAAAAGGAACC
ANCGTTAAAAANTTGACANAGCTNCNNAGGAANGCANATGTTTTCANCAGCTNCNNATCG
NAGGCTNACCTAANCATTTCAANGNGTTCATGTCAGGGAGTCAAACNTCCCCCCCACAAA
GTTNCNGGTCAGTCNNTTCCGGGAAACCTTCTGTCTTCGGNATCCANATGGGGTCNATGT
CCGTC
>BJ514253 ID   BJ514253   standard; mRNA; EST; 251 BP.
CTACGTCTAANAGTTACCTCTCACAAATAGTAACAATTTGTTCATCTCTATGCAACACAN
GGTGCTGTGGTGACATAACCGTACCGCTTTGGAAAACTGAAAGCACTGACAGTTTTGATG
TTTGTTCTCAGATCACCTAGTCTTTCAAAGGCGCCTGGGGTTTTAATAAAAAAAAAAAAA
TTTGCTTAAAAAAAAAAANCCCCNAAAAAAAAAAAAAAAANGGAAAANCCTNCNGTTTGT
TTGGAATCNCC
>BJ514255 ID   BJ514255   standard; mRNA; EST; 172 BP.
ANAGTAACAAAGCATTTGTTTGAAAATAAAAACCAAATAAAACAGTCATCCAGATATCAC
CTCCNACAAACTCTGAAGAATAACAAGAGGATTTGGTGCCTTTTTTTTTCTTTTCTGAAA
CTGCTTTTCTGGTGGGGTTTTTTTTTTTTGTCTTTNCTCAGGCNNTCAANCC
>BJ514296 ID   BJ514296   standard; mRNA; EST; 209 BP.
TGTCTGATTGAACATTANAGTGAAGTGGTGTTAAAAAAAAGAAAAACAGTGCAAAGTGTC
GCCCAACTAACTATTGGTGCAGTGAAATTCATCTAGGAAAAGATTGGATTACTTGCAGTC
ATTANATCCNTCTTTGGGATTCACAAGTGCATTTTCANTCNATGTGGATGGTTCCCGAAA
AAACAAAGAANAGTCAAAGGTTCCTCTTG
>BJ514298 ID   BJ514298   standard; mRNA; EST; 631 BP.
GAAACCTGGAAACAAGTGTTCAAATCCCTGTGACTGTTTGGAAAAACAGGAGGCAAACAG
CTCTGGTGTGTCCGCTCTGATCCGGTGGATAAGAACAATGCATTCTTTGAGCAGCCATGA
CTGAAGTGTTTTGATGCTGAACCTGGTGGTGCTGGGAGGTGGGGGGTCCGCTGGAGGCAG
GCATTTCCCTGCAGTGGGAGTTGCCTCTTCCAGCCTAACTTCAGCCACAGTCAAAAGGAC
AGCACGAATCCGGGAAGGCCGTCATATCCGGTGCCTCTCCCCGCCCTCCTTCGGCGTGCT
GGAGTCCACGGCCCTTTTCCTCAGGTGCATTTGAACACAGGTCATGAGGAAGTGGGTGGG
GCATGTGGAGTAGAGACAAGGGAACTGGGAGGAGGGGTCACATCATGTAATCTGCGTCCT
TGAGAGTTACTGCTCTGTTCCTTCCAGTTGATGGCTTGACGGAGAAGACTATCGATGTTT
TTGAAGTAGAAACTGCTGTTTGTCATGCTCTTCACGGCGCTGCAGGCATACTCCACAGTG
TAGATGGCGCCTTGGCTTTGCTCCTCCCAGTTCTGCATGTCTGTCTTGTGTTGGACCAGT
TCCGGCAGAGACCTTCTGACGTGCTCCTGGA
>BJ514300 ID   BJ514300   standard; mRNA; EST; 636 BP.
TAATACACAAAAACAATACAATCATCAGTTATACATTCGTACAATGACTAATCAAACTTA
GGATAATTAGACATATTAATAAATATTGTTTGAAAGGGAGTGGAAGGAAGCAAACTTATA
TAATCCCACCCCGTTATACTGTAACCATTTGATTACATGATTTATCAAAATCCGGTTCCG
ATTTGAAATGCAGCTTTTTACTGCGACAGATCANTTAATTTACTGACATTTATGGGAAAA
ACGATTCATTTTAATGGCTCANATCATGTCAGAATTTGTGGTTGACAAAACGATTCATAG
TCCATGTCGGTTCATTTTGAAGGATCCGATTCACTGACCTAGAATGGATTCAAAATGTCT
TTAGCCAAAACTTCAACCAGTGTGTTTCAGAGATAAATAAAATAACTGGTGCTGACCATG
AAGGTGAAATTTTCCACATTCCTCGGATTTCTTACAAGATAATCAAGTGTACATGAAATA
TGTGTCCAAACAAACAAGTCCATTAGTTTCCAAAAGTCCAGCCCACTGTTGTTTTTCCAC
TTCTAGATCAGCCCAAGGGAACATTCGGTATGGTCACATGACTTTGCTNAATTCAAAGTG
TTGGACTGGAATGATGGACTGATCANTTTTTACTTA
>BJ514322 ID   BJ514322   standard; mRNA; EST; 577 BP.
CCTTGGTGAGAGGTGCTTTTCTGGGCACCTTTGGCTCAACCTTCTTCTCCTTGACGACTT
CAGGTTTTTTGGTTGGTGGTGGTTGGACTTTTTCTTTTGGAGTCACAGGCACTTTCTTCA
GTGGCACCACCTTGACCGTCTTTACTATAGTGACATTTTTCTCAGCTACTTTTGGTTTTT
CAACTGAAGGTGCTGGTTTTGTCTTGATTGGCGAAGCTTTACTTGATGGAGCTGGTTTGA
CTTTTTCCTTAGAAACCGCAGCATCTGCTTTTGTGATATTAAGCTGCTCCTTCTTGAGAA
GTAATGCAGCTTTCACTTTGACTTCTCTCAATCTCTTTTTAGGTTTGGTATCTATCTTAG
TGGTTCTCTTCTCAGCAGATTCCTGGTCATCTTTAGAAGGAATACGTTCTTTTTGAGGCT
TTCTTATTTTCTCTTTTTTAGACAGTTTCTTCAGTTCTGTCTTTTCTTTTCTTGCCATCA
CTTGTTTTTCCTCCNTTTTGGACTTCTTTGGCTGCTTGTCTTTGACAGGTTCCTCTGTTA
GAGGCGTCTCCNTCTTCTTCTTTTTTACAGCTTTCGT
>BJ514323 ID   BJ514323   standard; mRNA; EST; 604 BP.
ACCTTTGAACCTTCCTTTGACTGTTGTTGGGCTAACCTCCACGTCCAAACTGCACCCAAA
TACCAACATGCTGCATTTAAGGGTCTGCGCTCCTCTTGTGTGCTCCCAATACTGCGGATG
AAGAACATTTGTGTAAAAAATAAAATTAAAAATAAGGCAAAGCTACACTTCTACCCATCA



GCAAAGGTAATGATGCATCATTGGGTAGAAATGTGCTGTGGTCCAACAGCATCAAAGACA
AAACAGCCAAAAGTTCTGTTCCTTTTGATGCTGCGGTAGATCAGTTAAGACAGTAAAATC
TAGATTGACTTTTATCTATNAGAACTTGAACAGAACCCAGCCACGTCTGTTCCAACATGT
GACGTGTGCTCATGGGTCTCACGCTCAGGTACAGGTGTTCCAGACCACACCGCCTCCATG
CAAACATGAGCACCTGCTGTGAGGGACTGTGTGACTGAGCCGAGCCTCAGAACCTGCCGC
TCTGCTGGGACCTTCTCTGCACAAAAAGGTCTCATGGAGGCAGACGTCAGAGAACAAGAA
CTTTTCTCGGAACTTTAGAGCTGTAACTGTGCTGCTGCAGCTCAAACACACAAACCTCCT
AAAA
>BJ514332 ID   BJ514332   standard; mRNA; EST; 713 BP.
GAAGATTTCAAACGATATTAGAAAGGGGACATATAAAAAAAATCTCAGCCAGATTTCAGT
AGTGATGGTCTGCTAATTCCAACAAACGGTTCTGCTCATGAAAAAGTAACATTTCTGAAG
TAATGAGGTCATGTCCTGCATTGATCATTCAAGATGCCTTTAAATTTGTTTGAATTTTAT
TGTTTCCCCTTTAGAAGGAAATACATTTTATCCACCTCAAAATAACTGATATTTATAACA
GCTGAAAAATTATACATGCAAAAAAAATTTGTAATAGAGGTGTAACAATGAATTGACTTA
ATCAATAAATCGATTTGTATTACTACATTCCAATCAGATCGATCTGAGGTATGTTGTAAA
TAGAGTTTAATTTACCTATACCATTATATAATCTGTCAAAAATTAAATAAATTGATTATA
TTCAATCTTGGAAAATACCATTTGGATTCAGGTATGGTAGGTTTATTTTACTATAACCTT
AAATCAACCAAGTGCTTTCACTGCAAACAACACACATCTGATGGCAGCAAAAAAAGATCA
GTCCATCATTCCAGTCCAATGGGTGGAAACCCTTTGAGTTTAGCAATAACTTGACCATAC
AGTGTGGTAGAATGTTCTAATAATGTTTTGTTTGTATTATGTTGATGGGAAAACAAGAGT
GGGCTGAACTTTATGAAGCTAAAATATGAATGGATTTTTCCATTTATTCTTAT
>BJ514338 ID   BJ514338   standard; mRNA; EST; 419 BP.
TTATTCCTAAAACAGAAGCTGCACCATCAGTAGCGGCACACAAGTATATGTACACATATA
CACGCACAATTACCTAAATCTGTTATATAAAATATATAATCTGACATTGTACCTTTAATT
CCTCTTCAGAGCTCTTTGAGTTACTGTGCGGGAGACTCGAAGCAGACAGAGAGGTAAGTC
TCATCCACTCGTTGGGTGGGACACAAATGCCCAGGCCAGCTTTTTACTTCATCTTTACAG
CATGGCAATAGAAAGGTCTGTACCCCCTTTGAAAAAAATAAAAGCAATCTACAGCAATTC
ACTCAAAACAGCTTTTTCTTCCTCCCCTCCCCCCACGTGATCCAATTGAAAAAAATTACA
CTTTTTAAACCGGTTCCTTTACAGTGAGATGTACACACCCTCTGGGATTTGTAATATAT
>BJ514339 ID   BJ514339   standard; mRNA; EST; 594 BP.
TTTTCTTCTGTAAAACAAAAGTTTAACCTTTTTCTTACTTTGGCAGATCTAAAAAGCACG
AGTCGCCCTGCTCTCAGCTGCATTTGGAGCCTCTCCAGACATGTAGAGCTCACTTGTCAG
AGTCACTCACTATTATCTGCACTCCTACAAACATATTTACGCTCGCATACACACAGCTCC
CCTGCAAAAGGCATCCATGCAGGATTATGGTGGCACTGTTCAGATATTAGGGCACAGCAA
CGCCGTGGCAATGCTGGCAACACCCGGAAAAAAACAACAACAACAAGAGCCTAGGCAGGG
CCACAACAGAGCAAGCTGTAATCTGCTATTGCTTCATAAGGATGGTGGGTGAGAGATTCA
CATTTCAGCATATCAATATGATAAGAAGACCCTGAAAACTGTGATGGCACAGAGAGCGCT
GCAGATCTTTACAGTACAGGCCATACATGAAGTGCAGATACAGGGGCACAACCATGCACT
CATCCTTAATTTCAAACACGCTTCCCAGAAGCAGTGAAATAGTCACATGTCCTAGACATT
ATATAACAGAACACCAAAGAGAAAAGGAAAAACAACATGAACCCCCACATACNG
>BJ514341 ID   BJ514341   standard; mRNA; EST; 101 BP.
ATTTTTCACATTGCTGAAACATGCCTAACTGTACAGACTCTTGTCATACTGTGAAAAGTT
TCAAAATGAGAACAGAAACTTTNAATTAAACACTTAANCTA
>BJ514354 ID   BJ514354   standard; mRNA; EST; 474 BP.
TCGCTCTTTTTTTAGAAATGACACTTTATGGTTTTATTTTTTATAAAAAAAAAAATATGT
CAAAGTCACAACAAATGATTAGTGGTGAAAGTTGTGCATTGGAACACACTGACTGCTGCC
AGTATTTCTATAAACAGTACATTCTCTTTTTGGGACACAACAGTGTTAAGGAATGGCATA
AAATANACAATTTTACAACCGCTAANACACAGTCAAATGCATGAGTCTGTAAATAATAAA
TACCTCATTGTGAGGAAAAAAACCCTTGCAAAGGACGCACAGGAAATGTTCCTACAACTC
ANCATGAAATAAATATTANCTTTTCCTTGAACACACGCTTGATCTTCGTAGCTCATCGTC
TAACGAGACATTTATGAACTATGAACAATTCAGGTCGTCCACCTGTACTTGCANACTACN
CAGTANAACAGCAATGCTCGCCTGTTCTACTGTTCCTGATGTGCTGCAACNCCC
>BJ514358 ID   BJ514358   standard; mRNA; EST; 422 BP.
GCTTTCCAGGAAGGATACAAAAGCCACAGCTCTGACTTTACTACAGAAGAGGTTAAACAG
CTGAACAAACTTCACAACTTCTCAGAAAGACTTTCAACATCTACTCTAGAAGCTGCTGCT
TTGACTACAAAAAGAGCTGCATTCAATCCCAACAATCCCACTCAGGACTTTTTGAAGACA
CTTCTTGTTCTGCTTCTGCGTTGCTCCTTCTTCTGTGAGGATATCTGTGAATCCAAGACC
AGAAGAAGCCTCAGCGACTTCCAGAACTCCTCGTCAGCTCTTTGCAGGACACCTCCTCAT
CACAGCTGGAAGATGGGAGGTGCAGAATGATCCTTTCAGTTTGTTAGAAGGCTCTTGAGT
GGATCAGTCTGAAAGTCTGTTCAATACTATCATGAAAACAGATGGGGGGGGGGGGGGGGG
GG
>BJ514370 ID   BJ514370   standard; mRNA; EST; 623 BP.
TCCGTTTATTTTGTGANATTGTTTTTCCTTCATAAAATGTAATTTATTTGCTGGAAAAGT
GGTCCCGTCAAAATAAGACACTTTTTTTTTCTTAAATAAAACAGACCTGAACATTTTAAT



AATTAAAACAAAGACATATCATTAGAGACAGATGCTGCACACCAACAAATGTAGTAATTT
TCTGTAAATCTGAATTACCATTAGATAAAAGCTTTTATTTTGAAAAGAGCCTGTCAGACA
GAGCGATTTAATCCTGCAGCACAACTATNTAAAAGAAGGGAAAAGATCCTGAAGACAAAC
ATCCTATTGAACAGATGTTCCCAGAAACTGAAACAAACTCGGTTTTATTATTGTGAGCGG
ATTGAAACTGAGGCTCCTCCTACAGGGAGGATGGGCGGAGTTCACAGGAAGTCCAGGTAA
AGGCAGAAGGTGAGTTTTTAAGACGGGGCGAGACTCCACTGGCGGGGAGGGGTGGAGCTG
TGCGCTCACTTGCTGCTGCCGCGCGATGCTCTCTGTTTGGTCATGGTGGTCAGCATCTGG
CTGATGTAGGAGGTCAGGAGGTCGTCCATCTTGTAACCCAGGGACGTCTCGCACAGCANC
TTGCTGCCCCGGACCAGGTTTCC
>BJ514384 ID   BJ514384   standard; mRNA; EST; 297 BP.
TTTTAATTTTTCTTTTTTTTTTTTCTNAGGGTTGACNAAGGNGAAGTTGTTTGATTTAAA
ACNCAANANTCAGNGATGGGTCAAACGTGTTTGGANCCTTNTTCATGCCAGGNTCCAGNA
AATTGCCNTTTNTTTAAAAGTATTTNTTTAATTTAANCAAATNANNGTCCNCAGNTCCAA
GNGCCNCCAAAAAGGGTCNCATGCCCTCTNACCTCTTTNATAAGGTNACCTCANGCTNTT
GTCGGTCGNGGCCTGCAAAGGCAAAANAAATTTCNCGGTCNCNCNCNTTTTGGNGAT
>BJ514395 ID   BJ514395   standard; mRNA; EST; 326 BP.
AGCTCTTTATTCCACAGTCTGTTTGACACATTTGTACCTGGCCTTTCACATTANGAGCTT
CTTTGTTTTGGAGTCAGGACATGACTTTTATTGTGTTTTAAACATGCAGGTAGAANACAG
GCGTTCATCTTTGCTCCTTCTTCAGTTTCTCTGTTGCTTTGAGCCGATNCTCACAGAAGC
AGTGGTCCGGATTCAATCTGCAGACTGTTCATTTACTTTCTGTTCACAAAAACACACACG
TCGGGTCAAAAACGTTACATCAACAGGACAAAAACTACTTTTGCTACGTCACTAAGAGTA
AAAAAGTTTCTTTTTTTGCGACTAAC
>BJ514399 ID   BJ514399   standard; mRNA; EST; 627 BP.
TATTGACGATCAACACACATTAATGTATGTAAAAACGTAACAATAGAAATGTCATAACTT
GTAAAATGTTATGTTATACAGCTCAATATTCTGTCAGTAACAACTCACACCAATTGATTT
TATTGATCCCAAATGTCTACTCAATAACAATCTGTCAAACATCAACATTAAAATCACATT
ACATGACTGATCTTCACCTCTTTAAGAAGAAAACATTTTCAATTGCCCACAATCATTTCT
TACAAGACTCCAATCTGCTCTTTGAACAGTCATTTGTAATTGGTTACATGATTTTCTCAA
AGCGGGCCTAATATATCAGTACTTTGATGATGACTAGAACTGCAGACAGCAACACTGGAG
CTGTTGGAGCCACGGCCGAAGATGTAGTCGTTGATTTGGTAGTTGTGCTGGTTGATGAAG
CTGTAGACTTGGTTGATGTCATCTTTGTCACCAATAATGAAAATGTAAAGTCAGTTGGTG
GTGCAGATGTTGGGTCTGAGTTGACTGAAGGTGCTGGGTTTGTTGAAGATCCTGGAGATG
AGTTGGTCGGTGGTGGAGATGAGCCAGTCAAAGATGTTGAGGGTGAATTGGTAGATGATG
AGACGGTANGTGGGGGAGATGAGACGG
>BJ514420 ID   BJ514420   standard; mRNA; EST; 648 BP.
AATGACAAAAAACATCTCAACTGTGCCATAAAAGAATGGAAAATCTATGAAAAAACAAAA
ACACTAGACACTAAGTGTATGTGACAGTACAAACTGACAGTGACATTGAAACATAAATAA
AAAAAAACTTGTTATTTAGTCACAACAGTATGTATGGCTTCATATGAATGACAATGTGCA
ACATGCTTCCAGCAAAAAAGTGCAAATTACCTAAAATAACCATGTAAACCATTTCACTCA
AAGAAAAGTTGAACTTGACAGAAACAGGCAAACTGTATTTGAGCTGCACTTTTTCTCGCT
ACTTTGTGTAGAGCAGGAGTGGGGAACACCAGGCCTCAAGGGCCTGTGTGTCTTGCATGT
TTTCCATGTATTCCACCCCCTAATATTATCTGTATATTATCTGTATCAGCTGTTCATGGG
AACAAATCATGTTAAGAACATCTGAAAAAATGTGGGGAGTAAAAACTTTTGGTTTTTTCA
TTAGCTAGATCCAGCATCCTGCTTTATGCAGTGACCTCCAGAGCCACCACACACATTCAC
ATTTAAAGAATTTCCCCATCGTGAGATAAATAAAGTTTCATCTAGTTCTGATTACCTGAA
TCGAGCATGTTTTGTTTATCAGTCTGGAAACATTTGATTCACCCNATC
>BJ514436 ID   BJ514436   standard; mRNA; EST; 326 BP.
TAAGGCATTTGATTTAAGTTATAATCTATCANATGAGATTATTTTGAATTAATAAAACGT
AATATTTTAAACATGTTCTTGCAAAGTGTAAAACCCTGAGATGCTACATGTTGATTAATA
GAACAAGAATGCTNAAAGAATTAGCATACAAATCTGCTAAATAAATCAACATTTCANACT
TCTTTGGCTCTATTCTGGCGTACTGTCAGAGCTGATTCTTCGTCTCCCTTTCTTTGTTTC
AGTTTGAGATTTGAACCACAAGCAGTTCAAATACTTTGAAATGGTGCATCTCAACNTTAC
ATTGAGCGCAAAAGAAAAACAAATAC
>BJ514452 ID   BJ514452   standard; mRNA; EST; 668 BP.
TTATTTCTATTGTTATTGACAGGGCATTTAAACGGAGGTACAGGTATTGGCATTTGGAAC
AAACTGTGATGTGGTGGTGCAGCTGTGAGAGCACTTTGGTAAACCACTTGTGCTAGAGAG
TCTGGACTTCAACAGCACAACAAATTCCATCTGATCTGCAGCCTGTCATCATGTGACCTG
AAGCAGAGGAAAGTGAGACGACTTCTGCTAGATCCCAAACAAGAAAAAGAAAAAAAAAAC
TATATCTGCTCTTCATCTTTCTAGTTAAACATCCTGTTAACTGGCANAAATTCCATTGTT
CTCTCATTGTTTCCACACTATTTTACAGCTGTCACAGACAAACAACTAGTAAAGAAATAT
ACTGTTTTAAGAACTATCAAAAAAATAAAACTGTTATTTACATAACATATTAAGAATTCT
TCATCACTAAACTCTTTGTCTCANAANAATAGGCTACTGTATGTCTGTCATGCTTTCATC
TGAANAATGAAGCCNTGAATGAGGTTGTACAGAGCAAAAATAAACCCTCCCACTACCTTT
CAACTCTTACGAACAAGTGCTGCTGGTTTTCANACATTCAAACCCTCTTCATCTTGTTTG



TTTGTATAAAAATGTCCCCCATATTCCTTGACAGTCGTCGTAACCTTTCTACACTGGAAC
ATGTCTAT
>BJ514453 ID   BJ514453   standard; mRNA; EST; 550 BP.
ATTGCTCTTTTCAACTGTTTTTCTCATTATTATGGAAAAGAAACTGTAATTAACACATGC
ATTTCACCACGGGCTCTGGACGGGGCCTCTCCTCTGGGGAGGGAAGAAAGGGGCGGGACT
CAGGCCCCCGCAGACTCCAGTAAAATGGCTCTGCTGCGTCTTTTGTCAAAGCTTGGTAAA
GAAAGACTGCGCACGTGTGAGTGTGTTTTTCCACACTCACTTTTGCTGCTGGACTTCCGT
GTCAAAAGTCACTAATTGGGTTTTTGGAAGCTTTGGTCAAATTAGTGATGATTGTGCTTA
ATTGGAACGTCTCCGCCTTTAAGGTGCTTTTAGTCACTTTTAGTCTCCATCCTGCTGTTT
TCTTCCAGCTGTCACTCAAACATCAGGAAGATCCGGATGCAGCATCGGAACAAAAACAAA
CCCAAAAAAAATCCAATTCCGAGGAAAACCCCCGCCTTCTGNTGTGGGCGTGGCCTGAGG
AGCCGCCCCCTCCGCCCGGCCCAGAGCCCCAGTGGTGTCACTTGTTCACTTACATTACCC
TGCTGCATGG
>BJ514481 ID   BJ514481   standard; mRNA; EST; 672 BP.
TGTCTTATGGTATTGCTCCATTTCACAATAGTGCAAAATACAACATTTTAAAGTCATAAA
TAACAAACATCATAAATAAACAGGTATCACCACATTTACCACAAACAGAAAAAAAAGCTA
CAGTTGCGTTGAAATTGCACGATGAGGATAACTTAAACTGTGACTCTTCAACCCACAGAA
TGGATGCCGGCTTTATTAGTTTTGCACACCTTCTGATTTGACATGGCACCCTGCCCCCTG
GCATGTCAATAAGGCCATCACAGCTCTGCCACATCCCTCCTTTGCACACAACCTTTTATT
TGTTTCAGAGCAAAAGGAAAAAAAACACAGAATAATATCAACTGAATCCTTCAAAATAAG
GAGAAAAGGCAACTTCTCAGAAGTTTGAAATGGTCTCACTGCACATGAACTGGACCCACA
AAATATCCACCAACAGAGGATTTTGTTTTTAAATAGTTAATGCAGGTTTCACTTGGGATT
TCTACTAATTATGCATATNANAGAACAGGAGTGTATTTGAACTAGTAATACAACCTTTTG
ATGATCAGTAGTTGAGANATGAATTANAAAATTAACAACTACCATTTCCAATAGATTTAA
TTACCAAGTCTTTTGATTTCCCACATTTTAAAATGCATTTGCAGTAATCTTCATTATGGA
TTATTAAACATT
>BJ514487 ID   BJ514487   standard; mRNA; EST; 189 BP.
GATGGAGATCCGGNTCCTCCTGNTCCCCGCNNCTGGAAAACGGTCGTTCTCCCGGAATGA
CCCCTCTGACGGACGCTCACATNTAACCCGGGTCACACGCNCCTTTGGTCTGGGAGCCGC
GCGCGTGGGACAGTAACGCTGCTGCTATGCTAACAGCTAANAAAACACGCTCATAGGTCT
TCCTGACGT
>BJ514503 ID   BJ514503   standard; mRNA; EST; 276 BP.
TTTATATATAACAACAGTACAAAGAGAATCCTTGGCTTGCAAAATAGGTGTGCTTCATAT
TTACCATAAGTACACAATAATATATAATAATCAAAGCAAATAAAAAAACACAACTTTTTT
TTAAATACTTTCTTACAATTTTCACAACACTTTTATAAAACAAAAAAACAGACAGCCATT
ATTATTATCATCGTCACCATTGCCAGTATCTATTATTTTACAGAACTCCAGTGTCTACAA
GGGGTTTCTTTACAGGGGGGGGGGGGGGGGGGNANC
>BJ514532 ID   BJ514532   standard; mRNA; EST; 622 BP.
CATGAAAAAGCACAAAATATGTCATGGTTTTTTAAATAGCGTTTTTAGATAGCATGCAGT
CTATTGTATGAGTTTGATTGTAAAGTTATATCTATAATTCAAAAACTCCCAAATTGTAAA
ATAGCTCATTTTGTTATTAGTCGATATGTTTTAAATTTAGCCCTGATTTAAAAACACAAT
ATTGTTTGTAAAAGATTAAGCCACAAATATNACTGGAAAACATTTTTATTCTTTGAATCT
ATCGCCCTCTAGTGTTAAAAGATGTGTCATTGTTCTAAAAACATGTAAAAACAAGAGTTT
TACCATTATTTGCACCGTTAACACCATTAAAACTTTATCACAAGTAAAGTCACTAATTCA
TAAAAACAATCTGTCCATAAACTAAATTAGAGTTTTTGCAAAAAATAAACAGCCAATCAA
AATCATCANAGGTGCAGGGAGGCCTGGAGCGCTGTTCATGATTCTTCTTTCATCTGAGGC
CATATGAAGTGGTCCTATGGTGATGGCTGTAGCGGTCATGGTGGTTAACATCCCTTCGTA
CCCTTGTGTGGTAACCCGGGTAACAATGAGCAGTGCAGTTGCTGTGTCTCANAAGACACA
AGTGAACTTGACAGTGAAGGTA
>BJ514544 ID   BJ514544   standard; mRNA; EST; 490 BP.
AACATCTTTATGCTTCTCGAACTTTAAAATCATCACCCAATAAACTATTCAAATACCAAA
AAAAAAAAGATTTAANATGAGTCAAATACNTCTGAGTTTGAAAAAACAAAGCAAAATCAC
ATGCATAATTAAAATTTACCGAAGTTCANTTAATACCACCATTTGGCAAAAAAGTAAATG
CAGGCNTTGGTTGGTTCTTCTGGAATCACTGTTTTCTTGGAACAAACTTAAGTTTGATTG
GTTTGATGGGTTGAAACTGCCAATCANACTGCANGGGAATCAAGGTGTCTTTGCACGTTT
CCANAGAGTAACTCTGCAANAGTCNCACAATAACCATCTTCATGACAAGAACTGCNAAGC
GCATCCCAACACAGTTACAAGGCCCCAAGCCAAAGGGCATGTAAGCATATGGGTTCANCT
CTNATGCATTCTCCTTACTGAATCTCTCTGGCCGGAAAATCTCAGGTGAGCTCCANAAGC
GNGGGTCCAT
>BJ514551 ID   BJ514551   standard; mRNA; EST; 407 BP.
ATAGTGGTGTAGTCACCTTCATCAGAGTGAAGCATGCCATGCTGAGTGTAGGGGGTCAGG
TTAAAGGCCAAGACACTTAACAGCTGAATTCATGCAAGTTGTATGAGCATTGCAATACAA
AGAACTGCACATTTCCCTTCAAGACATGGTGCGAAAAAGCAACAGGCAACAGAAAATACA
CAAGGGTACAGAAACACAAGCTCAGACATCTCTCTACCTATCTATCTGTATATGCTACAT



CTCCTGTTTTATCCACTCCCTTCCCGCTCTCACTCTTTGCTGCACTCTCAGGCTGAGTCT
GAGGAAGTCATAAGTATGGGTCTCTGAACTGAGGAATGATGAGCATGTAGTTTCCTCAAA
ACCTTCATACAATGCAGTCAGCATGCTTTCGTCTTGCTCCTCTCAAG
>BJ514555 ID   BJ514555   standard; mRNA; EST; 308 BP.
GTTTTGCATGGGCATTTACTANAATTCCAGTCTACTGCACATAACATTTANNACAAACAT
AAGAACTAGCAGATAAATACNAGAATAGATATGACAAACCCCCATAANAAAAAAAAATTG
AAAGATGAGACGAACCCTCTGCTCAACCAGTGAACCTGCATAGACTAGCAAAGGTAGATA
AATGTTGACCAGCGCATGTCAAAGCCCACAGNGGTTTGGATGAGCCTTGATATGTTTGCN
CTGAGCCNCTGTGCAAATACTTGCAGCACTCTCANAATTTCCCCCTAATGCCCNCGGAGG
AAACANAT
>BJ514556 ID   BJ514556   standard; mRNA; EST; 637 BP.
AGTGACCCAGTTTGGTTTATANATTGCAGTCAGCCCAANAATAGAATGCACTCTGATATT
TATAGTGATATTATTAATACTGAGATCCTATTTTATTATCACATATATTATGTATACTGA
TCCAAACAAGGAGTATGCATTACTAATCACAATACAGTAAAATCGGCTACCTCTATNAAA
CAAGGACATCGGATCTTTAANAGTAGAAAAAGACACATTCACTCACAACAGTTCTCATTT
ACCGTATGAATGAATTTTGCCCTCTTGATGAACAAAGATCTCTANNAAATAANAAATGTT
TAACATTGGCCACAGAANACAAAAGACATTTTTATTTTTTTCTTCGTAAATCAATTCTAG
CTATTCAGCTGAGCTCTAAAGAGTTAGTGCTTGAGTGTTATGGCTTTTAGGTTTGTCTTA
TATTTTTTTTTACNTATACCCTTTAGATAANAANCAGAGTANAAGAGAGACGCANCTGTC
ATATTTTTCAGGTCGGCCAAACACAAAGAAAAATATACTTTGAATAANAAGAGAAAAAAG
TTGATTTTTCAATGTNATTTCTTTTCATTTAANTCGAACATTTTTTAATTGGGGCCTTGG
AGCAGCAGCTAATGTATCCGACTGCATTCCTGATCAG
>BJ514570 ID   BJ514570   standard; mRNA; EST; 308 BP.
GGTCTTGTTAGTTACACNTGTTTTTACTGGAACTGAAAAACTAGACTATGATGAAGAAAA
TGAGTAAAAATTGGAGCCACGAAGTGAAGANAATTAACATTTTAAATTCCACTGTTTTAT
TTANTGAAAGAANATATTTGACCAACTTTCAGCNATCCTNTGGATGGCCCTTCTTAAGCT
GTACATTNNANAAACATTAAGAATGCTTTTACATTTATGAGACACAGATAGTATAAATGT
GCAGAATTAACAAGACACCCTTGAAGAGAAATTTAAGCTTAGTAAGTCTGTTCTTGTNTT
TGCNTTTC
>BJ514600 ID   BJ514600   standard; mRNA; EST; 364 BP.
CCNGTGAGATGNTCAGGCGTTTGGTTCCACTTTGCAAAGCCTGGCACAGTTCGGGTGAAC
GTGCACGCGAGCACAGAGAGGCTAGAAGGTCAAAACTGCAAGATGCTTCTGTCAGTATAA
AGGCGGTNAAGTGAGGCATTTTGGAAACNCAGTGCATGTTGACTGGNGTTCGTTTCCCAN
GGTGGGGTACATTACACACAGGCNATACAGTACCANATCTCAGCCACAGGGTGTTAGCAT
GGAGGAAAGAAACATTCCAGNTCTACGTTTCTTTTTCCTTCTTGGTTTCCCTGGTGCTGC
TTTTTAAAAAATCGCTCCTGAGCAGNCGGCAAAAGAGAACNATGTTCATGGCGGTCATGA
TGGC
>BJ514603 ID   BJ514603   standard; mRNA; EST; 182 BP.
TGAATGAAACAGTGACNGTNANACAAAAGGAGNGGGTTCAAAAAGCAAAGCATCCCCCTT
TACAAAAAAAAAGNGTTCCNTTTCTTCTTTNATGTTTCAAAATAAAANGGANCANCNCCA
AAAAAAAAAACTCNANNGCCGNGTCATCTTTGGCCTNTAAAGGGCGTCGGCNNCCCNCNT
NT
>BJ514609 ID   BJ514609   standard; mRNA; EST; 536 BP.
TTTCCCCTCAATTTCAGGGCAACACAAATACATCCAAACAACAGCAACGTTCACACACTT
CCTGTTTCTACAATACAAAACAGATGCAGCCCCCCCTCAGGAATAAAACAGGCCAGACTC
ATAATGATGAGGGTCTTCTTTAAAACGGAAAAAAAAACACACAACAAACGTGTGAGAGCA
GCTCTCCAGGCCCAGCTTTGTGCCACGCTCAGTCCACTTTGCAATGCATCAAATAAAAAC
CAACACAACAATCAGTCAAAGACGCTCCGTGTTCCCCAGACTTGGTCTTTTGTTACATTT
GACGTGATGCAGACACTAAGATTTTGTCTCCTCTGCTGGACTTCTGGGATACAGAAACAC
AACTCTGGGTGTGCAGTTCCTAAAAGACAGAGTTGTTGCAGACGCGGTTGCCTCGCCATG
CCAGTGGAATAGAAACCGCCTGAGAAAAGCGGCCCTTTGCAGAAAGCGCAAAGGGCGAGT
TCCTGTTTTTGTTGGTGGCATGACCTATTTTTTGACTTTCTCTGAAAGCAGAAAAC
>BJ514610 ID   BJ514610   standard; mRNA; EST; 596 BP.
TTTTATTCCTGAAGTTCCTCATCAGAGCAGAGAGAAGCATCACAATAAGAAACTGCAGCA
GCTCTGGAGCAGAGCTCAGTCTGAGGTGAGAGTTCACCTCGTCCATAAATGCTACATAAT
ACTGTCCTCATCACAAACAGAGAGCCGTTCTTCATGACAGAGGTGGCTAGTGTAGTTCTG
AGCGGCCTGTGCAGCTCCTGCTCGTGGCACAGCTTTGGCTTTAGGTAACCTGACGCTTTG
AGAACCAGCATCTCCGTTCATCACATGAACATGTGGAGAAAAGTCCCGGGCTGAAGACCA
GGTCTAAGGAATCAGGCCTTGGTGTGATTGACAGATGCTGAACTGATTCTACAGCATGGA
TGGAGGCGGCGAGCAGCTTCCAGGTTCTGTGCAGGAGAGCTTCCCTGCAGCGTTTCACGC
AGACTTCCAGGAGCTCACGCCTTAGCGTCACGCAGCAGCAGACCGCTATGAGCACACACA
CGACGGGTTTGGCGTGTTTTAAACGTTAGGGAGACACGGGAACGCTTTGAGAAAAGATCC
TGAAAACCACGCAAACAGCAGCAGATCCTGTTTGGCAAACACGACNAAAAAAAAAC
>BJ514619 ID   BJ514619   standard; mRNA; EST; 679 BP.



ACTTTTCTGCCCTCTTGTGGTCATTCAGGGACAGCTCAGACGTTTATCTTTGCCGTTTAT
GCTTTTTCTGCTCAGATTAACCTTTATCTTTAATTAGATAGCACTATTTATTTAGCACAA
ATAAAACTCAAAGCTTTTCTGAGTTTGATGCTTGGAGTATTCCAGTCACATCTTCACCTC
AACACCGGCTCAACTCAATGGACCAGAATGCAACTTGGCTGTGTAAGAATAAATATTTAG
GCCAATCCAAATAAAACATCAATATACAAACCACTTTTGAACTTCCAAATAGCTTTAATA
CAAACATGTACTTGAATCCTCCCAATCTAAGCATCCACACACAGCAGAGAGCTTGGAGCA
GACTGATCCCGGTGTGAGGCGGGTGCTGAATGGTGACGGGTCCCTCTGGAGGATCAGTGA
CTCACAAAGAGGTCAGACTCCAATTGAAAGCCAGCAATACAATACAATACAATACATCCN
GTGATGAGATCTATTGACTAAGGTTGGACACTTCCATGCATTTGAACACTGTTGATGGTT
CGACTCCTTCACCAAGCGGATACCGTGGTGCAAAAAGAGTATTTGTCAGTCACTGGTTCT
GCAATTTGCCTCACTTGAAATGATGATNAAGTTCTGTGATCTTCATCATAGAAACACTGG
GAACTGTGAGAGACAGAAG
>BJ514650 ID   BJ514650   standard; mRNA; EST; 571 BP.
AATATACTTGTATTGCTTAAGCAAATAACCCACATATTTATAAAGTAAAATGTAGAGAAT
GCTAAAGTTTTTTTTATTTATTTAATCATTCGATAATAAACATTTCAGACCAAATGATCA
TCAAAACGTGCATTGTATTAACTCTCAGTTTAAATCCAAACAAGTATTCACTTTATTTAA
AATAGTTCAATGGGCTATCATTTTAAGAAAGAATTAATCTGAGATTTGCATAATAACATT
TAGACTTTTCCCACTATTTTATTTGGCATCTTTTTTTTTTATCGGCCCAGTAAATGTAGC
TTTATNAATAAACTGAACTTTAACCTTAACTTAAACTATNAAATGGNGTTTGATTCAAAT
GTTTCATGAAAAAGGAATGTTTGGAGCATCTCANTGAGGCTTTGCAATGATCTGGAAAGG
ATGTGGAGTTCTAGNGGCACCAATTATTCCTTCTGTACGCAGCTCCACTCCNGCTGCCGC
CNAAAAATGAAACCTCTGAAATAAAGTGACGAAAAACAAGAAGAGCTCCNTCCNGGCAAG
GCCCTCGCCGAGACATGCACGCCTTCCTGCA
>BJ514652 ID   BJ514652   standard; mRNA; EST; 115 BP.
ACTCATGATCATGAAAATGAAGCCCAGAGAGGTGAAGCACGCANCCTGGATCTTTGGCCT
GGAGTTCATTGGCTCCTGAGTCTTGGGAACAATGCGGATATAGAACAGCCCGGGA
>BJ514659 ID   BJ514659   standard; mRNA; EST; 367 BP.
TAACATAAAANCTACGGTCANTTTTCANCACAAAATTTAAAAAAAAANAAANAATTTTTC
TCGTCTCCTTGTCNCTACAAANTCANCTAANTTTACNGCANTTTATATANATCCTTTGNG
TCCAAGGANCCNGGAAATGCNAAAACTGCANCTGATCTGCGGCGAGNATTTAAAGNAAAN
ACAANTTTCTNTCTGGAGGAATTTGANCTTGAACNAAANCNATGGCCCCGGCGGCCAGGA
AACCTAAAGCNANANCGGCAACTNGGNGGCAAGCNCCNCCTTGGGNAGCGNGATCTTCTT
CTCANGCGNGGGGGGCTGCGGCNCCCCATCGGNGGAGGNGGCGGCNTTCTTCNAGGAGGA
AACAGTC
>BJ514720 ID   BJ514720   standard; mRNA; EST; 380 BP.
CAGTCTAATTAGACATTAGACAGTTTATAAATTATTGGTCAGTTTTATGCATTACACAAT
TTCCATGCTTTAGGTTGATGCATATTAGCTTTTCTTTGGGGGGGGGGGGGGGGNCCCCNA
AAAAAANAAAANNTTTNNCCCAAAAANCNCTTTNCCCCCNNAAANNNNAAANNNAANAAN
NTTTTTTTTCNAAAAAANANGNCCNGGGGNCCNTNNNNNNAAAAAANNTTTTNNAAAAAA
NNNTTTNNTTNAAAAAAAAAAAAAATTTTNCCCCCNNAAAAAAANNNNNAANCAAAAANN
AANGNAAATTTTNNNAAAAANNNNTTTNNNCCAAANTTTTNCNAAAAAAAAAAATTTCCC
CANGNCCNNCCCCCNAAAAA
>BJ514729 ID   BJ514729   standard; mRNA; EST; 559 BP.
GTCCTTTATCACCGATAAATGGCAAACTTGCGATGCTCACGTACACATTCTAATAGAAAA
TAACAAGAAACCAACATTACATCAGCATTTCAATAACAGTTACTGATTCTAACAGAAAAA
TGTCACTGTAGAGTCATTTTGCACATTAAAATAAAGAACAGTGGAATGTTTAGTACTGCC
AGTGTCTTTCATCACCAACTGTCTTACTGCATTGAAAAGCCACAAATGTTGAGCTTGATC
ACTTTGGGATTTTTTTTTTAATGAGCATTCAAAGCAGATTAAGGTTTTGCTAGTCTGTCA
AGTTCCCTTTTCTCATCTGCTGAAACATTAGGCTGANAGTGATCCACAAAACTAGCGTTC
AGCTGAGCACAAAGTCTGTCATCACACATTCACGTGTACTGCTCTTGTGCTCACAGATTA
TACCANAAACATCTATCTNACAGCTACCGCCAAATGCTAACTAANAGATGTCTATNATGA
GTAACAATTGTGACATGCGTGAATGTGAATCTNCCGATGTGAAATGATTTTGAGACCCCC
CACCACCACCACCACCTAC
>BJ514747 ID   BJ514747   standard; mRNA; EST; 517 BP.
AAAAGAAAGAAAAGACAGAGGTCTCAATACAACAAGCATTAAATAGCTAGATATATTGCC
CCATCTGCAGCTGGTTTCAGACCAGCATCTGCACAAGCATTAAAATTAACATTCACACAC
AAAATGAAAAACTTCAATTTTTCATAAATGTGGCTGCCTCATGTTGATCTCATCCCTGTT
TATACAGGACATGCATAAAGTAAGAAGTATTCTGGTTTGTTCAAAAGCAGTTTTGTAGCC
TTCACTAATACTTGCATGCTCTGATTAGACAGAAGAATGTTTCGCATGGATCCTGACAAA
CTGCACTTATAATAGAAATACATTACGGTAGTTGGTATTTCAAGATTTATGTCCCCAAGA
TTAGAGTTTCCTCTTTCAGTGGCATCTCCNAAATATTCCAGACTTTTATTGTGCTTTTTC
ATTGACTGGAAAGGCTCCTCCNAACTTTCCTTTTGAGAGACTTTGACCCTCTAGGACAAC
CCATTGTAGTGGTTGAAAAATTGTCACTCTTCAGTCA
>BJ514777 ID   BJ514777   standard; mRNA; EST; 451 BP.



TCTGCTGGCGTCNGTCCAGAATCAAGTCCACGTACGCTCCGGTCACCAGGNTCTCCTGAG
GGACGCCTAGCTGCTGCATCAGACCTTCAGCTACCTGCTGTCCTTCCTCCACGCTCTGCT
CGGGTCTCATCACCACCTCCAGCTCCCTGTAGTGTCCCAGTCCCTCCACTGCGTCCAGGT
GAACTCTGGTCTGACCAATCAGAAACAGCCGCCGCTCCTTGCAAACTTCCCCTTTGACCC
CNAGAGCGTCTGACAGAACAGCCTGGAGGCCCANAGGGTCGCTGGTTGGACTGATGGAGT
ACCGGGACAGCTTTGGTCCGTCGGTGTCTGGACGTTGGTAGAAGATCAGCTGACCCGACC
CGTCCTGCCCAAAGAAAAAGTTCGTTCAGCTCCTACGTTAAAAGGATGTTTTTCTAGATC
CTGGCAGGTGTTTCAGAGTCAGCTACTCTCC
>BJ514789 ID   BJ514789   standard; mRNA; EST; 643 BP.
TCTAACGGTAAGACAATAACACAAGTTTAATGCAATTTCGAAAAAGCTTAGCCTCCAAAC
AACCTGACTGGGTTAAACGCATAAAAAAACATTTCTAACAAGAGACACAACTTCTGCAAA
TGTTCCTCTCCGATTCCCTACAATCTGTTTAGCAAAAAAGGTTTCAGGAAGAAATGTGCC
CCAAATCAGCAAGAGTTTTCCAATAAACCCCAAAGTTGACATATTTTTTAAAATGTAATG
AATTCCACATTTATTTCTATCAGAAAATGCAGTACTGCATGTGTTTTGTCCACAGATTTT
TTTTTTGTGTAAGGTAATCCAGCGGTTTCTTCAAACGTTTTGCACCTGCCGTCCAGGAAG
CCATGCAAAATAAATATTTAAATATGCAATGAAAATCCTGCAGGAGGTGAAAACCTAATA
AAAACAANATTGCTTGCCTGTTTTTGACCACANATTGTCGATTTGAACCAATCTTTGTGC
ACAAAAATGGAATAAAATCTGATCCCTTGTATCCGTTTACATCAAAAACAANATTATCAG
TCCANATTACAGTAACTTTGGTCCCTGATGAAGCCACAAAGGGTTGGAGGTTTAGGGCTT
CTTGGGTCGGGCGTGATGCATCANGTGTTAACAGNGTTAGCTG
>BJ514791 ID   BJ514791   standard; mRNA; EST; 549 BP.
TGATTGATTTTGGAAGACGGATGAGGAATTTTCTCTATTTTAGAGTACAAATGGATAATT
GTACAAAAAGAACAGGTTTTACAGCAAAGTGACATCATTGTAATTAAGCATCTGCTGCAA
AAATTAGGCTGTCAGTCATCAATAATGAAACAACCTGGAACGAAACATACNAGTAGTTGC
ACTATATAATCACTTTATACGTTTCTCAGGAACAATGTGTTTGGGTGTTGCTGCANTTTG
GCCTCATTTTTTTGTAANTTTTGACNTTTTCAAGGCTGACTCCAAAAAGTAACAAACACC
AGGGATGTCTTCTGGGAAGTTGGCCGGAAGGTCTTGTCTGCTCCTGGGAATAANAACAAA
CTCTGGACGACCTTTGACCAATCTGTGCGTTGTTGGGCTGATGTTGATTTTTCTCGGCTG
GCTGCATGACTCACACTTGTTGGCTAATGTAACATTGTTCCCAAACAGGCAGTACCTTGG
CATCCTCACCCCAACNACACCANCCNACACTGACCCACTGTGGAGACCGATACGCACCTC
TATTGGCTC
>BJ514795 ID   BJ514795   standard; mRNA; EST; 754 BP.
GGTGACTGACAGGAGAGGGATAGAGGAAGATGTCAGCGACCTCTTTGATTAACCCCATCA
ATGTGCTGCACTCAACCTGGCAGGCCTGGCTTTGATGACTCANCAACAAACACTGTAGAC
CCTGAGAGCCAATCAGAGGTAAAGCGAATAGCCTACGTGCAATTATGTCGCTTAAACCCT
TATTGTGATGGAGATTAATGCCATTAATGCCATCTAAACTACACATTCTTGAGTTTTTTT
TTGACACACAAAATAAAACACAAGTGTCAAAACCGTCNTCCACTTTGGTCTGCATTCACC
CAAGCACAAAAACACTACCAACGGTCTGATGCAATGAGGTCCAAAGAATGGAAACGTTAA
CATTGGTAACATAAAATAACTGCATTAGTAGGCAGAGTTTCAGCAGAGCACAAAAGTGCC
AGGTGAGATGTGGAGTCAACAATACTGCGTGACAGTAGATGAGAACTGCAGTCAGTTACA
GTCAGTTTGCTTGGTCTACCAGCTTAAGATGTGTCCATGAAGGACAAAATATCCGGTGAC
TCCTGAAATTCATAAGTGAGCTAGAGAGGCTGTTGTTACGTTCCATCCACCTCTTCATAT
CTGAAAACTGACAACACCCTGGGAGCAAACAACTTTGTGCAGCATCANAGGTGATGGGGC
TACACCGTCCAACGCCNATGCCCTCTATTCCCTAAATACACGCACACTGTTAGGCATGAA
CAGACTGAGCGATGGTTAAAGGGCCGATCATTTC
>BJ514811 ID   BJ514811   standard; mRNA; EST; 152 BP.
CCTTGAAAGGTCCCCTCCCNAATGATGTCTCGTCATCACTGATNTATNNTTANTAATANG
AGGACTANTCCNAGCGTTATTANGGACNANANAATTAAAGTGTATTCNNATTGCTNTACC
TNANGTAANTAAAANGGCGGCNACTGCACCTG
>BJ514827 ID   BJ514827   standard; mRNA; EST; 643 BP.
TATTTTTTCTCTCTTATGTTTACAATGCTGTCATTTGCTACGGTGTGGGATCAATAACGT
TATTCTGATTCTGATTAATTATTTGTATCTATCGAGGATCAAATTAATGTTGCTTTTACT
AATTTGAAACTATTATATATTGTATCTGTGTTTCTCCATGCATCTGTTTCATTTTGTTGA
ATCAAATAAAAATGTCTGCAAGAGTTTGCCATGACCAACAATTCCTTCACAAGTCTCAAA
TCCATTCATACACAGACATGAAAACTGAAGCTCCTCCATCAAACGGGTAATCATTTCCCA
GCAGGTGCGGGGAAACAAACAGCATGGACCGATACAGGCGCAGGGTGAGCGTTCGTGAGA
AGGAGGGAGTCATTTGTGTAACAGATGTGTGCGAAAATGTGTGTGCGTCAGACAGAGGTT
TAATGACTCGTCCCAGCCAATTTTCAGCTAGTGGCTTCTCTTTGTGGGGAAATGAAGTTT
GTAGTTAATGTAGCACAGAAGGACTGGCTACAATCTGCACACATGCACAAATCATGATTT
GTGCAAGGGAGTGTGTGCGTGCTTGTCAGTTCCAATGAGTTGGCTCCCAGTAGAATATTA
GTAGAAACCATATGGAAGAAATCATTATGGGGGGGGGGGAGAA
>BJ514847 ID   BJ514847   standard; mRNA; EST; 699 BP.
CATTTCATGAACTCGTTTCAGACTCGGGAGGAGTTCTCCAGGCAGAACGCCGTTTAACTT
TAATCCACTTTTGAAAACAAAAGGCCATAGGAAAAGCTCTATGTTTTTTTACCTCAAATA



TTAGCTTTTAGCATTGCTAATGCACAATCATGAACCTTAAGCACCCCTATATGAAACACT
GTTCCTGGGGCCTAAACTGCATTTCTAATAGAATAAATGAATACAATTCAATTGACGTGA
AAAATGGAAGGCCTTTATGAGGAAACATGGTTGAGAAGATGTTCACGCTAACATACGGAT
CTAAACGGCAGAAACCATTATTTTAAACAAAAACAAGTCAACAGCTGCTAATGAGAGGAA
AGCACCAAAGGATGCACACGCTCAGAAAATCTAATGGTAAGGGTAATCTTTTTACCCTTA
CCATTATCAGATGGCTCCATAGTGAAAGGTAGCATTTGTGTGAAGTTGTACGTGTTGGTT
TTAAAGGCTGCATTCACCATGAACAGTTAGCAAGGAGAAGATTCACAACAAACCTGCATG
GGAGTAAACAAAACCATCCAGACTACACACCCACTGTGCCCACTGTCCAGGACAGTGACA
GAAATGTGCTTGAGAGGACCTAAAGTGTGCATACATAAGGAGTGTTTCCTGTCTTTTAGA
AGTCAGTCATGTTTTTGTTAAGACTGTTCATGTTAAGAC
>BJ514859 ID   BJ514859   standard; mRNA; EST; 190 BP.
GGGGGGGNAANTCAANNGGACCCCCCCCCCCNGGTTNTTCAAACCTGNAATGGGGTTNTG
GAGGGNCGGNCAGGGNGGNCCAAGGGGGNNAATTTTGNANNTTTTTNTNANNCCGGGAAN
AAACGNAGGCNTTTNTGCGGNGGNGGNCCGGNGGGNCCGGNGGTTTCNTTNACNTCCGGN
CCNCAAANNG
>BJ514866 ID   BJ514866   standard; mRNA; EST; 474 BP.
TAACATTTTCAAATACNTTTCTTAATGAATGTGGTTCTTACACAGTTTTGGTTTACAACA
GAGNTTTTTANACCCTAAATGCACCANANTTTTAATACTCATTTTGAACAATCAGTAACA
TGGTGAAAGTGATTTTTTGTTCTTTTTCTTGGATCCCATAAACTAATATGTCTTGTCTTA
TTCGCTAACATGTGCTAAAATANAAAGCACAAACACAAANNGAAAGATTGGGAAAACCTT
TAACAATACATTTTANGCTGGTGTCGTGTAANTTCTCTGTTCCNGATTTAGCACCTTCCC
TTACAACTGCNTTTTGCANCACTTCCGNATGTGCATCACTTCCANATTTGTGTGANATTT
TGCCNGTNCTGAGTTTCATTTTTGGTAGAAAAATAATCTGTTTTTGTNAAAGAGCTNATC
TTTTTACGGACTTTACNATGCACGTCNNGNTTCTTTTTTANTTAACAAAACTCA
>BJ514868 ID   BJ514868   standard; mRNA; EST; 158 BP.
GATTTGATCTGANCAACAAACNAGGCCTAAACAGTTGTTGGGTGCTCTNAATGANATCAG
GAGCTAAAATGCANAGTATGCTGTGACCTTCANGTGTTAAGAAACTGTTANAACTGTTTT
TGTGGTGATCTTTTCCAACAGCATTNTTTTTCCTTGCA
>BJ514881 ID   BJ514881   standard; mRNA; EST; 187 BP.
AACAGACNCCAAAACGAAAATAANACTCCACTGTCATATACTTAAAATAAGAATAAANTA
NNAAAAGCTACACACATCCCAAAATATAANGAGTCCAGATCATTTGAGCAAGTGAGTCTG
AANCGACGGCAAAGGATTGTTGGAATACAGNACAAAATTGTGAGTCACTGCAGGAGAGAC
AGCATCT
>BJ514891 ID   BJ514891   standard; mRNA; EST; 280 BP.
TAGTCAGAAAAGTATGGAAGGAGGCTTTTCTCTTCACATAAAATTCAAAAACTCACTCTG
AAGAAAATGTTGTTTTTAAAATGTTCTTGTGGCTATTTTCTTGTGATGGAAGACAAATAT
TTAAGGAAATAAACTTTCAAATAGCATTTTCTGAGTATTTCTCATTCAAATCGCTGTGAA
TTAGGAGCAGACGAAAGAAATGCCATTTGAAAAAGATCGTATTTGTGGCATAGAAAATAC
GCTGGGTGAGCTCCCTGATTTGGGAGGGGGAAAGGGGCGG
>BJ514905 ID   BJ514905   standard; mRNA; EST; 744 BP.
GGTTTATTACATAAATCACATCTATNACATCATTTTCATTCATATAATTGTAAGAAAGTC
CAGTTTTATAACTTAAATGTCAAAGACAGCGTGCCAGCAAACCTAAAGAGAACACCAAAG
CATCCAGTCTTGGGTTTCTGGAGGTGGATTGATGTCGGAAAATACCACAGTTACAGTTTA
CGTTTTTTTATTGCTTTGTAGGATTATACAAATGGTTACATTCATTTACTTAATAGATTG
CAATTCAAATGTAAGTGGATTAAAGTTCAAACCAAAATTAAATGAACAGTTAGAATAATC
AGTCTGTCAGAGCCATTTGTAGGCTGGCTATTGAACTGTTTAATCTCTATAGTAACACAA
AGACCTTAAATCACTACTAATCTGTTTTCGTAACTTCTGCTGATTGGCAGATTATTATTT
TAGATTTTCAGTAAGAACTGATTCAAATATTCTCATGATTTAAAGACTCAAATTTAAATG
CTTAACCTTAAAAATAAAAATAAACATTTGTGTTAAAACCATAAAAAACAAAGAATGTGT
GGAAAACGTGCTAAAAGTGTATTTTTTATTATGAAATGTAGTGTGTTTGTCTTTAAACTA
AGGTAAACGATGCACCTGTGCAAGCCAGCTTCAGCACAGTTCACCTAAATGAGCTGAAGC
ACAGAGCAGAGCAACATGGCCAGACTTTGGGCTCAAGTGTACTCGGGTGCAGTACACATG
GACCCGTGTGAATGCCACTCACAT
>BJ514908 ID   BJ514908   standard; mRNA; EST; 134 BP.
CCTGCTCACGTAGGAGGACATGTCATCGCAATCNCTGCTGGTCTCANANGAACGTCCCAT
GAAGTTCCTGTCCTCGNAGAACATGATCTTGCCCATAGCTCTGGTGTTATTACTGGGTTC
TCANAGAACTCTGC
>BJ514910 ID   BJ514910   standard; mRNA; EST; 108 BP.
GTGGCCCCCNAGGAGCACCCCACCCTGCTCACTGAGGCCCCCCTGAACCCCNANGCCAAC
GGGGANAAGATGACCCAGATNANGTTTGAGACCTTCAACGNCCCCTCC
>BJ514911 ID   BJ514911   standard; mRNA; EST; 554 BP.
CTTTATTGATTTTCCTCATACAGAAGCCAGGCATTACATTTTGACTGAAAACAGTTTACA
GTAATCCAAAGCTCTCTGGCACACGGACTCAAGGCACTGAGGAGGAAGTGTTGTTAAACA
TGACATCACTCCGTAACAGAAAGAGCTGATTTTTTGATTCTTGCATTAATAAACAGCCGT



TTCCTCTTTTCCAACTCCTGCTTTCCAACACGACAAAGGCCAAAAAGGTTCACGCTTCCA
CCTTCCATGCAGCCGCACTGAAGGTTGTCTTTTTGAACAGAATCACATCCATATAGGCTG
ATACCTGCTTAACCTGTTCTTAGGGCTTCTCTAGATGATATTTAAGGCACTCTGTATACA
CGCAGAACTTAAAACATGTCAACACACAATCCCACAAAAACCAAGAAAAATTGTAAAACA
ACAGATAAGCTTATCAAAAGCAAACAATACATGAAAGGCTAAACATAACCAGTTATAGGA
GGCAATAAATCAGCATTATAGAACATTTGTTTGAACCCTTTTATATGATAAACCCACCTT
TTTTTTTTTAAANA
>BJ514954 ID   BJ514954   standard; mRNA; EST; 670 BP.
TTTATTTGTGATAAACATTTCAAACGATGTACTATGACTTGTGACTTATAAAATGTCAAA
TAATACACCGTTTTTTTTTAAGAAATAGACACTAATATGTTAATTTCAATAACTAGGATA
TGCAAACCTATACAAACCTGTGCACTATGTCACACATCGTAATCATTAGACTAACATGTT
TTAATTCATGAATAATGTCTGTGAAACAAATTAGGAAAAGGTCAATCAGAAGTATAGAAA
GTCAAATGAGCAAAGGTTTGGAAAAAATTAACTACTGTTTTTCTCAATGGACAAAACTAA
TATTTGGTTGTTATTCCCTGAGGAAATGCAGCACTTATGTCCAACTTTACAGATGTCTCA
ATTAAAACAGGGTCTGAAATCAAATTATTGGGTGTTTTGTTTGATCACAAATTTAAACAG
AAGTCACATGTAGAACAAATGAAGAATAAAGTAAGCATTGTCGTGTTTAAAAAGAAATGT
ATGCAAATATAAATTAGCCTCAAGTACAATAGTGGTTTATACAAATATACCCCTCATGAG
TCAGAAAATTCCTAATTTCTTATTGTAATATTTAAATATGTCCAACACAAGAGGCCTTCA
GCTCTGATCTGTTTGCTCAGCTGATTGACTGGATAAGTTAAAAAAAGAACCAAAAGTGTT
GGAGGTCTTC
>BJ514959 ID   BJ514959   standard; mRNA; EST; 736 BP.
GATGAGTCTTTATAGAAGCCAGTTTCCTGGCTGTCCTGGTTTGCAGTGCCAAAGACAACT
TGACATAATCCATGTGGAAAAATTGTTTTTGGTGTTTTTACTGTTTTTTTAAAACATTTT
TCTAAGAAATTGTCATTTTCTCAACCTAATATCAAAATATAATGGCAACAGAGAAGAATC
GAAACACTAAAGCCCAGCTCAATGAAGTGAAATAAAAAAGAACAAACTATTTAAATCACC
TACAGATAAGAAATTAGTATTCATCACTAAATAGAAGAAAAGATAAAGATTAAGTATCAA
AGCAGGGTGGAATGCTCGAAAAGCTAAGAACAAAAGAAAAAGGTGAAAAGGAAAGGCAAC
ACAAAGGGGTAAAAGAAAATCACAAAGTTTGTGAACACAGAAAAATAAGTTTAGTTTAAA
AATGAAGCACAATCTAAATGTTAGGGTGTATTCAGACTGTCGTCAGGGCGGGGCAAAGCA
ACTATGAAAGTCCTTAACTTTTAGCTCTTCAAACTTTATATTTTGCTGACCAATTTTAAA
CGTCTGTATCAACGTCAGGCCCAACACTTTTTACGTGCTTTTTTTGTCCAGTGGAGGAAT
GCCGCAGGGCGGTTACTGACAAGAAGACAGCTAAGAAGGTGCGCTGATGACAGTTTACAA
TTTATGGATTGTCGGCNAATCGTATCAAATTTCAATCAGCTTAAAGTGAATGAAAAAACA
TATTTTGAATTTGAAA
>BJ514995 ID   BJ514995   standard; mRNA; EST; 432 BP.
TTGTTGCATGAANCACCTGATAGAAACAGCTGCAGAGCACGAGATCAGTGTAAACAAGGA
GGTCGCACCGAGAGCCACGTTCCTACATTCAGTGGTGCATAAGAGGAACCGGAACGCCGG
AGAACCGGAACCTGGATGCTGCTTCATGTCTCACTGGAACACGTTAGAAAACAGGCAGAG
TATAGAAGTATGTCGACATACTGCATCATGCAACGACGAGGAAGAACCACCTGAAGAGAC
GCGCACACGCGTGCCGCAGAGATGCAGGGGGGGCCGAGAAGTTTCAGACCAAACGTCCCT
GAGGGAAGCCGAGCTTCAGGCCCAGAACCCTCAGAACCGGTTCCGTTTCCCGGATGTGAT
GAGGCTGATGGGATGGAAATGCTCCGGTGGTCGTGGTGAGAGCTGTCATGGGGGGGGGGG
TTNTNNGCCCNC
>BJ515004 ID   BJ515004   standard; mRNA; EST; 492 BP.
TTTATCTTGTGATCGGGAGCAGATGGAAANATGCTGTTTCCAAAAATGTGTTGTTGTGAC
TCACAAACTACACTCCGTGGGCCACGAGTGGGCNGTTTTTTTTCTTNTTATGGCTAAANN
CACNCNTGATCATAATTAAAAGACCACTGCAGAAGGCTTTTAAAAAGGATCAAAANATGA
TTGGAGTGAGACTTTAAACTTTAAAGGAAGACTTTTTCATTATTTGAAATAACTGANCCA
GAACTTNACCAANATTCTTTGNCTCATTTTCTATTTTCACACCGTATTTGAGCGGTTAAT
AGAGTCAATTTCAAGATGCTTTTGAAATACCANTAGNTTAATAAAACAGTTCAAAATCTA
NAGTATTTTAGCCACATTCNTCTTCGATCATATCAGGGTTATTTTTTATAAGGCAGAACA
CATCTCATGCTATCATACCATGAGACCTGCANATATTTAAGNTGGCACTGCANGGGGAAT
CACACTGATGCA
>BJ515079 ID   BJ515079   standard; mRNA; EST; 658 BP.
TTTTATATACATTAAAACAGGCAACAAACGGACAGTGGAATGGTAGAAAACATCAACGTT
CCTCCTGCAAAGAATAAGCAGAGGAGTTTCCAAAACATAGAAAAATAATTCCAGATAAAA
CGCACGCCTGACTTTCCTCCTCCTTCCATCCGCCTGTCAGAAAGAGCATCTTCTTCCTGA
ATCCTGGGGTGTGATGGGGCAGCAGATGAGGAAGACGAGGCTGCTGCTGCTGTGTTTAAT
GTGAGTCCAGCAGGCTCAGTCTGTTCTTCAGCTGGGCGGATAGTAGCCCTGGTTGTAGTT
CCAACTGTTCTGGTAGCCGTAGCCGCCGTACTGAGGTTGCTGGTACCAGCTGCTGTACGC
TCCGTACCCCGTTTGAGCGCTCACGTCGGCACTCACAGGGGGAGGCGGGGTGGTGATGGG
GACATGCGTCGTGGTGGGGGCAGCCTGGGTGGCGGCGGCAGCGACGGTGGAGTCCTCTTC
GGTTTTGCTCTGCTTCTCTGGATCCTCGTCTCCGTTGTCAGCTGGCCTCTTTGTTCCGCC
CAGCTCGCTCAGCAGCTTCTGGTGCGCCTCGTATACNGAAATCACGCTCTTGATGGAACT



GCTAAAATCCTCANAGAACTGAAGGCCTCTTTGTGAGAGGAGGATCTTGGTGTCTGGA
>BJ515092 ID   BJ515092   standard; mRNA; EST; 745 BP.
AAAAGGGTTTAATTTACTGTCAGTAGTTTATCGATTGAATAAACGTAAAGTTCATTTTCT
AAACCTCTGCTGATCAACAGTTACTGTTTGCAGGCAAAGGGTTTAAGGTACATAAATGCA
TTTTCCTGTGTAGATTTTAAAGGAAAAAGTGGATTTTTCACCAATGTTGTCATGTTTATA
TGGATTTTAAAAAGATTTAAAAAAAGACGACGGTGGACGGAATGATAGAAAATGACGTGT
TTGATGTGGTTTTCTTGCATTTTATCTCCAGTTAATATGTTGCAGCAGAAGGATGTCATT
AGACACAGGGTGCATTTTATTTTGAAAGGAACGTGTAATGTAAAGTAACTAAAAATGGTT
GTATGTAGAAAAATTTAGGAGCGTTATTATTAAACTAAAGTTAATATTAATGACTCAAAA
ATATAAACAAAGTGCATTTTTCTGCACATTTAAGTGGGACTTTGTGGCTCTCTCTGTAAG
AAACTGAACCAAAAGGCTCTTTCTGTGTTAAAGGCTGCAGACCAAACATAAAACATAGTT
ATGTTCTTATAGAACTGAAGAATAAAGAAACATTTTAGAATTTGACTATTGGATTACTAA
ACTGCCTGACATTGACCAGAGATTTTGATATTCTTCTGTTTGGTTCCACATTTAGCGTCT
AGACACTTTCCATTGATGTGGCGGTTGATGGACCTGANGGNAAGTTTAGCTGGATGTGAG
GAACCTCTGACCTGCTGCTCTCTCA
>BJ515100 ID   BJ515100   standard; mRNA; EST; 661 BP.
TTTCTAGACACACAGAATATCTGCATCCATAAAAGCAATATCTGTTCATGCCTCAACACA
AAGCTGCCACAGCTGGGGAGGGGACAAACGCTTTGTGTTTCACTTCCAGCACACAAAAAC
ACAATATGTATTTCTGTCCAGTTAAAATACACTTCACATTGAAAGCCTGGCATTTGTATC
TTGCATCTTTCATCAGTTCAAACAAAGAAAAAAAATGTTAGCATCTGCTAAAATCACACA
CGGTTGCTTATTCACAGCAGACGCATGGTTTTTATGTAAAGCACTAATTGGCCTCATCGT
AACACTTTAAAATCAGTTGAAGAACAATAGTTTTATTTATTTTTTTAATATTTCTTTTCT
GCAATATTCTAAAAAAATAAGGTGCAAATAAAGTTTTTAATTCTTTGTCTTTTTAAGCAA
ATGACTAAAAAATAAAGTGCAAAATGCTTGAATAACTCCAACACTCTGAGTTATGATTAA
AAATAAATAAAAACATAATATAACATAGAAAACTTGATTTAAAGCTTTTTAAAGAAGAGA
GCTCAGGGTCCCCCCCTTTACCCCATTCCCAGCAGCAGGTGAGCCCGTCATAACTCTTCC
NAAAACACAGAANACGTTTGGAAGTGAGAGTTTCGGTTGAATAAATGACTGTATGTGTTG
G
>BJ515110 ID   BJ515110   standard; mRNA; EST; 103 BP.
GGCAACAAANCTCNNACCAAAAAGACATTTTATAAGTTTGGTGTAAAAAAAAAAAAAAAT
TTGCACAAAANGGTTTTTCATAGATGGCNGAAAAAAAATGACA
>BJ515127 ID   BJ515127   standard; mRNA; EST; 711 BP.
ATTTAATAAAATTGTAAATGAATGGATGTTGGGCTGTTCAGCGACTGAATGAACTTAATT
AAAACGGTACATAAAAACATGTACAGTGCAGTACTTTCTAATAAAACATTAAAGTAATAA
ATAATGCAGATGTTAATAGCAGTTTTAAAATGATTGGTTTCAATATTATCTCTAGTTTTT
TGTCACTTTAGACACGCATTTCTACAAAATTTGAGTCAAAACTCAGGAATAAAAATGAAG
AAACTCTCATTTTTAAAACATAATGAGGTCTCTGTGGTTTGGATGCAACCATCCTGTAGT
TTCTGGTGGAATCCCTCCTGATGTTGAAGATGCATGGGAAGGATCTCAGAGAGCGGCCCA
TCTGACGGTGTCGGGTGTGTTTCACAGCAGCGAGGCACAGTTCTTGAGAAGCAGGGGTTT
GGCCAAACCCAGGATGTCCAGGTGGGGGTCGAGTGACCTGCCCAGACCCTCCAGCACCAT
GATGGCAACCACGATGGAGGCGAAATTGCTCTCCAGCTTGACCTTGTGTTTGATGAGAAG
ACCAAAGACTCTGGAGAGTAAGTCAGCCACTTGAATCTTTCCCAGAGAGAGCGTGTTGCT
GAGGGCGTGATCCACCAGCTCCGCCATCTCCTTCTTGAACAGCGGCACATCCTGGCATTC
GCTGGCTCTGGCGTGATGCAAAATCAGCTCTGCCACTTCTTCACCCTGACG
>BJ515156 ID   BJ515156   standard; mRNA; EST; 620 BP.
TTTATACGTTTGATGTAAAGCTTCACCATGGAACACGGTACGAAAAGTACAGGGGCGGGG
ACGGCGCCAAAGAGGCCGTCCGTCACAGAAGGCCACAAAAAGACACCAACGTTGGACTGT
TAGGAGACGTCGTCCTCCACGACAAGCACACAATCACACGCAGAACACTTTGATGCATCA
CACACACACACAAAATCAGAGATCGCAACGTCCATCTGATTGATCGGGCTTAGTGGAGAG
CGGGCAGAGTTTGGCCACGCCTCCNAATTCTTTTGCTCATTTTTACAATCAAATTGGCAA
AATCAGCAACAAGGTGGGTTGTTTTGTTTTTGGATCTGCAATTTTAATTTTGATTTACAA
CTTTGTGGAAACCTGATAGCATGCTAGCTCGTTAGCATTTGCTCATTAAAGAATCAAACA
AATGAAATGGCGTCACTTTAAAACGCTCTCTCAGCTGAGATGCAAAGTCTTGATATTTAT
CGGGTTTTGTTTCAGGTGTAGCGCCCTCTGCAGGCCAGAAAGGCGTCACATGACTGCTAA
AGGCTGATGGCGTCACTGTGACATCATGTCAGTCCTGTCATCACGGANGACACTGATCAT
GTGACTTTCCTGCTGTCTGA
>BJ515169 ID   BJ515169   standard; mRNA; EST; 116 BP.
ACAACCATTATGATTCCAAGACACAATATATCANCTTTAACTTGTTAAAATCTTCAGTAC
ACACAAACACACACCCNCACACACACACGCACACGCANNCNTACGTGTATAAACTG
>BJ515196 ID   BJ515196   standard; mRNA; EST; 269 BP.
AAAAAAAGATCATTTGTGACGTAAAAAATATGCTGGGCAGGCCTTAAGATCCCCGCTCCA
CTCCGCCTTTTTAAGTATTTATCCGTCACACCTTACAAGTTGGCAGAGGCTGAAGGCTGC
TCTGTCTGATTTCAATGGTTCCTGCATTAAATCTAGTGAACAAATCAATTTTAAAGCAGC
CGCTGACATTTTACAGAGGATCAACTTTACCCTCAAAAGAAAATGGAAACTGGAAGTTAA



AAAAAAAAAAACANAGTTCCCACTTGNGC
>BJ515214 ID   BJ515214   standard; mRNA; EST; 208 BP.
TGAGTGACTCTCAACTACGCGCAAGAAGAAATGGTATTAAATGGACTACCATTAAGTGAG
CAAGAAAGTGTTAGGATGTACATGAGCAAAATGGGATTAGAACTGACCGCTTTGAGAACG
TCACACAAATGACTAATACCATGAATCCAATTCATGTTTAAAAAAAAAAAAAAAAAGTAA
NTCCNGCANGAAANAAAANTTCCCCCCA
>BJ515246 ID   BJ515246   standard; mRNA; EST; 548 BP.
TGTTGGCACGAAGAAGAAACTTTGCACATGTGCAGCAAAGGGACAGATTGGGTGGACCCA
GCCATGCAGTTGCACTTTGCACATGTGCAGTAAGGATCGTGTTGTCCTGATTTGTAACTT
CTCTTTTGCCTTTCATTTTTGTCAACACTGAAATGAAATTTTTCCTCATTTTTTTTTGTT
AACGTCTCCTCATTTACATTCAGTGGCTGAAATCTTTTCCTGAGGAGACTTGAAACTTGA
CACGGACTTCCTAANAAAAGCAGCGTTTACTGTAAGTGAGTGATGCANACCCCGTAAACT
CTATCCAAGACTCGTCCTTCAACCCAGCAGTAAACTGTGGCTCACTGTTTGGGGCGTGTT
TCAAAAAAGCATCTGCATAGAGGCTAAGCACAGCCATGATGTACGACCAAACATGTGTGG
TGAGCAAGAGCTTTAAGGAAGAATGCAAGAGACAGATTGTGTCACAGTAAGCCACTACTC
AGGGAGGTAAAGATGAGAGCTGAATGGCGGGGTATGCTTAATGTCAGCCAGCTTGCACAG
TGCAGCAC
>BJ515258 ID   BJ515258   standard; mRNA; EST; 782 BP.
ATTCTTGTTCTGAAACGTTTAAAACAACAAATCGACACAGCAAATATTTACAGAATTTAC
ATGATACTTGTATTTATATTCACGTGGAGGCTTTCAAATACTTTTTTTTTCTTCAACACC
TCANGGTTTTTGGCACAAACACACCGCCATGAAATTAGATTTGTAGAAAAATTTCGAAAA
CTTTCTAAGCTGCGTGTTAATGGCAGTACAGTAAACTAAAACTAAATGACGTAAAACGTG
TGCTTTCACAGAAAATGTTTGCTGAAGTTTGTGTTGTTTTCCTTTTAGGTTAATATATCA
CACAAAATGGGTTTCACTCTATAAACACAGACAGCTGAGTCATGCAACCAAAATAAAAAA
GGAATTCTTTACCACTTTAACGCCTTTCTTAGACTGTCTTCAGAAGCCGTTACAGCAGAA
TGCCCGGCAAACTTTGGAAAACAAAACAAAAAACACCCCAAGCGAGCGGAGACCGTGTAC
ATCGCACAAACCCTCCAACACCGCCCTTCCAAGTGTGTCAAGGTATATATAAACAAGCGT
CTCTAAACGCTCCTTGACCAACTCTGTTTCACCAATGAAATCAACAGCTGCTCTCGATCC
CGGACCAATCACGGCTGACCAGAGAATTTATTTATAGAAAAGCAAAGAAAGTAGAGACGT
TTTAAATAAACNAACAAATAGTAAAGTTTCATTTTACTTTAAAGTAACTCTCACGTCAAT
NACAACAAACTTATCAGTGCGGGTAAAAAGACCAATTACTCTCAAAATACTCTCTTCTAT
AA
>BJ515264 ID   BJ515264   standard; mRNA; EST; 584 BP.
TCGTCCAGAACACTCAGATGACCAGTCAGTCAGGGTTCAAACCCGAACTCTGGCAACTTA
GCAAAAAAGAGAAACATTCATAAATAAAAAAGGCAGGTTACTTCAAGTTAGAGTAAACTT
GTCCTAGAAACTACAGGAAACAAACTTAAGGCATTCATTTAGCAACATTTTCACAGGTGC
CTTAAAAAATATATCAAAAACTGAATGTAGCCAGAGGAATATTGTTTTTTTTGTTTTGTT
TTTTATCCATCTCATGCAGGTAGGATTGAGAGAAACAATTCATTGGCCCATCATACAGAA
TTGTATACTGACAATATGGAACATTTTAGGAAATATCATAGTGATGCATAGTGAACATAA
ATCCATGAAGGAATTTGTCTTTATCCACCATGTTTTACCTTTAAACCCAGGCGGATTTTT
CTTTATCCATGTCTTAATCAATAAAGTTAGTAGAAAAAAATGAATAAAAAACCTGCAGCT
GTAGGTTCTGAAGAACTGATTTTCAGGCAGCTGTTGGGAAAAACAGCAGGAATATTGCAC
TGAGTTTTTTACCATAAAGAGAGAGAGAGAAAAAAAAAAACCTC
>BJ515289 ID   BJ515289   standard; mRNA; EST; 601 BP.
CTTGAGGTGAGTTTATGTCTCAAATTTGAAAAAATAAAATAAAAATAAGGCCACAGAGAA
ACAAAATACGATATTTCAATGAAAGGAATTAAATACTACAAAATAAGAGCCTGGAGGTGA
AATTGGGGAACAACTTTGGCGGAACGGAAGAATCTGGGAGGAACGTGTGAGCGTTGGTCG
GTTCGTACCAGCAGGTGGGGGGGGAGGGGAATCATGCAGTAAAACAAAGTCCCGCCTCCT
GCAGCGAAGACCCTGGACGGATGGACGCCGAAACAACCGTCTTGACTCAAAAACAGGACA
GGAAGAACGTTTTTTTTTTTGGAGTGNGGCCCCNTTACTGAAANACCAGGTGCTGCTGGT
CCAGCAGCGTCNTGGTNAANTTGTTGATGGGGCCNATGGCNCTAAGCGTCATGGCGTTGT
CACNCCCCCACAGCAGGTTGGGCCCNAACACCACCNCCNGGTTGCTGGNGGTCATCTTGT
TCACCTCNCTNTTGTTCNATACCTGANCCAGGAAGGTGATNAGGTACCNCANCNAGGCGT
ATTTCTCCTCAGGCAAANACTCCNGCATGGTCTTCATCACCTCCNCCCNACAGTCGCTCG
A
>BJ515310 ID   BJ515310   standard; mRNA; EST; 379 BP.
TTTCTGTGAGACAGCAGTTATATTTGCATCAACACAAAAGCATTTTTACATTCTGCAACA
AAAGGTAGTATCTTCCTCCATGAAGCTGGGGGGGGGGGCAGCCANCCAGCAGGACCACGG
TCTGCAAGGNGGGGNGGACAAGGTTTTAATCCANCACGGATCCCGCCTCANNTGGAAAAC
CCTCCNCCTTCCTCCAGNACNCATTTCNCCNCTTGAACCATTTCTCTNTTTCCNCCACGG
AAAGTCCACNTTCACTCNCNATCAGGATNATNTGCANCTCGNCGGGGTTTTTGNAAAAAT
TTAAAAAGTTCTTCTCCANCTGTTGNATCTGTTCATGTTTCANCGTCNTCATCATCTCAC
CCNCGCTCCTGTTCAGCGC
>BJ515324 ID   BJ515324   standard; mRNA; EST; 628 BP.



CTCTCTAAACAAATTGGTAAAAATAAAATCTATCAATTATAAATAAAATCACAATGACTT
TTACACGAAATTATATTGCACAATTATAAGCTTTGACGAGAATCACAGAAACACAAATGT
TGCTCAGGTTGTGTTTAAGAAGGTTCAGTGGTCTGAATCTTTGGAGGTCTATAATCTTTG
AGTGTGTTCAACAGTTCATCTGCAGACCACCTGCCTCAGAAATTTACTATTTATCTGAAT
TACTTTGTCATTGTTTTTGTCATTTAGAACATTTTAATTCTGCCCTAGAATTTATCCAGA
TATGTAGTGCAATTGGAGGGGGAAAAAGGAAAACATGTAAATTACTGAAAAGTCAAAAAT
ACAGTTTGTACTTTGTGAATGAGGGCTAAAAATGTGATCAGTGTAATTAAACAACTTCCC
CGAAGAAAAGTCAAACCCACGTTCATTTTTTCCCCCCTTTAGTTTAAGATTTGCACCAGT
GCCTCCCTTCAAATCTGCCTCATGATGGCTCAGCTTTTTTTTTTCTTTTTTCACTTCANA
ACACACTAATATTAACTGAAACGGTGTGAGTTTTAAAGCTGGCCAAAANAGTTGCTGTCC
ATCAAAAGCTTCATTCTCCCGGCTGGAA
>BJ515381 ID   BJ515381   standard; mRNA; EST; 326 BP.
ATATGGGGAGGGGGGGGGTCAGTGAGCAATATTGCACTTTGTTTCTAAAATGTTTCAAAT
CCCATCATCAGCTGAACATTTTAGCTCCTGCCTTTGTTATCATTAGGTCAGGATTTTAGC
TTAGTTATGACAATGGACTACTCTGAGCAAATAGACNACTGAAATGACTTAACTGGAAAA
AAAAAAATAAAAGCTTATNCTTCNCCACNCCGCTGGATTCANCTNCCCTAACAAACAANT
CTANAAAACTGCAAACAACTTTNACCCANGTTANCCANCAGGGAATTGTTTANNCTGCTN
GGCCNCNCANCCTTTTTTTTTTCTAA
>BJ515405 ID   BJ515405   standard; mRNA; EST; 287 BP.
GTGATCCNNCCNCCCATTTCCNTTCNTATTCATGTTTCTGNTGTGACTCTNCANCAANCA
GACCGATNCAGGATGCTGCATNCTGATTTANTGTANAAACNAACTCCTATCTCCTCTTTG
CTGTTTAGGACCANCNGATCAGCTCCCCTGTCCTGACAGAATCTCCTGCTGTNANTCCAA
CTTTTCTGCNCAGTGGATTTAAAGTANCAGCTGTNTCCNAATTCCATCCATTCNTCAGGA
CACCANTTACCTTCTGTCTTTTTTTTCANCTGATTTATTTCATCCNA
>BJ515411 ID   BJ515411   standard; mRNA; EST; 657 BP.
TAGACTTTAGTTCAGCTGGAATGTTTACAGTCAAAACACGCTTGTGCTTGCCATAGAATG
TAAAAAGAAATGTTTAAATTGCTCAATGCTGCTGCCAACTGTACAAAACTGCTTGATGCA
TCATTGTACAAAATAGCATTTTACTGAGAACAAACGTTTGATGTTAGTCAGTTTTTCTTC
TATTCATAACTATTTTTCTTAAATTTGATCCCTTTTTCATTGAAATCTTAGTAAAATGAA
TGATTTCTTTTAATGAAATGTGAGACTTTAAGTGATTTTTTTTTTGTTGAAAATGCAAAT
NTGTAAATANATTAAAAGGCCTAAACTGTGTTTCTATTGGAGCAAAGTCTAAACACACCA
TTTAAACAAAAACATTTGTTGTTTCCTCAAGTTCTAAGCTTTTTCTTTGTCCACATTTTC
TTGGGACGTGCTCGGTTTGCTGCTTTTCAAGCGTAAACNCAGCTCCTCTCTCAGCACAAA
GCAGCATGGCTTCCTCTGCTCTGCTGCACTCCTGCNACTCTTCAAAGTCAGCTCCAGGAC
AGACAGAAGGGTCCCCAAAGCGAGGCCGACAGCGAGGATCAGGAACAACCCTTTGAGGCT
TTGCGGCTGCACTGCTGGAGTTTTCGCCTTGTCTGCAATGCAGCTGCTGGCCCACCA
>BJ515414 ID   BJ515414   standard; mRNA; EST; 194 BP.
CTCTTNTTTGAATGTNCCAAAGAGGGGCAAACGATTCAAAACATCTTTTAGCTTTTCATG
CATGTGTGTACACACATCTNAAGTAAGTAGCATATGTCAGCAACCATGAATAGAAGAATA
AAAAAAAAAAAATGTAAAAGTAAAAAGCNCAAAACTANAAAACNCANAGGGGTACAACTC
TAACCCNCNCTGTA
>BJ515430 ID   BJ515430   standard; mRNA; EST; 625 BP.
TTNTTTTTTTACAAGTCATTTGTTCACACTTAATATGTCCATAAACTGTAACTAAAGAAT
ATCGGCTACAAACTAAAGACATTAAGTCAAGACTCGAAACCTCACAGCCTCCGTCTGAGC
TCAGGAAGCATTGTTACTCCATACTGGGTTGGCAATACAACCAACAAGTAAAAGCATGAA
ATGATTCCGACAGTCCAAAACAAAAAGAAATAATTCAGAACAACAACTAAATAGTTGGAT
ATGTACATAGAAATACAAGCTTCCGCTTTTCCGCAGAGACACATTTGCATGTGAAAAATC
CAGTCACGCCAGAAACATTTTGTGTCGCTCTTATTTCGAAAGCGCTACATAACCACAGGC
AACCATGCTTAACATTTTGTTGTTGATCTAACAGGGAAAAAAAATTTGTTTAACAATTTG
TAACATTTTTTGATGCGGTTTACAAACTAGATTTGATTTTTAAAAAACATGTAGTAAAAC
CATGTTGCCAGATTTAGCAAAATTCCACATTTAGATAGATTATTAGGTCTCCNGAGTGAC
AGTTTTGTTTTTGCATGTGCTTGTTTGCTTGTAACCCTTGTGCTATCCCAGGCATTTTAA
CATTGCGAGTTGGGTCATCCANACC
>BJ515440 ID   BJ515440   standard; mRNA; EST; 491 BP.
ATCTTTTACACTAAGAGAGCCACTTTTGAAAATCAAAATGCTGTTTGTATAATGCAGTTT
TCTTCTAACAGACGACGCTACAGTTTGATTTATTATGCGTCTAGACGGATCCGAGCTTTG
CACGGTTGCTATGCAGACATTTTATGATCCAACGATGCGTTCCTGTTATTGGTGAAATTG
AACTAAACTGTAATGGGACAAATAAATCTATTATAAGTGAAAAACTAATGTTAAACAAGC
CTCCNAAAAGTAGATGATATAGCAAGACAATGCTTTTTCTGTTGAAATAGAGGTGCACGA
GGTTTAAATATGCAAAGTAGCCTGCAGCTAANAAAGTGAGCTGTTGTTTTTTTTTAAAGC
CGATGCATTGGAATAAATGACAGGAATTATAAGCCCATTCCCAATTATTTGAAAAAAGGC
GTTATAAAATTCTTTCAAGATAACATATTTACATTAAGCTGCTTCGGAAAATATCANACA
ACCCANATTGC
>BJ515444 ID   BJ515444   standard; mRNA; EST; 317 BP.



GTGGTATAATTAAAAAGTGCACCCCTCCACGAAACTGGCAGAGCAACTAAGCTGGAGAAG
GCAAGAGAGAAAACTGTGGTAATTAGTCCACAGGGGACAGAATAATAAGCCATCACAATA
CCTTTCATCCTGCAGCCACCCATTCCCAAAATCCAATATCTTCTTAATTTTATTTTTCTT
TATTTTTTTAACTCTACCATATTTGCCTTTTTTTTTTTTCANGTTGTNCANCCAACACTT
AAAAACGGTNGNAAATNCAAAGCTGTTTATCTGCANCCAAAACCTTCGGCNCGNCCAATT
TGNAGTTCTAAAAATCA
>BJ515454 ID   BJ515454   standard; mRNA; EST; 625 BP.
TTTTCTCATCAAAATCTGAAAATCCTAAATGGGAATCAAACTGAACTCTCAGCTTGGAAT
TGAGTGACATGAATGAATCAGAGGGAGGTTTCTTCTGCATTTTAACTGTCTGCCGTTCTT
CCCAGCCGTGTATTGACGGACACGGCGTTCTCTGATCAAACCAGCTTCTTGAGCAGGAAC
CTGTGCTGTCCGACTCCCCCCGTGGACTCAAGGATCGTCTTCTGGACAACAGTCGATGAA
GGATTCTGGAAACCTCTGCACTCGCCTGGAATTATTCTTTCCTTGAGCTAAGTTAGCCCC
GAAGCGATGAAGTCAGTGTACCGGCGCGTTCAGAGAGTCGGGCACGGCGGTCTAGCAGAA
GTCTGTTTCGGGTATCGCGATATTCCCAGAGATAAAATTGGTTGGCATCAACCAATCAGG
AACTCAGCTTTGACCCGTGATGTGTTGATGACGGTGGGTGGAGTCAGTGGGTGGAGTCTA
AAACCAAAATGGAGGAGAATCTGATCGTTTTCCTCCTGAACTTTATGATATTTTGCTTAT
TTGTATGAAGACGATAATAAAAAAGTTCCTCTAATTTTATGTAGATTTTTCCCTCCCTGG
ACTAATGCGGGACAGCCGGCCATCA
>BJ515456 ID   BJ515456   standard; mRNA; EST; 369 BP.
ACTTTCTTTCTTTGTGTTTCATAAAAATGTAACAAAAAAAAAAAACAGCAAAAAATNAAG
GCGTACANAGTTTGNGTCAAAAATCCTTTCANCTAAAACTGTAAAACAAATAAAAAGNCT
TTCTACAACTGAAATAANTTCCNCNAANTTCCTGTCAGGGGGTTNCNTTTGACATGTTTG
NAATTTTNTTTTCAACGTTANCNATCACAGTATTGGTAAAATACTGGTTGTTGCATTGNC
ANTCNCCTCAAATNTCAAANCACTGAATTGCTGCAAAATGNGCNCAAAATTATNTNTNGN
CTTCAAAAGGTTNAACTTCANTCTGNNATGCACCTGTNTTTGTNCTTTCTNGGGCTTATT
GATAAANAT
>BJ515457 ID   BJ515457   standard; mRNA; EST; 306 BP.
ATTATAATCAATATGTAGCCATACAAGAAAAGACACACTTTATCCTTTAAAAAATAAACA
AAACAACATACCGATTTATACTTCTGAAGTAAAACACCAAAAATCACAGTTTATTTGTTA
AAGACTTTTTTGTTATTTTGTAAATTAAATGTTCACAGTTTTCAACTCTCACAAAATAAT
GATAAAGGAAGTCACCTCAAAATCACGTGCAATCAATCACCTGATTAATAATACTTTTTC
ATTTTTTAGAATCAAAGATTAAAGGAAGTNAANACACATTTGCGNCAACACTGGTAGGGA
GAAAGT
>BJ515459 ID   BJ515459   standard; mRNA; EST; 711 BP.
CTTGCTGCCCTGAANAGATATGATTGTCTCTGTTAGTTCCATACAAATGTCTCCATACAA
ATGGTCCAAAGTTAAGAACTTCGGCAAATAAACTTCTCTGGCGTTTCANACCTTANGAGA
TGTTAACCATTTATGAGTTCTGCTTGTTCCATATAGAGACCAGAAGTATGACNAACNCTC
ACACAATTCAAAGGCTACACACAGCAGCACGTTCACCCACTCGAGTAGATNCATGAACAG
AGTTCTACACTGTGATGCCATTTTTTGAAAGTGTGATGCCAGAAACCCTGCGTGCGTCAC
CCAGCAGCGGCATGTACGAGAGAGGACAGAGCANAACTGAGTGAAGGTTAACGGTTCATC
TTGTATTATAAACATGGAGGGGACACTTACCTTAAATGTTCAGNGGATCTGTGTAAGCAT
ACCTCTGGCTGTAGTGCAAACATGTCCTGGCTTTACTGTCCACTGACTTCTGCAGAACTA
CTCATCNTCTATGCAACCCATGTGCAGAGAAGAGCATCTACNGGGACTGGGGCAGCTCGT
CTGCGACAAGCTGGCTGACAGCAGCTAACGTATCCNATGTAGCCAAAGACAAACACTGAG
CCACTCANACACAACACACCATCTNCTCTTCANAACAGGAGAGCTCTCGCCACCATTTCT
TTGGGGTGGGGGCGTAGAGGAACTTTCTGCCATTAAGCTTGGGAGTCTCCC
>BJ515480 ID   BJ515480   standard; mRNA; EST; 710 BP.
TTTTTGGATATAAGCAAATAAATGATATTAACATACATTTTGGAACAACAGTAAACCCCA
GCAATTAGTTACTTTTCCAGTGACATTTGAGACGGGTATGCATATGTTTTTTTTTCCTCA
AGTCAACGTCATGGAACAACACTGATGTAAAGGAACAATCCCAGCACTGCAAAAACAATT
CACAGGCTGCTTCTTAGGGAAAAAGGACACTTTTTTACACAGGCTTATGAAAGCACAAAC
CAACATTTAGCGGGTTTTTGTTCTTCTTTTTTTGCACAAAAATAGAAAAACAAAAAAGTT
GCTAANAAAAACTGGTATTGAAGTTAACTTTGTAACACANAAAATGCCTAAACAAAAGTA
AGAAATGACCTAAATGAGGCACAAACTTCATAGACNGGTGAATACACTTAAAAAAGGGTT
TAAAGTGCTCTATAATGACATATGGATTTGAATTAAAAGATCTAGAAAGGCACATGTGAT
TTCACCTGTTTGTTTAGCTCTTGAGTTCTTTGGGGCTTGAAGAAAAATTCAGTGAGAAGC
GGACGAATCCAAGTAAAACCTCCAATGCATTTCTGCAGAAACTAACACGCATGACAGCAA
CAAAATAAAACCCAATACNAAAAAAAGTTTTAAAAAAGTAAAGGCTAAATGTAATATAAT
AACATGATAAATTTACTTGCATTTGCATTTAAAGCTTAAATTGATCAACC
>BJ515489 ID   BJ515489   standard; mRNA; EST; 551 BP.
ATAGAAAAGATAAAACTTTAAACACATGTCCTCCAGCTTGTCGCATGACAACATCTCAGC
TCCTGAAGTGCGTTTTAGTTGCATCTCTGTTCAATCTGAGGGCTCATCGCAAGCAGCCAG
TCAATGGTCTCCTCCAGGAACCTCATGTTATAGTGGGATGCGATGTTCCGAAACACCATG
ATCTGCTCAGAGAAGCTCTTAGCTGAGAATGTGAGGCTGAAGTCTCCAGCACATCTGCAG



TAGAGCGGCATGTTGGCCTCCTTCACCCCTTTGCATTTGTTGCACACCAGGTCCTGCAGC
GTATAGCTCATGAGCTTCTTCTGAAGAGCTTCTATCAGAGACACCTCAACAGAATCCGTT
TCATACTGAGCCTGGCAGTTTGAGCAGAACCACTGCGGCACGACAGCACCATCCTGTGCC
ACAGATGGATCTTTGCAAAGGTCCAGGTCCCGACNAAAGTTGCAGTGGTGGCAGATGACT
TCTGGAAGAAATGTAGGAGTTGCAGGGATCCCGGAACTGGGCTTCGTCTGAAAACTCACC
CACATCAACGA
>BJ515492 ID   BJ515492   standard; mRNA; EST; 484 BP.
ACTGAGGGTCTGCATGGCTCAGCGAGTGTGTGTGCACAGGTNAGGAGCAGGAGAACAAAA
GGGGATGGTGTGCTCATTCACATGCTGTCTAAAGGGGTCGCAGATGCTTCGTTTGTGGAG
ATACATCTGGCCGACTTGAACGACTTCATTTGACACTTTTTTTTTTTATCTTCTGGTTTT
CAACANGTATGTGAACCATCANGCATTCTTTGTCAAGCGACACANACNCTGCAGGCNCTG
GANCAAAGAGCTGTTAGNAACANACGTTTGTCTTTTATTCCTTGCATTTGAGTTGAAGTC
TGGTCTCACGGTCGGGCCTGCNGTCCNCAATGGGCGTGGCTCGTCCCGGCNCACCCGTNA
CCGCGGNGACGAACNACTGANAGAATGATTAAAGCATATTTTCGCTTGCAAGNCCGNCCT
CTGAAGCATTGTTTTATTATCTATTATTCAATCCTGCACTGAANTCTGGTGAAGGGGGTG
AACA
>BJ515493 ID   BJ515493   standard; mRNA; EST; 598 BP.
ACTGGAAGTTTTCCTCTTGGGAAAACCTTCGCGGAAGCACGGACGACCTGCAGTCTGTTC
AGCTCACCACAGGATGACATCATCGTCTGACATGTGGCGGGAAAAGTGGCTAAATAAGTT
TCATGACATGACAAAACCAAACCACAAAGTGATCGATGTAATCATGTTTTAGGAATTAAA
AGTGCAATAAAAACCCAAACTTAAACCCTTCTGTAAATAAACAAAAGTTTGTGTTTTTCT
ACAAGAACATTTGAATAAATCAAATTGTTTTTTACTGACATTTACAACAGTTGGGTTTTA
AAGAGGTTCAGTCTTATCAAAGTTGACATTTTTGTTTTATAACTTAGGTTGAAGTAATAA
AACTCTTTATTGAAACAAAGTTTTACTCTACGCTCATTTTGAAGTGATCTGGATTGGTCG
GTTGTTGGCGTTTTGGTGGGTGGATGTCTGCTCGGTATTTGGTCACTTTTAACCCTCCAC
ATTGATGCAGATCAATCTCAATAAATACATGACGGCGTTTCTGCTTCCGTTAGAAAATGT
AAACCTAAAACCACGGCTGTGTCTAACTCTCTACACTGCCTGCCCCCCCCCCCCCCAA
>BJ515510 ID   BJ515510   standard; mRNA; EST; 748 BP.
TTATTGGGATGAGTTGGCACAAGCAGCAGGTATGGAGATGTCAGGAAGAAAAAACATTGG
ATTTAAGAATTGTGCTTGCTGTGGAGGCATTTACCGTAAAACTAGATTCATGAATAATTT
ACCAATCGATTATCAGTTTCCAGGAGCTTCCGTATACTTAATGATAGGGATCCAGCTGCT
GGTCACAGCTGGACAAATTGGTCCTCAAGGGGTCAGAGCTGACAAGACGCCAAAAACCAA
AGCGGAATGATTTTTGTTTTCTATGTTTCTGAAGAGCTTAACAGTTTTTTGTGCAAATGT
TGGGAATCAATGAAGATTTTCTCTAATCTAACAAAATTACAATAAAAAAATTGTACACTT
CGAAAATGACCAAGATGAGGCTCAACTACAGAAATTTAAAAGATAAATTAACCCTGTGGT
CACACTGGTTTGAATCAGCATAATTTAAAGGCAGATTTTCAGTTCAGCCACCGTTGCCAG
AAATTATATCATCAAACGCATTGACTGCATCTTAGAACTGGAGCGAGTGAGTGTGATGTC
ACCCATAGAAAATGGTTTACTTCCGGCTCCAGCCAAATAAAATCAATTCAGTTGCCATGT
TGGAACCACAAATCGCCNATAAGCAGTGATTGGTCCAGGTTTGTCTGTCTTTGTTTCTAT
CANAACCATTCTCACCAATCANGAGTGAGCTTGTTGGAAGTTCACAGCCCTACCACTTGA
AAGCGGGCTACACCAAATCTGTCAATCT
>BJ515545 ID   BJ515545   standard; mRNA; EST; 396 BP.
GCTTTACATGCAAGAAGTCAATCATTATATTTTAAAAAAAATTTTTATAAAGCAGCCTCA
AGTTTCTTAAAAAAAAAAAGGGGAAACATTTATTCAGCTTTTAAAAAACTTTCTATTGTA
GTTCATGTCACAAACTAACTACGGGGCCAACAGTACAAAAACAGTAAAACATGATAAACA
GCCTCACATCCTGCCTCAGGACCTGCAAGTTGGGTGCCATTTTGACTGAACTTTGCACAT
TTTTCTGAATATTTAATGANANAATTTAATGGAAAGTAAATCCANACAGCCCTGCAATTG
TCTGGACNGCCNTCCCGGGAGTACCCCGCCTTTGCCCTTTACTGGCTGGGGATAGGATAG
GATGGAAACAAACNTTTGAACACTGTGTCAAACTGA
>BJ515554 ID   BJ515554   standard; mRNA; EST; 546 BP.
AAACTCCAAAAACAACAGCTCAAGTGAAGACTACAAAAAAAATGCCAGAGAAATTCACAG
AAAAATGGAAATCACACAATCTCCGTATTACTGAACGGACATTTGACAAGAACTCCGGAG
TGCCAGAAGATTACACGTATTTATAACTCACAGTCAGTCTAGGAGGGGTGTCCTGGTTAT
AGGCATCTTCAAAATCCCACTGTGGAAGTTTGCTGAAGGATTTTCTGTAGATGATGGGAA
TGGGAGTCTCTGTCTGTGGAGGCATTGTCTTCTTGACCACATTCAGCATTCCTGAGCTGC
TTTTGGAAGCAGTTTTTGCCTGACTTGCTGTGGTAAACACGTGCCGAGACGAGGTTGTGC
TTTTCTTCTGCCATGAGATGACATCACTGCCAATCAGGTCACCATATCCCTTGGATCTAT
GTTTTTTAACGACAGAAGTCCAGCTGTTTTGGACAGTTTATAAAAGAGCAAATACAGGAC
CGTAGCTGAATCAATTCTGTGGATTTCTTGGAGAAAATTTGGACCCTTTTTTTTTTTCAT
TTTTNC
>BJ515565 ID   BJ515565   standard; mRNA; EST; 220 BP.
ATCTTCATTGTCTGAGAAACCAACATATTAAAATTGTACCAATGTGGAAGAAACCATGAC
TCANACATCAATGAAAGCCTCATTTGCAGGTTTGAATCTAAAACAGACAAAAACTAACCA
GTAGGATTTAAAAAAAAAAAAAAAAANGNTAANCCNTGAAANNTTANCNTCCNTTCAANC



CCCANTNNTTTCCTCAAAANGGTTTTTGNAAAANANAACC
>BJ515585 ID   BJ515585   standard; mRNA; EST; 265 BP.
CGAACTTTNCGGATCATACAAGCCGTTTAACATTTCCAGTANTANTAAGTTGAAGCATAA
AGAGTGAAGCAAACAATGAAGGATAAAAAACAGTTTCAAACCTGCAGAANATGAAACACA
AAAAGAAAGACGTTCANATGAACGAGTTCCCCATCGCTGCTGCTGAGAGTAAAACACTGT
TTAAAGCGCTGGNTCCAGCTTAGAGCAGGGAAACCTTCCTTCCNATGTCAACTTCTTCTC
ACACTGGAGCTGTGATGTTAGAAAG
>BJ515594 ID   BJ515594   standard; mRNA; EST; 696 BP.
CATATTCACACTTGTGAAGCTTCTGTACACAATGTCCAGGTATGCTGGTTCATCACTTCA
CTCTGAGCCAATAGCTGACGCGCTCACTTTCCTCACAGCCAATCACCTTTAAATGCCTGC
CTTTAAATTCATTCAACTTTCTTTATCCACATTCCAGACATTTTGCTGGCCCGTTCTCCC
TCTGGCTCTTGGATTGGGCGCTGTCTGGCCTTCACCGCCATCAGCGTCCGCGCTCTGGGG
TCTCTTTACTTGGTTAGAGGCATCAGTGAGGTAGGTTTTCTGCAGCCCTGAACCAAACAG
CCNAACACCTTTGACTGCTCAAGCTTCATTATGAAATCTGTCAATCACACTCTCAAGAGC
TGTCCTTATAGAAATCATGTTTTTGTACAAAGAAAACATTCAAATCTAACTAACCATCAC
ACAGAAAAATACCAAGAACTCCCNAAGTTTGTGTTTTAGGACTGGAGTGGCCTTCTGTTG
GTATCATTTCACAAAGTCTTTACAGACAGTCAGAGTANGCATGTCCAAAGTCTGGCCTGT
GGGCCAAATGCTGCCCGTAGGCTCCCGTTATGAACTTAGATCTTAATTTCTTGATTGTGA
TTGGTTAAATTCAGAGGATGTTTGAAGTGAGCAGTTAATCATAAACCCAGACTGAATATT
GGTTAAACCTTTTTTCTTCTTCATTTGATTTCTTCA
>BJ515610 ID   BJ515610   standard; mRNA; EST; 131 BP.
TTTTATTCATTCTTTTAATTTTTANTCGGTTTCTTTCANAGTGACTTTANTTGGANGACA
TGGTGTTGCGGATCCNGGTGTTGTAATTGCAGANCTTGGTGTANACTCNCGGTCTGTTCT
TCTGGGCACAG
>BJ515612 ID   BJ515612   standard; mRNA; EST; 582 BP.
TTTATTTCCCCTTGTTTGTTTTTCCCATTTCCAATATTCTCATGTGACACTGCTTTAGAC
AGATTTGTTTTGTGCACATTTTCAGCCCTCTGTGTTACACTTAAGTGAATTTGTTGTTAG
GTCAAAAAATTGTTTGATTTGATTTCTTCTTAGAATAGTTTATAAAACATAATGGATTAG
CTATTGCGCAGTGGTAGGGCGGTAAACCTCTGGCAGATCACAGGTTTGGTTCCTGCTTCG
CCCCTCCATGTGTCGATCTGTCGAAGACATTGAACCCCATGTTGCTCCTGATGGTTATAG
GTTGACGCCAATGTTTGGCTATGGTGAAAATGTGTGAATGTGTGCATGGGTGACTGGGAC
TTTGACTGTAGAGCGCTTCAGGCCTTCTAAGATGGTGGTAAAAAGCTATATATCACAATA
TTTTATTCACGTCATAGTGACTAAATGCTGGTAAGTTATTGACTCCCAAAAACTTGTGAC
AATTGAACATATTGTGTTGCATTTACGACACACATTTTTAAATAGTAATGCTTAGATGGC
CCACATCCNCTGTCAATAAACTTTTTTCATACCCCTGTTTAT
>BJ515614 ID   BJ515614   standard; mRNA; EST; 720 BP.
TGTTTTTTTTACTATACATGCTGTGTTAAAAAAAATTCAAAAGTATGAAAAACAAAGGAA
ACACTATTTACACATTCACAGTACAACTTTACAACATATCTACACGCTCAAATACTCCGG
AGATCAAATATACAGCTGGCAGCGCATTACCATGTTGCACAGTATTCAACTCAAAGTTTC
ATGACAAAAATGGTTCATTTGCCCATACATTGAGGTCTTACTGAAATAAAGGCTTTAGAT
TGCAACAGAAAAACCCAGGTCATATTGCATTGTACAAGGCAGTTGAGGAGTGTGTGTGTG
GAGTTTTTGTTTGTGATGTCAGTATGCATGAGTAAAAAAAGAAAAGCCCGGGTATAGATT
AGATGACAGGCAGAATGTCTTTACATACAATCACTGCTTGTAAACAAAATGTGGCTTTGG
GCTAAACAAGCAACTGACAATGAAGTAGAACTACAGAAGTAACCAAAACCGTCTACCCAT
TTCTACTAACACAATCCCTCTTGTTGTCCCTTCTGACCAATTGACTTGATTCCTTTGCAG
GAATTCCAAGAAAACTAGGATTCTGCAGCCCTCTCAGCCATACCGAGAGTCAACATTTCA
TGTGAAATATTATGTTAATGCATTTGCTGTGTAGGATGTGCCGCATTGAGCCGACTGATC
CACAGTGCAAGGTCTGACCACCCTACATCCTATGGTCATAAAAATACATTCACTGCAGGG
>BJ515629 ID   BJ515629   standard; mRNA; EST; 113 BP.
GTAGATCTATGCANATGTCCNTGATGCGCCTCATGCTCATGAACCTCATGCCGCTNAANC
CCATGTCCCTNAANCTGCGGTANTCCCCGGGCCTCAAGTACATCATCCTGCCT
>BJ515639 ID   BJ515639   standard; mRNA; EST; 197 BP.
TGCCTTTATTGGACCCAAGTCAACAGCAACACACTTTAAGAAGAACACACACGTTCACAT
GATGCACAGCAGCATGAAGGGAGGCTCATCTACATGCAGGACGTCAGTCACTTTAAACAC
GCCACTTCCTGTAAACGCATCTGAACCCAATGACCAGAATTAGCCATGGGGGGCAGAGAT
GGGGGGGGGGGGGNAAA
>BJ515681 ID   BJ515681   standard; mRNA; EST; 103 BP.
GNGGCCCCCTACNGNTTGAGCTCCTTGATCATTGNNTCNCCTCNCAGGCCCAAAAGGAGG
TTGTTGNNTGCANGGNCAAACNTGGCNTTCCGGGTTGNGNAGG
>BJ515690 ID   BJ515690   standard; mRNA; EST; 386 BP.
TGTTGTGTATCTGGAACAAATGATAAAAAAAGCTGTTAAAATAAGCTTGTAGTTATGTAG
AAAATACAATCAGCAGGCCGCAAGCTCCATGATTCACCCCATTCTGATTTATCCACTCGT
ACGTCTTCGTTTTCCTCGTCCAGGCTGGAATGTGGCTCAAAACTGTACGACTGGATAGTT
CCAATATTGCTAACCTTTTTGTTGCACTGGTAATGTTAGGTTGGGGGTGTGAGGGGCTGT



AAGCTAGTGGGAGAGAGTGTAAACAAGGGGATGACGAGAAATGAAAGCTGAAAGAACAAT
TTCCTTTTCATTTTCAATGAAAGTTGATATATNATAATATTTTTTTGTTTTTGTTAAATT
TACATAAAGACCCCCCCCCCCCCCNT
>BJ515726 ID   BJ515726   standard; mRNA; EST; 624 BP.
ATAAAAGATATTACTGAAATGCTTCCATCAGCAACAGGGGGACAAGACAAGATGCCAAAA
ACAACACCAGAGAATAAAAAACGCAGGACCATGTGGACAAAAAACTTTTAAAATCAGCAA
AAGTTCAGGAGATTTCTTTTTTTTTTTATTGCANGGANAGTTNATCCAGGTTGTCTNAGG
TTCGGNTGGAAAGGNGGGCCTCCAAAATTTCTCCAAACAANCTTCTTTTCANCAAGTTAT
ATNCCATGGGCAAAANTTGCTTTATANCCTTGNGNAAGTAATGGNATCCATAACAAAAAA
GGTCTATTCCNAANTCAAAACCCATTCCANAGTCCCACTCATCGTTANCAAACTGAACAA
AGGTGATCATCTCCNGNANAGGTCCAAAAGCTTTAATGCNATCTTCATCATTCCAAGCCT
CTNCAATGGCTTTACANATCTTCTTCAAACCANCGTCTGTTTCAGGNAGTTCTCTGNANC
CAACATCATTCTTGTCTACGGGCNCAACNATCCCGGCCCCATGGAACGTCTTTGTGACCA
CCTAAGGTTTGGGATCAAAAGTCCANATTGNATTAAACTGGTAAAACAATAATAACAATG
GATTTGATTTATCTGCNCTTTTCC
>BJ515730 ID   BJ515730   standard; mRNA; EST; 637 BP.
ATTTATTTAGATATATACAAATAATACAGTACAAGAGCACAAAGGTAGGAGCAGGAGCTC
AGCAGTGTACAAAGGACATGTGTTGGATTCAGACTTACAAAGAGCTGTGCTCGTATCGTA
GCGCCTCAGTCTCACACAGTAAAAAAGGCAAATACATTTGCGTCCAGGGCAGAACCCATT
CGCTCCGATTTCAACACAGGCGCACCTGGATTGACTAAGATTTATCCACCTGTAGTGGCA
TGTATGGCTTGTTCAGCGTCCCTCTGTGTGCTTTGCACCATGTGTGAACTACTTACACAC
TGCTGCCTCTTTGAGAGTGTGTCCACTGTTGGAACAATGGACGTGGTGTATCTATAGTGT
GATTTGAGTGGGAGTTAAATCCTTCTTTCTTTGTGTGTCTGTGTTTTCTCAGTCCATCTT
ATAGGCTAAAGTGCTGCANAGGAGAAAGAGTACATGAAGGATTCAATCCTTGTTCAGTCA
CTGGGGTTGGATATCTGCAACAGAAACAGTGGAGGATTTTCTTTCTGGAATCCCACACTG
GAAGAAACGTTTTATCAGATGCAAGACGTCTGTTTTTATAAAACAAAGCCGTGCGTGCAT
ACTTCAGCTGGTGCTTTGTGCTGCTGTTCTCCCTCTT
>BJ515744 ID   BJ515744   standard; mRNA; EST; 679 BP.
AGGCTTTTANAATACAGAGGANAGGACACTTGANACAGAAGAAACACCTGACATAGAAGA
GACTTTATGGCAACCCAAGTGTACTACACACACTGTATTTCTGCATACATTGGATTCAAA
ACTCATACTTAAATACAGACCTACAGTACAACATAAGACATATTTAGTGTTAACCTTACC
TGTTCTGTCCTAAACATTCTGTATTAATTAGATNATACAAACCAAATAATTGCAATAATT
TACGAAACTCTAGTTTCTGATTGCTCAAAACACTGCATTAAATGCATGATAGTTATCACT
CTCAATAAACATTAAAATATGCAATAATATCTCTTAATTAAAAAAGAAAAAAAAAGTAAC
CATCTACATATTTTTATGTATCCTGGCAAGGTAAGGAGAGTCACAGAAGAGGCCTTCTTT
TGGGGCGATTTAAGCTTCTTGAGAAGTCCAGGAAGATGGGTTGTACTCTTTCTGAAAGAC
ATGCATTTGAATGACCATGTTGTGAAAAATATAAAAGTGTGTTGTGTCACGCTGTCTGCA
GACCAACATTTTTTAGGGACTGCACTCTCCGGCCATTTGAAGACCCTCCTCCCTTTGCAG
ACTGGAGTTGTCCCTTTCCAGCTCTCTGCCTTCACAGTCCTGCTTCAGACAGAANAGTCC
TCTTGTTTCTGTGATTGAT
>BJ515745 ID   BJ515745   standard; mRNA; EST; 176 BP.
TTCTGTCGCAGCTATACGCCAAANATTGAAACNCAAACAGCAAGTGTCAAAAGCTCCTGT
TGGCGGTGACTCCCATCTCTGCTCTCTTCANAGTAACAGACGTTTCCTTTATCACCTCAG
TCTCACAGCAAANCTGGAGCCACATGATATACNGGGAGGGGGGGGGAGTGTAANNA
>BJ515778 ID   BJ515778   standard; mRNA; EST; 645 BP.
TGTGTTTATTTAAATAAAAACAAACCAATTATACNTTTCATTAACATGCATCATCTGTAG
GTGATCAAGCTGGACATTATTTCAACTTTCACTCCAGTAAAAGATGAGGCCACACATTTT
TAATCAAAGGTTTCTAACACCAAAACACAAGGCTGCTTAAAGGCACGGTTGCACAGAGGA
ATATTGCTGTACTTTTAGTAAGGCATTAGTGTTATTTAGACAAAAAGCAGCATAAAACAC
TTCTGACTAAATATCATTAATCTTTCTATCCTATTATGTACATACACAATTATGTAAATG
CATTACATTTAAGTGATTAAAATCTTAAATGCATCTTAAAAACATTGCATCATGCAGAAA
TGCTTCATCATTTTATTCTTAACTGATGGGATGCAAAATTAAATGAAGGCTGAAGATTCT
GCACTGATTTAAGCAAAGGAACACAGCAGAGAGGCTGCTTTTCTCTGCTCTGTGCTCTAA
AGACACATTTTTACAGCAGCAACAGACAAATTCAGATNAAAGACATGTGGAATTCCTTTG
TGGCCAACAACAAAAAAAACCTAAATAAAATCAGTTAGAGGGAAAAAAAAAAGACTTTAA
CAGTGAAGTAAAAAGAGTCNCATTGTTGAGAAATGTTTGTTTGAT
>BJ515785 ID   BJ515785   standard; mRNA; EST; 334 BP.
TGATTGCGACATTTACATTTTCTTTTAGCAGTTACCCCCTATNCCCCACAGGAGCATCNC
AGGTCAGTTGTTCATGAATATNCNTAAATTTTTCTGATGCTTCTCTAACCTGACTTGGNC
NACTAATANCAATAAGCTCTGTTTTCTGCTGCAACATCATTACATANGCTTCTTTGTACN
ANATTCNTGTATGACAANAANTTTTGCTTCAATGATTCTCAACACATAAGAGCTCTACAN
NACAAGCTGNNGGACTGGTGCTNNNATCTNCTTNAATTTGNAAAGGTGAAACTCTGCTCA
NGACCCANCTGACCAGAGCCTACTTCCTGTCTGA
>BJ515792 ID   BJ515792   standard; mRNA; EST; 596 BP.



GTTTTTTNTTGTTTTCCGTTGGNACANAAACAGTCTGAGGCAAAACTGCATAGCTGTGAT
AACAAACCAAGAGTCATACATAAACGCATTAAAATGACAAAAAGACAAAAAAGTCCATTA
ACTAGTGGTTAGGTCAAGAGGTGCCTGTTTAGTTAAAAAAAAAAAACAATCTATCTNACT
TTATTAAAAAGCTGAANTTCTANAGAAAAAACAGTCNCAGTTAANTGAAAATGATGAGTA
TCAGGAATGACCTCANGGGGGCTCCNANANAACNCTATACNGNGTTCAAAACTAAACAAT
GCTNGTTTAAAACNCCTTTTACATTTTTGATTTGGTTGGAAAAAACAAAAAAACTCCTTT
TCAAATACTTCCAGTCGCAAGCAGCTTCNCAAGTTTCCCANAAGGCNCTTTTCANATGTA
TTAAGGTCAAAATGAANANACNGATNAGGCAACAAATTACCTGATTTCAAANAAANAAAA
TCCCANAGTTTTGAGTTACNTTTCNCATTTTTTGACNCTCCGGTGTTGTCCAGAAAANAN
ATTTTGTCANATGTTTAGGAAAAACACAGGCAACTTTCCNGCTGTTGAACTGATTC
>BJ515805 ID   BJ515805   standard; mRNA; EST; 277 BP.
TGATTTATTGTACAAAAAGAAATGACAGTAAATAAACATCAGACAAAAATAATGATACAG
TTATACATATGCACAACCATTAAACTACAAAGTTGGGGTGACTTTTTTTTCATTTTTTAC
TACACAAAGAACAAGGGGAGTGAAGAGGAAAAGAGAGAAATGTTAGAAGCGGTGAACCTG
TCCAAAACAGCATAAAAGTTACCATTTGGGTATGTATTTACNTAGATNTTTTTTTACTCT
CATATATCTNTATGACAAAAAAAAAAATACAAAAAAT
>BJ515807 ID   BJ515807   standard; mRNA; EST; 591 BP.
ATCCTTAGCATGGGTTGTTTGTCCTCGCTGTCTACCGGGGCAGCAGCACAAACCACGACT
CANACTCAACAACAGCAAGTAAAACAAAGTGTTTGAGAAGTCCATATCATAAGGAACTCA
ATCATAGAGCAGGACAGCTGCACATTAACAAATCATTCATGTGCTGACTCACACACACAT
TCTGACCTGAAGCCACTGAATCGACTGGTTTCAGGCTTTTTAATCTGTGTGTGAGAGGGT
GGTCGATGATGCGATCCATCTGGACCGGCCCCCTGGGAATAGTAGTCACTGACAAGGCCA
CGCAAAGTGACTTGACGATCAGTCTGAAAGCTCCAAATGTTAGTGCATCCACGACAGAAG
AGCACCAGAGAGCAGCAGGGAGGAAGTCGCCGTCATCTTCTTCAGCTGCAGAGAGGGAAA
GGCTCCGGAAAAACCAATGTTTTTCTAAAAGCTGGCATCACTCCNAGTCGGAGAGGACGA
TGACCTCGAAGGGGTCGCACTGGGTCGCCACGTTGACCTTATTCTTCTTGGGGGGGGGGG
TGTAAACGGANAGCTCCTGCCCCGGCTTTTGGGTGGAGTTGCTGCTCTGAA
>BJ515833 ID   BJ515833   standard; mRNA; EST; 583 BP.
ACAGGACACATGGGCCAATGCGATGTGAGTGCCTATAGACATTTCAGCAAGTCAGTCAAA
ACTTTATTACACAGCAGTTAAGTCTGAACCCTTCAACCCTACAAAACAAAAGAAAACCTG
TTGCGAAATTTGAGTGCAGTCAGATCCCCCAGTCTGCTTTTTTTAATCTATAAAAAGCCC
TTATATAAGCTGAGTCAACAAATTTCACAGCAGACAAATGGTATAGCATACATATAGTAG
GACATAGCAATTCAAAGCAGCCTATTGCCGCCTGTTGTAAAATATCATGAAACAATACAT
GAATTTTTTTTTTCAATATTTTGCAAGTGCAAAAGCTGTACAGGAAACCATCCAGTCCCT
CCTCAGTCTTCAGGTAACGTGTCGGCAAATACTGGAATACAATGCAATAAATTTCACCAA
TAAATACGTGAGTGCATACNAATGTTAAGTGGGAAGATCACAAGCCTCATATATTTNATG
AAATTTAAAAGACCGTCGATGATCTTTGGAGTTGAAGGATGTGCAGCCNTGAGTCAAAAA
TCTGGAAGCACTTTTTTATTTTCAGTCTGCATTTTTTTTGTTT
>BJ515852 ID   BJ515852   standard; mRNA; EST; 735 BP.
GATACAAAAGTGATCACAGAGTTAACAGACTTTTTTAAAAAAAAGGTCATTACAACATTA
GAAACAAAGACAAATTACTTTAATCATATAAACATCCAAATATATCTAAAAAGATCATAA
TAAATTACGACTAAATACATAGAAAAAAACATGTTCATTGTGGATGTTTCTGTCTATAGT
TGACTCTTGTTAATTTTATTTTCATTTTGTACTTTGAAAATTTTATCATTTAATTTTCTG
TTTTGTTAAAATCAGATCAATCCTGCATCAAAAAGACCCCAAATGAGCCCTAAATGAAAC
AAAATGTCTTTTTCTCAGCATCTGACATTTTATTTTTTACATAAATATTTTGTAAAATTC
TTGATTATAGAAAACACAAAGTTTTCCAAATATTTTGAAGCTTTTAGTTGAACATGCAGG
CAAGATACAAAACCCTTGATTTAAAAACTCATAACCAGTAGTTTGGGAATATAATTTAAT
GAATTATACATCCAATCAATATGCTTTTGAAATGAGTTTCTGAAATATAAACAGTAAAGA
AGGACAAAAGTATTTTAAGACTAAAGATAAACATTAAAACATTCTTCATGCTAATTAGTC
AGCCACTCTTTGGTTTGGCTTGACTGCCATCTAGGGGTGACGCTCAGAAAGTTTGATTAA
AAATGTTGCATCTTGACTTGAAATTCACCTAAACCATTCTACTTCCCAAGCACATCAATG
GGTTGGTTGTGTTCT
>BJ515898 ID   BJ515898   standard; mRNA; EST; 591 BP.
AATTACAGAATTACAGATGGTGACTTCAACCTTTTAAAACCAAGATTTTAGCTCCATGAC
TCGTCATAAATTACCTACGTAGGGAACATCTTTCCAAAATAAAAGCTGATCAGTTTTTCA
GACATATTTCTGTTTTACAAAATCAACAGAAACTCAGCTAAGTTTATTGTTAGCCATCAT
TCCATACAGTTGAACCATTTCTCTATTAGAGTTAATCTTGTATTCAAAGACATGTTCCTG
CAGCTTTGCTGCAAATACATGTCAGCACTATCTTTGTTTAATACTTTCAAAATCAGCAAA
CAGCATCTCCACTCTGCTTGGTGTCAACAAGTGAAAACAGGAACTACAAGCATCAGAAGA
CAGAAACCAGATCGAATGTCAGATATAACAAGGAGCAAAAGGTAAATATGCAGCTGACTG
CACTGCTTGTGAATGTGAGTGTGTCTGGGTGAAAAAATAAATAAAAATAAAAAATGTTCA
CCGCTTTGTGAACAAATTTGATTTTTTTTCTTGTTTTCCAGGAAAAAAATCATATTTCAA
ATGTTCTCAATAGAGTTGTTAAATATTTGTATAATATTTTTAAGTAAGAGG
>BJ515902 ID   BJ515902   standard; mRNA; EST; 700 BP.



TCTCTTTTTTTTCGTATTACATTTACAGCGATTGTCCACATCTTTACAGTACAAAAAAAA
TATTTAAGTGTAAATGTTTCGACTGGGGTTTGAATCGAAGTGCAATACAAAGTTTTTGAG
TGAATCAAAATTACAAATTACAAAAGTGTACCTGTCAGGAAACACTGTACAGTCGGCATT
TTTTTAATCAAATGGCTTCTTAAATGGGTTTTGTTTTATTTACACGACCATAAAGTCACA
GATATTTAAATATATCATTTGATAGTCATTTATTCTAGTCAAAACAAATACATTATTTAT
TGCAAAACTTCCTTTGCTTCAATTAAAAGGCACCAGGTGCATTCTTGCAGCTGCTCAGTT
AGTTATACAGACTCATAGAGACCTTTTGTTTTTAAAATTAGTGCAAGACAAAGAACAAGA
TGGCTGGCAGGTAATGCTTAAAGCGATGTAAACAAAACAAAAATAACCTGCTACTTTGTG
CATCTAGTTGCAACCATCACAGTTTTTAAAAAAGGCTCACAAAGTGGGACCTGATGTGAA
GAAATATGAAATCTGGGCTTTTCTCTGATCAAAAAGTTTGATAGAAACGTTATAAAAAAA
AGAAAAGTCAGTGTTCTCAATAATTATGAGACTCAGTCTGTGCGTGAAAGTTTAATGTCC
CGGCTGGGGGCCGCGGCCGGTGTCGCCTCCAGCCGTCGAG
>BJ515905 ID   BJ515905   standard; mRNA; EST; 320 BP.
AGTACACATAATAATTCACAGATTTACTGTAAAAAAAAAACAGAAATAGACAGATAAAAT
CAGCAGGATAGAACATTTTCTTAAATCCAGACGTGATGAATTCTCTTTCCTTTGTGCAAC
TGATCTCTCCGCTCCGTTTCTCCTTTANAAACAAAAACCGGGTCGCTGCGGGTCAAGGGA
ATGATAAAAAGAAAAACCTTCACCTCTGATCTGTGACCCGTGACTCCTCACCTCGGTCCC
ATTTCTCCCTTTGCTCTCCACTTGTTTTTTTTTTTATCTGNNAATCNCCGGGGAGGACNC
CCCAAAAANNAGGNGGGCNC
>BJ515915 ID   BJ515915   standard; mRNA; EST; 592 BP.
GTTACTTCTTATAACAAAAAGTTGGTGATGCCATGTCCGCTAGGCAAGCCCCGCTCAGTG
AGGCTGCCCCCTGGATGTTACTGACCAACGCAGGGGAACGTGAAAAAACGACAAGGAAGG
AGAAAAGAAAAAACAAAGCTGGAAGGAAGGAAAGGAGTTAGCAGAGTCAAGAGTCTCTAG
GTGAGCGGCTGTTTTCTCTGCAGGCACGCTGTCAGCTGGCTCGACTGCACATAAAAGGTC
ACAAGGAAAATGCCAGATTGTCCCTCCTCACTTCTGGGCGGGGATCATGCTGTCGATGGC
TTCTCCCTTCTCGAGCTTCTTCTCCATCTCAACCATCAGCTTGACGCCATCAACCACCAA
CTGGACCTGCGCCACCTCGGAGGATCCAAGACGGTCGGCATTGGAGATGTCAAACACACC
ACCCACAGATGCAGTGTCCACACCACCTGTGCCACGCTTCTGCAGGCGCAACCTGGTGAG
GATCTCCTCAAACTTGGGGTGTGTGCTCAGCTTGGGCAGCTTGACGTGGACACCCCCACG
CAGACCAGTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCNC
>BJ515933 ID   BJ515933   standard; mRNA; EST; 580 BP.
ACTCGGACAACTTAAGACACTCGTCTGAGACTGTTGCGTCCGAAGGAGGTGCTGCAGGGG
AGGAGGGGGGGGGGGTGATNAGGACCACCCCGNATCNCGGCNATTTGNTTTAAAATGGTA
NTCANCCGTTTCCTGNGGGTGACNTCTCCCTCACTGAGGCCNTCAATNTTNCATTAAAAA
TCANTCCCCTCACCCAANTGGGCACCTTCCCCCAGGNGGNAACCCNCTGGCATAANTCTC
TCACCACTCGNATNATNATCACNCAGGATTGTACCCCGTTACCACAACCCTNAANCCNCT
TGGCATGCCAAAAACCTNCCAGGTTTTCCAAACNTTTCTTCTTGCTNAAAAAATCTGNAG
NATCTTTGTCAAAANCNTCTTTCTCCNCCNCTTTTCCNCCTGCCTGCTTGNCCGTCTCAC
CGGCAGGGNCCTCCCTCATCANCGGCAAGGTNAAAAAAATGGNCACCTGCNTTTGGGNCT
CCTTGCTTNAAATTATAACAATTTTGGCCTCTTCGGGGCAANCCTNCACCTCAAACTGAT
CTTCAAAAAATATCTCCNNCTCCTTCGGCANCTGTTTGGC
>BJ515992 ID   BJ515992   standard; mRNA; EST; 713 BP.
AATGTTTTAATTTTGAAGATTCTCCTAAACATCTTTCAACTATTCTTTTTGTTTAAACAT
CTGCCACCTTACATATAACAGAGAGGGAAAAAAAGGCTCATCATTCATGTCTTCTTCTGT
TTCATGAATCATGACAGATATAAGATGTCCCTCCTGAAGCCGTCCACCAAAGCCCTGGCT
CTGTCCTGTAAGGTCTCAGTGAGGACAGACAACAGGGGCCTCCTCTCCCAGCAGTACCTG
GTCAGGAATGATGACGGACAGATCTGCTTTCTGGAATTCTACTACTGTCCTGATGAGGAG
GTGGAGGAGGAGGAGGAATGACATTTAGACTGACCCAAACTAGCATTTTAACTGCAGTGG
TTTCCAGTTGCTCTTAAAAAAAACAGCCAAGAAGAGGAACTCTGTCAGGAGGCAATCCCA
GTCTGATGAATGCAAACATAGAAAGATGACTGCTTCATTTAACGCAAGCTTTTGAGCTAA
AGTCTTGACTAAATGTCTTGTAATGTGGGTATTTGCCGTCTGAACAGAAACTGAATCAAA
ACAAATAAACCAGAAGGGGCACTAAAAGGTCATTTCTAAAGATTAGAAATGCAGTGATGA
CACCTTTTCAGTTCTGACATGCAGCCNAGTCCCCCTTTTATCTTCCGTCTAGCTCTGCAG
AGGAACGTACCATTTTCTTGATATGAGGGGAAGGTCGGTAAAGTTGATGCTCA
>BJ516000 ID   BJ516000   standard; mRNA; EST; 621 BP.
TTTCTTCTGAAACACACCAACACATGTTTACAGCTCCACTTAGTGGTCAGAACCTTTACA
CATTGTAGCTTCCGTCGACCTTTGGAGAAAAATTACATTTTGTACAAAGAGTCTTACATC
TTTATTAAAAAAAAAAAATCTNTGTATAGTTNTAAAAANATTTACAGAACTCTTGATGAC
TTTAAACACTTTATGNGAGTGANACAATAGCAACAGTTTCTTCCTTTGTAGGAAAAGGTT
GATAATTAAAAAAAAACATCCTTTAAAGNGTAAACNTTCCCATGTTATCANAAANAAAAN
GGTTCATTGTTTTTAGNANNATGAACCCTTTACAATCCGGGGTTTTAGTTCCGGGGTTGA
CATTCTTTAAACTACCGNGACGCTTCTTTCACACCCCCCTTCATCAACGCANGTTTATTT
AAACTTTTCCAATGAAAAGTCTAAATNTGAAAAGTCTAAATAAATGNGCGTTTCGGGCTT
CCGGGTTCAAAACTCTGCGTAGCTACCCAAGTTTCTACNACNATTTTCAGGCTCTACNCA



NAAAACGNGGGGCCACTGAACNCCTGATGCAAGTTGGAACCAGGTCAAACTTTGACCAAT
CAAANACTTGGATTTGGCAGT
>BJ516056 ID   BJ516056   standard; mRNA; EST; 275 BP.
TGCAGTTTGAAAAAGCTGTATTTGTAATACAGGCGGGTCACAAGCTCTCTGCTCCATTCC
ATTCTGATGTATCAGCTTGCAGACNAATGGATCCCTGTGCATCTTCGTTTTCCTGTTAAG
TTTGGGGGTATGAGGGGCTGTTANCTAGCANTGGTGCACATAAACAGATGGGTGATGGGA
AGGGGGGGAAGGTTGCTCCACTCCAATAGTCCACAACCAAGAGGAAAATTTCTAAAGAAC
TACTGCCGCTCTGCANAAACTATGTCCTAAAAAAC
>BJ516071 ID   BJ516071   standard; mRNA; EST; 721 BP.
GGTTTTGTTTTTTTACAGACATACATACAGCATTTTTCATTCCAACCCTTATCTGGACTG
AAAGGATGAGACTAAACATCTGATGGCAAACAGCAATTATCAGTCTCATCTGAGTGTTGC
GCACCGCGTCTGCAACATGTTTGGACCTGGCGCAGATGCTGACATGATCCTAATCACAAT
GTTAAGATCTCTGTGATCCACTGAATCAGAGTATAATAAAAATGTCACTTCTGTTGAAAG
GAAATGTTAAAAAACAGCCCATGAGTTAAAACCCAGCATCAAGTTACGTCTTTAAGATGT
TTATTTATCATTCAAATGACGGTGAAAAACATCTTTTGATGAAAAAAATAATAGTTAAAA
TGTAGTAACTGAAACTTCTACCCGAAAGTACATTAAACAGGTAAAACAGATTTTTTTTTA
ACAACAAAAACAAAAGAGAAAAGCTTTTTTTTGTGTGTTTTATAGCTGATCTCATTTTAC
TCTGTCAGCATGTTTGTGACTGTATACAAAAAATAAATCTAAAAAATAAAAACGGTGATT
CTGAACTCACCACACGTGTCGGTGCACCTTTACATTCCAGCATGGATTCCTTATATTAAA
GCATTCTTAACATATTGATTTGATGCATTCTGAATGAACTGAAACATTGTGTCCTTCGAA
AGGTTGCGAGCCTGAAAGCTTTGGTGTCGACCTCTACAGAAATGATCTCTGTGTCTCTGT
G
>BJ516087 ID   BJ516087   standard; mRNA; EST; 740 BP.
TGACTTTATTTCAAGCATAATATCTACNAGACGTGAAAGAAAACAGCATCTTAAAAAAAT
TCAGAATATTCCAAACAATGAGGACTCTAGAAATCACTGAATAATCCAAAAGGGCAGAAA
CAGGTTTGCCTGCTTTTCTGCAAATAAAAGTAAATGAAAATCCCATAAGATTGACAATGA
ATATATTGTATTTAGCCAAACAACACAACAAAAAGAATATTCAAAAACACTAATCTTAAA
CAAACATGGAATAAAAAATGAAGTAAAAAAACAAAAACCTTAAGGAATCCTCTTTAACTT
TGTAAGCTAAAAATTATTTTTTTATGTTTCAATCATAAAAATAAGTTACCAGTAGTTAAC
TTTAAACTTATCATTTAGAAGAGAACTATTTAAAAAAAAATTGAGTCAACAAAGCTAATT
CAGAATTTTCCATCCGGAGGGCAATAAAAAATCTCGAATGCAAGCAAAACTCAAAGACGT
CCTTTCACAGATCCACATACAGAAATCTGGTTTTGCCTTAAAAAAAAGTGCAGGACCCAA
ATTCTGAGTAAACGTGAAAATATTCCTGGCGGCTCACAGCTTTTAGGTTGAACCTCTGGA
TCAGGGCGAGTTCTGCACCGAGGGTGAGCCAGGCACAAGCATCTGTCTGCAGACAGGTGG
CGCTGAANGANGGTTTGGTAGCAGCAGCTCACCACGCCATCGCTACAAGTAATCATCGGG
ACATGGAGGCCTCTGGCTCC
>BJ516096 ID   BJ516096   standard; mRNA; EST; 233 BP.
TGTCTTATTTAGTTGGTCTTCATAAGGTGAGATTGAGGCGTAGTGGTTCATGGGCCCCCT
CTCTTCGGTCCTTTCGTACTANAAGGGAGTATGTCNTAGATCGAAACTGACCTGGATTAC
TCCGGTCTGAACTCAGATCACGTANGACTTTAATTGTTGAACNNNNTAACCCTTNCNAGC
GGCTGCACCATTANGATGTCCTGATCCGNCNTCNAGGTCGTAAACCCCCTTGT
>BJ516133 ID   BJ516133   standard; mRNA; EST; 159 BP.
CACAGTACAATGCGATGGANTAAATACAATGAAATCAGTTGAAATAAAAATGANAACAAA
ATANAAGAGATGCACAGGGGATCTGCAGAATCACTGGTCACAAGAGCGAGTCAGGCCTTT
CAGAAAGGCTCTACNGTAGAATCTTCTTCCTCATGATNA
>BJ516141 ID   BJ516141   standard; mRNA; EST; 683 BP.
CAATTATAATGAAAGAAATGATTCAGATTTTGACCAGATTGAAAGCTTTCAGAGGAAACA
TTGGAGAACGGCAGAAAAATGGGAACAACAGACATTCCATGAAACGGGGCCGGATGCTGA
AGGAGTCTGGAGCGGAGCTGACTGACATCTTTTCCACCATCTTCAACTTGTCATTCTCCA
CAGCTTTGGTCCCCCCCAGCTTGAAATCTGCTACAATAATCCCCATTCCTAATCAATCGA
AGGTCACTCACTTCCATCCCTGCAAAGTGCCTGGAAAAACTCCTCATCAAACACATCANA
GCTGCAATACCACCTTCACTGGACGGGTGATGGTCATATAAGGATATCATTGTGCTCCAT
AGGTTACTGGAGCATCTGGAGCACAAGGACACCTATGCACGGCGTCTATTTGTCGACTAC
AGTTCACTTTTCAATGTAATTCGGCCGTTCAAGCTTCGAGCCAAGCGACAGCGCCTTGGA
CTCAACACCGCACTGTGAACTGGACTACAGATTTCTTAACCGACCGCCAACAGAGTGTTG
GAAGTGGGAAAGTACACTTCATCCACTGTTTTAATCAATAGGGGCCCCCCNAGGGTGTGT
GCTGAGCAGTCTACTCTACTCTCGGTTTACTCATGACTGCTGCTCATCATCTTCATCCNA
CCTCATCGTTACATTTGCTGACG
>BJ516143 ID   BJ516143   standard; mRNA; EST; 701 BP.
ATGATTTGTCATTACAGGTAATGGAAGACCAATGAAGGTTAACTATAAATTACAATTTTT
TTTCAGTTCTCAATATTTCTTGCAACAAAAAAATCTACTATAGTTTTATGTATATACTTG
CAGTAAAAGTTTTTTCTTTATCTTACAAGAATTAGAATAACTCACACGAATTAGAATAAA
TACATGAAAAACATGTACAAAGGCTTCAGAAGTTCAGAAGAGTTAAGCGTCCCACTTTCC
AGGCAGAGTTCTTTATTTTATTTTGAACACTCAACTCAGTGAGTGCTGCAGGACAGCCAT



ATCCTTGAATAGTCCACAAAAAAGTATTCTGTAGCAAAGAAAAACACAGAAAATATTCAC
ACTTGTAGTTATACCTTCACTCTTGAAGTAGCACGCATGTTTGTAAAGTTCACTACTGTA
CACTACATACAAACACCTTAAGTCACCTTAAGTCACATGGCCAAACCAGCCAAAAAGGAT
GCTCTGCCACTGTCTTCTGTGTTTGACCTCATAACACATCCCACCCCTGTTGGGTCTGCT
TGTGGGAAATTCTGGAGCATTGGGGACAGCTCTGCCCTGCTATGCCCTTCATCCAGAAAA
CGGCCATTAGCCACTTTTTTCCTTTTTTATCAAGTTGACGTTTGTGTTGGCTAGTTTTAG
CCCGCTGGAGTGTTGATAAGCTGTAAAAACTATCATGGCTG
>BJ516146 ID   BJ516146   standard; mRNA; EST; 657 BP.
TTTATTTGTTAGCCTTAAAAGACAAAAACAACAGGAAAATACAAATAATTGTGGTTTTGA
CCAAAAAAACAAACTGCCATTTGCCTCATGTGGTGAAACTTGAAAAAAAAAATGCCCCTG
ATCCTGACAGACATTTTCCCAATCTATTCAACTGTCACTAAAACATCANGCCCACACAGG
CATAAAAATAATTTTAATTAAAGCTCAAAATTCTATTTTCAATTAAAACAAAAGCTTTTA
TTTTGGTAGTTGCTGTTGANAAGTTANAGGTCATCTTCTGATCCCCCAGTTCCCACACTA
ACACGCATTCGGATGANATCATTTCCTTCATTGTCTTTGAAGTACANAAAAAAATTCTGC
ATGGGCTATAAACAAAAAGAAAAAAAGTAGTACAGATGAANATGTGATACACTTATNAAT
GTTTCACAAAAACAANAAAAGTGCTTTGGTTTGTGCAAAACTGTGCCAAAATCTTCATGG
AGCTTTGGTTTATTTACATCAGGCTTCTAAGCAACCANACTTTTTCTGCAACTGTTTTTC
AAANAAACTTCAAACTTTTGTTTGAGTTCCTTANACCATAAAGAGACTTCCAGACGCGGG
GTTTAATTGGTTTCAAGTTTTATTGCTGCCTTTTGACATAANAATTCTTTTTTTGTT
>BJ516149 ID   BJ516149   standard; mRNA; EST; 713 BP.
AAGTATTTTTATATTTTTACCAAGCAACCATTAGGAATTGTAGCAAACACCTTTACTTCT
AAACACAGGTTTTGATGAAGCTTTATGGGAAATATGAAGCTGCATCAAGCGTGTCCTCCA
GCTCGTCTGAACGATCAGTTCTGCCTGAACAAACATCTATGCAGCTGAGGAGCAGAGATG
GGTTTTATTTCAAAATCTGCCTGACAACAGTCTCTTCAGCTTCATCCACATCACTTCATA
CGCAGGCGTTTTCATTTGTGTAAGGCATCGTCCAGCCGCTCCGAGCTGCTCGCCCTTTGA
CCCTTGTCAGCAGGGAAACATCAAAGCTTCGGTTCCGGCTCTGCTTCATGAACTCAGAGA
AGTCCGGGTCAAACTGGCGGCGTGGCGTCTTCCAGGATTTCCAGGTCAGGCCCGCAGAAC
GGCGGCCCGTCACAGTCCAGAGGCCGCAGAGTGGTGGTACGGTCCGTTCACCTGAGAGGG
AGAAAGTTACAGTAACACAACGGAACAACGGTGCAGCAATCGCTTTGACTTTCTGTCAAA
GAAAGAGATTCTGTTTTCTCTGAAATGAACCTTCAGGCTCGTAAAAACCACTAAATGTGT
TTGAGCAGAGCAGGCTGGAACAAATCTGCTCCTCGCTGGATGCAGCAGCTTTCAGGACGT
CTCTGCACAACAAGAAGACTTCAAATGGACCACGGCCAAGTCCTGCTGATAAA
>BJ516163 ID   BJ516163   standard; mRNA; EST; 665 BP.
TGTGCCGCGGGATTTTTGTCGAGGTTGAAGTGTGCCGTGGCTCAAAAAGGTTGAAAAACA
CTGCTTTAGAGCACCTAACTGAACTAGTGTGTTTCTTCATGCATTGACACATTCTCGCCT
ACTGTAGAATTCTCTAGAGCAGAGGTCCTTTTTGCACATATGGGTTTAAAGTCAGAGAAT
ATTTTACAGACAGACCTTTAAAGTGTGTCAAATAAATACAACACAATAAAATTATATGAC
AACCACAATAACTAGTATTTATTTTAATTATGATTATGATAATAATGAAGCAATTGTTTT
TAGAACTTTATTAGCAGCATCCTCTCAATATTAGATTATAGATAGATATATATATAGACT
GCAATGTATGTGTGTATATTGTGTTTATATTGTGTATTTTTCTTTTTTCTTTATATATCG
CTCTCTGAACCTGTACTGTTGCTGCAACACGGAAATTTCCCCATCGTGGGACTAATAAAG
GAATATCTTATCTTATCTTATATTATATTAGAGGCGGCTGCTGCATATATGCAGAGTAGG
CTTGACGTGTGGGAACAACTGTCACAATAAATCCATATTTTGGGTGAAGACTCCTAGTTT
TGTCTGTTAAATAAAGATCTTTTTAAGCCACCACACTGGCTTTTTTGCACAAAGAAACTT
TCAAA
>BJ516191 ID   BJ516191   standard; mRNA; EST; 172 BP.
CNTATTTTTATTCNNAGNTTATTCCCCTTANTGCTCCCNGNACNCCGNACNACANCATTA
TGTGAGTTGGGTANATGCANTGGANAGTGCTTGATGAANAGTANCACGTTGCCNTGCCNA
CAACAAATCTGGGATGGGCTTGTCCTACNATGAAATTANAACGACNACTTTT
>BJ516218 ID   BJ516218   standard; mRNA; EST; 344 BP.
GTATATTGGCCGTATTTTTATTTTTTTTGCATGGTTTTTTTAACTTTAATTTTTCCAAAG
GTGAACAGAAATGTGGTCCAGATTTTTTTTCCCTTTCTTTTGTGGTAAATTTTACTTTAA
AATAGAGACAAACTCTCCTAAAAAGGATTTCCGTCTGGACACAACAGCATGTACTCAAAT
ATAAAATAGCTTGATACAACGTTACCAACACAGGGGAAAAAAAATCTCTACTTATTTACA
TGACACTTTTTTTAAACAATGGTTGCCCCCTCCACTTTTTTTTTTTTNNAAAANAAAAGC
CGNAANTTTTNCGTNNNAAAAANAATTTACTTTTNAAAAGGGCC
>BJ516261 ID   BJ516261   standard; mRNA; EST; 682 BP.
CCTTTATTTTTTAGAAATAGCATTGATGCTCAGAAAGCAACATTTGACTTAAAGTGTTTG
ACATTTTCATACAACCTAAATGCAGCATGTCTGAAAAAGTGCCCAAGTGTTTTTTCATTC
ATACAAAAACCACACATTCAGCATCAAAACCCGCATAAATCCAGGCGCTGTGACATCAGC
GGCGCGTGAAGCTCTGAGGTGGCGTCTTCAGCCTTTGCTACCTCTGCGATCCGCCCTGAG
CCTGTCTGAGCAGAGCATCAAAGTCCAGGTCTTCAAACTGGTCCTGGGGGGGCGACGGGT
CGGCATCTCTGCTCGCATCCAGATCAGAGTAGTCGGAACTGCAGAACTGCCGTCTTCCTC
CAAAGCAGATGTCGAACGGCAGCTCATCCGGCCGGCGGAGTTTGCTGCCGTTGTCGATGG



CTGCGAAGGCGTCCTCCGTGTTGTAGAAGGTCACAAAGCCGTAGTGGTCGCCTTGGTCTC
TGAAGTGAAGCGACACACACTCCACCTCCCCAAACTGGGAGAAGCGCTCCCTCAGCTCAC
CAGGGGTCATGCTTCTGCGGATGCGGCCCACGTACACCACCCTCCTCTCATCGATGGCTC
TCAGTTTCTGGATCCTGACGTCCAGCCTTCCTCCCAGCCTCTGGGCCTCTCTGCTGCTGT
GAGCGTCTCTGTGTCTCCGCCA
>BJ516262 ID   BJ516262   standard; mRNA; EST; 652 BP.
TTTTTTTCTGTCTTTGANTAAAACAAGAATATTGGTAGTAAACAATTATGAGTTCATACT
ATAGGTGACTTTGACACGAGAACATCACTGTTTTAACTAGATTCTAAATGGAAAAACATT
TAGGACAGTTTAAAGTGATAGTGAGAAACAATACGTGCAATAAACATACATTGCAAATAG
CAACACGGGAAATTAAAGTACCTTTTTAGAAAAATACAACACTCTTGTGAAAGTGATGCT
ATTCTTTACGCGAGTCATTTTAATATACAGATGCTCCGCCTACCCGTATCAGCTCAGTAA
GTCTGTCCCCTAATATTCCTCTCACCCGTGTACCTTTCTTTTTTATACACATGTTGCTAT
TGCTGTAAACATCGCTGCAGTTTTTACAGATAGTTCCTTCGAAATATACGTACTTCTTAA
GTGCATAATGGAAGAAGAGGTAAATAAAGTAGAATAACAAGACTAATCAGTGTGCAATGC
TACAGTGCTTAAACCTGCAAACTGTCTCAAGTGTATTCCAAAAAAATATGGCTATAGTCA
CAATGACNAGTCTGATGTTAAGATGTAGTTGCATTCTGTTTAAATATGTCACGAGCTCCG
AGCAGTTTGACTATNTGCATTGAGCCAAATATGTACACATGAGAAGCAGAGA
>BJ516287 ID   BJ516287   standard; mRNA; EST; 258 BP.
ATNAAAAANCCCCCCCCCTCCCTTTAAGGGTTACCTTACAAAAACAGTTAAGGGCTTCTG
TCCNTCANCCAAAGTCNCTTTAAGGACTTCCTTAANTGTAAAACAACTTTTTTAAAAACN
CTTTNAAAGTTTCATTTCTNAAAAAAAAAACGTTNACNCACTTTNTGTGTGCGTGTCTNT
GTGTGCNCNCAANTGGGAGGGGACTTCAGGACCCCCCCCCCCNCCCNTGGTTTTCACAAA
GTGAACATTTAAAACCNT
>BJ516288 ID   BJ516288   standard; mRNA; EST; 538 BP.
TTTCTGCGTTCAGAGCCGTTTGTCATCTCTGGCTGACTTTACAATGTATAAGAATAAAAG
GGAAAAAGCTGAACGAGAGGAAAAAATATTAATGCAATTTTAAAATATTAAACAATTGGC
TTATGCACAACTCATGACCCTCCCTCCCCTCTCTAATAGAAAAAGAACTGCCTTTTCTCT
ATACTACAAAAAATGGGACCTGTGTTTAAAAATGTTTTTAAAATACAGAAACTAGCTCCT
ACATAAAGGTGAATGAAGAAAAAAAAAGATAATCAGGTAAATGAACATTAGAGGTGAAGC
ACTACTTCAAGGCAGTAACCGTAAACTAAAGAAGAAGCAGACACTGCAGCCTTAAGTTAA
AAAAACAACAATAGGCTTTCAGCTGAGGAACAGCAAAGTTGTATGGTTCATGCANAATAA
TCAATTAGGACTGATGACAAGAAAACCCATCTTATTTTAACAAACTGGTCTTTTTTTAGA
TTAAGGTAGCCAGATGTTCATACATATNAGAGCATTACNNAAAAAAAAACAAANATNG
>BJ516291 ID   BJ516291   standard; mRNA; EST; 661 BP.
ACTCAGTTTGCTTGAAACTTCCTCTTTCAGTGCAATACAGAAGCAGACAGCTGCTCGGCC
AAGTGTCTGCTGGCCAATGTAATCTTGCTAAACAAGTCAAAAAAATACAGACAAATCAAT
GAAACAAAGCTCAAACAGCTTTATCTATTATTAATAACACATAAATCATCATCACCGTGA
GTTTACTCCAGTCCTGCAGTACAGTAAGTAAAAGGGAAACCTTTCACAAATTGATATTTC
CAAGGAAATAAATGGAATACATAACATTTTTATTACATTTTTGGGACGTTTGATATACTG
TCTCTTAAGGATTGCACTTTCCTTGTTTCAAAACATTAAACAGCTGTCCCAGTAATTTAA
ATACTTAAATATATTGGATTATAAGAGGTCGTACAAATGAGCATTAATACTATAAGTCCA
TCTNATGATGGTGCCAGACTGTATACNATGACAGATGTGTACCATCTCATAAAAGTTCAT
ATACATTTCAATCGAACAATAGATTTGCAAATCAAAATGTCTAATACAGACNTGAATAGT
CAAAAAACATCAGTTCATCCTGTTACACAAACAAGCCTTTTTTTCTCCATATTATATAGA
ATAACTAGACNCTTCCCATCTNGTAATAATAATAAAAAACAGTTTCAATAAACTTAAAAG
T
>BJ516293 ID   BJ516293   standard; mRNA; EST; 679 BP.
ATTTGTTTTATTATATCAGAAAACAATAAGACTTTGTTCTAACCGGTCTTTCGACATCAG
TGTTAGGGTTTTCACAGTGAGGATGCATTAAGCCATAAAGGCTTCACAAATACCTGTACA
TACAGTAGTTATGTCTATGGCGTAAAAATGTTTGACCTGAAAAAGAGGGAACTAAACTTA
AAATTATATGTATGTAGGAAAAAAACTAAAAATAATAACACCTCCTACAAAAAACCCCAA
AGAATTTTAACCCACAACTTTCTGAGCAAATTGACTAAACGACAGGATAAAACTTTTCTT
TCTGAATAAACGCACATTTTTTAAAATTTGAATGAAGAATGTCTTCTCAGTAGTTGCTTG
GTGATGGATTGGTGCCTCCGTTTTAAAAGAAGAACCTCAAAAGTCCAACATCTGAAGTGA
CAGACAGGAACGTTCCCGCTCAAACGCGTTTCGTAGGAACCGACTGATTCCACTTGAGCA
CAGAAACATGAAAGCTTCCTTTTCTTCAGCACTCAAAGCGTAAAAATCTGTCTTAACGTC
TTTTTTCGTAGATATCTGCAGGAGACAGAACCAGGGCTTGTAGAAGATCAGACAGAGAGA
CGATCCCTCTCACCACATCGTTACTGTCGACCAGCACCAGCCGATGAACCTCANCCTTTG
CGATGCGGTCGATGATGGT
>BJ516326 ID   BJ516326   standard; mRNA; EST; 680 BP.
AGTCCTTTGCTACCATGTTACAGGTATGTTATTTTAATTACAGCTTTTACAATCATTATC
ATTAGTCATATTATAGTATATTCAATTATCACTATTCTCCAATAATATGAATTTNAATCA
TAACACATTTTCTTTTTTTCTTCAAAATGTACACATACAAGTAGCATATTTTAAATGTCC
NTCATTTTAAAACATATTTCTTTTGTCAAACTCAAATGAAATTACAATCTTGAAACTAAG



TATGAAATAAGAATACAATTTAATACACACACCCTCACACACACCTACACACACACACAC
CCTCACACACACCTACACACACACACNCNTNTNCNTACATACATACATACATACATACGT
ACAATATCAGTAATCATAAGAAAATGATAAAGATAAAGTACACACATNTTACAAAGTCTG
GACCCGAGCTTTCACACTGTTAGATGATTGACATCATGACGNTCACTCTAAAATAGTTGA
TTNTGGCATGCATATNAACACANATGCGCCTTAACTAAATTCTTTTTTCCCCCCAGTTTC
AACAGGAGTTTGTCATAAAGCACTTTGTCATCTCCACTTTCACCGTCCCCCATTCACATT
TGTGCATTTCATCTCTGTTATGGCTTAAGAACATACGCTCAATTTGCCCTCNATGAATGC
CTACCCCCCCCCCCCCCCCC
>BJ516342 ID   BJ516342   standard; mRNA; EST; 116 BP.
TATTCTTTACAGAGTAGAGACTGTAATATTTGATGTATTTAAACCTGTAAANACNTATTT
ACAAATAGCCNTCTNTTANATACTTTTTCCTCANAATCACATGTNTGTCAGCACCA
>BJ516348 ID   BJ516348   standard; mRNA; EST; 474 BP.
ATGCTTTTTAAAAAACTTCCATGTAATGCAATTTGCACAAATTTACAATGATGCTTGTAA
AAGTACAGATCTTGAATTAATGGTTCTAAATGAGTCTGGAGTTATAATTAATGCACCCAT
CAACGCTATATTTGTTAATAAGTTGCAAGGCTTCTTTAAAAATGCTTTTGAAACAATATA
GCANATGTTAAGTGTCTCCCAAAATTAACTGGTTATTTTGTACCTAATATGAAGTAGAAA
GGGGGGGGGGAAATTAGCTTTTCTACATCATCAGCTGTTTTTCTTAAGCTTCATTCCTTA
NAGTGCAATATGCCCTTCCTCCACCAGGGGATGTTGGANACAAGCACATGACTTAAGGCT
AAGCCGAGCCACATGTTGCCTTTNAAGTAACAAACAAAACCACAAACATGGCCTATTGCA
GCAGGATGAGAAANAAAAACTGCCAATGACCAAAAAAAAAAAAAAAAAAGNGGC
>BJ516385 ID   BJ516385   standard; mRNA; EST; 659 BP.
TCTGTGACTTTAAACAAAACTAATAGAATCTGCATGAGGCAAAATAAAAGACAAGCATAT
ATTTGTTGTTTCAAACTTATAATAAATAGTAATGTAAAGGAAAAAGGTTTATAGATGGTA
AGATACGTTCTTTCAGTGATACATGAGTGGAACAGGTATAAAAGTGACTGAAGATAACAC
TGATGGAGTTGTTTTTCATTTCTTTTATTACGAAGCATGCAAGTCATTTCACTGATAACA
GTAAAAGTGTGCAGATGTCCAGCCCGCTAAAGAGCTGCTACTTCAGTTTAAATCCTTTAA
AAATTCACCTGGACATCATCAAGAACACGAGTTTGCGATCCCTACAAGCTCTGATGCCTC
AGTCTAAGTCTACAGGGAAGCATGAGATAAAACAGCATCAATAAATAAGGATTCTGTCAA
TTTTACTTTGTCCTATGTGCATTACATGTCATTACTACATATTTCACATTTATGTAAAGA
TATTGTGGAAAAATTCAAAAAGTCAAAAGTGCACGAGGTACTATNAAACCACAGAAAAAA
AACTGAATAATCCAAATGTGGCTTCATTATTTCAGATTGAGTTGCTGATTTTTAAGAAAC
TAACAAACATTAAAGCTTCAGAACAACACATACTCATAAAACATACTCATTTTTTAACT
>BJ516404 ID   BJ516404   standard; mRNA; EST; 521 BP.
TTGTGTTTTTCACTTTGCACAAAAAGTATTTTCACATTCTTCCTTTTTTTCCCTTAAAAA
TAACTTTCTTGCTGCATTAAGCTTTTTTCCCCCCTTTTTTTTTTGTCTTCATTTGTAACC
NAANAAAACCCATCANCTCTTTCTGATAACATAANCAGTTCATTAACCAACNTTTCCTTT
CAATCTTTCACATCCGGCTTTCCNGCTTTGGGTCAACTCCAATCGCAGTCNCACTTTCAN
CTGCNCANAAAATTGAAAANATCTCACAATANCACCTTTAGTCGGAGGAAGTANCGCTCT
GTCANCGAGGACNCCAAATTCTTANCATTAAAACNCAANACANAGNGAAAACAATGCNCT
AACAATTAGNCGTCTAANCCGGCCAACAAAAAACNTTTCTGCAAAAACTAAAANCAACTT
AAAATGGGCTTTTCTGAATGAATGGAACAGTAAACNTTGAANCNTTAAANAAAACNGGAN
CTGANCCAAGCTAAGNGTTAAGTTAAAGCTGTGCTGGCTCC
>BJ516407 ID   BJ516407   standard; mRNA; EST; 287 BP.
TGGATTCTGGGGGANAAGTTGACAACCAATTGTGGCTGAAGTCANATGCATAAATACTAN
AGGGGCANAGGAGTGATTCCTTCTGTTAAAAAAAAAAAAAAACTAANCTNATTTACTTTT
GACAATAACTTANTTTTTTTTGAAAAAAAGTTAGTAAANGGAANGTAANATTTCTAAAAN
TTTCNCAAAAANCTAGGGGGCAANCAAAAAAANCAAAAACTTTGGCCCAAAAAANGCAAA
GNCAANNCCCAANCTGGNGGGCCCAAAAAAGGNGNGAAAANTTCTNT
>BJ516414 ID   BJ516414   standard; mRNA; EST; 755 BP.
ACTTATTCCTTTTAAATACAATTCATTTTGTGTATCCNAAGTGATTTCATGTGCGTATTG
CACAACATCGACATGGGTATACACCACACAATGTCTCACATCACTTCACTGTATCATCTT
AATGTCATCAGCACTTATTCTAAAACACCTCCTACTAATTTAAGACATGAATTCTATGTT
GTGTTTGACAAAAATGACACAACGCTTATAAGACATCAACCCTGTATGAGCATGTGAGTC
TTATTCAGTCCTAAAACAGTGAGGGGCCTTTTGTAAGAGCACCAAACAAACCTAACTGAT
GGGATTGAACACATTTGGTGAGTTTCAGTCAGGTTTCAGGCAGCTTTAGGCCACTCGGCT
AAGCCACTGTCAAAAGTGTTGCTGTGAATCTTTGATAAGGCTTCTGTTAAAAGCACCCAC
TACATGATACTGTTATGTTGTTTCTTTTTTCAGTTTCTATACTCCTATATTTATATATAC
ATTCGTAGTTGAAATCACACAAATTTGACAGTCAATATGCAAGACTAAAAACAGTGTTTG
ATTCAGAACTCTNGATATTTGCACCCATTGATGTCCATTAAGTAATGTCTCACTGTCTGT
ACATGATATATACCGATGTTGAAGGGCAAAATTCTGAACAAATGTGCTCTTTGAGATACA
TTTAACAGAAAACTGACTTGTAAGCATCTAGTCATGTTTTTTTTAAGATGTTCTTTTTTA
ATGACATCCCTGTGTTGTATCTTATATACCTGACA
>BJ516424 ID   BJ516424   standard; mRNA; EST; 719 BP.
ATTTAGTTTCCTTAGACTCAAATGCTTTCAGAGTTTTGATTCTGATGATTTCAAAAGTGT



CATATTGTCCAGTATCAAAGTGCTCTCTTGCATTCACGGTTAACCAACTGAACCTTCCTC
TGTCACCATCCCCAAACCCTCTGCTTTGTTCTGCCGCTCAAACGCATTCAGGTCCAGAAC
ACTGCACGACTGCATTAAACCCGCCAGACTTTGAAAGAAGCCCACGTCCTTCTTGTCTTT
CAAATAATCCAACATTTTCTGCTGCACTTTGGAGTTTCCTCCATTGAGAATAGCAATGCC
CAGTTTAAGAGTAGATGCCACCATAGGTCCCATTTCACCTTTACTAGCGCTGATGGTCTG
AAGCACCATCTCTGCTGCTCCGCGGTCATGCAGTCGTGCCTGCTGGTACAACAGCTTCTG
CTTCTCCATCTCCTTTTCTTCAAAACTCTTGACTTCCCCATCTTCTTCCTCCTCGTCATG
GCAACTCTTAGCCATGATGTCAGCGTAGGCGATGTAGAGATTGTCCTCGTCTAGTTTACA
TTTCTCTGTGAGTGCTGTCCGGCTGAAGAGCTGGATTAGCTGATGCAGAGGATCCATGTG
CTTCATCCCCTCCTCCTCTTCAGCTGGCTCCTGCTCCCCTGCTTTAGCTAGGTCCTCAAT
GAGTTGGTCTTCAAAGTAATGCTCCTCTGCTTCAATCCATGACTTCTCATAGCCCTGCA
>BJ516468 ID   BJ516468   standard; mRNA; EST; 550 BP.
GCTGGCGGCTTTAATGTTTGTGTTTACAGTTTATTTTAAATAAAAGTGTAGACATGAAAG
CTGATTGTGAGGTTCTACTTTGACCAAACCACCTTTACCTGTGAATCTCTTGAAATGTCA
CAGAGTCATGATGACAAACACACAGCAGATGTTAACACCAGAATTTGATGTTGTTTGAAT
GTCCTTTTAAATAAAGTTTGATTGAAAGGCTAACTGTGGCCTGAGTGGAAAACCGGAGGC
CGTGGGTGTGGTCTCCTCACGGATCCCAGACTCTGGAAACTCCTTCATGACGGATGACTG
TGCAAACATCACCATGACGACGGGACAGACCAACACGCCGGAGCTGAGCACCTTTATTCA
CAGCAGACAGGGGAAAACGGATGATGCAGCCCAGACCATAATGATCAGTGATTGGCCATA
GTAACGGGAAATGCTTTACATGGGGGGGGGGGGGGGGGGGGGCCNNNCCGGGGTTTTTTT
TTTTCCCCNNNTTTTTTNTTTTTTTAAAAAACCCCCTTTTTTNNNAAAAAAAANNTNNNN
TTTAAAACCC
>BJ516501 ID   BJ516501   standard; mRNA; EST; 719 BP.
TGTCTTTTTTGAGAGCTCAGTGAACTCGCCTTCCAATTCCAAAAAAGTGCAGAAAGCATA
CAAAGACACTTTGAATTCTTTTCTTCTTTTTTTTTCTCATCTTCTTCAAATGATGCAGTC
TTGTTTTGAACATTAGAGGTGTGCCACTTTCAGAAAAAAAAGCCACTTTAACAATGCAGA
GCTACAGTAAATGAAACTACAAACATAAGCCTGTCCGGGTGGGGGGGGTCATGGCATATG
AAGACACAGATAATATTGTTGTAGAATCAAAAGTTTTGAAAAGACATGGCAGATTATATC
AATAAATATTTACTTACAGACTACAGCGGAAACCAGTCCTACACAGTTTTGATGATCTGC
TGTACAGTGTTTTGCTTGTCCAGAAGTGATTTTTCTTTTTCTTATAAACGTTTCTCTTCT
GATTCACAATTTATGCATCGTTATATTCCTGAAAATGAAGCTGAGTAGGATTAACCTGTA
CACCTACATTTTTGTGTCTTATTCCATCTTTATCATAGAAAAATAAAATTTGCATCATCA
GTTAAAGTGGAGCAACTTTGCGCTTCCGAGACCCAGGAGGATGTATCCATTCCTGCAATG
TCACCCTTTCGCTAAATGAGATTGTTCGGCACACCCCGTCTCGATAACTCCTTTCGTTGC
TCGTATTGTCGTGCCAAAGCACCCAATGAACTGAGCCGCTCTTTCCAGGGGGCATCTAG
>BJ516504 ID   BJ516504   standard; mRNA; EST; 504 BP.
ACATTTTTTTCTGACATAATGAAAATTTTATAGACAATCACACGAGTATTAGGCATTTAC
TTCACATCAGACATCTACAACTGATTTCCACAACAAACAGGAGTATAATCTCTGAATATT
GCTGCCTCTCACATCACTACAGACATTCAACATAAAAAAAACTTAAAAGTAAAAAAACAT
TGTACTTCATTAAAAGTTCATCAAATTCCTCAGTTTCAGCAGTCTGCTTGGAACGGTTTG
ATGCAAAAGTGATATTTATATGTTGAACAAGAGCAATTTTTAGTTATTACTGTTATAAAC
AATGAATTAAAAACATGTAATGTTGTTGCAATGCCTTGCAGCAGTGCAGTGAAGTGCAGA
ATGCCTGAGTACCCCCCCCCCCNTCCCCCCAAACGGTTTTCATCANAGCGGCTTCNGCTT
ACTCAAAAGGTTCAGTTGCCAACTTCCTTGTCNCGGTNGNGGAAATNTTCNGGACAAGTG
AAGGTNAAAAATGTTTCAAATNAC
>BJ516505 ID   BJ516505   standard; mRNA; EST; 334 BP.
GTGAAGTCNAAGAAAANNAAACCATGACATTTCCCAAACCCATCCTGAACNNAGGGGTAA
NAACATGATACANNCATTCANCCTTTACCTCGTAAACATTCTTTAANATCCTATGGCTAT
TAGTATNANCNCGTAACATCCATGATTAGCATTTCTGTGGAGCTTTCCTGATGCGAGCAG
AGTGACAGCANCANAAGGGAAGAGTCTGTTCCATGTCNNAGGTNGCAGGNAANAATCCTG
TGTTGAAAAGTAAGGCCATTTTGGAGACTGTCATTGGCAACATGCACAGTAGAGCTCANN
CCTGAAGATNTGGGTTGTTAAATCANCACACAAT
>BJ516511 ID   BJ516511   standard; mRNA; EST; 665 BP.
AATAGTTCCATTTTGTGTATTATTATACAGAAACTAAGGGCTTTACAAAACCAAAATGAT
ACAATATCACAGCTATGTACAGTGTAGTAAATATACCATCTCAAATTGTACACAAAGTAT
TTACAGTCGTCACACACGGCATTAAAAACAAAACGGACCAGAACTCTACAGACGTTAGAT
TTTGCATAACATCAAATAAAACATGCCACATTTTACAAACCAGACGGTTCTTAAATTAGT
GCAAGTGGACCGCCTGTCTCCAGGCGTCCCGCTGTCCAACATGGCGAGCCTTCAGGCGCT
GAACGTCAGTGAAGCCGCGGCGAGGAACCGACTTTCTACAAGCCCAAACTCAAATCTATC
AGACCTGTAGATTTCCACAAGCCAATCCCCATGCAGCATCCCAGCTGAGTGGGCGGAGCT
GTGGCCAGAACTGACTTCCACGTCTCTGAAGAGTCCTCCGTACGTGCTCTGACCTCCGAC
CTCCACGAGACATCCTCTCGGTCGGCATACTCCTCTCTGATTGGTCGAGAAGCAGGAAGT
GCTCTGTAGACCAAACCCAGTCATAGGTCCAGAACGCCATCAGCTGTGCACACCCTGTGG
GAGGGCCGGCGCTGTCAGGTGAAGAATGGAAGATACCTGAAGACCGCAGACAGTGAGGCT



CCTGA
>BJ516523 ID   BJ516523   standard; mRNA; EST; 453 BP.
TTTTTTTTTCGAGTCAAACCATATTACTTGTTTTAAACCGAAATACTTTAATTTTTAAAT
ATTTATATAAAAATCCAAAAACCCAGCCAAAAAAAAAAACACNANATTTTCCAGCATTTA
TAANTACGTCATAAACTAAAATGTAAAACTTCAAAATAAAATGAAACNTTCAAAAAAATC
AAATTTANTTTTCTCAATGAAATAATATATTTTTCTATTTTACAGGGTCTTCCACGTCTC
TCCNGCTTTGCCAACATAANGGNGTCTGTCGNGGCCCTTCACGCTNACNCTCANTCCCAC
ACAAAACCAAACCGGCAAACCCNCAAATCGGTTGACCCGCAGGACCNTTGANCATCTGGN
AAAGCANCTTCGGGTTCCTCACACTCTGGGGGGGGCACAGGAAACTGAGGNCCTGGNGTT
TCTTTTCTGGCTGGCANGNGGCACATCAAACAG
>BJ516526 ID   BJ516526   standard; mRNA; EST; 258 BP.
ACTGAGACTTTTGCCCNCAAGGAGAGACATATGATCTTTATTTACAAGTANAGGTTCTAG
AAGTGGGCAATTCTGTGTGTGGTAGACATCANACATCCTCCATGGTGTTGTGTCTATGTT
GTANTCTATCTCTGGCATTCATCTTGGTGTTCTTTATATACATTTTGAGTCGCTATANAA
AGCTAATATNACATATGAAACACAATCAGTAGCCTGGTTCGTAAATGTTTTGGGTTTGTA
TTTTGGAAAATCTAACTC
>BJ516574 ID   BJ516574   standard; mRNA; EST; 550 BP.
TGTCTCTGCCNGCAGGGACGTTTAATGACATTGTACAAAAAAACATTTGCAACAACAACA
ATAATAGTAACAGACATAATACTAATGACAACATCATTTATGACAACAAAAAAGTGTGAA
AAAGGAAAAGACACAGTTGTGTTTGTTGCGCAACACTGATGGGAATGAATGTCGGGCTTC
GTAAAGTTGTGCTTGTTTCACCATTTATGGTCCAAACTGGCTCCTGCTTTACTGGAAGAT
TGGGAAACACTGTGACTCTGCAGTTTGTGTTTGTGGCCATGTTAGTGTTTGAGTTAGTGA
GGACGAAAGGGGGGGGTTCAACAACCGCCTGACTCTGCAATGTTTCAGATGTGAAGCAGA
AATTCACAAAGAAAAAAAAAAAANANACTTTGAAAAAGGCTAAAACAAACANCANGGANC
TGGCGTCAGTTACCACAGGAAAGGAGGCCAAAAAAAANAGGAAAAANCNCAAGGAGTGGC
TNACAAAAAGTTAATGACAGGTTTTGCAATGAATTATCACTTATCCNTCTTCCCTCGTCT
TTTCCTCGTC
>BJ516584 ID   BJ516584   standard; mRNA; EST; 543 BP.
AGAGACAGACAACTGAAAAGTCTAACAAACATTACATAAAGACAAAAGGAAACAAACTGG
GGAAAAAAAAAAACAACACAGGGAAAACCGAGACAGTTATAANACACTGCTGCCAGCAAA
TGAACATGGCTTGATNAAGGTTTCATCCNCACAGGAAACCACTCCCCTGTACNCTTAGGT
ANATCTGAAAACCAANAANATNATAATGGATTTATTTGGGCAACAAATGTTAAGGTTCCT
AAATAACAAAAATCCTAAAGNATGTCTTTTCTTTTATCGNAGNCCCAAAAGTCAAATNTT
TTCTTGTCTGCATAAGGTTTTTTTTTACNGCTTTTTCAAGCTCTCAAAAATATACTTTTT
CTNATAGTTCAATGNGGGNGATCGATTGAAANCCAAATGANACAAAAANAGAAAAATANC
TGAAAATGAANTTCAAGTCANGCTGNAACATCAAAACTTTACCCGNCTTCTCATTTNGGG
GCTGTTNAGTTGTTTTCTNAGTTATTCATTTAAAGCTGAAAATTGTTNATNGAAATTTAA
ATT
>BJ516602 ID   BJ516602   standard; mRNA; EST; 172 BP.
ATATTTAATACAGTGATGAAACCCCTGTACAACAAAAACAATAGGTCACTACNCCTCCNC
TTCTGTCATCCTCCCTACAAANGAGTCTCCCCCNNCGTGGGCAGATGTGAGGGGAATCCC
TCCCCACCTCACGGTGTATNCTACTGTNNAANTNTTAANGTTTCTCATNAGC
>BJ516604 ID   BJ516604   standard; mRNA; EST; 579 BP.
AGCTGGCACAAGGAGACTAAAAAAGCAGGCGCACCAGTCCCTTGTTTAACAGAAATAAAT
TTAGAGTAAACAAAAAAAAACTGCATTGGTGTGTATTTGTAACGTCTAATCACTCGTCAT
AAAAAAACTCCCATGACGACCATTTTAATGAAGACGAGTGCTTTTAAAGTAAACGTTTTT
TTTTTAATGGTCTGATTGCATTCTTTCTGCAGCATTTNACTGTTTAGGGAAAAGTCNTGG
AGNGNGTGTCACTTTAAAAAGNGCTATAANGAAATGNGNGTACAAATACAAAACANTTAA
TTCCAGTACAAAAACANAAAACAAAATGACAATGTCCAGNATCNTTCTNACAGCCTTTGC
ATTGNGATTGTTGCAATACTTCCNCTAAAATAAAGCACTGTATCACTGTTATTGGTCCCT
TGAGTCCATTTTTGATTGAGGTAAATATTTAACTCGATANCAGTTTTAGCACCTCAAAAG
CGCTCAATCTTCTCCTTTCTTTCTGCAGCTTCNGGAGGTTTTTTGNCNTCCCCTNAAAAA
CTTGNGGAGTTTGANCTGNTTCCNGGGTTCGTTTCGNCG
>BJ516611 ID   BJ516611   standard; mRNA; EST; 197 BP.
TGGAAGTNTACTTGCANANANATNAGAACATTTAATATTGCTTGGTGATTAACTNGAANT
ACNCTTTTTTTCCACCCNGATTAACTCCCCTATTCTCTGATGGAGTTTACTGCTTAAGAG
CATCATTTTTGGAANGCTCAAGATGTTTCCAGCGCCTAATGGANACTTTATACTTTTCAT
TATTAATGCTTTCATCA
>BJ516646 ID   BJ516646   standard; mRNA; EST; 637 BP.
ATCAATTCTTTAAGATACAGCAACACACTTTACAGCAAGTACAAACCCCCCCATTCCAGC
TTTAGCCCCATCTTACAGTGCATTGATCCAACAGTTAATTCAATATGAAATCAGTATCAA
CTCGGGCACATTTCAACTTTCTGCACATCCCTCAGAAGGAAACCCAAATTTCTGCTTTCC
CAGTTTGACCTGCTGAGACTGTTTCCCTCCTCTCCATGCTCCTATTGTTGTGTATTTATT
TATTTATTTTTTGCTGTTTATGTTGACTCTTGGATGCACATGTGCTTTTGAGTTGTGCTT



CATAAAACAAAAAAAGAGTGCAAACACTGCAAAAACCCAAATTTCAGGTCACACATCTAC
TACAGCACAACCACTACAGTTTCACACAGAGCTCAAAAAAATGGCGGTAATAGCAAAAGA
AAAATATTTTTTGTCTCCNAACAAAGCAAAAAGTGGAAAAAAAAGATAATTCTATATGTG
TTTGTTCTATATATGTGAGACTTAAGTCGTCTTAAATTTGCATTTTGGAGACTCAGCCTG
TAGAACATTAGAACTGTAAAGCTACGTTCACACCGCCCTCGGCGAAGCACGTTCAAGCAG
CCACTTCAATGAAAAGTCTATGTAAACGCGTGTTTCA
>BJ516648 ID   BJ516648   standard; mRNA; EST; 714 BP.
TTGAAATGTATTTATCAGATTCATCACAACAAAAAACTACAAAAATTTACATATAAAAAT
CAATAACATTAACTTCATACACAAAAAAAACAAAGCTTTGAAGTATTAACATTTTTTTAG
TCATTCCAATTTTAGTCTAATTAAACAACAATAGTTTCAAGCACATTGACAGACAATGGA
AATGCAAAACCATCAACAAGAAAAATGTAAATATTAACAATACATGCAGGAGAAAACAAA
GTTTGCATAATAAATGTAAAGGTTTCAAGTATCCCATTAAATGATGTGTTTAGCTGCGTA
TTTATTTTCGTCATCAATGTAAGCTACTTTATGAAAGTTAACAGCACGGAGGGGAAAGTT
CTGCTCTGCTGGGGTTATGGAATGACTCTGACTCAGGAGTGGACAGCCGGAGCATGTCTG
CCACAACATACTTATGGAGTGGGGAGTTATTGGGCTGTAAAATCCAGTTCGTCTTATTTT
AAGCAAAGAGACGGCATAAGCACACTCACAAACACTCAGTGTGTGTTTCAAAAATGCAGC
AGGAGCACATCTGAGTTAGTTTTAATTTATTTTTTCAGTCATAAAACAGCATCTAAAAAT
CCACCAATCCACACAGTTGATAGCTGCAGTTTAAACAGGGCTTCAGCCATTTTGAAAACG
ATGTTGTGGGGACCTGGTACTTATCCCCGCCCATGGCCACATGGTGTGATTTCC
>BJ516667 ID   BJ516667   standard; mRNA; EST; 498 BP.
TCTGAACTTTATTTAACGCATGGCGGCTGCAGAGATCGACTGATCTGTAAAAAGCAAACG
ATATGAACTCTTTTGATCTGTAAACTCCGTACAGGGTGATGACTAAAGTGCTTCCAGGAA
ACAGAAGACAGATGGAAGGAACTACAATAATACTATTTTCACTAAAGACAGTCCAGTGTT
TCAGCTTCTTTAAACATATAAAACAGTGATATAAAGTCCTCATCTGTTCCGTTTGATCCT
TCAACAACTCCAAGCATTACAGTCCTTTTTTTTTTTGGNAATTTTCGGAGCAGCGGGNAA
AAACACGTCCTTTCAACAGCGTCTTCTGCCCTCCTCCACCTGCAGTCCTCAAAGCTTCCC
AACGNGACCACNCCTGTCTGCNACCTTCATCCTCATCCCNACCTCCNCCGNGTCCACTTC
CNGATCCACGCACCACCAAAACCCGGAAAACCCAACGCTCCAACCCCGGCNGATAAAACT
CANCGCTAAAAATCCNCC
>BJ516680 ID   BJ516680   standard; mRNA; EST; 525 BP.
TTTATTTCTCTACAGACTCTTCATTTCCACCATGAATACAGCAGATTCTCCAGAATAATC
CCCGTTACTAAAAGCTCAGATTAGATTTGTGCAGATGAAGCAGTCGCCTTCATTTCCAGA
TGTTCCTTCAGAAGCGTTTGGCCTCCACCGGCGTCCAGAGCAAACGCCGAAGACGAGGGT
CTAGCTTCAGCCAGACGCTGGCGCCAGACGCTCCTGGATCATCAGGACCAGCAGGAGGCG
GGAATCCAGGCTGAAACTGACCGTAAAGAGGTTCCGGTTCCACAAAGCGCCGTTTTCCTC
CAATGCCAGGCCTAAGCAGCAGCGGCCTGCGGATGCCGCGCCGGCGTGCGCTCACGTGGG
CGAGGAGCCGTACTGCAGCAGCAGCTGGGCGTAGCAGGCGCTGCACACCGTCTCCGGGAG
GATGGAGGACGGCAGCGGCAGCTCGTTGGAGACGCAGCTCTGACAGAAAACGCCGCTGCA
GTTCTTACAGCGTTTCTTTGTCCTGTCCAGAGACTGCACCTCCTC
>BJ516688 ID   BJ516688   standard; mRNA; EST; 680 BP.
TATCTTTATCTCGAGTGTGAATTGCGCGGAGGGGGAAAAAAGAGAGAAAGAAAACAAAAA
AGAGAAAAAGACACACAAGAGGAAAGAAGAAGGAGAAAGATGATGATTAGAGATCATCAG
GATCGGGCATCTCCTCACCCTCAGCGTCAGCGCGCTGTTGGTAGAGCTTGGAGAAGATGG
GCTGAACAATCTTCTCAAGAGCCTTGCGCTTCTCATCAAACTCCTCCTTCTCGGCCTGGG
CGTTCTCGTCGAGCCATTCGATGGTCTCAGAGACGGCGGTCTCAATGGCAGACTTGTCCT
CGGGACTGAGAGCGGCGCCAACCTTTTCCTCGTCACCGATCGTGTTGCGGATCTGATAGG
CATAGTTTTCAAGAGAGTTGCGCGATTCGATTGTCTCACGGATGCGCTTATCGTCCTCTG
CGGCCTCTTCGGCTTCGCGGACCATGCGCTCAATGTCTTCGGGTGAAAGACGATCCTTGT
CGCTCGTGATCGTGATCTGTTCCTTCTTTCCGGTGCCCTTATCGATGGCCTGGACGTTGA
GGATACCGTCGACGTCGACCTCAAAGGTGACCTCGATCTGAGGGACACCACGAGGTGCGG
GGGGAATACCAGAGAGATCAAATTGACCAAGAAGATGGTTATCCTTTGTCATGGAACGCT
CTCCTTCATAGACCTGAATG
>BJ516725 ID   BJ516725   standard; mRNA; EST; 580 BP.
CTTTATTTTTTAAGCAATGTCATGGAGTACAAACAAACTCTCCAGTTCTAAATCATCAGC
AGGCATAACTCAAATAAAAGTCACAAATATTTTGGGGAAAAAATAAAAAAAAAAACATAA
AAAAGCAATTTATTATCTTAAAAGTATTCANATCACTTTACAAACGCCACATGATAAACT
CTGTCCTAAGTCCTGGGGGCAACTTTATTTTCCCCACAGTTACTCTTCATCAGCAAACGT
TTTTCTTTAAACCCCAAAAGCAAACAAAAGCACATGCTTTCCCAACAGTTTGACTTCNAT
ATCACATGAATCACACACAAAAACAAGCACACTTTAGTCTTTTATANAAAAAAAGCAAAT
GAAGCCNCATTTGTGGCCACATTTCANCTGTGTGGCCACANATNAAACCCTCANAATGCA
GGCGTTTTGTCCTTTGTTTTGTTTTGTTACAATCTTACAACAAATCCAAACATTAATGCC
TCAGGTTCTTAGGTTCCGGTTTTGTAAGTGGTCATTTTGACATGTTTGTCATCAAGGGAA
ATCATTTTGNGGTTTGACCTGCAATGTAAAATTCTGCAAA
>BJ516761 ID   BJ516761   standard; mRNA; EST; 184 BP.



GCTTGNAGGGNACAACGACCTNNGAGTTTCAGAGCANANAATCTAAACCATAAGCCANCA
ACACACANAACATTAANACNTCGTGTACNAGGTGTTTAGTAAATCGAGTCAATTACTGCC
NATAATGCTGTTTTTTTTTTTTTTAANCAANGGGNNNCCAANTTANNACTNGGAANTNCT
TTNA
>BJ516764 ID   BJ516764   standard; mRNA; EST; 247 BP.
TTTGTCTGTCATTTTTTTCACAATGTAGTGCTCTACAAAGAAGGCCAAACATGTTTCTAC
TAACACAAAAGCAGCTCCTCATCAGCGTCTGCAAACAACAGAAATCAAAGTTCAGGCAGC
TGGTTTTCTGAGCAGTTATCTCCTGCTTTTTAACCTCAGTTGGGCAACTTCATTAAACAC
AGCAGCAGTGGGGGGGGGGGGGGGGANNTTTTNGGNNNAAAAAACNTTTTTTTTTTTNAN
TTTNAAA
>BJ516765 ID   BJ516765   standard; mRNA; EST; 630 BP.
CTTTATTTGATTGGTCTGAACTCTTGAAATAGCCTACTANCANACATTGTGCGATACANA
CATTGCGTTTTAACATCATANGATACTTGGGGATTCNAGTCTCATTTTCAAAAAGACAAA
AGGTCACNACTGTGTCTGACANAAAGCTGAAAAGATGCATCANATTTTTCTTTTTATGTC
CGGCTTCACGTGGGATCTTAAGATTCAAGTTTGTAAACCCCCCCCACTGCTCTGTAAACA
CAACATCCCATCTNAACAGGATGAATAATGATGACAGAAAAGAAATTTCAGCATGTGCTA
CAAGGTGTTTTTTTTGTTTTGTTTTTTAAAGTTTGTCATAATTAAACTGTGTCAAGTTTA
GAGCACTAAGCAGAATGAAAACCATAATGATGCATTTTCCCCACAGAAGTTCAAAATAAC
TGGAAAGCAACGACTACTGCCTGTTATGATGCTGACCTAATAGAAGTCATATTCAAAGCT
TTATGTCCTTTAATTAAAACAATGAAAACAGAGATTAAGTGGTCATGGCTTTAAATCACC
ATGACACCAAATTCCTAAATATTTAACGGTACCATGCACATAAAACTGTAACTTTGATGC
AGGTGGAACACCCCAATATTCTGTACGAGC
>BJ516775 ID   BJ516775   standard; mRNA; EST; 389 BP.
ATGTTAGCAGGTTGTGAGGAACGAAGCATGTGAATGCGGGACACGTGCGCATCTCTGTGC
GTGCGCTTTCTTGGGCTCGAGCCTTTGAAGTATGTTATTGTGTGCAAGAGGGAAAGTCCT
GCCGTGNGGNCGTCNNGGAGGCACGAGCTTACTTTGGGCCTGCTTGTGAGCNAANAATGA
ATGGGAATTAAAGTGGACTGTGTCAAGGACAGGNNNTAANGCNGGGATANTCTAANGANC
ANGGANGATCTAGTTCTTGTTCTTGTTGAAGGTTGCTGANATGGCCCCANAGATCTCTCC
TAACTTTAGCTTGATTTCCTCAGAAAGAGGTGTGATCTTTGCCTTCCCGTCTTCNNTATC
TTCAGCTGTGATGGACTGTGCCTGGCTGT
>BJ516780 ID   BJ516780   standard; mRNA; EST; 753 BP.
TAGTTTTGAGATTTTGAATACAGCTATAATAACAGATTGATGTTCATTCTGAGCAACAAC
AAAAAATATTTGTCTCACAGGATTCTCACAAGAGCAAATCTTAGGAGAAGCAATGTCAAC
AATCCATTGAAAGTCAATTTTCCATGTCAGACTTTATCTTGCTCTGTTGAGAAGTTGCTG
GATGAGCAGAATCAGCTGGCTCAGTGATGGTGTAGTTGTTGCTCCTGCAACAGTTGTTGC
TCCTGCAACAGTTGTTGTTGCAGTAGTGGTGGTTGCCTCATGTGAGTTCGACCCAGAGTG
ATGATGCCCATGTTTGGAACGAGCAAATCTCTGATGCTCCATAGGTTGAGCCAAAGTCAG
ACTCAGGAGGCATCCCAGCACCAGAGCTAACTTCAGCATGATTTCCCTCCTGGAAACAAA
AGTCAAATCTTTATCATCAGGTGCTGCAGCAACATCACACAGAAAATACTGAAATGTAGT
TACAGTCAAGTCTTTGCAGCGTCAGCAGAAGATCAGGAAAGTTCTTGTGATGCTGTTCTG
GATATTCATGTTTTCTTTTATACCTTCTCTGGATCAGATGTGTTGAGAAACTGTACACTT
TAAGACATCTTTTCCTAGAAAGAGGAGTGACTGATGATTGTGGACACAAGTTGCACAAGT
TTTAAAGGAATGGTTGCATCACCAATAAAGATCTTATTTCTATNAGATCATGCAAATTGA
TTCTTTTTAGTCACTAATGGCTCACACCTTTCC
>BJ516802 ID   BJ516802   standard; mRNA; EST; 544 BP.
TGATTATGATCATTTTCACAAAGGTTGCAAACAAAGGAGACCCCACTGTTATGCACAGAC
AAGGAATACATACTTGGCCTTGTGCAAACATTACATTTAAAAAAATACACATTATAAATG
CTCACAGACTACATTGTAAACAATGGTCACTTGGTATATTAATATGTATTTAAACGATGA
TCAAAAGCCACATCAGAATTGCATGAGAGCAGTTTGTGGGATTTTCAGCATTGTTTTTAA
AATATCCACTAGCTTCTTTTGTTTAAGTTATTTAAACATTTTTCCAGTATGAGTATTAGG
CCTGCACAATATACCGCAAATTTATCGTTATCGCAAAATCCAGCTCTGCAATATGCATAT
CGCAAAAGACTGCGAATATCGCAATAAATCGTAAACCCAAAATGTGTTAAAACAATCTTA
TGGCAGCTTGACGCATTTAACGAATCAAATAAATCCCTTTATGCTTTGACCAATCAGATG
TATGCCTTCCTATTGTTTACCAATCAGATGGAGGCCTATTATGTTAGATGTTCTCCTCCT
AAGC
>BJ516829 ID   BJ516829   standard; mRNA; EST; 300 BP.
AATCTGATTTAATGATGAACATGATGCAGAATTCTCTAGTGACACACGAAAGACCATTAG
GTGGAGACNTTTCCCTACNTTAATGGAGACTAAAGTATGAGTGTTTGAAATTGTAAATTG
GTCAAATTTGACACNAACACAACACGAGGGTTAAATAAAAATACTCTGTACTAAGTTGAA
CCAAANGCTTAAGATGTACTTTGTTGACCTGTTTATTTAATTTTTCCTACTGTGAATATT
CCTCTCCATATCAATGGCCAGGGGACCAAGANCCCCATAGCAAAGTTGCATTTTGCACCA
>BJ516840 ID   BJ516840   standard; mRNA; EST; 723 BP.
AAGACTTTACTGCTACACAACACTGGACTTTTTTCTCATGATGGTTACAGTATAATGATG
GGGCACTACATCAATAATATTACATTTCTAATCCAATTTAATGGGGGCAGAAAATGAAAA



GTAAACACCTTTTTATGTGCGCTTTGAAGTTCTGCATACGATTTTCTTAAAGGCTTTTCT
GAAGTCTCTATTAAAAATCGTGTAAATGATAGGATTGACAGAACTGTTGCAGTAGCCAAT
CCAAAAGAAGAGGTTGAAAAGGGCGCCGGGGATGTAGCAGCTGTCTCTGCAGATGGCGTG
GAGGGTGTAGGTGAAGAAGAAGGGGAACCAGCAGAGCACAAACACCCCCATCACCACAGC
CAGCACGAAGGTGAAGCGCTTCTCGCGCATCTGGGCCACTTTAGTCTTGTTTGCCAGCTG
CTGTCGCCCCGGGTGGGTGTTTCTGCTCCGGGTAGGGCTGTAACGCCCGGGCTGAAGCCC
AGGAGAGGCGGCAGCTCTGCGGCGGGCAGCAGTCCGATCCCTCCACCTTCCTGCGCTTGG
TGAAGCGGTTGTGGCGCGGTTTAGTATCCGAGGAGGAGTAGCAGCTCTCCTCCAGGTCAA
TGTCATCCAGCTCGCCCTGCCGCTGCTGCTGGCTGCCGGAGCTCTGGCTGCTCGGGCTCT
CAGCCTCAAACCGGTCCTTCCGGACAAAACAAGTCTCTGACTGAAACGGCTGCCTCTCCC
GGC
>BJ516872 ID   BJ516872   standard; mRNA; EST; 343 BP.
ATGAAGCTCTACTCANTTGCTACAATGCTGAANGAATCACTTTGCTGTTNTCACCTCTNG
GAAATAAGCAAAGTTTTGCACAATGCTGGGACATTTCTTGTAGAAAACTCTGACAGCCAG
AAGGGACATGCAGGCACCCAGGTCCTGGAAAGCCANATGGAACCCTCTTCCTTTGGACAA
CGGNCCNAAACTCCNTACTTCTGTGTTNACCTTCATCANTCTCCCTCCCAAGACAACCTG
GGANAAGCTCTCATCTGCTGCTATAGTGTCCACCTTTNNAAATGGTGCGTTTGCCCANTA
TTCCNCTCCCCTGNTGNCNGCTGNTTCTCTCCTGTCTGTTTCC
>BJ516893 ID   BJ516893   standard; mRNA; EST; 388 BP.
CAGTGATTCACATTTATGTTTATACAGTCATAATTTTGAACTTTAAGCCTGATTTCAACC
ACCTCACATATTATCTAACATGAATTCCCAATATTCTATTTTACTTCATGTTGTTTTAGT
TTGTTAAAAACACAAGGAAAAATGCTAAAAAAGTTCTGCAAAACCTTCAATAAAGTTGGA
TTATTTCTGTTTTAAACATATTTTTATATTAAAGCTCACAGTAAAACACTGTAACAGCAA
AAGAAGGAAATTCTTTTTATCTTACAAAAAGTTTGTACTTTTTTTTTTTTTTNANAAAAA
AAAGTTNCANGTTTTTNCTTTNGCCAANAAAAAAAANCNTTTTTTNAAAACCCNNCAAAA
AANNNGGGGTTTANAAAANCCCAAATNT
>BJ516896 ID   BJ516896   standard; mRNA; EST; 515 BP.
GANATAAGGTATAAAAGNATATTCTNTNNACTGATGATTTATGAATCTNGTANGGAGTTC
GCAGTTCCATGAAAAGAGGTGAACCNTGGTCTGNGGGAATTTATGCCTTTACAAGGGAAG
CAAACTCATCCACTCCNATCTTGCCGTCACCATCACTGTCACCANCGGCGAGGAAAGTCT
TGGTCTCCTTGTCAGTGAGTGCTCTGGCGCCAGCAGAGAAGTTCTGCAGGAACAGCTTCA
GCTCCTCCTCCTCAATGAAGCCGCTGTTGTCCTGGTCAATGGTGGCNAAAGCCTTCTCAC
ATGGCCCAGGTGCTGACCAAGGAGATCTACGGCAAGCTGAGGGGAAAATCCACCCCCNGT
GGTTTCACACTGGACGATGTGATCCAGACTGGTGTTGACAACCCTGGTCATCCCTTCATC
ATGACTGTGGGCTGTGTTGCTGGTGATGAGGAGTCCTATGAGGTCTTCAAGGACCTGCTG
GACCCAATCATCTCCGACCGTCATGGTGGATACNA
>BJ516921 ID   BJ516921   standard; mRNA; EST; 469 BP.
TTGTCTTTTTTTTTTTACACTGCTTAGAAAAAAAGGGCACAATAGACACTGATAACAGTT
TACTAGTTGATTCTCACCTGTGTGATAATAAACACACAATAAAGGCTGGAATTAAGATTT
TACTATGATGCGTAATTTATTATCTCCCAGAACGAGCCTGAAAGAGGAGAGAGAGAGAGG
CGAGATTAGGTTTATCACGGGGGGGGGGTTCTGCAAGGNCNTTTTTTACAAAGGCTGCCA
TACCGGANCAAAGCTGCTGCCAGGAGGCCTCCTCCNATGGGCCCCACCCAGTACNCCCAG
NGGTAGGTCCAGTANTTGGCCATCACGGCGGGGCCAAAAGCCCGGGCGGGGTTCAAACAC
GTCCCGGACACGTCCCCGCTGCCACCGCANGGGAAGCATCCAAAACANAAAAAAACGGAN
CAATTAATTATCTTTTTTTTTATNGGGATGCATAAAANCAAATAANCAA
>BJ516936 ID   BJ516936   standard; mRNA; EST; 674 BP.
TTATTTTTTGTACCAAAATAGGCAGTTAGAGCAGGGATAAATATAATATGTTAGATATAG
ATCCATCTCTGTAATAGATTCTTTGCATCGGTGCTTTACTCTAACAGACAGTGAGATGGT
CCCTCGGCTAAAACACAAAGCCAGAGTGACACAGAGCTCAGTTCTTTCAACAGACAAACA
CGACTCATCTCGAGGGTTACAGAAAAGACTTAGTTTAGCTCAACATTCTGGGAGGAAATG
AGGCCTTCAACACTTGGTCACATGGAGAAGTCATTGTTGGGATGTGGGAGCTACCCTGCT
GACAGAACCGCCTTTCTGTGTGTCTCTGGTCTCCTGTCAGCTTGGAGGAGTCGCCTCAGG
CTCCAGGGTGGTCGCGGGGGAGTGGATGGCTTTCAAGTCCGTACATGGGGTGTGTCACCC
AAAGCATCGAACATGTTACGCTTGAAAACACGTCAGGTTAGTCTGATTGATTCCGCTTGC
ATTTTTTTTTAGCTGTTAATTAACAGGCGAAGGGTTTAGCAGATGCCAGTTTACTTTCAT
GAAGACATGTTTGACGAGATACAAACTTCAGCTGGAAATTGGGTTAAAAAAAAATCCCCT
CAGTACCATGCAGTAATGTGCGGAGTGCAGACGTCCCACGTGGATACAGCTTCAGAAGTA
TACCAAGAAGGCTC
>BJ516941 ID   BJ516941   standard; mRNA; EST; 337 BP.
TTTTGCAGCTGACAATAGACTGTACAATTCAATCAAAGACAATAATACACATCTCAAGGA
AAATGTTAAATAGAGGATGAGGTGCATGCAAAATGAGAATCTCTTCTTTGTCTGCTTCAT
CTTTTTTTCCCCACTTCCTTCTCTCGTTACAGCCAGATGGCAAAGCTCCAGCTCTGCAGT
CCTCTTCATGCACTCATCATCTTTGATGGGCATCCTGCTGCCGAGTTTCAAGGAGGCCAT
GTGTTTACGAAACGACACTCGTAACAAAAGAAAACTTCTACTTAGCAAGCTTACACAACA



GTGGGTGTGGGGTGGAGGAGGTGTGGGGTGGTGGGGG
>BJ516945 ID   BJ516945   standard; mRNA; EST; 322 BP.
TCTTTTCCCTTGCCAGAGTCACGGCTCTTTGCCCTCANCTTGTTGACCTGAGACTCACCA
NTGTCAGCACGCTCTTCNGCCTCCTCCAGCTCATGCTGGAGATTTCTGCACTTGGACAGA
TGAACATTGGCCTGCTCCTCCNCTTCTTCAGACTGCNTCTNGTANGCCTTCACNTTAAGN
TGTAACTTGTNAACAAGATCCTGCAGCCTGTNNATGTTTTTCTTATCCTCCNCGGTCTGA
TANGTGAGCTCNTTCACTCTCCTNTCATATTTGCGGANGCCNNTNACAGCATCTGCACCA
TGNCTCTNTTCATTCTCAACCT
>BJ516982 ID   BJ516982   standard; mRNA; EST; 719 BP.
TGAACTATGAAAAACAGAATAACAAAACTAGAAATGACGGATTGTACCCCCCCTCCCCAT
AAAAAACAAAACAATGTGACAGCAAGGCCATAGGTTTAGGCTGTCGTCTCATCAGGTGTC
CTCAAACCTAGGCTCATATATCTACTGCTTTAAAGACCCACTCCAATAAAATGGTGTTTT
TAACATGTTCTGGTGGCTTTTTTCTGATGATGGACAGCATATATACAGGAAAACTAGATT
AAAACTGCCTTTCTGAGTATTTCTTTATTCAAATCGCCGTGAATCAGGAGCAGATAAAAA
AATGCTGTTGGAAAACGATCTTATTTGTGACGTAGAAAATACCCTGGGCAACCTAAAACC
TCCCTGCTCCACTTAGACAGAGAGCTCTCAGCAATGGGGATGGGAGACAACTCAGGTTTT
TAGATTTTGGCTAAAAACAGCACAATCATAATTAAAAGACCACTGGGAGCACCTTGAAAA
TAGATCAATAGATGATTGGAGTGGGTCTTTAAAGGTGACAGTCCCGGTGCTGTTTATGTG
TGTCCCACAAAGAACATGAAACACAGACCGACAGGGACAAAGTTGAAAGAGCAGCATGTT
TAAGGTAAAGAGCATCTCCCAGCTGATCAATGTTCCGGTGATCACAGCTTCACACTTTAC
TGACTGAAGTCTACGGCTGCCCTCAAGATCGGTGCACACATCCNTCAATCTGTTAACAT
>BJ516996 ID   BJ516996   standard; mRNA; EST; 545 BP.
ATTGTTTCATGTTACATTGTTATAAACACTTGATCCTCATTTTTAGAAGAAAAACAACTT
CAGTGCACTTCTCATGAAATTTACTAGATTTAGTAAAAGTTATTTATTTTAAAAGACAAA
AGTAAGCCAAAAGATATAGATTATAAATACAAAAAAAGTAAATCTTCCCAAAAAAAAAAG
GCACAGAGGATGAGCAGCAGCAACTCCTTTCCTCTTACAGAAATATTCATAATTGAATAA
ATACNTCTGCCGAATCTAAAAGTCAAACTGTGACAATGAGCACAGCCTTCANACAATTAC
NGCANAGAACATCANGGTGAATTAAATGGAAAAACAGCATATAANTATACTTCCTTAAGT
ATAAAGACTAANTAAGGGATTAACATTTTATAGTACCATTAATTTAAAAAAAAAATGAAT
TGGAAAAACTTCANGCATATAAAAGTATTTAAATCTGCAAAAATTATTTTCAACCAATCT
CTTAAAATAATCTATNTTTTGGGTAAAANGNGCAATTTAGCATTTGANANAGCANATTTG
CACTC
>BJ517000 ID   BJ517000   standard; mRNA; EST; 375 BP.
TCTTTTAATTCATGTTGTATGACATGTCTTTGTAATATGGCAGTGGATGTCTCATCGTTA
ATCAGCACTCCTCAAACCTTTTGTCTCTGACAGAAACCCTGAAAGAGTCAGGGTTCAATT
AATGCCCAAAATAAAATATTGAAGCTTTCACACAGGAAGTGGGGTCTTAATAGCCGATCG
TGTTGTTATCTGCTTTTCCACTTCCTCCTTCCAGTCTGTTTTTTGGTCGCTGTAGGCGGA
CTGATGATGGAGTAACAGCTGAGACACAAACAAGGAACCCGAAAACTCTGGAACTCATTC
GGACTCTTTTCATATCAAAAATAGTCTCTGATCAGTCAAATGTGGGGGGGGGGGCCCCCG
GGAAGGGGGGANTTT
>BJ517028 ID   BJ517028   standard; mRNA; EST; 366 BP.
CTGCTACCATCNTCTGAGCACACGGAGCACAGGCTTTTATTTTTGACTAAACNCTGCCCT
CTAATGAAAAAAAAACNCTNTTAAACTCNCANACTTAAAACAAAAAGTTCAGTTTACAGC
TNGTAATAAATNTGCAAAAGTAAACCGATTTAGGANACANACNNATAAGGCNCAGCTTTA
ANAGNGGAAATGTCCAACNACCAAATCCNCCGGTTTTCANGGTTTAAANATTGATCTTCT
TATTCCNCCANGGTTTGCTCAACTGAACCTCAAATCAAACTACAAANATGGATAGAANCN
CAGTAAAGTTGTACNCCTGAACAAAAAGCTACNTCCNGAAAACTCCAAAGNGAGTCTTCT
TGGNGG
>BJ517030 ID   BJ517030   standard; mRNA; EST; 102 BP.
TAATGGTTGCAGGAAAGGAGGAGGATCAAAGNGCAGGAGGCGAGGAAGGAAGGAAATAAT
GAGGAGCGAAAAAACCNCCNCCCNCTCAGGGNNGGANCCCCC
>BJ517049 ID   BJ517049   standard; mRNA; EST; 517 BP.
ATTTTGTTTTATTGGTCCAAACAAGAGAATAAAAAAGAAAAAAAAAATATTTAAAAAACA
TTTACACTACAGGTATCACATATTTCCCTCATCTTTCTACAGTTAAACCCCANAAATTCA
CAGTTTACACACAGAAAGGTAAAACATTTGAATTAAAAAAATAATAATTAAATCACATTT
CGTTTAAGGCCGTTTTGTACCATCATTCCAGCCTTTTTAAGTCACTACACCATCTTTACA
CCTGTTCAAAATGGCTTTATGTGGAGGCAATTTCCTTTAGTGAAAAAATGTACTGTCCTC
AAAACTCTTGTTGGGATATTATTTTTCCCTCCTTCCACCCTGCCANAAGTAAGTCTCACC
TTCAAAGTGGTGCACANACGGCCACATTAGGGTATTAGTGAGCAAAAAGTACCAGCTGCA
GGCAAGCCGGGCTGCCAGCAGTTAATTCTATCANACGTGATGTCCTGTTCTTCAGCCGTC
CTGACCCACATTTTTGTCACATATGCTCACTCTGGTA
>BJ517102 ID   BJ517102   standard; mRNA; EST; 741 BP.
AATTCTTAGAATGGGAAACTCATTTATTCCTACAGTAATAAATGAGTTCTTCACATTGTT
AGGGGGAAATGGACAACATTTACTCCAACCCAGCAGGTCATTATCATCAAATGTCTTTTT



TTTAGCCAACAACCCTGTTCCCAAAAACATGAAAAAATAACTTACAGGATTTTTTTAAAG
ATATTTTTTAGATTTTATGAATCCCACAAATATGTGTCAAAGATCTAGATTGCAGCATTC
GTTTTTTAGCATTTGGCAGTTTGGATCAAAGCCTGTATGCAAGGTTCATGATTAATGAGA
CGTACAAAAGGGCACTTCCATGTCATCACAGATGCTGGCCTTTGAACTGCACGCTCAAAT
GAAGCTCTCCTTTGCAGTGAGGCTGAAAGAGCCGTCGCATGTTCGTGCAGCTCCACCCCA
ACTGTGTTCTGCTGTCTAATGTCCAAAGCTGAGGCCAGACCGCCCAGAGCCTGAGGGTCC
TCATATTTGACATTTTTACGTTGTTCCGCCAGAGAGCTGCTCCTGGTCTGGGCAAACATG
TCAAAATCATCTTTGTTGTGACCCGGCAGAGAAGACAGGGTACCACTCACACTGTTGGAG
GATACATCCAGATTGGCCAGTGCAGAGGTAAGCGAGCCCGGAGCTGGACTGTGGGCTGGA
GGAGCGGCGGCTCCGCCAGTCAAGCTTTGTGGANGACTGGATGTGATCCTTGGTGTAACC
ACGGCCGGAGAGCCTGGGCCC
>BJ517108 ID   BJ517108   standard; mRNA; EST; 693 BP.
TCCGTTGTGTAAACAGCAGCTGCTTTTTTCCTGATAAAATACATTTCAATAAAGTGACAT
GTTTCCCTTTTGAACCATGTTTGCCAGTAGGTGGTGCTGTAGAGTTCAGAACGGACAGAA
ATGCTTCGTACTCCCCAAAAAACCCAAATGATAGATTCATTCAGAACCAATGCAGACTAA
CATATATAATAAACTTTAAGGAACTCTTCTATTTTAATTGAATCTTATTATTGTTTAATC
AAATGATGGATTTGATGAAGTCAACTTTGTTTTTTTCTACTGACTTTCAGTCACGTGTTC
ATGAAGCTTCAGGTGAACCTCAGGTTCCTCTTCATCACTTTCCCATCAGTTTGATGCTTA
AACACTACCATGTTCAGATGATCAGTTCTCCATTTTCAAAGGTCAGGATGTTTCTGTGCC
AACACCCTCCAGGAGAAAACGCGAGCGGTTCAGAGAAGATGAAAGAACGGTTCCGTTAGT
GCGTGATGGCACTTCCTGTGCCACACGGGCTTCCGCGGTTTGGATGGTTACTCATTAAAG
TGAAACAGGACTTCTGTTTCAGAACGATGTTCTGAACGAGGGTTTTGGTCGAACATGTTT
TAGCTCCAGTTGCTATGGCAACGCTCCGGTTCTCTATGAACACTGGGGGTCTTTTTTGAA
CATTGTGGATTTTTCAGGGTCAAACGTGGATAA
>BJ517115 ID   BJ517115   standard; mRNA; EST; 706 BP.
ACCTGTTGTGTTACAACCGATCACAATGGAATGTCCTGGCATGCTTTATAAACACACAGA
CATGCAAATTAAAAGTGACAAAAAAGGAAAACCAATCAGGATTGATTGCAGAATGCAAGC
TCACCCAAAAATTACAACTTGTGCAGAGAAGTGCTTTACTTTCTTCTCTGATCAAACCAT
AGCAGTGTGCACCACCAGATATAAAAGACACATTCCACAGGAAACTCTTATTGACAATTT
ATCAAAACAAAGATAAACAAATGCACAAAAATAGAATTTGCATTTATTTACATAACCTGG
TTTCTCAGTGAGCATGAATAAATTTACACTATGTACAACACAAGTTCAGTCCCTCTGGCC
AGCAGAGACTACACCTAATGGTCCGCTTTCAGCTTGTATCTGAAGTCCACATCATAGGTT
GGCTGGAGGACACCAAGACCAGCGCGGGATTGGTCGAGAGGCGGGACTCTGGCTGCAGGG
TCCAGCAGTTCCATGTCAAAGAAGGACAGCATGAGAGTCAGGAACTGCTTGATTTCATAC
ACGGCAAAGAACCTCCCAGGACACTTTGTCACTCCNGAGCCAAAGGGCATGTAGAAGTAG
CGTAGCCGCCGTCCGTTGCGATAGAAAATGTTCTTCTCTTGACCCTTGTTGTCCNAGAAA
CGGTCAAACTTGTACTCATATGGATCTTCATAGATTTCTGGATCAT
>BJ517122 ID   BJ517122   standard; mRNA; EST; 316 BP.
TATACCAAAGACAGAAACATTTGTGTGGTCTTCCCCCCTCCCCCGAATANATNTATTTGT
TTATATTACTGACCTGGACACAGTCATGCCGGTGATAACAGTTACTCCNGGAGGGAGGTG
GGGATAATAAAACCTGTGANAATCTGTGTCTGTGTGTTTTCGATGTGTGTGCATGCAGGG
AATCTTTTAGTGTTCAGCAGATGCAGTGATGACTACCGGGACATCACAACAAACCAAAGC
CACCTCTTGTAGTTATATTGGTTTCTATCCCGTGTTTGCACGTTTAGATTTGTGTGTGAG
ATGTANTGGCTCTATG
>BJ517127 ID   BJ517127   standard; mRNA; EST; 686 BP.
GTCTTTTATCACAAATTGTGCGATGGACCAAATTTTTAACAAATAAACATTCATGATTTG
TCATTTTCGAACTGAAAGACAGCAAATAAAGACCTGAAATATAATAAAAAAGAGTTGACA
GTACATCTGTCACACACAGCACCGCTGAATGATGTGTCATGATCAAAACTACTTGTGTTA
AGCAGCACCACAGTGAGTGTTAACGTCTATTCTAAGCAGTCCGGGTAAATTAGCTGTGGC
ACAAACAGGCTACAGAGTTTAGCCATGTAAACAATTGCAACGCAGCGGCTGCCTAAAGAG
TAATAATGCGCTCATCAGCTGCTGAAGATTGCAATGTTTTAACGCACGTCTAGTTATAGT
TCTGCTGTCATAGTTGTAGTGTTTTAAGCAACAAAGTGTAGCCCTCAGAGGAGGTAAACG
CATGGCTTTTCTCTGCTGCCCTTGTCTTTTTAAATATCCNGAGCAACAACTCGCCTCAAG
AGCGGCAAACTGATCTGTGAGCACAAACGTGAGCATTGTGCAAATGGGGATACAACAGCA
ACATAAAAATATACNGTAAGTGGTGATACAAAGAACAGTGCAAAGTATATTAACGAAAGG
AATACACAAGTAAAAAAAAAAANAAAATAGAGCTCTCAGTCTGACTGACAAATTCATCAG
TCAACGCTGCAATCAGTGTTTCGTCT
>BJ517173 ID   BJ517173   standard; mRNA; EST; 744 BP.
TTTTTTTGCTGTTTATATGAACTACATATTAACATTTGATTAATTAGAGCACTGCTTACT
GTTGCTTTCCTTGGTCCTGAAACTCACTGCTCATGGAGATTTTGCGTGACACCATCCAGT
TGACAGAATTACCTCTGCCAGCAATATTTCAAGTTCACAAACAATTAAAATTTCAGAAAT
ATTTCTTTTCTTTGTACTCCACTCAGCAATTAAAGCAGAACCCAAAGAGATCATTTAGTA
TCGAGTCCAGAAGGAAGGCTTTAAAAATGATGGTCAATGTTACTTAAAGATTGACGTTCA
GCAAAGGCTAGCCNGTTAAATATGTGTCAAAGATACACGAAAACCTATNAAAGCATGGAT



GGGCAAAAAAGTACTGCAGCACAAATCTCACAATGTACAACTACCAAAAGAAATTCAGAT
GTTGTTGTTCGAGGTGATACATTTTTATAACCTGTTATTTATTTATAAATACTTAANACT
GATTTCAAACATCAACTTAAAAACAACAAACCTCTAGAGGAGAGTCTGGTTCATCCAGGA
TGCTCTTCTCACTCTGCAGCTGCTGCATGGTTCCTGTAGAACTGGGGTCCATTATCAGCA
CGTTCTGACTCCCAGCTCTGCCGAACTTACAGTCACTCTTTCTGGAGTCAGTGGTCCTGC
ACACCTCGTAATTGTACGTGTGTGGCAGAGTCCCTGTTCCCAAAGTGTCTGAGTAACGTG
GAGGATAATATGGAATCACTGGGA
>BJ517185 ID   BJ517185   standard; mRNA; EST; 216 BP.
TTTATTTAATCCATTGCATATTATAACTTTTTTCATCGTTTTTGTTTTCCTACACAAAGT
TGTATGATCTACAGTGCTATCCAATAGACTGCGATTAACAAGAAATTGGTTAAAATAACA
TTTGAACTGTCCTGTGAATCGTCCAGACAGGTTGGCAATTTAAAGACAAAACCCCAAAAA
TAATTGTCCTGAAGACCTTTTCTTTTTTTTTTTTNA
>BJ517199 ID   BJ517199   standard; mRNA; EST; 121 BP.
TATTTTTAGGGCTTTGGTCATCAATATTGGAAGCGGTAACTCTGTGCTGTTCAACTCACA
CAGGGAGAAAGCTTGATAAATACATCACACTGTATATGTGTGCATTATAAAAAGCACTGC
A
>BJ517207 ID   BJ517207   standard; mRNA; EST; 643 BP.
ACAGCTTTATTGTTGATGCCCCGNTATCCCAGTTCTGTAGAGAGTGAGTCAAAGATTCAA
AAACAGAACCTGAAGCATCAGTAGATGGTCTCTCTCCNGCAGGTTGACTCGTCAGTTTTG
GAAGAACCAGCTTAGAACCTGCAAACATTCTCTGTGTCTGACATCAGACTCTTTGCTCAG
TTAAAACAATTCCCTCCTTCTATCANGTAGAAACAGGATGAGTAGTGCTGGGAAATGATG
TGGGCCATCTTAATACCTTAAATCCNTGAACACACNAATCTAACAAGACTCTGGTCACAG
TGGTAATCTGAGTAACTTGGAACACACAACAATACATGTTGATGGTTAAACACTTTCAAA
TTAGGATTAAGAGACACCTCTGCTCAATTATTTTGCTATGCAATAGTGCTGAATCAAAGG
CTTTAAGCTATTTCTCTTCTCTGGATTATGATTGTGTCATTTTAAAATAAGAGCCCTGTT
TTACAGTTTGTTTTGAATCATTTCAAAAAGGAAATTAATTTGTTAAGCTTCTCGGGGTTT
TTTTCTGGCTTTGTGCAAAGATNTAGGTCTAACCTGATAAATATACAGCTGACCTAAAAG
GACTTTATTCACACTGTGTAATGTGTCTTCATTATNAGCATAT
>BJ517210 ID   BJ517210   standard; mRNA; EST; 628 BP.
TTATTCCAATCATAAATGAATTCATGTAAACATGGGGGGGTTGACATGAACAGCGGTTCG
GTCAGTGTGAACACGCGCCGCCGCACACGCAGGGTGTGTCCTGAACGTTTCAGTCCAATA
TCCGGAGGGACGGATTGGACAGAACCGCAGGACTCCAGAACAGTTCTGATGAAAAAGCAG
ATTCAACCCAAAACACCACTTTATGTCGCTTTTTGGAGATTCATGTGGGAAAAAACAAAG
ACGCAAGAAAAGCAGATCTGAAACCAAACAGCAAAAACAGTTTAATTTACAAAACCTCAA
AGAGGTGAAAGACGCTACAGACGAGGAGGCGGCACTTCCTGTCCGCAGACGGCGGGAAAA
GGCTGGAATGTCGACTAGAAGGAAAAAGCTGCAGCATGAAAACACCCGTCCTGAGATGAA
CACACAACATGTGATGAAGACGCATAATGAAAAAAAAAAAGTAGGTCAACNTGTCNCACA
GGGATGGCACCAACAACACAACCGGCGAGGCCTCAGCTCCCCNACCCCTGGCCTCGCTGA
CCCCGGGACATGCTGACCCCTGGGTCACGCTGACCCTGGGCCTCGCTGCTAGTCCCAACA
CCGCCCTCGGAACAACCCAAACACAGAG
>BJ517251 ID   BJ517251   standard; mRNA; EST; 693 BP.
CATATGACAGACTTAAGGATAAAAATAGAACACAAACCAGTAAAAGAACAATGACATAAN
AAGTATATAATAGAANATGTCATCAAAGTATAAAAATCAATGACATTGTTGTTGTGTTCA
TGTTTTTTATGCCAAATTTAAAAAAAAGATTTTATATTGATCATAAAAGTAACAATAACA
TAAAAACAAATCAATGTCTAAAGGGTAAAAGGGTAAAGTGAGACTTTGTGGCTCCTACTG
GGTAGTAGTCAGTGAGAAATCAACCTGAATTGGTCTTTAGGTGTTGAAGGTTGTAGACCC
CTGACCTAGTTAAATGAAATGTTTGGAGTCTGAATGATTTCTATGGAGCACAGGTCTGTT
TTTTCATGAGTATGTGGGTTTTGACAGAAATAAAGATCATCATCAGCGGGAAAGGGGTAA
GGGTGGGCTTTCACTGGCTCTTTGAGGGGCTGCTGACCTGTCGGGTCACCCAGAGAGGCT
TCCGTCCCCCTGCTTGTTTTACTGTCACTCCTCTGTCCTTAGAGACGCCCTGTAAATATT
GTTGTTCTGCTTTTCATCTCTGTGAATGAGCATGACATGAAATCTGCTTGGTAGGTACTC
TTCAAAAAAGATGTGAGTCCCGTGTTCTCTGCGCATTTTAGATGAAAGGTAAACGACGGC
TCCCCTTTTGCACAAATGAGTTAGCGTCTTCCA
>BJ517262 ID   BJ517262   standard; mRNA; EST; 200 BP.
GTGACCNNACATTTNAAATGTGGAATACATTTTCCAGCACACACTTNAGATTGCATACAC
ATCAGACATTANGTGGAGACGTATCGTCCTTAGACGATCTCTGTGCTGACGGGAATAANT
CGCGCTTTTGAAAGGCCACCTGAGCCACTAGATTTCTGCAAATAGCCTGGAGTTGTCCAA
ACGCCNTGAGACGAANCCAT
>BJ517270 ID   BJ517270   standard; mRNA; EST; 640 BP.
ATTTCTGTTTCTTGTGAAGGCTGAAATTGCATAATACAATCATTCTACAAGAACAGTAAG
ATAAAGACCAGTTTATAGTAAACAAAATTTTAGTGCAAAATTACAAAATTAAAAAGGACA
GCAAGGGTTTGTTTTATTGGATCTAAGACATACCATTTCTGCTTTTTATTAAGTTTAAAT
TAGATTATAAAAGTCTCAAATCTCCCAAAAAGCAAATGATAACATTAAATTTAAGCAATC
TAGTCTGCTTTGTGTAATTTTAATAATTGCTGCTATGCACAGTTTGAGCTACTTTCTGCT



CACTGTGTTCATTTCTCACTGTCCTGTGTCTTTTTGGTCTGAACGGGGATGACGATCTCA
TTGTCCGGGCTGCTGATGGATGTTCCTGGGACGGGAGCTTCTACGGACAACATTCCTTCT
GAGGACAGGGATGAGCTGATGTGCTGCAGATTCACCCCTTGTGGTAACTTGTATTTACGA
GTGAAACATCTTGAAACCAAACTGTGTTCATCTTGCTTTTCTTCATGAGTTCCTGATATT
TGCAAGTAGCCATCCTTTGTGCTGATGGAGATCTCTTCGGGTGAAAAATGATTGACGTCC
AGGTTGATCTTCCAGCTGTTTTGCCCCGTTCTCACCTCAG
>BJ517280 ID   BJ517280   standard; mRNA; EST; 688 BP.
AGAGTTCTCCAGCAATTTATTTCAGACAGGACAGAATAGTGCACACGGTTGCATCAACAA
AGGTTTATGCATAGACTTTCAATAATCTCTCTGCATAAATGCAATAATCTTCTGTTCAGT
ATCTGCTGTTTTTAGTTTTTTCTTCCTTTGATATGTTCCACGCATTGGTTTGTAGCAAAG
TTCTGCTGAAGTGAAAGCAAAATAACCCCAAAGAAAGAGAAAAACACACACTGTTCACTA
CACTGTCAACACTATGGCTGCATTCAAAGTGACAAAACATGGAGATGAAGCAGAAGACAT
GGGTTAGGAACAGAAAGGATGGTGAACGCAGAAGCTGGAATGTCTTCTTTTTCTGTTTTT
CTCTGATCTAATTGTGCGGTCAGTTTGTGCGTCCCCAGCTGTCCCGTTGAGTCGAGCTTC
GACGGCCGGAAAGCTCCAGATGGACAGTTCGGTGTTGGCCGCTCTCGGATCGAGGACTCG
GTCCAGAGCTGGAACAAAAGTCCTCTGAGGTGTCGGAGGTCGGGGGGGGTGCTCTGAGGA
AATGTCGGAGGTCGTGATGGCTTTGGGAGGGGGGGCTGGGTGGCTGCGGCACTACATGTT
CTTGTACATGGAGCGGTCTCTGGGGAGCTGGGGCTGATTGGCTGTCANCTTGAGGTGGAA
GTGGTANATGGTGAGTGTGATGATNATT
>BJ517281 ID   BJ517281   standard; mRNA; EST; 652 BP.
AACTGCATCTTAAATTACTACAAGTATATAAGATGTTACTGAAAGTTTAGGTGGGGTGTA
ACTCTTCATCGTTTTCTTTCCCTGTTCTTCCTGTGAACTGGGTGTTAAAAAAAGAAACAG
TAAAAAACCTGGTTCAGCCAAAACGATTAACACCATGAAGATCTTCAGTCTTCTTACGCT
TCCTCAGAAATTTGTTCATATTTTCAACCCAATATGGGTCCAGAAACCGGCGGAGAACTT
TGCAGGGACCGTTTTCGCTTTAGCTGTTTGTCGGGTTCAGAACCCTGGAGTGAACCAATT
GGTCGTTTCCCCTCAGAGACGGGTCAGGAGCGCCGCCCAGCTTCCTGTCCGGGGACTGAG
GAGGGGGGGCGGAGCGTGGAAACTTTTATACACAAGGTTACAACCGTTTGACGGCTCTGG
GTGGAGCTCAGTGGAACCGCCACTGCAGAGGTTTAGCGGCTTCTCCGAGGAGTTTTTAGA
AAAGACGTAACGCCNAGGACACGACAAAGCGCGAGTGTTAAAAGCTCAGAGGAGAATCAC
AACACTGATATCTGCAAAACTATTAAAGAACAAACATGTGGTGTCAAAGCGACAACCTTT
CCATCACTGAGCTCAGTGCTCCAGGCGTCGTCTGCAGAGTCACGGCCACGCC
>BJ517292 ID   BJ517292   standard; mRNA; EST; 116 BP.
GNTGCTCCCTTCCTACTCCTGACGCCGTCATCGCCTTTGCTGAANGAGATCCTAACGTGA
AATGACTTCTGTTCCAACACAAAAAGGGGACTCTGACGGGTTAAAAGGGGGGGGGG
>BJ517306 ID   BJ517306   standard; mRNA; EST; 624 BP.
TATTACTACGATTTGATCAGGAAAATAGATTTAATCTCTAAAATAATACAGAGGGAAACA
ATTCAATATAGAACAGCAATTCTTTGTGTTTAATCAAAGCAATTAAAAAAATGACTGTAA
CAAGAAACAGAAACGACAGTGATGCTTTCACACAGAAAATCGGAATTATCACCAAAAAAT
GTGACAGAAGTCAAACATTTTCTTAAACTCGAATCCTAACTTTGAAGCCTGTCTCTATTT
TTGGCACTTAATAAATCCAGCTGCTGTGGTTTAACTGTTGCAGCTGGAAAGTTACACAAT
AAGGGACAGCGGGTTTATGAGGAAATAATCTGTCAAGTGTCTTTATTTACAGAGATCTAC
AGAACTCAGGGATAGAAGACAGAAGGGGACCCTGAAAGTTGGAGATTTACTAGCTTTCAT
GTCATTTCTGATATTTGTGTTTTGGGATTTTCTTGGTTTTGGTATTTTTCCTCTGATTGT
TTCAGCGTTTTGTTCGTCATCTGTGTCGATACTTCAGTAGTTTTTTTTTGTTGGATGTCC
TGTACAGCAGTAAAGTGACAAAAACGTCCTCCATGTCAGCAGCAGTGGAATCTGTACGTT
CGGTTTAAAAATATCCGGCTCANA
>BJ517311 ID   BJ517311   standard; mRNA; EST; 182 BP.
TTCATTTCCCATAAAACTATTTGTACGAAAAAAAANAAAATAAAACATTTTTACTGTACA
GGTCAAAGTGTTTGTTTCCAAAATGAGNACAAAAAGGTTTATGCAGGANCCACAAAGGAA
ACCTCTGTCTTTGATGTAAAAACTTCAAAACCATCATCCACCTGTTTGCCAAAAAGCTGC
AT
>BJ517349 ID   BJ517349   standard; mRNA; EST; 564 BP.
AGCTTTATTAAACTTTGAATCCTCAAAAGTATGTTTCTAATTCATTAAAAAGGAAACATT
TACATATTATGTCAGTGTAATACAGCTTTGATGTAAAAAAAAAAAGACTATGTTAAACAC
TCAGTATGCANAAACGCTTACNTTGTACATCTTGGAATTAGTTTTTTTCCTTCATCTACA
GTTCACTTGGATTGGTCANATTTGGTCCTATTTTTGGTTTTGGAAAGGTACTTCANAATT
GTTTAACAAAAATTACAACTACNCAAATCCAGTTAANATCAGCCAAATATAAAAAGTTTA
TTGAACAAGTTTAAAGGTCAAGTGTATTAANAGTATTCTTGATTCAGGTAAGTATTTAAA
AAGCATCAATATGTTACAAAACTGTTTTGCGCATTAAATGTAAAGTATTGGTTTAAAGAA
AGTATTACTCATACTTACTCAGTGTAAGTCACTTATTGGTTAAATTTAAAAAATGCTACC
ACTACNATAAAGAGCACATTGAACCAAATGTTCCAGTGTTCCAGGACCCAAAGTGCTTTT
TACANACTTTTTTTTTTAAAGAAG
>BJ517355 ID   BJ517355   standard; mRNA; EST; 680 BP.
TGGTGGGTCAAAGCAGGAGTTAACTAAAGACAGAAACGTTTGGTCAGAGAGTGATGCCGA



CGACTGAAACAGTGTGATAAGCAGAAGTGGGTCCTGGTTCACAATCTCAGCTGAAGTCTG
TACAATCTCATTTCATCTGCACACAACAGGCAGCCACAGCTATGAGGAGACTGGGGTTAA
AAATGTATTTACGTTTATATTAGTGTTTTTATGATTTTTACTATACTGTCCCAGATTTCC
CATCATAACCCTTCATTCAAAAATTGCAGAGCACAAGAGTGGACAAAATGTCGACCCCGC
ACGGCTAAAAGAATCGTTCCAGCCCGTCAATCTTCGTCCTTTCACAGCCGATAAAGCCAA
AAATACAGCAGATACNAGGAGAGCCGGGTGATATGGACAGTGGATGCTGGAAAAGGACGG
AGGAAGTTATGCTCCATGTGCAAATTCAAGATAAGCAGTCTGTCAGACAGATGAAGTGCA
GGCCCATTAGAGGTCTCTGGACTCATGCAGAATAACACTGATGTATGTGCAGGTTTGGAT
AAAAAAATGGCCTCAAATGGTGCCCTGTGACAGAACTGGCGACGTGTCCAGGGTGTACCC
CGCCTTTGCCCAATAGTAGCTGGGCAACTCGACCCCCAAAGCGACTAAAAAAATGGATGG
ATGACCTCAAATTTGTTTAC
>BJ517363 ID   BJ517363   standard; mRNA; EST; 688 BP.
TTTGTCCATGGATTGTCAATACTTAACCTCCAAAGTGCAATGAGGTCAGTAAAATGTTAA
CCCAGCTTTCAGGATTTTCTTAATAACTTCAAGTGAAACACCAACACCTAGTCCAGCCTT
TTTAAGCCAATACAGAAAATCCCAGGAATGAGTGCTTTTAGTTAAAGGCCATTACCTCTA
CAGATCCAAGTTTTTCTTGGTCTGGGAAAACTGATGGTAGTGTAGGAATGAGCTACTTCT
TCCGTGCATTTCCTCCAGTTGTGTCAGTTTTATTTCCAGAACGACGAACGGGCACCTTGG
ATACAGGGATCCTAGTGCGAGTTGGTGGATTTGCTTGAGGTCTTGGTGTTGAATCCGCCC
CGAGAACAGAAGACAGGGCTGACTGGCTTACAGAGTGAGGGGGTGAGGTTTGTCTGGTGC
TAACTGGGATCTTGGATTCTCTAGGAAGGCTGGTGCTGCCCTTCATTGATCGAAAGGAGG
AAGATGAGGAAGAGGAAGGAGGGCTTGTTTGGGATGTTGGACTTACTTTGTGTTCAGTTG
ATGGAGAAGGAGTACTGATTAGGTCTTCATCTGCAACCTCATCTTTTCCTTCTTCAGGAT
CATTGTACAGGTCATACAAGTGGTCCCCAGAGCAACTGTCAAGTGATAGAGTTAATTTCT
GGTTGCGCTGTAGTCCACTCTCATCCNG
>BJ517368 ID   BJ517368   standard; mRNA; EST; 620 BP.
TTGGGATATTTTCAAATAAAAGCAGCAACAACTTGTTTTATCTTTTAACATTTTTAAACA
AAGTTCAAATCTTTCTCTACAGTCATAATAAATATTAAATGTTAGATGGAGATGCCTTTT
GGTCTTCAGGGACACCGTACAACAAAATCACACAAAACAGAAAAGAGAGGAGACCAGACT
GCAGCACTTTGGGGGGGGGTCAGGAGATGGTTCTGATCTGAGACCTGGACCGAGGGGACG
AGGAACGGAGGAAGTGAGGGAAAAGACGAGGTGTGGTTCTAGATAACAGAGGAACCGCAG
GTTCTGGTCGTCTGAGAAAGTTGGAGGAGAAACAGGATGTCACTGCTGAGAACTTCGGTG
GTGATGAANAGCTGGGCGTCATCACAGAAATGAAGAGAAGAGGCTCCAGGACGGAACCCT
GCGGAACGCCTGAAGGAATGATGACAGGCGGGGTCAAAGGTCGCCTTCAGGTCAAAAGGA
AGAGGATGGTGAGGAGTCCGGCCTCAGCTGCCGTAAGGAGGTGGTTTTAGGTTTGGATGC
GGATCAAAGCTGGTCTGAGGATGAGGAGTAGGAGGTTTTTGGAGATGAANAGCCGACCCA
CATGGAGCGCAACGATCTGA
>BJ517371 ID   BJ517371   standard; mRNA; EST; 329 BP.
TTCTGATTTTATTCATTATAAAGANACTTTGGAAAAATATCAAAGTTAAACAGTATGACN
AAAAAAATCTTTACAAGCATCATTCAAGAGCATTTAAAGTACACTTGGACAATCCTCAAT
GTTGTTGCTTTTTTTAAAGAANACAAAAGATTTGTTTTTTCTAAAATACCTATNACCCAG
AAGAACTCANATAANTTCAAGTTAAGGTAAAAAGAAGAACTTTTCACATCGTTTCATAGA
ATTCCTGGATTTCCNAAAGCAGAAGAAAACCATTCCNTTTCAAATGTATTTCACAACCAG
AATTCCTCACATCTTAGAGTACAATCCNA
>BJ517407 ID   BJ517407   standard; mRNA; EST; 688 BP.
TATTTATTTTTTTCTCTTTTTGGTCAAAGCTGTAACTTCAAGTGAATGTGATCCTTTACA
AAAGCAGTCAAATTTGTATGAAAAATAGCCCCATCTTAAAAAAAAGGGAAAACAACATAT
ATACTTATAAATCAACAGAAGTAGAAATTACATAAAATCACTTAAATCACAAAAACACAA
ACAAATCCCACCCCTTCTAATTACTAGCTCTGATATTATATAGTTGCTGGAGATGGCGAT
GCCATCCACAGCACCAATAGTCACCAATGAAAGACAATAGAATTTTAATATTGCACATAA
ATTGCAAAAATAGTTGATCAACCAAAACTGTGCTGAGCTTTTCTGAAATTGAACTTTTCC
TTCTTTGGCTCATACTCACATCTTGGCAAATGAAGAGGTGAAAACTCCTTAAGTAGAACT
TAAACCTGAATTAGTTTCAGATAAATACTTTTTTTTCTGCCAAAATGTCCAACTTTACAA
ATTTCTGCTGCAGAAAGTCACAATTAAAAAGGGGTCTAAAAACATACCTGACATAATAAG
ATTCAGATTTAAATATGCAAAAATAAATTGTTTTGATTAAATGTTTTTAAATTGATAGTA
AAACTTTGAAAAGAAATAGGAAAAAGTCTAGGGTGTAAAGTTTTTTCCAGCTGCTTTGTT
GTTGAGGTCTTCATGGTTTCTTTAGCCA
>BJ517451 ID   BJ517451   standard; mRNA; EST; 149 BP.
TGCTTTCAGGTCACAAAACTGAGGAGAAAAATAATGATTTAGGTAAATGTGAGCCACTGA
AGCAAATTAAAGTAAACAAACTTACAAAAGTGACAAAAGGCTTTTCTTTTGGCTCAAATA
CATCACAAAAAAAAAAAAACNTNTNAAAA
>BJ517457 ID   BJ517457   standard; mRNA; EST; 280 BP.
CTTGATTTAAGTTGCTGATATTCCAAGAAGTTATTTATTCCATGTTTGTCTTGAAGTTCC
TGGGGAGTTATGAATCTTCTATCAATAATTACGTGCTCTAGTTGTTTTATGCCCCCTGCT
TGCCAAGCTGGGAAGTGGATAATTTTTTTGTTTATGAGGATGTCTGGGTTGTTCCAGATG



GGTGTCATTTTGCACGGTTGAATTGATGATTTTGATATTTTGAGAAATTCCCACCAGGCC
TATTAAAGTGGCGTTTATATTAATAGTTTTGAAACAATCC
>BJ517478 ID   BJ517478   standard; mRNA; EST; 601 BP.
TTGTTTTTTATAGTGAATTCTCAGTAATAAATAAATGCACAGGTCACTCATCCCAACGTA
CAATTGGAGGGGATTGTTTTGTTTTGGAGACTCGTATTGCCTTGACGGGTGAACATTGTT
GACCAGTCAAGAGACACAGCGAGGGGCACAAACACAGAGAGGCAGACAGAAAAGCACGCA
CGTGTGTACAAAGTATTGCATTTTTCACTCATCTGCTCTCTCCTCTCTCCACACAAAGTC
AAGTCAGAGTGGCATCATCACCATGATGTGCAAATCAGCCATAAATTACAAATACAGTAT
TGCATCACTTCAAAGTGCTACAGAGATAGGTGCCGACAATCTTCAAAAGCAGAGAGGGTG
TGTTCTCCTTAAAAATGTCCTGTGTTTGTTTGGACGGGTCTTGTGCAGCCAAGTGGGTTA
TTCTAAAGGTTTGGTGTAATTCTGACTCCGATTCAAAAGTTTCTGCCCTAGTTGTGCTTG
AAAGTAAGGTGTGCGCGTGCCGTCCATGTTTTCTGTATGACTCCTTTATAAATGAGGCAA
AAACATTTTAAAAATGGTGGAACTCCNACTGTATCGGAAGACACTTTGGGTCCTTTTAGC
T
>BJ517479 ID   BJ517479   standard; mRNA; EST; 582 BP.
TATTTTTTAATACTTCAGAAAAAAGGAAAAATACACTCACAGGTTGAGTCTGTCCAAAAA
CAATAATGGAACACATTTTTTTTGCTTCAAACATGAGGTAAATGTCCACCTTAAAGGGAA
AATACTCCAAAATCCTAATATTACATGAATTATTTAAATGTCATGAAGGAGCTCCTAAAG
GTCGGCGTTGCAAACCTTTTAAAAACCTTCTAAGTTATTTAGAAATGGTGACTGGAAGAG
TCACTGAAATGTTCTATGATATTTGAAATTCTGGGATTAAATGTTAAAGATTTTACAAAA
TAAATAACATCTAANAAAACATGCAAAAAAAGAAAAAAAGACCTTCTCAGTTACTTGGAT
TTGATTAATATGAAATGTTTCCATATGTTTTTCCTGGTTATTGTTTGGCAAAAATATTGA
ATCTGTACAAAAAAATATAATCATCTATATNATAAAAAAGGGAAAAAAACAATCAAATGA
ACATGAATAAGTGGGATCCATATTTTGAATGTGTGTCCTTTCATAGATGGACAGTATGAC
TTGCTTCATAGTGTTGGAGCGTCCCATTTCTCCACGACTGAG
>BJ517503 ID   BJ517503   standard; mRNA; EST; 565 BP.
TTTTTATTACATGTTTTAGTGTAACTTAAAACTTTATTAAAAAAGCAAAGAAGCACATGC
TTTTAATATCTAAAAACAAAACAACAACAATAATTCATATATCAAACATCAACCACCTTT
ACACCTCTTCTTTGTTCATCTTTGTTCGTGTCTTTGGTCAAAACAATCAAAAGAAAAGGG
TTTTATGAGGACAAATGAAATGTTTTCACATCATGCTCATTGAAAACGTTTCCAGCACAG
CAGACTACTAACACTTATTAAATATCACAATAATTAATTCTAACTTGAGTCCACATGTTT
TTTTTACACATATCAAGCCCTTCACATCAAAAGGATTATTTACTAAAATTGATTATTGCA
TGCCAAGGTCATTAATGTGAACGGCTAAACACACCCCTTTCAGCCATCGGATGTCTTTTG
CTCCACAGGAAGTGTTTAGGGCAGCCATGAAAACAGCAGTAATGACAATAATGAGCCCAA
CAGCGGACTGCTGCAGATGATCTCAGGTGGAGCAACTCCATAAAGAGGGAGCGCCTGAGT
CTCTCCAACACTCTGTTTGCCAACA
>BJ517507 ID   BJ517507   standard; mRNA; EST; 244 BP.
CTTTTAGGAGGCTCCTCTGAAGATGATGATGATGAANATGAAGTCTCCGGGTCNAAGCAG
GGCCNCTGTGGGCGGAGCCTTCACTGCGTGACCGTGTGCTCCACCACCTTGATGATGGTC
TTGGTGGAANAGGACNAGGCANAGGACCCTGAGGCCTCCTCGTCCANCANCCGGCGGTAC
TCGCCNATCTNCATCTCCGGCTTGGTCNTGATGTNCNGCANCATCTGGTANTCNTGACTC
TNCC
>BJ517534 ID   BJ517534   standard; mRNA; EST; 623 BP.
AACAGCTTTTTGTATCAGTAGTTGCTTTGAGTCTTCCTGCAGCTTACAAAAAACTTTACA
AATATTTTTTTTAAATATCTNACTAACTTTTCCAAAAAGTGACACAAAAACATGTTCCAC
TTTAAATACNACAACTTTATAANCATTCAATGATGGAAGACTTGTGTCACAAATTTACAC
AAAACTAACATTTTTCCTAAANAAACCAAAACACTGACNTTTTGTCAGCANCTGAAGGTG
AACTGATNAGTCTCACGGTTTACTGACTAANGGGCGGCCTCTGTCTCTGGCTGGGGAGCG
GAACTGGAAGAAGGGCTTGGCTCCATCCGCTTCCAGGCAGGAGAAGAAGCGACTCTTCGC
ATCGGGGCGACGAGAGAAAAGCTGGGGGCTCCTCAGAGGGGTCGCCTGCTGAGACGCCGC
GTGGTTTAAGTCTTGATGTCCTGTTTGGGGCTGTGTGTCCCTCTCACCCACATCCACCAC
CATGTTCCGCAGCCTCANGGAGTCGTACAGCCCCTGCAGTTTCTGGTACTGCCTGTTTCT
CTCCATCAGCCTCTCGGACACCTCGCTGTACTTCCTCTTATACTCCTCCATCACTTTCTT
CAGGGATGTGATCTCCCCTCTCA
>BJ517538 ID   BJ517538   standard; mRNA; EST; 692 BP.
TGGAAGTGTCTGCAGAAGGGAGGGCGTCGGCAGAGGGGAGGGCGTCTGCACAGGGGAGGG
CGTCTGCAGTGGGGAGGGCGTCTGCAGTGGGGAGGGCGTCTGCAGTGGGGAGGGCGTCTG
CAGTGGGGAGGGCGTCTGCAGTGGGGAGGGCGTCTGCAGAGGGGAGGGCGTCTGCAGAGG
GGAGGGCGTCTGCAGAGGGCAGGGCGTCTGCAGAGGGCAGGGCGTCTGCAGACGGGGGAG
TCCTGGACTCTCCAACGCCTCCTTTTTGGACCACTGCAGCTTCCGTAGAGTCCGCCTGGT
GGCGGCGCTTGAGTTTCATTTTTTGGGGGGCAGATGTTTTCTCCTGCTCCTTCTGGACCT
CACTGGATTCTTTCAAACCAGATTTCTTCTCCGTTGTAGGAGCGATCCCCTCAGGCTGCT
TCTCCGCCGCGGTGGTCCTTGGCGTCGGGCTGGGGGGAGCATCAACGCTGGAAGCTTCAG
CGTCACTGCGAGGGGCTGCAGATCCGCTGGGTTTCTTTGCAGATGATCCGTCATCAGATC



TGGTCGTCTTCTTCTTCTTGGTCTTGGAAAGCGTGTGGCGGTCTCTGATCTTGTGGAGTT
TCGTCTGCGGCTTTTCCAGCTTCANCGCGTTGGACAGAGGTTTCCTGCGATCTCGGAGCT
TCGTGACCCTCCNGAGGTTGGCGTTGGAATCA
>BJ517557 ID   BJ517557   standard; mRNA; EST; 647 BP.
TTTATTCTTGATTGATTTATTCTATTTTTTCATGTTTTTTTCATATGGCTTCAATTTGTC
CTAAAATTGCTTGTTTTTTTCAGTAATATTAATCATCTAATATAACAATCAGTCCACTTA
CATAATATACATAAACACTGAAGCTCTCATAAAATAGTGCCAGTGTAACAACGAGCTTCA
GATTAACAACACCCAAATATTGCACATACATTCATAAATATTTCCTTTAGACTTTGTGCC
TTTGTTGATCAAACATGAGGCTTTATCTTACAGCATTTCTGTGTGGTTCTTCATGTCCTG
GTCAGACGGAAACTGAGATCAAATTCATCTGATGGAGGTTGAGGCAGAAGGCACCTAATG
AACACATACAGTACTTGCACTCTAACTTTCAGGCATATACATACACAATACACACTCTGA
AAGCAATCAATTCTATATGTGTGTTGCAAATGAAGGAGAAACGTTTAAAAAAGTGACAAA
ATCCAGCCTGTCTTCAGCTTTATCGCAATGGATAAATAGCGTGTGATTTGAACTGACGTT
TTGCCTCTGCTGCTAACATGATTGTTGTGGTCCCAGTCCATGTGGGTGCTGCAGTCTTTG
CTTCATTTTGTTCGTGACAAGGCAGGGAAGCTCCTGGTTGTGGAGAC
>BJ517578 ID   BJ517578   standard; mRNA; EST; 164 BP.
CGGTCATCGTACACACGGTCGATGCTCACAAAGCTCTACTCCCACCAACCTCCAGACAGA
TTAAAAAAGTCAATCCNTCAGATTACTGAACACGTTGAACAAACACAGAAAACAAGAGAA
AATCTTAAAAAAAAAAAAAAAAAANGGGCCCCAAATTTTTTANA
>BJ517583 ID   BJ517583   standard; mRNA; EST; 666 BP.
TACCTAACAGGATGTAACAAAATACTCTCAAAATATGCCCTAACTCTTGGCCTCTTCGGA
GACCACTTACAGCACAAATACATTAGAAAATAAAAAAGGAAAAGGTGCAATTCAAGCCAA
ACTTGGGCGGCGAGTTGCAGAAGTAGCACAGGGAAGCATCAAAATCGATGATTAATCCCA
CAGTTTGCTCAGGCGGCTGCTGTGCTACATTTCCGCAGGGAAAGAGATCAGGTGTTGTCT
AATTTTGGTTGATCCCTCATGACTCAGTGAGGCAAAAATGATCCTTTAGAGAAATGCCTT
CAATGACGGCGCTGTGGAGGAGTGTCTGTGAAAGATTACATTCAAACCCGCTCACACGCT
CGCGACCTTTCCGTTGAGCGGAACAATGTGCCGCCGCAGCAGCTTTAATCCCATGTACTG
GAACCTGACGGTGGCAGAAGCACAATGTAAAGGGCTGCAGATAGTTCCACACAGGGCCTG
TTTATTTTTAAATAAGGATCCGTTACGTACTTCTGCAGAGGAGTGAGACGGAGAGAGCTC
TTCCCTTCCCTTTGCCAAGTCTGCATCTCACAGAGGCAGCCACTCCCCTCCTGCAGAAGA
GTAAGCGAGGTCAACCTGCGTCTAAATAAATGATGGCTTCTGAGTGGAAACCTGGTCACT
GCGGGG
>BJ517593 ID   BJ517593   standard; mRNA; EST; 626 BP.
AGGGCGATAGGTTTGTCAGGGGTGGTGGTGGTGGTGGTGGTGGTGGTGGGGTGTGGAGGT
CNCTGCCAGTGAAACATGAANAAATTTGATGATGAANCCACACCAACANAACCTTCACTC
AACACCTTTCATGAACTCCANGAATTCATCATAATCAATTTTTCCATCNTTGTTTTTGTC
TCCNTCCTTCATCANCTCTTCNATGTCATCCTCANTGATGNACTCTCCNGTNGACTCCAN
CATGNTTTTCANCTCCTCCANGTCNATNTANCCNTCTCCNTTCTTGTCAAACATGCNNAA
AANTTCANCCANCTCCTCTTCTNNCTTTCCTTTNCTCTCCTCCTTCATNCANCNAACCAT
CATCACCAANAACTCATCAAANTCTACANTGCCACTGCCNTCCTCATCCACCTCATCAAT
CATCTCCTNTAACTCCTCCNNNNTGNNNTTCTNNCCCANCATCCTCATCACCTTCCCCAA
CTCTTTNNTGCTNATNCANCCATCCTCANCATCCTNNATNAANATNTCAAACNCANCTTT
AAACTCATTTTTCTNCTCCTCCNTCANNTTCTCCANCNCTACTTTNTAAACATCANCCAT
NNCTTCNTTNNTTCTCACCTCACTNC
>BJ517597 ID   BJ517597   standard; mRNA; EST; 547 BP.
TATTCTGCTTGCATATAGTGACACCTGTTCCGACTGCTCCGCTTTTGCTGCTCCATCAGT
CGTCCTCCAGAGACTCCATCTTGATCTCGTTCCCCACGCTGCTCCCCGCCTCTTCCAGCT
GGCCGGCCGAAGCCGGGCTTCCGCCGTCCGCCGCGTTCTTCCCCAAACCTGCTGGGTCCT
GAGGTTCTGAAGGCGCTCTGTGAACGCTGGGCTCGTCTTGCAGAGAAGGGGAGGGTGGAG
ACCAGGACGCACCTGCTAGCCTGGAACCTTCTGCTGGAGCGACCGACGCCGATNACAGAG
AGCGGCCAATCAGAGAGATGCCCCTCTGTCCTGACACGCCTCCTCTGGCCAGAGCAGAAA
ACCAGCCAGGAAATGGTGTGGGAACCTGGGTTGGAGACGACAGATCAGCTCGACTGAAAG
CCAGCTGCCTGGCTGAAGCTCTCTTGTCTAATAGGGACGCCTCGCAAGCCTGGTCAGGGA
ATTCATTCCCGTCCACCTCATCACTGACCGACTGACCTCCTGGACTCTGGACCTCGATCC
CATGGCT
>BJ517612 ID   BJ517612   standard; mRNA; EST; 186 BP.
CTTTTCTTTATTCACATGTTAAGAATACATAACTGTGTTCATGAACACGGCTCAGACCTA
TCATGGTCTCCATTTTAGCCCAGTTATTGGTTGTGTACATGATTCAGGTTATGTAGAGCA
TCAGTTATTAAACATGTACAACACATGGGGGGGGGGGGGGGGGGGNTNAACCCCCNAACC
CAAANC
>BJ517627 ID   BJ517627   standard; mRNA; EST; 350 BP.
ATATAGCAAATACAGAAATATGAACAGACAGACAAAAACAAAAAGTATCTATGAGAGGAA
GAATGGGATTTTGCTATTGTGTTTTATAATTAACTGAGTTTTGAAGTGGATGTCACAATC
AAAATATTATATATTGTTGTTGTTTTTTGACAGCTGTATTTCTATGGACAAGATCTTAGC



TTACAACTCCATTTATCACAACACTTACAAACATATATTAAATAGAAACTTTTGACTTCT
GCAGCAAAACAAGTGAAAAACATTATCAGAAACACAATAAATGAATTTATGTTTTTTTTT
TTTACCAAACNTCTCAAATGAAAAACGNCTNCNGCTTTNCTGCTATTNCC
>BJ517637 ID   BJ517637   standard; mRNA; EST; 124 BP.
TTTCTTTCACATTAGAAACAACCAAATGGTTTTCAGGAAAAGTGCCTGTAAGTATGAAGA
TGTTCAAGTTGCAGAGTCGATGGTCACCCAGTCGGTGCAAACCCGTGGCGTGGGGGGGGN
CNCG
>BJ517655 ID   BJ517655   standard; mRNA; EST; 656 BP.
TTATTGATTAGAACAACAAAAACTACAATAAAGATAAACATTCAGACGAGACAGATTTCT
GTAAAGTGCCAAAGAAAAACATCCTAATAAAGATTTCAACAGGACCACATAAAAAACTAG
ACCTTTAACAGATAAAACCTTTGTTCCTTTAGTGTTTTCCATAAAAGACGCTTGGATCAG
TAGTTTTTCCTACAGATGAAAAGCAAAGTCATAAATGAGCAGTAAAACCTTCATCTNTTA
CATTCTAATGCAACTCCGCTTCCACGAGGAACAGACCACGCCCACAAAAGGCTGACATCA
GCTTCCTGCAGATGGAGGAGCGGATCTCCTGGTTCTGAAGAACCCGTGCACGGTGCACGT
GTCGACGCGTGACACTCCGAGACTCCGTGTTTGTTTGCTGAGCTGAGGCTCTAACGTGCT
GACTGCTGAAGAGGCGGAGCTACCAGCCTGCTGGTCACGCCCACTGCTTCCTCCTGCAGT
TCATTTCAAAATAAGGCTCCTCTCTTTTGCTGACAGGGGGGGGGGGGGTTTTGGCTGCAG
TTCTCTGCTCGACCCCATCTATACGTTCCGGTTTGACCGTCGCTTTGGAGCCAGCTGCCA
TTTCTGGTTTTTGCCCCGCCTCCTTTGTGGTGGTAGGGGCTTTCTGATTGGCTCTA
>BJ517679 ID   BJ517679   standard; mRNA; EST; 723 BP.
ATCTGTTTTTTGAACACACTGTAGAAGCATATATATTTACAGAGTAATTACAGCAATAAT
GAAAAAGAACTACGTCTAGTTCTACACACAAAGCCATAGACATTTATCATCAAGAACACG
TGCAGATATATTTAGGAAATAAGAGGAATTTACACCAAAACTGTATATTTAGATCTATGA
TTTCCCATTAACACACATTGTCCTGACAATTCTTGCAAAATCTCTTCAAGAAACTTTGAG
AGTGCCTTTGTCATGATCTGTGATATTGAATCTGTTTCCAAACTGGCCACCGACGTCCTC
CTGCTCTGTGACTGGCTCGTTGCTCCCATGTGACAAATTCTTCATCACGCTGCAGTAGAT
CGGCGCATCGTACTTCGCCTCACCCCGTCGGCAGCCGCATTTACAGAGCTTCCTGAATGC
AACACGAAACTTCTGTGACATGAGGTTGTAAATGATCGGGTTGATGGCACTGTTGCTGTA
GATGCACATCCNGCAGAAAAGGATGAACCAGGTGTCATGGTAAGGGGGGTCGATGAAGGA
GTTGATGACTACCAGCGTGCGGTAAGGCATCCACAGCAGGGCAAAGAGGACAACCACCAC
AACCAGCATCTTTGTTATCTGTTTCCTTGCAGCGATGGCCCCTTTATTGGCACTACTGGT
ACTGTTGTAGTGACCCTGGTGAACGGATCCTCCTCCTGCTCGGTCGCTCGGCAGTGGGCT
GAT
>BJ517722 ID   BJ517722   standard; mRNA; EST; 407 BP.
TAAAAAACAATGACAGTGTGCAAGTCATCAGTTTAGGTTTAACTAAACCTTATTTGANAT
GCTATGTAGCTNAGACTCATCTGAGCGAGTCACATCTCTGTGAACTCATTTTCAATTCAN
AAAAGCCNCANCAGTACTTAAGTACTGAAGTACTCTGAATGTGATATGAACAAACTTGTT
CCTCACACTCATATGGGAGTGGGTAGTTATTCCATTTCTGGAACTTGCTCTGATTACTAN
CGCAGGTAGGGACAAAGGANAACAATATTTCACACATATGATTAAGAANAATATNACTCT
GCATAANTAANGAAATGAGAAGTTAGAGATGACAGTTACTGGCTTTAAGAGATAGTACTT
GGAATACTTTACTGTCTCANTATCTCTGTACATAATCTACAGCANAC
>BJ517773 ID   BJ517773   standard; mRNA; EST; 283 BP.
TCCACTTTTCTCATCAGATAACAGTGGATTTATAAAAAGCTTCTCTGCATGTCTGAAGCA
CATTTAAATTACTTTTAACAGGATTTTAACTGTTTGTGCTCGCAACTTCTTCCATTGCTT
TTTTTAAGAATAAAAAATCGCANACNAGGGNCAAACAAGAGGAATTTTCTTTTAGTTTTG
TCGNAAAAAAATCATTTGTTGNTTTAATATAATATCANTTGNTTTATTTTTAACTTCTTG
CATTACTGGGGGGGGGGGGGGGGCANCAGACCTGNACTTGCAG
>BJ517805 ID   BJ517805   standard; mRNA; EST; 128 BP.
TTGAAACACAGAANAAAACAGCACCAGAAATGCATAAAANCTNTTTTTTTANTNTAAGCN
NGGTTTTTNNCAAAAAAANNANTTTTTNTTTNNCNTCAAANNNTNAAAACNACNAAACNA
TTTAATTA
>BJ517838 ID   BJ517838   standard; mRNA; EST; 466 BP.
ATGTTGCTACATAATCATGGTTGTCCAGGTACGTTCTTCATTTAATACAGTATGTTAGTA
ATTTGACAGTATGGAGTATTTGCATTTTATATACNAGACTATCCAATGAGTGTGATTACT
CGGGTGTGACTGTATGTGTAATCCAAAGCCCCTTTAGCTTTTCTTTTCATGTAGTTTTCT
GGTAGAATTCTGCCTCCAAGCTTTACGAGGAAAAACAAACAAACTTGCTGATGTCAGAAA
TGGAAAAAAAAAGCAAAAGAAAAGAGGAAGAAAAGCTGATCACTTATGTGGTGAACCACA
CTGGTCCCAATTGATTTCCTTGAATAATTAAAAAAAAAAAAANTTNTAAAAACAAANTGC
NCCCTTNCCTGAAAACNNCAAATNGGATAANAAAACNCANGGNTCTAAAANATAAANAAT
TGTTTTNTGCNCAAAAAAAGNGATNTAAANAANGGAAAACAAAANA
>BJ517860 ID   BJ517860   standard; mRNA; EST; 756 BP.
TTTATTGACTCAACGGTGCACAGCGGGTAAAACTTTCAATAATCTTACAAGAGAGCAGTG
ACACAAAACACTCGAAAGAGAGGCACTTTCTGGAATATGAGCCGTGTTCTTCCAGTGGAG
ACGGGAATTTGAGAAAGCTGGGACCTGCCAGTGTTAAAACGGGCCGTGTGGACCCGCCAA



AGTCCAAACAAAGCACACTTCAGTGAAGGAGAGACAGAAAGGAGTTGCTCAGCGTCAGCG
TGTTGCATAATCTTCCCCGAAGCTGACTACTTTCTGAATTTTAGGTTAAATACTACCTCT
GGTGAAGCCACTATTTTCCACTGCGTTGGCTTACCTAACCTCCTGAAAATCCTGAAAATC
TGCTGAAGAATGCAAATCCGCCACAGTGGTTATGTAGCCCTGCATATTGTTGAGGTTATG
TCACAGTAATTAGCAAGGAAAATAACTGATTCTTGCCTGTTTTTCTGTCTCTGTACAAGA
ACATAAAGCAACAGGAGCTACTGTCTGTTATGGCTAACTTTAAAACATTTAAAATGATCA
GCAAAAATGAGGAATTGACCAAAATAAATACATTTTATTGTTCTATAATAAATAATTAGG
TTTAGGACTTGAAGAAGGAATTTTATGACGAGGTGAAATCAGTCAAAAAGGTTTGGTAAC
TCGAAGTCATTTTACAGTCTCCTCCTACATAAATGTGCTTCATCGGGATCTTTTTGAACG
TCTTGCTCACATCTCTCATCCATAAATGTTACCACA
>BJ517941 ID   BJ517941   standard; mRNA; EST; 109 BP.
ATGTGTGAAAGAAGAGCNNAAAGGCACNGTTCCCTTCTTTTTAAGCNNGCTCCACATTCA
CNNACTAANTGATCCTCACAGAAGCTCACTACTCTCACCAGGCCTTCNT
>BJ517952 ID   BJ517952   standard; mRNA; EST; 197 BP.
GTCTGTCTTCCAACTACCACTTTGAACCAGTTTTCCGGATACCTATCCAGCACTAATCTC
TCACNTCCTTCCAGTCGGTTATCACTTTCTCNNCACTACNTGTCNCAGAGAGCATGCATG
CTTCTTTCTCNCATACTTGGCTCATCTTTCNGACGAGCACCTGTTGTTGCTCATGGGTTT
TCTGCCCNTAGCACTAT
>BJ517966 ID   BJ517966   standard; mRNA; EST; 265 BP.
AGCTTTANCAAANAAAGTTGAATGCTTTATAGTCCACACAGTAGTTGANGGGCATAAAGA
AGTGCCTGCTGATGGTCCTGCATAGCAGTCTTCATTTCTTAGCANCCCTGGTCTTCTTGG
GCTTAACAACCTTGNGTTTGGNCTTCNTGGGGCTCTTTGGCTTCTTGGGTTTATTGGCCG
CNCCACGTTTCTTGGCTTTCTTGGGGCTCTTTGCCTNCTTCTTTTTANGCGANTTTTTNG
CTGCAGAATNACCTCCNGCCGCTNT
>BJ517984 ID   BJ517984   standard; mRNA; EST; 198 BP.
ACTTTGTGGACCANACAATACGCTTTAATTGTAGAANGAAATTTGTTTGCATGTCCCGTA
AGTTTCATAACAGANNACNCAAGAACTAATGCAACTTAACAAAAACAAAAAAGACATTTT
ATAAGTTTGGTGTACNANAAAAAAAAATTTNCCCNAAAAGGGTTTTTCNAAANTCCGGNA
AAAAAATGGCCATTAACC
>BJ517989 ID   BJ517989   standard; mRNA; EST; 141 BP.
GTGAAAACTTCTGGTGAAATTTCTCATGGAAAAGTGGACATTAGGAATTTGTACTTGAAN
TGTTGAGATGGAGCTTATANAGAATAAGCTACCTCATCTATTTGCTTTTTTGTCANAAAA
CAAAGTCTTCTAGTCCTCCTA
>BJ518006 ID   BJ518006   standard; mRNA; EST; 208 BP.
GATTCTTTTTTTCCTTTAAGGCCCAGTTTTTTTTTTTACNTTTGCTCAAAAAGATACAAA
AATAAAATCAAACTGAATATGTTTTGAAATCACAACTGAACATTTTGTTTAAACTGATTA
TTTCTCTATAATCTATGAATCANCTTCAGTTCATTTCANCCGTTATTCTATANCANGCAA
ATATNTANATTTAAGGGGGGGGGGGGNC
>BJ518007 ID   BJ518007   standard; mRNA; EST; 500 BP.
TGTTTTACATTTTGTGTTTTAGAACATTTACGGAAACAAAAATGACTCAGCTTATCTGAC
ACAAATCCCTTGTAAGTTGTAAACAGTAACTGAAGTATTTTCAACAGAATGAAGCTACAG
AGCTGGAATGTCCGATCCCTTGTAAATCTAAAAATTAAGGCACAAGTTTACGTCACGATC
CACGGTGACCACGACACTTGCCGACAGAAATGGTACAGATTCAACACCTGAGTTGAGACA
AAAAGTGCAAAACCTGCTGCAGGATTCCCTTTTTATCCATCAGTGAGGTAAAAAATAATA
GCTGAAGGTTTAGAAATACAAAATAAACTTGACAAAATCAATTCCCTTACATAAAAACTG
GAATTTAAAAATCAGAACTGTTTTCTTTTAAGGCGTGTCCATCATTTGTGCGTGTTGAGG
GAAAACATTTTCCGGCACTTTTGGTAAAAGATGCAAACAGTTTGCGTTCTCTTTATATAC
CGAAGTGCCAAAAAACTTCA
>BJ518010 ID   BJ518010   standard; mRNA; EST; 787 BP.
ATAGTACGAAATGTATCCNAACATTTTTCGTGTAAACTAAATTTTACATACGAGCGCATT
TCTCCATAAATACCGATCATTTCTAACATGTCCTTTACATGCGGATAAATATGGAAAATT
GAGCTACTTACATGTAATAATACTTCCTTTCAGACAAAGCAATTGACAGAGATTTTTTTT
TATATTTCACGTACATAAACAGATTGACACGGATTTTGTTCAGGCTTTCACTACACGATT
TATCGACATGACATTAAATAACAACAATGATACTGTGCTACTCAAACTGGAACTTGGACG
AAAAATGTTGCACTTGGAGAGGCTAAAAGCACATTAATACTAAGAGTCGGTTAGATCGAC
GTGTAGACTGTAGTAATACTGAATAATTCACATTTTGGTACACAACTATNACATTCTTTT
CCCCCCCATGAAGCCTATTCATCGCAATGAACCGTTTCTCCAAATATCAAGAGACCACAT
TTTTCCCCCCACAAATTCCCTTAAACTGTGATAGAATTATTTACAAAATAATATAATACA
TTTGGCCAACTTGGTGAAATCGTTATGTACAAAAATCCGGAGATAGCATGCTTATTTCAG
ATCTCTCTGTCTCTCTCTTTCTTTTTTTTCTTCATCAGTCTTTCAGTAAAAATAAAGGAG
TATTGAAGAAAGAGGAAAAGGGGTCCGTGCGTCCTTTTTGTCCATGCAATCACTGACATT
AAAGCGGCCTTTAACTGAACTCCTGTTTTTTTCCCCATAGTCCATGATTCACTGGCTGAC
TTTTGAA
>BJ518051 ID   BJ518051   standard; mRNA; EST; 698 BP.



TTTGTGCATTTACTCTCCCTTCTGCAAAAACCTTTGCATTAATGTCATCCACTTCGTCTT
CCACCTGTTCCACCATATCCACTTCCGGGATGTAGAATTGCATCATGTTCTGAATGCCAT
TTTTCAGCGTAACAGTAGAACTCGGGCATCCAGTACAGGAACCAACGAGCTTCAGCTTGA
CAATGCCATTCTCAAACCCTTTGAAAATGACATCACCTCCATCTTCTTGCACTGTAGGTC
TTTTGAAAGAAGACGATCCTGTTAGTTCGCCCACATCAAGTAACAAATATTGGGGTTTTT
TGTACTAGAATCACTTGTTTTGTGTTACCGTTACTTTTGCAAAAGGATTAATATTTCTAA
ATGGGAAAAGACATCAAATTAGTTCAAAGATGATCAATTTAGATTCATGTTAAGGAGTCA
ACACCTGATTCTAGTGTCCAGAAGCTCTTTTATCATCGATACAATGTCATCATCATCTTC
AGCCAGACTGTTTTCACCATGGACTGCTTCTGTTGTTACTTGGTCACCACTTTCAAAGAA
CTTGGCAATCACTTCCATCGCATGGCGCTTAATATGTGTCCATTCAACATCCTCATCTGT
TTTGGTAATTGTAATGAAATCAGGGCCAAAAAACACACCTTTTACCCCCTCAATTTCAAA
TAGGTTCCTGGCCAAAGAGGAAGATCCNGCTGAGCTAG
>BJ518087 ID   BJ518087   standard; mRNA; EST; 662 BP.
GGATTACAGTTGGTATTCACCCATATTTGGAATCAAGGCACATGATCATCAAATACTTAA
AAAGGAAATGCGCAGAGAATTTTGTAAACATCTTCATTTTTATTTTATTACAGTATATAC
ATAACAGTAATTAATACTAGAAAAGTCTTAGAGGTTCAAAAACATAATTTGTTGAAGGTG
TAGAGCTGATTTCTTTTAATGTTTGCAGTTCATGTATCCGACTCTCCTCCAAAGTTGGGG
TTCGAGAATGTGGGCACGTCGACTCTGCTGGATGTTCGTGCGGGTAAGCTCAAGCCGCTC
AGTTTGTAGCCCCTGATGCTAAAGACGTAGTAGAGCAGCCCAACAATCAAGCAGAAGAAA
ACGATGGCTCCNATGATGGCGCCGACTATCACCCCAGCATCTCCTCCTGTACTGTCAGTG
GGAAAAACTGGATTCTTATTTTCATCGGTTGTATAGAACTGGCGATGGCGACAAGCAAAG
CCTTTCTTTAGCATACAGTTGTTATCGTTCCATCGTCCATCGGGGTACATCTCCACGCAG
TTCTCCTCCGCTGCTTCCCCGGGATGAAAGGCGTCGTTGGGCTCACCAGAAGCCCAGTTC
ACAAACGCCAAAGGCGTGTTATCCGTCCAGCCCCAGCCGAAGTTTTGGTCTCTGGTAAGG
CC
>BJ518114 ID   BJ518114   standard; mRNA; EST; 669 BP.
TGCCTTTTTGCACCATTGACGCTGCTATACACACAGTACATAAATGTCTCATAGAGGAGG
CCATTTGAATGAAAATTTGCTTGATTTATGACTGGATTCTATAGCATTTTCCATAATCAC
CCAGCACATTTTTCCACAGGCTTAGTAGTGGCCGTAGTGATGCCACAGTACAGTGCTGCA
GCTCAACTTCAAAGAGCGTTTTGTTCACACGCACCCTCACAAAAACACCGGATGACTTCG
GTGGCAAAGGTGGACCAGCTGGGTTGTTTTGTTCTCAACTTGTGTTTTTCTTTTTTCTCT
CTTTGTCTCTTGTTTCCCCTCTTCTTTATCGTTTCTAATTCTTCTGAAATGTTTCTTTTT
TGCTTTTCTTCTTTGCTCCATAGATTTACACTTGCGGCGGGTGATAGAAATAAAAGCTAC
GTGCAGGAGACAGGGTGATGCTTGTAATTCAGGTTTGCTGTGTGGTATTTCATTGATGCG
TTGGCTGATTGTCCTGTAGTGGCGATGGATGTGGCTCTTGGAAATGGAGCTGCATCANAG
GGGATCACTCGGCATCTGGCCCAACACTCTTGTGTCACAGTGACCCTCCTGTCGGGGAGG
CAGTGAGGGTCACAGCAGGAAGGTCTCGCANTTCAAAATGAGGCCTCTCACCGGGAGCAG
TGGAAAGAA
>BJ518144 ID   BJ518144   standard; mRNA; EST; 145 BP.
TCTAACTGTCTTGGCATACCCGGTTCAGCTTGAACATAATCTTCAGGTTCTTCACTAGGA
TTCTTCTTNNTTACTCTNCGGTTGATCTTTNTGNTGGGGGCACNAAGTGCCTTCTGGATC
TCCTCGCTCTTCACAATCCNGCTNA
>BJ518163 ID   BJ518163   standard; mRNA; EST; 124 BP.
GGTGGAGGCAAGAAGGTGAGGATTTGGNGGGNGAGGGTTTCCTTTTTTNTTTTGGGNGTC
TCAGTAGATGTGGGGGANGGGCNGACGCAGACCGCCCTCCGTGNAGCAGCNCNTCCAGCT
CGCT
>BJ518184 ID   BJ518184   standard; mRNA; EST; 697 BP.
CTTCCCTAGGGCTCCTCATTTCCTGCAGCCAGCACTAGTTCCAATAATTTTAATGTTGAG
GTGCAAGTAGATGAAGGAAGTGGTTAATATGGTCTTTATTATTTTTTTCCTATATAAGAT
TTCAGTTGTTCTTTTNGAGTCCAAAAGGTTTGTGTAGCAAGTTTAGAAAATTCTCAAAGC
TGTACTGTAACTTAAAGAATCCTACAAACGTTAAGCCTATTTAACTATTGGCTCCCATTT
TGCCCTTTTTTCCAGCTAACNTAGCTTTGACGATATTTGCCATCAACATTCTTTTCAAAC
TGTTTCATAGATGACACATCAATCCTGTGCTGTGCCGAACAGTGTAATTGTGTAAATCTG
TTACTTGGGAAGAAGCCGAATGACATTTTCAGCTCATTTGAGTTTTTCTGAGAGGCAGGG
CTGAATATTTCAAGCATAATACTTCTTTTTCCTTTGTCAAAACAGTTACAGTAACAGAAT
ATGTGCATTTTCTATTTTCTCTGAAACATTAACATAGGAGAAAACATAAAAGCTTAAACA
ACTTCAGCGAATCATCCAGGAACAATAGACTTCCTCTATCTTTGGATTCCATCCCCCTCC
ACAATAAAGCAACTTCTTCTCAGACAGTAATGCTCATGGACTTGCCTTTGAAAGTCATTA
TGAAAAGCCGGGAGCCAGTGGAGGTGGACATAAAAAC
>BJ518188 ID   BJ518188   standard; mRNA; EST; 614 BP.
AATCTCTTCTTATTTTGCCACTATGACTTAAAAATAAGAAACAATCAAAAAAACTGCAGG
CATTGATTTTGCTCATACTTATATAAATGTTTTAATGCATCATGAGGCCTTTAGAAAGTC
AAGGCGCAGAGATTTTTTTTTTTGTTTTTTTAATTATGCTCCAAGACANATGANAAAATC
CAAAATGGCNCTNTAAAACTTCTCTACTTAAAAATGTCAGTANCCCCTTATCCCATAANT



NAAAACGTATCGTCTCAAAAAAACCTGAATTCACAGTACAAAAATATAANATGCTTTTGC
TAACTTGATTTCATGAAGTCTATGGTACACAGGTCTTCCATTTTCGGTTGAGTCCTTCCN
ACTTGGCACTTTGGCACATCGNGTGCACGTACACAAACNTAAAACCATGGANCCCCTAAG
GCATCTTTTTAATNATGTGGATCAGGAAAGGGTTTTCTCTGGAATACCTTATCTCTGTTT
TTTCAAAGCANAGTTCAGGGAGGACAACATTTGCATGTTTGCCCTCCTGCAGGGCNATNA
AACNGCTTCTGCAAAAGTTTCGGTTGACACAAATTTTGTCACTTTGGCTATTTTCACAGN
GGTCTTCACGCACC
>BJ518214 ID   BJ518214   standard; mRNA; EST; 385 BP.
TGCTTTTTTCGCTCCGACAATAATTAAAAACATCTTGATTTATTATACATGTACAAAATA
AGTACAGAATCTCTCTTTTCAACCATGAAAGTGGGTCCGCTTTGGATTCTTTTTTTCTTT
TTTTTTTTTNACTTTTTTAAAACNCCCTTTGNGAAAAAAACNTCANCAAACAACATCANC
AGCAGGNGGAAAATGNGNGCTGGTTTCTGGTTTCNGGCTTTCCNCGTTGCAAAAACNNAT
NNAGGGATCAAAACTGAACACAAAAACGGTTTTTNAATCAAAGTCNCTTGCTTTTATCTA
CAAAAACNTGATNGCATCCTTAACATCCTTTCCTTTTCAAAANNATNCAAAAAAGCNCTN
TCAAAGTAAAAAAAAAAAACNNTTG
>BJ518239 ID   BJ518239   standard; mRNA; EST; 598 BP.
CTTTAGTCAGGAGCAAGTAGAGTTCAGGGTGGCACGAGGCAGAATTCTAACTTTTTTTTT
TACAAGCTGTTGTTTTCTATGATGACTGTCCGTGTAAACCAGTTTGACAGTGTGGTCAAT
TCCCGCTTCCCCTTGGATTGGCCGATAGCANAACATCAGCGTTCCACATCACGACCACTC
ATCTCTGGTTGGTCCGAGGAGCATTTCTGGGGCGGATCCTGAGGGACAGCTCCCACAGAG
CCTCCTCTGCCAGGTGGTCATTAAAGTCATTGAAAAATGAAATGATGTCATTGTCAGGCT
GCAAAGAGTAGGCCACTTGCTGGTAGCTTCTGANAGTGTCGAGGATGTTAAACTGCTGCC
AGCGTTTACAAAAGTTCACTTTTGAACCTTGAGATGTCATCACATTATCAGGGTTCCCCA
GGTGAACGAAGGTCAAGTCCTGAANAATCAGCCCTAGGTATGGATTGCAGGGAGGTTCCA
CCTCANCTAGAGCTGCTCGGTANACCCTAAAANAAGACNAGCTGTCAATCAAGGAGCTCA
ACTCCTCCNGGCTCTGGGGCAAAACAAACAAAAAAAAANTGATNAAAAGTCTTTTGGA
>BJ518260 ID   BJ518260   standard; mRNA; EST; 423 BP.
AGTGGCACTATTGCAAACTTGCAGGAGNATGGAACGATCAACTGTGTCCTAATATGGAGC
ATGCGTTTTGTCAATTTNCTACGGCCATATTACCATTTTTTTATATATGTNTTTCNCACN
TGGTTTATTTATGANACTAAAATCTACCATTTGTCATGCANAGAACGCACNATTCACGTC
ACTTGNAATGCAATGTCTAATACAGCTACGGAGAGTCTAAGNTGCACATTGTCATAACAG
NAACTCACAATGACTGCNATGAAGGANAACGACTGCCTTCTCTTTGCGTGTGCTCTTTCA
AACCTTTTCTCCGCTGTGCCGCAGCTTTGNAAAGCTNTNACTGGTGCTTTTCNCCCCCCT
GCCCTCTCTGTTTCNTTTGTCATAACACCAANAAANAGCGGGACTGTAGCCCGGATGGAN
GGA
>BJ518338 ID   BJ518338   standard; mRNA; EST; 726 BP.
TTCTGATTTTATTCGTGTTCCACAGACAGAAGAACATCTGGTGACAGATTCCACGTGTTC
AATAAACATATTTGCATTAATCAAAGACAAGTATCAAAATACAGTACGATGGAGAGACAG
AACATTCAGCAGACTACCAACATGTTTCTACACAGTTTTCAGACATTAAAAAACAAAAAA
AGATGCAGTTTATTTTTTCCTGCTCAAGTTACAAACAATAAATATGTTAAGGGTCATGTT
TCCTGTCAAAGTGTCTCGAAGAATAAGGCAATAAATGATCCTATTACACCTTTAACAATC
TGCGAAAATAAATTTTACTGTTCAGGCGCAACTAGATCGGTTACCTTCACTAAAATATCA
AATCAAAGCAACTCCGGATAAAAAAATATATGAATTCTGGAAAATGAGATTATGTTGGTG
GTCAAACAACGTCTGATGAACAATCATGGCGGTGAGTTGTGCACGGACGCACATTTTTAA
AGTGCAAGATGGGAACAAAAATATCAATAAATTCACTTTTTCTTGTCTTTTCTCAACAAA
GTTGAACATTTTGGTTTTCGGATCATTGTGGAGCGTTTAGTTGGAATTCAGTCATTTCTG
ATGTGCAAATTTAGTGAAAGATCCTTAGAAAGAAAAGCAACAATTTCACAACCAAAATTT
GGTTCGGGTATTTATTTAGCGACTGGCTTTCATTTCTGACTTCTTCATAAAGTTTGGGCC
ATGAGG
>BJ518344 ID   BJ518344   standard; mRNA; EST; 355 BP.
GTAACTAAGCAGACATGTTTGTGGAACTGCCATGCTACCGGCCTCCGTGTACTTTCTGTC
CAAACAGTGGCTGTTTAATCGCTGCGTAGCTGATTCGGGGTAAGGGGGTGAAGGTTTCTG
CGGTCAAAAGCTTCTGCTGGTTGTACTGGAATGAGGACTGAAAAANCTCAAAACCANAGC
AACTATTGAGCTTTTTCAGTNCTCATTCCAGNACAACAGCAGAAGCTTTTNACCGCAGAA
ACCTTCACCCNCNNACNNNGAATCNNNNACNCNGCGATNAANCAGCCACTGTTTNNNCAN
AANGNANNCGNAGNNCGNNCNCATGNNAGTTCCACAANCATGNCCNNCNANNTAC
>BJ518346 ID   BJ518346   standard; mRNA; EST; 194 BP.
ACCTATAAGGGTAANTTATNTTTTATGATAAAATTTATGGGCNAACNTNTNACTCATTTT
TANCANTGAAGGAAATANCAAATNGTANTTTTGATTCNCATAGGTTTANCTGCTGTAAAA
NGTACAANGGCAAANGTTAAAAAAAAAAAATTTNTANNGAACNTTTTNTTAANTTTTNCG
GGGNAAAANCCCAA
>BJ518347 ID   BJ518347   standard; mRNA; EST; 642 BP.
CTTCTTTTCTAGATTGAAAAAGAGAAGGTTTGCAGCTCTACACATTAAGGCAGTAACATC
TATTTACACCAAGCTGTACCAGTGTTGCAAACTGACAGAAGTATTTAGGTTTTGCTCTCA



AGTCCTGCAAATGCTCACAACTCTGTCTGCTGTGACAGCTGTTGATTTTCTTTTACAAAA
TAAAAAAAAAATCACAACTCAGTGAGGAGAACTTCATCCAGCTTTTCAGCTTGTCTGAGC
TCANAAAAGTGTTGACCATGAGGTGAAAAACACAGTTACTGCACCGCAACCACAGAAAAC
GTCAACAACAAAGTTTTTCTTCTGTTAAGACGAAATGAAAGTTTGTTCTAAAGACTCGCT
CTGGGACCACTGCAGGCAGCGCTGAGTCACAGTGGCCTTTTTCTCCTGAACATATAGTGT
TACACTGAAGTGGCAACGTTCGGTCCAACACAACANACGAGGGGAAAGCAGTGATCCAAA
ACAGAGAGCCGAACAAGCCATGGGAAAGTGGCAATCCGCACATACTGACACATAACTGAA
CACACACACACCGTTTTCCTCTGCTGCACATTAACAGCATAACATGCCGACTGCCAATTA
TGGCAATGAAGGCTGTGGGAAAGCATGTGCACTTATTTACAC
>BJ518354 ID   BJ518354   standard; mRNA; EST; 648 BP.
GAATGTAAAACAGAATATGGGTAACATTCCATAATTTAGTATTTTAACACTTTAAGGTAT
AAAATATATCACATTCAGTGCTTTTTCTTCTCTTCTACATAAAAATATACAGCCTGAAAC
AGTCATGTCTTACCGAGTCTCTGTCTTTAAAGAAACAACATAAACAAACATTTCAAGTAA
ACATAACTCTGAAATGACCCTCACTTCAACTTGACTCAGTCAAGTTCATGTAATGATTTT
TTTTTTGATTCGGAGTACATTTTTGCAATTTGTGTGGGATTAATGCATCAAATACTCAAC
ATTTCTATAGTCCTTAATACANAATAATCCTGAAATGACANAAAAAACGCTTTTTTATAA
CGTACATCAAATTTTGGGGTGATTAAAACTGAAAGCAGATTTTGGTTATTGTTCTGAATA
AAGCTGCCCCTGGAAACATCTATGCAAGCCTGTAACAAAGTAAACATTATCCTCCCATTT
GCTACATGTTCACGTCAGTGTGACANAAACATGGATCAGGGGCTCTATAANCATTTTCTT
AAAAGATATAATTGCATTTTTTTTATTCATTTCTGCCTTCTACAAATTTCCNAACTCTTG
CATTGGTAAACTTACCACTAAAAAAAAAGTAAAGANAAAAAATGTCAA
>BJ518356 ID   BJ518356   standard; mRNA; EST; 178 BP.
AACTACAACCAATAAATACATCCTATTTGCAAAGCATTTAANGGCAAAAGTGTAAACTAA
GTTCTCCCTTCANACCCTGAGAGCGTCCNGCAGGTCCGTCTGGTCCAGCNGCACANGAAA
GCTAGAGAGTATCGGACTGCACATCAAATCTGCGTTCTGGATGGAAACGCGGTCCATC
>BJ518377 ID   BJ518377   standard; mRNA; EST; 676 BP.
TTTNTGGCATCAAAATACNTTTTGTGGGTTTATTTTATAACCAGATGGCACAAAAAAACA
ATCTTAAAAACTTTGCTAAAACCTTTTTGAAGCTCTACAGTTGTATAAAAAATATTTTAT
CAATAACTTAGTTCCCGTTATATGCTCTAAAATAAGTTACAAATTTTCTCGATAGAAAAC
CTACTCTTTAAATTAGCAGTTGGTTTGCATTTATAAAAAAAAAGCTAAAAATAAATATGT
AAATATGTAAATTACATATTTATTTTTAAGAAAAGGTGAAAATAAAAACTTTCCCCATTT
TTAGAACAATAGGTTACAACCAAACCTCGTGTCGCAATTTCAGCATTAGAACTTAAATAC
CCCGCTGTTTTTACACACCTTCTGTTTTGGATCAAAACAGATATTTATGATCAAAAACAT
TATTTACAAACCATAANATGAANAAGTAATCTTTCATAAATTATACACATTTCTGTTTGA
GAAAAAAAAATGTTCCAGCAAGACTTTTAGTCTGTAAATAGATTTAAAACATGCTGCTCA
TGCGGTCGATGTTCCCGAGCTCGTGGATGTGATCCATCAGCTCCTGCGGCAGTCCCAGCT
CTGATGCTAAATCCATACNGCACTGCAGGAGCAGGTGTAGACCTTCACCTGGGCTGGAGG
AACAGCTGGTGGACCC
>BJ518381 ID   BJ518381   standard; mRNA; EST; 686 BP.
ACGAATAGCTTTTAAAACATCACGAGGCAATGTTTTTTGGTCTGACGAAGGTTCACTTGC
TGAAGGAGATGCTCCTTTCCCTGTTTTTTTAAGGCATCGCAATAATTCGCTGCGCAGAAC
CTCCTGTTGAGAAAAATAATGATGCTGGCGCAGAAATGCAGAGAAGACTCCNGGAAAAAA
CCAGGGTAAAAATCACAAACGGGCTCAGTGAATCAATTATGTCTAATTTGCATTTCAGTT
TGGTGGTAAAACTCAGTTTTAGGCTGAAGTGTTGTGTTTAATCCTGGAGTTATCCCCTTT
CCCAAAGCGCTTGCGTTCACGCTGCCGCTGCTGCGATGCTCGCATGCGCGCTCGCAAAGA
GATGGCTTGGCAATTTGTGCGCTGTGTTTTCCTGCAAAGAAATGAGGTGTCATGAAAACA
AAACCTCGCCATGCTCGCTTGCGCCGCATGCGCCAGGGAAAAGCAGCATCTCCTTGTGCA
GTGCCTTGAAAGAAAGTGAAATTATGATGCGTGTCATTTTGACAAGATCACTTCCATGTC
ATCCATTTTACTCTGGCAGTCAGACAGTAATTCAAAGTTAAACAAAGGACAAAACCTTTT
TTCTTTTAAAGTCTTACTTTGAATACTGGGGAAGCTAGCCGTCACAATCAGCCCACCTTT
GACAGACCAAACCACTTCAACCTGCA
>BJ518383 ID   BJ518383   standard; mRNA; EST; 570 BP.
TTTAATCTGATGCATCTACATGACTTGTACAGATTAGTCCCAAGGTGCTAAATGATGAAA
AGAAAGCTCAAAAACATAGACCTCAAAGTTTTAATTTTTCTCCCCCAACTTAACTTCAAC
ATATCAGTACACCATTTATGGTTTGATGTTAGACTTACAAGAGCAAAATATGGCATCCTC
TGCATCTGGGCTACAGATTAGATTCATTTAAAATCACATTTTTCTTGCATTGAAAGAGCT
GCCTCTCTAAACATGTACCGTATACCCTTACAGATCTTAGAAAAAAAACACTCAAATTAG
ACCACAACTTTGTCAATTTAACTGATTTTGACCCCCCCAGACTTGTGAATGTATATTTTT
TTCTGAATACAGAGGCTGAATTGTAAGCCTTGTGAGTTGGGGGGAAAAAAGCTGCTGCAT
GATTTAACATGATGAACATCTGTGTTGTCCAAGTAGACCACATTATCAATCACACCATCC
TAATACACCACATATCTCCNAAAACAACATTCTTAAAAACAAGTCATCTCTTAGTACAGG
TCATTGCTAAAATAGAGATACTATCCNTTA
>BJ518387 ID   BJ518387   standard; mRNA; EST; 662 BP.
TTGGTCCTGCAGATGCAAAAAAAAAAAGAAAAGAAANTGTACAAACNTTTTTATGTGTAG



CCCTCAGTAAAACAAANACTCCCCAANGGATCAAATGTGTACAACATAAAANTAANTAAG
TATACAAAAAGTCCTTCAAAACNTCAAAAATGANAACAAATCCGTCTGACAGTACCAACA
CNTTANTACAAATAGAAAAAACACNCAANTCCCTTAAGTTTCAGTCATTAACTCACATCC
NCCCACTAACATTTACNGATTTNATTAACACGCANCGTCTTAACAAAAAAACACAAAGTA
CAGGTGCTTGGTTGTGCANCAAACAGCATCATTTTCATGCGTTGNGGNGCCNCANATNTA
AATAAACTGAAAATACTGAAAACCCAAGTGAAATGTAACGTTCTCCAGCGTTNAANCAAA
NATNGGGCGANAGCANCANCAGGGCGGGGNTTGCAGGGCAAGCTCTACNGGCACTCTNTG
GCAACNACCGCCGCACACCAAANAGGNGACNTGATCCACNCAAAAACAAAAAAACATGGG
GACNACAGCTGTGCAAACATCTNCCTGTTTGGAGCATGTCAGCATCTGAAGGGTTAAAGT
CATCCNCTTGGATAGTTTCAATTTCAAAAAAACAAAAATCAAATCAGACTTATGTCTTTG
GT
>BJ518405 ID   BJ518405   standard; mRNA; EST; 652 BP.
TTACATATTTTCAGTGCAAATAATTATTCACAAAATAACAAGTTAACCTTTAGCAGATCA
AAAGAAAAGAGGTACACTTTCATTTACAGCGTGAGTGGTTCTTAACCTGAAAGGATGAGG
ATGTTCAGTCTGAAGCTCCTCTGAAGGCCGGAAATCCGTCATTTTGAATGTTTAAATAAC
CTTTGGCTTCGTCATTAGAGCTTTGCAAAACAATAAAAATAAAAGATGCTTTTATTTATT
TATTTTTTTATTTCACACCTTCATCGGTCTGATCCTTGCGTCTGAAGCTAAAATAATGTG
AACAGATCAAGGCGTCTTTTGGCTCCTTCGTTGTCAAACTGACCTGATTTGGATGAAGTT
CCACTCTTTAGATTTTTGTCCTCGGTTCGTGAAAAAAAAAGGTAAAAATAAAAAATCTAT
CCCTCCCATCGTTCGAGACCTAACCCAGTTCTTCATATGAGCACCTGCGCGGCCGCTGTG
TCCGTGACTGTCTGCGTCGCGTCCGCGCAGCCGGTCTGCGCGCTCCCGCTCATGATCACG
CTGGTTTTGTTGTGATCAGAAATGTCCAAATGTGCATCAACGCTCTCCTCCTCCTCCTCT
TCCTCCTCGGCCTCCTCCGATTCGCACTCACTCCTGCCCTCGCTCTCACATT
>BJ518417 ID   BJ518417   standard; mRNA; EST; 247 BP.
AACATATTAACCAAGCTTGGTAGCCAGTTCCTTGGCCTTAGCCTTCTCCAACTTAGCAAT
GCGNGGCTGTGGATTGGGGAGGCAATCTNATGGGTCCCAAATCNAAACATATTAACCAAG
CTTGGTAGCCAGNTCCTTGGCCTTAGCCTTCTCCAACTTANCAATGCGNGCTGTGGATTT
GGGACCCANGANATTGCNTACCCAATCAANAGCCCGCNTNNATAAGNTGNNGAAGGATAA
GNCTAAG
>BJ518422 ID   BJ518422   standard; mRNA; EST; 548 BP.
ACTGCCCTGGTCACTTCCTCATCCTCCCTCATCCCTTTTGCTGTCATCAGCCATTACNAG
GATATGGTGCCGATTCCATTTTACAGCANAATAGATAAATAAGTACAATTCTTCTTACTA
CACGCAAAAGAAAAAAAAACAATTTCAAATTGCTTATTCAATAAATAAGCTTACATCTAG
CTGTCATTTATATACNTCCACACTGTTTATGGTTTGGGACGGTGATCACTTTTAAAACAT
TCGTTACTCCCCATGTGTTCCTAAGTTCTTCAAAAAAAAACCTGGATTTTTTTTTAAGTT
CATGTTTGTNACTTTCTATGAGAAAACATCTGTTTTGCCAGTTACNAAGTCCANTGGGTG
TGAGCTGCTGCACACANCCCCACTTAAATGATTGTTGAATTTTTGTTTTTCATTGAAGTT
CAATGCCAATGGTCCCAGCATTGCAGGACAAACTGCATGCATTGCCCTGAGCCCTGGTTT
TCCATTAGTTTTTAACCNGACNTTCTATTGAAAAGATGAGTAAACCNAACNTGACTTCAC
TCGCAAAA
>BJ518451 ID   BJ518451   standard; mRNA; EST; 283 BP.
CAAAGCGTTCATGGGAATCCTTCACAGATGCAACCGTTTGAGGACAGTCTAGGTGAGGGG
TTGATGAGTGTTCACAGGCCTTTTGTGCTCTTCAATAATCTGAAATAATCCTGCATCCAA
TCACGGNTGGAGGAGCCGTCAAAGTCCAACATCCTGAAATGAAATGGATCCACTAGTGTT
TTCTAACAGAAATAAGGTCACGACAAAAGCCTGGTCGGACTTGNGAGCTTCCACGAACCG
GTGAGGACACGTGGGGGGGTCGCTCGCCCGCGTTTCTTTCCCT
>BJ518456 ID   BJ518456   standard; mRNA; EST; 166 BP.
CTTTATTCCAGCAGACAGGGGAAAACGGATGATGCAGCCCAGACCATAATGATCAGTGAT
TGGCCATAGTAACGGGAAATGCTTTACATGGGGGGGGGGGGNNNNTNCCGGGGNTTTNGN
TTTNTCCCCCNTTNNTNCANTTTTTCNNAAANCCCCCTTTTTNNCT
>BJ518465 ID   BJ518465   standard; mRNA; EST; 302 BP.
TAGAGACGGATNNTGGAATTANGGAAGCTGGAAGGTGANAAGAACAAAGTGTCCTTGGNG
AATAGCACAGGCTTGGCANACATGGAAACCGCTGTGCTTCNGCCACAACTTTCAACAAAA
GTCNNGGCCTGAATGTTTCTGAGGGTTTGAGCTGCTTCCNTCANAGAGACGTAAAAACAG
AGGCCGGTTCTGGACTGCCNGATCTCCGCTTGGCTCTGTCTGTANNATCAGGCCAGCACC
GCGGGAACTGGNTGACCCTTTTGGAACATAGAGGCTGATAATGGCTCCAGGGAACACGTG
GC
>BJ518473 ID   BJ518473   standard; mRNA; EST; 664 BP.
CATTTTCCCGAAATTCAAAGTAGATCTATCCAGAAAAAGAAAAAGAAAAGCCAGTTCAGT
CTCTGTAAATCCTCAAAATGTTTTAAATACATTTCATATTTGGACTGTGTAAAAATAGTT
CAACTTGAAATTTCACTTAAGCAACACATTTGAACAACTTAACTGAAGATTAAATTGATT
TAAAGCAACAACTTTCTATGATTTTGCCTCTTTTTTATATAAAAGTTTGGTTTGTAAAGC
AGAAAAACATTTGGAAAAAAGTGAACTTTTTATTTTGAGATACTTTCAAGAGATCAGAGC
AGAATTTTAAGACAAAAAACAAATAAATCACATAAAAAATCCACTAAAAAACATTGAGCA



GGGGGCTTGTGGGAAACGTAGTCCAAAAGAAAAATAACCAATAAGACAAGCGTTTTTTAC
TGGAATTCTATTCTGACTTTGTCAGTAAAGGTGGGTTCTATTCTTGAGTCGTGGCTGAGC
GAGTGTTCCCAAAGGGCCTTCTTGTCGAGGAAGACGAGGCCGCACTCCTCACAGACGAAG
CTCTTCTGCTTCCCGGCGTGAGTCCGCCGGTGCTTCTTCATGTGGTTGGAGAGCCGGAAG
CCTTTGTCGCAGATGTCACACTTGAAGGGCTTCTCGCCGGTGTGGATGCGCATGTGAGCC
TTCA
>BJ518488 ID   BJ518488   standard; mRNA; EST; 140 BP.
ACCTACCTGNANNNNATTTCGATCTAAAAAAAAAAAAAAATTTAAAACAAAATTAAACCC
NTNGGNAAAAAACNNTTNGGNGTNTTTAAAAAAAAAGGTTGNANNANTTTCATTCNNNTN
AAAAAACANGNGTAAAANNT
>BJ518504 ID   BJ518504   standard; mRNA; EST; 747 BP.
TTTTTTCTACATTCATAGTTTGTGTGTATATATATTTATATATATATATACTTTTAAAAA
TAGTAAAAGAGTGACTAGTCACATTTTCATCTCTAAGCATAAATAAGACCTTTTTTTCTC
TCTCTTGAAACTTAAATATCAGAAAACAGTTATGGGTCGTTTTCATCAAACTCTTTAGAG
AACATCCTCTATATTGCATCAGGATATAAAAATAGAGAGATATTTCTGTCGTGAAAACAT
TCTTTCCATGTTGTTCGATGGCGTGAAACAAGAGAGGAAGAAAAGAGCTCGTAGGATGGA
GATGATTGCTGATCTGTCCATCCCTTCCTTCACAGCATCTTCTACAGCAGAGGCCAAACG
CGTCACATGACCACCCCCGCCTCTGCTGACTAAACGTACATTGACGAACCATCACAGACG
TTCATGCGGGCGCCTAAAGCCCCTCAGACACACTGTAACCATCGGAGGAACAAGGCGGGG
AACGCTTGTGTCGTTGGTTCAACTGAACAAAGGAAACGAACAAAACAGGAGTTTATTGTG
TGGAGGCTGAGAAAAACGGAGGAGGAGAGACCAAGGCGCAGTCAGGATGCTCGTTTGGTT
TGCAGTGCATAGAGAAGGACTCGGTTGGCTGGTTAAAGGGGATTATTGCCCTTTGTCTGC
CTTTCACACACACACACACATGCACGCGCACACACACTCACACACACACACACNGCANGA
GCNTGACACNGGAGCACAGACAGACNC
>BJ518514 ID   BJ518514   standard; mRNA; EST; 205 BP.
GTCCACAGATTGATGCACAGNACNCTNAATGTACNTACGAAGGTATTTTTAAGCATAACA
TTTGGAAAAAAGTACNAAAAACTTACTGACTGANACAATTTGATCTGGTTTTTGCAGGTT
ATCACATTTCTCAACACCCCCACACAGAGATTACATGGTGGGGGTCTTAATTANCCNTTA
AACTCNACATCCNGTGTTGTATAAC
>BJ518516 ID   BJ518516   standard; mRNA; EST; 693 BP.
ATTTATTTTACTTTTTGAATGAAAATACATATTTAATCAATAAAAAAACTTGAAATGTTG
AGGATATAATCCCATTTTATCCGTTTCAACTGATCACAAAACAATTTCTATTAAAAAGTG
TTGAAGGCCTTTGATGTGTTTAGGAAGACCAGATAAAGTGATCCTACATATGATGATGAA
TCAGGGAAAGAACACAAACTATAAGGCTAACGTCAAGTTAACTGTTAATCCATCCATGAC
AGAGATTACAGTCAACATGAGCTGCAGCAGCACAGTAAAAAAACAGACTAACTTCATTTT
TCCAGCCCTTCATGTCAACATTCTTTTTCTTAAATCTGACAGTGTACTGTGAACAACACA
GTAGCTTAAAAAGAACTATTTACTTCATTTAAAACTATTATTTAAATGGTGTATAACAAT
ACATGAAAGAAAATGTGGTAAACCTGATCTAACAGGTTTGAAATGAAAGGGTCACAGCCA
TGCAGAGTATAAACCCAAGAGCCTTACATGACAATNAATGCTTCTCTTAATAAGTGTTTT
CTAGACTGTAACCCATGACACTTCTNATGTTGAAATGTTACAATGATTAAGGCAACACTG
AAATCATCCTGGTATATTTCTGTAGATGCTGATTTGAATTAATATGCANAGAAGACAGTC
GACTTGCTGTGTGGGATGCCGCAAAACGTCTTC
>BJ518526 ID   BJ518526   standard; mRNA; EST; 588 BP.
TTGAAAAGTGTACAATCAAGCGTAGACTCTGGAATGCTTTCCCAAAAAACCTGCAGAATT
ATCACACAAATGCTTGTTGGAAAAAAAAAAAAGTGCAGNACGGTCATAAAATTAATATTT
GGNGGCAACCGTCACAAACCTAGNGCATAGAAAAGCAAAACGACTCATTTGGGATCCGGC
GGCGCGAGCCTCGNGTTTTACANAGCGGCGTCCATGCAGCCAACACAACGGCAAGGCGCG
GCGAGCATCGGGGCTAAAGCNAGTCCGNGNGACNACAAAGCGGAGCGGCACTTCTCCANA
TCACAACATCACAAANAAAACNCACAAAAANATNTATNCCCAAATCCNGCTAAAATGATC
AAAGGAGCGTCTGACNACCCCCTCCCCCCACCAACAATGTTTCCNTGCACTGCAAACTTA
CGGCTAAAATATTTNACNCATTCNCAACAAATCAAAAATAAGTTCTGCTTTTATATACCA
GGATTTTGCTNGTTTTCTTTGTTTTGTTTTTCACTTCATTTCCAATTTTCGNATANAAAA
TGTAAATCATGCACCAGGGAAAGGCTTGAGCGCAGGTAACGTGNGGCC
>BJ518549 ID   BJ518549   standard; mRNA; EST; 184 BP.
GGGATGTTTTAGAACCCATGAAGTTAAATAAAGGCCACAAACCCAAAGGCTTAACATCAT
TATATGCAGAATGAAAGAAAAATTCAGATTGAAACTGGCAAAGGCTCATAAATCCACTGT
AAAAGTTCCTTTGCAAGGATATTCTACTAACTAGAACAACCAGTGAGAGCACAGTCTTAA
TCAG
>BJ518564 ID   BJ518564   standard; mRNA; EST; 426 BP.
GAGTTATTTTGATGACACACATTGAGTTAATTTTTTACNGCATNAGATATTTAGCCTTTT
AGAGTTTTTATACTTTTACTCAACANATGCTAAAGCCAGCACAGCCATAGATCTGCTTAC
AGCAGCCTATATGGAGAATGCATTAGACTGGCTTAATCTGCCTATGTGCTAGAANAATGA
GGATTTCTGCTAATGCACCTGTGAATGTAACCACATCACCTTACAGCAGTATCATATGAA
GCAAAAATACACACAACGCTCAGCCCACCAGGATGTGCTCTGCCTCCTTCANCTGTNTCT



GCAGCTGCTGGATGTCACTGTCTCTCTNCTCCNCTTCCTTTTCCCACAGTTGCATCTCCN
GATGAATCTATCNCTGCTGCTGGGCCACCTCCATCANCTCTTGGAATTCCTTGTCCCTCT
GCACCA
>BJ518605 ID   BJ518605   standard; mRNA; EST; 509 BP.
TCGGCACGAGGACCTTCCGGTGAGAAAGGACGACTTTGACCTGCGGGCTCACATTGAGTC
AGCGGGCCACAGCACAGACACGTGCTTCCACCTGTCCATCTCCGAAAAGACCTGCCGAGG
ATACCTGATCAAGATGGGAGGCAAGATCAAAACTTGGAAGAAGCGCTGGTTTGTGTTTGA
CCGCAACCGACGCACACTTTCATACTTTGCTGACAAGCATGAAGCCNAGTTGAAAGGGGT
GATTTACTTCCAGGCGATTGAGGAAGTATACTATGACCATTTGAAGAACGCACACAAGAG
CCCAAACCCTACGCTGACCTTCAGTGTGAAGACCCACGATAGAATTTACTACATGGTCGC
TCCTTCACCTGAGGCCATGAGGATCTGGATGGATGTGATTGTCACCGGAGCTGAGGGATA
TACACAGTTCATGTTGTAGTGAAGACGGTGAGGGACATTCATATTTTATCAGATAAAGGG
GATTTTTTTTTTTAATCCTTGCTTTTCAT
>BJ518606 ID   BJ518606   standard; mRNA; EST; 580 BP.
CGGCACGAGGGCCGCATACGTGAACCGCCTGCAGAACAGCCCACGAGCTGTGGACAGTCC
CAGCAGACAAGATGAGGAACACAAACTGATCGCTCGCTACACCTCCAGACTGGCAGAGAC
AGACAGCACAGGAATGATTCCATCGAGGAGCATCAACTTTGATGCAAACAAACAGAAGAG
GGAGCTCATCGCTCAGCTGGAGTGCAAAAACAGGGAGATCCTGGCAGAGATCAAGCGTCT
GCGTGTAGAGCATGACGCCGCGTGCCAACCGAGCCCGGGCAGGAGCAGCACCAACCCAAC
CCTGCTGGCAGAGCTGCGTCAGCTCAGGCAGAGAAAGGATGAGCTGGAGCAGAGGATGTC
GTCTCTGCAGGAGAGCAGGAGGGAGCTGATGGTGCAGCTGGAGGGCTTGATGAAGCTGCT
GAAGGCGCAGGCAGCCAGTTCTTCCCACGCCTCCCCATCCCGACCCAGCCCGTCCAGCGT
CCGCTCCTTAGGAGCTGCATCTCCTCATGCCCACATGCACCACCCACAAGATTCCCTTGC
GGGCGTGGGGGGGTGATGTACAAGAAGCCTTCGCTCAAGG
>BJ518630 ID   BJ518630   standard; mRNA; EST; 378 BP.
CGCACGAGGGCAGCAGAGCTTTTTCCTCTCAGAGACACTCAAGTATTTGTACCTGCTCTT
CTCTGATGATGACCTGCTCTCCCTGGAGGACTGGGTCTTCAACACAGAAGCTCATCCGCT
GCCCATCATCCGCAAGAGCTGCCTGCTGGACGACACAACACAGGAGAAGATGGTGTCTGA
GTAAAACTGATTATAAACCAACAACTTAGACAAATACTTGAGCACAGCTCCTGTGTACAC
ACAGAAACTGCTATCGCCAATTCAGAGCAGGTTCCATCTTTTAAGGAGATTTACTGACTT
GTAATTCCTTTCCAGTAAAGGATGTTGTGATTTTGCGCTGTGATTGTATAACCTTTTTTT
TTTTTTTNGNGGGGGGGA
>BJ518636 ID   BJ518636   standard; mRNA; EST; 636 BP.
TTCGGCACGAGGCTGCCATATTGGATAACTAGTGCTGCCATCTATGGGATAAAGCTAAAC
CCATGCAAGAGAGGCCCAAGTCCAGGCATTTTGCACTTAATGCATTTTAAATGTCAAGCA
TAGTCAACACATTACAACGGACTTGGGACTTTTTTGCCCATAATCAGATAGCTTTTCCCT
TGAAGACCATAGAACATATAATATCTTTATTTTGAAAAATTGTGGACATGGACCTTTTGA
ACTAACCGATTCAATTTAAAAACTGTCAAATGTTTGAGTTACAAAATCAATAGACACTAG
ACATTGAGGTGTTTCTACTATAGGCAGCCACACACTTTGATTTGAAGAACATTTTTAAAT
CATCAGAATTTAGGAAAAGAACAAAAAGTCTACTAAAATACTACGATCTTTGCACATTTA
AATCACAACACAGGAGATTAAGACAGGGATGAAATTAGTTTATCACCTATGTCCTAGCCC
ATCTGAACTGTAGCTAGTGGCACCCCAAAAGGTTTGGATCCATTGAAAACAACTTCCTAA
ATTTTCTGGACCTTAAGAGGGAGAAACTGATGCCTTCAGTGTTTTCAGCTTTTCCACTTT
TCACAAAAACACAGAAACCTTTTTTCAACTTTGTTT
>BJ518638 ID   BJ518638   standard; mRNA; EST; 654 BP.
TCGGCACGAGGACGAGTCGGTGCACTCGTTTGTGTCCCGTAGACTGGGACAGGAGTTGGC
AGACTTGGCGGTGGATAGTCTGTGTCGAGGTGTGTTTGCGGGGGACTGCAGAAAGTTGAG
CGTCCGATCGTGCTTCCCCCCTCTCTTCAAGGCGGAGCAGCAGATGGGTTCTCTCATCCT
GGGAATGCTGCTGGGCTCAGGTTCAACGGCTACCGTCACTCCTGGACCTTTGGCCAAGAA
GGCCAAAAAAGAGTCTTGGGCTCAGTGGTCCCTCAGGGGGGGGCTAGAGACCCTACCAGA
ATCCATTGCAGAGTATCTCCNAAGGAGCGGCAAGGCGGAGATCCAGAAGAATGCACCTGT
GAAAAACATTAGTCACTCGGAGTTGGGCTGGAAAATTCAACTGGAAGATGGAGTTGTGTC
AGCCGACCACATCATCTCTGCGTTGCCAGCAAAAGCACTGGCGTGTGTCCTCCCCCCATC
CTGTCAGAGTCTGACCCAGATGCTGCAGGACGTCCACGCTGTCACTGTTGCTGTGGTCAA
CCTGGAGTATGACGGTTCCATCCTGCCTGTACAGGGTTTTGGGCATCTTCTTCCTTCATC
ANAGGACAAAGGTTTACTTGGAGTGGTCTATGACTCTNTCCCCTTCCCTGAACA
>BJ518645 ID   BJ518645   standard; mRNA; EST; 128 BP.
ATTCGGCACGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGATNT
>BJ518659 ID   BJ518659   standard; mRNA; EST; 538 BP.
TCGCCCTCCTTTAGTCCAGACTGATCATCACCATGCCTTGAGGAAACTGCAGCAGACTGT
CTCGGCATCTGCCACTCCTGATCAGATCACCACGCCACTCTCTGAAAACAAGACGGACGG
GAGCAACATGCAGAGCGGAGATGACCCGAGCAATGCTGCATCTGCCTCCAACCTTTCTCT



AAATAAACCACTACGTGGCACTAACAGTTTGCATATACNAAATAGGTTTCTTCATGAACA
AGCGACAAAATGGCGAGCTTCTCGGAGTAAACACATCANATTGTGGGAGAAGGCCATTGC
CCTGCAAAATAAACCTGTGCCTGAAAGGAATCACTTTTTGGATCGCGTCAGAACTATGTT
TCCCAAGGATTGGCCGAGTGGTTCTCCAGATAAGACCAGGGGTCAGCTGGACAGATTGAC
TCACAAAGCGTTCGATCTTGTGCATTACCAACAGACGGAGGAGATCTTTGCCAATCATAC
ATCTNAAATGGACGCAGAGCGGGGTAGCAGACAAAATGAGAAGGGCTCTCCTCAGAGC
>BJ518667 ID   BJ518667   standard; mRNA; EST; 195 BP.
TTCCTTATCATTGACGAGGCGGACAGGATGATCGACAGTATGCACCAGTCCTGGCTCAGT
CTGGTGACGAGGGNCGTCTACNGACCANAAACCACCAAGCTCCTGGGGAGGACGGAACCA
GCATGTATCACAGCAGCGAGTCTTTCTCCACCTCACATGCCGCTGCAGAAGCTGCTGTTC
TCCGCCACGCTCACT
>BJ518716 ID   BJ518716   standard; mRNA; EST; 610 BP.
TTCGGCACGAGGCAAGCGACTAGTTGTCCTATCGCAGCACCCGCTTCTGAGCACACCTGA
GAAGCTCTTCTACATGGACTGCATCCTGCACTTTCCGGAGAACCGTCCAATCAGCTGCGG
CGACAGCGACGAGGCCCTCCCTGTGCTGCTGACCCCCCGGCTGGCTTCAGCTCTGCTGCC
CGTTGTGTTCAACGACAGCGCCACCCTGCTGTCCCGCTTTAACCTGCTGTCTCTGGTGTA
CCTGGAGGCGGGGGAGGAGGAGGACGGCCGAGGGTTGGAGTACCTGTACGAACACCTGAC
GTCGCTGCTGCGGATCGTAGAGAGTGGGGGCAAGCGGGAGAACGTTGTTACTTTCTTTAG
AGCGGCCTTCCTCTTCCTTTTTCATTTTCACCACGTGGAGCGTTACTGCGACAACCTGAG
CCAGCAGCTGTGCCAACTCTACCTCCAGCACACGCGCTTCGCGCCCCACCTCATCAACCT
GGCCGATCGGACCCAGGAGAAGCTGCCTGACTCCTCCTGGGCTTTGGGGCTCCTGAAAGC
CCTGCAGAGGGTCATTTCTGAGACCCCCGTCAGCCAAACGACCCTGCGTGACCTCAGATG
GCATCTGAAG
>BJ518723 ID   BJ518723   standard; mRNA; EST; 160 BP.
CGCTGCACCTGCACAAACCATGCCGCTGTATGCAAAGAAGCACGCTTGTTGATTCATGTC
TGCTATATTCATATGTATTCTGTCAGACAACANATGATTGTTTAAACTGAAAGTAGAAAG
TCTAAGTGGAGAAATTGGGTTGATGTTGAAATGGATATCA
>BJ518727 ID   BJ518727   standard; mRNA; EST; 484 BP.
CGGCACGAGGGTTTTCAGCATGTAACCCAACTTTCTTCCTGTTTCCATCCACTCTCTGTC
ATTAAGGAGTTTGAGGTAAAACATGGGCAGAGCGCTGCTGTATGTTCTGACATGATAATC
CAGAGGGAGACCTTGTCATCGGGTTGTTGTGGCAAGTAACACACAGACTGCTGCTCTGTC
ACTAACGTGTGTAAGTGTCCAGACAAAAAGTTGTGTTAATGGCATTGCCAGCCAAACCCC
CAACCCTGAAGCAAAAAGCCAGATTTGAAATTGCCTGCTTTACCACTGAGCACGCAAAGA
CTCTGTAACCCTCATCAATGTAAATCGCTTTGTATATATGAGATGCTTCATGTAAATTGA
ACTCCTGGTAATCTTGCCTAATGTGCTGTGTTAAAGACTAATGGACTTGTTTTATTATTT
TACTTTTGTATTGTTTTTTTTTTTTGCNCTGTTTTTGTTTCCCCCTCTNGGNGGGGGCAT
ATNT
>BJ518737 ID   BJ518737   standard; mRNA; EST; 163 BP.
CGGCACGAGGGGATGTTGGAGCATCTGGACTCCTGCCTTCAAAATGAGAAATGCAAGTAT
TTTGTAAAAGTCTGTTTGTTTTGTATGGTCATTTTCAGAGAGAAATATTTTATTGAGAAT
AAGAAGGAAAGGTTTTTTTTTTTTTAANAATTCCTTTACNCNC
>BJ518751 ID   BJ518751   standard; mRNA; EST; 250 BP.
GCACGAGGGTTTTATGAGTTCCAGACCTCACTCTGTCAACATCAGCACCACAGGGTTGCT
GTTTAGTGGACTGCTTCTCTGTTTTGCCGATGCGTTTGTGACATCTGGCTTCCTCAAGAA
GTTCACCTTCCTCAAAGGTGCCACCCTGTGTGTCATCAGTGCAGACCGGAGCTCGCTGAG
GCAGACGGTGGGCAGGCTAGAGCTGGAGGAGGAGTGGAGGTTCAGGCTCAGCGATGAATT
CCAAACCGCC
>BJ518756 ID   BJ518756   standard; mRNA; EST; 114 BP.
CGGCACGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
>BJ518809 ID   BJ518809   standard; mRNA; EST; 157 BP.
ACTGTCCCATCGAANGTCTGCGGCANANAGATGGCANTCNNGACTACNTGCCGCCNCNCG
GCATGANCANCCTGGTCAAGCACTTTCTGTCTCANTCNNGANCCNAGGTGTTCCTGGANC
ATCACNNGACNGCNCTNCNCCNCCNNGNNGCATCNNG
>BJ518910 ID   BJ518910   standard; mRNA; EST; 126 BP.
CGGCACGAGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGTGTGTGTGTGTGTG
TGTNTC
>BJ518930 ID   BJ518930   standard; mRNA; EST; 120 BP.
TCGGCACGAGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGANNNC
>BJ518944 ID   BJ518944   standard; mRNA; EST; 265 BP.
GGCCTGAACAGCGTGAAGGGCTGCGGGAACTGCTCCTGTTGAGAGAAACCGCCATCGCCA
TGTTCCCACTCTCCCTCACAGATGGCCTACGTTGAAATCCCCTCCACTTTAACCGGACCC



CCCCCCCTCANTTTCTGCNACTATNTCCCCCTCTTCTTGNGNGCTGCTCACCAAAATAAA
GGAGGANAAAATCTAGTTGGCTCTGGATACNTGCCAGTNGTTTATCACCTGAAGCAAAGC
GGAGGCCATATTCTTCACATACNTC
>BJ518952 ID   BJ518952   standard; mRNA; EST; 685 BP.
TTCGGCACGAGGGTCATCCAGATTTGCATCTGATTCATGTGGACTTTGTCGTGGTCTCGC
ACTGTAGAATGTTTTAGTGTCTATCTAGTAGTTGTAAAACAAAAGAAAATGATAGAAAAC
TTTTGTAAATGTTGGTAATATTATAATTGCAGCTTTTTTTGTTTAGTTTTAAGTGAATTG
GCTGTAATAATCTTGATTTTTTTATTTATTTACACACCAGCTGATATAAATTCAAAAATA
GACCAAACTATACNGTAATATGTATTTTAAATTATTATTTATGATGTTTTAATGGATATG
TCTTTAGTAATGGATGATTTANAAGGTTGTTTTAACTGATTTTATGACAAACAGTCCCTT
TATTTAACATTGGCTTGATTTTGCTACTTATACCATAAAGTGACAAATCAACCGTTTGGT
AGAGCATGTTTTAAAAAAATTATTACAAACAGAANTTTGTTTATTTTTGTTTATCTAGGA
ACATATTTCTGTTGATTAACGCCTTTACTAGTAATTCCNAGTAAAAAAAATATACCTACC
TTTCAAATTTTCATAAAAAGGAAGAAAGTGTGTATGATCATTTTCAAGTTTTGACTTGCT
TGTCAGTCAACGACGTTGTGCAAGCAACCACTGACTGACACAGTGCCATCTGTTGGTTTT
CTTTAGCTTTGCATGCTTCTACCAA
>BJ518953 ID   BJ518953   standard; mRNA; EST; 116 BP.
CGGCACGAGGCTTTATTTTTTTTTTTTCTAATTACAAACTCATGGGTTAAAAATAAAATA
AAAAAGCAAACNTNTTTTCAAACCCANTCCCCCTNTTTTCAAAANCAAAAAAAAAA
>BJ518967 ID   BJ518967   standard; mRNA; EST; 672 BP.
GAGGGAAGGAGATGAACGAAATTAAAACTCAGTTCACCACTCGGGAAGGTGTCTATAAAC
TCCTCACTCACTCTGAATACAGCCGTCCGAACAGGGTGCCTTTCAATTCGCAGGGCTCCA
ACCCCGTTAAGGTCTCCTTCGTGAACGTCAACGACCAGTCGGGTAACGGCGACAGGATCT
GCTTCAATGTGGGCCGTGAGCTGTACTTCTACATCTACAAAGGCGTAAGAAAGGCTGCTG
ACTTGAGCAAGCCCATAGACAAGCGCATTTACAAGGGAACGCAGCCCACATGTCACGACT
TCAACCACCTAACGGCAACAGCTGAGAGCGTGTCCCTGCTGGTGGGCTTCTCAGCGGGAC
AGGTACAGCTGATTGATCCCATCAAAAAGGAGACCAGCAAACTCTTCAATGAGGAGAGGT
TAATAGACAAGTCCAGAGTGACCTGTGTGAAATGGGTGACTGGTTCCGAGAGCCTGTTTC
TAGTGTCTCATGCCAGCGGGAACATGTACCTGTACAACGTGGAGCACACCTGCGGCACCA
CCGCTCCCCATTACCAGCTGCTCAAACAGGGAGAGAACTACTCTGTGCACACCTGCAAGA
GCAAATCCACTCGGAACCCTCTCCTAAAGTGGACAGTGGGCGAGGGGGCTCTGAATGAGT
TTGCTTTCTCTC
>BJ518970 ID   BJ518970   standard; mRNA; EST; 356 BP.
ATTATCTGACTTTGAACATTAATTTCTCTCTGCACGGAAAGGTAACCTGAGGAAAAAAGA
GGTCCTTTTATAAAGGTGGGGATTTTACAGGTTTTACTGTATAGAGGAGGGCAGATTGAA
TGTGTAGATTTTTAAAGGAAGGACAAATATTCTGCAAAGATTCTGTGTTTTAAACCAAGA
TTGAAACATTTCTTTGGCTGTAACAGTTGCGCTTCAGTCTGTTCATGTTACGTGTATCAC
AAATTCACTAAACCGTTGTTCACATCGTANATGTTTTTAGCTGTAACTGTGTCTCTGCCA
AATAATAATGCATGACAATGACAGTTAATTTAAAGCAAATATATTTATACCTCANA
>BJ518975 ID   BJ518975   standard; mRNA; EST; 370 BP.
GGAGTCTGCCGAGGAGGCCCTGCGCCTCCATGAGGACAGGCTGAAGAGCGCCGGTGCCAG
TCTGCTCAGAGATGCTCAGAGGGACTTCAGCATCGAGGTGGAGGCAGAGGACGAATGGGA
CGCCCTCACCATCAACCCCAACCAGCCTCTGATCGCACAGAAGGTTACTGGCGGCGTGGT
GGCCTGTCGACGCTGGATCAGGGGGAGGAGCCTGTACTTCTCCAGACTGCTGACGAGCCG
CGCCCGCTCTCGCCACTTCTTCCTGGCTTACCTGCTGATGATACACCTGCTGGTCCTCAT
GTGCCTCACTGGTGCTTTGTAGCAGGGCGTGTGCACGTGGCGCCTGTGCACGTGGCCAGG
ACTGTCAGAT
>BJ518989 ID   BJ518989   standard; mRNA; EST; 600 BP.
GCTTAGTTTATCAAAACTCACATTTGTTTCTGGCACTAGTATTACCCACTGTAATGCATT
TTTTTGCGAGACATTCAGGCCTCTGCTGAAATCCAACCAAGCTTTGTTGTTGAATAATGC
AGGCCATGTTACCTCAGTAAGCTGTGCAGATGCCACAGCCAGACAGTGGCTGTCATGTAA
ACATAGTATGACGAGTTGGAGAGGTTAAACCTTTATTCTGTTGTTTTGGTCTGAGACGAA
ATGGCACAAAGAATTTTTCTGTGCAAAATGTATTAATCTTGGAAGATTTTTGACATTTAC
ATCGATATATTTGCATTTTTTTGGACCCTCTGGTGAATCTTAAGAAATGTCTGTAATGAA
GAGACTCTCACAGGTTGAATTCAGGGAAATGTTTGGGTGAAAAATATGGGTGTTTTTGTG
AAACATTGAGATGTTAAAAAATGTGATTTGTAATGAGGTTGGCGATCATGAAAGCCCCTT
ATATGGTGACAGTAGCAGAGTGGATGTGGAACAAAGGATCTACAGAGCAGGAAGATTCTC
CTTCGCTCTCCAGAAGTCCATCCTCTGGATCAGCTTTCTAGTGTGGATATTTGTTANGAA
>BJ519010 ID   BJ519010   standard; mRNA; EST; 535 BP.
TTCGGCACGAGGGTCAGCCAGGGTGACCCCTCTGTCACCACTGACCACTCTCTACAACCT
GCCCCCCCCAGCAGTGGAACACACCCATGCTGAAGCCTTGAAGACTGGGTGGAAGCTCAT
TCGAATAACCAGGATTTTATGGTCATAATTCTGATAAAATTCATCAACAAAAAGACTGAA
GTTTAGTACATTATAATACTTGCTTAATTTATATGAATGGATATTTTTCATTCAAGAAAT
TCAATTTGCTTTTAGTCAGTGTTTTACATTATACTACAACCCAAGTTATTACAATCTTTT



GGACTGATTATTTTTTTTAAATATTTTCCTTTTTAATCTAAGCAATGTGGGACATTTACA
AATCTGTCATTTGGGTTTTTGTACTCCTAAGTGTTCATAAAGATGGTTCAGAACTTTTAT
ACCAGCAAAATTAAGGGTGAAATATGTCAAACCTTGTAACTTTCTAAACAATTTATTGTA
TTTTGGCTTGCATTTTTTTTCTGCGGTAAAGTTTTTTTTTTTTTTTTTTNCACCC
>BJ519013 ID   BJ519013   standard; mRNA; EST; 630 BP.
GGCACGAGGCAGAAACTGGATCTTCTGTTCTGAATGTCTGCGACCTGTTGGTGACGCGCC
GCTCCACACCCACCCCGCTCAGCTGTTGCAGGAGAGTGGGCGGGGTTTAGCATCCTCCCG
TTAAGGTACCTCCCACCATCTCACTACTCGACATGCCCCCCTGCCCCCTCCCTTCTCACT
CCTGACCTCTTATCAGAGTTGGGGGTGTGAAATGCACAAACAATGCAATATTCATTCATT
TTTATTATTTTTCTTTTTCCCCCTGCAAATGTACAGGTTTTTTTTTCTTATTTGTGTGTT
TTTGTTTTTTTCTTCTTTTTTTTCCATTTGCATTTAATTTATTTGTACACATGTANACNT
TCCACACTCTTGTGGTTATTTATTTATTTATTGTCTACAATCTCCCCTAAAAGAAGATGA
AATGCATATCCCCTATGGCCTTTGATTTATTTGCATTCCTATAACTTATTTTTTACAGTT
CCAGCATCATTTTGTTTTTCTTTANATGTGGAGGATGCACTGAAGCANATGTAAAACANA
ATAAACTGTTTACCTAAAAGTTGACATGAGCGGTTGAATGTTATTTAATGTTGAATGAAT
CANAGTAATCCATCTGGTTTGTTTGTTTTT
>BJ519185 ID   BJ519185   standard; mRNA; EST; 444 BP.
TCGGCACGAGGAGTTCATGCAAGAGGCGGTGGACATGAAAAAAGAAAAAAACAACGCAGA
AGAGAAAAACAGGACAGAGGGAAGGGATGCTGATATATGCAAATGCAGTGACACAGATTT
GAAAAGGTTAGTTCCTCTGGTTGGCTCGTGAACACAGGCGTGAAGCTCCCATGTGGCTCT
GAGAGCGTGGGGAAATCTCAAGCCCACTGATTCAACCTGTACATTTCTGTTATTAATGTT
TACTGTGTGGAGCTCGGAGATTACTGGAATTTGTGTTTTTTTAATGCTTTATGTCACTAT
GTATTTTAAATCTGCAACAGTTGAATTTCAGGGTCGTGAAGAATTTGCGTCCCTCTTGGG
AGATAAACTTACAAAGCCCAGTCTTTGGCTCTCCTGGAGAGTGCCCACACTCGTATCTTT
TTTTTTTTNCTTTTTNCTTTTTNG
>BJ519190 ID   BJ519190   standard; mRNA; EST; 346 BP.
TCGGCACGAGGTATGCATTGATATCTGTTTGTTTGGTCTGTACTTTAAAAAAAAAAAGAA
AACCTCCTATCAGGATATATTTAGTGTCTTTGCTGATTGCTANACTTGCAATGTGTGCAT
ATTGCCAGAATCCAGCANAGGCGTTTACCTCTGCCTTTGTTTTATCTTCATTTTTTTTTT
AAATAAGTGCCACCTCGGATTGTACCATAAGTCCAGTCAGCTCTGCTCAGTTTTAAAAGG
AAGNGGAAAAAAATGAGTTTTCATGAAGGACTGAGTCAAGGTCAGCATTCCTACTAACAN
ATCAAACNGTACTTTTACCTTTTTTTTAATTTTTTTTTNCCCTNAT
>BJ519208 ID   BJ519208   standard; mRNA; EST; 650 BP.
TTCGGCACGAGGCAAATCCTTCAGGACATCGCCGAGGGCGGCCAGCCGACTGACAAGGAG
CCCCGCACCGAGAAGAATGACCCAGAGACTCTTCTGAGGTGTTTAACGATGTGTGCTGAG
CTGATGAAGCAGATGAACATCAAGACTCGAATTGGTCCAACTATAAGTGCATTGATGTCT
TCCTTGATTTTACCCAGTATAGCAAACGCACACCCTGCTGTCCGCAACATGGCTGTTGTG
TGTCTGGGAACGTGCACTTTGCACAGCAAGGAACTGGCTAAAACCCACATGGTCCTCCTG
CTCCAGATCTCCCAACTCGACGAGGTGAAGATCCGCATCAGCGCCCTCCGTGCCGTCGTC
GACCTGCTGCTGCTGTTTGGCTTCCAGCTTTTCTCCGACACGGCGTCCGCACAGCCCAGC
CAGTCCCCAGAAAAGCAGGAGGAAGAGGCAGGACCGGCTGAGAAGGGAGATGCTCCAGAA
GACACCACGCANAGTATCCTTGTGATGCTTTCAGAGCTGTTGGGATAGCGAGGTGTCTGA
CCTGCGCACAGAGGCGGCAGAGGGCCTGGCCAAACTTATGTACACCGGCCGCATCTCCNG
CGCCNAGATGCTGACGCGTCTGGTGCTGCTGTGGTACAATCCTGTTACTG
>BJ519210 ID   BJ519210   standard; mRNA; EST; 230 BP.
GAGGGTGGCTCTCCACCTCTGGTACATGCTGCCCCCCACGGCGTCCGTGGCCGACGCCCT
CGCCAAGTACGAAGCTGCCTTCCAGGGTTCAGCCGAGGGGGGGAAGTACTCCTGCGCCCC
CCTCCCCCCCTACTTGGAGGCAAAACATTTTGATGAGGAGGAGGAGGAGGAGGAGGAAGA
GTCTAATCGTCCATTGTACGATCTGTGCTTCCACCTGCTGAANCTCTACA
>BJ519211 ID   BJ519211   standard; mRNA; EST; 588 BP.
CAGAGTGGGACTGAGGACAGCACCCAATGAGCTGTGTCCCCTGGTGCCTGTCATGGCCTG
GAACACATGTGCCTTCACTATTCACGCAATAGAAAATGTTTTGCAGGAAGAGGACAAGCC
AATATTTGGATCTTTACAAAACAGACAGCTGGCAGGTCTGAAGGCGATTGTTCAGTTTGC
TGCATCACAGAGACTCAAGTGTTCTCAGGCAGTTGTTCAGCGGCACTTCAAGGACATGAT
GGGTGTCTTGCTGCCTGCTATGAGCAGAAATAACACACCTTCTATCCTGGAGGTTGACTT
CTTCCATCTCCTGGTGGGATTAGTTTTGTCCATGCCCTCCCTGTATCAGGAGGAGGCTGT
GGACTTGGAGCCATCTTCTGTGAGCGCCGCCTACAACCACCTGTACATCTTTCATCTGGT
TACCATGGCTCACATGCTGCAGGTCCTCCTAACATCCACAGATTTTCCTCCTGCAGCTGA
TGGAGAGGAGACAGAGGAAGCACGAGCAGCGGCAGAGTTGTACACTACAGTGTCAAAGCA
AACTGGAAGGCTAATTCCTGATTTATCTGGGAGCTCTGTGGCACAAAG
>BJ519217 ID   BJ519217   standard; mRNA; EST; 647 BP.
GAGGGAAGATAAACAGTTTTTTACGATTGTTGGTGTTTTTTATTTTTTGTTTGTTAGCAA
AAAGCGTCCATAAATAACAAACCAAGACATGTAAGAGTTTGGGGAAAAAAACCAGGTATC
TGATGTGTCATGTTAACCAGAAGCACAGAGTTGGAACCCGCCGCCCCCCTTGAGCCTGGA



AGCTGAGGGGGTCCAAACCGCTTTCAAACCGAAACCTTTCACAAAGTAAAATCACAAAAC
GGTACCAACTCCCGTCGTCTTTGTTCCAGGTCAGTCCTGAGTCTTTAAACACCCTCAATC
CGATGCTCTTCTTTAAACTTCTCTGTTTTCGTCGTCTGCGCTGCATTTCGTTTGTGCGAT
CTGTTTAAAAAAGCCTTTTTTGTTGTTTTTCCTGAAATGTTATCACACTCATTTCCTGAA
ATGGTGGAATGCTTCAATCACTCAAGACGCACACTGAATATTCCTGTCTAGTCTTTTTAT
TTCGTTTGTCCAGCTTGGCTGCAATATGATCGATGTACATGACAAAACACAACAAACAGT
GTTCCAATAGTTTACAGCAGTCATGCAGCAAAGGAAATGTGCGACTGGTGTGTGACGAAT
GACTGCAGGCTGCAGGGTTTGTTTTGGTTTTTATTTCGGATGTCACC
>BJ519234 ID   BJ519234   standard; mRNA; EST; 650 BP.
GAGGGCGAGCGCCACGCTGCTGTCTGCTGAGCGTGACGCGGCTCACAGACTGGAAAACAG
CCAGTCTGGCTGCGTGCAGCAGAAGCAGCCTGCCAACGCCGCTCGACTTCATAAATTAAC
ACGTCTCGTTTGTTTAATTAAACTAACTAAACGATAGCGGCTCTTAACGCCACCGCTGCC
AGCCCGGATCCATCGGGGGAATAGCTTTATGGTCGAGGATAAAGTCGCAAATGAATTTGA
CACCGATGGGATCTGGCTAATCTGTGAGCTGCAGAGGGTTTTTATTTGTCTCAAATTAAA
ACCAGCTCTGGTCTTTCACAGACACGAGCGTTGGGACTCCGCCCATCCTAAACGTGGTAG
CTCCCTACAGAGTCGTCGGAGTTGATTTTCCATTTGCACATTAGTTGAGCTCAATCACGG
GGTTAAAGTGGTAACAATAGGAGACAGACGAGGTAACACGTGCAATGTTTTTGTCTCAGT
TTGGATCATAGAAGCAGCTCTTAAAGTGTCCTTAATCTTGACTTCTGCCAACACAGGAGC
ACTAATACTGATTTGTATGGTACTGCTTTGCACAAAGTAGCTTTAATTAAACGAGGCTAT
CATTGACATGAGAGACCAGCAGTTATATCTTTTCTGGCTACTTTTTTTTT
>BJ519236 ID   BJ519236   standard; mRNA; EST; 262 BP.
ACGAGGCCAGCGACCGTCCCTTCAGACGGTTATGGGAAGATGAGGGGAATTTCCTGTTTT
CAATTTATGCTGTGATGTTTTGATGCTTGCCCCTCCCCCTTTCTTGTGACTCCTCCCACA
CATGTAGCCAGTGTTTCCTGGTTCTACCTGCAGGATGACCTCGTCACTTTTGTTCTTCTG
GGTTTAGTTCTGTTTCCTCTAGAGGCTTCCAGTGATGGGGGGGGGGGGGTNCCAACGNCA
CGTTNNAGGGGGNAAACGGNCA
>BJ519251 ID   BJ519251   standard; mRNA; EST; 631 BP.
CAACTTCCTTGGCTACTTCTTTTCTATTTACTGTGTTTGGAAAATCTTCATGGCTACGAT
AAATATCGTGTTTGACCGGGTTGGAAAGACCGATCCAGTAACCAGAGGCATTGAAATCAC
TGTGAACTATTTGGGCATCCAGTTTGATGTTAAGTTTTGGTCTCAACACATCTCTTTCAT
CTTGGTTGGAATAATAATCGTAACGTCCATTCGAGGCCTGCTCATCACTCTGACTAAGTT
CTTTTATGCAATATCAAGCAGCAAGTCCTCCAACGTCATCGTGCTCGTCCTGGCTCAGAT
AATGGGAATGTACTTTGTATCATCTGTGCTGCTGATGCGCATGAGCATGCCGCTGGAGTA
TCGCTCCATTGTGACCGAGGTCCTGGGAGAACTGCAGTTCAACTTCTACCACCGCTGGTT
TGACGTCATCTTCCTGGTCAGCGCCTTGTCCAGCATCCTCTTCCTTTATCTCGCCCACAA
GCAGGCTCCAGAGAAGCACATGGCCCTCTGACGTTCTCCTCTTCATCTAANAGAACTCTG
TCTGGAATCTACAGAAATCGCTTTATTTACNAATGCATTCCTGAATCAGGAATGGCAGAC
TCTAGTTCATGAGACATTTGATTAAATGATG
>BJ519281 ID   BJ519281   standard; mRNA; EST; 329 BP.
TCGGCACGAGGCAAATGACAAGTACTTAGAAGATTGAAGTGGGCTGCTGCGCCCCCTACT
GGGATTAAACTGGTTTTACTGGAGCCAAACTGGGTTGGTCATAAACTTTAAATTTGGAAG
TCGGGGTTGGTGTTGTGAGGGAAGGATGAGGTAAAGATTTGCCGTCTCTGGCTGGACCCT
AAACCTCCTGTTTTTGCACCCATCTTCCTGCTCCAGGACTGACTTTGGAAAGGAGGAGTT
GAAGGAAAAGCAGCTTCTGTTGCTTAAATATATTGTAAAAGCTGACAAGGTGTTCATGCA
TCCTCCAACTTTGTTTTTTTTTTTTATTC
>BJ519293 ID   BJ519293   standard; mRNA; EST; 658 BP.
ACGGGGAGGAGCCGCACTCGGGGCAGGAAAATGGGGGCTTGTTTGGCGACCAACACAAAT
GCATTTACAAGGGGAAATCTGTGTCCTTGACCAACTTCTTCAGGATAGCTCGCAACACCA
TGACCATGTGCTTTAACAAGGAGCCGGGGGCCGCCGAGGTCGAGCAAGAATACTGGAGGA
TTGTAGAGCAGAGAGACTCCCACGTGGCAGTGCATTGTGGGAAGGTGGACACGAGCACAC
ACGGCAGCGGTTTCCCCACAGGAAAGTCAGAGCCATTCTCAAAACACGGTTGGAACCTCA
CTGTCCTCCCCAATAACTCTGGATCCATTTTGAGGCATCTAGGTGCTGTGCCTGGAGTGA
CTGTTCCCTGGCTAAACATTGGCATGGTCTTTTCTACCTCATGCTGGTCTAGAGACCAAA
ACCGCCTTCCATATATTGATTACTTACACACTGGTGCTGATTGCATTTGGTATTCTGTCC
CTGCTGAGGAGAAGGCTAAGCTGGACGAGGTGGTCCACACACTGCTTCAAGCCAACGGCA
CGCCAGGACTAGAAATGCTGGAGAAGAACATCATGATCTCTCCNGAGGTGCTATGCCGGG
AAGGCATCAAGGTTTACCGCACGGTCCAGCGGAGTGGCCAGTTTGTGGTCTGCTTCCC
>BJ519412 ID   BJ519412   standard; mRNA; EST; 680 BP.
GCTGCAGCCGGCTCCCACCCGCCCCTCAAAGTCAGCAAGTCGTCCAGGAATCCATACCAA
CTACCGTCCCTGTCCGCTTCCTCTGGACAAACTTTGGGTCATGGACCCGACCTGCTTCCT
GCTTTGGGCCTTTCCCACCACCAAGGGGCGTACTCGCACTCCAAAAGTGACAAGACGGAC
ACAAATGGCCACAGTGCAGCGGGCGGGGTCCAGTCCAACGAGTACCAGGACACTTTTGAC
ATGTTAAACTCTCTACTGAGCGCTCAGGGCGTCCAGCCGGCACAGCCGTCCATGTTCGAG
TACCGCTCTCAGTACGGAGACTATAGGTTCCCCGCTGGGTCCAGAGGGAACAACCCCAGA



CCCCCACCCCTACCTTCAGAACCCCCTCCCCCACTTCCTCCATTACCCAAATAGCCCACA
TACTCACCGTCAGAAACGTCCACTTTGTTACAAAAAGTGTATTGTACAATGTTTCAAATG
TTGTTTTACTTTTTGGACTTTTCTACTCACCCAACATCGTCGCAGGCTTCAGGGGGACAG
CAGAGAAATGTACCGGGGTGAATTTTTTAAATTATGATTTGCATTTTATTGGTGGTGCAA
TAATATTTTAAGGATTTCTTGAGGAAAATCAAAAAGCAAACGTGTAGATATCTCTATTTT
CTTTGGATAAACTCTGATGG
>BJ519431 ID   BJ519431   standard; mRNA; EST; 633 BP.
CGGCACGAGGCTCGGCTGAACCGATGAAGGGATTTCTCTCACTGTTTTATTAACTTAAGT
ATTTTCAATAGGATACGCTCTGGGACAAAACGCCATTGTTGACATATTAATGTCAATTTA
CTTACAAACAGCATTCTTTTTTTTCTTTTTTGTTGTTAAAAATGAAAACTATATATCTAA
GATATGCATGCTTTTAATAAAAGTTCTGATATATAACGTCATAAGCCAGTGTTTCTCATC
AAAATGGAAATGTATCATATTGGCTTTGAGGTGATGCTACTTCCCAACACTAATGAAGCA
GTCAGGTAACTGAACTTTGACCCTGCAACTTGAGAGTTGCTGTGCCGTTTGTTGGCGGGT
TGACGTCATCCGTTTCCAGAGGATCTATCATGTAAATAGAGGAGAACTGCTGTTTTTATG
CCACAAGAGGGCGACCTTCATTTCAGAGTTCAGAAGTAGGGAGCACCAATAACATTTTAC
CTCTTTTTTCTACAGTAGCATTTCAAAGGGTTTTGATATTATAGAAAACATCAACTTAGA
TACGGTTACTAGAAAACTGAATTCAGCTGTAAGTTGTATTTTTCTTTTAGGATTTTAACT
TATTCAGACAAAAGCTCAGTTGTAAAGTGTTGT
>BJ519461 ID   BJ519461   standard; mRNA; EST; 298 BP.
CACGAGGGGCATTGACTGTAAAGTGGCTTACACATTAAGTGCCAGCTGAGCTCCATCTCT
GGACCCGTCTGTTGACCCCCTGCTACCCAGCCCCAGCTACCCGTCGCTGGGGCTCGTCGG
CCTCTGGGACCCTTTATGTTTTCTTCCTTTTAGCGCTCGGCCTCAGCTGAAAGCGGCGAT
AAACAACACATCCCAACTAGTTTAAGAGAGACGCTTTCATCCGTCTGAACCTCTATTGAA
CGCATTTGGCTTAAATGCCATTACAGAGTGACCCCCCCCCCCNNCCCCCCNAAAAANT
>BJ519467 ID   BJ519467   standard; mRNA; EST; 579 BP.
TTCGGCACGAGGTACTCCTGATTGATGCAGCGCTGGCACTGCCAGCAGGGTAGAGAGCGG
AACGCCGCAGGAAGAAACGACTGTGGCTTTGACAGTGTGAAGAAACAAAGTTCTCAAATA
CACTCAGTCAGGTTTTTATCACGCTGGAGTTCCTGACTTCAACATTCGATTGGACTACGA
GGCGTGACGGTTTGCAGAGAAGCTGAATGCTTTTTACTGCAGCGATCTCCTGCTTCATGT
TTTGGACCAGAGCTCCACAAGTTTTAGTTTTCTTTACTGTCAACTTTCTTTTGACTTTGT
CTCCTGGTCCACAAAAAAATTCTGCAGCCTGTGTCATTTCTGCTGATGGATTCAGTTTGT
GTTCCTTCATTCTCAACACTCGACACATTTGGTCAATGGTCAACCTCAGGGTCCAACTCA
GGAGGATCCATCANAAAGACAGAAGATGACACACAAACATTCCAGCTGCTGCAGAAATGC
TGGATGTGGGCTGGAAGGTGGAGGAGCAAACTTTGGGATCTGAAGCTCCAACGGTTTCTG
CAAAACTGGAAGGCAGGATGGCTGAGTCAGGACTCTAAC
>BJ519495 ID   BJ519495   standard; mRNA; EST; 556 BP.
GGCACGAGGCAGATGTGTGTTTTGGTTAGTGTACTGTAGACATATAGCACAATTAAAAGT
TGGAAGATACCTCTGCGTTAAGTGCCGCACACATTTGTGTCATTGAATGTCACACGGGCA
ACACAACTTTAAATACTTGTTGCTATGAAATCCCCTTAAACGTATTTTGTCATTGAGACA
CAAACATTGCCGTATCGACATTACCCAACACTTTCATGGGGGCCACCGTGTTGAATTCAG
ACTCCATCCGTTCCTGTAGCATGTCCTCGTGTGGTAATGCCACCGGCAGACTGAAGGAGG
CCTCGCCTCACGGCACGGCGTCCCCGGGGCGCCGTATTTCAGCTCACGTCTGTTTGAGGG
TTGTGCAGGGCAAAAGCACGAGGAAACGCCTCAACGTTTGCGAATGAGGGTTACGCGGTG
ATGACGTTTCTGTTGGCCTAACGTGACAGCTCTTAGGCTGAGTGATGCGCTGTTGTAAAC
ACTGACACACTTTCAGACATACACGCACACACGCGCAGCCCACCACGCTCACACGCANAC
NCACAACACCCACNAA
>BJ519502 ID   BJ519502   standard; mRNA; EST; 130 BP.
CTNNNGGAAAATAATAATAANAATCANCATGGTCATTANCAAGTANAGCTCATCCACATC
GATCTACCCTCTNNNNCTGCANATTTTCTANAANAAGCCNACCCNNAANTCCNNCTTCTC
TTCNCAACTC
>BJ519504 ID   BJ519504   standard; mRNA; EST; 652 BP.
CGGCACGAGGGTTCCTAAAAACTTCACTGTGAAGTGGGCCACCAAGACCACAGTAGTGCT
TGGGTGGAAGTTTTCTGAAAGGTCGCCGTATAAATGTGTGATCGAGTATGCCCACCAGAA
GAAAGATGTGGACGCCCGGGAGTTGAAGGCCTTCATTAAAGGGCTAAGGCATAACACCAC
TTATGAGTTTAAAGTGACTTGCCAAGAAAGCACCAATAGTGGGCCACAGCATCGTGTGAC
AGCCAGAACCGCTCCGCTTCTTCAAATCAAGAAGCCCACGGTTTCTGAGAGAGAGAATGT
GCTCATGATGTCCTTCTCACCAGTAAACACAAAGGATGTCAAGAACTTCTATGTGGTTGT
GGTGCCAATTAGGACAAATTCAGGAACCGTTAAAAACCTGATAAACCCTGATGAGATGGA
CATGGAAGAGGTGAGAGCAAAATCTAGGTACACTTGTGGACATAGGGTGATCAAAATGAA
TACAACTCATAGATGGAGTAACAGGAAGAATTTTCAGGGGAGGGATTCTGTTTGTGTTTC
CCAGCTGTATTGTGAACAGCCTGTACTAGAATGTGCACATGCAGCTCANACATCACAGCT
NATGCAAATGTATCCCCNAAAGCATGCAGAAGAGAGCATTACAGTCCATATC
>BJ519505 ID   BJ519505   standard; mRNA; EST; 549 BP.
CGGCACGAGGCAGAGTCTTGGGGTTGTTCAGGTCACCGACAGATGCATCAGCGTTCCTCG



AGGCAGCCATGTCCCTCAGAGGGGAAGTGCTAAGCGGACTACTGATGGATGGAACGGCAG
AAAAATGGGCTGCAGCCCACGCCCTGCATCTTCCGGCCGTGTTGGCCTTTCCCTCCTGGA
GGACTCCTGCTCATCCGTCGGCTCTGCCGGCGGCGTCCTCCTCTGCGGCGGAGCTGCTTT
CGCAGGTTCGCTTGGCGATGCTCCACCCCATGCCTGAGCTAACGGTGGACAACCTGCCGT
CCTTCCTGTCGCTGGGTAAAGCCTTGCTCCTGCTCTTCGTGGGAGAAGAGGAGGACGAGA
TCGGGCAGAAGCAGAACCAGGAGCTGGTGGAGGAGATGAGGAGAGCGGTGGAGCTGGGAG
GAGCCAGGATGGAGCGGTACCTGGCCTGCTGGATTCACCTGTACGCGATTCATCGTGAGG
ATTTCTCTCACCAGAATCTGGGTTGGTGCGTCAACGTTTTTGGTTCTGCGCTTGTCAGAG
GCAGCACTC
>BJ519507 ID   BJ519507   standard; mRNA; EST; 564 BP.
CGAGGATGAGACCTATGCTCAACTTCAATAGCATCAAATGGTCTCATGAGTACCAGGAGG
CCACGATTGATGAGATCCTCCGCTTCCTGAAAGAGCCAAGACCAAACTGACCATCCTGAT
NAGTCCAAAGAGCAGGAGAAGAAATAAGTCGACAGAAAATGCAGCAGGATAAAATACCAT
TTATGATGTCCCTTTCCACACATTATAGCCNAAAACTCANATGGTTTTCCTTACTGCTAA
AAACGCATGTGAAATGAAATATGTTTGGAGCTCACATAAATGCCTTGTAAATTATCCCAG
TTTAAAATGTGAACACATGGAATTGAGTAAGGGAATTTAAGTACTTGTACAAACTTTATG
CCTTCAATGTTATTGAAATGATACTGTTTTAAACGTATAACCAGTTGCAGTATGTACCTT
TTGTATCTCAGGAAAAAAGCAGTAATAAATCAGCAGGCACCCAAAAAAAAGACAGCGACC
ACGCCGCANACGCTCGTGGAAGCGGACCGGGACGTGGACTGAAGGATGGGGGACAAAGCA
GAGGATGAAACCAGCTTCTACTCC
>BJ519549 ID   BJ519549   standard; mRNA; EST; 597 BP.
TCGGCACGAGGGGAAGGTCGCCGTGGTGACAGGAGCAGCGAAGGGGATTGGGAAAGCAAT
AGCGGAGAACTTTCTGCAGAATGGCGCAAAGGTAAAACGTGCGCGTTTTTGGATTCTGCT
GCGCGCTTCTGGTGCCCCGAATCCGACGAGGGAGGAAGTTACAGAAGCAAAGAAGACTTT
GCAGAAATCTGTTTCACTTGTTTAGATAATGCCATGGCTTTACTGCTTTGGCTGCTTTGA
TGGTGTGGAAACGTTTGTGTCGTTGGTCACCTGAGCAGGTGGTCCTGTTGGATGTGGATG
AAACCACAGCGAAGGGTTTGAAGAAAGTCCTTGATCAGAAGTTTGGAGAGGAGAAAACTT
TGTTCATCAGATGTAACGTTGAGTCAGAGGAGGACATTAAAGCCGCCTTTGAGGCAACTA
TGGCCACTTTTGGATGTATGGACATTCTGTGCAACAACGCTGGCATCTTGAGTGAGGACC
AGTGGGAACGAGCTGTGTCTGTAAACCTCGGGGGCGTCATCCGGATGACCTACGCTGCTC
TGGAGAAGATGAGCCAGCAGTCTGGTGGGCGAGGAAGNAGTCGTGGTCAACACAGCC
>BJ519599 ID   BJ519599   standard; mRNA; EST; 502 BP.
TCGGCACGAGGTTGATTTGTTTTTTTTTTAAAAGTAAAGTCCAAATTCTTCCTAAAAAAA
CACACTTTGTGCAATATCAAGCATAAAAGTGAATAAAAGGTTCTTTTTGTTTACAATCAN
ACAGTATTCTTGTCAAAATGGANAAGCAATACTTACCTAGCCNGCTCTCAAAGCACCTTT
GTTAATTGCTGTCTATTTGCTGATTTAAATACATTCACTTTTCAAATGACACCTGATTTT
ANAATATTTTGGGGAATTATAAATTTGTATAATTAGCAAAGTATTGAATTTTGCACAAGG
GAAAAGCAAAATGTTATTTTTCTCCTCANGGTATTTTAATAAAAACANATNGCAAATTGT
ATTTTTCTGGGGAAAAATGTCTTGATGCTCCAAACAAATTTAGTTTTTTTGCACCCTGAG
CAGCANGGAATAAAACTGTCCTAATTTTTTCTGTAGGTTAAAAAATGTGATGCCTTAAGG
TTTTTTTTTTTTTTTTTTNAAA
>BJ519600 ID   BJ519600   standard; mRNA; EST; 186 BP.
TCTGCGTTAAATAACCACTGGATAACATCGCTGGCCTTGACTCGTCCTGAAAATCAACCA
ATGAAAGACTGACCCCGCCTCCTCTCTGGGAACTTTGCCTGGGACGATGCGGCTCGAAGC
CTCGGAGGAGCTTCTAGTCTGAATGTTTACCCCGTTTTCAGCTGGGAACCTTTTTTTTTT
TTAAAT
>BJ519603 ID   BJ519603   standard; mRNA; EST; 719 BP.
TTCGGCACGAGGGTTTATGGTGATGTGCCTTTATACCTGTTTTACACCTTGTTTTCTTAA
AATCCCTGTATGTATGTTGAAGTGAAAAGGTTTTAACACGAAAATAGACACTATGGGTGT
CAGAACATGTCGGATCCTTTCTGTTTGATAAGCACATGATTCTGATGATGGAGATTTTTC
CGTCTCTGAGCAGAGGGAGTGGCGCTGGCTTCAAGCCCACACTGTTGTGACTCAGAATGC
TAGAACTGTGAAGCATGACATCTTTTTCCTTCTGTCTTCTGTTGCCAACATCTTTTCTTC
TTCATGCTGCTTTGGCTCTGTAAGGACTCCACACTCGTTCATGGACCACAGTATTAGACT
TTGTCCTGAGTCTCTCTGATGCTTTTGCACTGTCTGTCTGTCTGCCTGTCTGTCTGCCTG
TCTCCAGCCAACCACAGGAGCTGAATGAAGAAAAAGCATCGGTCGCAGCTTTTCAGTTTT
GCATCTCATGAACCTCCTGAAGCAATACAGTGTCTGCAGATCCTACATGATGAATCATTC
CCCTTTTGCTGGGTCCAAATGTCTTTGTTGGTTTGCGACTGAGGAAGAGAGCTGGAAGCT
GCTTTTACTTCCCTCTTTAGAAACTCTGCCATCCTCTCTGTCTTTTGACATTCTGTGGTT
CTGGACCTTCAGTCAGTGGAACCAGCTGCTGTTGAGTGGACTGCTCTGTGGGAGCTCAT
>BJ519614 ID   BJ519614   standard; mRNA; EST; 129 BP.
AGCACTCAGCTAACAGCTCTCACTTCCCCTCTTAACCACCAAACAGGTCCAAAGCTGTCC
TGAACTTTAAGTGCAATATTTTTTTTAAACTTCATGTTTTATTCTTAAGTTGTTTTTTTT
TTTTTNGGA
>BJ519633 ID   BJ519633   standard; mRNA; EST; 489 BP.



GAGGCCGCGGCCGGGCTGCCGGGCGGCGCCTCCGCCTCCGGACAGGAGCAGAGCTTCGCC
GCGCTGCTGCGCCGCTCTCCGCTGATCCAGATGGGACCGGCCCACGACAAGGTGGTGGTG
GGGAGAGTCGTCCACGTCGTTCAGGACGACCTGTACGTGGATTTTGGGGGGAAGTTCCCG
TGCGTGTGCCGGCGGCCCGCGGACGGGGGGGAACAGCTGCAGCGGGGCTCCAGGGTCCGC
CTGCGCCTGCTCGAACCGGAACTCACTGCGCGCTTCCTGGGAGCCAGAACCGACACCACG
CTGCTGGAGGCGCAGGCTGTGCTGCTGGGCCCGCTGGACGGCCGGGACCCGCACAGCCGG
GAGTAGAACTGGACTCGGACCTCCGGACCACAAACTGGAATTGGCCGCATGGATACTGAG
CATGCGCAGAAAGACTCAGGATTGCACAGATTTTTTTATTTGCTCTTTATTAAGTTCAGA
AGCAGAGCG
>BJ519639 ID   BJ519639   standard; mRNA; EST; 443 BP.
AGGCTCTGAAAGACCAGAGCACGTGTCCCCTTAGAAAGTAGCAATAACAGCGATGATGAC
GCGTCACTGTCAGCCTGGTGACATGTTGACGATCCTCTCACAGAAAAAAAGCCATGTTTC
CTGCGCGCATTGAATGAAACTGCGTGTGATGCCTGCTCAGATTATACAGCTTCATAGTGC
ACAGATTAAAATAAGTGCTTGTTCTTCAGTGGTGTTAATTGTGTTAATCTTGTGGTGGGG
AGAGTAGTTAGAAATATTCTGAGAAGCCTATTTTCTGAAATTTGTAAATGAGTCTATATT
GAGAAATCAAAGTGAATGTACATCTATGACAGATTTGTATTTATATTAAAGTATGTTCCA
CACCAATAACCCAAGCACAATGTTGAGGCTGAAGCGGGGTCATGGATTCTACACATTTTA
TTTTGCTCTTTTTTTTTTTTNAC
>BJ519647 ID   BJ519647   standard; mRNA; EST; 452 BP.
GGCACGAGGGTGAACGCCAGGTTTCAGGAGGTGAAGCGGTCGCTGGAGTTCAGCATAGTG
AACATACAGTATAGGTAAAAAAATGCAACGTTTTACAGAATCTTTCTGTCTAAACTAAAG
TCCTTCTTGATCATTCATAACAAACGAGTCGTTGGTGGGAACTGACTTTTCCAGACCCGA
CCACACGGGTTCGGTGGAGCAGATCAGAGCCGAAGCTCAGGGGTTCTGCTCAGGCGAGTC
CAGAAACCCACCAGGAAGGAGTTCAGACATGTGAAGTCAGAGACATGTGGTCCTGTTGAC
GTGGGGTTTTCATGCTGGATTGAAGGTCACTCATCTCCGGTCTTTGACCTCCCAGCCGTG
TTGCTGTGTCTTAAAAAGAAAGGAAAAGGTTTTTATTTTGTTATTTTTTTTTTTTTGAAT
TTNGAATTTTTGCAGCCAAGNGATTNTTTTCC
>BJ519694 ID   BJ519694   standard; mRNA; EST; 670 BP.
TCGGCACGAGGTTTTTTTGTTTTGTTTTTGTAAAGGATAAAGAATGTATTTTGTCGTCTT
CTTCCACGCGTGTGGATCTGAAGCTCGTCGGGGTAAAAACAGTTTTGGCCGTTGAAGGAG
AACCCAGAGGGCCTGCTCACTGCAAACTGACTTCAGTTTGAACCATTGAAGAAAATATAT
ATATTTATAGAAAGATTTTGTTCTATATAGTTTACCTTTTTTGGTAATGTTTAGTTGGGA
AAAGTTAGGACGTTCTCTCTCACACGGCTAATTGTTGTGCAGTCTGGCTTTTATTTCTTA
GTTTTATTTTGAAACATCTCGAAACCACCGGTCTGCACTCATACACGCGTCTTTTATTTT
CTGTCCCTTCTGTGAGAAGCAGGAAGTTCCTAACTCATGACAGAGAACATGGAATACCTG
GAGCTGCATGGGACTGAGTCTGTTGCATGCAAACGGAGAACCATTGTACCAAGTGCATTA
ATAACTTGATTTTTCTTTCTTTTTTGTCCCCGTCCTTTGTGTTGGGTTTTTTTATACATA
TTTTTATTTTTCAGAGGAGAGCTCCGATGCCGTGTGACAGTGCAATCTGGATAGAACATC
TGATTTTATGTTAGATTGTTATTATTAATATTATTTTTTGCACTGTTTGAATAAATTCTC
ATTGTATTTC
>BJ519734 ID   BJ519734   standard; mRNA; EST; 122 BP.
GGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGNNCTCTCTCTC
TC
>BJ519747 ID   BJ519747   standard; mRNA; EST; 565 BP.
CACAATTTCACATTTTTAAGTGTAATGTGGCTCCGACTTTTGATCATTTTAAAATGTTGG
CTGTCTCAATAACCAGATTTTCTTTTCTTCTCTTTATATGTGTAGATAAATATCAAATGT
TGAGCCAAATCTGTTCGGTTTTCAAATTGTGATCCTCTAATGGAACCCATGCTGACTCAA
ACAGTGGCTTAAGTTGAAAATGTAACACTGAAGTTTGAAGCCGTCTTTTTGTTCTTAAAG
AAGACAGTTGGAATTCCCTGTGATCCACTGATCTTTTCTTTCTTGCTGGTTTCTCAAATT
TCCACCCAGACTAAATTTTCCAACAAATTTCTCCTCTAAACAGGCTGGTCCTGTCCTCTT
TGGTTTCGTTTTTGACCTCCATGGTGAAAACATCCCCTCTCCGTGCCTCTCTGGAAGCTG
CGGATGTTTTCTCCACTGAAGTCTTTTGGCATCAGCCGCCGCTGACAGCTCGGCTTGCGG
AAGACTCCACGATTTGCAGCCTGCAAAAAGAGCAGCGGAATTTAAAGCGTTGCTTAGCAA
CAGGGCTGTAGTTGTCTCTGAGATG
>BJ519748 ID   BJ519748   standard; mRNA; EST; 374 BP.
TTCGGCACGAGGTTCTAACATTCCTATCCAGGGTAACACTACTGTGCCTGTTCCACTCAA
ATGTTTTCTAATGGGATGTTGAATATTTGCAGCCTGGTATATATAAATATATATATAAAT
ATCTATATTTTTAACCTACAGACATGAACAGTCAAATGCTATATAGAGGGCATTTTTCTA
TCCTATTTTTGTCACTGGGAATGCTGTCAGAGGTTAAAGCAGAGTTCTAATGGGATTTCT
CTCTTTTTCCAGCCTTTTCTCTTATCTGGCACTTTAGCTCTAAATGAAATCCTGCTCTAG
TATATTGTTTTTCCTGCTGGATAACGTCATGCATGAGCTGCACAGCAGGCACCTGCCCCC
CCCCCCCCCCCCCC
>BJ519764 ID   BJ519764   standard; mRNA; EST; 636 BP.



TCGGACGAGGCAAAAAATGAAAAGAAGAAGAAGCCCCTTCCTGCTTGCCCAGAGTGAACA
CAAATGTGCATTCAAAAAGACATGTTTAGAGGGTTTTTGAACGTACGCCACGAGCCCAGA
GTGTCCATAACTTAAGCAGCATTGGTATTAGGGAGTAAGCTATCGAAAAATTCAAAATCA
GCCATAAAATGGAACTCAAAAATGTAAAATAGTTGCGTTTATGTGTTCATTCTTTTACAT
CTAGCTCGATTTCCTCTTTTGGTCATACTGGCACTAAATTTTGACTGATTGACTTAATTC
TTTTATTTTTTAAACGCAAAATAAATAAAAAAGATGAACAGAAAGCGATGAAGTGTTCTA
AAAAGGAGTGGAAGACAATCTTATTCATTCACACCCCCNATCTTACTATATTTTATGCCT
ACATTTTTACACATTAATCANAAGAATTAAGGGAAAAACAAAGATGAGGATCAAGGAACT
TAAATGCTTTCACAAGTCATGATTTTCCACACATTGGCGTTTCTTAATTTTGTATCCNAG
ATTTCTTTATTTTTTATTTTTTTATTTTTTTTTAACTGGTTTGGTCCAGTTTTCAATAGG
ATTTAGGGCAGTGAAACTGTTGAATGTTTTTTTTTT
>BJ519796 ID   BJ519796   standard; mRNA; EST; 499 BP.
TTCGGCACGAGGGTCTCCGTGAGATGATGTGACTGAAGAACTGCAGAAGGAGAGATTTCT
GAACTTCTTTTCAAACCTCAGCTGGACAGACAAACCTGCTTTGACTCACTGCAAGAAAAG
GGTTCAGCCATGCACCTCGGGTCAGACATCCTGATCCTGCTGAGTGTGCTGCTGCTGTGG
GGAACTCTGGGATCCGGAGAACAGAATGACACAGAACCCATCATACTCGAAGGCAAATGT
TTGGTGGTTTGTGACTCCACTCCTTCATCCGAGCCTGCTGGGAACGCTTTGGGGATGTCT
GTCCGCTCCGGCTCTGGACGAGTGGCCTTCTCCGCCAGCCGCCAGACCAACCACGAGCCC
ACAGACATGAGCAACCGCACTATGATCATCTACTTTGATAATATCTTGGTAAACGTTGGG
ACTCATTTTGACCAAGAGAGTAGCATCTTTCTGGCGCCTCGGAGAGGAGTTTACAGCTTC
AACTTTCACGTTGTGAAGG
>BJ519810 ID   BJ519810   standard; mRNA; EST; 615 BP.
GAGGGTGAGGCGTTAGCCCGGCCGGCCTCTATCCGTGTACCCATGGTCTTTGGCTTTTGT
TGTCCCATGTCAGGCCGCTGGCAGTGTTCTGCTGCAGCCTCATTGGCATGGCCTGGCCGA
TGTGCTGCCTGCCTTACAAAAGATAGCAGAAAGAGGCAGAGAAAGAGTGGGGGAGAGGAA
AAAGGGAAAGAAAATGGGAGGTTTTGTATGATGAAGGTAAGTGAATGTCACTTTCTTTCT
TGCTGAATTTCACTCCCTGTGGAAAAACGTTGCTATGCCAGTGAGTGGTACAGCTTACAG
TGCAACTGATTTAAAGAGTCTTGATTTTGCCCCCACCTCCCCCTTTGTCTTTCTTTTTTC
TGGATGTTTATGGTGTTATGTGAATATGCACCTGATGAATGCATTACATTCACAAGCCTT
TCATTGTCTGCTTCATGACAGCGAAGAATTCTTACACCAGTAATGGCCGGAAAACAAACA
GAGATCCAGACAGACTCATTTCCTTTCCTTTAGGGCAGGGGTCCCCAGATCCNGGGCCTC
GAGGGCCGACCTCCTGCTGGTTTTCCAGAAATCCTGCCTTGTCTGCTGCTGATTACCTGG
ATCAGGTGTGTTTAG
>BJ519827 ID   BJ519827   standard; mRNA; EST; 630 BP.
CGGCACGAGGGTTTTCTGGACAAGTTGGATCTCCCAAATGTTGTCTGCTTTTTGTGTTTC
ATGATGTTTTGTGTGTTGGGGAAATATTTTAGTTGGTAGGATGTGTAAAGTTTGATGGGT
AAGCTGCCGCCGCCGCCGCTGCCATTCTTGATAGATTGGCTCAGACAGACAATGGATCCT
TTTTTTTCTTCTTTTTTTTGTTGGTGTTTGTAAAAGTCAAAACAAAAAAACACCGTCATC
ACCTGTAAAAGGGTTACTTTCACATTCAGTCTATCCAAGACTCTGCTGCTGCTGCTGCTG
CTGCTGCTGCTGTTCCTTTATACAGGCGTATATTAACACACGGATAGATAAAACTGTTGG
TACCCCTCTGATAATGGAAAAACAAATACACAATCACTGAAACAACTTGACGAAAAGGAA
TTAAAAGTTCAGCAATAAAAATTGCTTTTAAATTTTTGCACAACATACTTCTAGAAGTGA
GCATTTTTGCAATATCAGAGGAGTACAAACACATTTTATATATGTGTGTGTACATTCTAT
ATGATCTCAAAGTTGCCTCTTCTTGCTCAAAAATGTCTCCTGTTTACTTTCTTTGACATT
TCTGAAGAGAAACCTGAATATGCAATAGAA
>BJ519847 ID   BJ519847   standard; mRNA; EST; 395 BP.
TCGGCACGAGGAATTCACCAAGAAACTGCGGAACCCGTACAGCATCGACAACAATGAGCT
GGTTGATTTCCTGTCGCGGGCGCCCTCAGATGTGCAGAAGGTTCAGTTCAACGAGCTGAA
GATCAGCAAGAAGAAGAAGCTTCTCTAGGACAAGAGGGACCACGGNAAACCAAAGAGGAT
CGACAAGTGTCTTTATTATTTTTTAATAAGTGAAGGAATATCAATCAGATCCTGCTGATT
TACATTCTTGGAACATTTCTACACTTTTTAGTCCAGAAATGGATTCTCATGAAACCAAAA
ATGATCTTTTTTTTTTTNCCNCCCCAAAANGAAGGTAAATCTGGTTTTTTTNGTTNATAA
TGGTCCATTTAAAAAAAAAACNCTNAAAANNTTTT
>BJ519861 ID   BJ519861   standard; mRNA; EST; 448 BP.
GTAGCTTTTCAACACAAGCATCATTTTCTTTTGTTTTTTTCTACATTTATTACAATAATG
TGTGTAAAATGTGCTTAATTGGTGAGTGTGAAACATGTTTTTTGTTGCCTAGTTCCCCTT
TAATCAGATCCAAGACACAATTAGCAGTAATTTTCATCTCAAAGTCTGAATCTGCTGTTG
AACGGAGTTTTGTTCAATTATTTCAGTTTGTTGTTCAGTCTACCTTAATTTCTAGGCTAT
TTTGCCACCTTCCAAAGATTTACTTTGGTTGAAAATGGTTTTAAAATGCTCCAAATTGAT
CACTGCCCTTCGAGGGGACATAAATGTAGCCTATCCTGTAACATATAGACCAATATATTG
CATCATTTGTATGGTATATTTTCCCATTAATTTTGAGTACTGGTAAATCCCTGTTCTTTT
AAACTGATCTTGTTTTTTTTTTTTTTNA
>BJ519868 ID   BJ519868   standard; mRNA; EST; 122 BP.
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA



GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GA
>BJ519895 ID   BJ519895   standard; mRNA; EST; 599 BP.
GATGAACATGGCAGCCCACCACCACCCCGGTGCCTTTTTCCGGTACATGAGGCAGCAGTG
CATCAAGCAGGAGCTCATCTGCAAATGGATCGACCCCGATCAGCTCAGCAACCCCAAGAA
GTGCTGCAATAAAACTTTTAGCACCATGCACGAGCTGGTTACGCACGTCTCTGTGGAGCA
CGTCGGTGGACCGGAGCAGACCAACCACGTCTGCTTCTGGGAGGACTGCTCCCGGGAGAG
CAAGCCGTTCAAGGCAAAATACAAACTGGTAAACCACATTCGGGTGCACACCGGGGAGAA
GCCGTTCCCATGCCCCTTCCCCGGCTGCGGAAAGGTCTTCGCGCGGTCGGAAAACTTAAA
GATCCACAAGAGGACGCACACAGGAGAAAAACCCTTCCAGTGTGAGTTTGAAGGCTGCGA
CAGAAGGTTTGCAAACAGCAGCGACCGGAAAAAACACATGCATGTTCACACATCGGACAA
GCCATATCTCTGCAAAATGTGCGACAAGTCCTATACACATCCCAGCTCTCTACGGAAACA
CATGAAGGTCCACGAATCATCTCCNTCAGCATCAGACTCATCACCAGCAGCCAGCTCTG
>BJ519896 ID   BJ519896   standard; mRNA; EST; 384 BP.
AGGCTGTATCCCAACTTCCTCAGTCCAGTCAGTGGCAACTGGGTTCAGCATCATGTTTCC
ATCGGGGGCCTTGGGGATAGTTTCTATGAATATCTGATTAAATCATATCTAATGTCAGAC
AAAACGGATGAAGAAGCAAAGGACATGTACTACAGCGCACTGCAGGCAATCGAGGCTAAC
CTGGTGCAAAAATCCCCCGGTGGTCTCACCTATCTGGCTGAGTGGAGGGGAGGGATTTTG
GACCACAAAATGGGCCACCTGGCCTGCTTCTCTGGTGGCATGATTGGCATTGGAGCTGAT
GATGGTGAACCAGAANAGAGGCAACACTACCTCGACCTTGCTGCTGAGATAACCCACACG
TGTCATGAGAGCTACACTCGATCA
>BJ519952 ID   BJ519952   standard; mRNA; EST; 222 BP.
TGCATACTAATGGTCTAGGGCTGGGACTCAGAAGAAAGACTTAAACTTTAAGACGGGCGT
CCGTTCCTGTGCCAGCTGGGTCATTCAACAGTTCTTTGTGTGTAAGTGACTGAATCCCTG
CGGAGAACAATAAAGTAACTTTTACATTTTCTCTTTAATTTGTAATATTTATGCAAACTT
TTTTGTACATCTTTTTACTTTTTTTTTTTTTNGGGCTTTNAA
>BJ519982 ID   BJ519982   standard; mRNA; EST; 319 BP.
TTCGGCACGAGGAAACGCTGGAGCGTGTTCGGACCTCGACCGCTAGTTCAGCATTCAGCC
TCTGACCTGGGATCAGACGGCAGCGCTGCAGGCTTTGCGCTGCAGGCGTACCGCGGAGCC
CAGAAGCCGACGCCCATGGAGGTGATGAAGTCGCAGGCGGCTCGTCTGACTGACGACCCT
CAGAAGGTGTCCCCCCCCAAGATGGAGATCCCCACGGTGGAGGGCCGGCGGCAGGGGGCG
CGTCCGCACAAGCTCAAGCACCGAGACATGAACATCCTGACGCCATCGGGCTTCTGAGGG
GGGGGGGCACCCGTAANTT
>BJ519984 ID   BJ519984   standard; mRNA; EST; 138 BP.
TCCACAAGTGCAACCTCATCAGCAGCAGCTGTAGATAGAGGGCGCCAGCGAGCCAAGGGA
CCTGCTCTGCATCATGCTTCTCAACCAGAGCCTTCATCAGCAGCCCATGAAGAGGAGACT
GAGACACCCCCCCCCCCC
>BJ519997 ID   BJ519997   standard; mRNA; EST; 463 BP.
CGGCACGAGGGCAGCACCGGCGAAGTCAGGCGTGAGCTCTCGCCCGAAAGAGTACAACGT
GAAGTGCAGCGAGCTGACACAGCCCCTGGACCCAAACGGGAACAATGGCTTGATCAAGCC
CACCCAGGCCGTTGTAGAAACAATGATGTGAGCGCTCTCTGTGAGAGGAATACGAATGAT
GTGCTTTCTGTGTTATCATGTTGGCTAACTTTGATAAGGGTAGGTTTACATTGTCCAATA
TATTCATAGTAGATTTTCTTTGGATTGATTTTTATTAAGAGAGAGATATATATTACTGTT
TAAATTTTTTCGTCTTATAATTTTTGATTCTTTTTTTTTTGTTTTTTTTACNCTGTTGAT
ATTGTTCANGTTACAATTGTTGCTGTAGTTGGCACTGATCTAANCTTAAACNGNATTTTG
ANANAAAACATGCTCATNGTTTACAATGTTTCTGTTGATTCCA
>BJ520025 ID   BJ520025   standard; mRNA; EST; 643 BP.
CGGCACGAGGCTCTGCAAGGCGCGTTCCACTTCCATTGAAATACCGAAGTAAACGCGCGT
ATATTTAAAACTCACGTGTCGCTGCGCAGGTCTTTAAGAGCGTTTTCAGGCTCCTCCTAC
AAAACGCATGGCCATGGACATGGCAGAAAACTCGGATTGGACAGTGACGTACCGTTTGAA
AATTGATCAATTGATGAGTAACTGCGGTTTGTGCCGGACCAGAATTCCACGACTTTCACC
CTCCTCCCTCCCGTTGTTGCCACGTCAACCATTTGCCTTTGATACGCTCCCATCATGTCG
TTTCATAGCAGACAAGCACAAACTCAGCTTCTGAACGGAGATGTGCTGATCCGAAGGTTC
TGTTGGTGTTCATGGTAGAACCCTTTCTTTTAAAGGTTGACTCTGAATGTTATGAATGTT
TTCTGGAATGCATCAACGTCTGACCCTGAAGCTTCATCCTTCTTCACCTGCTAATCTCTA
CAGACCATAGTCTTCACTTCCTTAGATTCTCTAACAGTAGCAGAGCTGTAGGCCGGTCGT
GTAGCACCAGTACACCCCCCATACTGGCTTTACTGGGTACTTTTGAACTGCTGCTGTTTT
TTTTCTGGATATTTTCAGCTGTTTTTAGATCAAATGTGCTCTT
>BJ520045 ID   BJ520045   standard; mRNA; EST; 582 BP.
CGGCACGAGGGTCAACATGAACAGACTGCCTGGGTGGGACAAGCACTCGTACGGTTACCA
TGGAGATGACGGTCACTCCTTCTGCTCCTCTGGGACGGGCCAGCCGTACGGGCCCACGTT
TACCACGGGAGATGTGATTGGCTGCTGCGTTAACCTCATCAACAACACCTGCTTCTACAC
CAAAAACGGCATCAGTTTAGGTGTTGCCTTCACAGACCTCCCACCCAACCTGTACCCCAC
TGTGGGGCTACAGACGCCTGGTGAGATCGTCGACGCTAACTTTGGCCAGCAGCCGTTTGT



CTTCGACATCGAGGACTACATGAGCGAGTGGCGGGCCAAGATCCTCGGAATGATCGCACG
ATTTCCCATTGGCGAGCGGCTGGGGGAGTGGCAGGGCGTCTTGCAGAACATGGTGTCCAG
CTATTTGGTGCATCATGGGTACTGTGCCACTGCAACAGCCTTCGCCAGAGCCACCGAGAC
CATGATCCAAGAAGATCAGAGCTCAATAAAGAACAGGCAAAGAATACAGAAGCTGGTTCT
GGCAGGACGGGTGGGAGAAGCCATAGAGGCCACTCAGCAGGT
>BJ520049 ID   BJ520049   standard; mRNA; EST; 627 BP.
TTCGGCACGAGGATTTGACTCTTTCCTGGGGTCAACAATGGGAAAGAGAATGTAGAAAAC
AAATTAAAAGCCAAAAAGAAAAACACTAAAAAGAAGGACGCAAAGCCTGCTGAACACTGG
ACCAGTTTTGGCAAGCCAACATTAAAATCGCACGAAGAGGCGTCAGCCATGTGCACTAAG
AAGTCTTCTCTGCAATACCCGTGCATGATTGTTGGCTGCGACGCTGTAGAGCGAGCGGAG
AGAAGTATTTTTAAGCATTACACCACTCATGGCCTCACTGAGAAATACATCGAAGACCAG
AGGAGTCAGTTCATTTTCTGCAAAAAGTACTCTCGCTCCAGATTCAAAGAAGCGGAGAAA
ACAGAAGCCGTGTCAGCCTCGTCCTCTGAGGAGACGGAGCCAGACGACGGCGAAAAGCAA
TGCGAGCAGAAAACGGAGGAGCCGGTGGCAGACAAAGTAGGCCAAGAGGACGGCAAGTTG
TCCAACGATGACGGCGCAGAATCGCACGCTTCCACTGTCACAGAGGGAGGCATTAAAAGA
GGGCGTCCAAGGAAACCCGCACATCCCACACCAGCTTGTCCACAGAGAATACAGACCCTC
ANAAACCGCTCGACTGTTAACAATTCA
>BJ520072 ID   BJ520072   standard; mRNA; EST; 668 BP.
TCGGCACGAGGTTTTTTTTCATTTCAACCAAACCTTTATTTGGTTTTACACACAGGAACA
CAATCATTTCTAAGGTTCAGATGGTTTCCTTCAGCCTGGAGTGACTCATCTGTGAGGAGT
CATTCAGAAATATTCTCAAGGAGCAGCACTCTGTGTGTAAAGCAACATCAATCAGTGGTT
TCACTACATTAAACTGACGTCATTCTGGAAAAAAAAGAACTATTTTCATGACTAATCTAG
ACAGAAACAAGAAAATAAAAGTTCTGCTTAATTCTCTGAAACTTGTTTTTGCAGCTCGCA
GACAGAAACGTCTACCAAACACAAGGAGTCGTCTTCTTTTAGAGAACTGCATGGAAGAAA
GCAGCAAACAGAGCAGCGGCTTCCCTCCCAAACATCANAGGTGCTACACACACATGTGGA
CACTGTAGAGCAGGAGTGGGCAAACTTTGTGCCTGGTGGGCCACAGAGGGGTCTAACATT
TGACACGAGGGCCGAACCAGGAGCAGAATTTGGGTAATCCACCTCATGAGAAAAAGAAAT
AGATTCTGGATGCAAACACCCTTTAACTTTGATTGAAAATGGATATATATGTTTTAAAAC
AGAACATTTCAAACGGTGACTTTTGTTCTCAGTTTAGGGCCAATTGCAGCACCCGGGTTG
ATGTCTCT
>BJ520086 ID   BJ520086   standard; mRNA; EST; 564 BP.
TCGGCACGAGGGTTTCAACAGCTGAAAAAAAGCGAAAGCCTCGTCGTTTGACAACAATCC
ATCGATACAACAAGGTAATGGAGGACCCGGGCGCCGGTTAACGGCGTTTTCGGCTTTTGA
AACAAGCGGCTGGAAGGTGGAACGAGGAAATCTTTGATCCGATCCGAACCGCTGCACTCT
GTTTTTCTATTCATAGTTCTTTCATCATGCTGTTACAACGAAAGGTCAATGATTTATTTT
TTTCCCTTTTTCAGTGTTATTATTTTGAATTGAAATGCAATATTAAAATGGAGCAAGAGA
TGGCAATTCAGCATTTGACAGTATTAAGAAAATTCCCTCTGCAATGTTACAACATGCTGT
GTCATTGTGAAAGGCTGGATAAGTCCATCAGGGGAAAGATGACTCTGTCTNAAGATCTAC
TCTCTCTGGCCTGCCTAATACATGTATGATAATGTAATTAATAGCCATTGTTACAGGTTT
ATAATGTATTTTTCTAATCTCATTTTATATGTATTATAATCATGTTTCTGAGTAAAAATT
TTTTTTTTTTTTAAATGAAACCCA
>BJ520114 ID   BJ520114   standard; mRNA; EST; 106 BP.
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
>BJ520127 ID   BJ520127   standard; mRNA; EST; 571 BP.
CAAATTTAGAGCCGTTTTATTATCCCCCACCACACTGTATGTGGTTTCAGACGAGCAGTA
GTTTCAACAGGGCTCAGTCTGTCAACACATCATGACTAATCCCTTACACTCAATGAGTCA
TTTCCCATCCCATAATGAGAGTCGGGATGGGAAAAAGTATAAAGTGCGCCCGCTAAGGTT
GCCATCACTTGCCACAAGTCACAGGATGTCAGTATGGTTGTCGGTCCTTTTGTTAAATGG
TTGTGTTGTAATCAAATGCACTGGAAAGTACTTTGTTTCTTTAAAACTTTTAGGTCTCTT
TCCTGTTGTGCGTTAATGTATAGTATATACTCTGGATCGTTCTTTTGGGCTCATCTGGCC
GCATGTCAGTCGTATATCTGTGCATTTAGCATGTAGGTTCAGGCCTGTTGATTTATTGAA
AAGGGAAACAAGCCACCATAGTGCCCTTTTTACAAAAATGTTCTTAGTGGTGTTCTCAAT
ATGCACAAATGGATGTGTATTTTATGGAAATTATCANAGTGTTGCATTTAAAAACTGTTT
TTCCCTAAATGGAAGTTGCTTTTCTTACAAA
>BJ520146 ID   BJ520146   standard; mRNA; EST; 644 BP.
CACGAGGAATGTCTCGAAGGTGGAAGTGACTTTTGGTTTCTAAAACAAGTTTTGGAAGGC
TTGGATCTGTTGTCATGGAGGGGTAGTGGCTAGCACTCTCGCCTTGCAGCAATAAGGCTT
TGGTTTGAATCCCGGCTGGGACCTTTCTGTGTGGAATTTGCTTGTCCTCCTCATGCATGT
GTGGGTTTTCTCTGGTTTCCTCCCACCGTCCAAAAACATGCTTCATAGGTTCATTGATAA
GTACACATTGTCCCTCAGGTATGAAGGTGAGTGTGGTTGTGTGGTCCTGCATCCGACTGG
TAACCGGTCCAAAGTTTATCCCGCCTTCACCCAACAGATGGATGGATGGATGGATAGAAG
TTGTCACAAAACTTTGTATGTTCTCAAGATGGGACTGATGCCGATTTGGTGTAGAAGACA
TTTTATTTAAATGCGACTTTCTTTCTTTTTCTTTTAACTTGTTCTGTCCAACAACTGAGC



AAACAGATTCGAGCTGAAGGCCTTTTGTGTTGGACACGTTTTACTTTCACAAAAAGAGGT
TATAGAACTTCAGAACAACCAGAAGTGTAGATTTGTATAAACCCATTTTTGTTTGTTTTA
TTATTTTTTATTTGTTACATTTANTGTATGTGTGTGTGTGTGTG
>BJ520157 ID   BJ520157   standard; mRNA; EST; 568 BP.
TCGGCACGAGGTATTTCTACAACATTTTCCTAAACGTGGGTCACAGTTTAACAAAAACCT
TCATTGAAACAATCTGGCTGGTGATTTATATATTTGTTTCTGTTTAGATATCCACATTAT
TTTCGTCATTTACTTCTGATTTAGCCTAAAATACACCTGAAGAATGAAAAAGCCATTTGA
GGTTAAAGGTCAGTCTGTAACGTACGTCAAACCTACTTTACAGTTCTCCACCGCGGACGG
GCTCATCGCCTTTCATCGTTCCGTTATCGTTATGTCGTTTCTCTCGACTATTAACGGACC
GGATGCCGGATTACGGCTAACTTTATGAGGAAAAAAAGTGCCATCAATTAAAATAGGCAG
CTACAGATTCAGGAGGTGAAAGTGCAATATCATTGTCTTAAATTTAGATGTTGGTGGGGA
AAAAACAACAACAAAAAAAACAGTCACTTTTCTTTGCAGAACTTCAAGTTCAACCTGTTC
AGCCAGCTACTCCCCCNAAAAATGCTGTTACACTTAAAGAGGAAATGAGATGTTTTGTTT
GGCTCGGGTTTCAGTGTGATAGCATTGA
>BJ520172 ID   BJ520172   standard; mRNA; EST; 505 BP.
TCGGCACGAGGGACAACCTGAGGTCTGCCTGCATTTTCAAACCAACCGTTTCCAAGACAT
TCCAGTCTGATGGGGGCGCTCTCTGTCACAACAGTAAATGCTTATCACAGTAATGCTGCT
CTTTCTGTGCTGGGACTGTACCAAACTGATTAGAAAATGATCACCATATCAAAAATAAAG
GTTCTCATTTCTAGATGTACGTTTTCGTCGTGAGGTGTACTTCACATGCTCAGTTGGATT
TAACTTGCTAGACCAAAGTTTGAAAGGAGTTTCTTCCTGAATAATTGTGATGATATTGTA
AAAATGTTCTGTAGTTACCCTTGTGCTATCCTAGGCACTTTAACAATGGGAGTTGGGTCA
TCTAGACCCACTAGACAGTGCCCTGAACCTTTTTTCTTCACTGATTTGTGATCTTCACTG
GTGTCCATAGATTACATGAAATCTTTCCACCTTCATCCACCTTTGTCATGGTAGGGAGAA
CACGTCAATGGAAGGGGGGGGGGGG
>BJ520189 ID   BJ520189   standard; mRNA; EST; 168 BP.
CGAGGCTGAGAGCCAATCACACAGCAGCTGGTTAAACATGTTTACATGGAGGGCTTGATG
GAGGCTTGGAGCTCTCAGGACACTCCCAGGCTGCTCAATGTGCTTTGCCCCATTATGACC
TTAAACCCCCCCCCCCCCCCTTTTTTTTTTTNGNNGNNTGGAANTTTT
>BJ520202 ID   BJ520202   standard; mRNA; EST; 560 BP.
CGGCACGAGGAATGACTGAAAGCATGAGCCTTCAGAACCCCAAAGGATCGACCCAGAACT
GCACAGGCTCTTCAGAGCCTCATGGGAGCAGCAGCACAACCAACATGAACGTGAACGTCA
TTAGTCCGGAAAAGGTTTCTGCAAGTGCCAGACGGCGCTATGAGACTCAGATCCAAACTA
GACTGCAGAATCTCAGCACCAATTTACAAAACAAGAGCAATGACATTGAGGTTCTAGCAG
TTGACTTGCAGAAGGAAATCTTGATCAACTTCCTGTCTCTGGAGTTTGAAAGCGAAGAAC
AGTTCAACAGCAGCGTGAAGACCCTGTTGTCTCATCTCCCAAAGCAGCGCTACCTGAAGT
CCATCTGCGACGAGATCCATCACTTCAAAATAACAAAAAGGGTGGCTGTGGTTGTACTGT
ACAGCTACNAGGATGACTACNACNAGATCCTCCTGTGAGCATTGCAGGGATCCCAACGGA
CCAGGAAAGTATTTCAGTTCGACTTGGACTGAACCAAGTCTCANAGGCGGCTTTTTTTTT
TTTTTTTTTAACCTTTAACC
>BJ520210 ID   BJ520210   standard; mRNA; EST; 642 BP.
CACAGCTGTCTCAAAGGACCGTGCCACGTTCACTTAGAGGGAGGCATATCATTTGGTGTT
GGTGCTTTTAATTTGACGCTGTCGCTGTTTCCTCCTCGGATCCTCAGAGTGCTGGAGTTT
GCAGGCTTCTCTGGAGACAAGGACTACGGCCTGTCTCTCTTGCGTGATGGTGCCACAGGG
TTGAACCTGCGCTCCATGCTGTGTGTTCTGCTGCTGCTCTGCTACCACACCTTCCTCACG
TTTGTTCTAGGAACTGGTGAAGGAGACGTGGCGGAGGCTGAAAGACTGTTGAAACCTTTC
CGGCTTCGTTATCCTGAGGGGGCCATCTTTCTTTTCTTTGCTGGGAGAATCGAGGAGATC
AAAGGAAACATCGATGAGGCTGTAGCATGTTTTGAAAACGGCTGCAGGGCGCAGCAAACA
TGGAAGCAGTTTCACCACATGTGCTACTGGGAGCTGATGTGGTGCTTCACCTACNAGCGC
GTGTGGAGGGTAGCCTACTTCTACGCGGACCTGCTGAGCAAGGAGAGCCGCTGGTCCAAG
GCCATGTACGTCTACNTGAAAGCTGCTTACCTCAGCATGCTACCTGCTGATGAGGCCAGG
CCTTTTGGGGAGGATGAGGTCAAGCTCTTCAGGATCGTGCCG
>BJ520235 ID   BJ520235   standard; mRNA; EST; 638 BP.
GAAATCACCACTAAGTACCCAGAGTGGCTGCAAGCAAACAAGCCCAGCTTAAGTGCAGAG
GACTACCGCCGCTACGAACAGCAATCCAAAGTCATGGGAGATATCTGCAAGCTCTTTGAG
GCCGAGGAACAGGGAGTAGAAAACAAAGAGAGAACTTTTGAGAGCATCATGGACCGGATG
CAGCAGCTGCAGGATCTAGGCCAGCCACCCAAGGAATTGGCAGGAGATGTGCCTCCAGGC
TTAAACTTTGACATGGAGTCCCTGAACCTCCCTGGAGGCCTTGGAGCCGGGGCCCCGGAT
CAGTGCTCCATCATGTGAGGGGGGTGGAGCGGTTCGTCGGGAGATTTGGTGCCGAATGGT
TCCTCTGTGTGAGTCGGAGAACAACAGACGGAGAGCCAGAGGTCAGGCAGCGGTGTGACC
TGACAGTCAACACTGTTGACCTTTCAGATGGGTGTGAAAACAAGCAGAGGAGCTGCTGAA
ATCAACACTAAATGCCAACACACATTCTCTGTAAAAATCAAAATGTGAACACAGAANATG
TAAAGATTTCTACAGTAGTTTGTCGTCAGAAGCCACGCCTCCTTCAGAGTTATTTTAGCA
GAATCTCTCCNATAAGAAGAAATGACCACTGCCGCTCT
>BJ520248 ID   BJ520248   standard; mRNA; EST; 114 BP.



TCGGCACGAGGCTCCTATTGAGATGCAACCCCTTCCCTCCTTGACCTGTTGGTATCACGG
CTGTGGACGCCATCTCTGACGCTACTTATGGGTTATTTTTTTTTTTTTTNAAAA
>BJ520290 ID   BJ520290   standard; mRNA; EST; 177 BP.
TTCGGCACGAGGAAACCGGTGTAGCATACGGCCCACCCAGTGCCTTAACGTTTGGATTTT
TAATTTTACTGCCATATCTGTTTTTGTTCATTTGTTTCAGCAAAATCTTTACTCTTCCAT
CACAGATTTTTGGTTTTATTCAAACTTTTTTTTTTTTTTTGAAANTTAAAAAAAAAA
>BJ520295 ID   BJ520295   standard; mRNA; EST; 294 BP.
CATTTCTTAGGGCCCTTCTTGCTTGCTTTCGCTGTTTTGTTGAACCAAGTGGAATCAAAC
TTATCATGTAGAAGTCAGTATGGAGTTTGTGCACACTCAGCCTGAAACTTGTTCCCTCTT
TGTAATTCGTTTTTTTTCTCCTGTCTTGTATGATAAGAAAACATTACCAGAACATGTTTT
TAGGACCACTTGATTTATTTTTTTCCTCTATCAAATGAAAGCCGAAGGTCAACTGTGTAG
TGATGTGTACAAATTGTTTTTTTTTTTTAAATNCTTTTTTTTTTTTTTAAANNA
>BJ520303 ID   BJ520303   standard; mRNA; EST; 123 BP.
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGANAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAG
>BJ520304 ID   BJ520304   standard; mRNA; EST; 328 BP.
ATTCGGCACGAGGGCTCGTTGTGTCTACCCAGCCTTGAATTGGAATAGATTCCTTAAAGG
CAGTGATGTTTTTGCTTCACTCGCATTGGTCAGTAACAAATGTGTGGAACAATCATCACA
GTGTAAACTGATAGGCTTTGTGGTACTCCCTTTTTATGTTCGATTTTCCAAATGCTGGCA
ATTTTTTTTTTTTTTTTACCNAANCCCNCCCGTCTTACCNCCCACCNCGNAGGTTTTTCN
NATTNGGTTAAAACNAAAAAAACCAGGNCATTTTTTTTTTNTTTTATCCNGAAACNAACC
CCCCCCCCCCNCCCCCAAANGGGGGNCC
>BJ520330 ID   BJ520330   standard; mRNA; EST; 668 BP.
TCGGCACGAGGCCAATTCAAGTCCCTGATTGGTCAAAGTTCAACCTAGTTTAACCCTCAA
CATACGTCCAATGGCCATTTTGTACGTAGATCCCACAAACGGACGTAGAAACTTGCGTGA
ACGCAGGAGTTTTGAACGTGGAAACCTGAAAAGTGCATTACCATACACATGTCATTGAAA
GTGGTTGCTTGAACACAGATTTCTGAGACCCGTGTGAACGTAGCATCAAGAACGATTAGG
TAAAAGTACTTAATAGAAACAATGATNAAAAATACGTTTTCTGCCTGTGGAGGGGAGAGT
TGCAATTCCGGCCCACAGACCGCCGTGAAACGAGCAGATGTGCAGCAGATTGCAGGCAGA
GCCAGATGTTCAAGCAATGTTATTTCCTTCTCACTTGTAATGATAATCCAGGTCAGTGGG
CTGGGAAATACGAATCCACCCCCACACCCTTACNAAAGGATGTAAAAAGGGGGAATAAAT
AGTCATGTATTCTTGGACAAAACTTTGCCAGTTTGTCCATTTCAAACAAACAGAAAGAGA
GGGTAGTTGATGTCAAATTACCCATGAGCCACTGGAGCTGGTGCCCAATAAAGTGGAGGT
TGGCTGATGCCCTCCTGTTTCATCTTTGAAAATACCCATTACTCTTGTTTTTCCTCCTTC
CTGTATTT
>BJ520338 ID   BJ520338   standard; mRNA; EST; 627 BP.
TCGGCACGAGGACCAGCTGCATGGACAGATTTATCAACTGGTTTGCTCATCACTTGAGTA
ACTTTCAGTTCCGGTGGAGTTGGGACGACTGGGCCGACTGCTTGACTGTGGACCTGGACA
AACCCAAGCCCAAGTTTGTCAAAGAGGTTCTGGAGAAGTCGATGAGGCTTTCCTACCATC
AGAGGATTGTGGACATCGTTCCTGCCACCTTCTCCGCCCTCATTCCCGCCGATCCCATCT
TTACCTTTAAATACGAAGACGAGACCGCCTCTTCGTTACCGGGTTACCCCACCTCAGTCA
CCGTTTCAAACGCCATCAAGAACCGAGCGTCCAACGAGGAAATCCTGGCCATCCTCAAAG
AGGTCCCCAACCCCAACCAGGAGGACGATGACGATGAAGGCGAGGCCTTCAACCCCCTGA
AGATCGACGTGTTCTTGCAGACGCTGCTCCACCTGGCGGCCAAATCCTTCAGCCACTCCT
TTAGCGCCCTCGGAAAGTTCCACGAGATCCTGAAAACGCTNACGGAGAGCGACGAGGGGA
AGCTGCACATCCTCAAAGTGGTGTACGACGTGTGGCGGAACCACCCGCANATGATCGCCG
TGCTGGTGGACAAGATGGTCCGGACGC
>BJ520378 ID   BJ520378   standard; mRNA; EST; 550 BP.
TTCGGCACGAGGCATACTTGTCGTAGTTTTCCTTGATATGTTAAGTGATTTATAAATTAT
GATCCATACATTGGAACACTGACTAAGTTTGGAAAGATGGATCACATGTTACACTGTTTT
GAATTTAAACAAAGAGGTATGAACAGATTCTACATATTTTATTATCATGAAAATAATCCA
GAAACCAGCATTTTCACTGTAGTTTTTAGTTAGTGTCTGCTCTCTCTCAGGATTTAATTT
GTTTTATTGATGGCTCGATTTGCCAGTCAAAGCATTTCTGCAGGATGCTGATTAGAGGGA
AATGTTCCCCCTCCTGTTTCTTATATAACATTCTTCCTACATTGACATAGTTCTGTCACA
TTGTTCCCCTTCAGTCTGACACTGTACTCTGGGTGGCTTTTAGTGCCTGGCTCCTCTTGT
CATTTGGCTGTTTTAATCCTCCTCTGTGATTGTAAAGGGCTCCATTGTTAGTAAATGAGA
CAAAGGGATCCACTGTGGCATCATGGCTGTGCAGGTCAGGTCAAGCAAAACAAAACCCCA
CCCTGACACT
>BJ520396 ID   BJ520396   standard; mRNA; EST; 268 BP.
GCACGAGGATTCAAGCCACTTTGATGTTCCTAAATCGTGTGAGTCAATCCATATTTAAGA
ATCTTTAGTTCTTGATGCAAAACAAGTTGGATTTTTATTATTTTGGCTTTTACCAGCTAC
AGACAAATCTATGAGAAAAAGGAATATGGATATGGTCAAACTGAATTGGCACAAGGTGAA
TGTTGCACAAACTCCATTTAAAATGTAGGTTAAACTCAAAATAATTTGTACAAATAGCAA



GAGTAAACTTACTTCAAAATACTAAAAA
>BJ520410 ID   BJ520410   standard; mRNA; EST; 600 BP.
GAGGGTGTGGTGTACGTTTGTCAGTGCACCGCATCTTTGGTTGAAGAGGAGTGGAGAAGA
TGTAGTGAGGTCAGGTGGGAGGCCTTTGGAGCTGCAGAAGCATTGTGACAGAAGCACAGC
CCTTTTCTACTTTTGACCAGCTGCATGGTGTGTGTTGATGTGTGTGTGGAGCTGAGGGCT
CAGGAAGACTGTGAGGCTGTGGGACGGCCCCTCCCTCATTACTGAGCGAAGTGATGCTTT
TGTGCACAGCAGAACCTGACGTGGACTGAGGAACATCTGGAGCAGAAGGGCTTCAAACAG
CAGCCGGCTTGTGGATCACCGCAGGCTCCTCGCCGCCGGGAGTCGCTACACCTTTCTGGC
TTTACGTTTTACAATCATAGCATTAATTTCTTTATTATTATGACTTCACCACACGAGTCC
TTTTGTTTCCAGGGAACAAAGACAGGGCTTTGAAGATAATGTTTTTACACTATATGTATG
CGTGTCTGTCATTGATCTGATGTTTTTGTAACCCCAACACGGCCTGAATCTCTGACCTGG
AGCTCAGCGATTCTGAAAAAGTACCTTTAACAAGTCTGACGCTGCAAAGTCCCTTCAGGA
>BJ520485 ID   BJ520485   standard; mRNA; EST; 599 BP.
GAGGCCCTGGCGAGCCATTTTGACGTCGCGGCCGCTCCTGGCCATCGTTGTGGCTCACTT
CTCCTACAACTGGACCTTCTACACGCTCCTCACTCTGCTGCCCACCTACATGAACGACAT
ACTGGGATTCAGCATCCAGCAGAACGGGATGCTGTCGGCTCTGCCGTATGTCGGCTGTGC
TTTGTTCGCCGTGGTGAGCGGGCAGATCGCCGACTACCTGCGTGAAACCTGCCTGTACCC
GACCGTCACCGTCAGGAAGTGCTTTTCCCTCGTTGGCATGATCGGTCCGGCCCTGTTCCT
GGTGGCAGCGGGTTTCATCGGCTGCGATTACACTTTAGCCGTCACTTTCCTCACCCTCTC
CTCCTCTCTGGGTGGAGTGTCGGCCTCTGGCTTCAACATCAACCACCTCGACNTCGCTCC
TTCGTACGCAGGAATTCTGCTGGGAATCACCAACACTTTTGCCACCATTCCTGGCATGGT
GGGACCGGTCATTGCAAGAGCGCTCACTCAACACAACACCATCGCAGAATGGCAGGTGGT
CTTCTACATCGCTGCAGCCATCAACGTGGTCGGGGCGTTGTTCTACTCTGTGTTTGGCC
>BJ520506 ID   BJ520506   standard; mRNA; EST; 591 BP.
GAGGCTTGAAGATGCTAAGAAGCTGCTGAGGGAGGCGGTGGTGCTACCTATGTGGATGCC
AGACTTCTTTAAGGGCATTCGCCGGCCTTGGAAGGGAGTGTTAATGATTGGGCCACCGGG
GACCGGTAAGACCATGCTAGCCAAGGCTGTGGCCACAGAGTGCGGGACAACATTCTTCAA
TGTTTCCTCCTCCACCCTCACCTCCNAATACAGGGGCGAGTCTGAAAAACTTGTTCGACT
GCTGTTTGAAATGGCCAGGTTTTATGCGCCAGCAACTATTTTCATAGATGAGATCGACTC
CATCTGCGGCAGGAGAGGAACATCTGATGAGCACGAAGCCAGTCGCCGGGTCAAATCAGA
ACTTCTGGTTCAGATGGACGGAGTGGGAGGAGCCCAGGAGAACGATGACCCTTCCAAAAT
GGTGATGGTCCTCGCTGCTACAAACTTCCCCTGGGATATTGATGAGGCGTTACGGAGGCG
ACTAGAGAAACGCATCTACATCCCCCTGCCAACAGCTGTGGGCCGTGTGGAGCTTTTAAA
GATCAACCTGAAAGAAGGTGGAGCTGGCCCCTGATGTGGAACTGGACCTCA
>BJ520527 ID   BJ520527   standard; mRNA; EST; 141 BP.
TATGAAGGAGGACGGCCATGAACAAGCAGGAACTAATACACAAATGGGAAAATGTAACTC
TTATCTCTTGGCACTTTACCATTAAAGGTTTGTAGGGATTTTTATAGTCTTTTTTTTTTT
TTTTNAAACCCNNNTTTTNCC
>BJ520528 ID   BJ520528   standard; mRNA; EST; 224 BP.
CGGCACGAGGGTTCAGGAAAACCTTAAGTCGTTTTTTGTGCCTTTAAATGTGGTTAGAGA
TGTGTAAATCAGGGATGAAGACGGATCCATAGAGGTTCAGGTGTTTGTCTCTGAGTCACT
GACAAAGCTGAGCAAAATTGTCCTTTTTTTTTTTAAAGNCCAAGCAGGTTTACAAGCGGA
GNGACANAATAAATCCANANAATCGTCTCTGTAAACNCTTAAAA
>BJ520529 ID   BJ520529   standard; mRNA; EST; 115 BP.
TCGGCACGAGGGCACCATCAACTCAGTGCACTTCTCAAGGACACCTCTATGTCAGCAGTG
GGTGGGGCGGTTGCTTTCATCTTTTTTTGTTGCTGACTTTAGTGCAAAAAAAAAA
>BJ520544 ID   BJ520544   standard; mRNA; EST; 701 BP.
CGGCACGAGGGAAGTGTTGGAGACCCTCTTGCAGGCCACATCGGTGCTCCTTCAGGAGTT
CACCTCGACGGTCCGGCATCTTCTGCAGGAATCCCGGCTTCCTCCGCTCTTCCCTCCCAG
CAGCCCAGCCACCACAGTCTGTCGGCCGTCTCCAGCGCGTCTGCTAACCCCAGTCATCAG
CAGGAGCTGCAGGCCAAAATCCTCAGTCTGTTCAACAGCGGCTCCGGGCCCCTGACAGCC
GCCGGGAGCCTTTCCTCTGCCAACCCGCAAGCTCATTCCTACAGCTCTCTGGGGCCCTCT
TCCTCCCAAATTCCTTCCCGCCCTGCCATGCCCGGGGCCCCCACCACAGCATCACAGGCC
TACAGCGTCCCATCGGCCCGCCTGCCTGCAGCACTCGGAGCTCAGAGGGCCCCTGTGGCG
ACTTCAGGCATCAACTTTGACAACCCCAGTGTCCAGAAAGCTCTGGATACCCTCATTCAG
AGTGGACCGTCTCTCAACAACCTGGTGGGCTCTGGAGCCTCTCAGCAAACCTCCTCGAGA
GCAGCTCCGAGCATGGGGCAGGTCCCAGCCATGTCCATGTATTCCCGACCCTACTGATGA
GCTGGGAGGAGTTAGTGCGCCCCCCGCAGTGCTAGAAATAGACACCACACCTGTGAGTGA
TGGGATTTCCCAGCTCTGTATCAGTAACCCTTTTTTTTAAA
>BJ520546 ID   BJ520546   standard; mRNA; EST; 639 BP.
TCGGCACGAGGTAACAAACAAACTTAGCAGTTAGCAAGCTAATGCGACGTGAAGAAAGTT
GTCGTTTGGGTTGCCATACTTTTTTGCATCAACTATATAATGTGCAACTGGAAGAAACCA
AGCATGGTACACCTCGGTGTGTGGCGCATGGGGACTCATGTGAGCACCCTAACACTGATC
CTCTGCACCGTGCTGGTACCGTCACCAACACAAGCTTATATATATGTTAATTCTAAAAAT



ATGAGCTCCATGTTGTTTGAAGACCTGCCTGCTTTGTTTGGAGCTCGAGTTCCTACTGGT
GGTTTAACGGGTCTTTTGGTGCCATCCCAACCAGCTAATGGCTGTGCAGCAATGAACCCT
CCTCCTCCTTTGCCATCCTCCTTTGATGCCAACACTACTAAGTTTGTCGCTCTCATCANA
CGCTATGATTGCAATTTCGACATAAAGGTTTTTCATGCACAGCAAGCTGGATACAGTGCT
GCGATTATTCACAATATGTATTCAGATACTCTGCTCAACATGAACTACAGCAATGACACT
ATTGCAGAGCAGATTGAGATCCCCTCTGTGTTTACTAGCTATTATGCCTCGGAAATACTC
CGGACATACCTGTTTCCAGAGCACGTGGTGTATGTGACC
>BJ520554 ID   BJ520554   standard; mRNA; EST; 637 BP.
TCGGCACGAGGGCCGTGCTAAAACCAAACGGCTTCGACGGAGTAACACTGTTGAGGAGCA
AGGCTGTCAACCCCTTCAGTAGAGATATATTCAGTCAGGTGAGACACCTGGGGTCAGCAT
CCGGCATGCCTGAGATAACCACGGACCACCTGGACGAGAAGCAGGTGCAGCTGCTGTCGG
AGATGTGCATCCTCATCGACGAGGACGACCGCAAGATCGGCGCTGACACCAAGAAGAACT
GCCACCTCAACTCTNATATTGATAAAGGGTTACTGCACAGAGCGTTCAGCGTCTTCCTTT
TCAACAGTGAGGAGAAGGATGCGTTGGGGGTGAGGAGAGCCGCTCAGAGAAGATTGGGAG
CTGAGCTGGGTATCCCTCTGGAGCAGGTAACTCCNGAAGAAATGACATATCTNACAAGAA
TTCACTACNAGGCCCAGTCAGATGGTGTTTGGGGAGAACATGAGATCGACTACNTACTCT
TTGTGCAGAAGGATGTTGACCTAAGTCCAGATCCCAATGAGATCAAAAGCCACTGCTACG
TGACCAAAGAAGAGCTCAAAGCCATGCTGGAGAAGGCCAAGCGCAGGGAGCTGGAGGTCA
CGCCCTGGTTCAGCCTCATCGCCNACNCTTTCCTCTT
>BJ520556 ID   BJ520556   standard; mRNA; EST; 617 BP.
TCGGCACGAGGCGAGCACAATCTCCTCAACGTGGATACTGTTGTCAGTGGCAACGTGCCA
TTTATCCCACCTGAAGCTGAAATCACCGTGGAGCCCTTCAAGGAGACCTATCAGTACTAT
CCTTCTGTTGTGACTTCAACCTCTGCCAGAGAAATTAAGGTGGTTTCAGCGAGTCGCGGG
GCAGAGTCCTACTCCTTAAACCTGAAACAGAACATCACTTATCGTGAGTGTCGCCATGAC
AACCGCGCCAGCAATCCAGAGACCCTGCAGATCACCATGGAAAGGGTGTTTGTGATGTAC
GACAAGGATGAGCGGATCCTGAGATATGCTGTCACCAACAAGATCGGCCCAGTTGGAGCT
GACCCTGTGGCGCCAGAACTGATCAATCCTTGCTACTCTGGAAACCACGACTGTGACACC
ACAGCCATGTGCATCCCTCAAGAGGACCAGAACTACNAGTGTCAGTGCGCCACTGGCTAT
GGAGGGGACGGACGCAACTGTTACGACATAGATGAATGCGCTGAGGGTGTGAGCTCGTGC
GGCGAGCATTCGGAGTGTCTGAACCTTCCTGGTAGCCATCGCTGCCTTTGCAGCAGAGGC
TTTGAGTTCGCCTACGA
>BJ520557 ID   BJ520557   standard; mRNA; EST; 175 BP.
TTTTAGCATTCCATAGAACTCACCGGCTTTTTATTTTACCTTTGTGTGGCAAAGATGTTC
TTCAAAAAGCACTTAATGAAACAGAACCGCTGTCATTTAAAACATGGACAGGACAAACAC
GAACAGAGGACCCGCATATTTTGTTGTAATCCACCCCCCCCCCCCCCCCCTTTTA
>BJ520567 ID   BJ520567   standard; mRNA; EST; 340 BP.
GCACGAGGGCAGTGATGTCATCGCCGGAAGCTTCCACGTCTGGATTCAGAGACGGGGGGA
GATTTCTCTTTGGCTGCTCATAGGCTTTCTGATCCGAGAGAGTTTTCAACAACTTATCAC
TGTGGTTTGGAACTGAACCTCCCACCGCCGGGGGCGCACGCCTCCCTGCGCCTCCTTCTG
CTCCCACGTCTGCCGGATGACGAGTTCCCCGTCGTGTCTGTAAAATGTGAAAGTGTTCGT
CTTACTTTAGCTTCATCCTGATGGATCCAACCCTGACGTTCTGTGTCGGCTTTCTACCCG
AGGACAGTTTTGACTCCAAAGAGGGCCCCCCCCCCCCCCC
>BJ520570 ID   BJ520570   standard; mRNA; EST; 208 BP.
TCGGCACGAGGCATGAGCTTTCCGATGGATGACGGATCCAAGCAGGAATCACGAAGAGAA
ATATTGTTTTAAATTTAGCTCAGTAAGTAAGTCGAAACACACTGCAGTGCTGTCACTCAA
ATCTGACTGTTCAAAAGTAAAATGTCTGTCTTCAGGGTTGTTTTTTTTTTTTTTTTTTNG
CAGTTNGAAANANGGTNAAAAAAAATTC
>BJ520584 ID   BJ520584   standard; mRNA; EST; 366 BP.
AGGTCGGGGAGCTGCAGCTGGTCCAGGTGCCTGTGTCTGCCACCACCGTGGAGGCCCTGC
AGCAAGGAACCTTTGTAGACGCCAGTTCAATTCCAAAAGATGGAGACCCAGTCATCTGTC
ACACGCTGCCTCTTCCTGAGGGCTTCCAGGTAGTCAAGGTGGGAGCCAACGGGGAGGTGG
AGACAGTGGAGCAGGAGGAGGAAGCTGAAGTCCACGCTGAAGATGAAGATGATGAGGAGG
TGGGCAACCAGCTGCTGGAAGAGGGGGAGGAGGAGCCCATGCAGCCTCCAAACAATGACC
CAAGCTGGGCTAAAGACCCTGACTACCAGCCTCCATCTGGGGTGGTCAAGAAGGTTAAAA
AAAAAA
>BJ520619 ID   BJ520619   standard; mRNA; EST; 515 BP.
AGGGGGGCTCAGAAACATGGTTTCAAGAACTCATCTATTTCAGGATTTTCCTGATTGCAT
TCTTTTTTTTTTCCAAACTTTTCTAAAACTACGGTGAACATGGANACAATGACCAAAAGC
TGTAACTGTCGGTTTTTGGATTAATGGACCAAAATCTGCATCTTTGGAGCTCTNAATTGG
ATAATTGTCTANAAAGCGCGTTAAAATCAATTACCCATCGCCNCCATGTGTCACTTTCCA
AAGGCTTGAGTCACATGATATTTACAAACTACTAACAAACGTTCATTTGCGGGGTCATTT
ATNATNAANGATGGTAATCAAAGCAACAACTTCCTGCTNGTTTATCTAAACTTTTTGTTT
TTTCACCACCAAAACNAAACATTTCTNACTGTTCACTGTTANCTNAGGTTTGTTTACNGC
AGTTCCAGTTCCNGTAATGAGCCTTCATGTCTNAACACAACAGTTGTTGGATGAGGAATT



CTNAGTTCAACATAGCAAACCTTTCCGGGGGTTTG
>BJ520644 ID   BJ520644   standard; mRNA; EST; 616 BP.
TCGGCACGAGGCAGACGGCGCCAGGACAGCTCCAGCAGCTCCAGTGAAGCGAGTTTTGGA
GACTCTGAAGATGAAACGAGGGATCACAGGGTGAAGAGGAGGGCGGAGTCCTCAGATGAA
GATTCCAGGCAGCGGCGCAGACGTCTTGCGCTGAAACGGCGGCGAGCATCTGAGGATGAC
GACTCGGATAGCGACTCTGACGACTCCTCAGAAGAGGACCGTCCCGTTCGTAAACGAGTG
AACCGCATCGACTCGGACGACGAGGAGGAGGAAGAGGAGGTGAAGCCGGCGGAGAGGAAG
GCCGCAGAGGAGGCCTCAAAGGGAACAGAGGACTGCAGTTCGGAGCTGCAGCCCGCAAAC
GGACAGAGTAAGGGGCGGAGCCACGACGGCGTCATCAGGCGACCCTCCCCCGCCACGCCA
GGCCTCGCTCAGCCAGACCCGCCCAAAACCACCGGCTCCACCGCAGCAGCGGCAGCCGCT
CCNAACGGTCCGGCGAACGCGGACTTGGCCTCGCAGGAGGATGACGAGGACGACCTGCTG
GGGGTCACGGACCTGGTAGACTACGTCTGCAATAACGAAGACTTGTAAAATCAAACTTTC
CTTTTTTCTGTGCTGT
>BJ520654 ID   BJ520654   standard; mRNA; EST; 537 BP.
AGGGCTGGATGCCCCGTGTTCCAGTGCCGGCTCGTGCCAAGTCGCCTGAGCATGCCCGCA
ACGTCATTGCTTTATCTATCGAGGCCACCACAGTGGATGTGCCACACTACGAGGATGGCA
CCATCAAAAGGACTTTTGCCACCTTTGGCAAGGATGGGCCTGAAGATGTGGAACGGGGAG
AAATGAAGGGAAACCGGACTCAGGAGTCTCAGGTGTGCAGTCCCAAGGCCAACGGAGGGG
CAGTCCGTGAAGCTGGCAATGGGCGTGAGGCTGTCAGTCCCATTACATCCCCTGTGCACC
TGAAGAGCCCCCTTTCTAAGCCATCATCTGCCTACNACACACTAAAATGTCGCGACGCAN
AGCGAATCGCCNACCACAGCCTGCTGCGGCAGCCGGAGGGGAAAGACAGTGAGCCGGCTG
TCCGGGAAATCAACACTCTTCTCCACGATGGCNGAGACAAGGAATCCCCCAGCAGCAAGC
GCCTCANGGACATAGTGCTTTAGCAAGCTTTTCAATGGCACACATGTATACACATAT
>BJ520663 ID   BJ520663   standard; mRNA; EST; 627 BP.
AGGGGCAGTTTGAGGCCCGCTCAGCTTATTTTCTGCAAACAATCTTTTTTCATCTTTTTT
TGATTCACAACGATTTAAATAAAGAAATACTGTGAAGCAGAATTTCAAGCTTAATTTTCT
GTGTAAGTGTCTCGAATCAAAAAAGATGCCATAAGAATGTGTTAAAAACACAACTTTCAT
AGTAGTGGGACTTTAAAGTCTTTTTTTTGGTTTTGTTTTTCCCATTACAGCCTTTGAAAA
TCAAAATGATTGGAAAATGCCCCAAAAGTAAAACACTGAGCTGGTTTGAAGAGGATTTTT
CTCACTTCAGCGTTAAAGGAGAAGCACAGTCCAGTTCCTCGATTGGTTGAAACTGCAAAC
GCTGTCTGAGGAACTCTGAAGCTGTGAGCGTTAGCATCCTTCAATGAAACCTTTATGAAC
ACACAAACCCCCCCGGCTCANAGACAAACGACGCCCGGTTCCCACATTAGACTGACATCA
GGTATAAATGTTAGGAAAAGCTGCCCTACATGAAAAGGTCAATGGAAAGCACAAGAATGG
TACTTTTTAAACGCCTTAGGATGACTGTGATGCTTAAAAAAATCCTTAACGTTCACATTA
GTCAAAAATCCTCTTTTTTTTTTTTTC
>BJ520719 ID   BJ520719   standard; mRNA; EST; 639 BP.
GAGGGGTTTTCACATAATTGCAAAATAAAAACGAATTTTAAGGGCAAAAAAAATCCTTTC
CAAACTACAGAAATTATTTTTTCATTTCTCCGCATTGTTTTTTGTTAAAAAGGGATATAC
CCCCTTGATGCTCAGTTCGCTGGGTTGACATGAACCTGGTCATGCCTTCATGGGAAAAAT
AGGTCACATCCCAAATTGAGGTGGATCATGATCCACAATTGTGTTATCCCCCAGCTCTAT
GCGTGACTTCTTTCGCCTCCTCTTTGTGTAAACTAGCTGCACATATAGGCGGCACGTCAC
AGTCCTTGTCTTTGTTGTTGTGGTCCAGTGCTCAGCTGCGCCTGCAATGATTTGTTTGAA
TGACAAAAGAGCCTCAGTAGACAGTTAAGAGCCCCTGTTGTTTATTTTATGGTTTTGGGA
GTGGGGGGCACGTTCAGGTCCGGGGCTCCTTAAGTCGTCCCAGGTGGCTCTGCTGCTGCT
CGGCCTGTCTGGAGAAATCCCTGAGGTGGACCCGGCGGCTAATGAAGGCTTCACAGTGAT
GATAGGATTTCAAATTAGCTACCCCTCTTTGTTTCTGTGGGGGATTGTAACTTAAGTACA
TTTTATTGTCGCCACGTTGTCCCTTTCGCTCCCTGACTA
>BJ520738 ID   BJ520738   standard; mRNA; EST; 682 BP.
TTCGGCACGAGGCACAGAAGAAGAGAAGAGTCAGTTCAGCGTCTCTCCTCGCTAAAGTCA
CTCTGGACTCCCCTCCGTCTTTGCCTCGGCCGGCAGCGGCTTACCAACACCCGTACCACC
CCGAACCCTGGACGCCCGAATCTCCCGTCCTGCTGCTGCTGTCCCGCTTCTCCCACGCCG
GCGACCCGAGCGGCGCTCTGGTCAGCTCTGGTGTCACGTCTGGGCTGCTCTACTACCTCA
CTCAGCACCAGGACCCGAGCAGCAGGTGCTTCCGTTTGCTCAGCCGCCTGAGCTGCAACC
CAAACTGCTTGCAGGCTCTGGTCCGGACGGGTTCGGTGGCGCTCATTCACCATCACCTCT
GCCAAACTAAAGGAGGAGAGGAGAGGCAGACGGAGAGAGTGAAGGCCAAAGTGAAACAGC
TGGGCGTCGCTGTTCTGAATAACCTGCGGGTTCAGTGCGAGTCGGGCTTTGGTTCCGGCG
TCCTTTCCCATGTGATGCTGTCGGGCTCGGAGTCAGACAGGATGAACTGTGCGCTGTCTC
TGCCTTTCTTAAACAGCAACAAAACTCTGTTGAGGAAGCTTCTTCTCGACACTGGGGGTC
TGCTTCTGGCTCTGAAACCTCTGGGTCTTGACGCTGACGCTGATGATGATGACNATNAGG
AGGGGGACGATNAAGATCACAC
>BJ520744 ID   BJ520744   standard; mRNA; EST; 616 BP.
TTCGGCACGAGGGTCAAACGCACGCTAAGTGGGGAGGGCTACTGGGTGGGCAAAGCTTCC
CTGCGCAGCTGGAGGCAGCTGGCTCTGGAGCAGCTGGAAGAAGACGAACACGAGGGCAAA
CACAGCGACAGCCAGACCAACGGCCAGGGNACCACACACCAACAACATCAAAGAGTTCTG



TTCAGATCTGTCAGGAGGCACCGAGGAGGAGATGAAGACCTTTAATGAGGACATCCTCTG
CAGCCACGGAGGCCTCAGCATCCTGGAGGCCGAGCGGAAGCTGGTATCTCCGGAAGTGTG
GTCCAAGCTTCGGGAGTACTTCCCCAAAGCGCCGGAGTTCACGGAGAAGCAGGAGGCCTG
TCGACAGTGTCTGACTTTGGAGCAGGAGGAGAAGGACAATGAGGCCGTCAGTAAGATGAT
GGCGCTTGACCAGAAGAACCAGCTGCTCAACCTCTTCCATGAGAAGAACCGGCCCACGCT
TTCAAAGTGGCCTCAGAAACACGGATGTTCTGTATGTGGTTCCTCTGTTCTTTGTGGAGG
AAGTGGAGGAAGTTCATCAGGAGGCCCACTAAATCCTCCCCAGTGTCTAACGTGGGGAAC
AGCCTCCTGTTGTGCC
>BJ520748 ID   BJ520748   standard; mRNA; EST; 408 BP.
TCGGCACGAGGCCAGTCCGGACCGGCTAAACGGCGTGGCTCTGAGCATCAAGGCGGGGAC
TGTGGACGGAGACTCGTCCGGATCAGAGTCATAGAAACTCCGCCCTCCAGACCAGAAGAA
AGAAGGAAACATGGAATCAAAAAAGGAATCAGCCTCCATCACCATGATCCTCTGAAGGAG
TGTGTGTGTGCGTGTGTGTGGGTGTGTGTGTGTGTGTGTGTGTGTGTGCGTGCGTGTGTG
TGTGTTTGTGTTTGCGCATCAACAGTGNCTGCACACANAACANNCCTCCCTTTAAAGANN
TGTTTTTGTTTACATACTTGAANCNNTGCNCTTTTTTGTTTACTGCCCATATTTGACTTT
TTTTGTTTTTTATTGNTATTTTTTGTAGTTTTTTTGNTCCNTGGTGTA
>BJ520786 ID   BJ520786   standard; mRNA; EST; 637 BP.
TCGGCACGAGGCGTCATTCCTGGTGAGTCCAGCAGTGGGCGCCATCACCACAGTGACAAT
TCTGCTGCACGAGGTCCCCCACGAAATCGGAGACTTTGCCATCCTCGTGCAGTCTGGCTG
CACCAAGAAGAAGGCCATGTGTCTGCAGCTGCTGACTGCTTTGGGGGCGCTGGCAGGGAC
AGCTTGCTCCCTGATGGCTGAAGGTGTGGGCGCCACGGCAACCGCCTGGATCCTGCCCTT
CACAGCTGGGGGGTTTATTTACATTGCCACAGTGACTGTGCTCCCCGAGCTGCTGGCAGG
ACGCTCCAGCTTTGGCCAGTCGCTCATGGAGATCCTGGCTCTGCTGTTTGGAGTCGAGAT
GATGGTTCTGATCGCAGAGTACGAGTGAGGCGCCTCTGTGGACAGTTTTGGTTTCCTCAC
AGATTCCTCTCTCTTTTTTTTCTTTCTTTTTTCTTTAAAGTTGTGGGGAAAAAATCTCTT
TTGTTGTTTTAACAGTTCATAGACACTTCATTGATTTGTTTTTTTGTATTTTTTAAAACT
TGAATCTCTTCATTATGGATGCACAACATAAGGAAAGTTGTTTTTTGTGTGTGTTTTTCT
TCATCCCACAGCTTCCATGAGCTGCAGTTTGACATCA
>BJ520815 ID   BJ520815   standard; mRNA; EST; 271 BP.
ATTCTGAGGGCCTTGTTTTTGATCATCCGATGTCCCTGTGCTGCATGTTTTCTAGGGCGT
ACCTGTCCCACCACACCTGCGTTAGCTCCTCAGCTCTATTCGCGACCCAGAGATCTGACC
AAAAGGCTGGTTGTTTTTCATGAGAGAACCCTGAGAATCTGACTTGTTAAAGGGTGGTAA
CCCCTCCATGCCTGACTTTACTGTATTTCCAGTTATAAAATCTTAAAATGTTCCAATTTA
GTCTGAAGAAGTATTCAGTTAGTATACTTCC
>BJ520824 ID   BJ520824   standard; mRNA; EST; 188 BP.
CACCTTTATCTGCGCCACTGTGTCCTCCAGCTCCAAAGCTCCACGTAACGTCTGGATAAT
GTGTTTCCCAACAAATAAAACCAACAGGAAGGCGGCACGACAGAAAGAAACGGAGATTTA
GCAAATGTGTCACCTGTTTTGGTCGATTTGTAGCAGAAATGTTTTTTTTTTTNCCTTTGA
TCAAANCT
>BJ520866 ID   BJ520866   standard; mRNA; EST; 577 BP.
GGACGAGGCTCTGTTTGCCTCTGAGTACCTGGAGAGAAACACTCTGGGCGGTTCCACCGT
CTGCAGGCAGAACTCTGCGTCTCTTTCTCTGGTCGGGTGTCTCCTGGAGGACAAAGGCAT
CGACTACACCCAGCTGCACCTGAACGACCCCGCCTGCAAGGGGCAGATGAACGAGCAGAC
CCGCATGGTGACCTTCAGCTTCAACAGCAGCAGCTGTGGGACAGAGGTTCTGACCAACAG
CAGTCATGTGATCTTCAAGAACACCATCCGGGGTCAGAACGTCTCCTCTGACGTCACACG
CTACACTCAGTTCCACATGGACTCCTCCTGCGCTCAGACCCAACCGGATGTTCAGACGGT
GGCCTTCAGCGTCCGTGGCAGCACCGTGGTCCAGCTCGCCACATCTGGATCCTGGAACTA
CACGCTCACCCTGGAGGCCTTCACTGACGCCGGGCTCTCACAGGCGGTGCAGTCGAGCAC
CGAGCTGCAGCTCAACCAAAGGATCTGGGTGGAGCTCCGCACTCATGGTCTGGAGGAAAC
CACCGTTGTCATGGTGATGGACTCCTGCTGGGCGACC
>BJ520873 ID   BJ520873   standard; mRNA; EST; 399 BP.
ATTCGGCACGAGGGTGAAACTTCACAACTCACTAAGACTAACATTTACTTATTAACATGC
AATTGTTCTTTCATTTTAAATATTAACAAGTTGCTTTCTAGTTTAGTTGATAATTTGGCC
TGTCCTTTTGTAAATGTTTAGATTTGTTTCAACGATGTAACTGTTAACCACATGTACTAC
AGTATTTTGCACTCAAGTCATGTCTAAGCTGTCAAACCTACCAGGGAAGCACACTAATCT
ACTCAATACTTGATTCCACTTTTGTTTTTAGCGCCTCTGAAATCTTGTTTTGTTGCCTTT
GCGTCCTTCACTATGACAAAAATGATCTTAAATCATCATGAGAGTTTTACAGTAAATAGA
CCCCCCCACCCCCCACCCACACACACACACACACACACA
>BJ520875 ID   BJ520875   standard; mRNA; EST; 664 BP.
GAGGCTGTTGTGCCAGCGGGTGTTCTGTTCGAATCTGTCGCTAACTTTGGGTGAATAACT
GAAGTCTCGTGTCGCGTTTGTGCTCTCCGGTTAATCCTGTCGTCGCCTACATGATAAAGT
CCAGCAGCACAGCAGGTCCATCCACCACCTCCCCTCAGTCAATGAAGGAGTCCAAGGACT
TCTCGGGCGGCCAGTCCTTCCTGGATCACATCAAGCCGTGCTGGTACTGGGACAAGAAGG
ATTTAGCCCACACCCCTTCCCAGTCCGAGGGTCTTGACCCCGGGACCGAGGCCCGGTACA



GGAGAGAAGGAGCCCGCTTCATTTTTGACGTGGGGACTCGACTCGGCCTACATTATGACA
CTCTTGCAACTGGCATCATATATTTCCATCGCTTCTACATGTTTCACTCCTTCAAGCAGT
TTCCCAGATATGTGACGGGTGCCTGTTGTCTTTTCTTGGCTGGGAAAGTGGAGGAAACGC
CAAAGAAGTGTAAAGATATCATTAAAACAGCTCGCAGTTTACTCAACGATGTCCAGTTCG
CCCAGTTTGGAGATGATCCGAAGGAGGAGGTGATGGTGCTGGAGAGGATTTTGCTCCAGA
CCATCAAGTTTGACTTGCAGGTGGAGCACCCTTACATGTTCCTGCTGCGTTACGTCAACA
GCTG
>BJ520876 ID   BJ520876   standard; mRNA; EST; 642 BP.
TCGGCACGAGGGTAAATTAGGATATTTGTCAGGTGCATGATTCAAAATCACCAGAATAAG
TATTGTATGATAAAAACTCAATCAAAGATCCATTTTGAAACACTTATTATTCAGAGGACA
CAAGGACAACCATCCTTAAATTAAAATACAACAGCCGATAACAGCATTACGTGAGCTGCT
CTCGCCTCTTTTTCGGGGGAGGGCGGGCGACAGGCTAGCTTGTCTAGGTACTGTTGATTT
GCGTTTTTGTGTGCGCTTTTAAAATGTACTTTTCGTAGGGTTTTTTCCCTTTGAGGAGCG
TTCCACAAATTTTGTCTCCTGCTTCGACTACNAGGCACTTACTTTAGTTTTCGACGCTGT
TATATTCAAAAAAGTCCCAAATAGGACTCTCCCGCTTTCTCCCAACTTTTACTGCAGCCA
TCACGCTCATGTAAATGTCTATGACCACGCTAGCCGGCAGTGTCTGACAGACATCATGTG
ACGTCACAGACTACGTGATGCCGTAAGGTAGAGCCCTGCGCGGGACTATTTTCTTCATCC
CGCTCCCGCCCGCTGAATTTCTGACCAATCCCGCCCGCTCCCGCAACGTANGTGTTAGAC
TCCCGCCCGCACCCGCAATATGTATGTCCTCTCCCGCCCGCA
>BJ520938 ID   BJ520938   standard; mRNA; EST; 684 BP.
AGGCGGACACGTCTGCTGTCTTCTCCGATCCTCCTCTGCCGCATCCGCATCGGTTGGCAC
CTTACGGACACGCCCCCTTCTCCAAAGCCAAATTTGCTACAATTGTTTTTTTGTTTCGTT
GAACCTTGAGGCCTGGACGTTCGGAGCAGATATATTAGCTGGACTCTTCAAAAGGGAACA
CGAGGTTACAAGCAGAGAGGTGCGTCCAGCTGAGAATGGCGCTCTCTGCTGAGCTGGGAG
GAGGACCACGGTGTTTTTATTCCTGACGTTCTGCCGCACTCCTGGATGTGGAATCAGTGT
TTGGCCGTGGATGGAGCGCTGCAAAGAATGCCCCTCCACCTACGCGCTGGGCCTCTTTTG
AGATCTTTGGATGGCGTCCCGCGCTCACGCTTTCCTCACAGCAGCTCTGGTTGGCCTCTG
CTCGGACTCAGCCAGGCGCCATCGGAGGACACGCCTCCTGTGGAGTTACAGAGTCCCAGA
AAGGAAGAAGTCGGTGCTCCTTGCAGCTTTCCTCCTCTCCTCGTTCGGATCTTTCCTTTG
CTTTTGCTCATTGTTTACACAAAACTGACAGGCATCTGGAAGAGGGAGGAATGCGGCTTG
GGAAAGGAGGGCGTGCCCCGTTTCCTGTCCCGTGGCCAGATGGGCGTGCCCCGTTTCCTG
TCCCCTTAAAGGCTCTGCAACGGC
>BJ520946 ID   BJ520946   standard; mRNA; EST; 429 BP.
CGAGGGCTGGCTTCGCTCCAAAAGGCAGTGGATTGGCGCCTGTTTAGAAATATCTTCATG
GCATGGTTTGTTACTGTGCCCATCTCTGGCCTCATCAGTGCAGCTATCATGGCCATTTTC
ATCTATGGCATCCTATAAGCATGCAGTTGCATCCCAGACCAGAAGGGAGAAGCCGCTACA
TCAATGCTTAACCAGAAGAGGAGTAATATTTCGTGGCCAAAATGTATTGCTGACCTCAAT
CTGACAACTGAAGGGAGAAAAAAAAACATGTAGACGTGTTTAATCAAAGTATGAAAGTAC
TTATTTCATGTGCCTGTTGTTCCTGGCCACACCATTTTTATTTTCCTGTTATATCACTGG
TTTACTTCAATGTAAGTAGAGAACTTGCATATCTGTGCTGTATCTTGAAAACTTTTTTTT
TTTTTNCCA
>BJ520947 ID   BJ520947   standard; mRNA; EST; 668 BP.
ATTCGGCACGAGGCTTCAAGACGCCCCAACCTCGGGTTTTTTTTTCATCCGCCTCATCGC
TGATGGTGCCGTCTTGTCTTCAGCCCTGATTTAATTTGGTACCGAACTACAGAGTGTTCA
GTGTTTCACCTCCNGGTANACGCCAAGGCCAGCGAGATACTGAACTTCANAAACTGAACT
TCANAAAGTTCACCANAAAGTCACCATTTCACCANAAAAGACCTGTCAGTGGGACCAGCG
TGACGTGAACATGANACGGGCACTTGTCCTCCTTGCACTTCCTGTTTATCTGCATGAANA
TGCCTCCAACTTCTTCAAGACCTGTACAAATACCANACCTCACAGACNCTTCTGTGGGTA
TCTTCTCAGTTGTCGNGGTGATGCTCCTGATGCTGCCGTCAGTGGTCCCACAGATCTGGC
TGACTAATCTCTTCTAACTCTTCGGGGACATCTATGCTCTGGACCTACNGCACCCCAAAA
AACTTGAACTTGCCTTCATATTTATTCANAANGCTGTCTTGAGCCTTGAGGACAGTTAAC
CACTGAAAGGACATTTATTGACGCTAAAAAATGTTTCGTTGAGTGAGTCTTCCANAANGG
ACTATTTGTTGGTTTAAGTGTTATGTAACTAAGGTGTTTTGTTGTGATCATTTGCTTTTT
CTGCCGTA
>BJ521008 ID   BJ521008   standard; mRNA; EST; 555 BP.
CTGGTTTACCGGCCCGACTCCACAGCCCAGCTGAGATCGACAGGTTCCACTTCCTTCCTG
GAGACGGAAGCAACCAGGGGTACCTGGAGTTTGGACAGCTGAGGGAGGAGCCTGTTGCGT
TCAACATCCAGGTGGAACGCGTGGACCGGACCCCACCCAGCCTGACCATCCAGCAGACCC
CCAGCAGCATGGTGGAGGTGAGAGATGGTCGTTCAGGCATCTTCATCACCAGCAGACACC
TGCAGGCCTCGGACCCTGGCGGCTCAGCAGAGCAGCTCCAGTTCTCCATCAGCAGACCTC
CACGCTTCGGATACCTGGAAAACGCCGTCACAGGAGCATTCATCAGGGCCCGCTTCACGC
AGCGGGACGTGGACCGGCGAGCCCTGCTCTTCATCGTCCCTGCAGACGTGGAAGTGACGA
GCGACAGCTTTGAGTTCCAGCTGAGCGATGCTGCTGGAAACAGCGCTTCGCCGCAGGTAC
TGGAGCTGTCCTGGTCTCGGGTGGAGCTGTCAGCAAGCTGCTACAGAACGTGTGAGCTGG



CAGGAACACTTCANA
>BJ521021 ID   BJ521021   standard; mRNA; EST; 187 BP.
GGCACGAGGCGACTTCTTCCCCATCAGCGTCACCTTTGTGTCCAAGCGCAGCTACTGTGA
CATTCAGGTTACCAAAGTCAGCCAGGTGGATGGCGACGGTGCGGTTCGGTTCTCTACAGA
AACCTCCTTCGTTGTTGATAAATACATAATAGAATAAATGTTTGAGGGGGGGGGGGNACT
TAAAAAA
>BJ521023 ID   BJ521023   standard; mRNA; EST; 120 BP.
TTTTGGACTGACTGTGGCTGCNGATGAACGAGTCANGGATCTTTTCCCTTTAAGCTCCAG
TGTGTCAACATCTACTCTAATATGATCAAATATGANTTCAACCATGAACTAAAAAAAAAA
>BJ521097 ID   BJ521097   standard; mRNA; EST; 273 BP.
TCGGCACGAGGGACAGACAGTGTCATGACACTTCCACCACTCATCCCGGACTTTGCGCTT
GCCAGCCTTCCGTTCCAATCCTCCTCTCATCTCAACCTGGATGGTTCCTTTCCTGCCTTC
GCAGTGATCCGTCTCCATGCTGGACTTTTCTAAGGTTTATGGTTATCTGTACTTTTTTTG
GTTTTTGTTTTCCAGCTGAATGTTTCATTGAGGTTGGTTATGTTTAAAGGGTCAGACTTT
TTTTTTTTTTTTTNAGNANGCTTTTGTTTTNAA
>BJ521121 ID   BJ521121   standard; mRNA; EST; 108 BP.
AACGTGTAAATATCTGATTGATCTAACCCCTCTGCAACGTCAGATATTTATGCTGTTGCC
TCCCGCTGTTCCAGCCTTTTTTTCCACCTGTTTTTTTTTTTTTTTTAA
>BJ521139 ID   BJ521139   standard; mRNA; EST; 547 BP.
CGGCACGAGGGAGGAACCGGGTTTCCGTCGCAACCAGGGCACTGACCCCCCCTCCCTGTC
CCGCTGCCAGCATGATGAAGGACTGCCTGCAGTTTCTCATCGAGCCCGCCNAGAAGCTGA
AGGTCCGATTGAAGGGCTCCCGCAGGCGCGTGACGCAGCAGGAGAAGGAGCCGCTGGTGG
AGAGCCAGCTCTTCATCATGGAGCTGGCGCGTGAGCTGAACAGACTCTGTCAGAGGTCCA
ACATCCTGGCCCACATCTGGACCTGCGAAGACGTGTGGCCCCCCCACGTGTGCCGTGACT
TCATCGTGGACTGGGCCGCTGTGCTGGAGAGGAGGGTGCAGCACAAGATCCTGCCGTCCG
AGTTCCAGTACGAGAAGCGGGCCTGGAGGGAGCAGCTGCTCTGCATGCTGGAGTCGGGGG
GCGAGTACGACATGGGCCCCCACAAGAGGGTCATCATGGACTGGACGCGGGAGATTAGGA
GCAGGACTCAGCCCCCCCTGTGGCCTGGTGAGCCCACGATGCTNATGCTGGACGACCTGG
AGCTGCA
>BJ521162 ID   BJ521162   standard; mRNA; EST; 177 BP.
CGGCACGAGGCTTCTGTGTGTGTCCTCNNATGTATGCGTTGGTTGGATAAACATCCCTGT
GGCACTTCTCAGTGAAGGATTCCGAGTTGTTTTCCGGGAAACGAAGGTGAATTTTGCTTT
TGTGGGTGTGCAGCCCATTGTGCATTGACACAAAGAAGAGCCATGCAACTGTGCAGT
>BJ521171 ID   BJ521171   standard; mRNA; EST; 134 BP.
CGGCACGAGGGTTTTGTCTTGTTTACCCTTCTTTGTTTTGTGTTGGTCAACTATATGAAG
CCTGTTTGTGTCAATAATATATATTTTTTTCTTTTTTCCTTTGTAGAAAATGAAAAGACA
AAAAAAAAAACNTA
>BJ521182 ID   BJ521182   standard; mRNA; EST; 129 BP.
AAGAGGCAACGAGTTGCTTGAGGTTTATCATTATCGGTTTCACAAGTTGATTTGACAAAC
TCAAGTACTGTGATCCCTCGCTATAACGTGGTTTACTTTTCACGGNTTCGNTACTTCACG
GATTTGCAT
>BJ521193 ID   BJ521193   standard; mRNA; EST; 126 BP.
GCTCCATCCTGGCCTCTCTGTCCACCTTCCANCANATGTGGATCANCAAGCANGAGTACN
ATNAGTCTGGCCCCCTCCNTCGTCCACCGCANATGCTTCTNAACAGACTTTCTCCTCCCC
ANCCNA
>BJ521230 ID   BJ521230   standard; mRNA; EST; 178 BP.
GGCACGAGGCAAATATGACGGCTTTTAGATTTTTTTTTTCATGATTTCAGCAAGTGGAGT
TACTTGTTGCATGTTTATTAACACAGCTGACTTTCTGTATCAGTGCATTGTACAGGCTCT
CTACACACTCAGTTTCTGCTGCTTTCGTTTCCTCCTCGGNAGGGGTGGGGGGGCTGCT
>BJ521233 ID   BJ521233   standard; mRNA; EST; 593 BP.
TCGGCACGAGGCAGAACCCAAACGGCTACCAGAACCACAGCATGCAAGACTGGAGCCAGT
ACCCGCTCTTCTCCTACTCCTCTTGGTGAAGCGCCACGCCGAGAAGAAGGACAAAGGGCT
TAAACATCCNAGGCCACCTGGGAGGAAATCCTTCCATCTCAAAGACGTTGGCTTCATTTC
CTGTCGATGCTGCTCTCTATTTTTATTATTACATGACACCTGGAGAACACACAAGAAATA
TTAAAGTTTGCTTTATTGAGCAGGAAGCTTCTAAAGGAGAGTCATATGTGGCTCAGGGAA
CAAAAACTGTTCATGTGATCAAACGATGGAGAAAAATACAGACTGCACAACTAATATATG
CAACTGACATGTCATGTGAAAGCATCCNAATACATATCCNAACATGTCACTCAAGTCACA
TAANATGAGTATTTGGAGTATTTAACATGTGAATTCTTTTGTTTTTTTTTTATCTATAAA
GCTTTACAAAGTGATGCTTTGAGTAAAATACAAAAATCTGTTGTGGCAACATTTTTGCAA
GTAAAATGATATAAACCTTTTTTTTTTTTTNAATNANGGGCATTTTTTNGGTT
>BJ521269 ID   BJ521269   standard; mRNA; EST; 119 BP.
TAATATAAGCATTTTACAATATTGGATAGAGGGAGATATACATGAAAATATAAATAGTTT
TCAGTTTAGTATATATCCTTTTGTTGCTACAATTTAATTTCCCCATGATGTGGAACTAA
>BJ521294 ID   BJ521294   standard; mRNA; EST; 609 BP.



TACCTTTCCCTTAATGTGTCTTTTTGTGCCTTTCTGGTTAAATGCATTTCGTACCACTTT
TGCATATAATATATTTTTTTCCTCATTTGTTTTTTCACATTTAATAAACTTAGAGCACAT
TTCACTATTAGAAGTGGTTATGATGTCTCTGGCCTTGGAAAATAAACAGTTGATGCACAT
GGGTTGCTGTTTATGAAAGTTTTGAAGATTTTATTTGTTTCTATTATTTTTTTATACTGT
AAATCTTAAAAAAATATATATTTCCCTTATTATATGTAATATTTATTTAATTTTACAAGA
TAATCAGTTATTTTTCAAAAATCGAATTGTTTTACTGGATGTCTGTCATATTTCTCCAGC
ACTTAAGGACAAATTTCCAGCAACGTATCTNATAAAAAGCCCTAGAAAATGGACTGAGGC
TAATAAAGCTGAAGTATATTACATTTTTGGACTGAGTACAGGTTGCTTTATAGATTTCAT
TTAAGTATATGCACCTTGTTCTCAATAGGTGGCATTGTTGTGTTGTTTCTTACAGCTGAC
ACCTCTGCATAATTTTATTCTCAATATAGGCCAGCATTTGCATACCTGATTAAATTGTAC
TGGCTTCAA
>BJ521298 ID   BJ521298   standard; mRNA; EST; 482 BP.
GAGGTGGGGAAGCTGACGGTCTCCAGCGTCAACAACCCCCGAAAGATGATCGACGCCGTG
GTGACGAGCCGCTCGGACGATGAGGAGAAGAGGGAGAAGCAGGTGTGGAACAAACGGCGG
CAGATCCTGTACACGGTGGAGAAGATGTTCAGCCTGCTGCTGGAGGTCCAGGACTTCGAG
AAGCGCTTCGTGCAGACCCCCGAGGAGGAGCGTTCGGCCCTGTTGGAGCAGCACAAGACC
AACACGGAGCAGCTGAGCGCCGCCCTGCGGGACAAGGACTGGGAGCACAGAGTGAGCGAC
GACCTGTGCGTGATGATCATGTCGGTGAGGAAAGGCAAGCGCCTCATGGGTAGGCTCCTC
CCCTTCCTGCCTGCACCCCAGGCCGCTGCCGTCGTCATGGCGATCGCCCGCAACCTCCCC
GTCTTGGCCAAGAAGGACAAGCAGGATCANGTGCTGTGCTGCCTGTTGGATCCGGTGTCG
GC
>BJ521303 ID   BJ521303   standard; mRNA; EST; 607 BP.
GCCCTACGAGGCCGTGCGTGGCTCTACTTATCAGGCGGGAAGGTGAAGAAGGAGCAGAAC
CACGGAAAGTTTCAGGAGCTGGACAGTCAGCCAGGGGAACCCAAATGGATCGATGTGATC
GAGAAAGACCTTCATCGGCAGTTTCCGTTTCATGAGATGTTTGTGTCGCGGGGAGGACAC
GGGCAGCAGGACCTGTTCCGTGTTCTGAAGGCCTACACTCTCTACAAACCGGAGGAGGGG
TACTGTCAGGCCCAGGCTCCTATTGCTGCTGTGTTGCTCATGCACATGCCTGCTGAGGAT
GCTTTCTGGGGTCTAGTCCAAATCTGTGAGAAGTATCTTCCTGGTTACTACAGTCCAGGC
CTGGAAGCGATTCAGTTGGACGGCGAGATTCTGTTTGCTTTGCTGCGTCGCATTTCCCCT
CTTGCTTTCAGACATTTGGAGAAATACAAGATTGACCCCATCCTCTACATGACCGAGTGG
TTCATGTGTGCCTTCTCCAGAACCCTGCCGTGGGCATCAGTTCTGCGCGTGTGGGACATG
TTCCTCTGTGATGGAGTCAAAATAATTTTCCGTGTGGGTCTGGTGCTGCTCAAATGCATG
TTGGGGA
>BJ521355 ID   BJ521355   standard; mRNA; EST; 655 BP.
TCGGCACGAGGTTTTTTTTCCATTGTTAATGACTAGATTTTATTCTTAAAATTGAATACA
AAAGTCCATACTTCAACAGCACAGTAGATAAGGAGCTTTTAAGGCAGAATTATTTATGCA
TTAAAGAATACTCTTTTCTTGAGATACTGGCATCTGTGTTGAAGTTAGATAGAACCATAT
AAATATGCCAGGTGGTTAATCGATAGAGTCAGAGTCTACTGGATTGACAGCAGAACCACC
TGTGTCTTTTTCCTCATCTGTGCTTAACACCTGCATGTTTTTAGCTGAAGACTCATTTTT
GCTCCCCATGACGATNACGGAGGGTAAGTAGGTATTTTTGTGCTCATCACTCCTTTGCCG
TCTACTTTTCTTCTTGTGTTTCTTCTTCTTTTTATGGTGTTTTCTTTGCTCTTTTGACTC
TAAGCTGCTGCTGTTCTTTCTCTGCCTTTCTTTGGATTTTTTATGACGCCTCTCTTTAGC
TTTTTTCTTGTGTGCAGTTGACACAGAGTCCTCGTCTTCATCCTGGCTGTGGTGCCTTTG
TGTGGATGGGTCCTCTAAGTGTCTTGTTTTGTATTTTCTCTTCCCGCCAGGCTTGTCGCA
GTATGTCTTTCTTCTCGACGAANGGGAGCAGCTGGCTGAAGGAAGTCCTGGATGG
>BJ521367 ID   BJ521367   standard; mRNA; EST; 175 BP.
ATTCGGCACGAGGCACCAGCCCTGCTCATCTTCCTCCCCCAGCTTCAGCAGCTGCTCACC
TGGACAGAAACACGGACGTCCCGGAAAAAGTCTGACGGCAGCTTTGATTGTTCATAGTCT
CTGGATTGTCAACTGACTTTCTTAGGTTTTTCTGTTATTCCAGACACGGATGGGG
>BJ521372 ID   BJ521372   standard; mRNA; EST; 654 BP.
TCGGCACGAGGACGGCCAGCCGCCGCAGCCCAGGACCCAGCAGCCCCGCCCCGGGGGCTC
CCAGGATCTGGGCTGGGGGTCGGGCCTTGACCTCACTCTCATGCAAGAGCAAGGACTGGT
CCCTAGAGCCCCAGACAAAGGCCGTCACCAGGGGGGCGAGGGTCAAGTTGAGAAGCCCTA
CGTGTGCGACCAGTGTGGGCGGTCCTACCGGCACGCCAGCTCGCTGCTCAACCACAAGAA
CAGCCACAAGACGGGGACTTACTTCTGCTCCTCCTGCCAGAAGGAGTTCCCCAACCTCAT
GTCCCTGAAGAACCACCGCCGGATCCACACAGAGCCCAAGCGGTACCAGTGCCCCGACTG
CGGGAAGTCGTTCCGCGTGTCCACACAGCTCATCTGCCACCGCCGCATCCACACCAAGGA
GAAGCCCTTCAGCTGCCAGCACTGCGACAAGCGCTTCTCCTCCAAGTCCAACCTGCGGCA
CCACATGAAGGTGCACTGGAGCGGCCCCACGCCACCTCCCGCTGTGGCCCCGCCCAACTA
CCTGGGCATGCCCGGGGGGCCTTTTATATAGGCGTGTGTGCAGGGAGGGGTCACATGACT
CGTAAGGTGCCAAATTGTAGCCTGACCCAAACATATCTCCTTACACAAAAAGGA
>BJ521383 ID   BJ521383   standard; mRNA; EST; 630 BP.
GAGGCTGGTTTTGAAGCAGTAAAAGGGCTCTAACTTTGCTGATTCACTTGTAAAAATATT
GAATATTGTTCAAATTTAACAAGCCGGTGTGTTAGTTTAACGTTTAAGCTTATGGAATGT



ATGTTATGAAGTAAAAAAGTTCAAAAATGATTTAATTACTTGAGGAAAAAAAACTGCAGT
GTGGTTTTTCTGGTTGTGTTGATGGGATGAAACACCAACATATGTTTTTTTAGGTGTTTG
CTGTACATAATGCGACGATNGAAAAAGTCTTTGAAATATTTATGCCTTCTTTTAGCTCTA
AGATGTTTAGCTGTATTTGCTATCAACTTTTGCTATCACAAAACAGGCCATGTTAGGTTA
CTGCAATGTGTTTTTTAATACAAATTGAAAGAAATTGAAGATGTTTGAGGACTGTCAGGA
GCCTTTAATGTTTTATTTGTGCTGTAGTTTCTTTCTCAGCTCATCTCACTTTCACTGAAC
TAACAGGGATTTCTAATGTTTTTGTTCATTGCCTTGAAATATGTGGATCACGTGCCTTCC
AGGTTGAAATATTGTAATGACAATGCATCGATGAAGAACTTGAACTCTTTTTTAAGCCGT
CCAGATCGGACGCAAAGGATGAAAACACAG
>BJ521384 ID   BJ521384   standard; mRNA; EST; 635 BP.
TTCGGCACGAGGCAGAGGTCAACAGGTCAGGAAGGAGGTTGGACGCTGGCACCGAGCTGC
TACTGTGATCCAGTCAGCTTTCAGAAGATACAGAGAGGAGGTCAAGTTCCAGGCCATGCG
TCTGTCTGCCACCATCATCCAAAGACGCTACAGAGCCCTTCTTCAGGGGAGGAGAGACAG
AAGGAACTTCTTGAACATGAAATGTTCTGCTGTGGTTCTTCAGGCAGCTTTCAGAGGCCA
TCGTGTGAGAACCGACGTAGCAAACATGCACTCTGCAGCAGTGGTCATTCAAGCCAACTT
CAGGAGATTCAGAGAGCAGAAGACCTTCAGGAGACGACGCTGGGCAGCTGTCGTCCTACA
GCAGAGGTTTAGAGCTCAAAAACAGAAACAAAATGCAGTCAAACAATATCACAAAGTCAG
AAAAGCTGCAGTTTTGCTTCAAGCTGCTTATAGAGGCATGAAATCCAGAAGAATCCTTCA
ACAAGAGCATCAAGCTGCTGCAGTTATCCAGAGATCTTTCAGAGCCCACTGTGAACACAG
AAGCTATCTGACCCTAAAGGCCTCCGTTCTGAACATTCAGCGCAGATATCGAGCCAACAT
GGTAGCTAAAGGAGAAAGGAAAATATACATCCCGA
>BJ521461 ID   BJ521461   standard; mRNA; EST; 378 BP.
GTTCTTCGCCATTGACAGTTAAAATACTGTATATTTAACAATCATGAGAATAACTGGAAG
CGTGCACCTGAGGATCTTCTCCTGTGTAGATAAAACGCACAACCAACCACCTCATTTGTT
TGTTTTTTTTTGCCTTCTTGGATTTCGTTTTTCAAAACTGCCAGTTTTTGTTTTTTTTTC
TTCCAGTAACCGATCTGTATGGTGGATGTCTTACCCCAGGACTAAAATGTGCTCGAACTC
ATGGTGCTCGAAAGCAAACAGGAAGTCCAGGAGCCATGAGGGTCTTCTCAAAACCGCAGC
TTCATGCGTTGAGTTTAAAAACCAAAAAAATAAATAAACTTAGGGAGTAGCTGTTCGTTC
CATCAAGTTTTGGGGGTA
>BJ521484 ID   BJ521484   standard; mRNA; EST; 649 BP.
TTCGGACGAGGGCACTAATGCAATCGCCGTATTGCATGAAGAACGGTTTCTCTGTAAACT
GGGCTGGGCCGCTGATCAGGGAGTCGGAGGTTTTGGAGATGATCTAGGAATCAAAGCTCA
GATACACAACCTCGTCCGTTCAGTTCGCACCGTTATGAGAGTGCCTTTGATTCTGGTGAA
CTCTGCCTGCATTGTTCTGCTGTTGCTGTTTGGATGAAAGCATCCTGGGTAAACCAAAGG
ACGTCACACATGCCATGGAACAAACTTTCTGTCATGATTTCTCTTGCTCAAAAACACAAA
ACACTGATAGATTTTATTTTTTTTTACTTCCCAAGACAGGATGATGCTTCTCTCCTCATT
TAGAACTTTAGTGCTTCTCACATCCNATTTATCTTGTTCTGCAGGAAGCGTTGAGACTAA
TCTGCTTTAACGATTTTAATGAAATTACACTATATTTTGTCACGAGTTTAACTGAAGTGA
ATGTTCAAGTGTCACTGTTTGAAGATCATAAATTGTAACTTTAATCTTGCCAGTGAAGTA
CAAATGACAGACTTTTGCAACATTTTACTCANAAAGACTGGAGAACAATTTTTCAAAAAA
ATTTTTTTTTTTTATTTGCATCTCAGGCTTTTTTAAAANATTTTTTCTG
>BJ521492 ID   BJ521492   standard; mRNA; EST; 541 BP.
GGGGGACAGGTTCGAAAGTGAGCCCTTGATTGACGCCTGACCTGGACATGGCGGCCCTGT
CGGTGGGGATGTTTCCTGTGGAGGCGTCCACGGTGGAGGACAGGCCGGGGCTGGGGAGCA
TGCCCAAGAACATGCTGCCCGCTCCGCAGCTGGTGATGCTGGCCAATGTGGCGGCGGAGT
GCGGTGCAGGAGGAGATGACAGCGTGGCGGATGAAAAGGAGATGATGGAACTAAAGACTG
TGGGATGCAGCTACTCTGACAGTGAGGATGAGAGCGTGATCAGGTACAGCTACGACAACC
AGAACCACCTAGACATTTGTGTCATTAACTACCCCGAGTCCCCACGTAACGAGGGTGTCG
CCGGGGGCGACCTTGGAGCTGCGAGCCAGTCCCAGCCTCGCCCCTCCGCCAACACACCAA
AAGAGGGCGCCGGTGACAAAGACACGCCCCCGAACGTTGACGGCCTGAACAANAANAAGC
CGTTCTGCTGCAAACCGTGTCGCTTCCAGGCTCANAACAANCANCAATTCNTGGANCACC
T
>BJ521504 ID   BJ521504   standard; mRNA; EST; 650 BP.
GGCTTTTGTGGCTTCACCATAAGACCTCAGACAGATGTTAGCATGTCCCTCTTTTCTGAC
GAGCACACGGCTCTGAGGCATTCTGAAAGAGGGCAGTTTTTCGTTCTGTGTGGTGAGGTG
CATGCGGCGACCCAGCTTGGACCACAAACGTGACCCGGCCAGCCTCTGACAGCTGAAAGA
AAGGCGGTACAAGCCAGTGTAAGTGTTTCTGGAAGCGACGTGAACTAGCTAAACGGGGAA
GTAGTGGGACGTCTGAAGCAGAAAGTATCTAACGGGCTAACGGCGTCTGGATCCTAAACA
GGTGGTCCTACTTTCTCTTACGTCACAGACAGTCTGAACTGATCCTCAAATAAAAACAGC
CTTCATCAGCGGCCTTTTGCTTCAAACCAACCCAGGCTGAAATTCTGTCCATATGCTGTT
GCACTGAGTCCTTGTTGAAAGCTGAACGTCTCCGCTCTTTGTCACAGATTCAAACCCCCG
CCGTGCAGTTGGGGGTCAGGACCAGTCTTACGCCTCACATTAACAGGAAGATATTGACCC
TTTCACTTACCTGATTTTTTATTTTCTTTCTTTCTTTTACTCTGTTTCTCCCCCCAAATG
TCCTCATCTTTGTTAGCTTTCATTTGAACCCCCCGTGGACATCGCGTCCG



>BJ521508 ID   BJ521508   standard; mRNA; EST; 203 BP.
AGCCTCGCGCATGAGGGAGGAGATGTTCGCCAAAGGGCTCCCCGTTGCTCCTTACAACAC
CACCCAGTTCCTGATGGACGAACACGACCGAGAGGAGCCCGACCTCAACACCGAGGCCCG
GCGCTCCCTGGGGGTCGGCGGTCGCCCAGAGGAGACCGGCAGCGAGGAGGAGGTCCTTGA
CAACGAGCAGGAGGACGACGACG
>BJ521511 ID   BJ521511   standard; mRNA; EST; 436 BP.
AATTGTTCTCTGCATATTTCTGTAAATGAATCGGGTTGAGCTAGAAGGAAAAAAAACCCC
AACAAAGAGATTTTAGTTTGTTCTGAACCAACAAATCTGCTCGGTTTGGGCTCGAAGCTG
CTGATGAAAACACTAAATCCTGAGGAGACCAAGTGTTGAAGGAGAATCTAGATCCTGTAA
ATGTGAACCTAAAGGGACAATCTTGTTCAGAGGGGCCCTTGCTTTTTATTACTGGAGCAT
GAGAAATGCTGACTTTTTAGAATTCGTGATCCAAAAGTAATATGCAATTCTTAGTTGACA
ATTCAGCAAATTTATGCAAGTGGTAGGCCCCGCCCTGACGAGAGTCTGACAGTTAGCATT
TCAAGGTGAATTTGACTCGGATAAATGCTTACACCCTGGGGGAGACTATTCTGACACAAA
CCCCCCCCCCCCCCNG
>BJ521518 ID   BJ521518   standard; mRNA; EST; 555 BP.
TTCGGCACGAGGACTTAACGGGGACTGTCTGCTGCACAAGCTTTTGTATTAAACCCTTTA
ATGTTAAAGATTGTTCGAACGGAAAAAATTGCGGCCTTCATGGAGAAACCTTTGCTTCCC
AGAGAGTCCGGACAGTTTGTAGCAGGCCGCAGTCGAGATGTGTTTGTGGAAGGATCAGGA
GTGCAGAAGGTGGCAGAGATGCTCTACCATCTCAGAAACAGCGATGATCTTTCTGCCAAT
GGCTGGAAGAAGGCAAATCCATTGGCCCCAGCACCTACTTCTGACCAGGTGGCGAATTGG
GTTTTTGTGGTAGACACTATGAACTTCTCCTTTTGGCCAGAAAAGGAAACCCAGCAGTGC
GAGGTGACTTACAAAAGTGTGACTTACACAGGCTACATGACCCTCTGCGCTTCTATCACC
AGGGCCATGGAAGAAGGTATACCCATTACTGATCCCATGTACTTTTCTCAGATGAGTTTG
AAGGAGCTGGCTCATGTTCTTCGATCAGACNATGAGACAGACATGCCGATGCTTCAAGAG
CGCCACGAGGCGCTG
>BJ521522 ID   BJ521522   standard; mRNA; EST; 642 BP.
TCGGCACGAGGCTTACGAACCCTTCAGGACGGAGGAGCGGGACGAGGAGCGCGTTTTAAT
GCTTTTTAGAACTTTGTTTCTGCTGTCTAGAAAACCTTGAGATGCCCAATTTGGAGTGCA
GGCTTACTCCTGTCATCATTTTATCCCCAGAGCTGTTACATGTCTTTGAGAGTATTTATT
TAAAGAAAAAAGAATCATATTTATTGTTTGAAATTAAGTGCTAAAATTGACCAAAACTGC
TGCAGCAAACGAATCTGTTCAAATCGCAGAGGCGCACTTCCTCATTTTGCCCAGGAGAGG
GCAGACTTGCATGTGTACAACCATCCACCATGGCTCTCCACCTCTGTTTGCAGCTTTCAT
GCTGTCTCCAGCCCCTTTTTTATGCTTCAAAAAGTCAAACGTGACACTTTTGATGATTTG
TGATATATATTTGATGTCCAAATGTTGCTGTTGTGGAAGGATTCTTCTCCAGGATGTATA
TTTCCTTCAACGCCNACTGCGGATACCTTTTTCTGTTGGTGTCAGCGACTCTNTCACTGA
CTGAAAGTTAATATATACNGTAGGAAAATCTAGTGCCTGTGCAATGATAGAAATACTTGA
ATGTCTGGTTTCTTAGCCGATNAGGGTACGAGCAATAGAGAA
>BJ521526 ID   BJ521526   standard; mRNA; EST; 576 BP.
GAGGGTCTGCAGCAGGTTTGTCTGAAACTTCAAACAGGAATGAAACTTTTTCAGTAAAAA
CTGAGTTGAAGTCGAGGTCGTCCGCACAGAAACAGAGTCGCAGTCCGCCTCTGTTCTTCT
GTTTAAACAGACAACAAGCTGCTGTTCTGGTGGTTTTGTCTGAAAACACAACCGTCATGC
TGGCTCTGAAAACGCAGCGAGGAGTCTGGAGTCTGGAGCCAACAGGAGCTGAGGCGGAAT
CCTAATCCCTGGTCTTAATCCAGAAGGGGGCGCCGTCAGCTCAGCCTTTGGGTTCACACA
CAGAAGACAGGATGAAGGCGGCGCCGCTGGTCTTGCTGTGGTTCTCGCTCTCAGGATGCC
TGGCTCAGACGGACGTGTGCGGCACGGCGCCGCTCAGGAAGCCTCACACCAGGATCATAG
GAGGCGAGGATGCTCCTGCCGGGGGTGTGGCCCTGGCAGGCCAGCGTGCACAACAACTCT
NCCCTGTGTGGGGGCTCCCTGATCANCANGCGGTGGGTCCTGACCGCCGCCNGGTGTTTG
TCCAGTGACNCANACNTGGTCGTCTTCCTCGGGCGA
>BJ521538 ID   BJ521538   standard; mRNA; EST; 116 BP.
ATGTCTTTCTTGTCATTTGTGAGTGATCTTGGTTTGTGTCTTGTTGCCCNTTAGCTTCGT
GATTGAGGCTGATCATTTGTGATGTCCTCCTTGTTTTATTGTGTTTGTGTATANTA
>BJ521559 ID   BJ521559   standard; mRNA; EST; 561 BP.
ATCGATCTTGGAAAATACCATTTGGATTGAGACATGGTAGGTTTATTTAACTTTAAAGTA
AAAACTACCAAGTGTATCACAGCAGATACACGTGAAGGCAGCAAAAAATGATCAAGCCGT
CATTCCAGTCCAATGTGTGGAAACACTGGAATTTTACAAAGACATGTGACCATACAGTGT
GGTAGAATAGTCTAATTATGTTCTGTTTGGAGTACTTTGATGTGGAAAAACAATTTATTT
ACTTGTTTGTTTTTACACATTTAAATTACACTTGATTATCTAGCACGAAATACAAGTAAT
CTGGTTAACTTCACCTGCACTGCTTGAATTTTTGGCTAAATATGTCCTGGATCAAATTTA
GGTCTGTGAATTGGATTGATTTGGATCAAATAAATATAAACCAATATAAATAGTGAATCG
TATTGGCAACCACAAATTATGACATGGATCGAATTGTTAAAATGAATCCCTACACCCCTA
TTTCAGCCATGATGTCAGGCCTCCTGTCAGCATGCACAAAAACTGGCAGACCTGGGTTGC
GGCGAGATGCTAGTGCACAAG
>BJ521571 ID   BJ521571   standard; mRNA; EST; 186 BP.
CGAGGCTGCTCTCCCCTTCTGTGATCTGAACACAAAATATTAGTGGACTGCAAAGTTGAG



CGAGACAAACAAATGAGACCATGAAAACAAGCAACAAAAGGCAGATGTTTGTGGGCTAAT
TGTTTAAACCTAACCTTTTTTTTTTTTACNCTTTTACNCACNTTTCCCCACAAGNGCAAA
CTCNCC
>BJ521637 ID   BJ521637   standard; mRNA; EST; 631 BP.
GAGGCGGCGCGTGCCAGTGGAGCCGTTGGAGCTTGGTTTCCCTGTCGCCCCCCTCCCTTC
CCTGGCTGTTGGAGCCGAGCATCATGTCGGATAAGCGGGTCTCCCGCTGGTACTTCGGCG
GGCTGGCTTCATGCGGAGCCGCGTGCTGTACCCATCCTCTGGACCTGCTCAAGGTTCACC
TGCAGACGCAGCAGGAGGTGAAGAAGAGGATGATGGGGATGGCCATTCAAGTGGTTAAGA
ACGACGGTGTGCTGGCTCTTTACAGTGGCCTCTCTGCCTCCCTCTGCAGGCAGATGTCCT
ATTCGCTCACCAGGTTTGCCATCTATGAGTCTGTGAGGGACCTGATGGGTACAAAGAGCC
ACGGCCCCATGCCCTTCTACCAGAAGGTGCTGCTGGGAGCCTTCGGAGGGTTCACGGGGG
GGTTCATTGGCACCCCAGCAGACATGGTCAATGTGAGAATGCAGAATGACATGAAACTCC
CCCCGCAGCACAGGAGGAACTACAAGCATGCCCTAGATGGCCTCTTCAGGGTCTTCAGGG
AGGAGGGCATCAGGAGGCTATTCTCCGGAGCCTCCATGGCTTCCAGCAGGGGGGCGATGG
TAACTGTGGGACAGCTGGCATGTTACGACCA
>BJ521695 ID   BJ521695   standard; mRNA; EST; 650 BP.
GGACATAATGTGTCAATCCATGTAGGAACCAAGTCTGAAAGACCCTGTGAAGTCTGTGAA
GAATGTGTTACATGCTTTGATTACTTGTCTCAAGGCAGAATTCACATGAGAGCCCATACA
GAAGGAAAGCATTTTTTGTGTAAAGAATGTGATAAAAGTTTTAGTCGTATTTCTAATCTC
AAAAGACACATGAGAATTCATACAGGAGAGAAGCCTTTTGCTTGTGAAGTATGTGGTACA
AGTTTTTGTCAAATATCTAATCTCAAAAGACACATGATAACCCACACAGGAGAGAAGCAT
TTTGCTTGTGAAGTATGTGATAAAAAATGTATTCAAATATCTGATCTCAAAGCACACAAG
AGAACCCATACNGGAGAAAAGCCTTTTTCTTGTAAGGAATGTGATAAAAGTTTTAGTAAA
AGAACTAATCTCAAAGCACACATGAGAACTCACACAGGAGAAAAGCCTTTTTCTTGTAAG
GAATGTGATCAAAGATTTAGTCAAAGGTGTAGTCTAAAAAGACACATTAGTCAAAGATGT
AGTCTAAAAAGACACATGAGAACTCATACCGGAGAGAAGCCTTTTGCTTTAGATGTTAAT
ATCGAGTCACGAAACATCAATTGAACAAATTGTGCATGCATAGTGAGTAC
>BJ521699 ID   BJ521699   standard; mRNA; EST; 481 BP.
CGGCACGAGGCGGATGTGCACATGGACGGTGTCGATACTGAGGAAACTGTAGCTCCAACA
GCATTTCTGCATTTTAAGAAGAAAGAGCTTAAACAACGTGAGGCCAAGAAGAAGAAGCAG
CACACAGTCACCAAAAAAATCAGTGACCTGACTAAGGAGAGAGACTCCCTCTGCCAACAA
GTTGGTCAAAATAACAGTGGGACAACTGACTCATCCTCCTCGGCCAACACATCTCCTGGT
GCATCTTCTTTTTCTTCGTCCTTCAGTTCATCCAGCTCCAGTTCATCCAGCTCCACTTCA
TTCAGCTCCTCTTCATCCAGCACCTCATCAACTGCTTTTTCAGATCAGAAATTGAAGAAA
AAACGCAAGAACAAAAAGATGCACCGCCACCGGAGTCAAAAAAAAAAGGACAAAAGAANG
AANAAGAAGACNAAAGGGGAACACAGCAGGCGAANAGCACGTCATCCTCANGAGGTCATC
A
>BJ521703 ID   BJ521703   standard; mRNA; EST; 437 BP.
AATACTTGCTGCACAATATTGACCTCCTTATGAAGAGACTCCATGCAGTTGAGGTACAGT
TTTATTTCCTCAGGTCAAAAACCCACAGTAAGCGACTCGGTCTGCACCGACTGGAGTCCC
TGTAAAACTCATATACCGTTAGTGGAAAACACCAGGATCAAACATTTTACAATGTTTATG
TAAAACCTTTTTGTTTTTCATATTTTAATTTGGATCTAAAGTTTTTTTTCAGCACAGGTT
TTGAGCTGATAAAACAATATGGAACCTTTTTATTACCTGCCCCCTCAATCTTGTTTCAAA
GAGGATATTTTTTGTAGTTTTTAGTGTGTTCTTCTGTTATTTTAAGTTTATTTTTTTCTT
CTTCTTTTTCTCCTGTTGGAGCTCTCCAAGTTGGATAATGACATTGGAAAAATAAACAAC
CAAACATAANAAAAAAA
>BJ521707 ID   BJ521707   standard; mRNA; EST; 591 BP.
CTTTTGCCTCTCACAGAAGCCGCAAGCATACGCCACACTCACTGGAAGACTTTAAAGAAG
AGCTGCTAAAAAGGACAGAGAAGATTTTGAAGCTGGACTTCATGAAGAAATGATGACGAT
TGCCACTATTGCAAACCAGGCCACTCAGTCTAACAGAAAAGCAGCCATTGTAATTGAGGG
AACAAAACTTCTGGAGGTAAACAACATCCCAAGGAGCTGCGCTTTATTGATGGGCTTAAT
TTATGCTCTTAATCTGAGCTATGCAAAGAAACTTAAAAGCACTTTTGAAGTATTTCAGAA
GTTGTTCTTTGGCCTTGATGGACAGAGGCCCAGTGCAAAAGTGATGAGCCTCAAGAACAG
TATCTTCTGAAAACAAGACCCAGTGGTTTTGCATATTTTAGTTGTCACAGTTGTGTGAAA
CGTGTTGAAATATGTTAAGAATGTTTTATATGTTCTTTGGACCCTTTTATTTAATATTAA
GAATGGTGTACTGTTGAATAACCACCCTTACTGTTAATCTTGTGCAACTCCNGATGTTCA
GCAATTCTGGGACTCTTCTCAATCCCAAAGATCTCATTTCGCTACTTCCAA
>BJ521772 ID   BJ521772   standard; mRNA; EST; 231 BP.
TTTACTTCTTTTTTTCCACCTTGAACAAAGTGAAGTTTAGTTGAAAACAAGTATCAGAAG
GCAACTTGTTTGTAATCCTAAACATCTTCTATGGGATTCTTTAATCAACTTCCAACCCCT
TGACCCCCCCCCCCCCNTTTTTTTTTAATTTTTNNNNNAANNGCCCCCNNCCCNNTTNNC
CTTTTNTTTTTNNTTGGGCCCAAAAAAAATNNCAAAAAATTTTAAAAAATT
>BJ521801 ID   BJ521801   standard; mRNA; EST; 435 BP.
ACTCTGTGTCCTTTGTAATGTCTGACGAAAACCTTGAGTGACATTTATAAGAGAAATATT



CTATATTTTATTTGTATTTAAAAGTAGATATTATGAAAAGACGAGCTAACGAGTGCTGTG
ATGTTTTCCAGAAGTACTTACGACTAGTCTGTTGTGTTGCAATGACGATTACAAACCGCC
GATCGTGTCGCGCGTCGGTCTCGTGTGCACCAGCTTGTCACGGTGGATTCTTGGGGGAGG
TCGTTTGTCTATGATGACTCGTACGTCGTTGGGGAGAACCATGGAGGGTCCACTGGGCGC
CATGGCAACGAGGGAGATGAGGAGGCGGAGGGGTGGCGGGATGAAGGACACAGGAAGTAG
ACACGGCAGGCTGAGAGAGCAGATTCACTTGAAGACTTCCGTCGGCCTGTTTCAGTTTTG
ATTTTTTTTTTTTTG
>BJ521823 ID   BJ521823   standard; mRNA; EST; 627 BP.
AGCATTGACGGCATTCTGGGGGACAGATCCAGTCACTCGGACGAGGGTTCTGATGTGGAC
TCCGAGCCAGGTCTGCCTTTGAAGAGGAAGCAGAGGCGTAGCCGCACCACCTTTACAGCG
GAACAACTAGAGGAGCTGGAGAGGGCCTTTGAGCGCACACACTACCCAGACATCTACACA
CGAGAGGAGCTGGCTCAACGCGCCAAACTGACAGAAGCTCGAGTTCAGGTGTGGTTCAGC
AACAGAAGGGCACGATGGAGGAAACAAGCAGGAGCCAACCAACTGATGGCTTTTAACCAC
CTCATACCTAGCGGTTTCCCTCCATCGGCTATGCCGGGCCTTCAGCCTTATCAGCTGTCA
GACAGTCCTTACCCTCCGACTTCTATCGCCCAGGCCCCGGAGCAGACCAGTACGGTCCAC
CGGCCGCAGCCTCTGCCACCCACCTCCGTCCACCAGAGTGGGCTCAGCTCATCAGCATCT
TCTCAGGATGGAAATTCTGCATACTGCCTGTCGTCTGGCCGACACAGCTTCCCAGCATAC
TCGGACAGCTTTGGTCCCCCGACAGGTCATAACAGCGCTGTCAACCCCACCATCGGCAAC
AGCCTCTCCCCCCAGGTAATGGGCCTG
>BJ521836 ID   BJ521836   standard; mRNA; EST; 253 BP.
TTTACNTAGGTCGTTTAANCTATCANGTTCGTGAAAAANATNTTCAACGATTTTTTANCG
GATACGGTAAATTACTGGAAGTCGATTTGAAAAATGGCTATGGCTTCNTTGAGTTCNAGG
ATAACAGGGATGCTGACNATNCTNTGTACNANCTGAACGGGAAGGANCTGTGTGGGGAGC
GGGTGATTGTCAAGCATGCCCGGGGACCGCGGCGANACCNAAACGGCTACGGNGGGGGTT
CCTCCTGGGGNGG
>BJ521858 ID   BJ521858   standard; mRNA; EST; 510 BP.
CGGCACGAGGGTTTAACTGCTTTACTGTGTGTGATTTCAACTCTGCGCTCTGGGCTAACA
GCACATTAAGCTTGCAAGTCTTCATCCTCTGCTCTCTGACAGCAAACACGTCCTTATTGT
TGTGATCCAGCTTCCTGCTGCTTTCCGCCTTGTTTGTCGCTGTGATTGGATTTTTCTAAA
TGGTACATCAAGAAATACAGCTTGTGGATCTAATAATAACAGTTTAGCTCAAATTTTTTT
TACAAAACATTAAACCTCCAGGGGATCCCGGTGTGCAGTTTTGATTCAGCTTCTTAGAGG
TCAAATCATTTGGAGCCGCGGCTTTCTCAATGACGCTTTGCTTAAACTAGGGCGCAGGTT
TGTTTTTCCCACATGCCTTCAGTTAATTGGTGGTGGTTGGATTTGCTTCTTTATCCGTGG
TAAACTTTTGCATAAAAGCTACCAAAGGTTTTACAAGCAAGGTGCTGGATTCTGGGGTTT
GTCTTGAACTTTTTCTGCCTGAGCTGTGAT
>BJ521882 ID   BJ521882   standard; mRNA; EST; 545 BP.
CACGAGGCCTCCCTCCCTCCCTCCCTCGCCCGCCCGCCGGGGTCGCTGGTAGCAGTCTGG
CACTGGTGCCGTTCCGCTGTAACAACACCTCANACTCTGACAGAACCTCAGAGGAGCCGA
ATCTTCCTCCTCCGGACAGGAGCCCTCCTCTGCTCCCTCCCCCACGCTGTTGTCCTGCAG
GGGGCGCTGCTGTGGCGCAGGACCTGTACTCTGGTATTGAATGCAGTAATCTGATAATCT
TGTATCTTGTAGTACTTTAGCCAATGTTGTTGCGTAGGAGAGGAGTGTCAGTATATACAG
AGGTATTATGGAACAAGACTTCCTGGTATTTAAGATAGTGCCCCCCTCCCTCTTCGTTAG
TCTCACTCCTCCATTTTTTTTTCTTTTAGTTTGAATATTTTTGGAAAACCTTTTTTCACA
TTTGAATATATACTTTTTTTTTTTAAAAAGGAGTGACGGGTTCGGCGGGGGGCGTTTCAA
AGGGACAGGAAGTTTTTTGNCNCGTTTTTTTTNATTTTNATTTTTNATTTGCTTTGACCT
TGCAG
>BJ521901 ID   BJ521901   standard; mRNA; EST; 489 BP.
GGGCCGAAAGAGCGGGGGGGCCGATGGTGCCACGCCTCTCCTTTCATGCGTGGCAGCACC
ATAGTGCGATCGCAGACCTTCTCGCCTGGCGCTCGGAATCAGTATGTCTGCAGGTTGTAC
CGCAGCGACAGCGATAGCTCGACTTTACCAAAGAAATCCCCGTTTGTCAGGAACACGCTG
GAAAGGAGAACGCTGCGCTTTAAGCAGGAGCCATATCGTTCCTCCTTGGCCGAGCAGCCG
ACGCGGACCTCCCTGGACCTGGAGCTGGATCTTCAGGCCTGTAGGACCCGTCAGAGGCAG
CTGATGGAGGAACTGAGCACGCTCAGAGAATTGAAGGTGCGCCTGGAGGAGCCGCAGTCC
AGCGAGACCTCTGAGCTTCCCCACTGGGCCCTGAGGGATGATCGCTTCCGCTGCCTGCTC
CGAGAGGCCCAGAGACAGGTGAGCCAGAGCAAGCAGGAACAGCGGCAGGAGGAAGCAGCC
GAGAGGAGG
>BJ521905 ID   BJ521905   standard; mRNA; EST; 262 BP.
GAGGCGCTGTCCAGCTGGAGTCATTACAGCCCTGAGCAAGTGCCTGCTTTCCAAAAAAAC
ACCACAACAATAGGGGTGAATGTCTGACCACAGACTGATCCAAGATGAAGAAAGGATGAT
GGCGGCTAAGCCTGCATGAGATTTTTTTTTTTGCCTTACCGGANACTAGTTGAGGGCCCC
TGANAGTCCCCCCCCCGCCCACAAAGTCCCCCCGGNGCCTGTCCTGCANGGGCCCTGTTG
ATGAAAAAAANAACGAANGCNC
>BJ521930 ID   BJ521930   standard; mRNA; EST; 565 BP.
GGCATAGTTCCATGCGTACAAAATATTTCCTGCTAGATACAATAAAGTCTATTTCCGGTT



TGAGGCTGGAATACATGTTTACTTTAACCCTTTTGCTCTCCAATGACTCCCCCCCCTTCC
ATTGGGGTGTTCTCCCTGCCATGACGGGGGTGGATGGGGGGTGGAGGGATTTCATGTGAT
CCATGGACGCCAGTGAAGATCACAAATCATTGAAGAAAAAAGGTTCAGAGCACTGTCTAG
TGGGTCTAGATGACCCAACTCCCAGCGTTGGGGTGCCTAGGATAGCACAAGGGTTAACCA
CAGACATAAGCTCCACCCCCTCATGTATCACATCCAGATCTCTTGGGTTGGACGATACCT
GGATCANGTGTTCAGTCCTTCANATCAGCTGTGAGCGGAGCANAAAGTTTTTGTCCCTCC
TTCTTTCAAAATAAAGTTTCCTGTTTGTCTGTAACAAAAAAGCAAAATTAAAGTCTCAGT
TTAGTAAAAAAAAAATTCTTTAGTGATGGCAGCTTCNTCCTTCAGGGATTCTTCGCTTCG
TCTGAACACTGCTGTTTCCCAAAAT
>BJ521992 ID   BJ521992   standard; mRNA; EST; 126 BP.
CTCACGCTGCTGGTCATCGTGGCCACGCTGGTCTGCGCGCTGCTCTTCATGCTGTTCGGC
TGGTACGTGTTCTCCAGNGAGGCCAGTTTTTGGCGCGCAGCTCGGTTCCGGNTGCGGGCC
GGGCCA
>BJ521994 ID   BJ521994   standard; mRNA; EST; 558 BP.
CGCCCAACAGTCCAGCGTCTGTGGCGTCCTCTGGAAGCACCCCATCCTCCAAGGCCAAGG
AGCTAAGTCATAATGACAAATCCTCTACGCCTGGCCTCAAATCCAACACCCCCACCCCCC
GCAACGATGCCCCCACCCCTGGCACCAGCTCCACTCCTGGGCTCAGGCCCATCCTGGGCA
AACCACCAGGCATGGAGGCTTTAGCAGCACCAGCGTTGCGTACCCCCCTGTCCTATCCTA
CCCCATTTGCCATGATGGGCCATCATGAAATGAACGGAGGCTTGACGAGCCCCGGGGTGT
ACGCTGGTCTGCACATCTCCCCTCAGATGAGTGCCGCAGCAGCTGCAGCTTATGGACGTT
CCCCCATGGGGTTTGATCCTCACACCCACATGAGAGCCCCAGGCCTTCCAGCCAGCCTCA
CGTCCATTTCTGGTGGCAAACCGGCTTACTCCTTTCACGTCAGTGCAGATGGCCAGATGC
AGCCTGTACCCTTCCCACCAGATGCCCTCATTGGGCCTGGAATCCCCCGACATGCCCGTC
AGATCAACACACTTAGCC
>BJ522011 ID   BJ522011   standard; mRNA; EST; 109 BP.
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGATTA
>BJ522062 ID   BJ522062   standard; mRNA; EST; 610 BP.
TTCGGCACGAGGGTCAAATCCAGCAAAGATCTGGTCTGTTCCTGGAGCTTCACTGACGAC
CTGCACTACTGGGAGGAGCATAAAAATCTGCACGTCTGTGTTCACTCCGCTTAAAGACAA
AGATGAAACATAATTCTCTTTCTGTTGTTTAAACTTCACAAGAAAAATTCACATTTTAGA
CAAACACCAGTTACATTCTTTGGAATTATTCTCCTCTGAGAGAAAGATCACACACACATC
ACTGATTTCCTAAAACTAACGCATTCCTTTAGGCGACATGTCAGGACAGACGCTGGCATG
AGCGGCCATGTAGGGGTTATATTGTTTCAGTGTAATATGTCGGGAGGGGAGCGGGTTCTG
GGACACAGACTCTTGGAGTTCTGCCAGAGATAAATGTTTCCTTTAACCCTGGAGCTTTCA
AAATCTCTGTTTTGCTCTTAAGGTTGAAAATGGTTTTTAACTGAACTGTCACTTTATTCT
TTACTAGTTTATGGGTCTGTTTGCTTTAAGATGTTTTGATCAAATTACTTATTATTAATC
GTTTGTCTTCATTTGATTGGAAACAATATATATATATATAAATCATAAGAATATTTGCAT
GTTATTTTGT
>BJ522075 ID   BJ522075   standard; mRNA; EST; 130 BP.
CGGCACGAGGAAACTGCCCCCAGACGCCCCCCCTCACGGTGCTGAAGAGCATTGCCTTCA
GCCGCATGTTGGTGTGCTGCTTTCCATGGTAACAAACCCCCCCCCCCCNGANNGNANCCC
CCCCAANAAA
>BJ522086 ID   BJ522086   standard; mRNA; EST; 633 BP.
GATTTGGGTTATGTCTGACTTGAATCTGTTTGAAAATATATGCGTTAGAAGCTTATAGTC
AGTATTCAAAAGAGTTATAGGCCTTAAATTATCTAGAAATGTTGGGTCTTTACCCGGCTT
GGGAATAAGGGTGATTACACCCTGTTTCATTGTATGTGTTAGAGACCCATTTTGAATAAT
TTCTTTAAACATTTCAAAAATTAAATCTTTGATATGCTCCCAAAAGAATTTATAAAAGTT
ACTGGTCAGTCCATCACATCCTGGAGCTTTATCCTTGGACAGACAGCTTAAAGCCTTCTC
TAATTCCTGCAAAGTTATTTCTGAATCACAAGAATTTCTAAAATTGTCATCAATCTTAGG
AATGAAATCTTTAATTGTCTGGAAAAAAGTATTATTATGGGATTCGGAATAAGATGACGA
ATACNAATTACTATAAAATGAACTTATTTCTTTAGAGATCATTTGAGGATCAGAGCATAA
TTGATTATTAATATGAAGTTTCTTTATAGCATTCTTCTCTTGCCTCTTCTTTTCTAGATT
ACAGAAATAAGAAGTACTCTTTTCACCAAGCTCCACCCATTTTGCTCGGGATCTGATGAA
GGCTCCTTTCGCTTTTTTAATATAAATATCGTC
>BJ522090 ID   BJ522090   standard; mRNA; EST; 568 BP.
GGGGAAACCACGCGAGTGCTAGGTTCCCAACGAGCGCTTGACCTTAAAGATGCAGCCGCT
CACGCGTGTGGTGAAGCCGACATGAGTTCCCTCTGGTTGGCTTTTAATGTTGCGAACTGT
ATTCCCGTTTTCTGTAAATGTCACTCTAGTGTTGCGGTTTTGGACATCCTGCGCGGCTGC
TCTGGCCTGTTAGCGCTTCGATGTGGATAACCATTTCATTTTAAGTCAAGTAAAGTGCTA
AGCAGCTAGCTTTCCAATAGATGTTTGTTTTGTTTTTTTTGGTAGCGATTCCTTTCCAGC
TGACTGTTTCTGTACGATGTAGCGGTTTTTAGTTTCACGAGGCTCTTTACACTGTTGTGC
GGGCATGGCAAAGGCAGCTTTCGCGATCTTTTTCGCTGCGTTCTGTTGTCGTGAACGGCC
AGAGGTGTGTTCGAGTGTCTGGATTGTTCGATGTGTTCAATCGAGGAGTAAATATGTTTG



TCAGAAAAGCAAGAAAAGTGAGAAGCTTTATACGAAACATTCCAGTTGATTGAGCCGATG
CGGCTTTTTTGTCTTTTTTTTTTTNCGG
>BJ522123 ID   BJ522123   standard; mRNA; EST; 382 BP.
CTTCCTCTCATGGAGAAAGCGAAAAGAAGAAGAAAAAAGTGGGCAATGCTAAAAATTCTC
AGGATTTTATACCCCGTTTGTCTACTTTAAAGCAACAGTAACTTGATTTTTAGTGCGAGC
ATCCATGTCTCATATCACTGGAGAAAATGTTCTTGATTATAATTGTTTTGATTTACTGAT
CATGTTTATGTGAAGCTCTGCACAGCAGCTAATGAACATTATGTAATGAGCAAATTCTCT
GGAGCAGTCTCTTTTGGCCCTTGTTCTATCTTGGATGGCCCCGCCCTTGCATTGGCGTGT
TCTCCCTGCCGTGACGGGGGTGGATGGGGGTGGGGGGATTTCGTGTGGTCCGTGGGCGCC
GGTGGGGATCGCAGATCATTGA
>BJ522132 ID   BJ522132   standard; mRNA; EST; 519 BP.
ATTCGGCACGAGGGAATTTTTGAGGATTTTCTGAAGAGGTTTACAGAAATCACTGCGGGG
GGGCAGGTGGAGGTGATGTTGGCTCGACCTGGGGGGAGAACGGAAACAGACTGAAGATCC
GGGATCTTCAGGGTCGGAACCCGCCCCCCCTGTCGTTCCAAACAGGAAGTGATGTCGACG
TCAGAGATGAGCTGTCAGTCATTCTGTTGGTCAGAACCGTTCTGGATCTGAAACTTTATC
TTTATAATCCTCATTTTTCTGTCATTCAAGTCATAAACGGACCAATCAGATGCCTCAAAA
GTAGGTGGAGCCTATGTGCCCCAACGTTCAAAACGTTTTTCTGCAGTGGTAGGGGGTGTG
GCCTTTCAGCAAGCCCACTCCTGATTGGTGAGGGTGGTTGCCATAGAAACGTANACTCAN
ACGACTCTGTCCGTGCGCTGCTTAATGACNATGTCTGACTCCGTCTTGGCGACGCCCACA
TCATGAAAAACTGGAAACTGATCTGAAAGTAAACCGATT
>BJ522163 ID   BJ522163   standard; mRNA; EST; 689 BP.
ATTCTCTTTTTGGTCCCAACTGTTTGATGTAAAAGTCGGCTTTAGATTTTTAGACAACTT
AATGTTTTAATGTGACATACAGAGCGGAAAAAACATTTTGTGCTTAAAACCCTTGTTCTT
AATGACTGTTTCTTCGAACAAATCACAGTGCAGAGAGTTTTGTTGCACTGTTATTAAAAC
ATGAAATGCACTTTTATCTGCCAATTTGTTAGGTACACCTTGTTTGCACTGGGTCAGACC
TCCTTTTCTCATTTAAACTGCCTTAATTATGCAGACTAAAGTGTTTAAAGGGGGATCTGT
TGGTTTTAGGATTAAAATGCCAAGAAAATATCTCCTATCACAGTACTACTGCCACAAGCC
TGGATCTTTGATGCAGGACAGACTGGATCTCATCATGCTGAGAAATACATTGTTTTCACT
GAAGTTAAATATTCAAATTACTGTTTCCTTTTTTGTCATCGTCAATGACTGTCTTGGTAT
CAATTAGAAATGATGTTTTGTTAACAATTAATTGAATTTTTCTGTCCTTTGGCTTTTATT
TAGATAAGTCTGATACTGATGTCTGTCAATTCCAGCAAGTTTCTTAAATATTCAGAATTT
CTTTTTAAAAAGTATTTTTCTGCCTCATTCTGTTATTGTTCAAGATTTTGGATGNTTGAA
TAANNAAATGTCATGTATCCCATAAAGAA
>BJ522187 ID   BJ522187   standard; mRNA; EST; 165 BP.
TCGGCACGAGGGAAAAAAAAAAAGAAGCAAGCTGTGCAGCCANAAAGCCTGCACTGATTC
TCACTGTTTCANGNGTTTCTTTTCTNATCTTTTTATTTCAAATGNGGATGTTTTTGTGGA
AACTGGAAATGGACACGTTAACTCAAGGCAGNGTTTTTTTTTNCT
>BJ522217 ID   BJ522217   standard; mRNA; EST; 576 BP.
GACGGCGCGGCTCACGCAAAGCTGGAGGTGGAGACGGACTCCTTTGGAAGTCGTGTTCGC
ATTAAAGGAATGAAGACGGGATACTACATATGCATGAACAGGAAAGGGAAGCTGATTGGA
AAGAGGAAAGGACGAGGCAAAGACTGCATCTTCACCGAGATTGTTCTGGAGAACAACTAC
ACGGCACTCCAGAACGCCNAGTACGAGGGCTGGTACATGGCTTTCACGCGCAAGGGCCGC
CCAAGGAAGGCCTCCAAGACCAAGCAGCACCAGAGGGAGGCCCACTTCATGAAGCGCCTC
CCGAGGGGGCACCTGCTGAGTGAAAGGAGGCCGTTTGATACGCTTCCTCTGCCCGTCCCC
GTTCAGCCTTTCAGCAAGCGGACTAAGCACTCCCATCAGCTGCGCTCGGAGGGTCGCTGA
GGGACAAGCGGCACAGCAGAGGCGCCGCCGACAGCTCCAGACTGGAGGGAAACCTGCATG
TACGCCTAAGTGCCCGAAGGCCTCGTTTGTGGATTTACTGAGTAATTCTTGGTACTGAAT
TGTAGATNAACTATCTNATCTGCTAGTTATTTCCAA
>BJ522258 ID   BJ522258   standard; mRNA; EST; 151 BP.
CGCCCCCCCTCCCCCTCTTTGAAGTGTCCCTGAGGTCTGTCGTTTGGTTCCTTCAAAACG
CCATCATCAGCTGATCTCACATGACTTTTGCTGTTTTGCAGGGTTTGGGGGGGGGGGGGG
GGAANNTNCCCCNNNNNNNTTAAAAAAAAAA
>BJ522261 ID   BJ522261   standard; mRNA; EST; 511 BP.
GGCACGAGGGTAGAGGCGCTGACCAGCTCCTTCAGCACAAGACTGTTGCACCCTCAGTGT
AAGAAGGAGCGCTACCGCAGGTCATTCCTCCCCACAGCCATCAGACTGTACAACACCGTG
TCAAAGTGACACTCCACGGTCCCGGGGGTGTTTTTTCTGTTTAGTCATTGATTCATTTAC
TTTTGTTGTAGTTGTTGTTTTTCAATTTTAAATTGTTTTTTGTTCCTGGACAGTTGTTTG
TTTTTGTTCTTGGTGTGAACTTCATTAGTTATTTCTGTATTTTGAAAACATTTGTAATGT
TTTTTTTTTTGTTTTTTTTTTACAGTTTACATGTTTTGCAAACCGCANGTTTTTTACNCC
TTTGCAGCTGNATTTATTTAAAATTNAAAATTNATTTCTTTATTTAAAAAAAATCTCATT
TTTGATAANAATTTTTCATAANAATTTTAGAAANATTTTTAATTATCTAANATAAATGAA
ATTTGGGATGTCCTTTATTGATGTTATATNA
>BJ522300 ID   BJ522300   standard; mRNA; EST; 619 BP.
GGCACGAGGAGCAGAAGGAGCCAGTAAATTTGCTCGCTCTATGGGAGTTCCTGAGGTGCC



CCAGGAGTCCCTCATCACCGAGTACTCCCGCATGCGCTGGAAAAAGAACTTGGCACCAGA
AGCCAACCCTGTGGAGTGCCAAATGGGGAAAATGGGCACAGTCGGCGCTGTGGCAGTTGA
TAAAGAAGGCAACGTTGCGTGTGCAACCTCCACCGGTGGTATGCTGAACAAGATGGAAGG
TCGAGTGGGGGATACCCCATGCATAGGAAGTGGAGGTTACGCCGACAACCTGTCAGGAGC
CGTGTCCACGACCGGTCATGGAGAAACCATCATGAAGGTCATGCTGGCCAGACTCATTTT
GTTTCACATGGAGCAAGGTCAGTCCGCTGAGGCTGCCAGTGATCTGGGGCTGGCTTACAT
GAAGTCCAGATTGGGGGGGCTGGGGGGGGGGTTGTGACTGTGGACCCCCGAGGCAACTGG
GCCGCCCGTTTCTCCNGCCAGCANATGTCCTGGGCCGCANCTCANAACGATACTCTGCAC
TACNGCCTGTACACTGGAGAACATTTCANACGGANCATCANGGACACNCACTGACCCANG
ATTTCCCACCTTTTTATTT
>BJ522336 ID   BJ522336   standard; mRNA; EST; 582 BP.
GCACGAGGGCAGCAGAGCGTAGTTTATCTGAGAGGCGTGGTCCATGCTGTTATCTGAAGC
TTTGATTTGATCAACAGGAAACAGGAGTACATGTGTTGACACCCGCAGCTTTAGCTTCTA
CATACTTGACTATATATATATACTCCATATTATTGGAAAAACATCATTATTACCAGATTA
TTGTGTAAAAAATAAGATATTGTTTCTTGTGAAGCTATTCTTTGTCCAAATGCAGAACAT
TGACTCGAGACTCGAGCTGCCTTTTATTGTGACATCATGCACTTTCGTGGCTAAATATAA
CAATCTAGACAGAAATAGTTGAGTTTTCTTGTTTGGTTTCATTCAGCAGACTTGCTGGTT
GATTTTCTTTACACGTTCCAGATGTCTGTGAGCTTTTTCCTGGTTTGTTTCTGCTCTCCA
TCCTTGGAAATCCGGTTTTTCTATTTACGAAAAGTAGCTCTAATCTTGTGATGTTGCAGA
TAACTAGAAATTATTTGAAGTGAGGAGAAGGGAGGACCAGATTCAGGACTGAGGACGGCA
ACNAGCCTGCAGGTTACATGCAGAAACATCAGTCATGTGTTA
>BJ522360 ID   BJ522360   standard; mRNA; EST; 678 BP.
TCGGCACGAGGCAGCGTTAGCATAAATATTGGCATCAATGTTAGCATCACTTTTTGGAAA
CTAAGTAAGTAAAGCTAAAGTCAGGTAGCCGTTTTGTGTTCTTTTGTTTAATTTTATGCT
TTCACACTCCCCGTTTTGTTTTGTTTTTCTCATTTTTATACCACACACTGGAGATAGCGT
AGATTTGCACCTAATTTTTCAACGGTGTGACTCTTTCATTGTAGATTTAGTGAAGGAAAG
ATGTCAACTGCATCTTCTGGTGGATTTAGAACGGAGTGTACTGCAGATTCTGGACGGGCT
TCTGTTCCAAAAGCTGATGCTGGGACTGGTTTTGATCTCCGGACAGTGAACCAAACTTGG
TCTCCAGTGCCTTGTGAAAAAAATCTCTATATGATATCCTCAGAAGTGAGCGTGAAAGAG
CTAAGTCGGCAGGCAGTGTTTACAGGTTGTGGCTGTAGTTACTGTTCTCAATATCTGGTG
TTTTTTTGCAGAGTTTCGGGAATTCTTCAGCACTTTGTTATGAAGGTCAATCAGAGCATT
TTCATTCATCACATTTGATTCTGTACATGACGACNCTGTCAAAACATAACATCTGTACAG
GTACTTTTTCCAATTTGGGATCAGTTTGCTGCAGTAAATGTACTTTGACATACTTTGAAA
CCATTTCAATCATAAATA
>BJ522377 ID   BJ522377   standard; mRNA; EST; 609 BP.
CGGCACGAGGGTGATTTGAGGGCATTATTGTTCTTTCGTCTCGCCTGTGATGAAAATGCA
ATGATTCTTTTCTTTTGCTCTACAGGGATTTTATCCACTAAATATGAACGTCTCCCAGGC
TGAGATGACACCACCGACCAAAGAGACGTGTGCTCCAGTTTCAGCCTTTGGTTCCAACAT
TCTCTCTTCTGATACTCAGCCGTCGTTTGAGTTGAACAGACTGAATTTGTCTTCGGATCT
CCCACTTAATACAGAACAGCCATCCACTAATGTTAATAAACCAAATGAATTCAACTTTTT
ATAAAAAGAAGGCCATGAAAATCTAGTAATATGTAAACTCTTTCAGCTTCTGACTGAATT
TTAAAAAAAAAAGTTCTGTATCCTGATTAAATATGACACATGTTGGTGCATGATAGGTGT
GTTTTTTAAGTGTTTATCTTTACTATAATAATATACGGGTAGTAAATATTTTATGTCATG
GAATAGCTATTGTTTTTTTCTCAGGTAAAAAACCTCAACAGCTAGAGCTATTTTTTGGTT
TTATGTATAAAGTAGAAATGTATTTATCTTAAACATAATACTGTATATTTTGCATGTATT
ATGCATCCT
>BJ522395 ID   BJ522395   standard; mRNA; EST; 656 BP.
CGGCACGAGGCCTGATTGCTGCTCCTCTCAGCATTGAACCATTTTCTGTGTGAGTGCTGA
CGGCTTTCATGCAGGTCCAGCTTCACATAAACACACAGAACAAAAAATGCTGGCAGCAGC
TGTCCAAACTTTTTATGTTTATGTCCTTTTTTCTGGACGGCGCAGTAAAGAGTCGCTCCG
AGACTCAGCTCCCAGGTGTCTTTTTGCTCTGAGAAAGATGTGCATAGATGGCTCTATTCA
CTGTTGTCAGGGGAGTGCAGTGCATGCGTGTGTGTGTGTGTGCGTCCGTGTGTGTGTGCG
CACTTCCAGTATGGCAACAGTCCTTTCATTACCATGGCAACTCACTGTTTGGTCCATTTT
CCTTTTCTCCCAATCTCCCCTTCCTTTTGCCCTCTCCNGGTATCCAGTCATATCCGGGTT
TTGGCCANAAGAAAATCCCGGGAGTTTCAGTCCAAACTGAAGGTAAGAGGTTTGTTGTTC
CAGAAAAAGGCGGTGTTTTCCAACCCCAGTCCGTGTGTGGAGCAAACACAGCCGATTAGG
GAAGATTAGACCTCATGACTGCGGANAANCTCCCAGCANAAACACGGGCANGATTGGCTC
TNAATTCAGAGTTTGGCTTTTACTGTCNGAAGANATGCCTGTCGCACACTTTCAAG
>BJ522413 ID   BJ522413   standard; mRNA; EST; 610 BP.
GGCACGAGGACCCCATCTCATCGCGGCACATCAAAACGCTGGCGGAGGCCCACGAGGACT
GCGTCAACAACATCAGGTTCCTGGACAATCGTTTGTTTGCCACCTGCTCTGACGACACCA
CCATCGCGCTGTGGGACCTGCGGAAGCTGAACTCCAAGGTGTGCTCGCTGCACGGACACG
CGAGCTGGGTGAAGAACATCGAGTACGACACTAACACGCGCCTGCTGGTCACCTCTGGCT
TCGATGGCAACGTCATCACGTGGGACACCAACAGGTTCACAGAGGACGGCTGCCCCCATA



AAAAGTTCTTCCACACTCGCTACCTGATGAGGATGCGCCTGACGCCTGACTGCTCCAAGA
TGCTCATCTCCACGTCCTCAGGGTACCTGCTGATCCTCCATGATCTGGACCTCACGCAGT
CCCTAGAGGTGGGCAGCTACCGCATGCTGCGTGCTCGACGAACCCCCCTCACCTCAGACG
GAGGGACATCGGCCGCCAGGTCAGCCGCTCCACGCCAGGGAAACGACTCGAGCAAGATTC
ACCCTCACCGAGAAGGCCTTTCTCCCAGGAACAGCCTGGAGGTTCTAACTCCAGAAATCC
CTGGAGAAAG
>BJ522428 ID   BJ522428   standard; mRNA; EST; 580 BP.
CGGCACGAGGTCTTGCTCGCTCCTTTCAGCACCACCTAGAGAGGGAAGAAGAAGGACAAC
CGGGTGAATGTTCCCGTCAGACATCAGACTCTAACCCTCCAGCTCAGTCTCCAGGCTTAA
AGCGGTGCGCACTCGGACTGCGGAGGCGGAAGTTTAACCTTCCCCGAGGCTGAGCACATT
TGAACCTCCTGTCAGCGCGCCGTCATGCCCCACTACCTTTTCACCGCAGCTGGATTAGCA
GTTAGGAGCAGAGCGTAGGTNATGATACGCTGTCAAGGTCATCTATNAAGGGTAGCGTTC
AGTTTCACAGAGTGAGATGTATTTATAACGCGCCTCAGAGGCTTGAGTTACAGATTCACC
CGCAGCCACAGACTGCAGCAAATACCTCATTGTAGCTGAACTGCTCCCTCGTTCCTTGTT
GTTTCAACCTGGGGGACAGACAGAACAAGCGTCAGAGGAGACCGTGCGCACCACGAGTCC
GTGCACAGCATGAGCGTGACTCCGCCCACTGACACAGATCTGTTGACAACCTCAGTCAAA
CAGGGAATCAGTGCAGGGGTGAAAGCATGCGCCTGCAAGA
>BJ522440 ID   BJ522440   standard; mRNA; EST; 114 BP.
GGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
>BJ522447 ID   BJ522447   standard; mRNA; EST; 545 BP.
CGGCACGAGGTTTTTTTATCCAAGGTTATTTATTACAAAAGAGGAAAAATACAATTTTAG
GGAAAAAGATACATTTGTCATACATAAAGCACGTACAAATAAAAAGAGATTCTGTGTTTC
AATTTGTGGAGTGAAGTTGTGGAACAGAACCAGTAAATGCTTGAAACAATGTCCAAACAT
AAAAGAATTTAAATATAGATACAGGAAGATGATCATGGATAAATATGTGCAAATACAAAA
AAATACAGAATGTCAGCATTTATAAATCTGCATACTTTGACAATACGTTTTGTTATTCAT
TTGTATGTTGTTTGGAAATGAAAATTACATGTATATATGTACATATACACTTGGGTAGGG
CACTGGACTCTGATGGTGGGAAAGTAAGGGCTTAGGGTAAAGGGGGGTGAGAGTTTATAA
GATTTTTCCAGAAGATCATTCAGGCAGAAGGAGAAGCTGAAGCTGCCAAGATGCTTGGCC
AAGCAGTGACAAAGAACCCAGGTTACCTGAAGCTGAGGAGAATTAGAGCGGCGCAGAACA
TTGCC
>BJ522466 ID   BJ522466   standard; mRNA; EST; 540 BP.
ACTCATCTTTTAGTGTTTGATTAGAAACGATTTACCAATCAGTTAATTTTTCCATTTTTT
AAACTTGGTTGTAGCAGCCGACACACATGTACAGTAAATATATGAACAGAGCATTAAGTG
AAAATGGCAACATATACTTTCCTATTTATTATGAAGTCCTTGTGCTTTTTTTCCTCACTG
GTTCTGGTTTAATGCATAAGCTAAAAAGGCAATAAGCAACTCACCTTTGATAGCTTCTAA
TATAAACTGTTCATTTGGAATAGATCACTTTTTTAAACAAGGTCCAGGACATGGAAAAAA
TGTGCGTCAGAGTGTAGAAATAAAGTGTTAGTGTTTTGAAGTTGTGTCATTGACAGATGT
AGTTTCCTGTTCCACAACAGTTTTGTGAGTCACTCGTCACACATGCTGTACATAAAGGCA
CGTTTCCTACAGACTTCAGGGAGGTTTTCTCACACAAAGGTGGAAAAAGTTAGATTTCTA
TCTGAATCTTTCCTATGTGGTGGTTTTGGGCGAAATTGTTAATTGTGAAGTAGCTGTCAT
>BJ522467 ID   BJ522467   standard; mRNA; EST; 127 BP.
TGACATTTTAAAATGCAATAACTGCAGCAAAGAGCCTGGCAGCTCCTTTAAGGCAGTGTT
TGCCCCCCCCCTTACCTGAGTCTGGCCCTGGTGGGACAGTGTGTGTGTGTGTGTGTGTGT
GTGTGNG
>BJ522477 ID   BJ522477   standard; mRNA; EST; 109 BP.
GAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGNGTGNNCNCTCTCCCCCT
>BJ522570 ID   BJ522570   standard; mRNA; EST; 101 BP.
GAGGGGGTGAAGCACCAACGTCCAGGTGCAATTCTGTCACTTACTGTAGGAGTGTGAGTC
AAGAGTGTGGGAATACCTAACTAGTCTGATTAAAAAAAAAA
>BJ522581 ID   BJ522581   standard; mRNA; EST; 553 BP.
TCGGCACGAGGAGGAGCTGGATCTCGCTGACCCCGTCTTTAACAGCATTCTGACCGGGTC
ATTTCCACTCCTGACCCCGGGGTCACAGAGAGGATTTCAGGCAAGGTTGAGCCGTCTCCA
TGGAAACCAGCAAGGCCCTGAGGCAGGGCTGCAGGGAAGCTCCAGCCATGGGTTCAATGA
AAGACTTGGCAGACAAACGCAAGACTCCCACGAGCCTTGGTTTAGCTCCGCCTCCAGGAG
AGACCACGGCCAGTTGCACTGGGACGCGCGGACAGACAGAGGCCATCGGAGGAGCTGTTC
GGTAAAAACGGCGAGCAGGTGAAAACAGTCGATGAGGAATAACAACACTCTCAGAAACAA
TCGCATGTGTTATGTATTTTATTTTCTGGTGTCGGCCGCCTCAACTTACAGGCAGACCAG
TGGGCACCTGGGCTCCCTCTGCACAGGAGACGTGAAACGGAGGCGAAAGGCAGCCCCCCT
CGGTTCCACTGCCCCCCCAGGTGTCGTCGGGGAGAACGCTCCTCCCATTCCAGACACAAA
CATGGGGAACCGC
>BJ522594 ID   BJ522594   standard; mRNA; EST; 515 BP.
TACCAAAAGACGGGTCAATGTGCGTCATTGAGAAAACGGCAACAAACATGACACGAAACT



TAAAGGATAAGTAGGAAGCTTCAATTCACTCCAGACATTCCTCTACTGTTACAGTTCCAC
ATGTTTTCCTGAAGTCCACCAAGTTTGAGACCAAGAAACTCATTTTTTTAAAGCTTCTCC
ACACGCGTGTCGTTCACCATGGTAGAAACAATGGACTATGTTCCCATTGATGTAGAGCTC
ATCACTGTTGTAACACAAATCCCATGTAATCCCTCTGGGCGGCGGCGTGTTGATCTGTGT
ACACGTCTATCACAGTAGCCAGGTGACGTTCTGTACGTACTTCTCCTGTAATGTCGGTGG
TGTCCAGTAAACCTAGACGAGATGTGGTTCTAGAAGCAGCATCTGCTCCGGAAGAGGTCC
TTTAGAGTCAGACGTCCTGGGCGGAGCTGGTTCCATTGGTGGTTGGGTGGAGCTTGTTCG
GTTTGTGGATGGGTTTGGCTCTTCTCGTTAGCATT
>BJ522614 ID   BJ522614   standard; mRNA; EST; 136 BP.
TTCGGCCGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGANAT
>BJ522624 ID   BJ522624   standard; mRNA; EST; 599 BP.
ATTTTCTGTGACTGAAAAACCAATGCGACGCAGTCATGTGCCTGCAGGTAGCACGCCGCA
CCCTTTAGGGTGGCATCAGTTTTTACAGGCTTCTGGTCGTCACGCCCCTGTAAAAAAAAA
CGAAAAACGTAGCCGGGCAACAACTGATGTTCGGATATTGTGACGTCGCCTGCTGAAAAA
GCCTCGATTTTTCCAGGAGCGTTGTTTATTAACCATCGACATTTGTGCCATTTACTTCCA
AAAATGTACTCGTGCGATCGATTCTGTGGGGGGACAAGGTGCTCTGGAATATCGTATTTC
TGGTTTTATTTAAGTGTTTCTCTCGTTTCTTCAACATTTATTGAGCTATAGAGTCAAGGT
CTATGAAAATAAGAAAGTGTAGAGTAAATTATTTTTTATGGCAGCCCAAACGATAGAATT
TATAGGTATCACTGCCTTCCTACTATGTAGCCTCAAAACCTCTCAAACATTCTGCTTGGA
TGTCATCGAGTTAGCGACCGCTCTCCTGTAGAAGCGTTTCTTTTTCTGTCAACCTCACGT
GTTCATGTCTGAAACAGGAATAACGGTCAGGTATGTATTGATCAGTGTTTTTTTTAACC
>BJ522660 ID   BJ522660   standard; mRNA; EST; 125 BP.
GGCTGGGGATGGCNNTGAGCTCATACATTTGCCGATCTCTCAATTCTCCGTACGTTACGC
TGCTGCTGAAAATTGCTGAACCCTCTGGACTGATCTGTCAGAAGTCCTTTGAGATGAGTG
TTCCA
>BJ522717 ID   BJ522717   standard; mRNA; EST; 117 BP.
GAAAAAAACTATTTACCTACATTTTTTTGTTGTTGTGTGTTTTCCTTTATTGATGATTTT
ATTGTTATCGTTTTACTGTGTTTCTTTGAATTTTACCTATGGTTTTAGTGTATTTAT
>BJ522732 ID   BJ522732   standard; mRNA; EST; 611 BP.
CGGCACGAGGGGAGAACGACACCGTCCACGTCACAAGCTCCCACTTCTTTTTTGACCGAG
AGTGGCGGTTTGAGGGAGTCCTGGTCACGCCTGACGGAGACGAGCCGGCCAAACTGGCCG
CTCACTTCTTCAAATTCGCCCCCTCCATGCCGGACTGGGTCCTGGCCACAGACTACACCG
ACTACTCCGTGGTCTACTCCTGCATGGACTTCTTCCACGCCTTCCACCTGGAATACGCCT
GGATCTTCTCCCGCTCGCCCTCCCTGTCCCCAGAGACCCTCCGGCACTGCGAGGAGATCC
TGGACCGGGAAGGAATCGACACCTCCAGGCTGCAGGAGGTGGAGCAGGACTGCACGGATG
TGCCAAAGAAAAGCTTCAGCTACTGAAGGGCAGCAGCTGGGAGTGGAGCCACCCTTAAAT
GTTGACTTTGGAAATGATTCAGAGATTTCTGGGGCATCTGGGGATTTCATCACGCAGAGA
TGAAAACAAAAAACATTTGTTTAATTTAATCATTTGTGCACAAAAGCCTTAAGCTATCAA
TCAAAAATCGGATTGAAATGAATAAAAATGTTTCTGTTCTTGAACCTTTTGTGGAATAAA
AGTGGCTCAGA
>BJ522754 ID   BJ522754   standard; mRNA; EST; 525 BP.
ATTCGGCACGAGGCGGCGTCATTGACCTGGCCACGCTCGGCATCATGGGCCGGCAGGTGG
ATCTGGTGAAACCCAAAGCCGAGGCTGAGGAGAAGAAAGCCCGGAAGCAAACCAAGCAGG
ACTCCACCATGAACGAGGAGTGGAAGAGCATGTTCGGGTCTCAGGAGCCGCCGGCCGCCC
AGCCCGCCGCCGCCACTGACGGGCTCGTGGGTCAGAGCAAGAAGAGTGTCGTCGCTCCGA
CGACCCCCACGCCACATTTGGGGCTTGGTGGCCCCGCCTACCAGCGCCGCATGAACACCT
GCAAGGCGGAGCTTCAGCAGCTGGTGCAGCAGAAGAGGGAGCAGTGCAGCGCCGAGCGCA
TGGCCAAGAAGATGATGGAGAGCGCCGAGTGGGAGAGCCGGCCCCCCCCGCCAGGGTGGC
ACCCCAAAGGCCTGCTGGTGGCTCACCTGCACGAGCACAAGGCCGCCGTCAACCGCATCC
GCGTCTCTGACGAGCACGCCATCTTCGCCACGGCGTCCAACGACG
>BJ522782 ID   BJ522782   standard; mRNA; EST; 644 BP.
GAGGGGAAAAACCAAGTCTACCTTAAATGAGGCGGAGCTGTGCTGGCGGTTCGGATGGTC
GCACGCCGTCAGCCGCTCCACTTTGATCTTGTTGTGAAGTTTAAAAATGAAGCTTTTTAC
TTTTCAGGCGCACGACGTGAAGGACTTTGATACGGCAGAGGAATGCGGCCCCCACTAAAA
ACAAAAACATTGTAAAAAGTACAAGAGATAAGAAACGCTNAACTTGTAAAATAAAAAAAT
AAAAAAGGAAAATTTACGAGAATAAAGTCATAAAATCATGAAAGTAAAAAACTTAGGAGA
ATAATCGCACAATTATTAAAGAGAAGTCAACATTTGTCAAAAAAAATCATACATTTCTCA
TTTAAAATTTGAAATTTTACAAGAAAGAAGTTGTGCTGTTTGAAAAATAATTTTGTAATT
AAATGAAAATAAATCTTCACAAAAAATAAAATCAAAGCAAAATGCAACATTTAATTTTGA
AAAACAACTTTTTCCTTAAATTTAAGACCTTAAATATTCAATTTACAACTTTTATTCTTG
TAAGATTTCCACTTTTTAAAAATTGCAGCTTTTTTTCTCGTAACTTATGACTTTAGTAAA
ACTTTCCACATAGTTCTCATGATTTTATGACATTATTCTTGTAA



>BJ522840 ID   BJ522840   standard; mRNA; EST; 638 BP.
ACCTTAGAGCGGAGAGTCCACGGGATTTTGTCGACGTATTGCTGTCGTGGAAGCCCTTCC
CTAATGTTGCGGTGTATGACTGTGCACGGGGACTGGTATTGCGTGCTAACCGCAGGCAGC
AGCCAGGAGTCCTTGGACCTTTTCTTGGATTCAACACCACAGATCATCCAGCAGGTCTCA
GAGGCCCAGGTCGTTGTAAACACGCCGTGGCCGAGAAGTTCCAAGATGCCAGCTGACGAA
GCAAGTCGCCCACTCGCTGGATCCTCTCAGCATCCGGCCTGAAATGAAGTGATCCATCAA
CAGCAACGACGGAACAGGCGTTCCAAGAATCGTGTTAACGGCCAGCGTGAGGAGTTGCTG
TTCTCCGGAACGGGGATACGTGCCTTCAGACGAGACTGCAGGAAAGCAGAGAGGATATTG
AAGGACAGACTCCCCAATATCCCACAATCCTCTTAGGGATAAACTCTACATCTATNAGAA
GCTGTCGCCAAAGCTAGAACATTTTATGCTGAAATGATCACTTCTGCCTAGGGCGGTCAT
TGAATCAGTTTTAATACTTTGGGATCTTTGTTGGACTGTGGGACATTGAAGCTCGACAGA
GTCTAAAGCAGCAGAGATGCTCACCATTTGGTTATGGG
>BJ522852 ID   BJ522852   standard; mRNA; EST; 617 BP.
TCGGCACGAGGAATTTTAGACAGCAAGCAGAAGGCGTTCGTCCACGCAGGGAATGAGAAA
TCACTGATTAGTGCCGCCAGGACCCGGATCTGAGGCCGCGAGCAACTAACACCTGAGGCC
GCGAGCAGCTAACCTGAGGTTCTTGGGTGTTAAGTCTGGACCCTGAACCCTAGACCCTAG
ACCCTAAACGCCTCACTGTCACGGGATCGGGTCTTTCAGGGACTTGGAGGCATGAGCAGC
TGCAGCAGCACTGACCTGGATGAGGAGCTTCCGCTGTTCGACTTCCTGCAGCCGACCCAG
CGCTGCATTCAGGGCTCTCCCACAGAATCCGAACAAGCGGCAAAGACTAAAGCCGGTGTT
CCTCCCGGAACGGCAGATGTCATGATGATAAGCAGCGATTCAGATGATGATTACGCACCT
CTGGCACAGAGACTCAAACCCAGCAGTGATCCCTCCTCTGTGTCCGGCGGGAAAATGCCT
GACGGTGGATTCTCGTTGAGTCGATCCAGCTCCTGCCAGAACGGCGTTGTAGCGGCTGGG
CTTCCTCCTAGTGTGAGACGGGAGGAGCCTCAGAGCTGTAAAACCTCTTCTGCCTGGAGA
AATCTGACCAAGCGGCC
>BJ522855 ID   BJ522855   standard; mRNA; EST; 308 BP.
GAGGCCTGGACCGCAGGAAGTCCTTCCGTCCAGTCCCTCTGAAGATATAACCCACAGTTC
TGTACATTTGTTTTATACCTCATTCCTAAAGTTTTTACTGTATTTTTTTATATTTTGTAT
CGATTAAAAGCCACAATCGCCTAAAGATTGTAAACTCTGAGGCCAAACGTCACCGTGTCC
ACTGCCTGAACTCACCTCTGCACTAACTCCACCCCCTTTTTTTTTTTNATNGGTNCCAAT
TTCAANATCCCTTTTCNGCTGANGANATATTTATAACAAAANAAACAAATCTTCCTTTAA
AAAAAAAA
>BJ522864 ID   BJ522864   standard; mRNA; EST; 661 BP.
ATTTTATATCTGCAATACACTTTACAAAGGCAATGTCCCGGCCTGTTGCTTATTTTCATA
ATTTAAGATGTTTATAACAGTAAAGTGATTGTATAGGTTTCAGATTTATAGTGGATCTAT
AGTTTTATTGTTATATCCCAACATTAAAGCCAGAAAACGGGTTCTGTTTTGTCCCCTTCT
CTCCAGCTTTGTGCTTTCTGGCTTCTTGAGCAGAAACGCATCATATCACTAAAAATAATT
CCAAAATGAAAGTCCAAAATCATTTAAACATTCTTTTATTTTGTGAGTGGCTCATGAAAT
ATTCTAGATGTTGTTGAGCAGACCAAAGCAAACAGTTTTTGTTCTGATAAACATCTGTCT
TAAAGTTAGCACCGGGACAAAAGCCTTTACTGTACAGGTCATTTTCTTGAGGTTATTTGG
ATAAACAATATGCTTTATGAGGACACGCAACGTTCAAACGTTTTTAAAGTGGAATGTGTG
TTTTGGATGTAGCGGGGCAAGTGGTTAGAATGAGCTGACATTTGGGACAAGTTTGCACAT
GTTTTTCTATTGGTCATAGTCAGTGGGTGTGTTTATGTTGTGTAGCCNAAGGCTGTTAAT
GAGCAGAGAGCTGTGCGGATCGATGGCCTTTTCCACTGTGGATAAGCAGAAGTGTGTATC
T
>BJ522867 ID   BJ522867   standard; mRNA; EST; 172 BP.
CCGACCCCCTACTCTCCTCCACATACATCCCCATCTCTGACACAGCTGTTACAGCCCCCC
CCCCCCATTAAAAACCTCCGGNACTTCAGGGGTTTTCCACCNGGNCTTTAANGGNCTTCA
ACACTATTTCAACCAAACCCCCACATCCCCCTTCTTTCCGTTTCATTCCCAT
>BJ522868 ID   BJ522868   standard; mRNA; EST; 140 BP.
CCCGGTGTGGGGCTGCTACCCCGAGCCAAGCAATCCAAAGACGAGCTGAGCAAAGCTGTG
AGCGTGGCCAAAACCTCCACGGCATCCGTGGGCAGGTTCCAGGATCGCCTCCCAAAGGAG
AAGCCCCCCAAGAACGCANG
>BJ522874 ID   BJ522874   standard; mRNA; EST; 591 BP.
CAGCTGGACGCTCCACCAATGCCTTTTTTCCTGTTTTACTGTTTGAAGTACGTTCTGAAG
TATTACCCCCGTACTTTAAATGGCGTTTCTGATTTTTGGTGAATATAANAGGTGATTCCC
ATATGATTATATAATTCTCAAAGATTTAAGGTCACAAACTGTGAACTCTTCCTCCATGTA
AAGTGCACACTCCCACCTCCCAGCTGTGCTGGCACCATGTCTCCCACATGCCGGGACCAC
TTTTGATTTGATGACTTTCATTATTTTAATATATCTGTCAAATGTCTGTACTGCAGAAGG
TTTTTAAATGTCTGTCAAATACCAAAAAACCTTTGAGTGAATATACCTAACTTTCAAGAC
TTTGCTTTAAAATAAAGGGTTTGGTTCATGTAACCTAAGTCTAAATGGAGAAAAGTATCT
GTTTTTACTCATTTATTTGCATACGGAAATGCCAATCCATTATCTTTGGTATGCCTTTTA
CAGCCGACAGTCATTTCTGTCTAACAACCAGTGTTTTACTTGAAACCTGAACTTTTAGGG
AAATGTTCAAAAAGTCAGATTTAACAATTTAACTTTTAGTAAACTATCGCA
>BJ522890 ID   BJ522890   standard; mRNA; EST; 667 BP.



GGGTCTGAGTCCTCCTTTATCTCAGGTGACATCAACAGCACCTCCACCCTTAACCAAGGA
CACTCAATGAACAACGCAGTGAGGGATACAAGTGCAATGGATACACTACCGCTAAATGGT
AACTTTAACAATAGCTACTCACTTCGTAATGGGGACTTTGATGAGAGTGTGCAGGTGGTG
GACTGCGGCCTCAGTCTGGATGATGCTGCCTTTGAGAAAATGATCATATCTGAGCTTGTG
CACAACAACCTGCGTGCCTGTAACAAAAGTCAGCAACAGCCCTCCAGTTTACGTCACCCC
CTCCGCCACCAGCAGCCTCCGCAGTACCACCATCACCACCACACGGAGCGGGCTCCACCC
AAGGTGACGGTGGTAGGTGGCCGCGGCAGTGAAGGCCCCTCCATTGTGGCTGACGCTTCG
TCTTTGGTGCACGTGAGTGACGCAGTGGGCCTGGAGCTGCACAACCAGCAGGACCTGGAG
GCGCCTCTCATCCCCCAGCGGACTCACTCGCTTCTGTACGCACCCCAGAAGAAAGTGAAG
ACCGACGGGGAAGTGGACACCTTCGTCAGCCAGCTGACGCCCACCAACCCTGATGATAAT
CTGGAGTCCCCAAACAGAGACTCCTTGTATACTAGTATGCCTAATCTGAGAGACTCTCCG
TGTCCAG
>BJ522902 ID   BJ522902   standard; mRNA; EST; 136 BP.
GAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGN
GTCTCTCTCTCTCNCC
>BJ522903 ID   BJ522903   standard; mRNA; EST; 104 BP.
TCGGCACGAGGCTGATCTTTGCAAGGCATGAGAAAACACATTTCCCTCAAGCAAAAATCG
TATTTTTCTACAGCCGTCTTGCGTTTTTTTTTTTTTTTTTGGCC
>BJ522931 ID   BJ522931   standard; mRNA; EST; 291 BP.
AGGCCTCGTGCCGATTCGGACGAGGTAACGAGTTTAAGTATATTTTGAGGACGAAGCGAG
AGTGTGTGGCTGTTTATGTGGATGAAGCTCGGACAGAAGGATGCAGGGTGTGGTCAGACG
GCAAAGATCTGTGACGTTCAAACGGACAGAATTGTTTTGTTTTTCTCTCCCTGGTTCTCA
ACTTTAAGAAGGTAGAGGTGGGAAGAAGTCTGACATCCTTGTCTTTTGATTTTTTTTTTA
AACTTTTTTAAGAAGGGTTGAGGATGCAAACCAGATCAGGCAAAAAAAAAA
>BJ522980 ID   BJ522980   standard; mRNA; EST; 133 BP.
GACTTCTCCACGTTCCCCATCNCCCACTGGCCGGGTTNTGTGAGGGCACCTTTNATGAGC
CCGGANATGGGGGNCCTGCTCCACCATCCCCNTCTCNCCGTGCACCCNANCCNTTTGATG
GGNCATCGGGNCC
>BJ522981 ID   BJ522981   standard; mRNA; EST; 652 BP.
GGGGAAAACGGAGCGTGCGGTCACCGTGCTGACACACAGTCGCACGTCGTTTTAACCCAG
AACAGTTTTTTTCTTTTCCCTCTGCTAACCGAAGGAAAGGTAGCGGTGAATTTATGACGC
AGCAGCTGTTTGCCCTAGGTTTCTGTGAATCAGTCAGTTTCGGAGGCTGTCAGAGTGTTT
TACGGCCTCCCCCGGTTTGTACCGAGACTTTGTTCAGGGTGCACACCTGTGATGAAAGCA
GGGGCCTGCCTCGCTTCACCTCACCACAGAACTCGACTACTGCTGGTGACTTTTCTGCAT
CCTTCTAGCTTCATCTCCGTCTGCTCTTCCCGTTTTCTTCATTTGATCTCCCCACTTTGA
AGCAGACGAAGCTCCGCCGTCAAGAGTCGGCCCGGGAATCTTTTAATTTATGAACAGAGA
CTTGTGGCACGGCGCCACGGGGAAGGTACCTCAATGACAAAGACTTGTGCCTCACAAAGT
ACTATTGATTTCCACCACCTTGAATGGAAGAAACAAAAAAAATGGGGGTTTTCTAATAAT
TTAAGAAAATTAGCAAAAAAATTTATTTACAACGCTGAGACAATCGTGTACAGAAGAAAA
TTTTTGTGTGTGTAAGTTTGTAATCACTGGACTGTTCTTCCCTATATTCATT
>BJ523023 ID   BJ523023   standard; mRNA; EST; 124 BP.
GGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAG
>BJ523024 ID   BJ523024   standard; mRNA; EST; 391 BP.
ATTGGCACGAGGCAGAAGCTCCTTCACTTTTTGACTCTGCAGGGCCGTGGCAGTGAAACA
TTTCAGCTGAGACTATAATTTCACAGTACAGGTGGATTATTTGTTGTGTGCAACCTTATC
GGACTACGAAGAGCAAACGGTTCCTCGCAAACGACTGGACCGGGGTGGGAGGGGCCTTGT
GTTCTCTTGCCAGTGCTGTCATGTCTCTGTGACAATGGGGCAAGATTGCTTGTATTTATA
AAGGTTAAACTTTTTTTTTTTTCCNCTNAGGGCTAAAACATAAAAGGGGGNGGGGGGGNG
ANCCNTGCCTGCGTTNAAANCAACAATGGGAAAAACAAATGAACTGNAAGGCAAAAAAAA
CAGTTNGGNGTTTTTAAAAAAAAAAACTTGG
>BJ523030 ID   BJ523030   standard; mRNA; EST; 473 BP.
GAGGCTTTCTGACTGGAGATCAGCTGATGTTTGAGTACAATCCAGAAGTGATCACTGCAG
CTCTTTCCCACCTCACTCCAGAGAAAGCCAACCTGATGCTTTTGTCTCCAGAACATGAGG
GCCAGTGTCCGCTCAGGGAGAAGTGGTTCGGCACACAATACAGCGTGGAGGACATCAAGG
CGGAGTGGATGGAGAAGTGGACAGGGGACTTGGAGCTGAGCAGTGACCTCCACCTTCCTG
CAGAAAACAAGTTTATTGCCACCGACTTCACCCTAAAGCCTTCCGACTGTCCAGACACGG
AGTTTCCTGTCCGGATCGCTGAGAGCAGCCAGGGCTCCCTCTGGTACAAGAAAGACAACA
AATTTAAAATACCCAAAGCCTACATCAGATTCCACTTGATCTCTCCTGTAATCCAACAAT
CTGCAAAGAACGTGGTCTTGTTTGACCTGCTGGTCAACATCCTGAGCCACAAC
>BJ523062 ID   BJ523062   standard; mRNA; EST; 121 BP.
GGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA



GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGN
G
>BJ523091 ID   BJ523091   standard; mRNA; EST; 468 BP.
CGAGGGAGGAATTGAACCTCTGGATGAAAGGCTGTCGCCAGGCACTGTTGGAGTATTACA
CCAACATCATGCAGTCCATTGGCCTTACAGTCCTCATCACCTGGCTGTTTGAGCTCTCAG
TGCTGACAGGGGTTCGATACCTTCAGACCTCTCTGGAAAACGTGCTGAGACAGGGAGACC
CCGACTCTGAATCCGACGGCTGGCTCCTAGAAAACAGCTTCATGGAAACTGCTCGCATCA
ATCTGAATATTATTAAGAGCCTTGGCAAGAACAACCACATCGATACGGCCAAGAATGGAG
ATCCCAACATTGACATCCCATCCACATCTAAGGCTCACTATGGGCCAGACAACGTCCCCC
CAAAGACCATCAAAGAGGCCAGTTAAACTTCCAGAAGATAAACAATGGAGTGAACTTTCT
TTTCTAGCAGAATTAATTAAATAAGGTTTCAAAATGTTAAAAAAAAAA
>BJ523110 ID   BJ523110   standard; mRNA; EST; 166 BP.
TTCGGCACGAGGGACTGTCAGCCAACTGATAGGACACTGCATCTGCACTAAATCACAATG
TTATCTCATCGGCTAACATAAAGCAGCCAATGCAACTTATTCATCTTCAAAGATTATATA
TTATACCGCCTCTTCCTCATTTTTTTTTTTTTTTTNAAAAAAANAG
>BJ523129 ID   BJ523129   standard; mRNA; EST; 620 BP.
TTCCCTAAGGAAATCACAGATCGTCCACTTTGGTCCCAAAACCAACAATTAAAGGAAAAC
GCCACGATTCAAATGAAGACGTCACAGGATGACATGCTAGAAAGCTCGTCTTCTCTTCCA
TTTGGATACAGAAACAGTCAGCTTCCTAAAGTAACTTCTCCCACTGAAAGTTCTCCCAAA
CACCCTCCAAAGCTCAAACCTCATGTTTCTGTTCTGCAACCTGATTTTCTATCTTTAATG
AAGCGCTCTGTTGGTGTCAGAGGCTCTAATAATGGACCTGCAACAAGTTCTGTTCAGGCC
AAAGCCTCTGAAACTCCACATCAGCCCCAGAACACGCAGTCAAACCTGAAACTTGACCCC
TCCTCTGAAACCCGGGATGGCTTTTCCCAACAGAGTCTCTTTTCTGGCCGTTTTGTGGGT
TTGACTGACGGTGCAATGCCTAAACCCGCCTGTGTGAAGGCTCCGTCTGACCTTCAGGGC
TTTAACAAACCCAAACGGTCGTTAGAAACAAAAGGGATCCCAACATCTAACAGTTCCTTT
GCTCTTCCTCTGGGTGGGCGCTCACAGCGTCTGGCGCCGCACCCCACCCCCCCTCCCTGC
AGACCGCTGCCTGCCAGGGA
>BJ523149 ID   BJ523149   standard; mRNA; EST; 646 BP.
CGAGGCCTGTTTTCACATGACTTTATTTAAGCAAAAACGTGTCCTTTAGGATGAGCTGGA
GGCAGCCACTGCAGCACGCCTGGGTTTGGGGGTGGTGCCCTCACGGAAACCATTTCTGAA
TCTACGATAGACGACCTTCAGGTGCCTCAGGCGGCCAGTCCCAGTGGTGTTCCTCCTCTT
GGCCTTGGCGCTCCAGTTGTACTTTCTCTTGCGCTTCTGAGGATAACCACACTTCCCGCA
GGTTGATTTCTGCAGGTGATAAGCTTTGGCTCCACAACGACGGCACAGAGTGTGCGTCTT
GTTCCTGCGTTTTCCGAATGAGGATGTCCCCTTCGTCCCTGTGCCGAATCGGCACGAGGT
CTGTACGGACCTTAACTCTTCCAGCTTTTATTGCGACCTGAAATTTTGAAAATCCCAGAA
AAGTCACCAGTCCAGAAACCTCTTCAACAACATGCCTCANCGAAAATGCTCTGTTGAGAT
AAGCAACAACTCTNACAACTACTATTTATCCCAACCAAGGCTGTTCCTGGAGAGCGGTCA
TTGTGAGATCCCTCTGCCACCCATGATCGGGCCCTGCTCTGCTATCANGACACTTTTCAA
CAAGACNACAGGAACTGCCACTGGAGCTGTTGGTGTCTTCACCTAT
>BJ523165 ID   BJ523165   standard; mRNA; EST; 567 BP.
ACGAGGCACGAACACGTCAACGAGAACACCTCTACACGAACACGTCAACGAGAACACCTC
TACACGAACACGTCAACGAGGACACCTTTACACGAACACNACAATGAGAACACGTCAACG
AGAAAACGTCTACATGAACACGTCAACGAGAACACCTCTACACGAACACGACAACGAGAA
CACCTGTGCACGAACACGACNAAGACAACGCGTCAAAGAGAAAACGTCTACACGAACACG
TCAACGAGAACACGTTTACACGAAGACTTCAACGAAAACACGTCTACGTGAACACGTCTA
TATGAACACGTCAACCTGAACACGTCTACATGAACATGTCTATATGAACACGTCAACATG
AACACGTCCACACGAACACGTCAGCGAGAAAACGTCCACATGAACACGTCNACGAGAACA
CCTCTNCATGAACACGTCAACGAGAACACGTCTACACGAACACGTCAACGAGAACACCTC
TNCACGAACACGTCAACGAGAACACCTCTACACGAACACGTCAACGAGAACACCTTTACA
CGAACACATCAATGAGAACACGTCNAC
>BJ523181 ID   BJ523181   standard; mRNA; EST; 184 BP.
GAGGGGGGTTTTAATTTTCCCTTTATATCTGTAAAAACGACAGGAAAATGACCTCACATT
GGGAGGCTGTGTTTGTTCATTTGACCCATCTGACATTTTTGAGGTGCTTACAGTTTCCAC
CTTCAGGAATGTGTGCATGTGTATCATTTTTGTGTTTTTGCAAAGATTTTTTTTTTTTTT
TTTG
>BJ523233 ID   BJ523233   standard; mRNA; EST; 108 BP.
CGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGANNCNC
>BJ523273 ID   BJ523273   standard; mRNA; EST; 333 BP.
ACCAGTACTGCTTTATCGAAATAAAAAACCCAGATCAGAGGACTTTGTTTCTTTAAATGA
TGGTTTCTGACACCTAGACCTTTGTGGGATAATAACATACTGTGGACATTATTACTTCTG
GAGTCTGTACCACCATTTCAAATGTTTACAATTGCTTGCTTCTATGGAAACACATGATCT
GGGAATAATGAGTAAAGTTCACAGTAAACAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA



AAAAAAAAAAANNCCCCCCCCCCNAAAAAAANA
>BJ523295 ID   BJ523295   standard; mRNA; EST; 591 BP.
ATCAACGACCGTATCAAAGAGCTGGGCACAATGATTCCCAAAACGAACGAACTTGATGTA
CGCTGGAACAAAGGCACCATACTGCGAGCTTCTGTAGACTATATTAAACGTATGCAGAAA
GATGTAGAGAGATCCAAAGAGGTGGAGAATAATTTCAAAAGGATGGAAATGGCCAATAAA
CAGCTGTTGCTACGGATCCNGGAGCTGGAAATGCAGGCTCGTCTGCATGGTCTGCCCAAC
GCCTCTCCCTCTGGTCTCAGCCTTCCTGACATGATGCCTGCTTACATAAAACAAGAAACC
AGCCCAGAAGAGAACCTCTCTCACAGCCACCCACAGGGCCATCACCAGCCCCACCACCTG
CACCATAACCACGCTCAACCACAGCAGCACGCTCAGCAGCACCACTATATGCCCCAGACC
CATCTCCACCCGCAGGATCACATGCAGCCTTAAACCAGGCAGCTGCCACCCCTCCCACCA
CACCTTCNGCCACAGCAGCCCATCCNGTATCCNGCTGTGGGCAGCTCTCAGCCCTTTGAC
TTTGTCCAATCGCTGGACTTGTGCGATGGAATACCTGGATTTTCAGATGGG
>BJ523322 ID   BJ523322   standard; mRNA; EST; 583 BP.
ACGAGGGCTGTGGTAAAAATTAAGCTCAAAGAGGACCGTAAAGCCTCCAGAACAAGTTAT
GTTGAGGAGTGCCAAGGATCTTTAAAGTCTCCTGTCATTCATTTAAATGTTGCTGCTGCT
CCCAAAAGACTGGCTGGTCCAGCCAGATCTGTTTCAAGTGTGGAGGCCAACAACCCTCTT
GTTACTCAGCTTCTACAGGGCAGTCTTCCCCTTGAAAAAGTCCTCCCTTCACACTCAGCC
AACAGGCTGGAGATAAGCCGACTCCCAGGAACTCAATCCAGGACACCAACTCTCAAGAAC
CCAGGAACTCGCAACAAAACTGAGGTCCCAGTCCAACTTTCTAGTCCAGAAGAATCAGCT
GTTCCTCAGGTTCTTAACCTGTCATCAGTAGAGCAATCTGGTTCCTGTCAGTCCCCAGTT
GTGTCAGACTACCACCCTCCGATGGCCCCTGGTGCTGTCCCAGTTATTACTTCTGCACCA
CCCTCTTTTTCTTCTTCTGGATTGTCATCCAAAACCAAACCAGATGTGTCTCTTACTGCA
GTGGAGTCTACGGTCAACAAGTCTCATGGCTCCCACTCATCAC
>BJ523434 ID   BJ523434   standard; mRNA; EST; 369 BP.
AACTCCTCATTTGGAACAATCATTTGATCTCCTCCTGGATGAGGTTCCCAAAGCTGTAAG
AACCTGGACTATCTTCTCAACCACCAGCATCCCAAAAAACTGCTCAGCTCCGATCAGAAT
AAATATGTTGGAATGTATTGAATGTCACATGATTTTGTCAAAATTCATGCAATTTCTTTT
GTTTGTTGCATTGACAATCCACAGTGGATTATCCAATAAACAAGTGTGCATGTGTGTTTT
AAAAAAAAAATGGAACCACACATAAACACTGTTCAGTTTTTTTTTTATTTTGTCATTTTT
TGANACTTTGGNGCATGTTTTTAGCTTTTGGCATGCAAANAGCCATTTTTTTTTTTAATT
TTTTTTTGG
>BJ523464 ID   BJ523464   standard; mRNA; EST; 244 BP.
CGGCACGAGGGGCAGTTTTCCTGGGTTTGAGCTTCTTCATCCTTTCTCTTATCCTGGGCT
ACACCTGGCTGGAAGCTGTCATCTTCCTCATTGGCATCATTGTGGCCAACGTGCCTGAAG
GGCTGCTGGCAACCGTCACCGTGTGCCTGACGCTCACTGCCAAACGAATGGCTAAGAAAA
ACTGCCTGGTTAAGAACTTGGAGGCCGTGGAGACTCTCGGCTCCACCTCCACCATCTGCT
CTGA
>BJ523481 ID   BJ523481   standard; mRNA; EST; 431 BP.
GGCACGAGGATGGAATGTGGTGTGGCCACACTACAGAGTTAAAAGTCATCATCATTATGG
GCTTGTGAGCGTCTTTGTGTGAGACAGATAAAGGGTGAATATTACAGTTGTGGAACAGGA
GTCCTGCCAGTGGAGCACTGAGGGAAACACACAGAGAGAGCATAAATGAGAGGATAATTG
TGATGGAAGCTGCAAGCAGTCACTGGGGCTGGCAGAGAGACTGACAGCTACATGTATTTG
AGCTTTGACTCGGGCTTGTCGTAACTGTGAGCTCAGCTGAGGGACCAGATGATAAGAATC
AGAAAACTCTTTTCCCAGAATTGTTCTGTGAGCTCACACTAAGAGGAATGAAGCTGTCAT
TGTGGCATCTTATATGGATGTGAATATGTAAAATTGAGAAATTCACATGNATCTATTATT
AATATTANTCA
>BJ523504 ID   BJ523504   standard; mRNA; EST; 364 BP.
CGAGGCTGGCATTTACTCAAGATCGCTTGTGCCCAGAACTCTTCCCGGAACTCCATCGCC
GTCAGTCCGGAGTCCTCCAATCTGCTGCAGGTGTCTCAGTGGTCGCAGTCGGCCCAGCCG
GTCAGCTCCCCCCATCCTCTCGTCTCCCTGCCTGGTCCCAATGACAGTGATGCTGCCCCC
CGCCTGCTGCAGGAGAACCAGAAGTACCTCAGTCAGCTGACCAGCTTGATGCAGGAGGCC
GCTGACGATCAGGCCAAAAGCATAGTGGACCAAGACTGGAGCTGGACAAAATACGAGTCT
TTATCCACAAAGTTGAAAAAGCAAAATGCATAAACCCATTTTTGCCCCCCCCCCCCCAAA
NTAA
>BJ523518 ID   BJ523518   standard; mRNA; EST; 598 BP.
CGGCACGAGGGATGTTCTTAGTCTCTTCATAATACCAGAACACATAAGGTGGCTCGTTTA
AAAACTTGGCCCCTTTAAGAAAGATGTGGCATGTATTTATTTCCACACCTCTTTTAGGAA
CAATTCATTTCTACTCTGGCTAACACCCCTCTTGTTCCTCATGTTGCTTCTATAGCTTTA
CAGATGTCTCCAAATCTCACCACCAGGCTGAAACTAAACGAGTGATGCCTTATCATAGAG
CCTCATAGATNAGTAGGAATGTCAGATGCGGTTGAGAGTTTGATTCCGCCCAGAGACAAA
GAAGCTGTTCCTGATGGAATACATGCAAAAGTGCTTTCAGACACGATGTCTTGAATGACA
TATACTTGACTTTTCTAGTACTTTTCCAGTTCAAAACATGTGTTCTTTTTTATGAGATGT
GTATTTTGGAAGACTTTGTAGATGTTGAAATTTCTAAAGGAATCTGCAAACTCGAATTAT
CTCCCTAACAAAAAAGAAACACCGACTTTTTTTGTGTATGTATATATTTATATATATGAT



GGCCATTGAGCAATATTACAGCTTTTTTCTGTCTGTGTGTGAAAAAAGGGCCTATTTC
>BJ523552 ID   BJ523552   standard; mRNA; EST; 683 BP.
CGGCACGAGGCACGAGCATGCCACCTGCATCATGACGGCTCCGGGAAAAAAGAAGTGCGC
CTGTAAGGACAACTACCTTGGAGATGGCGTGAGCTGCGAACTCATGCAGATTCCCGTTAG
CCGCTGTCTCCAGGACAATGGGGGGTGCCACTCAGATGCCAGATGTTCTGATCTCCACTT
TGAAGATAAACTGTTTGGTGTGTTTCATGTCCGCTCCAAAGCCGGTCAGTATAAACTGAC
CTATGCTGCAGCTCAGCAGGTTTGCATCATAGAGGGAGGGTCCTTGGCCACGCTCTCCCA
GCTTCACCATGCTCAGCAGGGGGGCTTGAACATGTGTGCTGCTGGCTGGTTGGACCAAGC
GCGAGTTGCATACCCCACTACCTACTCTAACCCCAAATGTGGCTTTGGACATGTGGGTAT
TGTGGACTACGGGTTCCGCAAAAACCTGAGCGAGACCTGGGACGGCTTCTGTTACCGGAT
GAAGGATGTGGAATGTCAGTGTAAACCTGGTTATATCGGAGACGGTTTTGGCTGTGCTGG
TAACCTGATGCAGGTCCTTAAGTCCACGCCCAGCTTTTCTAACTTCCTCACACAAATCCT
AAATTACTCCCAGACGTCCNAGTCCGGCCGCCAGTTTGTCAAACGCCTCGGTGACCCTGC
AGTTCAGTCCACCCTGTTTGTAC
>BJ523623 ID   BJ523623   standard; mRNA; EST; 663 BP.
TCGGCACGAGGCTGGCAGAAGGTCATGTCCAGTGGTGAGATCAAGGTGGGAGAGATATCA
AGCAGTGATCCGGAAGTCAAGAAGGTTCAGGTGCTCAAGACACAAGCCAAAGAACAAATA
TCTCTTCTGGATCGCATACACAAGTTCTCAGACTGGTCAAGAATGATCAAAGCCATTGCT
AGACTCAAGCGCCTTGCAAAGGAAGTGAAGGAACGCAAGAGAAGATCTTGTGAAGTCAGT
AATGTGGAAGAAAGAAGGGAAGCAGAGCTGACAGTTATCAGAATGGTTCAAGATGCTGCC
TTCTCGCATGAAATAAAGTCCCTTCAAAATCCCACATCAATACAAACCAAAGACATTGTC
AAAAAGTTACATAAATTGAGTGCATTTCTGGATGACCAAGGCTCACTTCGAGTTGGAGGA
CGTCTCANGCATGCTGCTTTACATTCTAATATCAAGCATCCAGTTATCTTACCAAGAGAC
CGCCATGTGTCAATGTTACTCATCAAGCATTACCATGAGAAAACATACCATCAAGGACGA
GGGATCACTATGAACAAGCTCCGCGCAAGTGGATATTGGATCCTTGGGTGCAGCAAGGTT
GTATCCTCTTATATCCACAGATGTGTTAAATGCAGAAAGTTCAGGAGATGCACAGAACAG
CAG
>BJ523629 ID   BJ523629   standard; mRNA; EST; 181 BP.
CGGCACGAGGGCTCATACTTATTGCAATAAGACTTTGCTGCCCAACAGTTGCACATAAAT
AAAAACATCCAACATAGAAAGACATGATTTCCACTGTTGTGGAATCTGCTACAGTCTCTT
AATCAGGGTGATCACTGGTACTAGAAAAAAAAAAAGATAAAAAAAAAAATCTTTGGCTNC
G
>BJ523631 ID   BJ523631   standard; mRNA; EST; 653 BP.
TCGGCACGAGGCAGTTTTGCTGACTTTTGTTAATTTTGCTAAAAATTTACTTCACTTTTG
TGGACAATAGAAATGATCCAGTTAAAACAGTGTTGAGAGAGAGAGGGAGCATTTTTATTT
CATTCATATTTGATCTGAAAGGATTTTGCTGAAGTAGCCAAATCTATTCTCACTAAATAG
TTTTTCCTTATTAAGTGCCACATTTGAACCACTTTTTTTATCAGATTATGTGTAACCTGT
GGTCTTCAGTTAAATTCTTGGTGTGGCAATAAAAAACAACAGGATTTATGGGCCACTTCA
TGAAATGAACACATTTGTTTTTGTATAGTTAACAAGTTTGATCTGTGGGAACACCTACTC
GTCTGTACCTTTTTCTATGTGTTTAGTTTAAACCACCGGGAAACATGAGAATAGAGTTGC
AAAATTAAAAAAGTCTAAATTGAGTGCCTATGGAATCCTAAAATATGAGAAAAAAGTGAG
TCCTACGAGAATAGTCGTACAATCATTGTACACTTTTGCCTTATAGCATCTCCTATCCTA
TTACTCCTTAAAGCAATGTTTTATAATTATAAAATTATTATTTTTTTATGTCTAAAGGTT
GTGTTTGTGGACCATCTGTGACCAATGCAAATCCTAAAGGTGGAACTAGCTTG
>BJ523641 ID   BJ523641   standard; mRNA; EST; 134 BP.
TCGGCACGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGNG
>BJ523659 ID   BJ523659   standard; mRNA; EST; 146 BP.
TCGGCACGAGGATTCGATCTGTCCNTGGTAGAGCACANAGCCNTTCTCAATTTGGGAGCT
TCTGATAGCTCAGCGACNGCTTTGCTGTACACCTTTTTTGTCTGACACTTTACNTGTGTT
CTAATATAATTTTCAATTTTTATTAT
>BJ523688 ID   BJ523688   standard; mRNA; EST; 495 BP.
CGGCACGAGGCTCACTGTCGGCCATGGAGCGGACGGCGCGCGGTCTGGGCCGCTGCAGGT
GCAGCTTCTGGCTGGCCGTGGCCTTCGACGCGGTGGGGGTGTGCGTGCTCATGCTCGGCG
TGTTCGTCAACGTTTCCTTCTACGACCTGCTGATCTACGCGGGCGCCATCATCATCTTCC
TCAGCCTCATCTGGTGGGTCTTCTGGTACTCCGGGAACATCGAGGTGCCCCCCGCCGAGC
TGGAGGACGACGTGGGCCTGCTGAAGAAGAACAGGGGCGGGCTCGGGGGGGGTGGTGAGG
CGCCTGTCCAGCCACGTGACCGCCGGCATCCGAAACTCCCTGCGCCGGANCGGACCCCCC
CCTGGCCGCACCCANAGGCCGTCCGCCAGCCANCAAGAGGGTCAGGTGGCCGTTGCCATG
GCACCCATTGACCCGCAAGGAGCCCANCANCATGACNCCNANAGTCCNCCCACATANCAN
ANTCTGGACCGATNA
>BJ523738 ID   BJ523738   standard; mRNA; EST; 127 BP.
GCCGAGGCAGCTCTGGGACCGCCATGGCCGCCGCCGTTGCGGTCGCCAAAGAGCTGAAGG



AGGGCCAGCGCTGCGTGGTCATCCTGCCAGACTCCATCCGCAACTACATGTCTAAGTTCT
TGAGCGA
>BJ523743 ID   BJ523743   standard; mRNA; EST; 158 BP.
CCCACTAAAGTAGAGGCCCATGTGGAGAGCACAGTATGGCAAAAAGACAAAAAGCTCATG
AGGAAGCCNATGCAGCTCGAAAGCTTTCAACAGAGCAGAGAANAGAGAAGAAGGTCAAGA
AGTTGAAAGAAGACCTCACTAACGGAGTTCACATTTCA
>BJ523749 ID   BJ523749   standard; mRNA; EST; 156 BP.
CGGCACGAGGGTCTGACNANGCGGGGGCTCAGATCAGGGCCCTGGACATGAGAACTGGCA
GTAACGGGCCTGTGCTCGGCGCCAAGGCGTCCCAGCCCCCCTTCTCGCTGTCGACTCAGG
AGATCTCCCACTGGCCCCCTTCCATCTCCCAGCCGC
>BJ523830 ID   BJ523830   standard; mRNA; EST; 403 BP.
ACGTGATGGCGCTTGGTAGCTGCCAGGTTACTGATGAGTCGTTGGCAGTGATTCTCACTG
AAAGTTGAATAATATTAGTCAGAACCTTTTGTCTAACAAGCTGTTCACTTTAGCGCTCAT
TTTTTTAAAGTGCCATTTTTTGTCAATGTAGAAAAATCGGCAGAGAGATATTTAAATAAT
AAGTTTAGAGTTTACTCTGGTTTGTGAAAAGGGCGTTTATGCTTCTATGATGATCAATAG
TTTCTACATATTTGAGGAGAAGTGTTTACAAACTTTACAAACTTCCCATGTTCCTGAAAA
ACTGCACTTTAGTGAGTGACAATTAAAAGTGTTTTGATGATATTTTGCTTGGGGAGTTAG
CCAGCGGAGGGTTTTTTTGTTGTTGTTTTTTTTTTTTTTTNAA
>BJ523854 ID   BJ523854   standard; mRNA; EST; 580 BP.
GGGGAAATACGATATTTGGTCTTGCCCCCATGGTCAGTGATGTGGATCATAAGCCTTTCA
CGTCCATCTTGTATGGGAACGGACCCGGTTACAAACTTGTGGGCGGTGCAAGAGAGAACG
TTTCCACCGTTGACTTTGCGGAAAACAACTACAAGGCCCAATCCGCCGTCCCTTTGACCT
CCGAGACTCATGGGGGGGAGGACGTGGCTGTGTTTGCTAAGGGGCCGCTGGCTCACCTGC
TGCATGGAGTCCATGAGCAGAACTTCATCCCACACGTGATGGCGTACGCAGCTTGTATCG
GGCAGAACCGGGGGCACTGTCCGTCCGGGGGGACGGCAGCCTTGAGGCCCGTTTTCTCCA
GCATGGCCGCCGTTCTGACAGTAACCCTGCTTCTATGCTGACCTTTATTCTGATGGTTGA
AACACTTATAGCGTGACTGTAGCTGTCTCACAAAAGCAACAAGCCATACGGCCTAGAAGG
GTAGAGGTTTTTAAATAAACAATCCACATTATTTAAAATGATTTTTTTAACTAAATATGC
AATTGCTACNAGCCAACATTTTTTTTATAGTTATTCAGAA
>BJ523877 ID   BJ523877   standard; mRNA; EST; 522 BP.
TTCTATGTGCGGGCCTCTGTTGGGGGGGCTGGGTGGTGTCCTGTGTTCAAATCAAGCGAG
CTCACGCGCTCCGGCTGACGAAGCGCGCGTGACAGCACGGACAGTGGAGGGCTCTGAGAG
CACGCGCTCTTTGATGACCTGTGTCACGTGACTCTACGGCCTCTGTGGGCCTCTGATTGG
ACACAACCGAGAGAGGCGAGTCGGTTGGCACGCTCCCGAACCCAACCCCAGGTAGTCCAA
ACCCGCAGGTGAGCGCACGTGAAGGGGCGCATGCGCCCAGCAGAGCACTTCACATACAAA
AAAACAGTTTGTGACCTCCCTGCTCAGGCCTCCCGCGCCCTGTCTCCCGGGGAGAGAATA
CCGTAAAGGGTAGAGAACACCGCAATGGTGCGAACGTGTGAACAAATGCGGGAAAAGGGA
CATGAAAAACGCGCACAGAAGTGCTTTAAATGTANAGGTCGTTCTACCCCATGAACTGAA
GATCAGTTTGTAGTTCTCGAAACAAGAAGACTTTTTTTTTTA
>BJ523884 ID   BJ523884   standard; mRNA; EST; 110 BP.
CTGTCCAGCGCTGTGATGCTTTTCACTTCTTCTGCTTCTAGGCTGAAGTCAAACACCTGA
GATCAAGAAGAGACCACCAGCTCATCACAAATCCAGTTTATTTACCTACA
>BJ523908 ID   BJ523908   standard; mRNA; EST; 473 BP.
TATGTACTTCACCCAGCAGGCCACCAGGCTGAGCCGGAAGAAGTTCAGTCTGCAGTCGGG
GGGCACTGAGGACGGAGATCCGGACGGGGAAGCAGGAGACCTTGATGGAAGCCACACCTC
TTCGGGGTTGCTGTCCCACGCCTCTGGTCAGCTGGAGAGTCCGCTTCCTCCACACTCCAA
CATGGACCTGAACAAACAGGACGGCGAGCTGGTGATGAGCCTGTCAGAGCTCTGTGGGGA
GGAGTGTCCCCCTCAGCTGTTTGACCGTCCCTTCTCTGAATTCTTGGCCGACCCGAGGGA
TCCCGGCCCGGACGGCTGCTGCGCCTCCGCTCCGGACCAGACTCCGAGTCCTCCGTGGGC
CTGCGGGGCCTCAGCCTGCCCCCGTGAGGACCACGGCCTCCAAAACTCCTGCTTCTACCA
GCTGCACATGCAGCAGAGGGCTTTTGCACCCGAGGAGCTCAGCTATGGTGAGC
>BJ523914 ID   BJ523914   standard; mRNA; EST; 497 BP.
CACGAGGGTTATTTCGAAATTCAAATTCCAGTGCCTTAAATAATTCCGTAGACCACAAAA
ATCCCTGCGTGTTCAGGCTAAAAGCAACAAATTATTGCAATTTGATTCACCAACTCACAA
ATATTTGTCTGCCATACAGTCCAAGAAACCTCAACAATACCAAACCACTGAACACAACAA
TTATGAACGAGTCATTCGGCACCACAAAGTTCAAGAAAAGCACCAAATAGGGCGCGTTTT
GTAAATTTATTCGTGATATTTGTGTCATTATGCTCTGGAATAGTTCAATATATTTTGCAT
TATTGTTAGTTGTTGTGTCTTTATTTTGTTTTTTTAACTTCTATAAATGGAGCCAGAAAA
TTTATGCAATCTTGTACATGTTATAAAATATGATGTATGGAGCTGTTTGAATTAAGTAAA
AGCAGAAAAGTAAAAAATGTGGAACCTGCAGGTCCATGTACTTACATTTAAGGAGACTTT
TTTTTTTTTTTTTTNAC
>BJ523923 ID   BJ523923   standard; mRNA; EST; 315 BP.
TGATGGCCGGTCGTTGTTTTTACTTTTTTTTCAAATGAAATGAATGTTTTGAGGAATTTA
GTTCCTTTGACACATTTGGTTGGAGTCTTTTTGTCTGCAGTAGCATTTTTGTATTATTCC



TTTTTTTTTTTAACGTTTTAACAGTANCTCTCTCCTTGGCTCANGGCCACTTGCAGGGCC
AAGGNGTTTAGTGAAGCATTTTGTAAAGGGTCTGCTCTTGTCCACAGGNGCACTGCTCCC
TTCACTTGGCTGTGTACCANCTGTACCTAAANATGCTAAGGCACAGGGCGAAANAGGAAA
GGAAAGGNTTTNACC
>BJ523961 ID   BJ523961   standard; mRNA; EST; 712 BP.
GGGGCTCCTCCACCTCCAACCTCCATCAGCGGGCTCCTCACATGGTGAAAAATGGACTCT
TTAAATCATAAACTGAACACCTACTTTGAATCATGGCTCGGCCCCAGAGATAAGCGGGTG
CAGCAAATGCTTTTGCTCGACAACTACCTGCCGACCTTTGCCCTTACAGTCATGTACCTT
CTGATCGTGTGGTTGGGGCCCAAGTACATGAGACACAGGCAGCCGTATTCCTGCAGAGGT
CTCATGCTGCTCTACAATCTGGGCGTCACTGTCTTGTCCGTCTACATGTGCTATCAGCTT
GTCAGCACCTTCTGGACAAGTGGCTACAACTTTTACTGCCAGAACACATACNGCGAGCCA
GAAGCAGATATGAAGATCATAAATACCCTGTGGTGGTACTACTTTTCTAAGCTCATTGAG
TTTGCAGACACCTTTTTCTTCATCCTACGAAAGAACAGTCATCAGATCACGTTTCTTCAC
GTCTACCACCACGCTAGCATGCTGAATATTTGGTGGTTTGTTATGAACTGGATTCCCTGT
GGTCACTCATACTTTGGTGCCTCCCTCAACAGCTTTGTCCATATTGTGATGTATTCTTAC
TATGGTCTCTCATCCATCCCCGCTCTCCGGCCTTATCTGTGGTGGAAGAAGTACATCACG
CANATGCAGCTGATCCAGTTCATTTTAACCATATGCCAAACTGCCTGCGCTG
>BJ523977 ID   BJ523977   standard; mRNA; EST; 328 BP.
TGAAAGCGGTGCTCTCACAGGGATTACTGTGGGGTTAGTGTGGTGGGAAATGGTGTGTCA
TGTTTTCAGGAACGGTTTCTGCTGAGTCAGTCCTTCCTGTCCTTTTGGGAATGTCTGGGA
ATATCTTTGTGGCTGCCCTGATGAATGGAGGAATGCTTGGTGGAGGAGTTAGTCTAACCG
AAGAGCTGAATTCCTTCTCGCTGTTTAAAGTGAACTTTTAAAATGGTAATTTTGAATTGT
GAGATTCTATTTCCTGAGATAATTCACATCCTGGTGAAAATCCAAAGTTTGGATCAAAGC
TTCAGATGTGGACGTTTTANAAAAAAAA
>BJ523981 ID   BJ523981   standard; mRNA; EST; 109 BP.
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
>BJ523996 ID   BJ523996   standard; mRNA; EST; 144 BP.
GCTGCGTTGTTGAATTAAATGCAGGCTTTTATTTTCCAGAACCCGTCAGTGTAAACATGT
TGTTTGCTGGAACAGAAACCGACTTTGTTTTCTGTTAATTTAGAAGCATTTTTTTTTTTT
TATTTTGGCATTAAATCAAAANGC
>BJ523998 ID   BJ523998   standard; mRNA; EST; 596 BP.
GGACCTGCAGACTGTCAGAGACTCTGTCTTCGCTCTCAAGACAAGGGGTCTTGGCGAGAC
GCCCCAAGACACTCAGTCAGCGAGAGGGAGGCGTTCCCTCCCTGGCAGCGGCACAGCCCG
GGCCTCCTCTCTCAACAGAGAGCCGCTCCACCAAAGCAACAGAGAATCTCGTAGCCATCC
CAGCTGCAGAACTCAGGCAAAAAGTATTGCAGACAAAACTGAATACATCCAACAGATCTC
AGGTCTGCTGGCATCAAAGGACTTCAAAGACAGGATTAAGGGCATTGACCAGCTAGTGGC
TGACTGTCAGGACAACCCCAACATGGTCATCAACAGCATGTTCCCGGTGTTTGATGCCTT
AAAAGCCAGACTGCAGGAATCCAACAGCAAGGTCAACCTTTACGCCTTGGAGTCTTTGCA
GAAAATAATCCACTTACTGAAGGACAACTTGTCTCAAGTGGTCAACATCCTGGTCCCAGC
AATAGTGGACAATCATCTCAATTCTAAAAACAACGCCNTCTATTCGGCTGCTGTCGGAGC
AATTAACGCGCTCATCTCCCATCTGGACAACATGCTCCTCCTCCAGCCTTTCTGCA
>BJ524023 ID   BJ524023   standard; mRNA; EST; 239 BP.
CGGCACGAGGCTGTAAGGTCTTCAAGCCGAGACATAAAAAAAAACACTAACAATCTGTCG
CTTTAATCACACTGTGACCACAATCCCAACCAACCAGCATGATCCATGTCTGTAGATGAA
AGCTGGTGTTGGCTTCTCCTGTTTGTCGCACAAATGTTTCCCCTGCTTTCCTACTATTGT
CAGGAATGGAGCTGTTTTTTTTTTTTTTTTNACAACTTTNATTNGGGGGAAAAAANNTC
>BJ524035 ID   BJ524035   standard; mRNA; EST; 632 BP.
CGAGGCCTCGTGCCGGCTGGAGGAGACTAGCAGAACCTTGGAGCAGACGAAGGAGAAGCT
GGTCCATGAGGAGTTCATCAGCTCAGAGCTCAACACCGTCCAGGAAGCTCTGTACAACAC
AGCCGGACAGCTCCTGAGTACAGTTCATGCCAGCACCAGCGACGTGTCGGGTCTGCACGA
CAAACTGGACAGGAAGAAACAGGTGGAGCAGCACAACCTGCAGATGCAGCAGAGCTTCGC
TCAGAAGATGGACGGCGCCTTCAGCTCCATGCAGCTCTGCGTTGAGGAGCACCGAGCCAA
ACACAGCCGCATGCTGAGCAGCTGCTCTCAGGCCATCGATGGCTTGATTGTCAAGAATGA
GGCGGCAGTGAACGGCGCCGTGACCACCATTGAGTCGTTTGTGGGTGGAGTCAGATCGCT
GGTCAGTGAGGGCGTGGGTCGCTTTCAGGAGAAGGTGCAGCAGCATGAGGCGCTGTGTCT
GCAGGACAAAGAGAGTCTGCTGCAGCTGCTGGAGGAACATCGGCAGGACATGGAGGACGT
CCTGATGACCCGGACTCTGATGGGGCTGACAGCCGTCAAAGAGCTCGGTGACTCTCTNAA
ATCCTCGGTGGAGACGCANCGAGCTTTGGCCT
>BJ524046 ID   BJ524046   standard; mRNA; EST; 266 BP.
CGAGGCCGGCGTGCAACCAGCAGTGCTGCTTTCACAGGACCAGTCAGGCGGGGCCGCCCC
CCTTCCCGTTTAAAGCTGTACGGGGACCTCTCTGGACCTGTCTCCATCTGCGGGCCTGAA
CCGAGGAGCAGAAACACCTGAGGCATTTCAGGAGAAAGTTTACCTCGGAGAAAACTCTTA
AGGAGCTCTCGTATTTCCATGTATCTTTATTTTTTACCTTTTTTTTTTTTTACNCTTNGG



GGAAANATTTCTTTCNACCATTTTNG
>BJ524047 ID   BJ524047   standard; mRNA; EST; 620 BP.
TCGGCACGAGGTGCTGGTCATGTCCTCAGAGAGAAGCAAATGGGTTCAGGTCCGACCGCT
GCCACACACCAAGAACTTCCCATTTTACTATGATATGTGTGCCCAGATCCTGGAGAAGAG
GAAGTGTAACTACCCTGGTAACTGCACTTTTGCCCACAGCCAGGAGGAGAAGGAGATGTG
GATGTACATGAAGAATAATGACTTGCGGGACATGCAGCAGGTTTATGACATGTGGCTGGC
ATTAGCTGCACAAAACAGGCAGGCAGAGGAAGCTCCATCATATCATCCAAACTATGAGGA
GAAATGCATCATTATGCCAACCGACTACGCCGACCAACTGAGCGGCTTCCACTGCCGCCT
GTGCGGGAAGCACAGCAACAGTCAGCGGCAGTGGCAGCAGCACATTTCCTCTGAGAAGCA
CAAGGACCGCGTGTTCAGCTGTGAGGGGGAAGACGAGGCTCTNACGTGGCGCTACCGCTT
CCCTGGAGTGCACTTTGATATCTGTCCCAAGTTGGAATGGAGGGTGTTCTGAGGGAGTGA
GCTGTGACTTTGCCCACAGCGCANAGGAGCTGCAGGAGTGGATCGAGAGGCGCGATTTCC
TGCGTCAAAAGTTGGCTAAA
>BJ524058 ID   BJ524058   standard; mRNA; EST; 616 BP.
CGTTGGCTCCACCACAACCCAACCTGATGGGCGCGCGCCCAAGCGCTGGGAAGATTTGTG
TTAACAATGTACAGTACTCTAATGTATAACAGGAATTCTCATTGCGTTTACTCTAAACCT
TAAAAAAGGAAAACCTTGATCATTGGTGTACTGTATGGGCGGTTCTGTTGTTGGTGTCAA
ACATGTCACACTTTCTGGAACATCTCCGACACAAGCCACGCCCCCTGTACTGTTCAGTCC
AATCCTCCGCAGGATTCTGTCACTGAAAGTGTTTTAAGAAATGAATCTGTTAATATTTTA
AAAACTATTTTTTTGTATGTTGGTCAGTAGCACAAAATGTTTTTATGAATAGCGTTCAAA
CCAACTGCCATTTCCTGTTTTCCTCAGTTTTAGGGATTGCCTTAATTTTTTTGAAGGGGG
TGGGGTCCAGTTCTGCCTGTTCAAATACTCTAGCTCAAATATAAAATGTGGTAAAAAGGG
GGGAAAAAATATCTTCCATGTTTTTATGTTGTTCATTAATAAATGTTTGTTAGTTCCTTG
ATGACCTCACTTTTCATTTTGATTTTCGCAACTAANAGCGGCCTTAAATTATGCCATTTC
TTCTTTCTTTCCCCCC
>BJ524094 ID   BJ524094   standard; mRNA; EST; 693 BP.
TCGGCACGAGGCGCAGGGCTAATGTCAGGGGTCAAAGGAACGTCTACCAAGCCTGGCTGT
AGCAAAAGATTCAAACAGCTTTAAGGAGATCTACCGAGCAAGATCGGATAATGGACGTCT
TCACATTCTGCTTTCTGGGACAGTTGTGCTTCAACGGAAACCTGGTCACAATGTTGGCTT
TCAGGGAAACCAGCCAAAGCGAGCTGTGATGTTCAGATGTGTTGCTCTGGATGCTTGAAG
CTGTGATCAGAACAAAAGCACAGTGACTATAATTATGCCTGATTACAAAAAGGCAGAACT
AATTTATTCCTCTACCTGGAACGTTTCTACATTTGTACGTTAGATACTTAGAATAATTTT
TATACCAAAAATAAAACATATATATNAAAGTGTTTCTTACATGAAAGGCTGAAAAGAAAT
AGAAAATAGGCTTTTATTTTGAAAGCCATGAAATAAATATGAAGATTGTCTTTATTGTAT
TAAAATATTTGTTGTTATATTGTCATTGTTTGCTCCTTCACAGGTTCTGTTTGTTAAAAT
GGCAAAATATTCATTAAAAATTTGCATCAAGTCTGAGTGGGAATTTCCGTCAGAGTTCAG
TCTTTTGTGAAAAATGTTTTTAAGAACAATAAATTAACTTTATTTCTATATTTATGTTAA
TTTAAGGACTATAACACAAAAAAAGTTCTAGAA
>BJ524100 ID   BJ524100   standard; mRNA; EST; 657 BP.
TCGGCACGAGGCCAGAATGGAGATGAGGCCATCGCACGTCTCCTCCTGGATCGTGGCGCA
GCTATCAACGAGACAGATGGACAAGGACGTACGCCGGCTCACGTTGCATGTCAGCATGGC
CAGGAGAATGTGATTAGGGTGCTGCTGAGCCGTGGGGCTGATGTTCAAATCAAGGGGAAA
GACAACTGGACCGCGCTCCATTTTGCCGCCTGGCAGGGCCATCTGGGTATCGTAAAACTG
CTGGTGAAGCAGGCGGGCGCTGATGTGGATGGCCAGACATCAGATGGCCGCACTTCCCTG
CATCTGGCATCTCAGAGGGGGCAGTACAGAGTGGCACGGATCCTAATTGAGCTCGGAGCA
AGTGTCCATTTGACGTCAGTGGGGTTAAACACGCCGCTGCACGTCGCAGCCGAGACGGGT
CACACAAGCACCTCTCGCCTTTTGATTAAACACAAGGCAGACATGCACGCCCAGAACACT
CAGGGACTCACACCGCTCCACCTGGCCTGTCAGCGAGGTCACCTGGCTACAGTCAAGATG
CTGATTGCCGAGGGGGCAGACCCCTCCAGACCCAGCCAAACTCTGTGCACCCCCTGTCAC
CTGGCAGCTGGGAGTGGACACTGTGAGGTTCTGAAAGAGCTGCTTCTCCACTGTCCA
>BJ524118 ID   BJ524118   standard; mRNA; EST; 509 BP.
TCGGCACGAGGGCGATACTTGACCGGTTCAGAGCTTTTTTTCGTGGCGCAAGCTGCGCCA
GCGTGGACCGGACGCTTTGTAGGATGGGGAGCGCGTCCCTGGAGGCCTGGTTGGAGTGGG
CAGCGTGGAAGCTGGTTTAGGAGTTGCTGCGTCCTCAAGAGGTGTGGAGACGGTGAAGAA
AGCCCGGGACGTGATGGCAAACAACGACGAGCACGAAATCCAGCCCAGTAAACTCAGGCT
AACTCTCGGTCTCGGAAACACCCTGAGCTGCCTTCGACCATCCCCAGCCTGAATCCGGGC
AGCCATCCGCGGCATGGCCGGCCTCGACACAGCCCCGACGGATGCAGCCAGCTGCCCACT
GCCTCCCTGCCCCCGGAATACCCGTGGATGCGGGAGAAGAAAGCCTCCAAGAAGAACCAC
CTGCCGACCTCCACAACTACAACCACCATCTCCAACGGACCTGTGTGCTTCTCTCCGAAA
GGCTCGCCTGAGATCGTGGAGAGCGGTGG
>BJ524128 ID   BJ524128   standard; mRNA; EST; 639 BP.
AGGGGCTCTAGTGCGTACATTTGTTGTATTTCTGCTGCATCATGTGAAGCTGTGATGACA
GCAAACCTGGTTAGTTAGAAATAGTAACTAAGTAACATGTTTGTGCTCTGAAAAACTACA
ATTTTGCATCTAAGAACTGACATGCCTCATACTCAAGCCCGGTGTTGTCTTGCGGTCCTA



GTGGACTGCTTTTTTTTTGTCAAAGCAGCAGCTGCTGCCGTTCTGTCAGCAGGTGACAAG
TGTCACGCCGTGCTCTCATATGTCACCCCGTCACAGTCCTGCAGGCTCGCTGCCGGGATG
CTCTGATGCTCTCTGCCTCCTCTGAGGCTGATGCAGCAACTCTGAGCGCGTCTGTAGAGA
CCGGCTGTCAGCGCAGGACAGAGTCCCACAGCCTGATCTGTCAGAACAGGACGAAGGTCC
AAAACCTGATCTGCAAGAAAAGAACGGGGGTCCAGGACCTGATCGGTCAAGACAGGACAG
AAATCTAGAGCCTGATCTATCAAAACAGGACAGAGGTCCAGATCCTGATCTGCAAGAAAA
GAACGGAGGTCCAGAACCTGATCGATCAAAACAGGACAGAAGTCTAAAACCTGATCTGTC
ANAACAGGACAGAGGTCCAGATCCTGATCTATTAGAACA
>BJ524171 ID   BJ524171   standard; mRNA; EST; 532 BP.
TCGGCACGAGGGTTTAATGATTACGAAGCGAATGACCCGTGGGTGCAGCAGCTCATTGTA
AACTTGGAACAACTCATGGGAGAGTTTAAGGCGGCCCTCTCCCCCGTCATCTACGATACT
ATGACGAGCCTGATGACCAGCCTAATAGCAATTGAGATGGAGAAGACGGTCCTCAAATGC
TCCTTCAGCAGGCTTGGAGGGCTGCAGTTTGATAAAGAGCTTCGATCTCTTGTGGCGTAT
CTCACCACTGTCACCACCTGGACCATTAGAGACAAGTTTGCTCGCCTCACACAAATGGCA
ACTATCCTCAACCTGGAGAGGGTGACCGAAATCTTGGATTACTGGGGTCCCAACTCTGGC
CCGCTGACATGGCGGCTGACTCCCGCAGAGGTGCGTCGGGTTCTGGCTCTGCGGATCGAC
TTCAGAAGCGAAGACATCAAGAGGCTGCGGCTGTAGCTGAAGAGCCTGTGCTTTACAGTG
ACCACTGTGCATTACCCACCTGAGCTCAGTCTGTGCATTGGGGGGGGGGGGG
>BJ524204 ID   BJ524204   standard; mRNA; EST; 126 BP.
ATTCGGCACGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGANNA
>BJ524208 ID   BJ524208   standard; mRNA; EST; 102 BP.
CTTATTTTTCCAATTGAGCATATGTATGACTGTATAAAAACCNTATTTATTTATGGTGTG
CAGTCTGATNTANTTCTCCCAAATGTCNGTTTCCATTTTTTT
>BJ524215 ID   BJ524215   standard; mRNA; EST; 147 BP.
ATTCGGCACGAGGCCGAGCTGCCGCTGAGGCTCTTCCTGCAGGGGGCGCTAGCCGGCGGG
GAGATNGGCTTTGAGAACCACGAAACTGTGGCCTACNAGTTCATGTCTCANGCCTTCTCT
CTTTACGAGGACGAGATCAGCGACTCC
>BJ524228 ID   BJ524228   standard; mRNA; EST; 739 BP.
CAGAAAACACCAGAAAACATCAGCAAACATCAGTAAACATCAGAAAACATCAGAAAACAT
CAGCAAACATCAGAAAACACCAGAAAACATCAGAAAACATCAGAAAACACCAGAAAACAT
CAGCAAACATCAGAAAACACCAGAAAACATCAGAAAACATCAGCAAACATCAGANNACAT
CAGAAAACATCAGAAAACATCAGAAAACNTCGGGGGGGNTCGGAANNCATCTGACCACAT
CAGGGNGACATCATTAAGACGTNAGNACGGGTCGGGANNNCACCAGAAAACATCNGANNA
CATCNGAAAACATCAGAAAANANCAGNAAACATCAGAAAACANCAGAAAACATCAGANAA
CATCAGCAAACATCAGNAAACATCAGAAAACANCAGAAAACATCAGAAAACATCAGNAAA
CATCAGNAAACATCAGAAAACACCAGAAAACATCAGAAAACATCAGAAAACACCAGAAAA
CATCAGCAAACATCAGCAAACATCAGAAAACATCAGAAAACATCAGCAAACATCAGCAAA
CATCAGAAAACATCAGAAAACATCAGAAAACATCAGAAAACATCAGAAAACATCAGAAAA
CATCAGAAAACATCAGAAAACATCAGCAAACATCAGAAAACATCAGNAAACATCAGAAAA
CNNCAGAAAACATCAGAAAACATCNGAAAACNNCGGANAACCTCNGCAAACNTCNGGAAA
AATCNGCAACATCAGAAAA
>BJ524233 ID   BJ524233   standard; mRNA; EST; 351 BP.
TCGGCACGAGGGAGCAACCTGCCGTGCTCCATCCTGGTGCTGCTGTTCACCGCGCAGACG
GAGAAGGCGGCGGTTCTCTGCACGCTGGAGTACTCCGACCACGGCAGCCGTCTGCCCGGC
CGGGTCGTCCTGGACTGTGAAGACAAGCAGCTGCTGAAGTCTCCAGAGTGGAGGAGCTGC
TGTGCCACGCTGATGAAGACGCCGGTGCACAGAGCTCTGGCCAGAATGAAGAAGAGCAGC
CTGATCCTTTAGTGGAGACACGCTTCAGCTTCTGCTGCTTCAGTCCGGCTGCAGAAAAGC
TCTTTCAACCTGCAGCTGACTGCATGCACACACACATCTGCACACACACAC
>BJ524279 ID   BJ524279   standard; mRNA; EST; 558 BP.
CCCCCCGCCTTACCACCACCACCACCACTACCACCCGCCCCCCCACACACAGTACCACCA
GCACCCATGCCTTCANCTCTCACGTGCACCCCCACGCCCACCCGCANCACAGCCACTACN
GCCAGCATCCCCACCACGTCCCGCACGGGCCCCACCACCACGCTCAGCANGCGGGTTCCG
CTCCCGGTGCACCCAAACCCAAACACAGTGGTATCAGCACCGTAGTGTGATGCTGCTGAC
ACAAACAGGACAAGCAAGAAGGGACTTTAAGGAAAGAGGGACAATCGCTTACACCAAAGG
GACTGACAGCATAACTCTATGGCCTGTCCACTGTGTTCAGCTGCTGTGATGGGAACCAAC
CACACGCAGCCTCCTTCTCACTTCCNGGTCCAACCAATATGCANGATGGAAATCGGACTC
CAATCTTCCACTAGGGGCCTTTTTACTAGTCTGCCTGATGAAGGACTCATGTCCCATCAG
GGTTTTGTGTGGGTGGGAAAAGGGTTGGTGGGGGTTTGCACAGGAATACTTGTTTTTTTT
TCTTTTTTTCTTCACGCA
>BJ524309 ID   BJ524309   standard; mRNA; EST; 663 BP.
TCGGCACGAGGCCGCCGTCTCCCATCAGCAGGATTCTTGCTTTAAAGCTTTAAGTGGGCA
GCCAGCTGTGGGGTGCACCGAGGCCCGATGGTGGCGTGGAGAGTGAAGCGGCGCCTGTTC



GCAGGCAGGAGGCGCTGTGACTGGACCTACAAGACTGTAAAGCTGTACAGAGATCACAGG
AGCTGAACGTGTTTTCAAAGTAAGCTGTCGTGAAGTGCTGATGGGGCAGAGTGAGCAGAG
ACGGACTCTTCAGACCCAAAGTGTGGAACTCTTTTTCCTGTGCCTCGCTTTGAGGAATCC
ACGTCCTGTGACAGTTTGTTGGTGTTCATCCACATTTACACGATTTGCTTCAGAGGGAAT
GCAGGACGGGGCTCCGTGGAGAGTCTGCTCGGCGCTGAGGGTTCATGGGAGTCGCTCATC
AGTCGTTTACCTCTGCTGCTTCAAAAGTCTTAATCCAGGGATGCATTTTTTTCATCATCA
ATGTCACATTTGATGTGTTTCATCAATCAGGCTTTCGGTTTGTCATGGCTGCAAACTGCA
GCTCCTCCGCTCGTGACCCCGAGAAGCGCCGAGTTCTCTCCTCGCCGTCCTGTCAACCCA
GGTCAGACGCTCCACCTCAGTAGCCTTACTTGTAAAGACCTCACTCAGCTAAAAACATCT
ACC
>BJ524369 ID   BJ524369   standard; mRNA; EST; 625 BP.
TCGGCACGAGGGGGAGGCCATCAACGACTTCTGTGAAAAGCATGGCGTGGACTACCTGAC
GGGGTCCTGGTGGCCGGTGTTGGAGGACCTCTACAACGCCAACATCCCCGTGTACCGCTT
CATCCAGCGGCCCGGAGACCTGGTATGGATCAACGCCGGCACCGTCCACTGGGTCCAAGC
CGTGGGATGGTGCAACAACATCGCCTGGAACGTCGGGCCTCTGAACGCTTACCAGTACCA
GGTGGCGCTGGAGAGGTTTGAGTGGAACGAGGTGAAGAAGGTCAAGTCCATCGTTCCCAT
GATTCACGTGTCCTGGAACGTGGCCCACACTCTGAAAGTCACAGACCCCGACACGTACAA
GATGATCAAACACTGCCTGCTGCAGTCCATGAAACACATCCAGATCCTGAGGGACCAGCT
GGTGGCCGAGGGCAAAAAGATCTCCTACCAGAGTCGGGTGAAGGACGAGCCCGCCTACTA
CTGCAACGAGTGTGACGTGGAGGTGTTCGACTTGCTGTTTGTGACGTGTGAGAGCAGCAG
CAGGAAGACGTACGTGGTTCACTTGTGAGGACTGCGCCCGGCAGCGCAGCCCCAACCTCA
CCCAACGTGGTGGTGCTGGAGCAGT
>BJ524381 ID   BJ524381   standard; mRNA; EST; 654 BP.
TCGGCACGAGGTGACAGTCTTTATTGTTCATGAAAGTGACTGAATGTTACATTCAGCAGG
GGGTAGAGTTAATACAGAAAACAGATTTAAATTTGTAATGTCAAACAGCTGTTCATCTCA
TTTACAGCTGTTTTCATGATGAATGACTCCTTCTGTACTTAGCATGACTAACTAGAGTAA
GTCAGTTTATGAGTCAAGTTTAATTTATGCTTATTTTTAACCGGGGATCTAATTAAGAAA
TACAGACATTAGTTGTTTTAAAAAATCCCTTTCTGTTGGTCTTTTTTTAATATTAAAGGG
ATTCTAAATGTGTGAAGATAAAGAAAAGATAATCTGCTTTTCGTATGAACAGATCCTCTA
AGTCTGAATAAGAATGGGGTCAGAGATTATCGCTGTAATCACTGACTGTAGCACCATGAA
CACCAGTGTGGAATTAGTCATTTTTGTCAAGACTCCTTTGCATCTGGTCCCTGATGGTCC
ACACTTCACTGGGAGCGCCGCTCCATGCTTATAAAAATGTAGTTACAGTGCCTCATGCTG
TAATCTGATCAGTTTCTCAGGTTACACAGCATGTTACAGTGAGCTGAGGCTGTTGCATTG
GCCACGTGCACGCTCACGCACCCATACACACACACACACACACTTTGGCTCTNA
>BJ524402 ID   BJ524402   standard; mRNA; EST; 260 BP.
GAGGGGACGACGGGAGGGGGGGGTCGATGGAGGCTGATTACAAACGGTTTTTGGAACAAA
GCTTCAGGTAGACAAAAATGTAGTCCAAATGATTATATTTAACCATTTAAACACACTCAC
ACGCATGGAAGGTTTGCTCTGAGGCTGCGCTGGAGAGCCTCCCTCAATGTGTGCAGGGTC
AGCAGCTGCTGAAGGTTGTGTGTCCGTGTTTGGTCTGAAAGGGGGGGGGGGNCTGCTGAT
NAANTCAGGGGNAAAACAGG
>BJ524418 ID   BJ524418   standard; mRNA; EST; 114 BP.
ACTGCAGATTTAAAGGAGCGTTTTAGGAAATGCGTCGACTGCAGGGATGCAATTTAGAGC
GGAGAGCAGCAGGCTCTCCAAACGCTAGGCTGGAGACTTGTTTTTTTTTTTTNC
>BJ524502 ID   BJ524502   standard; mRNA; EST; 555 BP.
TTCGGACGAGGCTGAAACTTCCCCTGTTCCATCGTTGGAGACGCTCACCCCCAGATGGCG
CAGCCCTCCAAAGCATTACATTTGTTCCCGAGGCCGTCGGAAGCTTCAGACTCGGGTGGG
AACCTGGAGATGCAGGGTGGGACTGCTCCACCTCCAGACGGCAGCAGACACGTGTCTCTA
GCTCTGAACGGCTTTCATCACGAGAACTTTAGGTCGTTGTCCTGCAGGCCAGAGCAGGTG
GAGAGACAGCAGCCCTCCGTGGAAGACTGGCCTGACTGGAGCGACCAGGAGGAGGGTCAA
AGTAAGGACGGCCAGTCAGTCCAGATCCACATTGACGCGTCCCAAAAGGCTGATTCTGGA
AGCAGAGTCGTCGCTTACGAAGATAAAGGGGAGCAGCCATGGGGGACGGTGAATTCATCG
GATGCGTTTCTGGGTTCAAGAGAGAGCAGATCTGCAAAGCAGGAGCCCCAAAGACCCCGA
GCGAACTCCTCCAAACCTCTCAAGCTTAGTTCGGCACAGTCCACCCAGAGCAGGAGAACG
TCCTCCTGTGATGAC
>BJ524532 ID   BJ524532   standard; mRNA; EST; 602 BP.
CGAGGACGGAACGGTGTCTCTAATCCAGGTCGGCACGGGTCATACAGTTGCTACTCTCGC
AGATGCCTCAGAGCTTCCTGGTGTTACAGTGGCACAGGTTAACTACTCAACTGTTACTGA
TGGAGAGAACTGGGCCACTCTACAAGGCGGAGAGATGACAATCCAAACGACTCANGCGTC
CGAGGCCACGCAGGCGGTAGCATCGCTGGCTGAAGCTGCAGTCGCTGCCAGTCAGGATAT
GCAGTCTGGAGCCACAGTCACTATGGCGCTCAACAGTGAGGCAGCAGCCCATGCTGTAGC
GACGTTGGCGGAAGCCACCCTTCAAGGAGGGGGGCAGATCGTGCTGGCGGAGACGGCCGC
CGCCGTCGGAGCTCTCGCGGGGGTTCAAGATGCAACAGGTCTCGTCCAGATCCCGGTCAG
CATGTACCAGACCGTAGTCACCAGCCTCGCCCAGGGTAACCGGCCCGTCCAGGTTGCCAT
GGCACCTGTCGCCACACGCATAGATNACACTGTCACACTAGACGGCCAGGCAGTGGAGGT



TGTGACCCTGGAGCAATGACACTATGGACCTTAAAAAAAAATAGTAGAAAGCACTGAATG
GC
>BJ524537 ID   BJ524537   standard; mRNA; EST; 106 BP.
CGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGANACNCGCGCGC
>BJ524557 ID   BJ524557   standard; mRNA; EST; 577 BP.
CAGCGAGCAAGAGCCTGGTTTTTGATTGGCTCTTGTCTGCACAGACCCCTCAGATAGAAA
CAAAAGGTCTGATCCAAAAGCAAAGGGATGCAGAAAATCAAAAAATCGGCAAAGAAATTT
ACTCCCGAAGAGAGCGTCTTCGTCCCATCTTCATCACATGCAGCTTTGTTTGCAAAGCAG
TTCAGGGCTGATCACTAAACAAGGGTTCCAAGACTTTTCTATCGGCTATCCNGAAGAGGG
TTTAGTGTAAATATATATTAGCAAATAGGTATCATATTGCTGTCTACAGCCATGTACTTT
AAAGACAAAAAATGTAAGATAATATGTGAGAATGGAAGACACTGTCCTTGTAAAACATGT
AATCATTTAAAAGGTTTATTTGAATAATTAACATGTATATTTGTAAAGATATTTATAGAC
TTAACATGCGGTTTGGAGTCTGAAAGGTCTAGTGTAGAATTTTAGTACTGTACACACAGA
TTTTTATTTCAACGTTTTGTAACTTATTTTACAGCGGAACCTATTGTCGCANCTGGCGGT
CTCTTCCAGGTTGTGATCCATCTTTTTTTTTTTTTTT
>BJ524571 ID   BJ524571   standard; mRNA; EST; 676 BP.
CGAGGCTCAGATGAGAGGCACAGGGGGGCTGGATTCCAGGAGCTCCTGCAGTCCTGCAGC
TCCCCTTCAGACGTGCTGGACCTCACCTGTAAACACCCCCCCACGGTCCGGCAGGTCAGC
CACTGCCTGGCCCACATGTGGTCGTCCACCAAAAAGATGTCGGAGGAGCAGCGGCGGTAC
GAGCTCCGGCTGACGTTCCAGCACCCGGAGTTTGACAAGCTTCTCCACCGAGCGATGGGA
TCTGCGGCGGGCATGCACCACGCCAACTTGGCCTACACTCTCCTGAGCGCGGTCAGTCTG
GGCGTTCCTGAGCGCAGTCGTGTGGTCCAGACTCTGCTGCGTACCTGCCAGGAAAAGCTG
AACGACTTTGATGAGAAGAGTTTGTCCATTTTGGCCTCCTGTTTGGAGCAGATGGACAGC
AGTCCCAACGTCGACGCGCTGAAAGAGGGCATGAGGTTGGTGGTTGAAGTCCAGCTTCCC
CGGATCAAGGGGGTTGTTGCTCTGCAGACCATGATGCGCCTGCTGGGAAAAGATGCCCCA
CAAGAGCTCAAATCAAAGCTGGAGCTGAAAGCCTTGTCGATGGCGCACAAGTTCACCCTT
CCTAACGCCCAATACATGATCTTTACCATGGCGACCATGGGTTTCTATTCCAAACCCCTC
CTGCAGGTCTGCAGCA
>BJ524586 ID   BJ524586   standard; mRNA; EST; 113 BP.
GAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGNG
>BJ524609 ID   BJ524609   standard; mRNA; EST; 575 BP.
CGAGGGGATGGCCTCGCCGTCGTGAGCAGCTCCAACCCGGATGTGTGCAGCAGTAGCGCA
GTCGCTGGGAAGAGCCTCTCCAGCCAGGATGCTCGTGCTGCCCCCCCTGCAGCCGCCGGG
CCGCTCTGCAGCAGCCTCAGGGACAAGGTGGAGCGTCTGTCACTCATACTCTCACAGACA
GGCTGCTCGGTGTGTGTGAGCGGTCAGTCGGTGCTCTGTCCGCAGAACCTTCAGGCCGGG
CCCAAGCCGTCTGTCTCTGGTGAAGCCAGTGCTCCCAACAGTGTTGGTGTGGAACCTGAG
CGTCACCATCAGGAGAAAACTCTGCTTCTCAACAGCACCATGGAACTGACACAAAGTGAC
ACGGCTGAGATCATCAGCGTGGAAAGCAAACCCAACAAAAACAGCCGTGTCTGGAAGAGG
AAAGCCACGGGAGAGCCGGATCCAGTCTGCGCTTCCAGTGCTGCCTCACAGGGCCCTGTG
GGCTCAAAGCCTCCTGAGGTTCCACAAACCCACCAGCACCAGAACCCATCAGGTCCAAGA
GCTCCTGAGCCTCCCTGTCCACAGCCTTCTGCAGG
>BJ524619 ID   BJ524619   standard; mRNA; EST; 553 BP.
AGACGGTGTCTGGTGGTGCATCCCAAGAAAGACTTGAAGATGGAGGTGACTGATAGCCCA
AAGCCCAGAGAGGAGACGGCTACTGCAGCGACTCGTACACTCCCCCTTCACTTGAGCAGG
TGGAGGACATGGAGAGAGAATGTGGAAAGGAAGGAGTTCTGTTCATCTGTGAAGAAGAGT
GGGAAGATGTGGGGAAGCAAAAGGATCAAGCTGGAACACCCGAGGGATGGAAATAAAGCA
ATGAATGAGGAAGAGGAGCAGGAGGAAGGAACTGATAAAGCTCAGCAGGTCATGAAGAAG
CAAACAGAAACAAAGGGTGAGCTGAGTGAGGACCAGTCTGAAGCTGGGATGGATGAAGAG
GAGGAGGGGACGGAGCCCATGCAGCTGAATCTGACCCTCAACGGGAGCCATCTTTCCTCT
GCGCTCGTGTTGGACTCCGCCCTCAGCAGTCTGTCAGGACTGCTGCATCANGGGGGGGCA
GTTCCTTCATGTTTCCACAGGCCTGACCTTCATGCCCCCTGCTGTTACTCCTGCTGTTGT
ACTTTTGGAGCCC
>BJ524620 ID   BJ524620   standard; mRNA; EST; 387 BP.
TATTCTTTGTGTGTGCGTGTGTTTGTGTGTGTGTGTGTGTCTGTGTTGCTTTTTGAGCTG
CAGTTTAAAGAGCATTTGTGGGAGTTTTACAAATTTGCATCACGAATTTCTCAATGAGTA
AAATGCTTGAAATGTACTTTACATTTTACAACAGAAATGTAGTTTTTGATCTGTATTCTG
GCATGTTTGTGCAAAAAAAAAAGCCAAAAATTAGTCTCTTTTTTTTGTTTTGTTTTGTTC
CCAAAAAATGCTTTAAACATAAAAAAATGTTTGTGCTTTTAAATGTTCTGTTTATAACTG
ANATGTTNCCAAAGTAAGGAANATANATNATATTCATTTTCTTGCTGCTATNAAGCTTTT
CTCTCTAGTCTTACAAAAAAAAAANGC
>BJ524678 ID   BJ524678   standard; mRNA; EST; 629 BP.
TTCGGCACGAGGGGCAGCCCCATCACCACCAGACGCGAGCCAGCAAAATACAGACGAAGA



AAATCAGTCTGCAGAGAAAGCCAGCGGGAGTTCAGCCACAGATAACGGAAGCAAAAGCGA
CAAGGAGAGTCCGGCGACCACTGACCCAGAAACCGAGGACCCATTTAAGAGACCGGCGGC
TTTGACGGCGCCTACCATAACCAGCAAACGCGTTAGCGTCGCTGCTCCAACCCGAGCTAA
AGCAGCAGAAACCAGAAGCGGGGACGACAAAGAAGCGCTTTCTGACGCTGTGTGTGAAAA
CCAAACGTCTGAGGGAGGCAACGAAACGCAACTTGACGACCAGAATGACGGCAGCAATCC
TAAACCAGAGTCCAAAGCGAAAGTGCGTCCTGCCAAAGGGCCCCCCGCTGGAAAGTTCCC
CCCTATCCCCTACACAGAGCCGCTGTGGGGGGGCTCCCCATCAGACGCGCAGTACGCGCT
GGAAATCCTCAAGAACGGCGCCATAGTGGACACGGTGCCGCTCAGCCACAGCAGCTTCTT
CGTGGTGGGGCGGCTGCCGGGTGTGCGACGTTTCCCTGGAGCACCCGTCCATCTCCCGGG
TACCACGCGGTGATCCAGTACCGCAGCCA
>BJ524713 ID   BJ524713   standard; mRNA; EST; 135 BP.
AATGCTGCGTTTTTCCNAAGAACAACCCGTTACAAGTTTCGACGGTGGCCCTGAAGGTCA
AATCACTCANGTACACATGTCTTTCTCGACACAGCANCAATATTTTATTAACCGGAAGTG
TCACACAGTANTGAT
>BJ524723 ID   BJ524723   standard; mRNA; EST; 119 BP.
TGCGTGTCTGACGAAGAGCAGCCTTTGGCATTCATTCCTGGAGTGGATAGAGTTGTCNAA
GCTCTTTCTTTCAGTCTGGGATCAGACAGCAGCTACGGATCTGGCAAAAGAGGCTCTNA
>BJ524726 ID   BJ524726   standard; mRNA; EST; 542 BP.
CGCACGAGGAATGTCCTACGTGTGCTCCATCAATGCAAAATATGACCATAATAAGTCACA
AATGGCGTGGCCAAGAATCAAGAACTCGGGAATAGTTGTCATATTCTACTTCAGGATGGT
CACTTTGTTTGTGTTATACATGTACCTTTTGTATTTTCAGGATAAAGAGAGAAAAACAAT
CCTACTTCAAGTACTGACCCCTTCATGTACATGAAGATTGGTACTTGGACTCGGCAAGAC
TTGAGATTCACAGTATACTTCATAACTGCATGATAATTCCTGTATAAGTGTCTAATGTCT
CGTGTCATGGATGTCAAGTGCCAAACTCCAACCTGGTTTGGTCTTTTGTCCATCTTCTCT
CTATTCCCTTTGTTTAGGGGATTGAAAAAGGCATGTGTTCTGTCATCCGCCTACTGTTCT
GTGTCTGTACTGTACTATTCTGATCACCCATTGTAGTAATGGCTGGGCAGCCCTTCTTCT
GCATACACCTCANCCCTGTTGTGGGTTTTATTTTTTTATTTTTATTTTTTTGGGGGGGGG
GG
>BJ524749 ID   BJ524749   standard; mRNA; EST; 289 BP.
CGGCACGAGGAACATTCTTAGAAACCAACTAGTGCTTTAGTTCTTTTGTTTATTTCCGTC
TTCAGGCGGGTGGCTTTCACAGTACTGTAGATTCTCTTGCTTTCTAAACACTCCCAGTGC
AGCCGTCTGCTTGTTTTTGTGCAGAAAACTGCAGCGCAGCTGAGGTCAGCTGACGATGGC
AAATGGTACGTGTAAAGATGTAAATGTGCATTTGACGCCAACTCCATTTCACACCAACAG
AATTTGTAACATTGTAGATGCAGTGGCTGTCCGATTTACAAAAAAAAAA
>BJ524775 ID   BJ524775   standard; mRNA; EST; 413 BP.
CGGCACGAGGCAGCTCTTTGGTGCCTTTGGTTGATTGGTTGCTGGTTTGGACCGTACCAT
TTTTACAGAAAATTATTTGACCACCCCTTTCTTTTAATGTTCTTATCTTGAAAGCATGAC
ATCATAAAAACCGAAAGAACGCTTCAAGTTTCACTTTGGGGATTTCTAAACTGTGACTGG
AGGCTGTGTTTTGTTTTGTTTTTTGAGAAATATGTTTCACTGAAGATGCAAAACAACTGT
CCTAATTAATAAAGTAAAGCACGTTTGTAAATAGGAAGCCCAGAATATTTGTACATTGTA
TTACAATTAATGAATGTCTGTCTTTTTTTGTGTGTTTGTCAAAGTTCTGCTGAAATGTTG
ACAAAATTGTTGTAAAAATTCCAAAAATAAAAGGTTGTAAGAAGTCATTTTAC
>BJ524780 ID   BJ524780   standard; mRNA; EST; 689 BP.
CGGCACGAGGAGGCGCACTACGAGACAGGAAGTTCAAGCAAGTTCGTCATCTGCAACATT
TTTGCATAGATGGCATTCTGTGCTCCCCCCTTCTTTAATTTAAACTTCTTCCATCAGCAG
TTGCAGCTCCTGGAGCTGGGTTGCAGGATATGACACGTGAATTTCATGAATGCTTTTCTC
TGTCCAACATCCACAACGTTTAAAACAGGAAGTTTACACCCTCTGAGTGGCTCCATCCTA
AGAAGTGAGCCACAGTTTATCACCACAATAAAGCATTACATCTGACTTTTATCTGGCAAC
ATTTAGCTGTTTTTAACTACGAAAGGAGGGATGTTGGTCAGTACTGGTAACTTTAATCCA
AAACCAAAGCCGTCCTTCTGTAGTCGGGGAACAGCCGGAAGTTTGATTCACATAGGAAGC
CTTAACTTTATATAAAAGCTTTACTGTATGTGTCTTTGAGCTGCCTCTGTGAACTTGTTG
ACGTTCACAGAAGCAGAGGTGCCTTTCTCTGACTGAACAGAGTCCATGCGTTTCCTCCGC
ATGTCCACTGCTGGCAGTGCCTCACCCCCTTTCAGCCCCGCACTTCCTCAAAGGCTAACA
GGAAGCTCCACCTTTTTCCTGAGCCAGCCACACGTCCTGCTGATCAGAAAACTGACATTT
CAAATTTAGTACAATGTTATGCAACTTTA
>BJ524792 ID   BJ524792   standard; mRNA; EST; 295 BP.
TCGGCACGAGGGCCCAATAAACAAACATTTCCTAATTTATCTGAACTCACAGGTACTTCA
ACATTGCCTATACACTGTAAATAAAGCGGTGTTACAGAGAAAAGCATCTGAACACAAGCT
GAGAAAGTTTTGAGGGGTGGTAAGTTAAATAACTTATGTTTGTATTGTACATACGTGTTT
GAGTGACATTTCTAATGCAACAAGAGCACTAATTAAGTTATATGCTAACCAGAAAGGTTT
GGCTTCTTTTTTTTTTTTTTAANCNNCAGGGGAGGGTTTACCAAACAAAAGGCCC
>BJ524823 ID   BJ524823   standard; mRNA; EST; 648 BP.
CGGCACGGGTTTAGACAGTAGTATATGATATTTTGAGTCCAGCCTGTTTTGACACATTTA
CAGACACCCGCTTGTCAAGATGCCACATCTACCTCCTTTCTATCCTCAGTCCTAAACACA



AGCCTTTCTCGGTCTATTTTTTCCCACATTACTATAAATGTAAACAATCCAAAGGACAAG
ACGATACTTTTTACCACACTCAAGTTAGGGGGGTAAAGTAACGTCCTGAAAGTTCTTCAG
GTGTGACCTAATGTTGGCTGGGGCTGGGGGATTGTCCTCAGGTGGGAGGTGGGGAACACA
GCTTGGACCTAACATTTCTGTAAATCTGTTTTACACAGAACAAATTTCTAAAGGAAAAGT
ATGAGTGACGTGAATCACTGTGACACACAGTGTGTGTTGGTACTTTGGAACACTTTAGCC
TGCCCTGTGTGCAGAAATGAACTCGTTTGTGTGTAAAACTTGTATTCAAGTGTCTCTTTG
CACTTTAGGTGCAATAGCAATGAAAAGGGAATAGTATTTTCTTAGATGCTTGATAGAAAA
ACACTAATGATTTTCCATCAGCTTCACGTGTTCCCCTTCATTTAGAAGCAACAAAAATTC
TCCAAAATTGATTTTTATTTTTTTGTAAATATCACATTTGTTGCATAT
>BJ524832 ID   BJ524832   standard; mRNA; EST; 182 BP.
CGGCACGAGGTAACGTCGTATCTGTTTGACAACAAAATTGACAGATTTTTTTGGGACAGC
GTTGAGCAGTTTTTTTTTTTTCTTTTGAGGNCTTTGGANAGTAACAAAGCTCANNGTCCA
AATACCCGNGATGTCCNNTTAAANACTTGAAATGAACAACNCAGGGAAATAAAAAAGCTC
CA
>BJ524852 ID   BJ524852   standard; mRNA; EST; 597 BP.
CGGCACGAGGGGATTACCCACGGCAGAGCATCAAGGAAACACCCTGCTGGATCGAGATCC
ATTTACATCGAGCTCTGCAGCTACTAGATGAGGTCCTGCACACTATGCCCATCGCTGACC
CTCAGCCTCTCGACTGAATATAACAACACAAACTGTACAGAGGAATAGAGGCGAGGGAGG
GGTGTATATCTGGCTGTAATTGAACAGACAACTCCACCTTTGTGGCTCGGGGGTGCTGAA
AGAAGACTTGAGTCACACGGATACTGTACAGGCTGTATGAGTAGAAGCAAAGTTACTCCA
AACATCTTTAACTGCAGCTCTGTGAGGAGTTGCCTTTATAGTGAACTCCAGATGTGCAAG
TCCATTCCAATCAGCAGCTGGAGAAGCATGCGGGTTACACTGACAGTAGCTGCAGTGCTC
TGGAAGACGCAGCTGAGCAGGAACACCAGCTCTGTCTGCTTGGAGATCAGGCCTGGGCTT
CTCCTGCCTCAAAGAATGTGTAAACTGCACGGTAACACGCCACAGGCAATAATCTTTTAG
TGTGACTTGGTCTAGTGAGAACAGAAAGTTGCTTCTCATCGGTGGATTTTTTTGNTT
>BJ524854 ID   BJ524854   standard; mRNA; EST; 656 BP.
GGCACGAGGGTTTAAGTGATGTCTGGCTGCCTTATCATTATAAGTACTGTTTCATCACTT
TTCAAGTCTAAATTTAATTGCTGGTTGGGATTTTGCAGTTTTAAGAGTCCTCCACTTCTC
TTGTTAGTGGAACTTTAGAAGCCATGTTAGGAATGGATTTTTTTTTCTGGTTAAAGCACT
CGGCATTTACAGGAATGAAAGAGGGAAGTCCTGACTGCAATCAAAGCAACACTTTGCCAA
ACTATGGAAGACGACTGCAACGGCNAGCAGGTTTTATTATGAAACACCAAAGCCAATTGA
CAGTATGAGTTAAATTAGTTTCTCTAGTTTTAAAGTTCCCTGTAATGAACCTGGTTTTAA
AAGAACTTTGCACAGTCAAAAATCAAACAAGTGACGTTTGATCTTTCTATTAAGAAGTCT
CAGCATTTAAAGTTTACAGTGTTTAGGACTCCCATCAGGATTAAAGATTATTTTTCAGAG
GTTTCATTCAATGAAAACTAGCTTAGAGTGGCTGTATTTGTAATCACTTCTCTTGTGTCT
TGCAAAGAAGTGTAGACTGAAGTCTTTAGTTAATATTTAGTCTTTTATGTTGAAATCCTA
TNAATAACATGAATCTNAAAAGACTGTTTTGGAAAAATGATAAACTTAACATTCAT
>BJ524879 ID   BJ524879   standard; mRNA; EST; 659 BP.
TTCGGCACGAGGGCCATAAGAGCATCCCAGCTGTGTTTGCGACTGCTGGACACGAGCTCC
AGGGATGAACTCCGGAGATTGCTGGCCTTCATGGCAACAGCAGCTCAACCAGATGCTTGC
CAGTTGCAGAAGAAGACAGACAACCGGATCCTGGTTTGCCGCACCTTTCAGAGAGCTCTT
ATTCAGAATCATGAACTGACTCGGTCTCGCAGTGAAACTCTGGTGTACTTCTTGATGGAT
AATCACACTGAGCTCTTCAAGACTCCCACAGCCCTTATTGAAGCAGTGAGAGCAGCACTG
AGGACACTGCAGCGAGGAAAAGACCCAGACTCTGTTGCAACGTTCACATTCTGTCTGCAG
GCGACTCCACAGGAGTACGAGGATCAGCGTGAAGCCACCACCCTGAAGAGCCTCAAACAA
CTTCTCCAGGAGATTTCGTCAAGCAAGAGCATGAAGGTCAAAGAGAAGAGAAAGCTGCTC
AAAGAGTTTGAAAAGCATCACCCTGTGGTCTTTCTTCAGCATTTTTCCAGCATTTTCTGA
GACTCGATGATCCTTGTTTTCTACACAAAACAATTCAAAAAATGTGCTGGCAGCTGCAGG
ATTACCAAGGGAATTATTGGTGTTGGAAAAAAGAAGTACATATTGAAGTATGCATACCT
>BJ524896 ID   BJ524896   standard; mRNA; EST; 549 BP.
GAGGCCGGCCTGGGGATGCTGGAACCGACCAAAGAGCCCGTGAAGCCCATCTCTGCAGCA
GAGATGATCACCGCCATCGGTCAGGTGCCTGTAGAGGACGCCGCGTGCTCGCCCTCCTCT
GTGCAGGAGGGGCTCCCCCCCATCCAGTTCGACTGGAGCAGTAGTGGCCTTACCAACCCG
CTAGATGGCGTGGACCCGGAGCTGTTCCAGCTCACCACCTCTAAACTGGACTCGGGCGGC
ACCAGCGGCCGGGTGGCAGATGCCTTCGCCCGCCTGATGTCCACCGTGGAGAAGACCAGC
ACCTCCACCAGAAAACCCAGGAAGGATGAGAACCTGAGCGAGGAGGCGGCCAAAGTGATC
GCCGCCCTGCCCGACCTGTCCTTCATGCACGCCAAGGTGCTGATGTTCCCCGCCACCCTG
ATGCCGCCCTGCTCGCAGGCCACGCCCGACTGATGCCCCGCCCAGTCCAGATCTTTTTTT
TCCCCTTCTCCAGCTTTTTATTTTTCCTATTCTTTCTTAGCCTAATCTTCTGTTTTCTTT
GTGATTGGA
>BJ524919 ID   BJ524919   standard; mRNA; EST; 263 BP.
CGGCACGAGGGCAAAGTCTACCTTTACTTTAAATCAGGCTGGTTTTTGACCATCAGTTCA
AATTAAACCACCAACTCTGAATGTGAGGAAAGATTTTACGAGATCAAACATGTTTGGAGT
AACCTTGAAATGTGTAAACGTCTTGACCGCTGCTGCAGATGCTGCTGAGAAGAAACCCAA



ATCATTCAGATGAAAAAAATGTCCTCAATGTCAAACTGCTGCAATCCTGGATAGCCCCCC
CCCCCCNCCCCCNGGNTTTTTTT
>BJ524927 ID   BJ524927   standard; mRNA; EST; 624 BP.
TCGGCACGAGGGAAGAGTCTTCGTGGATCGTTCCAACTCTTCGTGCAGACATGCGGGTTG
CAGTGATCGGAGCTGGCGTCATTGGCCTGTCCACGGCCCAGAGCATCTATGAGCAGTATC
ACTCAACGGTTAGTCCGCTCACCATTGAGGTGTATGCAGACCGATTCACTCCACTGACCA
CCAGCGATGGAGCTGCAGGCTTCTGGCAGCCATACCTCTATGACAAGGGCAATGTCCAGG
AGACGAAATGGAACAAGGAGACATTTGACTACCTGCTGAGCTGGCTTAACTCACCCGAGT
CTGTTAAAATGGGTGTATTCCTTCAGTCTGGCTATAACATCTTCACTGAACCTGCTCCAG
ATCCCTCATTCAAAGAGGCCGTCCTCGGCTTCAGACACCTCACACAACGGGAACTGCAGT
TGTTTCCTGGATACAATTTTGGCTGGTTTAACACGGCTCTNATGGTGGAAGGAAAGTCAT
ATTTACCGTGGTTGATGGACTGGCTTCAACAAAGGGGGGTCAAATTTTATAACAAGAAAA
TAAACTCTTTCAAAGAGCTGTCTGAGAGCGGGGCAGACGTGATCATAAACTGCACAGGGG
TGAGATCAGGAGAGCTGCAGCCAG
>BJ524940 ID   BJ524940   standard; mRNA; EST; 592 BP.
GGCTCGCTCAGAGAAAACTCTCCACACGATGAGAGCCAAGGTAAGAAAAGGGACCCACAC
CTGGATATCAAGGATAGAAGCGTCTCTTTGCCAGAACGCTGCTTCCTTCCTAGCGTCCCG
CGCTCCTTAAGCACGCGCGATTTACCAGGGTCTTGGTTTAGCAGGACATCTAATATCGAG
TATATACTTAAAATGCTAAATCTTAAGTCAAAACGTGGAGCTTGTGGGATTTAATTTTAA
GCATTATAAGAATTCGTAAACATGGTAAATCTCACGCAAGGCCCGACATTCTGCATGCTA
AAGTATAGCATCAACTTGGCTTCCCATTGTACAATAGTAACAGTGCAGTGTGTGATTAAA
TAGTGTCTGACGTGTCTAAGCATTGTAACGAAACTTGTTTTTTCTTCTTTAGTGGAGAAA
GAAGCGCATGCGCAGGCTGAAGCGTAAAAGAAGAAAGATGAGGCAGAGGTCAAAGTAAAC
GCCTCTCCGCCAGCTGCTGTCCCATCTGAGCCCCTGGGTGACTGATGCATCTCACCAAAG
TGGATTGCCTCAAGTGTCCATGGATGAAATCAAGACCCTCATTACTGGCTGA
>BJ524964 ID   BJ524964   standard; mRNA; EST; 585 BP.
CGGCACGAGGCTTCACTGGAGTGCAGCGTGTTGATGTAGGAGAGGATCTCGGAGAAACAA
GTTTTTCGCGTGGCGGACACTCAAACTCGAGCGGAAAACAGAGAAAATGGACATGAACAA
GAGGGTTTCGTTAGAGCTGAGGCACCGGTCGCCATCAGAGGTCCATGAGCTGGTTCTGGA
CAACTGCCGCTCCGGCGACGGGAAGATGGAGGGGATCACGGAGGAGTTCTCCAACCTGGA
GGTGCTCAGCCTCATCAACGTGGGTCTGACCAGTATGGCGGGAATCCCCAAACTGGACAA
ACTGAAAAAGCTGGAGCTGAGCGACAACAGGATATCGGGAGGGTTGGAGGTTCTGGCGGA
GCGGCTGGTCAACCTGACGCACCTCAACCTGAGCGGGAACAAGTTCAAAGACATCAGCAC
GCTGGAGCCGCTGAAAAAGCTGCCTCAGCTGAAAAGTCTGGACCTGTTCAACTGCGAGGT
CACCAACCTGGCCGACTACAGGGACTCCATCTTCAAGCTCCTCCCCCAGCTCACCTACCT
GGACGGCTACGACGTCAACGACCGCGAGGCGTCCGACTCTGAANG
>BJ524967 ID   BJ524967   standard; mRNA; EST; 161 BP.
GCCATGGTAACCACCACCATGTAGAAAAAAGGTTTCAAAGAGAAACAACAACTGGAAACT
CACCTCAGGCAGGTACACGTGTGTGGGAGGGAGGGGGGCACAGCTCGCTGCTGCCTCTGC
TGCTTTGGCCTCTGCTGCAAACACATGGGGGGGGGGGGGGG
>BJ525004 ID   BJ525004   standard; mRNA; EST; 648 BP.
TCGGCACGAGGGCTGAGTCACCAGCGTTTCAACGCCCTGACCACGCGCATTCAACACTGC
CTTTTAGGACGCAAGATTCTGGCCACCATCGTCATGAGAAGAGGGGAAGGCCTTGGGACC
GTTGTCAGCCTGGGGACTGGAAATCGTTGTGTCAAAGGGGAGGAGTTGAGCTTGAAAGGG
GAGACCGTTAATGATTGTCATGCGGAAATCATCTCTNGAAGAGGATTTATTCGGTTTCTG
TACAACGAGCTACTCANATACTATGATGGCGCANATGACAGTATTTTTGAACCGGCAGAC
GGGAATAAACTTCAGCTCAAGTCTGACATCACCTTTCACCTTTATATCAGCACGGCACCT
TGCGGAGATGGCGCTTTGTTCGACAAGTCATGTAGTGAGACGGGAGATGAAGTCCAGGGC
CACTCGCCTCTATTTGAGAACATCAAGCAGGGCAAACTTCGAACGAAAGTGGAGAATGGT
GAGGGAACCATCCCAGTGGAGTCAAGTGACATTGTACCCACTTGGGATGGCATTCAGCAT
GGTGAAAGGCTGCGAACCATGAGCTGCAGCGATAAGATCCTGCGCTGGAACGTGCTTGGC
CTCCAGGGGGCACTGCTCACACATTTCTTGCATCCCATTTACCTGAAG
>BJ525011 ID   BJ525011   standard; mRNA; EST; 409 BP.
ATTTTATTTTCCCATTTGGCACAAAGAGTGAACACCGAATTCAAGTGATTATCAGAGCAA
AAAGAAAGTGTGACAAAGTAATATTTGGCACCGTTCATAANAAAAAAAATCAGAACAAAG
AAATTACAAATATACNCNCAAGATAGTCAATTTANAATCATGATCTGCATTTCCCCGAAG
CTTTTATTGTATTGCATTATTCCATTCCTTTTATTTTTAAGGAATTCCACTAAGGCACAT
CAGGTTCAACCTCTTTTCCTGGNGTCACTGTTGTTTAANAAACANAATTTAAATTTTTTG
TTTTAAAAAATTTCATAATTACCAAAAAAAAATAAAAGTAAATTGGATCCNTACTTTTTT
ACAGCAAAAAATCACTGGTAAGTACTTTGCTGATAANAANATCAGNGCA
>BJ525031 ID   BJ525031   standard; mRNA; EST; 112 BP.
TCGGCACGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGNG
>BJ525043 ID   BJ525043   standard; mRNA; EST; 647 BP.



GGCACGAGGCTGAGCTCATGGCAATCAAAGAGAAGAGTGACGACCAAAAAAGTGTTATTG
TGTCACAGTGGACAAGCATGCTCAGCATTGTTGCCGTTCATCTGAGGCGGATAGGCTTGA
CATTCGGAGTTATCGATGGGTCTGTCAACCCAAAACGCCGCATGGATCTGGTGGAGGAAT
TCAACACAAATCCTAAAGGGCCTCAGGTGATGCTGGTTTCTCTTTGTGCTGGAGGCGTGG
GACTTAACCTTGTTGGAGGAAATCACCTCTTTCTCATTGATATGCACTGGAACCCTGCTC
TAGAAGACCAGGCTTGTGATCGGATCTATAGAGTTGGACAAAGCAGAGATGTCACCATCC
ACAAGTTTGTCTGTGAAAGCACAGTGGAGGAGAAGATTTCCATTCTGCAGACNAGAAAGA
AGGAGCTTGCCCAGAATGTCCTCTCAGGAACAGGAAATACCTTCTCCAAACTCTCCCTGG
CTGATCTCAAAATCATTTTTGGCGTCTGATTGAAAAGATATTATTGGAACCTTCAAGACA
CACATTTATTTATATTACTTCTCGTGTTTGGAAGTACTATNATAAGTCCTGAAACATTTG
CACTAACACCAATTATCANAAACTTTACTCTNATTTGTTATTTCAAG
>BJ525058 ID   BJ525058   standard; mRNA; EST; 138 BP.
TTGTACCCCCCANGTAATATTTCTGGGACATACAGGAAGGAAAAAGTTCAACTCCATAGG
AGTTCAGCTGTGCCGACAGAGCAGATCCTTCCCAACTCTCCTCACACTTCCTGTCCTGTG
TTACAGGTAAACCACAAC
>BJ525113 ID   BJ525113   standard; mRNA; EST; 145 BP.
ACAGAANATTGAAANACAGANNTTTGTTTTTTTACCCCNGTNAGCACCAGTTANACCACA
CCATACTGCCGTCTGTTTCTAATCTAACATTAACTAATGTGCTACCTGAAGCCTGTACAG
TCTGANATGCTTCTGTGTTTGAGTT
>BJ525123 ID   BJ525123   standard; mRNA; EST; 585 BP.
GAGGGTGGTCTACCCTCTGTTCATTCTGTATGAGACTGGAGAGACCTATGTGAGCTACAG
CAGCCTTTCCAATGAGGTGACCCTGAGCAGACCAGCGGGGCCCCTCCCCATGTATCCTGC
TGCGGAGGACAATTATGGCTACGATGCCTGTGCCATTCTGTGCCTGCCCTGCGTTCCCAA
CATCCTGGTGATCGCCACGGAGACGGGCACACTTTATCACTGCGTGGTGCTGGAGTCCGA
AGAGGAGGAGGAGACTGGAGCAGTGGAGAAATGGACCAGAGGAGGAGAGGCGGTTCCTGC
TCTCTACGTCTTCGAGTGCGTTGAGCTGGAACTGACGCTCAAGGTGGCGGCCGGAGAGGA
GGAGGAGCCTCCGGAGCTGGATTTCACCTGCCCCATCCGACTTCACAGAGATGCCCTCTG
TCAGCAGAGGTACCATTGCACCCACGAGGCTGGAGTGCACAGCGTGGGGCTGATATGGGT
CAGCAAGCTGCAGAACTTCCTGCAGTCCAGCGAGGAGGATAAGGACAGCTTGCAGGAGCT
CGCAGCTGAGAAGCGCTGCATTGTGGAGCACATCTTCTGCTCCAG
>BJ525162 ID   BJ525162   standard; mRNA; EST; 662 BP.
TTCGGCACGAGGCGACGCCNTGGCGGTGCTGCCAAAACTCTCCACAGGCCTGGATGTGAA
CGTCCGCTTCACCGGAGTCACCGACTTTGAATACACACCGGAGTGCATCGTGTTCGACCT
GCTGGACATCCCGCTGTACCACGGCTGGCTGGTCGACCCGCAGAGTCCAGAGATAGTCGC
TGCTGTGGGGAAACTGAGCTACAACCAGCTGGTGGAGAAAATCATCGACTACAAACACTC
AGCAGAAAGCAGCAGAGTCAGTGAAGGTCTGGTGGCAGAGCAGTTTCTGGAGTCGACGGC
CACCCAGCTGTCGTATCACGGTCTGTGTGAGCTCAACACCACCGCCNAAGAGGGAGAGAT
GTCCGTCTTCTTCAGAAACAACCACTTCAGTACCATGATCAAACACAAGGGGGATCTGTA
CCTTCTGGTGACGGACCAGGGCTTCCTGCAGGAGGAGCGCGTGGTCTGGGAGTCTCTCCA
TAATGTGGAAGGAGACGGGAACTTCTGCGACTCCGACTTCCGGCTGTGTCACCCTCCCCA
GAGGACTGCGAGCGGCGCCCAGCTGCAGCCCAGCGTGCAGGAGCAGCAGAGGCAGATCGA
CCAGGATTACCTGGTGGCAGTGTCCCTGCAGCAGCAGCAGGGGGATGCGCCCGGACCCCT
CA
>BJ525166 ID   BJ525166   standard; mRNA; EST; 503 BP.
TCGGCACGAGGATTTGCGGGTGTCTCTGCTCCCTAACCCCTGCAAATATAATCAAAAAAT
GTAAATACTGGAGCTAAAGTTTGGGTGTAAAAGAGTTAAATCCTGAAACATTTTTTTGTT
CTATCCTGGTTGGTCCAAATCCCGAAGTCTCAGTTAACACTCAGATAGTTACGGTGCAAA
AATTAAGCACTGGAGCACTGAGTCTTTCTTTCATATTCATTAAACAGGAAAAAATAGGTA
TACCTTTGTTACATTTGTTCTGTTTTCCCTCCTGTCTGACAGCCAGATCACTCCATCAGT
TGTATGACTAATATAATTCTCTGTTTACACAGCGAGTCCAGGCTCTCTCCGCACAATCGG
CAAATATCANACACCTCANACACAAAGTCAAATTAAACATACTGTCAGAGGCGGTGGTTG
CCATTCACGCAACCAGGAGATTAACAAAAGGTTGGCGTGTTATTTAGGCACAGAGTCTGG
TGAAAAGATATGTAANAAAAAAA
>BJ525213 ID   BJ525213   standard; mRNA; EST; 525 BP.
TCGGCACGAGGCAGCATATCTGGACTGCTGGATCTCTCTCTGCTGTATCTCCTTTGGATC
AGCGCCACCTACCTCCTCTTTTCATGGTACATGACCCTGCTGCTCTTCAGGATCTTCGTC
ACTGAGGCCTACAGCTTTCCTGTCCAGTCCACCTTTACTGAAGAAGCTCCTCAGTGTCTT
CCTAAAGTTCTGTCAGAAAAGCAGCCGATGATCCTGAAGTTTCTAGCTCTGCAGGACCTT
TCCCTGCTGTCGCAGCATTCGCCATCACGCCGCAGCCAGGTCTTCAGCTTGAGTCAGCCA
GGAGGACACCCCCACAACTGGAACGCCATCAGTAAGGAGTGCCTGTCTCTCCTGGCCGAC
CTGACCCAGAGATTGGTGTCGTATCACGAAACGGTGGCGACTAACGGCAGGACCAAGTCC
CTGTCCAGCGGCAGTGACAGGAAAACGTCGTCCGAGTCATCGGGTACGGAGGACTTGGCG
AGCTGCAGACCCACCTTCCTGATGAAAACTCCAGCTTCGGTCTTT
>BJ525235 ID   BJ525235   standard; mRNA; EST; 636 BP.



GATTTTTGTTTTGGTGGGAGAAACGCTGCTGAGGGCGGCTCTAGGTTGTCATGACAAGGA
GCAAAAGCCGGTGACTCTGTCGTCTTACGTCCCGGTTGGAAAAGAATTCACAGAAATAAT
GCATTCTTCAGTCTGCCAAAGGTAATTTTTGATCATATATACATGGATATTTTTACTATA
AAAGGCTTAAGTATAGCATGGTATAGGCCCCTTGAAATGGCTGTGTTTTCGGCACCATAA
GGTGCGCTGTAATATAAGGTGCAAAAAAAGGTAAACTAGGCAAAACGAGTTTAGTTGAAC
TTTATTCCAATCTTTAACAATCCACTCACATTATTTCTTTTTATCAATCTTTTCCAACAA
ACCTATTAAAGTGTCTGAATGAAATAACCGCAACATTTTGGAATCAAACTTGCCAGGTTC
CCTCTCATCGTTGTTGGACTCTGTTTGCTGCCAAGTGGCTCTTCAGCAATGATGGCAGGT
TTAGTAGAAGCTCATACAACAGCTACAGCTCAGACTTTAGCCCATATGTCCATTCACAAA
TGGAGGAGCTGCCATCCGTCTGTCATCCATCGCTCCCACCACTCTATCCTGCTGTTCCTG
CCGTGGCACCGGGAATGAGTCTTTTTAGGCCTGAAG
>BJ525310 ID   BJ525310   standard; mRNA; EST; 168 BP.
TCGGCACGAGGGCAGTTACTATGGTGGCGGTGGAGGCGGAGGAAGCAGAGGCTCAATGAA
TGGACTTGGTGGGGGATGGGGAATGTAGATATTTTTTTTTTTTGTTTTTTTCNCCNCTTG
TTAAATTTTTTTTTCTTTAAGNCANCATTTTGCTAAAAAAACTGAANC
>BJ525350 ID   BJ525350   standard; mRNA; EST; 168 BP.
CCCTGACNCTCCCNTGTCTCANATCTNCNGCGCTTCTCACCTGCTCANACTCTTTGTGAG
AATTGGAGCCNTGCTNTCCTACNCTCCNCTGGATGANAAGAGCCTTTCTCTGCTGCTCAN
TTATCTNCNGGACTTTCTGAAGTATCTGGTGAANAACTCTGCTTCACT
>BJ525354 ID   BJ525354   standard; mRNA; EST; 102 BP.
GGCACGAGGCTTTTCTCGATGTTTTTATACGGGTTTTAGACATTTATGTTCCACAAAAGC
AATCTTTAAATATATATATATATATCTCTATCNTATATANAT
>BJ525361 ID   BJ525361   standard; mRNA; EST; 255 BP.
AAAAAAACAACCNAAAAAACAAAACAAAAGGAGCTGATATTTTAACTTCAGTGTTGTTGC
TCCTTTTTTGGTCTGGTTTGACAGGTGCCGTGGTGCNCGTGAAAGGCTGTGTGAAAGTGT
GTGTGTGAAAGTGTGTGTGTCTGGAANCTANCATTTTGTTCTTGTTTGGAGGCGCTCCTT
CAACACACACGCAAACAGCANGTTGTGGTTGAATCAAAAAGGGATCACTGATTGAACACT
GATGTTTGGCTGTTC
>BJ525376 ID   BJ525376   standard; mRNA; EST; 546 BP.
CGGCACGAGGCCAAAATGAACTGAGTGCCTGGAAATTTACACCTGATAGGAAAACCAGGA
GCTGGGGCGGCAGCTATCGCAGGGACGAATTGCCCAGCTGGAGGCTGAGCTGGCCCTGCA
GAAAAAGTACAGCGAGGAGCTCAAGAGCAGTCAAGATGAGCTGAATGATTTTATCATCCA
GCTTGACGAGGAGGTGGAGGGGATGCAGAGTACCATCCTTGTCCTGCAGCAACAGTTGAA
AGAATCCCGTCAGCTGATTTCTCAGTCTCAGGGGCTCTCAGCCGGAGCAGAGCCCAGCAG
GACTTCACCCGCTGCTTCCAACTCATCTGCTGAGCTGTCCACAATACAGGAGCCCAGCGC
TGCCTCTGAAGCAACAAGCAGAGACTACGGGAGGGTGTCCAATGGTCCAAGCAATGGTAA
GTCATCTCANAGGAGGGAGACCACCACCCCACCCNACTTATACCGGGAAGTCAGTAGCAC
TGAGGAAGATTTCCCAATGTCCCCCATGGTGTCCAGCCCTGGTGACGCTNAGACCAAACT
CTCCNA
>BJ525390 ID   BJ525390   standard; mRNA; EST; 172 BP.
GGCACGAGGTTGAAGTGTCGGCTCCTGAAAAAACGCTTTTTCTAACCAGAAAGACGATGC
CTGCTGAAAAATGTCAAATCTAAACAATGNTAATCTAAACTGCAATAGTGGGGAAAAAAA
GGAATGATGTTTTTTTTTTTTGTNACNACCNCCTTNGGATNAACNTTTACCC
>BJ525393 ID   BJ525393   standard; mRNA; EST; 376 BP.
GAGGCTTTGTCGACAGACTGCATTATGGGGAAAAAACCGGAGATCTCGTCAACACTAAAT
CTGCTCTGAGCTGAAACTGTGCTAAAGCCTCACAGCAGACACCCCCCCCCCTTCCTCTTT
CCATTGTTTATTATTTTTTTAGCGGTCCCTTTATTTATNGNGGCATGACGTAAACCAACA
ACCANAACGGCGTTCCTCCTTTAGTTCCNGGTTATTATTTTTTANAANAAACAGAAAAAG
CGCTTCACCCCCCCCCTTCACTACCCCGGTACCCATCACCACACAGGTGCTTAACCAACC
NCTNTTTAATTGTTGTAAATAAATGTAANATTAANAANGTAGNATTTTTGGATGAACACT
AAAAGTCTGNGTCNAC
>BJ525399 ID   BJ525399   standard; mRNA; EST; 598 BP.
GGCTTCCTGGAAGCACCGAGAGCCCCCGACGCGGAACTTTGCCCGTCCCCTGTCCGAGGC
AGAGCGTAGTAATGCGGCTTTAGCAGCTTAAAAAGGCTCCAGCTCCTTACGGCTTCCCCG
AATCGTAGCCAGCCGGTGCTTCGGAGCGGATATTTCGACATGTTTTCTTAAATCGCGGCT
AACTGGCTGGTTACCTCCGGGTTAGCGCATTATATCATCTTCCTGCCCAGATTGTCTTTT
TCGACGGAAACTTCGAATAAACAAATCATTGGATCATCGGCCGCAGGACCAGAAATACCA
AAATGGAGCCCAATTTCGGCAGCACCAGTCCGGTTAACACTCTTTTCAAAAGCAGGCCCG
ATGGGATCCCCGGGCTTTCCGCGCTCTCCTTGCCCGACTTCAGTGCAAAGAACGCGCACT
GCAGGAACCTGTTCTCCCCCGGACCCACCGCGGTTCTCTCTCCGGTCACAAATCTGGCTT
TGGACATGAACAACTTAGTCGTACTCGGAAGCAGCCAGTGTGAAACCCCGAAGAGGAGCA
AGCCTCCGCTCCTCCAGAAGGTGCCATCCTTTGCCTCAGACACCTCCTCTGATGCAGG
>BJ525464 ID   BJ525464   standard; mRNA; EST; 597 BP.
TTCGGCACGAGGCAGCGGCAGCCTTCACCTCTGCTGTCTGGGAATCAGACATGACTGAAC



AACAAGAGGAAAACTGAGACCACCAAGTCCTGAGCATCCCTGCATATCACCGCCGTCATG
GCGACACACGGCTGACCCTCATCAGCAGACTGTTTGCACTCGTCTGGATTGTTTTATTTG
AGACTTTGGATGTGAGGAACTTTTCGAGTTTCTGGACAGCGGAGGACTGGCATTTTAGAC
CCTCTGGAGAACGCCGCGTTCGCCGCTTCACCTTTTAAACCTCCGACTGTGGACTCTTGT
TTTATCCGGATTTCTAAATGACACGACGGACTGATGCCGGCGTTCTTCCCCACGTACTGC
GTTTGTTTTTCTACCGATCCTTCCTTCCAAACGACAGCTGAACGCCGTTGTCCACGGATG
CTCACGCTTGTGTTACTATGAGGACACGCTAAAGGGCGGAGCCTCCGTCTTTTTCTTTCT
CTCTGAATCCAGCAGCTCGTTGACTGCCGTGTCAAAAAGGTGGAAAGCATCTGCCGTCGC
CCGGCTCGGATCCGGAGAAGTGGGATTTCCTGCTGGCAGGTGGAGCGAGAAGCGACG
>BJ525481 ID   BJ525481   standard; mRNA; EST; 463 BP.
TCGGCACGAGGGTTTATAGTCACAGCATTGACTTTATCAAACTTTCTCCATTTGCTGAAG
GGACGGTCACAAATGCTGTTCAGTGGTGTGTGCTCCCCTCTTGTGGTCAATCGAAGTACA
GCAGTTTTTCCTTGGCTTGAATGTCTTAACATGTTCTCTAAGATTTTTCAAAACAAACCT
GAATTTTACTTTTTTTTTTTAAATATCTCAAAACCAGTTTTTAAACCTTTCATCTCAAAT
CACTTGGCAAAGCGTTNTTGCCACTCACCTNAAAAACTACTTATTTAGTTTATAAAATGA
TATATNGTTATCCNATTTCAAAGNAAAAACTTTTTTGNGCTTGAAATTAATTGTTAATTT
AAAAATAACAATTATCTGACACTTATNGTATTTAAAAAACAGTTTATTCATGNGCCAAAN
AGCANAGCTTTTTTTAAATACCACCAATCAAACAAAAAAAAAA
>BJ525513 ID   BJ525513   standard; mRNA; EST; 401 BP.
GGGTCTCATATCCNACAATGATGAGACTCACTACAGAGAGGAAGTTCAGCACCTGACAGG
ATGGTGTGCTGACAACAACCTCATCCTGAACACCTCCCAGACCAAAGAGATCATTGTGGA
TTTTANAAGGACTAGAAAGGTGGCACACACCCCCCTCCTCATTAACGGGGAGGAGGTGGA
GCAGGTGGACCACATCNAGTTCCTGGGAATCCACATCACATCTGACCTCACCTGGTCGCT
GCACACATCCCACCTGGTGAAGAAGGCTCAGCAGAGACTCTTCTTTCTCANGAAGCTTAA
AAGGACTGGACTTTCATCACAACTTCTGGGGAACTTCTACAAGGCAACCATAGAGAGCAT
CCTCTGTCTGAGTGCTACGGTGTGGTACGGGAGCTGCACCG
>BJ525524 ID   BJ525524   standard; mRNA; EST; 869 BP.
TCGGCACGAGGGCAAAAACTGTGACACTGAGCGTTTCGGAGCAGAAAAAGAAGATGGGTG
AGGCGTCTGCAGATGTGGTCACCCTGGACCTCCTGAGAGCAGCCAGAGAGACGGTGAGGA
CCAGTCCTCTGGGGGTTGTCCGGACCCCCACCATCAGCTGGTCTCAAACCGCTCTACCGC
TGAGCGTCAGCTGCGACGTCCACATCAAGCTGGAGAACCTGCAGAGAACCGGTTCTTTTA
AGATCCGGGGCGTGGCCAACCAGTTTGCCAGGAGGCCGAGGGGTGGGCACTTTGTCACCA
TGTCTGCAGGGAATTATGGGAAATCTTTTGCGTATGCCTTAAAACACTACGGCTCANAGG
GAAAGGTGGTGATGCCTGAAACCGCCCCGGAGTCCAGGTCCGTGCTCATCGAGAGTTTTG
GAGCAGAGGTGGAGCGGGTTCCCACGTCGGGTCTGATGACCGCGGTGCAGCGCTGTGTGC
GCGAGGAGAACATGACCTTCCTGCACTCCTACGATGACCTGGACCTGATAGCGGGACACG
CCAGTCTGGGCATGGAGCTGCTGGAGGAGGTGCCGGGGCCCGACGTGGTGGTGGTGTGCT
GCGGTGGANGCGGTCTGCTGGCTGGAGTGGCTGCAGCCATCAAGCTGTCAGGCTGCCATA
AAACCANAATCTATGGCGTGGAACCGGAAGGAGCCTGCACCATGTTCACGAGCTTCAGGG
AAAACAAGCCAGTCTGGATGGANGCTAAAANTGTCGCCTCTGGCCTCNCACCGCCCTCTG
CTGTCTGGGCATGGAACTTNCTGGANGANGTGCCNGGGCCCNANNNNGNNGGTGGTGTCT
TCCNNNGNANGCNNCTNCTNNNTGNANNG
>BJ525551 ID   BJ525551   standard; mRNA; EST; 331 BP.
GGGTCTGGCGCCACCTGGTTGGGAGGGCCCACGTGCCTCTGCGCGTACGGGTGGTTTGGC
ATGTCCTGCACACCTTGCGGCGTGGGGAGACACCTGAGACCGAGTCCAGCGGTCACTTGC
TTGTTGGCAGAACCCCAACCAATGGTGGCGTTCGTCATCAGGCCCTGTCCGGCGCCTCCG
GAGGAATGCAGGTCCGCCGTTGCCCTCTGGTGCTGAACACCCGCCGCGCTGTTCATCCTG
AACGACTTTCCCGGAGGGTTGGGACCCAGGAACCTGGGCCTGCTTTGGTTCAGTCCGACG
CGGTTGTGGATGCTGTGCTGGAACTGGTTGA
>BJ525590 ID   BJ525590   standard; mRNA; EST; 654 BP.
TCGGCACGAGGCCAAAGAAAGCTTTTAAAATAGAAGAAGACATCCAACTAGCTAAACCAC
AGTGGCCCCCTCCAGAGAACGCCCCCACGTCTCCCAAACACCAACACAGAAAGGCTGTTC
CTAGAAGTGTACTCTGAAATTAACAGTTTGAGTCAAACAGTTTCATTTTCAAGTGACTAA
GTGTCCCTTAAAGATCACTGTATAGAACTGTAGGTACAATATGAACATTTATGGTTGAAG
GTCTTATTGTTAAGTGATTGAAAAAGGATTTTGAAAAGTAAAAATATGGAAGGAAACTGT
GTAAATATATGTATATCANATGGAAAAGCAGGTTGTTATAGTAGGTCAAATAAAAGTCAA
ATAAAGGTAGACACTGATGTTGTAAGATGTAAGAAGTGAATGTTGACATAAAGCTGTGTG
CTCAAACAGACAGGTTATAATCCAATGTGTCATTTTCCATTGATTTCAGTTTGTTTTTAA
ATGTTCCTGATTATCAGCTGACACGCTGATACGCCATCCAGTATTCCATTTACCCTACAT
ACTTGATTTTATCCACGTGAATAGGGACTTTATTCCAATCATTGTGGCTAGAAAAAGGAA
AAGAAACTGATCATGAAAACCGGATGTCATTTGATTAATCTTCCTGTGGGTTTA
>BJ525594 ID   BJ525594   standard; mRNA; EST; 114 BP.
GGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGANA



>BJ525654 ID   BJ525654   standard; mRNA; EST; 484 BP.
GTTTTTTGCTTACTGATTATTTTTCCAGCTGTCCCTCCCTACACAGTCATTACATCTAGA
TCCCGTCAGTGTGTAGGACAATGCACACCCCCCCTCCCTCCCTGGACGTTGTGACAGATC
TGCAGGGTTTAATATTATGGAATGAATGGTAGCCCTCTGAGTAAAGAATTGGGCCGTTGC
TGTTGTGCTTTTGGTGCTTTGTTTAGTATAATATTGAATTTATTTGCTGTTTTGACTGTT
TGTTACTTAAAGAACAATAACAGGAGCCCCCCCTCCCCGGAGTAGGAAAAATAGAATCTA
CTGCAGGAGGGGGGCTGAACTGGTTGTCTTTGTGAAGACCAGTCCATGGTGCTTTAGTGC
AAGTCCTTACTGAATCTCAGAAGAACAAACCCTGTCATTATGGGGGAGGCCATTTGGATC
TCAGACAAACATCTCCAGTGCACTGTAGACCTGACAGCACAACCCCCCCCCCCCCCCCCC
NTTT
>BJ525725 ID   BJ525725   standard; mRNA; EST; 529 BP.
AAGGGCGGAGCCATGACAGCGCCCCTGACGATGATGAAGAGGAAGAGTCATCAGACGAAG
AGGAAGATGATTCAGCTAAATACATCAATGCCTCTTACATGGATGGCTACTGGGACCAAA
ACGCTTTCATCGTGGCACAGACCCCCCTCCCAGATATCGTGAATGACTTCTGGCAGATGA
TTTACCAGCAGAAAGTGCCAAACATTGTCATGCTTTCAGAGTGTGAAAAGGATGATAAGG
ATTGTATGTACTGGGATGAAGACAAAAAGACTTTTGGATACTTTGAGGTGGAAGTTACAA
ACACAGAAACCTTTCCAGCCTTCATCTCTCGCACCATGAAAATTTACCACATTAAGAAGG
CGGAGACTCGGCAGGTGAATCATTTCCAGTTCCTGAAGTGGGAAAAAGAGCTTCCAGAGA
AACCTCAAGACCTCACAGACATGATCAAGCACATTAGGAGCAACTGTGGCAATGGGAAAT
TACAAAAGGGCATGCCTGTTTTAGCCCACTGCAATGATGGCTCCACCCG
>BJ525745 ID   BJ525745   standard; mRNA; EST; 471 BP.
TCGGCACGAGGAAAAATATGCCACAAAATGAGTCTGGAAGTTTGACCGCTTTTTGAAAAC
AGTATGGACATATAAAACCAGCTCAGTGGACCAGTGGTGGAGCGGCTGCGCCAAGATTAT
GGTTCGATTCCACATTCAGATTAAATTCTCCATTGAGAGGTTGTATTGGGGGGGTTCAAG
CACCAACATGTCTGTGATTGCAGCCCCCTGCCCCAAATGACTAGTCAAGTGTGGAGAACA
CATTTAACCAAACTCAGTTTGAGAGACTTTAGCAAAAATCTATAAATTTGTTGTTTGACA
TACGTGTTAGAAAAGGATGTGTGACGATTATGCAAAAACACAAAATGAGACAAAAAAAAA
AGGAATAAAATTATTTGGAAAACACAAAATTTAAACAAACTGTTGCATCAAACTTTTAAC
TTAAAACCTGAAATCCAACTTATTTAGGTTAAACTTTTTTTTTTCNTTTAT
>BJ525757 ID   BJ525757   standard; mRNA; EST; 576 BP.
AAATCAGTTTGAAGACGCACAGCGCTCCGTTTCGCTTCATAGTTAGGAAATGTAAAGGCC
CAAAGCTGATCCAGAGCGACACCACCTTGACTGGATGAACAAATGGCTTCTCCTCATGCT
GTTCTGTCCGACAGGCTCATCCTTTTTTTCGACACATCAACTGGGAGGATTTGCTTGCCC
GGAAAGTGGAGCCTCCCTTCAAGCCGGTGCTGCAATCAGCAGATGACGTGAGCCAGTTTG
ACTCAAAGTTCACCAGCCAAACGCCGGTCGACAGCCCAGATGACTCCACCCTCAGTGAGA
GTGCCAATCAAGCCTTCCTGGGTTTCACATATGTGGCTCCATCGGTTTTAGAAAACATGA
AGGAGAGGTTTTCCTTTGAACCAAAGATCCGCTCTCCTCGGCGGATCATGGGCAGTCCAA
AAACACTTCTCAGCCCCGGCTGGACCCGAAGCCCTCTTCTTCCCGGCGGAGGGCGGAGCG
TCCTTCAGTCTCCTCTGGAGCACGCCCATGGAGCTGTCCGCACCGGAACAGATGGACGTC
ACCAGCAGCTCCGAGGCCTCGGCACCCCTCCCCATC
>BJ525773 ID   BJ525773   standard; mRNA; EST; 471 BP.
ACGAGGGCATGATGAGATGTGCTCTTCTACAAAAAAAAAAAGGTTTCACCCAAGGTGAAG
CTTTTGCAGGAAAGTCTTTGTCACCAAACACTCCTCTGTTTCTGCCGGGATGCTAAAGTT
AGGTTGAACTTGAAAAATCCTGTTTTGGTTTANCCTACAAACAACTTGAAAAGCAAAGGT
ACTTCCCCATGCNAGTCCCTTCTTGAGTCTGATCACTTTCTAAACTTTGAGCCCACACAA
CGGTTTGATCCTTGGTCAGGGGGGCTTCANGGTCAGTTTCTTCAAAGGNGTTTTGGNACA
TGGNGGGTTTTATTTTATTTTNAAGGGTTCCTAACAAGGTCAATGAAAAAAAGGTCTCAA
NGTTTTCTCTTTCTCATCCAGCATTCTGTCTTTTTNAAACCAGCTGGCTCCNTTTTCTTA
GGGCCCAATAAAGTCCGTTTGTCCAGCTGTGCCCTGTTGAACCCCGTCNCT
>BJ525818 ID   BJ525818   standard; mRNA; EST; 610 BP.
CACACTGCCNAATGGTGTTCGAGTTGCATCAGAGAAAACCTTTGGAGAGACTGCGGCTGT
CGGAGTTTGGATCGATGCAGGAAGTCGATACGAAACCGCTAAAAACAATGGCGCTGCTCA
CTTTTTGGAACATATGGCTTTCAAGGGAACTAAAACTCGCACCCAAACTCAATTAGAAGT
TGAGATCGAGAACTTAGGCGCTCACTTAAATGCTTACACCTCANGAGAGCAAACTGTCTA
CCACGCCNAAGTTTTTAAAAATGATGTCCCGCGTGCAGTTGAAATTTTGTCTGATATTTT
ACAGAATTCCTTGCTTGATGAAAATGCGATTGCTCGTGAGCGTGAAGTTATTTTGAGAGA
GAGCATCGAGGTTGGAAAGCAGTATGAGGAAGTCATTCTTGATGAGTTGCACAGTACTGC
CTTTCAGGGAACTGGGTTAGGACGAACAATTCTTGGTCCTGACGAGAATATTCGCAACTT
GACCAAGAATGACCTGCAATCTTATATCAATACACACTACACTGCTGACCGATTTGTGAT
CGCGGCTGCTGGAAATGTTGACCACAAGCAACTAGTTGAATTAGCTCAAAAGTCCTTCGG
TAATTTGCCT
>BJ525855 ID   BJ525855   standard; mRNA; EST; 108 BP.
TCGGCACGAGGGCTATTTGGAGCTGATGAGCTAAGGACTTGTGCTTACTCCCAGTGTGGC
TGGTAACCAGTGCCGCCGCCCGTCTTCAACAGAAGGATTTCATGCAGC



>BJ525857 ID   BJ525857   standard; mRNA; EST; 190 BP.
TGTGGAGTCCCACTTTTCTTCAAGCCTCGCCCTTAAGTCTTGAGATCTTATAGATCCACG
TCATAAAATACTATNAAGATTTANAGTTTCTGTGCTTGGAGTCATTAAAATGGTTCGGCT
TTTGTTCNGTAGTCTTCATGATTCANAGTACATCTCTNGCATCTTANTCCAATTTGATGG
ATGGTGCAAG
>BJ525859 ID   BJ525859   standard; mRNA; EST; 399 BP.
AAAAACTACAAACATTTTTACCAAACAAGTATCATAAATGTAAATTCTCAGTTTCAACAT
TGTGTTATTTTGAATTGTAAATGTAACGGAACACAGTCCTCTGACGACCGGTACTCTTGT
TCCGTTCCTAAACCCGTCACTTATAAACGAAGGAACGGAAGTAAGTCGATCCATTTACAC
GGTGACACACGGCTCTTCCGGTCTGCCGCTGCGGCGTGCTTGGCTGCTCCTTCGGAGAAC
TACCTGACTCAGGTTTGTTGATAGATGGTTGTTGGAGAACCAGGAGGAGAAATCCGCGGT
TCTAGGTCTAAGAGAACAGGCAGGAGAGAACTACAGAGGACGAGAGGAACATCANAGAGG
CAGCAGAACGGCGGAGACGCGCTTACGTCATCATGACGG
>BJ525874 ID   BJ525874   standard; mRNA; EST; 114 BP.
GGGGTGTGTCTGCCACAGTGTTGTTCTGATCGTCTCTTTGTGTTTAAGCAATAGCCATCA
TATTTCTCACCCCGGGGAGCAAGAAACAAGCGTATTATCTTTTTTTTTTTNCCT
>BJ525915 ID   BJ525915   standard; mRNA; EST; 590 BP.
ACCCAGCCGCCCAGAACTCACCATCCTGAGCCCGACTTCAGAAAATGACAAGAAGCTTTT
TAACGACGTCTTCAAAAACAACGCANACCGCTCTGAGACGACNGACAAGCGACACAATCA
GAATTACTTCATGGAGATGATCACTGTTGAAGGAGTGTATGACTACCTGATGTATGTGGG
CCGAGTGGTCTTTCACATCCCTGACTGGCTACACCACCTGCTGATGGGCGGCAGGATCCT
GTTCAAGAACACTCTGGAGGCCTACACAGACCACTACCTGCAGTACAAACTCAATCAGGT
GGTCCAGGAGCACCGGCTCGTCTCTCTCATCACTCTGCTTCGAGACACTGTTTTCTGTGA
GAGAAGTCCTCCTCGCTCGACCCAGGACAAGCAGAGCAGAGCCAAGAGGACCTTTGAGGA
GATGATGAACTATATTCCAGACGTCCTGGGGAAATGTATCGGAGAGGACGCCCAGTATGA
AGGAGTGCGTCTTCTTTTTGACTGTCTGCAGCAGCCGGTTCTCAACAAACAGCTGACTTA
TGTGCTGCTGGATATCACCATTCAGGAGCTTTTTCCAGAGCTGAACAAGG
>BJ525919 ID   BJ525919   standard; mRNA; EST; 585 BP.
CAGTTATTTACAACCAAAAACCTGCAGTTTGGCTTCTTTTCCGGAAGCGTCTGTGCCGGT
GTTGGCAGCGTGATGAGCCTTCTCAGCTGCTGGGGGAAAAAAATATAATCAGCTTCTGCG
CAAACTCCGAGCAACTTTATTTTCTGTTCGGCTTAAAAAAACAAACTGTTGAGCTCTTCA
CGATAGAATTTTCCTCCACCTTCCAGAACAAGACTGTTTTTTCACAGGAAAGTCAGGCAA
ACCCCATTGAATGTGCCCACCTCGCGTCTCCGTGGACCCCATCCTCAGTGCCATTATCTC
CTGCCACGCCCCCCCAGAACCCGAAAAAAAGCTGTGGTTGGCAAAACGTTCCGAATCAGA
CAGAGATGGGAATTGGCGACTCAAAAATTGGACCAAACATCCNACCTCCGTTTCTCCTTC
GCCACTTTGAAAGGCTCGCCGTGTCCTTCAGATCCCTGCTCTGCTCCACTCACTCCTGTT
CTGATTTTCCTCATCTTGAATGTACAAATAACAAAAAATAGGGTCCAGTTCCAAAGCTGT
TGACCCTCTCCTCCCCTTCCCTCCCCCACCCGTTCGTCTGTCTCT
>BJ525960 ID   BJ525960   standard; mRNA; EST; 634 BP.
TTCNGCACGAGGGAGCCCGCCACCCCCAAAGCCCCCATCGGAACAGCTAACCTGTTAAAG
GACACGTCAACGCCGCTCCACCTGCAGGTGCACCCGGGACTCGGAAACTGGACCCTGGAG
GATTCGATCAACGAGGTGGTCCGGAGGGCCAATCAAGGCGGTCCGTCCGCACCGCCTCAG
AGTCAGGCAGAGTACGCGTCATCTGGATCGGCCTCGCCACCCACCCCCGAGCCTCTGCTC
AAAGTGTTCGAGGAGAAGAACAAGATCGGACCGCCGCCAGATCTGAAGAAGAAGCTGAAG
AAGGAGCTTAAAGCCAAGATGAAGAAGAAGGAGAAGCCGAAAGACAGGGACCGGGAGAGG
GAGAAGGGAAAGCTGAAGGATAGGAGCAAGGAGAAAAACAAGGACAGAAACAAGGAGTTT
TCCAAGGACATGAAGATGCCTTGGAAGGAGCTTGGAGGAAGCAACGAAGACCACTTTGGA
CAGCTGGACTTCAGTCTGTCGGACATCCCCATCAAGATCAAATCAAAAGACGGAGACGTC
CCCCAGAAAGAGAAGGAAAAGCATAAAGACNAAAAGAAGGATAAAGAGAAAAGCAAAAAG
GACAAGGATAAGAGGGAAAAGGGGAAAGACAGGA
>BJ525962 ID   BJ525962   standard; mRNA; EST; 589 BP.
GGTGACTTGTAGGTTAAAGTAGTTTTGCGTTTTTCCTCGCAAAGTTTCGCCAGCGCGTTC
CCGCTCAGCGCCCCGCGGAGCTCAGCATGGGCACCGTCCATGCCAGGAGCCTGGACCCCA
TGCCCATGCAGGGCCCAGAGTTGGGGGTTCAAGCTGATGATATTGAAGCTCCAGGAGTTC
AACAGGAGCCAAAGCAAGAAGTTCTTGAAAACAAAGATGTTGTAGTTCAGCAGGTGCACA
TAGATGGTCTTGGAAGAACTAAGGAGGACCTGCTGACCTATGAAATCGCTGAAGTCTTTC
GGGCCAAGAATTTGATTGATGTGATGCGTAGGTCCCATGAAGCCCGACAGAGACTGCTGC
GTCTCGGCATCTTCAGAAAGGTTGAGGTCATCATAGACACCGCACGAGGTGAACATGCTC
TTCCAAATGGCCTTGATGTCACCTTTGAGGTCACCGAGCTGAGACGCTTGACAGGCAGCT
ACAACACCATGGTTGGAAATAATGAAGGAAGCATGGTACTTGGTTTAAAGTTACCCAATG
CACTAGGTCGGGCAGAAAAAATGACATTCCAGTTTTCCTATGGAACCAA
>BJ525974 ID   BJ525974   standard; mRNA; EST; 158 BP.
CCCTCCTGAGGCCGGAGTGTAATCTATTACTGCAGGACAGCAAAGTAAAGGAGTAGTTTT
TTCAGTCACTGTCAAAATCTGAGGGTGGAAATCTGTAATCTGGTTTGAAATGTAATCTTG



TTTCCTTTAATAAAATTTGACAAAAGTGAAAAAAAAAA
>BJ526003 ID   BJ526003   standard; mRNA; EST; 378 BP.
CGGCACGAGGATTTTGTACGTTTTCTCCAGATGTCATATTGGCAGTAGTGGAGAAAATCA
TAGCTGGCAACTATTTTATTCACTTTTTTTTTTGTTTGTTTGATTGCNATATTTATATTT
TTGTAATATATATTTTTTCCATTATTGTGATGCCNGTGGATAACAAATGCAGGGATTTTT
ATGTTTGTTGAAAAAAACACTATTACATGTTAATGTTTTTGTTTTTTTTACATTAGNGGA
GTTTGATCTGTATAAAGNGCTTACTAATGTTAAATAGGAAAAAAACANAGTATATAACTT
GTTACATTACAGGTCTCANCANANCTCTNAAAGGATTTTAAAAGGAAAAAAAAAANCGTT
TTTNCCNGGTTTNCNCNC
>BJ526025 ID   BJ526025   standard; mRNA; EST; 390 BP.
GCCGAGCTGTGGAACTCAGAAGGATGCAGTCTACTGTACGTTCAGCTCGTTGTTTGCTTA
CGTAATGTGGGCAACAGGCGGCAAAGCAGCTTTGTTTTTTGTGGTTTGCAGTCGGCATCG
GTACAGATTGGAACGCCATGTCCTGCGTTTACTGTGGTAAGACTTCATGTGTCGTGCACT
AGTTAAGGCAGTACTGCTGTTTGGGTCACGCAATGTTTGTTTTCTAAAAAAACAATCAAA
ATCTTGGAGCCAAAGTGACACCATCATCATTCAACTCGGTTCATTTCACTTTCGTTTCTG
GTCGGCGTCTTCGATGCTTGTAGAGCAAGCTCGCCCTGACTTGGGTTGCATTTTTTTTTT
TTACTGAATCCNGAGTCTTGACAATGGTAT
>BJ526040 ID   BJ526040   standard; mRNA; EST; 670 BP.
GAGGTCTTGATCTAAAAAAAACTTGATCTGAAACGGCATAAAAGAATCGCGAGGGAAATA
TTCTTCTGTCATTATAAAATAAGTTTTCATTTTTATCATCTTTCTGAGCCAAAATATTTG
TATTTATTATCATTTTGTTTCAAGGTCCATCCTGCTGAGTTTTTAGGATCCCTAGCTATG
TTATTGTAACATTAGCTACCTGTAGAAGTGTTCATTTATCCAAATTGTATTTTTTATTTT
ATTCATATAGTTAGTGTCATCCTTTAGTTCGATGAAGCCAATTGGAGTTTACACTTGAGG
AATGGCAAAACATAGTTAAAGTAAAGGCTGAGTCAAAGACATTTTCCAGTGTTACCTGTT
GTTTTATTTGTCAGGATTGTGCAATGTTAACTGGGTTTACTGAAGATACTGACATTGTTA
TAAGCTGTTATAAATGTTTATCGGCACTTTATGATACTATTTGCAAAGATAAAACTTAAC
ACCAAATGAAGTTGCCCATTATATGTACAGTGTTGTCATTTCAAACAAAACATGTCTTGC
TTCATTTTTTTCTCAAATGTTGAAAAGGGTTTTTGTTGGTTTTCTGACCCAAGTGAAACT
TTTAACACTGTAAATATTGGGAAGTAGCTGCTTAGCAATTTGAAGCTTGGGTACTTTTTT
TTTTTTTTTA
>BJ526092 ID   BJ526092   standard; mRNA; EST; 532 BP.
GGCTTTGGCATGCTTCATGTCCACTTTTATCCTCCAATCTTTCTATCCTGCTGCGTGCTC
CGTCTTCGTTTGCACACAGGAGGACAGGAAGTTGTCTTTAGATGGTAAAAATTGGTGTTT
GTGTGTCTCTGTCAGCAGATTGAGAGCGACCCACTGGGCCCACAGTATCAGAACAAATCA
GACTGAGATATGGGTTTGTGCCATGTGAGTGTGTGTATGCGCTGCACATACTTGTATGTG
TACGTGTGTATTTCTTTTTAAAATGCACTATATCAGTTTGAGCTATAGCTCTGTGGATAA
TTGGTTTGGTGAAATAGTGCTGAGTGTCTGTGGCTATGGTGGCCTTCTCTCACACTCCCT
TTTGAGTGTGTCTGTGTGGGCGTTGGTGTGTGTGTGTGTGAATGAGTCTGCNATGTTTTA
TANATNANCCNATATCTGCGCTTCCNGCTTTTACTCTCTATTTCACACAGNGANGNGCTC
CNCTANGAATTCACTATNNANATGNTATTCTTCCTTACTGCTTTTCCTTTCT
>BJ526100 ID   BJ526100   standard; mRNA; EST; 673 BP.
GAGGCTGGAGGCGAGCAAGCTCTTCAAAGACAGAAAGGCTCTGTATCCAAGCAGCGTGAG
CCAATCCTTCAAAGGAGATTACCTGGAGATCAACAAGAACCCCAAGTATCAGAAACTGCA
CAGCGCCGTGGATGAGAAGGTTCTGCTGGCCGACACCATCAGCAAGATCAACAGGGCTAA
CGGAAAGGGTACACCTCGTATTTTCCTCCTGACGAAGAAGAGCGTCGTCCTGGCTGACCA
GAAAACGGGTCAGGTGAAGGCCAGCGTCCCTCTGCTGGACCTCGCCAGCGTGTCGGTCAG
CAAGCAGAGCGACGGATTCTTTGCTCTCAAACTCAAGGAGGGCTCAGCCTCGGCTGTGAA
AGGCGATTTCCTCCTGAGCAGCGAGCGCCTGATCGAAATCATCACCAAACTTTACCGCCT
CAGCGCCGCCNACGCGGAGCGGGTGCCGCTCAGCGTGGACATCTCAGACGAGTTCCTGGT
CCAGTTCAAAACTGACAAGGTGTGCGTGAAATTCATCCAGGGGAGCCCCAGGAACGGCAA
CAGCGCGTCCTGCAAGCGCAAAAACAACCGCCTGCTGGAGGTGTCCGTGCCATCAACGCC
GTAGCTCCAGCTCGCCACCCTCAAACATCACCTCGGAGCGCTCAACGTGCACTTCTGTCC
TGGTCTCCTCCAG
>BJ526118 ID   BJ526118   standard; mRNA; EST; 123 BP.
CGGCACGAGGGTTTGCAGTGGGGTGTTTTCCTACTGATTTAATTTTTTTTTTTTTTANAA
ATTGTTTTTGATTAATTTCTACAAAANGCNTTTAAAAGGGGATGTTAANTTCNNCAAAAA
GGA
>BJ526132 ID   BJ526132   standard; mRNA; EST; 724 BP.
TCCAAAAGGGAAGTTCTGGAGCCCTAAGAGACAATATTTCTCCAACTTCCACCACGTCCT
CCTTCTCCTCCGCCACACCCACCCCTGCACTCAGAGCTCGATCCAGAATCTCCACTTGCC
CGGGCAGCCTGTCTCACCGCAGTTCCCTGGAAGTCCCGTCCAGCTCAGGCGCCAACACTG
GGTTTGGATCTTCAGCTTTCTGTCGCTCCCTAGACTGGAGCAGCTGTGAACAACTTGATC
CGGGACAGTCCGTGTTTGATACAAACGCTACGTCCGCCCCGGGGTCTCAGCGCAACAGCT
CCATCCCAGACACAGGCACTAGCATCAGGGTGAGTGAAGACTCCTCAATGGTTGAGGAGA



TCTCTCGCCTCTCTGGCCTGTCCAGGGCAGTAGTTGTTGGACTCATGGAGCAAGGCGTGG
AGCTGGATATCGAATGTTTCCAAACAGATTCTGCTGGTGAGGTGAGGAGTCACAGTAAAA
CTCGCCTGGCGACACAGATAGATTCGCCGCATGACTATGCCCGACTCGCTGAAGTTAGTC
CTCAGAGACCGATCCAGCTGTCTCTCAGTGTCACCCACTCCCCGCAGTCCCAGGCCAGCC
TCACGCCTCCTCTGTCCCATTCCAGCAGTCCCATCCTTCCTTACCAGTCAATTCATCTTC
CTCCCCCCCATTACTTACCCCAGCACCACCACAGCCCCTCTNCATCTGAACTCCCATCCT
CCAC
>BJ526160 ID   BJ526160   standard; mRNA; EST; 684 BP.
GAGGCGGAGATGGATCCGGTGGTGATTGCCTCCGAGGGCGTGGAGAAGTTCAAAGCGGAG
AACTTTGAGATCATCATCGTGGACACGAGCGGCCGACACAAACAGGAGGACTCTCTGTTC
GAGGAGATGCTGCAGGTTTCCAACGCTGTGCAACCAGACAACATAGTTTACGTGATGGAT
GCTTCCATCGGTCAGGCCTGCGAGTCTCAGGCTAAAGCCTTCAAAGACAAGGTGGACGTG
GCCTCGGTGATCGTCACCAAACTGGACGGACATGCCAAGGGGGGAGGAGCCCTGAGCGCC
GTGGCGGCCACCCGGAGTCCCATCATCTTCATCGGGACGGGAGAGCACATCGACGACTTC
GAGCCCTTCAAGACGCAGCCGTTCATCAGCAAACTCCTCGGGATGGGCGACATCGAGGGT
TTGATCGACAGAGTGAACGAACTGAAGCTGGACGACAACGAAGAGCTGATCGACAAGCTG
AAGCACGGGCAGTTCACGCTCAGAGACATGTATGAACAGTTCCAGAACATCATGAAAATG
GGCCCCTTTGGACAGATCATGGGTATGATTCCAGGTTTCGGCACAGACTTCATGAGTAAA
GGAAACGAGCAGGAATCTATGGCCAGATTGAAGAAACTGATGACCATCATGGACAGCATG
AATGACCAGGAGCTGGACAGCAAA
>BJ526168 ID   BJ526168   standard; mRNA; EST; 113 BP.
ATGGAATTTACTTTTTATAGAATTTAATGACTTTATTTTGATCGAAGTACAACTTTATTN
CGAAGCTTTGAAAGACTTTTTCCTTGCTGAACTGNAACTTTTAAAATCCTAGA
>BJ526219 ID   BJ526219   standard; mRNA; EST; 626 BP.
CGAGGGAACGACAGCGTGGACGGCGACGATGACGCTNAAGAAGAGGAGCAGTCTGTGGCG
TCCGTTAGAGAAGATTATGAACCAATCAGTGACGACGAGCTGGATGTGATACTGGCCGAC
AGTCAGAAGAAAGAAGATCAACCAGAGGAGGAGAAAGTCACTGGTCCTCTGGACGTGATC
GACGTGGACTGGTCCAGCCTGATGCCCAAACAGAAGCAGGAGCCGCGGGCCGCAGGAGCC
GCCCTGCTCCGCTTCACGCCGGGCGCCGTGCTCCTGAGAGCGGGAATCTCCAAGCGCCTC
GCCGGACCAGAGCTGCTCGAACAAGTCAAGGAGGTGTGCAAGTCGGAGCTGGACGATCCC
AAAGACCTGGAGAAGCTCTTCGAACACGACCTGGGAGCTCTGAACATGGCGGCCCTCAAC
AGGCGGGGTGGAGAGGGCCGGCTTGCTGAGCAACCTGGGGCCCTGCTGCAAGGCTCTGTG
CGCTCGCCGGGACTTCGCCATCCGGCGCCAGCTGTTGAAAAACGAAGAAGGGGTTGGCCA
AGCAGTACCCGGCCACGCCTGTGGTGGACAACGACCTGCTTCAGATGAGCATCCGCCTCT
TCAGAAGGGACCGTGGCGGGCCAGAC
>BJ526265 ID   BJ526265   standard; mRNA; EST; 627 BP.
GGTGCACCTACCCGCACAAATACNAAAAGAGAAAGCTGCATGGTAAACAAGACGAAGACC
AAGGTGCAGATGAAGACACAGAAGAGAAGTGCACCATCTGCTTGTCGATCCTGGAGGAGG
GCGAGGATGTCAGACGTTTGCCGTGCATGCACCTCTTCCATCAGCTGTGCGTGGATCAGT
GGCTCCTTACCAATAAGAAGTGCCCCATCTGCAGAGTGGACATCGAGGCGCAGCTGTCCG
CTGAGAGTTGATGCTGTTGTTCTAACATTTTAAAAATTCTTAAGAATTTATTTTCAGATC
ATACTAATTTCCTCTTCAGTTCTCCAGTCAACCAAAGATGGCATGAATTACCTGCGCAAC
TCTNTGAGAAATAAAAAAGTATAAAAAAAACCCCACATCTNACAGAAAAAGCACTGACCC
CTAGAGTGCCGGCTCTCGCATTACTACNACGGGCTAGACTTCTTCATTAAGGGTTAAAGA
TTTTATTGTATTTATAAAGCTTTTATGTAGCTTTCAATTGTTTCCTCAAGTGTCATTTGT
TTTGTTTCTTTGCATGTTTCCTTGCAATGCATTTCTTTGCACATATNATTGGGCTTTTCG
CAGTTGCAGTTGAGGGAAGCTGCTCTA
>BJ526313 ID   BJ526313   standard; mRNA; EST; 564 BP.
GAGGCTCANACATGGCTGTTTATTGAACATAAACTGCATGTGAGAGCAAGTGTGTGAGGC
TTCAGAGCCATCTCAGACGTTGCTGTGTTTCCAGGGCAACTCAAATCAAGACGTACTCAT
GGGACAGCGCTCAGGTGGTCTTGGTGGGGAACAAGTTGGACTTGGAAGAGGACAGACAAG
TCCCGAGACAGGATGGTCAAAGAGTGGCCACAGAACTGGGTGAGCACTCGAAACTCGTTT
GTCTGCAAGAACATTCAAAATTGTTGCATCAGTTGGTCCATTTTAAAAAGTCTCTCTTCT
TCTCTTGCTCCACAGGCTTTCAGTTCTTTGAGGCCAGCGCTAAAGACAACATCAATGTGA
AGCAGGTCTTTGACAGGCTAGTGGACGTAATCTGCGAGAAGATGAACCAGAGCTTCAACG
GCGATGCCAGTCCATCAGTGAGCCAAAAGGGGGACGGGCTGCAGGAGCAACCCCCTCCGA
GTCAGGGTGGATGTGCATGCTGATTTTTGGAAAAAAGGTTTCTTGTCCCATGCCAAACAA
AGATATCCCCAATCTGTAGAAATA
>BJ526336 ID   BJ526336   standard; mRNA; EST; 485 BP.
GCACGAGGCTTTTTCCAGAACCGCTGCTGAAACCTGACTGAAGGACTGATCAATCAAAGC
AGCAGAAACACTTTTTCACATTTATTGTTAGAAGTTCTGTGTGAAAATGCAGTCAGTCAA
TCAAAGGGACCCATGCTTTTGTTTTTTTCCGATTTCCTCTATAAATGGATGTTTTTCCCC
GTCCAGACTGTTATTTTTTTTCCTTTTGTGCCATGTGTTGCAGCCTTTGCAGTATGTCGG
GGTGGAAGTTGCTTTTTACTGGAGGGGGGGCGGGTTGTTGCTATGATTCCCCCCAGCTTT



CCCTCTGCGTCGTTCTGTGGAGCTGTTGATGGGGCTCACTGTAGTTTTAGTTATTGCCAA
ATTTCACATAAACGGGAAAGTGCACTTAGTTTTTGGAAAAACCTTAAAGAGGCAAAGATC
CATCCCAACGTGCACTCCTGGCTTTTTTTTTTTTTAAANAAAACACCCCCTTTTTTTTTT
NNTTT
>BJ526343 ID   BJ526343   standard; mRNA; EST; 193 BP.
AGCCTCCCACTACATTCTTCTCTTTTGTTTACATTCAGATGAAAAAAAAAAATCCTCGTG
TGATGTAATGACTGGGGAAACTGATCAAACTGTCGATTACNCTGTCTATCTGGCATAAAT
CCTGTGAAGTACTTTGTTGTGACGTTTAATTTATTTTGATCTATGTTTTTCTTTCTTTTT
TTTTTTTTTTNGA
>BJ526364 ID   BJ526364   standard; mRNA; EST; 623 BP.
GGGGTACGTCTAACACAATAAAACAGGAAATAATGACAAAATCATATTACTGCCATTTGT
ATTAGAAGACCTGACAGTTATCGTCTGCATTGCAGCATCATCTGTTTCAGTGACCCCCAT
TTCTGCCGCCGTGCACCAATCCTCTCAAGCGGCGACAGTAAAGTGCACACAGCCTGTCAG
ATAGCAAATAACATCATGCAAATCATCCAAAACAGTGACGACTGCTAAAATTGGATGCAA
ATGTGTGTGTGTGTGTGTGTGTGTGAGGGTAACTACAAAGCAGCACAGCAAAATCAGAAG
GATGTGCAATCATCAAAAGAACGCCAAAGCAGGAGCTGGAGAGCTTCCAGCTAACGGCAA
CACANACACTTCTTCATACTCCCACGGANATTTTGAAGGCNTCATAAATTTATCTTCAAA
CGAATACCTTTCANGCCTCTNATGGCACTCGGGGTGAAAGTGTGAGCTGGAAAACTCGCA
NCANCTCATCTGGGGATGAAAAGAAGAGAGTGTCTGCGTGAAGACTGACAACATGGATGC
TCANCTGGTTGTTCGCCGTAATTGATCAGCTAATTATGTTTGCGAAACAGAGAGGCTTGG
TTTGTTTATTTAGATGTACCANA
>BJ526366 ID   BJ526366   standard; mRNA; EST; 112 BP.
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGNGT
>BJ526393 ID   BJ526393   standard; mRNA; EST; 435 BP.
TTCGGCACGAGGATTTAAAGTGTTTTTTGTTGTCAAAGTTTTAAACAACTTTGAGAATTT
CTCGTTAATTTGAATCAAGATCAATAACTTTATTTATCTTAACGATAAAAAGCAGTAAAA
CTAAGAAAACAATGCAGGATTTGCTGAAGGTTGTCGTACAGAATATGTAATAATCGGGCG
TGTTCAGCGGTGCGAAAGCTTCCTGACTTTATTCTAACAGCACTAAATTGAAAATCTGTA
GGTTTTGAATCTTTATAGGTGGAAGATAACTTCATCATCTGATGCTGTCCCTCACCTCTG
CTTCCTCTGGATGTTTTCTCCAGGAGTACTTCCTGAAGTCGGAGATGCCCGTCGAGGGCC
CGGGGCCTCCGCCCTGCTCCGTCTCAGACTGCCCCAACTGTCTGACCCCAGGCTCCGCCT
TCATCATGTCGAAAA
>BJ526394 ID   BJ526394   standard; mRNA; EST; 162 BP.
ATTCGGCACGAGGGTTTGTTTGTTTGTGCGTTTGGGTTCGGCTTCCTCCCCCCTCGTGTG
TCTTTGCTTCCAGTTGTGACAACGTGAGCTGCGTCTGGCTGAATGCGGGTAGTGATGAGC
TCTTCAATGTTTTTTTTTTTTNATTTCCCCCCANACCCAAGT
>BJ526395 ID   BJ526395   standard; mRNA; EST; 622 BP.
TCGGCACGAGGCTTAAACCTGCGTAGCAACACTTTGGTTGACAGGCTTTCACATAGACTT
TTCATTGAAAGTGGAATTTCAGGTAACTGCAATGACACTGAAGAAACTGGTTGTCTAAAT
AGGACTGTAAATAGGAAAGTCTAGGTTTGTACCCACAGCTTCCTGCACACAGAAACGAAT
TAATAATGACTCAGAGACAGGTTCTTATCTTTTGAAGTTTACTCTGTACAAGCAGCACAA
ATCAGGATGTATGAAGGGTTACAGACAAAATGAACAGAATGCATTCAAAGTCCGCACACC
GAGATGCAGGAAGATGGGCTTGGTATATAAACCCTGAATTTGCGTATTCAGAAGGTGGTC
CGATGGACAAAGATGTGAAAATCACACCCACAAGTTGTTACAGGCGAGGTGCTCCAAGGT
CAAGATGCTTCAACCCTCATATATCTCTGAGGCTCTCACGGTCGTTTAGCAGAGCACACA
CACCAGCACACACAAAAGGAAAAGGGAGGATGGAAGAATTCTGTGACAAAATAGTTTTGT
TGTGCTGTCTTCAAATGTAATATAATTTTGAGATGATAATATGTGCTTAATGAATTATGT
TTGAACCATTAGTGTAGTAAAA
>BJ526398 ID   BJ526398   standard; mRNA; EST; 640 BP.
TGAAGACTGTCATCTTTTGTCTTCTGCTGCTTCCTCTAGCAGCCGTGGTGGAAAACGCTC
CAGTCAGAGCTCAAAGAAACAATGTGGTCAATTTTTTAAAGGGGACATTTGGCTCAACCA
CAGAGAAGACCACCACAGCAAATCCCCCTGAGAAATTCAAGGAGAGTGATGAAATCCTGA
TTCTCGAAGGTGCTGCAAACCAGGCCGTTCCATGGAGGAGACCAGCAGGACAAAACCTGA
AACTAACTGACACGAGCAGCAGACTGATCGAGGATCACGACGGGCAGAAGCAAAGCGGAT
ATCAGGGACAAGTGCAAGCAAGGGAGGAGCAGAGCGATCTCAGTAGTGAGGAAGAAATGA
TGCTGGATGGTAAAAGAGTGAGACAAAGCACCAATCTCCAAAGACAGCCNGGAAATACAA
GGAAGAACAGGATGAGTGGCAGACCGGTCCCAGACCAAAGCCAGGAGGAGCCAGACTGGG
ATAGCTTTGAGAACAATCGGGGTGCAGGAGCAGCTGTGGACAACAGTCGACATGCAAACT
GTGATGAAACCAGAGAATGCTCCAGCGTGGAAACACACGCTGCCATTGGGCCCGACCGCT
TCCCAGCTCTTCCAGCCTTCAGCTAAGCAGCCTGCTGTTC
>BJ526400 ID   BJ526400   standard; mRNA; EST; 631 BP.
GGCACGAGGCTAAGGCATAACACCACTTATGAGTTTAAAGTGACTTGCCAAGAAAGCACC
AATAGTGGGCCACAGCATCGTGTGACAGCCAGAACCGCTCCGCTTCTTCAAATCAAGAAG



CCCACGGTTTCTGAGAGAGAGAATGTGCTCATGATGTCCTTCTCACCAGTAAACACAAAG
GATGTCAAGTGAGTATTGAGACACAGTGTTCTCTTATTTATCGCGGGGGATACATTATGT
AAATAACTCGTGATACGTGAAATCCAGGAAGTAGAATTACAGATGTTTTAAGGCAGGAAC
GCCCCTTAGTACACACTTTATACACGTAAATATTTTCCCACTTTACTGTCTTGTTTAAAC
TCTCAAAGATGAAATGTTTGAAGAAAAAAACTCTCCAGTGTTATAGAATGACCAGGATTA
ATATTTGTGTAACTCTGGCAAGCTGCATGGGAGAGATTGATTGACAATAGCAACAGCCAA
TCAGGACGCANATCACAGTGCATTGTTTAAGGAAAAAAAAGCTTACAAAGTTGCGCAAAA
CAGAAAGACTGCAAAAGATGATCTGTAATATAACGAGGGAACCCTTTATTTGGCCTCTGC
TGTTCTGTTTAAATTATATTGAAGTGTCAGA
>BJ526429 ID   BJ526429   standard; mRNA; EST; 640 BP.
TCGGCACGAGGATTCAGTTTTTCTCCAGGGTAGGAATACCTGATGAAATTCTGACAGACC
TGGGAACCAACTTCACCTCCCGGTTGATGAAACTTTTCCAACAGCAGCTTGGCATCACTG
CCATCAAGGCGACTGTATGTGAGAACTGTTGGCGCCTCGTGGTTCATCCATTTTATGCAT
CAGCAGCCTGATTCCTCGTGATCCTTCCGGTTTTTTGTTTTTGCACTTGGCTGACCAGGC
CATCTCCATGATTAATTCCAACAGACACAGACGCAATGCCTGGCTGGGGGAGGCTAATAT
TGCTGATGTTCTCACTGTTTGGCCTCACCATCCCTCCCAGTGGCATCTTTTGGCTTTAGG
TGGCACTCAAAGTGTTTTGTATCAGTTTAGTTTTCGGCTGTCATATCAGTCATGTTTGAC
TACATTTGTCAGACTCTGCTGGGTTGGTGTAATCCTATGGGTTCCCCTTTGTTTTGCATC
TTCTTGATGGGCCTCTGTGTTCCTGTTGTTCTGGATGTTTCTGTCTTGTTTTTGGTCTCT
AATTCTCGATGCTTTGAGTGGTTTTGTTATGATGATGACTGTTTGGATTTTTGGTCTCCC
TCCACTTGTTTTCTGATAGTCAATCCTCTCCCGTCATAAT
>BJ526435 ID   BJ526435   standard; mRNA; EST; 527 BP.
ACTTTTAAAGGAAGCATTTGTAAAGATCGGGCTGTCATTTTTTAAAAGAATTTTAAATGT
AAGCGTACTAAAAGAACTGGACCCAGCTAGAGCCCCCGTGTTTTTGAGTGACTGCTGTGG
AGCCAGACACCAGCTCCACACTAAATTCTAAGTCTTTGGTGCTGGTGTTTTACCTACGAA
AGATTCTGACAGCCTCCACACCCGAGCCCATCCCCCGGTGCTGACTCTGTGAATAGTGAC
GGACATAGACACTATATGGATACCGAAGACAGAAGGTTTCCTGGAAGCGACTGACCTGTA
ACTCTGTGGTGTGGATGTTTGACTCCCTGACATGACCACATTGAAATGCTTAGGTAAGCC
TACGATCTGTAGCTGTTGAAAACATATGCATTCCTCTGTAGCTCTGTCAAGTTTCTAACG
TTGGTTCCTTCTGGTTAAACTGGTCTTTTGAAAAAAAAAAGTGTGAGGATGGAAGGAAAA
AAAAAAGGCNTAAAAAATGATGTTTCAAAGGNGTTTTCCAAACGTTT
>BJ526437 ID   BJ526437   standard; mRNA; EST; 103 BP.
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
>BJ526439 ID   BJ526439   standard; mRNA; EST; 487 BP.
GAAAGGGTTAAAAGTGAAGGGAAAAAAAAAATAAAACCCAAGGAANACCGAAAGAANAGG
AGCTCTTCCCAGCANAAGGTTCAGTGAACCACATGTAGGTGCCCACAGGCTAATGGGCCG
GTTGGTCCCTGGCTTGCCAGGTATCCAGCATGCACGTCTTACACTCCCCAAATGCACGCA
CACACACACCCAACCACACATTTGCCCGCTTGTCGTCCTCCAACACCCACCCCTCCCACC
TTGACTCTTTGAAAATACCTCCCCCACTTTCCTCTAATCTCACCTTTTTCTCTGGTGCTG
ACCCGGGGAGGCCCACTTTATTCCCCACTGCACGCCAAAAGCCAGCGCTGTGATCGGAGC
CNGGGCCCCTGCGCCGGTTCCCCTCTCTTCTCCTGTCTCCCTGCCCTGCCNGCTTGCCTT
CCCNACGGCTCANCTCTTTNGATTTACTCCTCAAACCTATCCTGTCTGTCTCAGTTTCGC
ACCACTA
>BJ526459 ID   BJ526459   standard; mRNA; EST; 609 BP.
CACGTCATCGAGGATCTGGGGGGTGTCGTTTTGGAAAAGCAGTCGTTTGACCCGAGCTGC
TCCCACATCATCGTTGGGAGTCCTCTGCGTAACGAGAAGTATCTGGCAGCGATGGCGGCC
GGGAAGTGGATCTTGCACCGCTCCTACCTGGAGGTCTGTCGCGGCGTGGGCAGGTTCATT
CAGGAGGATGACTTTGAATGGGGCAGCAGCTGCATCCTGGACGCGCTGCCCTCCATCACT
TTGCAGCAACGCAGGCTGGCAACCGCCGCTATGCGCTGGAGAAAAGCCCTGCAGGGAAGT
AGAGAACGTGAGGGAGCCTTCAGCGGATGGACGGTCATGCTAAACATCGATCAGAGCAGA
GAATCGGGCTTCAGACGGTTACTGCAGTCAGGCGGAGCGAAGGTCCTTCCCGGTCCGTCA
CCTTCCTTGTACCGAGAGGCGACTCACCTGTTTGGCAGATTTCAGTCGGCTAAAACCCGA
CGATTTCAAAGTGGACGTATCGCAGGCCAGGTCGCTCGGGGTGAAGTGTCTGAAGCCAGA
GTACATCGCAGATTATCTCATGCAGGTGCCAACCCCTCCNGTGGAGCTGTACTTCCTGCC
TGCAGCTGA
>BJ526468 ID   BJ526468   standard; mRNA; EST; 575 BP.
GAGGGCTGGACCCTGGACCCCACACTGGTTCTGGTGGTCTGTTTAGAGCCGGTCCACCGC
CATCATGTGACCAGGAAGTGCCGTCAGGTATCCAGACAACAGTTCTGGTTCTGAACAGGT
GAACGTGGAAACTGGGTTTATCTGGGCCTGTCGGTCAAACCCATCGACTGTATCAGAGAA
CTGGACTGAGCTGGACTGGTGTAGAAAACGTCTTACGTCTGGCTCCAGCCAGGAAGCCAA
TTCAGTCGCCATGTTGGAGCCAGATGACAGTGAGACAACGTTTCTATGGCAACTGCTGTC
ACCAATCAGTAGTAAGCTTGTTCTAAAAAACCCCCTTCCACTGAAGGCGACTCAGATCTG
TCAATCAAATACTGAGGTGGGGGCCAGCGGGCACCGCATGCTTTTACCGAGGCATCTGAT



TGGTCGTTTTATGACTTGAACTACAGAAAAAATATTTTAAAAACAAAAAGCAAATGTATC
GGATCCAGAACTGTTCTTCTGCCAAACAGTTGTTTATTTCTCTGTAGAAGTCTGTGGGAT
TTTGGCTTCTTGGAGCCACTTCCTGTTTGGAACGC
>BJ526500 ID   BJ526500   standard; mRNA; EST; 109 BP.
GAGGCTGCTTTAAGAAGCCATAACATGAACATCTATACGGAGGTGTAGTTTGATCAGTGA
TGCTTGACAAGAAGACACTAAAACTGCAGCCCCCCCCCCCCCCCCCCNT
>BJ526557 ID   BJ526557   standard; mRNA; EST; 628 BP.
TCGGCACGAGGGGAGCAACATTATGACAAATTCTTCAGTGAATATGAGAAGTTACTGCAC
TCAGAGAACTATGTGACTAAACGGCAGTCGCTCAAGTTGCTGGGAGAGCTGCTTCTCGAC
AGGCACAACTTCACCATAATGACCAAGTACATCAGCAAGCCAGAGAATCTCAAGCTGATG
ATGAATCTTCTACGGGACAAGAGTCGCAACATCCAGTTTGAGGCTTTCCACGTCTTCAAG
GTGTTTGTGGCCAACCCCAACAAAACCCAGCCCATCCTGGACATCCTGCTGAAGAACCAG
GCCAAGCTCATCGAGTTTCTCAGCAAGTTCCAGAACGACCGAACGGAAGACGAACAGTTC
AACGATGAAAAGACTTATCTAATCAAACAGATCAGGGACCTGAAGAGGCCTGCCCCCCAG
GAGGCCTGAATCATGCACAGGAGTGGAAGGACCCACAAAGGAGCCGGTCCGGGCGGCGTC
CAGACGGCGTCAGGACGGCGTCCAGACGGCGCCGCTGGATGGACCCGACGGCGGCTGTTT
GTTTCAACAAAAAACACTGAGGAACAAAGAAAAAGCAGCCAGATCCCCAGCAGCTCCTCT
GCAGGTCGCCAGGTCCTCTGCCCCTCTG
>BJ526558 ID   BJ526558   standard; mRNA; EST; 692 BP.
GGTGAAGCAGGGTTTGATCAAAGCCCTGGATCAGCTGGATGACACTCCATACCAGGAGCT
CAAGACCACTCTGACTCAGCGTGTGGAGGACCTGCACACCAACATCANGGCCCTGCAGGC
CCAGGTCTCCCCCATGACTGACAGCGTTGTCACCACCATTTCTGATGCCNCCGCCNAATT
CCGTAACTCCATCTCACAAGACATCGAGGCCCTGAGAGCTGATCTTGCACCCAAACGTGA
GAAGCTGAGAGAGGTCCTTGAAAAGCACATGGAGGAGTACCGAGTCCAGTTGGAGCCCGT
GGTGGCAGAGCTGCGTCAGAAGATGGCCGCCAATGTGGAGGAGACCAAGGCCGCCCTGAT
GCCCATTGTGGAGTCTGTGCGCGCTAAGCTTGTTGAGCGTCTGGAGCAGCTGAGGCAGTT
GGCTGTTCCATATGTTGAGGAATACAAAGAGCAGATGAAGAACTTTTACAGCCAGGCACA
GTCCATCACAGCTGAAGATATTGAAAACTTGAAGGCAAAGATCACACCTCTTTCTGAGGA
AATCAAGCTAAAGTTTGGAGAGATCTTTGGGGCCATCTCAGCAACCTTCAACAAGAACAA
GAACTAGATCCTCCCTGTTCCTTAGACTAACCCTGCCTTACTGCCTGTCCTTGACACAGT
CCACCTTAATTTCCATTCTTTCTTCGCTCACA
>BJ526580 ID   BJ526580   standard; mRNA; EST; 294 BP.
GGCACGAGGGGCTATTGCAGGGGTTTATTGACACAAGGAGCGAGGCTAAGCTCATTCGGG
GAACACGTATGGACTCACGTGTTTCCATGCATTTTTTTCCCCTTTATTCTGATTCATTTA
CCAAAGGTTGCTGCAATACAAGTGCAAGAATGATGTAGCTTTTAAGCCATTTATTATTTC
CTCTTTTTAAAAGAAGAATAGTTGAACAAAACAAACAAGAAAAAAAAAACCTGCTTTGTT
CTTGAACTTGAAAAAAAGAAAAAAAAAACNGCCTTAACGGCTTTTGCAAAACAA
>BJ526645 ID   BJ526645   standard; mRNA; EST; 104 BP.
ATTCGGCACGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
>BJ526676 ID   BJ526676   standard; mRNA; EST; 674 BP.
ACTGAGACTTGTATAACCCAACACATGCCGGAGTGCTCTCCCTGAGCCGTCCCTCCCCGT
CGCTGGATGTCGTTTTTAAATACTGTGAAAGTACAAGAATGTGTCTACTTGTGTCAAAAT
GTTTTTTTCTTTTTTTTAATTTTCTTTTTCAGCCTGGATGTATTCCATGATGAGGTAGAG
AGGCTTCATTTTCGTTTAAGAACCCAGCCGGTGAAATTTCCTCTGCTGGTCAGAGCAAAA
ACTGCAGTATTTGAACCCTTTGTAACGCACTCTCACCTGATATTTACATAGAAAGTGCTT
GAATAAATGCCAAACTCCTGACATGAAACACTGCTGCTAATCATGTAATAGAAAAAGCCA
TTTTGATGCAGCAGTTATTGGAGGGTCATTGGGACGAAGTTCCATGCCAGAAATACTCCT
AAAACGTCAAATGTATCCNGGATAGGATCATCATCATGGAATACAAAGGCAAATTCTTCT
GTGTCCGGTCATTTTGTGTGTGTTTTTTTAAGTGATTTTGTTTGTCACATTCCAGCTGTT
TGGCATGCAAGAAAAAGAAGTCACCACATCCGTTAGTGAGAGATTGTGTCAATAAAAACG
TGCAAAAATAATCCCCACTATTACTGTGCCGTCCTCGACTCGACCGCTGCTAAAATTTCT
TGTCGTCTTTTGCC
>BJ526679 ID   BJ526679   standard; mRNA; EST; 424 BP.
TGACTGTGACCGCTGACNAGCTGAACGCTCTGATCAAGGCAGCTGGAGTCACAGTGGAGC
CTTTCTGGCCGACACTGTTTGCCAAGGCTCTGTCCAGCATCGACATCGGCAGTCTGATCT
GCAACGTTGGAGCTGGAGGTGCAGCTCCGGCTGGAGCTCCTGCTGCTGGAGCTGCTGCTG
CTGCTGCAGACGCCCCAGCTNAAGAGGAAGAAAAGAAAGAAGAAAAGAAGGAAGAATCTG
AGGAGTCTGATGATGACATGGGATTTGGGCTCTTTGACTAATGTGGTTTCTTTTTCAAGA
AAAAAAACACAATAAAGTTTTAAAAAAACGGCACGAGGCGGAGTCAATCTTCAGTCTTTG
GCTCCGGCCTCCTTTATGAGGAGACTAACAAGACTGCAAAATGGGTTTTGTTAAAGTTGT
CAAG
>BJ526738 ID   BJ526738   standard; mRNA; EST; 620 BP.
CTGTGAAACAAAGGGCGACATGCAGATCTGTCCAGATAATACCCTCATACTGACGCAAAA



GATCAGCCTCAAGGCCAAAAACGACGAGGGGAACATTCCGGACACGTCTTGTCAAGACCA
CATGATAGGCTCCAGCTGTCAGATGAGAACCTTGGACAGCGGCATTGGAACCTTCCCCCT
GCCCGATTCGGTCACGCGGGCCAGCAGTCGCCACATCCCCAAATCTGAGTCCAGTCCAGA
TGGGGTGATGGCCGGCTCAACTGAGCGCAGTCGGGACACTCCCTCCTCCCACCCTGACCC
CTCACAGTCAGATTTCAAAGTGCCTTCCCCTTCAAAAGCCCATGTGCACACCCCCACTAC
CAGCATGGGTCACTCCCTGTCTGATCCCACTGTGACATGCAGCAGGAATGCCCTGGAGAC
CCAGAGTCGCCTGCCCAAGCTGGCATCCACAGACGCAATCAAGACCAAAAGGTTGAGTCT
TTGTGCCCAGCGCAGCGCCGTCTCCGCTTCTGCCGAGGGAGACGGGAAAGAAATGGAGAG
GAAGATGAAAACAAGCGAGCATGAATCACCTGGTGAGACAACATTGCGGGTTTGCGTGTA
TCCGGCNGCGACNGTGACAC
>BJ526754 ID   BJ526754   standard; mRNA; EST; 135 BP.
ACGAGGCCTTCGTGCTGTTGATACACCAATGTGAGAATAAATGTGAGATTGAGTAGTTCT
GTTTCAAGAGCTGGATGTCTGATCCACATTGTGTTTTTTTTTTTTNGTTTNGTTTTTTNA
ATNGCTGAAAATNGC
>BJ526798 ID   BJ526798   standard; mRNA; EST; 579 BP.
CGAGGGGCCTCTGCTGGACGTGGTGGAGAACACCATGTGGGACACCTACACGCCCAACCG
CTGCTTGACCATAGACAAATGTTCCATCGCCACCAAAGGACGCTTCTCCCCTACTCAGTA
CATGTCCTCCAAGCCTGTGAAGAAAGGGCTGACCGTGTGGATGCTGTGCGACTCGCGCTC
AGGCTACTGCCACCGAACCAAAATCCATGTGGGCAGGCCCAGCGAAGATGAGGGGGCGGC
TTCCTTGGGCCACAGGGTGGTGACCTTTTTGGTGCGTGGCTTGGAGAGGCAGTACCACCA
TCTTTTCATGGATAGCTTCTTCACCTCTGTGCCTCTCCTCCAGAGGTTGCTGAGGGACGG
GCTGTATGCATGTGGGCCCACCCAGCCCGGGCGCAGGGGCTACCCCGAAGTCCTGCGCCC
GCGTAACGTTGGAAAATTATGCCAGGGGGAGTTCTACCAGTGCCAGCATGGCAACTTGGT
TGCCACAGTGACACGAGACGTGAAGATGGTTAACTGCCTCTCAACTAATTCCGCTCCAGG
AATTGTGGGAATCAGCCCTGGTCGACAGCAGCACGATNA
>BJ526811 ID   BJ526811   standard; mRNA; EST; 132 BP.
ACTAAAGGCGGTCATGCAGCGAGAAATTATCTCTGCAGTTTAGTTCAGTTCTAAGGTGCT
TTTTCTTTCTTTCTTTTTTTTTTTTNACAACCCCAAAAATTTTTTTGNCANCTTTTTTCT
NGATAAGGTTNG
>BJ526845 ID   BJ526845   standard; mRNA; EST; 203 BP.
TGGTCTGCTCCCTAGCANACAAAGACNAATGCCTGATGTGCGGCTCCTGAAGGCTTTTTA
CTCCACAACACCCTAGCGACTCANCCACTGAAGGTGGATGACGATNAANATGCCCACTTA
CCTCANCTTATAGATTTTTGCCATGTTATTTAATTTTAATGGATTAATGGATTTCTTTTG
TTGCAATAATGTTTTGTATAGCA
>BJ526856 ID   BJ526856   standard; mRNA; EST; 609 BP.
CACGACTTTCTGGAATGAGACAGTGGAGTTCTGCCCAGCCGGAGCAGTCTGCTGGGAGGA
AGGAAACCAGACGGTGACCCAGATGAACCAAACTTGGACCAACAACCTGGAGAGATGTAA
ACACATTTTTGCCAACATTAACTGGTCAGACCTGGCAGTGGGCCTCCTGCTTCTGGCTCT
GTCTCTGCTGGTCCTCTGCATGTGCCTCATCCTCATCGTCAAACTGCTCAACTCCATGTT
GAAAGGACAGGTGGCAGTGGTCATCAAGAAGGTCCTCAACACAGATTTCCCTTTCCCCTT
CGGTTGGGTCACCGGGTACATTGCGATTCTTGTTGGAGCGGGGATGACTTTTATTGTTCA
GAGCAGCTCCGTCTTCACTTCAGCCATCACACCTCTTGTTGGTATTGGTGTGATCAGCCT
AGAAAGAGCTTATCCTCTGACGCTGGGCTCCAACATTGGCACAACGACCACATCCATTCT
CGCTGCAATGGCTAGTCCTGGAGAAACATTATCTAACTCTCTGCAGATTGCGCTCTGCCA
CTTCTTCTTTAACATCTTTGGCATCATAATCTGGTATCCACTCCCCTTCATGCGACTACC
CATCCGGCT
>BJ526860 ID   BJ526860   standard; mRNA; EST; 350 BP.
GTATTATTAAGGCAATCAAGATTTTTCAAGTGGAAGACATGTTGCTCTCTGTTGTTTTTA
AAATACTTGCTTAAAATATGGTGTAATGTTTGCTGGATCCATCTTTGGTTGAAGGACATA
AGTTGTGCACTGGCTGAAATTTGCAGACATTTTAAGAATAATTAGTTTCGATTGGTTTAT
TTTGGTATAAATATTTTTCCTCTCAAGCTGATCTGTAAAGTCATTTCCTTGGTGGTAAGT
CATACATTTTATGTGAACAGTATTGTATTTTCTTCTCAAATGTATCTGGTTTTGATATGT
TTCGGAGTGAAAATTGTATTGAATAAAAATGTTTGCAGTTAAAAAAAAAA
>BJ526871 ID   BJ526871   standard; mRNA; EST; 666 BP.
GAGGCTTTTTTGGTGCCGAGGCAAAGATCCCACCGTGCTGCGCCACTGTGCCGTAGCGCT
GGCAAACTGTGCCATGTACGGAGGCCACCGCTGTCAGCGGTGGATGATTGAGAAGCAGGC
GGCTGAGTGGCTCTTCCCTCTGGCTTTCTCTAAAGAGGACGAGCTTATCCGCTTCCACGC
CTGCCTGGCTGTGACCGTGCTGGCTGCAAACCGAGAAATCGAGAAGGAGGTGGTGAAATC
TGGGACTTTGGAGCTGGTCGAACCTTTCATTGCATCTCTGGATCCAGATGACTTTGCCCG
CAGTTTATCGGACAGCGCCGATTGCATGCAGGGAAAGTCTGCATCTGACCTCCAGCACCT
CTTGCCTCTGCTGGATGGCACAAGAGTGGAGGGAAAGTGCATTGCTGCCTTTTACCTTTG
TGTTGAGGCTAGTATCAAGTCCCGTCAGCACAACACTAANATATTTCAAGAGATTGGAGC
AATTCAGAGCCTGAAAAGAATCGTCATGTACTGCAGCATGGGTACAGCCTGTTTACTTGC
CAAGAAGGCGCTAAGCATGATGGGGAGAAGAAGTGCCCAAAAGAATCTTCCCATCTGTCT



CCNACTGGAAAAGCTCTGAAGTGCGGGTGTGGTTGCAGCANGTGGACTTCAGTGCTTATT
GTGACC
>BJ526906 ID   BJ526906   standard; mRNA; EST; 219 BP.
CGAGGCCGGTTTCCTTCTTTTGACTCCAGCGGTTTTCTTTCAACGTGTCCCTCAGAGGTC
AGCCAACACCTCCTGTTGGGAACCAGTTTCCTGCTGATTCTTTGATTAAGAATATATCAA
GCATTTTTTCACTCATTCCAACATGCTGAGGTATGTTTTACAAACACAGAAGGTTCAGCT
GTGAAATAAATGTCTTTTTTTATCATGTGAAAAAAAAAA
>BJ526932 ID   BJ526932   standard; mRNA; EST; 382 BP.
GGGTTTTGTTTCACCAGTAGCTTTAAAAAAACGTTTGTAAGAGTTTGCATCTTCTATGGC
AGAGTGTCACAAGCGTGGCTGCAAAACGAACTGGTGGCACGTTCGACGGTGGAGGTTGAT
CCTCTCGTCCCTGATGTACCTGTGAAACTGGCCTGCTCTCTTCTGAGCCATCGTCTGTAA
TCAAACTGGCTGAAAAGAAAAATAACTTATTGCATACAGTATATCCTATTCATTATGCTG
CAGTTCTGTATGTGTTCCTTTTTAGAGACGATCTCTTTGTTCATATCAGTATTTGTAAAG
ACATCCAGGGTTTGTTGCTGGGGTTACTGCTGGTCACTGCATTTGTAAACAACCAAACAA
AGATGGGGGGGGGGGGGGGGGG
>BJ526954 ID   BJ526954   standard; mRNA; EST; 129 BP.
GCACGAGGCTGACATCTAGTTGCTAACTGTGAATCTAAGAGTTTGGGAAATTTCCTATGC
TCTTTCCAAATGTTCATTTTGTGTTTACTAAAGAGGAGCTTGACATCAAAAGAAAGGGGG
GGGGGGGNA
>BJ526980 ID   BJ526980   standard; mRNA; EST; 634 BP.
GTTTTCAGTCCACAGATTCAGTCTGTGCTGCCCTCTAGTGGTTGGTAATGTCCATGCAGC
CCAGATCTCACCCCACTATAGTTCTATTGCATCCATCCAGCTTCTTAATCCACTAAATCC
CTTTCGGGGTCATGGGGTTACCAGAACCTGGTCCGGTTGCTGTTGGGGGAAGGTGGGATA
CACACTGGACAGGTAGCCAGTCTATCGCAGGGCTTCACAATGGCTGCATTTCCACAGCAG
GTCTTGATGCCCAAATTGGATTTTCTGACTATATCTGATTTTTTTTGACGACCCGCTTAC
ATCATCTTTTAATATAGAGTAACCAATTAACTTATAAGGCATTTTTTGGACTGTGGGAGG
AAACCAGAGTGCCTGGAGAGGGCCCACACATGCACGGGGAGACCATGCAGACTCCACACA
GAAAGGTCCCAGCTGGGATTCGAGCCAGGGCCTTCTCGCTGTGAGGCAAGGCTGCTAACC
ACCANGCAGCCCCCTTCCATGTAATAACGGCAGTTACGGTAATTTATTTGGATGGAACTT
TATAATAAATTTCAAGCTACAAATGATGTCAAGTTGTAAAAAGACATCTNAACTCTATCA
TTTACTGGGATAAATTAGTTAATAAAATATATAC
>BJ526995 ID   BJ526995   standard; mRNA; EST; 583 BP.
CGGCACGAGGGGAAGCCGAAGAACTTTACCAGCAAGCAGGTGGAGCCAAAATTAGCTGAC
GGTGCCCCCAAAATCCAGAGTCCTAGGGGGAGAGGCAGACCCAGGGGCAGTGGGAAAGGG
AGAGGACGAGGAAGAGGAGCGGCCAGAAGCCACGATCTGTTTCTAGGAGACTCGGACACA
AGCATGAAGGACTTTGGAGACACTTCTGCTGACTGGAGCCCTTCACAGGGGGAGGAGTCA
CTTCCCAAAAAACCTCGCCTGAGCTTTGGAAGGAGGAGGACGGGGCGAGGCAGAGGGAGG
GGGCGGGGCAGGAGGAGAATCAAAGAAGAAGAAGAAGAGGAGGAAGAAGAGGAGGAGGAG
GATGACGAGAGCGGTGAGGGGGGGTTGGACGATGAGATGGAGGGAGGGGTGAAGTTTGGG
GAGCGGGACCCGTCCGACCTGAGCGAGCTGACGCTGACCTGCAGTGAGTGCAGCAAACGG
TTCAAAGACGTGAGCNGCCTGCGGCGCCNCGAGAAGATCCACAAGGGCCTCAAGCCCTTC
TCCTGCATCTTCTGCTCCNAGACCTTCANACAGGCCACACANC
>BJ526999 ID   BJ526999   standard; mRNA; EST; 522 BP.
CACGAGGGTTTTATTTTTCCCTATAATTCTGGTGTCTTCAAATAATTATTTAATAGTTAT
TTTGCATTCATGTGTTAATGGAGGATTTGTTTTTTCTGACCTTCATGCTGTTTTTCCAAA
TTGGAAAGTTGTTTTTCTGATCATTCCAACAGCACATGAATGCAGCATTTAGCATTTTTC
CTTGAGGGGCATCAACCAATTGGTGCAATTGGTACTAAAATGAGAATAAAGGCCACAGTT
TTGAAATAAAACCCCCGAAATGTTCTGTTTTGAAGTTTACTCATCAAATGTCAATCAAAA
TTAATGTGTGCTTTTTGTTTTTTCTTTCTTTTATGAGGTTGATTTCCTAAACCCTACGCA
TCTGCTCCTGCTCCAGCCCTTGTGTTAAATTTTAGAACACTATGCGGCCCACAAGTCAAA
AAGTTTGCCCACCCCTGCTGTAACCGATAACAATTCTCCAGTCTGCTCCATTGACCGTAT
ACCAGAACAGACTGGAGCCTTGTTACAGGCCTTTTACATACG
>BJ527006 ID   BJ527006   standard; mRNA; EST; 620 BP.
GAGGGTGCCGGGGGGTGAGCTACCTAACCCGGGCTGCTCCGCTGAAACATCCATGGGTGG
CTGTGTCGGGAGCCACCACGACTCTTCGGGAAGCTTGAACGAGAACTCGGACGGCACTGG
AGTAGCTCTAGGGCGTAACCAGCCCCTGAAGAGAGAGCGGCCTAAATGGAAAAGTGACTA
CCCGATGACTGAAGGCCAGCTGCGCAGCAAGAGAGATGAGTTCTGGGACACGGCGCCAGC
CTTCGAGGGCCGAAAGGAGATCTGGGATGCCCTTCGGGCCGCAGCCAGCGCCTTCGAGAG
CAACGACCACCTACTGGCACAGGCCATCCTGGACGGTGCCAGCATCACACTGCCTCATGG
AGCTCTGACCGAATGTTATGATGAGCTGGGTAATCGATACCAGCTGCCGGTCTACTGCCT
CTCCCCTCCCGTCAACATGATCGAGGAACGCTCTGATGACCCTGACGGTTCAGACCCAGA
CTCTGGAGCGGCAGACCCATCCGCAGTCAGTTCCGGTGACCCCGGCTCAGGAAGCGAGTG
CCAGCTTCGGCTCCGGCTTTCCACGGGGCGGGACCTTCGCCTGGCAGTTCGCTCAACGGA
CACAGTTGGCATGATGAAGC



>BJ527057 ID   BJ527057   standard; mRNA; EST; 679 BP.
GAGGTTTACATCGGCTACTGTCCCCAGGTGGATGCACTTGATGAACTGCTCACTGGCGAA
GAGCATTTGTACTTCTATGCTCGCATCCGTGGCATCCCGAAGAGGGAGATTGATGGGATG
GTGAACTACCTGCTGAAGAGACTGGAGCTAAATTACTACAGAAAGATCATCACGGATGGC
TACAGCTGTGGCACCCGTAGGAAGCTCTCCACCGCTCTAGCTCTCATAGGGCATCCACAA
ATCCTGCTCTTGGATGAGCCAAGCTCTGGTATGGACCCACGCACCAAGCGTCACCTGTGG
AAGATCATCTCAGAGGAAGTCAAAGGAAAGAGTGCTGTTGTTCTCACATCTCACAGCATG
GAGGAGTGCGAGGCGCTGTGCAACCGTCTTGCCATCATGGTGAAAGGTCAGTTCCGATGC
CTGGGCTCCCTGCAGCACATTAAGAACAGGTTCGGCAGTGGGTTTACTGTGAGGATGTAC
TTGGCCGAGGCTTCTTGTGATGTCGAGGCAATCACTGACTTCATGCAGCGCAAGTTCCCC
AGCACATATCTCAAGGACCAGCACTTCACCATGGTAGAGTACCACGTGCCAACTGCTCCT
GGAGGGGTTGCTGACATCTTCAACCAGCTGGAGTCCAACAAGAATACTTTGCAGATCAAA
CACTTCTCTGTGAGCCAGA
>BJ527061 ID   BJ527061   standard; mRNA; EST; 348 BP.
CGGCACGAGGCCCATATGTCAAATGTGTACATAGATGCAGAAACCTGTGGGCGTGGCTTG
CCGGTGCATCATGGTTGTAAAAAGAGAACCGGCAGCAGGACAGTTGGTCTTCATCGCTCT
TCTTTGTTTCATCACCAGGCGTCTTGGTTGTGTGTGTTTGTTTAATTTGGTTTTACTGTT
TATGTTCAGTTGAAAAATCTTTTTCTTAATGAGTGATAATAAAAGATGGAATATTCTCTG
CCAATTGTTTTATATGGAAACATCCTGATTCCTCGTCTTCATCTTTTTGTTAAAGTTGAA
GCTGAAGTTGAGCACTTGCCTTTTTTAAATGGGGGGGGGGGGGGGGGG
>BJ527096 ID   BJ527096   standard; mRNA; EST; 772 BP.
GGCACGAGGATTGGCCTTTTGATCTCCTCCTTCCTAAATGCCTTGCTCTCGGCAGCTTGC
TGCACCGGACTCATCTTAGCTATTAGCATCACTGTTACTCACCAGGGAAAAGGTTTGATG
ATGGGATGCAACGAAACAGTGGTGCCCATCAACGCTCGGTCTCCTGTCGGTGCCCAGTGT
CCATTTGACTCGACACGAATCTATCTGGAGGAAGACGCCGAGTCCTTTCCCCACAGCCGG
CGTTTGATTGGACAGAAAGGAAACCCTGAAGCTTGAAAAGGCAGAATAAACTAGTAAATG
AGTAGAAGCTCTGAATGCTTTCAAAAAGTCACTTTTCCAAGTGATTGTCTCCATCTGGTG
CCACACTTGAATGTTCAAAAAGACTTAATGCAGTTTCTGCAATACTATGCAGAACTTAGT
GGGCTTGCAGAAGGACTCAGTGTTCGAATATCTATGTAACGCCACAATGAAATGTCAAGT
ATCGTTTCAGTGCTGGCGATAAGCCTTTTTCTCTGATTGGGTTTTGTATCCCCAAGAATG
TTTAGTATTTTCACATCATTTTGTTTGTGATTAAACATATTGTTTTTACAATCTTTTATT
AAAATCAAAATCAGAAATATTTCCTAATTTTAGTTTTTGTTGTATTCGAACTGCATTTAA
TTATTTTAAACAAATAATGGGGAATTTTACAAGTGATTACTTTTATATATACATATGTGC
CTTAAATCTGCTACTGTACTGTTTATTGTATGCTTGAAATTTGTATTCTAGA
>BJ527118 ID   BJ527118   standard; mRNA; EST; 581 BP.
CGGCACGAGGCACAGGCTCAAACAGCAGCCGCTCTTCAGCCTGGTGGACTTTGAAGACAT
GATCGATCGCATCAGAAGTACAGTGGCTGAGCACCTGTGGACGCTGATGGTGGAGGAGGC
GGATCTGCTGGAACAGCTGAAGATCATCAAGGATTTCTACCTGCTGGGTCGCGGCGAGCT
CTACCAGGTCTTCATCGATCTGGCGCAGCACATGCTGAAGACGCCGCCGACGGCCGTCAC
CGAGCACGACGTGAACGTTGCCTTCCAGCAGGCCGCTCATAAGGTTCTGTTGGACGACGA
CAATCTGCTGCCCCTGCTGCACCTCACTGTGGACTGCCAGGGCAAAGACGGCAAAGAGAC
GGCCGGCCCTAGGGATGGAGCCACGCCCCCTCAGGACACCTCCCCCCGTGAGGCCCCTCC
CACAGGCTGGGCCGCGCTCGGCCTCACCTACNAGGTCCAGTGGCCGCTGCACATCCTCTT
CACCCCCGCCGTTCTGGAGAAGTACAACGTGGTCTTCCGGTACCTGCTGAGCGTGCGGCG
CGTGCAGTCGCAGCTGCAGCACTGCTGGGCCCTGCAGATGC
>BJ527125 ID   BJ527125   standard; mRNA; EST; 302 BP.
CACGAGGGTGCTTCACCTCGGCTGATACCAGCTGAACATTTGTGATGGTGTAAATTCAGG
GTTGGGATGTATGGATTTCGTCTCCACATATAGTTTCTGCTTGGACCTCTGGAGGGGGAA
TCCGTCTTGCCATTTCAAACCCTGAAATTTGAGCGTGCAGTGAACCCAGCGGATGTTTTT
ACTGTTACATTTGGTATCCAGCAGTGAGTGCACGGCAGAACACAGACGGTGCCGTTACCT
GTCTTTTTTTTTCTTTCTTTTTCTTCTTCCAATTGTATTTTTTTTTTTTTTGCTANGGGG
CC
>BJ527145 ID   BJ527145   standard; mRNA; EST; 179 BP.
AAGTCTGAATTGGTGAGTTTACAGCTGCTGGAATAATGGACACAGCCTTTGTTTGAGCTG
TTCTAGCAATGCTGGGAGCCGGTCTGTGTGGGGACACACTAATGGAAGCTAGTGGCAGGT
GATTGTTCAGTCACGTGATTGTCAACATTCTTTTTTTTTTTTTNCCAAATTTTTTNCNA
>BJ527167 ID   BJ527167   standard; mRNA; EST; 101 BP.
GGCACGCAACGATTGGTCAACATCATTGCATCTAAGCCTGGCATAGTGTGCATTTACTAG
CCCATTTTGTTTCAATAAAGCTGGGAAAAAGAAAAAAAAAA
>BJ527191 ID   BJ527191   standard; mRNA; EST; 655 BP.
ATGCTGGTGTTGAGACCAATTCAGAGGGGAGAAATGGTTTTGTGTCGTTTTATGAAAGGC
CTTTCGTTTGTCGTTCAGACGTCGTCGTTTCACAGAATGAGCAAAGCTTGTGAAACTTGG
GCTCCTTAGCTGCTCATACGTCCTGGTGAGAGTGTGAACGTGCACATTTGCATTGAAGGC
ACGTAGATAGATGAACACGTGAGGTGTGTGCTTGTGTGAGTGCGAGTGAAGCAGGCGCCA



TCAGGCCCCGTTGACCTGCATCCAGCTCCGGCAGTGCCTTTTTTCTTTATTCCCACCCTC
CAGTTTTTCTGTTGCCTTTGGTTCCGCTGGTTCTTTCCTCATCAGCTGAAAGCTCCTTCA
CAGAAAGAGCATCTGCAGACTGCGATCAGAGCAGCGCTTCGAGGCTCCTGGTCTGTACAT
CCTCATGCCTTCTTGACGATTGTTCTCACATGGACTAAACTCTTGAACGATCTTTAGCTT
CTGGAAGCCAGAAGAAGTCGCGTCGGAGCTCCGAAAGCCTCATTTTCATGGCACATGACA
CATCCNACAGATTGTACATACGTTTTAATATATTTGAGCACCCTCTTTTATAGAAAAAGG
ATCAAAGTGCTGCAGCATCCTTTCCTTTCTTTGTGGAAATGAAGCTCCTGGTTTG
>BJ527208 ID   BJ527208   standard; mRNA; EST; 111 BP.
TTCGGCACGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
>BJ527231 ID   BJ527231   standard; mRNA; EST; 652 BP.
TTCGGCAGAGGCAACGCCGAAATAAGGACATGTTGGCATGGGTGAAAAAGCGCAGAAGAA
CCATCAGAAGAGAGGATCTCATCAGTTTCTTGTGCGGCAAATTGCCTCCTCATAGGAGTA
GCAGGACCAACTCTCGACTGGCTGTGGTGGCCCCCAGCCGGGCCAATTCACCTGTGGAGA
CCGGCTCATCTGTGGAAGCAGACCTGGAGCCTTTCAGAGAGGCCATAGCTCTGCATGGTC
TGAGTGGGGCCATGGCGAGCATTAGCGTGCGCTCTGGTGCTCCGGGCTCCCCCACCCATG
TAAGCGGGAGCAGCAGTAACGCAGGCGGAGGGGGCTCTTCTGGCTCTGGATCAGTGTGTC
GCGGCAGGCGCAACGGTCTCCAGGACGTGGACCTGAACACTTTCATCTCAGAGGAGATGG
CACTGCATCTAGACTCTACAGGCTCCGCCTCTGCTGGAGGGGGAGTGACCAGGAAACGAA
ACTCCACCCAGTGTAGTGATGTAATCACAGACTCTCCCACTCACAAACGCAACAGGATGA
TCTGATCTGCCACCTAGCGATGTTGAGGAGGAGGGGTGGGAAGGGATTGAGTTGTTGAGC
CACTTCCCTTGTGTGGGGTCTCATGTGGTACAAATGCACCTGTGTTGAGACG
>BJ527232 ID   BJ527232   standard; mRNA; EST; 607 BP.
CGGCACGAGGTTTTGATCTCCATGAAACCGGGTTTATTTGATTGTTAAAAAATAAGGCTA
TGATCATGTTTTAGCAAACATTGACTATGAAGAATCACTGTCACTGTCTCCGGAGAAGCT
GAGTACAAAGGCTTCATCCGAACAGTCTGGGAGTTTTTACAGATGTAGCACTGAAAACAC
ACATACAGCACACACACAAACACACACACAACTGTCTCACTTGGAAAATCAGAAACACAT
GTTTTCAAATGCACACACCCACTTCATCCAATCCTGTCGAATTAGTGGCAAAAACAGATT
TAGCAGACNACAGAGCTGTGATCCCTTAAAAAAATAAACATGCATAGTTTCATAAATGAT
TCTTTTTTTCAAGAAAACCATCAAGTTTCCAAAATTATGTCATGAACTTCTTTTATTTTA
CTATTAACAATGATGTAAACTCATCTGACTATTTTGTTCAGAATACCCTCCTATGATATT
TAATTGAGTAGAAAGTTACATTCTGAGCCCAGAAGAGCTCCATAACAATGAAAATAAATA
CTGGAATGGCAAACAGATCANAGAAATGGACTTTAGACCAAACATGGCCCAATTTCTTTG
TATAAAA
>BJ527236 ID   BJ527236   standard; mRNA; EST; 214 BP.
CGGCACGAGGTTTTAACATAAAGGGGTTGTTTCTTTTCAACGAGAACGGTTCTGTGTTGC
CGACAGAGATGCAGTGAGACTGCTGCTGCTGCAGAGAGAGCAGTAAAGCAGAATTTAATA
CTGTGGCAATAAAACCAAAAATAGGATGTTCACTTATGTTGATACCAGTTCTGAAGAGGT
TGAAAAGTGAATTCCATATTCACTAANAAAAAAA
>BJ527244 ID   BJ527244   standard; mRNA; EST; 269 BP.
TCGGCACGAGGGTCTTTACTAACTTTCCGCGGCTTTGGATGTGACAGACGGGGGCTGTAT
ATTTGAATATTTGATCTCTAACTGAAGAGGGAACAGCTTGCTACCTTCATCATCAGAGTG
TGGAGAGCTTTTTTTTTTTTAAATAAAAAATACNTATCATTTTTGCNCTGCCCCTGATCA
CCATTTTGAAACATTTTTTGNCTAATTTATNGTTTTTAAATGAAAAGGCTTTTATTTTGA
AAGTTTTANCCCATTTTTAGGCAAANCCA
>BJ527249 ID   BJ527249   standard; mRNA; EST; 419 BP.
AGGTGGGTGTTTTTGTACAAGAATTACAATGTTTAAAATGTATTTTTATTTCTGTCAATA
CATTCTGGTTAAAACTGTTATGGGGAGAACTGGTGTAAAAATGGACAAGAATATAGCAAA
TAGGGAATAAATCATTTTGCTAAATTTTTTTTTTTTACATTAACTGTTTACAACATTAAC
AAAGTAAGTAAAAATGCAATAATTACTTAAATAGGTTAATCAACTCAAATTATTTTTTTT
AATGAAAAAGTATTTGAACTTTAACTTTAAAACTTTATANATGTTTTTTCTTTTTTGNCT
GAATATTTNCAAATAAATACATGCATAAANATACTTTTAANACTTTTCTGNGACCTGNAA
TTCTTCTATCAGCAGCGTCTCAAAATTGGGATTGAGCACTGGGCTTCATTGTTCAATAA
>BJ527260 ID   BJ527260   standard; mRNA; EST; 584 BP.
GAGGCGCGCTGGAGGGACTTCACTTGACTCCGCTGCTTGAATCAGTTTGGACATTTCCGT
CTGGATCTACAGGATTTATTTGTGGTTCCGCAGCATCTCACACGTCTGGATCTGCATCTC
AGGATCCTGCACGTCTGGATGCTCTAAAGATGAAGGTCCCAAAAGTCTCCGCGCGCAGCT
CCTGCCTCACACTCAGCACGCGGACCTGAACTCGGACGGGCTCGGAGCGCAGAGCCACCG
ACCGACCGCCGGGATGGAGCGCCTGCTGAACTGCCTGCTGCTGGGGTATCTGACCTGGAA
CCTGCGGATCTCTGACGCCCAGGGGGAGTACTGTCACGGCTGGCTGGACACCAGTGGGAA
TTATCACGAGGGCTTTCAGTGTCCCGAGGACTTTGACACGGCGGACGCCACCGTGTGCTG
CGGCACCTGCGCGCTGCGCTACTGCTGCGCTGCCGCGGAGGCGCGGCTGGATCANGGCAG
CTGCACCAACGACAGGGAGGTGGACGACACCGAGTTCGCAGCGCAACCCGTCTATGTGCC
CTTCCTGATGGTGGGCAGCATCTTCGTGGCCTTTTGNTGGTGGT



>BJ527284 ID   BJ527284   standard; mRNA; EST; 580 BP.
CGGCACGAGGTGTTATTGCAGGCGGCGTGATTGGCTTCCTGTTTGCCATCTTCCTCATCC
TCCTGCTTGTCTACCGCATGAGGAAGAAGGACGAAGGCAGTTATGACTTAGGGGAGAGGA
AGCCCTCCGGTGCGGCCTACCAGAAGGCCCCCACCAAGGAGTTTTATGCATAAAGCCCCG
CCCAGTTGGCGGAAACCTGCCAGAGACTGTCCACTAGAGTCCACGAAAAGCCGTGCGAGC
ACACCAAGCAGCAGCCAAACATGGCAGAGGTCAAATGAGAACTTTTAGTATCCTTACTGA
GACTTTTTTCTTCTGTGTGTTTCTGAAACCTTGACAGCCATCTTTCGATGAGTTCTGCTG
CGGAGCGACGCTGACTGCAGCAGCACAAAAACGCAAGTTTGAGTGGAAACAAACGTCAAT
TAACAACCTTATTTACGCTTTGAAGGAGCGTCTTTTTCTGTCGTTGTTCTGTAGTCCAGA
CACGGTAATGCCATTGGTTCATGCCTTTCAGTGTTTGCTTTCTGGACTCTTCTTCAGCTT
CGCACTGTTTTTGTGTAGGTGTCTTTTTTTTTTTTTNGNC
>BJ527332 ID   BJ527332   standard; mRNA; EST; 354 BP.
TCGGCACGAGGGGAAGCTGAAGCTGCCCCCCCCAGAGGGATGCCCCTCCAAAATCTACAA
GCTTATGGCGCGCTGCTGGGCGCTCGGCCCCAAGGAGCGGCCGTCCTTCACCGACATCGT
CCACGTGCTGGGGGAGCTGCCGTCTGACAGCAAGGTCTGAGCAGAACCCCCCCCCTCGCG
GCTGGGACACAAATGCTGGATTATGAACCGACCCGGGAGGTGGGTTGAAGAGAAAAACGA
CTTTATGACTCGATCCGGAGCGCGGATCAGACTCTTGATGTCAGTTAGTGTGAACGTCCC
TCTGAGCTGCGCCGGAGCTCCGCCTTAAATGCAACCCCCCCCCTCCCCCCGGGG
>BJ527383 ID   BJ527383   standard; mRNA; EST; 637 BP.
TCGGCACGAGGGAACGGTTTCCTGGAGAAAAACAGGGACACTCTTCCTGCAGACATTGTT
GTGGTGTTGAGAACCTCAGAGAACAAACTTCTGCAGCAGTTGTTCTCCAGCCCTTTAACC
AAAACGGGAAATCTGGCAACGTCCAGGGCTCGGGTCACTGCTGCATCCAGATCTCTACCG
CCACAGCTCAGCTCAGGACGCTCCAAGGTGGACACTATGGAGATGATGCGCCACCCCGAT
GAAACCACCAACATGAGGAGACAGACCGTGGCGTCCTATTTTCGTGGAGAGGGTGATGGT
GCAGCTGCGCTACACCGGGATCCTGGAGATGGTGAACATCCGCCGGCAAGGCTACTCCCA
CCGCATTCTGTTTGAGGAGTTTGTTCCTAGATACTACTATCTTGCCTTTCGGGCTCACCA
GGTGCCTGAAAACAGCANAGAGAACGTTGTTCTTATACTGCAGCGGACCAAACTAGAACA
CTGGGTCCTTGGAAACACTAAGGTAAGGTGGTTTTTACACCTGAAAGCCAAAAAGTTGAA
AGATGCGTGACTTTAAAAATAAGCCGAAAAGCATGTGTGGTGTTGCAAGCAGATGTGAAT
GTACTGTCAGGTGTTTCTGAANTACTACCATGTGGAG
>BJ527420 ID   BJ527420   standard; mRNA; EST; 588 BP.
TCGGCACGAGGCGGAGCCTCGCTTCATCTATGGAAGCCATTACTCGTCTCCCGGTTACGT
CCTCTTCTACCTGGTCAGAGTCGCTCCAGAGCACATGCTGTGCCTCCAGAACGGCCGCTA
CGACCATCCAGACCGCATGTTCAACTGCATCGCTGAAACATGGAAGAACTGTTTAGAAGG
AGCAACAGACTTCAAAGAGCTGATTCCAGAGTTTTACGGAAGTGACTCCAGTTTCCTGGA
AAATCGTCTGAATCTGGATTTAGGCAGGCGACAGAACGGAAGTTTAGTTGGCGACGTCTC
CCTCCCGCCCTGGGCCTCAGATGCCAGTGACTTCCTTGAAAAGCACAAGGCGGCGCTGGA
GAGTCCATTTGTGTCGGAGCACCTGCACGAGTGGATCGACCTGGTGTTTGGCTTCAAACA
GCGAGGCAGCGATGCTGAGGCTGCTCATAACGTTTTTCACCCGCTCACATACNAAGGAAA
CATCGACTGCGACAGCATCGAGGACACCGATCAAAGAATCGCCATGTTGACACAGATCCT
GGAGTTTGGACAGACGCCCAAACAGCTGTTCAACAGCCCACACCCTCA
>BJ527492 ID   BJ527492   standard; mRNA; EST; 676 BP.
CGGCACGAGGATTTAGTGTAAGTTTTCATTTTTGCAAGTGCCTCACATTCAGCTCAAACA
TTACAGATTGTACGTGAAGTAACACAAAAAGCTAAATTACTTGAAATTCTGCGTCACATC
ACATTTAAAGGGAGGAAACGGACAGTGTAAATGTCAGTTTTAAGAGGCAAGTACAGGGGT
CACTGGACTGGCTTTTGGTGCCATCTCATCCAAAAAATGCATTTCCAAAGGTGCTACAAG
AGATCTCCGTTACCTTGAATAGCTTTTCCTTAATCGGTTGTTGGAAAGCTGGCTATTTTA
ATTCCTGTTTTAAACATTGGTAGCTGGCTTTGCATATTTAAGCGAACAAACTGTCTGTAT
TGTGTTCACACTGGGAAAATCTAGAGAAACTTCTGTTTTCAGGTTTTGTGTGCTTAAAGT
ATTTTTTATGTAAAAGTGTCCTGTAGAGAATTCAAGTGATCAGCAAAATCCTTTGAACAA
ATATTGTTTTTTGGGGGCTTGCTTTTTTGCATGCTTTTCTTTTCTTTTTCTTTTTTTGTA
TTTGGAAAAAGTCAAAAAATGGATCTGTGTTGATGACTGATTAGATCTATTTCCACCCGT
CTGTAGTTTTGCAGTATTTATCCGTACCTCACAGTCAATGTTACCGTTTTCCATCAGTAT
TTCCTTTTTGAAACAA
>BJ527497 ID   BJ527497   standard; mRNA; EST; 661 BP.
TCGGCACGAGGCGCTCACCTGAGGAATTCAATCCCAAACTGGCAAAAGAGTTCTTGAAAG
AACAGGGGTGGAAGAACCACTTTGCAGAGTATGGAGAGGGGGTGTGCATGTACCGCACAG
AGAAGACCAAGGAGCTGGTTCTCAAAGGGATTCCTGAGAGCATGAGAGGAGAGCTGTGGC
TGCTCTTCTCTGGTGCCATCAATGAAATGACCACTCACCCTGGTTACTATGAAGACCTAG
TGGAGAAATCGATGGGAAAGTACAACCTTGCTACTGAGGAGATTGAGCGGGACCTGCACC
GCTCCCTGCCCGAGCACCCAGCTTTTCAGAATGAAATGGGAATCGCTGCTCTCCGCCGCG
TTCTAACAGCGTATGCTTTCAGAAACCCCAACATCGGCTACTGTCAGGCTATGAATATTG
TGACATCTGTGCTGCTGCTTTATGCTAAAGAAGAGGAGGCTTTCTGGCTGCTGGTGGTGC
TCTGTGAGAGGATGCTCCCCGACTACTACAACACTCGGGTTGTAGGAGCCCTTGTTGATC



AGGGGGTGTTTGAGGAGCNCGCCCGTGAGTACGTTCCTCANCTGTACGACTGCATGCAGG
ACCTCGGTGTGATCTCCACCATTTCCCTCTCCTGGTTCCTCACTCTCTTCCTATCTGTGA
T
>BJ527498 ID   BJ527498   standard; mRNA; EST; 671 BP.
TTCGGCACGAGGCTCCTCCGGCGCCAGCAGCACCAAAAAGCGGCGCCTCAACGACAGCGT
GGCCGCGAGCATGGTGGGGGGGACCGTGGTGAAGTCCCACATCAGCCAGCAGGCGTCGGC
CAGCGGACGCATTGTGGTGAACGAGGTGGACCTGGAGGGGAAGTTCATCCGTCTGAGCAA
CAAGTCTGACGAGGATCAGTCTCTGGGAAGCTGGCAGGTGAAGGCGCAGGTGGGGGACGG
CAACCCCGTCACTTACAAGTTCCCCAGCAAGTTCAGCCTGAAGGCCGGAGCCACCGTGAC
CATTTGGGCCGCGTCGGGCGGAGGAACCCACAACCCCCCCACTGACCTGGTATGGAAGAA
CCAGAACTCGTGGGGGACTGGCGACTCCTTGGAGATCATCCTCGTCAGCTCCAGCGGGGA
GGAAATGGCGGCGAGAAAAGTGACGCGCACCCTTTTCCAAGAAGATGAGGAAGATGACGA
AACGGGAGCTCACAGCACGAGCGGCGAGTACAACCTTCGCAGTCGCACGGTGGTCTGCGA
CTCGTGTGGACAGTCGTCGGAGCGCGGCGGTGGCGGTCTGCCAGAAGGCCTTGTGGGACA
TTCCCTCTTCATGGGAACCAATGAGCCCAGACAGGGCCGGGTCAAGCCGGAGAACTGCTC
CATCATGTAGG
>BJ527505 ID   BJ527505   standard; mRNA; EST; 502 BP.
TGTGCTCGTCTCATCGCAAAGCCAGTTTTTAATTTGCAGGGGGGAAAAATTAACTGACTG
ACCTCTCTACTGCAGAAAAAACCCCAAATGATAACACTTTCACCACCGTGCTGAAGAGGA
GATGTAACACTTGCTTTCTTCTTTAATTTTTTTCTTTTTTTTTGGCCAAACTTTGCACTC
TGCCTCCCAGACTGGCTAACAAAGTGAACATTTGATATTTTTTTTTTCCCTAAAGCAAAA
AGCTCTAAACTGCAAATAATTAAACATCCAACTATNCCCCNCTGGTTCTGCCNGNGGNCC
CTAAATGAAACNAAACGTTCTTTAAATGTCTATNCAAACCAAATTCTGCTGACGGNGTCT
CGATCGGGAACCGTTCCGTCANACATGCAAAACCCTCCAGCTTTTGTCTGAAAGTCAAAT
TTGCCACCACGTATNATTAANGCACTTTTATACGGATCACAACCACAAACGGATCTAACA
TACCTGTTATAAAATGTTTGCA
>BJ527511 ID   BJ527511   standard; mRNA; EST; 423 BP.
CGGCACGAGGGTAGTTTTTGCAAAGGTTTTGTGTCATTCAAAACGGGCAACCAGGAGAGG
CGGGGATCCTCCCCCATTTTTTTTTGCCTCCACCCCCCCCTCGACCATCCAGCTCTTGTC
CTGTGTATATTTCCGGAAAGTAATTTACGGCGAGGCTGTACAGTGGAGTAGCAGCGAGGG
ACCTCCGCCGTTCATTCCTGGCAAGCTGGAGGCCAAGCGTTTCATTTCACTTTGTAATTT
AGCAAAAAACAAACCAACAAAACAACCTGTTGTTGAGTAGAAACCACGCATCTACCAGCG
AGGGTGGTGGTGGAGGAGTCTCCCAGCAGAAACTATAAAGGAGAAGCAGCCTGTAAATAC
AAACCGATAGCCTAATCTGTCCAGCAGGGGGATCTTTTTTTTTTTTTTNCCTNGNNGGGG
GAA
>BJ527535 ID   BJ527535   standard; mRNA; EST; 533 BP.
ATTCGGCACGAGGACGACNGCGTGGACGAGACGGAGGCGGTGAAGCGCTACAACCAGTAC
AAGCTGGACTTCAGGCGGCAGCAGCTGCAGGACTTCTTCCTGCTGCACAAGGACCAGGAG
TGGTTCCGGTCCAAGTACCACCCCGATGACATCACCACCAGGAGGGCGGAGTCTCTGAGC
GCGCTCAAGACGCGCCTCGGCGTCTTCCTCTTCCTGCTGGAGAACCGCTGGCTGGACCAG
GTGTCTCTGGACATGGACCACGCCCCTGCCATCATCAAGCTGCTTGACGCAGCTGTCATC
AAGATGGAAGGAGGGACGGACTTAGATCTACAGGTCCTGGAGGCTCCGCCCACTGCTGTT
GCTGCAGAGGCCGGCGGGGGCGGGGCCAAGGACACCAGTCAGACTGAGACCGATGCGGGA
CAGGCGAGCGCTCAGATTGGATCAGGACCGGCCCCGGGCCAGACGGACCAGACAGGTGGC
GGCGAGGGGAGCACGGCTCGAGGCCCGGAAAANGAGGATAAACGTAACGGAGA
>BJ527548 ID   BJ527548   standard; mRNA; EST; 497 BP.
GCACGAGGCACAGACATGATTGTTATAGGACTACCTCCTCTCTTTCCTTCATCTTTTGTG
TCAAGGGTTAAGCAAGCCTCTGCTGCAGACGACTCATCTCAGCAACATTTTTGTTTTTTC
ATATATTTTCTTTTTTTACGACTAATGGAGAATTTGTAATTTCACCGTTCAAGGCTGAAA
TAATGCAGAGCTTTGGACTTTGCTCATTCTATATGCGTCTTTTGTTTTTCCACTGATAAA
ATGTAAGAATGTTATGCTAAACAGACTAAGCCATAACCAGCTGTTCCCATAACCGATAAC
TAACATGTTTTTAAAAATACACTGAATTTTTAATGCGCGTCCATTTTTTAAAAATAGTTT
GCTCGATGCACATCTCTCATCTTAAACAAATCATCCTAACTTAACTAGAAGTGACTGCAG
ATGTCTTTGCTGGAGTGTCCAAATGCAGGTGGGGGTGGGGAGGGACATTAACATTGTCAA
ACCTTTTTTTTTTTNAT
>BJ527560 ID   BJ527560   standard; mRNA; EST; 615 BP.
GAGGCTTGGCTCACGTTATCTATTTCATATGTTAATACTTGTGTGAAAAAGTAGATATTT
GCACATTGATCTATTCCCTGTGGCAGCTGAGAATAAAGATAGTACAGATTTACGACCTTA
TGATTTCGTGACCTGTGCCAGCACACTTTGATTTCATATAGCACATTGCTATCTTTCATC
CTGTGCATAACTGAATGTCTCGTCTGATTTGTCTTCATCATTGTAAAAGAAGAAACTGCC
ACTTTCTTCTCCCCTGTTTTCCTCCATCAGTGACTTTCTAATCACTGGATCTTGTTTGTT
TCATGAGCTGTGATTCTTGACTGATCACACAATTATTCCTTTTTTAATGTCTGTGTGTGT
TCATAATGTTTACATACAATTTTGCACTATCGTGCAAACACTGCTNAGGTCATTGGAGGC
AGTGCTCAGTCAGACGAAAACCGAGAAAAAAGATGAGTTGCTGAAATCCAACCATCCTCT



TGCATCGGTGCGAGAGCAAACTTCTTTTTTGTGTCGAAATTCCCAGAAATAAAACTCAAA
TTGGCATCAGCATGTAGGAAAATTCACCAAGATTCACTGGCGTCCTGAAACTTGGTGTAT
TAGCTTGGTGTAAAA
>BJ527566 ID   BJ527566   standard; mRNA; EST; 113 BP.
GCACGAGGCAGTCTGTCTAGTGCCGGGGGAGCGTTTGCTCTCGTGTGTGTGTGTGTGTGT
TTTTAAAGACCTGCTAATTGCAATGAGAGGCCTGTAATTTTCTAAAAAAAAAA
>BJ527585 ID   BJ527585   standard; mRNA; EST; 503 BP.
TGCCAGAGACAGTTTATCCAAATACTGACTCCTGGAGAAGAAGGAAAAATGCTTTACATG
CACCTGATGTGTGCGCTCCAGTGCCTTTGCTCTTTACTGCATGCCTCCCCTATATTTACC
TCCATGTATGATCAGTCCACAAAATATGCTGCATGTTTACTTTTTGTAAAAGATGGGGAC
GATTGTGTGCATTTTAAGAAAAAGTGCTAAAAAAGTTTCATAAAATTAGGAGCACTTGAA
CGAAACTTTCTTTCATGGCACTTGTACGTTTTGCACAAATATGTTTAATGTGTTGGTAAT
TATAAAGAAATAAACTAATTCTGTCATTAAATTATCATCTTTATCGGTTTATTAGCTCAT
AGAGGAAGACTGAGGCCCAACTAACTACAACTGTAGCACATTAAACGCCAAACCTTATAT
TTGACTGGATTGTCTATNAGGGACACATTTAAATAAATGCAATTATAACTGTTCAAAGTG
TGCTTTTTTTTTGGGGGGGGGGG
>BJ527589 ID   BJ527589   standard; mRNA; EST; 563 BP.
CGGCACGAGGCAACATCACATAAAGCACTTAGGCTTTTTGTTCATGTCGCCTGTTCAAGT
TTAGCTTCCTCTTATTTAAAAGCATTTTCCTTAACAAAAATGTAACATTTATTTAAAGTG
TAATGGCTATATAAGAATATATGAGTATAAATATATATTTAAAGCTAAATTTCAGGTTTT
TTTTTGGTTTTGTAATCCAGAGATTCCTTTTTCATGTATAATGTAGGCAATATCTGACTG
ACACAGGACAGAACGGAGGGAAAACGCCGTCTGTCTGACGTTTGAGACGATGAAATGGTC
TGTGCCAGTATTCCTCCCAGCCTCCATCACCTCTTTCCAAAAACGTGATCTCTTTAGTAG
GAATGACAGCTTCCCGTCACGGCCTCCTGCCGGTTTAGGTTCTGTAAAACAATCATGCTC
GGATTGGGTACCAGTGGTTTGTTGTGTCTCTGTTACTTGAAAACCCTTTTATTTTTATTA
TTTTGTGGCATGTGCCCCGTGACCTTCCTGTCGTGGGTTTGGGGGGTAAGGAGGATACTT
TTTCCTTTTTTTTTTTAAAAAAA
>BJ527594 ID   BJ527594   standard; mRNA; EST; 334 BP.
TCGGCACGAGGCTGGTTTAATCTTAGGCCAATAATTTCCCATGTAAATGTTANATGGCCA
TCACAGTTTGGACTTCTTTAAACTAGGGATGCGATGATNTAGTTTCCTCATGACTTGGTT
CAAATAATTTTTGAGTCACGGTTTAGTGTTCAGTTTGAAATATTGTGTAGTTGAAAATTA
CATACACAAAANAGAAAAATTTCCTTTTTATTTTACTAATAAGCAAGTAACAATANGACA
CAAAACAAAATATGTTTCAGTTAGCTTAAAGTCATACTTCGTTCATCTTTTGTTTTATTC
TAGAAGCATTCCCTGTGGTCTCTAAAAATGATTA
>BJ527632 ID   BJ527632   standard; mRNA; EST; 351 BP.
GAAGTCGCCGACAGACTCCACCCCACCCAAGCCCTCCAGAGCCATCCTCTCGCCAGCAGA
CGCGTCCTCGTCCAGCCGGCGTTCCTCCGGCAGGAACCACGGCGTCCACGAGCTGTCGGC
CTGCGAGCAGCTGACCGTGGAGCTGGTCCGACACGAGGACAGCTGGCCCTTCATGAAGCT
GGTGTCCAAAACCCAGGTTCCTGACTACTATGACATCATCAAGAAGCCCATCGCCCTGAG
CACCATCAGAGAGAAGGTCAACAACTGCCAGTACCAGAGCACAGGTGAATTCATCTGCGA
CGTGGAGCTCATGTTCTCCAACTGCCTCCAGTACAACCCCCGCCACACCAA
>BJ527634 ID   BJ527634   standard; mRNA; EST; 646 BP.
TTCGGCACGAGGAGACAGTTTATTTTGTTTACTGTTCCTGCTATTCCTGACAGGGGCAAC
CACATGGATTTGATTCTTTTGGAATCATTATCCACCTGCAAGAAGAACCACCAACGAGGA
CAGACTAAACATTTCTCGACGATGGCTGATCCAGATAATCAATGACAGGGTTTCCCATGC
AGTTCCCTGCCCCAGAGGACGTTGTGTTGGATCTAATCCAGATTTAATTCCAGGTAACAA
TGGTACTTATGTGGTTGATCAAATGTTTTGGTTATGTGGGCAGGCCCTCTACCTCAGTCT
GCCTAGAGACTGGAGTGGGATTTGTGCTTCTGTAAAGGTCACAGGTCACACTTTCATAGT
TTCTGCAGTCCATGAGCCTCACCTGCGCTACAGACGTAACCTTATTGATGTCAAGCCACA
TGATTCCATTTGGGGATCACATGTTCCTGGAGACCATAAACACTGGAATACTGGGGAAAA
GGTAACTATGGCATTGTTTCCCTGAGTGGGAAATGCTAAAAACACTTTCAGAATTGAGAC
CATTGATTATAGATTAGGTTTATTTTTGATTATTTTTGAACGCTACAATTAAAGCATTTA
AAGGCTATNGTGAAGAAATGTCAAGCATGAAGACTTATGGTTCTAC
>BJ527636 ID   BJ527636   standard; mRNA; EST; 396 BP.
TCGGCACGAGGCACCAGTTTCATGTAAGCACCAAGTTATCACCTTATGGTATTATGTGGC
AAAAACCTTCTAAGATGCATTTCGGAGGAGAAGTCTGGAGCTGTCTTGCAGCTAGCTGTT
GGTGGCGAAATGCTGGGCGTCCTCGGTCGCTTTCAAAGCGCGGACCGCCGGATGTTACTG
TTTCACTGGTTCATTATTTCTGCCCTTTTTTAAAAAAAGTTAATTTACTTTTCTTTTTTT
TTTAAGTGAAATTCCACATCAAAGCTGCTTGTAAATCCNGTAGCTTGACAACAAGGGGGA
AACGTTTGCGGNGATATTTCTTGTCGGNCGGTTTGGNGTGTCTCTGTGAAAGGGGGAACA
CTTCGCAATGGAGTCCCTCCCTGTGCGTGCGCTGAC
>BJ527642 ID   BJ527642   standard; mRNA; EST; 468 BP.
TCTACAGCATCGCTCAGTCGCTGCCCGGACACCCGGACTGTGGAACCATCCAGATCATCT
ACAGCATCCCTCCTGGCGTCCAGGGTCCAGAGCACCCTAACCCGGGACAGCTGTTCACCT



GCAGGGGCTTCCCTCGTTTCTGCTTCCTCCCAGACAACGACNAAGGCAGGAAGGTCCTGG
AGCTGCTGAAGGTGGCGTGGATGCGGCGCCTCATCTTCACCGTGGGAACGTCCAGCACCA
CCGGCGAGCCCGACACGGTGGTGTGGAACGGCATCCACCACAAAACCGAGATGATGTCCA
ACCTGTCGGGCCACGGTTACCCCGACCCCAACTACCTGGACAACGTTCTGTCGGAGCTGG
CCTCGCAAGGCGTGACGGAGGACTGCCTGAAGCCCGCCGGAGGCAGCAGCTAGGCCGCCC
CCCCCCCCCCCCCNCCNAAAANCCCNGNNAAAACGGGGGGGGGGGGGG
>BJ527654 ID   BJ527654   standard; mRNA; EST; 178 BP.
ATGACCTGTGGGGGTGCAGACTCCCAGCATCCCTCTGTCACCTCCAGGTGACCAGACTTT
GCCACTTTGTTTTGGATGTGGACAGAGGAAGACGCTCTGGCCCATCATCAGTCAGTCTGG
GGGGTGTAGTCACATCTGCCTTGTTATTTAAGTGATGTGCCAATTTTTTTTTTTTTTT
>BJ527670 ID   BJ527670   standard; mRNA; EST; 187 BP.
TCGGCACGAGGGAAAATATTTAGAAATGCAGTTTTAAGGTTAATTTACTTTATGTCCTTC
ATCATCCGAAAATGCTACATGTTAAAAACATCAAAAACACAATTTTCACGAGAGTGGGTC
TTTAACCCTTGTGCTATCTTAGATGACCCCCCCCCCCCCCCCCTTTNTTNGGGGGGNNNC
CCCCNCC
>BJ527712 ID   BJ527712   standard; mRNA; EST; 693 BP.
TTCGGCACGAGGCAGAAAGGGGAGGCGTGGCACTCCTCGAAAGAGCAGGAACGTTTGGAG
GAACCTTCAGGAACATCTAAATGTTCTCCACTGCCGTTCTGCCTGAAGATGGCCTCCAAC
TTCAATGACATCATCAAGCAGGGCTACGTGCGCATGCGCAGCCGCAAGCTGGGGATCTAT
CGGCGCTGCTGGCTGGTGTTCAGGAAGTCTTCCAGCAAAGGACCGCGGCGCCTGGAGAAG
TATCCGGATGAGAAGGCCGCCTTCATCAGAGCCTGTCCCAAAGTAACAGAGATCAGCAGT
GTGAAAAACATCACGCGGTTGCCGCGGGATACGAAGCGGCAGGCGGTGGCCGTCGTCCTC
ACAGATGACACATCACGCACGTTCACCTGTGACTCAGAGCTGGAAGCCGACGACTGGTTC
AAGCTCCTGTCGGTGGAGTGCCTGGGAACGCGGCTGAACGACATCAGCCTGGGGGAGCCG
GACCTGCTGGCAGCGGGGGTCCAGTGTGAGCACACAGAGCGCTTTAACGTGTTCCTCCTC
CCCTGCCCCAACCTGGACATCTTTGGAGAGTGCATGATGCAGGTGACCCACGAGAACATC
TACCTGTGGGACGTCCACAACCCCCGCTCCNAGCTGGTCACCTGGCCTCTGTGCTCGCTG
CGGCGGTACGGCCGTGATGCCACGCGCTTCACC
>BJ527757 ID   BJ527757   standard; mRNA; EST; 127 BP.
GAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGNG
>BJ527768 ID   BJ527768   standard; mRNA; EST; 649 BP.
TTCGGCACGAGGTGAAAAAAGCACCTCCCATTTCTCCCTCATGCCCCCCACCTCCACCTA
GTACTCAACACGAAGCCTGAACTACTGAAGGCTTTTGAAAACAGATCACCCCTTGCCTGG
ATATGCATCTTACACAAGCAGGAAAAGCCGCACTCTGGACTGCCCAGTGGGAGCCGTGGA
TCTCGGTTTGCCTCCTCCCTGCATTCAGTTTTTGCTGTAAAACTTCTTGCTGCAACTCTC
CACAGCTCAGTGTTCATATGCTGCTCCCTTTAAGAACCCCTCTCTTTCTTTCTGTCCGTC
TCTTTTAGTTTTTTAGTCTTTTTCCGCTCGACTCCTCTGTGATCAAATCGAGGCCATTTT
CAGGTCTTTTTTGCACATTTCCTGCTTTTCTTTCCTGCTGTTTCTGAGTGCCACAGTTAT
TGAAAAGCTTTGATCTCAAGTGTTACACGTAAAACACTAATATTTAAAAAAAAACAAGTA
TAAAAAAATGATCATTTTTAGTTTTGAATTTGGCCTTTTTTTCCCCATTGAATGGCTTTT
CATTTGTCCATTTGTTAAAGGTCAACTTATTTGTATAAAAGTTTGACATCAAATGCAACA
TTTTACTGCAAGACTTTTCANGACCTTAACACAATTTATTTTCCTTTTC
>BJ527771 ID   BJ527771   standard; mRNA; EST; 489 BP.
CGGCACGAGGAATAAATAAATAAATAAACAAACAAACAAGCATGGCTTGGCTCTGTTGTG
AGGAAACAGTATCTGGGAATCCTTTCATACCAGGAGCCAGCCCGGCCACCGGAACATCGC
CACAGCGCCCACCCAGACCGGGACAACACCGGGGTCCCCCTCACACCCAAAAGCTGTAAA
ATTAGACCCCAGCCGCCCCAGCAAGGGCAACAACTGCAGCAACAACCGCTGACCAAGCCG
GTAATCCCTGGAGGAAAAGATCCCCTCAAGAAACACTGGGGCTAAAATCATAAGATGCTA
AAATTAAAAACATAANANAGAAGAAAAAAAAATACATAAAATTGAGAATAAGATGCATAA
AATTAAAATAAATACATAAAATAGCATATATTAAAACTAATAGAATAAATTAGCAGTTAA
AATCAACTAAAAGCTAAATTAAAAAGGTGAGTCTTGAGCCTCTTCTTACAAACCTCTCTG
GTCTCTGCG
>BJ527798 ID   BJ527798   standard; mRNA; EST; 400 BP.
TCGGCACGAGGCCAAAGAGCGCCCCCACCCCCTCTCCTGTGTGCCGCACCTGTTTCCATG
GCAACTCTGACTCCTTTAAAGTAGGGGAACAAGCTGCTTTTAACCTTTTTTAAAAACAAA
AAAGCTCCCAGACTGTTTCTGTACCGTTTCAAAAGAGAGCACCAATCATTTTGAAGTCCT
TCACTTTGATATCTTGTCGTATCTCAATGAATTTGTAATTGTATGCATTTTATTATTTTT
CTTCATCATGGGTTCCTGTTTGGGGTCTTTTTTCTTTTCACTCCCCCTTTTTCTTCCCAT
GGCTCCTATATGATGCGTTTTCTGCTTGTCCTTCGGGATAGCAGACTTTTAATTCACTGT
TATTATGTGACATGCTCAGATGTTTTTTTTTTTTTTTTTA
>BJ527826 ID   BJ527826   standard; mRNA; EST; 145 BP.
CGGCACGAGGGCTTCTTCTCCTCTGCTTCCCAGACTGACTGCTCGCTGGTCTGCCTTCGT



GTTCCTTTTTAAAAATGTGCCTTTGCTTTAAAAAGGTCTGGAAAAAATAGGATTTTAACA
AGCTTCTTTTGGGCGGGGGGGGGGG
>BJ527841 ID   BJ527841   standard; mRNA; EST; 116 BP.
TCGGCACGAGGGTTTGATGGATTTTTATTTCCCCCCCCCCCANGCNTNTCCCCCCTCCCN
CCGCAAAAACCGTTTGGATGTTTACACTGAAAAAACTAAAGNCAGGANTTTTTTCT
>BJ527844 ID   BJ527844   standard; mRNA; EST; 151 BP.
GTCTGGTCAAAAGTTCTTGAGTGTATTTGAAAAAGGTTTAATTATTTAAGGAATGTGAAT
AGCTTTGTAGTTTTTCTTTTTCTTCCTATCCAGTTATGTGTTTTTATTTNTGGCTTGTGA
AATAAAAATACCTTAAATGCGAAAAAAAAAA
>BJ527877 ID   BJ527877   standard; mRNA; EST; 544 BP.
ATTCGGCACGAGGGATTTAACAAAAATTCAAAGAAACCCGACGGATTCTCTCGGGGTTTG
GTGATTATTTTGGTGGGGAGGTGCCAGATTGAGGGGCCCTACCCCCTAATCCCTTCTATC
ATATTCAGCTGGGCCAACCTGCTTTTTAAAAAAAATATATATATATATATACATTTTTGT
TTTATTTTCAGCTTGTCCTCTCTTTTCGAAACACCTCAGGAATCTTTGCTACTGTCCTCC
TCACCCGTCGGGAGCTGGAACGCCTTCACTTCCTCCTGTCTGGACTCATACCACTAACCA
GGTTAACTGCGGGTCGTTGGTGGAGTCCAGCTCTGCTTGATGGATTTTTCTTTTTTATTT
CAGCCATAAAAAATCTGCCGGTTATGCAGTTTGGTGTTGCTCACATCGACGCTAACCACC
CTGGTGCCATCCCCGCCCCGCCCTGCCCCTCCCCGCCCCTCCCCCACACATACATCAGCT
CTTCTAATCGATGTCAGGCGAAACGGATGTATCAGTCACTGCCGTGACCTTTTTTTTTTT
TTTT
>BJ527899 ID   BJ527899   standard; mRNA; EST; 591 BP.
AGGCTTTCGTTGGAGCCCACGAGTTGATGGACACAGAGAAAAACATAGTTATTGGTCTCC
CTCAACTCCCAATGGATTTCTATGACTCGCCCGTGTATAGGAGCAACCTGGAGCGCATGC
AGGGGTTTTTGGGAACTTTATACGACAACTGCTTCTCTTTGCTCGGGAGCGCAGGCGCAT
CCCTGCAGAAGGAATTCTACACCATTGACGGGCTGGCTGAATTAATCGCCGGCTCTGCTT
TCGTCTCACTCGATCAAGTGCCTGACCACAGACTCCGTTCCATCATTCGTCTGTTTTTGA
AGCCACTTGTGGTTTCATGTCCCCCAGAATATAATGAAAGTCTGCTGCGCCCCCTGCTGG
CACCTCTGTTTGCTTATATGATGCAGAGACTCAGCATGAAGTGGCAGGTCATCAGCCAGA
GAGCATCTGCTGATGGTGATGATGAGGAGGAGCAGGTGGTCTGCCAGAAGAGCGAGGTGA
CGCANGAGATGTTGGAAGAGCAGCTGGTGCGGCTGCTCCACCAAAGAAGTCCTGGATCTT
CTCAATCTGAGCTGCATTTCCCAAAAAGTGGCCGAACCAGCAGCAAGCAAA
>BJ527977 ID   BJ527977   standard; mRNA; EST; 417 BP.
TCGGCACGAGGATAAGTTACTCATTACTCAAATCAAAAGGCACATTTATTAAGATGTAAG
AATGGGGCCCACAGTTTTGGTGACTGTCGGTTCTTGACCTCTAACATCATTNTCTGGACC
TAGAAGTTGCAAACTGTTAAATGGCTTTACTAGTTAATTCTGCACCATCGGTTGTGTTTT
GGATATTGTTGGGAAGGCTGTGTGTGGGTGTGTGTGTGTGTGTTGGAGTTTCCTGCCTTT
GAGGCAGCTCTTTTCTTTATTTTGTATTTTTTTTTGTCGTGTGGTTGTAAGTGGACCGTG
GTTGTGTGTGCACGCCGGCCTACAGTAGCAGTGAAAGCAGCGGCTTTTCCTTGCCGACGG
TTCGTCCACTCAACCTGTTCGCTCCGTTTTTAAGTCACTTTGGATTTAAAAAAAAAA
>BJ528002 ID   BJ528002   standard; mRNA; EST; 207 BP.
ATTCGGCACGAGGGACTGGTTCAGTGACAATCTGCCTTTGTTAGAAACACTGGAATTTTT
CTGAGGGGGCGGAGTTTCCCTTTGTGGTCACACTGTTTCCACGCCACGACCGAACGATGA
CATCATGAAGGCCTTCCCCCCACTCGTCAGGTCCTGATGTTTGTGTTTCAGGCAGTTCTG
GGGGGGCGCTCTCACCCCCCCCCACAC
>BJ528044 ID   BJ528044   standard; mRNA; EST; 603 BP.
GGCTCGCTCCCATTCCTGACCCGACCTTAAACTCATACTGTTTATTTTCTACTTTGAGGA
CCGTGAAGCGGCGTTTGGACCCCAGAGCGGCGAAGGGCTTACCGTGGGGGCGGGGCTGGC
TGTGGATCATGCGCCTCCCACCACAGCATTTGTCACAGCGTCTTCATCCATGCAGCATCA
GGTCAGGTTTGTGGTGACGCCCGCTGACCTTCGGATGTGACCCAGAGAAACGAAAACAGT
CCAGAACGTCTCCATGGTAACAGAACGTTTAGGTCACAGCTGCCAGATGCAAACTCTGAG
AGGTCACAAAATGCTGAGTCTGCTCCTCTTCACAAAGACACACAGCTGGATGAAGGGCGC
CACCCGGAGGTAAGCTGTGGAATCACAGGCTCCTCCAGGAGCCGGACCGAGCTGCACACC
TGAGTCCAGTTCTCCATAGCAACCCAGACCCACGTTTTCAACACGCTNACATCACGTGAA
AACGACNAAAATCCCTCTCATGTTTATTATTCTAAAGTATTTCTGACTTTCAACAGTGAA
ACTAGGATTCTTAGAAAAACTTTGGAGGAATCCTGAGTGTCAGAACGGCAGTTTCCTGAT
TCC
>BJ528069 ID   BJ528069   standard; mRNA; EST; 633 BP.
CGAGTGGAAGTGAGCGTAAAGTCAGAGCAGATGACTATCCGGAGACCTGCGTCTGCTGCG
TCATCCTCTAGAGACGGCGGCGACGCCAAAGTCTCCTGGTTTCTGTAGGTTCATATTCTA
ACAACTCTGAGACGTTTACGTCCACCAATCAGGAACGTCTCAGTCCCACTCAGACTCATT
TATCCGTTTCCAAAGTCCCAGTGGTTTTAAATGATGATTATGCCATTTTTAACCAAAAAT
CTCTATCGTTTTCAAAGATATCGTTTCTGCTGAGTGGCAGGAGTTCATCAGAAATTCACC
TCTGAGTTGTGGGCGGGACTGTTGGTGGGGAAGTTCTCTACGTTGATATTGCAGCATTCC
TTTGTTTACTCTCTCTCCTGCTAGCTTACAGCCCCTCACAACCCCAACCTAATATTAGCG



GAGCAACAGAAAGGGCGAGCGATTTCAGAGTTATCCAGCCGTACAGGTTTGAGCTCAGAC
GTGGAAAGTTAAGACGTTCATGGATCTATTTGTCTGCGAGTGTGGAGGATTTAGAATTGG
AGCAGAGCAGGAAGGCTTTGGCCCCACCCACAGCAGTTGCTGTGTCACAACCCTGAGCTT
TTTCCGTCACAATTTGAAAATAGAATTACTCAG
>BJ528150 ID   BJ528150   standard; mRNA; EST; 489 BP.
CATTGGACTGATGAGTGTCTTTGCAGGTTACTTCGCCTGTCAGGGGTCTATGTTCACATG
TGGATATTTTCACTTGAAATCACTTTTCATGGCAGCAGAAAGTTTCATCATTAATAATTC
CAGTTCTGCTTTGCTTGTTGTTTTACTATAACTGAAGATTTTTATTGTTTGGAACAGTCC
AGGTTGAACAGCGCCTACACCCAACAGGAGCTGGGATAGGCTTCGGTGACCCCGTGACCC
TGAAAGGGACTGAGCAGGTTTAGATGATAGAAGGATGGTTGGATAACCAACTGTGCGATA
TCTCAGTAACAGTACGCTGTAACACTGGAGTTTTGAATCAGAAGAGCTCATGAATTAAAA
ACAAGGAAAGAAGATGAAGCATGTCTTTGTCGTCATGAGAGGTGAAACGAAGAAGGTGTT
GAGTCTAAGGTGTCAGGGGAAGAGTCTTAGAGGGAGACTGTCATGGTTACCCCCCCCCCC
CCCCCCNGG
>BJ528152 ID   BJ528152   standard; mRNA; EST; 642 BP.
CACAAAAAAGGCGAGCCACACGATGCTAATGTTAGCTAACCGGTGGCAAACTTGCTAACG
CTCCTGCCGTCGGCAGCAAAACCCGCGGGGAGCGGGACTAGACCGTTCTCCGGTGCTTCT
CCGAGAAATTTCCATGGAAACTGAGGAAATGGCTGGCGATGTTGACCATACTTTTGATTT
AGAGAAAAAGAAATACGACGCAGAGGAAAACGTGAAGATAATATGTCTGGGAGACAGTGC
AGTCGGTAAATCCAAGTTGATGGAAAGGTTTCTCATGGACGAATATCGTCCTCAGCAGAT
GTCAACATATGCATTGACACTCTACAAGCACACTACTACTCTAGGGAATAAGAAAGTACT
GGTTGATTTCTGGGATACTGCTGGCCAGGAAAGGTTTCAGAGCATGCATCCTTCCTACTA
CCACAACGCACATGCATGCATCATGGTTTTCGATGTTCAAAGGAAAATCACCTATNAGAA
TTTATCCAACTGGTTTAAGGAGTTAAGGGAGTACAGACCTGAGATACCCTGCTGTGTGGT
TGCCAACAAAATTGATGCTGACTTGAAAATAACTCAAAGAAGCTTCAACTTTGCAAAGAA
ACACGGGCTGCCATTCTACTTTGTCTCAGCAGCTGATGGGAC
>BJ528156 ID   BJ528156   standard; mRNA; EST; 667 BP.
CGGCACGAGGTTTATAACAGTAAATTTGTGTGTTTCCCATAATCCGCTCCATGAACTATT
CAAATAGGTTTTTTTGTTAGATATACAAACCCTGTAGATTTGTCTTATAAGTATTTCCCC
AAACTTCCACAATGTACTGTAAATGTGGTCATATTACCGAATAATATATTAGTAAACGTG
TTTTGTGAGTGTATGATGCGATTTTCCCCAACACTGCTATGCTTTTAGCAAGTTTAGCTT
TGACTTGCTTTATTTGTGGCTTCCATCTTATTTTGTCGTTCATAGTTACTATAAGGAACT
CAATTTCAGTCACTCTTTCCAAAACATGATTATCAATAGCAACTTTTATTTCTAGATGTG
TAGGAATTTGGCGATTTCCAAAAGTCACGAATTTAGTTTTGTTAACATTGAGTGAAAGTT
TATTTTTGTAACTCTGTGTTTACCATTTTTACTACTTCACTGAGATTCTCCCATGATCGG
CATAAAAAAGGTATTTGAGTGTATTTGACACCATCTGCATGTATAGGATGAACAGTGGGC
CTAACGTTGACCCTTGTGGGACTCCACAGCTTAGATTTAGCAGGGATGAAACTGCTGCTG
ATTGCAGCTACTTCAAGACGTGCCTGTGTTTTCATTCAACAGCAGATGTAAACTTCAGTA
AACCTAA
>BJ528165 ID   BJ528165   standard; mRNA; EST; 601 BP.
CGGCACGAGGCAGCGCCATGCCGTCCTCCCGGAGGAGCACATTGACAGCGTATTACGCAC
AACACAAAGTCCTCATGCAATGACAAATTGCTGTTTTGTCAGGCTCTGTGCACTCCTAAC
AAGAGGGACCAGACCCCTGAGACACAAAGCCACACAATACCTTGCTGTCCTCAAGTGTCG
TGTGTGAGGACGGGTTGCTTACAGCTGTTTTATGTCAGTCATTGTTAAGAGCGGCAGTAC
ATTCTCATTCCTCCAGTGTCAAAGCCATTACTTCTGATTCAGTCTTTACCATGGCAACTA
AAGGAGAAAGGGGAAAGATTAATGCGGTACTAAAGTGAATTGATACTGTGTGACTTTTAT
TTTTTAATTGCAAGCTGAAGTCTTACATTGTTTAAAAATGGGGGTAAAACTTGAAACTTA
AAAAGCTAAAATCACTTCTAATGATTTCTCACACACTTTTAAAAATGCGGTTACAAAAAA
AAATCATCTTCTCATGATAATTGAAGCTTTTACTAATTTATTATTACGAAGCGGGAAGCG
CCCAGTGTTTACCATCAACTGCAGGACGCACTTCTCCGAGTCCTCTTTGTTTGTTCGTAC
A
>BJ528170 ID   BJ528170   standard; mRNA; EST; 438 BP.
TCGGCACGAGGTTGAGATTGTGTTCTGGCCTCCTTTGATAGAGAGCTTCAGCTCTAATGA
AGACTTGTATCCAGTGTGTTGATCAGGTAAATTTTGTTTTTGCTCTTATTTTCATAGAGT
TGGCGTCTTTCTGTTTTGCCCTACTGGACTAGACCAAGCTCTGAGCAACCCTCAACACAA
AATGTAGCTGGGCACACAATTTGGCTGGTCTCATTTTATTGTTTCAAGGCCAGATAGCAT
TTCAAGTTCATTTATAAAATAAAGTATATATGCAGTTTCACATCCTGTTTCAGGTGGGGA
TGTCTGCTTTACCCTTTTTTTAATTTTCTATATAGTCTTTATTTCTTGCTGTAGTTGATT
TTTTTTTTTTCTTCAGTTCTTTTGTTTTTCTGTTTTTGCACTGCTGGTTTGGAACAAACC
GGGGNGNGCACCTGCAGT
>BJ528213 ID   BJ528213   standard; mRNA; EST; 518 BP.
AGGGCTTCTTCCTGCTTGATAAAATATTTGATTCCTGTTGATCTCAGCGGAACTCTGCTG
ACCCCTAGTGGAGAGAGCCTGTATCTCTGAAGGTAAATGCTGTGCATTTCAGTTTCAATG
CCTTGCTTTCTAATCAACATTTTCCAGAATCAGGTCAGTAAAGGTTTGTCTTAATTGACC



TTAAGTGCTGCTCAACATAATTCAGAAAAAAATCAGAGGGATATAATTTATCAAATATTC
TCAATCATCATCTTAAAGCTTGTTAATCTTAATTTCAGGGTGAAATTCTGCTCATTTAGT
CTGTAATCTCAGGCTAGAATTGGGTTTCTAAAAATGATTATTTTTTTATTCTTAAAGGAA
AGAATTGGATAAAAGCTTCCTCCAGATATTAACGCTCAGAAACTGTATATTTTGACAAAC
AAATCCATGTTTTTGCGTGTATTTATCTGCTTTTTCTATTTATTAAACGGCTAACAAACT
GCACTTTAAATCTGCTTTCTTTTCTGTGTCATCGACGG
>BJ528219 ID   BJ528219   standard; mRNA; EST; 610 BP.
TCGGCACGAGGCCGACTGGAAGTACCGGCACGCGGGGCTGATGGCGCTGTCTGCCATCGG
CGAGGGTTGTCACCAGCAGATGGAGGCCATCCTCCAGGAGATCGTCAGCTACGTGCTCCT
CTTCTGCTCCGACTTTCATCCGAGGGTGCGCTACGCCGCCTGCAACGCCATTGGACAGAT
GGCCACAGACTTCGCTCCAACGTTTCAGAAGAAGTTCCACGATAAGGTGATCGCGGCGCT
GCTCCAGACCATGGAGGACCAGAACTTCCCCCGGGTGCAGGCGCACGCCGCGGCGGCGCT
CATAAACTTCACGGAGGACTGTCCCAAGTCTATCCTCATCCCGTACCTGGACAACCTGCT
GCAGCACCTCCACGTCATCATGGTGGGGAAGCTGAACGAGCTGATCCAGAAGGGAAACAA
GCTGGTGCTGGAGCAGGTGGTGACGTCCATCGCCTCCGTGGCCGACACCGCANAGGAGAA
GTTCGTGCCGTACTACGACCTCTTTATGCCCCCCCTCANACACATCGTGGAAAACGCCAT
GCANAANGAGCTCCGCCTCCTGCGGGGAAAGACCATCGAGTGCATCANCCTGATCGGCCT
GGCTGTCGGA
>BJ528234 ID   BJ528234   standard; mRNA; EST; 564 BP.
CGGCACGAGGTTAACTTTGGCCTCAAAGAGGTTTTTCTATTAACTTTAAAAAAAAAACTT
TTTCTTATTTGAACATTTATTCTTTTAAAAAAAAGATATTTTTCATGTCAAACATTATAA
AACTAATGAAAATCTGCTTGATTTTAGCCAAATTCTAATTTCCATCTACAGGATCCTGGC
AGGGTCATGTTGAANAAATCAAACAGATTTTCGGAGGAAGAAAAAACAAAAGATTATAAA
ACACAAGTGTAAAAAAAAGAAAAATACAGGATAAAACTAAATCAAATGGAACACTTTAAA
ACCATCGTCAGTTGAGTAATAATGTCTTTTAAAGACGACTAAACTTGGACTTTCTTTGAA
TGTANATGCTGTTCCAGAAAGTAAGGAGAATGAAGGGGGGGCCACAGTCACTCTGGAAGG
TTTCTGCTGGCAGTCGGCTAACGACTAAATATACCGGATGGGATCCCTGGCATGTGTCTG
TCCCCCTCTGGTCCGTCAGCACCAACAGAACGGTCAGCGGTGGACCAATTCAAAGGGCCG
GTAACAGTTGGTGCTCTATGCAGG
>BJ528286 ID   BJ528286   standard; mRNA; EST; 623 BP.
AGGCTGGAGCAGAGGCTTCACTCCAGCACCCCCACCCCAAGCTGCAGCCTCCCCACACAG
GCCTCCGCCCACCAGGGGGCAGGAGCGGGTCATCAGCGTGGACAGGCTGCTGCAGGTGAA
GAGGCCCAGAGAGGACTGCGATGTTCCTGACCAGGAGGTGCTGGAGCAATACTCCACATC
TGTGCTGAAGAGGTCCAAGTCAGAGACACCGGACCGGCCCGTGGTCGGCGGCAAGCCCCG
GACACAGAACCGCTTTGCCACACTGCTGCAGAGGAGGAACCGGGATGAAGAGGAGGATGA
CAGCCAGGCCACCTTCAGCAGGTTCTTCAGCAGCTCCAGATCAGCAGGAGGTCCCAGCAT
GGAGGAGCCCCCCAGAGAAGCACAACCAGCAGCTGCAGGTCCACCTGGGGACAAATCCTC
GCTCAGCATCCAGACTCAGGACAGCGACGGTCCTGATTGGCCGTCTGTGGAAACCCCCAG
CCCCTCTCAGTCTCCCACTAGCAGCCCCCCCAGTTCAGCCAAACAGGGGCTCCAGCTCTT
CCAGTGGTCAGGTGGATCTTCATCGCTGGAAACAGCCAGAGCATCAAAGTCTGCCTCAGG
TCTGGCAGCTCTGCAGCAGTTCC
>BJ528295 ID   BJ528295   standard; mRNA; EST; 604 BP.
CAAGCTCTTCGGCAATCGGTCGTTCTGTTATGAGAAGCTGCTAGAATACGACAAAGCTCT
GACCGACGCCGAGATCTCCCTTGACATCAGCCCGGACTGGGTTAAAGGCCTGTATAGGAA
AGGCCGAGCTTTGGCAGGACTTAAGAGGTATGAAGAAGCTGCTCAGGCCTTCAAGGAGGT
TCTCAAACTGGAAAGCTCGTATGCTGAAGCTGCCCAGGAGCTTTTGCGGATGCAGATGAT
ACAACTAATGCAATATGGTTTTACTCGGGAGCAGAGCTCGAACGCTTTAATTATTCACGG
GACGGTCCACAAAGCCTTAGAGGCCCTGTCCAAACTCACCTGTAATCCAGAAGCTATTCG
GAACGGGACCCCCCCACCAGCTCAAGTAGCAAACGTCAACGGAGTTTCTCCCATCCTGTC
GGCCAATAGAATTCACTCGCCTCGCGCTGCGTCTCCNAAGGCCAAAGAGCCGCTTTTAAA
AACCAACCATGACGCACCGCCTTCCCAGAATCAATCAACTCCACCAATGAAGGATGAGGA
ACGACGGCNACAACCCCCACTGGAACTGTTTCCGGTCTGGGTTGGAAACCTGGTTTACCC
GGTA
>BJ528297 ID   BJ528297   standard; mRNA; EST; 323 BP.
GGCACGAGGCGCATATCATGCAATTCTGACGGCGACAGACTGGCAACGCTTCGCAAGCTT
TTTAGCCTGGAATGTGGCGTCTCCCGACTGTCACAGTGACGGCCAATCAACCCACAGTGG
ACTCCGGCTTCTGATCTCCTTCATTTTTTAAAGCGTGAAAGCCTTTTTCTCTAAAGGAGC
ATGTATGATGGATTGGATGCAGAAGCTTGCTTTCACCCTGCAGAGACGTCTGTCAACCGC
TGACTGGTGTTGAGAGTCTGTGTCATCATGACGTGATCAAATGGAAGTGTTGGCAGACGA
AGCAGCGATCAAGGGGGGGGGGG
>BJ528310 ID   BJ528310   standard; mRNA; EST; 496 BP.
CATACTTGGTGTTTTAAAAAAAAGAGCATATGTCTGAATTGCATTCACTGGATTGTCCAG
GACTATNCTGTCTCGAGGTTAAAGAGTGGGGAGGGAATTTAAGCACAGCCTTGTTATTTT
ACTGTGAGTGAAAATATTCTTTTAAACTTTAAATAATCTGTTTTTCTCGGCTGCAGTTCA



CTTTCTACTCTCTTAAATAGGAAAATATCCATTTAGATCCCACTTTAAAAAGTCATTTTA
CTCTTTGGGTGGAAGCTAGTCTTTCTGGGATCTATAAGCATCTTTTTTTGTGGAAGATTT
ATTTAGAACCTGACTGTAAAAACAGAATCAAGTCAGAAAAAAATGCAAAAGTCAGCAGTT
CTGCTCAGAGGTTGCTCTTCCTGTCTGCTGAGCCCTCATCTTCCTCACAGTAAGCTTCAG
ATTTCTGTCTGTCAGTAAATGTAATCCAGATGAAAGGATCTGTCAAACTCTTTCTCCTCC
CNAGCTTTTTCTGTTT
>BJ528323 ID   BJ528323   standard; mRNA; EST; 213 BP.
AGTTCTTCACGAATGGGGCGTGGCANAGTCCTCACCCTCCTGGCNGCGTGCGACGGCGGG
AGGCGTGGTCCCAGCGCCTCTGGCCCGCTGTCTTGACGGATGACTGACAGCTGCTCATTT
CTAAATCAGGCGGCGTCCTCTCTGGTGACTAACGCCATCCGTCNCGGACGTCTGCCCCAG
TTCACGGTCANCGTGGCGGCTTCTCTTTCAGNT
>BJ528327 ID   BJ528327   standard; mRNA; EST; 180 BP.
CGGCACGAGGGGACCACAGAGCCAAAACTCCCCCTCCTCTGCAGCCGGCGGAGGACGCGC
AGTAGTCTGCGTCCCAGAGGCGACACGGGTGCCTGAGACGCTGCAGGATGGACGGACGAC
GTGGACGGCTGATTGGGTCAAAAGCCCCCCCCCCCCCNGGNNGGGNACCCCCCCCNTTNG
>BJ528329 ID   BJ528329   standard; mRNA; EST; 354 BP.
TCGGCACGAGGCTGACCTGGACAGGAGCAGCTCCGGTCTTCCCGGTCACGTCTTCTCCTC
CCGGGCTTACTTCTTTGACAACCCCCGGCGTTACGACAGCGACGACGACCTGGCGTGGAG
CGTCATGCCTCAGAACATCCAGGCCAGCCTGGCAGCCGACAGTTACGAGTGGGGGAGTCA
AAGCAGCGGAATCGGCGCTTACATAGGAGGTGACGACAGTTACACCTTCACTCCTCCTCC
TCCTCCTCCAGAGGAGCTGAGCCCCTATTGAGCCGATCCTCCTCCTGTGTGTTTTTGCAC
AGTTTGGTTGACAGATTTGCCAGTAGAAGACCCCCCCCCCCCCCCCCCCANGGG
>BJ528372 ID   BJ528372   standard; mRNA; EST; 673 BP.
AGAGTTCATCATCCAAAGAAACAAGGACGTCCCAGTAAACCACAGAGACTTCTGGCACGC
CACCTACACTCTGTACAGCGTGTCAGAGACGGTGGAGAACGAGGAGAAGCTCAGCGACGC
GGCCAGCGGCAGCTCCGGAGGCGAGCAGGGATGCAGCAACAGGCAGCTCACCATGGTGTC
CTTCCTCAAGCCCGTCCTGAAGCAGATCATCATGGCCGGGAAATCCATGCAGCTGTTGAA
AAATCTACACAGCAAGGAACCCGAGGAGCCAAAGAAGTCCTGCAGAGATGCGGACAGGAA
AAGCCTGTACTCGCTCTTTCTGGAGTCGGTGCAGTCGCGCCTGTGCAGTCAGGACGAATC
GCCGATGGACTGCACGGCTGCACAGCAGGCCACCAAGCGGAGCCTGATTAGGATGCAGTC
CATCATTTCTCAGCACCTGGAGATGGACGACATGCACGACCCATTGTTGGCCATTAATTT
TGCTAGGCTGTACTTGGAGCAGAGCGACTTCCTGGAGCGTTTCTCCGGCGAGGATTTCAT
CGTGGACCGCTCCTCTCAGTCCGTCACCTGCCAGTCGTTCGAGCTCACCCTGCGCTCCTG
CCTCTACCCCCACATCGAGAGGCGCTACATCGAGTGCTGTGGGAACCTGATGAAAACACT
GAAGAAAGACTAT
>BJ528386 ID   BJ528386   standard; mRNA; EST; 645 BP.
CGGCACGAGGGATTGGCGGATTTGGACCACAATGCACTGCGTTTGAAAAAAAAATGCACT
AAAATGTCGTTTCTTTATAGTTTTCATCTTCACTTTCACACATATTTGATGCAAAAACAA
AGTAGTGGGAATAACGTTGCAGTGGATACGCCTGAAGTGTCGTCTTTTGGAATTGGGACA
CAGCTATTGACTTGAACCTTGAAGTCTTGTTTAGTACAGATTTGATTCTTAAAAGTTTTT
TTTGTAGTTGTGTTATTTCTACGAAATTACAAGTTTCAGTCAACTGTTTTTTCCTGTTCA
CTGACTTTCTAAAAGCTTCAGTTTGATAGGTTTCTCCTCTATTTATTATTTCACTGACAT
ATCTCCATCGGGAAAATCGTCATCCGTCGTTTCCTGATTTTCTAGATGCTGCTGATCGTA
GCAAACTGTTCTGCTTCTCTTTGGTTGGTGCCGACTCTTCTTCTAGCCATACGTGGGGCC
ACCGTCAGTATTATTCCAGCTGTGTTCCTGCTTCCGTCTCGCCAACACAGTTCGAGTATT
GTCATTGAAACTTCAGGCCGTCACGATGTTTACAGCGCCAGCAGAGCGAGCAGCCCGTCA
TCCTCAGTGTAGCTTTAAACCGATCAGCACTGATGTCATTGTTTG
>BJ528421 ID   BJ528421   standard; mRNA; EST; 556 BP.
GGCACGAGGCGGACATTTCCCTGTACCTCTCGAGCATCCATGGAGGGGGCGCGGGAGCGG
TGCAGAATCAGGGGAAGGACTTCGAGAGCGTGGAGCTCGGGGAAATGAACGACAGCGCGG
GGCCGCAGCCGCAGAGGGAGAAGGCTCCCCGGCGCGTCATCCACTTCTCCAGCGGGGAGA
CCATGGAGGAATACAGCACCGACGAGGAGGAGGAGGGCGGCGAGCCGGAGAAGAGAGACC
TGCTGTCCTCCCCGGTCGATGCGGTGAGGTCAAAGATGACGTGGGGACCATATTTCTGGT
TCCACATGTGGAGAGCAGCCACCTCAACCATCTCAGCATGTGACTATCTTGGGGAGAGGA
TGGCTTCCCTCTTTGGAATAACATCTGCCAAATATCAATACGCCATCGATGAATACTACA
GAATAAAGAAAGAGAGGGAAGATGTAAAGGAGGAAAACCGGCTGTCGGAGGAAGCGGACC
GATCGGTTGACCAGGAAGAGGTGGTGACAAACGCACAAGAGGAAGAACCGGGGGCTCGTC
CGGGAGTTTCCTATCA
>BJ528437 ID   BJ528437   standard; mRNA; EST; 374 BP.
CGGCACGAGGACTTTATTTTTCTTTACTCCTCATCGGACTGCAATTCCACCTTTTTTGTT
TTTTTTATTAGATTTGCTCGATCGATTCCCATGACCTTAAAGTGATCCGATAGCGACAGT
TGCTCACTGTTATGACGTTAATTTAACCAAGTTCCCCGTTTGGAGGTTGTTTTTGTTTTG
TTTTAAGGGGTGCCAAATTAAGAAAAAGAAATCCAGTGGTTTGAGGACAGTCCAGTGAGT
TGGAGGACTGGTTATGTTCAGATGTTAGTCCGTTATTACAAGCAATAGCTTTGACCAAAT



GGGTTGAGGAAAGTATAAATTTTCTTTTAATTTGATTGGATGCTTGATGCGCTTGCTTGC
CCCCCCCCCCCNNG
>BJ528453 ID   BJ528453   standard; mRNA; EST; 568 BP.
TCGGCACGAGGCAAAATTATAGCTAAATGCAACGCCTTCATTCTAGCTAGGAATGACAGC
AGCAAGCAGATGCTGCTCGTCAAATTCACGTTTTCATAAGAAACTTTGTTTTAATAAAAT
ATATTAACCACGGTAATTAAAGTAGAACCTGAACACTGCTGAGAAATGTCTTAGAGAGGA
TGGGTTGTAATCTACAACCCCACATTTGGCATCCAGTCATCATCACAAACAGTTTACGTC
AATCGTCAATGGCGGACAGATGGGTACTTTCTCACTGGGTTGCTTTACCTGAACCACTGC
TGGTTTTGAAGATGGTCTGCTGATGGTTTGGTGAGTATCACGGCTCATCTGAACTCAGAT
ACAGAACAAACAAGCAAACCTTGGTCTGCCGTAAAACTGAGCACTGTGGTGTGAATTTAG
ACAGAGAAACTGACAATCAAAGATGGTGTAAACCAAAGAGACTAAATATACNAGTATTCT
GCATTTTGAATTAAAATAAAATAACTAAAAGTACAATCCCATGGAAGCAAGGATCATTAA
AGGTTGATAAATGACTTGTCTTTCAGCC
>BJ528465 ID   BJ528465   standard; mRNA; EST; 522 BP.
ATGAACACTTTGGTGTTTTTTATGTTAGTTACTCTGGTTTTTAGATTATTTTGTAAAGAC
TTCTACTGTGAAGTACAATCACATGCCCTGAAAGGCACGTTTTGTAAAAAAACAAACAAA
AAAAAACCCTTTGACTCCTCTTTGTACTTTGAAAGCTGTTCATACATTAAAAAATGTGGA
ACTTAGTTTCTATGGTAAAATAAATTTTTCAATTTAATTGTGTGGATTCTGTTTAGCAAC
CTGAATTTTTACATCAAATTTTATTGGAGAACGATGATGGAAAGTTGGTTTTGTGTTGAG
TGACGCAAAGTGCTATAAGACATTGACGAGCATGCGACATTTAACCAAGCTTCTTTTTAG
TATTCACATCAGGTTGGTGTGTTGGTATTGTTCTTCTGGGACTCCTGCTAAAGAGAATGA
ATGGTCATTTTTCTGGGTTAATTAAGTTTGTCTATAGACATTTTGTCAGGGATTCCATGT
CAGATTGATTGGCTCCTGCACAGTGAAACTGAACACACTGCC
>BJ528473 ID   BJ528473   standard; mRNA; EST; 486 BP.
TCGGCACGAGGCTGATCAGCACCATGCTGGCCTACAACCTCTCCTACAGGCAGGACCGCA
CACCCGAGGGCCAGTACACCTACATGCTGGAGCCACGAGTGGAGGAGGTGGCGAGGTTTC
CGGGTCTGCCGCCGCGCCGCCAGCTGACCTACCAGGCCAAACAGACAATCAGCAGGGAGA
TGGAGCTGGAGAAGATGAGGAGAGCCGAGCAGCTGATGCTGCAGCGCAACCCGGCTGGGA
AAGAAGAAAAGAAGAGTGCTGCTCCCGCCGCCATCAGGAACCACCAGCAGAGGTTGGAGA
ACATCGTCAAACAGACAACGGTGGAGAGCAGGCCCGAGGTGGATTTTTTTGGCCGCGCTG
TCGCCCCCAAACCTCAGAGACCTCAGCCTTCATCAGACACAGGTGAGGGGTGTGCAGTCC
TCTCCATGGGAACTGCTGTGGGCAACAGCGACGTGTGGTTCCGCTTCAACGAGGGCATGT
CCAACG
>BJ528476 ID   BJ528476   standard; mRNA; EST; 673 BP.
TCGGCACGAGGACATACCAGGTTCTCCGTGCTTCATGTTGGCGTGTATTTTTAAACTTAA
CTCGTCTCAAGGATTTTCAACCGAAAAACAGCTCCTGCATGTTTGCCTGACAATCCCTTT
GAGCAAAGCATTTTAATTGAATGTTTGAATGTGATGGTTGTCCTTTTGCATTTCAGTGGG
CAGTAATAGAGCTTGAATCGCTTGCACCTGTCCTTATGTGTCATCTGTAACCAGATNGTG
CCTCTCACAGCCTTTGAATTCATCCTTTGCTTAGTGTTTCAAATGTTTCATTATTTGCTT
AGTGTTTCCAAACATGCATCTGGAAACGGTGGCTCAAGTGAAATCTACATTTACGAGAAC
GATTATCGGTCACTTAAAGCAAACTGAATTAGCTTAGTTCCCTCTTAACCCTTGTACTAT
CCTATGATCCCAGCCTTACATTGACAGATTATCTTTACCATGACNAAGGAGGATAAAGGT
GAAGAAGATTTCATTTAATCCATGGACACCAATGAAGATCACAAATCATTAAAGAAAAAA
GTTCAGCGCATGGTCTAGTGGGTCTAGATGACCCAACTCCCAATGTTAAAGTGCCTAGGA
TAGCACAAGGGTTACACTGTTATTAATTTTTTGTGCGTCTTCCTTCCTGTAACTGATCTA
CAGTTAACTTCTC
>BJ528480 ID   BJ528480   standard; mRNA; EST; 352 BP.
TCGGCACGAGGGAAAAACCGGCCGTCGAGGCAAACAAAAAATCCATTATGTATATTTTGG
AAAAGTCAAAAGATCTGATGCATTGTATATTTTTAGTGCTGTGTGGTTTAGTCTTTCCTG
TTTTCATTTGAAATGAATTCTGCTTTTTAACTTTTGATTTTCTCCTGCCTGTCCTAAAGT
AGAATTTAAGATTGACCAAATGTATTTCTTTGAATGTCAAAGCCATCTTTTGGTACTGTA
AACATGGTTAATTGCTCAGAAGTTGACCTCAGGATAGTATAGTCTGCTGACGTCACAAGT
TTGATTAGTTCTGGTTTTGCTTACGTTTGGGTTTCTTAGAATAAAAAAAAAA
>BJ528506 ID   BJ528506   standard; mRNA; EST; 203 BP.
CGGCACGAGGCCGATCTTCCCACTCCCGCAGCCGCTCGCGCTCCTACTCACGGTCCAGGT
CCAGGAGTCGATCCCGATCATCTCAGAGTCGCTCTAGGTCCAGATCCCGCTCCCGTTCAC
CGTCTAAGCGGCGCCGTGGCCACACGTCCCGCAGCTCCTCCCCTTCGTCTGTGGGACTGC
TGGCCACGCCCTCCTCCAAACCG
>BJ528535 ID   BJ528535   standard; mRNA; EST; 578 BP.
GTGGTGGCACCAAAACTCCCCTTCCTCAGCCCTCCAATTTACATTAAAAAGCATTAGTTT
ATCAAACCAATATGGGTATTTACAGAAAGCATAACAACTACTTACATGAAAACCAAGAAG
ACGTTGGAGGGAATGTGGTCAAAACTAAACACTCTATCATAGAGCATAGATTCATTCAGG
GTGTGAATATTTTTTTAAATCAAGAATTGGTGTTGTCCTCAAATGTTCAGTATTAGGCAG
GTTGGACTCTTCATTTAGTTACTACAACAAAACAAATCAAACAAGTCCCCAAAGGTCATG



AGAAACCTTCAACATGCAGTTTTTTATTGCATGCCCTATTTAAAACTGCATGTTATGACA
GTATTAGGGCCACCATTAAAGAATAAATAAATAAACTATATATATATTTATAAATTGTAA
TATTTTAAAATATCTTTAATAAATGACTGAAGGACTTAATATAAAGCTTAGGTGCTGCAA
AGTAATGATTCAACACAAGCAAAGTAAAAAAAAAAGAATATTAGAATTAGTGTCTGAAAG
AAAACTTCCATGTTAGGTAAGGCANAGCTGCACTCACC
>BJ528593 ID   BJ528593   standard; mRNA; EST; 412 BP.
TCGGCACGAGGTGGATCCAGAGGACTTCCTCGTTAGCTGCTCCATCCTTAACTCTCCTCC
TCATCTTCATCACTAGATGCACTTGTGACAAAACAGTAATTCTTTGAACAGAAGTCCCAT
CTTTGGGTGTATTTTGGTAAAGTGGGGGCGTTGGTAGAGAGAGACACTCTTGAACCAGCT
TCTCCACATCTGCATGGAGTTTAAACCTTCAGGTCCTGCTTCCACTGAAGCTAAAGTAGA
ACTGCACCACTCTAGCCTCTAAAGTCCATTTTTTAGAGTCAGATCAACCCACACAAATTT
AAGTTTTTATCAACAAAAAGACAGAAAAGATTTGTTTCTATTGAAAGCAAACTAAAGTTT
ACTTCCAATTATAAAAACTGGCTCCCCCCCCCCCCCGNAAGNNTTTCCTTTA
>BJ528668 ID   BJ528668   standard; mRNA; EST; 149 BP.
AGAGTCTGTCCACCTACTACCAGAAGTGCAAGAAGCAGCTGGAGCTGATCCGGGTGCAGC
AGCAGAAGAGGCAGGGCACTTCCTGATGAAACGGAGACACGCCCACTCCCCTCCCCCCTG
CACTCTCAACACTACCCCCCCCCCCGGGC
>BJ528691 ID   BJ528691   standard; mRNA; EST; 605 BP.
TCGGCACGAGGAGAACTGGTAATTTAAGGAAATGACAGTGTCTTTATACGTAACGGTTAT
TTTGTCTATATTTTTTATTATTATTTAGTTTTTTTTTTCTTCTTCTTCTGTAATTCCTCT
CCCTCACTGTCGTAGTCGGATGGTGCCTGGCTCGGTGAANAGGAAAGGCAGGAAAAGCAT
TCATGGTGTGAGGANACANACNCCTGTGGGGGGGCTTTGTCATTGANATCATCTTTATAA
CATCACCTCTCAAACGTTCATCTTCATCTGGAGTTAGTTCATATTTTAATGGCTGTATAT
ACAAATGTCTCAAACTGTTGAGCTTGGACCTGGGGGTGGGGCTTGAAAAACAGCTNAGTA
CTTCTGCCTATGGTTATACAATGAACCACTGCTANACTTTANATCAGTTGTCCTTTAAAA
ATTGAAGGTGTTGTGAGTTTGCTACACAAAGCTTTTTGCAANAAGTCCGCTTTATTTGAT
CATCTAAGGAGCGCCCTGGGTCACTGCAGCATCTGTGCACGCTTATTGGATTACATCGGT
TGTTTTTGCGCTTGATGGGGTGACTCACTTGTGTCTGTGGCCTTTTTTTTTTGTNGTTTT
TTTGA
>BJ528714 ID   BJ528714   standard; mRNA; EST; 295 BP.
CGGCACGAGGTTTCGTTCATGTTGCGTATTTTTTTCTATCTATGTTTTATCACTTGTATT
TTTGGACAGAAAAGTATCTTTGTAGTATTTTTTTATTATGGTACATATTTGCACATTCGT
ATATGCTATCATTTTACTCTATTGTTTGACTTACATAAGGTGCTAACGAAAAAAAAAAAT
CAGAAAGAAAAGACAAAAAAACAAAAGAAACGAAGGGAANACNCGGATCGAGAAGTGCGT
CANACTCCTGCCTTGTCAGCACCCCCCCCCCCCAAGGGGNAAAANTNGGGTNCNG
>BJ528724 ID   BJ528724   standard; mRNA; EST; 624 BP.
CTTTGCCTTTTATATAATCACCTGTAACAAACAGTTTTTACATGTTGGTCATCTTTTAAT
TGCCTTTTGTGTCTACTTATAAAAGAATTATATATAAATATATATATATGGTCTCCCTGA
TTGTTTTAATTTTGCTTCTGTCAAGCTGATTCACTTGTTGGAGTTCAAATCACTGCTAGG
TTACTTGCAATCCAAATTTGTACAGGGAGGATGTTTCTAGAGTGTACATCGATTTTGTAA
AGGTGGACTCGGTTGTTATGGTAACAGCCTGGAAGAGCAAGGCCGGAGGTTTGCACGCAG
TGGCCTCTTCTGGTTCAGGTTCAGTTTGTGATTTCTTTCTGGAGACAGACTTTCTCTTCA
TACGCATTCATAAGTTTGTGCGTGTCGGTGTGTCTGTTAAACAAAACTAGACATGCATGC
AAAAGCAGTGTACTTTAGTAGTGATGCCTTAAGTTAGACCATAAGCTGAAGGTTCTCAAA
AAAAATTGAGTTTATTTCTCTCTCCATGTGGTATACAGTTGTGTCCTTTCCTTCCACAGT
ACCTTAACTTGGACAATATTTTGGCACCCCTTGTTTGATTGAGCATCAGCAGCGGTGCCG
AGGTCTCTGACCCCCCCCCCCCCC
>BJ528739 ID   BJ528739   standard; mRNA; EST; 203 BP.
CGGCACGAGGCTTCACTGTACCGTACTGTACGGTGAAAGGAAGAGCTGCTGCTGCTGCTG
GGATCCTTTCAGGCCACAGCTGGATGTCTGGAGTTGGGAGCACCGCTTCATGTCTAGCGG
TCACGGTTGTTACCTGGAGCAGAACTCTGTGTTTTTATTAGCCATGTTCACTAATGTTAC
TGTAACTGCATGCAAAAAAAAAA
>BJ528743 ID   BJ528743   standard; mRNA; EST; 646 BP.
TTCGGCACGAGGCTCAATGTAAGAACGTCTCAATGTGAGAACGTTTAGAGCTAAGAACGT
CTCAATGTAAGAACGTCTCAATGTGAGAACTCAATGTAAGAACGTCTCAATGTGAGAACG
TCTCAATGTGAGAACGTCTCAATGTGAGAACGTTTAGAGCTAAGAACGTCTCAATGTGAG
AACGTCTCAATGTGAGAACGTTTAGAGCTAAGAACGTCTCAATGTAAGAACGTCTCAATG
TAAGAACGTCTCAATGTGAGAACTCAATGTAAGAACGTCTCAATGTGAGAACGTTTAGAG
CTAAGAACGTCTCAATGTAAGAACGTCTCAATGTAAGAACGTCTCAATGTGAGAACGTCT
AGAGCTTAGAACGTCTCAATGTAAGAACGTCTCAATGTAAGAACGTCTCAATGTAAGAAC
GTCTCAATGTGAGAACGTCTTACTGTGAGAACGTTTCACTGTGATTTGAGAACGTTTGGA
GAAGAGAACGTCTGTGTGAACAGATCAGCAGCCATTATTTCTCAGCGGCTTTGCTGTTTT
TTTTTCATGAAGTGAAGATCTGACTGGGCTTTAATGACGACTATTTATGAATCCACTGAA
GATAAAAGCGTTGATGGTTTATTTAGTATTTTCTTTGCAAAAATTG



>BJ528754 ID   BJ528754   standard; mRNA; EST; 705 BP.
ACAGTTCTGTAAGCTTCAGGAACAGGAGACTCTGAAAGACCTCTACAACCAGGACGACNA
CCATCAGGAGCTGGCCAACTACTACGTCACTGCGTCCTACAGAGAAAAGAAGTTGGAGAG
CAGTCTGTCTCTGCTGCAGAACGCTGTAGACGAGTACAACAAGGCCAAAAACGACTTTGC
TGCAAAGGCCACAGAGGAGGAGATGCGTCTTCTCCGTTTCCAGCGAAAGCTAGATGATGA
GAAAGGGGCGGGGCTTCTTGGTTTGTCCCTGCAGGTAACCATGGAGACGCTGCTGTCTTT
AGGACTTCACAAACAGGCAGAGCAGCTGTACAGAGACTTCAAAGTTCCTGACAAAAGGTA
TTGGTGGCTGAAGCTCAAGTCTCTGGCAGAGAAGGAGGAGTGGGAGGAGCTAGAGAAATT
CTCCAAGAGCAAGAAATCTCCAATTGGTTACCTGGCGTTCGTTGAGGTTTGCATGAAGTA
TAACAACAGGAACGAGGCCAAGAAGTACATCTGCAAAGTCACACCTGAGCAGAAGGTCAA
GGCTCACCTGGCTGTTGGTGACCTGGAGAGCGCCGCGGACGCCGCCATCGAGCACAAGAG
TGAGTCTGAGATAGCTGCGGTCCTGTCCAGATGCTCCGCCTCCGACCGCCTGCTGGTTGA
CAGACTGAACCGGGCCAGCGGCGCCCAAAAGTGATGAGCGTTCAC
>BJ528803 ID   BJ528803   standard; mRNA; EST; 319 BP.
TCGGCACGAGGCAGATTTCCCACATCAACACAACTATGTCTGATATACATCGCTACTATC
AAAGCCAGGGTAAAGAAAGGATGGATGCTATGGAGGAGAGCAGGATCCTCTCTGAGCTGA
GAAATAAGCTGGAGATGAGTGAAAGGGAGAAGAAAACTCTGGAAACTCAACTGTTTGAAG
CGAACAAATGTGTAGCACAGCTGCAAACAGAAGTGAATCAGATTCAAGAAACTCAAAGCT
TTGGGGCTATGACAAAAGAACTCAGTGCGCCACCGCCTCCACCTTTGCCACCGCCTCCAC
CTCCGCCACCGCCTCCNCC
>BJ528833 ID   BJ528833   standard; mRNA; EST; 482 BP.
CATGAAGAGAATTATTTCTTTAAGAAGGTATGTTGTCTTGAGAATGAAAGTTTTTTTTTT
TCTTAAATGNGTTTTTATTGATTTTTGTTTATTTTAAAAAAGTTAGTTAAAGGATGCAGT
AGGTCCATATTTATGAGTAAAACCCCACCAAGCTCTGNGGCATAAATAGGTTTACTATAA
NGCATTCAGTCAGNGATCCTTCACTATGCAGNAATGGNGTTAATGATGNGCTCTCCAGNG
CCTGATTTACTCACTCANGCTCCACAGCCNGTTAGNGAACCCTCANCACCTGTTGTGAGC
GATTGAAANAGGAAAGGCTTTTCTCTNACTATTTATTCATGTCANCTTGACNGGTTCAGN
GCTGCTCAAAGNCCATGNGTTAATTTTATTCTCAAAGTACGCTCTACNGCGTTCAANANA
TTCTCCCGGGTTTTGACATTTTTCTGTCATCTCGCAAAAAAGNGAAGCAAACTTAAATAT
CA
>BJ528865 ID   BJ528865   standard; mRNA; EST; 648 BP.
TCGGCACGAGGGCAGATCCCAGTTCCTCTCAGGAGGAGGCAGTGTGTTGAAGTTCTCTGT
GGATGCTTTTCTCTTCAGAGAAGTCTCACAAATGCTGTACCTCCATTGTTCCCTTTCGGT
CAGTCTCGACGTTTCTGTAACGGCAAAAGCCTGCAACTACAACAAGGCAATTGGCAGGTG
GGAGGAGCTTTCAGCCCCGCCATCCTTGTGCTCCTGCTGTGATTTTGAATGTTCAGACTC
TGAAAGCTTGCTCAAGAGCAAAGTCAGAAGTTTAGGCTGGAATGTTGGTCAAAAAAACGG
ACCAGAAAAGGAAGACCTTGATCTCCCAGCTCCGGATGGAGAAGTGGTTGATAGAAAAGA
GAGGCACCAAGAAAAGGAATCGTACTATAAAAGTTATAAGACTTTTCTGAGTGACGTCAA
AGATGACGATCAGGAGAAATTGAGAGTCGACCTCAGGGATGAGAAGCCGTGGAATTTGAC
TGGATTCAGCCTGGACCAAGTGAAGGAGAGAAGACTGGCNAGATTTGGCTGGCTTGGAAG
CCGAGCCTGGTCAGAAAAAACTTTTTCCCCTTGACATGGCTCTNTCAGATGAAGGCCGAT
CACACCGGAATGAAAGTGCTCCCCCCGCTGACGACCTCCCACACCTGA
>BJ528884 ID   BJ528884   standard; mRNA; EST; 884 BP.
AACTACTTTGTATACTAAAGATGCAAATCTTCGTTAAAACATTGACTGGTAAGACAATTA
CCTTGGAAGTTGAATCCAACGACACTATTGAAAACGTTAAGAGCAAGATCCAAGACAAGG
AAGGAATTCCACCAGATCAACAACGTTTGATTTTTGCTGGTAAGCAATTGGAAGACGGTA
GAACCCTTTCTGACTATAACATTCAAAAGGAATCTACTCTCCACTTGGTCCTCAGATTGA
GAGGTGGTATGCAAATTTTCGTCAAGACCCTCACTGGTAAGACCATTACTCTCGAAGTTG
AATCTAACGACACCATTGAAAATGTCAAGTCTAAGATTCAAGATAAGGAAGGTATCCCTC
CAGATCAACAAAGACTTATTTTCGCTGGTAAGCAATTGGAAGATGGTAGAACTTTGTCTG
ATTATAACATTCAAAAGGAATCTACTCTCCATTTAGTTTTGAGATTGAGAGGTGGTATGC
AAATCTTCGTCAAGACTTTGACTGGTAAGACTATTACCTTGGAAGTTGAGTCCAATGATA
CTATTGAAAACGTTNAGAGCAAGATCCAAGATNAGGAAGGTATTCCACCAGATCAACAAA
GATTAATCTTTGCTGGTAAGCAATTGGAAGATGGTAGAACTCTCTCTGATTATTACATTC
AAAAGGAATCCACTTTGCACTTGGTTTTGAGATTGAGAGGTGGTATGCAAATCTTCGTTA
AAACATTGACCGGCNAGACCATTTACCTTGGAAGTCGAATCAAATGATACCATTGAAAAT
GTCCAGTCTAAAATCCAGATAAGGAAGTATCCCTCCCGATCACCAAGACTTATTTTGCTG
GTAGCATTGGAAANGGTANAACCCTTTCTGACTATANATTCAAA
>BJ528890 ID   BJ528890   standard; mRNA; EST; 621 BP.
CGGCACGAGGTTTTTTTATTTTACAGCAAACTGTTCCTCCTGAGGTTTGTCATATACTTA
TTCTCTAAATCATCTGCAGTAACAATTTTGATTGAAAACGTTTTAAAATATATTTATATT
TGTATATTTTATAATTATTCATGTTCTACAAGATTTTTAATGAAAACATTTTTAAACAAT
ACTTTTTTTTCCATTTTCCTCTAAAGCAAAGAAGAACCTCCCCGCGGCTGGCACTGGTAA
GCTCTAACAGTACCTTTTAGATTTCAAATTTTTATTAGTAAACTAAATCCAGAGGATATA



ATGTGTTGTTGTTTTTTGTAGAAACCTAAAGCTGCACCAGTGGAGACTAAGAAAAAGGCT
GCTCCAAAGGTAATAATTGTGTAATTAGTATAATTTTCTTACAAGTATTTGCACCAACAC
TTGATGATCAATTGAAATCTTAAATGTGCTAAAAAAAAATTCTTCTGTAGAAGGCGCCCA
AAGCAAAGAAGGCCAAACCAGCTGAGAATGGAAACACCAAGGTTGAGGTACTTAAAGATA
AACTTTACCGGTCGACTGGCTTTTGCCACTTCAAGATTTCACAAATGTTAAAGATTTACC
ATTTCAATTTAGCATCTCACA
>BJ528955 ID   BJ528955   standard; mRNA; EST; 701 BP.
GACTTTTCAGCTAGGAAGTCAATGAAGAATTACTGTCTCCTGGATCTAGCTTCTAGTGCT
TTTTTTGTTGGACTGTCAACATTTGGTGCTTCCTGATTTCCTTGGGTAATGGAAGGTGGA
GGCCCGGTTGGGAACCAGTTCTTGTTCTGGCTACAGAACTGACCCCTTTTTTCAGACAGA
GCAATTTAACACTTTAACGTCAGAGCTGCCCCCAGCAACATGGGGTTTTGCGCGAGTTTG
AACTACTGTACCTTACACTGTAAAGTTAATTTAGATCAGCGCAAAGCTGCTTTTCTCAGC
TTCAGAAGTTGTTGGAATGACGTAAAACGTTTTGGTAATTCAAAGAACGTCAACAATAGA
GCTATAGCTCTGGGTTTCAAGGGTTAAAGGTATTTATGAGGTTTTGTGAGGACTGGGAGC
TCCCTGAAGGACAACTTTCTATGGAAGGGCTTTTTCCCCTTGGCTGTGCTTGTATGACAG
ACAGGAGCACTAAAGGGAGGCAGCCTAATGCCAGCTGGTGGATGGAAATCAAATCAAAAT
TGTTTGCTGCATACGACTTCAGTAATTCCAAGGTTTTTTAATAGTTCTGTTGGTTTCGTT
TAGCTTTTTTAAGTGGATGATTAAACTTCTTACCAAGTGCTGTAGGTTAGTTAAATACCT
AAATGTGAATATCATGTATCANAAAATCTATTATTTACTAG
>BJ528994 ID   BJ528994   standard; mRNA; EST; 581 BP.
TAAAGGAGTGGTTCTGCAACAGGTGACAAAAGACTACCAGTTGCAGGCTGGTTTGGCAGT
GGGTTGGTTTGGTGGTTTGGTTTGGGGTCATGTCTTTGGAGGGCCGCACAGCTCTCCATG
TGCTCACCAGAGGTAGCCTGACTGCCGTTGGGTATCCAGATGAGATCTTCAGACCCCTTG
AGAGACCAGATGCTGGTGTGATTGGCCCTGGGTTCTTCCTAATGCAGACAATGCTGGACC
TCATGTGGCTGGATGGTGTCAGGAGTTGCTGCTAGATGAGGTCCTGATGTAATGGACCGG
CCCGGCCCGGTCCCCAGACCTGAATGCAACTGATAAGATCTGGGACGTCCTCTCGGTCTT
TCCAACGCCTGGTTGCACCACAGGAGTCGGTGGATGCTTTGGTCCAAGTGTGTGGGGGCA
TTACCCAGGCATTGCAGGGACGCCATTTGACATAGAGGCCACGCCCACTACCGAGCCTCA
TTCTGACTCANATATCATTACATCCCAGTCAGATCAGCCTGTTGTGAGTTTTTCACTTTG
AGTATGATTCCACATCCNGACCTCCNTAGGCNAAAAAAAAA
>BJ529024 ID   BJ529024   standard; mRNA; EST; 586 BP.
ACTGTGTTAAGGTGGTTCAAGCTTTATTTTTCTGAATTTAAGGAGGAACTTGCAGAGGAG
AGCATCCGCTTCGCCTAATCCGAGTCACGTCGGGAGGTTTTTGATGTTTCTCAGGAATTT
TTACCAAAGCAAATTGTATCTNGAGACAAAAAATGTTTCTATTGGTGGTTTGTTGCCTGC
TGCCGCCTCTGCTGCAGTTAANCGGTTAGTTTGGTCGAGTTGACTCAGCAGGTCCAATTC
AGCTCTGGAACAACCGAGACCAGACCTCAAGCTAAAGGCTTCAGAGGTACAGTCGCCTGA
ATGTACTTACAGATTTTGAGGTAAATGTTTTGTGTAGGTGGTGCGAGGAGGAAAGGTTTC
TCAAGAGCGAGGATTTTTATTTTTTTTTACAAATAAATGTTGATTTATTTGATTTTTGTG
TTGTTCATTGCATCAAAGGTCTTTGTTTTTGTGAACCTGCTAAAGATGTCAGGTAAAGTG
TGTGTTTTTTATTAGTGCATTTGTTGTTAAGTGCACTCTGTACAAACATGTTAGCTGCAG
TTGGAGTGAAGGCAGCATCCATGCTTAAACTCTCAAAAACTGCCAA
>BJ529061 ID   BJ529061   standard; mRNA; EST; 579 BP.
CGGCACGAGGAATATTTTAACAGCAGCGTAATGGGAATTGCTTAGGCGTGTTATATCACA
GAACAGGCACATAACTCAGAAAAGGGCGGTTTGCATGGTCCCTGTCAGGGTTGTCTGAGA
AAAATCTGCTCAAATATCTGTTTGTGCTCAAACCCACTACGTTTATGACGCCACTTTAGC
ATTGATGGCAGGAATACCAGAAGTCCTCTATTAAACCATGTCTTTATCACGGCTGACGGT
GTCCTATGGTCTTCTGAAGAGCATCTCATGTGGCCGCCGACGCCGAGTCAGTTTGACAAT
CACGTGACCCAGCCGACATAACAGCGAAGATCATCCGCGGGTCGTGTAGAAAACAGCGAC
ACGGATCTTCTGTAGCACATAGGCTGGGGAGGGGGGAGGGGGTGCATTTATCCCTCACAA
GTTCATCCATTATGCGTTTGAAGCGATNAANGGGACAGGGGAGGTGAACCCGTGGCGTGT
CGCANTCNGCTCGTCCGTCACGCCNTCCCACCCNNACNACAGTGACNCANANCTCANNCN
TCGCANCTGCNTCANCTNNATNTCTNNAACTATCTNCNT
>BJ529084 ID   BJ529084   standard; mRNA; EST; 501 BP.
GGGGGACTGAGCGTCAAAGAACTGGCTAATGCCATTACTAAGACACAAGAAGACAAACAG
GCTTGGGTGCATTTCTATCCCACTGTGAAACAACAACAGACGTGTGATGGCTGTGGAGAG
CAAGGTCTGAATGGAGATTTAATTATTAGTTATGACGTCCAAAGAGAGAACGAATTTGGT
GACATCCAGAAAGGAGATGGCTACTTTGTGCATCACTTTGCTCCGTCCAGACTTCCCCGA
ATCCCAAAGAATGTTGTCTTTGTTATTGACCGAAGTGGCTCAATGAGTGGCACAAAAATA
GAACAGACTCGAACAGCTCTGCTGCAGATATTGAGTGACCTTGCTGAGCAGGATTTTTTT
AGTTTGATCACCTTTGACAGTGAAATTTTTTACTGGAAAAAAGAGCTTGTTCCGGCAACC
AGTGATAATGTGGAAAAAGCCAAGGTTTTTACCCGAAATATTCGTGACAGAGGAGCCACA
GATATTAATGCAGCATTGTTA
>BJ529093 ID   BJ529093   standard; mRNA; EST; 654 BP.
AGGGCTCTGGAGGCCCTGCAGCTGAGCATAAAGCTGCAGGATGCTCGGAGCAGAGAGGAG



CTCTGGAGGCTTCTGAAATTCATGGCCACTGCAGCCAAACCCCAGGAGGTGAAAATCTAC
AAGGAGGCCGAGAACAGAATGGCGGTGAAGAGGTCTTTCTCAAGCGCCATCGTCTACAGC
AGAAAGTTCTCTAGAGGAAAGGCGGGCTTGATGGTCCTGTTCATGATGGACAACCACAGG
GATCTGTTTAAAACTCCCATAACCCTGCAGAAGGCAGTGAATGAGCGAATAATAAATATC
ATGAATGGGAAAGATCCAGACACAATAACAGGATTATCATACTGCACAAGAGTAAGTGCA
AAGACGTTCTCTGACAATGCAGGGAAAACCACTAAAGAGGAGCTCCTGTCTTTGATGCAG
GTGATCTACGAGAAGCCTACACTTTCCAGTAAAGACAAGACCCGGTTACTGGGGCAGTTT
TACAAAGCTCACCCTCAGGTTTTTATTCAGTACTTTGGTAATAAATTATCTAGTATAAAC
ATGATGCTTTGCTGATATATATTTATTTATAGATATAAAACGTCTCAATAAATGTAATAA
AATGTCAAATAAGGGAAATGAAGTTGTTAAAAAGAATGTGAATATCGTGCTCAG
>BJ529115 ID   BJ529115   standard; mRNA; EST; 633 BP.
CGGCACGAGGGGAAAACGAAGAAGGTCTTGTTCTCCATCGCTTCTTCGTTTTCCTCGGCC
AGCGGGACAAGAGGAACAGGCTGGGACAAGCCGTCATCCTCCCGATCGTTTGCTGTTTTA
TTCAGGCAATTCTGTATCCACATCAAAGGTCCAGACATGCCTTCCTGCACTAAAGAGTTC
ACGATGGCACCTACGTCTGCTCTTCCAGCCACTCTGACATGGGAGCTCTGACTCCTTTTT
CCCCGACGTTCATAGAACGCTGGTGTATGGAGGAATCTTTCTGTATCCTGCAAATGTTAA
GAGCCCCAAGGGCAAGCTGAGACTGCTTTACGAATGCAACCCCATGGCCTTCATCATGGA
GCAGGCAGGAGGCATGGCCACGACCGGCTCAGAGAACATTCTGGACATCCAGCCCACGTC
CATCCACCAGAGAGTGCCTGTGGTCATGGGATCCCCGGACGATGTGCAAGAGTACATCGC
CATCTACNAGAAGCATCACAAATGAGAACTGAAGGAGGAAGAGGATCCAGACACTCTGCC
TCACACTGGGCTAATTACATCTTGGTACTGCATACTATTTGTAGAAAGATACCCTGTATT
TTTTAAATAAAGACNAATGGAAAAAAAAAACGG
>BJ529168 ID   BJ529168   standard; mRNA; EST; 890 BP.
TCGGCACGAGGGTCAAAACTCAAGAATAATTACTAACCCGTCTGACTACATGGAAACTTG
GTCTGATGAAAGATGTTATATCTGTAAAGAATGCGGTAAAAGCTTTGGTAGCATATCTCA
GTTCAGAATTCATATAAGAATCCATGCAGAAGAAAAGAGATTTTCTTGTAAAGAATGTGA
GAAAAGTTTTAGTCGTATATCTCATCTCAAAATACACATAAGAACTCACACAGGAGAAAA
GCCTTTTTCTTGTAAAGAATGTAAAAAAAGTTTTTGTGATGCATCTAATCTCAAAACACA
CATGAGAACTCACACAGGAGAAAAGCCTTTTTCTTGCAATGAATGTGATGCAAGTTTTCG
TCATGCGGCTAGTCTTAAAATACACGTGATAACTCACACAGGANATAAGCCTTTTTCTTG
TAAAGAATGTAAAAAAGGTTTTAGTCAAATATGTAATCTCAAAACACACATGAGAACTCA
CACAGGAGAAAAGCCTTTTACTTGTGACGAATGTGATAAAGGTTATAGTGAAAAATCAAA
ACTCANAATACACATGAGAACTCACACAGGAGACAAGCCTTTTTCTTGTAAAGAATGTAA
AAAAGGTTTTAGTCAAATATCTTCTCTCANAAGACACATGAGAACTCACACAGGTGAAAA
GCCTTTTTCATGTAAAGAATGTAAAAAAAGTTTTAGTCGTGTATGTNATCTCAGATACAC
ATGAGAACTCACACAGGTGAAAAGCCTTTTTCATGTAAGAATGTANTAAAAGTTTTTGCG
ACATATCTTATCTCAAAACACACATGANAACTCACCCGGAAAAAAGCCNTTTTCTGGTAA
GAAGGTAAAAAGNTTTAATCATTTATCTCCCCTCAAANACCATGAAAACT
>BJ529180 ID   BJ529180   standard; mRNA; EST; 603 BP.
AACCTGATAGGAACTTGCTCCTCCACCCAGATTGAAGCGATTTCACAGTTGCAGCCAGAA
ACATCTGTAAGCTGCCATCTCAGCTTTTCCAGTGACACAATCGACTTCTCAGCTAATGAT
GTCTTCAAGACTCGCACCGACTTTGACTCCAGCATTGGCCTCTACACATGCTCCCTGACC
ATGCAGCCTTTGACAGACCAACAGAGCCGTGTGCTCAGCATCTCCATGACCAATTTGCTG
GTAAAGGCAGGCCTGGTGGGTGCTGGGTTCCCTGTGGATCAAATCAGCGCCAGGCTGCCC
TTAGAGCCAGGCCTGTACTTGGACCAGACGAATCTGCTGCTCTCGAACCTGCACCCATCA
GCTGAGGTTACAGTTTTTGGCCCTGTGACTGCACTATCCAATCTACAGGTGTTTTCTACG
TCTCCCAGCATTGTTGTGCAGGAGAAGGAGGTCCACCAGGGGTTCCCTGGTTTTGCTAAG
TACACTGTCAGTGCTGTGGAAACTCAGGCAGCTGGTTCAGCCACAGTCACCATAAGCAGC
TCTTCTTCTGGCCAGAGTCTCATCCTGCCCGTTACTTTGATGCATATGTCTGATCCTGGC
GCA
>BJ529194 ID   BJ529194   standard; mRNA; EST; 593 BP.
GACGGGAATACTGCGCCAGAGGAAGTGCGCCCGTTCCCCGTCTGCGCGTCCCGATTTCCT
GCTCTGAGTCAGGAGAGAGAGGAGCCTCGGATCCGCTTTCAGACGGCGGGACGGCGGCAG
CATGGAGCCCCAACGCCGCACACACACCCCGCATCTATNAAGAAACGCGCACATCCCGGG
CGCGCAGACGGACAGAGGAGCTGCGGCACTGACTGACGGATCCCCAGGACATTCATCGTC
ATGGAAAGCTCCATCACGCTCTGGCAGTTCCTGCTGCAGCTTCTGTTCGACCAAAGCCAC
AAACATCTCANCTGCTGGACCTCCACGGATGGCGAGTTCAAACTGCTCAAGTCAGAGGAG
GTGGCGAAGCTGTGGGGACTGCGCAAGAACAAGACCAACATGAACTACGACAAGCTGAGC
CGAGCGCTGCGCTACTACTACGACNAGAACATCATCAAGAAGGTGAACGGGCAAAAGTTT
GTCTACNAGTTTGTGTCGCTCCCGGAGATCCTGAAGATGGAGCCTCCAGCGGTGGAGTCG
GGTCGCAGCAGCGCCGGGAGCGCAGGAGCGTCTTCAGAACCTGAGCTGGATGA
>BJ529203 ID   BJ529203   standard; mRNA; EST; 174 BP.
GGTGTTTCTATTTTTTGATATGTTCAGTCCATTTTGGAGTCTTGCATATGATGTTCCACA
TTTCAGGGAGCTTTTCTCGCCAGTGTTAAACATTTTTAACCCAATCTATTGCTATAAAGC



AAAACTTTAAAAAAAAAATAAACGCGTCTTTTTTTTTTTTTTTNAAAAAGGAAA
>BJ529215 ID   BJ529215   standard; mRNA; EST; 593 BP.
TCGGCACGAGGGGCAAGCACTACAGGAGCAATAACGGAGTTCTTCCAGACAACAAGGTGA
TAGCAGGCGAGTTGGGAGCCCTGCCTGAGCTGAAGAAGTACATGAAGAGAGTCATGCCGT
TTGTAGCCATGATCAAGGAGAACTTGGAGAAGAATGGACCCAGGGTCTTGGATCTGGAGC
TGGAGTTTGATGAGAGGACCGTTCTCATGGAGAACCTGGTCTACCTTACAAATTCTCTGG
AGCTGGAGCAGATCGATGTCTTATTTGCAACTGAGGCTGATGACAAAGTGAAGGAAGACT
GTTGCCCCGGGAAACCGTTTAGTGTTTTCAGATCAGAGCCCGGAGTGTGCGTGTCCCTGG
TAAACCCTCAACCGTCCAATGGCCTGTTCTCAACAAAGGTCGACATCCGACAGGGAGACA
GCAAAGACAATGTCATCCGGCGACTGGCCAAAGTCAACAGACTCATCAAAGATTTGTCCC
AGGTGAAGCTCATGAGGTACGAGGACCCTGTTTTGGGGCCTCGCCGGGTGCCTGTCCTGG
GACAGGAAGAAAAAGGCAAACTACCCATCTCTGAAAAATCCGTCTTCCACGTA
>BJ529222 ID   BJ529222   standard; mRNA; EST; 120 BP.
TTCGGCACGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGNGCGC
>BJ529231 ID   BJ529231   standard; mRNA; EST; 374 BP.
AAAGCACGGAGGAGGCGGGCAGTAGGCCTCAGGCTAACCTGCTGTGGAACGGGGAACCAG
CGAATCAATACACAGGAAGAAGGAATTATGCAGACGGAGCTGGAGCCAGCGTTCTTGATG
GAATGGGTTACAGNAGCTAAAGGCAGCACGCTATCGANAAGAGGTTGTAAGAAGACGGAA
ACTGTAGGCAAAGCGGAGGAGGGCGGCCGTGGCGCAGAAACTCAAGTGCCACTAGAGGAT
CTGGAGAGGAACCAGAANATTCTGCAATGGATGATGGAGGGAGACAGACAAAGGAAGAGC
ACTCATGGTAGCAGCACCAACAGTTCTCGGCGGACAGGAACTAGCAGTGAGTCCCGTCCA
GCATCTGTGGAGAA
>BJ529271 ID   BJ529271   standard; mRNA; EST; 115 BP.
CGGCACGAGGATTCGTTTCTGGTTTATTTGTGTGTGTGTGTGTGTTTTTTTTTTGTTTTT
TTTTGGCCAAGTCTTTATCGATATCAATGCTGGATTTTTTAAAACCCTTTGANCA
>BJ529303 ID   BJ529303   standard; mRNA; EST; 105 BP.
GAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGNNAGAGAGAGAGNG
>BJ529309 ID   BJ529309   standard; mRNA; EST; 529 BP.
CACGAGGCAGCAGTGACTGACAGGAGGAGGAGCGAATCGGCTTGACGGGAGCAGAGGTTT
AAGCTACTTCTCTCCTCAGCTCACCAACACTTCACCCGTCACCATGGAAACCGCATCCGT
TCCCCCCTCCCCTGGCCCTTCTCTCTTGAGCAAACGAACTGTGGTCCTCTTTCCAAAGCT
CAGACACCGACCGATCAATCCGCGCTGTCAGCAGTAGCAGGAGGAAGGGCGGGAGGGATG
GAGGGAAGGGGCGGGCGCTGGGGGAGCCCTCGGCTTCTGCCACTGGTGATTGGCCAATTC
AGCCAATGAAGTGCAATTGTTTCCTACGGAAATGTGCTTCTGCCACGAGCACAGGAGTTG
AGACAAGCCACAAATAAACAAACGCCTGTGCATTTACTGTGCATTTACTCTGTACTTTTA
CCTTATTGACCTAAAGAATAAAATAATTTTTAACCCCTTAAATTGACTGTAAAAGCACTG
GACAGCTCAACCCCTCCTTTCTCGTGTTCCCAAACAGGAAGTGCCACTC
>BJ529316 ID   BJ529316   standard; mRNA; EST; 639 BP.
GGCTTCAAGGCTGCTGCTCTCACTGCTGTGCAGTGGGCTCCATCAGCTACCCAATCATAG
TTGAGATGCTTTTGGGTCAATCTACGACCTCCACAGTGGGGTGTGGAGCAGGGACGTGTG
CAGACGGAGGTAGATTCAGAACTGCTGTGACAAAGGAGGGGAAGCGCTTTGGACTGCGTT
CCCTGTGGGATGGTAAAGGAGGGCGCTGATGGTTCTGAATCAAAGGTGTGAGCGGACAAT
AAAGTTCAAGATGGCTGTTTTATCAACTGTTCACCTGTGTTGAACCACAAATGCTGGTAG
CTTCATCTCAAAGAATCTGCAGAGATGATGCAGCTGGCAGGGATCAGCTTTTTTTTTGGG
GGGTTGTTCTCATTAAAACAAACGGCGATGGGATGAAACTGACCTGGACTTCCCAGCTTT
CAGTACTTGATCGAAGCAGAGCAACATTGAAGCTACCGGCGTTTGTGCAAACTTGTGTTC
TTGTGTATTATGAGTTTCTCTCATTGATTANCTTCTGTACATCANATACTCANAAATGTG
TGGTTTTTTTTGTANCCNAATTACAGCCNACCTTTTTGCCCTTTCAATTTGATTTTGTAA
TCTTTTTTGTTTTTCTTTAANATGANGGTGAGCATTTCA
>BJ529322 ID   BJ529322   standard; mRNA; EST; 570 BP.
GGAGATGCTGTCCCAGAGCGAGTCCCAGGAGTGGATCACCCGCAAGTTCAGGCTGGAATA
CGCGGACGAGACGCAGGACGTCCTGCATCTGAACTACACATCGTGGCCGGATCACGGCGT
TCCCACCGTCAACGCCATCGAGAGCATCCTGCAGTTTGTCCACATCGTCCGGCAGCAGGC
CAACCGGACCAAAGACCCCATCATCGTCCACTGCAGCGCCGGGGTGGGCCGCACCGGGAC
CTTCATCGCTCTGGACCGCCTCATGCAGCACATGAGGGAGCACGAGTTCGTGGACATCCT
GGGGATGGTGTCTGAGATGAGGTCCCACCGGCTGTCCATGGTCCAGACGGAGGAGCAGTA
CGTCTTCATCCATCAGTGCGTCCTGCTCATGTGGCAGAAGAAGAAGCAGCAGTCCATCAC
CTCGGACGTCATCTACGAGAACGCCAGCAAGACATAGAGCGCCGTCTGTAGACGTTGTGG
ACACGTCTGTGCCGCCTCGCCGTCAGCATCCACCTGTGAGAAAAATCCACCGTCCAGAAC
TCCACACGCACTGACGTCCAGGCGTGACGT
>BJ529349 ID   BJ529349   standard; mRNA; EST; 364 BP.
CGGCACGAGGCTCACTCTGCGCTAGAGAACGCAGCCNAACAGACTTGGCGACTGGCGAGA



GAAATACTGACCAACCCCAAAAGCTTGGAGAAACTCTGAGGTAAAAAAAAGAAAAAAAAT
CAAAATATAANATAAAATAAAATATAGGTTGTCTTGAGACCTAACGGGCTCAAATGAGGA
CAAAGGAATTAACCAATTTGCAAGTCTTGTGAAATGTGTCTTTCATTGTGAAATATGTTT
TGGCAAAACCTATTTTGAGATTTATTTTAATTTCACAATTTATATGGAACAATCCTCGTG
CACCTTTCGGTGGTATTTAAAGTCCAAGTTTAAATTATTGGCAACAATTTATTTAAAAAA
AAAA
>BJ529378 ID   BJ529378   standard; mRNA; EST; 184 BP.
AGGTTCGTGCACCTTTCGAGAGACATTGTGTAGCAATCAAACCTGTTAAGATGGAGCTTT
GTTTGTGGTAAATGTAAATATCCCAAGACGACTGAGGTTATTCCCAAGTGTTCTTCCTTT
CTGTCGCCGTATTATTGTTTTTTTTTTTTTAAACNCAAAGGGNCCNGGGGGNCACCAGGG
GTNC
>BJ529436 ID   BJ529436   standard; mRNA; EST; 588 BP.
ATTCGGCACGAGGCTCTTCCACACCTACCTGCACACCAAAAAGAAGCTCCGGGTGGACAC
GGAGGAGTGGATGGCCGCCGTGGAGGTGTTGCTGACGAAGAGCAGTGAGGCGTGCCAGTG
GATGGTGCAGTACTTGGTTGGACCAGAAGGACGAGAAATCATCAGGGTCTGTCTGCTGGA
GTGCAGCGTGCGAGAGGTGAGGATTGTGGTCGCATCCATCCTTGAAAAAACTCTGGAGAG
CGCGCTGCACTTCGGTGACCCCGGGCTGGACAGTCTGACGGACGCCCTGCTCTCCTTACT
GGACAAAGACGTTCCCGAGAATGTGAAGAACTGCGCGCAGTACTTCAGCCTCTTCAGCAA
CTTTGCTCAGAGGGGGGGGAGTCCCTGCCAGCTGCTGCTGAAGCACGCCGCCTATCGCCG
GATGCTCGTCTTCCTGCTGGGCTCCAACAGGCAGAACAACCAGAACCGGCGCTGGAGTCC
GGCTCAGGCTCGGGAGTTCCTTCACCTCCACAGCACCCTGGCCCTCATGACGGTGCACTC
TGACCTCACGTCCCANCGGACGCAAGCCCCCTGGGGGGGTTTGTGCNG
>BJ529444 ID   BJ529444   standard; mRNA; EST; 126 BP.
AGCAGCTACCCAGAANAAATATGCCTCAAAACTCGGGACCGAAGAGAAGACCGGGCCAAG
GTAAAGGTCAAGGCCCTCGGGGACCAGACAGGAATCANATCCCAGAACATGGATGGAAAC
CCGGAG
>BJ529451 ID   BJ529451   standard; mRNA; EST; 655 BP.
TTCGGCAGAGGGTTACATCACGGCGAGCACGCAGCTTCACCTGGGCGCCGCCGACCTGAA
CACGTCTCCAGGGTTACCCACTCTGTCTCCCGGGTCCTCGGGTGTGTCCAACGCTCACAC
GCCAGCACGGCCCTCCAGCACATCCAGCACAGGAAGCAGGGGCAGCTGTAGTTCTGCGGG
AAGGATGGGACCTGGAGGCGGAGCCACTGCAGACCCGGTCAGAGTGAAGAAGGAGCCGGG
TTCAGAGGACAGTTCCAGCTGCACGGCGTCGTCTCTGAAGACGGAGCGGGGCAAAGACTC
TGGCAGGAGTGCCTGCATGATGAGCAGTCCAGAGAGCAGCCCGCGGGGGGCCGCATCCAC
GGGCCCGGACGGTTCCAGGGGACTCGGGGAGCGGATCAAAACCGAGCCAGAGACGGAGAC
ACCGTGTTCTGAGCTGAACGGCATCGGCGCCGCCTCCACCGCAACCACGTCTACCTCCAC
GGAGCGCAGCCACGGCAAGCCCAAGCTTCTGCTCACCAACGGGAACGCAGGCAAGGAGGC
GGAGACCAGCAGGGGCGGAGCATCTGAGGGGAACCATGGGGGCAGAGAGGACGACCCCAA
CGAAGACTGGTGCGCAGTCTGCATCAACGGGGGCGACCTCCTCTGCTGTGACAAC
>BJ529470 ID   BJ529470   standard; mRNA; EST; 540 BP.
AAGTGTTTTCAGATCTGATCATCCCCTTTGCCGGGACAGTTCTGGGTGGCCTGGTTCCAG
GAGAAATGGTGGTCTTGCAGGGTTCTGTGCCGCCTGGTGCTGTCAGGTTTCAGGTGGACT
TCACCTGTGGCAGCGGCGTGAAGCCTCGCGCTGACGTGGCGTTTCACTTCAACCCTAGAA
TGAAGAAGATGTGCATCGTCTGCAACACTCTGCAGAAGGAGCGGTGGGGCCGCGAGGAGA
TCCTGTACAAGATGCCCTTCAGGCACGGAGTGGACTTTGAGGTCATCATCCTCATCCTGA
AAGACAAGTTCAAAGTGGCTGTGAACGGGTCTCACCTGTTGGAATACAAACACCGGATGG
AGCTGGATCGGGTCGACACCATCTGCATCTCAGGAGACGTTCAAGTTCAGGCTCTGGGCA
TCGTCCCTCCGAACTCTAGCTCCGCTTCTACCTCTGACAGTGGGAGCAGGAAGGACTCAC
TGGCCATTGTGTCTGCATCAGGTGACCTGAGCGTCCCCTTCAGAGGGCAGCTGGTCCCAG
>BJ529471 ID   BJ529471   standard; mRNA; EST; 587 BP.
TCGGCACGAGGCAGCACAACTCTTTTTGCCTCAGTGACACTCCGCTGTGACTACTCCACG
TCTGCAAACATCCAGGATATCCTCGTCACATGGAGGTTCAAGTCCTTCTGCCAAGACCCT
GTGCTGAATTACTACTCCACAGCGTACCAGTCTGCCCTGCAGCTGGGACAGGACCCTTCA
AATGACTGTCCAGATCGTCAAAGGACTATACGCACTGTGGTCCAGAAGAAAGGAGGAAAT
GAGGCCATACTGGGTGGAGAATACGTGAACCGCANAATAACGATTCAAAACAAGGCAGAC
CTGGTGATCAGCGAGGTGATGTGGTGGGACAACGGTGTTTACCTTTGCTCTGTTGATGCT
GCTGGAGACACCTCCGGGAACCCCGTTCAAGAGGTCAAGCTTATTGTTTACAATTGGTTG
ACCGTCTTGCTCATCATCATCGGCGCCTTCCTCCTGATATTGCTGTTTGGCATTTGCTGC
TGCCAGTGCTGCCCTCAGAAGTGCTGCTGCTACGTCCGCTGTCCCTGCTGCCCCCAGAAA
TGCTGCTGTCCTGAAAAAGCAATGATGGAGCATCGTATGATGAAGGA
>BJ529491 ID   BJ529491   standard; mRNA; EST; 533 BP.
GAGGCGGGCTGCAGCAGGAAAAGTGGAGGATGCTCCCTTCTTGCAGTGAAAACTGTAGAT
GCTCTCAGGCAACTGCATTTGTAGAACAAGTGTTGCTAAAAGCACTTAGGTCTATCTGAA
CGCCTCTTGCTGGTCGTGTCAGACCTTAGAGTCTGGCTTAGAACTTCTTTTGTATCCCTC
GGTCTTGTGTAACTGTTGTAAAACCATTTCATTCCTCATTAGCCACAAACTTATTATACT



TCCTGTTTATTTTTAATGTCAGCAATTCATGGATTGTGTTTGTGGATTCCCTGCATAGGT
TGGGAAAACCTGACAACAACTTGACTCTTAGGACAAAAAAAAAAGCTGCAAAGCAATTTG
GCAAATTGNGATTGTTCAAAAGTTGTTGCATGGCTGTTTTGGGGCTCTCTGTACTCTCAG
TTGTATGATTTCATACTTGCTGCTATCCAATGAGCACAAANANACTTCAAAGTTTGATTT
AACAGTGTCCATGACAAATTTCCTTTTTTTTTTTCCCTNTTTNTCCCCCCNCC
>BJ529502 ID   BJ529502   standard; mRNA; EST; 234 BP.
CACGAGGCGCTCTTCCCTGTGGGGGTGGGACCCTGCCAGGTCTCTCCTCCGGGTGGGCCG
CTGATCCTCAGCTGGTGGAGCTCGCGTCCTCTGAATCAGAAGTTCTGAGGTGAAGGTTCC
TGACAGGAGAACGGGCCGAGGGCTCGCGCTTCTGAGCCGCTTGTTGCTCCATGGATTGTT
GATCATTTTTTGTTTTTTTTTTAAAGTCACGTGACCTTTTTTTTTTTTTTCCCC
>BJ529518 ID   BJ529518   standard; mRNA; EST; 678 BP.
AACATGGAGCAGCAGAATCGGGACTTTTGACAAAGGAAAATCAGAAAATGACTGTCAAAC
GCCAGAAAATGAAGCGACAGCTCAGCGACGCTTGTCTGCCATCAGCACAAAGACGGAATC
TACTGGTTTTCGTTGAAGAGTATCAGAATACGTGAGGGATTAGTCTCGACTGTCGCCGTA
ATCGAGAGGGAAGAAGGAAATATGGCTACGGAGGTTTCCGAGAACGGCTCTCAGCCAACG
GCCATGGAGAAGTTCGGGATCGGCGGCGGGATGGCGCTTCTGCCGTGGACCAAGCAGATG
CTCACCGTGCTGTGGGAACAGCTGCGGTTGCTGGTTCAAGTCATTTACTACACCTTTATG
TCCGTTTTCCAGATGTTCAGGTTTGAGGTCCACGTGAGGATCACAGATGAAACTGGAGAA
CACATCCNGCACATGAGCTCAGCAGCAAACCCATCTGAATCCTTCCTGTTCTCCTCCGTG
GTTGGTGGTTCGAACCCTCTTTCCAACTTCTGTGCTGACGTTGGCGATCCTTTCCCCGGG
AAATCCACTGCTGAGGCCCTGCTGTCCAGTCTGCGGGCTGATGATCTATGCTGTGGACTG
ATGGATGACTTGGTGTCCAGAACGGCGGGGAACGAGGACGGCATCTTTGTCGGGAAACAG
TCCACCTGGAAAGTGGGA
>BJ529520 ID   BJ529520   standard; mRNA; EST; 108 BP.
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGATCTC
>BJ529526 ID   BJ529526   standard; mRNA; EST; 627 BP.
CCGGCTCGCGCAGAATCGCTGTTTTAGACCAACAATCGTGGAAAAAGCGTCTAATCTGAG
ATCTGCAGATGTAACGCATGGCGTCCTTCAATGGAAAGCCAGCGCGTGAACCTCGGGCCA
GGGCTCCACCGGTGGACAGCGAGGACAGCTGTCTCAGTGATAGTGGGGACAGTGATGAGG
AACCCACTCCTAAACCAGGCGGTAAAATCAGCAGCAGCAGTGTGTGGTTTGGTGAAGGAA
GCAGCAGTGATGAAGACACTGAGAAGACTCCTCTGTGCACCAGAGCTGCAGCTGCAGGAG
GGAAACCAGCAGCTCCTCTCAAAAGGAAGAATGTAGTCTGGAAGACAGTGAAGCAGCAGA
ACTCTGATAAAAAGGTTCCAGTTTGGGTAAATTCTCTTCCTGATGGGGAGTCGGTCAGAT
CGCCCATCGAATACTTCCGGCACTTTTTTGATGAACAGCTTTTGGACAGTATTGTTGAAC
AAAGCAACGTGTACTGCAGACAGCAAAACCCAAACCATGACCTCCGATTGGATCAGACTT
CGCTGGAGCAGTTCATTGGTACTGCGGTCTACATGAGTTTCTTTCATTTACCCCAGTCAA
GGATGTACTGGTCCAGTGCGTGTCGAG
>BJ529535 ID   BJ529535   standard; mRNA; EST; 608 BP.
CGAGGAGCTGTCCGACAGCGGGGGCGAGGGCATGTATCGGGAGAGAGATGAGTTTGTCGT
CAGGAATGAAGACATCGAAACCCTGAAGGTGACAATGATGGCTGGCAGGGAACCACCAGC
CATCTGGAAAGTGCAGAAGGCTCTGCTGCAGAAATTTGTGCCAGAACTAAGAGATGGGAA
AAGAGTTTTCTCTGCCACGAATAGCTACCTTGGTTACTTTGGTGATGCCAAGACCATGTA
CCATCGAGTGTACGTGAAGTTTTTGGACACGGTTAACAAAAGGGAGTATGTGCGCGTTTG
CAGTCGGAAGCCTCGCTGTAAGCCGCTGAGCTCGCTGAGAGGAGTTCAAGTGAAAACCCT
TCTGGGCTTGACGGCCCCGGCTTCCGCTGTGACCCAAAGTCAGAAGCCCAGAGTCAAACA
GATGAAAGCAAAGGTAGAGCCACCCCCCANGAAGAGAAGGAAATGGAAGGAAGAGTTTTC
CCAGACTGCCTCTGGTTCATCTACTGAAGATGATGAGTCAAACCCTGCACTTTCATCACG
GTTCCTCCNAACACGAACCATGGAGGGAGACGTTCAGAAGCTTCGTGGAGCTCCTTATCA
GCATCGCC
>BJ529538 ID   BJ529538   standard; mRNA; EST; 644 BP.
GGGTGGAATGATCGCACAGGTGATCGATGAGATAATCAGTCGATTGAAAGGGTTTGGCGG
AGCGTCGGTGGGCGGGTTTGGAGTTGGCGTTTAGCATGAACGCGGTCCACCACGTGAAGG
TCCGGTTCTTCACGTCGCTGCTCAGGTTCGGTCAGAGTCTGTCCGTCGGTCCGAGCATCT
TCTCTCCGCCTTCCCTTCGCCGGACCGTCCTGTGGGGTTTCCGGACCATGGCGTCCGTCG
GTGACCGTCTCCCGGAGACGAGCCAAGCGCCGCCGCGAGCTGCGAAGAAAGCCAAGCAGA
AGGAGCCGCTGCGCCGGGTCAAGACCAAGGAGAGCCGGGTCAGGCGCGGCGACGCGAACG
GACCGTCCACCGTCTACGTGCAGGTGGTCGGAGCCGGAAGCAGAGACAACGCCGCGTGCC
TATATGTCTTCTCCGAGTTCAACAGGTACCTGTTTAACTGTGGGGAGGGAACTCAGAGGC
TCATGCAGGAGCACAAACTCAAAGCTGCTCGCTTGGACAACATCTTGCTGACGAGGCTGA
GCTGGGAGAACTTGGGGGGGCTGTCAGGAATGATCTTGACCCTGAAGGACACTGGCGTTC
CCGAGTGCGTTCTCTCCGGACCTCCACAGCTGGAGAAGTATCTA
>BJ529553 ID   BJ529553   standard; mRNA; EST; 620 BP.
ATCCTGCAGGCCCACCTTGATGCTCAAGGCAGACTGGAGGAGTCACAGTTGCAGGAGCTG



GTGGAGAAGACGGGTTTGACTGCAGACCTGGTGCGGCATTGGTTTTCCACCCAAGGGTCT
CTGCTCCAAAACAAACCCACGGCCGCCCAAACGACAGGAGCAGTTGCAGCAGGCGTGGCC
GGAACAACGGGATCCTCCCCCCCGGAGCAGCAGCCGGCAGGCGGGATGGACCAGAAAATG
GAGCAATCAGTGTCTGGTTTCACAACCGATGCAGAGAAGACGAACGCTGAGGACATTTTG
AATGCTTCCAAAGAGATGGACTGAGGCGAGCTCTGAGTGAAGCTGGAGTCCACAAGGCAG
GTGGTCTTTGTTCTGGGGGTCTGACGGCAGATGCACTTTGTAACAGGATCGCTGGATGGA
AACGGATCTTGAATAACTATCCATCCCTCCCGCACTCCTTTCCTTCTCACTCCCTTACCC
CCCAGCGGGTAGGCGTGACCTCCCCCGCGACGTGAAGCAGCAGCTGACTTCACTCCCCTT
TTCCCCTCCTCCTGTTTCTCATGGCCCCTCACTCCACAGATGCCACCTCCCTGCATTTTC
TCAGCCACCATTTTCCCTTT
>BJ529569 ID   BJ529569   standard; mRNA; EST; 104 BP.
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
>BJ529606 ID   BJ529606   standard; mRNA; EST; 541 BP.
CTCCCCCCCTTTTTTTATTTAAAAAAAATTTTTTTTTGTATAAATGTATATGGATTGTTG
CTTCTATATTTTAGGCTGTGAAATTGGAAAGTGATGGTGTTTTAGTTTTATTTTTAAAAA
AAAGCACTTTCTGTTAGATCCATATTTATTTGTTGTTTGCTTGTTCTTATTTTTCTAATG
TTTACTGTTGACTGATGGCAACAAAAGCACTTCGAGGTTGGGGTCAAGTGGCCTCAGTAA
TGTTTGCTTCTCTAAAAGGTTTTCAGTTGAAAAAAAAAGAATTACAAAACAAAACTCCNT
TGGCAGTTTAATTATTTATAAATTCCTTTTGTTGTTGATTTTTTTTTTTGCTATNACCAA
AAAAAGTCAAAATTCNCCTTTGGGGNANCTGNCATTTTAAAAAACNCTTTTTTATTTTGN
GTTTGNATCTCNAAGGNCCAATAATTTTCTAGTGAAATGGAAAAAAAAAAAGGAAAGCAT
ATCCCCTNTCCNAAAATTTTGNCNNCTTTTCAGGGTTGNGNAGGCAAAACTTGTTGCTTT
A
>BJ529638 ID   BJ529638   standard; mRNA; EST; 477 BP.
CACGAGGTCTGCACTCAGCTTTGTATCACTGTCTGGTTGTACTTTACTGTAAAAGGTTAT
GAGTTGTTTTGACCATGTCAGACTCCACGCAGGTTCTGCTCAGTTTACTGACCCTAAGAG
CGGTAAACGCACCTCAGAAATCCACGCTACCTTTACAGGAACCGACACCGTCACTGGTTC
TGGAAGAGGCTGTGTCTTGTTGGATAAGCTAAAGCTCAAACCGTATACTGTACGACCCGA
TTCAAAGTGGCACTTGACTGCATCTCATTTACAGGAAAAACTTGCTTGAAGTAGCCGTTT
CTGTCCATCCGATAAGCTAGCCCACTGAGGGCTAAAAAGTGTATGTCTTACCGACATGTT
TTTTTTTTGTTTCGTTTTTTTTACGTGCNAGGTTAATCATTTGNGTATGTATCCNCACTC
TGTANCAAAAATCCCAACTGGTCCTAGTTTGGCCACAGCTGTCCCCACTGACCTCAG
>BJ529684 ID   BJ529684   standard; mRNA; EST; 399 BP.
AGGCCGTCGCTCCCCTCCGCCACGCTGACCTTTACCGACCTTCAGGCCTTTGGCCCCTCC
CTGCTTGACCAAAGACGCCCCCTATAGGTCAGTCCAGGAGTGTCCGTGCCACAAAACCAC
CGCCTACTTTACAAAAAGACGACTTGTGCCACCGCTGCAGTGTGCGCTTGTGTGCGTGCA
TGTGTGTTTATGAGTGTGTGCCTTTTCCATCGAGGCCAGATTTTAAAAAAAAGCAGAAAA
GTGACGGGTATTTTTGTTTTCCTTCCTCCTTTGGGGTTAAAACATCAAGATTGCTTTTTG
AGCTGCAAGAATCTCAGTATTATGTAAAAATAAAAAATGCAATATAGTTGTTAAAAATGG
ATGAATACAAAATTGGGGATTTTTTTTTTTTTTCANGGA
>BJ529696 ID   BJ529696   standard; mRNA; EST; 298 BP.
AACCTGGGAAGCGCTGAAGAAATTCTCTACATCCTGCTGCTGCAGAGCTGAACTCTGAGG
ACCGATTCCTGCTCCCCATAGCTTTTTGACTGTACTGTTGACAGAAAAGCAAATATATTC
TACAATTTAAATACAAAAGTCTGCCGTTTCAGTTTTTTTTTACCTCCAATAAATGTCATA
TGGTTTTCAAAAAAAACTTATTTCCAATGAAAAGCTAATTTTAAGATTAAAAGAAATTCT
GTTGCATTTTTCTCATGATGGAGGACATAAATAAAGAAATTTTAGATTAAAAAAAAAA
>BJ529700 ID   BJ529700   standard; mRNA; EST; 692 BP.
GGCTCTGACCTCCTTTCAGTTTGGACTAATTCGGATTTGTTTTTGAAAAGGTACTGACAC
TGTATATTGTAGAGTTAGAGCAACATCCTAGTTATTTGGTTTTGTTGTTCTTTTTTTTCC
TTTTCCTTTTTGTTTCTTTTGTTTTGCAATAGAAGAGTTAATCTCAGATTAAAGAGAATT
AAAGGCCTTTGTTCTTTTGCGTTTAGATTTGCTTCTTTTTCTTTTGTTTTTGATTGTTTC
CCTTTTGAACATAAAACATTAAATTTTATTTCATTTTGCTGAGTTTTGTTTGTTTTATTT
GGTTTGATACTTTTTTTAATTTTAATTTTACATTTTCTTTTAAATTCTCTCAAAAGCAAA
TCTCCATCTTGGTTCCTGCAAGTAGTGTTGGATGAGATGCGGTACTTCCTCTGTGTTGAA
GGCAGAGCAGAGTTGGTCAGTGCTGATGGACCAAAGTAGACGGTGTGAATACCTGCTCAG
TAAAAGCTCTCAACGTTCTGTTACCGTTCTCCCCCAAACATTTATTCATGATCTTACATC
ACTGAATACATTCAGAATATCACTTAAACCAATGTTTGGATCTAGAAATGGTCAGTTTCT
TCCTGCTTCAAGCAAGTAGTTGAAAGTTGAACCTTTAGTGTTGAATATTAATTAAATGTT
TTGCGGTAACATTGAGATTATTTTTTTATTGT
>BJ529710 ID   BJ529710   standard; mRNA; EST; 619 BP.
AGGGTGGTGGAGGGGTTTGCGTGTCCGAATGACCCCAGGAGCCGGTAGCCGGGTGGTGTT
CCACCTCCAACTGGTCCTGGGAGACGGGCCAGACTAAGGGCGATTCAACCAGAAACCTTT
TCATGACTAGATCCACTTACTGCCCCCAATAAGAGTCACCAGCCCCCCACCCTGGAGCCA



GACTAGTTAGTTCTTGTCTGGTGGCTTTTAATTGCTCTGGGGCAGTGGGCATGTTGTCCT
GAAGGCCCCCCCCCAAAGCAAAAGAACCTTTTCTGTAGGTCCTCTTGTGGCTTTGGTTGC
TTGTTGGTGATAGATGTTGGGGCAGGACGAGCGACGGTGGGACACTGGCTTTATCCACCT
TTGGTCAGACGCTCCACAGTGGATCACTCAATCGTCTGTCTCCAATGAGCCCCCCATCCC
CAGAGAAACAAAGAACTCCTCCCCAGTGTCTTTGTGGCAGATGAGGCCTTCCCCCTGCAG
AGAAACCCGATGCCGTCATTCCCTGGACGCCTCCTTCCCCGATAGAGGAGCATCTTTACC
TACGACCTGTCCCCAGCCCGGCTGCTTGTGGAGAATGGATGCTCTCTGCACAGTGGGGTC
TGTGCTGGACCTGACTGAA
>BJ529712 ID   BJ529712   standard; mRNA; EST; 749 BP.
CGGCACGAGGTTTTTAACCAGCCAAACTGATGCCAACCAATAGAAAAAAAAGGGGCACTT
AAACAGGAAGATAATCTTACTTCTGTAGACATTGCTCTTTTTAAAAATGTATGAGGCACT
TTTTTATTTACTTTTTTCTTGATTTATTTTACTTTAAAATAATGAACCTCTTCCACAAGA
CTGTACACCTACGTTTTTATAGTTTACGGCTAGAGTTTCCAATGCTTTCAGAACAAAGGT
AGTAATAAGCGAGGTCAACATCTTATTTTTAATTTAGAAAAAGGGGGGATAGAAAAAGTT
ATTCAGTGCTGAAAAGTTTAACTTTGATTCAGACACTGACCTTGCTCAAGTCATTCTGCA
CATTTCTACTTATCAGTGAAGATGACGTCAGAGCATGTTCGCTTCATCCACCCACAAAAG
TCTTTGTGTATCTATACAGCAATCTTCCAGCTGCTCTGTTTCTACACAAAGCTCTGTCCT
CTGCAGGCTTTTACAATTTAGCCTGAAAAAACAAACACACACACAAAAATCCCATATTTA
ATGACCATTGTGGTCAAATGCACTTCCTGTTGGTCTTTTTTTTATTTTTCTCCATGCAAG
CCAAAATATCATTCATCAGCCTTTGTACCATTAATATGTAGCCTTGCTGACAGTTTTCAC
TTTTGGCACTTCATACCTGCAGCATCCCCCTGTTCCAATCCCCTAGCCTGTAAGCCAATC
CCTATTGGTGCTCTGTGTGCATGGGCTGC
>BJ529714 ID   BJ529714   standard; mRNA; EST; 671 BP.
AACTGATAATGAAGTAACTATAACTTGCAGAATGTTTCACATTTTTATGACAAGAACTGC
AGATTACCATCCTAACAGCTAAAATCAAAGATCGCTGAAGCCTGAAACCAGCTTATAGAT
AGATGCTCCACCTTCTCAAAAGCAGCACAGCCAGCGCGTTTGTCTTCGATGTGTCTGATC
TCTGTCCAGTTTTTCTTTTGGTTTTTAAATGTTGCTGCAAAAACTGTTTGGTATGACATA
GTGGCAAAGTTGGGGGTCGCATTCGTTTGGGCGGGGCAGCTTTATCTACTTTGGTCTTTT
ATGTGTAGCACCATGCATATAGATCTATGTGCCTTGAAATAATATGGCTGCCTGCCTGCT
TGTGGAAACAGACATTAGTGTTCTTCATTCTTCAGTTTCAATACATAAATGGTTTCTGAC
GCTCATGTACAGAGCGTTTTCTTTTTTTGTGTGTAATCTTTATAATGCCCAGATAATAAC
AACGCATCTCATTAGTGTTAATGAATTAAACAAGTTAAACCATGAAGTTACTTTACTATG
ACGAGTTAAAAGTGATGCATTTAATATCTGTATCTAGTTCAGGTGCAATCTTGTAATATT
TGTGTTACTGAAAGAAACCTTGCAGAGTTTGCATTGTAATGAGTTGGCTTGCATTTGCTT
GTGAGTTGAGA
>BJ529724 ID   BJ529724   standard; mRNA; EST; 647 BP.
CCAGACTGTGTCCGACGCCGCCAGCAGCAACCAGACTGTGTCCNACGCCNCCCGCAGCNA
CCNNACTGTGTCCTACGCCNCCNGCAGCAACCTNACTGTGTCCNACGCCNCCCGCNNCAA
CCNTGACTGTGTCCGACGCCNCCCGCNTCAACCAGACTGTGTNTTCANGCCNCCCGCATC
AACCAGACTGTGTCCGACGCCGCCCGCATCAACCAGACTGTGTCCGACGCCGCCCGCAGC
AACCAGACTGTGTCCGACGCCGCCNGCAGCAACCAGACTGTGTCCGACGCCGCCNGCAGC
AACCAGACTGTGTCCGACGCCGCCCGCAGCAACCAGACTGTGTCCGACGCCGCCNGCAGC
AACCAGACTGTGTCCGACGCCGCCCGCAGCAACCAGACTGTGTCCGACGCCGCCCGCAGC
AACCAGACTGTGTCCGACGCCNCCCGCAGCAACCAGACTGTGTCCGACGCCNCCAGCAGC
AACCANACTGTGTCCGACGCCCCCANCAGCAACCAGACTGTGTCCGACNCCNCCCCGCAG
CAACCACACTGTGTCCGACGCCGCCNGCAGCAACCACACTGTGTCCNACGCCNCCCNCAC
AACCNNACTGTGTNNNACGCCCCCATANCAACCANACTGTGTTCNAC
>BJ529736 ID   BJ529736   standard; mRNA; EST; 437 BP.
AATCTTCCTGTTCCACCGCANAGCAACATGGATATATATTTAAGGATATTTATTCCAATT
TTGTGCACAACGTTCAAATATTTTTTAAAGAGTTTTGTAAAGTCTACGTAGCGTTTAAGG
ACCTTGTGGACGGTAGTCTGTCAGTCAAAACGGGTGGTATGAATGAGCCACAGTCAGGGC
TGAACATGAACACGACTGATGTGTCGCTGATCCGTTTCTGACGTTATGGTTTAAAGTTTT
TAATATTTGCAGGCATGACGGTGAGAGCAGGTCTTAATAAAAAAAAGTTCATTTTCCAAT
AAAATCTGTTCTGTGAAAGAGCCAGTGCCAAAACTCAACAGTAGCAGTTTGATACAAGGA
AATCTCAGCTACAACAGTGGCTTTTTTTTCTTTCTTATATTTAAAGCATTTTCTATCTTT
TTTTTTTTTTTTTNGCC
>BJ529739 ID   BJ529739   standard; mRNA; EST; 699 BP.
GGTGTTTTTATTTGTGCTCCCTACATTAGTCATTTAACTCTAAATTCAACTTTTTAAAAA
AGTTATTTGAATGATCGCAGACTATTTTCCACAAATGCCCTTTTATTTTGGCTCACATGC
GTCTCAGGGACGTTTTGGAACTCTCTCCGTGTCTGTGTTCGCAGGTTGCGTCGCGCGCAT
GGAGGATATCTGCTCCAAGGGAATAAATAGTGTGCAAAAAAGTTGCGCCCTTTTCCCTTG
AGGGAGTTACCCGCAGGTCTGATCCGAACGAGCCCGCAGAGAAAAAAAAGAGACATGGGG
ACGCGCCAGTGCGTGGGACTCACCGCACTTCTCCTGTGCACAGGTGAGCCCTCACAGGAG
GAAAAAACTCCACAGCTCAACAGGATTCATGAGCATTGCTGGCCGTGGGATGAAAGAAAG



AAAGGCGACACTGTAAATACATCAACCTTTACTGAGTGATTTTTATTCAGCCTAGAACAT
TTAATTAAATGCAAATTGCATGCTTTTCTGCCAACAGCACATATATNATTTATGAGACAT
ATAATTAGCTGTAAGCTGTTGTGGCAGAATACAAAATGACTTGTAATATTAAGAGGATTG
AACTGTGACAGATGCCTAGAGAGTATGTAGGCTTGGTGCATGGGGTGCTGTGCAGCAAAA
GGGTGCAGACNATAAGTGAGCATGGCTCTGCAGCGCAGC
>BJ529742 ID   BJ529742   standard; mRNA; EST; 301 BP.
AGGGTCGAACAACAAATTGCACTCCTGATGTAAAAATGTCTGAGGGATTCTTCTCTGGAC
GGGAAGCTCCACCTCCTCCCTTATCTGAAGGCGGGACTTCGAGGAACGTCTCTCACCTCC
CGCCGTCTTCAGATGTTTGCGTCAGGCTCGACGTTCATTCTTTCGTTTTTAAAACCTCGA
CTTTGACGCCTCCAGCTCGAGCAGAACCGGGTCAGAACGGTACGGTTTGGCTCTGCAGCA
GAGGAAAGTCCACGTTACATGTCGAGGTTCTTCTGGGCGGGTCGAGGGGGGGGGGGGGGG
G
>BJ529759 ID   BJ529759   standard; mRNA; EST; 103 BP.
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGANANANAGAGAGAGAGAGAT
>BJ529775 ID   BJ529775   standard; mRNA; EST; 509 BP.
GGAAACTCTCCTAATGTTTGGGTTAATGTTTAGCCTCCGGACGGGCAGCTCTTGGCCCTG
CAACCGCCTCCGTGGACTGAACGGCCTGAAGGAGCTTCCGTTCCTCAGGAACAACTCGTC
AAAAATGTCGTCGGATTCCCACTGGCTCCCCCCTGCAGACCGGGATCAGCTGATGATGGA
GCTCAGGGCTACAGGATGGATGGAGGTGGAGGATCGAGATGCCATATTTAAAGAGTTTCA
CTTTAAAACCTTTAATCAGGTCCAGATTACACTGACGACACATGACTGTGGAGGACTCTC
CAAACGGGACATCAAACTGGCCAAGTTCATTGATAATGTCGCTGTTTCCCTGTAAACTTC
CAAAGGTTTTAGCAGTCAAGCTGTTTCTAGGTTCCTTGCTTTTGTATTCAGATCTTCTAT
AATTGGGAATTTTGCTAAATATCCGTCTGCTCATCTCTAAAAATTAAAAACTCGTTCAAA
AGTAGTTTTTTTTTTTTACCTTACTTGGG
>BJ529814 ID   BJ529814   standard; mRNA; EST; 400 BP.
GAGGTAAAAGCAGAGCCTCAGTCCCCTTCAAGCCCCCCAGCAGCATCAGTGGCAGCTTCT
TTGTCCTGAGAGGGGTGGGGCCTCTGAGGAGTGGGACACAGCCTCGGACCGTGGACACTT
TTTAAAGGTGCAGTCAATCCTCCCGCCTTTGGGCAGAGCTGCTTCCCAATTGGTTTGGGG
TGATTCTGGTCTCCGTGGAGATGCAGCACCTGCCCCCCCCTCCCCCCCACCGGAGCTGCT
GAAGCCCGCAGAGGTTGAAAGGGACGTGCACGCGTGCGCACACAGATGGGCCAGAGCAGC
CTCGGACTGTAAAGTTTTTTTCTAATCACAGCCGGTGTAAACAGACTTTGGTGTAAAAAG
CAGTTTTTGATACTTACCCCCCCCCCCCNNNAAAAATGGC
>BJ529821 ID   BJ529821   standard; mRNA; EST; 610 BP.
GGCTCCATCAGGATATGAGGACTGAGAGATGCAGGTGGGTCCTACATCATGTGCATTTTG
CTGGAGCCACTGAAGCCTCCAGTTGGTTCTCTGAATCAGTGACGGCTGCCTTCGGTATGC
TGGAATAATGTACATCCGTGTAAAGACTGCAGTTCAAACTGTACTCCAAACATTGTCACT
GTTGATTATTTGTGCACACATGCATTGTTGCAAGCGCATCTTTTTAGCTCGTCATTTTGG
CACTTGCCCTCCGTATTTTGAAACTACCGTTAAAAAAGAATAACTAAATAAATCTTGAGC
AAACATTGAGAATATTTTTTTTACATCAGAGCAACAACTTTTGTCTCTTTGGTGTAAAAA
ATACGAAGGTACTTTACAGGAACGTCTAATCCTGCCTAAAGTGAATTTCCTTTAGGACTC
ANGAGGAATCAGTTAATTATGAGCCTTCTTATCATTTAGAGTGGATTCTGGGCAAAACCT
TTCATTCAGATTAGAATTCCTGCAACTGCAAGCCACTCANATCTAAATAAATCAAGTTTG
GGGGGAGTTTTTCCTTTTTTTGGCAACCAACAACACATTCTACTCTGCATCGTGCANAGC
AACGATTGAC
>BJ529841 ID   BJ529841   standard; mRNA; EST; 490 BP.
AAGTTTCAGTTACATAAAGGAAATCCAGTCGATGGGTGACGAAGAAATCCTTTAGGATGA
AGGTTTTGTTGGCTAGCGATCTAGCGTTCACGAGCGCCATCCTAGCCGGGATTGGAGTGC
CCTTCATTGGCAGAGCGCGAGGAAGCTGCCGCAGGTTGTGGAGGCCTCTCCCCCGCTTGC
GGAGGTACGGCAAGGTGGGTCGACGGCCCCGCAGCTCCACGTCCACGCCGACCAGAGAAA
CCAAACAGGGAGCGACCGGGTCCGTACAACGTACAGCTTTCAGTTTCACCAGTAAACCGC
TACGTCTCCCTCGCCGCCTGCGCCGCCGTCGCGGAAGCGGAGCACGATACAGAATTGAGT
GGCAAGTCAGCACAGTACCCATGATGCTCCCCCCACAAACAGTTCACCTCTGTCTCAGTC
GATGACTGCCGGCTGAACTCTGCACCCCCACTGAGACAATAAAACGGCTGGATGACTACN
GGAGTAGCAG
>BJ529920 ID   BJ529920   standard; mRNA; EST; 382 BP.
CACGAGGGCTCAGTGACCACAGTTACCAACCCAAACAACCTCAAAAACTACCAAGAACTT
TAGTTTCCTTACATCCAGCTCATCTGATTGTAAACTCGCTTCATCAAACCTGTTTTTGTA
GTGAATGTCAGCGACTCAGCAGTAATGTTCTGCAGTTTCTGTGCGTGGCAGCTTGTCCTG
CACACGAATGACTTCTGCTGCCCACAGCGAGGGAATGAAACAATGAAGACTGCCCTTCCA
TGGTGTTTCGTGGTGCAAACAAAACCACCTAAGTCAATGCCTGTCCTCATAGTGTACGTT
TGGAATACATATCCTCCAATGAACATTTCATGGAAAATGGATGTAAAGGTAACATTTTCT
GGTTTTAGATGTAAAAAAAAAA
>BJ529942 ID   BJ529942   standard; mRNA; EST; 864 BP.



ACGAGGCGGCGGCCACCATCTGGGCCCCTTCCACCACGGCGACGTCCCCGAGCTGGACTA
CAAGTCGCACTACGAGGCCGGCTCGGTGTTCGACTACNTCTCCCAGGTCACAGACACTCT
GGAGTACATCAAGTCGGACCCCCACGTGGACCTGCACTGCTACTACAGCGCTGAGCTCAG
CTCCCTCAAGTCCGAATACCTGGATTGTGTGGCCACGCCCCCCCACCTGCAGCACAACGG
CCTGGAGTCCATCCACATGGCGGAGCTGCGCTCCGAGCTCAACAAGCTGCGGCCCGACGG
CCCGCTGATAGACGGCATCGGCAAACTGGACCCCGACTTCGCCGGGGCGGCGCTGTACGA
GCTGCAACCGCACGGGGAGGCGGGGAAGAGCCCGGCGGCGGCTGGGGCAGCAGGCGCCAC
GGGCACAGTCATCAAAACCAAAACTCACAGTCCCACGGTGAGGAAGCCGCGCAACATGCA
GGGGGAGAAGCCCTTCTCGTGCACGCAGTGCGGCAAGAACTTCAGTACGCTGGGGAACCT
GAAGACGCACCAGCGCATCCACACCGGCGAGCGGCCATACACCTGCTCGCAGTGCGGCAA
GAGCTTCGGCCAGGCGGGGAACCTCAAACGCCACCAGCTCATCCACACGGGGCAGAAGCC
CTACGTGTGCGCCCACTGCCCCAAAGGCTTCACCAAGGNCGACGACCTGCGCTCGCACCA
GCGGCTGCACACCGGCGAGCGGCCCTTCATCTGCAGCACCTGCGGCAAGAGCTTCAGCCA
GTCCAAANAGCTGAAGGCGCACCAGCTGAGCCACACCGGGCGAGCGGCCCTTCTGCTGCG
CCCACTGCGGCAAGAGCTTCACCA
>BJ529976 ID   BJ529976   standard; mRNA; EST; 655 BP.
CAAAATCCCAGGTGCAGTGTACCACAGACTGGACAAATAACTGCCTCCTCTTCCCCCTGT
AAGATCATGGCTGTGATTAATTTAATGAGGGGTACAGGTTTTCTCTACTTGCTTCTACTG
GGACTCCTTCTGCCTCCATCCCTAGTATCTGGACAGAACTCCACTGTGACACCCATGACT
TGGTCCCAAAGTACCTCTGCAACCCAACTCTCTTCCAGCTCCAGCACTGGAGCTACCGTC
CAATCATCTTCTGTTACCACATCAGCGACTTCACAAAACACAGCCATGTCTGAAAGTTCC
TCAATGTACGCCAGCAGTTCTGCTTCTACTGCCACTGGAGGTAGCACAAACACAAATGGG
ACTTCTGTGAAGAATTCTTCATCAGACATGCTATATTGCCCCTCATTCACCTGCTCTTAC
TCGGAATGCTACGCAAAGTACTCCAGTGAGAACGCCACTTCATGCTCTTCTGAGTACAAC
TGCCAGCTATTGAGGACAGCATACATGCAGTACAATGTCAGCTGCAGCTCTTCTTGTGCA
ATGAGCTGTGTCAACAGCTCTGACACCAACTGCTCTGAGAAATGCTGCAATTCCACCGGA
TGTCTCAATGACACTTTTGCATCCATGATGCCAGCAACCACAGCAAGCACTAAAA
>BJ529983 ID   BJ529983   standard; mRNA; EST; 177 BP.
GTTCTGCTTCTGAAGCTCATGTGCCAAAAAATGAAGCCAGCATGCCTCTACCTGCAGCTA
TTCCTTCCCCTGAAAGCATATGCTGACTATAAGTTAACATTTTAGAGTGCGGTCATTCAT
GGTGTACGACAGAGGTACTACTTTTTTTTTTTTTTAAANCNCAAACCCATAATTTAC
>BJ529995 ID   BJ529995   standard; mRNA; EST; 363 BP.
ATTTATTTTTTAACATTAGTTTTGTGCTTATTTACTTATTTTGCTACTACCATGCTACTG
TGATTGAAAACATTGTATATACTAGGTCGATAACGTATGTATCATTTGCTATATTTTCAA
TTGAGATGTATAACTATTATTTTGATCAGAACCTTTGTTATATTTTTTTGGGTGATGTGT
TTAACTTGGTAACGTGTCTAGTTTTTTCTAATTGCTGTAATGTGCTCCTCATTCTCAAAT
GAAAAACAAAATAATCTGTTAGTATTGCTTCATTGCAAAATTTCAATAGTTTTTACTTGA
ATGCTGGGAAAGGTTATATTTATTGACTTTTTTTTTTTACCTAAAATTTTNATTTTTATC
AAG
>BJ529999 ID   BJ529999   standard; mRNA; EST; 634 BP.
ACGCCACACTCTCTTCCTGTTGGCTCCTCCCTTTGCAGCAGCAGCAGTGCCAACACTGAA
CCCACACCAACTGCTGGACCCAGCAACCTTCAACAGAGTTCTGTAGAGAATGTGGTCCCG
CCCACAATAAGTACCGCCNAGGCACCATCACAGGTGACATCACCGGTGGAGGCTGCCGTA
ATGTCTCCAGTGGAGAGGACGGCGGCCTGGGTCCTAAACAACGGCCAGTACGAGGAGGAG
GGGGGCAGAGGGGGGCCAATCCGGGAGGAGGGCAAGAAGACGGAAAAGTACGAGCTGGAG
ATATCGCGGCTGAAAGAGTGTCTGCGGGCGTCCGGGCGCCGCCTGGAGGAATACGAGCGG
CGGCTTCTGGCTCAGGAGCAACAGATGAAGAAGCTCATGCTGGACTACAAGAGCCGCCTG
GAGGACAGTGAGGAACGCCTGAGGAGGCAGCAAGAGGAGAAGGACAGCCAGATGAAGAGC
ATCATCTGCAGGCTGATGGCAGTGGAGGAGGAGCTAAAAAGGGACCACGCAGAGATGCAA
GCGGTGATTGAGGCCAAGCAGAAAATCATTGATGCTCAGGAGAAGCGGATAGGCTCCCTG
GACGTGGCGAACTCGCAGCTGATGGCAGCGCTGA
>BJ530032 ID   BJ530032   standard; mRNA; EST; 679 BP.
GGGTTGCTTGGCCCTTATATCCNGATGCCTCGCCTGAGGTCGGCTTTTTTGATGTCCTAG
GCAACGACCGAAGGAAAGAGTGGGCTTCTCTGGGTAACATGGAAAAAGAGGAAGCTATGA
TCGAGTTTGTTAAACTACTCAACAAGTGCTGTAACCTCTTTGCTCCTTATGTCACTTCAC
ACAAAATTGAAAAGGAGGAGCAGGAGAGGAAAAGGAGGGAAGAGGAGGAGCGACTTAGGC
GTGAGGAAGAGGAGAGAGAGCGACAGAGGCAGGAGGAGGAGAGACGGAGGTTTGAAGAGG
AGGAAAGGTTGAGACGAGAAGAAGAGGAGCAGAGATTGGCAGAGGAAGAGAGGCTGCGTA
TTGAACAGCAGAAACAACAGATAATGGCGGCATTGAACGCTCAGACAGCAGTGCAGTTCC
AGCAGTATGCTGCACAGCAGTACCCCAACAACCCCGAGCAGCAGATCAGTCTGATCCGCC
AGCTTCAAGAGCAGCACTACCAACAGTATATGCAGCAGCTCTACCAAGTCCAGTTGGCAC
AGCAGCAGGCGGCCCTAATGAGGCAGCAGCATCAGACGGACTCGGTTCTGCAGGGTTCCC
TACAATCAAGCAGCTTTAATGTCAGAGATCCGATCGCGGCCTCAACAGCAGGAACCGCTG
TGTTCTTCCTTGCCACTGT



>BJ530042 ID   BJ530042   standard; mRNA; EST; 422 BP.
AGGGAAGACTGAAGGTGAATCTCAGTTTTTTGACATTCACAAGCCTGCAAACAGCCTGAT
ATCAAAATACAGCTGGAGAACAAAACCGTTCTGTTTGACACGTTTTCTAGGTGTCACTCT
ATATCCCGGCCTCCACAGTGGGGGGCTTGTTCCACAGCTTCGCTCGAGACCCAGCTGCAG
TTTGCAGGACAAACTCGGTCCTCTTTTTCCTTTTTAGCAAGCAGACTAAGAGGAATTACT
TTCAACAGCAGAAAAAAATAAAAACATTTCTTTTATGTTTATCGTCAATAAAAGCATAAA
CGTTACAGATGAAATAACATAAGCTGCACTTATCCATCTCAAGTGAAAGAAAATAAATAT
TTAACCAGAAAAATGCACCAAGAAAAAAACAAAGTACACTTTTGCCCCCGCCAAAAAAAA
AA
>BJ530054 ID   BJ530054   standard; mRNA; EST; 672 BP.
CNGCACGAGGGCAGTGCAGACTTCCTCCAATCTCAGCCCGACTCCGAGGAGGCGTGCGAG
CTCAGGGACCGGCTGAAAGAGATGAACTCGCACTGGGATCGACTTGGCGCCTCACTGGAA
AATTGGAGGGAGGAGCTTCAGAGGGCGCTGCTACAGTGCCAAGAGTTTCATGAAATGAGC
CACGGTCTGCTGCTGTGGCTCGAGAACATTGACCGGAGGAGGAATCAGGTTGTGCCCCTG
CCTCAGAGAGCTGACAGGGAAACATTACAAGCCCTTCACAAAATATTGATGAAAATCAAG
CTTGAACTCCTGGACTCGAGGCAGAAAGTGTCGTCCCTTCAGGAGCTGTCCGCTCAGCTG
CTGGTCAGCACCAAACCTCAGACTGTGCAGACGCAGATGTCTGAGCAGAACCACCTTCAC
GGCAGCGAATGTCTGGAGGCCCAAGAGAAGGTTCACGTGATCTGGAACAGGACGAGGCTG
CTGCAAAGGGAGGTCAACTCAGACCTGGAGGAGCTGGAGAAGAGGATGGAGGCCATGGAT
GCTGAGAAGGATTCTTTGCCAGCTCCAGTCTCTGGTTCAGAGGTGACCATCAAATGTCGC
AAACGATCGCCCCGAGCCAAAAGTAGTCAGACCCACCCGGGACCCCCTGAGAGCTGCCCG
CGTCACAGCCGG
>BJ530095 ID   BJ530095   standard; mRNA; EST; 473 BP.
TTCGGCACGAGGTTATAGGTGAGGACTTTAGGGGTTTGAACTGTGAGCAGCAATAAAACG
CANAAAGGGAATGTCCCCTTTTTCTGCACGAGTGAGGTGATAGTTTTTAATTTAGCCTAA
TAACAGTACAATTGTATTGAATTGTGCAGGTCAGCGATCGATCAAGAATTTCAGGGGTAT
TTTTTCTCTCTCTCTTTTTGTGAAGCAAACTTTGGGAACCAAAAAAAAACCAACAATAAA
GTTTGGCCTCCTGTTCTTGAACAAAAGCCTCCACACGTCTGAATGTGTTGGAGCACAACA
GTGTATTATTGGGGACATCTGTGTATCTCTAGCTCTGTATGGTGAAGGTAATGTGATCTG
ATGTGGAAAAAAATGTGCAGAAGGCGCATTTTTCTCTAATTTTTTTTATTTTAATTTTTG
TTTGTACGTTTGTTTGTTTTTTTATAATATTCTTGATTTTTTTTTTTTTTTTT
>BJ530103 ID   BJ530103   standard; mRNA; EST; 638 BP.
GAGGGTCGGTCGACATGGAGATATCGGTCTTCAGGGCCGACAAGGGGGCCTCTCTGGGGA
TGGAGCCCCTGCAGTGGTGGAGGACCAAGGCGGTGCAGTTTCCTCTCCTGGCGTCAGTGG
CTCGTGCCTACCTGGCCGCCCCCGCAGTGGCGGGGAACGCCGCGCAGGAATTCATACAGG
ACGGAACGACGAACAGGAGGAGATCGAACATTCCACCCGAAAGTTTGGACACCATGCTCT
TCCTGCACCACAACCACATCTCTGTCACCGACGGCGGGCCGGCAGCAGCCAGCGACCGGG
GGCTGACGGGCTTTCAGCCCGACTTTGACCACAAAACACGCGATCGGCCGGGCAGCAGCG
GGTGGAGAAGAAGCGGCGAATCACAATCACTAAAGCTTTCTCCCTCCACTCACTCTGCTG
CTCGCCAACGCAAACATTTGAGCGTGCGGTCACGTGACGGCAGCTTCATGCACGGGTCAC
ACAGATTAGAGCAGACTGAGAAATTTAAAAGGAGATATATCAGGGCTGCACAATATGAGG
AAAACTCGCGATTTGCAATATCAGTGATCAATATTGCGATGATGATATAACTTGAGATAC
ATGAACAAATGGCAAAACAACCAAAAACATCATTTCCA
>BJ530143 ID   BJ530143   standard; mRNA; EST; 450 BP.
TCGGCACGAGGGTCTAACCTTAGCTCTTTCCCTCTTATCTTTGTTTTTGTTTTTTACACA
GTGGGGGGGGGCTCAGCGCTGTACATACTTATTTTTTCAGTGCGAGGAACGACACAGTCC
CAGAGAAACCGACGGCGAGCTTTAGATGCAGAGTGGCGTTTATTAAAAGGGAGAGTCGGC
GGCAGTTTCCAGGCGTTCCGTTTCTTTCGGGAGGAGCTCTGGGGGGAGGAGTTAGGGGCG
TGGCCTCCTGTACTCTGATTACTCGGCTTTGCTTCGGCGACGCTTCTTTCCGAAAATGTT
TGGTCCGCTTCCAACCGAAGGGTCCCGGTGGCGTGGAAGCGTCTGAATGGGCGAACGAGG
ATGAAGGCGTTAAAAAACGGCCTGCTCCTCCCTCCTCGCCTACACCCCCCCCCCCTTCCA
TCCCCTCGCTGCTCCGGAAGGAAATCCAAC
>BJ530156 ID   BJ530156   standard; mRNA; EST; 648 BP.
CGGCACGAGGGCAGATCAGACCTTTCTTTGACAAGCTCATCAAGAGGAAGTGGCTGAACA
ACACAGAAGCCTTTGAGGCTATTGAAGCCAGCATCAAACAACATTTCAAAAAGTTTAAGA
GGATGGACCCTCCTCCATATCAGGCGCTGGTGGGCGAGGTGCACAGGCGGGTCCTGGTGG
AGTATGTCCGAGCCACCATGCGAGGTCGGGTCATCTGCACATCCTCGAAGATGAGGAAGA
GGATGGCCTTCCGCCTGCAAGACGAAGCCAAGCAGCTGAAAGGGCTCTTCAGGGATCTGG
ACTCAGACTCCTCCTGGTTGGACAGCATCATCTCCCACATCGCTGACATCATTCTCCTGG
AGGACACCCCATCCATCCNGATGGAGGTGGCTGTCTTAGTGAAAGAGTTCCCAGACATCA
NGAAGAGGCACGTCTCCGCCCTGCTGAACATGCGAGGGATGGTGCGGCAGGCCGAGCGGC
AGGAGATCCTCAATGTCGTCAAAGACTTTGAATGCAGCAGCGCTGTCATGAGTCGAGACC
ACGCCTTCTTCTCCGACATCCCCATCACCTCANAAGTTCACTGCATCAGCTTGGGTTTCC
TGCGCTTTGCCATGAGCATTTCCNACTGGTTCTCANAGCACCGGCCGA



>BJ530159 ID   BJ530159   standard; mRNA; EST; 576 BP.
GTTCTCCATGTTTTCGTGTGTTCTGTTGACAGTCGATCACCAAGAAAGAGCTGTAGAAAA
AAGACCTGTGCTGGATGAACTAAACTTTGTGTTACCCTCTGCTTTGAGTACAAATAACTG
GACCAGACGGGAGATTTTCAAAGTTCATACTTTGGTTCCGAGAACTAAAAGAAGAATTGA
AAAAAAAAACGACAACAAACTGTTTATTTGGTTCATTTGAGGTTTTTTATATATTTTTTT
GTACCTGTTCATAGGAGTCTGTACTGAAACTGTCATCACTTGATTCTTTGTGTGTGTATG
TGTGCGTGTGTGTATGGGATAACTTAAGCCTGAANAAACACATCANAGGANATAGAGTTA
CAAAGTGAGGGGAGCTGGTCTGGAGTTCAAACGCCATANAGGAGGCGTGTGATTCCGCTT
GGACAAGTCCTCTGACCATAATATCTCATTCATGTACTCCACCAGAATCCACAAAGCTGT
AAAGGGGAANAAAACCCTTAAATGATCGAAACTTTGAGTAATTAGCGGTGAATACNGCAC
TTGATGTGCCTTGATTCTTTTTTTTTTTCTTTTTAA
>BJ530167 ID   BJ530167   standard; mRNA; EST; 464 BP.
AGGGTTGAAGATTATTTAAATAAATCACCTAAGCAAAGGAATGATGGAACATCTCAGTTT
GAATGATAAGAAAAAAAAACAAGAACAGCACTGTACAGTATGCTAGACGTTAGACTTACT
CACTAAAAATTATGCAGCTGGTTGCAGAAAAAGGGAGTTATGATTCATACTTTTTAGCTG
ATTCTTTCTTTATTTTTTTATTTTCTTCCCTTGAAGTGATGTAGTATTTCACAGAAACGA
CAAATAAGTTTTGGTCTATGTACACTTCATTTGCCTTAGTCATCATCTGATATTTTCAAG
TTTTACTTTAATGTAAAAAGATGTGTGTACATAATGTTTTTTTTTTCCTTTTAATTTTTT
TTTAATTTTTTTTTGANGNAGNAAAATGAAAAAGTTCCAAGCTNGNAAATGNATAATTTG
GACNACAAATTCAAAGTTTTTNGCANGTTTTTATCTTTTCANGA
>BJ530184 ID   BJ530184   standard; mRNA; EST; 178 BP.
AGGACAACAGGCAGCTGCAGTCACAGAGCGTCAACAGGGCGGAGTTAGTCGCATAACCAA
CCGGGTTCCGTCATCCAGGAGGAAGCAAAGACTTTCTAAAGCCTTAAGGACATTTTTGGT
ACTTTTTCCTTTTTTTTTTTTNNCNCCCCTTNGANCAAAATTNTGCCCAAAAGGGANC
>BJ530189 ID   BJ530189   standard; mRNA; EST; 102 BP.
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGANANAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
>BJ530199 ID   BJ530199   standard; mRNA; EST; 616 BP.
TCGGCAGAGGCTAATATTGAGAGTGACTATCAAGGCCCGGTGTGTCCCATTCAGACCCCA
GCAGTTCGGCCCCCGGCCCTCAAAGACACGGATCTGAACGGTGACTGCATGCGCCAAAGC
AGCAGTCAAAGTAGCAACAGCGGCACGCAAGCTGGAAGCATTTCAGAGCAGCAGGCACCT
CCTCTGTCCGCATCCCCGCCGAGCTCCAACAGCTCTGCGTCCCAAAAGAAGAAGTCCCCC
TCCGGTGGAGCCTCCGGGGCCGCCACACCAGCCCTCACAAAACAGATCTTCCCCTGGATG
AAGGAGACCCGACAGAACTCAAAGCAGAAAAGCAACAACTGTGTTGCGGCAGGTGGGGAG
GTGAGCGACGAGAAAAGCCCACCGGGACCGGCCTCCAAACGGGTCAGAACTGCTTATACA
AGTGCACAACTGGTGGAGCTGGAGAAGGAGTTTCACTTTAACCGCTACCTTTGTCGTCCT
CGGAGAGTGGAAATGGCGAATCTGTTGAATCTCACGGAGCGCCNAATAAAGATCTGGTTT
CAGAACCGGAGGATGAAATACAAAAAGGACCAGAAGTCTAAAGGGCTCGCGCACTCCCCC
CTGGGACACTCCCCAG
>BJ530202 ID   BJ530202   standard; mRNA; EST; 375 BP.
CGGCACGAGGGACCAATCACCTGGGGAAGAATGGGATCCGCCCAGCAATGCTCCTCTTTT
TGATGTCATGTCAGGACCGGAAGTGTACAATCCCAATGTTGAGCTAGATACTGTAAACTA
TCCTGGCGCACCAATGGGGACCAAAGATGTTAAGTTGCCAAAGGAATTGGATGAGGCTAT
AAAGCAAGCAGAATTTGCAGCAAGTGTACTGGAAAAGATGAAAACAGTGGAAGGGAAAGA
TGACCAGAACGTTACAACCTATCGGTACTATTCTGGTAAGACCGAACTTAGTGTCCAGCA
AGTCGAAAATCTTCAACGGGTGGTCTCCCNAGCAACTCAAATTGGTATCATCAACGATCC
TGTGATCCTTATGGC
>BJ530211 ID   BJ530211   standard; mRNA; EST; 135 BP.
GGGACGGGTGGAGGTCGGCGGGGACCCGGCGGGGGCGTCTGTCACAGGAGCAGACGGAGG
CAGACCAAAGCAGCACTGAAGGGGGGGGGGGNGGTTGAAAAACCCAAAGNTGACCTGCCN
TCGAGCATCACCNGG
>BJ530247 ID   BJ530247   standard; mRNA; EST; 108 BP.
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGANAGANAGAGAGAGAGAGAGAGAGAGAGAGANA
>BJ530257 ID   BJ530257   standard; mRNA; EST; 333 BP.
TCGGCACGAGGCAGAGGTGAACTTGGACCATTTTTTGAAGTGAAATACAGTGTATTTGAG
ATCCATTGGCCCCATGTGATTATGCTACTATGTTGGTTGAGGCATTTTTTCCCAACTGAG
TAAAAAAATAAAATAAAGCTGTTGTTTTGCTTTTACGTTACTGGTCCGGCCACTTGAGAT
CAGACGGGCTGAATGTGGCCCCTGAACCAAAATGAGTTTGACAACCCTGATTTAGAAGAA
AAAGTAAAGAAATAAAGAAAGAAATATAGTTATACAGACACACACACACACACATACACA
TACAGACACACACACACACACACACACACACAC
>BJ530274 ID   BJ530274   standard; mRNA; EST; 620 BP.
CGGAGCCTCTGTCTATGTTAAAGATCGCTATGGAGACACACCCCTGAGCAACGCCGTGCG
CTTCAGACACAAGGATGTTGTGAAACTGCTGAGGAAGACTGGAGCCCACTTCTCCAGAGA



CCAGCTGGAGGAGGCAGGAACTGAGCTGTGCAGCCTGGCAGCCAGTGGCGATCTGGACGG
CCTAGAAATCTGGTGCCTTGCCGGAGCTGACCTGAACAGGCCGGGCTATGATGGAAAGAT
TGCAGTTGAAGTGGCTGAAGCTGTGAACAAAAAAGAAGTGGTGGCGCTTCTGGTCCAGCT
TATGAGCAAGAAATCCATGCCAGTAATTGCTGATATTAATGAGATTGATGATGATGATGA
TGATGATGATGATGAGCCAAACGGTGGAGGGATTGAGTTCAACGCCATCCCAACAGGACC
GTGATGTGAAGCGCCGGACGTCCGTCTCCCGTTCTGAAACCTGTTGTGTTGGGTTATTTT
GTGTGGATACCCATGTGTGTTGTTTAAGTTGACCAGCTTTTCAGCCTTTTTCTGTACACC
TGTTCACTGTTGCAACATTACTATTACGGCTTTATCTTTTAGCTTGTAGCTTTTATTTTT
CTGTATGCACAAAGAATGCC
>BJ530348 ID   BJ530348   standard; mRNA; EST; 596 BP.
AAGCGCTTTGAGCAGAAGTACCGCATGGCTCTGGAGCAGAAGGACTACCTGGAAGAGCTG
GTCCGTTTACGAGAAGCCCAGCTGTCGGAGGCCGTGTCTCATAACAAGACACTTCAGCAG
GGCCTGGCAGACACACACCTCTCCCACACGCTGGAGAAGGAACAGCTGGAGTACATCATA
CTGGAACTGCAGGACCAGCTGACTGTGCTAAAGAACCACGACTTGAGGTCCAGACAAGAG
TTAACTACCCATTTAACCAATCAGTGGCCATCTCCTGATGCCTTGGATACCAATGCCGTT
GCCTTGGATACGCTGCTGTACAGAAGGAGTCCAGGACAGCGGGAAGAGCATAGCTTCCAG
ACTCTAGAGCAGCTGTCTGCTGACATGAGCCTCTCTCAGCCTTCTCTCAGAGCAGCTCAC
ACTCTGACTCTGGAGGCCAGGTCAGCCAGCGCACAGTGGCTGCATCAAGGTAAGGAGGAA
ACTCCATCCCTGAGAGGTCTGTGTGGCTCCCTAACATCAGTCACCAGCTACCAGTCTTTG
GCCAGCTTGAAGTCTAACGAGTGTTTGGCCAGTCCTGCGACAGAGATCAGCACTCC
>BJ530387 ID   BJ530387   standard; mRNA; EST; 528 BP.
CAGCAGCAGCATGCAGGCAGCAAGCACACGAAAGAGCAGCAGGTGTCGGCGCAGCAGCTC
GCCTTCCAGCAGCAGCTCCTGCAGGTCCAGCAGGTCCAGCAGCAACACCTGCTCAACCTC
CAGAGGCAAGGCCTGCTTACAATCCAGCCAGGACAGACAGGCCTTCCTTTGCACTCGCTC
ACTCAGGGCGTGTTTCCAGCAGAGCTGCAGCAGCTGTGGAAGGAGGTGACAAGTGCTCAC
GTGAAGGAGGAGCACAACAATAACAGCACCAACGGCCACCGGGGTCTTGACCTGTCCTCC
CCAGTGCCACCAAAAAACCCACTCCTCAACCAGCACGTCTCCACCAATGGGCAGTATGCG
AGTCACAAGAGAGAAGGATCAGCGCAGGAAGAGTGTTCTCCCAGCAGCCACCCCCTCTAT
GGCCATGGGGTCTGCAAATGGCCTGGATGTGAGGAGGTGTTTGACGATTTCCAGTCATTC
ATCAAGCATCTCAACAACGAGCACGCCCTGGACGACAGAAGCACGGCG
>BJ530406 ID   BJ530406   standard; mRNA; EST; 475 BP.
TTAACTTACGGGGTATTTTGTTTGTTTTTGTTACAACATTTTAGTTAAATTCAGTGAAAC
ACTTACAGCCAAGAACAATCTTATGTAAGCTATTCAGTGCCTTGACAATACAGAGCCAAG
TCAGAAACCTTATAAAAATGAGTTTCCTAATGTTACTAAGTGTTTTTCTTCCGGTGTCTA
ATGTGGGTGGGTATTTTTTTTTTTGGNTTAACATGGGCGCANGTTTTTTTTGTTATACTT
ATNAATAAGTTGNAAATGGCTNGGCCTTTATTTAAACCGCTTTGTCNGGGGTTTTTAGTT
CATTGGAGCCNAAAAAANGTTAAATTTTGNGTTTTTTGTCCCTTTTTGCCCCCAAAATTG
AGNGACAGTCCAAGGACNCNCCAAATGTNAATTTGAGGATAATTGATGTAAAAANAATAA
TTATAATGAANAATTGTTCATATCAGGGTNATATATTTGGCAAAAATCAGGTTNA
>BJ530410 ID   BJ530410   standard; mRNA; EST; 394 BP.
TTCGGCAGAGGAGGACTTGCACTGTGGGTTTATCGACGTCCGTGAGCTCAGTCAGTCCAG
GAAATCCATAGCAGCATCAGCAGCAGCGAGGTCTCTTCTGTTCATTTGTGTGTGAGACGC
GGATCGACGGTGCAGGCGTGCGATAGCTGCAACATACGTCTTTCTTTTGCACACCTTGCA
GTCTCAAAATGCCAGTCACACTAGAGAAGGGGAGGGGTGCGCATCATCTATTTATTGTTA
AAAGTTCACGGGACGTTCTTGGAAAGATCTGAAAGCCGCACCAAACTGTGCTCTTATTAT
CCAGTAAGTGTTCCTTTTTAGTTTTCTTCTTCAGCTGGACAAGCGCTACATAAATGTTTT
TCTGTCTTATTTTACGCTAAACTTTTTTTTTTTG
>BJ530416 ID   BJ530416   standard; mRNA; EST; 525 BP.
GAGGGTGGTGCGGGTCTGCGAACGCGGGCTTCTGCGGAGAAGCAGCGCTCTCCGGGCCTT
TGGGTCCCCGCTTCGCCGCAGCTCCTCCGCTGGCGGCGGGCTGCTGCTTTCGTTACACAG
ACGTGGCGTTTTGAAGGACTCTTTCCCAGAAAATGCGGCCCAGGACCGGCTTCCCCAACT
GCTGCAGTCCACTCCTCAGACTGTTTACTGCGGCTTTGACCCCACCGCCGACAGCCTCCA
CGTGGGTAACCTGCTCGCTATCATCGGCTTACTGCACTTCCGAGGCGCCGGCCACCACGT
CATCGCCGTGCTCGGAGGGGCCACGGCGCAGATCGGAGACCCGAGCGGGAAGACGAGCGA
GCGCGAGCGGCTGTCCGTGACGAGCGTCGAGGCGAACACGCAGACNATCAGAGAGAGCAT
CCAGAGGATTTTCACCAACCACGAGATGTACTTCCACGACAGCGGCCGGACGCTGGGAAC
AGCGACGGTTCTCAACAACATGAGCTGGTATAAGAGCTTGGGGGG
>BJ530430 ID   BJ530430   standard; mRNA; EST; 615 BP.
CACCATCGAGAACACCCGACGGCACATTGGCAAAGGCGTCCATCTGTATTACGTTGGAGG
AGAGGTGTATGCAGAATGTCTAAGTGACAGCAGCATATTTGTCCAGAGTCGTAACTGTAA
CTACCAACATGGATTCCACCCCACAACTGTGTGCAAGATTCCCAGCAGATGCAGCTTGAA
GATATTCAACAACCAGGAGTTTGCTGAGCTTCTGGCCCAGTCTGTCAACCATGGCTTTGA
GGCAGTTTACGAGCTCACTAAGATGTGTACCATCCGCATGAGCTTTGTTAAGGGCTGGGG
AGCAGAGTACCACCGTCAGGATGTGACCAGTACACCCTGCTGGATAGAGATCCATCTGCA



TGGTCCTCTACAATGGTTGGATAAGGTCCTGACCCAGATGGGCTCCCCCCACAACCCTAT
ATCCTCTGTCTCCTAGGCTTCTGTGGCCCCAGTGGTCTCTGTCCTCAGCCCTGCGGCTGT
CCACACCCCAGCATTTTTGACTAAGTAGCAAGAATAGCAGCTAACTGGTCCCAAGGGTAG
TTTGCGGTTTACTCCTCACTTGTAGAGTTTTGACGAAAACCCAAACTGATCTGGGACCTG
CATCATTGAACAGGT
>BJ530448 ID   BJ530448   standard; mRNA; EST; 351 BP.
TCGGCACGAGGAGCGCTACGTCAAGTCCTGCCTGCAGAAGAAGCAGAGAAAGCTCATGCA
GAAAGCAGCAGGAGGTGGAGCCTCTGGGGGCGGGGCCAGTCGTCTGAGTGGCAGCTCCTC
CTCTTCCTCCGATGACAGCTCCTCAACAGGAACCTCTTCATCCTCTGACACAGACTGAAC
ACTCGGGGAGGGGGCACACGCCTGTTACTGATCTTACACACAAACACAGAATCAGAGAAA
CTTTGTTCTTGAACAAACACACAAACGACCCGCTCGGAACTTCGCACACACACACTCAGA
CGTGCAGACTGTATGTAAATAGGCTGACTTTGCTTTTTTTTTTTTTTCCCT
>BJ530497 ID   BJ530497   standard; mRNA; EST; 169 BP.
CGAGGGTCGTTTCGCCTTTTCCAGAGCAACACAACCTTTGTGTGTTTGAACCGTCACAAT
CATTCCTTCAGCATCTGCGCAGACGTGTGGGCTCAAACCAGCGGGGTGTCTGGTTTTTCT
TTAAGCACTTGTTCAGCAGGAAGGTGCTGCACGTTGGGGAGTGGGGGCG
>BJ530531 ID   BJ530531   standard; mRNA; EST; 455 BP.
GGCACGAGGCGACTGTGTGGGTCAACAGTGGAGAGAGTGATGCGGTGTTAGACGGCTCCG
TGAGGCCGCACTTCACCGTCTCCTCTGTTCTGGACCTGCCACGCGTTCTGGACCAACTGG
AATAAAGATGTGGCGGTGGAAGCGCGTCAAACTCCCATTCATCTGCAATAATAACCAAAT
ATATAGTCAGGGGGAATAAGCCTAAACCTTGGCATTTGCCCGTGAGAGGCAGCAGCTTGC
TGATTGGAATGGAAAACTGTCATTAAGCAGTTTGGGTAAGCATGACTGTAGTGTGTCTGT
GGTGAAGTGGCCCAACGTTTGAATCTATGAAGGGTTTAAAAAGAGATACAAGCAGTTTAG
CCCTCAGTGGTCTGTGAACCTAGGCGGTTATGCCAGTACCATCAGCTGTTTAATGACGTA
GGAATGACCCCCCCCCCCCCCCCCCTTTTTTTTTT
>BJ530547 ID   BJ530547   standard; mRNA; EST; 233 BP.
GAGGGTTTTGAGACCTGCACAACTTCACCTCCTTCCCCACTTTTCTTTTTCCTTCCTTTT
CCGTAAGTGTTGTGGGTGTTGGGCTCATGATGGTGACCGTGCAATGTCCTTTTACAAAAC
TGTTGGTGATGACCTCACTCTGAAAACCTTTGTATCCTGATATTTTTCTATCTTCATGTC
AGCATTCGGTCGGCTGAACCACGTTTTACCTACTATTGTCTTTTTTTTTTTTT
>BJ530569 ID   BJ530569   standard; mRNA; EST; 141 BP.
TCGGCACGAGGCGAGTTTCTACTTCAAAATGGAGCAAATGTGAACCAGCAGGACGCTCAG
GGCCGAGGGCCGCTGCACCATGCCACCATGCTGGGCCACACGGGGCAAGTTTGTTTGTTT
TTGAAAAGAGGAGCAAATCAA
>BJ530576 ID   BJ530576   standard; mRNA; EST; 636 BP.
GAGGCTTGTCTCCGCAGGCATTCATCAGCAACGTCGATGGCCTTGTTCAGCCTGATCCAG
TAGTCCATCACACTTTCGGTGGGGAGTGGCTTGGTGTCATAAAAGTCAGCCATGGGCATA
GCAGAGTAGGCTAGCTCACCAAAGTGCTGCTTTAATAAGTCGAATATAACAGCAGGTGTT
TGAGAGTCGTCAGTCAATGGAAGATTACGTAAAGTCACTGTCACTACATCTCTAGCTTTT
CCCAACAACTTAGTTAAAACTTCAGTTTTCTGTTGTTGAACTGGAAATTCTTTCTTAGAC
AGAAAAAGCTCTACCATCTGAACCCACTCATAAACTGAGCATTTGTCACTCCCATCACCT
CTGTATATTGGTGGTTCCTTAACATCAGACTGCATTACAAGTTTGACACCAGACAGGTTC
AGCTCAGGATGACTTGGAGCTGTTTGAAAACTGCTGTGGGACTGTGAAGGAGAACTCCCA
ACATTGTTCTGAATCTGAGCAGCAATAGACTGACCAATCTGATTAGCCAGGTCAGATATT
AAAATGCTGAGCTCAGCTCTGTCTGTGTCTTGTGAGTTTGTAACATGTAAGGGGGGGTTT
ACACGAGTAGAGCTCAACCTCGGCGTTCTTAACGCT
>BJ530592 ID   BJ530592   standard; mRNA; EST; 579 BP.
TCTGGGAGCGTGAAGTCCAGCAGCTGCTGAGCCCCGCAGACCTGATCCCGCGTCTGGAGG
ACGCTCTGGGGAAGTTCTCGCGGCGGGACGCCGCGGAGGTGCTGCAGCCGGTGCGCACCG
CGGTGCCGCTGCAGAAGCACGGCGGGTTTATGGGGCTCATGCCAACGTACATGGAGAAGG
ACGGGGTGCTGTCCACCAAGTTTGTGTGTTTTTACAAGAGGGAGGAGGGCTCCACCCTAC
CGGCCGTTCAGGCCACGGTGGTGCTGCTGGATCCAGAGTATGGAAACGTCAAAGCTGTGA
GTTCCACAGAACCGGTACTGCCACACCTCTGTGTCATGGACGGCGAGGTCATCACAGCCA
TGAGGACAGCGGCGGTCTCTGCCATCTCCGCCAAGCTGCTGATGCCTCCCCAAGCAGAGG
TTCTGGCCATCCTGGGAACCGGAAAGCAGGCACTAAGTCATTATCGGGTCTTCACCGAGA
TGTTTTTATTTAAAGAGGTGAGGGTGTGGAGCCGCACCAAACAGGGNAGCGGCGAGGTTT
ATCCGCTCCATCGACGGCCCCGTGCAGGGATGCANCTCA
>BJ530602 ID   BJ530602   standard; mRNA; EST; 243 BP.
TGATGATTGGAATTGGACTTTAACCATCANAAGTCAGCATGACCTGGAACAAATATTTTT
GGTTAACAGAAAGCCTTTTCCTCANGTGTGAAAGTGGAACTAGTGTTTCAAATGCAAATG
TGATCAACTTGGAAAAACAGCTAACGTGTGACTTTGCTGGGTTACTTGTGGGTGTGTTTT
CGACGAGGTAANTAAATACTTTCCTGACAGAAGTGAGGTGCTGAGGTCTCCAGTTATCTC
ACC
>BJ530623 ID   BJ530623   standard; mRNA; EST; 525 BP.



AGGGCGGCTCCCTCTGGTGGCTGTTGTGCGTATATTGTGTTATTTCTTCCATAAAATCAG
ACATCAGCTGCTTTTATAAAATGTTCCTAGTTTCTTTCAGTAAAAATGTATGTTCTGATT
TATTTATTTTTTATGTTTTCAGAATGAGATCAAAGTACACAACTTCTTTTCTTCCATTAA
CTGGGATGATCTTGTACAGAAAAAAATTCCTCCTCCATTCATACCCAACGTGACCTCTTG
CTGCGATATCTCAAACTTTGATCCAGAATTCACTGAGGAGAATGTTCCCAATTCCATCTG
CTGGACTCAAAGCCATTCCGTTGTCAATGCCAGTGTTATGGAGGCTGATGACGCCTTCTT
GGGATTCTCCTATGCTCCACCTTCTGATGACTCCTTCCTATNATACATTCCCAAAATTGA
ATGGCCTCAACTGATGCATAATTGGATGTTTTTTTTTTTGTTTTTTTTTACTAAAAGGAN
AAAGTTTGTATGAAGTAAAATTTGTTCTGTAAAACCAAAGTAAAC
>BJ530692 ID   BJ530692   standard; mRNA; EST; 500 BP.
GAGGGTCGTCTCCACAATTATGAAGATGTATTTAAAGATTTCGACAGCACAAAGCAGCTT
TCTGTCTTTGTTGTTTGGAATTCATGAACAAGGGGTTGAGGAGGTTCCTGTAGATCAGGA
GAAACCCTGGAGTTAGGGTCAGATTTAATGTAGAGGATGATATTCAGTCGTGCGTCACTT
GAGAGAAAAACGCAGTTGAAGTGTAGCTAAAGTGGCTGATTTAGGCAAGAAAGCCAAAAG
CTTGTTGGTGATTTCATCTGTGCAACTCCTGCTGTTGTGCAGATTTATAGGTAGATCTAA
AGGAGAGGTAAAGATTGACCTTCTTTTTTTGTAAAGAAAACCCGTTGGCATTAGTTTTAG
AAAAGGGACAGTACTTTGTAGATCTTTGCAGCACAGAGACACTGATCTGAAGAGATTTAC
ATGCAAATGCACTAAGACACTCTTACCTTACTCGCTCTTTTCTCACCTGGTTAAAGACGT
GGCCCCCGCCCGGTAGCAGA
>BJ530694 ID   BJ530694   standard; mRNA; EST; 273 BP.
AAACCCTGTGAACTTCTGCATCCTTGTTTTATGTGAAGCTGCAGTTTTTTTCTGTACATT
TCGGAACAAAGTAGCTCATGTTAGGGATGTTGCTGCTTTCCCACCCAGCCTGCTGTAAAT
GACCTCACTCAAACCGCTCCAGCTTTTTATCACCTGAAGCCCGCCGCTTGTTCTCAAGAA
ACCATTTTTGTGCTTTTTTTTTTCTTTTTTTTTTAAAACCATTGCCTTGTCTTTGTTTCC
CANGGAACACACAGNAGGTATGCTTTATGTGAA
>BJ530704 ID   BJ530704   standard; mRNA; EST; 517 BP.
ACGAGGTGCAAATCCACATATTTGCACATGTGTATTAATGAGCCCTTATCCTTTTCACAT
TAGCTAAGGTGCTGCTAAAGGAGTGGCTTCATATATTAAAACAACCTCTCTGGCCTTCAC
ACTAACACAACGATTGGTTCTCTTTGGCGGTGCCCTATCCTTGTCAAGCCATTGTCCCTT
TGAATAATTGGAACTGGTAGATTTTGCCTGTTTTATATTTTTTTCCTTGGTCAGCAGCAA
CTAGTTTGTCCCCAAGATCAATTGCTGTGGTAACACAACCAGAGAAAGGGAGGAAAAGAG
AGGGGGTGATGGGGGAAAAGGAGAAACACAGGAGGAGAGAGAGGGAGAGAGGGAGAGAGA
CAGAGATTTTTGCCCACAATGGCGACTGTAGGTATGCTAAATACCTCTGGTTCCTTATCC
GGGAACTACCTCTTTCTCTGCTATTGGGCCATTGGGTCACGTGGTTAAAGTAACTTTACA
GGGCTGCTCGCAAGTAGGAGGGCTTTATGAAGCAGAA
>BJ530730 ID   BJ530730   standard; mRNA; EST; 131 BP.
TTCGGCACGAGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGACACACCC
NNGGGGGGGGC
>BJ530790 ID   BJ530790   standard; mRNA; EST; 455 BP.
AGGGCACATTGAGAGAATCCAGGCAGCAGGCTTTTCTGCCACGGAGGCCGTGGAGGCGCT
GGAGCGGGCTGACGGGGTTGTGGAGCTGGCTCTGCTGGCTCTCCTGGCCCGCAGCATCAC
TGNGCCCACGTAGACCGGGAGCCGGTCCTGAGTCTCCAGCCTCCAACTCAGTCTTATTTA
TACTTGACACTGGTTCCCTCTGTTTGTTTTTTTCTTTTGCTTTAAGGTTTCATTTCAGAA
GGGAGCATGTGAAATCACAGAGAATCAATTCTGAGCAGGTGTTTGCATGCAGATGTTTTA
GGTGCCCACTCACTGAGGATTCTGGGAAAATAGACCTGTTTTGTTTTTGTCCCATTTTGA
TAGCACATTGGGAAAGGAGACTGAACCTCATCAGTTCCTGTTTTCTATCAGAAACCCACA
TGCTTGTGAGGAAATGATGCTTTCGTCCTTTGAAA
>BJ530822 ID   BJ530822   standard; mRNA; EST; 317 BP.
TCGGCACGAGGGTAAAACTAATTTTAATGGTTGTTTCTTTGGTCATTTGCATGTTTTATG
TGAGCGTTTGGGTAAAAAGTGAGAATGGTAAAAAAGGGAGTTGTTTTCTTTTATATCCCT
TCTCCTCTGAATTCTTATTCCTTCTGTTTTCTCTTCATTTTGTAAAAATAGATCTTCTCA
TGAATTCTGTACATTTGAACCTAGCTGCATCTATGGGGGGGGGGGNTGTTNAANGCTAAA
CAAGGGCGTTTGNCCNCCANGTTTCAAAGGGCCATGTCTGTCTGTGTNATGGGGTGGGNG
GGGGGCCTGTTTTGGNA
>BJ530837 ID   BJ530837   standard; mRNA; EST; 369 BP.
ATGGCTTCCACCCATAATTCCACACTTGGATACATTCCTATTTAGGTACATTCCTACCAC
ACTTTATGTACACACCTTTACAATTCATTTATGCACTTCACATCANAATAAATATATTTA
CACAGACNAGGCAAAAAAGGAATAAATAATTCGATTTAAAAACAAGAAAACGAGACACAT
TTCCACAAAGAACACGCAGTCATCAGCAAAAAGGTTGTGCTAATTTCACTTTTTTGTTTA
GAATCTCTTTAAAAATTGCTAAACTAGATTTTTAATTAGTAGAATCTTAAGGCTTAATCA
TGAATTATTTGATACTTCATGTTTTTTTTTTTTTTAAAAAAANAATCTTTGAAAATCAAA
ACCTTGTTG
>BJ530841 ID   BJ530841   standard; mRNA; EST; 381 BP.



CAACCTGCCGTACTTCCACAAGAGGCCCCAGGTCCGCATGCTGCTGCTGTCGGCGTTCTG
CGTCGCCGTCAGCGTCGTCTGGATGGTGTTTCGCAATGAAGACCAGTGGGCGTGGGTGCT
GCAGGACGCCCTGGGCATCGCCTTCTGCCTCTACATGCTGAAAACGGTGCGACTGCCCAC
ATTTAAGGCCTGCACTCTGCTCCTGACGGTTCTGTTCGTCTACGACGTTTTCTTCGTCTT
CATCACTCCCTTCTTCACCAAGAGCGGGGAGAGCATCATGGTGGAGGTGGCAGCCGGTCC
GTCTGACTCCGCCACACACGAAAAGCTTCCCATGGTGCTCAAGGTGCCGCGGTTAAACTC
CTCCCCCCTGGCTCTCTGCGA
>BJ530846 ID   BJ530846   standard; mRNA; EST; 476 BP.
CGTTATCACAGCAACAGCAGGGAGTCTGCCGCTCAGGCTTCCTGCCATCTGACGGAGATG
CTGGCCAAGTTCACCGAGACTGAAGCTCTGGAAGGAAACATCTACGCCTGCGATCAGTGT
AACTCTGCCAGACGTCGGACCTCCTCCAAACCAGTCATCCTGTCTGAAGCACAGAAACAG
CTGACGCTTTACAAACTGCCTCAGGTTCTCAGGCTCCACCTCAAACGCTTTAGGTGGTCT
GGGCGAAACCATCGGGAGAAGATTGGAGTCCATGTGAGCTTCGATCAGCTCCTGAACATG
GAGCCTTACTGCTGCAGAGACAGCTCACCGCCTAAAGACGTGTCCTGCTCCGGTCCCGGC
AGTCCCGGCTCCCCGGGTTCTCCTCGCCCCAAGCACTTCCTCTACGAGCTCTCAGCTGTG
GTGATGCATCATGGGAAGGGCTTTGGCTCTGGCCATTACACTGCCTATTGCTACNA
>BJ530847 ID   BJ530847   standard; mRNA; EST; 195 BP.
GACCCAGCCTAGAAAAACCGACNTGGAAGTGGCACCTTANTAAGGATTGGTGCCATCCAA
CCATAGCATGATAGTTTTGTTTTTAATTCAAGCTGACCAAAAGGTATGAATTTAAAAAGC
TTAGCTGGGATGGAGTGTAGATTCTAGTATGTTTAAATGGAAAATCTAGGTTTTTGTGCA
TCTNAGCTGTATCAG
>BJ530865 ID   BJ530865   standard; mRNA; EST; 544 BP.
CGGCACGAAGGTTTTAGATTCACAAAGTGGTTCAACACTTATCCTAAGCCGACAGCTGCC
GCCTAAACAGGCTCACATTTGAAATCTTCATCCCATTCCGTCTCTTATAGGGGAAAATAA
ATGATGACGGTGTTGGAGGGCAGAATATAATCTGATGAGACGTTTGCTTTCGGGGGAAAT
AATCTCTGGCATTGAAAGCCTCTGTAATGTGAGCGTGTTACCTGTTCGTGTTGATGTCCT
GCGTGTGCGATCAGAGTTAGTTTTAGGAAACTCTCTGAACTACTGTGGAGGACGCCCTTC
TGACTGGAAGCTGTGGATTGTTAATCCGGAGCGTGTTACTCTGTCGGGTTCTGGTGGTAC
TTTGTTCACCGCTGCTTTCACTCAACCCTCACCTTTCCATTCGGGTTTTGTGGACATAGG
AAAGATTTTTATGGACCCTTACTATCAATCAATTATTGAAAAAGCCCTGCCAAAAAAAAA
AGGTGGAATGNGTTGCACAAACTGANCGGTGCGTTAAGGTAAATGTGGTTTGTTTTTTTT
ACCA
>BJ530866 ID   BJ530866   standard; mRNA; EST; 575 BP.
AGGGTCTGACGGTCAGATGGACGGGCTGACCACCAACGGCGTGCTGGTCATGCACCCGCG
CAACGGCTTCACGCAGGACTCCAAACCAGGCGTCTGGAGGGAGATCTCCGTCTGCGGGAA
TGTCTTCACCCTGAGGGAGACGCGCTCGGCGCAGCAGCGGGGGAAGATGGTGGAGACGGA
GTCTCATGAGCTTGTGGACGGCTCGCTCATTGACTTGTGCGGCGCCACCCTGCTGTGGCG
CACGGCCGAGGGCCTGTCGCGCACCCCCACCCTGAAGCACCTGGAGGCCCTTCGGCAGGA
GATCAACGCAGCACGGCCGCAATGTCCCGTGGGCTTCAACACGCTAGCCTTCCCCTCCAT
GCGCCGCAAAGACACGCCAGACGAGAAGCAGCCATGGGTCTACCTCCAGTGCGGTCACGT
GCATGGATACCACGACTGGGGCAACCACCGGGAAGAGCGGGAGGGCCGTGAGGGTCGGCT
CAGGGAGTGTCCCATGTGCCGCGCCAAGGGTCCGTACGTGCCGCTGTGGCTGGGCTGCGA
NGCGGGCTTCTACGTGGACGCGGCACCGCCCACCC
>BJ530955 ID   BJ530955   standard; mRNA; EST; 516 BP.
AGGCGGAGGCCTCCCTGGAGGTGTTGGAGTGCCAGCACCTGAGGACAAATCATCTCCATC
CAGTCTGTCACCTCACTCAGAGTCTCACTGCCCTGGGCAGTGCTTGCCATGGGCCTGTAA
GCTGTGTAAAAGAAAGACGGTGACCATGGACCGTCGAAGAGCAGCCACGCTGAGGGAGAA
GAGACGTCTAAAGAAAGTGAATGAGGCCTTTGACGCTCTGAAGAGGAGCACCCTGATGAA
CCCCAACCAGAGGTTGCCCAAGGTGGAGATCTTGCGGAGCGCCATCCAGTACATTGAAAG
GCTGCAGGCTCTGGTGTCCTCCCTCAACCAGCAGGACACAGAGACAGGGCAGCAGGGACT
GCACTACAGACCCAGCCCGGCCCAGCCNAGAGTGTCATCGTCAAGCGAACCAAGTTCAGG
CAGCACCTGCTGCAGCAGCCCCGAGTGGAGCAGCACTCCNGACCAATGCCCGCAAAGCTA
CCGCAGCGAGGATCTTCTGAGTGTTGGTGACTCTCC
>BJ530965 ID   BJ530965   standard; mRNA; EST; 437 BP.
CGGCACGANGCACAGAAGGCTCANGATGGTGATCTGGTCTTTTAGCTGAGTGTAGGTCTG
ATCTCCATCCTGAGCCTCTGTGTAAGCCACAAAGGCCAGCATCAGTACGGCAACTGCGAG
GTACAGTCTCATTTTGACGTCGGTTTACTGTTGATCTCGACAAAACGGCACGAGGCACAC
AAAGACACGTAGAAAAAAATTGTTTCTAAATAGGACCGTAGCTATTTAAATTATTTAACT
AAATCAGAAATGGCCGATACAATTGTGGACTCTACCGCTACTACGGAGGTCTCAGCAAAG
GACTTGAAGGAGAAGAAAGAAGTGGAGGCGGAGGAGAAGAAGACCGAAAGCGAGGACGCA
CCTGCCAATGGCACAAATGGAGCCGATCACACTGANAANAAAGAAGAAACCACCGAGGAG
GAGCAGAAAAATGGAGA
>BJ530981 ID   BJ530981   standard; mRNA; EST; 135 BP.
ATTCGGCACGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG



AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGA
>BJ531028 ID   BJ531028   standard; mRNA; EST; 362 BP.
CGGCACGAGGGACAGTCTTCTCTTTCTGTGTCTCAGTTCATCTTTCCCGGTTTAGCTCGT
TCTTTCAGATCAATTCTGCTGCCTTTTTTAAACGGCACCCTGTTCTGTGTCCTGATTGGC
TGGAGACCCTGTCAATCAATCTCCTCAGTCCGTGTCTCCNGTTCAGAAACACTGAGCTCT
TCANATCAAAAATCTGTGATCGATCATCANATCTTTGTTTTCATTCTGANAGGAAAATGT
TGGAAATGTTCATGTCTGTGTGAGAAAAGAGGAGTTTTCCTGCCNTAAACGTCTGGAATC
AGAATCCGTGGATTTCACCGACNACNGTTATTTTTANAACATAACTCCTGCNATAAACTC
TG
>BJ531035 ID   BJ531035   standard; mRNA; EST; 268 BP.
GAGGGTGGCCAGCAGCATGCCAACACCCATCCACAACGGTCAAATCTCCACTCCTGAAAC
CCCGATCCCGTCTCCACCTACTGCCTCCGGCTCAGAGCATTATAAAATGGCTCAGGGGGT
CATAGCCACAGTGCCCAAGCAGCCCACCTCCATCCCTCAGCCAACCATCACAAAGCAAGA
GGCCATTTAATAAATGTGAATTCTCATCCCGCCAGCTCATTTGTAGGTTCTACCAGGGTC
TTTTCATGAAAGTAGCANAATATACNAA
>BJ531051 ID   BJ531051   standard; mRNA; EST; 138 BP.
GGGCATGCCGGGAAGACGCATTTTAAAGGAGAAAAGTGGTATCGAGGTGTTCTGGCGCCC
CTTGTCCAACAATGCTAGTGCGTTGGTATTCTTCANCAGGCGTACTGACATGCCCTACCG
CTACACGTCCTCCCNGCG
>BJ531056 ID   BJ531056   standard; mRNA; EST; 141 BP.
CGGCACGAGGGATGTTTTCGGAACCACGTTTGTGAAGCCGGAGCTTTACAAACCAGAAAA
ACGGCTTCTGTCCTTCAAAAATGCATCTCTGCTTAGTTACCAAAATGACACCNGAATGTG
TTCTTTGATTTTTTTTTTTTT
>BJ531076 ID   BJ531076   standard; mRNA; EST; 638 BP.
CGGACGAGGTGGTCATTACACCCAACAGTGCCTGGGGAGGAGAGGGAAGTCTTGGATGTG
GGATTGGATACGGCTACCTCCACAGGATTCCCACCAGACCTTTTGAGGAAGGGAAGAAGA
TCAGCTTCCCTGGAAGTCCTCAGAGTGAGCCCATCAGTCCATTGAAGGATGGATTCACTG
AGGTGCAACTTACAGCCGTGACCACTCCCTCCTCTGCACCTGCGATTCCGTCTGGGCTGG
AAAACTCACTCTCTGGTCTGTCAATAAGCTCAGCCCTGCCCCCTATGCCCAGTGAGCTGC
AGACAGGGTTGCCCACGGTCCCTCTCCTCCCATCCACCTTCAGCGCCGTCGCTCCACTGA
ATCCTGCCGCCACCACCTTCAGTCCATCCACAACGCTAGCGGGTTTGATGCCCCTCCCAG
GTGGATTACCTCCACTCCCTAACATTCCCAACCTGAACCTGCCACTCCCAGACCTCAGCG
CAGTGTCACTAGCAGGCGCTCCATCTCTGGCTCCTCTTCCACCTCTGAACCTTCCAGGTC
TGCCCCCACTTGGCTCTCTGCCCAACATGCTGCCCTCCCATATGCCTCCTCTGCTCTCTC
AGGGCGCGACTCACTTTTCCCCCAACCCTGCTTCCATG
>BJ531086 ID   BJ531086   standard; mRNA; EST; 245 BP.
TGCTGGAGGCTCATAAGGACCGGGATCAGGCTCTGATGTCNCGACTCCTGCTGGCCAATG
AGGAGAGGGACGAGGCCTTGCTGCGTGTGCGGCGCCTCCAGCAGGCAGCTGAGTCAGAGA
ACGTCGCCCTGCAGGACACCAACACGGACTTGGACGAGCTCCTCCGGTCCGTCTGCCAAG
CCGACTCCGTTCAGGAGGTCCGGCAGTTTGGTTCTGTTCTCGTCCANCAGCTCCTGTCGG
CCCGG
>BJ531133 ID   BJ531133   standard; mRNA; EST; 618 BP.
CGGTTTATTTGTGCCGTGATTCCAGAGTACCAACACAGCAGAAGTCCGAGGGTTGGAAAA
GAATGACAGACGGTTGATACGACCCCCACCCCCCCACCAAGTATCAACCAAACCCTTTGC
ACTGCAGGGTTTTTCGTCAGTTCATGAGCTCAGCGACTGCAGCCCTCGTCGTCGCGCGTA
CCGAGCATCAACAGCGTCACATTGACGTTCAGCCAGGACCAAACCCACAACACTGTGGGC
GATTATAGATCTACACACGTGGAAAGCATCAAGATTTAAATATGTGATTGAGAAAACAAA
CAGAACTGCTGCACAGTCTTCATTAAGAAACTTTGTACCATATGACCAGAAACTTCTTGT
TGGAATTAATATCATCATAAAAAGCTGAAAGATTAGTCTCATTTAAAAAAAAGCTCAGAT
ACNAATAAACCTCTTATAAAACATTATAAAACACTATAAAAGTACCATATTTCACTGTGC
CAAGTAATGAGGATTACTGTCGTTTTTTAACCGTGACGTCNAGAGGACGTTAAAATCCAC
TAGAGAAACAACCTACTGTGAAAATTCAGTCAGCAGGGGGCGTTAAACTCTCCCCCCCCC
CAGGCAAAATAAACTGTT
>BJ531138 ID   BJ531138   standard; mRNA; EST; 104 BP.
ATATTTTTTTTTAATTGTTACATTCAGTGTGGTTGGGGAGGGAGAGGCGAAAAATGTCAG
GGGGGGGGGGNAAATTAAANGNAAAAAAGGNGNAAAAATNGGGG
>BJ531140 ID   BJ531140   standard; mRNA; EST; 141 BP.
AATTACCGACAGTAATCATGATTAAAAAAACACAATTTTTTTTTTTTGGGAAGGGGGTAA
AAACNTTTCANGCATAACTNTNCAACCTTAATGACNGACATAAAATTTTTTTTTATNACN
TTTTTTATNAAACCNAAGGGA
>BJ531166 ID   BJ531166   standard; mRNA; EST; 165 BP.
ANGGATAAAAGACAAAAGAAGACNAGCTCATAAAGGTGTCACTCACATCGTCGGTATGTA
CTGTACAACACATTCACCCCTCAACTGTGCAGAATAGCATCAGTGGATAGAANTGCTCAC



GTCAGCNGGCTTATGACTGCGCATGTGAAGGCGAGTTGAAGCTGA
>BJ531195 ID   BJ531195   standard; mRNA; EST; 694 BP.
TATATTTTCTGGAAACAACAGTTGGATCACAGAGGTCACACTCATTCCACATTTAATGCA
AAAAAAATACATTTTAACACTATATTTAAAGATTTCACCCAGAGAGCCCACACGAATCTA
AATTCTAAACCTGCATTTTCTAATTCACGTTTATGGATTTCCATCAATCTCCTAGATCTT
TACATGCTTATCGTTTAGGATCACATCAGACCAGAGAAGGCTGCGTCCAGATTGGAAGGC
CAGACAATATCACGCAAATCACAGCTGACATTAACAGACAGAAATATTTGTGCTTCAGCT
TTCCTCTGTTGAAAATAATTGGGCACAAATTAACGTTTCGTTCATAAAATGTGCTTTCAC
TCCGTTTTTTAAACTTCATGAACTCGGTTACATCCGTCCTTAGTCAGGTTCTGAGTCCAG
GACGATGGCGGGGAAGCGTTCCCCTCCTTCACCCAGCAATGAGTACATGTCTCTGAGCAT
GCTCGGTTTAGGACATCCAGAGCCGGGTCCAATGGAGGAAAGGTGAGAAGAGAGAGAGTC
CCACAGTACCTGTTCCAAGTGAATCTCTTGTTGCAGAAGTGCCACGCTCGCCCGTAGCCT
CTCACTTCTTGGAGTTCTGCTTCTGTTTTACAGGTTATAATCAGGGGCAGGGGTGAAGAT
ATCCCATCTCTCCCCCACATCGTTTGGCCCCAGT
>BJ531225 ID   BJ531225   standard; mRNA; EST; 707 BP.
ATCCTGTAAAGAGGAACATTCACAGCATGATACAGAGGTACAGAACAGTTCTGCCTCAGG
ACAGGAACAAAAACTACATCCGACTGCCGCTTCAGACGCTTCCGCAAAGATAAAAAACGT
TTGACAAAAAGAAAAGCACAGATGTTCAGACTGTAAACATGTCAAGACAAACTGAGTCTC
TGAACACCAAAACACATGAACAAGATGTTTCTGAGCATGGCTGTCTCACTCCATGAGGAA
CCACACAGGCGGGGCCACAACCTACCTTCAGCTGCTCCCCCAGGGGCAGAGGGAGGAGCA
GCAGGGGGAGGAGGAGAACGAGCAGGAGGACGGGGAGCAGCAGGGGGAGGAGCTCAGGTG
AACATGCAGCCCCCCAGGATGAATGCTTTACATGTCATTATGATGAAGGTCAACACCTCC
TCCTCATCACCACACAGTAGGTTCTTCACCACATCAAGTGTCATTTAAGTTTCTAGCCAA
CACTTTAGTGCTTTAAGCCCCTCCCCCCCAAAGGTGGAGCCTGGCTCCTGTCCCTGCTCT
ACAGCAGGTGACGCTCCTCCTGCCAACAGCACAGCAGAGGCTGCAACAGACGTCTGCTAG
AAGCAGCGTTCACGTCTGATGGGATGGAGGTGTTGACCCGGTGGGGGGCGCATGCACGCT
AAAGCAAGCAGGTGAGCTGACGGACTGATGGCACAGGTGCTGCGCAG
>BJ531256 ID   BJ531256   standard; mRNA; EST; 668 BP.
TTTTGTTTGACAAAAGTTCAATGTTAAAAGTTAAAACTCAAAAGGTCAGCTGGCTGTGAT
TTTCAGCAGATAGTCGTTTATGTGAGGAAGCAGCTCCCAGTTGTCGGTGGCGATGCAGAA
ATGCACCGCGTCTTCCTCCGAGCTGATCTTCAGCAGGACGTGGGACTGTGGGGGGAGGAA
GAGCAGCGCTCTGAACTCGTCTTTGTGGGACGGATCTGACACCAGGAATGGGAGGAAGTG
CTTTTCCACGAGCGCGCTCAGAGCCTTTTCCTCCAGCTGGCAGCAGAACAGACTGCTGGC
ACATTCCCCCGTTTCGGAAGACATTTCCTCCCATAATCCTGCAAACACGGCCTGCCTCCC
TGCCCTGCCCCAGCTCGGGGGGGCGGGCAGGGGCAGGAAGATCTGCTGAAAACACACTCG
GATGTCTGGTAAGGTAGTGTGCCAGGTGAGCCCGTCTTGGGTGGTGAAGATGGCGCTGAC
GTGAAGGCTGCTTGGGTAAGGCTCCCTGGGCTTCAGCGTCAGTGTCACGACAGGCGGCGG
CCTCTCCCTAAACAGGCACGGCACGCTGAGGTCCTGCAGCTCGCTGTAGTGGTCATCANT
GAGGCTGAAGTGGAGGCGGATGCTGAANAGCTGATCAAAGCGAGCGTCTCGGGTCTCCGT
GTGAGTCA
>BJ531264 ID   BJ531264   standard; mRNA; EST; 165 BP.
CACGTCCTCTGTGGGATANTANCNAGGCATTTTACNCANTTTGACCACACNGGTGCCTCC
NTTCTTGTCTCCNCCAACNNNCTTCACCACNNTGGCTCNAGGNCTTTCCTTGATCTTAAT
CTTCTTCTCCNCCTTGNNCTCNNNGNNCTTGNNCTTCCTTTTNNA
>BJ531267 ID   BJ531267   standard; mRNA; EST; 330 BP.
GTTTATTTCAGATAAAATTTATATTTTTTTATATGTATATATATAATATATATGCACCCG
CCAAGAGGGGGAAACAAAAACAGAGCANAAAAAAAAAACAATACAAAAGTAAAATAATAA
AACAAGTCCTTTANTCTTTAACACAGCANATTAGGCAANATTACCAGGAGTTCANTTTAC
NTGAANCATCTCAAATNTCCAAAGCGATTTACNTTGATAAGGGTTACAAAGTCTTTGCGN
GCTCAGNGGTAAAGCAGGCAATTTCAAATCTGGCTTTTTGCTTCAGGGTTGGGGGTTTGG
CTGGCAATGCCNTTAACACAACTTTTTGTC
>BJ531294 ID   BJ531294   standard; mRNA; EST; 343 BP.
ATAATAAAAATAAACACTTTTCTTTTGCTGTCCATTTTTGCCGTCCGTTTTCCACGATAC
AAATCTGTTTTTAAGAACGTTCTCCTGAAATAAAACCCTAGAATCCTCTGGGTTCCTGCA
AGGAGCCCCTCCTCCTCTTCCTCCTCATTCACCGCATCCCTCCTCCTCTAGGTCTGGTTT
GGGCTTGGNCAGGTTGGCCCGGACTCGAGCCTGGTCCACGGCGTCCAGCAGGTTCTTGGA
GTCCAGCGCCAGCGTGTGAGCGGCGGCCAGCATCTGCCGCAGACACTCCTCCTTCAGCGA
CGTCACGGCGTTCTGCTGGGCAAGGCGCATCTTGCCGATCAGC
>BJ531318 ID   BJ531318   standard; mRNA; EST; 102 BP.
TTGACGATTGGTCCTCTTGAGAGCTTTTGGTCACATTTCTNTTCACNGCGGGTTTCTCCC
AATACTCCCAGAACCTTCTCCACATCATAANGANGTCTTGGC
>BJ531353 ID   BJ531353   standard; mRNA; EST; 285 BP.
CACCAAATGGAACGCTGGTGTGGACGACNAGGGAGGGGCCACAACCCGAGTTATCTGCGC
CGCGTTTCCGGTTGTCCACGGCGATNTANCGGATGCANGCGTTATCCNAGACGTACTTGG



CGGCCCANCCNAANCTAAAGACGGCGCCCGGGGANAANAANAGCGCCANCGCGAACCGGG
ACNANAACCTGACNCCNTCCANCTGCTGCCTCTGCTGGACNGANANCANGTTTCCCANGT
CTCCCTGCANCTGCANGATCTGCNGNACANGCNTCNTCNNGACNA
>BJ531363 ID   BJ531363   standard; mRNA; EST; 268 BP.
CATTAGTGCAGACTGAACTGGAACCATGAGTGATGCTCCACCAAAAAGCACATTAATTAC
ACTGGAGTCCACCATGAAAGCAGAGAGAAAAAAGTCAATCGATTACAGACACCAGAAGAG
CCTTCTGGAGAACAGGCAGCGCCGGACTGTGGTATGGTCCCTTACTTTTAGAAAAAAAAA
AAAACGTTTNCTTTTTTTCTTTTTTTTCTTTANCAGNANCTGAAAAAACAAAAGTTTGGG
NGCAAANAGAGGAAAAAAAAAAAAGNAT
>BJ531365 ID   BJ531365   standard; mRNA; EST; 142 BP.
TACCTGTGNAACTGCAGGCACAGGGNATTTGAGGTANACNNNTGATCATCTTGGATGGGA
CAGCAGGCTGCAGAAAAGTCTCAGTCAGGAGTTTCAACATTACATTGCGTAANAGTATTT
TCGGCTCTCCTTTTTCANATCA
>BJ531394 ID   BJ531394   standard; mRNA; EST; 330 BP.
GAATGAAGCTTTAAAACTCNAACACGAACCATAAAATATGTAACATCTTTGAAAACGNGT
ACCTTAATGCAAAAAAAGGCGGNTTTAGATACTTTATTTGGGAGTGTTTAACANAAATAC
ACCCAAAACTCAGATCTGATGCATCTTAAAACGGCCACGACTTATTGCTGCNTCAGGTCT
TGATGGGTTTANACGTACCACAGTAAATATCCAAATCTTGTTTCTCTGACCCACAATCCA
ACATGATCATCCNTGATTGTCATCCCATTACTACCACCATAACTGCANCACNTTCCACCC
TCACACTGAACCANAATANTGTGTGAACTG
>BJ531490 ID   BJ531490   standard; mRNA; EST; 444 BP.
TTATTCAGAACATGGATTGGGCAATTGGCAGAAAGAAAAAGAGTTGTATCTTTTTTGGAT
TCCTAATTCCAGAAAAAAACGGATATGTACACACATTAAATACAAAATAAAAGCTCTGCT
TTTTCATTACAATTAAAAAAAATGCAATCAAACACAGATTAGTGTCAGTATCACTGCATT
TGTATGTCATTACATGTTTCCAGTGCAAAGGAAGACAATAGATTTGATGTCAACAATGGA
GGAGGGGGCAGAGTCACAGATGTATGTGAAGAATATGGCCTCCGCTTTGCTTCAGCTGAT
AAACAACTGGCATGTATCCAGAGCCAACTAGATCTTCTCCTCCTTTATTTTGGTGAGCAG
CACACAAGAAGAGGGGGAGATAGTCGCAGAAATTGAGGGGGGGGGGNCCGGTTAAAGNGG
AGGGGATTTCAACGNAGGCCATCT
>BJ531512 ID   BJ531512   standard; mRNA; EST; 540 BP.
ATATTATTAATATGGTATATTTTAGGCTTTAGAAATATAACTATCAATGACAAAACTTCC
ACTGGAGTAATGGTAGTTTGCTTAGGCCCCATCAAATCAATTAATTACAATATACACATT
ATGATACAGAGCACATTTGAATCTGAAATAATATTAAAATAAATGCTCAATAGATAAAGG
TTTTAATTTCTCTGTTTTTTTTTTAACTTCTTTTCTATTTTCTCCACATACTGTCAGCCA
TCTNAATTCAAAGCACACCCAAAAATGTAAAGCCATTTTCTTCTTAAAAACTAATTTAAG
TGCAAACCTCTTTTTTTTTCTATTTTCTTTTAAAAANACTATNATTGCAGCATCCAGCTC
TNTANATTCAGGTTTAAANACCGAGGAGGGCAAAGCCAGGNGCAACAAGGCAATCCTCAN
CCCACTTATTCTTTTTGTTTGTTTTGTCCCATTAAAGTAGTTATAAAACAACAAACAGCT
AACAAAATCAGTGCAAAGTTATCAATGGGGANATTCTACTTGAGGAAGGTCAAAAGTAGT
>BJ531518 ID   BJ531518   standard; mRNA; EST; 658 BP.
TCTTTATTCCCCTGTTTGAGATGAAGAAGCATGTAGACATTCACCTGTGACAGTATTGCA
CTGAGATCCGCCTCATCGATTCGGAACCGACTCTGTCATTGTGTCAGTAGTGTTTCTCAT
AAATAGATTCATTTCAGTGTTGGTCTGGTGTCTGGAAACCACTTTCTACTTCCTGTCTAG
CCAGTTTGAAAAAAGAAAAAGAAAAGTGACTGATCTGATAGAAACTCAACACAACCAAGA
GGAAAATGTACAGAGTAGAAATCTATACNAAGTGTGCAGAAACACAGGGAGGCTTTTCCA
TCAGAACACACAGCTTTGGGTTTCTGCTTTAAAAGGAGTGAGGTGCAGGTGGGGGGGTGA
TCATATATACACCTTTAGGGTTCAGTGCATAGATTGAAGTCAGCATTTAGATTGTGTGCA
ACGTANAGACTCAGGCAGGAAGGTGACGCCTTCGTGTCTGCTCGCCAACGTCTTCAAGAA
AGCTGGGGTGAACGCGCCACACCTCANCCACCAACAAGAGGAGGACAAACACGATTTAAG
GCTCCNTGTCTCCACAAGATTTTTTGGAAATAATTCAACAATAAATATGAAAGCTCCGTT
TTCAGGGAATGAAAACCAAAGAATGGAAATTCAGAAACGAGGGCCTCCTTTCATTCAG
>BJ531533 ID   BJ531533   standard; mRNA; EST; 565 BP.
ACCTATGATGTAAATTACAGGCCTCTCTCATCTCCCTAAGTGGGGAAACCTGCACAACTA
GTGGCTAACTACTTTTTTGCCCCACTGTACTCATGTGAGCAGACTTTCAGATCTACCCTT
TACCTCTATTCTGAATACAATGTTGAACACTGTCAGTCAGCAGCAGCTGGATGGGAAAAT
AATTAGTATAAAACTGTCAGTGATATTAAACCAAACCCCTTCCTTCACATTGGACTATTG
TTATAGCTTTGTGTTTACAAGTGTATGAAAGTCTGACCTGACCTCTGTTCTGCAGAAAGA
CTAACTGATCAGAAAAAAAGGAAAATAATGTTTCAGTGGATTAATCGAGTTAACCCTTCT
GTTACCAAAGCAGAACGGAAATGTTTTATCTCCACTATCACCTGAACATCAATTCATCTT
TAGTACTTCATTATTAAGCCCCAAAATCATGTCCATTTCCGTGGTGTTCCTCCACACAAC
AATCTAAATCTAAGAAAGCCAAAAAAAGCATTTATATTAAGATACTGTAAGTGTTCTCAC
CCATCCCTATTAAATATCTTTAAAA
>BJ531553 ID   BJ531553   standard; mRNA; EST; 133 BP.
TCATTTCATACAAATCTGGATTTTAAGCGTGCTGAAAAAAAAAAAAAAAAAAANTTTNCC



NCAAAAAAAAANTGCAANCCAAAANACANNAATTTNTTTAAAAANTTNCANGGTTTGACN
TNTTTCCCCCTTA
>BJ531564 ID   BJ531564   standard; mRNA; EST; 308 BP.
AAATTAAATAAATNAAGCACATCTNAAGGGCTACACCATGNACACAAAACTTTCTACAAC
ATAAGANAAGTTTTTAACCCATTTTCCTTCACAGCGTCCGTCGGCGCACTTCTGCTGTGC
ATCTATNCCTGCCAGCCCATTTTGTTTCTCTGCAAAATGCACATTATTATTTCCNATATA
CNGATNTNGATNAAGGGGATCAACACTGCGTCTCCCCTCTNTCGAGGCAAATTAATTTAA
TTTATGGTAAAAGGANCATCNAAAGTTACNACTGGGANTGANAANAAACTTCNGTCCTCA
NCTGTGAN
>BJ531568 ID   BJ531568   standard; mRNA; EST; 244 BP.
CACTTGTCCAAATTTCCACACATTAAAATAGCAACTACGTCTAAAAGTTACCTCTCAAAA
ATAGTAACAATTTGTTCATCTCTATGCAACACAAGGTGCTGTGGTGACATAACCGTACCG
CTTTGGAAAACTGAAAGCACTGACAGTTTTGATGTTTGTTCTCAGATCACCTCGTCTTTC
AAAGGCGTCTGGGGTTTAAAAAAAATTTTTTTTAAACAAAAACCGGGAAAAAAAAAAAAA
ANGG
>BJ531593 ID   BJ531593   standard; mRNA; EST; 243 BP.
TATTGTGAAAAACATTTATTTTTATCTCCTTTTCTGACTTTGAGGCTGCGGTTCATATTT
TCTGAGTTAGTGCTGAGCAACTGTACAATTTTCCTACGGGGGGGGGGGGGGGGNAANNTN
AAAAAAANNTNAAANTTTTTTTTTNNNAAAAAAATTNAAAAAAAAAAANNNTNNAAAACC
CNTTTTTTACCCCCNNAAAAAAAAAANAAAANNCCCNTTTTTTTNNCCTTTTTTNNNNNA
AAA
>BJ531614 ID   BJ531614   standard; mRNA; EST; 431 BP.
TGCAAAACAAAGCGGTAAAAACAAACTTTTCTNGNGTTTNTTATCATTGCAGTTNTTTTA
AAACCANNTGGCANCNTTCNCCCANTTTGGAGGGATCAAAANNTGAAAAAAATTTGNAAN
TNTNAAANTTGACNCCCAAANAGCGNGNTAANTCCCGGGNTGTNTGATNTNAAAACACAG
NGGTTCCNAAGGCCNCCANCANCCTGAAAATACCCNCCTTGTNTTGCACCGTCNCCNGCG
CCNTGNTGGCCACAAACNGGCNNTGCNCCTTGGCCTCCAAATCGGGNTGACTGTGCAGGC
ANCCGGCGTATTTNANCACCAAAGNGGCCAGGGCNACNNGNATGTTNTTATTGCAAACGG
CGGCCAANTCGGCAGCGCGCNACAGCACCGTCTCCCGNTGGGCCNTGAGNAAAGCNCGGC
CGTGCCTTCCG
>BJ531680 ID   BJ531680   standard; mRNA; EST; 127 BP.
GTTTCCACTTAAACTTAGCATTGAGAGAAAACTTCAGTTAGTCATTCGGGACTCAACTAT
ACAATTTAAGGCATGTTGAACAGAGTAATAAAACAAAAAACCCACTGAAGGAAAAAAAAA
AAAAACT
>BJ531684 ID   BJ531684   standard; mRNA; EST; 442 BP.
TTTATTTATGTAAACAATGGCTTCTATAATTCAAATATTGGAAAGAAAGGCAAGAGAAAA
AGATGGATGGAGCAATTAAGATGTCAAAGAGGCACATAAGGCACGTTTGTTTTTTCCCTA
AACAGCCTCAGTTTAGAGGTTTGCTAATAACTGATAGACAAGATCTTCATGAAAGACTCA
GAGGTCTTTCTGCAACCAAAGTGTTTTTTTACACAATTTGAAAAATACAGTATTGCACTT
CAACGATGTCTCAGGTTTCTCCGTTTTATGCTTCCCTGCGGGGGTATGACATGTTGCATA
GACTTCAAGGTGCTACTATTACAAAAAAAGGAAAAATGAGACGCTAGAGTTTGTGATCTG
CTGTGATAGTGATAGCTTCCAATTGGAAGGAAAACTGGTCCAACAAGGTGCTTTTTTTTT
TTTTGNTNCAAATAAAAANAAA
>BJ531697 ID   BJ531697   standard; mRNA; EST; 603 BP.
ATCTTTAATTTCTTAGTTCATACGAATATCGATTAAGATACATTTATTTAATGTTCATAA
ACTTCATATGCTGTAACCAACTTTTACAAATGGGAAAAATAAGAAACTGTGTCTCTGATC
TGCAAAGAAAAAAAAAAANATCATACAGCTGTAGCATAATCACAACCGTCACTTGTAGNG
ATCACAAAATTAATTTCACATTTCAATCTGTTATTTTGCAACATTANAGTATATTCACAG
TGAACACAGAAAACACCATTATGAAGTAGGCACCCTTAAGTGTCATCCCCCCNTTAACCT
TCCCCGAGNGTTCAGNGTAACTTCATTACAAGTTACTAANGTAACTATNCCGGCGGGATT
TCCCTGTCTTCATGTTAAAACATTAGTGCAAATTAATGTTAAAGTCATTACAAATCCAAA
TATGTTCANAAATAATACANANAAATGTCAGGNGCCTTTAANGGATCCTTCTGGAGTTAG
TTAGNGCGNGNGCAAATTTGTTAAATAAATAAAGTTTCTCCTGAAAGCTTAGTTCTATTC
CNAGTTTTTTGTGGAGGTTCTGGTAAAACAGTCTTTCATCTTCTGGAGCTCCATGATGAT
CCT
>BJ531747 ID   BJ531747   standard; mRNA; EST; 301 BP.
GTACACCTTANAAATTCATAAATGTTGGATAGTTGAAAAGCCTATGAAGATCATCTGTGT
TTAAAGAACAGAGGAATTCTAAGAAATTGATCCCTAGTGAATATGCTTCATTGACAGCAA
GCACAAATAGCATGTAAAAAAAAAAAAAAGTACAACTNTAAAACNTTACTAANGACTTGT
AGGANTCTCNNTCTCCCCATNAACCCCCTTTNTTACNGGTTTGCTAAAAANAGGCTTACT
TTGNAANACNCAATTGTCATCACAATANGGGAAAAAAAAANTTAAAAAAANGGTAAAAGN
A
>BJ531795 ID   BJ531795   standard; mRNA; EST; 351 BP.
TCTTTTTTCAGACCTCCTTTAACATACATGTGCTTCGTCCCATCATTAAACGCAGTCGTC



TCAGAGAAAATTACAAGGTGACAGTAAAAGACCATGTGACCGTCTGCCCCCTCAAACGTG
ACGTTGGAACCCCCCCCCCCCNTCANTGGAANCCTNTTGAGGAAACAAAANTAANCCCAA
AAAAACAAAAGTGACAAGGTCNTCCTGCAGGTAAAACCAGGAAACANTGGCTACTTGTGT
GGGAGGAGTCACAAAAAAGGGGGAGGGGCAAGCATCAAAACNTCACANCANAANTTGAAA
ACAGGAAATTCCCCTCATCTTCCCATAACCGTCTNAAGGGACGGTCNCTGG
>BJ531813 ID   BJ531813   standard; mRNA; EST; 348 BP.
CGAGTCTTTAATGAAGGTTTATAGTCAGAAAACACAAAGGTCAATTTTTTTTTTGTGCGT
TTTTAGTCACCATACCTAAGCAGTTGANATCTGCACTCAGGCCCCACCCACCTNTNACCT
CATCTCANTTCATTTCATTTCANGTTANAANAANAAAAAAAAAAGCTNTTTAAACAGCTA
ATTGTTATCCNTGCANTCAACAGTTCTTCANGTTTGCCTGCAAAAAGCCNCAANACTTCA
NCTGCTCCNGTCTTTACAANAANCANCCCAAATAANCNNAANTGACTAANTTTGAAGTAC
NCGTTGTTTTATTTGTTTCTAACCAAACNTCTGCCGGACAGTACANAC
>BJ531828 ID   BJ531828   standard; mRNA; EST; 493 BP.
ATATATNTGTGTGTGTTTATATACTGAACAGTGTAANAAATATAAAAAAAAATGTTTTTG
GTAAAANAACAATCATTTTTTTCCCTTAAATAACAGCTTGTTCCTANAAACATATGCTCT
GATTTATGAGTTATTTATGGTCCAAAAATTACACATGACCTATAATTTCCCCGCANTGTG
AGTAGCANTTACTCCGTGAGACANAGCGCCTCATTTGTTATTCCTTTTCATAATGCTTCA
AACCAAGGAGTCTTAAAANACCAAATCTGCAGGGACGGGATCTGGAGCGCACAGCTTTAA
NTATTAATAAGGNGCAGCAAACTTACNCACCGNATTAAAAACTTTATGTATAACGATGTG
CTCCAAATCTCAGGGNGTTGTCCTCACTATTTCAAACTTGTTCAACCAGTGAATTAAGCT
CCACGTCAACTTGGCTATAAGGGGCGGCTCGCTTTCTACAACACAGTCNGTGCACTCAGG
AAAAAAAAAAAAG
>BJ531834 ID   BJ531834   standard; mRNA; EST; 281 BP.
ATTGTCTTTCTTTGGTAAAATAATGACGAGATTGTGCTCACAAATACCCATCCACCACTA
GAGGGCGCATTCAAGAACACGGTTACAATCAGGAAGTCCTGTAATTTGTTGTCGGACTCC
TTTTGTTGGCCAGGAATGTGCATGACATGCTGGTTTGGTTTGAAGATTTCTGCTTTTATG
TCCAGTTCCATACGCAACATACTTGTGACCATTGATGAGAAAAGTGGCATAACGACGTTT
TGACTAAAATGTGGCCCCAAAAAAAAAAAANGGTTNTTTNC
>BJ531836 ID   BJ531836   standard; mRNA; EST; 184 BP.
TCTTTGGACAGATCAATGCTGCAGCTCAGAATTTGAAAATTCATCTATACNGCATGNGCA
CTTTCCAATTGATCAATATTATTCCTGCATAGGGTTTTTATACATCATTTTTTCTACATT
TGGTTACTTTGTGCNTTAANTATGCTGCTCCNCCCTACCTGNATGCTNCACATNATGTTT
GCNA
>BJ531905 ID   BJ531905   standard; mRNA; EST; 701 BP.
TTTAATTTGTAGAATGAAAACCATTTAGCTGCATTGATGGCTTAAACCTAAGGAGGATGC
AAAGCAAATAAAATACCTAAAACATCACAAGCAGGACACACAGGACTGTTAAACGCAATA
AACCAGCTCCTGGCTGCTCCATCCCTTCATGTCCCCGCATTTTACATTTTCAAACATGTG
TTGTGCGGCCCCAGCCCCCATCTCCGCCAGCTGCTCCTGTGACAGGACAAGCTTTGGGCT
CTGGTTTATGCAATAACTGCAGGGCAGCTCAAGCAGCACCGACATGTTCACTTATCAAAC
TGGGAAGCAGCTGGATGAGAAAAAGACAGGATTGAAGTGTTTGGAAGTCAGGACTGTGCT
TTGCAAGGAAAAATATTCTTACATCATGTTTTAATAAGCAAACAGAAAAAGATCTTTTTT
TTTCTAAAGTGATTCTGCACCAGAGGCAGTTTAATTTAAAAAAACATTCCAATAATCAGT
AAGGTTTGTCTGTGGGTATCAGCTTTCATTAAAATGTTGACTGAAGTCATGAACAGGCTT
TTCTGGCTGCAAAGTCCCAATAAAACATGAAGCAAGATCTCCACATAGTGGTGAAAACTG
ACGGCACAAATGGTTCCCAATCCCCCTGCTTTATTACTGTAATAAACGTGCCAAAGAAAA
GCATCATTTATGGATATTTTCAGGCTTTTCAGGTAGTCTTT
>BJ531913 ID   BJ531913   standard; mRNA; EST; 286 BP.
GAGGACGGGGGAGGACNCTGTTGAAGCACTGAAGAGAAACACTAAAGTTTGTGGCACTCA
TTGAAATGTTACTGCCTCTTACAGCAGTCCATGTAGCAGCGTGCAATTAGGTTTGATTTT
TTTCTTTTTTTAACTACCTGTGTGTAAATAATTTAATAAATAAATATATATGTTTTCTAT
GTAGCACATAAAAACATTGATTTTTTTTTTTTTTAANNCCTTNGGGAAAAAAAGGGGGGA
ATTTTNATTTNNCTTGAAGGGTNCGGTTNNAANCAGGTTNCCAAAA
>BJ531932 ID   BJ531932   standard; mRNA; EST; 108 BP.
GTCATGCTCTAGAGGGTAAACATTCACAATATTCAAAATCCACATCAGTGCAATAAGACT
AGCAGCTTCTGGGAGCCGTTCATTACCCGCATGGATTGGCACAAGTAG
>BJ531943 ID   BJ531943   standard; mRNA; EST; 137 BP.
TTGTTGTTGTTTTTTTCAAATTACATAACAACTTTGTTCTGTATCAAGTTGCATACATTG
GTTTGTTATTTGATATCACATTTTGTAAGTAATACATAAAAAATATCCAGCAATACTCAA
AGCAGGTTATAGAAAAT
>BJ531973 ID   BJ531973   standard; mRNA; EST; 748 BP.
TCCTCAGTAGTGACTACTCTGCACAAGCATCTNCAAANCACGTTTANNGTCAAAAAACAA
CGGANACTGAATAATAAACAGCATGAAAGCATGAAATGAAAGCATAGCATCCGTATTATC
TCTTGCGATGCAATAGCTGAACCCAAATGGATTNAANTCTCAGGATCAACAAATGTCATG
ATCTTAANTCAAATCAGAAAAACGTCTGTTAAAGTATTTGACTAATAGGGATACAGGTTG



ACNTGCANACATTGTGCATTTAGCATACNNTGACTGAGCTGTTAGGAATCCTCTTTTAGC
AGAAATGACTCTTTGAGGATGAAAAACATTCATCAATTGGACAGACGAGGAAAGGCTCAT
CAAAAGCAGCAAAAAGCTGCGGCTTCATGTCTTTGCTGACATACTTATCACCAAGGTTTA
CCAGAAATATCCATGTGATGTTCATGTAAAGGTCAAAGGTCAAATACAGCTTTTAAAGAA
ATCCGTTTCTGTATTGCAGTGAGTTGGATCTTGGATCTGGAGGAGCCCTGCAGTCCTCAC
TTCTTCTGCACTTCCTGCAGCAGTTTCAGGGCTGCTGTGTTATTTGATTCCACCTTCAGC
AGACACTGCAGATCTTCCACACATGCCTTGATGTTCTTGAGCTCCTTGTGAGCCTGCGCT
CTCCTGTATAGAAGCCTTGATGTTGCCGCTGTCAATCATCANAGCTTTGTCACAGTCGCT
GATGGCTTCTTGAAACTGCTTCACTGAC
>BJ531982 ID   BJ531982   standard; mRNA; EST; 356 BP.
GAAATGTACNGGAAATACCAAATTTCTTGTCAACAAATTGAACTTTTCCNCTGTTGAGCN
CTTATACAAAANAAAAAACATTCNTTTCNCATTATACNCAGGGNCCTGCAANGGAGGTNT
TTTTAACAACAATTTCNTTTTACNCAATTATTTTATGCATGCAAAGGTTTTTGAGGAATG
CNCATANCACCCNCTTTAAATTATGNGCTAAAAAGTATCANCAAAAACCTTTACNTTTCA
NGAAACAAAAATATNTTGTCNCGTTTTCCCCATTTATCTNGTTGACAAGNCCTTCANCAT
GACCATTATGGGNGGANATGTTAAACCNCTAACAAGTTCTATGCATGNCCTTANNA
>BJ531999 ID   BJ531999   standard; mRNA; EST; 269 BP.
TGTGGAGTTTATTCACACATAACATACTACAGAGGGTAATGTATTCAATAAACATTTAAC
AGCGCTGTCATATCTGACACAGAAAAAAAAGGGAACCAAAAAAAAAANACNCTGATCCTT
TTCTTTGCCATTATATAAAAATAGTGTTGCTACAAAAGTATAANTTAGGTTTACTAATAA
NACAACTCAAATCTGAATCTACNCAGGANTCTGCTGCCAAAGNGNGGTAAAAAGACNAAA
AAAAANCANCNTAATATTAATAAAACANC
>BJ532007 ID   BJ532007   standard; mRNA; EST; 258 BP.
TAGTCAGTTAATTGTAATAAAAAAAAAAAATTCNAACTAAAANGTTCNCTATTTTTTCCT
ATTTGTTACANAAAAACAGCCCNCTATTGACCTGANAAGTAAANCTGCTGGNGGAATGAN
AGCAANANCTTTATNTGACTTTANATCAAACTGNGATGAAAAACTCNCANTTCAGGTNCC
TTTTTTTTTNNTTTNCCGGCAAAATNCNNCTNAANAAAANCNTCATTNCAAAGCCTNCTT
TNANNGTTGGGGGATNNC
>BJ532036 ID   BJ532036   standard; mRNA; EST; 771 BP.
CAGTCTGGAGGGCCTTTTTTTGGTTGTTTTCTCTGTTAGGACGCTGAGCTGAACGGTAAG
ACGTGCCCCTTCCCTCCATCTTTCCTTCACCCTGCCCCGGCTGAGTCATACACATCCATT
ATTATTATTTTTTCTCCACCATGCGGCCGGTTCACGAGGTCCAGTGAAGAGCGAGCAACC
CAAAACACACCTCAATTACAGCTCGACAAACAGTCCAGACGGGCAGAGTGAATGGTATCC
CACAATTCCTTGCGTTGCCGGATCTGACAGCAGACCCGATATGTCTGTGATCATCGCTGC
AATATATGATCACTGGACAGCCGTAGAAAAAGCCATCTTTTCCCAAAGTTACAGGAAAAA
GTATTGCAGTTCCTCAAAAGACCACTAGAGGCTGGAGCCCACAATTCCCACTGAACTCTG
TGTTAAAAGGTCAGATTCAGACTGCAGTCACAAACTTTTTAAGTCCACTATTTTAGTTTC
CATTTATGACACCTCTGTTTCTGCTTTGTTGGGTTTTATTGCTGGCACATATTTAGGGCT
TGTCTACGTTTTTGGACCCATATGTGAACCCAGAAGAGCCTCAAACTTTTTTTTCTGCCA
AACTACCCGCTATGTGCTTGTGGCTCCGCCCAGCACATTTTAAACGTCACAAATACNACC
TTTTTTTCAAACGGCATCTTTTGTCCGCTTCTGATTTACAATAATTTGAATAAAGAAATA
ATCAGAAACGTAATTTTAAGCTTAATTTTCTTTCTTTATGTCATTTTTGTC
>BJ532043 ID   BJ532043   standard; mRNA; EST; 473 BP.
TTTTATTCTGCCAGAGTTTAGTTTTATTTGAGATAAAATAATAACTATTTGGATGAAATC
TGACATAAAGTATCACCAGCAGGAGAGCATTCTTAAAAACAGTATCACAAATATAAATTA
GAAAGTAAAACAGAAAGTTTGAGTGTTTTTACAGACTTTAAATTCCTTCTGGGACATTCC
GGTCTTCAGTTTCAGGCAGACATGGAAGTCATTCGTCACATTTGTCCCGTTTTAAACTGA
GCTTGCTGGTGGAAACAGAGAGTCCTGAGTGAAGGGCGTGGCTTTCTGCGCTGCTCTGGT
GCATACATAAAGTGGGAGGAGTCCAAGAGCAGCCTTCATAGAAAAACGCCAGGCAGGCCC
TGAACAGAAGGCAGCCGGCTCAAAGACTCGCCAACGAGCTGCAGCGAGATTCAAAGCCTT
ACGGACATCATTAGAGCCAAATGCAGCTGATTTTATTACAGCACCAGTTGGAC
>BJ532050 ID   BJ532050   standard; mRNA; EST; 744 BP.
GNTTTTTTTTTAGCAAGGGACCACATACAGACAGTTTGACATGTTCACATACTGAAAATG
CACAATAACTGTACGGCACACAACCAAAAACACATCTTTGTGTTTCCAAATACATCCAGG
GCACCTAGTTCCACTTACAGCTTAACGGGAACAGTCTTTACAATACTGGCCAAGGTTTTT
ATATGAATAATTTTTTAAATACAACTGCCATTATTATTTAAGACATGAGACACCTGGGGA
ATAAATGTCTAAAAGCACCAATACAGACAGGTAGCACAATCGTACTGGATTTTCATCATT
CAGATCTATTCGGTCGTCATGGTTACTTAGGCAGTGTAAGCAGGAGGCAGTGAAAATCCC
CTGAGAGACAAAATAGAAAAACTAACCAGTTTGATGGGCCTCTACGTGTGCAAAAGTACT
GCATCAACAAATGCAGCTTTGTAGGTGCTTCACAAAAATGACCAGGCAACTCANATGCAG
GAAATGGGATTTTGTTGGTGCCTTTAGCCATATTGCACTCCAACGTCCTCTTGTGTGAAT
TTAACATAAAGTTTGTAATCAATGGACAGTTCATTTGCAAACTTAAAATAAAGCACAAAC
ATGTTCCAACAGATGTTAGCTATNAAAATACTTTCACTGGGACACAATTTGGTTTTAAAA
ACTAGCGTTCACACAGGCTCTCTTCACATATNGGGGGGTTGGGATTTGCACTTTGGAAAC



GAAAATGTGCTGTAAAGTATGACA
>BJ532074 ID   BJ532074   standard; mRNA; EST; 500 BP.
CGTTTTCATTTTGACATGGCTCTCAAAAAAACCACCCAACTGCAAAAAAAAAAGGTCNTT
TTTACTCCNCACAGGCCGAANACTTTACAAGTAATCANCTGCTGAAACTAGAAAATACNC
AAATAAAATGACAAATAGAAGGCAAACNCTAAAATCAAACNAGCGTCTCANANAANCACA
ANAAACAGTCTGTTTTTTTTATTCNCGTCTCATTTCTNACNTTGTTCAAGTACAAAGTTA
AAATGCCTTTTTTAATTANTTCATATNCATACAAAAGTAAAATAATAATAGNGCCTTTTC
NTTACNACAACAAACTTAAATACNGNCNTTGTAAANACAAACTTGATTTATACNCCNAAC
AATATNTTTTTCTTATTTCAAATAAAATTTTANCACCTTTTGAAACATCACCAGGNCCNC
CTTTACCTAAAAGCTCACCTTTCAAAAAGNCCATGAAATNAAAGTCTGCGNGCGCCNCAC
CGTTGNCTTTGNGGGTGTTG
>BJ532107 ID   BJ532107   standard; mRNA; EST; 240 BP.
ACACAAAAGTCTCTGNACCAAANCNACGGTTANATCAACTTTATGAGATCAGGTANACTT
AATTCATCCCAAAATGGGGAAATTCTCTNTTTGAGAATTTAATTGAGGTTTAAAAATTGA
GGNTTTGGGTGTTAAAAAGCACGAGATTAAACTGAGAACACTTTTANNAAAAGGTATGAA
TTCAACTATGGGTATAAGANGAANAAAGANAACAGACNTGATTATTACCATGGAATTTTG
>BJ532126 ID   BJ532126   standard; mRNA; EST; 136 BP.
GTTGAAAAAAAAAAAAAAAAAAACNNANNCCCCCCNNCGNCNAACCCCCNTNGNNAATNC
GGTAAAAANAANGGGGTTCAAANACNTTTTTACTTTTCTAAANGCNGGGGCNCAATNTTA
ACCCCTTCTAAAAANG
>BJ532156 ID   BJ532156   standard; mRNA; EST; 276 BP.
GTTTTTCTAAATAATTTAAATTACATGTCAAAGAGGTCTAAAACTCCTAAATGTTTACNA
ATTATTTTTTTTTAATTCTTTGNAANATTTTTTTATTTGTAAGAAGTCCTGCAACGATGC
ATTTTCATTGAATTTTGAGCTTTTAAGGCTGACTGTTTCTCTGATGTNACAAATGATGTA
TCTATATATATATATTATATATATNAATATAATATATTTACATACATGTATAAATATATA
TNAATTANAAGATATATACTATATAAAAGCTACTTA
>BJ532179 ID   BJ532179   standard; mRNA; EST; 204 BP.
ACANAGCATGTTGAATACATTCNNATATGACCACTTGGGANGCANAATGCCTNACCAAGA
TTACAGTGACCCACAANATAATAATAATATTAATAGAATAAAAGGAAATCATCNGGTAAT
ACTAAAATAGAGTGTTCNACGCACAATATTACTGAGATGTTTGCATGGAATAAACNACAT
ANCTGANGACCACACTATTANCTA
>BJ532187 ID   BJ532187   standard; mRNA; EST; 421 BP.
TAAGTTGCAGCAGAGAATTACTTTTGTTTTAAACATATNAAGGCCAATATAACCACCTTT
AACAGTAAGATGTACAATAGCTTACAATTTTTACTGTAAACCCACATACATAGAAACATA
GGTATCGTTCCACCAAAGCTATGGACACAACAGCTACNGCACACGACATGACACAAGTAT
GCCTCAGGATGACGCAGCATCGCTGCTGGATTTAGAACATCAGTGGGAGCAGATACTTTC
AGTTATTTTTTCACTTTTTGATCGTTGCATCTCAGCGAAATGACAAAATTAAACGAAAGA
GGACACAGAGACNTTTGAAAGGGAGAGTTGATTCANAGACAGAAAAGATGCCTCGTTGCC
CCTGATGTGATGTTCCCAGCACTGAACACTCAACGATTCTTAAAAAAAAAAAAAAAAAAN
C
>BJ532218 ID   BJ532218   standard; mRNA; EST; 722 BP.
CCTTTTTTTTCCAGTCACAAGTTCAACACCCAAAGAAAAACCAACATCAAAAAGAAAGAC
TGATTAAAGTTTAAAAGGTGGAAGGGTGGCGTCGAATGTGCCTGAACATCTGAGATGATA
AACGGTTCGCTCGCACAAGACGACAAAACGAAAAACGCAGACNAAAAAACATTCACAAAA
CCATTTGGATGCATGTATGAGTCCAAACCAGGATCAGCTTAGAGTGAAGGAAAAATCTGG
CTGGAAATCTGACAAAGAAGAAAATTTGAAAACTGTTTTAAACTTGAAAGTAGACACTGT
AAATATGAAGGAAATAAAAAAATAGAATTGAAACTGAAAAAAAAGACTATAAACCTATAA
CTATTATAAAATAACTATTATAAAAAAGGTTTATTTGTAACACCTTTTGTACTTCACTTT
CAATCTTCAATTTACATTTTTAATTCAGTATTTTTATTTCTGCAGTTAATCCTAATTTAT
GAGGGGGCGGGGCTTTGGACCCACTGGCTTTATGATTGACATCAGATGAAAGAGGTTATG
GTGACGAGACCAGTAGAAATGACTGTTTGTCAAAGGGAGCAGACCTGGTGGTCATCAATG
ACNATGAAGAAAATAATTTCGTCGGAGGATTTGACCTCAAAGCCTGGATTGGGCTGTACA
ACGAAGAAGACACCTGGACATGGGTGGATGGAAGCATCCTAACACCTTGTGTCAGCTATT
GG
>BJ532219 ID   BJ532219   standard; mRNA; EST; 165 BP.
TTGTTTTTCCTGCAGAATTCTGATGAATAACCGTCACAGACATCGAATCACGTGATCAGC
TGTCAGGGACGGAAGGGGCGTGTCTAACGAGTCAGGATCAAAACAGACACCCCCCCCCCC
CCCCCTTTTTTTTTTNAATTTTANAAAAAANAANNNAAAAAATTT
>BJ532227 ID   BJ532227   standard; mRNA; EST; 127 BP.
TTTTTTTTTTTCNAGGCAGAGCTGCAANAAGTACNATGCTGTTGAATGAGCAATACNGGA
AAAAGGTTTAAACTGAACAAATAANATGAGAATGAAACTTTGGATGGCAAAATAAACTAA
AAAAAAA
>BJ532230 ID   BJ532230   standard; mRNA; EST; 447 BP.
ATTTATTAGACAAGGATGTTTCCAGCGTCCTTCATGAGGAAGAGAAAGGACGACCCTCAG



CATTCAGTCGTGATTGAAAGGAGGAAAGCTTTTCTTTGGGGGCAGCTCCACGGCTCTCTG
TAGGGGTAGCTGAGCTTCTCCTTTAAGCCTGCCCTGCTGCTAGAACCCACCAAGGCCAGG
AAAACCAAGAACCTTCAAGCAGTTTCTGCAACTTTCTCTTANAGCATTTTGGGTGGAAAA
GAATCACTTGACTGCAAAAATACTAAATACNAAAAAAAAAAANTANCAAANTAAAACCNT
TTNCNTTTNTTTTTAAAACNCACCACCNCGGCGGGNAGGNCAAAAACCGNAAATNAGNGA
CCTTCATNCCNNCAGNAAANCCCCNCGTCAACGGGACCACNTGTCTNTAACTTCANNTGT
CTAAACNCCTNCCGGGGGGGTTTCNGG
>BJ532349 ID   BJ532349   standard; mRNA; EST; 120 BP.
AATCATGAGTTGTTAAACNAAATCAGTAATACAGACAAACATTTTGATCAGTATAAAAAA
AAAAAAAAAAAANNGTAAAAANCCNNCNCNNCCNGAAAATTTCGGGNCCCNGGATTGNGG
>BJ532375 ID   BJ532375   standard; mRNA; EST; 446 BP.
TTTATGCTTTGTTCTTGATAGAAATGTATCAGTAAATAAACATCTGTTGCATGGTAGTGA
TAAAGAAGGACATCATTCAAACATCACATTCAAGGAAGGGTGCACTGCAAAAACTAAATA
ATAGCAAAGTAAAGACCCTTGTTTCAAGAAAATGTGCCTTATTTTCTGTCTTCAAAAAAA
AAATCATCTTATTGAATCATTTCAATAGCAAAAAATTCTTAGTTTAANAAAAAATGTCAC
CGTGATTANATTTTTTTCTTAAAGTAAAAATTCCTGGCAACACCTTTTTTGCTTATTTGA
ANATTTAAAAAAAAAAAAATTTAAACNTTTTTNGGGAGTCNCTTTTTGCAGNGNAATGAG
NCTTTTAAAGTTAGGGGGGNGACNTTAAAAGNAACTCANNANTTAAAAATAAAAGTTTTT
TGTTCTNTGGGANCNAAAAACCATAT
>BJ532390 ID   BJ532390   standard; mRNA; EST; 672 BP.
GCTTACATGCTACACTTACATCAATCCAGTCATGAGAGCAATGAAAAAAAACAAAAGGCA
ACAGACAATGATCCCAGCCCGACATTAATTACATGTTAGACATAAAAAACAGATTCCAAC
AGAGGCACGTGCATGAGTGCATGTCCGGGGGTGCTGGGCCTGCTGTCATGCATGGAAAGG
CAGAAAAGATGAAGGAAGAGAGGCTTGCATAGCATAGCCACTGTTCTAAACACTGCTGGA
ATTCCACATGCACTTCAGTGTTGCGCAACACAACAAACAGTGGAGCCAGATGGTGAAATC
CAGCTGGAAAAAAGGGGGTTTAGGTAGCAGTGCATACNATGCTGCGAGATGGAACCTGAA
AGTGGAGGCAAATCTCCCTTCTGCCTCAACTCACACCTGATTTCAATGCATAAAAAATAC
TTTTTTTTTACTCCCTCAAATGTTTGTAACTATGTAAAAACGGTTCACTAAATATTCTTT
AAAAAGTCTTCACTCTGCTTAGTAATTGATTTATCTCAAAAGGTTACTAAATGAGGAAGC
AAATGTTGCTGAAGCCCCTAAAGCAAAGATGTCCAAATCCATGCCTCANGGGGCCGGCGT
CCTACACGTTTTCCAAACAACCTGCCATTGAAGCTCCTTATTGGCTAAACACACCTGATC
CAGGTAATCAGC
>BJ532408 ID   BJ532408   standard; mRNA; EST; 245 BP.
GTGTGACTCTCGTTGATCTTTTGCGTCATTGATTAAAGTTTGAACTGTATGTGTTTTGTG
TGGTACTTTTTCANCACAAGGAACTGTAAACTGGTGTTTTTTCTTAATACTAACTCGTGA
TTCTGAACGGTGGACGTGGGAAGCTCAATGTAAGCTACTTCTCCNTCTTTGCAGCAGTTG
TTCATCANATAAAACTTTTTTTTTCCCAAAAAAAAAAAAAAAAAAAAAAAAAATNNNGGG
GGGGG
>BJ532430 ID   BJ532430   standard; mRNA; EST; 203 BP.
AGCATTGACAGAAACTGTTGCACAGCAGCTGCAAGACTGAATGTCATATCAGGTTTTGAC
TACACTTTGTGTCACATTTCAGTAGCTGTGAGGCTTAGTGATTCTCCGAATGTCTGAAGC
TAATGATTATTGTACAAATAGTTAGACTTTCNCGTGACATTGAGTGTTCTTTCCTTCACT
TCTTTNNAGTTCAACCTGNAACT
>BJ532440 ID   BJ532440   standard; mRNA; EST; 369 BP.
TTCTGGAACCTGGAATACATCACATAGCCTAACTGTTAGTGTACAACAAAGCACACACAA
AACAAAACATTTTGTTTCTGTTGAGGTAGCCACACATCTGGCCGAACAGCATCTGCGACA
CATCTCTTGACTACTGAGAATTATGGAGACCGTATTATGACACACATGAATAACAGCAAG
GCACAGGANAGTTGGGGGTCAAGGGGTCACCTCATGAGTAAACGTGAGGCAGAATTTCTG
CAGATTGCATCTAAGTACTAACCATGCCCCTACCGCCTCACTTGCCCTGACCGTAAGAGG
TTTTGAAACCANAANACAAAGACGCANGCTNAAAGGTACAAACCATTTGGTAACACTAAA
ACNTTTACT
>BJ532447 ID   BJ532447   standard; mRNA; EST; 204 BP.
TGCTGATATTTAATGTAGCACAGCAGAGTCTGAGATCATGTTGATGCTGTAGGACAACCA
TCAGTAAGACTTCCTGGTCTGTGAGGCGGCGTCCTGCGAGCTGCATCTGTGTTCAGGCAG
TCTTACTGATGCTGTAGGACTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTC
TCTCTCTCTCTCTCTCTCTCTCTC
>BJ532456 ID   BJ532456   standard; mRNA; EST; 195 BP.
CACCACCCTGCCAGCCTGGNANANCNCTGCCANCTCNGGGCTCAACACCCGCCTCTGAAC
TCCTCGGTCGGNCTGCATNGCNATGGNNNATCCTCACAAAGCCTCAGGGTGCCTATAGGT
GCGCACATGTACTCNGAACACCCATTTCCTGTTTCANCTTCCCTCGCACTATTACGATTN
CCCACTACCTCCANA
>BJ532566 ID   BJ532566   standard; mRNA; EST; 479 BP.
TTTTTTATTGTTTTTATTTTTTTGCTCATTTTTAAATTATTTATATTATCTACAAAGTAA
AAGTTTTAACTTAAAAGTTACTTATGGGTCAGATGAGAAGTGGGATCACCTCAGCCTTTA



GAATTTCTTATTTTTGTCATAAATAAGGTTTCTCCGTTTCCACTTGGCTGCTGAAGTCTG
TTTCTTTCACATGGAGTTCCAGGTCACTTTTAGTTTGGTTAGAAACTGGTGGTGTGGTCT
GGAAACAAACGCAGCATGTAGCAGCAGCGGCGGCGGCAGCAGCAGCAGCAAACAGTAGGA
TTAATACTGTCTAAAAGTCGCAATATTTCCTTTTCTTCAAATCAAGGTGCAGACTAAATA
CTAATTCCAGTTAAATCCTCTTTACTCTGGATGTTCTCTCTCTTTTCCATCTTACGTGGC
AAACAGAAAAGCTGCATTCTGTGGCCCTGACCGTGTGTGTGTGTGGGGGGGGGGGGGGC
>BJ532627 ID   BJ532627   standard; mRNA; EST; 321 BP.
ACTCTCTTTGGGTGGGGTCCAACTGCTGGCCCACGGGACAGTTCCAGGGGTCCGAGTACG
CCAGCAGGCTGAAGGCATCCTGTAACATCTTCTTGTGCGTGGCGTTCTTGCCGTACTCGC
GACAGAGCTGCTCGCTGAGCGCCTGCAGCTCCCGTCCGAACTGGATCATCCGCTCCGTGG
CCGCCTGGTTCCCGCCACACAGCTGTCTGCTGTTGACGCAGCCGTCGTCTGTGACCCCGT
TGCCGATGCTGTTGTCGTTCATCTGCAGGATCTCTTCGTGTTTGTACGTGCCGTTCGTGA
TCCGGGCCGATGACCCGTCCA
>BJ532631 ID   BJ532631   standard; mRNA; EST; 679 BP.
CACTTTGTGGAAGACATGTAAATATTACAGATAAGTCTACTAGTGTTGAAAAAGGATGAA
ATAAATACAAACAGAACTTGAAATCCCATAGGGATATATAAAAACATAGTTTTCTTTTAA
AAGTCTCCATTTAGCAAAAAGAAAAAAAAACATTTTCAGTACTAAGCATAAATACAAACA
AGTTTCTAAAATCTATGCCCTATAGATTACCTGGTTATTATAGCTAACATACATAATTAA
AATCATACAAGATCATTTTTTATGACGTACAAAATAGGCAATTTTGTTTGTTATTGTGAC
CGTTAATGCTAACAGTTGGAAATTCGGATGCATCATGAAACAAACCATTCTGCAGCATAG
CTTCTCAAATCCTGAGTAAGGTTGAGTCGGAACTTAAACGTGGGGCTACGATCCGCTGTA
AAGCCACCTTTTTACCATAACTATCGGCTTCATATGTTGTAGTTGCTTGAGCACAAGATC
AGCACCGTCTGAAAGGGATTTATCTATGACTATTTTGACATTGTTTCCGGATTTTAGATG
CAGGGGGTTTTTAAAATCGACGGGATTCTCACCGCCCCTGATCTCATCAGAAGTTTTACT
TTTAGCTGAGGCTTTCGCTCTGTGAGTTTGCTGCCGTTTACACGGCACCTCAAAGCTGGG
CTTCTCATTTAACTTCCGT
>BJ532690 ID   BJ532690   standard; mRNA; EST; 287 BP.
GGAAGGTATAAAAATGAGCGTGCCTGTAGTCAGAAATGAAACTATTGCCCACAGTGGAGA
AGCAAATTGTCTGAACAAAACAAAAACATTGAAGAGAAGAAAAAAAAAAAAAAANTTGGC
NCNTCATTTAATTAACAGGGCAAATNTGACTACCCCCCCCAAACNGACNGATNATGGGCC
AAAGCGTNTTCCTNTGTCCNCNTCCAAAANAAAGNGGCAAANTCNGGNCNCCTGGAGGNG
ACAAAGGGATGCTGGGANTCTGCNCCCCCNCNGGTCANCCNGGGNGA
>BJ532714 ID   BJ532714   standard; mRNA; EST; 593 BP.
TACCAATAAACAACAAGAAAATCCAGAAAAAAAAGATTTGTAGAGCAAAGCTCTGTATGT
ACAGCATATTGCACTACATAACAAATGTTCTTTACTTCCATATCATATCAACAACCAAAA
TATATATATTTATATATATAAACACGCAAAAATGAGTGCACAGTAAAGTCTTGAGAACAC
ACAGCCAATGTTTACAAAAATGCTACATTTTCGCTGGGTCTCATTTCTTGGTATAACAGA
GAGTGTGTGATAATCAAGACTTCATTGAAACTGAGCAGTTAAAGGCATATTCAAGGGTTT
TAAGCAAAAAATGTACAGGAAAATGTAAAAAAACAAAACAAAAAAACATTGCAGGACTTA
AAAGGCTACATATTAACCAAATCATGTTTTATTTGGGTTTGCCTGACCTTGTGAATACAT
TAGGAATGTTCCAAGTTAAACAAATTGCTGTCTATCTCATGGTTTTAAAAATGATCCTGC
AAGATCATAGAACAAGATTTTACAACTGTGAAGTGTCCATAAAAGTAGACAGTTTCTCTT
CACAAAATACAATCTAAAAAAAGTAAGAAAGTCAATAAAAATTAGAAATTGAC
>BJ532716 ID   BJ532716   standard; mRNA; EST; 606 BP.
AAACGCGAGCCTTCACAATCTTTGCATTTACGTAAGCAGAAGCCATGCCTACGGTAAAAC
ACCTTCACCTGCGGCCGTGCTTTACCAAGCGCACACATTTTTAACTTTACGCTCATCTGT
ACTTCGTGTTCCTGGTAGGGAACGTCACTGAAGTCACGATCCTCACAAGCATTCTGAAAA
TATATATTAAAAAAATAAACCACAAGTTTAATGTTGTCATTTAAACCCTAAGGTTATGGA
GGGCTATTGCGCCTCACCTCAAGGATTTTATTGCCAATTCTACACAAGGGTGGTTTGGTT
TCTATCTCTGATGCTTTCCAGTTGAAGCTCTGCGGACTCTGCACCCTGAAAACAGAGTCT
CTGATCTATTTTTCAACAAGATATATCATAAAAACCAAGAATTATAAACACCTCANATGG
TCAGATAAAAAAAAAGAAAGAAATTCTTGGTGCATTTACAGCATCTTTTTTGGTTTTACA
TTTGCTCCATTGTCTTTACTTTATGCTGGTTTGGTTGTAAAAAGAAAATAAAAAAAAAAA
TCACTGATNAGGTTGGAAGGGGGGGGCACCTACCCAAAAAAATGCNCTGAAATGCCGGGG
TTTATT
>BJ532726 ID   BJ532726   standard; mRNA; EST; 236 BP.
ACCTCCGCACNTTGTTGANACACAGAGTTGNTTTTTTTCTTTTTTTTTCCAGNGNCTGCT
GAAAAACTCTGAGCACAATGTCCGTCACAGAAATGNCTGCAACCNGCTAACAGNATCANA
AGTGTTTTTTTTTTCTCAATACATCAGGNTATGGATCCNGNTCAAAGCACACACCANTTC
TGCAACGGCNNAGCCCCATTACNTTTAAAAAAAAAAAAAAAAAAAAAAAAANNGGG
>BJ532730 ID   BJ532730   standard; mRNA; EST; 565 BP.
TTTTCCGATTTATTGTAATGTACAGTTTACATTGCCATGACACGAATGTGACCACAACTT
CAAATGGGATCGCAGAATGAAAAATATTAGAACAGCCATATAAACAATAAAAGAGGACAC
CGGATTCCTCTTCTTTATGATGCTGTACATATGGGATCAATAAAATATGCACCATAATAC



AGATATCAAGCCAGTGATATAAAACTGCACAACCAGTATTTACCGTGAAAATTAAGGAAT
CCATTTCAAGAACATTATTTTCACATCTTATCTTACATATTTGACACAAAATGTGTTTTT
TTTTTTTATTCNCAAATAACACTTTTNAAATGACNTCANTGTAAACGGTTATNCCANGGG
CAAATGGGATTCCGGTACTGCCGTCTACCANCTAANAAAACTAAAAGTTNTTTGATCTTT
CCAAGTCNCTTCNCTGTAAAAAAATAAAAGGGGGCCTTCANCTCGATAAATTCTGCTNCA
TATNACTTTTCTCAATTCAAATGCCNCCNCTCCCNGGCAATNTCAAAAAAAATGAATTTG
NGATCTAAANCTTTTTTTTTTTNAA
>BJ532732 ID   BJ532732   standard; mRNA; EST; 344 BP.
CTCTCTTCCTTTTTTATCTTCCACCACCACCCCTAATATCCCCCCCCCCCCACACACACA
CACACACTTACCCTAATTGTANCANNTAAAAANTANTAAAACAAACAAAANTGGGTTTNT
ACAAATCTNCCCTCTGGTTGTTCTGAAGTTCTNTANCCTCTTTTTGTGAAAGTAAAACGT
GTCCNACACAAAAGGCCTTCACCTCNAATCTNTTTGCTCANTTNTTGGACANAACAANTT
AAAAAAAAAANAAANAAAGNCCCNTTTAANTAAAATGTCTTCTACNCCAAATCGGCTTCA
NNCCCNTCTTGAAAACATACAAAGTTTTGNGACAACTTCTNTCC
>BJ532758 ID   BJ532758   standard; mRNA; EST; 747 BP.
CTTTATTTACAAAATACTGAGAACCAGCAATGGAGGGAGAGGAAGCATGACAAAAATTTT
CCTTCTTTTAATTGCTATTGAACAGCAGCTAAAGGCATTTGGTTGGCTTTTCTCCATTTG
GCTTGGTAACTGCGGCGCAGATCTCAGAGACAATAGTTTCTTTGGTGCAATGATCTTCGC
CACAGCATGCTGTGCTTCATCTGGCGTGTGTTGATCATCGTTTGGTTTTCGTGCAGAGGC
AGTCTGAGCCAGTCTACTTCCTGCGGCGGGCAGCAGCTCCCTTCTTGCTGCTCATACTTC
TGCCTCTTCAGTCTCTCCATGTGCTCGAACTTCTCAGACTCCAGCTGGCGCATCCATTCA
TACAGCTCAGTAATCTTATCCTTCAGCTTGTCTTCACTCANATGGTCGATGTTGAGCTGC
TTGCGTCTGGCAGCGAGGATCTTCTTCTTCTTCTCTCTCTCAGTCTCTTTCTTTCCTCCT
CTCTTCTGGTCAGCCTTCTGCAGGTGGCTGCTGTAGGTGGAGCTGGTCATAGCAGACTTC
TTCTTGGCATCCTCCTCAGCCTTCTTCTTGGCATCCGACTCCTCCTTGATACGCCTCTCC
TCCTCACGTCTGGCCTGGCGCTCCTTGTCCTTCTCAGCACGGATCCNCTGCTGCTCCGCC
CTCTCANCGCGACGCTTTTCAATCCTCTCCTTCAGTGCAATCAGCTCTTCCTCCTCCTTC
TTCCTGCACTCGAAGTGAGCATCGATC
>BJ532819 ID   BJ532819   standard; mRNA; EST; 420 BP.
CCTTTTAGGAATCTTCTCCACAGGGATTCCCATCTGCACAGCCACTCAAAACGGATCTCA
GCTGTGAACACAGTTAAGGTTTTCTGGGGTCAAAATCACTCCAAATCAGTGGCTGGATAG
GAGGAACACCAGGGAGAACCGTTCTCATTCTAAGGTACTCCAATGTCTCTTCTCATAAAC
ACTCTCTTCTTTAAAATAATTAACAAAAACACACATACTTCTTTGCATATTAAGAGTTAA
CCTGTTACTTCTATCACACACTAATTTGGGGTTCTGTTGATTGGAAAAAAAAAAAAGTTA
CAGCAAATTGACTTTTAAANACNAACTGTGAGCTGCTTANCTNAAAAAGCAAATNATTCA
NTGTTTCAAAGGCTAAAATAATCAGGGTTATTGTTAAAAGGCACTGTTCAAACCTGTNAA
>BJ532876 ID   BJ532876   standard; mRNA; EST; 198 BP.
GGCAATAGTTATGTAAATCANTAAATTGATAACTGATTGAACCCCTGTATCAGGAGCTCT
TGCAATGAAAACAAACAAGCCCTCACTTCTGACACANAATAAACAGCACATGCAGTTNAT
TACAGTTTCTTAAAAAAAAAAAAAAAAAAGCAAATCNCCTTTAANTCTNAAANACNTAAA
AAAGNCTTTTTGGGTNCT
>BJ532877 ID   BJ532877   standard; mRNA; EST; 418 BP.
CTGACTTTTATTTCTACAGGATGATAAATATTGCAGCATTAAAAAAAATTTAAGAACAAA
AATATTTTTTTTTCTTTTTCTTTACATTTTGAATTCAGTTTTCACATTTTTCAGATGCTT
TATGAAGCAGCATCCTCTATGTACAGGGAAAGACAAAACAGCATCAGGAAATGTTTGTGA
GCAACTGACTGAAAATGACTCCNATATTTTTCCATCAACTGATCAGTGGAAAATTGCTTC
CAATAGTAATAAATGTGAACCCGTTCTCTCACAGGACAAACAAGCGGCAGGGCGCTCTGC
AGATTTTCTGTCTACTGCTTCCCTCTNGTGGAGGAAAAGGATAACAACAGTTTTTACATT
TTAAACAGGAGCTGCAGGCATTTTAAAAACTGACTAACGCTAAAAAAAAAAAAAANTT
>BJ532883 ID   BJ532883   standard; mRNA; EST; 254 BP.
TCAGTATATCACAGCAGTTTATTTAGAAATACAGTAAATTCCAAATATAAGTTACACTAA
AGTAACAATGCAAACAGCCTTGTCAAATACACAAAACTGACAAAAGAAAGATGAACATGA
CTGGAACACAAAAGGAGAAGAGAACCCACCTTTCCCTCCCAGCGCTCCGGATTAAATCCT
CAACTACCGGACAAAAACCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCT
CTCTCTCTCTNTCT
>BJ532884 ID   BJ532884   standard; mRNA; EST; 349 BP.
GTATTTGCNNAAAAACTATACCCTCACCCATTCGATATGGCAGTTTCTTTTTATATAATG
CATATGAAATTGTCTAACATTTACCATAAAAGAAGAAAAAAAAATGCATGAGTTTGCCTT
TTTTTTTGTGTTTTCTCTTTTTAAAAATCGTTTGTCAAATGGCANACCGTGACAACNTTG
GAATGTTTGCTCGTANATCATGAGGTAAAAAATACGTCTCTTTAATTTGCTTTAAAAAAT
ACTTAAATACAGCAAGTCTCTGTACGTTTGTCTAATCGCCAATATTTCAGTCAAAAAAAA
AAAAAAAAAAANTNCNNTTTTTNNNGGAAAAAAANNTTNCNAAAAANNC
>BJ532911 ID   BJ532911   standard; mRNA; EST; 635 BP.
CTTTTTTTTGGTTGTTTTGCAGTTTTTCCTCAAAAACAACAAATATTTAACAAACGTTGC



TCAAATGTGCATGCACTGTCTGTAACTATTCAAAAAGAAAAGCAATATGACAATATGGCT
GCTTAGCACGTGGAGTAGAAAAAATAAATGGATTTTATGCCTTTACATTTTCCCCACGCC
CTAACAAAACAAACAAAAAAACATTACCAAAGACAAAAACAGTCAATGAATTATGGCTCC
GTATCGACAACACGAGTGTTCTGCAAAAGAGGCATGCCAAAAGAACGTCCATGACAGTGC
AAATACATTAATGGATGTCTCTTGTACAAAACATTTAGCATTCCACGCAACATGCTAGTT
CTCAGAAAAAAATCTGGGTCAAGTAGCAGCTCTGAGATTTAGCTTGTGTCTTTTTCTTGA
GGATGGGGAGAAAGAAAAGTTTCAAACTACAGGAAATCTATCACTTGCACAGAATAGAAN
AGAAGCATGGAAAAAAATAACACTCCTTTTTTTTAATCTCTTTTTGCACTCGCTAGAGAA
AAAGAGTTTTGAAGAACTGGAGTTGTGACTGAATTACTATGCATTTACNATAAGTTACCA
TTGGTGACACCACAGGACAGAAGTGTTAAACACTC
>BJ532912 ID   BJ532912   standard; mRNA; EST; 339 BP.
AAAATAAAAANTTACTTTACAGNCANTTTTNTTACCTGGAGNTTAANTGAATAAAAATAA
AANTCANCCTTTAGGNGGCAAAANCCTGAANCCANCCNCTGAACACAAATCCAAATAAAC
TTTTTCAAAAGGCTAATTTTATTCAAATATGCCNANAAAACATGTAGGGNATCCTTTTCA
AAGTANCAANTTACNTAATTNTAAAATAANTTTTAANTTAAAAAACTGGACAAAANTGCN
TTAAAAGGNGATGTAAACAANCNCTTGAAANACNCAANCGGCAAAACAAAAGGNGNGATT
CTTTGCCCTGAAAGGAACAACAACTCCGGNATCCTTCNC
>BJ532959 ID   BJ532959   standard; mRNA; EST; 599 BP.
CAGTGTAAGGTTAGGAAGTGCAAACTGTAAACAAGTTCGTGGATGTGCTGAATGAGACCA
GTGCTGGGAGGCCCTCATGAAAGATCAGAAAAACATTTTTAAAGAGAAACGCATCTGGAA
TGAAACTCCTCGCTGTTTCCCTCTCTTCATTTTGACAAATACGGACTTACTATGGCTGGC
TACATTTTTTTAAAGCCAAATAATTGCATAGAGTTAGAAAAGATTGGCCACAGTGGCTGT
ATGGCGGGGGAGTGGTTAGCACTCTCAGCAGGATGGTTCAAATCCCAGCTGGGTTCTTTG
TGTGGAGTTTGCATCTTCTCCTTTCCTTTTCCTAAATCATGCCTCATGGGTTATTTGGCA
TCTCTAGATTGTACCTAGGTGTGAATGCGAGTGGAACTGGACTGCTCAAACCTGAATCAA
ATTATGCATTAGATAGTAAAGAACACACCANACACAGTTTCTGATTTGTGAAAATGAGGA
AGGGAGAGACACCAACGACNGAGGAAGAGAAGGGTGACACTGAANAAGGAAGAGATAAAC
ATTAATATGTCAGGGTCCAGAAAGAGAAATGTGGAGAGAGTTTGGCGTGGACACAGAGA
>BJ532991 ID   BJ532991   standard; mRNA; EST; 617 BP.
TTATGAAAGGTAAAATATACAGTTGATATATTTCATATAATTTAGATGCTTTTAACTGGG
AGGGATGCAGACCCAATGAGAAGCTGTTGTGGTTCGGCTGAGGGGGCGGGGCTAACTGGA
ATGTTTACAGTGCGAAGGTAACAAACAGGATGAACAGTATTGAGAACATTTACATTCTTC
AACTGGACAATATTTAGAAGTAAAAAAAACAAGGATGGGGAGGGGGTGCAGAGGTACGCA
GCGATGATGTCTGGATGTTAGCCGGGGGGGTCAGTGGCAGCCCTGCTTTCTGGAACAGCG
GTCTGGGTTTAGCTGAAGCAGGCGTGAAGCACGGGGGCGTCTCGTTTATTGCACAACAGT
TACACCCTGAGCCTTTTGGAAAAAGGGGAAAGTCAACAGCAGCGTTCTGGCAAAAGCCCC
ACAAAAAAAAAAGTCCTGCACAGGAAAGGANACGGGGGCNCACAACAGCTTTTGTTACCG
TTTAGCTGAAATCAAANACNAGCAAAATATGTGGTTAGATGGAGGATCANCCGTACTTTT
GCCAAAAACATTTAAAGACGGTAAAGANAACAAAACAACCNTTGTCCATAATAAAAACAA
CCAAAAAAAAGGAAACT
>BJ533002 ID   BJ533002   standard; mRNA; EST; 730 BP.
TTTATTTAATTACTGTTGTCAATGACAAAATTATTTTAATTACAGACAATTAAAAGCAGT
ATGAAACAAAGAATTGTTTAGGAAGTTTTCTAAACTTAAAACTTGCTGTGTAGAACAGAC
AATTCTTAAACAGAAGTAAATGGACTAAGTTCTGGAGACTGCTCGCAGAGGTCACGGCTC
ATCTTTGGCAGCTGCTGCTAATTGTTGGAGCTTCTGTGGGAGGGTAAAGACCACAAAATT
AACTCTGTTTTCTTTCAGCTTCTGTTTCACAGCCTGGACCAGACCCAGCTCCATGTACTC
CTGCTTCTTCCAGTCGTACTGAGGCCAGCTGACTAGACCTGGACCATTGGGTGACCTTGT
TCGAACAAAATTGGCCCAATATGACATCATGGTTCGACAAACTCGTTCATCCTCTTCAGT
GACGTTTCCTGTGATTTTTATATTTCCATCCCAGAAACATCCACCAAACACGAAGCCGAC
GTCGTCTGCATGATCCGCCCTCACAAAGCTGGGCCTTTTGTCTTTGTGCACGTCTGCGCT
GTACGCAAACTCGTACAGGCAGTTTGTCTCCTTTTGTTGCCTCAGCTGGAGTGTACACAT
TCAGATACAGGCAGTCCTCTGACATCTCTGGGGGGGGTAAATGTCACGGACATGGCCTGA
GCAACAATGACNACCAGTTGTGGGTCTTGGATGCACATGGCTGGCTGGGNGTGTGCAGTT
CTTCTCGCCC
>BJ533003 ID   BJ533003   standard; mRNA; EST; 524 BP.
AATCACATTATTTGGAATCATGCATAACAAGGCANAACAGGTGGTGCCTTTGCATTAGAA
AACATGAATGTCANAAGACGTGGAACATGANAAATTCTAAAAGTTAGCANCTCACATTAG
CCCTGTCTTTTAACAAACTGGTCAAGTATAAGATAAAAAAAAACTACGTTTAAGCTACAT
TTAAGAGTTCTGAATCTTAGATNCNACNACGAAACTACNAAATTATTTTGCTACTTGTCT
ACTTTTTTGTTCTCTATAAAGACGGCGACGCTCTGTGAAACTATTAACACTCGAGAGAAA
TCCNGCNGCACATGTGGTGCANCAGGTTCCATACTTACATGTGAAAACNAACGTGTTCAT
TGCTGTGATGTTCCAGAATAAATATATCATTAGCANCATTTAATAAGGCACACTGTGAAA
AGTTTTACCAAGACGAGAGGTTCACATTCAGCAGCAGTTCTTCTCTTTTGTTCAGTTTTC
TTGGAGGAAAAAAAAGGAATACTATTACCAACTTTAGCTACGTG



>BJ533099 ID   BJ533099   standard; mRNA; EST; 106 BP.
TTGCACTGGCTGGCCTCTCTNCANGGACACCCTGGTGTGAGTCTTGGCNATATGGTCAGN
AGACTCCTGGTACGGANACTTTGTGAACACAGTCTCCTTCCATAGA
>BJ533109 ID   BJ533109   standard; mRNA; EST; 519 BP.
TTTATCAAGAGCGCTAGCATTTAACTTGATATTAAACAGCAAAAGAAGAAAATATCAGGA
TAAGTGCACATTTGAAACGTTACAAATCATTTCTCAGACAAATAATGACATCATTATATA
CACATTATTCCACCTTCCTCTTCCTCCATTTGTATCCCCAAACAATATAAAGCAAGTCCA
TACTGTAGCTGTTCTATTGACAACACAGAGGTCGTTTGCACTTCTTGATGCTAAAACAGG
AAAATAAAAAGAAAAAACCATGTTAGTGAAACTGAAACAGACTCCTGTCATGAAAACTGA
ATGGAAAAAAGCAAAAAAGAAGATATTGTTTTATGATTATTACTCAGGTTATATGTTGGT
TTCTGCCTAGTTTTGTAAAAGTTAAAAGTTCCCCATGATTCTTTGATGCTGAGGTGATCA
CCTTCTTTCCCAAAGTGTTACCAAAGTTTCCCCTTTAAGTCAAAAAAATAAGAAAAACAT
TGACTTAATCAAATGTTTTCCTTTGTTGAAGAGTCCTAA
>BJ533110 ID   BJ533110   standard; mRNA; EST; 624 BP.
CTCTTGACTAGTATTTCGTACTTCTTATTTTAATATGTAGCAGGAAAAGTGCTAAATATA
TAAAGTTGGATTCGAAATTGATCCAAATGTTGGTTAAATGCCATGAAAAGTCGTCTGACA
CATGACTGACAGCTGTGGTTTTAACTCATGAAGTCGTACAAATGCATGGATGGGAGAAGC
AGCAGTGAAACGGCGGCTGTGGTCCACCTGAACCAGACTTGTGCTGCAGTGTGAGGACAC
GTGATGAAACATGAGAGAGGTCAGTGAGCTGCTGCAGAAAATGCACTCAGAGTAAGAAGG
ATCCTGCAGCATTACCAAACAACTGTTTTGTTCAGACAAAAGCGCTCAGCGCTAAGTCAC
GTCATGAGTGCAGTCTTTTTTTATCAACAATGACNGTGTTTTTACCAAGACTTCTGAGAC
TTCCACAACAGTCATACTTTTAGCTTGTGCTAAATTAATAGAAACCAAAAGCAGCTGCTT
TTTTCATTTAACCACACAGTTATTGGTCACTTCTGCATATTTTCTTTACGGTTCAAAGGC
TCAACATCAATTACTAGTTTAGGATATTGCCCAGGGGACACAAACATGTATGTAATAACA
TGCATGTAACTTAAGAACACCTAC
>BJ533117 ID   BJ533117   standard; mRNA; EST; 176 BP.
AGAGCTGCACCCCCCCCCCCTCCANTGAAANAACCCCCAAGCNTTTTCTTTAAATCTGAA
ATAAAAACNCTCANATCAAANACAGACCCCCCACCCCCCACACACACNTACACACACAGA
CTTGCAACANTTTTAAAATCTAAACAGGGATTTCGGGGGGGGGGGGGGGGGGGATC
>BJ533140 ID   BJ533140   standard; mRNA; EST; 352 BP.
GGTTTATTAGTAGTGTTGAATTCAGATGAGACATTTTCAGCTTTTTTTCTAACATGTTTG
ACCCAAAAAACATCCAGAAAAGAGGAGTCTGACTTTGACAGAACTCAGCAAATTGGAAAA
CATGAAACGTAAAACAGGTTTTTGTTCCGTTTCATGTTTTCCTCTTAAGGTGTTGCAGTT
CTCACGTTTCAGCCACGAGGAGTCAGGAAACCAAACCGCTGACAAACCAGTTTGTTCCAC
AAAAGATTAAGAATAAAGTCGAGAAGACAAAAACTGGATAGGAACAAAACCGATTGTGTA
AAAGGGGGGGGGGGGGGGGGGGGGNTTNAAAAAAAANNTNGGGGNCCCCNNT
>BJ533153 ID   BJ533153   standard; mRNA; EST; 393 BP.
GTTTATTTTTTTATCACAATTAAGCCCNAAACACAGCATCTATTGTCATGAAAGGCAGTA
AATATGCATCANTATTACAATTTGACCATCTTTCACAGCTGATATATATTTGTTTCAATA
TAAAACAATAATAAATGCAAAGAANAAAAACAAATGCCACANGANAATTTAACTTTTGAT
CTTTTTCAGTTTGATGTCACTAACTGGGAGGTTTAAAAGGAGAGGCAGGTGATTGTCAGT
CCTGTAGGAGCGTATTTCACTTCAAACAGTGCGTTCAAGTCCGAAGAGCCTGAGTAGTGC
CTCANTATGGAAGTGGAGCTGCTTTCCNAAGGTCCAGAAGTGATAAAAGATCAGTCCGTG
AGTGAGAATGCCCCTCANCATTGAGGACAGTCC
>BJ533187 ID   BJ533187   standard; mRNA; EST; 135 BP.
TTAAANNACCAGGTTTTCTGAAACAAAAAANTGATCTGGATTCAANCCTTTTCTGAGGAA
CNTGGAAAAACTGGTTNCTTAANCCCTTTTGTTCTNCCNGTTCAGGGTNGTNGTTTTTCT
NAAGGGGGNAAGGCC
>BJ533190 ID   BJ533190   standard; mRNA; EST; 459 BP.
ATTTTGCCAATGCAGAACATGAAATTATTGCAAAAAACATCTACNAAGTATTAAGTAGAA
ACTTAAATACAAGAAGGAAACTGTTCTGAATAGACAATGGAAAAGGTTTTTAATCTAACC
TCTAATGTGTTCTTATAAAGTAGATCAGAAAGCAGAATAAAAAGAAAATAATTTCAGTAG
CAACTTAAACTACTTTAAGTTCACAAAGTTAGTGGAATAAAGCGATTGCTCAAACAGCTG
TTATTACAGGACATACAGCTCCAACAGGTAGTCTTTGGGAACAATCCCTATTGCTCCATT
TTTCTCTCCGACCCACCAGCCAAAGTTGCTGTACTCCTTGCTCAAGATGTAGATGGTTTC
TCCACGCTTGAAGGACAGCTCGTCCGCCTGGTCTCCGTCACAGTCCCACAACCCTTGGTA
GTAGTTCTGGTAGTTGGTGCTCTTATCAACTGGAGCAGG
>BJ533194 ID   BJ533194   standard; mRNA; EST; 495 BP.
CTCTTAAATCTGTGTAGAAAAAGAAACAAAGAGAAATAGACATTCTCTTCTCTTTCAGCC
AGTCATTTTTCCTGGTTTCTCAGTATGTATTCATAACAGGAAAAATCTTACAACAGCATG
TACAAAAGAGAAAAAAAAAATCAAAATGAAACCTCAGCCTAACATCATTTCAACAGAAAT
GTAANACTTGGAAGGCTATGAATTATTTATACATTTCAAAAAATATTGACCGTCAATATA
ACGAACAAAAAAAAAGAAACTTAAAAAAAAAAGTAAAAAAAGNGAAAAACCAAAGCGTTC
ATGTTCTTATTGACGGCNCTAACGGGNGTTTCAGNGGTAANTGAGGCAAAAATCAAACCA



CAAACNCTGAANTACCCNCCCAAACCCCAGGAAAGGNCTGCTATNTTNAACTCAAAATTC
CNCACCCAACANCTGTTGNGTTAAAACNTGAAGGCNCATTACNGGAACTGGAACTGCAGT
AAACAAACCTCANCT
>BJ533218 ID   BJ533218   standard; mRNA; EST; 412 BP.
ATATACTTTTTGATTACAAAATGCTTCTATATATATATTACAGAACAAAAATACAGATAT
ATATATACACAGAATGGGTTCACCATGGAAGTCCATTATTTTCCTTTTTCTGTCCATTTT
GTCCCGCTTCATTATTCATGTTCCGGGGTAGAGTTGTGGACATTTGAACAGAAAAAAAAG
CTAATTTTATAGTTAAAAACGAGGTTTCTGCACCCAACACCAACAAAAATGTACATTAAA
AATACGACACTTTACATTTTTCTTCCAATAGACCACAAATAAAGATTTAGATATACAAAA
AATACATTAAAAAAAGGAAATACGAATGTAAATTAGATGCTAGTCTATTTGGGAAGATGA
GGAGATCCCCACCTTAAGAAAAAAAAAAAAGCTAAAAGTTTAACNCTGGCNC
>BJ533272 ID   BJ533272   standard; mRNA; EST; 690 BP.
AAAAATTCTAACAGAGAGTTTAGATCATAGTTATCCAGAATCTCCAACAGAGATGACACC
TTTGTTTTCACATTCTGGCCTTTGAACTTGAATTTATCAATGAAGAGGTCAGTGATCATT
CCATAAAGCCTCTCCAGATGTGCTGGCTGCTTCTTGTATTCCTCCAGAAGACTGGCAGAT
TCATCCAAGATGCTTCGATACTCTGGTATGAGAAAACTGGCGTTTCCCTCATGAACCTGA
AGCTCATAATCAGCAAAGGATCAAGTCCGTTTTTCCTCCACTGTAGTTGCAGATGTACTG
CAGTTCTCGGCTGTCAGTGACATCTGAAATGAATCTTTCCTTCATGTGTGCAGATGAACA
CAACAGCCTGCTTACTCTCAGAGCATCAACAAGCTGGACCTTTTTAGCCAACAGCAGCTG
GTACTCCAACTTTGGATGAATCATTCTGAGAGTGTGGCTCACCGAGTCATCATTGATATC
ATAAGAAATGTTGAGATTGATTTTCTTTTTGGTTGCTTCTTTAGAGAGAACATCACTTAG
AATAGAAATAGTAGAGATGTTGTCGGACTGGAAGTGACCTTCGCCTTTGCAGTAGGTGGC
TTCAAGCTGTGTGCCCAGAAAAGTATTGCGAAAATAGAAAGTGATGTCGTCTTCAGCANG
TGTTTTTTCTGGCACCTCTGGCAAACAGAA
>BJ533291 ID   BJ533291   standard; mRNA; EST; 741 BP.
AACTGTGTGTGTGTTTGTGTGTCCTCTCCCCCCCAACCTCCCGCTTATTCTCCCTATGAT
AGCCCTGCCTGCAGCGGGAGGCTTAGCCCCCCCTCAGTTAAAGAGGAACCAGATGTTTGG
TGTCATCCCACATCAAAATGTTCAGACACAGACTTGTCACGTTGCGGAAGCACTGACTTT
TTAATCAGCTGCCAAATTTGTGCCACATCAAGCTGCATGAAAGCACAGGTGAAGGTGTTA
TCAGTTATGGGTGAAGTCAGACAAATCCTCTTCTTTTTGTAACGAGAAAGTGGTGCCCCA
GAGAGAAAGTAAACACAAGGAAACCCAGGAAGTGTTTGCCTCATGATAGCAGAACCTGAT
GGGAACTCAGAGGCCCTTCACTAGGAAGACCAAAGGGGGCCTCAGACATGAGGTTAAGCT
GAGTTCCTTGGTGAAAAATGTATTCAGGGAGGCAAAACCAAGATAAGACATTAATAAATG
CACAGAGCTCTACTTTGAATCATCTGGGAGTGGATTTTGCACGCTCTTTAGTCCGATTAA
ATGTTGGGAAGATGAGGGGCATTGCTGATGACAACCTGGCAACCTATTAAAGCCCCATTC
CACTGAAAATCATATTTTTTCAACCAATTCTTGTAACATTTTTCTCATGGTGGAGGACAT
ATATTAAGAAATTATAGATTGAGAATGTTGCATTGTAACGAACACCACAGAAATAACTGC
AAAGCCTCACTTACTAATGNC
>BJ533332 ID   BJ533332   standard; mRNA; EST; 192 BP.
TTTCTCTTTTTTTGNNANATAGAGCCGTTATTTCCACTNNTGAAGAGNGAAGGAAGTGAA
TATTTTANTATGCTGTGANNACAGAAGATGAAACACAAACAGTTCNTATTTGGAGATGAA
CATTACANCCTCTGTAATCGAAAGGAAAATACAAATCCTACCAGCTTCTTTGTTTGTTCA
TCCCCCCCCCCC
>BJ533360 ID   BJ533360   standard; mRNA; EST; 499 BP.
TTTATTTGGGACGTTCGGCACAGCTGCAGGCGTTTTCATTATTGCAGGAAGTTTAAAATA
AGTTCCCGTCTGAAGTCTTGAGTCATAACAGCTGATCCTTTTACAATCCAACAAAAAAAA
AACATGAAGTCTTTCGGAATACNTTCACAAAAGCGGCAATNTCTTTTTGTGTGGAATGTA
AATCATGAAGTGAAAATCANAGGAGCATCCCAGNGTGACGCACCAAANAACATCTAGNGT
TTTGGCCTGTTCTGATGTCAAACTGCAGCTCAGGGAAGCTGTGGGATGAANAAAAACACA
CACAAAAAACAACTTTCCTTATGTTGNGCATCCTTAATGAAAAGATTCANGTTTTAAAAA
ATACAAAAAAACAAATCATTGAAGTGTCTATAAACTGTTAAAACAACAAAANANATTTTT
TCCCCACAACTTTTGGAANAAAGAAGGAAAAAAAAGAGAGAGGAATCTGTGAGGAAACCA
AAACTGTCCACANAGGCNC
>BJ533388 ID   BJ533388   standard; mRNA; EST; 155 BP.
CTCCGCCCANCAGTTAACCTACCNNAAAACCATTCGATCTTAAAAAAAAAAAAATTTAAA
ACAAAATTAAANCCNTTGGTAAAAAACANTTTGGANTNTTTAAAAAAAAAGGTNGNAANA
NTTTCANTCACNTCAAAAAANAAGGGTAAAATNTT
>BJ533444 ID   BJ533444   standard; mRNA; EST; 127 BP.
GTAAAAGCTGGNGTTTGACNCTGATGAGGCCCAANAAANGTAAAATGATAGTTGATTGCC
NTGCANCTGNGTTTANCAGGACAGCNCAAGGTAATAANTANATCAANAACTTACTACCAC
AAAAGGT
>BJ533454 ID   BJ533454   standard; mRNA; EST; 713 BP.
GTTTGTGAAGGTTGTACAGTAGATGAAGGTACAACAATTTTCACGGCTGCTCTTCTAACA
TCAATTACAACACTCATTAGTTCAAATGGAATATATGGCTTCCAAATATCTACAGTGAAT



AGAACAGACGGGTTTAAAACATCAAACGTTTCAGTTCTCTGCGGCTTCACACACGTCTAC
AGAAGCAACAGATCCACCTCTTGGTCCGTAGTCGTTTATTGACGCAAATCAGAGAAAAGA
AAAAAACAAAACAAAAAAAAGGAGTTTATTGTAAAAAGAAAAACGATTAGAAAATTCCTT
TTCCTGAAAAAAAAACTCAAAACCCAAATGTCAGTGATTGCAGCATCTGAATAAAGTGAA
ACCTTTACCAGGTAACAGGTTACCAAACTAAACCACACAGCGCTTGTTAAGGCAAAATAA
CGTTTTACTACAGGAAGTCCGGGCACGAGGCTCTGGTGGTGACCTTTGTCTCACCATCCT
TTGGAAATCACCATCAATTAAATCCAGTTCACCCGAGCAGTGAGCCCTCTAAAGCTTTCA
NAGAAACAAGGTCCATTTTTTCCTCTGAATACTACTGTTGGACCCAGTGGTTTGACCGAG
ACGATCCTTCTGGAACTGGAGACTGGGAGACTCTTTCAGACCTTCTGAAGCAGTACCCCA
ATGAAATCTGCCCAAATCCAGTAGACGTTGAAGCCACAACTCTGTCTGGGACT
>BJ533481 ID   BJ533481   standard; mRNA; EST; 594 BP.
ATTTGTTAATGGAAATATGTTTGAATGTTTTACCAAACAGATTAAGGTGTTTGAAGTTTC
CTTTTCTACATTCTGATGCATAGTTCTGCCGTCAATCCAGAAAATATGCTAAACTGTTGA
TAGAGCCTCTGTCGTGTGTAAAAAGCTCAAGATTGCAAGATGATTTTAAAAGGACAAAGA
AAAAATCATAAACAGTTTGCTAACCCTACAGAGAAGTCCCTTTTGCTCCCAAAGGATATT
AATTAGTTTCGGTAATTACTAATTGTAAAAATCAATAACCAACTGAAAAAAAAAATANAT
CAAAGGCAGGCAAAAANAAAAAGCTTCCAGTACTTCTGTGGTATCTTAACTATTGCTGTA
TCTGGTATAACAAACATACAAAACACACACAATCCTGCTTTAAATATTCACAAGTTAAAC
AGTAATTACAACAAAAATATTTAAGGCGTCTTCAGTTTATGTACAATCACACACAATTAA
ACATTANCCCTTTAGGGAGAAGAACAGAGAAAGCAGAACAAGGCGGTGTTGATGCTTCAT
CAGTCGACGGCGCTCTAAAGGCCAAGCCAGGTGAAATTTCTACTTTTATAGGAT
>BJ533495 ID   BJ533495   standard; mRNA; EST; 417 BP.
AATGCATCACTTTTGTTCTCCAAAGGTACAAAATAAAAATGATACAAATAATATAATGCA
ATTGTACATTTCTTTAAAAAAAAGAGAGATAAAGGCATGAAACTATACCAAAAACAAACC
AAAATTACAGTGAGTACTTAACACATTTGGTCTCAACCAAAAATATATTCTTTGTGGTTT
TATTAAAGAACAAACTCTACAAACTCCTGAACCATTCAAAGGAGGAAAAGAAACAGCCGT
GTGGATCAGGAAACGCTTGAATTCCCTAAAACTGTTGGCTTTCTGTTTGACCAAATGGAA
CTTTTCCAACATCTTCAACTTTTTACACACCAGTACAAAAGAACCGTTTACGACTTTAGA
AAGAACGAACGAAGCCCTCCAACAGGAGAACCGGGACGGGGGGGGGGGGGGGGGGGG
>BJ533512 ID   BJ533512   standard; mRNA; EST; 199 BP.
ACATTTNTTCACATTTGTAAGCATTAAACATCTGTGAACCGAGTTAATGTGGGTTTGTAG
GTGGAAATAANTGGGANAANAAAAAAACAAAAACANAAGTGAACCTATCCAACAANGTTG
AATCTTGTGTTCTCCATTACTGGNNGAAGANATTTACATTCATTTCTTTGGTAAANATCA
TGTCANATGTAAACAGTCC
>BJ533514 ID   BJ533514   standard; mRNA; EST; 224 BP.
TTTCTTTTTTATATATATATTTATTTATTCATCTCAGTTTGGTTGCTATTTTTTAATCAT
TGTTGTTGCACTTTAGTATTTTTGTACTCAACAAAAAATAACATGAAAACAAAAAACGTT
CAAATAAAAAACAACAACTGATAAAGGAAATAAATGTATGAAACACAGTCGCAGCAGAGA
ACTGGCTCGCTGATGGAGGGAGGGATGTGGGGGAGGGAGGNGCA
>BJ533634 ID   BJ533634   standard; mRNA; EST; 108 BP.
AAAAAAAAAACAAAAAAACCTTTAGTANTTGGATGAAAGACNCAGCGACCGGATTACNAG
TTTTTTTTGTTTGTTTTTTTTTTGGGGGGGGGGGGGGGNNAAAAAAAA
>BJ533666 ID   BJ533666   standard; mRNA; EST; 434 BP.
TTCGGTTCCTAACGTGTGTTTGTGCACACGGCTTTGTACATGGAGGACCAGAAACACATT
TCATCCACGGACGCATCAGCTGTGGGTTCCAGCCGCCGCCACACGGGTTCAAACGACCAA
CGAGGTCCAGCGAATCCCACGTCATGTGATGCGTGTGAGGCGACGTCCACGGGGGCGGGG
GGGGGTCTCACCGTCANAGAACACAAACGTGGGATGGGTGTTGGAACAGTCCANAACATT
TAATCAGCTGCTTTCTTCTCCTCAAACAAAAGTCAACAAAAATAATTCCTACTAAGAGAC
NATTTCCANATCTCTGAAAGCTCTAAATCAAATGACAAACACTGGAAGAGATGCATAAAA
GCCCCCGTCTGTCCTTTACTGATAAAACCGGCTGCACCACTGATATGTTGCTGCTCAAAC
NTGGATCGGGTGAG
>BJ533675 ID   BJ533675   standard; mRNA; EST; 183 BP.
TGCTTTATGCTGAAACGGCNGAGAAAGTGATACGTTTTTCACCAGTAAAAAAGGTGAAAC
TTGAGCTTTGGTCAAAGGCGAAAAANAAAAAAGCTGNTTGCNCNANNCTGAANAACTAAA
ATGTTNAANNAATTTTGTCANTGAAAAATTCANNCNTCGCCCAGGTTATTTTGGTTNGGC
CNA
>BJ533691 ID   BJ533691   standard; mRNA; EST; 192 BP.
TGAGAGACAGAACCATCATCATCATCNTANTGATGTCAATAAACAGCAGTTTTAATAGAA
TANACTTTATTTAAATGACAACATAAAAACAGTCGATGACTTCATGCCTTGCTCTTAAAC
GAACCAGCAGCACTGANNCTGCCGTCAGTGTCGATNCACAGGTGAGTGTGTGGAGGGGGG
GGGGGGGGGGCA
>BJ533701 ID   BJ533701   standard; mRNA; EST; 146 BP.
TCCTCACAATTTATTAGCAGATTGGTCACAGACTTAAAAAAATGTTTACAGAAAAGGTGT
ATCGAGTGAAAAAAAAAAAAAAAAAAAAAAACCCCCNNCTNGGAAANCAAAANNTTTANC



NCAAAACNNGCNCNTTTAAANCTTTT
>BJ533740 ID   BJ533740   standard; mRNA; EST; 223 BP.
TATTTATACTCTACAAACCAGTATTTTTCATTATGTGTAACAAGCGTAATATTTGCCTCT
GGGTATTAGTAAAATTAACATAATACATTCCGTCNCCGTGGCATTGCTTCTGCCTGCTAA
NAAAGCATGAACATCTTTACTTCTCCTGATTCCACCCCTTTTTCTGACANATCTAGCTTT
TGAAAAGTTTATAANACNATGTGATANAAGGCANAAACTCGCC
>BJ533757 ID   BJ533757   standard; mRNA; EST; 684 BP.
CAAAACCCTGTCTCAGTACACTCCTACAGATGTAACATCAGACAGTAAATGTCTCTTTTA
TGCTTTTTTAATCAATGCTGCAAATTCTTTTCATTTCCTTTCAATACATCCAAAGAAATT
AAACTACGACGACAACAAACACAACATATAGCAAATGTCTCTCAGAAGATTGTGTATATA
CNTTATGTACCACCTTTAAACACCAAATAAATAACAAATCTTTCTAATACAATCACAAAA
AATGGAACAAAAAATGTAAAACCCAAATTAGAAATTGCAATTTTAAAAAGATACATTTTT
CAGCAGCTTTTCAAAATCAATCACATATTTTACTCTTCTGTGGATGAAACAAAGAAGTCC
AGAGCAATGTAGCCACTTCTCCAAAGTCTCTGTCACGTTCAGTTTTACACAAAGTCTGTG
AAAATCCACCATACATTGGTCACATGTATTCAGAGACCTGCTAAAAGTCCACAATTGTAA
AAGCTCTTATATAGACNACTGTTTGTTTGCTTGGAGCTCTAAATATAAAAAAATGCTTTT
CTATCACCTAGACACAGGTGGAGAACCATATCAACTGGATTAGTAACAGGGAAACATGTT
TAGGTTTAAACTTACATCAATAGACNACATGAAGCTGTTCATCACATTTTTGACCTAAAC
ATGTAAACACATCCNTGGCTCTGC
>BJ533811 ID   BJ533811   standard; mRNA; EST; 394 BP.
TTGTGGTCTTATTTTGAAAAATGCAGACAGAAATTCATTGGACTTCTCAGAACAGACTAA
AAAAAAGTAAGAAATAATTACATACGTTTTTTTTATGGAATCCTATATACCGGTGTGTGT
ATATAANCTTTATATGTATATTATTATTTATTATGTGTATAANCTTTGATACCTCACATA
AACCAGATCATGAAATTTAAACTTGGAGAGTAAAAACAAACCAAAAAAATGCCCTTAATT
AAAAAAAAAAAAANGGTTTATNTCATTTTANTNGNAAAAANGTNNCCCCAANAAATTTTT
GNNTTTNACNCAAAGNANCNNTTTGNAANGCTNCNNAAATAAAAAAAAANCAAAAAANTN
CCCNNGTNAAANNCCCCAAAANCCCNTTTNNNGG
>BJ533864 ID   BJ533864   standard; mRNA; EST; 403 BP.
TTAAGGATTTCAATCTAAAGTTGAGTTCACGAAACACCTCCATCCCCCTCAACTGACAAA
CAGAAAGCTTTGAAAGCAGTCCGCTTCTACGCAGGTTTTCCTGGATAAAACATAAATTAA
CTACCACTCTGAAAACAAAATCTACCAATCAGTTTCTCAAAAAAAAAATCCNTCCCCATT
CATAACAAAACCACTCANCTTTATTTCTGCCGAGAAAAAAAATCTAGAACAACAGAGGAA
AAAAAAAACNAGCTGAATAANGCTGAGGAACAAACNCCAAAANGNGTTNCANACTTGAAA
TATAAAATNANANNTCTGCAGGCCTTTGCAAATTCNTTTCANTGAAGGTGCCTTTTTTTT
GTNGTTTTTTTAAANAGGNGCTTCTTTGTAAAAACNTTCCCAC
>BJ533870 ID   BJ533870   standard; mRNA; EST; 416 BP.
TTTTATAGAGTTTCCAACAAAAATGAATGAAAACAAGATAAATATGTATTAAGTACAATA
TTATGCATACTGGGGGTTTTGGGTCATGACTGGTATGTTTTTAAAGGTAAACAGCAATGA
CTCACACAGGTCACAATGAAGCAAAAGCTCTACTTTAAATAGCACTTTCAACAGCTGGGT
TGAGCATCGGTGAGCACGGCATGCATAAAAGATGAACCAACTGCAACAGATGTTTTGTTC
TCCTCTGTATGATGTGTATGTATTTCAGCATTAACATCTCTACCGGGGTGGGCTAAGATG
TCAGCATGCAGAGCTGGCTCCCAGCTGAGCCCAGCTGCAAAATCTTGGCAGCTCCCAGTT
GATTTTTCTTTCTTTTTTTTTTTTACNTTTTTGNAAAAAAGNTNACCTTTAAAAGG
>BJ533941 ID   BJ533941   standard; mRNA; EST; 250 BP.
TGACTTTATTACCAAGAAACGACAGGAATCATGGGAAGAAGGCTTTGGAGCACAAACACA
CGTGTGCAGGTGAACATGGATGCACAGGTGACTGTTCAGGTCAATCCTCTGCGGTCACGC
TTTGTGCCTCAGAGTTTGACCTTCCTGCATGGAAAAGTAAAACCGTGTCACATGACTCAA
AAGCGCCCTCTGCTGTCTGCTAGTGCAAGTTTTATGAAGTTCAAAAATGCACAACCTTGA
ACACGGATGG
>BJ533945 ID   BJ533945   standard; mRNA; EST; 136 BP.
GAGGCAGCCNCTNACAAGACTCTCTGCATTCATTTAAGGCAAAAGCGACCCATTCATGCT
CGCTGAAACTCTTTCAAGCTCACGTCGAATCCTCAGTATTTATACAGGTGCATNCACTAG
TACTTCTTTCTCACAG
>BJ533959 ID   BJ533959   standard; mRNA; EST; 189 BP.
ATGAGAGATCACATGTATTAACTATTACAGTTTAAAACCGAATGACCCCATTATTATAAG
CATTTTAATGACATCAGAACAGAGTGAATTGATCTTTCGTACAACCAANATACAAATGAG
AACAGTTACTTTGATAAATAAAGTTTACCCATAAATCCCTACGACTTTTTTTTTTTTTTN
NNTTTTGGG
>BJ534025 ID   BJ534025   standard; mRNA; EST; 228 BP.
TGGGTTTCTTCTTTTATTGTTGGGGGGGGGAGAGGGGAGAACCACATTGTGTGTGCATGT
GTGTTTATTTTTAATGGAACAAAGATGAGGAAAGGGGTTGATAGTAAGGGAGTATTTGGG
GGTGGGAGGGGGTATGGGGGGGTGTTTAGTAAGGGGAATACCACNATGTTGTTCNCCCTC
NGCCCCTGAAGGCCCGTCCTCTGCCTCNGGGTGGNGTGTATCCCCTGT
>BJ534038 ID   BJ534038   standard; mRNA; EST; 438 BP.



AGATTTACTACAAGAACTACACATAGAATTATATAAGGCCTATTTGATTAAGCTACTATT
GCTATTACTGTACAATATTGTACCAAAAAAGTGTACCTCTGTAATGTACAACATTGTATA
TACACAGTACATCTGAACACGGAACTCTCCAGTAATACAGAGACAACTATAAATAGATCT
GACATTATAGTCTTTTTTTTTTTCTTTTTNCCTTTTTNAGTTCNGCTCTTTCAAATAAAC
CCNCNCNCNCAAAAAANGCAAACTTAACAATAGNCAACANGNCACCCNCACACAGTTAGN
CCACANGCAANCCCAGTTGTTCANGNGCACAANGATNGANNCNANATATAGNAAAAGGTT
CCGGCTTCTTCTGACAGCAAAANNGGAACCCGNTCACCAACCACCCANATGCAAGTCTNT
TTGNGNGCCTCGAACGCA
>BJ534042 ID   BJ534042   standard; mRNA; EST; 136 BP.
TTTTTGCCAGCNGNGCCTNCACTGGNCTTCTTGATGCCTCNNACTTTCTTCATTCTGNTC
TTGCNTNCTTTGCNCTGTTTCCNTNANGTCTTCTTTTTCTCATANANGCCATGCCTTGCN
NGNCTGTGCTTNGGNT
>BJ534060 ID   BJ534060   standard; mRNA; EST; 339 BP.
ATTTGTATCTTTATTTCTCTAAGCGTATCCCTGTAGATTTACACATAAATGCCATTATTC
ACAATTATTCACCATTTTCAACAAAATCTAGATCTATTTGGCATTTAAATAGTACACTGG
ATTGCAACATTCTTAAAAAAAATTAAAACGTTTTGTAAAAAAAAAAAAATTAAAACNTTT
TGTTCATCANTAAGTGGAGNGGAGTGAATGACAAATCCGNGTTTANACNGTTCTTTACTG
TCACAAAGTAGTTGACANAACACTTATCACCANAAAAAATCTCTTAAAAAAGCCNGANAT
GCAAATAAAAAAAAAAAATTTTTTTGAAAAATTGTTCNC
>BJ534079 ID   BJ534079   standard; mRNA; EST; 276 BP.
TATTTTTTTTCNAGCCCAAATTTACAAAGGCAAGTTACAGAGTATTGTATAAAAAAAGAA
CCATGGTAATGTACACTTTACACAAACTCCTGAAGGGAAACGGGTGAGGAGGGCGGGGGG
AGAGTTCTGAACTTCTCATACAGAAAGAAAATGAAGACATTTGTAAACATCCTTGCGAGC
ACCAGGACTGGTACTTCAGAGGGGGTGTGGTGGTGGTTGTGGTGGGGGTGGGGGGTATGG
GGAGTGGAGAATGGGTGGCGGNNTCANGAGGTGNNC
>BJ534080 ID   BJ534080   standard; mRNA; EST; 275 BP.
ACTGAAGCTTCAAGTCAGATCAGAAGTTCTGAATCACAGAATTTAAAACATCATTGAGGA
CAAACAGAAAGCAATCCTTGCTGATGGGTGGGGTTCGAGGGGGAGATCAGACACGCTGAT
GCGGGAGGGCCTGGTTGCTACGACGAGCAGCTTCCTGACTCCTAAAGGGGAAAAAATAAA
TCTATAAAAAGGAGGCAGGATTGGAGGGTCAGATAAACCCCATCAGAGGCATCAGGTTCC
CCGCCTTGTGGACGGCGGGGGGGGGGGGGGGGGNC
>BJ534085 ID   BJ534085   standard; mRNA; EST; 100 BP.
ACATGCCTAAAANTNNTANCNATTGGGGCACACAATTACTTGTACCNCAAAAAAAAAAAA
ANNAAAAACCCCCCCCCCCCCNGGGGNCCCGGAAAAAAAA
>BJ534087 ID   BJ534087   standard; mRNA; EST; 193 BP.
AGCCACCTCCTCCCGTGCANAANCATGCCGCTCCTCTCTCCNCTCCCCTCGGTCTCTGTC
TCCNCNAATCTCTCTNGTGCTCCCTGTCTCTNTCCCGCTCCCCCCNACNCCNGTCCCTGT
CCCTGTGGCTGCNCCTCCNGTCCCTGTCTCGCTNCCTGTCCCTTCNTTCCTCTNCNCCNT
CANCCNCTTCTNC
>BJ534088 ID   BJ534088   standard; mRNA; EST; 625 BP.
TTTTTCTTTTTTGAAAATTTTCAGCCCTGAGGCTAGAAGCTTCGATTAGAAAGGCCACAG
TCTTCAAGCCTCGTCTAGCTCCTCAGTTTCACAAAGCAAAACCCGACACAACCTGCCAAA
AGGGAACCAAACGTAACCTCGAATAANAATAAAAAATAATAAAAAAGAAGCAGACATTTG
AACTGAAGTTCCTTTTTTTGCTCCTTCCAGGAAATGAAGTTAGCAAAAACCCTTTACACC
CCTTAAATCCCTTTTATACGGAAGTTGTTTCAGGCATAAATCAAAGTAATATGCAATTCA
GACTTGGAATATGAAAATACATTTTGAAAATCAGAATTCAATAGAATAAAAAAATCACAA
CTCAATATGACAATTTTAAAAATAAACAATAAATAAAAACATCATCAATTGCATTTTGAG
TTATAGGTCGTTTATGCCAAAATTCAAATGCATTTCACAATTTACAATTTGATATGCAAT
CTGACCTTTCATTTTCAAAATGCAGTTTGCTTTTTACTATGCAATATTTCCNAAGGACAT
TTCAATCCACGGTTTGCTTCACACTCAATTGATGGGAACTTAAAATCTATTGCATTGTAA
TTTTCTGGGGGGGGGGGGGGGGGGG
>BJ534095 ID   BJ534095   standard; mRNA; EST; 737 BP.
TCTTTATTTATGGTATAGAAACTCAATCATGGGTCTTAAAGTAGAATGAATGCGGGTAGA
AAACTGTTCTCTGGATGGGCAAATAGTGGGATGGAAATTGCAGTAGTTATTGATTTATTT
CAGTTTTCCATATAAACAATGAGAATCCCATTTAAATGTAAACTGTCGTGGGCATTATGC
CCTAACATCTTTTCCATTGCAAACAGGGAAGCCTGTTTGTATGTATAGCTGGCACAGAGA
TGCTCCACTTGTTTCCAGATAATGCTCATCAGTGTCAAAGCTGGAAGCTGGAAGGCTTAG
CCCACTGTTGGTACGGCAGCCGGTCAGGTCATCAATAGTAAATGCAGCGTGTGTGGTGTA
TGGGAATGTGGGCCATCTCTTTATGGTGCTGCTTGGCAAATGGCCACAAGTAAAAGTCAA
TGATTGCAGAGTTTATGCTGCAGGTCTGCCCGTCTCTCTCCTGCACTAACTGGCTAAGTC
GGTCTTTAATCAGCTCCACGCACCANATGGAACAGCCTCGGATCTCAACTTCTCTCCGGT
CTCCAGAGCACAGCAGCTCACCGTTCTTCAGTGTTTGCATCANTGAGTCTGAGTACCGTA
GAACTCCTAGATAAACAAGGGCCTGAGGGACCCTGTAGTCTGCAAACATGGTGAGCCAGT
TCATGTTAATAATCCCAGTCTGTCCTTTTGCCTCCATGACAGCCCAGTAATCTGCCACCA



GGATCTGGGCTCGCTTA
>BJ534100 ID   BJ534100   standard; mRNA; EST; 696 BP.
TTCCTTTTATAGGTTTAGATTTGTGTTTTAATTCTCAGAAAGCTGTTTTTTGGTTCCTCA
TGGCGTCACAGACGGCCCTCAGAAGACAAGCGCCATGGCGGCCAGCAGTGAGAACATGGC
GATGAAGGGAGAGGTTCTGCTGGCAGAGCTCCAGAAGTAGACGTACCCCGGCTGCTCCTC
TCCGGTGTGATAGTTGATCCAGGTCTGGTACCTGGACACTCGAGTGTAGACTCCTGGGTA
ATCTGGATACCCGCAACCGGTGACGAAGCTCGCCACTCCGGCCTGGATCCACCTGTTGCC
GTAAGAAACCACCAGAGGGCCTCCGAAGTCTCCCTCGCAGAAGCCTTTGCCCCTGAAGTC
CGGCCCGGCACACATCATCCTGGTTGGTGACCTTGCCGGTGCCGTAGGCGGCGTTACACT
GAATGTTGGACACGATCGGGACGCTGACCTGCTGCAGCCGCTTGAGGGGGGGGCAGAGGC
GCGTGGGTCTGGGGGGCCCCCCACCCGGTGACCCAGCAGCTCAGCCCGTCCACGAAGAAG
CTTCTCTTGGCCGCCAGACACACGGGTCTGATGTAATCGGTGAAATTCACCGGGGATGAC
AGCCTCAGCAGCGCCNGGTCGTTCTTGTGCGTTCCTGGGTCGTANTCNGGGTGTTTGATG
ACCTTTGACACCCANCGCATCACCTCATGCAGGTTT
>BJ534112 ID   BJ534112   standard; mRNA; EST; 489 BP.
ATGAGTACAGATGTGACAGATTGCATTTAAACAGTCCAATGCATTGGAAAAACCTTAAAA
TGACATTACATGGAGTTTTTTTTCTTGATATCCTCATGACTAAAGTTCTCATGTCCAGAC
TTGTAGAGGATGAAGGTTATTAAAAAAAAAAACACCCTTGCGTGTCATGCCCAAATAAAC
CTGTTTGTGCAATTACAAGCTTAACTGTTACATTCAACAAAAACAAGGCGAANAAAGCTT
CAAACTGACGGCNAGAAAGGGGGAATTTTTCCTGAGNGGTAGTCAAAACTATGGCATTCA
CCTCANCANATCCTTANCCANAGGTANAATCTGCTGGTGCCGGGCCTCGTGGGCGGGACA
TTTTTTTGGGCACTACTCANACGGATTTTAAAGGATGANAGGAAATGCGTCACTTCAAAA
AGTCTGGCGGGTCANACCATTGTCAANACTCAGGATTCAGTAAAAAAAAAAAATGCANCC
CAAGTCNGG
>BJ534119 ID   BJ534119   standard; mRNA; EST; 307 BP.
TATTGCGTGATATGGGAAGGGTTATGCTCCAGTGAGGATACACACTTCTCAAAGAATGCC
GTTTGGAAAGAATGTGAAACAGGAAATAAAAGAGGACAGAAAAAACATAAATGTGTATAA
AAAAATGAGGAGTCCATATAAGAAAGGCTACAAAAACCTCCGATCGCCCCCTGGCATCAG
CAAACAGCAAAAGGCACCACAATATTACTCTATTGTTTTTTTTTTTTTNGGNGGTTTTTC
TTTTTTCTTTTTNAAACNTTGGGAAAAAANCCANCNCNTNTTTTTTNTGNTNAAAATCAA
AACGNAC
>BJ534176 ID   BJ534176   standard; mRNA; EST; 205 BP.
AGGTACAAACAGAATTAANGGCCCAATAACTATNACNTTTATTGTACANAANCTGTTATG
GAAAAAANATTGATNTCAAAAACNTANAAGGACANAGNGTTGCTTTAAAAAACATCACCC
TTTTTTTTTNCTNCTTTCTTTCTTTTTNAATNAAATNAGGCNTCAAAGGAGGNGAAAGGA
TNACCNTNGTNAAAAAAAAANGGCG
>BJ534178 ID   BJ534178   standard; mRNA; EST; 761 BP.
TGCAGTTGTTTGGCTAAAGATTAATTTTTTGACAAGTACCAAATACTCAATAAAGCTTTA
TGAATACAGTTTACCGTTCAAGCTTTGGTCACGTGCCTCTGCAGCTCTCACAGGTCAAAT
CCTGCTTTCATTGGAACAAATTGATACAAGTCATCCTGGAATGCTAACTAACAAAGGAAG
CTGTGGAAGCAGAGAAGGCTCGTCTGCTCCGTCCTGAATGGTGGCCATGTCTTGTAATCT
CAGCCAAGACATCCATCTGCCTTCACTGAAGCAGCCTTTGAGCGCTCTTCAGTCATTGCT
GAGATGGTAAAGGCACATTTTCAAAAGAAAAAGATGTAACACTTTTCATGTTTCTGTCAA
GGTTTAAATCCATTTTTCAAGCGTACCTAATTTTAACCAGTGCTTTCTGTCAAATTGCTG
ACCAGCAGTTTAAGCAACTAATAAAGTGACACGGCTAACATCCAATGACATGTCTCAAAA
TAATCTGAGGCTTACTGGATGCACCTTCTGATTAGCTGTTGACAGGAAGTGTGACAGCAC
ACACAACACCAAAAGTGACAGAGATGAACTAAATCCCAAAGCAATGGGCACGTGCATTTA
TTTTCTGAAAGCAAAAAAGGATACATACCTCTAGATCGGTTTGGTTCCTGATAGTGATAC
AACTTTAGTTAATTACCCGACACAATAAAAGCCTGCACCAATGTAAGTCTTGTATTTGTA
CAGAAGATTATCTTCTCTCCTGCTGCAGTGCTATTTCCCCC
>BJ534186 ID   BJ534186   standard; mRNA; EST; 546 BP.
GGACAAAAGAAGAANGGATGGGGAANAAAGCAGAGCAACCCCCCCTCCCCTTTCCNCCTC
CCCATGGTCACNCATGACATTCAGAAGCACCTGATGATGATGTCACCAGGTCCAAGCACC
ATAAGAAACCGCACAAGTCAGCCCTCCCACGCCNTTGATTCTAGTAGAGTTTGCCTATTT
CTGAAGTACCTGCTTTTCTTTTCCAACTTTTCTCAGAATACATCANGGATTTACTGCGTA
GGTGTGCTTGGTTTAACCCCCCCACTATGAATCAGGTCAGAGGTCACTACAAGAACCCAA
AACTGTGGAAGCAAAAGGAGAAATTTTACAAACAGCGATNAAAGTTAGGGTACTGAGCAA
CCCTTTGTCCAAGTCACGGCGACNGCTTATTTACACGGCTTCTGGCACGGGGACTCCTTT
GGTTTCCTCGCCNTCGTTCTCCAGAAAGAAGGGCCAAAAACATATTGCACACAAAAATAC
GATTTTGCTTTGTGGCACAGAGAGAGTTTTGGGGTCTGAATCANCAGGAGCTTTCAACCC
TTCTNG
>BJ534193 ID   BJ534193   standard; mRNA; EST; 210 BP.
TGTNTTTAAAAACNTGTTTGNANCTTNAATTGCTGTNACAAANACCCTCNTTTCANCANG
GTTTTGTCNTTANNANACAANATTTNAACNCTANCNCANAACCNTGCTCACTTCTNCTTT



TTCNAAGGNCNCTAAAACNTTAAANCCAAAANGACNCCGGGTNGNGNCATTTTGTTCNCN
CAANCNCAATCGGGGGNATGCTAATGGCAG
>BJ534208 ID   BJ534208   standard; mRNA; EST; 111 BP.
GGTTTTCTTGTTAACCTGCCGTAAACTGTTTTATGGCCACAAAGTAGAAGTTCCAGTCTA
GTAGCCTTTGCTTCAGAAAAAAAAAAAAANTACCCAAGTANCCNTGANTTA
>BJ534219 ID   BJ534219   standard; mRNA; EST; 642 BP.
GGAAGCCACAACTTTATTTCTACAATAATTCGTTTAATATATATTTTAAAATCCTGAGAA
AATATTAATTTCAAAGAGTATTTGCTTTGCTTTTGGTCATCTTCTGGCCAGTATGATTGT
ACCAATGAGGCAGTATTGCCAAAGATCAAAGAAGTATCACACTCTCACTATAGCTATAGT
CACCAAACAAGTTACAGAGATGCATGCAGAGTGGGAGTATGCCTGTACACATCCATACGG
AGTATGCCTGTACACATCCATACTCATGGGGCGGTCGACTGGTGTACTGTGAAGCTTCTT
TTAATCAATTATATCCCAGAGTATTTTAGATTGGCTGTAAGGTCCTTAGAAAACCTGCAG
TAAAAACGTGTAAAGAGAGATTCCTAAATATGTGTCCAACTTCTAAAAATGACACAGTGA
AGGTGTGTTGGGAAAGCAAAGGCGGGTTTTTCTGATTAGATATGCCTGAGAAGAAGTTCC
ATCATTAGATCTGATTTTTTTTTTTAACTAAACTAGTTTTGGAGATCTCTTTGTCATGTC
CATGTCCAATCAAACAGAANGTGGTGTTTACATCACATCTGACCGATAAAACGGTTTTGA
CGGAGGCGGATCAAATATGCGTCTGCTGTGATGTGAATTTCA
>BJ534232 ID   BJ534232   standard; mRNA; EST; 483 BP.
ATTTGNTTTCACTTGAAATAAGCAAAAATTAAAAAACNGGGANAACANTGTCAAGGTCAA
AAAACTTCTAAAACCATTTCATTTTTTTTGTTTTTTTGCCCAACAAGGNGAAAAANGGAC
AAATCTGGATCAACCATAATTGGGCCTCCTTCCGNGTTCNCTTGAGGATTTTGGCCTCAT
CCTCAAGNACCTCANCTCAGGTCAGGCACAATGCTCTGCCATCGGCCCTCAATGGNGATT
AAAGTACAAAAATAACATGCNCGNGTTTTGCTACTGCTTCGNGNATTAAAANCCCCCTCC
ATCTTANTCNCATACAAACAACTGCAGNGTTTTCANCCTGCAAATTTGGCAAAATTTGTT
TATCAGTTTATGAAANATTAAGTCAATTTCNCANCTATNAAAATCTTGAAAAAAANGGAA
AATNCATGCCCCCTATATATATATATATATATATANACNCATATATATATATATATNCCC
NCC
>BJ534233 ID   BJ534233   standard; mRNA; EST; 159 BP.
TTTGCTTTACATCATCACTAAACATCATCTCCACAAAACATTCAGTTAAAACAAAAGATT
AAATCAGCATCACAACATGACGGAACACATCAGAGATGAAATGACAGCGTGATAGTTTTT
ATCCNAAATACCATTAAACAGAANAAAAAAAAAAAAAAA
>BJ534259 ID   BJ534259   standard; mRNA; EST; 518 BP.
ANGCATAAATATGAATTTGTTTTCCGTCCCGATGCCGTGGNACGTCTCCAGACAGNCTTT
TTANTCCAAATAAAGAACAAAAAAAAGGAGCCGTCTGGGCTCACAAAGCACTTTAAAAGG
GTGTGTTTGTGTTTTTGGTCATACGTTTCTACCATAAACCTAANAACGGAGATGCAGAAA
TGTAAATTTCATCTTGAAAGCGTGAGCAGCGGGGAGCTGCAGAGCTTAAAGGGAGTTTGG
GGAACTTTCACCCAAAAATAAAAGTCTGTTCAAAGGTTCTTCAGGCGACTAACACGGATG
ANATCATCGGGTTTTCTGTTAGAAACACAATGAACGCTGCACAACAGCACAAAGCTGCTG
GTCTGTGATTCAACATGGAAACCTGTCAGGAGTCNACTCTGCATCANAGCTTCANCNAAA
AGAAAGAAAGACTTTCTTCCTCTGTTTGCATTTTGTGAAATGATTGTCAAATAGACAAAA
TAATAAGTCATTCACTCGTGTACAGCAACGTACGACTA
>BJ534267 ID   BJ534267   standard; mRNA; EST; 741 BP.
TGAGTGAGATAGTCAGAACATGGAACAGTTCTTTATGCCCAGAGCCGAGCTTTTAGTCTG
CACTGCTGTACACAGGAGAGAGTTGGTGCATGCTCCTTGCAGACATATTTCTTGCTAAGT
GTGTGTCCCAGCAGACATACAGTCAGCCATGCTGAAGACAAAGTCATTATTTTAGCTCTT
CATTTGAGAGATGAGATGAGATCAAACTTTATTTATCCCACGATTCTCCGGTTCCGGGTT
ACAGCGGGCTGCGTGGGGGCTCACGGGGGCGGCTATACAACTATCTTCAAATGACTTAAA
AAGTTGAATTCTCCAAAAACGAGAGCTGACCATGGCCCCCAAGAAAAACCAGGAATACGA
AGACCTTAAAAAGATTCTTGATGATATCAAAGTTACGTTGTATCTTTGTTGTGTGCTTTA
TTGATACTTTATGATTCTTTATTCTGTCTGATAAAAGCAATGAACCGGATGTTGATAAAT
CATGTACTAAAATGGTTATAGTATAACGGGATGGGATTATATGAGTTCACTTCCTTCCAC
TCCCTTTCAAGCAATATTTATTAATATGTCTAATTATCCTAAGTTTGATTAGTTACTGTA
TGAATGTATAACTGATGATTATATTGCTTTGTGTATTATTTCTATTTAATTGCTTGAAAT
AAACCATTTCAAATCAAATTTAAAATCAACAAATGATGGGGAAATTCTGTTGTCTGCGGC
AGCAGCAAAGTGACGTTCAGC
>BJ534298 ID   BJ534298   standard; mRNA; EST; 104 BP.
TACTACCACCATGTTTAANTATGCTCNNCCACTGGGCNNCCNTCANGGAGGCCNNTACGT
GNNNGAACAATGCNNTTTACATTTGGAATCATGTTTGAACNATG
>BJ534303 ID   BJ534303   standard; mRNA; EST; 137 BP.
GAAAAAACTAACGTTTTATTTATTTGTNAATTTTAGGATCTTTCAATGACACATGTTGGA
AAATACTGCCANTTCCGGTGTAAAAATTTAAAAGAAAAGCACGTTCATTTCACTGCTAAC
TCAACAATGTGTGTGAG
>BJ534311 ID   BJ534311   standard; mRNA; EST; 216 BP.
TTGCAGTAACCCATACACAACATGCAAAGACAAAGAGCCGGGGTTAAAGTTCGTGAAGCT



GACGTCGTGTGGCCGTTATGGCCTAAAGTCTTTGGAGCGGCACTTACAGGTCACCCAAAA
CACGTAAAGCAAGATTCACACAGTTTGCAGTTGATCCGTTTTTCCTGTCAGGACTAANAA
AAAAAAAGGAAAAAAAAAAANGGGGGNTCGGTTTNT
>BJ534354 ID   BJ534354   standard; mRNA; EST; 237 BP.
GGAATACTGGGTGTGCATTAATACAGCAGCTGATCTGTTAAAATATATCCCTAGTCAGGA
ATGTCTTGACGTACTTACAAAACGAAACGAANAAGAAAAAAAAAAAGAAAAAAGAGAAAT
AAAATTTATTTTTACCAACAATCCACATCTTCTAAAAATAAGCTAATCAATACAATGATT
GTTAAAATGAATCCGGCAATGTTTTTTTTTNATGTTTTCNAACTGGAGGTNGACNTT
>BJ534414 ID   BJ534414   standard; mRNA; EST; 210 BP.
GATCTTTTTGTTGGGGGCACGAAGTGCCTTCTGGATCTCCTCGCTCTTCAAAATCCTGCT
TAGGTCTGTGTTAGTCATCTTATGCATTGGAANGTTGTAGTCAACCTTCAGGGTGGCANG
NTTACGCCAGGNGNCGTACNNGNCATCCGACTTNCGGAAAGCGCTTTCTGNCCANATGCA
TAANCNCCCAACGTGACCACCGGTAGCAAG
>BJ534425 ID   BJ534425   standard; mRNA; EST; 587 BP.
AGGAGGGCAGGAGAAGAAGCAAACACTCAGTCGAGCTACATGTGGACGCCACGCCGCGGT
TGTGCGTCTCTGCTTGAGCAAGGCAGCAGTACAGCAGGTGGCTAAAGGAAGGCAAAGCTT
AGTAAGTCATCCAACGGAGGAGGGCGAGGAACCAGCAGCTGCTCTGGTAGTGTCGGTCTA
TGGCTGCCATCGGCACAGGAAAGAAGGAAAGACGCAACCGAGAACCACAATGACAGGAAA
GACAAAAAAATAAGGTATGACGTATTAAAAGAAACACACTTAAGTGGATGCTTGAACAAA
AAAAAGACATGATTAATGCTTTCCAACATAGAGTTAGTTATTTCTGGTTTGATTGAGCAT
TTTTAACAAATAAGAACATTAAATACTGGATTATTTTAACTTGAGGGACATAATCTACTT
ATGATGCACTGCAGTCTAAATGGCTTCTAAACATTGTTAAAAACTAAAAGGAAAGATGAA
GATGTACTCATCCTCACACTGGAGTGGCAGACGACATACTGGCATGAAAAAACTCANATG
AAAAGAAAAAAAAAAANAGGCTGTTTTGTTTAAAAAAAAAAAAACCC
>BJ534452 ID   BJ534452   standard; mRNA; EST; 396 BP.
CATAATCTTTGAGGAAACATTTCAAAAATATTGTTTTTTCCTTTCAAAAAACGAGAAGAC
TAAAACATGGCTCAGTGCAGTAAAATCCCAAAAGTCCATGAAGAGCAGCAAACGTGTGTT
GGTAAACATACATGTGTGAGTTAGCTTGTAGATGTCGTGTACAGCTGTTTGTGTAGATCT
GCATGGATACATGTGTGCAGGTTTTTGCAGATTGTGGTTTATGTATATTTGTTTGTGCAT
GAGTGTGTGGTTGTGCACTGATGGGCAGTAAACAGTTGTTTATGACACTGCTTTTTTTTT
TTCCANGTTNGNGTTTTNATTCCCCACTTTCCNTTTTTCCNCTAAACCATGCTTCANTCT
TTACCATTTGGNCNGGANCCCTCAAAAAAAAATNTA
>BJ534463 ID   BJ534463   standard; mRNA; EST; 124 BP.
CTCTGCGGTTTTACTCNCATCAGGTCTGGTTTACTGGTCTTTAGTCAAANAGACCNAAGC
CCATGTCNTCGTCGGANTCCTCNGACTCCTCCTTAACCTCCTCCTTGGCAGNTGGANCAA
CAAC
>BJ534472 ID   BJ534472   standard; mRNA; EST; 126 BP.
TATTTNTAAGNAATAATGACTTTCNACTTANNTACTTTCATATACNTATTTGGGTGTAAT
TTTTGGCTACTCTTACCCANAGTCATACACATAANTGTTGATTTCANGTGAAAAATAAAT
GGTACA
>BJ534477 ID   BJ534477   standard; mRNA; EST; 211 BP.
TTGTCTGAGAAACCAGGCATATTACNATTGTACCANTGTGGAANANACCATGACTCACAC
ATCATTGAAAGCCTCATTTGCAGGTTTGAATCTGATACAGACTAAAACTAACCNGNAGGA
TTTAAAAAAAAAAAAAAAAAAGNTAANCCCTGAANTNTTAACCTCCCTTCAAACNCCANT
CTTTTCCCCAAAAAGGTTTTTGGAAAANATA
>BJ534480 ID   BJ534480   standard; mRNA; EST; 688 BP.
AGCATTTTTATAAAGAGGTGATGAAAATGAGGAGTTTAGATTTTGTTTAGCATAAACACG
ACACTGAAGACGATCCATCCCGTGGTTCAAGTCCGTGGTGAATTCCCTAGAGCCAGCTTG
CTGTTTTTTTCCGGTTTCCTGCTCTCAGGCGGTTTGCTGCCCCCAAGTGGGCAGTTGTTG
GAACTGCAGGTCTGTTTTCCGTTGTTTCGGCCGCTCCGTGGGTGAAAACCATCCAAATCA
AAAGAAAGCAACCAAACAAAAAAGTTGAAATGTTACATTTTTGTATGACAAAAGAAAGAA
AAGAAAAGTTTTATTCTTCCAAAAAGTCTTATTTTGACAATTTACAGCCTGTTAAAAATA
CTTTTACATAGTAAAGTAAAAACAGTTGTTTGGGCTCCATTACTTTGGCGAAAAAATCAA
CTTTTGTTCTTTTACAACCATACAACCAGGCATCTATNACACAACCATGATCCATCGATC
GTTGACCGCCGGCTGCGGCCCCCGCGGGATCTCGGCCATGGAGAGCACGTCGTCCGTCAT
GAGGGAAGGCGACGGGCCCGATGCGCGCCCACACGCACCTCTNGCACAGCGGCCCGCTGA
AAGTCACGCCTTCCGTACATTGGATCTTCTTTTTCGACATGATGAANGCGGAGCCTGGGG
TCAGACAGGTTGGGGCAGTCTGNAGACG
>BJ534482 ID   BJ534482   standard; mRNA; EST; 700 BP.
AAGACTAGGACAGAGAACCAAATAGAACAGAGGAACAGTTCTAATGTCTACTAGAAAACA
TGAATCACAAGAAGACCAGTCTATTTCTTTTTCTGACTTCTTATTACAACCTTTTTTTCA
CATTTTTTTGTTACAAAATAGTTATTTGGTCACAGGACTCAACATTTCAAAGTATGAAAT
GCAGTCACTTTAAGTTTAAAACAATAAAATGAAACATTCACTTATCACAAAAAAGTGTTA
GTGACGTATACACAACATTTCTAGTGTTGTCATGGTAAAACAGAGACAAAACAACTTACA



CATCGTCTCAATGGTCAACTGAGCAACTTTAAACCAAATTATATCACAAAAAAATATACC
AATCTAAATCAACCCACAACAACAAAAATGAACATTGCCTTTTGATTTATATTTAGCAAA
ATTTCTTTTAAAATCAAATCAACAAACAATGCANGTAGAAAAGGAAACGGTAACTTTAAT
ATGATAAAAGCCATTCAAGAGAGGAAGATTTAACTCTTATGCTATGTACACCAAGGATGG
GGGCACATTCAAGAATGCGCTTAACGGGCATTCTTGAGCGCACTTGACAAATCATCCCAA
GTTATTTATGTCTGTATGAGTGTAAAACTGCTGGTTGTATTGTTTTGTGAATTAGTCTTG
CTTTGATTGCTTGAAATAAACCATTTGAAATCAAATAAAA
>BJ534484 ID   BJ534484   standard; mRNA; EST; 160 BP.
CTTTCCTCAGAGTACAGGGGGGGGGCNGGAGGTTCCGTCTGACCCGCATGTTTGTACAGA
AACTCGGAGAATCCATCCNAAACCTGAATTCANAGAGGTTCCCGCTTAAGTTCAGGAGGA
ACCGATNTTCCGACCCGCAAGNCAAATGAAATCCCTTCCT
>BJ534486 ID   BJ534486   standard; mRNA; EST; 230 BP.
CNCCCCNATNGTTNTCAAAGNTNTCCCAGTCNGGCNCCCCCGGGNTTTGGTCTGGNACCG
GTCTGCCACTCACCCGGTTNTTCCTTGNATTTCCGGGCTGTCTTTGNAAATNGGGGCTTT
GTCTCANTCTTTTACCATCCAGNANCATTTNTTCCTCACNACNNAAATCNCTCTGCTCCN
CCCTTGCTNGCANTTGTCCCTNATATCCCNTTTGCTTCTNCCCGTCGGGA
>BJ534525 ID   BJ534525   standard; mRNA; EST; 656 BP.
ATCAGACGTGAGATTTTATCCCCCCCCCTTCTGCAGTCTGCGCTCCAACCTGAAACCCTC
TATAATCTCTGTCAAACATAACAGAAGACAGTCTTCCCTTTCTACGACGCAGTTCATCTT
TACCAGTTTAGCTCATTCTTTAAGATCAATTATGCCGCTTTTTTTATACAGCACCCTGCT
CTCTGTCTTGGTTGGCTGGAGACCACGTCAATCAATCTCCTCAGTCCGTGCCGTGTCTAC
TGTACAGAAACGCGGAGCTCTTAAGATCTACAGAAATCTTTGATCCATCAGATCCATAAA
AGTTTGAGATTTCAAACAAGAGAAAAGGAAAAAAATGTTCATGTATGTCTGAGAAAAGTG
TATTTAGGCAGTGAGGAGTTTTACTGCCATAAAATTCTGGAATTAGACTCCTTGGATTTC
AGCGATCATGGTTATTTTTAGAACGAAACTCCTGCAATAAACGAGGGAACTCTGTACTGG
TGAAAAGGTAACGCCGTGTTTTATGAAATAATTTTTGGCAGGTTCGAGGGAGGTGGGCAC
TGAGCAGAAACAAATGACTCAAAGACTGCAAGCCAGAATTAAATGTATCTTTTTCTTCCC
CACTTCAAAACAGTCATACAACATAACACAGGAGTTTAAGCCATGTAGTTTCAACA
>BJ534526 ID   BJ534526   standard; mRNA; EST; 186 BP.
CNNACGTTTCTNTCCNCCAACATGAACTCCCCGATCGCGGGGTCNAGCATAAAGCCGTTC
ACTCCCTGACCCGNGGAAAGGACCAACATGGTGGCGCTGCCATACNNAGCATAACCNNCC
GCCNCNATNTTTCTTCCCGACTGCANCGCGTCCTTTTCACATGGATCCCCNNTGGATGTC
TTTTTG
>BJ534537 ID   BJ534537   standard; mRNA; EST; 538 BP.
TTTATCTCCCGGGGAAATGCCTCAGCATCAGCCGGTTAAAGACTACACAATTCAGAAAAG
GGCCTTTTATGCTTGAGCCTCTGTGATACCAGCGGCGTGTTTCCCTGTCACAGTCGTTTT
TAATGCAACCGCCGAGATCAGTCAGGAAACCTAACGACTGTAACCATACAGTGAGAGACT
GAGGGAGGAGAGAGAAGGACCGCCAATGAACTCCCAACAAAAGATCAGATTCAAGGAGGC
CCTTTGATTGAAAAAGCAATTTAGACGCTGGGTGTTTCTTTAAGGAACAATTAAACTCAA
ATGTTAAAAATTAAGGGGCTTTAAGGAGACAAAAAAAAAGTTGTGTTTCCGTTCCTACAC
TGCCCTCATTTTCATTTGTCCTTTTTTTTCACCCTCCAAAGTGTAAAGTTGTGTAGCATG
GAACAGGGAGACAGATNAAAAGTATGAAAAGACNGAANGAAGAGAGTGAGAGAAAATGAA
AAGAGAAGGTGGGTTATACAGATNAGGGGGTCTAGGTGCTTAGTGGTGCGAAACTGAG
>BJ534555 ID   BJ534555   standard; mRNA; EST; 687 BP.
ATAACCGATGCATCCTAAAGAAGCAATTAAGATACAGTTAAAAAAATACAACTTTATATG
TACATACAAAAGGGTTGGCCTTGCTAAGTTTATAAAAAACATTCTTGCTAAACAAAGAAG
AGGAGGGTAAGGCAGGCAGCCAAAGAGGGAGGTGAAAACAACAACAGTGATTGTTATGGG
TTACATGCTCCAGACCATAAATGACAACAACAAAAAAGGCTAAACTGGAAGAACAGAGCT
TTCTTTCTGGAAAATTCAGTGATTTGGCTTCAGAAAACTACTGGATCCTACATCATCAAA
GCATCAGTTGGTTTTTAAAAACCCACTCAAATGTCTTTTTTTCAACAGGTTCCGTTGTGC
GGCTCTTTGAAACGCANATATGTAGCGAACAGCAGGTGATGAATCCCAGATAATTTGGCA
TTCGGATGGTTTTTGATGTGTGAAAGCCTCGTGCCGAATTCGGCACGAGGGTTTTTTTTT
CTGCTACATTTACTTTATTGTCTTTTAGTTCATTTTAAAAAAACGTTTATTTACNTTAAA
TTTTATGCAGTTGAAATGATATTGATGTGGGGATTAGGACGGGATATTTTCAGGTCAGGC
GGCTCTTTTTCAGCCGGGAAACGTCCGCTTCTGCTTTACGTTTACGTGACGGCGTGTCAG
GAGCGTCCTCAGCTGCAGGCAGGAAGT
>BJ534602 ID   BJ534602   standard; mRNA; EST; 421 BP.
TCTTTATTATTTACATAGGCTTAACACTGATAAGCACAACTTCACAGTAACATAAAGTGA
GCTTTAAATAAAAAAAATCATATTTTTGTACAATAAAAAAGTTAACATCAGACATTTTAT
CCCTGTTTCATTCACTGTGGTGTGTCTGTGTTGATCTTACATTGCACTAATCCAACTGAA
GAAGTGGCCTTTGGTATCATGTTGTGTACACACATTCTCCAGAACCCCCTTTCCTTTCAA
AATAAAAGGGAGACATTGTAAAAACAAAATAAAAGCACGAGAAAGAACCCAGTAGCAGAA
ACGGGAGGAAGGAAAAAAAACAAAAACACGTGAACCATTGAGTTTTATGGCAAATATAAC
TTTTATATTTTCAATAAAACATTTTGAAGGGCTGTCCAAAGAGGGGGGGGGGGGGGGGGG



G
>BJ534607 ID   BJ534607   standard; mRNA; EST; 427 BP.
TTACCTAAGTCCAACAGTGAGATGGGCTCCCACCGTCTGCTTCACAGGATTTGTTAAACT
GTAGAGATGAACAGTACTTGCGTTAAAAAAAAAAAAAGGNTCTTAAAACAANATTTGTTG
TCTGTCCCTNAAATTANTTANCTGTTATGGNCCATGATAAATTTGTTAAAAAAAAATTCT
TAAAGCTNTANCCCCCGTTTTAAAGTTTGATTTCCTTCAAAGNGATNGCTTTGNAAATNN
CCNCCGTCAGCANCANANATTTCTTCTTCNCCAAATCCAAAAAGTATAACGGATCANNGA
TNAAANATGGGTTGAATCCCNCCCCCCCCANCTTGACTTTNTTCATCTTGAANGTCCCAG
TCNTTTCCGGGNNGGGNTGAACGCGNATNAATCTGGGGNGAGCGNAANCGGGCAGGTACT
TGACCAC
>BJ534614 ID   BJ534614   standard; mRNA; EST; 358 BP.
GCTTTTCNATTTTTTTATTTATATGTTAAAATTCAAAACATAGAAATGACAAACAGTAAA
TAATGTTATAAACATCAGCTTCAATTCTGTTTTTCAGGATATGACATCCCTGGACCCTGA
AGTAGCGAGTTGCATGTAAAACATTTTCTTTTAAGATTTTGTTCAAAAGGACAAAACAGT
TATCCTTTTTTTTTTANAAACTCATAAAGTCAACCGGAAAATTCTGAAATGTGTCTTTGG
TCAAATCTGAGGCTGCCGTAAAGAATTTCAGTAACATTTAATAAACAATACAAGACCATC
AGGCATTTTTCTGCAGTTAACACTTGTGCTATCTTAAATGACCCCCCCCCCCCCCCCC
>BJ534684 ID   BJ534684   standard; mRNA; EST; 316 BP.
ACAGCAGACCAGTTCGTGACCTTTCGAAGGATGATGTTTAGTGGAAAGTAGAAGAACCAA
GCTTAAAGATCAAGCTAACATGCATAATGTCTTCAGACATTGTTTTGCAAAAGCCGTTAA
GGCTGTTTTTTTTTTCTTTTTTTCAAGTTCAANAACAAAGCAGGTTTTTTTTTTCTNGTT
NGTTTTGTNCAACTATNCTNCTTTTAAAAAAAGGAAATAANAAATGGNTNAAAANCTACT
TCATTCTNGCACTTGTNTTGCANCANCCTTNGGNAAATGAATCAAAANAANGGGGAAAAA
AATGCAGGGAAACNCG
>BJ534745 ID   BJ534745   standard; mRNA; EST; 141 BP.
TCCCCGGTGCATCATTCCAGCTGNTGACATNGTTTGNGAACCTCCCTATTTCTGCTCGAT
CTTCCCGGNTCCCAACATTGTTANGNTCTCCTGNAGCCCAATAGNTGACACAAGGNGTNA
GGATGCTTCCATCCACCCATG
>BJ534748 ID   BJ534748   standard; mRNA; EST; 708 BP.
AATATAAAATGATGTACAGTAGTTACATACATACAAATATAAACATTTGGACAACAGCTA
ATGCACTTTGAATTTTCAAGTCACAAAATAAAAACATTTACTGTGGAAGTTCAATCCAAA
CCAAAACTTGGACTCTGGACACCAATACCAGCCCCCAAAAGGCAGATTTGAGGTTGATCC
CCCCCCTCTAAATACCACAGGAATGCAAAGAAAAACTTTACACAGGTAGATACAAAACCT
CAAACTTCTACCCACATAGACNCCACTGCATTGATGTGTGGTCATACATTATTGGTCCAA
TTCTTCTCCAAAGTAAATGTTTGACTAAAGAAGCTCCACTGTTGTTCAATGTTTGGATCC
GTTTGTTCTCCTGCTGTAACATTTTTGAGATAAGGTACAACATTAAAGGTTTTAGGGGGT
TTTAGTCTCGGTGAACTGTTTTTATGTTGTTATGAAAGAGTTGTTTAAATGGGGAGTCTG
GTAGGAAAAAAAAGAAGAAGAAAAAAAGAGTATCCCAAAAGTTAGAAACAATACTTTGGC
TGTCGGGAAAAACAACTACCAAGAAAAAGGGCACGCTGGTCTTTGGATTGTACATCTNAA
CTTTCTTCAAATGTTTCTGATGCAGCTAGCGTCAAGTTTAAATTAAAAAAAACAGGAAAA
AAAACGGTAAGCTTCAGTGAAATACTGCCCAATTGGAACCAAAGTGAA
>BJ534782 ID   BJ534782   standard; mRNA; EST; 627 BP.
CATTTATTGGAACAATGTTCAGATTCAAGCAATGGTAACCAGTCACACTCACTATTTCAT
TTTACAAATATTACAAAATTACTACAGTACAATATAGAATCTTTGCATGATCCAAAATAT
TTGGTGGCCCCAAAAGTATTACTTTTTTTCCTTAAAATTCAGCAGCTTATTTAAAAAAAA
GAGGAGAAAAAATGTTTATTAAAATGATGCTTTTGCTTTTCTTAGCAAAAAAGGTGAAGG
CAGATACTATTTGTAAGTTTAAAAGCTAATTGAATACAAGAGCAGACATTCTTCACCATG
GGTGAGTGCTTTATAAAATAGAAAATTCAATAAAGCTTTGTAGAAAGTCACACTTGTATT
TGCAAAAGTTGCCAACCGTTTCTGCTGTTTGTAGGAGTATAATCTCATTACAAAACACCA
AATAATTGAAATATTTGCTCTGACGGCATTGCCCAGAGATTCAACTATTGACCAAACGTG
TGCAAGTTACCACTTCTGAATTGTTCTAACTCTTAGTTTTGCAATTAATGTCAACATTTG
AGGGCTCAGAGTTGCACAGATCAACGCCCATGGATGTCAATGCGACACCCATGGTTACAT
AACACAAAGAGTGATTTTTACTGGACG
>BJ534786 ID   BJ534786   standard; mRNA; EST; 424 BP.
TTGGATCACCTGGACAGTAAAATAACTTCAGGACATCAGGAGTCGTTTATATCTCAATAT
AGTCTTTAAGATGGAATTGCCTGGAATTATTCCTGAAGTGCGACTCCTGATCCCCTGAAG
TCACCCTCAGGTCTTCATCTCTGGCTCTACACACACTGAACCACGTAAGCTTTGTAGAAA
CGTAAAGATCTGGATACGAAAGCGCCATAACGATCAGTAAAATATACTGCAACCAGCAAA
TAGCTTATTTAGATGCTGATACTCGTTTGGATGGGTCGCATTTAGAGCTAATACTGATGC
AGCAGAAGGGGGGAATCTCCAGAAGAAGCCCAAACGTTTGTTTTTTTTAGCCGTTTTCCG
TCCTACGTGTTCTGGAAGCAGATGGAAAAGCGCTTAAAAAGAAATTTAAAAAAAAAAAAG
GACG
>BJ534796 ID   BJ534796   standard; mRNA; EST; 526 BP.
TATTTTATATAAACAGTTTATTTTTGAATAATTTACACACAGCAAGATTTTTTTATTTCC



ATTGCAACTTTTTTTCTTTAAATGTTACTACTTGGCTCTCCGTTAAAAACATAGAAAAAA
TAAATCATCAAGCGTTCTTTTAGTCATGGCACATTTTTGATCCTGTACAAAATGCATTTG
GGTTTGTGTGTGAGCGTTAAGTTCAGTATCCGTGTTACACAGAGATAATGGCATAGTTGG
ATCCAGTGTGGGGGCTGGGGGGGGTCCGAGGGGATGTGAAGTGATCTTTGTGGGTTTGCA
GATTTAGGGTGTGAACAGTACAAACACACAATCTCTTTGCAATGTATGCACGCGACACAT
CCCAAAAATGAACACAACAGCATATTCATTGGCAATAATAATAATAAAGAGGTATCCTGC
AAGACTAGACACAGCACTCTGGGGACCATCTATGTGCACTGAGGAGACTTAAAGAGGAAG
AGGATGGACGAAGAAAGACTGTACTCTGAATGGCAGAGGAAGCAAG
>BJ534799 ID   BJ534799   standard; mRNA; EST; 109 BP.
GTTTGTGAGGAGCTTGGTGAAGCAGCAANCACCACAGANGANGGGACTTCTCTGGAGANN
ANAACGNGTGCCATCCTCTANGCTTCAAGGCATTCCTCATTCTTTGGGA
>BJ534801 ID   BJ534801   standard; mRNA; EST; 148 BP.
TATTGNATGAACTCTAGTCTGNATGTNCATGCCTTGGGCTTTTCAGCTCCCTTCTTCTTN
GCAGANCNTTTCNTGGGCTTCANCATCNTGGCCTTGATAGTCNGAGTCGTGCTTCAGGAT
GGCATGACGGCTTACTGTCTTGGCATAC
>BJ534803 ID   BJ534803   standard; mRNA; EST; 492 BP.
CTTTATGTTCTTAAAAAAAACACAATTTAAAAAAAAAAAAGGGTTTTTACTGGGCTGAGG
GTTTAAAACNTCCNAAGGGAAGTGCAACAAAAAAACTGTTTTTTTATAACTGGCCNGGTA
AATAAATTTAAAAATCAGGTTACAAAACNATTTTGGAAAAATGTCTTTGTTTTGTTTTGA
NCTACTGGCTTTTATAAAGCAGGGAAAACTTAACAAACCNCTAAAACNCAACCCAGGTGC
TTACNGCANAGTCTGATAAATTTTTAGNGCANCCAAACNCTAANCAGNGTCAAANCCAAT
ACCCTGCAGTTCCCTTGTTTNAAACCCATGGCTCTNGGCTGCANGGNCCTGTATTGACCC
CTTGNGGAAAACACAAAGGAAACNCNTTGAAAGCCAAAAAAATAATGGGACAATTAAAAA
ACATTGATGGTTAATAAAAAAAAAAAAAACTTTNTTNGGGGGNCNCCAAANCATNAGGGN
AAAAAAAAAANT
>BJ534810 ID   BJ534810   standard; mRNA; EST; 159 BP.
CCCAGAAGNGCCTNATACCACGNTGAGCCCTGNTCTTCTTGAGCCGTTCCATATCCTCNC
TCAACTTGTTGTCCACACCGTTGGNAAGGACCTGGCTGTATTTGNCGTCCTTAACATCTT
TCTGTCTGNNGAGGAACCNGTCTGGGATTTTGTACTGCC
>BJ534850 ID   BJ534850   standard; mRNA; EST; 475 BP.
CGTGCAGAACATTTGAACACTTCTCAGTAAACTAGCTATGAGGTAGGAGGGGTGGTGGTG
GTGGAGTAAGTTTGGCCAGAATTGTATTTTAATTGGCTTTGACAGCTTGAAAATTAAATT
GCAAAAAATATGACATCAAGTGGCTATGAATCCAAGATCCTCATACTTGTGTTATTAGAG
TTTTCGCACATATTTTCTTTTCAAATATTCAAATGTTGAGGTGAGTCTTTTATCACCCGT
GTCTGTTTTTACAGAAAAAGTCCAAAAAAATACTAACTTTGAACAGATNAATAAGGGCAT
AAATATGAAACTGATCATTTATGCACAGTAAAATGTTTAATTTGTTTTGAATACTTCATC
CAGAACGCANCAAGGAAGTATAAATATTAGTTTTGCCTTTTTAAACAAAAAAAAAAAAAN
NNTNGNNGGGGGAAAANTNNCCCNAAAAATTTTCCCCNAAAANCCCCTTTTNCAA
>BJ534867 ID   BJ534867   standard; mRNA; EST; 265 BP.
GACTTTTTTANTGAAANACTTTGATCATTTTATGAGGANAANGGAAAAAAAATTGATTTT
CATAAACNGTTTAATAAATGTNTTANTTTGTCACNTTGAACCAGTATNTACCCNCNCAAC
ANCAAATAGNGGCAACCAAGCANCAANAATANCAAAATTTATNTGGCACACAACANTTTG
GCNTGAAANAGNGCNTGCNCNCTGAGCANTTTACAGCATTTAAAAAANCAAANCAAAAAA
AAAAAACCCCANNGGGGNTNAAANT
>BJ534877 ID   BJ534877   standard; mRNA; EST; 395 BP.
TTTATTTCAGATCACCTGTCTGAGATCAGGTCTGTCTCCGAGATTAGAGGTTTAAGAGGA
GGACGTACAAAGGCGACACATCTTTGTTAGACTATTTTTTTAGGTTTTTTTTTGCAGAGC
ATCCAAGAGACATAATCACAAGTGCATCATTGGCAAAAAGAAAGAAAAAACAAACTGCTG
GTGAGAGAAGAGGTGCACCCGTGTGTCTGTCTGAAAGACTGTTCTGGGATTTCTTTTCCT
GCAGGTGTGTCACTAAGGGCTCACCTGTGAAAGCAGTTTAAGTGCATGCGTGTTANAGAA
AGCGCACATTTAGAGAGGTAGCAGAAAAACGCACTCAAGAGCTAAAGAGACCTGCCTTGA
AGGAAAACGCTCAAACTTTTTTTTTTTTTTNCNTT
>BJ534914 ID   BJ534914   standard; mRNA; EST; 336 BP.
AGAGAGTAAAAAAATTCATACGGTATCTTTAAGTATAAAAAGTGACACAAGGCAAATATG
TCAGTGTTACAGAAGGCGAGTTCATAAACATTCTATGCTAATTCAAATAATCTGCAGCTT
TTTGGATAATTTTCTCTATGCGTGCAATAATACATCTAACCTAAAAGTAGCTCTACATAA
AGTGTGTGACTAGAATCTTAACTGGAGAAGAAACCTTTGGAATTAAATGTTTTTGTTCTT
GACTTTGAAAAAAAAAAAAANCCTGACNCAAAAGGGTNTAAAANAACNTTTTTGTCNCAT
TTNTAAAANTCAAAAAANCACCCCCCCCTNCAAAAG
>BJ534927 ID   BJ534927   standard; mRNA; EST; 390 BP.
GTGTGGTATTTTTGTGTGTGAGCANAGCGGATTTATACCGACTCGACATTAATAAAACAA
AACGACCAAANAAAGTGTTCCCTCAGGTNANTAATTTGNGGCTGCAAATTTATNTTTTGT
GGAAACAAATTACCATTTTGTGGCCAAAATTTCTGATTTTGTGCGAGCAAAATAAAATTT
TATTTGCACAAATTACCATTCTGTGGCCNCATTTNATCACTTTGNCCACATAAGTTCATC



TTTTATGCGCACAAGTTACCATTTNGTGTGCATAAATTGAGTATTTTGTTTGCACAAATT
AAAATTTTGTGCATTAAATTNCACCAAANAAAANCACAATTGNGGCCACAAATTACTTGA
TTGTGGCTACGAAATACCAATTTGTGGCAA
>BJ534961 ID   BJ534961   standard; mRNA; EST; 233 BP.
AAGTATGANATTCATCATTAGCATGTGACAGAACTGTGGCTAAAGACAGNTCATTCATTT
TTAAAAATGCTATACGAAACATTATTGCNACAAAAGAAATCCATTAATCCNTTACAATTA
ANTAACATGGCAAAAATCTATAATNTTGAGGTAAGTGGGCATTTTCATCGNCATCCACCT
TCAGTGGTTGAGTCGCTNGGGTGTTGTGGAGTAAAAAGCCTCAGGAGCCGCAT
>BJ534963 ID   BJ534963   standard; mRNA; EST; 190 BP.
TCTTTATCAATGCATTGACAATATAGCAAGTTATGTTAGTTAAAATATCAGTTGCACTGG
AAGAGAATCTGGAACCAACATTTACATACGATTCAAACATTAACATAAAGAAAAATACAT
CATACAATCATTACACACAGGGCATTCACACTGGACTACACACACACACACACACACACA
CACACACTCA
>BJ535002 ID   BJ535002   standard; mRNA; EST; 611 BP.
ACAGGTCACAGGANAGAAACAGGAGACCCCGATTATGCCTTTTCTGCTGTTTCCTCATCT
CCACCCTTGGTGTTACGCGTGTAGATCAGCTGTGCTCTGTGTTTGGAGACCAGCTTGATC
ATGCCTTTAGACAGCAGCTCCTGGAGAGCATTCCTGGCCAGAGAGCCACGGATCTTCAGT
CTTTCTGATACAACCGCGGGGGTGATGAGCTTGTAGTTGGGGACTTCTTTGTACAACTTG
TCATAGGTTGCTTTGTCAAAGAGGACCAAGTTGTTCAGCTTGTCCCTCACCTTTCCCTTG
GACCACTTCTTCTTCTTGGCTTTGCCTCCAGACTTGTTGACTGGGTCCTTGTCCTTTTTG
GACTTCCCAGCATCCTTCTTCTTATCCTGCTTAGGAGGCATGTTTCCTCCTCGTGCCGAA
TCGGCACGAGGGATCAACAGTAAACCGACGTCNAAATGAGACTGTACCTCGCAGTTGCCG
TACTGATGCTGGCCTTTGTGGCTTACACAGAGGCTCAGGATGGAGATCAGACCTACNCTC
AGCTNAAAGACCAGATCACAGAGTTTGGCAAGACTTTTGCTGAGAAGGCCAAAAACACAT
TTGAGACCATT
>BJ535005 ID   BJ535005   standard; mRNA; EST; 637 BP.
CAAATCCCAGGAAAACATGCNNCATAAAACATCTTTTTTAAGCTTCCTAGTATTTTTCAA
AAATCATAACAAGAAACANACACNTTAGAGAAGTTATTCCTCCTGATTTAGGTGTTCGGT
GCAGCACTACACTGCTGTTTCCCTGCTGCTCCNGAAATAAAATGACATGTCTGCTCCTAC
CTGCCCACCTTANATTAGCTAAATCTTTGCAAGCAGCATAAGAGGGAGCANAGTGAANAG
ATGTTACCGTTGACCCATTTTGGTCTTAANAAGCCTTAAAACGTCCCCTCANTGTACACG
CCTTCGNTTCAGACCANAAAAAAGGAATTTATCTGCGATCATCCCTTTTTCTGAAGTGTC
CTGGGAGCTCAGGTGTCCTTCCGGCTGTTAAGATCTTCAGACCAGCTGGACCGTGGCTGC
CTGCAAATAGCCCTGCAGGAACTGGAGGGCCTCTGCGTTTAGACTGGTGCTGAGCATGGA
GGGAACCCGTCCAGGACAGGCCGTAAAGAGCTTGTGGAGTGATTGGGCCAAAANGGATTT
TTGGATTGCCCACTGCATCCCCNATGGGATCATGCTCCTTTTTTCCAGCAAAGGCCAGCT
GTGAAAAGGCTGTTTGGTATCCCGGGTGTGTCTTCGA
>BJ535053 ID   BJ535053   standard; mRNA; EST; 156 BP.
CGAAGCATGTNAATGCGGNACACGTGCGCATCTCTGTGCGTGCNCTTGCTTGNGCTCGTG
NCTTTGAANTATGTTATTGTGTGCNAGANGGAAAGTCCTGCCGTGTGGTCATCATGNAGG
CACNAGCTTACTTTGGNCCTGCTTGTGAGCGAAGAA
>BJ535055 ID   BJ535055   standard; mRNA; EST; 248 BP.
TTCTTTTATATATATATTTATATATATTTACAAATTAACTTAAAATTCTTTACTATCCAT
TGAAAATGATGTTAAGTCCATGAGCACTCCTGCTCCCGGGTGGGGGCCGGGGTCATTCAG
GGAGGGAAGAGGATGAACGCCACGCCCACAGCTCTGATGCCAAATTCACAGATTTCATAT
TTTCACAAAAAGAGGTTTTTGTGTTTCTGTTAAACAATCCCCCCCCCCCNCCCCCCANTT
TTTTTTNG
>BJ535057 ID   BJ535057   standard; mRNA; EST; 290 BP.
TTTATGAAAGCCATTAGGACACTACTGTTTTATTTTCTTTTCCGTTATGTGCAAGGTNGA
AGTTCATGGCTGAAATTACNATATGGAACACTGGATGNGCGCATCTNTGATGAAATTATC
NNGGTTTACAGATCCTGTAGGGCACGTCCACCTCCCGAATCACTTCACGTAGCATGCGGT
GGAGGGAANAGGGTCAAAGGNCAGCTGNCTCACACATCCAACGNCATCTTCCTCTTCTCN
AACTCCTTGTACATGGTGCTGCCCAGATGAGCCGGGGTACATGCTNACNA
>BJ535058 ID   BJ535058   standard; mRNA; EST; 243 BP.
GTCGGTCCCGNGGACCTGGTNTACAAAGCCGGACCTGCTCCGGTAGTGNTCCTGTTGGAA
CCANTTCCTCANCAAACACAGCCCCAAAAAANTCCNCATACAACCGCGGGTCCNGCAAAG
CGCAAAAAAACCACAAAACCCGTCCAGNTNCNGNAACCAGNTNTNCNGCAGGGGGGCCAG
CANAGCCGGGGGCGTCAGCANCAGGGNGGAGCANNTCNATCCCCCCNTGGNGGANACGGC
NCT
>BJ535059 ID   BJ535059   standard; mRNA; EST; 638 BP.
TTTGTCAGTTATAAAAGAGCGAGCAGCTCTTCTTGTGGGGCTGGGGGTGCAGCAGTGGGG
GCTTGGAGCTCCCATCTGCCTGGCCTGCACCCCGGGCCTGGGAAACCCTGCTTTCAAAGT
CCCAGGATACTTCCACATTTCCTTTCCTAAACCTACAGGAAGGAGTAAGTACTGTATTTA
CATTTTTATATATATATTTATATATAAAAGCACAATAAATGTGAAAAAAGTAGAATGCAT



TTCGCAAATCTTTTCTGATATTCCTTTTTCATATATAAATTTTCCGTTTTTATCTTTTTT
TCGGGTTTCAGGTGACACTTTACACGGTTGGTTGTCTTTGTTATTCACAATGGAAGATTG
GCAGTGATCATCTCTCTGTACCAACTGGCAGATATGTTCAAGGCACGAACCTTTGTTCAA
AGGAAATGGTTTCTACTTCTTTGAAAAACAAAAAAACGTCACACGGCTACNAAAACGACA
AAAGTACCAAAGAGCACAAAATGTTCTCCTGACGATGAAAAAACAAAACCAAAAAAATAC
AGGTAAACTACTCGGTGTTCTGTGTGCAGTCGCAGAAGACCGCAAGGCAATGCTAACACT
GTCCACGACGTCNCTGCAATACTCCACGGCAGTACACA
>BJ535082 ID   BJ535082   standard; mRNA; EST; 308 BP.
ATTTTATCTGTTCTGCTCCTGTCACAAAATACAAACCAGTCAGCGACAGAGAAGAGAAAC
TGTGTACGACAGAAGGTTAAGTATGCAAAAATACGACAATCATATTTCAAAGACGGAGGG
CGGACGTGTGAGAAAGGTGTGCGGCGGGTCAGAAGGGGCCCTGTGAGGCCACTTTCCTGA
TTGTGATGGTCGGACCGTTAGGAGGCACAAAAGGGAGACCTTCACCTGTGTCCGGGGAAC
ATCAATGGAGAAAAAAAAAAAAANGGNCCNAAAAANTNCTTGGAAAAGGGAATGAACNCN
TTTTTCAG
>BJ535114 ID   BJ535114   standard; mRNA; EST; 337 BP.
TATTGATTCTTTTTAAGCATTTTAACATTTTTTTTAAGGTTTATAGCTTTAAAAAAATGG
TGCAATACTCAGTTATGATCCATACTTCCTTGGATTATTCCACAATGAAAGCCACTAAGG
TAGATAAACCTTTTACATTTTAAAAAACACAATTATTTTAGTCCTTGAGTAAACATTTAC
ACGTGAACTGTCCCGTCTCCCCTCAGTACTTGTATTAGGTTGTTCGTATAGCTGGATGAG
GAGGGAGGGAGACACTCAGTGCAACACTAGAGGCTAGTTACAACATCTGAATAGAAATCT
GACCAGCCNAAAAACAAAAAAAAAAAAAANCAAAAAA
>BJ535115 ID   BJ535115   standard; mRNA; EST; 541 BP.
TTTGAGAATGCTTGAGTGTGACAATAAATACATGAGCACTAAGCTAAGATTCCAGTGTAN
AGCACCTACACCAACCTCATCTCTCCTACAAACACCAAAAAACTTCCAGTTCAGGTTTCT
GTATCTGGGTTGGTCCCTTTGACACTGTAAACTCTCATCATGACTGTGAGTGCATGTTCT
CATTTGTGGAAGGCTTTGGTTGGTTTTCTCTCAAACAGTTCTGCAGCTGGGTTAACAGTG
TTTCACAGTCGACTGGCTTTACCTGTGGTTCAGTGTAGCACTTAAATCTTTTTGACCCAA
ACTAGCTTCCTTTCTGAACGGTCTCAATCCACTACAGGACAGTAGCANAGGTCGTCGGCA
CAGAGCANAGCTGGAAAAATAAATAATCGTTCCCTTTTATCTTTAAATATTCACATCAAA
CATCCCGTGTGTTAATTACAAGCTAAGGTGAATACATAACACTGACTGCANAGGTGAGTT
TGCACTTGTGTGGAAATGTGAGTAAAAGCGTAAAAAAAAAAAAGGTTAGGTTTAAACAAT
T
>BJ535118 ID   BJ535118   standard; mRNA; EST; 129 BP.
GGACGCAGCATGGAGCCTTGACCACGCCTGTGCAGCGGGAACTCCAGNATANACGTGTGC
TGCCACTCATGCATCAGTTCNCNCGCATCTTCAAATGTTTGGGGTCTTTNCCANATGNAC
GCCTCATCC
>BJ535159 ID   BJ535159   standard; mRNA; EST; 300 BP.
ATTTTCTGTTCAGGGATGTTTATACATTAAAGATCATGAGGTGCTTTTCAACATTTCATG
GAATTGACAACTGAAACTGAGATCAATTAGAACATGAGGCTCTTTACTCAAAGCTGGAGA
GGAAATTCAACACGACCTGCTTCAACTTCGCGTCTGACGCCTCCGAGATTTTACCGTCAG
CCTTAATAGCTGCCAGCAGGTCTTGGTGCTGACTCAAAATGTGCTGCAAGAACGCCTTCT
CAAACTTTGTGATCTTGCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTNTCTCTNTC
>BJ535186 ID   BJ535186   standard; mRNA; EST; 149 BP.
TAACATTATATCAATAATATTAATACAGAACTTGAAAAAAAAAAAANGGAAAAAANTAAA
ATANTTTTTTGNCCNNGGCCCTCTTTCTCGGGNANNCAAAAAATTTNANCCNCCNNAAAA
AANNTNTNTAAANTTCTTTAAAAATNAAG
>BJ535225 ID   BJ535225   standard; mRNA; EST; 132 BP.
GGGGGGNACCCAANAAGGGGNNAACNTCCGGGGGGAANGGTTTNAANGNNAAAANNNNAA
ANNTCCCCCNATTTNNNANGGGNANTTTGGNCCNTGTTTTTNCCCAAGGGGTTCCCNANG
NANNCCTTTTNC
>BJ535316 ID   BJ535316   standard; mRNA; EST; 384 BP.
ATTGTAAATTGTAACACAGTTAATTGTGTAACAAACCCCCAAGAGGTTACTTCATTTGTC
CTGGACTCCAAGTACTTTTTAGGGTTTTTTTATCTCGCGGGGAGCAAACAGATAAGAGCT
GAGGGCCTCTTGTGTTTGACAAATGTTACCATTACAATAGTGGGTATATAGTTATGGACA
CACAACCCATTTTATATTTGATGCTAAACTCTAATTTTATTATATTTTTATGCATTTCTT
TTTGGACCAGATAAAAGAGAAAGGGAGAGTGGGATGGGGGACATTAGTATAAAAAGTAAT
AAAAAAAGGGGGGGGGGGGGGCNAGGGGNTGNAAATTNNTTAAAAAANCCCCNAAAAAAN
NTTTANGANTANNAANAANNTNCC
>BJ535321 ID   BJ535321   standard; mRNA; EST; 265 BP.
TGACCCATTTTGGTCTTAAAAAGNCTCAANACGNCCCCTCAGNGNNCACGNCTTCANTNC
ACANCAAAAANNAGGAATTTATCTGCGATCATCCNTTTTTCTGAAGTGTCCTGGGAGCTC
ANGTGTCCTTCCGGCTGTTANGATCTTCAAACCAGCTGGACCGTGGCTGCCTGCNAATAG
CCCTGCAGGAACTGGAGGGCCTCTGCGTTTANACTGNTGCTGANCATGGAGGGAACCCGC
CCAGGACAGGCCNCACAGAGCTTGT



>BJ535350 ID   BJ535350   standard; mRNA; EST; 343 BP.
ATATGTACAACATTTATTATAATATATAANATAGACAATGTACTTAAATTTTCACAATAG
AAAAAAATACATGTAATAAATACAAAGACCATTTTTGTTTTGCAGATCGTACAAAACATC
CAGCACAAATCAACAGATGTTAAAATATTGAGAATAAATGCTATTCATGGGTCGCTAAAT
AGAAGCCTCGTGTGTTTAGGAGTTATTTCTCAACACGCGTCTGCTGTCACACATCCTACT
CTTAGAGAATATTGCTAGTACTAGTCAGTGGCCTAAGCTCCGCCCATTTTGGCCTGTGAG
TGACAAAAAAAAAAAAATCAAAACTGAAACNGGCCNACGGAAG
>BJ535371 ID   BJ535371   standard; mRNA; EST; 691 BP.
TCTTTATTTTTGCTTTCTTGCAAAACCCCCTCCCAAAACAAACAACACATTAGCCACCAC
TCTTTAAGGAAACAAGACAAATAAGGGGATTCTCCACATTTCTTACACACACCCTCCATT
TCCAACAGAGGGTGATCAAGTCTGTTTGCACATGGATCTCTGAATGAGAATCTGCAAATT
GAGGCAACAAAAATATGTGTAACAGCGGCCATTACAAGCCAATATTCACATAAAAAGGCA
GGACCATCGGTCAACATTTTACTCTCAGTCGGGGAAAATATTTCTGTCTGATGATGAACT
CAGAGGATGACTGTAATCCCTCCTTCCTCCACGGGTCCATCGCTGCTCATCTCTGGGACT
CGAGCACTCGTCGGGTTGTCTAGTCAGTCTTCTGTGGGGACTGCAGTTTCCAGGCTCCAG
TGAAGTAGCGCAGGCNAATGAAAATAAGGTCTCGACCCATCTGTAGCCAGCTCCAGAATG
GGACCAGTTTGGACCCTTCTATTTCATTCCAGGTGACAGCTACCTCTGCTATGGGGATTT
TAAAACACTGAGCGATGTAAAGCAGTTCCACATCAAAAGCCCAGCGCTCTATGTGGAGGG
GAGGAGAANGTCTTGAGAGCTGCTTCACGTGTGAAAAGCTTGAAGCCACACTGCGTGTCC
CGGATTCCTCTCACGCANAAGAACCACACCA
>BJ535427 ID   BJ535427   standard; mRNA; EST; 212 BP.
TCTCTTTTTTTTTTTTAAATAATTAAACATTTGTATTTATCCAACCCTTTATCTGTTTCC
AGCTTTAAATCAGGTCATTTCTGGACCATTCTGAAGCTCCTTTCATGTGTGGGGGGTGGG
TGGGGGTACACACCGCCTGCAAGGTCAAAGCAAATAANAAATAAAAATAAAAAAAAACGA
GACAAAAAACTTCCTGTCCCTCTGAAACGCCC
>BJ535447 ID   BJ535447   standard; mRNA; EST; 733 BP.
ATCTTGACAGGATGTAACACTGCAATGTTCATACAGACATTAAAAAGTCAGAATACATCA
ATTTAACCATATTTTGAAAAGTACAGGAAATAATATTAATTTTAATATCATAGGAACAAC
ATAAAGACATCTGTAGCTCAAAGTGGATTACACTGGATGTAAATAACTCTGGAGGTTTAA
GTAACAGAAACAATAATTCCATTTGACTGAATGTAAAAACACTGAAGTGCTATTTGTTCA
AAGCTACAAAATACATTTAAAAAGCAGGGAGCGGTTTTATTTCCTTCAAGGAAAAAGTAC
TATAAAATAAGTTACAGTACAGTGACACTTGTCCAAAACAGACTTTTTGTTCCCATCTTC
CGGCCTTTTGCATGAACAAAACGGGAAAGTGGGAGGAGCAAAGAGGCCGAGCTTGAAAGT
GGTCGTCTGGCCCCTCCCCATCAGAAAGTTAGAGCTGTTGTCAGTGACCATGTCTCTTCA
CGCCGAATAGTGTGTCACCATCAGCTGGGTCGGGGGGGTCTCTGGTAGAAGAAACTTTGT
ACTTCACAAGCTCAGAAATCTTAAATACTTCATGTTGAGTCACATTGGGGGAGGGGTGGG
GGCGGTGTCCTCATACGTCGTCNGCTGGCAGAGAAGGTATGTTGAACCGAGGTCTCGTAA
AGAACGCGATCTTCTCTCTNAAGGTTTGCACCGGTAGGGGCTCCTTCTGGCTCTGCCCCC
CTCATCTGCANAA
>BJ535451 ID   BJ535451   standard; mRNA; EST; 607 BP.
TTTATTTTATTTATACCGTAATGGTGGGGAATATTATCAAGTAATATATGTATATAAATG
ATCTTATATAACAATGTAAAAGCTCTTTACACTCTAACTGAATGCACCTCAAACTCNNAT
CCAATATGCAACAATGAGGTAGACATTAATGGTATTTTCCACCCTTTGCCAAATATCAAG
GAGACTCCTTATNTTACTCTTATCACAGTAAGAAATATATGATTATCATGAGACTCTGTA
CATCACAAATAATAAAATAATTATAGAATAGAAATTATACCGATTTGAGTGCAGTTTTGA
ATATTTACAAAGAAATGCTGTTCGTCCATTTCTTCATTTGTTGCACTTTGTAACTTTTTC
CACTGTACAAAAATTTACAAATCAAAAATAATAATAAACAGCAGTGCATTGGAAGCTAAT
GTGCATTTTAAATATTGTCTCGTTTGCGAGTCTTTTTCTTTCTTTCTTTCTTTCTTTTCG
ATTTTTCGTCATCAGAGAAGACNAACTCTCGCTGCGACTGTGGCGCANTCANGTGTGGAA
GTGCATTTCTTAAAGATGACTCTNTTATCTGTGCTTTCGTTCTTTTCTTCATCAACAGGG
CCCATGC
>BJ535463 ID   BJ535463   standard; mRNA; EST; 488 BP.
GTGAGACTACACTAAAGTAAAAAACAAACAAAAAAAAAACAGGATTTTTGAACAAGCANN
TACNCACAGTACAGTTCANTGATGGACACNTTCAGGAGGGAATCCANATGTTGCCGTGGG
TGTCGGGCTCCTGGCTGTATGGAATATTCCANATCCNTGGTTGATCTTTANCAGCATAAG
GTGTAGGTGGGAGGTCGAAAGGCACGAGGAACCCAAACNAGGACNAGGANACTGGGAATG
CACTCTTATCAACGGGGAATGTCTTCAAGTTAAAGGCTGATGGCACATANAGGACTCCCA
GCTCANACAAACGCACCATCACCTGGNANTTGTTCTTCTCCAAGGCACCCCACGCTGCTT
TGGAAAGGTTTGCACTCGTGACNAGNAACCAGGCAAGCTCTGTGAAATCTGGANAAACCC
TCANGTATNTCTTGATGTGAGGCATGGCNTGACTTCTCCCTGTTGCATTCGCCTTCCAGC
GATGGAAG
>BJ535476 ID   BJ535476   standard; mRNA; EST; 643 BP.
GTTTGTTTAATTTTTTTTATAACAGACACACAAAAATAAACTACCAAAGACCAAATTAGG
TAAGCAGATGACCACCACGTGCCGCGTCTCTCCTCCTCTCCCCTGTAGAGAGAGCGCGGC



TCATAAAGACGTCACCCTCCGCTCCGGTCACGTGACTTCACATCCACCTTCGCCGCTCCG
CAGGAGGAGCCGTCGAGGGAACGAGCAGCGCCCCCTCCTGGAGGACCACAACAGTCTTTG
GCGTCTTTTCTGGTGCAACCAGCTGGTCGAGCACGCGTACACGTGCACACGAACACACAC
ACACACACACACACACACAGAGNGNGGGGGGCACACAGACAGACCACGGAAGAACAGTTT
TCCTAACAGAGGTATTCTGGGAAACAGCAGTGTTCANACAAAGCGAAAAANCCCTGAGGG
ACGAATCTGCCNTCACTAAAGAATTTTTTTTTTACTAAACTGAGACTTTAATTTTGCTTT
TTTGTTACANACAAACGGGAAACTTTNTTTTGAAAGANGGAGGGACAAAAACTTTCTGCT
CCNCTCACAGCTGATCTNAAGGACTGAACACCTGATCCGGGTNTCGTCCAACCCAANAGA
TCTGGATGTGATACATGAGGGGGTGGAGCTTATGTCTGNGGTT
>BJ535486 ID   BJ535486   standard; mRNA; EST; 353 BP.
CAACTTTACANAGCACAGCANCTCAAAAAANCCCTCATTATTCTTGATGCAAAAAAATTA
TCGGNCGTTTCCNGTTCANGGANCANGTAGNANNTGAGGAAATCANGGGCAGCTACNGTC
AGCATCCNCCTCCTTCCTAACAAANANCCTTTAANCANTAAAGCACAAACCCNTCAAAGN
GAAAANAGCCAAACACNCCANCTTCGTCTTCATCTNAAAAAATNCCAAGTCANGGGTTGG
NGNCCCCAACNCTGGGGNGGTTCNACCANCTTTNAAATAACGTTTGAAGGCCAACNTTTT
TNAGGTAATAAATACTTTAAATAANAACTTAAATATNTTTCACCTGCGTTNAC
>BJ535514 ID   BJ535514   standard; mRNA; EST; 175 BP.
CATGGCTGATATTCTGAGCACTGACTGTNNAATGACATACNACAGAAGAATGTTTTTAAA
TGTATCATATTTTTTTCTCTATCTTGCTATTTTTTTCAACAAANTTTTATGTATGATCNN
GGTCTAGNCGNACCATCTCTNNACCTGGCNAAGTCNNTTGNTNTTTTTTTTAAAA
>BJ535526 ID   BJ535526   standard; mRNA; EST; 484 BP.
TTTTCTTTATTTCACGTGTTAACACACAGCTGTTAAAATCTTTGCACCAGTTTGGTTTTG
TTTTGGAGGAAATGGCCAAATTAACTAGTTTATTATCTGGAGGGGATATGCAACTTTGAA
AAAAACATGGAACAGTGTACGCCAATGGTATGACTACATTGTAACCTGGAAATTATTTTG
GGCTGGGTAAACATTTCCTGCTATTTGTTTAGATTTTTTTTTTTTACNTTTCCNCCTGAA
TAAAACTGGGACANAANCGAANAANNAANTAAAAAAAAACGNCCAGNAAACNATNGCATT
GCAGNGCAATGACTTTCCTGACAAACTGATNATAAAAACCAGGTTTGAAAAAAAAAGNAG
NCCCATTTTTTGNCCTTTTTNAATCGGTTTCCCCNCCCNGGGAGCAGTCCTTCACTGCNC
AGCGCCCTGGTCCNGGTCNCTGCTCANCTTGCTCTGCAAATGCANCTCGNAGTTCTCGGN
TCTA
>BJ535537 ID   BJ535537   standard; mRNA; EST; 487 BP.
TTATTACTCCATTATGTACACTTTTCACAAGACCTCCATGGAAAAGCTCCAGAGTGAAGC
ACTGCTTCAAGGTTTGTCCTGGAACTTTATCTCCACATCCAGAATTAAAATGGAAAAAAT
CCACACACAAAANAAAAAANAAAANAAAAATCCAAACTTTATTTTCTTCTTAGNGCCTTG
NAAACTGCANTTGCTGTACAAGTGTTATGTAGGTNCAAAAAAGGCAAANCCNAACNACCC
AAAANCCTGTCAGNGCANCTCAGGCNTCTTTNCCTGTCTGGCTCTNCCAAACATCTNGCC
CATCTNCTCCNGGGCTGCAGGCAACATCCNTGCTGTCTGTGTGCGGNAAAAAAAATGTAG
GAAAAGTCTTCTGTTCCTGANCAGGANCATGCTTAAATATANCCNGCTCTAANAAATCAC
TTCANAAACGGNGGCTTTCTTGTCNCCAAANCCCGTCNCTATNTACTTGNCGNCTGTTGA
AATGNCC
>BJ535554 ID   BJ535554   standard; mRNA; EST; 132 BP.
TTTGTACTAACTTTGGCACTTTTTCCTCCTATGATTGTGTAGTCTGGGACTTAAGAGTCT
AACATTTTTGACCTTTAATATCATCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCT
CTCTNTNTCNCT
>BJ535575 ID   BJ535575   standard; mRNA; EST; 691 BP.
GAGCGGTTATGTGGCTGGCTTGAAACCAGTTTATGGGGGTTCAACTCCTTCCTTTCTCGG
TTAAAACTTAGGTTGTTGAATTTGAACAAATGCGGGTTCTTCAAATGTGTGGTAGGGGGG
AGGGCATCCGTGTAGTCATTCCACATTTGTGGCTGTTAGTTCAACTGACAGAACTTCACG
CTTAGCTGCAAATGCTTCTCAGAGAATGAAAAGGAACATAATTACAGCAATTAGTGAAAT
AAGGGAACCTAGGGATGAGATAGTGTTTCACAGTGTATAGGCGTCTGGGTAATCAGAGTA
GCGTCGTGGTATTCCTGCTAGGCCTAAGAAGTGTTGGGGGAAGAAGGTTAGGTTTACTTT
TGTTGTTGTCGTTTTATTGAAACAAAAGGAAGTGAGTTTACTTCTTCTTGGACACACCGA
CGGTGCGACCACGACGGCCGGTGGTCTTGGTGTGCTGACCACGCACACGCAGACCCCAGA
AGTGCCTGAGACCACGGTGAGCCCTGATCTTCTTGAGCCGTTCCAGATCCTCTCTCAACT
TGTTGTCCAGACCGTTGGCAAGGACCTGGCTGTATTTGCCGTCCTTAACATCTTTCTGTC
TGTTGAGGAACCAGTCTGGGATTTTGTACTGCCGGGGATTCTGCATGATGGTCACCACAC
GCTCCACCTCCTCCTCCGTTAGCTCTCCCGC
>BJ535577 ID   BJ535577   standard; mRNA; EST; 718 BP.
TATGTAAATATATTTATTTATTTGTATTTATTTTTAATTTTTTAGTCACTCTTAGCATTT
CATATGTCTATTAAGGTTTATTGAGGATATGGGCTGCACGGTGGAACAGTGGTTAGCGCT
CTTGCCTCACAGTAAGAAGGGCTCCGGATCAAGTCCCGGCTGGGGGAGGTGAAAAACTAC
ATCAACAGGGGACCTTGCTGTGTGGAGTTTGCATGTTCTCCCTGTGCATGTGTGGGTTCT
CTCCGGCTTCCTCCCACCGTCCAAAAACATGCTTCATAGGTTAATTGGCAACTCTAAATT
GTCCCTAGATGTGAGTGTGAGAGTGAATGGGTGTGTGATTGTGAATGTTCTATCCTGCGA



CAGACTGGCGACTTGTCCAGGCTGTCCCCTGCCTTCGCCCAGAAGTGGCCGGGATAGGCT
CCGGCAGCCCCCTAACCCGAAAGGGAAAAACAGTTAAGAAAATGAATGAATGAATGAATG
AATATTAAGGTTTATGTAATTATTTGTTTCTTGTTTAATTTTAATTTTCTTCGTTTTACA
TTTTATTTTTACCTCCAGTGATTTCCTCTGAGGGATCCTCCACTGACCCTTCTCAGTGAA
CGGGGTCGCTGCAATGGGATCTCTCCGGTCTGACTCTTTGTTCGGATCTGGGGGGGTTCT
GTGGTAGTGTTCTCCGTGAACTTGGGGTTGGGGGGGTCACTGACGAGGACATGTCCCC
>BJ535603 ID   BJ535603   standard; mRNA; EST; 562 BP.
TCTGTTTCTTCCTGTAAATGTTTAGATCATGAAGGGGGGGGGGGTAACAATGGANCCTCA
GGTTGCAAACCCCCGGCCTAAANCCAAAAACTGNGGATGANCAAACAAGGGTCCCTGCAG
GACCAGGANTTCCTGACAACAAACNCACACNTTTGTCGNACAGTTTTATCGGTTCACTAA
CGTGNGTTTGTGCACACGGNTTTNTACNTGGAGGACCAAAAACACNTTTCATCCACGGAC
NCATCANCTGNGGGTTCCANCCNCCNCCACACGGGTTCAAACNACCAACNAGGTCCAGCN
AATCCCACGTCNTGTGATGCGTGTGAGGCNACNTCCACGGGGGCGGGGGGGGGTCTCNCC
GNCAAAAAACNCAAACNNGGNANGGGNGTTGNAACANNCCAAAACNTTTAANCANNTGNT
TTNTTCNCCNCAAACAAAANTCAACAAAAATANTTCCNACNAAAAAACAATTTCCAAATN
TNTAAAANNTNTAANTCAANTNACAAACNNTGNAAAAAATGCANAAAACCCCCCNTNTGN
CCTTTACTGATAAAACCGGCNG
>BJ535634 ID   BJ535634   standard; mRNA; EST; 679 BP.
TAAATGCTTTGTTCTTAAAGCATAAACCTCATTTGCTCCGTTTTTTCCACACCTTAAGTT
CACAGAGGAAAGTGAAACTCTGTTGTTGTTAACTTGAAAGTTATAAGTTCTAAAGTATTT
TTTCTAAAAGTTTGAGGTCTAGTTCTGCATTACAATGTTGTTTGGGATCTGAATTCCAAC
CGCTAACTTTCACCTTCAGTAACTAGCTAAGTAAGTAACTTTTTGTTCATTTTTGTGTTA
TTGTTTTTTTGTGTTTCATGTCTAATTTTAACTTTGTTTCTTTAAATGTTAGGGGTTTAC
GAGACAATGTAAAAAGAAAATCTATGTTCCTATTCTGTAAAAATGTGAAAGCCAGCTGCA
TTCTACTGCAGGAAACTCATTCTGTTAAAGCAGACGAACAGTTTTGGTCTAATCAATGGG
GAGACAAAATCCTATTCTGTCACGGTACAAACAAATCTTCTGGAGTTGCTTTGCTCTTTA
AAAACTGTTCGTTCAAAGTGATTACCCATATCTCTGATGATGACGGTCACTGGCTCATCT
GTGTTCTTAAAACTGATGATGGTTTCCTGATCCTGTCTATGGCTATNATATTCCTAGTCA
AAACAAGTTATTATTAACGGAAATTGCAAAACATGTCAAACTTCTCAATCACAAGTACTG
TACAAATACTGTAGTAATT
>BJ535674 ID   BJ535674   standard; mRNA; EST; 680 BP.
TTGATAAAGAAAACATAATACAAAAATTAGATCACGTTGGCACAGATCAAACAATCTTAA
TTTTTTTTTTACCTTGTGTCCTTAATGTATAAAAGTGCAAAATACCAGAGTATAAATGTT
TAGCATTTATTAAAATGCAGGAAGATAAAAGTTTCTGTTGTTGGCACATATATGTTGAGT
TTTATTCCTCCTTACTATGAGTTTAANAAAAGACTCAAGTAGGCTAAATTTCCCTACTGA
CTTTTTTCANATGTCACAGTAATGACACCCGATTTAAAATGGGCAAAACCCAGTGATATT
CAACTACTGTCATGACCCTTTGCCACCTGAATATTTTTCCAGCTATGAAAGTTTTTGCCT
TTAACCCTTGTGCTATCTTANATGACCCCACCCCCACACCGACGCGCTCTCCCCACCATG
ACAAAGGCGGACAAAGGTGGAAAGACCTCCTGCAATCCACGGACACCAGCGAANACCACA
CACCACCGAAGAAAAAAGGTTCAGGGCACCGTCCAGCGGGGTCCAGATGACCCAACTTCC
AATGCCAAAGTGCCTAGGATAGCACAAGGGTTACATAGATGCTAAATTGAGGTAATTTTG
TCTGAAGTAGTTCGACATATATTTGCATCCAATAGCTATATGGGGGTAAGGCACTTTAAC
ATTGGGAATTGGGTCATCCA
>BJ535685 ID   BJ535685   standard; mRNA; EST; 746 BP.
GTGTTTTTTATTGCAGCATTCAATTCTTTTGGTTGCTTGACATCAAGCAAGCAAATCCAA
TCAAAACCAGAGGTTTAATATTCCTTTTAAATGAACGTTTTAAGTCTGAGACCAGACCTG
AACCAGCAGAAACCGATTCTTGAGCGTCTCTCCTGGAGAAAACCTGCAGCTGGTGTCTGC
AGCCCCGGACCCTGAACGGGGAAGTAGCAGGTTTAGCAGACGGCTGGACTCTGATCCACA
GCCTCTGTGATCACAGCCTCGGTTACAGAAGCAGAACTGGAAGTTTTAACACTTTGGATT
ATGAGGAATTGGGACTTGAACTGTCAGAACTCTCAGCGAGTCATTGAGGTTCTGCTGGTG
GTGGAGGCGGACAGCCGTTAGCCGTCCTGGTACAGAGGAGGAGCTGGACCCCCCATGTTG
GTGTCTCTGGGTCACTGAGACCCCCTCCCTGAGTGAGGAGGCGGAGTTGGCCCACAGCCA
GCTTTGCTTCAGGTGTGCAGTTTCTGACTGTTGTGGTCCACGAAACCAGGAGCTGCAGCC
TGAAGAGTCAGCCCCAGGCCTCCATACTGGTGGGAGGGAGTTTTGCTAAATGGGAGGGGG
CAAGGGGGGGGGCGGGTCCTGCTCTGGTATCCTCTGGACACACCTGATCCAGGTAATCAG
CTGGAAAAGATGCANACTTTGGCCTTGGAAGTCTGGAGTTTAACCGTTGGCTGGTTTCCA
CCGTCCACTGGATCANACCCCCCCCC
>BJ535686 ID   BJ535686   standard; mRNA; EST; 657 BP.
TCTTTCTGTGTAGCAGAAAGTCTGGTGTGAGCTGTTCCAAGCAAAACATTCATGAGACGA
AAACAAAGCAGCAAAGTTCAGGAAGGTCTGAGCTTCAATTTCCTGCTCTGATTGAAGTGT
CACTGAAACTCGTCATGTTTGACCAGTTGATGAGCAAATTTCAACAAAAACGTTGGAAAA
AAAACTTTGTAAAATGACCTTTGTTGATCAGTTTAAATGAACAGCATACATATTGACAGG
AAGAAGGGGAGGACATAGGAGGCAGGAGAGCTGAACATTATCCAGATCAAGAGCAGGTTT
GTCTTCCCAGCCTTCTGTTTTTTGTGATTGTTGTTTCTTTTATTCTTAAATGGGTTTTTG



TGTCTAACTTTTTAAAAGCCTGAGTTGTCCTTAAAGCTGCACATTGAGCAACTAAAAGCA
TCAATAAGCTTTTGGTGTTCATCCTGTAACTTCACTTGGGATATCAGTGTTTCTGTTGGT
CCATTTTTTACTGTTTAGTCTGCTGCTGTCTAGTTTCTTGTGATGTAATACTCTAAAAAA
AAAAAAGGTAATTGGGCCATTAACTATTATGTTAAAACCTTATGTTAAAATTAGTAATCA
AAAAATAATAAAACTTGGGGCTTTAATGCCATTTTTCTGCATTCAGGGCTCATTCCT
>BJ535715 ID   BJ535715   standard; mRNA; EST; 513 BP.
TTTATTTTTTTATGTAAAAACCATACAAATTGATATTTGTGTTACAAATGATAAATAACA
CTTTAGAAACCTTGTATATAATTGAGAAGTAGTGAGACAGTAAACAAACACATAGCAATG
TTTTGGTCATTAGTAGTTCACAGACACTTGGTTACAAGGTGTTGGAATGCAATACAAGGG
ATTGTGATATCCTGTACAGGAAAAGCACATAATCCATAGATTTTTTTATATATACACACA
TATATNTATATATATATATACATATATGTTATTGANTGGCAAAAGACAACATTGAGAAAG
TGACTANNCCTATTGTTTAAAGTGTTTTCGGGGCAAGAGAAAGCTTTTATCTTTACACTC
ACTGGCTTCTTTATTGGATACNTGACATTTTTTATTCANACATCCAANATCTTGAACAAT
AACAGANTGAGGCAGAAAAATACTTTTTAAAAAGAAATTCTGAATATTTAAGAAACTTGC
TGGAATTGACAGACNTCAGTATCACACTTATCT
>BJ535740 ID   BJ535740   standard; mRNA; EST; 179 BP.
CAGGTCTTTTGTGGTTCATATACAATCATGTAAAGACTGAGTCTAGGTTTCTATTCTGTA
CAAAGACTTGTGGAAAAAAAAAAAAGGAAACCAAAAACCCNNTGNTTNTGTNAACGGAAC
NCANGGNTGGGGGGGGGAAAAAAGTCNNTACNGGCNTTAAAAACAGNGNTACAAAATCN
>BJ535744 ID   BJ535744   standard; mRNA; EST; 577 BP.
ATACATCGTCATATTTCTGCTTCCAAAAGTGAGTTTGTTTTCTTCATCCTACATCTGGAA
ATGTACATAAGGCCACCTGAAAATGTACATGACTGACAGTGTGACAAAACTCANATGTTC
ATATTTATATAATTGACAGTATTTTACATTGCTTTTGCTTACCAGGTAGGAGCTGTTCCA
AAATACAGCACTCTTCTGTACAAAAATAAGTCATCATATCCTGTTTTTGTGGTAGCGGAG
GACTAANATACACCCTCCGTTTTGGTGCANAGTGATTACTGTTTAAACTGTCACACATCA
NAGGGACTATCAACAGTGGATGTTACAGCTTTAGTACAAATAAAGGCTGGCCTTTCCACA
AATTATAACCCAAAAAAAAGCCAGATTGTGAAGCCATAAAGATTTTTTTTTTCTTTAAAA
TAACACTTGATCAAATAAAACTGTATACTTTATGTTCAAGGGGGAAAGGAGTGATGAATA
TACACACNTCTAANTGCACATTTGCCTTTTTCCCCCTCCCCAAAAAAAAGTGTAAAAAAC
NTCCCATTTACNGCANAAACGTTNACAAATGTACAAC
>BJ535765 ID   BJ535765   standard; mRNA; EST; 227 BP.
CACTCTACAATAAATATTTGATTTACATTTTTACAGTAAAAATATATTCATATATGTAGA
AAAGAACAGGTTACGTGTCCCACAGGTGAGGCGGGACTCAGATGCTGGAAGCCCAGATAG
CTGCCACGTCTACTTCCCTCCTTTCAAACATTCTCTGATGCAGTTTTCTGCCCCCAAACT
CTCATCCAGGACAGTTTTGTTGAGGAGACCCCCCCCCCCCCCNNGAT
>BJ535805 ID   BJ535805   standard; mRNA; EST; 295 BP.
TTATTGGATTTTTAAGTGTTTTATTGTTTTTTTTTCTTCCAAAAATCCTGAGGTATTCAC
AATATAATGGCATTTTTTTATGTTTGAAATGAGACCATGGAGGGGGGGAGAGGAAACGGC
CAAGAAAAAAAACAAGTTTGTCAACTGTCAATACAACACAGGTCATTGTGTGTCTTTTTT
TTTTTAAACAGCAAAGCGCGAAGNTGCCCCCCCCCCCCCCCCNAAACCNNGNAAAAAAAA
AAAANNTTNNGNAAANCCCNTNNNNNNGGGTTTTTAAANNANCNAAANAAAAANC
>BJ535808 ID   BJ535808   standard; mRNA; EST; 286 BP.
GGAAATTTCATTTATCTGTGGCAGCAACACGACATTCAGAAATAATCTATATAATATAAC
ATCAATAAAGGACATCACAAATTTCATTTATATTAGATAATTAAAAATATTACTAAAATT
ATTATGAAAAATTATTATCAAAAATGAGATTCTTATTAAATAAAGAAATAAATATTAAAT
ATTAAATAAATACAGCTGCAAAGGTGTAAAAAACATGCGGTCTGCAAAACATGTAAACTG
TAAAAAAAAAACAAAAAAAAAAACTTTACAANNGTTTTCAAAATAC
>BJ535821 ID   BJ535821   standard; mRNA; EST; 154 BP.
GGATGTGANAGGAATCTTTTGCACNTATCCATTTCAGGNGACNGCACAAATTTGGCAAAT
AATTGCAAAANGTANAGNGTTNAAAAATAANATTGGTACATGGACCCTTCCTTTTGACAA
TAATATGACCATGCANTCATCTCTNCACATTTAG
>BJ535869 ID   BJ535869   standard; mRNA; EST; 618 BP.
ATGAAATCAGAAACACAAAAACATGTTACAAACAGCCCTTTCATATGGAGAGAAATTAGA
CTCAGTCGGATCTGTGCGTGCGCAACTCCCGATCCGCGCGCAAACCAGGACCTGCGCCTG
CACATTCCTGCCCCGCTCGCGCGCAAACCAGGACCCGTGCACAAACCCGGACCCGCGCGT
GACTTGCCACTCACATAACACGCCCTGTGCACAAGCCAAAAACATACAAAATGAAAAAAA
TACAAAATGCAATTTACGCATGCACAAATCAAGACCACAACAGCCCGAAACTACCCACAC
ACACACATCTCCAAAAAACACGCACGAATCCCCTGCCACGCACACACAAAGCCAAAGCCA
CGCACGGATCCACCGCGAGACCGCTCCCACGTCCCACAAATCCGTCCGCAAGTGCTGCGT
CCAAACACCAGTGGGAATGCTCGGTCACCAGAACTCTCCCATCAGCCTTCCCCTCTAAAG
GTATCCAGACAATGACTCAATCAATACATGAAGACAGTAGATGTTAGTGTTGAACATAGA
GGCTACTTACTTCGGGGCGCTGACCACCGAGATGGGCCGCCATTCTACCCGTGACTCTCT
CAGTCTGACTGCCTTTGA
>BJ535873 ID   BJ535873   standard; mRNA; EST; 353 BP.



TAACTGAGCTTCAGTCTTATTATACTTTAGCCAACAAACACTTGATACTTTTACTTTAAA
AATGAGTACTTTCACCGACACTTTAGTTTGAAAGTGCATTTACTTCTTGTGACAGTAGCA
TATTTAGTTTAGGTAGTTTAGAAACTTAAAACCAACATTATTCTGCATTTTTGAGTAATA
ATTGCATTGCAAAAATCCCTAATCAGTAATCAAATCAAATCAACCTTTATTTATATAGCA
CTTTTACGACAACACATGTCACTCAAAGTGCTGTGCATAAAAACAATAAAATTTAAAAAC
AAGATGAGGAGACAAACAGTGCCGACAACCACCCCCCCNAAAAAAAAAAACNC
>BJ535882 ID   BJ535882   standard; mRNA; EST; 131 BP.
GGTTAAAAATAAAATAAAAAAGCAAACNTNTTTTCAAACCCANTCCCCCTNTTTTCAAAA
CCAAAAAAAAAAAAAAAAAAAACCAAAACCTNGTTAAANCCCCCCCCCNNNATTTTCCCN
TNCCAAAAAAA
>BJ535909 ID   BJ535909   standard; mRNA; EST; 546 BP.
ATTTTTTTTNTCAGTGTTCAAACTCTGTATATTAAAAAAAAAAAAGAATAATACNCTTTT
GTTTGACNCNCCCNTCATTAGCAAACNTGTCGGGAGAAAAGTAGNGGGTAAATACAATTA
AATTTCTTAAATANACTTTTTTTGGTTCCTTATCAAATTGTACATTTATGTAAACTTGCT
TACNCTAACCTTTACAAGCCNCATGGTCTTGGGTTTATACAGACNGACNTCTTAANAACT
AANACAATTTACNTTTTGAATTTTTGCTANAAAAAATATTATTTGAATATAAGGATGCAN
AAAACATGCAAAATATACNGTATTATGTTTAAAANAAATACNTTTCTNCTTTATACATAA
AACCAAAAAATAGCTCTNGCTGTTGAGGTTTTTTACCTGAAAAAAAAACAATAGCTNTNC
CNTGACATAAAANATTTACTACCCGTATNTTATTATNGTAAANATAAACNCTTAAAAAAC
NCNCCTTTNAGGCNCCAACNTGNGTCAAATTTAANCAGGATACANAACTTTTTTTTTTAA
AATTCA
>BJ535926 ID   BJ535926   standard; mRNA; EST; 598 BP.
ATACACAAGGCTGCATACATGAGTAATATCCAAGTGTTACACAAAACAGAAACATGTTTA
AAACGATTTCAAAGATACTTTAAAATATCAGGATTTTGTTTCACCACTAACTTTTTGTGA
TTATTGGACTATTATCTTTTTTGTTCGTCCTTTTGAGAATCAAAAATTACGCGTGGTTCC
GAGGCCCTATAGTCAGACAAATTTCACAAACAGGTAGATAGCAGAGTGGTTCCTGATCCC
TCAGAGGTGCTGGCCTTTTCGGATGACTTGAACTCATTCTGGATTTCCACGAAAGTTTTG
TTCTTGGTCTCAGGAACGACGAGTAAAATATAAATAGCTACACTGGAGCAGACNACAAAA
AAGACAAGGAAACAGTAGTGCTGCAGTCCAATCACAATAAATGGAAAGAGCAGGCCAACG
AGGAAGAAGCTGAGCCAGTTCACTGTTCCTGCGATCATGAACGCTGCAGGCCGAGCAGTC
TGTGTGAACAGCTCGTTGTTCAGGATGTTAGTCACACCCTCGTGCCGAATTCGGCACGAG
GCTAGTCTCGAGTTTTTTTTTTTTTTTTTTTAGGAAGGAATTAAAAAATTTTTTTTTA
>BJ535929 ID   BJ535929   standard; mRNA; EST; 251 BP.
ATTTTGTCCCCAATTTACAGACGGACCTGATGATCAGCGTCCTGACGTGTTGATTCGGGT
GTTGAGGACTTGGTGAAAACATGAGGTCAGAGCTGAAGCCGGCTCCCCGAGAACAAGCGG
CCCTTTGTTGCTTCAAAGTTAATCACAGCTAACAGTGGGGAGGGAGGCAGAATGAGGGGG
GGCAAAGAGTAGGGAGGGACGAGGTGAATGAATGTATTGGGGGGGGGGGGNANCCCCCCC
AANNCAAANCC
>BJ535949 ID   BJ535949   standard; mRNA; EST; 651 BP.
TAGCATTTGAAAATGGCTTCCAACTGATTTTACAAGTTTAAATAAGCTGCTTATACAATA
CATTAAAATATTTCTTAATTAACTATTTATGACATTAACAAGTATGAGTAATGGGTTATT
AAGATTTTACAATTTTGCACCTTATAAGATAATAATACATGTAATTATTGTGTTCTTGTC
AACAGCTTATTGGGTGTTTTGGAGCCCCTAAAGCATAACCAGATACTCCGCCGTCGGTCA
GCGGGATCCTCGTTTCTTCTTTTCTCCGCGGAGCTCGGCGTCTGGCCGCGGTGTCGCGTA
CCAGCGACACGCTACGCCCTCGTTCAGTCAGTGGCCAGCCGTTCCTCAGCGGGCTGAGTC
CGCCACAGCCGCGCGCCGCCGCGCTGTCGCCTGGAACGTCGCGGAGAACGCATTTATCTA
ATCTAATATATTTTTTTCAAATGTTTATCCATATGATTTATAATAAAGCTGCTCAATAGC
CCTGGCCCTGTTGTCCTGCTACAACAAAGATGATCATCTTCCTGATCCTGTCCGTTCGCA
GCCGTCGCTGCATGTCTGCATTTAAAGCACGAAGAGATCATTTCTCATTAAAATGCAGGA
GAAAACTAAGTTTTTCTGTAGAAATGCATTTTTATTTCACTCTCTGTGTTC
>BJ535961 ID   BJ535961   standard; mRNA; EST; 119 BP.
ANCTGTTNCTNCANCCTCTCACGCCCGCTNTAAATACNTCTCACTCTNTGAAACTGAACG
CTACCCTTTATAGATNACCTTGACNGCGTATCANTACCTACNCTCTGCTCCTAACTGCT
>BJ535984 ID   BJ535984   standard; mRNA; EST; 176 BP.
GTACCTTTCTGNTGCCTNCATGCACNCATTTTTCCTGCATGTACATAATAAATAAAATAN
AATNNNNACNTTNGGGCACTTTTATTTTTNAACCATACNTGAGTNTTACCACTGATGACT
GAANGCACTANTACTTCGAAAAGAACNAAATANTANTANTAATNGAAGGANAAGNA
>BJ535992 ID   BJ535992   standard; mRNA; EST; 520 BP.
CAAACGGGCGTTACATTCAGTGTTTAGGCGACGCGTCNTACACTCCAGCTTCAGCCACAC
CTGGAAATGGCACAAGAACACAGACGGGACGTCCATCGGAGCTGAGAGCGGACCTCCTCT
NAATCCTCANAGATGGGACCTCAACAACTAATAAGGCTCGTCATAAATTAGAGTCTAGAA
NTGAAGAAGAGCAAACTACTTTCTAGCATTCTACCTACNGTATGTACATCACCTTTCAGA
GATTTAGCATCAATCTTTATATTTACACACATCACGCTAACCCTCGCTTTGTTTTCCCGC
CTCATAGAACCACAAATCAGATTTGTTCATCAAAAAAAGAGCTTTCAAAGTGAGATGGAC



AGAGATCCTCCTTTGACAGGAGTTTACCTTCGTCTGAAAGACACCAGAAAATTCTNAATG
TGAAAATCTTTCTGAATAAACGGAGAACCACAGGAAACACTCCTTTCTCCAGTTCTCAGC
TTTGACCTAANAGATTCTNAAGGAGACAAATCCGGCGGTG
>BJ536037 ID   BJ536037   standard; mRNA; EST; 109 BP.
CCCGGTTTTANCTTTTTGNACGGNAAGTTCNTTTGCNCNCNCAANGGCCAAANAANTTTT
GCGTNCCCCCNCTTNGGGTNCTTTNCCGGGAGGGAAANAGGTNCCCCTG
>BJ536047 ID   BJ536047   standard; mRNA; EST; 150 BP.
AATAGAACAAAAAACGAGAGAGGGAGAAAGTAAGGGGATACANNTGCCNNGCTGCTNATT
TGAGTAGGTTATGAATTTAAGGTTCACAACGTTTATNCTANATCTGCTGGAAAGACCAAT
GTTACATCCGAGAGGGAAATTCTGATNCTA
>BJ536136 ID   BJ536136   standard; mRNA; EST; 650 BP.
GTTTTTTTGTTCTTTCAAAGAAGTAAAAGTCACAAAAGCATGTGCTCTCTGTGAGTTTTA
AGGTGCTTTTGTAAACTCATATTTGAATTAGGTGGTGTAGAAGAAGGAGAGGGAGGCAGC
TTGTGGCTGCTGCGTTTGGGATTCAAACTTGCCGTTTTGCTGAATATGTAAACATGTTGA
ACGTGGAGTCTACATCAGCCCAAAAGCAGAGTGGGTGGCATTCTGCCGTGCGGGCACTGA
CCTTTTTACTGTTAACAAAACCTTGATTTGATTTTCTCCTGTCAAAGAAATGCACTTTGT
GTGAGCATGTCTGTGAACAGAGACATGGCTTTGCTATCAAGATTTCAAAAGCCACAAACT
CCTGAAGGTGTATCCCAGTAATGCACTGGTCGTTAATGTCATGCAGACCCATCAGTGCAC
ACACCAACCACAAAGACAGTCACGTTTGAATCCCTCTGCTCCTTCTCGTCGTCTCTTTAG
GTGAGGTTGCTGCTGATGTCCAGGGCTTGCTGGTACACCTGAGTCATGTCCTCCAGATCC
CCCAGCAAGGAGAAGCTTCCATTGTCCCCTGGGGAGCCTTTCGCTTTGGAGCCAAGGTTG
AACTTGGGCCCCTGGAGANGTGGGGCAGTCTGGAAACCCTTGAAGTTGGA
>BJ536145 ID   BJ536145   standard; mRNA; EST; 425 BP.
AACTTTAAAAAAAAGAGCAGATNATGATGAANCTGAAGCAGAGAGGTGTTTCAGATCAAA
CGTTTGAANAAGGTCACTTTTTTAAATCCGTTTCCCCAAAGATGANCGGATGTTTCANCT
GCACTGCGGCGAGGCGGACTCAGGATGAGCGCGGGTCCCGAACATCNCCGGGATCCACGC
GGGATCTGCTCAACGCCGGCGGCAGCCTCACATCCAGAAAACACAGAAGCAGCCGGAGAC
GAGGGATTCCTGCGGAGGGTTCGAGCACGGAGCGCAGACGACGCAAACNGCGCAGACNAC
GCACACGGCGCAGGAGACGCANGCGGACNGAAGCTAGGAAGGACGCTCTGGACCTCTCAG
CANAACCGTTCTTCTGCTGNTCTTTAAACCAACTCCAACTCTTTGGTGAAGATTGCACCG
GGGGG
>BJ536180 ID   BJ536180   standard; mRNA; EST; 179 BP.
AACTTCTGTAANAAAAAGTTCCNCCTTAGGATGATTACNAANCCCACGAACAATCGAAAN
CAANCTAAANNNTNGNGCCTTTCTCCTAAAAAAAATAACNNTANGGGAAAAGGAACCACN
CAANCGGTAAAATCNCTTTTTGCAATAAAGTNNTGCAAATAATGCTCTGTTTTAANGTA
>BJ536188 ID   BJ536188   standard; mRNA; EST; 554 BP.
ATGGAGTAGTAGATACCAAATTTGGCGATACACAGGTATCGATATTTCGATAACTTGGCA
GTGACGCTCTTACCACTGCTCTGTTGTTGCCGTCTTTCGTGGAGGGTTCAAGTCCACCTT
TTATTTTTCCTTCTTCCTTGCTCCTTGTACAATGTATTTCCCTCCAAAAACTTCCTGGAA
ACTTTTTTCTTCTGCGGCCCTGCACTGTCTCGCTCACCTGCACTCCCACAATAACAGTTT
TAGGACAGTTCTTATTGGGTCAGGAAGTAATTTTCAATGTCATTTGTTTATTTTCTTTGA
GCCAAAGCATTTATTGAGACGCTTCTGTTCGTATGTTAATAAGTATGTCTGCTTTTTTTT
AACAGGCTAATAGGTTTCAGACCATAAAACAGTTTTAAACAAGACAGCAGGAAACACAAA
ATGAATCTGACTCGATGTGTCAACAGTTGGTCATTCAGAGAAGCACATGGCCCCCCCCAC
GTCTATGCTGTCAGTGAAGAGAGGCTGACTCATTCATGTTTTCGACCCCCCCCCCCCCCC
CCAAAAAAANNNTT
>BJ536190 ID   BJ536190   standard; mRNA; EST; 631 BP.
CTTTATTGAGACGTTCCTTGAAGACATTTCCTCTTTTGAAAGCGTGTTGCGTTAGTGGGT
CCTCCTCCTGAGGATACATAGAACTACGGCGCAAATTCCTGCTGCTCAACCGAGAGACCG
AACGTAGATCCCTGTCGGTTGGTGCAGCAGCTTGTTGTTTCCCGGGATGACAGTTAAGTC
GGCAGTTAGTCCAAAGTAGTGAACAGCAGTGTTTTCTGTTCAGGGGGGGTGGTATGAACC
CCCACAGACAGGAATGTCCAGGTAACCTTCATCGGTCATTTCAATGGTTTCACGGAGATG
TTTTTGGGGGGGTTGGAGGGGCTGCCTCTGACCTGTTGTTGTTGGCTCCTCCCTCANGTG
CAGTGGGGATCATGAAGAAAGGCGCATCACTAGTTTGCCTTTGTGCACTGATGAACCTGT
TTGTATATNANAAAGTGCTGTGCCAAGCTCCATCATATGGAGAACGAGGTTCTGATCTTG
GCATCCAGGTGTTTCANGAAGTANTCCGCTCCANACCCTTGGANAACGTGGTGCTTTCNC
CCCATGGAGTGGCTTCCGTCTTANGCATGCTGCTTTCTGGAGCCCACNGGGAAACACNGA
GGCNNATCATCANANGGTTCCNAGTCCAACC
>BJ536201 ID   BJ536201   standard; mRNA; EST; 733 BP.
ATTGGTCTTCCAACCCGTGAGAACTGGCAGCAAAATAAAAAACACAAATATGCATCANAA
ATAATTCTACAGCTTACAAAATATGAATCTTAAATTATACAAATAAAAGCACACAAACCT
CGTGGGCTGACATCCACGAGGGGCTAATTACTCATTTGGCTTCAACTTTCCTTTAACTTT
CTAAATAAGTACAATAAACAAATTATTACATTGATAATTCTGTTATACATCGATGTGATT
TCTAACGATCTTACCGGAGATCTTCACGTGGCTGCAGCAATGCGCTGATAGCTGTGTGCG



TAGTTAAATGAGTCCGTGTGGAACTTTAATTGAACTTTGTTCCACATGCTCTCACCACTA
GATGGCGCANATTAAAATATAATTTACAACAACAGAATAAACACATAAATGTTTGGGACT
GTTACACTCCCACCAATCACTTGTGATTTATAGAACTAAATATTTCTTTTAAACTTATGA
ACTAGTTATTCTTAATATGCAATGAATTGTGAACTAATTATGGAATATGACTTGTTACTC
TTTTATTTAGAGTATTAAGAGTTCAGTCTCCTTAATTTGCTTCCAACAGGACAACTGTCT
TCTGAATGGGCCTTTCCAGGTAAACAGGTTTGGAGATACGCTTTCCTGTTTCATCTAGAG
AGCGATCAATCATCAGTAGCTTGACCTTTCTCACTCTTTCATCCTTACTAGGGTACACAT
CAACGATTTTTGC
>BJ536207 ID   BJ536207   standard; mRNA; EST; 503 BP.
CTCCTCTTTTTGCTCAGTATTCCCAAACATCTGTCTGAACAGCTGAGGTAGAATCCTTGC
AAGGAGTTGGGGGTGACGGCTCTTATTGTCAATGAGATGATTGACATGAGTTTGTCTGGG
TTTCCATCCCAGTGATTGGACATGCAGAAGGCAAAAATAAAACATAAAAAATAAACTCTC
AATGTGATTTTGTTCTAAAAACGACGTGGGAAGAGTAGGGAGTGGATAAATTGAGGGCAA
ATTTTACTCCTGGCTGCTATGACCATCACTAATTTAAGATAAGAAATTAAAAATAAAGTT
AAAAAAAAAGTTGCTTTAAAAAAAAAAAANTAAAANTAAAAAAATTTTCTTTAAAGCACN
TCAAAANGGCTTTCNCGNGACACAACACCCTAAAACAGGAAACAANTTCANGTAANCAAA
ANTGGAANCAAAAAACGGCNGTAAACAAAANTGAAGGANGCAAAAAAAGGACCANTCTNC
TTAAAAACCTGTCTGCCNCCTCT
>BJ536209 ID   BJ536209   standard; mRNA; EST; 632 BP.
TGCTTTTATTGTACAACTTTATATAACTTGTTCACATTCTGCTAAAAACATTTGGTCATA
AAAGTGAAGGTTATTGTTTGTAGGTAGGAGTCCAGGAAAAGATAAGAAGCACAAAGACCT
GGTGTTAGAGCATCTGTTTCTCACAGTGTCAGCTTTTGATACACCTCTGCTGTTTCTCTT
CAGTTAATCAAAGAGCAACAGTTTCTTGGAAGGTCAAAGCTGCAATGTAACTGTTTCCCA
AATGAGCATGTATAAAAAAAATTATTAAAAAAATGTTGTTCTCCCACTAAAAATCTGGAA
AAATGTTTCCACAGACCCCCCAAGGAAACATAATCTTTCTTTACGAATGCTATTTCTGGA
GAGAGCACCAACAGACAAACTACACCAGAGGAGGAAGGGCATTTGACCCATAAACATGAG
AGCTGTTAAGCTGCCAGAGTGATGGCACGGTGGGCTCATTCCTGCTCACAGTTGACCTCA
GGCCGGCACAAACTCCCATCATACCTTTCAGGGACACACTGATGAGCACAACATCAAAGC
TTGGCCCGCTTGAGAATGTGAGGGGAGAAAAACAAGGCTGCAGTTTCATGGGCTGACCAC
TGGGGTGCAGTGTAGAAAAGCTTTTTGAAGAT
>BJ536263 ID   BJ536263   standard; mRNA; EST; 478 BP.
TCCTTTCGGTAAATTTGACAGTTTATCTNAGTACAGAGGCAGATTGGTAAACGTCTTATG
TCTTTCAATTATACATAAATATCCAGAAAATGCAATTTCCTAAAGCGCAGCTACNAAAGA
CTGGATAGAGATGACACAAACATCTACACATGAAAGGGATTAAGTGGCTATAANATGTAC
ACTTTTTAAAATTTAACTTAATATTCACATTCATATATAAAACTCATAAAAACTTGAATT
TCATTAAATGCTCTAAAAATACTTTTTTTTTTCCNGTTATTGTTGAAANATCGCTTTTAA
ATTAAAANACNTTTAAGNGATTATTTTTGTACTATCANCATTATTAANGTCATCATTTCC
NTCAAAATTTTTCAAAAATTTTGATTCCCCTCAAAGTACGTAAGTCAATAAATTAACACG
CTACCTCGGTCCCTGAAGCCAACTTTGTTAAAAAAAAAAAGCNCAGGANGGTTTTCNG
>BJ536266 ID   BJ536266   standard; mRNA; EST; 724 BP.
AGTTTCTCATGATTTAATGATGGCTGGGTTAGACGTTACACCTGCAGCAAACGGCCAATC
AAGCATTTCACATAAATTCATCTTCCAACTTTGAATCAAATGTTCTCAAAAGTAAAAGAT
CCTGAAGAAAACAAAGTCAGACTCTGTCCAGACCGCCGTCCCGCTGCAGCATCCCACTGT
CGGACCGGCTCCAGCTAGACAGAACCGCATCCTCCGGTCATCGGTCCAGACTCTGCTATG
TGGGCGGACTCTCGGCGTCATGCTGCTGGGCTCCTTGCGGGTCAATGGGTGCCATGGCAA
CGGCCACCTGACCCTCTTGCTGGCTGGCGGACGGCCTCTGGGTGCGGCCCAGGGGGGGGT
CCGCTCCGGCGCAGGGAGTTTCGGATGCCGGCGGTCACGTGGCTGGACAGGCGCCTCACC
ACCCCCCCGAGCCCGCCCCTGTTCTTCTTCAGCAGGCCCACGTCGTCCTCCAGCTCGGCG
GGGGGCACCTCGATGTTCCCGGAGTACCANAAGACCCACCANATGAGGCTGAGGAAGATG
ATGATGGCNCCCGCGTANATNAGCAGGTCGTANAANGAAACGTTGACNAANACGCCNAGN
ATGAGCACGCANACCCCCNCCGCGTCNAANGCCACGGCCAGCCNNAANCTGCACCTGCNG
CGGCCCANACCGCGCGCCGTCCGCTCCATGGCCNACAGTGAGCCTCGTGCCNAANTCCTG
CANC
>BJ536282 ID   BJ536282   standard; mRNA; EST; 181 BP.
TTCTACATATTCAAACAGTAACAGNTTCANATTTGCAATCGTGNCCACGTNTTTGTGCCT
AAACGCTAAATTTCCGGCCAGTAATTAGCTTGTATTCAGGATTTANAGTTGTGATTTCTG
CGCTGTGACTGAAGGAGATCTTCAGATCGGGATCTAGACTTTTTCTTTTTTTTTTTTTTG
C
>BJ536288 ID   BJ536288   standard; mRNA; EST; 100 BP.
GATTCCCGANCGTACGANGGGGAGGGGCTTCCTCCCCGCANAGTGAANACGCCACAANGC
TGTGCCGCGTTCNAGGACTTCCGGANCNATCNACTGTCTG
>BJ536312 ID   BJ536312   standard; mRNA; EST; 237 BP.
ANTACTCACAGCAGGTTATAGAAAATTGCCNCTAGACTAAGCTTGTTTAAGGGAAATTCA
TATTGATGTAAAGAAAAGTTGCTTTCCACCANAAAATCTCANTTTATTTACTGACTAACA



NCTTANAGGTGACTGCAGAGAACTCCGAAATAACTCCCTGTTTGGNCCATCAGTCATTAA
ATCAGAGAATAAAACAAGAGTTTCTGAATTTTTATCTGCTGAAAGAGCAGTCNCTGT
>BJ536325 ID   BJ536325   standard; mRNA; EST; 567 BP.
ATCTGTTTTTTACCAAAATGGGACTGCTGATGTAGGCAGCTGAATTTAAGACAGTAACAT
CTTCCATTAGCACTCTATCAAATGCCAGGTGGGTACATAGTTCAATATTGTCTTCATGAA
AAACCCAAAGTCTAACATGTGAAGCAACTAAAGGTAAAAATATGGGATTTCACCAGAAAT
GATAGTCCAAAGGGACAGTACTTTAAATGCACATATGACACTGTTGGAATGTATTAATCT
CAAATGAGTTTATATTTTTGAAGATTAATCTTCGTGACCAATCATTTCACAATACTCACA
GACAACACTGTTTACACAGATCACACAAAGCAAACCCAAAGTAGTGCTTCACATAAAACC
CGCCTGTTTGTTCCGGATCGTTTTAAATGTTAACAGTGACCAAAGAGCACCGTTTTGATT
GACAATCCTGCATTGTACCACCCTCTTACAAGCTCTGGCATCAGTCACACACATCTGCAT
ATGTNAGCATTACACATGAACACAAGAGAACTATNAATGCCACCTAAAGACATTATTTTG
GATAAACAGGCTACTTCAATCAGAGAT
>BJ536361 ID   BJ536361   standard; mRNA; EST; 667 BP.
GGCTGTTGGTGTTGTAAAATGGCAGCGCAAGTTGGACTTAAAGGAGAAGTACAAAATGGA
AAAATACAGACAGTTTTAGTAAAATCACTTGGAATCCTTATTGGGACAATTTCCTAAAAT
CACATTTGAGAAAACACTCGTCTTTCCTCTTCTGGAAACATGGTCGAAAGGTGCAACAAA
TAGGAAGAAAAAAAATGTCACTTGTGATGGAGGGAAACTGGAAAAAGAGGCGGGACAAAT
CCCACTTACACTCGGATTTCAAACGCTCTCACCTACCTCCACAGGCAGCCCTTGTTAGCC
GTTTTACTACCGCTGCTTAAGACGTTGCTCAAAAACTCCTTTTATGACGTATTTAACCTA
ATTCTCTGAACTAAACCTGGCAATTAAACTGAGCTTGTGATGAGGATGTTTTCCATCTTC
ACAGAAACATCAGATGTGTCTGCAGCGATGCCAGAAAACAGCTTTATTTGGGATTGTGAT
GAACCAGCACATTCTGTAAGGCGTCAGAGTTGTTTCACTAAGTCCTCTTTATTGTAAAAG
TTTGCAGTCGGGCCCATGTGCCGAACACGCGGACCTACAGTAGCTACGACGTTGTGAAGC
ACATGTTGCANAAGAAAAAAGAAAAAAAAAGAAAAATAATACTGAAAAGTGAGGGTAAAA
TAACTCT
>BJ536373 ID   BJ536373   standard; mRNA; EST; 419 BP.
GCATGCCAGANAGAACTGTGTTACAGCATCCGTAACTCTCAGCTCTCACATTTCTCACTT
TGAANGACAGACNAACCTCANGGTATCGAANACTTTCTGCTCTCNTGTATTGCATTTNAG
GGTATTACCANTCNNGTACTGAGGAGCAGGGACACATAAAAGGGCTTGAATCAGACAGCA
TGGATCTCAAAACAGCTTTGGCCAGAGTAACATGTTGGTTACACGACTGCTTTTGACAAA
AAAGAGGGAAGAAAAGAAAAAGTTTTTTCGTTTTTTTTTTTTTTTTNAAAAACGTTNGTT
TAATTANGGGGATTTCCCNCGNCCAAATTCCNGCANCCCGGGGGANCCCCTANTTCTANA
GNGGCCNCCCCCNNGGGGGANCNCCCNCTTTTGTNCCCTTTAGGGNGGGTNANTTGCNC
>BJ536469 ID   BJ536469   standard; mRNA; EST; 146 BP.
ATAACGCAGTGCTGTTGGCCGATGAACAGCACTGAGCCTTTCCCTGTANAGTGTANGAAT
CTGTTTTCATGAGGAGCTCTCACTTCTGCANAACCTCTTCCAGGTGTCTCTCCATGGCAA
GTTTGGACCTCGTGCCGATTCCTGCA
>BJ536476 ID   BJ536476   standard; mRNA; EST; 600 BP.
AATTTATTATTAGTCTTAAAAATTCTTTCTTACACTTTGTACAATAAACTTGACATAAGA
CGCGAGCTGTTACAAGGAGCCTCGTTAGACATTCTCATAGTACACAATATTCATGAAGCT
GACTCGTGGAATGTAAAGCCTGGCCCACCGAGGATGGAAAGATTGTTTCAGAAGGATGCA
AAGTTTGCATAGACAACTTTACAAAAACATTAACAGCAAAACAAAACAAAAAAAGTAACA
CTTGAACTTTTTCAAGCGTTGCTGCGTTAACAGAATTCATTTACAGCTGTCATTTTTATG
CACATAATCAGTCTCATTCCCTTGATGGCTTCTGTCATTTAATGTACAAACTTTAAGTTA
AAACTTCCCTCCNAAGGTACAAATAAATGCCACTTTCTTCAGCACAACACCAATCCATCA
CGTATTCAGTTAACATTTTCAGTCAGTTATTTGGTAAAAAGCAGCTCCTTTAAGTTTCAC
CGCTCCTGCAAAAATAGACTTACTTGTTTTAACAGTAATTTTCTCTGCTGGTATGAAAAG
GTAATCAAACAGTATAGACCTTAGTGGAGTCGTTCATTTTTATAGCGTGGGGCATATTCT
>BJ536505 ID   BJ536505   standard; mRNA; EST; 549 BP.
ACTGAGCATGCACTGCAGTACTGTAAAGAAAATCTGACTTGGGCATAGAAAAATGCTTTA
AAGAAAATCTTTTTTTTTTAATATTTCCATTCAGGAAAACTTCATAAAGTTCACATTTTT
TTTCTTAACTGGTCTCATTCTGCATATTTANATGAAATAAGCATCAAGCTTTAAACAAAA
TATGAAGGTGTGCACCTGCCCATGCATCATTTTACAACTTAAAACATGTTTAAACTANAA
CAGGAAATATTTCATAAAAAAACAAACAAATGCAAACTTAAGCAAAAACTTAAAATGTTA
ATAAAAAAAGCTCGTTCAGCTAAACAAGTGGTGTCATGANATGTCNAATGTGTTTGCAGC
GTAGGGAGAGCACTGCGTCCCTCCNCTGTCCCGCTGCACCCTCCTGTACAGGTCAAAGCC
TCTCCTCTCCTCTTTCGCCCTGTGCCTTANCATCTTTAGGTACAGCTGGTACACAGCCAA
GTGAAGGGAGCAGTGCACCTGTGGACAAGAGCAAACCCTCTACAAAATGCTTCACTAAAC
ACCTTGGCC
>BJ536540 ID   BJ536540   standard; mRNA; EST; 670 BP.
ATTTTTTTGAACATACATTAAGTCATATTTATGCAGAAATTACATCCTAAATGACGCAGT
GAATCCAAATGTGATTCCATTGTGGTATTTCAACTATGAACTGTACTGCATAGTTGTATT
TTCAAACTCTGCACGACAAAACAGACATAACCAGTTTAAATAAGGTGCCAAAGGGACAAA



GTGAGACACAGATTCTTGTAATACTGACAAAGCGGAGTTTTTGACATGTTTACACAAATA
CTAATAGCTGTCCTTTCAATCTGCGGCTTCACCGTCCTGATTAGAAACCCAGTAAACCTG
GTGTGTTTTGTAATAACACACCTGCAAAAAGCTGTTGAAACACCCTGTTTGTGGAGAAGA
TTCAAAGAATCGCTGAGAACGATCGTTCTGGAAGATGCAGACACACAGGCAGGAGTGGCA
TTTCCTTCTTCTTCATACAGATCTGTCATTTAACATTTATCTGTCAACACATCTGATTGT
TCATCTTTGGACTTGAGTTGTGTAAAGCATCACGGAATGAGCGTAGGTGTGAGTTTGTGC
TCTGGCAGTGAAAAAAGCAACCTGTTCTGAAATAAATTAACATAAAAGGCAAAAAAAAAA
CTTGTTCTGTTATGTCAACACTAGTGCAGNANTAGTCTGTTGTAATGATNCTGATTAAAC
CAAATGAGNG
>BJ536541 ID   BJ536541   standard; mRNA; EST; 147 BP.
TGACTANATTTACTGTGCGCTAAGACATCCCAAGCNTAAACCATAANCTTATGAAAATAA
NCACTGATCTTTCNTTACAGGTATGACATACCGTTTATAAATAGACTATCANTTGTACTA
CTCNNATGANGAATTGCATGGATACAT
>BJ536558 ID   BJ536558   standard; mRNA; EST; 308 BP.
AGGTGGGATCACTCAGCTGCATAACAGAGCAGACTCCAGTGACCTGAAGGCTGCATTAAA
TACACTTTTACCGTCTCTTGGCTGCAGCAGATGATTGAAGACAGTTTTTCTACGCTAACA
AAAATCAGTCGTAAACAACATGGAGCTGTTTGGTATAAAAAGGTGCCGGTCAGACAGACG
AAAACCTTCGTCCCTCTGATCGTGAGTCCGTGTGGCGATCAGATGCAGTCTTTGCTCCTC
TGACCTTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTC
TCTCTCTC
>BJ536574 ID   BJ536574   standard; mRNA; EST; 156 BP.
AGGCCTTCAGCTCGCCGATGGCATCAACCACCAGCTTCTCCTCTTAGGCAGACAGCTTGC
CCAGCCCCANGTTCTTCTCAATGCCNCTCTTCCCCNNNANGAGAGGTGTGGAGAAGTACT
TGCACTCAATCTCCTCAGACCTGACAAATGCNCACT
>BJ536575 ID   BJ536575   standard; mRNA; EST; 661 BP.
ATGAGTCACTATTTAAACAAATCCAGAGCTATACACAAATATCTTTTTTGCATGTTATTC
AGGAAGAATGCAAAGTGTCCAGAGTCAACAATGAACTACAGTTCCAAAAGTAAAGGAAAA
CATTTCTCTCTCTTCTTGGCTCTAACGGGTGAATTGTTCATTTACTCAAACTCATTTTCA
CTCTTTCAGCTCCATCTTCCTTCACCTCAGACCCAAAGTGCCTCCACAGCCTGGTGTCCT
GGGCGCACCACCACGGGGAAGCCTGCCGCTTCTGCCCCGACCTGAAGGAGGTGCTGGAGG
GCCAGTGTTGGGGCTCTGTTAAGGCTGTGTGGGGCTGCGTGGACGGTCACAGATACATCA
TGGACACTCGCTACACCCCTCCTCCATGCTTAAGCCGCGCAGAGAGCCTCAAAGGTGGAG
ATCTGGGGAGGGGCATCGGTGATGGAGAACTGTCGGGTGAGGAGCAGGATGACGAGGAGG
AAAAACAACCTCCTGGGAATGGAAGGACGTCATTGGAAGATGTGAGCTCTCAGCGTCAGA
GTGGTCTACCTGCAGCTGCAGTGCAGATGCAGAACTCTGCTCCGGATGAGTGGACTGGCA
GCAGTGAAGGTGAGACCTGCATTTCAGAAAGTCCTCCNGCTGCACTAAATGCACCATGGA
G
>BJ536622 ID   BJ536622   standard; mRNA; EST; 475 BP.
TATACATCAATATGTGTTCAGCTGCAATACAAAAAAAAGAAATTAAGTTCAAATCTGATG
ACTTTTACAAAGGGGGCAGGAACCTTCAACTATTTCACCCTCGTCAGACGGCCACAATTG
CAAAGCAACTCCTCAGCTTCTTACTGCACTTTCAGTAGGTTTTACAGTTTATTAGCAACG
TCCCAAAAACAGTCTTTTATGCCACTGAAGGATGAGTGGAAATGGATGCAAAACGTTGTT
CCACTTTGAACTCTGAACATTTGGACATGATGCTCAGTAGAACTCAGCCACTGAGCGGTT
AAGCAGACATGATGACCACAAAAATGGTCGAAAGAAATCTTTCCACAAAGTGTAAAAAAA
AAAAAAGGTAAAAAATAAAAATNCTTGGAANTACAANAGCTCCTTAAAANTTTTCNCCNA
GGNAAACTTTCTCCTGAAATGCCNCAGGGGTTTCTGCNCCNCGGTTCAGGCCCNC
>BJ536632 ID   BJ536632   standard; mRNA; EST; 661 BP.
ATGTCCAGAGATTCGGTTGATCTACTGCCGCCTGAGAGCACGAGGATGACCGTACAATCT
TCTGAGTGAAGTAGGCTGTGCTCTCGGATAAAGGTTTCGTTCCCTACAGAAAAGTACATT
CAAAAACATCCTTTCGAACTAAAAGTCGCAATCTGAATATTAAAAGTTTTTTTTCCTCTT
GTCCACCTAAAGATGTAACTGAGAAGCCCTCACAAAGATAGATGAACCCTGGCCGGAGGC
GGGACACTTGAAGTTTTTGCACATCAACATTCCCACTTGGCGGGGCTTTAAGAAGTGTTG
AGGACCTGCTGCGCGAACACGCCAAGTCTCCTTCGGGCGTTAAAGCTCTAATAAGGACGG
GCTTGGCTCTTCTGTCATGAGAGCAGCTTTCATCTGGTCTGTAAGGCAGTTTTTCCCGCA
GTTCTGAACTGTAAAGCAAGTCTGGATTGTGCTGTTTCATCTCTGCTCACATGAAGCCTC
AACATCATCAGATTGAGACCATCAAATCCATCTTCCACAAGAAAAGACAGATATTCTTTA
GTGACACTAACATATCTNATCACATCCTCGTGTCTTACCACAGAGGAACTAACCAATGTT
TTAGCTGATGACTTATCGGACTCTTTAGGGGGGAAAGAAAGAAGAAATGGCATAATTTAA
G
>BJ536665 ID   BJ536665   standard; mRNA; EST; 608 BP.
ATGTATCAGTTAAACAGGTTACCAAAACTTGTTTTTGCCACAAAATGAAAAAATTGCTTA
TCAGATGACAAATTCCCTTTTTTTCTTTACAAATTCATAATCTAAATGGTCAATCAAAAA
AAAAAGTTGAACAATCACAAAGTCTTTAAATTGTATAAAAACAACTTTACNACAACACTT
ATTGACACACAACAATGCGACTCGAAGTACATTTGTGGGGGGGGGGGGGGGGGNANTTTT



TTTNNAAAANTTTTTTNGGGNTAAACCCCCNAANNNANNNAAANNTNAAAAAAAAANTTT
TTTTTTNNNNNTNAAAAAATTTTTTNCNAAAAAAANNAACNNNNNNNNAANTNCCCCCCC
NAAANNGNGNNNANTTTTTNANAAAANTTTTCCCCTTTNAAAAAAAAAAACCNNGGNNGG
GNCCANCNTNGGNCTTTTNNNCCCNAANTTTTTNAANNNAAAAAAANNNCNCCCNANTTT
TTTTCNGGGGTTTNAAAAAAAAACCCCNTTTTNTTTTTTTTTTCCCCCNTTCNGGGAAAA
AANCCCNTAAAAAAANGNNTTNNNTTTNGGAAAAAAAAATTTCCCNNNACCCCCCCCCCN
NAAANGNA
>BJ536701 ID   BJ536701   standard; mRNA; EST; 698 BP.
AAGCCCTGCTTCATTTTCAAGAGCTGGAGGCCACAAGCTGAGACACTTCACATACAGCAC
GTTGTTGGACTTCAGGATAAGAACACAGGCATCAGAAACACAATCTGAAAGTCGGGTTTG
GCTAAGACAGTAAACAATGGCAGCTTCTCCTGGATAGATCACAGCACTTCAACACACAAA
GTTAACTACAGGCAGCGAATAAAAAAGACATTATTGTTTGACTTTCTCAATAAATACTGT
ACACCTCCTCACCCTTCCTGGTTCTCACATTTCTAGAAGACCACTGAACTACTTTCTACA
CTACTGATCACTAAACAGATAACAGCTAAACCCATGCAGAAGGGAACCGACAGGTCAGGT
TCCTAGAGGTTCTGTCTGTACTGACAGTTTAGGATCTGAACGTCAGTACAGGAAAGAGGT
TCAGATCCTAAACTATCAGTACAGACCGTTTTTCTGACAGATCTTGTTCTAATAGATCAG
GATCTGGACCTCTGTCCTGTTCTGACAGATCANGTTTTANACTTCTGTCCTGTTTTGATC
GATCANGTTCTGGACCTCCCGTTCTTTTTCTTGNANATNANGATCTGGACCTCTGTCCTG
NTCTGATAGATNANGGCNCTNNATTTCTGNCCCTGTCNNGACCGATNNNGGNNCTGGNAC
CCCCCNTTCTTTTCNTTGNNNANNNNGNNNNTGGANCT
>BJ536729 ID   BJ536729   standard; mRNA; EST; 669 BP.
AACTCTTTATTTAATAAAAACAATCCAGAATGTCAGCATGTTTATCAGAAATGTGGAAGT
CAGGTGTTCCTAAGAATCCAATGATCGAACCCAAAGTGCAGCAAAGTGACGTGAAACACA
AATCTCACAGCAACAAAAGCCTCGACTTTGTTGAACCGATCCAAAGGAATCTTTTGTTTT
GCAGTTTGTTTTCTTCACACAAACAGGTTTAATAACTCCTAAAGATAAAAAATACAAATT
TCTTTCAATTGAATGAATTTTTAAATTTAAAATACATTTTCAAATGTACAAAAAGCAGTC
TTAAAATACAACATTCAGACGAAATGCCTGATCAGTTCAGCAGATTCCGTGGTGAAGATG
GCTGTCTCAGTTCTCATTAGTGCAAACTTCACATTAAAGGGCTGATGTGCAGCTTTTCTG
TCACAGCAGAACAAACTCGTCCATGCTGCTGCTGGTGCTGACTCTCTTCAAATCGCTGCT
CCTCTGGATATAGGTGACCCTGTGCACGGGGGAGCTGCTGTGCTCCTCGTCCTTCCAACT
TTCCCCCTCTGAAAATATAAACATGGGGTATCCCTCTGCTGATGTGGAGACCACCTGCAG
AAGTGAAGAACTCATACATCATAGGATTTCAGAGATGAGAGAATCAAATCAGCAAATTTC
TTGTTTGGG
>BJ536742 ID   BJ536742   standard; mRNA; EST; 423 BP.
TGTGGTTTTAATTACATATTTTACATTTAATTAATATTAAACACCCCCCCCCACTCCCAG
TTGCTTCACATCACATGTCTGAGTGCTCAACTGGAACTGTAGCAAAACTGGCATCAGCCA
GGTGAGCCGCAACAGCACTCTGAAACAATCANAGCTTTTGTTTAAAAACCAAAGTAAAAC
CTCAGCCATTTCATGTACAGAACCATGGATAACCCCCCCCCCCCANTGCANAAACGGANN
TCAGGGGGGTAANGCANAGGGGTCNNNGTAAAGCAAAGGCNCTTCAGCTACNNCCNCACC
CNCTTGATNTCTTCCCTTNTAAAGNCNATCCCCAAANCCNAAACCCNACCCACCTNTCCG
GGANTCACCCCCCNTGTCACCGGGCCAAANTNGGGACCCCNGTANTCCAAAATTTCGGNC
NCC
>BJ536809 ID   BJ536809   standard; mRNA; EST; 731 BP.
TGATTTTTTTCTTTTTACTGATTTGCACTCAGTAGTTTTACATTTTATAGAAAATAGTCG
ACATTTCCAAAAAAAACCTTCAACTACAAGGAGAAAAAGGTGAGCTGCAACAGACGTGAA
CAAGCAGCAGCAAACGCAGCACAGAGGTCAAAGGTTACCGACCGTTTTATCCATGCAACG
CTTTCTCAGCCCTAAAATGCTCCGACTGTTCAGATTTCACAAACAGCGTGCACGTGGACC
GAGCGTGCACGTGGACCGAGCGTGCATACGTCAGACCTTCTGTCAACACAACCACAAATG
TGTGCTGCGTTTGAGTAGCGGCACAACGCTGGGAAATTTCCCTCTTCACTGAAAAATTTC
TTCACAAAAATCAATTTCCCAGTTTTTCACAGGCTCCTGAATGCAGCACGCAGGTGTGGG
TTTGTGCAAATGTGTGTGTATCTTCAGGTGTGTGTGTCTCTGCAGATGTGTGTGTACAGA
TGTGTGTGTGCAGATGTGTGTGTGCGTGTGCAGATGTGTGTGTCTCTCCACAGATGTGTG
TGTACAGATGTGTGTGTGCANATGTGTGTGTGCGTGTGCANATGTGTGTGTGTGTCTCTC
CACANATGTGTGTGTGTGCANATGTGTGTGTCTCTCCNCANATGTGTGTGTGCANATGTG
TGCANATGNGTGTGNGTGTGCANATGTGTGTGTGNGTGNGNCAAANGNGTGNGTGNGNNC
ANATNTNNGNG
>BJ536857 ID   BJ536857   standard; mRNA; EST; 582 BP.
ATTTTCCTTTTTTAAATATATATACACACATTCGTCGTTCCACTGTGAGCTATTTAGGTA
TACTTCTAATGACCAAAAAAAAACAAAACGTTTTACTTCATCTCACCTGAATCTCGTCTT
GGACGANATGACAGACTCTTGAGTCTGCGTTGAACTGAACACGATTGCACTTTAATCCTG
CTATGGTAACACTGATTCTGTCATATAATGTGCAGAGGATTTACCTCACATTGATGACAT
TACATGCAAACAAACTCACTCAACGAGACATTCCACTAAACTTCAGATCTGCACCTCCNG
TAAGACCACAAGGACAGCCNGACAGTAAATCACCAAGAAAAGACTCAGACAGGGGCGGAA
AACCAGGAATGAATAAATAACCACAGAAGATGTTGAACACAAATCGGAGGGAGATCTCAA



ATTGATTTACAAAATCAGTACGAAGATGTTGCACAAATGATAGAGAAAAAAAAGGAAAAT
CTCACCACGTGAGTTGATTTTATTCATTCACCAAATCGTGTGGTGAACACTAAATTTCAA
ACAAGGCAAAAGTAAATAAAAAAAAAAGTTTTTGTCTAACTC
>BJ536866 ID   BJ536866   standard; mRNA; EST; 264 BP.
AGTCCCTCCNCCTTCNTNTCCNCTNTGCAGCCCCCCGTNTGCTCCTCATCCTCATTCCCA
ACNGCAAAANNAGGTTTCANCCNCTNTTTAAAACCCTNCTAANCTCCNCCCAAAAAAACC
GTCCAGNGTTCACTCTAAGGCCTGCAGGNGGCNCTGGCGGTCACTCCNCTNTAAAATGAG
GNGGNGGGCNACTGCNTGTTTGGGGGGGANCCAAACNTCAGGAGGACGGCCTCCTNTGGG
NGGGACCCCGGCCTGCAGGGNGGA
>BJ536867 ID   BJ536867   standard; mRNA; EST; 598 BP.
TTCATAAAACTCCATGTCCATTACATTTTTTTTTTTACAAACNTAGCAAACATAGATAAN
ATTCAAATGAAAGTGTTTTTCTTAGCAGTTGTGTAACATGACNTTAAAAGGATTTAANAA
GTTCCAGTTGTGGCTGAGCCCCCAAACTTCATAGCACCATGAGTGTTTAACAGTACTGAC
NTCTTAACGCTCCTGCANACAGAGAAACATCCGGGTAGGTACTGTTAAGGAAGGCTTATC
AAGTAACCAGTGTCACCTACTGTCCACACAGCAAATGTTAATGTTGACNCATATNGCAGC
ACANAAAAAAAGAAATGCTATAACACATGATGCGTTCTTTCAAAGCATTCAATCATCANC
CCCAGCTTCACATTAAAAAAAANACTGCAATGAAAACAATCTTAAATACTTACNANATTC
CNAAACANAANAAAATAAGCANACGGCANATTCTGCAAATTTCTNTCTNCAAAGTCCTAA
ATGTGGCTNTTTTCCACTCAAAAGCTACTAAAAAAAAAAAATCTAACCATGGNGGTNAGG
TAAAAAGCTGANCTGGNCCCTGCACGTTTCCCTCANGCGCTGCCTTGTTTTGGNCCNC
>BJ536912 ID   BJ536912   standard; mRNA; EST; 422 BP.
TTACTCAGATATTTGGACTCCAGCTTGGATTTTTTGACCTGCAGCTACCAAAAGGAAGCT
TCTACCATATGGAGAGGAGATGCTTCAAGCAGGTGAGGGTTAACCTGAGTCAGTTCAATG
TACGGGGTGACCAGAGGTGGAGGTGCAGTAGCAGCTCTTCTCTTCCTTTTTTTTTTTGGA
AAATTCANTTGTANCAGGNGCTTCTAATTAGGATTTTCTCATTTTCGTTGAAAATCTAGT
CNCCCTGATAATTTTCCTGAAACTGCTTTTTCNCTTTGTTGNCCAACAATGTTTCANAAA
CACAACATCCNCTCANTCCAAAAACCCCCCACAAAATTTAAAGTCTACTTCCCCATAAAA
NACATACAATGAAAAAAATAANTTGCATAACAAAAAAAAAAAAGNNCTTTTNNNAAAANG
TT
>BJ536915 ID   BJ536915   standard; mRNA; EST; 135 BP.
GGGTTAAAAATAAAATAAAAAAGCAAACNTNTTTTCAAACCCANTCCCCCTCTTTTCAAA
AACAAAAAAAAAAAAAAAAAAAANCAAAANCNNGTTNAAACCCCNCCCCNNNATTTTCCC
CNTCCAAAAAAAGTT
>BJ536963 ID   BJ536963   standard; mRNA; EST; 210 BP.
GCGGNANACATCCAAGGTTGGCGNGNATGGACAACCTTTANTCTGTAAAGGGAACCANCA
CACCTNCNGGCCTGATTCATTTCCCCCANCTTTGGGAACNAGNGGANCCCTNTTTTGGNG
AGNGAAAGCACTTTCAATTCCAACCTGCCGGGCTGCCCTCAGGGCAAAGGCAATTTGNAT
CTTTCATCAAACNCAATGCAAAACACATCC
>BJ536979 ID   BJ536979   standard; mRNA; EST; 606 BP.
TTTTTTGAATTGTAAGACAATAAAAAATAAAGGGAATAGAAAGATAGACGGGGACAACCA
GCAGAAACAACACAGAACGGTTCTGAGTGTGAACGCTGCGCCCAGAAGGAGGAACTGCTC
TGTCTCCACACTGGAGTCAAAGAAGTAACCTGAGGTGGTTTGTTGTTGTTATCTTTCCTT
TCCTTTGTCTGTTAGTGGATGTGAACTAAAACATGGCACACACATGTCTGCTAAAAAAAA
CAAAACAAAGAAAGAAATGCCATAAAACCAGCGATGCTTCATACAGCATTTCCAAACCAG
CGGCTACATAACTTCAATTTACAGTTTATATTCATGTAAAACGGGAGAAATGGGCATGAG
GGAAATAAAGAAGGGACAGCTTCCACGGAAATATGTACAGGCTAATATACAGTTTTAAAT
AAATTAATACCAATTGCATATTCTTGGATCTTAGCTTTATTTACAGATTTTCTTAATTAC
ATAAATAGTTCAGAAATAATATTTCTGGCAAGAAGTGACAGGTGTGTGTTTTCCTCCCAG
TCGCAAACGCCCCCCCCCCCCCCCCNNTTTTTAAAANGGGAAAAANGGCCCNNGGGCCCC
CNNGGT
>BJ536989 ID   BJ536989   standard; mRNA; EST; 379 BP.
CATTCCTTGTTCCAATTTAGCTCATAACTCACTCATTCCCAACAAAAACACCAGCTAAAG
CTCGTCTTCAGCGGTGTAGCTTTCCACAGAATCCGATATCAGACCGTGGAACAAATGAAC
AAAACCATGAAGCTCAGAGGCGCAAGTCTTTCTGCCGTTTTTCGCAGTATTCACACTACA
TCTACCATGATGCATTGGCTTAAAGGGACAGCGCCTCAGCGTACAATGAGTTGTCCTTGT
TACACGGATTGAAACCACAACGAACATACAGTTTGTATGTAACTTAACTTTTATTACATC
TTTTAGAAAAAAACATCTGCAACTTCCTGCTTCTTCTGCCAAATTTATCACAAAAATGCA
CGTCAGATTGCCGGGGGGG
>BJ537015 ID   BJ537015   standard; mRNA; EST; 149 BP.
GTGCAAAGCTTTNNGTCAAAACTGACCGNCTATGCTTCANCTTTCATAAAAGTTATGCAA
CAGATGTCAAAACTGCAATACAAGCCTCAGCACTNANCATTTTTAAACTAGAGAAACTTT
ANAAATGTNAAAAAAAAAAAAAAGTNNAT
>BJ537086 ID   BJ537086   standard; mRNA; EST; 513 BP.
GACAGTAGTGTGTGTTTTTTTTTTCCCCCCCNTTTGCTCGGNTGCAAAGAACAAACTATA



AGGTGTGAATCACNTGANTGACGGCAAGTAAAGCGGTGCGGTCCAGTGTAGGATCTTCTG
CAAANTGGCAAAGNTTCTTGAACAACCGGAGGNTGACGGTNCTCCNCTCNAATTCTCGGG
CCTTCTTGNGTCCCGACNGGATNACTTCCTCAGGGAGGTTGGCNAGTCAAGCANCGTTNA
ACCCGTAANTTTTCGGACAGGCNCCNCTAATNAANTTGTAAAGNAAGGTGATGGTCTCCT
GGCTGGGGTCCTCACNTTCGTTCTCCACCATGCAGGCCATGTGTCCNAACCGCACGGCCN
ANTTCTTGGCGNANTCCTCCNCCANCNAGNGGTANTGTGTGGANAAAAGCGTGCGGNANC
AAACCTTCTCGGCCAGNTCCTTCACTACGGCNCTGGCAATGGCTGTGCCATCGNANGTGG
CAGTGCCCCTCCCTAATTCATCNAGCAGCACCA
>BJ537103 ID   BJ537103   standard; mRNA; EST; 110 BP.
TTTCTTTCACTAAAATGTATTGGTGGCTGANATTAATAAATATTACCAGACTAACTTTTT
GTGGTTCAAAGTCCANTCAACAGAAATTACNGTGCNAGTCTGAGCACATC
>BJ537138 ID   BJ537138   standard; mRNA; EST; 191 BP.
CCGTTTCTTTAATGTTGCAATGCAAACTGACACAATAAACAACTTGAGTATCAAAGAATA
TGACCGAAAATCTGAATGTAGAAGGTGCAAAGAGAGTTCCAGAAAGCAGAATAAAAATTC
ATAGAAATGTACAAAAAGCCAATCTCAGATGTTTGTGTCCCTGTGCCCCCCCCCCCCCCC
CCCCCNGGGGG
>BJ537166 ID   BJ537166   standard; mRNA; EST; 738 BP.
TTCTTTATTCATCTTTTCCTACAGGCAGCCACTTTAAAAGGACAACCTTATCAGTTGTTA
AACGAATGCCACACTTGTGCAACATCACACAGCTCTACCTGGATTTCTGTGAAGTCTACA
TTCTCACTACTGAGGTGCAGTCGTTACTCCCTGGGTGACACAGATGGTAACTATGCTCCA
AACACACGTGCCGCTGAAACTTTCCGTCCGTTTTTAACGATGGAATTAATTTAGAAAAGT
CTGTTGCTTGGGGTGAGGCGGAGCCAAAGCGGGCGAGACACACTGGCGTTTTTTGTTTTT
ACCAGTCCCAGCCGAACCAGGTCCATGCCTAGCAGAGCCTCTCCGGGGGACACGGGCTCT
TTGGTCCAGACTGCCTCATTACCAATACACACCCCTTGGTCATTGGCTCCCATCTCGGCA
CCCCACATCCAGGCAGGTTTGCTGAGGACGACAGCATGAGTCTGCTCTACTTGAGGGATT
TGGATAAACGTGCACTCCAACATGGAGTCTGGAGGATTTGATGCCGCAGGATAGTAGGCG
ACCTCCTGCACCTCATCCCGGGGACGGTCAGAGTTTTTCCCAAAAATGACGTGGTCATCC
CGAGAGCCAGGGGGCAAGGACACAAAACAGTCACAGGACATGGGGGGCTCTGCCATCCTG
CTGGGGTTATTTCAGCGCTGAGAGCGGCGGCCAGCTGGGCTCTCTCTCTCTCTCTCTCTC
TCTCTCTCTCTCTCTNNC
>BJ537167 ID   BJ537167   standard; mRNA; EST; 306 BP.
AAAAAATAAAGGAAACAAACAGGAGAGGTTTGAAGAATGACGTGTGTTCCAACACTTTTG
ACAAANAGTCANAGGTTCACTCTTTTTGGGAGTCGCTGGACGCTCTTGTCCCGGCCTCTA
GTCAAAAATCTGTAAACAAACANCTTACAGGCAGGACTGTCAGTCAAGTGAATACANTGT
CGAGTTGTGAGTCCGTCCTGCAGTTTGGCTTTAAAAACACTCCGGATGAGATTTCACTGA
TCTTTAAAAAAAAAAAAAATTGANTTCTCTGGATCTTAAAATCNTTTTCTGGAAAAAAAA
AAAANA
>BJ537178 ID   BJ537178   standard; mRNA; EST; 472 BP.
TCCCTTTATTTTTTTCTACCTCCAGACTACAAAGGGTCACCAATGTAGCTCTAAAAGGTA
TCTACATTTGCGTTTTATTTACAGCTTGTGTCTGATGTCCTCCTCGTATTTACAGAGTCA
AAGAGAAGCACTAGAAACACAGTGTTGAGAACAAACCAAAATGAGTCCAAATCTTTAGAA
AAAGGATAGAGTCTCATGACGCAACAGTTCTCAGTGCAATAGTCCACAATGCAAAGATCC
TTCATTCATAATATGTTCAACATACATTGGTGTTCTTTTCCTTTTTTTTTCACGGAAACA
AAAATTGGTCACTGAATCTAACATGGTAAAAGGACCACATACTTGTTTGTACAGTTTAAG
ACACTCAGCCTTTGCTGTAACCCCCCCCCCCCNNTCAAACCCAAACAANCTGGTNGNAAA
AATGNACGGAAAGNTTTGGNTNACCAAANTTNAAAANNCGTCAAACCAGTGG
>BJ537186 ID   BJ537186   standard; mRNA; EST; 713 BP.
CTTTATGGTGTATGTGTTAAGTTGACAAACACTACAATTCTTTCTTTTTATATCATAAAT
TGTGATTTCTTTATTCTATTCTGAAATTTAACACAAAAAACATGTAATAAACTATATTTC
TTCTGTATAATATTCTTTTACAAGTTTAATTTTAGTTCTAAAGTCGTGTGTTCATTCTCT
GCTTTTGTTTAACTTGCTCTTTTAGCCCTTTTTGTTGAAGGTTGGGAGAAATATTAGCGG
CTAAGGTTTAGGAAAGAATATGTTCTAACTTTGTACCATAAAAATCACAGAACGACTGTG
TTATAAAAATGTACATTTTGCACACTGAAAAAAAGGTAGTGCTAAAAAAGCAAAATATAA
CAGTTAGATTGTAAAGCAACCTTCTGGGGTATGTAACCCCGTCCTCGAGGCCCGGTGCCT
GACAGCAAAACTGATTCCGATCATCAGCAGTCGATGTTATGTCACACAAACGTGATGGAC
AGTGGGCCTTGAGGACTGAAATCTGCTTTAACAACATCATGCAAGTCCCTTGTGTACTTA
AGCATAGATCTNAGTATAAATATGTTGGATTTTTTCAAGATTTGTTCTAATCTGTGAATA
TCCCATTACTGGGGGAAGCAAAGTATTGCAGAAAATCTGTTTCTTTTGTGCTTCATAAAT
GTTTCTCAGCGGCGAGCTGACAGACAAGCTGGCCGACAAGCCTCTGCCAGGTC
>BJ537188 ID   BJ537188   standard; mRNA; EST; 504 BP.
GCTTTTGTGTTGAGTGATTGGTTGATGTGATTTGCACTTCAGGGCCACCGTAAGCTAGCC
TAGTGTGCATCACGATGGATGACATTGAGGCGAAGTAGTCGCTTTTTCTGTTCTCCCTGG
ATGATCCGACTGGATTATTTCAACGCACTCAATGTTTTGCAAAAGAAACAACAGGCCTGC
AACGTTTTTTCTTTTTTTGATTTTGGGGTTCCGTACCGTGAGTAAACTAAACTGTGTGTG



TGGTTTCAGCAGCACACACACATCCTCATTCTACAACAGAAGTTTCTGTCTTGCGAGGAA
ATACAATAAATTTACTGCGTTTTAATTATTCATTTCCATTGTATTCATTTCTATTACAAG
CTGTGTGCGTTCCGGAGGATTTTGTGTTTGGGGGTGGGGGGTGTTATTACTGTTCTACTT
CACTCCATAACACCANACATGAACGCACGCTGTAAGATTTCCATGAATATCACTATATGT
TTTGTTTGGGAACTATTTTGTGCA
>BJ537189 ID   BJ537189   standard; mRNA; EST; 718 BP.
AAAAAAGACTTCAGTTCTGAACCAAAAAGAAAAAACTACTTTGTACAAAGAGGAGCTTTA
GAGAGAAACCAACAGGGATCAGTCCGCTTTCCTCCTCTGCTTCTTCTGCCTTTTGTCCTT
GAACAGTGGAGAATTCAGGAAGGTGCTGTCGGTGAATTTGTCTCCACGCCTGATTTTGCT
GTTCAGAGCGGGCTCCTTGTAGCTGACCGCACTGCGCCTCCTCCTGCCTCTGCCTGCGGG
GGAGCAGGCCGGGCTGCTGGCAGAATTGGTCACTGTCGTCAAGACTCTTCCTGCTGGGGA
AGCGTCCTTCACGCTGACAGCAGACTCCTCTGTCAGGTCCAGTCTGCTCTGCGTCAGGGT
GCAGGGCGTGGCGAGCGGCGAAGCAGACTTTAGCTCCACCTCACTGGTATTCAGCAGCCA
CGGCGGCAGCTCATCCATCAGCAAATCCTCAGCAGTTGGGGCGCCCAACGCTGCAGAGCT
GCTGAGGGTGGCGCTCTCTCTTGTGTCCCTCGTTCTCCGCCTGCAGACCACAAACGTCTC
CCGCAGATGTCTGGTCTGCGTTTGGGCCTTGGCCTTTGCCGCAGTGAGGTTCACAGCGGC
CGAGCCCCCACCACGGGTGCTGCAGGGAGGACATTCATCCNGAGAACCAGTGCATGCTGC
ATGCTCAGGGCTCCCGCTCTTGTTGCTATGGTGACCGGNCTTCCTCTGCTGGTGGCTC
>BJ537193 ID   BJ537193   standard; mRNA; EST; 457 BP.
TCTTTTTGACACGTCTTGGAGGTTTTGGACTCTAGCAGTCCCACTCCAGGTGCAGGTTCA
GTCTGGGAGCAGACCCTCTGGAAGGGAAAACAATAGATAAGGGTCTGTCTGCATCCCTGA
GCCATTTCATGTCCCTTAAAGCATCTGTTTTTTCTGCTGTGCAGATTCATTTATACTACA
AGCTGAGCCTCATATTGATGCCATTTCAGCTCTTTTTTTAAATCTGANACCCTGGTTAAT
GAAAATTAATCCAGCAGAGAAATGCAATGAGAGCAAGGGGAAGGTCACAGAGGCTGGAAC
TGCATGGCTGCTAAGGTATATGACGGATCAGCTGATGATCCACAAATCCAGATAACNAAG
GCCTGCAGCAGCATTATTCGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGANAG
AGAGAGAGANANAGANAGAGAGAGAGANAGAGAGAGA
>BJ537217 ID   BJ537217   standard; mRNA; EST; 135 BP.
GNAAAAANNNNCTTTTTTAAANTNNTTTNNTTTTCCCCCAAAANNGGGGTTNCCNNNNAA
AAAAAAAAGGGGNTTGGGGGGNANNTTTTTTTNNTTTTNCCCCCNGGNCAAANTNCCGGN
NCCCGGGGGANNCCC
>BJ537228 ID   BJ537228   standard; mRNA; EST; 412 BP.
CTTCTTTGTCAACAGCAGAAACATTACAGAGGTGTGCACTGCAGCAGCGGTTTAAATAAA
ATCACCCCCCCCCCCCCAACACACACAAACCCCCTTTAAATTTAAAATTTAAANTTNTNT
TTAANGTTAAAACCTTTTGAAAAAAAAAAAAAACAAAATTTTGNTGTTGCCGGGCAAAAA
ACCTGCTTCNTTTTTANCTGGGGATAANAAAAACNGCATTNTGGATGGGGNGTTCNTTGC
TCCCAGGNAAGTCTCAGGCTTTAAAGNCCTTTTCCNGTAAAAAAAAGNGTTTNTGNGGAA
NAAAGGTAACAAAANAAAACCCTTGGANNCCNCAAGNGGGACNNTGTTNACCCCNNCCCC
NGGGCCGNAAAANCAAAAATTCAAAACNTTTGNGTNAAAAGGTTTAAAAANC
>BJ537248 ID   BJ537248   standard; mRNA; EST; 131 BP.
CGCCATCACNGGTCANTGCATTGTATTGAAATGANAGTGTTGGAATGGACTGGAATCCCA
GTCTGTGGTTCAAGCATCAAAATGTAAAAAAAAAACAGGNGTTGCNACNGGGATTTAATT
AAAAAAGCNNA
>BJ537281 ID   BJ537281   standard; mRNA; EST; 630 BP.
CNCTTTCTTTAGTAATTATTATCCAAGACGCGAGCTAAAAAATATGTTGTCTTATTTTGT
TGTTGTTTCCTGAAACAGAAGTGGAAAAAAATGACAGTACCAATATCAATGTCAGAATTT
CTTTTTTTTTTATATTATANAAAAAACATCTGCTCTACAATAAGTTTCTANAGTCAAAAA
NAGTCAGCTTGTGTCATAAAANAAAGCTGCCCGGTCTGACAAAATTCAAAAAAAAAAANA
AAAAAGGACGAAAAANANAANGGANCGAANCACACAAAGAAAGTATGCNTGTCAGGTCTG
TGAAAATAAAATTCAAATGGAAAAAAGTCTCTTTTGACTTTNAATACNGGTACAANAGCN
ACTGCTGAAAACNCCTTACCCAAACNGGACCTCGCCNCTAACCCCGCCCCCTCTNTAAGG
GCCAAACCGCGCANTANTTCAGGCNTGGAGGCNCNCCTTTCAAAAAGGCCNACTGACTGC
TGCCGTTGTCTAGTCTACGGGAAAGCAAAAAAANAAACACTTACGGTTGAACCAAATGCC
CCGTTCAAGGGCAAACNCCNCTGGGTCACCCACNCTTGAGGCGCCCNCGTCNCCCTTTTT
TTCCGTGGAAAAAGCGGCTGAACACCANCT
>BJ537319 ID   BJ537319   standard; mRNA; EST; 364 BP.
AGTAGCNNACGTCCATTACGACCCGAANAGCGACCCGCTCCGAGGAGCCGACACATTCNC
GTCNGGAACACAAACGGGAACAACGTGTAGCGCGGACAGACGGCAGAGTCTGTGGCCGAC
NTAGCAGCAGCACGGCGGAGCCACACTCACCTANGCCTCCTGCANGGGGGGGGTCAGGCC
CCGCCGNACTCCTCCAGGCCCGTCCACGCAGGTGCCCACACCCGAAAACAGACNCACAAA
CCGNGGCTGTCTGAGCTCCTTCTANAGTTCACTGTCACACACACACACACNCNAAAAGGA
CTCTGCANGACCTGAAGGGGGTCGTCCCAGAACTGATCCGGNGAGNCCAGAGTGTAAACA
ANAG
>BJ537360 ID   BJ537360   standard; mRNA; EST; 712 BP.



AGATTTGAAACAGGAGAAAAACATGTACACTCTTTCAGACTCTCTGATCTGCAAACAGAT
GGTAAAAAGAGTCCAACAGCTCCNAGAACACACAGCAAAGGTCAAATGCAGCGTCAGCAT
CACAGTCACAGCTGACCTGTGCAGCAGTCAGTGTCCTACCTGTCCAGAGACCGGGGGGCG
GGGCTCTCTAACCAAAGACCTAGACTTTGGCTGCACTGTCTTCACAAAACATCTGAGGAT
GTTGAGTCTGGTTTAAACGACCAAAAAGGGAAAACTAAAAACCTACAAGTACAAAATCTG
ATCAGAGAATTGAGAAGTCTGGGATTTAAGAGACGGTCTGACTGGGTCCAGGCGCGCAGG
CCTTCGTGAGCCGGTTCTGGACCACAGCACTACGTTTCACAGTCGGTCCTTTTGTGCTTC
AACAGAACAAAAGTTTCAGTGGCTCCTCCGAAAGCCCAACAGAACCGGAACACGGCGGGG
TTTCCCAGCATTCACGCTGCTAACCGGGCCGTAGAGGGCAGAACTCCGTCCTCTGATCGG
GTCTACAACACACGCGGGACCTTGAAGGTTGGTCCAACACCCGTGAAGATTTGCTTTGAG
GACCGAGGAAAGGCAGCGCCTAGCCGAGCGGAAATGCTGCGACCAGAAGCTTCGCCTTCA
CTCTTGAATACTGACTCACAATTATCAGTCTAAAATCAGCTCCTCCCACTGA
>BJ537368 ID   BJ537368   standard; mRNA; EST; 521 BP.
ATGAGCTAATTTTTAAATTATCATTTCTTAGTTAGCGTCACAATGTGCATGATATGAAAT
ATTTACGATGGGAAAAAAAGACGCAGCAAGATAAGCCATAGCAGATATCGTAACCTTTAG
ATGCCAAATAAAAACTTTGAAAATATTATCCAAATGCACAAAACACAGCTCATAACACAN
AGAGGCTCCNTTAGCANAAAACAAGCAGAANAAGGTTTCAAAATTGAAGCACTCANTGTA
CAAAAAGGAACAAATTGGATTTCAGGTTTAACAAACATTATNAACAGTTTTTCTACNTTT
GGTACATCTTTGTAAACTAACTTTTAGAGGTGTAAATATTGCACATATGCCTTGTGTTTG
TACCTTAATATCATGAACTCANTGTATCANGTATAATGTTTTTATCTGATGTTTTTTTTT
TGTTTGTCGTTNTTTTTTTAGAANCATANAATTAAAAAAGTCCTCGTANTGGCATTCTGT
TTGCTAAACCATCCCNTGANGTTTAAAAAAAAAAAAAAAAA
>BJ537384 ID   BJ537384   standard; mRNA; EST; 199 BP.
ACATTAANAACCAAATCCTTAAGGATTTTGTTCAAGCAGTTTCTCCTCTGATGGTCCTCC
TGGTTCTGANNTCTANTTTGGACCAGANAGGAGAACCGTGGTAACCGTGGGGGGTGCCAT
GTGTAACACCAACCAGGTGGGAGGGGCCTGTATGAACATGTGATGAGGAGTCAAAGTGAG
GCTGAGAACNTTGCAAACC
>BJ537399 ID   BJ537399   standard; mRNA; EST; 220 BP.
CTTTAGGACNGGNNGGAAAAANTCAAAAGTTAAAAANCAAANTTCTTTNCAANNGAAANC
NGGAAAAACTANCCCNCACCNCATTAANAATATCCAANGCACCAAANCTTTTNANTTTNC
CNAAANANNCTTAAGGNATTTTTTGTTTNCCNCNACGGCNGNTTTTTCNNCACCTNACTA
ANAAAACANTGNCNGGGNGCAGGTAGGGGGNCNGGTTNCA
>BJ537408 ID   BJ537408   standard; mRNA; EST; 413 BP.
GTCTCTTTATTTTGGACCTATATGACCTCTATTGGTCGTCAGAACTGATTCAGAATCTCC
AAAAGGTGCAGGTGCTGCTTGGCTCATGGGTTAGTGGAAAGAATCTGCGCTCTGACTGCA
TCAGTCTTTGCTTTTAAACATGTTAAAACCATTTCTTATCTAGGATTGATGTGTTTTTGG
TGCAACAATCAGAAGCCTTTTGATCAGCAGAGGAATAAACACACAAAGCTTTGCTGACTC
AGTGCAGGAGGAGGAGCTGACAAAAATCTGTTTGTGATTCATTTTAGACACAGACTGTTT
GGGGAAAAAACCCTTCCGTCTGAAAGAGGAAAACAATAAAGGGTGGGAAATAATAGGAAT
AAAAACAGCTCATCCTTTGTGGTTGCAAAAAAAAAAAAAGTTTTTTTTNCAAA
>BJ537433 ID   BJ537433   standard; mRNA; EST; 201 BP.
AGAGACTGTACAGCATAAACATTTATTCATTACAAAAAACATGGTTTTGGAACCATTTAA
AATAACAGGAAAAAACAAATAAACGAANAAAAAAAAANAAAAAAAANATAANAGCATAAA
ATANAACAGCANCTTCNCAGCCGTTANGGAAACNTTCAAACTATTTATCATTANCANCTN
ANTAAACCAAANAAAAANTCG
>BJ537449 ID   BJ537449   standard; mRNA; EST; 732 BP.
CTGTAGTGTTACATGCTTTAATTAGCATCACAAAGTGCATTATAACAGGCTTCAGTGTCT
TGCCAACAACCACTAATTCTAAAAAATAAACATAAAAAATTCAGTAAACTTACAGCTGAA
TTATTTTTGTCTGAACATGGCTAAGAATTAACTGAACATATATTAAAAAAAAATAAAAGT
AAAATTATTACACAAACAAAACAAAGTTACAATACATAATACTTTCCATCAAGTAATCAT
GGTTATTTTTCAAGTAAAACTGTTTCAATATTTTTTTACAATTAACGTCTACATTACTTT
TGCAGTTTAGTTAAAAAGAAACCATGTTTCATTACCCTGAGCTACACAACTTGTGATTTA
GTTTCTACTACATCTAGTCAGAAAAAACAAAACATGCTTCAAGAAAACCTATTTTTTAAA
ATTGCTTTTCATTCCATCAGTGCTTTCATTTATACATTTTCCTACATCAATGTTTGAAAA
GTCAGATCCATCTCAAATATTTCATGCTGTAAGAGGAGCAGCATTTGGAAGACTTTTTGC
TACTTTTTTCAAACAACTCTNAATTGAAGTTAATGTGATTATAGTTTTCAAGTAAGTGCA
AAAATCACTTGTAATTATAGCTGAATCGATTCTTTCTGAGAAATTAAACTTTTTAACAAA
AATATGTAAAACATCGAGACCTCCCGTGATTTAGCANGATTTGCATTGGTTCCNCTTGTC
AATGTATGCATA
>BJ537464 ID   BJ537464   standard; mRNA; EST; 209 BP.
TTTAATTTCTTGTGTACATTAAAATTCAAATTTACACGCTTACAGTCTGGAAAGAACCGG
AACATGCGCGCCCACCCAGAGGGAGGGGGCTCTTCAGTGACGCTGCCGTTTCCATAGGAA
CTTTCCCAACAGTAACCCCCCCCCCCCCTTTTTTTTTTNAAANNGGAAAACCCCCCCNCC
CCNGGGGGGNNTTNGAAAAAATAAAACCA



>BJ537472 ID   BJ537472   standard; mRNA; EST; 620 BP.
TTGTTTTTGTCTCCAAGTGTTCACAAATTACNAAAGTAAGACCGTTTCANATTCAGAAAT
TCATGTACAGATGTTCATTTATTTACNGTGCTAGTCAAAAGTTCAGAGAATCCCACTCAT
TTGATAACTGGTAGGTTTACAAGATTTTGACTAGCATGGTAATATATTTATATATATGTA
TACGTATATNACCCATACAGAGACGAGCAATCTCACACTGTTTTTTTGTTGCATAGGAAA
AGGCACAGCTTGGAGGTCTGCATAACGTACAGCCGATGGAGGACGTGCACTCGGTCCTCA
TCTGCTGCCTTGCTCAGACAGCACGAACACCAGCGCAGCGGTGAACACTGAAGTCGTGGG
GACTTGATCATACTGTGTACTTTTGGCATTGAAGCATCCGTGACGGGCTTTGGAATCTTG
AAAGATGAAGGTTGGAAACAGGCTTTCCGGATATTGCTGTGTGAACTGTTTGACCTCAAC
TGAAAAATATTTTAAAGTATAAAAGATATAAAATGTCATCATCCAACTTAAAAAAAAAAC
AAAAAAAAACAATCAAAAAGTANCTGAGGGATAAAGAANACTACTTTTGTTTAAATATAT
NTTTTAACAAAATGGCTTCC
>BJ537487 ID   BJ537487   standard; mRNA; EST; 412 BP.
GCTCCTTTTTTAACGTACACTTCATGTACAGTAGTGTCGGCTTATGCATACTTGTTCAAC
ACTCATCATCAAGATCTCTAAAAATGTACCACGACTACNGAACGTGAAGGGAACGGGACG
GCGAGACGGCCTGTTGGGCCGTGACACGCAAACACGCGGCGTCCATGCAGGCTGTGGGAG
CTGCGTTTAGTCATAAAAACAGGCTAAATTCAGAGAATATTCGTATGCTTATATACTGAT
GACATCAGACCTCCACTCTTCATCTGCAGCGAGTTGAAGGGGGAGGATCCTCAGGATGAC
GGACGGCTGCAGCGTTGGTATTTACAGGCAATGAAATGTTGGCTTGTTCCTGTGGACTGG
AAAAGGGGAAAGAGGCTGATGAATGAAACCGGGGGGGGGGGGGGGGGGGGGG
>BJ537495 ID   BJ537495   standard; mRNA; EST; 642 BP.
TATTGTGTTCATTGACATTTGAGAATAATTGACAGTAACAGATTTAGTGTATTTGTATAA
ATATCACAATAATTATTGTCTGTATTTGAAGTATATAGGACAAAAATGCTATATTTTCAC
ATAGACNTTACAAACCCACAAATTATTGCATATCANAATTTTGTTAAAAAAGTAAGATTT
ACAAATTGTAAATGTTCTTAGAAAGGCACATTTCTGTTTCATGGAAGTTATGTTAAAAGA
TCAAAATTTGAAAATGAATGTGAAGAAACTATACTTCCAAACAGTTTTTCTGTCATTTTA
AACCCTACAAAACATAAATTATATACTTCATGTAAGGTATTGGAATACTTTTCTGGAATT
TTCTAATTACTACAACAAAAGAACAGCTGCTTGATCTTCTTTTGTCATTTTAACATCATG
TTTAAGTTAGTTCTATAACCCTCTCAGACATCCTTACTTTAAGTGCATTTCATCGTTTAT
AATGCATACATATTTAGTGAAAAAAGGTGCACAGCAAAACGGACTGGTGAGCACGTCTAC
AGACGAGCTTTTGTAGCTTTGTGCTTTTGCTGAACGATCTGGCCGAACAGCCTGGCAGCC
TCCTGGGCGCAGCCTCTGTGAATGGTGAGTCCAAAGCCTCCA
>BJ537534 ID   BJ537534   standard; mRNA; EST; 135 BP.
TTTGATTTTATTTAAATCGTCACTAAACATCACCTGTTCTGTTACATTAAATAAGAAACA
GACTATGAATCCCTAAAGATGACTTTAAATTTAAGCTCCTTACGTTCATATTATTGAAGT
ACCCCCCCCCCCCCC
>BJ537543 ID   BJ537543   standard; mRNA; EST; 629 BP.
ATTTGTATTGATTTCTCAGGGACAGTCCACATTAAAAGCAATGAGCCAGAGTTAGACCAG
CAACTATTTTTCATCTACTGTCCCCAGAGAGATGTTAGAATTGTTTACCTGCAAAACGAA
NAACATTTAAAATATCAATACAAAGGGAAGTACAAAGAAAAATACCAATTGATAAAAATA
CAACTACTATAAAAACAGAAATACTAATAAAAGACATACTTGCACAATTCATCCCAAAAA
CTGTAAAATACCTCTGGACTTAAATCCTGGCGCCATCATATCAAACTTATCAGTACTTTA
AGACATTTTATTAAACAAAATCACTCAATTTTGACAAATGTTTTGGAAAAAAAGTTCAAG
GCTTGTTTTCTACCATATTAACAAAACAACACTTCAGTTTTACTATGCAAAAATAATTCG
ACTTACTGCAAGCAGAGTTGTTGAATATGTCTCCTCAGAATAACAACACAAAATAAATCC
ATTTCTCTTTTTTTTCCTTTTTTTAGGAACAACAACCTTTGTGAACTTTTTAAACATGTA
CAAAGGTGACATTCTTTGAAAGGATGTTGTTTTCCAGTAAACCAAAGAAAAAGGAGAATG
ACCTGAAAATCTGAGTGTAAGTCCGCGGA
>BJ537569 ID   BJ537569   standard; mRNA; EST; 620 BP.
AACTGACATAGAAACTGTTGAAAGCCTAATTTANCACATAGAATAGCCATTCAAGGCGAT
TTACAGAATATATACNCACACACAGCAACTGAAAACATACATATTTGCATACGGTGGGAC
TAGAAATCTGAGCCCACCANAAATCTGTACATTACCACTTAAACATTTGCTTTCAACTGA
AATACAATTAGTTAAAAATCAATCAAACNATTGATGAAAAAAATAAACTGTTTTATACTT
TTTTTTAAAATAAAATCCCCCAAATAGTTGGATTTATGGGCTACAAGTTTAGATATGCCC
CGCAGTGTTCTACAGAAACATAAAATCCTCATTCTTTATTTTAAAACCGACCAGGTCATT
TTCTAGGTAAAGGAAATATAACAGGGGAATGCATCAACGCTAAANGGACCACCANCTCAG
ACTGAANCATCANAATGAGAGGAAAGCANGGGATATNANAGACTGGAAACTGTGTCAGCG
TCTAACCGCGAACGATTAATTGGGGAAATAGAATTCAAACAGAGTTCTTTAAGTTTATCT
GAAAGCAGATGTAAGGGTGAAAACCCTGTTTGCTTTGAGATAATTGAGAGGCAGCTGTCA
CTGAAATAAGCATCAGTTAC
>BJ537604 ID   BJ537604   standard; mRNA; EST; 598 BP.
TGCAGCTTACATCANCATGTAGTTGAATTTATTTANATGGANATGAAATATATNTATTAN
TACAATACATGGGGCAAATAATAGCAGCAATTTTACTAGAACAAAAGAGGGTGACAAATA
TGTTCATTTCCCACCACAAAAAAATAGAATATTCCATACTTTGAAGCNATGTTCACCAAC



AGAAATTANCTGCTTTTCCNAAGTAACAATGGCTGCAATAAACTANAGGTCTGCNAATTA
CCGGTTTTTGCCTTGAAATAACANATTANAGTAAAGTTTCTGATAATTGGTGTTAGTGCA
NATGTTTCANGACTTATTATAGTACTTCCNAACACGAGAAGTAATATTAATTAATGTGTG
TCTTGNAGGTTCCAATAATATCTTTTCAATCAGACGCCAAANATGATTTTNAGATCAGCC
NNGNAGAGTTTGNAGAAGGTATTTCCTGTTCCTGAGAGGACATTCTGGGCAAGCTCCTTC
TTTCTTGTCTGCAGAANGGAAATCTTCTCCTCCNCTGTGCTTTCANAGACCAACTTGNGG
ATGGTGACATCTCTTCTTTGTCCAACTCTNTTGATACGATCACAAGCCTGGTCTTCTA
>BJ537616 ID   BJ537616   standard; mRNA; EST; 136 BP.
GGNCTCATGCCNGGGGGGGGNATTCCCATNNNANCACCGCGACCTGGACCAAGGGGCATT
CCCATTGNANGGCCCATGGGGGGCCTCATACCTGGGGGAGGNNCCATCATACCATGGGGN
GGNGNTCCTCTGGNCA
>BJ537617 ID   BJ537617   standard; mRNA; EST; 235 BP.
GTCCTAGAACAGGATAAAAATATCAACAATTACCTTTACAACACAATGAAATAGCACAAT
ATTANAGGTAAAAATATTTACAAAGGTTATTACAATAAAAAGCAAGTCTAATAATTCCNA
GACAGTCNCAGAAAAACAACAATAACTAATGTTTGCAGGACTGGTTTGTTTTTAGCCATT
GTTTAAGAGCTGTTTGGAAGGNAGGGTAGTTTTCCCACTTCCTAAATGTGCTGTG
>BJ537673 ID   BJ537673   standard; mRNA; EST; 151 BP.
TTCTTTGCTATCGTTTATGAATAACTANATTTNACAAAGTGCGCAAGAAANAGAGCATCT
TTCTGAGTAATATTGCNATACAACAACCACCTGCAGAGGGATTTACNGTCATGGGATCAA
ATAAAAACCNCCACCATGACTTCTGAGATCA
>BJ537683 ID   BJ537683   standard; mRNA; EST; 684 BP.
AAGGTTGTAGAAACATGAATTGCATTCGAGTTTGGCTTTAAATATTTGTTATCTGTGAGG
ACATCGTTTTCTTGCTGCTCTTAGTTATTTAAAAAGAGCGCATTTCCTTTAAGGAACAAA
CACTTTTAACCAAAAACAACATTAGGACTTTGTGTAAAATGCCTGGAATCAGAAATCAGT
GTCCCAAAAAGCAGCTCTTAATCTGGAAGGTCCCTCTAACCTTTGGCAACATCTGAAATG
CTTAGAAACCAAAGTGGCTTTTAACGTCTTTGATCTGCTTCATCATGTCACCGATCTGCT
GGCCCTGCTCCCGCAGGACGTCCTGCACAACCTTCTTCTGGTGGGCGTTGAGGGACACGG
TTCCCCTGGTGGCCGGCGTGTTCTTGTTCACTTGCGTCTTTTGGTACTCCATCTTCATGG
TCACCTGTTTGATGGAGTTGTCGAGGTGCTTCAGTTGGTCGCTGACAGCCTGCAGCTCCT
TCCTCATGTTCTTCTCGCTGTTGGACAGGACGGGCAGTTGGTTCTGCAGGCTGCACAGAA
CCTTCTTGACCCTGTTCATGATGGTTTCCTGTCGATACTTGGCATCTTCATACTTGTCGG
CCAACCTCTCGGCCATCTCCCTCAGGCTTTTCTTCTCTTCCCGGCACTGGCTCANCTCCT
CCTGCTGCTTGTTCTTCTGTCCGG
>BJ537712 ID   BJ537712   standard; mRNA; EST; 162 BP.
TTATATGGTACAAANTTGTGTGGAATGCNTACNTAAACANNTGANNAAAGGTTTAANATT
TAANANGGGTTANTTAACATTACAGAATCCTTACCCCACAGGAAACGGNTAAACACTATC
TCTGTGGAGGCNCATGACAAGANCCCCTGAACTCATTTGCAC
>BJ537721 ID   BJ537721   standard; mRNA; EST; 181 BP.
ACCTTTTGAAACATCACCNGGTCCTCCTTTACCTAAAAGCTCANCTTTCAAAAAGTCCAT
GACATGANAGTCTGCGTGCGCCGCATCGTTGTCTTTGTGGGTGTTGTGTGTCTGCGTGTG
AGCGNGGTGGGCTGCGCGTGTGTGCGTGTATGTCTGAAAGTGTGTCAGTGTTTACAACAG
C
>BJ537758 ID   BJ537758   standard; mRNA; EST; 464 BP.
TCGATTACGTCAGTATCTTTACACACTGCTTTAAGTACAGCAATGATATCTAAGTGGCAC
CAAGATGTGTGTTTATTCCACAAGTTCTTGGTGCTTCAACATTTTCTTAGCAAGAAAAAG
AAAATTCACAGGAAAAAGCTTTCCTCCCTCCTTATTTTAAACACATCAGTAATACTTTAT
ATATTTGAGGTTAACATGACACTTGTGCTCCTGATTGCAGCATTATCATTTGGAAGCACA
TGCACAGACNATGGCATAGAACAATTCATCATTATTATTAATAATATAATATCACCTGCA
TTCTTTTCTTGTCTTTTGAACAAAATCATCATTAAACTCTTTTTTTTTTTTTTTTCCNAA
AACNGGGNNNNAAANTTTTNNGGGGNNNNNNNGGGGGNCCCNCCCCCAAAACCCCCCNCA
AAATTNNNGAACCCTNNNNAAAAANGGGCCNTNNCCCNAAAANC
>BJ537761 ID   BJ537761   standard; mRNA; EST; 141 BP.
TTTGCTAAGGGCGCAATGCTTTTNTTGTTATATTTCTGTGCACAAAAAAACCTCACAAAG
TGAAAGTCCACATCGCGACTGTGGCTCCAGAATTCAACGTCACACCATGGCCAAAACAAA
AGTCGGCAAAAAACAGGGCGC
>BJ537801 ID   BJ537801   standard; mRNA; EST; 675 BP.
CCGAGTTTCAAACCTGTAAAAATGTTCTTGTGCCAATTTGGGAAGCGCCTGTTTGACCAG
TTCTTGCTGACAGGAGTAGCGATCGCACAGATGAGCGCACTGTGCGTGTTTTGATGGACC
CAGGTGGGTCACAAACAATGATTGTGGCGCATGGCACACCTGAATCCAAATTCATATCTG
GAATCTTCCCCCATGGCAGTTTGTCCTAAAAGTGGTAGCCGTGCTCCAAGGAAACGATGT
GTGTGGAGGTAAAGTTGTGCCACATCTAGAGGGTCCGGCAGAAACCCACTTCAGTGCGAC
CAAAACAAAGATTGGGACGGCATTTCAGAGCACAAGCTGTCCCCGTCGTGTCATTTTACA
CGGCCAGTCCCAAAAATACGCGGATGATTGGTCTGACAGCATCTGTTCGTTTAGGAGATG
ATCATGCTGAAATGGACGGTTTTCTCCCGCTCAGGCGACATTACAGTGGAGCCCTGATGT



GTCTGACTTTGAGCGGCTCCAGGAAGTCCATGCTCCCCACAGGCACATGGCCGCCTGCCG
CGCTCTGCACAAAGATCCAGTCAAACTGTACACAAAGGTGTTTCTAGTATGTTTGCTGCA
TGCGAGTCTGTGCAAGTCACTCANATTCAACCCTAAGGATGAGTGTTTGATCATACTCTG
AGGTCCCTTCAGGCC
>BJ537807 ID   BJ537807   standard; mRNA; EST; 105 BP.
TACTTTATTTTGTTTGATTGCAGCAAAGAGAAAGAAGGGGAGACATAAACGTGTGTGTGT
GTGTAGAGGAGGGGGGGGGGGGNCANNAAAAAAATTNTTAAAANG
>BJ537921 ID   BJ537921   standard; mRNA; EST; 661 BP.
TTTATTGTTTTCCGTATATTCTGTACATTTACACAATCAACACATACCAAAAAGAAGCAA
TATGTACAAATTCCCCAAACCAGAGAAACTAATAAAAAAAACAGTGAAAATACAAAAAAG
TGTTTTCTTCAACTTGCAGATGACGGATTTTATTTTACAAAAGCGTTTGCAGTTCTCCCA
ATACTTTTATAAAAATATTCTCTTTCTTACTGACTTTAGGAACTATTTAGAATACAACAG
GACTTTCAGCAAAACTGAGAGTTCAAAAGTTTACATTTTGAACACGGAGAACAAAGACCG
CTCAGAAGAGGATGTTTGGTTAGGTCAGAGTATAATCCATGATTTCACAATATCTGGAAA
TGATCATCTTCTCATTACAAGACTTTGTGAGATTCCCTTAATAATTGTCAGTTTGGCCAA
GGAGTGGTACTTCCTTTATGTGGAATGGACAAATAAAAGACAAAATGCCACATTATCATA
TTTTAAATTAAATTAGAAATCTGTTCAAGTGGGAGTTTGTTGCCTGTACATTAAAATGAA
ACCCTTAAAAAAATCTCAAATAATATTACAAGTTACAAAGTAAATTTTTACAAATAAAAT
CCTGCTTGAACCAAACAAACAACACTTTTGATGTTTATATTTAAGATATANATATATATA
T
>BJ537922 ID   BJ537922   standard; mRNA; EST; 496 BP.
AATCCAAAAACCCAGCCAAAAAAAAAAACACNANATTTTCCAGCATTAATAAATACGTCA
TAAACTAAAATGTAAAACNTCAAAATAAAATGAAACNTTCAAAAAAATCAAATTTANTTT
TCTCAATNAAATAATTATTTTTCTATTTNACAAGTNCTTCCNCGTCTCTCCGGCTTTGCA
ATGAANCNTTCAAAAAAAATCAAATTTAATTTTCTCAATNAAATAATNATTTTTCTATTT
NACAAGTNCTTCCNCGTCNCTCCGGCTTTGCAAACNTAAGGGNGTCTGTCGGGGCCCTTC
ACNCTAACCCTNANNCCAACCCAAAACCAAACCGGCAAACCTGCAGGTCGGTTNACCCNC
AGGACCNTTGANCANCTGGNGNANCACNTNCCGGTNCCNCACACTCTGGGGGGGGGGCAC
AGNAAACNNAGGCCCNGGNGTTNCTTTNCNGGNNGGCAGGGGGNANANCAAACNGGGGGG
AACCCNGGGCCTTTAA
>BJ537936 ID   BJ537936   standard; mRNA; EST; 487 BP.
TTTTTTTATTAACTTTTGTATCAATTGAAAGTTTTTCAAGCATAACTTGTGGGTTTAAAA
GAGGTAAGAAAATAGGTTGAAAAGTAAGTGTTTTTGCAGGAACATTTTTAAAAAGTGAAA
AATATGTTTACGGAAATTTTCCACTTGAATCTCTGAATCACTGCAGTATCGATCGGTGGG
CATTGATCTCATGTCAGCACAGTTCCAACGGGCTGACGGCCTCTGCTTCTGCAGACACTC
TGCGCATAAAAGCTTTATAGGCAATAAACAAACAAAAACAAAAATAGTTCTGATGAGAAA
TACCTTCAGTGGTGGCAGGAGTGGATCTTCTCCCTTATTCTCACATGAATGAAAGGCCTT
GGGCCTTTTGATGGAGGTGACACGTAATTGGGACTCACTGTTTTCTGAATTAGGTTTTTC
AAAATAAAGTCCTGCATCTGCCAAGTAACTGCCCCCCCCCCCCCCCCNNNTTAAANCCNC
CCCNTTT
>BJ538005 ID   BJ538005   standard; mRNA; EST; 187 BP.
CTTCNGATGTNATANATANAATTATACCATATCGCANGCCCTTTTGAACGGGGGGCGTGT
GGTGGCCTTGAAAGGTCCCCTCCCNAANGATGTCTCNTCNTCACTGATNTATNNTTANTA
ATANGANGACTANTCCNANCGTTATTANNACNANANAATTAANGTGTATTCNNATTGCTG
TACCTNA
>BJ538029 ID   BJ538029   standard; mRNA; EST; 490 BP.
ATTGCTGCTTCTTCTGGCACAAACAGTGAAAACAATACATGTGTTGTTGGTGTTTTTTGT
TTTTCATTTTCTTTTGTCGTACGATTATGTTCTCTGCTGCCATGCAAGCTCACTACAGTA
CTGCTTCTAGTTTAGCTTATTTTACACAGAGCGACCGAAGGCCGGCCCCCCCCGGGCGCC
GCAGCTTCATGTGCCGACGGCGGCGCCGGGGGGTGGGGGCCGGACTAACATCTACAGCTG
GTTAACAGAGGGCGAGTACACACAAAGGAGAAGCTGGGAGGGGTTAAAGGTCAGGGGGGG
AGGGTCACAAAAACCAAAAAGGGGTCAGCTTTGAAATAACTTAAACGTATTTGACATTCA
CTGTTTTTGAGTTTTTTCCGNCGTTGGTGTTCAGTGTTTAGATTTANAAGTAGTGCTTCA
TTTTTCCAAATGCAAAAACTGGGAGGAGGGGGGACATGGGGGGGGCTGCATTCTGNGAAT
GCTGTGCAAA
>BJ538040 ID   BJ538040   standard; mRNA; EST; 158 BP.
ATTTGGTAAGTAGGTAAACACATGAATGTATGANGAAGATNAGCATGTTGGTAAAGAAAG
CTGACATTTTTTCTGTTTTCCCCCCATNAGGCANTAGATTTGTGCAAAGCTTTNNGNANC
AACTGACCGTCTATGCTTCANCTTTCNTNAAAGTGATG
>BJ538050 ID   BJ538050   standard; mRNA; EST; 182 BP.
GAAATAAAACAGCATAGTCTTATACAATAAAAATGTCTAAGGAAAAATACAACCACTCCG
ACTCCGCACGATCAATGAACAAAACTATCAGAAGTAATAACAATGGCTAAACAGTGGTTA
AAAAAAAAAAANAAANAAAAANAATTAANCGGTTTANNCAAGTAAAATTTTAAAAAACAA
AG



>BJ538081 ID   BJ538081   standard; mRNA; EST; 305 BP.
ATTCTGCAGAGCACAATGAAATTTTTTCCAGCAACTCTCGATATANAAANGGTAGAATAA
AATANAATAAGAATAAGGAGCTATATAAGGCATAAATACTTAAATACTGTACAGTAGAGT
GGGGTGAATATTGCACGAGTGGGTATTCCACATTATAATGGATATTGCACATACAGCATG
ATATTGCACACAGTTTAAAATAGAGTCAGAGCATTGTCAGCTGTGTGCTGACAGGGGTTA
NTGGGTTATGTTAAGTCTGGGGGGAGGGGGCGGTTTCGTTGACCCAGTTGTGTGATGTGT
GGGGG
>BJ538082 ID   BJ538082   standard; mRNA; EST; 783 BP.
GGCTTTTGCTTTAATCTTAAATTAAGTGACAGTACAGCAAAACAGCCCTGGCATTTTGCA
GTTTAGTTTTAGCAAAGAAACTTTTAATCCTTAATTTAAACAACTGAAGCGGATGTTAGA
TGTTAAAGTAATATTTTCTTTCAATAAAAAGCACTTGTGGTTTTAATGCAACATTTCATC
TCATTTCCACCTTCAAATGAGTCATCTTTCAGATTATATCACAATATGTTTTTTCACCGT
GTAGGTGCATCCTTTCCTCTCAATCATGGCAGCAGGAAGGAACTTCAGGCAGCGCAGCTT
AAAAAAAAGTCCTCATGTTTGCCGAGCAGCCCTGCCTTTGAAAACAAGTTTCATCTGCAG
ACATCCTGCGTCAACATGGCTCTCCTCTTATGCGCTCTCCATCAACGTGCCATCCCCTGT
CAGGAAATTAATTCCGCTTTAATTCCCGGGACGAGGCGGCACTTCCACTATCACAGCTCC
CACATGTCCGGAGGGTTAGTCCAATTTGCCATCATTTCAAAACGAGACAAATGTGTAAAC
AGCTTATAAAATATGCACACGCACAAACAAAAAGAGATGAGAATCCGAGCATTTGTCTCC
ACAGTGAAGTATTTTTCTGTTCCCGCTTTCCATCAGTGCAATAAAATAAAAATAAGCCCA
AAAAAGACATCANATAATAAATAGACTTCCTCTGCTATATATTTCTGTTCTTATGTATGT
ACATATGTATACCGTGGTGAAGCTGGGTCTCTACATGAGCACGCAGCTCTTGGCCCGGTC
CTT
>BJ538090 ID   BJ538090   standard; mRNA; EST; 797 BP.
TTTTATTGATCAGACATTAGAAACACAAAAGGCTGTAATGGAACAGTCGTTTGATCAATC
GCTGTTTCTAAGATTTTCATCCGGGAAAGTTGGCGAGTTCGTCTTTTCCGATGTTCCCGC
CGCTGAGGATGCAGACAACCTTCTTCCCGTCCAGGTCGGGAATCTTCCCGTTGACGACGG
CTGCAAAGGCGGCGCTGCCCGACGGCTCCACCACGAGTCCAGCCTTGTAGAGGGAGGAGA
CGGCGTCTTTGAGTTCCTCATCGCTCACCAGGACGATCCGCTCCACAAAGCGCCGGCACA
GCTCGTACGGCAGCCTGCCAGCAGAGGGCGGTGCGAGGCCAGAGGCGACACTCTTAGCCT
CCATCCAGACTGGCTTGTTTTCCCTGAAGCTCGTGAACATGGTGCAGGCTCCTTCCGGTT
CCACGCCATAGATTCTGGTTTTATGGCAGCCTGACAGCTTGATGGCTGCAGCCACTCCAG
CCAGCAGACCGCCTCCACCGCAGCACACCACCACCACGTCGGGCCCCGGCACCTCCTCCA
GCAGCTCCATGCCCAGACAGCAGAGGGCGGTGCGAGGCCAGAGGCGACACTCTTAGCCTC
CATCCAGACTGGCTTGTTTTCCCTGAAGCTCGTGAACATGGTGCAGGCTCCTTCCGGTTC
CACGCCATAGATTCTGGTTTTATGGCAGCCTGACAGCTTGATGGCTGCAGCCACTCCAGC
CAGCANACCGCCTCCACCGCANCANACCANCACCACGTCGGGCCCCGGCACCTCCTCCAG
CAGCTCCNTGCCCANAC
>BJ538118 ID   BJ538118   standard; mRNA; EST; 548 BP.
TTATGTGCTTCGTGATCAGAAGAATGCTACAAAAACAACATTTGAATCACAGTGGGTCTT
TAAGAAAACAATCATAAAATATTTTTTGTGACTCTTATTCCTCCATAGGGAGTTCCTACT
GGTCCTAACGGAAACTTGGGAGTCTTGACAGCCCAATCCCAGTTGCGACACGCGGCGCCC
AACAACCAGCAGAAGGGTCCGGCCGAAAACCAGACAGTTCCCAGACAGCTGAGCCAGCAG
CAGCAGCAGCAGCAGCAGCACTCCATCGGCAGTGCAGTAAGCGGCCTTGAAAAAACCCTT
TGATTCATGTTTACCTCAGTGATATTAATTGTTTTTTTTTTTAGGANAAAAACAACGCCG
GTGATCAGTTCANCCGCCTTCTAACNANACCCCCACCGGATTACAAGCAGTCCAAAGGCT
TGGNGGGAGTTCANCCAGGAAGCATCTTCACAGGTTGGNGTTCCTGCNCCCAGCTCGGCG
TCNGTTTTCCTTCTCTAAAATCCNCCTGACAGTTTTGGTCTCCNCAGGGCAAAGCTCCCC
CCAGCCTC
>BJ538127 ID   BJ538127   standard; mRNA; EST; 127 BP.
CATTTTATTCATAATACCCATAGAATATACAGACTATAACCCTCNNGAACTGCATATCTC
TGACAACCTACATATATTTTTAAAAATAATTCCTTATAACATTTTTGTAGGGGANACCCN
AGAANAA
>BJ538157 ID   BJ538157   standard; mRNA; EST; 463 BP.
TTGCCCTTAGATCAGCAGTGTTTAAAGTGAACTAGACTGACAGTGTGGCATTTTCAGATA
CTTTCATATACNAAGTGAGAGGACGCATCCNATCTAAAAAAGGAATTAGAACACACGAAA
CCAGTTATATTTAATTTATATTATGTACTTTCAGTATTATAAATAAAATGAGTCTAAGTC
AATTTCAGTAGTTTGCACACCAGGTGCTTAAGAAGAGTATTGAAAATGTTAATGCGGAAA
TCAATAGATTACAAAAGGATCAACCGACTGACATGATTTTAATAAACTGGCATACATTTG
TAAAACAAAAAAAAAAGAAAAAGAATATNCTTGAANAAACCTGGTCGTTTAAAAATAAAA
CAAATTGTTTTTTTAAACAAAAAAAAANGGAAATTTNCTTTAAATNCCGGGANGCANANC
AAAANTNGANGGAANTCTTTNACCNAANTAAANTTAACCCCNC
>BJ538294 ID   BJ538294   standard; mRNA; EST; 530 BP.
GATTTCTTTTTATGAAAGACACAGAAGAGCATAATGAATGTGGTACATAACTCAATTATT
TTGATTTAGCTGATATATAANAATGCAGACCGTTGCATGTGTGTACAGAAGTAAGCCGGA



AAACATTAGAAAAACTCAAATCAGCAGTAAATAAGACTTGCATATGAAACACTCTTGTGT
ACTGTATCAGAAAGTTAGGTTTTGAACATTTTTTTAAACTGTAAAATAAATCCAAGGTCC
CTAGTTTGACAACAGCCTTTCGGTAAACAAAAATAAAATTTGAGCTTTGTATTTTCAAAA
ACTATTTATAACTTATATATGTTTAGATTTTTGTTTTGGAAAACTGCATAAATATGAGAT
TACATCTTTTAAAATGAAATCCATACTTACATTCTATTAAAATAGATGAACAAACTGTTA
AACTATGAAAGCTTTACAATGTTTTTTTTTTTTTACTTTCANGANGGANNTTAAAAAAGC
ATAATTTTAANGCANGGGGGTTTNCCNCAAAAAAAAGTAAAAAAAANNGC
>BJ538296 ID   BJ538296   standard; mRNA; EST; 104 BP.
TAGGAAAATAAAAATAAANGGAACCGGGGTTNAAGGNGNAGGGAGGGGGGGGGGGCNCTA
AATATNCTAAATATTANCAAATNTGAACTNGGCCNGGGCAACCA
>BJ538316 ID   BJ538316   standard; mRNA; EST; 502 BP.
ATTGGAAAAAAAATTATTATTATTATTATTAAAATCGCCATTATTCAGCACAGAAAAGGT
CATTTGAAAGAAGAATAACTCAAAATGTTTACAAGCATTTGTAGTTTCCAAAGCAAAATA
AAGTTTCGATTTTATGCTCATATAATTGTATTTTTTCCCTTTCTGGTGGCCCTAATACTC
TGTCATATAACACTGGTTTGATTGTTTTTAGCTTAGTGCAATAAATGAAAAAAAAAAGTT
TAACCTAAATAAGTTGGATTTCAGGTTTTAAGTTAAAAGTTTGATGCAACAGTTTGTTTA
AATTTTGTGTTTTCCAAATAATTTTATTCCTTTTTTTTTTGNCNCATTTTGGGTTTTTGC
ANAACCGNCACACATCCTTTTCTAANACGNATGTCAAACAACAAATTTATAAATTTTTGC
TAAAGNCNCTCAAACTGAGTTNGGTNAAATGNGTTCNCCACACTTGACNAGNCNTTTGGG
GCAGGGGGCTGCAATCACAAAC
>BJ538347 ID   BJ538347   standard; mRNA; EST; 117 BP.
TTTATGTTTAAAGAATGGAAACAAGAAAAAATAAAAAAACACCAAAAAAAATGTCTTTGT
CCTCACATACTATGATTTGGCACGAATCCCCCCCCCCCCAANCCCCNAAANTNTTTT
>BJ538390 ID   BJ538390   standard; mRNA; EST; 741 BP.
CGGCAAACACCAAATCAAAACCTATTAATATCTCTGCCAGTAAGATCTTCTACGGATCCA
ATTGTAATCTGGCAGCTCATAAATTGGTCCGATCGCGGCTAAAGCATGATCCTCATCGTT
AATGATCTTATTGGCAGTTTTCTTGATGTCCTCAGTAGTTAAGGCATCGATTCTGGCGAA
CAGTTCTGCGTTAGGAACTCTACGCCCGTAAGTCAAGATCTGTCGACCTATGTCTTCGGC
GATGTTTGTTAAAGAATCTAAATTCAACAATATATTCGCCTTCAGTTGAGTCTTCGCACG
ACTAACTTCTTCATCCGTCACATTGTGGCACAGACGAACTAAGTTATCGGTTGCATACCA
CAGCAGGTCATCCAACTTGTTGTCTGGCGCAACAAAGTAAAGTCCAAATAACCCAGTGTC
CTTGTAAGCAGTATTGAAAGCCATGTAGGAATGCGCCAATTCATGAGTTGCTATGTCGGA
TCCCAATTTCGAGCTAATATTCTTTCCAGCTGCGCTGGCTCTATTCCATGAACCAAGTAA
AGTTTGCATCAGCATAAGCGGTAAGGAATACTCAGAAGTCCAGGACGCTCCTTGGAAAGC
AAGAGCAACATGTGCTTCCGACATACTATCATAGCGAATTCTTTTGTCTGATCCAGTAAA
AATTGCAGGCTCGAATTTTACTTGTTTAGACCCATTACCTGCAGGCAAATTACCGAAGGA
CTTTTGAGCTAATTCAACTAG
>BJ538395 ID   BJ538395   standard; mRNA; EST; 354 BP.
GTAAGTAAAGCCTTACTCACAGGTCCAAACTTGGCATCTTCGGCTTCATAGGTGTAGTGG
TCCAAAGTGCTGAAGTAGAATCCAGACTCAATCTGATCACAACGCCTACCAAACATGTGA
TCTCTGCNAACACACTGCCCGCTCATCTGGTCACACTGATTGTGTATCGCTCCTCCAAGA
TCACAGTCACAGGGTCTGCAGCCGTCCACGTCATTACTCAGACCCCAGTGTTCAGGCTGC
AACACACACAAACACACACAGCGACACAGATCAACACACACACACTTTGATTTTGTTGCT
CTTAAAGAGCCTCTATCACGCTTTTCTTAAGCCTTTCAGAGTAAACTATATCCG
>BJ538425 ID   BJ538425   standard; mRNA; EST; 154 BP.
GGCTGTTGTCGATGACATGAACCCCACTTTTTTCTGCTGACACAAAAACGAACAACCGTC
AGAAAAACGAGTGAAAGTGTGACTTTGTGTGAAGACAAACCTGTTCTGGCTTGTTTCTAT
TCCAAACATGAGGGAGACGTCGGGGTAAAAGCAG
>BJ538428 ID   BJ538428   standard; mRNA; EST; 616 BP.
CTTTTTTAGGCTTATTTTTCCTTACCCCGAAGGAGGGTCTAAGGGCAAGAGCAACCTCCC
TCCCGTGTCCCTTCCCTTTGCTGAGAGCTCTCTGTGTCCATCCCTAAAAACCCAACCTAA
CATTAGCGGTGCAACAAAAAAGGCAGCAATATCAGAACTATCCAGCCGTACAGGTTGGAT
CCAGATTCCAGCTCATTTGAGGAAAACAAGGAGGTTCATGGATCTGTTAATCTGACAGTG
GAAGCATCAGAATGGAGCGGAGCAGGAAGCTTGTGCCCCCCCCCCAGCGCATTTTCTTTG
TAACACATACAATCTTTTTCAAAGGCAGTTTTTCGTCTGCTCCTGATTCACAACATAAAG
AAACTGAGCTAAACTTTCTTCATATGTCCTCAATCATCACTATTTTCATCANAATGAGAC
TTTACTGCCCTCTTCCTGTTCGGCCTGATGTTTATATTGTTTTGTTTTTTTTATCTTAAC
AATTTAGTTTATTTACTTTTTTGTTTTTAATCATATTTAAATATATATATTTCAGGAATG
TTCAAATTGTTGGTTTAAAAACAGAATCTTAGTTTANCATTTATTTATGGATCCTTTTAT
TTAATGTTACTTTAAA
>BJ538444 ID   BJ538444   standard; mRNA; EST; 635 BP.
TGTAATTCNTCTCCACTCCCAACATGATAGCTTTCATAATTTTAATAACAGTCCCAAAAG
GATTAACTCAAAGCATTCTTANAGCAAAATAAGCCACTGTGGGCCGTAAACAAGACGACT
ACTTGTTGCAGCTCAAAAAAAAGAGAGCCAGAATGCAGTCACCTGCANAGGAANAGCCAT



TGTGGCCCCCCAAAANAGAAGGCACACATTTCCANAAACAGTTGAAGTTTAAATGCCTTC
TACAGATTCTCCTGAANAGTCTGGTCTTATCTGAATAAAAATGACTATAAAATGGATGAC
AAAGGTCATTTATCANGGGAGGATTACTCANGTGAGGTATTGGAGTGATGTAAAAATTAT
GACATTATGGTACCATCAACATAAAGAAAAAAGAAAAATTGTANACCTAANGAACCAAGA
GACTAAAATACAGAAAACACAGGGATTATTTTTGTGTAAACAATGGTGCATTTCACAATA
CAGTGATGTTATAATACAAATGGCTTTGAGTGCACAGGTGATATACTGTTAACATGGCTT
TGTAAGCATTTTGTAGGATATAAACCTCTATCTNAGCTGTAAAATAATTTTAAAGCAACA
CAAGTTGAAAATGTATAAGGAAAAAAAAAAAAAAT
>BJ538485 ID   BJ538485   standard; mRNA; EST; 557 BP.
GATTTTTTTTTTCTGCTTTGCAAATCTGGGGAAAAAAAGATAAAAAATGCAGGAACTTTT
ATTTTAATGTGATGAAAAATAAAATTATTTTTGGTTAAATTTGTCCCTTTGGGGGTAAAA
AAAAAAACACAACAGGAAAATGTAAATACAGACTTGAGCCGTTNATGTATAATTGTGTTA
AAGCAACAAAGGNGTTAAAGGCAAANAGGTCAAANAAAATACAAATNTTAAATTAACTGG
AAACATTGAATCCNGGGTCTCNCAGGGAGTAAATCTGTACATTTCTACNTCCNGNGGGGC
AACAAAAAGGCCTCCTTCTGCACCTTGTTCAGCTCTGGAAAAAGCTCCTGAATGGTGATN
TCCANCANCACATAATTCANCTGTTTGTTGAAAACCGGCTGCTGCAAACAGTCAAAAAAA
AAACNCACTCCTTCANACTTGGCGTCCTCTCCAATACATTTCCCCAGGACGTCNGGAATA
TAGTTCATCATCTCCCCAAAGGTCCNCTTGGCTCTCCTCTGCTTGTCCTGGGTCNAGCGA
GGAGGACTTCTCTCACA
>BJ538521 ID   BJ538521   standard; mRNA; EST; 512 BP.
TTTATTACTTCCGATTTGAACTGTGACAACCCCATGGCGGTCAGCTAGTAAGGAATGAGA
AACATAAACATAGTCTTAGAGCACAATGTAGCTTTTATGTTTTCACCTTACACAAAACAT
TAAACATTTAAGCAGTTTTTAGCTAAGTGTATTATTCCTTGAAATGATTTACATCTGAAT
CAGTTTTAAGTTTTTCCCAACAACATCTTGAAAGTGAATGCTGATNTATGATCAATCGAG
TCTCATAGGCAAATTACCAAACATCCTTATGCCAAACTTTCCAAATGATCTTGCATAGTT
AAACAAAACTTTGTAGTTGCCTCGTCATTTTTGCCCATTTCTCTTCTTAGGTCACTTTGA
AAGCTGTTCACTGACTCTTCGATAAGTCCAGGTGTGGCTGATCCACCAATGAGATCAGCT
GATTCTCCGGCCTGACTCAATAGCTGCAGCCCTGACAGTTTGTTTCCCAACATAAACAGC
TGANATGATTCATCCACAAAGAGGGAAACGCA
>BJ538536 ID   BJ538536   standard; mRNA; EST; 682 BP.
TTTTATTTAACTAATTTATTTCAACAATAGTACTGTACAAATCAGTTTCTCTTTTCGATG
CATTGGGTAAGTCGAGAGCAGTTTCACAAGAATCGGATTCCTGCACCGAACTGGACCCCG
TCACAAATCCTGTCGCCACTCTGGACTCCCATGGGAATGCAGTAATTCAGCTCCAGTCTG
GCAATGTTTCCCAAACGCAGCACAATGCCCAGTCCATATGACCAGCGGAGGCATTCTGCA
AGTTTCTTCAAATGTGCTTGTGGCCCCTCACCATAATTGAGGTTACAAAGGTTTCCAGCG
TTCAGGAAGAAGTGGGTTCTAAACAGATCACCAAAGCCTCCCCTGCCAGGTCTGAAGGGA
AGAGGTGTGTAAGAGGTGGAGGCCTCCAGCCCAGTAGGCCTCTCCTCCCAAATAATCTCC
ATCACTCTGTGGGCCCATACTGTACATACTGAACCCCCTGATACTGGTAGGACCACCAAG
ATAAAACCTGTCTGCTATGCTCGTCTTCTCGACACCNAGAGGTAGCAGCAGGCCACCCCA
CAATGAGGCAGAAAGAACTGAGTCCCANAAGAGTTTTTTGTTGAGTTGGATCTCAAAATC
CTCCTTTAGGAAACAAGCATCTCCTCCNGTGAAACCAGCAAGCTCCTGATGGATCTTCAG
TAAGCCCCCTTTTTTTGGAAGG
>BJ538569 ID   BJ538569   standard; mRNA; EST; 575 BP.
TCATTTCAACTACAAAGTAATGCACGTAAATAATACTTTGGCATTTCTCATACTGGACTT
GGCCATACTCAGTTACTGAATGTGCATGAAAGTAACATGAATACATCTTAGTGCACGTGT
ACAGTGGGACAGCGTCCCGTCACGGTCAGGTTTGAGAGCCGGATCCAAAACTCAAAGTAA
AGTCTGGATTTTGGGAAGCAGCGGTTTGGGTTCCGGCTTCGGTAAACCGGACAGTTATTG
CTCCGTTCAGACCATCGGAACGTTTTCAGACTTCATTCTGAACCTAAACGAGGTTCTTTT
GAGAACAGAAACTGGTTTTATGTCAGTCGTCTTCAGATGTGATTCAGTCGATCCTTGATA
ATAAAACTACAGTTCAAGGCGGACTCAAAGTCCCAGAAGGCCGCTGGGTGGTGTCATCAT
CCGGGTTCAGCCCAGGTGGAAGCGCACGTGTCGGTTCAAACTGCCCTGCTGCGTGAACTC
CTGCCCGCANACNCCNCANCCNAANGGNTTCTCCCCCGNGNGCACCNNNATGNGCNANNT
CNNGNGANNTNTNNNNNNNANNNNNNNNNCNNNNA
>BJ538603 ID   BJ538603   standard; mRNA; EST; 540 BP.
CCTTAAGTACAAACTGCAAAAAGTAAAAAACTGTCAATATAACCAACATGAAACTCTTTC
TGGATGGAGGGGGGGGGCCAAGAAACGGCTTGAATAAATTAAGTCACCACTGCCGACAAG
TAGTTTATACTGTAGAAAATGGAAGAAAAGCAAAAACGAGAAATGAACAACAAATAAAAT
CCCATCANAGTGAAATTAATCGTAAGGCCTTAAAAACTTGACAACCACTTTTTTTTATGT
TGAAAAGACCCGACTTTTCATTAAATAGTCCTAAAACAGTTCAGTCTTCTGCGAGGGACA
ACAACCAACAAACTGGATTATAGGATTTTTCCTTGACAGTCACCACTGGCAAGCTCAGTG
CAACATGAGTAGCTACTACATTTGTGTTGAATTTTCAGTAATGAAAATGTAAAAATCCTT
TTTTTTTTTTTGCCCCANNTNNNNTTTTNCCNTTTTNTTTAAAAANGNAANNNTAANCAA
NCAAANNTAATTTNGGGNNAAAGGNCNNCNGGGGGNGGNGGNGNAAAAGNAAAAGGGGGG
>BJ538610 ID   BJ538610   standard; mRNA; EST; 140 BP.



CTCTTCTTCTCATGACAGCATGATGTATGGGAAAANGAGCCTTTTGGNCTCCTCTGGTTT
CTGGNCTGCATGTTGGACTTCTGTGGCTGGACGTGGGCACAGNGGNGGTTGTGAATGTGT
CATTATAAGCCTCCTGCANT
>BJ538617 ID   BJ538617   standard; mRNA; EST; 730 BP.
ATTTTATTCAAATGATATTGATAACCGAGCAGGAGGAGCCGGTGGATCTCCTGCCAGAAG
GTTCCATGTTCTAGGACCAGACGAGGAACCGTGAGGAACCGTTCTCCTGGCGGTCAGGAA
GCCGTTTGCAGCTACAGTCCTGGATATTCAAAGACGGCAGCGGCCCCCATGCCGGTCCCG
ATACACATGGACACAACGCCGTACGCCCTCCTGCCTCTGCGCCGCAGCTCGTTCAGCAGA
GTCACCACCTGCCGCGCCCCCGTACAGCCCAGGGGGTGGCCCAGGGCGATGGCCCCCCCA
CAGGGGTTCACCTTCTCCATGGGGATGCCCAGCTTCTCCACGCAGTACACCGCCTGGCTG
GCAAAGGCCTCGTTGATCTCAAAGACGTCGATGTCGTCCACAGTCAGACCAGCCTGCTTC
AGAGCTGCAGGGATGGCGTAGGCTGGGCCAATGCCCATCACGTCAGGAGGAACCCCCACC
ACCGCACTGCCCCTCAGGACCCCCAGAACCGGCAGACCCAGAGCCTCCACTGCAGACCGG
CGCCCCACCAGCACGGCCGCCGCCCCGTCGCTCACCTGGCTGGAGTTACCTTGCTGTGGT
GGTGCCGTCCGGTTTGAAGGCAGGCCGGAGTTTGGAGAGCCCCTCCNGCGTGGTTTCTGC
TCTCACCCCCTCGTCTCTGCTGACCGTCAGCTGCCGCTCTCTGCCGTCGCTGTCCACCAC
CCTGGTGCTG
>BJ538618 ID   BJ538618   standard; mRNA; EST; 648 BP.
TCAATTGTTATCCACACAAAAGATTACTAAAAAAGAAACTACAATCATTTTATCATTTTA
TAGCATATAATTGTATAAACTTAAACATAGATGGACATCAAAGAAAATCAGTTACATAAT
GTTTAAAATAAATCTACTCCTCTTTCAGCAGATGACAGTAACATGCTAAAAGAGTTTAAA
TTCGGTCAATGGTTTACATAGTACAGTGTTAGATCATACAAGCTAAAATATAAACAAAGG
CAATTACAAAAATCAGTTTTAATGCTGCATTAACGTTTCATCCATTACTGTCCAAGGCTG
AGGACGTCAGTGGTCTCAAACTAAGGCGCAAATGCTTCCATAAGTTCTACCAAGGCAATG
ACACATGAGGTTTGAAGGATTAGAGCACACACAGTACAAAGGCAAACGTCCTCTCAGCAC
ATGAGTAGTACCAAGAAAGGAGCTTATTTTAAGCAAGGGGATTGCCGACATCCAAGATGT
CTCTGGTAATCCCCGAGAAATTCCAGCATATTCTTCGTGTACTCAACACGAACATCGATG
GTAGGAGGAAAATCGCCTTCGCCATCACCGCCCTCAAGGGTGTTGGCAGACGTTACGCCC
ATGTTGTCCTGAGGAAGGCTGACATTGACCTCAACAAGAGAGCTGGAG
>BJ538624 ID   BJ538624   standard; mRNA; EST; 155 BP.
GGTTAAAAATAAAATAAAAAAGCAAACATNTTTTCAAACCCACTCCCCCTNTTTTCAAAA
CNAAAAAAAAAAAAAAAAAAANCAAAACCNNGNTNAAACCCCNCCCCNTAATTTTCCCNN
TCCAAAAAAAGNTCCNNCCCNNTCCTTTAANTTNT
>BJ538625 ID   BJ538625   standard; mRNA; EST; 309 BP.
ACNAGTTCACAANAACAAGTATGAGGTAAACNAAATGTGAACACAACTNTATGGACNAAA
TCATCCTTTATCTTTAGTTGTACTAANAAAACGTAACAGAACTTACATGANAAATACACC
ATTAACTCACAATCACTGAATGAGATTAACGACATGTCAGTTCAGTACAAAAAAAGGGAA
ACAGAAATGTGACCTTTACNGAACAAAAAGTAACAACAGTCGCCTTATAGCTGCTCTGAA
AGCGGCTGAAATGACNGATGACGCGTTTTTGGGCTCCCACAATCCTCGGCTGTGTCCCGC
ACCTTTGTG
>BJ538629 ID   BJ538629   standard; mRNA; EST; 406 BP.
GAATTTATATACAGTTTTATTATATTACAATCAAAAATGTCGAAAAGAAATTTAACTAAA
ACATATGAACTATGACCACTGACCAAATGGAGTTATTAAAGGGCCTGTATCATGCTATTC
TTAACCCTTTTACAGTAAACTACGTCAATATATATTCAATTCAATTCAATTCAATTCAAT
TTTATTTGTATAGCCCAAAATCACAACAACAGTCGTCTCGATGGGCTTCGAAGTAAACAT
GAACTCAAAAGGATCATGAATACAAAGAGTTCGATAGGAAAATACTAAAATGAACTAACA
AACTGACTAAGCTATACTGGCGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
>BJ538635 ID   BJ538635   standard; mRNA; EST; 322 BP.
ATAATAATAATGATTTGGATATTTCGCAGCTGAAGAATGGTTAGCATCTTATCCNGAATC
CACATGTTCTCCATTTGGAAAATCAAACCTTTTTTACTCTCCNAACNGAACAAACGGCTC
AAAAATCCTCCACAAAACCCAATGTCAACGAAGCAACANGGTTTCTTCACAGTACNTCCT
TTTGTCAAGTTAAAATCAGTAATTTTAAGGTTTGTGCCTACAAAAAACATTAAGCATTAT
CCTGACGTTTGTTTATCCTCACTGCTTTTTATGGCTTTTTTTTCTCTCAATCTTTTTCAA
CAGTGTGAAAAAAAACCCCCTA
>BJ538656 ID   BJ538656   standard; mRNA; EST; 672 BP.
TCTTTATTTGTTTCATCAACAACGGTATTTACATTCACATGTACAAATGCAGCTTTAGAA
TTCCATATTTCTTCCAAGTCAATGTTAGTGACAACTGGAACTGTACAAAACGGAGGACAG
GCCTGAGCTGGTGGGATGAGATGAAGCTGAAAGATTACTGGATGTAAAACTGTCAGCCTG
AACCGAAGTATGACGTCACTAAAAGTAAAGACATCTTGACCAAATATTTAGGCTTCCAAA
ATACAAAAATCAACTTTTTCCACGATGTAATTTGGCCACGACCGAACAAAAATAGCAGGA
ATCTGAAATTTACAGTCATCATGAAGGGATTTTAAGAGCACGCTTTACGGCTGCAGATAC
AGTCCTGGGCTGGGCCTAAAGTGCAACGTCGTTCCGCGCGTGTGACAATCATCATAGCAC
CACAGTGGGGATGTGCCGCACCAGAGGCATCTGGTGCGCCCTGGCAGTCATCTGCTGGGG



AGGAGGAGACGCTTGAGGCGCCGCGTCTGCCACGCCGGGCGACGCCGGCTTGTGCCGCGC
GCTCTTCTGGTGCGCCCTGAGGCCCGCAAGCTGCGAGTACGCGCTCTGACACACGTGGCA
CTTGTAAGGCCGCTCGCCGGTGTGTAAGCGCACGTGATTGCGCAGTGTGGACGACTGGCT
GAAGCGGCGGTT
>BJ538684 ID   BJ538684   standard; mRNA; EST; 392 BP.
AGTCTAGAAAAACAAATGTGGGAAGGGGTGAAGAAATGTGTGAAATTAGGTTGGAACGGG
TGGAGGAAGGTATCAGGTGTGCCTAGAGAGTGTCAGGAAGAATGAAAAAAGGTGTAGAAG
ACTGTGGTGAGACAAGCCATGTTGTTGACCGTCAGAGATACTGAGAAAGAGACAGGAGGC
AGAGCTGGAGGTAGCAGAGATGAAGATGTTGACGTTCTTTTTGGAAGTGATGAGGATGGA
CAGGTTTAGGAATGAATCCCTCAAAGGAACAGCTCATGTTAGATGTGTTANAGATGAACA
CAGGGAAGCAGATTANAAGGGTTCTGAGTCGGTTTTTTTGGGGGGTTTTTTGAGGANAAC
TTGACTGTTGAGGAAAACATAGGTTTTANGTT
>BJ538689 ID   BJ538689   standard; mRNA; EST; 707 BP.
TATTTTATTAGAATTTAACACAAAAATAAACATTCAGTCAGAACTATCACGCATTGACAT
GTTTACACTATTGCACATGAGTTGGGTCACTACACAGGCGTTCTGAGCTGACTTTCATAT
AAACCACTAGTGTTGTGATTGTCAGTTATGCTTTCTAACCATCTGTCCACTGCAGTGTTT
TGTGATGGTTCTGCTCCTTCAGAGTCCTGATGTGATCTAACACTCATTTGGTTTGTACTT
GTTAGTCCAGATTGAAATAAATGTGCGTTAGTTCAAAGATTCAGTCAAATCTGAACTTTG
AGTCAGCAGAACGGCCGTCCGTCATGAGCAGCTTCAACCTGCAGCACATTAGGCCTTAAA
CGGAAGCTTTCATAGCTTCAAAATGTCCAGCTGCTGTCTGAGGCAGACGGTTTTTTTAAA
AAGAGACTTGTATATTTTAAAGCTTAGAGACACAAAATATACTTAAAAAAGAAAAGAGGT
GACGAGGTAATTCAACAGATGCTGGTTGAAACCACAGAGCAGCCCAGGTCCCAGCGTGAT
CAGACGCCACCGTCACCATCCGACATACTGCTGGGGTTTCTGTGGGGTGGCGGCGGCTGA
GGCCAACGTCTTGGCTGCCTCTTTGGCTTTCTCTGANGCGTCCTTTACCGTGTCCCTGAG
CAGCCGCTGGGGCGCCTCTCCTTGCAGGTTGGTCAGTGCGTACTCCA
>BJ538743 ID   BJ538743   standard; mRNA; EST; 504 BP.
ATTGACTTTCTTTCTTTGTGTTTCATAAAAATGTAACAAAAAAAAAAACAGCAAAAAATG
AAGGCGTACANAGTTTGTGTCAAAAATCCTTTCAACTAAAACTGTAAAACAAATAAAAAG
TCTTTCTACAACTGAAATAANTTCCACAAANTTCCTGTCAGGNGGTTTCATTTGACATGT
TTGTAATTTTATTTTCAACGTTAACNATNACAGTATTGGTAAAATACTGGTTGTTGCATT
GTCAATCACCTCAAATGTCAAAGCACTGAATTGCTGCAAAATGNGCTCAAAATTATNTNT
TGNCTTCAAAAGGTTNAACTTCAATCTGNGATGCACCTGTATTTGTTCTTTCTNGGGCTT
ATTGATAAACATACTTTGTGAACTGNGTGCCCTTTANCTNTNTCGGTGTAGTAAAATTTA
AAGTAAAAATTGACCTTTTTACAAAAAAAATGNGTACCAGNGNACTTTTCAGGGTTGGTT
ACAATGCAGGGATCCCTAAAAGTC
>BJ538772 ID   BJ538772   standard; mRNA; EST; 110 BP.
GAGTTGTGAGCTGTGTGATTTAAATTGTTCTTTGCAGTATATTCCAGGTTGTAGGTGCCC
AGATNCTGAACTGCCAGCTCTCCCCGAGTCTACCATCTTTTTTTCTGTTT
>BJ538785 ID   BJ538785   standard; mRNA; EST; 606 BP.
GAGAGGTAAGTACAAAAAAAGCTGTATTGTCTTCCAGACAAAATAACAATAGTGATAAAA
AAAAAAGAAAAAAAATCTACCTTTTTTTTAAGTTCTGCAATAACAGATCTGAGTGTCAAA
CTGTATAAACNTTCTTCGAGATACAGGTAGTCTAAAAACAGAANTTAAATAACAGAGACC
TAATACACACACACACACACACTTGTATCAAACAAGCANACTCAGTGATCANCCCTCATT
TCTNTAAGGGCACANAAAAAACGTTTCACTCTNAACTCTNAACGAAGTCTTCCATCAAAA
GATCGCTGNGTTCCCGCACGTATTAATCATCTNAAAAAAAGGANATTAGTTCTACACGAG
TACGCTNCTCCGGAGTAAAAAAGAAAAACAAAAATCTCTACNTCATTCCGCANGGCGCAN
TGACNGTCTTTAGTGAAAAATACCAACATAACAGCAGGNGTAACAAATAAAGAACTACGG
GANACTGTTTCCNTGAGCAGGTCAAAATAAACNCTACATATTTCANATGTNGGTNCTACA
AATTCAAATTAAAATGTAACATTTTTGNGGGGGGGAGTTTTTTTTTTNGCCCNTTTNAAA
AGNTGT
>BJ538864 ID   BJ538864   standard; mRNA; EST; 378 BP.
TCTTTNTTGCTTTATTTTCATGTTACAGAAGTTGTTAACTGATAGAAATCTATAACAGGG
GCAAGCAATGCCGGTGTGAAGTCTGTGTAAGAAAATACCAAAACAATGATGATAAAAAAA
GAAAAACCTACAGTGTTACAACACTGTTCCAGAAAAAATGTTTATCTCTGCAAATATATA
CTTTCACTCACTAATATTTACACACCATAAAATAAATAATCATAAAAAAAACATTAAATT
TTAGAAATTTATAAAAACGCTACAACTAGTTTGTACAAAACTTTGGATTTAAAAGATAGA
AACACATTGTCCACACAAGCAGTCACTCACATGTAAAGTGTATAGTAGCATAAAAGATCT
GGTACTGATGAGTATTTT
>BJ538887 ID   BJ538887   standard; mRNA; EST; 273 BP.
ATTTATTCATGTTTATTCGGTTTATAAATGAAAAAAGGAAAACANTTTTATTTAAATCCC
CAGTNTTCAACCAAGCCATNTTGATGACNTCCAGNTNTCCANTCTCCTCCAAGCAGNACC
TCCCAAGTTCAGGAAAACTATGTAGTACACAGTTTTGGATCATGTTGTCTTGGGTTTGGA
AACTTTGACGCTCNCCTCCGCGGCCTTGACTGCCTCGGNTTTNAACTGNGGNTTCNTTGC
ANCCCGCACCGCGTTGGCNCAAATGGNGGAAAA



>BJ538900 ID   BJ538900   standard; mRNA; EST; 186 BP.
TTCCTTCGGCCTCCTGAGTCNGAANGAAACAAACCACATCNAACNNACACTCCCCAGGAT
TGAAAGCAGCNTGGTTTGGGTGAAACCGTTCCGGCTGGATGCTGCGTGGCTCTTATGGAN
CGCCNTCACCCGTGCGGCAGNNANCTGCTGTGCTAAAGGTGGACGAGTCCTGGAANACTT
CTGCTG
>BJ538951 ID   BJ538951   standard; mRNA; EST; 596 BP.
TTTGAAGATTTTATTACGTACATTTTAAGTGTTTTTTTTTTCCTTTCTCANTTGAAACAT
TTGGTTAAAAAAAGGAGGTGANAAAATGTCTTTGGGANATGAGTCCTATACNAGGAAAGG
GGTCTGACCTTTAACCCTAAAAGGCATTTTGTCCAGTTTTTTACTGANATCTGACNTGTT
AAAATCTAAACNTAANGGAAAAACTTAACAGCAAACCCAACCTACAAACTCCTTATTAGT
TCAAACTAAAAACATTTTCCTTTAAANACANANAACCACAATGGAGTCNGGGGTTGCAAA
CCCCTGCTATGGGANACTCCNCATTACTTTCAAGNGTANCTNCTTTTGCTCAAACCATAT
TTGTGGGATGAGCAGCAAAGNGGAGTTTGTATCTNCTCTCCCATAACCAAATGGTGAGCA
TCTCTCCTGCTTTAAACTCTGTCNAGCTTCANTGTCCCACAGTCCAACAAANATCCCAAA
GTATTAAAACTGATTCANTGACCGCCCTAGGCAAAAGTGATCATTTCAGCANAAAANGTT
CTAGCTTTGGCNACGGCTTCTTATANATGTAAAGTTTATCCCTAAAAGGATTGNGG
>BJ538962 ID   BJ538962   standard; mRNA; EST; 788 BP.
TTTTATTAAAAACACAAAAATCAGAGTGAAATCTTGAAGCCAAAGCTCTTCACGTGACGA
CCAGGCAGCGGCTCAGGAGCAGAGCGGCGTTCAGACGCTTCAATCCAGAGTCTGCTCTGG
ATCTGGAGAATGCATGGTGAGGAAGATCCGTTTGGAAAGCTCAGGTCCGACTCTCCGGGT
TGTGGACGTGACCCCTTCACCTCTGCGGATCAAAAGGTCGGACAGCAGAGACGTCTTCTC
CGTTTCAGTGTGGCATCGAGCGTATGCCTGCAGCAGCAGCTGCGGCGATGGATACGCTGC
CAGGATGGCCGCCGCCATGTCCGGACTGACTCTGTTGAACTGCTGGATCTGCCTCTTCCA
CACCTGCAGCAGGCCCCTCCCACCTCTGTCCACCCGATGGCCTCCCGCCCACTCGCTCTC
CAGGTAGAAAGAGAAGCCGGTCTTCTCCCTCTCCCTCTTGAAGGGCGCCTCCGCCACGGC
TTTCGTTGTCATGGCGATATAGTCGGCAAACTCTTTCCATGAAGGCAGAAAGTGGACTGA
GATGCCAGCATGAAGCTGCAGGTGAACCACGGCCTCCTCCACCTGCACTCTGGAAACCTG
GGGCAAAGCCTCAGCCCCACCCTTCTTCCTCTTCTCTTTAGCTCCTCCTCCTGCTGATGT
TTCACTCCTCACGGCCGCTTTAAACTTCTTCTGGTTCACAGATTTCTGTGATCTGAAATA
CTTCTCCAGCTCAATGACTGCCAGGCTGANGGTCTTCCTGGGCTGACGCCTCTNCTGCTG
CTGCACCC
>BJ538966 ID   BJ538966   standard; mRNA; EST; 277 BP.
TTTTGTTATAAATATCTCATCAGCAGAAAAGGGATATTGAAATTGGAACCAATAAAAAAA
AAAAAGGGGGTGGAGTTANTGCAAAGGTGANTTCAGGCAGNGGACACGGTGACNTTTGGC
CTCAAAGTTTACAATCTTTAGGCNATTGTGGNTTTTAATCGATACAAAATATAAAAAAAT
ACGGTAAAAANTTTAGGAATGAGGTATAAAACAAATGTACANAANTGNGGGTTATATCTT
CAAAGGGACTGGACGGAAGGACTTCCTGCGGTCCAGG
>BJ538982 ID   BJ538982   standard; mRNA; EST; 175 BP.
CANATGTGCNCGACCGGCTCCCAGCGCCCCCTTCATGCAGACGTGCACATTTCTACNGGT
CCCAGAGGAGATCTGCAGAGAACACCTGAATTTTCCTCACGAGGAAACCCCCGCTTGCGT
GAGGAGTCACATGACTCAATACTGAAATATAGCAGGTTATTTTACAACTAGGCCA
>BJ539003 ID   BJ539003   standard; mRNA; EST; 215 BP.
GACCGACAGTCNGAAACCTTCAAACTTCCNTTGTTTCCGGGANAAATGATNAGTAATTTA
AGTATTGGGGACAGAATTTTACAAGTNTTCATCTCCCTTTTTTCTTTTTTTACTAAGGTG
GAATCAGTTAAAATCCTGATACTGTGCAAAAAGGACTAACAAGCCTGTTAGGTTTTTTTT
TTTTTTTTCNGANGGGNAAAAAAAANCCCCCAAAA
>BJ539007 ID   BJ539007   standard; mRNA; EST; 115 BP.
TCCCTTTGAGCTGGTGAAGCTTGCANGANGTTNGTCATGTGGTGCCTTCCNANANAATCC
TGTTTAACAGCNGAAGTCATTTTNNCAAACATGAACTTTCTTACATCTTGTTGGC
>BJ539033 ID   BJ539033   standard; mRNA; EST; 332 BP.
ATGACAGAGCAGTGTGGACAGCCTGACTGAATCATAACTGTAACATGTGGAATAAAATGA
CTATCANGGTAAGCAGTGTTATCTAACCAACAAGGAAACTGCTGCAGGATGTTAGCAGAG
GCACAAACCCNAACTACAATTAAATCTCCCAAGCTTTCTGTAAATAGTGTGCACACNAAC
ACTACATTTATATATTAAAATGACTTTTTCTAAAACACAAGACAAGAGCTTGGGGATTAT
ANTTTCCAAATGTATCACGGNACTACGGCTGTTTTTTTTTTNGNTNATCTNCGTTTTGNC
TTCCNGTTNANCCCAGCATCTTTTTCACNCCA
>BJ539041 ID   BJ539041   standard; mRNA; EST; 514 BP.
TCCTGATTGCACTATAGACCTTTTCAATCAATCTCCTCCGTGTCTCTTGTACAGAAACGC
GGAGCTCTTCAGATCAGAAATCTTTCATCGATCAGATCTTTGTTTTCATTCCAAGATCCT
AGACCTAATTTCTATGAAGTTGTGAGAATTTAAACAAGAGAAAAGTGAAAATGTTCATGT
CTGTTTGAAAGAAGTGTAGAAAGAGGGCAGTGAGGAGTTTTACTGCCATGAACTCAAACA
TAATCAGACTCCGTGGATTTCACAGATCACGGGTTATTTTTAGAATGCAACTCCTGCATG
CAATAAACGAGGGAACTCTGTATTGTTTAAAAGGAAACGCAGATATACGCTTAGCTGCAG
CAGAATACATAGAAATTTGCTTTTTTAATATTACTGGATGAAAAACAGACGTGCAGAACA



TAGCGCAGCTGCGCAAACTGAAACAATGTGTGAGGAGCTTGGAACCCTCAAAGTCTTTAT
TAGGATTATGACGGGAGAAGATTGACTATTGTTT
>BJ539075 ID   BJ539075   standard; mRNA; EST; 369 BP.
GTTTTATTAATTTAAACACAGTCAAATAATAATGTCAAAAACATCTGTACACATATTTTG
CAGACACAACAATCTTTTGCGTTTTCACAATGAGGCCCACATAGTGTAAAGTATTTCCAG
TTTGCATTTATGATTGCAAATCAACATAAAAGCGTGCTGTTTGACTCTATAAAACATTTC
CTCTATTTACCTACCATTACCTTGACCTAGCAGCAATATGTAGATACCCCAGAGTGCAGG
GTTGTTTTTTTTAAAGGTCTGGGTGCATGTGGGTGGGGGTGGGGAGATCAGGGGAGATCA
TTTTGGGATAAAGGGGGTCTGTTCTGAGGGGAAAGAGATTCAAACTAAAGAAAAAAAAAA
AAAAAGGAA
>BJ539080 ID   BJ539080   standard; mRNA; EST; 183 BP.
CCCCAAAAACANGGGNGGGGGAAAAAAAAAAAAAANNAANTTTTNNCCTTTTNNAAAAAA
TTTTTNCAAAATTNCCNNCCCAAAAAAAAAAACCCCCCAAAGGGGCNAAAAAANANTTTN
NNAANTTTTNNNNTTTNNNGAAAANCCNNAAANTTTTTTNNNNNAANNNNNCCNNGGGGG
NNT
>BJ539091 ID   BJ539091   standard; mRNA; EST; 638 BP.
ACGCCGTGCGACAGATGGAGGAGAAAAGAAAAAAGAAAGAAATAATGAGGCACATGTTAA
AAATCTAAATGTATGGCCATCTGGCTGACTGATAAATACATTATAAATAACGTTTTACTT
AGTATGGATTCTTTCCGGCCTGGCACATACAGTTTATTTACAGTACAATCAATCGTTTTC
AACCCAAACATGTCAGTCCACAGAATTACATATATTCTCCACCACTTTGTTAAACGTCTC
TGGCTGGTCGGCGTACACGTGATGTGAGGCGTCATCGATTAGCATCACTCTGGTGTGGGC
CTTGCCCCGTATCTCAGCCGCTTTGTCCCCGGACGAGCTGTCCACCCAGGAGACGGCTCC
GTACAGCATGGTGACAGGCATGGAGGGGGGCAGCAGGTGGACCCGCTGTAGCATGGGTCT
TTTAGCCCAACCCAGGGACTCTGACATGGCCCGGAAACCCACCTCACCGCTTGGAGTCTG
TGCATTACAGTGGTAGATGTACTGTGTCATGGTGTCGTCATCGAACAAATCTTCAAACTT
CCTCCTGAAATCGGGGCGGAATCTGTTCACCAAACCCGGGCCCCATGGGCCCGCTGCTCT
GATGACGGCCAGTGGGTTGAAGAAGGAAACGATCCCGG
>BJ539170 ID   BJ539170   standard; mRNA; EST; 331 BP.
CAGTTTAACTAATGCTGAGCTGAGCAAAGCCCATCAACTTGATGTCGTCTGGAACCTCCT
CAGTTCCNGAGGCCATNTTGAAAGTGACACTTTTATTGCTTTGAGGCTCNTCNACTATTT
NCTGCNNATTTGCANCAACTATCACTACATCCCTCCCATCCACCAGACCTGCANACACCA
GCTCCTGTGAGACGCCTTCTGCTGTGTCTCTCCCTGGCATAAACTCAAAGCGGATGTCGT
TNAGTTNTTTTTTTAAGTTTCTTAACCTCATNGACTAAACTGATGGGAGACTGAACATTG
CCCGAGGACTANGAAATCTNAGTGGGAGGAA
>BJ539171 ID   BJ539171   standard; mRNA; EST; 611 BP.
AAAGTCCAACATTTTTACAGGTTTGATTGTGACTGACCCATATTTCTGACACATTTGACC
AACAACAGAGAACACCTGAGACACACCTGAGATCACGTTAGCACCCTGTGAAGCTTCAGC
AGGTCAATGCAACAACAGAAATTTGAAAGACCAACTTCTGATTGACTACAGACTTTCTGA
GCCTGATGGATAGTCTGTGTGGTTTAAGGATGTGATCATCAGAGTGATCTCTGGTTGATC
AGAGGGATCTCTGGTTGGTCAGAGTGATCTCTGGTTGGTCAGAGTGATCTTTGGTTGGTC
AGAGTGATCTCTGGTTGGTCAGAGTGATCTCTGGTTGGTCAGAGTGATCTCTGGTTGATC
AGAGTGATCTCTGGTTGATCAGAGTGATCTCTGGTTGATCAGAGTGATCTCTGGTTGATC
AGAGTGATCTCTGGTTGATCAGAGTGATCTCTGGTTGATCAGAGTGATCTCTGGTTGATC
ANAGTGATCTCTGGTTGATCAGAGTGATCTCNGGTTGATCAGAGTGATCTCNGGTTGATN
NGAGTGATCTCTGGTNGATCAGAGTNNTCTTNNNTTGATNACAGTGATCCNCTNNTNGAG
GAGANTTATCT
>BJ539203 ID   BJ539203   standard; mRNA; EST; 220 BP.
TTCTTTTTTCTTTCTGANTTGAGTCTACAGANAAAGAAGATCACCAACAGGCTATTCTNT
CNTTGGTTGATCTGNCACCTTATTGCANCATCNGCCACATCTNATCTGAATGGATCATTT
CCTGCTANCAGNCGATCAGANCTTGGNCTGGATCACGGGGGAGGGGCAACATGTTGTTAA
GGCGATGTTTTAAAGAGCAGAGCAGGTTGATCTTCTANGA
>BJ539216 ID   BJ539216   standard; mRNA; EST; 676 BP.
TGTTTTGAAAGAAACTGGAGGGTAAAAAAAAAGAAAAAAAAGTCTCAGAACCAAACGGTG
CACCTTTCAGTCGAAAGCAGAACAGTTCAAAGTCTTAAAGAGGTCCTTAAAGGAGCTCAC
TTCCGCACTGCCCGTGATCCCGTCTCCTTCTTCTGTTGTTTGCCGAGTGTGGCCCTGCAT
CAGCGGCGCCGCTGGTTCTGACCGGGCCGTGCCAGACTTTCCCAGCTGAAGGGGGGCCGT
ACCGGGACTGCAAAGGCCGGCTGTCTGCTGCTCCGCTTTATCTGAAGTCTGGTTACAGGA
AGCTGGAGTCTTTTTCTTATTCTTTTGCCTGTTTTTCCATTTCTGTTTTTGCTTGAAAGA
ACCACATTCTGTGCTGCTCTTTTCCATTTTCATCCCTCCCGGTTCTGGGCTCAGACCGTG
GTTCTGTTGCTTAGTGTCCTCCTGGTACGGACCCAGACTCACAAACAGGGATTTCAGAAC
TGAACCGTCAGACTTTTCTCTGGGGGGCGACGCATCCGGCCCCTCCTGCTGAGTCCGACA
TGCAGAATTGGTTTCAGAACTAGAGGAGCATCTGGGAGACTCCATCTTCTGGGGAGTTTG
CTTTGCATCANCGCTGACCCGACNAGGCAAAGGCAACGCCCTGGTGGGCCGGGTGTCCCT
GGCANGCANCGGTCTG



>BJ539253 ID   BJ539253   standard; mRNA; EST; 458 BP.
TTTACATTTTGAACCTCTGGTTATACACAGGAATCTGAAAGTGTGAGTTACGTCTTTGGG
GTAAAGAATCCATCAGTGAGAAACGTAATGCTGAAGACAAAGTTGCTCACAAATTTGTCA
ACATTTTACCGTCCTTCAGAAACATTTCAGCAGAATATTTGCAGAACTTTACAAGATGAA
GATTTTTTTATTTTTTATAAAGAACCGTTTATTGTTATTCAAACCACGAGATGATTCATG
AAAATCGTCATCTTAAATTACTAATTCAAACAAAATAGAAGCTGCTTCTTTTCTACAAAA
ACAGTCTTAGGGGTCGAGTCTGACACCAGCCTAAAACTGCGAGCATGGAGAGAGAGAGGG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGACACNCGCGTNT
>BJ539280 ID   BJ539280   standard; mRNA; EST; 229 BP.
ATGGCTGTAGCGGGCACATACCAGCAGATGTTGCAGCAATCTGTTATCAGGACGGACAAC
AACTAAATCAGAAGTAAACTCAGGAATGCAGAGTCACCGGTCACATCACGGCTGCTTTAA
CTACTTCCTTTTTCTCCAACCATCACCTCCAGGAGAGTACAGGTGTTAGAAATCACGACT
CAACGCTTGTGCGGAAAAAAAAAAAAAANAAAAAAAAAGGGAANAGGAA
>BJ539296 ID   BJ539296   standard; mRNA; EST; 441 BP.
ACTTTAATTTTTTAAAACAGCAGAAATCACAATTATGACAGTTTTGGGGCAAAGAATTGT
GATACAACAATTCTGACACTTCTTTTTAAATCATTTTTTAAACAGGATTGCAAGGTCCTT
AAAATTTTTTTTTTTTTAAATCTNAAAATTAATCTCAGTTAAACNCTTTTCACTAACTTT
TTGCTTAANANCATTTTTATTTACCTATNCNGCTNTCCAAATATNCCTAAANACNTGCCA
CANGTAACTCGAAATTCTNCCTAAAAAATATNTAAAAATAAAAGGNGATGCTNGCATCTC
CAAAANACGNGAAATCAAATGTCGGGATCAACNCCAAAAAAAATTTCAAACNGNGACAAA
AGTTTCACAGTTTCTTAACTTACNGGGAAACCANCAAATTGAAAATAATGANAAAAGGGT
TACCTAANTTTTTNTAAATAC
>BJ539311 ID   BJ539311   standard; mRNA; EST; 136 BP.
TCTTCTGGNNGCNCTGCTTCTTCAAAGCAATGCNACNGNCTTNGTGCTGCAGCACACGTG
GCGNCACCAGNCTCTGGATCTTGGGAGCCTTAGTCCNGGGCTTCTTGNCTTNTTTAGTCA
AGGGTCTNCNCACAAC
>BJ539315 ID   BJ539315   standard; mRNA; EST; 303 BP.
AAGGGTTTGCAGTACATCTTTGCAGTAAAATGTATTGTAACACATAAGGATCCCTCTCTT
TAACAGTATTTCAGCTATCACCCGTTTCTCACATCTTCTCAAAGCTGGAATCTCCAGCAC
AGGTGCCCCAGTCTGTCAATGTTTTTATGCAGGACGCTGTGAATTGGGGCCACATATCTT
GCCACATCCCCGTCCCTGGAGAAATCCCTGCAGAACCCTCGTGCCGAATTCGGCACGAGG
CTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTATCTCTCTCT
CTC
>BJ539319 ID   BJ539319   standard; mRNA; EST; 142 BP.
TTNACCTACCNNAAAACCATTCGATCTAAAAAAAAAAAAAATTTAAAACAAAATTAAACC
CTTNGGNAAAAAACNNTTNGGNGTNTTTAAAAAAAAAGGTNGNAANATTTTCATTCANTT
CAAAAAANAAGNGNAAAATTTT
>BJ539327 ID   BJ539327   standard; mRNA; EST; 164 BP.
TACACAATTTGTATTGTACAGCTTTGCAAATACAGATATTTTATAAACATTTAAAAAATA
CAAAAAATTGGTTTCACAGTANTTTCCCCTAACACCTGACATGTGATAAAAACAAACCTT
TTCAGACACATTTGCTGTCCCACAACATTCANACTCATGACCCC
>BJ539334 ID   BJ539334   standard; mRNA; EST; 556 BP.
GTTCTTTATTACACATTAAATAGGAGTGGTGAATTTCATGGCAAAAAATAGACTCATTTT
GAGATCAGATCCCCACTCTGTGCTGTCTTAAGCAGCTCCGCTGTGAAGTGGTCATTCATT
CACTTCCCTGGACCCAGTCACTCTCCAGAAACATACACAGAGCGGAGTAATAACTCCGTT
AAAGCAACATTCATTTAGACACACCAACCAAATGAAGCACAATTTACAAAATATGCACTT
TTCAGTATCACAACTATACNAAGGTTGTTACAATACGGTCCAGGTAAAACAGACATTTCA
GAAATCAGGTGTTGGCACACTCAACAAAGAAGAAAATGTTCAAAAAGTTACAGTAAAATT
ACGTTGTAAATAGTATTGTTAACAGTTGGGTTTCATATCTNAAATTGCATCCGTGTTTTT
TTTTTGTCTACTTCATGAAANAANAGGTAATAAAATTAAAAGCANAANTCAAATCANCTG
TCAGCAAANAATTTCATTCACCAACAGTTTCCTGCACATTAAGGGCAGNGGAGAAAATGA
AAATATGATCTTGNGT
>BJ539377 ID   BJ539377   standard; mRNA; EST; 704 BP.
TAACTGTGATTCTTCAATCATTTACGGTTGCTATAAGAGGTTGTAGAGAGGGCAAATAAC
TTGTCCTCCATCACGTGAGTCAATGTTCTCATATGTCCTTGTGTCTTAAGGCATCAGTCT
AATTAAACACTGTTTTTGCTCACTTCTCAATTATGATTCAGGGTCCTCTTGTGCTGAATA
ACTGATCTAGCTGTGTTGGCTCTCGGCTTGAAAAGGCAGAGCTTGTTGGCCGAAGCTGTT
CTGATTCATTCCATAGGCACTTGTGTGTGTGCAAAAATGTGCTCTGTACAGCATGGTTTC
ATCATTGTGACTGCAGTGTACCCTCTTCTTCCCATACCTACNAAAAAATATATTAACTGT
ACAACCACTGAGTGTCACTTGTGTGTAAAAAGTGTGTTCCTTCTATCCTTCATGTGTATG
TTTGGTTTCTTTTTTTTTGTGTGGATACTTGACTATGTTTTGTAGTCTTGAACAGCAACC
ATCANACCTCATGCCCTTGGGTAAGTGCATGTGTGTCTACNTTATGTCTTCATCATCTAT
GCCAAAGCTGGATCTGCGGCTGGAGTCAATTGAGGCTTCAGGGGACATTGCANAGAGCAN



TGGGTCACCAACCATGGGGGGACAGANGTTCGTCCATCANCAACAGGCCCATGTCACCTC
TTCTCATTTGGACATCGAGTCCNCTCAGGTCGCCCANCCCTGGC
>BJ539419 ID   BJ539419   standard; mRNA; EST; 443 BP.
GTCTTTTCTCCCAACTAACACACAGTAGAGCACGTGNAGGATTATCTGCATGACCACTTG
TAATGAAAATTTNAGGATGGAAGTGGCTTGTTCANCCCGCCTCCGTATATTTCACTCAGA
CTTCNAGGAACANCGAGGAGAACGTGTGCAAAGGTNTCAATGTGGCGACACGTTTACCAN
CAATCCTCTGTGCANCTGAGCGACCAACAGGGGCNAACATGCAAACTGGAAATGGGGGGG
GGACNAATANAANCACCTTGGGANAGGGGACGCCGTGNACAGGAGGCGCAACACAANCTC
TCCTTCNAGTCTTTGCANNANAATGCTGCCATCTGCTGGTCANAATGCANCTAANAGCAN
GGGNAAAAGAANAAATATCANGCTGCAGCATGAGAGCAGTCTAAATATTTTTTTTTCCAC
AGTCATGAAAAANTAAAGAAAAA
>BJ539442 ID   BJ539442   standard; mRNA; EST; 149 BP.
GAATTTTTGTGCCACACATTGAATCAGGAAAAGCACATCATTATAGNTATCACCTGAGTA
GATTCCTTACNGATGCTTGAAGGCATGCNAAGACTACCGTGCATTCTGGCTGCATTTATG
CTGGANATTACCGAGACAAGTTATCATCA
>BJ539449 ID   BJ539449   standard; mRNA; EST; 449 BP.
CAAACACAAAAAAGTTCTTCCCATTACATGAAAAGGGGTGAAAAATCTAATGAAAAAAAC
AAGCCAAATTCAATCAAACAATTTCAGATTATTGCAAAGCATTTGCATTTTGTTTTAGAT
ATTTTTCCTTATTTTATTTTTTCTTTAATCACTGTATCCTAAAGTCAGTCACTAATTTCA
ACCAAGATGAAGAATATAGAAAAATCTAAATCTATTTTTGTTATGCAGAAGGGAAAACTA
ACAGTCCCAACTTTTGCAAATGCAGAAAACTGTCTGCCAAATATTTAATCTCAAGTGTTC
TTTATTGTCCCATATTCTGCTCTTGTATACAAAGTCATTGGGAAATCACTCAAAAAGGAA
AGTGGGGGAAAAGTTCCAGAATGTAAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGANAC
>BJ539455 ID   BJ539455   standard; mRNA; EST; 435 BP.
TGTTGCAAACAATGACATCCAGATATATTGATACACAACTTTCACTGTGCGTGTATGTGC
ATTTGTGAGTGTGTAAGTGTAAAGAGCTGTGAAAACCACAGAAAGCTGGATGAAAATCCT
GTGTGTGGAGCCTTCGATGGGTTAACAAGGCAGAGATTGAGCGAGAGGGCACCTGGCGAT
TCTCTGGGGGTGACATTCACACGCAAACCTCAGAAAAAGGGGTGAGCCTTAAAAAAGCCT
GTCCTCTCAGCAGCTTATGGATCATTAAGGTCCAGTGAGTGTCTACAAGAAAGCAAGTTC
GATGAGAGAGATGAAGCATGAAAGAACACAGTAGGCGAGAAACCTCTCTCAATACTCCAT
CAGAGCAGAAGCAGTGAGAAGATTCTCCCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCT
CTCTCTCTCTCTCTC
>BJ539517 ID   BJ539517   standard; mRNA; EST; 540 BP.
TATTTTTTATTTTCAGAAAGTAAAGCACTCCAAAATAATTCCAAAAACAATTATAGTTGA
TAAAAGCGTTTCCCATACAAGTGGTGATTCAATCCACAGTGAAGCACAAACTTTCAAGAC
AGGAATGCTTCCCGACCATCAAAATATTTAGTATTTGGTGCTGGAACACATTTCAGTAAA
ACTCAATTCTGAAATCTGACAGCTGTAAGGAAGAACAAAAAACCCCACAAAGGCCTCCTA
TATAACTTTGGGTTTCCTAAGATCTTGTGAAAAAAAAAAAANACNGACNTTTTAACAAAC
TTGATCCNCCGNGTTTGAAAAGTTAACATACTGANCCNCNCAGGGAAACAAATGCNACTT
TAANTATGGAGGACCNCAGTTNCNNATTTTTAATTGTATTTCCCCTCTNCNCGNGTTTAT
NANGTTTTTATTTTTCTTCACNAANNTTTCAGGTCTACCTACNGNGCCAAAACAAGGAAA
AATGATTTTNAAGNGAATGATTAANATCTTTCCCCAACAAACNCNCCTNCGNAAAAAANA
>BJ539520 ID   BJ539520   standard; mRNA; EST; 333 BP.
TCTTTTTTTTTTANTTAAAGGCTATCAAATGAGACAATAAAATTTATTTAGCATTAGTTG
TTTTTACATTTAAAACATCCCAAACCGCTCTCANAAAAATGAGTCCAGGCGTANCGGAGG
CTAGAAATCCATTTGGGTAAAGAGCACGTTTACAGTTCATGAGGAGATGCTGAACCTTTT
ACAAGTCAAAGATGCTTCAACAAAAAAAAAATAAAAAAAAAAATGGGNTNTTTGCTNGCC
AAAANCTAAAAACTTGCCCCAANGNCNCAAAAANNGNCAAANTAAAAAAAAACNNGAACN
GGGTTNNNGGGGGGTCCCTTTTTTTTTTNAAAA
>BJ539530 ID   BJ539530   standard; mRNA; EST; 621 BP.
TTGGGACATCATTCCCCGATTAAACCCATGGAAAGAAGGGAAAACACATTCCTTTGCAGA
CAGATGGATTCCAGCGGGTGGCTATCCTCATCCTCCTTCTGCTCCATTTCCTTATCTGAC
AATGTCATTTGTAACTTTGAAAGTAATACAGTAAAAAATAATAGAAATATTCTGTGCACA
GAAAGCTTCTGATGTGCTCACTGGAATGAATACTGGTGTGGGATTACTTATCAGGTGTTT
ACAGCTCAAAAATCCAACAAGAATTTGACATATTTGAGAAAAAAAAGTTTAAACAGTGCA
AAATACTTAAGCAGTAAAAATATTTAAAAATGTTGACTCTGAGAATACGCTAAAACCTGT
GCCCGTCTTTTGGGTTTTACGATACTTTATAATAAATGATCATTTCCTAAGATTTTATCT
AAACATGTTGGTAAAGCTGTTAAACAGGCAGATTTTAGGTAACTCAGTCAAGAAAAAAAA
GAAAAAAATAGATGAACAATCCCTCCNGAATAAAGCCTCTCAAAGTAACATATCANACCC
TGAAGTGCAGACNACCAGTATATGCACAGTAAAAAACAGCGGCTGGGGGGAATTCACCTG
CAGTCAAACCTTTCACTACNA
>BJ539544 ID   BJ539544   standard; mRNA; EST; 134 BP.
AGACACGTCTGTGTTCTGGTACATAANACGACNATCTCTCCCCATTCATCCTGGANTTGN



GCGTTTATGTCNNTTNTGTTCCACACACATGCACACANANNNCATCAGACCACAATTATN
TACACTTGATATCA
>BJ539547 ID   BJ539547   standard; mRNA; EST; 148 BP.
GGAATAAAGGAGTTCTAGAACATCTAGAGAANAGAGTGGCTGAACTTCAAGGAGACAACA
AGCGGCTAAAGGAAGCGGTGGCTGAGCATGCCCGCTACAAACGGAGGTGGAATCTGCGGC
TGAATGGTTTGGCTGANAAGGATGGANA
>BJ539558 ID   BJ539558   standard; mRNA; EST; 368 BP.
ANACTTAACTAAAAACTGAACNTTTNANGGGAAAGNCNTCACCNCCATAAAANCTTTNTT
TATTTCGNANAAGNCNCATTTTTATNAACTTTCTTTAANTTTCTAAAAAACTTTTNGGGG
AGTTACTTTACCCTTAAGGGTTTTTATCTTTTTTNAAANACNTTTNANGTTTTTTACCGG
TNTAANCAGGANAAAAATNCTNCTGGGCTGNCNCANGGANCTTTCTNGGGTTNACCTNAA
AAANGCACCTAANCNCTCCTAANTTGAAAAAATGTACCCAATTGAAAGGCANGTNGGCNG
GGNANATTTTTNATNAACTAATTTANCCCAGTAAATNANAAAGTTNAAATGNCTTTTTAC
AACTNGAC
>BJ539576 ID   BJ539576   standard; mRNA; EST; 508 BP.
GTTTTTATTTCAAAGTNTTAAACNCAAACCCTTGAAGTTTANTANTGAAANAANGTTCNT
CCAANATAANTCTTTGAAACAAANAAAATCAAAGCAAAANGTTTGNGATAAAACTCATTT
TCCCNTCAAACANTTTGNGAAAACNTGCAAACNCCANCCAGGGGTTCTGAGTCTTTATNT
TTNGTAAAAGCAACACTCAAAACACAACATCAAANGGAATTCGTCCTTTACAAACTATAN
AGNACTCANGTGANAAAATGANAACNGGAAAACAAAATCCAAAACAAAANTNGGGTCAAC
AAAATAGGAAAAGTCTCAAAACGCCAAACCCAGGCCAAAATACNCNCCTNGTTCTACCCA
GCANTATTTGGATACTTTTACNCCNGTTATTGCTAANGTTTTGACTAAAAAATCTACNCC
GGNGCTGCANTTTCCNTCACGTCTGACTAGNAAATGGATGTCAAACNTTTCANTTATNGC
AGGGANAAGNGTAATCAGNGACCGCCTC
>BJ539585 ID   BJ539585   standard; mRNA; EST; 658 BP.
TTTGATTTTTAATCAAAATATTCAACCGTTTCTGACATCTATCCTTTTCGCCACATGGAT
AGGAGCGGCTGAACAAATGGGCACCCACATGTGCACGACCTTTAACCCGTACCCACAGGC
TAGCTAGCCGTTTATTACCATGATTCATTTGATTGTTCCGTGATGTGAAGTATTGAATCC
AGCAGCAGCAGCAGTTCGGTACAACATCCAGTCGTGATTGACTGAAACCTCCAACCCTTC
TAGAAGAAACAGCCTGCAATTCCAGCCTGTTAGCTCAACAGTATAATCCTCTGACTAAAA
TCCTCTTTATTTCATTTGCACATAGTTAAGGGAAAGGCCTGCAAGTCCGTGGGGAGTGCT
GCTTTGTCCTTTTTCCCCTCAAAAGTTTCAACTTATATTATGCATTATATAAAAATGCAC
TTTAAAACCCTGTAGCCTTATAAACTGAGTTTATTCTGCTGACAGCAGAACTTGAATGGA
AACTGAAAAACATAAAAGTTCAGTGTTTCAAAGAAAATCCTTTAAACCACTTGATAGAGT
TCTTTTTTGTAGTTTAGTTTCCATAGGAACAGTTAAAAATATTTCAAAAAACGGTCACCG
TGTAAAACAACAAAAAACAGATTTTTTTTTTCAATAAAANAGTCTTTGACCTCTGGCA
>BJ539591 ID   BJ539591   standard; mRNA; EST; 402 BP.
TCCCACCCTGTTAGACNCCATACTGAANCGCTTCCTCCTTTAANAANAGAAAATATCGGC
ATGCNNNAAACTTTAACCNAAGTAGGTGGGGGTTAAAAAAAAAAAAAAAAAAAGNGAAAA
AAACCNCNCAAACNAAAAGTAAAAAAAAACTTTGNTAAACNGGANNTACTGTAAAACGCG
GTTNTNTTANCTGGAAAAAAANTTCAAACNCTTTANCTTCAGTCANCTTCTTTGNGACAA
ANTNTTANAGTANTTTCNTTTGGGGGGNGTAGCTCCCCCCACTGCANAGCCCCCCCCCTN
TNTTCCTTTTAAGGCNCAGGANAAAATAACNCCCNCNTAAAAAAGGANCCGGCCNCNCCC
CTNCTGCTTGGTTACAAATGATCCNNTAAAAAAAAACCCCNC
>BJ539594 ID   BJ539594   standard; mRNA; EST; 528 BP.
GAGTTTTATTTCGATTTTTACAGCTGAACACCCGTTAGTCCTTTCATACAACAGAGGGAA
CATTGGCCCTCTTATGCCATACAGCAATAAACAAAAAACAAAAAAAAAACCCTCCCAGCA
CAAAAANATGTCNACNGCCAAGCTCTTTACAGGAGGCGCGGTCGGNGTGAGTCCAAATGG
CAGGTTCAGTTGTTTCAGNGGCANCTCCGGGTCAGNGTGANCCCACACNAANCANTCAGG
CTTTAACNAGGGGGNGNGGCCGCAAATGCACCACGCCACCTACCTTCCTGCTGATNTCCC
ATTCAAAGCATTCTGGGAAAGGAGGGAAAAGCCCACCANGGTGCTNATGGGCTGACCTGA
AAACNCGCTCANCGGGCTGCCGTCTCCCCTTAGGATGCCGGTGCACTTCCAGTTGTCCNT
GTANTTTGCCTTCCATAACCGCACGCANCCTTCGTCCCCAAAGGAAGCCAGCAGGGNGCT
TGTGATGTTCCAGNTCACACNCCACACCTGGGANTTGTGATTGTCAAA
>BJ539596 ID   BJ539596   standard; mRNA; EST; 159 BP.
CCCCCTTTNTTTTTAAAACCNNNCCNAAAAAAAAAGGGNNTNAAAANTTTTCCNGGGTTT
TTTTTTNAAAAAAAANNNNGGNAAAATTTGAAAAAAAAAAAAAAAAAAAAAAAACCCCCC
CGGGGGGGGGNNGGGCCCCCNTNCCCCCNTNNGGGGGGG
>BJ539625 ID   BJ539625   standard; mRNA; EST; 469 BP.
AGTCTTTATTTTACTATGTTTTTGTCTTGACAATTTGCTAGTGGACATGTGAAAACCTGG
ACCAACAAAACATCATCATCATCATCATCATCATCATCATTTAATTACAGTGTCAGACTG
CAGTAACAGTTAGATGTATTTAAAAAAAGGAAGAAAGAAAACCTCCAAAGCAAACAGAAA
CAGCAAAAGTCCATGTTCTCCTTGAACGTGTGACGTTTGTTTTCTTCCACGGACACAACA
GTCTAAAAACACGGAACACACACGGCTGAAGACACGGCAGCCGGTCGGGAGGCGGCAGTC



CTCAGGGCAGTTTACACACTGGAGCATCACGGTCCTGCTGCACTGCAAATATCTACCGGG
TAACAGGGGGGGCAAAGAGCAGGGCTGGGGGGGGGGGNNNNANAANCNAANGGGGGGGNN
ANNAAAAAACAAATTTCCTTTTTTTCCTCCTTTTCCTTTTAAAGCNANA
>BJ539638 ID   BJ539638   standard; mRNA; EST; 155 BP.
GGTTAAAAATAAAATAAAAAAGCAAACATCTTTTCAAACCCACTCCCCCTCTTTTCAAAA
ACAAAAAAAAAAAAAAAAAAANCAAAANCNTGNTNAAACCCCACCCCCTNATTTTCCCCN
TCCAAAAANAGNTCCGNCCCANTCCTTTAAATTAT
>BJ539653 ID   BJ539653   standard; mRNA; EST; 714 BP.
TTCTTTTTATTTTCCTCCGCGTAGCTGATAGCTGCATTTCAAACAGGGCTTCAGCCATCT
TGTTAACAAGTGTTGGGACCTGGGCCTTAGCCCCGCCCATGGCCAGTAAGACTCATGGGA
AGTGTTGATTCCCACACCATGAGTTAGGTGGCTGTGAAGAGAAGTGACCCTCATGTTGTT
ATGCTGTTTATTTGTCAACGTCTTTGAGTGGACTCTTCTCTGCGTACCCCTCCCTCACTG
ATTTGGCTGAGGGTTATGAGGTAGAAGAAGCATGTAGAGTTTAAAATCGCAGACGGTGAC
ACTGAAGTTGGGTTCCACTTGGTCTTTACGTCTCTCTCCCTCCCTCACTCCATCGTCTGC
TATGACCCACAACTACACATTGGGTGCACCGGCTCGGGGGGCGCCCCCTGCTGGCGGAAG
GAAATTTATGACTTTTAAGTACGCCTTATAGTCGTGAAATTACGCTCTAGTTCTATTCAC
AAGATAAATCAATTCAAAGCCCCCCACCTGCTGTCTGCTTGAAGACTATCTTAAGAGAAG
ACTAGAAAAGTCTGAGAATCCCCAAGAATCATGAAGGTCTTCCAGCTCAGAGTCTGCTGC
ATGAAGGATTGTTAGAAGAAAAAAGTTTGTTTTTTTAAAAGCAAAAAGGTCATCGCTTAG
TTATAGTTTAAACAAAGAGACNAGTCTAAAGGAAGTGGAGGAAACCTGGAGAAC
>BJ539691 ID   BJ539691   standard; mRNA; EST; 727 BP.
GGCTTTAATTCCAGTTGCAGCAATCACACATCACTTTGAGAATATTTACCAAGTGAACGT
TGCCAAAAACAAAACAAGTCCTTTTAGCTTCAGAATCTTTGACAGGTTTCACATCAGCTG
ATTAATTTTACATATTTAAAGCAAAGCTTTGCTCGAGCCAGTAAAAGAACACATCATTCA
TACTTGTGTTAAACCTGATTCTTGACCTGTGGAAATTCCAGAAACAGAACAGCAATAAAA
CTATGGAGAGCAGTTCTCTAAATATCCTTTGAACTCTTCAGGACAATAAGACAGAACGGT
TGCCATTTTTCTGCTACAGATGTGGGTCTATACTTCCAATGGAATGTATTTCTTCAGGCA
AACTGGGTGCAAATATTCCTGTGAATGAGTTACTTTGGTTCCTTCATGCTCTAAACATAC
AAAAGAAAACTGGTAGCACTCTCAGCATCACACCGTAGTCTGAAGCAGATTAATACAAAC
CAATAACTTGATGAGAAACTGGTTCAGCATGTTCAGCATGTTCAGCATGAGCAATCTGTG
CCAGATTTGTTTCTTTTTAGCAAACTACATACATGTTTGTAAGAGCTTGAGAGTTGAAGA
TGGTGCTGTACCTTTAACCATTTTCAGAGAAATGGTCCACTTCAGAAAGAAAACTCAACT
CCTTTCTTCATGTGTGACTTCTTAATTTGCGTGTTTGTGTGCAGACNAGCCCAGTCTAAA
CCTAACA
>BJ539700 ID   BJ539700   standard; mRNA; EST; 105 BP.
CCGCCTTTTTTGGTACAAACACATTTACGCCACAATCTTCTGCCCCCTGCTGGAGGTGAG
GTGAAGTGCTGCTTCTGTTTGAACCAGCGACCCCCCCCCCCCCCC
>BJ539726 ID   BJ539726   standard; mRNA; EST; 385 BP.
CTTGGTCCATACACAACATGAACAGTCTGCTGTGATGCCACTCTTCAACACATCAGCCTC
GAACATACAGGGGGGGGGCAAAAATTAAAATACAATTAGCAGCAAGCATCATTTAAAAAT
ACCAGACCAGAGGCAGGTAGGATTAAAGAAAACATAAGCTTTAGACTCCAAAAAGGATCC
ATTTCAACTGTTTACACAGCAATAAAAATAAAGAACAGAAATAGTCAAATGATTAAGGCC
AACACAGGGCAGGATGATCACAGAGAACACTGTTAAGGCTCAAGTGTAGCTGCGCTTTTT
AGCAGAAGTCAGAGGTAATGAGTTTTCACAATCAAACTGTCACCCATATATCGAAAAAAA
TTTGGAAAAAAAAAAAAAAAAAGGT
>BJ539779 ID   BJ539779   standard; mRNA; EST; 468 BP.
CTATTGTAATTTGTTGACAGACCATGTCATACCAACATAGAAAAAACCCACTGCAAACAG
TAACACAAAGGGAAAAAAAAGATAGGACAATACTCTGTACAACAGTACAGGCAGTGCAGT
AGGAATTGGTGTGGTCTTCCTACACCTCTTGTCGTTCCTGTATGTTAGGCCACAAATTCT
CATCCACATCACAGCGAATATCCTCTCTTGCAATGCAGCGAAATATGTTTGTCACATTTT
GGGAATTTCATTCTGATCTGAGAATGGTACTAAAGCGACTGAGAAAATTACTTTCCAAAC
AGATCACATATAAAAGTTTGATTGCCATGAGCCATATTGGCCCAGGTCCAAAAAAGGTTA
ACTTTATTTAGTTTAAAATATGTTTTGCAACATTATGTTTTCAACAATCAATATCCACAA
TAAACCTTTGGCTTTTTCTAGTTCCATACTTCTTTTTTTTTTTTATCC
>BJ539803 ID   BJ539803   standard; mRNA; EST; 135 BP.
CTGGAAAATGTTGCCNCTTCCCNTTCCACCACNACCTCTGCCTCTTGCAGCCACTTGTGC
TTTCAAAATGGNCGCTTTGCCTCTNCCTGCTCCTGAACCCTGGTTCTTGTTCTTNATACN
CTTTAACATTGGAGC
>BJ539806 ID   BJ539806   standard; mRNA; EST; 367 BP.
CTCATCAGAATCATCACACAACCACAAAAAGCAGCAGCTGCTTTTGCTAAGGGTGAACAG
AGAGCATCACAGTAAACAAGTGGGCAGTCTCAGAAGCTGTGGACACAAGAGTTTCTCTTT
TAAAAACAAAAAGCTTAAATGCAAACTGAACTTTTGCTGCAAACGATTGCAACAAACAAA
TAATGTTAACACTGGTAGTTAAAACAAAAACGTGACGGTCAACGACTAAAGCAAAAGTGG
CAAGGAGAGTCTGAGGGATCAGACTTTAACAGGCTGCTGTTGGACGCCGTCGGATGATCT



CCAGCAAGGACATCCTTTAAGAGCTGAAATGATGACGGGGCTGTCCGATAAAATGAAATG
AATTGAT
>BJ539811 ID   BJ539811   standard; mRNA; EST; 575 BP.
ATTTTATTGTTAGAAAATATAACTTTTGCTATTTAAGACTGTATCAAACCATCTGCACAT
TAATTCAAACACATGCATTTATTCTTACATGCAAACATGTAGAGTAAATGCATAAAAAAC
TTCTCAAAATGATTGTTGAATCAGTAAACAAACTTTTTTTTTTTAAATGTAATTNAGNCA
GGANACAAAACGTACAATCGNGAGTCTTTTGTCTAAAANGCAAAACTATTTTTTCCACCT
TTCTTCANCACATTCCACGAAAAATTGAGGACCAAANANATCAAATCCCCGTCAGCTTCA
NGCANTCCATGAAACAAAACATTACAAAGTTCAGGTTGAGGAGNGAAGCGNACTCCTGAA
CATGCATCGAGAAACNAANCTGCANTCANANAGATAAACAGCAGGCTCAGNGNGAACTGT
TCAACAGGATAAAACCATTTGAAAAAGTTATTTTTTCANACNTTCTTGTAAATAAATNAT
TCAAATCATTTCTTTATNGGGATGTCCCGATNAGTTTTTTTTCGGCCAAATNCTAGNCAT
TAAATTTTGATTCTGCCAATACANAGNCCCACTCC
>BJ539825 ID   BJ539825   standard; mRNA; EST; 145 BP.
GAAGTAAAACTACAAGTCTGATAAAGAAATGCTCACAGGGTGGAATTATGTGTCCAGAAC
TAGAACATTTTCAAACACTCAAGTGGCAGGAAATCTGCTGATGGGAAAATGTCTTTGGTT
CACGGGTAGGGGGGGGGGGNNNAAT
>BJ539851 ID   BJ539851   standard; mRNA; EST; 284 BP.
AACTTTATTGGCAGCACACGCATAACATTACACATGATGGAATATTCTGCATTATTATTA
TGGTCTGTGGGAACAACTGCCACAATAATTCCACACATTCCTGCAGATGTCTTTCATTTT
GAAGTCGAAGGCACTTCTTCGGTTTCGTTTCTTGCTCTTTTCTGCTGAAAAAAACTTCCA
AACAAGTTTGTTTTTTGTTACCTTTGCTAGCTTGAGGGTTTAAATGTAGCTGTCAGCGCA
TTAACCCTTGTGCTATCTTAGATGACCCCCCCCCCCCCCCCNNC
>BJ539857 ID   BJ539857   standard; mRNA; EST; 612 BP.
TTTTTCTTTTTGGATATTGATAACATTAGTACCCAAAAGGCACAAATTAGATCATCATTA
GAAATCTTTTTAAAAAAACAACAAAAATACCTTTTTTTGTGGAGAAGGGGGGGGGGNCCT
TTCACANAANGGATTATGGGTAAAAACNCNCNCANACCCCCNCAAAGNGTAANCNTGACA
AANCCCATANANATNAANTGAACTCTTTGGGGACTGACTGANTACCTGACGGANCANCAT
CNCCNCAAACTATGGAANTATAACAAAAGTTCANTACNCAAAATTNTTAANCTCCNGTTT
ACNTTATTCTAGTTAAAANCTCTCCNCCAAAAACCCAAAAAATAACTTTTATTTTCAGGA
TTGCTNAAATTTTGTAGGAAAAGTTTGNAACAAAATTGAACAAGTTGAAATGTTNCTGNC
AATTAAATCTGTTTGNGTTTATAAGTNCAATGAGNAAAANTGTTNCANCTTTTTCNCTTT
TGACTCCAACTCAAAAAAGTTCTCAAAAATGGTTTTTTACTTTNACTTTTAANGGGTTTT
TTTCCCATGAANGTTTACTGAACTCANCCCTAANTCTGCTTATNGTACAAATATNCGGAC
CATAATGACAAC
>BJ539901 ID   BJ539901   standard; mRNA; EST; 118 BP.
GTAAGAAAAACCTATTCCAATANATNTNAACCGTAATAAACTTCNCTGGNGGATTAATCN
ATGGATGGNATTTGNTGNCNATTTGGNTGGTTCNNTTTTTTGNGNTTTTTTTTACNTC
>BJ539963 ID   BJ539963   standard; mRNA; EST; 671 BP.
TATTTTAAGAATGTGTGATAATCAATAAAGAACAGTCTGGAGAACCACCGGTGAAGCTGG
AGGTGCTGCTGCTCAGTGGCTGCGCTCCTGCATAGCACATACTTTCTTAATGACTGGCCT
TCCCATGTGCTGCCTAAAGACAGTCCTCAGCTCGTACATCTGGAGACCAGCGCACCGCCC
AGCCCCGTTTGTGGTCAGACAAGTGTGCTATCTTGGTGGAAAGTTATTTATTGCATTTAT
AAAACTGAATGGAGGCGCAGAGGGAGGAGCTTGCTCCTCTGAAGGGAAACAGCCCAACAT
TAAAAGGTAAAAGCGGCCAATGAAGAGGTGCTGGCGATGAATGGCAGGTACAGTATGGGA
GATCTCTTAAAGTCATCTTAATGACAATCCTGTTTTCAATTCATTTTGTCAGGCTGTTTC
AAGGAAAAGGAAAATAACAAAGAAACTGTAAGGAAGCGTGTTATTTATGGAACATCCCTG
AAAGACAAAGGATGCCTGAGCTCACTCTGTGTGCTCTTCCTTGGTGGTCTCCTCTCCNAA
CTCTGGGTGACATCTGTGCCTCTGGGACTCACAGTCGAAACTCACCCGATGTCTTCTATA
ANCTGGCGGTCTGCGGACTGCGGCTTCTTCCCGCTCAATTTTTATTTGCTTGACATTCTG
CCGAGCGACGT
>BJ540003 ID   BJ540003   standard; mRNA; EST; 227 BP.
ACGTTATGACACCATGTAGATGCAGCCATACAAAAATGTGAAGCTCTTCTAAAAACAGCA
TATAATCAATGCACTGACTGGGTCAGGGATAAAAAAAAAAACATCTCANTTCATTTTCAT
TTTCAAGTCATTTTCAAATAAAAAAATGGGGAAGTTTGGATGGTATGCCATGCTNTCAAA
TTTTTTCACTGTCAATCATGAAAAGTTGCCTTGCTGCTTGGTCCANC
>BJ540077 ID   BJ540077   standard; mRNA; EST; 786 BP.
CATTTGTGCTTCGGTCTATGTTACAAATACTTACAGCACGTACAGTTGGCATTTTAACAT
CCATTCTCAACAGTATACTGTAACATACATATGTATTTACATACATACATCTATGAATGT
GCGGAAAACCCCCAGAATGCACTAGATTGACATATGTAGAGTGACAAATCAAGTTGGCAA
ATGATGTTTTGCACAAATATGTATATACCCTTTAAAAAAGTAATGACACAAGTTGCATAG
AATTGATCATATCCTTAGACTGAAGATAGAAATAAGCCAAATGTTCAGAAAGTAGATTCG
GTTGTTGACGTTTATCTTAGGGTGAAGAAGTAAAGAGGGTTTTGAGGCAACTTAAACTGA
ATAAAGTTTCAAAGCAACTTTTGTTCAAAGTTCCAATTAACTTACAGATGGAACAGGTAC



AAGTGTATTCTCCTCACAAATGGATAAATGTGATCAAATGGTGACAATTTTCAGAATAAA
AAAACCCACTAAAAATAACTTAAATTAATGAATCATAAGGAAACTTTTTGAAACTTTATA
TGATATGAAACAATCTTGAAGAGCACGACGGANATACAGTCATGCGGTCATAGGGACTTA
TTGTCATGGTTACCCCTACNAAATGGCACAAATCGACACTTCTGGTGGGACTAANAGTGG
AAGTGAATTGGTTCTTTGGAACAGTCAAACCATCAAAATACCAAACTGTACATTACAGAC
CAGCTGTCTTAAACATTGCAAACTTGGAATCTTGAAATTTTGTTTCAAAAAGGAAATACT
GATGGA
>BJ540082 ID   BJ540082   standard; mRNA; EST; 660 BP.
AAGTTCTTGTAGGAATAAACTTGGACTGAATAAATGATGTAATTTTAATTAGTGATACAT
CAACATCCAGAGCAATAATCAAATAAAAATAAACCCACCGACATAACAAAAAATGTTTAA
AAAAAAGAAAAAATGCACAGAGTAGACAGATTTATAAAAACAATTGTGTAGAAAACAAAA
AATGAATCAAGGGAGAAAAAAAAAACATTTTAGNGTAATAAATTCCTACNGTATATCTTC
AAGATTAAAAACCANATCATATTTCCTTAATCCAGCATAAATTACCAGTGAGGATTTATA
GCAAAANAAAAACAGGAATGACCACTATCACTTTCAAACTCANCAGGTCACAGTTGAGTT
TGNGGCGAACAGCACAGGTGACATANAANCATGAAAATTCNCTTCACTGTTGAACTTTTT
TGTTTTAGTAGTTTAAATTTGCTGTACATAGCAAAAAGCTTTTGACAGCATTAANATGTA
AAGTAACGCANCAATCTGACTAAATGTGATAAATGTGATATAGTGTATGGATTATACNTC
TGANAGTACAAGANATTATTATACGAACNTTGAATCCATATTGTCTTATAATGTACAGAT
GCTATACGATCACACTGACTTTATCTGAGCTATTGATAAATTAATGTGTTGCTTTCTCTG
>BJ540090 ID   BJ540090   standard; mRNA; EST; 488 BP.
ATTTTACANAGTTTGAACACAGATTGTACATTTCCTATGATCATTATTTAACCCAAAAAG
CAGCTTCCAACTCAATGTTGAGTCGTCCTCCTATGATGCTTTGATTTTATTGGTGAAAAA
TGAAAACAAATGGCGACGTGCAAACATTTTATAACAGGTATGTAAGATCCGTTTGTGGTT
GTGATCCGTATAAAAGTGCATTAATAATACGTGGTGGCAAATCTGACTTTCAGACAAAAG
CTGGAGGGTTCTGCATGTCTGACGGAACGGTTCCCGATCGAGACACCGTCAGCAGAATCT
GGTCTGAATAGACATTTAAAGAACGTTTCGTTTCATTTANGGACCACAGGCAGAACCAGA
GGCGTATAGTTGGATGTTTAATTATCTGCAGTTTAGAGCTTTTTGCTTTAGGGAAAAAAA
AAATATCAAATGTTCACTTTGTTANCCAGTCTGGGAGGCANAGTGCAAAGTTTGGCCCAA
AAAAAAGA
>BJ540098 ID   BJ540098   standard; mRNA; EST; 421 BP.
ATGTGCCGTATAACAAATAAAATATATTAGTGTTTAAAAACAGGTGCATAACCAGGTGAA
GCCTAATCTATCACTGGACGATAAACGGATTCCCAGCCTGATGGCAGACACGTGAACACA
CCACTGACTTACATAAATATTGCATCGGGGGCTCCAGGGAGAGCCCAACTATGATGGACG
AGGGGGTTGTATTTACAGGAAAGACACGCACAACCACGCTTTCTACTTTTACATGGTTTC
AACAAACGCAGGCTATAAAGCTCTTTTTTGGTTCTTTTTTTTTTTTTTAAANNTANNAAA
NATGTTTGTTTTTTNTTCNCTACAANANAAAAACNNTGTTTTNACCCCAAAAAATTACNN
CTAAGNTTNCCCCAAANANGGAAAAAAAAAAAAAAAAACCCCCCNNNGGAAAAAAAAAGG
T
>BJ540115 ID   BJ540115   standard; mRNA; EST; 660 BP.
ATCAAAAACCAGTCTGGTTCTTTATCAGACTCCTTATTACAACATTTTTACACATTTCTT
TTCTTCACAAAAAGGCTATTTGCTCACATGACTCAACAAAGTATGCACTGCAGTCACTTT
TTGTTTAAAACAATAAAATTAAATGTTCACTGATCTCATAAAAGTCTTAGAATTAGAGGT
TTTATACAAATATTTCTACAGTTGTCATGGTAACACACAGACTTAAACAACTTACACACT
ATCTCAGCGTAAACTACAACCACAACGGTCAACTAAGCAACTATAAACCAAATAATCATG
GCACAAAGAAATATTCTAATAAAAATCAGCAAAAACTGAACATTGCTTTATGATTGTTGT
TTAGCTATATTTCTTTAAAAATCAAATCAACAATGCCAATACAATAAATAAAAAACGGTA
ACTTTGAACAGTAAAAGCCATTCAAAACATGAAGATTTAACTTTTATGCTACACACACAG
CAAGCAATTGTGGCACGTTCAAGAACACGCTAAACGATTATTCTTGGACCCACTTTTAGC
ACATGGAGTTCACACTTTACTATTGGTATCCGATCCTTGCGCATGTACCTGCAGTTGGAA
GAGGCTTGGTGAGAAATGTAAAAAAAAACAAATCTTGTTCCANACTTTTTATTTTGCAGC
>BJ540138 ID   BJ540138   standard; mRNA; EST; 275 BP.
ATTAAGGCAGTGTTTTTTTTTTTTAAATTTGTTTTTCATTTTTACNCTGCTNTCCNCAAA
GNTTGCTGGNGGGCATGTAAAATTTAACCATGNGAATATTTTCTTTTTGTAATACCAACC
TTGCAGCAAGCCACATAAATTTTTACNTCTCTNCGGTNGTATATACAATTCTNGCTATTA
TACAGNGGGTTATAATAATAATAAAAAAAAAAANGGTTTGANAATNTTANNGNCCCNCCC
CNCCCCNCCNGCNTTTGNACNCNCCNNCAAAAACT
>BJ540151 ID   BJ540151   standard; mRNA; EST; 139 BP.
ATAAGACATGGTCAAAACATTTTGTATAAAGCACGCTCACATAAGCTTCATCCATCTACA
GAAACATGTAATTATTTTATTACAATGTTCTCAAACAAGACTAGGCTTGGTTTACAATAA
AAAAAAAAAAAAACANTTC
>BJ540154 ID   BJ540154   standard; mRNA; EST; 555 BP.
GTCACCAGATGATGAGATACATTCTCTTAAAAAAAAGAAATAGACNACAAAACTGATATT
CCTTTTGAGATTTTTAAAAACTATTGTACATTTTTATATATAGATTTTGTACAAAAGAAA
AGTAAGTTAAACAGGCAAAAGAAGAATGACATCTTAGAAAGCGAAGAAAGAAAATAGGAA



GGAACTGGAGTGGACTCAAACGACTATCACATTTAGGGAGGACAAATACCAGTTTCTTTT
ATAAATAAATATGAGAAAATTAGACATCATATATAGCTCTCTTTCCAGGGGATTGCTAAA
TGTCTGTAGCATAGAATTTAAGACAGTGGCTTTGTGTAGCTTTTAAAGTCCCAACATATT
CCACGCTGAAATTAACAGGACTCAGCGCGGCTAAAGCCCCTGAAATAAAATTATTTACCT
CAATGATGGGTCTGATAGTCTGTGCCATGCTTGACCTTTGGCTGCAAGAATAACCCCCAC
TCCACCCTTAACCGCCTTCATACGAATACGTTTTTTTTTTTTTGGGCANNAAAAATCCAA
AAGNCNCCTTGNGGG
>BJ540176 ID   BJ540176   standard; mRNA; EST; 340 BP.
CAGCATGGACATAAAAAAAAGTAAACCTTTAATCACTACATTAGAGAACAATTGTTGTTA
AATTAAATCAATAAAATGGTTAGAGTTGCATATGAAGCATAAAAACATTACGAATGTGTG
ATGCGACAATGGATCATCTTAGAAAAACATACAGCAGTTTGATATGTATACATTCAGTGA
AAATAAAAAAAGTATGAATGTAAATCTGTTTATTGCTCAGACTAATGTCAAAATGGGGCA
AAAAATAGAAGAACCCCCCCCCCCCCCCCCCAAAAAAAAACCCCNTTTNAAAANNTTTNN
TNGNCTTTTTTTNAANGGGNCCCCTNAAAANNNCCCCCCC
>BJ540180 ID   BJ540180   standard; mRNA; EST; 256 BP.
AATTTGGACAAAACACCAGAATCTGTTACAATACAATCAGAACATGTGAGGCAGATATCC
CACCATGCACCAACCCCTCCNAAAAAAGGACTAAACATTAGCACCAACTGAAATGAAAAG
ATCTACAAAAACAATGAAAGGCGTTTTTATTGTAAAGCAACTAANAAAAAAAAAAACTAA
TTTTTTTTTGCTNATTTNGGCTTTTCTTTTAAAAAAAAAANGGAAAAAGNNNCCCCCTNN
CCCCCCAANCCCNCAA
>BJ540187 ID   BJ540187   standard; mRNA; EST; 457 BP.
ATTTGATTGTTGGGAATCAGGAGCAGATAAGAAAATGGCATTTGAAAATGTGAAAATACA
AAAAGGAGACCACAATGCAGTTCCACTCCATTCTGATGCATCCNCTTGCTGACNAACAGG
TACATAGGTATAAATACATATTTGTTTTCCTCGTCTGAGCTGACATCTGGCTCAGATCTG
TCTACGAATGGTTAGCTGCAATATTTGTTGCCATTTTTGTTGCACCAGTGATGTTAGCTT
GGGGTTGTGAGAGGCTGTAAGGTAGTGGGGGAGCATGTAAACNGATGGATAATGGGGAAG
GAGGCAGGCTTATTTACTCCNACAGTCTAAAAAAAGAGCCACATTTCTGATGAACTACTG
CCACTCTNCACAAACTATGTTCTAGAAAACAATACAGGTTTTTGATTCATTTTATTTAAC
GGCCTAATCATTTTTAGAGACCACAGGGAATGCTTCT
>BJ540207 ID   BJ540207   standard; mRNA; EST; 148 BP.
GNGCAAACNACNTCNCCCNTTGNNAAAGNCACCGNGAAATTGTTTCCGTTNACCTCCCGN
ACCAAACNGGTCTCTTTGCCGNCCCNTTTCTGCACGNNAACCANNTTGCCNTCTTCTAAN
GTCACAATGGACTTAACCTTCCTGTCGT
>BJ540209 ID   BJ540209   standard; mRNA; EST; 628 BP.
ATTTCATGTGCTTCACACGCGTATTTACAGATATAAAAAACATTTCACAGAAAAAGGAGA
AATACAAAAACATTTCATAAAGTGAGAATACAGGTCCACTGGAGGAACTAGAGGGTCCAT
TCACAGCACAGCCACAGGATGAGACAGCTGAGGGTCAGAAGAGTTTGGGGAGCTGTCTGA
GGCGGCTCAGGTCCAGGATGTTGCCCACTGAGCCCTCTGGTTGTTGGTTCTCCGCCCGGA
TCAAAGCGGTTCTTCTTCCCGAGAAGTTCTCCTTGTCGTCCGCGTTTTGTTTGCTAACGG
TTAAAAGTTGCATTTTTGGCCGCAGGTCCCGGATGACCTGGCTCTGTGGGAGGAGCTTAG
CCGTCAGCGGCCGGCGAGCTGAAACCTTCTGAACCCTGTTGTCCTCCTCTTCCTCCTCGC
TGCCCTCCTCCTCTATNAGCCCATACCTCCTCATGTACTTTCTGGTGGCCAGAGACATGT
TGCTAGGAGACAGCANAGAGTCGTTGGAGGAGAGTGTGGGTATATGCTTGGGGGGTGTGG
CCTCCCANAGACAGCCTGCTGAGTTGGGAGTCGCTCANGTAACGCANTGCGATGGCNTTG
GCCTCCANACTTANATCCACACTTCCNC
>BJ540260 ID   BJ540260   standard; mRNA; EST; 718 BP.
TTTAACATAGAAAAAATAAAAATAACATCCATGTGCAGGGAGTGAGTCTGGTAGCCTACT
TGTTTTAAACTCAAGTAACATTAATAAAAATATTTTATCACAGTCCCAAAGTTTAGGCAT
CATGAAGAACCAGAACCAACGGTTCTGACTACAGTCTCTGTTGCACCTTAGTACTGCTGG
ATGCTGCAGCACCTTGAGGTGTTATGCCACAGAGACAGCATCATCTGCTTTTAAGCTGCT
TTCTGTTCCATCCAGGAAACAGTCCTGAGTAAAGCAAGAAGCCACATCTCGTTGTAGACA
TTCCCTCCCGTCTGTGAATCACTTCTGGTCAGAAAACGAGCTTCTTCTTCATTACGGTTG
TTTCAAGGCCTTCAATTTTCCTCTTTAGCCCAACAGTTTCCTTTTCCCTCAAAGCCTCAG
CCGAGCAGTTTGGTCTGGGGAGCTGTGGACCCGGTGTGGGTCCAGGCCGATTACTGAAGT
ACTTCATCTTTAGAGCCTGTGTGGCTGTGGTCCTGGTTGTGGGGTTGAAGGTAAAGAGGC
CCTGTAGTAGCTCAAGTAAATCATCCCCAGCTGCACTAAATATATGTTCCAGCGGTGTGC
CAGGAAATATCTTGAAGGACACAAAGTCTGGCAGACTACTCATTCCCTGCAGAGACGGTT
GACAAACAGATGTTCGCAAGGAGTTTTACCTCTCTTAGGACAGTCTCATCTGATATAT
>BJ540276 ID   BJ540276   standard; mRNA; EST; 350 BP.
CGAGCCCAGACGGGCNGAACGAGGACGACCATNAGGAGGAGGAGTTANTGAGGAAGCTCG
TGAGCCACCNNCTTGTAGTGANANCCNCAGGANGGGCAACGCTGGGCCTCNCCTTCATGG
AGCCAGAACCANACCACCGCCGTGTTGTCCTCCTCACANACNCATCCCNNAATCCTCTTG
TTGGTGATGGAGGGAACCANGTGCGGGTCCNCCTTGNAGCCGGCGAAGCTCTTGGGCTTC
NGCATGTTGNAGGGATCCGTTCCGTCCTTCATGGNCTTCATGATGATCTTCTCCNNTCCG



GTGGCCTGCTCCTCATCGGTGGGGATTCCTCCTGCTGCCNTGCTGCGNGT
>BJ540281 ID   BJ540281   standard; mRNA; EST; 413 BP.
AGCTTTTTTTTTTATTTTTTAAGCCCAAAAACTGCAGGGTTTTTTTTTTTAANACAGAGG
TCCNCAAAAAAAAAGTAAAATCCCGNGATTTAAAGTTGTAANTTTACAAAAAAAAAACTT
CNCAATATACNCCATATCTTTCANCTTTNGGCTCTNATAAACANACGGCTTTGGNGTTTT
TCANCAAAANTCTCCAACTTAANTGNCGNAANTNAAAAAAAAAANCGNGTNGGTNAACTG
GCCGNAAAACTCGAATTGATNGTTTTATTAANAAAAGTNCCAAATTTCNGGAGTTTAANT
CNCTANCTNTAAGGNAAGTTTTTTTTTAANCTAANCAAAATNGGTTTTAAAANGNCANTT
CNGGAANCAAACNTNGGTTTTTNTTANNCAANTTAAACTNGGAANCAANCNGG
>BJ540324 ID   BJ540324   standard; mRNA; EST; 698 BP.
TAGTTTTAAAAAAGTTTTCCATGATTCACTGGAGATGATAAACAACCAGAACAGGATAGA
GATCTGGAAAAAAACACCTTAGGACGACTTTTTTCCAAGAATATTTGTTGAAATTACAGC
CTTGTTCTTCAATGGCCTTCTAGTTTATCTAAAGCTGACAACAGAACAGCTGATGTGTTT
ATCTGTCATTACAAAGAAGCATGAAACCCCAAATCAATATATTTCATTGCTTCAAAACAA
TAAATAATCACGGAACGCTGTGTGCAGTTCAAGCTTTGGTCTGGAATTCTCAGCTCCAAC
GGGGAACGTCGGGACCGGGATGAAGATGAATGTTGAGAACTTGTGCTGTTCATGTTTGCA
TTAAAGGAGACGGAGGGTGAGGCTGACACAGGTCACATGATCAAAACACCCAAGCTGTTT
CTGATGCGCCACATGGGCTGGATGTGGGTTGCCTGCGGTCGTGGGCCCCATGGGGCCCCC
ATGCGGCCCCCATGCGGGCTTTCTCTGTAGCTTTAGGTTAAGTTTGAACAGGTTTGAGTG
GAAAACCTCCAACCTTAACCTCCGTGTCCACATCTAGGTTTGGTCTCCGTTTATCCACAG
AGCAGCACATATGCTTGGTAGAAACGCTGCTTGTTCTGAACTTTACACCCTGAAGCAGCC
CANACCATGATGCTCCCCTCTNTCACTGTGCTACAGCC
>BJ540327 ID   BJ540327   standard; mRNA; EST; 717 BP.
ACTTTTAAATGTCTGTCCTGAATTTGGTTTTAAGAATGATATTTTACACAATTCCNGTAA
AAGCGCTGAGTTGATTTGTCATACAAAGGAGGATGTTACATTGAATGTTCCTGCTTTTTA
ACTGTCTGATTCTGAGCTTAATGTCTGTCACAAAGTAAAATATCTTGGACATATCANAAA
CGATAAACTGACAGATGATGATGATATCCACAGACAGGGGTATATTTCATATGCTCAGGC
AAACATGCTTTCACACAGGTTGGATTTATGTTCTGACAATCTTAAACTTCTTATATTCAA
AGCACACCACTGTAAACTGGCCACCTATGGACCAACTACAGGGCATCCAGCATGAAGAAG
CTACAGGTAGCCTATAATGATAGCCCTAAAGAAGTCTGTTTGTTGGTGCAAGAGTTAATC
CTCTCCAAGCTTTGTTGGTTTTATTCATTGTCTTAACGCTTCANATATCANAATCATCTT
AACTCTCACCAATGTAAGGTACAGCACTTTAAAATATCAGTCCCTTATTTGGAGGTTTTG
GTATGGTTGCCTTTTTTATATACCCTATTTTCAGGACTGTAAGCCTTTACTTTTTTCCAA
GGTTTTGAACTCTGCGACTTGTACAAATGTGCGGCTATTCTGTGGATTTTTCTTCCACCC
CTAGGGGCGCTCTATAATCGGAATTAAAATGTAAAAATAAGAGACGAATAATCAACG
>BJ540341 ID   BJ540341   standard; mRNA; EST; 734 BP.
TGCTNCANATGAACATGGATGACAGAGAGCGCAGCAGANATGTGGTTTGAAGTCAGGGGC
CTCAGGCGGTCTCTTCCTTGGCAATGCGATCCTTCTTGAGGGGTCCCATGAAGGCCTTCT
TTTCCTCGATGGTCTGGAAGCGGCCGTGACCAAACTTTGAGGTCGTGTCGATGAACTTGA
GGTCGATTTTCTCCAGCGCGCGACGGCTGGTCTGCACCAGCAGAGACTTGCGCAGAGTCA
GCACCCTCTTCTTGGTTCCCACAACACAGCCCTTCACCATGACAAAGTCATTGGCCACTT
GTCCGTAGTGGACAAATCCACCCAGTGGGTTGATGCTCTTGTTGGACAGATCTCTGTGCG
GTGGTGGTAACCCTTCTGACCAGCGCGAGCCACAGAGAAGGCCACACGGGCAGGATGCCA
GGCGCCAATGCAGGCCACTTTACGCAGACCACGATGGGTTTTGCGGGGAAGCTTCTTCGT
GTGCCAACGGCTGGTAACACCCTTGTATCCGTGACCCTTAGTGACACCAATGACGTCGAT
NATCTCGTCCTGAGTGAAAACTGTGTTCACGGGCACGGCCTGCTCCAGCTTCTCACGGGC
CCAGTCCACTTTGTCAGAGATGGTGCCCCCGTTCAGCTGCACCTCCNTCAGGTGAGACTT
CTTCTGCTTCAGCGGCAGCAGACGCATCTGTGTGTGGGCAATGACACGGATGACCTGGCA
GTACTTCTTCATGG
>BJ540349 ID   BJ540349   standard; mRNA; EST; 311 BP.
TTATGGAGTTTATCACGTTTATGGCGTTTATCACGTTTATGGCGTTTATCACGTTTATGG
CGTTTATCACGTTTATGGAGTTTATCACGTTTATGGAGTTTCTCATGTTTATGGCGTTTA
TCACGTTTATGGAGTTAATCACGTTTATGGAGTTTATGGAGTTTATCACGTTTATGGCGT
TTATCACTTTTATGGCGTTTATCACGTTTATGGAGTTTATCACGTTTATGGCCTTTATCA
CGTTTATGGCGTTTATCACGTTTATGGTGTTTATCACGTTTATGNAGTTTATCNCGTTTA
TGNGCCTTTAT
>BJ540390 ID   BJ540390   standard; mRNA; EST; 121 BP.
ACTTAATGANNAAATGAGTCAAATCTCCNGGGACNTAANTNTAAAAACAAAAACCGNGAA
NTTCTTCCCANNTCCTGAAANTTGNTTAAAAAAAAAAAAANTTNTGNCANNNTTTNAANA
T
>BJ540414 ID   BJ540414   standard; mRNA; EST; 171 BP.
TTTGATTTTGATACTAATTGTATCTTTGTACAAAAGCAATAGAAATCATACATGTGTCTC
TAAACAGATGCCGTCCGTTCTGTAGTAACTGCGGCTAAAGCACAACGCTGATGTAAAATA
GATGGGTGAGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGANANAG



>BJ540425 ID   BJ540425   standard; mRNA; EST; 168 BP.
AGAAAAAAGTCTCAAGAACNTGTTNNNACNGCCNTTTTCATTGGAGTGGGTAGTANNATA
ANACGTTCTTCTTGTCTAGCCAGTTTTGCTGACATTAACATCTGCTGTTCATTCTTAACA
TCTTCACTCCTTANAAATTTCTGAGCACAACTTCTGTTTGCATGTTGG
>BJ540426 ID   BJ540426   standard; mRNA; EST; 332 BP.
TTTTTATGTTTACATTTTATGGATAACAGCTCTGATTTTCTTTCTAGTGTTCACATTCAT
TTAGTAAATAAAAAACATTTCCTTTAAGGAGTGTGAAAAATTCAATAAAAATCAGACATG
CTTATTAACACATTTTACAAAATAAAATTTATATTAGGGATATTATTATTTCTTGCCTAA
AATACAGCCAATATTTTTGATGAAGGCATGTTACTCCACAAAAAGCATTAATGAAAACAT
TCTGTGCAGTTCATAACCTGCTGCACAAAGTTTCCAGTTTAGACAAGTCTCCTGTGAGTC
AGGAGGGAACAGCATGGGGGGGGGGGGGGGGG
>BJ540434 ID   BJ540434   standard; mRNA; EST; 673 BP.
ATAAATGTATAAAATGTGACTTTTAGGTACAGAGAGTAATTACAGCAGCAGAATAATGCC
TCTAATCCAGAGGAAGCGTCATCGTTTCCTCCGTTTCACTGCGGCTGCAGCTGCAGGCTG
TTGATGAACACGGTCTGCACCTCGTTGATGTCGTCGCTGGCTTCGATGGGGATGCTGAAC
CTGCCGGGCGAGCTGGAAATCCCACACGGGCTGGTGCTGTCACCGAAGGGCGTCCCGCAG
CCCCCCACCGCCCCCAGCGGGAGGTCCGCCACGTCCAGGAAGTGGTGCTGCGACAGCAGC
CGGCTGTAGTCCGGCGCCTGGCCGGAGCCGTGGTAGAGGTGGGCGTGGTGTTCGGGCCCG
GGGCTGTGGCAGGGGCTGTGGCAGGGGCTGTGGGGCATCAGGCACGTCTGCAGGCAGCTG
TTCCGGCGCACGGGCCGGTGGAGGTCGAGCCGCGCGATCAGAGGCTTCCTGATGTTGACG
CTCTTGGTCCAGTGGATGGGGGGCTCTTCCCCCATGGATTCAAAGGTGCCCTGGAGGCAC
ACGGTGAAGACCAGCTCCTCCCTCAGCTTCTGCAGAGAGCTGAGGCGGGTGTANAGGCAG
TGCTGCGGCAGGCTGCTGGACAGCAGGTAGATCCCCGTCTCCTCTGGAGTCTCTCTGTTC
ATCTCTTTAGGAT
>BJ540440 ID   BJ540440   standard; mRNA; EST; 140 BP.
ATTTGGTCCAATGGAACCTGAGATTGAAAATCAAACATAAACATCTGTACACATAACCCC
CCCCCCATTCCCAAGAAAAAAAAAAAACAANTCACCAAAACANAANATTCAAAGTTGAAT
TCGGTNATTTTTTTGTTTGT
>BJ540453 ID   BJ540453   standard; mRNA; EST; 702 BP.
TTATTTATGTGTTTATTAAAGTGATGAAAGGAAAAAAGACCAGCTGACACTGGTCGCTGA
GACCAACTGCTTAAAGACGGTCATTTGCCGTGTTCCCCTTGAGCCTGTCCTCCAGCGTCA
GTCTGCTGCTGATGGAACCAGCCCCTTCTTGGCACCCTGGTGGTGGTGACTCTCCAGCTT
CCAGATCTTGTGTTTTCCTTTCATGGGGAATTTCACCAGCAGCTCCTGGGGATTAGTGCA
GATGAAGACGAATGGAGAAGACGACTCCTCGCAGGTTTCAGGGAACTGGTCCCTAAACTG
CTGCTGGGAGAGGCAGTCTGTCACATTTATGCAACCCAACAGGCAGCCAGCGGGATAGTC
TTTAGGAAACTTGATTTCTTTCTTAGAAAGACGTCGGTACATTTCCTCCACTTCAGCGAT
CTCTTGAGGTGTGGGTTTTTTGGCTGCGGCTGCAATCCAAAGTCGACCTCGATGTGAAGT
GTACCAGGTCCTGCCTTCTACCTTCTTGATGCCCTTGACCAGCAGTGAGGCCCACGGCTG
ATGCATGCTGAGGCACCAGCCTCCGTCAGAGATCTCCTGCAACTCTTTGTCTTGGAGCCG
CAGCCTGCGACGCCCATTCCCCTCCTGGTCCTCCACACTCACTCGTTGCTTCATGGAGCC
GCTGTGGTTTTCACCACCTCCNACATCCACCCACTGTGGCGC
>BJ540505 ID   BJ540505   standard; mRNA; EST; 370 BP.
TTTATTATGTCATCATAACGCTTCAAAAACACAACGTAATCTTTACTTTCCATCCTCCAG
GTTTCACTCCGGGTGACCCATGCTTTCTGATGAGCTGGACTCCAAACCAGAGGTAAACCT
TTGGCTCCGTTTCCCAGATTCAGACTGACCGGCTTTAACTAAATCCGGGTTCTGCTCTGC
ATCACGTCCCCTGCAGCTGCTGGTGCAGTTTGTCCAGAACGCCTCCATCCGGCTGGTGCA
GAGTCTGGAGGAGTCGGAGTCCAAACACCCCTGCCTGCCTCCTCTGGCTCCGGCTGAGGG
CCCCCTCTGCGCTCCTCTGGAGCTCACAGGTCANCATCGGTCTGCCGCAGAACCCCCCAN
GGAAGACCTG
>BJ540538 ID   BJ540538   standard; mRNA; EST; 164 BP.
CTTGACGTCATTTTTAATTNNCTTCTTTCANCTTGGGTGTATCNACCTCCAAGCACNATA
TGGACTGATCCTCGNAATGANAATGTGCTGCGGTGGGGAANGGGCTCTCACTCTTTAAAT
GGGGGTGTCAATGGGTAGCGNTGTATATNAAAACTGTTCTNATG
>BJ540558 ID   BJ540558   standard; mRNA; EST; 383 BP.
TATTTTAAAACCTGCTTTCATACTTGGCCCCTGGTTTTATACACTTACCCGAGCCCTCAG
GCCCAGTGAGAGCAGTCTTCCTTCTCTTTTGCTCATCAGTTCAGGGACTGCATCCGTTAC
CATGGACACAAACTCCTCCAGTTTACCATAGTGCTTGATGTTCCTCTGTCTCACCACCTC
CCACATCACAGCTGACATCAACCGGAGAGGTGGGACCAGAAGTGCCAAAGAAGACAGGGG
AACGCTGAATTCTTAAAAGAAAATATAAGTGTATCGGAAATAAATGCATGACAAATCCAT
TCTAAATAAACTTAAAGCGATCGATTAAAGCTATCTTTTTTTTTTTTNCGGGNAAAAAAA
NNTNNCCGNTTTNGTNAAAAACT
>BJ540559 ID   BJ540559   standard; mRNA; EST; 458 BP.
TTGTGTGATTTCACAGTCAGCTCCCAAATACAGCAACAACCAAAAATTTTGTCCAGTTTT
TGATTCGGTAACAAAACAAAGAAGATTCTCACCTGAGTGATATTGAGCAAAAATCTGGCG



TTTTGATGTCATTCTGATGGGGTTTCGTTTGTCTTTGAGGTCTGAGCGACTCATGAGAGC
TTCACACATGCAGCCTCTTACAGCAGAGCGATCGCATTGCGTGGATGCAGCACATGTGCA
GCTTCACGGCGGAAAAACTCCCTTTCCATTCATTTAAGAGTGGATCCAAACCATCTGCTC
TCTCATGCTGCGTAAATCAGCACCTGTCAGTCTTCACAGCTCCATCTCTCTTGAGTTGGC
CCTTCCTGAGTGTGATGGTGCTGGATGTTTCATCTGGTTGACACTCCTCTGGACTCATTT
CTGGTTCTGCAGCAGGATGTCTAGGGTGTTTGGTTTCA
>BJ540560 ID   BJ540560   standard; mRNA; EST; 514 BP.
TTGTTTTTTGTTATACGTCTTACATAGAAAGTTTACAATAATTACTCAAACTTCAACGAC
TCCNACCCTAAACGCTGTATGTACATTTGGAGCCCTTCCTCTTGTCGTCGACAGAAGAGA
AAGCTCTAGCATCGGCAAACTCTAAAATCAAACCGCCTATAACTGGGAAACTGTACAAGA
ACTAACTAGACGCTTAAGAGACTTGATGCCGACAGGCAGCACAGCGGCGTAGATGGAGAG
TTAGTAAAAAGGACTGTTTACAAACAGAAGGCAAGCCAGATTTGAAAGATTTAAACCTAT
TCCACGCTGACTGACAGACTGTCTGAGCACAACAGGTTCCTGATCATAGCTGTATAGGTG
GCATGCTCCTCGAGGTGGTAATATTCTAATGAGCCATCACAGCAGATCCNACACAACTCA
TGCACTTTATGAACGCACAGTTTAAAACATCACATTTACAGACGGCCACCGAAGAGCAGC
TACTGATCCGTAGGATACTAACAGAAGACAGCCG
>BJ540569 ID   BJ540569   standard; mRNA; EST; 181 BP.
AATTATTATTGTTTATTACTATTGGACATTTCCTCCNAAAATACNACACTGGGGCGGCTT
CATGAATTAAACAATACGAGTATTTGTAAAAAAAAAAAANAAAAAAANAAAAACTTCTGG
CTTTTGNGCNCATTTTGNCAAGCTTATTGATAATTCCCCNCAAATATNGGAAACGTTTTG
G
>BJ540572 ID   BJ540572   standard; mRNA; EST; 110 BP.
CAAGCACAAATGAACATCACATATGGTTAGTGAATGATATGATTTTGCACAGCAAAACAC
ACACACCCACACACACACACACGCTCACACATATATNTATATATATATAT
>BJ540576 ID   BJ540576   standard; mRNA; EST; 676 BP.
AGCTTTTTCAGCTAAGCTGAAGAACAAACAGTCCAACTGTGTCATCAGAACCTTTTGCCG
GTTCTGGATCCAGTAAGTTCTGATGGTTTTGTTACACAGCCGGTGGAAGGTGACCGCCAT
CCGAGCAGCTGTGGGTCAGCAGACGGTCCTGGGTGGCCCGTCAGATCTTTTGGGAATGGC
GTCCCTTCCGGGCCCGCCTCTTCTGGTCTTTGGTCTTGTGGGGGTCTTCTTTACCCGCCC
CCGCGGCAGACGCCTTCTTCCTCGCCAGCTCCTCCTCAGTCATGGGCTGGATGATGGTGC
CCAGCTGGGTCAGGACTTTGGGCATGGTGAGCTTCTTGACGGTACGCTCGGTGTTCCAGG
TGCGGCCCAGCGGCGTGCGGACGGCGCTTTCGAACTGGGCGTGGTTCTCGTANGGGAAAG
GCAGAGCGCTGACCTGGTGAGCGCTGAGCGAGCCGTTCCTCTGCTCGGAGATGATGACAC
CGGGAAGGCGCTGGTCCTTTCTGGGTTCANCCGGCGCCACCTTGACCCGGAACCTTCTGC
GCTTTCTGCTGGACGGTTTGAGGCCCTGCCCGCCCCACTCGCCCCAACCTGGCANCGTCA
NGTCCACCACCTTGGGCTTGGCGGCNTCCTCCTGCTTCCTCTTGTCTCTNANGAANTCTG
CNATGACNTCNTCCCC
>BJ540585 ID   BJ540585   standard; mRNA; EST; 188 BP.
GGGATGACAATAATAAAAAGTCATACATATGATTTATCNGGAGCAAAGAAAATTCTGGAA
GNTCACATTCTANACATACAGGAACAGAAAAGTCGAGTGTCACATGACAGTGTTTCAGTG
ACGAGGCTCATAATTACAGCATGAATACAGGAGACTTTAAAACAGCAGGCATGGGGGGGG
CTTGTGCT
>BJ540597 ID   BJ540597   standard; mRNA; EST; 532 BP.
GAATTGAACATTTGANAAGTATATTTTTTAAACTTGAAAGAAAAACTGAACATTTGAATA
ACAGAAAANATGTANATTAAAANAAAAAATACTTTTNAANAANTNTTCTAAATNAAATAN
NNAATGNANAAGTNGAATTTAAAAATATCTNNCTCNANNACTTTATTTTTTATTTTCNTT
GCGACCTCTTCTTCTGTTTTCGGCGTTTAGCCNGTATTCTATTGGCTACTTGGACGTGAT
TGACATGGAAGTACNNCANCNTAGGAAGGATNACCCGGGCGGCGCCAATGACANACNCCG
TTTTGGAGNGGAAATGACNTCAAAACGTCCGTCACACATTGTCAATCATCCCTCAGTACC
CAANGGGCTCAAAGCCCCNCCCCCATCTCAAAAACAAANAGTCTGGGTTGAAACTTTAAA
TCGATGTTTGAAAGTAAAGAGGGAGAGAAACGAAAAAACAAAATATCATTATTTCCCTTT
AGCAACACTTTAAGGATGTTTAAATGCATTTTCAAGTTTAAAACTGGTTTCA
>BJ540602 ID   BJ540602   standard; mRNA; EST; 435 BP.
ATTTATTTACTGCCGTTAGAAACACCTTAAAGTCCAGGTTGGTAGAGCTGGGAGCCGATT
CTACATTCAAAAGTGCTGCAGTGCATCTAATGAGAAACGTTTGTCTTTTTTTTAACAATA
AGTGAAGTTGAATCAATGAGTGAAATGATTTTTTTTAAAAAGCACATGGAAATGTATAAA
AACCTCAGCCGAAGTCGATTTATTCAAATATATATTTAAAATTTGTGACAGAATTTGAAC
TTTTCATATTAATAATCTTTTTTTAAATCAACAGAAAAACAGTTTTGATCAACAGTTAAT
AAAATACAGTACATTTGCATAGACGGAAATATGTTAATTTGTATTCAATATGAACTATAC
AGTTAAAGAAGTTTAAGACAGGAGAGTGCAACACAATGGTCCCATCCCTGTGGGGGAGGG
GGGGGGGGGGGGNNT
>BJ540638 ID   BJ540638   standard; mRNA; EST; 217 BP.
TATGGAGTGTTTTCCAGTTGTCAGTGTTTACAGACATGGGTCAGCAACTACAACAAATAA
AAAATAAAAAACAGTACACCATAATTGGGCTGTTATCTTTATGTTTGTTTTTTTCAAAAT



TATCTGAGAATCTTGGAGGTTTTCCACACATTGGCACCATTTTTTCTTTCCACTTTTTTT
TTTTNGGGGGGGGGGGGGGGGCNAACNTTATTTTNAG
>BJ540644 ID   BJ540644   standard; mRNA; EST; 688 BP.
TTGATCTTTGTAAAGCCTTTGTAAAAAAATGTGACAAAAACGAAGCAAATATTTCCTTTT
AGAATTTCTTTAGATTCAAAAAATTCCTTTATACACTTTAATATTTTAGAGCCAAACGCT
CGACTTTAGAACCAGACTGGATCGCTTATGAAAACACAAAAAATGTTTACAGAGGTTTTA
TGTTCTGAGGAAGCTTGATGACTGACAGCAGCCTTAAAAAAGGCCTCAAAGAAGCACAGC
TGAAGTGTTGGACGCTGAGGCTCAGCACTGTTCAAATCCTGCCATGAGGGAGAGCGCCAG
AGACTCCAAGTGCGGAAAAGAACCCCGACACACCGCCTTATTGAGGATGGTCACCAGAAA
CATGTGGCAGTTCTTGAAATCCGACTCCATTTTATCGATCGACTCAATTTTCCAAGCTCC
GGCCTGCCATCGATCAGAGAAAATAAGGACCAGATTGAGAACCTTCATGATGGCCTCCTT
CACAAAACTGACCTTCTCCCTCAGCAGGCAGCGATCGTGGATCGTTGCCAGGTACCTGTA
GTGGATCTTGATCAGCTGGTCCAAGTCCTTTGCCTCCTGAACTTGGTGCTGAAACTCCAG
TCCGGTGCTGTGCAGAATCCTGGTCATGATGTAGTTGTGGAGGCTGTTGACAAAGTGCAT
CAGTTTAACTCGCAGCAGGCACATCCTG
>BJ540660 ID   BJ540660   standard; mRNA; EST; 687 BP.
TTTTTTTTATTAATCTTTTCACCACAATAAAATTTAACAAAGGCTCACTAAAAAAGTGTC
AACTTCTGTGTTCTGTACAGTAGATACAGTAAATTGTAAAACTGGCCGCGCCGTGGCACC
GCAGTGCATTCAACACCTCACAAAAAAACAAAAACGTAGAGCTCAAACATTGTTCACAAT
ATTTACAGATAAAAATCAACAATAAAACCCAGCTGACAGAGAACTCCAGCGTAGCCTCGT
GCTAACAGCCTGGAGAGAAGATCAAAGGGCTATTGAGCTAACGGGCTAACAGCTTACAGC
CGCTTTCACGAGAGTAAAAGATAAAAAAAAATATTCTGAATGCTACCGAGAGGTCATCTT
CATCCATCCTCCTCTTCGTATCACACTTTTTATGTTTTTTTTCCCTGATGCTAGCATTCT
TCGTCTTGCACTTAGCTAGCATTGTAAGGGAATGCACTTTGGTAAATTCAACCAAATGCC
CGAGGTGTCGAATTCCACAGTAATGCTATCTGAGGTACCACCGGCTAATGCTAACAGCTC
CTTCTTCTGGGAAGAAGCTGCAAATAACGAGCAAAACATTTTTTGCTATTAGCATTTATT
TAGCAACAGGCTAGTGTTAGCGTCACTCATGACAATCCGCGTCAGTGCAGCAGCTAGCGG
CTGGACGCTAGCAGTCGAACGGCTAGT
>BJ540674 ID   BJ540674   standard; mRNA; EST; 481 BP.
CTGATCCGGTTAGGTCAGCCCAAATGTACATAATAAAATGAAACCTTTTGCTGCAGGTAC
AATATTATTTCACAACGATGCATTTCTGATTTGATTCATGTCGACTGCTGAGCCTCATGT
CAAAAAGTATTTACATTATGTTCAAATATTTAATATCCCCACTTTTTTTTTTTTTAAAAA
TCACGGGGCTTTCNCNCTNTTTTTTTGATTTAAAAGGTTNCAAAAACAAATTTNATCNCN
CTCTGNAACTAAACAAAACGGCNCATTTAANCNCAAAANTAANCNCNCTTCTAAACANGT
ATNTGGACAAAACTGNACAACTGANCCCAACTCAGGNCCNCNTTTACTTGTTAAAAAAAT
TAANTAAAANGCGAGNCAAACTATTTNTAAGGGAAAACCGGCNTNCCCNGCTNGCANAAG
GNTTATNANGGCNGCNGGCCAAAACNCANCACTTCCCATCANGCTGCTGCTTTACTTCTN
A
>BJ540695 ID   BJ540695   standard; mRNA; EST; 364 BP.
ATGAGTTCTAAAACANAANAGCACATTACTAATGTTCANCTCTTTGGTGCATCCNGGNGN
TAAAATGCTTCANCACATCTGCAGAGGATGGAGACTTTGGATCTGGAACGGCCCTGTTGA
CTTTTTGTTTTGTTCTTTTAGATTTAGGCACAGTGTGGTTGCTCAGAGGCACGCGGGAGC
AACATTTCTCGCTAACTGTTCCAGCAACATCCTGCCGCCTCATTGCTCAACATGTATCAT
TGCACGCCAACTGTCCTCGCAGGAATCCAGCTGTGCTGCCCATCCNAAGCTGTGTTACGC
ACAAACCCAAAAGCTTGGTGAAACAAGACGTTTTTTTGTGTTTTTAACTTTTTTTTTTTT
TATA
>BJ540724 ID   BJ540724   standard; mRNA; EST; 705 BP.
TTCTTTTCTTGATTAAAAACCTACAACATTGCCTACCAACCAAGGTATTGAGTCAGGTTA
AGATAAAAAGGAGGGAACAGAGTTAATCATCAGTTAAAGCCTAAGGAGCAGGCCTATAAA
TGCACAGTTTAACAAAAAAATTAAACATCAGTAGTTCAGGAATAAAAAACAAACAAACAT
AAAAAAAAACAGGATTTTGAGCATATTTGTAGCTGTACGTAAAAGCAGTATGTACAATTG
CTCAAAATGCATAACAAACAGTTCATATACNATAACCGAACAAGAGAACCGTTTGGAGAG
GCTCCAGTCAGTACTGGCAACTTGCCACACAGCGTCACGCTTTAACATTCTCCACACCAC
AAAAAAGGTTAAAGGAAAAAATCATTGGCCCCTGCTAGCATTCATTGTCGAATTTGACGA
TCTATCTTTTGCTTATTGACCCCTAACCTCGTCTTTACACAACAATTCTGACCTTTGTCG
CCACCCACTTTTGATGTTTAGTGTCATTTTTACAAGTTTGTTTTTCAGTTTTTGCGAATG
TCACAGTGGTTTAAATGAATCAGGGCTTTTGTTTCTGTGTATTCATAAAATAGCAAAGTC
AACATTTTAAAAAGGTTTTATACATCAACAGTCTTAAGACTAGTGGCGTCAGATGAACAG
CAAAAAGCATTACACTGAGTTATAAGTGAATCTCATGTATCACAG
>BJ540736 ID   BJ540736   standard; mRNA; EST; 241 BP.
TTTATTCTTTGTTCTGTAAAATAGCTAATATCGTACATCTTAAAATATTTGCTTTCAGGT
TAAAACGAATTCCTCAAACCCTCAGCTTTTAAGGTGAAAGGACGCATGGTCTAATTCTGT
TTGTGGGTTTGCGTGTGTGTGTGTGTGTGTGTGTGTGCGCGCGTGCGTATGTAGAGTTTT
GGCTCCNNTCNCTGGATTANNGANCANATGGATTGGCAGTGGNTCTCTGAACACCGGTNC



T
>BJ540745 ID   BJ540745   standard; mRNA; EST; 712 BP.
GTTGTTTTTATTGAATCCAACACGCTTCCATGAGAAATATATATACTTTGTTTCCATGTT
TTCAAGCTATAAGAGAGACTCTGCTTTCATGGAGTCATTTGTTCTTGTGTGTTTGCAGAG
GAGCAGCACCATGGAAGAGTTGGACGTCCCACAGATGAAGAGGGAAGTTGAAAGCCTTCA
GTATCAGCTGGCCATCAACAGAGAGAAATCCTCCATCACCGTCACAGAGTGAGTGTCTGC
GCTCTAGACACACAGGCTGTGCGTTTTCACACCCCCCGCCCCCCCCTGACATTGTGAGTG
GGTGTTTCTGCAGGCTGGTGAAGTGGATCGAGGGTTGCGTCTGCGAAGATCCCTTCCTGA
ATCCTGAACTGATGCGCGCCAACCCCTGGGTGGAGAAGGGCAAATGCGTGATCCTTTGAT
GATCACGCACGGCCGGTCACAGATGCACGCCACCAGGACTACCATGCACTCTCACACAGC
CTCGCTGCACTAACTCTCACACATCACGGCTATNACTCTTTTTATTTATTTACCCCGAAT
GCTGTTCCCAAAGTGTGTGCGTGTGAGCGCGAGTGCGTGTTTAGCACCGAGTAGCTTTCT
AGAGCTTTGAGAAATGTTTGTCGACACCCTTTTATTGGCTCTTTACACTCTCAACCCAAA
TAAAGACTGTTTTAAACTAACAAGGGAGTTGTGGATGGATTTGAACGAACGG
>BJ540748 ID   BJ540748   standard; mRNA; EST; 602 BP.
TCTTCTTCTGATACAAAAAAGTTTTTAAATAAACAGGCTTTTGAACATTCATCAATTCTT
TTTACAAAGATAAATTAATACACACATGACACTGTAAAGACAATGAGCGTTCTATACAAA
GGAGTGTTTCAAACCTTCAAAGCTACAATCTGTGTTTTGGAAATGTCCTCATCATTGATT
CATATCTGGAGTTTTTTTTTTTAAGGGNGTTTTNAAATTTGCNCTCCCNGNGGTTGAGNG
CTACACACTCNCCGTCTATNAGGGCACATTCTGNGATTTGTTGNAAAAGTTAACTGTAAA
TCANTTACGGGAAGGAAAACCCACAAAAAATTAATAACAGNGTAACCCTTGNGCTATCCN
AGGCNCTTTAACNTTGGNAGTTGGGNCATCTAAACCCACTAAACCATGCNCTNAACTTTT
TTCTTTAANGATTTGNGATCTTCATTGGNGNCCATGGATTAAATNAAATCTTCTTCACCT
TTATCCNCCTTTGTCANGGTAAAAATAANCTGNCAATGTAAGGCTGGGATCANAGGATAG
TACAAGGGTTAANAGGGAACTAAGCTAATTCAGTTTGCTTTAAGNGACCGATAATCGTTC
TC
>BJ540750 ID   BJ540750   standard; mRNA; EST; 539 BP.
ACGGCGTGAATATTTGCAGTCACCTGTTGAAATGATGCCTAGTCTGAATTAGCACAGGCC
CTCATTTGTCAAACCAATCAAAGCAGTATGTGCTTAAGAAGTCACTCATCAACTTCAGGA
CTAATTGTTGCCTTTGGCAACACCAATTCCTACGCCCTGCCTAAAATTAACAAGATTTTA
GGTCAAACAAATTTGGTTTTTAAGTCAGTTTTTGTTTGTGTTCCCTGCATCTTAGTGGCT
CTTGAATCCAGCACAATTGAAGATAGTTCTAAAAGTTTTAGAATTCATAAAATTAAAAGT
TGGCAAAGAGCTGTAGAAGTATTGGCATCCTTTTGATTTATACATTGGTGTTATCTATAT
TATTATGTACGAGTTGTTGAAACTCAGACCGGCTCACATTGCTAATTCAAATTCCTAATT
TGTGCTGTTCTGTAAAATGTTTACGCTGATAAAAACTGTTATGGAAGCATACACAGATCA
CTATTGTGGTGAAAGACTGAATTGAAAGCAAACGCATCAGGCAGATGCCTTGTATAAAC
>BJ540870 ID   BJ540870   standard; mRNA; EST; 421 BP.
TTTATATTTTATTACATCCAACAAAAAAATACTAGCAATACAACAGGGTTAAAAAAAAAA
CATTAAAAAACTCAAACATGGTTTTCTCAAATGTCCTGAAATGAAGCAGTTTTAGCACAA
GAGCGCCATCTGCTGGCGGAANAATCCAAAATCATTCTCTTAAAGCCTTTGAAGGTTCAA
ACATGCANATTAAACACAATACATAGTTTGACTGCTGCTGTAACATCTGACCCCAAAACA
GTTCTTCACTATTTGACAAAAAACACTGCTTTAAAATAAAAAGGTTTTAAACTGAGCTCA
TTTTTTTTTTGGNCATTTCCTTTTTTTTCTTAAAAACATACAAAAAGNGTANTTACAATG
TAAAACTTTACAACAAAANGCAATACAATATCNCCCATTTGGNCNCAAATTTGTTTTTGN
A
>BJ540879 ID   BJ540879   standard; mRNA; EST; 549 BP.
TTTCCTGTATGTATGCATACTGCAATTAAGTAGCAAGAACAAAAGGCAAACTAGAAAGAA
CTACAAAATACAACACATGGACCAATACATTTACAAAACATTCAAAATGTTACAAAATGG
CCTGTATTGGTCCTTCTATTATTGTTCTTCCATTTGGATCTTTATACAAATTGTCAAGTT
AGGATGTTTTCATCACTTTGCACAATTTTACAACTGCCAGGGAGAGACCTCCAGAGGCCA
CATCGACTGGAAAAACCATGAGAAGCCCCCCCCACCCACCACAAACAGGAGATCTTAATA
TCAGTCTTACTCTAGAAAATATCAGGAACCAAAGAAAAAATTATATCAGACAGTTGTTTT
TTTTCTTTTCTTTTTTTGGTAACTACCGTTCACCTCTCANAAAAACAAAACAAGAAAAAA
AAAAAAACTTGNGTTGGAGGGAAGGAACTGAGGACTTTGGTAGNAAANGTTCTGNACANA
CCAGGACNCATTTNACNTGNGCAGCCAAATCCNTCCTTCCCCTTCCCTGCTCTCCCTTTT
CTTCTTCAA
>BJ540906 ID   BJ540906   standard; mRNA; EST; 204 BP.
TGAAGCTAAAGAGTGGTGTTAAAGGCCAGAGCGGCGTCCTGCGGCCCCAAGAATCCACCC
CATGACTCTGCACTTTTTCTTTGTTCTCTTCCTGTTTATGATTAAACCAGTTCATCAGTG
ATGACTCCTTCGTTGCTCTGACCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCT
CTCTCTCTCTCTCTCTCNCTCTNT
>BJ540909 ID   BJ540909   standard; mRNA; EST; 706 BP.
AATTTATTCATACTAACTCATAAATCTCTAAAATGTTTTCAAATGAAATGTTTGACCATT
AATGTTAAGGACATAATTAAAAGCCCATTAAACATAACTTGGTGTAAACTTCCTCAACAA



AAGTAGCTTCAACAAATCCAGTGAAGAACTAAAAACAACAGAAATTCATAATACTAATTT
AGAAAAAGTGAAAAAAGTACATCTTAAGGCACTTGGTTCAGGGCAGTTCAAGAGCAATGC
ACATGAAAGCAAAATATGTTACATGTAACAATACACGTATTAAGGTGACAAACAATGATG
ACACCCAATATAATCTCATTTACCTTAAATTAGAAAAAAAGAAGAAACAAAATCAACAAA
AAGGCTGATTTTTTTTCAAGACAGTACATGTGGTGGTTCTTTTCCGTTCAATCTGAAAAC
AAAACCAGAATAAAAATACATTCTTGTAAGCGATGAANAATAGAATAAATTCTTAACTAT
TTATTTAACATAGCCTTGTTGAAAAATCGAAAACAACCAAATAAGAGCTTAAATCTGAAT
GCACATTCAACTTTCCACCCGTCTAAGGACAGAATGGAACAGCTGGGTTAAGTGGTGGCA
GCTACAGAGCCTTTCTTCTCGCTGAAGAAGCTCTTCAGCAGCATGACCTGACCAATGCCA
ATAACAAACAAAAAAACAGCCTCTCCCAAGGACCAGTAAGTGACCC
>BJ540949 ID   BJ540949   standard; mRNA; EST; 694 BP.
GAGCAGAGCTTGAATGCACCTCTATGCTGCTTTTATTCACACTAAACACACCAGGATCAC
ATCTTGTAATGCAAAGAACCACACGTCTGATCCCAGCATCCAGGTCACGTCCAGAAGATG
GGGGCGGGGCCAACAGCTGGGGGATGCAGCGTCTTTGGCTCAGACCGAACCCTGTCTGAA
CCTGAAACATTCACGCGGTGTGGGAGCAGCAGGACATTCACCCCACAGGTGAGCCTCGGC
TGCAGTCAGTCCGCACCTCCATCGCCTACGATGCGCTCGCAGGCGGAGGAGCGCCAACGC
CAGGTCACCAACCGGGCCGTACAGTCCAGACTCCTCAAGTTTTCTTTTAAAACCAAAAAG
TTTAAATAGCAATAAAAGTCGTCTAAACGTAGTAACTGTGCAAAAACAACAGAGTTGGAT
CTAAAGCTGGTGAGAAACATGATGATCATCTAAAAGAATGTCGTCACCTCCGTCGGGTAT
GAAGAAGGAAAGTCTCCGTAGCTCCTCTGTCAGACATGATCCGACCTGAACTTCAGCCGA
CCGCTAAGGCAACATGTGAACTAAAAGGAGAGCTGAGCAGATCCTCCAGCAGATTCAGGG
ATAAAACATCTACACACAAAAATCTACAGGGCGGTTAAACCAGGAGGGGCTGTGAGGATG
GTGGGGAACTGGTTTTCATGTGAACTTCACGTCC
>BJ540953 ID   BJ540953   standard; mRNA; EST; 250 BP.
AAATTGCTGCTCAGCATCACATCCGGAGGAAAATGCACAGGNAAGGGACCCCANTTCCTG
CTCGTACATGCTTGCAGCTTCCTCTGCACTGGACTCCNGCGCCNTTGAAATCCCTGCGTT
ACTAACGGGATAAGAGTCTGCTCCACCGAGCGAGTTTTGATTTCCANGCCGGAATCANAG
TTAGNGTTGCTGCACGGAGATGAAGCCATTCCCNCCAAGTTTGTCCTCTGTGCGATCCAG
TCACGATGTG
>BJ540958 ID   BJ540958   standard; mRNA; EST; 369 BP.
ACAAAGCAATTCTTAGNCAACTCTTTCAGCTTTTAAGACCTGCTGAAAAATAANACANAC
TTCAGGACTTTGTGTGCAAAATCCTAAATGTTTTCTATACCATCANTGGAGGCAACNCAC
TCACTTTTANACAAGNTGTGGCGTGCGTAGCTGATGCATTTTCACNATAAACAGANAANA
AATTTATTCATAAGGGANNAAAGTTTCTGTAAGGAAGCATTCAGCTCAAATGTAAAAAAC
GATNTTCTGAGTGGATCTCANNGAGACCAAACCATATNGATTGTATCTGCGGTNANTTTT
TGGNTAANGCAGATGAATTGCTGGTAAATCCAGACNGAANTATNCTGTCAGATTAANAAA
AAAAAAAGT
>BJ540974 ID   BJ540974   standard; mRNA; EST; 546 BP.
AACCTCACACCTGAACCTGTGCTGCTTCAAACTCCGCCGTGGTGAAGTGGTAAACAACCG
GAACTGGGGCTTCAACTCAAAAAAACAACAAAAAAAAAAGGCCACANACNCAAGTGAGTC
ACCCCATCANGCGCAAAAACAACCNATGTAATCCAATAAGCGTGCACANATNCTGCAGTG
ACCCAGGGCGCTCCTTAAATGATCAAATAAAGCGGACTTCTTGCAAAAAGCTTTGTGTAG
CAAACTCACAACACCTTCAATTTTTAAAGGACAACTGATCTAAAGTCTAGCAGNGGTTCA
TTGTATAACCATAGGCANAAGTACTAAGCTGTTTTTCAAGCCCCACCCCCNGGTCCAAGC
TCAACAGTTTGANACATTCGTATATCCGGCCNTTAAAATATGAACTAACTCCNNATGAAA
ATNAACGTTTGAAAGGTGATGTTATAAANATGATCTCAATGACAAAGCCCCCCCACAGGC
GTCTGTCTCCTCACACCATGAANGCTTTTCCTGCCTTTCCNCTTCACCGAGCCAGGCACC
ATCCNA
>BJ541009 ID   BJ541009   standard; mRNA; EST; 107 BP.
TTTTTTATTATTCATGTTTTCAGCGGTGAGGTCACACCGGTCTTTGGGAGCCCATTGGCG
GCTCCTCGGTCACTCTGTGTTGAGATCAATGAAGGAGGAAAGGGGGT
>BJ541015 ID   BJ541015   standard; mRNA; EST; 197 BP.
ATTATTTTGAAGTAAAGATCTGTCAAAAATACAGCATCTTCTTTCTGACCAATCAAGACT
GAAAGCATGCAGTGTTTAAAAAAAAAAAACNTTTTCNATGACNTGTTAAAAATCTGCAAA
AGGAAANACAANAGCNCTAAATTATGAACNCNCTTACCCAAAACAAAGTTTTTTTTTTTC
NNTTTTCAAAAANACCC
>BJ541022 ID   BJ541022   standard; mRNA; EST; 664 BP.
ATAACACGAAAGTCTTTGTTGAAATAATCTATAANCTGGCACAAAACATGAAAAATGACC
TTCAAAGNGTTTCACAGTGGCGTCAGTTACTGCACATGAATTTGTCTTTTTCTTTTAGCA
ATACTGCANACCTTTTGCTACAAACAGAATTTTTCATAGGGGTCAGACCTACCATGTTGA
GCTCATTTANCATTTTTCAGAANCCGACTGGACTTTTTACATGAACACAATATCTNATGT
CCTTGTTAAATTAAATGNGTGCATAGATATTGAATTGACCTTTTCAAAAAAAAGTTCACC
ACTAAAGTCAGTGTGCATTAACAAAAAGATGTAAATTCAATGTCAACCTAAAAGACACCT
TTGTTATGACTATAAGCCACAACATATATGTAATATATATTTGTTCTTTTGTCACTTAAT



TTTCTTTTATATTTCCAATTGTTTACATTGCATTAATGTGAACAATACATTGCAGTAAAG
CATTCACTGATCCCATAAAGTCAATAAAATCGTCTAAACTCTTGTAAACTAAAGCACCCT
TATGTATGATGCAAAAAGTGCATAAAATGTTGTTTCCCAAAATAAAGAAGTTATTTCCCT
GTTCAAACCAATACAAAATGGTATTTAAAAATGAAAAATTAAAGCTTTTAAAGGCAAGTG
ACTA
>BJ541026 ID   BJ541026   standard; mRNA; EST; 638 BP.
TAGTACAAAATAAAACTTTCCTGAACACAATGTTCTTGTTCCTCACACAAACACCTGCAG
CCTCAAACACCAAAGATCTTTGGGTAATTTCTGACGGAGAACGCAGCAATAATGCTGTGG
AGTATTAGTGACATCAGAACGGCTCTCTGGGTTTGTCCACAGTTTACGTGTCGGCCTCAA
AGGCCCTGTTGGACCTCCCCGCTGGTCTCGGTGGCAGAGGTCTGCCTCTTATGGTTCTGG
TCGACCCAGAAGTATCTGCGTCAGAAACTGTAGTCTGAGATGAAGACACAGGAACTCCAG
GCTTTTTCACCTTCTTCTTTCTTCTGGTTCTGGCGTCAGTCAGTTCTGGTTCAGTGTCTG
ACAGAGTGGGTTCGGACAGAAACCTGAGCTCTCCGGACGAGCTGACAGCAGCAGAGACCC
TGGTGGGCGTGGCCCTCGTGGCAGTCTCCTCATCCAGCAGTGCGTCCGTGTTCTGCTCAC
TGAAGTCTCTCTGATCCACAACGTAAGCGGACAGGAAGTAGCCCTTCAGGCCGCCGCGCA
TGCGCCCGAACCACCACGTCTGGTTGTCCTTGTGCAGCACCTGGATGACGTCACCGCGCC
GCAGGCTCAGCTCATCTGAACGACTCGCTCTGTAGTCG
>BJ541037 ID   BJ541037   standard; mRNA; EST; 537 BP.
ATAAGGCCTTGCTGTATACACCATTTCCATCAAGACAAATTATACATGAAGAACTGTTCT
TTTTTCTTTTTTACTTTACAGTACTTCATTATTTCACCCCCACTTATGTTTTTTTTTAGA
AGCTCTTAAATAGTGAGAGTGTTGGAGCCCTCTTCCTTTATTCAAGAAGAAATCATGCAC
TATACTGGGCCATTCTCTCATTTGTTCACAAAAAAAAATATATTTAAAATGCTGTGAATT
CTTTTTTATAATTAANATAACGCATAAAAAACAGATTTCAATCACCGCTGACTAAAGGGA
AAGTGTGTTANACCCCATGTCATACTGATCAACCAACAACCATCAATTTGAATGTACTTC
TGCTTTTTTTCTTATTTAACTTAACANACATCGGTCACCATCGTTGCAAGGAAAAACAAA
ACANAAGGGTTGCAGCCAATGAACAAAAGTCACATTTGTAAATTTGTTGTTTGTTTTTTT
TAAGTTACAACTTTGCTGCTTCACCCCCCCCCCCCCCCNTTTNCCCCNNGGGGNAAA
>BJ541056 ID   BJ541056   standard; mRNA; EST; 105 BP.
TGGGAGAAACTGAGAAAACTCCACCCAGCANTTAACCTACAGTAAAACCATTCGATCTNA
AAAAAAAAAAAATTTAAAACAAAATTAAANCCNTNGGTAAAAANC
>BJ541081 ID   BJ541081   standard; mRNA; EST; 212 BP.
GATTTTCTCCTTTCTTTCTANNTTGCGCTCTTCTTTTCCACAGCTCANGGTTCTCCTCGG
GGNTCTCCCTGANCTCCNTCNGCGAGTCCCNCCTTGACTTGGTGAATCNATACCTGGAAG
TTCGGAAAGCATCCGNGGACCCTGGGAATGATCCGTGACATGATTGCCCATTTCCCTTCG
CGCTGCGTGCTGGATCCCGAGGGGAGGCCGGT
>BJ541085 ID   BJ541085   standard; mRNA; EST; 331 BP.
CTAAATGTGCCACTCAGATAGGGAAGAGGTGTTACAGGATTCGCCCTTAAGAGGACTCTA
AATGGATCGTTTACATTTTTCTCTGTGAGGCCATAAACAAAAATGAAGGGACAAAAATAA
GAGACAATTTGGTTGTAACATTGTAAACACATAACATACATTAAATCAAAAAAAAAAANG
GTTANCTGNGACNTCAAATAAAANTGCNGGGNAAGTATNAAAAANTAAANANTTTTGACA
NCCTTAANTTTTTTTTCNCAAATAANANCTNGGCANACTTTTCTCCNCAGCAGGCANNAN
GGCNCCTAATTAACACANGGAAAAANCCTNT
>BJ541114 ID   BJ541114   standard; mRNA; EST; 674 BP.
CTTTTTNTTGACCAAATACTTATTTTCCACCATAATTTACAAATAAATTCTTTAAAAATT
GGACACCAGGCCGCCTCACATTCTAACACCACATCTCAGTAATTTATAGTTTAAAATATT
CCAACTGTTCTTAAATATTATTAGCATTGTTAGTATTATTATTTTTCCTTTTCTTACATG
TAAATATCACATAAGCTATATATGTTAATATAATTCTCTTTTTTATGTTGCCACTTGGCT
GATCGATTTGGCCATCGAGTTGATCACATAGAGATATGCTTTTGTTATATTGGACAATAT
ATATCTTATCCTTGTCTTGCAAACCATGGAGGGTGGGGGGGGGGGTTCNAGGNGTTTGAA
AAAATAAAAATAAAAAACTGGCCATGTTGTATTACAAATATNAAACTATATCTTTGTTTC
ATTGNATTTCANGTATGTGACAGTTTCTTTATTTGTTTGCAATAAAAACAAATTGAAAAA
AATAAAATAAAAAATTGGACAACGNGATTTTCTGGATTTATTTTCCATTTTGTCTCANGT
TACAGGCCTCTGTCATCTTTTCAAGNGGNAAAGTTTGCNCAACTGGNGGCTGACTTAATA
CTGTTTTGCCCCNCTGNANNANNNNAAAATTAANTTAAAAATTGATTTTCTGATGATTTC
TTTATNCANATTAT
>BJ541157 ID   BJ541157   standard; mRNA; EST; 752 BP.
ATGTCTGAACAAAGTTCGTCAGTCAAAGTCCTGTCCCGGTTTGTTTTTAGGTGATGTTCT
GTAGAAACACACCCCTTCCATTTTTCACTCAAGGAGAATCTTCTGGAACCAGATCTCTAA
AGCAAATAAAAGGTTCTGAGATGACCCATTGCAGGGTTTGGAAGGAGCCGCCTGCTGTCC
TGGGGTTATAAAAGATAAAGTAGCAGCCTGTTTTCTGAGTCTGTAATCGGACACCAGAAC
ATGACATTCTCTTCAGAAAGCTTTTTCAAGACACTGGAACAAGCCAGCATTTCCCAAGGA
ATAACTAATGACCTGGGTCATCTTTCTTGGTCTGCTTCACCACAACCCTCAAACTCTGCA
TGTCCCAGTCAGGCAACACTTCAGCCCACTGCCGGTCCGCCAGCCGGCTGCTCTCCGTGT
CTGAACTGCTGCCAAAAGTCACTGTAGTGGAGCGGTTCGAGTTGACTCCATCCTTCAACC



CCGAGCCAAAAAACAGAGCCCCTTCAGTTGTATCCAACTGTGCTTCTGGCTCTTTGTTGA
ACCAGGAACCATCTGTACTTTGGTCCAACTTTAACTCTTTATTTAGACAAATCCAGCGTT
TTGACCCAGCTGCCTTGTTTGAGTCATGGCCTCTGATCATGACATCATCTCCATGATGTC
CTTCACTGGATAGGGAATCAACAGCTCGCACTGATATGTTGTCAGATGTGGATCTGTTGA
AACACACGTGCTCTTCTGACCACAGCTCANTG
>BJ541173 ID   BJ541173   standard; mRNA; EST; 155 BP.
GAGCTGCACCCCCCCCCCCTCCAATGAAANAACCCCCAAGCATTTTCTTTAAATCTGAAA
TAAAAACACTCANATCAAANACAGACCCCCCACCCCCCACACACACNTACACACACANAC
TTGCAACANTTTTAAAATCTAAACNGGGATTTCGG
>BJ541175 ID   BJ541175   standard; mRNA; EST; 916 BP.
AATTTATTTAATTACCACCTCTCAATCTCAAGACCAAGTGAAGGGTTGACTCCTTTTGAA
TGTTATAGTCAGAAAGGGTTCTACCATCTTCCAATTGCTTACCAGCAAAAATAAGTCTTT
GTTGATCTGGAGGGATACCTTCCTTATCTTGAATCTTAGACTTGACATTTTCAATGGTAT
CATTTGATTCGACTTCCAAGGTAATGGTCTTGCCGGTCAATGTTTTAACGAAGATTTGCA
TACCACCTCTCAATCTCAAAACCAAGTGCAAAGTGGATTCCTTTTGAATGTTATAATCAG
AGAGAGTTCTACCATCTTCCAATTGCTTACCAGCAAAGATTAATCTTTGTTGATCTGGTG
GAATACCTTCCTTATCTTGGATCTTGCTCTTAACGTTTTCAATAGTATCATTGGACTCAA
CTTCCAAGGTAATAGTCTTACCAGTCAAAGTCTTGACGAAGATTTGCATACCACCTCTCA
ATCTCAAAACTAAATGGAGAGTAGATTCCTTTTGAATGTTATAATCAGACAAAGTTCTAC
CATCTTCCAATTGCTTACCAGCGAAAATAAGTCTTTGTTGATCTGGAGGGATACCTTCCT
TATCTTGAATCTTAGACTTGNACATTTTCAATGGTGTCGTTAGATTCAACTTCGAGAGTA
ATGGTCTTACCAGTGANGGTCTTGACGAAAATTTGCATACCACCTCTCAATCTGAGGACC
AAGTGGAGAGTAAATTCCNTTTGAATGTTATAGTCANAAAGGGTTCTACCGTCTTCCAAT
TGCTTACCAGCAAAAATCAAACGTTGTTGATCTGGNGGAATNCCTNCCTGTCTGGANCTN
GCTCTTAACGNTTTCNATAGTGTCGTTGGATCAACTNCCAGGTAATTGTCTTACNANTCA
TGGTTTNACNAAAATT
>BJ541195 ID   BJ541195   standard; mRNA; EST; 579 BP.
AGCAGGCAACAGCATTTTTAAAACTGAGATGATTTACATGGTAATGTCTACAGTTTAATA
AACATGAGTTCTAACCACATTGAATGTAGATACAAGGCTGGAATGACCATATGTATAGTT
ACCTCACTAAAAACAAAGCATTTACAAGAAAAAAAGGAAGAACAGAAGAAAATCAGAGGA
CGTGTTCGCCGGGAAATCTGCCATCTACGTGAAACACTTTCAAACCAAGGAAATTTAAGA
TCTTGAAGGCGTCTGCATCCAAACATTTAACAAAGGATTTTGTTTCGACAATGTAGCATT
TACTTTATGTCCACTTCACATTACTGGCCCTGTGCAAAAGAAATACATAGAAAATACGTT
GCATGTTAACAGCAGAAACAGTTGACTCAGCTTCCAAAAATAAAACAAACACCTGTTCAG
GAAGGAAGGGTTTTGGTTAGGTCTGCGAGGACGCCGCGCTCACTGGATCCCTGTAAAGTC
CTGAGGGGCTTGTGGTGCTGCACCCATCGCCTGAGGGTTGGCTGTACCGTAGTAAGCAGC
CTGTTGCCGGTAGTACTCCGCCCAGGCGGCGCTGTANTC
>BJ541217 ID   BJ541217   standard; mRNA; EST; 224 BP.
AGCAACTTTAGTGTGCACCGCGACGAGGAGATGCAGCCGCCTGGAGAAAGAGTCCTACAC
CTAACAAGCCACCAAATAAAGGAAAGCAAAAACAAAAAGCTGCTGGGCTCTAGAATTCAG
CTGATTTGATAGAAATACACAGATGATGTAAAGAAAACACAAAAAACTAAGAGGCAGAGG
TTTGAGGGAGTGATGGAGGAATGGGGGGGGGGGGGAAAAAANTC
>BJ541231 ID   BJ541231   standard; mRNA; EST; 132 BP.
GAACTTCATTTANAACCTTATAGAACGGTGAGGTCAGACCGTCCTCACTGATTTCCCCTG
AGCTTGTTCGGGACATTAAGTTCNNAAGGNTCTGAACTGTCNCNAGGCANCAGCGCCCCC
TGNTGGATGAAC
>BJ541245 ID   BJ541245   standard; mRNA; EST; 587 BP.
GTTTATACCAGCTTCTTTGTTTTTTGCAAATATTTATCTTTATTTTATATTTTTATACAC
AGTAATAGACCTAAAACTATACGAAAAATAATAATTCAGAGTAGTAAAGTTGGCCTTTTT
TTATGCAAAAATTACAAAAAAATTTAAGAAACAGTTTTTTTTTCTTTTATAAAAGAAAAT
CAAACAGATATAAATAAATAAAAAGCAACGATAAGATGAAAACTACCTAAAAACAAAATC
ACAATTATAGGTCTAAACTCGTATAGTTAAACCAAGAATTTCAAAGCTAATGACTTCATT
GAGACCTTCACAATAAATTTAGAATAAAAACTATAGTAAAGGTGGGTGATTTTCATCCCT
ACATCATTGAAAACAGCCAATGTGATTGCCTGATGCATCAGTGTGTGCAGAGCCTACTAG
GACTACTAAGTCTGCAAAGTTTTCCACTGAATAACAAACTGAACTTCTATCAAACTCTTG
TGTGTGTGGGATGGTCAAAGTACAGNCTACTTACAGGCTAATAGGCTATTAGCATGTGGT
AGCTAAACTAATCTGTCCTCTTTTTATTATTTGTCTTCTTTGATCAG
>BJ541264 ID   BJ541264   standard; mRNA; EST; 568 BP.
GGCAAATGGGACAGAGAAATAGACCACTTTTTTTTTGACAGGTGCAGTAATCTGCTGCTT
GACATTATGGTCCTTTTAACCAGTAAATCCGTCNGATGCATGTAAGATTTGCATAAACAA
GAACGATATCAACCATCANTGATTGTATTGTATTTGAAAGTTAAATATTATCTGTCAGTT
TACAGTGAGTGCTGACTCTCAAAAGTGTGCATCACAATTTACAAACTGTAAAAATCAATC
CGAANACNATACCTCANAGAANAACAAAGTCCAAAAAAGAGAAAGAAAAGTTTAAGCTAT
CGCTCTTTTCATAATAATGATAATGTAAAAGGCATGGCAGGGGGGGAAGCATGTTTTTAC



CAAAATACATCAGTGTTTCATGAANAAATGGTTGGCCTGTGAAAGAAGAGCTCAATTTCT
CACTGAAGATGAGAAACCCTTAAAATAGCANCTTTTTTCTTCAAAATTTACATTCACTTT
GTAAAATAAGAAGCAATTATTTGTTAAAAAAAAAANATTGTCTGGTAGGGGTCTTTTCCT
CCAAAACATTTTTGCTTTTTTTTTNAAG
>BJ541290 ID   BJ541290   standard; mRNA; EST; 432 BP.
ATGTTTATTAAAACTAACATAAAAAAAAAAGAAAAAAAGAATGATTTGTTCTACAAAAGA
ATATAACAAATTTTAGGAGCCGTTTTCGTGTGGATCTTCTTCCATGTCCTTCTCTTCCTG
GTCATTCCCTTCATAACCTTCTTCCATGTGCGTCTCCCCAGCTTCAGTGGTTTCCTCTTC
ATCCTCTTCTTCCTCCACCTCGGGCANACCTGTTATTGAATAAGTCCAAAATTAAATCCA
CGTCTGACGGATGTAAACNAAAATTGAAAATACAATGCTCAAAAAAATACAACACTCCNT
CGTACACCAAATTGAATTTAAAATTTTCCTTAAATGCTTTCCTCTTTATATAGTTGCATG
TGGTGACAACAAAACCACACANAANTTCTTACAGTAAATGAAATAAAATTAATTTTTTTT
TTTTGCCNATGG
>BJ541308 ID   BJ541308   standard; mRNA; EST; 327 BP.
AATCTANCACTTTTATTTCTACAACTCTACNANNGTGCTGGTTTATTATAAACCTACNTT
ATTTGTGTTGTTTTTATGANGCTTTTTTCTTTTCNNGACNTGTATNAGGGGTTCAACAGC
ANACTGCCTTGTTTTTGTGTTGTTTTATTTACAGCTGATCANGAATGAGTGACTATGATT
ATTGTTTGTCAAACATTCAGGNNAACTAAAGTTTGTTTGTGACAAAGTGCTTCTTTTCAG
ACATTAGAGGGAAAGTTGAAAGTGTTGTTGGGTTTGTTTCAAGAATTCAAAAATGTTTTT
TTTTTTTTTTAAAGNNNNAAAAATNCC
>BJ541311 ID   BJ541311   standard; mRNA; EST; 434 BP.
CATATTGTCATAGTATGGTACTGAAAAGTAAATTTAAAAAGAAAAAAAACCTGTTGCTGT
GTTCACTAAACGTATTGAAAATGGTGTTGGTTGGAATTAGAACATTTGTAAAGCTGTCTT
GTGAAATTTTGAGAATACCTGTATTCTGTGCCATAAAATCAATATCTAATTTTGTTGCTA
CTCCAAGTTAGATTTTTTTTCTCATTTTGAAGGAAATTGCTATTAATGGCACTCTCATGA
AGGATACTTTGGCATCAGTCATCTCCAGATTTTGTGGGAAATGTACAGAAATAAACAAAA
AACACCTGCAGTATTTTGTTTGAGTTGGAAGCTAATGCCACAAAATGTTTGAAAATGCCA
TGAATTGATGTCTTGTTTACTGACAGATGAAATAAAAAAAATAATGTTCCAACCAGAAAA
AAAAAAAAAAAAAA
>BJ541325 ID   BJ541325   standard; mRNA; EST; 608 BP.
AGTTTAATGTTTAATTTACATTCAGTGCAACATTTATGGACAATTCTGAAGCAGCGTCAT
TTGTAGAAGATTAGAAATGAAGACATGATGATGTATCCGGGCTCCTGAGCGGGATCGGGA
TCCTTTCCTTCAAACAGTCCAAAGTAGATGATGGTGTTGGACTCCAGTCCGCTGAGGTCC
ACCTGCTCGGTGACGTCCGTCCTCCAGGGGTCGACCTGCAGGCCGTCGCACCAGCCCCCT
CGCCCGTACAGCCACGTCCCGTGTTCGTTCGGCACGGCCCCCTCTCCCTGCATCTGGACT
TTGGCAAACACAGAAACCACTTTGGCAGGGCGCCGAAGTTTGACCTGCAGGTTGGCGGAG
AAATCGAACCACTCCGCCTGCCAGTTGATGAATCTGAGGCTCGGGTACAGGAACCAACCC
ATCTCAGCCAGCGCCCCCTGCTGGTCAATACCGACGAAGAAGTTCGGAGAGGGGGTGTTC
TGGAAGGACACGTCCACGGCCTTCCCCAGCCGCAAAGCCTGATCGACGCCNACCTCCAGG
TGCACCATGGCAGCCGGGATGCGGAGCTCCTGGAAACATTCATCCTCGACGCANTTCATG
TCCTGGAT
>BJ541338 ID   BJ541338   standard; mRNA; EST; 464 BP.
ANATGTCTTGAATTTTAATCCATTTATGATTGTTTGATTTATCTTAACCACTAANACAAA
AAAAAAAATCANTCAAAATCCTCAGCAAGAGAATTCTTTCCTGAAATATANAANCTTTTT
ATTTTACAATGTCAGCAAAAATATTTTACNTTTCCAATTTTTTTGTACAGTTTGTTAAAT
ATCTAANTACNCTTTTACAGCTTCAGNGTCAGTANAAAAAAATACTGGATCTCCAAATAC
AAAATGTAATGTCTGAGGCGCCNCAAAGCACCCGGCGACGGGCGAACAGGCGGAGGCNCT
CCAAAAAAATANATTTCTACTCCCTCTNAAACAAATGGGACTCTAAAAGCATGAAACCAA
AAACCCAACANGGCANCNTTTANACTTCAGGACAATCACTTTGGGATGATNCTNACGGGA
AGTCNTGAACCGAATTCCTAAAAGACGGANCGAACAAAANCAGA
>BJ541364 ID   BJ541364   standard; mRNA; EST; 617 BP.
GGTGTAAAAGAGTACATGACAGTGACACGGCAGCTGGCAAAAGTCTTTGCATACATTCAT
GTTTTTAATCCAGTTTATGATGCATGACGGTTCCNAGGAATTGCATAAAAGAGGCGTTTG
TCATGTAATTCTGTGGTTTGGGTTGAGCAGAACAGTGCAAAGGATTATTATAGATGTGTG
TAAAATGCAATAATCTTGACTAGATATAAGGAGATTAGGGTAGAAGAAAGCAGCAGGGAT
AATGATTCATCTTTACAATGAGACAGTGCAAAACATCGATCTGTAGAAAGGCACAGAACC
AAACTGGAGTGTTAAAGGATTCCTTCAACGTCACTAAGGCTCATACTCTGACGGATGGAA
AATGAAGATGTGGTTTGCTCAAGGGAACTTTACTGAGGGGAGCAGTAACGGCCCGCAAAC
AGAATGCTCATGGAGCTGTTGTGTCTGATGAAGAAGAGGAAGGGGTGGTCAGCGATGAAG
ACGTCAGTGGAAAAATTCTTTGCACAGCCNAGCATCATGNAGCCGCGGCGGTGGCGGCAG
CCGCCTCTGTTCCCTCCTCGTTGACCTCCACAAAAGCCTTGTGGAAGACTTCTGACAGCA
CCAGGTCATTGGCTGGA
>BJ541377 ID   BJ541377   standard; mRNA; EST; 421 BP.
TCTTTATTGAGTCAGAAAATTGACGGGAGAACAAATCAAACTATAAATTACAAATAAAAC



ATTCATTTGTCTTTTTTTTTTAAATCAATCCTTTCTGTTTGTGCGAAAACGGACAGCAAA
CGGTTCTGCACATTCAGGAACGTCTCANGTTAATTGGAACTAAACGTGGTCAGGTACCGT
GACGTTTGCAGCAAAATTCATTTGGCGCAAACACGTTTACAGTGAATCGTGGAGTGGCGT
GTAAACAAAGGCGGCGCCGTCTTCCTCGTAAATGATGGCCACGGCCCCAAAAGGTTGTGG
CGCCCCTGCGGCCGTCTGCANACACGCCCTCTCCAGCAGCTGCAGGCGCTCCTCGTTCAG
CAGGTTGCTCTGCCGCAGCTGGACCACCGNGCTCTCCAGCGCCAGCAGCTTCTCAGGNGG
G
>BJ541383 ID   BJ541383   standard; mRNA; EST; 214 BP.
GAGTTTACCATTGGAAGTTACCATCACAAACATGATTGTTTCTAANAAAAAAGTAAACAA
CCAACAAAAAAATANNGCTTAANAGCCTAGTTACCGGATTTTTTTTCTGGTGTTTTTGTT
TTTGCAGTCTGGTGAAAGAAAAAAATTAATTCACAATGAGCGTTAAGTGNAGAGGAGGGA
NAGAGACAGATTTTAAAAAAAAAAATAAAAAAAG
>BJ541395 ID   BJ541395   standard; mRNA; EST; 618 BP.
TTTATTTAGCTCTTAAAATACATCAAATGGCATAGCATTTCACTGTTGTGACACTGTTCA
AAATAAGCTTTTTCCTCTGAAAATAAAGATGAAGTTAAGGATTTAAACACCCATAACACT
ACTTGGCATTCCAGATGCCATTTGTCTTCATAACAAACGTCACATTTCTGTGGTACAATT
AGCCAGTCCATGCATCAAGCTTTGAGACGTTCATCACAAAAGACTAAATCCCAACAAGCA
ATTAGCAGTTTTCAGCCTGAAGCAGATTTTAAAGCAACTGCTTAGATGATGAAACACCGC
TGATCAGAAAATGACCAGCTGGATTGAACTGGTTTAAGACGTAAACTCCTCCCACTGAAA
AAACACACAAATCGTTTGGATTTTGCAAAAACTGAGTGCTATTCCTAAATCAACTTTCCT
AAAGTCAGACCTCATTTAAATGCACAGAGGAAGCCGCTAAAACGCAGCAAAGCTTTTTCA
ACCTAACTTTCACTCACATTGGATTTTTTTTTTGTACTTCCTTACNATCATTAGAAAAGG
ACAAGAGATCTTCACATTTTCACTCCNNAGGCTTTCCCACACGCAGCCCTGCTGTGCATC
GATNTTTACTTCACAAAC
>BJ541398 ID   BJ541398   standard; mRNA; EST; 225 BP.
TAATGAACTTTTATTTAGATAGATCAATTAGTTTAACAGTATACAATTCAATTCACCGAC
ACACTAGTGTCCTCACAGACATTAAACAGACTGTACAGTAGAAGGTACTGTATACTGCAA
CGTTNAAGTGCAGCAGGCAAAAAGAAAAAAAAAAACAAGTCAAATTTGAATGCANGTATT
TTTNGTTCCCTCTTTGNGTAAAAACAGCAAAAAGGTTGAAATGTA
>BJ541474 ID   BJ541474   standard; mRNA; EST; 915 BP.
ACTTTATTGATCCCCGGAGGGAAATTCAGTTGTTACAGCAGCCAAACAAGAAATATAGCA
GTTAGAAAAACAAATAGTCAGTAAAAATGAAAACAGTAATAAAAAGTGGAAGTAAAAGTA
CACGTCATGATTAAATAAGTAAATACAGAAGCAGTTCACTGTGTCATTCTATGGAGTAAC
TGCTGTTGGGACAAAGGACATCCTGTAGTGAATCATATATCAAAACAACCAAAGTTTTTT
TTTATTTTACTTTTCAGAAAAATTCATTTCTACACATTAAATACTCACTTGTGCCTCCCT
CTAATGAATTACTGCATCAATATGGTATGGAGGCCATCAGCCTGTGGCTCTGTGTACATG
AAAGGAAAGCTCAGGTTGCTATGGAGTTCATTAGAACATTGGGGTTTCACCCCAGAAGTT
TTAAGCATTAAAAACTTATTTTAAAATATTTAATTTTTCTGAGATACAGAACTTTTCCCA
TGTAAAATAAAGTCTTCTGCTGTGGTACACAGATTAAGAGGTCAACCTCTTATCAAAAAA
GTATAGAATTTAGAGTTTACACTCAGTCCTTACATTGTCAAGAAAAAGTCTTACAAGTTC
TCATGTGTCTTTTGAGAGTAGATAAATGATTAAAACTTTTTTTACATTCTTTACAAGAAA
AAGGCTTTTCTCCTGTGTGAGTTCTCATGTGTGTTTTGAGATAANATATGTCGCAAAAAC
TTTTACTACATTCTTTACATGAAAAAGGCTTTTCACCTGTGTGAGTTCTCATGTGTATCT
TGAGATTACNTACCCGACTAAAACTTTTTTTACATTCTTTACATGAAAAANGCTTTTCAC
CTGTGTGAGTTCTCAGGTGTCTTTTGAAAAAAAAATTTGACTAAAACCTTTTTACATTCT
TTACAAAAAAAGGCT
>BJ541501 ID   BJ541501   standard; mRNA; EST; 691 BP.
ATGTCGTTTCTCAGTTTAATGTTGGTTTTTTGGTCCTTTGGTCAGTGCTGATTTAACATC
TTTGGATCCAGTTTGATCTTCAAGCTCAGGTTTGAATCAGGACTTGGAGGAGCTGGAGGA
GAGGAGCAGCGGAGAAGACGCATCTCCGCCGGGCAGAGGAATAGTTAAAGGTCCATTCAT
CAGGGATGGAAACTGAGCAGTGAGGAAGGCGGGGGTCATGGAGACAGAAGGCAGAGCCGG
GCTGTTGAGGGCAATGGAGACGAGGTCACTTCCTGTAAGGAGGAGCGAGGAGGCGGGGAT
TTCCAAACCTTTCGGTTTCCTGCCTTTCAGCGGCGTGCTGTGAGCCAACCCCCTTCTCTC
TGACGCTGACTGGGTCTTTAGCCTCTCCCTCTCCCTCTGACCGGACGACAGATTCAGAGG
CTGGATGCCAGGCTCCAAATCATCTGCTTCATCGCTCTGGCTCCGCCCCATCATCCCCAT
GTGGGCGGAGCTTTGTAGTGGGGAGCAAGAGAGCTGAGAAGACGCCCTGGAGGGGTTGGA
GGAAGGGGGCGGGGTGTAAGAGCGGCCACCGTTGGTCACGAACCGGATGACCGAAGAGCT
GTCGTCATGACGATCAGATCTGGGCTCCGATTTGATTGGTCGCGGGTGTTCCGAGAGCTG
CTGCAAGGAGCTTGCAGGGAAAGANGAGAAA
>BJ541510 ID   BJ541510   standard; mRNA; EST; 521 BP.
AGCACAAGTCGANNAGGTTTCCACTCCCGCCACCAGAAAATAATATTGGCGAAACNATTC
AATGATGTANAAAGCAGAATAGATTTAGCTGAAATGCAAGAATTACCACTCTCTTATTGT
TTCTTTTTTACCCAAAACTGCCCCTAGTTTTACATCAATTTGTGCCTGAGAGATTCCTGA
GACCAGAACTTTGTGCACAACAGTTTGGTCCAAATGAAGCTAAAGGGATCAAATGGTTTT



TACACCTTAATAAAAAGATAGTTTAGGATTATACGTCCCAATGTTTAAAAAAAAACGCCT
CCNATTCCTGTTACGCCCAAAAAGTAGTGGCCCAAAAAGGACGCAACACAAAAATGAAGC
CCCATCTCCCTCCAGTCTCAAAAGCCAGCACACTTAANGCAAGTTAAGAGATTTATTTTG
ATTGAAACATGAGAGCTAGAGTATTTACTTCAGAGTGGACCTAGGCCAAAATAACAAACA
AAAATTGACCTACCTNACAAGAACCCAAATCTTACCTAGTA
>BJ541532 ID   BJ541532   standard; mRNA; EST; 104 BP.
TTCGGAGATNGGAGCACGTTNTTATNAAGGCNTAANANTTACCTTTGTTCTTCGTTTTGC
NCANTAATGACCACTTAGGCTTTTCAGGGCGGAATTCCTGANGT
>BJ541591 ID   BJ541591   standard; mRNA; EST; 114 BP.
TATATTTTGCTTTAAAACCATCACAATGGTTTAAAACAAAAAGGAAAAATGCAAAAAAAA
AAAAAGNAAATCAGGNCNCCTTTTTTTTTTNCCCCNTTCAANTGTTAACTTTGG
>BJ541618 ID   BJ541618   standard; mRNA; EST; 266 BP.
CATCTGTAACAGCATCGAACACGTCGGGCCAATTATGACCGATGAGACGCGCCGTTATGG
GGTGAGACTGTAGAAACAATGGAGGCATGATGTCACCCACAGAAAATGTCGAACCTCAAA
TCCCTCACCATCGCTTCCTGATACGGGCGCCGCCATGCTGGAACCAGTCGACCGCGACCG
GTCCGAGTCGCTCGGACCAATCACAGGCGACTGGCCCCAACAGGGCGGCNCCCGNATCAG
GANGCGNTGNNNCNNNNNNNNNNNNA
>BJ541626 ID   BJ541626   standard; mRNA; EST; 419 BP.
CAAACNCNCNCAAAGCCGGGGGGAGGTCNTTTGTACCCCTCANCGTCTCTNACTCAAANA
CNATNGNGGAAAACNCCCAANTGGNGCACACNGGCNCCNCGCCNCCNCNGGTCNAACCCT
CCGNGNGANCTGAAAAAGNGTTTTGGCGNGAACNTCAAAAACNCGGAAAGNGATTTCCNC
CAAACAGTAAAAGNGAGGCAAACANAGCATTTGNGGAGCNCTGNCNTTTAANGGAAAANT
CTANNAAAGCTGAAAAATATAAAGCANGGAANCNACTTTCTTCATAAAACNATAAATAAA
NATNGCCCTTGAAANGCTCNCCCNCNTTTTAAANAAAANCAAAAAANATTACAAANTCAA
NTTGAANGGGCAAAAAGGTNGGCTGTAATTTGGCTACAAAAAAAACCNCNCATTTTTGA
>BJ541636 ID   BJ541636   standard; mRNA; EST; 155 BP.
GACCGATACGGGTGGAGTCCTCNCGGGGNCCACTGTTGATGATGGCGNTNACNNANACCT
GGAGGGGATTCTCTCCNGTCNGCATGTGGATGATCTCAAAAGCGTGCTTGACGATGCGCA
CGGNCATCACTTTCTTGCCGTTGTTGCGTCCGNGC
>BJ541659 ID   BJ541659   standard; mRNA; EST; 603 BP.
CTCTTTAGATTAGACCAAAGACTAAAAATTAAAAAAGAAATTCAGATCACAGACGTTATA
ATCCAGTGTATTTCAAGTGCATTTTTTTTTCCCATTAAGACTGTATTATATATATACNAT
ATNTCACCATATCANTTTCTTTCTTTTTTTGTCATGTAAGCCTAAGGAAAAAAAAATATT
GTAGTTTCTTAGATAATTCATGTAANCTGATGGAATGTTTTANATGGAACAAATGTGGTA
CGCCTACCATCAAAATGACAAAAAAAATAAAAATAATCAAAAACGTCAATTGAAACAGTT
GAGTCTGACTACCACTGATGCANGTATAAATTAATAACGTTTCTTTCAAATAAAGAGAAA
GTTCCNACGNGGATTTTTAAACAGTTGGATCCTATTTACGTGTCACANAACAACATTCAC
AAATCCANACCACTTGAATCACAATCGATNAANGTATTTACNGTATAAACATGGGANATG
NGGGCTTTCTTTTTGTTCTTCATTTTTTCCAGAAAAACAAAACAAAACTGTATGGGGATT
TATTTTGAAAATATTCCAACTGCTGCTGAGGTGGCCTTTTATTATTCCTTTTTTTTTTTT
AAA
>BJ541688 ID   BJ541688   standard; mRNA; EST; 698 BP.
CAATGTTTTATTGAGATATTCATTAATTGATCCATGTCGACGTTTTCTCTATGATTTGCA
TGTCTTTATTTTACAGTCAGTTTCATATTAATGTGCAATTACCTTGGATAATGTTGGGTC
ACAGTTACAGGGCTTTCACAAAGTTATTGGCACTTGGAACACAGAAAGAAGGATGAGCAG
TACACGAGGTCCACTGGCGCTACAGGGTTACAGAGGCCAAAGAGCAGGGGCTTGGAAAGT
TGGCAAGACTGGTTACTTCCAGGTTGTGAGGAAAGCTGTGTTTCTGGGTAAATATATGTC
ATGCTGCGAGTGCACAACAAACAATTCCATCTGTGTCTCTATATATNATATACAGTATTT
ATCTTTACATATATATATTTATATATGTACTGCTTAGTGACAAAATAAAGACTCCTCATA
CTGTGCCACACCTTTTCCATTCAAGTGTGTGAAGGTCTAGTTTGTTTCTTTATAGTAAAC
GGAGTACATAAAAGAAATGAGCTGGAACTAAAAAAAAGCACTAAAGTTCCCAAACAAGCA
CAAATAAAACACGGCTGCCGCTCATACACACAATAAATATGAATTCATGTGCACGTAAGA
TCTGAGCAACCTGAAGGCTGAGCATTCAGACGTACCACACTGACACCTCCCACCTTATGG
AAAAAGANGCACTGAATCAGTGTTTTGAGCTTGTAGTG
>BJ541709 ID   BJ541709   standard; mRNA; EST; 298 BP.
TGTAGTCGTTTATTATACATTTTGACAACCATAAGCATCAACAATTATGTAATTTGACAA
GGAACCCCCCCTTAAACCATGTGGACTTTTGCCCTTGTGGCCATATTTACAGAAACAATG
AAATTCAGAGGTGCATGTAAACAGTGACTCCACTATCCTTACTTCATGTTGACTGTTGCT
GCTCGCATACGAGAACAGGATAACACAGCTGTTGGTTTAATGCACGGGGACCGGGTTTAT
TTACAGGTATTTTGAGATAGGAAAATTCCAATATTACAGGGGGGGGGGGNNNGTTNNA
>BJ541732 ID   BJ541732   standard; mRNA; EST; 315 BP.
CGGGTTNGGCAAACCCCACAAACCCTNAACAGCATTANCGGANCNACTTTAANANACCGA
TNGAACAAAACCNAGGCAAANCCAANGGNCNCAATCANNAAAACCAAANTTNTNGCTNCA
AAANCCNCAACAAAACANTCACCTNCAGTTTTCAGGGCNNCCAAGNCANCGNGNATAAAA



NCNCTTTTTTTNCCTTTACTTTTGNACAAAANGNANNANGTNCTTGAAAGCTNAAAATTT
NCCNCTNAAAACCTNAANNCCCAAATTTNCCNCNCAAACGGNGANTNAANTTGACAAAAC
NCTCNAAAACCCGNA
>BJ541740 ID   BJ541740   standard; mRNA; EST; 472 BP.
ATTGTTCTTTTTCGGGTTTATGACAAATGACCATTTATAAGCAGACAATGGAGGTGAACT
TCAGCAATAGGTTAATATTTTGTTTAAATCCCACTGTTAACCCCCCAAAAAGGGAACTCC
AATCATCAATATTACAGGTTTGAGCTTTCACTGTCAACATGTGAAAAGGTGGCAATATAT
GCCAACTTTGATAAAAAAAAAAAATATTTCCCCNCANAATTTGAATCTTTTCTTTACNCT
TAACTCTTTCCNGTTTGAATGGGGAGCTTAAACANATNGACNGAAAAAAAGGAACATGCG
AGGTTTTCCTTACNTGGAGCCNNAAACTACCGAAGGGCTGATGAAATTAAAGCAAACTGA
TAACCTGATNAATGCCTGTTTAAACNGCCAAGCCCAGTGACAANATCAAATAGNGCCATA
AAACATAANGNGCTGCACCNCCCCCNTTTCCCCCAAAAAAGAANAAAAAAGA
>BJ541747 ID   BJ541747   standard; mRNA; EST; 152 BP.
TTATACCTTTGATTAAACAAAAAAAAAAAAAANNNNGGGGGTTTTNNNGGAAAAANNNNA
AAAAAAATTTCCAAAAGGGAANTTNCNAAATNNCNCNACNNAAACCTTAACCNAAATTTT
TTTTTAAAAAAAAAGGGGAANAANNTTTAANT
>BJ541761 ID   BJ541761   standard; mRNA; EST; 412 BP.
CCTTCTTCNACNCTTCNGACATGTGCTCCTGAANGACGTCCAGCCTCCTGTANCGACCAC
GCTCCANGTTCATTCNGATTATTTCAAAGTTGAGAGGTGGTTTCTCANGGGCAGCANGAT
CCACAGCANGAATCTCAGCCAGAAAGTCACTATNGCATCGGCACTTCTTGTTCTGGTGGC
TCATTACNGAAACATANAGGTCCCTGAGGAGCTCCNTGACCCGACTACCCACTGGCGGTG
GCCCAGAGTCTTCCTCANTGTATGGCATCATGTCCTGNTCACTTGACCGAGAACTTTGCA
TTTGAGGCATTGAATGTGTCACAGGAGAAAAAAAAAAACAGCGAAGCTTCCTCCGGNGGT
ACATANAGTTTCCTGAAATAGTAAATCTCACCCNCCACCACTTTGGCAGAAT
>BJ541781 ID   BJ541781   standard; mRNA; EST; 678 BP.
TCTCCCTTAGTTTATTTAACTTTATTTTACAAAGTCTGTAGAATTAGAAATTTGTCAGTG
CAGATGCATAACTTGGTGGCTAGCTGTGTCTGCAGAGCAGGACTCCAGGTATCGGGGGTG
GATTCACCGTGTTCGGCCTGGAGCCCACTTCCTGTCCTTCATCACAGGAGCTCAAGATTG
GCTCACAGGTCTGTTCCAGTGAAACAGTCAAGTGGAATACTTCCACCCCCCATTAAAACA
GGAAGCTGGTACTGATCTTTGACAGAAACAGTGTTCATTTGAAAGGAATACAGGCAAAAG
GTTTTGCCAACTGAAAAACGTGAGCAGAAAGAGGCAGCTTCTTCACAGCCACAAAGCAGA
GCGGCTCTGGTCCAACCAGGACGACCACGGAGATGAGAACTACACTGTTTGTTTCAGTGC
TGGTTTGTGACGCCGCCTGGACTTAATGCATCCTGACGGCGAGCAGCCGGATGTCCCCCA
GCACCTCCNGCATGTCGATGCAGCTCAGGTCCTGCACACGGTGCCGGTACTGCAGCTGGT
GCTGCCCGTTTACAGCCAGCTTGAAGTGCTTGCAGTCACAGAGGATGATCATCTCAAAAT
ACTGTCCTGCANAAAAGGGAAAGCAGTCCAGCTCGGTCTCCTCAGGGCCCCAGCACTCAN
ACAGGAAGGAGTTCCTGA
>BJ541782 ID   BJ541782   standard; mRNA; EST; 504 BP.
TTAATGAAATAATAATTCCAGACTCTCTGTACAGCCTTTAAGCAAAGCAAAAAAAAAAAA
TATNTAATTANTTTTGGAAAAAGCATCATTGAAAAACGTTNTAAAAAANTGNGAGTTTTG
CNTTTCAAATTTGTTTTAGGCATAATTTTAAAGCAAAATGACAACTTTGTTTTCNGNACT
TNGGTANAANCCAAACAATGATCCCTTATTTGAAAATTTTCACNTTANTTTAAAACNTGC
AACAGTAAATAAACNCCAGTTGAANGTTTCACTTTGNCCTTCATTAANTTGATGCANNAA
AAACAAACAAAANTCCCNCAGTTCTNACGGGATAANGTTATTTACAACTCATTCCTGAAA
AGNACATAANGTTTTTCCAATCACTGCATCTTTNTTTGCTCNGATGTAACAGTTTANTTA
ANTAAAAATAAAAAAAAAACCTGAGCTCTTCTNANCCTTTTGCATTTTAAAACCTTGTTA
CNTTAAAATGACTTGNATTTGANA
>BJ541801 ID   BJ541801   standard; mRNA; EST; 614 BP.
AAGGGCAGCAACACAGTGCTCCACGTCAAAACCTCTGAAGAATGCATTATTATTGTCCAG
GTATAAAGCAGGCCCAAGTCTCCCGCTGCCACAAACAGAGTGGAAATTTGCTCCTCTCTA
CACAAGACACCAGCAGTGATAGCAGCAGCCAATACAGAAATCACAAGAACGTGGCATAGT
GGGCAGAGAAAGAGTTACAAACACAACCGGGTTTCCTCCAGCGCCGTTAATTTAGATTGC
AAGCTTTAATGGATCTTCTTCTGTAATACCAAATGGAAGTCCCATAGGAAAGTATTACAC
TACTTTGATCTTCAGTTGAAAGTTTCTCACTATAAAATATGTTGAAAATTATGCGGAAAA
TTAGGTTTTCATTCTAGAATTGTACTTCAAGTTTAGGTTTTGGGAAACTCAGTCCCTTGT
TTCTGTTGGGAAACTCCCTCCAGACTGACAGAAGGTGCAGATTTGTGTCATGTTCGATTA
AGGCACCTGGTTTAGCAGGCATCGTTTTTTGATTTTTTTTTTCCTTTCTTGTAAGTGTAA
AAACCAAATGCAAGGAGTGTCATGTGAATGTAATAAAAGGAGGAGGGAGGAGAGAGAGGG
AAAAAAAAAAAGGA
>BJ541812 ID   BJ541812   standard; mRNA; EST; 217 BP.
ATAATTTCCAGAGAAACATCCGGACTCCGTCACACATTCATCCTTTATGATCTGAGGTTC
TCATTAAATAATCTTTACAGTTTCTTTTATTGCATCGTCTCGAAAACTCAAGGCCACGTT
TCTGTGATTAACAGTCAGCTGATCAAAGCTACACACAACACGTAAAGGGAAAAAAAAAAA
AAANGGNCNNGNGANTTTAAAAAAAAANCAAAAANNG



>BJ541814 ID   BJ541814   standard; mRNA; EST; 663 BP.
TNTCTTTTTATGATGTATTGGAATTTAAGCGGCATATTAAAGCTTCCATCACAGTCTACA
CAGATGAAGCAACAATCGTCTCTGAAGCACTTGCCAAGTCCAAAGTAGAGTAAACAAAAT
ATCACTATTCTCTTAGGGAACATCTATGAATAAATATGAACGGTTAAAGACTGTGATATT
TTGAAGTCACATGTTGTCAGATTCCTTAAAGAGAACAAGTTTTCACGTTCCTCAGAGAAA
CAGAAGAACATTCAAATCCGGGAAATCTACAGAACGTCCCTAATAAAATCATTTTAAGCC
AAAAAACATTTATCCTCACCACTTTAAAAATGGCCTTATGCTATGAATTCAAACTCCAGT
CAGGAAGTTCTCTTCAAAATAAGAGGGGGCCCAGAATGAAGCTGCTTTACATTCATTCAC
TTTTCAGAGCCTGAAACTGTTGACCTGACATCATTTATCATTGGATTCATCATTTTAGCT
TCTTAAAAACCTCTTCAACTAAATTTCATAATCTAAATATATATNGTAAAAATTTCTTTC
TAAAACGTGTAAAGTTTGTGTTCAGCTTTCTGGCTGAAAGAACACCATAAACAGGAAGAG
AATAAAAATGTTTCCTGCATCANACTGCTTTTACTTTGAAAGGGTCATGTACAGCAGTGG
ACC
>BJ541815 ID   BJ541815   standard; mRNA; EST; 689 BP.
TAGTTACCAGCAGCTTCTGTTCCAATCAACTTGTGGCATTTGAACAATGAAACAGTTTTT
AAATTCAAACTTAAAGAGGCACCGTCCTGTGATTTAGTTAAATGACTATGCCACATTTCT
TTTTCCTGCGAAAACTTTTGCGATGGGTTTTGATCAGCATAAGCCAGTCCTTCAGAATAG
AACTATGCCTCAGAGTGAATAACCCGGGATGGGAAGAAGATGCATGGGAGGCAGTTGCCT
GCTGCTGCCGGCACACGTCTTGTTTGGCATCCTGCACGACCATTCATTTCTTCTTCTGGG
CTTTCTCTGCAGCCTTGGTCGTCTTGCCGGAAATTTCCTTGGTATCAACAGCCTTGATGA
CACCAATGGATCCTCGTTAAAGGATTTAAAGTGTACTCATTCCAATTACAGGGCCTCGAA
AGAGTCCTGTATTGTTATTTTTCGTCACTACCTCCCCGAGTCGGGAGTGGGTAATTTGCG
CGCCTGCTGCCTTCCTTGGATGTGGTAGCCGTTTCTCAGGCTCCCTCTCCGGAATCGAAC
CCTGATTCCCCGTTACCCGTTGTCACCATGGTAGGCACAGAAAGTACCATCGAAAGTTGA
TAGGGCAGACATTCGAAAGAGACGTCGCCGCCCCGGGGGGCCAGCGATCGGCTCCNGGTT
ATCTAGAGTCACCNAAGCGGCCGGGGCGC
>BJ541833 ID   BJ541833   standard; mRNA; EST; 655 BP.
AGGAGGGCAGAGAGGCACAGTTGGTCCGAGAGCTCCGTGAAGGATGGAAGAAGGAGGAGG
AGGAGGAACTAAAGAAGAGGCAGTCCGGTTCTTGCACCGAGGCTGTGGATTGCTGTGGAT
CCGTGAGAACGCGCGGCGCGCCGGGGAGCTGAACCAAGGACGCGCCGACGGAAGCTGCGT
GTGCGTGTGTGTGCGTGTGGGGGGGCTTTTGATCGCACCTTTTCAGCAGAAGCTTAAAAC
GGCAGAGGAAAGACGACAGCCTCCATTCAGCACCAGAGGGATTTCTCTCCTTTTCTTTAA
GATCCGTGGAGAAACCATTGTGCGTCTTAACTGAAGTCTTCCTTTAAAAAAAGCATCGGC
GCAGGTGCAGAAATGGCGCACTTTTGGCGCTTATTTTTAATTTAATTTTCTTTTTTTGGG
GACACTTTTAAAAAAAGCTTTTTTTGAAAATCACCCACGTCAGGAGGAAAAGCCACGGAG
ATGACCTTTCACTAACAACTGCAGTGGACCTTCAGCCATCTTAAGGGCCTACAGGGATGT
GAACAACTTCAGAGAAACAACAAGGAGGAAGGAGAGAGTGAAAACAGAGGGGCAAAAGAG
TCTAAATGTCACATTTTGTTGAAAAATATATGAATTGATTGTGTTTTTCCTTTGA
>BJ541866 ID   BJ541866   standard; mRNA; EST; 433 BP.
CATTTGTAAAAATTGTACATCCAACCCCAGTGTGGAACTTTAAGAAAAGTTCAGTTCTTT
TACAGTCAAATTTATTCAGTAAGAAAGATCCATAAAAACAGATTTTTGTACACGTCAGTG
ACTTAAAGAAGCACTTAATGCTACAACACAAACCCTTCTCCATTATTAGAATATATATGA
TCACATTTGTTTTGACACCACAGGCTTCTCGTCTCTTGTGGCTGATGAGATTTTAAACTT
GGAACAACTGATGTCCAAATTCAAGCAAACAGAANATAGACAAACAGAGATGGGCTGTGA
ACAGCCTAGCTAGCACTTTTAAAGTAAGCTGCAAACATCATGAAAAGAAAAAAAAGAAAA
TACTAAAAAGTTTTATCTAAGGCCTCAGCAAGCACTGTACAAAAAAAAAAAAAAATTGGG
CNTTTTTTNTTCG
>BJ541901 ID   BJ541901   standard; mRNA; EST; 514 BP.
TCATAAAAATGAAGAAAANAGTATGTCCCATAGNAATTANTAAATTGCTTGGCTAAAACG
ATGCAACACTTCNAACTTAAATACAAGAAATAGGACCCAGCATGGTCATTTGGAGAAATT
TTATGAATGATCCTGCGTGTAGACAGCGCTTAAAAACGGGGCTTCTTAATTGGGCCGTCA
AACTCCTCACGAACTCTGCCATACCCAGCAGTGCCGGGACCCATTCCCCTCTGAGCGCTC
TGGGCAAAGCGCTCATTGAGCATTTCGTTGGCCATCAATCCTCCTGAAGACGATCCCATG
CCCTGCTGAGCGTCAAAGCCAAGCCCGCTCATTGGGAAGTTCTGGCTGGATCCACCAAAA
GAAATGTCTCCCATGCCCAGAGCTCCAGCGGAATGCATTCTCCCTCGTGCCGCCTCGTGC
CGAATTCGGCACGAGGGGAAGGAGCGCACGCGCGCGCGGCCCGCCGAACAAGAGAGCAAA
CAAACAAACCAACCCACCNACNACCAACCNNGAT
>BJ541920 ID   BJ541920   standard; mRNA; EST; 454 BP.
TATGAAAAAAGTTCTGTCCATTAGAAACCAGCGGTCACACAGACACTCTACTACAAAGAT
CTGCATAAAGCAACAAGTTTAGCCTACACAACCCTGAAAAGACGACAAAATCTTTGGATA
GAGGATATGCTTTCCTTTTTTTTCTTCCATTTCACTAGAAAATTATTGGACCTTCGAGAT
ACAAACACAAAATAAAAAAGCGTTTTCTAAAATGACAGATACACCAAAGGAGAATTTTGA
CTTTTTTTGGTCATAGCAAAAAAAAAAATCAACAACAAAAGGAATTTATAAATAATTAAA
CTGCCAATGGAGTTTTGTTTTGNAATTCTTTTTTTTTCAACTGAAAACCTTTTAAANAAG



CAAACNTTACTGAGGCCACTTGACCCCAACCTCGAAGNGCTTTTGTTGCCNTCAGTCAAC
AGTAAACNTTANAAAAATAANAACAAGCAAACAA
>BJ541935 ID   BJ541935   standard; mRNA; EST; 244 BP.
AACTTAGAACAGCTCAAATATAAAACATCATGAATCAAGCATTTAATCCCAACATCAAAT
ACAGCAGCTTTTCTTTAAAACCTCTTAGCAGACCTTTATTAAAAAAAAAAAAAGGAGTTA
ACCTCAAACATCANTTTAGNGGAAAAAAAAAATCCNCCATGCTTGCATTTGTACTATCGG
GNAAAAACTACAAACAAAAATGTTTGTTTACCAGGGCTTTTTTTTTTGTTCNTTCAAATT
NCNG
>BJ541955 ID   BJ541955   standard; mRNA; EST; 160 BP.
TTGTTGCGATANAANTTGCCANAAATGTTGATGCCTTCACATCTCANTATNACCACTTTG
TGCCCCANCANAACTTGTTTANCCNCAATGGCNNCCANCCNGNCCAATANATNACCCCTG
CCATCTNTNANCANAACCTTATCTCTNTCTCTCTCTCTNT
>BJ541988 ID   BJ541988   standard; mRNA; EST; 113 BP.
AGAAAAAAAAACCCNCTGCGGTGCNAACAGNCCTCTTCNGTTAGNTGTTACNNAGGAGAC
TGGTTTCTGGACTGCTGGCATCACATGTCTCCCCANTAAGGTAGGATCACNGG
>BJ542013 ID   BJ542013   standard; mRNA; EST; 364 BP.
CATGTTTTATTGAAATGATTCTGTGTTATAGGACATTTAATGGACTTAACTTGGTATTAA
ATGCGTTCAAAACCAGGAAACCGTTAAAAACACTCCAATATCATCAAGTATCANGGATTA
CACTTTCAAATAAATAAAGCCACCTCCTGTAAATGTACACTATATCCNCATAATTTAAGG
CAAACTGTAGTTTATGTCNCCNGCCTAGTAAAACAAACATGCTTTAGTCTTTAAAAGGTT
CAAACAAAACTGCTGGAAAATAAAATAAAAAAAAAANCANTANCCCGNCNNTAAAAAATA
ANTTGNAAAAATNTTAANTGCTGCAAAAAACAACCCAAACCAAAACCCGTTTCTTTAACC
NGCT
>BJ542023 ID   BJ542023   standard; mRNA; EST; 656 BP.
AAGTGCATCANAACCGCAGCAGCTTCATCTGGGTTGCAGAGAGCTCCGCCTCCAGGAGGC
TGCAGCCAAACCAAGGCCACAACTCTTCCACTTGAAAGGACTGGAGCCAGGTCAGTTCAC
CAACGAGCCACTAGGAGGCCTCTAAAATAAGATCCCCATTTTCTAAAACTATTCAGTTGT
TATTTTCTTCTCTTTGGTCACAGATAAACCTGGACTTTAGTTTGAAATCAATACCTAAAA
GGGGACGGAGTCTTTTGATTGATAGAATATTCCATTAGGATCAAATTTATGGCACGAAAC
AGTCGTCAGTCAGATACGGTAATAAAAATTAGGAGCTTAACGCTTAACTGGTCTTCACTT
GCTGGTTTCCTGACATATTTGTGTTTAGAACATTAAAGCTGTGAGGAAAAAGGACATTTT
TTGCCAGAATTCTTTGTATTTTTCTCTGGTTTTCTGTCCTAAATTCTTGTATTAAAAAGG
AACATTTTACAGAATATTTCCCACAAAAACTCCCCCCATGAGAAACAGTCAAAGTTTCTG
CTTTATTACAGCAATTATNATGAAAGAAATGCAGCCNGATTTTTACCAGATTAAAAGCTC
TCAGAGGAAACATTGGAGAACAGCANAAAACAAGAACAGCAGACATTCCATGAAAG
>BJ542027 ID   BJ542027   standard; mRNA; EST; 534 BP.
ATGTTTCTTTATTGTTCTACACATGCGTCTATACACAGAGAGAGACGGTGAGATAGGACA
CCACCTACTGAGGAGTTATCCTGGATACCAGGTTGACAGTGGTCAGAACAGGAAGGCACA
GTGTCAAGTTGAAATGGCACAGAAAAAAAGGGGGGGGCATTATTAAAAAGCAGAAAAGAA
GGGGGGGGGGTCTCAACTCACAANCAAATGCAAGCCAACTCATTACAATGCAAACTCTGC
AAGGTTTCTTTCAGTAACACAAATTTNACAAAATTGCACCTGAACTAAATCCANATTTTA
AATGCATCANTTTTAACTCGTCATAGTAAAGTAACTTCATGGTTTAACTTGTTTAATTCA
TTAACACTAATGAAATGCGTTGTTNTTATCTGGGCNTTATAAANATTACCCNCAAAAAAA
NAAAACNCTCTGTACNTGANCGTCAAAAACCATTTATGTNTTGAAACTGAAAAATGAAAA
ACACTAATGTCTGTTTCCACAAGCAGGCAGGCANCCTTNTNATTTCAAGGCACA
>BJ542033 ID   BJ542033   standard; mRNA; EST; 175 BP.
GATTTGCATATATNAAGGAAATAACAGCGACAGTTTGAACCACACAACTGCTGTACATCT
GTTTAGCCGGCCTCATGCAGTGTCTTTATGACTCCCAATTATTGCCTACTTGAAGCTCAN
ATAAACTGTCTTGCCTTTATGTCCTTAAAGTCTGNTTTTCTTTTCNGAGCTACAA
>BJ542039 ID   BJ542039   standard; mRNA; EST; 701 BP.
GGACACAGTCTGGTTGCTGCTGGCGGCGTCGGACACAGTCTGGTTGCTGCTGGCGGCGTC
GGACACAGTCTGGTTGCTGCTGGCGGAGTCGGACACNGTCTGGTTGCTGCTGGCGNCATC
GTGACACANTCTGGNTGCTGACTGGCGGCACTGGGACACANTCTGGTTGCTGCTGGCNTC
CATCGGNACACANTCTGGTTGCTGCTGGCGNCATCGGACACAGTCTGGTTGCTGCTGGCG
GCATCGGACACAGTCTGGTTGCTGCTGGCGGCATCGGACACAGTCTGGTTGCTGCTGGCG
GCATCGGACACAGTCTGGTTGCTGCTGGCGGCATCGGACACAGTCTGGTTGCTGCTGGCG
GCATCGGACACANTCTGGTTGCTGCTGGCGGCNTCGGACACAGTCTGGTTGCTGCTGGCG
GCNTCGGACACAGTCTGGTTGCTGCTGGCGGCNTCGGACACAGTCTGGTTGCTGCTGGCG
GCGTCGGACACAGTCTGGTTGCTGCTGGCGGCNTCGGACACAGTCTGGTTGCTGCTGGCN
NCNTCGGACACAGTCTGGTTGCTGCTGGCNGCGNTCGGACACANTCTGGTTGCTGCTGGC
NGCATNNNGANACAGTCTGGNTGCTGCTGGCNCNTCGANACNNTCNGGNGCTGCTGGCNG
NNTCNGAAACANACNGNNTGCTNCTGGCNNNTNCNNANANA
>BJ542046 ID   BJ542046   standard; mRNA; EST; 186 BP.
ATTGCTTTGACAAAACTGCCTTCTTCCACCAAAGCAAAGATCAAACGGAAGCTCGTCAGG



GTTGCGCAGCTTGCTTCCGTTCTCGATGGCTGTAAAAGCGTCCTTGGNGTCAAAAAAAGT
CACAAACCCGTANTTGTCCCCNTNATCTCTAANGCCTCGTGCCNATNCCTGCACCCCGGG
GGATCC
>BJ542053 ID   BJ542053   standard; mRNA; EST; 574 BP.
AATCTAAAGGGGGGGGGGNGCACCCCTTCCTTTCCCTTGGGTNGNGTCTGCAGCCNGTTG
TTATTCTNGCTGCGCTGCAAAGCCNTGCTCACTTATTGTCTGCACCCTTTTGCTGCACAG
CACCCCAGGCACAAGCCTACNTACTCTCTAGGCATCTGTCACAGTTCAATCCTCTNAANA
TTACAAGTCATTTTGNATTCTGCCACAACAGCTNACAGCTAATTATATGTCTCAAAAATN
ATATATGTGCTGTNGGCAAAAAAGCANGCAATTTGCATTTAATTAAANGTTCTAGGCTGA
ATAAAAATCACTCAGNAAAGGTTGATGNATTTACAGNGNCNCCTTTCTTTCTTTCATCCC
ACGGCCAGCAANGCTCANGAATCCGGTTGAGCTGNGNAGTTTTTTCCTCCNGNGAGGGCT
CACCTGTGCACAGGAAAAGNGCGGTGAGTCCCACGCACTGGCNCGTCCCCNTGTCTCTTT
TTTTTCTCTGCGGGCTCGTTCGNATCAAACCTGCGGGNAACTCCCTCAAGGNAAAAGGGC
NCAACTTTTTTGCACACTATTTATTCCCTTGGAG
>BJ542057 ID   BJ542057   standard; mRNA; EST; 313 BP.
AGTGAACACAGACNTNCTNATACTTTTTACAAGCCTCTTCTCTTCTTTCAGTAAAAACAT
TCANAAAATTGCATCATCATAACTTAGGCACCTTANAATATGTNAAAAAAAAAAAAAATG
CCCCCAAAATGACTTGTAAGCNNGCNTTTTTTCAAAAGTNTTCNGGNCNTTCAACAAACN
CTCTGGGGCTGCTNAANACTTTTCTGGAAAAACNTCTAAGGGGTTTTCCAAACCCAGNCC
NCCNGNGGGAAAAAAGCANNCCTGCTNAGGCTGANCAAACCGNCGGANNTNTNAAACAAA
GNANCCCTNGGCG
>BJ542129 ID   BJ542129   standard; mRNA; EST; 329 BP.
CATTTGGGTAAAATCTACTTCATTACAATGATAGTACAAGAAAATAGTATATTATACTTC
AAACAGTTCTGACGTGGATGGACATCCTTCACTCCCTTTAAGGATGAGTAAAAAACAGAA
GAACTTGGAGAGGACGGTGCTGAGGACACGTGCAGTGTCTCTCTTGACCAGCAGGGGGCA
GATTTGCCCGCACCCGTCAGAAACAACCTTCCAGGACTCAGCGGGGCTTGTTCGAGCAGG
GGGCGGGGCTTTGCATAGTGTTCTGGTTTCCCAGAGCCATCTCTCATGGGGGGGGGGGGN
AANNNTCAAAAANNGNTTTTTACCCCAAA
>BJ542137 ID   BJ542137   standard; mRNA; EST; 548 BP.
TTTATTTAAATATAAAATACCCTTTAGCCAGAGTGTTCAATTCACAAGTTATGACAAAAA
TGCTGAAGATGTCACTCTTGGCTGACAGTGAGAAGAAAAGAAAAAAATATCTTGGTAATT
TTGGTTGTCCACAAATGAAATCTTCAACAACAAACATCGTTAATCACCAATTTATATGTG
CACAACAAAAACAACTACAGTTTAATATGAACAAACAAACTTGTTATGGAATGGAAAAGG
AAATACTCAAACTAAGAGATGGGTGAAAGTATTTGACTTTGGCTTAAACTGCACCTAANA
ACAAAAACGAACAGAAACAGAGACGTTGCATTTGGACGAGCCAAGCACTGAACCACCTAT
TGCTTTAAGGGAAGATTTCTAGATTTAGAGGAGCTAAAGGTTTTATGTAATTACACGTTC
ACACATTTCTGTCAGCTAATGATTCACCTGTGATTTAAAAAAAAAAANACGTGAAAGGAA
AAGTAAATACCTTTTGTGACCATNTNAANAACTAGCANACNTCTCTTTAGGGTCAATCGT
TGCTCTGC
>BJ542141 ID   BJ542141   standard; mRNA; EST; 254 BP.
ACAAACTCATTTTTCAGCAGAGCCGTCATCAGTAACACTGCAGATTTTGGATTGCCTGTG
GTAGTTTCCTGTTTGATACAGATTATGTCCCTGGTAAAAAGAAAAAAGATAAACCGCGCA
GATTCAGAATGTAATTTTTTTTGTTCTTTTTTTTTTTTTTTNCNGGGGNNCANAGGAANA
AAAAAANNGNGCCCNGAAAAAAAAAAAAAACCNAAAANNNAAAAAAAAAAAAAAAAAAAA
CCCCCGGGGGGGGG
>BJ542158 ID   BJ542158   standard; mRNA; EST; 601 BP.
TTTATTATATAAGTTACGTGTAAAATTCCAGTTTTCTTAAAAAATTATATTTAAAAAATC
AAACTTTTCCTTTTTTTTAAGTACATGTTCTTATGTACTATTTTACTGCATGAGTCCTGT
GCTCTGAGTTTTCCTTTTTTTGGTTTAAAGTGCCCACTTAATCCTTTATTACAATTTTTT
ACAAGAAAAAGGCATCTCTCCTGTATGAGTCATCATGTGTCTTTTGAGATAAGATATTTG
TCTAAAACTTGTGTCACATTCTTTACAAGAAAATGCCTTCTCTCTTGTATGAATTCTCAT
GTGTGTTTTGAGATTTGATATATGACTAAAACTTTTATCACATTCATTGCAAGAAAAAGG
CCTTTCTCCAGTGTGTGTTCTTATGTGTCTTTTGAGAAGAGATTTGTCACAAAAACTTTT
GTCACAATATTTACAAGAAAAAGGCTTCTCTCCTGTGTGAGTTCTCATATGTCTTGTGAG
ACTAGATTTTTGATTAAAACTTGTATCACATTCTTTACAAGAAAAAGGCTTTTCTCCTGT
GTGAGTTCTCACATGTCTTATGAGATTAGAGTTTTCACGAAAACGTTTATCACATTGTTT
A
>BJ542159 ID   BJ542159   standard; mRNA; EST; 662 BP.
ACTGTTTTTTTATGAAGCAACAATAAGACAGTTAGTTAAAATACAAATAGTAAATGACAT
ATTTTATATGAATGTCTTTTGCATGTTTTTTTTCTAAATAATTTTATTGGAACAAAGATT
TGACGTTTTTATAATGATTTTTTCTCTCATTTAAAAGTTGTACATTGTTCTAGAATAGAA
TAAAACAGGAATAAAATAATCCTTTATTAATCCCACAAAGGGGAAATAGCTTCTTACCAT
AGCTCTATTAAAAACAGCATATAAATAATAAATAAAACTAAAAATTGACCTAAAATGAAG
GAAGGAGAAGGTATTAAAGTCATCAAAATAGGAAAATGACAAACCAAAGTTGAACATCCC



TTGTCTTTTAAATACAGAGTAAGCACTTATTGATTGGGATCTGACAATGATTCAGCAGGG
CGTCTCCTTTGTCTGAAGCTTCGGGGATGTTGTTGGTGTCCTCCAGCTTGTGTCTCCCCA
TCTGCCGTCAGGGAACTGAAAAGGTAACTTTGGCCTTCTGACCTCGGACTGAGAGAATTC
CATCTCTTGCAGTTTTAAATCTTTGTCTTCACACGAGCTGTATTGCTTTGCATCACTTGA
GTAATAAACCGTTGGCCTTTCTGCTACTCCTGTAGTCATCCAGCCGTTTTATTGTCTCAG
TG
>BJ542163 ID   BJ542163   standard; mRNA; EST; 617 BP.
GCAGTTGGTAGCAGGTGAAAAACCTTAATCGAAAAACAGAACAATTTATAAAAGGGTAAG
TAAATTATTTTTCAAACATAAAGGTAAACCAGGTGAATAAATTAAGATGAAAACTAATCC
AACAATTTGTAACCAAGAAAATGTAACGAACAACTGTTACAATGTAGGAAACTTAAAAAT
ACAATTTATCTTAAGTTGATTATCTTACAAATAATTATATCCTTTTTGTAAATTAATTTT
CAATACATATTTTAGGACAGTGTACAACATAATAAATATATATATATATTTATTTTTTTT
GACATATTTAAGAAGTCCAGCATTGAACTCACCAGTAGCCCTTTAAAGTCCAAGTCCCAC
TCACGGAGTGGTTTGAGTTGAACGTCCAAGTTCATAGAGAAGCTGCCGTCTTCCAGCTCA
GATCTTTACTCATGGCGCGGTGAAACGCCGTTGTAGTGTCCCCAGTTTATGCCCTGATTG
CTTCATTGAGTTCAGCTGGTAACGACAACTAACCCTGGCTACTGCAGGCTGCAGCCAGGG
CTTACTCGGTAACGAGGCGCGTTACGTCTCTGCCGAANGGTAATAATTGTTTATAATTTT
GAACTGCATTTCTTTTA
>BJ542173 ID   BJ542173   standard; mRNA; EST; 264 BP.
TTTTATTTTTTCCTTCCCCCCCCCCAAAATTTTCTGAAAAATCACATCAATTGCAGTACA
TATCTTAAAGTTTTCATAGCTGCTTAAATAAAGGGGAAAGGGGGACACCGACTGTTCAAA
TTGCANANAAAAGGAGCCACTTTTTTTTTTTTTAANCCAAATNCANNCTTTCNGGTTNCC
CNGGGNANCCNACAAANACCCCCNNCAAATAAAACTTGNNTNANTTGACNGGGNNTNAAA
ANCCCCCAAANNTTGAAAAANCTG
>BJ542176 ID   BJ542176   standard; mRNA; EST; 155 BP.
CAGCTGTTCTATTTTTCAGAATAACCATCCTTGCTCAGAAACCATTTTTTAACATGTTCT
TACTAATCCTAATTTTTTTTCACGATTTTTTTCTTTATTGTAAGTTATATACCGACCAAT
CAGACGCCTCANTAGAAGTATGTGGTCTTATGGAA
>BJ542183 ID   BJ542183   standard; mRNA; EST; 309 BP.
TTTCCACCTTTATCCACCTTTGTCATGGTAGGGAGAACACCTCAATGGAAGGGGGGGGNC
ANCNGGACCCCATAGGATAGCACAAGGGTTAAAGANANGAAGAACAGCAGAGAATCATCC
AGACCACAACACCNGANNAAAGAAAATAANGACAGACNGGANCCAGAACCACAGNCCNCC
CACAGAACCCAGAAAGAAGNGAGANGNNCNGGANCAGGTTCNACNGGGNCCACAAGTGGA
CCCATCNGTCNGCAGGAACAGAAGAACCNCANCNGCTGGGAACCAGAATACGACCNCNGG
CCNTCCTCT
>BJ542190 ID   BJ542190   standard; mRNA; EST; 459 BP.
ACGGCAAGCTTGCAGAGGTTTAGTGAAGGCCTTCAATGCTTTAAAAACAAGCATAGAAAA
TGTCTGTTTTGAAAGTCATTCCTTCTACATTTATGAATTCAGTTTTTAACAGGAGGTTGA
GATTTACAATCTTTTTATAAATATGATAAAACATTTACAAAAAATATATAAAAAACTGGA
TAAGCACTTTTCAAAAAAAAAACAGTTTTCATAATCAAATCAACCTTTCCNCCNCTAATT
ATCTATTTATTAANACTTTTTTCTTTTTCGTTGGTACACATAANGTTTGACAGCATTTTT
TAAACGGCTAAAACTCTNGAAAACATCTTTAGAAGGAAAACAAGCTTTCGAACAATACAG
GGNGGTAAATATGCAGNGCATACNCACCCAAACCAATAAAAACATCCCAAAAAACAAACT
TCANAAAAAAAAAAAANGGCCCCAAANTTNCAAAAANGG
>BJ542194 ID   BJ542194   standard; mRNA; EST; 263 BP.
TAAATGTAACTGACCACAATCTATATACATAGGACACACATCAGATTCTGTTCCCATGAA
TATTTCAGTTTTTTTTTTCCTTTTTATTCCACATTTGATCANAANAAAACACATCTNAAN
AAGGCGCCTTCTCCCACGATGCCCTCAAACGTTTTAGNGGTGAACGTTANAAATCTCCCA
CACGCCNGTGATCGTCTTGTCATTTTTTTTTTTTNNGGATNNAAAAANCAAAAAAAANNC
AAANNTNTAATTAATNCCTTCAA
>BJ542206 ID   BJ542206   standard; mRNA; EST; 529 BP.
TTTGTGTCACCGGAGGTTAAAGGTCGCAGTCTTTAGCTGCTGTCCCCGCCCACCACGCTG
CTGCTGCTGCTGCCGCCGCCGTCGCTCGCCGCGTCGGCCCGCTCCCGTTTGTGGATCTGC
TCGTGGGCCTTCAGGTGGCCCGACTGGCTGAACGTCTTGCCGCAGTGGGGGCAGGCGTAC
GGCCGCTCGCCCGTGTGGATCTGCTGGTGCGCCTTCAGGTGGCCGAGGCGGCCGAAGCTC
TTGCCGCACTGCGTGCAGCCGAACGGCCGCTCGCCCGTGTGGATCTTCTCGTGGGTCTTC
AGGACGCCGGAGTTGCTGAAAGTCTTGCCGCACTGCGAGCAGGTGAAGGGCTTCTCCCCG
GTGTGGATCTGGACGTGGTTGTGGTAGCTGGTCTCCTTGGTGAAGCTCTTGCCGCANTGG
GCGCANCATAAGGGCCGCTCGCCGGTGTGGCTCAGNTGGTGCGCCTTCAGCTCTTTGGAC
TGGNTGAAGCTCTTGCCGCACGTGCTGNAAATNAACGGCCGCTCACCNG
>BJ542225 ID   BJ542225   standard; mRNA; EST; 346 BP.
CAGCTTCCATTTGAGGCAACTGCACAGTGATGAAACGTCTGTATCACCCTGTGAAAAATG
GCAACACGGCTGGGTTGAGGTGATGTCTCAACGTTTAAGTGCACATTTCAACACCGTAAG
ACTTTATTTTGGTGCAAATAGCTGCTGTTTGAATAGGCTTAACACCTAAGTGAGAAATTT



CTTTATAAATGGATGCATCTTTCTCAGAAGAGCATTGATTTCTTCCACCTGATACAGCTG
TGGCAACATCATGTCATTGTAAACAGTTAAGGCTTAGTGTTGTGTGTTCAAAACAAGCAG
AAACATTGTAAATTATGGGTCTGTGCTTTAAAAAAAAAAAAAANAA
>BJ542237 ID   BJ542237   standard; mRNA; EST; 465 BP.
GTTTGCTTTCATGTACCTGTTTTCTTACTTACAGTGAACCTTTCAATTCTCTGCCAACCG
TGTACATTCCCACGAAAAACCCCAGCTTCCATCCCAATAAAACTTCCTATCACTTGCACA
GACTGTAAGATTTCGATTAGTCTCATCAATAGGCTAACTTTGGCTATCACAGTAATATNA
ATGTTAAAGTANAATGCATCACTAGGAAGGCCAGCACAGACNCCAGTGGCATTTGTGAAA
GCTTTGAAGCAAAGTGGACACATCTNTCTNCAGCAATATAAAAACTAGTTTTTTTAAAAT
GGTATACNAGGCCTGATATAGCTTTATAGACGAGCTAATGCGATGATCCTACATGTAACA
GTTGAAACTTTAAAACACTCANTCGGGACAAACACAGCCTTGACAAAAATGTGTAGACAG
ACTTCAAAATAAGTGCGTCAAATCCTTTTCTTTTTTTTTTTCAGC
>BJ542254 ID   BJ542254   standard; mRNA; EST; 654 BP.
TTGTGGAGTTATAATGCAGTCAAAGCGAAACACACAAAAGTGAAAAACTAAAAGTCACTG
AAGGTTTAATGGTTATTTTTGTGAACCAAGAAATGGACTGAAACAAATCTGGACAAAAAT
AAAAATCTCCAGGGTTTTTTTTCTTCTCTATTCCATATACTGAGATCCTTTGTGGTTACT
ACCATACTTTATCACATGCATGTTACTTTGATTTTGAACACCATGTGACTTAATTTCTTC
TTAATTATTCTTCACAACTTTAGGAAACACTATCAAGTCATTAAGGTGAGAAACAGGCTG
TTGAATGAGTCCTTCTGCTGCTCAGTAATTCTTTCACATCTTCATTTATGTAAGATGGCA
AATGAATACAGTAACACACTCCTGTTTAACAACAAAAAAAGAAGATTTAGGTTGTGTACA
GTGTTTTCAATGTGCAGAAATAATCTGTGTAAAAGGCATAGTGTTATTATGAAGGACATT
TGCACTACGGCTGGATTCTCGACATCCTCTGCATTTTTTTACGGGGCGATCAGCCACCAG
TTCCTTACAACAGGAAACACCGATTCCTGCCAAGTTTCCACACTGTGGTCACCGGTCAGG
CGGTGCAGGCGTGGCATCGAGGCCAAGGCGATGGCCCGGCCGCTCGCCGGCTAA
>BJ542265 ID   BJ542265   standard; mRNA; EST; 646 BP.
ATGTTTTTTTTTTGCAAGAGAGAAATATTTATGAATTAGCAAACTGTACATACATAAATA
ACTATATTCATATTTAATATTTTACAGATTAAGCTTGGACGACACTGTGATTCCGATGTC
TCACCAGCGCAGAATAATTCTCGCAGTCATTATAAAGAACATCATCTCCACTACAACACT
ACCAGTGATTGTTTGGCTTTTTTCTTTCTTTTGTTTTTTTTAGAAGTGGGTGGTTTAAGT
GCATGCTCACACAGAAGGATAAAAAAATACTGCCTGTAGTACAAGGCATTTAAAACAACA
AACATAGCATTTTTTGTTAATATTTCCCACTGATTCATTAAATACTGATAATAAAAGGAA
TAAGGAGCTTTGTGGGGTGGGGTGTAATCTTGGCCGGAGGGTTTCAGTGCAGTACCTTCA
GTGCTTCATTTTTTAAGCTTCAAACTGGGAAAACTTTGTTTCCAAAATGTTCTGTGCTGC
TTCAATCATGTTTGGAATGAAGCTGTTCACCGCTGAATGATTGCTACTCAAACTGCAGAC
CTACTCTACAATTTACAGGTACAACTCCCACTTGAGGTGGTGCTTCGGCTTAGTCAGCAC
TAGCAATATATTAGCTGAGTGAACTCTAAATAAATAGTAGCAGAAA
>BJ542266 ID   BJ542266   standard; mRNA; EST; 307 BP.
TTTTAGGCCAAAGAGCGCAGGTGAGAAGAAGTCCCTCTATGCGATGAGTAAGTCCATGGA
ACCCTGGCTGGAAGAAAGCGTCCGGGCTTGTAAGAGAAGGGGGCTTCGGGGGGGGGGGCG
NACAGNCNCAAAACNCTGCCAAGGATTGNACGGCCNCTNCTTTCCCCNCTCACAGGACNC
TTTTTTTTTNGTTNAAACGGTTCCTTTNNTNCCCNTTNNCNNNAANCAAAANCANGGCAC
CANGNACNTGNAAAACCNGNAAAATTNNTTNCNGGGGTTNCAGGGGANCTTTNCNCCAAA
ANNCNCT
>BJ542284 ID   BJ542284   standard; mRNA; EST; 524 BP.
GCCTTTTTATTGTTGCAATTTTGATTACAACAATGCTTTGGACTGAGCCTCTAGGTTATT
AAAAGCCGATACAAATAAAACAGTTTTGGATTTCTTTTGTTTTTAAATGATCAGTCACAG
TCAGAGATGTACAAAAAAAAAACTCGTTCAAACCTTTTACAGCATGTCCACNTTTTTTCT
TCCACAAAAAAATGACAGTAAAAATGGGTTTGGGGTCAGGTTGGGTGAGTAACAGNGTAC
ACAATTTCAACCAAAANGGNCCAAAATAAAACATGCNTCANAGNATGAATGTCGGCTTCC
AAAANCAGGGANATCAAAANGCTAAAAGTTTAAAAATCAAACCTGCTTTATGTCCTTGNA
TTTTAAAAACAGTTCATTATTTTTTTAACATCCAAAAATATGTTTTCAAACAATCACAAA
TGAAAAACACCAAAGCTGATCCTTGCATAGCCTTCTTACAGGCTGTAAGTTTAGCTCCTA
AATACTAAACTCACTGATGCACTCTGTCCTCCCAGCTTTCAGGC
>BJ542287 ID   BJ542287   standard; mRNA; EST; 329 BP.
TACTTTAGTANTANCACATTANACTCNATGCTCCCCCCGTCCTCCATTTTTAAATTTCTT
GACAAAAGTTTCCGTGTTTGTTTTCATCTCTGTGTNAAGGTCCCATCACTGAGAAACATG
CATATGACATTTAGCAGTAATTATNATGCCACTAANCATAATGCACATTATTGATCAGAA
TACAGTAACGCGTGACAGTTCAAATAAATACCAACATACAAGTGAAGTTGTTATTTCATA
TNAAGATATCAAACTCTTATTATGGTTCAATACTGAAACACAATATGACNATAATTTGCA
NAGCTACTTTTATTATCACANTGCTGTCG
>BJ542342 ID   BJ542342   standard; mRNA; EST; 696 BP.
TNCTTTTTATTACTCAAGGTCCAAAAACTCAGATTGGAAAAAGGCGCAACATCATCAATT
TAAAGGCGGTTTAGAGACGATTCAACGGCGTTTGTCCTCCAGTCAACATTCAGCTCTGCA
GTGTTCATACAGAACTTTCTTCAAGTACTTTTGCACATGGAAAAGGCCTTTTTCACGCAT



GTTTACACTATACAAACATGAAACCGTTACATCCCTTGAGATATTTGTTTTGGGTAAAAA
CAACAAAAAACAAACAAACAAACAGTAAATCCATAACAGAGATAAAACAGTACAGAAATT
CATGGTTTGGTTGTGTGGAACAAACTTGTTTTCCTCTTTCACCGGTGTTCTCAGATTATT
GATCCATGTAGAGGAAAAGTTGATGCTGCAAGAGAAAAGACTCTCCTGTGCAGAGAGAAT
AAAATATGTCCATGAAGACAAGTGCAACAATCCCAAAGAAATGACTCACTAAAACCAGGA
GTGAAACATTTGCTCACTTCCTGTCATCACAGAGGACAGCCATCTTTACAAACAAATACT
CAAACTCACAGTATTTATTGCTAAATGATGGCCATCCTTTTTCTGTAGGTCAGAAAAGGA
CATCAACGATCAGACAGCCCGGAAAGGATCATTAAAATCATCCCAAATGTCGTGCGAGGC
CATCTCATCGAACAATAAAAAAAAACACGTCTTTCC
>BJ542357 ID   BJ542357   standard; mRNA; EST; 613 BP.
AAATGTTATACACAATAAAATATAACATTTCGATATTATTAGAGTTTCATAATTTATAGA
ACTGAATAAAAATGATGGAAGACCAATAAAAAAAATAGCAATGGATACACAAGAATGACA
TGCTGGTGTGTACAATATTTGATACTTGGATAGTCTACGTTTCGCCTAGGGGTTGACATA
AGTGGACATCCAGTGAGGTTTATACACTATAATATGCCCCGTTGGTACCAGACTTACTTT
TTTTTCAATTAATCATTGCGACTCGTAGCATTTTTCCAAAACCCTGTTTTGCCAACATTT
GGAAGTGCAGTGCCCCGTCCGGATTTACAAACTCCCCACTTATAAATACTCGCGATAAAT
AATGTGCAATACAAAAGCATTTAAATAATAAATAGACTGTGTGCTGTAGTGCGAAAGGTT
ATGCAAAAAAATTGAGAGGAAAAAATTATAAAGCAATAAATAGGGTGACTAAAACGAGAT
TCAAACAGACNAAATTTTGCCCTAAAAGTCCTTCTCTCTAAGGATGAGCTTCTACCTTCA
TGATCTACAAGACTTGCCTTCAAGTAACGGCGTGAAATATTCAGTCCAACATTGCGCATT
GCACTTTAGCATT
>BJ542360 ID   BJ542360   standard; mRNA; EST; 650 BP.
CATTAGTCGAAACGGTCTACCTCACCACTATCACCAAATTGTTGTTGAATTTCTTCCTCG
CGGTGTTCGTTATCCTTGGCTGCCTGTAATCGCTGCTCTCCAATCTTGCGTTGTTCCAGC
AGACGCTTCTTTTGTCGTGCTGCCCATTCGTCGGCATCCTTGCTCTTGAGAGCAATACGT
TCCGGAGGAAGAAGCTCCTTCACATCTTGGTGCAATTGTAACAATTTGTTGGTCATCTCT
CCCAACGTGATGACACCATCGAAATCTCCCTTCACTCCATCGCCAAGTGATCCAACAATT
TTGTCCACCACTTGTACAAAAGGCCGGACGTCCATGGTAGGCATGTCATCGATCAACATC
TCCAGAAGGGCACGGCGTTGACGAGGTGTCTCCATACGCAGTACATACCAAATATGTTCT
ATATACCGGTTGATCCCCTTGGCAATTTCTGCATACACGCCCTGCTGAACAATCTTCAAT
ACAAACAACCACTGGTTGTAGTCTGGGTCGTCCAAAACTCCCTGCCGAGCAAGCTTGGCT
TCTTCCTCAGCGACNGCGTATTTTAGATATGCGACAAACACATCATCTAGCAATGGTCGC
ATATCCCGAACGGCGTCCGATAGAGCAAGAGCTGTTTCTTCTTCTGTGGT
>BJ542363 ID   BJ542363   standard; mRNA; EST; 325 BP.
AAAAGTTCAATCTGTAAGAAAAAGATGAAGAGGAGACAGCGTAATAAAAAAATTTAACTG
AAACAAAAGTCGCTGAGGGAGAAGTGGTCTGAAATGTGTCCATGCTGAAGTCAATTTACA
AACTTAAGGAAAAAAGGCTTAGAAATGGAACGTAAACGAGAATAAAGTAAACAAATATGT
CCTTCAAGTCCAGTAGGTTTGGCCCAAAATATTACAAACAAATAAAAAAAACTTTGAAAC
AAAAAAAAAAAAANNNNCTNGATTNCTTNCAANNCCCNTTAAAAAAANGGGCCAAAANCA
AAAAANGGGCNGGGGGGGTTNGNAA
>BJ542370 ID   BJ542370   standard; mRNA; EST; 660 BP.
TTTGGTTTGTTCAATGACAAGATTCTGATTGGTCCCCGTTGTGGTTTGATATTTGTGAGG
ACAACAGACAACCATGAACGTGACGGGCAGTTCTGCCTCTGTCTGTCATGACGAAGGGGG
GAAGGATCTGCGAAGAAACGGGGAGGGGGTTTTGGTCAAAGCAGAGAGCGGCGACATTCT
TAGACAAGATTTAAACAAACACAGACGCTGGCTGAGTCAGACCACACACGGACCCTGTGG
ATCTGCTGAGCAACAGCTTCCACTCCCCCCTCACACGAAACGCCGCTCACGTCTGTATTT
ACTGAGAAAAGCGGGACATTTAGGATCATCTGAGCATCAAACAGAGTTCAAAGAGTCGCA
GCTCTTCGTCTCTTCTTTCCTTCCCTCCTCATACGTTCAAACACTCGTACAAAAATATAT
CTTTGCTGAACTTTACACGGTTTGGTAAAATCTGTTAAAAAAATAGTCATTTTTGGGATA
AAAAAATCTTCACTGTTGCGAAAAATGATGCTTATGTTGCTGTTTGTGGTTGTACCCGCT
CACTCCTTCCTCCTCTCAGCAGCTTACACCTTGACCGGATCCTCTAGCTTGCCTTCACAC
TTGCATTCCCTGGTGATGCTCGATGGCAGGTCAGCTCTGGGTTCTTCAACCGCCCCCCCC
>BJ542380 ID   BJ542380   standard; mRNA; EST; 476 BP.
CTGTTTATTTTGTACAGATTTAGGGCTATTTTACATTACTATATNATATAATGAAAACAT
GTTTTTTTTTTAAAANAAGCTGGGGTTGTACTAAAAAANATGGATATNAAATAATGTCNC
AANTAACAGTTTTGAANATAANTTATTGGAAATTGGAAAGTTGTTAAACNCCCTCAAAAA
GGACTTANACTATNANAGGTTAATCATATTTTTAAAAAACGGCTTTGTCAAAAACNAAAC
TCTTCAANATGTTCCTGACTTTCCATTANCTTCATCCNCTGTTCCACCTGCNGGTTCCAA
AATAAAAACTTTGTGCATCCTTTAAATTTATTTGCATTCATTTCAAACNGTTTTATTTTG
AAGTATNGAANTGCNACTTTTGCAAAAATGCCNGTGANAAAATTGATCAGGTCTTTGAAC
GCNNCACAAAGGNTGAACGTCTCAAAGGTAAAGTGACNCTANTTGCTCCTTCAGCT
>BJ542414 ID   BJ542414   standard; mRNA; EST; 429 BP.
GTTAAAATAAAAACATAAATGCTAAAACATAATTAACTGAAATAAATCAAACAAAACTAT
AAACCCATTATTTGATCAAACTGTATGCATTTTTAAGGCCAAAGAGTCACAATGGAGGGA



TAAAAGAGCCACGTGGCTCAGGATATATACATGTGTGTGTGTGTGNGNGTGNGNGNGTGN
CNGNANGTGNATGTGNGTGTGTGTGTGTCTGTATAANTATATCTCTNTCTNTATNTCTNN
ACTNTNTCNTCTAAATCAGGGNTGTCAAACTCATTTTGGNTCNGGGGCCACANTCAGCCC
GTCTGATCTCAAGTGGCCGGACCAGTAACGTAAAAGCAAAACAACAGCTTTATTTTATTT
TTTNACTCAGNTGNGAAAAAANGCCTCACCCAACATANTAACANANTCACATGGGGCCAA
TGGATCTCA
>BJ542481 ID   BJ542481   standard; mRNA; EST; 664 BP.
TTTGGAGAATCTGTACATGGAGGTTTCGGCCTTCAGTGTGTTCACATAAGCACGACAGGG
ACACAGACATGTAGCTCACTGAAGATCAAGGGAGGTGCAATTACTCAAAACTGGACAGGA
AGTTAAGTACAATCTGCTTCAATTTAGCATCCGATTGCTCTGAAATCTTGCCGTCGGTCT
TGATTGCAGAAAGTAGGTCCTGGTGCTGACTGAGAATGTGCTGCAGGAAGGCCTTCTCAA
ACTTGGTGATCTTGCTGGGCTCCATCTTGTCCAGGTGACCTCTGACACCGGCATAGATGA
TCAAAGCGTGCTTTCCGTTGTCCCTGAAGTACTCTCCCATAGAGCAGCCAGAATACGGAG
CCAGGTACTGCAGAGGAGCAGCATCGGAGGCAGTGGCAGAGACCACGATGGTGTACTTCA
TGGCATCCGTGTCAGTCAGCCTCTTCACCAGCTGAGCCACAGTGGACCTCTTCTGTCCAA
TGGCCACGTAGATACAGTACAGCTTCTTCTTCTCATCGGTTCCATCGTTGAAGCGCTTCT
GGTTGATGATGGTATCGATGGCGATGGCGGTTTTGCCAGTCTGCCTGTCTCCGATGATCA
GCTCACGCTGGCCTCGACCGATGGGCACCAGACTGTCCACAGCCTTGATTCCAGTCTGCA
TGGG
>BJ542491 ID   BJ542491   standard; mRNA; EST; 588 BP.
ATCTTTTATTTAGTTCCAGTGGCGGTAGAGGGTCTTGGCTTGAAAGGCACGTGGCTTGGA
TGGATGATGAAATGGATGAGCTGCTGGTCTGGTGGAAGTTATGAAGATTAAAGAGTGGAG
CCTTGCTTGGTGTCCCAATGAATGACAATTGGTGGACAATGGTGGAGATGAAGCTGGTTG
CAATTCCGAAGTTCAATTAATACCACCATTTGGCAGAGAAGTAGATGCAGGCATTGGTTG
GTTCTTCTGGAATCACTGTTTTCTTGGAACAAACTTAAGTTTGATTGGTTTGATGGGTTG
AAACTGCCAATCATACTGCATGGGAATCAAGGTGTCTTTGCACGTTTCCAGAGAGTAACT
CTGCAAGAGTCGCACAATAACCATCTTCATGACGAGAACTGCGAAGCGCATCCCAACACA
GTTACGAGGCCCCAAGCCAAAGGGCATGTAAGCATATGGGTTCAGCTCTGATGCATTCTC
CTTACTGAATCTCTCTGGCCGGAAAATCTCAGGTGAGCTCCAGAAGCGTGGGTCCATATG
TAAGAGAGACACAGGAATCGCAACCAAGGTTCCTTTGGGGATGGTGAC
>BJ542502 ID   BJ542502   standard; mRNA; EST; 584 BP.
TAATAAAACTTTTAAAGAAAATAAAGATCAGAGAAAACATCTGTTGTGCAAATTGAGACT
ACTGTGTGCTTCACCACAAACTGATCTAAAAGGTAACTTATTGCAGAGTCTTAGAATAAG
TTATTGAACAGATTTGATGCAAAGACCTGTGAATGAAATACTGCATTTTACGTTTTTTTA
AAGGGAACACAAACACTAAGTAGGATTTTACCTGAGAACAAAAACGAGTTTCAGTACGTG
AAGCAAAAACTGGATAAATAAAACTGATGAAGGTTTGCATCCTAACTGAATCCAGAAGAG
AATAAATATTTTTCTGTGTGACTGCAGGAAGCAGGCAACATCTAAGGCTTTTAAAACATT
TGAAACATTCAAATGAAACATGAGAGTCTCCTCTCTTCAGATTTAAGACGGGACGTCGTC
ACACAGACTCAACTAATTTACACACATGCTGTTAAAGTTACAGTTAGATCTTCCCCGTTG
TTTTTCTCATCTGTACACCAGTAAAACATTATCCGGTCAAACACACGCTACACTAGATTT
CCAGCTCTCCTCCCAACCTGGGATAGATCCTTCACCCTGGAGAA
>BJ542524 ID   BJ542524   standard; mRNA; EST; 649 BP.
TATAAAACTGCTGAGTCAGATAATGTCATTAATGGCACATTTTTAAAATGACAAAGTCTA
AAAACCCCACATTCCTAAAAGAAGAAGAAAGAAAGCAACAAAACCCGACACTCAGCATGG
ATAACAGTCATACTCTGTGTGTTGCATTAAGACAACAGTGAATGGGATCAGACTACAGTG
CAGATAATTCTTAGTGGCCGTTTCAAACTCTTTGGAGACTCGGAACCAAACAGAACCGGT
CCGTCAAATAAAAAGTGAGTGATCTCTGCAGGCCAAAACACATCCTGAGAACTATTTGCA
TATGTTTTGACCCCCGATAGAGAAATCCTAAATGAGGCTAAAAGACAGAGAAGGTGGATT
CACCGGAACAGGAAAGGTTTGAGACGTCCCGGAGCCTCCGGCGGTTGAAGAAGTAATACT
GAGCGGGACATCTGCGACCGTTTCCACGGAGGTCCCGGGGCGATGTGAGGTAGAGGATCA
CACGAGGGAACAGAGACGCCACGCCTGCGCCACAAAGGTTGGAGGCGGTTTTATTTGTGG
GAGGCGGAGCCTGTCACACCTTCGCCGAAAGTTAGTGTGGCCCGTCTCCTTGGCGTGCTC
GCGGGCCTCCTTTTGTCCCACCAGGCCAGTCTGACACACCATGCAGCGC
>BJ542544 ID   BJ542544   standard; mRNA; EST; 650 BP.
TGGGTTTCTGGTCTTATTTTCAAATCACAAGGGATTCCATCTGAACTTGAACCTGAAGGG
AAAGTTTGAAAATTTCCAGATGACGATTTAGTAAAATAAAGCTGTTGATAGTTAAAAGTT
GTTTCTGATTTTTGAAAATTCCTTAAAGGTAAAAAATGACATGTTTTTGGAGACATTGTA
GTGAAAAAACTTCAACACCGAGACAACTCACTACAGGATCAGATTATCATACAGAGCAGA
GTTTCAACAGTGTTTTCTGTGCTAAAGGTGCTTAACAAAGTCCCGTCTAATCTGGCTTTG
TTGTTGGAAAATGTTAAAACGTTTTTACCAGTCAGTGAAGAACTTCCACAAACCAGATAC
TAGTGTGATGGAATCTTTATTTTGATGTCAAATATCTGTAGCGTGTTTAAACTGTAAAAC
TCTTTTTAAAAAAAACAGATTAAATCTGGAATAATGATAAGGAATAACATCACTAAAATT
ATTAAACTATAATTATTATATTGTTTACATGCTGAAAGCGTATCANTAGATTTTAAAAGG
TCAGGCTTTTGCCGGCTCCCTTCCTAACATTATTATTGTTTTTATCGACTCTATTGTGCC



AAATTGACTGACCTTTATTATAAACATGTTTGAAACACATTTTAACTAAC
>BJ542546 ID   BJ542546   standard; mRNA; EST; 118 BP.
AAACCTTTTTAACTTTCCGCCCCNTTGGGAATTTGGGCCTTTTNAAAAAANNNCCCCCCC
CNCCCCCNAAANGGNNCCCCCNNNAATTTTTTTTTTTTTTTAAAANTAAAAAAAGGGT
>BJ542550 ID   BJ542550   standard; mRNA; EST; 614 BP.
TTTCTGACAATTTTTACAGAAATTTCAAAAGACAGGATTCGACGGATAGAGTGAAGCTCT
GAAGGTCTTTGGTATAAATGTTGCAGCAGGTGTTCTCACTCTGTTCTGTTCTGCAACAGA
AACTCAGCCAGGAAATCGATGGGGTCGTCTGGTTTGAGGACGCAGCACTGTGACATGGCC
TCTGTGATGGACGGCACCACAAACTCCATCAGGTAGTTCCTCAGGGGAAGAGCCTGGGCT
TCCAGACGCTCCTTTTCCTGCCGCTGCACCTCCTGCATGCTCTTATGCCAGGCCTCGTGC
TGAGCAGCCATCTCAGCCAGAACGGCCTCCTTCCTGCGTCTCCTCTCGGCTGCCAGCGTC
TGCCTCCTCTCTGCCTCCTTCTTTAGAGGATCTTCTTCCTTGTGCTCCTCGTAACTCCTG
CTGTAGTTCTTGGGAAGTCCCACCACCTCTGTGATCCTCTTCATCACATCTGTGTAGTCT
GGATCCTCTGCACTGAGCTCGTGACGTCGGAGAGAAGTCCAACTGCATCGGGGGAATTTT
CGGGGAGTTATTCCTAAGTGTTCCGGATGGATTTCACAATGGATCAAAGAAGTCCAGCAC
CGTTTCTTCTGCCT
>BJ542565 ID   BJ542565   standard; mRNA; EST; 622 BP.
ATACAGGCTAGCAAACCTTTAAAGAACTGTACATGCACATAGTTGAGCAGAAGATCTCAT
TAAGGTGGGTGATCTTAAAGGGTTAGTTAGCACATTGTATTTTTACATGACAAAGCAATG
CGTTTCCCCGACACATTTGACCCTTTCTTCCAAAAGGCACAGCACAAAGCCGTAGTTTAT
CCTCATTAAATGTCACAGCAAACCTCAACTAAAACATATAGCCATGAATTTGATTTTGAA
ATTAGCTTTTTATTGCTCAAAATCCTGTTATGTTATGAAACTTTTATTGAAAGTATTTGG
TTTGTTAAACTGATCAGCTTGGACAATAAGGATATTGCATCTAATAAGTTTCATGTTATA
CTTCTGTCTATTCTCTTTTTTGATTGGTTTTTTGTTCGTACTCTAGGATATGTAATTCAT
ATAAATGGAAAACTAAACGAATAAACCTGATTCTTGCCAAATATATNACCTTGATATGAA
CAATTATTCATTATAATTATTCTTTTTACATCAATTATCCTCAAATTCACATATGGTGTG
TCCTTGGACTGTCACTCAATCTTGGGGGCAAAAAGGGACAAAAAACACAAAATTTAACAT
TTTTTAGGCTCCCATGAACTAA
>BJ542589 ID   BJ542589   standard; mRNA; EST; 617 BP.
CTTTGAGTCTCATGCCTCTAACTAAATGCTACTTTTTACACTTACACTAATTATTTCTGA
TTTATTTAGGCTGTTTTGTTGTTATGATTCATTTTTATTTTTAAAAAAACATTTTCAGAA
GCTTGTTGAGTTTCCAGAGTTAGCTGATTTTAGTTAGAATTTAGTTAGCAATAACTAAAT
TCCCCGCTAATTCTGTACTTTTTAAAAGAACTTTCCGTTTATATATTCCATTGCAGAACA
TAATTCACGGAAAATATCGACCGACTGTAACATTTGGTGACCTGGTCCCATAACTACTGT
CACTACTCATGTTGAGTTTTGAGTGAAATATTTGGATACAAAATGAGTTGTTTTCCAGAA
TGACAGAACAGTTGATAGAAGGAACAGTGAAAGCCAGTTCTAAGAGGACGCTCACCTCAT
GATGCATGTGATGGTCGGTCAAATGATTGGTCACAAAGATCAAGTAATTTCCAGTTGCAT
CTTTTAACTCTGCTTATCCCTCTCCCAGTCTGTAAATGTGCCCCATTCTGGTGTCCTTCA
AGTACAAAACAAACCTACCTATGACCTGTTCNATGATGCAGGTCCCAGATCAGTTTGGGG
TTTTCGTCAAAACTCTA
>BJ542592 ID   BJ542592   standard; mRNA; EST; 227 BP.
GAATTGTATAGATTGATTACAAAATGGCATATTCCCTTTTTTGCTGGCTAAGGTTCNCTT
TGTTTAAACCCCTGAATGACTGACAGGCATATGCNTTTTATNTTGCTACNTTTTTCNAAC
AGCTCAACGAAAGGAATTGAGTTTTGCATATTTCTNTTGTTTTGTTTTTGTGGTCTGGCA
CNCCACTGCACCNTNAACGNCNNATTATGTCTGAANTAGCACCAANA
>BJ542608 ID   BJ542608   standard; mRNA; EST; 455 BP.
ACTTTTNTTTCGGTAAAATTTGTTGCAGAGAGACGCTCCGTCAGTCAGCTGATCTGCATC
GTGAAGTTCAGCTCCACACAAAAAAAAAANAAAAAAAAAAGCTTTTTTTATTTGGATCAG
TTCGGTCCCAGGANCACCTCCNTGCAACATCCTCTAAAATATCTCCCCGTTNTCGNGTCA
CCATGGATTCCNCGCATCACCCAATAATCCAACANTAATCCNCNTCTTCTTCTCGAACAC
TTTCAATNGATCANNANTCCAACNCCNGGNNAGCAATTGGCTGCNCCNCTNCTCGGGGNG
CGTCTGNAANGNGCTCAAAGGTCAGGGGTTGCCNCCGNATGTCCCAAAAAAGGAGGAGGA
AACCTTTCNATGGTTTTATTTGTCTCCCCCCCCTGTTCTCTCCCCCCCCTTTTCCTGACN
GACNGCTTCTTTCCNAAAAATTAAAATAAAAACAC
>BJ542656 ID   BJ542656   standard; mRNA; EST; 426 BP.
ATGTTTTAATGGTACTATTTACAAAAACGAAAAAACGATTCTGCGTTTTGATTAGGTTAA
CTGCTGCAACAATCAAACAGGTACATTGACATCTTGCTTTACTAAAAAAAGAAGAAAAAT
AAAGGAACAGTGACTCAACAGCTGTGACAGAAAAAGGAGGTGAAAAATGAAAACCAGTTT
TTTTTTCCTTTTCTATTTTGCATAGCAGTTCGTTACTGAAGACGGAGGGGGGGGGGGGNG
GTTGATNATGNGNAGGCCGNGAGGNGGNACAAACAAAANCCNCTTTAAANCGTNGGACAA
CAAAAATGCAAAAGCAAAAAAAAAATNCCCTTGAAAAACCTNANCTTTGGGGCGGCNGCT
GCNACNTTTGNGNGNAGTTTGAACTGNAGGAGGGGGAGGACCCAAAACNCNCTCCCGGGG
GGCTGG
>BJ542669 ID   BJ542669   standard; mRNA; EST; 703 BP.



TGCTTTTTTGTTTTCTGTAACTTTACAAACCGCTTTAAATCAAGCTTGGCGTGTGGCAAA
TACGCACAGGTTTCGCCAACAGTGCATCATCTCTGTCATCAAGTAATTCACTGAAAGCAG
TCATCATCCATCATGAAGCTGCATGCAAGATGGTCTACAGACAAGGTTTCAAGTGGCTTC
CCAGTCCGGTTAGAGTGAGAGCGGGTTCAGCGAGTCAGAAGTTCAAGCAGCCAGTTTTGT
GATGAGTCCCCTGCAGGATGAGTCATCAGGCCAAAGCAGCCATGCAGGAGGGGGCTCAAG
CAGGGAGGGGTCACCACAAAAAAAAGCAGACTCATGCGTGTGCACTACAACATTATGTTA
GGTTAAATGTCTGTCAAAATGATGGCTCTAAAAATGAAAATGTTCGTTAAATATCTTCAA
GTCCTAAAATCAGTGACGTGTGGTTTCATGCTGCCTCTGGTTTGAAAAAGGTAAAATAAG
TAAATAAGTTAAACTATAAAACAAAGGAGCAGCAAACAACGCATGCAGACATCTTTCTGA
TTGATGCCAAATGAAGATCTGACATGATTTACACCAGTTGTGACTTCCCCACTTTCATTT
TCATTTTCACGTCTGACAGATTTTTTTAAACAGAAACAGGGCTGAATGTCAGTCCTCTTT
GGGCTCCTGAACGCCTCTTGCTCCCTCCTCCAGTCATGTTTTG
>BJ542702 ID   BJ542702   standard; mRNA; EST; 259 BP.
AGGATGAAGACGGTCANCACACGCCNAAAAAAAACCTAAAATGCATGTTTCCGTAAAAAT
AAAAGGGAGAACAAAAGTCCAAAAACTCATGGTTTGAGACTTTGGTGTTTAAATGAAAAT
AATCAGTGTGATAAATGAGGAAGGTGCGACAACAAAAGCTGGGAGGGTGGAACCACAAAC
GTTCACGCACACTCGTCCCATGGCAGGAAAAAAAAAAAAAAAANANTNNTNGGNAAAANG
GGGTTCACCCAACCAANNG
>BJ542713 ID   BJ542713   standard; mRNA; EST; 148 BP.
TTGTTCGAGTACAAAGCTGACTTGTGCACGNATNTTANNAANAATTTATTAATTAAAACA
AAATTTNTTANAACATTTGACNNTNATTCCCTCGNAAGANGTGGGAAATCTCAGGAAGCA
CGCCCNCAAGAGAACNCCTCGTGGGTNA
>BJ542725 ID   BJ542725   standard; mRNA; EST; 470 BP.
GGTAAAGAGATTAAATATTTCAACTGCCAAATGGAATGATGATTTTAAGATTCGGGATTT
TTTGGCCCTTAAGACTAAATATACTGTACCTTTAACATTTTAAAGAATTAATATACAAAG
GTTTTTTTTTTTCCCATTCNCANAANTTTGACTAAGNGCCTATAATTTTCAACAAAANCC
ACAGNGGGGATTGGNATGTTTGATGCAAAGCCTTGNAATCAGTCTTTTGTGAATGAACCA
GGAGGTTCAGNGAACGTCTCTNCTCTTTTTGNAAAAATGCTNCTGGAGGGCGTTTCTGCC
CGNCAGGGTCTCTGCGTGTCGAACTGGTAGCGGTTCACCTTGTCCGGGTCGTTCNATGCC
NTCTNAGTGAAATCCTGGAAAATGTCCNGGNAGGTTTCATCTCCGGACTGGCTGTAGGGC
CCCTCCAACTCTCGCATCTCCNCGTTCATCTNGGCCAATCGCAACAANGT
>BJ542734 ID   BJ542734   standard; mRNA; EST; 154 BP.
AAAGGCACNCTGNTGATGNGCCTTACTNNAGCCTGACTTTGACATGCACAGGTTACNGGT
TTTTACNGAGCANGAACTACNATTTTTAAAGGCACAGGACCAAAGGGGAATTGAGTGAAA
AAGATGCCGAAATTACCACCACTCATATAATTTA
>BJ542759 ID   BJ542759   standard; mRNA; EST; 404 BP.
CTCTTTATTTANGGCTTCTCTGTGCTCCACAGATTGTGTAGAGAGTCTGCGAGCCACATT
GAACAGACGAGAAGGAAATGCTGCACTCAGCCGCATTCACGTGCAGAGAGCCAGCCGTGT
CAAGTGAACGTTGGGGAAAGAAACAGAGTAAAACAGTCTTAAGAAGGAAAAACTGCAATA
AATCATCCTTTGACTGTGTTTTACAACCAGCACTCACTTTCAGACACCTCCATCCCCCTT
CAGCANATTAACCCACCAGTAGGGGAATATTTTTCTGTCCACATTCCCNGTGAGACAGCT
GCAGGACCCTCAAGAGTGCTGCAGTCACATATNATGCTTCTTCANGCAGCCAGCANCCAT
GAAATGAACTATGAGCAGGCTTCCTGTCACACACACACACACAC
>BJ542764 ID   BJ542764   standard; mRNA; EST; 580 BP.
GACTTTTGCGTCTGACGGAGTTGCTGCACAAATTTCTGAGGAAGGGAGCGAAGATGAAGA
GCACGCTGTCCCATCGCCTTTCTTGCGAATACGAATATTTCCCAGCGAGGAACAGCTGGT
TCCACCAGTTCCTGAATCGTTACCAACCGCAGTTTGTGACCCGGCATGGAGAAATGGCAT
TCTCTGACTCAGAAGCGGCCAAAGAATATCTGGAAAATATCCTAAGCTGAGGAAGATAAT
CGCGGAGAATAATTATCATCTGGAGCAGGTGTTTAATATGGATGAAAGTTGCCTCTTTTG
AAAGAAGATGGCCTCTCTCACTTAACTGATGAAGGAAGAAGTACAGGCTCCTGGTTTTAA
GGCCCCGAGTGACGGAGTTACACTCCTAAAGTGCATTGTGCAGTATGCAATGGTACAGTC
AATTGCTCTGAAAAAACAAAACAAACTCTTTTATTTTGAACAATATTCCAATGTTCTCTA
AAAAAAAATATTTTACAAAGCATTAGAAATGGTTCAGAANGGTTTTTGCTGAGTACGGAT
CGGTGACGGACTTTCTCGGGATGGGGGGGGGGGGGGGGGG
>BJ542780 ID   BJ542780   standard; mRNA; EST; 387 BP.
AGAAATTCAAAGGCAAATGAAAACACANAAAGACNGTANAAGTTTTCANCTGTAACTACN
GTGGTTTTTTAATACAGTCAAACTTTTTATATAAATGGCACACATATNGTTGCTATTGTT
ATTTTTTTTACAGTACATACCTTTACAAATTACTTTTTTTTATTANTAAAATGGCAATAT
TTTAAGTTCAGTGAACTGNTTGAATTTTGCAGGCTTTATTNTAAGGGCAAATTTAAGGCA
TTTTTAAGGCTCATTTTAAAAGGGCCCGGCTNAACATTGCTAGAATGCANCTGNCGCTAA
TGCTAAAAATATAANCTGATTGANATCATTTTCATATAAATACAAATATGTAAAATATAN
ACTTTCTTTTAATCAAGCTTTGTTTTA
>BJ542807 ID   BJ542807   standard; mRNA; EST; 146 BP.
AAGGGGTTNGTNNAANCCNGNATTTCCCCTTNGTNAGCCNCCCCCAATTTAANGGNANNC



NNNGGGNAAAAAAANNAAAATNGAAAAAAANTTTTTGGCAAAGGGAAAAAAANCTTTTNC
ANCCCTNCCNTAAAAANCAAAACGGG
>BJ542852 ID   BJ542852   standard; mRNA; EST; 657 BP.
CCGGAGTTCACCGGTTACATAANGATGAAATCAACATCACAGACTGGTTTCACAGGCATG
ACTGCCAATTGTTGGCTTTGGTTTGTCAGAACAAGTAGAGATGGACGCCGCCAGTCCATC
TGACGTCCAACTCGCATCCTTGTTGGCAATCACCGTTTAAAAAACAAACAAAAACATGGA
AGGAAATAGGCCATCCACAGGAGGACTCTGGGGAATGCTTCCAAAGAGAGCTGAAATCAA
AACAGGCATCTGAAAGAACTACAGTAAGACTTTTTACTAAGTTTCCCTTGAACTGCACAA
ACACATCCATCTTCAGGGTCAAAGAGTCAATTAAAAAAATAATTTAAATGCAAACGTCTC
ACAACATCACACTAAATCTGTTGCGTACTCTCCCTATTCAGACTCATACTGTTACATACT
AACCAGTGAGTGTCACGTATAAAAATAAAGGTCTGAACCGAGGTTCTGTGTCTTTGCGCG
AGTAAACTTTCTCCTTAAAACAACCCACAGAGACNATCANAGGACTGTAAAAATAAAAAA
CTAACTTTGGATTCGTCCAAACCGTCTTTACTCTTCAAGTATCCNAATCAGCTGTTCACT
GCTGTGAATTCTTCTCCTCGCTGCTACATTCCCTAACTTGGTCGTCCAGTGATCCAG
>BJ542854 ID   BJ542854   standard; mRNA; EST; 441 BP.
GTTTTATTAAGTTAAGAAATCAACACATTTAAGAAGTGTAACTATATACATGGTTTCTAT
GGTGAGGATTAAAAAATAGCTCAATACACCAAACTTAGATGGATGTTTTCCACATAAATA
ATGACCCTGGCTGCAATTCTACTTACAATCATCCGTGTGGCTGAGGGGGGAGGGGGGGTG
CCACGACCTCCAGTAATTTCATTGCTTGAGTCAGAAATCAAGAACAAAGTCACTGAATTG
TTTGTGGGTATAAAGCTAAGCTGTCGTTCACATAAAGCATACCTACTGTGTGTTCCATGG
GAAACAAAGACNAGGCAATGGTTTTAAAAAAAAAAGAAAAAAAAAANCNCAAAANTGGTT
TCTTGAAAACAANCGGCGGGCTTCAGGNGATAAAAANCTGGANCGGTTTGAGTGAGGTCA
TTTACAGCAGGCTGGGNGGNA
>BJ542895 ID   BJ542895   standard; mRNA; EST; 727 BP.
ATTGATCCCATGTGCAATCTCATTCAAAGGCATGATTATAGAAAAGGGGACAGAAAATGG
GTCATGGTACAAATTTACAAAGAAGTTTTTAAAACCAGCAACAACATGGAGGCTCAAGTT
ATGCGTGGACTCAGGGCAAAGCACTCAGTAAAGACACTTTAGAAAAAGCCACATTTGACA
CAAGCGACACCGAAGTCGATGCCCCATGCAACTGCCAAACATTTAAACCGTGCCTCAATG
CAAGCTTTTAATAATAATAAATTATTATTATGGTAAAAAGGGCAATCCCCTTCTGCTGTT
GCAACTGTACAAAGTGAGTCTCAGTGTTTCCTGGAGCTTGTGAGCATCATCCACCGTCAA
AACTGGCAATATAAAACTCCAAAATGCACACATTTCCAGGCAGTCAAGTCTGACAGGTAA
TTACAAGCAGAGTACCATGCTGAAGATTAAATAAGTCACTGGTCAACGGAAGAACAAGCA
CAGTAGTACAGTCAAGTACAAGATGGTAAGGAGGCCTCATTGGTTAGAACGGAAACTGGT
CTACTTCTCTAGAGTCCATATGCGCCCACATCTATNATCAAAATCATTTACATTCACAAA
CATTGCTTCCATTACNAATTTGCACAAACTTGAATAAATAATTAACCGAACGTGCAGATC
ATCAAGAGTCTTTCATGAAGTTCTCTGAAGATGGTAGTGCAATAGTTTAATGATCAAGAG
CAACAAC
>BJ542906 ID   BJ542906   standard; mRNA; EST; 150 BP.
GTCTTTTATTTCATACCAAAGTGTTCAATTCACAGTGAAAGATGAAACTTGAGCAAAAAA
AGATAAATCCTGTTCAAAATATTACAACAACTCCTAGAAGAGCTTTACCCCCCCCCCCCC
CCCCCAAAAAAAAATTTTTTTTNCCCCCCC
>BJ542931 ID   BJ542931   standard; mRNA; EST; 193 BP.
TGTATTTCAATCTCATTTAAACATACATTAGAAAAACATGAATTGTGATAACAGTTTGCA
GAGGCTGAGAGAAGCAAGATTTTACAAAAACAGACAACCAAAAAAAAAAAAACNTCTTTA
TNNCAAAAGGGTTTNTTAAAANTNTTTAAAATATNTCCTTTTTNGCCTTTTTTTTNCTTN
AAAAAANCAANCA
>BJ542936 ID   BJ542936   standard; mRNA; EST; 206 BP.
GCTGAATTGGTGCTGGTANGCCGCCAGGAGGGCGTGCAGCANACTGCTGACANAATCCTT
CCGGCTGGCTGAATCCCTCCTGGAGGAANAGGANGAGGACNAGGCGTACGTTGCTGCATA
NGGGGAGTGNCCCTGGCTGNTATGGNCGCNGCCCANCANCTGCTCCNTGGCCTGGGAGGC
TGAGGAGAGGGCGGNGGAGGCTGGAT
>BJ542950 ID   BJ542950   standard; mRNA; EST; 419 BP.
TTTGCGATTTATTAAAATTTCATACAAGATATAAGTAAATAATTAAATCTGTCTGAACAT
TGTGTGACCCAAAGGCATTCAAATGTTCAATTAAATTTATCACTAGAGGAAAAAAAATTG
CCATGAAAGGCCTCATTCAAAATAAAAAAAGGGATTTTTTTTTTAAAACACTGAGGATTT
GTCACAAAAATAAAAGCTTCTGAACAGGANCTACAAACTGTATCACACGTATACCCACGT
GTTCTGATACACTGATACACACGTGTATCAGTACATGTGTACACATGTGCTACACTGATN
CACACGTGAANAAAGAAAAATGTGTACTAACGATTTGGGATCAAAACTAAAAATTTTATG
CACAGCTGTTTCACTTCAAACATGCCTGTGCAGTAAAAAAAAAAAAAANNGGCCCTTTT
>BJ542984 ID   BJ542984   standard; mRNA; EST; 134 BP.
CACTTCACNNNGNGCANAACAGGAATTTTTACTATTATTTTTCTAACTGATAAACTTCNT
CAGCATCTGATTTATTAAACAGTGCAATTTATTAAACAAATTTTCACAAATCTGGCTTTC
ATGAGCTACAAACC
>BJ542998 ID   BJ542998   standard; mRNA; EST; 318 BP.



CCTTGTTGTTTAGCATCTCTCAGCTGGACCAAACCTCTTAAAGAATCTAACTGGGTTCCA
TGAGTGGACCTCCACCAGGTGTAAACGCGCTTTCTCGAGGCTCATTTGAATATTACTGTA
GCGAAGCCTGATAACCTGATGTAAAACAGTGACTGGAAGGTTTCACATACCAATGAGGCC
TGGACAGAAAGAAGGCCCTGTAATAAAATTTACAAACCTAATATTCGCCAGAAGAAAATG
TCTCCTTGCAAAAAAAAAATAAATAAAAAAAAAAAAGGTTTTANTCTCNAGGGGGGGCCC
GGNACCCANTTCCCCCTA
>BJ543030 ID   BJ543030   standard; mRNA; EST; 439 BP.
GTGGTTGTATTGAAGTCTAAATCACAGAAACCAAAAAAAAAGGTTCACAAACAGTCCAAA
CAGAGAGGCAAAGGTACATTTTAACAAAATAAAAGGCAGAAAACAATGGTTGCCACAACA
ACGCATGAGGAAAAACAAAAAAGGCATTATTTAGTGTACGTCATTGTAAAACACCTGCCA
CTTTTCCTGGCCTACGAGGAACGTGTTAGGATCTTTTGGTAAACTTTGAAAGGATGGAGA
GTCCCAATCTAAGTTAAATGAAGGTGTAGGTTTCTCCTGCATCACTGATGATAGCATGGC
TAGTTAAAAACAGACTTTGGCTTAAAAAAAAAAACACATTAGGGGAACTACNCTAAAATT
TTAGGCNCATGAACAAAAAAAAAAANCCTTTAAAAATNAATTTTTAAAANTTTTNTTTTT
TAANGGNAAAGGCCCCCCC
>BJ543031 ID   BJ543031   standard; mRNA; EST; 211 BP.
ATTTGTCGTCATTTTTTTCAACATTCTTTACTTTCAATTTCCTTCTGCTTTTTCAGGAAC
CCCGCTCCACTCTGGTTCTGGTGTCTTGGTCTGCATCCGTGCGACCCGCAGTTCATGCAC
GTGTTCTCAGGTCTGCCGACCATCGTGGCAAACATGTTGAGGATGGGGGGGGGGGGGGGT
TNAAAAAANAAAANGGNAAATNNNNAAAAAA
>BJ543050 ID   BJ543050   standard; mRNA; EST; 750 BP.
AACCCCCCCTGTTGCACCCTAAAGAAAAATAATTAAATACAATAAAAAAAGATTTTGCTG
AATGGAGTAACAGTGTTACCCCTCAGAAAGAAGCGATGGATCAATATCTTTGATCTTGCT
CAGAACTGGCTGCCAGACATTAAAAAACCCTGCAGTACAACCCTTCATTGAATATCTGAT
TTTTTCTACGGTAAGATGGCACATAAGATCCACAAGATATTTCCTAAAAGTAGGGGGTTG
TTTGTTTTTCCAGTGTAGGAGGATTAGCCTCCTGGCCAGAAGTGTAGTGAAAGCGATCAC
ACTTTTGGATTTACTTGGAAGCCGCAGAGAGAACTCTGATACACCAAAAATTGCAATTGA
GGCCTCAGGAGCCATGTGTGTCCCCAATGCGTCAGAGAGAAGTTGAAAGATGTTGTGCCA
GAAGGCCCTTAGTGTCGGACAAAACCAAAACATATGCGAAAGTGTACCTGGTACCCTATC
ACAACGATCACAATTAGCATTAAGGTCTGGTTTGATTTTAGCTAACTTTACTTTGGACCA
ATGCAGTCTGTGAACCACCTTGAATTGTATAACCCTTTGTCTTAAGCATATAGAGGATGA
ATAAATATTCTGAAGAGCAGTCTGCCATACATCCTCTGATAGGTCCGTAGCCAAATCTTC
TTCCCACTTTCTTTTGGTATGAGTCAGTGGATCTGTGTTTGATGAGTTGATTGCAGTGTA
TATTTTGCTGATGAGTCCCTTTTGACTGTG
>BJ543142 ID   BJ543142   standard; mRNA; EST; 258 BP.
GCCCAATAAATTTACAAAATTGAACCCATCAGAAAACAACGAGCATCTTCTTTCATCCAC
ATTCACGTAACCCAAACCTCAAAACTAAGAAAGAAAGACTGGATGGATCTCCAAGTTCTG
TTATGGAACCTCAAGTTTTTACATTTAACAAAAAAAAAAAAANTTAANTTNGNATACTTT
TACTTTTNTNGTCANAACGTCCAACCNCCTNTNTNTNACAAAANTGNTNNAGGANNCGGG
GNACAANTTGTTNTTTNG
>BJ543199 ID   BJ543199   standard; mRNA; EST; 131 BP.
TAGCGCCTNCACNATCAATAANATTGTTTCTCATCACTGNTGGNANNAGGNNNCATTTGA
TTTTTTTTAATTAAATTCTTCTTAANAAAAACACTATTTCCTTAAAAAAAAAAAAAAAGC
CCAAANTTGNA
>BJ543201 ID   BJ543201   standard; mRNA; EST; 352 BP.
TCGTTCTCAGAAAATGACCTGATGTTTTGGACATGGCACTTGTACACGCAAATCTCTTTT
TCAGCAACAACACCGTTCTGTTGTGAAACCTTTGTTGGCTTCAGGTGTGCACTGTGAGCT
TGTTTATTCCACAATGGGTGTACACATTTGANAACTGTGGTTGTGTTACAACAGACNTGA
ACAACAAAAAAACACCCCATATGATTACNCCCCCCTAAAGACACGATAACATGAAACTTT
TTTTTTTATCTNCGGGAAAAGCTTATGTANTTNAAACNCCNNGGGCCAAAAAAAAAAAAC
GTTTTTCAAAANTNNCTNCCAAAGGGGAAGNGATAAAAAAANCNCCCAANAT
>BJ543203 ID   BJ543203   standard; mRNA; EST; 419 BP.
TTTCTTTATTGTGAAGCTCTTTGGTTCCTTCAAGGACTTTTAAAGTGCTAAATGAATAAA
GTTTCATTCATTCATGATCCTTTAATAAAATAAATCACATTATTTATGAAATAAAACACT
AAACAGTGGATCCTCTCCCGTCTTTTAGGGCTGCAGCTCATCACGTCTCANGTTTAGTGT
AGCTGCTGTGGTCTGAACGTCTGTTTCTCATCCAGTAATGATGAATGAAGCACATGTCTG
TGTCTTCTGCTGCAGTTCATCATATTTCTGTGTTACCTTTATACAGAGTTTATTGCANGA
GTTATGTTCTAAAAATAACCGTAGTCGGNGAAATCCACGGATTCTGATTCCAGACGTTTA
TGGCAGGAAAACTCCNCTTTTCTCACACNGACGTGAACATTTCCTACATTTTCCTCTCA
>BJ543210 ID   BJ543210   standard; mRNA; EST; 443 BP.
CATTGTAAGGCACAACATTGCCTTATTTTGTAAGGCAGTATAGGTCACAAGGCACAATTT
ATTTCTTGAGTTTAACTGAGAAAAATACTAAACAAATGGGAAAAAAAACACAATAATATT
TGTAAAATTTGTATTTTTTTATAAACCATCATAACATGTGAGTGGTAAAACTCCTTAGCA
TGCCTTCCTGTGACTTTTAAAAAGTGGCACACTTGGCACAAATAGCTACTTTCGGTTATG



TTAGTGTCTGTTTTTACAGTGATTCTCTGAATTTCTCCTGTTTTTTAGCAGTGCTTACAA
AAAAAAACACANACTTAGAGAGGCTCTCTCAAAAAATACTTAAAAGAGAAAGAAAAAGCT
GAAGCCGTTCCAGCCTTTCTCTCAATTTGTTTTTTTTTTCCCTATNGAACATCAAAAAAA
AAAAAATANCTCCAATTCAGGNG
>BJ543228 ID   BJ543228   standard; mRNA; EST; 391 BP.
GTCGTGTTTTTGAATTAGACTGTCTGCAGAAACAGAATCCAAAAGTTGTCAAAATTTCAA
TTTGTTTTTTGCTTTTTAGTGATGAAATCCTATTATTTTTCANCAAAAAGTTATCAAGGG
CTGCAATATCATAATANAAAAAGCTCAAATCAGCTTACCCCANACTACAGGCAGCTGATA
TTACTTAAAACNTTGTANCTTATAACAAAATANAANAGACATTAGTATGTATTATATATT
GCATTACNAAACGCANCACCATTTGTCACANAATACTGACGCCTGATTACATTTCACATT
ATTTATTTTAAAAAAGTGAGGGCTGTTGAGTCCCAATCCTGAGTTAAGATTAACTGTATA
CACGAGAACTGAACAAAANANANTCAAAAGT
>BJ543247 ID   BJ543247   standard; mRNA; EST; 121 BP.
GCGGCGCGTCGTCTCGCTGCAGGGTGAAAGGACACGNATCTCTTTGACGATCCGCTCTGC
GGATCGTCCTGTTGNTGGCGGCNACGAATCCTCCTGGACATCAGNGTCCATGTCTCCTCC
C
>BJ543251 ID   BJ543251   standard; mRNA; EST; 457 BP.
TAAGCATAAAGACTGCATGGTATTTCATTGCATTTCAATACATTCTGAGCTATAAAAGTT
TTTTTTTTCTTCTTCAATGATANAGTCACAAAGGAGGTTGTTTANAANATATTACAGTTA
AAGAAATCACACTTACTTATTCCCTGATTTCANAGAGTTCAGTTANACCTTTGACTGCCT
TGCTTTGGGAGAGTCAGCTCCTGTGACCAATCTGANACAAGCATCTGTCTCTGAACAGTT
TGAGTCGAGTGTTGTGAGACAACCCGCCGCTGCACCGTATAACCCTCTAGCTGCATANCG
CCTCAAATAACCTGTANATGTTTGTGACCGTATGCAGACTGACAGTTTAATCGGAGCCAN
ATCAGCCGCATGCANAAAGGTGCTCTTCTAACACTGTAATTGCAAGTTAGGTTGAACAGT
TTGATCGGATCCGTTTTGAAATTGCANATCGTTTTCC
>BJ543453 ID   BJ543453   standard; mRNA; EST; 382 BP.
CTTTATTTAAATTTGATGACAAACAGAGGTGACAGAGGTGTACATTTCAAACCTCAAACT
TAGATCTTGGACCAATTTTTTCCCACAGAAGCCTTTGATATTTGTTTTTTGTTTAAATAA
AAAAAAAAAANAATAAAATGAATTCTGAGNGCGGCAATCCTAAACCAGNTTTTANCANGG
CCCAAACTGACNCTNGGCTGAACATAACATTAATTTGAAAACNNTAAAAAAGGGGCGCCN
GTTAAAACCAGTAAAACTCAACAATTCTNCCNCTGTGAATAAAAAACTGCAAAAAACTGA
ACNCAGGANGGTCCNACCACGTCNCCTTAATCTCCAACCAACANAATTTATCCCGGGCAT
CANGTCANGTTTAATTGCCGGC
>BJ543472 ID   BJ543472   standard; mRNA; EST; 791 BP.
TTTTTTGGTATGCAAATAACATCAAACATTTACAATAAAAAATAACATTACAGATCAACA
GTAAGACAGAAGGCTGAACTGATTGTTAAAGACAAGATAAGTGTAATTTAAGGTATGCAT
TCATGCATTTGCCACAATATATATCCAAGTTCTCTTTCATTCCATCTCAGAAACCCATCC
NACACAGCCATGAGAGGTTGGGGCTGCACCTGGCATAATCTGCTTCCAGATGCCATCAGA
TATGGATCTGGCTGTGGTCCTACACAAGAGAAACACAACACACAAAAGTTAGACATAAAC
TGTCAACCAGGACAAAACTGAAGTTTTAATCATCGGTTCTGAAGACAAGAGAGAGATGAT
TTTACCACATCTTCATAATTTTAAACCTTCTCCATGTGTGAGAAACCTGGGCGTACTTTT
TGACTCTGAGCTAAATTTTATCCCACACATTAAAAATGTCGTTAAGACAGGATTTTATCA
TCTCAAAAACATTGCCAGAGTCGCCCGTTCCTCTCTCTTGCCAGCACAGAGGTACTAATG
CATGCTTTTATTTTCAGTCGTTTAGATTATTGTAATGCCCTTCTCTCTGGTTTACCCAAA
AAGTCTCTTTCAAACTTACAACTTCTACAGAACTCAGCCGCACGAGTTCTGACGAGGACC
AGAGGGCGGGAACACATTACACCGGTTTTAAAATCGCTGCATTGGCTCCCTGTGCGTTTC
AGGATTGATTTTAAAGTTCTTTTAATGGTTTATAAATGTTTTTATGGTCTTGGGCCTTCT
TATTTAAATGA
>BJ543523 ID   BJ543523   standard; mRNA; EST; 452 BP.
CTTTTTNTTTGGTAGATTAAAAACTGGTGAAATTAGTTTGATGAACTAGGCTCGGTTCGG
TTCTGATCTACATGTATGAATGGCTGCAAAAGCTTCTCCAGGATGAGATCTGACACCTGA
GAGCAGATGGTCAAATTATGCAACGACNATNAAGGACAAATAAAAAGAAACCAACAGATA
CAAAACAATACAGCAGTCTTTAACAAAAAAAAAAACNTTTTGATCAACATTTCTTTTACA
TAAAACTATTTCAAACTAANTTTCGGATCTCTTCTTCACCAACANATTCTCAGTTCTGGN
GGCAGCAAACTCCTCTTCTGACTGNGGNACTCANGCCGTCCTCCTGGCGGCTGCCTCTTC
AGTCNTAACCGGCTGCANATCTTTCCAAGGATCCTGAAGCATANATGGANTGAAAAACTT
CTCCACACCAGGTTCTNAGCGTCTGGACTGAG
>BJ543524 ID   BJ543524   standard; mRNA; EST; 229 BP.
AAAAGAAAGAAAATCTTCATTGTCTGAGAAACCAGACATATTANAATTGTACCAATGTGG
AAGAAACCATGACTCACACATCAATGAAAGCCTCATTTGCAGGTTTGAATCTGAAACAGA
CAAAAACTAACCAGTAGGATTTAAAAAAAAAAAAAAAAAAGNTAANCCCTGAANTNTTAN
CCTCCCTTCAAACNCCATTCNTTTCCNCAAAAAGGTTTTTGNAAAANAT
>BJ543541 ID   BJ543541   standard; mRNA; EST; 496 BP.
TCATCACTATATAGGAGTCGTAGAACTATTTCCCAACTTAAAAAAAAGTCAAAGCATAAT



GAAACACCTACAGGGACTACAATGCCATCCAAGTACAATGGAGTTTCTTTAGAAAAGGTG
GGGAGGGGGAGGGGCAAACACCGCCGACCATAGTTGTCAGTACAAACGACGACACATCAC
CTGAAAACTGCAAAGACAGTCATGCCTCCTTCATGCAAACAAGGAGGAAATCGCCTCAAA
AGGAAGTGGGTTCGGCCGTCACAGCACCTGCAGCAAAGCACGGAACAGAACACACACGGA
CACGGATACCGACATGCTTCACCTCACCACAAGCTCCTCCCACCGCCCCCCCTCGCGCCC
AGAGGACAGCTTAGAAAACGAACGTACGAAAAAATTCCTGACTTTAGTTTTTTCAGTGTA
AACATCCAAACGGTCTCTGCGGCGGGAGGGGGGAGAGGCGTGGGGGGGGGGNAAATAAAA
NTCNNTCAAACCCNCT
>BJ543555 ID   BJ543555   standard; mRNA; EST; 605 BP.
GCTGACAGACCGTGTCACATTCCAAAGCAAATAGAANAAAAGAAAGAACAAAAACAAATA
TATATTTCAATATGTGAAGATTTTTTTCGTTGACGAGAACAGTTGAAGATGAAGAACAGT
AATATATCCACTCGTGAAGCAACGCTCTTCTCAGCGGCGCTGTGGCGTGAAGCGGCTCTC
TCCTTGGCCGCTGGAGCTTCTGCCGGGCCCCATGCCGGGCTTGGGCGCCATACCGCCTCG
AGGTGGGGGTCCCCGTCCGTCTCGATCGCGCATCATCCCGCTTCCTCCAGCGATGCCACG
CGAACCCCCCGGACCCCGATCGTTGCGCCTCATGTCTCGTCTGTCGTCGCCGCCCCGGGT
CTCCCGCTCACGCACCGCCCTCGTCTTCTTCTCCTCGACGTTCAGACGCACCTCACCTCG
AAACATGATGGGCCCTTCTACCTTGGCCCCCAGAATTTTTTGCACAGGTTCCGAGTCGTC
AAACACCACAAATCCNAAGTTTGGCAACTTTCCGCCAACTCCCTTGGTGTTGATCCGCAG
CTCTACCACATTTCCATAAGTCTTGAAGAACTCTTTGAGCTCGTTTTCATCGATGTCATG
AGGAA
>BJ543598 ID   BJ543598   standard; mRNA; EST; 657 BP.
GCTGTATTTGAACAGAATCCACACAACAAATTTAAAACGCTTCACCCTGGACAACAGAGG
AATGTAGTGCGTGCTGGTTCATCGGTGCTCGTCCTCCTTCCTGAACTGCTCGCACAGAGC
TTTCCCAATGGTTCCCGCAATGAGTTTCCTGAACTGGTCCTTCCTCTTTTTCTCTGTAGG
TTTCTGAACGCCGGGGTCCATGAGCTTCTGATCAAACTGGTCAAGGGCCTGAATGTTGAT
GTTTGGGATTTGGATCATCACGCCTCTCAGCTCCACATAGCGTGGCCGCAGGTTTTCATA
GATGACCATAGCAAGTTGAGAGAGGGTCAAGTTGCAGGGTTCATGCTGCCCATGAACCTG
AAGCGCCCTAAGAACACTGGTGAAGAACCACGTGACTGCTTCAGGAAGGAGATTCCCTGC
TGCAACCTGTCTGAGAAGAGTCCAGCAGACCATGGAAGCTGTGCGATTACAGTTAGTGGC
GTCCTTCCAGGACAGCGAAGTGAAGGACAGCGTCAACAGCAACATGCAGATGTCCTCGTG
TTTCATGAGGCACTTCCCCAGCTCGGTCAGGTCTTCCGGGACGGACGAAGTCTGCACCGA
ATCCATCATCATGTCTTCCTCCCCATTTTCTTCTTTGCTTGCTGCTGGTTCGGCCAC
>BJ543610 ID   BJ543610   standard; mRNA; EST; 256 BP.
AATGGAAAAATAGAACCTTTACAAACGTCTTCAATTCTCTGAAATCGTGTCAACGCGCAC
AAACGCTGAGGGACTGCTCCCACGAGCAGTGGGCCGGTGACATCATCATGATGTCATATG
GGGTCCAGCTAGAAAACGAGCAGAGGGGCGGGTTTGTTGCAGGGGCGGGGATAGAGTCCA
GTCGGCAGGCTGTCCGAGGGGGAGGGGGAGGGGTGGTGGGGGTGTGGCCTGCTGGAACTG
GAGGTGGTGATGTCAT
>BJ543707 ID   BJ543707   standard; mRNA; EST; 280 BP.
TTCTGAACGTGGGACAACAGACAGGAGCAGGGGTGACCCCCTCCCATCCTATTCAGTAGG
TCAGCAACAGGACGAGGAGGAATAAATAAAATCCATAAGAACTCGTCTGGAAAAGTTAAA
AACAGAAGAACGTAGAACAAAGCAAAACGAACAAACAGGTTTAAAGTCTCTTAGAAAACA
CTTCAGTCTGTGAGTGAGCACACACACATCCCCTCTGTACACCGAAAGATTATTTACACA
TTTTTGTTTTTCCCGTCTCTTAAGAAGTGGGAGGGGGCGG
>BJ543726 ID   BJ543726   standard; mRNA; EST; 277 BP.
TTGTCCTTTCCAAAAATGTCATGCATTTTTATTATTCTGTGTGGATTTCTTAGTAATCTC
CAGTCAGCCACAGACTTGAGAGCATATACTGGTGAACAGAANAACTTGTTGGGGTATCTG
ACATCAGTGCATTTAGACACGTGATTTCCTGCAATCAAAACATTACATTATGACTCACAG
AATATGAACTATTTAAAAAAAAAAAAACTCTCAAAATTCNCCCCCANTTTTTTTTTTTTT
TGGGGGGGGCAAAAGGGTACTTNGNTTTTTTNTNGGG
>BJ543757 ID   BJ543757   standard; mRNA; EST; 712 BP.
CTATCTTGCTTTATTTAAAAAAAGAATGCAGCTAGAGACGGTGCACCATACCTTCATTCA
GAGGCCATAACCTCCATCATAATTTGGGTTTTAATGTCTTTGATAGTTTAGTTAAAAGCA
TAATCAAATGGGAAACAAGGTAAGGCACTAAGAGTTACGAGGTAATTAACAGAACAGACT
CCATCAGTAGTTAAAAAGTCAAACGCACGCAGACGTCCTCCTAAGACTCTAGAAAAACAC
ATTGAATACACCAACGACAACAACAATACACTTCACGTTATCAATGTTTTCAGTCAGTTC
AACTCTTGGAAGGGGTCTAAACTTGATCAGCTATGCTTATAGGTGCAAATATTTAAATAG
CCAATCACGTGACGGCAACTCTGAGCATTCTGGGATGTCGACATCCTCTGGATGTTCTGT
AGAGGTTCAAAGGAAACTGGGTACGAGCTGGATCCATTTTTGTTTTAGAGCAACACGGTC
TGCAGGCGATTGCAGGACTTCAGCGCTGCAAAAACTCAGCCGTGTGCGCAGTTGTACGCG
CGTCAGAGGCGGACCAGGCGTGTTGCAACGATCCTATGCTGATGATCCTCACTTTGTTGC
GCTAACTTGTTCGTCTTACATGCTTTGTGTTTGGATAACAGCCTTACACCTGATTGGACA
GAACTCCTTACCACCACAAAAGATGACCAGAAAAGTCTTTAAATGGACCTCT
>BJ543778 ID   BJ543778   standard; mRNA; EST; 570 BP.



CTTTATGTGTGCTTTGTGAAACTCAGATATCATTAAAGACAGAAGGCGTTGCAGTTTCCA
GTACAGCTGATAAGGTTTGATATTAAAGAGTACAAAAAAAAATTACAGATCCAGAGTTCA
TCTCTCTCAAACCTCGCAGTAAAAATAATCAAAGAAGCTTTTGGTCCAAGTTGGTTCTCC
GGTCTGCCTGCCCCCCCACCCCCCAGTGTGCTGAACAGAATGGGGGGGAAGGGGGGGGGG
CNNAATTNATGGAGTTTGCAGGTCTTCANGCTGAATAATCCTGCAGAATTGANACCGGAG
TCAGATTTCAAACGATTAAACATCGTTCCTGTTAATCTCATGGAGAGTTGGCGAACTTAC
GGCTCTCGGTTTCTTGTTGACCTTCATGTCNAACCTGTGTCTGTTCTTGTTCTTCCTCTT
CTTGTAGCTCCCGTGATGGCTGCCTGAGGAANAGGAGGCGGCTTTCTGAGGCTTCAGGTC
GTGCAGCGTGGAGTCCACGTCCTCCGTGTCCTCCTGACTCGGNTCGNTCTCCTGGNTCTG
AANGNNTGGANACNNNTNNNTCTCTGNGCC
>BJ543782 ID   BJ543782   standard; mRNA; EST; 659 BP.
CACTTTACTTATTGTTCTTCCTGTTCTGTTCCACAATTCTTGGAACATATCATGAAAACA
CAAACAAGTGTACAGAGCAGTCAGAGGTCAGGGAGCTGCAGTGGACTCTGGATAACAAGG
AGATGTCTTGAAGGACTTGTTACTGCTGCTCCCTCACATTTACAGATTTTGTCACTGATG
CTTAGCATCTGATGCTACTACTGGGCCTTCAACAAGCGGGATGACATCCCTATGTTTCCT
TTGCAGTGCAGTCACAAAGAGGCGCACAGACCCCGCAGATGACGTGAATAAAACACGGAT
GAATCTGAATCTGAAAACACGCAGCCACTCAAACTGGGATAAACTCAGGCCTTGGTTCAG
AGGGGTCTGTGTGCAGGCTGACCCCTGCTCAGCCAGGACGCTTTTGTTTTGAAAGCTCTC
GAGCAGCTCAGACATGAAAAAGCTCTGCGGCAGCCGCAGAAGGGAAGTTTCCTCCGAGGC
CCTAAAGTAAACTTGGCTCCNATAAAAGCATCCGTTGGCACCTCAGCGGACAACAGGAAA
ACTTTGTTTATCAAAACCATCCCGTTGTTGGCCTCAGGGTCGAGGACTTAAATAGTAGCT
GCCACAGGGTCCTGTGCTTTAGATCTGTTTACTGAACAGACCTGCCATGTTCCTCANAT
>BJ704135 ID   BJ704135   standard; mRNA; EST; 645 BP.
ACAGCTGCTCCTCTGAGCCCGGGAGGGCCAGCACGCCCACGCCGCCAACCACAGAGGTGC
ACACCGCCACACACCACCAACCGTGTCGACCCGGCAGCACCGGCCTCCAGGCCGGTTACA
TTCCTATTCCAGTCATCCATGAGGGCGGAGGGGGTCCGCCTCAGGTAAACCCCGCCGTCT
ACTCTCAGCGCGCCCCCTACCAGCGCCTCCAGACAGACGAACGGCCCGCCTACTCTGCGG
CGCCGTCTTCTCGGGAAAGTGCTTCCCCGACGTCGCTGTTCCCGCAGCACCGGGACGCAG
CGTCTGCCCGCCTCCCACCTTCGCTTAGGAGCCAGTCCCCGACGGTATCGCAGCTGCAGG
CGGACAGACCGCAGAACCTCCTCACTAGAGACCCGGCCCAGAAAGTGGAGCAGGAGCTGC
AGAAAGCAGAGAACCTGCCGGTTCCTCAACCGCAGCTCACAGAGGTGGACGCTCCACATC
TGGAGCAGCCTCAGTCCCAGGAGCCGCAGCATCACGTTGCAGACATCACGGTTCAAATCC
CTCCAAAAGCAGAGGTTCAGGACCCAGCCGGCCCTGAAGCCCCCCCAACCAGAGCAGAGG
GGGAGCAGGGCGCCATTCACCCGGGCTTGGCGAAGGTTCAGCAGA
>BJ704190 ID   BJ704190   standard; mRNA; EST; 712 BP.
AGTCGCGCTGCTGTGGGAGCGTTCATCGGGCGGATGAGGCAGTGCAGCTCCGAGCATCCT
CCACCCTCTGCTCTCCACCTGTGCAGCAGGACAGCGCTGATGGAGCAGACCTTATTTCAC
CTGGAGTAAATTTCTGCGCCACTCCTACATTTTTTCTCTCTCTTCTGGATTCTGAATCTC
CCATCATTTCCACCTCCACATCGGGCAGCTGAAGTTGAGACGATGCCTCCGCTCGGCATA
TGGGATTTGTAATAGCCTCACATGCGAGGTTGATACATCATCTGTGATTGAACCCCCCAC
CACCCCCTCTCCTCTTCTAAAGTGGATGAAACATGGACTAATTAGTTAGAAATACAGCCA
CCATGGGAATATTCCAGCTATTTCTGGTTCTTTGCATATTTTTCGCCTCCTCAGTTGTAG
GATTCGGGGTTGACCCTGCCCTGCGCATCAGCGTATTCGATGAACTCAGGCTTGGAGATG
GCTTTGATGGACTCACTCAGGTCCAGGGCTTCCACAGCGAGACTAGAGCTTTCCACTTCC
AAGGGTCCTCCAGAGAAGTGAGAGCTTCTGCTGAGGTTTCAGCACAAATGCTCAAGAAGC
TTAAAGGCAAGAATGAGTTTACGGTTCTAGCCACCGTCAAACAAGATCGTCTCAATTCTG
GAGTCATTCTCTCCGTCCACCAGTCGGATCACAGGTTTTTGGAGCTAGAGAG
>BJ704226 ID   BJ704226   standard; mRNA; EST; 675 BP.
ATGGCGGAACCTTGTTTGGTGCTAAAAACGACTCTAGATCCCGAAGTCTCCGAAAATCAA
TCCGCCGCAAACAGCGAAGACAGCAGGGTGAAGCGGCGACTGTCTTTTCCCTCCGAAAAA
GAAATTAGTTCACGAGAAGAACCGAGTTTAACGTACTTAGACCTGAGTTTACAATGTCTT
TCTGACGATTCAAACTCTCCTCAACCGACTGACGAGAAGCTGTCAGCGACGGTCCCAAAC
GGAACCGATGTCTCTTCTGAACAGCGCGAAGAGGACAAAGAAAACACAGAAATTCATCAA
GATATGGACTGTTTACAGAAGAGCAACAGGAAGAGGAGGAGGCCACTTCCTGTCAGGAGT
CTGCCAGTGAACGCCACTCAAACACGCAGGACAGGGATGCTGAGGTGGTGAGGAGAGCAA
AGGAAGAAGGCTGCGTGAGCGTGATCTTCCCCGGCCCCGTGACCCAAGATGGCAGCTACC
GTTTTGTCAGCGAGATCCTCAAATGCGTTCTCTACCAGCGGCAGCAGCTCCCCATGACGT
ACGAGCAGCTCGTGTTCTCCCAGAAGCGGCAGCAGCAGCGAGACGTGGAGGATAAAGATG
TGGTGAGACCAAGGAAGGTCCACTCCGCAGACGTGGATTACAAGTGTCAGCAGACCCTTC
AGGAGCTGGAGGAGG
>BJ704234 ID   BJ704234   standard; mRNA; EST; 706 BP.
AACATCGTCACGTCGCTCCACATCTGCAGGCTTTTGACTGTTTTGTCATCGTGACGGTTC
CGTTCCGTAAACAGTCGAGACCATGGCAGAGCAGAACATAGAGGCCAAGCTGAAGAACTT
GCTGAAGCAGGAGAAGGTCCAGCTGTGGAGTCCTCCGTACACCGATGACGATGACCAGCC



GGGACAGATGCACATGCAGGAGCTAGCACAGCGTTACGCTCCTGTGCTGCATCTGTCAGT
CACAGAGTTAGGGGGCGCTCTAGAGTCCATCAGAGTACAGGCGGTGAAGAGGGGAAAGAG
AAACAAGATGTTTAGAGAGACCAGCGTAGCCACGCTTGAACTGCTGCTGCCCAGAGACAG
CAGGAAGAATCTGAAGGGGAGGAGCTTCCTGCAGACGAGGCTGGACGTGCCGCTGCAGCA
GTTGGTGCAGAGGATCAGGGAGGAGTTTGACCTTCAACACATCAAACTGATCCTCAATGG
CAGAACTCTGTGCGCAGATCAGCGTCTGGATGAGCAGGGTGTGAAGAATCACAGTAAGGT
GATGGTGCTGAAGGTGAGCGACTCTGAGCAGATGAACAAGGAAGAGCAGGAGAAGAAGGA
GCAAAACGAAAGCCTTCAGAGGACCCAGAAAGGCTTCCAGATCCTGTCTGAGAGAGATGG
CAGCGAGGATCCAGAGTCCGTGCCGTACCTGGAGATTGCAGACCAG
>BJ704235 ID   BJ704235   standard; mRNA; EST; 708 BP.
GAATGTGCAAAATGCAACCTGGGCTTCAGCAGCAGCGACTTGGTGATGCGGGCTCGGGAT
AACGTGTATCACATCGAGTGCTTTCGGTGCTCGATGTGCAGCAGGCAGCTGCTGCCGGGA
GACGAGTTCTCCCTGCAGGAAGGAGATCTGCTGTGCCGGGCGGACCACAGCATGCTGCTG
GAGAGGACCTCCGCGGGGAGCCCCATCAGTCCCGGACACATCCACTCCAACAGACCGCTG
CACATGGCAGCAGACCCAGTGACGGTGCGGCAGGCCCCGCATCGGAACCACGTTCACAAG
CAGTCAGAGAAGACGACTCGCGTAAGGACGGTGCTGAACGAGAAGCAGCTTCACACGTTG
CGAACCTGCTACAACGCGAACCCGCGGCCGGACGCGCTGATGAAGGAGCAGCTGGTGGAA
ATGACCGGCCTCAGTCCCAGAGTCATCCGGGTGTGGTTCCAGAACAAGCGCTGCAAGGAC
AAGAAGAAATCCATCCTCATGAAGCAGCTTCAGCAGCAGCAGCACAGTGATAAGACTGTA
AGCATCTTCAACCTGCAAGGCCTTACAGGGACCCCCCTTGTCGCTGGAAGTCCCATTCGG
CATGAGAGCACGGTGCAGGGGAACCCAGTGGAGGTTCAGACATACCAGCCTCCATGGAAA
GCCCTGAGTGACTTTGCCCTGCAGAGTGACCTGGACCAGCCAGCCTTT
>BJ704282 ID   BJ704282   standard; mRNA; EST; 229 BP.
CTCAAGGCAACTCCATCTTTCCAGATCAACATGATCAAATACATCAAAGAAAAGTACCCC
GACCTACAGGTCATCGGAGGCAACGTGGTGACAGCAGCTCAAGCCAAGAACTTGATTGAC
GCAGGAGTGGATGCACTGAGGGTGGGGATGGNCAGCGACTCCCTCTGCATCACACAGGAN
GTGCTGGCGTGCGGCAGACCCCANGCCACGGCCGTCTANNAAGTGTCAG
>BJ704285 ID   BJ704285   standard; mRNA; EST; 739 BP.
TCAGTATCTGCACGTGCTTCTGGATCTCAGCTCCAACGAGAAAGAGAAGGTGCGCACCAC
TGCCTTGGCTTTTCTGAAGCGCATGTATGAGAAAGACCAACTGAGGGATTACATCGAGAA
GTTTGCTCTAAACTACCTGCAGCTTCTGGTTCACCCCAACCCGCCATCTTTGCTCTTTGG
AGCCGACAAGGATACAGAGGTGGCTGCCCCCTGGACTGAAGAGACAGTGAGACAGTGTCT
TTTCCTTTACCTGTCCCTGCTTCCTTTGAACCACCGGCTGGTCCACGAGCTGGCTTCCGT
CTACACTGAAGCCATTGCTGACATCAAACGCAGCGTCCTCCGAGCAATAGAGCAGCCTAT
TCGTGGAATGGGGATGAACTCTCCAGAGCTGCTACTGCTGGTTGAAAATTGTCCTAAAGG
AGCAGAGACTCTGGTCACTCGCTGCCTGCACATATTGACTGATAAAGTGCCACCATCACC
AGAGCTGGTGGAGAGGGTGCGAGACCTTTACCACAAAAGAGTGCCAGATGTTCGCTTCCT
AATCCCCGTCATAAATGGTCTTGAAAAGAATGAAGTCATCCAGGCTCTCCCTAAACTCAT
CAAACTGAACCCGATTGTTGTGAAGGAGGTCTTCAACAGACTCTTAGGAACTCAGCACAG
TGAGGGAAGTTCATCTGTTTCCCCTCTCACTCCTGGGGACCTGCTCATTGCCTTACACAA
TATCGACTCAGTCAAATGC
>BJ704312 ID   BJ704312   standard; mRNA; EST; 550 BP.
GTTGGCCTAATTCACACAATGCCTGAGGCTGCTGCTGCTGCTGCTGCCACCGCTGCAGTG
GGCCTCCCCACGGCCGGTACAGTACCTCATACATAATGATGATAGCTCTCCAGACCTGGT
TCAAGTACCCTGACCGTACCTGTGTAAAGGCAGGACGGCCCTTTCATTCAGACGTTTGAC
TCCGGTGGTGTTCTGCGTCACTTCAGCAGAGCGTGTGCTGCAGATATCTGCTGCCGACAG
TAGCACTGGACGTTGTGTATCTTACCTTCTTGTCTGTCTGGTTTAGTTTCTTTTTCTTTA
GAGCAGCTTTATGGTTCTTGTCCTGCATTGCAGAGGACTCCTCAGACTTCTGCTTCTCTT
GTGTTTTGGCTGTTTGTAGACAGATTTCCCTCTGACTGGTCGAGTTTTGCTGAATTGTTG
TGAGGAACATCCTGATCCGTTGGACCCTCTGAGACGAAATTCTGTAAAGATGATAGTAAC
CCTTTTTTTTTTCCACTTCNAAGGATNGGNGTTTCNAGGTTTNGNGGGNGTTGCTAGGCA
TTAATTATCA
>BJ704325 ID   BJ704325   standard; mRNA; EST; 687 BP.
AGACACCCTCCCAGAGCCTCCACTGCAGCGCTCAGGCAGTCCGATCGGAGCCAGCCGGCA
GCGACTGTGATTTCAGGCAGCTTTGCATCTCGAGCCCCCGTCTGCACAAAGGGACAGCGG
GGGCTGACGCAGAGGGAGGGAGGGAGGGAGGGCTGCCGTCTGCGACAGCGGCGCGTTGCA
CCCGTCTGCGTGCTGGAGGAGAGGAGGATGCAGCCTTAAAGACGAGGAAGCGGCTCCTTT
CCCATCACCCGCCTCCGCCGCCGAGGCCGGCCTCATCTTTTGTTGTCATCCACCCCCCCA
GAACAAAGGGGCTCCACCTATTTTTGTGGTTCTTCCTTCGTGTGTTTGTCCTCCGAACGC
TGAGTCATCATGTCTGATCTGACGCCCCAGAGCGAGACCCCGACCCCCACCACAGACAAG
ATCACGCAGGCCGCCAGGGAGACCATCTATCTCTGCAACTTTCGCGCCTCCGTGGACGGA
GAGTGGCTCTGCCTGCGGGAGCTCAACGACATCTCGCTCACGCCGGACCCAGAGCCGGCC
CACGAAGATCCTAAGGATCCAGTCGCAATCGAGCGGCTCAACCTGATGAACATGGCCAAG
CTGAGCATCAAAGGCCTGATCGAGTCCGCCCTGAACCTGGGACGCACGCTGGACTCGGAT



TACGCGCCGCTGCAGCAGTTCTTCGTG
>BJ704365 ID   BJ704365   standard; mRNA; EST; 723 BP.
TTGGCCTCGGCCACATCTGGATCCCAGCAGCAGCAGCACGCCTCGCCTCTCTTGCCTCTT
CCTACACCTCCACACCCCTTCCCTCCCTCATCCTCAGCTGGAGCCACAGGAGCCGGAGGT
GTTTCCGTGGCGACGTCTGCTCACCTCCCTGACAGCACCACAGACAGCTGGTCGGGCTAC
TACGCCGCTCAGAGGAAGGATGGGGTCAGCAAGGCCTTTGGCAACAAGGGGGCCTCGCTC
AAGCAGCGCTGCAGGGATTACGACGAAAAAGGATTTTGTGTCCGCGGTGACCTCTGTCTC
TTCGACCACGGCAACGACCCCCTTATCGTCGACGATGTCAATTTACCCAATATGATTCCG
TTCCCGCCGCCGCCGGTCATGCCTCCCCCTGGACTACCCATGCCGCCAATCCCAGAGCCA
CCCCCCTCCCTCAGAATGCCATCGATGCCACCCTACGGCCATCCGCNACCCGGCGTCTTC
CCAATGGCCAGACCCCCACTAATACCGACGAGTGGGATCGACTCCCCCAATCACCAGTCT
GCAGTCACGCCTTCTCCTCTCATTAGACCACCTTTGGTTGGGCTTCGACCTACTCTTCCT
CCTCATCCTCCTCCTCAGCCTCCCCCTTCATCCTCAACCGTGTCTCTTCGTCCACAATAT
ATTCAGTCTGAATATAGTTATGATCCTGAAGGCTACAACCCCGAATCTCCAGGCCTGACT
GCT
>BJ704393 ID   BJ704393   standard; mRNA; EST; 668 BP.
GCTGAGGACAGACTGGCGCTGCAGAAGCAGAGAGAGCAGAGCAGCTCCCGGAAGGTTTCA
GTTTGAAGCAGAGACACATCTGCAGAGAGGAGGACCGATCAAATCATAAGGCTCAACATG
GCCATGAGGACGTTTACCACGATGATAATCAAATATTTTCAAGAAACACCTTTGACCCTC
GGCCTGTCACGGTTGCTTCACTATGCCAGCATGGCCTTAAGGACATTTACCATGATGATG
ATCAAATACTTTCAAGAAACACTGTTAACCCTCGACCTGTCACGGATGCTTCACTTTGCC
AGTTTGACACGGCGCACAGACCTGAACTCCCTGGCTCTGAGGAAGTCAGGACCTCTGCTG
AGAGGTCTCCAATCCCTCAACAAGCTGTCAGAGATGCTTCTCAGTATGAACTCTGACATC
GTTCTTCCTGGATGTCAGACATTTGATAACATCAGACAAGAGATCCAGGACATGAAGCAG
CACCTAGAAGAGTCAGAGCAGATAGCTGTTGGAGAACTGCAGCCCCTTGATGAGGAGATT
GAGAGTCTGACTGCAGAGCAAAGTTCTTTAGAGGAACAGAGGAAGAGGAGAGAAGGTGAA
CTAAAAGACTTGACACTCGAACTGGAATCTCTCAGGTCTTCTTTGCAGAGTTACAATGAA
GCTCTGAG
>BJ704404 ID   BJ704404   standard; mRNA; EST; 735 BP.
ATGACATCGATAACTCCTCCTCTGACCTCAGCGATGACGACTTCCTGGGAGGGGTGGAGC
TGACTCTGGGACAGATCGTGTCCAGCAAGACTGTGACCCGACCTCTGCAGCTGAAGAAAG
GCAAGCCGGCGGGGAAAGGAACCATCAGCGTCACTGCGGAGGAGATCAAGGACAACCGAG
CCATCATCCTGGAGCTGGAGGCCAAGAACCTGGACAAGAAGGACATGTTTGGGAAGTCGG
ACCCATTCCTGGAAATCTTCAAAGCGGGAGAAGGCGGGAAGTGGCAGCTGGTTCACAGAA
CCGAGGTGGTGAAGAACAATCTGAGCCCCTCCTGGAAGAAGATCAGCGTTCCTCTGCAGA
CGTTCTGCTCCGGTGACCTGGAGAAGCCCCTGAAGGTGGACTGCTCCGACCACGACGGCG
ACGGCTCCCACGATCTGATCGGGTCCTTCACCACCAAAGTGTCTGAGCTGCAGAAGGCGG
CGCTGGGTTCTCCGGTGGAGTTCGAGTGCATCCACCCGGACAAACAGAAGAAGAAGAAGA
GCTACAAGAACTCTGGGATCGTGGTGGTCAAGAGCTGTAAGCTGGAGGCTCAGTACACCT
TCCTGGACTACGTGATGGGCGGCTGCCAGATCAACTTCACGGTGGGCATCGACTTCACCG
GCTCCAACGGAGATCCGCGCTCTCCCGACTCTCTGCATTATCTGAGTCCAGACGGGACGA
ACCAGTACCTGTCCG
>BJ704434 ID   BJ704434   standard; mRNA; EST; 725 BP.
AACGGACAGCAGAACGCACGAAGCCGCGACAGTCTCGGCCGTAGAGCGGAAACCACCGTC
CGGGTGTCTCTGCGCGAGGCCGTCCGCGCTCAGACGTCAGAGGTTTACTCACGGAGAGCA
CGCTGATGCGGAGAGGGGCCTCCAGCAAACACGCCATCGCTTTTCCACCGGGCGGGCGCC
CCAGTCGGCGCTGCACTTCGCCGACACTCCGCCCCCCAGAGCAGCTGCCAGGGAGCCGCA
AAGAGTGCCTGAAATGTCAGCTACCGAGCTGCCCCGCTGCCCTCCTCTTCCGAAAGCACG
GCGAACGTCTTCCGGCCTGGCTGCAACCGACCGCTAAAGATATCCAAGGAGTTGCTCAGC
TGAGCTGAGAACCGTGTGCCAGCGAGCCTCGGGTAAATGTTGTTTATAAACGTGACGGAG
TCTGCTTTCCGTACATTCGTCACATCCAGGAAGCCCGTGGAAGTGACGCTAAACTCAGGG
GTTAATTTCCACAGGAGTTCCCTGCGATCTGCGCCCGAAGAGACGCAGCTAAAAAACTGG
AAAGTACAGAGAAATTTAAAGAAGGATTTTAGGAACGAATCTGCTGCTTGAGAACACAGG
CCACACGGCGCATGCGCCACTGACAGTCGCTCTGTGGATAGTCATAGCCGCGGCTTCCGA
AGGAAAACGGCCGAATTAGCACGCGCGTTCTCCGCGCAACACCAGCTCGTCTCCGCATTT
CAGTG
>BJ704491 ID   BJ704491   standard; mRNA; EST; 249 BP.
GGGGGACGAGGTGGCCGTGCGATCTAAGGCGTCGGTTGCGGCGCAGCCGGTCGCTGGTTC
GATCCGCGGTCACCGGGCGGCATTTTTCTTCGGGCAAGTCACGGTGTCCGAAGAATAAGT
GCCGCCATCCCCCACCCCGGGGCATGGCAGAAACCTACGGGTACCCCATTAGAAATTCTG
CCAAATAGGCGTCCGAACTAGGCCTTCGGGCCTACTCCCTGACTTTAATACGCCATACGA
AAAAAAAAA
>BJ704507 ID   BJ704507   standard; mRNA; EST; 703 BP.
TGTGGAGTTCCTGAGAACATCACAGATGTTCTGTATGGTAACCTAACAAGCTCTGGCCTA



GGGGAAGTCCTGCCTGTCTTCTCAGGGAAAGGACCTTTGGTGGTGAGGACGTCCGCGGGG
GAGCAGTGGGAGCTCAGCCGCTGCCAAAGCGCTCTGCGCATCAACCCCAAAAACTTCACC
TATGACTTTACCGGCAACAGAACTGTGAGCGGCTGCCATGGGAACTTTGTCTTTGACCAC
ACAGAGGTGCAGCAGAGCATCGTGACAGACTGGGACCTGGTGTGTGAAAGGGAGTGGCTG
GCCAAGCTGTGCCAGCCCACGTTCATGATGGGGGTGCTGATAGGGGCGGTGATGTTTGGG
GACATTGCTGACAGAGTTGGACGTGTGAGAATTATGATGTTCACCAGCCTCTGTCAGTTT
GCTCTCGGAGTATCTGTTGCCTTCTCTGGAAACTACTACATCTTTGTGGTGCTGCGTTTT
CTACTGGCGATGGTGTCGAGTGGCTATCTGGTGGTTGTTTTTGTGTATGTGACAGAGTTC
ACGGGCAACAAGGTGCGCACATGGACCTCAATGCACGTGCATGCAGCATTTGCCGTGGGC
GTCATGGTGGTAGCTCTCACCGGTTACCTAGTTCGAGTCTGGTGGATCTACCAGATCATC
CTCTCCATCTGCACCTCCCCCTTCCTGCTCTTCTGCTGGAAGT
>BJ704508 ID   BJ704508   standard; mRNA; EST; 841 BP.
AAAAAGCACCACTGGCTGTTTTTGCAGACGATGAGCTTCCTCCACTGCTTCCACCAGAGA
AACCAGTTAAAATAGTTGTGGCTGAAAAAATACCTCCAGCATCTGATCATGAGAAGACCT
CAGCTGAGGCCCCTGCCTCCAAAACATCACCAAAAGGCAAGAAGGGTAATGAGCCCAAAT
CTGTACCGGCTGAAGCTTCTAGACCAGCTGGTAATGAAGCTCCTAAAAATATTTCCAATC
CCAAGTCCACCCCTGTCACTGTTTCCCAGGACAAGCTAGCTGCTGTTGAAGCTGTTAAAC
CACCTGAAAAAGTCCCCAGCATGCGTTCGAAGCAAGGTGAGGAGGTTAAAGTGTCATCTT
GTAAGGGGATGAAGCCAGATGAAAATGTGAAGGCAGCCTCCATTAAGACAGAGAAGGCGG
TCCCCGTTAAAATTGAGAAAGCGGCCCCCACTAAGGCTAAGAAGGTGACCCCGGTTAAGA
GTCAGGAGACAGCCCCCACTAAAGCTGAGAAGGTGACCCCGGTTAAGAGTCAGGAGACAG
CCCCCACTAAGGCTGAAAAGGTGACCCTGGTTAAGAGTCCGGAGACAGCCCCCACTAAGG
CTGAGAAAGCGGCCCCTGTTAAGGGTGAGGAGGCGACCCCCACTAAGGCTGAGAAGGTGG
TCCCAGTTAAGAGTCCGGAGACAGCCCCCACTAAGGCTGAGAAGGTGGTCCCAGTTAAGA
GTCCGGAGACAGCCCCCACTAAGGCTGANAAACCGGCCCTGTTAAGGGCGAGGAGGCGAC
TCCCCTAAGCTGAGAAGGGGTCCCAGTTAAAGTCAGGAGGCGGCTCCCCTANGCTGAAAN
G
>BJ704512 ID   BJ704512   standard; mRNA; EST; 712 BP.
AGCACTGGTTGGCCACATAGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCGTCTTCAGCC
GCAGCATCGAGTCGGCCTTGTTGGCCTATCAGCCTCGGACTCTGTGGGCTTTTGGCTCGG
CTCCCCGCTTCTACCCTTCCAGTGTGACCAACAGTCAGGAGACAGTGATGAAATTCATCA
TCGGCATCGGAGGAGTGACCAACGGTGGGAAGACCACCCTCACCAACAGGCTGCTGAAGA
CCTTCCCAAACTGCTGTGTGGTGCATCAGGACGACTTCTTCAAGTGATCTCCGCTCTGGA
CATGGAGGCCATGGTCAGCACCGTGAAGGGCTGGCAGGAGAACCCGGTCAAGTTCGCCCG
CTCCCACGGCGTCAGCCTGTCCTCTGACGCCGACGGCGAGGCCGTCCATATTCTCATCGT
GGAGGGCTTCCTCATCTATAACTACAAGCCTCTGATCGACATCTACGACAAATGTTTCTA
CATCTCCATTCCCTACGAGGAGTGCAAAAGAAGGAGGAGCACAAGGACGTACACGGTCCC
CGACCCCCCCGGCCTGTTTGATGGCCACGTCTGGCCCATGTACTTGAAGCACAGGAAAGA
GATGGAGAGCAACTGCGACAGAATAGAGTACGTCGACGGAACGACGACCAAGGAAGACAT
CTACAACAAAGTGCATGAAAGTGTTCAGAATTCCCTTCTGAACCAGTCATAG
>BJ704601 ID   BJ704601   standard; mRNA; EST; 747 BP.
GCAGAGGAGGATAAGGTGGAAGTTGTGGAGGAACTGCAGCAAACTGTGGACGAGGAGAGC
TCCAAGGTGATCAAGGAGAGCGATGAAGAGCTCGTTGAGAGCGGGGAAGGGGCTGAGAAG
ATCCCCAAAGTTCACGAAATGATAGAACGGGCACTCAAAGAGAGTAAAAATGTGTCTGAG
AAGATCTCCGAACCCCACGAAGAAAATGAAGACGGAATCGAGGAGAGTGGAGAAGTCCAG
AACAGATCCAGACATTCATCTGTCTCTTCTCACAATTCATCAACTCATGGCCACCCGTGC
GACGACCCGCCTGTCCAACCGAAGAACTTGGATGAAAACCCAGAAGATGGGACGCTGATG
GTGTGCGACACTGACCTGAAGCCCGACCAGCCAGAAGACTGCAGCCTGAAAACTCTGGAG
AACGTCACTTTAGAGGATCAGAGGAAGGCGTCGGAGGATCCAAGCCCACCTGACATCTGT
CTGTACGTGAAGGCCGGCAGTGACGGAGAAAGCGTTGGGAACTGCCCCTTCTCTCAGCGT
CTCTTCATGATCCTTTGGCTCAAAGGCGTCGTCTTCAACGTCACCACCGTCGACCTCAAA
AGAAAGCCTACAGATCTGCACAACCTGGCCCCGGGGACACACCCTCCTTTCCTCACCTTT
GATGGCGAAGTCAGGACAGATACCAACAAGATTGAGGAGTTTCTGGAGGCTACGCTCTGC
CCTCCAAGTATCCCAAACTGGCTGCCA
>BJ704634 ID   BJ704634   standard; mRNA; EST; 622 BP.
AGGATCTTCAGGACTCGACATGAGGACCTCGGTTCTCTGCTGGCTTTTAAGCTCTCTCTG
CCTTCACGGGGGCTTCTCTGCCTCCACCATGTGACAGTCAAATCTACTGTTATGGAGCCA
TCCTGGATCATATGCAGAGAGCTAAGTTCTTCACAGATGATAAACACTTTGTGGACATGA
AGCTGAACTCCCCTCCTGATCTTGTTCTGTCGTCCTTCCACAACCTCTCCACTGAGTTCC
TGAACTCCATGGTTCCTCCTGCTAAGCTGCAGGAGTTCCTGGATCAGTACTTCGAGGAAC
CGGGGACGGAGCTGGAGCCGTGGGCTCCACCAGACTGGAACGCCCAGCCAGAGTTCCTGA
CGGGAATCGCAGACGATAAGCTGCGGGAGTGGGCGGGGCAGATACATAACCTGTGGAATT
CTCTGGGCAGGAAGATCCGCAGCGATGTCAAAGATCACCCAGAGCTCTACTCGCTGATCT
ACACCCCCCATCCCGTCGTGGTGNCGGGGGGCCGCTTCAGGGAACTCTACTACTGGGACT



CCTACTGGGTCATCAACGGGCTGTTGGTGTCCGGGATGACGAGCACGGCCCGCGGCATGA
TCCAGAACTTTCTCTACCTGGT
>BJ704651 ID   BJ704651   standard; mRNA; EST; 724 BP.
ACATGCTGGCCCTGCTGGCAGCCGGCTCTGTCTTCTTCCCAGGACTCTTCCTGGTCTCCA
GGCGGACGCTGCAGTGCCTTCTGGGATGGAGCGAGGGCGACGCTGTGATTGTGTCTTCAC
GCCTAGTGTCGTCCCTGCAGGCCATCATGGCGTCGTCTGCCGGGTGCGTCATCGCCTCGT
CCTGCAGGGACATCCTGGAGGACGGACACTGGCTGACCAACAACTACATCCTGTTTGCAA
CGCCATACTTCCTGTACGACATCTACGCTATGTTTGTGTGTTACTGGCACAAAATGCAGG
TCAAAGGTCACGAGGAGGCGGGGCGCGGCGGTCTCTCCATGCGGGCCGCGCTGCCGGGTT
ACCTCCGCCGGGAGATCCTGATGGTTCTGCATCACGTCTTCATGGTGGCCTTCTGCTTCC
CCGCATCCCTGCTGTGGCGGCGGGGTAAAGGTGATTACTTCCAAGGCGTTCTCTTTCTGG
CCGAGCTCAGCACGCCGTCTGTCTGTTTGGGAAAAGTCTTGATCCAGTACAGGAAGCAGC
GGACGCTGCTGCACAGGGCCAACGGCGTCTTCATGCTGCTGTCCTTCTTCTGCTGCCGCG
TGCTGCTCTTCCCGTACCTGTACTACGCCTACAGCAGGTACGCCTCCATCCCGCTCCACC
AGGTCCCCCTGGTGGCCCCCTGGCAGTGCAACCTGGGGGCGGCTCTGCTGTGGCCCCTGC
AGCT
>BJ704719 ID   BJ704719   standard; mRNA; EST; 155 BP.
CACCCATATGTGAGAGCTCTCTGTTTGCATGCTTCCNCCAGCTTACAGAACAAAGACTCT
GANTTGTGGGCANGATTGNCTGTGCANAGGAAGCCCGCCCCCACTTTCCATCATCCATCT
NTTTACAAGCTCTCCCGCTAGCTTTCAGCACCTCC
>BJ704749 ID   BJ704749   standard; mRNA; EST; 689 BP.
ATTCCCGGCCTGCCATGCTCCTCCAAGCCGTGATCCTGTTGCTGTTGCGCTGCTTGGCGT
CCTCCCTTGGCCAGTACGACCTGTGCAAGTCCCTGGTGAGCACGGATGACGGCTCGGTGT
GGGAACATTACGCGTGCCAACCGAGTCCCGCGCCCATGAAAGACTACATGCGGATCAAAG
TAGACCCGCCAGGAATCACGTGTGGAAATCCACCTGAGAGGTTCTGTACTCTGGAGAACC
CATACTTGTGCAGCGATGAGTGTGATGCATCTAGCCCTGACCTTGCCCACCCGCCTCAGT
TGATGCAGGACAGCGAGCGCAATGGTATGATCACCTACTGGCAGACAGTCACCTGGAGAC
GCCACCCAGAGCCCCTGCTGGCGAACATCAGCATGTCCTGGAACAAAAGCCTGGAGCTCA
CAGATGACATTCAGATCACCTTTGAATATGGCCGTCCCACTATCATGGTGCTGGATAAAT
CCATGGACCATGGCCGCTCCTGGCAGCCCTATCAGTTCTATGCCGACGACTGCTTGGACG
CTTTCAACATGCCCCCCAAACGAGTGCGCGACCTCTCGCCCGCCAACATCACACGGGTCA
TCTGCACCGAGCAGTACTCTCGCTGGGTCGGCTCCAAGAATGACAAGAACGTAAAGTTCG
AGGTGCGGGCCCGCTTCTCTGTGTTCGCA
>BJ704754 ID   BJ704754   standard; mRNA; EST; 737 BP.
GTTCTGGGAGCTCCAGAGGCAGCAGCGGGTTTTGGGGAGACTCTGCTGGATCTCCGAACC
GCTGGCCCGAACAGGTCCGGATCCTCACATCCATGTGGACCCGAATCCCGCCGCTGGACC
GCTGAACCACCCTTTTTCATTGCAACTCCGGGGTGTCTGGATCTCTGTGCCCGCCGCCCA
CGCTTCGTTCCCGCAGGTGCGGGTCAGCGGGTGCTTTTGCGTGATGCCTGCCGGGTCATT
CGGAACCTGATGCCGCAGAGAGCCCCCGTCGCCGCAGAGGAGATGCCGCTCAGCAGCGCC
TGCAGGCGGGACAGTCACAGGGCGGACGCGGCGGAGCGGNTGCGCTCCGTGCGGGAGCGG
CTGGATGCGGTGGTGTTTGGGCTCAGCGAGCTGGAGAGCATGCGGCAGCGGCAGCAGGTG
CTCATCCGAACCGCTCTGGAGAAGCCCGGGGATCGGGAGGCCCAGCTGAGTCCCGAGGAG
AACATCCTGGTGCTCAGGAGGCAACTGAGCCTTTTGAGGAGGGGGGAAGCGGTCCTAATG
GGTCCACTTCAGGAGCTGGACTTACACATCAACCAGCTGCGGCTGGATGGACAGACACCA
AGTGACCAGGTGGACGTGGACAGCCGACCGAGCTCAGGGTTCTACGAGCTTAGTGACGGA
ACGTCTGGGTCGCTCTCCACATCTTCTCATTCTGTCTTTAGTGAATGTTTGTACTCAATG
ACTGACACTGACGGAGC
>BJ704837 ID   BJ704837   standard; mRNA; EST; 641 BP.
GCAAACAGCTGATTATCGGGCGCCTGCCTTTGCCTAAGAATCACGTCTGCCCTCAGATGG
CAAACAGAAGCAACCAGGGCTCAGGCTCTGTAAAACCTAAGTTCCCCTTTGCTCCTAGAA
AGGTGCCGCTCCACAATCTAAACAACACAAAGAAAGTTTTCTACTGTCCGCTGTGCAAAC
ACAGCTATGCCCGCAGGTGGAACCTCAAAACGCACCGTTGTCATGCCGACGCGTCAGCCG
TGTCCAGGCTGGGTAATCCCTTCCACGGAAGGCTCGCGCTGAGGCCGGACGAAAACAGCG
AACTGTTCACACATGAAAATCAAAACGGATATTCGGATTTCAGGAACATTGGTGTCGGAA
CCGAGCTCATGGACCGCGTNAAGGTTGAGGTCCCGTCTCCAGCTGTCAAGCAGTCGGACG
TTTCACAGACGGCCTGGACTCCTCCGGCAAAGTGCTTCTCCCCATTCTCGAACAAATCCT
CCATGAGGGACGACAGCCTGTCCCTGTCTTTACTGCAGGAGGGAGCAGAGTTGAGCTGGG
GGACAGACGCTTTAGTCAGCGAAGGGAGTAACGAAGGAAGGTGGGCAGTGCCAGGGGATG
AGGGGATTCTGGCCTTTTCCTCTGCAGATAAAGCCAGCGAT
>BJ704842 ID   BJ704842   standard; mRNA; EST; 138 BP.
TACTGGGGTCTGCGGAGAAGAGGANTCAGACGGAGGCGAANCGAAGCGCGGCGGCTGGAA
AAACTCAACATTCCGCCTTAAAACGAGCCATCGTGGGCCGGCGCTGCTTCTTCCTCATCG
GGACGCTCTACATGTACC
>BJ704948 ID   BJ704948   standard; mRNA; EST; 685 BP.



GAAGCCTCATCAGCGGCTGACCAAATACCCCCTCCTGCTGAAGAGCGTCTTGAAGAAGAC
GGACGAGCTGTCGGCGCGGGACATCGTCAGCAGCATGGTGGTGATGGTGGAGAGCTTCAT
CAACAGCGTGGACTCCCAGATGCGACAGCGGCAGGAGCGGCAGAAGCTGGCCACCATCTC
TGCGCGCATAGACTGCTATGAGGCCGTGGAGGGCAGCAGCGAGGAGGTGGAGAAGATCCT
CAAAGAGTACAACCGCTTCGATCTGATGGCTCCCATGAGGGGAACGTCGCCAGAGGAGAC
TCGACAGCTGCAGCTGGAGGGAGCGCTGAGGATGAAAGAGGGCAAGGACAGCAGGATGGA
CGTCTACTGCTTCCTGTTCACTGACCTGCTGCTGATTACCAAACCGGTGAAGAGGCTGGA
GAAGGTTAAGGTTATCCGCCAGCCCCTCCTCATCCACAACATCGTCTGCAAAGAGCTGAA
AGATCCTGGCTCCTTTATCCTCATCTACCTCAACGAGTTCAACAGCGCTGTGGCGGCCTA
CACTTTCCAGGCCAACAGCGCCACTCAGGGGCGATGCTGGATCGATGCAATCTACAACAT
CCAGAATCAGCTGCAGAGGCTTCGCAGCGAGGAGGACCTGCGGCGGCAGCAGCGCCCAAG
GAGCTGCTCCGGGGTGGACGTTGAC
>BJ705037 ID   BJ705037   standard; mRNA; EST; 588 BP.
CCTCCCNGCCTCCGCACACTCNTGACCGCCGCGTAGGAGCCCTCATCCCCGGACANACAC
NCCGATCCACGGACAGGANAATGGCGAAGCACCGCCCAGAGAGGGACAGCTGGGGGTCCC
TCAGTGATAAAAATGTCTACGACTGGANCTCGGAGGAGGAGGAGCCANACGGACGGGCCC
GCCCCGTCCAGGTGCTGCTGGTCAAANACGACNACACCTTCNAGCTGGACGAGGCGGNGC
TNATNCGCATCCTGNTGNCCGAGGAGGTGNANGACCGGGAGGTGGTGNNCATCTCTGTGN
NGGNGGCTTTCCGTAAGGGAAAGTCCTTCCTGATGGACTTCATGCTGCNCTTCATGTACA
ACCACACAACGGAAAACTGGGTGGGAGATTCGGANGAGCCTCTGACCGGNTTCTCCTGGA
NGGGGNGCTCTGANAGGNATACCACGGNNATCCANATCTGGANCGAGGTCTTTCTGGTGG
ACAAACCGGATGGACGGAAGGTCGCTGTGCTGCTGATGGACACTCATGGAACGTTTGACA
GCCAGTCCACCCTGAGGGACTCCGCCACTGTGTTTGCTCTGAGCACCA
>BJ705053 ID   BJ705053   standard; mRNA; EST; 704 BP.
TACTTGTGCTCTGACATCAGCCCAGATAGGACGCAGGCGCTCCCGCTTTCAGGACGCGTC
CCCTCTGCCAGGAAAGGTGAGCCCTTCAGGACGCAGATCTCATTTATCCAGCGGATATAT
CTCACCGTCCCCCCCCTCGAGGACGATGAGGAACGAAGCCGGAGTTTGACTGAAACGCTC
TTTTACGCGCCGCGTCCATATAGTCCTCGTCGACGCACGACGCAGGGAGGAGTGGTGTTT
CTCCTGTGGCCGGACTGAAGCCCCTTTTTTTTGCTGAAGGATGGTGCTGGACAAGGAGGA
GAGCGTGTCTCTCGTGTCCCTTCAGTCCAGAGAGAAGCCGAGAGGTTGTGCCGGCTGTAA
TGGGAAAATCCTGGACCGCTTCATGCTGCAGGCCTTANACAGGTTCTGGCACGAGGATTG
TCTGAAGTGTGCCTGCTGTGACTGCCGCCTGGGCCGGGTGGGGTCCACGCTTTACACCCG
TTCCAACCTCATCCTCTGCCGCANAGACTACCTCAGGCTCTTTGGGGTGACGGGGAACTG
CGCAGCGTGCAGTAAGCTGATCCCCGCCTTTGAGATGGTGATGAGAGCCAGAGACAACGT
CTACCATTTAGACTGCTTCGCCTGTCAGCTCTGCCGCCAGAGATTTTGTGTGGGAGACAA
GTTTTTCCTCAAGAACAACATGATCTTGTGCCAGCTGGACTATG
>BJ705071 ID   BJ705071   standard; mRNA; EST; 149 BP.
GCCATGGACACAAACGAACCCACACATTTCAAAGTCTTTAACGTCCCAGCCGCACATCGG
GATGAAACACAATATCGGAAACAAACACTTCAAATGCGACTGTTGTGGTTGGAAAGCTTA
TGTTGCCACAAAAAAAAACAAAAAAAAAA
>BJ705077 ID   BJ705077   standard; mRNA; EST; 692 BP.
GGTGTGTGACCAGGACATATCCCTGGTGGTGTCACACCCTGGGGAGGGCTGTATGGCAGA
GGTGGAGCTGCTGGCCAATGCACTGCCCGGGCGAGAGATGATGTCATCAGTGTGCACTTC
CTTGTTGGAGGTTTTAGGCAATAAAGAGAGCAGCGTCCCGCTCCTCCTCACCTGCATCAG
GACTCTAACTTTCCTCACTGAGCATAACTATGGAATCTACCACCTCAAAGTTGCTTTGAA
GAAACATAGTAGTGAGGTGTTCTCACTGCTCAAAAGACTGATTTCAAGCTTCAGCAAGGA
TTCAGCAGATTTGCTTTCTGCTCTGCTTGACTTTCTCAGGCAGATTGTCAACACAGAAAC
AATGTGTGTTGAGGAGGGTCAGGGCTCCAGCGAGGAGCCTGTTTTTGTTCATCCACGACT
GATGTCGCCTTCTGAGATGAAAGCTCTGCTGCAGTGGGAGGAGTCTGAGTCTCATCCAAT
ATCTTCTTTGGAGAAATTATTAACTAAACTTTGTAAAGAAGGCGATTCCATGGAAACCAT
GTTGGAAAATGTGATTGTTCTGAGGCAGACGCTGGAGGTGGCTTCAGACACAGCTCCAGT
GGTTGAAACTGAGCCCATTCTGCCTCCTCCTGAGACACTTGCAGCTCAGTTTAACCACAG
GACAGTGTTCATTCTGTCTGAGGCACTGGATG
>BJ705090 ID   BJ705090   standard; mRNA; EST; 656 BP.
AGAAAACCGTTGGAGGGTTTCTGCAGACGCAGAGGGAGCTGAGGAGGAGCGCCACGGTTT
CTCCTGCAGTCTGAGGGGAGGTCAGCTTTTGGGGGCCGATGGAGGACAAGGACCACTACC
GCTTTGAGAATGAGATGGACACCAGCGTGCTGTGGCTCAAAGAGACTCCGCCTCCTGCCC
CGGGCCCAGGCCCGTCCAGGCTCCGGTTCTGGATGGTTCCTGCTCTGATGGCTGGCGTCC
TCCTGGTTCTCATCGTGGTTCTAGGAGTCTACAAGGCCATTAAGGAACTTCATCGGCTGC
AGTTCTCTGTGCAGAACCACGGCGAGCAGCTGACTGCAGTGTCCGAGGCGCTGAAGCACC
TGTCGGCGGTGGACTCCCTGAGCCGGAGCGTGGCTGAACTCAGATGTTCCCTCAACAGGC
TCAGCGATAATGGTTCTGCAGAGGACGAGTGCTGTTCTCTTGGCTGGACTCAGTTCGGTT
CCAGCTGTTACTTCTTCAGCCGCGTCTCTCTGAACTGGAACGAGTCCAAAGTCTGGTGTG
AGAAGCAGAACGCTCACCTGGTCATCATCATCACCGACAAGGAGTGGGACTTTGTGACCA



AAACGTCCATTCCTGATTGGTACTGGGTTCGGCTTGTNTGATGGAAGGACGGGGAA
>BJ705102 ID   BJ705102   standard; mRNA; EST; 704 BP.
AATCTTTTCTGACCATGCAGGCTTCCGTAGATTCGCTGCTAACACTCCAGCGTCCATGTG
CTAACGCCAGTTAACAGGAACATTTATTGTTTTGCAGCAAACGGCTACTAGAGGGACCGT
AAAGGCTGAGTTAAGTGGGAAAAATAGTTTATTGGGGTAGAAAAGTATTCGATAAACACG
TAACTGACGCTTGTTTTGTCATGCTAGCAACAAGCTAGGTTGAGGCTTGCTCGTATGTAG
CACAGGGTCTCTGGAAACTTGTTTCTCATGTTTATGAAGTGTAGGACTGCGATAAGGTTT
TTGTCCAACTTTTATTTAGAAAAAACTGCTAGTCATTAGAGGCTTGTTTCTGCATGCTGG
GGCGACCTTTCCTGCTTTTCTCTTGCCGCTTGTATTCTCCTTGCACTCGATCCGTAAGGT
TGGATCTTTGGAGTTTTGGTTGTGCTGTCGCTACCAGCAGGAGGCTCAGTTCCATGGAAG
ACGAGGTTACAACCGCCAACCCTCCACCAACATCTGCTGCATGTTCAGCTGCAGATACGA
GTTCAGACGCCGCAGGAACTCAGGAGAAGACCACCGCTGTGGAGCTGTTATCTGGAGAGA
CAGTGGTCAGGGAAGGGAAGGCGGCCATCTTGTTTCCTAGTGCCAATGAGGTGTTTTACA
ACCCAGTCCAGGAGTTTAACAGGGATTTAACATGTGCTGTGATC
>BJ705115 ID   BJ705115   standard; mRNA; EST; 497 BP.
CGGAAACCGGCGTCGCCTCCTCTGGATTTGAACCGGCGACTCGAACGCAGGACGAGCAGA
ACCCACTGACCCGCCTAAGACCCGCCTCCGAGTCCCGGGCGACGGCNGCGGCGACGGCGT
TCACTGTGGAGACNACCTCTGCCGCGGACAGACGGGAAGCGGAGCTTCAAACGTCCACTT
AGACTCTTTTCCAAAGTGATGAGAGCTGGGAGGCTTCAGCTGAAGGCGTGATCATGGAGG
AGGAAGGCCGGCCTCTGCTGAGCTCGCANCACGCCGCCGACTCCCNCCAAGCCTCTGCGG
GATCGGTGGACNCNAGGGCCAAAAGGCCTTTCTATGTGGAGCCTCGAAACATCGTGGACC
ACGACCCTCAAGANAGGATCTCTGCCGAAGCCGCCATCCTCAACAGCAGACTGCACTACT
ACAGCCGGCTGACGGGCTCCTCTGACCCNCTGCTGAGCCCCCCAAACCATGTGGTCCCAC
AGCCTGAGGAGATCTAC
>BJ705123 ID   BJ705123   standard; mRNA; EST; 722 BP.
TTTGGCTACGACGTGGAGGATTTCCGAGATGTTGACCCCCTTTTTGGAACCATGGAGGAC
TTCGAGGAGCTTCTGGCAGAAATGCACAAAAACGGTTTGAAGCTGATTATGGACTTCATT
CCTAATCATTCCAGTGACCGTCACCGCTGGTTCAACTTGAGTCGGACCCGAGATCCGCTC
TATGAGGACTACTACGTCTGGGCTGACTGTAATGCAACAAAAAAGCCTAATAACTGGGTG
AGCATTTTTGGAAACTCGTCATGGACTTATGACGAAGTTAGAGGACAATGCTACCTTCAC
CAGTTCCTCAAGGAGCAACCAGACCTGAACATGAGGAACCCAGCCGTCCGCAAGGAGATC
ATCGATATTATTCACTTTTGGCTATCGAAAGGTGTGGACGGTTTCCGGATGGATGCGGTG
AAGCACATGCTGGAGGCAACACACCTGCGGGACGAACCACAGGTGGACCCCAACAAACCA
CCGGAAGAAGTAACAACTGAGTGGGACCTTTTTCATGATTACACCACAAGTCAGGTTGGC
TTGCATGATATCTTGCGTGAGTTTAGGGCTGAGATGGAACCCTACAGTCGCGAGCCTGGA
AAATACAGGTTCATGGTGACAGAGTCATATGATTATGAAGAGGTGGAGAAGACCATGATG
TACTACGGGACCCCCCTGGTCAAAGAAAGTGACTTCCCCTTTAACTTCTACTTGCTGGAC
TT
>BJ705162 ID   BJ705162   standard; mRNA; EST; 227 BP.
TCCAGCGCCGAGGAGGCGCANGATGAGGGGCAGGANAGCAAAGGATGCTTCNAGNGCTGC
ATCAAGTGTCTGGGCCGGGTGCCCTACCCCTCNCTGGTGGCCACCATCCTCTGCTTCNGC
NGNGTGGCCCTGTTCTGCGGANGTGGTCACNTGGCGCTNACCANCACCCTCACCATGCTG
GAGAACTACTTCTCCANGGTCANNACCGACCACNCCACCCTCACNGC
>BJ705187 ID   BJ705187   standard; mRNA; EST; 383 BP.
ACTCAAGAACCGGCAGAGGACCGGCNAACAAGTCCAGAGTCGTTGAACTTACTANCTGCG
TTCTCANTCNCGGCCGGATGACGAGCCTGCATATGAGCGCGCAGGAGGAGATGGTGGANA
AGTTTCTGGATGCTGCCGCCAGAGGCGACCTGAGCCAGCTGTCANCTCTGCTGTCCCACA
GNCCCTCCCTCCTTAACCAGACTGGATACNGCGGCTGGACGGCGCTGATGCTAGCCANAC
GCAACNGCCANCATCATGTGGCGGAGAATCTGCTGTCACTCGGCTGCAACAAGCTCTGCA
CAAACANCTCGTCTCANACCGNCTACGACATCGNTAANTTCTGGGGTCACGGACACATCG
CCCGGCTCCTGANCCGNGCGGAC
>BJ705197 ID   BJ705197   standard; mRNA; EST; 111 BP.
GGGGGCGCCCNTATCATGGGAACAGGNGGACCCCTTTGCATCTCTGCAGAAGGTGGNCCA
GGACTCCACGNTGCTCCTCATCTGCATCACAATGTTTCTCTCCTACCTCCC
>BJ705230 ID   BJ705230   standard; mRNA; EST; 701 BP.
CTCTTCAGCCAGGAATGAAGCTCGCCACAGTGTCTCTGTTTTCCTCCGGCCTGCTGCTTG
CTGTCTTCTCGACTGCAGCTCATGGCGGTAAAGTTCTGGCGTTTCCAGGCGAGTACAGCC
ACTGGCTGAACATGCGGACTATCATCGAGGAGCTCGTGAGGAGGAACCACTCCATCACCG
TCCTGGTGCCAGATGCTTCACCGTCTGTCAACTACAACAACAGCAGAGACGCCGCCAAGT
TTGACTTCCTGGTGTTCAAGGTTCCCTTCTCTCGCTCAGACTGTGTCAGCATGATGCAGG
AATTTATGGACTTCTCCATGTACGAGATGCACAGCTCCTCACTGCTGCAGGTCTTCTGGA
GGATGAGCTACTTCATGCAGCGGTCCTCGAACCTGGGCATGCAGCAGTGTGACGCCATGC
TGAAAAACCAGCAGCTCATGGCGACTCTGCGGGACGCTTCTTATGATGTGGTCCTGGTGG
ACCCGCTGGTCATGTGTGGAGACTTGGTGGCGGATCTGCTTGGGGTTCCGCTCATCCTCT



CCTTGCGCTTTAGCTTTGGCAGCACCTTGGAGCGGCACTGCGGCCACGCCCCGTTCCCAC
CCTCCTTCGTCCCGACGGCTCCGCTGCCGTACAGCGACCATATGTCATTTGTGCAGAGGC
TGACCAACACGCTGATGACTGTGTCCATGTCGGTGCTGCAC
>BJ705255 ID   BJ705255   standard; mRNA; EST; 739 BP.
AACATGGCAGGACCCAGCGCTCCAGCCACTTTGGCTCAACCAGTCACCATCAGAGAGATT
ATGCAGCGCCCTAAAATTTGGCTCCCAAGAACTCTTCGGTAGACTATCATCAAAAAAGTT
GGCGACGTGGTCAACATCATGATCCCATTTCAGGGGAAGCCCAGGCCAAAGGTTTCTTGG
ACTAAAGATGGGGAGCCTCTCAGTCCCTCATTTGCTAATGTGAGGAACAGTGAATTTGAC
ACCATCCTCTTCATCCGTAAGACAGAGAGAATCCACTCAGGGCAGTACGATCTGAAGGTG
GAGATTGAGAATGTGGAAGATACGGCTAGAGTCACGCTGCAGATTGTTGATCTCCCAGGT
CCTCCTGAGGCCCTGAAGATTGTGGATACCTGGGGTTTCAATGTGGCGCTCGAGTGGAAA
CCACCAAAGGACAACGGTAACTGTGAAATAAGTGGCTACAACATCCAGAAAGCTGACAAG
AAAACCATGGAGTGGTACACGGTGCACGAACACTACAGGAGGACACACTGCGTTGTGTCT
GACCTCATCATGGGAAACGAGTGCATCTTCAGGGTTTTCTCCATCAACCTGGTGGGCTTG
AGTCCAGAACCGTGCACCACAAAGGACAGCGTGTACATCCAGAAAACAGGTATCCTTTAC
ATGGCTCCAAACTATAAGGAGCATGACTTCTCAGAGCCGCCAAAGTTTACACATCCTCTG
GTGAACCGTTCTGTCATAG
>BJ705265 ID   BJ705265   standard; mRNA; EST; 129 BP.
TCTTTCTCCTTTTGAGTCGTTTAAGGCTGTAGGTTCCGCGCGCCTCTTAAAGGCTTTTGT
TCTCCTGACTGCCGCGTGACCTCCTTGAGGAGGAGGGGGGGGGGGNGCAGGGGGAATAAA
NGNAAAAAT
>BJ705294 ID   BJ705294   standard; mRNA; EST; 282 BP.
CTCCTTTCAAGAATGACAACTAGAGGAGTTCTCTTTGTGGCTCAGTGGTTAATGAATCTG
ATTAGGAACCATGAGGTTGTGGGTTGATCCCTGGCCTTGCTCAGTGGATTAAGGATCTGG
CGTTGCCATGAGCTGTGGTGTAGGTCACAGATGCAGCTCAAATCCTGCTTTGCTGTGGCT
GTGGCGTANGCCGGCAGCTACAGCTCTGATTGGACCCCTATCCTGGGAACCTCCATATGC
TGCGGGTTCGGCCCTAGAAAAGGTAAAAAGCCNAAAAAAAAA
>BJ705390 ID   BJ705390   standard; mRNA; EST; 690 BP.
ANAAGCGGCCTGAACTGTCGTTCGACCGGGCAGACTTTTGGATCCGGGAACCGTTTTTCT
GCGGTCCATTCCCCGACGGCGGAGCTGCTCAGGCCGTGACTGCAGCGGCATGGGGGCCTT
TGAACGGACCGTTCTGGTAACGGGGGGCTCCGGGTTCATCGGCTCTCACCTGGTCTGCTC
TCTGGTGTGTGAACATCCAGACTGGAGGATCATCAACCTGGACCAGCTGGATTCCTGCTG
CAGCCCCCGGAGCCTGCGCAGCGTGGAGGACAGGAGGAACTACACCTTTGTCCAGGGAGA
CGTGTGCGACCCCTCCCTGCTGGACCGCCTCTTNAGCGCCCACCGCATCGACGTAGTCTT
TCACCTGGCGGCCAGAACGCACGTGGAGGCCTCCTTCCAGAACCCGGCCAGCTTCCAGCG
GGTCAACGTGGAGGGAACCAGAACCTTACTGAGGGCCGCCCAGATGGCCCAACACCGGCC
ACAGCGGTTCCTGTACATCAGCACGGATGAGGTGTACGGAGCCGGCGCCGACCGGGCGTT
TGATGAGCGCAGTCCGCTGAGGCCCGCCAACCCGTACGCCGTCAGTAAGGCGGCTGCAGA
GAACCTGGTCAGGTTCTACTGGGACCGGTACCAGCTGCCCGTCATCATAACCAGGAGCAA
CAACATCTACGGCCCCCGGCAGCACAGCGA
>BJ705395 ID   BJ705395   standard; mRNA; EST; 410 BP.
AAACATCTCCAGAGTCATACCTGGAGGGGTGGCCGATCGCCAGGGGGGGCTGAAGAGAGG
AGACCAGCTGCTGTCTGTCAATGGAGTGGTATGTATGTGTGATGTTCGATTCTCCCTTCT
GAATTTGTGAGCTTCAGGAGCACGGGGGGAAGTGTCTGTGGGTCCACGGAGACCCCCGGT
GGGATCTGAACTGTGCCGTGTCCCTGCAGAGCGTGGAGGGGGAGCAGCACGAGAAGGCCG
TGGAGCTGCTCAAAGCTGCTCAGGGGTCGGTCAAGCTGGTTGTCCGCTACACCCCGAAGG
TTCTGGAGGAGATGGAGGCTCGCTTTGAGAAGATGAGGAGCGCCCGGAGACGTCAGCAGC
ACACCAGCTACTCGTGAGCCTGCTTGTCAGTCCACACCCCCCCCCCCTGG
>BJ705521 ID   BJ705521   standard; mRNA; EST; 720 BP.
AGAAAAGTGTGGACTTTTGCAAACCTGGACCAAACGTTCTTCTGCTGCTAATCAAACCCT
CAAAGTTCACAGAAAAGAAGAGACAAGCCCTTTCTTCCATTCTCAGTCTGTTCAGTGAAG
ACGCTTTCAAACACTCGATGGTCGTCATGACCCATGATGGGGCTGAAACCGCCTCAGCCA
GAGAGCTGCTGAAAGCCTGTGATGGACGCCAGTACAGCATGTCTGAACATAACCACCAAT
CACTGATGAAGATGATCGAGAAGATTGTTTTACAAAACGAAGGATCCTTCCTCACCTTTA
AGGAAACTGCCGTGTACAAAGAGAAGAAACCAACTTTGAACCTGGTTCTGTGGGGGACGA
GACAACCTGAAAAGACTTTAGTAGCCAAGACAATTTTGGGCCCAAACTACACGTATCCAG
TCCCCTCAGGCGATTGTGTGAGGAATCTGAGGGAGCTGTGTGGTCTTTGTGTGTCTGTGG
TGGAGCTGCCTCCTCTTCACAAAAAACCTCATGATGAAGTGATGAAGATGTCTATCAAGA
GTGTCTCCCTCAGTGACCCTGCGGGCGTTGATGCCTTCATCCTGGTCCTGCCGGTTGGTC
CACTCCCTGATGAAGACCAGGAAGAGCTGAAGACCATCCAGAGCACATTTGGTTCTCAAG
TGAACGACTTTACCATGATTGTTTTCACTGTGGAGGTAGATCCCACCACCCCTACTATTG
>BJ705583 ID   BJ705583   standard; mRNA; EST; 652 BP.
CTGGTTTTGCACAACTTCCACAGAAGGTGATATGGAGACATGTCGGGGAACGGCCCAACA
ACTTGGGCAACAACACCCTCCTGGTGAAGTGGATGCCGCAGAACGACCTGTTAGGTCACC



CCAAAGTGAAAGCCTTTGTTGCTCATTGTGGTACTAATGGCATCTATGAGTCCATCTACC
ACGGCGTGCCCATCGTAGGCATCCCCCTGCTGTTTGACCAGTTTGAGAACGTTTTGCGAC
TGGAAGCGCGAGGTGCAGCGAAGGGCGTCGATGCAGCCAAGCTGGACCGCCAGAGCTTCC
TGGAAGCGCTGCAACAGGTTCTCAACAACCCGTCCTACAGAAACAACATGAGGCGTCTGT
CGTCCCTCCATCGGGATCAGCCCATGCATCCTCTGGACACCGCCGTCTACTGGGTCGAGT
ACGTCATGCGGCACAAGGGAGCTGCGCATTTACGAACAGAGTCCTACAAGATGCCCTGGT
ATTCCTATCATTCTGTGGATGTTATTTCCCTTTTATTCGCAATCGTGTCGATGCTCATAG
CTGCTGTGGTTGGGTTCATGCGGTTCCTGTGTCTCAGGATGTGCAGGAGGAGGAAACCAA
AGCAGGAGTGAGTCCGTCTGTAATCTTTTTCAAATGAACTGTTAAACATAGT
>BJ705698 ID   BJ705698   standard; mRNA; EST; 735 BP.
TGAAATAAATGACGTTTCTGAAAAACCAACAGCTGAGAGTCCCATCCCAGAGAAGAAGGA
AGCTGAAGAAACAGCTTCAGAGATCCCGCGAGGAGCAAAGTCTCCTGAAAAAGAGGTCCC
TGAATCCAAAGAAGACATTAAAGACAGAGAGAAAGAAATGGAAGAGGCTGAGGATGAGGG
AGCGGAAAGTCAAGATGAGGAGGAAGTAGAAGAAGAGCTCCCCGCAGCAGAAAAGAAAGT
ACCAGAAGAGGAGGAGGAGGAGGAAGAGGAAGATATGGGGATAGGTGAAGATGAGGATGA
CTCCAAGGGGCAAGATGTAAAAGACGAGGAGCTGGACAGGAAGCATGAGATAGAAGAAAT
GGAGAAATCAGAAAATCTGTCTGCCAAGGCAATGACAGTACAGCTTAAAATGTCACCAGC
CAAGGATGACATAGAGGAAGAGGAGGAGGAAGAGGAGGCTATTGAAAAGGCAGAACTGGA
GGAAGTGGAAGACTTAGATGTGATCGCAGATGAGGAAATCAACGAGAAACCTGGAAATGC
TGCAGAAAGCAAAACTCTGGACATTTTGACTGCAGCTAAATATGAGAAAGAGGACGAAGA
GGGCTACCTGTCACAAGTCGAAGGAGCCACGGCTCCCATACATTCAGCTCTTCCAGGAGC
TGCTCCAGTCGAGGCCATCTCCTACATCCNAGATGAGACAATTCCNGGCTACTCGGAGAC
NGAGCAGACCATCTC
>BJ705710 ID   BJ705710   standard; mRNA; EST; 654 BP.
CTCTTTCTGTTACCTGGTTAGGGGCAGCAGCTTTGGCCGTGAAAACCCAGAAACACCGAA
ACATTCAAAATGGGAAAGGAAAAAATCCACATTAACATCGTGGTCATTGGCCATGTCGAC
TCCGGCAAGTCCACCTCCACCGGTCACCTGATCTACAAGTGCGGAGGAATCGACAAAAGA
ACCATCGAAAAGTTCGAGAAGGAAGCCGCTGAGTTGGACAAACTGAAGGCTGAGCGTGAG
CGTGGTATCACCATCGACATCGCTCTGTGGAAGTTTGAGACCAGCAAGTACTATGTGACC
ATCATTGATGCCCCTGGACACAGAGACTTCATCAAGAACATGATCACTGGAACCTCCCAG
GCTGACTGCGCTGTGCTGATTGTCGCTGCTGGCGTTGGTGAGTTTGAGGCTGGTATCTCA
AAGAACGGGCAGACCCGTGAGCACGCCCTGCTGGCCTTCACCCTTGGAGTGAAGCAGCTC
ATCGTTGGCGTCAACAAGATGGACTCCACCGAGCCCCCTTACAGCCAGGCCCGTTTTGAG
GAAATCCAAAAGGAAGTAAGCACCTACATCAAGAAGATCGGCTACAACCCAGCTGCAGTG
GCTTTTGTCCCCATCTCTGGATGGCATGGAGACAACATGCTGGAGGCCAGCGAC
>BJ705748 ID   BJ705748   standard; mRNA; EST; 653 BP.
AGACGACTGCAGCTCTGTCAGTATAATGGAGGCTTGAGGGTAAAAACAACAACATGGACG
AGGAATCAGAGAGTTTAGCAGAAATCTTTGACACCAAGCTGAAGGTGCAGCCCAAAGTGT
CTCCAGCTGCTCCTGCCCCAAGAACAAAGTACTTCAATGTCATGGATGACGAAGGTGCCT
ATAATGTCTTTGTGAATCCACCCCCTCCTCTAAGCGGCCAGGAGCTGCCAGCAGAGGGAG
GCAAAGAGACGACAGCCGACCGCTTTAGCGTGACCCTTCCCCATGGAGAAGCTGACCCCA
CAGATGCTGAGGCTAATCCAAGCGGCTTAGACCGGCACCGTGGTGAGAAGCACTTAACGA
CAACACGGAAAGAGCTGGATGAGGTAACAGCAAGTACAGTGCAGCCTTCTAAGGAGTCTA
AGGAAAGCGTCACACTGCTCACTGAGAAGGATTTTACACCATCTCACCAAGACCCAACAG
GCATGGACGGAACAGCTCTGAAAGGATCAGGCCATGATGAAACTGTGACCCACTGTCTGG
ATTACAAAAGCGGAGACATAGAATCTGATCCGCCAGCTAACGATTTTGCAACGCTGAACG
CTGAGGAGCCACTACAGTGCGAGATCGATGCTGAAAGAGAAATGTTTCCACCA
>BJ705809 ID   BJ705809   standard; mRNA; EST; 686 BP.
GTTGCTCCTCCTGGTTTGTCACATCCTGCCAGGACGGCTTCACCTGACAACCCAGGTTTA
AAGTCGCACTCTGACCATCGTTTAATTTATTTTAAAAGCTTTCCAGTTCTCTTTGACTTG
GAATTAGGCAGTTTTTAGCCAAAATAAAATAAAAACGTGTCGTTTCAGAGTGGCAGTAGT
CTATGGGAAATTTGGGTTAGAGTTGTGGGCGGGACCATTGGTGTGGAGCAACCCCACCCC
CCTTCCCCTCACCAATTGCTGAGCTGCATTTTTTCATTTGCTCCTTATTCACAGCGATTT
GAATAAAGAAATACTTGAGCCTAACTTACTACACACACATGTATGTCCTCCATCAGGAGA
GAAATGCAACAAGAACATGTTAAAAACACCAAAAACATCATTTTCAGCAGTGTAAGGTTA
AAATAAACAAGCAAAAGATAGATACTAAGACAGATACTAACCAAGAAGAGATGAATCCAA
TCTACTGCACTGAAATAAATAGAAGCTACTTAATGATTTTGTCTTCACCCTTATCTAATC
TGACAGAGAATCCTGTCCTTCTATAAAAACATGCAGACGCAGTAATTAGCGCTGGGAGCT
CCGCTCTGCATCTGCCAGCCTGCAGCCTGCAGACCGGGGGTTTGATCCCTGCAGTCCCTC
CATGGCTCCAGGAAGGGGGGGTTCAG
>BJ705833 ID   BJ705833   standard; mRNA; EST; 584 BP.
CTTCATGGACGTCTTCACCTGGTCCCTGCCGTTCGTCGGGGAGAAAGTGACGGAGATGCT
GGTGAACGTGCTGAACATCTGCTCCGACGACGAGCTCATGTCTGAAGGAGACGACACGGG
CGAGGGTGGCGCTCCAGCCGTCAGGAAGGAGGTGATCAGAAATAAGATCCGGGCGATTGG



GAAGATGGCCCGCGTCTTCTCTGTGCTCAGGGAGGAGAACGAGAGCGTGCTGCAGCTGAA
GGGGCTGACCCCCACGGGGACGCTGCCTCTGGGAGTCCTGTCCGGAGGACGACAGACCCT
TAAGCACGCAACGGTAGAGGCAGAGGAGGCACGAGCCATCCAGGGCTTCAACCCGCAGCA
TAAGATCCAGAGCTTCGAGGAGGCCCGCGGTCTGGACCGCATCAACGAGAGGATGCCCCC
CCGCCGCGACAGCAAGCAGCAGGAGCTGCCCCCCTCCCTCTACAACCTACCAGCCGGCGC
CGGACCCCCGGACAAAAATGGCACCAACGCTCAGGCCTAGTCCCCCCGTTCCTCCCTCTC
TCTTTCCTGCCTCCTCCCCCCGCCCCCTTTTTGGGGGGGGGGGG
>BJ705947 ID   BJ705947   standard; mRNA; EST; 278 BP.
GCCTCACTGCAGGGTTCATGGTGTTGAGACCAACCTTATATGGACTGATCGGACAAGGTA
ATGGCTTATTTCCCCGTAGCACCCAGCAGTAGCAGAGTATCCATGAGCCACATATAGCAC
TTCAGCCACTTTGGCATCCTTCCTGGACTTATCCAGACTGAATCCACAGCTCCTTGCTTA
GGCAATGGTTACCCACAGTGGCTGCTTTGACTGTACTTCAGCGTAGAGCGACACTTGCAC
GTCCTACGTGTTTTTTTTTTCCTTGCTGAAANAAAAAA
>BJ705972 ID   BJ705972   standard; mRNA; EST; 753 BP.
CTTGATTGTTCCTCCGTTTGGAGAGTATCCCAGTCTGACTCTGAGCCCGTGGATGTACGG
ACAGCAGATGACCTTCTTCAGCAATGAGCGACCATTTGACCCCAAAATGAAGCATTTCAT
AGAACGGCTGTTGGCCTGGCCCGGTTTTGGGACACGGTGCATGCAGGGGGAGCCTCTGGG
GATGACCTGCAATAACAGCATATCGGAGTGGGAGGAGCCTATTGTTCCACCTGAGGTCAT
GAAGATCTTCCACAGTCAGGAGTGGTCCCCCAGGAACCCCTCACCCTCCTGCCAGTGCAG
CTCCAGCAAGAAGCTGACCATGATGCCCATCTGTCCTGCTGGTGCTGGGGGGCCCCCACC
CCGCCAACGACTGGAGGCCACAGGAGACACCCTTCTGGACCTGACAGACCGGAACATCTC
CGACTACCTGCTCAAGACCTACCCCAGCCTGATCAGAACCAGCCTGAAGAGCAAATACTG
GGTGAACGAGCAACGATACGGAGGTCTCTCAGTAGGAGGACAGCTCCCCGTCCTGGACGT
GGACCCCAAAGACATCCGGAGTGTTTTCTACCAGCTGGGGAAAATCCTCAACATCACCGG
GGGTCACTTCTGCGTCCTAACCCTGAGGGATGTTGGGACTTTCTTACGATTCATGGAGAG
TGAGTTCAATATCAAGGTCTGGTACAACAACAAAGGCTGGCACGCCATGGTGGCCTACAT
GAACGTGGCCAACAACGCCATCCTGCGGGCTTT
>BJ706027 ID   BJ706027   standard; mRNA; EST; 247 BP.
ACACACAGACACACACACACACACACAGACACACACACACACACACACAGACACACACAC
ACACACACACANAGAGAGACACACACANAGACACACACACACACAGACACACACACNNAG
ACACANAGACACACACACATATAGANAGACACACACANAGACACACACANAGACACACAC
ACACACACANACACACACANANACACACACANATATAGAGAGACACACACACAGACANAN
ACACACA
>BJ706034 ID   BJ706034   standard; mRNA; EST; 704 BP.
AAATGGTAGAAAGAAAAGCGTAGGAAGCGATAGGCCTGCGCCCCCCTCCCTCAAAGACCG
ATTCTGTCGTAGACTAGCCCGCCTTTCACTTAGAGCAGACTCAAAGGCTGCTCGCCGGGA
AATGGAGAAGAAAAGGTGGGATTGCAGTGCTCTCCCAAAAGGCTGGAAAATGGAAGAAGT
GACCAGAAAGTCGGGTTTGTCAGCCGGGAAAAGCGATGTCTATTACTTTAGAGGAGAAGA
ACAAGATGAGGAGCAAAGTCCATCTGGAAAGAAGTTTCGAAGTAAGCCTCAGCTGGCCCG
TTACCTTGGTAACCAGATGGACCTCAGCTCCTTTGATTTCCGCACGGGGAAGATGCTGAT
GAGCAAGCTGAACAAAAACCGGCAGCGACTGCGATACGACAACAACAACCAGAACAAGGG
CAAACCGGACCTCAACACCTCCCTCCCAGTCAGACAGACAGCCTCCATCTTCAAGCAGCC
CGTTACCAAGGTTACCAACCACCCCAGCAACAAAGTGAAGACGGATCCTCAGAAAGCCGT
GGACCAGCCTCGACAGCTGTTCTGGGAGAAGAAGCTCAGCGGCCTGAATGCGTACGACAT
CGCCGAGGAGCTGGTGCGGACGATGGAGCTGCCCAAAGGACTGCAAGGCGTGGGTCCCGG
CTGCACGGATAAAACGCTGCTGTCGGCAATAGCCAGCGCACTCC
>BJ706065 ID   BJ706065   standard; mRNA; EST; 597 BP.
GGTAGGCTCTGTAAAGAACCGCATTGAGGCTTTTGCAGCCTCTCACGAGGACTTCCCTGA
TCATGCTGAGGAAAGCCCAGCAGTACCTGGTTGCTCGAGGCAAACTGGACTGGACCGACC
TGCCTGCAGCTGTTCCCACCCTGCGGCGCTCCGAGTCTCTAGTGAAAAGCCGGAAGCCGT
CTCTTGGAGACCTGATCCTTCGCCACACCAACAGCCCCACCCGGGCGCGGAACGCCGCGC
ANCTCGCACTTGCACATGTACGGGACGGAGGCCAATCATTGCACAGCGCCCTGTTCCGTG
GGGGCGGCGGCAGCGGGGGCGGCGGGGCATCTGGGCTGGAAAAGCAAGCCGAAGCGCTGC
GGGTGAAGAACGCCGTCTACTGCACCGTCATCTTCTGTGAGTTCCTGAAGGAGCTGGCTG
CCCTTGCTCAAGAGCACGCTGTCACTCTGCCTTTCCCTCAGAGCAAGGAGGCAGAGGAAT
AGATCGGTAGGCTCCTCCCCTTCTGCTTCATCACTTTATTTCGAAAGGAAAAGGCCGCAT
AAAAACCTTTTCTTTCCGGAGAAACAACAGGAAAAGATTTTGTACCAAAATTCCAAG
>BJ706104 ID   BJ706104   standard; mRNA; EST; 663 BP.
CCTTCTTTCCTCTATAATCCGGACAACGGAACCCGCCTTCAGAGCAGCAAACGGACCGAA
CAGTCTTCGAAGAGTCTTCGAATCTGTGGACTACCATGGGCCCGTCCGGTGAGGTGGTGT
TTGGCAGCCCGGTGCCGGTCTGCGCCGAGAACCGGCTCCGCTGGGACCTGAAGCCCGGGC
AGATCCGACAGCTTTCGGATGAACTCATCTCCGACACTAAGAAGGTGTACGACGCCGTGG
GGGCTTTGGACCTGGACAGCGTCACATTCGAGAACACGCTGAAGGCGCTCGCCGACGTGG
AGGTCGAATACACTGTCCAGAGAAACATGCTGGACTTCCCGCAGCACGTGTCGCCCTGTA



AGGATGTGCGAGCGGCGAGCACCGACGCTGACAAGCGCCTGTCCGAGTTTGACGTAGAGA
TGAGCATGAGAGAGGACGTCTACCAGAGGGTCGTGGCTCTGGAGAAGAAGATCGACGCGG
AGAGCCTCAGCCTGGAGGCCAGGCGCTACATGGAGCGGCTCATCAAGCTGGGGAAGAGGA
ACGGCCTTCATCTGTCCAAAGACACCCAGGAGGAGATCAAGAGCATCAAGAAGAAACTGA
GCAACCTGTGCATCGACTTCAACAAGAACCTGAATGAGGACACCACCAGCCTGGGCTTCA
CCA
>BJ706216 ID   BJ706216   standard; mRNA; EST; 295 BP.
AAAAANTANAACAGGTTGAGGAGGANAANCCAAAGTTCAAGCCCNCGGCCCCAAANATCC
CAAATGGTGANAAAGTGGACTTTGATGACTTCCANAAAAATCGTCAAAACAAGGATCTGG
TGGANCTGCAGGGCCTGATCGATGCTCNCTTCGAGTGCAGGAAAAAGGAGGAGGAAAANC
TGATTGCNCTGAAGGANAGGATTGAAAAGCGTCCCGCTGANAGGGCGGANCACCAAAGGA
TCCGTGCTGAAAAGGACAAGGANCNCCAGGCCAAACNTGAGGAGGANAGGCGTNT
>BJ706323 ID   BJ706323   standard; mRNA; EST; 702 BP.
TATTTTGGCATTTCTGTTCCTGACCCTGGGGGGACTGGCGGGCAGAGCAAGGTGGAGCCC
CTGTCACCTTCTAATGTGGGGCAGGAGGTGCCTCCGTCCCCGCTGAGGGAATACCACGAG
ATCCAGAGTTTGTGGGTGAAAATTGACTTGAGTTTGCTCAGCAGGGCGCCAGGTCAGGGT
GTAGGTGAAAGATCCAGAGTGGGAATTGCTGAAAGAGAGGAGAGCGAAGGACGAGACAGA
GAAAGACTGAAGCTGAACAAGGGGGAGAGACAGGTGGAGGAAAATGAGAGATTATTGCTG
CTCAGAGAAGGGCAAGCCGACAGAGACGACAGGGACCGCTTCGCGTTTGGAGAAAGGGAC
AGAACAAGAGACAGGGAGAAGATTTGCCAAGGTCTGGGGATCCTGGACAACCCCCCTGTG
CAGGAACACGGTAATCCCAGGCCGTCTGGAAGAGGAGAGCCAGCTGAGGGCGGAGCAAAA
AACAGAAGACAATCCACCGCAAACACGCCGCTTTCAGCCGAAAAACACGCCAGCAAGAGC
AAGAGGAAACACAAGCTGGATCACGGAGAACCTTCAGGAAGGTGCAGTAAGAAGGTTCGT
CTGGACAAAGACTGTCTGCTGTTGCCGCCCTGCATCTCTCCAATCCACAACCACAAGAAC
AGCTCCGCAGACACTTTTAGTCGAAAGCAAACTCGACGACNT
>BJ706338 ID   BJ706338   standard; mRNA; EST; 713 BP.
AGGCATCACCGCTGAGCTCGTTAGAGGGGGATCCGCTCCATGCCAGCAGTCGCTCCCGGG
CTTCCAGCCGCTGAACGAGCAGCCATGCTGAACCCGCAGAGGTCCGTGAGCGAGCTGCCC
AAGATGTCCGCCGCCAGCCAGGTGGAGAGGGCCGTGCTGGAGGAGGAGTTCAACTGGCTG
CTGAAAGACGAGGTCCACGCCGTCCTGAAGCAGCTGCAGGACGTCCTGAAGGAAGCCTCC
CGGCGGTTCTGCATGCCGAACCCGGGCCTGGAGAGTCCGCTGAAGCCGGAGAACTTCATC
CTGGGCAGCTCCACCATGGACCAGGTGAAGGGGGTGCTGACTCTGCAGGGGGAGGCGCTG
ACTCAGGCTGACATAAACCTGAAGGTTGCAAAGAGCAGCCAGGTTCTGCACTTCCAGTTC
AGAGAAGACAAGCAGTGGAAGCTGCAGCAGATCCAGGATGCCAGGAACCACGTGAACCAA
GCTCTGCAGCTGCTCAGCAGCCGAGACGAGTCCTACCGCTTCAAGACCGGGGCTGAGGTC
AACAAGCTCATGGACGCCGTGATGCTACAACTGACCCGAGCACGGAACCGCCTCACCACC
CCGGCCTCCATGACGCTGCCGGAGCTCGCCACAAGCGGACTCATGAAAATGTTCAGCCCT
CCAATGCCGGGGGACGTGATGATCAACTTCTACATCAATCTGAGCAAGCTGTG
>BJ706380 ID   BJ706380   standard; mRNA; EST; 681 BP.
ACGGGTAAACCTATGTTCACATTTAAAGAAGCTCCAAAAATGTCCCCTAACCCTGAGCTG
CTGAACCTCCTCAACAGGAGTGATAAAAAGTTGGGCTTTGAGTCAGGACCGGAGGAAGAC
TATCTCAGCCTTGGGGCTGAGGCTTGCAATTTCCTCCAGTCTCAAAGAGTTAAACCAAAG
ATTCCTCCACCAGTTGCTCCAAAGCCTGTGATCAACCCCAACTCTCCGGCTTGGTCTCCA
CAGATAGAAGCAGCCAACCAGAACATGCCTCAGTGTGCTGAAAATAGTATATCCACACCT
GCTGTTGCCCCCACTGAAAACACTGCCCCTACTCCAGAACTAGAGCCAACCATTGCACCT
GCCGTAGAACACCCCCCCCCTCTCGCTCCACATGAAACTCCTGCCAATGCTGTAACAGAA
AAGCAGCATGCATGGCCTCCCACAGAGACAGAATCCCAGCAGCAGCCTTTGCAAGTGACA
CTTCCAGAGGAAAATATGGAGATGAAGCCTTCTTTGCAGGCCGAGTCCTCCCAGAAGACA
ACTTGGATTGCAAAACAAGCGCAAACCCAGCAACAGTCACCTGCTGGTTGGCACCCACCT
CAAGTGAAGGAACCACCCTCAGGTCAGACTCCCACGCAACCTTCATGGGTAACACATCAG
CCTGCTCAGAGCCAAGCACAG
>BJ706387 ID   BJ706387   standard; mRNA; EST; 672 BP.
TGTTAAACGATTTGTGGTTCTGATCCGAACTCTGGGAACCTACAACTCCATCCTGCTGGT
GTCTTGGCTTCCCGTGCTGGCCCTGCTGCAGCTGCCCTACTTGGACTCTCTGTATGGTTA
CAGCCTGAAGCTGCTGCGTTACGCCGACACCACCACGCTGGCCAGTTTGGTGAGAGCCGA
TTGGATCTTCTACTCGTCCCACCCTGCTCTCTTCCTGTCCACGTACCTGGCCCACGGCCT
GCTGGTGGACTACTTTGAGAAGAAGCGGCGCTGCGGATCCAGGAGCCAGGAGGACAGCTC
CACCAATCTGGAGTGGCTGGCCAGCCTGTGGGACTGGTACGCCTCCTATCTGCTGCACCC
CATCACCTCCTTCCAGCAGGTTCCGTCGGACCTGTCGGACTGGGAGGATGATCCCAGCTT
CCTGTTCGAGCGCCTGGCATTTCCGGACCTATGGCTCCGCCCCTTAGTGAATATGGACTA
CATGAAGGCTTTACCCACCTGGAGGCTGTCGGTGGACACCCCCTCACCTCCTGCAGGTCC
CTGCAGAGACGGCAGTAAAGGCCCGCCCCCTTTAGGCCACCACGACTACAGTGTGTCTAC
CGGTTTGGCGCCCCACAGTGGCTGTCACAAAGAAGGAGCATCATCATCATCATCAGTCAA
CAGAAAGCCTGA



>BJ706412 ID   BJ706412   standard; mRNA; EST; 672 BP.
ACAGAGCTAAGAAGTGCTGTCAGCCGCCATAACGGAGCCAAACGCAGGAGAGAAGAGAAA
ATAATGGCATGAAACGCGACGGCGGGCGGTTATATCGGCTCTCCCGCGTGCGCTCGGCCC
ACTCGGAAGACCTCGGTGCCAGTCGACGGGAGAGATGAAGGGAGAGGCGGAAGTGAAGTC
ACTTGACAGACCGTCCATGTTATTATTGTTGTTTACGTAGCCTTGCGATGAGACTGACCC
GGGAGTCGTTGGTCTCCGAGACAGCGAGCGCAGGCGGAGCCGCACCACCCGCATCCCCGA
GTCCCCACTGACCCGGCGGCGGGAGCCTCGCTGGCGGCTGGGGGTGGAGGAGGAGGAGGA
GGAGAAGAGGGAAGGAGGGCGTGAAGACCCANCTTCAGCTCGGCTCCGGCGCTCCGACCT
GACAGAAAACGACCGCAACAGCCAGCAACCACTGGACCAACGGCTACNGCAGAGACGTGT
CGCCGCANACATGAACGGCATCACCAAGGGCCGGTTTGAGGTGTTCTCAAACANCGATGA
ANCCCCCATTAACAAGAAGCTCCCCAAAGAGCTTCTTCTTANGTACGGTCTCNACCACNC
NACNNAAACNNACNNAAACNANCAAACCTGACNNACNANAAGGGCCTGCATCCTTCTCAT
TTTTTTTTGTTT
>BJ706476 ID   BJ706476   standard; mRNA; EST; 512 BP.
AATGATCACCGTGTTGGCACTGAAGGTCCTCGGAGAGCAGAATATAATACCCAACACTGA
CCACGTGACCTGCTTTTACCAGCCCGCCCCATACCTTGCCGAGCACAGCTCTCCTTATCT
AGCAGAACCCAGCTACTGCAGTTACTACATACCGCAAGGGGGGTCGACTCTACTCTACCA
GCCATACCCCTTACACCTGCATCCCCAGACCGGGCTGGTCTGAGACCTCCAAGAAAAAAC
TGCACACAAAACACACTACTGAGCATTGGTCTGACCACACGGGAGCAGCCGGAGAGCATA
ACGCAGGGATTACCTGCTTGGTCTATAATAGACTGTGGGGGTGGGCTTGAGTGGGTTTAT
TACCGCAAAACTCCCTCTGTAAGGTTCTAACGTGTAATTACCTGGGCTTTTGTGGGAAAA
TAACAATAAGTCTAACAATTCTTCCGATATTGTTTGGGTTGCAGAAAAACGCTTCATGCA
CTGCATGAGTCGTTGGGGGGGGGGGCTCTTTG
>BJ706488 ID   BJ706488   standard; mRNA; EST; 707 BP.
TGATGTTGCTCGCCACTCACTCTCTGTTTTGGCACGTCTGTGTTTCTTGCACGTGCGTCT
CTCATACTCGCTTCCATATCCATCTTTCCACCTGTGTGTAGAAACATAGTAAAGCAGGCA
TTCCTAGAGACTATACAGGACAACCTGATTGAGATGGACATTCTGGCATCGGCACGCCAA
GATGCCTCGTATCAAGATGGGTATGTTGCATGTTTTGCTATCTGCCTCTGCTTTGCAAAG
AGAGAACAATAAATGCCTGCACTGTTTTCTTTGTATTCCATCAGACATTTTCATGTTTGA
GATGCTGTCAATCATCCCCCTGCAGTGCTGGAGGACTTTGCTGTAGTCCCTCCCCCTCTC
CCTGTTCGATTTAACTAACAATTTGCATTAAGTCACATTGCTGGGTTTCATTGCTTTTGA
TGTATGTTAAACACAGGCGCTTTGTAGAACGCCCCAGAATGAGACAAGTCACACAAATAG
AAATATGGTCAGAGTGACTTTCATCGCTGCGCCTTCCCCAGACAACATTCAATCATGTTG
CTGTCTTGCAGGAGTCTCCCGTTAAACTTGTCAGTAAAATGGCCTTGACAACAAATCCGC
CGCCGCCGCTGTGGCTCTGATGGCCTGATCATGTGGCACTTGGACATATACCTCTGCACG
CTTTGGGAAACAGTCGTCTTCAAGGACGAATGCATTCGCTTAACTTC
>BJ706497 ID   BJ706497   standard; mRNA; EST; 715 BP.
TGGCCTACCAGATCCAGTGGGCCTTCAAAAACCTGACCCCACACGCCAGCCAGTATCCAG
GGGCGGTGGAGGAGCTCTTTAACTTGATGCAGCTGTTCGTGGCGCAGCGTCCCGACATGA
GGGAGGAGGAGCTGGAGGACATCAAGCAGTTCAAGAAAACCACCATCAGCTGCTACCTAC
GCTGCCTGGACGGCCGCTCCTGCTGGACCACGCTCATCAGTGCCTTCAGAGTTCTGCTGG
AGAACGACGAGGACCAGCTGCTGGTGGTCTTCAACAGAGGGCTCATTCTCATGACGGAGA
GCTTCAACACTCTGCACATGATGTACCACGAAGCGACTGCCTGTCACGTCACCGGAGACC
TGGTGGAGCTGCTCTCCATCTTCCTGTCCGTCCTGAAATCCACGCGGCCGTACCTGCAGC
GCAAAGACGTGAAGCAGGCTCTGATTCAGTGGCAGGAGAGGATCGACTTTGCACACAAGC
TCCTCACACTCCTCAACTCCTACAGTCCTCCAGAGCTGCGCAACGCCTGCCTGGACGTCC
TGAAGGAGCTGGTTCTTCTGAGTCCACACGACTTCCTGCACACCCTCGTCCCGTTCCTGC
AGCACAACCACTGCACCTACCATCACAGCAACATTCCCATGTCCTTCGGGCCCTACCTGC
CCTGCAGAGAGAACATCAAACTGATGGGAGCCAAAAACAACATCCGACCTCCGAG
>BJ706564 ID   BJ706564   standard; mRNA; EST; 716 BP.
TGGGTATTATTATTTTTAATCGTTTTGGACGTGACAGAGAGGACAAACATGTCGAAGAGC
GCGGAGGAGGTGAGCAAGCTCACCGAAACCACATACCGGAACGTGATGGAACATTTCAAC
CCAGGGCTGAGGAACCTGGTCAACCTGGGGAAGAACTATGAGAAATCAGTTTCTGCCATG
GCAATGGCAGGAAGATTGTATTTTGATGCACTTTCTAAGATTGGGGAGAACGCTACATCC
TCTCCCGTCTCCAAAGAATTGGGCGCAGTCCTGATGGAGATCTCTGAGGTCCACAGGAGA
GCTCAGTACGAGCTGGAGGAAAATTTTAAGAGGTTCCACAGGGACATTATAACGGAATTG
GAGAGGAAGACTGACATGGATGTCAAATATATGACGGCCACATTTAAGAGATACCAGACG
GAGCACAAGATCAAACAAGACTCTCTGGAACGGTCCCAGTCCGACCTGAAAAAGCTGAGG
AGGAAGAGCCAAGGCAAAAATGCTAACAAGTACGAGAACAAGGAGAGTGAGTGCCTGGAG
ACGTTGACCAACCGACAGACGGACATGCAGTTGTTCCTTGCAGACGGCTGTAAAGAGGCT
CTGCTGGAGGAAAAGAGACGCTTCTGCTTCCTTGTTGACAAACACTGTATGCTGACATAT
CAGTTTGGTTCGTTCCACGATAAGACCAGAGACATACTGAGTGAAAAGCTGAGCAG
>BJ706645 ID   BJ706645   standard; mRNA; EST; 705 BP.
CTGAAGTTCGGAGGAATTGTCCCAGAGACGGTACAGTTCCCAAACTACAGCTGAAGGACA



TTCAGGAAGGGCAGCTCAGCTCTCTGGTTCCGACTCCAGAATCGCGGAGGTCGGACCGTG
AAGGCGGAGTTCGGTTGTGGGCAGCTGAGCTTCATGCTGGCGGCGGACTCCCTCGTTCAG
AGGGGTGTCACGTCTCTGCGCCTCAAGGACGTTCTGGCGTTTGTGACGAAGCCATCATGT
GGGACAACTGAAGCTGGAGGATCAGAGGGGCCGTCACTCCTTTCAGGACAACTCCCTCAA
CCCGTGCGCCAGCCAATCAAAACGCACCGCGCAGGTTAGTCATGCATCTGAAGACTCAGC
TGGTGCGTTCGGAGCTGCGCTGGGACGCCGCCGGCGCCGTGCAGACAACTCGCCACCGCA
GTCTGCTTGTGAGCCAGCAGGGGGAGCTGCTGCAGACCTTTGGTAGGAGCCACGGCGGCG
CCAAACACCTCCCTGTTGGCTTCATCTCTGCAAGGAGGTTCTGTTCCAATGGTGTGAAGT
CGATGTCGAGCGCCCCCCTTTGGATCCTTTCATCGCCGCCGGGCGCCGACGAGGATCAAG
GCGGGTTCCATCAGGGCCCGACGGACTCTGATGCTGCTCAGAACATGTGGACCGTCATCA
GACCAGGGCACGTCCGTGAAAAGATTGCCATTTTTGCTGCAGAGG
>BJ706653 ID   BJ706653   standard; mRNA; EST; 749 BP.
AAAAGCTGGAAGTCGAGGGACATTACCAGATTACACTTTTTAAGAAGCAGTGTGTCAGAT
GGGTGGAGGGGCCACCCGGCTGTACAGCACCCTGACTCAGAGCCTGGGCAGCAACAGCTC
CCCCCGCCCTTACCTGGACCCCCGCCATTTGGACAACACCAACCTGGATCCAGATTTCCA
CCAGCAGCAGCAGCAGCAGCAGCAGCAGAGCGGCTCCTCCGTCCGGCCTCCTGACCCAGA
GGAGCTGCTGCGGCAGTGCGAGGAGGCGCTCAGGGACCGGCCCCCTCGCCTCCACAGGCA
GTTTGTCCATCTCAATAATAATGGCCACGGCGCCCCCAACAGCCCCGTCAGGGTAATGCA
GTGGAACATCCTGGCTCAAGCTCTGGGAGAAGGCGTGGACAACTTCGTCCGGTGTCCCCT
GGACGCCCTCTGCTGGTCCCAACGAAAATGTCTTCTGCTGGAGGAGATCCTCACCTACCG
ACCACACATCCTGTGCCTGCAGGAAGTGGACCACTATTACGACACCTTTGAACCCGTGCT
GGCGGGCTTGGGGTACAGCGGTCACTTCTGCCCCAAGCCCTGTTCCCCGTGTCTTTACGT
GGAGGGCAACAACGGCCCCGACGGCTGCGCGCTCTTCTTCGACCGGTCCAGATTTGAGCT
GCTGGACAGCACGAGCACGCGCCTCTACGCCATCATGATCCCCACCAACCAGGTCGCCGT
ANTGACCACTCTGCGTTGCCGCATCACGG
>BJ706717 ID   BJ706717   standard; mRNA; EST; 629 BP.
TCCCACATGACCGGGACTCAAACTGCAGCAGTTCCTGCCCCACACACAGCAGACCATTCA
TCCCTGGGTTCTCTGCAGTGCATGCAAAAACTAGCCTCTGTGACATTGTGCCCACAACAG
GAACCCGCTGCTTCCAGCAAGCGCATGTTGTCACCAGCCAACAGTTTGGACATCTACATG
GAAAAGCACCAGAAACGTGCCAAGGACGAGCATGGTGTAGCCTGCTTGACAGACGGTAGG
TCGGCCGGTTACCTCAACTCAAAGATATCCGAGGTGTCACGCCAGAGAAAGCTAATGCTG
GTGAGACAGGTGTGTACGACTGAACNGGTGGACAGTCCCATTGAGACAGAGGCCCCACCC
CTGCCTGATCTCAAACCTAACGAGGAGAAGAACTCTGAGGCTGATGATGGAGTCAAGCCC
ATGTCTCCTGATGCGGTAGGCGTAGAAAAAAGCAGGGCAAAGGAAATTAACGAGAAGAAA
GATCCGGTCATAAACACTACCTCCCTGCCTCCTGACAACAGTCTGAAGCCCCAGGAGAAA
TCCGAGGAGCAGAGGTGGACCCCGGCCAAATCCCTGATACGGCCCTCCAGCTTCCATGCA
GGTCAAGTGAAACTGACCACGTCTGTGTC
>BJ706727 ID   BJ706727   standard; mRNA; EST; 486 BP.
TAAGGTGGTGCAGAACTACCAGGCCATGAATAAATATGGAGTGAAGCTTTCAGGTCCTGC
CGGCGGCACCANGCGACTCAAGCTGAGCGGTCCGGAGACTCCTCTGTCANCTCAAGCGTA
AAGTGGAGGTGTTGTCCTTGACCTCAGACCTGCACCCGTTCTCCATGCTGCCCTGGGCCC
CCCAGCTTCCAGCACAGCANCTGACCTCCGAGCTCGGACCGCTGAANAGCTGCGCCGTCG
TGTCATCGGCCGGCTCGNTGCGCCACTCGGGACTGGGCAAAGAGATAGACTCTCACNACG
CCGATCATGCGCTTCAACGCCGCCCCCACCANCGGCTTTGAGAAGGACGTTGGCTCCAAA
ACCACCATGCGCCTCATNAACTCGNAGGTGATGGNGTCTGAAGAATACCGCTTCCTGTCC
AGTTCCTTGTACAGCTCAGGTGTTCTGGTGGCCTGGGACCCCGCCCCCTTCTCTTCGGAC
CTCACA
>BJ706729 ID   BJ706729   standard; mRNA; EST; 717 BP.
GCTCCTTTGTGACCAAACTCTTTGATGGTGAGGTTTTGCTTTAAGCGCCGCAGCGGTGTC
GGTCAGGATCGTGACCTGCTGCGGCAGGTGAGGCGACGCCATCACACCTGCGATGGAGAA
AGCAGTGGAGTGGGAGGAAGAGCAGTTAAGACGAGAACCACAGCACCTTTCAGGCTTCAG
GTGCCTCATTTGGCTCTTCGTCACCGTCTGAGCAAGCTCAGTAATGGGGTCTGTCGCCCC
GCCCCTTGGCGCCGCCGACCAATTGCCTTCCTTGGTTTCATCTTATCGTTCAATACTCTG
CGTCCACTGGCCAATCGGGTGGCGTTGTACCGCTCCTTTCCAACTCGTTTCCTCTCCCGA
GCCTGGGGCCGTCTAAACGAGATGAATCTACCCACATGGCTCAGGAAACCCATCTACTCT
CTGTACATCTGGACGTTTGGAGTCAATATGCAGGAAGCAGCGGTTGAAGACTTGCATCAT
TATAGAAATCTAGGAGAATTTTTCCGGCGGCGCCTCAAACCTGCTGTCCGCCCTGTATGT
GCGGCCTCCCACCTGACATCTCCAGCTGATGGAAAGATTCTCCATTTTGGTCGTGTGAAG
AACTCTGAAGTGGAACAAGTTAAAGGTGTCACCTATAGTCTGGAGCACTTCCTGGGTCCA
CAGTCCATGGAACAACTGGATTCATCCTCATCTTTTCGGGACGTCCTGCTGTCGTCT
>BJ706730 ID   BJ706730   standard; mRNA; EST; 717 BP.
GGCCTACTGAGAGCCGGGAGAAGCCACGGAGGCTGAGGCTGGTCTTCCTGCGGGGACCCC
CGAGCTCGCCGTCCGTCCGTCCGTCCGTCCGCGGGGCCGCGCGGAGTCCATGGCCTGGAC
TGACGCTGGATCATCAGCTGCAGCTGCTGAGGACTGCGAGATGCTCCGAGCTGCCTGCAG



CTGCGCACCGACACCGATACCGACGCCGAGCCCGGGACGCAGCGATGTTCATCAGACTCA
CAGCCAGGATCTTGCGATGGCTGGTGTGTGGCCGCGTGGGTCCATTATGGATGTGGAAAG
CCCTGCTGCTTTTTGTGGCCGTCGTCTTTGCTGGACAGCTCTTGGGGGTCATCTTCAACA
AGAGCGGAGTGCAGCCAGCTGGGCACTCCATCTTCTCGTCCCCTGATGCTCAAGGGCCCT
CCCTGGGCTCCTGTCGGCCCCACACCCACATCATGTTCCTGAAGACCCACAAAACAGCCA
GCAGCACAGTGCTCAACATGCTGTACCGCTTCGGAGAGGAGCACAACCTCCGCTTCGCCC
TGCCGTTGGGCTACCAGCTGGGATACCCGCTGCCCTTCAACGCTCACAGAGTCAAAGGCT
ACCGAGGCCCCGGAGCGCTGGAGTTTCACATCATGGGCAATCACATGAGGTTCAATAAGA
TGGAGGTGGAGAAGGTGATGCCTGCAGACACATTCTACTTCTCCATCGTCAGGGATC
>BJ706737 ID   BJ706737   standard; mRNA; EST; 660 BP.
AATATCTCCATGGTTTCTGAGTGCCATTTCTACTTGACAACTGTTACTACTTAGCATTAG
TTTGAGCCTTCTGTGTGAGTGTAGGCTTTGAGCTTCATGATGGGTGAAATGTTCTCTAAG
TTCTGTGTGGACCGGGTTTCCAAACGTTACACAGAACTGAAATCACTGCCGGGGAGAAAG
ATTTGTCTCAGGTTTCCTGAAGAACCGGGAAAGTTCTGGGAAGGAACAGTTCTATTCAGA
GGGATGGGATTCTTACCATGACATAAGTTTGGTAAAGCTCTCCAAAGCCAAGACCCTTGC
AGACAGGGATGTCGGTTTTGGTGTTTGGAGAACGTTCTAGAAACCGGTTTCAGACCTGTG
TGACTTTGTGAAATCTGGTCTTTATGTCTCATTTGTTTAAAGGGTTTTACTTTCTGTCAA
ATGTCACAACATTTAACAACACACTATCTATCTGAAGAGTTGAGCATCGACTGGAGTCAA
ATTTACAGGTTCAGGTTCTCCGTAGAAACAGAAAACTGATGAAAACATTCATTATGTTGT
TGATATTTGGAAAAATGAAAACGACTGGCATTCAGCAGGAGGACATGAAGACGGTCCGTC
CTAAATCTGAGAAACAGTTGGATGTTCACTGCGTGTTTTATGACGCTTGCACTTCCTGAA
>BJ706800 ID   BJ706800   standard; mRNA; EST; 659 BP.
GTGAGGCTGTCTGACCACACTGGAAGCAATCCACAGGTTCCCTGTTTTTTTTCCTTTGTC
CTTCATCTCCTCTATCTATCTTTTTATAATTGTGTTCCAGACCCAGACACGTCCATAAAT
AAACTGGGTCTCTCCATTCTCAACCAGGCCCAGGCCATGTTTATGTTCAGGCCTGGGTTA
GGGGGAGGTAGGGCATCTGGACCACTGGGCTTACCTCGCCACCTCTTTCCACACTCAGGT
GGAATCAAGATGTCCAACAAGCAGCTGCTTTAGTGGAGCTGTTTGACACACTGCAGTGTT
TTGGAACAAAAAGAGAATGATCCAGATGCATTTAGGAGAGTCTGTATCACTCGTTAAATT
AACTGATTTGATTGCTTTTTTTTAATAGGTTTTCCACCATCCTTTTAGTATGACCAAAGA
CCAACGCGTAATCATCTTCTTCAAGAAGGCGACAGAGATTTGTCAAGACAGACAGTGGAA
GGGATTTTTGGTTTATTTACATTAGCTGGATGTGGTCTCTTGTCTTCATTTCATTTGGTC
CAGGAGCCAGGCTATTAAAACTAATGAACACTTATTACCCTGAGTTGGATTCTGAGCTCT
TTGCTAAACATCCCTTCTGTAGCTGTTTGTTTTACTTGTTCCTGATTATTCAAACTGAG
>BJ706807 ID   BJ706807   standard; mRNA; EST; 107 BP.
AATCAGGAAATTTTCACAACAATGCACGAAAGAAAAAAAGAAAAAATCATCGTCTGATTC
CATATCAAGCCTTGTATGTGTGATTGTCTGACCCCCCCCCCCCCNCC
>BJ706831 ID   BJ706831   standard; mRNA; EST; 653 BP.
AGCCGGTAGGTTGGTTGATGGGGAAAACAACAACAAGCTAGACAACATGAGGCTCCCCGA
AACACTGATTTGGGCCGCTTTCCTCGTCCAGAAGGCGATGGGGGAGTACGGCATGGCCCA
CTTCAGCGACACGGGCAAGAGCAAAGGGAAGGACTACTGCATATTCTTCAACTCGCAGTG
GGCCCGTCTGCCCCAGGACCTCAGCAAAGCATCCCGCCTCCAGATTCATGACCTGACCCC
TTCCGTGCTGTGCTCCGCCTCCGACATCCCGGAGGGGGGCTTCCNTAACCGCATCCCCAT
GGTGATGAGGGGCAACTGCACTTTCTACGAGAAGGTCCGGCTGGCGCAGCTGAGCGGCGC
CAAGGGCCTCCTCATCGTCAGCAAGGACCGACTGACGCCGCCAGCAGGAAACAAGACCCA
GTATGAGGAGATCGACATCCCCGTGGCTCTGCTGAGCTACTCTGACATGCTGGACATAAG
CAGGACGTTCGGTAAAGGGAGGCTGGTGGCCATGTATGCTCCCAACGAGCCGGTGCTGGA
CTACAACATGGTCATCATCTTCCTGATGGCAGTCGGAACCGTGGCCGTTGGAGGCTACTG
GGCCGGCAGCAGAGACAGCAAGAAAACGCTACATGAAGCACAAGCGCGACGAC
>BJ706858 ID   BJ706858   standard; mRNA; EST; 614 BP.
AGCTGCAGCCTCCTGACTGCTCGTCTTATCAACAGGAACGCCATCTTTAGCCGCTGTGAA
CTGAAGCCAAGTGTTCAGGTAGAGCCAAGGAGCGAAAGTAGGTCAGGCGCCGCGAAAAAC
TAAGATTTTTTCAGTCACCTCACTTCGAGAGTCAGCGTTTGTCCATCTCCCGTTGCTGTC
ATTGGCCCAATGTGTTTGATCGGCCGGACAGTTCGAGCACAGTTTTCTTCTTGTGTCGGT
CCAGGTTGACGTGGAGTGACCCGCCTTTTTATCAAACAGCCGGCGGAGGACAAAACCAGG
ATGAAGCGAGGCCTCCAAGACAATGAGCCGGAGGATGGCGGTGGCCCCAGCGGCGAATGC
GAGAGGACTCTTAAGCGGCTGTGTGATCCGATGAGCCAGGGAGACTTGGAGGGGATCAGC
TGGGAGAATTTGCCACAGGAGATTCTGCTTCACATTTTCCAGTATCTGCCTCTTCTGGAC
AGGGCTTTCGCTTCCCAGGTGTGTCGACGTTGGAATCTGACCTTCCACATGCCAGAGCTG
TGGCGCTGCTTTGAGTTTGAGTTGAACCAACCAGCCAGCTCCTACCTGAAGGCAACACAC
CCAGACCTCATCAA
>BJ706868 ID   BJ706868   standard; mRNA; EST; 222 BP.
GCCACACCGCCCAGCAACAAAACCCAAGGNTTCAATGAAAGGTCTAACTTTGCTGTTCTA
CCGCAAAGATGTTGTACCTGGTACCTATGAAAATGATTGGTGGACAAGGCGGTGATTCTT
TTAATTTCACCGGGGAAAGCAACGGGGCCACGCTNAANAANCTGTGGNTGTGGGTGGNAG



GGTGGCANGTGAAGGNCATCAAGGTTTGNCTGACCGATGGTC
>BJ706890 ID   BJ706890   standard; mRNA; EST; 686 BP.
GGTTCCAGAAGAAATGTGTCTCTCCGAGGTGAGAACTCGCTAAAAGTGGGGTTCAGTCAC
GGCGTTAAGTTTCAGAAGTGTCCTGGTGCAGGCCGGCGCGTGCTGCCCGCCAGGGACCGA
ACGCGTCTGGACTCCAGCGGCCGGGTGTGCAGGATGAGCCGCGGGGAGGAGCGGCACCAC
TCGGGCATCGCGGTACTAGGGCTTGTGCCGACGGAGTGACCGGCAGTCTCCCACCATCAT
GGAGGAGAAGTTCAGCAGACTCATCCTCATCCCCATCGCCGCGGTGCTCTTCCTCATGAT
CGGATATCAGTACGTGTGCCCGGCGGGCAGCAACACCTGCTACTTCCGAAGCGACCAGAG
GGGGCTTTTCCAGGGACACCCGTCCGCCTTTGAGCTACTTTCCACGGAGCCGGAGCCCGA
CGAGGACCTCCCGACTAAAATCACCTCAAAATTCAACTTCACGGAGCGGGACTTGGACCG
ACGGGTCAGCTTCGACATCCGCGGGGACGACGTGATGGTGTTCCTGCACATCCAGAAGAC
CGGCGGCACCACCTTTGGCCGGCACCTGGTCAAAAACATCCAGCTGGAGCAGCCCTGCGA
CTGCATGCCGGGCCAGAGGAAGTGCACCTGCCACCGGCCCGGCAAAGCCGAGTCGTGGCT
CTTCTCCCGGTTCTCCACGGGCTGGA
>BJ706895 ID   BJ706895   standard; mRNA; EST; 660 BP.
CTACTGGATGCGATAAGTCATTGAAAAACATGGCGATGGATGTAAATAATGATTGACAGC
AGATACATTCACATTTCTGCCACGGCACTAGCGCTCATCATCATTTATCAAAGGAGACGT
CGGCGTCTTGTTTGGGTCAAGGAGCGGCGAGCTCCTTCCACGTTGGGAGCGGCCACAGAT
GAAGCCATTTTGGGACATGGTGGTTGGTGATTTTCCATAAGGAGCTGTGGATCCAACACT
TCCCCATGACACGCTCAACTTTTGATGAGCGGTGTGACGCTGTGGGACTTCCTGTGGCGC
CCGTTGTGCATTGCCCGAGGCCGCCAGTTCCTACCAGGAAGTGCATTGCCATCCGGTTGT
TGGTCATGTGACTTATTAAATTGGGGAAAAAAAGGGTTTTCATTGCACTTTTGTGAAATA
ACACAGTTTCGATTCGCCTCAAAAACCTCCCCCTCCAAGCGAAAAAACATTTTTTCGAAA
TTGTCATATTTCCATGATACGACTTTATTATCGCAAATAGCTATTGACTTAAATGGACTC
TTTAAGGTTTCAGGGAAAAAAATTGTGACATCCAAACATTTTCTCGCCATAAAATGTCTG
GGGGACCCAAAACAATTACCCTTGAGGCCAATTAAATCAAAAAACTTTTTGATTTGTACA
>BJ706946 ID   BJ706946   standard; mRNA; EST; 542 BP.
AATATGAGTCAGGCTGCAATCTTGAGGAAAAAGACAAGAAAGGATTTTATACCATATTTC
TTGGGGTTTGTCATTTTTTTGTATGGCACCTTTCATCTTATTTCGTTTACAGCAAAAACA
GCTGAGTTTGCTCCCACTGTGAGGGTGCGCCGGGCCCTGGAGAACGAGACAGAATGCATT
TCACCCCAAGCCTCCGAGTTTCCTGATGGCTTCTTCACCGTGCAGGAGAGGAAGGATGGG
GGGCTGGTCATTTACTTCATGATCATTTTCTACATGCTGTTGGCTGTTGCTATAGTTTGT
GATGATTACTTTCTGCCGTCCCTGGAAGTGATCAGTGAACGTCTGGGCCTTTCTCAGGAT
GTAGCAGGAGCAACATTTATGGCAGCTGGGAGTTCTGCTCCTGAACTTGTTACTGCTTTT
CTAGGTGTGTTTGTAACAAAAGGGGACATCGGGGTCAGCACAATTGTGGGATCGGCTGTC
TACAACCTGCTAGGAATCTGTGCTGCCTGTGGAATTTTGGCCTCAGTGGCGAGGCGTCTC
AC
>BJ706950 ID   BJ706950   standard; mRNA; EST; 275 BP.
GCAGAGTCTATGCAACAGCAGACCCCTTACCACCACACGATTGGCCCCGCCGCCACGTAC
AGTGTGGGGACCATGATATCTGGAGCATGGTGCTAAAATCTGAGGGCTAACGCGGCGGCG
CGCTTCGGCCCCGTCAGGAGGGCGCGGGCGCCATGAGAAGAAGCCGTCCGTCACCGACAG
ATGCACTCCCCCTGACCCTGTTCCCAACACACACTCACTGTGCGCAGGCGGCATTCAGTC
CGACCGGCTTCGGCTTGAACCAACCAAAAAAAAAA
>BJ707002 ID   BJ707002   standard; mRNA; EST; 396 BP.
CGCTGCCGACATGTGAAGGAAAACACGNNNGGACAAAANAAGTTTTCGGCACCGCCNCAT
GGACCGGANCAAATAAAGAGAATCGGCGGCGGGGGGGGGAAGAAAATAGAACTTCTCCCA
CAGCTACGAGCCGAGCGGTCGGACTGCCGCTGCCGCCGGGAAAGGAGCCACGCATCTCGG
GGAAAGTGGACGGACGGAAGTTGACGGGAGATAATGTCCGAACCCTCCGCTGCGAACAAG
CANGAGAGGAGCTCTTTCAGTCCTTCCGNGAACACNCTGCCAAACTCCACTTCCTCCCCC
ATCCNTGCCCCCGCCGCCAGGNCAGCCAGCCGAATGGAGGACAAGCCTGCCAGGNTGCCG
GCGCACCTGCGCCTGCAGCCGGTCTTCTGGAGCCGG
>BJ707022 ID   BJ707022   standard; mRNA; EST; 661 BP.
TGGTCACCAGCCTCTGGAGTCACAGTCAAGATGATCACCGGAGACTCTCAGGAGACCGCC
ATGTCCATAGCCAGCCGCCTGGGCCTCCTCTCCAAAGGATGCCAGAGTCTGTCGGGAGAG
GAGGTGGACCATCTGGACCTGCAGCAGCTCTCGCACGTCGTCCTCAGAATCGCTGTGTTT
TATCGAGCCAGCCCGCGACATAAGCTAAAGATCGTCAAGTCCCTGCAGAGCCTCGGCGCC
GTGGTTGCCATGACGGGGGATGGCGTGAACGACGCCGTGGCTCTGAAGGCCGCCGACATC
GGCGTGGCGATGGGCCAGACGGGCACGGACGTCTGCAAGGAGGCGGCAGACATGATCTTG
GTGGATGATGACTTCCAGACCATCATGTCTGCCATCGAGGAGGGAAAAGGGATCTACAAC
AACATCAAAAACTTTGTCCGCTTCCAGCTGAGCACGAGCATCGCAGCTCTCACCCTCATC
TCCTTGGCAACGCTGATGAACTTCCCCAACCCTCTGAACGCCATGCAGATCCTGTGGATC
AATATCATCATGGACGGACCGCCGGCTCAGAGTTTGGGGGTGGAGCCTGTGGACCGTGAC
GTGATCCGGAAACCCCCCCGCAACGTCAAAGACAGCATCATCACGCGCGGCCTCATCGCG
A



>BJ707041 ID   BJ707041   standard; mRNA; EST; 119 BP.
GGCCACATAGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCGGTCTTCAGCCGCAGCATCG
AGTCGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCTTGTGCCCTACTGGAAAAAAAAAA
>BJ707097 ID   BJ707097   standard; mRNA; EST; 113 BP.
TTGGCCACTGGTGGTGAGTCTGGCGGAGGCTGGTGGCTAGAGCTCTGATTCAACCCGTAA
CCTGGGAACCTCCATATGCCGCGGGAGCGGCCAAAGAAATGGCAAAAAAAAAA
>BJ707126 ID   BJ707126   standard; mRNA; EST; 479 BP.
GTCTTCAGCCGCAGCATCGAGTCGGCCTTGTTGGTCAACTCCTGAAGTGAAGGCCTGAGC
ATCAGGCAGGTGCCACAGGTAGTACAAAACTTACGGACTAAAACAAGCAGTGGAGAAAAG
CATCAGCCTCCAGAGTTACTTTCTGCTTAAGGCCAAACATGAGCAGTAAATAATGAGGAA
TATGAATTAGCTCCAGTGCTGGAACTAACCAACTTGGTGTTAACTGTAAGTGAAAACGCA
AGAGTATCAGCTGAAGGCAAGTGGAGTTATGCTCTTGTAGAACGGTGGCCTGTTGTCTTT
TTAATGAATATGTGCAAGCCAACATCCAGTTTCTCTTATTACAATTAGATTTCTTGTAGT
TTTTTTATGTTATGATGAAGAAGGAAAATATATTGGCTTATTTTTCTGACTTTGCCCTTA
AAGCAGAAAGCCGGTTTTTTTTGTTTTTTGTTTTTTGTGTTTTTTTTTTTTTTGGNCCC
>BJ707129 ID   BJ707129   standard; mRNA; EST; 688 BP.
AGTCCCGAACTGTGAGACCGGAGCCAGACCGAGTGGAGCTTCGGGAAGGCAGCGGGAAAC
CGACCTGCACGCGGGTGCGCGCGGAGCCGCCGTCTCTTTCCGGAAACTCAAGGAGGAAAA
AGTTTGACCCCTTTTGATCCAAGTACCGGAGCTGATTCCGGAGGCTCCCCGGTCCCGGTC
CGAAACTAAGCCGCCTCGGTTTCCGGTGAAGATGAGCGCCGCTGGCGACACGGCCGGGTC
TCCGCCGTGCCTGAAGAGGATGTTGGAGAAGCCCCTGGACAGTGCGCCGGCGTGCAAAAC
ACCCCGTTTGGCCCCGCCCCCTCCATCCACTGGCCAGTCCCCTTGGTTCAAGACCAAAAG
CCACTCCTCCAAATGCATCTGGAACGCACCGTCCCGCAGAGTGGGAGCGTACCTCCTCCT
GGAGCGGCGGGAAAAGGAGGACGCCTACAGAGCTTTGCAGGAGGACCGACGGCAGCGACT
CACCTGCCAGGTCCTCCCCCTGCACGGGTACCAGGACACGCTAGCCGCCTACAGCCGCGT
CGGAAAGCACGGCAACGTCTGCAGTCTGTTGGATGTGGTTACCGGTCAGGACGGCGTCTA
CGCCTTCCTGCCTCATCACCACGGTGACATGCACGCACACGTTCGCAGCAGGAAGCACCT
GGACGAGGAGGAGGCACGGCGTTTCTTC
>BJ707188 ID   BJ707188   standard; mRNA; EST; 551 BP.
CTACTCGAATGGTTCTCCGGAACCGAAGGGGCTCCAGGTTCGTCCGGTTTGGTATCCAAG
GTTTGGGGATGAATTCCCCGTATTTCCCAGGAAGTGGGACCGTCTCAGGCCGTCGGGGCG
GCCAGCCTGCTGAAGATGATGCCTCTGCTTGCTTTCTGTCCTTTAAATCCAAACGGACCC
GCCGTCAAGCAGGCTCGACAGCCCCCGCGGAAGGGAANGAGGCGCGAATGTCGNAGCACG
GANCCCCNCTGGATTCCATTATTCCAGCCGTCACTGGTCAGGATTCAGCGTCCCGTCTCC
TCCCGATAGGGGGGGAGGGTCCCGTGCAGACAGAAATTTCAGCGTTGGCGCCACACGGAT
GCCGGANGAGACGGCTTAAAGTGGAATATGACNACNCTGGGGGTGCAGCAGTAAAGACTG
ANCCCTGGGAGCCCCCACACTGGAAGGACCAGTTGGCGTGCATACTTACGATGAGGAGCC
GCCGTGATGCGCCNGTGGATCATATGGGGGCAGAAAAATGCTTCNACACATAAGCTCCTG
CTCATGTGAGG
>BJ707228 ID   BJ707228   standard; mRNA; EST; 622 BP.
AAACCAGCAGTTTTTATTTGATTTTTATTTTTTTTTACACACGTGTATCACTGTGCAGGC
CGAGGGCGGGAAGAGGAAGGTGAGCTGAGGGCAGTTTGTCAGACAGGAACTCGTCATGTA
TGTATATATATATAACCGTCTATACAGCTTATGGAGCTAATGTTAACAGCAATCCTAGAT
TTCAGCTTTTTTGGAAATGACGAGTAAAAATGTGTGTTGAAATACTTTGTACCAGGCGCA
GTATTACGGCAACGGGACTAACATTTGTAGTACAGTGGTCCCTCGTTTATCGCGGGAGTA
CCAAAAATATCATGACTTTTTCAAGGAGTCTGTATGTTTTAAGGCTGTAACCCCCCACCC
CCCATACTTCTACCCTTTTCTCAAACAAACGCCAACATTTCCCCCTTTTTTCTTTTCTTG
TTTCAATGTTTGAAACCACCTCGAAAAATAAGTTCAGGGTTATAGAATTAAAACAAAAAC
ATCTCAGATTTATATGGATTTGGCAAACTGAACGCATTCTGTACAGGAGACAGTACAGAG
ATTGATTGACAGGGTCAAAAAAAAAATTCAAGCAGACAAAATTACTGTTAAGTACTTTGA
TACTTAAGAGCAAAACGAGAGA
>BJ707244 ID   BJ707244   standard; mRNA; EST; 235 BP.
CGTTTTCGGGTCCTGTAGCCCTCTCTTCCTACNGAGCAGCCGCCGNTTTCGCCAGGANGC
GTTCCTCGGAGCGATAGGATAACTGGGCCAAAAGCGGCATGTCCGCTCCCACTAACTCGC
ATCAGCAGCCGCGGGTGAGGCGGANCAATGCNGGCTCCCCCGGCGGCAGCANCTGCCGCC
TGCACCCCATCCGCGCCACCGTGCCCTACCAGCTCCTGCGCGCGGACCGTCAGTG
>BJ707273 ID   BJ707273   standard; mRNA; EST; 743 BP.
CCTACTGGTGCAGATCGCGCTGCTGCTCTCCGCCGTGCCCGCGCAGTACTACCTCTGCAG
GTGGAGCGGCTCCACGGCGGCGAGGCGCTACCACGCGACCTCACGGTTGCTTCGCATATG
GAAGGAATGGAGATCCTCCTACCTGAATGGAAGTGCATGGATGGACTGGACCAGTGAACA
GATGTCCAGATTCAGGAGTCTGGTCGGCTTGGAGCAGGAAGATCAGGAGTCGGCAGCTTC
ACCGCCGATGGAGTCCATGCTTATTGACAACGATCAGGGATTCTTTGGAGCCTCGAAGGC
TGTGCGCAGCCCCCGCCCTCCGTACGTGTTCCTGCGCGTCGGGGAGGTGGTGATGGAGAG
GAAAGGCCACATGGTGGGGGTGGTGGTGAGCTGGGACCCTGAACTCCGAGCTCCACCTGA



GTGGACCGACAGAATGTTTTCCGACTCGCAGGGCATGACAGTGGAAAAGACGCCTCATTA
TAAAGTTCTGTTCGGTGGACCCGGCCCTTCCTCACTCATGGTTGCATATTTACCCCAAAC
GCAGCTGGAGCGAGTCACCGGGATGAAGCCCGACATCCCCACCCTGGAGAATTACTTCAC
CCACTACGACGGGACGCGGTTCGTCATGCAGCCCTGGCTCCGGGCGCTCTTCCCCGAAGA
CGAGAGCGAGGACTGAGTCTACAGCAACGTCAGCAAAAACTTTCCTCGCCGATGTTCTTC
CACTTGGCCTCAANTCGTAACAG
>BJ707293 ID   BJ707293   standard; mRNA; EST; 668 BP.
CTGGGAATTTAGAACTTCTTCGACTTCGCAAAGATGTTTTCCTCTGTGGGGTCCTTTATT
AAACGCCACAAAAGGAAGTTTCTTTTCACGGGAGCTGTGGTTGCAGGAGTTTACCTGCTG
GGAAAATATGCCCAGAAGAAGTTGAAGGAGGTCCAGGAGAAGGAGGCTGCAGAGTACATC
GCTCAGGCCAGGAGGCAGTTCCACTTTGAGAGCAACCAGAGGACCTGCAACATGACGGTG
CTGTCCATGCTCCCCCCACTCAGAGAAGCCATTATGACCCATCTGGACTCAGAGAGTCTG
ACCACACTGCTGAAAACCAAACCAGCCAACAAGTTGGAGATCTGGGAGGATCTGAAGATC
ATTAGTTTTACACGGACCATAGTGGCTGTGTACAGCTCCTGCATGCTGGTGGTTCTGCTC
AGAGTCCAGCTCAACATCATTGGGGGGTACCTGTACCTGGATAACTCTGCAGGGAGGAGC
CCAACGACGCCTCTGGCTCCTCCAGATGTCCAGCAGCAGTACCTGTCCAGCATCCAACAC
CTGCTGGGAGATGGTCTGATGGAACTGATCAGTGTGGTGAAGAGGGCCGTGCACAGCTCC
TTGGGGGGTGTGTCCCTGAAGCAGACTCTGTCTCTGCTGGATGTGGAGCAGCAGCTCAGC
TGGATCAG
>BJ707339 ID   BJ707339   standard; mRNA; EST; 602 BP.
GCACTCCAGCCCAGCCTTCACTGCGGCACAGACGCCCCGGACCTGCTCCTCTTCCTCTCC
TCCCTCTTGGACGTTTTAGTTGGTGCTGCTAAACAGCAAATAAGCGACCATGGATGCCAT
CAAGAAGAAGATGCAGATGCTCAAGCTCGACAAGGAGAATGCCTTGGACAGAGCTGAGCA
GGCTGAGTCAGACAAGAAAGCAGCAGAGGACAGAAGCAAACAGCTGGAGGACGACTTGGT
GGCCCTGCAGAAGAAGCTGCTGATGAGAGTGAGAGAGGCATGAAGGTCATTGAAAACAGG
GCCATGAAGGATGAGGAGAAGATGGAGATCCAGGAGATCCAGCTGAAAGAGGCCAAACAC
ATCGCTGAGGAGGCCGACCGCAAATATGAGGAGGTGGCTCGTAAACTGGTCATCATTGAG
AGTGACCTGGAGCGCACAGAGGAGCGCGCTGAGCTATCAGAGGGCAAATGCTCTGAGCTT
GAGGAAGAGTTGAAAACTGTGACCAACAACCTGAAGTCACTGGAGGCCCAGGCTGAGAAG
TACTCACTGAAGGAGGACAAATATGAGGAGGAGATCAAAGTCCTCACTGACAAGCTGAAG
GA
>BJ707437 ID   BJ707437   standard; mRNA; EST; 115 BP.
TTTTTTTCANTCTTCGGAGCTGTAGCTCGGGCTGCTCGTCGGCTTCGGCCATCCCCCCTT
TTGCTCTCCGCCTCGCCTTTCCCCGGGACTTCGCTATTTTGCTTTAAAAAAAAAA
>BJ707478 ID   BJ707478   standard; mRNA; EST; 164 BP.
CCTACTGGACCGGCTTTGGAGCCTGAATGTTCCCCATCTTTGTAAGTCTCAAGTCATAAT
TGTAAAAAAATGATGTCAAAGTCAAACGGATAACTTTTAAATGCGTTTTTTTTTTTTTTT
TNNGGTAANNAANANGTTTTTNTTNNANAAGNAAAAATTNGCCT
>BJ707573 ID   BJ707573   standard; mRNA; EST; 691 BP.
GCAACGCAGTTGATAAAGCTAGCGTTTCCCCTGATAGAAATGTCAACATGCACCTTGGTG
TTCACGGAGAGCGCGTAGTGTTTTACCTGCAGGCCTCTTCATGCTCCCACGTTCATAATG
AAGCTCTTTAGTGAGCCAAGCTAGCCCCGCGGACTTTGGCTTTGTCGTAGCCCCGATCGG
CTAGCTAGAACGAGCCGCCGTTAGCTTANCTAGTACCTCGGTCGGTGAATATGGTGATTG
TGTCTGGATCGTGTTCCCGGGTGAGCAGCTCCAGAAACGGGCCGTCGGTGTCCGCCGCGC
CGTCCCCGTCAGTCGGACAGTCTCAGCCAATGATAGCGGTGTGGGAATGGCAGGACGACC
AGGGCTTCTGGCGGCCGTACAGCGGCCAGGTCTGCTCCCACATCGAGCGGTCCCTGTCCC
CGCGGGGCCACCGGGGAGCCGGACCCAGCTCCACCAGCGTCTGCCTCGGACAATCAGATC
CCAGTCTGTCCCCCTACCTCATCGACATACCGAGCCTGAAGCAGTTTCGACAGGATACAG
GAACCACGCGCTCCGTGCGCCGGTCTCTGTTCCCCCAGTCTTCGGGCCTCGGCAGTGGCG
TTTACTGGGAATGGGCCAACGATGAAGGGGGCTGGACTCCGTACGAGACCAGAACTTCCA
TCCTTCTGGAGCACAGTTACCAGGCCCGCCA
>BJ707741 ID   BJ707741   standard; mRNA; EST; 135 BP.
CCTACTGGATCCCAAGTTGCTGTGGCTCTGGTATGGGCCTGCAGCTACAGTTCTGATTGG
ACCCCTAGCCTGGGAACCTCCATATGCTGCAGGTGCGGCCCTAAAAGACAAAAACAAAAC
AAAACAAAAAAAAAA
>BJ707752 ID   BJ707752   standard; mRNA; EST; 710 BP.
CATTTTGCCTTTGTGTTCAAGCAGAGCAGATGTAAACTTTACGCCTCGTTTCCACTGAGT
GGTAGGGTCTGGTCCGATTTTTTAAGTGTTTTCATTATAAAATATACCCATTGAGCCGGA
CAAAACCACACCAAATTTGGGCCCTCGTTGGCTGTAGGTCCATAGAAAAATTGAACGCCC
CGTTAGGGCGGAGCTACTGTTGAAACCCAGCAAAAGAAAGGGCCAAGAAAGCGGCTGCAT
TTCTCTTTGCCGCCTGCAATCTCCTCTCAAACAACATTTAATGTTTTGTATATACGAAGT
GCCAAAAGCCAAGCGGAAAAAAAGAACTTCACCCTGAATGCACCGTGAGGTCTAACCATG
AGTGGAAACGCTCAATAGCCTGAGCCATTCTAAACCGTACCAGACCCTACTTCTGGTACG
GTTTAGATCTTTCTGTACTGCTGACTTGCTGAGGGTGTCTTTGTTTTGTTCCTCGTCAGG



ATGGAGGATGCTACGGGGATTTATTCTGTAAAGCACTGAAGACATACAACATGTTGTGTT
TTGGAATCTACAGACTAAGAGATGCACATCTCGGTGCACCAAGCCAGTGCACAAAACGAT
ACGTGATCACAAATCCCCCATACGAGTTTGAGCTGGTGCCCTCAGACTTGATCTTCTGCC
TCATGCAGTTCGACCACAATGCTGGTCAGTCTCGGACGAGCTTATCCCAC
>BJ707770 ID   BJ707770   standard; mRNA; EST; 155 BP.
GCCTACCCAGCATTGCCACAAGCTGGGGCATAAGTCACAGCCACAGCTTGGATCCGGTGT
TCCTGTGACTGTGGTGTAGGCCTCAGCTGCAGCTCTGATTAGACCCCTAGCCAGGGAACT
TCCATATGCCATAGGTGTGGCCCTTAAAAAAAAAA
>BJ707794 ID   BJ707794   standard; mRNA; EST; 748 BP.
GTCTGCCCCCTCTGCTGAGGCGTATCAGCCCAACAGATGGGGGGGTGTCAACAGCTATGT
GTCTCTAACAGCGAGCAGAGACTCAGGCTCCCGTAAGATTCTCCCAAATGAGGTTCCGGT
TCCAACACTCGTCCGTTACAACGGCCTTGGAGGTCAGGGATCCTGTTCACAAGGGCTGGA
TGAGCGACTTCAAAGAGGTAGAAAAGCTGAGCTGCGACCATCTGCTGGCGCCACGTCGGG
GCCCCTGACCACTGCTGAGGCTTTCTCACCTCGGATGCCACCAGATGAAGAAACTGTGGG
ACCAAAACCCGACGGAGGAATCAGACGTGTTTGATGCTGCAGCTGAAGCTTTTTTTGTTT
TTGGTTTTTTTCTGAAAAGTTGACATCCAGCAGGTGGAGAGCAGAAGACAATGCAGGGGG
GCTCCAGCGCCGCTCAGAGATCAGCTCAGCAGCATCCGAAGGCTGAAGATGGAGCGGCTG
TTCTTTTCAGGGCTCTCGGAAACCACGAGCATCCTGACCCATTGGAGATCCGGGACTCTG
AAGACCCCCGAGAGTATTGTTGTGGAAAGAAGACCACCAACAGACAAAAGACGCTTCAGG
AGAATGGAGGGTACCATCCTGTCCGGATCGGTGACACCTTCAACAGAAGATACCGGGTGG
TGTCGAAGCTCGGCTGGGGTTTCTTCTCCACTGTGTGGCTCTGCAGCGATCTCAGGTCGG
GTCAGCGTGTGGCCGTGAAGGTGCTGAA
>BJ707854 ID   BJ707854   standard; mRNA; EST; 456 BP.
GCCAGGAGCACAGCGGAGCGGCTTCAGAGTGCGGGTCGGAGAGCCCCGAGCAGGACATAG
AATAGGCTCGCTTTTTTTTTTCCCTTTCNCCTCTTTTGTTTTCTCTTTTTCCTCCTCTAC
TCTTTCGTTCTCTCATTTAAAANANAGCCANAAAGCCCCCGTTGAAAGCNAAACACTCCC
CANTTGCTTCCACTACCANGGNATCTGCAAGCAGCTCCGCAGCCTCTGCCGCCTTCGGGN
TCGGCCGGAGGAANAAAAACCCCGGGNTCTTGNACCAAATCGGGAANTTCTTTGGAGGCN
ACAANAAAAAAAAGGGAAAGGGNTCTTTCCGNGNAGNTCTGTCTCCGGCCCCTCAAAAAG
CCTCCGCCACNTCCCCACGTAAGCGTGGCGGGNANAACGCCGNGGTCCANTTCTTTCGCA
CNATGGTGAGCCCCGCCCCTCCCAAGTCTAGGNGGA
>BJ707920 ID   BJ707920   standard; mRNA; EST; 685 BP.
CCTACTGGGTTGGATCTTACTTAAACCCACAGGCTTAAGCAGCAGCCGAATCCAGGAAAT
CAGAACGTTTCTTTGCCAGGACTCCACTGGCTACCTGCTGCAGGAAACATGCTGAGGGCC
ACAGTGAGCTCAGCAGAGGAGAGGGATGAGGAACAGGAGGATGAAGGTGAAGAAGAAATG
AGAGATGGAGGGGTGCCTTTCTATGTGAATAGAGGAGGTCTCCCAGTGGATGAGGAGACC
TGGGAGAGGATGTGGCGTCATGTGGCAAGAATTCATCCAAATGGTGAAGGGCTGGCAAAG
GAGATCCGGAGTGCCGCTGACCTTCCCAAGATTCCCATACCAAGTGTGCCTTCATACCAA
CTTACAACCACTATCCCACAACGGCTGGAAGCCATACAGAAGTACATCAGGGAACTGCAG
TACAATCACACAGGGACGCAGTTTTTTGAGATAAAGAAAAGCCGTCCTCTCACCGCGTTA
ATGGACATTGCGAAGGAGATGACACGGGAGGCTCTGCCAATCAAATGTCTGGAAGCAGTT
ATCCTGGGAATTTACCTCACCAACAACATGCCTGGTGTGGAGCGCTTTCCGCTCAGCTTT
AAGTCTCAATACTCAAGGAACCACTTCTACCATATTGTGCTGGGCGTTTACAGCGGGGGC
CGCTTTGGGGCCCTGGGCATGAGTC
>BJ707945 ID   BJ707945   standard; mRNA; EST; 736 BP.
CTATGCTTTTTTTATCATCTGGGTTCTACTTTGTGGCTTAAAGGAGGAACTACAGCTTGA
CCACCCTCCTCCTCCTCCTCAGTACCCTCCTTTAAACCCAACCAACCCCCATTTGCAGGT
TATCTCTGGTTTTAACGTGCACGTTTGGGCGATCGCCTCAGCAGATGGTGCACTGTGTGG
AGCAGAGGCTGAGACCCGGCTCAGACGGGACACTTCTCTCTGGTCATGGGATGCTGCAGC
GTGACCCAGAGGCACACAGGGGTGGATGAAGTGGGTCCTGATGAGATAGAGCTCCTGGAA
CTCCCTGGAGATAGTTTAGGGGTTTGGAGTCCAGGAGAAGCCAGGCTTCAGCTGTCACTG
AGGAACAGCAGAGATGAGCAGCAGGTGCAGCCGCCGGCTCCGAGGTCGTCGGCGCGTCTC
CTGGAACCAGAGGTGGTGCTGTGGGGCAGGAGCAGAGAGGAGTTGCACCACAGGATCTGC
TCCCAGCAGCCCATCAGGGGCTGGGAGGGCCAGGCTGCACACCTGTACGGAGAGGTCCTT
CATTCCTCCTTGGTGTCTCTGTGGGACCGGCACACTCAGGAGACCAGGGAACTCTTCCTG
GTTCTGTTCCCCTTCCATCTGCTGATTCTGGCCCTGGACCACTCCAGACGGGACTTCGCC
TATCAGGGCATTCTTCCTCTTTCTGGACTTTCTGTGAAGGCAGAACCAGACACATCCTAT
TCCCCACACGGGTTCG
>BJ707949 ID   BJ707949   standard; mRNA; EST; 521 BP.
ATTGCTTCACTGCTCACCGTATAACGCGTTTCGCCAGTTTGTAGTGCTTCTCGAATCTAC
AGCCCCAAAATCCAGCGCACTGGAAATTTCCCAGAAGTCTCTGCCAAGAACCAGTGTGCA
TGGATGCTCACTACTATAGACCACAATGCATTGCGTTTGAACGATTGTTTGATCTTAGGT
GTGATCATCAGAACACAGTGGATTCGTAAATATTTGTCAGGTTTTTACTTTGTGAAATCG
GTGACGGTGTCGTATTTGCCGTTTAAAAAAAAGAAAGTAGTGAGAAACCACATCCAAAGT



TCTGTTGACCTTTGACCTCAGGAGGAGGTCACCTATTTTGATAAAAAAAAAGTTGGAAAT
AAAGGTTGTAGATTTTGATCAAACTCGCCAAAAGGTCGTTTCCCTGCTGCTCGCACGTTT
TGTTTGGTTTTTTAAACCAGAAAATGTAAAACGTGAATCTCTGAACAACATAACATGCAA
TATGACTGTATCAGGAAAGGGGGGCGTGGCTAAAAAAAAAA
>BJ707965 ID   BJ707965   standard; mRNA; EST; 725 BP.
ACAACACACCGGATCTGGAGCTTAACTTGAATGGGGAGGCAGACGAGAATGATGACATCA
GTATTCTGTCGGAGAAGGAACTGATGTCCAAGGTAAGGCTTGAAGAAGACGAGCTGGTGG
AAGAGCAGGAAGATGAAGAGAAGAAGCCTTTACTTGTGATTGGAAGCAAATCGCCCGTGA
AGAGCCTCAGAGGTTCTTCAGACTTTGAAATCATCTCTGACATTCACTCCAACATCAAGC
TCCTTCAATCAAGCAAGAACTCTGTTGTGCCCCCTCCTCCCTCCCCGCGAAGACAAGCCA
GTCCAGAAGACACTCCATTGATGTCCTTGGCCTCCTGCCCCTCCTCTTCCTCTTCTTCTC
CAGAGACTAAAAAGGACAGAAGGACCGGGGCAAAGACAGACTGTGCTTTGAACCGCATCC
AGAATCTGAACCCCAGTGACGAAGAGTTGAGTTGGACGACCCTGTCCCAGGAGAGCAACT
CCCCTGAAGAGACTGATATTTGGAGTGAGCAGTCATTCCAGACAGACCCCGACCTCCCTC
CGGGATGGAAGAAGATCACAGACATGGCTGGCATCTACTACTGGCACATTCCGACAGGTA
CCACCCAGTGGGAGCGACCTGCTGCCCGTCCACCTCACCCCGGAGAAACTGAGTTCACAA
CCTTGGGGGATCATTCAACTTCAGCACCACGTAAACACTCGCTGGGCTCCCTCAGCCCCT
CGCCC
>BJ708049 ID   BJ708049   standard; mRNA; EST; 682 BP.
TTTGTGGGTGTGAGTTGGTGTCGCAGAAGGTTTTGGCGTGTTTCTCGTAGCAGCTGGGAA
GTGATGTCAGTTAAAAAAAAGATTATTTTTTTTAATTCCCCCCCAGATTGCACCTAACCT
TAAGTGAGAGGCCGGGTAACAACAGACAACAACAAAACACACTGCTGCAGCGACTAACAT
CCATATTTTTCTGTCTTATTTATGTTTCCTTGTGGTTCTGGTGCAAAAGAATCGGTGCTA
CGTCGGCCATCTTCTCTAGAATTTGAAAAACCTTCGTTATGATACATTTCCCATCAACCC
CAGGTGCTTCGCTAAAAGGTACTTGATTTTAGTGTTGGAATGTAGCACGTTTGAATCAGT
GTTTAGCCCATTTTAGAAAGTATTACCACTCTGATCGCAAGGGAAGGGGAGGTTTTGTAT
GCAAGGAGGACCTGTGGCCCTCAAGCAATACGCGGGACTTTTAGTTTTTTTCTTGTTTTT
CGTGAAAACGCCGTAGAATCCGCCGGGCCCATAAGGCATTTTCACAGGAGCGGAAACACT
CGCCTTTGCCCCACATAAGCAATACTCACCTTTTTCCGTATTCAGGCTAGCTGCTAGCCA
CTCGGCATCAGGTTGCTGTTAAAACCGAAACATGACGAAACCAGCATTTTTACCAGATTT
GAACCCCTCACCTAAAGGAGAT
>BJ708086 ID   BJ708086   standard; mRNA; EST; 734 BP.
GCCTACTGGCTGTTTGACACGCATCAGGGAAGCCGAGCTCTCCACCTGGCCAGGAATTCA
CTTGACCACTTACTCAGACACTTTTGCAATGTGGACTCGGACAAAAGATACCAACTGGCC
GACTGGAGGATTCGCCCCCTACCAGATGAGATGGTGCAGTACGCCCGAACAGACACCCAC
TATCTCCTTTATATCTATGACTGTGTGAGGGCACAGCTGTTGGACTCTAACCACGGGCAG
CCGGGCCTCCTGCAGTCTGTCTGGAACAAAAGCAAAGACATTTCACTGACGAAATACATG
AAGCCCGTGTTCACGGAGGATTCATATTTGGAGGTTCTGAGGAAGCAGAAAAGGTCTTTT
AACACCCAGCAGCTCACTGCCTTTAGACTGCTCTTTGCCTGGAGGGACAAGCTGGCCAGG
CAGGAGGATGAAAGCACCGGATACACGCTTCCCATTCACATGATGATTAAAATATCAGAG
GAACTGCCCAAGGAACCTCAGGGCATCATTGCCTGCTGTAACCCCGTACCCCCGCTGGTG
AGGCAGCAAGTCAATGAGCTACACCTGCTAGTGCAACAAGCCCGAGAAATGCCCCTCCTG
AAGGCTGAGATTGCTGCTCAAAAAAAGAAAGGCCTGACACCTGTGAAAAAGCCGGAGGTC
ACATTGTTTGGCCCGCATGATACATCCNGGGCATCTGAGAGTGAACTGCCATACTTTTCA
CCTAACGAAGCACT
>BJ708130 ID   BJ708130   standard; mRNA; EST; 667 BP.
AAACATGGCGCCGAGTGTGGCGGCGGTTCTGACTGTTTCCGCGGTAGTTGCTGCGCTTCT
GGCGCCGCTTTTCGTCGCCCTCCCGAGCGGAACGTGTCCGGCGGTGTGTCTGACGCTGCC
CGCCGTCCTGCTGCTGCTGTGGGTCCGGCGGCTGCGGCGGCGGGACGCCAGGACGGACCG
GCGGGTGTGCGTGCTGGTACTCGGGGACATCGGACGGAGCCCCCGCATGCAGTATCACGC
TCTGTCCCTGAGCAGACACGGATACCGGGTTTCCTTCGTGGGATTTTTAGACAGCAAACC
TCATCCGGACGTGATGAAGGAGGAGAAGATCCGGATGGTCTCCATGGCTGAAGTGAAGGC
TGCTGGAGGACCCAAGCTCTTCTCGTACGCCATGAAGGTGGTCCTGCAGTCTGTGCAGCT
GCTCTGGGTGCTGCTGAGGATGGAGCTCCAGGCCCACGTCCTCATGCAGAATCCTCCTGG
GCTGCCTGGGATTGCAGTGGCGTGGTTGGTGTGCGTCCTCCGCGGCAGCAACTTCATCAT
CGACTGGCACAACTATGGTTACACCATCATGGCTCTGAGCCACGGGGCGGGGCATCCTGT
GGTCCGCCTGGCAAAGTGGTACGAACATTTCTTTGGGCCTCTGGCGACCCATCACCTCTG
CGTCACC
>BJ708241 ID   BJ708241   standard; mRNA; EST; 633 BP.
AAAGCTGCTGGCATCCTCGGCAGCCATTGATGAGCGTTCATTCCAAGAGGACGACCCGAC
CAGATCTCCGCGTGTTTGCGTGTCCGTGCGGGCGGCAGTCATGGTGTCCCACTCTCTCGC
CCTGCCCATCATCTGCTTCACCACGCTGTGGACCCTGGTGGGCGTGGTGGCTCCGTTTCT
GGTTCCGAAAGGACCGAACCGAGGCTGGTTGGTGGCCATCCTGGCTCAGGCCAACCCTCT
GTTTGGACCTCAGCTGAAGAACGAAACCATCTGGTACCTGCGGTACTACTGGGAGTAAAC



GGTTGTGACGTGTCGCCTGGTTTGTCTGTGAGGGTTCGCTGGACGTGACCTCCTCGCCGT
TTCTCCTCGCCGTCCCCCCTCCTCTCAGCTGCAGCGCTGCAGGATTTCAACGCCATCGTT
CAGTTTTCTTTGCAAACCTGGGACACGTTCGGGACAGCAGGTGTCTCTTTCTCAGAGCAG
AGCTCCAATCACAACGGCTGAGACCTGGCTCCTCCCCCTCCACAGAAATGTGATGTCATT
TCCTCTCTGTTGCATAAAGACGTGGCTCTCTGGGTGTAATTACTTTAGCCTTTGTGCGCG
GCTGTGGTAAACCGCCATGTCTGCGCTCGCCGT
>BJ708301 ID   BJ708301   standard; mRNA; EST; 698 BP.
CTTTGACTATGGAACCATTGGGCACGTCATTCGTGGCACTCTTGTCATGCAGGAGGGTAA
AAACATGTTCCCAGCCCCCCTCCCTAAAACCACCCCACCGCCCCCAGTCAAACAGAAAAG
TGTTGCTGAGTTGGAGGCCGAAAAAGCTGCAGCGGTTTCTCCGTTCAAGCGCACCATGAC
CTCTGCCGGTGTCTACACTGCAGGAGTCTCCACCTGTCTGGCTTTGGGCATCATCTCCCC
CAATGCAGCCTTCACCCAGATGGTCACAACCTTTGGTTTGGCTGGAATTGTGGGATACCA
CACTGTGTGGGGAGTGACTCCTGCTCTGCACTCCCCTTTAATGTCTGTCACTAATGCCAT
CTCAGGTCTGACAGCAGTCGGAGGTCTGGTTCTTATGGGCGGGGGTCTCACACCATCCAG
CTTCCCAGAGACTCTTGCTCTGGCTGCTGCCTTTGTTTCTTCCATCAACATTGCAGGTGG
TTTCCTGATCACCCAGAGGATGCTGGACATGTTCAAGCGTCCCACTGACCCCCCAGAGTA
CAATTACCTGTACGCTCTTCCTGGAGCTGCGTTTGTTGGAGGATACGGAGCATCCCTTGC
AGCTGGATACAGCATTGAGCAGATGATGTATTTGGGCTCTGGCTTATGCTGTGTTGGCGC
CCTGGCTGGCCTCTCCACGCAGAGCACTTCTCGTCTGG
>BJ708329 ID   BJ708329   standard; mRNA; EST; 618 BP.
CCTACTGGTTTTAATGAAGAAACTGTAAGATAGTGTGATATACTGTGACACGGGAGGCGA
AGAGGGGACAACCTCTGCCGTTAACGGAAAGCTGAATGTCATGGTGGGACCTCCAGACAC
ACGGTGGCGGTCACCTCTAACAAATTGTTCATTGTTTTTTTTTGTTTTGTTTTTTCTCAT
TTTGCTCTTTAGTCGACCCGACCGGAGGGTTTGGGTCTGAACAGCTGGGGGGGGGGCTGC
TGCAGGTACCAAAGTGCCATTTGAAAGTCAGTGAAGTGTACTTTTCTGTAACCNATAACT
CNCCTCGTTATCCGTCTTGACCCGACCCCATCCCGCTGGNGGAAACACGGCACACCGGGG
CAAAAAGCGCCGGGTCNACCCTATGCACTGCGGGGGGGGCCTGGACCTGATCACATGATC
CTCTTCTGAAGTGCTGGGAAAGTCACATGACTTGTTAGGAACTACNCNCNCNCAAACTCT
TATTTTGTAAAAGTCCTCTCAAANACNGTACTTTTCCAAAAAGGAAAACCTTCATTTTTT
TAACACAAAGNGCAGNCTTTTTAAAATTCTGCTGNGTTTTTAAACNACTGCAAAGCCNAC
TGATGATGCTCCTTCATC
>BJ708413 ID   BJ708413   standard; mRNA; EST; 717 BP.
GCCTACGGAGGGGTCACCATTTTCTGACTGAAAATGTCCATCATTGGAGCACAAATTTAG
AAAAATTGAGGAGTAACATTTTTTTTCCTTCTTTCATCCGAAACAAAGAGACTCTGCCTC
TGTGCTGCAGAAAATATCTGACAGTCATCCTTGTGGATTTTTTAAAACATTTTTTTGCCG
TAACTTTTCTGCTGAGCTTATTGAAAATCAGCTGCAGCCATTTCTCCTCCACCTGCCATG
TACAGCTCTAGCTACCCCCGGGCCAAACTGGGCCCGTTTGAGGCAAGGGAGCCCCTGCGC
AAAACCAAAGGAAAGAGCTGCAGCTACTACATGAGGATCGTTTTCTTCTTTTCATCTCTC
ATCCAGTCACTCATTATTGTCAGCCTGGTGCTCTTCCTCATTTACGGACAACCAGAGAAG
TCTGCAGAAGAGGAGAGGGTCCAGGAGCTGGAGCTGGGATTCAACAAGCTGAGTGACAAT
AATGTGAATCTGAGAAAAGAGAAAGGCGAGCTGGGAAGTCAGCTGAGAGCTTGCACAGCT
GAGAAAGCCGCTTTGGTGAAGGAAATTGAGAGGCTGAACAGGACAGAACAGTTCCTCAGA
GGGAGACTTCTTTCCTGTGAGAGATCCGCCCTTACAAAGACCCCGCAGCAACGATGTCCA
ATTGTGCCCAACCATACTCCTTCAGTCAATTCTAACAATGAATTGAAGTCTCTGCAG
>BJ708519 ID   BJ708519   standard; mRNA; EST; 681 BP.
ACAACCGAATCCCTGGTGTCATGCGACAGAGGTCTTGCTCTTCCCACAAAATATGTCTAT
TTTTCCAAGAATATGTCTGAAGCCTGAGGTGGCGGAGCATCTTAAAAGTGTATTTTTAAA
CAAGGAGATCCTGACAGCTGTAGGCCACCAAGAGGTAGAGCATCGCTTCCAGAATTTGCT
CCTATGTCTGTCTCACCCACCTTTACACACCTGTGTTCGAGCCAGCACCCATCTGGCTCC
GCTGGAGGAGATCCGATCCAAGCTGCAAGAGGAGCTGAGCCAGCAAACGTCGAGCGACTC
ATCAGCGTCCGTTCAGATTCTTTCACATCCACAAGTCCCAGATGTTCTGCTTCTTCCTGT
TGACGGCCCAAGGCGTGTGGAGCAGCTCAGCTCAGAGGTGGTGGTGGGGGCTCAGTGTGG
CAATGCCGTACTCAGAGGAGCCCACGTCTTCGCCCCAGGGATCGTCGCCAGCCCCAAATA
CATGAAGGTGGGAGATGTTGTGTCCGTCTTCTCCGATCTGGAGGGCAGGTGTACCCGAGG
AGCTCTGAGCTTCCAGGGGAACAAGGTGTTTGTGGGAAATGGAGTTGCAGAAATGGATCG
CTCAAGTATTTTCTGCACAGATGAACATCCCAGAGGTGTAGGAGTTCGTATGGTGGAGCC
TCTATACAGAAGTCCCTCCTT
>BJ708669 ID   BJ708669   standard; mRNA; EST; 727 BP.
CGGATGTGGCTATCTCTGGCGTGGGTCTGCGATCCTTTCAGTCCTTTGATCCCATCACAA
TAAGTGAGTGCCAGAGTAATGAGATCTACAACCCCACAGGACAGAGTTGCGTACATTATT
CGTGCGAAGCCATTGACTGCCAGGAACCATTAATCCGCAATGCAGAGCTAAAGTGCAGTA
GCCCTGGCCGCCACTTCAACAACGGAGACCGCTGTACCATCTCCTGCAACTCTGGATACG
TCCTGCAAGTCCACCAGGATGACGACATCGTCAAGAGCCAGTTGGATTCTTCAGTGACTA
TAACCTGTGCAAATGGGAAGTGGAACAAGCAGGTGTCGTGTGAGCCTGTGGACTGCGGTC



TGCCAGACAAATATCACGTGTATCCTGCCCATTTCAGCTTCCCTGAGGGCACTACCTACG
GAAAGAAGAGCACTTTTCAGTGTCGAGAACCTGCACAGCTTCTAGGCACAAACAACACTC
TTACCTGCCTAGAGGATGGTTTATGGTCCTTTCCAGAGGCTCTTTGTGAGCTTCGGTGCC
CTGCCCCTCCCCCTGTGCCTAATGCAGTGCTCCAGACCAAGCGTTGCAATGACACAGGCC
TTAAAGTTGGCACTCTTTGCAAGTACAAGTGCAAGCCAGGCTATCACGTCGCTAAAAAAC
CCAAGAGACGGGCATTTAAGCGTCAGTGCACCGAAGATGGCAGCTGGCTGGAGGGAGCAT
GTGAGCC
>BJ708716 ID   BJ708716   standard; mRNA; EST; 592 BP.
AGGGTTTCCTTTGATGACAAACAAAAACTTTAGAATGCAGTGCATCCCCAACTTGTAGCC
TGTTGCAACTTTCACACATTTTTACCTACTTAGTGGATGATCAAGATCATTTTTAACGAG
TTGCGCTTCCATGGCTACAGCAAACTTAAGCAATTAGAAAACCCAGGAGCCCCACCAAAG
TTGGATCTTCTTTAAAAAAAAAAAGCACACAACCAANGCAGGAAGGCAGCATTTTGGCTG
CTAATTCAAAACTGGAGCAGCCCCNGCCAACTTTGTCGTCTCTGCAGCGGTATATCAAAG
CACACACATGCACAGATAAGGAATCAACAGCTCTCCAGATATCTACACCAACCGTANAAN
ACNGTTTTGACTGCCANATCAAAACCAGGAGCAGTCTCTTCCAAACGTTTTGTTGCCTCT
GTGAAGGTCTATCAAAGCACACATGCACAAATTTACAAAAACAAATCTGCAGCTGTCCAA
NATCTTGACNGCCCACATTTCTACNCCAACCANAGGNGGTTAGAAGGGGAAGAGCTGACT
GAAATGCACTGGTAGGAAACAAAATACAGAGAAGATCCCATACAAAGTCAGA
>BJ708762 ID   BJ708762   standard; mRNA; EST; 134 BP.
TGCAATCCCACCTACACGGGAGGCTGAGGCAGGAGAATCGCTTGAACCCAGGAGGCAGAG
GTTGCAGTGAGCCGAGATTGCGCCACTGCACTCCAGCATGGGTGACAGAGCAAGACTCCA
TCTCAAAAAAAAAA
>BJ708771 ID   BJ708771   standard; mRNA; EST; 191 BP.
GCCTACTGGGTGTAGCTTGTAAATACATGTGTGTGTGTGTGTGAATGTTGAGTGGACCTA
GAACAGGAAATGTGCTCAGAAGCTGGTTTTGTGGAAGTCTGTGATCACCTCAGACTAGTT
TCTAGACTAGTGTTGTGCCTCAAAACACGTCTGTCGCACAGGTGGGTGACTTGGGTCCCC
GCCCCCTGTGT
>BJ708773 ID   BJ708773   standard; mRNA; EST; 684 BP.
GTTGTCTGTGGATCTTTCAGCATCCAGCGGACACTGTAATGTGGGGACCTCCTGCCCAGG
GAGCAGCTCTCCTCCGCCGGGCTCTGCATCGTGGCCTGGTCCCGGGCAGGTCCAAAGGGA
CCGGCTGCGGTGGTTCCGAGAGAGCGTGGGTGAGACCGAGCGGATTCGACACGGGGGTGG
TGACTTTCAACAGCCTCAGCAAGAAGAAGGAACCCCTGATCCTGGCCAGAGACCGGGTAG
CGACCTGGTACAGCTGTGGCCCCACAGTGTACGACCAGGCACACCTGGGACACGCTTGCT
CCTACGTCCGCTTCGACATCCTGCAGAGGGTCCTGTCCCGCTGCTTCGGGGTCGTTGTCG
TCCACGCCATGGTCATCACCGACATCGATGACAAAATCATCCAACGGAGCTGGCAGGAAA
ACGTTTCTCCAGCCGTCATCTCCAGAATGTATGAAGAGGAATTTAAGAAGGACATGCTGT
CTCTGAAGGTTATTCCTCCTGTGGTGTACCTGAGGGTCACGGAGAACGTGCATCGCATTG
TTGCATTTATCGAAGGAATCATCAGGAACGGGAACGCTTACGCCACCAAAGAAGGTGATG
TTTACTTTGACGTCCAGTCCATTGGAGACCGTTATGGCAGGTTTACCGGAGCCACGGGTT
CTCATGGAGAGCAAGGCAGCTCCA
>BJ708808 ID   BJ708808   standard; mRNA; EST; 708 BP.
CCTACTGGCCCGGGGCGCCGCTCCTCCATCCTGGCACTTACCTTCATCCTGGTAACTCGC
AAGTCCCCGGACCAAAAACAGGAACGGCGGGGGCGGGATGAGTTCTGCTGCAGAGGACGA
GGACGCCGCCGTGCTCCAGAGCGTCAAGTCGGTCACGCTCACCCGGGACAGCGATGGAAG
CCTCCTGCTGCACTGTCCGCCCAACGATGAAGACCCGGAGCCCCTACAGAAGAAGCTGCG
GCTCTCCGCCGACGAACACTCAGACTCCTCCCAGTTCTCCCTCGTCACTTTGCCCGTGAC
ACAAAACCAGGAGAACTTCGAGGTGACGATGATGGCCACGGCGGACGGCGAGCTCGGCGA
GGACACCGTCACTCAGATTGAGATCCTCCAGGAGGAGGAGGAGTCTCTGTCCCCGAAGCC
GAAGACGGAGGTTTCTCCCGTCAGTCAGGCCTGGTTCACCACCAAAGAGGACAAAGACAC
TCTGGTCAACAAAGGTCACAAGTGGAAACAGGGAATGTGGTCTAAAGAGGAGATCGACCT
ACTGATGAGTAACATCGACCGATACGTGAAGGGCCGCGGCATCCAGGATCCCTCAGAGAT
CATTTTTGAGATGTCCAAAGAGGAGAGGAAGGACTTCTACCGCTCTGTGGCGCTGGGCCT
GAACCGGCCGCTGTTCGCCGTCTACAGGCGAGTTTTACGGATGTACGA
>BJ708816 ID   BJ708816   standard; mRNA; EST; 591 BP.
AGCACCGTCACCTTCCAGTAGTCCACTCCTGTACGCACACATTGCCGCAGTCATGTCTGC
TGGAGGAGAGAAGTCCAAGTCTGCTTCCCAGACTGATGGGAAAGCTGCTCAGAGCAAGAA
ATCGGAGATGGGCATGACGTCCTACAAGATGTGTGTGTACGATCAGGAGAACTTCCAGGG
CCGCTGCATGGAGATCAATGCCGAGTGTGTCAATGTGTGTGACATGGGCATGGACAGGGT
GCGCTCCCTGCGCGTCCACTGTGGGCCCTTTGTGGGCTTTGAACAGAAGAATGACTACTT
GCTGTCTGTATGAAGTTGGAGAGTACAAAGGTCGCAAGATGGAGATCATGGACGATGATG
TTCCCAGCCTTTTCTCTTATGGTTTCACAGACAGAGTGGGCAGCATCTTGGTCAGCTGTG
GAACCTGGGTTGGTTATCAGTTCCCTGGCTACCGAGGCAGTCAGTACGTGCTGGAGAAGG
GTGATTACAGGCATTTCAATGAGTTTGGTGCTCGATGCCCTCANATGCANTCTATTANAC
GCATCCNGGACATGCAGTGGCNTCCACATGGCTGCTACAACTAANNACCGG



>BJ708927 ID   BJ708927   standard; mRNA; EST; 784 BP.
AATCCCTGTCACACATGCTGGCTGTCAGATTGGAGGAAGAGAAGCTGTCACAGAAGAAAG
AGCCAGAGAAACGGAATGTGACGGTTCAGGCAGACGATCCAATCTCCTTCATGCAGCTCA
CAGCCAAAAATGAGATGTGCTCCAAGGAGGATCAGTTTCAGCTCAGCCTGCTGGCTGCTA
TGGGGAACACTCAGAGAAAAGAAGCTGCTGACCCTCTGGCATCAAAACTCAACAAGGTGA
CCCAGCTGACCGGCTTCTCTGACCCAGTGTATGCTGAAGCTTATGTCCATGTCAACCAGT
ATGACATTGTTCTGGATGTGCTGGTGGTCAACCAGACTAGTGATACTCTTCAGAACTGCA
CCCTGGAACTGGCCACTTTAGGGGATCTCAAGTTGGTGGAAAAACCTTCACCTTTAACTC
TGGCTCCTCACGATTTTGCAAACATCAAGGCTAATGTCAAAGTGGCCTCTACAGAGAACG
GCATCATTTTTGGCAACATTGTCTATGACGTATCTGGAGCTGCCAGCGACAGAAACTGTG
TGGTTCTCAGCGACATCCACATCGACATCATGGACTACATCCAGCCGGCATCCTGCACCG
ATGCAGAGTTCAGACAGATGTGGGCAGAGTTTGAGTGGGAAAACAAGGTGACCGTGAACA
CCAACATTGTTGATCTGAACGAGTACCTCCAGCACATCCTCAAGTCCACAAACATGAAGT
GTTTGACCCCTGAAAAGGCGCTCTCTGGCTTCTGCGGCTTNCATGGCTGCTAACCTTTAT
GCTC
>BJ708941 ID   BJ708941   standard; mRNA; EST; 123 BP.
GTTGCTCGGATCTGGCATTGCTGTGGCTGTGGTGTAGGCCGGCAGCTACAGTTATTTGAC
CCCTAGCCTGGGAACCTCCATATGCCGTGAGTGCGGCCCTACAAAGAAAAAAGAAAAAAA
AAA
>BJ708982 ID   BJ708982   standard; mRNA; EST; 729 BP.
TAGCTGGGAGGAAGGAATGGAGTGTCACAAACGGAGGAAACTTTCGCACAGCAGCGAAAG
AGAAAACAAATCCAGAAGACAACAGCGACACCACAAGGCGTATGAGGGGCACCACCTGGA
GGCTCGAAGTCTAAACCAGAGGCTGGATTCTCAAGAGCACCGTACAAATGAATACAATTT
TGACATGATTTATGATGACAACAGCCGGGATGACGCCTGCAAAGACAGAGACCTTGATTG
GCACCATTACAGCAAGTCTTCTGGGCGCAGTGGACGCAGCAGACGTGGCAGTCACAGACA
CAGAGACCGAGACCGAAAGTATAGACGCAGCCATTCTCGCCACAGATCCTCCTCGAGGAG
GAGCCATCACCGCAGGAAAAGATCCAGGAGTGTTGAGGATGATGGCGAGGGTCACCTCAT
CTATCACAGTGGAGACATGCTAAGAGCGAGATATGAGATTGTGTATACACTAGGAGAGGG
TGCCTTTGGGAAAGTCGTCGAATGCATTGATCACGCAAATAATGGGGAGCTAATAGCCCT
GAAGATCATAAAAAATATAGACCGCTACCGAGAGGCAGCGTTGTCTGAGGTAGAGGTGCT
GAAACAGCTGAATTCTGTTGATGCTGACAAGAGATACTCTTGTGTGCGCATGCTAGACTG
GTTTGACTACCACGGCCACATTTGCATCGCTTTTGAGCTGCTTGGCCTCAGCACCTATGA
TTTCCTCAA
>BJ709006 ID   BJ709006   standard; mRNA; EST; 534 BP.
TGCGCGCCGGCGCTCAGCTAGCTGCTGCTGCCGCGGCTAACCCGCNNAGTTGTGAGACCG
GCATGCGGTGAAACTCTGCACCAGGCCGAAGTGCTAATCCCGGGCAGATCCTCCCTCACG
CAAGGATCTGTTCAGAGCTCCCGCGCGAGCTCCGGATGTAGGCGGCGGGAAAGCTGGCCG
CAGCACCCGGAGGAGAAATGAACCACAAGAGCAAGAAGAGAATCAAAGAGGCGAAACGGA
GCGCGAGGCCTGAGCTGAAGGACTCGTTAGACTGGATCAAGCACGGTTACCACNAGAGCT
TCGACCTGTCNCACCGAACCGTCAAGGACAACGTGNAGCGGGTCGACACCCGCCACCTCT
CTGCTGTAGAGTTCATCGAGCGCTTCGAGCGGCCCTACAAGCCCGTCGTTCTGCTCCACT
GCCAGGACAGCTGGGCCGCCCGCGAGAAATGGACCCTGGAGCGCCTGAAGCGCAAATACC
GGAACCAGAAGTTCAAGTGTGGGGAGGACAACGACGGCTACTCTGTGAAGATGA
>BJ709091 ID   BJ709091   standard; mRNA; EST; 706 BP.
TGGGATTCTTTAAGGGTACATTCACATTGGCAGGTTTGATCCAATCCAGTTTTCCTTGGA
TAATATGACTTTATGTTGCTTTTTTTTGCAAGTTAGGGAGCTTACCGACACTCCAGTGAA
GACTAAACCAATGAACCTCGATCTGCTGGAGAAAAGCGCTCAGTTCATTTGCTAATAGAC
TCTGGTGAGGTTAATTAAAGCTGGTACAGAGCACACTGGTATTTGATGGGCGTTCAAGAA
TGCGCTAACCTTCAGTGTACGATGTTCACACTGGACTTTTGCTACCCAATACTAGCGCAG
TACTCACTGTTTGAAGTGCTTTGGTGTCAAATGTCAAAGCGGTGGAAATCTTGCGAACCT
TGCTCCAGACTTTTGCTTTCACAGCTCTGTTCCGACATATGAAGGACTTAGTGTCAAACC
GCAATTAATAATTCCTCTTTCACGATCAATTTTCAAACGGTTGGCACTTCCATGATTAAA
CGGGATGCCACTACGTCACTACCAAGTCACTACCAACTCAAAGTCTCTGATTGGTCAAAG
TTCCACCAGTTTATCTTTCAACGCGTGTTCAATAGCCGCGCCGTTTGTACGTAGCATCAG
AGAATAAATGACAGTGAGTAAAAGTGATAAAACCAGTTTTCAGAGCAAATGTGAAGATGT
GTGAATCACAAAAGCTTGGTCTTTCAGTAAGTGTGTTGCACTAAGA
>BJ709097 ID   BJ709097   standard; mRNA; EST; 677 BP.
TTTCACTGTGGCCGCCATAGCGAGTGGAGCGTGGTTCCCGGCGAGCCGAAAAATAACTAT
CAAAAATGGCGTGTGCCCGACCTCTCATCTCGGTGTACTCCGAGAAAGGAGAATCTGTCG
GCAAAAACGTATTGATGCCGGCAGTCTTTAAGGCCCCGATTCGCCCTGATGTTGTAAACT
TTGTGCACACCAACATGCGCAAGAACAACCGTCAGCCATATGCTGTGAGCGAGCTGGCAG
GTCACCAGACCAGTGCAGAGTCCTGGGGAACAGGAAGAGCTGTGGCCCGTATTCCACGTG
TGCGAGGTGGTGGTACTCACCGCTCTGGCCAGGGTGCTTTTGGAAATATGTGCCGTGGTG
GTCGCATGTTTGCCCCGACTAAAACCTGGCGCCGTTGGCACCGCAGGATCAACACACCCC



AGAAGCGTTACGCCATCTGCTCTGCCCTGGCTGCCTCTGCCATTCCTGCACTCGTGATGT
CCAAAGGTAACCTGAAGAAATACCTTATCCAGGGCACCGCATTGAAGAAATCCCTGAAGT
CCCATTGGTGGTTGAAGACAAAGTTGAGGGCTACAAAAAGACTAAGGAGGCAGTGCTGCT
GCTGAAGAAGCTTAAAGCCTGGAATGACATCAAGAAGGTATACGCCTCCCAGCGCATGCG
TGCGGGCAAGGGTAAGA
>BJ709159 ID   BJ709159   standard; mRNA; EST; 585 BP.
GTTTGCTTCCAGTCCGGCTGTCTGCGCGGCGTGTGGATGAAACGCGGAGGGAGGAACCGG
GAGCGCACCCTCAGACGGACTAAAAAAAAAGTCACGCACTCCCCCTTCCATCAGAGACAC
AGACCGTCGGAGACTTTCGGAGAGAGCCGGCGCGCTCGAGTCGGAGTTGCCAGACTGAGG
CGCATCTCGTCTCCTTGAAGTGCTCCCTTTTCATGCAGGCTGTCCATAGCGCTCCCGTCG
GAAGGAGTCTGTCTGTGTGCACGCACAGCACAGGAGGCGGAGGAGGAGGAGGAGAAGAAG
GAGGGGAAGTAACGATCGTTACTTTTGAACAGATCCTTTCTGCCATGGAGCTACCCGCCT
GGTCCCGGACGCTTGTGGAAGCGCAGATACCTGCCTCGTGGATCCGCAACATCTGTCCAC
AGTGAGGACGGTCGAGAATGCAGCAGAGCCCCGGACGGCTTTCTCTGGTTTCTGGCGGCT
CCTTTTCTAAAACTGAGAAGAGGTTTTGGTGGGGGGGCCTCCCGGTGCGCAACTAAATCG
GATCCCACTCCACGCCACGCCGGGATCGGTTTTTTTTTTTTTTTT
>BJ709172 ID   BJ709172   standard; mRNA; EST; 464 BP.
ATTTCTTTACAGCCGCATGTTTGTGGCCAAAAACCAAGTGAAGCCAACGATTGAATAATC
TGGAGCTACGTTGGTGAGAAACCGATCAAATGTGAAGCTTTTAGGGTCGCCACAAAGCTG
TCGATGTTTTCCCTCGAAATAGCAAATGTAAACGTTAAATATGAGCTGGCTAGAATGTTT
CTCTTCTCCACCGACTCTTTCTTCCTTCTGCCTTCTCTTCTCCACCAGAGAGTGCCTTAA
AGAGTTCAGGTCGGACAGAACGGAGGGAATCGGATATTTTATTTTTTCAAGTTGGCAGAT
CTTCTGCAGCTGTTTCCAGGAAACTTCAGATGTGTTCAGACTGGTCAGCAGGGGGCGGTA
ACGCCTCGGTTTGAGGCCAGGAAGATCCAGAGACGATCGGAAAAAGCAGCGACTTTAATG
GAAGAGAGAGAAAAAAAAAAACAACAACAACCAAACTTCTCCCA
>BJ709223 ID   BJ709223   standard; mRNA; EST; 417 BP.
AGACTACGGCGGGCTGGAAGCCGCCGCTCGAGCGCCATTCCGATCCCGGGGGGAACGCCG
CGTCCGGGTGGGAGATGCTACAAGCTAGCATAGCTGCTGCTAACGTTTAGCCCGTTTTCT
CAGTAAAGCTGCTCACAGCTGGTTGTGAACGTCACGTCTCTGAAGTCTGGAGTGACCACG
ACCATCAAGCCCTCCTTAGATGGGGGCGTGGTCTATTGGCGGACTGAAGGTGCTCCAGTG
TATCCAGAGGGCGACGCCCACACAGCTGGAAGCCAGACTTCACAGCGGCAGGTTTCATTT
TTGACCCCCCCCCCCAGTGANATCAANAGGAGGNTGCAGGCGGCNAGNTCCGTCCTCTCC
CCAAANTCTCGCCCCACGGNGGCCCCCTGTGCCCCCCCACCTGTGGAGGAGCAGGCA
>BJ709309 ID   BJ709309   standard; mRNA; EST; 719 BP.
TGAGACAGAAAACTTCCAGCTTCCAGATGATGACCGAAGAGGCATCCAGGCTATTTATGG
ATCAAAGTCAGGGGTGCCCCCTCCTCCTCCTCCCCCCCGGCCCACTAAGCCATCAAAGCC
TGACAAGCCTGACCACGGCCCGGACATATGTGATGGACACTTTGACACCATCGCAGTCCT
CAGAGGGGAGAAGTTTGTTTTTAAGGACAAGTGGTTTTGGCGAGTTCGGAATAATAAAGT
GCTGCCAAACTATCCCATGCCTATTGGTCACTTCTGGAAAGGTCTTCCTTCGAACATTGA
CGCAGCCTACGAGAGGACTGATGGGAAATTTGTCTTCTTTAAGGGTGACGAATATTGGGT
TTTTAGTGAGTCTACCTTGGAGAAGGATTATCCAAAGAATCTGGGAGATTTGGGCACCGG
CCTTCCAAAAGACAGGATTGATGCTGCTCTCCTTTACACACATACAGGACAGACATTCTT
CTTTAAAGGATCCCAATACTTTCGCTATAACGAGAAAACGCGCAGAGTGGACAGAGACTA
TCCAAAGTCCATCAACACATGGACTGGAGCACCAGATAACATTGAAGCCGTCATCATGAG
CGAAGATGGATCCTACACTTACTTCTACAAAGACAATAAATACTGGAAGTTCAACAACCA
GCACATGAAGGTGGAGCCTGGCTACCCCAAGTCAGTGCTCCGCGAGTGGATGGGCTGTG
>BJ709338 ID   BJ709338   standard; mRNA; EST; 580 BP.
CTCAAATAACCCGTGACATTGGGTGGGTGCCTTTTATCCGGGTCCAGAGATAGTCGCCGA
GGCCTGTCGGCCCATATTTAGAAGGTGTTCAGAGCTCCCGAGGTGGTCCAGTGCAACCCT
GGAGATCTGGCCAACGTTGGACGCCTCGCCAGCGAACCGCAAAGGATCGATTTAAAGAAA
AAAAGAAAAAACCTGCAGAAGCTTGAAGTCGTGACGCAACACAGAGTTGGACAGACCTGA
CAGGCAGCCTCGTCCGTAAAGGGCAGATGGGTGTGGACGACATGGAAGTGGCTGTTTTTG
TGTCACTATAATGTATGCATGTGACCTCCAGCCTCTGCTAAACAACAAGGTAAATACATG
TCAAACAAGTGGACGGGGGGAGATGCTGGCTGCCCCCCACCCCACCCCGCTTCCTACTTC
GTTTTACTTCCTGCGATGAACGCCTGCAGCTCCTAGATTGCCTCCTCCTGCAGTTGTTGC
TTCATCGTCTCTGGGAAATGTAGGTCAAGCTGCTGCTCTGCAGGTGATGACCTTTTTTAT
CCCCCCCCCCCTCACCTGTCTTCTGTTGTCCCACAAACAC
>BJ709394 ID   BJ709394   standard; mRNA; EST; 718 BP.
TTGGCCTCATACATGCAGACGCGGCGGTGGAGGAGGACATCGCTGAAGGCGGTGCTGGCC
ACAGTGATGGAGTGGAGGAGCAGCAGAGAGGACTGGTTTCTGCTCAGCTGTGATCTGGCG
GACACAGCCTGCGAAAGCGTGAACCTGACCGTGGAAACCATGCGCTTACTGTCCTGGGTG
CTTGGTCACCACCCAACAGTTCTGGGTGGCAGCCAGTGGGACTTTGTGCTGTGCTCGCTG
TTAGCCTGGCTGGAGACGTGCAGCGAGAGCGTCGGCAGCCTGTGGAACCCCTGGGTGCAG
CTGTTTGTGAGCGAGACCGCCGCCCTCGTCGTGCAGCTCAGCCAGTTCTTCGCCTGCGCC



CCGTCAGACGTGCTGCAGAGCTTACCGCCTGACGTTTCCGCCGAGTGGGCAGATTTCTTC
GTGGAGGGAATCTACAGCCTGCTGTTGCCTCTCGCCGTCAAGATCACCGAGGCCTTCCCT
GAACCGGACGATCCAGCGTTCCCGACGGCCGCCCTGCAGTCTGTGGGATCGGCTCTGACG
TACACCCCGCTGCAGCAGCTGCTGAAAAGCTCGCTGCCGCCTCGATTCATCGCCGACCAA
AAGACGAACCTGCCCGAGAGTCTGCAGACGCTCCTCAACACTCTGTGCCCCCTGCTGCTG
TTCAAGGCCCGACCTCTGCAGGTCACCGTGCACCACCTGCTGGACAAGGTGATGCCTC
>BJ709424 ID   BJ709424   standard; mRNA; EST; 695 BP.
AAGTCTGCTTTTTGAAAACTCAATAGCAAGACATTAAAAGGCATCAGTCAAGAGAACACA
CATGCACACAGACTTTTATGTGGGACAGGTCAAACAATGGCAGTTGGCTGAGAGAGAAGC
GGAAGGGTTAGTTTCTTGGAAGGTCTGATTGGAGCATAAACAGCAGCCCAGGAAGTGCTG
AGCCGAGAGTGAAGGAGGTAGGGCGGGAGGGGGGATCAGAGCAGATCTGCCAGGACAGAG
CGAAAAGTTTTGGGGACTGCAGGGAGCAGTTTGTTGTTTCTGCCGAAAGGGACTGCGGCT
TTTTCTTCTGTGAGGACATACTGCGTTACTGAAAGACCTCAGGGTGAGTAGCTGCATCAC
ATGTACTCGTTCCCTGCTTTAAAGATATCCCAGATGTTTTTTTCCCGCAAAAACGTCATT
AAATAGATCCATGTAAAACTTATTGCTTCTGTTGGATGCATTTTCATTTTCACCGAGTTT
TCAGATTACTGCGCTGGTAGGCTCCCCCTGGCTCTCAAAGCTGCTTGTTTTTGCATAGCT
GTTGTTTTTTTGTTGGCGCCTTGAATTGCGGCCAAGCTTTCAATTCTTGAAGGGGAAGGA
GAAAAAAAAGCCGGTAGCAGGGATGGGGGGATTTCAACTAATGTGTGTTTGGCTGCGTCT
AATTAAACTGATGGAGAGGAGGGTAGTGAGGGTCA
>BJ709536 ID   BJ709536   standard; mRNA; EST; 114 BP.
AGTGGGTTTAGGATCCAGTGTTGCCACAGCTGTGGTGTAGGTTGCACCTGCAGCTGGCAA
TTGATCCCTGGCCTGGGAACTTCCATATGCTGCTGATGCCGTGGAAAAAAAAAA
>BJ709545 ID   BJ709545   standard; mRNA; EST; 196 BP.
AGTGCGAAACGCGCGCGCGCACACGGCGAAAACGTCGAAACGTCGCGTACACGTCCAAAC
GTCACGGAGAGTCGCGTGCGCGCGTTCTTGCGGGAGCGCTCGCTCGTGTCTCTCTCGTCG
TCGTTGACGGTTTCGTAAATTAACATAGAATACATTTTATTTATTTATTGTTTTTTTTTT
TTCNACAAAAAAAAAA
>BJ709551 ID   BJ709551   standard; mRNA; EST; 729 BP.
CTGGAACGCGGCCGCCCTCCTGCGCACAGCTTCCGCGTGCCACTCCGTGCTGTATGTTCC
TGCCCCCCTCCCTCCGGCCGCCGTCCTCCCCCCGGCGCGGACATGCTCCCGGGTCTCCGG
AGATGAGGTTCCGTAATGTCTCCTTCCTGACGGTGTTGTTGTTCGGGCTCAGCGGGCTGC
TCTCCCTCTCCTGGTACACCGCCTTCAGCAGCTCCAGAGGAGATGTGGTCGACATCTACC
AGAGAGAGTTCCTGGCTCTGAGAGAACGTCTCCACTCAGCCGAGCAGGAGAACCTGCGGC
GCTCCAAAGAGCTGAACCTGGTTCTGGAGGAGATCAAGAAGGCCATCGCTGAGAAGCAGG
CGCTCAGAGATATCAACCGCACCTGGAGCAGCCTCTCTGAAGAGACCCGGCTGAAGCTGT
GGAACGTGAGCAGCAGCAAAAACCTGCTGCAGCTTCCCTCCATCTTCCATCACCTTCCTC
ACCTGCTGAACAGAGAGGACGACCTGCAGCCCACTGTGCACCTGGGCCAGGGACGCACCG
GAGTGTCCGTGGTCATGGGCATTCCCAGTGTGAAGAGGGAGGTCCACTCTTACCTGACCG
ACACGCTCGCCTCTCTGATGTCGGAGCTCAGCCCTGCTGAGAAGGACGACTGCGTCATCG
TGGTCCTCATCGCAGAGGCTGACCAGCAGTATGCCAGCAGTGTAGCAGACANCCTGAAGC
GCCTTTTTC
>BJ709645 ID   BJ709645   standard; mRNA; EST; 243 BP.
TTGGCCTAGATGAGAGAGGAAAAGATGGCAAAGATAACTTCCGGTGGATTGATGGCTCCT
GTACAGTGCCTGTGGATGGATTCGTCTGCCAGTTCAACTACAGAGGGATGTGTTCCCCTC
TGGAAGCTGAGGGTAGCAGTTTGGCTGTTTACACCACACCGTTTGGGCTTGAAAGCNCAN
TCTTGANCCATGTACNCCATGGGTCTGTANCCACCATTCCNTGCTCTGCANTCGGCTCAA
ACC
>BJ709650 ID   BJ709650   standard; mRNA; EST; 678 BP.
AATTCAATCTGACTGTGGATAAAAACGGGATTCTTTTTCTGGATTTACTCCTTGTCAGGA
TGGATTTGGACTCCATGAAATATGCCGATCTGCGAAGTCTCGCTAAACAGCTCGGACTGA
AAGCAAACATGAAGGCAAACAAACTCCTGAAGGCTGTAAAACAGCACTACAAGCAGCAGG
AGGCGGCGGGGGGGAAGGATGATCGCGTCAGTCATGCCGATCAGGATGCAGTCAAAGAAA
CCTCCAGCCCACGCGTGTTTGTCAACGCGCGTCGGGGGAGAGGACGCAGGGACTCGGGGA
AGACCACCAGCGGGGCTGCGGTGACCCCAAAGGCTGCACGGGCTGATGCTGAACCTGAAG
CCTCATCCTCCAAGACCAGGAGAGCTTCAAAGAGACGAGCGTCCTCTGAGCAGAACTCAC
CTGAGCCTCAGGAGGAGCTGCAGCCTGACGCCTGCGTGGAAGCACCTGCACGCGTGGAGA
CAGAACCAGAGCCAAAACCCAAAGTGAGCAAAGCTGGAAAGATCCCTCGCTATCGTGGAT
CTCAGCAGAAGGCTGCGCTCAAACCGCTCACTCCAAATTTCAAAAAGCTCCACGAGGCTC
ATTTTAAGAAGATGGAGTCCATCGACACCTACGTTGAGCGTAAGAAGAGGAAGGTGGACA
CCCTCAAGAATCCTGTCA
>BJ709672 ID   BJ709672   standard; mRNA; EST; 668 BP.
GTCTCATAGTAACGACACCTGCAGAAACTGACCGGGACCCGCGGTGCTCTGCAAACCGAG
AGGCAGACGTCCCTGCTCGGCTGCCGCCGCTTACCAAACCTTTTCTATTGATATTCCATC
AATCGGTTCCGATGTTTCCGTCACTGCGCATGGCTTGTGGATCGATCAGTGAGTGATGAC



ATCAGCGCGTCACCGTCTGGACTCCACGTGAGGTGATCGATCATAATCAGGTCTCCCAGT
CTTGTCCAAATGCTGCTGGGCTCAATCCAGATTATGGGGGAGCTGCTGTCTGCAGCCGAG
GTCCAGGAAATCTGTGAGAGCCTGAAGGAGAACGGTGTGAGGCTGCTGTCTGTGCGCGGC
TGCCAGCTTTCTGACCGCGACTTTGAGCGCGTTTGCCGCAGGGTTGCAGAGTCCACCTCA
CTCGCGCAACTAAACCTCAATCTAGGCGTAGTCTCCAGCATCAGCCGCACGCGCCTCCTG
GCCGATGCCCTGAGAGCCAACCGCTCCCTGCAGACCCTGTTTCTTCACGGTAGCCCACTG
CTGGACACCGGTCTGCTGACCCTGAACACGGCCCTTTCCACCCACCCCACGTTGGTCTGT
CTGGATCTGGGCGACTGCATGTTGGGTGACAAGGCGCTTGCTCTGATCTGTGGGATGCTG
CCTCCAGA
>BJ709687 ID   BJ709687   standard; mRNA; EST; 680 BP.
CTGAAGAGCTACGAGGATGATGTGGAAGAGCTCGGCCTCAATTTCACAGTGGTTAACAAC
GACCTGGGAGAAGCTCAGGTGGTTGAACTGAAGCCAGGAGGCAAAGACATTCCTGTGACC
ACAGCAAACCGGATAGCGTACATTCATTTGGTGGCGGACTACAGGCTGAACAAACACATG
AGACCTCACTGCCTGGCTTTCAGACAGGGTCTGGCCAATGTGGTCAACCTTGAGTGGCTG
CGGATGTTTGATCAGCAGGAGATCCAGGTGCTGATATCTGGAGCTTATGTACCAATTAGT
CTCGAAGACCTGAAAAACTTCACAAACTATTCAGGCGGTTACTCAGCCAATCACCCGGTC
ATCCAGATCTTCTGGGAAGTAGTGGAAGGATTCACAGAAGAGGAAAAGCGTAAACTCTTG
AGGTTTGTCACCAGCTGCTCTCGACCTCCCCTGCTTGGATTTAAGGAGCTACACCCGGCC
TTCTGCATTCACAACGGCGGCAGCGACCTTGAGCGTCTGCCCACCGCCAGCACCTGCATG
AACCTGCTAAAGCTCCCAGAGTTCTGTGACCAGCAGTCGATGAGGAGCAAGCTTCTGTAC
GCCATCGAGTCTTCTGCCGGCTTCGAGCTGAGCTGAGCGGGAAGGAGCCTTCCATCTGCA
CACACTCCACTCCACTGAGG
>BJ709693 ID   BJ709693   standard; mRNA; EST; 175 BP.
TGCCGGGGGACAGCTTGGTGGGAGTCGTGTCTTGGGGCGTCGGCTGTGCCCGGCCAAGCT
ACCCGGGGGTCTACGCCAAGGTGTCCAACCTGCGCAGCTGGATCTCCCAGCAGACCGGAG
TGTAATGTAACCCATTCATGATACAATAAAACTGTTCGTAACGTCAAAAAAAAAA
>BJ709698 ID   BJ709698   standard; mRNA; EST; 654 BP.
TTTTCGGAAAGAATAGCTCCGTTAGCCTCGAACCACGGGAGCTCCCGCAGTGAACCGGTG
TCTAATTTAGCCTGCTAATTCTCCCGGAATCGGTCCTTTTGCTGCATTTAATGGGTTTTT
TACGAGGATAATCAGCCGTGTTAGCCGTGTCCTCTTTTTAACGGAATACTTGACTGAAGG
CGGTCTCCTCCAGGAATGTCTTACCCGCCTCCGATGAACCGGCCGCAGGTCGGCCTCCCC
CAGCTTCCCCCAGGGATCCCCCCGCCGCAGTACGGAGGCTTCGCCCCTCCAGTTCCACCA
GGTACTCCCATGATCCCAGTTCACATGGGCGTAGTGGCCCCCGCGCCCACAGTTCTGGTT
CCAACTGCGGTCACCATTACCCAGAAGCCCATAGCTGCAAAGAAGGAGCACGGCATGGGG
CGGGCCAGGGATGCGGACGACGGCGCGGGCCCCACCACCACCGTGTTTGTGGGGAACATC
TCAGAAAAGGCCTCCGACATGTTGGTCAGGCAGCTGCTGGCTAAATGTGGGATTGTTCTC
AGCTGGAAGCGAGTCCAAGGTGCTTCTGGGAAACTTCAAGCCTTCGGTTTCTGCGAGTAC
AAGGAGCCGGAATCGACACTCCGAGCGCTCCGGCTTCTGCACGAGCTCCTCTTA
>BJ709727 ID   BJ709727   standard; mRNA; EST; 343 BP.
TGGCACACTAGTGGTTACCAGTGGGGAGAGGGAAGGGAGGAGGGGCAAGTTAGGGGTTGG
GAATTAAGAGGTTCAAATTATTGGTATAAAATAAGCTACTAGAGGAGAGTGTCCGTCGTG
GCTCAGCAGAAACGAATCTGACTGGCATCCATGAGGATGCAGGTTCGATCCCTGGCCTCG
CTCAGTGGGTTAAGGATCCAGCATTGCTGTGAGCTGTGGTGTAGGTCACAGATGGGACTC
GGAACCTGCATTGTGTAGGCTAGCGGCTATAGCCCCGGTGTGACCCCTAGCCTGGTAACC
TCCATACGCTGTGACTGCTGCCCTAAAAAAGACAAAAAAAAAA
>BJ709811 ID   BJ709811   standard; mRNA; EST; 669 BP.
AATGACCTTTGCTGGATGGCGAACACGTAGGCGCGCGCCATTATTGCTAGAGGACAACAG
GATCGAGTGGATCCTGCTCTTTGTCCAAACGATCATCCAACAAGCCCGCCGTCGCTTTGA
TGTGTTGAGGCGTGCAGAAACGACCCTGGAATGGAGCGTTTTCAGGTTCTGGTCCATATG
TATGGATGGAGGAGGCAGGAGGCGTCATCAACCTCCACGTTTACGGCGTGGAGGTGCTTC
TCCTCTTTGATGGGTGTGGTTTCCATGGATCTGCTGCAGATGTTCTGCACGTCTGCAGGA
AGCTGGAATCGAGTTTCCCCTTCCTGACGTAAAGCGAAGCAGCGTTTATTTCTGCTGCGC
CTTTAGAAAGGTGGCAATAATTCAACGCACGCATGTTTTCCATCACCGTCACCATCATTA
TTTACATTTTAGTGTTATGGAAGGAAGCTTTGGGCTGTCATAAAGCTGGGATCACAGACT
CTTCCTGGAAGGGGCGGGTCCTCACTTTGTGATGTCACAATGTGAGAACCCACTCGTTTT
CGTGGTTTGGGAGGGGCTGGTGCTCAGAGAGCAGCTTTTGTTTTTAGTGAGGAATTTACA
TTAAATGCATTTAAAAGCTCAAAAAGAGGATTTTTCATGAATAAGCCCTTTAAATTGTCA
TGATTTGAA
>BJ709865 ID   BJ709865   standard; mRNA; EST; 639 BP.
TTAATAACCAAGGAAGTTCATCCCTCTTTAGTACTCCTACACAATATTCTTTGGCTAGGT
GTTGCTTCAGGTTGCCTTAAATCCATTCCCTCCCTTATGGTCCTGTCACATGTTTTTTTC
CCCTTAATTTTATAAGAACCAAAAGGTTTTATTGTTGCTCCAGGAAAAAAAGTCACAGGG
AATTGAATGTCTACAGACTCACACTGCCTCTGTTTCTTTCCTCTTCCGTCCCTTTTTTCT
GGTTTTACACACTTTTATTTTCCTTTTTGAACAGCAGTACAAAGGCGGCGACTTCAGCCC



GGGCGGAGATGACAAACACGGAGAGTGCCCGGCAGTGGAAGAGCAAGCTTGTGTAGGGCT
TTGGCTGAGGATTTAGTGTTAAAATTAGCATGGCTGCTGCTGCTGCATTAGCCTAGATAA
GGGGGGAAAAGAGAGAAAATGGGCTAAGGGGTGGAGGTGCAGAGGCAGGCAGAAGAGGAA
GAAAGTGGGGTAGAGAAGGCATTCAAGATAATCACTTTTTGCCTTCATGCCTCTTTTGTG
TTTTAGTCAGTGGCGTTAAAACACAGCATGGCCCGAGCCAAAATCCAACAGACACAGATT
GAATAAGCAGAAACAGGAAACATGTGTCTTTGTCAATAA
>BJ709924 ID   BJ709924   standard; mRNA; EST; 167 BP.
GTGGCTGCACTTTATCCAGTTCGGACAGGTACGTCCCGAAAAGACCCCCCCACACACACA
AACCCCGCCTCTCAGTGGAAAGGTTCACGGCCGGATCCCAACGCCACGCTGGTCTTCTTC
AGGTGACCCCCCCCCCNTTCCTCNGNTNAAAAANTTCNNGCCCCCNT
>BJ709940 ID   BJ709940   standard; mRNA; EST; 660 BP.
CAGAACCGCCGCCGGACAAACTGTGGCGTCCCGCGGGGGCGCTCTCTTCCAGGTTCCATC
CTCTCGGACCCTGAATGCACCACGCACTGCTGGTGGGCTGATGACGCGTTCGGGCGCACA
GGACAAATGTGTAGATGCTGGTTTTCTACCAAGACCCGAGTCGAGAACGCATCAGATCCA
AGCTGGTTCCTAACGTCCGGCCGCACATCTGCCATAAAAATGTGAAATATTGCAAATCTG
TTTGGGCTGTGGTTCCGGTCCGTGGGCGCCCCATTTCCCAGCCAGCTGTGGATGACCTCA
CACTCCGGCTGCCGTCACACCCAACCGACCCGCCGACAACCGGCCGGTTCTGCAGAACGT
CTTTGGCAATAACGACAGGAAGTGGATCCAGTCGGCCGAGCCGTCGCATCAACGAAGCAC
TTTTCGCCAAACCTCAGGGCTCAAAGACATGGAGAGGTTCTGTTTACGCTTTCTTCTCAG
TTCCAGTAGAGTTTGGTTCTGTTGAGTCCAGTTGTGCTGCGATCAGTTGGTTCTGTGTTT
GTACAGCTGATCCCACTTCAGTCATATTTATATCAATATTGAAAGTTGTTTTTTTGCCGT
GACCGTCACCAGAGCCGAGGCCGACCTCAGAACCGAGCCGGGTTCCTGATCCACAGCAGA
>BJ709971 ID   BJ709971   standard; mRNA; EST; 573 BP.
ATTAGTAACAATAAAAACAGTAATTGGATTGTGCCATTTCTAAATGTGGCATAGGGTGTC
GTCTGGATTCTCAGGAGCTGAAGTGACATCAGGTCCGTCCTCCTCCCCCTAAAGCCCTGG
TACACAGAGCTTCAAGACTGTGAACTTGAATTCAAGAGTCTGATTTGTTTTTCTGGTGGA
TCAGTCACTTTGTTGCCTCCTTACCCCCCACCCACCCCCCTGCACATGCAGTTTTACCCC
TCTGTGATAACAGTATTTGCTTTGGATGTGTTGTTGTTTTAGAAAAAAAGGCCTTCAGTC
CTCGTTTTTCTTCTCTTGCCATTTTCGGAACAGAATTTTTTGTTTTGTTTTGGAGGAAAA
TGTGGAGAAACGAAAAAAAAGTGGTTGAAGAAGACGACTCTGGCAGGGAGTAGGGGAACT
TTACAGAGCAATTTATTTGCGTGTTTGTTCACGCGTGTGTGTGTTTGTGCATGTTTTGAG
GAAAAAAAAAACCCCACATAANCCNAGCAAACTTTTGNGAGNGNGNGTTCCGGGCNCCTG
TTGTTGTTTTACTTCTTGCCCGTTGAGCCTTAA
>BJ710015 ID   BJ710015   standard; mRNA; EST; 715 BP.
GAAATTTGATGTTTCCAACAAAGCTGAAAAAAAGAAATTCTGGAGAAATTCCTGAAACAG
AAGACACCCCTAGTAAACCGTCAGAAGAGAAAGAAAGTGAAACAAAGTCCAAGCAAGACA
CTTCCCAAAGTCCTGAAAAGGTCGGCTGGTTTGAGCTTCCCAAAGTCGGGCTGTCCCAGC
AGTCAGAACCACCGAGGGTTTCTGAGGGAGGAGTACAGAAGGGTGAGAAGAGTCCACCAA
GAGAGACCGGTGAGGATGAAACAAGCCCCACCAGCTCCCTTCATTCATCAGACGCCTTTG
CTGATGTAAGCTCTACAGTCACAAGTGAGCATGTGGGCATGTCCATCACTTCCCCGACCA
AAGTGATGGTCAAATATTTTGACCCCACTGTCCCCGTCGGGCTTGAAGAAAGAACTGGTG
ACATTTTTACTTCGACCACAAAGACTGTGCTGATCTCCGATGTGCCCAACTTACCTGAGA
AAATCACCATTCCATCGTCTGGAGTTACATCTTCATCTGAAGACACACTCAGACTGGATT
CTGGAAAAATCCACGCCATTACATCCAACATACAAGCAACTCCNGCAGCACAACACGCCA
AGCTCCTTACTGCTGTCCAGATGCAACCAGCCGAAGATGACCCTGGGAAATCCGACATGG
CCGTTTTGTGGGCTGCAGAAGATCCTCTAAGTAGCAGTAGAACTGTGTTTGAGAG
>BJ710073 ID   BJ710073   standard; mRNA; EST; 599 BP.
GCAGCAGCTTTCAAACAGTAACTTTTGGACTGAGAATCGAGTCGACCATCAATGGCGAGC
TCCTTCAGCCGTCTGATGTCCCGTCGCAACGCGGCCGTCCTATTGGCCGGCCTCGGCGCA
GGAACCATCGCCACGGGCTTCTTGGGGAGCGAGAACGGCGCTCTGGCAGCCGAGGCCAAG
AAGAAGCTGTACCCCCCCAGCTCCGATTACCCCGACCTGAGGAAACACAACAACTGCATG
GCCTCTGCTCTGTCTCCGGCCATTTATGCCAAACTGAGGGACAAGGTCACGCCGAGCAAC
TGGACCCTGGATCAGTGCATCCAAACCGGGGTCGACAATCCGGGCCATCCCTTCATCAAG
ACTGTTGGCTGTGTGGCCGGTGATGAGGAGAGTTATGAGGTGTTTGCCGAACTCTTTGAC
CCCGTCATCAAAGACAGACACAACGGCTACGATCCCAGAACCATGAAACACCCCACCGAC
CTGGACGCCTCTAAGATAACCAACGGCATGTTCGATGAGAAGTACGTACTGTCCTCCCGC
GTCCGGACCGGTCGCAGCATCCGCGGGCTCAGCCTTCCGCCGGCCTGCTCCAGGGCCGA
>BJ710096 ID   BJ710096   standard; mRNA; EST; 652 BP.
GGGATGTTGGCCTCTGGCACGTGTGCGTTCAGCCGCGCTCCGCTGTGTCCGCTGCTGCCC
TCAGAGACCGTGGACAAACTGGAGCTGGACTGTCTGAACTCCGTCCGGGTGAAGGTGACC
ACAGAGCTGAGTCAGCTGCTGGACGAGGAGGAGAAGAGATGGACGGAGACGCAGAGCGTG
GAGGAGTACCAGATCGCTCTCTCCAAAACCGTCATACAGAGGCTGCAGGTGGACCTGGAA
CGCTCCGCCGCCATCAACAGGAGCCTGGGATCCAGAGTGGCCCAATGCAGTCTGAACGGA
CTCGCCGACTTCCTCTACAGCTTCCAGAGGAAGGTGGAGATGTTCCACGAAGGCGTGCAG



AGCGGCCCGTCTGAGGACAACCAGGACGGTTACGTCACCAGAACCATCGCCTTCGTCAAC
TGCTGCCCGCCGTTCAGAGGCTTCGTGCAGCGCTGGGCGCAGTCGGACCCGGCCGTCAGC
GACGACTCTCTGCGGCGGGCCAACAGGTCCCTGGATCACATCGAGCAGCAAGGCGTGCGG
GTTCTGTCGGAGCGCCTCTTCCTGCACATCCGGCCGTTCTTCGAGCGCCTGGTGAAGAGG
AAGTGGCTGAGCAACACGGAACCGTATGAGCAGATCGAAGCAATCCTCAAGG
>BJ710109 ID   BJ710109   standard; mRNA; EST; 691 BP.
AGAGGCTGCTGTTCAGGAAAAATTCACTGGCTTTCAGTGAGATTCTGAGCATGGGATTGC
TGAGACGCTTGGGTCTTCTTGGTCTTGGGGGGATCTCGATGCTTTACAGCCGCTGGAGGA
TCATGGGCACAGGACCGCCGGCGTTTACGGAAGTAGACAACCCCGCCTCCTTTGAAGAAA
GCATCTTGATTAGAATACTGAACTATAATTACTACTACTCTCTAAATGCCTGGCTGCTGC
TGTGTCCCTGGTGGCTGTGCTTTGATTGGTCCATGGGCTGTGTGCCTCTCATTAAGTCGG
CCACTGATTGGAGGATGGTGTGGCTGCTGCTGCTCTGGTGCTTCCTGCTAGGCTTGATAG
GCCAAGCCTTATGCTCACAGGACAGTCAGAGGAGGAGGACTCTGACCCTGGGTCTGGTGC
TGCTGGTGGTTCCTTTTCTCCCTGCGTGTAACGTTTTCTTCAGAGTGGGCTTTGTCATCG
CAGAGAGAGTGCTTTATCTGTCTTCTGCCGGCTACTGCTTACTGCTGGCTTACTCACTGG
GACACTGCTGCTGTCGCTGGACCAGATACAAGTTGCTGCTTGCCTTGACGCTGGCACTCT
TATGTGTGTATGTCGCTCGCTGCGCCCTCCGGAGCCAGCAGTGGCGGTCGGAGCAAAGCC
TGTTCACCAGCGCTCTGTCCGTCTGTCCGCT
>BJ710130 ID   BJ710130   standard; mRNA; EST; 711 BP.
GCCTACTGGGACGAGACGACCCGCTGAATTTAAGCATATTACTAAGCGGAGGAAAAGAAA
CTAACCAGGATTCCCTCAGTAGCGGCGAGCGAAGAGGGAAGAGCCCAGCGCCGAATCCCC
GTCCGACGGGCGGACGAGGGAAATGTGGCGTACGGAAGACCGCTTGCCCGGTGTCGCGCG
GGGGCCTGAGTCCTTCTGATAGAGGCTCAGCCCGTAGACGGTGTGAGGCCGGTGTCGGCC
CCCGTCGCGCCGGGGTCCGGCCTTCTCGGAGTCGGGTTGTTTGGGAATGCAGCCCAAAGC
GGGTGGTAAACTTTTCCCGTTGAAGTAGCAGCCATGAGCATGCTCAGGCTCCAGAAGAGG
CTGGCCTCCAGCGTCCTGCGCTGCGGCAAGAAGAAGGTCTGGCTGGACCCCAATGAAACC
AATGAGATAGCCAACGCCAACTCCCGCCAGCAGATCCGGAAACTGGTGAAGGATGGCCTC
ATCATTCGGAAACCCGTTACAGTCCACTCCCGAGCGCGCTGCCGCAAGAACACGCTGGCA
CGTCGCAAGGGAAGACACATGGGCACCGGTAAAAGAAAGGGTACGGCCAACGCCCGCATG
CCAGAGAAGCTGTCCTGGATGCGCCGCATGAGGATCCTGCGTCGTTTGCTGCGCCGCTAC
AGGGAGTCAAAGAAAATCGACAGGCACATGTACCACAGCCTTTACCTGAGG
>BJ710132 ID   BJ710132   standard; mRNA; EST; 702 BP.
TTTATGCAGAGATTTCTGGAGCCACCTTAGGGAGCATTGTTTTGAGCATAAAGGTGATCA
CATGCCATGCTCGCTCCAAAGGGTCGTGCCCTGTAGTGAAAGAGCTGCCCTTCTTTCCAG
AGGCCTGCTCCTTAAATACGTGCACCACCAGCACCAGACTCAGCTTCTCCTTTGACCAGA
TCCAAGAGCTCACTTCCACCACATGGGATGTGGAATGTTCTGTTGAAATTTGCCATCTTG
AGAGATGTGGACCTGGAGGAAGCGTGAGGAGGAGCCTGGAAGTGACACAGCCGTGTCTGC
AACCACCAACCCAACCATGCATTGACTTTGGCTTATCTGGTGTTCTTGGCATTGCTTTTG
GAGGGTTCCTAATTGGAGTATTACTTATCGGAGCTCTGTGGATTATCAAAATTAAAACAG
GGTATCCAACTGGACTGGACTCCACTGCAGCCAGCATTCCTGTATGCCCCTGCTCAAGAG
TAAAGCGGCAGCCTGTATCCACCAACCCATGCCCCTCTGAAAACAGCAGTGCCAATGCAA
GCATTGGAAGCACCAAAAGCACACCGACCAGTAGCATGGCATAAGTATGTTCCACCATCA
AAGACATTTAATTGGTTTAACCTTCTTTTTTTTAACATTTCCAAATTTCTGCCACATTAT
AATCTCATTAAAAAAATGTGTTGGAAAAAATGGGTGCTACCT
>BJ710184 ID   BJ710184   standard; mRNA; EST; 590 BP.
GGCCTACTGCAGAAATACCGCTGTGAGCTCCTCTACGAGGGGCCAGGAGATGACGAAGCT
GCCATGGGTATTAAAAACTGCGATCCCAAGGCTCCATTGATGATGTATATTTCCAAGATG
GTCCCAACAACCGACAAGGGTCGTTTCTACGCCTTCGGGCGAGTGTTTTCTGGCTGTGTG
TCTACGGGGCAGAAGGTGCGCATCATGGGGCCGAACTTCACCCCTGGCAAAAAGGAAGAC
CTTTACATCAAACCTATACAGAGAACCATTCTGATGATGGGTCGGTATGTGGAACCTATA
GAAGATGTCCCATGTGGTAACATAGTGGGTCTAGTTGGAGTAGACCAGTTTCTTGTGAAA
ACAGGCACCATTACCACCTTTGATCAAGCTCATAACATGAGGGTGATGAAGTTCAGTGTG
AGTCCTGTGGTCAGAGTGNCTGTGGAGGCCAAAAATCCTGCTGACCTGCCCAAGCTGGTG
GAGGGTTTGAAGCGTCTGGCTAAGTCAGATCCCATGGTGCAGTGCATCATCNAGGAGAGG
GGAGCATATCATCNCTGGAGCANGAGAGCTGCACCTGGAGATCTGCCTTA
>BJ710252 ID   BJ710252   standard; mRNA; EST; 522 BP.
AGAATGGCAGGCCTTGTTCCTCCTTTTTTCCATGGCAATCTCTTTTAGGTGGTGTCAGAT
CCTTCCCTCCAGGAACAAAACATCCCTTATTGATCACAAATGCAGTCATTTTCTTGTATT
ATTACTTAAATCGTACCCACACATGTCAAATCTAGTGGTTTTCAGATGACATGTTGAATG
CAGAGTTTTACATTGATCACTTTTTAAGACTAAGACTTCCCACAGAGTTGTTGTTTTTTG
AGAATTTTCCCCTGGGTTGAAGTGCTTCTTTGGGGATGAAAAACAAAGTCAGAGTAGCTT
ACCTACAAGCATTCATTGGTTTTTTTTTNGNCGTTTTTAANCTAAAANCNGCACATTTNC
CNCAGGGTNGACGNCNGCCAAGCAAACNCGGGACAGTTNGGGGATTTAGTTGNAACTTTA
AANGCCGCACACATATAACGCCTTGCCNGCCGGGGTTCCGGGGGGCTNAGGGTTCACNGC



NGGNCAGGGNCCAACCNCACNGGAAACACAGGAACGTCNCAG
>BJ710285 ID   BJ710285   standard; mRNA; EST; 741 BP.
TGGACAACGATGTGATAGCCATCCCAGCAAAAACAGTGAGCAGTAGCCCGTCCACCTATG
TGATGGAAGAAGACGAGCCGTCCTTCCTGGAGGCGATCGACTACAGCGCTGAAAGCAACG
ACGAAGACGCTGAGCCTGAAAACGAGCTTGCTGACGAAGCTCAGGAGAATCTGGACCAGC
TCTCAGACTGACACGGATCTTAAGCTCACAACTAGCCAGTGCCTGTTCTAAGTTGATAAC
AAAGCATTGGATTTCACAGCAGAAATTGTGAGAACCCTCCACATCTCACTCTGTCTGGTG
AATAGTCTCCAACACTGTTTGCCCTTTTCCCACGTTTTCTGTAGCCCGGCTCAGTGGCCC
ACTGCTTTTATCTGAATGTGCAAACTCCATTTGCCTTTTCCTCCAAACTCACGTAAACGA
CTGTAAGAATTTGGGGGGTTTTTAGTGAATGTTTTCACTGTTACCATCATGCTTCCAGCC
TTTCTAGTAACTGAAGGAACGTGGATTTTCTTGCTCAAACTACAGGAAACCAGCTTTCTT
TTCCTCTTGATTGACCATCATCGAGATTGATAACAAGCGTTCGTGCACCTTTGAGTAGTC
ATCCTCACCTCGTCTTTTCTAAAATATCTCCTTTCTTCGCCACAGTGCAATCACTCTTGC
TGTTCGCCTTTCTCCGTCTATGAATGAAACTGTAGATCACACGAATGTAAAATGTCCACG
TCCTCCTCAGCTCTGGAAATG
>BJ710287 ID   BJ710287   standard; mRNA; EST; 705 BP.
AGAGAGCTGCTGATGTTCTCACGGTGACAGGCAGCAGACCTGTCCGAAGTGAAGCTCCAC
CACAAGCCGCTGAGCCCTGCCTGGCCAGCTACCAACCTTCGTCTCTGCAGCAGGGAACTT
GAGCTCAGCTAGCTAACCTCTCCTTTATCAACCAAACGGCTTTTCTGGATAAACCAACCT
AACAACAACTACAGTGCCCTTTCTTTTGAAATAACATCAGAAATGTCCATACTGCCATTC
ACCCCCCCGATCGTTAAGAGCCTCCTAGGATGGAAGAAAGGAGAACAGAACGGACAGGAG
GAAAAATGGTGCGAAAAGGCTGTCAAAAGTCTCGTGAAGAAGTTGAAAAGGACGGGACAA
GTGGACGAGCTGGAAAAAGCTATCACAACACAGAATATGAACACTAAATGCTTGACCATA
CCCAGGTCTTTAGACGGACGCCTGCAGGTCTCCCATAGAAAAGGTCTCCCTCATGTCATC
TACTGCCGCCTGTGGCGCTGGCCCGACCTGCAGTCTCATCACGAACTGCGGGCTGTGGAC
CACTGTGAATTTGCTTTTAACACAAAGAAAGATGAAGTGTGTGTCAACCCCTACCATTAC
CAAAGGGTGGAGACCCCAATTTTGCCTCCTATCTTAGTTCCACGCCACACAGATATTTCT
ACTGACTTCCCACAATTGGATGACTGCAGCCCATCCATTCCTGAA
>BJ710294 ID   BJ710294   standard; mRNA; EST; 669 BP.
CGGAGCTCAACATGTGTCTGCTGCCCTCTCTGGTGGAGAGCAGTAAGGGAAAAGACGAGG
CGTACGACCGGATGCTGCTGGACTACTTCCTGTCCTACCACCAGTTCATCCACCTGCTGT
GCCGCGTGGCCATCAACTGCGAGAAGTTCACCGACACGCTCGTCAAACTGAGTGTGCTGA
TCGCATACGAAGGACTTCCTCTTCATCTCTCGCTCTTCCCCAAACTGTGGACGGAGCTCT
GTCAGTCATCGTCTGCGATGGCAAAAACCTGCGTAAAGCTGCTGTGTGAAGATCCGGCCT
TCAGCGAGTACATCAAGTGTATCCTGATGGATGAGAGGACGTTCCTCAACAATAATGTGG
CCTATTCCTTCCTCACCTGCTTCATGCACAAAGTCCAGGTGCTGTCGAGTCCCAGCTCCT
CCAACCTGATCGGCGTTCTGGTGACGAACCTTCTGAGCGAGCAGAGCAACCTCCAGCCTG
AGCTGGCCGCTCACCATGCAGAGCTCAACAAGACCAGCAGCCTCCTCAACGCCGACCTGC
GGGCGCTGGTGCTGCTGCTGTCGGTCCAGCCGCCTCAGGCCGTCGATCCGGCTCTGAGTC
CGGCGCTGCAGGAGCTGCTGACTCGCTGTCGCCTCTGCATTCAGCAGCGCAGCACTTTAG
AACTGGAGG
>BJ710297 ID   BJ710297   standard; mRNA; EST; 708 BP.
TATTCTTCAAGACTCGTCCATTACTGCGCCACGCCTCTGCTCTTTGACCCCGCCTTTCGC
AAGCAGATCCAGGAGGAGCAAAGTGGTCAGGCTCTGAAGAAGAGACACCGCTCCAACGAC
TCCACGGCATCGGGTCGGGACCGCAGCTATAGCACAGATTCCGCAGACATGCTTCCCAAC
CGGCTGAAGGAGGAGCCGTGGTTGCTAGACATCTGCAACAGCTTCCTGCAGCAGTACGTC
CAGTACCTGCAGAGCATGGGCTTCATCCTGGTCCAGGTCCGGCCTCACTCTCCAGCTCGC
AGTATTGCCCGGGCTCGTGCTGCCATGCTCAGTTCCATGTCTTTAGAGGGAAGAATGTCC
TTCTCCTACGTGAAGCACAAAAGCGAAGACAGTCCAAAGGTAGTCGCCCCCGGCACCGCC
TCGTATCACCTGCAGAGGGCACTGCCAGGCGGGATCGTGCTGATGGAGCTGTCGTTTCAG
GGGTGTTACTTCTGTGTGAAGCAGTACGCTCTGGAGTGTTCCCGCATCCCTATGGGTCAA
AGTGTCAACTCACAGGGCAGCCTCATCTCCAAACCTCGTTGCAGGCCGTTTCCAGACTCC
ATGCCAGTGTCTGACTGTGCGCTCTCCATGCTGTTCACTGAGGAGTGCGATAAGGTGCGG
GACCTGATGCACGTCCACTCCTTCAGCTACGACTTCCACCTGCGAGTG
>BJ710309 ID   BJ710309   standard; mRNA; EST; 726 BP.
AGCACTGGTTGGCCACTTATGCGGCCCGGTACCAAATGACCGGGGGTTGGGGACCGCTGT
GCTAGAGCTTAGTCCTGCTGTAGCGGCCGATGCATGTGTGTGTGCATGCACTATGTACTG
AATAAGCAGCAGTACTGATTTTGTGCATCCCTTCCTGCGTACAATATGCAAAAACAACCC
GCCCGTGTGTGATTACTGCAATGTCCGGTTTGGGAACACTGTAACGACATCAGGAATCCA
GAATCATGATATGAACTGACAACGCGCACTCGATCTCCTGCGTTGTGTTAAACGGTTTTG
GTGACTGAAGCAATTTGTGATTTAATGCATTTACTATTACTATTGCCCTCCAGCACTGCC
GTCTAGCTCAGTGGGTGGGCTAAAACTGATGATTTCATTGCAACCCATCTGATGAGCTGC
ACCAGAGCACAAGAGAACGGACTCAAGTCAAAACCAGCAGTGAGATGCTGCACTCGTATC
TTAAACAGTTGGGTAACGTTTAGAGTAAAAAGTTCAATCACAGAAACATTTACCCTTCAG



AGTAAGAAGAGTAAAGGAGAGTTCAACCCTCCTGTTGTACTCTTGGAAATTGTTAGTGCA
GCTGGAACAATGGTCCCCCCACTTTGGCACTTTCTAACTTTTCTCAGTGTAATTATTTTC
TAAGTGGCATTAAAGGTCCACAGTCAGGTTTTCTTTGACGTTCCTGTTTGAGTTTCCTCC
GTTGAA
>BJ710332 ID   BJ710332   standard; mRNA; EST; 712 BP.
ACCAAAGCTGCTGCTGCCTCTGCCGAACCTGCTACTCTGCGTCTTTGCAGCGATACTCCT
GCGGTCCTGGGGGAGAGAGTGGACCCCTTCTTACCTCTGGAAAAGCAAGTATGGTACCAC
GGAGCCCTGAGCCGCTCGGAGGCCGAGTCTCTGCTGACTTTGTGCAAGGAGAGCTCCTAC
CTGGTCAGAAACAGCCAGACGTGTTGCAATGACTACTCCCTTTCCCTCAGGAGCTGTAAC
GGCTTCATGCACATGAAGTTCACCCGAACTGCAGACAGCCGTTACGTTCTCGGGGAGAAC
AGCCCTCCTTTCTCCTCCATCCCCGAGGTCATCCACTACTACACCACGCACAAGCTGCCG
ATCAGAGGAGCTGAGCACATGTCCTTAATGTACCCCGTCATCGTTCAAACTCTCTGACAC
GCACAGTTCCCTCTGGTGCTACTGACAGTCACATATTCACACTCCTAGACCCCACCAGGA
GTGATTGTGGAAGGTCAAGCTTCGCCGGTATACAGTTATGTTTCCATAATGTCTCCAGGA
ATGTTTTTTATGAGTTGGATGCGTCCTAGCACCACCCGTTCAGGTAAATTTCAATAACTT
TTTAAGTTAAACATATGGATGATGTGATCCATATGTTTAAAAGGGAACCAAAATGAGGCT
TTTTTTTTCTTTTTCTGCCTATTCTGACTTATACCTTTTAACATTAATCCTC
>BJ710371 ID   BJ710371   standard; mRNA; EST; 690 BP.
TTATGTTCGCGTGCTGCGCTTCACATAACGCACGCGGCAGAACACAACATTTAGTGGAAT
GACATCCTGAATGCAGCAAAACACTTTGGGTTTGTCCCGCAGTCAGCATGGAGCTGTCAC
CCGCTCCTCCAGGACTGCATGCAGAGTATGCAGAGCTCTTCAGCACTGACTGCCTCTATT
TTCTGGGTGAGCTGATCTCCACCTTCGATGAGGATGTGGATCAGATCCTGCAGCTCAGAG
CATCCAGAAAGGTTCAGCTGGATCTGTCTGGGGACCTCCCAAACTTCCTGGAGAGCACTG
CGCACATTAGGGCAGACACTTCCTGGGGGGTGCTGCCTGTCCCCCCCAGACTCCAGAAGA
GACATGTGGATGTTGGAGACACGGCCCCCTGTGATACTCAGCGCTTCATCAGGGCTCTGC
AGTCTACTGCTCAAGGCATACAGGTAGATTTTGATGATGGAAACTGCCCCACATTTTACA
ACCAGATCAAGGGCATCCACACCGTGGTGCAGGCGGTAAGGAGCCTGCTGCCGGACGTTC
CTCACATCTCTGAAGCCCCCGTGCTGATGCTCCGCCCCCGCGCCTGGAACATGGTGGAAC
ACAACATGATGGTTGGGGGGAAAGAGGTTCCTGGTCCCCTCTTTGACTTTGGGCTGCTCA
TGTTTCACTGTGGGATGACTCTATTCCAGA
>BJ710456 ID   BJ710456   standard; mRNA; EST; 713 BP.
AGTGTCTCGAATATGGAAGCTAAGACGGTCGGAAACATTCACCCTCCAGCTTTTGTTGTG
CAGTGAAATTTCTATCATGCAGTTGAGATGAAGAAACATCACTAAATAGGAGACGCAATT
ATGTTGCAACTCAGAAGGACATTAGCTCTTCTAAAAGGTGAAACTGGAAACCAGCTAGCT
CGAACCGGATCCAGCCTCCCCTTTCTGGATTCAGCCAACAACAGTTCTGGACTAGTCCTG
CAGTCTCAGTCCACTGATGTGTACCAGAACCTAGCTCTGGAGGACTGGATCGATGCCCAT
GTGGACCTGCAGCAGCGTGGCATCCTGTTACTGTGGAGGAACCAGCCTGCTGTGGTCATT
GGACGCCACCAGAACCCGTGGAGCGAGTGCAACCTCCCGGCAATGAGGAAAATGGGAATC
GCTTTGGCCCGCAGGCGAAGTGGAGGTGGAACGGTCTTCCGCGACCACGGGAACCTCAAC
CTGACTTTCTTTGCTTCCAAGAAGGCATACGACCGGAAGAGGAACCTGAAGGTGGTGACC
GAAGCTTTGAGACGGCTGCGGCCAAACCTAGACGTCCGCGCCACGGACAGATTTGATATT
TTATTAAACGGACACTACAAGATATCTGGTACTGCATCCAGACTCAGTAGAAAGTCATCC
TACCACCATTGCACCCTCCTCCACTCTGCTGATCGTTCTGCTCTCTCCACGGT
>BJ710489 ID   BJ710489   standard; mRNA; EST; 730 BP.
AGCAGTCGAGGAGGGAGGGAGAGGTAAACAGAGGCGGTAAACACAGCAGCGCTCCTCTAA
ACATATCCAGCAGTGGTCGGGGCTGTTTGTGAGGACGGAGGTGCAGAAGATCCCAGAAGC
ACATGGCCTCCTGCAACCTCTCCTGGTTTTGCAGCAGGATGCAGTGGTGCCGCAGGCTCA
CCTCCACCCTGCTGCTGCTGCTCTGCCTCTCCCTGTGGAGCCAGCAGGCCGAGGCCGCCG
TGCACTCCAGCTTCCGCCAGCTCAGCGGCCGCGAGAAAAAGGAGATGCAGAAAGAGATCC
TGAGCATCCTGGGCCTCCCGGGGAGACCCAGACCCCACCCGCCGCTGCGCCCACCCTCCT
CCGCCCCGCTCTTCATGCTGGACCTTTACCACGCCATGTCTGCTGATGGAGAGGACGAGG
GGAACGAGATCCTCATGAGTGGGCCCGCTGTGGGCACGCTCAGAGGGGGGGCACAGGTCC
ACCACGCAGCCCTGCCGACCCTCAGCACCCACACGCCGCCACTGGGGACGGTGGTGAGCG
AGGCGGACACGGTGATGAGCTTCGTCAACCTGGTGGAGCATGAGCGGGACCTGCTGCAGC
CCCGTCCCTACTGGAAGGAGTTTCGATTTGACCTGACCCCCCTCCCTAAGGGTGAGACGG
TGACGGCGGCCGAGTTTCGGATTTACAAGANCCTGACGGTGGGCCAGAGAGCGAACCGAA
CCCTTCACAT
>BJ710499 ID   BJ710499   standard; mRNA; EST; 649 BP.
GTAGATTTTGAGGAGGTGTGTCACTCTCACGGAGTGTCGGGGAGAGCATTTCGTGTGGTT
GCAGACCCAGGTTCAGCAACAACACTGGCGACAACAAAAAGGCCATGCTGTCTCCCTGGT
TTCTTGGTTTCTCCTCTTCTCTCCAATGGACATTATGGAAGCAATGAAGGAATGATGGAC
AATGATGAGGACACGAAAAGAGGAATCAGGAATGGTCACAGTGAACGTGGAGATGAAGGA
GGCCATGATGAGTCGTGGGAGCAGGGTTTGGGTGTTTCCCGGGTAGACTGCTTCTCCCGC
TCCTTGGAAGAGTGTATTCGGGTGGGGCTGGGCTCCTGCATACAGATCTCCTCTACGCTG



ACCAAGGCTGCCCGCTTCTACAACTACATAACGTCTGCTGTGCCTCCTGAGAAACTCAGC
CAAGTGTTTGATGGGTTGATGACTGGGGGTGCAGAAACAACCCCCCATGCTGTGTGGGAC
TGGGCTGCACAACTAAAGGTCCTTCGACGGCTTCTGGACTCAGTGGATTTCCTGGAGGAG
ATGAGTGGTCCTGGAGAAATGGCTTTGGATGGAGCAGATAGAGCCCTGCTGCGGGAACTC
TCTGACACCTTGGAGCCCTTCACTGAGGCCTGGGATATGGTACGTGGAG
>BJ710556 ID   BJ710556   standard; mRNA; EST; 716 BP.
ACAAAGCACAGACGGCTATGGTGAAAGCAAACGCAGGAGGACGTCGGGTGAGCTCGCGCC
GCAGAGATTGAGCGCGTGAGGAGGAGAAGATGTCTGTGGACGAAGTGTCCGTGTTTCGAC
CCTTCAAGCTCATCGCGCTGCTCTGCGTCTTCCTCGCTCTTTGCCTGGACGTGGTCGCTC
TGCTGAGCCACTCGTGGGTCACCGCGGACCGCTTCTCCCTGTCCCTTTGGGAGTCCTGCT
CCCAGTCTGGGCCGGATAACTCCGCGGAGGAGGCTCGGTGGAGCTGCTTCTCCACCCTCA
CATCTGGTGGATGGAGCGGAGCAGGAAGCATGTGGGTCGCACATTGTTTTCTCTATGCAC
CGACTGGCAGATCGCCACCTTGGTACTGCTTGGGGTCGGCGCCGTTGCAACTCTGGTGGC
CTTTTTGGTGGCCGTCATTTCCTTTTGCAGGGGACGGCAGAGGCAGCAGTATCGCATCGT
GGCTGTGTTCCTGTTCACTGCAGTGGTTCTGCAGGCCTGCGCCCTGGTCCTCTACCCCAT
CAAGTTCATTGATGGAACAGTTCTGCAGACCTATCACGAGTTCAACTGGGGGTACGGGCT
GGGCTGGGGAGCCACCATCTTCATGCTGGGCGGGGGCATCCTGTTCTGCCTGCGGACGGA
CCTGTATGANGATTCGATGTATTGAAACGTGACACTGCTGCTGGAAGTGCATAAAC
>BJ710697 ID   BJ710697   standard; mRNA; EST; 354 BP.
ACATCTTCTCGGACGCAGATCTGAGGCATGAAAACGTGCTTCACTTCCTGACAGCGGAGG
AAAGGAAAGTGCAGAGACAGTACTGGCTCATCACAGCTTACCATCCGCTTGGAAACCTCC
AGGAGTACCTGGTCCGTCACGTCATCAGCTGGCACGACCTTCTGATAATGGGGAGCTCGC
TGTCGTGGGGAGTGGCACACCTCCACAGCGACCAGACGACCTGCGGCCGCCCCAAGGTGC
CCATCGCCCATAGAGACATTAAGAGCTCCAACATCCTTTTGAAAAAGGACTTGACCTGCT
GCATCTGCGACTTCGGCCTCGCTCTTCGGCTGGACAACTCCCTGTCCGTGGACG
>BJ710765 ID   BJ710765   standard; mRNA; EST; 694 BP.
GTGTTGCTGCTGCTTTAAAAGATGTGTTTACCTATCTCACAAGGTACCAGGGTCAGGTTG
CGGTGTTTGATGCCACCAACACCACTCCAGAGCGCAGACAGGTCATCCTCAGCTTTGCCA
AGGACAACGGTTACAAGGTTTTCTTTGTGGAGTCGATCTGTGATGATCCAGAAATTATTG
CTGAAAATATTAAACAAGTAAAGCTGACAAGTCCAGATTACACTGACTGTGACAAAGAGG
AGGCTTTAGTTGACTTTCTAAAGAGGATTGAATGCTATCAGCAGACCTACATTCCCCTAG
ATGACGACACAGACAGGAACTTGTCGTACATCAAAATCTTCAATGTGGGCAGCAGATACC
TGGTGAACAAGGTCCAGGACCACATCCAAAGCAGGATTGTGTACTATCTCATGAACATCC
ACGTCACCCCCAGATCTATCTACCTGTGTCGTCACGGGGAAAGTGAACTCAACCTCTTAG
GCCGCATTGGAGGAGACCCCGGGCTTTCCCATCGCGGGACGAAGTTTGCCACTGCTCTGG
GTGACTACATGCGTGACCAAAGCATCAGCGACCTTAAGGTGTGGACAAGCCACATGAAGA
GGACCATCCAGACGGCAGAGTTTCTGGGAGTGCAGTATGAACAGTGGAAGGCCCTGAATG
AAATAGATGCTGGGGTTTGTGAGGAGATGACGTA
>BJ710798 ID   BJ710798   standard; mRNA; EST; 703 BP.
GGAGTCAGTACTGCTGAGACTCTTCCAGGATTAGCAGCGACCCAAGTTTCAGGAGAAAGA
ACGGCAGCATGTCCATCGCGGTGAAGGAGAAGACAGATGTGCGCCTGGTGTTTCTAGGAG
CAGGTGGAGTGGGTAAGACAGCCCTCATACACCGCTTCCTCCAAGACACCTTTGATCCAA
AACATCGGCGGACGGTGGAGGAGATCCACAGGAAGGAATATGAGGTAGGAGACGTCAAAG
TCACCATCAACATCATCGACACCAGCGGCAGCTACTCCTTCCCCGCCATGCGCAAGCTCT
CCATCCAGACCGGCGACGCCTTTGCCCTGGTCTACTCCGTGGATGACCCTGATTCCCTGG
AGACGGTCAAGAGGCTGCGAGATGAGATCATAGAGCTCAAAGAGGACAAGCACGCACCCA
TCGTGGTGATCGGAAACAAGATCGACCGCCACAATGAACGGTTGGTGTCCAGCAGGGACG
TGCTGGCCATGGTGGAGCTGGACTGGGACCACATCTTTGTGGAATCCTCGGCTAAGGACA
ACATCAACGTTCTGGAGGCTTTCATGGAGCTGCTTCAGCAGACCGACCTCCCCAGTCAGC
TGCGGCCAGCTCTGTGCCGGAGGCGGGAAACCCTCCCCGAGAAGGGCAGCAAACACCCTC
CGATGAACAAGACCAACAGCTGCCTCATCTCATAGAGACTCAG
>BJ710870 ID   BJ710870   standard; mRNA; EST; 719 BP.
GCTCCTCCTCATCTTCCAATCACACTAAACAGAAATGTCCGACTCGGAGTCTGACAGGAG
CAGGCCGCCTTTCCATAAGCAGGCACGTGCGCCCCTCCGGTACCGATAGGGCGGATGTTC
GTCTTCCTCCGCAGCAGCGCGGTACCAGCGGACGCCTGTCGAANGTGTCNCCCTCTTGAC
TTTCTGCAGTGCGGCGGATGTGGCAGCCAATCGGCTCCAGGCGGCCCTCTCAATGGTCTC
TCCCACCGTGAAGGCGGTGGTGGACGCCGTGTGGGCGGTGTGGAGCATCGGGGCCTCCAT
CTACNACTACATCCACACCAACGCCATGGAGGAGCGCATCCACACACTGGAGAACGTCAT
CTACGTCCACCAGTTCCTGATAGGACTGCTGTCCGCCGGCGTGCTGGCGCTCTTCACCTA
CATCCTCTTCAAGAAGCTCTGAAAGGGTGGACTCCTGTTGATATTGGAGATCGGATGACC
GGAGTCACCAGATGTGAATTTGGTAAAGCAAAGATGGACGAGTTGATACAAAAAAACAGT
CACGGGACACTGTCCTGTTTCCAAGTGCGATTGTAGAAACAAAAATGGGATCAAGACTGT
TTCAACAGTTTGAACTGCTTTGCAGTGCCAACGCTGATTTTACAAACACAAAAACGGTCC
ACTCATGCCTAAAGAAAGTAGTCGTATGGTTATGATCATGTCCTGCAGCAGCTCTGGAC



>BJ710992 ID   BJ710992   standard; mRNA; EST; 631 BP.
GGGATTTAAAGCATGAAAATGACATTGTACCCAAAGACGATCTGTCACCAGACATCTTTC
GATTAATCAGATGTCGGTCTCTGCATGTTGCTAAGAAACAGTGTGTCACTCACTGCTCTG
TCATTGGGACGTTTGTGGATGGAGATAGGAAGCCGGAGCTAATCAGTGTTAAAAGCACTC
GCTTCTACTCCACTGTGGACTGTCCTCCCCCATCCTGCTCCCCATTGGCCCATCGATGAG
ACAGCCGAGTGTCTGGACAAGCTCAGAAACTGCAGACTCACTGCAGAAGACGGGAAGCAG
TAAATGAAGATCTTATTTGTCAAGCTGTGTCTTCTGGACAAACAACACAGAGTAACCACT
ACAAAAGGCTGAATGTGCTTGAGTCCACCCCACTTTGAGATAGATCCTCTGTGATTCAGC
AGATTTTTTCGGTTGGTACCGCTCATTCTCTCCGGACATCGAGCGGAGGAGAAGTGCTGA
GAGGTCAGGAAAGAAATCCGTCAGGGTTGATTGATGAACGCAGAGTTAATCAGTGCGGCT
CTCCATCAGCGAGGCCTCTTCTCCCACTGTAAATCTCCCAGCCTTTCTCCATCTCCACCC
ATCTGCATGCTCAGCCCAACCCTTAAAGCTC
>BJ710993 ID   BJ710993   standard; mRNA; EST; 210 BP.
GGTATTTATTTTTTGGTCTTTTTGCTATTTCTTGGTCTTGGGCCGCTCCCGCGGCATATG
GAGATTCCCAGGCTAGGGATCCCGCGTTGCTGTGGCTCCGGCGTAGGCTGGCAGCTACAG
CTCCGATTAGACCCCTAGCCNGGGAAACTCCATCTGCNGCGGGAGCGGCCCAAGACCAAG
AAATAGCAAAAAGACCAAAAAATAAATACC
>BJ711016 ID   BJ711016   standard; mRNA; EST; 704 BP.
GAAGCTGCCTGACGGACAGGTCATCACCATTGGCAATGAGAGGTTCCGTTGCCCAGAGGC
CCTCTTCCAGCCTTCCTTCCTTGGTATGGAGTCCTGCGGTATCCATGAGACCACCTACAA
CAGCATCATGAAGTGTGATGTTGATATCCGTAAGGATCTGTACGCCAACACTGTGCTGTC
TGGAGGTACCACCATGTACCCTGGAATCGCAGACAGAATGCAGAAGGAGATCACAGCCCT
GGCCCCATCCACCATGAAGATCAAGATCATTGCCCCACCAGATGTGGATCAGCAAGCAGG
AGTACGATGAGTCTGGCCCCTCCATCGTCCACCGCAAATGCTTCTAAACAGACTTTCTCC
TCCCCAGCCAAACACCCAACAACTTCAGCTCTGTTCAAAACCACACCACACATTTCTCGC
TCACTCAGGCGCAGGGCCTAGACGACCAACTCATTGGCATGGCTTCAGTTATTTTTGGCG
CTTGACTCAGGATTTAAAAAAAAACTGGAACAATGAAGGAGATAATGTTTTTGCTTTTTG
GCTAGGTTTAAACACCCCAGGCATCTGCAGTTGCATCTGGGGCTTAAATGTACATTTTGT
TCTTTAAGTCATTCCAAATGTTTGTTGACTGCATCGTTCAAACATGATTCCAAATGTAAA
CTGCATTGTTCAGACACGTATTTGCCTCTGTGAAGGCTGCCCAG
>BJ711039 ID   BJ711039   standard; mRNA; EST; 625 BP.
TTCCCCGTGACCCCTCAAACCCTCGTTTGAACCACCCTGGTCCTCGCTGGTGTCTCTCAG
ACTGCCCCGTCATGCAGCTCCGGTTGCCGGTGTGCGTAACGGCGCTGTTCGCGTCCTCCT
GGTTGCTCGCGGAGGCGCAGATCGTGAAGCGCGCGGCTATCGGCTGTCCGGAGAGGTGCG
ACAGGTCTGCGTGCGCACCGGTCCTCCAGGACTGCCTGTCCGGGGATGAGCTGGACCGCT
GCGGCTGCTGCCCGGTGTGCGCATCCGGCGAGGGCGCGCCGTGCGGCGCTCCCGGGGATC
ANGAGTGCGTGGAGGGGATGGAGTGCGTGGTGACCGACGGCGTANAGGCGTCCGCCACCG
TCCGGCGGCNAGCAAGGGCCGGGGTGTGCACGTGCATCAGCACTGACCCGGTGTGCGGCA
GCGACGGCGTCTCTTACCGGAACGTCTGCGANCTGAAGCGCGTGAGCAGCCGCGCCACGG
AGCTGCAGCAGCCGCCGGTCATCTTCATTCAGAGAGGAGCCTGCGGCAAAGGTCAGCAGA
GCCCCGACAGCCTGCGTTACAAGTACAACTTCATCGCCGACGTANTGGAGAAAATCGCCC
CGGCTGTGGTTCACATAGAGCTGTT
>BJ711051 ID   BJ711051   standard; mRNA; EST; 688 BP.
GTCGAGACCCCGAACTCCCCTCGTGATTGCGCGTCGTCGGGATATCGGGAGACGTGGCTG
CGGGGAGGAAAGCGATTTAAAAAAAAACGGGAGGGGGGTGGGGGGAGAAAGTTTTTCGCT
GAAAGTTTGTGCAAGCTTTCACTTTCTAGGCGGGGTTACTGTAAGCTGCAGCAGCATGGA
CTGAGAGAAGCAGGACGGCAAACGATTGCAATGCGGCACCGAGCTTCCATCCAACTCCAA
TAAGCTCTCCAGTCCTCCCTCCCAGTTGAACAACCATGTACTCCCCGTACTGCCTGACAC
AGGATGAATTTCACCCCTTCATTGAGGCCCTCCTCCCCCATGTGCGTGCCTTCTCCTACA
CCTGGTTCAACCTGCAGGCCCGCAAGCGCAAGTACTTCAAGAAGCACGAGAGGAGGATGA
CGAAGGACGAGGAGCGCGCCGTGAAGGACGAGCTGCTGGGAGAGAAGCCAGAGATCAAGC
AGAAGTGGGCCTCGCGCCTGCTGGCCAAGCTCCGCAAGGACATCCGGCCCGAGTTCCGCG
AGGACTTTGTGCTCACCATCACGGGCAAGAAGTCCCCCTGCTGCGTGCTGTCCAACCCCG
ACCAGAAGGGCAAGATCCGCCGCATCGACTGCCTCCGCCAGGCGGACAAGGTGTGGCGGC
TGGACCTGGTGATGGTCATCCTGTTTAA
>BJ711052 ID   BJ711052   standard; mRNA; EST; 690 BP.
CGCGCACACACACAAAAAGGGAGGGGGCGGAGTCACACGGGAAGCTGAGCTGGACTGACA
CCTTCTTCAGGGTTAAACCTTTGTCCGAAACCCGTTCTTTCTCCTTTTTATCAGCTCGTG
TCCTAAACCTATTAAGTCAACAAGGGGAGTCTCTTCTGGTTGATCTACAAAAGACGCCAA
CAAAACTGTCAAACTTCCCAGAAATGTTCAAATCTCAAAAGTCCCAAACTGAGATTTCAT
TGATTCAACACAGTTTCCGTCCAGGCTGATTTTGTTCCAGTTTACTGCCGAACAAGCTGC
TGAGACAACAATCACAAAAAGGAAAATAAAGGGAAGTTGATGTAAAAGACGAGGAAAAGG
GGACTCCAATCATCCCGAGGAAAGAGGAGCTGAGAAATCTTCGTATCTTAACACGGTTGT
CACAGTAACCGAGGATCCACCTGTCAGAACCAACAGTGACTTTCAGAACGTCTTAATCTG



GATTTAGTTCTGCCGGAGCTTCAGGTGGTCCTGCACCCGGATAACAGCTGTCCATCGTCC
TACCTTTCCTTCCGCTGTCACTGTGGAAAATCCTTCCCAACTCGATCTGAACCCAACGCC
TCACTCGTCTGTGCAAAATTGTTTGGTAATTGGTGAACGTTGTTGGAAGCCGAGTTCTTT
TGGATCGATCCAGCCCCCCCCCCATTCACT
>BJ711131 ID   BJ711131   standard; mRNA; EST; 705 BP.
AATACCTGGGGTGCTGAAGGACCCTCAGATCATGTCTGGAGTCTGGTTGGTGGTCTTCTA
CGTGATGTGTCTGATCCTGGCCCGACAGGATGAGCTGAGCAGCCGTGTGGACTTCCTACT
GGAGCGATGCTTCAAGACTGAGCAGGAGGAGATGGAGACCATGGAGAACGTTAACAAGCT
CCTCCTCCAGAATGTCATGCCGCCAGATGTCGCCTCCTTCTTCATGGGGAAGGCTGTGCA
AAGTCAGGACTTGTACAGTCAGTCGTACGACTGCGTCTGTGTGATGTTCGCCTCGGTGCC
CGACTTCAAACACTTTTACAATGAGAGCATCGAAAACAAGGATGGGCTAGAGTGTCTGCG
CTTCCTCAACGAGATCATTTCAGACTTTGACGAGCTTCTCCAGAAGCCCAAATTCTCCTC
AGTGGAGAAGATAAAGACAATCGGGAGCACTTACATGGCGGCTGCAGGCCTTTCCCACTC
TGCTGCAGGAGAAGACAAAAAGGGCCAAGACATGTCGCACAGCTTCGTGCGCTCCATGGT
GGAGTTCGCCATCGCTCTGATGGGAAAACTGGAAGTCCTCAACACACACTCCTTTAACAA
CTTCAAGCTCAGAATTGGAATTAACCACGGCCCGGTGATTGCAGGAGTTATTGGAGCCCG
TAAACCCCAGTTTGACATCTGGGGAAACACTGTAAACGTTGCCAG
>BJ711161 ID   BJ711161   standard; mRNA; EST; 670 BP.
AACACAGCAGCTGACCACCAATTCGTCGTGGTGTGATTTAATTATGTCTGGCAATGCTAT
TAATGCGCGTGTTTAGATGTTTTTCTCCTCTGAGATTTTTCTGTCTGCATTTCTAAGCTC
ATGTTCAGATTTGTTGCAGTTTACGTGCACCAAAGATGCACTACTCAAACTGGCTCATTG
ACATAAAGAACAAGGCAAGCCTTCGAAATGAGTACCAAACATCTTTCAGCGCCAACTGGA
ATCATAGACGGGATTCCGCAGACATGGAGAACAGTAGCAAGAAGAAGCCCAACGAAAGAA
CATCCGAGCTTGCGATCCCCAATCACCTCTGGAAGAGGGGTTACAAAGTCATCAAGAAGA
TTGGAGAAGGTGCATTTTCAGAGGTGGTGAAAACTCAGAGCCTAAAAGATGGAAAGTTTT
ATGCCTGTAAAACAATGAAGCAGACAATAAAAAGTTTGGAACAGGCCAACAAACTTCAAG
AAGTCCAGGCGATGAAGAGACTCAGCCCTCATGCAAACATCATTCAACTGCATGAACTCA
TTTTCGACAAAGTGACGGGAACGGTATCCCTCGTCTGTGAGCTGATGGAGATGAACATCT
ATGAGTTCCTACAAAAAAGGAAAAAGCCTCTACCTGACCATATGGTCAAAAACTACATGT
ACCAATTGTG
>BJ711253 ID   BJ711253   standard; mRNA; EST; 659 BP.
GTATAATGGTTGCCTTTGTTACTGGCGCTTTGGTGGTGATTATTGTCATCTTTGTGACCG
TGCTCCTGCGCTGGCGCCATGCCACCAGGTTCAAAGCTGCACAAAGAAAGAAACAGGGGA
CTGAGTGGATGTCACCAAATACAGAGAACAAGCAAAACAAAAAGAAGAAACGCAAGAAAA
GGAGGTCCCCCAAAAGCTCCCTGCTTAACTTTGTCACCATAGAGGGCAACAAACCCGACG
ATCCTGCTCATCAGCCAATCAACGGAACCATCAGCCTTCCCACTGAGCTGGAAGAGCAAG
GGATTGGACGTTTTGATTGGAATGCCACACCTACCACAACTTTCAAACCCAACAGCCCCG
ACCTGGCTCGACACTACAAGTCCGCCTCACCCCAATCAGCTTTCCACCTTAAGGCTGACA
CACCTGTCTCAGTAAAGAAGCATCACGTCATCCAGGAACTCCCCTTGGATAACACATTTG
TTGGGGGATGTGACACCCTTTCAAAGAGATCCTCCACGAGCTCCGACCACTTCAGTGCCT
CAGAGTGCAGCTCCCAGGGAGGGTTCAAGACGAAGGGTCCCATGCACACCAGACAGCAGG
GAACATTAACTCGTGCCCGAACTGAACTGAACCCTGAGTATCTGGACCTTCGTCCCCGA
>BJ711375 ID   BJ711375   standard; mRNA; EST; 215 BP.
TTCCTGGTTGAAGTTTCAGCCATTTTGGATTTTTGCTGAGAAAACAGCTAGCCGATCATC
TACGGACAGGANAGANGGTTTTATCCCACGAGAAGGGATACACTCTAGCGCGAACCAACN
ATGANTCCCGAATATGATTATTTATTCAAGCTGCTCCTGATTGGTGACTCTGGTGTTGGA
AAGTCTTGCCTTCTTCTCAGATTTGCAGATGATAC
>BJ711383 ID   BJ711383   standard; mRNA; EST; 687 BP.
AAAACGTAAACAGCCATGGCGGACTCCGAGTGGGTGTTTTTCGCCGTCAGCAACATCCCG
GTTATGTTCCGTTCCGCGGATCTAAGAAACTATTTCAGTCAGTTCATAGAAAGCGGTGGC
TTTCAGTGTTTTCACTACAGACACCGACCAGAGGTTCTGAAAGATCCGGACGGGCCCAGA
GCCACAGAGCGCGAAGACGCCGCCGGCGAGGAAAACGACAGCAGCAGCAGGCCCGAACCC
TCATCAGAACCCGAACCGACAGCACAGAGCAACTCCACGTCCAGCCCGCCAGCAAAGACC
TGCTGCTGCATCGTGTCGGTTCGACCCAAAGACGCGGACCGGTTCGTGAAGATGTACGCG
GGAAACCACTGGATCAACTCCAAGGGAAACTGGCTGTCGAGGCGCTGCGTGATCCGGAGA
TTCAAAGTCTCACAAGAAAATGAGGAAGTCTTCCCATATAAGACAAAACACGAGCAGCGG
CGCCGCGTGGCTTTGTCGGAACGCTTCACAGAGGCCGACCTCAGAGCCTTGCCTGAGCTC
AACCCACCCGCTCTGATGCGGCACGGGAACGTGGGCACCCCCCTCAAAGTTTTCCTTCAG
CTCATCCAGTCCTGCCGCCTCCCCCCACGACTCATTCGAACGCTGGGCCTCACTTTCCCA
AAGACCAGCTCCAGTCGTCGCTACGGA
>BJ711387 ID   BJ711387   standard; mRNA; EST; 339 BP.
ACATCAAAATGCCGCTGAGGTAAAGTCCTCGTCCCGCGCGGACATCCGCCGCCGGTCGGG
ACAGGGACGCTGCGGATNCNGTATGCTTCCCGCGGCGGCAGNCCNCCTCCTCGGACGAAC
TTTGCTCCNTGATCCGTTTAANAGGATTTGCGTGAACATGTCCGCCTCTTCGTTCACCNC



CTGNGCGGGAAAGAGGCTGCGGGTTCTGGTCGANATGGANGGGGTTCTGGCNGANTTCGA
GGGGGGGTTCTTGAANAAATACCGGGCCCGGTACNCNGAGGAGCCCTTCATCAACCTGNA
TGACCGCAGAGGCTTCNGGGTATCNGNGCAGTACGGCCA
>BJ711388 ID   BJ711388   standard; mRNA; EST; 118 BP.
AGATTCAGCTTTTTGAGTCAAAGAAGTGATTTTTCCTGAAAGAACAGATTATGACTCGTT
GAAATGATGGAGCCACATTTGTTGAGCATCTTCTTCCCTGCTGGTTTTTTTTTTTNAG
>BJ711473 ID   BJ711473   standard; mRNA; EST; 721 BP.
ACAGGCTCCGTCTATCACCGTTCAGTGGGGAGTTGGCGTCTCGGCTGCTCCTCCTGTTCT
GAAGAAAGTGCCGGTATGTCCAGCAGCTCGATCTGGAGGGGAATTTGTCGCTGAAGTGAC
GCGTCAAGGCGCATTGATCCAGCTCCAGTCTGGCACCAGACGCAGAGAGTCCCTATAAAC
CACAAGTGCCATGGCATCATCATCATCATCATCATCATCATCATCACGCTCCCTGGTCAT
CGTGTCCTCCGCAGTCTGTCTTTAGTGACCGCGCGCCTTACGCACGACACCTGCAGGCAG
AACTCCCCCTCCGTGGAAATCCTCTGCGCTCCTGTTGCGCTATGGAGCAGCGCGGCGCGC
AAATCTTGGAAGCGATGGACTTACGAGTGCCAGTTGGATCAGGAGCCCTGCCAGCCCCCG
GAGCCGAGCTCATGGCCGCTCCCCCCACAGAAACCTCTCACCTGATCCCTGCCTTCTGGG
ACTCCCCCCTCAGTCACTGGATCAACGTGATAGTGGGACTGGTGCTCTGCTTCACCATGC
TGGGGCTGGGCTGCACGGTGGAGGTCAGCCAGCTCAGGGAGCACATCCGCAGACCGATCG
GGGTGCTGCTGGCTCTGCTGTGCCAGTTTGTCATCATGCCTTTGGTGGCCTTTCTTCTGG
CTTTAGCCTTCTCTCTGGATGACGTGGCTGCGATGGCCGTGCTCCTTTGTGGCTGCTGCC
C
>BJ711537 ID   BJ711537   standard; mRNA; EST; 725 BP.
CCCGCGTGACCGGAGCCTTTCCCCGCCGGGCAGGCGAGGCGCTCCTGGTCCGGATCTGGA
GGCGGACCCGGCCGGACCGCTGCTGCCGCCCACGGTAATCCCGGTTGACCGGGATGAAGT
CAAGCTAACGAGCAAACTTTCACCGCCAAAACATCAAAATGCCGCTGAGGTAAAGTCCTC
GTCCCGCGCGGACATCCGCCGCCGGTCGGGACAGGGACGCTGCGGATCCGGTATGCTTCC
CGCGGCGGCAGCCCGCCTCCTCGGGCGAACTTTGCTCCGTGATCCGTTTAAGAGGATTTG
CGTGAACATGTCCGCCTCTTCGTTCACCGCCGGGGCGGGAAAGAGGCTGCGGGTTCTGGT
CGACATGGACGGGGTTCTGGCGGACTTCGAGGGGGGGTTCTTGAAGAAATACCGGGCCCG
GTACCCGGAGGAGCCCTTCATCAGCCTGGATGACCGCAGAGGCTTCTGGGAGAAGGCCGT
CAGCATCTGGGAGTCCCAGGGCTTCTTCATGGACCTGGAGCCGCTTCCTGGAGGAGTGCA
GGCGGTCAAGGAGATGGCCCAGATGAAGGACACAGATGTCTTTATTTGCACCAGCCCCAT
CAAGCTCTACAAACACTGTCCCTATGAGAAGTACGCCTGGGTGGAGCGGCATCTGGGCCA
GGACTTCCTGGACCGGGTCATTCTGACCCGAGACAAGACGCTGGTGGCCGGGGACATCCT
GATAG
>BJ711539 ID   BJ711539   standard; mRNA; EST; 202 BP.
TTTGACCCCAAGATTGCCAANAAACTGAAACTGAAGCTGAATGAGGTGGACTTCTATGAA
CCGTTCATGGAGGAACCCGTCACCATCCCAGGAAAGCCCTACATTGANTCTGACATCATT
GAATACNTTGAACAACNTGAAAGATCANCACTTATGAAACTCCAGCCTCACAGCATGTAT
GANATCTGGGAGGATGACNTCG
>BJ711548 ID   BJ711548   standard; mRNA; EST; 692 BP.
CCTCATGGTGTCTGTGGTGCTGATGTTCCTCATCGCCATCATTCTCTACCGCACCATCCT
CAGCATCATCATCCACAGGTCCAACAACAGCTTCTTCAGCGTCTCTGCTGGGAGGATTGC
CAGTCTATCCGGATCAGTGTTGAACCTCCTTCTGATTCTCCTGTTGTCCAGAGTTTACAC
CTCCCTGGCCCACCTCCTTACCCGCTGGGAGATGCATCGCACTCAGAGCAAATATGAAGA
CATGTTCATCCTCAAGGTCTTTGTCTTCCAGTTTGTTAACTTCTACTCCTCTCCAGTTTA
CATTGCTTTCTTCAAAGGCAGGTTTGTTGGTTACCCCGGAAACTATAAGTCTCTGTTTGG
AGTTCGCAACGAAGACTGCGGAGCAGGAGGATGTCTGATGGAGCTGGCTCAGGAGATGCT
GGTCATCATGGTGGGAAAACAGCTGATCAACAACGTCCAGGAGTTCATCTCCCCGAAGGT
GATGTCGTGGTGGCAGAGGATGAAGATGAGTCCTCAGGTGAAGAAGAAGGGGGAGGAGCT
TTCCCCGTGGGAGGCAGACTACCAGCTGCTGGTCTGTGAGGGCCTCTTCGGGGAATACCT
GGAGATGGTGCTGCAGTTTGGCTTCGTCACCATCTTCGTGGCGGCGTGTCCTCTGGCTCC
TCTCTGCGCTCTCATCAATAACTGGCTGGAGA
>BJ711550 ID   BJ711550   standard; mRNA; EST; 155 BP.
CTGGTTTTTTCTGAGCACTTAAACTGGTTCGGCTGTGGACTTTAAAGCACTTCACGACTC
AGACGTATGATCCTGATGTGGTCATAAATAATGTAGCCTGGTCACTGTGCAGTGGGGGGG
GGGGNCTTATNCAGGGATAAGNCAATAAACANACG
>BJ711551 ID   BJ711551   standard; mRNA; EST; 139 BP.
AGCTTGATGAAGCTCCCGCTGCAGCCACTCCTTGCTGTGCGTCACCGCTCGCACATGACT
CTCCACAGCCCAGCTGACCAATCACACGCTGCTGCTGCAGAGGCTGATCCAGTTTGGAAA
AACGGGGTTTAACTTANGA
>BJ711576 ID   BJ711576   standard; mRNA; EST; 174 BP.
CGAAACGGNTCNACTGTCGTCGTTCGTGNGAGCGATCGNCNTTGGAGATCTGGTGAAGAG
CACTCTAGGACCGAAGGGNATGGATAAGATCTTGCTGAGTGGAGGGAAAAGTGGGACGNT
GACGGTCACCAACGACNGANCCACCNTCCTGAAGGNCNTCGGGGTCNACAATCC



>BJ711616 ID   BJ711616   standard; mRNA; EST; 612 BP.
CTTTCTTTAAGGTCAAAGGTCAACATTCAGCCAAAACCGGTTCCACCTCTGAGGATTCTG
ACGGCAGCAGAGGATGAGGAGCTGGACTTCTGTTCTGCAGAACCATCCGGCTGCAGGCCT
CATGCAGGTCTGTGTGTGTTCCTCGCTGAAGCCCAGAGAAGATCGTAGACCTGCAGTGAG
GAAGTCCTTCGGTTTTTCGGTGGGTCAGTCCACCCTGAAGGTTTCTGAGGTTTCCTCTGT
GGATCTGCCGTCTCAGAACCTCTGGGTTCTGGACAGAGTTTTGGATCACCGCCATGCAGA
TGCAGCTTTGGATGATCACCAGATTTTTATTGTGTATAAAATGAGAAGATTCCCGACATG
CAGCTGGTACCAGCCGGCCCAGTACCGTCTACAGAGGATGAGTGCAGACCCGAGGAAAAG
GAGGCTTGGCGTCTCTCCTAAGCGCAGGCAGGACCCTCGACGCCCCGCGACGCCGACAGG
ACACGTTCTGGATCCAGTACTTCCTGAAGAGCTGGTCCCTGCAGCCGTAGATCACGGGGC
TCAGGAAGCGAGGGATGATGTAGACCAGCAGGAAGAAGATGTACCGGATCTCCAGGATCA
GCAGCGGGAAGA
>BJ711620 ID   BJ711620   standard; mRNA; EST; 718 BP.
ACCTCTGGTCAGAGACAGCTGAAGTGACAGCGTCAGAATACAGGACCGGGAAAAACAACA
AAAAAGAGCAAGACTGATGGAGAGCGGCGTCTGAAGTTCCAGGAGAGCAGATATAAACAC
GAACAAGAAAACAAGTGGACACCACAGATCTGGAAGTAGGAAAAGTGACATCTACCTCCT
GCTGTCTTCCAGCTATGCGGCCACGGTCCAAACTGCTGTCCAAGAGAAGACTCATGCTGC
CCACCATCACGGAGGGCAACGAGGAGACAGTTAAGGAGCTGAATGGAGTCAACGCACTTC
ACAACGGCGATCAGAGCCAGGCTGTTTCCTCAGAGGACTACCTCTTTTCCATCTGCCACC
TGGCCTGCCCAACCAGAGACGTTTCCCCCGACAATCTCCACACACAGCAGCCCAACGCGG
TCCTGCGGAAGCTGAGGCCATCCCAGCTCATCAGGACCACGTTAACAACTTTTGATTTTA
ACCTGAAAGAGGAGGCTCAGGTGACTCTGGAGGAGCAGGCATCTTTGATGGGCGGCAACT
CCGACCCTCTGGAGTATCTTTACGGACACCAGAACAACATTTCAATGCTCTCAGGAAGTG
TGAGGAGGAGGTTTGGAAGGCAGCATGGAGGAGCAAACGTCGCTGAGTCAGGTTCAGATT
TCCCCTGCCAGCACAGAAGCAGCCACTCCGAGACACAGGCAAATGCTTCTGCCCTAAA
>BJ711642 ID   BJ711642   standard; mRNA; EST; 721 BP.
GATCTCCGAGCAGGACCGGAGCCCCGCCTGGACGGTTCCTCCGCCGCTCCCGCGTCTCTC
CCCGTTAAGCCGCATTGGAGTCCACATCGAGGACGGAAGTGAAGCCGGTCCCGGGCTTCC
AGACGGGTGCGGAGGGGAGGGGGGAGGTCGCTGGAAGCCTAAATTATGGAGGCGGCGGAA
GGCGCGGGCGCCACCGGCGAAGCGGACGAGCCGCGGCCCCGGTTCGGATGCGCTTCCTTC
AACCAAGACTCCACGTCGCTAGCTTTGGGAACAAGGACAGGCTACAAGATTTTTTCCCTT
TCTTCTGTAGAACAGCTGGAGTGCATCTACCAGAACGAGGTTCCTGACGTCTTCATCGCG
GAGCGTCTGTTCTCCAGCAGTCTGGTGGTGGTGGTGAGCCGTGCCGTGCCTCAGCGCATG
ACTATCTACCACTTCAAAAAGGGAACAGAGATCTGCAGCTACAGCTATTCCAGCAACATC
CTGGCTGTGAAGCTCAACAGACAGTGGTTGGTGGTGTGCCTTGAAGAATCCATTTACATT
CACAACATCAAAGACATGGAGCTGATCCAGACTCTGCTCAACGTGCCGCCAAACCCCTCA
GGTCTCTGCGCTCTCTCCATCAATAATTCCAACTCCTTCCTGGCATACCCCGGCAGTGCC
ACGACTGGAGAGATTGTGGTGTACGGTGCCAACACTCTGAGCACAGTGACGGTGATCTCT
G
>BJ711764 ID   BJ711764   standard; mRNA; EST; 664 BP.
ATAAAGTAAGGCAACAATCTGAAGCAGCATGACTCTTTTCACATTTGGACTTTATCTGCA
GCTCTGGCTTTCTTATGGCCTAGCTCAGTCTCCATTTCTGGACAGTTTCTTTTCATTTCC
TGCAGCTCTCGCATCCCGGGAGCAGCGGAAAAGATTCGACCCATGCTGTTTACTGAGTCC
ACCTCCACCCCCGCTCTTTCCTCCACCCCCTTCAATTTGGCGCAGCTACACACCAAAGGA
AGAGATTTCACATCGTGGCAGTGAGTCTGACTTCGACTATGAAGAAAAAGGCTCTGATTG
TGTCAGAGGCCTTCCTGATCCCCCTAAATATCAGGGTCCGCCTGGATTACCTGGAATAAG
AGGGCCTAAAGGAGAAAAGGGAGAAATCGGAAGGCCTGGGCAAAAGCTGCAAAGCAAAAG
GACATTAAAGGCTCTGATTTAACTTCAAAAACTGACGTGTCGCCTCAGGGTCGAACTGGG
CCTCCTGGACTCCCAGGGAAGCCAGGACTACCCGGATGGCCAGGACCAAGTGGGGCCAAA
GGAGAAAAAGGTGACCCAGGGTTGATGGGTCTGCCTGGAGGCAGGGGACCAATTGGGCCA
AGGGGTTTGCCCGGATATAAAGGAGAAAAGGGTTCACGAGGTGACCATGGTGAGAGGGGA
ATAA
>BJ711865 ID   BJ711865   standard; mRNA; EST; 606 BP.
GAGCAGGTGCACCGTCGAATGAACAATCTTTTGGACGAGGACTTGGTCCACAAGCAGATC
CCCGGCCCCTCTATCGAGATCTCTGTGCTGGACATCAACAGCCAGGCTGCTCTGGTCCAG
GGTCCAGAGTCCATGCGGGACTACCCTCCCTCGGGCCTCGCTGTGAATACATTCCTTCCC
GAGTGCTCCACCACCTCTTCCCCACCCTCATCATGGGGGGACCCTAGGCAGGATGCTGCC
CCTGTCCCAGGGCCTTGGCAGCACCACACTGCCCCCCCACCACCCACTCAGCAGCACCAG
CCTCAGCGGCAGCCTGCAGTGCAATTCCGGCAGAGCCCTGGCAAGACACCCATGCCAATG
TCCTACCAGCCAGTCTCTGCAGGACACATACCCGAAGCCATTGATGCAAGCCACAGTACA
TCCATATAGAGGGGGGGGCTGCAATCTGGATTTGGATCCAGGTTCGGATGGGACTTTTGT
CACGGAGTCAAAACACAACTGTACAAAGTACAATTTTTTACCATCGACTCTGAAGAGATG
TTTCTGCTTTGTGTTTGGCCTCCTTTAACCCTTGTGCTATCTTAGATGACCCCCCCCCCC
CCCCTT



>BJ711993 ID   BJ711993   standard; mRNA; EST; 726 BP.
GTGCGATGACCCACGCTGCGCGCGCGTAGCCACGGCCACGGTGTTTCATTGTACAGGACT
TTACGGACACGCGAGAGCCACCGCCGTGCGTGGAAGGAGCACCGGCCGTGAGACCGTGAG
ACATGGGGACCCGAGGGACCGGCCGGAGGAGATCCATGAAGAAGGAGAAGACCACCGGGG
AGGAGGAAGCTCTGACGCTCGTGTCGGCGCAGGCTGAAGCCAAACTGGCAGCAAAGAGAG
CCGCCAGAGCTGAGGCCCGAGAGATCCGGCTGCAGGAGCTGGAGCGCCGGCAGAGAGAGG
TGGACGACGAGGATTATTCTGATGGGGGATCTGGACCGCCTTTAACCCCAGCATCGCCAT
TGGATGGGACGTCCCACCCTCTTGGAGATGGAGACACGTGTGTGGACAATGGAAGTTCCT
CTTCCTCTCAAAAAAACCCGGGCTTTCTGGCCGGGGTGGAGGAGAAATACCGCCAGGCCA
TGGTTTCCAACGCCCAACTGTATAATGAGAAGAACCAGCTGCTGTATGTGGTTGACGTTC
TCAAAGACTCACTTCTGGAGCTGGAGGAGCTGCTGTCCGAGTCTCGGCGGGAATACGAGG
ACAAGGTCAAGGAACACGAGCAGGAGAAGCAGGCGCATCGCCTCCTGCAGCTCCAGTTCT
GTGAAATGAAAGANGCTCTAAAGCAACACCAAGAGCTGCTAAATGAGCTGCAACAGCTGC
GTAGCA
>BJ712069 ID   BJ712069   standard; mRNA; EST; 682 BP.
GGGTGGTGGCGGCGGGAATGCGGGCAGTAATTTATCCAACGCTGCCTCCTCTTCCCGAAG
CAGAGATGCCAACCAGCAAAGGAGACGTGAAGACAAATTTGAAAAGACAGAAAGCAGACC
AGAGGGAAACTACAGAGAGCTGGTGGACGAACGTGCTCTGAGAGACCTCATGGAAATGGG
CTTTGACAGAGAGGCAGCTCGACAAGCTCTGCTGGATAATAACAACAATGTTGAAGTGGC
TCTAAACAGTCTGCTGACCGGAAGTTCTGGTGGCCGACCCGGCTCTACGGTGGCTGAATC
AAACAAGTCCCAACCCAGAGGAAGAGGAAAGGGAAGAGGCAGATCCAGAAACGAAGACGA
GGATGATGGGGTTGGAGGAAGACCTTCTGGTCCAAGCACTCTGTTTGACTTTCTGGAATC
CAAAATGGGGGCTTTCTCTGTGGATGATACAAAGAGTCAGACACAGCTGAGGAACCATGA
GAGCAAAGCAAGTTTCTCCAACACAAGCTACCACACCAAAGAGCATTCTCAGCCCAGGTT
TTCCTCACACTATGAACACAAATCACAAAGGAACGACAGGCCGCCAAGATTTAACAAAGA
CACAGATTTTCCTAAACCAGGCCAGGAGCACATCCCTAACCTAATGAGCTGTCCAACGTC
AGCTCCATCTCAGCAGTGGAGG
>BJ712087 ID   BJ712087   standard; mRNA; EST; 278 BP.
ACACAGACTCACGCACGCAGCGACGGAGACGAGGGCAGGAGCAGCACACGAATGCGCACC
GGGAAGGATCCGCTCCTGGACCATGGCACCGTCGGGATCGCGGAGTATCAAGCGGGGCTG
CCAGAGAGTTCTGTACTGGATCCCGGTCCTGTTCATCGCGGTCATCGTGGCTTGGTCGTA
CTATGCGTATGTTTTGCAGCTTTGCATTGAGTCCATAGAAGACACGGGAGAAAAGGTGGT
GTACTTGCTGGCGTACCACGTCATTTTCCTCATGTTTG
>BJ712166 ID   BJ712166   standard; mRNA; EST; 695 BP.
CCCGTTAAATCAAACTTTGGCGGCCATACGAGCAGAGAAAAGGGAAGCTCTCCGGGATTT
GACTCCGTCCACGAGCCGCTGAGGGAGTCTTCTTCTTCTCCCCACGGACGGACGGACTGG
AAGCAGAGCTTTTCCCACGATGCCATGGTAGGAATTACTTCTGTTTTGCCCTGAACTCTC
AAGCAGACAGTCTGAGGCAATATGGCACACCTGCCTATAGCCCCAGGTGAGGTCTACGTG
GAGGTGGATTACGACTATTAGTACACGTCCAAGGACCGTCTCATTTCCNTCCGCCAGGGT
GAACGCTACCTGCTGGTCAAGAAAACCAATGAANATTGATTGGCAGGTAGAAGAAAGATG
ACGGGACAAAAGCGTTTTATGTACCTGCTCAGTATGTTCGGGAAGTTCGCAAAGCTCTCA
TGCCTCCTCCCAAGCCCATTCCTTATCACCATGGTGGTGCTTCAAAAACTCCTGGCAGTT
CATACTGGGTCAAACCAGCTCATCTGGACCTGGGACTAAAAGATCAACCCGCTGAAGGCA
TCAGTCGGCGTGAATCCAAAACGCGGCGGTCTCCGTCTGCTCAAACCGCTTCTTCAGGTC
ACTTCACTCCCCCAAGTCAACGCAGGAACAGTAACCACTATCAACCCCTCCTTAGTCCGA
CTGACCACGAGCCAGCTCTGGAGGCTGGAAGCCAG
>BJ712297 ID   BJ712297   standard; mRNA; EST; 732 BP.
ACCTCACTCGCAGCTGATGGAGCGGACCTGCGTGGAGCAGCAGAATGGGCAGCCTTTGGA
CACGGAGGGAAACTCAAACTGAGAGCCTCACATAGAACCGCGCGGAAAGCCCGCGTGCCA
CACGGCTGTCAGGCTGGACGGCACGGCGAGGACGCCCACTTTACACATTCATGCTCAAAG
ACCCACAGAGACTGTGGAGGGCACCATGGTGGTCCAGGGAGCGGTGACGCCCGGGAGGAC
CCGCCGGCTGATGCTGAAGCTGCCGGTGGGCACTCTGCGGAGAAACAGCGGAGAAAGGGT
AAGGATAAATCCTCCCCCATTCACTCTCCCTTCTTAAACTTTTGTCTCCGTGTCAGTAGT
GGCAGTGTTCCGTCACGCCGTTGTGTGTGTGCGCGTGAGATTTAAAGGGGTCCTTTGCTA
ATCCAGGAAGCCGCATTAGATGTGAGTTGGTGGAAGGCAAGTCAAGAGCAAAGCCTTTAA
TCTGTACAGTGGACAATGCTGTGTTCTCTCCCTGACAGTCTGTCAATCTTTGCAACTGTC
ACTACTGTCTGCAACCAGCCTCCATCAAGGTTATGGAGGAGTCTCGGCTCTCTTTGACTA
CAGCTGCTTGTTACTGTCAGTGCAATTATCATGACTTGTGATATGAGATTGTCTCCTTTT
ATCAACCTAAACCACACATCGCCTCAAATTCAACTTGATAATATGAAGTGCTGCGTTTGT
TCTTCTTACTGG
>BJ712340 ID   BJ712340   standard; mRNA; EST; 708 BP.
TTTGGTTCTCATCTTCCTGCCCTTCAGCCGCAGACTCAGCCTGAGCGGCTTCCTGGCCGT
TGGGGGGCTGGCCTGTTTGCTCATGCTCACCGTCCCTGAAGATCATCCCAATGTCTTGAC
TGGTCTGGCAATGGTAGGGAAGTTCGGTATTACAGCTTCTTTTGCCATCATCTATGTGTA



TACAGCTGAGATATTCCCCACTGTGGTAAGGCAAACAGGAATAGGTGTTTCCAGCATGTT
TGCCAGGATGGGCGGTGTGTTGGCTCCCATCATCAACATGCTGGATAGCCACAGCCCTGC
TACGCCCCTCATTATCTTTGGCACTTCGCCACTGCTGGGAGCTCTCCTGGCGCTGGCGCT
TCCAGAAACGGCGGACAGACCACTTCCAGACACCCTGGAGGACGCAGAGAACTGGGACGT
CAGGTCTGCTCCCGTTGAGGAGATCTCTCAGATGTGTGATGAAGTTGGCCCGTTACCAAG
CAGCACGGAGAAGAAGGAGCTGCTTCCTCTAGCGACCCTGACTTAACCGGGTGTGAAAGG
ACACAAATGCTTTATTATCCGGCCGACATTCAGTAAACAGTGGTTACCCTTACACTCTTT
ATGCAATTCCATGTCAGGATGTGAGAGTGAGCTCTATGCAAGGAAGCCAAACAAGTTCAG
CACAAGGTGTTCATGCACGGCTGCACAAAGCAGGCATTCACTCCACCT
>BJ712375 ID   BJ712375   standard; mRNA; EST; 677 BP.
AAGGATGAGGCTCGTTCAGGTCCAGCACGTTGTGGAGTCCCGGAGCTTGTTCCCGACAGG
ATGAAGACTCACTGCGCGCGTGGAATCGAAAGGGAATGAAGATGAAGATTAGAGTGTGCC
AAGGGGTCGGTGGCATCCTGGTGGTTACCATGGTTACAAGCTTCATAGTGATGTACAGCA
GCAGCATCTCCAAAGATGGGTCACCTCCACGATCACCGCTGTCCTCTCCACGCTGGAACC
CCCCCGTTTCAGCCACAAGTAGGGCAGCTCTGATGGGGTACACCAGCGTCATGGATCGCA
AGCCTCTGAGGATGCACTGCAAAACTTGTTCCCTGGTCACCAGCTCGGGCCAGCTAACCG
GACACAGAAGGGGGGGAGAAATCGATCAGTCTGACTGCGTCATCCGGATGAACGACGCTC
CCATCAAAGGGTTCCAGCAGGATGTCGGGCAGCGCACAGACGTGCGGGTTGTGGCCCACT
CCAGCCTGCAGAGGGTGCTGCAGAGCAGGCAGCAGCTGCTGAATGGGAGCCAGGTCCTGA
TCTTCTGGGGGCCAGGCAGCGGCATGAGGCGGGACGGACGGGGCCAGATCTACAACACCC
TCAGGCTGATGAGCCAACTGCTGCCCAAACTGAGGCTTTTCGTTATTTCCAGGATCAAGA
TGCTGAAGTTTGATGAG
>BJ712383 ID   BJ712383   standard; mRNA; EST; 562 BP.
AATGCAGACGTAAAGCACGCAGGCTGTGGATCGGGGGTGTAGGAGTCCTTCAGTTTGACA
GCGCTCCTTTCCTGCGTGAAATCTCCTTCGTCTGCCTGGAGTCGTCCGTCCGCGTGTCGG
ACGGACACGCGTGGTGAGCGGGTGAGGAGACCCCTCCCACCGCTGGAATTCTACGAGTTT
TTCCGTGAGGGGGGGTGATGGGGGAGGCGTTTCTCAGGCACGTCCGCCGGTTCCCCTGGA
TCACCAACGTGTCTCTGTACGNCTGCCTGTTCGCCGGGGGGGACTTCGTCCACCAGTGGT
TCTCNCGGGGGCAGGACNTGNACTGGAAGCAGACNCGCAACGTGGCCGTGGTCGCCTTCA
CCTTCCACNGGAACTTCAACTTCTTCTGGATGCGCTTTCTGGAGCGGAGGTTTCCGGGGA
CCTCCGCCGGGATGCTGCTGAAGAAGGTGCTGCTGGACCAGACGGCGNNGGNGCCNCTGG
CCACCAGCGTCTTTTACACAGGCATCAGNTTCTTGGAGGGGAAGGANGACATCATGGAGG
ACTGGAGAGAAAAGTTCCTGAA
>BJ712405 ID   BJ712405   standard; mRNA; EST; 266 BP.
GAAAAAACCCCCCCAACACAAGGGANAAAACGNGGCNTTTGGNNACNCCAAGNGGCCNTN
TGGNAAAACNACTTGTACGGAGNTTCAGGAATCCCAAAGNTCATCCCGCCCAGNGNGCCC
CCCCGTCAGCCCGGCCCGGNGGGGNANTTCAACCCCGGACACCCGCAGGTGAACGGCCAC
AATGGGGGCGNTAACCCTCAGCGACNGGGGNAAAGGGNGCCCAAANTGGGGNAAATCGGC
CGGTCCAAAAAAGTGNACNTGGGGNA
>BJ712486 ID   BJ712486   standard; mRNA; EST; 121 BP.
CGCATTGCTGTGGCTGTGGTGTAGGCCAGTGGCTACAGCTCCGGTTAGATCCCTGGCCTG
GGAACCTCCATATACCGCGGGAGCGGCCCTAGAAAAGGCAAAAAGACAACCAAAAAAAAA
A
>BJ712516 ID   BJ712516   standard; mRNA; EST; 716 BP.
AGTGGGTGACTGTCATGGCATCTATTAATAAAGGGGGAGACGCAGGAAGAAGAAACGAGG
GAATCCGCATCCGCCAGTCCGCTGCGAGGATGATCCCGCGCGCACGTCACGCCGAACAAC
AAAGCCGCAACTTCCGATAGACCCAGACGCCCCTCATCCACGCGTTCATCCGCCTCCTCC
GGGCTGCTTTTGTCTCCTTCACCTTTTACCCCGCTCGGCTGCCGGAGCTCTGCCTCGGCT
GGCGCGCGTGTTTGCGGTCATCCATCCGCGCAGGCGACCGAGCTTGTTGGTAAACACACG
GATCCCGGCGGCGAGGACTCCCTGGCGCATTGATGCACCCGTTCCAGTGGTGTAACGGGT
GCTTCTGTGGTTTGGGATTGGTTTACTCCAACAAGTCGTGCACCATGCCGCCCATCACCT
TCCAGGACCTGCCCCTCAACATCTACATGGTCATATTTGGAACAGGCATCTTTGTCTTCA
TCCTGAGCCTCATCTTCTGCTGTTACTTCATCAGCAAACTACGACACCAAGCTCAAAGTG
AACGCTTTGGATACAGAGAGGTAATTTTAAAAGGAGATCCCAAAAAATTAAGTCTTCATG
GGCAAACATGCGCCGTCTGTCTGGAGGACTTTAAAGTGAAAGACGAGCTGGGAGTGTTAC
CATGCCAACATGCTTTTCACAGGAAGTGCCTGGTAAAATGGTTAGAGGTGCGCTGT
>BJ712530 ID   BJ712530   standard; mRNA; EST; 161 BP.
TGGAAATCCTCGTCNTGTGACCTCCTGGACCTCCTGCTGNAGAAACAGGAGGACTCTCAC
TCTGGCNCCGGATCGGCCACCTCTGGCTCCATGGGCTCTGGATCCGGCTCCGGCTGCCAA
ACCTCTGCCAGCGAAGCATCTGCCAGCCAAACAGGGAGCAG
>BJ712542 ID   BJ712542   standard; mRNA; EST; 715 BP.
TCAGAATACCCGCATCAGGTCACGCACAGACACGCACAGACGCAAACAGGGGAGCGGGAT
GCAGGCGATCTGACGGACAGCGATCCACGACAGCATAAACAGAATCATGACAAAGTCTTT
GCGGGAGGAGCACGGGCCGGAGACGGAGGCGCATCAGGAGCTCCACAGCCCCGCAGGGAG



AGATACAGAGAAGGGAGGGGGAGCTGTAGCAGAGGAGGAGGTGGAGGATCGACTCCAGCA
TCTAGAAGATGATGAGGAGGAGGATGATGAGGAAGAAGAAGAGGAGGAAGAGGAAGAAGA
TGGCGAAAACAAACCTAAGAGGCGGGGGCCAAAGAAGAAGAAAATGACAAAGGCTCGTCT
GCAGAGGTTCAAGGTTCGACGGATGAAAGCCAACGCCAGGGAGAGAAACCGTATGCACGG
GCTGAACGATGCTCTGGAGAGTTTGCGAAAAGTCGTCCCGTGTTACTCCAAAACCCAAAA
ACTGTCCAAGATAGAGACTCTGCGCCTTGCCAAGAATTACATCTGGACCCTGAGTGAGAT
CCTGCGCTCCGGAAAGGCTCCCGATCTCATGAGCTTTGTTCATGCCCTCTGCAAAGGTCT
GTCTCANCCAACCACTAACCTGGTAGCAGGCTGCCTACAGCTGAACCCTCGGACTTTTCT
GCCAGAGCAAACACCCGACATGCCGACGCACCTTCCTCCCACAGGTGCTTCAGCC
>BJ712543 ID   BJ712543   standard; mRNA; EST; 686 BP.
TGGCCTACATCACAGCTGTTGGGTCTGTGGTGGCAGGTCGTCCGAGCCCCTCGACACGCT
GCCTATTCCCCTCCGGCCTTTGGTCCTGAGAAACATCTTCAGTCTTTTTCTCCACTTCTC
CTTCAAGTCCACCAAGAGCCAGCTGTCGTCCTTGTTTCGGTACCAGCTTGTCGTAATGGA
GGCTTGTCAGGAGAGCTGCTCCGCCCCCGTGGGTCCCAATGCCACGCCGGCCCAGGATCA
CCACATTGACCTGACAGAGGACCTCGGCCAACAGCTGGAGGACATCATTAGCACCTACCA
GGCAGCCCAGATTCCAGCTGAGCCAGAGGATGCAGAGGAGGTCACCGCCGCCAAAGAGGC
AGACGGCCGCAAGGACCAGAAACTGGAGAAGAAAATGCTGAAAAATCTAGGGAAGGAAGC
CATGCTGCTCATGCAGAGTCTGAACAAACTGGATTCTCCTGAACAGAAGCTGGAGGCCAT
CATAAAGAAGCACGCTGAGCTGCTGGAGGAGCACCGCAGTGACCAGAAGCAGCTGAAGCT
TCTGCAGAAGAAACTTCTCCAGGTGCTGAAGGAGAAGGACCAGCTGCAGGGCGAGCACAG
CCGGGCCGTGCTGGCTCGCAGCAAACTGGAAGGGCTCTGCAGGGAGCTGCAGAGACACAA
CAAGACTCTGAAGGAGGAGACCCTGC
>BJ712599 ID   BJ712599   standard; mRNA; EST; 713 BP.
TGTAGAGAAGAGCAAAGGCGAGATCCTGGGGGTGGTGATCGTGGAGTCCGGCTGGGGCTC
CATTCTGCCCACGGTCATCTTGGCCAACATGATGAACGGAGCGCCGGCTGCTCGCTCTGG
CAAGCTCAGCATCGGAGACCAGATCATGTCCATCAACAACACCAGCCTCGTGGGGCTGCC
ACTCGCCACCTGTCAGGGAATCATTAAGGGCTTAAAGAACCAGGTGCAGGTAAAAATGAA
CATTGTCAGCTGTCCCCCTGTGACCACCGTCCTTATCAAGAGACCGGATCTGAAATATCA
GCTGGGTTTCAGCGTCCAGAATGGCATTATATGCAGTTTGATGCGTGGAGGCATTGCAGA
GCGAGGGGGGGTCCGCGTGGGTCACAGGATTATCGAGATCAACGGCCAGAGCGTGGTGGC
CACAGCACACGAGAAGATTGTTCAGGCCCTCTCAAACTCCGTTGGCGAGATCCACATGAA
GACGATGCCGGCAGCCATGTTCAGGCTTTTAACAGGACAGGAAACACCCATATACATATA
GATGAAGATAAACAACAGCCTGTAAGCATCCGGATTCTCATCTTTCCGTGCAAAACCACA
CGCAGAGTGTCCACTGGCGGGAGGATTACTCCTCTCTGACCATTCNAATCTCTGTTTCTA
ATTTCTTTGAGCTGATGACTTTCATTTTTAATCATCACCCCCTTTTTACCCCA
>BJ712610 ID   BJ712610   standard; mRNA; EST; 719 BP.
AGTTCCTCCCCCACCAAGTGTAGACAACCTGAAAGCTGGTGTCAGCTCTCTGTCTCCTCA
GACTGTTATCCAGACCACCCACAATGCTACAGAGTCGCTGTCAATGGGGCTGCCCTCCAC
TAGCATCTACCCACAGCCATCTATTATAGGTTACATTGCAGGGGGCAATGGAGGCAGTTA
CCACACCAACTTACAGCAACACTTATTCATTCCAGGCAGCCAACCAGTCATCATCCCTGT
CAGTGGAGGTGGAGTTCCAACATTAGAACCTGTAACCTCCCAGATTACATCCTCCACACA
AGCTGCATCTTTCCCTAATACACTCCCACACACATACATCGCTGCCACCTCCCTTAAAGG
GGAATCTTCAGAAACTCAAAGCGGCTTATTCCATGAAGCTGCTCCAGGTGCAGTTGTTCA
GGCCCAGATTCATCTCCCCATGGTTCATGCTCCATCTGGGCTGGTTGCTCTTTCTCCTCC
GTCTGGTACAGCGGCGCCCTCTTCACTTCCCCCGTATTTCATCAAGGGCTCGATCATCCA
GCTGGCTGATGGTGAGCTGAAGCAGGTTGAAGACCTAAGGACAGAAGACTTCATCCAGAG
CGCAGAGATCAGCAGTGAGCTGAAAATCGACTCATCCACGGTGGAACGCATCGAAGGGAG
CCAAACCTCAGCAAACTTTGCAGTCGTTCAGTTCGCTGTGGGTGAACATCGTTCACAGG
>BJ712649 ID   BJ712649   standard; mRNA; EST; 648 BP.
ATCCTCCAGCTTCTTCCAGGGATGCATCGGCGTGGGCTGCACCTGCTTTAAGCTCCACCG
TCATTTTATGACAAGCCCTGCTTTAACACTAGCTAACACTGATAGCTCAAAGGAGCCATT
TTCGTTCGTGAAAGAAACGACCTCGATGAAGTGTGCTTGAATGCAACGTCAGAGGATTCA
TCTCGGGTTCCAGCAGTGAGACAGCATCTTTCTCGGGCATATTGTGACAGTGGGCTCACT
ATCAAAGTTTTCCAGCACAACATGTCAGACAAAAGTGACCTAAAGGCTGAGCTGGAGCGC
AAGAAACAACGCCTGGCCCAGATTAGGGAAAAAAAAAAGAGAAAGGAGGAGGAGAGGAAG
AANAAAGAGGTAAGGAAAAAATAGAGAGCCAGCAAAAAACAGAAGTGACCCCTGAANATT
CCNACTTGGATCGCAAGCGCAGGGAGACGGAGGCTCTGCTACAGAGTATTGGCATCTCTC
CANAACCTCCACTAGTCCCGACTCCTATTTCACCCTGCAAATCCGTGAGTACGCCCAGTG
AGACAGGAAGCCAGGACTCAGCTGATGGAGGCGCAGCAGGAAGGACACTGCAGTGGGACA
CAGACCCCTCTGTGCTGCAGCTGCAGGCTGATTCTGAGCTCGGGCGCA
>BJ712656 ID   BJ712656   standard; mRNA; EST; 660 BP.
CTATGGATATAAGAGATTGTCCTTTCCGGAAAAAACGAAGACCGTGGCGCACGAACTTCT
CATCATTTGCCTTGTTCACCGTGGCTCTCGTTTTGTTCCAAACAACGGTAGTTTTGGCAG
ATCCAGTGGACGTGCTGAGAGCTCTACAGGTTCCCTCTCTCCCCGAGGGTGTGAAAAAAG



TCCCTGGTTTCTGCACATCTCGCCGCTCTAGTAGTCCTGATCATGCATATCGCATCACCA
AGAAGGCCCAGATCTCTGCCCCCACCAAGCAGCTCTTTTCAGGGCGTTTCCCGGAGAACT
TCTCTATCATGGCTCTTGTCAAAGCTCAGGCTGGTCTGCAAGCCTTCCTCCTCTCCATCT
ACAGTGAGCAGGGCATTCAGCAGCTGGGTATTGAACTGGGACGTTCGCCCGTCTTCCTCT
ACGAGGATCAGAATGGCAAGCCAGCTCCTGAAGACTACCCACTTTTCAGAGGGGTCAACC
TGGCTGATGGCAAGTGGCATCGCATCGCTCTCTCTGTGTCCAAGAAAAACGTGACATTGC
TGCTGGACTGTAAGAAGAAGATGACCCGTCCTCTGCCCCGCAGCAATGATGCTGAGGTTG
ACACTAACGGCATCACAGTGTTTGGAACTCGCCTGCTTGATACTGAAGTTTTCCAGGGAG
>BJ712670 ID   BJ712670   standard; mRNA; EST; 724 BP.
TTTATGGATTATTTATGTAGTGGTAGATTTAACTAAGGGCATCTTATTACGATTTTACAG
GCATGCCTCCCATGATGCCCGGGGTTCCTCCCATGATGCACGGCATGCCTCCTGCTATGC
ATGGAATGCCTCCCGCGATGATGCCAATGGGAGGGATGATGCCTCCCATGATGCCAGGAA
TGCCAGGCATTCCTCCAGCAATGCCGCCTCACATGGCTCCAAGACCAGGGATGCCGCATG
TGGCTCCAAGCCCCGCTGCAGGACCAATACCCAGTCGACCAGCGGTGCCAGTGACTCAGC
CGGCTGTCGCCAAACCACTTTTCCCCAGCGCAGCACAGGTTGGTGTCGTGCAGCCATGTT
TACTCACAAAATGTTGAAAAATAAAGTTTCTTGGCTTAAGCTAACTTTTTGCTTTCTCAC
CAACCTTTGACCTCGTTTCTGAACTGCGTTCTCCTGTTTGTTGTCCCAATCATGTCAATC
AGAGCCACATTTTAGCTGGATTTATTCAAGACGATGTTCACGTTTTTACAATCCTATAAT
CTCATTTCCACCATGCTGCAGATGGGCTCTGGTGTTCACAGCAGCACAGCAGCTGTGTCC
TCTCCACCTGCAGACCCTCAGTCTGCCTCTTCCCAGCATCCCTTTCGTAACATGCCACAA
GTACGCTCACAGGCAGGACGATGACTGTGGCAGCTGCATGTTGCATAATACGTTTGCCTG
GAAG
>BJ712676 ID   BJ712676   standard; mRNA; EST; 643 BP.
ATAGTAGCATTTAGGAGTTGGATCAAACGCACGGTTGGCGCAAGCTGGAATATTTAAGCA
ACTTTTCCAGGTCGTTACTGGAGCAGAAGAAACCATGGAGAAAAGCAAGTCGACCAACGG
AACCCAGGTTTTAGCCGCGAGCAGAGCTCAGGACAGAGTCGACAGACTGGACCCGTACGG
TTTTGAGCGTTCAGTGGACTTTGACTATGCGTCCTATGAGGAGCTGATGTCAGAGTATTT
GGTGGTGCTCACCCGCCGGTCTATTAAGTGGTCCAAACTCTTGAAGGGCAAAGGAAAGGT
GCAGAAGAATGTCAAATTGAAACGGTACGTACGGAAGGGGATTCCCAATGAGCACCGGGC
TTTGGTCTGGATGGCAGCCAGTGGGGCTCAGGACCAGCTTGAGAAGAACCCTGGTTATTA
CCAGTCCATGCTGGAAGCTCAGCATGACCCCAAACTAGTGGAGACCATCAGAACAGATCT
CCACAGAACATTTCCAGACAACGTGCATTTCCGCAAGACGTCCAACCCGTGTTTGCAGAA
AGCTCTGTACAACGTGCTGCTGGCCTATGGTCACCACAACCCAGCTGTGGGTTACTGCCA
GGGGATGAACTTCATAGCGGGGTATCTCCTGATCATCACAAAA
>BJ712723 ID   BJ712723   standard; mRNA; EST; 674 BP.
GAAAGGCCTCCAGGACGTCACGTCATCTTTGGAGAAAATGTCCAGAGAGGAGAGCTTCTC
CAATTACACGCTGGTCCCGCTGGAAGAGGAGTTCTCCAGAGGCCGAGGTCTGGACGTCGG
CGCTCACGCTTGGACGGGCGGCGACGTGTTGATGTTCTTCTGCGACGTGGACATTCACTT
CACGCTGGAGTTCCTCAGCAGCTGCCGCCTCCACACAGCTCCCAACAAGAAGGTCTTCTA
CCCCGTGGTGTTCAGTCTGTACAACCCGGCCATCGTCTATGGGAATCTGGAGCTGGCGCC
GTCTGTTGACCAGCAGCTGATCCATAAGAAAGATGCCGGGTTCTGGAGAGACTTTGGGTT
TGGGATGACCTGTCAGTATCGCTCAGATTTTTTAAACATTGGTGGCTTTGACCTGGAAGT
GAAAGGCTGGGGCGTGGAAGATGTCCACCTGTACAGGAAGTACCTGCGGAGCGACCTGAT
CGTGGTCCGGACCCCGGTGTCGGGGCTGTTTCACCTCTGGCACGAGAAGCGGTGCGCGGA
CGAGCTGACGCCGGAGCAGTACCGCATGTGCATCCAGTCCAAAGCCATGAACGAGGCCTC
CCACTCCCACCTGGGAATGCTGGTTTTTCCGGGAGGAGATCGAAGCTCATCTCCGCAAAC
AGGCCTTCAAGACT
>BJ712805 ID   BJ712805   standard; mRNA; EST; 716 BP.
TCAGTATTGAAAGCATCCGACGCCCCCGGAGGTCCGAGTCACCAGACTCCAAAAAGAGAA
GAATCCACAGATGTGACTTTGAGGGCTGCAATAAAGTTTACACCAAAAGCTCACATTTAA
AAGCACACAGGAGGACACACACAGGGGAAAAGCCATACAAATGCACCTGGGACGGTTGCA
CCTGGAAGTTCGCCCGCTCCGACGAGCTGACGCGGCATTACAGAAAGCACACCGGAGTGA
AACCCTTCAAGTGCGCAGACTGTGACCGCAGCTTCTCCAGATCCGACCACCTGGCCCTGC
ACAGACGGAGACACATGCTGGTGTGAACCCAATGCANAGCAGCTCCAAGGGGGGTCGAGA
ACGCAAAAAAGACAAAGGAACAGAAAACACGCATGTACGTACGCACGCACACAGCCTGGC
AGGCGGCCCGGGGAGCGGGATCTCCCTGTGAATGTTTTCAGCTGGCCTGGATCCCCACAA
TCACACACATTCATCTTTTTTAAGGAGATGGACGAAGGTGCACAGAGCTTACGGAGCAGA
AAACAGGGTCACTTCTAGATCCTCTGGCTTTTCAAGACAGACACAGAAGGATCTTTTATT
GTCGATGTTTGAAATATAATAGGGAGCGTTCTTTAAAAGCACTGTTTGCTTATGTTTTGC
TTGGATTTTTAAGATGAAGTCGCACTCTATTTGTACTCATACAGACACATGTGTTT
>BJ712869 ID   BJ712869   standard; mRNA; EST; 717 BP.
ATCGGTGTCAGGATCATCGACTAATCTCGCAGATCACAACCCAGCTTCCACACACTCAGC
CGGCACACCAGGGCCTTCCAGTGGGGGACACGCTTCACAGAGTGGTGACAACAGCAGTGA
ACAAGGAGATGGCTTAGACAACAGCGTGGCATCGCCTGGCACAGGAGACGACGATGATCC



AGACAAGGATAAGAAGAGGCAGAAAAAGCGGGGCATTTTCCCAAAGGTGGCCACGAACAT
CATGAGGGCGTGGCTGTTTCAGCATCTCACGCACCCATACCCCTCTGAAGAGCAGAAGAA
GCAGCTAGCCCAAGACACGGGCCTCACCATCTTACAAGTAAACAACTGGTTTATTAATGC
CAGGAGAAGAATAGTACAACCCATGATCGACCAGTCAAATCGAGCAGGTTTTCTTCTTGA
TCCTTCAGTGAGTCAAGGAGCAGCGTACAGTCCAGAAGGCCAGCCAATGGGCAGCTTCGT
GCTGGATGGCCAGCAACACATGGGGATCCGACCAGCTGGGCCTATGAGTGGAATGGGGAT
GAATATGGGCATGGATGGGCAATGGCACTACATGTAACCTCCATCTTGTAACGCAAAGAA
AAAGGGGGAAGTCTGCCAGGCATGCCAGGGGAGTACGTACCTCAGAACAGTCCTATCGGC
ATGACCATGGCCCCACACACTTACGCCAACCCTCATCAGATGACCTCTCATCCCGCC
>BJ712972 ID   BJ712972   standard; mRNA; EST; 565 BP.
GGGGAGAACCTCAGCCGGTACCGCTTCACCAGATCCCTGAACAAACTCAACACCAACATC
CTTCACCTTTGCTTCTCTCAGCACGTGGACAGCGATAAGCTCCACCCACATCACACCCTT
AGGAACATCATGTTTCTGGTGGACCCGGACAACGACAGCCTGGGCAGGACCGGCCCGTTT
GAAGTGAGCGCAGACCTGGAGGAGTCGATGGAGTTTGTGGAGCCGGAGGCGGCTGGTTCG
GCAGAGGAGAGCGGGGACGAGGCGGTGACCGACGAGGAGACGGACCTGGGTACCGACTGG
GAGACCGTGCCCAGTCCGCGGTTCTGCGACATCCCATCCCAGTCGATGGATCTTTCCCAG
AGTGCACTGCAGGTTTCTCAGCCCTCCGCTAACACCGGTGGGATGATCTCATCTGCTGCT
GCCTCCGTCACCTCCTGGTTCAGGGCGTACACCGGCCAGCGCTGATCCGGCCGGAGGGCG
GGCGGGGGGTCAGAGGTCACCGACTTGGATGGTCTTGTCTGCTGCTTGGATCTCTGGTTC
TGCAGAGGCTCTGTTAAAAAAAAAA
>BJ712985 ID   BJ712985   standard; mRNA; EST; 114 BP.
ANATTCTCCTCTCCACCTCACAGCANAAACCCCTCCCCAANATGTCCACNTTCTCCTCTC
GGTCCTTCNNCGCCGGGGGCCGAGTGGGGTCCATGAGGGNNCCCACTGTTTACG
>BJ712995 ID   BJ712995   standard; mRNA; EST; 670 BP.
ACTCACCCTCAACCTCCCTGAGAGAGTGAGGCAGTCCCTCTCCCTCTTTCTGTCTGTCTG
TTTCTCTCTGAGCGCAGAGGGATCGGGGGGGATTTCTCACCAGAAGGACTCAGACAAACG
CGACCCACTCTTTCGAGGAGGACGTGGGCTGGATTATATTATTAGCTTGCCAAGAAAATA
AAAACCGCTGAAGTTTTATTTGTGTGCCAAGTGGAGCTAACTCTAACAAATGGAGCGCAC
AGGTTGACCACAGAAGGACGCGTACTGTACAAGACTTTGCTTCTATCTTTTTTTCCTCAA
ATTTTATTTGTACTTTTATGGTAAATCGTGCTATCAAGATGAACTTGCAGAAGATGAACT
TGCAGTGGAGCAGCCCGGCACCCTGCATCCGGAGAGTCGCGCACAAGCGGCTGGACTCAG
ACGATCAACCGCCAGCCAAATGCGCACGGCTGTGCGTCGAGGCGGGGGACGCGCAGGGAC
TCCTCAGCTCGTCACCCGGGTCTCCGGTCAGCCCTGTGACAAAAACTGTCCCGTCGACCC
ACCAAGGGCCCTCAAGAATAGGACATTTTCTGCTTCTACCTCTGGCGGACCGGGACAGCA
TGTACAGCGCGATGAACACCGATACTGGTGATGAGCTGCTGTGTAAGGTGTATGACATGG
GATTGTACCA
>BJ713002 ID   BJ713002   standard; mRNA; EST; 688 BP.
AGCACCGTCACCTTCCAGAGTCCACTCCTGTACGCACACATTGCCGCAGTCATGTCTGCT
GGAGGAGGGAAGTCCAAGTCTGCTTCCCAGACTGATGGGAAAGCTGCTCAGAGCAAGAAA
TCGGAGATGGGCATGACGTCCTACAAGATGTGTGTGTACGATCAGGAGAACTTCCAGGGC
CGCTGCATGGAGATCAATGCCGAGTGTGTCAATGTGTGTGACATGGGCTTTGAACAGATG
AACTTCTGTGGAGAAATGTTCATTTTGGAGAGAGGAGAGTATCCTCGCTGGGACTCCTGG
AGTAACTGTCAGAAGAATGACTACTTGCTGTCCTTTAGACCTGTGCGAATGGACCCTGAG
AAGCACAAGATCTGTCTGTATGAAGTTGGAGAGTACAAAGGTCGCAAGATGGAGATCATG
GACGATGATGTTCCCAGCCTTTTCTCTTATGGTTTCACAGACAGAGTGGGCAGCATCTTG
GTCAGCTGTGGAACCTGGGTTGGTTATCAGTTCCCTGGCTACCGAGGCAGTCAGTACGTG
CTGGAGAAGGGTGATTACAGGCATTTCAATGAGTTTGGTGCTCGATGCCCTCAGATGCAG
TCTATTAGACGCATCCGGGACATGCAGTGGCATCCACATGGCTGCTACAACTAAAGACCG
GCGAGAAGGANGGCCACCGGTGGAAAGT
>BJ713065 ID   BJ713065   standard; mRNA; EST; 702 BP.
GGGTTCAGNTTCCTGGACCAAGATGATGATGATGACCCCGACACAGAGCTGTACCTCACT
CAGCCGTTCGCCTGCGGCACTGCCTTTGCTGTCAGTGTCCTCGACTCCCTGATGAGTGCT
ACGTACTTCANTGACAACATCCTCACTCTGATAAGAACATTAGTCACAGGGGGAGCCACG
CCAGAGCTGGAAGGCCTGCTGGCTGAGGAGAACGCTCTCANAGGAGGCTACAGCACACCG
CATACACTAGCCNATAGGGACCGGTGTCGTGTCGCCCAACTGGCCTTGTATGACGGTCCA
TTTGCANAATTGGGTGATGGAGGATGCTACGGGGATTTATTCTGTAAAGCACTGAAGACA
TACAACATGTTGTGTTTTGGAATCTACAGACTAAGAGATGCACATCTCGGTGCACCAAGC
CAGTGCACAAAACGATACGTGATCACAAATCCCCCATACGAGTTTGAGCTGGTGCCCTCA
GACTTGATCTTCTGCCTCATGCAGTTCGACCACAATGCTGTCCCGCCTTCAAACCGGCAA
AACCGCAGCAGTAAGACGAGGGAGCCTCGCGACAAACAGAAAAAAGAAATGGTTTACAGA
TGAACCAGAAAATGCCTACCCAAGGAACATTCAGATCAAGCCCATGAGCACTCACATGGC
CNACCAAGTCAACCAATACAAGTCCACCAGTAGCTTGATTCC
>BJ713090 ID   BJ713090   standard; mRNA; EST; 168 BP.
AGGGTCCGATCCACANCTGATGCNCGGTGTTAANTCNAGCCGTCCCACCGCCAAGNCCCA



CTTTGGATGTTTCTNAGCTGTCNCTCCCTTCAGCCCGCTTCATCNNAGCATGATNCNCCG
CTCCGCGNAGTTNTCNCATCGTCTGCTCACCATGTCCTNCTGTGACGC
>BJ713108 ID   BJ713108   standard; mRNA; EST; 608 BP.
AAAAAGACGTTCTGAATGTTTACTTTCNCTTTCACCCGGAACTCTTCTGAATCCGTGNAC
TCTCTCAGCTCGGCTCGGTTCTGTAAAACGCTGCCGCCATGGTGTTCACGTATCCCGCCG
CCCGCAGAGACGACNGCAAGGTGGATGATTACCACGGAACTCAAATCTGTGATTCATACG
CATGGCTTGAAGACCCTGATGGTGCAGAAACAAAGGCGTTTGTCGAGGCGCAGAACAAAC
TGACGATGCCGTACCTGGAGGGGTGTGCGGTCCGTCCCCAGTTCCACAAGCGGCTGACTG
AGCTCTATGACCATCCCAAATACAGCTGCCCCTACNAACGGGGGACCAGGTATTTTTATT
TTCACAACGAANGCCTGCANAACCAGGATGTGCTTTATGTGCAGGGNGCACTGGACGCTC
CTGCCACTGTATTCTTTGATCCAAATAAGCTGTCTGACGATGGAACAGTGGCTTTGAANA
TGGGCCGTCTGTCTGAGGACTGCCAGTACTTTGCATACGGTTTGAGCAGCAGCGGCTCCG
ACTGGGTGACCGTCCATTTTATGAGGGCGGATGACCTCACGAAGCTGCCTGACGTGCTGG
ATAGGGTC
>BJ713190 ID   BJ713190   standard; mRNA; EST; 224 BP.
AGCTCCTACGGGGGCGTGGGCAGCTGCGGTGCCGGCGTGANCGCTGGGGNGTTTAAGGTG
ACGGGNGGCTTTGCNGCCGGAGGATCAGGGCAAANAGGAGGCGGACTGGAGTTTGGCTAT
GTGGNCTTCGGAGGGGGCACGGCCAATGACATGGTGGCCCCCATCACTGCNGTGACTGTG
AACAANAGCCTGCTGGCTCCCTTGAACCTGGAGATTGACCCCAA
>BJ713226 ID   BJ713226   standard; mRNA; EST; 738 BP.
ATGGCCGGCCGACAAAGCCTCCACCCAATGGCTACTCTCTGTACTGCGCTGAGCTGATGG
TGAACATGAAGGACGTCCCCAGCACAGAGCGCATGGTGCTGTGCAGCAAACAGTGGAAGA
TGATGACGCAGAAGGAGAAGGACATGTTCCAGAAGCGCTGCGAGCAGAAAAAGAAGCAGT
ACGACATCGACCTGCAGCGGTTCCTTGAGAGTCTTCCAGATGAAGAACGAGACAGAGTGC
TGGGAGAGGAGAAGATGGGTGGTTCCAAAGGGACCGTAGCCTCAAGCCCACATCGAGCAA
AATCTCCATCAGTGAAGGAGCGTACCCGTGAAGTGGAGCCAGAGTCGTGGGTACCCCCCG
GACCACCCAAAGATCGGCGGGATGGTAAGAAGACGGTGAAGCTTCCAGAGACGCCGAAAA
CGGCTGAGGAGATGTGGCAGCACAGTGTAATTGGAGACTACCTGGCTAAATACAGAAGCG
ATCGCAGGAAGGCCCAGGTGGCGATGGAGGCAGCCTGGAAATCAATGGAGAAGAAGGAGA
AGATTCCATGGATCAAGAAAGCAGCAGAGGACCAGAAGCGTTACGAGGTTCAGTACCGAC
CCGTGAGGGAGCTGTTGGAGATGAGATCTCCTGCAGCTGGACAGAGGAAGCCCAAGTTTG
ATGGAGAACCCAAAAAACCTCCAGTGAGCGGGTATCAGATGTTCTCCCAGGAACTGCTGA
CCAATGGGGAACTAAACC
>BJ713244 ID   BJ713244   standard; mRNA; EST; 214 BP.
TTTAGCTTTAGCATCGCAGCACCATAGCCGTGGCCATCCAAAAATGACAGGTTAAAGCCG
ATACAAGTCTTTGAACTTATTTTTGCGTCTTTAAATCTAAGGTCTGCGGTCGGTAATGAC
GTCAGCGTTCATCTTGGCCTTAAATGTCCTCACAAAACCTCTCAGCGAAGCCAATGCTCA
GGCCTCCCAGCAGGGGGCACTCCAGGCTGCTTTG
>BJ713249 ID   BJ713249   standard; mRNA; EST; 714 BP.
TGAGATCAAAACAATCAACAATTTGGGCTACGTGAGCCCAGGAGGAGATTCCACCGGCAC
ATATGAGCCCATTCCATACGCCACAACACAGCTCATTCAGGCCAGCATTAAGAACAAGGG
GGCGTCTTTATCGGAACCTCTTGATATACCATGCTGGAAACAACCCCCCAACCTGCCTCC
AATCACCAAGGAGATGGCTGCACAGATGCAGCACAGCATGGCGGAGCAGAACAGTAAAGA
TCTGCAGGGAAGCGAAGGCGGCGTGATCCACCCAAAGCTGATGCTGAACCACACACACAA
TCACAGCACAGGAAGCTCCAGTCACAGCTCAGACAGAAGCAGCAGCAACACCTCAGGGAG
CCAAATTCAAAGGAAAGGAGTCAGGGCTCCAAAGGCCTCGAAACATAACGGGGTTAGCTG
GGGGGAACAGCTGTCCTCTGTTCAGGCTGATGCCTGGGACTGCGATGAATACAGTCTTCC
CATGGAGAGGAGCTTTGATCCAGAGGAGAAAACACAAGACGCTCCATCTCCACTAGTGAG
AGCCTTAACGCCTACTGAAGGGACCTGCTGCCAACCACCTGCTTCATCCTCACAGGGAGG
CCTGAGCAATGGCCTGCACGGTAGAGACGAATGCTTCACACACACCTACAGCTCCATACC
GCTCTGCGTGGACACTGATGGACAAGAAGAGAATGAAGAAGAAGAGGTCGGGGA
>BJ713317 ID   BJ713317   standard; mRNA; EST; 741 BP.
TGGGTGTCCTGCGTTGATGGTGAAGATGGCAGGGGACTCCTCCTATACCATAGTGGAATA
CTTCGGTGGGGATGACGGATACCGCTGCGGTTACTGCAAAAATGACAAAGGAAACTTCTC
TCATGGGATGTGGTCTCACACTATGACTGTTCAAGACTACCAAGACCTGATCGATCGAGG
ATGGAGGAGGAGTGGGAAGTACGTTTACAAGCCCACACTGAAGAAGACCTGCTGTCCCCA
GTACGCCATCAGATGTCATGCGCTGAAATTCCAGCCTTCCAAATCCCACAAGAAAGTTCT
CAAAAAGATGAACAAGTTCCTTTCTAAAGGGGAGCTGCCAGAAGGACAGGAGCCTGGTGA
CCTGATGGACTCGGCGTGTGAAGATGCTGGTCCTCGGGGGTCCACGAAGGTCTGTCCTTC
AGAGCTGAAGTGTGCCGCAGTGACGGACGTCGGGCAGGACAAAGCCCAGTCTCTCTCCGT
CGCAGAAGTGTCTCCTCCTACAAGCCCTTTAGCATGCCAGAAGGATCCCGCTTGTGTCCC
GAGTGACAGAAAAGCTCCTAAAGCAGGCAGCGGTGCTGACCCGAGCCAACCTCCATGTCG
GAAGGCTAAAGACCTGAGAAAGGAGCGCCGTCTTCAAAAAGAGCAAACCAGACAACATGG
CGTTTCCCTCACAAAGCCGGCCCCCTCCCTCGCCATCCAACCCAAATCGCTCGAGGACTT



GGTCAGTGAGTTGTTGCCNGA
>BJ713400 ID   BJ713400   standard; mRNA; EST; 686 BP.
GTTTTCTGCACCCACTGATGAATAAGACCTCGGTGAAAAAGGTCGACTGGCCGCATTCCT
CAACAGCATCACTGCACCTATGCCTAGGCTAATGTTGAGATCCCCTTCAGAGATTTTGCC
CTGGCATTGATGGCGATCTGACGGAGGACTTTAGCAGCAGCAGATCTCAGAATGGAGGAG
GGCGAGTACTTCCTGAAGGTGCTGATCCCCAGCTATGCGGCAGGCTCTATAATTGGCAAG
GGGGGCCAGACCATCGTACAGCTGCAGAAAGAAACTGGTGCCACCATTAAGCTGTCCAAA
TCCAAAGACTTCTACCCAGGTACAACAGAAAGAGTCTGTCTGATACAGGGGACGGTTGAA
GCCCTCAACAGTGTGCACAACTTCATTGCGGAGAAGGTTCGTGAGATGCCCCAGAGTGCC
CAAAAGCCAGAACCTGTCAGCATACTTCAACCACAGACCACAGTTAATCCTGACCGCGTC
AAACAGGCCAAACTGATCGTGCCTAACAGCACAGCTGGACTCATCATTGGCAAGGGTGGA
GCCACAGTCAAAGCAGTGATGGAGCAGTCAGGGGCGTGGGTGCAGCTCTCCCAGAAGCCA
GAGGGCATCAACTTGCAGGAGCGGGTGGTCACCATCAGCGGGGAACCTGAGCAGAACCGT
AAAGCTGTGGAAATCATCGTGCAGAA
>BJ713413 ID   BJ713413   standard; mRNA; EST; 595 BP.
TGTCAACGATAAAGAGCAGCTTCTTGGCTGCTCCCCTGGTTTTGCTCCACAAGGATGAGA
ATGATANTATGATGCCCATTGCCATCCAGCTGAAGCAGGAAGGAGAAAACAATCCCATCT
TTCTCCCCACTGACTCCGAATATGACTGGCTGCTGGCAAAGACGTTTGTGAGAAGTGCAG
AATTCAACCTGCATGAGATCGACTATCACCTGCTTCGCACTCACCTCCTGGCTGAGGTTT
TCATTGTTTCCCTGAACAGGAACCTCCCCAGTGTTCACCCTATTTACAAGCTTCTTGTCC
GCCACACACTANACACTCTGCAGATCAACAATGGGGCTCGAACTCTTCTTGTATCAGATA
ATGGAATTCTGACGGAGAATTCAGCAGCAGGTAAAGACGGTATCAACACCATCGTTCAGA
GAGCTCTCCGAACGATGACCTACGCTTCTCTCTGCTTCCCTGATGACATCNNGGAGAGAG
ATCTGGAGGATGTGCCAAACTTCTACTACAGAGATGATGGACGCAAACTGTGGGACTGCA
TGCACCAGTTTGTGAATGACATTCTTGGGCTCTATTATAAAAATGATGACTTGGT
>BJ713415 ID   BJ713415   standard; mRNA; EST; 724 BP.
ACAGAGGAATGACAGTCATTGTGGCGAGGGCTGCTGGCCTGACTCACGCTGCCACCTGGT
CCTCATAATCTGCTCTGGACTCCTGGATTACAGGGCTGTAGATCGCTGCTTCACAACAGC
TATTCGCAGCGAACGTTTGGCTGTTTGCTCTCGATGGAGGAGTCTGAACCCCTGCTGGCC
GCTGCGGCACAGCCCAGGCGGGTGATCGGACACGCCGCATGGAGCGGCCCCTTTCCTGAG
TCGACGGTGGTGGAAGATTTCAGGCGTAGGCTCAAGTATTACTTCATGAACCCCTGTCAG
AAGTACAGAGCCAGAGGGCGAAAGCCCTGGAAACTGATGCTGCAAATATTGAAAATTGCA
ATCATCACAGTCCAGCTGGTGTCTTTCGGTCTGAGTAATGAAATGATGGTCACATTCAAA
GAGGAAAACCTCATGACCTTCAGACATCTGTTCCTCAAAGGATACAAAGACAACTGGCAG
GGAAGCCACGCTATTTACTCCCAAGCTGATCTGTACGACCACATCTACTATCTGATCTCC
AGGTACAGTCATCTCCAGAACCTGACAGTGGGGAATCTGGCGTACGAGAGGGTCGGCGGC
ACGTTCACGCCTCTGACCGTCTGCAAAGTCCTGTACAGGAAGAGCAACGTGGATCCTGGG
AACGATACGTTCGACATCGACCCACACGTCGAGAAAGATTGTGTTTCCATATATTCTGCA
TCGT
>BJ713424 ID   BJ713424   standard; mRNA; EST; 500 BP.
AAAACCACCCATCAATAAATAAAACATTGATAAATCTTAAATTATACAAATGAGCTTCCA
AACATTTGGAACGTTATCAATAAAAATTCAGCTCACCTGTTCCATTGAGTTTAGTCTGTC
TGCTCTGCTGCTGCGTGGCGTTCACGCACTGCTCTGTATGCTTACTTCCACTATAATCCC
ATACATCTACGAGTTTTTTTCTCGTAAATCTACTACTTAAATCTCGTAATTTCCGTAGTA
TCACAGAAACAGGACAGAGGCTCTGAAAAACTGCAGGACGATCCTAGTGGGAAAAAGGAG
AGTTCAAACTGGACTTCCATGTTTCTGTGGATCATCATCTGCCTCTGCTGTTTCTCACTT
TTGAATTTGAGTAATTATTATTTTTATGAGGTGGTTCAACGCCTAGCTGGGACCTTTCTG
TGTGGAATCTGCGTGTTCTCCTCATGCATGCGTGGGTTTTCTCCAGGCACTCCGGTTTCC
TCCCACAGTCAAAAAAAAAA
>BJ713437 ID   BJ713437   standard; mRNA; EST; 732 BP.
TGTTGGCCACACGGCTCTTCCGGTCTGCCGCTGCGGCGTGCTTGGCTGCTCCTTCGGAGA
ACTACCTGACTCAGGCCAGACAGAGCCTCCATGGACGGGCTGGAGAAGAAACTGGAAGGT
CTGACCATCGCTCAGCGCTGTCATCCAGAGCAGTCCACCTACCTGCTGCACCTGGCCCTG
CACCCCTGCGGGCCTCTGGCCGTGTCCTGCTCCAGCTTCTCCATCCGCCTGCATGACCGG
AACACTCTGGACCTCCTGGGGGAGTGTCAGGACCACAGCGGGGCAATGTGCGGCCTCACG
TTTGCCCACACCTCGCCTGTGCTCCTGTACTCTGGCTCAGCTGATGGCACGGTCCGGGCG
TGGGACACCCGCCGCCCCGGCTCGAAGGCGGTGCAGATTTTCAAAAGTGAGGCAGCTCAC
TGTTACAGCAGTGTGGGCCTGAGCTGCAGCGACACGCTCCTGTGTGCCGGCACGGAGCAG
ATCAGCGACGGCGACAGCTTCCTGGTCTTCTGGGATTCCAGGAAAGCCGGTGCCCTTCTG
GGGGTGTATTCAGAGTCGCACAGTGATGACATCACCCAAGTGTGCTTCCATCCACAGGAT
AAAGACCGACTAGCCTCTGGTTCCACAGATGGACTTGTTAATGTTTTTGACCTGAGCCAG
GGGACGGAGGACGAGGCGCTTCTGGCCACCTGTAACAGCGGCTCCTCGGCGGCNGCNGTG
TGCTGGTCCGGA
>BJ713442 ID   BJ713442   standard; mRNA; EST; 773 BP.



GGTCCGTTTGGACCGCCAACACAACGCCTGCGTGGCTTTCCTCCACAGTCCCCAAAACGT
GCGGGGATCAGGACAGGGACGCGCGCGCGGGGGTGACGGTTCTGCACCGACAACCCACAG
ATCAGATGCGGCCGAAGGCCTCGGCAGACGGCCCGGTTTGTGGACGTTTGGGGTTCCTAA
TAATAAAACAAGCAAACCGGAGGGAAGCACCTACCGAGCAGCAGCAGCCGGTGGTTGACA
TGTCCAGCATCCAGCAGCTCCATCCATCAGGCATCCAACGGATGGATTCTTTTCTGCAGG
AGGTTTTTAGTCTCTTATTTGACAGTCTTGCTTCAGTCCTCTCAGACCTGCTGAGGTCAG
ATGTGACCCACGTGACCCGGTTTCCACTGAGGAATAGCTGTCACCCAGATGACAATGATG
CTGAGGAATCCAGTGGAGGCAAAGCTCGGAAGTGCTGCAGCGGGATCGAGATGGTTGGAT
ATATTTGATTGTTCTGTGTGCTGTTCTCAGACAGACCAACACCTCCATCCTTCTGAGGAG
GAGGAGGAGGTGCAGAACAGAACAGACCAGTTCAGCGCAGGATGGACATGAGTATCGTAA
GCAGGCTACCCCCCACTGGTCGGAGTCTGTAACTGCAGCTCGGTTATTTAAAAAAAAATC
CAAACAACAGTTTGAGAGCAGTAGTGTGAAATCCACTTGCAGAATTTGCCCTTTCTTTTA
GCCTTTCTTCCTGTTATTTGAGGCATGAGCCTTTGGCCTGAGGGTNGCCGGTT
>BJ713458 ID   BJ713458   standard; mRNA; EST; 677 BP.
AGGTCGGTTTCCAGTCTTCATCACACAAACTCTGGTGTTTGCTGCTGAAAAGACTCAGCC
GAACGATAAAGGGGCTCGGGGGTCCCAAATTCTTCACATCTGCCGGGTTTAAACGCATCA
TTCAGGCTGGAGTTGACAACCACAGAGGCGCTAATCACGCGCGTGGACAGCACCGCCGTT
CTCGTGAGCCTCGGTACCGAGATGGAGCATTTCGACGAGCGAGACAAAGGTCAGAGGCAC
GGCCGCTCCACGGCCAAGATCAACGGGGTACCGAGCCCCACGCACAGCGCCCACTGCAGC
CTGTACCGGACCCGAACCCTGAAGACTCTGAGCGCGGAGAAGAGAGCCAAGAAGGTTCGC
TTCTACCGCAACGGCGACCGGTACTTTAACGGGATCGTGTACGCCATCTCGGCGGACAGG
TTCCGGACCTTCGATGCCCTGCTGGCGGACCTGACGCGCTCCCTGTCTGACAACGTCAAC
CTGCCCCAGGGGGTTCGAACCATCTATGCACTGGATGGATCCAAGAAGATCANCAGCGTT
GACCAGCTGGTGGAAGGTGGCAGCTATGTGTGCAGCTCCACCGAGGCCTACTAGAAGCTC
GACTACACCAAGAACGTCAACCCCAACTGGTCAGTCAATGTCAAGGCCTCGTCGACCTCG
GTCCGCGGCCCTGCCTC
>BJ713513 ID   BJ713513   standard; mRNA; EST; 685 BP.
ATAAAAAAGCCTGCTGAGAAGAGATGCCATACTCACCACCGGGCTTTTTCTGCGACCGGC
TGATCCGGGAACGGGAACGGAGGGACGGTGAAGGCTCCGTCACCAAGCCCCTCCACTTCA
ACGGACAGGACTTCAGCACCTTGCGGCAGGAGTGCCTGCAGAGGAAGGGCCTGTTCGAGG
ACGACTCCTTCCCTGCCACCGTCGAGTCTCTGGGCTTCAAGGAGCTTGGCCACAAGTCCA
ACAAGGTCAAGAACATCGTCTGGAAGAGGCCCAAGGAAATCTGTGACAACCCCCAGTTCA
TAGTTGGGGGGGCCAGCCGGACTGACATCTGCCAGGGAGATCTGGGTGACTGCTGGCTGT
TGGCCGCCATCGCTTGCCTCACGCTGAACGAGAAGCTGCTTTTCCGAGTGGTTCCTCAGG
AGCAGAGCTTTTCCGAGAGCTACGCCGGCATCTTCCACTTCCAGTTCTGGAGGTATGGCG
ACTGGGTGGACGTCGTCGTTGACGACCGCATCCCAACCTTAAACAACCAGCTGGTTTTCA
CCAAGTCAGCGGAGAGAAATGAATTCTGGAGTGCCCTGCTGGAGAAGGCCTATGCCAAGC
TTCACGGCTCCTATGAGGCCCTGAAGGGGGGAAACACCACAGAGGCCATGGAGGATTTCA
CCGGGGGGGTCACTGAGTTTTATGA
>BJ713544 ID   BJ713544   standard; mRNA; EST; 602 BP.
CCCTTTGCAGCTTTTAGTCGTAGTGTAGTGCTGCAGCTGCATGTAGTGCTTATCCAGCCC
ACATGCATACCGTCTTTGCAAACTAATTACGCTAAATTGATTAATAATTTTTCCTAAAAC
GTCTCGAATTTTAAACATTTCATACTTTTCAGATTAATATGAGTCAGGCTGCAATCTTGA
GGAAAAAGACAAGAAAGGATTTTATACCATATTTCTTGGGAGAACGAGACAGAATGCATT
TCACCCCAAGCCTCCGAGTTTCCTGATGGCTTCTTCGCCGTGCAGGAGAGGAAGGATGGG
GGGCTGGTCATTTACTTCATGATCATTTTCTACATGCTGTTGGCTGTTGCTATAGTTTGT
GATGATTACTTTCTGCCGTCCCTGGAAGTGATCAGTGAACGTCTGGGCCTTTCTCAGGAT
GTAGCAGGAGCAACATTTATGGCAGCTGGGAGTTCTGCTCCTGAACTTGTTACTGCTTTT
CTAGGTGTGTTTGTAACAAAAGGGGACATCGGGGTCAGCACAATTGTGGGATCGGCTGTC
TACAACCTGCTAGGAATCTGTGCTGCCTGTGGAATTTTGGCCTCAGTGGCGAGGCGTCTC
AC
>BJ713545 ID   BJ713545   standard; mRNA; EST; 723 BP.
GTTTGGTGGTTAAATTACTATTCAGGCAAAATATGGCTTTCTAAAGGAAGAAACCTCATG
TAGACCAACGGTCACTCTTCTTCCGCTGCGTGTTTGTGAATGTGTGTTTGTGTGCAGGAA
CTGAAGAAGACTTTAGACTTTAAGGGAGGAAACTGCAAAATTAGCTTTTATTTTGAAAGG
CACAGAGACTTGCTGGGATTGCTGCGCTTCCTGCTGTCTTGTTAACTGTGCTGACCGTTT
TTGATGTTTGGCTGACTGACACCTTGAAATGAAAGCTGTGGGCGGAGTTGAAGTGAGTGC
ATGCTTCGGGGGCCGACTAATGGACGTCTGCTGGAGGACTGAGAGCAGCAAGGTAGGAAC
TGTAAGGGGATTGAGCTTACTATGATCACTGCCGGCTGCCTCTGGGAAATGTTAGGCAGT
TGCAAAATGGCCGAGGACGGATTTTCTTTCTTGTACCTGCTGTTCTGTGGAGCTCCACCC
TTTAAAAGCACTTCATGAATGTCTCCTCTGAACCACACTGCAGCACCGGCCTCCTGGTCA
GACCGTCCCGGTGGTCCAGTGGGATTTGTTCTCTCCATCTACCACTTAAATGTCAGCTGC
TAATTGGTTTGACATTTCCACAGAGCTTCATTAGAAAAGAGCAGGAGGAGGATGTAGCTC
TTCCTCATCTATTCTAGTTTATGGATGCAGGGGGCTCCTCTACATTGCTAGACTACTGTG



TAA
>BJ713607 ID   BJ713607   standard; mRNA; EST; 730 BP.
TTGGCCTGGACTCAGAAACACTTTGTCGGAGGGCTGTTAAGATCCTGAAGAAGAAGAAAC
TTAGGAGGATTCCCAACGGTGAAGCCAATGTGAAGAAGGAGATTCAGCTGCTAAGAAGAC
TCCAACACAAGAATGTGATTCAGTTGGTGGACGTACTTTACAACGAGGAGAAGCAGAAAA
TGTATATGGTGATGGAGTATTGTGTTTGTGGGATGCAAGAAATGCTGGATAGTGTTCCAG
AGAAAAGATTTCCAGTGTTCCAAGCTCACGGGTACTTTTGCCAACTTATAGATGGCCTTG
AATATTTGCACAGCCAGGGAATCGTTCACAAAGACATTAAACCTGGAAATCTGCTGCTAA
CCACGGATGGGGCACTTAAAATCTCCGACCTTGGAGTAGCAGAGGCCCTTCACCCATTTG
CTGAAGATGACACGTGTCGCACGAGTCAGGGCTCTCCCGCCTTCCAGCCTCCGGAAATCG
CCAATGGACTGGATACTTTTTCAGGGTTTAAAGTGGACATTTGGTCTGCTGGAGTAACAC
TATATAACATTACAACAAGTCTTTATCCGTTTGAGGGAGACAATATCTATAAGCTATTTG
AGAACATTGGAAAAGGAGACTACACTATTCCGGAGGACTGTGGACCTCTTCTGTCAGATC
TGCTGCGAGGAATGCTTGAGTATGACCCTGCACAGAGGTTTTCTATACAGAACATTAGGC
AACACAACTG
>BJ713619 ID   BJ713619   standard; mRNA; EST; 511 BP.
ATGGGACTCAGTTGCTGCTACGGTGGACCGTCGGATGAACCTGTGGTCTCAGGTCAAACT
TACAGAAAGGATTTTTCTGTCAGTAATAGAAACAGTGTTATGCAGATGATGTTTTGTGAG
ATGACTAGAAAATGTGACAGCATGTGTTACAGGTATAATAATGTTCAGCTGTTGGGACAC
GGGTGGAAAAACACCCTTCTCTCTCCAAATTCTTACTCCATTAAATGAAATAAACCACTC
GGGGAAGCTCGGTGTCATTCCGTCCCTTCACTGCTGTTTCATGACACCATGCGCTTTCTT
TTCATGATGTTGTGTTGTTAATCTCCTGTTCTACTCCACACCAAATGTATGGGCTGATGG
ACACACACAGACTTTCTCTCCATTGTCTGGATGCCAAGCTGATGCGGTCAAGGCTGGTCC
CTCCACCCTCCCCCCCCCGCGTCTTCCATGTATTAACATATACTCTTGGAAGAGGCCGAC
ATAATCACACAGCCAATAAGGACCCGGTGAT
>BJ713667 ID   BJ713667   standard; mRNA; EST; 729 BP.
CAGCATCCTAACATTTGAGGACCGTGCCTCGCTCATACACAACATTTTTGCTCTCTCCAG
ACGGGGACGTGTGTCCTTTCGCCGAGTCCTCAGCCTGTTGAACTACACATACAAAGAAAC
AGAGACAGCTCCTGTGACAGAGGCTCTGCTCCAGCTCAATAACATCTACAGGCTGCTGGA
AAAAAGACAGGAGTTTGATCTTATGTCTTGCATGAAGACGTACATTTTGGATCACTTTGG
TGCTTTGATGGACAACCAAACTTGGGGTGAAGAGGAGAATTTGTCCAAACAGGAGCTGCG
CTCTGCCCTCTTAAGTATGGCGTGCGGTCTGGAAAAAGAAAACTGCACTCAGTCAGCCAA
TGACATGTTCAAACAATATGTGTCAAACCAGACGCGGCGGATTCCGGGAGATCTGCAGCA
AGTTGTCTTCTCGGTGGCTGCACAGTCACGTGCAGACTGGTTGATTTTGTACGACATTTA
CAAACAGTCCACCGTTGATGCAGAGAAGCGGAACATGCTACTCGGTCTGGCATCCACTCA
GGACACACAGCTTTTAGCAAAGATACTTAATGAAGGTCTGAAAGGGGACGTCATCCAAAC
CCAGGAGCTGCCTTTGATCATCAACACTGTTTCTAGAGGCTTTGCAGGTTATCTGTTTGC
ATGGGATTTTGTCCAAGTCAACTGGGACCGCCTCATAGAAAAATTCCTCGTGGGCTCCTT
TGCCATTCA
>BJ713681 ID   BJ713681   standard; mRNA; EST; 126 BP.
GTTGGCCTATTTAAAAAAAATGTGATGACAGTCGCACGAGCGTACGGACACGCGCGAGAT
TCTGAAGGCTTTATTTGGTCCTTATGCTTTTAACGCTTCTTTGGGTGCCGTAGGGGAGGG
GGGGGG
>BJ713687 ID   BJ713687   standard; mRNA; EST; 641 BP.
AGCTGGTTCAGCAGCAGCACTGGTTGGGTCGTTCTCTCCGAGCCGCAGACAAAAACACCT
AAGAAGCCATCATGTGTGACGACGAGGAAACTACCGCCCTCGTGTGCGACAACGGCTCCG
GCCTGGTGAAGGCTGGCTTCGCCGGAGACGACGCCCCCAGGGCCGTGTTCCCATCCATTG
TCGGCCGCCCCCGTCACCAGGGTGTCATGGTCGGTATGGGTCAGAAGGACTCCTACGTCG
GCGACGAGGCCCAGAGCAAGAGGGGTATCCTGACTCTGAAGTACCCCATTGAGCACGGCA
TCATCACCAACTGGGACGACNTGGAGAAGATCTGGCACCACACCCTCTTCCAGCCATCCT
TTATTGGTATGGAGTCTGCTGGTATTCATGAGACTGCCTACAACAGCATCATGAAATGCG
ATATTGACATCCGTAAGGATCTGTACGCCAACAATGTGCTCTCCGGCGGTACCACCATGT
ACCCTGGTATTGCTGACCGTATGCAGAAGGAGATCACTGCTCTGGCCCCCAGCACCATGA
AGATCAAGATCATTGCTCCTCCTGAGAGGAAGTACTCCGTCTGGATCGGTGGCTCCATCC
TGGCTTCCCTGTCCACCTTCCAGCAGATGTGGATCTCCAAG
>BJ713692 ID   BJ713692   standard; mRNA; EST; 707 BP.
CACCTAAAGTCAGATCCCTGTGAAAAAAACAAAACAACAGAACTCAAAACAACAGAACCA
TCAACTCCAGAGAGAGAGCTGAGACCAAACACCTCAGACCCGGCGACTGAAATCCCAGTT
AACCTCTCCCCCTCCAAACCTGAGGTCACCCCTGCCACCCTCCAGAGTGTGCTGGTCATG
AACGGCCCAGACTGTCTCGACTACCGCACCCCCAGCAAAAAGACCCTCGACAGCCAGGCC
CACAGAGCGCCCAGCCCTGTGCAGCTGACACCCTCCAGCATCTCCCCGAATGTGCCTGTG
ACATCACAAACCAGAATAACCACTGCTGCTCCTCCAGTTTCCATGACAACCCCTCTCATC
TCTAAAGGGGGATTCATGAGACGGGATGGGGTCATTATGGAGAGTGAGAAGCAGAGCAGG
AGTGGTGCATTACTGCACGCAACTTACACAGAATCCCCTCTGGTTCCAGATTTCAGAGCG



CAAGCTTTGTCCAGGAGTCCATCTCCCACTGAAGCACAAGACCTTACTATGTCCTCTATG
CTAGCTCGAGAGAGGGATCTAGAGAGGCAAAGGGAGGCGGAGAAGGAGCTGGAGAGACAG
AGGGAACGAGAGAAAGTCATTGAGAAAGAACGAGAGAAAGAGGTAGAGAGGTCTCAACAA
ATTGCTAGAGTTGCTCACACCCCACAGAACCAAAGTGCGCTCTTGGT
>BJ713835 ID   BJ713835   standard; mRNA; EST; 737 BP.
TCGAGTGCAACGCTCCACCGTTAGCCTGGTAGAGATGGCCGCAGACAAACCAAACGAAGC
TAAAGTCTCCGTCGGGGAAGAAAATAAGGAAAATCTCCCGGATAGCGGACTTGGTCTTGA
GATCTTGCAAATCATCAAGGAGTCCCAGCAGCAGCATGGCCTCAGACACGGAGACTACCA
GAGATACAGGGGCTACTGCTCCCGCAGGCTGCGTCGGCTACGCAAGACTCTTGGATTCAG
GATGGGCAACCGGCATAAGTTTGTTGGGAAGAAAATCACAGAGGAAATGCTGACTGACAG
CAGATATCTGTTGCTGGTTTTGATGGAGGCAGAGCGTGCTTGGAGTTACGCCATGCAGCT
GAAACAGGAGGCCAACACAGAACCGCGGAAGCGCTTCCACCTGCTCGCACGCCTCCGGAA
GGCCGCCAAGCACAGCGAGCGGCTGGAGAAGCTCTGCGAGAGTCACCGTGTCGATGCGAA
GACCAAACTGGAGGCGCAGGCCTACACTGCATACCTGACTGGGATGGTGGAGTTTGAGCT
GCAGGAGTGGAAACGCGCCATGGAAGCCTTCAACAAGTGCAAAACCATCTATGAACGCTG
AGAAATATTCACTTCAAGCTGCTGCCATTTTAGACAAGGACGAGACTGCAGAAGTTTCTG
TTCCTCATCAGCAGAAAGACAACACGCCGCTCTGCGAGCATCTGGAAACTTTCCGCATCG
ACTCGACTCTGGTCGGC
>BJ713872 ID   BJ713872   standard; mRNA; EST; 705 BP.
CAAGACGGAGTCAAGCCGAACCCATCAGAGTGACCCCCACCGCACAGAAGCACGGCCAGA
TCTTTCCTGAAGTTGCAGTTCAGGCTGAGACCTTGCTGTGTTCTAAGGCTGCAGCTGGTG
CCGTTTCTCCTCAGAACACACCTGAAGGGGATATCCGTCCAAACCCTGTGGGCCAAATGT
CAGAGAATCCACCGGATGTGGGCGTGTCAACGCTGAGAAGGTCCCCTCAGCCCGTTGTGT
ACGAAGACATTAGTGAGGATGAAAACGAGATTAACGGGGAGAAGTCTCCCTGTCCACCTG
AACTGTCTGATGCAGAGGAGGACGTGGGCCCCTGCATCGTTTTAGATTATGATGATGTGG
AGGATGATGATGACTGGGAGGTCTTACCCCTGAGCATCTTCAACCTCACATTTCAACCTA
GGGACAAACGACTTCTCCTGAATGATGAAGAAAAAGAGACTGCATTGGGCTCAAGGCGTG
CAAACTTCATCCCTGCCTCTGCATTTACTCAGATGAAGGTTTTTGACACTCCTGAACAAC
AACAAGAAGCTATGAAGTTAGGGAAACTGTCTTTTGTTATTCCTTCAATTGATGAATACA
GTTTTGCAGAAGTAGCGAGGAGGAGAGAGACTTCAGAGAGTCCCTCTGACGCTGAAGACT
GCTGTGACACAGAGGACAGCAGCGATTACTCACCTGGTCCTGGCT
>BJ713948 ID   BJ713948   standard; mRNA; EST; 652 BP.
ATCACAGAGCTCAGGCTGAGGAGGAGATGTCCAAGAAGAAGGAGGAGATGCTGGCACTCT
TCCTGAAGGACAAGCTGCAGAAGGAGCAGAGGAACACAGCGGTGAACCTGCTGAAGGTGA
CCGATCGCTGGAGGTCCATCCAGCGTCAGGCTCGGGTCACTGAGCTGCGAGGGAACATAG
TGGTGTCCCGGCAGATGTTTGAGAGGGAGGTGGATGAGCTGAACTTTGTCATTGAGAAAC
TGATGGGGGACCTGCAGGGGGCGGAGCGTCAGACTGCACATGTGCAGGCCAGCCACCTGC
AGCAGCTGGACCACCTTCTGGCTCAGGACCTCAAGCGAATGGGGTGTCTGCACCAGGATT
GGGGAGGAGGCCTGCAAGACCTGTGTTCCTCGTACAGCTCTGAGAAGCAACAAATGTTTG
CGCAGTTTGAGGAGCAGCGGGACAAACTCCAGAGCAAAGTGTTCTCTGCAGATCAGCACC
ACAAAGACGCCATGCAGGAGATAAAGAAGACATCCACAGACAGAGAGAGCTGGTTCTCCA
GCCATTCTGACCCAAAGAACGTTCAAATGGGGTTAAGAGACAATCTGCACGAGAGCATCT
CCAACATCCTGGGATCTTGGAAGCACAACATCAACAATGTGAAGAAGAAGGA
>BJ714082 ID   BJ714082   standard; mRNA; EST; 181 BP.
TGATGTCCTANTGCGAANCCCACGCCAAATAGGACCCNCTGCTGTCGNCGGTGCCGGCCT
CGGAGAACCCGTTCANGGAGAAGAAGTTCTTCTGCTCCATCCTGTGAAGCCGGCGNCGCC
CGNCGTCNGTCTGGGACGAACGCNAAAGTCNAAACCTTCCGGTGGGGGGGGGTGAAATGA
A
>BJ714160 ID   BJ714160   standard; mRNA; EST; 597 BP.
GAAACGACGCCACCGCAGACTGCAGGCTGCCCTGCTCCTTCCTGGCTTGCGGTGCAAACA
TTTTTTTGGGGGTGCGGTTCTCTGGTTTGACTTTCTGAGTGAACTTCTCATTTTCCCTCA
AGTCTGGAGGTGGGCGGCAGCAGCCGTGCTCACTCCTGGCTTTACGTCTCACTAAACACG
ATTCATTTGATGAATAGTTTGAATTCTGCAGGCAGCACAGAACGGCAGCCGCCGCTCCCA
CAGACACCTTAACGCTACAGTTGGCAGTTGGCACACCTCTGGTCTGAGTGCACTTCAGGT
CCACCCAGGAATGTGCAGCACCGTTGATCGCAGTGCAAGATAAACGAGCACAATCTGGAT
TGTTTTCCTTTTGCTCCTCTGCCGGTGGTTTTAATTTGTGATTTAAAAACTCTCTGCAGC
GTCTGCTCGCAGGTGCGTCTCCTAAACGTCTGCCTCACCTCTGTGTGGAGGGCCTGTCAG
GTTAGAGGTGCGTGTGCAGCATCGTGGCCAGCAGGGGGCACTACAGCCAAGGGCACCCCC
CCCCCCAATCTACAAAATCTAAATTTGCAAAAGATGTCAAATTANCCATTTAAAATC
>BJ714238 ID   BJ714238   standard; mRNA; EST; 147 BP.
CATTGCTGTGAGCTGTGGTGTAGTTTGCAGACACAGCTCGAATCTGGCATGGCTGTGGTG
TGGCTGGCAGCTACAGCTCCGATTTCACCCCTAGCCTGGGAACTTCATATTGCTGTGTGT
GTGGCCCTAAAAAGACCAAAAAAAAAA
>BJ714242 ID   BJ714242   standard; mRNA; EST; 641 BP.



ATAGCGGTGCGTTGGCGTTCTGAACGCATGCGCAGGTTTCCTTTGGCTCAGAGCTGCTAG
CTCATATCAGGTTCATCTTTTCTGGATCGAAAACAAAATTCCTTCGAATCGAGTGAGGTT
CGGGGCCAGCCCCCACATCCGAACCGGGTCTGCTTCCGTCTGAGGGATGGACAGGGACGA
GGAGGACTTCGTGTCCGGGAGCCGCTCAGATGACGGCGGCGGCACTCCTGTCCTGGACGA
ACACCCGCTGTCAGACGGCGAGGAGATGAGGAGCCCCAGCCGCCAGGCGGAGGATGAAGG
CAGTAACGATGAAGCCCCTCCCCCTGCTGTAAAGAGGGGCGGGGCCAGTGGCTCTGAAAA
TGAGCCAGACAGCGACTCTGAGGGCGAGGCCCCTGGGAGCCCCAACAACGAGAACAAAAG
CGACTCTGACGGCGAGGCCCCGCCCCCTGCTGGCAGCGGCGACTACTCTCCGGTGAAACG
GCGATCGAGCGGCTCGGAGGACGAGGAGTCGCTGCAGAAACGGCGCCTAAGCGGCTCAGA
TAACGAGGGTCACTCATCCCCCACCAAACCCAGGGGGAGCAGCTCGGACCTGGAGGAAGG
GGGCGGGCACACCCAAGCCTGCCCCCAACGCCGACTCCGAG
>BJ714281 ID   BJ714281   standard; mRNA; EST; 751 BP.
AGGAAATCTGAGGGCTGCCGTGGTTTTGCTTTTTCTTCGGCGGATGATTTCAGCTCCCTT
TCTGTGTGGAGGAGCAGGAGAGAACGTCATTAGAGCTGCTGCTTTGCTGCTGGGCGGACA
GACAATAACGGAAGCGAAGACGGGGAGGGAGCTTGTGTCACGCTAAATGACCGGGGAGAT
GCGGGGGCTTTGAAGCAGCATGTTCAATGGAGCCAGGCACTTCTCTGAGGCAGAAGCAGG
ATTTGTTCCCAGTGTTCAAGACTTTGACAAGAAGTTATCTGAAGCTGACGCCTACCTTCA
GATCCTGATTGACCAGTTAAAGCTGTTTGATGAGAAGATCAAGGACTCCACAGACGAGGA
ATCGCTGGCAAAAATAGAAAATTTGAAAGAGACGACTTGTAGTATGGTAGAGTCCATTAA
ACACTGCATTGTACTGCTGCAAATAGCCAAGGACCGAAGTAACGAACAGCAACACGCAAA
CGGACTTATAAGCACCATCAACCCAGTGGATGGGATCTACCAGCCCCCCCTGGAGATTCC
TGTAGTTAACACCGCCATGCCAACGCAGGCCGCCCTCCCCACAGACGATTCTCAGGTGTG
TAAATCCGACCAACGGCCCTCCACGCTACCCGTCGGTCCCATCGTCACGGTGATGGGCAG
TTTACAGACCTCCACCCCCAACAGCACAGGGAGCGGGCCGTCCGGCACCAGCAGCGGCGT
TGCCTCCCCGGCTCACATCCCTCTGCCCTCC
>BJ714317 ID   BJ714317   standard; mRNA; EST; 647 BP.
AGACGCTTTGTGAGGAGCCGAGGAGCAGCGGCTGGTCTGGAGTCATGGGCTCCGCGGAGA
GCAAAGCCCCCGCCGCCCCCGGCACGGCGGCCCCCCATCGCCGCAAGAGGAAGCGCAGAA
AGCGTGAGGAGGCCCTGAAGCAGAAGACGGAGCTGTCTGCGCAGCTGAGCGGGCTGCGGG
AGGAGCTCGCTGCGTCTGCGCAGAGCTGCCAGCGTCTGCAGAGAGAGAAGGAGGAGGCGC
GCCTCAGTTTCGAGGAGTCCCTGAGGAGGCAGCAGGAGCAGCATCGGGAGGAGCTGCAGC
AGCTGGAGGACAGGCTGAAGACCTTCTACCAGGCGGAGTGGGACAGAGCTCTGCAGGAGT
ACCAGCAGGAGGCCGACCGCTTCCAGGCCAGCATGGAGCAGCAGCTGGAGGAGCTGAGGA
GTCGACATGAGGAGGAGCTGAGGAGCCAGGAGGCGTGTCACAGCCAGAGGGTGGAGTCTG
TGCGGCAGCAGCAAGCGGCGTCCGTGGAAGAAATGAGGAGCGTCCACCAGGGGGAGCTGC
AGGAGCTGCGGAGCGCGCTGAAGGAGACGCAGACGTCCCTGGAGGACAGGATCTCGGCGC
TGACGGCGGAGACGGAGGACCTGAGCCAAAAGCTGCGAGCAGAAGAA
>BJ714323 ID   BJ714323   standard; mRNA; EST; 726 BP.
AGTTTCAGTGACCGCACAGTACAGCGTTTCTACAAGTTCAACACCAGCATAGTGGGGGAC
CTTACTAACTTAGTCCACGGCAGCCATTGTTCCAAGTACCGCCTGACCAGAATCCCGGGG
ACCAACGCCTTTGCTGGCATTGTCAACGAAACATGCGACTCACTGGCGTTCTGCGCCTGC
AGCACGGTCGACAGGCTCTGTCTCAACTGCCACAGAATGGAGCAGAATGAGTGTGAGTGT
CCGTGTGAGTGCCCCCTGGAGGTCGATGAGTGTACAGGCAACCTCACCAACGCAGAGAAT
AGAAACCCCAGCTGTGAGGTCCATCAGGAGCCCGTAAGCTTGAACGTCATTGATGCCGGT
CTGCACGACACCCTGCCACAGTGCATCAACACCCGCTGCAGCCAGAGAGTCACCAGCAGC
GACTGCTATGGCGTTTTGGACTGCGAGTGGTGCATGGTGGACAGTGATGGGAAGACTCGA
CTGGACAAGCCCTACTGTGCCCTGCAAAAGGAATGTTTCGGGGGGATCGTTGGCGCCAAA
AGCCCCTACGCAGACGGCCTAGGAGTCGTTGATGAGGAGGTGGCCTCTTTGAACATGATC
AAGAGCGCCCCTGTAGGTCCCGTGGCCGGGGGGATCATGGGATGCATCATGGTGTTGGTT
CTGGCTGTTTACGCATACAGACATCAAATCCACCGACGCTCACATCAGCACATGTCTCCT
CTGGCC
>BJ714355 ID   BJ714355   standard; mRNA; EST; 698 BP.
ATCCAAGCTAATTCACAACAAAGTATGGATCGTGCATATACACCAATCTACTCCTACCAC
AGTCTGCCGCTGCAGAACGGTACCCGTGAGCGCCCCCTTTACATCAACCCTCTGTCAACA
AGTTATGATCTGGGTACACAGAAGGACCCACAATCACAAGATCCGCCCTGGATAAACCGC
ATCCAGGAGAAATCCCAGCAGGTGGATCGCTTCCTGTCTTCGGCAGAGTCCACTCACTGC
CGCAAGCAACCCCGACCGGTACGCATACAAACAGGAGGGATGCACATAAAACAGGAGGCT
GACGATGAGTACTGCTACGAGGACATGGGCGACTGCCAGGACGACGCTGACCACAATGAG
GGCATAGAGCACGAATCCAAGATCGAAAGCTTCGACTCAGGGGTGAGCTCCTCCATCAGT
ACAGAGACAGACACCATGGAGCAGCAGCCATACCTGACAGGCTACAGCCGAGAGGGCGGA
GGGGAGATGCAGCAGGGTGAAGGAGTTCCGGTGCAGATAGAGGTCAATGACTCGTCCCCA
GAGGAGGTGCAAAAGACAGAGGATGGGGACACATCCCACAGCACTAGTGACAGTAGCATG
ATTCAGTCGCTGCCAAACTCAGTCAAACATAGTCCCATGTCCCAGTACATGCGCCAGGTA
GAATCACACACCACCAGCAACCTGAGGATATCACTGAC



>BJ714382 ID   BJ714382   standard; mRNA; EST; 713 BP.
CTGGGCTGTTTATGCCGAGGAGAGGAGCAGCTGGAGATTTTGGAAGGTGTTGCCAGTCGC
GCGAACCGTGATGTAGAGGGCGTGTCGCTTTTTTTTCTTCGTATTTGCAATATGAAGAAT
GGAAGAAGACGATGTTACCATCAGAGAGCAGAATTTTCATAGCCAAGTTCGAGAGTATAT
CATTTGTTTCCTCCTGTTTGCTGTCCTCTACATCGTGTCTTACTGCATCATAACCAGATA
CAAGAGGAAGAGCGATGAACATGAAGATGAAGATGCAGTTGTCAACAGAATATCATTATA
CCTCTGCACCTTCACCCTGGCAGTGTCTGGAGGAGCCGTGTTCCTGCTGCCTTTCTCAAT
CATCAGCAATGAGATCCTCCTCTCCTTTCCCAGAAACTATTATATTCAGTGGCTCAACGG
GTCTCTTATTCACGGTCTGTGGAACCTGGTGTCATTGTTCTCCAACCTCTGCCTCTTTGT
GCTGATGCCATTCGCCTATTTCTTTTTGGAGTCTGAGGGATTTGCAGGTTCAAAAAAGGG
CATTAGGGCGCGTGTTTTGGAGACTTTTGTGATGCTCTTCCTGTTGGCTTTGCTAATTCT
GGGCATTGTATGGGTAGCTTCAGCATTTATCGACAACGATGCAGCCAGTATGGAGTCGCT
TTACGATCTGTGGGAGTTCTACCTGCCATACCTCTACTCTTGTATATCTCTTA
>BJ714431 ID   BJ714431   standard; mRNA; EST; 113 BP.
GTTGGCCACATAGGCCGTCTTCAGCCGCAGCATCGAGTCGGCCTTGTTGGCCACATAGGC
CGTCTTCAGCCGCAGCATCGAGTCGGCCTTGTTGGCCTACTGGAAAAAAAAAA
>BJ714486 ID   BJ714486   standard; mRNA; EST; 765 BP.
TAGTTTGACTACAGAAACAAAGCAGAGACCATGGTGCTCAGGTGGATGATCCTGGTCTTT
GGTCTGGGACTGACGGCGGCGAAGCTCACAGGTGACACAGAAATCGATGTAGATGAGGGT
GGCAACTGGGACATCTCTGACATCAATGAGGCTGCAGGGCTGGACCTGCTGGAAGGAGAC
ATCCAAGAGCCCAAGACCATCGACAGAAACTCCATCATAGGAGATGAGTATCGCTGGCCA
ACAACTGTTCCGTACTACCTGGAAGACAGTCTGGAAATGAATGCAAAGGGTGTGGTCCTG
AAGGCGTTCGATCAGTACAGGCTGAAGACGTGCATCGACTTCACTCCGTGGAAGGGAGAA
GAGAACTACATATCTGTGTTTAAAGGCAGTGGATGCTACTCCTCTGTGGGAAACAGGCGT
GTGGGAAAGCAACAGCTGTCCATCGGCAGCAACTGTGACAGTTTGGGAACCGTGGAGCAC
GAGTTTCTCCACGCTCTCGGCTTTTGGCATGAGCAGTCCAGGGCTGATCGGGACGACTAT
GTCTACATCATGTGGGATCAAATTGAATCTGGAAAAGAGCACAACTTCAACACATATGAC
GACACCGTTTCCAGCTCCCTTGGGGTTCCTTATGACTATAGCTCTGTTATGCACTACAGT
AAGACGGCCTTCAACACAGGCTCTGAGCCCACAATCGTCACCAATATTCCACATTTCATG
GATATAATTGGTCAGAGGATGGGCTTCAGTGAAAGCGATCTAACC
>BJ714531 ID   BJ714531   standard; mRNA; EST; 698 BP.
GCCTACTGGTTCTGCAGTTCCTCTGTTGGACGCTCTACCCAGCATGCCTCTGTGCTTTAG
CAGCAACATTCTGCCAGAGCATTTGCCCCTTCTCCACAGGCTCAGGGATCCCGGAGGTCA
GAACCATGCTGGCTGGCATTGACATGCCTCTCTACTTGTCTCTTACAAACATGTTTTCCA
AGTTCCTGGGCCTTTTCTGTACGCTGGCAGCTGGAAGCACTGTTTTCCTCGGCAAAGTGG
GACCATTTGTGCATCTTTCCACCATGTTTGCTGCCTACTTAGATAATATGTTCTCTCTTC
TACAAGGAATCAAGAAGGAAAAAACCTCAGACATGTTGGTTGTAGCTGCTGCAGTCGGAG
TTGCCAGCTGCTTTGGAGCACCAGTTAGTGGTGTGTTGTTCAGTGTGGAGGTGATGGGCT
CCCACTACTCTCTGAGGCATTACTTCCCATGTTTCTTCTCGGCGGCCTGTGGAGCACTGA
CCTTCCGCTTCTTCTCTGTCTGGAGTGGAGATATGGAAACTGTTCAGGCGTTGTTCAAAA
CGAATTTCCCCTCTGCTTTGCCTTTCTACCCACTGGAGATTGTGCTTTTTGCTTTCCTGG
GGCTGCTCTGTGGAGCTGTTGGCTGCTGCTATCTCTTTTGCCATCGGTGGATCCTACAAT
TTACCAAAACCAACCCGCTGTTTATTAGGATGCAGACA
>BJ714536 ID   BJ714536   standard; mRNA; EST; 484 BP.
TTGGCCTACACAATGTCTGAACGCCCGCCACCAGGCAAATGCTACCCACTGCCGCTGGGG
AGCCGAAGTTAGTGTGGCGTTCAAAACTTTAGCTATGGAGCAGCTTCTCCCGACCCCAAT
TCAATTTTAGACCACTGCTGACTTGAAGCGAAGGGACCCGACGGCGTCATCAATGGCTTC
CCGTGGCTATGCGCAAGCAGCCTTGGTTCTTCTGGCCGTGCAGCTCTTTTGCCTCGGTAC
CGCCGATGCAGATCAGGAGACGGGGACCGTTATCCCAGCCGAAAGTCGCCCGTGTGTGGA
CTGTCATGCCTTTGAGTTCATGCAGAGAGCGCTTCAGGATCTAAAGAAGACAGCTTTCAA
CCTGGATGCCAGGACAGAGACGTTGGTCCTGCGGGCTGAGAGGCGGGCCCTGTGCGACTG
TATGCCCGTCAGCTCTCTGCGCTGAGCCGCACCCCATCTGAGGACGCCTCCACCAAAAAA
AAAA
>BJ714584 ID   BJ714584   standard; mRNA; EST; 310 BP.
CTTTTGTGAGCTGCTGGATGAAAGCGTCTGTGGACGACCAACACTGGGGGCCGCTCTGAG
GCGGCTGGGGGCCGCTCTAAGGCGGCTCCGCCCCCATTTACAGAGCTTCAGGGAACGTTG
TGGTTCAGACGATGAAGACTTCTGATGAAGACTTTTGCAGAGAGTCTGTACTCCAAAAGG
ACGTTTCTGACTGTTTAAACAGTAGCTTGTTGGGGGGGGGGGTCNCGGGNGACCACGTGC
AGGTTTCNGTTNCCNGTTGGGGTTTTNCCNCGNCNGANNANCTTCAGTTTGAGCGTTTTC
NGGTCAAACG
>BJ714629 ID   BJ714629   standard; mRNA; EST; 718 BP.
TCCCCCCGTGGCGGACGCTTCATCCAAACGAACAGCAGCAGATCCGGCAGCAGATTTGCC
AAACACCGAGGTCCTGATGAAGGTGGTCCTCCTCCTCCTCCTCCTCCAGGTGTCGCAGCC
TGTGCGGGCCAGGTGTTTCTGCCAGGTCACAGGTCACCTGGATGACTGCGCTTGTGATGT



AGAGACAATCGACGACTTCAACAACAACCAGCTTTTCCCTAAACTTCAAACTCTCTTGGA
GTCGGACTACTTCAGGTTCTACAAGGTCAATCTTCAGAAGCCGTGTCCTTTCTGGACGTC
CACCAGTCACTGCGGTCTGAGGGACTGTGCAGTGAAGCCCTGCTCACCGAGTGACGTGCC
TGAGGGAATACGATCCTCCCCCCACAACAAGTATCTGAAAGAACCCAACCAGCAGCTGGA
TGAATGCGAGCGGGCCGAGCATCTGGGAGCCGTGGACGTCTCTTTGAGTGAAAAGACCCG
GGAGGCTCTGCAGGACTGGAGCCGCCACGACGACGAGGCGGAGCGATTCTGTGTGGTTGA
TGATGAGGAGCCGCCGGACTGGCAGCACGTGGACCTGCTGCTGAACCCGGAGCGCTTCAC
GGGCTACAGCGGACCTGACGCCTGGCAGATCTGGAACAGCATCTATGAGGAGAACTGCTT
CAAGCCACTGACCATCAAGCGCCCGCTGCTGCCCGACTCCTTCCTGAGCAGCTCAGGA
>BJ714689 ID   BJ714689   standard; mRNA; EST; 656 BP.
ATAAGAAGAAGGAGAAGAAGGACAAGGAGCGGGAGAACGAGAAGGAGAAAAACGCTCTTA
CGAAAGAAAGAGTGCAGAAAAAAAGACAGACGGCGTCCCCAACCGGCACCAACCACAGAT
CCAGACAAGAGAGCAGCACCCCCAGGCCCAAGAACAGACCTCCCTCTCCCGCTCCTAAAA
GCCGGCCCCTCTCTCCTCTGGTCCCAGCCGGCAGGAAGGCTCCTCCTGCATCTGGCACAA
AGACTCGGCCAAAACGGGCTCAGACACCAGTCCGGGTGCAGCCTCCGGTGGTTGCTGCGG
TTGCCGTGGAGACCGGACCGGCACCTCCAGCGGCGGACCAAGCAGAAGAGAGGAAGACTG
GCCGCAACGTTCCCGCCATTGTGGTGTCCTCCGTCGCCGCCACTCCACCTTCAATGAGCC
CTCAGGTCCAGGCAGGACCTCCTCCATCGGTACCAAGCTCACAGCCGGCGCCTGCCCCGG
TCGCACCCACCAGCAAACCGTCGGCAGGCACCAACGANCCTGANGAGGCGGCCCGGACCC
TGGCAGAGAANAGACGACTAGNCCGGGAGCAGCGAGAGCGGGAGGAGCAGGAGCGCCTAG
NGCANGAGCGCCACAGCAGGCTCCTGCGGGANGAGGCCATGNCTCGGGAGGCGGAG
>BJ714708 ID   BJ714708   standard; mRNA; EST; 706 BP.
TTCTCCTGATCATCGCGGACGATGCAGGCTTTGAGACGGAGGTCTACAACAACTCTGTGG
TGCACACGCCCCACCTGCGTGCTCTGGCGCAGCGCAGCCTGCTGTTCCGGAACGCCTTCA
CGTCGGTCAGCAGCTGCTCCCCCAGCCGCTCCTCCATCCTCACCGGCCTGCCGCAGCACC
AGAACGGCATGTACGGCTTGCACCAGGATGTCCATCACTTCAACTCGTTTGACGGAGTGC
GGAGTCTGCCGCTGCTCCTGAGCCAGGCGCGCGTGCGCACAGGTATAATCGGGAAGAAGC
ACGTTGGGCCCGGTTCCGTCTATCCGTTTGACTTTTCCTATACAGAAGAAAACGCTTCAG
TGCTGCAGGTGGGGAGGAACATCACCCGGATAAAACTTCTGGTCCGGAAGTTCTTCCAGA
CTCACAAACAGGAAACGGAAGCGGGAAGAAGACGCATTCCGGATGGAAGTGAGGACAGAC
CGTTTTTCCTGTACGTGGCCTTCCACGACCCCCACCGGTGCGGACACTCGCAGCCCCAGT
ATGGAGCCTTCTGTGAGAAGTTTGGAAACGGAGAGACGGGAATGGGAAGTATACCAGACT
GGAAGCCGGTTCATTACACTCCGGAGCAAGTTAAAGGTCCCCCCCTTTGTGCCGGACACA
CCTGCAGCACGAGCGGACCTGGCTGCACAGTACACAACCGTGAGCA
>BJ714717 ID   BJ714717   standard; mRNA; EST; 367 BP.
TACGCATAGGCCATGTCTTTGTGCACAACCAACAAAACTTCTGCAGGAACTGCAAATCAG
ATGAATGTCTTAAACTGGTTGCTGTTCATCTGAATTAGTGTGGGAACAAAATGAAACAAA
TATTGCAATACAGTCTTTGAGAGTTTCACGCTAATCCTCCGATGCTGACAGCCACTTTTC
TCATGCATGAAGATGTCTGACTGATGGAGGTTTCCTCCTTCCTGAAGAAGGTTTCCAGTT
GATTGATGTCCAACTGCAGTGATAGAATCGGTTGAAAATCTAAAGAACTTTACTTTCTGT
GCCTTCGCTTAGACTGGCAGCCCATACTACCCCCCCCCCCCCANCCTTTTTCNCNCTTCN
CGGCTTC
>BJ714773 ID   BJ714773   standard; mRNA; EST; 803 BP.
AAGTGCCACTTCCGGCTGTGATCTAGCGGATGTCAGTCTCATCTTAAAGCCACGGCTTTT
AGCTCATCACAGGCGGCACAGTCGATCTTGTTGCTATCAGCTGGGATCCATCTTGCTGTG
TCTCACACGTTTTTGAAAACCGTTCTTTTAAATTGACTGTTTTTAGATTTGCATAGATCG
ACCAGATGACAGAACGACAGCCGAAGCTATAGCATTTAAAAATGGCAGCCGACGACTTTG
ACTACAATATCGTGTTTCCTGACGCGAGCACCTCAGAGAGACACTGGCAGGGGACAAAGG
AGCCAGTTGTGATCCTGCTGGGCTGGGCTGGCTGCAAAGACAAGCATCTCTCCAAATACA
GCTCCATCTACAGTGAGCAGGGATGCGTCACCATCCGTTACACAGCTCCTCTAAAAACTG
TCTTCATCTCTGAGTCTTTTGGCTACAAGGAGCTGAGCAACACGGCCTTGAAGCTGCTGG
AGATCCTCTACGACTATGAGGTGGAGAATTGCCCCGTTTTCTTCCACGTCTTCAGTAACG
GGGGCTTCATGCTGTACCGCTACATCATAGAGCTGCTGCAAAGCGACAAACAGTTCAGCT
CGCTGTGCATCATCGGCGCCGTGGTAGACAGCGCCCCAGGTAGTGGGAACGTCCGAGGGG
CCCTCCGCGCCCTGACGGCCACCCTCGGGCCTCAGATCAGCCCTTTTATAAGGTACACCC
TCCTCACGCTTTTTGCGGTGAGCGTTTTCCTCTTGCGGGTGGCGTTGTACCCCTTGACCA
AGTTCATTCACAAGAACCACTAC
>BJ714821 ID   BJ714821   standard; mRNA; EST; 821 BP.
ACTGTTTGGCCTAAGAGAAGCTCCAAGCACCTGCTGGATGGAGAAACTTGTTATAGAGCT
CATCACACACTATCAACTGCTCCTCCCTGATGGTGATGTCCATGCTCTGGTCTTCAATGA
GTCAGACTGCTGACTTTCTTGCGAGTATCAGCAAGTGCCGGGGTTTATTCAAAGACTCTG
TAGTACAGTATTCGTGCTGAAAGAAAACAGGGAGATTGTTATGTTATCCTTATCGTGGCG
GACCCAGATGCTGGAACCCAGAAACAAAACTGGTAAATACAGCTGAGGCATCAACATCCC
ATCACTATGGCCAGCCTTCAGCTCAGTGAACAGAGGTTAAGGCACTTACCTTCGGGACGA



TTTTACTTGAACCAACGCCGGTACAGTGGCATCCACAATGTCTGGGATACACCACCTCCT
CTGAAAAACGGGCATGGAGCTCTGCTGACCAGGAGAAGATGACAATTGCTATAGCCCTCG
AGTATTCGTGCTGAAAGAAATCGGGGAGAAGCTGCAGTCAGAAAGTTCTGAACGATTCTC
ACGGACACGCTGACCCAACTACATCGGGAGCTCACCATCATGAAGGCGCTGTGTTGGATG
TATGTCCGGTTGGAGGCCAGGGGCTTTATCCTGTCACCCTTCTTCTTCGCTGTGGTGACA
ATCCCCTCTGTTACTGTTCCCTCAAAACCTGGAGGGTTGCCAAAGGCCAGGACACTCTCA
CCTGGCCGCACAGCTAAAGAGCTCCCAAGCGTCACTGAGGTGGGCAGCTTTGTCAAAGGT
GTAAATAGAAAGAATCACTAAAAAATATCTGGTCCTTCAGT
>BJ714881 ID   BJ714881   standard; mRNA; EST; 758 BP.
CTTGCTAGCTTGTTGCCGCTGGCGTCAACCGAAGCTGGGGGAGAGAAACAGTGGAAGAGG
GCTGAAAACGAGTGTCTAAAGGAATAATAAGCTCGATTAACATCTGTCAAGGTGGAAGAA
AGAAACTGGACAGGTATCACCAGCAACTTGGCAACATCCCTTCTCTCCCCTGGCTTTCCT
GTCTGGAGGAACATCGCCCAAAATATCAGATATTTAAGCCACAGAGTGCCTGATAAGTTT
GAACTTCATCTTCATCACTTCAGAAGTCTGAACCAGCACCTAAACTAAGACAGATCACAC
AGACACCAAAGGTTGAACCCCTCTAAGTTTTGTGCACTCCTAAGGATCAAACACATCTGA
TCCTCTAAACGTTATCAATTACTAAACCAGGAATCTGTAGACGGTGCTGAGTAACATCAT
GGCCGCCCAAAACAAAGCGTCAGGGCCCGAAATCCCAGACAACCACAAAGACAGCTGGTT
GGCTCTACTTTCTGCTGCAGAAGCATATTGCCAAAAGTCTGGCTGTGACCTGGCCTTACT
CACGGCCTGTAAGAAGTTCCGATTCTTGACTGGAGACTCGGAAGGAGTGAAGAAGCGGGA
AGGCAGTGTCACTTTTCCCAGGGAGTTTGACTTCTCCTACAACGTGTGGGGTCACGGGTT
TCTGGCCGAGTCTGCTCGCCGTTACATAGACGACATCGCCGTTCTGCACTCCACGAGTAT
GCTGACGGCCCAGAAGCAAACCCGCCCCGCTGCCGAAG
>BJ714883 ID   BJ714883   standard; mRNA; EST; 905 BP.
AGGCGACGGCTATAGGGGGCGCCCTTCGCCACACACGCCCAGTGAGACGTTCCAGGGAGT
TACTGTCCTGAAGGCTGTTAAGTTTGGACAGGAAGGAAAGGTTCCTCTGAAGAGCAGCCG
CCTCTTCTTTGACAGCAGCGAGAAAGTCAGGAAGGTGTTGGAGTCGTACTTCCGCCTGGA
AACGCCGCTCTACTTCTCTTACTCTCACTTGGTGTGTCGATCGGCCATTGAAGAGAAGCA
GGAAGGTCGGACGGACTTGAGCCATCCTGTTCACGTGGACAACTGTGTGCTGGTCTCTGA
CGTCAATGAGTGTGTAAAAGAACCTCCTGCATACACACACAGAGACTACAGTGCCATCCT
GTATCTGAATGATGACTTCGAGGGGGGGGAGTTTATTTTCACTGAGCTGGACGCCAAAAC
TGTCACGGCGGAGGTGCGGCCACAGTGCGGCCGTGTCGTCGGGTTTGGAGCTGGGAAGGA
AAACCCTCATGGTGTCAGAGCCATCACCAAAGGTCAAAGGTGTGCAGTCGCGCTGTGGTT
TACTCTGAATCCTTCTCACGAGGAAAAGGAGAGAATTCAGGCTCAGGAATTGCTGAAGAT
GTTTTCCACTCCTGTGAATGCAGAGTTCAGTCCACAGGAGGTCAACGCAAAATCTCAGAA
GGTCACAGAAGAGTCTCCAAAGGTCACAGAAGAGTCTCCAAAGATCACAGAAGAGTCTCC
GAAGGTCACAGAAGATTCTCCAAAGGTCACAAAAGAGTCTCCGAAGGTCACAGAAGAGTC
TTCAAAGGGTCACAGGAAAAGTCTCCGAAGGTCACAGAANANTCTTCAAAGGTCACAGGA
GAGTCTCCNAAAGGTTACAAAAANAAATCTTCAAAGGTCCACANAAAAANTCTTCAAAGG
TCACA
>BJ714936 ID   BJ714936   standard; mRNA; EST; 826 BP.
TGGCCTACTAGCAGAGACAGAAGGGCTGAGGGAAAGAAAGCGTTTCCAGGTCAGCTCAAA
CATGGAGAGAGGAGCCGAGAGACAAAGGGGGGATGATAGGGAGGCGCAGGAGGACCCGGT
GGAGAGGCAGTGGGGCGAAGCAGAGGTGCTGGCTCTGGTAGCAGCGTGGGATGAAATAGG
AACTCAGCACGTAGCAGAGAACAGAGTCACATTTGAACTGATCTCAGAGCGTCTGAGGCG
GCTCAGCGTTGTGCGCACTTGGAGGGAGTGTCAGGCCAAGAGCAGGAGCCTGGGACTTCC
CAACAGGAAGCCTGACGCAGCAGGACCCAACTACAGCCCAGGGGTGGAGGGCTGGGAAGA
AGGAAAGGGTCTCCGAAGACGAAGCTGCCCTTCCTCTGCCCCAGTGCAAATGCAGGAAGG
GGTCAAAGGTCGAAGCCGCCCAAGTCTTCCTTTTACTCCAAATATGGCTGAGGAGGGAGG
CCGCCACTGGACAGACGATGAGGTGCGCGCGCTCCTGTGCGTCTGGGCCGATCGAAACAT
TCGGGAGCACCTGAAGAGCACGCTGCGCAACAAGTGCATCTTTCAAGAAATAGCGCGGCA
GATGCAGAGGAAGTTCGGGGTGGTGCGCAACTGGAAGCAGTGCCGGACAAAATACAAGAA
CCTCAAGTACGACTACAAGACGGCCAAAAGTGCTCACGCAGCCACAGGCAGCAGCGTGGG
AAGCCCCGGCAAATACATGAAGTTTTTCGAAGAGGTGGAGGCCATCCTGCTCAATAGAGG
CCTGGAAAATGGGATGGAGGAAATGAGGAGCAGGTTGTATAACGGA
>BJ714990 ID   BJ714990   standard; mRNA; EST; 797 BP.
AGTTGTGGGTGTTGACGCGCGTCAGCTGATTGCGGCTCGACTCGTCCGCTCGGTTAGCCT
AGCTTAGCGGGGCGCTTGTCTTTGTTATGACACGGCGGCCTGCGGCAGCTGTCTGATCAT
TTGACGCAGTGAAGGCGGCCCGAGAGCCCGTCAGTCCGGCCGGATCTTTGTTTGTCGCAG
GGGCGGAAGGAGGAGGCGAAGCGGGGATTCAAGTTCACAACAATGGCGACTCCCCGTCCT
AACAACCAAACAACACCCATCGGCAACAACGCGGGGTCCGCCCCGCACCTGCACCTCCAG
CAGCAGCAGCAGCAGCAGCAGCAGCACATCACAGCGATGAGCGGCGTGCAGCCGGAGTCC
AACACTTGCTGGAGGTGTCAAAGTGAAACAGGTAAACGCAAAGCCCTGAAGCTGAACTTT
GCCAACCCTTCCATTAAACCCATGACCCGGTTCTCCCTGAACACCGCCGGGCCTCAGTTC
CAGAACCCTCACATAGAGCGGCTGAGGACTCACAGCATCGAGTCGTCCGGGAAGCTGAAG



ATCTCCGCGGAGCAGCACTGGGACTTCACAGCCGAGGATCTCAAAGACCTGGGGGAGATC
GGCCGAGGGGCTTACGGCTCCGTCAACAAGATGGTGCACAAGCCGAGTAACCAGATCATG
GCGGTCAAGAGGATTCGGTCGACGGTGGATGAGAAGGAGCAGAAGCAGCTGCTCATGGAC
CTGGACGTGGTCGTGAGGAGCAGCGACTGTCCCTACATCGTGCAGTTTTACGGCGCTCTG
TTCCGAGAGGGCGACTG
>BJ715006 ID   BJ715006   standard; mRNA; EST; 818 BP.
CTTTCTCTGACAGCCCAGCGGCAGAGCAGCAGCGAGGAAGCCGCCGCAGCGGACACCAGA
ACGGCGGTCAGAGACAGGACGCGCCGGGAGACGCTCTCCGGATGGCCGGCGGTCGCGTGT
TTCCAGTGTGGCGCGGCATCGGCGCCAGCAGCAGCATCAGCTGGAGCCAGGAGTGGAGCC
GCTGCCTGAAGTGGGAGTTTGACAGCAGGGATGGAGGCCCCAGAATCCCCGTGTTTGACT
ACCCCATTTGGTTCGTCTTCTGCCGTGGGGGGCGTGCCAGGATCAGGGAGGTTTACCAGC
GAGGGAGGGGGGCCATCCGACTGCCCACCGACATCTTTGACATCCATCAGGTGCCTAAGG
TCTTCAGAGAAGATGGTATCATATCTGGATATCGTCACCCACGGAGCTCCGCCCTGGACT
GCATCCTCAGCAGCTTCCAGATGAACAACGAGACCATCAACATCTGGACCCACTTCTTAC
CGACATGGTACTTCCTGTGGCGTTTCTTCCTCCTCGGCTCCACCATGGACTTCCTGAGCG
ACAGCTACGCCTGGCCGCTGCTGGTCTACATGCTGCTCATCTGCGTTTATCCCTTCACCT
CCTGCTGCGCTCACATCTTCAGCACCATGTCACCGGAGTCCCGCCACATCTGCTACTTCT
TCGACTATGGAGCGCTCAGCCTCTACAGCCTCGGATGCGCCATCAGTTACGGATTCTACG
TGATGCCGGACTGCTGGGTGAACAGCTGGATCCAGCAGCATTTCATCCCCATCGCCATAG
GGAAACAGCCTGCTCTGCACCAGCATGTCCTGCTACTC
>BJ715011 ID   BJ715011   standard; mRNA; EST; 753 BP.
ACGGCTGAAGCTCGACCTCCCAGGTATCTCTCTGCTTAGCAACCATGAAGGCTGTAGCTC
TGATCCTTGCCCTGGCAGTCATCACTGGCTGCAATGCCCGTGCTGTGCGCCAGGCCGAAA
CCTCCATGACCCGCGTGGAGGACAGCGTGGATCGCTTTTGGCAGTACATCCAAGGGCTGA
GCAAGGATGCTCGTACAATTGTGGACACCCTAACTACCGGAGACATGAGACGAGAGTTGG
AGACCCTGATCACCGAAACCATGACTGAGGTGACAGAGTACAAAGAGAGTGTCCTGAGCA
AGCTGGGACCCATCACCACAAGCACCAGTGGCCAGATGAATGAAGACCTTAAGCTTCTGA
TCAATAAGCTGCAGAAGGACATGACTGATGCTAAGGAGCGCAGTGCTGAATACCTAGGAG
AACTCAACACCTACATGGGAGAGGTCCATTCCAGAGCTTCCCAGAACGCAGACTCCGTCA
GGGTGCAAGTTGAGCCCTACATCACAGGAGCTGGTGACGCCGCCAGCAAGAAGCTGACCG
ACCTCGCTTCAGTCCTTGATGCCCAGGGTGACACCATCAGGACCCAGCTGGAGAGCAGCA
TGAGGGAGCTGCGCACCTCCATGGACACCAGGCTGGATGAGCTGACCGAGCTGATTGTGC
CCTATGCCACCAAGATCCGCGAGCAGTTTGAGGAGGTCATGAGCAAGGTCAAGGATACCA
ACATTCAATAAAGACACTTGGGGTTTCTGAGGG
>BJ715025 ID   BJ715025   standard; mRNA; EST; 761 BP.
AGAAAGAAGAGAGAGAAGAAAAGCAAGTACCCTTTTGATGGAAGGGAAGAAGGCAGTACT
GATCGGATGCAACTATCCAGGTACTAAAGCCGAGCTCAAAGGTTGCATCAATGATGTCCG
CCGCATGCATCGCTGTCTTGTTGATCGTTATGGCTTCTCTGAGGAAAACATAACCATCCT
AATCGACACCGATCCTTCCTACCCCCAGCCCACCGGCCGCAACATCCGCAGATCCCTTTC
CGATCTCGTCAGATCCGCCACTCCGGGCGACTTCCTCTTTGTGCATTACAGCGGTCATGG
AACCCGTCTTCCTGCCGAGACTGGCGAGCGTGATGACACTGGCTATGACGAGTGTATCGT
CCCCACTGATATGAACCTTATTACCGATGATGATTTCAGGGAGTTGGTGGATCGCGTACC
TGAATGCTGCCGCATCACCATCGTATCTGATTCGTGCCATAGCGGTGGCCTCATCGACGA
AGCTAAGGAGCAGATTGGGGAGAGCACCAGGAAGCAACAAGAAGAAGATGAAGATCCAGA
TAATTTCTTCAAGGATCTTTTGCATCATACAGTCCAAGGTGCTCTGGAGTCCCGCGGGAT
CCATATCCCCTCTCGATTTAAGCAACACCACTGCCATCAGGAACAAGAAGAGGAGAGCTC
TGTAATCATCCAGCCTCTTCCAGATGGTACCGGTTACATGAAGAACAAGTCCTTGCCCCT
TTCCACTCTCATCGAGATATTAAAGCAAAAAACAGGCAAGG
>BJ715056 ID   BJ715056   standard; mRNA; EST; 730 BP.
ACTGGTTGGCACGGTGATCGCAGTCTGGTTCCACCCTGGATCCGCTTCTAAATTCCACGG
GGAGAGAATTTGTCGGCTTGGGACAGAGCGCCCATGCTACAAGGCCTTCTACATCCAGGA
CACCAGAAGGAGGGTGACCTTTGAAGATGCGACTCAGGCCTGCAGGATGGATGGTGGCGA
GCTGCTCAGTATTGAGACTGAGAGCGAACAGCGGCTAATGGAGACATTCATAACGCAGTT
ACACGTTGGAGATGGGGATTTCTGGATTGGACTCTATCGCAGCCTCCAGCATCCAAGGAG
AGGCAGCACAACCTCCACTTGCCCCTCACAGTATTATTGGCTGGATGGAAGCAAGACAAA
GTACAGGAACTGGCACTGGGATGAGCCTTCATGTGGCAAAGAAAGGTGCGTGGTTTTGTA
TTACCAGCGCTCTCGACCATTTGAAGACAGCCGTTTCCCTTTCCAGTGGATGGATGACAA
CTGTAGCTCCAAGAACAACTTTATCTGCAAATACCAGGAAGAAAAACTGCCTCTATTTAC
AGCTCCATCTCCTAAGCCAAATGTAGTGCCAACAACAGAGGAAGATGAAAACATGAGGAT
AGTGCACGGATCATCAGTATCTTTTTCAGACAACTCTCTCAATGTTTCCTACATCCTCTG
TGCTACCATCCCTGCTCTCCTGCTGCTGCTGTTTGCAGTCACTGGATTCCTCTGCTACAA
ACAACATGGG
>BJ715071 ID   BJ715071   standard; mRNA; EST; 315 BP.
GATGACATCACAGGTGGGCGGGGCTGAGGAAGAGTTTTGCTTTGTCTTCAGTGGTTGCAG



CGAACAGATAAAGTAACTGCAGAAGTGATTGAAATAGTCCCTTTTCCTCCCCTCGGTTAT
ATTATGGGATGGTGAAACTGTAATGTTTTTCTTTTTTTTTTTGCTAAAACGTTTTTATTT
CTNAACANAAAANCCANCAGGGGACCNCGTTNGGGGCCGGATNATCNGGGGNGAACCAAA
ACCCGATCCGGGNCGGTTCNCCNCNCTGCAAANGGAGTTTTTTTTNAAAGTTNAANTNGG
GTNCCNCCNCATNAG
>BJ715075 ID   BJ715075   standard; mRNA; EST; 149 BP.
AAGCAGAGCTGAAGAAAGTGGAAGAGAAGCCAGAAGCAGAGGAGAAGCCAGAGGAGGCGC
CAGCTGCTGAGGCGGCGAAGGAGGATGCTGGAGAAAAGATGGAGGAGAAGGCGGAGGAGA
AGGCGNNNGATCCTGCGCCCNCTGTACCG
>BJ715099 ID   BJ715099   standard; mRNA; EST; 758 BP.
TCCCAGAGACAGTAAGNTGATGATGTCTTCCCCGTGCATGAGCGCCCACAATTTCATTCC
TTGAGACCAAGCCTCTTCTTCTTTTTCCCAGAGAAAGTCGTCCGTTGTTCCCGCGCAGAT
AATAGTTAATAATGAAGAAATAAACTCCTTCATTAACCACTCATCCTTCACGAACTGAAA
GCCCACGGGCGTTGAACCCCAAACCCTCAAACTCCATTTGTATAAGTGACTTTGTCCAGC
ACAGACGCAGGCCCGCCAAGCCGAAGAGACGTTCCCCCCCCTCGCCTCTGTTTGCTTTAT
CAAATGCCCAAAAACAGCAAGGCCGTCAAGAGAGAGCTTGACGACGATGTCACAGAGTCT
GTCAAAGACCTGCTTTCCAACGAGGACGCCTGCGACGACTCCTTCAAGAAGAGCTCACTG
ATCGTCAACGGCCAAGAAGGGGAGGGGAAGGAGTGCGATGTGGAGGAAGGGGGCTCGGAC
AGCGAGGAAGAGGAGCGCCCGGCCTGGAACAGCAAGCTCCAGTACATCCTGGCCCAGGTT
GGCTTCTCTGTAGGCCTGGGAAATGTCTGGAGGTTCCCCTACCTGTGTCAGAAGAATGGA
GGGGGAGCGTACCTGGTGCCCTATCTGATCCTGCTGGNACTGATTGGCATCCCACTGTTC
TTCCTGGAGCTGGCAGTGGGGCAGCGGATCCGCAGGGGCAGCATAGGCGTCTGGAACTAC
ATCAGCCCCCGCCTGGGGGGCATCGGCTTTGGCCAGCT
>BJ715124 ID   BJ715124   standard; mRNA; EST; 697 BP.
AATCGAGTCGGCCTTGCATGTTCAGCGCGCTCAGGGACAGCGTGCCCTCCATGCTGCACG
CCAAACACATGGAGTCATGTGACCGGCTGCTGGAGAGCTACGACAAGGAAATAATGGACG
TGTTCCACGAGCACCTCCTGGACAAACTGTGTAAGGAGATCGAGAAGGACCTGCGTCTGT
CCGTGCACACGCACCTGAAGCTGGACGACAGGAACCCCTTCAAAGTGGGCATGAAGGACA
TGGCCCACTTCTTCACCATCAAACCCATCCGCTTCTTCAACCGCTTCATCGACATCAAAG
CTTATGTGACTCATTATCTGGACAAAACTTTCTACAACCTGACCACCGTCGCTCTGCACG
ACTGGGCCACCTACAGCGAGATGAGAAACCTGGCGACCCAGCGCTACNGACTCACCATGG
CGGAGGCTCACCTGCCCAGCCAGACTCTGGAACAGGGTTTGGACGTTCTGGANATCATGA
NAAACATTCACGTCTTTGTTTCGCGGTTTCTCTACAACCTCAACAACCAGATCTTTGTAG
AANAGGCGAGCAACAACAAGCATCTGAACACCATCAACATCCGCCACATCGCCAACTCCA
TCCGCACCCATGGCACCGGCATCATGAACACCACAGTTAACTTCACCTACCAGTTCCTGC
GGAAAAAATTCTACATTTTCAGTCAGTTCATGTACGA
>BJ715163 ID   BJ715163   standard; mRNA; EST; 764 BP.
CCTACTGGNTTTGACACTTGNAAAACAACAGGACCAAACAGATGGTATCCATCTCCAACC
GTTCATCTGGACAAAGGCGCTTCCTGACGACAAACCAGGCAGCGAACTAGAAACCCAAGA
CATCATCGTGGTGGTGCTGGGCGTCACGGTGGCTGTGGTCGCCACACTTGCCTTTATTTT
TTACAGACAGAACAGGAAGGATCGTCGGCTCAGGAAACGCTGGTCTCACATCAACCCTGA
TCTCATCTCACTGCTGGAGAACAACGAGCACAACATCGTCTCCCTGAAGATAGAAGAAGA
GAGGAAGAAGATGTGTCAGATCCGCCGGGCCCTCTACGATAAGAAGATTGTGATCCTGAA
GGAGCTGAAGAAGTCTGATGGGAACTTCAACAAAGCCCAGAGGATAGAGCTCAACGCGCT
TCTGCACATCGACTATTACAGCCTCACAAAGTTTTATGGCACGGTGAAGTTTGATCAGGG
AGTGTTCGGAGTCTTCGAGTACGGACAGCGGGGGTCACTGCGGTATGTGCTGAACGATAA
GGTGTCGTACCCAGAGGGAACCTTCATGGACTGGGAGTTCAATATATCCGTCATGTGCGA
CATTGCAAAGGGCATGTCCTACCTGCACGCCAGTGACATCCAGGTCCACGGCCGCCTGAA
GTCCACCAACTGCGTGGTGGACAACCGCATGGTGGTGAAGATCACAGACTTCGGCTGCAA
CGCCTTCCTGAGCCGGGAGCACGACTTGTGGACAGCGCCGGAGC
>BJ715190 ID   BJ715190   standard; mRNA; EST; 703 BP.
ATCTACACCTTGCAGAGCATGATAGGAAACTCCGAGTTCAAACAGATCTACAAAGGCTCC
GCCACGTCCTTCCATGCTCAGAACCTGCAGACCAGCAGCGACCACCGNTTTCCGTGTGTG
CGCGATCCGGCAGTGCCAGGACGCCACGGAACTGAGCGGCCCCTACAGCCCCACGGTGAC
CCTCTCCCTTCAGCGGAGCGACGCCGCCGCCACGGGCGGCAGCTCCGCGGGCTCAGGGCT
CAGAACCAGCGCGGAGTCCGCCCGGACCAGACAGAGTCTGACAGACGAGCAGTGTGCTTT
CCTCCTCCTCATGGTCTTCGCCGTCATCGCCATCCTCATCGCTTTCGTCATCCAGTACTT
TGTCATCAAATGAGCAGCGCCGCGCCGCCCAGCTGCAGGGTTATAGCTTTATTCTTCCCC
CCATCTCTCTGTTGTTTTGTATTCTTTGTTTCGTACTGTGACTGTTTCCCGGTTCCAACA
GAGTAATTGCATTAGCTGTTATGGGGTGCAGCAGGAGGAACGTGGCGGCGTGGGGGTGGA
GTGAGCGCTGAACAGCGCTCATCAACCTCTGTTTGCACCTGGTATACCTTCCTGGCCTTC
GTCACCCACGTCTGCGGCGTCCGTTCAGTTCAAATTCCTACATATTGGCAAAGGGAAAAA
AAAAATANCATAATCATGATAAAAGGGCCCTGGCGAGGGGGCA
>BJ715288 ID   BJ715288   standard; mRNA; EST; 800 BP.



AACGCCAAGAAGAAAGGCCGGAAGCTGGATGTGGACTCGGGATCCGAAGCGGTAGAAGGC
ACCATGTCCATCCCGTCCCTGCTGGTTCTGTACGGGAGCCAGACCGGCACGGCCCAGGAT
GCGGCCCAGAGGATCGGCCGGCAGGCGCAGAGGAGGCGGCTGCCGGTCCGGATGATGGCT
CTGGACAGCTACGCCGTGGCCGACCTGATTGCAGAGTCTCTGGTGGTGTTTGTCTGCTCC
ACCGCCGGACAGGGAGAGCCTCCGGACAACATGAAGAACTTCTGGAGGTTTCTCTTCAGG
AAGTCTTTACCCGGGGGCTCTCTGAGCCGGCTGGACTGTGCCGTGCTGGGTCTGGGGGAT
CCCTCCTATCCCAAGTTCAACTTTGTGGCAAAGAAGCTTCATAAGCGTCTTCTGCAGCTC
GGCGCCAACATGCTGATGCCTGTTGGGCTTGGCGATGATCAGCACGACGTGGGGCCGGAC
GCCGTCGTGGACCCCTGGCTCGCGTCCTTTTGGGGGTCGGTTCTGGCCCTTTACCCGTCC
TTGACCAGTGTGACCCCGTTAAGAGAGGATGAGCGACTTCCTCCCACGTTCACATTCCAC
TTCCTGGTGGGCGAGAGAGAGAGCGGCGATGAGAGACTAAGGGTCTCTGAGGGGGAGGCG
GGTCCCTTTCGTGCCCGGATGGTTTTCAACAGGAGAGTGACGGAGCCGAGCCACTTCCAG
GACGTGAGGCACATTGAGTTTGACGTCACCGGTTCCAGCATGAGGTTTGCTGCTGGAGAC
GTGGTGATGATGCGTCCTCG
>BJ715290 ID   BJ715290   standard; mRNA; EST; 824 BP.
TCATTCTGTCTTGTGTTCGTGCAAATGAGCACCAGGGCATTGGTTTCCTGAACGACCCTC
GTCGTCTCAACGTTGCGCTGACCAGAGCCAAGTATGGGGTGATCATTGTGGGGAACCCCA
AAGCCCTGTCTAAACAGCCTCTGTGGAACAACCTGCTGAACAACTACAAGGAGCAGAAGG
TTCTGGTGGAGGGGCCCCTCAACAACCTCAGAGAGAGCCTCATGCAGTTCAGCAAACCCC
GTAAACTTGTCAACACCATCAACCCCGGGGCTCGTTTTATGAGCACTGCCATGTATGACG
CTCGAGAGGCTCTCATCCCTGGATCTGCATACGATCGAAGCAGCACTGCTGGACGTCCGT
CCAACATGTACTTTCAAACACACGACCAGATTGGAATGATTGGGGCGGGCCCAGGTCACA
TGGCCGCTATGAATATCCCCATACCGTTCAACCTGGTGATGCCCCCAATGCCTCCCCCAA
GTTACTTGGGTCAGGCGAACGGCCCTGCTGCAGGCCGTGGGGCTATGAAAGGGAAGCCCG
GGCGCAGCGGGCGGCAGAGGGTCCGCGGCATCGGGAACCAGGGTCCCGGGCAGGTTAACG
GACCAAACAGCCAGGTCAGCCAGGATGGGGCCTCCCAGTCTTTCTCTCAGGGGCCGTTGA
CCCAGGGCTACATCTCCATAAGCCAGCCCTCTCAGATGAGCCAGCCCGGCCTCTCCCAGC
CCGAGCTGTCTCAGGACAGCTATCTGGGTGATGAGTTCAAGTCCCAAATCGACGTGGCCC
TGTCCCAGGACTCGACCTACCAGGGCGAACGTGCGTACCAGCAT
>BJ715401 ID   BJ715401   standard; mRNA; EST; 770 BP.
TTCTCTCTTAGCTTAAACGGCAGGTCCTTTAGTTGACGCTTCTTCCTCTTCAACGGGGGA
GTTTTGTTGGGCTGCTGAGGTGTTGTGGTGGGATTTTAAGGCATTGTGTCGCATGAATCA
GTCACCTCTGGTGGAAGAGCAAAGGCTTGACGCTCCCGGCTTTGAATTTTGGTAACTGGT
TGCTGATGATCTCTGCCAGCATCTCTGGAAACTCCACACTCAGGGATTTGTTCACGAAGG
TGTAGAAGCAGAAGCTGAGCAATCCTCCCGCCATCTCATGCATGGAGTCCAACAACTTGG
TGAGCTGGTAGAAACGTTGCCAGTTCTGGCTGGAGTTCTCCTCCCGCTTCACAATTGCTT
TTCCCAGCTCTTTGATGTAGGACATGCGGAGCTCATCAAACACCGCCTGGCTTTTCAGGC
CGTCCTTTGGCACTGTGCTGAGCAGCAGCAGAACCTTCATGCACAGGTACTCCTCATGGG
AAACCTGGAGCCGCACAAACTCGTTGGAAATCTTCAGCATTTGCTCAAACTGGTCAGCCA
TAAAGGGCAGCTTCATCCGCTCCTCATTTACGACGAGGTCTGGAGCAAAGCACAGCATGT
TGCCGTTGCACTGTTGGTAAGACCTCCAGCCCAAACCGAAAGTCATGAGGAAAAGCCATG
AGCACTGCAGCAGGGTCATCTGGTCATCCAGGTGCAGGTTTCTGAACCCTGGAAGAGCCT
TGGCCCACTTCACAGCAGAGATGACCTGTCGCCCGCCCAGCCTATTCAAA
>BJ715414 ID   BJ715414   standard; mRNA; EST; 125 BP.
TCGTTCAGCAAAGAAGATCCACATTAAAACAACTGGAAATGCCCCCCCCCCCCCAANTAT
NNGGGGGTTTANAANCANCCCNGGANNTTCGGTTCGNAGNGTTCGGACNGACTAAANANT
TTTAC
>BJ715438 ID   BJ715438   standard; mRNA; EST; 105 BP.
ATTGAACCCGANGTACNGANCCTTGAGCCCATCGTCTTTTGAAGATCTTTGTGATGNAGT
TTCCAANGCCAGNGAATTCTCTCTCTGNTGTCCCCTTCCCNATGT
>BJ715481 ID   BJ715481   standard; mRNA; EST; 147 BP.
TTCGATCATGCATCAATTGNTTCTGCTTAGTGTTTGTTATCAAGATCTCAAAAAAAGCAC
ACNAAAAATGCAAAGTCNATGGTTGCTCTGTTGGTTCCTTTTTCCATCAGGAAACAAACC
AAACAGCNACAAAAAAAAAAAAANCCC
>BJ715491 ID   BJ715491   standard; mRNA; EST; 394 BP.
GAGCAGCTGAAGTCTTGAGGCTTTTTGCAGGCAAACATGAAGAACTGTTGATTGCATGGA
TAACATTTAGCTGTTTAAATAGCTTTTTTTTTTCTTCTTCTAACATGAAATGAAATGAAG
TGAGATGAGGNCATAGGNGGGNGGGGCCTGAGNGCANATCTCANCTGCTTAGGTATGGNG
ACTAAAAACNCNCAAAAAAAAAATTGNCCTTNGNGTTTNCNGACNANAANCCTNCATNAA
ANACNCGCCAGGCNACAGTTNCTTTGAGNANCTTNCACCCCANCTNCTNAANAAGGGGAN
CTTACNGAAGGTTNAGGNCNNCCNCGNAGGGAAAAAAANCCCNGCNGCCAANCGCCTNAG
NAAGGTNANAATTTTTTTNAATNGCCNANGTTNG
>BJ715631 ID   BJ715631   standard; mRNA; EST; 121 BP.
TTCTNGTAGGCCTCNTCGNCCTCCTCCATCAGGAATCTCATGCACATCAGCCACATNGAC



GCCCATGANGTGCTTGCNATGGACCTNCGNGTTNAACTCCTTGCTCTCTGTGTCANANCC
A
>BJ715644 ID   BJ715644   standard; mRNA; EST; 779 BP.
AAAGTTCACTTCAATACTTAGTGATGTAACCCTGGCTGGCTATGATGGAGGCCAGTGGTT
TCCTGTAGGTTTTCAGCACACTGTAGCTGCTATTTCTTCCATTCAGTTTAGCATCTCTGC
AACACTGTGTGTACCAACATCATCCACCAAATCAGCCCCTTTTTCAAGAAAGTATCAAGT
GTTTCAGTAATAATCTTCATTTGAATGATTGCCACACAGAGCTATTTTATCCTTCAACCT
CATTTGGTTGTTTCTCATGTCCCACATGATCCTTTCCATGTTCTTAGAGTGGAGCAGGTC
GTCTCTGTTCACCAGTCCCAGAGCTACTATCATTTCCTCCATCACGTTCAACACAGGCTC
CAGAAGGATCAGACGGCGGGTCTGCAGCTCTGCCACACTCCCCACTCCACACAGCAGCCC
CAGTTGATGGACAGCTCTTCTAGTTTTACTCTGAAAGTCTGCAACAGTTGATCGCGTCAC
AGACACGCTTTGCAGTTTGAGCCTAGTTTCACGAATCCTCCTATTGGCCTCTTGGATGTC
GGTCTGAGCTTGAGAGGTGAGTCCCTCATAGCGGGACACTTGATTGGAGTAGGACGTTAT
CTGAGATTCACACCTCTCTATCTCACTGCGAGCTATGTCTACCCGTTTAGAGGCTGAGTC
TACATCAATCTGACCAACAATAGCCATGACTGCCCCAGGAATCAATCCCACAATTGGAAT
AAGCAACAAGCCAACTCCAACATTTCTGAATGTCTCTGCTTCATCTCTTTTCCGTCTCA
>BJ715687 ID   BJ715687   standard; mRNA; EST; 766 BP.
AGGCCTCTCTCATCTTTTTAGGGGAGAGAACTTGCTCGATTGGTGTCTGACTGAATACTT
TTCCCCCTCAATGTATCTTTATCTATAAATATAGGCAGATCTTTTAGAGTTTACCGTAGC
TCGCAGGTCAGAAAAGTGTGGGCTCCCCTGGTCTACTGTATCCTGCATCTGCACTAGAGA
CCATCTTACCCCTCCTGTAGTCGTGTGACTTGAAGATCCCTGATAAACCTCCAATTCGAA
TCCCTCTGTAGCGAACAACTCCAGCGTAACCAAGATAGTAAATGTTGGGCGCCACCCAGC
CTCCATATGGCAGCTCCTGCAGATGGTTGGATGCCTCATGGTTCCCTCCAATAAAGATGG
TCAACACTGGAGCTTTCTTCTCTCCGGAGTAGTATCTGTAAAGCAGGCAGCAGCTGGAAG
CCAGGCTTCATGGTACTTGACAAAAAACATGAAACAAGTCAAGAAGACAAAACCAACTTG
TAAAAGGTCTGCATGGTTCTGTACTTGGCTGGCACTGCCATGCACCTCATGTCGCCCTCG
TTGCGCACCGCTTGGAAGTCTCCACAGCAGAGTAGCAGGTCCACCTTCACACCCTCCTTC
TTCTCCAGATAGCTGATGGTTTCATAGATGTTGTCCAGCTCCCCGTGGCAGCAGCCTTCC
ACGGCGATCTTCATCCTGAACCTCCTAGCAGGCTCCCGTAGCTGCACGGAACTGCAGCAC
GCGCGCAGGAGAGTTGGATTCGCTACAGTTCGTCAGATGTTAAGCC
>BJ715739 ID   BJ715739   standard; mRNA; EST; 175 BP.
TTTTCAGACGGCAGCGCTGGACTTGTAGTAAGGTAGTTCTCAATATCACAGCAAGAACTT
CTCTCCTTTCTCCAGAGGCTGTTATAGTTGGCATTTCTACANTCNGCTGATAAAAGGAGT
CCGCGAGGCANCACGGTGGTGTAAAACAGCNNAACTGTAACCAGAGCGAGTACTG
>BJ715765 ID   BJ715765   standard; mRNA; EST; 816 BP.
GTTAGCTTTTGTTTGGTTAGCTCCACCCCTTCCTCAACCTTTTTGTTCTTGGCAGGCTGT
TGTCCGAGAGCTTCAGCCTCCTCCATGGTGCTTGTCAGAGGTTCCCCGAGGGTTTCGGGC
AGCAGCAGCGTCAGAACGCCGATGATGAACGCCAGGATTCCAACTATGAGCTGAGGTAGA
TAGATCCAAACGTCTGCCAGGTAAACACAGAAAGGAGCCACAACGCTTCCAACACGACAC
ATCATACTGCCACTTCCAACTGCAAGGGATCTGATGATAGTGGGGTAAAGTTCACAGGTG
TACAGGTAGACGAGACCAAACGCAATTGCAACAGCAAACTTTCCTATCATGCTGAGGGCG
ACAACCAGAGACTCCAACTTAGCTGGTACCACAACGATGAGGACGCAAGCAACCCCAGCC
AGAATCAGAGCTGGAGCGCAGGTCTTCTTCCTTCCGATCCGGTCCATCGCAAAACAACCG
ACAAGATAAGAGGGGATTTCCACCGCACCAGCCACGAAGAGGTTCATGTACTGGTTTCCT
CCAAGATTAACTGAACCCAAGGAGAAGACATAGTAGCCTAAGCTGCCGATGAACCAGATG
GCCCAGACTGTGCACGTGCGGCTGGCCATCCTCCAGCTGCCAAACAGATCCAGGATGGCC
AGCCTCTTCTCTGGCTGCAGAGGCTCCTCTGCCTCCTTCTGCAGCAACGCTTTATCGCAC
TCCATCTTCTCCGGCTCCAGCAGGTCCTCTGCTTTCACTTGCACTCGAGCCNATTAANGC
GGCCTATTTTGTCCAGCAGGATCTGGACCTCCTGGT
>BJ715809 ID   BJ715809   standard; mRNA; EST; 412 BP.
ATGTACGGATGTGGGATGNGGAGTGTGACCTGCAGGNTANAACAGANGGGCGGAGTCCTC
GGTACAGGAAGTGGATGGAGGTCCCAACANACACCNAAGTCAAGACAGAGAAAGACAATC
GTTGGAGTGTGNTNGAAGTCCGGAGTCTGGGGCTCANTCACAACNCCTTTTTGCAATCCA
AATCNTCTCCNGAAGGCTCTCTGGGAAACAGCTCCANTAATGACANAGGANTGGGGATTT
ACNAGGCTCAGAATGGTGTGGAAGGGAAACAGGAGCGGACNACGGCTGTAGCAGCNNGAA
GCTGAGAGCAGAAGACAGGCANACGANAAGACAGGTAGACGAGNAGACAGGCAGACGAGA
ANACAGGCNNACNGGNAGACGAGAGGACNGGTAGACNAGNANACAGGCANAC
>BJ715869 ID   BJ715869   standard; mRNA; EST; 649 BP.
ATGCTGCTCGAGTAGGTTTGATTGATCTCCTGCTCCGCTTCTGTTTCGCCATGTCTGCCC
ATTGAACCCCCCCCCCAACGACGGGNGCCAAATGACTGCAATCAGGATGCTTCAAAAANA
CTGTTGGTGTGACGTGCACAACTCTTTCCTTTTANACTGAAGGGTTTTGTTTCAAAGCTC
AGTCGGGGAGCTACTTGGCCAGTCTCCTCGCCACGTCTTTGTAGGCGGTCTCGATCTCGG
TGGTGTCAGCACAGGTGTTGGTGAACTCATCACGGGCGTAGGCTTTGTTCAAGTACCGCC
ATACTCCCTTCATGTCCGCTGGGATGTCATAGTTACNATACTTCTTAGCAACGACCTTGA



CNATGTGCAGTTTGGGCAGGAGGTTGCAGTCTGCAAGCGTGAGCTCGTTTCCATCCAANA
AGCTCCTGCTGGAGCCCTCCTCTGAGTCGTTCGCATCGGCCTCACCCGGCAAGGGGCTGT
TAAGGTAGTCGTCNAGCTTCTTTAGGGCTTTGGTCAACCCTTTTTCTANAGCGTCGTTGG
CCTCGGGTTTAGTGTTCTTGATGAAGGCTGANAATTTGGCAAANATGTCATTTCCAGCTG
TGTTGGACTCTCTGTGCCTGGCAGCCAGTTTGGGATACTTTGGAGGGCA
>BJ715901 ID   BJ715901   standard; mRNA; EST; 717 BP.
CGCTCATTTACATTCANAGTGGGTTTTGTGGGAGTGAAGCCATAAACTTTCTAATTTAAT
TAAGTGAATAACTGTAATCGCAGCTCAATATCTNGAACAAGTTAATGCTGAGGTTTGAGC
TGCCAGCCGTCCAGAANGGCAGAAATGATCTGCANCTTCTCNTAAAGTCAAGGATCNTTT
ANCTCTGATTGGAAATACAAAAACNTTCATCAAAGTAATCCTCACTCGTGATAAATTACA
TCCCCTTAAACCTGCTAATTACATGATCCAGATCACTCANGATTTAGAAGAGGCACANAA
AAAGTAGGAGTCCACTCTGCATTCTCAGATCATGTCGGGTTGTTTTTGTGCAGCAGCTCA
GCAGACAGGAGGGATGCAGGGAAGGTGAAGCANGAGAAATGAAAACAAACCCCCCACCCA
GGGTCTTTCTGACACCTGGGACTCANCGGAGCGCCACANCANCCGTGAAGACCAGCGGCN
GCANGAGGTCGCANCCCGAACGGCTGGCCGCCGAGGTGAGGCTGGCGCCGTACTGCTGCA
NGAGCTGCAGGGCCACGCCGTTGGTCCNACCGAAGCCCAGCTGCACTTCGTATTCTCCTC
CACCGCCGGGTTTGCCGTCTCCGTTCACGTCATACTTCTCAAACATGGCTTCATGCTGCA
TGTAGGCCCGCNNGTTGGTCCTGATCCAGCGCTGCNCCAGGTCCAAAGGCAGCTGTT
>BJ715919 ID   BJ715919   standard; mRNA; EST; 746 BP.
AGGTTCTTTCAAGCTTCGGTGCTTTTAGTTTTTCAATCAAAGCTCCACAGAATAAAAAGT
TTCAAGTTTTACTGAATCAGAGACGTTTTTCAGAATAAACCTGATGGAGTCCTTCACATT
CACCTGAGTTCAACCTAAAGCTCAAAGACAGCAGGTGAGGTATCACAAAAGGGGCGGGGC
ATCATCAGGTCAATGAAGAGAGCCTCAAACTGCAGGTTTGACAAACACTGAAAGCCACAA
TCAGGAAGCGTTGATGCCACATCTTCATCACGCAGGCGCTGTGGTCCACGGCCGGGTCCC
CCCTCCCCCGGGGGTTCCTGCGGGTCCTTTTTGGGTCTGGGTCGGGTCTGTACCGACTAG
ATTCTGAATGAATCTGGATCCCAGAAGCTTTAAAAACAGACGTCTGCTTTACGGCGTTTC
TCCTTCAGGGAAAGAATCAAAATCAAAGATCTTCAGTCCGACTTTCAGGACTGCAGGAAG
TGGCCAGCGGGGGGCGCCAGCGCCGCAGGAAGTTCTGCTCAGAGAGGAGCTTCAGGCATG
AAAGCAGTAAGAAAGGAGTGGGTCATCTAGACCCACTAAACAGAGCTCTGAACCTTTTTT
CTTCAATGATCTTCACTGGTGTCCATGGATTACATGAAATCTTTGTCATGGTAGGGAGAA
CACGTCAATGGATGGGGGGGGGGTCATCTGGACCCCATAGGGCAGCACAAGGGTTAACAA
ACAAACCGATCGATCAATAAACCTAA
>BJ715963 ID   BJ715963   standard; mRNA; EST; 624 BP.
GATTCAAGGCAGTAAAGGAATACTTTTTTTTTTCCNGTTGCANCCTCCCTANGTTTAGGA
TCTTTCATAACTAATAAACAATATTTNGCCTATCCTTAGGGCGTAGGGCAGTTTGAATAC
NGAAAGCGGCGACAAGCACAACCCAGGGACTCANAAANGACACGTANCAGGCTGTANCAC
ATTTACAANGAGAGCAGTAAAAAAAAATACNCTAACNGCANCNGGCACAANACAAANGTC
NGTTTTTTTCCATATCAAATACNNGTCANATCCNCANAAAATTATAAAACNGNGCCCAAC
ACAAAGCAAAGGTNCCNAGNCNAGCCGTTTCNGTNGGAGGCAAAANTTCANCNGCNGAAA
ANCCNAGNCCTTCCNGTCAAANCCNGCGAACGCGTCACGAACCNGANAGGNGGANCTTCN
CNGCNNTTTCNGGGCCNCTTCTAAACCAAATCCCACNCCAGCATCCTCNCAAANGGGGNC
NGNGTTTCAGGAGGGACCAATTCTAGTTCCCTTTCNAGNCTNAGGNCNGCNGGNCCAAAC
GGCTAANCTCCAAGTCCCGGGGGGAGGGGTCTTTCAAANAGGAAACCNGATCAGCTACNG
ACCTGTTTCATTCAAAGCAAACAG
>BJ715981 ID   BJ715981   standard; mRNA; EST; 255 BP.
GAGGGGGGAAGCCGCGACTCCGCCCCGACGGGCGGGCTCTCTCTCGCCGNCTGACCCTCT
ATGCTCCTCCCCCCCTGGGGNGGGCACCCGAAGGTGTTATGGGTAANCACCCCCGTGGGA
AGGCGAANAGGATGGANAGTCANGGCGTTGGCGGGNCNTCNAANNCNACCNAGATGGTTT
TGTATCNGAGTGAGGAACAGCTCTGGATGTTACANGNNGGTTTATTGGAGGANTGGAGGT
GCGAAAGAGGAGGCG
>BJ715994 ID   BJ715994   standard; mRNA; EST; 143 BP.
TTACCATCTCANGGCTGCGCCTTTTGTTTTCTAAAATATCNGCTANTTTCTCCTTNCAGC
CGAGCTANAGGCCTGGNTGAACACTGCTNCATTGTGTCAAACTGCTCCTTTGCTTCNACT
CGGAGCTCAACCTGGGTTATCGA
>BJ716025 ID   BJ716025   standard; mRNA; EST; 727 BP.
GTCTTTCTCACACCTGAGCACACGCTCAGTGATATATAACAGTCCTGCGTGGTGCATGTT
TGCAAAAGAGGATGGGGCTAGGTAGTGTTTTTTGTGGGTGCTTATAAGAGTGCTGTTGTG
TGCGTTTACTGAGGTCCATGTCTTGATTGGCTTTCACAACTTTTGGGCCAATTGTTGCCT
CGTACTCGTGTGCACACTCCATCGTCAGAACGGCGGTTATCGTGGCTCAGTGGGGTGCTA
ACGTGGCCAACATGTGAGTTAGCAGAGAGCAGAGCAGCAGTGTGACTGTGCAGATGTGCG
GCGAAGAGGCGCCATTGCAGTCCTTCCCCGCCTCACAGCGGGACTGTTGGCACAGTACCC
CTTTGAACTCTGGAGGACACATACACTTCTGGTTCTGGAAGCACGTTCCTCCATTCTGGC
ACAGGAGCATCTCTTCATCGCAAACGTTGGGGTAACAGCCTTGTTTCCAGTAGTATCCTG
GCAGGCAGTCTTCACATTTGGCCCCTGTGGCTCCCTCTTTGCACTGGCAGAAGCCCGTGT



CGTTACACCGGTCATGAACAGCGCCCATTTGGTTGCAGTTGCACTCGTTGCAGACGTTCT
CATCATCCAGTTCGGCAGAGGCGTTGCGGAAGTATCCCAGCCTGCAGTGTTGGCAGTTCT
GGCCTCTGGTGTTGTGCTTGCAGCTGACGCACGTGACGATGTTCAGGTAGTCGATGTANC
TGCAGCG
>BJ716103 ID   BJ716103   standard; mRNA; EST; 119 BP.
GGACTTGCNATTTCCTTCACNTGCTGGGNTCTCTGACCGATCTCACTCTGGACTCNCACA
CTAATTGGNGCANCTCTCTCCTTAAAANCCTGCAGGTGCNGGNCCACCTTCTGCTTCAG
>BJ716111 ID   BJ716111   standard; mRNA; EST; 702 BP.
ACATTTTTGTTGAAAACCTTTCATCACTAAACAATTTACAGGCTAACAAGGCAAAGAAAT
ATAGAGTTGATTTCCTGGGGGAAAAAGTCAAATGTGTACACCGATTGACATTCTGGACAT
AGCTGACTAAAACGACACTTGCGCTCCGTTAAAACTGAACGTTTTCTATGACTAACTGAC
TAAGTATAAAAGCAGATCATATATACACATGTTGATGTGGAAAGTAGAGAGCAGAATTCA
AATGACAGACATCTCTGTTAAAACGGCGTTAGGAGGGCAGCAGATCTGGAGTTTTGGGCC
TCGTGTCTCCTGCCATGATGCGATGGATCCTCCGCCGGTGGTTCTTCAGGGACTTGAGGT
TGGGGTACGTGCCCTGACACACGTCACAGCGGTACGACTCGGACTGCTTGTGGGTGAGCA
GGTGCTTCTGCAGACTCTCCACAGTCCCAAACCAGCGGAGGCAAACGGGGCAGCGGACCG
GCTTGATGGCGGGTTTGCAGGCTCCGCTCCGCTGGTGAAAGAGGAGGCTGATGGTGTTTG
GGAAGTCAGAGTTGCAGTGTGAGCAGCGGAAGGTCTTGGGTGTGGGGGGATTTGTGGCCC
GCACGCCTTTGCAGCGATTCCAGGATATGTGCCTTCGGAGGGAACAGCGAGTCGCAAAAC
TGTTTCCGCATCTGGAGCAAACGATGCGCTGCTTTTTCCCAG
>BJ716116 ID   BJ716116   standard; mRNA; EST; 723 BP.
ACTGTTTCAGGAACTTCAAGGTTTACCAGTTTCTCTTTAGCACTTGGGTGTGTCGACATT
CAAACAACAAAAACTATTTACAGAAAACCTGCTAGCTTCCCTGACGATGGCTAACCATCG
GAGACGCTACCAGCTAGCGTCTCCGATGGCTAACCATCCGAGCCACGAGCTGGTAGAGCT
AGCATAAACCATAAACACAAAGGGGACAGTTTTAGGATCCGTTGGAAAAGACATAAAAAG
TTAATTGTTCGGTACTGCTAGCATGTTGCTTAGCTAGGAGTTGGCACCAAGAGGTTGTCG
GTTTCACTTTCACATGGAGAGTCCACGCCCATCTCGCCATCCTGGCTTTAAAACAAGCAA
CAAACAGAAGCTTGACGGCGCCAGCGGCTCAGTCTGGACGTCGCGGTGGACCGATGTAAA
CATCTTACAACGTCTCTTCTGCGTTGAGTCTTTTTTCTTCAGCAGAAGCTGCTGCTAATA
AATAAACAGTCTGAGGTGATCCTGCAGGACTGGACACCGTCCCAGGTGCCGTCCTCACTG
GCCCCGGACGCCGTCCTCACTCGTCCCGGGAGCCCTCCACCATCCTGTACCTCTGTCTGC
AGGACGACAGGAGCGCCAGCGGTGACAGAAAAACCAGGGGAACCGTGGTCTGGACGTTCC
CCTCCAGGAAGTTGAACACCGGGTTCCACCAAGTTCTGGACAGGTAGTTGTTTGGAACGC
CGC
>BJ716120 ID   BJ716120   standard; mRNA; EST; 472 BP.
ATCTCGTTCCNGCNANACTCCTCCTTGAAGTCTTTNACGGTCTTGAAGNAAAGCCTCNGC
TTGTCCAGNAGCTCCNGGNACTCNCCGTTCAGCTNATCTCNCCNCATCTNGTTCNCCGGT
TTCTTCCNCNCCATCTNGANACGGTTCNGCTTGATGCCCTCCANAATCNGCTCCATCTGC
CGNAGGAACTGCTCCCNGGNTGCTNAGNAGNANATGGNTNGCTGGAANTTATCANGGANG
GAGTTCANCAGGTTCACCTCCTTCTCCAGGNAAACCTTCTTGTCGNCNAAGGGGTTGNAC
AGCGNGAAAAACNGCTNGGTTTCTTTGNGCGTCNNAAAAACTTGGNTGNAAAGCTCCANA
AACCTCTTCNGGNACNGNGNGAGCTCGGCGNGGNTCGGCACCTCGTCAATCTTCCTCTGC
AGNATGGCGATCTCCCGGTTCCTCCGTGCCATGAGCAAACGGATCTTCTGCA
>BJ716130 ID   BJ716130   standard; mRNA; EST; 241 BP.
CTTTTTTAGANCAACAAACAGTCATTTTTGGANTGCTNGAGTCCATTTCCTTCCTCTGAT
AACTGATTCCTCCTCCTTGNTNAATANTCTTCTCNTTNNTCCTCTCCTTCACCTTCAATG
GAGTCGACTCCAACCTCCTCATAANCCTTCTCCAAAGCCGCCATGTCNTCTCNGGGCTCA
GAGAACTCTCCCTCCTCCATACCCTCACCCACNTANCANTGAACAAAGGCGCGCTTGGCG
T
>BJ716146 ID   BJ716146   standard; mRNA; EST; 557 BP.
AAAACATACAGAGGGTCTGCATGGCTCAGCGAGTGTGTGTGCACAGGTAAGGAGCAGGAG
AACAAAAGGGGATGGTGTGCTCATTCACATGCTGTCTAAAGGGGTCGCAGATGCTTCGTT
TGTGGAGATACATCTGGCCGACTTGAACGACTTCATTTGACACTTTTTTTTTTTANCTTC
NGGTTTTCAACAAGTATGTGAACCATCANGCATTCTTTGTCAAGCNACACAAACNCTGCA
GGCNCTGGANCAAAAANCTGTTANCAACAAACGTTTGNCTTTTATNCCTTGCATTTNANT
TNAANTCNGGNCNCACGGNCGGNCCNGCTGNCCNCNANGGGCGNGGCTCGNCCCGGCACA
CCCGTCACCGCGGNGACANACAACTGAAAAAATGATTAAAGCANATTTTCCCTTGCAAGN
CCGNCCNCTGAANCATTGTTTTATNANCNATNATNCAANCCNGCNCTGAANNCNGGNNAA
GGGGGTNAACAAAANCGGTCNCAGGCGNACCCGNGGCATCAAAANCNANAGGNCAACCCG
GTCTGCTGCTNATTCAC
>BJ716184 ID   BJ716184   standard; mRNA; EST; 276 BP.
GACTGCTGCCTTCACAAAATACCCTTATCAAAGGTNTTGACTAGTCAGATGAACATCATC
NANAAAGACNGATACTGTCNGGAATGTCAGTTTCACCCCTTCACCTTTANGCCCAATTAT
GGTTACAAATAGTCNTCAAAAATAGAGAATNATCCNAATTGGATTTACAGTANAGAAGGA



TCCACAGGATCCACTTATGGCTTTTTNTGATTAATCNGCAACANGCTGAANACGTNATGT
CAGGATACTCANTATCACATTAAAACATTGAGNCAA
>BJ716190 ID   BJ716190   standard; mRNA; EST; 794 BP.
TCATCTTAACCAAACCAGAACAAGTGTCACAGGATTTCTCCACATTCACAGTTTGTCTGC
TGCCTTAAGGGAGATAAAGAAAAACACACTAAAACGTTTTTTTAGCTTTCCCATCTTCAG
TGCTGCCAGAAACCTGGCTTTTCTTTGAATTTATTTGTTTTTATTAACCTCCCTCTTCTC
ATTTCTGACTTTGCTTAAAAGGATTACATTTTTCATTTGGTTAAACATTCTACAAAGTTC
ATTCCTTCACATCTAAACAAGATTGAGAACCAAAACAAACAGAAGAACCTTGTGTAGTTG
TAATTCTCTAGGTTTTAATGATGTAGTGAACCTTCATTAACAGAATCTTTTATGAACAGA
AGACCAAAGTTTCTGTCGAACCATGAGAACCTTTAAAACCCCAGACAAGAAAATAACAGC
AAGTTTCTGCTGTAGAAGAATGATGTCATCTACAGAGGATGACTTTGAGCTGATGAGCGG
ATGATTATCAGGCTGTAGGTCATCCACAGCTGACGGGAGAAGAATGCTTCAACATGTTTC
AGATATGTTCAGTCAACTTTCAGAACTTCAAGCTGGTAGCAGCAGGTGAGAGGCATCAGT
CCCTCTGTTCACTGAGTAATGGTTCGCAGACTGCCATCTCACCCTGTCTCTTCTCATCTG
CATCTTCCACAGCCGTCGGTGGCATGTGGCAGAAAGTCGGCAAACGGAGATCACAGCGGT
GCCCGTCTCTGTTGACGGCCTTGTCACTAAGCGAGTACAGCTTCTCTGCGATGTCATTGC
GCACCNCCAAGCGA
>BJ716346 ID   BJ716346   standard; mRNA; EST; 391 BP.
AAGGAAAGAATTAAATAACTACAAGCTCGAAAGGCAGGCAGTGTGACAAACTCCTCATCC
TTTGCAGAAGCTTCAAACAGTTGGAAATATGTTTTTATCCGTGACAAGGCTCCCTGCTCG
GACCAACGGGTACGGTTGACTGCAGCCAGAACAACTGGACAACCACAGAGGACCGGCTGC
TCCGGTTTGTGTGTGGCCTGATTGGCTGCGTTTCATCCATGAGGTGTTTGGGTGGGAAGT
GATAGCTGCTCTGTAATAAAAAAATTCAAATATCAGGCTGCAGCCATTATGTGTAATTAG
TTTTTCTTTTTTTCCCCACTCAGCAGGGTTCAGTCTGAAGAAAGAGGCTGGATAGAGGGG
GGGGGGGTTCNGCTGNCNNTTTCAGGGTTNG
>BJ716364 ID   BJ716364   standard; mRNA; EST; 704 BP.
GACTTTTGTTTTTCAAGAGATGAATATCTTTGANGAGACTCTGGTTTTGACTGAGTCAAA
TTTNGAGTCCCTGGAAGTGGGCTAAAAATGGTCCAAGTAAAGNCACTCTCTGTGAAGATG
AAGGCACCAAATATCTTTTTGCTCTTTTGCTTCTTCAACATTCTTCTTTTTCTTTCATCT
CTTCTCCCTCACAAGATGTTTGAGCCAAAGTAGGCACACTGAGTGACTGCCTACTGATAG
ATTTAACTCACCTCTTTTTTGTGTCAGGCAGCTATTTCATTAATTTCTCCCAGCCAGGAG
CANAANGGTGTCCTGTGTGTTGGCCATGTGTGAGGTCAGGTCTCTATTGCACACGCTGAC
TTCCTTTGCTCTGCTGCCATTTTAACACACAGATCTAGAACCAGAGTGTGACACATCTTC
TGTTTGTGTGACAACCCANCAGTTCTTCTACCAAGTGGGTAAACAACCACAGGCTTTTCT
GTGATTCGNGTATTTTTAATTTTGCTCTTGGGAATGCTGCATTGGTCGTGTCCGGGGTCA
TAAACATGCACGCACAACTTTAACGGTTTACTGTGCACGCAAGCGAAACAGAGGAGCAAT
GCCAGGACTTTGATCTGAGCCCGAAGAGCCGAAAAAAGCCACACATGCATGCNAACAAGC
TGTTGTTCTCAGGCTGAAAAGAACACTTCCTAAATTTAAACCTT
>BJ716379 ID   BJ716379   standard; mRNA; EST; 448 BP.
AAGTGAGATCCCGCCCCGACACTCCCTGAAGCTCCANTCNAAGTCCCGGTCCACCTCCGT
GTCNGATAGGCCCGTGCCGCCCAGAGACATGCTCTCNAACCCGGNGCTGNGGCTTAAGTC
AAATCNCTCGTCTTCNAACTCTTCATCAGACGANGACNACACGGATGAGGAAGAGTGCGC
GGCTGATGGNNTTGGNGAGGNGGCGCGTGCGTACCNGAGCCGCGCGGTGTGTGANGACTC
GCTGGAGCGCGGGCTCTGCTCCTCGTACAGGCTCAGCGGGTCGCTGGACTCCGCCGAGCT
GCTGGGGGTGGGACTGGNCGGNACACCCACGAGAGGGNGGGTCACTCTCCAGACTACCCG
TGCCNCCGAACACGNGGGNNCGCCTCNNCTCANCCGTGAGCTTCTCGGGGATCTGCCNGG
NCCCNGACACTGACCTGGATTTNANGAG
>BJ716419 ID   BJ716419   standard; mRNA; EST; 800 BP.
GAATTTTTGAACTACTGGTATTTGAATCAAGTTTGAGAATAACTGACGACAGCTGTTCAT
TTATTTTAGCATTTATAAAGAATCCCAACGGTGTCCAGGTAGCAGGCTTTCTCAGAGACA
TAGCATTCTGTGGCATGACTGGGATGAAAGCGAGTGTAGGTGGAGTATCGAATCACCAAA
CCCTCTCCGGCTTCTGTCTGGATGCCAGACTTCTGAAAGACTTTTCCATTGTTGATGGAG
TTGGTGCTCATCAGTACCTTCAGCTGGTCCGGCAGCTCACGAACAGAGGACAAATCTGTT
GTGGCAGATTGTTTACCAAAGTTAAGCACCATAAGGTAAGCCTCTTTGTGACCGTCGAGC
TCTCGAAGGTACGAGAAGATGTTTGCATCAGCTTGAACGTAGCAGAACCAGCCTCGCAAA
AAGGGAAGCTCTGCCTGCCGCAGGCTGTTCAGAAAGTTATACTGAAACATTGTGGATCCT
TCACTGTCCTTTTGGACCTCCACATTGACACTTTTGTAATCTGGGTGTACAGGAAGCCAC
GTGATGTTGGTTAAGTTATTGAAGCCTGTATTCATGTCACTGTTCCACTGCATGGGAGAG
CGCTGAGGGTCCCGACTATTGCTCAGGTTATATTTGCCAAAGGGGTCCTGAACCTGGTCT
GCTGTGATGTTGATGTTCTCCATGCCGATCTCTTCTCCATAGTAGGTGGTGGGGGTGCCA
GGAAGGGTCAGCAGCAGCATGTTGATGACGCGCACATACATCTTACCAGCACTGGAAGCA
ATNCGGCTCCTGTCANGGTT
>BJ716426 ID   BJ716426   standard; mRNA; EST; 769 BP.
CTTTTCTTTCTTTTCTTTAGAAGTGGTTTGTCAGGCATTTTTCCAACCTCATCATCATCT



TTTAGAGGTTTCTTCATGAGTTGTTCTTCTTTTTCCGATGGAGGCAGGAATTCACCTTTC
TTTCTAACCAACTTCATATCAGCTGAAGAATGGGCCGTTTCTTGATCACCAACCAACATG
CTTGACATGTAACCTAAGAACAGCTCCTTCTTGTCAGAGAATTCAAGCAGCGCCTCCTCC
ACGACTTGCATTGGGTCCACAGACACTTCAGGCACAATTCCTTGATCACCGATCAGCGTT
GTGGGAAGGAAGCTGTCGATCAGTTCTCTTATAGTCTCTGTCGTTGTTCTCAGAACCGAG
ACGGGACTAAACCCAACAGCCTGCTGGACATCTTTTAAAATATCCAGTATTCCATCCAGA
AATACACAGAGACTGTCCTGGACGAATCTTGCAATTCCGCTCACAAAATCATTTACAAGA
TTAAAGACATAACGGCCCACAGTCACCGGGTCAATAAAGCTGATGTCTATTGTTCCTTTG
AAAATATCCAAGATGAAATCCAGTATGGTGCAGAAAATGTCCTGAATGTAAGCCCCTATT
TCATTAGCAAAATCATTCACGACACCGAAGACGTTTCTGCCCACCGTCACAGGGTCAATG
ACGCTAACGTCAGTCGTTCCTCTGAAAACATCCAGAACAAAGTCTAGAACGGTGCAGATT
ATGTCCTGGATGGGTGCCACTATCCCACTCACGCCGTCATCGACAACAT
>BJ716482 ID   BJ716482   standard; mRNA; EST; 120 BP.
AGGTAAAACGTGTCTGAATCTTTGTGTTTGTTTGTTTTTTTTGTGNTNGTGGAGCACGTG
CAGAGCTTTGCGTTTCTGANTGNTAAAGGTTGNAGTTGATGCCGATCCNNTGTCTGATCA
>BJ716490 ID   BJ716490   standard; mRNA; EST; 256 BP.
GTGCAGNCNTTCCCANAGATNCNTGGCTNTTTCCCTCAATTTGTCATCACTGAGATCATC
AAAGCTCACAGGTTTGTATCNCNCTGCCANANTCTTCTTCNNCNTTNCNCTTTCAGTNNG
CTTTTTGCNGCGNTTTTGCTNGATCCNTNGAAGATTGCNGCTGAANCCTGAGCCCATGTT
GGTCAATGCTATCTTTTTCTTCNNATCNTCCTCAACCTTCCTCAGGGNANCAGCTTCCTC
CTTCCTCANNCTCTCA
>BJ716507 ID   BJ716507   standard; mRNA; EST; 187 BP.
TCCCAGAATTCAGAGNAAATGTTCAAATCCGAGNCTTAACATTTTATCCTCCAGCANAAG
CAACCNNAGTGAGAGCGGAANCTCATCCTGACNNCANANNAANGANTGAAGCCCCGCCNA
CGGCCTCTGGACATCTGCNNATGGAGTTCTGTTTCCACACAGGACAAGATACTGCCTTGG
CGGGGTG
>BJ716552 ID   BJ716552   standard; mRNA; EST; 220 BP.
CAGCTTTAGTGCTGCNTCNGGAAGTCCGTCTGTGGTTTCNGTACGGATGGACATGCGGAC
GCTTTGCGTGCTACAGAGGCAGGAGGATTGAAGGCGAGGAGGCCCTGTGGCTGGCTGGGC
TGGCAGCAAAAGAATTGGCCCANCTGGANATAGGGGNTCTGCCTCGAACGGCAGAGAGTT
GGGNGGGGGGCAAACNCTGCANCCCCTTACTCCGGTGGGG
>BJ716557 ID   BJ716557   standard; mRNA; EST; 162 BP.
CAGCTGATTGACAGTGTTAGCCAACTATCTAAAACCACAATTTAGTTCCCATCTTTTTCT
TTTTTTTTTCCCCAACANGTAGGATTCTAAAACTTAAAAGTTNGAAATCNCCATCGNCCA
GGCTTCGGTACATCAGCTATNGTTNANGAAGCTANATTNGNC
>BJ716573 ID   BJ716573   standard; mRNA; EST; 344 BP.
GCACTTAAGCTTTGATATCCTGAGGCATTCACTTCAAAGAAGCCACCTCAAATAAATACA
CTGCCTGCCACACTAGGTAAAGACCCAGTATTCTGGGAGTTCCTGTCGTGGCGCAGTGGT
TAACGAATCCGACTAGGAACCATGAGGTTGTGAGTTCGGTCCCTGCCCTTGCTCAGTGGG
TTAAGGTGGTGTAGGTTGCAGACGTGTCTCGGATCCCGCGTTGCTGTGGCTCTGGCGTAG
GCTGGCGGCTACAGCTCCTATTGGATCCCTAGCCTGGGAACCTCCATATGCTGCAGGAGT
GGCCCTAGAAAAGGCAAAAAGACCAAAAAAAAAAAAANGNCCNC
>BJ716577 ID   BJ716577   standard; mRNA; EST; 666 BP.
TTCAGGNGATGACTTCANACCTCATCANGNTCNCCCTTCATCTTTTCCTTAANAGGAAAC
CNGNGAGGAGGATGTCACAACCACTCCGTCCTTGATCNCCTCAGGGACCACAANGATCTT
TTTGGNCGGGGNGNAGGAAGTGCTGGAGGATTTGNAAAAGGAGGNGGAGGAGGTTTGCGT
GGCCTCNCCATCCAACAGCCTTCNGTATTCNGCAATCNCCATCNCCAGTCNGGNCTTGAN
GTCAAACAANATCNGGNATTCNCNACTTTGGNGTTCCANGTCGTTGCNCATCANGACTAA
CNGCNCCNCCANAACTGATACCTTTTGCTGGAAGGCAAAAATCTGAAAAAAAAAGCGNGC
CNCTGTTTCGNGNAATTGGCCCTCCAAAGCANCTTTCAAACTGAGTTGANACTGCANCTC
TATTTGCAGGTTTTGAAGNGNCCNATTGAAATCTGAAATTTCGNACTTTGACNANATTAA
AGTTTCTTGTTTCACANACATCTCTGACTTCAGCCCCTCTGCCTTTTTATCGNACCACTC
TTGAAGTTCTTTCTNGTTTTTATTAGCCANGGCCNCGTACTGCTCACGGATCTCAGCCAT
GATGGCACTCAAGTCCTCCTGNGGTTTTGCGTCCACCTCAACGTTGACCTGACCAGTGAC
CTGAGT
>BJ716603 ID   BJ716603   standard; mRNA; EST; 794 BP.
TCACCCTTCATGGCGGCTGCCCTGCTTCTTCCTCACCACTCATGTCATCGCTGTGCCGAC
ATCTCAAGCTTAACATAGGGTTGAGGAGGGGCCAAAAAACTTTTTATCCACATTGTGCGT
TTGTAATTTCACATCTGAGCTGTTGGTTTTGGTTAAAAAGGAGCAAGAGACACGCTGCAT
GTTTGCTTTTGTCTTTGAAACTAGATTGTCTAAACATCACAACAGTTTTAGTCAGTCCTT
TACAACATATTTACTGTGAAAATTCTGCTTTATTTGGAATATGCAGAACAAAATTTGAAC
TATATAGCTTGCATGAGCTTTCCCACTGTGGCTTCTAATTTTACACACTTAAAAAAAAAC
GTTGTTTTTCAAAGGATTCATTAGAAGCTGCAGTTACCTGTGTCCACCCGACTGCTGCGA
CCTCCCAGCAGGTACCTGAACTCCTGGCAGCGTTCACTCTGGCTGTAACCCTTCGGGGAG



TTGAGGCACAGCTCTTCCACAAACATCAGCGCCTTCTTACACAGGTCTTCTTCCCAGTCC
CCCGACATGCTCCAATCTGCATCGCACTCTCACCAGCAGTCAGCCAATGACAGCGCAGCC
AACGCCGCCCTCACCTATCGGACGGCACCTGGGAAAGAGCTTTGCTGGCCCATCCACCTT
TTACAGGTCTTGAAGTGGGAATAGGAGGCAGCTGGTGGAGGACGAACAGGGGAAGCTTGG
TGGAAGTCCTGGTCTGGATCACAGAGACCTGACTGACATGTCNGTCAACTCCCCTCTCAC
TTTCACTTTGCTGA
>BJ716608 ID   BJ716608   standard; mRNA; EST; 818 BP.
GGTCTGTCAGCCCAACAGAGACTCCAGGAGTTGTGTGTTCGAGTCGTTTTGTGGCAGACC
CACAAAGCTGCACAGCTGATGCTGGAGGTGTTGGAAGCTGCATGTTTGCCTGTAGTCTTT
TACAGAGCTTTGCGATGGTCCAGCGGGATAGTCACTGCTAAAGAACTCCAGGTCAGAGTC
AGAGGAGAGGCTCAGGTCCATGTAACTGCTGAAAGAATAGTCCAAAGAGGAGGAGAGAGT
GTTGGGGATAACCTCAAGGTCCTCAATAAAGTCCCTAGACTGGTTTGCGTTCTCGTCGAG
GTAACCTGTCGCCGAGTTCCTGCTGAACTTGTCTGTGACAGTGAAGCTCCGGGGTGGTCC
TGTGTTGTCAGCTGCTGTGGTTTGAGGGGCGGAGCTACCGCCCCACTGCTTCCGTTGTTC
TCTTACCTGCCTCAGGTGGTTGCATGAAGAGTCCTTTTCATTTTCACAGTCAAGGCTGCT
AATCGTACCTGTGTTGACATCAGGAGGACTCTGACTCCTGCTGCAGAAACCGGCGTCAGA
GTCAGAGGAGAGGCAGGAGGACTCGGTCATGTCACTGCTGCAGCTGTTCTCCTGTTCTGG
AATGAAATGGTAGGAAGGAGTGGCAGGCATGGTGAGAGGAAGGCCATCTTCCTCTAGAGT
GAACCCGAACGGACACCTCTTATCCAGGCTGCTTTGTTCTGGAACCTCCTTGTCCTGATT
TTCATATTCGTGGAGTTCCTCTGGAAGTCCTGCGTGGTCCTCTGGGNTTTACCGATTCCT
CCTGCAGCCGCCTTTCCAGCTCCAGCTTCATGACGGTG
>BJ716692 ID   BJ716692   standard; mRNA; EST; 145 BP.
AGTCACACTTTATTTACNAAAATACTGAGAACCAGCANTGGAGGGAGAGGAAGCATGACA
AAAATTNTCCTTCTTTTAATTGCGTATTGAACAGCAGNTNANGGNATTTGGTTGGCTTTT
CNCCATTTGGCNTGGNAACTGCGGC
>BJ716711 ID   BJ716711   standard; mRNA; EST; 567 BP.
GTTGCAATCCANACTTGTNGAGAGAGGTAACCAGGNCNCTAANGAATATTATGAAGCCTT
CCTTTACGTTAANCTGTGGGGTTTANATGCACGCAGAACATTGGAGGTTACNGAGTTCCT
GTCCAGGACTAGGACGGACTCTACCAACCAGACGCTCCACCATTTAGATGCCATACCAAC
CAGACACTGCACCACGCAGACGATCTACCAAGCAGACGCTCTACAGACATAGACGCTGCA
ACAACCCATTGTTTGGTTCATTCTCTGTTTTTAACAGTTTCTCTCAAGTCCTACATTCTA
TCACCAAAGTTTAATGAATAAAGTTCTTCAGGGGATGGGGTCTTTATGATAACTAAAGAA
CTTAATGATGCAAGCGCATCCGCCAATCACCTTAGGCCCACCTTTGAACTACAGTTTGAA
TTGAAGATAACTCTGAAAAATGTAAATGCGAGGGTGTGAAATTCCAGAAATACTTTTGAA
AATCAGTCATGAAAATGCCGCTAAGAACTTTTAAATAAATTCTCTGAAAGAACTGGACTA
TTTAACTATTATTGACCTCCAGTTTTT
>BJ716714 ID   BJ716714   standard; mRNA; EST; 614 BP.
AATGTTCATGATGTAAACTCTGGAGGGGGGGGCAGCTGACTTCACAGAAGTGAAGCTGGA
TTTCAAATGTTGAAAAGGTTTCTGACGAACGGNGGCGGTTCGGTTTCATCCTCTGGTCCA
NCAGGAACCGGTTCTCCACGTCAGTCTGCAGGAGGACCCGCGCCNTCAGGAGGGGGGGGC
CTGCGTCGGCTGGTCTGCCCAGAANTCCGGGTTGTCCTGGTACCACTGGACTGTCCGCCT
GATGCCCTCAGCCCAAGANACCTGCGCCCCCNANNCCAGACGCCGCAGCTTCTCACTGCT
GATCGGGTACCGNANCTCCACCTGAGGNCTGTCCGGCACAAACTCCAGNCACTCGCCCAC
NTCAGAGTCCGGAACNTTCCTGANCGTTTTCACCAGCTGCTGAGCCAGCCCCAGGATGGG
AACCTCCCAGCTAGAACCCACGTTGTAGACCTCGCCCACGGCTCCTTTCTCCAGCAGCAG
GCAGGAAGGCGGCNATGGCGTCGCTCACAAACAGGAAGTGGCGCGATTTGGGGGCGGTTC
CNTGAATGGTGCATTTGTTGTTCTGCTGGANGAAGCTGAGGAANCTGGGAATGACCTTCT
CNCTGTGCTGCCGG
>BJ716724 ID   BJ716724   standard; mRNA; EST; 304 BP.
TCNCATTCNCAGTTGTGGNCCAGNTTTGCTGATACTTCTCACAATCTGAAAGCCCCTGAN
AAGCCTAAAGCGGACACAATCGAGCATCTCCATATTCTGACANAAACTATATATTGCTTT
TTTCCCCCNTTATTTTTCACAAAATGTGTGAAAAAAATGATCTTTGTGATAATCAAAAAN
TANNNACCGGTACTTANGGCGTCTTTGATGGCAAAAGAATAATATTGCNCTGTTTTTNAT
TTTTTTTATTCNGTTTTTAAGCAAGAGTGANNACGCCGGGCACCTCTNANTACACCCACG
ACAC
>BJ716858 ID   BJ716858   standard; mRNA; EST; 757 BP.
TTCAGGTTCTTCTTGAAGTTGTATTTTAATCTCGTTTTCAGTTTTCTGGATCTCTTCATG
TTTGCTTCTCATGATTTTCTTCATTTCTTTCTGAATTGCTTCCTCAGCCTCTCTCAGCAT
TTCATTGGTGAAACACGTCCCACCGNNTGTCTTTCAACATTTCATCAATCTTTTCGATCA
GCTCTCTGGCCTGCTGGGGTCTGGTTTGTTTGTTGTAGTTGTTAAACACTTGGTATCTTC
CACCACACTCCTGCACAATACTCTTAAAGAACTCATCTCCTCCTTCCAGGTATTCCTCTG
GGGTCATTGAATGGTACTGCAGCTCATCCCCTCTTGTTAAAAGAATGATGGTGAATTTTT
GTGAGTTTTTTCCAAAGACTTTTTTGATGAGTTTCAGCGTCTCCCTCTCTTCTTCTGTAA
ATCGTCCAATTCCCAGCACTAGCAGGAAGACATGTGGCCCCGGAGCCAGCAGACTGATGC



ATCTTTTCAGCTCCTCGCTTACTTGCTCGTTACTGAGTGTCGTGTCAAATAGTCCAGGAG
TGTCGACCACGGTGACTTGACGGGCGCCAATTTTTGTTTGTGCTTTCTGGCATTTTTTAG
TGACAGACTTTTGATCAGATTTAGCCATGAATTCATCCCTTCCTAAAATGGTGTTTCCAG
AGGAGCTCTTCCCACTGCCAGTCTTCCCAATCAGAACAATGCGGAGGTCGGTTGAGACAT
CGAGTGACGTGTCTTCAAGTTCATCCACCAGCTCATA
>BJ716914 ID   BJ716914   standard; mRNA; EST; 293 BP.
AACCACTGCAGGGNGGNGAGCGTTCCNATCATGATGATACGGGCCACCANACCCTTCCAC
ACACCTTTGGGCNCNAGCTTCTTCAGGACCTGCGCGGCGGNGCTGCCCTTCTCCTTGTTC
NNCANANACACCACAGAGTCNNCGGGGTGGGACACGATGGCACANAAGACCCCANCGATG
TATCCGGCCANGAAGGTGACAACCAGCTGCTCGCCTTTGCTGCACTCNCTGCGCGGTTTA
GGAACCACGTACTTGTATAGCAACTCCACNGTGCGCTCGAAGCAGGCNAACTT
>BJ716924 ID   BJ716924   standard; mRNA; EST; 447 BP.
TCTAAGTTGGCTTTTGTAAAAACAAACTATTTTTTAAGTTTGTGTGGAGTCCAAAACGCT
CCCAGATGTGCAGACAGCCAGACATCTACGAATACATGTTCAACACAGCGCATATGTGTT
TGAGCTCTTTCACTCACCTGCAATCGAGTCAAACATACAAGAATCCAAAAGCTCCAGCTA
TGCTGTCAAATGTGTTTCAGCATCACTAAAAGGTCTGCAGTTTATTATGTCACCACACAA
ATCAGGCACCTTTTGAAAATATCTCATTTGTTAAATAACACAAAGTTTGCTGATGACTAC
GTAATAACTGTAAAGACACTTTAAGATAATCAAACAGGAAACCATTTTCATTTCTTTTTT
TTTTTNCNNTTNCNNANGGCTTNCCAAATNAANCNGGCTTGGGGGGATTTTNCCAAAAAA
AAAAATTTTTTNNAANCCNAAACCCCC
>BJ716933 ID   BJ716933   standard; mRNA; EST; 728 BP.
TATAAGGCTGTCCCATCAGACTGTAGGTATCCTGCAACCTAAACCTACATCAGAATAAAG
TACAGGGGGAAAAATAANCTTTTTTCTCTAAAACTTCGAGTTTTAGAAAGAACTCANAGT
TTGAGACTAANTATTCTACTTACACTTTTCTTATCTGGAAAAGTTTAAGTAAGAGGCATC
AGAAGAATCTGTGTGTCTGCTTTAGAACATCCTGTTAACTAACCCCGCTATAATACACTA
TATTACCAAAAGTATTCGCTCACCCATCCAAATGATCAGTATCAGGTGTCCTGATCTCTT
GTTCTGGCCACAGGTGTATCAAATCATCACTCAGTCATCCNGACTGTTTTCNCAGACATT
TGTGAAAGAATGTTCCGCTCTCAGGAGCTCCGTGAATTCCAGCGTGGAACTGTCATTGGA
CGCCACCTGTACCACAGATCCAGTGGTGAAATGTCCTCTCTCCTAAATCTACAGTCAACT
GTCAGCTCTATCAGAACAACATGGAAGAGTTTGGGAACAACAGCAACTCAGCCACCAAGT
GGTAGACCACAAACTGATGGAGCGGAGTCAGAGGATGCTGAAGCACAAAGAGGTCACCGA
CTTTCTACACAGTCAATTGCTCCAAACTTCATGTGACCTTCAGATTAGTCCAAGTCCAGC
ATACAGAGAGATTCATGGAATGGGTTTCCATGACCGAGCAGCTGCATCCAAGACACACAT
CACTGAAT
>BJ717057 ID   BJ717057   standard; mRNA; EST; 765 BP.
GTGGCATTTGAACAATGAAACAGTTTTTAAATTCAAACTTAAAGAGGCACCGTCCTGTGA
TTTAGTTAAATGACTATGCCACATTTCTTTTTCCTGCGAAAACTTTTGCGATGGGTTTTG
ATCAGCATAAGCCAGTCCTTCAGAATAGAACTATGCCTCAGAGTGAATAACCCGGGATGG
GAAGAAGATGCATGGGAGGCAGTTGCCTGCTGCTGCCGGCACACGTCTTGTTTGGCATCC
TGCACGACCATTCATTTCTTCTTCTGGGCTTTCTCTGCAGCCTTGGTCGTCTTGCCGGAA
ATTTCCTTGGTATCAACAGCCTTGATGACACCAACAGCCACGGTCTGCCTCATGTCACGC
ACAGCGAAACGTCCAAGAGGAGGGTAGTTTGAGAAAGGCTCCACAACCATGGGCTTCTGT
GGGATCAGCTTGACAATGGCAGCATCTCCAGACTTAACAAACTTGGGGTTGTCTTCCAGC
TTCTTGCCAGAACGACGGTCGATCTTCTCAATGAGCTCGTTGAACTTGCAGGCGATGTGA
GCAGTGTGGCAGTCCAGCACAGGGGCATAGCCCTGGTTGATCTGGCCTGGGTGGTTCAGG
ATGATGACCTGAGCGTGGGTCGTTCTTGCTGTCACCAGCGACGTATCCACGACGGATTTC
CTTGACGGACACGTTCTTGATGTTGAAGCCAACGTTGTCACCGGGCACAGCTTCTGGTAA
AGACTCGTGGTGCATCTCCACTGACTTGACCTCAGTGGTCAGGTT
>BJ717077 ID   BJ717077   standard; mRNA; EST; 726 BP.
TGTAAGGAGATCATGTGACCTCAGCTTCCGGCCTGTCAGGTGATCAAACAGAGCCCAGAT
CAGGTGACACGGCTCAAGGCGGCTCAGAGTCTCAAGAAGAGCTTGTGGTTTTGGGGGGGG
GGTCTTTTCCAGCAAACTTGGCCTTGTCTCCAAGCTCCTCCTCAATCCTCATCAGCTGGT
TGTATTTGGCCAAACGCTCCGACCTGCAGGGGGCACCAGTTTTGATCTGTCCAGTGCAGA
GACCAACCACCAGATCAGAGATGAAGGTGTCCTCGGTCTCCCCGGAGCGGTGGCTGACCA
TCACGCCCCACCCGCTGCTCTGAGCCAGCTTACACGCCTGGATGGACTCTGTGACGGAGC
CGATCTGGTTGACTTTGAGCAGCAGACAGTTGCAGGCCTTCTTCTCCACCGCCTGCTGGA
TCCTCTTTGGGTTGGTCACCGCCAGGTCATCTCCTACAATCTGGATGTCTACAGAAGCCG
TGAACTTGGCCCAGTTCTCCCAGTCATCCTGGTCAAAGGGATCTTCTATGGACTGGACGG
GGTAGTTCTTGATGAAGCTGCGGTACAGGTCTCCCAGTTGCTCCCCGGAGATGTGCCTGG
ACGGGTCGTCGGGGGACTTGAAGTCCAGGTCGTACTTGCCACTGCGGAAGAACTCGGAGG
CAGCCACGTCCATGCCGATGATGATCTTGTCCGGGTAGCCGGCTTTCTCGATGGCCGACT
TGAGCA
>BJ717080 ID   BJ717080   standard; mRNA; EST; 500 BP.
TTTCNCGGNTTTAGTTTCNTTTTCNTGTTTGGAAACTCTTCCTGCTNNGNGGNATTGTCT



ATCAGGTTCCTCCATTTNGACTTCNACTCCATCGTGCATCTGANTTTCTTNTCTNTNTCT
TCTNTGGAGGANCTGCTTGCTCCGNGCCATTACCNTCAGGTTGCTCAGCGACANCTTCCA
GTGCCTCCGATTTCCTTTTCTTTTTCTTCTTGGCTGGACTCTCCTCTGCACCGANTCNCN
GCCNNTGCAGCTNNAGCCTCTGCATCACTGNTGGATTCTCCATTNGCTTCTAGNTNTTTC
AGCTTCTTCTCCCGTTTCANGCGTTTCTNTTCCATCATTTCCAGNNTGCGTTTTAACTCA
GCTGCAATATCCGAAGCCTCTTTCAGAGCTTCCTTCATGACNAACCACATTTTTCCGAGG
NACATCACCGGNNNCATAGNANGACAGACGATCNNCCNNTTGNTCNCGCAGCNTGTCACC
AAAAANACTTGTGGGTAAAT
>BJ717097 ID   BJ717097   standard; mRNA; EST; 781 BP.
ACACTGGACTTGGTAAAAATCTCAGGGTACAGATGACATGTATCATCGAATGGATGTAAA
CAAAATAGTTATTGTTGCTTTAAAAGATGGCTCTAATGGATAAAAAAGGAAACTTAATCT
GGATAAAAGCAGAGAGGAAAGGTACAGATTACAGCTCATATTGTTGCTCTGATGTTGCAT
GGAACCTGTATTGTGACTTTTATTTCCTTCACAAGTCACTTTTTTTCACTTTTCACTGTC
TGGCCGTTGATTTGGCCGGACTCCCAGCGCTGCCACAGAGAAGCCTTCTGACTCCCCGCT
CTGTGAACCTTTGACTCCTGTGGATGGTCAGATTTCTTCTGAGATGGTGGGGGCCAGACC
CGTTCCAGTTTCCCCCATGACTTTTGCCTCTCACCTGAACTGTGTGACTTTGCGCTGAGG
GACTTTCCTTCCTCCTCACTATTCTGCCTGTCCTCTCCATACAAAGTGCATCTCTGTCTT
CTCAGCTCCTCTTCCCTCTCCTTGGCTTCCCGGATGTCTTTCTCCACTTCAGGTTGCAGA
GCCAGAGCGGGGCGCAGCTTAAAGAAGGGGTTGTGTTTGAGGAGAGATCCTGGATTTCCC
TCCAGGGGTTTGCCTCTGGCCTCCAAAGCCATCTTGGTAGATTCACTGCATATGGAGTCC
ATGCTTCTGTGCAGGCGCAGAGGCTTGTCTTGTGTGGGGTAGGGGGATAACCGGGTTTTA
TCTTGAAGTCCTCCAGTTGGGCTTCTTAACCTGATGCTTTCAAGGCTTTTTTCCTCTGCA
G
>BJ717149 ID   BJ717149   standard; mRNA; EST; 195 BP.
GATGCAAGCGGGCAGGCAAGGAGACTCTGCCCCAAGGATCCAGTGGGCTAGTTTTTCCTT
TTTTTTTTTTTAACAAAGGCCNACNCNATGCTGCGGCTGAAAACGGCCTATGNGGCCAAC
AGGGCTCNAGNAATTCCNCANCTTTTAAAGCAAAANTAACNCTTCCGTACNGGCCTAAAA
NTAANGGCAACNNCC
>BJ717185 ID   BJ717185   standard; mRNA; EST; 377 BP.
CATTTAGTTTNCTGGGGAAAATTTCGGTTTTTATCNCNAATTTCNNGATTTAAATCAGTT
TTTACTCTAAACCCCAAAANGCAAATTTCAGGTTTTTGGAATTTGGTTTTCCANAAATCT
GATTCCACANATTCCTTCNGGATGAAGATCAGNGNGGAANACNGGGGAAGCTTCANGCCC
CCCCCCTTTACNTAAGTTTAAGNGNGNAAAAAANANAAAAGNGNCNCATTGAAANAGGAA
CANAAACNAANACTCNCCCCGCAAAGCTCAGTCNCACNGTTGTTGGCANAAAAAAGGNGN
GNGNGTGNGAACAAAAACAGCATNTGAANGAGCCCCTCCCTGACCCCCCCTCCCCCCANA
TNGAATANAAACAAAGG
>BJ717200 ID   BJ717200   standard; mRNA; EST; 163 BP.
CCGAATAAAACCCATCANCTCTTTCGGATAACATANGCNGTTCATTANCCAACATTTCCN
TTCAATCTTTCACATCCGGCTTTCCGGCTTNGGGTCAACTCCAATCGCAGTCGCACTTTC
NGCNGCNCAGAANATNGAAAAGATCTCACAATAGCNCCTTTAG
>BJ717349 ID   BJ717349   standard; mRNA; EST; 167 BP.
ATCAGAGCTGTAACCACAGCCACAGCAATGCCAAATCCAGGCAGAGTCTGTGACCTACAC
CACAGCTCACGGAAACACCAGATCCTTAACCCACTGAGGAAGCCAGGGATCAAACCTGTG
TCTTCATGGGTACTAGTCAGGTATCCATGAGCCACGATGGGAACTTC
>BJ717371 ID   BJ717371   standard; mRNA; EST; 760 BP.
TACAACAATGCACTTTGAACAGTACATCTGAAATGTTAAACAAGAATACAAAACAAAACA
AAATCCAACACAGAAAGCACATTTTATGAATGCAATTATGCCTTTTTTTTGACAACACAA
AATGACAATCTTTATTGAGCTTAAACCTCTTCCTGTCCCACAGGTTAGGTGTTAGAGGCT
CAGGAAATGTGCAAGCTACAGGTGATACGTCTGACATATGTTTAAGGTGTCTCGCAGCAT
CATGTCACGAAGCCGCCAAAGTGCATCCGCCATAGTCTTGTGAGCTCCCTTACTCTTCAG
CCAGTGGGATGGGAGTCTACTCTCTTGCTCCTTAGTAAGACGCACATCTTGTTTCTGAAC
TTTTAGAGCTTGGTCCCACTTGCTAACAGAGGAAGACTCTGCAGAAAGACCTTCTATGTA
TCTGAGATAAGCCTCAGAGTGCAGCAGCCGCTGAGTTCTAGCTGGTGGGGAGACAAACAA
GGGTGTGGAGGGCTGCTGAAGAGCAGGATGTCCTCCGCCTTGTCCTGGGTACGGCGGGGG
AGCCTGGAGCCCGGAGCCCATCAAAGCAATCTGAGGTCCGTGAACATTTCCTGCCGCAGA
TCCACTTCCTGTACCACTGACACCTGATTTAAGGAAGGTCTGATGCTGGGTCCTGTCACG
CTCCTGCTGCTCTGCTACTTTAGCTGCTCGCTCCTCGTACTCTGCTTTCCTGGAAGTCTC
CAGGTTCCTCCACTCCGTGCCAACCAGCCGGCTCAACTCC
>BJ717421 ID   BJ717421   standard; mRNA; EST; 644 BP.
GCTACGCTTCTACATGTAGCGTGTTACCAACAGAATTACTGTGAATGCAGTTAATGAAGT
CTAACTGACTGACGGACTTATCTTTGACTCCTTTGTCTCGTTTGATTAGTTCGGTGCACC
TTATATCCAGTACAGACCAAAAGTGTGGACTTTTGGTCTGTACTGTATATGACATAAGTT
TAGAAATAGACTCTTCATAGACGCTGTGCCCTATGGTACGGAAAATACGGTATTAGCTTT
TGTAACTGTTTGACTCTAGCAGACTTGGTCTACACTCATGAGTGCAATGTGAAAGCCACC



ACCAGCTTCTCTTTATGGCAACCAGGTATGAGCTTATTCATTTTCTCATCCATGAGCGTC
ACCCTTTAGGGGGGAAAAGAAAAAATAAAAGTCATTCAAACAAAAAATAAACTCACATAC
ATAATAACATGCGTGCCTTTTCCCACGTGCAACTGATATGTCAATAAAATGGTGCAAATT
CAAGAGACGAACATCAACAACAGAAAAAAATGGCATTAATCACACAGAGTTTTCCAGTAC
AGGTGTGGTTTGATTCACAGGACAGGAAGTGGCGCTCTCCCACTCCTCGGTTCTTCCTTT
TTTTTTCCTCTTTCATCTTAGCAGTGCATTTTTTTTTTCCCANA
>BJ717424 ID   BJ717424   standard; mRNA; EST; 245 BP.
CNNGCAANGNATTNCCTTTGGCGNCAAANCACCNNCGGNNACCCNTTTGNNTTNNTNCGG
GNAGNAGCNACCCNCCNCCNCCNCCCACNGGGGGNCCNACCTNTNTNTTGAGNATNAAAA
AAGGNGGNNANCCAGGNGAACAGGAGGAAAAGGGGGGGNCGAAGGGAACCTAATGGNNCA
GGNTTNCACACCCNGGGGNAGNAANGNCCCAAAANNNTTTCTNGTTTTACNGCNCNTTCC
CCANC
>BJ717480 ID   BJ717480   standard; mRNA; EST; 392 BP.
CCGCACCTCCCCAGAGATGAACCTCCAACAGGGGGAAGAAGGTCATGGATTGGGTTTTGC
ATANCAAAAGANANANGTTTGAACAGGACCAAGATTTAGAGGCTGANAGTACAAGAAACC
CCNGACNAANTTTACATACGAGCANTACTACGACCATGTTTAAGTATGCTCAACCNCTGG
GCAGCCTTCACAGAGGCNAATACGATGTCTGAGCAATGCANTTTACATTTGGAATCATGT
TTGAACGATGCANCTCAACAAACATTTGGAATGACTTAAAGAACANGATGTACNTTTANG
CCCCNNATGCNACTGCAGATGCCTGGGGTGTTTAAACCTANCCAANAAGCANAAACATTA
TCTCCTTCATTGTTCCNGTTTTTTTTTTAAAT
>BJ717485 ID   BJ717485   standard; mRNA; EST; 557 BP.
AATTTCTGGGAGCCACATTATTGATTTTATGACAGGTGACTGCAGGCCTGTGGGAATTTG
AATGCGGACTGCATTTGGCCCACTGGCCAGACTTTGGACATGCCAGCCTTTCTCAGCAAA
TAGGAGTTAAGCCCTTTTTTTTTNCTTTTNCAGAACTNCCCCAAGAATTNCAAACTACAA
NGAAANGANCAAAACNGAAAGCAGGNCCNNATAAANAGCCTTTNGGGCTGGGATNGTTTT
TATAAAGCAAGAAAAAAATANGTTANCTTNGGATTTAATTGAAAGCNCANCAAATTTATG
GGCCAAAANACTTNGTTTTTNCANCAGAAAAAGACCCCATAGANGCCCAANCTTTTTNCA
NCGAACAGAAAGGGGTAANCAANCNTTTANCGGCANACANGGGGACTTTTTAAAACNGAA
NCATTNCTTNGGGCATTTAACANGACANCCCTTTGAANATNCGTTNANCNGAGGTTTACN
TTNCAAACNCCAATTTAANCNGCAAAGCAATTAAGNGAACNCCCCCCCANCTTTNGTNCA
TNAACCGGGTNCANCNG
>BJ717539 ID   BJ717539   standard; mRNA; EST; 235 BP.
AGTCCGCGACATTGGGGAATACTGAAATGCAGTCCAGGGGGTCTCTCGTTGATGGTCAGG
CCNGGCTTAAAACCCCTTCAGNAGGACAGGAGCTNGCTCCAGGCTGTCACCTCTNGGTCA
GCTTTGGCACTGCAGGCAAAGCCGCTNAANGTGCGTCCACTTGTAGNCTTGANATGACGT
TTCCACAGCAAATTGGGTTTTTTTTTNCTGGCTGGCCATTTNGTNCGNACCCCCC
>BJ717541 ID   BJ717541   standard; mRNA; EST; 760 BP.
CAGACAGGCAGACGGGTCATGGTGACCCAAACCCTCCAATCAAACTGCTGGCTGTCTTAA
CAGCACAGAAAAGCAAACGCCGTGATTACAGGAGACAGACGGGGACCAGAGAACAAGAAC
ATCTGGATAAAAGAATCCAACAGGAAACCGGATTCTGGGTTTCTGGAAGTGGATGAAGAG
GAAGTTCTCGTCTTCTCAGCTGGGCTCAGACGTCCTGGGTGTCCTCGCAGAAAAACGCCC
GCAGAGCTTTGCCTTTGGAGATGTATCGGATGCACTCGATCTCTCCACCGTTGTTGCTGG
GCTTTTGGAAGTGAATCTCCAGGTGGTCCTGCAGGTCCTCCTCATCCTCCACGTCGATGA
TGTCATCCAGGAGGACGGTCCGGGTCGTGGTGCCACAAAACGTCTGAAACTTCTGCAGCT
CATAGTCGTACGACGGTCCAACCTTCACCTCCACTCCAGAGTCCAGATGAATGTGGTATG
TTCCTCTGAGGGCCAGTCTTTCTGCAACTCCAGGATGCAGAAACGTGACGAGTCCTTCCC
CTGTGGTCTGGTCGTACTCCACGCTCTTCACCTCCCCGCCTCCTCTGCTTGGCCGGGAGA
AGCTCACCTCCAGCCGGTCCTTGGTCCTCTCCTCCGGCAGCGCAGCAGGAACACCGAAGA
CCTTCAAGTGTGTCCTGGAGACGTTCAGGTTCACCTGAAACTTCACAGAGGAATCCAGCG
CCACCCGTCTAGGTTTGACGTGCACAGATTTGTCGTCACA
>BJ717601 ID   BJ717601   standard; mRNA; EST; 102 BP.
TATNTATTCTTTACTCCTTCTTGTNCCCCNANTTGGNCANCTTGTTNTTGACGGGAGTCA
TCATGAATCTGTCANACTTCATGTAGGCAGAAATCTTCTCCA
>BJ717642 ID   BJ717642   standard; mRNA; EST; 205 BP.
TGACAGCAGATGTNGGGAAAACGAGCCTTTTGGTCTCCTCTGGTTTCTGGCCNGCATGTT
GGACTTCTTGGCTGGACGTGGGCACAGNGGTGGNTGTGAANGNGNCANTGAANCCTCCTG
CAGNCANNNANCNNNGNCNANCNGGCCNCCNCANNCNCCANCANNCNCCNGNANGNNGCN
ANCNCCNGCNCCANNCNGNNCNNGA
>BJ717716 ID   BJ717716   standard; mRNA; EST; 335 BP.
AGTTTTTTATTTAATTATACAAATTCACTCGTCACCATCTGAGTCTTGACNGTGAGGCTG
AACTTANAGACGGGCAGCGGGGCAAACAGANACNGGGCTTAAGGTTTCTGATTGATATTC
TCCGTCNCAATCTTGTCCAATAGGGGGAGCGGTGTGCTGTGATANCAAAANGCTGCTACT
TGGACNCNTTGTCAGNGAAAATTGAAAANAAATTCCATTTTTAATACCCCTTTGNCTACT
TTTTTTTATTCAAATACNGTCNCCAGCAACTAANTGCAGCGTTCGGANAGGANAAAANAA



ANATGCAAAGAGGGAGGNGGAGGAACANACCNCAG
>BJ717742 ID   BJ717742   standard; mRNA; EST; 702 BP.
TACAATGGAGATTGAATAGGATTATATGCTCGTGGAGGGGGAGCACGTACATTGGAAGTA
TATTTCCATTCATTCGGTAAAGAAGCAGCTGGTGATGTTGATCGGCTTGCCTTGTTTGCT
TCCACAGTTTCAGAGTCCACAACAAACTTCTCCATACGAGACTGCCTCTTGGCGAACATA
TCAGCTCCTTTCCCTTTAACCACTGGCATCTCAAAAGCTGAACCTGGAGAAGATTTAGGA
TTTAGGACTGTGGCCATGGGGTTGATAGGTAATGGTCTTTGCCCAATAGTAAATGATTGC
ATTCGTCTGGGTGGAGGAGGCGTGGCCAGGTTTTGTGATGTATTTTGTAGTGGCTGCCAA
GGTTTAGGAGAGGGGCGGTTGTTGATTTTAGACACGGAAACATTCGTCGATGTTTGCTGT
GACTGTGAAGTCCAGGAGTCCACATGTGTCTGAAGCTGTGTTTGAGCAGGTGCCCATGTA
TCCCCTTGTGGCTGGGGTGGAGTACTGGAAATTTGCTGCTGCCAGCCTGGATATGGTGTT
GACTGGGTTGGGGGTGTTTGGACCCAAGGTGGCTGATGTTGAGGCTGATTTTGTTCTTGG
TTCCATGAATTCATGTGGTGTTGATTATTTTCAAGAGGGTGCTGAGCCCATTGAGACTGT
GATTGGGCCTGAGCAGGTACAGGTGCCCACGGATTCAGATTA
>BJ717744 ID   BJ717744   standard; mRNA; EST; 364 BP.
TGCTTTTNATGACAAAAGTGCATTTACATTGGTGGNACAACCAGGCCGNACATGGCTTGC
AGTCCGTTGCCGTTGGCNCTGGTGCAGNAAGGGGGTGGGNAGGCCTGGGNTCNAACCACA
GGGGCNAAGGCCCNCTTTTGTTTAATTCCATATGGGNAGTTGGCAAANNATCCGTTNAGN
AACCCGGGGNANCTTGNCACTCCCAGGTTCATACCGGCGTTNCCGNACCCATTCATGCTG
TTGCTNACGGTGTTGNACCTTGACTGCTGTGGGNNACTGCTGNAAATNTANCCCCAAGGG
NACACNCTGCTGNTGTTCCGGCTGNACCCCACTTGNTNATTCCCTTGNNACTCAAACNCA
TTNA
>BJ717776 ID   BJ717776   standard; mRNA; EST; 541 BP.
AAGAGTGCAAAAAACATTTCAAAACAAGGTTTACTGTCGTCACAATGAGTCCCCTCACAG
CTGGTGTTGTGTAACCACCCCACCACCATGACACATGTGACTGCAGGTCATGAGCTGACG
AGCACAGAAGAGCACATGCTATCTATCCACCAGTGAAGCTCTGCTGGTTGTAGTGGGCAT
ACTGGCAGCCCTGGTGGAGTGCAGATCAAGCCTCAGAAGAACACAGCACTGCGGAATTCC
CCACTCGCTACACAAGCTATATATAGCTCACACACACACACACACACACACACATAGAGC
TTGCACAGGCCCGGGAGGGCTTCACTCCTGCACATAAAAAAAGAACTTTTCAGGCACATG
TGGGAGCATAAGCAATTTTTTCTGCANACAGAGAAAAAAAAAAGAAAAGACTTTTAAAAG
ATTTGCNTGCAAAAATATCANTCTTCGGGAATCTTCAAANGGTTAANGGAAATCTANATT
TGGATTAGCGACNGGCGCAAATTATGCTTTTAAAATAACAAACAAACAAAAAAAANTGAG
A
>BJ717803 ID   BJ717803   standard; mRNA; EST; 258 BP.
CNGGACAANGANGTNCTTCAGNATTTCNCTTCCNCGGGGGGAANTTCNGCTNCAATTAAN
GGTTNCANAAANGATACAGTAAACCANCNCCAGCCNGNCCATACGGGAANGCANACTTTT
CNCTTTGATTATNCGGAGAAGGGCANAACATAAAAAAANTCNCAGAATTTNCTTTTTCAA
NCCGAANNCCAAAANGATCANCCNGCGATNCNCCNCACAACTTCNTAAAGATAANAGGAA
NTTTTAAAAAAANGGGAG
>BJ717820 ID   BJ717820   standard; mRNA; EST; 673 BP.
CAAGCAACACACTTCATTCACACAAGTGTGCGCGCGCAGACATCGCTGACAGTCCCTCCA
ACAAAGACGGATGCACGAGCAGGGAAACACGCGCATCACTGAGAAGTTCACTCAAATCTG
AAGGGCCCCTGTTCGGACGGAGGGGGCCGGCGCTGTCGGCTCCGGCGGCGGGTCTGCCGG
CTGAGGAGACGCTGATGACGCCCCCGCTGAATAAGGTGGTGGGGGGGCATCATGTTGTCC
GGGATTCTGCAGGGCATCACCGTAGCTGGGCAGAGGGGGGGCAATGATGCCACTCAGCGG
CACCATCTCAGGAACTGGACCTCCGTCTCCTTCCATCCTCACAGGAGCTCTGGGCATCCT
CCTGTCATTCTTTTTCTTGTTTTTGTAGCAGTAGACTCCCAGAACTGCGGCAACGACGGC
GCACACAACCACCCCCAGGATGCCGGCCACCAGCCCCGACACGTCTACTCTGGACAGACT
GCTTGGATCTTTGGTGTANGCGGCCCAAAAGTCTTTCANCCCCACCGTGTCNTCCTCAAA
AACCTCTCTGGNCTCCTCNNATGTGNANATNTCCTCTCTGNANTCCCTCTCNNNGTCNNC
CTGNNNNANNNTCTNNANTNNNNNNTGTTNTANANNNNGTNANNNNANNNNAANNANNNT
NNNNANTGNTNNT
>BJ717830 ID   BJ717830   standard; mRNA; EST; 191 BP.
CGCTCCGCCAGGGNCGNGGNCGACCCCGGNGGGGNCGATCCGAGGANCTCANTAAANCAT
CCAATCGGNAGTANNGANGGGNGGNGTGNANAAAGGGNAGGGANTTAANNAANGNNAGNT
NANGANNNGNGNTNANNGNNAANNNNNNNNNGANGNNAAANAANNGNNNNNNNNNANNNN
NANNANNANNG
>BJ717844 ID   BJ717844   standard; mRNA; EST; 630 BP.
GATCAATTTCTAATCATTGAAAAGCTTTATTTCGACTTCAGATGTGATCTATTTAGCTAC
TCATGCATCGTCTCACTTCATGTGCACACAGTATTGGATGTTTGGTTGCGTGCGTGTAGA
ATGTGTTGTGCATGCGGCGTGTTGTTTGAGATGAGAATACCGCGTGACACGAGCAGACTT
GTCTCCTCTCGCTATAGTTTCCCCTTTTTTTTTTCTCTCNGGAGGAATTACAAAGTCNCA
AGGAATCGTTTGANAAGCATAGTATCCATTCCACACAGTATTTGGCAGNGAGAAAAACAG
NCCTAACGTATCCNTGCNCGATATCAACCACAGGCAAAGTCCACATTCTGAACGATCCCA



TTGAGAACGACNCAGTAAGAACATAGAAAAAAAAGNGTACAANAGTTTAAAAACCNGGAA
GNGNGTTTGNGNGNCNGNGNCNGNGCAAGTGNGTAAATGTCAACGGTNGGTTTCCAAGGG
ANACCAAANAGCCCCCCCCCCCAACNACNCAGGCAGGGNANGAANCGTTTTTCNGCANCC
CAAACAANANCGNAAAAATNGTNAAACTTNTNGTTNTTTNCCCNCAAAANCCCAGGNANT
TACCCGTTAAAACCTTACANAGGGAGTTTT
>BJ717848 ID   BJ717848   standard; mRNA; EST; 576 BP.
GTACAATAACATTTTCTCGTGAAACCCCNAACTGCCATCCGGCTCATTTCAGAAGTACAA
ACAACAAAAAATAAACTGCACCTCCCCACCAAAAAATAGCCATTTTTTTTTTTCANAGTT
TGNGTTTGGCTCCAAGATCNNAAAACTAGGAAAAGGCAAATTTCTAANANAGGAAGGGNA
AACGCTCTCNTCCCANACNGCTACAACNTTCACCAAGNGCTTCTGNGAGCAGGAGGAACA
TAACANNGGANAACGCTTCCCTCCGGGAANAGCCGTTCCAGCGCCGCANATCANTCCGGT
CAGGAGCAGGACCGCTTCACCACANATTCCAGTTCCTCCTTTGAGTTCNCTCACTCATCA
NAATCNTTCGCCCTCGCTCACGGTTGCCTCTCCGTTGAAGGANAAAAGGTCAGGACCNTC
CNCCCGATCNCAAAGTANAAAAGGAANACGGGGTANACCACCANAGCCCTGNGGTTGGCC
GGNTGGNTGTCGGACAGGAAGGCCNNGNAGGCAAAGGNGGACCAGCCAAAAGACGCCGTC
NCGACCACNAGCCTCACCACGAAGCCGATGGTCCCG
>BJ717932 ID   BJ717932   standard; mRNA; EST; 714 BP.
CTGTGAGTGTCAGGGGAGCAAATAATGCAACATAATGTCTTCAAAGCTGGTTTATACATA
AGGCAAAAGGGTTCAGGAGGCTATAGTCATGTTCAAGTGTCTGTTCACCAGGACAAGCGC
TCTCATGTGCCGTTTGACAAAATCCTGAAGGCGAGATGTGAACGGCCAACAGTCCTGGCC
TATGGCAACAGTTCAATCAGCCTGCATGATTATGAACAAGCAACAGCAATATAAATATCA
TTTGAACTATTTGTTTAGATTGCAGGCAGAAATGTGGTGTTGTAGGTCTCACCACCACAG
ACGCCAATAAACGTAGAAAACATACATGTCATAAATAGCAGTAAATAAAATCCGCCCTAA
AACACGGCTGTGTCAGAACGCCGCTGCAGGATGATCCGGGGTTCCGGTGGCGTCACTTTC
CCTCAGGACGAGCTGCAGCGCGGTGGTGGCGGAGGACTCGATCAGCTGACCGGGCGGAGG
CTGAAGGGAAATCGATTTTGCGAGGACGGGTCAGATGGCTGGAGCGGAACGGTCGTTGGT
GACAGTTGGACGTAGCCTCACTGTGGCGAATGGGTTCCCTCCGGCGAGGAAAGCGGGCGG
AGGTCTGGAGGTGCCGTTGGACTGGACCCCCGCGCTGTGATCAGACGAGGACAACGGTGC
TGGGGGGGCGGCGGTGGCGGGAGAGGAATAGTGGTGGTTGTTTGTGACCACGCT
>BJ717971 ID   BJ717971   standard; mRNA; EST; 175 BP.
GATAATCAAAACACCCCACCAGCCAAGACTGGTTTCAATCCTATCTACACTTTGAAGTAT
ACATATTCCATAACATTGTTCCTACATGGAGACTACTAGAGTTAAAACACTACAACAAGT
CCAAAATTCTTCTTTTTTTTTTTTCCTTNCTTTTTTGGANNGCCNCCCNNCCCNC
>BJ718019 ID   BJ718019   standard; mRNA; EST; 200 BP.
ACATCCGGACTCCGTCACACATTCATCCTTTATGATCTGAGGTTCTCATTAAATAATCTT
TACAGTTTCTTTTATTGCATCGTCTCGAAAACTCAAGGCCACGTTTCTGTGATTAACAGT
CAGCTGATCAAAGCTACACACAACACGTAAAGGGAAAAAAAAAAAAANGGNCCNGGGNTT
TTAAAAAAAANNAAAAANNG
>BJ718080 ID   BJ718080   standard; mRNA; EST; 248 BP.
GGGTGCCGTCCACCGAATGGGAATTTTTCCTCCCAGGGAGCTTGTGTAAGTGNGGTCAGC
GNAANTGTCNTCCAGGAANCGCGACAGGNCAAAATCGGAGANCTTGCANACCAAGTTGCT
GTTNACCANGATATTTCGGGCGGNGAGGTCTCTGTGCACGTAATTCATGTCCGANAGGTA
CTTCATCCCTGCNGCGATGCCGNGCANCATCCCCACCAGCTGCGTCATTGTGAAGCGNCC
GTCGTTCA
>BJ718096 ID   BJ718096   standard; mRNA; EST; 358 BP.
CTATATGGAGCATAATAAATAGAACACNTCTGTACACGTTTGCCCCAAAATCNATAGAAA
TGCAGATATACCAGTACGACATTGAGAAGTCCATACATTTACGAATGACAGATCCTCCCA
GATAAAAAGTGATCAACTCTGTTTTCATCTGAAATGAACAAAAACAACCACTGAACTCCT
CAGAACTATGTACAGTGTCCCAAACNANAACTCCATGAAGGCACACTTGTTTTTACAACA
TGTACAAAAACAGGGTTGGATAANTCAGACTCAAAGGATTGTTGTCATTGTCTGATTGCA
CGTACAACGGCTTCTGTGCTTTGACTGCTGAGGTGGCGAGCCCCGCAGGGTCTTCNGT
>BJ718106 ID   BJ718106   standard; mRNA; EST; 194 BP.
GAAGTGACAGGCTGGTTAGTGNANATAANGANTTACTGCCCCACCTAACTNNCTNATTCA
TTTGTACTTTATGTTTGCATGCTTANAACCACGAGGANACAAANNACTAGGATCANCTGC
NNGAATGCCNGACCGCCGCCATGACCGCCGCCGTGACCGCCGCCATGACCGTCTTCAGGG
CTGAAAATGCTGAA
>BJ718110 ID   BJ718110   standard; mRNA; EST; 725 BP.
AACTTAATTGGAGTTGAGCAGACTTTTTGGCTAAACAACCCAACTGAGAGGGAATGACCC
GCTTCCAATGTCTGGATCCGGTTCAGAACACGGCCAGCATTGGAGCAGTGGCTTTATGAA
TATTCTGTTGAAGTTTCAACCGTTTGAACTCCTAAGACGGCGTCCCCCATTGACCTGCGG
TAACATACAACTGCCCTCCACAATCCACATCTGTTAAGGAACTGGACGCTTGGGCTGGAA
AAAAAACTTCTCAGCGCCAGCAAAAGCTGGGGGTGTTCAGGAAAACAAGCAAACTTGGAA
GTGCAAAGGAGAAGCTGGGCGTTTTCTCCGGTGTAAACCGAACCTCCAAAAGTTTCACAA
TGAGATACAAAACACACTATGGAGACCTTCCTGTCCCTGATCCTCGAATCCCAGTCTGGT



TCCTCCGGACTAAACGGCTACCGTCCCAGTCTTTGCCTCCCTCCTCCATAGTCCTCCCCC
CGATCTCGAACCCCACAGGTTCCTCTCTGTTTCTAGACTCCGCTCTTAAAAAAGATCCCG
CGCCTGCTGCGATCAGTAAGGGGTTCTGGGGGGCTTGGATGGGGGGGACCTGTGGAAACT
GTTTAGAATCTAGCAGGTCTTTGTATTGGATCTCGGGCCTGATCATCCTCAGGCAGGACA
TTCTGGTGGCGTTGTCCAGCCCGGGCTGGAGTTCATATCCCAGAATTCTCACAAAACCGC
TTTGG
>BJ718185 ID   BJ718185   standard; mRNA; EST; 775 BP.
CGTCTGTATGCACGTATCGTATTAAAACGCCAAAGTAGAGGGATGGGAGTCTGGAGAGAA
GGCTACTTCCTTCCCTTCATATTAACAAAGCTGCACAGACTGATTTATGCAGCACTATAG
TCGCACAGAGATGGCAAAAAATACACACTTTGATGTGTCACAACTCTGTTTGTCATGTGG
ACGAAGCCCGCAGGATGGTTTTGGGCGGCGACTCCGTTGAATTCGTGAGTTATCGCTGCT
TTTGACACCTGGTGATCAGCAAACTATTATAAAATCATCGAGTAGCCAAATATTCTGAGT
GTTAAATCCTTCAAAAAGAGTCATAAGGCAGGAGCCATGGCAGGACATCTGGCCCAAACA
TGAAGCAGAGCCGTTAGAGTAGAATACAAACTTGTAAAATAAACAATCTTATGGTTAAAA
GGGGGTCTGTGCTATGTCGATGAAGTCAATACTTTTCAAAGTGCAATTACAGTTAAATAT
CCCACTTGTCAGGAGTCTTAAACATCTCAATGCATCCAAATGTTAAGGAAGTATTGATTA
TACCATATCTGAGCAACATGGTTTACAGTAACACAAACTGTGCTGGCAATGAAACTGTTT
TGACAGTGTGTGGGCTCCTGCATGCTCCTTACATAATTCAACACTCAGGACACCAGACTT
TGTGGTGCATGCATTAAAATTGCTGGGTTTGGTCCAAGATGATTAGTGAAGAAAATTCAA
GCCCACCCGTGTCTGCACACATAAAAACCCAGGCTGTCCAATCACATATCATAGA
>BJ718278 ID   BJ718278   standard; mRNA; EST; 710 BP.
GCCACTTTGACGGCTGCTTACTTTTCGGTGTGGCGCCTGAGATCATTCAAGGTCAGGAGG
GCTTTAGTGTTAAAGCTTCAGCTGCTAAGATATGGGTTAGAGCTGTAACGGGGCTAAATG
TGTACAGCCATGGCAAGTAACCCTCTAAACTTATTAGGAACAACTGTATGTCTTTTCCAT
TCTTCCCTTTTACTCCTCTTTGGTGTTCCAGTGTGGCTTTTAATCGCTATTGTCGGGAAA
AAGCTTGGCAGGAAAAGATGCTTGGCGTGGAGATGCCAGAAAGTGGGCTCACCGTTACTG
CAGGACCACTGACCACCGCACAATGCAAACACATGTCAGCACTGTGCCTCCCATTCACTC
TTTTAAACAATTAAGGCGTTTTAAAAAAAAAGCCTTCTTCCTCATTAATCCTCAGCTCAA
TCCTTCCTTCTCATCCTCCAGCAAAGCCCCGTGTCTTAGAGTTTTGGTAAGGAGGATATG
GACTCTTATCCAGTGTTTGCCCAAGAAAAGAAGCTAAGACGCTGGCATCGCCACGATTAG
CAAGTCCTAACAATGGGGGTAATGTTTCTGTGGTGCCTCTTCTTTTCCGCGCTGAAGTGG
GTGTAAAAAGCAGAGTAAACACAGTCTGAGGCCAAGGACGTAAGAGAAGAGGGAGATCAC
AAGTCTGGGAGAATAGCAGAGATTTACCCCGAGGATAAACACCCCCCCCC
>BJ718291 ID   BJ718291   standard; mRNA; EST; 217 BP.
GCGAACTCNTCGGTGTGANCGTANTCTTTGCANACGCCNATGAANTCGATCTCCAGCTGG
AAGGGCCCGTCTGCGTTGTCTCCCAGCGTAAACCCGATGGTGTTGATCTGCGGGCACANA
TGACATGGAANGAGCTTATCCAGCCAGAGAGGATGCTGGTCGTCCTGGATTCTGCCTCGA
TGTGAGAGGAANAACTTGGAGAACGGTATCTTGACGT
>BJ718334 ID   BJ718334   standard; mRNA; EST; 693 BP.
GCACGGCCGGATGTCGGCTAAGAGGAGCACCTCTGCACGCCTGCGCTGCATCTCCTCCCC
CCGGGTGCTTTTATACTTCCTGTATCTGTGTGTATACAGTGTAGAAGGTGTTACAGTAGA
TGTCTATAGTATGATACAGCTGTTTCAGTCAACAGTACAGTTGGCTGTTGTCGCCTGCGC
TCACACCAGCTCTTCTGAGAAGTGAGTAGCTCTGTTTGCTCGTTTGTGAAGCTCGTTTAT
CCTGAGGTTAAAGACTTTGTGCAATGCATAAAAAAACAACAAAAACAGGGATCGCACTGA
CGAGTAGAGGCCCTCTGCTGGCCNCTCCTGTCTGGGGTCTGTGTGTGAGTCCACGTCAAT
GTGTGTTAGTGTGGATCTGCGGCCGTGTCTCCTGCAAATGCAGCTCGCGATTGGCGGTTC
TGCGGAAACGACGGCGTCTCTGTAGAGCTGATGAGATTAAGTCGTTTGGTTCGGTCGTGT
TCCTTTGTTCACAATTCTCTATGAAGTTTAAGGGGACTTCAAATCTGCTCCTCCACGCTT
AAGTGTTTTATCTACGGCGAGATGAGCCTTCACAACAAACCATCTCTGCTTTTGTTTTCG
TGTTGTGCAGAGTTTGGCTCCGTGTGGTAAACCGGAGGAGTTTGACGACTTCTAAAGCAG
AGGAAGACGGGTTCCTTCATGCTGGGGCTCGGG
>BJ718387 ID   BJ718387   standard; mRNA; EST; 145 BP.
AATTTTCCATTNNGAAACTAACGCAATGAAGCCGCCCCCCCANAAAAAACCCCATACACN
AGAACCACGAGGAGCAGAGTCTTTGCGTTCCGCCGAGTCCGTCCAATAAAACATGTTCAT
TCCNTTTTTTTCTTTTTTTTTTNGA
>BJ718398 ID   BJ718398   standard; mRNA; EST; 795 BP.
ACATTTACATGGTCACATTTTCAGCAGTTCACCTCCAGGGGGCGCTGCTACCCGCAGGTC
AAAGCTCCTGGTGTCACGTTGACCTGGAGGCTTCACTCAGCGCCTCCAGCAGCTGGAAGT
AGTTATACTTGATGTCATAGTCCATGTCGTACCAGAAGTTCACTGCGATGCAGCCGTGTG
ACTGTCGAACGTGGTGGAACCACAGCGACGGCAGGTACAGCATCTCGCCGGCCTTCACGC
TGCAGCAGACCGGCCGAGCCCACCGGTACTGGGGGAACCGCTCCAGATCCGGGTCCAACG
GGTCCAGAGGGATCCATGGGACCTTCTTTGAGTCGCCCTGGTCCACGATCTCAAACTCGC
CGTCGTCACGCAGGTGGTAAATAGCCGGCTGGTACATGTCTGACGGACACGGTTACCATG
GTTACTGCAGGAGAAGGGGAGGTTGATGACTTGGAGGGCGTGCGCAGGGGTTACCGTAGG



GGATGAAGGGCCGGTCGGTGGGCGGCAGCAGGACGAAGCGCTTCTCTCCAGAGACGACGC
AGTACAGGTTCTCGTACGGATCCTTGTGCATGGACGTGACGGCGTTTCCGTCTCCGAGCC
AAAAGTTGACGGCGTCTGGTGACCTTCCGAGCGCCGCGCTCATCCAGGACACGTCGGGCT
CCACGTCGCCCAGCAGCTCGGGCAGCTCCTGCAGCGGGTTGGAGCACTGCTTCTGGACGT
AGAAGACTCCGGGCTCCTGCACCTTTCCTTCAATGATGTCCAGCACAGACGCCACGCTCA
TCTGTCGCTCCTCTG
>BJ718407 ID   BJ718407   standard; mRNA; EST; 672 BP.
AGAGTCCAACACTCCAGTGTCGGATCAGTACAGTAAAAGAAACCCAGAACTAACATCAAA
GAAAACTGGACCCGGTTCTGGACAGCAGCCGGTCAGAGAAGCTGTCAGGAACAACTAATT
GCTTGAGGCCCGTCTCAGCGGCGCCGCGGCGGACTGAAACAGGGACAGCCGAAGGGGGGG
GTGCGGTTCGGCTCTAAGGCACCAGAGGAGAACGGGTCCAGATGTGAGTTCAAAGAGCCG
TTGGTCACAGAACCGGAGTCGCAGCAGGGTGTGACGGTACCAAAGCGGACCCGGTTCACA
GCAGCAGCACTTCCTGCTGAAGCCCTGCAATCTCAGAACCGGGTCGCAAAATCCAGTGGA
ACAGAACTTTCATGAAAACTAAAGGTGAAGACGAACAGCGCCCTCTGGAGGCGGAGTCTC
TCCTCCTGGCAGACGTCGCTGCAGGCGGCAGAGTGGGCGGGGCATCGGGTTAAAATGACC
AGTTAAAACCTAGAAAAGGTGGACGTCTCCTGTGATGATGTCACCGCCACAGGCCGGACC
CGCGGCGCCGTCAGCTGATTCAAAGATCAAAGGAAGAGGAGCTTTGGTTGAAGGGGGCGT
TTGTCCAGGTACACCTCCACCTGGGCTGGATGGTCCCAGAAACACGGGGGGGGGGCAGTT
AGTGGTCATCGC
>BJ718447 ID   BJ718447   standard; mRNA; EST; 629 BP.
GGGGGGGGGGGTCCCGCTTCGGGCGCCGCCTCNACAATCTCNGTTTNAGNGCCGCCGTCA
ATCTNACCCGGCCTTTGGCCTTTCCTCGTCCTTTGGGGCTCNGGGGGGCCTGAACGCNAT
TCTGCAGNAGGTTNAAATNAAACTTCNGTCTCTTCAGTTCCNCCGTCAGGTNAAACTTCT
CCGCCTCCAGNGTCCANAGCCACNGCCANAAATNACNGGCTTTCNCCTTCAGCTNGNCCT
CTTTNAAATTTTCAANGTTNAGGGGTTTCTTCCTCTCNGCCAGGATCTTCCTTTTCTTCT
CTCGCTCGGTCNGCTTTTTTGCTCCCCGCTTTGNATCTNGCCGCTGCTNAACGCCACCGA
ACNGCTGGGTCCNGTTGGTNAAANCCTTCTTCTTCTNGGCCTCTTCGTCCNGCTTCTTCC
AAGCTTCTTCCGGCTCTTTCCTCNCCTTTTCTTCCGAAAGGNAAGCCNGCCTCGTCTTCT
CCNGCTNAGGGNGAATCCTCNGCNGCTCGGCCCTCTAAGCCCGCCGCTTCTCAATCCNGT
NAACNAAAGCNAGNAGCTCCNCCTCGTCCTTCTTCCTCTGNANAAAGTGGGCCNCGANAA
AAAACTGCAGCTCAAAAAAATCCTTCTCC
>BJ718487 ID   BJ718487   standard; mRNA; EST; 587 BP.
TTTTCTTTCTTCAGCATCTTTGAAAGTGTTTTTCTTCAGGACAAAGACAGAAGGAAATGG
AAGAAAGTACGGCAAGTCAAAATGGTCAAAAGGGTGGAGTTGTACGTGAGATTTAGATAG
TGTGCTGCAGGTACACAGGAAGAGGTGACGGAGCTCTGCAGTTGTCATANAAGATCTGCA
GGTTCTTATCCACATTAACGTGGTTGATCANGAACATCTCCAATTCCTGCACTGTCATCT
CGTGAATGCTGTTGCCCTCTTTGGCGTTNTTGGCCATGGCCCCNTGGGATGGGAAGANGG
TCCGCACGTCGTGTGGTGCGTTTCTGTCGTACTCTGTGCAGCAGTAGGCGGACCACATGT
CCTCTGGGATGCCCACGCGTCTCTGGNTGTTGCGGTGGATGGNGTGACCCGTGGTGNTCA
CTCCGGTCACGATGAACGCGGTGCCACNGCAAAAGNTATTGAGNCGCACCCTGATCCGCT
CTTCGTACTCGCGCCAGGGCCCGATGTTGAACTCTTCGAATCTGCGGCACCACNTTGGTC
AGGGTGTANGTGGNAGNCCGGTCGTGGGGGGTGGACTGGTGTTGGTC
>BJ718516 ID   BJ718516   standard; mRNA; EST; 532 BP.
ACAAAAAAAAAANCNGCAGAANATGANGGCGTNCAGAGTTTNGNGTCAAAAANCCTTTCA
NCTAAAACNGTAANACAAATAAAAAGNCTTTCTNCANCNGANATAAATTCCNCGAACTNC
CGGNCNGGGGGTTNCATTTGACANGTTNGNAATTTTATTTNCANCGTTANCGANCNCAGT
ATNGGNAAAANACNGGTNGTNGCATNGNCAANCNCCNCANANGNCAAANCNCNGAATTGC
NGCAAAANGNGCNCAAAATTATATATNGNCTNCAAAAGGTTGAACTTCAANCNGGGANGC
ANCNGTATTNGTNCTTNCTNGGGCTTATNGANGAACATNCNTNGNGAACNGNGNGCCCTT
TANCTATGNCGGNGTAGTAAAATTTAAAGTAAAAATTGNCCTTTTTACAAAAAAAANGNG
NNCCAGNGNNCTTTNCNGGGTNGGTTNCAANGCAGGGANCCCNAAAAGNCANGCTNGNGC
ANCNCNCCTTTGNGAGGNAAAGNGNAATTCAAAANCNCCCTTCAGGCTTNGG
>BJ718659 ID   BJ718659   standard; mRNA; EST; 760 BP.
AATACAAAAGGCATGAAAAAAACAAACATTAAAATAGGTATTGCATCTGTTCAAAGGCTA
ATTTCTCATTCATAAATACTTGGGCTGATTTCAGATTCTGTACTTTCTTACAAGAGTAAC
AATTTGTCTCTAAAAGTCATTCCTACGAATCGATGGGTGCGATGAGACACAGATGTGATG
ATCGGCAGACATTCAGTGGTGCTGAGAGGCGTGTTCTCTTTAAGGTACAACATTGAAGGC
TGACGGCTCTCCTAAAGGCGATGAGGAGGAAGAGGAGGGTGAGGGCCAATCCCGCCTCGT
GAGACCCAGAATCCTCTGTTCCACTCAGTCCTCGGTATGGCGGCGGTGGCGCCCCGTCTG
GTCCTAACTGGGGCTGGACTTCTCTGCAGACTTCTGGATCTGTGACTGCTCTTTTAGGAA
ATCTGGGAGCTGAAATTCACCTTTAAAGACCCTCCGAGTGTTGTCCAGAACCTTGGGGTC
GGGCTGGCCGTAGTTGGGGGGGTTGGCGTGCGGGTCGTAACCCAGCCTGGAAAGCATGGG
GGCGATGACAGCCATGTCCCTCACCACGTCAGGGGGGATCTTTCCCACCCATTTGGATAA
GGCCTCCACGTTGACAGGCTTGATGACCTGGTCTGTGGACCTCTCCACCTTGGAAAGGGA



AACTCCCCCAGCTTTCCCAATGAGGTCCTCATGGTGGAGGACAGCATCATTCCAAGGAAT
GTCTAGGAATTTTANTAATGTCCTCATCCATTTTTCAGGA
>BJ718663 ID   BJ718663   standard; mRNA; EST; 274 BP.
AACAGTTTTCTAAAGACGTCCTTTTAAAAAGGAGATTTCAGGCATTTATAAGCTACACTT
AAAAAAAACAAACTTTAAATTCCAGTCAAACCATGAATTTGTCCTTTATTTTATATTGAA
ACACTGATTTTTTTTTGTGTGCAATATTTCCCTCTTTAACACCATTATTACTGCCTTTTA
AGGCTAAATTAAAACCATTTTTTTCCCTGAACTGCAAAACTTGAATCAATAATTCCTAGA
AGAGCTGCAGAATTCTTTTTTTTTTTTTTTCNGG
>BJ718670 ID   BJ718670   standard; mRNA; EST; 483 BP.
GAATACNGGAAACCAGAGAAAACCTAGCTTCTATCAAAACTCCATAATAGTCAAATTTCA
TAAAGAANCCGCCNGAAAATTGACAAATAAAACAGCTAACGGCAANGCAAAAACGTACNC
TAAGCCTTTTGNCCAAAGTTTGNGCNCTGAACTAAACGGGGNGNGNGGCTGACNCAGTAA
AGNGCTTCCAAATTGNGTATNGGTTGGCGNGGGTCTTTTTGGAANAAACAACCGTCNCTG
CTCAAGTTTCCAAAACAAAAAANAAGTCANAAGTCNCAAAGGCNGCTTCTCTTTCACACA
CACNTCCNCACACNTCCAANTTAAACGCNCAACTAAAANAGTATGCTGAGAAANAAATTA
NCTCCNGCTGACAACTGGGGGAGGGAACTGGAGNGTTCTGCCAANAAAGGANTGTGCNTG
TGAGGAGGGAGGAAAAAAAGGAGGAGGNAGGGGAAGTNTTAGTTTTGCAAAGGCGGGAGC
AGT
>BJ718696 ID   BJ718696   standard; mRNA; EST; 169 BP.
GGGCCTGCTTGNACANCCNCTTCACCAGGGTGAANGTGCANGNCATGATCACCCGCTNCT
GGGNAAAGTTCTCCATACCTAGTCCCTGNTTCATCATCCGGGTGACTTCATGNTTGANCA
NCTGTGNCNACTGCTCACGGAGAGATTTTTCTATGCGGCTTCTCNAGTC
>BJ718731 ID   BJ718731   standard; mRNA; EST; 691 BP.
AGCCGGTATGCACACATATCCAAAGTTACACACAAACAGGCAGACTCAAGTTACAAATCA
AGAATTACACACACACATGTTCTGAGTGTTTTATCTCCTTTAGTAGTTTTTCCTGTAATT
AATTGAGCCCAGCTGCAAACTAATGATCACACCTGTCTGAGATTGATGTCAGTGATCCAA
AGAATCCTGAGACGCAATACAGGATTTTATCGTGGTTTAATTCTCCACGGACTGTCATGT
CTAGAATTGGTGCAGCACCAGTGCCAAGAATGTGAAGGTGGTCTTTTTCTCTGCATTTAC
CATCCACTTTCCTCCACATCCTCCATAGACTGCAGGTTTCAAGCCTGTGACTCGTCTGCA
CAGACAGAAACGGTTGGAGCTGGTACAGAAGATGTCTCTTGACTTGTTCCAGTGTCTGTT
CTAACTACTGATAGAGAATTCAGTTTATTTCTGAGTTCTGCCTCAGAGGTCCAGATCCAA
ATATAACTAGACAAACCAACAAGATGACATCTGCAGAGCTGTGTCTGTATTTATTACAGC
ATCTTTACTCTCACAGGTCAAGAACTGGAAGAACAAATGAAGAGGAAGTTTGGGTAACAA
GAAAAGAAATATAAAAACACAAATGTCCTCTCAATAAATGGAAACTAACAGCATCAGATC
CAAAGGTTTATGACTCTGCTTCAGGTCGAGG
>BJ718757 ID   BJ718757   standard; mRNA; EST; 612 BP.
GATTTGAAATGCCCCGGCTCTTGACGATGACGGAGTANTTNGAGGACCCACTCCAGCCTC
CAGCCGCTGAGGCTCTGGTCCCGCGCTCCCTCCCGCATGGCCTCCAGGAAGGACTCTGCC
GACATCAACTCTTTGGGGTCGCTGTGCGTCAGCAGCTGGATGTCGAAGTCTTTGGCGAAG
GCCGTCAGGTCAGGGGGCATGACGCAGCAGGAGGCCAGGTTGACCTGGTTGCTGCTGGGC
TTGACCTGCTGTGACGCAGCGTCAGCGTTTCCATGAAACGCCCCCCCCCCCACCTGGGCC
CAGTTGTACAGCTGCTCCAGCAGGTCTTTGTCCAGGTCGNACGTCCCGATGGCTGCTATC
TTCTGGCTCCTGACCAAAGCCTCCAGCTGCTCCCACGCCGGCTGCAGGTGANCCAAANTC
TGGTCAGCCTCCAAAGGCGNAGGCGGCNCGATGATNACCNANTCCAGCTGGNACACTGCC
AAAGTCTGANAAGCCAAATCCACAGCGTCTCCGATGGCGNANTGGCCCGCCTCGCACAGG
AAAAGNTTCACTGAAACCTTCAGCTCCTCCCTCTCCTCCGGCGTGATCGTCTCTGTTGCT
TCAGGTAAANAG
>BJ718832 ID   BJ718832   standard; mRNA; EST; 234 BP.
ATGAAGGTTTTCTTCTGCAGAAATCAAAGNTGTGATGTCTGCAGAGGAACAGATTTTTGT
GCTTCCAGNAAAGCCGCCGTCNCTTCACTTCCTGGGAAATCTCGCGTGCTCNNTAACAAA
CTGGCAGGACCCTGCTGGACCAANCAGANGNTCTTCAGANAGGANGACAGACTTTCTGCN
GAGCGTCTGACCCCGNCCCCTCCNGACCTAGACCANCTTCTTGNNCTCAAANAA
>BJ718880 ID   BJ718880   standard; mRNA; EST; 106 BP.
GATGGAACGCAAATACCATTTTAGAAAAGGTCNAACTACCCATCATGCATCATAACNGAT
CTNTTTTTAATAGNATGGAAGCAAGATATAANGAATACATTTGCNG
>BJ719079 ID   BJ719079   standard; mRNA; EST; 148 BP.
TGTTCTTCCAGGAAACTGTTCTTACGCTGCANAGGTCNCTGCTCCAAATTTGGGACTGNA
AAANTGAAGCTTTNCGTTTATTTCTTGTCCCCCTCNGGAATCACTGGTTGTTTGATCTCC
AACTTGCAGCTCANNACTGTTTCTCCAA
>BJ719164 ID   BJ719164   standard; mRNA; EST; 421 BP.
AGCAAACCTCAAGCAAAAAGAGAATTTACAACAAACCAAGAACAAGATTAGTATGCCATC
GAAGCTGCCCTTTCCTTCTTCTTTGCCCCACTCCTGAGAGACATTTTTACTAGGGACGGT
GGAGCGGAGGGGTCATGTTTCCAGCATTTCTGTCAAAAGAAACTGAGTTGTAGTGCAAAT
AGAACAGAAACATGTCAGTGAACCCAGCTGGTTTGATGTGACATTTCTGAGTGAACCTTT



GGGAGATAATAGTATCAGTTTATAGCTGCAACCCTCATCCAACAATAACCAGTCATCCAA
TCCACAGTCTTGCCACGTGAAGAAGTGAACTATTGCAAAGAATTACAGGAAGTACCTTTT
TTTTTTTNGCCANCNAAAANATTTNCAAAAANGGGCNANGGGGGNGGNCCGGNNCANCCC
G
>BJ719185 ID   BJ719185   standard; mRNA; EST; 727 BP.
AAAATACTGTTTGAAAAAGGTTGCATTTGATATGCAGAAAATACCCTAGGTGGGTCAGAA
GCTTCCTGCTCTGTGCTTTGGGGAAGGGGGGCAGGATTGCTCCACACCAACAGTCCTGCC
CACAACTCAGAGGTGATTTTCTAATGACTTACTGTTGCACTGCAGAAACTATGTCTTAGA
AAACGATACGTTTTTCAATTTGTGCCAAAAAGTGGCACAATTAAAAAGCACAGGGAACGC
TTTTCTAATAGATCAAAAGACGATCAGAGTGGAACTTTAAGCGTTCTGTGTTCATAGGGC
CTCTTACTGGCCCCTGTTTTCCCTGCAGCTTGATCTCAAAAATTTAAAAAAGTTTAAGCC
TGAATTTAGCCTTAAGGACTTAAAGAACTGATGACTTTTCAAAGAATAAAAAAAAACAAG
ACTTGGTAAGGAAAATACATATATTTAGTGGTCAAAACAACATTGAAGAAACCGAAAATT
CTTTTTGGCAAAAATCTCCACAATGGTCAACAACACAGTGACACCGTGATAGTTGGTGGC
TGAATACTTGATCTGAGGAGGCCTAAGTGCAGAACACTTAACGGTTTCACAGTCCTCCAA
ACGTTTTCACGCCAGCTTGCTGTTCTCCTCCTGACATGATGCGGTTGAGGGGAATGATCT
TCATGGTCGTCTCCTTCAGCGAGTACCAGCGGTCGTGCCACGTCAGCCAAGTGATGCCAT
TGTCATA
>BJ719206 ID   BJ719206   standard; mRNA; EST; 807 BP.
GCATTTGGTTTTATAAGGACCCAAAGGTTTGACATTCATGTTTCATGAGTAAAAAGGAGC
TGCAAGAGCAAAAGCTGAAAGTGCTCGGGGCGCTCTGCCGGATTAGCTGATCTGATTCTG
TGTCTGAGGCTAAAAGCCAGATGACATCCTCGGGAATTCCCTCCCTATGAAAATTTAAAG
ATGCCCCGAAACCGCAGAGGTCTGGCTGATGAAAGCATCTGACAGTGAGGTACCCAGGGC
CTTTCTGGGGCTAACAGGAGGTCAACCATGCATGTTGGAGGCACTGTGCCGCCGTGGCTC
TCCTCTCTGGGTGATAATCCAGCATACGACTAAGAAAGTCTGAGAATCCAGAAGCTCCCT
GAAGCAGGAAGTGGTATTTCTCCACCAAAACATCGTAAAGGCTCCAGAACCTGAGTGGAC
CGACACGGAGAAGATCACCTCTGAGGCTGAAATAATCTGCAGAATATTTACCAGAGAAGG
CAACAACTGGAGGGATTTTACCCAGCAACCCCACAATCTGAGCGATGTGGTCTTCCTCCA
GGGAGACGGCTTCGCCGGCTTTGGGCCGGAACAGGGAGTCTCCGGTGACCAGCTCGAAGG
CCATGCAGGCTACGCTCCAGATGTCGGCAGGCGGGCCGCACTCAGAACCCAGCAGGACCT
CCAGGGAGCGATACTGCCGGGTCTGGATCTCCTCACAGAAATGTTTGTACACCCAGCAGG
AACTCCCCAGGTCAGCAATCTTCACCGTTACCTCCTTTAAGCTGCGGGAGGCGAACTGCT
CCTTTCTGTGGTTCTGGCCTNCATCTC
>BJ719229 ID   BJ719229   standard; mRNA; EST; 255 BP.
AGGAAAATGCNAGATTGTCCCTCCTCACTTCNGGNCGGNGATCATGCTGNCGATGGCTTC
TCCCTTCTCGAGCTTCCTCTCCATCTCAACCATCAGCTTGAAGCCATCAACCNCCANCTG
GACCTGCNNNNCCTCNGAGGATCCAANACGGTCGGCATTGNAGATGTCAAACACACCACC
CACATTATGCANATGTCCACNCCACCTGTGCTCACGCTTCTGCAGGCNCAACCTGGTGAG
GATCTCCTCAAACTT
>BJ719246 ID   BJ719246   standard; mRNA; EST; 424 BP.
TGACTCCAGATCTTTCTGTTCCTGGTGTTTGTCCTCCTGGAGGTCNGGACTTTCCGGGAG
GCCCTCCNCCNGTAGGCCCTCNTCCNGTAGNCCCNCTTCCGGGAGGACCTCCTCCAGNTC
CTGGTTACCCACAGAGAGTTCATGTGATTGGCCAGCGCCTTCCTCAGGAGAGGCAANATG
GGAAATCTGGAANGAGCANGAAATCTCCTTCANGAGGCTNTGATTCCNCCTTCAGTTGAT
NCAATTTCTCTGTCAGCGCATTCNTGAGCGCCGATGCTTTGGGACAGGATAGGGGTGGCG
GCCTCCTGGACTGNGGGCTCCACTTNTGGGNCNNCCTCCTGCTCGGAGGNANTCNTGTCT
CCTTGTCCTCCCTGGACCTTCTCAAAAANGNTCTTCCTTTCCCNCTGNAAANCCCGGCAN
ANGT
>BJ719263 ID   BJ719263   standard; mRNA; EST; 638 BP.
ATCCAAACACTTTACAGAAGTGAACAACTGTTTTTCAGGATACTTAAAAAGCAACATTAC
CTTTACAAAAACAGACACTGAAGCACAAGCTCAAAGCAAGACTTCCCTGGGCAATTTTTT
TTTTTCNCNCTTTTTGAANAACANGGTTCAGGTATGTTCAGCTTCNGNGGCCGTATAAAA
ATAAAAAAAAGNGAANCAAAGNCTTTGGTANCTTGAGAAAGAAAGAAAAAAGGCCCAAAC
ATCAGTTTCTTACAAGCNCNGTTGNCGGGCTTTTGTTTTCAAGTTGGCATCTGAGCAAAC
AAAAAAACTACCANACCTAANGGANGCNGCTTAAAGAATCAGGAGNGCANGNGCTTGCAC
ACCGNCTTCGCTGCGTTTACCTCNGGACATTTCTGACGAATATACNCAACTACNGNCCNG
NGCATCAGGCAAGTAACTTGGCCCAACTTGTTANAATAAAAACANATTTGNGTTCANAAC
CNTANTCAAACACNCCCAAAAAGACNGAANACTTTGCAGTATTCNTTTTCCCCAAANGCA
GCANGCCCCCNCTGCANACAGAACCANATTACNGGTGANGTGAATCATTGCAGTATCCTG
CANAAGGTTAACGGCTCTATACTACGTCATGAACCTCC
>BJ719316 ID   BJ719316   standard; mRNA; EST; 674 BP.
CATTTTCAGNGNGGGCCAAAACTGGTGNTGGTTGCACAGGATANACAGGAANGTTGTTAT
TGGGAAAAGGGTCTCTTTGGGCCCAGCAAACAAAAGGCAAATTCAATCCANGTCCNANCC
CATTCANGCATTCGNCCNGNGCTCATCAGNATTTGCCAAGCTCACACTGAGCANCAATAA



AGCCATTCTAATTAGCGGGTTGNCCGCTCNAAACAANCCCCCTCTTGATTTNAAAANGGG
TTGCTTTCNCGAANTTGGNCCANATTTCNCTTCCCCGGCAGTTCCNGCTTCANAACATTT
TCAAANGCATGTCTTCCTCGTCCGCAGCCTCCTTTGGNGACCGTTAGTTGTTTTCCTGAA
AAACTGCGGTCTCAAANGGAGTCCTTTCNCCGNATTTGCNCCAAAAGGNCATTTTGACNG
NGTTCTTGNGNCCNGNCCGTTGGNCAAAAGTCTGGCAGGTCTCAAACGGGGGGCTGTACA
GGTGCAAACTCACTGCACACTCNGTGNGGCTNACATTTTCCACNCNATGCAAACCGATGG
AATCATTGATGTAAGCAACCTTGTTTTCTTGNAGGACTCTCTGGGACTTTGNGACCATGT
CTCCCTGCGACTTGCCGTCCGGCCAATGAAAAAGCGTCTCCTTGAGCTGGCCCTGCAACA
GCTTCATGAAACAG
>BJ719330 ID   BJ719330   standard; mRNA; EST; 742 BP.
ACATTCCTGACTGTTGCTGAGGAAACTGAAGCTGCGTTCAGCTCCTCTTCCCTTCAGAAT
AAAATCCCTCCTGCTGTTCGAATGATGTCAACAGAATATTTGAGGACGATGTCAGACGTT
CTCCTCTGTGACCAACGCAGGGAAACTTCTGAGCCTCTCTGGATCATTCTGGCCGTTTTT
AGGAAGAACTGAATTAAAACGTCTGCCTTAAAGAAACAAAAGCTCTTCATCCGACATCTG
CACTTCATCACTGATTCCTGTGTTTCAGTGCTTAAACCGCACATTCTGGCTGAGGTCGCA
GTGATGGACGCTCTGCTCTGGCAAACATCAGAGGTTCTGTGAGGTGCTGGCTACTCCAGG
GGCCGCCCCTCCTGCTGGAACACCAGCTCCAGCGCCTCCTTCACGTCGTGGACCAGGAAG
GACGGCTGCGTCAGGCCCGGGTCGAAGCGGAAGTCCCGGTGGCCGTGGTAGACGTGGCGC
TCGGTGCCGGGCCGCGCCTCCTGCTGGTCTCTGCTGTACACTCCTGTGCACACCAGGATG
GAGCTGCAGGCCTCTGGGAGCTCCGCCTCCGACCCGTTCACGTCAGCAGCTCCACCCAGT
TCTGCCGGGGACACGTTCGCGGCTCCTGCTGGACCTCCTCCGTCAGCCCGCCTCTGACGA
CGGGCCTGGAGGTACTGGTTGTAGAGGTTGGCGCCGTAAACATCTGACATGAGGTTATCG
CCTATGGCGTACAGCCTCTTCA
>BJ719333 ID   BJ719333   standard; mRNA; EST; 109 BP.
GAAAAANTTCNGCNCAAAAAACCNCNNACCCCCCTTAAAANCNNNGTCAAANGNCCCCGG
GCCNNAANCCCNNGNCNNGTNTTTNTTCTNGGCNCGGGGNNTTTTTGCT
>BJ719367 ID   BJ719367   standard; mRNA; EST; 797 BP.
CTGACAACATCAACATACGGTTCTCAGGGATTATAATCTCAGAGAAATCTGATCTGGTTC
CCATGCTCTGTCATCACACATCAGAGATTATAATCTGGGGTGGTTCTGCCACTCACTCCC
TCACCAATCAGAGAGTATAATCTCAGGGTAATCTGGAGTGGTTCGTCTGCGCAGTCAGCT
GCATCCGTTGACGGGAATCTGCCCGCCGTCCCTGGAGCTTCGGAACAATCGGATGAGGAT
TGAGATTCAGAGTAAGGTGGCCGCTCCTGTCTGCTGCAGATGGAACATCCAGTCCTCATA
GTCCTCCAGGTGGGAGCAGGAGACCAGCAGGGGCTCCAATAGTTCACCCGTGAGCTCGAA
CTCCAGCCGCCCGAGCAGGGCGGAGCGCTCCACGGCTCTGACGCTGCGTCTGGCTAACCG
GCCCTCATATTTCACATTCAGCCGCTTGCTGTCAACAGAAAGCAGGAGCAGATCTTGAGG
AAAGAGAACCAGCAACCTCTCCTGACGTCCCTGCCTGGAGTTGGTGATGTGAACCTCAGA
CATGCACACCAGCTCCCCCATGTGCTGGATGGGTGAACCCTCCCACTGCCAGATGGGAGC
GTGCAGTAAGTATTTCTTCAGCTCTTCTCTTTTCCAGGGTTCATCACACGGCAGGAGGTA
GGACAGAGCGCAGTGGGACGGGCCGCTGGGCTGCTTCGTGGACCTGCATCTCCTGTCTTC
GATGAGCTGCAGCCACCTCTGCAGGTCTGCAGCGCTGGCGCAGACGAACACCTTCGACTC
CATCATTGGACCGCTGA
>BJ719371 ID   BJ719371   standard; mRNA; EST; 710 BP.
GCACGTCTTTCTTTCCCAATGAATACAAGAAGTTTACAGTGAGCAGATGCCCTGCGATGC
AGCTTTAAAGACGAGAAGAAACCCGAAGGTGACCCTGCACTCTGCAGTGGGAAACCCCTG
ACATTCTTCACCAACCATCAGCAAAAACCTGCTGCGTCTGAGGAACCCGGTCCGCCTGTG
GGCTTCACGACCTGAAAGCCATGATTGTAGAAAACATTCAGAAGAGTTGTGCTGGATGAA
AATGCGTCCCTCTGATGGAAACGGTTGGCGTGGCACTCTGAGCACACAGCGCAATTTACG
GCTCTTTTCTGGTGTTGGAGATCGGAGCAGAACCTCGGACCTGCCTTTCTGCTCCAAGTC
AGACTGAAGACAAAACGAGGAAAATGAAACGTAAAACGAGTGGCGTTGGATGGCCGATGA
TGGCAGATGCTACTTGCCCCCGCCGCCCTCACTGACCGAACTGCTGCTACACGCCCCTCG
CTCTCCCCCTCCGCCACCCTGGTCAGAGCTGCACGTGACAAATTCGTGGAAAAGGAAAAA
CGTCAAAATGGTGGCTTTCCGTGACTTTTATCTCCATAGCAACCATTTCATGTTTTGGTC
GCCTGGGGGTGACGAACAGGTCTAGTGATTTTTACAAGAAAATTTACGTAAATGTTTGGA
TTTCCTTGGCAACGAAGGTTTTTTTTTTTTANCCNCNCCCCCCTTTCCTG
>BJ719404 ID   BJ719404   standard; mRNA; EST; 729 BP.
AACCTCAGCTGGTTAACCTGTCTTGTTTTCTCAGTGCCTGAATGTCTCAATGTGGGCTAA
CTGGATTCAAAAAGGGTCCTCCACACAGTGTCCCTTATAAAGTACGGCTTGTGATTGCAC
ACGCATTCTGCATGAACAGACATCTGTGTGATCTACATGAGCAGACTAGACTGGAGTGGC
AGCTGACACGAAAAGAAGACCAAATCTGCTGTGGTGTTCACATTGGCGTGGGAGGCTTGG
GCACATGTGAGGGAAGGAGCCATCCATGTATTTAATGAAGATGTAGGTTAATGGTTGTCT
CTGTCCCTCTGTTTTGAATAATTCATCCAAAAGGAGGCTTTTATGATTCTCTGAGGTCCC
TGTGGGATTCATTGATTGAATAGCTGCACCCCAAAGCTTCACTTGATTCTTTTGCCTCTT
GAGATGATAGTGGACTTCATCCCGTTTGCGTGAATGTGTGTTTATACGATGCTTTAACCT
CACTACATAGGACACTCCACTTCTTACACATTTGTTGTGTTGCTTGGATTTTTTTTTTCC



ATGCATGAAACATTTTCACCCCTGTTTTTCCAACAAACACACTCGCACACAAACACATAA
AAAAGAAGAAGCAGTCTTTCAGTAAGTCTCCTGTGTGTCCATGTCTGCTAGCGTGACACC
ACTTCCACTGGAATTCTCTGAAACAACACACACCCTTTGATGCCAAATTTGGAGTTCCCT
CCNAACTTG
>BJ719474 ID   BJ719474   standard; mRNA; EST; 448 BP.
CTACTGGTCCCTGCATAGCCGANAGATATAAACCCTCACAGTAAGTTTTTTTTTTNGTTT
TTTTCCCCCCNCANACNCGTACNGATATATCNGCNGTANGATATACANGAGGTATAGNCN
CNGCTTAAAGTTCNGCTGCATATATNAGGGGCTNCNCAAAAAANGGNGCNANAATAANCG
GGGGACNTCTGACNGGNGNGGACCTTCCTTCCAAAAGGTTCNGGATNTTAAAACANAAAA
NCNGACANCANCNGGNGGGGCCGNCNNCCTACANAGTTTATGANCNTCTGAGGACCGACG
NGGACNTTTTCNNGGAANGAAAAANATTAANGGATTTGCANCTCANTTCNCCNGGCAAAN
CCCCNCNTTCNCNGNGCTGCNTTCAAGTCNGCCAAAAAATCAAAAAAACAAANTTNCTTT
GNTNGATAAANCANCAAAAAANCCCNTA
>BJ719509 ID   BJ719509   standard; mRNA; EST; 745 BP.
TAAATGACTTCGATTCTAAAATACTGGATTCTCCTGAAAAAGTTAACATCCTACCACTGC
ACGTTGATGTAAATAAAATAAAAAAAAACAACACTTTGAAGATAGCCTATCTTTTAGGCC
AGTTATGTCGGAACCCTCTTTCTGACTTGCCAGCCATGTATGACATGCTTCTGTTTCCTG
CTGAGGTGTGCTTCTTTTGTCCTTGAGGAACCTTCTTTTTCTTAAAATCCTGGCCTTGTC
GATTTGGATCAAACTGCGAGTTGTCCTTTGATTTAGTACCAGCAAAGACTTTGAGGTCAG
ACTGACTGTAGTCAAAGGGCTTAAAGCTGGTCTGTGAAGGTGTTTCAGTCTTCTGGGTCT
TTTTGGCTGCTTTCAGTTTCTTTGCTGGTTTGGGAGTCACCTCTCCAACCTCACTTGCAG
GCGTTTCTCTTTTCTTCGCCGCACTTTTTGCAGATTCTGCTGCCTGCTGACGCACAGTGG
CAACATTCTGAAGAGACTCCTGGTAGCTTTGTTTAGTCTTCGTTCTTTTCTCTGAGGCTT
TCTTTGCCTGTTGCTTTGCTTCCTCTTTGGCTTTTTGCTTAGCCTCTAACTCTTTTTGCT
GCTGTTCAATGCTCTGCAGTTTCCACCTTTTGCTGATCTCAAATATTTTGGAGGATGGGT
CAAACTTGGCATTCTTGTTGACATGCACATCGGTGGAAGGTAAATACATTCTAAAAGGAT
TTTCAAAANACTCAATGATTCGTCT
>BJ719571 ID   BJ719571   standard; mRNA; EST; 365 BP.
GCATCAGTTGGTTATTAAAGGACACATCTTAATTTTTCTTGCTGTTATTTTACACAAGTT
CACAAACATCCCAGTTCATGTCACAGTTTTTATGATCTTTAAACTGGATTCAGACAAATA
CGAAAAATATAAAACCAGTCAGGACAGACAAAAAAAAAAAANANTTTNCCNAACNCANAN
NCTTTTTANAANCCNCCGNAAANNNCCGGNNGTNCGNAAGGNGGGNCCCNCNNCATTTNC
NNAGNCGGGAAAAANGGAANNANCACCCAANGGGCNCCCNTTAAACCCCNGGGGAAANCC
AAACCCGGGNGGCNANGCANNANNCAAAANCNGNNGCNNCAAANCAAAGGTAANCCCCNC
CNCCC
>BJ719577 ID   BJ719577   standard; mRNA; EST; 107 BP.
GNGCCCAANGTNGACAAANCCAAANCCAANNNTTNGGCAAAGTTCAGGACTTTTTTNCCC
CTTNTTTTTTTGGGGTTTTTAANGGGNTTNTTNAANCCNGAAANCAA
>BJ719607 ID   BJ719607   standard; mRNA; EST; 617 BP.
AATCCCAATCAAACCCCAAAGATAAACCATTTTTCCANAANAATTCATTAATTGATGAGC
GNGGCCCCCTACAGCTTGAGCTCCTTGATCATTGGCTCGCCTCGCAGGCCCAAAAGGAGG
TTGTTGGCTGCAAGGGCAAACNTGGCGTTCCGGGTTGNGTAGGATGCNCTANCAATATGN
GGAAAAATCNCNCANTTTTTGAGGGTAAACAGNGGANGGTTAGNGGGCAAAGGCTCTGGG
ACGGTGACNTCCAAACCAGCTCCNGCTATCTGACCAGCTGCCAAAGCCTCANACANATCC
NCCNGGTTCACNACNCCNCCTCTGCTTGNGTTGATAAAAANGGAGGNGTTTTTCATCTTG
NAAAAAAGTTCTTTGTTGCAAATCNCCTTAGTCNCNGGNGTTAAAGCACAGCACACGGCC
AGGAAATCCNACNGCTTTGCCAGTTCATCAAACNANACGTATTCTGCGTTGATGGCTCTG
GCCAGTTCGGGCCNGGNANCCACGTCNGTGTAAATNAACTTTTTTACTTTAAAGGGNGCC
AGGCGCTCTGCGATAGCTACNCCAATCCTTCCCAAACCCAGGATACCTACAGTGCTGTTG
GCCAGTTCATGTCCACA
>BJ719625 ID   BJ719625   standard; mRNA; EST; 145 BP.
GTCAATGACCCAGTANTTGTCACCNCCGCTGGAGAGGTAGCTGNCCAAACCCNGGTANTT
CANGAACATTTTTCCAGGGGTGCCAGGGTCGGGAATNCAGAACTGAGCAGCCATGTCANN
GNACACAACCCAGAAGCCAAAAAGA
>BJ719639 ID   BJ719639   standard; mRNA; EST; 158 BP.
TGTACATGGACGAGNTTATGAAACNANGGTACNAGTCTCTCTGCATCNACGTGTAAATCT
GCTGCTGATCATCNTCGTAATGTTNGAGAGGTCGGCTCCNGCATGTTCTTGTTGANCACC
TCTCGAACGCGTGAATCCAGACTGACCTCTTTTGNAGA
>BJ719753 ID   BJ719753   standard; mRNA; EST; 108 BP.
TCCCTTCCTGCCACCCCGGTCTCCCACACATCCAGANGCAATGACACACGTTAAAAAGAA
AAAAAAAAAAAGGTCCAAAAAAAANAAACCCCTTTTNNANGGGGGNAG
>BJ719798 ID   BJ719798   standard; mRNA; EST; 151 BP.
GGCTCTNANTGGTCCNTTTCTGACCATTCCANAGGANGCGTNGCCCATGCTGGTATCNTN
ANGCTTGATGAATTTNTNGNANNTGNTGATGCCACGATATATTTTANCATCCTCTTTACC



TGTNAACTCCTCTTGNATNTTCNGACTTCAC
>BJ719961 ID   BJ719961   standard; mRNA; EST; 766 BP.
CTGCAGGTGGTTCAGGCAGATGCATCACTCGACTAATTAATTACCCCTCCCTCTCGTCTC
CTGTGCTGCTAAAGATGCTAAATTGTTAATACCTCTCATGACCTCTTTCTGCTCACTACT
TCCTGATCCGGAGAATCCACCGTCACCATGGCAGCAGTGTCGTCACTGTTGTTATGGCGA
CACAAGCATTGCTGCATTTTCCAGCCCCCATTCATTCTCCTTGCCTCTGTGTGTTTTTTA
AAAGCTCATCCCTACATGGGCCGCAGATGTTAAGAGGCAGATCCTGTAAACAGCAGAGAG
CTCTTTGTCAGTGCCAGCACGTCAAAGCACGCCGCGCCGTTGCAATATAAACACGTTTGT
TCCCAAAAGCACACGCCTGCGGTCAGCTTTTCAGAAACTTGGCAATAAAAAACCCAATAG
TGTCCCTGTCTGCCCTGCACTGGAGCGGGACGGAGGCGTCTGTCTGATCCCAGCTCAACT
CCGGACTGAACCTCTGGAGGAGACGCAGCTGCTCGCATGACAAACCCGCTCCCAGCATGC
CCTCTGCGCCGATGTGAGGCTCCTGTTGCTGCAGTGTGAGGCAGGGGAATGAACTCAAGG
CCCAGGCGACCTGCTCCTCGTTCTCAGCCAGAGTCACGGTGCAGGTGCTGTACACCAAAA
CCCCGCCTTTCTTCAACAACCGCACCGCAGCATGAAACAGCTTGCGCTGGAGAGGCGGAT
AGGAGCAGATTTCCTTGAGGCTCCAGGTGCTGGCCATGGTGGGTCT
>BJ719989 ID   BJ719989   standard; mRNA; EST; 615 BP.
ACATTTTGCTCAAAGGCACAAAAGCATTCNGGTCATTCAGTCCAGGATTCNGCNGCTGCA
CAAAATCTTCCCTTCCACTAAGGTTTGANGCAAAAGGNGGNAAAAGCGCCAACCAAAGCG
CCGNGGGGNGGTAANCCTCCGCTCCGNGNGGGGTCAAACTCTCCGTTGTCNCCTCTCACC
AAATCAAAATCGCTGCANCCAACGNGCTGAAANANACGNGGCTCATCTACAAACACACCA
AGNTGTCCAAANAGNGGNACNANACCCGNGNGCGCACGCACCAAAGGAAGCTGCTGCTCG
CCATCCAANAGTACGGCCCACGCCTCACCCTCANGTGACGCCCCTCTGATCCCCAACCGT
TTCCNGTCCATCACCTCAGNTTCCNGTACAAGNGTCCCATCAAAACCGTTNGGNGCTAAN
AAAACCGCTGTTCTCTGCTTCTCCAGGNTGCNACGGGTCAANATGGANCANCGNATTCNG
GCCNATCAAGGCAGCACANNGGNGNACCTCCACAAGGNGAAANAGGCAAGTAAAGGCGCC
NCGTTCCACCGGGNACAGTTGTCGGCGTGNGTGGGTCCCCCCTCCCCCTCACCCCCGGTG
TCCTCTGCTTCCCGC
>BJ720079 ID   BJ720079   standard; mRNA; EST; 620 BP.
TGCAAAGTTCAAGTGAAACTTTGACATGAAAACAGTTTGCAGAGAAAACATCTTTCATGG
AAAAGAGTTTGGTTTTCTTCATTAACTTCACATTAGTGACGGAAGAGAAGAATGTTTCAT
CTTTAAGCTCAAACTGCAAAAGTTCAGTGAGGACTGAACCCAACAACACAAATGTCCTGG
AAACTACAATCAGTAGCAGAAGCAGTCTGTGGTGCAGAAAAGGTGCAGGACCCTCAGGTC
AGGATGCAGACCTGTTCTCCTGCAGGAGGTCAGGTTATGTGGTGTTTTTTTTTTTAACTT
TCNGTTAAAAAGCNCAAATTTANAGGTTNCTTTCAAGAATANCAGTTATNTAANCGATTC
AAAGCGAANCTTTAAGTTTTCANCATTTCAAAANCNTGAAAAANGTTAAATGATTGAAGG
TTGGGCTANAAAAGGANCCNCATCAAGNCTGAANAACGTTCATCAAACGTTGNGANCCAA
AGGTTTNCCNGCTGAAGGAGNCTTAGTTTGANCTGANCNCCAAAANAGGNCCAAGGCCTT
TCTTAAANANAGGTTTCTTTGGAGNCCGGCAGGACGGGCTTGAAGGTCAANATCNCTGNG
AATGTGNGACGTTTCCNCTG
>BJ720115 ID   BJ720115   standard; mRNA; EST; 720 BP.
GATGGAGAGGTAAGCCATGAAGCAGCGTGTGCAGGATGCTGTCGGCCAAATGGACTATGA
AGGAGAGGGAGGGGAGGGTGTCTGCTTTGACCACTCGGGCTGTGTTGTGTTGGCGCCATG
GTCCTGGGTTGTTGAACGGAGGCCTTAACTCAGGCTGATCATCCCAGAGAGTTGACATTC
TCCTCTTTCCGGTTTTCTATCGCGTTGGGATCCCGACAGGAGCACTCGTTTCGTGTGTCA
CAGGATATTGGAAATGGAATCACCTTCTTGGTCTTGACAGTGGATTGGCAGCAGTCTCCT
CCATCATAGCTGCAGAAGGCTCTGTTGTTGAAAGGATCACAGTAGTTGTCTCCAATGAAC
GGCTCACATCCTTTGATGCAGTGGAGCAACTCTGGAGGTGGGTACCATTTCCGGCCCATT
GTACAAAGTATACTTTTGACTTTCTGCGGTTTCCTCCAGTGCTCCTTCAGGACACTCTCA
GCCGTCATGTTGCTTGGGAGAATCACCACTGCATTGTTAACCTCCCTGCATGTCAGCTCG
CACTCCTCCCCTATGCTGTGTCCCCGCTTGCATGTGTACTGCAGACTATGATGGAGGTTC
TGAGGTAAAGAGCACTGGCCCCTGCTGTTTGAACACAGTCGGAATGACCCTGTCCAGTTG
CCATCCTTCCTACAGCGGATTGCATTGGACCCTCCACCCGTATGGGCAGAGCCTCCTTNA
>BJ720122 ID   BJ720122   standard; mRNA; EST; 661 BP.
TAGCTCTAATAAAGTGATGATTTAAAACTCATCTTTTCACATTGTTGAGTAAATTTCATT
CACCCTTAGCACAAAAATGTTGATTTCCTTTATATTTGTGATGAAGTGCATTGTTGCATT
TTGGTTTTAAGCTTGTGCCAAATCTCCGGACAGTGTTTGCTATCGAAGTGCTGCACAGTT
CCTCGGTCTTTGTTTTTTTTTTATNCTNANAATTTTTGAAGCAAATCNGGATCAANCAAA
GNCCCNCAAATGANACNCCNGAAAGGNANGTTGACATCCTTCATTTGCNCCGCANAANCC
NCGTCAAACATCTTTGCCNGCTCGGGNGNGAAANGATTTTTCCAATCGCCNACTTCCCCT
TTTCTCATGAACGGANAGACGGACNGATCAAACACAGGAAATGGGATGCAGGAGTAGTTG
GCCANGGGGTTCNCCTTCANGCNCTTGAAGGACGTCAGCNCCACNATTTGGTTGATGACC
NCGNCANAAACNGACAAGTCCANATACTTCANGANGCGCAAAACTTCACGGCGAGGATTC
NCTTTCANGNCCNCGNAAAAAAGGTACAGGANGTTCCNCTTCTCTTTCTCCACCCAGNAA
CTCTTCACATGATCATACCAGGGGCCCCATGACAACTCTCCTCTCATGAACTTGTTGATG



T
>BJ720154 ID   BJ720154   standard; mRNA; EST; 216 BP.
TTNTTTCNCATCGGGATATCAGGAAACNCTGTAAAAAGTTCACTTGTTTAAGGTTTACCA
GGGACTGGAGTTCTGTCATANCAGGAGTTCTTTTTTTCCTTAAAAAAAACTTGCATCCNG
ATTGATTGTTTTTCAAGCTGGCAAACNCAATGATGATTTGACCNGACNCTTGGAAAAAAA
AAAANTTTTTNAAAGGGNGGGGGGACAAAAAANCGT
>BJ720177 ID   BJ720177   standard; mRNA; EST; 386 BP.
TGTTGGTTGTTAAAAGACACATGGGTCCTGGTGGCATCGTACATGTTTCACTTGTAATGC
AAATGTACAGAAATAAAAAGGGAACATACTGTAGGAATGTTGAAGATAGGAAACTGTTCA
AAGATGGAAACTAAAAAGTGCGTTTTCTTGGATCTTCAGCACCTGGATGCTCGTCTTGAT
AAATTTCCACAAGCAGGTTTCTGGAAGTTGTGTTTTCTGGTTTTGGTATTTTTCCTACCT
TTTTTTTTCTGTTTCCAAAGTCACCGACTGGATTCCTAAAAGGCTAATGAGCATCATGCA
CGGTAAGATTTGTCCTAACAGCAACTACAGCGTGGTATTTTGATGTTACACAGCAAAACA
AAAAAAAAAAAANNCATNNTTNCCCC
>BJ720213 ID   BJ720213   standard; mRNA; EST; 531 BP.
ATAATGGCAAAAATTACAAAAATTAGTGTGCTGGAAGCCCAAGCCTATGTACATTAGTTG
ATCAACAGTGATGTCACCAAATGTCTCCACTCAAAACACAAGCTCAATAATCAGTCACTC
TTTCAATTATCCAACTTTTATTTTGGTACCTTTATTTTTTTTTTCCAGGGCCAGGTTCNG
CAAACCCCTTNGTTTCTTTACANGTANGAACAANGAGTNGGCAAAATATCTATGTACATT
TNGTAACCGGANGANGNCNCANCCAAATAATACAATAATACGGCTTTTAAAATAGNCCAN
CNGCAAGATAAGAGCCCCANGAGAAANGAAGGTNGACCNGANCTAAGNGTTAGCAAGCAA
CCNCTAACATTCACNCNCNGTACATATATGAACATCTAGACTTGATTTTTTTTTTNAANG
GATTTNCNTTATTANCCCNCCCANGGTTTTTANCNCANCNGGTTANANAAAAATATNGNA
NCNTTAANACANCNGTNGACAANAATNGCNCAANAANAACCACCNGGGNAA
>BJ720215 ID   BJ720215   standard; mRNA; EST; 278 BP.
CCTCTCNGNGNGGCTGTTTGAGNGTCNCTGCNGGNATTTGACAAAAAAANGACGGCNGCA
AACTTCGNANCTCCNAAANATCCAAATCNGTCTTTGTACAANAATCACAGTTAAAAACAA
GGTTCCTATACATACTTACNTTTTCATCAAAGTCANAAAACCAACAATAAACAATAAACN
CCTATTTGAATCNCANCCAANGAAAAGNGAGGANTTCCNGNGGGCAGGNGNGCTGNCCNG
CACAGCANTCNGGGCCACGTCCNGNACTCTGAAGGCTT
>BJ720226 ID   BJ720226   standard; mRNA; EST; 750 BP.
GAGGATTTCAGCTGCATCTGTCCTGGATCCTGGAATCTTGATCTCCTTTGATCTCCCAGG
TGGAGGTGGATCCTCTGTCCTTTATCAGGACACCCAGAGGCGCCAGGTCGTTCCTGAGGG
TGTCACAGGCTTTGAGCAGGGGGGCTCTGTCCGGGTAAAGTCCTGGTTTCCCAGAGGATC
CAGATGACAGGCCGTCCTGACGAGCGAGCGCAAACTCTCGAACTTCGCTCCTGAAACGGG
TCAGCTGCTCCACAACGGCCTGCAGACTTCCACTTCTGCTGGAAACATCGGCCTCCTTAT
CCTGCACCAGATCGACCCCAAACACCTCCAGCATCTCTCTGATGAAGGTCACCATGGCTC
CAAACACCGCAGGGCTACGAGCCGCCTCATCTGCCACAGCAACAGGCTGCAGCTGGCAGT
TCCCGTGGTAAATCATGTTCATCAGGGTGCCCACGGCCCTTGGCGTGTCAAAGTCGTCTG
CGAGAGCCTTCAGAACGCCGGATTTAGCTTCCAGCAGCCTCTCCCACAGAAAGGCTTCCT
GCACCGGCGAGCACCGCAGATGACCCTTCATGTAGGCCTCAGCAGCCTCCATGAAGGTGC
GGATGGTTTCCAGAGACGCCCGGGCCTCCGCCATGCTGCCGGCGCCGTAGTCTATGGCTG
ATCTGTATTTGGTCAGAAGGCAAAACATCCGGAACTCACTGGCAGAGTGAGACTGGAGAA
AATCCTTGATGGTGATATAATTCTTCAGAG
>BJ720261 ID   BJ720261   standard; mRNA; EST; 800 BP.
AGATTTGTGGGAAGAAACATTTTAGAAAAACTGAAGTTTCTTTTAGGGAAAATCGTCTCC
AGACTCGTCAGGAAAAATGTCATTTTTTTCAGTTAAATAGTTTCTTATTTTCCATCATTT
TCTGTTGGACCAGAGAAGAACTGACGGGAGATGAAGGAAGACGGAGCTGTTCACATTTTA
TCCAGGAAGTTTCCGCGTTTTTCTCCACGTAAGTCCGTCTGGGACGCCGCTGAGTCCCGA
CGTGAAGGCGTTTCACAGTTCACCTCGTTTTGCAAGCAGCAGGGGGCGCCGTCCAGCTCA
GTCTGAACCGTCCTGGTTCTCCAAGATGGGATCTGTCAGCGTGCTGCTGATGTTGGGGGG
AGACACGATGAGCACAGAGCTGCTGGCTGAGATCCCAGAATGCACCTCTGGAGCCTCCAC
GGAGGTGGGGGTCAGCCCCTTCTCCGTAAAATTGTCCGTCACTAACTCCTGGGTTTCCGT
GACGACCGTCTCTGAACCCTCCAGGAGGCTCGCCGCGTCCAGCTGGTCCTCCTTGCTCTG
CCCGTCTGTCTCCACAATAAGCTGCGTCTGGCCGAGGGGGTCCGAGGGGGCGGGGTCAGA
GGACACTGTCTGGATGATGACCCCATCTCCAGAGCAGAGGCCGTCCGTCGACAGACTGTG
CAGGATGATGTGTTCTGATGAAGGGGAGGAGCCTGTCGTCAGGGTAACTGTGCTGCTATT
GGCTAGACTAAGGGGAAGGCTCTGGTTGGACGTCGTCTGGAGGTAGTAAGTTCCCGGGGT
GCCGGTGGGCTGCAGGTGGA
>BJ720266 ID   BJ720266   standard; mRNA; EST; 687 BP.
TGTCATNCTCTGAGTAGCATCCTTGAAGGTTTCCCCNNGNNGCGGCTGCAGGGCCTCAGC
CGAGTGGTGGGAACGAGCTCGGACCACGCAGGCGATGAGGCCCCCCAACGCCGCCACAAC
CACCACTGCCGCCACCACAGCCACAGTGATTATTTCAGACAGAGTTAGGGGACGGGCTGG
CCACTGGACTTCGTATGAGTATCCCAGACTCTCAGGGGCGCTGACAAACATTTCCGCATT



TGTGACCGGAGGCCAAAAAGGAACTATGTTGAACCTGCGGTTGTGCCCAATAGGAGCATT
CTCCTCGGGGTAAACCACCTCACCTGGTTGGTGTCTGCGAAGCCACTCATCGAAGACCGC
ATCCGTGAAGGTGTGCAGCAACACAAAGATGGGGTCGTTTGGAGACAGGTGAGTCTGACC
TCCCGTCCCATTGAGGAAGAGATGGGCCAGGTTGTGGAGGCTGCGGATGACTGGGTCGTA
CATCCCCTGGGGGGCGCTGTACCCAGCTTTAGTTTCTCTGCTTTGACTGGTCCCTTCAAA
GCAGGAGCAGCAGATGAAAACGGTGCCAGGTGACAAAACCCGGGCCCTCGTGGGAGAAAT
CGACGCCTCCGAAGCTGACCTGGCCCGGCCCCAGGTAGGTTTTACTGACGGAATAGTAGT
GGCTCCAACAAAATAGTTATAAATGGT
>BJ720377 ID   BJ720377   standard; mRNA; EST; 127 BP.
GGACTTTCTTTCNTANAGAAGAAAANATGATCANCACTGATTAGGTTAAGATGAGCTGAA
AAACACTGTAAGCAGCTGAAACTAAAAAAAAAAAAAAGNGNGGAAAGCNNGNNGGGAAAC
ANATCNG
>BJ720381 ID   BJ720381   standard; mRNA; EST; 571 BP.
GAGGTGCAGCTGTCAATGGGAGGAGATTAGAGGAAAAAAAAGAAAGAAAGCANAAGTGGC
TGACCATAGNGATTTACTAATCTGCACAAATGAAAAGACTAANATGACTGACACAAGAGA
ACACAAGCCGTTTTANAGGTTTGCCTTCTTTTGANANANATTGATCTTGTCACCCAGGCT
CAAAGCCATCCCCTGACTTTTGGCTCGNATGCNAATGTGTCCGGNGACCGGCGCCTCCGG
CCCGAGGNGGATGGGCTTCTCGATGCTGACGTTAGCCANAGCATCTTCTCCAAANATGGA
GCGAGCATAAAGGTTANCANCCATGAANCCNCAAAANCCANANAGCGCCTTTTCAGGGGT
CAAACACTTCANGTTTGTGGACTTGAGGATGTGCTGGAGGTACTCGTTCAAATCAACAAN
GTTGGTGTTCACGGTCACCTTGTTTTCCCACTCAAACTCTGCCCACATCTGTCTNAACTC
TGCATCGGTGCAGGATGCCGGCTGGATGTAGNCCATGATGTCAATGTGNATGTCNCTNAA
AACCACACAGTTTCTGTCGCTGGCAGCTCCA
>BJ720384 ID   BJ720384   standard; mRNA; EST; 204 BP.
GAAATTTGTCNCANTCNANATTTGAGCNAGTTGCNCATATAAAATGAAGTAATGNACTAG
GCGTCCAAATGAGTCAGGCTTGNAAATCAGATTTTTAAGGTTTTTTANAAAANTGNACAG
TTTTGACAACANCCCTATCTTTAGAAANACAAACTAAAGCANANGANAAACATCTCTTAT
TTTAAGCCTCTCCAGTGCATAGCT
>BJ720439 ID   BJ720439   standard; mRNA; EST; 153 BP.
AGTTTTCNTTTTGATTNAANGTTNGGTCTCTAAACTCNGCTTTTCTTTGNGCATTAGNNT
GTGCTCAGNGNTGGATACNGATACNTCTCACCAGATGCTTTATGTTGGTTTTGTGAAACA
TTAATAGNAACGNTGCATCCCACAAACNTGTNC
>BJ720466 ID   BJ720466   standard; mRNA; EST; 445 BP.
GAGTCGACCCCCCCCCACAGAGGCACTTTGTACATTTACAGAGCTCCCGATTTCCACGGA
AACCAAGAAACTAAGGAGACCCCGCCCATCCAGCAGAGTCCAGAAGGTCCATTGGTCTGG
TCTTCTGTCTGCGGTTCTAGCCCCGCCCCTCAGAAGAAGGTCACAGACCACAGCGTCAGG
AGGTTTTTGCTTCAGGGGCCCGTCACCCCCCCATGTGGGCTTGTTCTGACCCGGTCCGGT
CCTCANACTTCCTGCAGGGTGGGTGGGGGTTAAGGCAGAGTGGGTGGAGCAGATTGAACC
GAGAACTTTGCTGGTTCCTTCAAACCGGACTTTAGTGGCCCCGTCTCACAGCCAGAACCT
GAGAGGAGCTCAAGCAGAGCACAGACGTCCCTGCTGAACCTGAACGCACCGCGCCTTTAC
NTCAGGCTGGAGAACCCCCCCCCCC
>BJ720528 ID   BJ720528   standard; mRNA; EST; 256 BP.
AGCTCCTACGTGAGGAGTCTNGTCNCANNGCAGATAGGAGGGCCGCGCCTCCTCCTTTAT
CGTCCTCCTCTGAATCCTCGGCCACCACCACCTCCTCTTCCTCTGAAGCCTCCTCCACCG
CGTCCACCTCCGCGTCCAAACCCTCCGCCTCTGCTAAAGCCGCCTCNTCCTCCTCGNTTG
AAGCCTCCTCCCCCTCTGTTAAAGCCGCCTCNTCCTNGGTTAAAGCCGNCGCCTCCTCCT
CGGTTAAAGCCNNCTC
>BJ720536 ID   BJ720536   standard; mRNA; EST; 287 BP.
TGGCGGTTCCAGGCCAGGGGTCCAATCGGAGCCGCAGCCGCCAGCCCACGCCAGAGCCAC
AGCAACGCGGGGTCTGAGCCGAGTCTGCAACCTCATGGTTCCCAGTCGGACTCGTTAACC
ACTGCGCCAGGATGGGAACTCCTTACATCTTTATTTCTATCTACTTTCCAATTGAGAAAA
TAAAATCCTGACTTTCTACCGGGGCTAGAAATTCCAATGTCTGTGAATTAGCTCTGAGCA
ATTATTTTCGAATCACCATCATAATAAAACCAGTAGGCCGACTCGAT
>BJ720588 ID   BJ720588   standard; mRNA; EST; 249 BP.
TACATCACAGCTACAAGTTGANNCAATCACNANTNTANCCATTTGATGAANCAGATCAAT
NTCACCCGATAAGTAGGTCATGTTTACAATGAAGTACTAATTGTACAAANAGAAAAGACA
TGGTTTCCTGCANAATGCCNACAAACTACNATTACACGCNTTTTTACATTGAACAAAACN
CTCTAGCTGATGCATTACTGCGGCTGGNAGAACACTGGACTGAAAANCTGATTAAAGGGA
ANTGACAAA
>BJ720733 ID   BJ720733   standard; mRNA; EST; 723 BP.
AACATACAGAAGGGTCTGCATGGCTCAGCGAGTGTGTGTGCACAGGTAAGGAGCAGGAGA
ACAAAAGGGGATGGTGTGCTCATTCACATGCTGTCTAAAGGGGTCGCAGATGCTTCGTTT
GTGGAGATACATCTGGCCGACTTGAACGACTTCATTTGACACTTTTTTTTTTTATCTTCN
GGTTTTCAACAAGTATGTGAACCATCANGCATTCTTTGTCAAGCGACACAAACNCTGCAG



GCACTGGANCAAAAAGCTGTTANCAACAAACGTTTGNCTTTTATTCCTTGCATTTGANTT
NAAGTCTGGNCTCACGGTCGGGCCTGCTGNCCNCNATGGGCGTGGCTCGTCCCGGCACAC
CCGTCACCGCGGTGACANACAACTGAAANAATGATTAAAGCATATTTTCNCTTGCAAGTC
CGNCCNCTGAANCATTGTTTTATTATCNATNATTCAANCCNGCACTGAANTCTGGTGAAG
GGGGTNAACAAAANCGGTCNCAGGCGNANCCGTGGCATCAAAANCNANAGGTCNACCCGG
TCTGCTGCTGATTCACNCGTGTGNAGNANTTTGCCAAATCGGCGNAGGCAAAAGTGNAGC
ANTTTGGTTTTTGCAGGATGGTGTCGGCGGCCNAGGCGGCTATCATCTGGCGTANTGCTT
GATGTATTCTTGAACCTTATTCCNAAAATCCTCCTTGTCTCTCAAANGATGTTCTGCTGC
GTC
>BJ720751 ID   BJ720751   standard; mRNA; EST; 202 BP.
ACACAGCAAGCTGGACNGNTAGTTGACGAAACATCGGAACTCGTTGGAGAGGTTTCTGTT
GTGCCNGGGCTCATAGCTGCACATTTTANCATCCAGCAGCTCTTTGGCNAGATTCTCCAT
GATGGCTCCTGTGNACAGCAGCACTTTGCCTTTGCTCNAGTACTNGATGGNNTCNGCCAC
TTTGCTCATACACTCCTCGGAC
>BJ720779 ID   BJ720779   standard; mRNA; EST; 657 BP.
ATTCCTTGCTCGGAACTTCTTCNCCTTCNCAGTTTCTTTCATTGGGCCCCGGTTCCCCTT
AAATTCTCTCCCTTTTTCGGCTCGTCCCTCTGGGGNAGTCAGTCAACCGCCNGCNGCTCC
GTCTACACCTTATCCAGNAGCGATCTCTTANAGNAAAGNAGGCGGCGNGGCATGCCGNAC
TTCCNGAAAAANAAAAGNGCTCCCAGCGNGACCAGTACCAGTACAAGTAGGATGAAAGGG
ATCACNACAGCCACGGCCCCGGNGCCNCCNGATCTGTCNGNGGNATCGTTCCAACCCTTT
TTTGGCTCCNCGTTTTCACAGCCCATCCACTCGNGNANNACTGACTTGGGGNANCCAGGC
NCCACCTTCANGNGCNGGTTGTTNAACTTCCAGNATTTATTGTCTTTGTAAAANTAAGNG
NAGNATCCATCTTCNCTCANGATGACGGCTTCAANGTTATCNGGGGCTCCAGNCCATGNG
TTGANGGACTTTGNANAGTCNCTGTCCACTCTGCGCGTTTTCNCGTTANAGCNAAAGTAT
TGGNATCCTTTAAAAAAAAATGTCTGTCCNGTATGTGTGTAAAGGAAAGCAGCATCAATC
CTGTCTTTTGGAAGGCCGGTGCCCAAATCTCCCANATTCTTTGNATAATCCTTCTCC
>BJ720810 ID   BJ720810   standard; mRNA; EST; 673 BP.
GGCTCCTCTTCCATTTCCTCTTTTCTGATTTGCTAACTTTGCTAGCTCGGGACTTTGAAG
TTAGCAGTCACAGCATCCGCTTCCAGAAAGTAGCGCATGGATTTTCTACACCGACTCGGA
TGTGGTGACATGAAGCCAGCAGTTTTCCAAAATAAAACTTCCTTCAGAATCAGATTATAA
ATAAAATGGCTGGGGGGAAAAAAGTAGGTCGTGCTTTTTTAATTCTCCCTCTTCGGCCCG
GTACCAACTGCCCCATGGACCGGTACCGGGGGGGTGGGGGCTGGGGACCACTGCTCTATA
GTTAACATAGTGATGGTGTTTGTGGGACAACAGAAGACAGGTGAGGGGGGGGGGNATAAA
AAAGGNCATCNCCTGCAAAGCANCANCTTGACCTACNTTTCCCAAANACAATGAACCANC
ANCTGCAGGAGGAGGCAATCTAGGANCTGCAGGCNTTCNTCNCAGGAANTAAAACNAATT
AGGAANCGGGGNGGGGNGGGGGGCANCCAGCATCNCCCCCCGNCCACTTGTTTGACATGN
ATTTNCCTTGTTGTTTACCAAAGGCNGGAGGNCACNTGCNTACTTTATAGNGACACAAAA
ACAGCCACTTCCNNGTCGTCCACACCCNTCTGCCCTTTACGGACAAGGCTGCCTGTCAGG
TCTGTCCAACTCT
>BJ720829 ID   BJ720829   standard; mRNA; EST; 291 BP.
AATCTCGGCCCTGNACACCNTTANTCTNATGAGGACACTGNCTGTGGTGCNCAAGCCCTT
NATGGATTTANATAATCGCTCTGCAAAAAACGCTGGCTTGCTCCTCAGGCATTTCACTAT
GGCCAGAAAAACGTCCTCCAGGCTGCCGGACATCTCCCTCTTGATGCTGTCCTCAATGNC
TCTCTNAGAANTCTTCTTANACTCATCANACACTCGCAACATATGGNNTCGGTTCCTCAC
ACACAGCANCGTGAGGAATTNCACCNCATCTGTGCCCCATCGGGNCTCTCC
>BJ720872 ID   BJ720872   standard; mRNA; EST; 732 BP.
CATGATTTATGCAGGGGGAAAAAAACTCCTTTTAAACTCCTAAATATTAGGAAATATTTG
CTTTGGCACCCGAAACATTTACCAGCCCGGCTTACAGAGACTGAATGGGGTCAGCAGGAG
GTCACTGATGGTCTTTGCAACACGAAGCACAAGTATATTCAAATCCACTGGAGTGAGAGC
GGATAGAAGAGCTGTGTTCTGCAGGATCAGCAGCTTTCATTCAGGGCCTAAAAGAAGGTT
TCTCTGCAGAGCGGACAGGTGGACTTGTTGCTGGACGTGAACCACTTGTACAAACACGCA
GAGTGGAATTTCTTCTTGCAGGTGCGGCAGGCCTTCTTAGGCAGGGAGTAGTTGGAGCCG
TGGATGACGGAGAAGCAGATCATGCAGTCCTCTATTCCCTCGAAGCGCTTGTCCACGTTG
TTCTTCCACAGAGCCAGGCCCTCCATGATGCTGCCGTTCTGATGCGTCAGGTAGGTGCTG
AGCTGCAGCATCCAGTTCCTCCACTGCTGCACGGCCACGCCCACACGCCGCCCGCTGTCC
ACGGCGATGGAGCCCAGAGGGTAGTTCTGCGGCAGCTGGATCACCAACTCGATGAAGATG
TCGTCAACCGAATAGGTGGCGATGACTTCTCGGGCTGCTTGGCGAGCTTTCACAGTCATG
CTGTCGAAGATCTGCGTGCTGCTCTGGACTGAGGAGATCTCCTGGGCTGAGAGCACCGGA
CTGACGTATTTG
>BJ720902 ID   BJ720902   standard; mRNA; EST; 280 BP.
GGATTCAGGTGACACTGGATGTTCACTTAGAAGTGAGGAATGCAGAATCTTTCCGGTGGG
AAAAACCTGGCATTAGATCCATACACCAAACAGGAGCAAATTATAGTAAATCACATCCAC
TTTGATGCTACAACACCCCCCCCCCCCCCNTTTTNGGGGNTTTNAAAANCGGGNAAANTT
NNAAAGGGGNAAAAAAANTTNCCNTTTNNGGGGGGGNTTTNNNNTTAAAAAANTNAANNG



GGGGGNAAAAAAATTNGCCGGGGGNNTTTNCNNTTTNNCC
>BJ720908 ID   BJ720908   standard; mRNA; EST; 100 BP.
TCAAATCATGGTCGCANCAGCCTGCAGGNAANAATCTTTCAACATATTCTANTGATACTG
ANTNACTGCANTNCCTCTTATCACCATTTTTTTTTTTTAA
>BJ720947 ID   BJ720947   standard; mRNA; EST; 726 BP.
CGGATGCCTGCTGGTTCTGTGGGACTCGGGTTCTGCCAGAACCTGGTCTCTCCTGCGGTT
GTAGATCTCCTCCAGGAGCAGGCCCTGCCGATGCTCCCTGTCCTCCTGAGCCTTCCAGAC
GCTGCAGAGCTGCTGCTGCTCCGCTATCTGAGCCTGCAGGTCGTCCCGGTACGCGACCGC
CGCACACCTCCGGCTTCTCTTCTCCTCTGCCTCCTTTATCTTTGACTCCTCTGTGGCTCT
ACAGAGCTCCTCCCTCTCCTTCTGAAGCTCCGCCTTCTTCTGCCGGCTCTTATCCAGTTT
GTTCTGGATCTGGAGGCGCCGGGCCTCCATCACCTGCTCCATCAGCAGGTTTCTGGCCTC
CCGCTGCAGTCGACTCTTCTCCTCCCGCTNCGTCCAAACCTCACGGAGCTTCTCCTCCAG
CAGCTGCTCTGTTTCCTTCTCCTCCTTTCTCCTCCTCTCCAGCTCCTCAGACAGATGCTG
CCGATGCGTCTGCTGACTCTCCCACAGCTCCATCTTCTTCTGCCCCGCCTGCTGCTGCTC
CTCCTTCTGCTGCTCCTCCATCTGCTGCAGGATCTTCACGTCCAGCTCCAGCTCCTCCTG
CTGCTCTCGGGCCAGCCTCCTCATCTTCATCCGGAGTCCTCGGTCCAGCTGCTGCCGGCA
CCGGTTCTGCTCCAGAAGCTTCTGCTGCTGGTTCCTCTGCTCCTGCAGGANCAGCACCTC
CTTCTG
>BJ721011 ID   BJ721011   standard; mRNA; EST; 614 BP.
AAAAAAAAAATGAAGAAANGTTTGAGACAGAAACNGTAGCTTTTCAGTCTTAAGAGCTTT
CACGTTTGCAACCAAGAGGGGAAGTTTCTTCTTTAANATGCCTAAAGGGGGTTTTATTCC
ATTGAAATGACNGGATATTAGNGCAANATTTCATTTTTTTTTATTTCAGGACAACTTACG
NGNGTCNCTATGNGCCAACNCTAANGGGANAACTAAAANAGGCNGTTAATCTGACCNCNC
AAAAANGGATCAAACAGCACAATCNGTTTTTTCTTACAGCCNGCAAAGCATTGAAANGAT
CNCAAATCNGGTTCCTTTGGTATCTTTGTTCNCCANGATTATCNCATGTACAAATACATG
ANATGTTGCCTTTTGTTTTACNCTTGCCCANGNGAATTCAGTCAGTCTGAACCAGCTCCA
GTCCCNGCNGGCTCAAGCCAATTTCANGCCAAAANGGGAAAAGNGCTCANAGTAACAACA
ACAAAACCCCCTCCANACGGCATATGANGACTCCAAANGCCCCTTCTTCTCAGCCCCTCT
TCTACAANGAGGTANAACCANACAGGCCACNCATGGAGTTAAATGCTGCTGCTGCCATGA
AGGACTGAAAANAA
>BJ721114 ID   BJ721114   standard; mRNA; EST; 373 BP.
CACACTCGGAGCACATGGTCTATTTATAGCGCGGGATTATAAAACATTGACATCATCAAG
AGGGCTTGCTGTACATTGAACCGGTCCCGCCCCCGACTAAGACACCATGCTGTGTGTGTG
TGTGTGTGGAGTTACACCAAACATGCGTGGTGCAACTCTCCGCTGCTACCGCTGAACCCG
CACAGCTACAGAATTTAGTGTTGGCGGAAAAGCTTTGTCATTTACGGCGGACAATCTTAG
CGATAGAAGCTCCTCCCCCTTTTTCCAGAGGCTCCTGTATTGTCCACATTTCAAAAGCCC
CCCCCCCCNAAANGNAGNGGCNCCCCCCGNGACCCCNTCNGGNGNCCGGNATCATNAAAG
TCNCNTTTCCNCT
>BJ721131 ID   BJ721131   standard; mRNA; EST; 681 BP.
ACGGATGAGGTACGACTTTTCTTCATCTTCATTANNGAGGCACGCTGTGATTCAGCTGTA
TAAAATCTGCTTCAATGATTCACGTGTGAATTAAAGTCCATACAGTAAGTTTCCCAAATC
TTACAATCATTTACCCTCAAGGCAAAGTCTGATGACTCCATCTCAGCTGAGCGGCTTCCC
CTCCAGAACGCTAAAGATGTCCTCCAAAGACTTGTGGACGCACTGCAGGAACTCGTGCAC
GTTACGTGCTGGATAGCTGGACACATTGCAGCCGATCCAGTCATCGTGGACGCCATAGCC
GACGCCGAACCCGTCCGGCACCACTGGAGCGAAGCCCCCCAGGCTGACAGCAGGACTGGT
GAGGGTGCTGGTGGACAAGATGTTGTGGTTGATGGCAGCATAGGCGGGGTCTGTGTACAA
GGTGTGCAGCGGCCGTCCTTGAGAGGTAGCTAGGTAGCGCAGTGCGAANAGGTGACGGTC
AAATCCTTGACCCATAGCTGCTTCTTTTGTGAGCTGCCCGTGGTATTTGGAGCACTCGTG
CAGCATGCCGCGCAGTTGTTCCANGCTGTGGGCGCCCGGCTGATGAACAAAAGCCTGGGA
ACATCGCTTGGTGTGTACAGTGGCTGGCCGGATGGNCTCTGTGCGGNCGTGCTTGAAGGC
TGCGGTGCTGCAGGACTCGTA
>BJ721175 ID   BJ721175   standard; mRNA; EST; 221 BP.
AAGACATATGAAAGGTGAATAAAACAANCCNACNGAAATGCTGCTCTACGGCAAAAGAAA
NGGNTGAGATGATGAGATGCTGGTGGAATGACATCATTCAAGGAGCAGAGGGTTANATTT
GATCTAGAAAAGGTTCANACTTACCANANNANAACCCCATTTTCATTANTGAANAANTAT
GTTACCTTGTTANTGNCNGCNGACCACTTTTCCCTTCNATC
>BJ721230 ID   BJ721230   standard; mRNA; EST; 754 BP.
TCTTAAAGCTTAGAAGGATACAAACAGTGACCAAAAATAACTCAGAGATCTCTAAAAGCT
ATTTACACCTCAGCTTCCAGATGTGCCTTTGCACAGACTGGAGGATCTCTGCAGGTTTAG
TGCAGCAGAATTAGGAGCTTTGTTCTGGAGTTGCAGCTGCATTGTTACTGAACTTGAGCA
TTTGATTGTAGCTTCATTCTTGTCTCTACAGCAAAAGCGATATATAGATGAAACACGAGC
ACGATACGTTTCTGAAATATACTGCTTCACTTGTTATTCTCTGCTCTATGGCTTGAAGGG
GAATGACTGTAAACATACTTTGGAATGTCAGTGGCTTGTTTGCAAATAGTCAAATTCACA
GTGAAACGTAAAATTTTGCAGAAATCCCTTGGGTTTTTTTGTTTGTTTGTTTGTTTTAGC



ATAAATTCTGTATTATAAAGGAGACTATGTGGGGAGACATGCCAGTAGACATCTCGTCCC
ATCCTGGTCTGCTTTTGCCTGTGAGGAACCTCTTCCAGTTGCTGGAGTGTTTCTGCGGTT
GTGAAGTCAACAGCTCCACCAGCGAGCAGAGTTTCTTCCAGGAAGGACAGTCCTTTACTT
CTCGCCCTCGTCGAAGAACTTCATCTTCTCCGAGTGCACGGTGTGTCTCAGTCTTTGGAT
GGATGAGGCCGTCTCTCCTGAGATGGGCTCAGTCGTGTCAAAACGCTTGTAACTTGCTTC
GTGATAACCACAGTTTCTGAGGTCTGGCTGCTCG
>BJ721327 ID   BJ721327   standard; mRNA; EST; 745 BP.
AGATTTTCAAAGACAAAACTACTGGAAAATCAAACAATTTCAAATACGAGGATGAAAGTC
TGCCTTGTAGTAGGCAGGCAGGAGTCTCTTTGGGTGCCCCTTAGGCTGTCTTGCGTTTCA
GCTGGTCCAGTTTGCGTAGCAGCATGTTGTAGTTGTCTTTGGTCCCAGCAGCCTCAGGGT
CCAACTTTAGAGACAGTTCATAGTGTTTCTTTGCCAACTCCAGCTTTCCCCAGCGATGAT
ACAGCACAGCTAAATTGCCATGGCAACTAGCAGCATTTGGGTTGATCTGAAGAGCGTGAA
GAAAGAAGCTCTCAGATTCCTTATATTTCTCTAATTTTCCCAGGACGTTTGCCAACGAAA
ACATGATGGTGTGGTCATTAGGGACTATCCTCAGCGCCTCTCTGCCGATCAGCTCTGCCT
GAGCCAGGTTACCTAAATTGTCCAGCAGGATGACCATGTTGTTCCAAGCCAGGCTGTGAT
CAGGTTTGAGCACAGTTGCATTCCTCCATGCGTTCAGAGCGTCCACATGTCTGTTTTGGT
CTGCATACAAGCGGCCCAGGTTGTAGTAACAGTCTGGGTATTTTCTGCGGAAGCGGATGG
CGTTCAGGTAGCTCTGCTCTGCTTCCTCGAACTTCTGGAGGCTGTTCTGAACGATACCAA
GATTCATCCAAGCTGCTGCAAAGTCAGATTGGATGGACACAGCTTTGGACAACAGTTGCT
CTGCCTCAATGAGCTCATTCTTCTC
>BJ721344 ID   BJ721344   standard; mRNA; EST; 494 BP.
AAAGACANNGTTTGCGGCGCTGCTTGTTGTNNGTTGGCTCANAANGAGCAGACGAAGAAC
GCCATCNCANANNANAGATCANCCTTTCACAAACACGAGCAGCAACANGGAGAAAGTCGT
ACCGCGGCGAANAGATGCTCGTACGCTGGACAGAANAGTCGTTCCGTANAAACTAACGTT
CGTTCCTGAAGTCTGTTTCTGACTAAAGCTTTTTGACTCCNGTTATTTCAAATGTACATT
CAACNCCACTTTTTTGTTCGTCCCGTCAGCAGAANTGTGTTTGCACCTTTAAGAANACAT
TCANCANGTCTAANTTTTGAGAAACNATCCACATTTTTCAGAATCAGAANCNAAACATTG
NGGCANGGTTNCCTGTCACGTCNTCNNCCCTTCACAATANTATGAAATATGTCAGGACGT
GTCAGATTACAAAAAGTCAAGTCTGCCACGAAGACAGCAGAAATGGAGAAACTGCACNCA
NANAAANAACCAAG
>BJ721398 ID   BJ721398   standard; mRNA; EST; 306 BP.
TATTGGCTCTGAGCAGCTTTTATAAACAAACAGGAGAAGATCCGGCCTTCAGAAAGCGCC
TGTAAAACCTGACCACATGCCCAGCTGGATTACAGTAAGAGTAGTTCAAGTGCATCATCA
GACTGTCAGAATATGTACAAACCTGACCCAGTTTATTAGCAACAGTTACTCTTCTTCTCA
TGGACACAAACAGGAAGGAGTCACGAGGATAGAGGTCTATAAAATATTTAGCACGAGCGC
ACTGAGGTGGTTTTTTTTTTTTTNANNGTTTNAAAATTNCATTTNNNANNGGCCGGNTTC
AGGGCC
>BJ721408 ID   BJ721408   standard; mRNA; EST; 640 BP.
TACATTTAATGAAACAGCAGTNAAACAAGCCGCTCCGNTTCGCGGGNTCTCACGATNCTG
ACGTCNGGAGAACGCCACGGAGTTCCTCTGTGGGCGCGGCGACGGGACGTTTCACAGACA
GTAATAAAACGATAATCCTACAAAAACAGAAAAGGTACACATCCGAGCATCAGAGCGGCA
TCCGGTTTCCCTCCACGCTGATCTTCACGGNGTGACCCGGCTTGGTCAGGCGCCGGATGT
CTGCGAATCTGCNCATCTGTTTGTCGACNCGGGACATGCCCTTCTTGACGGGACCTGCCC
CCTGCAGGTGAGCAGCCGCCACTACAGGGGCATTCTGTTCCCTTCGATGCTGATCTTAAC
GGCGCCCTGCGGCCGCCGCAGCTTCCTCTCCTCGGCGAAGCGGCGTTTGTGCTTCTCCAG
CAGGCTGATGGCCTTCTTATAGCCACTCCTGCTGGAGTCGCCCTCCACGTTCCACTTGGG
TCGGACCACGTAGTCCTTGTTGGAGGGCATCGGGACTCGGGCCCTGGCGCAGAAGCCGGG
GNCGCCGGGTCGCAGGGCTTTCTCCTCTCCGGTNAGCTGCTTCTCCANGTTCCGGCGGGG
AGTCTGACCCCCGGAGCTGAGTCTCCGTCTCTGCGGCATC
>BJ721411 ID   BJ721411   standard; mRNA; EST; 816 BP.
ATCCTTTTACAGGGAAGTAAGACATGCTGAGGTTTATTTTAATGTAAACAAAACTGTCTT
TTAGTGAGTCCTCTTGCCAGTCGCCGTGTCATTGTTTTTCCATTGCCAGTGTGTTGAAAG
TGACTCTGTTGCATTCAGTCCTGTCAAGTTAGCCTCTTAGTGGTCGCAGCCGAACAACTC
CAGGGAAATTCTGTGCTGCTCAGGAAGGGCCCTGGCAGCTACAAAGGTTTTGGGGCTCTC
AAAGTGGTAGTAGTGGTTTCCTCTGAACACTTTCACTCCTCCGGGACCGCACATGGCGCC
GTCGACCTTCTTCAGGATGGAGATAGGACGCTTGTTTGTTGCAGTGCGAGGGGTGGCACT
CATATCTACATCGTACATGTGCCGATCTTTGATGATGTGGGCAATATGGCGGTCCTGGCA
GACAAATGCAGCATCGATGGGGCCCTTAATGCCCAGCTCCGCCTGCACAGGCTTGGGATA
ACCGGCCAGGTGGGTGTGCGGCTCACCGACTCTGTAAACGAAGAGCTGATCATCTTTGAT
CATGTAGAGGTGACTGTTGTAGGAGAAGACAGCGTCCACCTCGCTGTGCAGCTCCTTGAA
GGCGCTCTCGATGGTGTCGGCCTTCAGTGTGTCGTTGCCTTCGTCCTTACGAATGTAATG
GTGGCCTCTGAAGGCATAAATGTTTCCTGTGTCGTCTGAAGTGATGGCATCCAGGTGGAC
TCTGCTGCAGCGCTCTCGCTCTTCGTGGTCGTTGTCCTCATCGAACTTGGAGCACCTCAT
GAAAAACTTGCGTGCATCTTTTGGGGTATTTGCCGC



>BJ721417 ID   BJ721417   standard; mRNA; EST; 377 BP.
CTCACAGCATCTGAATCAGCANGGTTCTTCTTTACATCAGNACAAACACACATTTACNNT
AACNTTATATACAACCCCAANCACACACACGACCACAACATGGCACNCNNGACNTTAGTG
GATGAAGGAGACTTAAAAGAACGCNNTCNCAATCCCNTTGAGTGCTGACACAGCTGAGAA
GNTTAAAAGTCTACNGGTGTCTCGNCCAGTTGCTGGNCTGTCGTCTTCTCCNCTCNTTCN
TGTATCTTCTTCGNCATGCNCANAACAGGCCTTTGGCTTTCTTCAGGTTGACCTGCTTCC
ATCCTGGCAGACATTCATATTCCTCTCTTGTCNTTTCTNAAGCTCTCTCAAANNCCTGGN
CGGACAGGNAGATNTCC
>BJ721436 ID   BJ721436   standard; mRNA; EST; 170 BP.
CTCTTTTTCTCTCTTAAACNTANCNAACAAATAAATGAAGGCNACNCTGCAGAGAACCAA
ANCTTGAANCTGGATGTGGTAAACAGTTAAAATTGACNGCCAGAGGCNAGGCTCTCANTC
TGATGGCATGTTACGCNNCCACATGACTCATCCTCAGNGTTTGTGCCAGG
>BJ721475 ID   BJ721475   standard; mRNA; EST; 489 BP.
TGCAAAATACCNCTAAAAGATGAAAATGATGAAAGAACNCAGACNGATACNCNCAAGATC
GGNGAAACAAGTAAGCAAATGGGTTGAACGAACGNGNGCTTCNCAGNGGGNGTTGATTAC
ATTGAANGCNCCNCCAAAGGCAGGAGCATTCATCCATCATCACTTCGGTTTTCCACACCC
AAAACATGAAGTCAGGCNGTTCCNCTNGGGTTGGNCTTTAGNCGGTTCCCACAGGCCNGG
GTCCACATTGGNGAAAATTCNCAGCANGAACTTTCCCNGTTCNCCAGGATCAAAGGNGGA
GGGGACNACAACATATTGGCCTTGAGGCAGGTTGCATCNCANGAAAACTGATCGAACACN
GGAAAAANATTTTTTTCCCGTTTGTTTCTGAGTCCGGGGCATTTCAAAATTTCNGTTCAA
CTCCNCCTTCCAAACACTAAAGTCAANGGCCACATCTTTTTCCNGACCAGTTTTTTTTTT
NNACCCCCG
>BJ721508 ID   BJ721508   standard; mRNA; EST; 741 BP.
TAGCCTCACGGTTTTGGTTGCCACACCAACAACCTAAAACAAGATGGCATCTTTGTCCGA
ATTCAAACCAAAAGCAAATAAAAACGTTTCAAGCACAAGGTTGCAACACAAACGGCTTCA
CAAACATCAATATGCACATCAAATATTAAAATTATGTGTCGACATGATGTCATAAACATT
TTACATCTCTACCAAGCTTGTGTGTGCATTTGTAACAGTGATCACCTTGGTTTTGTGAGA
CGTTTTAAAGGCAAAATAGGAAAAACGATAAGAATATTGAAGGACAGAGGAAGAAGAGGG
GAAAAAGTCAAGGTAATCAAATTAAAAGAAGAAACTCTGAGAGCTTCAGTTTAGCTGAAT
AATGGAATATACGGTATGTTGTAGGCATTTCATCCATATGGATGGTTCGTATACAAACAT
TAAAGGTCCACCCTAGAACTAAAAAAGAAAGCCTGATACTCCACAAACAAATCTACAGAC
GTTCATAAAAAGAACAATCCAAATATTCCGTTCTTATCATACAAGGTGCCATGTGCTTAA
AGCAATTCCACTAATGTACACAGAGGAGCAAAGGACAATTCCAGTATCACTTTTAAAACA
GCAAGTTGACCATCAGGTAACCTTTTGGACATGTAAAATGAATTTTACCAACACTCCAGA
TGTTCATCTTCGTTTCTAGGTACTATCTGTAGAGGTGCAAATGTGTTTTCTGCTTTTTAG
CAGCTCATGCATATTGNTTAT
>BJ721510 ID   BJ721510   standard; mRNA; EST; 726 BP.
CAAAAACTGGAAAACAGAACAAATGTTTGGCAACAAAAGCATATATAAGGCCTAACATAA
TCGTAAAATTCCATGTCACAGTGTTTCGTAAGTGAATAAAGCTATCAGCACAGGATGGGA
GATCGTGGCTTTGATGAATGGAGTTTCTAACCCTACCTCATCTAAAATCTATGCAACCTT
TCCATTGTGGATGGGAATAGACCTCTTCCTAAGACACACTGGAGCAGTGGATGCTGGGAG
AGCCCATCTGTGTGAGAACCTTGTCCAGCCACTGCAAAGGACCATTAAGATGTAGCTCTA
TCCAGCAGGGGGTGCTGGTCACTGTTTGACGTCTGTACTCGGCACCCCAACCTTTAACAA
AACTCATTCGAATAGTACACATCCTGGTGAGCTGGTAGACTGCCTCAAAGCCCTGGTTGA
CCGACTGGGCGAGGAGGGCAGCAAACTCCTGGTTGTTGAAAATCTTAAGGTTACAACCTG
GTGGGATTTTGCACACAGTGGCAGGGTGCCAACTGTAGTGCTGGTTGCAGTTTGGACTTT
GAACAAAGATGGCACTGTCACTCAGACACTCTGCAAATACCTCCCCCCCAATGTAGTACA
GCCTCACACCTCGTCCTATGTGTCTGCGTGTGAGCTCTACTGCAGAGTTGCGGTTCACAT
TGGACAACAAGCCCAGACAGAAGCGTTCAGAGTTGGACGGGTCTGTGAATCCGTCTACTG
TGAGGG
>BJ721522 ID   BJ721522   standard; mRNA; EST; 724 BP.
ATCTCCAGAGCCTCACAAGCTGCGATGCCACAGACCCGGTTCTGCTCAGTCCAAACATCG
GATCAAAGAGAGCCTCTCGCACCCACAAGGGTCATTGGATCAAACCTAAAGCTTAAACCG
TTTTTGGGTACTGGCTGGCTCAGGAAGTGACCTCAGACAGTTCAATTCACAGACAGGAAG
GCACTTGAGGAGGCAGTGAGGTGAAAACGAATCGCCCTGCTTCGCTCCTGAAGGCACCAG
ATCCAACGTGCATTTCACCGACTAAGCTGTACAGGTGAGAACTGGATCCTGGTTCATGCA
CAGGTTCAGTGGCTGAACATTAAAAGAACAAGCAGTGATTCTTGGAGTTTCAGCTGAGTG
CATTCATGTTGGTGCATCAAGACGCCAACATGAGCCCGGGTGGGCTCTAAAGCAGCCCGG
TCCATAGGTTATAGCAGGCTGTGTTGATGACAGACTCCAGGTGGTGGTACATGGACACCA
GCTGAGGGGGGGGGCTGCTGCTCGGAGCAGGCTGTGCCGGCAGAGGCTCCCGAAACACGA
CCTTAAAACTCGTTTTCCCAGATGGATTATCCAGAAATACCAGAACAAAGCAGTCGGTGA
ACTTCTGGTTCAGAACCGCCAGATACTGGACGCCGCTGTTGTCAAAGTGCCGGCAGTTCT
GCGGGAAGCGGGACAGCAGGACTTTGATCANACTTTGGTACCAGGCCGGACTCATGGTCA
GAAA



>BJ721535 ID   BJ721535   standard; mRNA; EST; 665 BP.
CACCTCTTGCGTCTGCAGTTTTTTTTTTTCTTCAAANGTAGTTAGTAGNGNGNGNGGTAA
CTTTAAAAAAANGGACAACAGAGTAGTTTTCTGACNCAAGTCAAAANGGANGTTCNGCTT
GTACACATGACCAGCGCGATCCATTCNCCCCTGATCCCNGCACGGGNGGAGTTCTTCACT
CACGTTCCAGCTCANTTTCTCTGACAGTTGCCATTATTGTAAGGNGACACTGGCATTCAA
CTGCCCCCCACCAACCTGTCTGAAATGGAANCTGANATGTATGAAAAGTATTAAGCTATC
ACTCAGNGCTGACAGGACCCCAGNGGCACGCAATAACNCCNTGCCAGNGCATGCCNCCTC
AAACAGTACACANACAGAGGTCTGTGCAGNGACCGATGATGACNCCCNCNCNTTAAAGCT
TCAACGGAGGAAACTCAAACNGGAACGTCAAANAAAACCNGACNGNGGACCTTTAANGCC
ACTTAAAAAATAATTACNCTGANAAAAGTTANAAAGNGCCAAAGNGGGGGGACCATTGTT
CCANCTGCACTAACAATTTCCAANAGTACAACAGGAGGGTTGAACTCNCCTTTACNCTTC
TTACNCTGAAGGGTAAATGTTTCTGTGATTGAACTTTTTACTCTAAACGTTACCCAACTG
TTTAA
>BJ721580 ID   BJ721580   standard; mRNA; EST; 473 BP.
CGCTTTCTCACGCACACTCCAACACACAATGTTTCCATTTAGAAACTAACGCAATGAAGC
CCCCCCCCAAAAAAAACCCCACACACAAAACCACGAGGAGCAGAGTCTTTGCGTTCCGCC
GAGTCCATCCAATAAAACATGTTCATTCCATTTTTTTCTTTTTTTTTGACAGCAGGTCAG
GAAAAAAATCATCTTAAGGCAAAGTTTANACCAANACCCCCCCTTCCCCCAACACGAGNG
TCCAAATTCCCCACGGATCAGTTGTANATGCCATCATCGCTTTCANAAACANGTTCATGG
GGGTCCTTCCCGCCCGCCGCCNACCCCAAGCATTCCTCCTTGATGTANATCTCCTCGTAC
GTGTCCGACTCCAGGNGGTCCAAACGCTCGGCCTGGCCGTTCATGATCTCATCCGGGGTT
TTCATGAACCNGAACAGAAGCCGTTGGCCCGGCTCTTTCCTGATGATGTTCAG
>BJ721613 ID   BJ721613   standard; mRNA; EST; 457 BP.
ACGCTCCTCAGACGTCAGCAGCGTTTCGCACATTTTTCCAAAAACTAGCATCAGTTTCAG
TGGGGGGGGGGGCTCTGCTTGGAGGGGTAAACTGGACTGAAACNTTCAAATGAAGTAAAA
TCGGANGGGTCAATCGTTTATTTATTTCNCAANCGNCNGGTTTGGCCTGAAAGGGGTAAC
GTTGGCCGNGNAACATGAAAAAACNCCNCGCCGGGANACCTGCGNACGTTCAGGCTTTTC
TGACCCTTGGAGCCCCGCTGTCAATCAAATGCNCCCTTAAACTACANAGCTGCCTTTCCT
TCTCTAGGAATAANTTATACANAAACNAGTCCTAACCAAAAAAAGCTGCTGTAAAGANAA
AANAAAAAAAANCCNCCGGGGGGCNCCNTCNCNCTCAAACAGTTTCAAAANGCCNCNCCN
GCTTGGAAATCCCNAACTAAAAANGANGGGAAATGAA
>BJ721632 ID   BJ721632   standard; mRNA; EST; 281 BP.
AGCAAACAGCACANATTTTTTTTTTANCCCCNTTTTGAAAAANCNCANAANTTCAANTTA
AANCNGGAAAAGCGNGNGTTAAAAAGNCTTCTTTCANGGACCNCCGNGGNANANCCGCTN
CCCCNCCNCGNGTTGGCNTCNCNCNAGCCCAAGGGGANGGCNGGCCCAAANGNGCAGGAN
AAACNNCAGGGGGTTNAAACCNCANANGGGGTTNAGNNCGGGTNGGANCCAAAATTAAAA
CNNCAAAACNNGAANCCCAANNGACNAGNCCCCCANTTGGG
>BJ721671 ID   BJ721671   standard; mRNA; EST; 286 BP.
AAAAAAGAATTGACATACAACATATTTAGGGGGACAAAAAAGTGGCAACGTCAATGACAG
TAACAAGAAAAAAATTATTGCAGGGGTTGATACTGTGAGGAAAAAAAATTGTCCACTGAT
TTTTTTTTTTCTTGANAATTGGCCAAATAGGTAAAACAAACANAACNGCATANCCCANCG
GGCCAAACTTGAATANAGGGAAGGNCTTTGNGNCCCACCTGGNANGGGGAGGTTTGNGGC
GNAACAGGANCCTCNCCCCGCGTTACCCTACCNTTCTTTTTTCTTC
>BJ721679 ID   BJ721679   standard; mRNA; EST; 751 BP.
GTATTGCGCATGCGCAATCGCGGTGGTGCTCCGTGCTCCCCCCGCNCCCCCTCCCTTCTT
CTTCACACACATTTGTGTCTACTTCTCAAAGACAGGAGAGCGCACAGCTGCGGGGCGAGG
GCGGCGGCGCGGCCAGGTTCAGGCTGTTACAAACTCACAAACTGTGACATAAGTAAACCA
ATAGTGGTGCATATAATATTTTACAAGGGCTGAGCCGCCGGTGCCGCCCCCCTTCAGTTT
TCCGCCCCAGGCCACCGCCCGGACGGCCCGTGCCTAGAACCGCTACTGCCCAGAAGGCAC
TTCTTTCCACGGAGACGGGTCGCAGCTGGAGCTGCAGAGCCGCTGAGACATCAGTCTCGG
AGCGCTCAGGCTGACTCATGCGTCCCGCTGCTGCCTGCGCCGCTGCGCGCCTCCGTGCGC
CGCTGCGCGCCGCTCTGCGCCTCAGCGGCTCCTGATGGAGCGGCTGCTGCGAAGCGCGCA
AGGCCACAGAGCAGAAACACGCAGACCTGTTACTGCAACACTTTTCTGTAAACAGAACCA
TCAGATACTTTAGAGACGGTCTGGATGGGATTTTTATCGGCAAAGAAGAAATTCTGAGCT
GCTCTGCATCACAATTCACCAAAGTTTAGGATGTAAACCCAAATCGTAAGGTTCTGTAAG
GCGCAGGTCTGGACTTTAACCTGAAAAAGATTTAAGTTTGGATCAAAATCTTGAAAAGCT
TTGGTTCATTCATGCCNTTTTTGACATATTA
>BJ721688 ID   BJ721688   standard; mRNA; EST; 699 BP.
AAGCAGATCCAACAGTCTGCATTTACAATTGTTGGCCTCTCTCCATCTCAATGTTACAGG
AACAAATAATCTACATCTGCTGGTGGGGTTGCAGTTCCTGCAGCTGCCTGTAGTGGGTGC
TCTCAGCCCATCATAGCCAGCACAGCCTCACAAAGGTTGTTCAGTCTGCTGTGAAACTGC
CCTTTCTCAGCCCGCAGCATGGCGGTGACAGCGGCGGCCGCTCTGTGCGGACAGAACCTC
TCCCCGACCAGTACGTCGCTCAGCTGCCTGCTGAGCCAAAGAGGAAGCCAGCCCGCAGGG
ACGTCCAACCTGCAGCTTTCTACCTGTCCGCCCTTCACCTCCATCTGCAGCTGAGCGGAG



CAGCGAGCCGGCAGATGCTCGTCCCTCAGCTCCAGCAGAGTTTCGACTCTAAATTTAGGC
GTCCTGCCAAACGTCCAGTCCCAGCTTCGCAGCTCTGTTGATATGTTGCCCACGCCGGGA
AACACACACTCACTGGATGGGTCGACAAGAGTGAACACCGAGCTGAGGCCAAACTCTGTG
TTATACTGCTGCACTAGTGCTTCCAGAAGCTCCTCCCAAGCCAGAGAAGGTGCGTGGTCT
ATCAGGTTGGCAACGGGTGACGGGACGCTTGGTGTGGCGTTACTTAGGATGCCGGGACAT
GAAGGGCGGAGCACCGTGGAGAGAGCAGAACGATCAGCA
>BJ721721 ID   BJ721721   standard; mRNA; EST; 642 BP.
AAGACAAACTCAAAGTACATTGACATGATTTGCTTCATGATGTGGAGCCGTTTTCACAGG
AGTGTTGTCAGGTGGTTTATTCTTCAGCTTCTCAGCATCGTTTACTTTAACCAAAACTCA
ACTGGATTATGAGACTTGAACTGAGAATCTGGGGTTTGCTGCAAAACAAGCAGAAAAACA
ATCCAACAGGGAAAAAAAGGTGACAGGAAGCATCAGCTGAGGGTATAAATCTTCACTGTC
TGCTGTGGAAGTGCAGGTGAATGCAGCTGTGCATCTTCTTCATGTGTTTGAAGGCAAAAC
CGGTCCGTGCCCCATAAGTTGGATCCAGAGCGCAGCTGCTTTTAGTGGGGTTATGTCAAA
GTTTAAAGTGATTTCCACCTGGATGTTCTGATAAAATAGAAGCAGCGCTATATAGAAAGC
CAGGAAGGACAAAGTTCTGCTTCTGAAGTCAGACGCTACTATAATCTGAAATTGAAGTGC
AGGCTCTGAATCCTAAAATGCTGAGGCAGGTTCTTCCCACACAGGCTGCTTTCTTGGTAA
AAAAAAAAATCAGTCCCCCTCAAACTGCTGCACCTTCACTGACAGCCGCAGGTCTTCNCC
ACCATGTTTCGATGCTTTTTGAGGATGACATTGTTGCTGTCG
>BJ721731 ID   BJ721731   standard; mRNA; EST; 794 BP.
AATGTCTCAGTGACGAGCCACACATGGTACAGTGAAAAAATGATTTAAAATATTGCTGAG
CAGCTGATGCAATCCATCAAAAAGACATTGAAAGAAGTAATGGCAGCCTTGGGGCATCCT
GTACATAAATGAAAATAAGCGACATGTACAGAGCGATTGACCATCAGTTATCACTGGTTT
CTGGTGGGTGTAGACAGAAGCTGTCCTAAAAAAACAAAACAAGATTATATTGTTGTCTAG
AAGCTCAAATATGGCAAAGAAATTTCCGGGTGAATATTATAGTATTGATTTTTGCTGATT
TTTGCTTCTCAAACAGCATTTTAAATCCAGTCACCCATCTCAAGGAGGAAAATTGTAGTG
GGTTTAGCCTTGTAACAAATTATCTGCAGTATTTTGGGCTCGGTTGTAGGAGAAACAGAG
GTTTGTATCCAACAAGTCACTTGACTGCCAGTGAAAAATTCTCCAGTTATTATTCAGATT
AAAGCTTAACTCTATGTCCACAACAATCTGTGGTTGGCTTTGAGGTAGATGAGTGTCTCC
AGGTTCTTCGGTAAGACACAACCTCTCTCTGGGAGCAGCAGGTGTGCAGCTGTGGTGAAA
ATGCTCTCCACCACTGTGCCGCAAGCGGGTATGGTCAGCGCTCTTTTGGCCACCTGGGTG
AGCAAAGGAAAGTCAATGGCTTTACGGCACCAGTAATGCAGAGCTTCTTCGTCGGTGGGT
TCCTCGTGTAGGTAACCGGCCAGCTCCTGCTCTAGACTCTTGGCCTGCGTCGCAGGTCTC
TGCTTGATGAAAGA
>BJ721853 ID   BJ721853   standard; mRNA; EST; 798 BP.
CTCTCGGCACATACAGCAAATATGCAGCAATGACAAGGGTGATGACAAACAAGATCTTCA
ATGCTACTACTCCATTAGTGTGGCAACGTGGATGGAACACAAATACCATTTAGAAAAGGT
CAAACTACCCATCATGCAGATAACAGATCTTTTTTTAATAGTATGGAAGCAAGATATAAA
AATACATTTGCAGAAGCAGGTGTGCAAGTCATCTGGACAGATTTAGCTGCATTCTTCACC
AAGAGTATGTTTGTCAAACAGGTACTCTGCCATGCCGTTCTGGGGAGCACCCATACGGCG
CAGGTTGGTCACCCAGTCTCCCAGCTCCTTTATGGACTTCACCTGCTCGTCAAGGTAGTG
CGTCTCGATGAAGTCACACAGATGTCCTGAAGAAAGATCCTTCCCCCTCTCTGGTTCTGT
AGTTTCATCAACTTCTCAGCGTGCTCATGCTCCTCGTGAGACTGCTTGCGGAAGAACTTG
GCAAAATTATGCAACGCCTGGTCATCACGGTCAAAGTAGTACCCCATGGACAGGTAGACA
TAGGAGGCATACAGCTCCAGATTGATCTGCCTGTTGATTGCAGCCTCGCAGTCCTGGTGG
AAGTTGTGTCTGACCTGGGAACTCATGTTTCTGAGTTTGGGCGGGTTGTCTTCGTAGGAG
GTCAAAGCTGGTGTGTGTGTCGTTAGCAAAACAAACGGCTAGCCTCCAAGCTAAGCGCGC
TGAAAGATGATTTAGCTAGCTGCTGTCTGGATGTTCTTCAAACGAAAATGGCAGCGATGG
TTGNTNCCGACCTGCGAT
>BJ721883 ID   BJ721883   standard; mRNA; EST; 281 BP.
ANCTTCAGGTTGGANGAAAANCNCAAANAAAAAANCNGGCNCNTTCANTTTCCCCCGCTT
TANANCCNCANCGACAACTTGTAANTTGCTGATAANGAGGAAANCNNGCNCAAANCCAAT
ATGCNCNTCAAANACNGAATAGGGGGCATNCNGTTATGACTTGCAAAGCANGCNGGCAAA
NCTTTTANTTATNCAGGGAGTANCGNACNTTGCACCCANAAATAGGGAAGGCTTACAAAA
NGGATAAAANGAAAAGNCCCAAANGGAAAANGANCANNGCA
>BJ722014 ID   BJ722014   standard; mRNA; EST; 764 BP.
GCTCGGTCTGGCTGCTGCTCCTGGTCACATGCTGCAGTGAAGATGGCGTTCCACTCCAGA
CTCTCCACAAATCACTCAACATATGGTTGTCATGGTCACTGGTACAAACGGCAACAGCCT
TCCTGTCTGCTAATCTGCAGAAGACAACCTGTGCATTTGTACTTATTGAGTCTTCCTGTG
AGGAAGAAAGGATCCAGTTTTGAAAATGGGAGCACCTCGCATTTAGGTCTGTGTGCTGTG
GAGATGGCAGCCGGAGCCCAGAAGCTCCACTGGACCAACTTCAGGGTCAAATTTCTTTGT
GTAGAGAAGTAAAAGATGCGATTTTTAGGACCAGAAAAGAACTTCTCAGCAGAAATCATA
AAATGCCCATAATGGTTAAATTCCACTGGGTAAGTATTTCTGACAGCATTAAGATGAAAG
GAAACGGCTTGAATGTAAAACTCCTGGGAAGCAGAGTGGCAGAGCTGCGTCCTCTACATG
TGGTCTGGAACCGTCTCCAGGGCCTCCTCTGGGTCTCTGTCCACGTCCACATTCTCTGGC



CGGTCCCTGTGAGTGTTGACAGCTTCAATGTTGAGGAAGACCGATTCCACTTTGCACCCG
TAGGCGATGGGGGTCAGCTTTAGCACCGTGTGGAGAGGACACTTCAGGTATGGCAGCTCA
TCATCACTTTTGTTCAGGAAGTATGCCAGCAGACATCTCATCACCGCTTGATGACAGATG
ACCAAAACATTTTCCTGCCNTTTCCAGCTCCATGATGACTGGCT
>BJ722051 ID   BJ722051   standard; mRNA; EST; 371 BP.
GGTTTTTAGAGGAGAGTAACAGGGAAACAGTGCGGGTATGTAACAGATACAGAGATGCAC
AAGTCTTTAAACAACTTCATTTGATCACAATCTCACTGTTGGATGTTAGTTCCAACTATT
TCATTTGACAACTGTAAAAGTTCGTCTTCACTTCTTCCTTAGTGTAGTTTTGCGTTTTTG
TAAGCTACTGAACATTAAAATGCAGGTTGTCAGTGACAAATTATCTAGACTGTCAATATT
CCTACTTTCATTGAATTTTTATTTTCCTGGTTTACATTCTGGGTCAACTGCCATCCTCAC
CTTCCAAGTTTCTTTTTTTTTTTTTNGGGGGGGGGGGNCNCCCAAAAAAACNCCTTNCGG
TTTTTTTCCCA
>BJ722101 ID   BJ722101   standard; mRNA; EST; 142 BP.
TCCTCGNTCTTCTGCACCAGGGTGGCTCTNANGGTCTCGNAGTCCAGGGAATCAGCATAN
GNTGCCAGCTCCTGTTTTAATCTGCTCCACTCTCTCCAGGANGTGAGATTTCAAGGNCTC
GGCGTAGGGCTNCAGCTTNTCC
>BJ722116 ID   BJ722116   standard; mRNA; EST; 467 BP.
AGTTAATTAATCTTTGTTGTCGTCGGACTCTGAACTTCCGGGTTCTGCACTTCCGGTTTC
CTCCTCATGTGAAATATGACACCAGAGCTCCATCTAGCGGCAAATGTCGGAACTGTTGTT
GTTTTTGTTTTTTCACAGAAACAACATGGCCGCCCCCGCGCGCCGGTGACGACTGCTAGC
AAGAAAAAAAAAAACCGCCGGTCATGAAGGAAATCAGGTANATTGGTCCTCCTTGAAGGA
CTCGATCCGTTTTAAAGGAAGGATCATGATGGGATGTTTGTGTTTCANCTCCCCTGAANA
CCGGAAGCAGTTCTTCCGGCTCCTTCTGCAGNTGGANAAAATCTCTGCGGGGAGGANCTC
CGGNAACNCCNCCGTTCTCCCCAACAGGCTGGAGAANTTCCNAGTCACGGCGGAGGAGGT
GGAAATAACCGGCCTGGAGNAGGTTCTGCTCCGGCTGCTGAGGANCA
>BJ722251 ID   BJ722251   standard; mRNA; EST; 275 BP.
GTCTGGATCAGGAAGACAAAGGNTTTCCAGGACTCTCCATGGNNATCAANTGACCTTTTC
CCATCTGTTCATCNGCTCTGGGCCCAATTCTTAATCCTAGTCCGACAGCGTGGATNTCCA
TCAGGATCTGTNAGNTTGCCTCCGNANATCGCCGGNAGTTCTTCTACGTCNATGTANTTC
ANCNGAACCTCCTGCNNGTTTGNTGGGAAAGCAGGTGCANATTANCCCCNCTGCCANTAC
AANCCCCCAGCTGGGTAGCANGCAGAGTCTCACCC
>BJ722323 ID   BJ722323   standard; mRNA; EST; 672 BP.
CAGATCTTGTCAGAGGAACCAAGACTGTGTCTGCTGCGGGATGTTCAGAAAGTTGTTGTC
CCGTGTTCCGATGCCGACAAACCTGTTGGGAGCTGTGGCGCCTGGCGTGGAGTATGCTGT
CCGGCGGCCTGCCCCGAGCCGTCAGTACAGACGAACTGCACGAATTCCTTCAGGGGATCC
TGGTGGTGGTAGCGGATGGTGGGGTGGGTGAAGTAGGGGCTGGACTGCTGGATGATGGAG
GGAGAGGGGAAGTGCAAGGCCGAGGCTGAAGCACGTGGACTCCCTGCATCCACATCATTG
GGCCAACCACTGGACTGGNAGCTGCTGCCCGCCGCTGGGGAACGGCCCGAGTAAAANACA
TCATCCACGGGGCTCTCCACCTCACTGTCATCAATGGACTTGCNCTTGGTGGAGCTGGTA
CAAGGGGTGGANGTGATGGAGCGCCNTCCCANAGCCACCTGNTTGATGTTGTANTANCCG
GGGCTGTCCAGGTCTGCCAGGNAGAAATTGGGACCGGTTGCCGTGNCAACTGNANTCTGC
NACACTCNCANCANCTCGGCCACGTTCCACACCCCTGAANTCACAAAGCANTCCTGGAAA
CTCAANTGGCCATTTGCCGGNGGTTTGANATCTGTGTCTCCTTGCTGGGTTTGANTTTGT
CTGATTGTCCTG
>BJ722324 ID   BJ722324   standard; mRNA; EST; 549 BP.
AAGACTTCACATGGATGAAACACACACATCAATAAAAGACTCTTAGATGAGTATGTACAG
CTGAAAAACACTAAGAATGGTGGTGGTTTTGATCGCATTCACAGTTGTTGCCACGGTCAC
AGTCGGCTTTGATCCTCCGTTGGTCCTTCATCGTTTTCGGCGGGTGAGTCTGTTGCAGGT
TCTACACTGTAAACGGAGACCTCGCGGAAAAAAAAAAAGAAAAAAAANCAAANCGGAGGG
GTCGGNGATTTTCCANGTCCCAAAACCAAGTCCTTTTCCGGGCTANACCNCCCTCCCNGT
TTCNCCACAGNGACAAACACATCTCTCNGNGTTGCNGCTTCAACATTTGCNCNGNAACAA
CATCAACNCGNGACNCCTTTGANAAAAATTAAAAAATAANTGAANGGGGGGGGGGCNGGA
NCNANCCAAAAAAACNCGGNTTCCAANAACGTTCNCCANTTACCAAACANTTTTGCNCAA
ACAANNGAGGNNTTGGGTTCAAANCNANTNGGNAAGGATTTNCCNCAGNGNCNNCGNAAG
GAAAGGTAG
>BJ722401 ID   BJ722401   standard; mRNA; EST; 494 BP.
AGTTTGTCAAACTGCATGAAAAAAAAACATTCAAAGCTCTCCTGACACACAAAAGTCTTT
GTGTTGTTAAAGGTTTTCCAACAGCAACAAAGCAAATCAGTGAATTCTATAGAAAGTTGG
CAAAAACGTTTGCAGAAATGTCACACATGGCTTTAAGAGAAGGCACATGGTTCCGCTCAT
GAGGAAGGAATGAGTGGAAATGAGTGACCTAAGGAAAAGCATAATCCCAACACTGACTTA
CTCTGGGAGCTGGTGTCCATGTGTGCATGGCACCACATGGAAATGCCCCCACAAGCATCC
TTTTGTGTTTAGGAATGCAGGGTAGGAGCTCCGCCCCCTTCCAGCTCAGACACAACCGCA
GTATTCTCATGGAAGCGGTTTCTCTCCGTCTGGGTTCTGCGGGGATGAACACGTGTGCCT
TTCAACTCAAAGTTGTGTGTGTGTGTGTGTGTGTGGGGGGGGGGGGGTTCCCCTTTTTCA



AAAAAAAAANGGNT
>BJ722439 ID   BJ722439   standard; mRNA; EST; 724 BP.
GAGTTCCAGCTCTGCCCCGTCTCAGGTTTTGCCCTTAGGTGTCCTTGTTTTTGCTGTTCA
GGGGGGGTAAGCAGGTCTTGGGACCGGACTGTTGGGAACCATTCGGATGCTTAACCAGGT
GTGGCAGACACTTTTTTGCCAAGATGGGAGGCAGCACTTCCCTGTTATCGGAGGTGAAAG
CTGGCGGAGGGGAGACTCTGAACGACCTCTGCGGTCCTGAAACGACCTTTTTCATCTTGG
ACAACGGCGGTAGGTAATGAGGAGTGTTGTGTCTAATAAGCGGGTCTGTTTTGTGCTTCA
TGTTGTGAGTTGTTAACGGCGTCTGTCTCATGTGTCTTCCTTTCAGTTGTTTACCAAAGC
TGCTCGGCCGCCAGATTTTCTCAAGCGATTGCTGCGTTAATCTGTTTCCCGCTGCATCCA
GAGTTCCAAAAAGGAAATGAGAAGTCTCGGATTTCTTCTCTGTCATCCTGATCTCTCTGA
AGTAGGTGTGCCTCAGGGCCGTTTCTGCAGAGATGCGCTCGTCCGGATCGTATGCCAGCA
TCTGATAAAGCAGGGACAGAGCGGGAGCCGGGCAGTTGGGGATCAGACGAGAGATGCCCA
TGCCCTTCATCGGGGGGAAGTTGAAGGGCATCGCTCGAGTCTGCTTAAACTTTTGGAGGA
GACTTTGATCTGGAGTTCCCAGCACATTGTGGATCTTGGCAACCTGGTCCAACTCATTCG
CTCC
>BJ722441 ID   BJ722441   standard; mRNA; EST; 743 BP.
TCATTCCATTCATCTTCATCTTTAGGCTCTTGTTTTTCTTCCTCCTTCCACGATGGCTTC
TCTCTCCTTTTCTGCTGTTTCTTCTCATCTCCTTCAAACTTCTCATTTTTGAGGTCTTTC
TTCTTCCTCTGGTCCTCCCATGGTCTTTTTGAAGGCTGACTGCTCGCTGCCAGTTGACCA
GGAGAGGGCGATAAAGAACTCTTTGCATTTGCTGAGGTGAGCTTTAACTCCGTCACAGTG
GACCTCAGAGTTTCTAGTTCTTTCTGCAGGGCCGGGACAGACTCCAGCTCCTTCTTCATC
CTTTCGTTCTCGCTCTGAAGGTCAGGGAGAGATGCCATCTCTGTCTTCAACCGGCTGTTT
TCCTTCTCCACCTCCTCCCAGCGCTGTCGCTCCTTTGCTCCCTCTGCTGCTTGTCCTCTA
GCTACTTTTAGCTCTTCGTTCTGTGACTGAAGTTGAGCTTGAAGCACAGAGATTTGTTGA
TTCCCTTTAGCCAACTTATTCAGTAGCTCTGAGCCATCACCATCGTCTAGAGGTGGATGC
GCCTCAGGGCCGAGCCACTCCTGTTTCCCCGGCGCATCTGAATCTCTCAGCTCCCGACTT
ACATGGTCACCCTCTGAAAAAAAGATGGTGCCAATCCCCAACAGAATGACAGCTCCCAGA
ATGCACTTGTTCAGTGACAGCACGCTGTCGTCTTCTCGCTGAGGCATGTGAAATTCTTTC
CTCTTCGTCCTCTTCCTCCTCTC
>BJ722687 ID   BJ722687   standard; mRNA; EST; 770 BP.
ATCATCGGCACTACAGAAGGTCACATGAAACATTCTCCACGGCGATATGCAAAGCGGCGT
GCGACAAGAAAACAGGTACATTCTCGCACACACGCAGTTCTCAGCTGCTGCAAACACACA
AACAACAAGAGTCGTTGCATTGATTTTGAAGCACTAAAAAGAAAATAATGGCTCTTTTGA
AGTGCATAATGAGAAGGAAAAAGGCTGATTGTGTATTTTTAAAGCCTTAGTCGACTAATT
AACTTCACCATCCTTATCAGGCCGCTCTAACAACAGCAGCTACAGTCATGAGCGTAGAAA
TACGGGAATTCACATTTTTGTTTGATAAAGTAAAAAGCCAAAAGACTTAATGGGAAATAT
TTTGCATCAACGTATTCTCTACCAACTGTTCTGCAATCTAGACTTCAAGTGGGGAACGTT
CCTCATGAGAAGAGCCAGTTTACTTCCCTTTAAATGGAGTTCAGTTCACATCCACGCCGT
GTTTCTCATGAAAAATCTGTTTTTACTAAATAAATCGTATCGTCGTGTGACAGGGCAGTT
TTTCAGATGAACGTTTGAAAACGGGAAACAAACCCAGTTTGGGTTCATCTTCAAGCGTAG
CCACGGGTGTGTTTGGTTTATGCCGCCGTCCCAGCTGACCGTACGGGTGGATAGGAGATG
TCTGCAGGTGGAAACTGCTCCAACCTGGACGGGGCGTGCAGGTGACCCTCATGACAGGGG
GGGGTAGACCGCTCAGTGCACCCTTATTGACGACNCATGCATGTACATTT
>BJ722694 ID   BJ722694   standard; mRNA; EST; 255 BP.
CAGCGAGANAGGATGGGCCGGGGCTCAGGCAAAGTTCTTCTTCAGGAAGTTGATGAGACC
GTTGGTGGACGAGTCNTGAGACGTNACCTCATCGGCGTCNTGCAGCTCCGGCTCAATCTG
NTTANNCAGCTGCTTTCCGAGTTCCACCCCCCACTGGTCATAACTGTTGATGTTCCNGAT
GACGCCCTGCACGAAGATCTTGTGCTCGTACATGGCAACNANANNTNCCANCATGAACGG
NGTNAGCTTCTTGAA
>BJ722782 ID   BJ722782   standard; mRNA; EST; 743 BP.
TCACGAGCTGCTGGTGGAGCGTCCAGCCATCGCAGCAATGATCATGAATGAAGACTAACA
GACAACAGTTACCACGAGTCCGTTAGACAGGGGTTGGGTGGGGGGGGCAGGGCTCCAGCA
TGATGGAGTTGGGGTCACTCACTGTCACCGCCCCGTAGGAGGAGTCAAAGTCCTCATCGA
TAAACCTCTGATAGGAAATGTCCGAGTCCCCCCCGGGCACGCGGGCGTCCGGTTTGTGCA
GGACCTCCCTCCTGTACGCCCGGTAGGCCACGATGAAGATGCCCGCCTCCGCTGCCTGGA
ACAGGGCGTAGAGCAGGGGGAACATGTACAGCCCCCCCATCAGCTGCGGGGGGAAGGCCA
TCTTCAGGATGGCCGTGCACAGCTGCACGTTCTGGCACCCCGTCTCCAAGGAGACCGCCC
TGCGACTACTGGGGGGCAGGTCGAAGAGCACGGCGAGCCCGTACCCCGCCGCGTACCCGC
ACAGGGGCATGAGGACGGCCACGGCGTAGACTGAGGCCGGGATGGTGGAGAGCAGCTGCG
GGCCCAGCATGGCTCCGGTGAGGATGAAGAGCATCACCAGGGTGACCAGCAGAGACCACA
GAGACGCCTTTAAGACCACGTCGGCCACGCGCGTGTGGCGGTACCTCAGCAGCACCCCCA
GCCCTATCGGGATGAGGGTGCTGCACAGGGTCAGANTGATGGCCCCGAANGGCAGCAACT
CCACCACCGGGGTGTTGATCCAG
>BJ722805 ID   BJ722805   standard; mRNA; EST; 762 BP.



AAATTGAAGATAGCATACAGTGATACAGTCACAGTGCTTTGCTCTATTGCGTCGCTGGAA
TTTAGAAAATCTCAACACAAAAGGTCCCCGACGTGTCTGCAGATTCCTGGAAAAAAAGTG
CAAGAAATGTCCAACAGCTCTGGAAGCGCTGACAAAAACGTGATGAACGTCCCACAAGAG
TAAGATTTTCCAGGGAGTGTTGTGTTTGTGTTCTAGTGTCGTCATGAGAGAGTAACACTC
AGTTTGACTCGCCCTGTTTTAACTTTCTACAGCCACGATTGTGAAAACTAGACTCTATTT
AAAATGACTGAAGATAACAACATCCGACAGTTTGTTTCCACGCCTCTTCTTGAGGTTGTG
GCATCCTGTGCTGTCAATGTAAATATAAACCTTCCTGAGATTATGCTATGAGAAAAATCA
GGAGAGAAAAGGTTTTTGTTCATTAAGCTGCAGACACGTTTTCTTTTCTATTAACAGTCG
CATCACATTAAACGTACCACTTTTGTCTCATTTGAGTGGTAATTGATCAAAAGTAGAAAT
CATTTTGATAAATACACACAAAAAAGTTCACTTTAGGTTTTCGTATTGCTTGTTGAAACT
TACAGCTGATGTGTAAAAACGTATAATTTATTGCAAAGGGGAGTGTTTCAAGTTTAAAGG
TATTTTAAAGACAGAGATCCTCGTCAGTCCTTCATCACTGTACCCCCACCAGCTCTGTGA
TGGGGGGGTGCAACACCATCAGTTCCTGGTATCTCTGGAAGA
>BJ722863 ID   BJ722863   standard; mRNA; EST; 591 BP.
TCAAGATGGCTGGATCATGTTAGATTCACAGTGATGGGCGAAAGGTTAGCTGTTTTATTC
AACAACGACAACAACGACAACAACCAAATCCAAAGTAAAAAGACAAGCAGACACACATTC
AGGCATTCACACTCACATTTTATGCCAGTAAACAGCAGAGTGTTTGCGTGTGTGTGTGCG
CGCGTTTGCTCACACACTCCCCCACTCCTTGTATAAGACAGCACGGGTGCGTTTCACACA
CCCGGTCTGGACAGCTCTTTTTCACCGTCTTTTTTTTCCTGTCAGACATCAGGACGTGAA
CATAAGGTTTCCACGGGAACTGCAGATTACACTGTCAACAACAATCTGAATTTGGAGGAA
GAAACATAAGTGCTAGTAACATCAACAGATTACATGACTTGACATGTTTGATAGATCATT
TTAAAAGACTTCATTCAAAAGTGCTAAAAAAAAAAAACTTTTAAACTTACNAAGTTCNCN
GCTNGNCGGGCNGCNTTTTATTGAAAAATATTGACAAGCNCAAACTTTTAANACNGNGTT
NGGGGGNGAANAGTTTTAGGTTNCCTGTANAAAAACATCTTATTTTCTTAG
>BJ722903 ID   BJ722903   standard; mRNA; EST; 744 BP.
AATCAGGTCTGGTTTACTGGTCTTTAGTCAAAAAGACCGAAGCCCATGTCCTCGTCGGAC
TCCTCAGACTCCTCCTTAACCTCCTCCTTGGCAGCTGGAGCAGCAGCGGCAGTTTCTGCA
GCAGCTGCTGGTGCTGCAACAGCAGCAAAAGCAGTTGGATCTGCCAGGAAGGCTTTGACC
TTTTCAGCTTGAGGGAAAGTGTAGTCCGTCTCCACAGCAACTGCCAGGACTCTCTTGTAG
CCGTTGATGACAGAGTGGGGAATGGAGGCCAGAGTTGAGCAGAGTTGCCTCGCTGGCACC
GACCTTGTCACCAGTCCTGATCAGACCAACATCACTCAAGATTTCAATGGTTCCTCTTGA
GATCTTGGTGGTGATACCCAAAGCCTGGAAGAAGGAGGTCTTCTCTGGACCAAGTCCAGT
ATTCTGGGCTGGCACAGTGACATCACAGGGGGCAATGGCTCCAGCTCGAGCTGCTGCAGG
TACCTTGTTGGCCAGCAGCAGATCCCTGACTTCAGTCAGATCCTCCTTGGTGAAGACAAA
GCCAACGTTGCCTTTAATGTGCGTCAGAAGCTTCTCCAAAGCAGGGTTGTTCTCCAGGTG
TCCACGGATGGCTTTACGCATCATGGTGTTTTTACCCATCAGAACCACGGCTTTGCCTCG
CAGGGACAGACGGATGGTCTGCATCTGCTTGGAGCCCACGTTGTCTGCTCCCACGATGAA
GCATTTTGGATAATCATCCAGAAG
>BJ722922 ID   BJ722922   standard; mRNA; EST; 794 BP.
ATCATTATGCTGGGATTTCAGATTATAAAAGAACAAAGTCTTTTGCACAATCAACATTTT
TCCTCTGCTCCACAGTAGAGCCTACAGGGTAGCTGGCCTGCTCCATCGCTCTGAGGTATG
TAAGAGCACTGAAGTGCGTTTCAGAACAACAGGACAGCTAGGCTTCCTCTGTGTACTTTC
TATTTGTGAAATCTGCTTTTATCAGTGGTTCAAAGCCTCTGTTTCTTCGCTGACGCAGGT
AGAGCACAAAGATAAGGAAAAGCACCAGGAGACCAACAAAGACTCCACCTAAAGTGGAGC
CGAGTACAAACACAGCCGGCCCGCCATCTGCATCATCCAGAGAAATAGCATAGGAATATC
CCAGCTGCTCTGAAGGGATGTAGATCTCCTCATTGGTGATCGGAGGGAAGAAAGGAACCA
TGTTGTAGTCCCTGTTGTGACCTATAGGGGCCATCTCGTCGGGAAAAGTGGCGTTGGAAG
GAACAAACCTTCGCATCCACTCGTCAAAAATTGCATCAGTAAAAGCATGCAGCACCAGGA
AGATTGGATCGTTGGCTGCTGAGTGAGACAAAGCGCTGGTTCCATTGAGCATGGCGTGGA
CCAGGTTGTGAAGGTTGTTGACAGCGTCGTCCAGTTCTCCGTCTGGCTTTTCATACCCCT
CAAGAGCATTTCTAAAGCTAAAAGATGAGTTGGTGAAATATGGCGGACTGTCAAAGTCTC
TGAGACNAAGACAGCTTCTGACATCGTTCATGCTGGGCAAAGTGCCGTTGGATCTCTCCA
TGATGCCTCTCTGA
>BJ723041 ID   BJ723041   standard; mRNA; EST; 123 BP.
AATTTGANGAGGGAGGGGNATGCCGTTGGGANGCTTTTTCTCCTCTGGGACANTTTGCCT
CATCCANATGCGGTTCTGTTCNTTGCANGCGATGNCCANCTCNGTGTAATCCACCTTCAG
AGC
>BJ723043 ID   BJ723043   standard; mRNA; EST; 708 BP.
ATTGGGTCATACTACTGTGCTTCTGCAATACCCCTTAGTGTTCAGCTGAATGTGCAACTC
TGTGGTCTGGAGGTGGATGTTGACATTTTGTCTTCATGGCAACGGTCACTGTGTGTTTGG
TTGTTGTTGTTGTATAGTAGGCTACTTCAGCTTGTCCTCAGGAATTCCCTCCTTCAGCAC
GACTGGGAACAACACTAGAAGACCTATTTCTAAACACATCCTGGATAATATTCCTGATTC
CTTTTTTTTCCTTCAGTCAGGTTGGCAAAGAGGTCGATTTAAAATTTGTATTCAGTTTTG
AGGGAAACACACTCTGTGATTTTTTTTTTGATGNGNGTACATATCTGCGAGGCCCACATG



TTATCCGTTTCTTGATGCTGAGTAATAAACCATCTCTAAACTCAACATTTCTTACAGAAC
ACCAGCATGACAGCTTGAGCTTTGGAGCCNAACTTATCTTTGTGCAATTCATCAAAACCA
AGACTGATTACATTTGAANATTTATGGACCTTTGCTGACNAGCTCCACAGTTAACCAGGA
TAANGTTATTGGTCAAGTAAAATTCCACAGAGAACTGAAGGAACATTCTGTTTTGAGTAC
AAGCTGGAAGCAAAAGCCAAAACTTCTGAAACAATGTGTATGTAGTCACTGGGTTACTGC
TGATACGAGTCAACAAACTTCTGAAAGTCTNGGTCGGTAGTTTCTGAA
>BJ723101 ID   BJ723101   standard; mRNA; EST; 736 BP.
GCTCTGTCCAGCCTTCAAGTAAAATACTTGCAGTTTGTGGAGTCAAGTGCACAGTTTGGT
GTACACCTGAGGTAACCGTACGACCCTGGAAGATATGAATTACACGTCTGGTATCCGAAA
TCTTTTCCATCACACTCCTCAGCGCCTTCAAAGCGGTATCCATCTCCACAGTAGGCATGT
TTACACTTGACGCAGTGGTCGGTTACCACTCTGTTTCCATCGTCACACTCCTCTCCATTG
GAGGGCTGCACAATCCCATCCCCACAGTACCCTTCATCATCAGGTGCGTTTTCCATGGAC
TGGAAAGGTGACAGCTGGAATGGAAAAGTCTGGATTGGCAGCCAGCCATCAATGTCTTTA
AAATAGAGAGACCTCTGGTCCTTTCGGAATGCAAGAGCGTTGTCTGTATGAAGGCGCTCT
AGTTCCTCCTCGTTGCTCACCACAAATATCACAGGTACTTTGGGGTAGTTTGGTGTAGAA
GGATAATCATTGAATGGAGAATTGCTGAGAGAGCTACAACCACACCTTCCAGGAGGCCCG
GGTGGACCACGCGCACCTTTTGCTCCAACCATGTAGAGCCCTGTGGCAGGTAAACCTGGT
GGACCCGGGTGGCCTGGAGGTCCCTGTGGGCCAATGGGTCCCATAAGACCAATTCTCCCG
GGGTCTCCTTTCACTCCCTGCTTGCCTCTCTTCCCTGGTCGGCCTGTGGGTCCTCTGTTA
CCTGAGTTTCCAGGTT
>BJ723163 ID   BJ723163   standard; mRNA; EST; 139 BP.
CGTTTTTCTCTCTTCTACAAGAACNCAAACCCNGNCNTGGATCTNACGGTTCCTCACATG
CGTTAAAGGCCCACTCCGATANAAAAAAAAAAAAAANCCCNTTTNGGATTTTCNGACNNG
TNCTNGGGGCNTTTTNCNG
>BJ723210 ID   BJ723210   standard; mRNA; EST; 564 BP.
TTTTGACAAAGGTAGGTACTATAAATCAGAAGACCTCCTCTCTGCTGATCACAACAATTA
TTTAGGAAAGCTGGTAACAAAAATTATAGAGACAATTTCTATCCAGTATTACAAGCCAAA
AAGCAGACATCAGTTATGTCTGTCACATTCTACAGTCTCTGTAAAGTGCCTAGGATTGCA
CAAGGGATAAGTTGCTAGAGGGCTTGGGAGCGTTTGCGAGTCCAGTCCATGTGTTTTGTG
GAGTTGGATAAGGCGCCCATGGAGTGGGCTGAATGAGGATGGGGTCCAGAGAGCCTTACT
TAGGACTGTTATGACATGAGCCGGAGCTTGGCTTGCAAAGCTGGCTGGAAGTTGGAGCTG
CTCTCATTGTATGTTGGACTCCGGCAGGGCTCCTGTAACCCTTGTGCTATCCTAGGCACT
TTAACATTGGGAGGTGGGTCATCTAGACCCACTAGACAGTGCTCTGAACTTCACTGGTGT
CCATGGATTACATGAAATCTTTCCACCTTTATCCACCTTTGTCATGGTAGGGAGAACACC
TCAATGGAAGGGGGGGGGGGGGGG
>BJ723327 ID   BJ723327   standard; mRNA; EST; 140 BP.
GACAACATAGAAACACAATAAAAAGGTGATACACTTGTTATTACTGCAGAGAAGGCCCTG
TTTGTGTTGGTTTTTTGTCAGAGTTCAGGTGAAACAGGAACAAAAAGTGTATTTTTTTTT
TTTTTNGCCCCCCTNGGGCT
>BJ723345 ID   BJ723345   standard; mRNA; EST; 129 BP.
TCAACCAANAGCAGCTCATGTTTTTCTCNGATTTGNTCTTNCGTGTTCANCACTGTTTCT
GTGTTGGNTTGAAGTCCTGGACNTCAAAAAGAGTCTTCNTTACTGTCTGNGACAAAGAAA
GCCTCCTTT
>BJ723436 ID   BJ723436   standard; mRNA; EST; 779 BP.
TTACAATTTTCACAACAAATAGATGATCTTCCCCAAATAATACAGGAGCTCATGTCAGTT
CTTTTATTACAGCATCATGTGCAAGCCCTTTGAGACATTCTGTCCTGATTATGTGGACGA
CAAAAATAAAGGAAGCACTCTGGATTGTTGCAGGAGGTGTTGGGATGAAGGACAAGCAAG
CAAAAAACAAAAGGATTGACAAAAGTCCTGATGTTTTCTCTTCATGTTTATGGCATCATG
GGATCCTCGTAACCTCAGTTAAACCCCGCAAATATGTTTTGTATTAAATTGCACTAAAAG
GGAAAATGAGCCAAAACCACTTTGTTATGTAAAATGCCAATGCAGGAGACAATTATGATG
CAAGCTGACAGAAATGCCAGTCACTGAGAAACGAATCCTCAACGTTACCGGGACACATCG
CGCACGTTCTCCAACAGAGCCGGAGAAATGCATAACAGTTCTCAAAACAAAACATTTTCT
GTGAAAACGAAAGGCCAATTTTCATTTGTTCACCGGCGCAGGTAAAAACACAGACACTTC
AATCACGCGCCCTGGGGGGCTGGTAGTACTGCTGCGTGGGCCTCGTTCGTCTCGGCTGTC
CATCTCCCCCACGGCGAAACTCTAGTGAACTGTCGTAGAAGCTGTCATCTTCCTCCAACA
TGTCAGCAGACACAGGTTTGATGTTCTCCAGGAGGACCTCCTCACAATTTCCATAGTCAC
TGAACACAACCACAGCTGTGGAGCCAGATGGATGCACTGCGTCTATTCTTGCATGGTAG
>BJ723466 ID   BJ723466   standard; mRNA; EST; 310 BP.
TGGCTTTTCTTTGNTATGACAAGAGTTGACATAAACAGAGGGTCGGCAACATGCTTGGCC
ACGTTCAGTTAAAAAAAAAAATGCGACAACATAATCTCANNGTTCNGGCAGTATCACCAC
CACTAACAACATGGCGCANCAGAGAAAATGAGGAGGTCATCACAAGTGNGACAGCACCGT
TTTCAGGACNTCCNCCCCNTANCTGGAAAANAATGATNAAAATTTTANACACACACNCNT
GCACTCNTCAAAGTACANCNAAAATGNGGAGCCCTGCCCTTATNCANATGACAAGACTCA
CTATAACAAA



>BJ723497 ID   BJ723497   standard; mRNA; EST; 622 BP.
AACACTTTACAGAAGTGAACAACTGGTTTTCAGGATACTTAAAAAGCAACATTACCTTTA
CAAAAACAGACACTGAAGCACAAGCTCAAAGCAAGACTTCCCTGGGCAATTTTTTTTTTT
TCCCNCTTTTTGAAAAACANGGTTCAGGTANGTTCANCTTCNGGGGCCGTATAAAAATAA
AAAAAAGNGAANCAAAGNCTTNGGTANCTNGANAAANAAANAAAAAAAGGCCCAAACNTC
AGTTTCTTACAAGCNCNGTNGNCGGGCTTTNGTTTTCAAGTNGGCANCNGANCAAACAAA
AAANCTNCCANACCTAAGGGANGCNGCTTAAANAANCAGGAGNGCANGNGCTTGCNCNCC
GNCTTCNCNGCGTTTACCNCNGGACNTTTCNGACNAATATNCNCAACTACGGNCCNGGGC
ATCAGGCAAGTAACTNGGCCCAACTNGTTAAAANAAAAACANATTTGNGTTCANAACCNT
ANNCAANCCCCCCCAAAAAGACAGAANACTTTGCAGTATTCNTTTTCCCCAAANGCAGCA
NGCCCCCACNGCANACANAACCANATTACAGGNGANGNGAANCATTGCAGTATCCNGCAN
AAGGTTAACGGCNCTATACTAC
>BJ723534 ID   BJ723534   standard; mRNA; EST; 763 BP.
AGATTCACAGGCATGTGAGTGGACGGTTTCCTCCAGCGCGTTGAACCACTCGGTGATGGT
GCCGTCGTTGTCGCACTGGATCAGCAGGTCTGTGCCGTTCTGGATCTTCAGCTCTATAAC
GTTCTTCTTGCTGGACTTGTCTTTGGAGGCCCATTCCACAGAGGCGCCCTTCAGATCCAC
AGTAAACTCGGGTTTGGACTGACCGCCTCCAAACCAGCTGGATCCACTCGCCTGACCTTT
GGCAAACAGCAGCTCGGATCCTTGGAGAACTGTCCAGGAGGAAGTCCAGTTCTTTCGTAC
TCGCTTTCCATTCTCAGTAATCTTTGTCATGTTCACCACTCCACACTTTTCATTTGGCTT
TTCACTCAGCTCAGGGAAGACGTTGCTGTTTCTCCACACAACCAAGGAGGGGGGTTTGGT
TGTTTTCCTGTCCAAACTATTGGTCTTCTGGACATCTTTGGGCAGCTGAGGTGGGGAGGT
GGTGTACTGCAGCTCAGAGCTTTCTTCAGCGCTGTGACTCTCTCCTCGCGAGTTTCCGTT
GTTGACCTCTTTGGTCCGGGGCGGTTTCCATGTCGTCTCCCGAGTGAAGCGGTTATAGTA
ATAGTGCCTCCCACTCTGGTCTTTGTGGGTCTCCCAGTCCCCTGATATGTGCAGTGGGGA
GCCAGANGGCTGAANGGGCAGGTTTGCCTGTGATATCTTCAGGTCCTGGAGGTTAGTGTA
GATGGAGGAATCAGAACNGACCTGACCGACGAACCNATCTGGA
>BJ723624 ID   BJ723624   standard; mRNA; EST; 446 BP.
AGGTTGTGCATTTNCAGAACGCTGCGCNTTAAAGCCCAGGAAGTCGGCCTTTCCTANACT
CTAAAGAAACGGAAGGAAAGGCAGTTCAGCGCCATCAGTGGTCAGTGCATTGATTGAAAT
GAAAGTGTTGGAATGGACTGGAATCCCAGTCTGTGGTTCAAGCAGCAAAATGTAAAAAAA
AAAACAGGGGTTGCTACNGNGATTTAAGTAAAAAANCAAAGCAAACAATTTCNTCTTGAG
TAAAAAAANAGTGGTTTGCANGGGNGAAAGNACNCAATCCCCTCTCTTCATCCNNAANAA
TGTNCGGGCAGNAACTTGAACCCCATCTTTCNTCAAGGNNTATAGAAATCANNGGNGAAN
NNGTTTCTTTCTCNAACCCTCAAAAACCCCAAGNGNCTTTNTTGAANGTTGGNNTCCNTG
ACCTTGCTCANNACCNCCTCAAACNG
>BJ723653 ID   BJ723653   standard; mRNA; EST; 575 BP.
GTACATAGCGNGANGCTTCTTTAGCACAGGTTTTTGCAGCAGGCAACATGANGCTTCNGT
TTTTGGGTTCAAGGTCNCTCGGGGGACNGCGTCACGAAAACAGCCAAAATCANANAGNGG
CACTGCNACTCCNGACCCATTTGTCNGTGAAACANACACAGGCTTTCAGNCACTCAAACC
TCAGGNAAAAACATTTCNCCNGCCTTTGTCCTCAGNACTTCACTCAGGGTTNAGNAGGAC
TCNAANATCTTCTTTCNGTCAGCCTTGTCTTCAANGTTCTTGCNCCAGTCGCCNACNGCC
TCTGNGGACTCCTCTTTGGNCTCCTTCTTGACCNGCTTGAGGTTGGCTCTCAAATCCANG
TTGACCGNGNGTTTGGANCCCAGCAGGGCCTTCANCANGGCGNCAGCTGACATGCGCACC
TTCTTCAGGGNGGGCTTCTTCACTCCGGCCAGCTCNATCACCTTCAGCTTCAAATCCNGG
ATCTCTTTATCCACCTTCNCCACCTNGGCNGCTGNGTCNNACCTTTCCTCATCNATCTNG
TCAATGGCGTGGNGNAGCTTCTTGNAAATCTCCAT
>BJ723656 ID   BJ723656   standard; mRNA; EST; 742 BP.
GTATTTTCTTTATAGAAAATGAAGGTTGTCTGCTATATTTGACTGTACAACACCTAACAA
TACAGAGTTCATGAATCTCATGAATGATTTTCTGAGCTGTCCTCAGAGAATAGCTGCACA
GCTCAGACTTCAGAGCCGGACGCTGCAGGCAGGTGCAGATCTCTGCTCCCGTTTTAACCC
ACCGACACAACAGGGTTTCCACGGCTCAACCCAAGAGCGGGAAGCGATGCAGATGATAAC
CTTTGAAGTGGTTCAGTTCTGAGGTTCAGACACAAAGACTGGTGCTGCTCGCTTTTCACT
GAAGTCCTTCACGCACGCTGCTCACTGACATCCAAGGCAGATGAAAGGTCTCCAAAAAAA
CGCTTGCAGTGGTTGAGAGATTTCTTCATGTCTCCCTGTTTCATTGTTGTATGTACCGTT
ATAAGAGTTCAAACAAGCCGCGATGTCCTGCTCGTCTCAGATTAGAGGAATTATCGATAT
ATTGGATCTCCATCATGGACAGCCTGAAGGTCAAGTGTTGAGTGTCAGATCTTCTCCAGA
ACCCCACTCTTCAAGGTACACTTCCCCGCTGGACTGAGGACTGTCCAGGGAGAGGCCTCG
CCGCTCGCCAAACACCTTCTCCTGCAGCTCGATGATGTCATTGCGTATGTCGGCCATCAT
GAGCAGAAGGAAGTCGAAGGAGCCGGGTGGTCCAGGTGGACCTCTGAGACCTGGAGCTCC
TCTGTCTCCCTTCAGTCCGTCT
>BJ723681 ID   BJ723681   standard; mRNA; EST; 211 BP.
AACAGATTATTTTAACGGCATGGTTCCAGCCTGTTCTTCACAAATGATATAAAGACTGAC
TTTGCAACACACATTCCAAGTCTGAGCTTTAACTGGAACTATTATTTCTAACCCCAGACT
CCACACCCACCTAAAAAAAATGTAAAAAACAAGANCACTCCAGCTCTGGTGCCTTGCAAA



AACAAAAAAAACCATAAGGGATTTCTATCCA
>BJ723707 ID   BJ723707   standard; mRNA; EST; 514 BP.
CNAAGTTGNAGTGACAGAANGCGTNNCCNCCGCAGACGANCANCNNCTGCTCCAGGACAG
TCATGTGACCCGGACAGTCNGNNACCGANGTCANCACCTGGGAGTACCGCCACTTCTGAC
ACTTGATGCTGACTGGCTGAAGCAAATCATGGAGGAGCCTGTGGAGCTCCTGCAAGATGA
TTGGCTGGACGTCCTCTTTGTCTCGCTCCAGGTGCTTCTCGCCAAATGGAACGCTGGTNT
GNACGACNGCGTCNAANGTTTCACTGCCTCCCGCTTTTCTCTCCACCTCCCATGATGCAC
CACGGCGGTGCAGAGCCGTCACGTGATGCTCCAGGAACACCTCGNCTCCTGACTGANACA
GAAAGTGCTTGACCAGGCTGCTCATGCCGCGCGGCGGCACGTAGTCCTGACTGCCATCTC
TCTGCCGCAGACCTTCTATGGGACANTCGAGAGGCTGCAGGACACCTGCAGACAGCAGCT
CTGTGTANAAACTGTGGTGNNACTGAGCNTAAGC
>BJ723763 ID   BJ723763   standard; mRNA; EST; 773 BP.
CAGGAACAGAGAGACAGGACCAGTTCAGAGGTCAGCAGGAACCCAGACGTCACAGAACAG
GAAGATGTTGAAACCATTCAGATCAGGAGAAACCTCCACGTCTGACAGAGGCGTGTGCAC
GTGGCCGTGTGTCTAAAAGCACCAAAGAGTCCGTGAACCCCTCTCCAATGAAAACAGCAG
CCGGGCTCAGGTCCTGTCACAGGTCTGGGGGGCCACACCCACCCATGGAGACCCTGGGGG
GGTCCTGGCTGGTTCTGATGCAGCAGAGCTCAAAGTCCACGTGTTCAGTTCCTCTTGGCC
CCATGCGGCCCCCTCCTGGTGACGCCTCAGAACCTTCTGCTGTCCAGAACCGCCCGCCAA
TCATCCGACCACGACAGGAGCCGGTTTGGGCTCCACACCATAAATGTCCGGCCTGTCGTC
TATCAGGATGTCCCCGGCCACCAGCGTCTTGTCTCGGGTCAGAATGACCCGGTCCAGGAA
GTCCTGGCCCAGATGCCGCTCCACCCAGGCGTACTTCTCATAGGGACAGTGTTTGTAGAG
CTTGATGGGGCTGGTGCAAATAAAGACATCTGTGTCCTTCATCTGGGCCATCTCCTTGAC
CGCCTGCACTCCTCCAGGAAGCGGCTCCAGGTCCATGAAGAAGCCCTGGGACTCCCAGAT
GCTGACGGCCTTCTCACACAGGTCGGCCCTCAGTTGGCCGTACTGCGCGGATACCCAGAA
GCCTCTGCGGTCATCCAGGCTGATGAAGGGCTCCTCCGGGTACCGGGCCCGGT
>BJ723766 ID   BJ723766   standard; mRNA; EST; 781 BP.
AGACTTAGGGCATATTTAATAATAAATGGGTCCAACATTTCTGATGAATTCTGCGTTCTT
TGGTCAAAGCATGTCAGGTCAACATTACAAGAGTGTGACAATAAAGAAACTTAGTCCAGT
TCTTACTGTTTTTAGCTTTTTCTTTGTGTCGGCTCAGATAAAAATTTTTAGAAAACCTCC
TTTCTGCCATTCCAGCATCTAACTGAGTCTCTTTGACTTTCCAAGCTTCTAGCAGGTTTC
ATCCCCTCCCCTGCTTGATGATCTCATTCTGCCAAGTGGCGAAGCGTTCTGCTAACAGCT
TGTTCTGTCCTTCTGCTGCCTAGTACATTCACGGTGGCCAAAGAGGAAATCTGCTCTCTG
GAAACTGTCCACAGGTTTCCTGACGCACGCTGCGATGGTCTGTACCGTGGGTTTCCGGAT
CTGGCTGGGGGTGAAAAGTTCCCGCCCGTCATGGTGGCAGCAGGCTCCCAGTCCGGCTGG
TAAAAGTGGATGTTAAGCGTCCTGGCCCAGTTTGAAAACACCATCTTCTCGGTGATGAAG
CGGTGGTGGCTTCCGTGTCGACTTCTCTCGTGGGAGAGGTACATGGAGCACTCATCGGGC
CCCCAGGGCTCATAGTAATGATACGGCACGGTGAGATGGGAGGAGGATCTGCAGAAATCA
GGAGGTACCATGCCATATACGTTGATCATGTCACACAGCTCCAAAGCTATGGCCATGGTG
AACCAGCCGGTGCTCAACCACGAGTTGGACGTCTTTCGATCAATGCCGGTTTCCTCCTTA
A
>BJ723769 ID   BJ723769   standard; mRNA; EST; 252 BP.
TGCTGTGACGACNAGCAGGATTGTGCTGATTGTCTGTGCGAGCTTCNNAAGAATGANNAT
GGAAACAAGTGAAATATTCTTCTTCCTGTTTCCTCAAGTTCTATGTACNTTATCAACACT
TCCCCCCTCCCNNCATGTNAAACNGGTGAACANAANCCTTCANCANAGGTTAAAACTACN
TCNTTTTTGTTGNTGCCCTGGAAACACTCCAGTCCTTCATGGCCTGTAAAGGTCTCCAGG
NCAGGACCGCAG
>BJ723775 ID   BJ723775   standard; mRNA; EST; 594 BP.
GGAAAGGGTGTGAACACCAAACAAGCTCACTCCTGATTGGCGACAGTAGCTGCCATATAA
ATGGTGAGTCAGACTACTCAGACCAATCACTGTCGACTGGCTCCAACATGGCGACGTCCG
TATTGTGGAATAATGGCGACTGAATTGAATTTGTTTCGCTGGANCCANAAGTAANGCATT
TTCTAAGGGTGACGTCNCAGCTGCTCAGTCCAGTTCTCTCTTATGCAGTCAATGGATGGA
GCCAAAGGGCCATCGAAGCGCTCACATCTACGCAAACTTTCTGAAGTTAAACGCCAGAGA
TTAGCTTCCCGTCATGGGCTTCTTAAGCCCATGAGAAACATCAGTCCTCACAACCAGCTG
CAGATGTCTCTATAGATCATTCCCGGATTTCCAGGAATCTTCAGCTGATCACAAATGACA
ATCTGGTCAGGAAAAATCATGATAAATCATGATTTAGCACCTGTCTTTGATCTTTTTTCA
TAAACAGTTTGGCTCCAATATGTTTGTTCAGCAGCAGGAAGAAGATGCATCTTTACAATC
AGACTTCTGTCGCAGATTACATCGGATAAACTTCTTGGCCAGTCANGANCGGTC
>BJ723821 ID   BJ723821   standard; mRNA; EST; 749 BP.
TTTCTTCNGCAACCTCAGGAGCTCTTCTTTGATCTTTTCTTCTTCNGCCAGTTTTTCTTC
TTTCCTCTGAATAATCATTTTGAGCTCTTCTTGCCTCTTCAGAATTTCCTCTTTTCTCAT
TNTCTCCTCTTCCTGCCTCCTAAGAATCNCTTCCTCCTCCGCTTGTCNNCTTCTTTCCTC
CTGNTCNCTCTCNGCTTTTTCTTGCTCAGCTCTCATTTCCTCGAGCTCTTTTTGCCTCCT
GGTCANTTCCTCTTCTTTTNTTCGCATCTCCTCAATTCNCNCCTCTTNCTCNTTCTGCCT
CCTGAGCTCTTCACACCTTTCTNCTTCNATCCTCATTTTCTCAGCTAATTTAAGCTCTNC



TTCCCGTTGTCTCTCCTCCTCGTGTGCTTNCCTCTCCTCNNTCTTAATNTTNTCCTCTTC
CCGCCACTATTCTTCCTCATCTAGCTTCATTTGTTCTTGTTTCNCCAGNCTCTTNTCTTC
NGNCAACCTCNGGAGCTCTNCTTTGATCTTTTCTTCTTCTGCNAGTTTTTCTTCTTNCCT
CTGAATAANCANTNTTGAGATCTTCTTGCCTCTTCAGAATTTCCTCTTCCTCCTTTATCC
TCCTCTCCTCCTCCATTTTGGCTACATCTTCTCTTGATTGCTGATTTTTAATTTCCTGAT
GGTTTTCACCTTTCTCTTCATCCTCCTCCTCCTCTTCTTCTTCTTCTTCCATCCANGGTG
AGNATGGCCTCACNGCTCTCAGCGAANCC
>BJ723908 ID   BJ723908   standard; mRNA; EST; 254 BP.
ANGTTTTCAAATCCNCTGAANATTTCTNGACATCANGCTCCATTTCCNGGATCTNCTNGT
TGAACCACAACTCAATTTCCTTTTNGTTCTNGGCAATNAAACTCTCANACTTCTCTCNGA
TCNCCATCANGGCCTCGTTCAGGTCTNAGGTGNAAGGGGCGTCCACNACCACGTTGACCN
GCTCTTGCACAGGTTTCTTCAGCAGGGCCAGTTCCTCTTCGNGGTTCTTCTTCAGCATGA
TGAGCTCCTCCCTC
>BJ723910 ID   BJ723910   standard; mRNA; EST; 112 BP.
GANGGNGAATTCCNGCNGGTNGCTATANANGNCACNGNGGANCNGGNANAGCTGAACTTC
CAAACNGGAAACCANCNCCGGCAGGCTTGCCAGTTGNGCANCAAAGCACNAG
>BJ723980 ID   BJ723980   standard; mRNA; EST; 273 BP.
CAACAGGNAACNCNGGTTTAAACTACNCCTAAACCGGANCTTTACCACCAAAAGGGNGNA
GGTGCGGCTGTGCCCNCTGCNCTGANNGCATGCAANGNATTTCCTTTGGCGNCAAANCAC
CANCGGNGANCCGTTTGNGTTGATTCGGGNAGNANCNACCCACCACCACCACCCACNGGG
NGNCCNANCTNTCTNTTGAGNATNAAAANAGGNGGTGAACCAGGNGNACAGGAGGAAAAG
GGGGGGNCGNAGGGAACCTNATGGTGCAGGNTT
>BJ724007 ID   BJ724007   standard; mRNA; EST; 305 BP.
GACTACTTNNGGAAGACAGTGACCNCGTCGTACCNCTCANGGGGGGTCACTCGCTCTCGT
GCATGCNTCTCANAGTAGATCTGATCNTCCACAAANAAATGGNCTTTCTGCTTGAGGTTG
ATGTCGCAGTCCGTGCANGTGTATCACTCANGGTGGCGAAACTTGTCCCTCAGCTTCANC
ACCATCCCCNCGATCCCCGANCCGCATTTGTCACANACNGGNAACNTCTCTGCGNTTCCC
ATGGAGGAGCCGATCTTTGTGGTGGGGGCCTTCACNCTCCTGAACCCCGANGGTTTGTCT
GCTTC
>BJ724009 ID   BJ724009   standard; mRNA; EST; 117 BP.
ATTTGTTGTTGCAAATTGNCCCAGGNTGAACGTCACNAGAGNTACTACGGACAGTTNGGT
CATGTAGTACNGACATGGGGTNTTTGGTCCCNTTAANGTCTTTGGTGGGGTTTGGAT
>BJ724062 ID   BJ724062   standard; mRNA; EST; 726 BP.
AAGTCCGGATCGTCCGAAAAAACCTTGGAAAAAAAAAATCTCTTCTTCATTCAGTAACAA
ATCCAGCAGCGTGTGCTTGACCCATGGAAGTTCATAAAAAGTGATCAGTGTTAACACCCA
AAACCTGTGAACTAAAAATAGTTCTTCAAAAACTCTTCANATTCATCTTATGTACAAAAA
GTGTGAACAGCAGCGTTCTTCGTCGAGGAGGAGGAGGAGGAGCTAGAGGATGATCTGGTT
CTTGAAGCTGCGGTTGAGATCTTTGTGTGGGAGGACGATGGAGTTCAGTACGATCACCTC
GGAGGGAATCGATACGTTACAACCCAGAATGGTGATGGACGGTGTGAGCTTTCCGTCCCT
GAAGAGCGTCTCGCTGTCCATTTTTGCAAACGGGTCGTTTGGGTTGGGGTCACTTGGAGA
CCCCTCGACCCGCGACCACTTGCCAATGGTGCTGTCCCATCCCACAATGCTGTTCANAAC
GCAACAGTGGTCCTGCAGAGTTGCACCATGGAGAATGATGGATTCTCGGACTCTGACCCC
GGCACCAATGCTAACTCCGGTACCGATGGACACGTTGGGTCCCAGCACGGCGGTGGGATC
AATGTTGGCCGTGGGATGAATGTAGACGTTACCGCTGATTTTGGGTCCTCCCGCCTTGTT
GGAGGCCAGCCGCTCAGGATGGGTGATGTGGTACTGGTCCAGGTACAGCCGACTTGCATA
AATAGC
>BJ724077 ID   BJ724077   standard; mRNA; EST; 759 BP.
CTGATTTTGTTTTCAGCTTTTCCATTCGCTTTTTCCTTTGACAAAACAGCAGCTTTTCCG
TTCCCATTGGCTTTCTTCTCAGATGGAAACTTTACGTCGAGTTTCTTTTCAATGACAATC
TTGCCTTTACCATTGCCATTCACCTTGGATGGAGTTGTTGGTTTGGTTCCATCCTTGCCA
TTGCTATTTGGCTTTACTAAACTTTCCTTTCCATTGCCATTGGATTTTGCTGCACTGTTT
GGTTTCTTTTGCGCTGCTTTGTTACCAATGCCATTTGTAACCGGAACACTTGTAGGTTTA
GATTTAGTTGCTGATGTTGGTTTGATCTTAGACATAAAGGTATCTGCAGCAGTGGGTTTT
GTTTTGGTTGACTTGGATGCTTTAGTAGGCAAAGGGGGTTTGACAACTAGTTTATATGGT
CCAGTCTTCTTTGCTTTAGATGGTGTGGGTTTGGGTTTTATGAGAGGGGATTTTGTGGGG
GCAGTTTTCCCATTGGGCGCCTTTTTATATGTGTTGGGGTCTTGAGCCTGGGTTTTGGGC
ANAGGGGAGTCACAGTCTGGGCTGTAATGTTCACAGAAATCATACGCANCTTGAGGATTG
GAGGCAATCAACAGTTGTCGGATGTCTCCCTGGAAAACTTCANTATCAAGCAGGCGAGTT
CCAAACACTGNGATGCCGNTAGNGNCAACCTCANCATCATTGCTGCGGGGCAAANGACGG
GNCANCTTCTTCTTACANNCCANCANCAATGNCNCGTTT
>BJ724187 ID   BJ724187   standard; mRNA; EST; 526 BP.
TAAAGACCAAACTCAAACGATGGTTCCTTAATAAGAGTCAGTGTTTGTTGGGTTTCATGA
TTCTACGTTTCACATCANGTTTATTACTGAANGCGGGTTGAAGGCGCCCTATTGTTGAAG
CATTCTGGACAGCAACAGGAGCTGGTTGAGCTGTTACATGAGTTTTTTGTTTTTTTTTTG



TAAATGTTGCAAAAATCTTACGTCAAAACCNGCNAATGGTTCATTTGCTTTCANAANAAA
GCCCTCACCAAAANCNGCAAATAAGTGCGTTAAATTAAATCTTTGTGCAAAAACACTCAC
ACCTCCGTCTTCCTCCTAACTGACNGNAAACNAGTTCTGTANCAGGAAGCGCTCTGCTGC
TTCCAGTCCNNCTTTCAGTGGATCCCACATGANCCAGTCAAACNTCTGCTTTGCTCAAAG
GCAGGTNCNCATCAGGTCNCANCCNGCAGGCAGGCCNCACTCGGCTGTTTCATCNCAGGC
TAATGGAAGCAACAAAAGGTTGATGAGGATGGAAGGTTGAGTCCAC
>BJ724198 ID   BJ724198   standard; mRNA; EST; 440 BP.
TCTCACNGGCGTAACGCTGCAGCAGCTCCATCTTTGTTCCTCCTTACCAGAGCGTTCCTC
CACCTCCTTTTGAGATGGGANTGGAACATGGNCAAAAAACGTGACTCNGCCNTCCTCNTN
CNCCAGTTCATCNCNATTNTCATCATCATCGGGCTCTTGGTNTTGGACACNGNAAATGCT
CTCTTCTTCCTCCTCTTGTGNCGNTTTCTCTCCAGGCAGATGGGTCTCCTTCTCCGCTTT
CCACTTCTGAACTGCCTCCATGACAGCTTGNTTTTCGTACTGCACCTCNAGAGGAAGCAG
CACGCCGNCNNCTTCATCACTGTAGCCGNAGTACNCTGCATCCANNTCNTTCATCANCTC
TCCCCTCGTCTTCNTCNGCTCCGGANCAGGCTCCTTCTCGAACAGCTCTCTGACTCCAGG
CAGGTCTCGGGCTGNTCCAA
>BJ724244 ID   BJ724244   standard; mRNA; EST; 501 BP.
AACATAAGGCAATAAACAGGCATTTAAGAACCAAAAGCGAGATTCCTGAACAGAATCGAC
TGAAAGAACATTTATCTTTTAAGATTGCACTTTACTGATTGCTAATCACAGCTCAAAATA
CACACAAAAAAGTTTTTTATTCTTCTGTCGCAAAAAAATGCTTTGAAGAGGCTGAAAAAA
AAAANATGCCGCTGCCCGTTTGAGGAGGATCCTGAAACGTGTTGCTGGTGTGCGATGATG
CGGGTTTGANAGAAAGCANATGATGCTGATAAGGTTGATCCTCTAAAACCTCTTCACTGT
CTTCTGGCTGANCTTTTTTCTTTCANGTTAGCTTGNGTAAGGGGTGTCATGGATATTCCA
GCNGATTATTAGAGAAAAAAAGGGGGGGAAAACACNCCATCCATGAAGAAATNGTNCCAT
CTACNGGTCACTTGGAGGAAATGCAACTCAATACGGAAAAAAAAAAANCANANTTCCANN
GGNNCCAAANTTCNNATCCCG
>BJ724267 ID   BJ724267   standard; mRNA; EST; 743 BP.
GCTCAGTTGAAGCAACCTCAGCGGAGTTTTGACAAGCAGCTTCGTGAGGCATCAGGACAG
GGGGAGCCATGAAGAGGTAATTGAAGGGGTAGTGAAGCAGATTGATGCAGGAGGACGAGT
ACAGGTCTGCGTAACGGATCAGCTGGCTGGCGAACAGCGTCTGCGTAGAGCCGCTGCGCA
GTAGACTGCCCATCTGACCGTAGGACATGTCCATTCTGTGGGTCAGCACCCTCATTCTGG
TCTGAATTGCTCCAATGTCAGGACATCCCCGACTACCGCTGTCCAGGTGCTTGTATAGTT
CTGCTAAGAAAACGTCCAGTCGTTTCAGTTCTTCGAAGAGGTTTTGCTTTTCCTCCCACA
CCTGCAGCTCCTTGGTGAGCTCTGGAACAACCAGGAAAGTCTTCCATCCCTGCCGTTTCT
TGGATTTAAGAATGTCGCCAAAGATATGGTCGCCAACATAAAGGATGTCTTTGCCTTTAA
CACCCAACAGATCACACACTGTGTCTGAAGAACCTCCAGAGTACACTGTTCCATGCTGCA
GGTCGCCGGTGTAAGTCCCAATGCGCAGTTTTCCTGTGTTAGTGTCCACTTGTCTCAGCA
CGGTCCCATCTCCAAAGAACAGTGGCTTCCTGGTATCCACGACAACAAGGTCAAAGTAGG
AGCGCCAAGGCAGTTTTGGAGTTCCAGGCTTAACATTGCTTTCAAATAGGTACCTCATGA
TAGCCTCAGTGTAGTTGTAATCA
>BJ724274 ID   BJ724274   standard; mRNA; EST; 158 BP.
TCTGTATATANATAGATGTGATCATANATGTAACCTGTATTAAGAGGTTTTTTTTACCNT
ANATTCCNCTTTATACGTGAACCATGAANGATCTCTCTCAGGCTGATTGANGCTTGNAGC
CAACCAGGTCTTTGNATTTCCGGATTNGCACCTGCAGG
>BJ724331 ID   BJ724331   standard; mRNA; EST; 771 BP.
TTTCTGGACCGCCTCACTTCTTCTTGGCCTTGGTGGGTTTGGCGAGCAGAGCCGGGTTGA
TTTGACCCGGGCTAAAATCTCTGACAGAGAAGAGGCGTGCTGCACGCTCCTGCAACGTCC
CGCCACACTTCAGCCCTCGCCGCTGAAGCTCCGCCTTCAGGACGTCTGGACCCAGAAGCT
CCAGCTGCTGCACAGACGTCACCAGGGACAGGTCCACCTGCTGGGACTGATTGCAGAACT
CCTGTGGGTCAGGAGGCCTCTGCTCCTTTGAGGAGGCCACATCCGGTTCTGCTGAAGGTC
CGGTGTTCTTCACTGCTGGTTCTGATGGAGGTCCGGCGTCCTCTGCTGCTGGTTCTGATG
GACCGCTGTCTTCTGAAGGTCCAGGAACCGGATCAGCTGATGAGGACCTGTGCTCTAAAT
GGGACCACATGTCACAACACGGACTACCAGCTCTGCAGGGTGGAGACTCTGTTGCCATGG
TGACGTGTCTGCTGCCAGCCGTCTGCAGGCACAGAGGCTCCTCCTCCTCCTCTTCCTCTT
CCTCAGAACTCTGGAGCTCCTCCAGGCCCGTCCAGAAGCTGGCTGCTGCTCCGCCCCCCG
CCTTCTTCTTCTGCGGCGGCGCCCCGCCCGGCACCGTGCTGCTGGCTCTCTTGACCGCTG
TGATGTCAGCGGCCGCCGCCGGAGCCCCGGANGACGCCTGCAGACCTTTAAGGACAGAGT
CCTCCAGCCTCTCGCTCAGGTGGTGGCACTGCCGCTGGTACTCGGGGTCGC
>BJ724384 ID   BJ724384   standard; mRNA; EST; 130 BP.
GACGTTTTTCTCTTTTGTTTTGCANTTTTCCTCCCCCCACTCAACTCTTTTAACCATNNC
TTTCTCTGNCTANAACATTNACTNTTTTAAANGNTTNATTTCTTCCGCTTTTCCCTTAAT
TCNATCCCNC
>BJ724402 ID   BJ724402   standard; mRNA; EST; 386 BP.
CAGAGTCTCTTCCAGTACTGAGTGTGTGGTTAATTAGATATGTCCGAGGGCGAACCCGAC
AGGTATACAAAATAAATCCTTCGTCCTCCCGTGTCCTCTTCCAAGGGGGATTAAAACAAA



AATTTCACCAAGAAAAAAAAAACGTTCTTCACAAAATCCCTTTTTTTGAAGGNGTTTAAA
GTTGAAAATTAAAAAACAAAAACAAAAAGAGCCTTATTTTCCTTTTCTTCGTCTGTCCTT
TAAAAACAAAACAAGTGATTGACTGTACATTGCACCAGCAATTTGCTGTGTGCTGAAAGG
GGGGGGGGNGCCCNGNCAAGGGGNAGGGGGNCAAAGGGGGCTTTTGANNACAAAAGGGCT
TTTNCNTNGGGGGNACANCCAGGCCG
>BJ724420 ID   BJ724420   standard; mRNA; EST; 562 BP.
AACCAACTAAGCTCACTTGACAGAGATTTATACAACAACTGGGGGGAGAAGCTGAAACTT
GGAGCAGCACAGAAAAATGAAACCTGCTGAGTTCGAGGTCTCCCTTTCACAGATTCTTCA
CAGAATCTCAGTTTATTATAAAAGCTAAACCTTAATTTCTCATCGAGTTTGAACATTTTA
AAATGTGTAAAACGTTGAGGGGGGGTCAGATCAGGACTGGTCCAACCATTTCGAGTCTCA
GGAAAAGTCTTCGGGACGATGAGAAGAACGCCGAGCAGTGGGCCTCACGTTTTCTCGCAT
CTGTTCCAAACCCAAAACTGGTTCTGGTACCAGCGCACAGTTTCCGCTGAGCTCCCGGAC
CGCTCTGACGCGAGCGGTTCAAAGTTCTGGTGGTTAGGAGACAAAACACCAGGATCTGGA
CCAGAGCAGCTGGAATTCAGTTTGTGAGGGGGCGGTCTGCCGTCGTCATGGCAACCCTCC
CTGTTTCTGTCTTACAATAAAAAGAGCATCTCAGCGATGCTGTCAGCTTTACACACTGCT
TAGGTTTTTTTTTTTTAACANA
>BJ724441 ID   BJ724441   standard; mRNA; EST; 308 BP.
TTGTGAGATGCCAGAGGGTATTGCTCTTTGCCTGCATGGACCCCTGCTGAGTGATGATCC
TCCTCGACTTGCATGTTAATTCACAGCTTTTTTTTTTGNCATTTTTTTAAATACAAAAAN
CAANGATCAAAGGGGGAGNGGGATCAGGAGAGGAAANANCNCAAGCNTGANCGGCAGGAG
CANCCTTANCACTANAAACACTTGNGAAACAGCCNACNCCNCATCCAACTTTGTGCTACT
TTGAGNGTAAAANGCNCNCCAAAAAAAAAANCAAAAAANCNCCNNCTTCAANTNNNAANN
GGGGGNAA
>BJ724520 ID   BJ724520   standard; mRNA; EST; 435 BP.
AACCTCAAGCAAAAAGAGAATTTACAACAAACCAAGAACAAGATTAGTATGCCATCGAAG
CTGCCCTTTCCTTCTTCTTTGCCCCACTCCTGAGAGACATTTTTACTAGGGACGGTGGAG
CGGAGGGGTCATGTTTCCAGCATTTCTGTCAAAAGAAACTGAGTTGTAGTGCAAATAGAA
CAGAAACATGTCAGTGAACCCAGCTGGTTTGATGTGACATTTCTGAGTGAACCTTTGGGA
GATAATAGTATCAGTTTATAGCTGCAACCCTCATCCAACAATAACCAGTCATCCAATCCA
CAGTCTTGCCACGTGAAGAAGTGAACTATTGCAAAGAATTACAGGAAGTACCTTTTTTTT
TTNGNCANCTAAAANANTTTCAAAAAAGGGCTAAGGGGGAGGTNCGGTNCAACCCGNATT
NGATNGCCNTTANGT
>BJ724531 ID   BJ724531   standard; mRNA; EST; 667 BP.
ATTATGTGTTTTATTAGGTTCTGTTTGACCCAGCTTCACGTTTAAACCCAGGAAGTTGAG
CTTTAATATTTTTGAATTATACCCTAAACTTGAAGTTTGGGGTGTAATTAAAATGCCAAA
AGCATCGAGGTGATGCTCTCAATCATAGATTTTGCTTCAAACATGGAGGTTGTTCCGGTC
CTGCAGGTCTCTTCTGGATCTCAGTTGGGTTTTTTTTTCCAATTTGTTCCTCATCTGGCT
TTCCAGCTCCAATAATTTGCCATATACTAACTCTGCTGTTTCCAGATCGATATCCATCTT
ACGCGGCTGTGTATAGTTGTTTCCCAGCCCCGATGTGAGACTGNGATATTTANCATATGG
ATCCAGGGTTTCTGGCCTTTGCTTAAAAAGCCAAAGCAGNGCTTCAGCTCCACTGTAAGG
TGTCAATGTGAATGTGTTGGTGAACACTCTTATGAGCCAAAAGATGGGCAACAGCAGGGN
CCAAAGNAACGCTGGCAAGGTGGGCAGAATGCTGTAGGTCAGGTTTGTCATCACAAAACC
AGGACAAATGACNNACNAGTACAAACCCTGATTGTTATGATGGATGTTGAGAGCCAAACT
TAGCAGGTCANAGGCGTATTTGGAAAAGCTGTATGGCTGANTGCCTTTCTGGTGCTGCAG
GTCCTCC
>BJ724545 ID   BJ724545   standard; mRNA; EST; 158 BP.
GNGGGGCCGTCCTCCAATCAGCTGCTGCTTGCGNTCAGCTGGNCGTGTCCCTNATGGTGC
TGTATTTCANGGCGATCAGAGCCGGCCTNTTCTTGNCCNTGATCTTCANGGAGCCGAAGC
GAGCNTCTTTCCNCGCTCTGGAGCGCGTCATCTTGACG
>BJ724548 ID   BJ724548   standard; mRNA; EST; 787 BP.
TCTTAGTACCTGCAGGAACACAATCAAACAGTTCTGTTGGTCAGAATGAGGCACTTGGAG
CTGTCAGTCATGCTAAAGAAAAGAGTTTTTCTTTGGTCATACAGCAAAGCCAACTAGCCG
AAACCACAGAGAGAACAGAAAACAAAAAATCTGCTTTAATAAAGAGTATTTACAATTTAA
CTGAGACGCCTGAACAGTTCTGCACACACAAGACTTTTTTTTCTTGGATGTTCACGCTGG
TTATGAAATTTCACCAGAAGAACAGAACAAGGATCATTGGCTCAAACTGGCTGGTTCTCC
TTGTTTTGTTTACAGCAGCATGAACAACATCATTTAGTGGATTGTTCCTGCCATGCAGGA
ACACATGAAAACACACCAAACCCTTTAAGTCCACACCCCTTCAGAGCAAAAAAAGCTTCA
TTTCTACAGATCATCCCACGTGTCCACCAGGATCCAATGTCCTGTTTTGGCTGAGCTCCG
GCTCACTCACAAACTCCTGCAGGAGTTGTGCTCCTTCGTGGAAACACATTGGTTCTTCAG
TAGCTGCGTTTACGAATCTTTGGACTCCAGGGTCTTTGGATCAGGGTCTGTGGAACAAGT
AGACACCCTATTGCTGCAGGAAAGCAACGGACTGCCTCTGACAGCGAGGAGCCAGAACCC
AATGCTGATGCTTTCTGTGGACGTCCTGCAAATGAATCATATCANTGATTTTTGAGCAGA
ACAACCCTCTCCGCTGTGCTGCCCCTGCTCAGCTGCAAGGCAGCCATGNTTGGGTAAGAA
CTACTAC



>BJ724573 ID   BJ724573   standard; mRNA; EST; 222 BP.
CGGGCNNAAANGGNTTTTCCCCCCATTTTTGGTCCCCCCANAANGGTNAANTNNGGNANG
GNNGGGNNNGAANCCNACNGGNNGGGNAATTTTTTNNNTTTGGNCCCAANTGGNNNNANC
CNNATTNAAAAANCCCNGGAAACCCNTTTAAAAAAACNTAAAAAAANGGNTTNNCCCCCA
AAAANNAAANTTTCCCCNGGACGGNNNNTTNANAANCCGNCC
>BJ724622 ID   BJ724622   standard; mRNA; EST; 219 BP.
AGACACAGGCTCAGTTTGAACACTTTTTGCTGCAGAAAAATTGAGTTCTTCATGTATGGA
TTTGATGTAGCGAACATTGGCTGCATGGAAGTGGACCAATGTGCTTTAGGAGTTATCAGG
TTAATAACTCAAACTTTTCCCTCCCTTTTCTAACCAGCAGCAGCAGCCTTAACAGAGGGC
CTTCATTTGGAATTGACATAACTAAAAAAAAAAAAAANG
>BJ724625 ID   BJ724625   standard; mRNA; EST; 609 BP.
GCTGCTGCTGGCCTTCGACNGTCNGAGGTGGGANCANCANCANAACCNCCAGATGGCGCT
ACAGAGCATCAACACGTCANAGTGCAGTATCATGTATCAGGCCTGACTAATTTCCAAAGT
TAGATCATTTTTCTTTGTAGGCAGAGAAAACGTTCTTTCTAGGTCACTTTAGANANTTAG
ACNNGANACATGAATGAGGAAGACNCNCNAACATGCTACAGACATCACAACTGAGCGTAC
ATTANCNTTCAGGCNCTCCANTANAACCAACAATAATCTTAATGGACNCAAATACATTCC
TTTAACACCTTCAGACAGGNACNNCAGTGGAGAATCNATGANNCNTGACNTTGGGNATGA
AGGAGCTGCANACGTGGAGGAATGTCTGCCTTTCACCCCNACNGATGTGGAACGGTTAAA
ACACNCTGGTTTGGATTTCTGCTGCCTTTTGTTANGGAGGANTGCCNNANACGAGTGTCT
GAAACCNCANNGTAGAACAGATCCNTGAAGCNTCACTGGAATCANACAAAGTCATGACTT
ACACCAATCTAGACCTCTACNGCAGCTAACGCTTTANNTGTTTATGTTGNACGCGTGGAT
GTGGACNTG
>BJ724636 ID   BJ724636   standard; mRNA; EST; 157 BP.
AAAAGTCCAAGATCGAGTTGCAAGTCNTTTTACATCTTGTCGGGTCTAANGTCATAAAAT
TCATGACTTGANTCCAAGTCATGTGACTCAAGTCNACACCTCTGCTTATTATGGNAACAT
ACGTGCTANGATGANACAACACATACCAATCTTTTGT
>BJ724637 ID   BJ724637   standard; mRNA; EST; 549 BP.
GAAGCGTCTCTCNTCAGTCTNGCGTTTCCAGATGCGGCGATTTGACATTTCAGATGGTAT
TANGGCTGGCTGTNGGATTTGTTGGCTCCCTGGTNTTCCATTCCATGGCTTTCCTCATGG
CTGTTTTCATTTTCTTCACATTCGTCATGANCCTCATCCCTTTTTGCCNNGATTCTTGTN
CCATCNTNCCCTGTTGACCTTCTATTTGGATGAANCGTCTCTCTTCAGTCNTGCGTTTCC
AGATGCAGCGNTAGACATTTCAGATGGTACTAGAGCTGGCTGNTGGNATGNNGGCTCCCA
GGTTTTCCANTCCATGGCNTTCCNCGCGGCTGATTTCATTTTCNTCACTTNCGTNATGGG
CTNGNTCCTTTTTGCCTCNTTTCTATGTCGNCATGTCCNCTGNCACCCTGTCTCTTGTTG
CCCNTCTACTTTNGATGAAGCNNCTCTCTNCAATCTTGCGNTNCCAGATACGGCGTTTGA
CATTTCAGAGATACTACAGATGGCTGTTGGTTTGTTGGCTCCCTGGGTTTCCATTTCATG
ACTTTCCTC
>BJ724645 ID   BJ724645   standard; mRNA; EST; 162 BP.
GTGCCCCNTGAANCAATANCCNCCTGGNTCCNCACANCCCCAGCCTCANAGACCATAGGG
NCACCATAGTCACCCTGACAGGAGGAGACTCCTGAGGCACCAGCGCAGATCATGGCATCA
GTGATTTTGCTGTATCCCCAGTAAGNCCTACACTGATCAGGG
>BJ724718 ID   BJ724718   standard; mRNA; EST; 375 BP.
ACTTANAGAGGGTTTTCTTATGTAAAGATCTTAAAAGGTGAAGTCNNGGAATGNTTAATC
NACTTCTTCAATGGNTGGTCCAAAAGAGCCACCGNCANGAGCANCACCNNCAACTCCNGG
GAAACCTCCTAGCATTCCCTCTGGCATTCCTCCANGCNTGCCCNCAGCACTCTGGTACAG
TTTGGTGATGATGAGATTACATACTTTCTCAAGCTCCTTCTGNTGGTGCTCGTACTCATC
TCTTTCGGCAGTCTGGTTCTTGTCCANCCAGCTGATGACTTCATTGCACTTATCCAAAAT
CTTTTGTNTGNCCTCATCACTGATCTTGCCANNAAGCTTCTCANCCTCCACAGATGACTT
CNTGTTGAAAGCATA
>BJ724789 ID   BJ724789   standard; mRNA; EST; 255 BP.
ATACCAGCCATCNTGANCANCTTTTTGGGCNCAGGGGCGGACACTATGNCTGTACCACTT
TCANCCNGGATGAGACNCACCAAAACAGATCCGCANCGACCGGTGACCTTGCATGGCANT
GTGTGGGGCTTGCCGATTTTGTTACCCCAATAACCTCTCCTGANGGGAACGATTGACANC
TTGNNNAGGATGATNGCTCCACGNANGGCTGTGGNANCCTCTTTGNANCATTTCACCCCA
AGACCCACATGACCG
>BJ724813 ID   BJ724813   standard; mRNA; EST; 108 BP.
CTGACCGATNAGGTGCAGCGGTTTACCANACTTCACGTCCGCCCAAAACCTGCAAATGTG
GAGAATAAATACAGGGAACCCCCCCCCCCCTCGGGNGGNAAGGGTGGC
>BJ724825 ID   BJ724825   standard; mRNA; EST; 321 BP.
TTCAAAAGTGGTGCCTGGTCCTTTAATCACCGCCTCGCTGGACGTCTCCGAGGGCAGATC
ATGACAAGGAGGCAATCAGAAATGGAAGCGTCTGACAATCAACGCCGGGCTGGAGCGCCG
TAGATCCAATCTGCATTAGATTATAAAGGGTGAGGAGAGACGGAGTTTCTGCAAACCCGG
CAGCAGCGTCCTTCGACCCGCAGACGGGTCATCGGCTTCTGACCGGACACAAACACAGGG
AAACGTCAGTCTGTGGAGCGGGAACACCGCCGGCCGGGACCTCCTTTGGAATGTAAGGAA



GCTGCTTTTGTGGGAAGCCCC
>BJ724828 ID   BJ724828   standard; mRNA; EST; 110 BP.
GAAGCCNNTCCCTCCTGGACGTGTACTGGCGATGTGCTTCAGCTGGAGGATGTGGTGCGG
GAAACAGGTTCCCACTGGNNNCNTANATCTCCTCGCCTTTGCGGCNCATC
>BJ724846 ID   BJ724846   standard; mRNA; EST; 745 BP.
CAATCCTTCCGACGAAAACATAGCCTCGACCTAGTACAGATAAAGCTATTCAAAGCACAT
AAAAACACGAAGCACATGATCTCAACTTGGAAAGAGTTTGGACGAAAAGATAGCCTCGAT
CTAGGACAGACAAAGCTATTCAAAGCATATAAAAACACAAAGCACATGATCGCAACTTGG
AAAGAGGCTGGAAGTACACTGCGCAGCTTCACCGAAGGTAGAGTAAATTTTAACAGGGTG
GTTGGCACAACTAGCACACGAAAGCAACGTCAGCATGGTGATCACTACAATAGAGTCCAG
GTCGCTGAGTGAATCCCTGTCTTTTGAGCAGTTCTCTGGCCTTCAATACAAGCTGCTGAT
TGGTGATATTACCTTCTGACTGCTCAAGTATAATCTGTATCGCATTGCTCAAGGCGCCAT
AAGATTCAGCATAGTTGCCTGAAGGAGTTGCATCCGCAGAAGTTTGGTCAGATTGACAGC
CACTGATGAGAATGCCGCTACCAGGCAGTGCCCTTTTTCTTGCACCTGCGTACGCCTCCT
CCTCACTTTCAAGATGAGTTTCTATGGCGGGTTTGGTATATGCGTCATCATTCTCCTCAA
GCTTTTGCTTGAGAAATTCTTGAGCCAAGCTTCCCACCATTCCCAAAAAGCCTGAACCAG
AAGACCCCTCAACATCCCCTCCTTGGTGTTGCAGTTTATTGAGGATAACCTTCATGAACT
TTTTAACCTTAGGACTGGCATCCTC
>BJ724850 ID   BJ724850   standard; mRNA; EST; 100 BP.
CTGATGTGNAGTTTTNTCATCNACGGNTATATCTGAGGATGTGCTGAANCGNTNGCNTTT
TGATNAGTTGATGGNGCGCTTCCTGCAGCCTTTTCGACCT
>BJ724879 ID   BJ724879   standard; mRNA; EST; 718 BP.
AAAAATGTCTAGATTGGAACAGGACTTGTATTACTAATACCAAATCACATTATTCTGTAG
GATTATTTGAAACATGCTTGCAACTTTAACCTATTCACACACAAATCCACAAATCTTTAC
AATTTATAGACGCTCGATGCTAATCAGAGTAAAATTAACAAAAGTAAAGGCTTTGTTTGT
CTTAATAAGACCTTTTATTATTATGACCGCCAAAAAATAATCATTTTTAGGACCTAAATA
TTGGGTCACAGCAGACAAAGATGTTACAGCTCACGTACAGCTGGTTAGCATGTTTCTGCC
TGGTGAACCACAGGCTATTTAAGTCCAGATAAACATGTGTTATTTCTCCACCTCCAGGTG
TCCAGCTGGATGTGCAGCAAGAACACGAGCAGGAACAGTCTGAGTTCTTTCCAGGAATCC
ATTGGAACATCATCAGCAATGAGTATAGGTGGAATCATCCATAGATCTCATTTTCCACCC
ATCCAGTCTGGCTGTGGCACTGCTGGCTTTGAGCCCTGCAGCTCTCATAAATGTCATTGG
ACACGAAGCCGCTTTCCCTGTCCACACTTGTTACATTCTCATAATCGTCACATAAGGAAT
TAAGTGAAGGAGAACAAGAATACTCCGTCCTTTTAGCTGTCATCCTGCCGTCCAGGACAG
TGTGGGGTAGTCTAGTGATATCACTGAAGGCGTAAGGTCCTTGAACGGGGCAAGGCGA
>BJ724883 ID   BJ724883   standard; mRNA; EST; 202 BP.
AATCTTTACATTCATTAGACTGATGTGCAACAATGAAGGTCTACGTCGCTTCTGCCACAA
AAGGGGAGGGGTTACATTCTAAGACATTCATTGGGGAGTCTAGAGAACAAAAGACGACGT
GAATAANAAAAAAAAAANAACTCNTTCNCAACNNTCAAGCTAACCNTNTTCNCNGNGTTT
CANNGNAACAGGGGGATGANAA
>BJ724905 ID   BJ724905   standard; mRNA; EST; 454 BP.
CATTTTTTCATTCTGTCTTAAAAAAAAAAAAACTTTTTCNTTGGANACCAGNGCTTTTAT
TTTGGAANGCAAACATTACATCNGCTCAAANATGCAGGNCCNCTTTTGGCCTTCNGGGCT
TCGTCNCAACAAACACNGTCANGTTTCCNCANAGGCAGGCANACATCAGNGTTCNCNGNG
ANANCCTTAACGACCGCCATGTTCNCNAAAAAANACNCCNCCTTAANCCAGGCTTTGGAC
NCNAANGGGGAAAAACATCTGACAGGAAANGGGCTTCGGGACCTGAAACACTTCAATCAA
CANAGNGGACTTCNTCTGCNAACCTTTCTGATGCCAAAGCGTCNCGTTAACANATTTACN
GGAAGNGAACTTCAGCTCNCCNGTCCNGNTGCNGGAGGAAATCCATCANGNGCAAACCTC
TGAAATTTTTTCCNCCGATTCNGTTTCCTTTGNG
>BJ724990 ID   BJ724990   standard; mRNA; EST; 740 BP.
AGCTCAACTTCAGAGGAAAAAGTCAGAAAGTCTCCTCAAAGTTCAGGAGTTTTTCGCTGC
TTCTCTGTGAGGATCTGCAGGTCGTAACGAGGCGTCATGGCTGCAGTTCAAAACAAACGC
CTGGTGTTCGCGCGTGTTCTCTAAAGGAAGGTGCTCAGCGTGTTGTCCACTGTGGCCAGG
TGGAGATACTCGGGTTGGCTGCTCTCAGACTCCACCCCTGACTCCTCGTCTTCATCATTT
TTGCCCTGGTCCGCGTGCTGCTTCTTCCTCCGAACGGACCCCCGGGAGCGGCGCTCCAGA
CACGCCAGGATCATGTGTGCCAGGTGCTGCTGCAGACGCTGGACGTTCTCCGTTGTGGGC
GGAGTCGGAAGGTCATAGTCCTGCCCACTTTCTCCCGTCAGCCAGTAGGTCATCTCCGTG
CCTTTCCCCTTCAGGTATGTCTCTCCTCTCATCTCATACTCAAACTTGCAGTTGGTCCTC
TGCAGGATCTGGATGGTGGGCTCGCTGACGTGGATCCTCAAAGGATGTCCTGTAGACTCC
ATGCGAGACGCCGTGTTCACCGTGTCCCCAAACAAACAGTATCTGGGCATCTTCACCCCA
ACCACGCCTGCGGCACACGGACCTGAGTGCACGCCAATGCGTATCCACACCGGAATGCCG
ACGAGATGTCGCAGCTGGAAGGTCCCCATGAACTCCAAGATGTCCAGCGCCATGCGGCAG
ATGTCCACCGCATGCATGTT
>BJ725190 ID   BJ725190   standard; mRNA; EST; 680 BP.
AAGGACAAGCTTTCCAATCACAGACACACGACTTCCCAGATTTTTGTGGTCAAATGTCGT



CAAAACACCAAGACAGAAAATTCAGAGGAAATAAAGGGCTTTTGCAACATTTAAAAACTG
TGAAATGTGAAACTGCGGTTCCTAAATGAGCCTTTCCAGCACATCCTGAAAGTTCTGGCG
GTTTTGCAACCTGTGACTGCCAACACTCCAAAGCCACTTANTACCATTCCAACAGTCCTC
ACCCAAGACGTCCTTATCATGCTGCGGGATCAGGGTGGTCCAGTGCTGCCGGTCTGGGTT
CTGGATGTCGATGTTTATGANGCGGTACCGAGGGGCGTCCAGGTTGGAGCGGAAGGAGAA
AACACTTCCTTCATTGGTGATGTACGAGTACTGAGCCTCAAAGTTGTCCACGAGTTTGAC
CCACGGNAGCAGACCTTTGATCCCATCAGGCAGCTGCTGTAGGTCGCACTACCACAGCTG
GTTGACTGGCTCACAGCCTTCTGTGATGGACAGGACAGCGTAACGGNCATCGTCCGATAT
GGTTACTGAACTGTGCCACTTGNGATGATNTGGAAACTCTGCCACCANGACGTCTGCAGA
TTGCTCATNGCCAATCACGTGNTAGTAGAGCTTCTGGTTGATGTTGGTGGTGGTCTCTGT
GCCATCTGTTTTGCCGTCCT
>BJ725271 ID   BJ725271   standard; mRNA; EST; 764 BP.
GCAGCTTGAATGACACTCCACCACAGGACCAAAAGAGAAAGAAACCTGCTTCTGCCTCTG
CAGGTTCATCCAAACCACAGAGAAACATCTACGGCGACTCGAGGATCCCTCCACCACCAT
CCTCTGCATCACGACCAAGCAGAGGAGTTCAGACCAGTCCGTGTCCTCTCCCTTTCAGGG
TTCGACGCCCGGCTGAGGAGGCGAGCAGCTGCTGTCCTCGTCCCAGGAGGAGGAGGTGAA
GCCAGCGGGGGCGGAGATGGAGTGAGGGGCGGGGGTGTGGCCCAGGCCTTGGTAGCGGCC
AGTCGACGACGGGGAGGCGGGCATGGAGGCGGCCGCAGCCACCATGGGGTCCTGTGAGGT
GGCGTTGAGGAGGCCGGTGTGCTCCGTGTGTTCGGGGCGGGTCGCTGAGGCGAAGTACAT
CTTGTTGGGCCGACCCAGAAACGTACGACCGACATTACGGACTTGCTCTGTCACATCAGC
TCTGATGTCAGATAAATCCCACATGGCCAGAAAACTGTCAAAACACGACCCCTCCTCTGC
TTCCTGTACGTAGGGCTTATAGGTGAAGGTGTAGTGGTGGGCAATGGCAGCAAGAAACAT
CTCTATGCAGATGATGAAGTCCTGCAGTCCGGTGGCCACAGCCTCCACGCTGTCCCAATC
CCAGGTGTGTTTGTCAGAGATCACGCCCACTTTCACCAGGAACGCTATCAGAACTGCCTG
CCAAATGAGACAAACACGACCAGTTTGACGCAGAGNAACTNCCC
>BJ725295 ID   BJ725295   standard; mRNA; EST; 707 BP.
GGTAACAAAGGACACAAAAGTGTATCAAAATGCGACATAGTGGTTAGTGCCAGTAATTTA
AATCCCACACCGCCCCCAAATCTAACAGGTCTTAAGCAGAATCTTATAAAGTGCACTCTT
ATTTTGATCATCAACAAATGTCTGTAGTTTGATGAAAATTGCCTTTATAGACATGTCAGG
CACTAAAAATGCTTCAGTTATGAATAAAACTCAAGTTTCAACTGCAAAACTAATTCATTT
GAAGGCAAAACAGAAGATTTTCATTATTTGCATCAATTACCTCAGAATATTTCGATATAG
AAAGTTATTTGTCAACAAAAGGTCTTCCCTTGTTTCCTAAATGTACAATTGAAAGAGGGG
GAAAAGTATTGGTGGCAGGCTCCATTTCCAGCTGCAAGTCAGCAGTTTTCCCCTTCTACA
CACCGTCCAGCTCTTCTCTCTGGCAGCAAAGGTTCCCTGGATGAATCCAAAACCTGGTAG
GGAGTTCCTGTCCAGAAATGCTTCATCTCCCTCCTGCATCCTGCCACTACAGCAGAGGTT
ATCAGGGTAAAAGGCACTAAGTAGAGGAGAGCTGGCTGGCCCATCCCCGACAGAAGCATC
ACGGCAAATGTAAGTATCAATCCCAGCAGGTAGGCTAAGCAGCTACTGATGAAGTAGATC
CTTTTGCTGCTGCCGACCCAAACATCAAACCTGCTGCAGTAAGCCAC
>BJ725318 ID   BJ725318   standard; mRNA; EST; 487 BP.
TCCTTTTGGNGATTTGGATCTGCCGAGGAGAGGCCAGAACGAGTCTCANATGGAGTAAAG
TCGGAGCTGCTCCTCCNAGTCTCCCTCANATACGTCTCCAAATGTCTCTTTGTTGTCCTT
CAGCAGTTTGAAGATGGCGGCCAGCTGCTCACGCTGCACCCTCTGTTCTTCCTCCAGCTC
CTCTTTGGACATCATCGTCTCTAANTGGTGCGATCGGGCCTTTCCTGGGACATACTTCAA
TGTATCATGTCCATCTAAATCCAGCCTCTCGTTGACTCCTGGGCTCTCTGTGGCTCTGTG
GCTCTGTGGGTAAGAGAAAGCACACTTCAAGAGCTCTGAATCAGAGAGCCCAATGAACGA
NGAGCGGCCTCGCCCCGAAGAGGCCTCTGATGAGGACGATACCTCANAGATCATGTTCCT
GGATCCAGGGCAGGGGACAGATAGGCTGGACGTTGAGGAAGAGTGCTCTGCCGTTGTTGC
TTCGTCT
>BJ725341 ID   BJ725341   standard; mRNA; EST; 782 BP.
GAGTTTTTCACAACTCACAGTGCTTCTTGGCTTTTCAGGAACTCTTCCACCTGTACTGTA
GGGGCCTTCAGCTCTGCAGGTTTGGTCCTTGAGTTCCCACATGACTGAAAGCTCAACGCA
TTAGAGCCCAGCTCTCTATGACCTGGTGGAAAAGAAGGACGACTATACAGAGGAACGTCG
GCAAATTCTGAGTGCTGTCGGTTTTTGTTGTTTCCTTTCACTGCTGATGAAATCTTGTGC
CTGTCCTGGCCTTTGCTCTGCTCAAATGTACCTTCCCTGACCCTGTGAGTCCCAGTGCTT
CCTCGTCTACCCCGGGACTCCCCAGAGCCCATCCGAGGGAGCGTGGCCCCCCTCACCTTG
TTGTCCCCGTGGCACATCTGGTTGGCGAAAGTGAGAGGCATGCAAGTGTCGTCACTGAAG
ACATCTGTGGGTTTGCAATCCTGCTGACCAGAATGGCTCTGTTTATGCCTCCGGGGCCTT
TTATGTGTTATTGCAGGACTCATGTTGCTGTCTGTTGACATGGGGCTACTCGCTCTCTGC
TGCCTCCGGCCTGACTCCTCACAATATCTGCCCACACGGATGCCTACAATATCCCTCGAG
GAAGCCGCTGTCTGGTTGAAGTCACCATCCGTAAAAAAGGATCCCTCTGAAGTGCTGACA
ACACTGGACCTGCCTGATGAGATGTTGTCCTCTGACGCTGAGCCCCAGCTGTTAACCATG
GAACCCCGTGACTGATCTGTCCAGGTCCCCTATGCTAGAGGTTGGGGTCTGATCCTGCCC
GT
>BJ725422 ID   BJ725422   standard; mRNA; EST; 727 BP.



ACACTGGCCTTAAAGGGATGAGGAAACAGATTCAAATGTTCTTTTTTCTTTGAATCTTCT
GGAAAGTGAAGAGGATTTCCAGGAGATGCTGCTGAAATGAATCAGATCTTCTTTTCCAGC
ATCAGAACGGAAGCAGGGATGAAGGATGGAAAACACGGGGTGGGGGGCGTGGAAAAATCA
GGAAAAAGAAGGAAAGGTGAAAGATTCTCAGACTAATGGATGAATCAAAGCATGCGACTG
TGGAGCTGCAGCTCGGTGAGACTATGAGGAGACGCAGCAGAAAGCACTTTCAAGGACAGA
CGTGGACTCAGCGGGAGGCCGGCCTTCAGGAGCGGTAAAGCAGGATCCTCTCGGCGCACT
GCTGCCCCACCAGGCTGGCGTACTGCTGCACCTCCCTCTCGTCGCTGGCGCCTTTGCGTT
TGCGGCTGTAGGTCACGTAGGGCATGACGGCCCGCCGGTGCAGCACCAGAGCTCTGCCCA
CATCCTTCAGCGCCCGGCTATCTCCTGCATCCGGATCCTGGTTGAAGCGGGCGTAGCGGG
AGTCATCGAGCAGCGCTGTGCATCTTTCTATCGGTACCCAGGCGTAGGTTTCAGGGCAGA
GGAGGTCTGACGGCCGGTACTGCCCCTTATAGCGCATCTTTGGACAAGAGTGGATGTAGA
AGCCCAGGTAGTAGAAGGACAGCTTTGGGGACTGTTTCTGCAGCTGCCTGGTGAACGCGA
TCTCCCT
>BJ725462 ID   BJ725462   standard; mRNA; EST; 436 BP.
GAGTAGGAAAGAAAAAAATANNAGCGGAACACATTCGTTGCTATGAGCCCAAGCTCCCAA
CGTGAAANGTTTGACNGAGCGTTTCTTCNGATACNCAGACGCNTTATGNACATGTTTGGN
GGTTGCTTTCCCCCCTAATTTTTTTTGTGAGNTNTTGTGTTTTCTTGAGATGGTCACTTG
GGCTGTGAACTAATAATCGCACACGTCACCCCTCAAACATACNAAAATACTATATCTTGA
ACCTACGAAGANAAAGACAGTTCTGCAATTACCTCCNTGCTGTGACAGGAAAAAAAAAAA
CANCAAACNGGTTACCNCAANCAAACAAGGANAAAACNNACNCTTTTCAAACNGGTTTTT
CNCAAAANTATNCCAAAATNTACNTCTNAGCTTTGNANTTACNGANACNNCAACTGAAGC
CGGGGCNGGNTTTGNC
>BJ725475 ID   BJ725475   standard; mRNA; EST; 105 BP.
GAAATTNNANNGCCAACTANACTGTTTTCATGCTGAGCATATATTAAACNGGNTTTAAAA
ATCTNGGTCCNTCTNGCNTTCACTTGCTTTTAAAAATCATNTGAG
>BJ725510 ID   BJ725510   standard; mRNA; EST; 770 BP.
TGCTCGTAATGAAACCTCTCCCCTCTCGACAATGCTTTCTGCAAAAGCAAGCTTTGTAAA
TCAGCTCGACAGCCCGGCTGGATCTTCATCTGACACTCGGGTCCTGGGGAGCCAAAGTCT
GAAAGGCAAACGAGAGCTTACAAAACTAAGCAAACAAAAAAAGGAAAATCAAAGAGAAAT
TAGGTTTTGGAGGTGAGGAAAACCCTGCGGCCTCACCCTTTAATCTGCATCTTGGCAGTG
GACCAGGTCAGCTTACTCTGATCACTTGACACAAACTTTTAAAAAACATCAGGACGTCAG
TCCTAAAAACACACTCACATATCAAACACACTTGGTTGTCTCCCCACCACCTCCTTTGTA
TTCTCTCCTTTGATACTGAAATACTGAACCGATATTTGGACATTTCTTTTTTTTCTGTAC
ACCTCCACTCTTTCAATACCCTTTTATCTCTGCCTTCATCCTTTCCTTACTTTCTCTCCT
ATGCTCTCTTAGCCCACCTTCTGTGGGTTGGTAGCACGCACGCCCTGCTCATAGGTGATC
CGTTGGCTGATCAGATACTGCGCTGCTTGTGTAGCGGCTGGCGACCCTGTTATCGTTACT
TTGCGGTTCCGAGTACCAGGAATGAACTCTCCCTTTTTGGAGATCTGGATGCGGGCTCCT
GTCAGCTCCTGGTACTCTACCAGCGTCTTCCCGCCCTTCCCCAGAATGGCACCCACCAGA
TTCTCTGGGACAGCTATTTCAACCACGTCCTTGGNCCCATCTGCCAGCTT
>BJ725528 ID   BJ725528   standard; mRNA; EST; 740 BP.
AAGATGATATTGATTATTGCGCATGTATGTCTGCCTGTAACTACATCATCCATAGCAGCC
ACATGGAGACACACAGCAGGTGGAAGGCTCCACGTCCGTCTGGTATTTTCCAGACTCCGG
CTGGTCTCTGCATTCTGCCATGAAGATGTGAAGCTGGGACACAGATTCCTTGTCTTTCTG
GTGATGTTTGATGGTTTCATAGGTGTCGGTGATGAGAGCAATGAACAAGCTGAGAACCAT
GTAAATGAACAGGGAGATGAAGGAGTAGAGGTAGAGCCGGCTGAAGAGCCAAACCATGTA
GCAGTTGTCTCGAGTTTTCAGAAAGGTGGCGTACATATCATCTCCGTTAATGAGGGAGAA
GAGGCATTCTGTCACTTTGCCCAGTGTGCGGAACTTGTCATGGTAAGGTCCAAGGACGAT
CCAGCCACAGAAGCAATACCCGAGATAGATCATCGCCACACAGCAGCAAAAACGGATGAC
ATTAGGAAACGCCGCCCTCAGGGTCAGGATTAAGATATTGTATTTTTTGAAGAAGCCAAG
GTAGCGAATGACGCCGACCCATGAAAGCATTGTTGCTGTTCCCAGCAAGATGCTGCAAAT
GTCATAGTTGGACTGAAACTTTGTCTGAATCCCAATTTTCATCAGCGACCCTGCCATGGT
CAGCACATCGCTGGCTATGATGAGGATGTACCAGCCGTTCACGAACTCCAGCCGGTCCGA
CAAAGACACCACTTTGTTGT
>BJ725531 ID   BJ725531   standard; mRNA; EST; 309 BP.
TTTGCCCAACTCANACTTGGGCTNCTTCAACATTTTGACCTTGCGGACGTAAACNTCATG
TACGGGGNAGATGGACTGGCAGGCCTTTTCAATGTCCNTACCAACGCTGTCNGGGATCAN
CTNGATGACCACTTCCTTCAAGTCGTTCGTNTGAACCTCACNGGATCATGATCTCCATCA
TCTTCTTGCGGATCTGGCGGACCTGCTGATGCTGGNCGTATGAGNTCTTTCTGACCTGNT
TGTTGCGCNTCTTTGTGAAACCAACACAGAACANGCACACCAGGTATCCATCANTGGTCT
TCNCGTNCA
>BJ725532 ID   BJ725532   standard; mRNA; EST; 221 BP.
TGCAAACAATCTNTGAAGCAGGNTTTTCCTTCTGTGATTGACAGGAACACTTTTNNGTTC
CTCNGCAGGGACTGCNACCTGCTGAGATCTACNGGACGGGAANAGACNNNANCCTNNCNG
GACAGAAACNAAGNTAGCGTGGATTCAAGAGCTGTGNTACGTTGACCNAACAACGCATGA



NTCGACGNCNAGGCNAACCACTGAGCTGCGTCCTGACGTTT
>BJ725538 ID   BJ725538   standard; mRNA; EST; 199 BP.
ACAGGGCTGGAAAAATCCATCCATTCATTTTCCAGACCAGCTTCGTCCCATTCAGTTGGT
GGAGCCAGTCCCAGCCACTGTGGGGCGAAGATGGCATTGGCTCACCAGTTCATTGCATGC
CCACACAACAACACACATTCACTTTCACAGCTACACTCTCGACACTCTAATCAACCTATA
AAGCTATTTTTTTTTTTTT
>BJ725551 ID   BJ725551   standard; mRNA; EST; 766 BP.
GAATCCTTTACGTTCCAAAAAAAAAGCTGTTTAACTGCAGTTTCCATATTCTTCTGCATG
CTGGTGTGACCTGAGGGCCCAGAACTGGACTGATGTTGGTGGTTATACTGCTATGATCAC
AGCAGTGTGTGGAGAAATGTGTCCAAAATGGCAGATCCACATAGAAGAATCAGATTGTTC
AGAGTCATGGATCTGTGGACCCCAAACAAACCAGGTTCTGTTGGCTCGGCCTCTGACCGC
GCTGCAGTGGAGCAGCTCCAGCATGTTTACCTGCTATGCTGTCAGTTCTTCCTGAAAAGG
GGATGAGCTGATGGTGTTCAACTTCCTTGCAAGTAGCTCATATTTGCTGTCATACAGGCT
TTTTAAATGTTTGCGCACAAAGTTAGTCTAAAATACCATTAAAAACACATTATGAGTCCC
TCCGTTCTCCTGAGCAGAGAGGCTCCTGGTGAGAGACGGACTCCATCCTTTTTTTCTGCA
TATTGACTTGATCAGTCAATAAGCGGAAAATGAAGCGTTGAGATCAGCTGATGCATCAAA
ATTCGTTTTCATTTAAAAACAGTGAAAACAAAAGCATTAAAAAATTATTTCGGTGCAGCA
GCACACCCATCAGGCGCCCGTCTGTCCCAGCTGCCCGTCAGCTTCGGTCCAGATGACCGT
GTTTTGGTCACGTCCCCTTCCTCTCCCTCTGATACCCATACTTCTTATGAGGTCTGGATT
TTAATTTTAAAGCTGATTTGCTCTTCATGGATTCCCTTATTCCTGC
>BJ725557 ID   BJ725557   standard; mRNA; EST; 763 BP.
GACGGCCGCCCCACACAGATCAGACATTATGTCACACAAACACATGCAGAGGTGCAACAC
ATGAGTTTTGCCGAGTTTCTCTAATGAAAGATGGTGGTGAAGATTTTTCCTGGACTCACG
AAAGACCCGTCTTTTCCAGGAAGTGCCACCTCGCTGGCAGCAGGGCTCCTGTTCGGCCTG
CTGGCTGCTCTGGGCGCTTATCGCACGTCTCAGAACCCCAGGAATGTGCTGGTTTCCTTC
GGTGAGTGGCTGCGTGTATTAAGACTGAGCTTGGCGTGTCTGGAAAGCTGCGGCTTTCTC
AAACTCCCTGCCGTTTCTGATGAAGGTGCAGCGGGAACGCTGGCTGTGGTGATGGGACTG
AGATTCCTCAGCTCAGGGAAGTTCATGCCAGCTGGATTCATGACCTTAACCAGGTAACTC
CCCTCCTGATAAGTAAGACTGCGGTCTGAATCTGTTGAACGTCTCTTATCCTTCTTTTGT
TTGTTTTGCAGTGGACTCATGCTGGTGAAGATTGTTTTTGGAGTATTGAAGAGAAGCTCG
CATTCAACTTGAGCTTTAGCCGTTCGGCCTGTCAGTGTCAGTTTTTGTTGAGTTTTCTCC
AGATTTATTCAGTCAAGCAGCCCTACCATCAACATAAAAACACAAATACTTGAATACAAA
TCAAAGGAAACTTTGTTCCGCTTAAACAAACGCCTTTTGCTTTTGAACTCATGAGACTGA
GTCGATCTAAACTGTTTTATCTACACAAATCAGGGCCTATAGG
>BJ725575 ID   BJ725575   standard; mRNA; EST; 738 BP.
GCTCCTGGATGATGAATCTTTCTTCTCCTTCTCCCCGCCACATCCTCCTTAAAAAGGTGA
GTTGGGGGAGTAGATGGTGCTGACTGAGCTGATGGAGATGTCATCTGAGTCCGATTGGGA
GCTGTGGTCTGGAGAGGGATTGGAGCAGGGGTCAGGGGTCAGTGANAGGAGGGGGGCTGG
AAGGCCAGAGAGACAGTTGGGAGGCTCCGCACGTTGAGCTTTTGTTGTCTTTTCTGTATT
CACAGTCTGAATCGTTTGCGGAGGTCGCCGTTTTACATCCTGGTGGCGTCCTCGTCTGAG
AACCGGCCTCTCCTTATCAAAAGGGGTGGCCTTATCCAATACATGGCCGGGTGCTGGTAG
AAATCCAACGACCCAGATCTAGAAATGACTGACACGTCTGCAGTGGTGTCGTTGACCTTC
GGATTAGTGTTGAAGTGCTTCTTAATCTTCCCTGCTACTGACAGCTGGTGCTCGTTCTCG
CATAGACCTTCATTAGTGACCCAAGGGTGCTCCAGCACCTGAAGGGCAGTGTATCTCTGA
TCCACCTCCACCTCCAGCATGGATCGGATCAGCTCCTTGGCGGTCTCTGAAACGTTATCC
CAGTACGGAAAANGAAATTCTAGTTGGCCCATCANAATCTGATCAAAAAGTGCTTCTTGA
TCATCGCTGCACCCTCNAAATGGTGGGAAACCACATAGTAAGATGTATGTGATGACTCCA
GCTGCCCAGATGTCCACT
>BJ725634 ID   BJ725634   standard; mRNA; EST; 739 BP.
CCGGCGCCAACAGAGAATGGAGATATGAAAATGGAGAACGTGCAGGGAGCACCGCTGCTG
GGGGGGGGACGCTGAGGTAAAGGCTGGTAGGTCTGGTCCTGCTGTGGAGCTCTGCGAGAA
GACACCCCCTCTAGGCGTACATGGTCAGCTGGAGCCACTCCAGCACGCTGAGTCTGATGG
TTCCATCTCCATCCTGATCAAAGGCTTGGAATGCTCGGAACATGGCCTCCAGGCGAACCA
GGCAGCTGATGAAGCTGTCGAAGTCGATGTTCATGTTCTCGTTGGCGTAGCGCAGCGTGA
TGATGTGGTACAGCTGGTTGTTGAGGCGAAAGCCTGCATCATTCACAGCGTTCCTCATCT
CATAGCTGTTGATGATGCCGGACTGGTCGGCGTTATAATGTTTGAAGATTCCCTCCCACT
GCTTGATCTTATTCCACAGATGTCTGAACTCCTGCAGGTTGAGTCGGCCCGTCCCGTCCA
TGTCCATCAGAGCAATCATGCTCCTGCAGCTCTCCAGGCTGAAGCCCACCGTGTTCAGGT
CCTTACGCTCAGTGATCACTCTGTTCAGAACGTTTTTCAGTTTGTTGGCTGTGATCTCCA
TGTCCTCACCAGCTATTTCCTGAAAAATCGTCCGGAAATGGTGGTCCTCCTCGCTCTCCT
CCCCCACTGAGGCCGGTGCTGGCACTGGATGGTCGGCTTCGATCCTGTTCTCTATTTCCT
CTGAAGTGTTCCTCTTCTC
>BJ725645 ID   BJ725645   standard; mRNA; EST; 194 BP.
AAAAACAAAAAGAANAGCCTTTNGTTGCCGGNGAGNGATTTCAAGCAGCANCAGGTANGA



GNGNGTTTATTATAAANAAGGCNCCCAANAANCCCAAACATCATAAATAGGANAAAGCTG
NGCAAANAANCAGGATTTAAANAACAAAATTCCCTTTGAANGTTGATNCTAAANGANGTT
TAAAGGGANAANCT
>BJ725669 ID   BJ725669   standard; mRNA; EST; 743 BP.
CACGACAACCCTCACCTTTTAAGACCTCGGGCCTGACCAAACCTCCAAGCCAGGACTAGG
ATGGGGTTCCCCACGCTGGCTGACCTCTGATCAGATACCTTTGATGAGTCCAAAGCTCGG
GGAGGCAAAACTGATCCCAAATCTAAGACTGAGGCTGCTGACCAGTGTATGAACCAATGG
GGAAGGGGCAATGGTGCCATCACAGAGGAAATACCTCCTTCATAATCTTCTGGCAATCAA
ACCCCTGACCCCCCCAAAATAAATACACCTCGTCCCTTCACACAAAAGTATGCGGGCTAT
CGCTCTTTTGTTTCTTCTTGTTCGTCAGGACAACACCTGCAGCATGCTTCAAATCATCGT
TTTGGCAAACCACAAATAAATTAAAACACAAACATTCATTAAACACAATGTGACATTTTT
TAGGACGCAGAGAAAGGAAAGTTTGTACAGTAACAAACGCCAAAAAAAGTACCAAAGAAA
AAGAAGTAGCATTTTTGTTTTCCCTTACTTTTCTTTCAAAAAAGAAACAAAAGAATCTAC
AATAGCTAGCTACCAATCACGTTTCACATGCAGATATAATACAGCGTAATCAGTTCAACC
AGTTAGTGTCTGCAAACTACCAGTCTAACCTACATCACAAAGTGATTCTCTGGAAGCCGG
CGAACTTGCAGTGGTGGATCTTTTGTCTTAAGAGTTCTAGACTTGTCTCTGCTGAAGCTG
AAAGATCACAACATTAACCCTGG
>BJ725733 ID   BJ725733   standard; mRNA; EST; 504 BP.
AAGGGTGAATGGAACCCGATGCATACTTGATGTTTGTCTTNATGCTGCTTGGCATTTTTC
CTGGCTGANCTTGCTGCTGGGNGGCCCCAGGCCCTCCCATACCTGCTTGCTGGTTTGACC
CGCCACCAATANTGACCTGCTGNAACGTTGGACCTCCGCTCATCATNGGNCCCTGTCCTG
NGTGNNCAGGNGCCACANGGCCANGANGTCTACACTTGCCATAGTCCCTTCCCAAAANCC
ACAGCTGCTACCAAGGCACTGGTGTCTGTGGGGTTNAAGGACGCTTTGTTCTGCCNCACT
GCAGAAGCATCTCCCTCTCTGTCCTCTCNAGGGTTGCTCAGCTTCTCCAGAAGGTTGNAA
CACANCTTGTTCACAGCCTGGANATGCTTCTGAGCCAACTCANGACCAATCNTGACCGCC
TCTGCACTCAGCTGCNTCTCNTGCTCTTCCACCTCGGGGTCAGGCTNGGTCCTCAAGTGA
TCTGGCACAATCTCGTGACTGAAC
>BJ725741 ID   BJ725741   standard; mRNA; EST; 755 BP.
ACGGCCATTGGGAGTCTGTAAAAACAAAAGTAGTCAAAGAAAACAGAAGGTGGAGAGATG
AGGGGGGAGATTTTGTGTCCGGCTGAAACACTTGGCCTCTTGCAAAGATGATGGGAGGAG
AGGGAGCAGAGATGACACTTTTGAAGGGCAACACTGAAAAAAAACAACAACAACGTCGCA
GCCTCAGTCTGAGAGCTCAAAGATCTTTTCATGCCGTCGTCCTCTGGTCTCATATCTTCA
GAAGACAGTGGTCCAAGGAGGTGTGGGGACATCAACGTCAGCAGGAGAACCAGGAAAGAT
CAACTGGGTGTGTTGCTGTCAGAGGAAGAGGAGAGAGCCGTCATTGCTGTTTACAGGCGG
AGAGCTTGCGGATTTTGCTGGCTGTTGAGACCCCTTTGCGTGATGGGTTGGATGAGGAGG
AGGATCTGCGTTCGGTTTTGGCCTTGCTATTCAGAGAGCCTCCTTCTGTCCCGTTCACAC
AAACTGGTTTGGCTACAGCTGGACAGTAATCCACGCTCTCCTCTTCCTGCTCCTCTTCTT
CCACTTGTCCTGGCACTGTGAAGTCCTGAGTGTATATGATCTCATCCTCGCCATCATAAA
ACTCGTCGTCGTCCTCCTCTCTGTATCCGTGCAAATCCTCCAGGTAGGGAACCACCGTCA
TGCTCCTCCAGGGGTCTCTGCTCTCCGCGTTGGCAGGGATGGGTACGGGGGGCTCANCGG
GTGGGTGTTTCTTTCGCACCCAGTTGTGTTGCCTA
>BJ725807 ID   BJ725807   standard; mRNA; EST; 805 BP.
AAGAACAAAAAACAAGAAAACAAGAAATGGCCATTTGGTTCCAGTGTGCGTTGCCTCCGC
TCTAAGACACAATGGTTGTTGATTTAACCTGCACTGGTTGTCGGTACATCCACTACGGTG
CACAGTGGGAAGGTTTATTAGTACATTCAATTGATGTCAACTCAAGTTTGGTATTTTATG
CCAGTGAATAGTCAAGCCCAACCATGATGAGCAAATGCATCAGCTTGCAGGAGTGTTTTA
AGCACTTTCGCGTTTTCAGTTTGTCGCTGTTGAGGAAACCCTGACAGCTGCATCTTTGCA
TGGAACTTGAAGAATATTGACGTTTGCAGACACTGCATTTTGGAGTGGCAGAGTGCCTGA
GATCCAGCTGGAATAAAACAATCTATTTGCAGCATGATTGTCTGCTCTGGCGTGAACTTT
AGATGAATACTGCCAGAGTTTTGGTCGACAGCATAAAACATGAGGAGTGTGTGTTTAGCC
CGACGACCCACTGTCAGACACACAGCCAGAGCCACCCTGAGCGATCGAGTACAACTAATA
GGAGTAGCCTCAAAAAACAAATCCAGCACCCAGTCCACCAAGATATTGCCACTGATTACC
ACTCTAATCTGGAGGCTGGGAGTTCTGAGTCAACCCTACAATAGTGCAAATGTTTCACCA
TCTTAATGAGACACCCCAGGCTCTTGTTTCTGAGGTTGAGATTGGATTTTTGTAAGCAAC
TCTCGTAGCGTGGACAGGTTCCTCTCCATCCAGAGTTGGTTCAGTCTGATTGTTTCTAAA
GCTTCCTGCACGCTCCTCATCTGAG
>BJ725837 ID   BJ725837   standard; mRNA; EST; 692 BP.
GCTTTTTGCTGCTGCCGCTGCTGCCGCTGTAGAGGCTGGGGTTTGCCATAAGAGGGTGGG
GGGCTGCGCCCATGATAGGTCCCACCGGTGGCGGCGTAGTTGAAGATGGCANGGAGGAAG
GGCAGAGGCTCCACCTTGTCGCCCCGAGGCCCCATCATGTTCAGAGCAACAGGAAGCGCT
GCCAGGTTGTACGGGTAGGCCAGGAGGTGGGGCGCATAGAGCAGCTGGTANGGGTCGGGA
TAGAATGGCAGCTTGGCCAAGTCGCCGCCATTAGGCCCTATCACTTTTCCCANGGGGCCA
AAGGGAAGTGCCCCCGGTGGATAGGAAGACATGAGGAGGTTTTCCTCGTGCTTCTTCCCA
GGGTGGTAATTGTCCGGCACTATCAGGGGCAGAGGGTAGTCCTGGGAAGTATATCCAACC



GGCGTGGCATCCCTTTGCTGGGGGTCTCTCAGANAAACAGTGTCCTGGTTGTCTGGCTGG
GNAAGCTGGGGAGCTCTGGGGAGAAGCAGAGCGTGGGCAGAGGGGCGGTCCCCGCCGCCA
GCTGCTCCGATGGGTTGTGTGANCCTGTCGAGTCCTTGTGAACCGGTGTGAACCTGGCGA
CTCNCTCGCGCCAACAGTCCAGCAGTCNAAGGGGANCGGCAGGGGGACTTGTGAGTGTGC
CTGTGTGAAGAGGGTCCATTCATANTGGTTTG
>BJ725838 ID   BJ725838   standard; mRNA; EST; 670 BP.
ATAAAGAAAGTCATAAAAAAATGCTTCCTTGTGATGTGTTGAAGAAGCAATTCTAGTTCA
TTGCACGTTTTTCTTCAACACAGGGTGGTGCTGTGGCCGTTGACTCAGCGGGAACCTCAA
TCTGAGGATCCACGGTGGATCTCAGACTATTTTGAGGTTTGAAAGTCTGACGCCTGAATC
TTCTCAGTGGATCANGCTGAAGGGGAAGCTGCTGCTGGGCGGCACCGCCTCCCATTACCA
TCTGAGGCTGCTGAGGTGGGTTCATTTGGGCCATTTGACCCATTTGAGGCATTTGGGCCA
TTTGACCCATTTGAGGCATTTGGGCCATTTGACCCATTTGAGGCATTTGGGCCATTTGAC
CCATTTGAGGCATTTGGGCCATTTGACCTATTTGAGGCATTTGGGCCATTTGAGGAACAC
CCATGAAAGGAACCCCATTGACTGCTGCAGGGAACAGATTAGGCACAGGACCACGGAGGG
CAAAGGTGGGGAGTCCAGGAACAAACTGAGCGAACTGGGGCTGTCCAATGAATCCCACTC
CACCGCCGGCCACCAAAGGGGGGTTCAGACCTCCTGCCATCATGTTATTGAGCATTCCTG
CATTCATGGCTGCCAAGAGTCTTGCCGTCTTGCCTGCATTAACATAGCTGATGGTTGCTA
TGAATGCAGC
>BJ725949 ID   BJ725949   standard; mRNA; EST; 787 BP.
ACTTACATGGAACCCAATCATGCTGTGATGAAGAAAACAGAACTCGGCAAAAGTTAACAG
CAAAAAAATCCATTGTGAATGTGAGGATTCTTAAAATGTCATCAGAACCGGTTGCTTTAA
CCTTCTTTATGACTAGAGTACACAAAGCCACAACATTTGGAGCTCAGGACAAGTAAATGG
CAGAGGTGACGATCTGCATTGGGACTTGTCCGGTTGGTGCTACATTGCTGAATATTGTGA
AGCACACGCAAAAAGGATGATACAAACCAGTACAGAATAATACAGCACATTTATGGTGGG
GATATGCATACAACACTGATTCACTGAACAGGAGAGGATGCAATGGAGACAAATGCAGAT
ATAATGTGTCAAAAGGGTAGAAATGAGGGTTTATGTCAACCCAATTTCTTCTAAGACACT
CCGTGGCGCCTCGGCCTCCTCTTGCAGCAGGTCGGCCTGCTCGATGGCCTTCAGCACATT
CTTTTTGGACGTTTCCTGGGCCTCGCCCCCCAACAGGAACTCATCCAGGATAAAGTAGGC
TTTCTCGAAGTTGAAGATAATATCCAGTTCACAGACGCTGCCAAAATACTTGTCCAGCAG
CTCCACATATCTGTGGATTATCTCCAGGGTGATCAGTTCATTATCCTGATCCTCTACTGC
GCAGCAGAAGTACAGGCTTGCATACCTTTTGTACACAATCTTGAGATCCCTCCACTCGAG
GAAGCTGCACATCTTGGGCTTCCTGGCCAATATAGTCTGGACCAAGTCTCTAGAAATTTC
TNCCTCT
>BJ725959 ID   BJ725959   standard; mRNA; EST; 741 BP.
AGCTTCACTAATTATTTCATCATCGAACGATGGAGAATATTCCAACACCTCCTCTAAATT
TTACTACCACATCATACACATATACGTATATCTATGCATGTATGTGTTTTTTGAGTTAAC
CAAAAATCGACTATGAAGATGCAATCCCTGACATCGTGAGTCTTTGTATATGATCTCCTG
CTTATCAAAATCTATAGATACTGCAACCGATTTGAGCAGCCATCTTTTGTATTCTAGGCT
AGCTGGAAAGCAAACGATTCTTTGCCTTAGTCAATGGGGAATCGCAGGCGATTCAGGAAG
TAGCTGACACAAAAGTCATGCAAATTGGTGGATTGACTCTGAACAAAGCAAGTATTGATG
AAGGAAGAATCCACAGTCCCTCTCCACATATCAATCCTGATGCCGCTGCTGGGATCATCA
AACCAGCCTTCTTGGCGTCGAGTTTGTGAGACACATAGACGATTAAGCTGCCCACGCACA
TGTCAATCGCGAAGTTTGCTCCCACAAGGAATGGCACTGCCATAGCCATCGGTAGAGGAG
CCCATTTCCCAATTTTGTTTGGCAGCAAGTCTCTCAGAAGGTTTATCAATATGGCAAAAC
CAAAAAACGCGTAACAGAGTTGCAAGCAATGCTGGGGAAGAGCAGAGAAGCCTTCAACTC
CTACAATGGCCATGTTTCTGTATATTAATGCATAGGGAGCTTTGTATAACCCATCAGGAT
TTCCAATATCAAATGCCTTGT
>BJ725962 ID   BJ725962   standard; mRNA; EST; 615 BP.
ACATCTTAACCTTTTNTAGAACAACAAACATCTTTNTGGANTGCTTGAGCCATTTCCTTC
CTCTGNAACTGATTCCTCNTCCTTGTTTAATACTCTTNTCCTTNCTCCTCNCCTTCACCT
TCNATGGAGTCNACTCCAACCTCCTCATAATCNTTCNCCANAGCCGCNATGTCCTCTCTG
GGCTCAAANAACTCTCCCTCCTCCATACCCTCACCNACATACCAATGAANNAAGGCGCGN
NTGGCGTACATCANGTCNAANNTGTGGTCCANCCNAGCCCNGGCCTCTGCNATAGCANTG
GTGTTGNTCAGCATGCACACNGCNCTCTGGANCTTGGCCAGGTCTCCACCAGGAACTACA
GTGGGCGGCTGGTAGTTGATGCCAACCTTGAAGCCAGTGGGACACCAGTCCACAAACTGG
ATGGAGCGTTTTGTTTTGATGGTGGCGATGGCTGCATTCACATCTNTGGGCACCACNTCA
CCNCGANACAGAAGACAGCNAGCCATGNACTTTCCGTGACGGGGGTCAAACTTTACNATC
TGATTGGGCGGNTCAAANCAGGNATTGGTGATCTCAGCCACTGAAAGCTGCTCNTGGTAA
GCTTTCTCTGCANAG
>BJ725993 ID   BJ725993   standard; mRNA; EST; 694 BP.
GGATGGCACAATGAACTTCACTCACAAGCCTGATGACNATTAGGTTAAAAAAGGATGAAG
CGTCATACAAAAATAGTCTGCTGCTAGCACTGTGCTGCTTAAACATGAGACAGATCGCCA
GTGGTTCCTGCTTTCATCATCTCCCTTTTGTTCTTTGAAAAGAGGAACAGCTTAACCTGC
CGGGCGGCGTTCGCTCAACCCGGGATAACGCTCAGGATTTTCAAAAAGAAAGCCTTTTTT



TTTTAAGGCNGGGACGTCNCTCTCTTAAATGANACACATCATCTGCGANGGCTCCGGGAA
CCCCCCGCCCCCTTCCCCATCANTAAGCAAAGTCACTCGTTAAACANGGCCTGAATAATT
GACAGCAACGCAAAANAGAATAACTCAAAANGATCCCATGAAATCAAACNGCCTTTTCTG
TTGAACGACGTGATGCTTCTGACACATTTCCTTTCATTTGATAANAAAANGTTTCGATAC
NAAAGAAAAGCCGCANAATTTCAGGTGAAACTCCACAGGAAACGTTCANACATGAAACGC
AGGAGCATTTCCTCTGCGCAAAGGGATTACGAGATGACAGGAAAGAACTTCTGTTCAATT
NAAATAATATATCAACTTCGGTTTNAGTTTGTTTTTGGTATCATCAGTGCGTTTTGTTAC
CCAAAATCGCCTCTTTTGTTTCGCTCCTGGGGAG
>BJ726022 ID   BJ726022   standard; mRNA; EST; 268 BP.
CCATGAANATCACAGAGTCACAACAAGCAGTTTGGNGNGTTTGATGGCAAAATGGACGTG
TGGGGTGAGTTCTACAAACACCTCAACACTGCTAGTCTACAAAAATACTCNANAGAATTT
ANAAAAAAGATCACTTCAGAANATGTGGTTTGCTCTGGAGTTGCACATGTTGCANAATGC
CATTACNCTGTCACANANATCATCTNTTGGATGTTTGAACTTTCCNTCTTTTGNAATAAA
AATGATGTCATGNCCCTNGTGGACTGGT
>BJ726043 ID   BJ726043   standard; mRNA; EST; 700 BP.
AAAGTTTTCAAATCAAAACGGCTGGTGAGGATTGTTTAACGCTCAGTCTCTTTGGAAAGA
GCTGCCACTGAATGGACTTCTGGAGAACTGTCTGGTTCTGGGCTGTCCAACTCTGGTCTT
GGATCCATGTTGGGTTGAGTTCTTCCACTTGTAGCCATCACCAACAGGGAATCTTGGGTC
TGCGGGGGTGCTGCACTTCCTGGCCCTGGTGAACTCAATGGCCCTTAACTTGGTCTTCTT
CATGAGCGGTGCAGACTCGTGGGGGTGCCGGCGTCTGAGGACTCGGCCTGGTTGTGGTCT
GGATTCAGCCGGCAGGTCGCTGGCTTTAGTTCTGAAGCCTCTCTCTAATCGATCCCCGGT
TTTCCTCCCGATCGAGAAGTAGGACATCTGCCAGTCAGAGCACACTTTGCTCTTTGCAGG
GTTCGATGGCTGCATGGCACTTGACGACGGCCGGTCCTCAGAAGAATGAGAGGTTTTGGA
TGTTGAAGATATGCTTGAGGAGACAGACTTCTGCACCACGGATGCAGTTGAGGATGTACG
TGGTTTGGACCTCACAGATTTTTTTTGGCTCTTTGATTGGCCGTGACTTCTCTGAAGGCA
ACTGTGGTGGGGGTTGGATTAGACATGGACTGCTCCTCAGCCTGCCCTTGAGTGCTGGGC
CCCTGTAGAGGCTGAAGGCGTTCATAGGGATGCTTCTGAA
>BJ726076 ID   BJ726076   standard; mRNA; EST; 167 BP.
CACTCCTGGNAGNGAAAACAANGNTTNCTAAATTGCCAAACTTATTCTTANNGAAGAAAA
CGAACANTACAGTGCNCGGGAANTTTCTCAAATGCCCGTTCTCTAGGTGCAAGTTGCATG
AAATGAGGNTGANATTGCCCATGAGTATTGATCTATTTGCTTGGTAA
>BJ726106 ID   BJ726106   standard; mRNA; EST; 291 BP.
GGGGGACATGTGCCCCTCGGAGAGGGCACCTCCTCTGCAGATAACCACCCCACTCGCCGC
ATTTTACCACACGCCTCTATTTTTTCCTTTTAACAGCTGTTACATACAAGGTATCGCAGA
ATGATCCTGTTTTCTTAGATATTTTCAAACTGTGTAAATGGTGTCTTAGTGTGTGTATTT
TTTTTTTGCAGCTTGCGTTTTTGCTCAACATTATATTTGTGAATCTTAGTCATATTAACC
TATGTGCCTACAGACATTTCAGCCAGTAGGTCAACAAGGCCGACTCGATCC
>BJ726132 ID   BJ726132   standard; mRNA; EST; 773 BP.
ACACTTCCAGAATTTTATTATCCAGAATGTTTGTTGAGAATAAAAGGATGTCTGTCCATT
CAGATCCAAAACTTGTGTTCCTACTTTTTCACAGGCAATATTTTGCTATGTGTGCGGCTT
CGATCACAGTGTGGCGCTGTTGCCCAGCAGCTGGTGCAGAGATGATGGGAGCCTGAGACG
TGGGCAGAGGACAGCAGTCTTCATGGAGTCCAAATGAGTGCTGACCCAGCAGCAGCTGGA
GTTGCACGTTTTCTTGGCTTAAGTCTGATTTGTGTTTCCTCAGTGCGTCCCGCTGCAGCA
CAGCTTTGGTCAGACGCTGCTGCAGGTGCTGAACATCCTCAGACCCCTGTGTGTCCTCCT
CAGGGGGGAGGTGTAGAGGGGCAAACAGTGGTGGTAAATCCTCATGCTGGAGCTTCAACT
TGAGGCACATTTTAGCGGCTCGCAGCACCTTCTCTCCCTGAGCGATGGCGGCCTGCTGCT
TCTCAGCGGCAGCATCCCCCTGCACTGCAAGCTGGGTGAGCTGCTTCCTTGTTGCTTGGC
GACCCGATGCCACCTGGCCCTGGGCCTGGTAAAACCTGAGGTTCATCTCGTTCCTGTAGG
CGGTCAGATTCTCCTCCATAAACTCCTTCTCCCACTCAGTGGCTTTCACCCTGTCTCTCA
GCTGCTCGGCCTTGTTCTTCAGTCTCATCGTGATCTTCAGTTGTTGGGTGACATAATCCA
GCAGAAGAGCCACCTCCTCCTCCTTCTTCTTCACATTGTTGATGTTGTGCTTC
>BJ726168 ID   BJ726168   standard; mRNA; EST; 770 BP.
AAGTTTCTAGGACTCTGTACAAGTGATGGGATGCAACGGGCATGAGGAGGAAAGAAAGGC
AAAGCACAGAGGGAAGGCAGAGTGGACAGAAGGTTGGAGAGAGCAGACAGACGCTGCTCA
GCCCACAGGAGGCGTCTTTGATGAGGTGTAAACAAATTATATGGAAGTCATGTCGTTGAG
GGCGTGGTCCAGCTCCTCGCTGATGGCCTTGTACTTCAGTTTCTGGGAATACAACTCATC
TTCCAAGTCATCAATGGTCTTCTCAAGCTTGGCTACTGATCTCTCAGCGAACTCAGCGCG
AGTCTCAGCCTCCTTCAGCTTGTCAGTGAGTACTTCTCAGCCTGGGCCTCCAGTGACTTC
AGGTTGTTGGTCACAGTTTTCAACTCTTCCTCAAGCTCAGAGCATTTGCCCTCTGATAGC
TCAGCGCGCTCCTCTGTGCGCTCCAGGTCACTCTCAATGATGACCAGTTTACGAGCCACC
TCCTCATATTTGCGGTCGGCCTCCTCAGCGATGTGTTTGGCCTCTTTCAGCTGGATCTCC
TGGATCTCCATCTTCTCCTCATCCTTCATGGCCCTGTTTTCAATGACCTTCATGCCTCTC
TCACTCTCATCAGCAGCTTTCTCAGCCTCCTCCAGCTTTGTCAAGGCAGTGGCCAGACGC
TCCTGAGCACGATCCAACTCCTCCTCAACCAGCTGGATACGTCTGTTAAGGGAAGCGACG



TCACTTTCAGCGTCGGTGGCTCTCTTCTCAGCCAGCTCAAGTTTCTCCTG
>BJ726209 ID   BJ726209   standard; mRNA; EST; 209 BP.
CCGGCCCAAACAAACCCCTGGAACCCCGTTCCCCCTCCAGCCCCCCATGTTTCCTGCAGN
TGCGCTTTATTCTTNAACAACTGCAAAAGGTTTCTCCACCTCAATTTTGCNNCACTCGGG
GANGATCACATCTTTGANCGGNTTATCNCNCCCGACTGTTTNTNTGCTCTCAANCTTCTG
CANCACGTCCATGCCNTCNANGACCTTTC
>BJ726215 ID   BJ726215   standard; mRNA; EST; 133 BP.
TGTGATCATAGATGTAACCNGTATNANGAGGGTTNTTTTACCNTANATTCCNCTTTACAC
GNGAACCANGANGGATCTCTCTCAGGCTGATTGATGCTTGTAGCCAACCAGGTCTTTGNA
NTTCCGGATTNGC
>BJ726352 ID   BJ726352   standard; mRNA; EST; 786 BP.
ATCTGAATGAGGAGGAAAAAATAGAAAAAGTCAAACCAAGCTGCTGTGGTGGAGAACTCG
GAACAATCGATCAGAAACTGAAGACGGTGCTGCAGGAGGATCAGACCCAATTTAATACTG
AGTGTATTCCTTAGACGAGAGCTTCGCAAAAATGCGCTCCAGCTGCCGCCTGGCCTCACA
CTGGGGGAAGTTGCCCAAGTCGTAGTACTGAGGCGCAATTCTCATCAGCCACTCTGGTTT
GACGTCGGTGCACGTGCGGATGTAATTCTTGGTGGTGAGCACAAACTCGTTGTACAGCAC
CCACTCGGGCTTGTGGTCCAGCACGGTGGAAGGGTGCAGCTGCACCACCTGGTTGTCCTT
CACGGTCAGGTAATGGCCCGTGCGCTCCAGATGAGCAACCTGCATGAAAAAGCCGGTGAC
CAGCGCTCGGCGGATGTTGATGTAATAGTCTCTGCTGCTGAACTCGGTGCTTCTTCGCGG
CAGGTTGAAGCGCTCCATGATCCTGGACAGCTGCTGGCGCACGTTGTCGGCAGACATCAG
CGAGCGGTAGTTCACAAAGTTATCGTAGCACCACTGAGTGGATTCATGATTTTGTTTAAA
GGCGTGATAGACGTTAAGCAGCGTCAGGTGGTCTCCATCGATGTGGGCGAAGCGCAGCTT
GGACTCGTCTGCCACCTTCTTGGCCTCCGTGGGTCGTACGAAGCACTGTGGGACTGACAA
CATGGCAGTGATGGTGAGAATCTCATTGGAACAGTTGTATTCACAGCTGGCGATGACCAT
CTTGGC
>BJ726378 ID   BJ726378   standard; mRNA; EST; 108 BP.
AANACTACAATCATAANTTATGAAGTCTAATAACTTCCCCTCNTGTGAATTTCCNCCCTA
ATCCTCCGTTTGACTGNCGNCATCAATCCCCTCGCCTCGATGAAACAG
>BJ726381 ID   BJ726381   standard; mRNA; EST; 272 BP.
AATGAGANNACAATGTTTGGANGANAGCGACNAGGGGAACACNAATGACANCANATCTGC
NCTTCAAGCTCANGCATANGAGATGAAAGATGATGGCACACATGCNCTCTGTGGAAAANC
CCTGCAGNACCGTGACCTGCNNGGAAGTGCTGCNNTCACTGNACATCAGGTTTTTGATCA
TGTGCATGTCAGTCAGCTCCAGCCTCCAGTAAAACCCTGCTGCGAGGAGACCCGCGTGAG
CCCCGAGAAACTGGGCTGCGGCCGTCAGCATA
>BJ726538 ID   BJ726538   standard; mRNA; EST; 829 BP.
ATTTCCATGGTTATGGCGTCACAGATAGAGATAAAGTAAGTACACCTCCAATGGCGACTC
AAACAAATGAAGCCTGTTTTTGTGGGAGGAAGCCGTAGAGAGACATGCATGAGGAGAACA
CGCTAACTACACACAGAGAGAACACGGCTGGGTTTTGAACCTTCTCACTGTCAGGCTGAC
CAGCCAGCAACGTCTGCAACATGGAGGAAACCACACGCTCCCCTCAGAAATAGAGCACGG
GGGAGGGGGGCAGAGCAGAAGCAGACACGGTGTTGCAAGCTTTCCACCCCCAAAGGCCCC
CCAGCACCCGAGAGAAACCAAAGAGGAGCCTTGATGAGTGAAAGCAGGTCAGCTGATGGC
CGACAGTCAAACCGAAAACTTTCCGTCCTGCTTCTCCTGTCAGCCACTCGTCTTCAGCGG
ACGGCCTCTTGTTTCCTCTGACGCCTTCGCCGAACGGAAACACAACACAAGGGGCTCAAA
CTGCTGAACACAAAATCAACGTAGTCACTGAACTCGTCTCATGTTCCTCATAAGAAGCTT
CATTTAGGGTCAGTGTTGTCCAGAAATGAGGCGGACCAGAGGAGTGGGTCCACTCCAAAT
GCATCGATGCAACCCGGGTCTTCGGGTGGGATGTATAGATACTAGAGATGGTCTCTTGAC
CCCTCAGGGTTCAATTCCTGGTTCATGCAGTCTCTTGTTAACGTCCTGGGTCGATGAGTC
CATCTGCCACTCAGACAGTCCCTGCTAAAACCTCATTCAGGTCCTTCTATGGAACCCAGC
GTCAGAACCCAGCGTCAGAATCTANCGTCAGGACCCAAGTCAGGACCCG
>BJ726543 ID   BJ726543   standard; mRNA; EST; 331 BP.
TCGTCTCTGCTCGTCGGAGGGTGGGGGTGGGGGGCACACCTGGACAGGTAGTCAGTCCAC
CACCAAACCACAGTCACCTCAGAAAGCTTTTTCTGAGCTGTGCAACAGAGAAGAGTCTAA
CTTCACACGGATGGAAACCCGTTGGGATTCGAACCAGAACCCTGATGGCGTGCAACAAAG
AAAACTGCAGCGACACAAACAGATCTGGAAATTATTTTATAGAGATGTCCTCATCTGAAA
ACAGCCCCCCCCCCCCAAAAAATNTTCNCAAANGTTTCATCAAATCNTCCATACNGTCNC
NTTCCTCTAAANTTCCCNTTAACTCCCGTTG
>BJ726545 ID   BJ726545   standard; mRNA; EST; 301 BP.
ACCAAAAGGGNGNAGGNGCGNNTGNGCNCCCTGCNCTGAGNGCNNGCAANGNATTNCCTT
NGGCGNCAAANCACCNNCGGNNACCCNTTTGNGTTNNTNCGGGNAGNANCNACCCNCCNC
CNCCNCCCNCNGGGNGNCCAANCTNTCTNTTNAGNATNAAAANAGGNGGNNANCCNGGNG
NACAGGAGGAAAAGGGGGGGNCGNAGGGAACCTAATGGTGCAGGNTTNCNCACCCNGGNG
NAGNAANGNCCCAAAANNCTTTNTNGTTTTACNGCNCNTTCCCCANCNTCTTGAGNAATT
C
>BJ726572 ID   BJ726572   standard; mRNA; EST; 716 BP.



GGTCATTGAAGTGCTCCATTTGGTCGAACTTGGCAGGGCAGACGGAGCACACGTAGGTGG
TCCCTTCTTGGCAGCTCGCCTCTGCAGCTACACCCACTCCTGTTCCAACCCCGGCCCCGA
CTCCAGCACCTCCGCTTGCTGGCATGGCCAGGGCCACCACTCCAGCACCGGGCTCGGGAA
CAGCCATCGGCATGGGAATGGAGACGGGGACCGGTGTACCTGCGCTGCCCAACAGCCCGG
TGATGGCGCTGGCGGTGCTGTGCAGAGCCATGTGCCGCTCCAGCAGGGTCTTGTGTGAGA
ACTTCTTCTTGCAGACGTAGCACTCATAGGACTTCTCTCCACGGTGCAGCCGCATGTGGA
CGTTGAGAGAGCTCTTCTGGGTGAAACGCTTGTTGCAGATGCTGCACTGGTATGCCCGAA
CCCCCGTGTGTGTCACCATATGTTTAATTAAGTAGTCCTTCAGGGAGAACGAGCGCCAGC
AGATGCTGCACTGATGAGGCTTCTCACCGGTGTGGACAAACATGTGTTTGACGTAGTTTT
GCTTTGCAGTAAAGGTTTTACTGCACAGAGTGCACTCATAGGGCTTCTTTTTTCCCTGAC
CGATCCCTCCTGCAGCCTGTTGCTGCTGAGCTGGCGCTGGCGGTACTGACATGGGGTTTG
GGAAAGATGCCATGGCGGGGGGCGGCACTGCCACAAACTGGGGTTGTTGCTGGCCA
>BJ726590 ID   BJ726590   standard; mRNA; EST; 265 BP.
TTCTGCANCNNCTGCTGGTGCTGCAACAGCANNAAAANCAGTTGGATCTGCCAGGAAGGC
TTTGACCTTTTCAGCTTGAGGGANANTGNAGTCCGTCTCCACAGCANCTGCCAGGACTCT
CTTGTANCCNTTGATGACNGANTGNGGAATGGAGGCCAGAGTGGGATAGNCAATTTCCAG
AGACACACTAGTGAATGTTCCTCACACCCTCCAAAAACCGGGCCTGAANGGAAGNCTCAG
NGATGTCGAGGACCTCAGGGCTGTA
>BJ726689 ID   BJ726689   standard; mRNA; EST; 168 BP.
GTTCATANCCAGTTGGAATANTTTTCTGTTTGTCTGTTCTTTCAAGAAANGAAAAAAAAA
GAAATTTATACGGCTTTTGTGCNGAATGAATTATTTNGGNGAATATAANGTTGAGCCTCA
TTCGCTGTCTTCNATTTGANCTGAAGCTCCACGGCTAAATCCTGAGTG
>BJ726699 ID   BJ726699   standard; mRNA; EST; 153 BP.
TTGTTGGGTTGGAAANNGAATGGCATAGAACANCGCACAGGATAATGTGCACAAAGCAAG
GGGGAGAAAAANATGGAATANNAGTACCTTGTTTTTTTCCTGACAGCCCTACGTTTGATG
AAGATTTTTTTTTTTTTTTGAAAAACTAANAGG
>BJ726713 ID   BJ726713   standard; mRNA; EST; 769 BP.
GAACGGTTTAGAAAATCCTGAGCGTGCTTCACTGAAGCGATTGTTGAAGCATCTTCATGG
AACAGAACTTGGAGCTGGTAAAACACTGCTTCCTCGCTCATCTGTGAACCCGTCCGTGTT
CTGGACGACCACGCCATCCATGCTCCCCTGACTCCTCCCCCTCCTCAGCCTCATGGCGTT
TCCTGCAAAGATCAAGGAAACCACCAAAATGGTTCCTGCCAGAACTGCTGCCACGGCTAT
AATGGGGTAAGAGTGGGGACCGGCCGACTGGAGACGGGCAGCAGCCTGGGCTGCAAACTG
TGGTGGAGGCTGAGGATCCAACAGGGCTGATATATCCTCCAGGCTGAAGAGGAAGAAGGC
GTCGTCCCCTTTGATGAACTTCCTGCTCTTCAGTCTGCTGTGAGTAATAAAGGTGCTGGT
TCCATAGCCTGGACCTCTGTAGTAAAAGCTGCCATCTGCTGTTGTTACTTTTGATCCCAC
TTTGCTGGGATCGTCCCAGAAGAACTCTGTTCCATCAGAGGACATCTTGTCGGGGTCAGT
AGTTACCATACGATGCATGTTCATTTGCTGCCTGATGTCAGACTGCTGGTCCATCAGGAC
CAAAGTGGCCTGCTGCCACGGGCATGGCCACTTCAGGTTGGGGTCATTGGGGCCCGAGGT
CAGGTGGAGGTACATGGCCATGTACCCGGGGCGGCTGCTTATTCCGTTCAGGTAAACACC
TACCTGGAAGGAGTATCCAGCTGGTGACAGATAGCGAGGGCTGTAGAGT
>BJ726720 ID   BJ726720   standard; mRNA; EST; 429 BP.
ACGCAGTCTAAGATCAGACAGCACCAAACAAATGCCAGGGGAGGAGCAGCTTGTTCCAAT
GGGAGGGGGAGGGGGGGGGGTTATTTCTATGGAGGCAAAGGNCTTCNGTACNCATTCCNC
GTANTAANAACTANCANGATGTTTCNCAAANCACTGACAGNCGGCGTGCANCATTTCACC
TGGGNGGATATAAAAATATANACNTTTGAAACCCTGAATAAANGCNCATATGCCATTTTC
NGCANCAAAAAAAAATTTACAGCTGGCCCNCCNGGNGNGNACAACTTTTTTGTTGTTTTT
TTTTAAACTTTGTNCCGNCTAAANGGGNATTTTTTACCANCNCCCGNGGNAGGAGGTTTA
TNCCANCNCAAAACGGCAAANATAANGNCTTCAANGCCNGCNTCANNCTTTTCNNANCNA
CNAAAANGA
>BJ726750 ID   BJ726750   standard; mRNA; EST; 248 BP.
GAAGTTCATTGAACAATNCGATGGTCAGTCGAGCCTTTTTTAGGGGTTTAANTCGCTGGA
ANGCGGCGGCGGTGGCGACGAGNGCGNGGTCACTTCCTCGGGTTCTGTGACTCTCACCGG
NTTCTGGGCCCGCTCCCTCNGTTTCCTCCGANACGGTGTGGNGAGCCTGCANTGTGCAGG
GGCAAAGACAAACCCTGAACTCTGCGCTGAAGNCCCCACGGCNCCCGACCGCATTCATAC
AGGGNCGT
>BJ726757 ID   BJ726757   standard; mRNA; EST; 238 BP.
TGTTTGGTTTTTTTTTNAATTTGNGCCNACTTTTTTTAAACGCANANANAAAAAAACGAC
NCANGAAAAACTCNTCTGTCNCTAAANCGGCGANACNTGAAGAACCNCCNCGGNGCTGGA
AAAANACCCACGANATCCCANACGGATTCTGTCCCGNCAAAATCATTGGGCCNATTTGTT
CCCAAAGTTTCTTTATAAANAAAATAATGAAGGAAAAACNGANCCGTNANTCCAGAAG
>BJ726760 ID   BJ726760   standard; mRNA; EST; 775 BP.
AAGGTCTTGGCAACTAATTAGTTTGAAGCTTGAGCCTTTTTTGATAAACACAGAGCTGAT
ATTCTGGTGATTTTTAAGATCAGTGAGCATTCATGTTTTCCCACGGCACACCTGGTCATC
TCTCACGGCACACTGGCTGAAAAACACTGTGCTAATCCAATGTAAATGTATCCGTATGGC



ATAATGGACTGGGTTGGTGACACTAGTTCTCTTTGGCCAAAGCCTGCAGTATTTCTTTCA
TCTTTGACCATGTGAGACACCCCACTAGTTTTCCTTTATCTGGCACAAACAGGGTCTGCA
GTTCAAGTACACTCATCATGCTGTAGGCCATGTCAACTGTGCTGGAAGGAGATAGCAGGG
AAGAAACTGGTTGGATGCAGCAAACGTCATCCATTTGCTGCTGCAGATTCTGGGTTTTAC
AGTGGTGTAAGAACTTCAACAGCTCTGATCGCTGAACAAACCCCACTAAAATCTGGGAAT
CTTCAGAGTCCACCACAGGGATTTGTAGCTGAACACTGGCAACGACAATGTGGCGAACCT
CCTCTGGCCCAGCTGCTTTCTGGAGTTGCACTGAGTCCTTTTCCAAAATGTGGGCCACAG
TTGTCAAGGAAATCTGAGGATAAGCCTTCACCAGAGACGGCAGGTGCGGCAATTTCTTGT
TGATAGAGATGGCATCATAAAAAGACGGGCGATTTCCGGAGCGAGCCAGCCCATTGGCTA
GTAAAGTGGCGAGAAGAATGGGTACAGCATGACTGAACTGACCAGTCANCTCGAC
>BJ726782 ID   BJ726782   standard; mRNA; EST; 412 BP.
CATCAGTTGGTTTTAAAGGACACATCTTAATTTTTCTTGCTGTTATTTTACACAAGTTCA
CAAACATCCCAGTTCATGTCACAGTTTTTATGATCTTTAAACTGGATTCAGACAAATACG
AAAAATATAAAACCAGTCAGGACAGACAAAAAAAAAAAAANNNTTTNCCAAACNCANAAN
CTTTTTANAANCCTNCGAAAANNNCCGGNNGTNCGNAAGGNGGGNCCCNCNNCATTTNCN
NAGNCGGGAAAAANGGAAANANCACCCAANGGGCNCCCTTTAANCCCCNGGNGAAACCCA
NACCCGGGNGGCNANGCANNANNCAAAANCNNNNGCNNCAAANCAAAGGTAANCCCCCCC
NCCCGGGTGGGGCNCANAANTNGGNTNGNAGGGNACCCCCNGGGGNCGGGNT
>BJ726818 ID   BJ726818   standard; mRNA; EST; 711 BP.
ACAGCACAGCGGTTTGTTACGTGAGTAGGAAAACAGGAGCATTTACATGGACGGGAGTTC
AAACCCACGACATCGCCGTGAAGACGTGAACGCCATCGTCATCAAACAGTAATAATAAAA
ATGTTTCAGCTGCCCTGAAATGAACAGAAACCAAACCAGCTTTTGCTGCTTGTCTGTCTG
GAGGTTATGGACAGGAAGAACAAACATGGCGGCCACGCTGCACGAACGCCGCCTCCCATC
GTCAGGCTCCACCTTCTTCCTGCCGTCAGCAAATGAAACACAAAACCATTTTTCTCTTCC
AACATTTCTGCTCCTGACTGTAAAACCCTAAACTCTTCACACTCTGATGGAAACATCTCA
TCAGGTCGTTGCATAGTTACTCAAACTCTGGAAAACCTCCAAAGGAGCCGAGGTTGCAGG
TTTGAAGCCCCATCGGTGACCAGGAGCGACACCTGCTGCATCCAACTGAATCTACTGAAG
GTAAGGAGAGAGCCGATTCCACCGGAGAACCAGTGAAACCAGTTTCAGGGAGGTGGATGT
GAGAATGCTGCAGACTCCAGGATCCTTCAGACAGAACCGCCGGATCCAAATGTCTTCACC
GAACCCGACGAGACGTCAGCGTGACAGAAGGAAGGAGCAAACACACAGAACCGAGCCTGA
GCGCCTTAGGAGGCCTTGAAATCAAATCAAACGGGATTTTTGTCACTAAAA
>BJ726831 ID   BJ726831   standard; mRNA; EST; 697 BP.
CACAGTTTTCATTCTTTTTTTTGTGGTTAAAAAAAAAACTTGAANAAAGTGAGGGCAGTT
TTTTGTTTGTGGAATCCAGTGCAGCCACCATTGATTCGGCATGGCTTTTTTTGTTTTTTT
ACAGTAANATCATGTGGATGCTGCTCCTTTCTGAAAGGCAAAATGCTTCCATGCCCGTCC
CATCCATCCNATGTTCTTACTGCAGCGATGATCCCCTGGCTGAGTGGAGCTCGTTTTTCA
CAGGCTTCCTTGCACTCTTCTTGCGTGTCNAAGCGATTCTGGTTTCCATCACAGCCTCCG
TACCAAAAGCGGGTACAGCTCTTGCTGGTGGTGTCANAGTACCATTTCAGGGCGAACTCT
GCACAGCTGCCTTCCTGCTTGGGTAGCTGACAAATGTCCACAGGCGCTGGAGGAATCTCC
ACCTGCTCCGTCTGCTGTGCCTCTGGCTGCATCTGTGGCTTTTCCTCTGGCTTTCCTGCC
AGCTGCACCTCTGTTTGCGGGTTGTCCAGTGGTGNAGTTTTGGGCGGATGTGTGACGTGC
ATGCTGGGCTTCTCCTGCTTCGATTTTGTAGTGACAAGTCCCTTGTAGGTGGANATGGTT
TGACCCTCAGCTGTGAAGGCCGTTACCACAACATGGTACATTTGATCACTTTCCAGGTTG
TCCACAGTGAGTTCCGTGCTGGATGTGTTGGTCTTCA
>BJ726959 ID   BJ726959   standard; mRNA; EST; 643 BP.
GTTGAGTGTGACTTAATTTTAGGTACAGTTCTCTATTTCTTCTTCTAAACTTCCTGCATT
GCGGTCGGAAAATTTCTGATGACAGATTTCATGCCTGAACAGGACAAAGTATTTATAGCC
TGCCCCCCCTTTTCGATAAGTAGCACTCACAGATGCCCGTCCCTCAGCCTCCCTTCTTTT
TCTGTCTGCTCTCTCAAGTGTTGTTTGCAAGCTTTGATTTACTTTATTTTTAAATCTCAC
AGAAATTTGTTAATCAAGGCTGCACAGTAGCAAGGAGAACCTGCAACCGGGCAGCCTGCG
CCTGCCTGCACCTATGGAAAAAAAACGAATTTTAGCACGCGGTGCAATAACAAGCGTGTC
CTCTCTGAGAAGTGGTATCAAAACAACTGCACCACAAAGTGACCTGCTGAGCTGCTTTTA
ATCACACTTTGCTGAGATGACAGAGAGTTTTGCGTCAGATGAGGAAGATAGCAAGTGAGC
AAGATCATGATCGGGTGTGCAATAGAGGAAGACAGGCAGGGTCTGGCCATTGCTTTCAAG
AGTGTCAAAACTTAAAGTTTCCAACCGCAGCAACAAAAGGGAAGTTAGACAACTGACAAA
CAGAGAGAAGCAGAGAAGAGAGAAAAAGGATGGGGGGGGGGGG
>BJ726964 ID   BJ726964   standard; mRNA; EST; 494 BP.
AAATGTTTTTGGGGAAAAAAGCAGGCAAACAGGAAGAATGAGTGCAGGCACTAAAACTGT
TAACAATTAGAGTTGTTATGACATGTATGACACTTAGTGGTCCTTAATATGAGATACTTT
GGAAGACTTCAATGATCATACATTGCAAAACCTTTGACAGCTCAAAAAGCTTTGAACCAG
TATATACAACCTTAAAGCTCATTGAAAACCACACAAGCGTAAAAAAAAAAAAAATCTATG
TAATTCAGGTANCTAGAAGGATAAGGNNGGAAACNGGANCNCANAACGNCCNGNGGAAGG
ANCAAAGGTANNGCAAANAACANCNCAAACTACAACAGTTNCNGNGCTTCNTCTTCNGGA
CNGGAANGCCNCGTCAGNCNCNCCNCANANAAGGATNTGACTNCCTGAGGGCNNCGAGNG



TTGGCTTCNCGGGCCGGGACCAAATCCNCTTCGNCGGANTCTTTCCNTTTCATCAAAAAC
NTTAACNCCCCNCT
>BJ727023 ID   BJ727023   standard; mRNA; EST; 732 BP.
CAAGCCTGAGCAGGGCTCGAGCCGCGCACGAGGGCTGCGAGGCAAACCCGGTCCGCGCGC
GGGCTCGTGAAAGGAGGAGAGCTGCAGCAAGAAGAGGATAACGGACCGAAGACGAGAGAC
ATCTGAAGGAAGGACGCTTGACTTTCCCTTCATCTATCACTAACTGACCGGCGTCGGTCT
TGACCGAACCAGCGTCCCTCGCAAATGGCTAGCCCCGCCGCGTGCAAAACCCTTTCAAGT
GCCCCGCCGCGAGCGCTGCTGGAGGCGAACCACCATCCCGAACCAGCCTGCCTGGAGGCG
CAGAAATGGATAGAGGCGGTAACAGGGAAAAGCTTTGGAGACAAGGACTTCCGCAGTGCA
TTGGAGAACGGCATCCTGTTATGCGAGCTGCTGAGTGCCATCAAACCAGGCCTAGTCAGA
AAGATCAACAGACTTCCCACCCCCATTGCTGGTCTAGACAACCTGACCGTGTTCCTGCGA
GGCTGTGAGGAGTTGGGCCTGAAGGGTTCCCAACTATTTGACCCTGGAGATCTGCAAGAC
ACATCAATACGAGCTAACCTCAAGGACTCTGACTGCAACCGCAAGCTTAAAAATGTGCTA
AATACAGTTTTCTGGCTCGGGAAAGCTGCAAGTGGCTGTGCATTCTACAGTGGACCCACT
CTAAACCTCAAAGAGTTCGAAGGACTCCTCGCTCAGATGCGGGTGGAAAGTGATGATGGA
GCGACCAGTCCT
>BJ727024 ID   BJ727024   standard; mRNA; EST; 750 BP.
AGAAAACCTTCTGCCTGGAAAACTTGACACTGGAGCTGGTTTGCGCTCACCCTGATCGTG
TAGCCGGTTAACCCCGTCTCAGGTTGGTTAAGCTCATTAAAGATCTTTTGCGACTGCGGT
TCCGTCGGATTCCAGGCGGCTGATGGCCTGTCAAACTGAGAGGGAGCTTCTATCGCTGCT
GGTTCACAGGTTAAGAGGCGAGCTTCACAAGATGATGGTGCGCCGTCTTTCAGGCATAAC
GCAATTTAGGGAACATGAGCTAAAAGTGAGGTGAGGTTGAGTCAGACCATTATGTCTGTC
AGCGAGTCGCTTTCAATCTAGAGAAATGACCCTGCTGTCCACATGAAGAGGGCGCTTTTT
TACCCCCGTCTGCTGCCAAACAGAGACGACCCCCACATGGACTCACAGCGCTGGTTAAAA
TTCATGATTTCTATTTTTTTATCCAAACTCCCGTTGAACGATGTGTCTGCAGCTGTCTGC
TGCGCTTCACACAGAGTTTACAGACTAATCACCGCGCCGCCTGGTGACGTAACACGTGTG
CAGATGGGCTTTACAGCCAGGACACACACATGCACCAGTGAATGCATGCTTGTGTGCGTG
CGCACAAAAGGAAATTGGATAGAGTGTGGATAATTGTTGCATTAGTGCAGAGTGTGTAAT
CAGCATGAGCCTGAGGGGGTTAAACGCATCTTTTGTTTTCACTTTACAGGCTCAGAGCTG
TGTTAATGGCTGAGCTTCTGCTGCTGTGTT
>BJ727034 ID   BJ727034   standard; mRNA; EST; 759 BP.
GTATTCCCATGGAAGTATATAAATGTACAGTCTTACTGTGTCTTTAATGTTTTCTTTCCG
CAGCACATTAACCCCCTTTTTACCCCCCAGCTCTCAGTTGCTAACTTTTCCCTTTGATCT
GGCTGTTGTGGTGTGCAAACTCCTGTGTGGCCTCCATGTTTTGTTTTGCCACACTGCAAC
ACTTTCACAGATGTGGAGGATGTGAAATTTGTCATCAATTATGACTACCCTAACTCCTCC
GAGGATTATATCCACCGCATTGGACGCACAGCCCGAAGTCAAAAAACGGGCACGGCCTAC
ACCTTTTTTACCCCCAACAACATGAAACAAGCCGGGGACCTGATCTCTGTGCTCCGTGAG
GCCAACCAGGCCATTAATCCCAAGCTGATCCAAATGGCAGAGGACAGAGGAGGTAAGATG
TGTGCCCGCCAGACCCATCCCAACAGTAGGAATACAGTTTAAATCCATCGAAAAAGTTTC
TATAAACCTTTGCTCCAAAGGGAAAATTGTAAAGCATCTCTGAAAGAAAGCACATTTAAA
ATTCAACACATCTTTGCTTGACTTGCTGCTGCACAATTTAAGACCAACACTAAGAGGTCC
ACCTACATATTTACATTGGACAGTGTTATATATAACATTGTAGACATTTTGAAAATCCAG
AAGCACTGGTGCATTGCAATCATCTTGGAGTGAGGTCATCTCTGTAGGGGTTCTTGTTTG
GACTGCATCGTCTTTTTGGTTCAGCTTTTGCATATTTCT
>BJ727044 ID   BJ727044   standard; mRNA; EST; 701 BP.
GCAGATGCTGCCGCGCGCTCCTGGAATAAGGGCGCTGACTCCGTGAGCCGCGGCGCGTGC
TGGGCTCGTGCGCCACGCTTTGTTCCACCATCCGGAGTTCCGGATCACTCCATCCAGCCT
GTGACAGGAACAACCTTCACAGTCGCCCGCTGAGGCCGACCCCACTGCTGGAATTTGTCC
TTGCTGGACGCTGGGATGCCGGCTTCTCCTCTCATCCCTGCGCTCCTGCTGCTGCTGGGT
GTGCTGATGACATGGGCCCAAACCGAAATGAAGAGAGTTGTTGGAGACAATGCTACACTG
CCCTGCCATTACCAATTCTGGGTGGGCGATGACCCCTCTCTGGACATCGAGTGGCTGCTT
CTAAAGCCAACCAACAGGCAGAGGGTGATCATTACCTACTTTGCCGGCCGTGTCATTGAC
CCCAACGAAGCCGAGCGTGGCCGCGTGGCTTTTGCTGGAGAGTTCTTAAAAGGTGACGTG
TCTCTGTTGATCAGGGACTTGTCACTGATAGACTCAGGAGAGTACAGCTGCAAAGTCAAG
AAAGGTGTTCAGTACCACTGGAGCACCATCCATCTCATAGTTCTGGTAAAGCCATCTAAG
CCACGATGCTGGATGGAGGGCAAATTCTTCGAGGGCGGTGAGGTGAAGATGAGCTGCAAG
TCTGCCGATGGCTCCAATCCCATTCACTACAAATGGGAGAG
>BJ727062 ID   BJ727062   standard; mRNA; EST; 724 BP.
AGTTTTTTTAAATATGTGATGAGTCAGTGCCCTTTTAAAAAGAAAGGAGTGGACCGCACT
CTTCTTTCTGAAGAGGTTATTGACAAACTTTAAGTTGTGACGCCTTTAGCAATTAAACTG
AATTGAAACAACAATTTTATTTGTAGACTACAAATTCAAAATGACTCATGAGGTGCAGAG
CACACACAAGAGCAAAAAGAAACAGGAGGAAAAACTCCCAAGTTGCTGAGATCCTGAAGT
GCTTTGAAGTCCAGACTTGAAATGCAGAGAATGAGATTAATGGGCTTAATTTGTATTCTT
TTTAAAAGGTTTTATTACTTTGAGTTTCCTGGCAAAGCCATGAAAGAGAAACCTTCCGTT



TACATTCAATAGGATCATTTTACTTTGTGGACATTTATGGAGTATACTTGTATAAAGGTA
AAAACACACTTCTTCCTCTGTAGCCGATCCTTTTTTTTCCCAAGATCCCCTCCTGTCTGT
AAGGCTGACAAGTTAATATTAACCAATCATTATATTATATATTGGATGTCCTGCCACTTG
TTTGGTGAAAACCAAATACACTAAAACAACCAAATACAGAATGGTGGTGGTGGTTTGGCC
ATGTCTACAGAATCTGAACATCATTGGGTCTTTGAGTCCAGAAGTATAATATGCAGTGAC
CTGACTGCATTTTACAATTAACCTGTGTTAAATCGTATCATATTTAAACACGTTTATTTC
TGAG
>BJ727071 ID   BJ727071   standard; mRNA; EST; 757 BP.
TATTTCTCCTCAACAGATGCAGAGAATCTCTAATGCTCGCTTGTTTATATATTCAAATAT
GGATTACATTTTGGAAAACAAAAGAAAAATTTCACAAACTGCAAAGTAAACAAATCCGAA
AAGGACATTAAGAATAAATAAATCCAAAAGTAGAAAAAACAGAAAAGGTTCAATCCGCCT
GCTTTTCAAAGAAAGAAATTACAGGATTTTTTAAAATACACATTAAAAATCTGATGTTAA
TCAACTTTTGTCCATATTCTTTAGAAACATGAAGTAGTAAGTTTGTGTCGGGGACCGAAG
AGAGAAACGAGTCATTTGTTGATGACTTCAGATGTTAAATGGACTTTCTCTGTCTAATAT
TCTAATGTGATTAATTCTGTCACAATTGTTCAAAATGTTGCCTTTTTGCTTAAAAATAAG
ATTTTCAATCTGAGGTTCTCATTTACAAGGTTGTGTCTTTGAAAATCTAGAAAATTTGAC
TTTAGCTTTTACAACAATCATGTATCATGTTTTTTATTTATTTAGATATAAAGTAAATAC
TGGTATTTATGGTAAAGAATGATCTAAAATGCAGATTATTATTTTTTTTCCTGTTTGCAT
GTGCTTTCACCTAATGGAACTAGTAACCTAATTGAGGTTTTGGGCTTTACCAAACACAAA
AAACGACACTTCTGAGGGGAATAAAAGTAACATGGGATATGGATTTTTTTTTAAAGATGA
TAAGATGGATAGTAATTAAAGACAAAAAANTTGATGG
>BJ727077 ID   BJ727077   standard; mRNA; EST; 751 BP.
ACTTTTCAACTCGTATGTTGACACCAGGCACATCTATAACTACAACTAACACAACTTGGT
GAATTCCCTCAGATGATGGCACAACTACTCAAACTACTAAATGAGCACTAATCATGAATC
ATGTCAGCAACTTTAATGAACATTTTTTGTTTTTTCCCCCCACACAAACGGGTGTTGCAT
TGTTTATTTAAAACAAAAATAAAAGAACACGCACACATTCTGTTTTTGATGGAAAAAGCT
CGAGGTTCAAATCTCAGATTAAGAAATTATATGTAGAAAAGAAATCAGAGGGGTCATATA
AAAAATAGAAACCTTGATAGAAGAACAACAGCAGCGCTTCTACGGCTTTCTGTGTCTACA
CCACAGTTGAAAGTAGCATCTAGGGTTCTTTCCTTCAAAATAAAAGCAGAAGAGTACTCT
GTGTGTCATTTACTGTACATATTTACACAAACACACACACACCAAGTAACAGGAGTAAAA
GGGTCAGGTTGTTGCCACCTCCTTTGTTGTGGTTTATAGTTGGTGATACAGGGGTTTTTA
TTGTCTAGAAAACTCACTGCACCTTTGCATGCTTTCCTTTTCGTATCAGATGTCTGCTGT
TGTTCTAATTAACAGAAGATTGCTGATTACTCGGTTGTCTCGTGCATATAGTGTTGGACT
TCATACAGTGCTTTGCGTGCGTAAAAACAGCAGTTAAAAAAATGTCCAGTGGTGATGCAG
TGGCCTGCTCCTGGCTCTGCTGCTCCCTTTA
>BJ727101 ID   BJ727101   standard; mRNA; EST; 414 BP.
GATTTCTATATACCTTGGATGAAAGATGGGGTTCAAGGTTACTGACCGTACATTGTTATG
GATGAAGAGAGGGGATTGTGTACTTTCACCACTGCAAACCACTATTTTTTTACTCAAGAT
GAAATTGTTTGCTTTGCTTTTCTACTTAAATCACTGTAGCAACACCTGTTTTTTTTTTTA
CATTTTGCNGCTNGAACCACANACGGGGATTCCAGNCCATTCCAACACTTTCATTTCAAT
CAANGCACTGACCACNGANGGCGCTNAACNGCCTTTCCTTCCGTTNCTTTANAGTTNAGG
AAAGGCCNACTTCCNGGGCTTTAANGCNCAGCGTTCTGNAAANGCNCAACCNGGGACNGT
TATGCATCAAACNGCTGAGNGAATAAAANCCTAAAAAAACAAACAAAAAAAAAA
>BJ727114 ID   BJ727114   standard; mRNA; EST; 724 BP.
GGGCTTTTTCATTCTTACGTGTTTTGTACACTGGTGGTCTCTGTCCCTCTCAAAGCCGTC
TGAGTGTTGTGTTGGTGTTGTTGTGTGAGCTGTCCCTTCTGTGTTTATTCACGTTTCTTT
CCGACTCCACTAACCTGCACCTTACTGAACCAAAGCACGAACTGCAACTAAGAAATTAAC
CTCAAATAGCAAAAATTATTATTATTACTTTTTTTTTAGGGCGAGGGAAATCTCGATATA
TTTGCACAAATACGATGCAGTTCAGTGCTGTTCATGAGTCTCTTAAGGCCTAAGGTTACT
GGGGTCAGTGGAGTCATCTGTGTCAAGGGATGGTAGGTCTTGAAACATGCATGCTGCGAA
GATGCAATGTGTTTTATTGCAGAATATATTTCAAAATCCTTTACAATGCTGCGAAACCGA
TTAAGAACATGTTGTGGTACATGCGTGTAATGGGTCTGACCTACTATTTCCTGAATCTTG
AACTTGTGCTTTCAGTGCCTCGTGTAGTCCAAAGTTCTGGACCTTTTATATTCATTTCTG
TAGCTAAAAATCAAACTAAATTGAAACTGCACTTGGCAACTGAGGCGCTCACACACTTAC
TGATCGGACAAACAAATGCAATAACAGATTTGATTCTGAAGTGGCTTCATGCTTTGTAAG
GTAAGCAAGCTATGTGCTGTCCTTTAGCATTGATATTGCTGCAATTTATAATGCTTTTTT
TTGT
>BJ727126 ID   BJ727126   standard; mRNA; EST; 713 BP.
ATCAATTTGTGTAATTAGTGACAAAAAATACAAGAGTTTCGATGTATTTTGTTGTTTTTT
GTATAACTGGATCCGTGCAGTTAGTTTTTAGTGTGTGTGGGGATGCATTTATGCTAAATG
GGATATACTTGTTTAGCACTTTTCTACCTTCCTTGAAGGCCCAAAGTGCTTCACATTCCC
ATTCACACACAGATGGCGGCTCCGCTGCCGAACCAACCTTCCACCAGAGGCAAGGTGGGG
GTTGAGTGTCTTGCCCAAGGATACTTCCACTTATGGCAAAGCGGTAACTGAACCTGCAAT
ATTCCAATAAGAGGTCGACCGCCCTGCTGCTGCGCTCCAAATGCGCAAGAAGAATTGTGA



AAACAGTCTGGTTCTTCAGTCCAGGACGACTGCGGACCAGAATAACGGCAACAAGATGAC
TGGAAGGGGTTTAAAAAAACCTGGTTTTGTTGTACTATTTTGTAAAGAAAAAAAACTGTA
ATTCAGATTTTATGACACAATATTCAGGGCTGCAGTATTCTTGATTTTTATCACGGCTGC
TTCTGAAAAATGTCAAGAAAATACAAATAAAGTGACACAGGGTTGAGGTTTACTGTGACT
GGAGTCTACAGGCTAAAATGTGATGAAGCTCGATGGAAGTTTTATGTCATGTTGTCACAT
TAGGAGGGAAACCTGCAGAAATCACATGAAAGCGCACAGCAACAGCTGGAAGA
>BJ727180 ID   BJ727180   standard; mRNA; EST; 701 BP.
TAATTCTCATAAACATGACATATTCTGGAAAAGTTTCTCCTGAATGACATTTCTGAACGC
TCATGTGCTTACAGTCCACTGTTCCAGGTGACGTCACGCTGTTTGACAGCGCTGCACAGC
CTGAAGGTCACGCACTCCTTTGGCTGCCTTCATCCCCTGAACGTCATCCTCCCTCTGCTG
AATGTGACGCCCGCTCCCCAACATCCAAGCTGTCGCTTCTCATCCCAGATAAGCATAAAG
TCATAAAGAGGGGAGGGAGATCACATCAGCAGCTCTTCCTCAAACACATCACTTTCTATC
TGTTCTACTCCTCTGTGTTATCTCCTTCTTGTTCTCATCTATCTTCCCAGATGTCTGCAC
TTTCATGCTCATTTTCCCTCCTTCCTGTTTCTTTTTTTTTCTTTTCTATAATTCGTTTAC
TCTTTTGGCCTTTCTCCCTCCGGTGAAGGTGTTTTACTTTAATATCTATCTGTGAACCTT
TCTGTGTCTTTTCTCCTTGACCCATCTNGGTTTTTCACTAATTTCTTCGATCAGCATTTT
ATCCCCCTGTGTTTTCTTTGCCAGGGTTAAAATGACACTCCCACAATCCCTCACTGGAGG
TGTTGAGGGGGTGAAAAGGAAAGTCCATCATCAGAGAACTGTCCTTCAGGATCACTTCCT
TCTTCGGGAACCTGAGTCAGCATCAGATCACCTCTGCAGAG
>BJ727192 ID   BJ727192   standard; mRNA; EST; 726 BP.
ACGCACATGGACACTCTGTTGCCCGGCCCGTAATGTTTGAGTTCCCAAAAGATGTCAAAA
CATATGGGATCGATAAACAGTTCCTGTGGGGAAGGAGTCTGTTAGTGACACCAGTTCTGG
ATCCTGGAGTCGACTATGTGGTTGGTTACTTTCCAGCAGGTCTGTGGTACGACTTCTACA
CGGGGGACTCCCTGCACAGCAAAGGAGAAGAAGTACGTCTCCAAGCCCCACTGGATAAAA
TCAACCTCCATTTGCGTGAAGGCTCTGTGATCCCAACACAGACCCCAAACCTTACCTTGT
GGATCAGCACCGGCCAGCCTCTCCATCTAATCTCTGCTCTGTCTGACGAGGGTTCAGCCC
ACGGGGATCTGTTCTGGGATGACGGGGAAAGCATTGATACCTTTGAGACCAATCAATACT
CCTACATTGTCTTCAGCGTTGCTCAGAACACGATGACGTCCCAAGTTCTCAAGAGCCACC
AAGAAGCCTCATTTATAACTGTGGGATCCGCCTCCTTCTATGGTGTCAGTGCAAAGCCCA
GCAAAGTTCTGGTGAACTCCAAAGATCATCCGTTCACCTACAGAGACAGACAGGTGTTGA
CGGTCTCTGATCTGAATCTCAACCTTGTTCAGAACTTCACCATCAGCTGGACCTAAAAAC
GGATCATTTACATCGATTACATCTTACAACAGCTGTCTTTGGATTTACCTCTGTTCAAGT
GCACTA
>BJ727193 ID   BJ727193   standard; mRNA; EST; 715 BP.
TTCAGCAAGTGATGGCGGGTCGCCACAGCTGCAGAGCACAGCCATCATCAGATTAAAAAT
AGTTGATCAGAATGACAACCAGCCTGCTATCATAGAGCCCCCTCTCTTCAAGGGTTCTGC
TGAGGTTTTCCTGCCCAAAGACGCTCCCGCGGGTTACGTCGTAACCCAAATAAAAGCCAC
AGATGCTGACGAAGGCACAAACGCACAGCTGTCCTATAAAATCGCAGAGGGGGGGCACCT
GGGTTTCTCCATCCACAAAGACACAGGGAAGGTGCATGTCAGTCGACAACTGGCGTATGA
TCCTACAGACATGGTCAAAATAATCATTTCCGTCAGTGATCATGGATCCCCCTCACTGAC
CTCCACAGCTGCACTTATTTTGAGTTTTATTGAAGGTACCATACCAAGTTTGCCTTCATT
GGCTGAGGAAGGCAACGAGGAGGGGTTTGAATGGGACACATCCGTGGCCATAATTATAGT
CCTGGCAGGGAGCTGCTCCCTGCTCCTGCTGGCCATCATTCTCATCACAACCATTTGCAG
CCGCCGCAAGAAAGAGGCCAAGGAGGGGAGGTTTGATGAAAAAGAAAATGCAGCCAATGT
GGAAAAAGTGGAAAGCGGACATATTGATTCACTGATTGCCAACCACAACGGCAAGGCATT
TGATAGCCATCAATTTTCAGAGGACCCTTCGCTAGCCAACAGCAACACAGCAGGG
>BJ727200 ID   BJ727200   standard; mRNA; EST; 755 BP.
CCCCCTTCACTTTGCCAACACCGATCTAACAGTTTTCTTCAATATGTTTTTTTATGTTTA
TTGAATTATCATTCAATAAACATAAAAAAGGCTTATAAGTACAGCCTTCGTTTTGAATGG
TACCTGATGCTTTTGACCACTAGGGATGCAACAATTCATTTTCCCCACGATTCGATTCAA
AGCAAAACTTAATTTTGAGTCACAGTTTTGTTCCGGTTTGTGTTTATGATTTGTGTATTA
CTGGACAACAACAAAAAACTAAACATTTGGAGAAAATCCTTTTTTATACTTGCTAATGAG
CAGTAACAAGGAAGAAACACCTTTTAGTTGGCTCATAGTATACCTGGTTTAAGGTAATAA
AACAATAGCTAATAAATCCTTTCGTTTAATAAAACCCTTAAATTAAGCGAAATACGTGTT
TGACACTTGCAACGTAAACATAATAGCATGCAGTAGAGATGCAATAATTCCCTTTTCCCA
CAATTCGGTTTAACCTTAGAAGATCCAACCTAATATTTGAGCTCACTCTCTACACTCAGT
CACAGGGCCCCAGTTAAGCAGAATGAACTACTGTGGTAATGTAACCCAAAATGTGATGAC
TATGCCAGAGGTTAAAGGTGCAACATACAGTTTGGTTTTCAGTCAAGAATTGTGGCATCC
CTAATAGACACTGAAAGTGCACTTCTCTTGTTAAATACTTTCTAAACTAGAANGAATTTT
TGGGTAAATGTTGCCAGACCTTGTTACCTGACATG
>BJ727241 ID   BJ727241   standard; mRNA; EST; 722 BP.
TCGTTTGTGTACCTTCGGGAAAGACTAGGAAACAATTACTACGTTTAAAGTTTTCGTTAT
GGATCCATTATCAGTGCTGGTTAATATTTGCTTTTCTTAGGATGCTTTTTAAACCACACG
TCCAGATAAAAAAGGGGCTTAATTGCTATTTTCGTCGAACTAAAAAGACTGATTTGTTCT



GATCCGACATCGGTGATCGTTTACGAATCCCCACCAAGGCAACACAACGACTGTCTGGGC
CCTTTTGGATTATTTTCTTTGAAGAAGATTCTGCTTAGTCTTCCGCGCGTTGGGCAGTCT
GTTGCTGAAGTTACCCGGCAATACGGTGCAGCCACGCTGGGAAGCATTCCCAGCGACGGC
CGCTCTCTCTGGCTAGCTTACAGGCTGCTTCTGTTTCTTCGACCGAGGCCTTGGCGGTGA
GGCGACAATGCTCGACATAATGTCTGATCACCAAGATTCTCTTTTGACATGCAAAACAGA
ACCTCTGCCCCCGGAGAAGAAAAAGAGAACCGTGGAGGACTTTAATAAGTTCTGCAGCTT
TGTCCTGGCTTATGCTGGGTACATCCCAAGCCCCAAAGAGGAAAGTTCCTGGTCCCCAAC
TTCATCCAGCTCCGCCCACAGTTCCGGACTGTCAGCAGATGGAGGCGTTGGAGGCAGCAG
TTCGATGAGCAACACATGGGGCGACGGCACCTCTGACATTCACACCATCCACACGTTTGT
GC
>BJ727247 ID   BJ727247   standard; mRNA; EST; 737 BP.
CTTCCTTTAACTTGGCTAAGCATCACCTGCCTTCTCACATCAACCTTTTCTAAAATAAAC
CTGCATTCAAGTTATTTTTTTACAAAAAATTTCCAAGTGTCTAAGCGTCTGCTGACAGGC
ATGGGAGAAGGAAGTATCAAGAAGAGGCAGCCGCACAACGGCACCACTGGTCCCACCGAA
AAGGAAAAGACTGAGAAGGCCACAGCGCTTCAAAAAGATGTTGGCCTGCTGAGTGGGATT
TGTCTAATTGTTGGAACCATGATTGGCTCAGGGATTTTCATTTCTCCCAAGTCTGTTTTG
CTCTATTCTGGATCTGTGGGACCTTGCCTCCTCATCTGGACAGCCTGTGGAGTGTTATCC
ACTTTAGGAGCTCTGTGTTATGCTGAACTTGGTACCATGATCACCAAGTCTGGGGGAGAG
TATCCCTATCTGATGGAGGCTTTTGGCTCCATAGTGGCTTACCTCTACTCCTGGACCACA
GTCATTGTTCTAAAGCCATCCTCCTTTGCTATCATCGCTTTGAGCTTCGCAGAATACACA
GCTACTCCTTTTTACCCTGGCTGTACTCCTCCTACTGTGATCATCAAGTGTCTGGCTATA
GCGTCTCTTTTGATAATTGTCGCTATCAACTGTATAAGCGTCAAACTGGCAAGCTACGTG
CAGAACTTCTTCACAGCAGCCAAGCTTGTCATCATTCTCGTCATTGTAGTGGCTGGTATT
GTTTTATTAGCTCAAGG
>BJ727249 ID   BJ727249   standard; mRNA; EST; 750 BP.
CGCTCAGACAGGATTTGTTATGACAATGCGTTGAGCAGTTTTTGATTCATTCACCATCTA
TTGGCTTTCTGTTTTTATGATTAAGGACACACACAAAAATCTCTCCACAGTAAACTATGT
TGCCTCTTCTGGCAATGCCCCCCAACTGTCTTGTTTATCCTTCCAAGCTCATGGCTGCAG
AGTGTGTGCTAGTCTGGTGCTGCAGATTATCTGCCAGGGGTTGTTGGTCTGCTGCCGTTG
TCATCCGGCCATTCAGCGAGCGCACAAGCGAAGTAAGAACTTTGCCAGGAGCAAGGTCAT
GCGAACAGCGATACATGGTGCATTGTGGTGTTGGCGGCAAACCCACCCAGCGCGCCTGCG
TTGACTGCGCCCGCATTACAGGGACTATCACCTGCACTCACTGTTCCACATCCAAGGTTG
TGAATGTCAGCACTGATCTACCAGCCTCTGCTTATTTTCAGTGTTTTCAGTGTTTTAATG
GAAGGACAATAGATGGAATTTGAGGAAATAAGAGCCACTGTGTTTGATAAAAGGTGGTCA
TAACTTCAGGATGAGAACGTGAGTGTGGGTGCTGGTTGGATCCGCGCAGCGTAGGAAAAA
GCTATGCAGCTTTGCGCGGCAGACTTCTGCGCCAGCGAGCCCATGCTGTAGACTCACTTT
TTGCTATCATGGAGAGTAGTTACTAATTTTGCTATTTCTGCCCTTTTTTGTTTTTGTTTT
TCTTTTCATTCAACCCCTCCCCTGTCTACT
>BJ727255 ID   BJ727255   standard; mRNA; EST; 701 BP.
AGGGGCGCTTTACGCCTGGGGGGCAAACACCTTCGGTCAACTGGGAACGGGCAACAAGAG
CAACCATCTGAGTCCTGTGCGGATCATGGCTGACAAAGAGAGGGTTGTGGAGGTCGCAGC
GTGCCACTCCACGCACATTTCAGCGGCGAAGACCCGAACCGGCGAGGTCTACATGTGGGG
TCAGTGTCGCGGCCAGTGCATAGCCTTACCCCACCGCACCCACTTCAGCAGCACCGACGA
CGTCTTCGCCTGCTTCGCCACGCCCGCCGTCACGTGGCGCCTGCTGTCCACGGAAAACGA
CGACTTCGTGTCGGTCACAGAGGCGCTGAGGAAGGAGTTCGACAGTCCGGAAACGGCCGA
CTTGAAGTTCATGGTTGGAGGGAAATTCATCCACGTTCACAAGGCGCTGCTGAAGATCAG
GTGCGAGCATTTCCGCTCCATGTTTCGCTCCCACTGGACGGAGGACCAGCAGGACGTGAT
TGAAATCAGCCAGTTCTCCTACCCCGTCTACAAATCCTTCCTGCAGTTCCTGTACACAGA
CGCCGTGGACCTCCCAGCTGAAGACGCCATCGGCTTGTTGGATCTGGCCACCTCGTACTG
TGAGAACCGCCTCAGGCGCCTGTGCCAGCAGATCATCAAGAGGGGAATCACCGTGGAGAA
CGCCTTCACGCTTCTGTCTGCCGCCATTCGATACGACGCAA
>BJ727263 ID   BJ727263   standard; mRNA; EST; 644 BP.
CGGGAACTCTGATGGCTCCGGGGCCCAGCCCGGTGTTCCGCTGCTGGGAGACCCCAGCCA
GTACGCTCAGCCCACTCCTCTCCCAAACCTCCAGAACGGACCCGTGTATGCCAGGGCCAT
ACAGAAGAGGGTTCCTAATGCGTATGACAAAACCGCGCTGGCTTTGGAGGTAGGCGACAT
GGTGAAGGTGACCAAAATCAACGTCAATGGTCAGTGGGAGGGGGAATGCAAAGGAAAGCG
GGGCCACTTCCCTTTCACACACGTCAAACTGCTGGACCACCATAACCCCGAGGACGAGCT
CAGCTGAGAGTGGACCTCCAGACCACCACTTGGACACTAGTATTACTCTCCCCTCCTGTT
CCACAATCCTCTTCCCCGTACCTGCATCTCCCCTGGTGTCTCCTTGAGCTTTCACTTGCA
CCCAGTACAGTTTCAGAGGATCCCTGAGAACAAAGAAGGAACTTGTTGCCACCTTGTGAT
CATTTCTACCTGCCTTCCTGCTAAAACCATTTCAGTCCTTGAATGTGGAAACGCCCCGTG
GACGCACCTTCACCTTCACACCTGATTTCACATGTTTGGCCGCTTCTTCTTGCTGTGTTT
CTGACAATTCATTATTGCTTCACATTGTCTGTTTTTTTTTTTTG
>BJ727267 ID   BJ727267   standard; mRNA; EST; 641 BP.



ACAGGACTTCTTGATTGTCATCAGCAAAGGAACCCAGGAGTGCACCAAAACCAGGGAGTT
TGAAAGGTTTCAGGAAATGTGTTACAAAGCTTACTTGGCCATCCGCCAGCACGCCAACCT
CTTCATCAACCTGTTCTCCATGATGCTGGGCTCCGGCATGCCGGAGCTGCAGTCCTTCGA
CGACATCGCGTACATCAGGAAGACCCTGGCGCTGGACAAGTCCGAGCAGGAGGCGCTGGA
CTACTTCATGAAGCAGATGAACGACGCCCACCATGGCGGCTGGACCACCAAGATGGACTG
GATCTTCCACACAATCCGCCAGCACGCTATGAACTAAAGCAGCGTGGCGACAACTGCACT
CTAGAAAATTTTTTTTTTAAAAAGTAAAAAAAAATTGTCTGCCACCCCAAAAAGCCTCAA
AAGGTCTGGATTCATTTATGACTTTGAGAAAGAAAGATGAAGCTATACCTCATAGGAACC
TAACAAAAAGAAGTGGACCTCTACAGATTATTTTCTACTTTGAAATATTTCTCCAGTCAT
GTTTTAACCTACTACTACAAGCTGTTTTGAAGATGTGCAGACACTAAGCGCGATGAAGGC
ATCACAACACTCTAGTTACACAGCTAACCAATATATTTAAG
>BJ727284 ID   BJ727284   standard; mRNA; EST; 882 BP.
GGGTCAGCTGGCCCAAAGGGACCTCCTGGACAGAAAGGTGACCAGGGAACGACTGAAATC
ATCGACTACAATGGAAACATTCAAGAGGCTTTACAGAAGATTACCACTATTACAGTCACG
GGTCCTCCTGGCCCAGCTGGACCAATTGGACCACCGGGCATGAAGGGGGATCGTGGTATG
CCTGGTCTCCCTGGACTTGATGGAGAAAGAGGCTATAAAGGTTCCAAAGGAGACATGGGA
ATGCCAGGAGCCTCCGGGGAAAAAGGAGCAACTGGTTTGCCAGGCTTACCTGGTGTCAAT
GGGGCAAAAGGAGACAAAGGAGACTCAGGACTTCCTGGTTCTCAGGGTCCATCTATCAGT
GGCCCTCCAGGGCCACCAGGACCCCACGGGCCCCCGGGACCTATGGGACCCCATGGCTTC
CCTGGACCAAAGGGGGATCCTGGTTTGCACGGTTTGAAGGGCATGAGAGGAGAACCGGGA
CACAAAGGGGACCGTGGACCTCTGGGTCTCCCTGGAGCCTCCGGCTTGGACGGCAAGCCT
GGAATTAGGGGCACGGACGGGCCTCCGGGTCCTGCTGGTCCAGCCGGACCAAAGGGGGAC
ATGGGTGAAAAAGGATCTCCAGGTGAGCCAGGACCTCGAGGACCCTACGGTCTACCAGGA
GCTGCTGGAACACCAGGATTGGATGGTTTCCGGGGATTTAAGGGTGAAAAGGGGGAACCA
GGGCAGCCAGGTCTGGATGGGCTGGATGCCCCATGCCAATTGGGTCCGGATGGATTACCG
ATGCCTGGCTGCTGGCAGAAGTGATCTCTCTAACCCCAAACGCATGGAGTTTGTAAATAA
TGCTTCTTTTACGGTATTTATAGTTTTTTAATGCAACAAAGC
>BJ727285 ID   BJ727285   standard; mRNA; EST; 842 BP.
CACAGNTTCTTCCTGGTTAGCAGAAAGGAGCTTCCTGGAAGGAAACAGCTGAGCCTTCTT
CTGTTTTTCATTCGACAGAAGTTAAGCTATGCATTCAGAGGAGCAGCGCAGTAAATGCTG
GGCTCTGCTAATCACCGTGTCCATCCAGTTTTTCCACTTCTATGCTGAAACCAAAAGTCC
TCCAAAGAGGAGTCGCTGCAGCCGCACAACATTTAACTCTGGGACATACGACTGATCCAA
CCCAACTTTTGTTGTTTACTCTGGTTGAACGTGGGAGTTCTACTGAACATCAGGGAGCTG
AGAGGTTTTTACATTTCTTTTGTTTGGATCCATCACCTCTCTTGTGTCTGTTCACTCGTT
AAGAAAGCTGTGGAATCAAGGGGTGAGACGGGGATAGAGGGCCTCCGTCCTGGTTAAATG
TGGCGTTTTTGGTTTTTAGAATCAGACAGTTCACACAAAATAACCAACAATCCTTCATGT
GTTATTATGGGATTTATGGGCATTGGTCTCCAACCATGTTCTTCTGTTGTCCTGTTTGAT
TTCAACACATTCACGTCTGTTAATGTCCTGGATCAGGTGTAATCTGTTAATCAAAACCAT
GAGTCACATGATGCAGCCAATCAGCAGTGAGTGGGCGGGTTTAGTAGGTGGGGGAACTGT
GGCTCACATCGGCAAAGCTGACCTTGGTTGGTCAAATATGGTTTTGAAGACCGATTCCTT
TGCTAATGGTTAACAGCCGAGAGCAGGGGTCACCAAACCTGTTCCCCGTGGGCTACAGCC
CTGCTTGTTTGGCAGCTAAGCCTGCTTCAGGAGATGCTGATAAGCTGGGATCCACCTGAT
CC
>BJ727297 ID   BJ727297   standard; mRNA; EST; 888 BP.
CGGCACACAGCCTCCACGGGCAACAGCGTGCCGTGTCTCCCCAATGGAGCTGCCATTGGG
CGGACCAGCTCTCAGGCACTACACCCAGAGCAGACCGAGACCTCACCGACAAAAACTGAA
CTATCGCCCAAGCAGACCACAGGAAACGATAATTGAGAGTGAAAATGAAGTCCTGGAGCA
CATGGGGCGAGTGGATGAAGGAGTTGAGGAGTTTTTTACAAAGCGAGTCCTCCCCACTGA
TATTCTGGACAAACCAGATGAAGACCTGACTGTAGTACAAGAAGAAGTGGCTCCTGACAG
CTCCATCCCTTGTCCAGCACCAACGAAAACACTCAAGAGGAAGCTTGGTGATTTTTTTAC
CCTCAAGAAGAGGCGAGGTTTGAAATCAGAGCCGAGCCAGGAGGGACGTGCTAAAAAGAC
CTCCATCGCTGATCTAATTCGTCCACTCAGGGAGGCTACCAGGTCCGATAAAGACAAAGA
TAAGGATCGCGTGAAAGAGCAAGCAAAAGAAAATGAAAAGGATAAAGGAAAGGAACATCC
CAGTGTTATTACTGGAGAGTCAGTTGTTCAGGAGACACCTGTTACTGATGACGCATCTCT
GAGGAGCGAGGTGGTGCCTCCTCGCCGAGCTCTCAGAGAGGGGAAATCCCAGTCTCTTAT
TTTACTCTCTGGATCAGCAGCGACAGGGACTGCCAATGCCAAAAACACAGCAAAGAAACA
GTTTGAAGGCCAACATAGTTTTGAGCAGAAACTGCATCTCATGCTTCAGCGTATTGGGGT
TTCCAAACCTCAGCCAGCAGAGACACAGAATCAAGACGGAGAAATGAAAAAGGCAGAGTC
TGAAGGTACCATCATTGATAGTAAATCTGAGCCGCCTCCCACTTTGTC
>BJ727305 ID   BJ727305   standard; mRNA; EST; 538 BP.
TTCGGCACGAGGCGCCCCTATATGAGAGCCAGAAACAGGCAGCTTTTATAGAATATACTC
CCGTTGCCATGGTACCAGTCACTGACATTATAACTGATCAAAGTTCATCAATCGATTACC
ATATTACATCATTACAGTATTATTAAGCGACGACTGTGTCACTTGTGAAGGTGTGTAAAG
GGCTATGTTTTATTGGTCAACACAGTAAAATAACAAATCACACCCATACATGAGACAGTC



ACACACAAGTATATGAACAACAAACACACATGCACACACTTACCTACACAACGTCTGCAT
AGCTGCCAAAGCAACAATAAATGTAACTTAAATTTACTGCTCAACTTGACAAGTCAGCAG
TCCCACTTTAATTACTATAAACTATAAACAGCATGTTTTCTTTTGTTTAAGTCCTGAACA
CAGGAGGAGCTTGATCCTATGCTTGTGCCATCATTGTCAGGGCATGTTGGGTTGATTGAT
GTCATTTTCTTCTCTCTTTCTCTTTGCTTCCTGCTTCCTGCCCCCCCCCCCCCCCCNA
>BJ727310 ID   BJ727310   standard; mRNA; EST; 825 BP.
CATCTTATCCCCCTTCAATGGCTCCTCATCAATTTCAGGCTTAACATTTTATGGGATAGG
ATACTGTTTGATGCAGTCTACCAGCGGTCCATAACAGCAGTCATTTATTGTGCACTGAAA
AGAGGGGAAAGACATATTAAGGCATGGCAAAAAGGGGCTAGAAGTGTTACAAGAGGTGAG
GGAGCTGATGGGGTGGGAAACACAAGACGTGCTAGTAGTTTGGTTAGCATTACAAAAACT
GTTATGTGACCTGTATGGTAAACATGGCTGCCAGATGTGGGTGTTAGTTTCTCTAAGAAC
ATCTCATAACTAAGTGGGTAAAATACTCTAATGTGAGAATCTATGTAAAAATATGGATTA
TGAAACAAGTGAATATTTCATTATAACCATGTTATTCTAAATTTATGGAATATATAAAAT
CTTACCTGGTAGATATTTTTGGCCAGAACTTGGTCTGGAATTAGTGATGGGTCTTTCAAC
ATGCTGTTCAGGACAGGTTTGGAAACTGAATAAAAAAAAGAAAAAAAACATCAAAACAAA
AAGTTCATATCTACAAAACATGGCTAGCAACATTATGGCAAAAAATGTTTTATATCTTGC
AAGGAATAGGGAAAAACACACTCAAATTCAGTTAAATGTGGATACTTTTTTTTCTCAACA
CGTCTTCCAAAAAGTCTACATGGCATATCTGTGTTATGAACATTAACCGTTCTGCATCCA
TCATCCCCATTCTTTCTCTGTTAACAGTATAAATCAGAGAGAAGGAAGCCTACCAGGTTG
AGTTGCTGCTACTGTATCAGCAAAAGAAAATCTCTAAATCATTTC
>BJ727318 ID   BJ727318   standard; mRNA; EST; 600 BP.
ATATCTTTAGATGATGGATCACAAAAATGTGGTGGGATGAGGACATAAATCATGTCAAGA
GTCCTTTATCTTGTCAGGCTGCAGAGGCCTGAGCAGAATATGCAAACACATTGTGAGGAC
AAATTTTAATGTTCTTTAAACTCTGAAAGCCTATTTTCATACACTCAAGCATATACTACA
TACTTTGATAATTATTCAAATAAAAGATGAGCACACAATCGAGCTATACACCGAAATGCC
ACTGGGTCATAGAGAGCTTGAGGTTTGATTCAGAGACTACCCTCTGAACACATAGAAGGC
CATGGATCGCTCACTACCATGCACGCCAAAGAACACTTGTCTAATAACTTATGATTACTT
TGTGTGTGTGTTTTTTTTATCATCACTACATAAATACTCTTCCACATTTCACTCTTTTAC
ATCCTTTTGTCACAAACAACACAAAAAACATACCACAACAGACAGTGACCTGAATGATTT
TTGGCACACCAGATATCCCCAAAACTAACATCTACTTTTGTAGAGCTCAACACAACAAAC
TGCTTCACTATATTTGTATTTTAGCTATGATACGCTATAGTCTAAATAGTAAAAAAAAAA
>BJ727361 ID   BJ727361   standard; mRNA; EST; 847 BP.
ACATTCCTGGCATACGTATGTTACGTTCACTGCTCGCTGTACGAAACGCTTTCCTCCCCA
ATGGGATCTCATTTTAGACGGTCTTTTCCACAGGCGAAACTGGATGGAAGCCTGCAGGTA
AAGGGTAAGGTCATAAGCATCTGCCTCGAAGGACGCCTCATTTTTACAAAAAAAAATAAA
ACATTATTGTTACAATTTCTGCTTTTCTATTTCTATTTCAGGAAGGAACTGAAGGATCCA
GAGCAACTGTACACCACTCTGAAGTCCATCCTCCAGCATGTGAAGAGCCACCAAAACGCC
TGGCCCTTCATGGAACCCGTGAAGAAAACAGAGGCACCGGGTTACTACCAAGTCATTCGC
TTTCCCATGGACCTGAAAACCATGAGCGAGCGCCTGAAGAGCAGGTACTACACCACGCGC
AAGCTGTTCATGGCCGACATGCAGCGCATCTTCACCAACTGCCGGGAATACAACCCACCG
GAAAGCGAGTACTACAAGTGCGCTAACCTACTGGAGAAATTCTTCTACGGCAAGATCAAG
GAAGCAGGTCTCATTGAGAAGTAGATGACGGGGAAGCTGCTTCCCCTTTGAGAAGGGTGG
GGGACGTCCCAAAAAGGTAGAACTACTGAGGAACATCTCGTGATCTCCAATCAGCAAATC
CTTGATAAGTACCTTTATTTTGAAAGGCAAAGAAATACTCTTAAAGGTATTAAGTCTTTT
TTGTGTTTGGATGAACAAATAGGACTTATTTAAAGGTCTTGTGACACAGCCTCTACGTAC
ATTTTGCGAATTTTCCCTGTATGAAATTTTGGTCTTTCGTGATACATGCGTGATATAGTC
ATTCACA
>BJ727376 ID   BJ727376   standard; mRNA; EST; 588 BP.
AGGCAGATCCATTTGTTTGATTAGAAAATAAAATCTACATTGATAGAATGTTGCTTGTAC
TACTGAGCACTGGAAATGAGATATTTACAGACAAGTTGCATATATGTGAAGTTTAAAAAG
TGCTTTTATGTTTTTACATCTTGTAGGAAGTGCCATACAGGGGTTGGCAAAACGATGTAT
TAATTACTCCTGCCTTTTGTTAAGAGTGGGTGCTGATGGGAGGTTAGTGTGAGGTGGCAC
TGCAAAGTTCTCAAAAGTTTACTGTTTTTTTTTNCCAGCAATTTANCCCTTTTTTNCTGA
CNGATTTGATGAATTATTAAACANAGATTTGTTNGNGNGTTGCTTNCTTACNCTGAAATT
GCAAAATTTANCTTTANAAAAANGGTTTTTTNCTTATAACANCTGTAANCNCGAANGGNG
ATGNGCATTTGTTGCAAAANCAAAAAANCCNCNCAAAAAAANCGTTNGGAANCTGTATNG
ACTTANCNCCATAAAACAAAANACAGTTGAAAGGTNCACCGCCAGNATATTTAAGGTTTT
TGTNGCTTACATNCNATTTNGGCNGCANANATTTTAAGTTTTTTAANA
>BJ727387 ID   BJ727387   standard; mRNA; EST; 813 BP.
CACATTGACTGAGTATGGCCTTGGGTCGGGACACGCTTTTACGCATCGATTTGAATGCAA
TGGAAGGGAGCAGACTCTCAGCCAGTGCTCTCAGAGATCCATCCAAGGTCTAACGTGCAA
CACCACCTCAGTTGCTGGTGTCGCCTGCACAGCAAGTCTGGAGGCCCGACTGGTGAATGG
TAAGGATGAGTGCTCTGGAAGAGTGGAAGTTCGGAGCGGTCAGACTTGGCATACACTGTG
TGACACAGACTGGACCCAAAGTAAAGCCAATGTGGTGTGCGAGTTGCTGGAATGTGGGAA



TGCTTTAAGTGCCCCTGGTGGTGCCAGTTTTGGCCAAGGAAATGGGACAGTGATGGAGGC
GAGTGGTTCATGTTTTGACAATGTGACGTCACTCAAGCAATGCTCACTTCAAGGATTGAG
AGCAGCAGCAACCTGTGGGCACGAACGTGATGCTGGTGTTTCCTGTGCAGCCAGCCTGCG
GCTGGTTGGTGGATCCAGCCAATGCTCCGGCAGACTGGAAGTCTTCTATAAAGGGCAGTG
GGGCACTGTGTGTGATGACGACTGGGACATGAGCTCTGCTGATGTGGCGTGCAAGCAGAT
TGGTTGTGGTCATGCAGTTTCTGCCCCTACTGGCGCTCACTTTGGAAGAGGATCTGGTCC
AATATGGCTGGATAATGTGGCCTGCACAGGAGAAGAGTCTGCGATCACTCACTGTACTCA
TAATGGCTTTGGAATAAACAACTGTGGCCATGGGGAAGACGCTAGTGTCATCTGTTTAGG
TTCTTTACAGAAAACCCCAAATCACTGTACACC
>BJ727397 ID   BJ727397   standard; mRNA; EST; 880 BP.
CTTTGCTGACCCTTCTGCTTTGCTCAGGTTGTCCTCCAGTGGTTGCTACTGATAATTCGA
CACTTGCTGACAATGGATCACCAGGAACTTCCCCTTGGATGGTTTATGTGTACTTAAATT
CTACAGTAGATTCTCAACTTCAATGTGTAGGGTCACTGATCACAGATCAGTGGGTGCTTG
TTGAGGGCATTTGTGTATCAAGTTTCTCCATCAACGATACAGAAGTTGTTCTGGGTATAC
AAAATCGTTTGGGTGGTAACCCCAATGCAGTGAACAGGACACTGGTTGACATCGTTTGTA
ACCTTGAATCCACACCATGGGAGTTCTTTGGAGTTTGTCTCATCAAGCTATCAAGTCCAG
TTAATTTTACAAACAACGTCCAGGCAATTCCCTTGGCCTCAGACATGAGCATCTTCGACA
ATGGCACTTCTATCTGGGGGACTGTACTTGACACAGGTTTTCGGGATGGAATTTTAAAAC
AAATGAAGGAGGTTGAAGCATCAATCGTGAGCAACGATCAGTGCGAACTTCTATTTGAAT
CAAATGTTACGGCAGACAGAGCTGTGTGTGTGCGACTGGGTGGACCCAGTCCATGTCAGA
ACGTCATTGGATCACCACTTGTTGCTAAACAGCGTTGTCAATGGGTTCTACTTGGAGTTT
CTTATCACAACTCAGCTTCTTGTGATGGCACAGGAGTCTTCATCCTTGTGTCCTCGTATC
AGGACTGGATCCGTGAAATTATCCCTGGCATGCAACCGACCTTTGTTACTATCAATTCCA
CAGGCAGTGACGCTGACGTGAACTTCCCATGTTCAACAGAAATATTTACAAACTCTACTT
CCATTGGCAAAAATACTACTCCCACAGCTGCACCTACTAC
>BJ727418 ID   BJ727418   standard; mRNA; EST; 772 BP.
TCGTCGGTCTCACCTTCATCATCAATAAATTCCGTATCATCAAACTAACCAAAAAAGACC
AGTTCATTGTGGCCTACGGTGGCCTGCGAGGCGCTATAGCCTTCTCACTGGGGTTCCTGC
TCACCGACACAGAGAAGAAGGACATGTTCCTCACTGCCATCATCACTGTCATCTTCTTCA
CCGTCTTTGTGCAGGGGATGACCATCAGGCCTCTGGTGGAGCTCCTGGCTGTGAAGAAGA
AGAAAGAAAGCAAAGCATCAATTAATGAAGAGATTCACACACAGTTCCTGGACCATCTCC
TGACAGGAATTGAAGACATCTGTGGACATTATGGACATCATCACTGGAAAGACAAGTTGA
ATCGCTTCAACAGGACGTATGTGAAGAAGTGGCTGATTGCCGGTGATCGCTCCAGTGAGC
CTCAGCTCATTTCCTTCTACAACAAGATGGAGATGAAAGAAGCCATGATGCTGGTGGAGA
GCGGGAGTGCCGCCAAGCTGCCGTCCTTGGCGTCTGCAGCCTCCCTGCAAAATGCTCAGC
AGAGAGCTCCACCCAAACAAAGAGCCATCCCCAGCATCTCAAAGACACGTGAGCAGGAGA
TCAGGAAGATCCTGCGAGCCAACCTGCAGAAGACCCGGCAGAGGCTTCGCTCATACAGCA
GACATGACCTGTTCAGCGACCCGTTTGAGGACAGCATGAGTGAGATCCGCTTCAGGAAGC
AGAGGGTGCAGATGGAGAGGAGGATGAGTCACTACCTCACTGTCCCTGCAAA
>BJ727425 ID   BJ727425   standard; mRNA; EST; 360 BP.
GCCACCTTCGATCTGACCAAGGGAGCCAAAAACGACAAGGGCAAACCTAAGGAAGAGGAG
GTGAAGCCGGTGAAGGAGCCCGACCTGAAGCCACAGAAGGACACGGGCTGTGTCCTCTCC
TAAACACTCATCACCGTTTCTAACCTCCACTGCAGTCAGCAATCCTCCCCCCATGTGCTC
CCCCAGAATTCCCTTCACTCATGCTGTCTTATTATTTTTGGTATTATCAATCGATGATGT
AATGCATTCCTGCTAAGACAAGTACACCTATTCTACAAATGAGCAGTTATCGTTTGGTAT
TTGATCCGTCTCTTCCAAGTACGGTAAAGTGTTTGAGCCTATGGGGGGGGGGGGGGGGGG
>BJ727429 ID   BJ727429   standard; mRNA; EST; 492 BP.
ANCCTCCGANAANGACTCCGGTTGTGGACAAACAGACGGCTTTGCCAAACCCNGCTCTGA
TTCTGACTAANGTCTTCTATTACNCATTTGACTTGCCTGTCACCACATTTAGAGGTTCCG
CCGTGTTCCTGACCTGACTGAGTGCCAGGAGGGAGACTACGTCTGCTGCTACGAGGCAGA
GATGCAGTGGCGGAGAGACTATAAGGTGGATCAGGAGATTGTGAAGGTGGTTCAGGAGCG
GATGAAGGCCTGCCAGCAGAGAGAAGGCGACAGCTTCCTGCAGAACTGCGCCAGGGAGAT
CCAGCAGTTCAACGATGTGACCAAGAACTATCAGTCTCGCTATGGAGACCTGGGCGCATA
CGCCAGTGGGAGGAAATGCTTAATGAAGCANAAAGAACGAATGATGGCAGCTCANGCTCA
AAGTGCTTAACAGTTCTGATGTCAAATGTAATAACTGTAAAATAAAGTTTGTGAATAATC
TGAAAAAAAAAA
>BJ727432 ID   BJ727432   standard; mRNA; EST; 582 BP.
GCCGGCTAGCCTCATCTCCCAGCTCTTCTTTATGAGGCTGGTTGGCAAAACCCCAATCGA
GACGCTGATCCGAGACATGCAGTTATCAGGGAGTTCCATCAGCTGGCCCTACGCTCCAGG
ACAGTAAGCCCCGCTGGGCTCCTAAGAGAGACAGACGGAGATCTGATTTGGAGCGATAAG
AGCTCACAAAGATTTCAGTGAAGAACAAAGTGAATGTCATGAGCACAGACTGTGGTTTCA
GCGATTGAAAAGCCTCTTTAGGGTCACCTTTTTTTCCACATTTATCTCTGTAAAGTTTGG
CCGGAAACACACCAAAGACGCTTTCAGGGAAACACAGTGTTTGATTGTTTCCACGCATAT
ATTTATACTGCAGCACTTGTCCATCTTGCTCTTACCTCTGGGGATCTTTGTCTCACTCCA



AATGGGCAGGGCTTTCATGAAAATGCAGACTTTCACATGAGGACATGTGCCTCTTCTACC
TCCTCTCATATGACCCCTAATGTGACTCCGTTTGAACCCAGGCTCTGTCTGTGTGTGTGT
GTGTGTGTGTGTGTGTGGGTGTGTGTGTGTGTGTGTGTGNNA
>BJ727433 ID   BJ727433   standard; mRNA; EST; 605 BP.
ATTCGGCACGAGGCCAGCACTGAGACCTTTATGTTTCCTTCTTTTTTGGTTTGGAGGAGG
GGGGGCATTAATACATGTAGCTCCGTTTGTTGTCTATGTTGATCTTTTTTTATGAAGAAA
AAAATAATTCACAGGGTCAAGTGAATGTACCTGAATGTTTAAAAAACAGCTTTTTAAAGT
ATATATATATATGCCATATAGACTCATTATATAGATAGACTATAGAGATATATTGAGAAT
TTAAAAGAAAAATAAATATATATATATATTTACATAGTCACTTCTGCTGCTTTTTTCAGT
CCCAGTGGATTGCAGTGAGATGCATATAATATTGATTCAGAAGCCATCTAGAGCTGTCCT
TATATGTCTGACACTAAAGATAGGAGTGTGAATGGAGGTCAACCCGCTGAGCTGCACTGC
ATGCTGGTCCGTGTTGTCCTGCACTCTCAAGCTCTGACACAAAGCAGGAAGTGACAGAAT
CCAGGTCAGTCTCCTTTTTTCCTCAGCTACATGGAAACCTGCATAACTGTCTGCACAAGT
TGGGAAGTGACACAATGTGTTTGACTCACTTCATGTGTTGGTTGTGTCCTTGGGGAAAAA
AAAAA
>BJ727442 ID   BJ727442   standard; mRNA; EST; 391 BP.
ACACACACAAAGAAAACCGCTCTATGGCGTTTCATACTTAGTACAAGGTATTCAATGAGT
TTGGGGCACAGGTTAGACAGTGTTTGCATTACAGTGCATATGATTTGTGTTCATGAATGA
AATGTAAATTGTTTGTTTTGTGCATGTTATCCATGTATCGACTATCAACACATAATCGTA
ATCTACACACATTTGCACAAAGCACTCCGTGTTTTTACAGTTATTTTTGTCACAGATGAT
TTTTATACATTGTGCATGTGACAGATTTTATCCAAAAAAAAAAAGAAAAAATACNGATTT
ACNGNGAGNCTGTATGTGTAAGTGTTGAAAAGATTTTCNCCCCTTTTTTTNCCAACATGA
GAGAAATAAATCTTTAAGAAGAAAAAAAAAA
>BJ727443 ID   BJ727443   standard; mRNA; EST; 196 BP.
TACTGCTTCTACTCTAACAGCTGCANGATGTTCATTTCTGCATCTCCAAGGCTCTCACTC
CTTCAGTTCAGCAACCGAACGCCACAAGAAATGTAGGCAAACACTTACGGATTTAAACAA
GCAGCACTGGAAGAGGTCGTTCTGCAAGACTGTGGTGGACGAGCTGCGGGTTTCCCTCAA
GTGCCAACACCGCCTC
>BJ727457 ID   BJ727457   standard; mRNA; EST; 881 BP.
AAGCAGCTGACTGAGTGAAACCTCTTTCAGTCTCAAACCTAGAACCATCGCTCATTAAAC
ACCACAAGCTTCATTTCCACATTGTTGCCAACTCAGGAGTTTGTCTTCGGGACTCTTTAG
ATATTTTGTGGAAATAAATAGAAATTAAGGAGGAGAAAGAGGAAAAACAGACTTGTACTA
AGGTAGTTCTATGCCCAAACCCTTCTTTAAAAGACTAAACACTTTTTTGGTTTATTACGT
CTGAAGGATTCAAGAAGTTGTTTTCAAATCAGAAATTTTTTCCTCCTAATGAGTAGTACC
ACCAATGTGCTGATATGTTGATAATGTGCATTACTTTGTTATGTAAGCTAGATTTGATCA
GTAAAACGAAGTGTGTAAAGCTCTGTGTGACCGGGTGCAGCACAGCCGATGTTTTGACAC
TGGTGTAGTCATCAAAGGTGGTGTTTGGAGGTAAATCCCAGCAACCGTGGTTTCAGGGAA
ATGTGTACAGTTGCTGAAAATGCCACTGTTAATGCAACTTGGCCAAATCACACCACTTTC
ATGGTTGCATAATGAAGATTCATGCGACAGCTGGATATGTCAAAGAACAGATGGATATTG
AGAACATTGTTGGATATCTTTATCACAAGGCCTCTTTCTCAAGCCTAAAGGACTTAACAT
CTTAGCAAACCAGACAGGAAACCCTGCCGTTCAGTCCAGCCTCACAACTATGCAAGAGGG
ATGTATATGATCAAAATGTTTCTTTTAATTATTATATTTTTACATTTTCTTTCTGTCACA
TCGTTGAAATGAAGAACTTATGAGAGTACTTGGCCTTATGCCGAGTTGTGAAATTTATTG
ACATTTCCCTGCGNTTTTAGGATCTCTNGAATCTGGACAGC
>BJ727467 ID   BJ727467   standard; mRNA; EST; 272 BP.
CATTTCCTGTTTGGAGTTTATAATAATCTCACACGAAGAGGACTGAGCTGCCTTTTTTGA
CAGATGACCTGAACATTAACAGAGCTACAGTCATGATTACTCTGCGTCTACGGAGAGGTA
AAAACACTAATGCTGTGTAAATGTACCACACACAATTACTGTTTTGTAGCCAAAATGAAC
ATTAAAAGAACCAAATCCACATCCAGTGATATCACTGTAACACTAACTGATGTGCTGTTT
CAACCAGAGGTGGCTGGTTTTTAAAAAAAAAA
>BJ727468 ID   BJ727468   standard; mRNA; EST; 852 BP.
TTAAAAAACACCACAAAAGAAAAGCAAATCAGTGGGAAAGTATGAAGAGCAATAAGTGAA
ATAATAAATGTGGATGAAGGCAATTAAAGTGTGATAATGGGAGATATTTTCGTTGTGATT
TCTTTCTTGTGTTTTTATGTCATCCAGAAACCTTGTCTTAAATCTTTCCGTTTTAATTAT
TACTTTTGTTTGTTTTTGTTGTTTTCCCCCTAACTGCTAGTGCTGTTAAAAACTGCGAGA
TAAGAACTTAAAAAAATAAAAAAGAATGTTTTATAAAGTAAAGCTACTGCAGAAACGAGA
TATTCGTGAAAATAATCCTTTTAACATAAAGTTTTAATTGCCTTTCCTCATTTCATTATT
TAGGAGTAACTCTTCTTTATGTTCTTTGAGCTTCAAAGCGTTCCTTATGTTTCCTGAACT
GAACAAACCGGAACTTCTTGAATGAGTGGTGATGCGTTGATAACATTCCCAGCTTGGAGA
AAAGATGACATCGCTCATGTCGCATTCAGGTGCTCTTAAACTACACTGTGTGTATGCAGC
GGCGGTCGTGTCCAGGTGCTTCTCCAGGTCAAAAGCATCAACGCACTTCAAGGCTGTGAA
GGAGAACTTGTTGCAGAAAGTCCCACAAAAAATCTTCATGCATTCAGAAAAAGAAAAACT
GAATTTTTCATGGCAAATGTCTGTCCTGACCCAGAAAATCTGTGAAAAAAAAAGAAAATC
GTCTGTTTTTTTTGGTGAAGACAGACAGAAATGTCTTCTCGTATCCCTACTCATGGTTCC



GTTTGAACTTTGTGTGGCACTTCTGGGATTCTGACAAAATGCTGAANGGCTTCATTTGTT
TTTTAAACTGTG
>BJ727475 ID   BJ727475   standard; mRNA; EST; 830 BP.
CTCAGCACCACACAAGCCCTGTGGCAGGAGCAGATGGACACCCCCACTCTGAAGCAGTGT
AAGGTGGAGGAGGACCTGAGACCATGGACAGCAACAACAGATTTCTTCCCGCAGAGGACC
ACCTTCCCGTCTCTGTCCCCGCTCACCGACCCTCGCTTCTCAGACCCCCGCATGCACTAC
CCGGGGGCTTTCTCTTACTCTGCCAACACCCCGAGCACTGGCATCAGCAGCCTCAGCATG
TCAGCCTCCTCCAGATACCACACCTACTTGCCACCACCTTACTCAAACAATCAGTCCCAA
AATCTCCAGTCCAACTCGTACCTGTATTACGGCACGGGCTCCGGATCTTATCCATTCTCC
ATGGTGGCACCAGGGAACACCGGAGGGGAACGCTCCCCAACCCGTCTGCTGTCTTGCTCA
GGGGCCACGGGCACCGGGGGGACCAACAGCCTGATGAACCCCGGCCTGAACACCCAAAGC
GAGGGAGTGGAGGCCGACGGCAGTCACAGCAACTCCCCGACTTCCGGTCGGTTGGATGAG
TCCGTCTGGAGGCCATATTGACTGACAGATAGCTCAATAGGGAGGGGTGGGGCAAATGAC
AAGTAAATATCATGGTCACCAAAACAGCTGAACACCCAAAGAAAAACCAAAATAGAGAAA
CATTGCATGTTTGCCTTTTATTTCCCTGGCACCCGCTTTACAGACTTTCTGCTTTCACCC
AAGAAAACAAGACTTTTCTCGTTTGTAACTTTTGAGTGAACATCTGCACTGCGCTGAAAT
CCCTTCAGAGACAATTGGAAGCTCAGAGAGCTGAAGGCAGACTCAGCCGA
>BJ727480 ID   BJ727480   standard; mRNA; EST; 825 BP.
GCAAGTTTCTGAACTTGCACTCCCTGATGGTCATCCGTGTCGTGGTGAGCTGAATTTGTT
TGCACAGGGTCTTCCCCGAGGGGCTGTTTGAGCTCCCTGTACACAGTTCCTGTTGAGAAA
CCTCCAGTGGAGGGTTGTGCATTGGATTGTAGCCACTAACAGATATCTGGTGCGCCTTAA
TCCTGGCACGGGGATGGGTTTTGTTTTGATACTGAATAGGCCTGCACAATATACCGCAAA
TTTATCGTTATCGTAATTTCAAGCTGTGCAATATGTATATCGCAAAAGACAGCAAATTTG
CAATAAATTGTTACCTTAGATGTGGCCAAACAATCTTATGGCAGCTTGAAGTGTTTAATA
GATTGAAAGAATCCCTTTCTGCATTTGACCAATCAGATGGACCCCTTCACGTTGTTAGCT
AATCGGATGGCGCCCTATTATGTTGTATGTTCGCCTCCTATGTCAACAAGGATCATTTGT
AGTATAATTTTTAAGCTGTTGTAATGGAATGGGAATGATATTTTTGGTTGTTTTACTAAT
TGTTTATTATAATATATATATTAATTAACGATATAATTTGTTTACCGCAAATTATATCGT
TATCACAATATTAATCACTGATATCGCATATCGCGAGTTTTCTTCATATCGTGCAGCCCT
AATACTGAAACTGTAGAACTTCTTTCTTTGCACTGTTGCCGTCTTTTTCCCCTTCTTCAT
TTCACTGTTTCAGGGGCTGGGGGAACTTTTTTCTTTCATTTGTTTGATTTATGGTCCAAA
ATATTTGGTCAAAAAAAAAGTACACGTTTTACTGAACATTTTTTC
>BJ727492 ID   BJ727492   standard; mRNA; EST; 555 BP.
GCTTTGACTATGGCTACAACATGGCTGCAAATACTGCCATCGGTATGGTGAATCTCCTGT
GGTGGTTGTGTTGGTGCTGGCAGAACCGGCGGACCCTTCCATACTGGTGGAAATGTGGCT
CTGTGGTGTTGCTGCTTCATGGTCTGGCTCTGCTGGAGCTCCTGGACTTCCCTCCGCTGC
TCTGGATCTTAGATGCTCACGCTGTTTGGCACCTCAGCACCATCCCAGTGCACTTTCTTT
TCTACAGTTTCCTGATAGATGACAGCCTGTACTTACTAAACACAGAGAAGATGGGTGTTA
AAGTGGAGTAGCAGGAGTTCATCGCCTCTTCATCATGCTCCTACCTGGACGCCTCTCCAA
ACAGGGCAGCTGAACCCCTGAACACTGAAGTAGCTTAGCATAACAGACGACCTGCATGAC
TCCACTGATTTACATCGGAGCAGATTTTGTTTACATTTTTTCTCTTGTCATTATTTTCTA
GCACTTTTTTTGATTTTCGATTGATGTTTGTTCTGCTTTGCCTTGTGTTGCCGTGGATGC
TTTTTTTTTTTTNNA
>BJ727495 ID   BJ727495   standard; mRNA; EST; 840 BP.
GTGCATGGAAACACACCTCTTCACCTGGCTGTGATGATGGGACATAAAGAGTGTGCTCTC
CTTCTCCTGGCCCATAATGCACCTGTGAAAGTAAAGAACGCACAGGGATGGAGTCCTCTG
GCGGAAGCTATCAGCTATGGTGACAGGCAGATGATTACTGCAGTGCTGAGGAAGTTAAAG
CAGCAGTCCAGGGAGAGTGTGGAAGATAAGCGGCCAAAATTACTGAAAGCTCTCAGAGAG
CTTGGTGACTTTTATCTGGAGCTTCATTGGGACTTTCAGAGTTGGGTCCCTCTGCTGTCC
CGGATGCTGCCATCAGATGCCTGTAAAATCTACAAGCAGGGCATTAATATCAGACTTGAC
ACCACCCTCGTAGATTTTAATGACATGAAGTGCCAGCGTGGAGATCTGAGCTTCATTTTC
AACGGCGATGCTGTACCTTCTCAGTCCTTTGTGGTTTTGGACAACAAAGCAAACGTTTAC
CAAAGAGTACACCATGAGGAGTCGGAGATGGAAACTGAGGAGGAGGTGGACATTTTGATG
AGCAGTGACGTCTACTCTGCAACCCTGTCAACCAAGTCCATCACTTTCTCTCGCAGTCAG
ATTGGCTGGCTGTTCAGAGAGGACAAAACGGAGAGGGTGGGAAACTTCCTGGCTGACTTC
TATTCAGTGAACGGCCTGGTGCTGGAGTCCAGAAAGCGACGAGAACATTTAAGCGAGGAG
GACATATTGAGGAACAAAGCCATCATGGAGAGTTTGAGTAAAGGAGGCGGCATCAGTGAA
CAGAACTTTGAGCCTGTGAGGAGGAAGTCCCTCACAGCTCCAACCCCCAACACCATTTCT
>BJ727496 ID   BJ727496   standard; mRNA; EST; 854 BP.
GGAAAGCAAAGACATTCTCCAATAAATATCGCCAGCTCCACAGATCTGTAAAACCCTTAG
AAATCAGCAATTCAGACACTGGTTATTTCTCATCTACTATCAAACCCCCCGCTGACAGTC
GGCAAGCAGAGCAGAAGCAGCTGCGAATAATCAGTGTGTTCACACCAGACATGTCCTGCC
ATGCTTGTCATTTGCAGAAAAAGAGCCCCCTGGCTCTCTGGAAAACATGCATGACATATT
GCAGACAGACCAAAACTGGTCCCGAATGTTAGGTGCCATGATTGTTCCTTGTGTTTTGGG



TTTTTTTATTTCCAAAAATGGTGTCAATCAGAAGGAAGGGGTCAAATCACAAGGAGCAAG
AGACATCAGGGATGATTGAAAACATCCTATGTTTGCAGTTCTGGCCCAACCAGGAAGTCC
AGCTGGAATGTTAAGTCACAAGTTTAGTTTTCAAAGATGGGGGACTTCCTTCATCTCCTA
TTCTGTCTCTCCCAAAAGCTTCCTGTTTACTCTATCCTATTTATGTCAGCATGCACTGCT
GCTTCTGAACTCTGGAGGAAATGTTTGGGGTTCATGCTATGAAACCTCAATGCAGTTTTC
TGAAGAACCCAGAGGTTCTTCAGCTACAATTTACAGTGACATAGAAAAAGAAATAGAAAA
TAATCCATAAGTAATCTATCACTTTTGGTGAGTTTTTTATTCTTCTGCAATATATTTAAA
CTTCAAAGAGACAGGGATTTTTTTCTTTCAAGATGTGACTTGCGGAGTGCTGTCATGACT
TTTATAAACTTTTTCAGGTGACCAGTGTTCTCCTTTTGACAAGATGCCCCCAACTTCACC
CCCCCCCCCTTTTT
>BJ727533 ID   BJ727533   standard; mRNA; EST; 838 BP.
GTGGGGGTAAAAGTGAAGGCAGCCCGTCGTAGCAGCGAGTTGGTGTCCATCAGGCCGTAT
AACTGGAAGGTTGGGAGTTCAAATCCACAGTTGAGTCACACCCTGCTTGCATTAAGGGGT
TAAACCACCAAATGGTTCCTGAGTGCGGCTGTGTCGGCAGCTCGCCGCTCCCCCATGGGG
TGAACTGCGGAGAACAGATTTCGCACAGCTAGGTGCGTGACAGCTAATGGGGCTTTGACC
TTTAACTTCCTGTGGCGTGGCGTCCTTCTGCTGTGCAGGGAGTGCCAGGCTGTCTCTGCG
GCGTGGAGCTCGGCGGGCGGGGCTGTCTCCGTTTAACGCCTTCACAGATTAGCCATCTGT
TTATGAGCGGCCCACGTGTCCAAACTGAGCTGCTCGCCGTTCACCGCCTGACCCACTCAC
TCCAACAGGATCCCTGAACAATGACCTGTTCCCACTCGGAGTGATCCTCACCCCAAATAG
GAAGTGACCAACCATCTCTGGTGTCCTGGACAGATCCCATGAGTCCAGGGAGAGTCAGTC
CACTTCTAGAGGCGTCTTCAGACCCGGCTAGCAGGAGTCCAATATTCAGACTAAATCTGG
GATGTTTGTTAGCCGTGCTCCACACTTTAGCTCCAGAAAGTCCCAGCATTTCATCCATTC
TGCTGTTGCCGCCCATATTGGATAAAAAGACTCATTCAAACATTTTTGAACCAAATATTT
TATGTCAATATTTTCTGAAATTCTGCTGAGAGCTAAACTCACGAGAAGTTTACAGCAGAA
CTAAACTGCTGCTTCAAGTACAGAAGCTCCTGATTGATGTCTGTGTGAACAGAACCAC
>BJ727556 ID   BJ727556   standard; mRNA; EST; 827 BP.
GTTGTTTTCTAGGGCATAGTTTCTGCAGAGAATCAGGAGTCCATTTAAAATTTGCTCCTA
AATTGTGGGTGGGATTGTTGGCCAGAGTAACTCCGCCCCCTCTTCCCCTCCCCATGGCTG
AGAGCTCGGAGCAGGGAGCTTGTGGCGTACATTACAAATACAATCTTTTTTAGACAGCAT
TTTTCCATTGGCTCCTGATTCACAGCAATTTGAACAAAGAAATACTCAGAAATACAATTT
TGAGCTTAAATGTCTTTACATATGCCCTCCATCATCAGAAAAATTAACAAGTGGGTCTTT
AAATTCAGATCTCAAGCATTTGCACAACTGAAAAAAACGTTAAAACGCTATTTAAATTTG
AGGTCATAAGTGTTTTTTTCTTTATTTTGCTAGGCTTTTAGTAAACTTGCTTTTATTTGA
GAGGAATGCAGATTAACACCATGTTTCTATTTTTTGGCAAATGCAGAATTTCTTCACTCA
AATGCTTTAATGATGCTCCAATTATCTAAAGTGGGAAGTTGTTGCTTCTCAGCTGCACTT
GCAGTGAAATGTAAATTTAGCAAACAAAAATGATGAATTAGTTTTATTTTGTTTCATACT
TGATGGCCTTTTTACCCTGATTATTGACATTTTTTGTCAAAATAAAGTGCAAAAACCATA
TTTTAATTAATACCATGCCAAAGTTGGAATACATTAGCGATGTTCTAATTGGCAGCATTG
ATTAAGGTTTTTTTTTATCTCTCCAGCTTGTACTTATGTTGCATCCTTAAACCCTGTTTT
GACTCAGAATTCCATTTAAAGCTGAACGTGGTAATTATATATCANGG
>BJ727558 ID   BJ727558   standard; mRNA; EST; 831 BP.
CTCAAACATCCAATGTGGCAAAAAGTAGGAAATCAGAACAGCAGCAAACACTTTCTCACA
CTACAGGAGCTGAACAATTGTGTGTTTTTTTCTTCATGTTTACATTTGAAACTCAGGTTT
TGTGTAACTTTTAGAGATACTAGAAAAATGGTTTAATGGGTTTTACACTATATTACCAAA
AACCTTTTCTCACCTGCCTTGACTCAAATGAACTGAAGTCCCATTCCTGAGTTCAATTTG
ATGTCGGTCCACCTTTTGCAGCTTTTACAGCTTCAAGTCCATTGGGAAGGCTGTTCACAA
GGTTGAGGAGTGTGTTCTGTGATGTCACATGGGTGATGTCACACACATCGATGTTGATGG
AGAAGTCCTGACTCTCAGTCTCCGCCCTTATTCATCCCAAAGGTGTTCTATGGGGTTCAG
GTCAGGACTCTGTGCAGGCCAGTCCAGTTCATCCACACCAGACTGTCATAGCGGCGGCCG
TGGTGCGGTGGTAGGGCGGTCGACTTCTGATCGGAAGATTGCAGGTATGATTCCCGCACT
GCCGGCCCCATGTGTCTTGTCTCTGGTGGAAGGTTGGTGCCAGCGTTCAGCAGTGGAGCC
GCCATCAGTGTATAAATGTGTGAATGTGACTGTAAAGCGCTTTGGGCCTTCGAATACGGT
AGAAAGTATATAAGTATACACCATTTACCGTCCATGTCTGTATGGACCTTGCTTTCACAG
TCATGTTGGAGGAGGACAGGGCCTCTCCAAACTGTTCCCACAAGGTTGGCAGCACGGAAT
TGTCCAAAATGTTTTGGTGTCCTGAAGCATTCAGAGTTCTTTTCACTGGAA
>BJ727577 ID   BJ727577   standard; mRNA; EST; 846 BP.
CGGGAATTCTCCTCCTGATTTTCTGCCTCAACATCCACACCAAAGTCCCACACATCAACT
GGAACCTGACGGACCTGGGGAACACGGCAGTCAGCACGCTGTTTTTTTCTCTGTCATCTC
TGGTGCTGGCCTTCATCAACTCAAAAACTGGCTCTGAAATAGCAGCAGTGGTCTTTGGCT
TCCTGGTGACAGGTGTGTATGGATTAAACACCTTCCTGGCAGTACGGAGGTATCGCCGGG
GCAACGGCAGTCAGGGGGCAGCTCAGGCCAACGACTACATCCGAGCTCGCACGGCGTCTC
GCGGAGAAATGGAGGCGCGGTCTGAGATCGCATGAGAGCCGACTGGCGAACAGCTTCAGA
GGGAGATGCGTTCTGAGAGGCTGACTGTGATGGACAAGGGTTTAGTGATTCTGACTTTTA
ATCACATTTTAAAACTCAAGTGACAGCCTGTTAGAGTTGAAGGTGGGCTTATCAAACTCG



GTCTGAAGCAGCGGAAAAGAGCTGTGAGAAAAAACAAAAGAAAAACTGCAGCGTCGGCCC
CTTTCTCTGGAGTCTGTGCTGACTCGCTGGAAGGATTTCTGTCACTGTGAATGTAGCCCA
GCATTGAAGGAAAGTCAGCTGTTGTACAGTTTTGTCATGACGTGACTGTGAAGTCTTAGA
AATGTGATCCCTGATCACTGGACCAGCAACATGCAGTAACCTGGAGTGCAAGAAAGGTAA
CTACACCTCAGCTCCTGCACTCTTTGACCGCCCTACTTGTGAAAATGATCTTCTTAATTT
AAGCTTTGTTTTTAGGCATTTTACCCACTAACATCTAACTAATTATTTCTGCCGTCAATA
TTACAA
>BJ727595 ID   BJ727595   standard; mRNA; EST; 839 BP.
TCTGGGATTATCTAGATCGACAAATTACTATTGCAGTCTACGGCCCAAGATACATCCACC
CGTCATTCAAGCTTGTAATCGTCATCTGCTGCCATGAGGATGTTCCACCAAAGCTTCCGT
TCTCTGACATCTGCCGGGGAAACAAACAGTTGCCTCCTGTTGTGCTGCAGCTTTGGAGAA
AGCATTCCTTTAAAGTAGACAAGCTGGTTGACTTTGAAATAGCAGTTGGTATTAAAGGAT
CAGTGTTTAGAATTAAAGCTGAGGACAAAGTGAAGCAAGTGAGGCAAAGTCAGCTAAAGA
TCGGAACTGTTGTGCATCTACCAGTGACGGTATCTTGTTCTGGTAACACAGATCTGGCAC
CTTTCAAACTAGACTTAAATGTGAAGGAATTAAACTTGGCCTCTGGCAACGCATCATTTC
AGGTGCATTCCCCTTCTACTGCACCTATCAGATCAGAGAAGCGCTTATCAAAAAAAATAG
AAAGGAGAACTGAAATGGCCAAAACCTCACCTATTCCTGAAGAAAGTGACCCAGATGTTC
TTGAATTTGAAGACAGATCCATGATCTTGCAGAATTATGGTGTAGCTCTTAAAACAGTCA
TTCGACAGCCACACGTTGAGTACCTGCTGGAGTATTTCAAGGGCGACACAATGGCTCTCC
TTTCCACAGAGGCTGTCAAGTCAGTTGGTAACCTAAAAGTAAAAGAGTGGTACATCGGAT
TCCTCAGAGGCAGGACCGGCTTGGTTCACTGCAAAAATGTCAAAGTCATAACCAGGGATC
AGGTGATAGACTTCACAGGCATTAAACTCTCGACAGAAATTCTGTTAGACAACATGGCA
>BJ727599 ID   BJ727599   standard; mRNA; EST; 814 BP.
TGATGAGAGTGATGAGAGTTTCACACGGAGCACCGGCACACACTCAGACAAGCCCATATG
TGCAATAGGCAACCACACTGAAGGCACACAAATATACTTATGAGTATATAACAGAGGCGT
ATAGCAAGCCAACTGTTTGAACAGATTCCCAAAGCAGCTGTACAGTGCAAAGATCTACTG
AGGTCTAAGACATTTATATTAACAAAATGCATATGCAATGAAAAGATTTTAAAAAAAAAA
GCATAGGAGATTTCANGGAATGCGCTTTTTAGCTTCACACACACAACTTCCAGTAAAGTT
CCACCCCGGTTAACCCTGATGTGTTAACGCTGGCACAGCAGACTGAGCGCGTTTGATGTG
CAGCCTGATGAGAGGACTGGTAAACAGCAGATGAAACAGCAGCATCTCTCTGTGCACTGC
TGCCTGTCTCACCTGCCAGTGAGGCGATAACTTCATCCACGTCACATGTCACCATATCAA
AAACAGACAAATGCCAAGCAGTGTCTCTGAGTTGCAGGTTCACACGCGCCGCCACCAAGT
CATCTCCCCTCACTTACAACATCTGATTTAGCTCGCCTGAAAGCCAAGGCGCCTTTTAGA
CCTCACTGAAGATTTCTATGCCCTGACTCACTGAAGCCTTTGAACTTGACTCTCAGAGCA
GTTTCTGTACAATTACCTTCCTACAAATTCAAAAACAGGATGATAACTTTCAGGCTTCAA
ATCTAAACTTGTGTGACTTGAATCTCCCTAAAATGCTTCAGAAAACCCAAGTCCGTGCTG
CAGCTTGTTCTCTGGCTGCAGCAGCCCAGCTAGT
>BJ727610 ID   BJ727610   standard; mRNA; EST; 101 BP.
AGCTGCTTTTCACATCACTAATGAGAGCTTTAGCCTCTTTTTATGGAGCTGACTTTGATC
TGACGTGTTTACAATAAACATTTGAGGTTTCAAAAAAAAAA
>BJ727619 ID   BJ727619   standard; mRNA; EST; 111 BP.
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
>BJ727623 ID   BJ727623   standard; mRNA; EST; 884 BP.
CCTCTTTTGCATCACCATCACCCTTTAAATATTCAAATATGCAAAATGATTCACCATATC
TGAGTGATAAATAGTTGAGCCTTCAACTGTTTTACTTTCAACAGGATCATCAGATGAGTG
TCTGTTTCTGAACATTTGCTGGTTTGAATGGAGCCTCTCTATGCTCTCTATAGTTCACGT
CAAAGAAGAAGCATCATTATTTTCTGTGCTGCTGACTTTGATGCTGCAGAACATTTGTTT
TGGTTTTGGATAGACGTAAACATTTTTTTATTTTATTCCTGATCAAATTTAGAGTCGCTG
TTTTTGGATTGGGATGGTTTCCTGCAAGACCCTCAAAGTTCTGCTAAGTCAGATTTTCTC
AGTGGCACCTTTTTGTACTTTTGTAAATATAAAACACATTTTTTCAGCTCTTTTCCTGCT
TTATAGTTTACCACAAATTTTCCTGATGGAAAACCAGGACTGTATACAGAGGCGGGAGGT
TTCTTCCTTTCTCTGTTTTGCTTGTCTGCAGGTTTATTTTTTAAGTAGCTTAAATTTAAA
GCATCTGTAGCTTCAGACGGCTTAAAGATGGTTAGAGACTTTCCTACTGAAAAGGTTGAA
CCTTGATGCAAAATCTCGGCGTGATTTTTTTTGTTATTCCACTCATATTTTTTCAAGTAA
AGTATGCGCACAACAGTGTTGGAGGTCAGCCGTCTCCTTTGTGACGTCAGATCTGACCTT
GGTGTTGAGATGTCAAAAAAACAACTCCAAAAATGAGTTTTACAGCTGTGTTAGCCAGCG
AGGTCTGAAGGAGGGGCATTGAAAGGAAACATAACAGTCTCACACCACATTCTCCATATA
ACACACTCACGAGCCTAAAGCCATCAGCAAACTAACACATAGAG
>BJ727626 ID   BJ727626   standard; mRNA; EST; 876 BP.
CCCTTTTCCACGCACAGCTGGCGTACTGCGATGGTCCAGTTCCTGGAGAAGGATCCCACG
CTCACAGAGCCGGTGATCCGGGGCTTTGCTGAAGTACTGGCCCAAGACCTGCAGCCAGAA
NGANGTGATGTTCCTGGGTGAAATCGAAGAGATTTTGGACGTCNTTGAACCAACCCNATT
CANAAAAGTCCANGAGCCGTTGTTCAAACANATTTCTAAGTGTGTGGCTAATGCACACTT



TCAGGTAGCAGAGCGCGCTCTGTACTTCTGGAACAATGACTACCTTCTCAGCCTCATCGA
GGAGAACATCGACTAGATTCTCCCCATCATGTTTGGCAGCCTGTATAGAATCTCTAAGGA
GCACTGGAATCCGACGATTGTAGCTCTGGTTTACAATGTGCTGAAGACGCTGATGGAAAT
GAACTGCACGCTGTTTGACGAGCTGACATCCTCATATAAAGCAGAAAGGCAAAGGGAGAA
GAAGAAGGAGCAGGAGAGGGATGAGCTGTGGAAGAAACTGGATCAGTTTAAGTTGGGCAA
CGCTCCTCTGGTCCAGAACAACAGCCACAGTATCCCTAGTGTCCAAAACAACAACAACAA
CAACAACAACAGTAATAACAACGAGAGCCAGGAGGCCACCTCCACCCCGAGCAACAAAGA
CCTTGCCGTCACTGTGGAAGTTGAAGACAGCACCCCATGTGCCAAATGACAGTAGAAACC
AGTTTTTCTTTTTTGGGGTTCCGTTAACGGTCTGACTGTTGGACCGTCGTGGGGAGGCGC
AACGGAGACGACACAAACGACACCTCAGCAGTATAATAAATCTACTTTAGCGAGTGCCAG
TGGTTCTTTGGCAGTAAAGAAATGTATATGTTCCAG
>BJ727630 ID   BJ727630   standard; mRNA; EST; 795 BP.
TCTCGTCTCTGGTCCCTCGGTAGTGCAGCACACAAAAATTTACATGTACCCGCACCAGCT
TCCCAAAAGAGATAACAAGACAAGAATACATCAAGACAATAAACGTTCATCTCCGTAACT
CAGTGCCTCTAATGTCTCACCAATGTTTTAGCAGCAGGTGACCTTCTGCTTTCCTGCTGC
TCATGTGCTTACAGCAGTGGGGCCTTTTTCCTACTCATCTTCAGGTCTAGGATATTAATA
TTACTCATCTGTTTTGTTATAATGCATTTATAGACACATTTATTATCCCTTGAAAATGTA
AATGTGAAACACAGTAAGAATCAAAATAAACTCAATTGTTCATTTTAAATACAGTAAATT
ATGAGGATGCGGGAGCCATTTTATCCCAGCAACCGTAAAAATGTAATAATGGGTAAACAC
CAAAAATTGGATGAAAAACAAAGTAATTTTTAAGATATGATTCATGCTGTAATAGTTTTT
GTAGTAAAAAAAAAACAAGTCCAATTTTATCTTATTATCTTTTATCTTGTTAGGCTTTTT
TCTACAATAACAGTCACATAAACAAATTCAAAGACTTAAATAACTTACCTCCGGNGTTAA
AAGTGCAAAAGTCCAGCAGGCTAACTCAGTTTTTTCCTTTATTTTTTTCCCCCTGTTAAG
GAGGAAATATGCTGCAAAACATTATAATAAACCGTTTGAAGTAGCAATATTGTTAGGCGG
CAAAGTGAGATGCAACCTAATTTTAGTAAATCAAAATAAAGTTGTATAACTGTTTTCAGA
CTTTTATCTGTTTAC
>BJ727632 ID   BJ727632   standard; mRNA; EST; 869 BP.
TCCATCCTGCATCCAAAGCCTGCAGGTTTGGCTTTGCAGTATGGAACAGCCGGCTTCAGA
AGCAATTCCATACATTTGGACCACATAATGTTCCGAATGGGCCTGCTGGCAGTGCTGCGC
TCCAAGAAAACTAAAAGTACCATTGGAATCATGGTTACTGCGTCACACAACCCTGAGGAA
GATAATGGGGTGAAGCTGGTCGACCCCATGGGGGAAATGTTGGCTGCAACATGGGAGAGC
TACGCCACCATGCTGGCTAATGCAGAACAAGAAGAGTTAATCTCAGCCTTAAATGAGATC
ATAGAAAAGGAAGGGATTGACAAGAGCCAGGAGGCTTCTGTGTTTGTTGGAAAGGACACC
AGGAGCAGTAGTGCCAGTCTTTCACAAGCAGTTTTGGATGGAGTTCATGCTCTTGGTGGT
CACAGCAAAGATTATGGCTTGGTAACCACCCCACAACTGCACTACATGGTCTGCTGTAAA
AACACACAGGGGAAATATGGAGATGCTACAGTGGAAGGATATTACAAAAAGCTCTGCCAA
GCTTTCACGCAGCTCGTCGGAAATGCATCCAACTGCACAGATGACCAGAAGCACCTCTGT
GTAGATGGTGCAAATGGCATAGGCGCTTTGAAGCTGCGCGAGATGATAAGTCACCTCAAC
AAGGGTCTGCAAGTGACCATTTTTAATGACGGCAGCAAAGGAAAGCTAAACCACCAGTGT
GGAGCCGACTTTGTTAAAGTGCAGCAAAAAACCCCTACAGGCATTCAGGTTAACCCCGGA
GATCGCTGCTGTTCCTTTGACGGGGATGCTGACCGAATTGTTTATTACTTCGCTGATTCC
CAGCAAGTTTTTCACCTTTTGGACGGAGA
>BJ727638 ID   BJ727638   standard; mRNA; EST; 910 BP.
AATTCACAATCTTCTTTTATGTCTACAAAAGTTGAGAAAGTTGGGGAGCACACCAAGCAT
ACAAATTGAACTGTTACATTTGGGTTCTGCCAGTCAATGGAATCTGAGACCTTTTGAATA
ATATCAGCTAGATCACCATGCAATTGCTCCAAAAAAGGTCCACCACAAATCCATAAAATA
TCGCCATTGTCCTTCAACTTTAAGATTTAAAAGATGTCTTTGTTCCACTGAGCTACAGTT
GGAAGGTTTCTCTTTAATCCGATTAAATAAAATAAATCTTCATGCTAGTATAAGTAGTTC
ACAAACTAATTTAGACTTGTTTTTGTGTTGTTTTAAGGTGGTAACCCCAGTAGGAACTCA
CTCGCATCTTAACATGATTTGAACACATTTTTTAAATAATCATTTAGTAGGTCAACATTT
TTTAATTGGCAGCTATATTGACACTGTTGGTTCAGAAAAAAGTCCCGTGACCATCAAAGA
ACATCTCATGAGAACCAAAGTTGCATTCAAGGCAAATTCCGTTGTGAAATATACGCGACG
GCGTTGACAAGGAGATGAATGGGAGGAATAACAAAGAATATTATCTCTAGTTCTGCTGCT
TCAGGTTCGATTGTTAGTGAAACTCTGTGACAGGAATGCAGTGTTAGTAATGAGGTACTC
TTTTAATTTGTTTTCTTTGCATGTGGTATCGAATTTTTTTCCACAAAGGTGTTGAAATTT
AAATTTACTGATTCTTCACAGGCGGAACTGGCTAATGTGTTTATTATGGTAACTTAGGGT
CAAAGGCACCCAAGCATCCGCTTTCCATATCTGGGTGTCTCCTGACATGGACATCCAATG
CCTTCAGCCCCGACTGACTCTTTGGAGTGTGCTCCGGCCACCCATTAGCGCACCCATCAG
CCTCATTAGG
>BJ727645 ID   BJ727645   standard; mRNA; EST; 843 BP.
TTTTTTTACTGATTTATTTGTTGATGGTTCATTTATGTCTTTTGAAAGCATCTGTAAAAA
TTTTGATATCCCCAAGTCTCATTTTTTTAGATACTTACAGGTCCGTAGTTTTGCAGGGAA
ACACTTCACCACTTATCCAATACAACCACTCCCCGGTACTCTCGAAAATTGCTTGCAGTC
TCAACCCACCACCAGAGGTCAGATCTCGCAAATATATAATCAACTACATCACATTGACCC



CACATCACTAAGTCAATTGAAACACTCCTGGGAGCTAGACCTGAATTCTGAGATTCCAGA
GGAAATCTGGAACACAAGTATTACCCTCATACATTCAACATTTATCTGCATTAGACACAG
TTTGACACAATTCAAAGTTTTTCATCGCTCATACTTAACGAAGGCTAAGCTGGCAAGGAT
ATACAACAGCAGTGACGATCGATGCCTAAGATGTAACCATTCACCGGCTACGTTGAGTCA
CATGTTCTGGTCATGCACTGCCTTAGATAGGCTATGGGACTCTGTTTTTAAAACATTTTC
ACATTTGTGTGGGAGGAAAATTGATCCCAATCCATTCACAACAGTGTTTGGTGCTCTCCC
GAACACAGAGGGACTAAACTCATATCAAACGAACGCAATAGCTTTTCTATCTCTCCCAGC
ACGTAGACTAATTCTAGTGAAGTGGAAGGATGAACGGCCCCCTTCCTTTGTCCAATGGGT
GAGAGAAGCCATGATGTGTTTACAAATGGAATACCTCAGGTATAACATACAGGGCTCAAC
AGGCAAATATTATAAAATGTGGGCACCTTTCATAACATATATTGAGGGTCTGCCATTTAC
ATG
>BJ727669 ID   BJ727669   standard; mRNA; EST; 472 BP.
AATGGGTTGGTGCCGACCCAAAGGTTAATACATTTCAAGTTATTTTGGTGCTGCAATAAG
TAAAATGCTGAATCTTTGTGCTTGAGGATATGGAAATATCATTTTATTGGGCGGCACAAT
GTTTATACCACGTCCTTTGCCCTCATTCGTTCAGTACAAGACCTGCACAGATATAGTAGC
TTGCGCAAAACCCATTCCAATGTTGCCACTTAGTATTCCTTGGTGGGAGGGCTGGCAGTG
GAGTATCTGAGTGTGAAGGTAACGATTTTCAACTGTGTTTGACTCGCTCGGTAAACACAC
ACTATAATTACTGCTTATTAGAGGCTATAGGGGCCCATTAGTGGCAGCGGCCCTGCCCCT
CACTGCCTGCCTCCTCATTATAGAAGCCAGCAAAGCACAGTCTGCCTCATTACCACCTGC
CTGTTAAACTCACACGCCTGCATCTGTGCATCAGTGCGCACCAAAAAAAAAA
>BJ727691 ID   BJ727691   standard; mRNA; EST; 809 BP.
GTGATGTTTTATGTTTTGTGAAACCCTGCGCTGTTCCAGGTTGAAGTACAACCTCGATGT
TGCTGATAGACTTGCTGATGAACATGTTCTCATTGGCCTCTATGTGACTCTGCTCCAAAG
CAACCCCAGATCATGTTTAATGGACAGCAGTAACCATCAAGATGAGGAGCACAGTCTCAT
CGCCCGCTATGCTGCTAGACTGGCTTCTGATGCTGCAGCTCAACAGCAGAGGGTCCCCAT
GGACCTGCCCTGCTCTCTGGATGCCAACAAACAGCAAAAGCAGCTCATCGCTGAGCTGGA
GAGCAAGAACAGAGAAATCCTGCAGGAAATTCAGCGACTGCGCATTCAGCACGAGGAGGC
ATCCCAGCCGCCTCCCGATAAGGGTCAGCAAAACCCCACCTTGCTCGCCGAGCTTCGACT
TCTCAGGCAACGCAAAGATGAGCTTGAACAAAGAATGTCTACTCTGCAGGAGAGTCGCAG
GGAACTCATGGTACAGCTGGAGCAGCTAATGATGCTTCTCAAGTTGGAAGAGGAGCAGAA
ACGAGCTACTCAGGGTCCCGGCTCTCCACGCTCCTCGCCCAGCCACACCATCAGCCGGCC
GATTCCCACACCCATCCACTCGGACTCTGCGGGCACCACCCCAACTCACACACCTCAGGA
CTCACTCATGGGCGTGGGTGGGGACGTTCAGGAGGCCTTCGCTCAAGGTCCAAGAAGAAA
CTTACGAAACGATCTGCTCCTTGCTGCTGACTCCATTACCAACACTATGTCATCGCTGGT
TAAAGAACTCAATTCAGAGGGTGGAAGTG
>BJ727705 ID   BJ727705   standard; mRNA; EST; 805 BP.
TTGCTATAATTTATGGGTTAAAATTAGTCAACATTTAGATTTAGCTTGAAATACACCTTG
TTGTCATTGTCTCTAGCACAATGAAATTCAAAAAGTGCTCCCTGGTCCATGCAACACTCA
GGCATTAAAACAACAATTTATCGTGGTAAAACTTGAATCAAAATAATAGATAATACNTAC
NAATACATAANATTAAGTTGTTGCCGGATAAAAATGCCTTAGTCATAAAAAAGGACACAC
AATTAATAAGTGTTAAAAATGTTTTAACCAGATAAAATAAGAAATATAAAAGAAAATACC
ACATGACCACATTGCTGTTCGTTCTAACTCCGTGGACTTAATTGTTACGATAATCTATTT
ATAGCAAAGAAGATATATTTCAGTAAAAAAAAATGTAAAAAATCTTTTTAGTGGCGTAAA
ATGTTCATTCTTTCTTTAACCCTTGTGTGGTGTTCATATTGTTGTTACTCAGCCAGTGTT
CGTGGGTCTGGTGGACCCCGTTGCATGTTGTGGTTTTTAATGCATCACAATCAAACACTT
TGATGTTAAAATACTCGACAGATGTTTACTTCATCCAATTACAAGCAGTATATTAATAAT
ATTTGCCCTTTACCTTTACCTGTTAGAAAATCAATTAAAATCAGGATATGAGTGGAAACA
CATTCTCAAGTGAAGCAAGGGTTTTCAAAACTTCTGACTTGTTTATCCGTATTGTTCCCA
CCATGGTCAGCCTCCTCTTTAGGAGCTCCTGTCCCAGCTTGTGCGAGGTAAAAAAATTGT
CGCAATGATGTTGTGTCCACTGAGT
>BJ727710 ID   BJ727710   standard; mRNA; EST; 852 BP.
GCACTCGCTACCTCCTGTGAGCATACAGCTAACCCCCAGGAGATGCTTACCTGGACACTG
AAAAGCTGGGCTGAGAGCAGACAAGGACACACACTAAGACTCATGAATCCTCGAAAGAAA
TTGTCATTATTTATGTTCACATCTTAATACTAAGATAACTAGCTAAACAGATAATGCTGG
AATGTATTCTTAAGCACACAAGAGTCCTACCAAATTTACTGAACGCAGCCTCAGCTACAG
CATGCCATTTGTTGTCTGAAACCAATAAAAGCACAGACCAAAGTACTCCTAACTCACCAT
TGTGGACTACAAAATGGTGTGTAAAACTGCAAGTAATAAGGTTAGAGCTCTGCTACACCA
GTTAACCAAAGTTTCTGACGTCCACACTCTGACGAGTCCGGGCGTAGAGAGCATGCTCAG
TGGACCCATTGAGTTTCACCTGTGTAGAATTCTTACTTAAGCAATTAAAGTGCTTGTTGA
CTACATTATGAGTGCTTCTGTGTACAAAACAGAAGTGTCTCCTTTTTAAAAAGCCTGCTT
ACAGCATGTTCTTACAGTAACAAAGCCTCGCAGAGATACAATGAATGCACTGTGAGTGTG
TGCTCGTGTGTGGGTGGAGTATTTTTGTGTTTTTGTAAAAAAATAAAAATAAAAACTTTT
TATTTATGTCTCAACAAATTACTTGAAACCTTTGGAGCTTTAATGAAAAAAAATAATCAT
CCGGACAATGGTGGCATATTGATTCACAGCATGTAGCAGAAGCTTTGTGCAGTAAAGCAC



CATGGTTTGTCAATGGCACTGACATCAAAACAACACTGCAATGACAGTTCCATTCAGCTG
GAGTACTTTGTG
>BJ727722 ID   BJ727722   standard; mRNA; EST; 295 BP.
ATCTGCCTCCTCTTTACCTTCTTTTTTCAGAGCGAACCTGGGGAAGTTTGTTCTTTTTTT
TCTTCCTGAATGAAAAGCACTTCTTACCCCTCTCTATGCACATGTGCTGTGTGGGAACGT
GCACAGGCCTTAACACCAAGGAGATACAACAGCTGTAACCACAGAAAGGCTCAATGACCG
CGCCAAGTCATTTGTCGCCTTCAAAAAACATTCAACACAAAAGACGTGTCAACTCTGTAA
TGTGTTTCTTCAAGATTATTTCATAACTTTTTTTTTTTNCGGCNGCTANCNCNGG
>BJ727724 ID   BJ727724   standard; mRNA; EST; 866 BP.
CATTGACACCAGTATCCTGGAAGAGTACATCAGCAAGGAGGACGATAGCGCTGACATCTG
TTTCTCTGAGGTCCACAGCACCCCAGGACCAAATTACTCATCTCCTCAGGCGGGAGTTTC
CTCCTCTGGAGGGTTGGGGTGTAGTGTGAGTCCCCCTGTTCCGCTTCGCCAAGGAGTTCC
TTCACTCGGGCCCCCAAGCTGTCAGAGCACCTACCCTCAGGTTCCCTCCCTAGGGCTCCG
ACATAACTACCCCTGCCTGGGACAGCAGCAACCACACCAGCAGCATCAGCAACAGGCACT
CGTCAAGCCTGAGCACAGGGGCCACTACGCTCCAGGGACATTACCTGAATCTCCACCAGA
CTCAAGCTCAGAGCCATACTCCCCTCAGCAGGTGAATGATCATCATATGATCAGGACCAT
GACCCCAGAGAACATGTGTCACATGACTCCCACCCCACCCCTGCCGTCACACGGCCACTA
TCCCAACATGCACCGGGACATGTACCTGAAGCCTGAGCCCATCATAACGCAGTACCCTAT
TGGACCAGCCACAAGCGGGAGCGGGGACATGCAGCAGACACAGATGCTCCATCAGCTGCT
GCAGCATCCTCAGGGGCAAGAAGGCATCCCCGTCCACCAGGCGAAGAAGAGGAAGCACTC
TGACTCTCCAAACAGCACCTTAAATTCCCAAATCCTCACAGGGTTGATGCAGGATGCGGA
CAACGCCTACCTGGACCCAAACTATCAGTGCATCAAATGGCAACCCCACCAGCAGAACAA
ATGGACACCACTTTACGACGCCAACTGCAAAGAGCTTCCGATGCCAACGTANCCGCGTAG
ATGCCGANAAAGGCTTCAACTTCTCC
>BJ727747 ID   BJ727747   standard; mRNA; EST; 774 BP.
CATGAACTCCCGCGCCTCAGACCTGCTCACCCAGTTTCAGCGGCAGTTCCTCCTCAGCCC
TGAAAATGGAAAAGGCAAAACGCGAAAAAATGGCTCGGTGGTTTACCCAGATTGCGCGCT
GTACGAAGTGGGAGGAAACATCGGTGAGCACTGTCTAGATCCAGACACACACCTACAGGA
TCTGTACAACAGTAACCCTGGAGGGGAATGGGTCATAAGGATGAAACCCAACGGAGGCAA
AGGGCCGTGAAGACTGAAAGAGCGATGAAGAAAATCCTGTCTTGTTTATCCTCTGAGCAA
CAAGCTAGAAGGAGCCAGATGGATGGAGCAGAAATGGACACAAAAGGAGTTTGCCTGGAG
CAGACCCCTCCAAACTGTTTGCAGTCGCCACACACTGCACCTTCTGTTCCCCTCTATTTT
TACTTTTCAACCTCTCCTAGTTATTCCTCGGATCATCATTGGTCTCCTGCGTTATTGCAG
AGCCGGATAACTGCAAGCTATAAACTGCCTATGTGACTCATTGCTACCTACAGAGAACCT
GCTGAAGGAAAAAAAAAAGAGGAAATGAGATGGACAGCCTCGCTGGACCGTTTTTCTCCA
CATATTTTCACCAAAGCAATCATGTCCAAGTGCGAGAAAACAGATGGGGATGCAGAGCAC
CTCTGGCTATACCGAGCTTCAGTCACCTCCCCCTTCCTCATGCCAGCTTCACATCAGTAT
ACATGTGTTCTCAAACAGGTTTAATCCAGATGCGGGGGGGATACGGATGAACCG
>BJ727776 ID   BJ727776   standard; mRNA; EST; 888 BP.
GTCTTTTCATGCAGTCTAAGGCAACTGTTTAATAAATAGTCATTTGGAAGCATTCATTGA
TATTTCAGATTCAGGTTTCTTACTGGATCAACAGTTTAATCCAGTAAAGAAAAGAAAAGA
TCAGGACATCAAATTTCTAATCTCTGATGTGTTTGGATTAGAAATTCAAACCTAAAACAC
CTGTATGTCTCTGGACTTGTGACTTGTTCAGCGATATTTTCTTTTTTATGTGGCGATCTG
CTTGTCTCAGAGTTTTGTTCCAGAACAAGGCAGACGTCTGGGAGGAAATCGAGGCCAAGA
TCAGCGCTGAGAGTGAAGTTCCTTTATTGAGAACATCGAACAAGGTTGACCCACAGCGCA
GCAACTTCCAATGAAAGCTTAAATTCATCAACACCATTGTGGAGCCGGGTGGTGGTCTTC
AGACTGCGGCAGCCAAAACATCCCCTGTTCCTCAGACTCGTCCGTCCTCAAAGCAGATAA
AACCCACCCATCGAACCCAAACGCCCAACGCCAGTGAAAGTACCAAGCGACCATCCCGTG
GGCCAGAGGCGTACCGTTAGACGGCCTGAGTTGGCTCCTGTAGCACCTCTGGGCAGAAAG
TGTGCATCTTCACTGCCAGAAGCCACAGATCAGATAGGGCAGAGCTTTACAGAAGGAGTT
TGGATCGGGTCAAATAAGAAACTTCCTCTGAGCGGCTCTTTGCCTCTAGCTCCCCATCAT
CTGTCTGCAGCTGGCTGTTGATGCGAGTTTCACGAAGGACAGTGGGGTGCACAGCCTCTG
TCAGAGATCCTCTTCTGGACCTGGGAGTTCTCCAGCACAAATAGAGTCATCAGTGTTTCC
TTGTTTTTCCGTACGGTACAGTGCTCACTGCTTTCACATGCGTTTTTG
>BJ727809 ID   BJ727809   standard; mRNA; EST; 851 BP.
AGAACCCCCCCGAGGATGTGTGGGAAACACCAACATCTGGAAGACAGGACCCCTCTTCAA
GCGGGTTCTGATGTCGTCCAAGTATCCAGAGGGCCTCACAGGACGCGTGGAGTTCAACGA
TGACGGAGACAGGAAGTACGCGCACTACAGCATCCTCAACTATCAGAAGAGTCGCCTTGT
TCAAGTTGGCATTTACAACGGCACGCAGGTGGTGATGAACAATCAGCGGAAGATAATCTG
GCCTGGAGGAGAGACGGAGAAACCACAGGGCTTCCAGATGTCCACTCGGCTAAAGATAGT
GACCATACACCAGGAGCCTTTTGTGTATGTGAAACCCACCATGCTGGATGGGACCTGCAA
GGAGGAACTGACCCTGAACGGAGTCCTAATAAAAAAGGTCATCTGCACGGGGCCCAATGA
GACCATCCCAGGGCGCCCCATCATACCTCAGTGTTGTTATGGATTCTGTATTGACCTCCT
GATCAAGTTGGCGATGACCATGAACTTTACTTATGAGGTGCATTTGGTGGCCGATGGAAA



GTTTGGAACTCAAGAACGGGTGAACAACAGCAACAAGAAAGAGTGGAATGGGATGATGGG
AGAGCTCCTGGGGGGCCTGGCTGACATGATCGTGGCCCCACTGACTATAAACAACGAGCG
AGCCCAATACATCGAGTTCTCCAAACCCTTTAAATACCAAGGTCTCACCATCCTGGTTAA
AAAGGAAATCCCGCGCAGCACTCTGGACTCGTTCATGCAGCCGTTCCAGAGCACGCTGTG
GCTGCTGGTGGGTCTTTCGGTGCATGTGGTGGCGGTGATGCTTTACCTTCTAGACCGGTT
CAGTCCGTTTG
>BJ727820 ID   BJ727820   standard; mRNA; EST; 114 BP.
ACTCATGCGGGCTAAAAGCAAAGATCTTCCAAACTCTTGATGGTGAACTATGGGATGCTT
TTGAGAATTGGGACTGAAACTCCTCTGCGTGCCGCTCGCCGTCCCCCCCCCCCC
>BJ727836 ID   BJ727836   standard; mRNA; EST; 863 BP.
CCTCCAGAGACGTCGGACACAACATTTACATCCTGGCTCACCAGTTGGCAAGACACAACA
AACTTTTGCAGCAGTGCCTCAGACCTTCACCAGGGAAGGAGTACGACAGGGAGGATGCCC
TTCATTACTACGCCAAACACACAGCGCAGATAGAGATTGTGCGTCATGATCGTACCATGG
AGCAGATCGTATTTCCAGTGCCGAACATCTGCGAGTACATCACTGAGGAGTCCAAGATGC
GCGTCTTCACCACCACTGAGAGAGATGACCAAGGCAGCAAGGTCAACGACTTCTTCCAGC
AGTTTGACAACCTCTACAACGAGATGAAGTGGCAGAAGAAGATTCGCAAAAACAGAGTTC
TCTTTTGGTTCTCAAGCCACATCTCACTTTGGGGGAGCATCTCTTTCTACCTGGCTAATC
TGCTGAATTTTGTCGTGGCAACATTCTATCCTTTTGGGGATGATGGAGATGAGGGTACTT
TGTCATCTATGTGGAATATTACGCTGTGGGCTTCGCTGGGACTCTTCACTGCTCTCCTTC
CTGTTTTTCCTAAGCCCTGGGGCATCCTGTTCTTCCTGGTCTCCCTAATTTTACGTGCCA
TTTACACCATGGGCCTCGCGCCTGCTCTGTTTTTGCTTGGGTCTGTAAATCTGTTCAACA
AATTAGTCTTCCTTGCCAGTTTTGTGGGCAATCAGGGCACATTTACGCGAGGCTACAAAG
CAGTTGTGATGGACATGCTCTTTGTCTACCATTTGGCTTATGCCATCATCTGTGTCTTGG
GTCTCTTTGTGCATGAGTTTTTCTACAGCTTTTTGCTGTTTGACCTGGTTTCCAGGGAGG
AAACTCTCTTAAACGTGATCAAG
>BJ727844 ID   BJ727844   standard; mRNA; EST; 852 BP.
CGGAACGACGCGTGCGCGGACTGCGGCAACCCAGAGCCGGATTGGGCGTCTCTGACGCTA
GGCGTGTTCGTCTGCCAGGCCTGCTCGCTCCTCCACAGGAGCATCCCTCACATCAGCCGG
GTCAAGTCCCTGCAGGACTCCTGGGAGGACAGCGAGGTGGAGCTGATGGCCGCAGGGGGA
AACACTGCAGCCAAAGCCAAATACGAGCAGAAGGTTCCTGCATTCTACTACAGACCCAAA
CACACCGACTGCAAGTTGCTCAGGGAGCAGTGGATCCGAGCCAAGTATGAGAGAAACGAG
TTTGAGTTCATCGAGAAGCAGGAGCCGTACTCTGCAGGCTACCGAGAGGGGTTTCTATGG
AAACGGGGAAGGGACAACGGCCAGTTCCTCAGCCGGAAGTTCGTCCTGTCAGAGAGGGAG
GGGGCGCTGAAGTACTTCAACAAGCAGGATGCCAGGGAGCCCAAAGCAGTGATGAAAATT
GAGACCCTGAACGCCACCTTCCAGCCGGCCAAGATCGGGAACCCGTGCGGTCTGCAGATC
ACCCACCTCAAGGACAACAGCACCCGGAACATCTTCGTCTACCACAGCGACGCCNAGGAA
ATGGTCGACTGGTTCAACGCCATCCGAGCGGCGAGGTTCCACTACCTGCAGGTGGCGTTC
CCTGGAGCGGGTGATGAAGAGCTGGTTCCTAAACTGACCCGAAACTTCGTCAAGGAGGGC
TTCATGGAGAAGACCGGCCCCAAGCACACTGAGGGCTTCAAGAAGAGATGGTTCACCATG
GACGACCGGCGGCTCATGTACTTCAAAGACCCTCTGGACGCCTACGCCCGGGGGGAAGGT
GTTTATCGGCAG
>BJ727856 ID   BJ727856   standard; mRNA; EST; 833 BP.
CACCAACGAATTCCTTCTCCTCATCATCTTCCTTGCTCTCGGTGTCCTGATCTTTGCCAC
TATGATCTACTATGCTGAACGGATTGGCGCTAACCCCAACGACCCTCGAGCTAGCGACCA
CACACAATTCAAGAACATCCCAATTGGATTCTGGTGGGCTGTAGTGACCATGACGACCCT
CGGCTATGGAGACATGTACCCCAAAACGACATTTGGCATGCTGGTTGGAGCTCTGTGCGC
CCTGGCAGGTGTGCTTACCATTGCAATGCCCGTTCCTGTGATTGTCAACAACTTTGGAAT
GTATTACTCATTGGCTATGGCGAAACAGAAACTACCAAAGAAAAAGAACAGGCACATCCC
TCGGGCCCCCCAACCAGGTTCTCCCAACTACTGTAAAGCAAGCATCAGCTCCCAGCATCC
AAGTCCCATTGCCAATGACGATGTTTTCGAGATTAAGTTTCAAGACTCCAAGCTGAATGG
CGAGGCAGCTAATGCGGCTCTGGCTAATGAAGACTGTCCCCACATAGACCAGGCTATTTC
TCCGGAAGAAATCTTCAGCCCCAGCGAGAGAGAGCGGCCCTGCTTTCTGGTCACCACTGC
TGAGCGTCCAAACCACACTGGGGGCAGAGTGAAGAGGGAGACCCAACGACAGCAGCGGAG
CAGACAACCAACAGAGTCAGTTTGTGTTATGAACCATGGTGTACCAACCACTATGTGTAT
GACCCATAATGGCCCATCACCCACCTGATAGTGCTAAAGCATTGTTGTGTGTATTACTTA
GGATTTTTTTAAAGGGGTGCGACAGTGAGAACCTGTACCTCACAAACTCAGCA
>BJ727882 ID   BJ727882   standard; mRNA; EST; 871 BP.
TGTTGGTGTTGTGAATCCAGGAGGAGGACCACCGTGAAGATGCTTTGCATCTACGCCGAC
TACAAATCGGACGAGAGCTACACCCCCAGTAAGATCTCCGTCCGAGTGGGCAACAACTTT
CACAACCTGCAGGAGATCCGGGTAACGTCCAGTAAAGTCGGATGATCGGCGTCCGTCTGA
CTCTGCTGACCTCAGTCTGCTGTTCTGATCCCTGCAGCAGCTGGAGATGGTGGAACCGAG
CGGCTGGATCCACATCTCTCTGCTCAACCAGGTAGAAACACACAGGAAACTGTCCACAGA
GTTCAATGGAAACGTTGCTAAAACATTTTCAAACGGAAAAATGTTTTATTTGCACGAATA
GCAGAGATTTGAAATCAGACATAAATATGAAAATATGTTTTCAGCACTAAAGTGATTTTT



TAATCTTTGAGGGGATTTGGTCTCAAAGTCGCATTTCGATTATCGTTTCATCGATTTTCA
AAGCAGGGGTCTTTTAATCAAAAATTCTTGTCTTATTCTAGGACATAGTTTCTGCAGAGC
GGCAGGAGTTTGTTAGAAATTCACCTCTTGAGTTGTGAGCGGGATTGTTGGCAGTGAGCG
ACCCCGCCCCTCTTCCCCTCGTGTAGAGGAGCGGAGCTTGTGGGACGCCCGGCGTCCCAA
ACCAGCTCTATACCAACAGCTTTTTTTCATCTGCTGCTGATTCACAGTGATTTGAATTTA
GAACAACTCAGAGATGCCATTTTGAGTTTAACTTTCCTGATAGAAGTCGTCTAACTTCAG
AAAAATGCCACAAAAAAACATGTTAAAAACAGNTTGAAAATCATCGTTTTCATCAGAGAT
TTCAGCCGATCTTTACTTTAGCGATTCTTCA
>BJ727884 ID   BJ727884   standard; mRNA; EST; 742 BP.
CACTACAGTCAAATGCCGCCGGGATCCTTTATATCAGTTTTAAACGGGCCTCCCATGTCT
GTAAAGAAGGAACGGGAGGCGGAGCTGATCAACAGGCGGGAGCAGCGCAGCGGGGAAGTC
ATCTGCATCGACGACTAGACAACAAAGCAAACCAGTTTCCTGCAAAGCCTCCCCCCTTGT
TTCTCCAAAAACTGACATTTAGGTGGAAAAGATTCCCGGCGATGGACTACAACATCTGTC
TGAGCAGCCTATATAGACTGACTGCGGGTGAACCAAGTGGCCCACCATGATTGTAGTTCC
CTCTTTTGAGACTGAAAACACGTTCACACATCCCCACAACCTGTCTCTCCCGGAGTGTGA
CCTTTTACTCATCTGCCTCAAACCATTATACTCCTCATAAACGGCCTCCTCTCAAAGGCC
TCCTCCACTAGAGATGCTTCTAACCTCACATTACACTACAGCCACCTCCTCAGTCCCCCA
AAACCCTTTTAGCTCCCCGAGTAGACTCCACAACATGGCCTCCTTTTCCCTCCCCTGCTC
TTGAAAGTATCAGCAGGAAGCTGCATGTGTATGGAAACTCGCTCGTCTCATCATGCTCCG
CCCCCCCCGAAGCATGCTCCTATCACTACCATGCTGTCTCGTGGAAAAAAAAAATATATA
GCCCATCAAGCTGTGCCTACAGTCATTTAAACACAGACTTTCACCGAGAAGATGAACCGG
TTTTCTCAGTCCAAGCAGCTCC
>BJ727897 ID   BJ727897   standard; mRNA; EST; 717 BP.
TCCTTTACCTCTAGCACATCTAGCATGTTACAGACGAGCGAATGAGAGACAGCCGGTGCG
AATTGCATTTGTTGGGAACACAGGCAACCTTCTCCTTCTGGTTCTGTGATATTGTTGATA
TTGTTGCAATACCGTGAACAACAAAGGTTTAGGTTTTTCAAAGTTGGATAATCTTGTTAT
GGCACACATGCTATGAGGCATTCAACTCCTTTTGGATAGCTCAGAAGCTCAGAGAAGAAT
TTAGCAATAAGTGAAGAAACAATTTGTTCGTTGAAAAGACAAAAACTCAGCCGTGGAGCC
GCTCAGCCTCTGAGATTTACAGTCATCCTTTTTACAAGTGAAATAAATACAATGTTTTGT
AGACTTGTCAGGGAGGAGTTTGCAGGAACATTTCAGAAACAGAAATGAAGGGTTGTATTG
CGTTTCATCTGGATGTGGCGCACGCTGTTTCCTGGAGTGTCTCCCTGCTCTCGCCGCCAC
AGCAGCACATGCCTCTGCGCTGCTGTCATCTCCCATACAGGACTGGAGCCGTTCTGGTTT
ATCTAACATAAACGGTGTGCACTTCTCCGAATGCCTACCGGTCTTCATCATTTCTCATGC
AATCATAGCTGTGCTCTTTGCAGCCGCTGTCTGTTTCTTTTTTTTAAATGTGAGATCTAT
TTTCATACCTCAAAAAGAAACATTCCATTAAAAAGTCTGCCAAACCCAAAAAAAAAA
>BJ727899 ID   BJ727899   standard; mRNA; EST; 810 BP.
TATTGTGGCTACTTTACCCATGATGGACAGAGGCAGGTTTATACGTGATTAGATTGTTCT
GTATGCTTTTCAGTAACGGCGCTGTAGATTAGCTGCACCCGTTCTGATCATTTGGGGGAG
AAATTAAAACATAGATNTTTGATATTGTCTAATTTCACTGGTAGCAAGAGTCTTTGCTTT
GCATTATTATTCAGTGGTAATAAAACGGATTTATTCCAATTAATTGGGTAGTCTGATATG
GGAGAGAACTCATTAATAATTGTTACTTTTTCTTTTTAGGAAAAGTAATATGTCATCTGC
ATAGAAACTAATTTTATGATGGCTGTGTTTGGTTTTAATTCCTTTAATGCTCTCATTCTG
TCTTATTGCTGCAACTAGAGGCTCAATAAATATAGCAAAAAAAGAGAGGGGGAGAGTGGG
CAACCCTGTCTGGTTCCTCTTCTGAGAAAAAACCTGTTGGAAGTCTGTTTATTATTTCTC
ACTGATGCATTGGGGTTGTGATATAGTATTTTAATCCAATCAATGAATGATTCTCCAAAC
CCAAACTTGTGGAGGGCAGCAATGAGGAACTTCCAGTGCACTCCGTCAAATGCTTTTTTC
ATCCAGTGATAGTATGGTCATTTCCTGTTTTTTTAATGGTGGCAAAGTCTATTATATTAA
CAAGTCTGTAGATATTGTCATTCGATTGTCTGCCTTTGATGAAACCAGTTTGATCAAGGT
GGGTTATGTGAGGAGTGATTTATTTTTTTTCTATTCTCTGTGCTAGTGCTGTTTTATGTT
GGTGCCAGCTGTTCCCAAAATTCTTTATAA
>BJ727900 ID   BJ727900   standard; mRNA; EST; 825 BP.
GCACTTTTACATGTCAGGATGTTCCTGCACTGGGAAGCCCCCTACTACATCTTTCTTCTG
CTGACACATATGAGGTCTTGCTGCTGCTGGTCAGTGAATAATTTCTTGATGACTGGACCC
AAGGCATACCTGATCTACTCAAGCAGTGTGGCAGCAGGAGCTCAGAGTGGCATAGAAGAA
TGCAAACACCAGTTTGCTTGGGACCGCTGGAACTGCCCAGAGAGAGCCCTTCAGCTGTCC
ACTCACAGCAGCCTGCGCAGCGCGAATCGAGAAGCTGCGTTTGTCCACGCCATCAGCTCT
GCTGGGGTCATGTACACCCTGACCAGGAACTGCAGTCTGGGAGACTTTGACAACTGTGGC
TGCGATGACAGCAGAAACGGACAGCGAGGTGGTCACGGCTGGCTCTGGGGAGGCTGCAGC
GATAATGTTGGCTTTGGTGAGGCCATTTCCAAACAGTTTGTTGATGCTTTGGAGACCGGT
CAGGATGCTCGCGCAGCAATGAATCTTCACAATAATGAGGCTGGACGCAAGGCTGTTAAA
GGGACCATGCAGAAGACGTGCAAGTGTCACGGCGTGTCAGGAAGTTGTACAACTCAGACC
TGTTGGCTGCAGCTGCCGGAGTTCAGAGAAGTGGGGAACTACCTTAAGGAGAAATACCAC
CGGGCGCTGAAAGTGGACCTCCTACGAGGAGCAGGGAACAGTGCAGCCAGTCGAGGAGCT
ATCGCAGAGACCTTCAGCTCCATCTCCCGCAAGGAGCTGGTCCACCTTGAAGACTCTCCT



GATTACTGCCTGGAGAACCGCACCCTGGGTTTTGCCGGGCACAGA
>BJ727901 ID   BJ727901   standard; mRNA; EST; 464 BP.
AAGGTTGAAGATGACGCCAGTCGTCGGATTCAGAATCCTTTAGTGGCCTAAATGGAGAAC
GACGGCGTGCAGATGCATTTATTAAGCTTTTAAGTGCTAATTATCTCCTGGCGGCGATGT
CAGGGGCAGCTCCCATTGACTCAACCGGTACCCCAAAAGGTACACTTTGACCTGTTGTTC
CATCTCCTCGGTAACACAAAAGCCATTCCCCTCTCCTGGCCTTTTAAGGGGAACCCATAA
ACCTCAGGAAATAGTGAATCTCCAAGTTTAGTTTTATCCACTAATTTCTTCTGAAATTAG
AATTAAGTCTCTAACAAAAAAACCATTAACATTTATATGAGATGTCTATTGTTTTGTACA
TTTATCATTGTGACTAAAGTGGAGCTTTTTCCAGTACCTGTGACTTAATATTTTTCCTTT
TTTATTTCCTCCTTTTTTTTTTNCTTTTTTTTTGGGAGGGTTTA
>BJ727916 ID   BJ727916   standard; mRNA; EST; 888 BP.
CCTGCCTGGTTAGACAGAAATCAAGAAGTCCAAATCAGTGTTCGACTTAGACATGAAATC
ATTTCTGTCCAGCATGGATCTTTCTTCAAGTCAGTCAAATAAAACCATGGACAGTATGAG
AGAACTGGACTAAGTAAGCCCCTCCCTCTACATGTTTCAAACAGGAAGTACCCGTCGACT
CCAAGAAGCCAAAACCCTATAGACGTCTATTGAGAAATAGACTGAGTGTCTGACTTTCAA
GTGGTAGGGGTGTGGACCTCCAACATGCTCATCCCTGATTGGCGGGAGTGGTTGCCATAG
AAACAATGACTCAGAACACTGATGTCCTCTGACTCCAACATGGCGACATCCGTATCGCCA
GCAATTTTGTGATTGAATTGACTTCCTTTCTTTGGAGCTAGAAGTAATTTGTTTTCTAAG
AGTGATGTCATAGTCACTCGGCCCAGTTCTCATGTACTATCAACGATCAAAACAGATTTC
TGTACAGGACTTTTAGATAACATACAAGAGGAAATCCCTCACAAACAGTTGGCTGTGACA
ACTTTTTTTACAGGTAATTCAACAGCTGGCATAATGAATGTAGGAAAGTTTGCGTTTCAC
TCATAAGTCTTTAGGGCAATGCAGAAGTTTTACAGAGAACAAAATATGTCTTGTTAAAAA
ACATGCAAGCAGGCAACAGACTTAGAATGTGTACATACATAACTTCATCTGTCTTGTTAA
AAGCGCAAAGTCTTAGATATATTCTACGGGCAGTTTGGGACTATAAAAAGGATAAAGACA
CAAAAAAAAGGCTATGAATATATTATGATATTCACTTAAGGCCAAGCTTTCCAAAGTTGC
CTTTGCACTTCTATCATCTTCCCTGCATCATCTGAGCTGTTTATGATA
>BJ727917 ID   BJ727917   standard; mRNA; EST; 837 BP.
ATGTTTCCTATCCTTGTTGCTTTTGGGGTGTTCATCCCAACACTGTTCTGCCTATGTCGG
CTGTGAGAATGAAAACAAACAAGCAGAGGGACAGAGAGAAATCGGGGCTTAATGGACACA
AGACGATGAAGAGAAAAAGGGAGAAAGTGGGAAAGAAGTTGAGCTGACAACAGCAGCACA
GGTAAAAACATACAAACAAGAGAGAGGTGAAGAAGGCTGGGGGCAAAAATTGGAACAGCA
GAGGATAAAGAGACAAAAAGCCACTGCCAGGTGAAGTAAACGTTACCTCTGGAAGATGAG
GAGACGCAGCAAGTGTGTGGCGTGAGATTCTGCGTCTGTTTCGCATCCACCTCTCTGCTG
ACCTTTTTTTTCTTCTTCTTTGTTTTTGAACAATGTTAGTCAATTTTACGCAGAGGTTGG
GCAGGATTTATAGATCCCAGTCTTCGTGGATTAAAGCCACATTTCTGTAGCTCAGAGCTC
AGAATTGATGGATATGAACTCAATTTTTTAACCCGGAGAGTTTTTTTACCGGGTGCCCTT
CAGATTGAGCGCGGTGGTGTTAAATACAGGTTAAACTGAATAAAAGTCATCAAAGGTAAT
GGTAAACTCTTTTCCCATTTTACAGCTCCTTCCTTTTTTTTCACAATGTAGTTGGCCTTT
TTATGGATGTGCCATCATTTATCTTCCATAAGAAGCTGAAAGCCCCAATTGTGCAACGGG
CAGTATAAGCACTGCCCACATCTTCTCCTTTCCATAAACAAAGATTGGATTTATCTAGAA
GAATTATCTTTGACATTCTTCCACCTAATAATTTAGGTTGAATAAAAAATGTTTAAA
>BJ727918 ID   BJ727918   standard; mRNA; EST; 803 BP.
AGTGGGCTGTGGGCCGTGGCCTTCTCCAACGGCGAGTACGTCTCCATCTCCCCTACGGGT
CCGTCTCCTCTTCATCCTGAGAGGAAGCTGAAGAGCGTCAGCGTTCATCTGGACTGGGGG
AGAGGAAGACTGACCTTCACTGATGCAGAGACTCAAGCCCACATTCAGGAGTTCACACCC
GGCCACACTGAGGCGCTGTTTCCGCTCTTCCACACCAGCAGTGACCTGCCGCTCAGGATT
TCCCAGGCTCCTTCAGGGGAGGACGAGGACGAGGACTGTGTTGTTCGTCTTGATGATGAA
ATCTGAAATCTTTTACAAAGGAAACAGACGTCCAAACTTGTTTTTTCTTCTTTTTTCCCT
TTTTGAGCCACCATGCATGTAAAAAACCTCATCCATCCAGACGTTTAGTGCTTCGTGTTC
TCTGATCTGGATGAAACTTGTTAAAACTGTTGATCAAATCGTGTTTTCAGATTTTTAAAG
CTTGTTGCCAAGAAAACCAAAAAAAGGAATTTCAAGTTTTCCTTCATCCTTTGAAACCCA
AAATGGACATGTCAGTATTTTAGTAAAGGTTTTAGCAGAGATGGTTCCTGTCTTTCATGA
AGTTCTGGGGCCTCAGATGAGAGAAAATGCAACACCTCCTCCCAAGGATCCGTTCTGACT
TTCTTCTTCTGCTCTCGTCAACGTTCAAAACATTTCAGCTGTAAACTGTTAGACGGACTG
TTTTGCTCTGAGAAAGGGAAAGGTTCCACAGATTCAAATGCTTTATTTCAGGCAATGAAA
ACAAAAAAGACAAATAAGCAAAA
>BJ727920 ID   BJ727920   standard; mRNA; EST; 811 BP.
TGAAATTCTGCATGTTAAAAATATGTATAAATACCTGCTTTAACAACATGTTGCATTTGG
CCCCAATGCGTTACATTTATTTGAAGTGCTAAGTCTAAAAAGCAGCGTGTGATAACTTAA
CTACCGTAACAGGTTTATCTTATCTGAAATACTAATAGAAATGCCTGTTTAACTCCGCTG
TAAACAAAATGCCAAAGAAAACACAAATCAATGCTGATCTTACAAAAATGTATTTGCATT
TAGAGGCAAATAAAAACTATAAAACCAGGGAAACTTTGTAGAATATTTATAGGAATTTGT
TTGTCACCAGGTCAAACAAAAAAATAAATCAGCAATTTTATTCAGCAATTTAAAAAAATA
ACTACATTGACGGGAAATAAGTTTACTTGAGGCTACAAACAGAACAGTTTTGGGAAATGT



CTATTTCTACTTCCTTTTTGTATGAAAACAAAAGTTATACTGATGATAAATATTGATGAT
ACCGATTTAAAGTAATTTTAAATATAAAAAGAAGGGTTAAAATGTATTAACTCAGATCAG
CTAATTTTCGTTAGCTAAGCTAACAAATGTTAGCTCAGCTAAGAGAGATTAGCTTAGCTA
TCTTCCTTATCAGTGTAATTTATTATAAGATTTATAATTGACCTCTTTCTGAATAAAACA
AATATAATAAGGTATTCGTCACAACTTCATGACAGTTTTAATAACTAAAAGTTGTTGCCT
GTATGTATTTGAAGGTTTGGTCGGTACATGGCTAACCCCGTGCCTCTATTCTGCACGTCA
AGCTAAACCCTTTTAGCTGTAACTCATTTTA
>BJ727949 ID   BJ727949   standard; mRNA; EST; 849 BP.
AGTTGAGAGGCGGTGAACTGCTGATGAAAGCGGAGGCTGGAACGACTTGGCAGTCCTACT
GTGAGGATTCGTTAAGAAAATCTAGCTGAACCCTTCATTGGGGAGGTCTTTAACTCCCAC
ATCTGGGAGAACTTCAAACAGGTACAGAGAGAGGCTGAGGACATTGAGTCAGAGTGGATC
TTGTTTCTACCTCTACTGTCTCTTCAGCTGTTTGAAGCTGTAATCGCAAAGACTCTGGAT
TCTGTTTCGCGGTGGCAATCTACCGCACAGAGTGACTTATTCTGAGTTATTCTCCTCCAC
ATCGAGTGCAGCCAGTTGAAGGGACTCAAGCACCTGGTCCAGATGGCTCCTCGATGCCTC
CCTGGGGAGGTTTTCGAGGCATGTCCCACTGGGCGGAGATCCTGTAGAAGACCCAGGACA
CACTGATGAGATTACCTCTCTTGACTTGCTTTGGAATGTTTCAGGATTTCTCTTGAGGCG
CTGGAGGAACTGGCCAGAGATAATAAAGTCAGGGCATCTTTGCTTGGTCTGCTGATCCGC
GACGTTACAGTCCCAGATTAGTGGAAGAACATGGATGGATGGGTTGTTGATTTGTTTTGA
AATAAATAATGAATAAATAAATAACTTTGTTTCTTCCCCCTGATTTTGTTTTTCTCCAAA
TCAAACAGATGGAGTAAGGTCTGATGCAACACCATGTCCAGACCCACCAACTTCACCTGA
TGAGGAGGAGTATTACAGTTTTACTCATGAACCTCGAGGTTTGTGCGTGATTTTTAACAA
TAAGTTATTCTTCCCCGAGTCAAACCTCGGTGAACGAGGTGGAACTGAGAAAGATGAAAA
GTCTCTCAA
>BJ727961 ID   BJ727961   standard; mRNA; EST; 115 BP.
CTCTGTCTACAAACAATGACGTGTGCTAAAATTTTAAAAATTAAATGTAATAGATATTTT
TAATGGGTTTTGATAACACAAATTTATCAAAGGTTTTAATGGGGGGGGGGGGGNA
>BJ727965 ID   BJ727965   standard; mRNA; EST; 816 BP.
ATTCCTGCTCGTCGGCCTACTCCATACCCAGGAACAATCCCTACTTTAACAGTACAAATC
AGCCGCCTGAAATTTTTGCACATGGATTACACGATCCAGGCAGGTGTGCAGTGGATCGAC
TTCCGTCAGACAATGGAAGTCTTGTTATACTCTGCACAGACGCCAGTGGCAAAAACACAT
CGGTGGGAAGAATATTGGAAATCACTAAGGGGAAAGATTATGAAAATGAACCCTCTGTCT
ATGACCTGCAGTCCAACGGATGGGCACCACCTGTGGGGGGCTTTATCTACAGGGGCTGCC
AGTCTAGAAGACTCTATGGAAGTTATGTGTTCGGTGATAAAAATGGTAACTTGCAGATTC
TTCAAAAGTCTTCATTTTCAACTTCAGCAAGCGGTGAAGAGTGGCAGGAAAAGGCTATGT
GTCTTGGCTCAGCAGGCTCCTGCGGCTCCACTATTGTTGGACACATATTGGGTTTTGGAG
AGGATGAGCAAGGTGAAGTCTACATACTGGCAAGCAGTAAAAACATGGCTCAGTCACACA
GTGGAAAGCTCTTCAAGCTAGTAGATCCTAAAAGGCCCCTTTCACCCAAAGAGTGCCAGC
GCCAGGTGGAGCCACCAGAGCTCCTGATGACAGCTTGTTCCAGATACTGCAAGAATGGAC
ACTGCACTCCAACTGGCAAGTGCTGCTGTAGCCCAGGCTGGGAAGGACCCTTTTGCAGAA
TTGCCAAATGTGAGCCGGCCTGCCGCAATGGAGGGGTGTGTATGGAACCCAATAAATGTC
TGTGCAAAAGTGGCTACTCTGGCCTTCAGTGTGAGA
>BJ727980 ID   BJ727980   standard; mRNA; EST; 901 BP.
TCGGCACGAGGAGAACACCTACATCGTCTTTAGGTGAGCTTTCCACAACCAAATAGGTTT
AGACGTATGAGGCTTTTTTGTACCCTTGGTGACAAACAGTTATTTTGAAGGAAAAAAAGC
GTAAACAGAGAAACTGCGGTGGTATTTAAAATTTAAATACTGCTGGTTTATTAGCTCGAA
GCTCGAAAACGTTAGCTGCTAAATCTCAACGAGGAGCAGGCAAGGAGAAGTACACGCTGC
CTAATGCGTCACACAAAATAAAAAAAATAGTTTGACATGGCAGGAATGGCTTCTCCAGAG
AAAGCGTCCAGCTCCAAGAAGAAAGGAGAGAGAAAATGCGCCTCCAAAGAAGAGTACAGG
CAGCTGTCCAGCATCATGGGAGTAATGAACAACCTACGGAAACAGGGGACACTGTGTGAT
GTGACCCTCGTGGTTCAGGGGAAGCACTTTCCTGCCCACAGAGTAGTGCTCGCCGCCGCC
AGTCACGTTTTCAGCCTCATGTTCACCACTAGGATGATGGAGTCGATGTCACATGAGGTG
GAGCTAAGGAGTGCTGAGCCAGAGATTATTGAGCTGCTTATTGACTTTATATACACAGCC
AGGATCTCCGTGAACAGCAGCAATGTCCAGTCATTGTTGGATGCAGCTAACCAGTACCAG
ATTGAGCCAGTCAAGAAGATGTGTGTGGAGTTTCTTAAAGGCCAGATAGATCCCACAAAC
TGCTTGGGCATCTCGGCTCTCGCAGACTGCATGGACTGCCCTGAGCTGAAGTCGGCAGCA
GAGGACTTTTTCCAGCTTCATTTTACTGAAGTTTACAAACTGGATGAATTCTTGCAGCNT
TGGATGTTTCACAGCTCACTCACCTGCTGCACCAGGAACAAACTCACTGGTCCGCTCTGA
A
>BJ727984 ID   BJ727984   standard; mRNA; EST; 443 BP.
CCCTGTTTNNAACGCAAGTACATCCAGTCGAATGACAGCCCCTACTGTATCCCCTGCTAC
GACAGCCTGTTTTCAAACACATGTGACGAATGCAAGGAGCTAATTGGCCATGATGCAAGG
GAGCTCTTCTACGAGGACAGGCATTACCACGAGCACTGCTTCCGCTGTTTCCGCTGCGAT
CGCTCGTTGGCTGATGAGCCATTTACCAGCCAAGATAATGCTTTGCTGTGCAATGACTGC
TACTGCAATGAATTTTCCTCCAAGTGTGTAGCCTGTGACAAGATAGTCATGCCAGGTACA



AGAAAGCTGGAATATGCTGGCTCTACATGGCACGAGGGCTGCTTCATCTGCCACAGCTGT
GAACAGCCTATTGGCTCCNAGTCCTTCATCCCTGACAAAGACGAGCATTACTGCGTACCT
TGTTATGAGGACAAGTTTGCTCC
>BJ727987 ID   BJ727987   standard; mRNA; EST; 857 BP.
AGGCCCTTTGAGCACATCTAGCAGATTCAGCTTAAAACCCAAAAGGATTACCGTTTTTGA
TTGTTCTGGAAAAGAATGGAGAACCAAGCGGGACCTTGTTTAAAGGAGCACTGCCGGTTA
TGGTTTTGTTTGCCCCTTCTGCTGATTTTCGGTAATCATGTTGTGGCTGAATTGAGGTAC
TCGGTTCCCGAGGAGACGAAAGACGGGACTGTGGTGGGAAATGTTGCAAAGGATCTTGGA
ATGGATAAATCCTCTTTAAAAGATCGGCGTTTCCGTGTTGTGACCGAATCTAAGGACCGT
CATTTTGACGTTGATTCTAATAACGGTGCTTTAAAGGTACGTTCAAAAATCGACAGAGAG
GAGCTCTGTGAGGGTAACGGGCCATGCCTTCTCGAACTGCAGATTCTCGTTGAAAACCCG
TTAGAAATACACCACGTTGTTGTAGAAATCACAGATGTGAATGATCACGCCCCGATGTTT
ATCGAACAAGAGCAAGTCTTTGAAATAGGAGAGCAATCCTCCCCAGGTGCGCGATTCCAG
CTGCACGCAGCGCGCGACCCCGACGCTGGAGCAAACTCCATCCGCACATATACACTAACG
CCAAACGAACACTTTGACATAGAAATAAGCGAAGAGGAAAAAAATCCATTTTTACTTTTA
AAGAAGTCGTTAGATAGAGAACAAAAGAACAAACACGTCCTTTTTGTCACCGCAGTTGAT
GGAGGTAGACCTCAGAGAACAGGGACTCTGAACGTAACAGTTTTGGTTCTTGATACCAAC
GACAACCGTCCTATATTCAGTCAGGAGATTTACCAAGTTGAAATACGAGAAAACGCGTCT
GTAGGCACCCTCTGTTG
>BJ728017 ID   BJ728017   standard; mRNA; EST; 873 BP.
TAAGAGGATCACCACATTTCTAAATTGGCCTGGAGGGTTTGGTATCCGGCATGGCGGGAT
CTGTGGCGTGTTAGTGTCTGCTATCCTCACAGGAGTTGAGGCTCCGCAGAGATGAAGCCT
CTTTAATTGTTCTCAATTCTTTTCTGTTCTCCGTCCTGCGTTCGTCCCTACAGTTGCAGG
TAAAACTGTGTCTGGAGTCTCTCATGTAGGCGGAGCTATGGTCACCGGGGTAACCGCCGT
GGCCCAGAAAACTGTGGAGGGTGCCGGTAACATTGCTGCCGCCACTGGATTGGTCAAGAG
GGATCCGGCAAAACAAAGTGACGACGCCTCAGCGGTACAGAATGCACTAGAGTCACCTGT
TGATACTGATCCTGCTGAGGCTACAGAGGAAGACAGCGATGACTGATTGGCTCCAGAGCG
TCTCAATCAAAAACCGAAGACCGAAACATTCCATGTCGCACTGCCAAGTCCCGTCGTGCC
TCGCTTTGGGTCTGTCATGGAGTCTGTGCGTGAAGTCTCTGTGTTGCTGCTGGTATCGTT
CTGTTTGTCTGTTGGTTCTAGCTGTTGTAGAGACTGGGAGACGGTGCTTCTGTGTGTGGG
TGGGTGGAGGTGTGTGTGTCCGTTTGTCTCTGTATGTGAGTCCTTTGTCCCTAAAAGTGA
GAAAATCCGATGGGGAAGTGGGATTTAGCTTANCAGTTCTGAATCAAATATGTTATTTTA
ATTTGTTTTAATGATTGATTTCAGTTAAAATTCCCTCAAATGCTCCATTTATCAATATAA
TCCAGGTAAATGACTGCATCTTTGATTCCTGTTANATTAACAGAAAAAGATTATATATTG
AANATATAAAAGTTTTATAACAACCAAAGTCAC
>BJ728040 ID   BJ728040   standard; mRNA; EST; 164 BP.
ATTGAAAAAATGTGAAATTGTTCAATTTGAATGGCTTANATNAAGCCACAAAATAAAATG
TGATCAAACTANTGATGCCNATGAAGTCTCTAATATATTTTTGTTTATTTTTTGTTTGTT
TTTTGGGGTTTTAAAGTTCAAAAATGTTTTTTTTTTTTTTTTTT
>BJ728053 ID   BJ728053   standard; mRNA; EST; 306 BP.
AAAAAGACAGCGATGACTGATTGGCTCCAGAGCGTCTCAATCAAAAACCGAAGACCGAAA
CATTCCATGTCGCACTGCCAAGTCCCGTCGTGCCTCGCTTTGGGTCTGTCATGGAGTCTG
TGCGTGAAGTCTCTGTGTTGCTGCTGGTATCGTTCTGTTTGTCTGTTGGTTCTAGCTGTT
GTAGAGACTGGGAGACGGTGCTTCTGTGTGTGGGTGGGTGGAGGTGTGTGTGTCCNNTTG
NCNCTGNNNGNNANNNCNTTGNCNCNNNNNNNGNNANNNNCNNANGNNNANNNGNNANNN
NNNTNA
>BJ728055 ID   BJ728055   standard; mRNA; EST; 875 BP.
TTCTAATTTTCTGCATCAGATTGAAAATATATTACGAAAATAGATTTGTATTGGATATAT
TACATACATAAATACTGTGTAATGGGTGACTTGAAACCTTTACATGTTTGGCTAGTCTCC
AATTCCCTGAAAGTGTCTGTAGTGATGATATCAGATATAAATGGAATTATTATTTTTAAA
AAAAAGTATATGATGAAAAAAATCCATTTTATACACAAAAGTTTTAATAGATTTTTGTGT
CATTTTAGACAATGAGAGGTCAATCCTGCTCCCTGGTCCTTGTGTCTTGTCCCGTTCATG
GTTTAATAAAACATCTTTTCCATGCACCACCACTGATTGGCACGTGGTGTTTTCTTGAAC
GCATTTGATTGTAGTGCAACAACACACTGCTGCAGATTTTATTCAGGCCTGGTCAGTCTT
TTAGTCGTTACCGGGAGATTCTATTATTTTATTAAAGAGTAAATGTTTAGTCCAACTGAT
TAGTATTTTATTCAAACAGAAAAATTCGGATGTGCCCTATTCCTGAAAAAGAAAATCAAA
GCTGCATTTCTCTTAAGGATCATTGTCACTGTGTGAAAATGTTACAATCTTTTTGTGTTG
CATCATTTAAACTTTTCTAGCCACATTGGGGAATAATCCGCACTTTTTCTTTGTGCTGGT
TTAATGATAGAATTGATGATGTGTAACGACTAATCTGCTTTGCACTTTTGTCTTTGCCAG
TTTGGGATTTAAAGACGAACAAACGAATTTATAAGCCGGAGGAATAATGCAGCATTGTGC
GCTCTTTGCAGTTCCCAGAGCTCAATAGCAATGCAATGACAGTTGCAACAAACAGTTAGG
ATGAATGGAGCATGTTGTCGAAACTCGATTCCNGA
>BJ728061 ID   BJ728061   standard; mRNA; EST; 839 BP.
ATCATGGTCAGGCAGGGTCCTGCAGAGACTGAGAGAACATGGGATAAAACTGAAACCCAA



GAAGTGTGACTTGTTCAAAGCTGAGGTGCGCTACTTGGGACGGATTGTATCAGCTGAAGG
AAACAAAATGGACCCTGCTGACACAGCTGCAGTAAGAGCATTAAAACACAAGAAACCCCA
TAATGTTGGTGAGTTAAGAGCTATGTTAGGACTACTGAGCTATTACAGGCAATACATCAA
AAACTTCTCACGAATTGCCAGCTCTTTGTATGACCTGCTAAAAGCACCTACAGAAACGGC
TGTGCAGCCGAGGAACAAAGACAAATGGCGANCAAAACAAAACAAGACAATCCCATCTAA
CACACCCATTGACTGGACTTCAGCACATCAGTCAGTCCTCGAACAACTGATAGACTGTTT
GACAACACCCCCTGTTCTAGGCTTCCCAGACTTTTCTCAGCCTTTCATCTTACATACAGA
TGCATCAAATAAAGGACTGGGGGCTGTCCTGTATCAAAGACAGGATGGAAAGCTACGCGT
GATTGCATATGGCTCACGCACCTTGACTGCAGCAGAAAAGAATTACCATCTACATTCAGG
GAAATTAGAATTTTTAGCATTAAAATGGGCAGTCACTGAAAAATTTAGAGACTATTTGTA
TTACGCTCCAAGCTTCACAGTCTACAGTGACAACAATCCCCTTACTTATGTTCTGTCCAC
TGCCAAACTAAATGCAACAGGATGCAGATGGGTCGCAGAACTTGCAGATTTCCATTTTAC
AGTTAAATACCGTCCTGGGAAAAGAAAACATAGACGCTGACAGTTTATCCCGAATGCCC
>BJ728123 ID   BJ728123   standard; mRNA; EST; 868 BP.
AAAATCTAAAAGCATTTACACTTGTTTTCATATATGCAAAAGCGTGTTGGATTCAGCTTG
TAAAGCACTTGCAGAGGAATTTCTAGAGCTGATGGTCATTTCCGCCGAGGTGACACGGCG
CCACAAACATGAAGTGAGGAGATTTTGTGGAGAAAAGCTGCTTTATATCAATAAGATTTT
AAACACTAATAAAAGTTCTAAACACATGCCATTTAGGGAGTGTGTGTTTAAGTTACAGAT
TTTAGTAGATTTGTAATTTTTTCCATTTAAACCTCCGTATGTGGATCTGTCAGGGCTGCA
GAGAAGCATATCATAAATTCTTGTAAATCAAAGTTGTGATTATGACCAAAATATTTTAAG
AGGACTATTTTAAATATATATTTTGTTATTTTTTTCTAGTAGGAATTACCCTAGCCTGTT
GATGAGGGAATCTAAATGAAAGTTTGGTTCCCTGGACACTAAGACAATCCTCTTGGTTTG
TCTGTACTGTCATTCTCAAGTCCAATGAAAGCTTTTGAACGATTACAGAGAGGAAATTGC
AGAATATATTACTAGTATATACAATTTTATCAAGAAGGTATCTTATATTTTAGTTATCAA
TTCATAAAGAATATGTATTTAAATGGCAGTATGGTGCAGATTTAAATAAAAATCCCATTT
CAGAGGCTATGTGAGGTTTTAAAAACCGACTAAAAAGGCTTCCAATGTAAGTTATGGTTA
GAGATAAGTTTGTTTTAGCTAAAAAATCTTAGTTTGCTGCTTTTACAAGAGTTTTAGAGA
AAGAAGTTCTTGAATTGCATGACAAAGGCAGCATTTTTCTCTGTTCAGCAGTGTATGATC
ACAGGGAATTATGCCTTTGAGGGTTTGT
>BJ728136 ID   BJ728136   standard; mRNA; EST; 868 BP.
AACCTGCTCCCATCAAGAAATCAGCAGCCAAGAAAGCTGCAGAGAAGGCATCTGAGCCGG
CTCCGGAGCCCGAGCCCACCCCCGTAGAGCCTCCACCAGCTGAGGCTCCATCTTCTGAGA
CCACAGCTGAAGCCGCTCCAGTGGCTGAGGAGGAAACACCTCCAGCTGCCCCAGCAGAGG
AAACCCCTGCGGATCAGGAAAGTGCTCCAGCTACAGCTCCTGCCTTTGAAGACAGCGCGG
TCACTCCAGCAACAGAAGCTCCAGCAGACGCTGCTCCAGCTGTGGTCGAGGAGCCACCCA
AGGCCCCCACACCTCCACCTCCTGCAGTCCCCACCAGTGCCCCTCTGGATGTCTCCGTGC
ATGATGTCAATGACTCCAGCCTCACCATTAAGTGGCAAGCACCCGAGACTATTGGAGACT
CTGGCCTGAATGGTTACACTGTGGAATACTGCAAAGATGGAACAACAGACTGGGTTGTGG
CAAACGAGGAGCTGACCCAAGCTGACCACTTCTGCATCAAGAACCTGACAATTGGAGACC
TGCTTCATGTTCGCGTGGTGGCCGTAAACCCTGGTGGCCGCAGTGAGCCTGGGACGCTTC
CACAGGCCGTCCCCATTCGAGAGGTTATCGACCGCCCAAAGATCCGCCTGCCTCGAGCTC
TTAGATCCCGCTATGTGAAGAAGGTCGGCGAGCAGATCAACCTTGTCATCCCATTTATTG
GAAAGCCCAAGCCTGTGGTTTCCTGGTTGAAGGATGGTCAGCCTTTGGACACAAAAAGAG
TGAACATCAGGAACAGTGACCGTGACAGCATCCTGTTCATTCGCGGCGCTCAGAGGGAGG
ACTCTGGGGNTTTATGAGATGTCTTTGA
>BJ728140 ID   BJ728140   standard; mRNA; EST; 856 BP.
GTCATCCAGCTTGTTGGCATGCTGCGTGGCATCGCAGCAGGCATGAAGTACCTGTCAGAT
ATGAACTATGTGCACAGAGACCTGGCTGCACGTAACATCTTGGTTAACAGTAATCTGGTG
TGTAAGGTGTCCGACTTTGGCCTATCTCGATTCCTTGAAGACGACCCCACAGATCCTACC
TACACCAGCTCACTGGGAGGCAAGATCCCCATCCGTTGGACGGCCCCTGAGGCTATTGCA
TACAGGAAGTTCACCTCGGCCAGTGACGTGTGGAGCTACGGCATCGTCATGTGGGAAGTA
ATGTCATATGGCGAGCGGCCATATTGGGATATGAGCAATCAAGATGTGATAAATGCTGTG
GAGCAGGACTATAGACTGCCCCCACCCATGGAATGCCCCACAGCCTTACACCAGCTCATG
CTGGACTGCTGGGTGAAAGAGAGGAACCTGCGGCCCAAATTCACCCAGATTGTGGCGACA
TTGGATAAGCTCATTCGAAATGCTGCGAGCCTCAAAGTGGTCACCAACAGCACGCAGTCC
ACAGGGGTATCCCAGCCCTTGCTTGACCGCTGTGTGCCAGACTATACAACTTTCACCACT
GTGGGGGACTGGCTGGATGCCATCAAGATGAGCCGCTACCGCGACAACTTCGTCAATGCC
GGATTTGCTTCCTTTGACCTGGTTGCCCAGATGACAGCAGAGGACTTGCTACGGATAGGT
GTGACATTGGCTGGTCATCAGAAGAAGATTCTCGGTAGCATTCAGGACATGAGACTTCAA
ATGAACCAAACACTTCCCGTTCAGGTGTAAGCTAAAGGCCACACAGATGGATGCAGTCCA
AGGACAGCCAGAACAG
>BJ728155 ID   BJ728155   standard; mRNA; EST; 890 BP.
CATAATTTCGTCAGTTACAATGATGTGTACTTTCAAGTTTAAAACAGTTTTTAAATTTTT
ATAGTCACTTTTTCAGATTTGCCATCTGGTTTTTCATTCACTTTGGGCTGATCCGGATTT



GACCCCATCTTATCCCCTCAGTGACCCAAACTCTGAGCAGAGAAAGATGCAGAAGTTTCC
AAAGAACCTTTAATTTACCTGCTGTCTTGAGCAGCAGGGCTGATTTATTTTTCTTTTTTA
ATCTAAAAAAGAAAGCAAGATGAGAAATCTAACCCAGCAGCCACACAAGCATGCCAGATA
GCACCAAAAAATCAAAGAACAGACAGAAAGCAGACTAAGAAGCAAAACGTTTCTGCATGC
AGACGTGATGATTCAGAGCTCAGTTCATCGCACAAAGGCTGAGTCGAACCCGCAATTTGG
TCCAGGGTTGTCGTCCTCTCATCACCTCCATAATCTCTCTCCCGATCCGCCGCCGTTTGA
GGCGGAGCCTTTAAATGGAGTTGTGAGAGCGCTCAAGAGACAAAACGGGACCTTTTTGTT
GCCTGCAGCCTTTGTGCCATGGCTGGCCACATCCGCCTGGACGACCAGGCCCCGCCCTAA
AGCATAGCAGGACTCTCGGACCCGCCCACACCAGCTGCCATTGCTGCCTGCTTCACAGAC
CTGGTACAGACACAGCACACTGCACTGCATGAACCACCTACAATAGTGCCACCTTCAACT
GGCCTACTATTGGAAGAGGTGCATGACAGAGTGATTGAAGCCCCACAGCAAGCCACAGTA
CGGGGAGGTTTTGCATCACTCCTGTTGTTGTGCTCGTTGTTGTCCCACTGTTGGTAGTAG
TTAGTGTTACCGCTGCTGCTGCTGTTGTTTGTCTCCTCTTTCCTTCTCCT
>BJ728164 ID   BJ728164   standard; mRNA; EST; 742 BP.
CATTCTCTTTCCATTTATCTCCCAGATTACAGAACTGTTGATGAATTTAAATGTCAGCAG
TTCCATCCAGTTATTTTTTGTCTCCTGAGAAAAGTTTCCTTAATCGCTATAAACTTACTC
TTTTGTCTTTTGACAAAACAGGAATAGTTTTGAGTGCCAAAAGTGTGTTGAAGAAATAGA
GATCATAAAGTTTCTCTTGGTGTTTTGAATGTTTTCAGAAGGTAATAGAAATAGATGAAA
AAGCCTCCAAATAATTTTACTAATGTATGGCACAAAGTCCTGCAGACATCTGTCCTTCAA
AGCCTCAATGGTCACAAGACTGAAAATGATCGTTTTTTTCTTAGAAGCACACCTAAAGTT
TTTGTCAAACTCATGAGGGTTAGGACTTTAAATGTCATTACATCTGCAATAACAATGGGG
GCCTACATGTATGTTAATTCACCGTCTAGAGGAGCGAGTGAAAACATGATGATTCCATGT
TCAGATGAATATAATACTTAAGATGATCAGCAGGGTTTATGGCATATTTTCAAAGTAAAG
AGAGTTTAAGTATTTTAAAAGCACACAGCATATACCACAACAACAAAATACCTGAATAAA
AACAAGCATTGCTGTCATGGTGCACTGCAATAAGAAAACGGTGTGCACAGACAAAGTCTT
GTCTTCTGTCCTCTCTTAGTTAATTAAAAAATGAACCTAAAAAAAAGGTTCAGGACACTG
TGCTGCCCCCCCCCCCCCCCCG
>BJ728165 ID   BJ728165   standard; mRNA; EST; 829 BP.
ATTGATTAATGATTTGCCTTGTCTGTCCTGACATGGAACGTATATTGTATGCAGATGATA
CAGGGTTTATATGCGTATAGATGCTCCAAATAGATTGTTAGAGCCAAACTCATCAAATCA
ATGAGCAACATTCCTGCAAGATATTTTCCTGCAGTTAATTGGGACTTCCGGTTCCGGGTT
ACACGGCAGGACGCGTGGCGTGCCTCTCTGCGAATATAACTATCTTCAAATTACTTAAAA
GGTTGATTTTCAAAAAAGAGAGCTGACCATGCCCCCGAAGAAACCCCAGGAATATGAAGA
TCTCAAAAAGACTCTTGACATTATTCAAGAAACGCTGAAAAGTTTTATGGAACAAGTGTA
GGCTAAGCTAACGCCCCTTTGGGGCGACAGTGGCTCAGGTGGTTGAGCGGGTCGTCCAAT
GATCGAAGGGTTGGCGGTTCGATCCCCGCTCCCACCAGCCAAAAATGTCGTTGTGTCCTT
GGGCAAGACACTTCACCCTCCTTGCCTCCAGTGTGGCTCCACTGGTGTGTGAATGCGCAT
GAATGATCCCGGTGATGGTCAGAGGGGCCGTAGGCGCGAACTGGCAGCCACGCCTCTGTC
AGTCTGCCCCAGGGCAGCTGTGGCTACAACCGTAGCTTACCATCACCAAGTATGAATGAG
GAGTGAATGAATAATGGACATAATGTAAGCGCTTTGGGTGTCTTGAAAAGCGCAGAAAAA
TCCAATCCATTATTATTATTATTATTGGGATATGATGGAAGAGTTCCGAAGATTTCGGGC
TCAAAACGAGCAGCCAGAAAACCAGGTCGAGATTCTGGAGAAAAGACTG
>BJ728184 ID   BJ728184   standard; mRNA; EST; 889 BP.
CGAGGGAAATACAGAGCGATAATAAACCAGAAAAACAGAACGGGACGTCCAGTAAATCCC
CATCCTCACAGACAACCTACATTCAGCAGGGAATGGAAGGAATTAAAGTGTACTTGCACG
AGAGGGAGCTGTGGATGAAGTTTCATGAAGTGGGCACGGAAATGATCATTACCAAAGCAG
GCCGGAGAATGTTCCCCAGCTTCAAAGTCAAGGTGACTGGCCTGAATCCCAAAACTAAAT
ATATTCTTCTTATGGATGTTGTTCCTGCGGACGATCATCGATACAAATTCGCTGATAATA
AATGGTCTGTGACCGGGAAGGCAGAGCCCGCCATGCCCGGGAGGCTCTACGTTCACCCGG
ATTCTCCCGCCACGGGGGCGCATTGGATGAGGCAGCTCGTTTCCTTCCAGAAGCTGAAAC
TGACCAACAACCATCTGGACCCGTTCGGACACATCATCCTGAACTCGATGCACAAATATC
AGCCGAGGATTCACATCGTGAAGGCGGATGAGAATAACGGCTTTGGTTCCAAAAACACGG
CCTTCTGCACTCACGTATTCCCGGAGACGGCCTTCATTGCGGTCACATCCTATCAGAACC
ACAAGATCACCCAGCTGAAGATTGAGAACAACCCCTTCGCAAAAGGCTTCAGAGGAAGTG
ATGATATGGAATTGCACCGGATGTCCAGAATGCAAAGCACAAAGGAGTATCCTGTGGTAC
CTCGCAGCACCGTGAGACAAAGGGTCGGCTCCAGCCAGAGTCCATTTAGCGGGGACATCC
AGGGCATGGCCACACCCGGCACCCTGAGCTCCCAGTACTCCCACTCTGAGAATGGGGTCA
CAAGCACCTCACAGGACATGCTGCCTCAGTCGGGCTCCTACCCTTTGCC
>BJ728189 ID   BJ728189   standard; mRNA; EST; 847 BP.
CGGGGTTACTTTGTGTTAATGGTTCGACTCAGAAGCTGATTTCTGATGAAATACTGGCGC
TCTGCAGAGACTGTCCTTGAAAAAAAACATTGAATTTGGTTAAAAATGGCTTAATCCTAA
TTAAGACCATTGGGCACATTTTTATAATAGATCAGAAGATGATCAAAGTGGGACTTGATG
GGTTTTCGGTTTTCAGATATTTTCCTTTACGGTTTAGGTATTGGATTTTTCCTACCTCAA
AGTTTGCTTTAAGCACCTAAAACGACCAGCAAATTATTTTTATCCATCTTAAATATGTGT



TTCTGTGAACAGACTCACTCCTATGTGCATAAAATGTCAGCTTTCAGTGCCTTGATCTTC
TTCCTGAACACTGCTTTTTTGTAAACGCCTGTGAAACTTCAGCTTCCTGTTTCTGTGGAT
GCCTCTCATAAAACTCAGGAATCACAACAGAATGCAAAATGTGACAGCTCTCTTATTGTT
GCGCTTATTTTACTTCACAGCGTCTGCTCCAGACGATTACTTGTACACTGGTTTCAGCAG
TAAACCTGCATGGAAAATTATGAACCACTATTTTTCTCGTGGCCCTGCAGCAGCATACAT
TGGAATAATGTTTGTGTCACAATGCAATTCTCTTCACTTTATCAAACACTGCACTTAAGC
TTACCAGTTGTTTTATGTATGGCAGAAACTCATTCCTGCTGGTAATATATTTTAAGTTCA
TTTACATTCTCAAAAACATAATAAAATCTGCAGCATCTTTGATCGAATTCCAATACATCA
GTTTGCATCCTTCTGGCACTTTTAATGGATTTTTCCCTGCAAAGCCCAGTTAGGTAAGTT
TTGTTAA
>BJ728200 ID   BJ728200   standard; mRNA; EST; 847 BP.
CAACAACCAGCAATCAGGAGAGCAAGGCAGGATCCNACTGCTGATCATTCTGGGGGTGGT
GGCCAATATTTTCCAGAAGATAATCGAGGTTTTGGCAAAGAGGCTTCGAAAGGATCCAGA
GGGGGGAAAACAGCTGTGTCTGTCAGTCGTCGCGGGTATGAGAGACTTCCTCCAAGTGGC
ACAAACCTGGGACAGAGAACCTCTCAGTGGAGTCCTCTCTACCATTTTTGCCATCATCAT
TGTGGAGAANAGACGTGTTCTCCAAAAGATTGCTCATCCAGAGGAAGTGATCGCCCCACA
GTCAGTAGATGAGATGCCTCCTTTGTCCAGCACATTGCTGTCGGTCATTCTGAAGTCACC
ACAGATTACAAAGTCATTTCTGACAGAGGTGGGCTCATCTTTGGACTCTGAAGCCATAAG
CAGCCTCTCTGAGCTGGCTGCCGTTCTGCGTGTTTTANCANTTATCAAGGGGGCCAAAGG
TTCTGAANCTGGGCTGAAGAGTGCAGCGGTATCCATCCAGCANCAGATCCACAAATACNC
CATCTCTGATGAANACGATGGAGAAATCCAGAGGGCCATCTATGAATCTTCAGTGAAGAC
TTTGAATGAGATCCTGCATTTATAACATCAATTTGTTGCCATGGTGAACAGGAAGCTATT
TCCTCATTTTTCATATTTGTGTCGTAATTAGAAGCAAAGAAATCACAATATTGGATGAAC
TTGACGGAAAACAAGCATATAATGTTCCAGTTTCTCTAAATGGATTTTTAAATATATACT
AAAGCTTTTGTATTTCCTTCTTTTCTCTGTTTACTTCCCTCCTCACAGTGCGCATGTCTT
ATTTTGT
>BJ728207 ID   BJ728207   standard; mRNA; EST; 475 BP.
CAAGTTGTTTTTCTTCTAATATTCCTCTGTATGGCACTTTGAAAAGGAGCTTCATTGCTT
CAGTGAGTATTTCTGTCACTGTCTCTGGATTTCATGAAGACGACATCACTTTTGAGCTGC
AATGCTTGCAGATGTTGAATTAATAGTTTGATTTGACACATTTCTGTAAACCACTGCACT
CTACGTTGTTCACATTTGAATCGTAGTACTATGAAGGAATATTTCAAATATTGAAAAGTT
TTTTTTTTTNGCAGGTTTAATTAAAAANGTNGGTNGACCTTTTTACAGTTNGNCTTAAAA
ANANAAGGTTACTNCCCNCAGGTTNGANCNGGAANCAAACAAAAANCCNCAAGTTNCAGG
GGGGGCCTTAAAAANANCCANAAACTTCNGCCAAGGGCANAAAAANAAATNGTTANGACN
ACGGGGNCAATTTTATNCTTACNGGACANACCCNCNCAACAAANCANCTTTGANG
>BJ728211 ID   BJ728211   standard; mRNA; EST; 868 BP.
GTCGTTTGGTTTGAACGTAGAGCCCGAAAACGGTCTTAAAATGTGTGTAGCTATGTGTGA
ACGTGAGAGTTTTGAACGCGCAAGGGGCGCCATCCATACGTCACAATCAAATCCACGTCA
CTGACTGGTCAAAATTTGAACTGGTTAAATGTTCAACGCATTTTGAATGTAGATCACGAA
AATGATTATAAAAATGTGCGTAACTCCACGTAAACGAGAGTTTTGAACGCAGAAGCCTGA
AACGCAGATTTACGGACGTTTATATAGACTTTTCATTGAAGTTGGTCACTTGAATGCATG
TTAGCGAGGGCGGTGTGAACGTAGCTTAAAACAACTTTCTTTAACCCTTTAACACCACAG
CTGTTGCCTGTAACAGCTAAAGACAAAAACAAACTCTTTGATGTGCCGTAACTCTGATTC
AGACGCAGAGAAAATTGGTATTTCATTTCACATTTGCTAACGTGGAGCACAACCACTTTT
CTTCAAGGCTGAATCAGCTGGACATGCATTGATTGCACTTCACTACTATAAAGTGTCACG
TATCAGTAAAAGACTGGTTTTCTTCTCTTCAGAATCTGCTGAAATTACGTTAATTGCGTA
AAAGTTGCAATAGCCGAAATAATGTCAACACTGAAGCTAAAGCTCTGGTGTTCAAAGGTT
ACATTAGTTTGTGCATGTTAACCTTTTTACCCTCACATTGGACATAAAAACTGAATTTAT
TCAACCCTGACACATTAAACATGAAATGTCCTTATTCGGAGGTCCATGCCAGTCTCGGGG
AGAGATGGGCTGACCAGACACGGTCCTGACCTGCTTGTTATGCCATGCGTGTGTGTATGT
GTGTGTGTCTGTGCTGCAGTAATAGCAG
>BJ728223 ID   BJ728223   standard; mRNA; EST; 896 BP.
TAAGGGGTGGGACAAAACTCTCTATACTATTTAAAAATCTCTAATCTTGCCTTTTAATCT
CAAACGCGACAGTGTTCTTACTTTTACAAGAAGTTCCTGTCACTTGTGAAGAAGGGAAGG
CGGAAGGAGAGCCGCGACCATGTTCATGTTGTGGGTTTATCAGCGCAGATTTAGACCGAG
ATGAGATAGGCTTCAGCTCGCTGTTCCTTCGACCTGCCGGGACCCAGACGGCCGCCTCTG
CTCCTTTATTTCACTCACGCACCAGTCAAAGCCTTAATTTAATGTGTTGTTGTTGCTGCT
TCGTGGACTTTTTTCCTTGACTGAATGTTCTTGAAAACGAACTTTACGCAGAGAACGCGT
CAGTGGAAGAAGGATGTGAAGAAGCTCTCTGGAAATGCATACAAACTAAAAAGAAATCTT
CAGATTTTCTCTTCTTTTTTGGCGGGGGAGGACAGAGGAGCGCTTGTGTGCCTCTAATAT
GTGGCGTTTACGTCTGTCAAGTTAAAAAGGAAAACAGAGATGGGGAACTGTGCTCTGCTC
ACATTGGTGCTAGCTGGACTGTTACTTTGGATTTCTAACACACGTGCAGACAGCAACGAT
GATGCAAATGACAGGAAGCTGCTGTGCACTTGTGAGAACACTAAAGGCACATGTCAGAAT
GGAACTTGCACCGGTGACTACTGCTTCTATACGTGGGTGCACGGCGAAGAGGAAAGGGGG



TGTTTCTCTAAGAAACACTACAGAGAGCAGTGCTCAGGCTTCTTCAAGGGATTTTTTGTC
AGTTGCTGCGAGGAAAACGAATGCAATGCCTTAATGACACCGCCTCCAAATATAAATGGG
GAGCCAACAACAGTTTCACCTCCAGAGCCTCTCCACCCAGAGATGTGGATCAGTGT
>BJ728228 ID   BJ728228   standard; mRNA; EST; 851 BP.
ACATGAGTTTGTTCACTTTATTAGAGTCTTGGAAGACATCAAAGCCATAAAACACTGGAG
GCTATTTATATTGGCTCATGTGCTGCAGGCATAATCCACATGAATCAAGTTTTATACCGA
TGGTAATTTTTTAAACACAGACGTCCTACATATTATTTAATGTTATTATCATACTGTTGC
TGTGAGGATACGTCAGTGGTGTTTTTGGTCGTGTTCTGTCATCTATCATCCAGTCCTGGT
TCATGTTAATCCTCCACAGCTGTCCTCATTTCTGTTCATTGTCATTAGTGAGTAGAAGTG
TCTGGTTTTCAGTTTGACATTGTCATTATCTGCTTTATCTGCTATTAGTTTCCACGGTTT
TTGTCATGTTTAGGTTTGTTTAGGTTTGTACGAAGCCCATCGAGCCAACTGTTGTAGTGA
ATGTGGGCTATACAAATAAAATTGAATAGAATTGAATTTTTTATTAAATGTTTGCATTTC
TGCTTCTAAGCCTAGCTTCCTGCATTGTTGGCTTCTACACCGCCAGTTCCTGACAGCTGT
ATCCAATGTGGCTCAGGTTCTAGATTAGGAGGCTTTTGTTGTGATTGGAAAGATTTTAAT
ACAGAAGATTGTGAAACTGAATGATGTGGAAATCAGAAAATATTACATTAAACAGATACA
TTTAGTGTCTGTTGTAAAACAAGATAATGGGTTCAACAGAACACCGGGGGATTTTCCAGC
CACATCTTACTCTTGCATCTCTAACAGAAATGAATTAATGGTATTACAAAAAAGAAAAAA
GAGAAAAAGAAAAAAACCTTTATTAGAGGCAAAAAGGTCAGGTGATCAAGCACGCCTTGA
GGCCATACGAG
>BJ728233 ID   BJ728233   standard; mRNA; EST; 310 BP.
TGTTCTTGAAGGCCTAGGTGGTCTTGCTGGTGGTCCTCCATTGACATTTGCAAATGAAAG
GGAGCGTTCTTTAGCCTTTCAGGCTTTGGCCCAATTTGGACATCAAAGCATAGCCAGGTA
TCCTGAGCTTTTTTTGCGAGGGCTGGAAATGCATGAAAGCAGAGAGATGGAGGGAGACGA
TCCAGAAAGGACACTCATGCCGGCTCTACAGCGTGACAGATGGGCAGATGAAGGGGATGA
GGAAAACGGAGAGGAGGAACCAGAAGAAGGGGACTAGTTTTAAAGAAACTGTACAAGATT
AAAAAAAAAA
>BJ728239 ID   BJ728239   standard; mRNA; EST; 215 BP.
GCTCCCTTATTTTTTTTGGCAGAAAGCTTATACCCACAGTCTTTGTGGATCGGAGAAACA
AGAACACATTAAAGAAAAGCAGACTTAAATCTTAACGATCTGTGACGTTGAGCCTTGCAT
CTAAGATTTTTGAGTTTGTATCATCTTGATCATGTTTTGCTTGTGTTTTTAGTTTATTCT
TCAAGGAATATGTATGTACCGTATATATATATATA
>BJ728240 ID   BJ728240   standard; mRNA; EST; 878 BP.
GCGATTGATGCTGAGAAGAATACGAAGACAAAACATTGTGCTTGCTGCATAGAAGAAAAG
CAATGCACACAAGAAGGGCAAAGTTGAAGAAGTTGTTGGATGAGGCCGTGGTTGCAGCAC
ACTGTTTTGATTGGACAGTAAAAATATGCTTTATATAGCCTCAGGCTACCAGCCGACTGG
CAGCTGGTTGCACTTGAATTGGACAGCCGCCGTCCGGAGACATTTACACATCGTCTAATC
ATAGCTGCTGCCAGCCAGCTACTCAGCTGACACTACCCTGTGGCCGCCCGATTTTTCCTA
ATGCCATCGATATTTATGACCACGCTTCCCCATCGTGCAGTGGCACTTGTATTTGTGACC
TTGGCATTAGCTGCATCAGACTGCTCTAGATTGTAATTGGGTGAATACAGATGTGTAACC
CTTGTGCTATCCTAGGTACTTTAACATTGGGAGTTGGGTCATCTAGAGCCCACAAGACAG
TGCACTGAACTTTTTTTCTTCAATGAGTTGTGATCTTCACTGGTGTCCATGGATTACATG
AAATCCTCTTCACCTTTATCCACCTTTGTCATGGTAGGGAGAACATGTCAATGTAAACAT
GGGGTCATCTAAGATAGCGCAAGGGTTAAGGTCCCATTGGAAAACCAGCAGGTGGATGGC
AGATCCTATGGACAAGGGTTGAACTGAATTTACTGGTAAAGATATAGATGATCCATGTTT
TGGAATAAAACTCTTCATTGGATTTTTTTTCCTTTTCATCCCAAGAGTGTGAACCTTCAA
ATGTTTTGGGATAGCTTTGGCAAAAGCTTGTGCACAGCCTGAGACTACAAGCATTCAGAA
ATTTCCCTTTAATTTCTATTGTTCCTTCTTTTTTTTCC
>BJ728253 ID   BJ728253   standard; mRNA; EST; 765 BP.
AAATAACAAAAAACTAGAGTAAGAAGAGTTTTTTTGGCATTATTCTGTGCTTTAGTTTGG
TTTTTCAGTGGTGTTCTTGGTTTTGGTCATGGTTTCAGCTGTTCCTCTATCAGTCACTCC
AAGGTAATGTTGTTTGTCCACAGCTGTCTTCATTTAGTTAATCACCCCCAGTGTATATAA
GTGTCTGGTTTTCAGTTTGTCAGTGCTGGGTCATCTGCTCTGTTCTGCATTTTCAACTTC
TTTGGTTCTCCATGGTTTTTGTCACGTTCTGGTAAACTTATCAAATGTTTGTTTCTGTCA
CCAATCCTGACCTCCTGCTTTTTGGGTCCACCAGTTCCTGACACTTTTAGTTTTTCCCTG
TGAAAATCACAACAATCCCACATTACCTGATATTTTTACTTTAAATTAACATTTGTAGTG
TGACTGTTGAAACACTTTGTTGAAAATCTTGCAAAAAATAAAAACAATGAAACCTTTAAC
ATTCTTTCTAAAACTGCTTACAAAATGGGATGTAAACTCAAATCACTTAAATAAAACTAT
ATTTCACTTTTGGCCAATAAGAAAGCTGTACACAACCTTCAACATAAAAAAGCAGGAAAC
TGTTCATTTTTTTTTTNCANAATNATTNANANCCACGGTNAGGNCCCAACTTTATTTCAA
AAAGCAGTTTCTGTTCGTCAGNCCTGACTTTTCTGGGTCCTACCNGGTTTTGNCCACTTG
AAGGCAGCGTTTGTCTACATTTGNGGGCCTTCTTGTTGCTCTGAG
>BJ728258 ID   BJ728258   standard; mRNA; EST; 826 BP.
ATGTATGTATCACATTTGATGTCTTAATACTTTTAGATCTAATAAAGTCAGAGTGGAAGG
ACTTTTGTAAAAGAAAAAGAGAAGCCGTTGTTCTCATGGAGGTCCTGGATTCTGCCAGCA



GGACCTCAGCAGCTCTTCCATAACTTTTGTACAAAAAACTGTTCTGATTCCATATTTAAC
TTTTGTAAAAAACATTGTGCATTTTTCTCGTCCTTTGTGTATTTTTGTGAAATGTAAAAT
GATGGTTCTTTCTTAATGCACTATTTCTGTTGAAGCACTTATTGAGAAAAAAGTATCTGA
AAGAAAAGAACGATGACGTCAGAAAAGCTTCCATGTTTTTTAGCTGAGTCAGCGGAGAAT
TTTCAACATTTCCTAATTCAAATGTGAGCAGTTTCTATTTTTAACGTTTTACCATCTTTT
TTTTCATTAAAAAAATAAATACTTTCTGAAAGGAATGTCTGGATGCGGGCGCTGCCACAA
TCGGGCTCTTTCTCCGGTTCTGGACCACCGGGTCCTCCGGAGACCAGAACCAATCCAGTT
CTGAGCCTTAAACACCAACATGAAACATCCGTCTCTGTTTCATAACTGATAAAAGGTTTA
CACATTTTTTTCATCTTTAGTTTACCCCCCCCCTAAAAAAAAGAGATCATTCTATTTAAT
ACAAACTTATGAAATGTTTTTCATCAGCAAAAGTGAAGCTTCAAAAACAATTCTGCTATG
TAGAAACTAAACTTCTGAATCATCCAACATTTACATCGAAAAAAAAAAGATTTGTTATTT
GAAACTATGGAATTAACCCTAGTACTATCCTATGACCCCCCCCCCT
>BJ728273 ID   BJ728273   standard; mRNA; EST; 890 BP.
TGCTCAACTAAGAATTCCACACTGGAACCCGTTCCTGTGGTTTACGTGAATCCTTTTGGG
GGCAGTCATTCAGAAAGCTGGTTCATGCCAGTGAACCAGCCTGACTTCCCAGACTGGGAA
AGAACTAAACTTGATGGCATCACCACTGCAGACTGTTACAACTGGACTCTGTCTCTGAAC
AGCAAGTGGAAGTCGTTCTTTGAAACAGTGCACATCTACCTGCGGAGCCGCATAGTCACC
GACGATCCAACGGTGAATGAAACTCTTTTCTACGAGCCACTGGACTTGGACGACCAGACG
TCAAACCTGGGCTACATGAAGATCAACACGCTCAAAGTCTTTGGATACAGCATGCACTTT
GACCCAGAAGGCATCAAGGACCTGATTCTGCAACTGGACTACCCCTACACGCAGGGCACA
CAGGACGCCGCCTTTCTGATGCTGCTGGAGATGCAAGACCGGATTAACCGACTTTCTCCC
CCAGCAGTGCCACCGATCGACCTGTTTTCCTGCCTGCTGCGGCACCGCCTCAAGCTGTCA
GCTGGAGAGGTAGCACAAATAAAGGAGTCTCTGCAGATCTTCAACTCCAAGCTTCCAAAT
GCTTTCCCAGAACCTGAACTGACCCAGCTGTGCAGTTAGCCGTTTCTGCTCAAAGTCCAG
GAGTAGCTCTGCGAAAACCGCAGAGTTACCGTGTTTACACTCAAACACTAACGGATTAAG
CAACTGTGAAGCAGCAAATTTTGGGCCTTTATTATTACCATCCTTGTCTGGTATTGAACT
GTTGCATTTTTACTTAGTCTTACCAGAAAGTCCTGGAAGAACAAATGCAACACAAACTCT
TCTAGAGGCTGTGTTGCATTCGCTGTGAGGTATTTGTCCAAGCAAACTGG
>BJ728281 ID   BJ728281   standard; mRNA; EST; 853 BP.
CATTGGACAGCTCATTCCTCATCTCCAGGGGACTGACCAGGACATTCAGACTTATACGGT
TGCTGTGATCAATGCACTGTTCCTCAAAGCCCCAGAGGAGAAGAGACAGGAGATGGCCCA
CATTCTGGCCCAAAAGCAGCTGCGCTCCATCATTCTTACTAATGTGATCCGTAATCCCAC
ACCCATCAATGATGAGATGGCACACCAGCTATATGTGCTGCAGGTGCTCACTTTCAACTT
GCTGGAAGACCGGATGATGACCAAGATGGATCCCCAGGACCAGGCTCAAAGAGACATAAT
CTTTGAGTTGCGGAGAATTGCCTTCGATGTGGAGTGTGAACCCAATAACAGCGGCAGCAT
CGAGAAACGCAAGTCCATGTACACCCGTGACTACAAAAAGCTGGGTTTTATTAATCATGT
CAATCCAGCTGTGGATTTTACCCAGATTCCTCCTGGGATGCTGGCTCTGGACAACATGCT
CTATTTTGCGAGACATCACCAGGATGCCTACATAAGGATTGTTCTGGAGAATAGCAGCAG
AGAAGACAAGCACGAATGTCCGTTCGGCCGCAGCAGCATCGAGCTGACCAAGATGCTCTG
TGAGATTCTAAAAGTGGGCGAGCTGCCGAGCGAAAACTGCCATGATTTCCATCCCATGTT
CTTCACCCATGACCGCTCCTTTGCGGAATTCTTCTGCATTTGCATCCAGCTGCTCAACAA
GACCTGGAAAGAGATGAGAGCCACGAATGAAGATTTTAACAAGGTAATGCAGGTGGTGAG
GGAGCAAATCATGCGAGCGCTCTCTCTCAAGCCTAATTCTCTGGATCAGTTCAAGAGTCG
CCTGCAGAACCTG
>BJ728288 ID   BJ728288   standard; mRNA; EST; 662 BP.
ACTTGACACTGTGGACAAGTGACCAGCAGGACGATGAGGGAGGCGAGGGCAACAATTAAA
GAGAAACCACACTTCAAAAAAATTTGAGAAAATCCTGAAGGGCCAGTGGACTTTGGCAGC
TGCTATTGCCGATGATACTACCGCAGCAGCAATTCTTTATTTTTCCATGTGTTAAATGAA
AAGAATCAAAAGAGGGGTGAGAGTGGAGGTTAAATCTTAGTTTAAATATATATAGAGAGA
AATATATATATACAGTTGAAAGGGGCCTCCGTCTTCTTGATTTTCTCTTTGACATTTGCC
AAAACCATGGAGGTGTCAGTCAGTCAGCCTGAAGTGGTTATGTTGGATTGAAACGGCAGC
CTCACACTGGCATAGGAACCGATTTTGTTCCGTCAAGAAAAGCTGCTTACTTAGGTTTTT
TTGCGTGATAGAGATGCATTTGAGTCACACGAGAGAGAAAATGCTTGAATGGGAATGCCT
CACTTAACTCGTTTGCATTGGTTCCAGTTCCAGACTCCACAACGAGAGAAAAACCTTTGG
TGTCACGCTCATCAGAAGAAAGTTCCAAACCAGTAAAGCCCACGCTAAATTTTTGAAGAT
AAATAACACGGCATTGAAAAAAAGATGGATTTGACTAAGGCTCTTCCCTTTGAAAAAAAA
AA
>BJ728300 ID   BJ728300   standard; mRNA; EST; 825 BP.
GCAGCTTCTTTTGGTTTCAGACCTGGAACTTTTTTAACCAAAGCAGCTTTCTGATCCCTC
CACCTGATGTTCCAAAAGACTGAGCCCCGTTTGTTCTGCGTCTGCTCCTGTTAGGAGTCA
GAGAAGCTGGAAAGCATCAACGCTGACCTGAAGGCTCAGATCGAGGAGCTCAAGCAGCAG
AAGCAGCAGCTGGTCTACATGCTGAACCTGCACCGACCCACCTGCATCGTCCGGGCCCAG
GACGGACAAACCCCAGAGGACGAGAGGAACCTCTTCCTCCAGCACATCAAGGAGAGCAAC
TTCCAGCTTCACAGCCTCACCTCCACCACAGAGGGCTTGCTGGGGGGGGGCCCGCTAAGC



CTTGACCACATTTGCTGTCCCGCTGATCTATGACTGAGCAGAGGCTGCCCCCTACCAACA
TCAGAGACTAGCTGAGTGTTAGCCTGACCTGAACAGGCCTGACCCAGAAAGGACTGCGGG
CCACACTTGGCTCACACAAAGCTGCAAAAACCTGACTATGCACTGAGGGTTGTGAGGGAG
GGGGACATCTGTCATGCATTTTTTTTGACATTACACATATCAAAGCTTTCCTGATGGTTA
TGTTGGTGTGTTGCACTGAAGTCAGATTTCAACAAAGCACTTTTTCTGTTGGCTCAGCCC
GGCCTGCACAGCAGCAGCACCAAAGTGAGAACAATTACTGAATGACTGCTGTATGTTCCG
ATTTTCCCAAACAACCTGGCTCTGTCCGATGTCAGGAGAAAGATCCAACTTGCTGCTAAC
CTCCACTTAGGACGTCACTTATTATTTCAAGTTTTTGTTGTTGAT
>BJ728321 ID   BJ728321   standard; mRNA; EST; 877 BP.
CGTTCCAGCTAGCCCACCTCTACTCCTCTGTCTGCGTCATTGCCCCCCCATGGTCCCCCC
CATGAGATGCAGACACTCTTTTGAAGCTCAGTTGATATTTCGCACAGCAGCCTGAATGTG
CTGCGCAGTTTTCTGTCTGTATTTCTGGAAGGTCATCAGAAATGTTTGCAGTAACGATTA
AAACTATTTGGTTTAAGACGCAACATGGAATCATTGTGTCACAAAGTGTTGAAGAAGTCC
AAAAGACCTGCAGAGTCTTCACACAGTAAACGAGCCTCGTCTGCACTGAAGGAGTTTTTA
CTTTATTCAGTTTTAAAAACAAAATAAAAGGAAAGTATTAGAACAAAAATGACTATTTTA
ATGCCACAGTTTGAAAATTAAAGACAAAAATTGTTCAGACGGAGTGTTTCAATCTGTCTT
ATATAAGCCCCTGCCCAGATGCCAGTGACCTCAGTGACCTGAATGACTGAGGTCAGGGTG
GGGCCAATGCAGACGTGGATGGATACACAACTATTAGTAGAAACAAGTCAGAAAGCGTTT
CAAAAAAAGATCAAAGTCAGAAAATCCAATGAATGATTTGTTTGAGAATAATCAGGTTTT
CAAGAATAAGGGGGGGGGACTGTTGCTTTGATGTAAAATTGGCTTTTGACTTTTCTTTAG
AGCTTAAAAAACTCTGAAAGCATCTCACCTGTTTTTTACTCTTTTGTCTCTATTTTAAAA
TATCCAATTGCATTCATATGAATTTTCTGAAGGGGCACAGAGACTTTTGTGACATAATTG
AAAATATCCGTTTTGCTTTCCTGGTTTCATGTTCTGCTTTGTTTCCTGGTTGGATTTGGC
TTTAAAATCCATAAACTCACATTGGAGTGTTGCTTCC
>BJ728325 ID   BJ728325   standard; mRNA; EST; 702 BP.
TCGGCACGAGGGTGGATGGTGTGTGACAGAAACCTCTTTGGGTTTTTACATTCTTGCTCT
GCTGCCTTTTTTTTAACATGTTCCCTATTTTTTTTTTCTTTTTTCANGAAATTTTTTCAA
TATNGCAGTATTNGGCCCATTTAAATTATACGCTGACCAATCANANGCCTCAATTAAAGT
ACGGGNCCCTATATGTTTATNGACGGTTCGACTTATATGATNGACCAATCACNGACGACT
TGCGACTCCAACANGGCGACGTCCATATCGCGAAAAAATTATNGAAACGACTTTATTTCA
CCGGAGCCAGAAATTAGCCATTTTCACACGNGCTCAGNCCAGTTTTCATATACNGNCAGN
GATATTAGCAAAAATTACTTCAGTAAATAAATAAATTCNCACTTCAGGGTTAANGCANGC
TNGTAAAACAACNGCTTTTATACAGCCAGCCAGCTGAANAAGGGAACGCTGTAACGTTCC
AAAAGAAAGTTTCCACACCTCGCTTCTCTGACNGANAACAGAGCAAATTTTGNGGAGGGC
TGGAGGATTCNGGGACGGGCTTAAAATCNGTACACGNGGNGAGNCAGTTTANGNGNCAGG
GNCGGNATTTCTATCCGGAACGCTGCGTTTTTGACCTAAAATACAGCATTNGGATAAGGT
ATTAAAANGCTGCCCAAAAAAAAAGCTGTGCATTTCTCTGAC
>BJ728328 ID   BJ728328   standard; mRNA; EST; 888 BP.
TTCTCAGCTGTGACATTATCGTCCACATCCTGAGGCACGTCCTGCAGAGAGCTGCAGAGG
AGCAGCCCACCCACTGGACAGAAGCCATGATCCAGAGGGCCCTCCACCTGATCGGCCAGG
CATTGCTGGAAGAGAAAACGCAGCTTGAGGCGTGTACTGTGGAGGAGGTGACATTTGATT
TCAGCTTGAAAGCCAGATTGATTGGCTCAGAACAGGACAAGTCAGTGTTCTATTTGTTGT
CCAAGATCAAGACTCTGCCTTCCATTGATGCTCAAAAAGACATGATCATGTGGCTTCTAC
AGATGTTTGACATAATCAAGTGCCTTAGAGAGAAATCCAGCCCAACTGTATCAATGGCCA
CCGAAAGCGCCAAGCCAGAAGAGAGCGCACAGGACAAAGAGAAAGCTGAGCGGAAGAGGA
AGGCGGAAGCAGCTAAGCTACATCGAAAGAGAATCATGGCCCAGATGTCAGCAATGCAGA
AGAACTTCATTGAGTCAAACAAGATGCTGTATGACAACATGCCTGAAAGCGGCATCCAAG
GGGAACCGACTCCAGCTGCACAGAGTTGTGCTGTAAAGCAGAAGGAGCTTTGCATAGCCA
TCGGGCCTCAAAGAGGCTCCACCCAGGCGGAGCGGGAAGTTCTCACCTGCATTCTTTGCC
AAGAGGAGCAGGAGGTTTTACCACACGCTGCTGCCATGGTGCTGACAGTGTGTGTGCAGA
GGTCCACAGTGCTGACTCAGTGCAGGGGAAAGATACCGACTATCAAAGCAGATGGATCGG
GGACATATCCCCTCTTTACACCTCCTAACTTGGCCATCGGGACCCACACTGGCAGCTGTG
GGCATGTCATGCATGCTACATGTTGGCAGAAATATTTTGAGGCAGATC
>BJ728342 ID   BJ728342   standard; mRNA; EST; 873 BP.
GAGTGCAAATAGGGAGATGACAAATGGCTTCAGGCTTCATGAGCCCCTGGCTCTGATTGG
AAATCTCATTTGTACAACAATGAGCTGTCCTGTCGCAGCATTTCTTTTGACCGTGTTTTC
TGCAGCAAACAAACGCTTTCTACACTAGTGAGTTGGAACTGTAATTTGATTTCCATCAGC
TTATTGTGGCTTCTGTTGAACTGAAGGCACACGGCGATGACAGACTCCTTATTTTAATGT
CGATACTCCATCAGTAGAAATGAAACTGCAGCCGGAACGCGGTCTGGCAGCGAGACCCGG
CCCAGATCAACTGATTGAAGTCATGCGTTTGTCAAGATGTAATCAGCTTGTGCCAGACCA
AATGAGGGCTGTTGATGAAAAGATTGAAGCCAAAACATGCTTGGGATGTACTGATCACAG
GTGACATCAGTATTGATCAAGTAATTCCATTCGTCAGACTATATGTCTGTGACAGATAAA
TTATGTCAAGCAGACACGGATGGCGATAGCAGGTGTGAAGGATCGCTGTAAATCAATCAT
GATGCATCATGGGTAATAGAGTTTTCATGTCAACGCAATACTCTCACCACCTAAAATGTA



TGTGATTTCAATCAATTTACCTGTAAATACCTCAAAATAAATGTGCAACTATAAACACAA
CACATATTCTGATCCACATTGGCTTAAGTGGACACAGTGGCCTCGCCCACTTGGCCTTGC
TGGCTGGGAGGCAACGGTGTGATGCGTAAACAATATTTTGCAAATAGTTAATTAGATTAG
ATCATTTTTCTACTTTTTTAAGGACATAATCAAACTATAGATTTAAAGTGTTGTGTGTGT
GTACTATTTATAAGTGCAAATATACCATTGGGA
>BJ728351 ID   BJ728351   standard; mRNA; EST; 808 BP.
AACTCCGAATCAGAGACCCGGACACCTAAGCCACTTTTTCTGGGTTACACTTACAGAAAT
ATTTTTTTTTAAGAAAAGGCTGCTCTATGAAGACAATCTTGTCTGTGGAAGATTAAAAAA
ACGCTGTTTTTTCATATCTACGTGAGCCCTGGATTTTTCTGAAACAATGGAGCCTTTCAG
ACGGTACGTCGCTTCGAGTGTTTTTGTCGTCTTTTCAGTTGTTCAGCTCGTTTTGACCTC
CGTGACTCATTATTCTATACCTGAAGAAATGAAGGAAGGTTCAGTCGTTGCTAACCTCGC
GACTGATTTGAGGTTGGACGTGAAAACGCTGAACGAGAGGAAGATGCGGCTTGATATCGT
TGCGAACAAGAAATATCTGGATGTGAACAAAGAGACTGGGGAGCTGTATATTGTGGAGAA
AATAGACAGAGAACATATTTGCCCATCAAAATCATCAGCGTCCTGTTTTCTCCGATTGGA
GATAATTTTAGAAAACCCTGAAAGAATTTTTAATTTAGATGTGGAGATTTTGGACACAAA
CGACAACGCCCCGCAATTTCGCAGAGACGTCATGTATTTAGATATATCAGAATCGACGCC
CAAAGGAGAGAGATTCTCGTTAAGTCACGCAGTTGATCCTGATGTTGGATCCAATTCAGT
GAAAACATATTATTTAAGTGAAAGTGAATATTTTAACATAGAGGTTCAAACAGCGAGAGA
TGGGTCAAAAATTTCGGAACTGATTTTGTTAAAACAGTTGGATCGGGAGCAGCAGGCCGT
CCATAATTTAACACTCACTGCTGTAGAC
>BJ728359 ID   BJ728359   standard; mRNA; EST; 851 BP.
GGGGATGTCTGCAATCAGGAAGAAGTTGGTGATCGTCGGGGATGGTGCTTGTGGGAAGAC
TTGTTTGCTCATTGTTTTCAGCAAGGATCAATTTCCAGAAGTCTACGTGCCCACTGTGTT
CGAGAACTATGTCGCAGACATCGAGGTGGATGGAAGACAGGTTGAACTGGCACTTTGGGA
TACAGCAGGTCAAGAAGACTATGACCGACTGAGGCCTCTGTCCTACCCAGACACTGACGT
TATCCTAATGTGTTTCTCTGTGGACAGTCCTGACAGTTTAGAGAATATTCCCGAAAAGTG
GACTCCTGAAGTGAAACATTTTTGTCCCAATGTTCCCATCATCCTGGTGGGCAACAAAAA
AGATCTGCGCCACGATGAGCACGCCCGACGAGAGCTCGCCAAAATGAAACAGGAGCCGGT
TAAATTTGAAGATGGAAGAGAAATGGCAAACCGCATCAGTGCCTACGGCTACCAGGAGTG
TTCCGCCAAAACCAAAGATGGGGTGAGGGAAGTTTTTGAGATGGCAACACGAGCAGCCCT
GCAGGCTAAGCGAAACAGAAAGAAGGCTGCCTGCATCCTGTTATAGGCTCCTGGTAAAGA
GGGAGCTGTTGTTAAGCACAGATGAAGCAGGCTGCTTCTATTGATTTTTGAGGTGGGAAG
CTGGGAGTGTGTGTATAGTCTTTGAATCAAATCAAATTGGAAATGAGTCCACAAGCTTCT
GCATTTTGCTTCTTGGTTATAAGGAGTAAGCTCTATGCTATTCGCCTGACAATTATCAAA
AAGAGATCTGATTTTAGAAGAGTGTTTAATGAGGTGAGGTTCATTTTTCTGACATGAGGG
AGTAGAGACAG
>BJ728362 ID   BJ728362   standard; mRNA; EST; 844 BP.
CTGATGTGCCATCAATGTGGGCCAAGGAAATACACAGGTGAACTTCTGGGGGTGGAGTAC
CTTTACCAGCAAACTGGTAAAGTTCTCCAAGATTACAGACAGGCTGTTGAAGAGTCGGAG
ACAATGGACATGGAGATTGAAGACAGCTTCAATGAACCTGAAGAGTTTTAAGACTTCACT
GTGGCCACTTTGGAGCCAGTGAGGACCTTCACAGTCTCTTGAACATCATCTTTGGCACCC
ACCAGCAGTCTGTCAACTCCAGACCCTCAGCCTGGCCCCTCTCGGTCTCCTCCTCCTCCT
CCTGAGGGTCCTTCAACGACCTCCAAAACAGATCTGCCAGCAACCCCTCAACAGTTGGAC
TCTTCATGTGACGATTCTGTCGGCCCTGACAACGTGGAGGGTTATGGGGCCGTGCAGGAG
CTGGCTGATTTCTTGGTCGGCCTCCGGCACAATAACCTTGTGGTGACTGCAGAGGAGTCA
AACCGGATCGTTTCCCTGTGGCAGTCATTGGGGGATTATGACAAACAAAAAACGGTTTAC
TCCCAGCGTCACCAAGCCCACCTGAAGCAGGGTAGATTTAGAGCAACCAAAAAAATTGTA
GCCCCCGGCGTCGAAAGCACAAAAAGGTGTTTTATCGGGGCTCACAGTCCTGCACAGTGG
CCAGACTGCAACCGAGTGTCAGAGGCCATCGTTGTGAGACTCTGTGCCTTGTACCCAAAC
GCCGTCCGATGCGAAGGGAAGAAGGTTTCTCGGTTCACTATGGTGGTGCGAATGTACAGG
ACGATTAGAGAGTGTGTCGTCTCAAATGCCAGAATTATGAGTGAGACCACCATCCAGCTC
CCAG
>BJ728386 ID   BJ728386   standard; mRNA; EST; 493 BP.
AGATCAGCTTTAGGAATTTTCTTTCTATAATTCAGGGTTTCAATCTTAATTTAAGGGTTC
GATTTTTTGCGGATTCTCTTGTTTTTTTCTTTGAGGTCTTACACAAACAGCATCTGCAGG
ATCTTCACGTTACAGTCCAACAATTCTTTTTTCCTCAAAACCTGATCTGGAAGGGACGTG
TGGGACAAACAGCAGCAGTTCCTGGAGCACAACTTTGTAAAGCTGTTTAAGTCTGATAGA
AGTGTAACAGCGCCACCGCCTGGGCGGCGTTTACAGTCAGCTGGGTCGTCTTGGTCCCTG
CTTGTGGTCTGAGGTCTCCTGTGCTGGGAAATGAAGTCAGATCCTGGTAGTGACCACGCG
CTCCTGTGGGATGCTGTGAGGAGCCAGCTGATGTTTTTGGCATCAGAAGAGGAAGACTGC
CCTCTAACGGTGAGTGAGGGAATTCATTCCATCCAAAGCTTTGGGAAAACATCTTCCCCC
TTTTTTTTTTTNA
>BJ728393 ID   BJ728393   standard; mRNA; EST; 833 BP.
AGAATTGGATCATCCTAGAATTGTCAAACTTTACGACTATTTCTCAATCAACACAGACTC



ATTCTGCACGGTGCTGGAGTACTGTGCAGGAAACGACCTGGATTCTTACTTGAAGCAGAA
TAAGTCTCTGACTGAGAAGGAGGGCCGCTCCATTGTCATGCAACTCGTCAACGCCCTCAA
GTACCTCAATCAGATTCGACCCCCCATCATCCACTACGACCTTAAGCCTGGAAACATCCT
GCTGGTGAACGGGACCGCCTCAGGGGAGATAAAGATCACAGACTTTGGCTTGTCCAAGAT
CATGGATGACGACAACTACAACTTGGCAGATGGCATAGAGCTGACCTCGCAGGGAGCAGG
GACCTACTGGTATCTACCACCTGAGTGCTTTATAGTGGGAAAGGACCCCCCTAAAATATC
CAACAAGGTGGATGTTTGGGCTGTAGGTGTCATTTTCTACCAGAGTTTATATGGCCGCAA
GCCATTTGGTCACAACCAAACGCAGCAGGATATCCTCCAGGAAAACACCATACTGAAAGC
TACTGAGGTGCAGTTCCCCCCAAAACCTGTGGTGACCATGGAGGCGAAGGCCTTCATTCG
ACGTTGCCTAACTTACCACAAGGAGGATCGTGTGGATGTGCTTCAGCTGGCCAGCGACCC
CTTCCTCATGCCCAACATTCGCAAAGCTCTTGGAAGCAGCACCGCTTCGGTGCGCCCGAG
CCCCTCCACGTCCAGCAACTACAGCAGCAGTGCCTCCAACTGAAGTCAGTTGAAAGCAGT
TCCCTGAGAGGAAACGGCCACACGGACACACTTTTATGAAGGGAGGGAGGAAT
>BJ728403 ID   BJ728403   standard; mRNA; EST; 606 BP.
TGATGAGCTCCACATGGAGCAAGACGCCATGCTGGTCGACATAGAGGACCTCACCAGGCA
TGCCGAAAGCCAGCAGAAACATTTAGCTGAGAGGACCCTATCCAAATAAGACCCCTACCT
TCACTCCTTCTGCCAAGCTTCGTCCCCGCCCGCTCTAAAGACATTCCCCGCCCGGCCATT
TCACCTCTGCCCTGTGTCGATGCCAAATCCTCCCAACTTGTCCCAAGTACTTTGCTCTCT
GCTGTTTCCCAGTTTCTCCATGTTTCTCCTCCTGTCCAGCTCACTGACTTCAGTGGTATC
ACCACATCAGCAGAAGGACCCCCCCCCCNGCCCNGCTATCCCCCTACCTNANATCCTCTT
CGTCCTCAGCTGAAGGANGGAGNAGCANTTCCGGCTTCCNGGGANAAAAAGGAAACNGAC
NGNGCGTCGTCANGGATTCNGTCTCCNGCTTCCCGNGCAGNGATCGGCCTTGCTTTGCTC
TCATTTCTTTTTATCTTTCCACATTCACCACTAAATTATAACNGTTCAAANGCAACAAAN
GNGGGGGAAAAACTAANATAATAATTAAAAAAAAAAANNTTAAAAAAAANTNGGNTANNA
AAAAAA
>BJ728408 ID   BJ728408   standard; mRNA; EST; 881 BP.
GCTGAAACACTGTTTCAAGAAGCTGAAGCACAGCCGTTGATGGAGCTGAAACACAACGNT
TAATGAAGCTGAAAAACTGTAGAAGTAGCTGAAATACAGCGACGATGAGGCTGAAACACG
GCGTTCATCAAGCTGAAACACAGCATTGATGGAGCTGAAACACAGCATTCATCAAGCTGA
AACGCAGCGTTCATGAAGCTGAAACACAGCAATTTAGCTGAAACAGCGAAAAAAGAGCTG
AAACACGTAGAAGAAGCTGAGGAGACCCAAATGTGATCAACAGGTTTAAAGTTCTTCCCC
AAAATCTCCTTTCTAGTTCTTTTTTCAGTCGTTCCTCGCCGACAGGTGACTGTCTCAGGT
GTATGAAACGTTCTGAAAACTTGTTTGGTTTAAACCTGAAACTTCTAACGCAGGTTCATA
CCTGTGAAGCAGAACTACAGGTATTTCCACTCCTGTCATTCACACATTTTCAGAGCAATA
CTTTAGGAAACATCTCAAGCATCTGAAACTTCCTGCTCGGAACCATACAGAGCATGCTCA
GAACTAGTCAATCGCCAAATTACCACGTTGGACCCTTCAGACACACAAATGATACAGTGG
GGCAATAAAGTTTTCAGTCGGCCACCGATTTTGCGAGTTCTCCTCTTTTTAAGTGGGAGA
ACTTGCACAGTTGATGGCTGACTGAATACATTTTTGCCCCACTGTGTGAGGTGGTAGAGT
AATTGACCAACCCACGTTGTTCACTAGACCTTCTTCAACACAAGTCTCTTGTGTGGCCTG
CAGCTGTAGAGCGTGGAAACACGGTTTCATAGAATCCAAATAACTGCTCTTGTCAAATTT
GAACAGTGTTGCTCATGAGAGAAATGTGTAATCATTAGCAG
>BJ728412 ID   BJ728412   standard; mRNA; EST; 907 BP.
AAGAGTTACAGTAATTCAGAGATCGTGTGTTATTTTGCTGTCGCCAGCGTGGTAAAGGGT
TAAATGTGGCTTTAGAGGCCGGAAAAATGACGATGAGCAACGTATTTGTGCCGAGTGTTA
GCTAAGTTTTAACCCTTGTGCTATCCTAGGCACTTTAACATGGGAGTTGGGTCATCTAGA
CCCACTAGTCTGGTACCTATCTCTAGAATGATTTTTGATCTTCACTGGTGTCTATGGATA
ACATGAAATCTTTCCACCTTTATCCACCTTTGTCATGGTAGGGAGAACACGTCAATGGAA
GGGTTGGGTCAACTAAGATAGCACAAGGGTTAAATAAGACGTAAAACATCAGAATTAATT
AAAATGTTGTTTTCGTATACGGTCAAAGAGTTACAGTAATTCAAAGATTGTGTGTTATTT
TGCTATCGCTGCGCTGTTAAACGGTTAAATGTGGGTTTAGTGGCAGGAATCCTATTGATT
TAAGACGGGTTTGTGCTGAATACAAGCTAACTTTTAAAGAAGACGTAAAACATCCAAATT
TTTTAGAATTTCGTTAATTACAAAAATGGTCAAAAGGTTACAGTTGTTCAAATATCATGT
CTTCTTTTGCTGTCACCAGCGTGTTAAAGGTTTAGATGACGAGACAAGCTAAAGGAGACT
TAAGACCATCTGAAAAATGTCTTTATCATATTAGGACTCGATGTCAATCAGTAGCTTTTT
CTACAAACGTTCCTGCTGTTTCGTTTGGAGCCCTTTTAACCGAGTACGGAGCAAAACGAG
TTGATGACCTTAGACGAAATATCACACCGTATGTCTTCTGAACCAGATTGAATAAGTTCT
TATATAGTTTTAAGAAGCAGTTTCTATTGGCCATGTCTCCTTTAAAGGTTGATATACGTG
GCACATC
>BJ728416 ID   BJ728416   standard; mRNA; EST; 809 BP.
CGTCTGGGAGCTGAAGATCGATGACATGGAGGAGTTTGAGGGAGTCAAGAAGGATCTGGA
GGTTAAGTTCAACTAATCATCTGGTGAAAGTTATGCTGTTGTTCTGAAGAGTCCAAACCC
CGGATCAGAAGCTGCTAGCCAGCTATGGCATGTTCATCACATTGACTGTATAGACAACTG
GACTGAGTGCAATGTCACCCGTTGAAAACGCCTTACCTCCGGCTCCAGACAAATTAAGCC
AATTTAGTCGCCATTTTTCCACCATACGTGATAGGTCAGAGTTGGTTTGAGTTACGTTTC



TATGGCGACTATTGTCACCAATCAGGAGTGAGCTTGTTGAAGTCCACACCCCTTCCACTG
AAAACAGCTCAGGAGAATCTGTCAAACGTTCGAGGTGGGGGCCAGCGGGCACCACATACC
TTCATTGAGGCGGGCTGATTGGTAAGTTTTAACTTGAATAACTTTAACTACAGAAAAAAT
ATCCTGAAAAAAAATGAGGATTATCAATAAGATGTTAAAAAAAGTGTAAGTCACAACGGT
TCTTCTGACCAATAGAATGACTGAGTAACAGCTGTTTATTTCTCTATAGCAGGCTTTGGG
ATTTTGGCTTCTTGGAGCCACTTGCTGTTTGGAACGCCAAGGGGGCGGGGCCACTCAGTC
CAGTTATATACAATGGTTCATCATGGTCATTGTTGTGACATCATCTACAGAGAAAACATG
TGCTTGTTTTTTTCTTTTTTTTTAGGCTAGAAAGCGCCAGCGTGAGGAGGCAGAGTCAGG
AGCATGCAGTTCTTCTGTTATTGGCGTGG
>BJ728422 ID   BJ728422   standard; mRNA; EST; 819 BP.
GTGTGAGGTAGTAAACTAAAAGCCACAAGCTCCGCTCCGTCCTGATGCCTCCCCTTGCAG
ACAAAGAGACCCACCAACGTCTTTGCTTTCCTCGTCTGGATCTAAACCGTACGGCTGCAT
AGTTCAAATATTCCTCGCCATTTTTGTTGCCCCTCTAACGTTGGCTTGGGGTTGTGAGGG
GCTGTAAGCTAGCAGGAGAGAGTGTAAACAGATGGATGACGGGAAGTAGGGGCAGCCTTA
CTCTGCAAACCCACCCACAACTTAGAGGCGCATTTTGAATTAACTCCTGCCACTCTGCAG
AAACTATGTCCTAGAAAATGACAGTTTAAAAAACTTTTGGGGCTTAATCGGGATTAAAAG
ACCACAAGGGAATGCTTTGAAAATAAATCAGGACTGTAGTGGGTCTTTAAATTGGAAAAT
GATTCCATTAAATACCTTCAATGTACCATAGATGCTTTACAAATTCTTTTACTTGGAAAT
GATCTTGCAGGACCAGGTGAGGCAGCTATTCAGTGTTCCTGTAACCTTTAATTGCCTAAT
GGTAGAAAAAGATGAGAGAAAAAAGAAAAATGAACCACTTTTGTAGAAATGCATAGATCA
CCTGATCAGAGTTTTGAATGTACTTGTTTGCTTCTGCAGATATCAAACTAAAAACAGGCT
CTTTCACCACAAAATGAAACTCCAATAAAAAGCAGCACAAATGGCCAAAAAGCAAAAGCC
AGGTCTTTAATATTTGTCATGAGAGGGAAGCCGCAGGGAGGGTGTTTCCCTCCGAGCTGT
GGCGAGCGCTGCCTGCCCACCGGGGCCGCCTGCTCGCAG
>BJ728430 ID   BJ728430   standard; mRNA; EST; 861 BP.
AGGCAGCCAAATACAAAGATGAGTCACCAAAGTCTGAGTTTTATTCAGTTTGGCTTGTTG
CTGCTGATAATTCCCCTTTTTGAAGAAAAACAAAAAATTGTTCACAAACCAATAAAACAT
TTTATTACCTGAAACCACAGGGTTCCCCCTATAAAGTTAGTTTAAGGAAATTACATTTCA
AAACATCCCTAGAGAAAAAGCACAAAATGTAGAAAACATTTTGTGGACTCTTGGGATGCC
ATAAAAATCCTGGCTGCTCATTTGTAGTCATGTTTTAATGTAGGTGTCTGCTCACAACCA
TTATTATCTGAAGCTCAAAATCTTTTCTGACAGCTATTTAGAGTCAAGTAACTCTCAGAC
TTCCTGTTCAGCATGCTGACTCAAAATAAAATCACTGTTTTGAAAACCAAAAGCAAGTGT
TTTTGGTTTATTTTACTAAATTCAAAGAAGCACCCAGAACCAGACACTATTATCTTATTT
TTTATACATCTATTTTGTTTGTCCTTTCCTTTTAAAGTATATTGAATGAAAATATTATCA
TTATTTAAGGCAAAAAAAATTTATTCCAGTGATTTCTATCTGTAAAAAGCTGCAAAAACT
GCAAAGAATTCCAGAGAAGAAAATACATCATATAAGCATCAAACTTTCATATCAGGGACA
AGCATCAAAGAGGAGCACATATAGAAAACATTTGTTGTGAAATATAAAGTGCTTCTCTGG
TGTCCTGCTTGGGGCCTTAATCCACACTGAACCCTGTAGTTGACCTGTCTGTTTAATGTT
AGCCTTCATCAGGTCAATCCTGTTAATTGATATCGTCTTTAACATCATGTGTTGAACTGA
TTACTCAATCAACACTCATTG
>BJ728431 ID   BJ728431   standard; mRNA; EST; 201 BP.
AAAAAGCACTGACCACACGGATTAANATTCANNTGATGAGCGAACGGGTGTTTCATAATA
ACCGTAACATTATTAAAAGCACGTTTANAAGATCGTCTCGTATATTACCGAGCTGACGTG
TCTNTGTATATNNCCGCNCGGCGCTGTTTAACANTGTTTTGTATTGAATTGTTACATTCA
ATAAAGTNNGAAAAAAAAAAA
>BJ728441 ID   BJ728441   standard; mRNA; EST; 404 BP.
TGCGCGGCATCCCCAAGGACGCGGGGCGTGCCGCCATTGCCTTCTCCTTCTTCTCCATTG
CCACATGGGGAATCACCACCTACTTCACACTGGGACGCTTTCGCCACGGCGTGGACAGTC
TCACCATCCCCACCTACACGGACCCACCTCCAGACCAGCACACCCCCTACCCTCCCACCT
ACGCCCCCACCACCTACACGCCGTACCCCAGCAACGTGCCGGACACGCTTCAGCACCCTT
CCTTCAGCTCCACCCTCCCACCTCAGGGAGATGCTGGCTACCAGCCGCCCACATACTGAC
GCAGTGAGGGGGGGCAGCTGTATCATACTGATGTGCTTTCACATGCGCTTTAACACACCG
GTGGACACTGCTGGGTTTTTTTTTTTTTAAAGGGGGGGGGGNAG
>BJ728443 ID   BJ728443   standard; mRNA; EST; 101 BP.
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGANANNGTGAGAGNGCNC
>BJ728449 ID   BJ728449   standard; mRNA; EST; 779 BP.
AAAAATAAAAAAAACACTTATGCAATTTAAAGATTTTTAAACGTCTAACAGTAATTGCAC
AGTTTGTTCATGCCTGACTCTTGTCCGAGGCTCCGTTCTGAGCAGAAACACCAGACTAAC
AAGTGTGGAGTAGTTTGTCAGAAAGCATTTGCAGAAGCAGTTCAGGAATGTGGAAGATGG
CGTGACTGCAGCGTAGTAACAGGTTGTGAAAACACTGTAGCATGTACTGAGAATCTAGCA
CCAAAATACTCACACCGACAGCATTTTGATAGTGATGTAACTTTACAGTAGCTGCTTGTG
TTGTGCTTTGTCGTTACCCTGTGGAGTTGTGAGGGTGAAGCACGCAAAACAGAGAAAAAA
AAAAGAAAAATAATATATCGATGCCNGGAGGAAGTGCTGCATTACAGAGACTGTTTACAC



ATCAGGGAATCAGTCCATCTGAACAACATTTTTGGGTTGGTTTTTCAGCTTTTTCAGGTC
AAATTTCGATAAACACAGATAAAATGTTTACATGAATCGCTCTCTAGCATTATAGCTAAC
TGCACATCANCTATTGGTAAGATTTGTGTGGTATTTTGAGGCAACACAACCTCAATTTAG
AAATAAATATATTAAGTTACACTAAACCCAATCATACATGACAGTTTCTAACAGAAGCTT
CTTCATTTTAGGGCAATTAAAGCACATTAAAAGATCTCTGGTGGCATTTTAGTATGATTT
ATTTGGATGATCAGAGGCATAAGGATAAAAAAAAGGTTTAAGAGAATTTTTGTTCAGCT
>BJ728451 ID   BJ728451   standard; mRNA; EST; 543 BP.
GTCAAACATAAGCCAAAGATGATCACTATGGTGGAGATTGACCAGAAGGTGATAGATGGG
TGCAAGACGCACATGAGAAAAACCTGTGGAAACATCCTGGACACCTTGAGGGGAGACTGC
TATCAGATATTTATTGAAGACTGTGTTCCCCTGCTAAAGAAATATGTCCGGGAAGGCAGG
ACATTTGATTACGTAATAAATGACCTCACTGCAATCCCAATATCCACATCGCCAGAGGAA
GATTCTACATGGGAGTTCCTTCGTCTCATTTTAGACCTGTCAATTCGTGTCCTACATCCA
AAGGGAAAATATTTCACACAGGGTAATAGTGCAAATCTGACTGAAGCACTGAGTCTGTAC
GAGGAGCAGCTGGGAAAACTCTCATGTCCCGTGGACTTCCATAAACAGGTGGTGTGTGTG
CCCTCCTACCTGGAGCAATGGGTTTTCTACACAGCATGGAAGAAGTAAAGACTTTCGTTC
TGAGGATTTTTCCAGCAGCTGAAATGTAAACGCGTGGAAGGATTTTTTTTTTTTTTAAAN
GNC
>BJ728454 ID   BJ728454   standard; mRNA; EST; 860 BP.
GCTGATCGAAACCTCAGACCACCTGGCTACCGTCCAGTTCATGAGTGGAACGCATCACAC
TGGACGTGGATTCTACCTGTCCTACTCCACCACTGACCACGCAGATCTGATCACCTGCTC
AGACAAAGGTAGAGATTTCTCCGAGGCAGAGTTCAGTAAATACTGCCCGGCCGGCTGCTC
CACGTCAGCAGAGGAGGTGTCTGGAACCATTCCTAAAGGTTATCGAGAGACGTCTCCTCT
GTGCACAGCAGCCATTCATGCAGGTGTGGTGTCCAATGCTCTGGGGGGCCGGATCCATGT
GCTCAGCAGCAAAGGCATTTCCCGCTATGATGGCGCCCTGGCCAACGGCGTCACTTCCAC
CGGAGGAAATCTGTCGAACAGCCTCTTCACCTTCAGGACAAACGGCTGCTATGGAACGCT
GGGGTTGCAGACCGGCGCGGTCGCCGACTCTCAGCTCACCGCTTCCTCTGCGCTGGGCGC
TTTCATCACTGGTCAAGACAGCGAATGGGGGCCATCGGGGGCTCGGCTGAAACAGGCGGG
GCTGCCCTGGGCGCCTTCGTCCAGCAACCACCAGCAGTGGCTGCAGGTGGATCTGAGGAA
GGAGAAGAGGATCACAGGCATCATCACCACCGGTTCCACCCTCAGGGAGTACCCGTGTTA
CGTGTCCGAGTACCGGGTTCTGTACAGTAACGATGGCAGGGAGTGGTCCACCTACACCGA
AGCCGATTCTACTCAGCCTAAGAGTTTCCAAGGTAACAACAACTACCTGCAGGAGGTGAG
GAATAACTTCATCCCTCCCATCGAGGCCCGCTTTGTGAGGATCAGTCCCACGTCGTGGCA
CCATGGAATCGCGCTGAAGC
>BJ728458 ID   BJ728458   standard; mRNA; EST; 147 BP.
CCCTCAAATCCTGGAGCTAGCTAGTTGGTGCTCACTAATGTAGCTCTACGGCAGACGTTT
TTACAGACTGAGCTGAGATATATAATAAAAAACAAAAAAAAAAAATANCAGACCCNGAAA
ATATATGAANAGGTTTTAAAAAAAAAA
>BJ728462 ID   BJ728462   standard; mRNA; EST; 877 BP.
TTGGTGGCTCTGGACCAAAGTGAAGGGACCAGAAGTTGATGCCAATATTACACCTCCAGA
TCTTGACTTGTCACTTGCTGATGTGACTGCTAAACTCCCTGAAGCAAGTATAACAGCTCC
TGACATTGATGCCAAAGTGGACCTACCCAAAGCAGATATAAATGCACCAAAGGTGGATTT
GAGAACCCCAGACGTCTCTCTGTCTGCTCCAAAAATAAAAGCTGACCTCAATGGCCCTGA
TGTTGACATTCAAGCTCCTGAAGTTGAAACTGGAAAAGTCAAGTTCCCTAAAATTAAATT
TCCAAAGTTTGGTGGCTCTGGACCAAAAGTGAAGGGACCAGAAGTTGATGCCAATTTCGC
ACCTCCAGATCTTGACTTGTCACTTGCTGATGTGACTGCTAAACTCCCTGAAGCAAGTGT
AACGGCCCCTAACATTGATGCCAAAGTGGACCTCCCCAGAGCAGATATAAATGCACCTAA
GGTGGATTTGAAAACCCCAGACGTCTCTCTGTCTGCTCCAAAAATAAAAGGTGAAGTCAA
TGCTCCAGATGTTGACATTAAACTACCAAAAGCTGACCTCAACGGCCCTGATGTTGAAAT
TCAAGCTCCTGAAGCTGATATGGGAAAAATCAAGTTCCCTAAAATTAAATTTCCAAAGTT
TGGTGGGTCTGACCTATCCCAGCCTGGAGTTGATGCTAAGCTCCCTCAAGCAGACATAAC
AGCACCTGATGTGAGTTTCACAACTCCAAACTTAAACTTTTCACCTCCAAAAATGAAAGG
TGATGTCAATCCTCCAAACCTAAATGTGGGTGCTGATCTCAAAGGAGGTGCTACTTTGAG
TACTCCAGCCCTTGGATCTGAAAAATGCTGACCTTAA
>BJ728470 ID   BJ728470   standard; mRNA; EST; 857 BP.
AAAGCTTCACAAGCAGGAGTGGCCTTTGGAGAGCACTCTTCCTGCTCTGTTTTGTCATTT
AAAACAAAGTAATATAGATCCGCTATGAAATCTAATTTCCTTTGCTCGTGTTTCCATCTC
TGCACTGAATTTTTATTAAATCTGGCGTTATTTACAAGCAGACAAACCAGCATGTGTGTC
TTTCACAGCAGAATAAGATTGTGTCGTGCACCTCGGAGGGAGAATCCCAACAACCTTTTA
TTACTGAGGAAAATCCAGATCTACACCTCATTTCCAAACTAATGTCATGTACTGCACAGT
GAATTATTATTATTTATTAAAGTAGCTGAGAAGCTCCTGGCAGAGATTTCTGTAAATTTG
GGGTTGACTAATGTCCACACTGGCACCACTGGGACTATAATCCAATCACAGTACAAGGAG
CTGATGAGACAAAGTGGGACTGATGAGCTACACATGGTCTGTGTAAAAGGGAAATTTAAA
ATACACTACACGTCGTGTGTTGGTGTGTGGTGGTCATAATGAAAACACTAAATATTCTTT
AGCATTAGATTTTATGAAAATTCCCCAAAGATTTTTGCTCATTGTTAAAAAATACATGTA



TATGTTCACGGTGTTTTCTTTTTTTCTACTTCAAACCACACAAAGTCAACCTGTTTTTAA
ACAACAAATGACTGAACTAACATGATTCTACCCTTTAAAGTGCAAAATCATTAGTCAAAT
GTGATGCTGAATTTTCAAAAACAACTGTAAAGTGAACAAAAAGATCATTTTTGACTTTCT
TTTTCCCGTTTTTATTTTTATTTTTTCCCTTCAATGATCTACTTCCATTTACGCAGCAGC
GAAACATGCTGGTTCTT
>BJ728473 ID   BJ728473   standard; mRNA; EST; 821 BP.
TCGACTTACAGCTGGCTGTGAGGAGAACTGTCGCTACTTTTATTTTCCCCCCTTTTATTT
TCTGTTTTTATTATTTATTTTTTTTATCGCCGCTTTACATGAGCTTACAATTGAAGAAGT
ATCATTGAAACAACTACAAGACCACTTCCGGTGGGTTTTTATTTTGTATAGTCTTTCAGA
AAACAAAGTTGGAGGCTGGGCCTTTAGCTTCTTTGACCGTCGCTTCGGAGAAGGAGAGAG
AGAGAGAAAAAAAGAACACGGTTCTTGAAGTTCTTCACTTTCAATTTTTGGCCCCTTTAA
AATCCAGCTCGATAAATGCTACTAACGAAGATGGACCTGTTGAACTACCAGTACCTGGAC
AAAATGAACAACAACATCGGCATACTGTGCTACGAAGGTAAACTGGACTTCTTTTGTGGA
CGTCATTACGATTTAAAAAAACAAAACAAAACTTCTACGTGACCGTTACACCGTCGGAGT
TCTGACTTTATTATTTTTTTTAATCGAGTTGCCGCTTTAGCTAACAATTTTTCACTTGAG
CTAGCTCCTTGGCTAAGAGTTTCTGTAGCTTAAATGTGTTCATAGTGTGAATATATTGAT
GCAAACTGTCGGTTGGTACCCCCCCACCTTCTTGTGTGTGTGTGTGTGTGTGTGTGTGTG
TTTTAGATGGCCTTATCTTGCCTGTTATTGGCGGGNTGCTCAAAGAGCAAAGGCTAAAAT
AATACCGTCTAAACCGTGTATTAATATGCTTCCCAAAGCGGCCTCGCGGTCCTGTCTGCT
CCGTGTTATGTTTATCTAAAGCTGCTGGTCTTAACGGCCCT
>BJ728493 ID   BJ728493   standard; mRNA; EST; 738 BP.
GTGTTCCCTCTGGGGACGAGATGGTGGGAAATGAGCACTCTCCACTGCTGGAGCAGCAGG
AGGAGGAGCCAGTCAAGGACGAAGAGGTGACTTTGTATGTTGACCCAGACTCCTCCACGC
TGACTCCACCCACGCAACAAGGGGATGCCTCCGGTGGCAGCAGCCCGGGTCAAGCGCCGG
CAGAGCCCATCACACAGAGGAAGGCCTCTGATGTCTCCACTGGCTTCATTCAGACTCTTG
AGGAAAAGGAGGAAGAGGAGGAGGAGCAGCAGGGGCCAATTGGCTCTATGACAGCTAATT
GAGTTCTTGACCATAAAGAAACTTTCTTAATATAAACCGACCAAGGCGTCGTCCACAGAC
GACGGAACTGCAACAACATATATCTATTTATCCCATCTCTTTTCAGGAAACCATTCAGTT
GCGACACAAAACTTCTCCAAATGGCGAGCTAAAGATGCGAAGGAACCTGAGCTCATGCAA
CAAAGGACATGTGTTTCTTTGTAAGCCTTACACTCTAAAGAACTGAAAAGAGGAGCAAGA
GAAAGAGCAACACTAAAAAAAAAACTTCACAGAGATAAAGAGGAATGGACTGGAAACATG
CATGCTTTTTTTTCTCCTTTTTTAAACACAAACGTGATCCTGTCATTGTCTTAAACGATA
ATGAAAAATCTACTTCAAAGTAATAATAACTGCAAATTTTGTAAAAACAAACAAAACAAA
CAAACCAAAAAAAAAGAA
>BJ728497 ID   BJ728497   standard; mRNA; EST; 912 BP.
AGTGAATTTGTCCAAATTTGATATGCTCTCTGGTGGCCAGATTTGTAAAGTATCAAAAGC
CTAGAACGGCTTGCTTTATACAACTCTTTGTATTTACATGCTACAGGTGTGGGTTGAAAG
TGTTATTAACCTATTAAAGACCGATGTGAAGACAAAAAAGAGAAATGTAGAAACTCTGAG
GCCTTCTTTTTACAGAAGCAACATTAAATACAATTGTAATTTACTGTTTTTTGACATACA
TGTGCTAGTGCTTCATTACTGTTCTAGCAGTTTTGTAAATCTGTCCTAAAGGTCTTTTTT
TCTTTTTTTTCTGTGCCGCCTATTTTCAAGTGTGTTTAGATTCTTTCTCATTCAGCTTTT
TTCAGCTACTTGAGCATTAGTTTAAACAAGTCAAAACCATATCACGGACTCTTTGATGAT
GAAGACCAGATGTAAGCAGGCAACTAACACAGATGAAGGGATTAATTGGGCATGTGGGAG
TGAGATCCCTCTGACACATGCTATATCAGAACAAGATATGACTCACACCGCATTGTGGGG
TGCAGCCAGTGAGCACAATAGTTCAATAGTGTGACTCCTTCTAAACATTAAAACCCATTT
ACAACACACAGATGGCTTTAGCCCAAGTAAAACGTGATCACAGTTCCAGAGCATTTGCAT
TGTGTGCTTACACTGTATGATAATAATTAAAAAGACTTATACTGTACATAAAGTTACTGC
TAACGTCATTAGCTTTCAATGAGGTGGTAGGTTTTGTCTCTGCACGTTAGCTCCTGCACA
TAATGAAATTTCTGATGGCACTACAGCAGCGTGCATTCTCAGTTTTTACTGATACAGTAT
TATGGCAGTTCTCAGTAGACTAAACAATATATATATGGGAATAGTCCTACATGCAGATCA
TATTTTATACCG
>BJ728500 ID   BJ728500   standard; mRNA; EST; 482 BP.
ACCCAAAGCACAGGCCAGACTCCCCCCTTGTCAAAAATAACTCAAACCAGATTGGTGTTG
TCGAGCAGCAGCATTTTAGACCCACTAATTTAGAAGCTAAGAAAGGTACGTAATTACGCA
ACGCACGTAAGAAAAAAAGGACAAATACACCTGAAACCAAAAGTATAAGTTATAAAACAT
GTTATTTAATAGTGTTTATTCTTGCTGCGTCTTTACTTAAGTGGCGAGGGGGGGAAATTA
CGTTACTTTAATGCAAATCCACTGGTTTCGTTTGGATCTCTGGTTTTTTCCCCCTAGCAA
TCTTCATTTAAAAGACATACTTTTTCTTAAGTGAATGATGTTTTTTTTTNCTTTTTTTNC
TTNCGAAAGAATTACAACTCTCAGCCNCTTCCNGACAAANGCAAACNCAAATTTTCANGN
GCAGTAANGTATTCTTTCATAANAAATATGTCNGNGGAGTTGCGGGATATATAANAAAAA
AA
>BJ728505 ID   BJ728505   standard; mRNA; EST; 898 BP.
TTTCTGCACCAGAGAAGTGTGACAGAAGCCACAGGACAAAAAAAAAGGAAGACATGGTAC
ATTCATGCGGACAGGAGATTCCTGCCTGGGTCTATGTGGGCAGCCTACTCTTCTTCATCT



CCTTAAACTCTTTTACAGTCAGCGGAGCACCTTTGAAGCAGGAGCTTCTTGACAATGGAG
CCACAGTGCTGAATCACTCCATGAGCCTTGTGCATCGGATGGAGACACTACTGGCCATGG
GGAACGGGAGTGACGTCACTCTGCGGGTGCAGACCATTGACACAGATGAGGTGAAGGTGA
TCCAAGCCCACAGTTTGGTCCTGACACTGCAGAGTGATGTGTTTGAGGAGCTGCTGGTCA
ATCGCAACAACAGCGCTGTGATTTTGACAGAGACCGCCCTCTGCGCAGCTGTTTTTGACA
AGTTTATCAGGTATCTGTACTGCGGTGACATTTCCGTACGGCTAGATCAAGCTATATTCC
TGCACACGCTGGCCACCAAATATCACGTGTGGGGCTTACAGCAAGGTCTGACCCACTACA
TGACTCAACATCTTTCCAGTGATTCGCCAACAGGTCACGTGGTTAGTTGGTATAACTATG
CACTAAAAATTGGGGACACGACCCTACGGGACAGCTGTCTCCTATACTTGTCCTGGAACC
TGTCTTCTGTGCTGCAGAGCAAAGAATGGGGCTCCATTAGTGAAGACCTGCTCTTGTCCT
TGCTGCAACGCTCTGACCTTATTCTGCAAAGTGAACTGGAGCTCTTTGAGGCTCTGGAGG
TTTGGGTCAATCTGAACCAACCTGTCAGTGCAACAGTGGAAACTGCCCTAAGGGCTGTTC
GTTATGGCATGATCCCCCCTTATCATCTTTTTCGCCTCCAGAAGCAGTCCCTCCTTCT
>BJ728512 ID   BJ728512   standard; mRNA; EST; 886 BP.
ACACAGAATGAGAGCAGCATCACTCTGCAGTGGAACAAAGTGAACAACGTCAGCTTTGTT
CTTCAGCTTGATGGCACAGAAACCAGCATCACTGCCACAGATGGAGATGGACCAGTAACT
TACACATTCTCATCCCTGACGGCTCAGACTAAATACACGGTTATTCTCTTCTCTGTGTTG
GAGAACGTCAGAAGCAGCGGACAAAAACTCACAGTGGTCACTGCTCCTCCAAATGCCAAA
AACTGTAAAGCATCAGGACAGAATGAGACGAGCATCACTCTGCAGTGGGATAAAGTGAAC
ACCAATGTCAGCTTTGTTCTTCAGTTTAACGGCACAGAGACAAACATCAGTGCTCCAGCT
GGAGATGCAGTGATCCACCACACCGTCTCATCTCTCACTGCTGGAACTAAATACACATTC
ACTCTGTTCTCTGTGTTTGAGAATGTCAGAAGTACTGGAGTGAACATCACAGCAGCAACC
GGGCCTAACTACGTAGTTGGATTGGAGATGGAACTTGAATCTGTTGGTGAGATGACTGAA
GCTGAAATGCAGAGCGTCATTGAAGAGTTTCTGCAAACATATGGACTTTCACCAAATTCA
TTGTCTGTAAAAGTTAAATCTGTCCAACTGTGAGACAAGAGGAGGAGCTTTTTCTTTGAA
GACAACAAAATACGGAGAGTGTATGGAACACACTATGAGTGTATAAGTCTTATGTCTATA
TAGATACTGGTGTGTGTTATGATAAAGCTTGTGTGTAATTGAAGAGTTTATAAGTTCCAT
CAGGAGTAAAATTTTATTTACCTCTCTATTCCTGCACAGCTTTTGAGCCACCTATAGTAT
AAAAAAGCTCAATAAAATAAATATTGTCTAAACAATGTGAAGTGCT
>BJ728529 ID   BJ728529   standard; mRNA; EST; 332 BP.
GTTTTCAGAAAGTATCAAAGGTGATGATTTGCATTTGTAGGTCATTGTGGATAGCAGGGT
TTCACTAAGCTGCTGCTCACAAACAGACCCACCTCAAATGTCAGATGAACCGCAGAACTT
CTGCACATTTTAAGTGTTTTTTTGTATTTGTTTCTGTGATTTTTACATTCATGCTGTTTT
AAATGAAGTAGCCTTTTCAACACTGTTAGCTGAAAATGTTTTGTGCCTCAAAGGAAGGTT
AACTCCTTGATTCTTCTATTAATAACTCCTTTTTTATGTTTTTAAACGGTGAGTTTGTGT
GCTAATAAAGCCCTCGAACCTGAAAAAAAAAA
>BJ728531 ID   BJ728531   standard; mRNA; EST; 885 BP.
TGGAAAGCTGTCTGCGCCAAATTCACCAACGCCCTACAGCTCAGCGACGTAGAATCACGA
AACGACCCCGAAAACGACCCTTTCCGATCCAAATACAAGGCAAGGGAACTTCTGACAGAG
ATATACTGCTCGCTGAAGAACTTTGAAGCAGGAGATGGCGAGGAGCACGACGACGGAGAG
AGCAGCGAGCCGGAGCCGACGGAGGAGCCTCTGGACGGAGAGAAGCCGGTGGATCTGGAT
GCGTTCAGCCGGGGATGGAGCAGCGACTCGCGCGCGGGGCTTCGAGCAGCCAGGCTCGCA
GCTGTGGAGTATTATTTGGGCGTCAACCACGTGGACACAGAAGAGTTGTCCGCCGGGCAG
GAGCATCTGATGAACTGCATGAAGCATCTGGGCAAATGCAGAGTGTCATCGGAGAACGTG
TCGCTGTTCATCCACGTCAGGAATCAGCTGGGGATCCTCTGGGCAGGCAGAGATGAGACG
GAGAAGTCCCAGGGCTTCCTTGAAACTGCAGAGTCCATCTACCAACTTTACATGAAGGAG
AATGGGAGTCCCCCTACAGACATGACAGAGTACTTCTGCTCTGAGGAGAACCAGCTGACT
CATCAGGAAAGAACCAAGAAGTTTGAGCTGGCCTACACTCATACTTTGTACTACCTTGCA
CAAGTGTATCAATATTTTGGTGAAAATGAGCGGGCGGCCAACTACTGCTACAGTACTCTG
CAGAGGCAGCTGCAGTTAAACCAGTTCAATCCAATGGAGTGGGCTCTAAATGCTGCCACA
CTGTCTCAATACTACATCACAAAGGGTCAGTACATGGAAGGCCGACATTGCCTTGCAGCA
GCTACTGTCATATCAGGACTGGCTGGGGAGGTTCCCTCTGAGGCA
>BJ728535 ID   BJ728535   standard; mRNA; EST; 933 BP.
GGTCATTGGTTCAGATGCTCACATTAAAGTGGGAGAGAACGTTTCAGATGTTGTAGCTCT
CCATCCTGTTCCCAGCATCCACGGTCACTCCTCAGATGCTAATATAAAACTAGGGGAGTT
TGTGTCCAACATCCCAGAAAATCAACCTCGATGGAGTGAGCATGGGCACGCTTCAGACTG
CATCCTCCAACCGGGATGTGTGGTATCAGGAGCAGAACCGCCTCTGCAGTCCTTGCCTGG
AAGCTCTTACGGTCACTCTTCCGACTCAGCACTGGTCATCGGATGTGTCGTTTCAGGATA
TGAACCAAAGCTCTCTCCTTTACCCGGCAGCGAGCATGGTCATTCATCGGACTCACATTT
AGGCATCGGCTGCGTTGTCTCTAAAACGGAACCACCGCCATCACAGCTACCAGGAAGCAC
ATATGGCCACTCGTCTGATTCAAACCTTGGGGTTGGTTGTGTGGTCTTGGGCACAGAGCA
GCCGCCCGCCACACTTCCAGGCAGCATGTACGGCCACTCATCAGACTCCTCACTTGGACT
GGGCTGTGTGTTGAAAGAAAAAGATGATGGACACCCGAAAAAGTCAACGGAGGAGGACGG
CAAAGGCAGCAGCTGCGAGCAGCTTGAAGAAAGCCCGTCCCATGCGTTCGGTGTGAAGTC



GTCCTCCGTTGAAAGCTACGAGGAGGAATACATCTCGGCTTTGTCTTCTCATTACCAGGT
GGAACACTATGAAGACTTTTACAACTTTTTGGATTTGTCTCCTGAGAGTCAGCTGCTGAA
GCAGGTAACTCGGGGCCCCTGGGGCCTTCCTATGGAGCCCACACTCCGCAGATCCACAGA
CACCACATCTGTCCAGCTGAGTGAAATGGTTTCCCTGCCTGTGTTGATAAAACACTCTGT
CACTGCCCCACTCATCACACATGTGTCGTTGGT
>BJ728578 ID   BJ728578   standard; mRNA; EST; 877 BP.
CGACATAATGTTTCATGGAATACCAGGTACAGGTGGGATAGGAGGAGCCCCAGCCAACAA
ACCTGAGTTGTATGAGGTAAATTGACCAGCTCTTATAATATAAATAACTTTATTTGTGTT
TTGTATATTGTACCTTTTTCATGTTTCATCAATGTTCTCATAATTTATAATCAAAAACAG
TTATTATTTGATTATTATTCTCTGCCATTCAAGGAAGTGAAGCTATACAAAAACGCAAGG
GAAAGAGAAAAGTATGACAACATGGCAGAGTTGTTTGCTGTTGTCAAGACTCTACAGGCC
CTCGAGAAGGCTTATATCAAAGACTGCGTAACACCCAATGAATACACTGGTTCCTGTTCA
AGACTCTTGGTTCAGTATAAAGCTGCTTTCAAGCAGGTGCAGGGCTCTGATGTGGGCTCC
ATCGATGATTTTTGCAGGAAGTACAGACTCGACTGTCCACTTGCAATGGAGAGGATTAAG
GAGGACCGGCCCATCACCATCAAGGATGACAAGGGCAATCTCAATCGCTGCATTGCTGAT
ATAGTCTCTCTTTTCATCACTGTTATGGACAAACTCAGACTGGAGATCAGAGCCATGGAT
GAAATTCAACCAGATCTAAGAGAGCTGATGGAAACCATGAATAGAATGAGCAACATGCCT
CCAGACTCAGAGGCTAAGGACAAAGTCAATCTCTGGTTGACCACACTGAGCAGCATGTCG
GCCTCAGATGAGCTGGATGATAATCAGGTTCGCCAGATGCTGTTCGATCTGGAGTCGGCC
TACAATGCCTTCAACCGCTTCCTGCACTCTTCCTGAATTCAACTGTCATTTCTCTGTGTG
TTTTTAGTTAAGATGCTACTTTCCTCATTGCTTTAGC
>BJ728581 ID   BJ728581   standard; mRNA; EST; 867 BP.
TTTTGTGGTGACAGCTGACAACCGCTACATCCTGGTGTGTAGCTTCTGGGACAAGAGCTT
CCGCGTGTACTCCTCTGAGACAGGTAAGCTGACCCAGATAGTTTTTGGCCACTGGGACGT
GGTGACATGTCTGGCCAGGTCGGAGTCTTACATTGGTGGGGACTGCTACATCGTCTCTGG
GTCAAGAGATGCCACCCTGCTGCTATGGTACTGGAGTGGACGGCACCATATTATTGGCGA
CAACCTTAATAATGGTGACTACCCAGCACCACGAGCGGTTCTGACTGGTCATGACCAGGA
AGTTGTGTGTGTGTCAGTTTGTGCGGAGTTGGGCTTGGTCATCAGTGGAGCTAAAGAGGG
GCCATGTCTGGTGCACACCATCACAGGGGACTTGCTGCGAGCTCTGGAGGGGCCAGCCTA
CTGTCTGTGCCCACGCCTCATCTCAGTGTCCAGTGAGGGTCACTGTATTATCTACTATGA
GAGGGGGCACTTCTGCAACTTCAGTATTAATGGGAAACTGCTGGCACAGATGGAGATCAA
GGATTCCACCAGGGCCATTATCCTGAGCAGCGACGGCCACAACCTGGTGACTGGAGGAGA
TAATGGCGTGGTGGAGGTGTGGCAGGCCTGTGACTTCAAACAGCTTTACGTCTATCCGGG
CTGTGATGCAGGCGTCCGAGCCATGGACCTTTCACATGATCAAAGGACGTTGATCACAGG
CATGGCCTCTGGCAGCATTGTGGCATTTAACATCGATTTTAACCGATGGCACTACGAGCA
TCAAACCGGGTACTGATGAGCGAGGAACACGCCAAGCGCAGGGCTAATGTCANGGGGTCA
AAGGAACGTCTACCAAGCCTGGCTGTA
>BJ728588 ID   BJ728588   standard; mRNA; EST; 933 BP.
TGGGGGAGACTGTTCTGTCCTTTCACATCCATTCGGGGACGGACACGTGCGACGGCTGCG
AGCCCGGCCAGGTGATGGCTCACCTCAGCAAGCACAAGAGAGAAGATCCTCCAGGTCCTG
GCCTCGCCAAAGAGGATAAGGAGTCTCTGAGACAGAAGGAGCTGAAGCAGATGAAGGCCA
AATACGGCCTGCAAAGCACCGAGTACGAAGAGACGAAATCCATGAAGAATCCAAAGTACA
GAGACCGGGCGGAGTCTCGACGGCAAACGGTGGGGAGTGAAGGTGCTTTCCAGCGAGACG
ACGCTCCGGCTTCTGTCCACGAAGAGATCAGCGAGGTCAACAAAGGCCGGAAGATGCTGG
AAAAGATGGGCTGGAAGAAAGGAGAAGGTCTGGGCAAAGAGGGAACCGGGATGAAGGATC
CGATCGAGCTGAAAATCCGAAAGTCCCAGTCTGGTTTGGGGGCCGGCGCTGCCATGTCTC
TGGACGGGATGTCTGTTACCAAAACCAAGTCCCATAAGAACTGGGAGAAGGCGCGCGAGC
GATTCGCCGACTCCTGCCAGGTGGAGCAAAGTCAGAAACCCCCGGCGTCCAAAGCCTGGG
TCCGATCAGGCGAGGCGCCAACCTCAGAGACCAACAACGGAACAGACGGACCAAGTCAGG
GATGACGGGAACATTTTTATTTTTACCTTCTATTGATAATAAAACATCCTCAAAAGTTCT
GCCGGGTTTTTAAACTGATCAGGGACAGAAGTTCTGTCGTCCTTTTGGATGTGCGTTCAG
AAGTTTCCCGGAGGAGCAGCAGCTGTGTGAACTAGAGTTTGCTGCTCCTCCTCCTCCTCT
TCCTCCTCCTTCAGAGAGGACAGGAGTTGCTTTCAGCAAATATTGACACAGTTGAGCTGT
ATTTCTCACCGTGAGATCATCTGTTCATGTCGA
>BJ728599 ID   BJ728599   standard; mRNA; EST; 866 BP.
AGGTTCCAGGTGGGGCAGTAAGCAGCCAACTGGACGTCACCACCCAGCAGCATCTTTTTC
TGTTGGGCCAGAACGGAACACACTTTCTGAGCATTATGCAGCAGACTCAGACCCAGATCA
TCCTGCCAGACCTTAGTGCCCCTCAGAGTCCCCCCTCTCTGCTCATCCAGGGCAGCCCTG
ATGGAGTCTGTCTGGCTCGACAGCAGCTCATGGACTGTCTGCCTGTGTGTCTGATGTTTG
ACATGCGAGAAGATGGAGCAGCAGATCCCTGCATGCTGGCTAAGATGATGCAAAATCTTG
GGGTATTCATTAGTGTCAAACCAAAAGTGAAGCAGACCAGCAAGTCGGTGGTGGTGAAGG
GTCTGGAGCGCAACATCTCCAATATTTATGAGGCCCGTCGTGCTCTCCTGGGACTTGACT
CCTCTGAGCATGCAAAAATAAATGGAGTGAGCCATGACCCCGTGCTTCCCGGAGGTGGGG
TGACCAACTACTGGCTCAACATGTTGCTACAGCAACTTCGTCTCTCTGAGCAGGGTTCTT



TACCTGTGTCATCCACAGAAATTGGGTCTGGTGGTAAGCCCCGACTTTCACCTCCTCCAG
GACTCGCTCCTTCTCCTGAAGAGTGCAGGTCAGGGCTGAGGGGAACAGACAACCGGCCAC
TGGAGAAGATTCTTGAAAACGAGTACCAGTCGGGTCAGTCTGAAGATGAGGACCCAGAGA
TGAGTGATGCAGCAAACGGCATCAGCAGGGTTGGGCTGAATGGTCGAAGAAGGAGCCTGC
AAACTCCTGACGTTAACAAGGTTCTGAGCCAGGGCAGAAGGCATTCAACAGGACAAGCAA
TCTCATACAGACTGTTGAACCCAGAG
>BJ728641 ID   BJ728641   standard; mRNA; EST; 192 BP.
GAACACNNGCACNTCTCTGGNGCTCTCCNNCCNCCTGTCAGTGTTGNTTTTTGCTGGANT
GCATATGTTCANTANACAGCTGGCATCCACTGANTGGNTCACCNTCCNTGGAGGTTTCNT
GGGCTCCNNCCTGTTCATCTGCTCACTCACTGCCTTTAATANTCTGGANAATCTGGTGTT
TGGGAAGGGANT
>BJ728665 ID   BJ728665   standard; mRNA; EST; 856 BP.
TGCAGACGAGCTGCACGGAGAGCAGGAGACAAATGAAATGGCAGACAGCGGTGAGCTGAA
AGCCGCTCTGCTAGATGACAGCACTCCTGAGCTCACCAACCAGCCTTTGTTCAACGTTAC
GCTACTGGACTGGATCAATGTCCAGGATCGGCCCAATGATGTCGAAGCAGTTGTGAGGAA
GTGCTTTGACTCCATCAACAGGCTGGACCCGCGCATCATTCAACCCTTCCTGGCAGATTG
CTGTGAAACAATTGCAAAGTTAGATAATCAGAACATGAAAGCCATCAAAGGGCTTGAGGA
CCGATTGTATGCTCTAGATCAGATGATTGCGAGCTGCAAGAAGCTGGTGAATGAGCAGAA
GGAACTTGCTCAGGGATTTTTGGCAAATCAGAAGCGAGCCGAAAACCTGAAGGACACGTC
CGTTCTGCCTGACTTGTGTCTGAGTCACACCAACCAGCTGATGATCATGCTAAACAACCA
CAGGAAGCTGCTGGACATTAAGAAGAAGTGCACCACCGCCAAACAAGAACTGGCAAACAA
CCTTCAAGTCAGACTCAAATGGTGCTGCTATGTGATGCTTCATGCCGACCAGGATGCAGA
AAAGCTTCAGGCGCTTCTGCGGCTCCTGACGGAGCTGATGGAGAGAGTGAGGGTGGTGGA
GGCCCTCAGCACCGTGCCTCAGATGTACTGCCTGGCCGTCGTGGAAGTCGTCAGGAGAAA
AATGTTTATGCGTCACTACAGAGCGTGGGCCAATGCTCTCGTGAAGGATGGAAAACGCCT
GTATGAGGCAGAAAAGTTCAAAAGGGAATCCTTCGGGAAACTCTTCAGAAANGTCTTTCC
TCCGAAATCGGCTGTT
>BJ728671 ID   BJ728671   standard; mRNA; EST; 907 BP.
ATGCTGACATGCTAAAGGTAGGTGCACACAACTCATTGTCATGTCAGCACTTTCATTGTG
AGTGATTGTGTGCTGACGTCAGCGTTTAAAGCCTTCCACAGCTGTGGGCAGTCACAGACT
GTACTCGTTTGCCTCACATGAGGCAGAAACCCCACTTGGGTCAGAACTTCTATTTAGTTT
TTGACAGCAAAAGTAACTCACTGTAAGCTGTTTTCTGAACGTGCTGCCGGTTACAAATTC
ACTGGTACTTTCAGACCAGATTTACGCGTTTACATGAGTGAATATGATTTACGTGTAATT
GCAAATTCCGATTACCTGACAACAAAGTCCGGTTTCGAACAAAATTGTTGTGGTTGCTTA
GATGAAAGCTAAAGTCCAAACATTCTGCACTCAAATTTGAAGCCATCCCAGAGTTGTCAG
ATGTTGCAGTTTCTCAAGTGACCACCAAATTCTGGTTTCAGAAGGGAGCGGATTCTTAAT
TTTGTTTTGTAAACCAGCTGTTTGCAGTATGTAAGAGCTCAGATTTTTATTGGTGTTTAT
TGGTGTAATATGTCCATTAGGCCTGCACGATAAATCACACATTTGTCGTTATCGCAAAAT
CAAGCTGTGCAATACGCATATCGCAGAAGACGGCGAATGTAGCAATAAATGGTAACCTTA
AATGTGCTAAAACAAACGAAAAATATAAATCTATTTATGTTTGACCAACCTGATGGAGCT
CTTTATTGTTAGATGTTCACCTCCTATGTAGACAAGGGTTATTTGGAGTTTAATTTTTAA
ACTGTTGTGGTGAAATGGAAATTGTGTGTTTTTGGTTGTTTTGCTATTTGTTCATGTACC
GCAGGTTATATCATCATTGCAATATTGATCACTAATATCGCATATCGTGAGTTTTCCTCA
TATCGTG
>BJ728683 ID   BJ728683   standard; mRNA; EST; 817 BP.
CCCCGCCAGCGATCGGAGGAGAAACAACGGAAGCTCTTTCTCCCTCCCTCGTGCGTCTAT
TTTGACACTGGAGCGCTTCTTGCGGGGTTCCGCGAAATAGATCGAAACTTCGGGGAGTTG
TTTGCGTGTTCACAGTAGCTGCGGGAATCCTCTGCGGGAAAGCGCATGAGCCACGGAGTG
CCAGTGGTGGAATGTAGGAGCGAAAAAAGCGCATTTTTGGCGCATGATCCCTTTCGTCGT
GTGCAGCCTTCTACTTTCTGTGCGGTTGGAAGGCAGAGGAGGGGGAGGAAGAGGAGGAGG
AAGAGGAGGAGGAGGGACGGCTTTTAACGACCCGATTTCTTGCCTATGGACGACGGCGGT
CCCCTTTCTCCAAAGGCAAATGCTTTCAGTATTGCCTCTCTGATTTCGGCTGCAGAGCGA
GCAGGAAACGCAGCGTCTGACAAACACAGCACCGGCCTGAACAAGCCAGACCTGCACAAG
CACAGTTCTTTTACAATGCACTACAGCACTGTCACCAGGGAAATGGAAGCCTTCACGACG
AACAGCCTGAGCAGCCTGAACACGCCGGGGGGCTATCATCTCTCCCCGTCCCCCGGGGAC
CCTTACAGCCAGCATGAGTCCCACTTCGAGCCCTGCCCGGCCACCCAGCATACCTACAAC
TATCCGGGATCCAATTCGGGTCCGGCTCANCCGAGCGACACCGGGACTCCCAACTGCTCG
TCGTCGTCGTCGTCCTCCAGCTCTACGCCGAACAGCAAAAGTATCGTGAAAAAGAACCCC
AAGGTANCCAATATTAACGTGCANCTGGAGATGAAAG
>BJ728690 ID   BJ728690   standard; mRNA; EST; 910 BP.
TGCTTGGTCTGCATGAACAGATTAAGAAGGAATACGGCAGCAACGTGGTGCCCAACTTCC
CCCCAAAGAAGATCTTCACTCTGACCCCCGCTGAGGTCGAACAGAGGCGGGAACAGCTTG
AAAAATACATGCAGGCCGTACGTCAGCATCCTTTGCTTGGAGCCAGCGATTTGTTCAACA
GCTTCTTAAGGAAAGCACAGCAGGAGACCCAGCAGATTCCCACAGAGGAGGCGGCTCTGG



ACATCTGCCTCTGCAGCGGTCCGAAGCTCACAGTCCACATCCTGACCTCGGATCAGACGG
AGGATGTTCTTGAAGCTGTTGGTACAAAGCTGGACCTCCCAGATGACCTGGTTGGATATT
TCAGTCTCTTCTTGGTCCATGAAGGTGTGGATGGAAGCTTGACATTTGTGCGAAAGCTGC
AGGAGTTTGAGCTGCCTTACGTTTCCATTACCAGCTTGCAGAGCTCGGAATTTCACATAG
TTTTACGAAAAAGTTACTGGGACATGGCCTATGATCAGGATGTGATGGACAACAGAGTTG
GCTTAAATTTACTCTATGCTCAGACAGTGTCTGACATCGAGCGAGGCTGGATCCTCGTCA
ACAAGGATCAACAAAGACAACTTAAGTCACTTCAGGAAAAAGGCTCCAAAAAAGAGTTCA
TCCATCTAGCACAAACTCTCAAGTACTACGGCTACATCAAGTTTGACCCGTGCATCACAG
ATTTCCCCGAGAAGGGATGCCAAGTCATCGTCAGCGCCGGCAACAACGAGCTCAATTTCC
ACGTCAAGCTGCCCAACGAACAGATGAAGGAGGGGAGCTTTAAGGTCACGCGCATGAGAT
GTTGGCGAGTCACGTCTTCTCAAGTCCCAGTAACCAACGGTACGAACCAATCCCCTGCGG
CTCGGCGAAA
>BJ728699 ID   BJ728699   standard; mRNA; EST; 929 BP.
TATGGCCACCATTAATCCACATTATCTTGTTACTTTAGCCATTAGGACACAACTCCAATG
TCCCCTCCTGTGACACACCCACATTAGCCAACTCCTCTGTTTTGCATTCAATCTGAAAGG
GTTGTTCTTTTCACCCAGGGACATGGGGGTTGGTCATGCGTCTATCTTGGATTGCAATCT
CCCCGAATTCATTGAAAACAAAATAAAATCCAAAATATATTTTTCATCCTGATTCTGTCC
CTAAAACATGTCATGTCATGTGATTGACCATATTTCTCATCTCTAGAAGTGCTCATCCTG
CAGTTTAAAATAATAAATCAGTCACTTCTTGGACAGATCTGAAAGCACAGTTTCATGAAA
AGTTGAGCCACTTTTTGACAGGACACAAATAAAAACACCCAGCAGAATCTGTCGTGTGCT
CTCTTAGGAATGGGGTCAGTAATTTTTTTAGGTGAAAATAATCTGCAGTGTCATGATTAT
TTATTAGCTCCAGCAACATGACAGCCAGGCTGATAGGATCATTTCTGCTGAGTCTGTGAT
TAGAACTGCAAGAGAGGCCTTCAAATAAAAAAAGGTTTTAGATTCACATAAACAAAAGTA
TGACCTCAACAGAAGTCTGAAATTGACAAGAGAGCAAAGTCTTCAGAGATGCCTTTTGTT
TAACAGCCCACTTGAAGCTCATCCTTAGCTTTTGTGGAATTTGTTTATACTGATCCAGTT
CTGTCCAGATTAACAACGCTACATTTACTTCTTAAAATTACTTCCAGTACAGCCTAAAAG
ATCTGTAAATACAACGGTTACAAGAGTAACCAAGAAATGGCTACCAATGATTTTTACTCT
GTAGTCTCAATAATGAATTCACTGTTATCAACAATTGCAAAAATACTTTATTTATCCAGA
GGGAAAGTTAGAATAACCATAAACAGAAC
>BJ728724 ID   BJ728724   standard; mRNA; EST; 886 BP.
GAAAGGAATATTTTCAGATTAGATTAAGACAATCTAATCCGTTCCAATATAGCAAATTGT
TTAATGTAAAATTGAACTTTGAAAGATTGTATGTTCTTTGTGTCTCTGTCCTACATACAT
TTGAATATGAATGACTTCCTTTAACAGAGGGAAACATCCAACAAACAACTCTAGATGTGC
TCTTTAGGTAATGGATCAGGAAAAATACCAATAAAAGCCTAAATGGTAAACAATGACAGC
TGATTTAATGACTAGATCAATGACACCAACAAGTGTGGAAAATAAACATCATCTGGATGT
AAAGGTGTGGTTCAGAGTCCCCCAGGCCAGTCTGAACTATTGAAGTCCCATTATCTTTGA
TTTATTGTAAAGTTTTCCCAATGGTCTTTTAATTATGCTTATGCCATTTTTAGTCTAAAT
AAAAAAACCTGTGTCGTTTTCTAGGACGTAGTTTCTGCAGAGCGGCAGTAGGTCATCAGA
AATTCACCTCTGAATTGTGGGCAGGACCATTGGCGTGGTCCCCACTTCCCATCACCCATC
TGTTTACACTCTCTCCCGCTAGCTTACAGCCCCTCACAACCCCAACCTATCATTACTGGT
TCAACAAAAAAGGTGAGAAATATTGGAGCTATTCAGCTGTACAGTTTAGTTCCAGATTCC
AGCTCAGACGAGGATAACAAAGACGTACATGGATCTGTTTGTCTGCAAGGAAAGGTATCA
GAAGAGCCAATGGCCTGTCCATTTTAGTTTGTACGTAAAAACTTCAAGCTTTTCCAAACA
GCATTTTTTTCGTTCTCTCCTGATTCACAATGATTTGAATAAAGAAATGCTCATTAGTGN
AATTTTAAGCTAAATTTTCTTATTAGATTTCTTCCATCATCAGAAA
>BJ728764 ID   BJ728764   standard; mRNA; EST; 283 BP.
TGATGGTCTCCAGTTTGAGCGTCTTCCTCATNTATGTGGTTCAAACCAAAACTCAGAGTC
TGGCTCTGTCCTGCNTNTTCAGTGGAGTTTCTGTGATCGCCTGGAACGCTCTGGATGTGG
TGAGAACCGAGCTGTANCCCACCCANCTACACTCCTCTGCGCTNGGGTTCTTCACTGGTG
TGGGCCGCGTGGCAGCCATCATGGGGAACATCATCTTCGGGAAGNTGGTGAACACGAACT
GCNCNGTCCCCATCCTACTGGTGTCNGCTCTGCTGCTGACGGG
>BJ728769 ID   BJ728769   standard; mRNA; EST; 866 BP.
TGCTCGGCCCAACAGACTGAACGTCGTCCGCAATGACAACACCAGCTGGGATTACACCAA
ACCCTTCCTCCTGCACCGAGAGCGGGGCAAGGGAAGGCAGCGTCAAGCAATCCTAGGAGA
GCATCCGTCAAATGGCTATGGCCCACACTGCCCCCTGCTGACTCTGCCTACTAACAGCAG
GTATAGAAGGAGCAGCGAACAGGTACAGGACATGATCTCCTACCCACCACTCCTCCCGAA
GACCTTCCCCTCAACGTCCTCATCCTCACTTTTGGGCTCCAGCTCGGTCGCCATGGTGAG
CGGCCTCCACCCCTCCAAGATGAACTGCAGCCGCATCTTCAACCTCTTCTGTCTCTATGG
CAACGTTGAGAAGGTAAAGTTCATGAAGAGTGTCCCTGGTACAGCTTTGGTGGAGATGGG
TGACGAGTACGCCGTGGACCGAGCAGTGACTCATCTCAATGGAATTAAAGTGTTTGGCAA
GAAGCTCAACGTCTGCGTGTCCAAACAGCAGGCTGTGATTCCCAGCCAAGTGTTTGAGCT
GGCCGACTGCAGCAGCAGCTATCAGGACTTCAGTCTGACCAGAAACAATCGCTTCAGCAG
CGCGCACAGCAGCAGGAACATCATCCAACCGCCTGCCGCCGTGCTGCACTTCTACAACGG
CCCGCCCACTCTCACCCAGCACCAGCTGCTCAAACTCTGCTCTGAACACAGCGTCCCGTC



CTTCATCAAGTTCAAGGTCTTTGATGCCAAACCGAGCTCAAAGACTCTGTCTGGTCTGCT
GGAGTTTGACAGTAAAACTGAAGCCATTGAAGCTTTGACTGTCCTCAATCACCATCAGAT
CAGGATACCCGGCATATCCAACCCCT
>BJ728772 ID   BJ728772   standard; mRNA; EST; 840 BP.
GAGGGTGAGAGAGAAAAGGCAGGCTTTGGCAGATAGTGTGTGGGGCTGCACAACAGCAAA
AATCTCCCTGTGAGTGACTGACTTTTGTTTGAAGGGGTGTCACTCGGGCCTCGGCCGCTT
TATGGACTTAGATTTCCTTCACTGTGAATGCACAGCTCTCCAGCGCAGAGCTCCTCAGTG
CAGCATTTGACAAATGTAACTTTGAGAATGCACCGGAATCGCTTCATTATGCAAAAAGAG
AGAAAAAAAACACAGATGAGTATGATATCTATGCAAAAGTACACTTTATCTGCTCTCCAA
ATGAGTGGTTGAAGCTCGCTGTAGTTAATTATTTTCATTTTTATGTGCTGCTAAAGCTGC
AGAGGTCTGAGTAGTGCAGTGGTGATACACATGGAGTGGTATGGGCCTGGATGGAAGTGT
CCACAGTATGCAGTTGAATATCCGCCAGCTAATATTTCACAGTTGCCTACCAAAGTGTTT
AAGCTCACCAAGACTTCTTATTCTTTGTAAGATGAATAATCATAGATGAAAGAATGTAAA
AGAATACCTTTCATGGGAATTTTCCAGTGATTGTGCTAAACGAATAGTGGAAATATAGCT
CTTGGGTTTCAGCAAAGAAAAGTTCTTTTTGTTAGTTGAAGACTTTATTAGCCATTACAG
TGACAGGGTGTAGGTTTGTCATTTTGCTCTGAAAAAACATGTTTTTGTGGGACTCTTGAC
TCAGACGGGGGCCGATGGTGAGCTTGATGACNACAAATGATAAAGACAGAAGAAAACATA
AAGGTGTGGCATGATTTGTGTGGTTTTGTCTAGTTCTCCGGCCTAAATACCATATTTATG
>BJ728826 ID   BJ728826   standard; mRNA; EST; 117 BP.
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGANAGAGAGAGAGAGANAGAGAGAGAGAGAGAGAGAGAGAGAGAG
>BJ728853 ID   BJ728853   standard; mRNA; EST; 508 BP.
AAAAAAAAATTTAATGAAATGCTGTCTGACCTGGGTCACGGGTTCGATCGCTCCTCCTCT
GCATTCTGCGGAATCAAAGAGTTGGCTCGCCGTTTTTCGCTCACCTTTGGTCTCGACCAA
GTAAAAACCAGAGACGCCATCGCCATGCTACACAAGGATGGTATTGAGTTTGCATTCAAG
GATCCCAGCCCACAGGGAGAAGGAGGGCCACCTCTTAACCTGGCTTTCTTGGACATCCTA
AGCGAATTCTCCTCCAAACTGATGAGACAAGACAAGAGGACTGTCCACATGTACCTGGAG
CGCTTCATGACTTTCCAGATGGCTCTGCAGCGAGAAGACTGCTGGCTTCCATTGATCTCC
TACAGGAATTCCTTGCAGGCTGGTGGCGATGACGACACCATGTCTGTCATGAGCGGCTAT
TCCAGCAGAGGATCTTCTGTCCGCTCCAAGAAAATTAAGCCCCCTGTGGCAACAGTTGGA
ACTCCAGCACCAAAGAGGAAACTACCCG
>BJ728855 ID   BJ728855   standard; mRNA; EST; 104 BP.
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGNGNG
>BJ728862 ID   BJ728862   standard; mRNA; EST; 217 BP.
GGAGATGACCCCGAGCACNTCCAGTGGGTTTTTCANAGATCTCTGGAGAGGGNAGCAGAG
TTCANTATCACANGANTCACATACNNACTGACACNNGNTGTTGTTAAAAGGATAATCCCA
GNTGTTGCATCTACAANTGCTGTCATTGCTGCTGCTTGTGCCGCANANGTTTTCAAATTA
GCAACAAGTGCCTATATACCTCTCANTAACTACATGG
>BJ728863 ID   BJ728863   standard; mRNA; EST; 870 BP.
AAAAAAGACTAAAAGAAATGAATCAGGTAGCTTCGGTGAATTTTAGGGAAACTCACGTTA
AGAGTTGAGTTTGAATTTCCCTGCACAGTTCAAAAAAGTTTTTGTTTGTTTTTTTCATAA
TCACAAACTAGCCGCAATGCCTGCTTCCCAATGTAAATCAAGGACTAAATATGCAGTTCC
TCAAACGGCCACTGGAGAGTAATTTGTCGTTAAGCGCAAATAAGTCAAATTTTAAACCCA
CCAAAAACTATTGTAAACCCGTGAGTAAAAAAAATTAAATTGAGCAATTTTTCTTAAAAT
CGAAATCAAATTTATGCATGTTTGATTGGCAGGTGGGTGGCCTTAACACAACTTTCTTTA
AATTGTCCCGCCCAATTGGTCATTTGTAAGTTGGGAGACATGAATTCCAGTCAGTGGCCT
GTGGTCATCCCACTTTAGGCAGACATTTTATAGTCTCATGGATAATCGTTGACTGTGATC
GCTAATGACCAGGCGTCTTTGGGCCAACCAGGATGGTGGACGTTACACATGGAGGTCCAG
TGCATCGTGTGATGCAGTCTGAGGCAGAGTCCTAAACTCCAGGTGAAGCTGTCCGTGACT
GCGAGAGCGCGACAGCCGAAAAGAGGGAAGAGCAAATCGCTGTAAGCGGCGAGCCTGGAA
GAAACTCCCATCTGGCTGAAGGTTGGGCTGGTTAAAGACGTCACTGGAACCCTTCCAGTA
GTGAACGGCCATCTTGCCATGGTAATCTCGAATGTTAGTCTTAGCATTATAGCTGCTGAT
CAGGGTTCGAACCATGTCTTCGTGTCCATGAATGGAGGCCAAATGAAGAGCCGTGTAACC
CCCATGCGATCTGACGTTAACATCGGCGCC
>BJ728889 ID   BJ728889   standard; mRNA; EST; 846 BP.
AATGCTGTGGAGAGTTCAGTGGGAAGACCTTCAGTTCGAGAGCCCCAACAAATACCACAA
ACGAGCAGGCAGCCGCCTGACTCTCTCACAGAGAGGCTCCAGCTACGGCTCCTTGATAAC
TGCCCAGGGAAAATATCAACTGTTTGCAAAAACCGGCTATTTTAAGGGAAACCTGGTGGC
CATCAAGCACGTCAACAAGAAGAGGATAGAGCTGACGAGACAGGTCCTGATGGAGCTGAA
GCATATGAGGGACGTTCAGTTCAACCATCTAACCAGGTTCATCGGGGCCTGCATCGACCC
CCCCAACATTTGCATCGTGACAGAGTACTGTCCCAGAGGCAGCCTGCAGGACATTCTGGA
GAACGAGAGCATCAACCTGGACTGGATGTTCCGCTACTCGCTGATCAACGACATCGTGAA
GGGCATGAACTTTCTCCACAACAGCTACTTTGGCTGCCATGGAAACCTGAAGTCCTCCAA



CTGCGTGGTGGACAGTCGCTTCGTTTTGAAGATCACAGATTACGGCTTGGCCAGCTTCCG
CTCGTCCTGCGAGAACGATGACTCCCACGCGCTCTACGCCAAGAAACTGTGGACGGCTCC
GGAGCTGCTCATTTATGACCACCATCCTCCCCAGGGCACTCAGAAGGGCGATGTGTACAG
TTTCGGCATCATCCTGCAGGAGATAGCTCTGAGAAATGGACCGTTCTATGTGGAAAGCAT
GGATCTCAGCCCCAAAGAGATCGTGCAGAAAGTGAGGAACGGGCAGCGGCCGTACTTTCG
CCCGACCACAGACAGCAGGTTTCACTCGGAGGAGCTGACCATTTTGATGGAGGGCTGCTG
GGCTGA
>BJ728918 ID   BJ728918   standard; mRNA; EST; 222 BP.
TTGATGTGTCAGTGAGTTACAGAGAAATCANAANAAAAGGAAACATGAATGACTGTATGT
TTGGATGGAACAGTCAATCTTGGAGTCTGAGCTGCTCTGATGATGATGGTTACACTGCTT
GCCACAATAACAGACAAATTTCCATCTCCTCCTCCTCCTCCTCTTCCTCTCANANAGTAN
CANTGTATGTGGACTGTCCTGCANGCACTCTGTCCTTCTTCA
>BJ728931 ID   BJ728931   standard; mRNA; EST; 595 BP.
CAAGGCGCCAAACCTGGACAAGATGGCCGACGACCTGCTGGCAGCGGCTGATAAGTACGC
CTTGGAGAGACTTAAAGTCATGTGTGAGGACGCGCTCTGCACCAGTCTGTCCGTGGAGAA
CGCCGCCGACATCCTCATCCTCGCCGATCTGCATAGCGCCGACCAGCTGAAAACCCAGGC
AGTCGACTTCATCAACTATCACGCTGCAGAAGTGATGGAAACAACAGGCTGGAAGTCCAT
GGTCGCCTCCCATCCGCATCTGGTGGCAGAAGCTTACCGCTCCCTTGCTTCTGCCCAGTG
TCCTTTCCTCGGACCCCCCCGCAAACGCCTCAAACAGTCTTAACAGCCCCCCCCCCACCA
CCACCACCACCAGTAGAGCCGTCTACAGTCATGCTCGCACACATGAACACACAGAAAAAA
CACCCAGGTTCTAAACCCACAGGGACAAGCTTTTCCTGCGCTGATGCCCACAACACCACC
TGGACCCCCCCCCCNTTTNTGNTCCNTCCAAAACCCTCACCGTANGTANTTTNTNTAAAG
GNGNAGGTGGAAGGGACGGANTTNTGAAGNGNATGTTTCTCCTTCAANAAAAAAN
>BJ728942 ID   BJ728942   standard; mRNA; EST; 372 BP.
ATGCTGTTCAGAGTGTCCCGCGATTCCACCTGGACCACAAAACAAGAGAACACAGAGATC
ACACTGCTGCTCCTGTTCAGGGCTTCTACAACAAGCTGGACAGAAGCCGAGGAAGACGAG
ACACAGAGGAAGACGACACAGAGGATCTAAGCATCTAAGAGGCGTGAAGCTTAGACGTGA
CCCTGGCTCCGGCTGTCACTGCTGACCATGATGCTCAACGTTCAGAAACTTAAACTCACT
GCTGTTATATGTCAACCACAAGACTTCGATTGTATCCCTATTCAAACATTTGACCCCCCC
CCCCCCNCACNCNCNCNCNCAATTGANAANGTTGGGGGGGAATNTTTNTNTCAAAANAAA
NTTNTTTTAANC
>BJ728956 ID   BJ728956   standard; mRNA; EST; 896 BP.
GACATCATTTCTCCTGCAAATATTGCAGCTGTGGGCCAACTCCATTCGGGTCCAGACAGG
AATGCAACTGTGTGTGGTACAGTAGAGGTGCGCAAAGCGGAAAAGGTGGCTCACAAGCAG
CGATGGCACAGGGTTACGGCCAAGTGGAAAGTTACCCAGACGCGACTCCCCAAGGGCAAA
ACACTTTTTCCACCATCAAGACCGAACCTTCAGTTTGGGTGGACTGCGGCGACCGAACTT
TCAGGCATGAGGATTTGTTTCCAGGAGTCTACCTGTCCGACCGCAGAGTGTGCCAGGTGT
GTGGTGACGATGCTTCAGGCTGTCACTATGGAGCAGTCACCTGCGGCAGCTGCAAAGTGT
TCTTTAAAAGGGCCGCTGCAGGTAAGCAGAACCACCTGTGTGCCAGCCGGAACGACTGCA
CCATCGACAAGCTGAGGAGGAAGAACTGCGCCTCGTGCCGTTTGAAGAGGTGCTTCATGT
CGGGGATGAGCCTGAAAGGCCGGAGGCTGAAGGGAGCTGGACAGACGAGGAACGGAGAGG
AGGAGCAGCAGCCCACTGCCTGGGGGCCTGGGGAAAGGGAAGAGCGAAAGAAAGATGTTA
TCCCGGAGCCTGGAAACATGGCTTCCACGGCTCAAGGGCCTCAAGGCTTGCCACCAGGGA
TCCCCCCGACTCTGCGCTCCTGCTTATCCCTCCTGAGCATCCTGCAGTCTATTGAACCCA
CTCTGGTTAATGCGGGACATGACCCCGCCCAGCCAGACAGCCCCTCGTCCTTGCTAACCA
GCCTCAACGAGCTCGGAGAGAGGCAGCTGGTAACCGTGGTGCGCTGGGCCAAGGCAATTC
CAGGTTTCCGTGATCTCCACGTGGATGATCAGATGTCAGTGATTCAGCTGTCGTGG
>BJ728970 ID   BJ728970   standard; mRNA; EST; 284 BP.
ACAGCCAGGGCGTGATCTGCCTGGACATCCTGAAGGACAACTGGAGCCCCGCCCTCACCA
TCTCCAAGGTGCTGCTGTCCATCTGCTCCCTGCTCACAGACTGCAACCCAGCGGATCCGC
TGGTGGGAAGCATCGCCACCCAGTACACGACCAACAGAGCAGAACACGACCGAACAGCCA
AACAGTGGACGAAGAGATACGCCACATAGACCGGCAGTGGGGGGGTCCGGTCGTGTCGCA
GATTTTTAGAATTTTGTCCGTTTTTTTGCTTTGTTTNNNTNTTT
>BJ728971 ID   BJ728971   standard; mRNA; EST; 863 BP.
AATAAGGATTTTATTAGGGCATTTTTAAGAGACTGACATGAATTTGAACTGAAAATGAGC
AGACTTTAGCGCCGGTGTTTACTACTCTGAAAGCAGCATTTCCCTTGATAAACATCCTGC
TTCTACGGCCCCTCCACTATGTTACTGTAAACATCCTCAGAGATTGGGAACAGCAAACAT
GCAACTGGGAGAAAAGCCCTTTAAACTGGAACATAATTGGGAGAGCAACCTTTGAAATTG
AAAAAACAGAAAAAAGGAATATGAAGCCACGTCAACCTCAACGGAAATGAGGTTTAACCA
CTGCTTCTTTTAAAGGAAATATTAAAAACTACCAGAGTTACCAAAATAAAAGCAGTTCTT
ATGTAATTTGTCACTAACTGCAGCTTGTTTGTTGTGATAGTTCAGCACTGACCGCAGCCC
GGTTTCTTTCTCATCCCTGATATCCCACCATCAACGCTTCTTAGAGGCAGTTATAATCAA
TTTAGAATAAATCACATGACAGAAAAACACGAGCACGCATAGATAGGAAGCTGCCACGCT
GACTGGTTTAAGAGTGTATAGACGAGATAATTCCAACTTGTGTAGTAGTAAGTCATCTGA



ATTGACCTTGGCTGTGTTGTGACTGTTTTACTGCAACCAAATATTCTGCTGCATTGGTTC
TGTATGTAACGTTCAGGTGCTCGTCTCATTACTGTATCTGTCACTACGTCACACATGACT
CTGAAATGCAGCCTATAGGGAAACATCCTACAGGATTTCCCCTTAAAGCTTAAAATGGGT
TGTTTTGGGGGGTTTCTTTTTTCATTTTTTGGTGTTCTTTAAAAAAAACTTAAAACAGTA
GCGAAGCAAATGGTAACGGTTTT
>BJ728972 ID   BJ728972   standard; mRNA; EST; 317 BP.
AGATCTTCTCACCTGAAAAACCTGTGAACCAAACCTGGACAGCATCCATGCACACTAAAC
CCTGTTGAGCATACTAATTACATGTATTTATTTATTTATCATGTATGTATGCTTGGAATG
AAACGTGTGATAATTTATATAGAGGACTAAGAGTCAACGATATTAACACCATTTAAAATC
AAAAATACCAATTTTTTTTTTTTTTTTTTAANANCCCNNCCCCNNCNNCANGNCCCNCAA
NAAAAANATNTNCAAANNTTTNTTTNCCAGGGGGAAGGNTTTTTTCCCNNCTTTTTTTTT
TTTTTCCNAAAAANNAA
>BJ728979 ID   BJ728979   standard; mRNA; EST; 853 BP.
TGGGGGACAAGAAAAACATGGAGAAGGTTCCTCTAGTAGAAGAAACAAAGGTGAAGGTGC
TTCATGAAACTGAGGCCACCCTCGATGTTGATGGCGTAACTGATTACAGCCTCACTGGAG
CAAACTCCATCTACTCAGCAATTCTCAGCAGAAACGAGGCCGTCAAAGATGCCAAGCGTT
TGAAGACGTTTTTGGAACTGCGAGATAAATATGTGAAGAAGAAGGTTTTGTTTGAGGATC
CTCTGTTCCCTGCAAATGACTCGAGTCTTTTCTACAGTCACAAACCTTCGATGAAGATTG
AGTGGAAACGTCCCACAGAAATCTGTGAAAACCCTCAGTTCATCATAGATGGAGCCAACC
GAACTGACATCTGCCAAGGAGAACTGGGTGACTGTTGGCTGCTTGCTGCCATCGCCTGTC
TCACCCTGAGTGAAAAGCTGCTGTACAGAGTCATTCCACCAGAGCAAAGTTTCACAGAAA
ACTATGCTGGCATCTTTCACTTCCAGTTCTGGCGTTATGGTGAATGGATTGATATAGTTG
TGGACGACCGGATCCCCACCTGCAACAACCTGCTAGTTTTCACCAAGTCATTCAGAGAGA
ATGAGTTCTGGAGTGCCCTTTTGGAGAAAGCTTATGCCAAGCTGCATGGGTCTTATGAAG
CACTGAAAGGGGGGAACACGTTGGACGCCATGGAGGATTTCACAGGAGGAGTCACCGAGC
TCTTTGAGTTGTCCGAGGCGCCCAAAGGCCTGTTCATCATCATGAAGAAAGCACTGGAGA
GGGGCTCACTGATGGGCTGCTCCATTGATGTCACAACAGCCAATGACATCGAGAGCCGGA
CAAATCAAGGGCT
>BJ728998 ID   BJ728998   standard; mRNA; EST; 208 BP.
ATATTCCAAAAAGCCTCCAACAGCACAAAGCAGTATTTACCTGGAGGAGGGTGTTTTGGG
AACAGACAAGTTGTTTTCCCGCCTTTGGCGCTCCAACAATGCATCAACCTCGCACTGAAT
TTCCATACCGTTTTTATCATCAGTCTTAAAAACCTGACAGAGAATAAGAAATAAATCCAA
ACAGATGAATACTGATTTAAAAAAAAAA
>BJ729016 ID   BJ729016   standard; mRNA; EST; 910 BP.
ACAGCTTTTCAGATCATAGACACGCCATTCCTGGTTCATCCTGAAAAGAAGAATTTTCTT
CCTGGGATGCTCTTCCAAAATCCAAACATTGACTTGACTTTGGGTAGTGTTTACAGGGAG
TGCTATGAGAACAACGGTCTGTATCACGCTCTGCAGCTGGAGACCATGTTCAACATCAAC
TCATTCCTCAACAGAACAGTGTACAACAAGGATCTGGCCAAACTGTTTGAAAGTGTGAAA
GTGGACCTAAAAGATATCACCCTGCTGGAGCAGGCAGGCAGAGACAATCTGATGAACTTT
GCCAACTCTGGAATAGGACAGATTGACTATGCCGCTTTCCTTTCTGAGGTTAATAAAGGA
GTTACTCTTGTGGATCTGTTGTCTTTCTGCGCTGATCTGGAGGATCAGGCTGACCAGTTG
CCACGTGGAGCTCTGGAGAATGCACTGAAAGGACATGCCAGCAGCATCAGAACCATTCAC
AGAGAACAGGTGGTGCTTTTGGAGCAAGCAATGAAATATGTCAGAGCGCGGAGCACCCTG
AGCCAGAGCATCAAGCTGCTGCAGAAGACTTCAGACGACCTGCCAGTTAAAGTGACAAAT
ATCCTGAGCGCCATTGATGCAGCAGAGTTTCTCATCGTTCATAATGCTTCCTTTGTGGTT
AAGCAGGAAACAAAAAACTTCATGCAAAGCTTAGAGGGATATTTCAAACAGTACACAGGA
TGGGTTAAAAGCTCTCTAACATCAGAGGTTGCTCAGTGCAAGCCCATCAGCAACATGGTG
GACAGCATGGAGATAGTTGGCTGCAGCTTCATAGTGGACTCAGTGAACACCTTCTGGTTT
GGTCTGGGAGGCTGCTGCATCCTTCTGATCCCCAGCATCATCTTCTCCATTAAACTGGCC
NAGTACTACA
>BJ729028 ID   BJ729028   standard; mRNA; EST; 928 BP.
TGGAGGTTCCGAGCGACCCGTCGGTCAAGCTCGCCTTGGAACCAACTGTGGCGGAGCGCC
GCGGCAGCGAGGAGCGCAAAGACTTCATTTCCAAGTACTTCAACCGGAATCCCTACGCGA
CCAAAGCCGAGATGGAGGAGCTGTGCAGGAGGCTGTCCGTGAACAAGGGGGAGGTGTCGT
CCCTCTTTAGCAAGAAGCGCAGCAAGTGCATGAAGAGTCTGAAGAGAAACACCGCCGTGG
TCCTCTTTGGCTTCAACATGACTTATCTGAACAACGTTAAACACAACCTTCTAATCCCAG
AGCAGAAGCCGTCCACCGATACTCTAGATCAAACCCCAGCAGATCCAACAGAACCGCCGG
CGCCACCTGCTGAAGCAGCAGAGCCGAGCAGACAGATAGATGAGAGTGGCGCTGATGAAG
CTTCAGCCCCTGTAGATGAAGAGGCTGAGAAACTTTCTGGACAGAAAAGCGGCAGCGAAG
CTGACAGAACCGCAGAACCGATGGATGCGAGTGGCACCGAGGTCTCAGAACCTGTGACTG
AAACCAAACCTGACGGGAATCCAGAACCGCTGGAAGAACGTGAAGCCGAGGTTTCAGAGC
GGTTGGGTGGTAACGGAGAGAAGGATCCAGAACCGATGGATGAAGGTGGAGCTGGAACAC
TTCCAGAGGGGGATCAGGCGGAGCCAATGGAGTGAGTGTAGGAGCTTGGGAGGACTTTTG
GGACCTAAAACTATTATAAAATGCGGACTCAATAAATGGCTCTTTGAGTTGGTGGTGCAA



ATGTTCATCAGTTTCCACAAATTTTGTACATCTGAGAGCATCAGCTACTGTTCCAACCAT
CACCAGTGCTTTATTTTCCATCAGAAGGATGTCTGTATCCTTATCGGCTGAAACATNAAA
ATATATTAAATTAATCTGACTCTTCTGC
>BJ729033 ID   BJ729033   standard; mRNA; EST; 128 BP.
TGCATTTTGGTCTTGTGATGCATTTTATAGAACACACTTTGAGATTGTGCAAGCCCTACT
TGTGTTTTGGGTGTTTTAAAAGTTGTAGTATCACATTACACGTCACTGAAACAGCGAGAA
AAAAAAAA
>BJ729041 ID   BJ729041   standard; mRNA; EST; 928 BP.
CAGCAGTGAGGGCACAGGGAAAGGTCCAGGATACATCATTCTGCCAACAAACAATACGGG
CACCTTGAAACCAGTAAAGGGGAAAGAAGATCAGACAGCCAAGTACAGCGCTGAGCAGCT
TCCTCAGACCAGGCTGATACACCTGGCAAACCCGGCGGTTGTTGAACCCGTTCCCGGCTT
TGGGATGAAGAGCCTGCCTGCTGACCAGGTCAGTGTGCCCTGCTCTGACAGAGACTCGCC
TGCACATCTGCAGGGCAAGCCCAGGGATCCCCAGCTAAGCGGTTTGTGTGACGGCGGACA
GTCTGGAAGCTCTGGGGTGATGTCCAAAGGGGAGACCGTCTCCACTCTGTCCATGAGCTC
TCTGGAGCAGGACAAGCAATCAACCCCCAGTAAAAGAGCATGGGAGGGCATTCGGAAGGC
ACATTCTCCTCCATCCTGGGTAAGGAAAGACCTGGAAACTGTGGCAGCCTCCCCTCTGGA
GCGGCAGACGGTGGAGTGGGAAAAGACTGGCGCCACCATTCCACTGGTGGGCCAAGAGAT
CATGGACCTGCAGACAGAGGTGTGAGCCCCAGCTTTGGTGCCACACCTTGCATCGCCTGT
TTCTTCCAGTGCTACCAGAAAAAGAATCCATTTCACACATACCGTCCTGCTCTGTACAAA
GGCTGGAGCAAAGAGCGACTGTGAGGGCTTAGAAGAGAGTCACAGCATCCTTAGAAGAGA
GTCACAGCATCCAAAAAACAAGATATGCAGGAGGGTGAGAACGTGGCATCTCTTTTGACA
ATTTACTTGGTATTTTGTCTACGGAATACGGCTCATCTTCCTGTATATTATGATCTGCTG
GCATGTGAGGGACACAGCTGTCAGTTTGAGGATGAAGCCACTATGTGTGCATCATACTGT
ACCAAAGGTACAGCACAGGTATCGATCC
>BJ729043 ID   BJ729043   standard; mRNA; EST; 898 BP.
GTCACACGCCTACAGCCGGAACCCCGGTGCCAGCCTTCGTCAGATCCATGTCTCCCTCCT
CAGGGAGTCGGCCCAAACCCAAAGTGCCGGAGAGGAAGTCCTCGCTCCTCTCTTCGGGTT
CTGTCTCTTCGTCCTCTACTTCTTTGTCCTCCAACACTTCAGACTCACTAAAGAGTTCAG
GTCCTCCTCTGCCACCCCCTAATCCCCTCCATCTCACCTCTTCTACCCCAAACACCCCTC
TTGGTCCTCCTCCGCCCTTTCCTCCTCCTCTTCCTCCAAATTCTACATCAGCTCCCTCAT
CTCCTCCTCCACCTCCTCCATTACCCAACTCTCCAAGAGAAACCTTCTTGGCCCCTCTAT
CTGCGTCACCAGAATTCCCTCCTCCTCCATCTCCAGACCTGTTGATGCACCACAGTTCGT
CCTTAAATGGGAGCTTTAGTCCTCCACCTCCCCCTGAGACCGGGATCCCTCCACCACCTC
CACTGCCTGACTTCACCCCAGCTTTTGGATCCCCAAATATTAGGAAATTGACAAAAAATA
CTCCTAAACCACATCCTTCCAAACACTCCACAGAGTCCCCCAAGCCCCTCATCACCCCCT
TCGCCCTGCAGAGTGTCCAGCTGCGCTCCGTCAAGCGATCACAAGAGGAGATCACTGGGG
AGCTGGACCAAATGAAACCTCAGGAAAATGGACTGGACCTTCTCCAGGAGCTGAAACTCC
ATAGTCTAGATCCATCCCCCATCCAGGAGCACACCACTGTCACGAGTAGCTCTCCAGACG
AAGAGCTGCGGGAGTCCACACCTTCGCCTGTGACGAAACTGCTGGAAGAGCTGAGTCTGG
ACTGCAGTTTTATAATCGACACACAGGATAGTGGTGTCATCAATGGAAAAGCTGAGGA
>BJ729049 ID   BJ729049   standard; mRNA; EST; 769 BP.
TCCTGTTAGGACACGAGGGGGGAGGAGTCACTCAGTCCAGTTTTCACATACAGTCAGTGG
TGGAAATCTGACCCTTCTGGTTTACTGTTCATTATCTCCTTGCCACAAAACTAAAAATCC
TTAAAATGTGAACAAATCCATCCGTAAATGTTGTCATGTCAACAAAGGTTGCTAAGGAAT
TTTGAAAACCTGCTTTCGATGTAGAGACACAGAAATCGCCACACTCATTCATCTGACCCA
GACAAGGGAAAAATGAAATGGTTGCTATGGAGCTATCAGCTTGTTGGAGGCTGATGTTGT
CCGTCCAAATGAAACACGTTTACACTCCTGTCATTGAGAGATGTTGACGGAACCGAAAAA
CGGTTGAATTTTCTAATGAATGTATACAAAGGCTGTACCACTTTCTTTAAGGCAAGGTGA
ACATCCTTTTCGAGTCCATTTGAGGCGTATATATTACTGAAATGAAAGTGGCTGCACTTT
CTTTTGCACATGACTTGAAGACTCCGCTGACCGGCCACAAACAGCCTCATCATCGCGGCG
CCGACGGCCGATTCAGCTGGTTTCAAAGAGTAACTGTGAAGACGACTCTCCGAGTGTGTT
TCAAACTGACTGACGTGGCTCTCCCAGTGCGTGTCATGCCGATCCAGACTTTACTAAGAT
CCAGTCCTCTGGGTGATCGAAATGTTTGGTGTTAAAAGTCTTAAAAGTATTTTCTCATTT
TGTAGATCTCCTGATGAGTTTGTTTTTGTTTGGGTTTTTTTTTTTTTTT
>BJ729052 ID   BJ729052   standard; mRNA; EST; 875 BP.
TCTTTTTCCTGATGAAAAAGCACAGGAAAAATCTATTGTTTGCAAGGTGCAATGATCAGC
TGCAACATTAAATATTCAGTTAGGTCTTGTGGGATAAGGAAGCACTTAAGTCCTAAATGA
GGCCATTGTAAAATCATCTTTTGTCTTTTTCATGCAACCAATAAAGACACCAAAGGTTCA
CGTTGACATTTTTTCTTTCCTCGTCGTGGAGCCAAGGTTTAATAAATTTATGGGTCAAAT
TGAAACTATTGGATTACATTGAAAGGACTTTGTTTCAATTATTAGTTATTGACAAACAAA
AGAGAACAGAAATGAATATTAGTAAATTAAAAGATGGAAAAATTGGTAATGAGTCTGGAC
TGATAAATAGAATGAACAGTTTGAAACTAAAATGTGAATGGATTTGCCATTAATTCTTGT
TTACTTGTTTGAAGTCATATTTATGTATCTTGCAAGAAATAAAAGTATTCTGGAAAACTT
CACCTGTGCTGTTCAGTACCCCGGTTTTTATCTCTGAGATACACTGGTTGAAGTTTTTAC



TAAAGATGCCCCGAAACGATTTTAGGCCTGTGAATTGGATCGTTCAGATGATCCCCTGAT
TTGGCTGCATAGGAAAAATAGAACATCACCCCCCCCTGCAAATGTCCCACCTTTATATTT
TCAAAAATCAGGGCCAATCCTCCTTGTAGTTTTAGGTGCTGTGACCCAGCGTTTTGGCCT
CATCAAAGTCACTCAGACATTTGCCATTGACCTTTTTCTCTTAATGCTGCCAAAATGTTA
ACTTCAAGGGCTGACCTCCTCTTTTCTGCTTGATATGTCCCATTTCTTTGCAAATGCCAC
TGTAATAATAATCAATATGCTTAATCGTTCTGCAG
>BJ729055 ID   BJ729055   standard; mRNA; EST; 873 BP.
TGGCGAAGTGGTGCGCCTAGAGATGACCATCTGCGAGGCCTGCCAGAAGACCAAACGCAA
GAGCGTCATTGCATCGGCCGAGGTTTACGCCAAGGTGCGCTTCGGCCCAGAGGATGACTC
AGAGGAAGACACGACGACGGAAGGCGAGACGGAGCCGGCCCCCGTCACCAGGCGGCCAGC
CATTGATCCCAACAGCAGAATTTATGAGACGTCTAATGAGCAGCCCGCCAGTGTTCCTAT
TGACTACACCAATTTCCCCACAATCAGTAACCAGGGAGTTCCGACTGAGAGCGATGAAGA
CGAGGACGAGTTTGTGCATTCCCCCCGCAGCATGACGGACCTGGAGATTGGCATGTATGC
CCTGCTGGGAGTCTTCTGCCTGGCCATCCTCGTCTTTCTTATCAACTGCATCGTCTTTGT
GCTCAAATATCGCCATAAGCGCATCCCGCCTGAGGGCCAGGCCAACATGGACCATTCCCA
CCACTGGGTGTTCTTGGGGAACGGCGAGCCGCTGAGGGCCCAGTGCGAGTTGTCCCCACA
GCAGGTGGAGAGCCCCAGCAACCCTCTGGAGGGCGTACAGACTTGTTGCCACGGCGACCA
CCACAGCAGCGGCAGCTCTCAGACCAGCGTTCACAGCCAGGTCCACGGGAGGGGTGACGG
CAGCTCCGGGGGCTCCACGAAGGACAACGGCGAGGAGACCAGTTCACCCACGTCCAAGCG
CAAAAGAGTCAAGTTCACCACCTTTACCACCCTCCCCACAGAGGAGCTGCCCTACAACTC
CATCCCCATAGCAGATGAGGAGGACATTCAGTGGGTGTGCCATGATATGGGCTTTCAAGA
CCCTGAGGAACTGCACAATTTACATGCGCAGAA
>BJ729057 ID   BJ729057   standard; mRNA; EST; 889 BP.
ACTGAGGCTCAGAAACATGCACAGAGCCTGGAGATCAGCCTCAGAGAAACAAAAGAACAA
AACAGCCAACTGGAGAACAACAAGGTGGAGTTGGAGAACCAGCTCAGAGGAATGCAGACA
GAGCTGGAGGAGGAAAAGAGGGACTGCCGTCTTGGGACAGAAACCATTGCTGACCTGCAG
GGACGAATCTCTAGTTTGGAAGAAAAGCTGAGCGAGCTGAAGGCGTCTCTCACCCAGGTC
CAAACGGAGAAGATGGAGCTACAGAAGAAACTTAACTGTCTTGAAAAGGAAAAAAGCAAC
CAGGACATCAATCTGACATTTAAGATCAAGTCGCTCCAGCAGAGTTTGGAGCTGGAGGAG
GCGGAACACAAGGCCACAAAAGCCAAACTTGCTGATAAGAGCACGATTTATAAGTCCATA
GAGGAGGAGAAGTCTCAGGCTTTAAAAGAGTTGGAGAGCACCTTGAAGGAGGAGCGCAGC
TTGAAGCAGCAGATGGAGGGGAAGCTGCTGCAGCTGGAGAAGGACTACTCCATGCTGGAC
TGCGATTACAAGCAGGCACAGCTCAAGCTGGAGGACATGCATGGGCAGAAGGAAATACTG
TCTGAAGAGGTCAAGCAGCTGACCTTGCGTTTGGAGCAGGAGACACAGAAACGGAATTTG
ATGCAGAATGATCTGAAGATGCAGAACCAACAGGTGTCTGCACTTCGCTCATCAGAGAAG
CAGTTTAAGCAGGATCTCAACCATCTGAAGGACATGAAGCAGATCCTAGACNAGCAGAAT
CAGGAGCTACGCAGGGGAAAAACAAGAGACTGATGGCCAGTTGAGGGAACTGAAGGACCA
CCTGGAGGCAGAGCACCAATTCACAACGCTTTACAAAACCACAGATCCA
>BJ729061 ID   BJ729061   standard; mRNA; EST; 667 BP.
GGGTCAGGGAAGGGCCGCCGATGAAGGACGCCCGTTACCAGTGTGTTGCTGAAGGCAAAA
CAGGAAGTGACACATCTGAGGTCAACGTTCATCTACCTATTAGAGATGAGAACATTCCAT
CCAGGGATTTGAATCAGTGGAGAAGTGCACTCACAGAACACGAGCAGCTAATAAAAAGAT
GGGAAAAGGCTTTGGAAAGCTGTGATGGGAACACAGCTTTGTGAACATGTTTGAAAACTG
GTTGGGAATTGGCCCCCCTACTCCAGCTGGAACACACCGCTGATGGGGAACCTTTCGTAG
GGATTGAATGTCTCCCTGTCTTGCTTCCTGAAAAGGCTCCGGTGGACCATGAAGCCGTGA
TTTGACAGTTCCTGCCACCAGCATGGTTCGGTCTGGTTCCACTGGGGTTCTGGAGCTCCT
CCTTCCACCTGAAGATGCTGGCGCTTCAGCTGTGTTTTTACTGAAGCAGACAAATATTTT
GACGTCAGCGCCTGCACGGAGCAGTGGAACTACACAGTTCAGACAGAAGTGTCTGTGAAG
CTTTTTTTCTTTTCTTTTCTTTTCTTTTTTTTTTGGAANAATTGATCAGGTGTTTGCACC
TCAAGTTAAAAAAAAAAATAAANAAAAANTTNGGTNGGTTTTTTGCNTTGCANTTATAAA
AAAAAAA
>BJ729073 ID   BJ729073   standard; mRNA; EST; 888 BP.
GATCATGGAAAGCCGCCTGCAGCGGGGCTCTCCTCGGTAGTTGTCCTGTCAGCTGTGCTG
GCGTGCGCAGCAGCGGTCCTGCAGCCCCACGACCTGCTGTACGACAACGCCGTGCGCGCG
TTTTACAACAGCGACTATGAGGAAACGGTGCGCGCCATGGAGGGAGCGCTGCGCAGCCAC
TCGCAGCTCCGCAGCACCAAAGTCCGCTGCCGGCTGAGGTGCCAGGACCAGCATCCGTTT
GATGGGACCTTCTCGGACCTGCGCTTCTTCGACGTGGTGCTTCGGAGATCAGCATGTTTG
GACAAATGCATGGAGGACAAAGTGGGAGCGCAGTCTCTGCACAAGGTCAGCGAGGATGTG
GTGCAGGATTTTACCCGGAGGATCCCCTACAACTTTCTCCAGCTGGCTTATCAGAAGCTG
AAGCAGCCAGAAAAAGCAGCAGCAGCAGCTCACACCTATTTCCAAGCCAATCCGGAACAT
GTGGAGATGGGTCAGAACCTGGAGCAGTACAAAGACCTGGAGGGGGTCAGGGAACAACAC
TTTGTGGACCGAGAAGTGCGGCCTCATCAGCGCTCCTTCATGGATGCGGTGAGGTTATAC
GACAAAGATGATTACGAAGGAGCCATTTCCCTGTTCGAGGAAGCGTTGGTGGAATACTTC
AAAGCAGATGTGGCTTGTCGGGCTTTGTGCCAAGGTCCACAGAAGTTTGAGGACCACGAT



CACCTCAGTTATCGTTACAGCCTGCTTGAAGTTGTTTCAGATCACTTCACTCAGGTGCTC
CACTGTGAACATGAATGCGTTCGAGACCTCGCCACCCGACCTGGCCGTCTCTCCCCCATG
GAGAACTACCTGCCACTGCACTACGACTACCTCCAGTTTGCCTATTTC
>BJ729080 ID   BJ729080   standard; mRNA; EST; 865 BP.
GCTGTTTTAGCATAGGGTCAAACCACCAATACAGTTTTCACTATGAGAGGATGCTGGAGT
AGTTCTGGGTAAGTTTAGCAAGAGTTTCCCTTAAGGAAGCTTCAATTAAATTATAGGTAT
TTTCAGGTGCAAGGAAGTTATTCAAAGTAATTGACTTGACCATGAGCGCAGGCTTGACGC
CATTTAACTGAACCCCTACTGAGAAGTGTTGGAGCCTGAAAGAATTACACTAACAGTTGA
AAAGGTCGTGGTTTAAACCTGAAAACCAGCATGACTACATCAAATGCACACTTCTATGAT
GACATCGTAGAAACGTAGAACTAAATCAATGCACACTATTGAAAAAGGACAAACGCACCC
AAGGTGGTGGGGTATGTGGCAAATGCACTTATGACTTTTAAAAGCTCTAGCAGTTTTTCT
CTAGATCCTATTTTTCTCATATTTTTTTCCACTCTGTTATTAAATCGAATAACGGTAAAC
AAAAAATATAGACGAGCCATTTCTGCTCTCAGAAGATACTTTCCCTTGTGGACAGCAAAG
ATGCAGTTTTAAAAGCTTAATATCATTTTCCACTGATAATAAAAGGTGCAGGCTTCTCAC
CATAGTGTTAAATTACAGAGAGGAAATTATTACACAAACTGCTTTCCTAAAAGTAAGTCT
AAAGCATGTAACTCCTTCATTTTGAAGATGATTTTAGTTTTCGTTTTGCGAACAGACAAA
ATGCCTTGTATCCTTTTTTTATTTGTTGTGATCACATGGGAGTATTTTTGCAGTTGACCA
GCTGTGTCTTAGATTTACAGAGTTTGTTCTCCCCTGTTGTGCACCTTTTTTAAGCTTTTG
TTTTCATTCCACTCTAATTTTTCAG
>BJ729100 ID   BJ729100   standard; mRNA; EST; 857 BP.
AGACCTGCGCGTGATTACATTTGATGGCAATAATGTGGCGCTGTATGACAATGGCTCTTA
CATTTTGGTTAGCCTACCCAGAGAGACCATTATTGGCGTTGTGGAAAAATGTCCAACTAG
TCAGAGCGTGAACTCCATCAGGCGGCCTAGTCCGACAGGCGGAACATCCGGCCTTTGCTT
TAAGAAGCTAAACATAACCACCTCCTCCTACAGAATCATCATAAACCGACTAGATCGCAA
GGTGACTGTAAACTACAGACCTGTTAAGCTGCCATTTTCTCGTCACTCTGTGTATGTGGA
GGACACAGGCAGCATGTACTTGATCAACACACCTGGCAAAGTCAGCATTCAGTGGTATCA
TAGTACTGGAATTATGGTGCTACAGTACCTAGCGCCTACTTATGCATTTGTTCCCACTCG
TGGCCTATGTGGTTGTTGTGATGGCAACCCAGAAGACGACCTGAAGCTGCCCAATGGCAC
AGTGGTCCGAGAGGTGGGAGACATGATGCTGTTTCTGCAGGCGTGGAGAGTCCAGACCAC
TGATGAGACTGAGCATACACGTCGGGTTGGAGACAACTGCACTATTGGGGACTGCTCCAC
CTGTCTGTCCATGCTCCGCCAAAGAGCTTTCACACCTTGTCATAGCAAGGTGCCTCCGGA
GCAGTTCTGTGACATTATGTGGGCAGGAGACTTGCATTACAAGGATCATCAGTGTGACTT
TCTGGCAGCCTACGTCGCAGTCTGCTACACACATCAAGTTTGCATCAGTTGGAGGCGACA
CAACTTCTGCCCATTGCGATGTCCTCCTGGGAAAAGTGTACGAGCCCTGTGTGAGCACCT
GCACGAGCCGCACGTGT
>BJ729111 ID   BJ729111   standard; mRNA; EST; 894 BP.
GGTCGGAGGCCGGCAGGACAAAGCCGTCTACGTTCCCGACATTTACTCCAAAACGCAGAA
CGCTTGGGTCGACTCCTTCCTGCAGCAGAATGGATATTTAGAGTTTGATGCTTTGGTCCG
GCTCGGGATTCCAGACCCGCCCAGCTACATCAAGAAGCGCTTCAGATCCAACAAGCTGCT
GTTCCTTCGAGCCGCCTGTGTGGGTCAGGCTCTGGTGGACCAGGTGGAGGCCTCGGTGGA
GGAGGCGGTCAACTCTTCCACGTGGACCGACGTCCAGCCCATCCTGCCCAGCTGCCTCTC
TAGTGAGGATGTTGGCATGCTCATCAGCCAGGCCATGAGGAACACCAACATCCAGTCTTC
TGCCAGAGTTCTGGGAGGGACCGTGGTCATCAGCGAGAAGTTCATCACCAACTGCCTCTC
TTTGTTTGATGAGGCCATGCAGCAGAAAGCTGAAAAGGAGCTCAAGAGCAACCCGGTCTT
CTTGATAACAGAGGAGGATTTGAAGCAAGCTGCCGCTCTGACAGAGAGCTCTGCGCCGTC
CAAGAAGGACAAGAAGGATGCTGAGCGCAGGAAGAAGGCGGCAGAGAGCAGCACGAAGTC
AGGTGGGGGAGGAAACGCGCGGGAGATCCGCATCCGTAAAACCAAGAAGAAAGGGAGGAG
AGAGGAAGACAGCGATGAAGAGAACGGACCCTCACAGCCAAATCGCAGCAAACAGAGCGA
AACCCTTTTCATGACCCAGGAGGAGATCGTGACTGTTCTAGAGGAGAGACTGAGCGACTG
TCCCGAGGAAATCCTCTCTGAGCTGGCAGAGACTTTAGTCAGGCCTCTGACTAAAGCCTA
CCAGGAGGTGCTGCGGACCGTTTTCGCGTCCTCCACCAGCTCTTCAGCAGGCAC
>BJ729132 ID   BJ729132   standard; mRNA; EST; 911 BP.
GTCGCTCCTCAACCCGGATGCTGTGCGTGTGGTTTCGTTATCCGTAGGTTTAGCCTCAGT
AAAGGGAAATTATTTCCATATTTGCTTGAAGCAGAAGCTCCACAGGGGCAGGTGGAACAT
AAATCATATTTATTAAAAATAAAAAATAAAAACCGGAAGAGTTTCATGCACTCTTCTGCA
CAGATCGTGACCAGCAGCTCCGCCGTCAGACGCCGAGGAGGAGACAGGAAGAAGGAGGAG
AACGGGTGAGGAGCATCGCTACCGAGAGAGATGGCGGAGTGCGGGAGGAAGGCGCTGTCT
CTCCTGGAAGCGGCCCGCTCCCGGTATGAGAGCCTGCAGATATCCGACGACGTCTTCGGC
GAGTCCGGGGATGACAGCAGCGACAACCCCTTCTACAGCACCTCCGGGGACTCCGACTCC
GACAACTGCATCGCCGAGGTGGGAGAGGAGCAGCAGCCGCAGCACCAGCACCATCATCCG
AAGCGAAGCGGGAAGGATGGAGCGTTCGGTGGGGGAGCCGGGGGGAGCAGCGGCGCGGGT
CCTCCGGGCTGTCTGTCCCACACGCAGGCGGAGGAGGAGGGCTGGACGGAGACCCTGCAG
GATGTCACCGTGCCGCCCTACAACGAGACACATGGCCCCGCTCAGAAGATGCCTGCCACT
GCCACAGCCTTGGACTTCTTCCAGCTCTTTGTTCCAGACAACTGCATCCAGAACATGGTG



ACCCAGACCAACATGTACGCCAAGAAGTTTCAGGAGCGTTTCGGCTCGGATGAAGGCTGG
CGTCCCGTCACGGCCCAGGAGATGAACGCCTTCCTGGGATTTGTCATCTCCACCAGCGTT
CATCGCTGCGAGTCGGTGCTCAGCATCTGGAGCTCGGGCTTCTTCAGCAACCGCAGCATT
GCTTTTGAAGA
>BJ729152 ID   BJ729152   standard; mRNA; EST; 832 BP.
GAGCGCCGCAGGACTGGAGCAGTCGACGCGGATGATGCTGACGCTGGTCGTTAGTGGTTC
CGGAGGAGGACGTCGCTGTTGAATGAGAGGCGGAGGCGCTGTCCCGGGTGCTGAAAAGCA
GCCGGAGGTTGTTTTTTTTGTTTGTTTGTTTGTTTTTGCCAAGACGAGACGATTACGCAT
ATGAGCCGAATGTAACCCCAGTCAGCACAGCAGTTCGGCGGTTCTCACAGCTCCCACGGC
CTGAGTAAATGGGACCGCACATCGTCCGAGCGTTAGAAACATGGAGAGATTTGTGCTGCT
CGTCCTCGGCTGCCTCGGCGTCTCTCGAGTCACGGCGGACAGCCTGTCGCCGCCCGTCAA
TGTGACCATCAAAGAGGTGAAAGCAAACTTTGCTGTGGTGTCATGGGACATCCCGGAGGG
AGACCCTGTCATTGGCTTTGCCATCACACAGCAGAAGAAAGATGTGCACATGCTGCGATT
CATCCAGGAAGTCAACACCACCACCCGCTCCTGTGCATTATGGGACTTGGAGGAGGAGAC
AGACTACATTGTGCACGTCCAGTTCATCAGCATGTCTGGGACAAGCCCGCTGAGCGAACC
GATACTCTTCCGAACCCCGAAGGAGGCCGAGACTCAGGCCTCTAAGAGTAAAGACGAGGT
GACAATGGAGGAGGTGGGCCAGAGCAGCCAGCTGAGGGCGGGGGAGCTCATCATCATCGT
GGTGGTGCTCATCATGTGGGCAGGTGTGATCGCCCTCTTCTGTCGCCAGTATGACATCAT
CAAAGACAACGAGCCCAACAACAACAAGGACAAAGCCAAAAACTCGTCCGAG
>BJ729163 ID   BJ729163   standard; mRNA; EST; 872 BP.
TTCATCTTCATCTTCTGGATCGTCCTCTTCTTCCGCCCACATGTTTGGTGGAAGCCACCA
CCATGTTCAGCAGGGCTCTTACAACGCTTTCTCCCTCCACAACCCTTACAACCTGTATGG
TTACAACTTCCCCACCTCTCCTCGCCTGGCTGCCAGCCCAGAAAAGCCCCAGGGGGGGCT
GCTTTGCTCCTCCTCTCCTGCAGGAGCTTTTGCTGAGCGCCAGTATTTGTCCAATGGAAA
CATGGATGCTATGCACATGATTGGAAACACCCCCAGCAGTCAACAGGGCGGCAGCTCTTG
TGATGGTCGTCAGTATAGCTCTTCTTCTCAAATGTCCATGCACATGGTGTAGAAAGAAGT
CCAAGGCTCGAGCTGCTTAAAGTCTTTAAGTTAAGAACACATCTCCAGCATCGATGTGCT
GAGAAACAATCCATCTGTAAGCAAACGGAACAGAGTTGTTAAACACCAAGCAAAAGCAAC
AACATTTCCAGAAGGCAAAGACAGAACTCAGATCAGCAACAGAACGGGAGAACGGAGGAG
ACGCACTCGGGTTTGGACGGGCTTTGAAGATGTCATGGTGCAATAATGGAAAGTGCTGAT
TCAAGCCAAACGGTCTTCACTGTGATTCACATATTTTCGCTTTACGCAGTACTTGGTTGA
AATACATTGAAGGATGTATGATTCCCTGCCACAGGTTTGGTTCCATGTTCACCAAGGACA
CAAAGTACCAGATCCTGAAGCACTGGGTCTTCTGCAGTCACTTTGCTGGGGGTATTTTTT
TTAAAAGCTCCAGCTGACATGAACACTAAACAACCAATAAATGCCATAGTCACAGGCACC
CACATGGAGGGTTGAGCCGTACAGCTGCTGCG
>BJ729173 ID   BJ729173   standard; mRNA; EST; 837 BP.
AATGAAGATGAAGAAGAGAAAAAGAGTTGGGCAGCAAGTTCAAAGAAGAAACTCCAGGAC
ATCCAGTCAGAAGAGGAGGCGGTGTGGAGCAGAGCAGTAGCCAATCAGAGAGCCACAAAG
GACAAGTTTACAGGCCCACAACTGTTTGACAGCAGTGAGGAAGAGGACAGCGCTGAAGAG
GAAGATAACGGATTTCACATTCGGCCTCAGTTTGAGGGTCAGGCGGGACAAAAGCTGATG
GCGCTGCAGCATCGCTTTGGAACTGATGAGCGGTTTCGGATGGACGAGCGCTTTCTGGAG
GAAGAGGAAGAGATGGAGGCAAATGGAAGCCTGACTGTGGAAGATGAGGCCCTGGAGGAG
GAGAAGAAGAATAACCTGTCTATTCTTCAAAACGTCCTTGGAAGTAGCAAACAACCCAGC
AGCAAGACGCTCTTAAAAGCTGCAAAGTTCAGAGATGTGTCCACACTACATTATGATCCC
AGCAAAGAAGAACACTCTGCGTTTGAGACCAAAACCATCAAAAGTACTGAGAGCAAAAGC
GCCAGGAGGAAGAAGAGAGAAGAGGCTCAGAAGCTTCCAGAAGTTTCACCTGAGATCTTT
TACCAAGTCTCCAGCGACCTGAAGGGTGTGTTTGGTCAGACGAAAGAAGACCTCTCTAAT
CCAGAGAAGACCAACTGGGACCAAGTGAAGGAAGAGGAGGACAGAGGAAAGGCGGAAGAG
CTGCAGTCGTCTCTGCTCTCAGAAGATCCCACTACCACGAAAGAGGGATCATCTGGATTT
AAATTTTCTTTCTTTGGGGTTGACGCTGAGGCAAGCGGCAGAGAGACCACTGAATAC
>BJ729198 ID   BJ729198   standard; mRNA; EST; 785 BP.
TGCAGACTGTCTCTCCCTTCCAGAGATGTTTGACTCTGATATGGAAGAAAGAAAAGTGTC
CACTCTGTGTGCCACATCTGAATGGAAACTCTAGCTTTGTGCCCCTGGATGCTCTGGCGG
GTCGTCGAGCTTTTATGTAGGGTTTGTTTTTCTTTTCCTGAAGAGAGTGAAAGCTGCTTC
CTCCCTCAGGAAGATGTTCTGTCCACCGGCGCTGTAGGCGCCTGCAAAAGTGTGAGCGTC
CCATCAGATTTCCTCAAAAATAAAGGAAAATATCTGCTGGGTCTTAAACCTGGCGAGCAA
ATTTGGGAGAAATCGTAAAAACTTTTTGAGTCAAGGTGTTTCTAATTCCGAACAAACTTT
TCTTTTGCTCCATTAAGGATTTTTCTCTTTACAAAGTTCATCTGGGTTTGATTTCTTTCC
TGCTCAGATCTTTGCATTATGATCAGTGAGGTCCTGGAGGAGATGACGGAAACCTTGAAA
TATTTGTCCTCAAGCGGTCCTCTTTAGCCATCGGTTCCCCCACAGACAGAGGCAAACAAC
GAGTAGGAGGGAATACTTTCCAATAGAGAATAAGAATAAGTTTAGTTCTTTTTTTTTTAN
AAATAAAATAAATCTGTACCATCCCTGCACAAATGCTTCANATTTAAAAATCTATATTTT
TTTGTATAAAAGACTACAGAAACCAAAGACCTTCCTTGGAAAATGTGTCANACAATTTTT
TTTAAAGATCTAAAAGATCANAGATGCTAAAAGTGNGTATTTAAATTCCTTTCCTTTTTT



AGGCT
>BJ729201 ID   BJ729201   standard; mRNA; EST; 867 BP.
TAGGTATGCACAGTAAAAGCCCATGAGTTGATCAGTCACATCCCTGTCTCCTCCCTCCCT
GAACATTTGGGCGGAACGTCTCAGTACAGCCACGTGGCGTGGATCCAGTCCTGTGTTAAC
ATGCAAACAAACACCATTCAGGATGATGCGCACGACTGCGTGGGAAGATTGCTGCGCTCT
TACAGCTTAGATAACAGCAACAAAAGTATAGGTGTAACTTTGGCCCACTCTCACATGAAC
ACACAGCTGGTTAACTCTAACTGTCACGACGACAAGAATGCTAACCCCCGTAACCACTGT
GATGCAGGGGACAGCAGGACTCGAGGCCTCGGCCAGTACCAGCAGAGCTCAAACTCTGCT
TCCGACAGATCTGATGGGAACCACCAGCACTGGAACGGCTCCGCGGTGGGCGGAGCCGCC
GAGAGTGTCAGTGGACCCAACGCAAACATGAATGGCCGTGGCCTCCAAGCTCCCCCACAG
TCAGACACCCCTCCGGACACGCCACTTTCACAGAAGGAAGAGGGGGACGCTGCTTCTACG
GCGACAGACTCGGGCCATAAATCTCAAAATGAAGGACTAAATGAGGAGGATGAGGAGTGT
GATGAAGAGGGAGGGATACCTTCTTTGCCTAAGAAATCTCTTCCACGAGCACCCAACCAG
TCCCCTCCCCTGTCTTCATCGTGGGGACCCGATGAAAGCTGCTACATGGAAATGTCTGTC
CACGTGCCGGATCAGGGAGGCATGACTGTGTATGAACTGGTGGATTATGTAAAGAGGAAG
AAGAAGAGGGGCATTTATCAGGAGTACGAGAACATCCGTAAGGAGCCTCCAGCAGGCTCC
TTTGACTATTCCAAAAAAACTGTCCAA
>BJ729211 ID   BJ729211   standard; mRNA; EST; 899 BP.
TGTGAATGGTTCAGAATAAATAATGTCTTATACGGCCCCTCATAGGTGTAGGTATCCAAT
CCCTATCGGTCACGTGTGCGAAATCCGGGCGGCATCACAGTCTGAAGACTTAATTATTGT
TGTGAACGGCAGCTTTACCGTTCTTTTAATACGTTAAAACCGCCGTTAACAACGATAATC
ACGTCTTCAAATGTCACAGTTGGGATTAGCTTCATGTAAGTGACGTAAGACCTGCGGATA
TGCCGTCCCATATCCCATATATATATATATATATAGTGTGTTTAGGTTCCCATGTTAACA
CTTGCTGCACCTCATGTTGCTGCTCAGTTGGAGTGGTAATGAGGTTGTTCTCAGACTGGG
ATAGTATTGCTGACTCAGTTCAAATGGATCGCAACTGTTGACAAAGCCCACACTTTATTT
GGTTTTGGATTTTTTTAAAGACTCTAAAAGAAGGTCAAAGGAAAAAATAAAGGTAAACGT
TTAACTTACACTGAACAAAAACATAAGCTCAACAATTTTCTTTTGCTCCTATCTTCTATG
ACATGAACTCCAAGATCTAAAACATTTTAAGCAAACACAAAATCACAATTTCTCTTAAAT
ATTGTTAGCAAATCTGTGATAATGAGCACTTCTCCTTTGCTTAGATAATCCACCCCACCT
CGCAGGTGTACCGTGTCAAGGTGCTGATTAGACAGCATTATTATCATTATTGCACTGGTG
TGTCCTAGACTGGCCACAATAAAACAATATGAAATCTACAGCAAGTGTAGCTGCACTGCA
GATGAGTTCACGCCAGTTCCAGCAATCCCTTAATTTCCCTTTTTTGTCGTTTTGTGTGTT
ACCTGACTGCACCTGTTGAATTGAAGCTCACTCGAATCAANTGGCCTCTTTGTGCATCC
>BJ729237 ID   BJ729237   standard; mRNA; EST; 230 BP.
ATTGGTGGAGGGGCAGGGGGTTATTTTCCCTGCATTGTGTCTCTTTGGATGATGAGTGTG
CATCTGGAGGGACACAAAAGATGTAAAAAGCAAAAAAAAAAAGGTTTGAGNGNGTGNGGA
GGGAGGGGCANCTAAAACCAGNGCTTTGATTGAAAAGGCATAACCAAGCANGNGGAAAAC
AACAAAACAACAAACAAGCNTCANCCTGGGAAAANGNGCGGATGTTTGAG
>BJ729252 ID   BJ729252   standard; mRNA; EST; 693 BP.
CCACTGCCCCCCCAGCAGCAGCAGCCCGCAGGCTGTGGAACATGCGGCTGCCACAACAAC
TGCGGCAGTCGCGGCGGCAGCAGCGTGAGCGCCGCCTCCGGCTGCCAGGCTCCTTTCTAC
TTTCCTAGCCACCAGATGGCGACGCGCCACGTCTTCAGCGTTCATCCATCTCTCTTCCAG
CTCACCAACCTGTGCAGCAACAGCTACCTCACCCAGCCCCCCCCTTCCCACCAGGCCAAC
GGTGCCGCCACCCTGCCGCCGTTTTTTGCCACGGCTCCACCCCCTGCGTCTCCCTACCTT
CAATCTCACAGCCACTCAGACATGATAGGCAGCCAGGTGGCGGCGGTGGCATCTGCCGCA
GCTGCTGCTGCCAACTACAATATCCAACAACAGCTGGCTCCAGCAGCGTCCTTCTGCCAG
AGAGTCTACCAGCACATTTACCCGAGTCCTCTGGGGATGCTGCCCCTGGCTGCTCTTGCA
GGAGGCGGAGTCAACAAGAAGAACGGCAGCATTTCCTGCTTCAACTGCGGTGTGAGCGGC
CACTACGCTCAGGACTGCAACCAGCCTTCCATGGACTCCAGCCAGCAAGGTGGTTTCCGG
CTCAAGTACGCGGGCTCCCACGTTTCAGAAGCTCTTGACAATGCTGACTAAACGGAAAAA
TGAAGAGTTCTGCCCCCCCCCCCCTCCCCCNTC
>BJ729254 ID   BJ729254   standard; mRNA; EST; 1057 BP.
GTGTTCAAAATCATTATGTGACTCAAACGTGCTTAAAGTGTCAAAAAAGCATTTTTGTCA
CTCAAATGTGCTAAAAGTGTCAAAAAAGCATTTTGGCTCAAATTTTGACAGTTTTGACTC
TTCAACTTGAAATGTGACCAAGAAACAACACTTTTTTGAACTGCAAATGAGATCTTGGCC
TTTTGAGTGTGTTTTGTGCTCAAAACTCATTTTGTCACTCAAAAGTGCTAAAAGTGTCAA
AAAAGCATTTTGGCTCAAATTTTGACAGTTTTGACTCTTCAACTTGAAATGTGACCAAGA
AACAACACTTTTTTGAACTGCAAATGAGATCTTGGCCTTTTGAGTGCGTTTTGTGCTCAA
AACTCATTTTGTCGCTCAAAAGTGTCAAAAAAGCATTTTTGTCACTCAAATGTGCTAAAA
GTGTCAAAAAAGCATTTTGGCTCAAATTTTGACAGTTTGACTCTTCAACTTGAAATGTGA
CCAAGAAACAACACTTCTTTGAACCACAAATGAGATCTTGGCCTTTTGAGTGCGTTTTGT
GCTCAAAACTCAATTTGTCACTCAAAAGTGTCAAAAAAGCATTTTGGCTCAAATTCTGAC
AGTTTTGACTCTTCAACTTGAAATGTGACCAAGAAACAACACTTTTTTGAACTACAAATG
ATATCTTTGCCTTTTGAGTGCAATTTGTGTTCAAAATCATTCTGTCACTCAAACGTGCTT



AAAGTGTCAAAAAAGCATTTTTGTCACTCAAATGTGCTAAAAGTGTCAAAAAAGCATTAT
GGCTCAAATTTTGACAGTTTTGACTGTTCAACTTGAAAATGTGACCAAGAAACAACACTT
TTTTGAATTACAAATGAGATCTTGGCCTTTTGAGTGCGATTTGTGCTCAAAACTCATTTT
GTCACTCAAAAGTGNCAAAAAAGCAATTTGGCTCAAATTCTGACAGTTTTGACTGTTTAN
CTTGNAAATGNGACCNAAAAAACAACCCCTTTTTTGAACCTACAAAAGGANATCCTGGNC
CTTTTGATGGGGTTTGGGGCNCAAAACNCATTTTGNC
>BJ729263 ID   BJ729263   standard; mRNA; EST; 866 BP.
ATCACATGCTGTAGCTGCTGTTGAAAAAGAGGTAGTTAAAGCAGAGAGGAGTACGTGCTC
GTCACACTATCTGCTTTTAGCATGCACACACATTTCTGTCTGTTCTCAACTACTATTTTT
AAGCTCAACTCAGCATTTTGTTTCCTCTTTGCCGGGGATATCTGATTAACTCTTGGCCGA
CTCAGAGCCCCCCAAGAGCTGTGTGAGCTGCAGAGGAAGCCAGAGGTCCTTTTGATCAAA
CTTTAAAAAGCAAAACGAGAATTAGAGGAGGCATTTTTGCCCCGGTTGTTCTGTTCCCCG
CAGAAGGTTTCCAGCCATTAAATCTGCTCCTCCGAAGGTTTACTGGGGGTCAGGGATTGA
GAAACTCTGCCAACATCAGTCATCGTTTTGCTGACTGGGGTACAGCTCCATCTACATTTG
CTCGCCTCTGGGGACATGTAAGGAGAGACTGAGTAACAGCCCTGAGCTGACACGTGGAGG
CGTATAAACCTGGTCCCGGCAAGGCGGGATTCCGTTTAATCCTGCAGGTGAAGACTTGAA
GTCGAGTGTTTCACATGTGCTTGGCACTGATGGCTACTGAAGAAGCCTTTTGACTCGCTG
TTGGTGCTGGGACCGCGCTTGACGGCTCCGCTCTGAGCTCGCTTCAGTGTGTGGGACGCC
AGTGTCAGAAACCGACTGGGATTTTCTCCACCTGTTTCCAAGCAAAGAAAACCGAAGTGA
TAGGTGCTTGGTGTTTTTTTGCAGAGGTGGCGACAGCTGTGCCACACATTTTTCAGAACT
CTCCACACTGCTGCAGTTGNTTCTGTTGTGTGTAAACACCTTACGTCAGTTACACCTTTC
CACGGAGTGATTCACTGCTCCCTAAA
>BJ729280 ID   BJ729280   standard; mRNA; EST; 292 BP.
CAGACCGGACCGGTGCTGCCAGGNGGACCTCAGGNCTCCTNAGACCTGCGAGATGACGAC
TCGCTGTTCTCCAGGTTCTTTGGANGCTTCAAATAACCTCCAGAACCTTCAGACCCGTCT
GGATCCATCCACGCCGTCTTGTTTGAGAGAAAGTGTTATTTCTGTCCAAAGTTGGCCTCC
GTCTGTGATCCCAGGACGGAGAGGAAACTCTGACGATCTATTTTTCTACCGTCGTCTTGG
CGCCGCACAGATACGAACCCAATAAAGACCTAATTTATTCACAAAAAAAAAA
>BJ729283 ID   BJ729283   standard; mRNA; EST; 756 BP.
ATGCCTTCATATACTGGTAAATAATTTGTTGATATTGTTTTAATCAAAAATTAAAAGAGA
AATTTAAGCACAAATGGCATAAATCATCCAATTCCTACAAGTTAAAGCAGTCTTTGTAAA
TATACTTTAATTATTTAGTTATTTTAAATATATTCTCAAAGGTAATGAGTAAAAATGAAA
AGACATAACCAGAGCAAATAGTTTTTAGAATTTTTTTTTTTTNGCAANCTNGCNCATTTT
TNGGGAAAACNGTNGTNGAAAGNCCAAGAANGGTTTTAAGGNATAANAAAAAGAAAATNC
GNGAANGGGGAAAAGNCCTNGAAAAAGTNGNCTNCCANCAGCTTACGGATTTTCCCTTAT
TAAACAATTCATTTGATATTTNCCNGNCGGGTTTTANACCCCNNCANAGCNCAGAANCGG
CNCTTATCAGGGTAACCAACGACNNCCGCCNGAACNCNGANGANGGCAAAGNCNCNGNCT
TAANCCNGCTAGACCNGAGGGCNGCCTTTGATNCGGTNGANCAGGGGANCCTTANGCNCA
GACNCCAAGACGGGGTNGGCANCNCNGGANCNGCCCTAAGTNGGCNCANGNCTTANCNGG
AANACNGGAAATNCTTNGTTGAAATNGGGAGTNGGGNCNCAAACTACANGGCCTTGACTN
GGGGGGGGCCCCAGGGANCGANCCGGGGACCCCTTCNGTTCAACCNCTACANGCNGCCNC
TAGGGCNGTTAATACNCAGCAATAACATATCTTATC
>BJ729302 ID   BJ729302   standard; mRNA; EST; 884 BP.
CCTGCCCTCATCCCCGAACGACTCTCATCGAGCCTGCCATTTTTGCCAGGGAGACCAGCT
GCGACTGTCGAGCACCTCACGAAAAGCTCACCATTGAGCAGGCCCGCAGAGGCACCCCAG
TTGACCGGCCTGTCAGAGTCTATGCAGATGGCATCTTTGACCTGTTCCACTCTGGACATG
CTCGCGCTCTCATGCAGGCCAAGAACCTTTTCCCCAACACCTACCTGCTAGTCGGAGTTT
GCAGCGATGAGCTGACTCACAAATACAAAGGCTTCACGGTCATGACGGAGCAGGAACGGT
ATGAAGCGCTGAGACATTGCCGCTATGTTGATGAAGTTTTGAGAGACGCGCCATGGACTC
TTACACCAAAGTTTCTGGATAAGCACAAGATTGACTTTGTGGCTCATGATGACATCCCAT
ATTCCTCAGCAGGAAGTGAGGATGTCTATAAACACATCAAAGAGGCAGGGATGTTTGTGC
CCACACAAAGAACGGAGGGAATCTCAACTTCTGACATAATCACTCGAATTGTTCGAGACT
ATGATGTCTACGCCCGCCGCAATCTTCAGCGTGGTTACACAGCTAAGGAGCTTAATGTCA
GCTACATCAACGAGAAGAAGTACCGGCTACAGAACCAAGTAGACCGCATGAAAGAAAAAG
TTCGCACAGTTGAGGAAAAGAGCAAACATTTTGTTTGCCGCGTGGAGGAGAAAAGTCACG
ACCTGATTCAGAAATGGGAGGAGAAATCTAGAGAATTCATTGGCAACTTCCTAGAACTTT
TTGGACCTGATGGGACATGGAAACAAGTGCTTCAGGAACGCAGCGGCCGTATGCTGTCCT
ACGCTCTGTCCCCTAGANAGTCGCCCTGCAACAGTCCTCCCCGT
>BJ729305 ID   BJ729305   standard; mRNA; EST; 886 BP.
CACCAACGATCATTTTCTCAAAACTTTGGTTGTTTTGAGAGAAACTTAGGGAAAGTTCTT
CTTCCTTGTTCCCCCCTGTCACCCTTACCGAATTGGAATCTACCGATTTACGACAAAAAG
GTGGGCTCACCCTGAGTTTGAATTAACAAGCAAGACTCATCTCGAAAGTTAAGCTCACAC
GCTTAAAAGGTCCCGGCCAGATTCGTTGTCTTTTTCGTTGACGGTGAAAGGATGTTTCGA
AACTTTGGAAGTCAGGGAAGAGGGAACCCGCCATACTCAGGTGCGGTCTCTGGGTCAAGC



TCCATATCACTGGGAGGCGTCAGCACTTCGACCACGCAACAGGAACAGAAGTTTACAATG
GCGGGTAGCAGTCACTTTGTTCCCAGCCTCAACGCCATCACAACAAACCAGGACCTTCAG
TGGATGGTCCAGCCGTCTCTCATGCATCCTCCAGGCCCTTCCCGATCACCTGTGGCTCCT
TACCCAACAATGCCGGCGGCGAGGGCGATGGGTCCACAGCCTTCCCCGTCCTACCTCCTT
AGACCTGGTGTGATAAGAGCACCTACTGCACATTCCTCCAGGCGGAGGAATGATGAACAG
CTTTCCCAAGACGAGCTGGAAAGGCGCAGAATAAGAAGAGAAAGGAATAAAATGGCTGCG
GCGAAATGTCGCAATCGTCGCCGGGAGCTGACAGACTCGCTGCAAAGCGAGACGGACCAG
CTGGAGGACGAAAAGTCCCGTCTGAAGAAGGAAATCGCTGACTTACAAAAAGAAAAAGAG
AAGCTGGAGCTTGTTCTGGAAGCTCACCGCCCTATTTGCAAAATAGAAGAATCTGATTCA
GATTCCGACCCAACTCCAGCAGCTTCTTCTTTAGGAGCCATCAAGA
>BJ729334 ID   BJ729334   standard; mRNA; EST; 398 BP.
AAAAACACGGCAGTACCCATCTTGACTACAACGGTCTCCATCTTCTGCAGCTAGAGATCG
ACTGGAAGTCGATATGCAGCTGAAATCACTTGTCAAAAGTAACCCCTTCTGTTTAAGGTG
ATTCAGAAGCTGGATTTGGTCTTAGGAAAAATTCTGAAGAGTTCTGCACTTGAATAGCTT
CTAACAAACTACAAGGAGAACACGAAAACTTTGTTTCAGTTGATATCTTCTGCACTGTGC
TCACAGGCAGGTCCAAGCTAGTCTGATACATCTGTCAGACAGTTTGCTCTAGGCACAGTT
GGATCTAATCCATTTAAGACTCCTGTGTTCCTGCCCAGTGTGTTCTTGACACTTTTATTT
TTTTTTTTTCANAAAAGGAATCAAAACCAAAAAAAAAA
>BJ729338 ID   BJ729338   standard; mRNA; EST; 825 BP.
GCTTTTTTGTGTTGTACTGAAATGTGCCACACGTGAAGATAGGGGAACCCGTGTAACCTG
TTTGATTTACTTAATGACAATAGTTTGATTTTGCTCAGTGGTACAGTGGACAACAGTGTT
GCTATTTTACCAGTTTATCTAGCACCACTACAGTTTGTGAACATCGTCATGGCCCAGCCT
TGAGCTATCCGTGTTCTACAGCTGCCAGATTAAAGAAGCATCTCTGATCTCTTCTAGTAT
GACGGCTCTACTTGCAGTGCTACAACTGTCCCAAGTCACCCTGATGCACTTTCTTTTCAT
TAAATTAGTATAGTGTGTAGATATGTTCTTCTTTTATAACCTGACCAAATGTTTCTGTCA
TTCCCGTCAGCACTAATATATATATGTAAAAACCATGAAACAGGGTCAAGATGAACCCCA
TGTCTAAACAATGTGACTGAAAAGAGAACTTTGTGTATTTTTCTGAAGGTTCACATGGTG
GCAGAGATGTCCTTCTGCAGGTTTCAACTGTAAACCTGACAGCTTTGTTAGCATAGGAGC
TAAAATTCTCCAGCAGAAGTTCCAAATGTCTGCAGACTCTCTTAATGGCATTCAAGCTCC
TTTAGAAATTAATGCTTACCGTGCAGTCGAGAGGTTTTCCTCTTGTGACAGTGCTGAATT
TTTTATAAAGCAGATGCTTGAAGTCATCTTGCCTTTTGGCCATTTGAGTTTCTCGCTTAA
CACTATAAAAAAATATAAAGGTACATTTGAAGATCAATTTGGTAAAAACCACAGCAGTCA
AAAGTCAGCCCCTTAGGTTTTTTGTGATTTTTTTTTTTTTTCTGA
>BJ729348 ID   BJ729348   standard; mRNA; EST; 852 BP.
AATGTTCGAAAAAGATATTATTTGTGACTTGGAAAATACACTGGGTGGGCCACAAGCTCC
GTGCTCTGCTTCGGGGGGGCAGCTTCGCGCCAACGGTCTCGCCCACAAGTCAGTGGGTAA
ATTCTGATGAAGTACTGCCGCTCTGCAGAAACTATGTCCTAGAAGAGGACAGTTTTTTAT
TATTATTTTGCCTAATCACGGCATAACCATAATTAAAAGACCACTGGGAACACTTCAAAA
TAGATCAAAAGACGATTGGAGTGGGACTTTAAAGATAACTGTTGTGCAACAAAAATAAAA
GTGACAAAAGCTTTCAGACCAACAAACTCTTACCTAGACGTACAAGTAGCTCTTTCTAAA
TTTTAAAGCCATTTCCAGCTGGACACCCATTACTGTAAAAAAGTTAAGTCACTCTCAAGC
CATTTGACATCCTCAGATTCTCATTTAAAAATACTCTGCAACCTGAAACAGCTAGATACG
CAAGAAAGCTGCAATGAAAAAGACAAGAAGTACGAATACCTGCATTTGTCAGCACTACAG
GAAACATATGGCTTGCTCTAGCCTCAAGATTCATTATTTATTCAGTTAATTCCCAAAGCA
CTTTATCAGTCATCCATCTGGCTCACAATACACCTCACCCTCTGTGTTGTACATGACCCA
ACGGTACGTGACACAATCCCATACAGAATGACAGTCATCCGCTGGTTTCCCTCAGACCAC
AATCAATAATTCTACACCTAACACCTCACATTCCAAACACAGAGCTATGGGCACCAAAGT
CAATAATATAAAAGTACAAGTCCCTGACACACAGATNAAGGTTTAAAGTGATGCACAGAA
TCAAAGATTCAA
>BJ729351 ID   BJ729351   standard; mRNA; EST; 870 BP.
AGTTCTTGCACTATAACGGCTTCTCTGTACGGCAAAAGCTTCTTCAAGCCTTTCAAGGAG
GATCTCCACATGGATGCCTGCTTGGAGAAAGAAGGCCACACAATGTCTCTAGAACATTAA
GAAGTCAAAGGAGACAAAAGGCCAGTTCAAAAGTGAACTGTTAAGATAACTTATTTTTGG
TATCTGTGCACAGTCTATTTACTGTGTGCATTTTGGGAAAAACATAATTCAAACATGTCA
GAAAAAGAAGGACAGTAGGAATTGGAATGATGTAAATGTAACACACGTGCACACGTAAAG
GGATATGTGTGTGTCTGTTATTTGACTTTTTTATCTTTTTTAAAGTAATAAACTAAGTGC
AATGGAAAATTGAACAATAATTCTATATTTGGAAGATATATGCAAAGATTTATAAACGGT
ACCGCTTTATCTGTCTGTGGTGCTCGGTTCTCAATTATCACTTTGAGGTGAAATAACGCA
TTTGGAGCAGAAGCTTCCAAAGCTAGATTTCCTCCTGGAAGTAGGGAAACGGGCATCGCC
GCGTCAGCTCTCAATTAAAAGCCACAAACCAAAGTTTGTAATCTGTCCACATGGGGCAAG
AAAATGTTTTCTGTACTTTCTGCAGAGGTGGTTACTCAGACATTATTGAACCAGATGCCA
CTGATGATCAGGATATAAAAAAGCAATGATTAGATGTCTGAGCAGAAGAGGAGTATAGAG
CTCAGGTTCTCAGTAGTGTTTTACTTAGTCCTCTCTAACTGTGGAGTGTGATCGTTTCTT
GCTTTTTGGTTTATGATTTAAAAAAAGGTGTTATTATGAAATCAAAACACTACTTACAGC



CGATACAGGTACAGGCAATCCTAGGTGGAG
>BJ729363 ID   BJ729363   standard; mRNA; EST; 870 BP.
TCCCCTCGTGATGTCCGGCAAGTTGCTTTTTACCTCCAAAACAACAGAGACAGTGTGATG
GCTGTGGACATCAGCTTTACAGACCTTCAGGATGAGAGCCTGAGGCTGCTCCTGCCGCTT
CTGGCCTCGCTGCCCAAACTCAGCACCCTGGCTCTTAACGGTAACCGCCTCACGCTGGGT
ATTCTTAAAGATCTGACGGAGTTGCTCAAAGACCCCCAGAAATTCTCCAGTTTGGCGTGG
ATTGACCTGGGCAACAATGTGGACATTTTCACCATGCCTCAACCGCTTCTGGTCGCTCTA
CGCCGACGCTGCAGCCTGAAGAGCAGCCTCCCAACCATCTATGAGTACACAGAAGGTCAG
CCCTACTGCTACCACATGGAGACTTCTATCGAGGAGCCCAGCCACTATGAGGAGGAAGAG
GAAGAGGACGATGAGCTAGAGAATAAATTTGAGTTGGAGCCGTGGGGTTTGGGAGAAAAG
CAACTCTCCAAAGACTTCACATTCCACTATTGTGAGAGGTGATGGAGTGTTTTTTTCTCT
GGGCTTATCCGGCTGTGATTAAAATGTCTCACAGCACTCTCTTATGTCCTTCACCTTTAC
GACCTCACACCACGAGCCCAGTCACGAGGGAGACCAGTGCCCACATTGTAAACTTCTCGT
CCTGACACAGCTACCAAGCTACTCCTAACCATCTCTGAGTTACCCACACAAGATAGTTAC
ATTGCTGTGGATGGTGGACTTACTGTGTTGGTGCTCTTGGAAACAAGATGTGGTTTCATT
GGAGGGTGGGCTGGAGAAGTTAGAGAACAAGCTTTCCCTCCCTCTGTTTCTCCCCCTCTG
TTGTTCTTTCTCTGGGACAGTGGCAGCCGA
>BJ729372 ID   BJ729372   standard; mRNA; EST; 836 BP.
CAGAGAGTTATCATGATGTTATGGAAGCTCCCGTCTGTTTGCAGTCCTGCCAGGAAATGC
ATGAAATCTTTCCCTTTCCAGTGGGGACGAGGAATTAGCTCTGGGACGGCTCGTCTTGGA
TCGGTGAGTCTAAAAGGTCGCAGCTGTCTCACACTGAAAGATTTCAGCTCCGAAGAAATC
ACGAGGTTACTGTGGGTGTCAGGAGACCTGAAGCGTCTAATAAAGCAGGAAAAGCAGGTA
TTGACCTTCAGTATCTGCCTCTGCTACAAGGGAAGTCCATCGCGATGATATTTGAGAAGA
GGAGCACCAGAACAAGAATGTCCACCGAGACAGGGATGGCTCTGTTGGGCGGACACCCTT
GTTTCCTCACCTCACAAGACATCCACCTGGGTGTGAATGAGAGCTGCACCGACACAGCCA
GGGTTCTCTCGGGCCTCTGCGATCTCGTTCTGGCTCGGGTGTACAGCCACTCCACGCTGG
AGGAGCTCCACAGGGAGGCCTCCATTCCCATCATCAACGGTCTGTCTGATCTGTATCACC
CCATCCAAATTCTGGCGGACTTTCTCACTCTGCAGGAGCATTACGGATCCTTAAGCGGAC
TAACCGTAAGCTGGATTGGAGATGGAAATAATGTCCTCCACTCTTTCATGATGGCTGCAG
CCAAACTGGGTGTTCATCTCAGAGTTGCCACACCAAANGGGTACGAGGCGGACAGCAGTG
TAATCCAAGAGGCTAAAAACCTGTCCAAACAGCACGGGACACAGCTTGTTCTGACCTCTG
ACCCGATGGAGGCTGCCCACGGCAGCAATGTACTGGTCACTGATACTTGGATCANC
>BJ729380 ID   BJ729380   standard; mRNA; EST; 855 BP.
GGAGAAGGAGGAGGTCACTTCAACGTCTGCAGCTCATAATGGCATCCTGGAGGAGAACCG
GAGCCTCAGCGTCTCACCGGAAGTGCAGTACTTGTCTCCAGATATTGCGATGGAGAGCAC
AAAGTCAGTGGAGGGCGGGGAGGAAGATCGATCTGATCAACCCTCGGATGGCATTCAGAT
CCAGGTGAAGGATTCTGCAGTTGCAAGTGAAGCGGGAAAATCTAATGAGACTGATGAGGC
AACAAACAATGGTTGTCAAATTCAGATTGAAGATCCAAACAAACCTACCATTTCTGAAGG
ACCACCGTCTGATGCCACTGACAATCAGATCGACAGCCTGCCCCCAACTGTCACGCAGGA
TGCAGAGACTTCTGTTCAGACAAACACTGACGCCCCACAGGAACAATATGAGCAATTGGA
CAGTTTAGAGCCCCAAAGCATATCGAGACCCACGGGAGAGGATGCTCAAGTCCAAACGGA
TTTTGAAGATTTTCCTGCTCCTCCACCGCAATCCGCAGACAACAGGCCCGCATCAGAAAA
CTCTTCCTCATCCCACACCTCGGAGACTCCTCCATTTCGGGACTCACCGCCAAGTGCCTC
CACTGCCACAAAAGGGACATCCATGTTTGCCACAGACGTTAAGCCAAAACCTAAGCCTTC
CAATGAGCTGACAAGAGACTACACCCCTAAAGTGGGAATGAAAACATACACCATAGTTCC
TCAGAAATCCCTTGAAAAACTTAGATATTTTGAAGTTGCACTGACACTGGAAGCCCCTCC
TAAAGCTCCAGCAGAGGGACAAAACGCTGCTCTTCCTTTAGACGAGAGCGTCAAACAAAC
GGGACGGACGGAAGT
>BJ729388 ID   BJ729388   standard; mRNA; EST; 170 BP.
AACATTTTTTACGNCTNGTTTNGGGTTTTATTTTAGGATTGTTNGGGTTGCNGCNCTACA
ATTGNCCNCATNGCAANCATTGATTAAANGTTCNCTTTGATATGNCANCTTTTAAACAAA
GGANATGTTGAGTTTGACNCTAAATAANCNCCANCCCANCAAAAAAAAAA
>BJ729389 ID   BJ729389   standard; mRNA; EST; 914 BP.
AGCGCTTTATATTCACAAACCCATTCACACATATTCACACGCTTGAGGTGTCTACGCTGC
CAAACCCGGCACTAACCTTCCACCAGAGGCAAGGTGGGGTTCCATGTCTTGCCCAAGGAC
ACTTCGTCAAATGGGCGTTTAAGGCGGGAATCGAACCTGCAATATTCTGACCAGAGGTCA
ACCGCCCTAGCGCTGCACCACGGCCGCCCCCAATTAAGGTTAACTGGCCAACAGAGACAG
TTATAGTGGGGCAAAACACTATTTATTCAGACACCATATATGCAAGTTCTGCCACTTAAA
AAGATGACAGTCCTGTAAATTTTTATCATAGGTATACCTCAACTATGAGAGAAAAAATGA
GGGGGAAAAAATCCGGAAAATTCCATTGCCTGATTTTTAAAGAATGTATTTCTAAACTAT
GGTGGAAAATTTGGTCAATAACAAAAGTTCATCTCAATACTTTGTTGTATACCCTTTCTT
GGCAATGACACAGTCAAACATTTTTTGTAAGTCTTCACAAAGGCTTTCACAAGCTGTTGC
TGGTGTTTCAGCCCACTGCTCTATGCAAACCTCCTCTAGAGCAGTGATGTTTTGGGGCAT
CACTGAGTAACACAGACTTTCAACTCCCTCCAAAGGTTTTATGTGGGAGAATTCTTACCA



AAAAGTTCTATCTTGGTTTCTTCTGACCATAGGACATTCTCCCAATCCTCTTCTGGATCA
TCTAAATGCTCTCCAGCAAACATTTGACGGGCCTGCACATGTGCTGGCTTTAGCAGGGTT
TGAGTCCCTGGTGGTATAGTGTGTTACTGATGGTAGCCTTTATTACTTTGGTCCCAGCTC
TCTGCCGGTATTCCCTAGGTCTCTCTTGTGTGGTTCTGCGATTTTTGCTCACTGTTCTTG
TGATCATTTTGACC
>BJ729409 ID   BJ729409   standard; mRNA; EST; 866 BP.
AGGAGATGGACAAGATCCTCTACTGGATCAACCTGGTTTTCATTGTGCTCTTTACTGGGG
AATGTGTTCTCAAAATAATCTCTCTGCGGCACTATTACTTTACCATTGGCTGGAACATCT
TTGATTTTGTGGTGGTGATTCTTTCGATTGTAGGTATGTTTTTATCCGAAGTCATCGAGA
AGTACTTTGTGTCCCCAACCCTGTTTCGAGTGATCCGACTAGCACGGATTGGTCGGATCC
TCCGCTTGATTAAAGGCGCCAAGGGCATTCGGACGCTTCTCTTTGCCTTGATGATGTCCC
TTCCTGCCCTGTTTAACATAGGCCTTCTTCTTTTCCTGGTCATGTTCATCTATGCCATCT
TTGGGATGTCCAACTTTGCATACGTGAAAAAAGAATCAGGAATCGACGACATGTTCAATT
TTGAGACCTTCGGGAACAGTATGATCTGCTTGTTTCAGATCACCACCTCTGCTGGTTGGG
ATGGCCTTCTTGCTCCAATACTGAACAAAAGGGAACCTGACTGTGACAGCCAACTGGAGC
ACCCAGGCAACAACTACAAAGGCAACTGTGGGAACCCATCAGTCGGCATATTTTTTTTTG
TCAGCTACATCATCATTTGCTTTCTCATAGTGGTCAACATGTACATTGCTGTTATCCTGG
AGAACTTCAGTGTGGCCACAGAGGAGAGCGCAGAGCCTCTAAGTGAGGATGATTTCGAAA
TGTTTTATGAGGTGTGGGAACGCTTTGATCCAGACGCCACACAGTTTGTGGAGTACTGTA
AGCTCTCTGACTTTGCAGATGCTCTAGACCCACCACTGCGGATACCCAAGCCTAACATGA
TTCANCTGGTTTCAATGGATCTGCCA
>BJ729446 ID   BJ729446   standard; mRNA; EST; 716 BP.
CGTGGTGTCCTCTCTGGCTCAGAGCCTTCAGGACCTCTCCACCAACTTTAGACACACACA
GCTCCAGCTACCTAAAACGTATGAAGAATCGTGAGGAGAGATCAAAGCACTTTTTTGACT
CAGGACCTTTAATGGAAGAGGATGAAGATTTAGCCCTTTATGACAAGGGCTTCACAGACG
ATCAGTTGATGCTGGTGGAGCAGAACACGGTTCTGGTTGAAGAACGAGAGCGGGAGATTC
GACAAATAGTTCAGTCCATCTCGGATCTGAATGAAATCTTCCGGGACCTGGCAGGAATGG
TGGTGGAGCAGGGAACTGTTCTAGATAGAATTGACTTCAATGTGGAACAGGCTTGTGTTA
AAACAGAGGATGGACTGAAACAGTTACAAAAGGCGGAACAGTATCAGAAGAAAAACAGGA
AGATGCTGGTCATTTTGATCCTTTTTGTCATAGTTATTGTTCTAATTATTATTCTTTTTG
GAACAAAGTTTTAGCAATCCATTCCTCTGGCTCTTTTCTGGTTGTTGTGCATCTGTGTCG
CCCTGGACTCAATTTTAACGCAGGAAAAGTGGTCTGCCGTCGGAAGGAAACACAACTTCA
AATTTATGCTGTGACACTCGCAGGTGTTGTGTAAACTTTGGGGACGTTTCTTTGCTTGCT
TTTTAATCAAAAAAAAAAGTCTGAGTTGTTGCTTTTTTTTTTTTTNAAACCNGGGG
>BJ729452 ID   BJ729452   standard; mRNA; EST; 784 BP.
GAGATTTGTACACGGACCCCCAGATCCACACGGAGAAGGGGACTGACTTCGGAGATGGGA
ATCTAGGTGTGCGGGGCATGGCTCTGTTCTTCCACTCCCACATGTGCAACAAGATCTGCA
AGAGCATGGGCCTGACGCCGTTCGACCTTTCCCCGGAAGAAATGTCCCAGCTGGACGGCA
CCAACAAACTTCTTAAAAGCGCACAGACGGTGCTGAGGGGCTGCGAGGAGCAGTGCGGCT
CGCCCCGAGTTCGGACCTGGTCTGCCAGCCGGGCGCCGCCGCTCTTCTCTCGCCTGTCCG
AGACGTCATCTGCAGACGAGAGCATGAGCGACGCCGAGTCCATCCCCTGTTCACCTCTTA
ATCCCCCCTTCACAGCAGTCGGATCTCTGGGCTTATCTTTTACTGGAATGAATGAACATG
AACGATTCAGCAATAACAACCAAGGGGAACACAAGGAATCAGAAAGCGGTGGAGACAGCG
GCTACCCTAGTGAGAGGAGGAGCGAACCAGACTCCAGCGACCACATGGATGGGGTGCACC
AGCGCTACCACAGACCTTACTCAGAGTCGGATGAGGACAGTATCAGACGGCTGACAGATG
AGAAATGGAGCTTCTTCCATTCGTCTCGCTCTCATGTCCACCGCCCTTCCTGTGTGGCGA
CAGAAGTGGAGCGCCTCAACACTCTGCTGCAGAAAAAGATTGGACAGTCAAATCTGGGAA
AGGTCCATCTGGNCATGGTCCGGTACCACGAAGCGGGGCGCTTCTGCGAGAAGGACGAGC
AGTG
>BJ729455 ID   BJ729455   standard; mRNA; EST; 866 BP.
GGGCAGCAGCCTGGAACCGCGCTCATACGAGTGCGTCAGCGTCGACGATCTGCTCAATGC
CATTCCACAGGTGGTCTGGATAAAGGGACACGGCCATAAGAGGATTATCGTTTTAAAGAA
CGATATGAAAGCCAAAGCAAGTTCTTCAGTACCCAGCAGCCCCCACCCAGCAGGGAGCCC
AAGAGACAGTCCTGTCAGCGGTGCAACGTCTGGCACCCAGAGTCCTGGTGTGGACGATGC
TGCAGAGTCGGAGCTGCTCTGCCTCGCGTCCCCGTTGGACCTGTTGTGTGGACCTGTACC
GTCCTGCCTGCCGTCACCTCAGCTCCACCCCAATCCCATCGCCCCCCACCAGGTGGACCT
TATTCACTTTGAAGGACAGTCAGCTTCTGGGCCGGCAGCAGAAAGTGGTGAATGTCAAGC
CGCCACAGATGGAGGTTCCAATCCAGCTGAGGCCCCTGGCAGAGAGGAAGACTTTCCTGC
CAGCAGAGCTCTTCCTCCCCCTCAGTCCCTGGACAGTCCCAGCAGAAGAGCCTCACGGAG
CAGGATACGCCTGGCTGCCAACTTCTCATTCACGTCCAGATCTTCTCACACTTCTCCTGC
CGATCCGGTCTGACCCCCAACCGTCCCCCCCTGCAGTGCATCTGCACAGAGGAGCAGCGG
CTGATGTGGAGCCTCTGAAAGCCTCCGTGTGATCCGTCCCTTCATAACAAGCTGCATTTC
TTCTGCTTTCTTCTTCTCCTCTTTAGTCTTTTCTTTTTTCCCGGAGCTCACAACCTTTCC
TGTGAGCTTCACCAAGCTGTGATTTTTCTTCTTGCAGATTTCCTGCAGTTCTTTCATTTG



TCAAACTCTCAGCCATTTCGTCCCAG
>BJ729459 ID   BJ729459   standard; mRNA; EST; 824 BP.
CAGTCTTTGGAAAGACCTGCATGTGTTCTGTTAAACTGAGAGAAAGGAAATCAGTTGGAC
AAAGTTCAGGCTTTCGATCAACAATAGTTTGCGTCATGTTTGTCATTGAGCCGCATTGAT
TTAGGATCTTCCAGTGTGCACAGACAGACCATCAGTTTGGCTTAAGATCTTGCAGGTTTA
CAAAACAAAATTGAAGTAAAAGGTTGACGCCCGAGTTACAGCCCGAGTAATCTAGAAATT
CAACTTTAAAAAATAAAAAAGTAGATTCATTTATCCCCATCACTCTAAATGCCACGTAAT
TGTTCCACCTTTACATGTATCAAAAAAGAAAAAGTGGGTACTTTGAGATAGCTGCAGCTG
AGACAGTCATGGGAGGGTGCCAGCTGACGGGGCTCAAAGGCACTGCTGCCACCACAGATG
CCTTATTGCTACTGTTCCAGATAAGATTCACAAAGCATGGCCTTTGGCATCACACAGAAT
GAACAGCCCGAACTGCTTTAAGAGCAAGCTTGTTTCACTGCTCCGTGCAGCCGTTTATTG
CAGTGTATTACCCACAACTATTCATTGTTTTATCTCGAAACATTCCAGAAACAGCCAGTG
GGTTCAACAGAAAGTAAAACAACAAGTGCAGTTCATTTTAAGCCAAAACTGCAGCACCGG
AGCTAAAAATAAATGGCACCATTTGTTAGATGCAAGGAGAGAGAGCTACAACTCTGGCAG
ATATGATTTGCAAACTAAAGCAACTTCAAGCTCATGGCAATATGACATTGTGACTCATTG
TGCTGTTTCTCTGATGCGAGCTCCTCCATACTCCAACGCCTCTG
>BJ729492 ID   BJ729492   standard; mRNA; EST; 862 BP.
GGAGTTAAGCTCGTGTTTTCTTTTTTTCTCCTCCACTGTCCAATTCTTCCTCAAGTCAGT
GGGGACTTCCCTCCAAACGTAGGGTTTCCTCTGATCTCTTGACAGGATTTCAAATTAGAT
TTTCTTTTTAATTTACTTTGAAGCAATGGAAAACAGTCCTCTGCAGGTGCTGACTGTCGC
CACGGCCCCTTACCCTGACCAGAGACCCAGCAGCAGCGGCCTAAGGAAAAAGGTCTCTGT
GTTTCAGTTCAAAAGGAGCTATCTGCACAACTTTATCCAGAGTATCTTCTCCTCCATCGA
CTTGCGAGACCGACAGGGTTCAACCATGGTGGTGGGAGGAGATGGACGCTTCTTCAACAG
AGCTGCCATTGAGGTCATTGTGCAAATGGCAGCTGCCAATGGGGTTGGTCGTCTGATCAT
TGGACACCACGGCATAATGTCCACACCCGCCGTCCCCTGTGTGATCAGGAAGTACAAAGC
CATCGGTGGCATCATCCTCACTGCCAGCCACAACCCTGGAGGACCTGATGGAGACTTTGG
CATAAAGTTTAACACCGCAAATGGAGCCAGCGAGGCTGTCACAAGCAAGATTTTTCAGAT
CAGCAGAACCCTTGAGAAATTCGCAATTTGCCCCGGGCTACGCGTGGATCTGGAAACCCT
GGGAAAGCAGGCCTTTGATCTGGAGAACAAGTTCAAACCCTTAACAGTGGAAATTGTGGA
CTCTGTGGAGTCATATGCCAACCTGCTGAGGAACATCTTTGATTTTGCTGCTCTGAAGGA
CCTTCTTTCTGGAGAGAACCCCATCAGAGTAAGAATAGATGCCATGCATGGAGTCTTANG
CCCATACGTGAAGCGAATACTG
>BJ729494 ID   BJ729494   standard; mRNA; EST; 181 BP.
AAACACAAAGTGTCTTAACGAACATCAAATTGCACAAAAGCTTTTGTGGAGTTGTGTGTC
GTTTATAGAGCCCTTTTCGAAAACTGCTACAGAAACCCCTCAAATTGCTTTACAAAAATA
GATAAAATAGTCATCATAATAAAAAGAACAACACTCATTCACATTCTACAAAATAAAGCA
G
>BJ729495 ID   BJ729495   standard; mRNA; EST; 172 BP.
GCAAACAACTTTGAGAAGAACAGATCTCAGAAGTCAGTCAAGATAATCATGATTAATCGT
GTTAACATAACTTTTTGTTGTATCGAAATTATTAAAATATCTTGTCTGGAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAANNANAAANAAAAAAAAACCNAAAAAAAAA
>BJ729498 ID   BJ729498   standard; mRNA; EST; 1019 BP.
ACATTCTGTCCACATGGGGAGATCGCCATTATGTAGGTCTCAATGGCATTGAAGTGTTTA
GCTCTTCTGGGAAGCCCCTTCGCCCTGTACATATCCACGCTAACCCCCCAGACATCAACA
TTCTGCCCGCGTACGGCAAGGATCCACGGGTGGTCACCAACTTAATCGACGGTGTTAATC
GCACCCAGGACGACATGCACCTTTGGTTAGCGCCCTTTACCCCTGGTCGCAATCACAGCA
TCTTCATGGACTTTGGAGGCGTGTGTCAGATTGCTATGATTCGTATCTGGAACTACAACA
AGTCCCGCATTCACTCATTCCGCGGTGTGAGAGAAGTGGAGATGCTGCTAGATGGAAGAT
GCATCTTCAGAGAAGAAATCGCCAAGGCATCCGGAACGCTCTGCGGAGAATTGGATCAGT
TTGGAGACACCATCCTGTTCACCACTGATGATGAGATCTTGGAAGCCATGTCTCGTTATG
ATGAAACCTTCCTCGGTGAATTTGAGGGTCATCAGAGTTTGGCATCTGAGGAGGAGCTGC
AGAGGCCGCGCACCGCTGATGGCGAAGGAGAAGAGAGGCCGTTCACACAGGCTGGCTTCA
GAGAGGAAGACCTCTGTTTAAAACATCCACTGAAGTTACCCTTAAGCAATTATGAGGAGA
ACGTGGAGCATATTCCTGGGATGTACACTGGAAAGTGCCTTAGAGTAGAGTTGGTGATGA
CATGGGGAGACTCCCATTATGTGGGCCTCACAGGCCTGGAAATAGTGGGGAAAAGTGGTG
ACAGTTTACCTTTAGATCTTGGCATGATGGCTGCCTCCCCGAGGGACCTCAACGACCTAG
AGGAGTATGAAAATGACCTGCGAACCCTTGATAAGCTAATTGACGGCCACAACGTCACCA
CAGACGACGAGCACATGTGGCTGATTCCTTTCTCCTATGGAAAGCCCCACATTTTGAGCA
TCACCTTCACCAAACCCCAGGTTATAGCTGGNCNTCCGNATCTGGAACTACAANAAGTC
>BJ729529 ID   BJ729529   standard; mRNA; EST; 876 BP.
AAAGTTTGAAGGGCGTGTTCCAACTGATGCTAACAAAAGTCAAACTTTGTTGTCCATCAC
CCAGAATCCCCCTCCGGTCCCAGAAGGTGTTGGTCACACTTCCTGGTCTTCAAATACTTC
TAAGAAGAGCGGAGGGAAGAGTTCGTTGGGGCACTCCACCTTCATGTGGAGGAAGCGGCT
GGCATGGCAGGCGCCGATCATGCGCAGGACCCCTGGGCGTTGGTGTGCCGGTGCGCCTCC



GTCACCATCCTGATGAGCTCCCACTCCGCACTGTCCGGCTCCGGTCTCATCTGCAGCGTC
CGCACCATCTCCTCCCTCTTCCTGCGCTCTCGGTTCTCCTCTATCAGGCGCCGCTTGGCC
ACGCGCTTGCTCTCATCCAACACCACTGACAGGCAAGGCGAAGGAGAGTGTTGCATGAGG
TCACGTCGCTCACAGAAGGGTGGAGGTGTTTTAAAACATTATGGAAGCTCATCGACTCTC
CAACGATGGGCAAAAAAGTACGATTCTAGTGCAAGCGACAGTTTCTCTAATCTCGGAAGC
CAGCAGGGATAGCGACTCACAGTCCATGGCCATGCCCACGCTGATGCACTTCTTGAATCT
GCACAGCTGGCATTGGTTGCGAGTGATCTTGTCGATGATGCAGCAGCCGTCATATTTACA
GGAGTAAGATGGGTGGAGATTCTTCTGGATTGTCCGGCGGAAAAATCCCTGAAGAGACAG
AACAAAATATTAAAAGATAACAAAAAAACCAGAGAGGATTAGCAAAACAGGAATAAAAGA
CACCAAAACATCTGCAGGAATTCAGAGAATTTAAAGTGGAATCTGGGAAATCATGATATC
CTAAGCCTCTAATTTAATCAATCAATGTTCCTGAAC
>BJ729535 ID   BJ729535   standard; mRNA; EST; 117 BP.
GCTGCCGTGCACAAGGTCGTGAGTTCGAGCCCCGCCTTGGGCAAACACAACAAAAAAATA
AAATGTCAGTGGGAACAAAAGTTTTATTGTGAGTATTAAAGGGACACATGATGGGAC
>BJ729537 ID   BJ729537   standard; mRNA; EST; 493 BP.
CTCCCCTTCCTTCCTTTAGATGCCTTCAATAAGCGGTCCTGATCTTCCTGAGCACAAGTG
CTTGAGCTGTGACATCAGCAGGATGCCCCCCTCCCTCATTGAGAGGCCCCCCTCCGCTCC
CAACTTGCCCAAATTCTAACAACCCCCCCCTCACTCCCTCCCTGCGCCTTATAGTATGTG
AGCCCCTTTTCTATTCCTGATGTTCTGTACATAACCCCCCCCCCGTCACAAACACAGACC
CGTCCTTAANGGGGAAAAAAACNGAGAAATAGAANAAAAATACCCCCCCTCCGCAAATCT
NGNATTTNGTTNGAACAACAAAATTTATTTATAAGGATTTTTTAAACTCTTTCTCCTTTT
NGNAAANGTTCCAGTTAAATAAAGTTTTAAAAANGAAAAANGATATATTAAAAAAGGTTC
AAANGTCTCTAGCTCCCCCNGACCCCCCCCCCAAACNCGGNACNCNAAACTTNGGGTTTT
NGTTTTCCCTTCG
>BJ729544 ID   BJ729544   standard; mRNA; EST; 930 BP.
CCACACGAGTTGGGAAAGCACCTCCAGGAGGGCCTGTGCCTCTTTCGATTATGATCCTCA
GCATCTTAGTAGTGCTTATCCTTACTGTGTTTGTGGCCTTCTGCCTTCTGGTCTTTGTCC
TGAGGCGGAATAAGAAACCGGTGGGCAGGCAAGAAGGACTGGGGAATCAGGAGTGTGGTT
CCATGTCACTGCAGCTCCGCCGGCACAGCCACAAATCTGGCAAAAAAGGCTCTATCCCAG
GAGATGACTTGGGCGGGGAAACGTTCATTCCCCAGACCATTGAGCACATAGGAAAAAGTC
ACACGTGTGGGATCGGACGCTCTTCTGACATGGACGCTGGGTTCAAGTTTGCTGACTCAC
AGAGACAGAAGATCATCCTTCGCAACTGTGCCGACAAGGATAAGGACTTGTATTCCACCC
TGGAGCGCAACAAGCGCCTCAGCACCATCGACGAGCTTGAGGAGTTTCTTCCTCACCGGG
AACCCAGCATGTTTATCCACAACTTCTTGGACAGCAAAAGAGACTTCAACAGTATAGGGA
TGGGCGGGTACGAAATCCGTTATCCTGAGAAAACACTGGATAGAAAGATGAAGAAAACTT
CTCTGATAGGTGGGAATCACAGTAAGATTGTGGTGGAGCAAAGGAAAAGTGAGTATTACG
AGCTGAAAGCCAAGCTCCAAGGGACGCCTGATTACCTGCAGGTGCTCGAGGAGCAGACTG
CCCTAAGTAAAATGTAGGGACTATTGTGTTTGATTTTCTGCATTGATTACACCCACATAC
ACAAGGAAACCCAACTCCTGCTGACAGACAGACAGCCTGACACTTCTGTCTATCTCTTGT
TCTTTGTCCTCCCCTCTCCACACACACAAACACCATTCAGTCTCTCAAATCTCTGCTCGT
CTGTCTTCAACTCTTTCTCTTTGCAGGCAG
>BJ729552 ID   BJ729552   standard; mRNA; EST; 887 BP.
ATGTGACCCTCACAGTGTCCCCCCCTCCATCCAGGTAAGAGTGAGCACGTTGCAGCAGGT
GAATAAAAGCATCCTCCACCCCCAGGCGTGGCTGGTAGGCAAACTGACACCACTGTCACC
TTCACCTCTCCAGTTTCTTCTGATCACAGACTGATGTTTGTTTCTCCACAGACGTCTTTG
GGCTTCTTGGAGGTACTTCCTGTTTGGAACAGCAGGGGGGCGGGGTCACTCAGTCCAGTT
GTCATATACAGTCTGTGCTTCAGAATGACTGGGACCAATCACTGCACTCTAAAGTCATCT
GTGTATAATGAAGAAATGCTGTCTGGATAGATTTATTCCTCTGGAGCTGAATTGAACCAT
TTTCTAGGGGGGATGGGTTGCTCCTGTTCTGCTGGACCAGGGACCCCAACCCTGTTCCTC
CTGAGCTACTGCCTTGCTTGTTTTGTAGGTAACCAGCTTGAGTGCGTCCAGTTTCTGATT
GGCTGAACACACCTGGTCCAGGAATACAGAACATCACAAAGAAACCTGGAGATGACGTCA
CTCTGATGTGTGAAGATCCTGAAAAAAAGGAGATCTCACTTCTAGAGTGTAGAAGAAAAG
ATTCTGAGATTGTGTTTCTGTTCAAAGATGGACGACCAATTCCATCAGTTACAGATGAAT
CTTTCAGGAACCGAGTGTTTCTGAAGGACAGTCAGATGAAGGATGGAGATCTGTCTGTGG
TTCTGAAGAACGTGACGATTAATGACTCTGGAACATACAAGTGTGGAGTTCTACATGGAA
ATGATCCATCAGGAGATCCTCTGATCCTGATCTGCACAATCCATCTGTCCGTGGTTCCTC
CAGGTGATCCGTCTCCAGGTGACCCGTCTCCAGCTGACCCGTCTCCA
>BJ729556 ID   BJ729556   standard; mRNA; EST; 536 BP.
CTGGGCGCCAACATCATCAACGAGAGCCTCCTCTTCTACCTGGAGATGCAGGTGGACATC
AACGACAGCAGCTTGAGGGACATCAGGAACGCGGCCCTCACCACCTGGTTTATCATGGGC
ATCCTGAACCCCATGCAGGCGTTCCTCAACACGCTGGCGTTCCACGGCTGGACGGGCCTG
GACGTGGACCTGAGCCTGCAGCAGAGCAGGGAGCTGGCCTGGGACTCTGGCTCCACCTCC
GTACCGAACACAGCCGGCCAGCACCCCACGGCGGGAACGACTCTGCTCTACCAGAGCCAC
GTTCAGGAAGCCCAGAAAGGCATGATGGGAAATGGACAGCAGCACTCCGACGCCATCAGC



GTGCTCTCAGAAGGTTCAGACTCTAGTACAGTTGAAATCCACATTTCCAGCGAGCTGCGA
GACAGTGGGGATGTAGACGCAGACGGGGAGTCCTTGGGAAACTCTGTAAGGCGCTAGCCG
GGCTCGCCAACAAGCCGCCGTCCTCCACCTCAGCCTCACAGCCTTTAAAAAAAAAA
>BJ729563 ID   BJ729563   standard; mRNA; EST; 137 BP.
GCTTTTTTCCTCCAAAGAGCCTGACAGCTGGTCCCANCTGAGCTGGATCTCTGTCTTCTG
GGTGAGGCNNGCAGCTTGGCAGATTTTGTCTGGAANGATGACGAGNTTGAAGAANAACAN
GANAGTGTGTATGCTGA
>BJ729567 ID   BJ729567   standard; mRNA; EST; 415 BP.
AAGCCTGGATAAAAGAGGAGGAATTATTTTGTTTACCGTATTATTCGGAATTTAAGTTGC
ATAGTTTGGCCAAAGATGTAACTTATACTCAGGAGCAACTTATTTGTGATTTTGCAAAAC
ATAAATATTGTCTCATAAATTAGTTATTTTGCCACTAACTACTTACTGATAGCAGTAGGT
AGTTTGCTACTGATAGCAGCGCAGAAGAAGAAGCTCCGTCCAAAACAAACATGCAAGACA
ATCTGATCATTTTCCTGAACTTAATAATTTTCTCATTTGCATCGAGACATCATCATTGTT
TGTTACTTTTTTTTTTTANCTTNCCTGGGACGTATTAGNCAGTTAGNCANCAAACGGGGN
CCCANANANGCAAAAGGGCCGCTGAAAGCGGGGGCCCCTTTTTAACAGNGAANCC
>BJ729612 ID   BJ729612   standard; mRNA; EST; 339 BP.
AATTTGACAGCTGAACTTTAGTATTTTTAATTTTAGTATTTACTACTTAAAGCGGAAGCA
GTGTGGGCCTCCTTATATTATGCAACATGGGGTCTGTAAATGGGCTTCTGTAAATTTCCA
TCAATTGCACACTGGCCTTTCAGAAGCCCTCACATCTGCTTTTGTATCCGTTTGTTGTGG
ATACTCGACAGCACTTCATTAACCAACATGATGGGTAATCTATACTGCATTTCTGAAGGC
GCGGAGGTGGAGATTAGCATCCACTTTCCATTGTNTTTTTTGNTTTGTTTTTTTTTTNAA
CCCNAAAAGGANAGAAANATTTTGTTATTTGNGCANNTT
>BJ729619 ID   BJ729619   standard; mRNA; EST; 138 BP.
GATTCTAAATATTTATATATAAGTATAGAAATGGAAATCATTTATTTCACATAAAGACCA
AAATAATATTTCCTTTAGTACTGTGATATTTTACGGACAAAAAAAATCCATGTTTGGAGT
TTTGNTTTGTCTTTAGCA
>BJ729643 ID   BJ729643   standard; mRNA; EST; 778 BP.
CCGCATCACATACTGCCTGACATGGAGTTGGAGGTAAGCTGAATTTTACCGCTGGGCCTC
CTGTTAGGGGTTACAGCTCTGACAGGTTTGGTTTGTTGGCAGGACAACGCTGGGAACCGG
ATGAAAGGTTTCAAATATCTGCTGCAGGCCGCTGAAGCTGGAGACAGATCCTCCATGATC
ATAGTGGCCAGAGCCTTTGATAGTGGAATCAATCTGTCGGCTGACAGGTCAGTTTGGATT
TATGCTCAGAACTCAAGAAAAAGAGTCCTGCGAAGCTGCGGACACACCGGGAATGTAAAC
AAGAGAACATATTTAGCTCGTTCTTGAACACGCGCCTGGCTCATAGTGTTCATACTGAGC
TAGCAGGGAGGGGCTTCCTTTTTTTTCCTTCCTTTTTCTGTGTTTACTAAAGCATGTTTA
TTCCAATGCATGAAAGATTCAATTCCAGTCAGACACTAACCACAACTATTATTTTTCCTC
CATGATCAATTTTGAAACAAATTAAAAGGGATGCCATCCACACGTCACTTCCAAACCTGA
GTCTCTGATTGGTCAAAGTTCAACCTGGTTTAACTTGCAATGTGCGTTCAATGGCCGCGT
GTTTTGACCTGAAATGGTTCTAGCTACGGAAGCCCGAAATGCACGTTTACATCGACTTTT
CAGTGGAAGCAGACACGTGTGAATGTAGCTTTACAGAAGTGGTGAAACACTGCCCTCTGT
TGGGGTTGTAGAGTTTTTATGATTAATGATTTTTATACTTTCACACTTTTTTTTTTTT
>BJ729645 ID   BJ729645   standard; mRNA; EST; 227 BP.
GGAGACGGAGAAGTGCACGCTGCAGAACCAGGTGGAGCAGCTGAAGCAGGACGTGGCGCG
CCTCGCCAAGGAGAGGGATCTATACAAGGAGAAGTACGAGAAGCTGGCCAGCCGGACCTT
CAGCGCCGGCGGAGCTGCCAGCACGAGAGATCCGTCCGCAAAACAGGCCGACTTCTTCAT
GTGAGCCGGACTCCGACCTGCGCCGCCCATCTTCCCATCACCTCCNA
>BJ729704 ID   BJ729704   standard; mRNA; EST; 141 BP.
AAGACACTCACACACGCACAAAAACAGGCAGATTTTTAAATTTGCACCCACAATTACTAA
AACAGAAAGAGACTGCATTTCTGGAACAATATAATTTTTTTTTTTTTACTNGAGGCATTT
TATNCCAAAAATTATTNCNGC
>BJ729721 ID   BJ729721   standard; mRNA; EST; 872 BP.
GGACGGACCCGGACCCGAACCCGAACCCGGCGCCGCCAGAGCGTGGCTGAGTTCATGAGA
GGGCGGAAGAGCGCGCAGTCTACATGGGGACCCTTCAGCTTTCCGTTTTTTGGTGGGGGG
CGGTTCTGGTCGGCAGTTTTCTGCTCCCGGAGGCGGAGAGCTATTTTTTAATTAAACTAA
GGGCTCTGTGCAAGTTTTGTGACGTGGAGGCCACCAGCTGCATGGGAGAGGGAATGTGCA
AGGTGGAATGTAACAAAACGGCCATCTGTGAACATGAAGAGGACGTGTGTGTCACCATTT
GGAGGAAGAAAGATGACAACGTTACTTTGGAGACGTTGTGCCATGACCCTGCTAAGAAAC
TCTACGGCCTGACTCTGCACGATTACAAAGGCAAACGATGCGAGATGAAAGCAGTTTCCG
GCATGAACTCCGACTTCTTCATCTGTTCCTGCTCGGAGGAAGAGTGCAACATGGACGTCT
TTTTCACCACAAACTTCTCCCCGGACCACCACGTGGTGGCTGTGGTCCTGGTTAGCCTGA
TGCCTCTTCTGGTCATGGCCGTCCTCGTCGTCGCCTCCTTCTACTGTTACCGCGTCTTCC
GCAAGCACCAAGCACACCACGGGTGCAAGAAGTGTTCTCCCCTGGACTGCAGCGATGCCC
GTCCCATCGTGTTAGACAACGAGGGTTCGGACAGCAGCTCCACGCTCGCCAACAACCTCA
ACCACAACATGGAGCTGCTGCCCATCGAGCTGGACGTCCTCGTCGGGAAGGGCCGCTTTG
CTGAGGTTTACAAAGCCAAGCTGAAGCAAGGCTCGTCCGTGCGGGAAGAGCAAGGCTTTG



AGACGGTCGCCATCNAAGATCTTCCCGTGCGA
>BJ729722 ID   BJ729722   standard; mRNA; EST; 876 BP.
GCTCTTTCTTTCTCCTTAAACTGTCAGTCCAGTCCTGTTTTTGTGAGCTGAGACCTTTAG
TGCATTTTGATGGTAAACTTTTGATGGTGTCATTAGATGTCTCTTATCTGCAATGATATA
TAGTTTTTTTGTTTTTTTGTTTTGTTTTTTGGGGGGTGGGGGCAGAGATCCTCGGTTGTT
GGTTTACAGGGTAACATTGCTGTTTGTTTCTGATGTCGCATGTTCTGGCGTGGACCCTGG
GGGAGGAGCTCGGCAGACTTCAGGAATCTGTGGGTCTGGGATGAATTGCCACATGGATGG
CACTGAGACAAGTGACACTTTCTCACTGTTTTTATATTAACCATGTCTGTGTTTGTTGAA
AATGTTTTGATTTTTTAATATGAAGCACTTAGCTGTCGATCATGTTCACGACTGCAGTTC
AAGCATTTGTCTGTGGAGAGCAGCACAGGAACCCACTCCAGAGGTCTCCTTCAACACCCG
TTTGTCCATTTCGGTTTCAGCTGCCAATCTTATTTAGTGCACCCATGCTCAAAGCGACAA
TCAAGATGATGACTTTTGACAGCATTGCAGACCAACAATTAAAGCTGCCGAAAGGCAAAC
TGCATTTCGATCCTGTTTCCAGTAGAAATGTGATAAAAGCCATCAGATCTGATGGCCTAA
GCCGCTCTGTAACAGCAGGTGTCCACACCTGGTGTCCACACCTGGTGTCCACACCTGGTG
TCCACACCTGGTGTCCACACCTGGTGTCCACACCTGGTGTCCACACCTGGTGTCCACACC
TGGTGTCCACACCTGGTGTCCACACCTGACTTACTATAGTAAATAGTTAAGAGATAGTTT
TAGTGTTAAGTGCCATTTATTTTAAGAAAGTACTCA
>BJ729726 ID   BJ729726   standard; mRNA; EST; 803 BP.
CGCCCGAAGAAACCTTTCTCGGAAAATCGGAGACGTTTCACGGTTAGTAGGATCGAAAAG
TGATTTCTGCCCAAACATCGAGTCTTTCTTCAGGACTCTGCTCGTGAGCAAAGATGCCCA
AGTCTGCTGTGAAGACAAATGAAGGCCTGATGATGATGCAGGAGCTTGATGACCGATTGA
AGGAGCAGATCGACAAACTGGAGCACCTTCGTCTCACTGCCATTGAACTGAAGGACAACA
TGTCAGGGACCACCAGTGACCTATCACAAGCCGTCAGTGATCACCTAGACTGGCTGAATC
ACCTGTCAGAGCGAGCGGAGACTCTTCATGTGAACACGACTGTATTTGTTCAGATGAATC
CTAAACCTCGCACTTGGTCAGCAAGACCGGGTTCTAGACGCGGCTCCCACTGGGGACGGC
CCCACCACAGAGACGATGCCCTGTCTGAGTTTGAGCAGTTTTTCCCCGTCCTCCCCTTCC
AGCCCTGACATGGGAATATCAAAGATGGTAAGCTGCATGACCTTCACCTTATTGCTATAG
GAACACTGTTCCCTGGCAAAAGAGACAACAAAATTAATGAACATCCTCCTGATTTTGGGA
AAATATCATATTCATTAAAAAAAAAAAGTGAAAAAAANATTGGCCGAATTTCCNGTGTTT
TAAAAAATGAAGTCAGACTGTATTTATCTTCATTGAAATGTATTAGCGCTTTGAGGTTTT
ACCCAAAATGTAAAGCACATTCTAAATAAAATGTATTATTATTATTATTAATTCCTTTTA
TTGATGATATTTGTAAATCAGCT
>BJ729731 ID   BJ729731   standard; mRNA; EST; 888 BP.
TTTGGCCCACTCAAAATTTTGTTGTGCGTCAAAAAACTGACGGACGCTATTATAGATTTT
ATTTTCTTGCCAAAGGTCATAAATGAGCAGTTGAAATAGGAATGTATCATTGTTTTAAAC
TCATCTGGTAACATAGCTATTGTGTCCTGGGTTTGCCGCAATTTTGGTTTTTATTACAAT
GTTTAGAGAGTGGTTTTTACAAGCAGGCATTTCTTGTTGAAGCAGTTGACCACTGTGCAT
ATATGTGGTTGAGGTTTTTAATATGGATCCTGACTTAATGAATAAACCTCTACATAATGT
TTTTTCAGGAAAACGGTTGTCTCATGATGTCTTTGTTACTGCTTAGTGAGCTCACCAGAG
GCCTCAACACTGCTGCAGTGACTGCTTTGGGATTACATATTTTCTTTCCCCATTGCCTCC
TCTTCTTCTTACAGAAAGAAGTGATGTGTTAGAAACTGATTTGCATAAAAGACTAAATAC
TTTTCACAGAGTTTTTTTTCATCAAAAGTTTAGAAGAATTTTTATCAGGAACTCATCTTT
CTACAGTATGGAGACCTTTTGTTACAATTTGTAAAGGTCTCTTTTTTGTGGTAAAGTTTT
TATTTTTAGGTGAAAATTGACTTATTTTATTAGTTTTCCATTCAAAGCTCTTTTTACCCT
GCAAACCACATTCACAGAGCTGTCCTGTCTCTAACAGTCCTTTTATGGGGCAGACTAGGG
TTAGGTGTCGTTCCTAAAGGCACACGACATGGCAGAGAATCAAACTGCCAGTTTTCCAAT
CACCATACTCTTGCTTTTCTATTTGAGCTCCCAGCAATTTTTAAAATCTACTTTTGAGTT
TCTCTTAAATTAAAAGGTGCAAATCACCAAATCCTTTAACTTCCAGCT
>BJ729733 ID   BJ729733   standard; mRNA; EST; 818 BP.
GCCCAGCTTCAAGAGGAGGTCCACCTGTTGAGGCAAATGAAGGACATGTTGAGTAAAGAC
ATGGCAGAAACCCAAGGAGGCTGCTCTGCCAATCTCCTCTCCGCCACAGAGCTCCGTGTT
CAGCTGAGCGAGAAGGAGCAGGAGCTGGAACGTGCCAAGGAGGTCTTACAAGCCATGAAA
GCTGACCGTAAGCGACTAAAATCGGAGAAGGCTGACTTAGTGAGTCAGATGCAGCAACTG
TACACAACACTGGAGAACAGAGAGGAGCAGTTGAGGGAATTCATCCGGAACTACGACCAA
CACAGAAAGGAGAGTGAGGATGCAGTTAAAGCTCTGGCAAAGGAGAAGGACATGCTGGAG
AGGGAGAAATGGGACTTGAAGAGGCAGACCAAAGAGTCCACGGAGCAGGCCAACATCCTG
CGTTGTCAGTTAGACATGAAGGAGAACAGGATTAAAGAGCTGGAGGCCGAGCTCACCATG
GCCAAGCAGTCTCTGGCCACTTTGACAAAAGACGTACCCAAACGGCACTCTGTGTCCATG
ACGACAGAGCCGGTAGTAAATGGCAGTCAGGAGTGGGTGATGCAGGCCGACCTTCCTCTC
ACAGCTGCAATCCGCCAGAGTCAGCAGACACTCTACCACGGCCACGCCACCGACCGACAA
GCTGTGGTCAGGATCAGCCCCTGCCACTCTCGTCAGCCCTCTGTGATCTCAGACGCTTCT
GCGGCTGACGGGGACCGATCGTCCACACCCAGTGACATCAACTCCCCCCGCCATCGGACT
CACTCCCTCTGCAATTCTATGGAGGACCTGGAGGAGCA
>BJ729739 ID   BJ729739   standard; mRNA; EST; 781 BP.



AAAATTTAAATGTTGACCAGGGGAGTTGTGACTTCAAACTTGGAGCATCAAAACACATGC
AGCAAAATCAGTTCGAAGGTTGTAGCTGCCAAAACTGGGAGTATTACAACATTTGTTTCA
ACACCTAAAACAGACACTATTGAGTGCGAGAAGTGTTTCTCTTTGAGATCTCAAGCTCAC
AGTAGCCCACAAAATATCTGCTGCATTGTTCTGCAAACATTTTTTGCTTGTATTTAGTTG
AACTTTGTGTTAAAAACTATTTGTTAAGAAAGTTAAAAGAAGGGAGACATTTTGTTTTTA
TTAAAATTGGTGTGAAAACATTGGAGATTTTATTTTTTGGCCATATCACCCAGCTCTAGT
TGGTGTTGTCCTTACAAAGTTAATTTTCTATACCTCTGATATCAAAAGCAAGAATCAGAA
ATGTACATTTGAGGAAATGAGTATTTGATCCCTTGATGAGTTTGTAGGTTTACGCACTTA
AAAAGAAACTGACATTTTGTCATCAATCAAACATTATTTTTTATTACATCCCATTGGTAG
TAGGTTAATATAATGTGGGTTTGCCACAAAACACAAAGTCTTTACAGGAGTTTTAACAAT
CCTTAATTCTCTCAATAAAATGCAAATAGATTTATTAAAATTCATTAAAGTTGATTTCTA
TCTCTAAACCTACCATTAGGATGACAGACTCAAACCTACAAAATTAAGAAGGGGTCAAAT
ACTTATTTCCCCCACTGTATGAGTAGTAGCAAGTTTCCTGCAGTACAATAAAAAAAAAAA
G
>BJ729776 ID   BJ729776   standard; mRNA; EST; 810 BP.
CACTTTCAACAGTTAACTGTCTCTGATTCACTTGCATAAAACGTCTTTTTTGAACTTCAG
GGAAAGCCGGAGCGCCCGGAGAGAACCCAAACATGCACTAAAGAACGTAGAACGGTAACT
GGAACCTAATAATGAACTATTTCTTCCCTGAACTTTGTACAAACAAACTAAAGAAGTAAG
TTTTACTAAATGAAAATGTTCTATTACTTCTGTAGTTTCTAGATTTCTTCTCAAGCAAGT
CCAGTAGCTTTTTCCTGTTTGGGCCTTTAAAAAAGGTCTTCATAGTTTATGTTTCCAGAG
AGAAAACCATCTATCATGTTGTTGATGTCATCAGCGATGTCACCAGAGCTTTCTGTAGTT
TTCTTATCTTTGGTGACCTTTGATGACCCCTGACTTTTAGCGGTTTCTTTCCATAAGCTT
TCCCTCCCAGAATCCTCCTCTGGTTTTCTGACTGGGACCTTGATAGGACTGCTGACCGTT
GGTGGAGCCTTAGAAGTGCCCTCATTGGAGGAGCTTTTGGCCTTTTGGGCATGGTGTGAG
GATGTTTTAGTGGTTTCTGTCTCTTCATCGCTGTCTTCATCCCAGCTGTTGGTGTCTGAG
GGATGGTCTTGTGGTGAACCATCAGCAACATCTTCATGTGGCGATCTGCCGTCCACTGAT
GTGTGGCTGTCATTTTCTGCTGGTTCTTCCTGTTCTGGTTCTTGTTCCAGCGTTACAGGG
TCATCAGCTTTCTTTTCTGTTCTTGGCATCTTCTCGTGTTTTTCTTCAACTTTGCTTTCC
TTCCCTGGGGGAGGCATCTGCTCTTTTGAA
>BJ729796 ID   BJ729796   standard; mRNA; EST; 443 BP.
TCTCGCTCCCGAACAGNCANAANAAACACCACCGAGGGGNNGATAGCAACCGCNAGCCGC
AACCATGANTGGCACAGAGGGACCATATTTTTATGTCCCTATGGNGAACACCACCGGNNT
TGTNCGGAGTCCTTATNAATATCCTCANTATTACCNTGTCAGCCCAGCANCCTATGNTGC
TNTGGGTGCCTACNTGTTTTTTCTCATCNTGGGTGGCTTCCCCATCAACTTCCTCACTCT
CTACGTCACCCTCNAACACAAGAAGNTGCGAACCCCTCTAAANTACATCNTGCTAAACCT
CGCGGNGGNNGACCTCTTCNNGGTGTTCNGANGATTCACTACAANGATGTACACCTCCGT
GCNCGGNTACTTTGTCCNTGGACGTCTCGGNTGCNATCTGGANAGATTCTTTGCTACCCN
TGGNGGNGAAATTGGTCTCTGGT
>BJ729823 ID   BJ729823   standard; mRNA; EST; 789 BP.
TATTTGTCACTCTTTTTATTTCCCTTTACGCACTTATTTTTTCTCAGCTCTCCTGCGTTT
GGAGACCTGCGTAAAACACAAGCAGGTCTCTTTCTTGCTTACAATCTTTTTTCATTTTGA
CCTTTTTTTGTCATACATGAAAATGAAAAAGAATACTAATAATAATTCTCACGCTTTAAG
ACAAAAGAAAATCCAAAGACTAAACACTTTCACCATTGGTGCATAAAGATGAAAAAAGAG
GCTTCTTTATACTTGAGAATTTGTTGCTGTTTTTAGACGAAAGGAAACAAAGTTGTTAAA
GAGAAAGAACGCATTAGAGTTGCCGTTTCTGCTTCTTTGCAAGCAAACAGGTGGCTTTTT
TACGTAAATACCAAAAACCAAAAAGGGCCCTTGTCCTTGCATTGTGGAGTAGCACCGTTA
CAGAGCCATTGCAGTTTGTAAAATAGAGGTTATTAATCTTTGTTTGACTTTTGTCACACT
TAAGTGTCCATCATTTTTTTTAAGAAAATGTATAAGGTCTGGTCTTCAAGGACATACATT
TTGCTGCTAATGTAGAGTTAAAAATAAGAAAAAAGGAAACATAGTTGCATGCTCATTTTG
CTTTTGGCTAAGCTTTAACTAAAACAAACAATAAACCAATTTCTTGCCTCTGCAACACCT
TTTTTTTTCTTGTTGCAAAAACGGAACTTTGAAGACTGTGAATATATGTTCCAAAGGACA
TTTTGCTGATTTTCTTTTGAACAGACCAATGTTTAAAGCCAATGATCTATAATATTTGTA
AAAAAAAAA
>BJ729830 ID   BJ729830   standard; mRNA; EST; 277 BP.
CACCTCCTGTCGTGGCGTGCTGTTTGTGTGCCTTATTGTGTTGATGATCTTCTCCATCCT
CTGCATTTTCATTCGCAACAAGATCATGCATTTAGTCTATGCCTCACTGGGGGCTCTGCT
CTTCACTTGTTTCTTGGCTGTTGACACTCAGCTCCTTCTGGGTAACAAAAATCTGGCCCT
GAGTCCAGAGGAGTACATCTTCGCTGCTCTCAACCTCTACACAGACATCATTAACATTTT
CCTCTACATCCTGGCTATCGTGGGTCGCTCCCGTGAA
>BJ729831 ID   BJ729831   standard; mRNA; EST; 836 BP.
CACTTGTATCACTAGTCAAGTTGATGAGTGAGCTTGTGTTAAAGAGATGAGGGTATATAT
GGAAGAAACTAACGGCTGACTATGCTTACGGCAGAAAGTCTGGTCTCCCTACAGTACTTC
CATTATTATACACCCTTTGGGCACTTTATTGGGTCCACCTTGCTAGTACCGGGTTGCAAC
CCCTTTTGCCTTCAGAACTGCCTTAATACTGGCATAGATTCAACAAGGTACTGGAAACAT



TCCTCAGAGTTTGGTCCATATTGACACGATAGCATCACACAGTTGCTGCAGATTTGTCGG
CTGCACATCCATGATGCCAATCTCCCGTTCCACCACATCCCAAAGATTCTCTATTGGGTC
TAGATCTGGTGACTGTGGAGGCCATTTGGGTCCAGTGAACTCATTGTCATGTTCAAGAAA
CCAGTCTGAGACAATTCCAGCTTTATGACATGGATCCTTATGCTGCTGGAAATAGGCATC
AGAAGATGGTACACAGTGATCATAAAGGGATGGACATGGTCAGCAACAATACCCAGGCAG
GCTGTGGTATTGTAACGATGCTCAATTAGTACTAAGGGGCCCAAAGTGTGCAAAGAAAAT
ATCTCCCACACCATGACACCACCACCACTAGCTTGAACCACTGATACAAGGCAAGATGGA
TCCATGCTTTCATGTTGTTGACGCCAAATTCTGACCCTATCATCTAAATGTCACAGCAGC
AATGGAGACTCATCAGACCAGGAAGTATCCAAATTACCCATTACATTTTGCTGAAGAGGA
TCTAAAAAATAGAATGCCATTTTTCTGGTACACTTTACGTTGTCTCAAACTTTTTC
>BJ729889 ID   BJ729889   standard; mRNA; EST; 689 BP.
AATGGGAAAACACCATCAGACTCTCTGATTCTTTGGTTTTCATTAACGTGTGGGAACAGG
AAGTGGCACACACGTTGTGATTCCGCACTAGTGGTTATGTGGAGGACAAAGGCGAGCCGT
TGGACTTCGGTGCCGTCAGACGCAGTAGTGCCTTGGCGTTGCGTCTGACAGTCGTTCTCC
TTTAGAGCTTCTTGACAATCCGCAGCTCTGTCTGCCAGCAATTCCTTTCAGATGCAGTTT
AAACTGAGACAAAAATCGACAAATGTCGGCTTTCTGCTTCATTTCAGATTTACAGAATCA
TCCTCGCCCATCATGAGCTTCAAGCACCGACCTGAAAAAAAACACATTTTAGAATTATTT
TTTTTTGTCTCTATACGACCAACTTTTTTTAAGCAAGAGAACTCAAAAGGCGAATAAAAG
ACAAAGCTTTTTTTTAACAGATCAAAGTGAGAAATGACGTGTTTTCGTTGGGATTAAGGG
AGATAAGACTGAGCAGAAAATGTCAAACAGTGTTTCCTGATGGAGGCAGGAACAGATGAA
GGAAAGTTCCTCACCTCAAAAAGAAGATGAACCGCTCTTTTCATGGCTCATTCATCGTTT
TCTCTGTTAGCTTTACATACACGGTTGAGTAAAAAAAGGAATAAGTAAACATGTGTGATG
TCCTTTCAAAATAAGAGTTTTTTTTTTAG
>BJ729890 ID   BJ729890   standard; mRNA; EST; 784 BP.
TCCTCTCAGCTGCGTCCTCGGAGGATGCGGAGGGTTTCCTCGGTCACCCTGTGAATGCCT
TCAAACTGGTGAAAAGACTCAACACGGAGTGGGCGGAGCTTGAGAATCTGGTGCTGACGG
ACATGTCAGATGCTTTCATCGCCAACCTCACCATCCAGAGGCAGTTCTTCCCCAACGACG
AAGACCAGGCGGGGGCGGCCAAAGCTCTGATGAGGCTGCAGGACACCTATCAGCTGGAGA
CCAGCATCATCTCCAGTGGACAGCTGCCGGGCTCAGACGCTTTACCGCGCAGTGTCCTGA
CGGCAGATGACTGCTACGACCTGGGAAAGGTGGCGTACTCGGAGGCTGATTACTTCCACA
CAAAGCTGTGGATGACTCAGGCTCTGAGGCAGCTGGAGCAGGGGGAGGCGTCCAGCACCG
TGGACACAGCCACCGTGCTAGACTACCTGAGTTACTCCGTCTACCAGCAGGGGGAGCTAC
AGGCAGCGCTGGACTTCACCAAGCGGCTTCTGGAGCTCGACCCAACTCACCAGCGAGCTA
ATGGCAACCTGAAGTATTTTGAGTACCAGCTGTCCAAGCAAAAGAAGGCGGTCCAGATGA
ACGAGAGCGAGGAGGATCAGAAGGGGGCTCAAGCTGACGACGAATACTTACTAGAGAGGA
GGAAGTACGAGCAGCTCTGTCGTGGCCAAGGTGCCCTGATGACTCCTCGCAGGCTTAGCC
GCCTCTTCTGCCGTTACTTCAACAACCACGGACATCCGAACTACCTGATCGGCCCAGTGA
AGCA
>BJ729897 ID   BJ729897   standard; mRNA; EST; 488 BP.
AACACTGCAGGGAAAGCCTTGTTCAAGCCGGTTACTCCTTGGAATGGGAGGGAGGAGGAG
AAACAGCTTCTCCTGGAGGAGCTGGACCGACTCCAGAAGGACCCCTCCATCCTCATCCAT
GATGCTGTTCTGCCTGCACTCAACAATGAATTCGCCTCAATGTTTGTAATCCGGTGGATC
TATGCATCATACGATTACCTCTCTGAAGTCATCGATGATATTCTACATAACAACTGGCGT
GAGATGATGCCTCTTCTCTCCCTCATTTTCTCTGCCTTGTTCATCTTGTTCGGAACTGTG
GTCATCCAGGCCTTCAGTGATTCTAGTGCCGATCANCTGGTGAAACTGACGGGGAAGGAT
GGGACTACAGCANAAAATGGGTCTTCAAGTANCACCTCANGGCAAGAACATCCTGCATTT
CTTTTTTGAATTTCANGTGTTTATGATCTTTGTTTATTTTGCTTACTTCCTTANTCGTCC
ACCTAAAA
>BJ729903 ID   BJ729903   standard; mRNA; EST; 309 BP.
CATCTGGTTGCTTGTCTGATTTAATTTCAACTCATTCACATTTTGGTTTTTGACATGAAT
GCAGTTTGACTCGAGTGAATGACAGCATTTCTTATAGAGCTCAGAAAAAGAATGAGGTCT
GCCAACAACAGAATAGCCTGAATTCATTTTTATCCAAGAAAAATCTACCAGTTTTACGAG
AAATCCATACGTTTCCAAAGTGAAGCTTTGACATGTGAACATCAGCANAGAAAAAAAAGA
AAAAAAAAAAAGAANAANCNTCAAAACAGAAGCTATGACANGTAAAATTAAATATCAGGA
ANAAAAAAA
>BJ729913 ID   BJ729913   standard; mRNA; EST; 849 BP.
CCTCGTTGTGTCAAGTGATGTGTTGAGAGTTTGCAGCAGCTTGAAACACGGTGCTGGAAA
AGCGTTAGCAAAGATCTTCCATTCGTCTTCTTAGAGCCTTTTTAAAGCTGTAAAAGGTTA
TTTAAAACAGTGTTCCCCAATCCCCGGGCTGCAGACCAGTATCAGTGTGTGGGACAATTG
GTATGGACCACAGAGGAAAAAAAACACACAACCTGCATTTTCTATTATTTATAATCAGAT
TCTAAATGAAGTTTTATTTTGAAAATCTACTGGATTCTCTCCACCATATCCGACTCCATC
TTGATGCAAATCAAGTCGCTTGGTCACGTGTTGAAAAGTCATCCACTAGTTTTTTTAAAG
TGGCTTCTTCCACCGATAAATAAACCCCCGAGCTAACAAAGTTAACAAAAAACAAATGTA
TTTGCAACATTTTTTTTGGAGAAATGATTCATTAACAGAATAAGAGCCCCTTGACTTCAA



AATAAAAGCAATCTGGATCTAACAGCCAAAAACCAGGAGTCTTTACTCCAAACATGGATT
CTTGTGACAGTTGTTCCCACAAACCATAATAATAATGCAGAATATTCAGGAACCGGCTGT
CTAATCTTACGAGGATGCTCAAATGGTGGATACATGTTTATTATTTTATTTAGAAAATAA
CGGTTTGATAAACCGTTTTAAAAATAAAAAACGTTGCACCTTAAAGTTTGACAAGGCTGA
AGTTGGCGTCTGATAGTCTAACTTCCACTTTGACCGTTATGGGTTAATCAATATCACATT
TGAATGCTTCCTACAGGAAATCTAGAGAACAAATAAAGTTTACAGCAGCTGCAGATGTTT
TACAGAGGA
>BJ729916 ID   BJ729916   standard; mRNA; EST; 872 BP.
CATGAGGCTTACTGTAAGAGCAGAGTGCCCAATGCATTTAGAAGACTTTCCAATGGATGC
CCATGCTTGTCCACTGAAGTTTGGCAGCTATGCCTACACCCGAGCAGAGGTGGTGTATGT
GTGGACTAGAGGGGCAGCTCAGTCCGTGGTGGTAGCAGAGGATGGCTCCAGGTTGAACCA
GTATGACCTGATGGGTCAGAGCGTAGATTCTGGTGTGGTTCAGTCCAGCACGGGAGAGTA
TGTGGTGATGACAACCCACTTCCACCTGAAGAGGAAAATTGGTTACTTTGTGATCCAGAC
ATATCTACCCTGCATCATGACAGTCATCCTCTCCCAGGTGTCTTTCTGGCTCAACAGAGA
GTCCGTCCCTGCCAGAACTGTCTTTGGTGTGACCACTGTCCTGACCATGACCACTCTGAG
TATCAGCGCCAGGAACTCTCTGCCTAAAGTGGCCTACGCCACAGCTATGGACTGGTTCAT
CGCCGTTTGCTATGCCTTTGTTTTCTCAGCACTCATCGAGTTTGCCACAGTTAACTATTT
CACCAAGAGAGGTTATGCTTGGGACGGAAAAAGCGTTGTGCCCGAGAAGCAAAAGAAAAA
GAAGGAGTCTCTGCTAAAAAAGAACAACACCACAGCCTACCCGCCTGCAACAGCTACACC
GTTCGCTCCCAACCCTGCCAGGAACCCAGGCTTGGCCACCATTGCCAAAAGTGCCCCTCC
ACCCCCAGATGAGCCCAAGGAGGAGCCAAAACCCAAACCCCCAGAGGCCAAGAAGACCTT
TAACAGTGTGAGCAAGATTGACAGGATTGCCAGAATAGCCTTTCCCTCTGCTTTTTGGAA
CCTTCAACTTGGTCTACTGGGCAACCTACTTG
>BJ729917 ID   BJ729917   standard; mRNA; EST; 890 BP.
CCGACCTTTAAACTCAGGTTATGACTCCTCCTCCTCAGAGTTGCACTTCAGTATGACGGA
AAGCTGATCTAAAGCGGAATGTGGAGAAGACTCTGCTCCTTCCTCCTCCCAAACTCTGAG
TCTTCTCATTCACTGTTTGACTGCCAGCTGCGTGCGTAAACCTGTCCGGGATGGTGACAC
CGGGAGTTGCTGCATGGAAAGCAACGCTCTTCCTCCTCCTCAACCTCTCAGCTGTTGTCG
CAAGGAGACACGTGGTTTACTGGAACTCCACAAACATAAGGTTAACAGCAGGAGATCTGT
CCGTCCAGGTGAATCTGACTGATTACCTAGACATCTACTGCCCCCACTACCCCAGCAAGG
AGACCCCAGGTGCTGACCAGCCAGAGACGCTTGACCTCTACCTGATAGCAGAGGATGCGT
TCAAGGGCTGTGTGGAGACCAAAGGTTCCATCAAGAGGTGGGAGTGCAACAAGCCGAATG
CTACTTTCGGACCTGTGCGCTTCTCTGAAAAGATCCTAAGATTCACCCCTTTCTCGCTGG
GCTTTGAGTTTCTTCCTGGAAAACATTACTACTACAGCTCTCTTCCCACAGATGAAGGCC
CTCCTCGCCCATGTATGAAGCTGCGTGTCACAGTGTGCTGCGAGCCCACTTCAGAGGGAT
CAAAACAAATACAAAAAACGGCACGTCTAAATGGGGTTTCCTCTTTAAGAGCAACTTTTC
TTCCACTTCTCATCCTTCTCCTGTTGACATGTTGATTGGTCCATCATCATCTTCCCTGTT
GATCTGTTTTTTTGTGTGAGTGGTCGGACAGACATTAAAAACCAGGGCGAAAATGACACG
CGTTAAATTACTCATAGTAAATAAATCTACGGTTAGCTTCTAAAATAAGA
>BJ729920 ID   BJ729920   standard; mRNA; EST; 869 BP.
GCTCGAAGACGAAAAGCTTCGGAGAAACCCGATGAAGATGACTTGAGTGGCCGAGGGTCA
GGGCAGCAGAACTCAACAGATGCTGTAAAGAAGCCATGGGAACGGTCCAACTCAACAGAT
AAGTCTTCGCTCGTGTCAAGAGTGAGGCCTGTCGGCACCGGAGAAGGCGACACGGAGTTT
GACAAGATGAAACAGGAAATTTTGGATGAAGTGGTACGGGAGTTGCATAAGGTCAAAGAT
GAAATCATTAATGCCATAAGACAAGAGATCGGCAGAATCAGTACATCCTAATCTCATCCC
AGCGCGCAGATGGAGGAGCGGGAGAAGAGCGACAGGAGGAGCTGGAGGCGCAGATGCACA
GACACGAGGACCAGAGAATGTTCTCTCAATGTTTCTGTGACCTGGCAATGCCGCGCTAAC
CGTTGCAGAGACGTTGTGCCAACATTAAAGACTTTTGGGGAAAAAAGAACAAAGAGGTGA
CATCAGGAAGCAGGGCTCATGCAAATGAGCAGCTGACGGACGGAGGGAGAAACATGAACT
AAAAGATCAAGCGAGAATGAACTGACATTCGGTATTGAGTTTGGTGTCGTGGTCCTCTCT
GTGCACCTAGACTCAGTCAGCCCAAGGTTGCAGCTCTTTGTTCTCTGTTCAGTCTTAAGA
AGAAAATATTTTTCGTTTTCTAAGTTTTTACTGTTTTATTATTTAAAAACTGTGGTGATA
TTGATGAGTATTTTATGGATATTATAGAAGGACAAAGGAATCTTGCACACCATTTATGTC
AGTCTTTTATATTTTTCTGGTGGGTTTTTTTTGTGTTTCCCCCTCTAAAATTATTAATGA
AGCACAATCCGGGCATACTGGTGCTGTAG
>BJ729933 ID   BJ729933   standard; mRNA; EST; 883 BP.
AATTTTGATACACCCAAAAAACCATCTCCTCCAACCGCATACACTTTTTTTTTCAAAAAA
TGCGAGTTTTATCAAAATTGTCATGTTTCCATAATTTGCGCAAAATCCTGGTCAATGGAA
ATGCAGCTACTGGTATTTTTAAGTACCTTAATTAAAACTTACATGGAATCCGACTGTCAT
TCAATGTGTATCTTTCTCTCCAGCTATTAAACCAGAACTAAAATCAAGACATATGTATAA
AGGTTGTTGTTCTATCATTAGTTTTAGAAGGAAGTCGCCCTTTGAAAAGTCTTTTTCCTT
TTAATATTTAGTCTGAATATCAAATTCCATCTGTGTTTTTAATGTTTCTGTGGAGTGATT
CAGTGTGTGAAAACTCATGTCCTGACTGAGATGACTGATGACATGACAACAAGCACAATT
CCATGTGACAGTGTAGAAGTAATCAAAGATTCCCCAAAAAGGATTTTAAGTCTTTAACCC



TTGTGTTATCTTAGGTGACCCCACCCTTACATTGACGTGTTCTCCCTACCATGACAAAGG
TGGATAAAGTTGGAAAGATTTCGTGTAATCCATGGACACCAGTGAAGATCACAAATCATT
GAAGAAAAAAGGTTCAGAGCACTGTCTAGTGGGTCTAGATGACCCAACTCTCAATGTTAA
AGTGCCTAGGATAGCACAAGGGTTAACTGAGAGAAAACTCTAGTCAGCATCTAGTTCTCT
CTTCCCTTAGCATCACCTTGATAATAAATCTATAAATCAAACATTACTATTTCTACAGAC
ACAGAAAACTTCATGTTGCAATCCCGAATTTCAGTGTCACCTAATGTATTGAGAGTGTGA
CACTTGTGTTTTCAGCTTTTCCATCACATCTGTCATTTTAGAT
>BJ729946 ID   BJ729946   standard; mRNA; EST; 845 BP.
ACCCATACTGTGAGGTGACCATGGGGTCACAGTGCCACATTACAAAGACCTTACAGGACA
CACTGAACCCAAAGTGGAACTCCAACTGCCAGTTTTTCATCAAGGACCTGGAGCAGGATG
TCCTGTGTGTCACTGTGTTTGAGCGGGACCAGTTCTCGCCCGACGACTTCCTGGGCAGGA
CAGAGATCCGCTTGGCTGAGATAAAGAAGGATCAAGGCTCTAAAGGACCAATCACAAAGA
GGCTGCTGCTCCATGAGGTTCCTACGGGGGAGATTGTGGTCAGGCTGGACCTGCAGCTGT
TTGAGGAACCGTGAACCAAACCGCGCAAGATTTGACTGATCTGTGAAAATACTAGGATAC
CGGACGAGGCAGTTAGACTGAACTAGAATTGAAAGGAAGGCTGGACTGGTCTGGATGCTC
TTGTTTTTACATTCAGTGGGTGTTTACTGGTGATTGAAGCCCCCCCATCCCATGCTACGC
AGTGGATGTTCAGTTTTGATTTTTATAAATATTCAGAGTTTGACACGTGGGAGCACTATC
AAATTTTAGATTTCTTCATTTTGTATTTTTTATAGTCTGTTTCTGTCTGGATTTAATCTG
CTTTTTACAGAGGGGATCACTCAAGGAAGCTCATTTCCCAGCCAGATTGAAATGGATTTA
TTTGATATTTAGTCCTGAAAAAGGTTCCACTTGCTTTCCTCTGTTGGTGGTCGGCTCCAG
AAGGGATCTGATGCTCAAACTTCTGCAATCTGCGGAAGAAGCTGTTCTGTTGGTGCAGGC
TCTTTCAGATCTCCACAAACGAGCCATTCCAGTCCGGTCCGGTCCAGCTCCCTACTACAC
GGCTC
>BJ729949 ID   BJ729949   standard; mRNA; EST; 857 BP.
CGGCACGAGGGGGATGTCAAGCCTGAAAATGTGCTCTTGTTTGACCGAGAATGTCGGCGG
ATCAAGCTGGCTGACTTTGGGATGACCAGGCGTGTCGGGTGCCGGGTGAAACGTGTGAGC
GGCACCATCCCTTACACAGCACCAGAGGTGTGCCGAGCCAACCGAGCCGAGGGTTTCCTT
GTGACAACCAGTCTAGATGTGTGGGCATTTGGCGTGCTGGTGTTCTGTATGCTGACGGGT
AATTTTCCGTGGGAGGCAGCGTTGCCCACCGATGCCTTTTACGAGGAGTTTCGTCGCTGG
CAGAAAGCAGGGTGCCCTGTGGGAACCTACCCATCTCAGTGGCGCCGCTTCACTGATGAT
GCTTTGCGTATGTTCCAGAGATTGCTTTCCGCTGAGCCGGAAAAGCGCTGTGGGGTGAAG
GACGTGTTCTGCTTCATCAAGTATGAGCTGGTCAGCGAGCTGCGGCGCAGAGCCTCTCAC
AGAGCAAAGAGAAACGAGAGGTCCAGCTCGGGCGTGTGTACCGGAACCTGCACTCCCTCC
TCATCATCTACTTCTTCACGTTCTTCCCACAGACACCCAGAACCCTCCACCCCTCCAGGG
ACCACTTGTCTGCGCCCAGCGCCACTCAAACGCAGCGTCCTCTCTGACCCGCTGTCTCCC
AGAGAGGAGTCTGGACAGCACCAGACCTCAGGCCGCGACAAGAACAAAAGCCAGATGGTG
ATGGCAACAGCTATAGAAATCTGTGTGTGATCATGCTAATATTAAGGCAGGAAAACAGAT
GGCTTTTTACAAACAACAAGTTTTGAGGAGGTGTGAATGACTACCACAGTGAACCTGGTG
TAAAAGGAGAAGTACTT
>BJ729950 ID   BJ729950   standard; mRNA; EST; 879 BP.
TGGGGGGATTTTCATCAAAAATTTTGGCTACAACCACTAAGTTAGTCAGGTGGTTTTAGG
AATCTATGGGGGAACTTTTATTTTTTTAATCTACAAGGTTTATGGAAACAAAAGTGACAC
TTTAAAAAGTGAATGTTTGTCTTTCCAGGCACCGGTTTCATCTTTGTAAAGTCTTATAAC
CTATTTTCTGTCATATTGACAGTTCGAAGGCAGGAAGTACTGTGAGCACGACTTCCAGAT
GCTTTTCGCTCCTTGTTGCCATCAGTGTGGCGAGTTCATTATCGGCCGTGTGATCAAGGC
GATGAACAACAGCTGGCATCCAGACTGTTTCTGCTGTGTGATCTGCCAAGCTGTGCTTGC
AGATGTTGGATTTGTTAAAAACGCTGGACGACACTTGTGCCGCCCGTGCCACAACAGAGA
GAAGGCTCGGGGTCTCGGCAAGTACATCTGTCAGAAGTGCCACGCCATCATCGACGAGCA
GCCTCTGCTGTTCAAGAACGACCCTTATCACCCGGATCACTTCAACTGCAACAACTGCGG
GTACTCTCATGCTCGCACACACACCAGGCTTTTGTCTGACTCACAAATGTGAATATTCTA
TAGCAAGTTAGGACCTATTCTAGTTTTTGTGTGTGTGCATTTAAAATGTTTTATTAGTGT
TTCTTTATGAAATTGACAAACTTGTTGATATAATCCACAAAAAGATGTCTGATCGCCCTC
TGGTGGACACATTCTGTAACTGTAAATGCAGGCGGAAAACCTATGTTGTCGTTTTTAGTT
AGACATTTTATTTTAGACTTTTTTTTGGGTTGCATAAGAACTATTATCATCATCTTTATT
ATATGTTATCGTCGGCGTGATTTCTTGCCGCCTCTGCAG
>BJ729968 ID   BJ729968   standard; mRNA; EST; 869 BP.
CCTCGCAGAGAAGATCCCTACAAATCAGACTGAAGTGGAGAAGCTTTCAGTGGTTGGCTC
GCCGTTCTGGATGGCTCCAGAGGTCCTCAGAGATGAACCCTATAACGAGAAGGCTGACGT
CTTCTCCTATGGAATCGTCATGTGTGAAATCATCGCCAGGGTCCAGGCCGACCCCGACTT
CCTTCCTCGCACTGAGAACTTCGGCCTGGACTATCACACGTTCCAGCACATGGTTGGAGA
CTGCCCGTCGGACTTCCTCCAGCTGGCCTTTAACTGCTGCAACATGGATCCTAAACTGCG
TCCGTCTTTTCAAGACATCGTCAGACACCTGGAGGAGGTTCTGGTCCAGCTGAAGGTGGA
AGACATGCAGCATGCGTGTGTCGCTTTGAGCGGGGAGGCTGACAAGAAGATGATTCCCAA
AGGTGAGAAGATCCAGGGGTTCAAGCGTCAGAATCCTCTTGGTTTCCAAAATGACAAAAT



CCCCCCCAAATCCCCCCGCCCCAGGCGAAACATCTGGCTCAGCCGCAGCCAATCGGACAT
CTTCTCCTGCAAGCCTGGAAGGAAAGTCAACGTCCAGGACCCCTACTACAACCCCCCCAG
CTCCCAGAGATCCCCCAGAGCTTGCAAGGTCAACCCTTTCACTGCCCGCGAGGACTTATG
CGGCGGGAAAATTAAGTTTTTTGACGTCCCCAGCAAGTCCGTCTTCTCTCTGGTGTTTGA
CCTTCACTCGCCTCCTGGCAGCGCGTTCAGCAACCATCCCAGCTCTCACGGAGCCGGAGG
AACCCAGCAGCAGACATCCTACTACTGGCAGCAGCTGCCGGGAAGGCAGTGCCACTCCNT
TACCGGTGTCCCCGCAGCTGCCACGCTCA
>BJ729985 ID   BJ729985   standard; mRNA; EST; 461 BP.
AGTTTTTTCAAGTAGAATGATGATTAATAAATTCCAATAACCTGCTGGTTTGTTGTCATG
GTGAACTGGGAGGATTTAAAATACACTTCTGCAAAAAAGGAAAGGTAAAGTAGTTTAGAA
CAGACTTTTTCTGGCATGATGTACTTCCTCTTAAGTTAGACTCCCGGTTTTTGGAGCACC
TTAAAAATCAAACATAAGCTGACTTTCATTTTGGCTGACCAAAGTTGATTTGGTGGTGAA
GATTTATTGGCAGAAATGGTCTGCATGGTTTTCTTTGAAAGTGTTAGGATTCTTTTTTTA
TCTTTTGAATCCTGTTGCCTCTATCTGCCAAAAGGTCCTAGTGTGGTTTCTTTTGGGAAC
ATTGAGTTCACACCAGGTAAAAATGTGACTTCTTTGAGAGAAAATGTTTTTTTTTTTTNA
TTNGGGTGNCAAAGAAAAAAAACCCTTTTGCAAATNCNGGG
>BJ729989 ID   BJ729989   standard; mRNA; EST; 388 BP.
AGTCATGAGAGGAGCTCCGCCTTTGCCTCCTGTGGGGAGGTGAAGCAGGAGCTGACCTCC
ATCACTGACGCACACCTCCACCTTGCCAGAAGAGCCCCCCACCCCCCATCGGTTCTGTCT
GGGGGGTCAGAGCTGAACTGCTTCTTTGCACTTTGATCAGATGAACTTCCTGTGAGGTCA
TGTGATTTGCTCCTTTGTTTGATGTCAGAAGGTCATCTGGAACCTCCTTCTGTGGAGAAC
ATGATCCTTTGATCCAGCAGAACCAGGACCGGAGTCCAGTTTATGGGCAGGACTGGTCTT
AAAGTGCCAAATGGACTGCAGCGGGCAGAACTTCATGTGGAACATGCGGACCCCCCCCCC
CCCANANANANANNCTTTTTTTTNTTNC
>BJ729999 ID   BJ729999   standard; mRNA; EST; 466 BP.
GCTGGAAGACAGTGTTTGACCCCCATCGGCCATTTGCCATCGACATGGACGGCTTTGCCA
TCAACCTGAAGCTCATCCTCTTCNAGNCGCAGGCATACTTTAAGCTCCGCGNAGTGAAGG
GNGGCTACCANGAGAGCAGTTTGCTCCGAGAACTCGTCACCCTCAATGACCTCGAGCCCA
AANCAGCCAATTGCACTAAGATATTGGTTTGGCACACNAGAACAGAGAANCCNGTCCTCG
TGAACGAGGNGAAAAAAGGTTTCACGGACCCNAACGTGGAGATTTGACCGCTTACCCAAG
AGCGGCTGGCCTCGGATCCACTAAGGGAGAAATCTGTTGAGCTTCACAGAGGTGCAACCA
GTGCTTTATCCCAACCATCAGGAAAATTGGGAATGTTGAATANCAATTTTTCCTCTAGAA
TGACACTGACACGTTAAAAAACAAAAACAAACAAAAAAAAAAAGNG
>BJ730010 ID   BJ730010   standard; mRNA; EST; 904 BP.
GTCGACGCAGCTGCCGCTGTTAGCTTGAAGCGGCCTTACGTAAACTAAGCCGGACTTTAG
CATTTGGTGCCGCAGTGAAGGTGCTCCGTCGATCAGCGCTGCTTTACCTGGTTCCAGCTG
CAATCGGATCTGCGCCCAGGACGGGCCAGATGTTGGAGGAGGTCAGAGGTCACCGGACGG
AGAGGACCCCTCCGTGACTCTGTTCCGAGAATACCTGCGCCTGAAAACGGTCCACCCAGA
ACCCGACTACGATGCTGCTGTCAGATTCCTGAGTAGAATCGCAGTGGAACTCGAGCTTCC
TCTGAAAAAGATTGAGGTGATTTGATCCATGTGGACATTTGTTGTCTTTGTGTTTGTTTT
GGAGATGGAAAACTCCATTTTTCATGTGTCTCCCTGAAGGTTTGTCCAGGAAGGGTTGTG
TCCATCATGACATGGGAAGGAACGGAGCCCCAGTTGAAGTCTGTCCTGCTGAATTCCCAC
ACAGATGTTGTACCTGTTTACCAGGAACATTGGAAGTACGATGCTTTCAAGGCTTTCAAA
GACGCAAAGGGCGACATATATGCTCGGGGATCACAGGACATGAAATGTGTGACGATACAG
TACATCCAGGCAGTCAGAAAACTGAAGGCACAGGGATGGAAACCAGCACGCACTGTGCAT
TTGATGTTTGTTCCCGATGAAGAAGTTGGAGGTCACAAAGGAATGGAAACCTTTGTGACG
CAGCCGGAGTTTCAAAAATTAAACATTGGTTTTGCTCTGGATGAAGGCCTGGCCAATCCT
GGGGAGGCATTCACTGTGTTTTATGGAGAGAGAAACCCCTGGTGGATTACTATTCACTGC
CCCGGGAAGTCCAGGTCATGGGTCACGGTTTGTGGAAAACACCGCTGCTGAGAAGCTGCG
GCAA
>BJ730011 ID   BJ730011   standard; mRNA; EST; 419 BP.
TAAACTGNAAATGTANTTTGNTACTTGNTAANAACAAACAATGCCTTCCTGTTTTNCGTT
CGNTTGCCAAACCATTATGAACCGNNGATTTTGTAAAGATGTTCCTTTCATGGATCCGAT
CATCAAAAACTGCTCACCTTGATCATCTCAGGNCAATCCTGAGGAGCTGGAGGAAGAAGA
ACTGCTGTAAACATAACCTACTGCTAATGTTCACTTGAATCAACCCTGAACATGTGTGTC
ATGTTGTGTATGTTTTCCATGTGTCCTGCCTGTGTTGTGGCTAAACCTTTACATTTTCTG
AGGAAAGTTGTGTTGTTGGCAGGAGTGGAAAACAGTCTGGAATTGGTCACACAGAGGTTG
GCGTGCATCACATTCCCTGGATGTGTGGTGAAAGAATGACCTTTTGTCATTTCTGCAAT
>BJ730032 ID   BJ730032   standard; mRNA; EST; 823 BP.
ATCTGACTCCTGAAACAGTCAGAAAGTTAAATAGGCAGACATATTTAAGAGAAAGAAAAA
GAAAATTGGGTTTACGAGAATCACAGCAATTGCTATATAATATTTGTTGTATTTATTGTT
TATCTGGTTTGGTTTTATATTTAACTTTTTTCTATTCTATTGTTCTAGAAAAGAAATATA
TTATTTCTTAGGGCTGAGAGGCGGAAAAAAATTGCACCTCAAGAAACAAAAATGGCTGAC
GAATGTAGGAGGTATCGCAGATAGCCTTCCTGCTGCATTGTTTGTTTTATTTTGATGTTT



TTGTGTTGTTTTGTGACCAAAATGTGACAGCTGGGACGTGACGGGCACGTTAAAGACAGA
CCATCGAGAAAACAACGTTTTTCCTTTTTCCTAAAAAGGACTCAAAAGTTCTAATCTTAC
TGCGGGCACAGCGGCCAAGTTCAGAGAGAAACAGGAAGTGGTTCCGAACGCAAAAGAGAG
AAGCACAAAAGTCTGAATGTACAGCAAAGGAGGAGGCCGAGGGAGGAACTGTAAGTGTTT
ATCTTCACTGTAGGTGTGTGAGGAAGGTGGCGGGTGGAGTGGAGGAGGTCGGGTCTGTCT
CTAACGTGCGCCATCGCCCCCTTCAGACTGGATTGTGTGTGTTTTTTGCAGCTGTCCAAT
TGTCATGTCTTCCAGTCTTAGGAAAGAAAAAAAATCCCCTCAGTTTCTGTTTTCAAATGC
CGAGTAAGCCTTACGGTTTAGCTCAGAACAAGTCAAACACTTTGACATCCAGCACTTCTG
AGTGACATTCAAGTATGAGGTATTACATTGGTTAAAAAAAAAA
>BJ730059 ID   BJ730059   standard; mRNA; EST; 398 BP.
AAAGGTTTTAAGCAGACTTTGTAANANCAATATGAAAAGATTTTCNGGATTGAACACNAT
CNGAAGGCTTTCCTGTGAAAAATGCTGAACCTTTAAGGCCTTTATCACAGACTGAGGCAG
ACTGCTGTGNGAGAGGAATGACTGGTTTTATTGTGTAACAATGCTGAACTGANAATTGTA
CCTTAAAGTTGCTATTTTATTGTAAATTATTCACCNCTGTAATTAATAGANNATTAGNAT
ATTNGGGAAAATAATGGATGAATGAATGTAATAGTGAGGCTGAGGAGTCANAAGCTTTTN
GGTGCTGTCGTTGTTATATCTCTTGAAGTTTGTAAAATGNGCGGTACAAATGTGCATATA
TATNTACNTNTATACATATATNTNTATNTATATTACGT
>BJ730060 ID   BJ730060   standard; mRNA; EST; 677 BP.
ACAGCCTCACTCGACACAGGCAGTCTCAGCACGGTATGACCCGCACTGAGCCATCTAACC
CTCAAGAGGGCAGCAGCGGGTCCGGAGACAACAGAGGTTCTAGTGACGTCAATCAGTCAG
CATCTGAGAATGAGGCTGCCACCAATGCCTTGCTTCAGATGACGCCTTCCAATGAAGCCC
ACGGAGGGCAGGGCCTTAGTGTTGTCACTCATAGCCATCAACAGGGACCCCCCCAGCCCC
CAGGTGGCTATTCTCCCCTCTTTTATGATGCTGCCGCTGCCCAGTCTTCTGCCTCCAATG
CTCCGTCTTACTCTCAGCCTCTGCCTCCCAACTCTACAATCATGCCTCCCCAGCATCCAC
ACTCCCCTGCCGGAGTCAAAGGAGAGCACATTTATCCAGCCGGATCCCGTAGCCGCACTC
TCCACACCACTGCCCCGTTCCAGCCTCTCACGGAACTGCCCTCCACTGAGCATCACCATC
TACATCACCATCATCATCACCTCCACAGTCATCCTCATCATCAGTCAGACACACAGTCCC
ACCAACACTTTGACTGCAACATCCAGTTGTCACAAGATGAAATGAAACGGCACAAGAAGA
AAAAAAAAAAGTCAAANAGGAGCGATTGGAGGGAAAATAAATGGGAATCCTCTGATTTAG
TTANATTTCANGGAGTG
>BJ730062 ID   BJ730062   standard; mRNA; EST; 863 BP.
ATTCGTCATCCAGGAAGAGTTTGACCGTTTCACTGGTTACTGGTGGAGCCCTGCAGCTGC
GGAAGACCCTGATGGGGGCAAAACAATGTACCTTCTATATGAAGAAGTGGATGAGACGGA
GGTAGAAATAATCCACGTTCCATCTCCTGCGCTGGAAGAGAGGAAAGCGGACGCCTACAG
ATATCCTCGCACAGGGAGCAAAAACCCAAAGGCGTCCCTGAAACTGGCTGAGATCAGGAC
GGACCATCAAGGAAGAATCGTGAGCACTCAAGATAAAGAGCTGGTCGCCCCGTTTACCTC
CCTGTTTCCTGGAACAGAATACATTGCTAGAGTTGGATGGACAAATGATGGAAAATACGG
CTGGGCGGTTCTGCTGGACCGCAGTCAGAGGAGGCTACAGCTGGTTCTCCTGCCACCGGC
CCTCTTCATCCCGGTCACAGACGACCCGGCTCTGAGGCGGGACGGTCGGGAGGCCGTTCC
CGGCGGCACGCAGCCGTACATCGTTTACGAGGAGACCACGGACGTCTGGATTAATGTCCA
TGACATCTTCTATCCCTTCATTCAAACTAGAGAAGACGAGTTTACTTTCATTTGGGTGAA
TGAGTGCAAAACCGGTTTTAGCCACCTCTATAAAATCACATCTCTTTTACAACCGGGCTT
CCATTGTTGGAGGGAGGGCTACCAACATGCAGAAGGAAACTTTAAATGTGCAATCAAGGC
GGAGCTTCCACTGACCAGTGGAGAATGGGAGGTGCTGGCAAGACATGGTTCCAAGATCTG
GGTGGATGAGGCAGCACAGGTGGTGTACTTCCAGGGTACCAGAGACACTCCTCTGGAGCA
CCATCTGTACGTGGTCAGCTACG
>BJ730078 ID   BJ730078   standard; mRNA; EST; 127 BP.
AACTTCCAACGNAACAANAACAAAANGNCCGGGCNTATAATTAGGNCAAANTCCAANACC
GCTTCTTTATCAANCTGACTTCATATGGTTTAGGACCCNCATAAAAATAAACTTTTTTTT
NCCTTAC
>BJ730091 ID   BJ730091   standard; mRNA; EST; 207 BP.
TTTGCTTTGACCTCCTTTTTTCCATGTATGCTGCAAAAACTGGCATTGACAATCACTGAA
CAATACCAGTGTGCTTTTTAGAAAAAAAACAATTTGTTAAACGTCGACTGTGTGAGAATA
TAAAGATTTTAGGACATTTCTGAAGTTGGTGGTTGGTTAAAAACACAATCAGTGTTTTTT
AATTTGCCATCCAAAGTAAAAAAAAAA
>BJ730095 ID   BJ730095   standard; mRNA; EST; 863 BP.
AGTGTATCCCCAAATCCCTTCAAGCCAAAGTAACGTGGACATTCCAGAAACACCCTCAGA
ATCCACGAGCAGAGGTACGTGTAGATGAACGTATCCTGCAAACAGACAGGGGTCTTTTGA
TTCGTCGGGTCCTGAAGAGAGATATTGGTGTCTATGAGTGTCACGCAATGGAGCACGGCT
TCACCCAAACTTTGCTAAGCATCACCTTGGAAGTTATACCTTCAACATCCTCTCACATCC
CCAACTTGCCCTCCGACGCGCCTGTCCGATTAGATCCTCGCAGTGGAGGCGGCTCTTCAA
TGACCAATCAAAAGCTTTGGTACCGGGACTTCATGCAGCTGGTGGACCACCCTAACCTTA
ACACTGTTGACCAGATTTGTGAACAAGTTTGGGCCCGCAAGAATGCCGGTGAAGCCCAGG
GGGTCAAGAGTTTCCCTGCTCCAGGAAAGGACACCCTGCCTGTAGGTGGTGCTGCTCGCC



CACCCAACAAGAAGTGGAAGCATCTGCAGGAAATCCGAAAGGGGAGAAACCGCAGGACCC
ACGACGGAAAACCAAACCCTCGGGCACCTCGCAGTGCAGGGGAGTGACCCACAGAGAGAG
AAAAGGAAGGAGGAAAGTGGGACTGATGGAAAAAAAGAAAAAGAGACTGTGAACTGATGG
AGGAGTTTACACATGCAGATACACACAGATGTACACAGCACCCTTCTTTTGTGTATATTT
ATCTATGGATGGTCCCACTAAATGGTACACCTTTCCTAACCCCTCATCCCTGAGACCAGC
TCCTGCATGTGCTGCCTTATAGCTCAAGTTGATTCTGCACGATCCCTTTACTTAGTTTTT
GTAGTATGGTAAAGTACTGGCAG
>BJ730132 ID   BJ730132   standard; mRNA; EST; 745 BP.
GTTTGACCTCTCAATGGACAGCCAGGACAGCCAAGCTGGACACGGACACCACGAGACGAC
GGACCTAGCTGTGACGTGCGACCACGTTAATAAAGAGGACCTCTCAGATCTGGAGGACGT
AGACACGACGACACGTGACGTCTCCCCTGCGGAAACATAGCCGAACCAGTTGTTGCGTTA
GAGAGCAACAGTTGAAATTGTTTTAATTGCAGTGGAGCAATCCTGCAAATCTGGCTCTTT
GAAGCTGCCAGGCTGAAAGGGTCTGATTGGATGTGAGGAGCCCCTGTAACTGAGGCTTAG
AAACCCTGTGGCCATTTGTTTTGGAGCGCCCGAATCGTGGGGTATCTGTTCTTCAAGAGG
AGGCACGTCTGAATCTACGTCACTACAGACAAAGATTCTAACGATGGTATGAACTTGGAA
AAGTAAAACTTCCAAACTTGCACTTCCAGCCATTTTCTTTCTTTATGTGGAACATTTCTA
ATGTTTTTAGACTGGATTACACATGGTGGCGTCTTACTACTGGTCTCTTCGAACCAAGTA
GTTTTTTTTAACACTTGTCTAAAAGTAACTGTGTGCCTTTTTTTTCTTTTTTTTACAATC
ACATCTGTTTTTATTTAGTGTTTTGTAACTTATTGAACCCATTCCTGTAGCTGTAAAGTT
TGTCCAATTTCTACAAGGTGACATTCTGTTTTTTTTTTGGNCTCTCACAGTCTTCCTAAT
GTTCTGGCAATATTCTAACGAAAGT
>BJ730142 ID   BJ730142   standard; mRNA; EST; 839 BP.
GAGGCCGGCCCTCCCAGCATGATCTCTGCCCTTGATGAACCTCCAAGGGAGCGTCGCATC
ATCACACTTCCACCAATAAGAGAGCAGCCGCAAGGAAGAGGCCCACCTCCAGCACCCAAA
ACCCGCCCTCCCAGCTCCAGCGAAAGCAATCGCAGTGGTTATAGTCGACGTGATGAGAGG
GGAGGAGCTGACAGACGTTACCCCTCACCAAGCAGATCAAGAGGACTGCCCCGGAGCTAC
AGCGAAGAGTCACTGGATGGGAGGAGCCGAGGTAGATCACGAGGAGGCATGAACCCTCCT
CGCTCGCGCTCCAGGGATGACTTGTTTGACAGCAGGTCTAGAGATAACTACTCTCCTCCA
GCATCCCGGCGCTCCCGAGGATCCTTTAGCTCAGACGAAGAGACCAGCAGCAGAGGAAGA
CGGGGAGGTGGAGGCTGGACTGAGTATGAGCCTGGACAAAAACCAGGACCAAGGAGGAAT
GATCCATACTCTGACAAGAGCTCTCGCGGTGGCACAAGCATCGTCATCTGAGCCTTCCAG
CTGTGGAACGCCCTGTGACCTTTGTTTTGGAGAACATGCACAACTTAGAAACCCTTGTTA
GCCGTCAACTGGAGATTTTACCCATTTTTATCTTTTAAAAGGAGTCATGTAAATACTTTT
TTAGCCCTTTTTAAAGGATAAAAATAAAATGATTTAAACTTTATTAAAATGAGAGACTGA
CAATTCAAGGATATACTTTTTTTAGTATCTGACAAGTTACAGGAATACACTCCGTCTCCT
GATTCGTCTGAAAGTATTTTGCACTTCTAGGATGGCCTTGGTGTTACTATTATCTCTGT
>BJ730145 ID   BJ730145   standard; mRNA; EST; 856 BP.
AGGGAAAGGACAGCAAGGGCCAGCTGACGCGCACGGACACACAGCGCCGGCACACAGAGC
CAGACAGCTACCAGAGTCTGCTGACCAGCAGCCATGGCAGACGTGGACTCTGTGAGCGAA
GCTTTAAAAGCAATCAGTGTTAGCACAGACCTGGTTGAGGAGGAGCTGAAGCCTCATCTG
GACACAGTGTTGGCTGGACTCCTAGAGAAAAAGAAGGATGCTGCCATTGAAATTGCCAAA
AGTGGGATTCTGCCTTCACTGGCGCAGGTGTTGCTGCGCAAAAGCAGTCTGAGCTGCCAG
GTGGCTCTGGTGGTGGCAGAGATGGCGCGAGAAGCTGCAGTGAGGGAGTCCTGCATCGAG
GCCGGCCTGGTCAAAGCTCTGGTTCCACATCTGGACAGCAACAACGAGGAAATGCTGCTG
AACACGGGCAGGGCCATCGGACGTATCTGCTTCGACAACGCATACCAACAAGACCAGTTA
GTCCAGAGTGGCGTCATCGCCAGACTGGTCTCCATAATGAGGGAGTATCCCAAGAACGAC
CCGCTGGTCAACGTCTGTCTGCTGGCTTTGTGTAACCTGGCTGACATGGACTGTGCGAGG
GAAGCACTGGCAGACCTGGACGTGTCTGAAGTCCTGATTCTTCAGCTGAGGCGAGCTCCT
GATGCCGAACGCCGACATGTCATCTTGGAAATTTTGGGATCCTTGGGGGAAAGTGATGCT
CTGAAGCTGCAGTTTGCAGAGTCAGGAGTGCCAGAGGCTTTGTCAGAAATGATCCGAAGT
CTGCAGGGGGGCGATGACCCACACGACTTCTGCAGCATGAAGATCGCCTCCAACCTCATC
GTGTCTCTGCTTCTGG
>BJ730152 ID   BJ730152   standard; mRNA; EST; 879 BP.
CCATTATTTCATAATGTCCTATTGTAAGTTGCAGGCGGAATGGGACGATATAGACAACGA
ATATCAGCAGTTACAGGAAACTCATAAGATCTACAGACAGAAGCTGGAGGAGCTCACTAG
TCTTCAGGCAACATGCAGCGGAGCCATCAGTAAACAGCGAAAGTCCCTGAAAGACGTGAG
ACGCAGTTTAAGCAAGTGTGCTCAAACTTGTGATGAAAAAGAACTTCAATTACTAACACA
CATCAAAACCCAAATCAAAGAAAGGGAGCATGTTTTCTTTGATATGGAAGCATATTTACC
AAAGAAAAATGGCCTTTACTTGAGTTTAGTGCTGGGAAATGTGAATGTGACACTCCTCAG
TAACCAGGCAAAGTATGACTTCGACCGTAGCTACAAAATAACAAAAAGTCTGTTCCGATT
TTTCCCTCTCCCATCATGCTCTTCTTTTTTTTTACATTCCTAGATTTGCCTACNAAGACG
AGTATGAGAAGTTCAAACTGTACATGACGATNATCCTGATGTTTGGAGCAATAACCTGCC
TCTTCTTTCTCAACTACCGGTGAGAGACGTCTTCCTTTTTGTTCTGTTGGCGTCTAAAAA
TGTATTTCCTTCATTCCTTTTTCCTGTTTAGAGTCACGGATGAAATCTTCAACTTTTTGC



TGGTGTGGTATTACTGCACACTGACCATAAGGGAAAGCATTCTCATGAACAATGGCTCAG
GGATCAAAGGGTGGTGGGTGTCTCACCACTACGTCTCCACCTTTCTGTCGGGGGTAATGC
TAACCTGGCCAGAGGGACCAATGTATCANATGTTTCGAAGCCAGTTCCTTGCTTTTTCTA
TTTATCAAAGCTTCGTTCAGTTCCTGCAGTATTATTATC
>BJ730157 ID   BJ730157   standard; mRNA; EST; 654 BP.
TATGTTTGGTATTTGCATCCAGTAACTTTGTTATTTATTATTTTTTTAAGGTAGACCTTT
GCTGTCTTTTAGCTCCTGTTGGTTTAGAATTTGAGTCTGTTTTAAATCTGTAATAACTCA
TGGGGAGTTTTTGTAAGTTGTGCCCTGAATTGCCATGATTATCCATGTTTGTATGACAAA
AAAGGGTAATCTATATTTCACGTTTGACTGAACGTGCGTGTGGATTAATGACCATCATAC
GGAGAAATATTCTAAAGTCTGTGCCTAACGATGTTCTATAGTTTTGTGATAAATATGTGT
TTTTTTAAAGAATATTTTCGCAGAAAGCTAACCTGAAATGGAAAATTCATTGAAGCAATA
ATGAACCAACAGCAAATGCAAAGTCTATGATTCATCCTCCTCCTGTGACTTTACGCCTTT
ATCAGTCTGACTTATCATACAGCATCTTTTGAGGTCAGTTTCAAGTTTGTTTTTTACTTA
TTACTCATTTGTACTGGATACAGAAAATTAAGTGGTAATACATTAATTATGGTACAAATA
GCAAAAGATTATGAATACAGTATGTACTTTTTATTGGAGAAAGTTAGTTAGCAGGTATTT
TGTGATCTAAATGTGGAGGTTTGTCTTTTGATGTTAAAAATCCTAAAAAAAAAA
>BJ730166 ID   BJ730166   standard; mRNA; EST; 831 BP.
GTGCTGCAGTGTCCTGCTCCCCCCGCGCAGCTCCGCCCCCCCCAAACACCTCCTGACAGA
CGCCATCTCGCACTTCAGAGGACAATCTACGCCCACCGTGAGTCGGGGACTCTAAAGCCT
TCACATGCACCTGGAGGCTTGGACTTCTAAAGGATTGCTGCTACAGTATTTAAAGTCTAA
TTTTGTATTTTTGTGCACTAATATCCGTCGTGTATTTGAGGGAATCTGAGACCAAACTTG
AGCTAAAGGGAGAAATCTGCTGTTTACTTTGTCTTGTTTTTGAGCCTGAATGTAACTGGA
TTCACTCTGTGTTCACGTGCATTCAGTGGGTCGTATCAATGTTCATTTGCTGCGGCGTGT
TCTGGAAATTCTGTGTACTGAGATTCAATGTGGTTCTGTCCTTACCGGCGCTCTTCTCCA
GCGCGCTCATGTTGCGGCGCGTGATGGAAGGAATCTGTGAAGCCATTGAACGGTTCATGC
AAAGCTTGATGTGACTGAGGACCCCCCAGACTGCACAGACTGATCCTTACGGTCCTCCTC
AGGCCAGTTCAGAGGCAGTCTTCAAACAGTTTGGGTCTACTTGTTCCTGGAGACTAAAGA
GTGCCATATTTCCTTCAGTCTACTCTGAAAAGCCGCCTTCTTCCTCGTGGACACGGCGGG
TTTCTAATTGGCCACATGTGTGTTTAATGAAGCAAATCCTTAGCTGCTTATTATAAACAA
CCTAAACTAAACTTATGGTTTTAGAACGATGGGATCTAAACTAAATTAGCAAACCTTTGG
GTTTTTTTCTATCCAGCTAATATTTGAGGTGTCTGGTTTTTTTTTTTTTTT
>BJ730180 ID   BJ730180   standard; mRNA; EST; 778 BP.
GATTCACAGNTTCTTACAATATTCAAACAAAACTAGAGGTTACATTTAAAAAAAAAAATC
AATTTTTGAAATATAGTAAAAGAAGAAGTTCCNGTATTTATCCCATACTTACTTATAAAA
CATCTACNAGAGTGTAACAGACTACTTATGTATTTTTTAAGAAATAAAATAACTAAAAAC
TGTTGGGTAGTTATGGAACATCGGCCAGATCCGGGNGTCTTATGGGGGGTCCTTTTTTCN
CTCCTTTCAGTTTTGTCNCCCTATAGNGATATTTTGCTGAAGTCTTTGCTAAAGTCATGT
TGGATAATAACAAATGNGATTTATTATAAATGTTAGATCCAGTTTGNGATAAAAGTAGAG
CATTGATTTTCATATAGACATCATTGTCTTTCTTGAATATTATGNGTTCNCAGAANGCTT
CATCAAATATCGTTAACGTAGCAAATGAACATTTTTTCTATATCNCATCATTTATCTTTA
GAAAGTCCAAAGAAGAGTATGAATTGGAAATGTCCAGGAGGCGGCTATTAGAGGAAGAGG
TTGGTTCCACTTCCAGCACCTGTTCTGATAAAGCAGTGGGTGAACATGATGAAGACAAGA
GCCCCACATCCGCTCACAGCCAAAGGGGCAGCGCCTCCAAGATCACCAGCAGTCCTGCCA
GAGACGACNGTAAGGAAACCGAAAAGAAAAGTGCAGCTAAGAGCAGCTCTGCTTCCAAGC
CTACATCAGATTGTGGCAGTAACAGTGCACAGCCCAGAGTGCTTCCAGCAGTCAGAGT
>BJ730183 ID   BJ730183   standard; mRNA; EST; 492 BP.
CGGCTCTTCTTATTTCCCACTCATCAGCAATACCATTGTATTTGGATGTTGTAAAGGTGA
TTTTCACGTGCTTGTGAGGCAAATGTGTATATATGGAGCATGATGACTGTCACGGTGATT
TTGTACAGGTAGAGGCTCGCGGGTTTCTTTTCCACTGGGGTTATGTCAAGCACCTTTCTG
CTAAAGGAAGATCTTTGCTTTGCTGTTTCCTGTCCTGCCTAACGAACAGCTGCTGCTGCA
GCCGCGCCTGTTCTTTTACTCAGGAAATCAGCTCCACGCACGCACGCACACACCTACAAC
ACACACAAGCCCACACGGACACACAACTCTGAGCCCCCTTGCATGTACTGAAGCGTTACG
GCCAGGCTCTTCACGTCTTTACGAGGGAGCGAATCTTTTATTTTCTCAATTGTTGAAGCA
CTTAAATGCTGATCGTGAACACTCTCCCCATTAGATGTTTTAGCCAATCAAAAAGCTTTT
TTTTTTTTTCNC
>BJ730189 ID   BJ730189   standard; mRNA; EST; 842 BP.
GACCTATAAGAAAAAAGCCTGTCCTGCTCCTGCAGCCCCAGAGAGGCAGAGAGGATTCTG
AACATCATCTGTCAGAGCATCTCTCTGTCTGGTACTCTCCCCCACAGTCTGCTAACAAAG
CCGGCCTCTTTCCCCGCTCATCTCATCATGTCTTCTAACAGCGCAGAGGGGGACATGCTG
CAGATCCCTCTGGGACTCATCAACGGTGCGGGCAAGTATCTGACGGCGGAGATGTTCGGC
TTCAAGATCAACGCCTCGGCCAGCAGCCTGAAGAAGAAGCAGACGTGGACTCTGGAGCAG
ACCGGGGAGGACGGCAGTGTGGTGTTCCTCCTTTCCCACCTGGGCCGCTATCTCGCCACG
GACAAAGACGGCAACGTGACCGCCGACAGCGAGACGCGCGGCCGCGACTGTCGCTTCGTC
ATCACGGCGCACGAGGACGGGCGGTGGTCGCTGCAGTCCGAGCCCCACGGCCGCTTCCTC



GGCGGCAGCGAGGACCGGATAACCTGCTTCGCTCAGAGCGCCTCTCCCACGGAGAGATGG
AGCGTTCACCTGGCCGTGCACCCCCAGGTCAACCTGTACAGCTTTGCGCGCAAGCGCTAC
GCCCATCTGAGCGCGCCCGGAGAGGTGGCAATAGACCGGGACTTCCCCTGGGGGGTTGAC
TCCCTGGTGACCCTGGTCTACCGGGATCAGCGATACCACCTCGAGACCTCAGACAACCGC
TTCCTGCGCAATGACGGCAGCCTGTCCACCAAGACGGACAAAGACACCGGCTACATGCTG
GAGTTCCGCTCGGGGAAAGTGCTGTTCCGCGACTGCAACGGCCGCTACCTGGCCCCTTCA
GG
>BJ730209 ID   BJ730209   standard; mRNA; EST; 825 BP.
AGCAGAGCAGAGGGACAATACAACAGAGATTAGGGATCAGTTGACCCCCTCCTCTGGGTG
AAGCAGGCAGTCAGCCCTCCAACAAGACTGAAAAACACCTATGACAACGAGGCAGCCTCA
CTCGGCTGACAGGACTCCATAACCTGAGGACTGGCAACTTTTCTGAGACGATACGAGCAC
AAAAGGAAAAACAGAAAAAAACGTGAATAACCTCCACCTGGATGTCTTTAGTACTCTGAC
ATCGCTGAGGGCAAAAAAGGGACTTTCACCAGCACCACACCTGAAGAACCGCTGACAAAG
CAGGTGGGAGCTAACACTCAGGATTAGCAAAAACGGATTCATTACCAAGCAGCAGAACAA
AAAGAGACAAAGATGATCTAACACCTTGAAGCTCTACCACTTTGAGGAGTAAGTGACAAA
GCAAGGAGGTCTAGCTCACGCAAATTTGACATTATGCCGCTTAGAACGTCCACGAACAGG
AAACCATCCTCCAGTCAAATATCCAGGAGGATCGCCAAGCATAGGGAGACGGTGACTGTC
AACATGATCAGTTTGCCTCTGGGAGATTTCCGCCACATCTCCCATATTGGGAATAACGCT
CTGACAGACAGCTTTGGGGATCTGTCATTTCTGAAAAAGGGAAACAGCCTCCTCCGACAC
AGCTCCAAGAGCGAGCAGAACCTCTTCCTCGCCTGTGTGCCGCCTCCAAAACCCCCTCGG
CTGAACCTGGATCTGAATGGGACTGAGGCTAAGCAGAGCCCCAAGTGGTCTTTGGACCAC
AGGAAGAAGAAATGTAGCTCTATGCCGTTACTGGACAGTGACGAG
>BJ730244 ID   BJ730244   standard; mRNA; EST; 126 BP.
GNCAAGGTCGCCTCTGGACTGGGCTCANAAGNAGCTCCCATANTGNACCGGGCCCGTTCA
TCTCTGTTGGGTTTGNACNAACANTANCTGCGCCCCCACGTTGGTGAGTCNTTGAGCTCC
GGCATC
>BJ730258 ID   BJ730258   standard; mRNA; EST; 107 BP.
GAAACAANCTGGAAAATAATGAGGGTGATCGAGGACTTTGTGGACTGGTGNGAACTCAAT
CANCTTCACATCAATGCAACCAAAACGAATGANATGGAGGTCAACTT
>BJ730277 ID   BJ730277   standard; mRNA; EST; 822 BP.
CGCAGCAGCTCTCAGATGGATCTGGAATTTGTGCAGAGGAGCTACACTGCTCCAGTCAGC
AGTGGGATCAGGATCTACTACAGTCCTCCTGCTGTGAGGCGCCTGGAGCACCGACAGTCA
CGCCAGGAGCCTCAGCACGGTCAAAATGGGGCCTCCTCACTTGGGGAAATCAAGAAAGAT
GCCAGCGTAGATTCAGTAGACACGCTGGAAGGTCGCCCCCAACAACCGGCATCCTTCTTC
TCTTCTTACGAGCAGTGGCTGAGCTCGTTGTCCAGCCAGCACAGAGAGCTGCTGGAGAGC
AGGAGCAGCTGCATTTCCAGCTCCTTGCCGAGCGTCATCAACAACAGTGGGTCACCTAGC
AGAATGGTTGACGGGATGATGTCATCTTCTGCTTTCCACGACCTGGAAATTGGGGACATT
TCAGCCAACTTAAGCGACGACATGAAGGAAATGACCAACTGTGTCCGTCAGGCCATTCGC
TCTTCATCTCTAGAGAGGAAATCCAGCAGGGAACCTGGCAGTCCGCCGATCAGTGTGTGC
TCCAGATCCACCCAGACCGCAGCTCAGAACGTCAGCGTTGGGCTTCAAACGGACATCCTT
ACCAGCAGCAGGATGGCAGGGCTTCACTCCAAGTCCTGGTCTCCTCGTGCATCACCAACA
ACCACCTCTTCACTGGTGTCGGCCCGAACGCGACAGATCTCCACATCTCTGGATAAAGTT
CACAGCCGTATTGACAGACCATGCTGCTCACCCAAGTATGGATCTCCAAAATTACAGCGC
AGAGTGTCTTCAGGCTCCACCTCAAGATTGGACTCCAACAGG
>BJ730286 ID   BJ730286   standard; mRNA; EST; 860 BP.
ATCTTTGTTAACTGCTGGAACAAAATGAAGAGCAACAGAGGGAGAGAGAACATCTGGAGA
AGCAGATACAACATTTGCGCGAGTCCGGAGAGGAATGTCAGCGGAGACGGGAGCTGCTGG
AACAGGCTCTAGCCTCGGCGCAAGCACGCAACCGGCAGCTGGAGGAAGAGCTTCTGCGGA
AACGAGCATACGTGAAGAAAGTGGAGCGGCTGCAGAGCGCGCTGGCTCAGCTGCAGGCGG
CATGCGAGAAGAGGGAGGTCCTGGAGCTCCGGCTGCGCACTCGGCTGGAGCAGGAACTAA
AAAGCCTCAGGGCTCTGCAGTCTCAGAACCAGCCAGCTCATCTCACAGCTTCAGAAAGGA
GTTTGACTACGTTTCAGCAGCAGCTGCGGGAAAAGGAGGAGCAAATTCTGGCCCTGGAGG
CAGATATCACCAAGTGGGAGCAAAAGTACCTGGAGGAGAGCACAATGAGGCAATTTGCCA
TGGATGCAGCTGCCACCGCAGCGGCGCAAAGAGATACAACAATCATCAACCATTCACCCC
GGCATTCTCCAAATAGCAGCTTCAACGAGGACTTGCCTTTGCTGAGTCACAGACATCAAG
AAATGGAAAACAGGATTCGTGTTCTCCACGCTCAGCTCCTGGAAAAGGATGCTGTGATCA
AAGTCCTCCAGCAGCGCTCCAAAGGCGAGCAAGGCAAGCTGGACAAACAGGGCCTTCGCC
CCGCCAGATCCGTCCCTACCATCCACACCATGACCTGCAGCACGGAGAAAAGCGGGAAGA
GCCTGTCAGATGACCAGACAGGTGCTTCAGCGCCAAACCCTTCATCCGTCGTCGCAGACA
AGGGTCCAAGTAAAGACCCA
>BJ730293 ID   BJ730293   standard; mRNA; EST; 863 BP.
TCGGCACGAGGCTCCAGCTGGTGCAGGCACTCAAATATGAAAACTTTGGTGATATTCAAG
GAGGCTTGGAGCCAGGCAGCAAAAGAGACAGTCAGGGACTAGCAGACGACTCTCCTCTGG
ACAGTTCACAAATCCTTTCTGGCACATCTGGAGCATCCTCTGCTCCACAGCAGAAAAAGG



AAGGAGCTGACAGTGATAATTTAGAGCAAGACCTATGCACGTTTCTGATTTCTCGTGCTT
GCAAGAATTCTACACTTGCCAACTATCTATACTGGTATGTGATTGTTGAATGCGAGGATC
AGGACACTCAGCAGAGAGATCCTAAGACTCATGAGATGTACCTGAATGTCATGAGGAGGT
TCAGTCAGGCCTTACTGAAGGGGGACAAGAGTGTCAGGGTGATGAGGTCACTCTTAGCTG
CTCAGCAAACGTTTGTGGACAGACTCGTTTATCTGATGAAAGCCGTCCAGAGGGAAAGCG
GAAATCGCAAAAAGAAGACGGAGCGGCTGCAAGCTTTACTGGCTGACAACGAAAGGGTGA
ATCTTTCTCACATCGAGCCAATTCCTCTTCCTCTGGAGCCTCAGATCCAGATCAAAGGCA
TCGTTCCGGACACTGCAACACTTTTCAAGAGTGCTCTCATGCCCGCCAAGTTGATTTTTA
AAACAGAGGATGGAGCGATGTACCCCGTCATCTTCAAACACGGAGACGATCTGAGGCAGG
ACCAGCTCATCCTGCAGATCATCTCTCTCATGGATAAACTCTTGAGGAAGGAGAACCTGG
ACTTGAAGTTGACGCCTTACAAAGTTCTGGCCACCAGCAGCAAACACGGTTTTATGCAGT
TCGTCCAGTCCGTTCCTGTAGCA
>BJ730296 ID   BJ730296   standard; mRNA; EST; 873 BP.
TGCTGGGGATCAACAGCTCCTCTCCCACCCCTGCCAGCCCCACCCAGAGCCAGATCTCTA
GCCAATCCCTGTCAAACAGTCTCAGTCCTGGATTAATGGACAAGAAGCACCTACCTGAAA
TGTATTGGGCCCAGTCACAGGATGGACTGGGAGACTCGGCTTATGGGAGTCACCCAGGTC
CTGCAAGTGCCAGAAAGATCCAAGAACTGGAGCTGGATCAAGATCAGGAACAGTCAGGTG
CAGGAAGACAGGCTTTCTGGCCAGAAACAAGGGAGTGGTATGAAGACTCCCTTGAATGTA
TCGCTGACGAGCTGAGGAAAGTTGAGAAGGGCGTTGGAGATTCCATGGATTCTCTGGCAC
TTTCAAATATTACAGGCACGTCTGTGGATGTAGATACCAGGGACAGACCTGCACTCTACT
CTCTTCATGCCATGCAGGATTCCTCTTTGCTGGAGGGCTGCGACAAGATGAGCAACATGG
GGACCTTTAACTCCTCCCATCTTCACCACAGCGCCAACTCGCTTACCATTAGCATAGAAA
AGGGAGTGGAAGAGGCAGAGCAGGGAGTGGTGCTCGGAATGAGGGGAGGCATACCAGTGG
GACTTCACTCTCCACAACCCGAGTGCCTCTCTCCATCGTTTGCACAACCTCCAGCCCTAA
GGAGGAGCAAGTCGCAGTCCAGGCCACCTCAGATGGTCAAATTCTCAGAAGACACTGTGG
ACAATGGATACAATGATGGCTACGAGGCTAGCATGGCAAAACATCCCATGAGCGAGAAAC
CCCAAAGGAGGCTATTCTGCCCAGAGGAGATGGGCAGAGAGAGAAGCCACTCCACGAGTC
ACCACAGGCGCAGCAGGCAGCACCATCACCGAC
>BJ730308 ID   BJ730308   standard; mRNA; EST; 382 BP.
TGATATACAGAACTTGGAGAAAGCTGGAATTCTCAACAAAACAAAAGTTTCAGAGAACGG
AAAGAAAGTACGGAAAAACTGGACTCCANCGTGAACAGTTCTCCGTGAAGGAGTGTTGAC
GTTTCACAAAGACCCCAAGTCTACAGCAGCAGGGAATATTAACAAGACCAATCAGATTGT
TCCTGAGTTTGCAGTAGAGCTGAAAGGAGCAACTATTGGTTGGGCCTCAAAGGACAAATC
CAGTAAAAAGAATGTGTTAGAGTTAAAAGGAAAGAACGGCGTGGAGTTTCTCATCCAGTA
TGATACAGACAGTATCATCCACGACTGGCACAAAATCATACTGGACGCCATACGAAAACT
AGATTATCAGGGACAATCATCC
>BJ730338 ID   BJ730338   standard; mRNA; EST; 894 BP.
TTCCTTACCTGTGGTCTGAGGAGAAGCAGTCAACTACTGTTGGTCAAGCCGTACACCAAC
TGCTGCTGATCCAGGCTTTCCGTCTGGATCGCCTGCTGGCCATGTCGCACATCTTTGTCT
CCAAGGTCCTGGGAGAGACCTTCATGAACATCATCGAGCAGCCTCTGGACCTGGCCTATA
TTGTGGATAGTGAGGTGAAGCCCAGCACTCCTGTGTTGATGTGTTCTGTTCCTGGTTATG
ACGCCAGCGGTCTGGTCAGAGATTTGGCTGCTGAGGAAAACAAACAAATTACATCAATTT
CTATTGGTTCAGCTGAAGGATTCAACAAAGCTGACAGAGACATCAACACTGCTGTCAAAT
CTGGCAGGTGGGTAATGCTGGAGAATGTCCACCTAGCTCCAGGCTGGCTGATGCAGCTGG
AGAAGAAGCTTCACTCTATGCAGCCTCATGCCAGCTTCAGGCTTTTCCTCACAATGGATA
TCAATCCAAAGGTGCCAGTGAATCTGCTTCGAGCCGGACGAATCTTTGTCTTTGAACCTC
CTCCCGGTGTCAAGGCCAACATGCTCAGAACGTTCAGTAGCATCCCTGTGGCTCGCATGT
GCAAGGCTCCAAATGAGCGTGCCCGTCTTTACTTCCTGCTGGCCTGGTTCCATGCCGTCA
TTCAAGAACGCCTGCGGTACGCTCCCCTCGGTTGGTCCAAGAAGTACGAGTTTGGGGAGT
CTGACCTGCGCTCTGCTTGTGACACCATTGACACCTGGTTGGATGACACAGCCAAGGGTC
GTCAGAACATCGCACCGGACAAGATACCCTGGGCAGCTCTGAAGACCCTGATGGCTCAGT
CCATCTATGGGGGTCGCATCGACAATGAGTTTGACCAGCGGCTGCTCATCACCT
>BJ730349 ID   BJ730349   standard; mRNA; EST; 474 BP.
ATCCAGTAAGCGCTCCAGAGGGAGCAACGGCTCTTCCCGCCCCCACCACTCCCTCCGCGG
TGCCACCTCCTCAGCGTGGTCATCCGCTCGTAACCTCCCCTCCACAAACTGTGTGGAGAT
GGAGGACGAGGAGGAGCGGAGGAGGAGCCACAACGTGATGGAGCGGCAGCGCCGCAACGA
GCTGAAGAAGTGCTTCACGCGTCTGCGGGACGCCGTCCCCGAGCTGACGCGGAACCACAA
GGCCTCCAAGGTGGTGATCCTGAAGAAGGCCAGAGACTCCATCTGCAGCCTGGAGGAGGA
GGAGCGCCGCCTGCAGGCGCGCAGACTCCGCCTCCACGCACGGCAGGAGCAGCTGAAGGC
CAGATTACAGCTCCTTCACAGCTAAACCCCCAGGACTCTTTATGGGGGGGCACAGACTAG
TAGGAGTTCCCATTGCTGCAGAGACAGGACATTAAAGGACCCCCCCCCCCCCCA
>BJ730354 ID   BJ730354   standard; mRNA; EST; 839 BP.
CAGTCTAATTTCCACCGAATTCAGTTGTGGTACCTGTCACTCCGGCTGTGTCTCCCGAAG
ATCAGTACTCGCTGAAGACACAATTTTCTGTGCTGGTAGCCACCCACTTCCTTTTTGTGG



TTATGTGGTGTTTTGGAGCCATGGCAATGTGGCTCACAGGCCACTCTAGCTTGCTGTTTA
GCTGTCTCTATGGAATAGTTGCCATAGTTTTGGGGGTGTTTCTGGTGGTGCACCACTGCT
TCCGACGTCTGGATGTACAGGCGTCTTGGTTGTCTTGCTGCCCAGGCTATCGTCGCTCCC
ACCCCATCGCTACTTACACACATACCTGCACCGCTGGGAGTGGCATGCAAAATTCTGAGA
AGGGATCTCAGCTCTTCATCAACTGCCATCCATCTGTTGACTCTCACAACTCATCTGCAA
GGTCCTCGTCCACGCCTAGTGCAATAAGCAGTGTTGGCCATGCACCTTGCAAGCTCACCA
ACCTCCTGCAGGTGACCCAAGACAATCCAAACATTACCAGCATCCCCACAGGGAATAATA
CGAACATCAGCACTGACCCCATCACCAAGCCAACGAACAATGTTCTTCCTTTAATTAACT
CAACAGCACCGGTTCACCCCCAAAGAAAGAAAATTAGCAGCAGGACTAAACAAGGAGGCA
CTCAGTATTACCATCGGGGTGAAGGCAGGGGACACTATCGTCTCAAAGCTCTAAGGACTG
CTGGAGGAGGAGGCAGTCTTGGAGCTTTAGGGCCCACAAGTTTAGAGCACCTCAGTTCTT
CGCATGCTGTTTATAAACAGGCCACAAGTGAGAATGGCAGCATCCACCACAGTCTATCA
>BJ730359 ID   BJ730359   standard; mRNA; EST; 895 BP.
GAGTATAGGCGCAACTTTCGGGGCCTAATCCCGCCCACGGGGCCCCGCCTCCGGAATTAT
CTGGATCACGAATTAGAGCCGCTGTTCCATTCATACGAGGTAAACAGGAGAACCAGGGAG
GAGGAGCCAGCAAGCAAGCTCCGCCTCAAGCATGACAGTCATCCAGAAGAGGAGGACACG
CCTCCTCTTCTGGGGCACAGAGGCCGCAGGATGTTGACAGAGTATCAGTCCAGCTTTCGT
TCTCCTCTTCACAGAAAACCAGAGGGAAACACCAACGGCGCCGCCCTGCAGGTGACAGAG
CTGAGGCAGAGGGCCCTGATGTACCGCCGGCGGGCCTGGGGGGCCAACTTCTCCAGGGAT
CACCTGGGTCAGCTGCTATCCCACCAAAATGCTCTGTGGGAGCCGAGCAGCACCACCGAC
TCCATGGCAGACGCCTCCCCCCTCGCCGCGGGCCCGTCTCCGGACCCGGGCAGCCACAGC
GGGTCCTGCGTGGACGCCCTGGACCTGGCCAGCGTCTCCAGTCTGAGCCGCTCTGCCGCC
TCAGAGCTGAAGACAAGGACACAAAGACGCACACACGCAGAGACACACACAACCGCGGAG
GAAGAGCAGCGACCAGACGGACTGAAAGCCAAGCCAGTTCAGAGGAGTCGGTCCGACCTC
GGCTCACCTGCTGCAGGGGGCACCGTCCTGGTCGGACAGCAAGGAAACGCCGACGTCTCC
AGTCCCAAAAAAGTTCAGAGAAGCAGCTCGCTTGTCTCCATGACAACAGAGGCAGGGATT
CCCTGTGGCATGCCAGTCAAACGCAAAGAGGCGTGGCCAGAGAAGGTTTCCACCCATCAG
CACGAACCCTTCTTCAGTCCTTTCCCCTAAACCAAATTCACAAGCATCTTCATCG
>BJ730374 ID   BJ730374   standard; mRNA; EST; 843 BP.
GTGCTGCATGGTTATATTCATCCAGGTGGTTTCCTCAATCCCTCTGCATTTGGATGGAAA
GTCCGCTCCTGGCCAGGCGCCTACAGGCAGCGTGTGCTATGAGAGGAACGGGGAAGTTTT
TTATCTCACTTATACTCCCGACGACGTGGAAGGTAGCATCCAGCTGGAGACGGGGGACAA
AGTCAGCTTCTACATGGACACCAATAAGCATACTGGTGCCGTCAGCGCGCGCAACATTCA
GCTGGTGAAGAAAAAGCAGACCAGGTGTCAGGGGGTGGTGTGTGCGACCAAGGAGGCTTT
CGGGTTCATCGAGAGAGCAGATGTGGTGAAGGAGATATTTTTCCACTACAGCGAGTTCAG
GGGCGACCTGGAGGCTCTTCAGGCCGGAGATGATGTAGAGTTTACTATAAAAGAGAGAAA
TAGTAAGGAAGTGGCTACAGATGTCAGGCTGTTACCTCAGGGAACGGTCATCTTTGAGGA
CATCAGCATCGAGCAGTTTGAAGGAACCGTTGTCAAAGTGATTCCCAAGGTTCCCAGTAA
AAATCAGAACGACCCTCTTCCTGGACGCATAACTGCAAGAGTGGGTTTGGCCGACAAGGA
ATTGCCATTTGGAGAAAAGGACACCAAGTCCAAAGTGACTCTTTTGGAAGGAGACCACAT
TCAGTTCAACATCTCCACTGATCGTAGGGACAAGTTGGAGAGAGCCACCAACATCGATAT
CTTCCCAGACACTTTCGACTTCACTAAAGAGTCTCGTGAAATGGGGGTGATTGCTGCCAT
TCGCGATGGCTTCGGCTTCATCAAGTGTGTGGATCGGGATGCCAGAATGTTCTTTCACTT
CAG
>BJ730383 ID   BJ730383   standard; mRNA; EST; 854 BP.
CAGGCTTAGCAAAATCTGTCACTCAAATGTTTCAGTTTCTAACTTAAATAACTTACAACA
AAGTAGAAATATGGTTTCAAAAACATGTCAAAAGGGTATCAGAGCAAGAATGGTTATTCT
GACAAATAAAATGAATGTGTAACAGCTTTTTATTTCTAAATGGAAGTATGAGATTTTTGC
TTCTTTGAACCAGCGGGTCCTTCCTATTTGAAACGCGAGGGGGAAGGGATCACTCAGCCA
GTTCTCATTGTACAGTCAATGATCTAATATAAATATCCATCTATGATTTTTACCCATTTC
AAAAACTTTTCATGCCTCCAGTTTGTTGTCAGCATTCACAGCTCGGTGAAGAGCAACCCT
TCACTTAACAGGAGACACAAGAAAGTAAGATAGCCTATGAGTGTAATCATTGGATAAATA
ACCCAAATGTGGGGTGATCAGCAACTGATACTAGGAGGGGTGAAAACAGGAACCCAAAAA
AACAGTTCTGGTGATAAAGACTAAACTTCGCTGCAGAACTTGGATTACCACTAAGAAATA
ACAGCAAAACACTGACACTGGCAGGCTTGAAGGTCATGACAAGCCAGACTGCACCAACAT
TCCTACTACTGCTCTCCACTGTGTGCAGTTCTCCTTTGACAATTCCCCACAAAGTTAAGC
CCAACCTCTTCTCTCTCCAGGCACATTTTGACCTTTTATAAATCCATCCATCTGTTTTTA
ATTTCCAAAACTGATCTCTTTTCTTGTATTGTGGAAATAACATCTAAATCCCCTAAATGG
TTTACATGCAGCCTTGCATCAACCTACTGTCTGTACGATGTTATTTTGACGAGTCATTGT
TAGAATTACTACAA
>BJ730390 ID   BJ730390   standard; mRNA; EST; 869 BP.
GATCCGCGGCGGGACGGACGTGAGGGTTTCTGAACGTTAGACGTCATCGCCGAACTCCAG
GACGAGCCACGTTCATGACAGACGCCGGCGCTCCTCGTCGCTCTCACGCCATGTGGCCCC
TCCTCAGCTGAGGCCGGCCGCCCCGGACCCGTGCGCCCCCTCTGGGCCGGAACCTCGCCA



TGGCCAAGTCGGCGCTCCTGAAGGTGATCCTCCTGGGGGACGGCGGCGTGGGCAAGTCCT
CGCTCATGAACCGCTACGTCACCAACAAGTTTGACTCGCACCTCTTCCACACCATCGGGG
TGGAGTTCCTCAACAAGGAGCTGGAGGTGGACGGGCGGCGCGTCACCCTGCAGATCTGGG
ACACGGCGGGGCAGGAGCGCTTCCGCAGCCTCCGCACGCCGTTCTACCGCGGCTCCGACT
GCTGCCTGCTCACCTTCAGCCTGGACGACGGCCAGAGCTTCAGCAACCTGGCCAACTGGA
AGAAGGAGTTCAGCTTCTACGCCGACGTCAAGGACGCCGACCACTTCCCCTTCCTGGTCC
TGGGCAACAAGCTGGACGTGCCGCAGCGCCAGGTGTCCGGCGAGGACGCGCGGCAGTGGT
GCCGGGAGAACGGCGGACTCCCCTACTTTGAGACCAGCGCCAAGGACGCCACCAATGTGG
CGTCGGCATTTGAGGAGGCCGTGCGGCGCGTTCTGGCGTCCGACGACAGAGACGATCACG
TGATTCACGCCGACACGGTGCGTTTGCAGAAGAAGACGCAGAGCGAGCCCCGCTGCTGCT
GAGCGCCGCGGAACGTGACCCGCAAAGGCGCCGCGGGACGTTTGGAGCGAGTCTGGAGTC
ACGATCAAACCAACTCTTCATCTTCAGTC
>BJ730414 ID   BJ730414   standard; mRNA; EST; 860 BP.
TTCTGAAGCTCTTGCCCAGCTTCAAGCTGCAACGATGAGGCTGTCTAGTGACAAAGAGCA
GTTGGAGATGCGTCTAAGCCAGGCTGAAAAGGAAAATGCTGACTCTGTTGAGCTTTGGCG
TTCCAAGTTGGATTCTGCCATTGCTTGTCATCAACAAGCCATGGAGGAACTGAAAGTGTC
TTTGAGTAAAGGGTCAGATGCCCAGACNGAAGAGCTTGTGGAAACCAAAAGTGCATTAGA
AAAGCTCAAGATGCAGTACATGTCCGCTCTTGAAGAGGCAGCTGCCAAACATCAAGCTGC
TACCTCAGCCTGGACTCAGGAGATGGAGGAGCTGAAGACGCAGCTTTTTTCATTAACCGA
AGACAAGGAGCGGCTGGAGGAGACGCTGCGATCCAGTATCGAAAAAGTAGAAGAGCAGCA
TCTTGTGGAGATGGAAGATGTTCTTGGAAAGCTTCATGCTGCTGAAATTANGGTCAAAGA
ACTTGAGGAGAAAGATGCAAGGCTGGCACAAGACACTCAAGACAAGGACAGAGAAACCAA
AGAGCAAATGGCAGAAATGAAGGCTTTGCAGAGTCAACTGCAGAAAGCAAATCAGGAGCT
TGAAGGTCTGAAGAGCAAGTTAGAAGATGTGCAGAATCATGGAAACAACCAGGTTATCAA
GGTTGGTGAAATGAGCTCTCAGCTGGAGGAAAAACAGCAGGAAGTCCTCACTTTACAGCA
GAGTCTTCTCACAGCAAATCAGAAGAATGAAACCCTGGAACAAGAGTTTGAAGCCCTGAA
GCAGAAATTGACAGACAGCACAGATGAGATGACTAAATCTGCACAAATTCTACACGAAAA
ACTTGAAATTCTTCATCAGA
>BJ730442 ID   BJ730442   standard; mRNA; EST; 783 BP.
TACCTAANATCTTGAAAAGCGCACCCAGCATTTTGCTCAACATGAGAGCTGCATCCTACT
CTCAAAAGAGCCTGCAAGTCAGCAGCTCTGCCAGCAGAATGAGAGTTCAGAGCCCATCCC
CGTCCCGGTGCCGTGGATCCTCGTTTGACAGCCGGGGACGCTCCGGATTTCGTGGAACAG
CCATTGAGTTGGGCACAGAGATACACCAGCAACATGCCAATGAGAAAGAGGAGATGCAGG
AGCTCAATGTCAAGTTTGCTGGATACATCACAAAGGTCCAGGCACTGGAGCAGAGGAATG
CCTCCCTCCAGGCGGAGCTGGCGACACTGCAGGGTCGTTACAAGGGAAGCCCCACTGGCA
TTGGAGAAGAATATGAACTTAAATTCAAGGAATTGCGAGAGCTCATCGAGACCCTGACCA
ACGAGAAGGGAGCAGCTGATATTGAACGGGGCTACCTCGAAGAAGAGGTTGAAATCTGGA
GACTAAAACTGGAGGAGGAACTGGCACTGAAAGAGGAAGCAGAAATGATTTTGAGGGAGT
TTCGGCAGGATGTTGACAACGCTACACTACAGAAGGCCGAGCTTGAAAAGCGTATAGAGC
AGCTGGTGGCTGAGATCGAGTTTCTTAAGAAGCTACATGATGAAGAGGTGGCTGATCTCA
TGAAGCAGATCGAGGAAGCAAAGATCACTTCAGAGATGGATGGTGATCGTCCTGATTTGG
CGGCTTACCTGCGAAACATGCGCGCAGAGATAGAGGCTGTGGCTGCTCGCAATGTCCAAG
AAG
>BJ730453 ID   BJ730453   standard; mRNA; EST; 867 BP.
ATCTCTTCATGCAGTGATGAGGATTTTGACTGCAGTCAGGAAGCTCAAAGTCAGATCTCT
GCATCTGTTCCAAAGAGGAAAAGGGGCCGGCCCCGTCTAACGAAGCCCGTGGTCCAAACC
AAACGCAAGCGCTCGGGGCCAAGTCAGACATTCAACTGTTTTGTTTGTGGACAAACTCTG
CAGGGCAAAGGTTTCCTGTTAAAACACGTCCTAAGTGTCTGCGCCGGCCCCCAGGACAAT
CGCTGCGGTTACTGCGGTGAGTTTTTAAACTCAGCCGACGGCTTAACGGCTCACCTGCGG
TTTCACCAGAAGACCAGCAAGACCTGCTCCTTCTGCGGGAAAACCTTCACCTCCATCCTG
GCGCAGGAGCTGCACGTTCGCCTGCACACTGGAGAAAAGCCCTACAGCTGCCACGTCTGT
GGTAAAAAGTTCACCCAGAAGGGCAACCTCACGTCTCACCTCCACGTGCACGCCTCGGAG
AAACCTTTCAAATGTAAGGCGTGCCCCCGCGCCTTCTGCCACCTGACATCGCTGGAGCGC
CATGTGAGGGAGCACAGCCAAAATGTGCTGCACACCTGCACCGTCTGCAGCCAGGAGTTC
GGAAAGCTGTCCGCCCTGCGGAAGCACACGGCGGCTCATGAGACAGACGGGACCCAGAAA
TCCAAGAGGTGTCGCAGCTCCGCACCGTCTTACTGCTGCAAAGTCTGCAACGATTCTTTC
GACAGAAAGACCCTCTTGGAGAAGCATGCAGAGACGCACCTGCAGGATCCAGACTGCTGC
TGTGCGATTTGCGGTTACCAGTACGAGTCCACCGACAGTCTCATTTCTCACTTGCGCTCT
CATCGCGACGCCCGCAGCACCTGCGAC
>BJ730456 ID   BJ730456   standard; mRNA; EST; 821 BP.
AGATGTAAGAAAATTCAGACGGTTGAGAGGAAACATGGACGTTTTTCTGCCTGCAATCCT
TCTCGTTGCTGCAACGACGTGGACGTCACGAGTGGATGGCCAGGTGACCTTCATGGCAGA
GCTCACATCCAGACCTGCTCAAAAGCTGTCCAAGTATGGTTGGTATGGCAACGTGAGACT
ACAGAGGTTCCATATCCCAGAGGAGACGGCCATCGCACGCTGGACGTTCACAGTGACGAG



AGGAAACAGCTTCTACTGTGGCCAGCACAACATCACTGTGTACATTCGATGGGGCGCCCC
TCCAGTTATAAACCCGACTGACTGTGTGTTTCCAAACGTGACGCTTTGGAACCCCAGTTT
GTCTCTGATTCTGCCGGTAATCTCGCAGAACTCCACAATGTTTAACCTGTCAGACCCTGC
TCCTGGGGAGTGGTTCGTCGCTGCTCACCTGCCGGAGGATGACGGACGCATAGAGCAGAA
GGGTTTCCCGTCCTGCACGTACTTCTTCCAGCCTCAGCTGTCTGTCAGGAGAGCGGTGGA
CACGCCCGTTTTACCGCAGGATGCATTCCTCACGCAGACTGCATCCTTTGAGCAACCTGC
ACGCCTTAAATTGTTCGTTCCAGAGTTTGCCTTGTCGCTCTCGGTTACCGTGCGCGACTG
CTCGTCAGGGGAGGCAGCGGAGAGCGGAAACTGCTGGCTGCTCCTCAGGCTCGGCTCTGC
ATCCCTGCTGCAGCGCCCGGTAACCGTGAACTGCTCGGGGATGAGCTGCTCTGCATCTCT
GGTTAACCCACCGTGGGACACCTGGCTGCGAGTCGTGGTGG
>BJ730460 ID   BJ730460   standard; mRNA; EST; 826 BP.
AATTATTCTTTATTATGACTTTTGATCTCACAGGATGCCCTTCTTATGTTTTGTATCATT
GAACTTTTAATATTTTTGCAATAAAATACTAAAAATGCTTTTGAGTCAGTTTGTGAATAA
ATCAATAGAAGTTTAGCACAAACAGGATACTTGTATGAACGTCACAAAAACACTTAAAGG
CCATGTCACACAGTCACTTTGTACATTTTGTGCATTTTCCACGTATGGAATTCCAGTCTT
TCATGATGTATGTAATTCATAAGTGTTTCTTGTGTTCGTCATTCTTCTGTGTGCAGATGT
CTGTTGTGGATCTCGGTCGATGGGTTTTTCCATGAATTCGGTTTTGAGCTGTTCAAAATT
TTGGGTCGGTTGAGAATTGACTCGTGTTTTATGTAGTTTATATGCAATTATTATGTAAAT
CTTACCCAATTGTGCTTGATTTTTGTGAGATTCATACGCAAAATGTTTGGCTTTCTACGA
CCGTTCCACGTATGTCCACTGGACATTTCACGCATGTACCACCGATGTATAACTTTCATA
GGAAGTTTACATCGCAGATGTCACCTTAAAATTACGTAATTCAGAATCACTAATGAATAA
ACAGTGCAATATTCACGCACAATTCATGTTCTTCATTGATTTATGTGTTCTTTGCGTGGT
TTATTCACACTTCTTCTTTGGTTTTAACTTGGTGCACTCGTGATACATCTGTAAAAATTT
CACGTAAACACCGTAACTTTTCAACGTATATTCACGTATGACCAATTTTCATCTGTGTAG
CATGCGCAAAATGTTCATAGTGGCTGTGTGATACGACCTATACTAA
>BJ730482 ID   BJ730482   standard; mRNA; EST; 839 BP.
TGAGAGCTGAAGCACAGAGAATCCGCCAGTATAACGAGCACCGGCACTCCTATCCCGGCT
CCCAGCAGCACTTCCAGGAGCTCCAGCATCACCCCCAGATCCTGCAGGAACTCCACCACC
AGTCAGGAGCCCGCAAGCCGTCCATGCTGGACCCCCTCACCCTCAGCAGGCAGGCTAAGC
AGCGTGAGTTGGCCTACTCCCAGCTCTCACCACATTACCCACTCTCTCCCGAGTACCACA
ACCTCAGCTACTGCTCCAGCACTGAGGAAGACGAGGAGGAGGAAGGGCTCCTCTGTACCC
CGACCCTGGGACTCTGGGAGAGGTTCAAATCTCACCGGAAGAGGCACCGACNATCCTCCA
TGGAGGACGAAGGATATGTGGCAGCCGGACACGCGCTGAGGCGAAAGGTTCAGTTTGCCA
AGGATGAAGACCTTCATGACATACTGGACTACTGGAAGGGCGTGTCTGCCCAGCAGAAGG
CCTGATGCCACACAGGGAGAAGACAAACAACACGGAAGGAAACACACAATCACACCACAC
TGATCAATCCTCACACACACGGACCTTTTTGCCGCAAAGACATGTAAATACTGACACACA
AACACACTTTACAGAAAGCCTTTTCCTCCCAGAATGTGGATGAGGACCAAACTTAGATTA
TCTTGAACAACACTTATAGTTCCTTTTTGTAATATAATATGAAATATAGCTCAGACCTAT
GTAGCTATTTGTACTAAGTTTTAAACGAAAACCAGACAAATTTAGGAGAAAACTGTAAAC
GTTGTCAGGGAAACTCGTCCTGAAGCTCGGTGATGTTTTCTATCTACCCTGAGCTCTTC
>BJ730483 ID   BJ730483   standard; mRNA; EST; 877 BP.
CTTCGCTGTATACGTGGCGCTTTATTTTGTTTCCTTGGTGTTTTTTAGATGTAACGTGGG
AGCGTCGGGGAGTGTTTTTAATCATCTGCAGCCGTATGATTTTCTGTATTACAGCGGGGT
GCGTGCGTACTACGGAGAGGAGTGGGGAAAAGCTGCAGAGCTGCTGGAGAAATCCATCGC
TACCAAAGAATCACTGCTGAGAGTCCGCAGGCTGTGTCACGATGAATGTGTGGCAGCTGG
CGCGGACGCTTCAGGGAAGCTGGACTCAGAGGAGGGAAATATGTGGGATCTCTGGGTCTT
GGATTGGATTCAGAAGAAAGCTGAGTGTTTGAGGTTCTGCATGGGACGGTTTGTCAGTCC
CACAGGACTGCTCCCTGTCTCTACTGACATAGACTATGAGTTTGACACTCGCAATCCCTA
CAACTTTCTACAAGTCACATACTACAAGCTGGAGAAGGTGCAGAAAGCAGCATCAGCAGC
TCACACCTACTTTGTGGCCAACCCCAGTCACCTGGAGATGAGGAACAACATTGAGAAGTA
CAGGCGGATGGAGGGGGTGACTGAGGGTGATTTCCAGGATAGAGAGATCGAGAAAGAGAA
ACACTGGGTACTTTATGATGCTGCACTTCAGCACGAAGCCTCCTCTGAGTGGCTGCAGGC
TGCAGAAAAATGGAGAGCTTGCTTGAATGAAACCCTGCAACAGACAGAGGAGTGCAGGGT
GCAGTGTGACGTTGCCCCTCAGCCTCTGCCTGAAGACAGAGGAGTTGACAGTGTGGATGG
AGTCTTTGAAAAAGCTGCAGCCCTCTCACTCTCCTTGCTCTCCTGCCGGCAGTCCTGTGT
TACTCAAGTAGCCACAAAACCTGGAAGGATTTCTGCT
>BJ730487 ID   BJ730487   standard; mRNA; EST; 489 BP.
ATTGTCTTCTGACGTCGTTAGCGTTGACTCATGGCCCGGTAATTGGATAAGTTTCCCCTG
TTTTTTTTTCATCCTCGATCCGTTTCCTTATCCTGTGAAGACATTCCGACATTCCCAACA
AACATTTTTGCACTCATTATTGACATTGAATGTTCTTAGTTGTGTTTTTGTGAATTTTAT
CATGTGTCAGGTATATTTGCTAAATGTACAATATATAGAAAGATTTCCATTTGATTAATT
ATTATTTTTTGTGTGTGGTTGTTGTATTTATGTGGTGTTTTTTAGCTGAAAGATTACCAC
CAGAGCCTCAGGTGAAACTCCACACACTGCTGTGAGTGTGTGTTTATGTGAGGGTTGGAC
TGAGCTTCTCACAGTGCCAGCGTGTAAACGTCTGTCCTCTACTGTAGGATTATTCCCTAC



ATCTCAAAACTTCTTTTTTCATATGATGACAGAGAAAACACGCCCCCCCCCCCCCCCCCN
AAAAAAAAA
>BJ730490 ID   BJ730490   standard; mRNA; EST; 101 BP.
GTTGGGNAAAAAACNCGGGGNAATNCCAAAAAANAANTTTACAAAAACTTTGGGGAAAAA
AAANCCCCCANCCCCANTTNAANCAGGGGGGGAAANAAAGG
>BJ730494 ID   BJ730494   standard; mRNA; EST; 110 BP.
TCGACAAAACNAAGCTGCANCTGCAGAACTCTCCGTGNTCTGGACAGATGTGTTCACCNT
NGAGGGCAGAACTCTNTCATCACACATAAACGTCAGCTNANACTAAATTG
>BJ730526 ID   BJ730526   standard; mRNA; EST; 861 BP.
AATTGACTCTGTTGTTAAACGTAAACCAGGACCCAAACCAGGTTCAAAGCTCAGATCAAA
GCCTGTTTCAAAATCTGTTACAAAAACAGTCCCAAAACCTGGACCTAAACTGACTCCTAA
GCCTGGACTCAAGCTTGAGGATGCTTTGACACCAATAGATATTCCCTCTATTAAAGGTGT
AGTAGGTCGGCCCAAAGGCTCCATAACTAAAGCAAAAGTAGTGCAACAGGAAGTCACAGT
TGAAGCTGTTGCAGGGCAACAAAGTAGAGGTAGAAAAAGCCTTAAAACCTCAATACCCCA
ACTGAACCAGGATACTAAACCAGCGCAAGCAGACAGCCAAGTACAACCTGAGGCAAAGGC
AGTAGAAAATGAGAGTAAGAACATGGTCTTGAGATCCAGAAAACCCCCAAAAGACAAACT
GGAAAATGACAAAAAGAAAGTCACACAAGGAGACACCCATACATTATTAAAAATTAAAGT
CAGGGATGTTTCTCCAGTAATAGAAGACAATATTGATGTAGAACTAACTCCAACTACTGG
TTCTGACATGGTTAAAACACCAGATGCTTCTGACACACCTGCACCACCTTCACCATCAGA
TTTCCTCCTGCAATCTCAGAAAAAGACCTCCCCACCACTAAATGTAAATCAGCGTAAATC
TACCCCAGAGACACCCATCAAGAAAAAGAGGGGTCCAAAGCCCAAACCAAAAATTGCACC
ACCTCAAACAGAAACACAGGAAGAGGTTGACCCAACACTCACAGAAAAAAATGTGCAAGG
TCCCAGAAGAAAGCGCGGCCCACCCAAGAAGACCTCCACAGTCACCCTCATAACCCAAAG
ACATTAGTGTCACTGACGTCG
>BJ730528 ID   BJ730528   standard; mRNA; EST; 865 BP.
ATAATATCACATCTGCTTTTGGGGTGTTTTTGCTAACAGGGTCATTCTCTAACTTTTAAC
ACAACTTGTAATGGAAGTGGGGAAATTCTCACCTCTGCATTTTGCTGCATTAACCTTCTA
CACTGTATATCTATCTATCTATCTATCCAGACCATCTGTGCTACTCAGCTTTTGCCCATC
TCTTCTCAACCACAGGTGTAAATATGCATATTTAGAAAACGTAGATGCTGTAACTGTGGC
ATGTGGTGACATAAAGGTACGTGTTTCATTACTTAAAGAAAAAGTCTAGCTGCAGTGGAG
GTGGCTGGGGACGATACTGTGACTTAAAAAAATGAAATAAAATAAAAAAGTGGCAAGCGG
GGTCGTCCTGCTTGGTCGGATACTCTGCCGTCGCAGAGCGAGTGAGCAGGAGAGCAGACG
AGCGCATGTGTCCGAGAATCCAGAAAGAGACTATTCATAGGAAATGATCCATCATGTATA
AGAAAAAAGAAATTGCACTTTCCTCATAGACAGTGTTATAATTGTGTTCATTTTCAGGTA
GTTTATTCAATGTTCTTGTCTAGTTATTTACTGTTTGACTCTTATTTTATTTATCAATCC
AGAGGACCAGTGCAATGCATTTTTGGATGCAGTTTAAATGTTCATGATTGTCATTAAGTC
ATATAGTACAAATCCACGACTTGGAACTTAGAAGAGAGTTTTTATTTTATTTTCGTTGGC
ATAATGTTTTCTAGTCAAAATTAATGGAGTTTCTCTCTGGAATGGCCTTAGAAAGCTCAG
TGTACACATTTTGGCAACTCAAACCCACTGCTTTTAGCTATTTTGAATAAATAAAAGTCC
ACTTTACTGTTTGTAAAGTTGCGCA
>BJ730557 ID   BJ730557   standard; mRNA; EST; 858 BP.
AGATTCGGGGGTGTATCTTCGTTCTCTCTTCCCTTCCAACATCGCAGCAGGTCTGTTTGG
TCCTGGAAAGAAGCTGCTGTGACCTCTTAAGGTTTGTCCACCTAAGATAGCAGAGCAGTT
CCTTAACATGCATCCAGGCTCTTATCAGGAATGGTTTTTTCCTCCTAATTTCATTTAAAA
AGCAGAGGAATGTAGTGCAAAGATGGCACAGACTTGCTCGTTGTTTTATTTATTTAACAT
CTACAGATTTACTTTGCTCTCTGCTGTTTTGGCGCGCGGTGGCTGACGACTCTGAACAAT
TGAAAGCTCAAAATTGAGACCAAAATTTGCTCCAAAAGTCGAACGTTGGAGCTTGGGAGT
AAGTGAATTCCTTTGGATCCAGCTTGGACGTGTTGTCAAAGTGATGGGAGCTGACAGAGG
GGGTGTGTGCAGGTCAACAGCATCTCTGCGCTCCTCATCCTCGTCTTTATCACAGTGCCT
TGAGTTGAGGATGCTTCAATTCCATCCAATTCTTCTAAATTCCTCAATCTGGAAAGTATT
GCTGCACAAAATGTTTCCAAAATTCTCCTTTGATGGGAGGATAGAACTCATCGGGAGGAT
AAACACCTTCGGTTGTGTTGACATAGCAAAGCCACCACAGTCAGCAGCTCATTTCATGTC
CTAACAGGAGCTCCCGTGTTGAGCTGCTGCCAAGGGAAGCCTGTAAAACAGAGCGAGCAA
TGCCAACCAAAGCCCATCTGATGCTCCACATGAAATCCTCGTATTAATCCTCCAACTTGA
GTTTGAGTGCCATGACAGGAATGCCCGTTTCTCTAGCGATGTATTCAAGAATGTACATGC
AGAAACACTGACTGACAT
>BJ730563 ID   BJ730563   standard; mRNA; EST; 883 BP.
GGGGGGCGACCCCATTTTGAGGAACAACTACATTTGTTATGGCTTCTCGGACGGTGTGGT
TGTAGGAGAGCGAGGGCGTGGACTCATAGAGGGAAATCATGTCTACTGTGCGTCATTTCG
TTATCAATAAACCAAAATGTAGCATAAAGAGTGTGTCTTTATGTAACTTCCTATTAACAA
TGTATTTTTGTGTGTATTTGCGTTGGTTTTTAAGGTAACAAAGGTTGCGGTGTTTGGGTG
ATGTCATCCAGCCTCCCACAGCTTTTGGGAAACTACATCATCCATAACTGCATGTATGGG
CTGGCAGTGTTCTGTAGGAAGGACTCTGAGAACATGGAGTCCAGGGAGGGGAACTGGCCT
GGACGGGAAGGAATTGGTGAGGCTGGAAATGGAGAAAGGCGAGGAGTAGAGGCGGAAGGC



AGAGAAGCACACGAGAACTTTAACGAAGAGGGTGAACTCTTTGCTTGGGAGAGCGACTTG
GACAGCGAGGATGGCGGGCACTCTGCTCGGCGCTCCATCAGCGTGGCTCTAGTTGAGAGC
AACTGCCTGAGCTACAACGGAGCCGTCGGCCTGTATGTGAAGAGCAGCGAGGCCATGAAT
GTTTTTGCAAACCTCGTGAACAGCAACCGCGGCCCCGGAATCGCTGTGCTGCAGAGCAGT
CAGCTGACACGACTCGTTACAAACTGCATCCTTGAAAATGATCGAGGTGGAGTCACAGTG
GAAAAGGACTGCAGGGTGGAGCTCCGCGGTAATGGCATCTACGAAAACAGGGGCCATGGC
GTCAGGTTCAGCGGCATTGGACAGATCGTGGAGAATGATGTAGTTGGTAACCATGGCAAC
GGGATCCAAGTCTCCGCAAGTGCTGACATAAAGGTCATGCGTA
>BJ730567 ID   BJ730567   standard; mRNA; EST; 796 BP.
TCTTCGTGTCAGACATTGTGAGCGGAGGCCTGGTCGACGCCGACGGCCGCCTGCTGCAGG
GCGACCAAATCCTGTCGGTAAACGGCGAAGATGTCCGGTCGGCCACTCAGGAGGCGGTAG
CTGCCCTTCTCAAGTGCTGCATCGGACCCATCAAGCTGGAGGTGGGGAGGTTTAAAGCGG
GCCCGTTCCACTCTGAAAGACGGCTGTCCCAGAGCAGTCAGGTACCGTGCTGAGAATCTC
CCAGGTACAAAATAACAGTTTTGGTTTGTTAAGGCGTCGAAATCCTCACACTTTTGCAGA
TAAGTGAATCCGGCAGCTCCAAAGTGGCTCGTCCGTCGAGTTCCGACTCCGGAAACCTTC
TCTGTGACTCTGAAAAGCAAAGCCCAGCTCAGGATGGTGAGTACCAAGAAACGGATCGTC
ACCATGATCCTCATCTGTGTCGGTGCGGTAAAGAATCCTTTGGAAACCTTTTCAGCTGCA
GAGCATCAGGACGTCAGAACAGTGGAGCTGACCAAAGGTCCCAGCGACTCTCTGGGCATC
AGCATCGCGGGCGGCGTGGGCAGCCCTCTGGGCGACATCCCCATCTTCATCGCCATGATG
AACCCCGTCGGGCTGGCGGCTCAGACCCAGCTGAAGGTGGGAGACAGAATCGTCAGCATT
TGTGGCACCTCGGCCGAAGGCATGAGCCACTCGCAGGCTGTCACGCTGCTCAAGAACACC
CCAGGCACAATACAGCTGCAGGTCTCAGCGAGCACACACACACACACACACACACACACA
CACACACACACACAGA
>BJ730575 ID   BJ730575   standard; mRNA; EST; 118 BP.
TAAACACGGACAGCAGGCTGCTGCAGAGCATTTATTCTCTTTGCTTTGGCCACCAACAAG
TCTTTTTTTCTTTTTCTTTTTGTCTACTTGTTTTTAATCCCCCCCCCCCCCCCCNNCC
>BJ730590 ID   BJ730590   standard; mRNA; EST; 866 BP.
ATCAGACCAGGAGACGGAAAGACTTTTCCGCAGAAAGGACGCACGGTTTTCGTGCACTAT
GTTGGTAAGATTCCTTTATTTTTACTTCATCCTTGTATCTGTCAAGTGAACCGCAGTTAG
CTTCGATCTGCGCCCGAAAAAAGGCTCAGAAATGTTCGTTTTGTGGTCGAGGAAAGCCGT
TAAAGTGATGAATGAGGGCGGTGATCATGGCGAAGTTAGCGCTCCGGCTAGCAGCATTAG
CTTAGCGCGTTCGTACAGACACGGGGGCGGAAAACCCGACTAATGTGGGAACAAATGGGA
ACAAACGCTGCCAGGAAACCTCTAACTTGACCATCAACGAGAAGGTTTACAGTAAGGGGC
GGGAACCAGCCCACGTCCCCGTATTTATTCACCAGCTTTGTTTTGCACTAAGCTAACCGA
TGCTAACAGCGGCTAGCGCGATTCGTTACCCCGAGAAAGTCTGGCCCCTTCGCGTGAACG
CGCACTCGTGCATTATTTGCGAGTTCTTGCTGCCGCGTTCCACCCGAACCAAAGGGCAGA
AGAATGAAGGTCTGCTTAAGGAGATTTTTAACTATTTTTCTGTGGTTTTTGTGAATTTAT
ATATGTTTTAATGGAAATGATCAATAACCATGTGCATTCATAAAAATGTGTTTGTTCTTG
CAGAACCCAAACTTTAGCAGCAAACATCTTTACAAACTCCTCAGATTTTGGTTCTTTCTC
CTCCCTTCATCATTTATGGCCTGTTAGACTTTGGTTGGTGGGGGGGTCTCCAAGGCTAAA
CCAAAGGTGTTCTGATCCTGAACAGGTACGCTGATGAACGGGAAGAAGTTCGACTCCTCC
AGGGATCGAGGAGAGCCGTTCCAGTT
>BJ730596 ID   BJ730596   standard; mRNA; EST; 875 BP.
CCCTTTGAAAATAGATCAAAAGATGATCAGAGTGGATCTTTAAAAGTTGTGCGGTTACAG
AAAAGGGTTGGGTGTCATCTGCATAGAGTTGAACTTTCTTGTGATATCAGTATTTCTTAG
AATGGAGGCTAAAATCATTGGAGAACTCAGGAGGTCAGTCAGGTTAAACTTTGTTGGGAA
CACGGACAGATTTGCTCCTGAAACCAGGATATTGCTGTTTTCACACGGGGAACAAGGTCG
TCCAGAAGGAAGCTGAGAAACTGAGTCAGTGGTGTGGGTGTGGTTTGGAGTCTGTCGGGT
GTTGAATTCTGGGTAAGGGCTGCCTTGTGATCAACTTAACTATTCCATCACCTATGCACA
GACTTTTCACATATTCTCACAAGGATTCATTTCTTGCTGCTCCAAGTAACCGATAATTTC
CAAACTACAGTAAGTCGTAATTTGACGCTGAATCGGGTCGCAGCAGCTGCACGTTTTCTT
TTGGATACAGTCTCTGATGATTAAAGTCAACTAGAATGGGGTTCTGTTAATATGACTGGT
GGAATTTACTTTTTTCTTTTTATCATCATGTGAGAGATCAGACCAGACTTTGTGCTTTTA
GGTAGACCATCCAATGCCAGAATGTTTTAAAGATGATAAAGAAAAATCCCACGTTGAGGA
CTGATGTTCGAGTGTCTGCTGTTCTTTTTTGTTTTTTTGTGTTATTGTGATGCTTGTAAT
TTAGCTTTTTCTTTGTTTGACCAGGAGAGGTAAAAAAATTAAGAGACAAACGCGAATTTG
GGCAGCTTTAGGAGACACATTGCTGGTTTGAATCAATGTTGACGAAAAGAAAAATGTAGA
ATAACACCAGACCGACTCTGAAAGCTAACGCTGAT
>BJ730601 ID   BJ730601   standard; mRNA; EST; 809 BP.
CTGTCCGCCTGTGCTGCTGGCCGTGGTGCTGAAACTGTGACGTACAGGACTGTCGTTCAT
CACGCATCCTCTCATCTCTACTGCCATTTTTTGTGCTACTTTTTAACTTGCTAAGCAAGG
GGGGGTCTCCGCGTTAGCAGGAGGTGCAGACAAAGGAGAGAGAGGCAGTGGTATTGACGG
ACTGCTCCTTACCCGGAGATTTGGGGTCTTCTTTACAGACAAGAGGCTGCTACCTGAAAG
GCGATACCATGTCTGACTTTGACAGCAATCCGTTTGCAGACCCGGATTTCAGCAATCCCT



TTCAGGATCCCTCTGTGACCCAAGTGACCCGATCTGCCCCTCCTGGGGGTCTGGAGGAGT
ACAACCCCTTCACAGACGCCAGAACGGCAGCACCTGGAAGCGGCCCCAAATCTGCTCCAG
CACCTTCCCAGAACACACAGCCTGCCATAATGAAGCCCACGGAAGAGCCGCCAGCTTACA
CACAGCAACAAACTCAGGACCAGGCGCGTGCTCAAGCCGAGCTCCTGAGGAGGCAGGAGG
AGTTGGAGAAGAAAGCCGCGGAGCTGGACCGTCGGGAGAGAGAGCTGCAGACACACGGAG
CAGCAGGCCGCAAAAACAACTGGCCTCCACTTCCAGAGAAGTTTCCCGTTGGGCCATGCT
TCTATCATGATATAGCTGTGGACATTCCCGTAGAATTCCAGAAGACCGTAAAGATTATGT
ACAACCTTTGGATGTTCCATGCAGGCACACTTTTTGTGAACATGTTTGGCTGCCTGGCGT
GGTTTATTGTAGATGCGTCCCGTGGCGTA
>BJ730620 ID   BJ730620   standard; mRNA; EST; 843 BP.
CAGAACTTTGGGCCAAAGTCTTGGATGAGGACAACCCTTTCAGAAGACCGCTCATTGACC
AGGTGGTACAGACAGCTCTCTCAGAAACTCAGGATCCAGAGGAGGTGTCGGTGACTGTCA
AAGCCTTCATGACTGCAGACCTGCCCAACGAGCTGATTGAACTCCTGGAGAAGATCGTGC
TCGATAACTCTGTCTTCAGTGAACACAGAAACCTCCAGAACCTGCTGATTTTGACAGCCA
TCAAGGCCGACCGCACTCGGGTGATGGAGTACGTTAACCGGCTCGACAACTACGACGCTC
CTGATATCGCAAACATCGCCATCAGCAATGAGCTCTTCGAAGAGGCGTTTGCTATTTTCA
AGAAGTTTGACGTCAACACCTCTGCAATTCAGGTTCTGATCGAGCACATCGGCAACTTGG
ACCGGGCCTATGAGTTTGCAGAGCGCTGTAATGAGCCTGCAGTTTGGAGCCAGTTGGGGC
GAGCACAGCTGCACAGAGACTTGGTCAAGGAGGCCATTGACTCCTACATTAAAGCTGTGG
ACCCTTCAGCATACATGGAGGTGGTAAATGCAGCCAGCAAGAACAATAACTGGGAAGATT
TGGTCAAGTTTCTGCAGATGGCTCGAAAGAAAGCCAGAGAATCGTACGTGGAGACGGAGC
TGATCTTTGCTTTGGCGAAAACGAACCGTCTGGCAGAGCTGGAAGAGTTTGTCAGTGGAC
CCAACAACGCTCACATACAGCAGGTCGGCGATAGATGTTATGAGGAGGGCATGTACGAAG
CAGCCAAACTGCTGTACAACAACGTGTCCAACTTTGCCCGTCTGGCCTCTACATTAGTCC
ACC
>BJ730632 ID   BJ730632   standard; mRNA; EST; 711 BP.
AGTCACACCTGCACTGCCTTGCTCTCAGCCCTAGGTGGCAGCAAAGATCAGGGTGCTCAT
GAGCTGCGCTGAGACCCCTGACATCTGTACACAGGAATTTATTCAAGAAAACTTCTGCTT
CATCTCTTTCCTTTTTTTTAATGTTATTTTCAGGTAAAATTTAAATTCTGCCTCCTCTGA
AGAAAGTCTTTTTCCCCCCCGATCTGTTTGGTTAATAAAACCCGGTAATCCTCTGGTTCC
TGTCAGACGTCAAGGGTAACAGGACTACTCTGCTGGTTGGTGTGTTACTTCTGATTCCAG
ATCAACTCTGACTTGGAGCACTGAACCTCTAAGACCCACAGCTTGTGATGTAAAGAAGCT
GCATGAACCACCTCCTACGTGACCTTTTATATAAACACCGTCATCTTCACAGGACATGAT
CAATTCTGATTTAGAATTGTTTTCTAAAACAAATAAATCCTGATTGGTGCATTTGTAAGT
TTCTTCAAATTTGCTTTTTCCCATCAAAGGATAAAAAAAAACTTTAAATGTATAGATGTA
GACGTTAACAATCTCAGAGTTTTTTGATATATAGTTTGTTCCTTTTTTTTTGGGATTGCT
TTAAAATGTTTAGATCGTANAGCTGAATTGNGTATTTATAAAAAAAAAACAAAAACAANG
GATNGTTCTAAAACCAAAACAGTATAAANCCTAAAGCTTNGGGTTTTCTTG
>BJ730643 ID   BJ730643   standard; mRNA; EST; 636 BP.
TGGTTCCTCACCCGAGTGTTATTCATTACTGTCAAAGGAATTATTAAGACACAATTATTT
TGAACATTTAAATAATAAAGTATTGAATAATAACTGTTTTTATTTTTCAGAATGACAGTC
CTTATCATGGGGGTGTTTTTTTTCTTTCTGTACATTTCCCCACTGATTATCCCTTTAAAC
CACCAAAGGTCGCCTTTACTACAAAAATCTACCATCCAAACATAAACAGCAATGGCAGCA
TTTGCCTTGACATCCTGAGATCACAGTGGTCTCCTGCGCTTACAATATCGAAGGTTCTAC
TTTCCATTTGCTCTTTGCTATGTGATCCAAATCCAGACGATCCTCTGGTTCCTGATATTG
CACACATTTACAAATCAGACAGACAAAAGTATAACAAACTGGCCAGAGAATGGACCCAGA
GGTATGCAATGTGATGGACCTTAAGAGAAAAGAAACCTCATGACAGTACTGTTCTACTGC
TTTATATACACTGGTCATAGCTGAGGTGTTTAAGCTTGAAGCACTTTGTCTTCTAATATC
TTACTTGACTAAACTGTTTATTTCTTTTTCTTTCTTTTTTTTTTTTACCNCNGTTTNGCC
ATNGTTATNACTTCGGAAAGTTTNGTNCATNGANCG
>BJ730645 ID   BJ730645   standard; mRNA; EST; 847 BP.
ATGCCATGGCATTTTTATCTGCAACATTGCATAATAGCAATCAGCAGCCTTTAACACTCC
AGTAAAGGTTGTTGCTCTTGTCTCATGCTGACGCTGTTACATTGGTTGTGTGTTAAGAAA
ACGGGTTTAAGTGTCTGCGTGTGTGTTTTGCTTCATTTACAGAACATCTTATGAAAAAAA
GTAAGGTTTCAAAAGGTTAAGAGGCAGCAGAATTTCCATTTAAAACATTAAAATGCAGTG
ATTTCTCCACTTTCTACCTGCCTGTATGTCCGCCTGCCTGCCTCAAGGGCTGCTATCTAA
AAAGGGAACGATTCCAGATAGATAACCATGGTCAATTTGTGAATGACAGATCATAATGCC
AGTTTCAACAGATAGGAATCAATTTGTCTCAATGATCGCTCTGTAGGCTAACTGCCAGTG
TGCTCCTGATGTATATGGAAATGTTTATTGTTTAAATCATTGCTGGCGGGTCTGAAGTGA
TCAAAACTGCAGATAGGAAGATGAGTGGTGTAAACAGAGCCTTGTTTTGGCTGCTAAAGA
CTGCATCAATAGTGCATGCATGGCGATTACTTCAGGCAGCAGCATTGTAACAGCGGTGGC
CACGGGGTCAATGGTTTAACTCTGAGGACTCGCTTGAAAAGTCTGTATGGAGGAATTGTG
TGATAAGTGCTCTCTAACCCCCAGAAACTACAGCTGAAGCACCCTTCGGCGCAGCAGCTT
AAATCCCATCTGTCCCGGTGGAGCTGCATGGTGACCATCAGTGCTAAACTGCGGTTGGAC



TGAGCACTTACGTGTCTCTTTGAGTCCCCTCTTTTCTCTTTAAAAAGAGGAGAGTGGGCC
GTCGACT
>BJ730650 ID   BJ730650   standard; mRNA; EST; 340 BP.
ATGTGAACGGCATCAAATACCACGCCAAGAACGGCCACCGCACTCAGATCCGTGTGAGGA
AACCCTTCAAGTGTCGCTGCGGCAAGAGCTACAAGACGTCCCAGGGTCTGAGGCACCACA
CCATCAACTTCCACCCGCCCGTGTCCACCGAGATGTTGCGCAAAATTCAAGGCTAGGTCC
TGCGATCATCAAGTACCCCAAATGTAGCCCCGCCCTGACTGTCCCTGCACCCCAACACAC
TAAAGGATCAAGTGCATGCTTTAAGTTTGTTCTCATTTTCTGTTATTTGTCACCATTTTT
CGTTCATGTTGCGTATTTTTTTCTATCTATGTTTTATCAC
>BJ730664 ID   BJ730664   standard; mRNA; EST; 1074 BP.
CCCCTTCANAATAGTGATAAATATGAGATGCAGAAGAAAGGAAAAGTCAACCTGCTCCTT
ATTCATGATGTAGAGCCTCAAGATACTGGCTCTTACATTTGTGATACAGGGGATGAACAG
AGCAGCGTCAAACTTACAGTAACAGAGCTTCCTCCATTTTTCCAAGAGGAGCTTCAGAAT
GTGGAAGCAGAAGAAGGAGGTTCAGCCTCTTTGTACTGCGAGCTCTCCAAACTGGGTGTT
CCTATTCAGTGGAAGAAGGACAGACTGCCACTAAAAGCATGCAGGAAATATGAGATGAGG
CAGGACGGCTGCTTCCTTCAGCTTTACATCAAAGAGTTGAAGCTTGAGGACAGTGGAACC
TACTCCTGTCAAGCCGGAAGCGCAGAGACCCTTGCGTCTCTGCGGGTTAAAGAGCCTCCG
CCGTTCTTTAATAAAGAACTGAGAAATGTCGTAGCCGATGAAGGAGGGACGGCCATACTG
ACGTGTGAAATGTCCAAAGCTGGTGTCTCTGTGCAGTGGAAGAAAAACAAGATGATTCTT
AAAGCAAACAGAAAGTATGAAATGAAACAGGAGGGTTGTCTCCACCTGCTTCATATCAAT
GAGCTCAGTCCTGCAGATGGTGGAACGTACACATGTCAGGCAGGAAGGGCAGAAACAACT
GCAAATGTCACAGTGAAAGAGCTGCCTCCGTATTTCAGAAGACGCCTGCAGAACACAGAA
GCTGAGGAGGGAGGTACCGTCTCTCTGTGCTGTGAAGTGTCTAAGCATGGAGTGTCAGTG
CAGTGGAAGAAGAACAAACTGCCTCTGAGAGCCAGCAGGAAGTGTGAGATGAAGCAGGAC
GGCTGCATTGTCCAGCTCCACCTGAAGAACCTCACTCTGGAGGACAGTGGCAGCTACAGC
TGTCAGGCAGACAATGCAAAGACGTCAGCACATCTATCAGTGAAAGAGCTTACTCCATTT
TTTAANCAAGAACCTGAAGGACGTGNCTGTNCAGGAGGGAAGTACAACCTCTCTGGGCTG
NGAGGGGTCTAAAGCAGGGCTTCCNGTANAATGGAANAAAANCANACTGCCTCT
>BJ730667 ID   BJ730667   standard; mRNA; EST; 196 BP.
ATTCTGCAGCGAGCATCAGACAGAGGACGGGACGTCTTGGTTTTCCAGGTTTGTTTCTGA
AGTCAAGCTGAAAACAAATTCTTTCTTCTAGTTTCATGTTTCAACATTTCTTGTGTTTTG
AAGTGAAGCTGTGTGTTTGTTGAACTGGAATCCCTGCGTTCAGTTTTCATTTAGCAGAGG
GCGGTTAAAAAAAAAA
>BJ730669 ID   BJ730669   standard; mRNA; EST; 878 BP.
AATGGCGATTTTCCATGACCATGATCGCCAGTTTTGTGGTGTTGGGTGGCCAACTTCTCA
TGCCCTTTGTGGTGTACCTCTGTCGAGACTGGCAGGTACTTCAAGCTGTCATCGTCTGTC
CCCTGCTGCTAATGATGTCCTACATTTGGATCTTCCCTGAGTCACTGCGCTGGCTGCTTG
CCACTCAGCAGTACCACCGCTCCAAACGAATCATAGAAGACATCCTGCAGAAAAACAGAG
TGGACTTAACTCTTGATAGCGGTGACATTTTCACAGAGCTACAGCAGGATATTCAAAAGA
AACCCAAGAAGACGTGCATCGTGAAGATGGTTGGGACCAGAAACCTGTGGAAGAACATTG
TTGTTCTGTGCGTCAACTCGCTAACAGGCTATGGGATCCACCACTGCTTCGCTCGCAGCT
TGATGGATCAGGAAGTCCAAGAACCCATGCTCCTAAACTTCTATGCAGATTATTACACTA
TGGCGGGCATTGCAGTGGCGTCGTGCATTGCTCTGTGCCCGGCTGTCGGCTTGATGGGCC
GACGTGGAGGCCTTCTTATGTTCATGATAATCACCGCCCTGGCGTCGCTGCTGCAGCTGG
GGCTGCTTAACTTGTTGGGGAAGTACAGCGCACACCTGAATATTGCTGAAAGCTCGGATA
CCCTGAATAAAAACTTCTCCATCGCCTTTTCCATCATCGGTATGTTCTCCTCCCACGCAG
TCAGCAACCTGAGCATTTTCTTCTGTGCTGAGATCACGCCCACTGTGATCAGGGGGGGGT
GGTGTGGGTCTGGTCCTGGCCAGCGCTGGCTTCGGCATGCTCACTGCACCCATCATGGNA
GCTGCACAATCAGAANGGCTATTTTCTTCACCACATCA
>BJ730672 ID   BJ730672   standard; mRNA; EST; 865 BP.
ATTCGGCACGAGGACCAGCAGCAGGTCATGGTACCAGTTAGTCAGTCTGTCCAGGGACCC
ATGCCCGTCTACTACAGTGTTATCACACCCACACAGCAGAACAGCACAAGCCCGTCAGTA
AGTTACTTGCAGCCTCCGAGCTCTGAGCAGTACCAGATGACACAGTCACCGTCTCCCTGC
AACCCTCAACCACTGCAACAGCAATATTCTGGAGTGCCCGCCCCTGGACCCGGGGTGATG
GTCATGCAGCTGAGTGTCCCCAATGGACCCCAGCCTTCCCAGAATCCCCCTTTGGTCCAG
TGGAACCCGTGCAAGTACTACAGTATAGAGCAGAGGCCCAGCAAACCAGGGGAGCTCTAT
AAACCTGACAACACTCCACAGGCCACTACTCAGCTGACAAGTCCATTGGCCTCCCCCACT
CAGTCTCCCACCCCGTCTCCCTCCGGAAGTGTCAGCAGCATATGTCCAGGCCTGGCACCT
TTACCCCTCATTTCCCAGTTTCAGCGGCCCGGAGGACCCAATCAAGGTGATGGACGCTAT
TCTCTGTTAGGGCAGCCCCTCCAGTACAGTTTGTGTCCTCCGTCACTCATGCATGGCCAG
TCCTCCTACAGTTCCCATCAGGTCAGTAGACCTTCATCCTAAACCCTTCTCTTGATGTTC
TTGTATCAATTAATTGTATTTAAAAAGAAATTAGTCATACTGTTGATTTTGCTTTTATTG
ACTAATCATGTTCAACCTTTTTTTAACATCATTTTTGTTCATGCGTAATGAAATCAGACT
GCAGAGGTGAGTTATGTGTTTGCCTTTCAGTGATAATATACTAAATAAAATAGTTTGATC



TTTTGGGTTCCATTCCAGTCCAGCC
>BJ730679 ID   BJ730679   standard; mRNA; EST; 113 BP.
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
>BJ730682 ID   BJ730682   standard; mRNA; EST; 832 BP.
TTGTTGAGTGCAACAGCAACAAGGAGAACAGCGAGCAGACGCAGAGTAAGAGCAGGTCGT
GGCGGAAACCTTCAAACAGTAAAAGCAGGAAGAGCGCTAAAAGTACATGTGATCAGAACC
GGCGGTCGGGGTTACAGCAGCACACTGGATCGAATTATTCCTCGTCTCACCAAAGCCCTT
TGCCTGAGCCCACCTTTCAAGTTCTGACTTCAGTTTCACTGTCAGAGGCTCCTCCTCTCC
CAGCAGCCTACTACCGTTACATAGAAAAGTCTGGGGAGGAGCTGGACAATGTTGCAGAGT
ACGACATGGACGAGGAGGACTTGGCCTGGCTGGAGATGGTAAATCAGAAGCGAGTGTCTG
ATGGTCACGCGTCTGTATCACCAAACACTTTTGAACTTCTAATTGACCGCCTGGAGAGGG
AATCCATCTTGGAGTCCCGCAGCCAGGCCTTGTCCCAGAATTCGGTTGACGAAGATGCTT
TCTGCTGTGTTTGCCTGGATGACGAATGTCTCAACAGTAACGTCATCCTGTTCTGCGATA
TTTGCAACTTGGCCGTCCACCAGGAGTGCTACGGCGTCCCCTACGTACCCGAAGGACAGT
GGCTTTGCCGCTGCTGCCTGCAGTCCCCCTCTCGCCCTGTAGACTGTGTACTCTGTCCCA
ACCGAGGAGGTGCCTTCAAACAAACTAGTGACGGACGGTGGGCCCATGTCGTCTGCGCCA
TATGGATCCCAGAGGTGTGCTTCGCTAACACGGTTTTCTTGGAGCCCATTGAAGGGGTGA
AGAACATCCCCCCTGCTCGCTGGAAGCTCACCTGCTACCTGTGTAAGCAGAA
>BJ730689 ID   BJ730689   standard; mRNA; EST; 435 BP.
CATCATCTCAAACTGACTTTTGTTAAAACAGCAGACTGAGGCTTGGACTTGAAGAAAAGG
AAGAACCAGCAAGCGAAGGAAAAGTACCACAGAACTTTCTATTGACCTCCTGACCTGTAC
CAAGCTCTGCTTGTGTAAGAGGGCTTCAACAACCGACGGACAGTGAAGGGACGTTTTAAG
GACATGGAGAAATGGATCGTTCTAAGGGTCCGACGAAAGCACTGAAACAGACTATGTACC
ATGAAGGAAATGTGATTGGACGTTGTGTCAGATGGATAAAGCCTTAAAGGGCCGAAGGGA
GATTCAGGAGCCGACAATTTAGATGAAATATTTCCTCCAGGACGCAAATGACTCCGCTGC
TAGACGTGAATTTACTGTGAGAAGACCGTTAAGTAGAACTGCAAAGATTTTTTTTTTTTT
TTTTNCCCCCCCTNG
>BJ730692 ID   BJ730692   standard; mRNA; EST; 187 BP.
AAGAGCTGTCTTCAGTGTAAAGTAGGGCTTTGTATGACCCCCCCCCAGAGCCCTGATCTC
AACACCATGAAGGGTTTCTGGGATTACAGAAGGATGTGAGAGAGTCTATATCCACGGAAG
ATCAGTGGTTGGTTCTCCAAGATATTTGGAGAAAAAAAAACGTCAAGCCGAGTTCTTAAA
AAAAAAA
>BJ730698 ID   BJ730698   standard; mRNA; EST; 741 BP.
ACACTTCTGAAGAGAAAGAATCCTTTGGCCACAGCATCTTCTATATGGCATACTTTGAAT
TCCCTGAGGTTGATCTTAAGCACCAAGGAGAGTATTCCTGTATTTATGGGATTAACATCT
CCTCCCAGCCCTTCCTTTCCCTTCCATCAAAAACCCTTCAAGTCAGTGTAGTTGAAATTA
CATCTTCTTCAGTTGTGGCAGGAGTTGTGAGTGTTTTACTCGTGCTGCTCTTCCTGGTGG
TGGTTGGTTACCTGGTTTGGAGAAAGAAATGGCGAGGCGCTGGTGTCATGGTTCAGTTTA
GCAAACGGTTTGGAGAAACGGTGAAACAAGACCAGGACAGAAGCAACGGGGGACTTGATC
AAAGAGAGCGCACCAACCAGCTGTATGACAGGAGCCTACCAAGCAACAGTGGAGAAGACG
CCAACGCCACCGCAGAGGCTGACAACGTCGCAGAGAAAGTCCCTGAAGATCTAGCAGGGA
GAGTGTGTTACGAACTTGAACCTCTGGTTGATTCCTTATGAATTTTGATGGTATTTCTGA
CAGTACCCAACATCAGTGTTTATTGTGTTTCTTTATCCAATCATTTCCTGCTGAGAGACA
TTGGTAAACCTTCTTTTTCTTCTGCTTTTTTTTTGTCAGCTTTGGATGCATGTTTTTTTT
TTCCTTGTAAAAGGATTATGCCACATCAAACAAAANATTTACTTTGTATTCTTGAAATAA
CTGNGCATGTAAAAACTGATT
>BJ730706 ID   BJ730706   standard; mRNA; EST; 565 BP.
GTCCCAGCTTTTTACTTTCCAGGTGTAGACTACGTTTAAATTGACATAAATGGAGATAAA
TTGACTGCCGCCTTTATCAATCCAGGTAAAACGAGACGCTGTCCGTGGTCATGTAGGTTC
TCGTTTTTCCTCAGTAGGGATGGATGCTATCTCTGAACTCGCTGTGATTCCATTTTGGTT
TCAGAAAATCCGCACACCATGTTTTTTTTCTGCCTATACCAAAACAAATTTTTAAAACTT
ATTTATAATCGTGATAAATGTTCTGTTTTTATGTGGTTCCTCAGAAACAATCTAGATTTT
AAGTGCCAAAACTGGAATAAAAAACTCGCAACTGACTAAAGTTAATGTTGAGGTTCCACC
CTTTCAATGATTTCCTCATTATTATATCCCAAATTTGACATTTATTTGAATGAAATTAAC
AGAAATGTGCCTAAAATAAACTGTAAGGCTTTGAGTTTTTTATTTTTATTTTTCGTCCTC
ATCTTTGTCCAAGCTTATTGCTTCCATGTGCCGAATCTGGACAGATTCTTTTAACCTTTT
TTTTTTTTTTNGGCNNTTAAANANT
>BJ730757 ID   BJ730757   standard; mRNA; EST; 418 BP.
ACACATTTATTTACAAGTGTGGCTTTTCCCCAGCCACATTGAAGGAAGTGTGGCGCTTTC
AGTGACTGGCTCTGTGGAGAGACCTTGGACGCACAGCAGAACACGGCGTTTGCTTTTGCT
TAAATTCTTGATTTTTGTGTTAAAATTTTTTTTTTTCTTTATAAGTNGNGTAGNACAGCT
TTCGCNCCCATNGGGAAAAATAGGCTNGCATTGAAATTAGTTTGAAAGAAATTAAAGGTT
AAAGCACAAAAAAANGAAANCATAGNAGTTTTGTTNGANATTTATTTCTTTNGNCTTTCC



TTTCCNAATTTCTTTCNGTACTTAAGGCTTTTTTTCANCCNCCAGTATCAGTTTCNCNGN
GTTAACACCAGCTTTAGNATTTTGACACAGTTCGAAGTTATTTTATTTAAAAAAAAAA
>BJ730758 ID   BJ730758   standard; mRNA; EST; 852 BP.
CCGACTTGCCCAATGAGCTCATTGAATTACTGGAGAAGATTGTGCTGGACAATTCTGTCT
TCAGTGAACACAGAAATCTGCAGAACCTGCTGATCCTGACTGCAATTAAAGCTGACCGCA
CCCGTGTGATGGAGTACATCAGCAGGCTAGACAACTATGATGCTCCTGACATTGCAAACA
TCGCCATTAGCAACGAACTCTTTGAGGAAGCCTTTGCCATCTTCAAGAAGTTTGACGTCA
ACACCTCTGCTGTGCAGGTGCTCATTGAGCATATTGGCAACCTGGACCGAGCATACGAGT
TTGCAGAACGTTGCAACGAGCCGGCCGTATGGAGCCAACTGGCTAAGGCTCAGCTACAGA
AGGAGCTAGTTAAAGAGGCCATTGACTCCTACATTAAAGCTGATGACCCATCTGCTTACA
TGGAGGTCGTACAGGCAGCTGACAAGAGTGGTAATTGGGAAGACTTGGTGAAATTCCTTC
AAATGGCTCGAAAGAAGGCTCGCGAGTCTTACGTAGAGACAGAGCTGATCTTTGCCTTGG
CCAAAACCAATCGTCTGGCTGAACTTGAAGAATTTATCAATGGACCCAACAACGCTCACA
TCCAACAGGTTGGCGACCGCTGCTACGATGAAAAAATGTATGAGGCGGCTAAACTGCTTT
ACAACAATGTGTCCAACTTTGGCCGCCTGGCTTCAACCCTGGTGCACCTGGGAGAGTACC
AGGCTGCTGTAGATGGTGCTCGCAAGGCCAACAGCACTCGCACCTGGAAAGAGGTGTGCT
TCGCCTGTGTGGATGGACAGGAATTTAGACTGGCTCAAATGTGCGGCCTGCACATTGTGG
TTCATGCTGACG
>BJ730768 ID   BJ730768   standard; mRNA; EST; 813 BP.
GAGACAGCGCTGGTGAAAGGTTTAGAGAAATGTCTGACACGCCACAAGGCTTCCCTGGTC
AGCCGCCCACTGGCCTTCACAAATGAAGAGCGCAGAGCTGTTCACTCCTGGTCCCGGATT
TCATCANCAGGCCTCAGCGTCCTCTTGGACACTCAGAAGGTTCTTAGCCCAATGTCCCGA
GATCTCTCAAGCACGGAGGAGCTTGTGACATTTCTACAGGAGCTATGCGAGGAAGGCCAC
AGGCCCATTGTGCTGCGAAGTAAGGAAGTTTATGGATACCGCTCCTACACAAGCCAGCCC
CTGACTGAAGACATGCTAAAGCTAGCCAGTAAGAATGTCAACAGGCCCGCAGCCAAGAAA
AGGAAGAGAAAGCCCATGGTCAAAAAGCGGGAGGTTCACCCATCTTGGATCTCATCTGAT
AGGAACAACCCTAGGATTCAAGGGATCCGACCTGCAGAAGTATTTGTGGACCATCACACA
GTTGTCGGTAGCAGGACAGCCAGTCAAATGGTGGAGATGTCGCTGGTGGACTTGCAGCCG
TGCCTCAGACTGACAAACATAGAAGGTTTGTCTGGTTTTCCCACCGCCAGACTTCAAATC
CACACAATCAGAGACCCGTCCTCCGAGATGCAAACTGTTACCTTTCCATCACAGCAGCAC
TGTCCAACTCTTTCAGGAATACCCTCTCAGCCTTCCCAGAACGGAGGTGGGGCCTCCACC
AAAGCTGTGGCCTTGTTTAGTCATAAAAGCCTGTCCTGTCCTATTCGTTTGGATGGTGCC
CTAATTGGAGATTCTGCTCCAGTTTTTAATCCC
>BJ730815 ID   BJ730815   standard; mRNA; EST; 818 BP.
TGGCCAAGACAAAAAGTCAGCANAATGTAGCTGGATGACAAAAACCTCCTCTCTAAAACA
CAAACTAANGCATAAAATAAGCCATGACGGCGTATGTTCAATAGAACTGAGGGGGTAATT
GCTCTGCCTGGAGTTTGTGTTGGGGGCAATAAGAACTGAAATCCATCAGCGTTGGTGTTA
GTTTTTATGTTGACATTTGTCAGTCTATAAGGCTATCCAGAGGGCCAGAGCCAGACTGGA
CTTTGGGGGCCCTGGGCGAACAATAATATGGGGCCCTCTGCAGGGATTGTATTAATTATT
TAAAAAAAAAATCCTTGCCNAAAGAACAAAACATCAAATATCTTCCTTACTGGTGCAAGC
ATGTTTTGATACACATTTAAACACTTAAATTACATTTAAATGTGAAATAAATGTGTTTTA
CACAAAATTATTTTTTACCGTTGACTGGAATGAGGGACGGTTTTAGGATGAAAAACGTGA
TCAATCTGATGCTGTTTCCGTGATTTGGGGTGATTTTTATGACTAANGATGGGTGTAAAA
TTTATTTTAGACACTTTTATTAGGTGCTCAGCTCANAGCTCAAAGATTGTTGGGGGTCTC
AGGCGAATGCCTACCTCTGCCTAATAGTGAGTCCTGCTAAGCAGAGGGCCACAGACTGGA
CAGGGTACTAGGTGGAGGTGGGGCCGTCTGCTGTAAAGCGTCGGGATTTCGCCGGTTTCT
CAGGGGTTGAAGGCGGACGCCAGTGACCTTCTGAGCAGTGGACGTCATTCTGGAGGGCCA
TTGGGTTCTTGGCTCTGGACTTGGTGTATCACATCTTG
>BJ730832 ID   BJ730832   standard; mRNA; EST; 182 BP.
AAATACAGTACCTTCTGATTATGACTACTTAACTAGCAAATACATGTTGCGGAACCGTTG
TTTGCTTTTGTGGCAATTTTCTGGTTGAGTATGCAGTGTGCACTGACATAGCTGTTTCAC
AAAGGGCATTTTTTTTTTCCAATCCGTTCATTANAAAAGGAAAAGGATAATGAANAANAA
AA
>BJ730834 ID   BJ730834   standard; mRNA; EST; 760 BP.
AATGCTTTGAGAAAATGCATCGAGATCCACCTTATAACAAATCAGGCCCGTTTTGCAGTC
GGAACTGGGATGGCTGGCTGTGCTGGGAGGATACACCAGCGGGAACATTCGCTGCCCAGA
ACTGCCCTAATTATTTTGATGACTTTGACCCAACGGAGAAAGCAACCAAATACTGCGGGG
AGGATGGGCAGTGGTTTCGCCACCCGGATACCAACAGGACCTGGTCCAACTACACACTCT
GCAATGAAAACACTAAGGCGAAGCTGAAGTCCGCCTACATCCTGTTCTACATGGCAATTG
TCGGCCACGCTTTGTCCATTGCCTCCCTGCTTATCTCTCTGGCCATCTTCTTCTACTTTA
GAGTCAGTCCTGGTTACTGTCAATACAGAGCTGACAGGCCCATGGATGGCGCTTGCTCAA
CAACAGGGGTGCTCTTATTTGCAGGATTTCCAGTCAGCAAATCTTTTGTAGTACCTCTGT
GCAAACAAGAACACCTAAATTTGGTATAAACAGATGACTTCAAGAAACTCTTGAAGACCC
ACTCCAATGGAAAATCATGTTTTTAATATGTTTTTGTAGCATTTTTCTGATGATGGAGGA



CATAAATTAATTGCATTTCTGAGTTTTTCTTTGTTCAAATTGTTGTAAAATCAGAAGCAG
ATGAAAGAACACAGTTTGAAATAGATTGTATTTGTTGTGTAAAAAAAAAACCCCGGCCGA
GTCACAAACTCCCTGCTCTGCTCCATTCGAATGGATCCGC
>BJ730841 ID   BJ730841   standard; mRNA; EST; 891 BP.
TCAACTTTTTTTGTTTGTTTTTTTCACATTCTGCTACCTGTTGTCTTGATTTGTTCTGTC
CTTCATCTCTCCTTTAGTTTATGTGTTTTCCCCCCTCCTGTTTCTTTCTGAACAGCCTTT
CATGTGACTGCTGAAACGATGAAGCTGAGAATGCGTAAGGCGTCTCAGCAGCCGAGCCCA
ACTCTGGCAAGCCGCTCGTCCCGAACCAAGAGGAGGCATTCAGAAGTTGAAGATGACCCA
CCTACCACAAAACGAAGTGGATTGTTTTCCACCATCAAGAAGTTTATAAGAGGAAATACT
GTCAAGATACAGCAGGAATGCCCAGCCAAGAAAACTCGCTTCCACTGTGATGTGGACAAC
AACCTCATCACATCATCCCCTTCGATCACCAACACACCCCGGAGGACGGTTAGCAGAGTA
GGAAAGAAAGGCTCTGTCAATGGATATGCAACCAACCACGACAGGAGTAAGAAGCCCAAT
GGTAGTTTGGAGGAAGCATCTGCTGTTGAAGTGACTGCCAGCCCCCCAAGAACAACCCTG
CTTGGCACCATCTTTTCCCCTGTTTTCAACTTCTTTTCCCCAGCTAAAAATGCCTCCTCA
GGCTCCGACTCCCCTGATCAAGCGCTGGAGGCGGAAGAAATAGTCAAGCAGCTGGATATG
GAGGAAGTGGTGGAGATGCCCAGCAGCACAGTTACACAGGATGTGTGTGCCACCACTCAC
TTCTATTCCAGCGTCTCACACCTGCCATCTTTACGGCCTCCCCACATGCTGGAGGCATCT
CCCACCATAGATGAAGCAGAGCTTGAAGCTGATGCTGACCTTCCCCCTCTCACAGCTCCA
GGTGCCAGTCCTGAAATGACGTACGTGGATGTCCCTCCCCCTGCGGTCCCA
>BJ730842 ID   BJ730842   standard; mRNA; EST; 811 BP.
GGAGACTTCTTGCAAAGCTCCCCAACGCTGCTGGGCTCTAAAGCCAAGAAAATGATGAGT
CTGGTGAGCGGTCGAACTGAAGCAGACTCAGCAGCCTCCTCTTCCTCACTAGCTCTGAGA
GCCAAAAAGAATCGAAAAAAACTCTACAGACCTGAAATCTCCTCTCCCATGGAAATGCCT
TCCCACCCTATCCTCTGCAGAGAGCCGGAAAGCAAAGAGAGCGACCATCAGATCATCAAG
CGCCGCCTTCGCTCCAGAGTGGCTAAATAAGTAAACTCTGCACAAATTTTAATTTCAGTT
ACTACAGAAATAAAGTATTAAGAATGTTCTTCACTTAAAACACTAGTTTATCTTAGATTG
TAATATTTTGCTGTAAAATCTGATTTAGTTAAAAAAAGATTACTTTTGTAATATTTGAGT
ATTATGCTGATTTGTACTGTAAGTGGTGATGGAGAGAATCGTCACGGTTCATAAACACGT
AGAAGCCGCCTCCTCCTGCTTAATATAACCTACATTTGTCATCAGCATACTCACTTAACA
GTCTCTTACATTTAATGAAAGTTACTCTCATTTTTTTTTGTCTTTTTTATTACTGCTACT
GCTAAATAATTAAATACTTTATAATGTGATCAACATACTTCTCACTGACACTTCCTAAAC
ATGCTGCTTATGGCCTACTGGAAACATTCCCATCGTTAAATGTAAATTCAACAAACCTCT
GAGAAACTTTGCAAAGTTCTTTAAAAATAATTTCCATTCCAGACTGCAAGTCGTAAACAC
TTCTGTGTGTCTTTCATTCCACCTTTTAACC
>BJ730846 ID   BJ730846   standard; mRNA; EST; 739 BP.
GACCCCAGGTGATTCTGGTGCTTGTTCTGGCGCCAGCGTCAGTCCTGTGCTTGGCCTGGC
GGTGGCGTTGTGCTGCCACCATCGCTGCGAGTGGCGTCACTTTGTGGGAAGGCAGTTCTT
CTTGGAAAGAGGACTTGGAGCCGCAGAGTTCTCCGCCTTTTGCCGCATGTCCAGCTGGGC
CACATGTGGAGTTCGAGCTGCCAATCAGGACTATTCGTCACATCATTCGACCAATCAGGA
AAGAGCAGAAGAGGAACACGAACCCTTGGATGAAACGGACACCATGAACAAGTTCTTGTC
TGCGGTGGAGCGAGAGAAGATCGGCCGTCTCTGCAAACGTCTGATCGACAGCGGCAGATG
TCACTTCCTAAAAAGCCAAGGCTTCAGCAGCAGATTGACCTGTTACACAGACCAAGGCGT
TACGCTGGAGAACGTTTTACTTACTGCTGTCCCATCTTCCTCCTCCAGCTGATGCTCTGT
CACAAAGGAAATATGTCCGTTCTGAAGAGGTTTAATTAAGGGGCTGATCAGAGATCAATA
CACAGATCCAGAGGAGGAGACCTGATTTTTTTTTTTTGAAGGNGCAAATGTTTTATAAAA
TAGCTTTTTACTTTCTCACTTCTGCAGTTTCAGTCTTCTGATAAATTAAAAGGTCCAAAC
CANTTTGTTCTGGTTATNAGGAGCTTTGANCTTCAACAAAGTGNGAGGCTAAAACGGTCT
CTAACAGGTTTGTCTTCTG
>BJ730851 ID   BJ730851   standard; mRNA; EST; 886 BP.
GGGCAGATGGCAGCATACCGTGCGGTCCTGGCCGTCCTCCGCCGGACTCAGAGTGGGATT
TTTGGTTCGGCGGGACTCAGGCGGCGCTCCATTGCTGTTCAGAGCTTCTCTGTGACATCA
CAACCTGAGGCAGGAGCCAGCTCCAGATGCTTGATAGCGCAGAGCAGACATGGACACTTC
AGGAGAAACGTCCAGACAGGAGCAGGAGTTCTGTGGGCAGCAGTCGCCTTCTCCCTGTTC
AGCAGCTCTGAGGAAAACAAACGGGATGAAGCTCAGAAGAAGGAGGATGAGATGATCTTG
TTGTTGAAGAAAGCAAAGCTCAGCATCCACCGTGGTCAGATGCAGGCCGCCTCCTCCTTT
CTGCACCAGGCTGTCGCTCTGGCTCATCAGACCCACAACACACAGGCCATCATCTACACC
TATAGCCAGATGGCCAATCTTGCCTACGTTCAGGGTCAGCTGGAGAATGCAGAGAAACTC
TTCAAAGCCGCCATGAGCTTCATGCTGTCAGGAGGAACTCCAGAGGACGACAACGCCGTC
ATCGAGATGTCTCTGAAACTGGCCACCATCTATGCTGAGAGGAACAAGGCTGAGCTTGCT
GAACATGGTTTCAAGTTCTGCACAGAATCTCTGGAGGCTAAACTGGAGAAACACAAAGAG
CTTCCAGCAGAAAAGCAGACAGAGGAGGCGGAAGCTCTAAGGAAGGAGACCCGCCTGCTG
CTCGGTCTGTGTTTGGACTCGCGCGCCCGGTACCGAGCATCAAACCTACACCTGAACCAC
GCCAGAGAGGACTACCAGGGCGCTTTAAACATCTGCCGCCAGGAGCAAGGAGAGACTCAT
CCACAGACTCTGGTCTTGATGAGTGACCTGGCCACCATCTTGGACC



>BJ730859 ID   BJ730859   standard; mRNA; EST; 795 BP.
ACTGCCTCTCATAAATAACATGAAGACTTCACAAAGCAAGTCTTACAATTAACAGCCTAC
ACCAACACCCGNNTTGATCGATCAGCAGTGAAATAAACANAAGAAATCAAACGAAAATTA
CAACAGAAATTCAAATGAACACTTATTTGCAGAAAGANAAGTGAAATATGTTCTGCAATA
TTGGCATGTTGTGCAATTCATCCTCATAAATAATACGTTTAACAGAACGAAATAATGTAC
AAAACTGATATTCTCGTCAGTGTGTCCGTCTGGCGGAGCAGATATAGGTGCAGACNGACA
GACAGATGGATAGATAGAGAGAGATGCATTAATTATCCACTGGGGAAAGTTGTTTTCATA
GTAAAACATTTCTTCNTAAGCTATGGAATTATGGTATTCATGCATATGCCTTTAGTTTGT
TTTATTTTTGATAAAACCATGTATGGCGTATGTCTCANCCATTCAGAAAGCAACAAGAAA
TTACATTTGCGTTGAACATTTTCCCATTTCCATGTCGATTATTACCGACATCTGTAGCTT
GTCAGATGCAATTNNATGGATGGAAATAAANTGCCCCATCACAATGCGTAATGACGCACA
ATGGCTGATCTTGGGCTCTTAGAAGATGTGGCAAATGGAAGAATTCAGAGTGAACGCATC
TTTAGACAGCAAGAAGACTTGCTGGCAAACGAGGACGAGTGGCATATGAGCCGGTTCCGA
CTTTTTCGAGCCGTCCTGTTGGACCTCCGCAGGCTTTTGGGGGTGTGTCACCCGGTGCAT
CTGGCGGGTCGGTGT
>BJ730867 ID   BJ730867   standard; mRNA; EST; 856 BP.
CATTTCTCTCTTTGATGTTTAAAGATATGGGACATGGNGTTAATAAAAAATAAAAAAAGT
CAAAACACAAAAGTATTGAACAGCCAACCTTGTTTACTTGAGTTTATGTGCATCTTAACT
TCCAGAAAACTGTCTTTAAACTAACTCTTTTGAGTAATACAGTATATGGCTTCCAATAGA
CATATCTTTATTTAACAAGAAGAAGTCATACGGAAACATATTAACAACCATTAAAGACCC
ACTCCAANGCAAATCATAATTTTAGNGCTTTTAAGATGTTCTTGNGCCATTTTTCCCGTT
ATGGAGGACATATTTAAAGAAATGTCAGCTTAAAATTGCATTTCTATTCATTGAATCTAA
AAAGAATTCAGTTTAAAGAACATTGTAATTGTGGCGTTGCAAATACAATGTACGGGCCAA
AAGCTCCCTGCTCTGTTCCATTCTGATGCATCTGTTTGTGGACGACTAGATCTGCGTTTT
CCTCGTCTGAGCTGGCATTTGGCTGGATAACTCCCATGTTGCTCACAATTTTTGTTGCAC
CAGCAATGTTAGGTTGGGGTTGTGAGGGAATGAAAGCTAGCGGGAGAGCGTGTAAACAGA
GCATTCAGTAATGGGTGACGGGAAGAGTTGTCCCCGCCCACAACTTAACTCAGCTCACAA
CTTTAGTTCTAATGAACTCCTGCTCTGCAGAAATTGTGTCCTAAAAAATGACACATATTT
TTGGAGTTTGGCTAAAAATGGCACAATCATACTTAAAAGACCACTGGGAACTTTCAGTTC
CCTTTTACGATGGGTCTTTAAACTTTTCACACTTCAAATTTCAAACTTCATTTATTCGTT
TTGTGGCTTTGATTCG
>BJ730868 ID   BJ730868   standard; mRNA; EST; 792 BP.
GTTTTTTTAGTATCAAATTTATTCTGATTAATATTTATTGCAGATCATTGTTTTATTAGA
TAATCCAACATTCTGTATAATTTTTTAAATTATATTTATGTTATTCGTAATGACAAAACA
TAAGAAGTAATAATATAAGGATAATTATGAATTGAAGCCAACTCAATATGTATTTTTAAT
AGACTCACATACTCAGATTAATATTTTTTACTGATAATTATGTTTTATTAGATAATCAAA
CATTATGTTTCATTAAACAGATTACATTCAACTTACTTGATTTTAATATTAGACTTCAAT
CAAATCTCTTTAATTCTAATAATGTTTTAATAGAGAATCAAAACAATCAGGTGAACATCT
TTTCCAGATAATCATGTTGATACAGAACCAACGGTTGAAGACAAGCTAGATGACATTTAC
TGCAGCAGGACAACATCAGAAGTCTGGGGTCCATGTGCTCTCCAGACTTCTGATGTCCCA
CCAACACAGACCAGCTGACAGCAGCACCCACTAGGGAAGAGCAGGAGGGGGTTATCCAGG
AGGGGGGTGGGGGGCATACTATATAGATGTATTTCTTTGGATGTTTTTTTTCTTTCTTTT
TTTTTCAACTATCTGAAATATCTGGGTTGTTGACATGTTCTCCTGTGAGAACGTCTAGCT
TCACTAAGTGCAGCTGCAGCAGCGACTGCACACTTTCCACCATCTTGATCAAGATCAGAT
CCAAACTAGACCACAGTTGTTGGACCACAGAGAAACGCTCTAGGTCCTGCCCTCTCAGTC
CTCCTTCAAAGC
>BJ730875 ID   BJ730875   standard; mRNA; EST; 154 BP.
TGANCNANGTGCNAGGCATCAAGAAGGCCAGTGTTGGCGCTGCTGGCNNANNGAANTGAN
GTGTCATTTACTGTGAGCCTGGACNACCNNACGGATCTTCGTACTCAAGATGTTCTTGTA
TATTGTCATCANATAAAATTTGGAGGAAAAGAGA
>BJ730880 ID   BJ730880   standard; mRNA; EST; 898 BP.
GACATGCTGGCTCTTCAGATGATTCGCATTATGGACCGCATGTGGCTGCAGGAAGGGCTG
GATCTTCGCATCGTTAACTTCAAGTGCATCTCCACCGGGAAAGACAAAGGTATGGTGGAG
CTGGTACCGTCTTCAGACACCCTGAGAAAGATTCAGGTGGAGTATGGCGTCACTGGATCC
TTTAAAGACAAACCTCTTGCAGAATGGCTTCGCAAATACAACCCTGCAGAGGATGAATAC
GAGAAGGCATCAGAGAACTTCATCTACTCCTGTGCAGGGTGCTGTGTTGCAACATACGTG
CTTGGCATCTGTGATCGTCATAATGACAACATAATGCTGCGCTCCACTGGTCACATGTTT
CACATTGACTTTGGGAAGTTCCTGGGACATGCCCAGATGTTTGGCAGCTTCAAAAGAGAC
CGGGCGCCGTTTGTTCTGACATCTGACATGGCATACGTCATCAACGGAGGCGAGCGCCCC
ACCAGCCGCTTCCAGCTGTTTGTGGACCTCTGCTGCCAAGCCTACAACCTCATTCGCAAG
CACTGCTGCCTTTTCCTTAACCTGCTGTCTCTGATGATGTCATCAGGCCTCCCCGAGCTG
TCCGGCTCTGAAGATCTGAAGTACGTGTTCGATGCCCTTCAGCCTCACAGCACCGACGCT
GAGGCCACAATCTTCTTCACAAGGCTCATAGAGTCCAGTCTGGGAAGTGTGGCCACAAAA
TTTAACTTCTTCATCCACAACCTTGCCCAGCTGAGATTTTCTGGCCTTCCTGCCAATGAT



GAGCCAATCCTGTCTTTCTCCCCCAAAAACATACACAATGAAGCAGGAGGGGCGTATCCT
CCACGCATCCATTTTCTCTTTCCAGAAGAGATACAACCCTGACAGTATTATACTTACG
>BJ730885 ID   BJ730885   standard; mRNA; EST; 112 BP.
TTTGNNCTGCNTTTGAACCTTACCAAAAGGATNAACNACCNNTAAANGTGTTGCTGCATG
CTGCTTCGTGGTCTTATCCNCCTTCCCCTCCGATTATCANCACNTACCCCCC
>BJ730893 ID   BJ730893   standard; mRNA; EST; 187 BP.
CTTTTTTGTTTTATAGGAGAAGTCCCTTAAAAAGGTCTGCAGGCTTGAATTAAAATCATG
GAGCCGCTGGCGCTCAACTGCCTTCCAGAAATATNNCAATCAAGCTTTAAATTGACCCGC
AGTTTCTTTAGTTTTCTCCGGTCTGTTTGCTCAAACCACAAACTCCTGCTGTGTGTGTGT
GTGTGTG
>BJ730894 ID   BJ730894   standard; mRNA; EST; 713 BP.
GTGAGCCGCAGACCACTGGGAGTCTCCCGTTCCCTGCCTTTCACCACCCCGCCCTGCAAG
GAGGCGCGTTCACCAGCCGCGTGCTGCACGTTCTTCTGAGGGATGTGAAGCTGGGAGAGA
CGGTCTCTTACAAACGCCTCGCTGAAATGGCGGGAAACCCCAGAGCGGTGCGGGCAGTGG
GAGGGGCTATGAGGAGGAACCCGGTCCCCCTCCTGATTCCTTGTCACAGAGTCATTTCCA
GCTCTGGACAGAGTGGGCCATACATGAGCGGCAAGGGCAACCATCTCAAACAATGGCTGC
TCACCCATGAGAGGCAGAGAGGGAAAGGCTGAAGCATTTCAGAGCCCAACTGTCCTCTGT
GCAGTGCCCACACAAGGCTGGAATTTTCCTTTTTTTATTTTTATTAGTCTTAAAAGAACA
AAAAAACAAGGCCATAAAGTTAGGAGCCCTAAGCACACACTGTGGAAACAACTGGAGTTG
TAAATATTCAGTTTATGCTTTCTTAAAATCTAAGAATAGAGATGCTGCATAACTAATGGG
ATACAGAGTTGTAGCAGAATTAGAATGTACAAAAATAACTTAAACAGAGAACAGTAGGAA
TTACAAACATATGCTCCCGTGGGTCTCTGTTGCATTTGCCAAAATAATGCTGGAATGGTT
TTTCTAAAGAATTATTATTCCCCTTAAAAATACGTCTATTGCATTGTTGTTGT
>BJ730908 ID   BJ730908   standard; mRNA; EST; 722 BP.
CACATCAGCCATTTGTAACAAGACTGTTCCCAGCCCCAGATCATTCAGGCCAGCAGCTTC
CCGAGGTTCTCGTTGCAAGCTGGTTACAGTTCCAGCAAATACCTTCAGAGTCCTGCCCTG
TAAGCTGCGTTCCAATTTGGCGCAGCGGAGGTGGCGTTACGGCGACAGCGCCAGCCAGCT
GTTTTATGCAACCCCTGAGGGAAACCTGGTAGTTGTTGCTCAGTCCGAGAAGATGGAGAC
CTATGAGTGCTGGTCAGAGGAAGAAGGTTTCCGTCAACTTTTGGCCAACTACTGCGTGAT
CGCAGAGCCTCGCCAAGAAAGCACAACGCCCTTGAGTCACTCGCGTACGCCCCACTTTGC
CCGGGAGGAAACCATCATCCTGCCCGGCGAGTCTCGGTCTGAGCAGGTCCATGCAAAGAC
CTACTGGAATGAGCTGATCGTGGTGTGCGCTCTCTTGGCTTTCTTCCTGGTCTTGTTCTC
CTTGTGCGTCGTCTACAGGAATCGGGATCATATGAAGTCCATGCTGAAGCAGGGCGAGTG
CCCCAACATGCAGCAGAAGAAGCCGAGGATAGTGGGAAAGCCTACAGAGAGCTTACCCCT
CAACGGGAACACCATCCCTGTTTCTACATCGGATCACAAGGGCTACCAGACTTTAAACGA
CAACTACATCTGCAGCACGCCCACGCACGAGTCCTCTCCAGACAACAGCAAGAGCTTCTC
AG
>BJ730918 ID   BJ730918   standard; mRNA; EST; 732 BP.
TCACTTCTATTGATTTAGTGAACGTTCTGTTATTTTGTGGCAACGCAACGCAGTGTTGAC
GCACTGCAGACGGACTAGTACATATCAGGCGTTAGGAGTTCCGTTGTACTGTCAAAATAA
AGCTTTATAAAATGTTGTGTTATGTTTAAGGGAAAGTGACCACGCAATAACCATAACGCG
CCTAGTACCACCGCGGAAAACACCAACAATGGACGACGAACGTTTAATTTTAGAAGTACA
AAAACACAACATCCTTTATGACACAAAACATCTATTTTACAAGGACTCAGTGAGGAAGGA
GAGGGCATGGGGCCTGATTGCCAACGTCATGGATATTGATGCTGACACCTGCAAAACAAG
ATGGAGGGTTCTACGAGATAGCTTCGTCAGAAACCAAAAAAAGTCGATGCCAAGTGGACC
GGGGGGGGCTTCACAAACGGAATGGAAATACAAAGACATTATATCTTTCATTCTGCCCCA
CCTGCAACACAGGAGCTCTAAAACCAATTCAGAAAAAGCTGTGGATCAGAGCAGGAGTCA
ACCGGGGACTCCCACATCCCTGGAGGAAATGGATTACCAGTCGATACACATTAAAGTTGA
AGATTCGGAACCAGGGACTTCTGGAGAAGTTGCGAGCATAAGCACACCACCTCCACAAAA
AGCAACACAGGCGAAAAGGTCACAAAAAAGACAACACTCTACTATTGTAGACAACTTGAT
GGCTCTTCTAGA
>BJ730955 ID   BJ730955   standard; mRNA; EST; 249 BP.
ATTCTTTGAGCTGCTGAGCCGGGCCCAGAGCAGCCGAGCGAACGACCAGCGCGGACTCCT
GAGCAAGGAAGACCTGGTGCTCCCCGACTTCCTGCGCGTCACCCCACCCACCTCCTCCTG
CTCGGCCTCCTCCGACCTGGCCAGCTCCACCCCCTCCTCGCTGAGGNAGGGCCGAGAGAA
CGGGCCCCCCCCGCGGGGGTCCCTCACCTCCGGCATGCGCTCGGAGAGCCTGGACTNCTC
CCTCAGNTC
>BJ730966 ID   BJ730966   standard; mRNA; EST; 646 BP.
ATTTGCTGTCATTTTTTTTTGGCTTTTTAAAATTTTTTGTTGTGCTTTCAGATTTTTTTT
TACTTTAAAGTTTTTAGTTTTTTCCAAAAAAAATTTTTTTTTAAAATTGCTTTTTAATTT
TTNGTTTCNGTTTTCAAAAAATATTTTTGCGTTTGCAAAACAAAAANGCGCGGGTCATCN
CGCCTTTTTCCTATCTTTGATTTTGCNCACACAAGTTTCGGTTTAGCGCGACAAAGCTAC
CATCAGACAGCTGCTGATTGGNCCAGATTCTAACCAATCAAATCGCCGTATTTATCTAGC
AGGGNGNCNGATACCGAGGCTCANAAGCTGAACCAGCTCTTTTTACCTNGGATTTTGTCN



CTTTGGATGAGGACATTTTCATTTTTTTTAANCATTTTAACAATAATTCANAATTTCTTT
TTTTTNGCATGGGTTTAATTATTATTTATTTAGCCAGAAGCAAAAATAAAAATAAATTTT
TNGAAAGCAAAAACAAAAAATTNGGANGCAAAAAANAATTTTTNGAAAGCAAATATTTAA
NATTTTTATTTGCAACTTACAGGGANGAAAGTCAGGCAAGGAAAAAATCCCTGAACTTTT
CTTTGAGCGATATGGCGGGCACAGAGCGAAATTTTGGAAAAATACG
>BJ730969 ID   BJ730969   standard; mRNA; EST; 736 BP.
AAATCCTCCTCCTCCAGGATATTGTTGTAGAAAACATTTTCTTGTTCGAAAGTGCTCTCA
ACATGACTTCTGACGATGTTTTATCGCGATGTATCGAGTTCAAAAAGGATCAACTGTACT
TTGCCATGCTTCAGCAAAAGATGAAAAGCACAAGTGACCGACACTGTTTCTGCATTGATG
AAGAGCTTGCATATGAGAACTTCTATGCAGACTTTGGCCCCCTTAACCTGGCCATGTTTT
ATCGCTTCTGCTGCAAGCTGACAAAGAAGCTCAAGTCCATAACACTCTCAAACAAGAAGA
TCATCTTTTATACCTGCGGAGATCAGAAAAAACAAGCCAATGCCGCCTATTTAATTGGAT
CATATGCAGTAATGTACCTGAAGATGACACCTGAGGAGGCACACAGTCTGCTGGTCTCCA
GAAATTTAACATATATTCCTTTCAGAGATGCTTCATTTGGGACATGCATGTACAATCTGA
ACATCTTAGACTGCCTTCGGGGTGTTCACAAAGCTCTGCAGTACGGCTGGCTGGACTTCT
CCAGCTTTGACGTGGAAGAATACGAGCATTACGAGCGAGCAGAAAACGGAGACCTGAACT
GGATCATTCCAGGGAAGTTCCTTGCTTTCAGTGGACCGCATCCAAAAAGCAAAATAGAGA
ATGGGTACCCTCTCCATGCTCCTGAGGCTTACATCCCATACTTCAGGAAGTATAACATCA
CCACCATTATCAGACT
>BJ730971 ID   BJ730971   standard; mRNA; EST; 746 BP.
GCATGATCAAAAATTCACATGGCGCCCCAGGCAGGACGGCGAGCGAAGATCCTCACTTTG
AGGCGGCTGACAGAGTTGCAGAGTGGGAGGCTACCAATCTGAAGAAGGTTGAAGAAGCCT
ATGAGACCGTCAACATGGAAATAAGCGATCTGCAGAAGAAGTTGGCTATAGACTACGGGA
CGGACTGGGAGTTTCTGTTTCTCAACGGCCAATGTTACAAGCTAAAGGTGTATGAGTACA
TGTACACCCTCTGCCCATTCAATCACATCACACAAAAGAGTACTGCTGGAACAGAGGTCT
CATTGGGGTTGTGGGGGATGTGGGCAGAACCAGCGAAGAACCGATATAATCAGATGATTT
ATGAGAATGGAGAACCCTGCTGGCAAGGAGGCTCTCGCAGCACTACAGTCACGCTGACAT
GCGGAACGGAGACAGCCCTGCGATCAGTGAAGGAGCCCAGCAAATGCCAGTACATCATGG
ACTTTCAGACTCCTGTGGCCTGTCAGCCGGTGCTAAAGCAGAGAGGTGTACACAGTGAAC
TGTGACCCCCTCCTCCCTGTCTGGCTTAGACTAGAATAACTCGGTCCCCCCCTCTCTCGA
CTCGCCCACAAAGGCAGACTGGACTCCTGAAGGTCCCTCCTGACATCTGTCTTGTCAGAT
CTTGTATACTTCTGAACCAGTTTGGGTAAGGTCAGCATCCACTCATGAAACAGTGTTCCA
GGTCCAGTCTAACGCCGTTTACTTAA
>BJ730972 ID   BJ730972   standard; mRNA; EST; 719 BP.
TAGGTAAGGCCAGTCAAAGTGGCTGGCAGTGTTTCAAAAGTGTTTCAGAGAACCTGCAAC
GATCACATCAAGCTGAGGAACATTTTTTTTAAGTTAAACATAGTGACTACATATTGTAAT
GTATTTTTTTTATTACATGATGACTACATCTACCTCCCTAACGGCTTTACAGTGTTAGTT
TCTTTACCGGCTTACATTCTTACCTTTGGAGTTAAACGAGAGCGATGTCTCAGCTGTGTG
TTGAGCCTAATAAATGGCGTGTGAATAGTACATTTGCAGATTATAAGGCTTCATCCAAAA
CCTTAGGGCATGCTTTATTTATTTTTTGCTCTTTCTTGAGGAGGGAAGCCACAGTTTTTT
GTATGGTATAAAACTGTATTTGAGATTTTCCATGCGATTTTTCTTCCAATGCAAAGAATG
GATTTTTGAACCAGTCTTGGTCTTTGCATCAAAAATTACATTCCGACAACACTTGAGGAA
TCTATTAAGTTGTAATCTTTTTTTCAGGGAGCTATATTGGCTACGCGTGAGGCAAAACAC
GTCTCAGTCCTGCTCTACTGTGCAAGACTGTGTTTAAAGGAGTTTATGTTGTCAGCAGAA
AGCACAAGAGATATGGCTGGCTAATCTAGATCCTAATGCTGAGCCTAAGGAACGCCTGTA
GCTGTTGGGTTAATGCCATCATAAAACATCAAAGCTTGNTTTATCAGATAACGAACCGT
>BJ730993 ID   BJ730993   standard; mRNA; EST; 721 BP.
CAGCCTCCTGCGCCTCGGAGACCACAGCAGACATCTGACTTGTTTTCCTCGTCGTCATAG
ACCGCACAGACTGGGGTGTGATCACCCGGCGTTACAGCGCGTCGCTCGGCCACCAAGGCA
GCAGCAGCGGGCGGAGAGGAGCCGCAGCGGAGACCCTGGTTCATGCGCAGGGCTGCTCGA
GGCGCAGGTTGTGCCCGCAGCGGTTCGCAAGGATGGGGATTACAGCCAAACGATCGCAGT
GGCTTGGCGTACTTGCGGCGGCGTCGCTGTTACTCCTAGTGGGCAGCAAGAGAGCCAGGC
AGCCCCGCTGTCCGCTGTCGTGCACATGTACCAAAGACAACGCGCTGTGCGAGGGCGCAG
GATCGATCCCTCGCAGTTTCCCTCCCGATGTCATGTCACTATCCTTCGTCAAATCGGAAT
TCACTGAAATCCCAAAGGAGAGCTTCATCCACACGCCTGGCCTGCACCTTCTTCTCTTCA
CAGCTAATATCCTGGAATCCATAAATGAGGATGCTTTCATCAGTCTTCCTCATCTAGAAT
ATCTGTTCATAGAAAACAACCAAATCAACTCAATATCTCCACATGCTTTCCGTGGACTAA
AAACTTTGGTGCATCTGAGTCTGGCCTACAACAATCTGGAGACACTGCCCAGAGATTTGT
TCAGGGGTCTCGACGCTTTGACGAAAGTAGACTTACGAGGAAATCATTTCACATGTGATT
G
>BJ731001 ID   BJ731001   standard; mRNA; EST; 520 BP.
TTGGTGTCTCCCCCCGTGCAAAGTGGGGCNTCNCTCATCTTCNCCACAGGGAGTGNTTGC
TTGAGAGCTGGCCATATTGGCNTTCTTCNNTCCCCNGCTGGNAGAGGGAAGANACATTTT
TATGTTGCCTTCAAGAACATACAGTNNTTTTTTGANANCCNCNNCGTTGGGTGTCCATTT



GTTGANCTTTAGAGTANTCGAGATGAAAATANTTTCCNNGCGTTTGGTTTTTAGTAGNGC
TATTTCCCACACNNGGNNTCNCGTGGANACATGAAAAGTGGTGNCTGCANACCANATGAA
CNCCTTTGGGGAAAATTANTGCNAGANTGNTTTGCCAAGTTTACACTGTACCTTCANGCA
AAGCATACATATCNGTGAANTCTGGGGAGAATCCNNGCAAATCCAGANTGTTCTTGTGNT
CTTTATATGTAGCTGGAGTTGTATTTTAGAAANANACTGANTGGGGTAGTTAATGATTAT
TGCTCTTCTCANTGTTTCCTTTGATGACANACAAAAACTT
>BJ731006 ID   BJ731006   standard; mRNA; EST; 756 BP.
GAATGTGCTCACCGCATGAAGAAGTGCATTAAGTGTCAGGTCACGATAACCAAGAAGATC
CGGCAAGACCAAACAGAGGTGGACTGCAGCCCCGGGACGGAGAACTCCGAGCAGCACAAC
CTGCTGGAGCAGCTGCAGTCCCGCTACCGGCAGATGGAGGAGCGCATCACCTGCCCCATC
TGCATCGACAACCACATCAAGCTGGTCTTCCAGTGCGGACACGCCTCCTGCATCGAATGC
AGCGCCGCCCTCAAAACCTGCCCCATCTGCCGGCAGACCATCCGCGAGCGCATCCAGCTG
TTTGTCTGAGCCTGCTCCTCAGTGGGGGGTGGGGGGCTGAGCCTCATTCTCACCCCCGGA
GGAGGAGCTGGTGGGGGGGGAAGCTTTGTTCCATCACATTTAGTTTGGGTGTCCTGGAAC
TGATGGCTTTAAAGGCCCTTCCAGCCGGACGGGTGATTCTTACCCGAGCCTGAAGGCGTC
AGAGGAAAGCGGCGCCGCGGGTGAGGAGGGCCGAAGAGGGTCCCTCACGCCCTCCTCTGC
TGACTCCGCCCAGGCCCCATTTCCCGTCGGATCGTTGCTGCTTGAAAGTCTGTTACCCAT
CATCCTCTGCGGCTTTCCGGCCTCTTCTGTTTACGCGGCGGCGGCTGCACAGAGGTCGTC
GTCTTCTCCTCAGATTGTGAATTGCGTTTGCTCTGTTTTGTATCGACCTCTTTATAATCA
GTGTTACTCTGCAAAGAGCTGCTATAGGTAAAGGCT
>BJ731010 ID   BJ731010   standard; mRNA; EST; 705 BP.
AGCTGAACTGGAGTACGAGTCTCTCAAGCGTCAGGAGCTGGAGTCTGAAAACAAGAAGCT
GAAGCATGACTTGGCAGCGATGAGGAAGAGCCTGCTGGGCGATGCAGTCACGGGTGCTGG
GGCGCCGGGTTCTCCAGCTTACAAGGTGCTTCTGGACCAGCTCAACGCCTCCTGTGAAGA
ACTGGAGGTCCGCAAAGAGGAGGTGCTGATTCTGCGATCCCAGCTAGTCAGCCAGAAGGA
AGCCATGCACCACAAGGAGACCATGACGGAGCCGTCTGTGTTTGCCGAAGACGTGTCCAA
ACTGAAAGACGCGGGCGAAATAAAGCAGGCTTACATCAGCCTCAAAGACACCAACAGGTT
GCTGGAGCATCAGCTGCAGAGTCAGCGGAGAACGTATGACAACGAGGTGGAGTCGCTGCG
CGGCGAACTGCAGAACGTCAAGGAGGAGAACAACCGGCAGCAGCAGCTGCTGGCTCAGAA
CCTCCAGCTGCCTCCAGAGGCCCGGATCGAAGCCAGTTTGCAGCATGAGATCACCCGGCT
CACCAACGAGAACCTGGAGCTCATGGCAGACGACCCCACAGCATCCCAAGAGGCTCGAGT
CAACATTTTACGGCGGATGGTTGACCTCATGGAGCAGCTGGAGAAGCAGGACAGAACCAT
CCGCAAGCTCAAGAAACAGCTGAAGGTTTACTCCAAGAGGATTGG
>BJ731014 ID   BJ731014   standard; mRNA; EST; 684 BP.
TTTGATGTATTGTGTTAAATGTAAATGTGGAGCTTGTTTGTCTAGTGTTGAAGTCTGATG
GTTTATAATGTGATTCTCCTGAAAAGAAAAGTAAATCATTTTGACGGTTGAACTGTAAGA
AAGAAGCAATTGGAATCAACATCAGGATAAAAAAAACAGGAAAACATTCTCATTAGCTGT
GATCTAAAGTTTGATTATACTGGAAGCAGGTCAGGGTGAACTTGCTCAATGTGAATGAGG
TTTTGTTAGAAAGGTTGAATTCATGTCTCACAGAGGAGGACTTTCTGAAAGTGGAGTAAT
TATATAGTAGTATGATCTTTCACCAGAAATCATACATAAGCTATATTTCCACTCTGCTTA
TAATTTAATCATCCTCAATTGAAATGATAACATCTTGACAAATTTCTGTTCTCTAAGGTT
GCAGATTAAATTTCATATCTTCTGTCTGACCATGAGTTTTGTCTGAGGTCAGATAGACTC
CCCAAAAAAAGCAAATGAAAACTGAATCTGCCAGCAACCACTTAGTTGCTCAGTTTCGCT
TCTATCCTTTTCCAACAGAGGACCACTCAGGTACTGGCTCAGAGTTTCCCTGGGGAGGTG
AGCTTGAGCCTCTCATCTCTGATGTATAAAGATAATCAAGATGCCATTTAAACACCAGAC
GGTTCAAAATGATTTTTTTTTTTT
>BJ731019 ID   BJ731019   standard; mRNA; EST; 713 BP.
CTCGTCTGATTTCAGCCGCGAGGGGAGAAAAATTGAAAATTAAAAAGAATTTCCCGTGAC
GGTTTTTACATGCAAAACAGCCAGTTGAGATGTCATGACCTCTGACATTCAGAGGAATGC
TAATTACCGAATAATTGAAGCTCTAAAATATCCAATCAGCAGCAGAAAATTGCTCATCAT
GAAGCATTCTCTTTGCATGTTTCTGTAATAACACATTCTGACAACGGTAACGAGGTAATT
TCAAGTTTATTTGTCTTTATCTTTGTCATCAAATCCGAATCCAAACATAAGTAAAACTTT
GCAAAAGCAAACGGAGCACGACGACATCCACTTCCACTCCCTTTTAAACAATATTGAATT
TTATGTCTAATTATCCCAAGTTTGATACGTCATTGTATGAATGTATAACGGATGATTGTA
ATGTTTTTGTGTATTATTCTTGTTTGATTGCTTGAAATAAGCTATTTCACATATAAAAGA
ATCAAATCAAATGATGGCCCATACCTACTCTGAGCGTTCGAAGGCACTCATTAGCAAAAA
TAGCAGCATCACAATATATCACAAATGACAGACAATGCTTGAAGCACTAATTAAACAGAC
GTGGTAAAAAGATACACTGCAACGGTGTGTTTCTTCGTTCCAGTGCAAGCTTTAGGGCAG
GAATTATGATACGTTTCTAATCGCTCTTGAGCTAATTCCAGAGAGTGCCCAGG
>BJ731037 ID   BJ731037   standard; mRNA; EST; 726 BP.
CCTTACATGGCAGCAGACTGGGAGAGGCCTTTTTGAGGGATTTGTTTTGGGAACATTGTC
ATCAGGCCACTCACTCTCATTTATAACTGACTGTTTATAGTTCCTAAGGCTGGAACAATC
TTTGGAGATGAGTCACAAGCTAACAAAAGAACAAGAGGACCTAATATGTGTTTCTGACAG
ATGCGGATGGAGTGATAAGGATTACTCTTCTCAGAATTATCATTATTTTTTTTAACTTTA



CATTCTTGTCAGAGTGTGGTGTGAGGAATACAGAGTTATGATTAAAATGTCCATTTGAGC
TCAACAAGATCTACATTTTTAAGAAAATGTTAGGAAAATCCTCAAATCTGACAGGAACTG
CTGCACTTGCAGCTCAAAGAAGTCAACGATTTCTCTGCTTCAATGTTATCTGTGCTTTCC
AGGAAACCATCTGGATCTGAACGTCTGCAGTGTTTTTAAAGCGTACACATATTTCAGCAA
TAGCATTCTAACGCAGTAAAAGTGGAGCAGATATCTCCGGTTCAGGGACATTTTTCCTTA
ATGAGCTTTGAAAAGCTTTCAGCTCTGTCACTGTCAGATCTGATGCTCTTCAGATTTCCT
AAAGGTGCAACATCTGCTCGTAATGTTTCTGTTGCCTGCAGTGCGCTTTCCATCTTCAGA
AAAAATAAATAAATATCAAATACCAGTGAAGGATTACACATATTTATATTTATCAGTTAT
NGNATC
>BJ731054 ID   BJ731054   standard; mRNA; EST; 566 BP.
ATGTGTTTCATTTTGTATTTAAGCTCATTGATTACATTGTAATGCTTAGACAACAGTGTA
GCTGATGAATGCAAAACTTTTAGGTTGTTTTTTTTTTACNGGAATAAAACAATAAAAACA
CNCCACACNCAACCGAAGCTGAAAATGTCNGCTTAAAATATGTAGCANCTTTTTTTTTAA
CATCNCATTGAAAATATTTCAAATAACCGGACGATTAAATTTGAGGTTTTTTTTGCCNCC
NGCAGTTGGATNGCTAACNGNGTTTTAANCANATTTCNGAGCTGCTTTCCNACNCTGACG
GTTATATNCGGAAATATTAGTAAAANCNCATAAAANCAGATGTNCTTAACGGAANGNGTT
TAGNGACNCCTAANCAGGTTNGGGTATTTTATGACATAANCCCAGAACAGTAGTTNCNGC
GTTCTACCTACNGGNGGCAGGAGNGAGGAAAACAATTGGCTNGTTTTAGGANGGGANGTA
AATAACANCAAGATTTNGGAANCTTATNGATTAAAGTTGCTGAAAAACNGCAAAANAAAT
TGAGTTTTATNGTNGGGTTTNGGGGG
>BJ731068 ID   BJ731068   standard; mRNA; EST; 787 BP.
CGGTCTTTAGAGTTTCTGACTTCGAGACGAGATCCCAGCCCAGAACAAATGGATCGGAAA
TGTTTGAAGAGGCTGTAAAGTACTGCAGGTATCGTGATTACAGAGAGCCTCCGGACTCAG
CTGAGCCGTACTCGTACACTCTGCAGTTCTGGCACGTGCTGGCGGCCCGGCTGGCGTTCA
TCATTGTATTTGAGCATATGGTCTTTGCCATCAAGACTCTGATTGCTTACCTAATCCCTG
ACCTTCCCAAGGACCTGCGGGACAGGATGCGGAGAGAAAAGTATCTGATCCAGGAGACGA
TGTACGAGGCTGAGCTGGAGAGACTGCAGAAGGAAAAAAATGAGAAGAAGCGCAAGAAAG
ACAAGACTCATCACAAGGAATGGCCCTGAACACTCCACTGACTGATGTGGGTTTTTCTCA
AAGCGTCGGAGGGACGACAGCTGGGTTTCCTGCATGACCTGAAACCTGGCACCTCCCTCT
TGCCACGTCACTACAACACCACCTCCTGGACAGTTGCAGAGCTGCATCCAGTGAAAGGAG
AGTCTTTCCAGGCGTTTGGCAGATGATGTAACTACGTTTCTTTTAGTCGGACTCTCAACA
GCACACCGCTTCAACTTCTGAATGTAGGTTTCTAGCAAGAAGAAAATCTTGCAGACGTTC
ATTTTAGCTTACAGAATGGACTATGAATGATAAACCCTGTTTACATTCTCCTAATTATAG
GACTTGAGATCTTGCTATATTGTATATAGAAATGATGGGATGAATGTCAGGCCATCTGCT
CTGCTGT
>BJ731070 ID   BJ731070   standard; mRNA; EST; 719 BP.
ATCTCCAAAGCGATCCGTCAAACTAGCATCCTGGAAGATCAAAGACAAAACTCAAAATGA
GCTGTCACCTCAGGAGGAAGATGGACTTCTTTCCAAAGAAACTAGTCAGTATCTTGGAGG
CCCTGAGATGGTTTCTGGCAATTTAGATCAAGATGGACGCATGCAGGTGAAACTTCAAAG
TGAGTTTCTCCTCCATGCAGCTCCCCCGTACAACCTCCTTCAAGAGAGTCTGAAGGAATC
GGCTGTTTAAGGCTGGTTAAGCCCACCCTGATTTGGAGCAACCTTTTTGTTAATTCACAG
GGACAAGAACCTCTATAAGATGTGAACCTGAAAACCGTAAAACTGATGCATCAGTGGATC
CATAAGCCAAACTTTTTCATGCATAGAACTGTCTTCTTGCTGCTCATTATCAGAAAAGTT
TAGTTATTCAACTTTCAGATAGATGTTCTGCAGGAACCTGCTTTTTGTGCTGCTCTTAGA
TTTAGGAGGCAAGTTCCAAAACTGAGACGAAATGGTTTTTTCATGTCACCTTTGCACAAC
ACACCTTAAACACTTTTCTCTTCTCAGCTTCCTCTCCTCTTTTACTTTCCTCGCCCTTTG
ATTCTTTATTTCGGCGTTCATTTCTCTATGTTGCTCTTCCTCTGTCTTCTCTCTTGCCCT
TTATTGCTATTAATTCCTCTCTTCATTATTGTTTCTAGCTCTTCCCTTCTTTTTCAGGC
>BJ731083 ID   BJ731083   standard; mRNA; EST; 752 BP.
ACCCTCAAAAGCCTCGCAGCGTTGTACCGTCGTCAGGGCAAACTGGAGGCAGCGGAAACT
CTGGAGGAGTGTGCCAGCAGGTCACGCAAGCAGGGCATTGATGCCATCAACCAGAGTAAA
GTGGTGGAGCTGCTCAAAGATGGAGTGGGTGGAGGGAGTGACAGACGACACAGCCGGGAT
GGCGTTGGTGGGTTGGTGGGACAGCGGAGGGATGGAGAGGGTGACGACTCTGCTGAGTGG
AACGGGGAAGGTAACGGCTCTCTGCGCCGCAGTGGCTCATTTGGGAAGATCCGCGACGCC
CTGAGAAGAAGCAGTGAAATGCTAGTGAAGAAGCTGCAGGGCAGCGGACCCCAAGAACCC
CGAAACCCAGGAATGAAGAGAGCCAGCTCGCTGAATTTCCTCAACAAGAGTGCTGAAGAA
ACCACACAGGATGTCAACTCCGGCCTCTCGGACCGCCGGGAATTCAGCGCAAGCAATGTG
GACCTCACCAGACGCAGCTCTCTGATTGGCTAGAGAGGTGGGAGGCAAGTGCACCAATGA
AGAGGGACCATTTGCACGTCAGCTCAGTCATTCACCACAGCAGCATATGTTAACTGTTTT
CTTTAAAACAAAAGGAAGAATATTAGCACACTTATGTCATGTTGCTTTGTCATGCAAACG
TCTGCCATCAGTCTGTACTATTAGGATTCTCACACTTATNAGCATGCTGCTTCCTACAAA
GTGGAATGTCTGTGCCACACCCAAACGCCTCG
>BJ731091 ID   BJ731091   standard; mRNA; EST; 727 BP.
ATCTGAGGGTTACTTTGGCATATACAGAGGAGCCGCAGTAAATCTTACCTTGGTAACTCC



AGAGAAAGCCATAAAACTGGCAGCTAATGATTTCTTTCGTCACCAACTGAGCCAAGATGG
GGCTAGGCTTACTGTTTTTAAAGAAATGTTGGCAGGATGCTGTGCAGGAATGTGCCAGGT
CATCATCACCACACCAATGGAGATGCTCAAGATCCAGATGCAAGATGCAGGAAGGCTGGT
GGCCCAGCAGAGGGTGATGCCCAGTGTAGTGCCAACAATGAAAATGGGAGGAACCAGTAC
CGTCCTCAGCCGTTCCTACAACACCATACATGCACCTCAAGTCGTCCGCATGTCTGCCCT
GCAGATCACCAAGGAGCTGCTGAGGACCAAAGGAATAATGGGTCTCTATAGAGGACTCGG
GGCAACACTTATGAGGGACATCCCATTCTCCGTTGTGTACTTCCCTCTTTTTGCACATCT
GCACCAGCTTGGCCAACATTCATCTGAACATCCATCTGTTCCCTTCTACTGGTCCTTTAT
GTCTGGCTGCTTGGCTGGATCCATTGCTGCTGTAGCTGTGAGCCCGTGTGATGTGGTCAA
GACAAGGCTTCAGTCGCTCAGAAAAGGAGCTAATGAGGAGACCTACAACGGAGTTGTTGA
CTGTATCAGAAAGATTTGGAGAAAAGAGGGTCCCAGAGCATTTCTTAAGGGAGCCAGCTG
CCGGGCC
>BJ731122 ID   BJ731122   standard; mRNA; EST; 758 BP.
AGCACCCGAAACTCGTTGGACGAGAGCACCCTGGGCTTTGGGTACCCCAAGTTCATCTCC
CACGAGGAAATCAAGAAGAGGAACTACATCCGAGACAACTGCATCTTCATCAAGGCTTCT
ATAGAGATTCCCCAAAAAATAATGGGTTAGGACCTGACATTTGTTTTCCTTTGGAGATGG
ACAAAGATGAGTTGAAGGACAGAACTGGTTTACTTCACCTCGAAAAACTTTTACACGTTC
ACCCTTTAGATGCTCTTTTGCTTTATAGCCTCTCCACTACAGAGCTTGAAGCGAGTCTGT
TAAGCTGTGCAAGCTGACTCGGAGGACCTAGATGGATCACAAAAAGAAAGTGTTTGGTCT
GCAGAACCATCACTCTCTAGTTTTTTTGTTTAGTTTTGTTTTTTACTCTTTATGTTGTTA
TTTGTTTGCTGACCTTTTATCATAATCTGCAACAAAAAGCCTTGGAAATCAAACAGTGCC
TAGCGAGTTTTATTTTCTGTTTTGCTTTTGTTGTCATTTTTTTGCAGTACAGATGTAGAC
TATGGAAGAGATATACAAAAAGAAAAATAGTAAGGTGCTTAGATGCATTTAGACTAGAAG
AAAGACGCTGTTTAGAGATTACACGCTGTATCCGGGTAATCGTAGGAGGCAGCAGATTCA
AGCTCAAACCCCAACTGCCTTTAGTTTACATGCTCACACAGTACATTGATCCCTTAGCAA
ACATGCAGTCCCCAGTTAGTACTACTTGCAAATTTTAT
>BJ731123 ID   BJ731123   standard; mRNA; EST; 720 BP.
CACAGCTTCCTTCTCTTTGGATATCACAAGGCTTTAATTTTCTTGTTATTAAATTTTTAT
TTAAGAAAAAATATTCTGCTGTAATATTCAACACCCTTTAAGAAAGAAACAGCTGGAGAT
TCAGCTGAAGAGGAGAGCTCATTGTAGACCCTTTCAGGACCTTGGACAGCGATAATGGCT
CCAATGATGGAGAGCGGAGCTGAGCCCGTGGCAGTACCGGTGGGCGTTGCCGTAGTGAGT
GTTTTTGGCCTCGTCTTCACTGTGTCAGCCTTCACTTGGATCTGCTGCCAGCGCAAAAAC
ACCAAATCCCAAAAGACGCCCCCATACAAGTTTGTGCACATGCTCAAAGGGGTAGACATC
TACCCGGAAAGCCTGAGTGGCAAGAAGAAGTTTGCCGCAGCTGCCACCACAACAGTCAAT
GACGCCGGTAAAACAGATGTCAACGGAAACTGCCACACCACGCCAATGAGTCCATCAAGC
ACCAGTAAACTTGCAACAAGCCCAAACGGTTCCAGGCCGGCTCTGCATTTGGACCTTGAG
AAGCGGGATCTCAATGGCAATTTTACCACCAAACCTTTTCACCACCACCATCAGAAGGTG
AGGTGCTCTCCAGATCTGGAGCTGCCCTCTCCACACGCAGGGTTTACCCAACCTGGTGCG
ATGGACCGCCATGACCTCCCTTCACCATTCAGCAACCTCTCCAGCCAGGCACCAACTCCA
>BJ731129 ID   BJ731129   standard; mRNA; EST; 740 BP.
ATTTCTGGGTTTAGGGAGAAGGAGTCCTGGCAAGATTCCATATTGAGTCATTGAGTCAAA
CAGTCAGCACCTCCTAATGCTTCTCAGTAAAACACAAGTACTTTAGCAGAAAACTGACAC
AGAGTCTGTATTTCGTTCCATTTACTGCTATAATGATGATCATGGCTGAATCTGTGGGAA
ACACCACTCAAATACTTCTACATGACATGCTGTTCTTACAATATTTCACAAAAAACCCTG
AAATGGTAAAAAAATTACACATATGGAAACTTGGCTGAGGTTCTACGCCGGACACCTCTC
CTGATGCAACTGGACTGTAATCGAACTTGGTCACAAACGTGCCACTCGCTGACTTGTAAT
CCCCATTTCTGAACAACCTGGACACCATACCATTAAGCATCCATCCTAAAGGATCAATTA
TCATTAGGTTGTCATTTATTTTAATAATTTGTTTCATATAGTGAACCTAAACAACCAGGA
ATTCTAGATTGACTTTAGATGTATTCATAATCGATTTGTTGAGGATAACAATAATCTCAG
ATTTGCTTTGAACCAAGATGAATGAAAGTATTAATACAGTATATCTGCAAATTATCTCTT
ATTAACGCCAGTCTCCAATAGTTGCCTGGCTCCTTTAATATCCGCCCATCTCCCCCAGGT
CGTAGGGACGGGTGTGTGTGGTATTTGTATTGTGAGCCAGTGTTGCAATAGCCAAGAAAC
ATTTATTGGATTTAGCGTTG
>BJ731145 ID   BJ731145   standard; mRNA; EST; 144 BP.
TCAAGGTGAAAACATGTTGATGATAGAAGGTAACCCTCTCTTAGTACTGTTTTCTGCAGA
CCTGCTGTCTGGTGAGGGCAGACCCCATCAATGACTTCAAAGACCAGCATGCTCTGTGTG
GAGTCCCCCCCCCCCCCCCCTTTT
>BJ731146 ID   BJ731146   standard; mRNA; EST; 420 BP.
ACCGTGTCCGGGTCTTCCTCCGTGTCCCACCCTTTTTTCTGCTTCTTAAGGGTAGGAAGG
CATTTACGGCGTCGAGGGAAGACAAAGTTGTGCAGAGTTAGAAAAAGCAGCTGGTCTCGT
CCTTTAAGAAGCACTCTGTGGGCTGGTAGCGCTTGGATTTGGGGACCAATCTTTAGCTTG
TCTTTGCAGGGCGCGCATACGGCAGTTTACCTCCAGCATTGCACCAACACACACCCACTG
TTGACGAGGGGTGTGCGTGTTTCAGTATTTAGAAGTTGGAATGGGGAGGGGGGCCTTCAG
TAAAGTAGCTAAAGATTTCTTGTTCATTAATTAATGCCAGTTGTAAGGCTTCTATTTGTT



TGCTATTTTTTTAAAGTGAGTTGTCTGTGTTATACTTTGTGTTTTTTTTTTNGTTTTTNG
>BJ731200 ID   BJ731200   standard; mRNA; EST; 723 BP.
TGCTGCTCGTGCGCTTGCGCGGGAGCGCCTCGGCTTTTCCCAACAACGCGACCGACTCCG
CGCACCCTCTGACCGTCCATGACTCGCGGGAGCAGACGGATGCTGAAGACATGAACCGGC
CGAGGAGCGGCGGAAGGCGCCTCGTGCAGACTGTGCCAAAAGGTCCGGACCAACATCAAG
TGGGCTGTAGGGAGCTGAGGTCCACAAAGTACATTTCTGACGGACAGTGCACCAGCGCCA
ACCCCATCAAAGAGCTGGTGTGTGCCGGGGAGTGTCTGCCAACCCACCTGCTCCCAAACT
GGATTGCTGGCAGCAGCCACAACGGGAGATCCTGGAGCCGCCAAGACGTGCAGGAGTGGC
GCTGCGTCACCGACCGGACCAGAACCCAGCGGGTCCGGCTGGAGTGCCAGGACGGCAGCT
CCAGGACCTACAAAATAGCTGTGGTCACCTCCTGCAAGTGCAAGCGCTACAGCAGACAGC
AGAATGAATCGGGACGAAAGGAAGTCGCTGCTCGGAGTGGGAAAAGGCCGTGAAGTACCA
GCAGAGAGACCAGATGAGATACCAGAACCCACAGAACTCTGGAACATTACCACAGCTTTC
ATACCAGCCCTCTAGCAGATCAATGCTCACAGGACTTTCGGATTGAACACGATCTTACTG
ACTCTTTAAACCTGATCATGAACCTCTGAAGGTTTGAACCGATTTGAAGATGTTTTGCAT
TAA
>BJ731207 ID   BJ731207   standard; mRNA; EST; 725 BP.
AAAAAGAAAACATAGAAAAAAGGACATTTGTTAGCGTTTCCGCTCTGAAACTTACTTGTT
TTTTGCAGCCACTTTATAGGAAGAGGGGTCATGCAGAAATCCAACTGATTCCCACGTCTG
CCTCTCCCTCCCTCCATCCTCCTTCTCTCTAGCTCACACATCCACACCCACACCCAAGGA
TACCCTGCTTGCTTCACTGCATCTCCACACCACCCCATTTCCCCCCTGCTCCTCTTCAAA
ATCTCCAACTGCATCTCCTTACTGAAACCCCCCCAAAAGAATTCTCTCCGAAAGACTTCT
GTGGATGCTCCTCTGTTCCCTGCTACCTGTGGAGGTCCTCCAGTTCCCTTCAGAACGCCT
GACAAAGAGGAAGCATGCTGGGCTTGGACGTCTGTGAGTTTGGGGGTCAGGCGCTGGAGC
TGCTCTGGCTCACCATGTGCTACAGAGGGCTGTTGGCTGACAAGAACAACTTGCCAGTTG
AGGAAGAGGAGGATGAAGGGAACCTGAACTACAATCCTCCAACTCAGAAGTCGCTGCAGG
AGATCCAGCAGATGGACAAAGACGACGAGAGCCTGGTGAAGTACAAGCAGACTCTGCTGG
GGCCGGAAGCTGTGACAGCAGACCCCTCTGGGCCAGAAGTGAAGGTGACCAGACTGACCC
TGGTGTGTGACGAGGCTCCTCAACCAATCACCATGGATCTGACAGGTGACCTGAACGCTC
TGAAG
>BJ731210 ID   BJ731210   standard; mRNA; EST; 735 BP.
ATGTCCTCCCATCACTGAAGGAAAGAGGAGAGGTAAAGGATCTGATCTCTACTCATGCCT
GTGCATGTGGCTCTATTTCTCGACTCTATGGGGCCACGCAGCCCCGCAGTGCCCAGCCAG
CTGCCACTGCACCTGGGACACTGGCACGGTGCTCTGCTCGGACGCCGAGCTGCGGGCGAT
ACCGGAGGGCATCCCCCCAGAGACCGTCTCACTTCACCTTGAGCGCAACTACATCCGTGA
AATCCCCGAGAGTGCCTTCAGCCACCTCGTCCAGCTGCGCGACCTGTACCTGTCACACAA
CCGGATTGACTCGCTTGCCACAGGTGCTCTGAGGCATCTTGGTCCCGAGCTACGTATGCT
GGACCTTTCACATAACCACCTGAGGCACGCCAGCAGGGAGGAGTTTGGTTCCACCCGTGC
AAAGACACGCCTCTACCACAATCCCTGGCACTGTGACTGCGCTCTCCAGGAGCTGATGGA
GACTCTGAACCTCGAACCCGAGACGGTGAATGGGATTATCTGCGAGAGCTCAGTTCGGGG
TGTAGGCGAGGGGAGCAGGTGGGAGGACCCGGGGTCACAGGGGGAGCACACGGGTCAATC
TCTGGTGAAGCTGTTGGACTCTGGGGTGAACTTCTGCAGCCTGCAGAGGAAGACCACCGA
CATCGCCATGCTGGTGACAATGTTTGTATGGTTCTTCATGGTCATTGTGTACGTTGTGTA
CTATGTTCGGCAGAA
>BJ731223 ID   BJ731223   standard; mRNA; EST; 149 BP.
TTNAACNGANGCCCCAAACNGGTTNCNCNCNCNCGTNCANGCAGGGACCCCNAACNCCTT
TGAAANATTTNGGGTNCCAAACNGNGCGGNCTTGAAACCNCAAATGNCGGGCCAGGGGGA
CCNGTTTGAAAGGTTTTGTTGTTTTTNAG
>BJ731224 ID   BJ731224   standard; mRNA; EST; 757 BP.
CCTTGAAATGAAGATTGATAAACTCGGGACCCGCATGACCCCCAACCAGGAGCGGAGAGC
AAAGATGAAAACCTACAAGGAGAAAGTGAAGAAGTCCCTGACCCCTGATCACGCCATCAA
CTCTCGCTCCAAAACAACAGTGTATCGAGTCCCCCCCTTCACCTTCCATGTGAAGAAGGT
CAGAGAAGGGGAGGAGGAAGAGGTGGTGCAGAACACAGAGATGGTGGAAGTGACAGAAGG
AGAAGCTCAGCTGGGTGAAGAGGAGAACGGGCTGGGAGTGCATGTAGAGATAGAAGAAGG
GAAATTAGTGGATATAGACAATCCAGAGAGGCAGACTCTTTTGGAGGTGACTGAGGACTC
TCAGTTGGTCAGTGTGGAACCAGAATATCTAAAGAAAGCCCATGGCAAATAAAGGATTTG
CTACAAAAAAAAGTGAAGAAAAACCCTGGCGTTGAGGAAATCAACACCCATGAGAAAGTC
TAATCTGAAAAAAACAGCAACGGCTCTGGAGGCCTTGAAGACATGTTTGTATTTTGACAT
CATTTCAGTTTTGTCCTCTGCTGGTAATTTTCCAAAGAAGGAATACTTTCATGTTTTCAC
ACTTCTCTTGTAAAAAGCAGCTGAACAGCAGACACAAACCTAGCTTTTGGAATACCTCTA
GGGTCGGTTTGAGTAACTTCTGTTGACATTTTCTGACTATTTTTTCTTTTTCTTTTGAAA
GACGAAAACTTTATAAAGTATTGTCGTTTTTATGGAA
>BJ731239 ID   BJ731239   standard; mRNA; EST; 548 BP.
ATTTGTGAAAGTTCAGAATCCTGTAAATTTGGTTTGTTTTTTTTATTCCTTCAATGACTT
AAACTGTGCTATACTTTTCACAAGCAAAGGCATATTGTGAGTTTTTCTTTTGTTTGTGTG



TGTTTTGTTTCTCTTCTCCCATTAAGTATTTTCCAATATGGCCAAGAAAACCCTGTAGTG
CCAAATGTGACTAGTTTTTGTTTTGATTGCATTTGCATCAAAGGTCCACAGATTGTTTTA
CATGAAAATGGTTTTTTAAGTGATTTGCAATTGAAGGAAAGTATTAGAGTCACATTTAGG
TTTTTTTTTTCCCCNATTNACTTAAAAAGGCTTNANCTTNCCNATGGTTNANATANCAAA
AAGGTTCCCNCAAAGGTNAAAGGCCTTTNCAAGCCTGGTNAGTNGCAAAGNAATTNGANA
TNNCCCAAAATTTNGTTTCCTTNATAAATGGGTTTTTTTTNANNCCANANGAAATNGATN
GNAAAANATTNGCATCCATCCTTTTTGGAANATATATATAAAATNAATTTTANCAGGGAC
TNGNCAAA
>BJ731264 ID   BJ731264   standard; mRNA; EST; 654 BP.
ATCTTTGGGGCGTGACCATCTACTGTGCCACAAAGAGGCACTTTCCCCAGTGACCCCAAA
GCGGCTCTGCTTTGCAAAGACAATAAACCCAAACCTGTCGCCCCATAGGAGAGCCGACAG
TGATGTGTTTACATGTGGAAACACCACAGTAAATTCCGGATAACTTCAGCATCATTCCAG
ACTGAAGACAAACAAAAAAAGGGCTTTTTGTTGCTTCATGACTTTTATTTAAGACTCCAA
CGTTCCACACATGAGGAGAAATTCCAGAAAGAAGGAAAACAAACGTAAGCTGATGAGTCT
GCAGCTTTTATTGTGTCTAATGTACACCCCAGCTGTTCTGTAGAGAGGGATCATCCAAAC
ATTCTTCCCCCTTCAGGCTATGCTCCAGCCTCTCGGCCCTTTTGGCTCATTCATGTCCCG
GACGGTGAGGCAAAGATCCCAGCCTTTTGTGGCTCTTCGGGCAGCTCAGAGGAGGTCAAA
GGCTGCCTTTAGGGAGAGTGACAGATGAGAGAACAGCAGTGGAGGGCGGCGAGGAAGAGG
GGGGGACAAGCAAGATTAATCACAACATGAAAAAAAGTCTTTAAAGGTCTTCTCGGCTAG
AAGAAGCCAACGGGTCACAAGTCACGACTGAGAGACACTTGAGATCCAAGAGGA
>BJ731267 ID   BJ731267   standard; mRNA; EST; 713 BP.
GCGACTCTGTTTCCACATTGGTGAATCATGTCATTATTTAGCCTTATGTGATCAACGGCA
AATATGAGATTTGTTTCTCTGGAGAGCTCATACAAGAATACTTGCATAAAGAAAATCTAA
TTGTAAGAACAGGTGTTTCTCTCTTTTTGTTAAATTTGAGCTTTTTTACAGGACTGCTAA
TAATTTCTTCTTTCGAATCTCACTTTATTTAAAACTTTTTAGTTTTTCAAAGCTAGGCTG
CTTCACCTAGAAACTCTTTCAAGACCTCTGTTATACGTTTTATTGTTTTATCTAATAACT
GAGGCTTACGGGTCTCAAACTCCGTGTCCTGGTTTTCTTGTTTGGGTCAACTCACCTAAT
TTATGTCAATGTCAAAATCTAAGAGTCCTTGATGTTATGCTCCTTTTTTGTAGGGGTTGA
TTCTAGGTACGTACCGGTAATTAAGAGCAGAGCGTTAAGATATATTAAGGAATTGCTTGG
ATTTGTAGCATAAAACTAGTTTGAATAAACATGTTTGTATTTTAAACTTGTTACAATTAA
AAAAGCGGAAGTCCTGGCGTGTGTCTCATTAGGAAGAAAGAGTCAGTTTGCACCATTTCC
TAAATCGTAAAGGGATTTATTTCATTTTAAAATCTTAATGATGTATTTTATGTTAAATGA
TATAGAAAACACCCCTTTTTAGTTTTTGTATCACTCAAGCAGTGTTGTGGCCT
>BJ731268 ID   BJ731268   standard; mRNA; EST; 704 BP.
GAAATTCTAAGGTCAAATCTGGGCATCTTTGACTGGACTGATTATTTAAGAAACCATGTT
TGACTATCTTGAATGTTCACCCAAACCTGGTGGAGACAAACGTGTCGTTATGCAACCGAT
GGACGGCTGTGAGCGAAGTTCACGGTGTGGGACCGCGGATCGGCTTCAGGCCCGGCTCTG
TCCTTCCAAACCATCTGACTGACTTTGGACCTGACGCTGAACGTCCCGGCGTTTTAGAGC
AGCTACAGTAAAAAAACATCGGATCTGCAGACGCAGCATCCTGTCTGCAGACGGAGAACA
CTGACTGCAAACATCGCAGACGTCTGCAAACAGAGAACACTGACTGCAAACATCGCAGAC
GTCTGCAGACGGAGAACACTGACTGAAAACAGAGACCACAGCAGCATCCCGCCTGCAGAC
ATCGCAGACGGAGAACACTGACTGCAAACATCGCAGACGTCTGCAGACGGAGAACACTGA
CTGCAAACAGAGACCACAGCAGCATCCCGCCTGCAGACATCGCAGACGTCTGCAGAAGGA
GAACACTGACTGCAAACATCGCAGACGGAGAACACTGACTGCAAACAGAGACCACAGCAG
CATCCCGCCTGCGGACATCGCAGACGTCTGCAGCCCCAACATCCTGCCTGCAAACATAAA
CAATCACTGCAACCCATCTACAAATGTCTGCATCTCCCTGTCTG
>BJ731275 ID   BJ731275   standard; mRNA; EST; 735 BP.
GACACTTGCTCTGCTGCAGACTCATGGGGAGCGGGAGAGGGTTCGCACCGACAGCCTGGG
CTCCCGCATGGACTCTGATCGCTCCGAGTCGGACAGAGAAGATATAGAAGTTGATGTGGA
AAGCACCGAGTTCTCCCATGGAGAAATGGACAGCATTAGCACCAGTGGTGCAAGCGACCT
GGATGACCACAGCAGCCTGCAGAGCTCAGCCAGCGATGAAGGCTACTCCACATGTAGTCT
AAAGCTGGCCTTCTCTGCTTAAAGCACCAGCTGATTACCCCCCTACTCCAATCTCTGGCG
GCTTTCACTTTCAAAGTTCCAGCGTAAAGCCCCTCCCCAAATTTCAGTCAGCTCTTTTGG
ACACATGGAAACCTTCCCCCAAGAAGCCGCCTTAAGATCAGTCTGAAAGTCCAACTAGTG
TCCCCTCCTAAAGCCGACAGGCTTTACTACATTTCCCATGACCACCGTAAAATCTATGGC
AATACTCAAGATTCCTATTTTTAAAAGTTAACCCAATCACCAAAAAACGTCCCTTTACCC
GACACAAACCAACACCTGGCTTTAACGTTTCAGTGGAGGGCCCATCACTGCACCAGTGTC
AAACACTGAAGGGTCAACTCTGCGTTTAATCATCTTTGGAAACCAGCAAAACAAACAAAC
TAATACCAGCTAGAAGCTCCACATCGGGNAACTTTTGCTCCATTTTGCCTTTTTAAAACA
AAGCCCTTTTTTCAC
>BJ731279 ID   BJ731279   standard; mRNA; EST; 720 BP.
AGCACATAAAGGATAAGGGGCCTAAAACTGTCAAAATGATGCACTGATCTCTTTAATTCT
TTTTTCTGTTTTGATGTCTTCGGGGCTTGTGTAGTGAGCAGAGGCCTGTGCATCGACACG
GGAGATAAGACGAGGGCTGCCCAGTCCAGAGACGCCATTGTTTGTACTCGCTCATGGCTT



ATCAGTTTGGCAGTCATCTCGCAGAGGGATTATAAAACACATGGCACAGATTTAGCAGGA
GCCGGTCGCCTCACACGAATGCTAAATAGCCCCAAAGCAAAAGAAGAAGAAGTCCAGGCA
CAGTTTCGGTTCTCCCTGTCGTCCAAAAGTATGCAACTGTGTGATATCACACGGCTGTGA
TGAGATTTACGGAGATGCCGCTTGGTTTCCTCAGATGCTCCCCTGGAGCTGCCCTCCTTC
CAGCTGACTCCATCCCAGCGGCAGGTGGTTTTTCAGGGGGACAGTCTGCCCTTCCAGTGC
CAGGCCTCCCGTGTTTCCAAGGACATGCAAGTGCTGTGGTATCAGAACGGCCGCATGGTC
AAGCCTAACGCCGCTCAAGGAATCTTCATCGAAACCCCCGTGGTGGAGAACTGCTCCCTG
ATTGCTAGCGCGCTGACCATCTCCAACATTCAGCCTGGTTTCAATGGGAGCTGGGAGTGC
CGGGTGTGGACGAGCAGGGNCAACACCACCCGCACCGTCCACATTGTGGTGCTGCCCAGT
>BJ731284 ID   BJ731284   standard; mRNA; EST; 708 BP.
ACTGTCGTTAGCGCGTCGTTAGTTCATAGCGCGCTAGGTCGCTAGGCGGCTAGCTAGCGA
GGAAGCTAGGTAAGTGTGCTGCCGACCGATCCCACCGAGTAGTAGACAAGCCAACTGACT
GCTGAACACAGCCGGTGTTTGAAAGAGGTGGTGGCAGGCGGGGTTGGGAGAACACGACGG
GGTGGAAGTGAGTGAGGAGCGGCTGATGAGTTCAGACCAGAGCGGAGAGCCGCCGCTGCT
GCAGGAGGAGGCTGATCCCGGACCGAAGACCGGTGCGAAGGACGAGGCTCCGTTGGGGAG
CGAGGGAGGGACAGGCGGCATGGTCACCTCGAAGGGTGCCGGTTTGAACCCAAATGCCAA
AGTTTGGCAGGAGATGCCTGTGCCCCCCAGTGAGGCTGTTAACAGTGGCCCAGATTGGCC
CACTTCTGATATTAATGAGGGTTATTCTGAGCCTTCACCTGGTGGGTGCAAGCAGTACAC
GGAGGGATTTATGGCCCCAGAAGATGGCGGCTCCACGGTGACGGCTGAGGTTGCTGTGAA
TGGACTGGACCCTCAAGAGTTGGGCTTTTCCCCTGACGAGTCCACAACTTCAGATTATAA
AAGTGAAGAACCCGTCTCCTCTGAAAATCTACGAGAGTCTTTGAAGAAAGAGCTGGAGTT
TTATTTCTCAAGAGAGAACCTCTCTAAGGATTTGTACCTCATGTCCCA
>BJ731295 ID   BJ731295   standard; mRNA; EST; 707 BP.
AAGCTCACAGCAGAAGAAAAGTCCGGAGAATCTTTAGAGAAGGGGCTGCTTCTCCGGTTC
GTCTCTGCTTTTTGCTTCCTCCTGTAGACTCGGCGGCAGCGTAAGCCCCGCCCTCATGGC
TGTCTTTGTTAGGACCTCCGTCTTCTCTCTGCGTGTCTTGAAGCTTCGCTCCTGGTCTGG
ACTCATTCTGGTCTCCTGCGGTTCCTGTCGGTGGTTCTCGGTGACGGCGCCTCGGCCTCC
GTGGCGTTTCACCTGCAGCAGACAACATCTTCATGCTCGAGCGCCCGCATCTGTCATTCC
TGGAACGTGTCCGAACACGGTCAGGGGGGCGCCATGAAGACGGGCTTTAGAGTTTAACTG
TCAGGCCAGACCGCAGTCTGCAGCTCCGGATCGGGGTCACCTGATGGCGCCTCAAACCGC
CTCCCAGGTGTTTTTTAACGACGGCGTTCTGAAGCTCCAAAGCAGCGACTGACCGGCTTT
AGGTTTCTTTCATTTGGAGTCTTTATTTCTGAATCTGTTGTGGCCTTAACTTGCCCCGCC
CACTTCTTCAGCTTGAAGTCTTGTGTTCATCTTGGGACAAAAGTGACCCGGAGGTCGTTT
CCGGGTTACGGCGTTCATGTTTAAATGAAGGGCGGCCATCTTTGTGTTGTTATCTGACCA
ATCATGGCGCTCTGCACAAAGCTTCACTTGTCATGAGTTGTGGTTAC
>BJ731300 ID   BJ731300   standard; mRNA; EST; 724 BP.
ATGCAGCCGCTATATGTTATATTCCGTCGCTGACAGAACGCTCATGTGCTCGTAAAGGCT
GCCAGATTAACAAAGATTATACCAGACCCGCCAAACCATGAACTACGTGGGCCAGCTGGC
AGGCCAGGTGTTTGTTCAGGTCAAAGAGCTGTACCGAGGTCTGAATCCTGCAACCCTGTC
CGGCTGCATCGACGTCATCGTCGTGAAACAGCCTGATGGCTCTTTGCAGTGCTCACCCTT
CCATGTTCGCTTCGGCAAAATGGGCGTTCTCCGTTCCAAGGAGAAAGTGGTGGACATGGA
AATAAATGGAGATCCTGTGGATCTGCACATGAAGCTCGGAGACAACGGAGAAGCTTTTTT
TGTGCAGGAAACAGAAGGTGATCAGGAGATTGTTCCATCCTACTTGGCTACCTCACCCAT
CTTATCCGACGGGCCCATTCTTAAGAGCTCCTCCTCGAAAAACTCTGGGCCACCGATTCA
AACCCTGGGCTCCATGGGAAGCAATGCAGAGAACAGTAGCATGAAGAAGAGGAGGAAGAG
GAGGAGGAAGTGTCGGGCAGACAGTACAAGGAGGGAAGGCAGCGGGGACTATTCTGCAGA
TGAAGACATGTTTGCCATTGACATCAGCTCAGATGAGAGCACGGAAAAGGAGAACAGATC
TTCATCCCGAGATGTCCTGAGAGAGGAGACAACTGCTGCTTCAAGCAGCTGTTCTTTCAA
ACAG
>BJ731303 ID   BJ731303   standard; mRNA; EST; 717 BP.
AACGTTCTGATTCCGACTTGCCTTCAAATGTTAGCAAAGCAGTTTGGGATCATCGCTGTG
TGAGATGGCAGCTAGTGTTAAAAGTTCCAAATTGGAGATCCTGTTTGACCAGGCCCATAG
AAACCATTGATGGCTCTCGGTTCCTAAGAAAGCTCTTGAAACCAAACCAAGATCATCGAC
CATATGCTGAACATGATTGAAGCTGAACTGTGGCCAGGTTGGGAATCTGAACACAGCTGA
ATGTGCACCTCAGGGATTTTTTTCTAGCTTTCTAGCTTTTGAAGGCAATGTATGGTGACC
ATTGCTGTGACGGCCTTTCTTCTGAAACCTGAGTCTGATTGCAAGATAGTCCTGTTTGGG
CCGTCCGCTCGGGCCGGATACCAGACGACTCGATCGCTGGGTGCGCTCCGGAGGCGGCGC
CCTCACAATCTATCCCAAGGGTCTTCTATGGTACAAAAATATTTTATAAAAGTATCACCT
GTGAAAGCTCCTCGATCAGCACTTTATCTGTAAAAAAATCGTTATGTATGCATAGGCATT
GTTTTGGTTCAAGGGGACGGATCCAACAGTTTGACGCTAAAGTTAAAAGCTTCTTATTTA
TTAGCTAGAAAACAAGAATCAGTGCTCATACTCTTAAATGCTGTAGCTGTATTATCATTA
TTGCTTTTAACTTATAATTTCCTTTTTTTTTTATTTATTGCANATAAAGTCTTTGTT
>BJ731313 ID   BJ731313   standard; mRNA; EST; 699 BP.
AAGCCGCTCTCGTTCGGTTCCGGTCGTCTGTTCGGAAGCTGGACTGCGGCGCGAGGCTGC



AGCGCGAGCAGCCAGAGCGCCTGCGCAGAACTTTAGCTGACACAGGTTTACCTCCGCTGG
CTAAAGGCCTGTTAGCTTAAAGCTAATTGCCCCGTCGTAAGCTCACTGCTAGCACAGCAG
GTCAGTCTGGACGTCTTTTTTGCCCGGAAACGACCAAAGTTAGTGCCCGACCCAGGTTCA
TCTCGAACCAGAACTCCCTGGATCGAGATCGGGACGGTGGTTCCAATGTCGGACAGGGCG
GGAGGCAGGGATCCGGCGCTGTCCCCAGAGGACTGCCGTTGTCCGGTCTGCCTGGAGATC
TTCGTGGAGCCTGTCACGCTGCCGTGCACGCACACCTTCTGCAAGAGCTGTTTCCTGGAG
TCTGTGGACAAAGCAGCTCTCTGCTGCCCCCTGTGCAGGAAGAGGGTCTCCACCTGGGCC
CGGCTGCACAGTAAGAACCAGACTCTGGTGAACCAGGCCCTGTGGAGGCGGATCCAGACC
TGCTTCCCTGTGCAGTGTCAGCGGCGTCTGAGCGGGCAGGATGGCGACGATGAAGACCGC
CTAGCCCCTCTTTGTGTCCAGAGAGTGAGCCTACCTGGCGAGGTGCGACAGGAGTATGAG
GATCAGGTGACCAAGCTGATGGAGGAACGACGGCAGCAG
>BJ731328 ID   BJ731328   standard; mRNA; EST; 625 BP.
GGCACGAGGAATTTCCCGAGAGCCAGCAGGAGCCGGGCCGACAGCGCCAACGACGCCGCC
CCGAGCTTCACGTCCTCCGTGGAGCTGAGCTCCTCCTCCCTGGAGACGAGCATCCAGACG
CGGATCTTCAAGATCATCGTCATCGGGGACTCGAACGTGGGGAAGACGTGCCTCACCTTC
CGCTTCACCGGCGGGAGCTTCCCCGACAAAACGGAAGCCACCATCGGTGTGGATTTCAGG
GAGAAGGCGGTGGAGATTGAAGGAGAAACCATCAAGGTACAGGTGTGGGACACGGCAGGC
CAGGAACGTTTTCGCAAGTCGATGGTGGAACACTACTACCGAAACGTGCATGCAGTGGTC
TTTGTGTATGATGTCACCAACATGGCCTCCTATCGTAACCTGCAGACGTGGATAGAGGAA
TGTAACGGCCATCGAGTGTCTGCATCGGTACCCCGGGTATTGGTGGGAAACAAATGTGAC
CTTGTGGATCAAATACAGGTCCCCTCCAACATGGCACTAAAGTTTGCTGATGCTCACAAC
ATGCTGCTGTTTGAGACGTCGGCAAAGGACCCTAAGGAGAGCCAGAATGTTGATTCCATC
TTCATGTCTTTGGCATGTCGTCTGA
>BJ731332 ID   BJ731332   standard; mRNA; EST; 660 BP.
ATGAAGAGTACCCTGCTGTTTTACACGGGTGGTAGAAATGTCTGAGTTTGTCTCAGAAAC
CAACAAAAGCAGCAACCTGTCTTACACCTCCCCACACCACGTGGCATTGCACACGTGTCC
TGGTTAATAATTGGATTTGGCACAGCAGTATGATCACTCAAAATAAAATATGAAAAGCAG
GAAAAACCTTTTTTAGAAGAAAAATCTCTGTAGATGAAGTTATGGCTGTTTTAGTCTAAA
AACCATCATCTGTAATGTGTTCCTGCCATGTGCTATGGGGAAGAATTGTTTTGAACTGGG
TACACCAATGGTCTGTGATTGAAGGCGTATACTGTTTTTATTGCTTATTAGGCTTGTTTG
TGTGCAAATGTAGAGAAAAAAATTAGAAAGTAAAAAAAAATTTTTTTTTAAAGTATTTGC
TACCCATCTATTATGACTGCAGGTAATAAACGGTTATGTGTGGAGAGCAGAGGTTTCTGT
CTGCAAAAAGGATCCCACAATAGAGCGTTATAGTATTGTGCTCTAAACTCTTTTTTTTTA
TTTTTAATGAAGCATCGATAGTCGACGCTCTTTAACCACAGAGATTGCCATTTCTAGTCA
ATTTGTCCTAAAAGAACCTTCAAAACTTTTGTGCAATGATGGAGAAATTTTGCTTAGTTT
>BJ731365 ID   BJ731365   standard; mRNA; EST; 714 BP.
ATCCTGAACAACTACACAAAAACCGAAACGAACCGTGAACCGTGAACACTTTGCCACTAT
ACGCACAGCTTCAGTGCTCACTCGCCAGATTAAGGAACATGAGCAGGATTCTGAGTTAAG
ACAGCAGATGCTGGGCTACAAGCGCATGAGGCGGCAGCATCAGAAACAGCTGATGGCTCT
GGAGAACAAGCTGAAGGCTGAAATAGACGAGCACAGGCTCCGTCTGGACAAAGAGCTGGA
AAACCAAAGGAACAACTTTGCCCAGGAGATGGACAAGCTGGTCAAGAAGCACCAGGCTTC
CATGGATAAAGAAACAAAAACCTTTTGTAATGACGAAAAGAAGTTCCAACAAAACATCCA
GAGTCAGCAGAAGAAAGAACTTAACATCTTCATCGAGACCCAGAAACGGGAGTACAAGCT
TCGCAAGGAGCAACTCAAAGAGGAGCTAAATGAACACCAGTCAACACCCAAGAAGAAGAA
GCAGGAATGGCTTTCCAAACAGAAGGAGAATCTCCAGGTCTACCAAGCCGCAAAGGAGGC
AGAGCTACAGCGCAGACAAAGGGATTTCCTGGAGCAAGAATGTCGCCGATTCAACAAAAA
GAAATTGATCGAACGTCACAATATTGAAAAAGACTTGCTACAAGAGGAGTTAAACAAGCG
TCAGACTCAGAAAGACCTTGAACACGCCATGCTTCTCCGGCACCACGAATCCAT
>BJ731381 ID   BJ731381   standard; mRNA; EST; 656 BP.
CCGAGCTGAGGTCAGCGGGACAGACGCTGGAGGGAGCAGCGGCCCACAGGTGAGCCTGGG
GAGCGTCATGGGGAAGAGAAGGGTTCCGGACCTGTACAGGTCTCCGTTTCCACTGTACGC
CGTCAGAGTGGACCCGTCCACGGGGCTGCTGATCACAGCTGGAGGAGGAGGAGCCTCCAA
GACGGGGATCAAGAACGCCGTGCATTTCCTGGACCTACAGCTGGAGGGGGATCAGCAGTA
TAGCGCCACGCTGCTTCACGCTCATGATACGGACACGCGAGCCACCATGAACATGGCTGT
GGGCGACGGTGTGCTTGCTGCCGGGCAGGACGGGACCTGCTGCCTCCTGACCTTCAAAGT
CTGCTCTCCGAAGCAGAGAGGAGCTGCTCAGAGTGAAGGAAACGACTCGCAGAAAGGAAG
TGTCCGGCAGCGAGATGTGAAGCGGCGCGCAGGTGAGGAGGCGGAGCCTGGAGGGCGTGG
CTCAGACACGAGAGCAGAGACCCCGAACATCGTTGTGACCCACCTGGCTGATGTGCAGTC
GGACCTGAACCCCCAGGAGCCGCTCCAGAAGGTGGTCCGGTTCAGTCCTGACAAGAGTCT
GCTCCTGACTGGAGGCACCGATGGACATGTCCGTGTGTGGGAGTTCCCGTCTCTGA
>BJ731386 ID   BJ731386   standard; mRNA; EST; 533 BP.
TGGGGGGGTAAAAAAATAAATAAATCTTGTTCATATTTTATCTTTGGAATTCCTTTTGTA
AAACATGGAAATAAAATGAAGCAGTAAGACCCCAGTGGGAGTTTAAAGCCTTTTTATACT
GAACCAAACTGCTTTTTCTTTAAGACTGTTTTGTAGTAAAAAGCAGATTGTGTGGTCTTT



GCATTTGTGTTGACTTTGTTTATTTCTCATCTGGTTGTGTTGGCTCGGACTTCGTCCTAA
ATGCTGTTTTTCGTTGTTTTAGGCTGTTTTAGGCGACGACCGTCTGTGCATGAAGCAAAA
ACACTTTCAGGCCAGCAAACTGGATCAATGTGCAGCACGTTTTCACACAGGTTTTCACTC
TGCCCACCCTTCACGTTCTGACGAGTTCAGTTCTTGAAAATGCTCTCCAAAGGCTGCAGT
ATTTTTAATAACAACTGATGATCACTTGAATTAACAAACAAGAAGCAAATTGAAATAATT
GTTTATTAAAGGAAATGTGCTAAAATAAAACATGTTAGTCCACAAAAAAAAAA
>BJ731394 ID   BJ731394   standard; mRNA; EST; 586 BP.
AGATTCACTTTACCAAAATATAAAATATTTCATTGAGATAATTAAACCAAGAGTTATAAA
GAAAATGACTGAAAAGTAAGTATTTAACGCATTATAACTATCCAATTTTTAATTCAATTC
AATTTATTTATATAGCCCAACTTCACAACAACAGTCGTCTCGACCTTAATATCTACCTAA
TATTGTAAGGTGTTGCATTACTTTCAATTACAATAACAAGTACTCTGAGTTATTTCCAAG
CTGTAATATATTACAGAGTTAACGGCAAATGATCCTTAGTGACATTTTTTTTTTAATTTA
ACCTTTTTTTCNCCNGGCAAGACAGATAAAGAACAATTTTCTTATTTTCAANGNGTTGCC
GGGTAAGGAAACAGAGTTACNGGAAACAGACNGAAACATTGCCAATAACACAAGAAAGTC
TAAAAATCATAANGGGCAATAAACNGTAGTTCAGCTGCATTTTTCTTTAAAANGATCATT
AAGATACCTTTTAAAAACTCCCTTTGAAANGTCCAATCTAATCTTATTTTGCACCTTTAT
TTTTTTGACAAATGCATAGATCAATCTCAGTGAAAAAAAAAGTATT
>BJ731398 ID   BJ731398   standard; mRNA; EST; 696 BP.
CTGCTGGCAGAGATCAAAGCAGGAAAAAGCCTCAAGCCCACGCCGCACAGTAAAGGCTAC
ACTACTGTTTTTTCTAACAGCGGACCCACAGGAAACAATGAAACAACACCTCCAGAGACA
CGATCATCCTCCCCACCTGCCAAACCGTCGTCTCCTCCTCAATCCCACACTCCTGTCACC
TCGCCTCCCATTACTCCGAGCCCCAGCCCTAGTCCCACCGGCTCTGGGTCCTCCAGGACC
ATGTCGGCCTCCGCAAGTTACGAGCAACTGTCCTCCAACTCTATGATCAATGGGAACGGC
GGCAGTGGTGGTGGCTCAGCAAAAGCAGAGCCGGGGAGAAAGACCAGCCTGGCAGATATT
GAGGCACTGGTGCCCACTCATGATGAACAGGGGAAAGCCATTCCTGAATGGAAGAGGCAA
GTGATGGTCAGGAAGCTTCAGGCGAAGATGCAAGAGGAGGAAGACTACAAACGCAAGGCT
GAGGAGGAGGCCGCACGCCTGGCCTCAATGCCAGCCTGGAGGAGAGACATGATGAAGAAG
AAAATGGATGAGGAGAGAAAAGCAGAACAGCAGGCCAAGCAGGCAAAAGAGTCAGAAGAG
AAGCAGGAGCTGGAGCGGCTACGGACCTTGGGTTATGATGAGACCAAGCTGGCCCCCTGG
CAAAGGCAGATTCTTCTGAAGAAAGGAGATATAGCC
>BJ731412 ID   BJ731412   standard; mRNA; EST; 691 BP.
AGTATGATCAACACAGAGTCTCCATGCTGGCTGATCGTCTGGTCCAGAAGATGCTGTCAC
AGATCCCTGATGTGGTCCTGAATGGAGATCCGGAGCAGCGTTACCCCGGCTGCATCAACC
TGTCGTTTGCTTACGTGGAGGGGGAGAGTCTGCTGATGGCTCTGAAGGACGTGGCTCTGT
CCTCTGGAAGCGCCTGCACCTCAGCGTCTCTGGAGCCGTCCTACGTCCTCAGGGCCATCG
GAACCGATGAAGACCTGGCGCACTCTTCCATCAGGTTTGGGATTGGACGTTTCACCACCG
AGGAGGAGGTGGACTACACGGCANACAAATGCATCCAGCAGGTCCGCANACTCCNAGAGA
TGAGTCCTCTGTGGGAGATGGTTCAGGAAGGTGTCGACCTCAAGAGCATCAAGTGGACGC
AGCACTAGCCCCTCCCACTTCCTGTCTTGATCCCAGCAGTGGACAAGCTTCAAACAAACA
CGCACAAACTTCCTGTCCCACTTGAAGTCTGACTAGCCGTGCCCCCCACCCCCCACCTCC
ATTCNGTGCCCGGAATTTAGATGGACTCTGTCTGCCCACCCCCCCTGGTTGGACCAAGTT
TTAACCGCCGCAGCGCTGTGGGAACTGATGCCTGTTGTTGTGTGATGCGGTCTCTTTAAT
GAGGTTTTGGTTGTTTTTTGGGGGGGGGGGG
>BJ731429 ID   BJ731429   standard; mRNA; EST; 745 BP.
CCTTCTTTGTGCTGCATGCTCTAATTTTATGCTGATTTATGGTATATCCGTTTTGTGCTG
TTGCGTGATGTGCTGCATTTCTTTCGAACCCTTGAGGCTGTGGTTCCAGCCCTGCTGACT
TGGGTTGGATTGGAGCGTGACCAGACTCCAAGCCACAGAGAAGCTACAGGGTGACATCAC
AAAATCATCTGTTGTTCACAGACTGGAGAAAAGCAATTCTGGACTTTTTCATTACTGGCA
GCAGCCTTTTTTGGATCTTCTTTGTATAAAGTATCAAAAATAAACCAAGTGACTAAGCAA
CACGGTCTGTTTATGTTTTAAAGATATGAGTTTACTGCTTTATTTCAAGTTGGAAGGAGA
AGATGCAACAGCACCATTTTTTTCATGATTTTCCACATCGTTGTGATGAGATGTGAGTTT
GAGAGTTTGTTCTGCTTAACCACTACTAGCCACTCACTTTAAGACTGAATGTCATCCATC
CATTTTCTTTTCCTCATCCAGGGCTGGGTTGTGGGGCAGCAGCACTCAAAAGCAAAGATG
CCTAGACCTTTCTCACCCCAGCCACTTCGTCCAACTCCTGCAGACCAAACCCGAGGTGTT
CCCAAGCCAGCCAAAACAAGAAGACCTTCTGCATGTTCCATGTTTTCCCTGGGGTCTCCA
CAAGGTAAGGCTTCCCCGGAACACCTCCCCAGGGAGGTGTTCAGGAGGAAATATGAACCA
GATGCGAAAGCCAGCTCACTTCGCT
>BJ731434 ID   BJ731434   standard; mRNA; EST; 444 BP.
ATAAAAAAAAAACAAAAGAGACATGAACATGCCTAGCCAAGCCCCCAACTGCAGCGTTTT
TGCTAAAAACGAGATGCTAAATTGCAGATGTAAACCGGATAGAAGAGTAACTGTTGATGG
GTCTTCAAAGGCCATTTACAAACAAAATTTGTATGCACACCTGTGTGTAAGTCATTGACC
AGCTGCCTCCAGGGTTATGAGGACCAGAACAGAGAAAGAACTCCACCCACACATTCGTCA
CTTCTCCACAGCAAGCGGGAAAAAAAAACTTTCAGCCGCATTCAATTCCTTTCTNGCTTT
TAAGTTAGNGCATAAACCTCANATNGTTTTGAATTTTACAAGANGTTTTTTTTTAACAAA



AGCTGCGATNGGCCTACTTTGTCCCTACCCCCATTTTATCGNGATAANGAGACAGTANAT
GTAATTAACNCGAAATAACAAANG
>BJ731435 ID   BJ731435   standard; mRNA; EST; 126 BP.
AGTTCTGGAAGCAAATGGCATATAAGGTGAAGGGTGAGAAGAGTCTGTACACGTGCTCTC
TGANGCCGACGGGGATCTACGGNGAGGGTGACGAGCTGATTCGNGACTTCCACGCCCATG
CTGTTC
>BJ731438 ID   BJ731438   standard; mRNA; EST; 557 BP.
TCAGCGTCTCCTCCGGCTCTCGTAGAGGAGAACATTATATCCCCCATGGAGGATTCTCCT
ATTCCTGACATTTCTGGAAAGGATGTCACTGATGGTGCTGGGACGTCTCCTCGAAGTCAA
GGAAAGGCTTTCAGTGTTCCTCACACCCGCTCCTTGGAGGCACGGATCAAAGAAGAGCTC
ATAGCCCAGGGACTGCTGGATCTGGACGAGCGACCTGGACAAGGAGGAGACTCTGAGGAT
GAAATCCTGGCAGAGCTGCAAAAGAGACAAGCGGAGCTGAAAGCCTTAAGTGCCCACAAC
AGAGCCAGGAAGCAGGAGCTGCTCCGGCTGGCAAAGGAGGAAATGCGCAAACAGGAGTTG
AGGCAGAGAGTGAGGGTGGCAGACAATGAGGTGATGGAGGGATTTCGGAGGATCATGGCC
GCCAGGCAGAAGAAACGCACTCCAACAAAGAAGGAGAAAGATCAGGCCTGGAAAGCACTA
AAGGAGAGAGAAAGCATCCTGAAGCTATTAGACAGCTAGACGATGCACATTAATGTGACT
TTTTTTTTTTTTAANTC
>BJ731447 ID   BJ731447   standard; mRNA; EST; 719 BP.
TGTACTTCGGATGGGAATTTAGACGTTTGTCAGGAGTCTGCGAATCCCTCCCAATGTATC
ACTGTTCAAGACCAGATTCCTGTCTTAAAGGGTTCATCTGATCATATAACTGAGGACAAA
ACAACATGAATCAAAGAGGATTTGGACATTTTAAGCTTCATAGCTTAAAGGCTTTTTTAT
TGCTGTGTATTTGAGTTAGTCGTTTTAATTGAGGAAAACGAGGCTTTTCCTTACACTACT
TTCCTTATTAACCTAAAACAGTTCTTCATATAATGGTTTCAATGGTGATTTTTGTCATTT
TTTTTTAAAAAACAAAAATGCAATGGGAACCCAGTCATGTCTGTCACCAACCCTGTAGTT
TAATTGTGTCACCAGTAATCATCTCATACATTCTTAACTGATGTTTACGATTCTTTGCAG
ACAATTTCAGGCATGTTTTACTTCACTAGTGATGTATTTCATGTGTACCTTTAAATCATT
AATACCAACTCACAGGTCGCCAGTGTCCAAGGTTGTTAAGTTTAGATGCTTTTAAATGGT
GGCAAAAGGCACACGCTTTTCTTGCATGTTACCTTATTTCTCAAGGCAACAGGTGTATCT
TAAAACGACAATAGGGGGAAAAAGTAAAGTCCCTATTTTAGGAAATGTTTAATTAAATTC
ATCAGGTTCATCGAGTCTTAGTTCTATGCTTGCACCGACTAATGGAAACTCTTCAGTTG
>BJ731448 ID   BJ731448   standard; mRNA; EST; 756 BP.
ATGAGGATTCAGATGAGGGCGTGGGCCAGAGGGATGAGTGGTGGTGGGACTGTTTAGAGC
TCCTGAGGGAGAACACGTTGGTCACCCTGGCAAACATTTCAGGTCAGCTTGATCTCTCCA
TTTACCCCGAAAGCATCTGCTTGCCCCTGCTGGATGGTCTTCTCCACTGGGCAGTGTGCC
CGTCGGCGGAGGCCCAGGACCCCTTCCCCACCCTGGGCCCCCACAGTGCTTTGTCTCCTC
AGAGACTGGTCTTGGAGACCCTAAGCAAACTCAGCATCCAGGATAACAACGTGGACCTTA
TCTTGGCCACTCCGCCATTTAGCCGGTTGGAAAAGCTATTCGGGAACTTGGTGCGGTTAA
TCGGAGACAGGAAGGTCGCGGTCTGCAGGGAGATGGCCGTGGTCCTGTTGGCCAATCTGG
CCCAGGGTGACACACTGGCAGCACGAGCGGTCGCCGTGCAGAAAGGCAGTGTGGGCAACC
TCCTGGGCTTCCTGGAGGACAGTCTGGCTGCCACGCAGCTCCAGCACAGCCAGAGCTCTC
TGCTGCACCTGCAGGGGATGCACTTTGAGCCCACGAGCCCGGACATGATGCGGCGAGCCG
CCCGGGCGCTGCACGCCTTAGCGAAAGTGGAGGAGAACCACTCGGAGTTCACACTACACG
AGTCCAGACTCCTTGACCTTTCCGTGTCCCCCCTCATGAACTCACTGGTTTCTCATGTTA
TCTGTGATGTACTCTTTTTGATCGGCCAGTCATGAC
>BJ731467 ID   BJ731467   standard; mRNA; EST; 727 BP.
TCTTGTATATGGCATTCAAACAAAAGCAAAGGAACTCTTCATATATAGCACAGTGCTGAC
AGACTGATATTCCTTCCATTTTTGTTTAATGTGGCAAGGTGGGCTGCTGTTCTTCTTATC
ACCACGTTTCATTCTAATTTCACGTAATCACTGTTCCTCATCATCTCCATCCAAATTAAG
GGAAGGTTGTCGGATTTGTGTGTTTTTACGCAGCGAGTCTTCAGGAGGCTCCCTAAAATA
CCTGTAAATAATGTAATTCTGTACAGCTCAAAGGAAGACGGTGTGGGACTGACGGCCAGT
ACTCTGGGAGTTTTCTTATTTTTCCTCCTACAATCACACACCTTGCCACATTACATCTCG
CCCCCTCAGTTGTCCACGCCTATCGCTGTAGTCCTGCATGACTAGATTTAAACAATCTCA
CTGTATGCGTAAAAAAATACAGGCTTCTGTGGATGTACAATGTAAACTAACTCGACTCCA
GACGTTTTTGGGGGGTCTTTTCTCAGTGAAATGTGGGAGTGTGTGTGTTTCTAGCCCAAA
CAGATCAATAGGGGTCAGAAATGAATGTGTTTCCTGGGAAGAGGTTAATCCTTTCTCTCT
TTTTTTTAACCCCCTCCTGGCAGAATGTGAGCGCTGCCTCTATCTCTCCAAATGCTGGCA
CACAGTCCTGCATGTCATTGTGCTCCATTGTGATGGAGAAGGATGCATTTACCTGTGGTG
TCATGGT
>BJ731470 ID   BJ731470   standard; mRNA; EST; 702 BP.
AGTCTCTGGTAGGAACTAACTGAGGAAGGGGAGAAAGGCTGGTCTGGGTGGTAGAGCCCC
GGAAGTTTAAGCTAAACTATGCCACTTACGGGAAAAGACCAGAGGCCGGGCCAGAGTTCT
CAGTGTTTGTGGGGGACTTGGCCTCTGAAATAGACGACTTCCAGCTACATCAAGTTTTTA
AGAAGTACCCTTCCTGCAAAGGAGCCAAAGTTGTCACCGACCAGTATGGATACTCGAGGT
ACGCCAGCTCCTGATGTTACAGTTCTTAGATTTCTCTGTGATTTATCGGTTTATTTATTA



ATGTAAGAAACATGCATTACAGTTGGAAGTGCTTTCTGTTTTCTGTAAAAAGTCTTAGGA
TAGAGCTGTGGACGTTGACCATCAGTGCATCTTCATCTATTGTTCGAGGAGAGGCTGAAG
AAATGTTTTCTTGCCGTCTTATGCTAAACCTATTGTTTTCCCCATATAGGCTAAGCAAGA
GCAACTCACAATTCAAGTGATGCTACCTCATGTTAAAAGTAAAACAGCAAGTTTCAGTTC
TACCATAATAATACCCATTATATTCTCTTTCTCATATGTGGCTATTTTATGACTAGTGTG
TGTCACATGTTGGTGCAGAGGAGGGCTAACTCCTGGTCTGATTTTCAGAGGCTACGGCTT
TGTCAAGTTTGGGGAGGAGAGCGAGCAGAAGAAGGCGATTGA
>BJ731471 ID   BJ731471   standard; mRNA; EST; 368 BP.
AAACTCTTCAAGCCCCANTGGAGGAAGTAAAATTCAAACGGCCTTCACTGCCCAACAGCA
ACCCAAAAGTGTGGTCTCCAACAGCAGACATAATTGCCTCAAGAGATGAGCGTATATATG
TGCCAGCAATAAAGACTGGCATTCTTTCAGACTCCAAAAGGAAATCTGCAAACAAGCAGC
CGCCAGCATCTGCACAAGCATCTGAGCGCCAAAACAAAGGAGAGAGGAGGTCCTACATTG
AACCAGAGGAAGACTGTTTTAGTTTGGGTGCTGAAGCTTGTAACTTCATGCAACCCAGGA
CAATTAAACTTAAAAACCCACCTCCTGTTGCCCCCAAACCCCCCATCAATCCAGCCTGCC
CACCCTGG
>BJ731475 ID   BJ731475   standard; mRNA; EST; 745 BP.
GTCTCGCTACGCTTTCGCTCCCAGCGGGCCTATGGCGTTCTCATGGCAACCACATCCCGT
AACTCGGCAGATACCCTTCGTCTGGAGCTGGATGGTGCCCGCGTTCGACTCACTGTCAAC
TTAGACTGTATCAGGATAAACTGTACCGCCAGTAAAGGCCCTGAGACCATCTTTGCTGGG
TCAGGCCTCAATGATAATGAGTGGCACACAGTGAGGGTTGTCCGGCGTGGCAAGAACCTC
AAACTCACCGTGGACGATCTTCAGCCTGTTGAAGGTCAGATGGCAGGGGACCACACCCAG
CTGGAGTTCCATAATGTGGAGACGGGAATCGTGACGGAGAAGCGCTTCATGCCCGCTGTG
CCCTCCAATTTCATTGGCCACCTTCAAGGCCTGACGCTCAACGGCATGCCGTACATTGAC
CTATGCAAGAACGGCGACATCGACTACTGCGAGCTCAACGCCGTCATTGGTTATAAGACC
ATTGTGTCCGACCCTGTCACGTTCCGCTCCCGCTCCAGCTTTGTCACGCTGTCCACGCTC
CAGGCCTACTACTCCATGCATCTCTTCATACAGTTCAAAACGACATCTCCCGACGGACTC
ATTCTTTTCAACAGGGGAGATGGAAATGACTTCATAGTTGTAGAGCTGGTTAAAGGCTAC
CTGCATTACGTTTCTGACTTGGGAAATGGAGCACATCTGATCAAAGGGAGCTCCAACAGC
CCTCTGAATGATAACCACTGGCACA
>BJ731478 ID   BJ731478   standard; mRNA; EST; 383 BP.
ACTTTCTGTCTTCTGCCTTCGCCTCTCCTTGCTTCCTCTTTCCGTCAGTTGTCGAGGCTG
TCAGGCAGAGCAGGAAGCATGTGAGGTTTCGTTGTGCCGACTGCTCACTTGGCATATAGA
TGACCCACTTCTATTCGCTTGGAGTTGTAGCTCGTGCTGCACGTTGGGAAAGGAGGAGGA
GGGGGAGGTGTCCTTTGTATATTTTACCTCCAGCAACTAAAGTTCAGGCACACACAAATG
GGTAAACAGCTATGTTCACTCAAATCTCAATGGCTCTTCCCAAAAACCTGATTAAATCTC
TTTTTTTTCTTAGGAGCGTACAGAGAAAATTTTTTTTTGACGGGCTCAAAAAAAAGTTTT
TTTTTTTTTCCCCCCCCCCNTTT
>BJ731491 ID   BJ731491   standard; mRNA; EST; 755 BP.
AAATGAATGAATCAGAAAAGCATAAGGTGATTGAATCAGCAACAGGTGATCATCTGGATG
CAAATGAGAGCGAGAGTGGCTCTTCCCTTGGGCCCCAGCTGTATTTATCAGGCCAGATCC
GTGTCTTTGCAGCATGTAGTCTGCAGTCTGCACATGTTAATGGAGAGACCTGATTACAGC
AGATCTGCAGATTATAGCAGATTCCTTTGTCATAGAAAACAAGGGTCAGTTTTTTACAAT
TTTGGGTCACAAAGTAAGCAAAGTTAATTTCTTCTTCTAACTAAATGCTAATTTCCAGAA
AGATGCAAGTGAAAAGGCCTGTTCACTCAATAGTGGACGCTTGCAACATCTGTGTTTTCA
AGATAAACAAAGTAACAGTTCAGTTTGTTCAATCTCACAGATGGATCTGCAGGGAAAAAT
ACCAAAATAAAAATTTAAAAAAAATTCAACAAACCAATCTTCATTTGAGTGCATAATCAA
GCATGTCTGTAGTGATGCAGCTGCCGAACAGTTCAGTGGAGTTAAAAAATGGATTTTTTC
ATCAGATAGGAAGACTGGCAGTGTCACCGCTGTCTGTCATGACTTATTATCAGTAGATAC
CCAAAAAAACAAACAATTTTTTAACCATTTTGACCAACTTTATGTCATAAAACAAAGTTG
CGTTACATTATAAAAACAATATTCATGGATGTTACCAAGGGACTATTGACAAATTGATCT
ACACTCAACAATTTTAAGAACCCACTCTTTTGTCT
>BJ731513 ID   BJ731513   standard; mRNA; EST; 708 BP.
AGAGCTGGTCATCCCCTTTGGGATCCCCGAAGGTGTGAAATTGACCTCTGAAAAGGGAGG
TTATTCTGACATCCTGCAAAGAAATTCAAGCAGAAACTTTCCAAGAACTCACGAGTTCAA
AGGATGCCAAAACTTTGAAGATAAAACTTTGCCTATAAAGATGTTTTTGATTGGAATAGT
TTTGGATTTAAGTAAATATGACCTCCTAATGCAGGAAATTCAACAAATTACCATTTTCTG
TTTTTTTATCACATTTCGTATAACTCTGTTGTTAATTCTAATGTGGAACAATACATTTTA
AGGTTTTTGTGCATAATAATGTGGAACACAATGTGCTTTACTTTCTTTATTTTTCCTCAA
CTTCTCCAAACAACATTGTGGTTTTATTGAAATGCAGAAGTGGTTTTTCCATGGTCAGCA
TCCACAGAAGAGGCAGAAGAAATAAACAGAAGAACTGTCCATAAGACTACAACAACAGTC
CTCCCTGCTGTTATGCAATTTTTTAAGGAAAAGAAACTGTAAGATTCTCCCGACCCTTCA
GGGTGTGATGCAGTGATCATTCTCTAAAGCATCAGTTTTGAATTTGTCCTGTGTGTGGAG
GTGACCTGTCCAATACCTGAAGGGACCGTATCTGATGCATGGCAGCAGAAAATTTAGACT
ATGCTGCAACTTGTAAAATTGTTGGTGGGTCTTGCAGAGGCTGGCCCT



>BJ731530 ID   BJ731530   standard; mRNA; EST; 768 BP.
ATGTTTTGGTTGCATAAAACATCAGAACTTGATAATTTTAAAATATAGTTGTTGTTTTTT
TTATTATTAAAGTATTTATGCATTGTGCTGTCACTGAAGCGACTGAATTTTTAGCTGGAG
TTTTTCTTTTGTTGTAAGCTAAACATCCATGTAGTATAACTTATTTAATTTATTGAAAGA
TTTATTGAAGAGAAAGTGTGTTCATGCAACTGTAAAGGCCTTTAGTGTACTGCACATCAG
TCAAACTGCTTTTTGAGACATCCATTTAAATGAAAAATAAGAACAAATAAAATGCCAAAA
AAATGTCTTTTGGATTTTGGATCTGTAAAATGAGATAAATTATTGATTCATTTTCTAATT
GTTTTATGCTTTTTATATAATTTGGAGTCGGCGTGAGTCAGAGAGACAGCTTGTTGGTTT
GTATTTAAAAGCCGAGCTTTGAATCCTCCAGTTGAAAAGGACATTTGACTTAAACCAGCT
GCGCTTGTTGGGTTGCCTCTGCTGTTAACTATTTGTTGCATAGGTTGATGATAATTTATG
AGTGTGTTGAATTTCTGTTTTATGATGAATTCTCCTTTGAAAAGCCTCACATGTGTGCTC
ATTGCTTCAGTCAGAAGGCAGAAATGTGCTTGTTTGTGATACATAGGGGGATACACTCCA
TGGTTTCAGTGCCTAATAATGCCTCTAAATCACTAAAAAATGCTTCCNGTTTAGTTGCAT
ATGCGGATGTTACCACATGCTGATCAAATANTCAATACTACATTTAAG
>BJ731542 ID   BJ731542   standard; mRNA; EST; 152 BP.
AAATGGGCAGCCTGTTTCAGTCGTGTGGTGTTCTGCTGTAATATTCTACTTTCAACGAGA
AATAAAACAAAAAGGTTTTTGCTCAGGACACGTGTGGAACTTCTTATTTCCCTGGAGCCC
CCCCCCCCCCCCCCCCNANGGNTTTTNAAAAA
>BJ731552 ID   BJ731552   standard; mRNA; EST; 108 BP.
ATACTCTGGNAGCTCACCCAACCNGGGGNTATGGAGGTTCTGNATCAANAACAAATGCCA
CNCACACACCATCACCGTGGCCTTCTGGGATGCCACACGGGCCTTCAT
>BJ731590 ID   BJ731590   standard; mRNA; EST; 741 BP.
CAGAGAAGAAACGCCTGAAGGTTCCTAAGGTGGAGGAGTTTACCATCAGCTTTACTGACG
GGGTTTCTGAGAGACTTAAGGTGACCATTCTGATCATCCTGGCCTTGGCCTTCCTCGCCT
GCATCGTGTTCCTGGTTGTTTATAAAGCCTTCACCTACGATCACGCCTGCCCAGATGGAT
TTATTTATAAGCACAAGCGCTGCATCCCAGCCTCCCTTGAGGCTTACTACGCTGCCCAAG
ATGCCAACTCGAGGGGCCGTTTCTACACAGTGATCAGCCACTACAGCATGGCCAAGCAAA
CCACCTCTCACTCGGTCTCCCCCTGGCTGCCGGGAGGAGCGGCGGGCCATGACACTAAGC
CACCAAGCGGTGAAAGCCACTGAGATAACACACACAAACACATGCAGACTTGAGAGTTTA
TTCAAGGGGGGATAAAGATCGCATACAAACACAATTATGTCTGGTGGTGTTAAGAAAAAA
TTGAATTCCAACCTCCCAAAACCAAAACAAAAAAAATCTAACATTACTATGGTATAGAGT
AAAAACATGCATGCAGACATTAGAACCCACAGACTAATTCCCACTCCCAATATGCCGTCA
GCCCTTTCATATGCTCCTTCCTCTTCTCTGTAGGAACCCTCATCATTAGCTGACTTGCAC
ACTCACACTCCCCTTTTTACCCCCTGTTCTCTCATTTCTTTGATTGNCATGTTTATTTTT
GACTGTAAGGTGTGACATTTT
>BJ731597 ID   BJ731597   standard; mRNA; EST; 711 BP.
TGGGGGGAGCGCGTCGGTGTAGGGGTGGGGTCATCTAGGGTAGCACAAGGGTTACAACCA
TTTCAATCATTCATTTGAAAGCTGCTACGATTGTAAGATCATTAAAATGACACAGATCAT
TAATCTTTTCTCTTTTTTGGGTTATTTTTCAGTGATGGAGATGAGAAGCGTTCAGACAGC
CAGCCATCTCTGTGTGAGGACAGTAAACTGGGGAGCGTTGACTCTTTGGCTGAATACGGA
GACAGTGTTGACATTCAGTTCAATGAGGACGGCTCCTTCATTGGTCAGTACAGCGGCCGC
GGAGCCGCCCCTCACGGCTCTAAAAGCTCCGACCCGGCCTCACCTGTCGATGCTGCTCCG
CCTCTTCCCATTGTTCCATCCATGTCGAGCATCCTCAATCGGCCCAGCTAGACACACACA
CAACCCAATGCCAACAACACAACTGCCAGAATTTCAGTGAAAGAATGAACTGTCAGAATA
AATATAACAAAGGAGTCAGAAAGGAGTTTGTCCACGTCATCTTATACTTGTCTGCAACCT
TCAATGTTCCTGAATGTACTGATTCTGCTCTTAAGTATAACATCAAGTCAACACTCAAAT
GATCATCTGTCAGCAAAAGTAATTTTTTAGAGGCATTCCACAAACCATCCCCGCACCAGA
AGATGGGAAGGTATCCGCCAACACCTCAGAGAAAACAAACCTTTTCCTGAA
>BJ731599 ID   BJ731599   standard; mRNA; EST; 733 BP.
ATACTGACTTATTTATTTTTAATTTTGGTAGTTTCTGGGTTTTCTTGCTATTAGTTTTGT
TTTGTAGAAGTAAAATGTAACTTGACAGGATTATATGCTGATTGCTCATTACTCCTTTTC
TATGTCTTTGCTTAGAAATTTTACACAGTATGTTGTATTTCAGCCGCTTCTTTTCTAGCC
TGTATTCTTGTTTGTGTGCTTCCTATCATTTCAAGTATAACTGTTGGTGCGTGGGGGTGT
GTGGTCTTTTTTTAACCCTTGTGCTATCCTAGACATTTTAACATTGGGAGTGGGGTCATC
CTGACCCACTAGACAGTGCGGCTGAACCTTTTTCTTCAATGATTTGTGATCTTCACTGGT
GTCCATGGATTACATGAAATCCTCTCCACCTTTATCCACCTTTGTCATGGTAGGGAGAAC
ACGTCAATGGTCATCTTGACCCCATAGGGCGACAGTGGCTCAGGTGGTTGAGCGGGTCGT
CCAATGATCGAAGGGTTGGCGGTTCGATCCGCGCTCCCACCAGCCAAAATGTCTTTGTGT
CCTTGGGCAAGACACTTCACCCTCCTTGCCTCCAGTGTGGCTCCACTGGTATGTGCATGA
ATGATCCCGGTGATGGTCAGAGGGGCTGTAGGTGCAAACTGGCAGCCACGCCTCTGTCAG
TCTGCTCCAGGGCAGCTGTGGCTACAACCGTAGCTTACCATCACCAGTACGAATGAGGAG
TGAATGAATAATG
>BJ731609 ID   BJ731609   standard; mRNA; EST; 731 BP.
GGTAAACTTTTCCTTGGGGTCATCTGTGATGAAACAGACTTCAAAGTTTGAAAAAAGTTT



GTCAAAGTGGCACCATGTGTTTTGATCAGCAACTGGACCATAAACCTGATCAGTGTCCTT
TACCTATAGGTGCTGCAGCATGATGTAAGTTTCAGATTTTTTGCAAATAAAGTGCCACAT
TAGTCTTTCCTGGTTCCAAGTGCTTCCAATCACTAAAACATTGTCTGGTTGCCCTTTTTT
TCAACTATTGCTTCTCTATTTATGCGAACATTTTGATTTTCCTCCCCCAATATATATAGA
AAAGGGTCTATCTCTAAGTGGTTCTACTTAATCTGCACATACATCTTTTTTATTAAAATT
TACATGACCTTTTCAAAACATGTTTTAGAGACTCTTACATAACTGCTGTCTTGTGCAGCA
AGTTTGCACAACTGAAGCTTTCTGCTCAGCTTTTAAATACTTTGTTTTATCATTTTAATT
TTCAAGGAGACATGGTAAAAAAACAAACATTGAAGTCGGCTTTATAAATTCTTAAGCTGC
ATTCACGCCAACTCAACATGTTTTTAAGTAGCTGTGCATAAATCCTTTTTACATTTCTTA
AAACCTCCCTTGCTTTGTTTATATTTATGGGTAGATATAGCAAAGAAAAAGGGAAAGAAT
TAGGATTTTACTACATTTTGTGTAAAGGCAGTTAAAAAAACATGCAATGTGATACAATTG
GTTTTTTCNTT
>BJ731635 ID   BJ731635   standard; mRNA; EST; 108 BP.
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
>BJ731640 ID   BJ731640   standard; mRNA; EST; 708 BP.
GGGGGATCTTGGACATAATGGACCCACAGGAGACCCCGGAAAACCAGGCGATCAAGGACC
TCCAGGGCTGCCGGGACCAAGAGGACTTCATGGAGAACGTGGAGTACCTGGCATGCCAGG
CATTCAGGGACCACTGGGTCGGGATGCATCTGACCAGCATATTATTGAAGTGGTTTTGAA
GATGCTGCAGGAGAGACTAGCAGCAGTGGCGGTGAGTGCAAAGAGGGCTGTGCTTGGAGG
TGCAGGTGTGATGGGACCTCCAGGTCCCCCTGGACCTCCTGGAGCACCTGGTCCTCAAGG
ACCGCATGGCTTACCGGGTCCCCGTGGCATCCCTGGTATTTTTGGTGCACCTGGGCAGAT
CGGAAACCAAACTCAAGAAAGATTTGATTCTGCCCTTTGTTTTTCTTTTTCTTTTTTACA
CCATTGTCACTTTAGATACATTTCATTGGTTCAACATTTTGGGTGACTCCTGTTGCCCTG
CCTTTCTTGAAACATCACACTTCAAGCCTTAAACTGTACCAATAAATGATTGCAGCCTAA
GTTTTCAGTCAGTACTGTACTGTAAAATGTATCTTTTCATGTGTAAACTTAAGTGAAATC
TTTGATTTAACGTGTGTACATTGATCCCCCCTTTTCCCTTTCTCATTCCCTGCTTTCTAC
CTAAGTCTCATTTTAGAAACTAACGACTAGCTTTATATCTTCTTCTTG
>BJ731653 ID   BJ731653   standard; mRNA; EST; 717 BP.
TTGATGCGTCCCGAGAGAAGAACAAAGGAGAAACATCCTGAGGAAACCTCCTGAAGAGGA
CCGGAAACCCTCTCAGCGCACCTGCTCAGAGTATCATGATGATTAAGCCATACATGAGAC
AAGCCGAGGGAGAGGAGGCGATCAGCACGCTGCAGTGGATGGAAGGAGACATGAGCTCAC
CTGAAGGAGATGCTTTATTCTCATCACATCACTACAAAGACACAGGGGTGAGCCAGCAGG
CCAAAGAAATGGGAAGTGAGGATGCAGAGGAAGATGAAGAGGAAGGAGACGACGGACAGG
AGGATGAAAACGGATCCAAGCGCAGAGGACCCAAGAAAAAGCGAATGACCAAAGCCCGGC
AGGAGCGTTTCCGTGCGAGGCGCGTAAAAGCTAACGCCAGAGAGCGCTCTCGCATGCATG
GACTGAATGATGCACTGGAGAACTTGCGCAGCATCATGCCCTGCTATTCCAAAACCCAAA
AGTTATCCAAGATTGAGACACTGCGGCTGGCTCGCAACTACATCTGTGCTCTGTCTGAGG
CGCTGGAGGGGGGGCTCTCCACGGAGAGCAGAGTTTTCATGGAGACGCTTTGTAAGGGTC
TCTCACAGCCCACATCCAACTTGGTTGCTGGCTGCTTACAGCTGGGGCCAGCTGTTGGCG
TGAGACCTGAAGACAGACATGGGGCTCAGCCGCCACACAATCCTCTCAGCAGCATGG
>BJ731676 ID   BJ731676   standard; mRNA; EST; 107 BP.
GAGAGNGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGANAGAGAGA
GAGAGAGAGAGNNAGAGAGAGANAGAGAGAGAGAGAGAGAGAGACAG
>BJ731678 ID   BJ731678   standard; mRNA; EST; 725 BP.
TTCTCAGCAGCCATAAGCCTTTAAGACATGGAATCGTCTTCTTCACTTATATGCAACACA
AAGAAAAGGAAGATCCAAGCCCCCGCAGCTCAAGAGGAGACCAAAAAACCGAAGATAGAG
CCGGGGAGAGATGAAGTGATGCAGCCTGGACCGTTGTCTAGTTCACCTAGAGTTTCAGTG
CGATCTGACCACCTGCAGCAACCAATCTCACTGACCGAGCTGGCTGAGCTCATACATTTC
GCTGCTCTGGGTAGATCAGCAGGCCTGCAACAGCCCAGTTGGTGCCGTCTCAGGCATCAC
AGAAAGGTCAAGGGGGTAAATATTATGATCGTGGAGGGCCTGACGCAGAATCTCTTTTAT
AAGAATTACCTCATCATGAAGCACCTCAGAAGTAGCTACTCCACAAGGATGACTTTCACG
TCACCGTCTAACAGTGTAGCATCTGGAATCTTTGCCAGTGAAGTACCTAAAGTCGGCTTC
TTATCTGCCCCCAAACCAGATGATAAGCTTAAAAAAGCTCTGAAACATCATCCAGTTGTG
ACCAAATATGGGACGGAGAAGAAAGGATTAACGGCATATGTTCTAACCCCGGAGGAGATG
ATAAAAAACCATTATCCTGTTAAAGGGTTTGCGGGTTTCGAGGACTTTCTGTGCACGGAT
GCAGTCGACTGTGTTTCTGACGGCAGTCCTCTATTTGGACTTGACTGTGAAATGTGTCTA
ACAGA
>BJ731679 ID   BJ731679   standard; mRNA; EST; 722 BP.
ACCTCCTTGAACAGTACATCAAGGAGGCCTGCGAAGCTGCATGCGGGGGCTCGCGCTGAA
ATGGGGAAGATAGTTTTAACCTCAGCTGGGAGCTCGAGTTGAGGCAGAGGGAGTGATGGG
TCAGTGTTTGGGGAGCAGACAGGGCCCACGCCCCTACAGCACGTTTAATGACCGACTTTG
ATGTCCTTAAGTAATAAGGCGGAAAGCGATAAACACTCTGTCTTCCGCCTGGTTCAGTCT
TCCTCACAGCAGGGTTTTAAATAATTCAATATCCACTCTTTTAGCTGTAATGAAGGTAAA



GATGGTCTATTAAAGAGGGTTCACAGAGGTGGAAAATGGGTTTGCATGCGTCTAACAACA
GTTTACACAGTTCTAATGTTGTGGGGTTAAATGTATTAACCCCACACTACAAAAATTTAA
ACAAATACATCCCAAAGTTAGCGCCTGGGGAAGCAGCACATGGGTAAACATGCCAATTAG
AGAGATCTGTGGCATACAAGGCGGCCTCCAGACCATCTAATAAATGGTTAAGCACCGGGT
CATTTCAAATCGACCAGTTAGAGCCAGCATCCTGCTAATAGAGGCAGCTTTGTGCTGCAG
ACAATCAGGGTTTGGAAAGGCCCGCATAATAAATACCATTTATGTCCTGCCAATTAGACG
AGCAGCGAGCCCATTCAGCTGACCGTCTATTCTCCTCCCAGCTCACAAAGATGATCATCG
GG
>BJ731692 ID   BJ731692   standard; mRNA; EST; 731 BP.
ACAGAGGGGAGGCCCTGGAATTCTCAAGTTGGCACCCCCACCCCACTGCCTCCTCCCCCC
ACCCCCCCCTCGTCTGAGAGTTCACCCATCGTGGCTTCAGATTCCGACTTCTTTATCTGG
AGAAGTGTCGGCGTGCTGGCAGCTCCAGTAATGGTGCCGCTGTATTCGAAATTCTAATTG
AATGTTTGCTGAATGGATGATTCGGTTGGAGTGACTTTGAAAATGTTTACCTGGGGGGCA
AACACACCGGAGCAGGCAGGAATTACACAAACTGTCAGACTACTTCAGCGCCGTTCCTGC
AGCTTGTAATCCTTCCCTGTGATGGCAGAGCGAGCTGGAGAGTATTTACCTCAAAGCTGC
TCGCAGGTCTCCCATTCTCCCCGTCTGACAGGTGACATTTGGAGGGGTCCGGGAGATGCA
TGTGCCATTTGTATCCTCGGCAGGGTCAGACTGTGTTACGTGACCTGCAGGACACACAGC
CGGAGCAAAGATACTCATCTTCTGCGGGGATCAATACGGCACAAAGAGGGCCTGATAATT
GACCGCTGTCAATCAGTCAGCGGCGTGTTGGCGTGACCCATAACGGCGTCTTTGTTGCAG
GAAAAGACCCCCGTAAAGTATCTGCAGCCAGACTGGCGAGGTCGCGTCATCCCTGCTCCT
CCTCCGGGTCATGAGCACGCCAGGTTTAGGANGCGATCAATCAGCTGTTTGTGATTCTGT
TCATCAGTCAA
>BJ731706 ID   BJ731706   standard; mRNA; EST; 721 BP.
TGGTCAGAAAGCAGGCTGAGGAGGCACTAGCTAACGCTCTTCAAGCCGATAAAGCCAAAG
CAGCAGACCTGCGGACAGCCTACCAGCAGCACCAGGATGACGTGAATCGCATTAAACGTG
ACTGTGAGAAAGACATTCGTCGACTGATGGATGAGTTGAAGGCGAAAGACCGTGTGGTGT
GTACTCTGGAGAGGGAGCTGGGGCAGCAAGCTGGCTATGCCCAAAAGCTCCAGCTCCAAA
AAGAAGCCCTCGATGAGCAGCTGGGTCAGGTACGAGAGGCTGAGAGGCACAACTATGGCA
GCCCCAAGAGAGAAGTGGTGCTCGGGCTGGGAGAAAACCCAGAACTCCTCAACCATCAGG
AGGCGGAGGAGCGTGACACAAGGAGGTTCCAGCTGAAGATCGCAGAGCTCCATTCAGTCA
TTAGGAAACTGGAGGACAGGAATGCACTGCTAGCAGATGAGAGGAATGAACTGTTAAAGC
GGATGCGTGAAGCAGAGAGTCAGCTGAAGCCCATGTTTGAGAAAAATAAACGTCTGTCAA
AGAAGAATGATGACCTCCTACAAACATTACAGCGCATGGAGGAAAAACTGAAGAACCTGA
GCCGAGAGAATGCAGAGATGAAGGAAAATGCCTCCACCTCTCGGCCCCCCTTACAGCAGC
AATCCACCCACCCCCAACTGAAGCGGCCAAGCTCCCTGAGCGACCTTAGCCATGCCCATG
A
>BJ731707 ID   BJ731707   standard; mRNA; EST; 741 BP.
CAGTTTGAGAAAATGACCCCTGACCAGTACAGCCTGACTATTCACGGAGCCCGACCAGCA
GACGCCGGCAGGTACTACTGCCGCGTGGAGGAGTGGCTGTTCAACCCACGCTACATATGG
TACCGACTGGCCACCAACAACTCAGGGTTCACCACAGTCAACATTTTGCAACAAGACTCT
ACCATCCATTCCGTGGTGTGCGCCCATGACTCCCTCTTCTACTTTGTTTTCTTCTACCCA
TTTCCCATCTTCGCCATCCTCCTCATTGCCTTGCTGCTGGTGCGCTTCAAGAACCGAAAC
AACAACAAAAGCCAGGAGGGCAAGAATGGCGCTCCCCTCCTATGGATAAAAGAACCTCAC
CTCAGTTACTCCCCCACCTGTCTGGACCCTCCCGTCCTCAGCTTGCACCCAGGCACAGTC
GATTAAGCTGGACGCCACCCCCTCCTCTGCCTCACACACATCATGGACTTGGTCAACACC
CGGCCAGGAAGCAGATCTGGACTCCACCGTTGGACCTAAGTGTTGTCTGATGCCGTGATG
AATTATTCGTTTTCAAGTTTCTGCCCTGGCGGCTCTTTGCTTTCTTTGTTTACGGATATA
CATTTGTGTGAAAGAGAATGAGAATGTGCCATTTCAGCAAAAACTGCAGGACGACTCCCG
GTTAAGTTCTCTGAGAAGCCTAACCTCAGAGCTGTGCTTTGATTTTTTTCTTACTCCAGA
TAGTTGTCTATTTTTTAAAAG
>BJ731713 ID   BJ731713   standard; mRNA; EST; 773 BP.
TCGGCGGTTATTGGGAGTTTAGGAAAGAGTGGCCGTTGTTGTTTCAGGTGTCTGCAGGCA
GAGGCTCGGGCCCGTCTGTGGGGGAGGTATCGGATGATGTCTGACACGCCGGGGGAGAGT
AGGGGAGAGCGCTAGTGAAAATTTCACACTTATCCGACACTGTGAGAAATGTCTACTTTC
ATATGTTCCACGTCAAAACATTTTCATTTCTTTAAAGAATTCGGAGGTTTGTGTTTGCAG
AAGACGCTGCGAATGGATAAATCACATCTGTGGGGTAAATGAGTCTGAAATAAGCGTTGG
ATTGCATCAGAGCTCAAAATCTTGCTTTTTACAAAGCAGCTAAAGTTTAAATCATTTTCT
TTCTTACTAAACTCGCTTTGAACTTGTTCATCTCTAAACCCAAGAGTCTGCAGCCTGAGG
CTCCGGGGCCACATCCAGCTCCTTGACTTTGAGGAAAACCGCTTACAATGGAAACAAATA
TTAGCTTTGTTAGTTACGTTTTGTCATTCATTTGTGGGGTTTTTACACTTACGTGATCTT
ACATGAGTATTTTGTTATTTTATTTTATTTTTTTACCTCTGACGTTACACTAAATCAAGA
GGCATCAAGAGATTTACCTTCCCTCCAAAACGCACACATAAAAAAAAACGATGGTAAAAA
GGTTTTGATCTGTTGTCAGAGTGGATTATTATTAGATTAGGTTCAAACTCAAATTCTTGT
TTATCCCTTGAGCTATCCTATGCACTTTAACGTTGGGAGTGGGGTCATCTAGA



>BJ731716 ID   BJ731716   standard; mRNA; EST; 373 BP.
CTCTGGAGAACAGCGATCAGGGCTGCCAGCTGCTTTACAATGTCCTTCAGTCAGCTCGGA
GTATTGCCCTGCACGCTGGGGACTATCAGGAGTTTGCAAAATCCCTGCTCTCAGGGGGCT
GGGAGCCGGTGCCCGAGCTGCTGGAGGCCTTCCGGACCGAGTTCGCCCTGCGGCTGTTTT
GGGGTCAGCAGGGTGCAACTGCAGGCAGAAAAGAGAGATATGAGAAATTTGACAAGATTC
TTCATGTCCTCTCTGATAAACTGGAGCCTGTGGAAGTCGTCCCACAACAAGCAGACTCTT
GACTTTGAGCTGTTTTCCGATCAGATGGAAGCTGACAGCAGCACTTTCTTCATTGGAGGA
AACAAAAAAAAAA
>BJ731719 ID   BJ731719   standard; mRNA; EST; 692 BP.
TAGAGGCCGTAGTGTTTCAGTGCGTCAATATTCTTTAACCGTAAAAATGCCTCTGGTTCA
CTTTGAGCTGGTCGGGATGTTGTCTTACTCCATACCTGCTGGGATGCCGCAGGCGATGAT
GCAGTTTTCATACAAACTCCCTCTAACTAGCTTCATCAGACCTTTGACGGTATCCACTGA
GGAATATGGGTCCATGTGGCTGGCCTTCTCCCATGACACGAAACAGAACTTGACACTGAT
AAAAGAGGAGCGGGAGCCCCTCACTGCCACTCTGAATGCACTGAACAAGAAGCTCTCGCT
TCATGTTGTAGAAATCATAGGTGTGGAGGGTTTGGTAGCTTGCAGCCTCCTGCAAGATCA
GCCGTGTCTCATGCACTGCCGTGTGCACGCCGGCAGGCTGGCTGTGTGGCTGCGCTCTCC
GGTTGCAGACCTGCCCGACTGCCTGCTTTACCACTGCCAAAGAGCTTTGCAGGAATCCTG
ACCCCATCCTCCAGCTGCAACACCAGGGTTCACTGCAGCAAGCAGGGACAGCGCCACGCC
CTCGGCCCACAGAAAGGAAAGCACCAATGAAGGAACACTTCCTTGATCTTGAGTTATTGA
GAAGCTTGTAGTTCTAATATCTCTTCATATAATATTGGTTGATAATTTAAAAAAACTGTA
GAAAATAACATCTTTAGCAGATAATAAGCTCA
>BJ731722 ID   BJ731722   standard; mRNA; EST; 409 BP.
GTGAGCTTTCACTTGNTAGCTAGCTGGCANTTCCNACGCTATTTTTTGTTGCAGTTCCGT
GTATTTCTCTGGATGTTNTGATTTATTTTANCTAANCTGTAATGTTTGGCAAGGCCTTTA
ANATTTGAAAATGTATCCAATTTGTCCAANGCGATCGCTTGTGTCNAGCGTTGTTGCTAA
TTTAACAAACATTTTGATTCANTANTTTTACCTGCATGATAGAAAACAATTGATTGAGCC
GAGATTTTTGCAANGATGTTACAGTGACGTTTATAACTCATTACATTTGAAGTAANCCCA
TTACAGACCCTCATCCATTCATTAATTCTGACATACCTTATGTAACCAACACAAGCCTAT
CTCNAATACTCGAGGGCTTCANACACTCGNGATCNAAATCTGAAGACCA
>BJ731723 ID   BJ731723   standard; mRNA; EST; 786 BP.
CACTTTGCGAACGTGGTCGGTTTTCGTGTCACTTCTCTGTTGGTAAAAAGTTTTTGGTCA
GGTTGGGCTTTTAGGGGAACTCTGCATGTTTTACGCCGACCGAAATGGATTCACCAGACT
AGACAAGTCTAGACCTACAGATGAAGTTTGGGTTGTCATTGTTTCCTCTCGGACATTGAA
TAGAGGACGGCACTGACGGTTTTACGCATCCTTTGTGGACACTGGTGAACACGTGATGGC
ACCTGGAAACGGATTCTGGTCTGTGCGAGATTTGGCGGCTCTATAGGCGACTGTATCTCA
TGGGGTGACCCACCTAACACTCCAGAGACGTGACTGTGGGACGGACATCCTACCCTCCTG
CTGTTTTCTGTCCTTTCCATAAAGGCAGAATTTATGATATACAGACTCTGGAACTAAAGT
TTTAATGAGTCTTTCCCATAGTGCCCCTTTGCTTTGCCATCCTGTCACCATGCAGAGCAA
GTACTCCCAGTACTACAACACAAATCTCATACGTTTACACTATGCTCATGCCAAGAACAT
GAGCAAAGCTGAAATACATGAAAGGGAATCAGAAAAGGATCACCCCGACCTTCTCAGTAT
TATCATCCTGGTCATCTGCACCATCATCATCTTCGAGAATCTCCTGGTTCTGATGGCTGT
GTGGCGCAACAAGAAATTTCACTCTGCCATGTTTTTCTTCATTGGAAACTTGGCATTCTC
CGACCTGCTGGCGGGCTGTGCCTACATAGTCAATATAATCCTGTCAGGGCCACGGACNTA
TTCACT
>BJ731725 ID   BJ731725   standard; mRNA; EST; 722 BP.
AATCTTTTCTTCACATAGGGCAGCACACCTTATTCTGTCTACAGCTTTTTACGTTTTGTG
AATGAACGGAACATAGGAAATTTCGAGCCGCTCACGACACATAAGCAATAGGAGGGCTCC
TCCACCAGTCCCGCCCCGCATCACATCCAAGCCCCTCATCTCAGTGACATTGCAGAGCAG
TACAGAGTCGGCCCAAGACACTTACCTTGACCAGCAGGACCACGGCAGCGAGGCCAACAG
CCATTCAGGCCGCAGCAACTCCTCCGACAGTCTCTGTAGCACGCACACAGGCAGCCTGGC
TAAGGGGACCAAGCTTCCACCAGTGCCAGTCCCCGCTGCAGGCTCCGCACCTCCTGTTCC
AGCCCCCCGCGACCTCCCGACTACACCCGCTGTTTCAACCACAACCACCACTTCCACGTC
TACTCAATCTCAAAATGTCACCCTGAGCTTTGGTATAACCTTAGAGCAGCCCCCAACTGC
ACCCAAGAGGAAACTGTCCTCCATTGGAGTTCAAGTGGATTGTCTTCTACCTGTACAAAG
TGAAGAACCTGTGCTTCTGTGTGCACCTCTGAAGTTTCAGTCAATTGGAGTTCAAGTGGA
AAACGGCAGGCCTCTCAGCCGGGACAGCAGCATGGCCTCCAGACAAAATACAGAGACTGA
GCCTCAGCCGCAGGACCCCACACCCACCGAAAACAACACCACCAACTGCACCAACTGTCA
GA
>BJ731743 ID   BJ731743   standard; mRNA; EST; 183 BP.
GTACTGTAGGCTGCCATGATCTTCAAAGTTTGGATTCAGCATTATTATGGAGGCCGTCAT
TCAAATGCTGTTAACATTAAGGAAAGTGTGCAGATGCCTGTTGTGTTTCTACTTTTCATT
CAGGGATGAATATCACTGAAGGTGTTTTTTTTTTTTTTANCNNCTTTNCAAAAACANAAA
NAT
>BJ731747 ID   BJ731747   standard; mRNA; EST; 717 BP.



TGCTGCAGAAGAAGATCATCCTGAAGAAGAAAGAGCAAAAGCACATCATGGCCGAGCGCA
GCGTCCTCATGAAGAACATCAAGCATCCCTTCCTGGTGGGGCTTCATTACTCCTTCCAGA
CCACAGACAAGCTCTACTTTGTTTTGGACTACGTGAACGGCGGAGAGCTCTTCTACCACC
TCCAGAGGGAGAGGGTCTTCCTGGAGCCTCGAGCTCGCTTCTATGCTGCTGAAATCTCAA
GTGCTCTTGGCTACCTCCACTCTCTGCACATCGTTTACAGAGACCTGAAGCCTGAGAACA
TCCTGCTGGACTCACAGGGGCACATCGTTCTGACAGACTTTGGACTCTGCAAAGAGGGTC
TTGAGGCCGATGGGACCACATCCACCTTCTGTGGGACACCTGAGTATTTGGCACCTGAGG
TTCTACAGAAGCAAGCGTATGACCGCACAGTGGACTGGTGGTGTCTGGGATCGGTTCTCT
ACGAGATGCTCTATGGACTTCCTCCCTTCTATAGTCGGAACACAGCTGAGATGTACAACA
ACATCCTGCACAAAGCGCCGGCTATGAAGCCCAACGTGTCCAATGCCGGGAGGGAACTGC
TGGAAGGGCTCCTGCAGAAGGAGCGTACCAAGAGGCTGGGAGCAAAGGACGACTTTCTTG
AGCTCAAGTATCACTCCTTCTTCTCGCCCATAAACTGGGACGACCTGATGGCTAAGA
>BJ731751 ID   BJ731751   standard; mRNA; EST; 769 BP.
TAGAGATCAAAACGCCNAACTACGACTCCCGCAGCTCCCCACTGCCCATTTACGAAGTGT
CCCAGGACAATGATGAGGGGCCCTCAGTGGGTGAACGGCCAGCGTACATGGAGGGCAAGA
AGCTGGAGGAAGATGAGAGCGATGAGGAGAAAGCGGTGTTCCAGTCAGACTATGAGAGAC
GGTCTTTACCGAACAAGAGGGACGTGGAGGAATAGTGACGCCTACGGAGGACTGATTTTC
CAAACAACAGCTGTTTTTATGCCATAAAGCTTACTGAAAGAATCAGCATTAACATTTAGG
ATGAAGGCTGACGACCTTCTCCGCTTCAAGAACTGACCAGTTCTGCTTTGCAACAATAGC
TCAATTCTAGCTGTAAACTGGTGGCTGCAGGCAAACGATTAGTTCAGTAATTTGACTAAN
AATGCATCTTTGCTCCTGATAAAACGGCTGAAACCTTTACTCCAGACTGAAACTAGGTTA
TGAGACCGTCCGTCGTCTTCTTCAGCTGACAGCGCATTCATATTTATATAAATATTCTGA
GAAAACTGCACTTTACTGCACTTAAAAAAACAACTTGTTTGAATGTTAATCTCATTTGTT
GCAGACTAATGTCTTAGAACAAACAGGAAAGAAATTGACATTCCTACATCTCCTGCCAAA
ATATTATCTTTGCTGCCTCCAATCATTATTCAGATCTCAATGCTTCNTTTTAATTATATT
TTACATTTCAGAAAGTCCTATCTAAATAAGCGGTTGATTTTTTTGCTTG
>BJ731756 ID   BJ731756   standard; mRNA; EST; 739 BP.
GGATCAGCGGCAGTGGAAGAACACCTGGTCCTCCTGAGCCCGACCACGACCTTCACTGCT
TATGGTCCCATTTCAAGATCAAAATGTGGGTCTCCATGTTTGATGCCGCAAACCGTGGAA
ACTGCTCAGTGCCGTTGGATGAAATTACAAGAAATTGGTTAAAAAGCATTTTTCCTTCAG
TCATTTCAATCCAGGATGTTTTTGTATCACTCCCAAGGCAAAGCTGCCCCCTTGGTTTTA
ATGCTACTGACTTGCATGATCCACAAACCCAGTCTCTGGAGAAATTCTCCTTTTCCCCCT
GTCATACGTGTTTCAGTTGTGAGGTCTATGTGAAGGTGGAGCCTTCAGCCAGAGTGGAAG
TGGTGCAGAGAAACATGACTGCATTACTAAGGTCAAAGGTCCCCAACAAACTATTCCACC
TTAGAGTTGACCCCTACAGCATTACTGTGCTCTCTGTGGATGTATTTTCTCTGGAAACAG
AACCTACATCAACTATTCACCCAAATCAGACAATTTCAGAAACAAGCAGTGTGTCATTGC
AGCCCAATAATAGCACATCAACTACCAATGACGTCTTGCGCAACAATAACAGTTTGGTTC
AATCAGACCAATTCTTTCGAGTCAATTTGACCTTAAATATGACGGGTAACCCATCACATC
CTGAGGACTTCATTGAGACATGGGTAAAAATGCAGCTGGAGTGGAGTAAGATCATAATTG
TGCTGAATTTCATCATAAA
>BJ731759 ID   BJ731759   standard; mRNA; EST; 716 BP.
ACAGTCATGGCAGCTATGCGCAGGCTTGTCTCGTTGCTCGGCTCCAGAGCACGAGCGTTT
GCGTCGCGCGGAACGCCGGCAGCTTCGACCAAGGCACTGAAGGTCATCGCAGCGGGAGCT
TGCGTCAGCGCTGCAGCCGTGGCCGCCTATTATCACCGCTGCGGCGGGGAAGGCCGCATC
GGCGCGCGGCTCCCGCATCTGCTGGGGCTGCCGTCCGTGTCCGCCTCCGACAAGGCGAGG
CCCTCTGGTCTGGAAGACAGATTTCGGCTGTTCAGCTCCGTGGAGTTCGAGGGGCAGCTC
TACATGACTCCACTGAACTTTATTGAGTCGGTGACTCTGAACGAACCCAGAAGCAAGAAA
GGACGGAAGAGTCTCACAAAAAAGGAGTTAGACAAGATTCTGTCGGATACCCCGGCTGTT
TGGAATGGATCATCCAATTTGTTCAGGAACCTTCAGGAACGAGGTGTCATCAGTTACACA
GAGTATCTCTTCCTGCTCTGCATTCTAACAAAGCCTCACGCCGGCTTCCGGATCGCTTTC
AACATGTTTGACGCTGATGGGAATGAAATGGTGGATAAATGGGAGTTCTTGGTGTTGGAA
GAGATTTTCCGCAAAAAAAAGGACAGAAAAGAGGTCAACGAGGACTCTCAAAAACTGGAC
CAACAAAGCCTGGAGCTTTACGGTCATCGCCAATCTCAGCCGCACAGTGTGCTTAG
>BJ731761 ID   BJ731761   standard; mRNA; EST; 705 BP.
ACTGTGTCTGTGAGAATTTGTGGATCAAACTGAAGCTCCAAGAAGAAGCCGACAGCCCAG
ATCTGACATGCACTGATGACAGAGGAGTGACGAGAGACTTTGCTACCCTCACTCCTCCAG
ACTGCGTGGTCCCCACAGTAGAAGTCACCCCCCAAAATGTGACAGAGATGGAAGGGGGGA
ATGTCAAGGCAGTGTGCAGCGCCTCGGGCTCTCCTGCTCCTGTGATCCTGTGGAACCTGG
ATATGCTCTCAACCCACTATGAGATTGACCCTTTGGACACAGAGAGCATCCTCACGCTGA
CAGGCCTGTCATCAGATGATAATGGAAGGAAGATCGTCTGCAGTGTGGAGAACATGGTCG
GCCAATCGGAGGCCACCTTAGAGCTCAACATACTCTTTCCCCCCGCAATCCTGCAACTGC
TGCCTCCAGAGCGAAACCACCATTGGTGCATCCCGTTCACCGTGACCGGCAACCCAAAGC
CTGAGCTGCGCTGGTACCACAACAACACCACCCTGGAGGAGCAGGACTTCATCCGCACCA
TCATCCACGAGTACACTGAGAATGAGGACCACGGATGTCTGCAGCTGGTCAACCCCACCC



ACATCCACAACGGCAAGTACAGGCTGGTGGTCAAGAACGAGTTCGGTCAGGATGAAAAGA
CGGTTTCAGCGCAGTTCATCGATCCTCCTTACTTCAACACCACAG
>BJ731768 ID   BJ731768   standard; mRNA; EST; 255 BP.
AAGCAATAACTGATTAAAAAAAAGATACATCTGGGTCAAAATATTGATGGAGGATGAAAC
TGGAGCATGAAAGATCCTGCAGTCTTCATTACCAGCCAACATCAATGAAAACTATGAAAG
ATAAACTCAGCAGTTATGCTGGTGTTGCAGGTTGTTTTTCTTCCATCCAAAGCCAAGGAA
TGGATGAAAAAAAAGTACTGATTTGTGTCTTGTGATATTTTACTTTGTTTTTTTTTTNCC
TTNGGNCCNCCAAAT
>BJ731771 ID   BJ731771   standard; mRNA; EST; 771 BP.
CAGACGATGTCACCAGCAGCTGCTCGCCACTCACCTGTCCTGCCGTCTCTACCAGACCTG
CGACCACGCAGTGCTGCTCTCAGGGGGCTGGCGGCAGCAGGTCACATTTCAGCGGCACGC
TCAGAATCTCGTGGGGTTCTACAGAATGCTGCAGAACAACGGCTTCCATAAAGATCACAT
CAAGACCTTCTTTGCGGGCGGCGGTCAGCTTCCTGAGGACATAGAGGGCGTGTACTCAGC
AACGGAGAAGGCAGTCATCCGTAACCACATGTCGTACATCTGCAGGAAGCAGCACTGTGC
CGACACACTGGTTCTGTACCTCAACTCGCCAACACGCAATGACGGTGCCATGCTACTCTG
GGACGCTAACCTGAACGGCATCGCTGACCTGAAGGAGCGATACTCGGTCAATGAGCTGCT
GACGGACCTGGCTGGCTGCAAGGCCACTCGAGTTCTGCTTTTCGTGGATCAAAGCTACAG
CGGCGTCCTGTCCAAGAGACTCAGAGGCTCCCAGAAACACTTCAATGTGGTTCTCATCCA
GAGTCCAGTCCGGCAGACGTTCCCCTTACAGAATCAGAGGCTAAACCAGGCCTGGGATGA
CAGCAACTGGTCCTTCATAAGTCCAACCACCTGCCTGCTGGATCACCTTTCAAAGGGTGG
GGGAACATCTCACCTCTTTGAGCTGTGGGCTGGCCTCCTAAATGTGACTTTGGCGGGCGC
ACCCTGCAATGNCACTCCCCCTTTGACGGACATTGAACTTCGGCGGGAATA
>BJ731775 ID   BJ731775   standard; mRNA; EST; 694 BP.
CATCCCCACCGCTACAGGGAGGAGTCTGCTGGTGTCGGGCTGGTGGGGCATGGTGCGACA
CCCCAATTACCTGGGTGACCTGATGATGGCGCTGGCGTGGTCCCTGCCCTGTGGCTTCAG
CCACCTGCTGCCGTGGCACTACCTGATCCACTTCATGGTCCTGCTGGTGCACCGAGACTC
TCGCATCACCACCGTCTGCAGGAGGACGTACGGTTCCGCCTGGGACGAGTACTGCCGGAC
CGTCCCGTACCGGATCGTCCCCTACCTCTACTGAGGAGCCCCCCCATCCCATGAGGCTTG
GCGTGGAACATCATCGGATCCACGCGAATATTTCAGCTTCTTCCAAATCCTCATTTTTAA
TTGAATTTTTAAGATTTCTGTTCAAAGATGAATCTATTTTTGAAGTTTTTTTTAATTGAA
AAGACTTTTCAAAGTGTTTAGTGAAGAAGACAGACTGCTGTATATTTCTGTACATACTAA
TTCATTTTTGTACTTCAGTAGTACCACAGCTTTGGAACTTCTGCACTTCTTTAGAAAATC
AGGCAACCAGCTGGTGTTTATGATGAAGGAGGCTGCCTCCACCTCTTCACAGGGGGGGCT
GCAGATTCTCATATTTTGGGGTTTTCCAGCATTTCAGGGCCGTCTCATCCCACAGGCTCA
CTCACTGTCCGGCTCCTCGGCGCCCCTGGTGGAA
>BJ731776 ID   BJ731776   standard; mRNA; EST; 711 BP.
CAGCTGGCGACGTGCTCCCCGGCTTCGTGACTGGCCACAACTTTGGGGCCGTGGTGACGG
ACTTCTCCCCCCTCAGAGAGCCTCTGCAGTGGCTGGAAGCTGTGAAAAAGGGACTTCCAG
AAGACATTCCCTTCATACAGGCCAGAGAATTTCTTTTTCTATTATTATTATTATTATTAT
TTTTTGTGTTCGTCAAAGCCAAATTACACATATTTCTTGTAGCTTTATTGTGTTGTCTTT
TATTTCTGCTCTGCAGGTGGATGCCCATAATATTGTTCCCTGCTGGGTAGCATCCCCTAA
GCTGGAGTACTCTGCCAGAACCATCAGAGGGAAAATCACTAACCTTTTGTCTGAGTTCCT
CACCGATTTCCCTCTGGTGGACAAACACCCGTTCTCAGCCACAAAAACAGCAAAGGCGGT
CGACTGGGACAAAACTCTGGCCTCGCTAAAGGTGGACAGAACAGTCGGGGAGCCCAAGTG
GGCCAAGCCGGGCACCGAGGCCGGGCTGGCCATGTTGGAGTCCTTCATCGACGTGCGTCT
GAAACTGTTCGGCACTCAGCGCAACGACCCGAACGCCGCCGCCCTCAGCCAGCTGTCGCC
ATGGCTTCGCTTCGGTCAGTGCAGGAAATGAGTGTCTTGTGTCGCCTTTCAGACGTGATA
CTACAGGGGAGAAGCAATATCATTCTTTAGTTTTTTGTTTTGTTTTTTAAA
>BJ731786 ID   BJ731786   standard; mRNA; EST; 688 BP.
TAAAGCCGTTTTTTTATTTTAACTAGGAGAAATTGGTAACGTTGATTTCAAATTGTTGAG
GGCCTTAGTCACTACTGCCCAACGGAGGTATACAGGCTGAGCAAATCTACGGGGCCTGCA
GGTGATCAGCGAGGAAGTCGTCTTGTTACAGTTACATCTTAGTCTGATTGTGAGCTCATT
CTTTCAACTTGATCAGTCTCAATAGGCCTGTTGATGTACCTTTCTAAATATTTGTCTTAG
TTGTGCGACACTACAGATTCAGTAATGTCATGAAAAAATAGGATAACACTGGGAATACAC
CATTGACTGTTTCTGAGAACTGGACTGAGTGACATCCTCTTTCTTTGCGTTTTAAATCGG
AAGTACCCGCTAGCTCCAAGAATCCAAAAATAAATCTGCATTGCAAGTCATTCGAGTGAA
AAACTGGCCAAACAGGTGCCTCAATAAAATTTGTGGTCTTTCATCAAACGTTCGCCCGAG
CTCGCTTTCAAGTGGTAGGGGTGTGGCCTTCAAACAAGTGGTGGTCGTTTGCTATAGAAA
TGATGACTCAGACTGACTTGGACCAATCACAGCCTACAGACGGTTGCTGGTTCCAACGTG
GTGACGTCCAAGTGGAGAAAAAATGGCGACTGAATTGACTTCATTTCCATAGTAGGGCAT
TTTCTACAAGTGATGTCACAGTCACTAG
>BJ731801 ID   BJ731801   standard; mRNA; EST; 721 BP.
AAAGTGAAGTTGAAGTACCAGCATTTAATTACAAATAGTTTTGTTGAGTGCAATCGACTA
TTAAAGTGGTGTCCTGCACCAGACTGCCATCATGTTGTCAAAGTCCAGTACCCAGATGCC



AAGCCAGTGAGATGCAAATGTGGCCGTCAGTTCTGCTTCAACTGTGGGGAGAACTGGCAC
GACCCTGTGAAGTGTAAATGGCTGAGAAAATGGATAAAGAAGTGTGATGATGACAGTGAA
ACTTCAAACTGGATTGCAGCAAATACCAAGGAGTGTCCAAAATGCCATGTGACTATCGAG
AAAGACGGAGGCTGCAATCACATGGTTTGTCGGAACCAAAACTGTAAAGCAGAGTTCTGT
TGGGTCTGTCTGGGACCATGGGAACCCCATGGCTCAGCGTGGTACAACTGTAACCGCTAC
AATGAGGATGATGCCAAGGCAGCCAGAGATGCTCAAGAGCGATCCAGGGCAGCCTTGCAG
AGGTACCTGTTCTACTGCAACCGCTACATGAACCACATGCAGAGTCTGCGCTTCGAGCAC
AAGCTCTACGCTCAGGTTAAGCAGAAGATGGAGGAGATGCAGCAGCACAACATGTCCTGG
ATTGAAGTGCAGTTCCTCAAGAAGGCTGTGGATGTGCTGTGCCAGTGCCGCTCCACGCTC
ATGTTTACTTATGTCTTTGCCTTCTACCTCAAGAAGAACAACCAGTCCATTATTTTTGAG
A
>BJ731811 ID   BJ731811   standard; mRNA; EST; 761 BP.
GAACTGGGGCTCTGGACAATGCTTTAAGCCAGATTCTGGTGGATCTTAGACCTCAGAATT
ATGAAGCCTGGATTTGGCGTTTTGAGGACACCTTTGGTGTAGAGCTTGACACTGTACTAA
AGATTGGAGGATTTATTTTGATCGTGATAGCAATCATCTGTACAGAGATGTGGTCAGTCG
TCTCCTGGTTTTTACAGGTTACAAGAATGTTTATGATCTGCTTTTTTGTCAGCATTATCT
GGAACTGGTTCTATCTTTATAAGATTGCCTTTGCTAAGCACAAAAACAATTTAGTGAAGA
TGGACAAAGACTATGCGAAATGCAGTGGACTCAAGGAGATTACCTGGATTGACAGCGTGA
AAGAGTGGTACAGAAGCACATGGACTCTTCAGGATGATCCCTGTAAGGAATACCACGAGG
TTCTCATGGTCAACCCCATCCTGCTGGTTCCTCCAATGAAGGCAATCACTATGACAATTA
CAACCTTCATCACAGAACCTTTGAAGCACTTTGGTCAGGGAATCAGTGAGTTTCTTCGAG
CCCTCCTGAAAGATCTGCCAGTTACTCTGCAGATACCAGTCCTCATCGTCATCACTCTCT
CCATTTTGGTGTTGGTGTATGGCACTGTGCAGGCAGTTTTCCGGCATGGCATTCTGGCAC
CTTTTAGACGTCCTCAAAGGGAGACGCCTCATCCAGTGATTGAGCAACCACAGCTAAATC
CAAGGAGGATTGAAGATCAAGCTAACGATGAAGTTAGGGCT
>BJ731826 ID   BJ731826   standard; mRNA; EST; 710 BP.
ATCCTTCGAGGAAGGATGGATATGGATTCACCATCTGCTCCGATTCCCCTGTGAGGGTGC
AAGCTGTTGATCCAGGGGGTCCAGCGGATCTGGCTGGTCTGCAGCAACTGGACACTCTGC
TTCAGTTAAATGGGCAGCCAGTGGAGCAGTGGAAATGCGTGGACCTAGCTCATGCTATAA
GAAACAGCGCCAATGAAATCACAGTGGTTGTGTGGCGTACTGGTCCATCTGCGAAACCCA
ATTTTGAGGGTCTCATTCACAGACCCTCCTATAAACCCTCCACCTTAAACTATGAGGCCC
CATCGCCCCCTCTGCGCAGGCATGCGCCAGATGTTGGCACAATCAAATCCCCCCCAGCCG
TGCCGCCTCTCCCGGCTCACCACCGTGCCACCGCCACACGCAGGCTATTGGTGAATGGGT
CTGAAGCGGGCAACAATGTCGGCGTAGGCCGGGGTACGCTGGCATGGGGAGCTCAGGGAG
GCTCGATGGATGATCTGGATGGAAAACCGCGTCTTCTCCATCACCCTGCTACTGCCACAT
TAAAAGGAACCCGGGTGAAAGCATCAAATGGAGACAACTACATCATCCTGGCGCCCATCA
ACCCTGGAAGCCAGATCCTGAGGCCTGTTTATCAAGACACTGAGGGAACACTAGCCTCAG
GCTTCAACAGGTTATACCCAACACGTCAGACTTCTGGACAACAGTCCCAG
>BJ731829 ID   BJ731829   standard; mRNA; EST; 651 BP.
GGGCATTTGGGGGAAAGTTGGCGTTCTCCCTTCGTCTGAGTGACCGGGAACCTCCGCCAT
GGCAGCCCGAGCCGTGGCCGTGGGTGTGCTGGCCGCGCTGTGGGTGTGTTTGGGGCCGCG
CGCGCGCTCCTCCGCGGCGGCTGCATTCTGTGATACTGGAAAGCTCTTTGTGGACAGAGA
CCTGCCTCCGGCTGCAGCTACTGAGGACTGTGGGCTTCTCACCTGGCCAGATTCCACTCA
GACACTCCCAAGTATTGAAAATGTATATGACCCCGAGCCAGCCAGGAAAATCTGCATGGA
TGAGTCTATATCCTACAGTCACGCCATCCCTAGCAGCGGAGCGTTCAGACCCGTTGGCGC
ACAGAGTGGAGAGTATGTGTACTGCCCCCCTCAACGCTGGCTCAATAACCTATATCACGG
AGCTGCTGTTTTGCTTTACCATCCTTGTGCAGAGCCCGGCGAGCGTCATCTCCTGTCTGG
ACTGGCGCACTCCTGTCTGCGAGACTACATCATCACGTCCCACCTACAGCTCAGCAGACA
CAGGCCCATAGCCGTGGTGTCGTGGGGTCACACTTTGGAACTGATCAGTGCCGCCTCTCT
GGACGTCTGCGATTGGCTGGAAAGCACAAACGGCAGAAGACGGGAGTCGGA
>BJ731831 ID   BJ731831   standard; mRNA; EST; 722 BP.
ATCATCCAGATGCACTTAGTGGTACCTTCTTCTTGACATTTCTAGAATCCAACACTCCTC
TGTGACCACAAGAGCAAAGAAAACGTGACGTGGAAACTCGTTATCCTTGATTTAGCTCTT
GAGAGTTCAGAAGGTCAAGAGCTACATAAAAATATGTTTCTGACTAAATCAAGAAAACAG
ATCAGATGTCCAAAAAACAGCAACTTAACCGTATTTTTCCTTTCCATTTGCTTTGTTAAT
TAATCTTATATCTAATCTATAACTGGGTTTTACGGCAATGGTTGACATCCTTTCTTTTAG
TGAGACCCCAGCTTCTTGAATTTTTTTTAGATACATTTTATATTAAATTGCACAATACAT
CCGATATAATCCCAAAACTGTACAAAAAGGCTAATTCCAAGTCACTTCCTACTGCAAAAA
TCATATAAATTGAGAAGCAAACAGTTTTCAGGTTATCTAACAAAGGCCAAAGGTTAAATA
CATATCCAAAAACAAAGCAAAGACGAAAACTGTTATAAAATGTCTAAAAAGCTTCACTTA
ACTGGATTTATTTCAAAGTTTGTAACAATTCTGTGTTGTTTATTTTAAATGAAAGATTTC
AAAACTAATATTTTGAAATCTTATCAAATTATGAGTGAAAACTGTACTGATAAGGGGGTC
TCTGTTATTCCTACATCATTGTTATCATTCGATGTGATTGGCAAACACATCAACGAGTTC
AG



>BJ731853 ID   BJ731853   standard; mRNA; EST; 715 BP.
GCTGCTGTAAGAGCTGATCGAAGCCCTCTCTGAATGAGATCTAATCCGAACCCCCTGCTG
TGTTAATGCGTAAGACAGAGACAAGTTTTGTAAAGAAGTCAGACATACATCCTTGAATGC
ATGCTGCTGCTTAAATCCACCACCATCAGCGGTTCTCTTCCTTCACACGCCTGCTGCTGT
CAGATTCTACAGATAGTAGTGAAAGAGTCTAAAAACTGAATTTCAAAACCTCTGTTTCCG
GCAAGTGGTGGAGCAGATGCACACAGATCCTGGGGGGGGCACCACATCAAATGAGAGCCG
CCCGTATCCCCTGAGAATTGCAGATGTTTGCTCCACATGACATGTTAGATCTGCTTCAGC
AGAGTAAATATAAAAGACTAATGACATACATGGAAAATTCCCCATGTGGCTTTGGTGTTT
TAATCCCACCAACTACTCAGGGGTTAGGCAGCTGATCCTAAAATAAAGAAAAAGGCAGCT
TCACAACAAAACGGTCTTGTAATGAATCATGGCTTTGCTGTTCTATAACAGGATCTCAGG
TTTTTACACCCAAACTAATGGGAAGGACAACAACTACAGAACCGCAGACATCATTTATAG
ACTAGATGTGTAATGTCTAAAATCACCCATAGAATTTTAAAGGATAAAAATAAAGCCAAA
TGTTGGATAGAAACTGAGTAGACTTCTGTCTGTTCAAATGTGCTAAAAATGGCCG
>BJ731855 ID   BJ731855   standard; mRNA; EST; 107 BP.
CGACCGCACNTATGAGGANGTGNCTCGTNAACTGGTCATCATTGANAGTGACCTGGAGCG
CACAGANGAGCNCGCTGAGCTATCAGAGGGCAAATGCTCTGAGCTTG
>BJ731869 ID   BJ731869   standard; mRNA; EST; 119 BP.
TCAATGCTGCACTAAAGCAAACTCTGAACTCTGGTCGACGCTCATTGCAGCCTGCAGTGG
AAATGCACCAGCTCCGCGCGTCATTGTGAAAAACTAAACTAAAGAGAAGAAAAAAAAAA
>BJ731872 ID   BJ731872   standard; mRNA; EST; 115 BP.
CCACTCTGATCCAACANAANACTGACGACNGTCCTGACATCAAAGACTTCCTCAAGAGGT
TAGCCATGGACCCCCGCTGTANGGGAATGCCTCTGTCTAGCTTCCTGCTCAAACC
>BJ731877 ID   BJ731877   standard; mRNA; EST; 626 BP.
CCGCTGAAAGACCGCCTCCTCAAAGAAGTGCTCGCTGACCGCACCCATCAGGCCCAGCAG
CACGAAGAACAAGTCCAGGATCTGCTTAGAACCATTAACTCCAAGGATCAGTACATTCAG
GAGTCGGCGGCTCAGCTGAGTCAAGTCATTGCTGAGCAGACAACCAGGCTCCAGGAGCTC
CGCAGACAGCTCGGCTCCGGTTTCGGACCGAATCCCNACTCTGAGGCAGATCTGGGTGTG
GAACTCCAGGCGCTGAAGGAGGAGCTGAGTCTGGCTCTGAGAAGGGAGAAGGAGAGCGAG
GAGCTGAGCAGGAGTCGGGTTGCCCGGATCGAGTCCCTCTGCAGGACTCTGCATGTCAAG
GAGGAGATCATTGGGGACTTTCAGAGGCAGCTGGCAGATCCATCCCACCTTCCTCTGGTG
GAGCAGCTCACCCAGGAGGTCCAGGAGCTCAGGGAGGCTCTGGTCCAGCTTGACTCTCTG
TCAGCCAGAGGCTCAGTTCGGGTCAGCGGCGGGCCGGCCGAGTTCGGAGGTGGGGATCAG
AGAAGTGGGGGCCAGTTTGCCTAACAGCAGCTTCTTCTGCAGCAGCATCAGTGTGTGTGT
GTGTGTGTGTGTGTGTGTGTGTGTGC
>BJ731880 ID   BJ731880   standard; mRNA; EST; 753 BP.
CAGTCCGTGTAAGAGCCGTGAAAGAGCCGCTAGAATGCGCTACACTATGAGCTACAGCCT
GCCCTGCTCGCCGGGAACCTCACCTCCGCGGCCCGGCCGCTTAGTGTCTTACAGAGCGCG
GTACCTCAGTGCATCAGGAGCCAGTGCGGTTGCCATCGATAACAAGATTGAGCAGGCTAT
GGATTTGGTAAAGAGCCACCTGATGTATGCTGTCCGTGAGGAGGTGGAGGTGCTGAAGGA
GCAGATTAAGGAGTTGTATGAGAGGAACTCAATGTTGGAGCGGGAGAACGCCGTGCTGAA
GTCTTTGGCGAACACGGAGCAGCTCAGCCAGCTGACGGGTCCGACCAGCAACTCGTCAAC
ACCGGTGCAGCAGCTCCACCACCTCCCACTTGTGGCAAACAGCCCCGCTTCGTTGCTGCA
CCTCGAGGGGAGTCCGAGCATCCCGCATCAGCCAAACATCTCCTCGGCCTGAGCCTTATT
TCCGTTAACGACAAACTAAAAAAGAAACACACATCTTGGTTCTGCTCCGTAAAAGTTCAA
GTCGACAGCGGCCTGTGTTTGCTTGATGTGTGCACACAGCCGTTGTCGGGCCTTTGGAGT
GAGACACTCACCAGCCCTTAAGTCTTATTCAGGCCATGTGTTTGAAAGTCTCATGAAAGC
GATGGAGCGGGGGTTGCCAGCACGCCATGTCTAACTGAATGTCGATCTTGTGCTGGAGAT
GGGGGTCCATGAGCACAAAGGCTTGACTTGTTG
>BJ731881 ID   BJ731881   standard; mRNA; EST; 756 BP.
CCGCACTTAGAGGTGAATTATTGATGGACTCATGCTGCTCTGCCTGCCTATGTCCTAGAA
AATGACAAAGAGTTTTTTATTTAGGCTAAAAAAAAGGATAATCCTAATTAAAAGGCCACT
GGGAGCGCTTTTGAATACATCAAAGATGATCGGAATGAGACTTTAATGCTGAATCTTTTC
TTTTTATTGGCTGTTATTTGTGTTCAGCAAAAAAGACCCAAACTAGTTCTAAAAGTTATA
ACAGCTTTTCTTCTGTTGTAAGTTAAAATATGGCATTATATATCAAATCCAGTTTATACA
GAATTGGTGTACAGAGGACAGCTCTACTTTGCCTACATCCCTTTTTGCCGTTTTTACATG
ACAGCTTGATACCAAACAATCCTAAAGTGGGATTTTCCTCTTCTTTGTCTAGGTTTGTGT
GTCTTTGATGGAGAAGTTCATTCATTTTAAAGCTGTAAAGCCTTCAGTGTAGAAGTAGTT
GAGCTCCTTAGGGGGATTTTACCAAGATTTCCTTTTCCTTATTAAATTATAATCTCACTC
ATACCTCTCATATTCTGTGTTTTCGTTTCCGTTTTGTGTGTGTGCTCATCATTCATGCGA
GTGTGTGAATCTGTCTCATCAGCCAGCAGTAGAGAACCTAAAGCGTCAAACCTTTTTCTT
AATTGATCCTTTTTGTAACTTTCTAGATGCATATTTCTTCATGTCTTCTTCCTTATGTTC
TGTTGCTTTGATCATGTGATTGCTGAGTTTTTTTGT
>BJ731890 ID   BJ731890   standard; mRNA; EST; 741 BP.
CCTTTGGGCCACTTTTTTTGTGTTCACATACGAAAACCCGGATTGAATTACGCCGCGCGC



ATTTAAGAGGCTACCAGCGGGATTAGAGTTACGCACGGCAGTACAGGGCAGGCTGCGCGC
TCCGGAGGAGTTTTACGCACGGCCGGGGCACCAAGAGGACGCGCACCCGCAGCGTCATTT
CTCCCTACCTTCATCCACCCCGACACCACCTCACCTGGAAGCCCGTCCCTGCACGCCCGC
CGCGCAGCATGGCTGAGATAGGGAAAGGGGTGACCGCCGGAAAATTGGCCAGCAACGTGC
AGAAGAGGCTGAGCCGGGCGCAAGAAAAGGTCCTGCAGAAGCTGGGTAAGGCCGATGAAA
CACGAGATGCTGCCTTTGAGGAGATGGTGGCCAACTTCAACAAGCAAATGACAGAAGGCA
CCAAACTGCAGAAAGACTTAAAGGCCTACATGGTAGCGGTGAAAACGATGCATGAGGCTT
CCCGCCGGCTGCAGGACTGCCTGGCTGACATGTACGAACCCGACTGGTATGGGAAAGAGG
AGACAGATGCGCTGGCAGAGGACCTGGACACTCTGTGGTTAGAATATCACCAGAACATCA
CCGACCAATCCCTGCTCTGTGTGGACACATACCTGGCTCAGTTTCCTGAAATCAAGGCTC
GTATAGCAAAGCGCGACAGGAAGATGGTGGACTTTGACAGCGCCCGCCATCACTTCACCT
CCTTACAGAAAAGCAAGAAGA
>BJ731918 ID   BJ731918   standard; mRNA; EST; 128 BP.
GGGGGGGGTGTCTGTCACCAGGGAGATGATCTACGAGTCCTAAGATGTGTTTAGATCCCA
AAGCACCTTTAACCTGAACTTCTGCAGGTATTCCCACCTCACCCAACCGGCCTCAGCCCC
CACCNTCA
>BJ731929 ID   BJ731929   standard; mRNA; EST; 294 BP.
GCGCATCCACACGGGGGAGCGGCCGTTACGGCTGCGAGGTGTGCGGCAAGCGCTTCAGCC
GCGTGGAGTATTTAAAGAGACACCAGCTCATACACACCAACGAAAAGACAACAATGCACT
GCTCCAACTGTGGGAGGGGCTTCAGCGACGTGGAACAGCTCAAAAAACACCAATGCTTCT
AGAGTTGTAGAGCCTCCAACACAAGCCAGATGATTGACAGAGTGCAGCTGAGGAGTGTGT
CATTCTGGAGGGGGGGGGGGGATTTTTAANGCAAACAANNGTTTAAATNTNTAG
>BJ731936 ID   BJ731936   standard; mRNA; EST; 273 BP.
CCTTTTGAATTATGTAGTGTCAAATACATAAATAACTAAATAAAGGTTATGAAAAATAGA
AGTGACAGGAAACATGAGACAAAAAACAGATATTTTCAAAATAAAAAAAAAACAACTAAC
CATTTTGNGNGGGTTTTAAACAATAAAGTTTTAGCTGTTCAAGTTAAGTGGCTAAGTAAT
TCATTTTTTTTTTNCAANGNNCANATAAAANTTTTANCGAGTANAANTATAANCTNCCCT
NCCCCNTTANAAANCCCNNCANNCCCAANANGC
>BJ731937 ID   BJ731937   standard; mRNA; EST; 760 BP.
GAGTGAAGACTTTTCCAGGCAAGAACTCGGGCACTCTTGAGAGGGACGGTCTTTCATCTT
TGGACTCATAAACCTGCTCTGCTGTTTGTGACAATCATCCCATCTGCTGCGTACACACTG
GGCACGTGGAGCGCTTCCAAAAGGCGCTGAATGTGGGTTTCTGAACGCGCTTCTAGCAAA
CGGTGTTCACACAGGTCTGTTGATACCCGATACTAGCCCAAGTACCTACAGCTGGAAGAG
GCTCGGTGCAAATCTCGTGAATCTTACTCCTGGGCGTAGTGGGAGGGGGGTCGACCTCCA
ATTGTGGGTTTGATTTCTGCCTTGCAAGGCAAGGTGTCGAAATGTCCTTGGGCAGGACAC
TGATCCCCACCTTGCCTCTCTGGTGGAAGGTTGGCGCCGGTCTTCAGCAGCGGAGCCGCC
ACCAGTGTGTGGATGTGTGTGAATGGGACTGTGACTGTAAAGCGCTTTGGGCCTTAGAAA
GAACTTTGTGTGATAGAACTCCAGCCGGGGACAAACCAGAATTATTCATTTTTCCTTTGT
AATCAATTTTTTTATTGATTGACACTTCCGTGTTTTGAAAAGAATGTCACTACCAAATTC
CAGTCCCTGATTGATCAAAGCTCAACTGGTTTAACTTTTATCGTGCGTGTAGTTGCAGCG
TGTTTTGTACGTATGGTCCAAAAACAGACTTAAAAGCTTGCCTAGCGGTGCGTGAGCGCG
GAAGTTTTGAACACGGAAGGCAGAAACGTTCACATGCGTG
>BJ731945 ID   BJ731945   standard; mRNA; EST; 352 BP.
CAAGGACATGGTAGGATCTGTTACTGGATTTGCATGTGTGCAGAAACGCTTAAGAGTTTG
GTTGCAACTGGAAAAACAGGTCAAAAGCACGGGCCAAAGCCAAGGTGCTGTGTTTGGATC
AGTCTGGGTGGGCAGCTAAGACAGTTATCCCAGCAATTCAGTAAACCTTCAAAATACATG
TGGCCCGAGATTAGCCATTAAAGTGCTTTCACTTCAGAAACATTCACAGCTTTTTTCACC
CTCCAGTGCATTCAGTGTGTGAACCACTGACTTCCCAGCTCTTAAAAAGCTCCAAACTAA
ATATTTCTGTTTTAAAAATATTTAGTTTAGAGAGTCGGGGGGGGGGGGGGGG
>BJ731946 ID   BJ731946   standard; mRNA; EST; 276 BP.
GTTTATGTATTGTTTTTCATCAGTAAAAATAGCAATGTTAATATTTTTCCTGATTTCTGT
TTTAGTTATCCTTAAATAAACTCTTCTGCTGATGAAACATAACCATTTTTTCTTTCTAAA
GACTTGTTCTGTTTTTATAGGATGTGATTACTGGTATGTTGTTGCCAAGATGAACTTTAC
CCTGAGATTCTGACCCGTTTTGCAGTACAGGACATCTAAACAGATGGGAAACTGGACTCT
GTTAGTTTAAACAAACTTTTAGTAAGAAAAAAAAAA
>BJ731947 ID   BJ731947   standard; mRNA; EST; 719 BP.
CTGCTGCTGCTGTTGGACTGAACACACGCGCACGGACACGCACGCCACTGAGGAGTGTAT
GAGACATGCACAGCCTGCTGCTGCTGCTGCTGCTGCTGCACATGGACACACACACATTTG
CTGGGCACCAGAGAGGAAATACAGCAAACCCCTGAGCTTTTGGAGCGATGGAGAGCAGCA
TGTTCTTTGGCAACACATGTCCGAGTGGCCTCATGCCCGCCCTGGTGCGTCCAACCCTGC
CTGCTGTCCAGAGCTCGCTGGGGATGAAGCAGTTCCTGCCGATGCCGTTGGACACGGCGT
CGGCTGTCGGCCTCTTCCCAGGATTCAGCGCGATGGACCCGGTTCAAAAAGCCATCCTCC
ATCACACCCTCGGCCTCCCTCCCATCATCAAGAGGAAGCACGTCTCCTGCAGCGTTTGCC
AGCTGAGGTTCAACTCCCAGAGCCAGGCTTTGGCCCACTACAAAGGTACCAAACATGCCA



AGAGGCTAAAAGCCCTGGAAACCCCGAAGAGTAAACTCAAGGGCTCCGCCATCACCAAGG
AAACCACCAACCAGGAAATCTCCAAGGGCACCAGCGCCTCGCAGATCCCCAACGGCGTCC
ACAAAAAAGATGGCATCTGTGCACGGCCAGCGTCCCCCGCGGAGAGGCCTGCGCGGCTCC
TGGCAGCGCCGCCGTCGCCGTCTGCTGCCTCCTCGCCCAAAGACCAGAGTGTCACGCCG
>BJ731952 ID   BJ731952   standard; mRNA; EST; 200 BP.
TCTTGTGGTGTATGTGTATGTGTGCTTGTTGCTCGCCTGTGATCCAGGATTTGCTTAACA
GCTCCATCTCCCAGTATCAATCCTGGACCCCCTCCCCCCCTTAACCCCCCCCTCCCTAAA
AATGTCCTGCAACTACATAGCTGCTATATGAATTTAAAAAAAAAAGGCTCAGCAGTCATA
TGGTCCNACCCATCCCANAA
>BJ731960 ID   BJ731960   standard; mRNA; EST; 524 BP.
ATCCTAATTTTCCCTAATTCATCTTTGCTAAACATAAACTGCTTAAACCGCGAATATTTG
AAATGCTGCAGCATCAACATTGTGTGTTATTACTGTGAGGTAAATATTTTATACCATATA
AATATCATAACATCCTTTTTGCATTTTTTTTTTAAACTTCACTTTTTCCTTCTGTAGAGC
ANACTTTACATTTCCAAAGCCACGGGATGGCAGTCCATCACCACACAGNGCATTTAGAAA
CACAACCTTGTTTTTTTTTTAATTTTACATTAAGGGGACTTTTANGCNCATCAACGNCCG
CCTTTGCTTTCNACNATTTAAGGGGCCGGAACCTACGGGAGCNGTANGCAGCNGTNATNC
NAACTTNGTNATNCTTTTAAGGGNAAGNGAAGGTNGTAANANAAAAAGTTGTAAAANANC
CGGGATTAACCGATTCANGGGGCCAAANGTTGGGCTTTCGNAGGGCCGGCNCNGCAGTTA
AAGCCCGGGTAAAGACNAAAAAGGCNCAGNANCTNGAAAGGTNC
>BJ731965 ID   BJ731965   standard; mRNA; EST; 410 BP.
ATTTTTTTTTTCCCNGGTCTAAATTTAAAGCCATTGATTTTCCTTGNGNGGGGTTCTTGT
TCATACTTAAACAGACTATAANGTTAGTACCTCAAAAATGGACCCAAGCAGTACCTCAGN
GGATTTTTGATAAGTCACTTGCAGNGCAAAGGGGAGACCATACNCCTGTACAGCCATGTA
AAAATAAAACATACAATTGCTTGACTTGGACAGTCACGCGGGACATTCTCTGTTGCTCAC
TGNGTTTGNGGTTTATTTAAGTTGNGCTCAAAACATAAAAAAAGTGATATGTTAAATATT
TCAAAAGCTGGTTGGTAGTTTTAANGTANCTNGTATTACCCTTAAATTTAAAGAAAAAAA
AAAGGTNGGNAACCAANGTTTTTNCNGGAAAACAANANCGGCTTTCANCG
>BJ731967 ID   BJ731967   standard; mRNA; EST; 739 BP.
AGCTGCTGCGCAAACGAGAGTCCACCGTCATGGTTCTGAGGAACATGGTTGGGCCCGAGG
ACATCGACGACGACCTGGAAGGGGAAGTGACGGAGGAGTGCGGTAAATACGGCCAGGTGA
AGCGGGTCATCATCTACCAGGAGCGGCAGGGCGAGGAAGACGACGCAGACATTATCGTCA
AAATCTTTGTGGAGTTCTGTGAAGCCATGGAGATGAACCGAGCTATTCAGGCACTCAACA
ACCGCTGGTTCGGAGGACGGAAGGTGGTCGCAGAAGTTTATGACCAAGAACGCTTTGAGA
ACAGTGACTTGTCCACGTAATAACTGGAGCAGAGACTATGGGGAGTAGCATAGTGGCCTC
TTTCTAACCTGTTTTTTTATAGCGTTTGTCTTCAGGGAAACGTCTCCTCTTCCTCTTTGG
CTGGTTTCTCTGCAGCATCAAAGTCATGTTTTATGTTGTCTGTCCTGCTCTCCCTTTTTT
TTTAAGCAGCAAAGTTCTCACGGTTACCACGGTTACTGCTCAGGTGAAGGAAAGGACTTT
GTTACAAATCTCCCCCTCCTTCCTACACCGCCTCTGAAACATGCAGAGGGAGTTTTGTGG
TTCCACAGGTCCAGATTCACACCTGCTCGCCGCCAGGTGCTGCATTCCTGCTCCTAAATC
CAGTTTTGGTTCCGGCACAAAACGTTCCTGTCAGCAGGAAGTTCTGGTTCTGGCCATTGC
ATTGAGGCTTTTGGCATTT
>BJ731976 ID   BJ731976   standard; mRNA; EST; 746 BP.
AAACTTAATGTGCTAAATGGTGGTACATTTACTGAAAAAGGAGCTGCCTGCAAAGTGTTC
ATCAATCTTTGAATTCCCTAAAAGATTTTCCAGAACCAACTGAACTTGAGTTTGTGTTTA
TGGCTATTTGCACAGTGTTAATTTATAACTGATAAAATGGTGTACATATGTGTGTTTATA
CAGATGATTCTATTTGATTGCAGTAAATATATTTCATACATGCTAGTTAGCGTGTTTGTG
TGGGTGAATGCGGGTGCACAAACGTTCAGGGTATGAACGCATATGGTTAAAGCATTCCAG
CTTTGTGTTGCAATAGGATGGATTAGCATTAGGAGTCAGAAAGCGAGGGTGTCAAACAAA
CCAGTGGAGCTGACTCTATTCAAGACCTTGAGGTCAGAGGCCATCAGAGATCACGTTTGA
TCCAGCACACGCTGTGTGGCACCGCCGGCCATGCATGAGCTTCTGGCTGCACAAGGAAAA
ATGTATTTTATCAAAAGGATTGGATTTCTCAAAGTTGTGGGGCCAGATGCATAAAAGTGT
GTTTAGTTTTGTAACTTACACTGCACAGAATCTGATGCCGTGCATGGTTCTGATTTGAAA
ATCTAAATAGGAATCATTATTGAATTGGATGCACCTGTTTGAGGAGCGACTCTCACTCCT
TTTGTTTGCTTCATCATTTCTTCGAGGTTTGTTCATAAAAACTTCTGCGGAGCCNGAACA
GAATATGCATAGGAACNAAAGCATTA
>BJ731990 ID   BJ731990   standard; mRNA; EST; 686 BP.
AAGAGAGGAAACTTTATAAGGAATGAGCTGACCAGAAGAGCAAATGCAAACAACAGCTGG
AACCTTTTTGTCCCTCAACAAAGTAGAATGTCGGCCGTCTGTGTTGCTGCTGCAGGAATC
AACGACTATTTTTGGGGAGGAATTCTTGAGGGCAAGGTTTTGAAACACTTTTAACATCAT
TTGTGCAAACATGGTGTTTGTGCCGAGGAGCCTGCGGATGACCCAGACTGTGGGAGAGCT
GGTGCCAAGACAGTTTAGCTCTCCAGCAGCAGCGCTGTTTGTCTGATGCTCTCTCTCACA
GCGGCACATCAGCGACTGCGGGCTGGAGATGTGATGGGGTGAGTGCTGACAACCCCCTCA
CCCAACCCCCTGTCTCTCACGTTGTTAGCACAATAATATAAACAATGGATCAGAATTTCT
CAACAGTACGAGATGGCAGGCAGCTCACGGCAGAGAGAGACTCGTCAAAGCGGGTTCTGA



CAGGATGCTTCCTGTCCCTGCTCATTTTCACAACGCTACTAGGCAACACCCTCGTGTGTG
CTGCCGTCACCAAGTTCCGACACCTGAGGACGAAGGTCACCAACTACTTTGTCATCTCGC
TGGCCATCTCTGACCTTCTGGTTGCTATTTTAGTGATGCCGTGGAAGGCAGCCACAGAGA
TCATGGGGTTTTGGCCGTTTGGAGCT
>BJ732000 ID   BJ732000   standard; mRNA; EST; 720 BP.
ACATGCGACCCAACATCATGTCCAGCCTGGAGACCTTTCAGAGTCAGCTTGGTTCTGTAA
TGGAGCGTCTGGCGGGGGCGGCGGTGGCAGAGCTGGGCAGGCTTCTGAAGCAGAGTTCCG
CTGACGTCTGGACCGGCCCCGCTGCGGCTCCAGCTCCGGCTGCGGGGAGCGAGGAGAGCC
GGCGGGAGGACGAGTCTTTCCGGCAGTCTTTCCAAAAGATAACGGATCGCTTTGCATCCC
TCATGGAAGTGTGGACCAAAGATGCTGTGGAGAGCATCCTGAAGATGCTGAAAGCATCAA
AATGTCAGGTTTCCCTTGCAGAGCAGAGCAAAGGCCTAAACATGAGAAGAAAACGGAGAA
GCAGAACTGTGCAGGAAAGGGTCTCATCCAGAAGAACTGCAGCCGTGTCTGCGCAGACGG
ACTGTGGATCCACGTCTGCAGCTGAAACCACTCCTCCCGATTCAGGTGAAGGAGAAACCG
TCCCAGAAGACTCAGAAGTCACGGGTCAGGAGAAGAGGGCAGTGGGACGATTTCAATGCC
CTACGTGTGACAAGACGTTTGCTCTAAAGTGCCTGATGAACAGACACTTCCTGATCCACA
GCCGACCTCACCTTTGCTCTCAGTGTGGTAAACGCTTCGCTGCTCTCCGGGGACTGACCG
CACATTCTAGGACGCACACGGGGCAGAAGCTCCACAGATGTGCTCAGTGCGGGACGGGGT
>BJ732007 ID   BJ732007   standard; mRNA; EST; 189 BP.
GTGGCGGCTAACGAGAGCTAGAGGGAGCGCGGCGTGGCGCGTGCCGTGTCAGCGTCCAGC
TCAGCTGTGGCTCCGCCCCTCCTCTAGTCGGTCACTACGAACAGCGACACACTCATTGGC
TTGTACACAGCACTTTGAGCGGCTCTAGGTGAATGATCCCCCCCCCCCCNCCCCCCAAAA
AACCCNNAA
>BJ732019 ID   BJ732019   standard; mRNA; EST; 748 BP.
GGGCCTTTGTTACCTTCGGCCAGAAGCAGCTCTGTGTTTGATTAGTTTCCAGCTTTGGAG
AAGCTGGAGCCCTTTGGAGGAAGCATCCAGCCAAAAGTATGTCAGAACAGCGTCTCCAGT
TGTCTGCAATGAAGATTAATGGGTTATATTGGAAGGTTTGTGTGTGTGTGTGTGTGCGCG
CATTAGTACAATATGTGCAGAATCCAGCATCTGTGGTTAATTTTGAGTGTTTGTGGGTGC
AGGAGTTTCCAGAAATGAGATGAGAAGGGGAAAAAAAGAAAAGGAGGAGAGGAAAAACAC
TCCGGTGGGAAAAATATTTCCCGTGATTTTTTTATGTTGCACCCAAACTTTCAGAAATGG
AAAAGATGAGGATCTTCACTGGATTCAAGGGAGCTCCATCAGGGACTTGTGCGGATGCGC
CTAGATCTCAGCTTCAGTGATCACAGAAGCTCCTGGGCCGATCAGGGTTTCTCTCAGAAG
AACAAACTAAAGGCTTGTGGCGTGTTTTCACAACATACTATAGATCAACAAAGCGGTTTC
AAATCTCCGCTCAACAGTCATGTAGATACTGTTAACGCCATTTGGGTGTCTTATTTAGCC
AGTTAAGCATTTAGAGATTGTGCTAACGTTCCAGCATCTTAGGGAGAAAATGATTAGCAT
ATGTGTTCAGATGTGATTTCATGGCTTAAGTCGTTGCCAAAGAACACCTTCCTGTGCCAA
CATTTGCCTGACGACAGACTTAACTCGT
>BJ732021 ID   BJ732021   standard; mRNA; EST; 730 BP.
GCCGGCAGCTGAGCGCAGCGCGCCACAGAACAGTCAGTGGGAAGAGAAACCCAACCAAAG
ACAAAAAAGAAACAGACTGACGCGGAAGAGCCAGGGGTGAGAGACGGCGGAGAGAAGAAG
AGGAACGGCTGCGCGCGCGCTGGTGAACTTTTTCTTACTCGCCAGGGAAGAGGCTCGAGT
GGCCGCCAAGAGTCTGTGAAGATGCCGCGGGTTGTCCCGGATCAGAGGAGCAAGTTTGAG
AACGAGGAGTTTTTCCGCAAGTTGAGCCGGGAGTGCGAGATTAAATACACCGGCTTCAGA
GACCGACCCCACGAAGAGAGACAAGCCCGCTTCCAGAACGCCTGCAGGGACGGACGCTCT
GAAGTTGCCTTTGTAGCAACGGGTACCAACCTCTCCCTCCAGTTTTTTCCTGCCAACCTT
CACGGGGATCAGAGGCAGGTTCCCACAAGGGAATATGTCGACTTTGAAAGAGAAACGGGA
AAGGTCTACCTGAAGGCCCCCATGATCCTGAATGGGGTGTGCGTGATCTGGAGAGGCTGG
ATCGACCTGCAGAGGCTGGACGGGATGGGATATCTAGAGTATGACCAGGAGAGGGCGCAG
CACGAGGACGCTTTGGCCCAAGCTGCCTTCGAAGAGGCCCGCCGCAGAACCAGAGACTTC
GAGGACAGAGATCGCTCTCACAGGGAGGATCTGGAGGACCCTGTGGTTTCTAAAATCTGG
GACTGATGAC
>BJ732027 ID   BJ732027   standard; mRNA; EST; 316 BP.
ACTTCTGTCNGCGTTTCTGAGGTTTCAAAGTCCACTGTCNCCATGATCTGACACAGAAGA
AGTAGAACAGGTTGAGGAATATGATGCTGTAGAANAGGAGGTAGTAGTGGAAGTAGAGGT
GGCCCCNGAGGCAGCCCCAGAGGCNNCCGCAGAGCCNNAACCAGAGCCAGAACCAGTGGT
AGAGCCAGAACCAGAGCCAGAGCCAGANCCTGAACCAGAAGCNNAGCCTGANCCTGANCC
TGNTTAGGAGAAGCCAAAGTTCAAGCCCACGGCCCCGAAGATCCCNGATGGTGAGAAAGT
GGACTTTGATGACATC
>BJ732031 ID   BJ732031   standard; mRNA; EST; 734 BP.
GAGCTCCACTTCCTCCCCACTACAAGCCGTCTTAGTCTCATTATATTTGTATTTAGGCTC
AGTCCAGGCTGCTAAATCCCCCCTTGTCAGACAATAGGTCAGGTAAAATAATGACTCGCT
CTGAGAAAGCTTCGGGGAGAGTTCAGGTTTGGGTGTCGGTGAGATAAAACAACAACCAGT
TCCTGAGCAGAGAAACATGGATCAATACAAACAAAGCTGCTGCGTAAAAAGGCTGTTTTT
GATCCAGGCTTGCGTCAGCATCACTGAAGTGAGTCTTGACTGCTCCTGTGCAGTTGGTAG
ATGTGGATATGTGTTCAAAAAAAGGAGCAAAATGCTCAGGGAGCACAAGCGTCTTGATAA



ACTGTGGAGAGTGTTAGGTTGTCCCTCGCCCCCAACTGTTCTGCACACAAACCGAATGAA
AAAGAAAAGCGTTTAGATCCTAGCTTCCGCTGTAAAACTCAAGTGCAAGTCTGCATTAAG
GAAACTTGGTGGTTTCATTCCAGTCTGAGAGAGGAATTGCTAAAACAGAGATTCAGGAAG
ATACGGCTTGCTTTTTAAACCCCCCTTTGTGGTTTGTGAAAACAGCATCTGTTGGCACAT
TTAGTTCTGTAACATGCTATGTCAAACGTAGGAAGCCAGACAGGCATCCAGGATCGCAGT
GTCTTATCTCTGCTGCTGCTGTTGTGCTGTGTTTTGAGGGGGCGGGCCTGTGATCTGTGA
TCATGTACCATGTC
>BJ732035 ID   BJ732035   standard; mRNA; EST; 737 BP.
ATTTTCTTTTTACAATTAACATTTTATTTTTTAAAGCTTCCACATTTATTTCTTTTTTTT
TGTCTCACAGAAACTAAGTTGAGAACAGTTTGAAACTTGCTTGAGACACCTATGAAACAT
TTTTGAGGACATTTGTTACCCAAACTTTTTGAAACATGTTTGAAAATCCAGAAACATTAA
AAAGAAAAAGTAAATTTTAGATTCGGGATAGAAAATGGCACGAATGTTTCAGGGCATTTG
GAAAACTCTCCTCATTCATCACCAACTGCCCAGATGCCGACGGGTTACCCCTCCTCGGTC
GGCCCCCACAGACATGCGTTACCCCCGTCTGGTTAAATAAATGCGGCCCCAGCAGTCATG
GCTTCCCTCTATGGCAGGGGTCGGGAACCTTTTTGGCCAAGAGAGCCATAAATGCCACAT
ATTTTGAAATGTAATTTCGAAAGAGCCATACAATAATTTAGTGTCCCTTCCCCACACTGA
GGCACGGAGACTTAACCTCTTTTAAAGTTCTTTATTCCGATTACTGCAGACCGCAACAAA
CGCCGTTCAATTAATTCAGCAACTCCTAAGTCTCTCCCGCCGAGACGAGAGCGCTTCTCC
CAACTTTATATTCCCCTGCTCCCGCTGCAGCCCTCCCATTTCCCTTATTCGGCCCATAGC
TGAACCCCATTGGTCCAAACTACCTAACAACAGGCTGAGCGACAGAACTGAGGGCCAATC
AGATCTCTGCTTGACGC
>BJ732043 ID   BJ732043   standard; mRNA; EST; 673 BP.
GAGGGCTGTGGAAAGAGAGGCAGAGCTGGAGAGGATCAAGGAAAGAACCAAGAGGGCAAA
TGCACTTAAAAATGAAGAGGAAAGTGAGAGAACAAGTCTGCAGGTCAAGTTTGAGCAGAC
AGAGGCAGAGCTCAGAAGTCTGTCCAAAGAGTTTCAGGGTTTGAGGAACTCCCTTGCACA
GAGAGACACCAGCGTCCTGCAGCTCCAGAACACCATCACCACGCTCACGCAGAAGCTCAC
CATCGCCCAGAGGAAGGAGACAGAGAATGAGGCTTCACTGAAGGAGATGAGGAGTCTGAG
GGAGCGTCTTCACATGAGCGAGCGGGCTGCAGAGGGCTTAAAAAGTGACCTCAGTGCCAT
GATAGCACAGAGGGATCACGGTCAGGCCGAACTGCATCAGGCTCGTCTTCAAGCCGCCCA
ACTCACCCTTCAGCTCGCAGATTCAAGTCTGGCCTTGAGGGAAGGAAAAGCCCAGTGGGC
CCAGGAGAGGCAGAAGCTGCAGCTTGCTGCAGAGATCAGCCATGATCGTTTGGAGAAGCT
GAACTCAGATATGCTGAGAGTGGAGGAGAGGCTGCAAGAGGAAAAGATGGAGAGAGTGAA
GCTGGAAGTGGAGCTTGGAAGAGAAAAAGATTGCAACCGGGTCCAGCTGAGCGAAACCCG
CAGGGAGCTTCAG
>BJ732046 ID   BJ732046   standard; mRNA; EST; 656 BP.
CTTCCTCTATCGCTCACCAGAGACTATGATCAAGTGGACGCGGGAAAAAACTCAGTGAAG
GCAGGACATTCATGAATAGCTTGATATATGCGGTCGTTTTGATGGTCTGAGCCTTTCTGT
AGAGGAAGAGGACAGAGGACTAAGGTTGTCCTCGGCAGAGCTCAGAGTCAGTGTTACAGT
GTTAACTCCTCAAGAAGGAACAATCCTTTGAGTTTAAACCTGTTTTTTGTTTTTTACCAG
TAAAAGACCGTCTGGTTTTGAAACTTTTGCACAACTGTGCAGTTGCTTTATTTATCTGGC
AAGAGTTTGGTCTCAGGAGGTTAGAAAAAAAGCAGATTTTGTGCAGTTGGAGATCTGATT
TTACAAAGAAGTCCTTTCCCTGTCAGAGGGCAGATGTCTGCTCCTCCTTAGTGCTCATCA
CGCCTGCCTCTTACATGTTTACAGTGGTGTGGTAGGTGGTGAGGTAAAGAGCGGCCGCAG
TTTCACCCCCCAAGGGCTTTGCCGTGACAAACGCAAGAACACGAGCACAATCTAAGAGTT
TCTCAAACTGGAACGCTCGGGACGGTGCAATACTCCGAGGTTTTGACGGATGGGAGCAGA
GCAAAGGACTTTTGTGACCAAGAAACAATAACGCAAAAACAACTTTTTTTTTTTTC
>BJ732053 ID   BJ732053   standard; mRNA; EST; 300 BP.
TCCTGCTGTGCCGAGCCCAGCAGCCTCAGGTCCTCAGGAGGCGGATCGAAGCAAAACCTG
CAGAAGCTGGGAAAGCAGTAAGTGGTGGCTGCTAATTTAACTCTTGTAACGTTCGGGTGG
AATGACTTGATCAGTCCGTAATGACCTGTTCTCTGTCATTTTTTAGCAAATCTTTGAAAG
GGCAAAAAATGAAGGGCAAAAATAATTCTGAGTTGACTTAATTCAGTCAATTCAGAAAAT
TCAGACATTTTTTTTTTTNCNCTTNGGCTTTNANCNGANTNGNAACCCGGACCNATTTNA
>BJ732057 ID   BJ732057   standard; mRNA; EST; 723 BP.
GCAGCTTCACCAGACTTCGGTGGCTTCGGCTCGGCTGGGATGCAGAGCTCCCAGCAGTTC
GGCTTCGGCCGGCCGGCGCATGACGTCAGCGAGGCGCTGTTCAGTCTGGACCGGGTCCTG
CAGGGTTTCTCTCCTCAGACGCCAGAGTCTCTCCTGGGGTGCCAGACACCCCCAGCAGGC
TGGTGTTTTCTGCCCTGGGTCCTACTGCCCTGAGAGTCAGCTGGCAGGAGCCGCTCTGTG
AGAAACCCATCCTGAGTTACTGCGTGCTGTACCAGCTGCTGAGCGGAGGGGAACTGAAGC
GGATCAACGTCACCGACCCGGCGGAGAACTCGGTGATGATCCACGACCTGCTGCCCAACC
ACTCCTACCTGTTCAAGGTGAAGGCTCAGAGCGAGGAGGGCTGGGGTCCGGAGAGGGAGG
GGGTCATCACCATCGAGTCGGCAGTGGACCCCAGGAGCCCCCTCAGCCCCGTGCCAGGGT
CCTCGTTCACCCTCAGCACCCCCAGCGCCCCCGGCCCCCTGGTGTTCACCGCCCTGAGCC
CTGAGGCGCTGCAGCTCAGCTGGGAGAAGCCCCGCCAACCCAACGGAGACATCCTGGGTT
ACGTGGTGAGCTGTGAGCAGCTGCACGGCGGAGGTGACCGGCGCTCCTTCCAGGTGAGCG



GCGACAGCGCAGAGACCAGCCTGATGGTCCCGAACCTGACTGAGAACATCCCGTACAAGT
TCA
>BJ732059 ID   BJ732059   standard; mRNA; EST; 735 BP.
ATTTGTCTTTGAGAGGCTTGGCTGTATGTCTGTTGCTTTCCCTTCTCTGCAGATTAAAAT
ATGGGAGCTGCCTTTGGGAGGTTCTTATTAACTTTTTATGATCTGTAGTAAAACAAGGTT
ATTGATCTAGCCACATCAGCTTTATTTACAAGAATGCACCTTTTTCTGTTTATTTGAAGA
AGAAGAAAACTTGCACAGAGCCTGTAATCTCGTGAAGATTTGAACATGCTGTGATGGTCC
TACCGTTCCACAGAGTTCTTTATTATTTACATGGAAATCAGCTATAACCGATATGTTGGT
TTGTTGTTGGAAGCCTAATTTAAAGAGGAGAGCTCAATTTGATGTAGGTAGAAGTTTCCC
TTTGAAATATTTGTCAAAGAAATGCTCACAAGTTTTCACACCCTGGAAGAAAAAGTGGAA
ATTTGACTTGTGCTTAAAGAAAAGTTCTCCTCAAATGACTCCACATATTCACAGATATTC
TTGGGAGCTCCTGTTTATAGATTTAGCTAGCCACTGAAGTTTTAGTCAAATGTACTGCAA
TGATAATACAATCTGTAAAGTGTTTCTGTCTTTGAGACCACAAAGACTGAAAGGATGTCA
GACAGATGCTGGCATAGAAGTTGAATGAACTTTTACTTCCAACATTTTGGCTGTTTTGGA
TAAATTAGTGCCTGATAGCAACAGTTTTCAGCATTCCCAGTTATTTATGGAAATCCAGTG
TTGTCTGTATTTGAA
>BJ732060 ID   BJ732060   standard; mRNA; EST; 612 BP.
CCAGCTTCTCCTGAGGCGTTCAGAGGAGATGAGGAGTCGCAGAAGGTCACGCAAACCTTT
TGGACAACAAAGCAACATGGGATTTTCTCTTCAGTAAAGCAGTCAGACATGTGTTTAGTC
TGCATTGCTTTCGCCTCCTGGGTACTAAAATCCTCGGATCCAGATGCTGCTGATGCCTGG
AAAGCAGCTCTTTTAGCGAACGTGAGTGCTTTGTCGGCGATCCAGTACCTGCGACAGTAC
GTGAAGAAGAAGGCTCCTCTCTCGGGTCACCTCTGAGGCCGGCACACACACTGAGGAATC
TCCAAACAGTCTCCCTTGGGTCCATCCACAGCACATGCTTCTCTGCTCTGAGCCCAAACT
GCTGCATCCTGGTGGGGTTTTCCTGCCGTCTCATTCCTCTGTCTGGACCATGACTTCATT
GGTGTCATGGTGGAGAGGATTTCATGTAATCCATGGACACCAGTGAAGATCACAAATCAT
TGAAGAAAAAAGGTTCAGAGCACTGTCTTGTGTTTCTGGATTTTTTTTTTTTGGCCAAAA
CANAATTTTAGGTTTTANACTTACAAATATAGCANGAACATTGACCTCTCTTGCTACAAA
AGGTTGGGGATA
>BJ732063 ID   BJ732063   standard; mRNA; EST; 729 BP.
AGCCCCCTAGCCAAGGCCCAGTGGAGGCCCCTGCTCCAGCCCAGGCCACGCTCCTGTTAG
ACAGGCTGTCTGAGTGTGGCGACCCCCTGCAGTACCTGGAGCCTGACCTGGCTGAGACCA
ACCCCGCTGCATTCGCCCAAAAGCTACAGCACAGAGACTTCTCCTCTTCGCTAGAGAGTG
ACGTACCCAAGAGCTCGCTGTACTCCCGGACCGGCACCACCAGCTACATCGACGGGGAGA
GTCCTCACCTGCCCAGAGATCTGGACCACTCATTGGGAATTGCACGAGAAGAGATTGTGA
CAAAGGAGAAGGAAGTGCTAGAGTGGAAGAGGAAGTATGAAGAAAGTCGGCAGCAAGTGT
TGGAAATGAGGAGGATTGTTGCTGAGTATGAGAAGACGATTGCACAGATGATAGGCATGC
CAGAGGACGACCAGAAAGAAAAGTCTCTGTCCCACCACACCATCCAGCAGCTGATCATCG
AGAAGGACCAGGCCTTGGCCGACCTCAACTCCGTGGAGAAGTCCCTGGCTGATCTCTTCC
GCCGGTATGAGAAGATGAAAGACAGGCTGGAGGGCTTCCGCAAGAATGAGGAGATTCTGA
AGAAATGTGCTCAGGATTATCTGTCACGGGTGCAGAAGGAGGAGCAACGATATCATGCCT
TGAAGATCCACTCAGAGGAGAAACTAGACAAGGCCAACGCAGAGATAGCACAGGTAAAGA
GCCGTGCCA
>BJ732077 ID   BJ732077   standard; mRNA; EST; 564 BP.
AAAGAGCTTTATGAAAAAAGAAAAAAAAACACTTTAGATCAAACGACGAACTGAAAGTCA
GGAACGGACTCTGATTTAAAGAGGCGCCAGCGTTCTGGGCTGCTTTCAACTTTCCCACTC
TGCCTACTCATTGTTGGAGCTGCAGTATGTGTTTACTATATGTACCTGTCTCATATTGTT
TACCAGATATTTATATCAGTCAGCTTCAAGCTCAACATTTTCCAGAGATCACTAGTGAAG
ATGTTATGAATCACATTAAACCACCTTTATAGTATTCTGAGAATGTTGATTTTTGTGCTT
GTGCTCATGTCAGTAAATATGCAAATTTCATTAGCAGCATGTCTTTGCTTTAATTTCATT
CAAATGATGGACCAAATGCACAATTTTTCTTTGATGAAATGCTGTGTGCTCACCTTAAAA
CCACAAAAATGTTGGGAATTGATGTTCAAGGCATACAAAGAAAGCTTTGTTAGGTCATTG
CACAGGACTTGTGAACTTTTAAAAGATGATTTTAGCAACAAAAACCAAAAGAAAAGCTGT
ACTATTTTTAGTTTTTTTTTTNCT
>BJ732080 ID   BJ732080   standard; mRNA; EST; 740 BP.
CTTTTTTATGAATTGGTATTTTAAATTATTTTAATTAATCACTCCACTACAAAAACCATC
AGGACACATGTCCCATAATGCATTGTTTTGTAGTCTGTAGGGCAGCTTTCAGTCAGTTCA
GTTTCCAGCTGTGTCTGGGTAGGTTTGCCCCTTGCTCCCACCCCTTTCTCGCGATATTTT
TGTGATCTCAAACACGCTTATTGTGCATCTTGGCTGCACCTATTTGGTGTCACAAAGATA
AATTTCCATCCGTTTTCTTTACTTATTTGTACTGTCATGACAGCGATGGNGCTGTCAGTT
TACCTTCTTGTTGCATCTTCAAAAGTGCAGAATAAAATGTGACACTGAATTTGAAACAGC
ACATTGTAATTTCTGCGTCTATTATTAAAGTATTTATTAGTAATACAGTGGAAATGAGTA
GATTTGGTTATAATGTTGATTTACGGTGTGCGCCCCTAAATTTTCTGGTTGTGCCCCTAA
ACTTTTCGTTAGTCTGGAGCCCTGTGTCTTTACCAAACATCACATTTACTAGGGACAGGC
AGGTTGTATTCAACATCTTTTTGGTAAAGACCCACTTCAATGAAAATGCTGTTTATGGTG



TTCTTAATATGTTTTTGTGGCGTTTGTCATGATTGAGTACATGTATGAAGAAAATTGAGA
TTAAAACTGCTTTTCTGACTTTCTATTTCCATATTTAAATCAGTCTGAATCAGGACCAGA
TGAAAAAAAAGCAGTTTAAG
>BJ732081 ID   BJ732081   standard; mRNA; EST; 743 BP.
GTTTTTCCGATTTTTCTCCTTTCTGATAAACATATAGGGGATTGTGTTCTGAAGAGTAAA
AGCCAGCATTTGTTTGATGTTCTGCAGAATGAAAAGTCATTTATTTGTATTTAATTCCCT
GGTTTAAAACAAAAGCCGTAGAATCAGCCGTGTGGGGGGAGCTGTGGCTCCTGATGACAT
TTACATAAAGTTTAATGTTGACTTGTTTTTTTGGAGCAGCATCACGGACACTTTTGAAGG
GTTCACTCTCAGCTTGCTGTCCTCTCTGATGGTTTCTGGTCCAAACTCTCCCTTCTACAA
ATCCCTCATCGAACCGAAGATCGGATCGGACTTTTCTTCCGTGGTTGGGTACGACGGCAG
CACCAAAGAGGGTTCCTTCAGCATCGGGCTGCAGGGAATGGCTGAGCAGGACACAGAGAA
GGTCAAACAAATCATCAGCCAAACCATCGACCACATCATAGAGACCGGCTTTGAGGAGGA
GAGGATCGAGGCGCTCCTGCATAAGATCGAGATCCAGATCAAACATCAGTCCACAAACTT
TGGTCTGTCTTTGGCCTCGTACATCGCGTCCTCCTGGAACCACGACGGCGACCCGGTGGA
GCTGCTGAGAATAAGTGAAAGCGTCACTCGGTTCAGACAGGCGCTGAAAGAAGACCCGCG
CTTCCTTCAGGACAAAGTCAAACTCTACTTCAAAGAGAACATTCACCGGCTGACCCTGTC
CATGAGCCCCGACCACGACTACA
>BJ732102 ID   BJ732102   standard; mRNA; EST; 574 BP.
AGTAGAGTGGTCCAGTGACACAGTGGACAACGAGCATCTGGGCAGACGGTCCTCAAAGTG
CTGCTGTATTTATGAGAAACCCCGACAGTTTGGAGAGTCTTCCTCCGAGAGTGAGGGCGA
CGAGGACGACGACGAAGGCTGCGGCAGCGCCAACTGCATCCTGGGCCACGGCCGGCGAGG
CCATGGACAGAGAGGGGAGGGCCAAGGCACGGGCCCCCCAAACTCCAGGGGCTCCCCCAC
CCACTAATGATCAACTCGGCTCGGTGGGCACAGGCGTGATTGGAATTCTTCATCATTTCA
TGGACCCGCAGTCCTCTTTGAGTTCAGCCCCTCTGGGGTAGCCGCAGATGAGCCCGGCCC
CAAACGCTTCTGCTATTTTTCCAGATCGTTAGACCCAGAACCACCTCTTTTGGCTCCTCC
ATCCGAAGGAACCACTTCTCTCCTATCCCAGAACCGCATGTTTTCACTCTTCTGCAGTAA
ATCTCACACCGCAAAAAACCCTGCCACTGCTTAACAAGTACAGAGTTTTTTTTCCCCGCC
ATCCCAAATTCTTCAACACTTTTTTTTTTTTTNT
>BJ732107 ID   BJ732107   standard; mRNA; EST; 740 BP.
ACACCTCCTTTAACTCGTCTACTGATTTTAATCTGACATATTCGTCCAGCCAGGGCAGCT
GCATATAAATCCATGGAAGACGCGTTTCTTTCAGGATGTTCACGCCAGGCTCGGAAATCC
GTGACATGTTCTTCAACACCACGCGGCGCTTCGCTTTGCAGAACTTGTCGCGACAGCATG
ATCTCATCAAAGACCAGAACTTGGAGATGGCTTACGTAAATGATTTCAAGTGGAAACCAC
ATTGTAACCACAGCAGGTATTTTGAGTGGAACAAACGGCCATCAAAGCTGTGCCAAGGCA
TCAAAGCATCACTGGGCAGCGGTCCACCACTGGCAGTATTAGCACCCAGCAGGTGGCTCA
GCCCGCGGACGAACAGAGATCCCAGCTGCACCGCACGACTGGAAAGTGCAGGAAGCTGAG
AACAGATGAAAGAATTTCCACATATTTGGACATGTGTGTGTCTGTGGCTTCGACCAACCT
CGATGTTCTGAAGCTGCTGGGGAGAATACAGTTTCAGACACAGAGCCTGACTCAGAACAA
AGACAACATTTTCTTTGAATGGACAGCTGAAGCTGTCCAACCGTACAACTGGAGAAAGCA
GGTGGGCAAAAAACATGTTACTGAGAATTTCAGACTGAATTAAATCAAACCTTTGACCAC
AAATGAAACACATTCAGGAAGTAACTTAGGGCCTCCACACAGCACACCAGTTGAGCAGTG
TCAGAGTCCATCTAGCCNGG
>BJ732110 ID   BJ732110   standard; mRNA; EST; 713 BP.
GAGCTGGTGCATCGCCCTTGTAAAAAATAAGCTGGCTTGTGTAGGTGTAGAACATCTGAA
AGGAAACTGTGTGAGTGTTCCCATCCCACTCCAACAAACCCTCCAGACTGTTAGGCCTGG
CCTTTGTGTTCACCTAACACATGACTCTCCTCACCTGGACTCATCCTCTCACCTGCATGA
ACAAAAACTGTGAACTGGATCAAAAAACACCCTCGACAAGCACAGAGACATAAAACAGCA
GTTTGGAACACCTGAATGAGGGGATTGGATGAGGAGGGCGTCAGTCCCGAGCGAGGAGGT
GCCGCCTTGTGAATCTAGGTCAGACTGCTTTGCTCCCACATCTCCAGTGGCCACTGGCGG
AGAGCGGCGGCAACAAGAGTGTCACTTTAAATCAGCAGGAAACAGAGCGAGGATATGAAA
TAAGCAACTCCTGGTTCCTCTGTCTGTTTTCACGAGAGCTTCATAAGTGTTAGTGGAAAA
AAAATCAGAGTCCAAGTTGCTTTCTGGTGCTAAATATTCCTGCACACAACTGTGGTGAGG
CAAAGAATTAACACCTGTGTGGATGGTCAAGCCACAACTTCCAGACTACAGTTATATTTA
GTTGTGTGGAGATATTCTAGAGCCTTAGAAAGATCAGATTTACACAGCAAAAAGGCAGCG
GGATCAAATATAATAGGAGGGTGCAACGAAAGGAGGTATCTGGAGGTCTGATG
>BJ732117 ID   BJ732117   standard; mRNA; EST; 712 BP.
TATTGAGCTCTTTGTTAAGGCAAGTCTTGATGCTGAAAGTGTGGGGAACTGTCCTTTCTG
CCAGAGGCTCTTCATGATTTTGTGGTTGAAGAGGGCAGAGTTTGTTCTCACCACTGTAGA
CATGAAGAGGGCTCCTGAAGTGCTAAAAGCTCTTGCTCCAGGATCCCAGCCTCCTTTCCT
CATCTTCAATGGTGAAGTCAAAACAGACACTAACAAGATCGAAGAATTCCTGGAGGAGAA
ACTGGCCCCACCACGGTGAGCAAATGGTGAGCAAAGATAACAGGTCAACCATACGCTTCA
ATACTTATGTTCGCCAAAACAGGTATCCAAAACTGTGCTGTACCTACAAAGAATCAAATT
TGGCTGGAGAGGACATATTCCGCAAATTTTCAGCCTACATTAAGAATCCCAATCCTGGGC
TAAATATCATGCTAGAGAAGCAGTTTCTTTCAACTCTGGTGAAGCTGAACATGTACCTTG



AGACGCCTCTTCCTCATGAGCTGGAGCGTAATCCGGATGCAAATGAGTCTTCACGCTTGT
ATCTGGATGGTAACGCCTTCACCCTGGCAGACTGTAACCTGCTTCCAAAACTCAACATTG
TAAAGGTGGTGTGCAAAAAGTACCGTAATTTTGACATTCCTACAGAACTGAAAGGTCTGA
CACGGTACCTGGACAATGCCTACAAACAGGATGAGTTTCGCCACACCTGCCC
>BJ732124 ID   BJ732124   standard; mRNA; EST; 364 BP.
AGGCGCAGTTAAGAAAATCCCAGCATGAGGAGCGTTTCAGAACCAAGTCACTTCCAAGAA
ATGTTGGAGACTTGCCGAGCACCAAACACTCCTGTAGTTGCAGTACTTTTGAAAAATTAT
TTTTATAGTTACATTGTTCGTACCATTGTTACGATTTGCCCAAACTCTGATTTGGAATGT
TTAAACCAAATCGTCTGTTTTTTTTTTATTTTTATTTTTTTTTACCCCATTTAGGAAGCC
TTTCTTTTTTTCAAATTTGANCTTCCGGGCTTCTTGCANGTTGCATTCAAACAAGCNCTT
CCNCTAAAGGCTTTGCTTAAANGGCCTAAANAGGCCGGAGNCATTGGATAAACAANAGTT
TACC
>BJ732160 ID   BJ732160   standard; mRNA; EST; 283 BP.
GGAAAGGACCTGAAGCAGTCGCTCTGTCAGTGAGGGCGGGTACATGGGGGGTGACAGGAA
CGTCTGTGGGCCATGTGTTGCTTACGGCTTTATGTTTGGGCGTTTTCCTGTAAATAAACC
ATCTACGGTACAAAACAACGAACTGCATTTTTGCTCTTAGATTTAAAGAAAAGTCCTTTT
CTGGTTTGATTTCGATTCCTTAAAATCTTTTTTCTTTTTTTTTTNGCCNCCCCATTTNCG
GATTTACCAAAACANCCNTTTCTTTATNGAANCATNGGCANGG
>BJ732161 ID   BJ732161   standard; mRNA; EST; 745 BP.
GGAAGCTTCAGGAACACTTCTGCATACCTGTGCCCAACTCTGTTCTGAAGAAGACAGATG
AAGTACACCTGGTAACATCTTTGGAAATGGAAACTATCTTTCCTAAAGAATCATTAATGC
TATGATTAAACACGCTTCAATCTCTTTGGCAGATGTTTAGCACCTCTGGTGTTGACATTC
ATCCTCAGATGTGTGTGAAGTTTTCTCTACAAGACAAACATAACATTTCCTGCCTTTACC
AGAATGAGATACCTGGTTGGGAGGCAGATGTTGGTCCAGGAAGGCAGAGCATGGTGGTGC
ATCTCACCTCCTCTGCTCCAGGGAACTTTTCAGCTCAGCTCTGTGTTCTTACTGAAGTGG
GATGCACACCGGTGGGGTCTGTCCACTCAGTAGCAATGAAAAATGTTTCCAAGAAAAGCA
TAGAGGTCCCGGTTTACCTTATTGATGAGAAGCCCTGTGTTCAGGTGTGGAAATCAGATC
TTATTGGAAGAAGAATTCTGTGCTTGGACTACACGCGCAACAGAAGTGGGACGTTTGCGG
CGACAGCTTTCATGTCTGCTGTTGTTCTTCTGCTTCTTGGATTGGTTATCCGGCGTGTCA
TCAAAAGTGTAACTGAAGACTGGCTGGTTATCCAGAGGCCGCTGCTGCTTGTGTGTTCAT
CAGATCAGTCCATGCATGTCTCTGCTGTCTGCGCCTTGGCCTCGATCCTTCATGGAAAGC
TGGGCGCCACAGTGCACACGGCACT
>BJ732162 ID   BJ732162   standard; mRNA; EST; 321 BP.
AGTGCAATCACACACTTATTTATTTTTTCTTCTGACAAATTGCTTGAAAAAAAAAGATTC
AAATAAATGTTTGTGTGCATTTGAATTCAGGAAAAAGCAATAACGTGTTTGTCTTTGTCC
GATTTTATGCCTTTGAAATCAAAACCAATGAGAGACGGGATGAAAAACAAACAGTTTTGT
GGAACGATCTGAAGAAATCCTGATGAATTTTTGTAAATACTCTTTGTGGAAGACATCTTC
AGGCCACATTCAGGGGTGCAAAACAGACGAGGAAGCTTTATGTTCCTTTTTTTTTTTTTT
TCCTTGNCCNANAAANCCCCT
>BJ732192 ID   BJ732192   standard; mRNA; EST; 721 BP.
GCCCTCCATGACCCCAAACGCAGCTTTGCCATCACAACGGATCCTGCCACCAACCAAGGA
GTTATCAGTGTAGTGAAGCCACTGGATTATGAAACCCAAAAAGAGCATCTCCTGCTTTTA
ACCGTGGAAAACGTTATTCCCCTGAGCAGGAAGGCTTTTAAACTGCAACCGAGCACCGCC
ACAGTGGTGGTCACAGTCGTTAACAAGAATGAAGGTCCATACTTCAGAGAAGACCCCATC
GTGATCAAAGCCCCAGAGTCCCTGCTTCCTGGGACACCACTGACACGCATAACTGCCTTT
GATCCAGACAACTCTGAGCTCAGTTATGAAATATTCAGAGACCCAGAGGGGTGGCTGGAA
GTGGACAGAAACACAGGAGACATTTCAGTGAAGAGAGCATTTAACATGAGATCTCCACAT
GTTGAAGACAACTCCTACAGTGCTGCTGTCAGGGTCACAGATGCTGGTGGTTTGTCATCA
ACGGCAACAGTGAAGGTGGTTCTGGAAGAAACCAATGACTTCCCCCCAATGCTCCATCCT
TCAAGCGGCTACATTTGCAGAGGTGTCAGCAGCAGCCGATATGGCCTGTTTCTGACTGCT
GTGGATGAAGATCGCCATCCACATGCTGCACCTTTCATTTTTGAATTGTTTTTTGATCAG
TCAGCCAACTGGACAGTAGTGAAAGTCAATGACACACATGCTTCGCTTCAGCCCACCGTA
G
>BJ732199 ID   BJ732199   standard; mRNA; EST; 773 BP.
CAGGCCGCAGCCCAGCTGAACTCCTGTTCAACCGTAAAATCAGGACCAAACTTCCAGAAC
TCTCACATCTCCAACAAACTCCAACGACAGATGATGCTGCTGTTCGGAGGACCGATGCTC
TGAGGAAGGAGAAAGGACGTTCAGACGCAGACAAACACAGAAAAGCTAAAGAAAGTTCAG
TGAAACAAGGGGACAGAGTACTGTTACGTCAGCAAAAGCAGAACAAACTGTCAACACCGT
TTGAACCTGAACCCTACACTGTCATCAGCCGAAAAGGTCCATCAGTATGGCTGGAGAAAG
ACGGGAAAAAGAAGATGAGACATGTATCACACGTGAAGTTATGGGTTGAGCCTGAACAGG
ACACTTCTATGCTTTATGATGGGGCTGAACCTATTACATCAATGCCTGATCCACCGCAGC
AGCAGGAAGGTCGACCTCAAAGAGTCAAGAAAGCTCCGACACATCTTAAGGACTTTGTCA
CATAAACAAACAAAGCCACAAAAGGGGCAGAATAAACCCCGGCGTTGTTGAATGGAAGGG
TAGTCCACCCCTCTCCATTTATAAAAGGAAAGAAAAAAAATTGTTTAAGCAGATTGTTTT



AAGTAGAATGTGCATTGTTCTGGATGGAAGTTAAGTGGTGAAGCATATTTTAAGTTAAGT
ACTAAAGATTGCATTTCAGATGTAAAACGGAACTTATTTTGTGAAGTCAGTTAAACTTGA
GACAAGATATGTTTATTGGGAGTATTTCATTTCATGTTATGACCGATGTTTAC
>BJ732202 ID   BJ732202   standard; mRNA; EST; 458 BP.
GAATGTTTCGTGCTCGGCCTGTGGTGTGATCTGATTAACCAGTCGATCTCCTGAGCGATC
ATGCCATAACTGATCAAAATGACAGACTGTCAATCAGTGCATCCTCCATTCAACATCATT
AACATGGATGTGATCTCCACCTCTCACACGTGTGATTTGAAAAATAACTTTTAACTCACG
GTAGCGTACCTTGATCATTTTTTTTTTCTGTACAAAGCANGACANGTCAGGTTTGTAGCG
CCCACGTCTTTTCCTCAGTAAGCATCTCCCAANGTCCCAGTCTGCAGCCTCATCCCTTTA
GGGTTNGNGTTTTTTCCTTTGACATGCCANGGCTTTCTTTTGATTTACAACAGNGATCTT
CATCTTTTGATTTTAATCACTCATTGTTAGCAAAGCANAATCGTAACCTCGAATCANGAC
ATCTGATATGTTTGATCCAAATGACTTTTTTTTTTTTT
>BJ732209 ID   BJ732209   standard; mRNA; EST; 703 BP.
AGGAATGGAGAAAACCTCAGCCCGCTGTCATTCGTAAGTACTGCTTTTCTGTTCCGCCTT
TAGGCAAAGTGGATAAAACTTGTCTAAACGTGGCTGTGTTGATGACTCACTTCTTTTAAA
TGTTCTGACATCTGCTGTGCATCAGCGTCTGACTCATTACTGGAGCCACAAACGCTCCTC
GGTGAAATAACAGAAACGAAAATAATGATCATTAAAAAAGACAGAATGTTGGCGTCAGCC
CGTCGGGAACAGAACTCCTAGACCGTGTGCTGCGCAGGAACATACGTGCTCGCCCGCATT
TTGGGAGTTTCCGTAGCAACCAGAAAATTGAGGGGATTAATGGGAGCAGCTAGAGACCTT
GAGACTTGCTAAGATCAGCCGCTACATGAACTTCCAGGTGAAGGGCAGATCCTCTGGGGG
AGGGGGATGTCTTTCCCTCTGTGACACATACCACAAGTGTCTTGGACGATGGTTGTGACT
TTTTTCTACCGGTGTGAAATGGATAAACCCGCAGTCATAGATATCTCTGGCAAGTCGTTT
TGAGGTCAGTAGCTTTGAAAAGTTGCGTCTCTCCCTCTGGATAAGTCAGAACTTGTCTAC
GAGCGAGTGCACTTTGGAAGAATCCTCTTGGTGAAGGTCCAGTCAGTATCTGGGACACAA
CTGGACGTCTACAGTCGCCTGAAGACCAACAGCAATATTTGAA
>BJ732307 ID   BJ732307   standard; mRNA; EST; 707 BP.
GCCGAGAAATACCGCTGGGAGGCTGAGAGGGACGAGCTGAGGGCTCAGGTGGCATTTCTA
CAAGGTGAGAGGAAAGGACAGGAGAACATGAAACAGGATCTGGTGAGGCGGATCAAAATG
CTGGAATACGCCCTCAAACAAGAAAGATCCAAGTATCAGAAGCTGAAGATTGGCAACGAG
CAGAGTCCAGGCGACAAAAAGGCAGAGATGGAGGCAGATCAGGTTCCCAATGGACCTGCT
GAGTCCGACTCAGAACCAGCCAATCAGATGAGCTGGAAGGAGGGACGTCAGTTACTACGA
AAATATCTGGAGGAAGTGGGTTATTCAGATACCATCCTGGACATGCGCTCCAAACGCGTG
CGATCCCTGCTGGGTCGCAGCAGCCCAGAGTCTAATGGCCCCCCACCAAGCGAGAGCTGC
AATGAGCCTGAACCGCGAGCAGGTGGAGAATCCCTATTAGTCAGACAGATAGAAGAGCAG
ATCAAAAGGAACGCAGGCAAAGAAAGCTCAAAGGTACATGTCGGTGGCTCTGTGTTGGAC
AAGATCCCTTTCCTTCATGGTTGTGAAGACGATGATGAAGATGACAGCGACGAGGATGAT
GACTTCCAAGGCATAGCCACCGACTGCATCGACGGTCCACGAAAGAGTAAAAAGTCTCGT
GTAAAGATGAGTTCGGAGCCCATGACTACGGACCTGGACCCCGAGGA
>BJ732313 ID   BJ732313   standard; mRNA; EST; 261 BP.
GGTTTTGGTCAGTTGTGTTGTGGTTTTGGTCAATTGTGTTGTGGTTTTGGTCAGCTTGTG
TTGTGGTTTTGGTCAGTTGTGTTGNGNTTTTGGTCAGTTGNGTTGNGGTTTTGGNCAATT
GTGTTAGGGTTTTGGTCAGNTGNGNTGTGGTTTTGGTCAGGTGTGTTGTGGTTTTGGTCA
GTTGTGNTGNGNTTTTGGTCAAGTGTGTTGTGGTTTTGGTCANNTGTATTGTGACTTAAT
GTGTTNTGTTGNNAGTNANTG
>BJ732329 ID   BJ732329   standard; mRNA; EST; 770 BP.
CATTTCCATGCCCATTGTCACAGTGATCTACATAATGACCAATATAGCTTACTACGTTGT
CATGGATGCAGACACAGTGCTCAGCAGTGAAGCTGTTGCTGTGACATTTGCTGACGAGGT
TCTCGGCTGGGCTCGATGGTTGATCCCCATTTCTGTAGCTATTTCCTGTTACGGCGGTTT
GAACTCCTCAATCATTGCTGCCTCAAGGCTTTTTTTTGTTGGTTCCAGAGAAGGCCATCT
GCCCAACGTCCTGTGCATGATCCATGTGAAGCGTTACACGCCGATCCCTGCTCTGTTTTT
TAATGTTTGTCCCTTCCCACTTCAAACTGTTATTTGAGCATCATTCAGTGCGTTCTGTCC
TGTTTCTCATCCGTTTGTTTGCTTTTCCTGAAACAGGGAGCCATGTCTCTGTTTTACCTG
TCTGTCCCTGACGTCTTCCAATTGATCAACTACTTCAGCTTTAACTATTGGTTGTTCATT
GGCCTGTCAATAGCCAGCCAGATTTACCTGCGGATCAAAGCTCCCGACATGCACCGACCG
GTTAAGCTGTCTTTGTTCTTCCCTATCGTCTACTGCTTGTGCAGCATATTCCTGGTGATT
GTGCCTCTCTACAGCGACACCCTCAACTCATTAGTTGGAATAGGAGTGGCTCTGTCCGGC
GCTCCAGTCTACTACATTTGCATCCACCTGCCGCCCTCTTCTAGGCCGGCCTTTCTCAGC
AAACTGCTCGACAAAATCTGTCTTTTTACTCAAAAACTCTGCTTATGCTG
>BJ732354 ID   BJ732354   standard; mRNA; EST; 286 BP.
TGTCGGTTGTGCGTGGATGTGTGTGTGTGTGTGTGTGTGCGCTCGCAGCAGTGGGACAAA
GACTACAACAACTAAACTCACGCATACTGCTTTAAACCAGGAGGAAAGCTGAATCACTTC
TCAGAAATATCAAGATTTTATGAACTGAAGCATTGTGATGGTAAAGATGATTTTTACCAT
TGAGGTGTTTTTTTTTNCCCCNCCTTTCCTTGAANGTTGACTTTGAACACATGACTTCAC
AANGACATGAGGACCTATCGTTTGTTTGNGGGANTTTTGAGTGCNA



>BJ732364 ID   BJ732364   standard; mRNA; EST; 689 BP.
TAAGTATGCTTTGGATCATCCCTGGTGGTTTTGGTTTTTGGTTGATTAATTGAGCCATTA
TGTGACAATTTATAGTCTAAACATTAATAACTATTGCTGTAAACCTTTTTTTACGGTAGA
AACGTTCACACATTTAAAGCTACAAAGCTAAATAAAATAAAATAAAGAGATAGACTTGAA
GTGAAAATGTGTGATTCAGTTTTTTCATATTTTTCTGCCCCCTGCTCCTCAGGTATCCAG
ACTACGAGTTCATCAGCGATAACTCCATCTCGTGGTCGGCCGGATTGCACAACCGCTACA
CCGAGAACTCTTTAAGAGGAGTCATCCTCGACATCCACTTCCTGTCGCAGACAGACTTCT
TGGTTTGCACGTTTTCCTCACAGGTTTGCCGTGTGGCTTATGAGATCATGCAGACACTGC
ATCCGGACGCCTCCTCCTTCTTCTACTCTCTGGACGATATCTACTACTTCGGGGGTCAAA
ACGCCCACAATCAAATTGCCATCTACCCACACCAGCCGCGCAACAGCGAGGACATTCCCT
TGGAGCCTGGGGATGTGATCGGCGTAGCCGGAAACCACTGGGACGGATATTCCAAAGGCA
TCAATCGCAAACTGGGCCGCACTGGCCTCTACCCCTCCTACAAGGTCAAGGAGAAAATCG
AGACTGTGAAGTACCCGCTGTACCCCGAA
>BJ732369 ID   BJ732369   standard; mRNA; EST; 734 BP.
CAAGGAGCAAGANTACTTTTTTGAACTTGATGCTACAGAACACCTTCAGTCTTTCATCGC
TGACTGCGACCGCAGAACTGAACTGGCCAAGAAGAGACTAGCCGAGACTCAAGATGAGAT
CAGCGCTGAGGTGGCTGCGAAGGCTGAGCGAGTCCACGAGTTAAACGAGGAAATTGGCAA
GCTGCTGGCCAAAGCAGAGCAGCTGGGGGGCGAAGGGAATGTGGACGAAGCCCAGCAGTT
GCTGGAGAAGGTGGAAAAGACTCGAGCCTTGAAGAAGGAAGCAGAGGATGTGTACAGAAA
CTCGATGCCAGCTTCCAGCTTTCAGCAGCAAAAACTACGAGTGTGCGAAGTGTGCTCCGC
CTACTTGGGGCTCCATGACAACGATCGGCGTCTAGCCGACCATTTTGGAGGCAAACTGCA
CATCGGTTTCATTGAAATCCGCGAGAAGCTGGAAAAGCTAAGGAAAGCAGTTTCAGAGAA
ACAGGAGAGAATGCGCATAAGAAGGAGAGAGGAGCGAGAAAGGGAAGAAGAAAAGGAACG
ACAGTGGGAGATGGAGCGTGAACGGGAGCGAGAGCGTGAACGGCAGCGAGAATGGGATCG
AGAAAAAGAGCGAGACAGAAGGCGGTCAAGATCTAGGAGTGGAGATCGGTACAGGGATGG
CGGGAGCTCATCCTCTCAGCGTTCCAGACGCCACCACTCGTCCCGGCCCAGGGAGGACGG
GTCCGATCGAGACA
>BJ732374 ID   BJ732374   standard; mRNA; EST; 749 BP.
GAGCTTTTGAGCTTACGCAGCTTGTGAAGCTTCAGAAGCTCACGCAGCTTAATGAAGCTT
TTGAAGCTTATGCAGCTTCATGAAGCTTTGGACGCTCGCGCAGCTTCATGAGCTTTAGAA
GCTTACGCAGCTTCACGAAGCTTTGGACGCTCACCCAGCTTCATGAAGCTTGTGGTGCTT
CGGAAGCTCACGCAGCTTCATGAGCTTAAGAAGCTTACGCAGCTTATGAAGCTTTTGAAG
CTCACGCAGCTTCGTGAGCTTTAGAAGCTTATGAAGCTCAAGCATCTTATGAAGCTTCTG
AAGTTTACGCAGCTTCATGAGCTTTAGAAGCTTATGCAGCTTCATGAGCATTAAAAGCTT
GCGCAGCTTATGAAGCTTCTGAAGCTCACGCAGCTTCTAAAGTTCATGAAGCTTCAGAAG
CTCACGCAGCTTATGACGGTTCTTGTTTATCCAGGTCTTGAAGTTAAGTTTCAAGTCCAC
ATGAACCCCAGATGCCAACTTCAAGTTGGCTCCTTTCTATAAAACTCTTGATAATAAAAA
AAACTTGTAAAGTCTTCAATTTTAGAGAAGGTCTCGTGATGTCTGTAGATCTGAAAAATA
CGTTTAGCTTAACCAAAAGTAGAAACTTCCTTTTAAGTCGTGCAACCATTTATTCAATTT
AATACGATTTTTAATTTAACTCAAATTAAATAGTTATTTAATTTAAAGTTCAGGTCTAGG
CCTCCAAATGTTTCTTTGAAGGCTTAAAC
>BJ732383 ID   BJ732383   standard; mRNA; EST; 662 BP.
GCCTTTGAGCGACTCCTGGACCAGTTCTCGTCGGGTCCTGTGGCCGTGGTCAGCGACAGC
TACAACATCTTCAACGCTTGCAAACACATCTGGGGCGACAAGCTGAAGGAGAGAGTCATG
GAGCGCAGCGAGGACTCCTGCCTTGTAATCCGACCGGACTCTGGAGACCCGGCTGAGACT
CTAATTGAGGTCCTGAGGATTTTGGAGGAGTGTTTTGGCTGCTCTCTGAACTCGGTGGGA
TTCAAGGTGCTGCCATCGTACCTGCGGATCATCCAGGGAGACGGGATCGACCTTCGCTCT
GTCAATCAGATTCTGGAGAAGCTCAGTGATAAAGGCTGGAGTGCTGAGAACGTAGTCTTC
GGTTGTGGCAGTGCCTTGCTTCAGAAGCTGAACAGAGACACGCTGAGCTGCGCCTTTAAG
TGCAGCTACGTGGAGACCAACGGCAAGGGGATGGATGTGTACAAGCAGCCGGTAACCGAC
CCGTCCAAGAGGTCCAAGAGGGGCCGACTGTCTCTGCGAAGAAACTCGGATGGTTTCTTG
GAGACGGTAGAGAGCGGGGCGGGGAAACCCGAGGAGGACTTGTTGGTGACCGTCTTTGAG
AATGGCTGCCTGATGCAGAACTACAGCCTGGAGGAGATACGGAAGAACGCCCGGCTGCAG
GA
>BJ732411 ID   BJ732411   standard; mRNA; EST; 707 BP.
AAAGTGCGACGCCAGAAGGCCTCTCTCGCTTCTACGTCATCCAGGTCGTGTTCCGCAATG
CTCTGGAAATCGGTTTCCTGGCTGGCCAATACTTCCTGTATGGCTTTAACGTGCCAGGAA
TGTTTGAGTGTGACCGCTACCCCTGTGTGAAAGAGGTGGAGTGTTATGTGTCCCGCCCAA
CAGAAAAAACTGTCTTCCTCGTCTTCATGTTTGCCGTGAGCGGCATATGCGTGCTCCTTA
ACCTGGCTGAGCTCAACCACATTGGGTGGAGGAAGATAAAGACGGCCATGCGAGGTGTGC
AGGCCCGGAGGAAGTCCATCTGTGAGGTGCGCAAGAAGGATGTTTCACACCTGTCCCAGG
CCCCAAACCTGGGCAGGACCCAGTCTAGCGAGTCGGCCTATGTCTGACAGAGGCTTCTCC
GCCTGGGAGCTCGGGGACCTTTGAAGTTATGGAGAAGAGCTTTTCCTGGGCCTGCTCAGT
AGAGAGCAAAACTGACAACTCTATTATTACTATTCAGGAGCACAGATTCTGAGTTACAAC



GGAACAATGGTTCACCAAGTAGAGTTTTTTGACACTTGAAGAAAGAAGAATCATCTTCCT
AACAAACTGATAAAAACCTCTGCTCTGCCTAGGTGCCACGAGGTGCCTTCGACAAACACA
ACAGCTAANACTGAGCAAACACAAGAAATGTTGTAAAACTGTAAAGA
>BJ732415 ID   BJ732415   standard; mRNA; EST; 667 BP.
ACGCTTGTTTTTCCTGGTTTGACCTTGTGGGCTCGTCAAGACCAGCAAGTGGCTAATAAT
CGATACTGTATTCATATTTAAACAAAAACACAAATACAGATTCATTGGTTCAGTTTCTGG
ATTTTCCTGCCGTATTTTTCTTAACTGATGGGTTCTTTAAACCATGGCAGTTGTACTAAC
CGGTGACTGTTAGCCATTCGTGCGCGGCATCTTGCCTTTTGCATTTCTGTGTCGGCTTTA
GGTTCTTTAGAAATCTGCCTTTTACTCTTCAAACTGATTGCATGAACACAGCCTTTGGAA
ATGTCTTCATTTTCCCCCGTATTTTGGATCCTTTTATTTATTCCTTTGTGTTTTTCCTCG
CGCTCCCACATGGGGCTCAGACATTGATTGTAAAGATTTAGAACCTTTCAGCTTGGAGTC
CCTAATGGTGGTGAAACGGGCCCCTCACGTCCTTGAGCCTTTTTTGTTTTAGGTTTGGAC
ACAGACATGAAAGAGTAGCATTCTTCCCTCTTAAAATGACTCATTGCCATTTATTTAATT
TAAATTTTTTTTTTCCACATTTATGGTCACCTTAAGCTACACTAATGTCGTGACTGACTT
GACATATTTCTTATTTTTTAAAGCAAAACAAATGAAATATGTCATCTGAATTATGGGAGG
GCTGTTA
>BJ732421 ID   BJ732421   standard; mRNA; EST; 555 BP.
TGTTGTGGTCCTGGTGGTCACTTCTGTTGCTTTATTCTGCTGCTTTAAAAGGAACACGGT
GTGCCCACTTTTGCCTCTGTGTCTTTTTGAGAAGGAGCCCGATCCAAGCAACAGTAAAAT
CTTCAAACAGTTCCAGATAAATGAACCCCTCTCTTGGATTTGCAAGAGCATATATGACCC
CAATCCAAAGATTTCTAAGTTGGAAATAGTGGAAAAATCTTCTGAAGCTCTGGACTCTAA
TGGAATAACCAGTCCAATGATGGAAAATGAGAGTACACAGTTTGATCAGAGGGATGATGT
TACTCCAGAGGACTGCTGTAAGACAGACTCTAAAGCTCGGGAGGCGTACAGTAAAATGGT
CGACTCTGATGAAGATAAAGGGGACTCCTCCAGTTCATACGAAGACGAACAAATCTCATC
AGGTTATGAAACGCACTTCATGCCCACTGCCATAGAAATCCGTGGAGATTAAAAAATCAA
CATTGTGAATGTTGATTTCAACCACAGCTATCTCGTTTAGTCTTTTGAACCATTTTAGTA
TTTGGATTGTTGTGG
>BJ732426 ID   BJ732426   standard; mRNA; EST; 595 BP.
TTGCATTCTGTATGATTTGTTGCACCTTTTTGTTTAACTAGAACATTTCGTGCATACTAG
TTTATTTAAATAGTCTTACCCTGCAGTTTTACATCTTATATTTTGTGCCATGTGTAAACT
GTCCCCATTTCTACTTTGATAAGTGTGATATATAAGCATGTAACTGACCTGTCCAACAAA
CTCATTTTCACTCATGGAAACGTTTGAGTGTAAGCCGCAGTGTAGGTGAGTGCCATACTG
AGTTTTCTTATCAGGATTCATAGGAACAAAATGCACTAATCACTGTACAAAAAATAAAAA
AGCACAGTGGTCATGACCTTGATAAACTCAAAACCCTGTTTTTTAAAAAGCCCAACTAAA
ATGAAAAATCTGGAATGGACAAGATAGTTTCTTCAACATGGCTTTAACTCGCTTTTTTTA
ATCAGGAAGAAATGTTTACACAAAATATACTAAAGTTATTTGCTAAGGATGATTGTACTT
GTCAGAAATTAGAAAAAAAAAAACAGCTTTGTTTNCTTAAAANCAGAANTNTAAAAAAAT
ACNGTTCTTTTTCATTGGGAAAATAAAACCCAGGAGGTATNTTGNGGTTACAAGA
>BJ732458 ID   BJ732458   standard; mRNA; EST; 435 BP.
ACAGACTCGGCAGTCTACAAAAGTACCACAAACCTTATCTGACCCTCTCAGTTCACCAAC
GTCCTGTTTGACTGCCATAAGCAGAGGGTAGAACAACTTTAATCATCTTTATCTTTTTTG
CTTGGCATTTTACATGGGTTAAGGGTCAAATATTTAAATTCTAGTTAACTCTAGAAGTAC
ACTGATCAGATCAGAATAGGCATCTGGATTCTTATTTTTTTGAAAATCTAAGGATTTTTT
TTCCCAGATTACCAGTGGTATTTTTCCATTATGTACTTTAGTCTGTTTTATCACTTGAAT
TTTTAGGGTTTTAAATGCACTTTTTTCTTTTTACAAATGCACACTTGTGAATGATGTTAT
TCATGATTAAGTTTTTTTTTTNCCANAGTTTTAAAANCCCNATTTNAGGNGNCTATGNGG
CCTNCCGGCAGGGAC
>BJ732459 ID   BJ732459   standard; mRNA; EST; 724 BP.
GCCGCAGACGGTCTGAGCGACTCCATCAGGAGACTCGGGATTCAGGACAATGAAGATGTC
CACGTGATGATGCGGGGCTCCAGCATGGTGAAGGTCCGCTCTTCCAGTTGGCAGAAGAGC
CGCAGCCTGCGGCTGCTGGACGACGGGCTCACGGTGTGGTGTGAGTCCACCAAGAGCTCC
TTCAAAGGCAAATCCCAGCAGACCTTTGCAGTGACTGAGGTGGATTGTGTGCGCGAGGGC
TGCCAATCGGACGCGCTCAGACGGCTGTCCGGTTCAATGCCGGAGAACCAGTGCTTCTCC
GTGGTCTTCAGAGGAGATCGGAAGAGCCTGGACCTGATGTGTCCCACGGCAGAGGAGGCC
CAGCGCTGGGTGCGAGGACTTCGCTTCCTAAAGGAGCGGGTGGCCAGCATGACGCAAAAG
GAGAAACTGGACCATTGGATTCGTAGCTACTTGAAGCAAGCAGACCAGAACCAGGACGGC
AACATGAGCTACGACGAGGTCAAACGACTTCTCCAGATGATCAACATTGACCTCAGTGAG
CATTACGCCCGCTCTTTGTTCAAGCGCTGTGACAAGTCTGGAAATGGCCGCCTGGAACAC
AAAGAGATCGAGTTGTTCTGCAAGGAACTGATGCGACGGCCCGAGCTGGATGCCATATTC
AGGCGCTATTCAAGCAATGGCTCTGTGCTTTCCATGCCGGAACTGCGGGATTTCCTTGGA
GATC
>BJ732501 ID   BJ732501   standard; mRNA; EST; 731 BP.
GACAGAGACGGCTTTGATTGAGATCATGCTGTGCACTGTACGCCAGGCTGCAGAATGCCA
TCCACCAGTTGGAAGAGGAACAGGGAAGAGGGTAATGACAGCAAAGGAAAAGAAGACTCA



GCTAGATGACCGAACCAAAATCACGGAGTTATTTGCTGTAGCTTTGCCCCCTCTTCTGGC
CAAGTATGCGGTTGACGCAGAAAAGGTGACCAACTTGTTACTGTTGCCTCAATTCTTTGA
TCTGGAAATTTACACCACGGGTCGTTTGGAGAAGCACCTTGAAGCCCTATTGCGTCAGAT
CAAGGAAATTGTGGAGAAGCACACAGACACTGAAGTTTTGGAGGCCTGCTCCAAGACATA
CCATTCCCTCTGCAATGAGGAGTTCACTATCTTTAACAGGGTGGACATCGCTCGCTCGCA
GCTTCTGGATGAGCTTGTGGACAAGTTCACCAGACTACTGGAAGATTTTCTACGGGAGGG
TGAAGATGCTGATGAAGATGATGCTTATCAAGTTTTGTCCACTTTAAAGAGGATTACGGC
ATTTCACAATGCACATGACCTTTCGGGATGGGATCTCTTCACCAGCAACTTCAAGCTGCT
CAACACGGGCATCGAAAACGGAGACATGCCTGAGCAGATAGTCATTCATTCACTGCAGTG
CACCCACTATGTTATCCTATGGCAGCTGGCCAAGTTATCCGAGGGCAGCTCCAGAAAGGA
TGATCTGGTGA
>BJ732513 ID   BJ732513   standard; mRNA; EST; 597 BP.
GCCCCTCACAACCCAAACATAACATTACTGTTGCAACAAAATGGCGAGCAATATCGGCGC
TCTCCATGCATATAATTTGGATCCAGATGCCAGCTCGGACCAGGAAAACAAAGACGCACT
TTGGATCTAGTTGTCTGCAAGCGATGCATCAGATTGTAGTTGAACGTCACTGCTTCAACC
TTTTTCCAAAGGCATTTTTTTCCTTTGCTCCAGATTCACAACGATTTGAATGAAGAAATA
CTCTGAAATACAATTTTAAACTCAATTTTCTCAATAGATATCCCCCATCATCAGAAAAAT
GCCACAAGTTCTCGAAGCTATATAACCTCTTTTTGTGACAGTAAAACCTGTCCAATACAA
AAAGCCTTCAGCTCTAATCTGTTTGCTCAGCTGTTGGACAGAACAAGTTAAAAAAAAAAN
GAAAAGAAAAANGCCNCAAGAACACGTTAANGACNCAAAAATTCAATTTTCATCANAGNG
GGNGTTTGAGTACNGAATAACATTCANAAACGCATTTTGTTGAGCTGAGCTTTTTCCNCT
TGATTCCTTAGATACANTAAAATGAACAAAAGTATATCAAAAGTATGGTAAATCCAA
>BJ732514 ID   BJ732514   standard; mRNA; EST; 725 BP.
ATACTCATGGAAACTTTTAAACATTTGATGTTGGAAAAATCCCAACTGGTTGCATGGTCT
TCCGATTGACATGTAAATGTCAGATCGATGGCTCTGAATAAATCCGGCCTTCTGGCCGTG
TGTTCTTTCAGCTATCAGGCTTGTTTGTTGGTCCTTATTTTTAGTTTTATTTTATTTTAT
GTGGGGTTTAGTAACATTAGAGTTAACTAAGAGGTAGAACTAGTGACCTGACCACAAAAT
CTGTCTAAAACCATGGTCAAAAGGAGACACAAAAACTTTTTATTATTATTATTATCAAGT
CAAAAAACAGCTGTAGTATTTAAATTAGGCCAGGTATGAACAACAAAGAGGGAACTGGTA
TCAGTCCAACAACTACAATAAAAAATTAAACATTATAAAATCCCTAAAACAATGTAAAGA
AAAGTGTAATTTCCTTAGAATTTAATTAAATATGGTAATTTTTGTATGTAAGCAGCATCT
TTTGCTATTTGCTTCTCACTTTAGGACACCTGGGCATCATTTCTGCTGCTCTACTCCCAA
AAAGTCTAGGAGGAATAGAACATTTATGAAAAAAATATGAAATCTGTTTTCCACCCCCAT
CTTTTTATTTTGGAAAAAAAAGCACTTTGGTCTTGTCATGTGGTCTTTGTAATGTTTGGC
ATCCTAAAATGAAGTAACTTTCATTCTCATTTAAAGCCCGTGCTCTATAAATTACTGCTT
TACAT
>BJ732518 ID   BJ732518   standard; mRNA; EST; 114 BP.
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
>BJ732523 ID   BJ732523   standard; mRNA; EST; 105 BP.
TTGGAACATTCACAAGCTTTTATTCATCAAAAAAGGATCAGNGGGCAACATCNGTTTCAN
GTAAAACTCANAATTAAAGTTAAAGCATCTTTAATAAAAAAAAAA
>BJ732554 ID   BJ732554   standard; mRNA; EST; 705 BP.
GATGAGTGGAAAAATAAGAGCATGCTATGTTTGTCAGAGAAATGGCCGGTTAACATGCAG
GAGGACCAGGCTGGGGGAGCCCTGCTTGAGGACGTACCCCTTGGAGTGTGTGGATCTGTT
GAGAAGGGCCAGAATTGCTTTTCAAGCTGGACGCACCCTTAAGGAATGCTTCAGACTGAC
CCAGTTGGAGGCTCTTGTGCGGATGCTGGAGGAACATGAGTGTGACTTTGTGGATGCTCT
TGGGAGGGATCTTCATAAACCCCGGTTTGAAACTGTTGTGTTTGAATTGATCACAGTGAA
GAATGAGGCTCTTCATGCCATCACCAACCTGAAGAAATGGATGCAACCACAACCTGTGGA
AAAGAACCTGTCCACCACGCTGGATGAGTGTCTGGTGATCAGTGAGCCCCTGGGGGTTGT
TTTCATTATGGGGTCCTGGTGCAACCCAGTCCAAATGTGCCTGGTGCCATTGGTCGGTGC
CATTGCAGCAGGTGCAGCAGAACTTTTAAGCACACATGTTTATGATTGGTGAGCATTTTA
AAGACATAGATCATGTTTATTTTAATCTATACAGGAAATTGTGCTCTTGTCAGCCCTTCT
GAGTACACTGTGCACACTGCAGAACTCCTTCATCGCCTCATTCCCTTCTATTTGGACAAT
GAATGCTTCCATGTAATTCTTGCAGGCATCAGCGATTTGCCTGAG
>BJ732564 ID   BJ732564   standard; mRNA; EST; 589 BP.
TGTCCTCCATCATGGGAAAAAGCTACAAAAAGATCTTAAAAATGACAAAAACACGATTTT
CATTGGAGTGGGTCTATACGTTCCTTTTAAGGTGCCTCATAGCAGGTATTTTTAGACACT
TTAAAGAGAAGAAGCACATTTAATAAAATGAGATTTACAAATTAATGTGAGCTATATGTC
TGCTATAATTCACCTGAGAAAGCTTTATGTGATCACGTAGCTTTGAGGATGGCATTTATA
AAGGCTGTGTGCGCACACTACTCTAAACGTATGCCTCGCACAAGACAGGCAGCTACACAA
ATCAGAGGTTGAGAGCCCCCCCCCCATTGTTACTGGACCACAAATGTACATTGATTAGGA
AAAATCACACACACTAGGGTTCATTATACGGGAAGAAAAAAGTAGTTGAGGACTAAATTG
ATAGATTTTAGGAGATATACGCCCCTGAACCTGTCGACAAATATTGACTGGGTAGTGCTT



TAAAGATAGCTTTGTGCTGCTGCCTCATCTGAGAGTCCGAGTTTTGGTGCCAGGGCACTG
ACACGGGGGAAAGACGAATCTGTTGGCATACAGTTTCTTTAGCTGCAGG
>BJ732591 ID   BJ732591   standard; mRNA; EST; 611 BP.
AAAAACACAGCAGATTATTACAATTAGAAATGGACAGTTCAAAAAATCTGTCTGNTGTAT
TAATTTATTGTAAATGAAAAGTCATACGAAACGGAAGTTAGCGTCCGATGTTTAGCTTCC
ATGACGCANAAGGGTAAGTCGCTTTAGANTTTCCTGTTGGACTATTCTAATAGTACAAAT
AGATTTTCTCATAACTTTTTCCTCAGAAGTCAAGGAAAATTGGAAAACAAACAAACCAAT
ACCTTCAAGCCAGTTGGCAAACATACCGTCTGACATGAACCCCTTGATGTCTGAATTCAT
TTCCAGCAATGAAAAAAACANAATGGGCAGAATTTTGGAGCTGAAATGGNTCACGGATAT
TTGTGTCAATCGACATCAAGGAGTTGAACCGATCCTTAAAACGGTTGGGGACCACTGCAG
TAAACGATCGTCTATATGGGCTGAACGTTGTAAAAGCAAATCCAGTTTTCATGGATTGTA
GAACAAATTGGTTATTTATAAAAAAGTGTGTAAAAGAAATTCTTTTGTTAAACTCCAGTT
GCTCTGATGAAGTCTACACGCAGTTTTATCTCCTTCATTTTAACCCATCAGAATGTGAAT
ATTCCATACAG
>BJ732598 ID   BJ732598   standard; mRNA; EST; 718 BP.
CAGATGACTGGCCTTTAGATGTCGGTAATATTCTGTCTCTTCACAGCTTCATCAGTTTCA
TCCATTTCTGTGGCAGCCGTTTCTGCAGCTGCTGTTGAGAAGCTGAACGCTAAACTTCTG
CAGAAACAGTCGGACCTAATGGCTGCCCTCCAAGCCTTTGAAGAGTACAAAGACGTCACC
AAGAACCAGTTGTCCAAGTTGGAGTCTGAGAAAAGATACCTGGAAAAGTCTAACAGGCAT
CTGGAAAACATTTTGGAAGCCACACATGCTTGTAAAAAGCAGGAAGTGTCCGAACTAAAC
AGAATTCACGTTGAAACTTTAAAAATCCTCACCACACCCACCAAAGCGTACAACCTCCGC
TCCCGCCTGGTGCCGCTCTGCAGCCCGGAACACCTGAACGGGAATGCTGGGGACGGAGAC
AACATTTGGACAGAGCAGCCTCCATCAGACATGGCTGAAATGGCCTTGACAGAGGAGCTG
CGCCAAGTGCAAGATCAAGCAAGTCGCGTTCAGACACAGTTAGATGAGGAGGAGCTGAAG
AACAGCAAGCTAATGCAGCAAATTGCAAAACTAGAGGAGCAAATTGATGTAATGTCCAAA
GAGTCGAACCACAAGGATGAGATACTTGCAGTTGAAAAGATGAATAAAACCAGAGACCAG
CTTGCCTTTGAAGAAACCATAAACAACCTGCAAAAAAGGCTTCAGTCTGAACAGCAAG
>BJ732608 ID   BJ732608   standard; mRNA; EST; 492 BP.
GTATTTTACAGGTTTTTATACATGGGACATAATTTTATGCACACGCATGTCCATATTTAC
CGGGTCTTTGGTAATTACATCCTCAGGTTGATAACTGATATGTTGCTGTGGTCTCAACAA
AATCTAAACAAAATGCCAAAGTAGTTGTGAAAGAAATTGTGTTGCATCATAGAGTAGCTT
GTAGAACAAACATCCTCTGGTTGGAAAAAAAAAAAGCCCAAATCGNANCCCTTCTATNGC
AGNCNCTGACAGNCNGNCCAANGAANGTNCAATTGCTTTTGTTTTTGCTTTTTACAGATN
GTTAAGCAAATTTGAAATANATNGTAANGTTNGGTTTGAGAGACATGATATTTAGTTTGA
NGTTTTTTGCTAATTGAACTGACNCNCCNCTGACCNCATTTTANATGAAANGTTCATTTC
NGGAAANGTTTNCCATTTAANAATTACGAGAAATTAGNCATTGTTCNCAAGTTGACNCTT
TAAANGGATGAG
>BJ732616 ID   BJ732616   standard; mRNA; EST; 539 BP.
CAGCAAACTGTGCAAGAAATCTCAAGAACCACAGGTTGTGCACCCCTGGTGAAAGGCAAT
ACTTTAAAACTCTTCTTGAAAAACAAAACAAAAAAAATATAATAGGTGTAGGGCTGGATG
ATGAGGAAATCTCACGATATTAGTGGTCAATGTTGCGATGACGATATAACTTGTGATACA
TGAACAAATAGCAAAACATCTAAATACATCATTTTCATTTCACTGCAACAGTTTAATATA
AATAAGAGTCAACATAACTTAAATTATACTCCTGCACCCCAGTGCAAACAGGAACGCTAC
CGGAGGTCCTTTGTCCCAACAGCAGTTAGACTGTACAATAACACGGTGTAGGACTGGTGA
AATTGCTGCTGCATTTGCTTATTTATGGCGTGTACTTTTACCACCATTTTTCACTACGAC
TTTTGTTGTTTTCTCTTGCTATTTGTTTTCCAAGCTGTTATATTTCTTGATTGGCTGCTG
TAACAACTAAATTTCCCTCCGGGAAATCAATAAAGTCTTATCTTATCTTAAAAAAAAAA
>BJ732638 ID   BJ732638   standard; mRNA; EST; 730 BP.
GCCCCTCAACACTTCCCGAAACATGGAGACNACGCTGTGCAAACCCAAAATAGGTTACAG
GTGTAAAAAGGTCATCACCAGCCTTGGAACCGCATGATCCCAGCAACCAATCAGGCATCA
GAGCCAAACATGAGCTGCGACCTCAGTTAAGATGAACTCCACGGCCCTCGGTAGTGCACG
TTCATGCAGCCACTTTCAATTAATAGTATCTGTAAACACGCGTAGACGCATGTTTCAGGC
TTCTGCGTTCAAAACTCGTGTGTTCACTCAAGTTTCTACAACCGTTTTTGGGGTCTCCAT
AAAAAAATATAAGGACAATGAACATACATTGAAAGTTAAACTAGGTCAAACTTTGACCAA
TCTGAGACTCGGATCTGGTATAGACTTGTGGATGGCGTCCCTATTAATTCACGAAAGGCG
CCAACTGTTTGAAAATAGTCTGACCACGGTGGAGAGGAAGTCTGACAACGTCTGCGTTTG
TTTTTCAAATAAAGATAAAACAAGGCCTCGCTCCGTACTTGATGTTAATCCATGTCCGCC
ATTTTGCAATGGATGTTAGTAATGCAGCGTTTCCGTTTCCTGCCCAATTCGTCAGGTTTG
CACCGTTTGGACATTTCACACCNAAGCCAGTAAACAGTAGAAAAATAATAATGAGAAGCC
CCTCCCTGCTTGTCCAGTGTGAAGACCATGTGCTTGAAGGGACTTTTGAGATCTGTCCCC
ACAACACGTC
>BJ732646 ID   BJ732646   standard; mRNA; EST; 753 BP.
AGCAGGGGTCAATCTGGGACACCAAGCCCAAGTCCCAGCCTCTGCTCTCTACAGACTCCA
GACAGACCTCCAAGAGCCCGGGACAGAAAAGACGGCCTTCAGAGACATGCTTCTGCTCCA



GCCCTTGAAGCTCCACCGCCTTCAGGAAAGTCCCCAAAACTGGGAATCCTCAAGTTTTTC
CGCAGGCAGTCCTGGACCGGTCATTCCTACTCCCAGCTGGATAACACAGAGTTAGGCCCC
ACACTTGGAGAAATCATGAAACCTGACACCCCCACTATGTCTTTGAGGAAGAAGATGAAA
GCCTCAGCATCCAGCCTCACCAAACTGTTTTCAAAGTCGTCTAGTAAGGAGGATTTGAGT
AAAGGAGGACCCATAGTGAAAGGATCTGATCTGATCCCACCTGAAAGAGACAGCAGAAGT
TCCCTGGACAAGAAAAGTTCAAAGATGTTTGCATCTTTTAAAATTCCATCATTTAAGAAA
GCACAAGTTCGTCCCAACAAGCCCGAGGTGCTGCAGTTACACAGAGGTGGGGTTCTGCTG
GTGTGGAGGCCCGTTCGGTCCAGCGATCCCGTCAGTTACTGCGTGCAGTACTGCACAGAC
GGTGGGGAATGGACAATCCTGGCTGATCAGGTGACCGACAGCTGCTATGCAGTAAAGGAC
TTACCCAGAGGGGCTTCTTATGTGTTCAGGGTGGGGTGCATCACCAAAACAGCATCAGGA
CCTTTCAGTGAGGCATCATCCCCTGTCGTCATG
>BJ732649 ID   BJ732649   standard; mRNA; EST; 684 BP.
GTTGGGAAGCTGCAGACTGGTAGATGGCAAACTCCTAAATAACATCTCACCTCTTCCTAT
TCTCTGTCTCTTCACCTGTCTCCTCCTTTCCCGCTCATCCTGCTGGCACTTTCAGGAAAA
CATCTGCATCATCTCAGCCCCTGTTTTTTTAAGTTCTTTGTTTCTCCATAACTTACTTAC
AAAACAATCAAAGACAGAAATGGATTAAGCTCTTAATAAAAGGAAGAAATGAAGCTGTTC
AGAGCTACAAGTCACTGTAAGTTATTTCCATAAAAAACCCAACTGTATGTAAAATGTAAA
CTTCCTTGAGGTACCTCCCAAATATAGTTCCAGAAAACAGTCTGGGTTTTATGAATGAAG
CAAGTACTGTTTAGGTCATTGCAGATAATGGCACGCATGAAAGAAAAATACTGTAAATTG
TTGTAAATAAGAAAAACTGGACTAAATACAACCTGCCCTTTTCATTTAATTATGTCCCTT
TTTGCAAAAATGTTTACATGTTTTGTAAAATTCATTTATGCCAAACTTTACTTTGCAGCT
CATTCTAATCTGCAGTCTGTTGTGCTGGAGAAATGTACGAGTCCTTTTTGCAACATTGAT
TAGTCTTTTATAATGAAAAATAACATTGGAACCTCTCTGATTAAGGCCTTTCTACAGCAG
CTTATGTGTTTGAGATGTTCAGAA
>BJ732671 ID   BJ732671   standard; mRNA; EST; 721 BP.
CTACTCTCAGGAGGACAGGAAACAATCTGGACGACTGCCCGAGACCCCAGAAGAATGCTC
ACCTCCTCAGCTGCCTGATTTCTTGGGCTTTGGTCCACAAACTATTACAGCAGAAGTCAC
TGACAAGCTGACTGCTAACCTAAACGAGACGCTGTTCAGAAGCCCTTACAGAACCAAGGA
CCCCGCCACCGAGGGCGTAATCCTGACAGCCACACATGCCTCTCCAGACCACAGCCCAGT
GTAGCAGGGCTTCATTCATCCTCCTCTTCTGCTATTTTACACTTGTCCTTTGTTGTTTCC
AACTCAAGCTGTCCTTTTTAGCTCCAAATATGACGTCCAAACTTATGAGAAACTATAAAA
TGTCGTTTTTTTGCACATATTTTCATCAGTTCTAGAACCGTGACGCAAGCTCCGTTCTCA
AACTAGAGTGAGAAATGTGAAGAAAAGCTAAAGTGTAACACAGCTTACAACACAGACAGA
TGTGACACACTTTTGTGCTTTTGTGTGACAATTTTCCTCACCGGTTATCAGTCATTAGTC
ATGGAACGAGTGCAGACGCTTTCTATCGGGAAATAATCCATCAGTTACATGACAATCACT
GAGCTCGGAGTGATGGAACGACATTCTTCCAAAGGATTCACAGGAAGGAGCGGCTGGGAT
GGAATGACAACATTCTCAACTTTTGGGTTGTGAATATGATGTTTCAGCACTGCCCCCCCC
C
>BJ732675 ID   BJ732675   standard; mRNA; EST; 735 BP.
TTTTCTCTGGATTGTTAGTTTTTCCAACATCAACCAAGTCTGCAGCTGCAGTCCAGGATC
AGCTGATGTCTCTGGTTCACACAGTCTGCTCTATCAAGGCTGATCATGAACAACGTGGAG
CTTCAGACTTTTCTGTCCTTTAAGATCCTGGACGTCCAGATCCAGGTCAGTCTGGACTTT
CAGACAGAGTCTTACTTCCACCAGAACCATCAGGAAACAACTGGACTTGTTCTGTTGTTG
AACTGAACGCTGCAGAAGGAGTGTGAGTCCTTATATGGTCAGACTTTGAGACTATTCTTC
TCCATAATTACTTTTTTTAAACTTCTAATGTACTTTTTTAAGTCCTTATAATGTAAAATG
TCTTTAACTTTACTAACCAAACAGATTCAGCTTAAAGTCCCACTCTGATCATCTTTTGAT
ATATTCTCAAAGTGTTCCCAGTGGTCTTTGAATATATTATTACGCCATTTTATGCCAAAA
TCAATAAACTTATGTGGTTTTCTCAGTTGTGGGCAGGAATTTTGACGTGGAGTAAGCCTG
ATCCCATTTTCCCATCATTCTCTGCTTACACCCTCTCCAGCTAGCTTACAGCCCCTCATC
TAACTTTATTGGTGCAACAACAATGGCGAGCAATACTGGAACTATCCAGCCCAACAGTTT
TCCTCCAGATTCCAGCTCAGACGAGGAAAACAAAGACGTTCATGGATCTAGTCGTCTACN
AGTGATGCATCANAA
>BJ732676 ID   BJ732676   standard; mRNA; EST; 711 BP.
AATCCTTCCCTCTTTTTTACTTTCGCTTTCCAAACATCAGAGGAAGGAGGGCCGTGGTTT
ATCCAGGCAAGGGGCTCCGCCTGGAAGACGCTTTCTTTCGTGCATCTTCGCCTTTTCTTC
ACGGTAGAAAAACTGCTGGAACGTTCTCGTAATCTTTCACGGGGTGGTCTTCAGGTTGCA
TTTAGTGCGTTTGCGACATTATTTTTTTCCAAACGTGATTCCAGGAAAAATGGACCCGCT
GGACTTTCTGGAATCTGCGCAACTCCAACAGTTTTTCCACTCTCGTAAAACTGAACTGTC
CTGCCTGGAAAACCCGCAGACTTTCCTCAGCCAGCTCAGGGATTACAACCTCATCCCGGA
AGACAGGTACAAGAAAGTGATCAAAATGAAAAGCAAAGATAGGAGGCGAATGGCCATCTA
TGAATTCTTAGACTGGATGGAGAGGGAGAGGTCAGAGCACATCCCTTTGTTCTGGAGGTG
TGTCTTCAAGGAGATCATCTTAAGCCAGTACCCCATCTTTCGACTGATGCGCAACAGCCT
CATGGATGGATCTTTTCAATTCGACGAACGATTGCCTCCAACTGTGGAAAAAGAGGAAAA
AGGGATAAAGGAAGATAAGGAGGCCAGATCAGCCAACATCAAAAGGAGAAGAAGCAAGAG



CACACGTGATGATGAAGAGCAGCTTGCTACATCATCCCAGATGACTCCACA
>BJ732721 ID   BJ732721   standard; mRNA; EST; 755 BP.
TTTGTGCGTGTATACATGCTGGGAAAAGACTGGGACAAGATGAGCAGGCAGCACTGAGCC
GAGATTGTGCGACCAGATCTGGAACGGGAGGGAGAGTCACAGCAGCAGCTGCTCTCCTGC
ATTAAGGGACTCTCACTCTGACAGAGGACGATCTTGGGGCATATTCAACAGAGGACGTCC
AGTGGCGCTTTTCGCTCAAACCCTCCGCGCAGTCCAGAAGAAAACGCTGGATTGAGGTTG
CGTCTGTTTGTGTGTGTTTCCCGCATCCCGTCTTGGAGCAAGGATGAGGATAAGGGAGCT
TTCTTTACGCCAGGATCCTGACCTGAGGAAGGAGCTGGCCCTGCTGGCACGAGGATGTGA
CTTTGTTCTGCCTTCTCGGTTTAAGAAGAGGTTAAGAGCCTTTCAACAAGGACAGGCCCA
GGTGAGGACGGAAGTGCCGGTCACCACGGCCCAGAGTGAAAACATTCCCAAGTTCTACTT
CCCACAGGGCCGGCCCCAAGCCAACCTCAACATCGACGGCCTCATTTCCAGAATTGAGAA
AACATTTTCCCAATTTCCAAATGAAAGGGCCACCATTGAGGATATGGGGGCGGTTGCCAA
GGCCTGTGAGTGTCCCCTCTACTGGAAAGTGCCATTGTTCTGCTTGGCTGGAGGCGACAG
GACGGGTTTCGTGTCTGTTCACAAGTTTGTGGCTGTGTGGAGAAAAACTCTGCAGACCTG
CCACGATGATGCTTCTAAATTTGTGCATCTCTTGG
>BJ732728 ID   BJ732728   standard; mRNA; EST; 380 BP.
GTAACAGTCACAGCTTGTTGCCACCCCCCCTCACCACCATCCCCGGCTCATTGTGCGGCC
CGGTGAGGGGTGGCAAATACAATGGCGGCATTGACACAGGTGATCCGATGCGTTCAGCCA
GGAGTCTCCGTCCTTGTTTCTCTTTTCATGGCTGAGTAAAACATCTTTGGGAGGCTCCAG
GTGGATACCTGTGCAGGTGTTGGCTCACAAAGGTGAGTGGAAGTGTTCGTGAAGTCCTCT
CCAGCAGAAACGGCGCCCTGGCTGGAACAGACACTGCCTTATTTTGCTTTTAAAGTCCTG
NNGGCATCGTCTTCTGATCTATTGTCGAAGAATGGTCTTTTCATTACGATGATCTCCTTT
TTCTAATACCGGTGTCGTTT
>BJ732734 ID   BJ732734   standard; mRNA; EST; 678 BP.
TCCAAGCTCAGAGCAACCGAAACGACGACCAGCGAGGCCTGCTGAACAAAAGCCACCTGC
AGCTGCCGGACTTCCTGCGCCTGTCGCCCGCGCCTCCCGACTTCGGCTCCTCCACCCCAA
ACTCACGCAACCCCCAGAACGGCGGCTTCCCCGGCAACGGTCGTCGAGGTAACAAGCCGA
ACGGCGGCGGCGAGCGAGGCCTTCTGGGTGGCGCCCACCTGCTGAGCGCGAGCCATCACT
CCCAGAGCCTGGACTCTGGCATTGGCCCCGACAGGGACAGAAAAACCAGGCCGCCCCCTT
CGTTCCCCACCACCGTCTCCCCCATCCGCCCCACCCAGCCCACCCGGCACCAGGACACGA
ATCAAATGCCGGAGGAGGACGCCATGTCTGATCTGACTCTGGTGGGGGAGGGCGACATTA
ACAGCCCGAACCTCCACTACATAACCCCCTCGGCTCTGCCGTGNACGTCCCGGCCCTCGG
ACCGCCAACCCAGCTCAGGTACTCCCCCGGTGTGAACTCTTGACCTCTCTGACCTCTCAC
CTCCTCCTCCTCCTCCTCTTCTTCTACCTGAGTGAGACTGAAGACTCACCTGTCCGTGTG
GAGCTTCTCTCTGCCCTCCCCTCGTGAAAATGCATCTTTCCTTCCAACGACCAGAGAANA
AGCTTCCGTTTGGTGACA
>BJ732739 ID   BJ732739   standard; mRNA; EST; 335 BP.
AAATATTGACAGTCAAGTTTGATTGAAAACTGTGAATAANGAGTACTAATTGGTCGGTTT
GGCAGGTTTCCCTCCTCCTCTGCCTTTTTCACTTTTTTTTTAAAGGTCNGTCACATCCAT
NGTTATTATTACTTTTTTGTAACGTTTCACTTACACGCACACACNGGTAAAATTTGNGGG
GGATAGATTATTCCCTTCACCTACAANGCAACTGACATCCANAAAGCAACACTTATTACA
ATATTTTTCACACACGGTTTCATTTTTTTTTTGGGGTTGGTTTTTTTTNCTTTTNCGGCC
CAACAATANCAAANAGGANCAGGGCAAAAAAAAAA
>BJ732742 ID   BJ732742   standard; mRNA; EST; 680 BP.
AGGACACAGTGGACGGGCTGAGGTCCAAACGGAACAACCTGTTAGCAGAATCATGCTCCT
ACAAAATCTGGGAAGTCTCAGTTTTGTCCCCTGTTGTCCTCCACAGCTCAGGCAGATGCA
AACGGCCAGACTCCACGTCTGTAACAAGTCCTTTCCTGTGTTTGAGCATCATTAGTCTGT
CATTGTTTCCTGTAACAGTGATAGTCAAACTCCTCTTCAGCTCCTTCCTTCAGTTTATCA
TTACAGAATCGAGGACTCCAAATCCTGATTCTCATCCCGACAGAAAGGGCTCCCCAGCTG
AAACACTTGGACCAATAAGCGGGACGTTTTCTAAATGCTGATGGGGATTGTTTGGGATTT
CACAACAGGGATTGACTGGAAACAGCTGCCAAACGGGAGCTTTGCTGGTGTTAAAAAAGG
GTTGCATTTATAGCGTTACATATCCAAGTGTTTAATTCAGGAAACAGTTAGCTGTAAACA
CTAAATCCAATTCAGAAAATCTTAGACTAAACAAGAGAATGTGTTCAAATAACAAAGATG
GAAGTCGTATTTAAATGCTGTTTTGCTTGTTTTGCCCGACTCCTCCATTGGAAAACGGAG
AACGGCACTTTCTCTTCTGTTCAGATGATTTTGGAGTAAATTAAATGTATTGACATTGAG
AATAATTTGAAGCCTTTTTA
>BJ732751 ID   BJ732751   standard; mRNA; EST; 737 BP.
TATGACTCATTGGTTGCGCGCTAACCCGTAAATGTGCTTTTCATGCGTCTCTAAAACAGT
GTTGTTCGTTCTGAGATGGACCTTCCGTGCGTTCGGTGGCAAGATCACATTGTCCGGAAA
TGGAGTTCGCTTCATTTAGGGATGAAGAAAAAATTTGAGTCCTTGGTTGATGTTGATGAT
ATTTTCAAATGTGTTCTAAGCCAAACAACGGTGACGTAGACTTTATGAAGTCAGTCTCTG
AAGGATACTCAATGAAGAAGGACGCTGAAGAAGCAGTTAAATACAGGGAGAGGGGTAACT
CCCACTTCAAAGCTGCTGACTACAGGACAGCAGCTCTGCTTTATTCACAGGGTGTTTGTT
TTGCTCCTTGTTGTTCAGAGCAGCTGTCTCTGTGCTACGCAAACCGCTCTGCTGCTCTTT



ACCATCTGAAGCATTTCCAGGACTGCCTTGATGACATTGAAAGAGCTTTGAAGGCCGGCT
ATCCATCTCATCTAGCACACAAACTACAGGAGCGTCGCACAATGTGCCTAAATCAACTCA
GTAAAAAAGCTGCTGAAGATGAGCCTAGTATGTACACCAACAGAAAAGCCAGGACATCAG
CTTCAAATTTGGGGATTTGTCCTAAAGTGGCCATTGAATACAATTTGGAAAAAGGCCGCC
ATCTGGTGGCAGTAGAGCGAAATAGCACCTGGAGATGTGATCCTCACCGACAGGCCATAC
AGCTTTGTTCTTATTCC
>BJ732791 ID   BJ732791   standard; mRNA; EST; 731 BP.
AGTATTTTACCTGAAAACAGGTGTGAGGAAAAAAGAAAGGAAAACAAAAAAGTTCATTTC
CTACGTGGTCGCTTGGAGAATAACACACGTGTGGTTTCTTTATTGTTAAAGCATTGCAAC
AATTCTAGTCTGGTGCTTTAGTTCTAACAGTGGATCCTTGTAATTAATGGGTTCTCTCTT
TTCACATTGTGTAATGATGGAGCACCAGAAAACATCAGAGTCCAGTTGGACCTCTCCCTC
TTTCTGTCTGACATGAATACTTCCCCCTGCTTGATGTTTTTCTACTATGATATGCAGGCG
GCGTTTATGCAACGTGGAAAGGAAACTGTAGGCGACTTTAGGAGCTCCTAATAGAAATTC
ATGCTAAACCGCTGCATCGAAGTTTGGGAGCACACTTTTGTTCTGGATCTAGTAGCTTCC
AGTACCTGTCTGGTCCAGTGTTTAAATGTGCTTTCAGTGCTCAGCAGGATGAGCTGCCTC
TTTGTTTTGCTAATGCGCAGACTAAGCTCGCATTGCAACTGCAACGGTGAATTAAAAGAC
GTAAGCACGATCACACGATTCACATTATTGGAGTCTAAAAGGTGGATATACATTGACAAT
GATAGATATGTTATTAGACGAAAAAGAGGTTGAATTGTTTGAAGGAAAATTTTTGAGATT
CCAAATCCCCCCTAAAATCAAAATAAAATATATATATATATCANAATGATTTTGTAAACT
TGAATGTGAAG
>BJ732800 ID   BJ732800   standard; mRNA; EST; 472 BP.
ACATTCATCAANNGACTGNANAACGCTTACTNAANACTTCNGGATGCCGTCAGTACAAGC
GANCNGGGACNGGTCACCNAGGAGCTGGTTGACAGCGTGCACAACCGGCCTGAGTTTCAN
GCCGTCGTCNAGGTCGCCTCTGGACTGGGCTCANANNCNGCTCCCNTAGTGGACCGGNCC
CGTTCATCTCTGTTGGGTTTGTACGANCAGTACCTGCGCCCCCACGTTGGTGAGTCCTTG
AGCTCCGGCATCGACCACATCANGATCTACCTGGATCAGGTCATGCCCGCCGAGTGANNA
AGATCACCTGGACAAGAANAGAAGCCCTTTGTTAAATGATAGTTCATAGANTTTNGACCA
CTTTNGACNANNANGAGCGAANCACGATGCAANCTNNATTTCTGTCCACTTTATTTTTAA
ATCAAGATCCTCACCAAGTCATGCTGAGTCATGCTGANCATGGCATGTCAAC
>BJ732802 ID   BJ732802   standard; mRNA; EST; 341 BP.
AAATCTTCATTGTTTTAATACTTTTATTTGCTTTGTGTGGTTTGAAGAATTTACATTACT
TTTACTTTTTTTTTTACNGTAATGACAATAATATGAAGACTTGCACTTAATAATGCATCA
NACTGCTGAAAGTGGGGGGNGTCGCANCANANAGCTGTGACAGTGTATGGNGTATTAGCT
ACTTANAANAAAATCATTCAAACACTGGAATAACAAAGACNGGGATTTGNGTTTTTGAGT
TTCAAAATACGCACATTCAATCAAATGTATAACCAAACTCCAAATATTGNGACGNCNGCA
GATTCCGAANATTACAGCTAGNGTTTTTTTTTTNCTNAACA
>BJ732808 ID   BJ732808   standard; mRNA; EST; 725 BP.
GCGCGGCGGCTGATCACGCTGGTGGACGCGCTCTATGAGCAGAAGGTGCGGGTGGTGCTC
CTGGCTGATCATCCGCTGGAGGAACTGTTTGTCCACGAGGAGGGGGCCGGTCACGACGAC
AGCCACGCCCTAATGGACGACCTGGGCCTGAAGCGGGAAGAAGCCAGAACCCTGTCCATC
TTCAGCGGCGAGGAGGAGCGGTTCGCCTTCCAGAGGACGGTTTCCAGACTCACCGAGATG
CAGTCGGAAGAATATTGGCTTGAAGGAGACCGGAGCTCCAAACCCAGGGGCTCCCACTCG
GAACCGAAGAACTCCTGAGAAGGTTATCCTGCAGAGACCATGGCTGAACGTTGGTCAGGA
CTTAGCACTTTATGCTTGAAATCTGGGATTTTAAAAGCTGCTAGAACGTGTTCAGAACAG
AATCGGATCAGAGGAACCACAGACGGAACCAACAGGATTCAGTTTGGACAGCTTGATTTT
GCTGCTGAGTCTCTAAAATATTTATCTGAAAATCCTTTGGTTTGTTTTATTTGTTCCTTA
AACAGACTGATGTGCTGAATCCTCAGTGTTGCATTGTGGGAAAATGGTTCCTGGCTCGTC
TGCCGTGATTTTGTGTCCATCGTCTCAGAAAGACAAACACTCTGGTGAGCAACTGGACAA
ACTTTAGGATGAAAGAGGAAAAAAGTTCTGGTCCGAGGACCCAAAGGGCATTAAAAGTAC
CGAAG
>BJ732815 ID   BJ732815   standard; mRNA; EST; 728 BP.
TGATGTCACAGTGATTTGAAGAGAGACACGGCACTGTTTGGTTGGCTGTTATTGTGAGTA
CGCTGACACGGCTAACGTGTCACATTTATCTATTTTGAGGTTTTTATAAGGCTAGCTGGC
TGGCGGGAGAGCGGCAGCAGCAGGGAGTCAGGAAACCTCCCCCTTGCCACCTGCTTGGGT
GTTTTTAATATTTTGTTTCATCAATCTCTTGTCTGTTTTTTGACGAACATGGACTTTTTT
ACTCCTAATAAGTGGCATGCTTACATGCTGCTCTTTTTTGGATATTTTCTACCGTTCGTG
GGTCTGAAACGATTATTGTTCCCGCGATTCGCTCTTGTGGCCTGGCAATAACAAAATGCG
TTATTATTGCCAATATTATTTTTCAACAGAGCTATGGTAACAAGATGGTTTCCCAGCTAT
AGGATCAATAATAGTCTATAAAGTTCTATCTTCATTTAGTTATAAATATATGAGCCTCGA
TATGCATGCACACTTTGTTGTGTCAATGTTACCGAACTCGATGTATATGCCTCTGACCCC
ATGATGTATTTTTGACAGCAACTTAATGGGAAATTCCGTATTCAAGACTAAGACGGATCA
TATTCAAAACAGACATGTTAAACGGAAAACTAAACTCTGTATTCATATATTTTTGCATAC
GTTTGTATATATATATTCTTGTCTTTTTGAGAGTTACCGTACCCCGTACAATTGGAAATC
CTTTTAAA



>BJ732817 ID   BJ732817   standard; mRNA; EST; 698 BP.
ATATCAAGCCAGCGAGGCCGCTAAGACTCCGCGTCTGGTCACTCAGCTTCACTTTACCAG
CTGGCCGGACTTCGGTGTTCCTTTCTCCCCCATCGGCATGCTAAAGTTCCTCAAAAAGGT
CAAGGCAGTGAATCCGCCCTTTTCTGGGCCTATTGTGGTCCATTGCAGCGCCGGTGTTGG
GAGAACAGGAACCTTTATTGTCATAGATGCAATGATTGACATGATGCACGCCGAGCAGAA
AGTCGACGTGTTTGGCTTCGTTTCTAGGATACGAGAGCAGCGGTCGCAGCTCATCCAGAC
AGATATGCAGTACTCATTTGTCTACCAGGCCCTGCTTGAATACTACCTCTATGGAGACAC
AGAGTTGGACGTGTCCACTCTAGAAGGACATCTGCACAAACTGCACAACACCTTTGCAGA
CGGTGACCGGGTCGGCCTGGAGGAAGAATTTAAAAAACTGACCAACATGCGAATAATGAA
GGAGAACATGAGAACGGGGAATCTCCCTGCCAACATGAAGAAGAACCGAGTTCTTCAAAT
AATTCCGTATGACTTCAATAGAGTTATACTCTCAATGAGACGAGGTCAGGAGTTCACAGA
TTATATCAATGCATCATTTATAGATGGATACAGACAGAAGGACTACTTCATCGCCACACA
GGGCCCTCTGTCTCACACTGTGGAGGACTTTTGGAGGA
>BJ732828 ID   BJ732828   standard; mRNA; EST; 660 BP.
CAAGATGTTTGCCAAAGACCTTCTGGCTCAGGCGCGAAACTCCAGAGAGCTGGAAGTGAT
TCTCAATCACACATCCAGCGAAGATCATCTCGACAAGAGAGGCTTGCTGGAGGAGCGGAT
GAACCTGAGCCGGCTTAAACTAGCCATCAAGTACAACCAGAAAGAGTTTGTGGCTCAATC
CAACTGTCAGCAGTTCCTCAACACCGTTTGGTTCGGAGAGACGGCGAGCTACCGTCGCAA
ACACACCTGTCTGAAGATAGCCACCGTCCTGAGCGTGGCCATACTTTGGCCGCTGCTGTC
TGTCTGCTACTTTCTGGTGCCACGCTCGCGCGTCGGCCAGATCATCCACACCCCGTTTGT
GAAATTCATCATCCACAGCGCTTCCTACTTCACCTTCCTGCTGCTGCTCAACCTTTACTC
TCTGGTCTACAACGAAGGCAAGAAGAACACAATGGGCCCCGCTCTGGAGATGATTGATTA
CCTTCTCATCCTCTGGATCATAGGAATGGTGTGGTCGGACGTGAAACGTCTGTGGTATGA
AGGCCTGGAAGACTTTCTGGAAGAATCCAGGAACCAGTTGAGCTTTGTGATGAACTCTCT
CTACCTGGCCACCTTCACCCTTAAGATTGTTGCTCATAGCAAGTGCAAAGATGTGCCAGA
>BJ732829 ID   BJ732829   standard; mRNA; EST; 736 BP.
GTCTCGTCGGCGAACAAACTTTTTTCTTTCTTTCTGGGAGATTGGTTTTGTTTCATTTTC
AATTCGCTAGAATGCCTTTTTTCGCCCCAAATCCTTTTGACCAAGATGTCGAGAAAGCAA
CCAATGAAAACAACACAACAGATGACTGGGCGCTTATTCTGGACATCTGTGATAAGATTG
GAACGACATCCAATGGAGCAAAAGACAGCTTAAAATCCATAATGAAGAGAGTCAACCACA
AAGTGCCTCATGTCGCCATGCAAGCCCTCAATTTGCTCGGCGCTTGTGTTTCAAACTGTG
GCAAAATATTTCATTTGGAAATTTGCTCAAGAGATTTTGCCAGTGAAGTGAGATCTGTTT
TAAGCAGAGCCCATCCTAAAGTCTGCGAAAGGTTGAAGGCCCTGATGGTAGAGTGGGCAG
AGGACTTTCAGAAGGATCCGCAGCTCAGCCTGATTAGTGCTACTATAAAGTCCCTCAAAG
AAGAGGGTATCACCTTCCCCACCGCGTCATCACAGGGCTCCACCACAAAGGTCAGCACAC
CGGCTGTAAGCAAACCATCAGACGATGACGACCTTGCCAAAGCCATCGAGCTGTCCCTGC
AGGAGCAGAAGCAACAAGCAGAGACACGACCTCTAACCTCTGACCCACCGAGCTACTCTA
ATGGTGGTGGAGGGCAGGAGGTCCGGAAGGTGCGAGCACTTTACGACTTCGAAGCAGCTG
AAGATAACGAAATGAC
>BJ732882 ID   BJ732882   standard; mRNA; EST; 635 BP.
CATCTTTGCTCCAACACCAGCACATGTGAGGTGGAGGTGGGGCGTTGACGTCCTCANAGA
AACTGGTACCCAAAGAGCGCAGAGGAGACTGCTTTTTCCACTAAAGTTGTTTTGCAAAAA
TGTCAACCTGACAGAGTTTCTCCACCAGAGGTGTAGAGACGGCAGGACGCAGCGGAATGG
GGCACCCTAGGGTGCCACTCTCCCACAAACCTGCAGGAACGCACAGGGATAAGAGCGTGT
CCAGTCGACTGCAGCCCTGCACGCCCAACGATAACTTGAACAATGCACTGGGTACTATCC
GAGTTCTTGGGATCGAGCTGATTGAGGATGAACTTAAACCCCACCTGAACACCGTGCTGA
CAAACATTAAAGAAAGGAAGAAGGGCGCCGCTGANCAGGTTGTCATCAGTGGGATTTTGC
CAATCTTGGCCCTGTCTCTGCGGAGCAGAGGACCGCTGACGTTATTGACTGCACAGCTGG
TGGCTGAACTTGCCAAAGAATCTGTGGTCCGTAAAGGATTTGGAGACGCCGGCTTGGTGA
CGGCTCTGCTGTCAGTGTTGACCAGCAAAAATGAGGAGCTGCTCATCTACNCTGTAACGG
CCATCTCTCGCATGTCTTATGACAGCTCTAANCAG
>BJ732894 ID   BJ732894   standard; mRNA; EST; 616 BP.
AAGTGCAGGCTAATAAACCCACCGTAGAAGAAGAGGCCAAGAAACAGGAAAGGGAGCGAA
AAGAAAGGGAGGTTAGGAAGGAGAAAGAGAGGGAAGAGAGGAAGAGGAGGCCCCTGGAGA
AGGAGTGGGTTAAGCAGAAGACGATGGAGCAGAAACCCAAGGAGAAGAGGGAGAGGAAGG
AGGAGGAAAGAAGGGAGTGGGAGAGAAAGGAAAGAGACAGGAGGGACTGGAAGAGAGCCC
ACAATGACAGTTCTTCAGGGTGGAGGTCCTCCCACAGGTCCGAATCTATCAAGCAGAGCT
CCAGAAGAGACGATCGTCGCAGTGCACCGGCCAAAACCACAAAGGTGGTGGTGGTGGAGG
AGGAGGAGGAGGAAGAGAACTTTCCATTTAACCTGAGTGACTTTGTGACTGTGGACGAAG
TGGGAGAAGTCCTCGATCTTCCTGTCCCTTTTCCTCCTGCTGTTCCCCTGGAAACATCNC
ANGATGCCACCTCCNCTACTGTTGAACAGGAACCTCCTGAGGANAAACCCNNNNANGCTG
ANNANAGACTCGTGAAATCTCCTGANACCNANTCNGAACNNNCCGCCGTCCTGTCCGCTC
ANACTTCNNATGGTTC
>BJ732899 ID   BJ732899   standard; mRNA; EST; 746 BP.



GATGGCTGCCTCCGTCTCCTCTCTACAGTGCGCCCTTCCTCAACGGCAGCCCCCAGCCCA
GCAGTCCTCAGCCGTCCCTGGGAACACAGCAGGGTCCTCTGGAAGCCCCCCCACGCAGCT
CCTGGCTTGAAGATGAACTTCGGGGGTTGGGCGAAGCTGCCATCCAGCTTGGAAGTAGGA
TAGAAAAGAGCCTGCAGGACTTTGGCGAGGGTTTCAGACAGGACATGAGGACCCTTGTTG
CTTCACAAGAAGCATTAGCGGTCAGTCTCCAACAAAACAATATCCTGTTGCAAAGGCTTC
TGGGAGTCCTGGAGGCCCAGCAGCAGCAGCAGCCGCAGCAGCATCGTGTACAACAAACCC
ACCCGCCACAAACGCCTCAGCACCACTTACAGTCCACCCAGCAGCAGCTTCAGCACGCGG
ACTCCCAGCAGCACCTGGACACGCCTCCACAACACCAAACGCATCTGCAGCTGCACGTTC
CCAAGCACACCAACGACAGCCCCGCTGGAGAAGACGCGCCTGCACCTTCGTCTCCAGAGA
CACACGACACCTTTCCCTCTGAGCGAACCGTAGACTTATCTGGAGATGCGCCGAGACCGC
GGCGAGGAAAAGCCATGGAGCACAGGCGCAGGAAACGGCGCTGAGGAGAACCTTCTGACA
GACTCAAATGACAGAACTGATGTTTGAAGGGCAAAATGAAGCGACCCTTTCTTGATTTTT
TACTGATGGTACTACTTATATACAGT
>BJ732926 ID   BJ732926   standard; mRNA; EST; 739 BP.
GACGCACCGCAGACGCACCGCAGACGGACCGCAGACAGACCGGTGGATTTGCTATTTACA
AAGCATTTTGCATCAGAAAGGAGTTTAACCTGCTTTACTGACATGATCGGTTCAGTGAAG
AGCACGAAAGCCGTAGTCACATGCACACATATGGGGGTGTTGACTGCTGGATTTGGGTTG
TCCGTGGGGGGGTCATAGAGAGGAGTGGCAGATGAGTCTTTTAGCATGGCCACCTTAAGG
CACATTGTGAAAATGGAACGTCCCATTGTTGCTCCACGCGCTGAAGACGGTGTTCTTACG
CCAAACTCTAGCTGTTGGCTCCTTATTGAATGCACACGAATGCACACTCGTCTCATTTCC
CCGATTTCCTCAATTCAGGCTGCAGGAAGGAGCGTGCACGTATCACGTGAACGGCACTGG
CAAACCCCCCCACAGACCGTCCGTTTCCACCCATAAGGTAATTGTGACTATGGCCTAAAG
CTACGATTACACGGAAAACCAGGATCTGGAAGGCGCTTTTGAAGGATGGAGGCGGTGCAA
AACGTCAGCAGTTTTTCTTTCTCAGCTCTATTCCGATGAATGAAAGACGTTTCATTCCAG
CCGGGCACAAACTGCAATTGTTTACATCAAACTGTCGGTATTTTCATGACTTAAAAAGGA
CGCCGTCCAAACGTCACCCCCACATCGGAGTCCCTGATTGGTCAAAGCTCCACTGGTTTA
ACTTTTAACAGTCAGTTGA
>BJ732936 ID   BJ732936   standard; mRNA; EST; 749 BP.
AGACAGGGGTCAGCACCTGGCACGATCCGCGGATACCTCGGGACCTGGCCAGCGTGAGCT
GCGAGGAGCTCGGCCCTTTACCTGTCGGCTGGGAGATCCGCAGCACCGTCTCCGGCCGCA
TCTACTTTGTCGACCACAACAATCGAACCACACAGTTCACAGACCCACGCCTACACAACA
TCATCAGCCAGCAATCCCAGGCCAAGGAGTCATCCCAGGTCCCCCAGATGGATGTGGGGG
TTGAGGAGGGGGGAGGCGGAGGAGTGAGCGGGAACGGAGGAGGCGACGGGGAGGTGGCGG
CGCGTTACGAGAGAGATCTGGTGCATAAGCTGAAGCTGCTCCGCCACGAGCTGTCGCTGC
AGCAGCCACAGGCAGGACACTGTCGCATCGAGGTGTCCCGAGAGGAGATCTTTGAGGAGT
CATATCGACAGATCATGAAGATGAGGCCTAAGGACCTGAAGAAACGGCTGATGGTGAAGT
TCAGAGGGGAGGAGGGCCTTGATTATGGTGGAGTGGCGAGGGAGTGGCTGTACCTGTTGT
GTCATGAAATGTTGAACCCCTACTACGGCCTGTTCCAGTACTCCACGGACAACATCTACA
CCCTGCAAATCAACCCCGACTCCTCCATCAACCCTGACCATCTGTCGTATTTCCACTTTG
TGGGTCGTGTGATGGGCCTGGCAGTCTTCCACGGTCACTACATCAACGGTAGCTTCACGC
TGCCATTCTACAAGCANCTGCTGGGCAAC
>BJ732939 ID   BJ732939   standard; mRNA; EST; 556 BP.
TCTTTTCGTAAAGCTTAAAATAATTACACAATAATTCAATCTAAAACACCTTAAAGATGG
ACGTTTAGCATAAAGAGCTGTGTCTAAAAGCTGCATGAAGACAAAACAAAACAGGAAACA
CAGATAATTAAAGAAAAACACAGCCAAGAAAGCAAAACATAGAGGCAGGAAGAACAAATG
AAAAACAGTTACCGGTAAGTAAAAAGCACTTAAAAAAAAAAGTTTTAAAAGTTCGACTAA
AGAAATAAGGAAAAAAAAANCAAANGCTTANGGNGAAGNCCANCGTCAAAANGCAAAGCT
GTCNCAAANGCCTAANGCTGCANCAAATTACTTCANGNGTTAAACAANGAANCATATCTG
NGAGTTTTTGATTTNCAANCTGAAANCTGAGCANCTTTAAGGGACNCTTTTCANAAATTG
NCNGATATCCAANCNTTTCTTTAGGACTCAGGAGGCTCNCATGTCANCTTTCTGTTAGGA
CCAAGNGNGATNTTGATCAAATTTATGAAATATNTNGCTAAAAAATAANGGTTTAGGTAA
ACAGCAATTTGGAGAA
>BJ732948 ID   BJ732948   standard; mRNA; EST; 730 BP.
AAGTTTTGCTAAACATTTGGTCCATCTTCCCCAAATGGAACCCGCTGTGAACAACCAGTT
TCTTGAGGATTGGCCTCTTTTGTCTGACTCTTAAGCCATGGACACTCCGGGCATTCGGCG
CGCTGAACATGGGTTCTTGCCCGTGCATTTAGCCCATGGTGTTCACACTGGACAAGCAGG
GAGCTGATTCATCTTCTTCTTGATGTTTTTCTACTGTTCACTAGCGCAAGTCCACCACCT
ACACTTGGAAGAGGTGTGAATGTCCAATTGGTGCAAATCTTGTGCATTTTTCTGTCTCTA
TTCCGATGTACGAAAGATTTGGTGTCGTAGAATTCCAGTCGGGCAAAAACCGCAATTATT
AATCAATTTTCAAATAGTTGGCTCTTCCATGATCTAAAAGAGACGCCATTCAAACGTCGC
CACCGAATCAGAGTCCTGATTGGTCAAAGTTCGACTTTCAACATGCGTTCAATGGCGGCT
AAAAACGCTTGTGGAAACTGACATAGTGAGTCTTGATTTACATCAACTTTTCATTGGAAT
TGGTGGCACGAACGCTCGTTGCTGAGGGCGATTGTGAACGCAGCCGTAGTTTTTTAGTTA
AGCCATTTTAACAGCGAAGCTTTAGCTCCAGTGTTATTTTGACTCGTCAAGCGTTTACGC



AATCAACGGTTCTCGGGCAGATACTGACACCCAGAAAAGCGGCTTTGCACTGTCACGCAG
CGCGGTGCAA
>BJ732954 ID   BJ732954   standard; mRNA; EST; 415 BP.
ATGATTCTTTCTTTTCGTTTCGTGTTTAAGCCNTAGAAGTTGATCACATTCAGAAAAGCT
CCTAANAACAGGTCATATGTTATATGAAGCCATAAGATTGAAACATGTTAAAGCTCCAAA
AATCTGTAGTGNGGACTGAACCAAAGACAAACGGGTGCAATAAGGAAATTCAACGACATT
TTGTTTTTATTTATATTATTTTAAACTTGTATATTTGTAAAACGTCATATTTATGTATTT
TGCTTTAAATGTTGGACTTTTTTTGTTAAGTATCNGTGAAGAATTTTTGAAGGAACTTTT
TTGTTTTTTTGGCTTGTTTAAAAATGCAAAATATGTTGATTTTCTGATAAAAAGNGGGAT
TANAAGTGTGTTGTTGTTTTTTTACCAAATAAAGTAAAGTGAAGCAAAANAAAAA
>BJ732957 ID   BJ732957   standard; mRNA; EST; 757 BP.
CTCAGAGTTGAGGCCTGTTAAGGGCTTATAGGAAACCAGGAAATAGCCTAAAACATAACA
TTTTATTCTCAAAACATGGCACACTGGATTATTTTTAATGAAATTTTTACAGCGGGCGAT
TTTTTTTGTTTCGGCTTTTGATGCGTTTTTATGATCACTGGGACTCAGCTTAAAGCACCG
GACTCGAGTGCAACCCCTCACCAGCTGGTGGACAAGATTGGCAGCTCGCCTCACAGGAAA
GTCCGGGAGAAGCCTCAGCTCTTCGTTGAAGACGAATATTTTTTCGGAGGTTGGACTATT
ACGAATTTCAGATGTCTGGAATAGTTTTTTCTCTGTTAAGAATGATTGACTTGTTGTATT
TATTACGTCTTTTTTTGTTTAAAATCGTTTGGATAGTGTTAGGCCATGTTGCGAAAGCAG
GCAGAAATGCTAAGGTTTTGGCGGTCGAGTAATACTTAGTAGTACTTTTGTCATTACACA
GCGACATAACTTATAACTAAACATGTTATCTTTAAAACAAATATTCAGCTTCTATTTTTA
AGTCTACTCTTCTTTTTGCAGATATATTATACTTTATTTGCGCTAGCAATTAATTTAAAT
AGCTTGGAGTCTTAACAATGTCGATAAATATATTATTTTAAACATTGACTATTATGCCTT
TGATTGTAAATTAGCTTAATTGTTTAATGTATTCGAGTTGTTTTATTTATTAACAATAAA
TAAGGCCTACACTATATCTCGTACTGTCGAGGCCTGA
>BJ732965 ID   BJ732965   standard; mRNA; EST; 707 BP.
CCGGTCTCAGCGGGCTCCGGTGACCTTCGTCGTGGCAGGAAACCTCTCGTTGCTGCACGC
CGTCACCGCAAGAAGCTGAACACTGAAAACAGCACAGCTGGTTTTAAGCACATCCTCTCT
GACATATGGAGCACATCTGTTACTCTGCGCTCGGGGCAGCTCGAACTGAAGAAGCGGAGG
GGAAAAGAGACGTGCAGAGCATAGGAAGGGAAGCTGCCGTAAGCCCACTGAGGACATGGA
CCCGACTCACAAGACCGCTGCTCGTTGGGTCGGCTGCTGTCCTCACAGCTGTTGGCAGGG
TAACCATTCTCATCCTGGCACACCACCACCCGTCGTTGGAAGCCTCCTGCACATGTGCTG
GAGCACTGTTGTTACAAAAATATACGGGAAACTCTTGAGGAAAAACGTTCCGTTCCGGGT
TGGTCTGGTAAAGCTGGGGCATTTTTAAAACTCAAAAGAAATGAAAATGTTTAATTTAAA
ACACAACACAGCTATGACAAAAATATTTCAAATGAACCACTTTACTTTTGTTTACAAAAA
ATGAGTCCACTTTGTTGTGATCCATGCTACAGGTCTGATTAAAAGCTGTGTGCTAATTTA
TTTCTAGCCTAGAGGAGACAATATAAGTTTGAAAACAAGAATTTTAAATTCAATATTTAG
AGAATCCAGAACACTTTGGCACTTTAGAACAGTCAATATTGAATAAG
>BJ732995 ID   BJ732995   standard; mRNA; EST; 738 BP.
TTGTTCAAAGGTGCGTTCACTGACGCTGGACTCATGGGAACCAGAATTGTTAAAGTTGAT
GTGTGAGCTTGGAAACAGCGTCATCAACCACATCTACGAAGGGTCGTGTCAAGAGCAAGG
CCTGAAGAAACCGTTTCCTTCCAGTTCAAGGCAAGAGAAAGAGGCCTGGATCAAGGCAAA
GTACGTGGAGAGGAAATTCCTCAAGAAGCTGGGCTCCACAGCGGTCCTCATCAACGGAGA
GAGGAAGCGGGAGCGGCGGTGGAGCGTGAAGAAGTGTCGCCGGCACAACAGCGCCACGGC
TGTGTCCAAAACGCGGCGTCGATACCAGCAGGAGCACGGCAGCACGTCTCCCTCCACCCT
CTCTGCAGCAGCTGCTAAGTTCAGACGAGAGTCGCTGTTTTGTCCAGATGAGCTGGATTC
TCTCTTTTCCTACTTTGATACTGGATCTGGACCTCGAAGTTTGAGCAGTGACAGCGGCTT
GGGCGGCAGCACGGACGGCAGCACGGACATCCTGGTGTCCGGCTCCGTGGTGGGCCGAGT
CGCGGAGGAGGAGGATGAAGTGTCGGAGGACTCGAGCGGCGAGGCCGAACTGGAGGCGGA
GTCAGAGACGTGCGACCCGGAGGACACGAGGGAGCTCCATCCCGGGGAGCTGCTCTACAA
AGCCTCCAAGGCTCGGAACCTGCCGCTCATGGCGGAAGCACTCGCCCACGGGGCGGATGT
TAACGCAGCCNACGACGA
>BJ733000 ID   BJ733000   standard; mRNA; EST; 781 BP.
TCATTAATGCGGCAAAACGTAAAAACAGCCCCTCGCCTGGTGCACTAAGTGGTCACAGCC
TCCCCATGTCACCTCTGGGAACCTCCCACTATGACTGTCACAAACCACCCATCAGTCCCT
TCCATTCCAGAGCTTTGGGAGCACAGTCTCCAGTTTTCACCAGCCCTCCTCCCACTCCAA
CTCAAAGGATCTGCTCACCTGTTCGGTTCTACAACTCTCGCTCCTTGACCGACTCGGATG
CCTCCATTGAGTCTGAAGATTCAGGGCTTCGGTCCCCCGGCTTAAACTCCTACAACACCT
GTCCCCGTGGTTGGGGAGGTAGTCTGCGGGTCAAGAGAAGCACCATCTCCACTGACCTAT
GAGGGGGCTTTCACAGGATACAGTTTTTGTAAACACTTGTGACATTGAATTAGCCAGTTA
AAGATTGATCTTATCAAATTGCAAAGTCTATCATATACTTTCACCTGAGCTGTATTCCAT
GCTTCTGTATTATCATAGGTTTAGTATTTCATACGGCTTATGCTCCTTTATGGACTGAAA
AATACGTGTTTCACAGTAAACACTTGATGTGGCTTGTGCGCTACTCACAGTTCCAAAAAG
TGCAGAAAACCTAATAACCAAAGCATTTTAATTCACTTTGAATATGTGTTGAAGTTTTTC
TTGTTTGAACAAACTAACTTTCATTCATTCAAAGAACTCACTATTATTATGGGTCATTTA



GGGATTATTGTGTTTGTTGATCTGATGCAGGTCATGACAGGAAGTCTAGGAATATGCATA
T
>BJ733013 ID   BJ733013   standard; mRNA; EST; 354 BP.
GTATTGGTCAGTGCTGCTTTGGATCATACATAATCACATGGGAGTGTGTGAGCTGTGTGG
ACCAGACCGTGTATTTAATTGGAATATCACGCAGATGAGAAAGCTGCTGCATGAACTTAA
ACTTTAAATGAAACTCTGAACTCCACTCTGCTAACAACCAGCTTCTCCATATCCCCCTGT
TCTTTACAGAAAAGAGCTAAGAGACTTGAAGGTGAAACTATTTATATCAGACATAGCAAT
TTAATGCTGGAGGTTGGTATTGTGACTTCAAAGATAACTAAGTTGCTGTTTGCTGTGTTT
GTGGCTGCATGAATGTTGTGTTGAACCTTTGCATGTCTTTTTTTTTTTTNGCTC
>BJ733018 ID   BJ733018   standard; mRNA; EST; 639 BP.
CTGCTCTCTGTCCTCTGTTTGCATTTAAAAAAAAAAATAACAACAAAAATCANATATTTA
TCCGCTGGATAGTTTTATTTACAGGGAGCGGCTCTTCTTCGTGGACCATGGGGAGCTGTT
TGACCGTCGGACCAAATGAAGCCTTGGTGGTTTCTGGTAGTTGCAGTGACGGTAACAAGA
AATCCTACATCATTGGAGGATTTGCATGGGCTTGCTGTTGCGTTACTGATGTTCAAAGAA
TAAGCCTGGAAGTCATGACTCTCAACCCTCTATGTGAAAGTGTGGAGACGGCANAGGGGG
TGGCCATTACGGTCACCGGGGTCGCCCAGGTGAGAGTCATAACGGAGCACGACTTGCTGG
CTGTGGCCTGTGAGCAGTTTCTGGGGAAAACAGTANATGAAATCAAACTTGTGCTTCTGC
AAACCCTGGAGGGACACCTGCGCTCCATTCTAGGTACATTGACTGTGGAGCANATCTTTC
AGGACAGGGACCAGTTTGCCAAACTCGTGCGGGATGTTGCTGCTCCGGATGTGGGCAGGA
TGGGGATTGANATTCTCAGCTTTACTATTAAGGATGTGTTCGATAGAGTGAACTACCTGA
GCTCCCTGGGTAANACCCAGACTGCTGCCGTGCGCANAG
>BJ733029 ID   BJ733029   standard; mRNA; EST; 746 BP.
AGCAGGTGAATAAAACATTGGCCTTTGTTCACCTGAAGCTGCTGTTATTTGATGCTCTAA
CGCGTAACAGAAGTACATCACACACAAAATGTTATTCTCTGACATGAACTGTCAATCAGA
TTTCTGCCTAAATCCTGCAAATTGAATTTCATTTCATCTAGATCCTCTGCTTCTTCATCA
TCTGTATTTCTGAGCTCTCCGTCCTCCTCTTCCACTGCTTTTCCCTGGTCTAGTCGTGCC
AACTTCTGCTGTTGCTGTTGGTAACAATCTCTGGCAAAATGTCCACGCTTGCCACGCCCC
CAACATGCCCCATGGCGTCTCTCGGCGCTTCTTTCAGCACTCATGCAACCACTAACACCA
CGCCCTCTGCTGCGCCCTCTAAAACCACCACGACCTCTTCCTCTGGGGCGGCCTCGTCCA
CCTTCAAACATGACATCATTTGCACCCACCATCATGACATCATCCTCCTTTTTTCCTCCG
ACTGCAGGACTTTCCTGCATGTCTGCCAAAATTCTCAAACTTTCAGAAAAGCTTTTAAAG
TTCTCTTCTTTCCCATCATTTGAAGATTTTTTAATCTGTTTACTAATTTTACGTGTCATT
TGTGTCTTTTACAGGTGAAAAGCGTCTATAAAAGCAAAACTAATAAAAACCACGATGGAG
AATTGAATGAAAACACAAATTTTCAACAAAATATAGAGATTCAATTGTCATTTTTGNTTT
GNTTTTTAGAAAAAAACTGCTTTTCA
>BJ733055 ID   BJ733055   standard; mRNA; EST; 253 BP.
AAGCCAAACAGCGCTACATTGGGGGCAAGAACGTCCCCGACCAAAGGGACACCTGAGTGG
ATCTCCTTTGATGTGACAGAGACAGTGAGGGAATGGCTCATGTACCGACAAACCAACCTG
GGCCTGGAGATCAGCGTGCACTGTCCCTGCCACACCTTCAGGCCCAATGGAGATATCATC
GAAAACACCAATGAGGTGCTCGAGGTCANGTTTAAAGGTGTGGAGGCGGAGTATGACGAT
CTGAGCCGTCCCA
>BJ733079 ID   BJ733079   standard; mRNA; EST; 696 BP.
GTTTTCTGGAAGTCGTTCTGATTTGTTAGCTAACTAGTTAGCCGCTGTTACCAGTAGAAA
AGTTATTTCAGTGCTCGTTTGAAAGAGTGTTACTTTTTAAAAGAATAGTTCATCTTTAGT
TCGTTTAATTATGGCTTCATCTCTAACGTTCCACTCATTTTACTATATTTTTCGTCAGTT
TTTGTGGCACAGCTGAGGAAATATCGAAAGAAGTTAGCTTAGCGTATGGTCACAACACAA
GAGCCCACCCCACCAAGATTCTAGGTTTTGGACGGCCAAAGTTTAACTTTACTCCTGGTT
AAAGGGCCTTGTCACTTTAAATGTGCCTTTGCTAACTCATTCAAAGTTCTCCCATTTGTC
TCTGTAGAATAGTACGGTATTTTTACACAAAAAATATTCTAAAAACACAATATCTCTTGT
TCTTTTGAGTTATACCGACAACCACTGGAGTCACATTTTTTTTCTTTACTTTTTTTTTAC
TATCAAGTTTTGTACTCAACATGTCTATCCTTGGATTAAAGAAGAAACAGCCAAAGACTT
TCAAAGTAAAAGTCATAACCATGGATGCTGAAATGGAGTTCAGCTGTGAGGTGAAATGGA
AAGGTAAGGACCTGTTTGATTTGGTGTGCCGCACTGTTGGCTTGAGGGAAACCTGGTTTT
TTGGACTAAGATACACAGTAAAGGACACATACGCCT
>BJ733093 ID   BJ733093   standard; mRNA; EST; 702 BP.
GCATCGATTCAAATGAACTTTCTACCCAGAATTCAGTGGGACACTGACTAAAGCACACTT
CCAAACCGATCTCTTTGGAAGTTTTTTTTCAGGATTTAGTTTTTTTTTGTTTTTGTTTTG
AACAGGCAGGGACGAAGCCAATATACACCTTCGGAAAACCAGATTGNGTAATAATATACA
TTTTCCTTATTCCTAATTACCGAGCACTGCACATTTACTACAACATTTCTCTATAAACGG
TGTAACTGCAGACATTTAGAACATATATTAAGCTCTTTAAAAGGGAGATTTTTACCCTTC
ACAAGTCAAAGCTACGTTCTTTCATTTTTATTTAGCACACTAACATTCATTTTTTGTTGA
CTTGTTGGGGTTGATTGAGAAGTGTGTGTGTGTTTATCTGAATTTATTCTATATATTTAT
TGTTTGAAAAGCGATTTGAGCTAATTCTAGTGTTCTGTATATTTTTCTCCTTTTTTTGTG
GTTTTGTTAATTCTCTCAAATCTGGATGGAGACATGTTGCACAGAAGCACTCGTGCTTTG



AGGAAAGAACCAATCATGCTTATCTTTGGGACATTGACTTGTATCGTTGCATGGGATTTA
GTACCTCATCCGGATGCCTGAAATCTGGTGCTTTTATTTTTTTGGGACGAGGACAAACGC
AGGTTTGGCACAATTCTTGGCAGCATAGTTGATCATTTTGGA
>BJ733094 ID   BJ733094   standard; mRNA; EST; 731 BP.
GCACAGTGGTGTCGCGTTTTGCCTGGGGTGCCCAAACTTTAGCTCTCACTAAAACTGATA
AAAAAAAGAGTATTGTCTTTGTGTCAGACATCATTGCAGTCGCATGATACTCTCTCTGTT
TGGTGTGCCTTTCAGGTCTTTGTGCTCCGACTGCAACATCAGTTTATTATATATGAGCCG
GTGGTCAAGCATGATGCTCATGGTTCTGCCTTTTCTTTACACTAAAGTGCAACACAGGGT
CACAAATAAAACATGCAACAATAACAACATCTTTGCAAGAAGATAAGTATATTCTGATTA
TCGGTGGTGGAATGTTACTACTTATAGTTTGTTTAGTTACTGGTCAGCTTTTAAACACAA
ATATGATCATTTTTGAACCTACTTGACAATTTTAAAGGTCACAATAAATTCCACATAGAT
ATGTGAAGGACACACGTTGGCCACACCTGTCAAATGCTTTTGACATTAGCTACGTTTCAA
TGAAGAATGCCACAAATGACAATGTCAATTCTATTAATCCACATCTGCCAAATGATGATA
ATCATATTCACCATTACCAATAACAGTATTTATGTAAGCATGCCCTGTTCATTTCCCATA
GTAATGCGTTTTGCTTGGAAACAATCAAAAATTTTAGCAGTAATTTATGTTATTAGAATA
TTTTCTGAGAAATTATTGTATTAATCTAGGATTTAGTCTCATTCAATGACTCAACACCTA
CTTAAGCTTTA
>BJ733124 ID   BJ733124   standard; mRNA; EST; 703 BP.
AGAGCCGGAAGCCAGAAGAAGAGGCAGACCAAAGACGACGGCTCGTCTGGCTCTGACGAT
GACGAGGAAAACAAAGGTAATAATAAAAAACAACAAAACTCAGAAATGGACAAAGACGTG
CGTCGGCAGAAAGCTGATGAAGGGAAAGAACCAAACAAAGACGGCGCAAAGAAAACTGAG
GCAGGGGTCAAGAAAAAAGAGATGTCTACTGACATGAAGCTCCAGAGGCTCCACACGCAG
ATCAAAATGTCCCTGAAAATAGACAACCCGGATGTGAAGAAATGCTTGGATGCTTTAGAT
GAGATCAGCTCTCTTCAGGTCACGACTCAGCATCTTCAGAAACACAGTGATCTCATTTCC
ACACTCAAAAAGATCCGCCGATTTAAAGCTAGCCAAGACATAATGGACAAAGCCACCATG
CTGTATAACAAGTTCAAGAGCATGTTCCTGGTTGGAGAAGGGGACTGTGTGCTCAGCCAA
GTGCTCAACAAGTCTTTAGCTGAACAGCGGCAATACGAGGAAGCAAAGAAAGGGGCGCTG
AAGAAAGCTGAGCAAGTCAAAGAAAATGCTGCAGACTCTACTGACAAGGTGACCAACGGT
GAGATGAGTCCTGCAGAAAAGAAGGAAGAGATGGAGCAGGAGAAGTTCCTGGAAGACTCC
TCAGCAGCAGAAAACCACTGATGTTTGATGGAAAACTTCAGTG
>BJ733137 ID   BJ733137   standard; mRNA; EST; 281 BP.
GGGTACTTANCAACCAGGTGGGGCAGAGAGTAAACTTGGCTGCTCTGCAGGGGGGGGGGC
AAAGATCAAAAGGTCCAGACAGAAGGCTGATCNTCGGANATGGCTGTTCCAGGAAACACC
CGCACTGAGAGGGAAAGGACCGGTAGAGCCAAACNAGCANAACCNCAATGACNAAAAGAT
GACAGCNAGATTTAAAAAAAAAACNGTANTANTTAAANCNNAACAANCNATAAAGGCAGG
AAAATGANTTTAGGGAAAACAACAAAGGCTGCCATTTCAAA
>BJ733138 ID   BJ733138   standard; mRNA; EST; 729 BP.
GGCACCTAAAAAGAATAAAGCAGCCAAAAAGAGTAAAGGAGATATAAATGATATCTTGGT
GGAGAACAGCCCCATCAACAAGATTAATGGCTTAAATGCTCTGATAGAAGGAGGAAATGG
CTTCAGCTGCATCTCGACTGAGGTTACAGATTCCGTGTATGCCCCAAACCTCCTGGAGGG
ATTGAGCAACATGAGGCAAGACAGTTTCCTGTGTGATCTGACAGTCGCCACCAAATCCAA
ATCGTTTGACGTCCACAAAGTTGTCATGGCCTCCTGCAGTGAGCACATTCGAAACATTTT
GAAGAAGGATCCGACTCTCCAGAAGATTGACCTGAATGACCTTTCACCTGTCGGTCTGGC
CACCGCAATCACTTATGCATACTCTGGAAAGCTCACCTTGTCACTTTACAGCATCGGCAG
CACTATTGCAGCAGCACGCTTGCTTCAAATTGGAACCCTGGTAAAGATGTGCAGTGATTT
TCTCATGCAGGAGCTCAGTGTGGAAAATTGCATGTATGTGGTCAACATTGCTGAAGCTTA
TGACCTCAAGGAAACCAAGGAGGCAGCTCAGAAGTTCATGCGGGAGAACTTCATTGAGTT
TTCTGAGATGGAGCAGTTCTTGAAGCTCACCTATGAGCAGATCAGTGAATTTCTCTCAGA
CGATTCCTTGCAGCTTCCCTCTGAGGTCACAGCCTTCCAGATTGCTATGAAGTGGTTGGA
CTTTGACGA
>BJ733141 ID   BJ733141   standard; mRNA; EST; 752 BP.
ATTCGCAGCTTTGGAAACGCCTCCCTGAGTCACCATCTGATTGTCATGGAGGAGCTGGTG
CGCAGAGACAAAAACCATGCCTCTGTGGTCATGTGGTCCGTGGCGAATGAGCCCGCTTCA
GAGATGCCACCCGCTGATTATTATTTCAATACTGTAATAAAGCACACCAAAGACCTGGAT
CCTACCAGACCTGTCACCTTTATCTCAAGCAGCAACTTTGCAAGAGACAAAGGAGCTCCT
TATGTGGACGTCATTTGCATAAACAATTACTTCTCCTGGTACCACGATCCAGGCCACCTG
GAGGTCATCCCCATCCAGCTCAACACCGAGTATGAGAACTGGCATGGAAAGTACAAGAAG
CCCATCATCCAGAGTGAATACGGAGCGGATGCAGTGCCGGGAGTCCATGTTGATCCTCCT
GTGATGTTCACCGAGGAGTATCAGAAGATAGTCCTGCAGAACTACCATAAGGTGTTCGAT
CAGAAGAGGGCGCAGTACCTCATTGGGGAACTCATCTGGAATTTCGCCGACTTCATGACC
ACACAAGGAGTCACGCGTGTTGTGGGGAACAAGAAAGGCATCTTTACACGGCAAAGGCAA
CCCAAAGCAGCAGCCTTCGTCCTGAAGGAAAGGTACTGGAGGCTGGCAAACGAAACAGGC
AGACTTCCACTCTGGACCAAGTACCCCTGTTCTCTCTGACAAACTCAGACCAGAAACCAT
GCAAGCAAAAGTTATACCAACTTCTGTCAGTA



>BJ733144 ID   BJ733144   standard; mRNA; EST; 731 BP.
TCGCGTCGAGTCTCATTGCCACGACACGAGCAGCACCACAGACTTCTCAAATGAAGGAGC
CCGACGCCATCAAGCTCTTCATCGGGCAGATACCCCGAAACCTGGAGGAGAAGGACTTGA
AGCCCATTTTTGAGCAGTTTGGGAAAATCTACGAGCTGACGGTGATCAAGGACAAATACA
CGGGGATGCACAAAGGATGTGCCTTCCTCACATACTGCGCACGTGAGTCCGCCCTCAAGG
CCCAGAATGCACTGCATGAGCAGAAGACCCTACCGGGGATGAATCGACCAATCCAAGTGA
AGCCTGCGGACAGCGAGAGCAGAGGAGAAGACAGGAAGCTGTTTGTGGGCATGCTGGGAA
AACAACAGACGGATGCAGATGTGAGGAAAATGTTTGAGCCGTTTGGCAGCATAGAGGAGT
GCACGGTGCTGCGAGGGCCCGACGGGACCAGCAAAGGTTGTGCGTTTGTGAAATTCCAGA
GCAACGCGGAGGCCCAGGCCGCCATCAACGCTCTGCACGGGAGTCGCACCCTACCTGGCG
CCTCCTCCAGCCTGGTGGTGAAGTTTGCAGATTCAGAGAAGGAGCGGGGGCTCAGGCGGA
TGCAGCAGGTGGCATCTCAGCTGGGAGTCATCAGTCCCATGACCCTCCACCTCGGGGCCT
ACAACGCCTACACACAGGCGCTGATGCAGCAGCAGGCCTTGGTCGCCCAGTCAGCTTACC
TCTCTCCTGTT
>BJ733162 ID   BJ733162   standard; mRNA; EST; 726 BP.
TTTCATCCGACTTTGAGCAGATCTCATCAGCGCTGCGCAACAAACAACCTTCATCTGCGG
GACCGTCTCTGCGCAAAGCCAACTCCTGCCGCTGTTGGCGGGACGGGGCCACTTCTCCCG
CGCCCAGAGGCTCCGCACTCCTCTCAGAACTCGACTCGGATTCTGGGAGGGGGGCATCTG
TAATGGGGGCAGCGGCCGAGCTGGGGAGCTTCACCCACGGCTTTCTGGACAGCTTCGGTG
GCGCGCAGGCTCCGGTTGGCTCGCATTTCGTTCTCACCCCCGTGGACCCGGTCACCGGGC
TGATGCTGGGGGGGCAGCAGGAGCACCTGGTGTCCGCGGAGAGGCTGTCCCGGAGCTTGG
CGGAGCTCAGCCATCTGAAGGGGATCCTGCGGCGGAGGCAGCTGTACTGCAGGACCGGCT
TCCACCTGGAGATCCATCCGGACGGTACCGTCCAGGGCACCCGGAGGGACCACAGTAGAT
TCGGTATCCTGGAGTTCATTAGTCTGGCTGTGGGGCTTGTCAGCATCAGAGGGGTGGACA
GCGGCCTTTACCTGGCCATGAACAACAAGGGCGAGTTGTATGGCTCGGCAAAGCTGTCAG
CAGAATCTGTCTTCAGGGAGCAGTTTGAGGAAAACTGGTACAACACCTACTCCTCCAACA
TCTACCGACACCGAGAGAAAGGCTCCTTTTACTTTGTGGCCCTGAACAAAAACGGGACGT
CTCGTG
>BJ733181 ID   BJ733181   standard; mRNA; EST; 725 BP.
TGAGGCGATTAGAAGCCCGCCGTTGTCTTGAAGGAGGAGCGACGTTTGACAGGAATCGGG
AAGCTTCTTCATCCGTGAGACAGCAGCAGCGCAGGTTTGGTGTAATGAAGGCGGAGGAGT
GAACTCAGAAGATTGGAAGACTTGTGAAACGGCAAGCAAAGATGCTTGAAGCTGATGACC
AAGCAGGTGCTGCAGTTGAGGAGGAAGACGAGGAAGACATGGGGAACAGGGACTTGGAGA
CTGAGGTCATGCGGTTGACTCTTGAGCTCCAAGAGGCCACAGAAGAAAAACTCCAGGCTG
CACGCTATGGCCTGGCAATGCTGGAGGAAAGTGCTGCCCTCAAGAAGAAACACAGTCAGC
TGGAAGAAGAGCATGAAACCTTGAAGCTGGAGCTACAGCAGCTCAGAGAGGCTTTTGCAG
ATTCTGTGAGCAGCCAGAAGCGCGCAGCTGCTGATGGAGAGTGCCGGGAGGAAAACCTGC
TGCAGGAGACTGCGAGTAAGGAGGCTGCCATGGCAACCCGCCTGGAGGAAGTTCAGGCAG
AGCTCAAACAAACGCGCCTCGCTCTGAGCAACACCCATGCAGAAATTGAAAGATTGGGGG
TTCTCTCCTCCCAACTAAAGAAGGAGTGCGAGTGCCTGGAAGCAGAGAAAGGCCATCTGA
GAGATGAAATAAAGGAGTACAAAGTACGGGAGCTGCGGCAGCTGCAGGACAACAGTGAGC
TGGAA
>BJ733195 ID   BJ733195   standard; mRNA; EST; 486 BP.
GTTGACTTTTATCCTCACGCAGGCAGTTCTTCTCTTTTCCTTACAGTCCATTTCACCTCT
GGGTGTGTTTGTCACTTAGGCTCCCTGGGCCATATTCACACAGCCTCTGCTCATCTGGAA
AACCTCATGTTCCTCCCTTTTTCCATACCAACCACTGCTTTTGCAAACGTATATTACCTT
TAACTGGACCCCCCCTCCCTCCCTCCCACACACACACACACACTCCNTGGAAGTAACCTA
CTCACCTCATATTTTCTTTGATCCCATCAAAGCACAGGTACAGTAATCTGTATGTTTATT
GTATATCCAACATAAATAGGTTTGATGTGATCAGAAATAAATCATCCCTGANTGTGTGAA
TATGACCCATATATATTTATTCATATTTATTGATGTNTGTTCTCATGAATTTGAGTCATA
TTGCTGTATTATTTGATTTACAAGACAAATGATCATTAAAGCAAACCTTTGCTTGGAAAA
AAAAAA
>BJ733201 ID   BJ733201   standard; mRNA; EST; 743 BP.
TCTGGATGAGAAAGACAACGGCTCCTCCTTGAAACTCCTGGACACTCCGAACTCATCTGA
ACAGAACGGGAAGATTCCTAACCGGGACAGCGGCATTGATAGCCCGTCTTGCGCTGCAGA
GTGTGAGGTGTTTCCCAATGAGGACGCCATAGATGAGGAGGATCACTATGACAGCGTCAC
TGAAACGGAGAGTGTATCCTGCTGCGTTACCCAGGAAAACAAGCGGGACTCGACCCAGGA
TGAGGACAGTGACTTAGACGAGGGGAGCAGCAGCGACATCCACTCATTCACAGACACACA
GATCGGGTATCTGACAGATGTAAACCCGGAGGCCCATAAATGCTCAGAGGCTCAGAAGCT
GCTGAACATCGCCAAAGAGCTCCTCCACACTGAGGAGGCGTATGTGAAAAGACTCAACCT
CCTTGATCAGGTATTTTGCACTAAGCTCACAGAGGCTGGAATCCCTCAGGAAGTCATTAC
AGGGATCTTCTCCAACATCTCTTCTATCTACTGTTTCCACGATAAGTTCCTGCTCCCGGA
GCTCAAGACTCGGATAACTGGAGAATGGGACTCAAACCCTCGCATTGGAGACATCCTCCA
GAAACTGGCGCCGTTCATGAAGATGTACGGTGAATATGTGAAAAACTTTGACCGAGCCAT



GGACCTGGTGAACACCTGGACGCAGAGATCTTCACAGTTCAAGAGCGTCGTTCAGAACAT
CCAGAAACAAGATGTTTGTGGGA
>BJ733210 ID   BJ733210   standard; mRNA; EST; 182 BP.
GAGTCGCAGCTGAAGAATGTGGAAACAGAGAACAAGCGATTGAGAGCCAAAGTGGAGGAG
CTGTCAGTGCAGAGCCAGCAGGAGAAGAAGGAGCTTGAAGCCATCGTTCTGGAACTGCAG
GCTCAACTCACTGCCCTCACGCCCTGCAATTCCTCCAATCTGGCTAAAGATCTGTCCATC
CC
>BJ733225 ID   BJ733225   standard; mRNA; EST; 369 BP.
GCTTTTTCTATTTACNCNGCTTTANGGATTAAAAAAATCCCTAACCGTTTAGCTAACNCC
TACTTAGATGATGAAATTATTTNGAGCCTTTNGGGTAAAATTCCTAAAANCTAGAAANGT
TTCAATTTNGNCNCAAACTAANGGTTGATGNCNGATTCTAAAGATGAAGCAGGCTGCATC
TATGTGAANGGAAGTTCTAGATCAACAGACNCNCNGCTATTTTATAAAANGTATTTGACC
NCGATCACCAAATAGNGCCGGNGGCATANAAAGCTNGGANGTATTTTGCNGTTAAGTCTG
AATCAAAACTATTTTTGTCCCCNGTTTTTCNCTTAAAANGCAAATAAATAATTTGACNTA
AAAAAAAAA
>BJ733241 ID   BJ733241   standard; mRNA; EST; 730 BP.
TGGGCTGCCAGGACCTGACCAGGATAAGGACACAGTGACAGCAATGCAGAGGGGTGCTCA
ATCTAAAGGTGGAAAACTTAAGTCTGTTAGTACAAAGAACACAAGCAAAGTCTCCAGTCC
TGAGGAAGATGGCGATTTGAGACCCCTACATCGGAAACACCTGTCTGCACAGAGAAAAGA
GGACAAACGAGACATCCAACGACCGTCACAATGCAGCATTGAGCTACCACAGAATCGCCA
GGGGGTGGGGAAAAATCGGCGCGCGCTATCTCTTCCCCTTTCCCCAATATCAGGGCTACG
TCAATCACCAGCTCTACTTCTGTCACACTCCCTGGCCCCGACCCCAGAGTCCCTGCAGCA
CTACATCCATAAAGAGGAAGACACTGACAGTGCCAGTGATCTGTCAGATTCTGAAAGGCT
GCCTGTTCTACCCTCTCCATGCACCCCCTGCACACCTCCACACCTTAACCTCCGGGCGGA
AATCATCAACATTGATGACTTCCCCCCAGACTTCCCAGGGCCCCATGGAACAGTGGAGGA
TGATGATGAAGATGAGATCGAGAAACCGAAGTACAGTTATCCAGATTTCCTGCCACCTCC
CTTCAACAGCTGGAGTCTGAGACAGCTGGCAGTGTTTCTTCACACCGAAGGTCGCGGTGC
CCCCCGGCCGAAGCCTGTGGGACCGTTGGAGAAGTACCTGGAGAGGTTGCTGCAGCTAGA
GTGGCTCCNG
>BJ733247 ID   BJ733247   standard; mRNA; EST; 444 BP.
ATTTCACATTCATCTGGGCTGTGTTCAGCCCCCCCCCACCTCAGAAAACCACAAGAGAAT
GGAAAATATTGCAGCGATGTATTCCGAATGTGCTGTTTTTTGTTTTTTCGTTTCTTTTCC
GGAGGTTTTTCTCGATCATTTTTCTTTTTTCAAAAAAGACAGAAAATGGGGAAAAAAAAA
AGAANAAAGGAAGAAGNCGACCGATGTAAAGNCCTTTTTTTAAATTGCGNGTAANGTTGC
CNAAGNCTTANCTGTTCTGTAGNGCANGACAACAATGACNACGGGATTTTGGAGAAGGAA
GAAAAATAAAAAAAAGGAATTAATCTGACGCTGCTCTGGNGAGATCCTTCNCANATGTAN
ATNGNCATTCTAGCAAGATNGTACATTTANATATTTCNCGNGATCNCGNGACTTCAAACG
ATGAAAAAGCTTCTATGAATCTAG
>BJ733270 ID   BJ733270   standard; mRNA; EST; 719 BP.
GCCGCCCTCAGTAAAATACCTCACAGTTGCTACGAAGTTGGCCACACATGGGAGCCGTCG
TGCGTGCAGTCCGCCGTGGACATAACCAGCGCCGCTCTGGACGTCTCCTTCAAAATATAC
GCCCCTCTTTACCTGATAGCGGCCATTCTGAGGAGACGGAAGAAAGATTACTATATAAAA
AGGCTCCTTCCAGAGATCCTGTGGTCCACCTCTTTCCTCACAGCCAATGGAGGCCTGTTC
CTCATTTTCTTCTGTATTTTCAGAAAACTGTTTGGAGGGTTCTACCCCTGGTCGGGGTTT
GGCGCCGCCCTCCCCGCCTCCTACATCGCCATCCTTCTGGAGCGAAAGAGCAGGAGAGGT
CTGCTGACCATTTACATGGCAAATCTAGCAACAGAAACGCTGTTCCGCATGGCCGCGGCT
CGAGGTGTCGTCAAACCCATCAAACACGGAGAGGTGCTGCTGTTCTGCGTCACTGCGTCG
CTCTTCATGTTTTTCTTCAGGAGTAACGATGGTCTTAAAGGTTTCGTCTTCTCTGCGTTA
AAATTCATCATCGGGAAAGAGGAGCTTCCCACTCATTCCACTTTGACGGAGCCCGTGGGT
TCGAGGCCCGCGGAGGCAGCCGCTGGCGTAGAACCAGCAGCGCTGCCAGCAGAGAGCTCC
AGGAGGAGGAACCTGCTGGACAGAACCAGGAGGCTGCTGGAGTCCATATGCAAACGGGG
>BJ733293 ID   BJ733293   standard; mRNA; EST; 763 BP.
AGTTTCTGCCATGGAATATGCTGTGAAGATTATCGACAAAAGTAAGAGGGACCCCTCGGA
GGAGATCGAAATCCTGATGCGATACGGGCAGCATCCCAACATCATTACCCTGAAAGATGT
GTATGACGAGGGCCGGTACGTGTACCTGGTAACTGAACTGATGAAGGGAGGGGAGCTGCT
GGATCGAATCCTCAGGCAGAAGTTCTTCTCTGAACGAGAGGCCAGCGCTGTGCTGTACAC
CATCACCAAGACTGTTGACTACCTCCACTGCCAAGGGGTGGTGCATCGAGACCTGAAGCC
CAGCAACATTTTGTACATGGACGACTCTGGAAATCCAGACTCCATCAGGATCTGTGACTT
TGGCTTTGCTAAGCAGCTTCGTGGAGGCAACGGCCTCCTGCTCACCCCCTGTTACACTGC
CAACTTTGTGGCACCAGAGGTACTAATGCGGCAAGGATATGATGCAGCCTGTGACATCTG
GAGTCTTGGTGTTCTGCTGTATACCATGCTGGCCGGGTACACACCTTTTGCTAACGGGCC
AAACGACACACCGGAGGAGATTCTTCTCCGGATAGGTTCTGGAAAGTTCTCCTTAACGGG
CGGCAACTGGGACACTGTTTCAGACTCCTCCAAGACCCTCATCAGCGATACACGGCCGAG
CAGGTCCTCAAGCATTCCTGGATCACATGCAAAAATACACTACCACACTTCCAGCTCACG



CGCCACGACGCGCCGCANCTCGTCAAGGGAGCCATGGCTGCGA
>BJ733306 ID   BJ733306   standard; mRNA; EST; 522 BP.
ATGCTTGAAGAGAAACACACAAAAAAACAAAAAGGATTACGCAAGGAACCACCATGAGCA
ATGTACAATCCCCAAGGCTGCCAAGCAGCTTCCCAAGCAGATGGGAAGAAAGAAGGAAAA
GAGGCTTTAGAAAGAGGGAAGCTGGCTAGTGATACTCTACTACTTTTTTTATATTTAAGA
ATTAAAATGTGACTCATTATCTCCTAACTATCCGTGAGTAGATGCTTTATTATCATGGCA
CACCCAACTCATCCTACAGATGATTAAAAGTGCTAAGGCTGTTTTTTTTAAATATGTACA
ATGATAAAAAACAAAAAGCTAAACAAAAACTGTGATAATCTGCTGTCTTTGTTTTTACAT
TTATTGACCACATACAAACCCTGAAAAGCTTTAGTCTAACCAGCACAAAGATGTGGGGTG
GGCAGGGACTGTCGGGGTGGGTGGGGTTTGCTCAGAGAGACTATGCAGTGGAGTGTTGAA
CCCAGGCTTCAATGGCCACCTTGGGTTAATTTAAAAAAAAAA
>BJ733326 ID   BJ733326   standard; mRNA; EST; 620 BP.
GGACGAGCTGCTGGACACGCCCACAACCCTCAACCAGCAACAGCGAGCTGCACAGCTGGA
GAGGACCAATCAGAGTCTGCGCCAGCAGAACCTCGACCTGCTAGAGGAGCTGCAGGTGTG
CCACGCTCGAGTCTGCAACCTGGAGGGCCAAGTGGAGGTTTTGGCTCAGTCAGAGAGCCG
GCTGAAGGAGCAGGTTTCTGCTCTGGAGGAGGAGAAGCTGCAGCTGGAGACGACCGCCAC
ACAGCTCCAGAACCTTCTCACCAGCCTGGGAATACACCCCAGCAGCCTTGATGGACTCAC
ACTCCTGCCCCCCTCTGACACACAGAAAGGTCTGGATGTCAGGACAGCAGACCCAGAGCA
TCCCGCTCTCCCACAGGGTTCTTAACTCCATCGCGGTAGCCGTTGAAATGGTGACGTTGA
GCCACGTGTGAAAGGCACAGGAGGAGAAGGACGCCGGCTTTCCCTCCAGATATTTTAAAT
AAAAGAGAGAGACGAGCTTTTGAGCTGAGAACTGAAGGCGTAGAAAAGGAGAAAAGAGTA
GGGCTGAGCTCAAAGGGGACAGCCCCGTCTTCTCCCACTCAAGCGAATGTAAAGGAACGT
GTTGGTTAACAAAAAAAAAA
>BJ733343 ID   BJ733343   standard; mRNA; EST; 676 BP.
GTCCATAAAGACAAACCTTTCCTTCCTGCTAAAATACTCACCAAACCTCAATCTGTGACA
GTAGCGGAAGGAGAGACAGCCAAATTTACCTGCGACATTGACGGGGAACCTGCACCCACA
GTAACCTGGTTGCATGAAAGCAAATCCCTCATCTCATCTCATCGTATCCAGATTAGTACA
AGTCAGTACAAATCCTCACTGGAGATTTCCTCTGTGTTATCTTCTGATGAAGGAAGTTAC
GTGGTGGTGGTAGAAAACTCAGCTAGCCGGCAAGAGGCTCACTTCACTCTGACCATCCGC
AGACCAGCTCCCAAAGAGGAAGTCAAAGCAGTCAAATCACCAGAGCCTTCAGTAGCATCA
CCTGCTCCTCCTGTTACTTCCCCTGTTCCAAGTGTCAAGTCACCTGAACCCAGCATTAAA
TCCCGCGAACCCTCAATTACATCACCAGTCCCAAGCGTGAAGTCTCCAGAACCAAGTGTG
ACATCTCCGGCCCCAAGTGTGAAATCACCAGAACCAAGTGTCACATCTCCAGTCCCAAGT
GTGAAATCACCAGAACCAAGTGTCACATCTCCAGTCCCAAGTGTGAAATCACCAGAACCA
AGTATCACATCTCCAGTCCCAAGTGTGAAGTCTCCAGAGCCCAGTGTGACATCCCCTGTT
CCAGGGGTGAAGTCTC
>BJ733344 ID   BJ733344   standard; mRNA; EST; 719 BP.
CGTCTTGGCGTTAAATGCGCGTAATTTTGTTGTTATTTTAGGCTGGAACTACTTTTGCAG
CGCGTATTAATACACACAGGGCTGTTGTTGAAAGTTTGCTGTTTGTTTCCTCTGAGGCTC
TGATGGGGGTTCAGCTGGTGGTCAGCCTGCTGGCTGCTAGCATCATGCAGAGGATGGCTC
CTCACTTCTCCTTCGCTCGCTGGCTCCTCTGTAACGGAAGTTTATTTAGGTTCAAGCATC
CTTCAGAGGGGGAACTGTGTGCGCTGGCAGGGAAGCAGATGCCCAAGCAAAACAGGAGAG
ACAGTAGAAAACAAAACGGTGAGAGCAAACCTCTCACGGTGCCCAAAGACATCGACCTGC
ACCTGGAGACAGCTCCCGTCAAAGCGATGGATGCCCTGGTTCTGCGGTTCTTCCTGGAGT
ACCAGTGGCTGGTTGACTTTGCAGTCTACGCTGTTGGAGTCTTCCTCTTCACTGAGTGTT
ATTACAGCGTAGTAGACGCCAGCAAAGAGGTCAACATTGGAGCCATGTGGTGTCTCCTAA
TTGTTGTCTTTGGTCTAAAGACCCTTCATACTTTGATGAGCCACTACTTCCACTCAGAGG
AGGGGGGGGAGCGCTCCGTGTGTCTGGCCTTTGGCTTCCTCTCTCTCCTTGTGGCCATGC
TTGTGCTGGTCGTCAAGGAGGACTACTTGGAATTCGGCCTTGAGTCCGGATTTTCCAGC
>BJ733357 ID   BJ733357   standard; mRNA; EST; 774 BP.
GTTTTTCCTCATTTGATAGCACAAAAAGAAATTTTGTCTGAATAAAGCAAGAAAAAGTAA
GCGGGGTTTCTGAGGTGAGGGCTTTGGCTCAGGGTCTCGGGAGTGATGGCGGCGTCTGCA
CCCACCTCCTCCTCCACTACCTCCCCCGGCGGCGCAGCGGATCCCAACTCGACAAATTTA
CGGCCGCCGGGCTCAAGTTATGATGCGTGGTGTGGAGTTGCGCATGGATGTACTAGAAAA
CTGGGGATGAAAATATGTGGGTTCTTGCAGAAGAACGACAGTCTGGAGGAGAGGAGCAGG
ATTGTGAGTTTCCTGAAGGAGCGCACAGCCTCAAACCTGCTGTCCTGCGACAACATGGAA
GGAGACGCGCGTTTCAGGCGGACAGAAACCGACTTTTCCAATCTGTTTGCAAGAGATTTG
TTACCTGCCAAAAATGGGGAGGAAGTCACCATGCAGTTTCTACTGGAAGTTGTGGAAATC
CTTACTAGCTACGTCCGCAAGACTTTTGACAGATCCACCAAGGTCTTGGACTTCCATCAC
CCCCACCAGCTGCTGGAGGGCATAGAAGGCTTCAACCTGGAGCTTTCTGAGCATCCCGAG
TCTCTGGAGCAGATCCTGGTGGACTGCAGGGACACCCTGAAATATGGAGTGAGAACAGGT
CACCCAAGGTTCTTTAACCAGCTGTCCACTGGATTAGACATCGTAGGGTTGGCAGGAGAG
TGGCTCACTTCCACAGCCAACACTAACATGTTTACTTACGAGATCGCTCCAGTT
>BJ733366 ID   BJ733366   standard; mRNA; EST; 766 BP.



TATGCCAAAGTGTGTTGTTTAGGTGTCGTTGGTGACATCTCCGGTGTTTAAGGGTTAAAG
CAAAACTGACTAATAGTAGTTGGCTACAGTAATTTTTAAACTGATGTCTAAAAGCAGCTT
TACTTGGCTGTGGTCAATAGTTTTTTTTAATGTTTGCAACAAAGTCCATTACAAACAAAC
AAAAAGTAACATTTCCCAGCTATGGGATCTTGGTCAGGTTATTTTTAGACTAATGAATAA
ATGCTGTTTACAAATCCAACATTTTACTTCTGAGTGTGGCTGTGCAGAAAACACAACTGC
TGTGTCGAATGAGTTTGAAAAGGGTTCCTCTTTTTTAGCTTCAGTACAAATACTGAAACC
ATACCTTTAGGCTAAAATCCTTCAAAAAACAGAGTTGATTCTCAGTTACAGAACCAAGGC
AGTGCTCTATGTACACAAGACACGGATTGCAGAACTGTTGCTTTGTTGATATTCATCTTT
TTGAAAAATGAAGTGCATATATATCTTCTGAAGACATGATTCACATTATGTAGTGTTGGA
TACAAAAGCATGACTCAAAGATACGCTACAAAACGATTTTAGCAATGCACATATGTTTTG
AAATTAAAGCTTGCATCAAGTCCTTCAAAAATGCTGCTCAGCAAGTGCAACATCTCTGAT
ATGAACATCACTGGTTATTTCTTTTTTTGCGCATCTTCACATGCAGACAACAGCTTATAT
TGATCTTGCAACAGGGCTGCTAATTTGTAAGGTTTGATCAATCAGA
>BJ733369 ID   BJ733369   standard; mRNA; EST; 634 BP.
AACCTCTTCATCTACCACCTGCCCCAAGAGTTTGGAGACCAGGACATTCTGCAGATGTTC
ATGCCTTTTGGAAACGTGGTCTCTGCCAAAGTCTTCATCGACAAACAGACAAACCTTAGC
AAGTGCTTCGGCTTTGTCAGCTACGACAATCCCGTGTCGGCACAGGCAGCCATCCAGGCC
ATGAACGGCTTTCAGATCGGCATGAAGAGGCTGAAGGTTCAACTGAAGCGCTCCAAGAAC
GACAGCAAACCGTACTGATCTTAGCACTAGGGTTTGTCTGCTCCCCCTGTTAGCACTGCT
AGGGTAAGTCCCCCCCCCCTCCCCAATGAAGAAAAAAAAACGAGCCACGACCTCTTCACA
CGGGGACTTGGGGAGGGCGGATTTGAAGGAGGGATGTGGGAAGGAGGGGGAGACGACCTA
CAACCATCCTGAGCGAGACACGAGCCTTTGATTTTTTTATCTTTATGTTAGCCAGTATTA
TTATTATTTATTGCTTTTTTATTTTTGGCACACATGAACGCTTCCATTACCCCCATTACT
TTGTGCAATTTCTTCTACCTAATATTATATTAGAAGGAAGTAGCTATTCTCTATTTTTTT
AAGGAAAGACCAGTTTTGATTATTTTTATCCAGA
>BJ733387 ID   BJ733387   standard; mRNA; EST; 721 BP.
ACAGTCAGCTGATTCGTTACGCAGGTTACAAACAGCCTGACGGACAGATCCTGGGAGACC
CCGCCAATGTGGAGTTCACAGAGATCTGCATTCAGCTGGGATGGAAAGCCCCAAAGGGCC
GTTTTGACGTCCTTCCACTTCTGCTGCAAGCCAACGGGAATGACCCGGAGTTGTTCGAGA
TCCCGGAAGACCTCGTTCTGGAAGTGCCCATCACACACCCCAAGTATGAGTGGTTCAAAG
ACCTGGGGCTCAAGTGGTACGGCCTGCCAGCGGTCTCCAACATGCTGCTTGAGATCGGAG
GTTTGGAGTTCACAGCATGCCCGTTCAGCGGCTGGTATATGGGCACAGAGATCGGAGTGA
GGGACTTCTGCGACACCTCCCGCTACAACATCCTGGAGGAGGTAGCTATCAAGATGGCAC
TGGACACCAGGAAGACTTCATCCCTTTGGAAAGACAAAGCACTGGTGGAGATCAACATTG
CTGTTCTCTACAGCTTTCAGACCTGCAAAGTGACCATAGTTGACCATCATTCGGCAACAG
AGTCTTTCATGAAGCACATGGAGAATGAGTATCGAGTGAGGGGAGGCTGTCCTGGAGACT
GGGTGTGGATCGTACCCCCCATGTCAGGTAGCATAACGCCAGTTTTTCACCAAGAAATGC
TCAACTACCGCCTCACTCCTTCCTTTGAGTATCAGGCTGATCCGTGGAACACTTACGTAT
G
>BJ733405 ID   BJ733405   standard; mRNA; EST; 732 BP.
CGAGCCCAGCTGCAGCCAGCCCAACCCCAACCCACAAACCCCCGTCTCCTTCAACTGTTG
CCCCACTTCCAGCTCCTGACACCCCGTCTGCCCTTTCCCTCACTCCTGGGCTCATTCCCA
CTTCTCCCTCCCCGGCTCAGAGTCCTTCCACTCCTTCGCCACACCCCGTCAAGCCTCCAC
GTTCCTCCATTGCTGGTCTGTCTATTGACCTGCTGGGGGGGCGAGAAGCAGAGGAGGAGG
AGGAGAGGAGGAAAGAAAGGGAGCACAAGAGACAAGCACAGGAGGAGGAGAGGAAGAAAT
CAGTGGATGAGACCCTGGCGACAGTGGAGAGAAAGCTGTTGAGGGTTGAAGGGGCTAAAG
GAGTTGAAGAAAGTCAAGAGGAGGAGGAAGAGCAGGAGGGGGAGGCTCAGCACCGTTTAG
AGGAGACCAGTGCCTCCTTAGCTGCAGCTCTGCAAGCTGTGGAGCATCAAATCAAAGAAG
AGGACAAGCAAAACGACTCCCTTTCAGACAAAAAAGCTTCCGCCTCCATTCTGGATGACA
TCGGCAGCATGTTTGATGACTTGGCGGACCAGCTGGATGCGATGCTGGACTGAAGTGTGA
TAATTCTGCAAAGCCCGCTCCTCGTCCCTCATCGTCTGTAGGTGTAAGAAGAAAACAACG
CGGAGAGCGCAATTTGTAGCCTGCTTCCCTTTTTGTTTTGTTTTTGTTTGTTTTTTTGCA
AGTGCTTCCTGA
>BJ733408 ID   BJ733408   standard; mRNA; EST; 712 BP.
CATCGAAGGAGGTTCTTGTGTTTGACTTTGGCAGCGAGGTGTATGTTTGGCACGGCAAAG
AAGTGACTCTGGCACAGAGGAAGGTGGCCTTCCAGCTGGCCAAACACCTGTGGAACGGCA
CCTTTGACTACACCTGCTGCGACATCAACCCGCTTGACCCGGGAGGCTGCAACACCCTCA
TACCCAGAAAAGGTCAGGGTCGTCCAGATTGGGCAATATTCGGCAGATTGACTGAGCACA
ATGAGACTGCTTTGTTTAAGGAGAAGTTTCTGGATTGGTCAGAAGCAAAGTCGCCCACTC
CAAAGGAGGGTGGTGAACCTGTACCTGAGCCAAAGGAGGCTCCAGGACGAGAGTGTCGAC
CTTACGATGCCACCCTAATGCTGCCCATCATCTGCTCACCTGTTTGCACCATTTTGGAAG
GAGTGAATGTGGGCCGCGGTTACGGGCCAGTGGAGACAGAGGACCGCATGAGGGTCCAGG
AGATCAGCACGGTGTCTGTGGATGTCTGGCACATCCTGGAGTTTGATTACAGCCGTCTGC
CGCGACAGAGCATCGGCCAGTTCCATGAGGGAGACGCATATGTGGTCAAGTGGAAGTACA



TGGTCAGCACTTCAGTTGGTCGCAGGCAGAACCCTGATGCGAGGAGCAGCGGGCCGGGGA
AGGAGAAATGCTGCTACTTCTTCTGGCAGGGTCGGCACTCCACCGTCAGCGA
>BJ733425 ID   BJ733425   standard; mRNA; EST; 105 BP.
ATATCCTCCAATGTTTGGAGCAGCTCCTGGATGAGACCATCTTTATATTTTGTATTTGTC
ATGTTAGATTGTTTTTTTTTTTTCCANAAAANGATTTTAANANCC
>BJ733451 ID   BJ733451   standard; mRNA; EST; 658 BP.
CACGAGCTGAAGGCTCTTTGTTTCTGTTGTGGTAAAAACACGACCGTTTCGTGTAGTTTT
CCTCGTAAAAGGGAAACTCGTCTGAAGTGGGAATCGCGTTTGCGGTATTTTGGATTGTTA
GCAAAGAAGCAAATTAGCGACAAAGCGAAGAAGGAAAGAGGAAGGAACAGAATAAAAGTG
CACTTTTGGGAGTTTTTGTTGTTTCTCCACAAACTTTTCAAGGGAAATTTGCGCGTGGGA
CGCCTAAAACAGTGCAGCGAGTCAGGAACAGCCCGCTTCTGTTGTGTCCGGGTCTTCTGT
GAAGTCATGAAGCAGTGAGTCCAGGCGCAGAGAGATGGCAGAACTGGAGATCGACCAATC
CAACCTTCCACGTGTCCACGAGGTGTGCCAGACGTTTGCTGTGCTGGAGGATGGAGCTTT
GGCACACAACCTTCAGGAGCAGGAGATCGAGCAGTATTACAGCACCAATGTGCAGAAGAA
CCAGCTTGTGCAGAATGATATCCGTTTGGCCAAGAGGATGCAGGATGAAGAAGAGGAGCA
GCAGGCGCAGCAGAGCGCCCTCCTCAGGCAGGCATCCCGACAAATAGAGGAGCAGGACCT
GGAGTACGCTCGAGTGGTTCAAGAAGAGCTCCAGCGAAGTGCGGAGGANGTGCGCAGG
>BJ733460 ID   BJ733460   standard; mRNA; EST; 131 BP.
CCATTTTTTTTAATCCATTTCAGAGTGCATTACTGGTAAGCTATAAAACTAAAATTTATA
TTCATTTTTCTACATTAAAAATGGAAATTGCACAGTGTATGATGAACAAATCAGAACTGT
TAAAAAAAAAA
>BJ733463 ID   BJ733463   standard; mRNA; EST; 282 BP.
AGATGGGATCCCNGATTGTCTANGGGTGGAGATAGCTGCTGAAGGGAAAGCCGCCGCCGC
CGACCCTACTGCTGCCAAAGCCAACGGCCNGGAGAACGGTCACGTCAAAACCAATGGAGA
CNTCTCTGCTANNCCTGACGGGGAATTGGCTGCCGATGGCNACGGGACCNNCNANCCCAC
CATGGACGGCTGAATCGAGCNCCGGGGATGCGATCGAGCCCGCACCAGCCGCGGAGGGNG
ANGCAGCCAAAGCAGAGGGCGAGGCTACCAAGGATGCCNAGA
>BJ733465 ID   BJ733465   standard; mRNA; EST; 746 BP.
GTGTAAGACTGGCTGCCTGCCTTTTTCTATGTGTAGTTGCTGTGCCACAGACCCTGCAGC
TTTCTCAAAAGATCTCCATTACTGAGGCGACCTTTGGTGAGAATGTGATCATGAAATGTA
CAACTGTTGGGTTGGAACAGCGAATGGTTTACTGGCATAAACTGCAGTTTGGTTTTATGA
TCCAAACTATTGCTTTTGGCAGTAGTCCAGACCTTCCTCTTAAGGAAGGGTTCAACAACT
CTAGATACAGTGCCAAAAAAGAAGGAAATGAGTATTCCCTCGAAATAAGAAACGTCAGCA
AAGAGGATCAAGGAACTTACTTCTGTCAGGCAGGAACATCATACACAATGACTTTCATTT
ATGGCAGTCATTTGGTCCTAAAAGGATCCAATCTGGAATCTGTGTCGCCGGGAAGCAAAG
TGAATCGGCAGTGTTCTCTTCTTTGGCAGCCCGAGAAAAACCCAGATCGGTGTCTGGGAG
AACAGAGAGCTTACCTTTACAGAGCAGGATTTGAGTCTGAGCCAGACATCATTTATACAA
CCAGTTCCCGCTGTGATGATCAAGAAGACAAGAGCTGTGTCTACCATGTGTCCAAACCTA
TGAAGAACTCTTTAGATCCTGGCCTCTACTCCTGTGCTGTGTCTTCCTGCAGAGAGATCC
TGTTTGGTGAAGATACTGAAGAGCAGATAAGGCAAGGCGTGTGTCCGTATGTTCTCATAC
TCGGGACACTGCTGGCCTGCTGTGTC
>BJ733468 ID   BJ733468   standard; mRNA; EST; 738 BP.
TGAAACTTTGATTTTCTACAAGGGAGTTTAATAAAAGACTGTTCTAATTTGCAATACAAC
CCTGTAATCAATGTGGATACCTAATCTGTAATTATTCTTAAAGCTAAATGATTCCCCTCA
AGACAGTGTTAAATAACAGAAGAAATGGGAGCTGATGAAAAGGATCTGTCACAAAAGTTT
AAGTTCTGTATTCATTTGTCATCCTCTTAAAAAATAAAGAACAGTAATGATATTAAGTTG
TAAGTGGATATAGTGTAGACACTGTTTTTGTCTTCTACTAGCACTCTGTAGAATGCAGCA
CTCTCAACTTTCCATTGGCAATGATGCAGCAGTGTAATGAAAAGAGGAGGCTATTTATAT
TGCAAGACTTACACTGGTGACAGTCTGAGAAGGAGTTAAGTACATTTCATGATTTGTGTT
GCTCACCGCTTTGATGTGTTTTGCAGCAGGTGCTTTGTGGCTGACAGCAAAAAAAGAGAG
ACAAGCAGTGGTGTTCTTATGATATTATCTGCATGTTTTAAAAACTATGCATAAAATATT
AAAATTGAATTTAATTATTTTGCAAATTTACATTAAAAAACACGTTTTAAGCTGGAGTTG
TAATGGTGGAGCCTATCACTGCTGTTTTTAGACATAGATTATTAGCATTCTTAGCAAACA
CTGAGGGGTCTGCAACCTGAGGCTCTAGAGCCACATATGACCCTATGACCCTTCCTATGA
CCCCTTCNTTGGTTAAGA
>BJ733471 ID   BJ733471   standard; mRNA; EST; 419 BP.
TCTCGAGTCGACTTTAGGCTGCTTCGGTCCTTCGTTGCCTCTCTTCCTCTCTTGCCTTCC
AGAGGCTCAGGTTTCTAAAGGGGTGGATCTGGACTCGGGCTGTCGGGAGACGCTCCTGGA
CTGTTTGTGCGTCAGGCAGCCGCTGACCGACGGGACAAATCCCCGCCCCGCTCGTGGAGG
ATGCTCATCGTTCGCTACAAAGGAAAAGTCCCAGGTTTGGTGGACAGCTGTTTTAACTGA
AGGTTCCTGGCTGTCAGCCGAAGAATTGTTGTAAATAATGTCATTTTTCAGATCAAGTGG
AAGAAAAGTTTAGGAAATGTGAACCAAAAAGAGTTTAATTCTCAGTCAGAATGGTTGTTT
TTTTGTCTTTTTGGGTTAAAGTGTCTTTTCTTTGTTAAACTTTTTTTTTTTTTNAATNA
>BJ733485 ID   BJ733485   standard; mRNA; EST; 718 BP.



TCTGTATTTAAACACAAAAAATGTACCAAAAATGCCCAACATTCATAAGAATGTTCTGGA
TTTTCCTTTTACTTTAACCGTCTGCTACTTAGCTCTTAACTTTAGCTCTGATAGGATGAT
CACAATTCAGTTTGGAGGATGAGGTTTTTTCCTCTTTGCTGCTCCCCGGGTTTGTTTTCT
TTTAGTTCAGAGATCACGTGACTGCGGTAATGATATCAGTCAGGCCTTCCCCCCTCCCTC
GGTGATGCTCAGAGATGACATGCTCTCATTTTAGGAGATGGGGAAAACCCCTCAAATCCC
TGCCACTCTGGATGACTTGATTCAGCCTCCATCCTTCTTCCCAGGACCCACATTAGGCTC
TCCGTGAACAGAAACACTGAGTCCAGTTCTGGCTCTTGGGTCATGTGACCACATCCAGTC
AGAAGAACAACCAACAGGTTCTTGACTTTCATCAGGTATTCGGTTTGGGTGGAAATGCGT
CGTTTTTCTTGTGTTTTTTTAGTTCTGGAGACTGTTTTTCAGGGACCTTAATTGGACCTC
AAACGTCATCCGACTGTTTTTTGTTGTTTATTCTTTGACAAATTCCTGTCGTTTTGTAAT
TTTCTGCTGTTTCGATGGTATAGATGTGAGATTTCCGCTCTGTGCGGCATCTCTTCTGCT
CCTGGTTGGCGTTCAGCGAACTCAGGACGGGCTGAGCTGCTGCACCTTTTTTGTTTTT
>BJ733496 ID   BJ733496   standard; mRNA; EST; 669 BP.
GATTACTGGTAGAGCTGTTTCCTAAGAATGACAACTGCAAAGTAGACTAGATTTGAAATG
TATTCACTGCTGTTCAGTGTCTTTAGTTTGTCTTCATACGCAGATTCAAACATACAAAGC
GTTGAATAATGTACCACTAGTATTGAATACTGTATATAGTTGTTGACGTTGGAGGGTAAA
GGCGTGATCATTCCACCCTGGCACCACTGAGGACCATTGAATTGTTAGCAGTACTGTTAA
TGCACTTCCTGAAACCGCTCCATAGAAAACGGCCTTAGCCCGCCTGCTCCTGGCACTGGG
ACTGTGTTGACGCGACACAAGGGACACGTATGGACTCACTGCTCTTTACAGACAGCAATC
GAACCTGTGGATTTAGGCGAGTGTCACGTATGCAGTCTTTTATATACTGTCAGTACAACG
ACCTGCTCTGGTCTGAATGTTTTATGGTCTTAAAGTTGCCGCTTGTCTGTTGTTGTTTTT
GTTTGTGTCCAGCCTGGACCACACTGTGCTGTGTACGGTAAAGTGCCTGTACATGCTGGG
CATTCCAAAAGAAAACCAGAAGAAGTTGTCACTTTGGAGGTTCTTGTGGAGCAAATGTAG
ATCTTTTTTTTTTGTATGCTCTGNGTTTGTGCACGCTGTTGAGGTTCTAGGGTGAACGGT
TCTAATGTT
>BJ733497 ID   BJ733497   standard; mRNA; EST; 659 BP.
TATGTTGCTTTTTTGCTTTCAAAAGGACTCAGTAAGGCGGTTTAAGATCCATATATCCAC
AAAGCTCTGTATATTTCATGCATACATCTTGAAATGTGTTTAAAGACCCACTCCAACAAA
AATCATGTTTTGGTTTTTCTTAACATGTTCTTGGAATTGATAGAGAACAAATATAAAGAA
AATGAAGATAGAAACTTGAAAATGTCTTAAAAATTGACACTGTTTTTTTGGCTAAAAACA
GCAGAATCATAATTAAAACAGATAAAAATACAGTTGGAGTGGGACTTTATTAGATCTTGT
TAAAGAAAGTACAGTTTTACCGGTCAATACGTTCTTGTTTCTATCAGGTATGAAGACTTG
GCCAGGTTTCCCCTCCAGAAAACCAGAGAGTTGTACACGTTTCTTGGTTTGGTTCTGGAG
TCCAGTGTGGTGGACTGGATCATCAACAACACTCGAGGCAGCAATGATCTGTCAACGCGG
CAGAAATTCACCACAGTTCGGGACTCGGCAGCAAACGCAGAGAACTGGAGGGTGAAGCTC
TCCTTCGACTTAGTGGTTTACACCCAAACCGCCTGTAAACCACTTCTGGGGCTTCTTGGA
TACAAGACCGTCCTCCACCCAAGAGAACTGATTAACCTCTCCCACTCTTTAGTGGAGGA
>BJ733502 ID   BJ733502   standard; mRNA; EST; 725 BP.
CCTTAACGTATCTAAAACATCAACTAACAAATGGATGTATACCTTTAATTAAATTATAAA
TGGAAAGAAAATGTGAAATATAGAACTAAATAAAAATGTTTTTTTAATCTTTTAGGCTAA
AAAACTTAAAGGAAAAGATTCAGGACCAAGGACAGCGACAGGGTCAGTGAAAAACAGCTG
CAGGTTCTGGTTCTGAACAAAAGCTCAGTTCAGATGGTCTAAAGCCAAAAGCAGGTCCGT
TAAATGGGAGGGAACCCTAAAAAACAGAAGAAATCATCCTAAAGAAAAGTAGCTTCCATA
AATTTGATGCTCTGGTACGTGTCTTAAAGCTCCTGCTGTGATGCATCATGGGGCTTGTAG
GTTGAAATGGAACAGACTTGAACTTCTGCTCTGCTCACAGCTTTCTTGCTAAGTTGGCTG
GAACTGATTTATGAATTATGCCTCCTCTGAGTCATGAATCCGTCAAAAGTTCTCCTGTAA
TTTCAACAAAAACAAAAGAAAGAAGAAACCAACTTTCCACGGCGCAGAGCCGTGTGATTT
CTGTCTCCAGAGCCCAAAGTTCTTCCGGTTGTTCTGGATCCGAAGCTGCGGAGCAGCAGT
GATCCAGTAAAGACGGGAAAAAAACAGCCGTGTTAGCGTTTTTACAAACCAGGAGGAGAA
CTTTAGACCAAACCCTCCAAAGTCCACGGTTTCTTTAAGAAGTGGTGCAGCAGTTTCCGT
CGGAG
>BJ733511 ID   BJ733511   standard; mRNA; EST; 604 BP.
TCCTTCCTCTGAAACAATAGTATTTTTTTTTTTAGCGTCAAANAGCAAACTTGCTGCTCT
TTTTTACATTCATTACCCCACACCTCTTCCANAGAGAGACAGCAGTTGTTGTTGTTCATT
TGTAGGCANANANATGTCTTCAGNCGGGCGGGAGGGGCGGACTGGCGTTCAGCTGCTGAG
CGCGCTGCTGCTGCTGATGCTGATGCTGCTCTCTGGTTGTTCAAGCANGGATGTTCTTGT
ACCAAGCTACATCACTGCACGCAANGGAACAAATGTCCGGATCCCATGCACATTCACGTC
CNGCTATAANATGGACCTCAACAAGTTTCACATGAACNGGACCTACAAAGTANCCNACAA
TGAGAGTGANACTGAAGTGATGTTCATGACCTACGATAGAAAGAAAGGAANGATTCCGTT
GACAACGGACCANTTTGACNACAGAGTTGAGTTTACNGGGAACTTGGACAANAATGATTT
GTCAATCNCCCTATCAAACATTCAACCANAGGATACAGGGTTTTACTTCTGCCACGNGTT
AAACCCTCCANATCGCATCCACGGAAAGGGGACAATTCATGTCAATGTGGTCAANGAACT
TCCT
>BJ733523 ID   BJ733523   standard; mRNA; EST; 709 BP.



GAGACACTGCGCTCCCTTCCGACGACTCACTATCTGCCTTTACTTACTGTCAAATATTAC
TCGGAGACTTTACGGGAAAGTGGAACGAACTCGTCAACCGAACGGGAATCGGAGAAAATC
CCGGTGTCGGGAGGTACGTCACGCGGACGGCTGTAATCCAAGCGGAGGAGCTGGATCTCA
TCGCGGGCTGAATGACAAGCTGCGCGGCGTTAAAGGTGCACCGGAGTCTGCCGACGGACG
ACATGGGAGATAAATAGTTGCTGCACACCCTCAGCTCGGATTTCTCTGAAGTCATGGATG
AGAGCTGGAAAAACTGCTTCGAAGAGGAGCTTCTTTGTCCCATCTGCCTGAATGTTTTCG
ATGAGCCAATCCAGCTGCCATGCAAGCACAACTTCTGCAAGGGTTGCATATCTGAGGCAT
GGGCCAAAGACAGCGCAGCCGTCCGCTGTCCAGAATGCAACCACGACTACGACCAGAAGC
CCACCCTGGAGAAGAACTTCAAGCTTGCCAACATTGTGAAGCGATTCAATGCTCTTAACA
GCGACAAGGTCCCCCCGGTGCTGCACTGCGTCCTCTGCAGACGAGGCCCCCCGCTGCCTG
TCAGGAAAGTGTGTCTGCGCTGCAAGGAGCCCTGCTGCCAGACTCACATCCAAACCCACC
TGCAGCAGCCGTGCACGGCACCAGGACACCTGCTGGTGGACGCGGANGA
>BJ733524 ID   BJ733524   standard; mRNA; EST; 727 BP.
CAGACGCTCCTCACTATGGAACCCGGAGAGAATGAAGAAAAGCGAACTCTGGAGCTCAGT
GGCCATGTGGGGCTACGCAGTCTCCCCGATCAGCTGGTCAAAAGAGCAGTAAAACAAGGT
TACAGCTTCAACATCCTCTGCGTGGGGGAGACCGGTATAGGAAAGTCCACCCTTATCAAC
ACTCTTTTCAGAACAATCTTTGAAAATGAGGAAGCGAGCCATTATGACGAGGAGGTAAAG
GTGCTCCCACGAACATATGATCTGCAAGAGAGCAACGTCAACCTCAAGCTGACTGTGGTA
CACACTGTGGGCTTCGGGGACCAGATCAACCATGTAAAAAGCTCTGAACCGATTCTTGAG
TACATCGACGCTCAGTTTAAGAGATACCTGGAAGAAGAGCTGAAGATAAAACGCTCGCTG
TGGAACTACCATGACACCAGAATCCACGCGTGTTTATATTTTATTGCTCCAAACGGACAT
TCTCTGAAGGCCCTTGATCTTGTCACTATGAAGAAGCTGGACAGCAAGGTGAACATCATC
CCTGTTATTGCAAAGGCAGACACTTTAACCAGGAATGAACTGGTCAACCTAAAAATTAAG
GTGATGAGTGAGCTGGTCAGCAACGGAGTTCAGATATATCAGTTTCCAACAGAGGATGAG
GCCGTTGCAGAGATCAACTCTTCCATGAATACTCAGCTTCCCTTTGCTGTGATTGGAAGC
ACTGAAA
>BJ733532 ID   BJ733532   standard; mRNA; EST; 688 BP.
ATGGAGAGAGCTCAGCTGGAGAACGAGAAGAAAAAGCGTGAGCTTGCCGAGAAGGAGAAG
GACCGAATAGAGCGAGAGAAAAATGAACTGATGGAGAAACTGAGGCAGATTGAAGAGCAG
ACGCAAAGAGCTCAGAAAGAGCTGGAGGAGCAAACTCGCAGGGCCCTGGAGCTGGAGCAG
GAGCGACGGAGGGCGAAGGAAGAAGCCGAGCGGCTGGAGAGGGAGCGGCAGGCAGCGGAG
GAGGCCAAGGCCGCTCTGGCCCAGCAGGCTGCAGACCAGATGAAGACCCAGGAGCAGCTG
GCTGCTGAGTTAGCAGAGTTCACCGCCAAAATCGCTCTGCTAGAAGATGCGAAAAGGAAA
AAAGAAGATGAAGCTACAGAATGGCAACACAAAGCTCTTTCCGCACAAGAGGACCTGGAG
AAGACGAGGGAGGAGCTGAAGACGGCAATGACGTCCCCGCCAGCACCCGAACACGACGAA
CATGATGAAACGGCCGAAGAGGGCAGCGCCGAGCTCCCGAGCGACGGGGTCACCAACCAC
CGCAGCGAGGAGGAGCGCGTCACTGAGGCGCAGAAGAACGAGCGCGTGAAGAAGCAGCTG
CAGGCTCTGAGCTCGGAGTTGGCCGAAGCCCGAGACGACACCNAGAAGACTCAGAACGAC
ATGCTGCACGCCGAGAACGTCCGAGCCG
>BJ733537 ID   BJ733537   standard; mRNA; EST; 642 BP.
ATCTGTCAGGAGCAACTCTGGAAAGACCTAACTCCAAGTGATTAGCTTTCCTGTGGAAAG
TGTAAGCCTGGATGCTCGCAAAACCACAATGGAGACCAACAGTGACGCCACAAAAATCCT
GGGAAAGGGTCCTGAATACTTTCGCAAGCAAATGGAACGCGACAACAAAGGACACATGAG
TGCTGTGGAGAGGCTCGCCGCAAGTAAGCCCATATATGTCAAGAGCCAACAAGTGGTCAA
CTCGTGCCAGGAGCCAGTGATCAACCTCAGCCCTTTTACTGTGAGCAGCTCTGGATCTTC
CAACCTTCCATTGAAACATGGTGGGAATCTTGTTACAGGGAATAGCCCAACCAGTGTTGC
ACAAGACTCCTCACCAGGACAAGAGCGTCGGTCCAGCTCCAAAAAGAGACCAGATTCACT
TCTAATCTACAGGCAGAAATGTGAGTCATTAAGAGGGCCTGCAAATAATCGCAAACATCC
GATGTCTCGTAAGCTCCTGCTTGGTCCTGTGAATGGAAATGTCCCATTACTTGAGAATGC
TAGCAAGGAATGTGAGTCTAAAGGCAACAAGGAAAAACTTTTGCTGGCTCAGGGAGCAGC
AGAGAACTGCAGCTCCCGTGTCTTTGTCTCTCAGTCAGAGAA
>BJ733539 ID   BJ733539   standard; mRNA; EST; 691 BP.
CCTGGCAACCTTCCTTTATCACCTGCGCATTGAGGCAGAGGTAGAGGTGGTGGAAATGCA
TGACAGCGACATCAGTGCCTACACCTACGAAAGGACGTTGATGATGGAGCAGAGGTCCCA
GATGCTCAGACAGATGCGGCTCTCCAAGTCGGATCGGGAGCGGGAGGCTCAGCTGGTCAA
AGATCGGAACTCGATGCTCCGCCTCACTAGCATCGGCTCAGATGACGACGATGACACAGA
TGTCGCGGAACGATTGGGGAGCGGTGGCAGCTCAGAGCACAACCGCCGCGTTCAGATGAC
CTGGACCAAAGACAAGGCCGCGCAGTACAGAGCCACACACTCGGGCTGCTCCACACCCGA
AGGCTTCAGAGACATGCTGAGCATCAGACCGGACCATTCCAACGTCAGGCGCATGCACAC
GGCCGTCAAACTTAACGAAGTCATCGTCAACAAATCCCATGATGCTCGGCTGGTCCTGCT
CAACATGCCAGGACCCCCCAGGAACACAGAGGGAGACGAGAACTACATGGAGTTTCTGGA
GGTTCTAACTGAAGGTCTGGAGCGGGTCCTGCTGGTCAGGGGAGGAGGAAGTGAGGTCAT
CACCATCTACTCCTGATTGGACACCCAGGAAGCCTGCACTGGCAGGGGTGGGGTGACGTT
TTCCTTCATCCTAACGGTGCCTGAAGGAGCC



>BJ733540 ID   BJ733540   standard; mRNA; EST; 742 BP.
TCTCAACTGCTGCTGCTGTTATGGTTTGTGTGGTGTGGACATTCTCACGTTGCGGTGGAC
CTACACACACAACCAGAGGCTTGCATGCCTGATCCTTCCCCCACCCGTCTCTGTCTCTCT
TTGGGCTCGCACACTCAGGAGGAGAGTCAGCGTGCGTGAGTGGGAATCCTGTCTGTGTGG
AAAGGACTGAAGAGGAGGACGTAGAGGAGCTGAGCGGCAGACTGTACCATGCCAGGCCAG
GGAGAACAGCTCAAGTGCTGCCTCTCTCTGTATTTCTGCGGCTGGAGTCCTCTGCTTTTG
CTCGGACTGTTCTCTCTGCATGTGCAGTCACACGGTAACATACTGGACAGCATGCTGCTA
CGAGGATCCAGTAGAGATGCGGTGGAGAGCGGAAAGGAGACGTCAGGCAGCATCGCTCCG
GCGTCGGCCTCCCACAGATTCCTGTGGTGCTATTGCTCTCACCACTGCCCAGATGATTCC
ACCAATAACACTTGCAGGACTGACGGCTACTGCTTTACCATGGTGGAGGAGGAGGGAGGA
GTTCCTGTTCTGACTGCAGGTTGTTTGGGTCTGGTTGGATCAGAGTTTCAGTGTAGGGAC
ATAGGGGGGTTTCGCCAAAGAAAGTCTCTAGAGTGCTGCACAGATGAAGACTTCTGCAAC
AGAAACCTCCGTCCAACACTACCGCCACTCCAGCCCCCTCTCTACGTCGATGGGAAAGAT
TCACCACATGGCTCTGCTGATT
>BJ733541 ID   BJ733541   standard; mRNA; EST; 790 BP.
CTGGCTGAACTGGTAATGGAGAACGACCAGGTGACCGGCCACGTCGGCTCTAGGGCCTAC
AGCGACGTCTGGATCGACACGCACGCCATAGACAAGTACTCCCGGGTCATCTTCCCAGGA
TCCTACATCCTCTTTAACATCATCTACTGGACCATCTACTCCTAATGGAGAGGAAACGGA
AACCAGGCAAACTGAAACGGTTCTTTTTGACAAAAGAGGATCTGGTCCAAGCTTGGGTGA
GAGGACTAATGTGAAGCAGAGTTTTTTACACAGACCTGATCCCAGCAGGAGCAATGGAAC
AGCTTCATTCCCAATAACAGAAAACTCACAAAACAAAAAGAAACTCTGTTGTTTTTCACA
CAGTCCTCTTGTTGTCTGTCCATTTCATTTGGGACTCTCAACCATTTTCTCAGGCTGTTT
TTGACAAAAGCTTTAACTAAGGATCATCAAATGTCACCAGAAAGCTTTTCTATTGGCAGT
ATCTGTGACAGAAAAGCCTGACTGGTCCTGGTAGACAGGTCACAAAACACAGAGTTGATA
CCTGTAGACATTTCAAGACCCTCTCTGATGAAAACAGTGTTTTTGGTGTTTTTAACATGT
TCTTGTTGCATTTTTCTGATAACGAAGGACATATATCAAGAAAATTACAATTATAATTGT
ACTTCTATGTTTTTCTTCATTCAAATCATTAAGAAAAATGAGCAGATGAAAAAATGCTTT
TAGTTGTGACGTAGAAAGTACAACCACCGGGCCACAATCTCTCTGCTCTATTCTATTCTG
ATCATCCACT
>BJ733543 ID   BJ733543   standard; mRNA; EST; 489 BP.
ATATTAAACCCACAGCCGTCCGATGCGCATGTTGTGGTTTGTGGCGAGCTTGACGGCGAT
GAAGTCTGGCTTAAGTCCAGCGTAAATGGAGCCTGAGAAGTCTGTTGAGTTTTTAAAGGA
GCCTGGCAGGACAAGTAAACTTTTTTTTTTNCCTTCATTCAAAAGTANGTATATAAAANC
TTANGCCAATTCCNAANACTNGCNCTTTGAANAACTTCNGTACAGNANGATNCAGGNGGG
GGTANAAAAANACNAANGGNANCTNANCCANCCAAGTTTTTTTATTTTAACNGGAACNCT
TAANCANCCCAAANGGATAAAANCNGAGTTTTGCACTTTGNATTNCTNAAAACTATGGNA
TNGTTTTTTNGGGCCTGGTTTNGTNGCTTTTAACCTAAAACNGNGACNGTTTAAAGCTTT
GCCAAACTTAAGTTNGNGNGTTTTTTGTTTGAAAGCCTTTTTCANCAATACNAAGNCCTT
TCCCACNAA
>BJ733576 ID   BJ733576   standard; mRNA; EST; 154 BP.
AAAGACATACGAATCCTCCTGTATTGACACAGTTTAACTGCANTTGAAGTGAAAAACGAT
GGNAAACATGCNGGCAGGTTTTGCATCTCANCTGCTGCCNGGATGAATGGATTTTTGCTG
GTTTCTTCTTCGGTGTCANACGTGTGCGGCANCA
>BJ733582 ID   BJ733582   standard; mRNA; EST; 745 BP.
TGGGCTGCTGACGATGTGCAGCACAGCCTGAAGACCTGCGTCCGCAACGGGCACGTCTTT
GCAGATATATCTGAGAAAATGGCCACCCTGGGTTACTTAAGGACAGCGGAGCAGTGCCAG
ACACGCATCAAAAGGCTGAAAAAGACTTACAGGCGCTACTGTAACAGTCGGAGAAATGGA
GGGCGGCCGACCGTGTTTCGGTACTTTAACCTTCTTGCCCCGGTGCTTGGTGACGATTCC
ATTTTTACTGATGTGGACACGTCTGCTGCTGATGCCCCCCTCATGGACAGTGAGCCTGTC
TTGTTTGAGCAGCCTTCAACCAGCCAACTGGTGACGGACATGAGCAGGAAGATGCCGTGG
TCAGAGCTGGAGACTCGCACTCTTCTGGAGATCTGGGGAGAGGACAATGTGCAGCTCACC
CTGAGGGGCTGTCTGAAGAACCGACACGTGTTCGAGTACATCTCAGAAAAGATGAATGAC
AGCGGTTTCATCAGGACCACAGAGCAATGCTACACTCGAATAAAGCGCCTTAAATATGGA
TTTGTCCATGAAAAGGAGGAGTTTAAATTTTTCAACGAGATGGACAAAATCTTCAGAAAA
GAACTGAAACTGGACACATCAGCAGACATGTTTGTCCCAGATGAAGCAGAAGACTGTCCA
CCTGAAACGGCCCTCACTAAAGGTTAAGCCAAAATTAAAGACGTAGAAATGTCCAAATGT
CCGGATTTAAACCCAAACACCCTTT
>BJ733586 ID   BJ733586   standard; mRNA; EST; 615 BP.
TTTTTGTGACCTCCGTTCACTTTTGTTTTCTTCAAATTTTTCCATTGGCATCACATATTT
TACCTGCCATCTTTAATTTGGCTGCTCCGTTTTCCTTAAACTGCATCGCTCTATTCGCAT
TACTCACACCGGAGAGACCAAAGGAGAGAAGGAGCTAAAAAAAATCAACTCTAAAGGGAT
GTTTGCCCACTCTTCCCATCTTTTAAACGGCAGAACTCCTGTTGCTGTTTCTCTGCATTG
CTGCTTAAAATTGTTTTCATTCTGCATCATTCTTAGGGGTGTTCGGCCCACTTTTCAAGT
CTAATGGGCTATCAGTATCACCAACAGCACTGTGGAAAGAATTACCGCTCCAAGGCAGGC



AGGGACTACCACGTACGCACGGAACACTCGCCGAGCATCACAACGGTGACAGCCACAGCC
ACCAATGACAGGAAGGACAGCCTGACTGACACCAACAACAGTAACGGCAAGGACAGGGTG
TTGTCAGAGGATTTTCCAGCAGCAGTAAGAAAAAGGGAACCAAGCGAGGCGGAGAGGAAG
GACAGGCAGGAAAAAACCCCACTTCTCCAGCCCAAGGAGAAGGAGCAAGTAAAGGTAAAG
GAGAAGGAGCAGAGC
>BJ733588 ID   BJ733588   standard; mRNA; EST; 569 BP.
TGAGCTGAAAGGAAAATGCAAAAATAGCAACTCCTGTATAACCTGTTAAATTAGCAGCTT
GAAATCAGATTTGGATTTGCAAAATGTGCTTACCCCAAACCAAACCTCCCTGACCAGCCG
AGGTTTGACAATTTGAACCACAACAAAACACTTCTTTGTTCAATTTGGCCCATAAACCTG
AGAAAACCTCCATTTGAGACTGTTTAAGTCATTAGGTTTGGCCCTAACCGCATCTGCTGA
TGCCTGAAGCTGTTTTACTTTACTGGCATTTGTTTGTCTCTTTCCTGTGCCATGAAGTCC
GTCTGTATTTCCACCGTCTGTAAATGAACGCTAATCATCTCTGTGGAAATGTACCCCCTG
CAACTTCCTCGCTTTTTGCTGGATCTGTACGGTCTCACACGTGAACGTTAAAAATGCCTA
GACCTACACTCTGCATATCTGCACTGAGATAATATGCACACACCTGTAAACAACCATGTA
ATGACACTTATTTATGCCCAGCTGGAAGAAAACCCAACACTGCAGAAGTGAGGCAGGGGC
GTTGATCCCCCGGGTGTTTTTTTTTTTNC
>BJ733589 ID   BJ733589   standard; mRNA; EST; 670 BP.
ACTGGAAACAGCTGTTCGTTCCCCTTCTGTTTAGTCTAAGTTTGTCATTTCTTTTTTTCT
GCATGTTTTTCATCACCCATTATTGTCTTTTTTTCTTTTCTTTTTTTCTGATTGACCCTC
ACTGACATTGTTGTGCTTTCTTTCCTCCTTCCGCTGGTTCTTTCTGCCTGTGACTTGCGC
TGTAGATTTGGCTGTACAGGGATGGTTACCAGAGACCAAGTCACTATATTGCCACTCAGG
GTCCTGTTCACGAGACCGTCTATGACTTCTGGAGGATGGTTTGGCAGGAACAGTCAGCTT
GCATCGTCATGGTTACCAATCTGGTAGAAGTCGGAAGGGTTAAGTGTTACAAGTATTGGC
CTGATGATGCTGAGCTGTATGGAGACTTTAAGGTGACTTTTGTGGAGGTTGAACCTCTGG
CTGAATACGTGGTTCGTACATTTACTCTTGAGCGGCGTGGCTTCAATGAGGTTCGGGAGG
TCAAACAGTTCCACTTCACTGGCTGGCCTGATCACGGAGTTCCATATCATGCCACCGGAC
TACTTTCCTTCATCCGCAGAGTAAAAATGTCCAACCCACCCACTGCTGGACCGATTGTGG
TCCACTGCAGTGCTGGGGCAGGTCGCACAGGCTGCTTCATCGTCATCGACATCATGCTGG
ACATGGCAGA
>BJ733600 ID   BJ733600   standard; mRNA; EST; 474 BP.
GGGACGAGTATGTGCTGGAGGGGGAGGGGCTTTTGACCAACAGGGCGGCGCTGCTGGTTA
AAAGGGGGAGGAGGAAGACGAATCGATGGTGACTGGAAAGGTTTTAGTGGAGAAGGACGC
AACGGGTTGCATGAAGAAGAAATCTTCACTTGATGTGAAGAGTTTGTAGACAGTTTTTGT
TTTTAATAAAATAAAATAAAAATCAGTGAAGACAATCCTACACGACAGAAAAATAAAAAT
GAACCACAAAAAATAGTTTTCGTGACGGTTTTTCTAAATCGACATCCAGAGGCTGAAACG
GCGGCAAACTGAGCCAGACTTGGTTTGTTCCACTCAAACTTTTATGTCAATCTCCAGACT
AAAACAGAGGATTATGGAAATCCTCACATGTCAGGGAAACAAAACAAGAACATCTCTTTG
AAAGGCACTTTTTTTTTTTTTNCCNGGGGANAAAACTTGAAANCATAAAAANCC
>BJ733616 ID   BJ733616   standard; mRNA; EST; 707 BP.
AAGGTGAAGGGTCAATTCATAAATATTGCCTGGGAAGCCGTGGAACCGCTATCAAATGAG
TCAAAAGTAGACGGTTACAGAGTGCTGTTCAAACCGAAAGGTAACCAGACCAGCACTCTG
TACACAACCAACAAGCGCTCCATAGACATCCCCCTCCTTGCTGATAAGGAGTTTGTGGTG
GAGATTCGGGCGCACACAGATGGAGGAGTTGGAGCCGTGTCACAAATCGGCTTCCCAGGT
GGAGGTGTCACGGTTAATCAGTCCTTCTGCATTTTCTCCCTGTCTCTGGCGCTCCTCTTC
TTCCTGAATCTCTGAATGTAGCACCATCTTTGTCTTTAGTGTCTATGAAGGATACTCCTA
TGGTTATTAAGGCTCACGCCTACAGGGAATTGGAACTCTTTCCACAATATTTTGGTTCCT
CCCAGTCATTGAGGTTGTCACTTTCCAGCTCTTCTCCTGTGGATGTGTTTGTGGAAGTAG
ACACTGAAGAAGTGGAAATGGATAAAGATATCCCTCATTTATCTACAAAACGCCTCTTTG
AAGGAGTGTTGAAGGAGTTCTGTATACTCAATATGCCTTATGTAAATGATTACCCTTGTC
CTTCACAGTAGCTTGACTTTGTTGGATTATGATTGGAAGCGTAACGTTTATTCTCCGTAA
ATGTTTAAATCAGACCCTCTAGATTTAAAGAAACTTTATTTTCAAAA
>BJ733617 ID   BJ733617   standard; mRNA; EST; 731 BP.
CGAGCACAACGCTCTGAACGAGGCCAAGCAGATGATCGCCGTCGCAGACGAGAACCAGAA
CCGCCACCTGGAGCTGGAGGAGATTCTGCGCTACAGCGAGTACTTCACCGGCAGCAAGCT
GATGGACTACGCCCGGAACGTGCACGAGGAGTTCTGAGGGCCCGCCTCCTCCATCCTCAC
ACTTCAGGGACAAAAACAGGACAGGAGGAGCGCACCCTGCTGGTGTGCACTTTTTCACTG
CTAACTCCAGATATTGGACTTCCCCCAAACATCAAAGCCAATTCAGTCTGCATGTGTGTG
AGTCTCTGGTTTATTTATGTTGTGGAATAATCACACATTATCGAGCCCCGATCACTTTGT
ATATAATCCAATTTCTTGCTGAGTCATTCACAGACGAGCTGAGTAATGTAACTGTCCCCA
TGGAGACCACGTCCTGAAAGCATTCATGCCCCGTCTGTCACCTGGAGCTCATGTTGTTGC
ACTAAAGATCACGTGTAGACATAAAACACTCATATTTGCATCATCTAGAGGAAAAAGCCA
GCAGATATTTGTATCTCTGTCATGTGAGGCGAGATCCAGCCTTTGAGTTCTCCATCGTCC
TCCCTCCTGGAGGAACATCCATATATTTATTCTCCTGCAGACTCCTCAACACCTCCCTGT
GCTCCTCCAACGTACGGACAGTCAGACATTCCTGCACTTCTCTTTCCTGTGGAGTTTTTT



TTTTTTTTNGG
>BJ733634 ID   BJ733634   standard; mRNA; EST; 726 BP.
TGGTGAGTGATGCTGCCCGAGCTGCTGTGTGAGGATGAAGCCGTGAATGTGGACAGAAAC
ACTCTGTGGTTGTGCGACACGTGACGATGTGTGGAGACCAGTGTGTGTCTGTCCTCAGAT
GCAGTACCAAGAGCTGAAGGTCGATCCCGGACAAAGCCCTAACAAACGCAGGCGGACCAA
CCCCAGCTAGCTGAAGACACTCAACTGTAAACAAAACAAAAAGTCATTTTGGAAACGTTA
ACTTCCATGTCTATTTGGATTAGAGAGTACTGACTGTTGCTTTTTCTTCCTGTGAAGAGT
TATTTTCTAAACTTTTGAAGATAAAATCTTCTTTACAGCCTTTTATTTCTCATCCATCTT
AAGGTCGTGTCACACAGCCACGGCGTACATTTTGTGCATTTTCCATGTATGAAATTTCGG
TCTTTCGTGATCCGAGCGTTAGAAGTGTTTCTTGCGCTAGTCCATGTGCTCAGATGGGTT
CCAGCCGGCAGGTCTTTGTTATTTTTGGTCTTGAGTTGTTCAAACTACACGCGTATTTTA
CGTAGTTTAAACGCAATTATTACGTAAATCTTATGCAATTGGACGTGATTTTTGAGAGAC
GCACACGCAAATGTGTGTCTTTCCACGACCGTTCCATGTTTGTCTAACGGACTTTTCACG
CATGAACCACCTATGTATAACTTTTAGATCACGCATACGGCACACAGATCACGTTAACCT
TACGTA
>BJ733653 ID   BJ733653   standard; mRNA; EST; 681 BP.
ACGTGGGTCCTTTGTCCGGCTTTCAGCCAAAAGTCAATCTGTGGAAGGTGCCCGCTTTGA
TGCCAGGGAACACCGTGTCCCCAGCAAGTTGGGTGTCTTCTCAGAGAGACTCTCCTGATC
AAAACTGCAGGCTGGAAGAAAAAGTGCAGACGGCTGCCAAGGAAAGCAAAGCAAGCCAGG
GTCTCAAGAGGACAGGAAGTGCGCTGAGAATTCAGGAGACACCACCAGAGAAGAAGTCAA
CCATGGGCTTTGCTGTCAACCTTCTGAAAAACATTCAGACTGCAACGACTGACAAACTAC
TCTACCGAAGCAGTCTGCAGGATGCTCAACTCCAGGTCCGGTCCAGTGAACTGTGGTGCA
ACAATCCTCTTACAAGCCCCAATAGTGAAAGTATCTTTCTATCACCTGCTGGGAAAACAA
GCACCCAAGACTCGAATACCGCCGACAGAATAAAGGAAGGAGCTTCTGAGTCCGTGGCTG
CTCTCCTCACCAATCTCTCCAAGGCGCTGCAGGAGTATCAGGAGGCCGAGCACAAGATCT
CCCACCTAGAAAAGGAGGACCTTAGTGCTCAGCGGCACCTTTGGGAACACCTCAGCAAAA
TCCGCAGCGAGCTATCTCACATCCACCAGGCACTGGAGAGGTCAGCTGTCCAGAGTGATG
GACCTCTTGACCTGTCGGTTA
>BJ733654 ID   BJ733654   standard; mRNA; EST; 690 BP.
TAATCTGAGGAGGGAAATTTTCAACATTAAAGTCAGGGCATCAGAAGTGAGTCCCGAAGG
CAAACTCCTGGACTACGGATACACCACAGTGGTGATACGCGTGGTGGATCTAAATAACAA
TCCACCAACGTTTTATGGAGAAAATGGCCCTCAGAACATGTTTGAGCTGACCATATACGA
GCATCCACCGGAGGGAGAAATCCTGCGAGGCCTGAAAATCACAGTCAACGACTCTGATCA
GGGTGCAAATGCCAAATTTAATCTGAGACTGATTGGACCAGGAAGAATGCTACGAGTTGT
CCCTCAGACTGTACTCAATGAGGCACAAGTGACAATATTGGTGGACGACTCTGCAGCCAT
GGACTACGAGAAACACCAGTTTTTAACATACAAGTTACTGGCAGTCGAGATTGATACTCC
GGAGAGATTTAGCGCAACAGCAGACATCATCATTCATCTCCTGGACACTAATGACAATGC
GCCTAAATTCTCCCTGGAGTATTACATTGCCAGAATTCCAGAAAACTCACCCGGTGGCTC
CAATGTGGTGTCAGTCACGGCAGTGGACCCAGATTCAGGGTCATGGGGGGAAGTCAAGTA
CTCCATCTATGGATCAGGGGCTGACCTGTTCCTTATCCAGCCTGCATCAGGGATCATCTA
CACCCAACCATGGGCAAGCCTGGATGCAGA
>BJ733672 ID   BJ733672   standard; mRNA; EST; 612 BP.
TGACGCTTCTGAGGGATAAGTTCAGAGAATTTGCTCGAGAGACGGGGATGGTGGGCCAGG
AGCGAGTGGACGTGGTCAACCTGACCATAGATGGCCTGATTGAATCGGGCCACAGCGAGG
CGGCGTCTTTGGCTGAATGGAAGGACGGCATCAACGAGAGCTGGGCCGACCTGTTGGAGC
TCATCGACACCCGCGCCCAGCTCCTCACGGCCTCATACGACCTGCTCAAGTACTTTGATG
ACGGANAGGAGCTGGTGGCTCAGATCTACNANAAGCANAAGGAGCTGCCAGAAGATGTGG
GTGAAGATTTCAGCATAGCANAGTCCTTCCACAGGATGCATGCTGCCTTTGAGAGAGACA
TCACTGCTTTAGGAAACCAGGTCCAGCAGTATCAAGAGACAGCTTCAAGGCTCCACGCTC
AGTACGCCGGGGACAGAGCGGCCGACATCCAGGCCGCAGCCAGACNGGTGATGGAGGCCT
GGAAGGGCCTGCTGGACGCCTCGGACGGCCGCAGAGCGCAGCTGGTGGACACAGCAGAGA
AGTTCCGCTTCTTCAGCATGGCCAGAGACCTTATGGCCTGGATGGAGAGCATCATCCAGC
AGATAGAGACTC
>BJ733689 ID   BJ733689   standard; mRNA; EST; 253 BP.
ACAGCTTTTTGCAGATTATTGTCGCATTTCTTGAACTACACAAACTGTTGGAGCTCTCAG
ACAATTGCGTCAGTGTGGCATCAACAGGCACGAGCTGTATTATAGCACAAAGCCTTTTCT
TCACCCCAGCGCGAGAATAAAAGGCTCGTCTAATGTCTCCAGTCTGAAGAAATTCCCACT
TAAAAAAAAAAAAAAAAAGCGGNANCCCNGAAAAAAAAGGGTTNGAAAGTATTTTTTCNG
NTTAAAAAAAAAA
>BJ733698 ID   BJ733698   standard; mRNA; EST; 717 BP.
AATTTTTTTTTGTTAAGATTCCATTTGCTCAGCAGTAGGTGAGACTGCACTGCTTTCTGC
CTTTTTAGCCCCATTAGTTAAAGGAGGTCATGGAGAAAGAGCCGATTGAGGGGGAAAAAA
GTTTCTGTAAAATCTGTAATTTCCTGTTTCTTACATTGATTGTGATTTCAGTGCATCTGC
CCATTCTGCTAACTTCTGGTTATTATCATAGTATCATTACTTCCTATTTGCCACATTTAA



CAGTTTATCAAAGTTTAGGTTTAACAGAATACTGTTAAATATATGATGGAATTTGATTAA
AACTCATAACATTGAATACATTCATTTTGTGTCATTAAAATACCCTGAAAATATGACTTT
TTAATGTCTTAGTTTCTTTTTGGGCTTACTGAGAGAAAACTGGAGACAGTTTTTCCTCTT
AAAATACTTCTTCACATGCGAATGTTAAACGTCTCTCCCACTCAAAATGATTCACTTAAT
AAATGAAAAATTATTTCATCTTTACTAACCGATGTTTAAATTAGTTCATTCTACTTTGTG
CCATTGTAGATTTAAATACACAGAATATTTCTCAGCAATTCTTTTAAAAAAAAAGTTTCT
AAAATACTTTCTCTAGCAGTTAGTCAAATAATCAGAAACATTGAAAGTCAGTATTCCCTT
CAATTGAGAATGTGGTCAGGCTGAGGTCACACTCCAGCACGCAGGTTTTTCCTGTTT
>BJ733743 ID   BJ733743   standard; mRNA; EST; 735 BP.
GGCACGAGGCTGCGATCCGCTTCAAGGCTGGCAGATGTGCTCTGGCGGTGCTGTCTGCTA
AAATGGGCGGAAAAAGAGCGACAAGCAGCCGCCATTGTCATCTAATCTGAACTTGTCTGA
CAGAGCGAGTGGAAGAAGAAGGGCTGTGTTTTGACAGATTCCAGCCCTGCGATGACGATG
GAAACTGGATAGTTGCAGCTTGACTGGGGGGGCTAGCTAACTTTGACAGCCGACTTTCCA
ACCCTCCCCTCCTGACGAGAACATTCTCATCTTCAGAATGAACGGATGCTGCGGTGCTTT
AGTGTTCAGCTAAGTCAGATGGTGTTTATTCCATGGAAACCAGTCTGGAACAATCAGTAC
TTGGAGCTCGAGAGCGAGCTGCAGGAGACAGGGCACGACGTGGAGCGCATCGATCCACGA
GGACGCACCCCGCTGGAGCTGGCCGTGTGTCTGGGCCACCTGGAGTCCACGCGTGTGCTG
CTCAGACACGCTGCAGACCCGACATACTGCAACGCGCAGGGCTGGACCATCTTGCAGGAG
GCCGTGAGCACGGGGGACCCCGAGCTGGTGCAGCTGGTGCTTCAGTACAGAGATTTCAAG
AGAGCAACTGAGAGACTGGCAGGCATCCCAGAGCTACTCAGCAAACTGAGACAGGCTCGA
GACTTTTACGTGGAGATGAAGTGGGAGTTCACCAGCTGGGTGCCTTTGGTGTCAAAAGTG
TGTCCCAGTGACGTT
>BJ733751 ID   BJ733751   standard; mRNA; EST; 688 BP.
ACCTTCTTATTTAATCTATCTATTGGTTTCCTCCCCCTAAACTGTGTAGTGCGTTTGTGT
CCTCATGCAAATGCACGCATGTTGTGGTAATGAGGGCTCCTGGTGGCGCACAATTAACAC
AACAAATGTCCCCAAAGGCTAAGATTACCAATGAGCACAGACATATAAAAAAAGCTCATG
AGAGACTTTTTTTTGAAGTTTTTTGTGTGTGTGTGCATACGTCAGACCGTTGCTCGCGTT
GGCATAGTTTTATTGCTGCCATCTCTGTCTCTCAGGCAGACACACATGAACACACACTCA
CACAAAGCCAGCAGTCCCTCTAGATGTGCAGGCGCCTCACATGCAAGCTGGCAGGATTCC
GCCTGCCTTCCTTTCCCCGACAGTCTCGCTCGCACAGACTGGTCCAACAAAGATAAACAC
ATGCTGGGTAGATTATTAGAAAAGTATTGAAGGCCCCACAGCGGAGCATCTAGCACACCA
TTGTGCTCCCATCGTAGTTCTGCCTCATACAATCCGATGCAGCCTCCCCCCGCAGTATTC
TTAAACATGCTTAGACACAGGTGGGTGCTGATACCAGCAGGGCAGCTACAGCAGACTCCA
ATCATATTTCACTGTCAAAAGAAACTTCTGGCGCATTGTTTTCACTAATAGCACATTACT
GACGCGTCGGTGCTCCAGTGGCTGAGAA
>BJ733760 ID   BJ733760   standard; mRNA; EST; 724 BP.
CTAATCTTAAGGAGAAAATTACTAGAAAGTAGTCAAATTATCAGTCAATACATGAAGTCA
TTTTTACTAGAGAAATCTAAAACTGAAATATCAACATCTAACCTTTAGACAGAATTACAA
AAGATTGAATTATATACATCACAATAATAAGTATTTTTTGCTAGTTCTATGGAAATGGCT
GCAATTTTTGAGTTTTTATTTACCTAATTGTAGTTTATTTTGATTAAAGTGTCAAAAAAC
TAGTGTAATAATTAGAAATGACTCATTTTACAAAAAAATGTGAACAAAATAAGAATATGA
TTTTGGTACAATTTGGCCCATTTGAATAAATGTTCTTAAAATAAAAGATTTGTACTTATT
CTTAGAGCATAAATCTAAATTTTTGTTCCCACAATAATGACAAAGAATTCCAGTCTGGGC
TGCACGGTGGCACAGAGGTAAGCGTTTAGGTTAGCGTTTTCTGCAGGGACTCCGGCTTCC
TCCCACCGTCCAAAAACATGCTTCATAGGTTGATTGGTTACTCTAAATTGTCCCTAGCTG
GGAATAGGAGTGGGATTTGTGGCCCTGCGACAGACTGACGACCTGTCCAGGATGTCCTCT
GCCTTCGCCCACGAGTGGCTCCAGCAGCCCCGTGACCCCGAAAGGGATAAAATGGGTTTA
GAAGATGAATGGATGAATTCTAGTCTAACTTGTCACCATTTATTGAACTTTAAATGACAT
CCTT
>BJ733776 ID   BJ733776   standard; mRNA; EST; 525 BP.
TGCTTTACCTGCAATTGTTTGGGATCCTTCAGGCTTAAATGGCTGCCCTGGGCTTTTTTG
TCAAATCTACTCTCAGAAAAAGTCAAATGACATCAGAATTTTCTGTGTGGTGGTCTTTAT
GTGTGGGTTCATTTTCCTCTCAAAGCTGTCCATTTTCTTACTCATCTTCTGACTTCTTCT
TTCTGTCCTCAGGAATTTAAGACAGATACGGAAGTGCCAGAAAGGATGGGAGCAGGTGCA
GCAGGAGAGGCTGTCCAGGAGCTCCTCAAACAAGCCACAGGAGGGCAGCAGAGAGCTGAA
CATGGAGTGCATGTTCAAGCTGAACTCCTACAAGATGGTCTACGTCTGCAAGTCCGAGGA
CTACATGTACAGACACACCGCACTCACCAGAGCTCACCAGTCCCACCAGCAGGTGAACAC
GCGTCTGCACAGGCGCTTTCAGACCTGGCTGGACGCCTGGGCCAAGGAGCATGTGACGAG
CGAAATGGCTGCAGACAACCACAAGTGGCTGATGGGAGACGAACG
>BJ733787 ID   BJ733787   standard; mRNA; EST; 388 BP.
CATCTTTGAGTACTTGTTTATTCAAATCAGGAGCAGACAAAACAAATGCCGTTTGAAACA
GCTCTCTTTTGTGACACGTTAAGTAAAATGGGCGGGGCCAAAGTCTCCCTGCTCCGCTTC
CTTCTGATGCATCCTTGCAGGCAAACAGATCCACGAACATTTTTGTTTTCCTCGTCTGAG
CTGGAATGTGGGTCAAACCTCTGATATTACTCGTCCTTTTTGTAGCACCGGTAATGTTAG



CTTGGGGTTGTGAGGGGCTGTAAGCTAGCAGGAGAGAGCGTAAACAAGGGGATGATGGGA
TATCAGCAGAGGCTTACCAACTGCGGCAACAGTCCCGACCACAACTCAAAGGTGAATTGT
TTTAATATTTTTTTTTTTTTTTTCCANT
>BJ733796 ID   BJ733796   standard; mRNA; EST; 690 BP.
AATATGGTCGTTTTCCATCAATCTTTTCCTTCACTTTAATTGGGTTTCACTTCAAAATCT
TGATTTGCATCATTCTAAAAAGATAATAAATGAACCATTTAAGAACAAAATACATGTAAT
AATTTCCTAAAATGATTAAAATATGTGGAATTAAGGGATTTTGTTGTTGTTCGTAGAGTT
TTTTTTTCTCAATTTAGTTTGTGTGAAACATGTCATAAAACTCTTTAACCTATAGTTACA
ATTGCCTTCATGGATTGATACGGGCTGTCTTTGGAAAAAATATGTAGGGGGTACGCAAGT
GGTCTTCACAAAATATCAAAGTTGTAGATGGAGAGCCCGTGGAGGGAAAACGTTCATGGA
CTTCTACTCTTACGGGGAGCTGCGGGTGAAAGGTCATAGAGAACACTTAACCAACCTAAG
GGTGAAGTAGGTGAGATGCCGGCATGTCGTACAGATTTTTTATTTTTCTACCGGTCCCAT
ACTTTTTACTGCGTAAGGAGCCGGTTAGTGCTGTTCATTTGATAAGTGCGCACTTCTGTG
TGCAGCCCGACTTTTTGTATCACTCGTACGTGCATTCAACTTATATTCACCATGGTGAGA
GCGCTGGAACCCCGATCGGTTCGATTCTCGCTCAGCACGCACATGTGTCAAAGTGTCCTT
GAGCAAGGTACCGAACCCCACATTTCTCCT
>BJ733801 ID   BJ733801   standard; mRNA; EST; 343 BP.
GATTTGGGGATAAAGAAATATCAAATTTATCTCAATTTTAAATGTAAATAAATTGTGGCA
TATTTTTAGTTCCACGTGTGATTTTTTTTTTTTGGCNCAAAAGCGGCCCNCCAACNGGNA
ATTGNCATCAANCCTTCNCTCTGGGGGACAAGAANAGCAAAANNGGAAAAAANGAACGGT
TTCNCGCGNAAACGGAACANCCNGNGCCNGTTTGACGNGGACGGCNCCCTGACNCCGCCA
AGAGAAAAAATCGACCCAAAGCTNGATGAATTTTTTCANACNCTGANAANAAAAGTAAAG
ATCGGCNTTGTTGGAGGGTCAAACTATCCCAANATTGCAAAGC
>BJ733816 ID   BJ733816   standard; mRNA; EST; 696 BP.
TTCCGGCGACAACAAGGGCAGTATTAAAACCCTTTGTAAGGGGAAGGAGTAAAAAAGACT
AAAAGCAATGCAGAAGCTCCCAATCTTAACCTTATTGCTGTTTACTCTTCTTGCGTTTAA
GACTTTAAATAGATAGGCCCTCCTCTGTGATTATTTGAACATGTGTGTTTGAGCATCAGT
ACACTTTGATGGTTGCCGAAGCTCATCTGGCATTGTGAGGAAAGAGATAATTCCTCTCTT
CCTTCGTCCACTTGGTTTTTCATCCTGCATAGCAACACATAAACAGCTCTAATTAGACTA
GAGTGGACCTATTCATGGTGCTGACAGTGGGAGATGGATGCAGAGGCTTTCACACCGTCC
TTTCCTTTTGTCTTTGTCTAATGCCTTGTGACATTTTGATATAAGATTTGGGGTTAGACT
GACGGCCCACATGCTGGGAAAGTGTCAACCTTCGTGGAGACCCAAAGGTAGAAACACAGC
CGTGGTTTCATGCTGTCCCCTTACTTTGTTGTTTGACTTTCTTTAACTCTTTTGGGTCAG
CTGAGAGTTTCACTCCAGATGTCATCTTGCCAGTTATTAGATCCTCCAAACCAAAAAATC
GACAGGACCCTATCACAGTGCAGATCCGCTCTTCTCCTTTGTTTGCAATAAAATATTCAC
AGCAGCGAGAACAGCAAATGGACCTCTGCATGAAAA
>BJ733821 ID   BJ733821   standard; mRNA; EST; 747 BP.
GGCACGAGGATTTATATGAATTGATTACATGATAAAGCAGTTGCCTGAGATATTTTAGTC
TCCAGCCTTACTTTCCCCACATAAAGTGTCTCAATCCCCTGTAAAGGTATGCATGGACAT
CTTTTTCATAATTTGTCACGATAATGTTAGCTAAATTGGCTTCACGCTCAGCATGCAGCA
GTTCTTGAGCTAAAACCTCCTGCAGCGGCAAAACGAATGTTCCGATGCTGCAAGCACAGC
CCGGTGATCTAATCGCACATACCCATTTGTTGACACACTAATCCCTGATCATGATGAGTG
CAGAGTGAACCATGGGTGTTGCCTCTGACACAGTTATATTACTGATATGGATAGACCTGA
GCAAAGAGTCAGAGGGCAGAGTAAATGACAAAGACATTAACTGTCAGAAACACTTAATCC
ATTAATAGCTGTGGTTTGGCAGTTTTCAGTGGTCCTGTTCCCGGCTACTATTTAACCAAG
AGAGAGCTGTGCTCAGCTTCTTGCCTCAGAGGCATTCTGCAAGCTGGAGGGATGTCCGCT
GCACAAATAGCAAGCCGGTTATCTGTCAGCGATATGAACATTAGAAGGAGTTTGCGAGTC
TTCCCTGGAAGCCAGCGGGAAAACAGGACTCCCCCAGCTGCTGGGCTTCAGTAATCTCTG
TGAAATCTCCCTTTTTCCTAGACAATTCGCACTGCTCGCCGACATGATGTCCCATTTCAT
GCCTGCCAACTCACTCCTCTGATCCAT
>BJ733822 ID   BJ733822   standard; mRNA; EST; 661 BP.
GATTTGAAGAAACAAAACCCCACTCAGGCCCTTTGTATCACAGAACAACTGCGAGGAGAA
CACAGTGAGAACAAAAAACTCTGTGGAAGGAAACAAGATAAGACTTTGTACACCATAATG
CTTTTACAGGAGAATGGCCACGCCTACATTATGACTATCCATGGACACAGGAAATGAACT
TCACTTCCTCTTGAGTGATTGACAGATTTGTTTTTTGTTTTTTGCGTGACAGTTAATGTG
TGATAATCTTTTTTTAAAACTGTAACCTACATGAAGCCTTTTCTATTTATGAATTTTTGT
TTTCTGTTTAATGAAGGAATATAATGTGAAGAAGACCTGATAATGATAATGAGTCAAAAC
GGTGTAGAAGGAATATTTATTCAGAATCGGTCCAGCCAAGACAGACAAGCCAAATCTCTC
TTTGACAAAATCTCACTTTCAACTTCAACCAACTGAGAACTTCTCCACTTCATTAAGTCC
TTTCGTTTAAACCTACAGATCCATCCATTTTGCATCTGAAGAAGCCTCACCGAATCAAGA
ATTTCCAGGCATTATTTGGAGTCCAATTCCCTCTTTAATCTGCTGCTCCCAGGTGCTAAA
TGTCTAAAACAGCACATTCTGGAATCACAAAAATAGATTTTCTTAAGTGCTTTAAGTAGA
T
>BJ733832 ID   BJ733832   standard; mRNA; EST; 729 BP.



TTTATAACTGTGAATTGTTAACGCAATTAGCATAAATCAACTGATTCTGATGGGGAAGAG
AAAACTTTTTCGTAACTTCTAAACCGTTATCGTAATTAGTGTAACTTGAGCGGATGCTAA
TTCAAAGACAAGCAACCTTGTGCTAATATGCAAAACTTTACAATTTTAAAGTTGTTTAGG
CAATTTTTGTAAAACCGCTGATTCTGACACGGAGAAAGGCGTTTTTTATTGTAATTCTTT
GTCCGTTTACACAATTAACGTAATATGTGCGAATTCTGAGGCAGAGAAAAGTGACATTGC
GCTAATATGCAACACTTACACATTATTACATAATTAGCATTAGTCAGCTGTTTGTGACAC
GGAGAAATGCTTTTTTACCGTAACTCTTACAGATTTCGACACAGCGGAAAAATATTTGTA
CCGACATGAACATTAGTAAAGTGTTAGCAACATTTTACGTTAGTACAGGGTTAGCAACAT
TTTATGTTCGTAAAGGGTTAGCAACTTTGGACGTTCGTAAAGGGTTAGCAACGTTTTACG
TTCATAGAGGGTCATCAACATTTTACGTTCGTAGAGGGTTAGCAACAATTTACGTTTGTG
AAGGGTTAGCAACGTTTTACGTTCGTAGAGGGTTAGCAACATTTTACGTTCGTAAAGGGT
TAGCAATGTTTTACGTTTGTGGAGGGTTGCGCTAATATGCAAAGCGGTTTTTCTCCCAAT
CGGAATCAG
>BJ733840 ID   BJ733840   standard; mRNA; EST; 753 BP.
GTGTATCTGATCTGTTTTGCAGGGTCGCTGGGAATATCTGGTAAAATGGAAGGGTTGGTC
TCAGAAGTGAGTGTTAAAGGCGAGGCTGTGAAGCACAGCGCTCCATCCTGGCCGCTCGCA
ACAACTGCAGCACCTAAGAGTGTGGCTTCAGCTTGTGGTTGTTTTCTTCTTTTCCTATGT
TTGTTTGCGTTGCGCATCATTTGGCGCAGTCTGTCGCACGTCTTGCGGCTTTTGCGCAAC
ATTCTTGTGGTAAAACGTCCGCCGCCGCAGAGCTACCCACTTTCTGAAGAGCACATAGCT
TTAGCGGATTCGGGCTTTCACCATGCGTCACTGTCCGCGACGTTGCCTGCAATTTGAGCG
GCCGGATTGCTTTCCAAAAAGTACTGTTCATGATGTCATGTTTGAACTGCAACCCCCGCC
CCTTCTCGCTTGTTGTCACACAGGTACAGCACATGGGAGCCGGAGGAAAACATTCTGGAC
GCGCGCCTCTTTGCCGCCTTCGAGGAGAGGGAGAAAGAAAGAGAACTGTTCGGTCCGAAA
AAGAGGGGACCCAAACCCGAGACGTTTCTCCTGAAGGCCAAAGCCAAAGAAAAAACGTAT
GAATTTAGGATGGAGTCTCCCAGAGGAATCCAGGTTTCTTATCCTGTCCCGGAGCCCATT
GTGACCCCAAGGGCCAGAGAGGGTTTACGCACCGTGGTGCCCACTCTCTTCCCTCCGAGT
GCGATCAACAGANGCGAAAGCGTCCACGTCTTC
>BJ733846 ID   BJ733846   standard; mRNA; EST; 706 BP.
ATTGATGAAAGAGCTCCTGCCAATGAGATCCCACTTCATGAAAGACAAATATCAGAAGGC
TTAAACTTCAGAAAACCTTGGCTTGAAAGACACTGTGGAGAAGAGAAGGGTGAAAGACAT
GACTGGAAAGAATCAGGTTCGAATTTTAGAAATCCAAGCATTAGGCATCAGGGGACAAAT
TCAGAGACACCAAGACATGAAAGACATAACGAATGGGTAGAACCCGAATCTGTTCAAGAA
AGTCCTGATATAGAAGCTCCAAGGTTTCATAGAACAGATCAAAACTTTAGGGGTCGGGGA
CCCATGAGAAGACGCTCAAGAGGTGCAGGCCTCAATGTTCGTTCCTTTGGACCTGGAAGG
TGTGACACAGAATCTGTAGAGAACTGGACTAGTAGAAGAACATCAAACATTGAAGCTATA
GGAAACAGAAGGGGAAGAGGCGACAGACATGGCATAAACATAAACTCTCATCCATATCGT
CCAGACAACCAGGACCAAGAACATAGTCAGCAAGAAATTCTTAGTGAATGGCAGCAAGAT
TTTCATGGTGAATGGGAGGACCTTTCAGCAAGTGAAGGTGGGATCCTACATGAAGAGCAT
GATGTCCAATATTCAGACCATGCATCAGGTCCTGGAGGCGACTGGAATTGTGCAGATTTT
GTAAGTACAGGGCCTGATCAGGTGAATTCCGATGCTTTTTTTCCTG
>BJ733852 ID   BJ733852   standard; mRNA; EST; 736 BP.
AGAAGATTCTTTGGACAACCTTTCTTTCCTGAAACGAATGAATCGCTGCTGGCAGGACCA
CTGCAGGCAGACTATAATGATCAGAAGTATATTTCTCTTCTTGGATCGTACTTATGTCCT
TCAGAACTCTCTCCTCCCGTCCATCTGGGATACCGGGCTAGAACTTTTTCGCACTCACAT
TGTGAGCGACAGTGCAGTTCAGAAACGAACCGTAGAAGCCATTTTGGAGCAGATTGAACT
GGAGCGTAATGGAGAAACTGTGGATCGCAGCCTGCTCCGGAGTCTCCTCGGCATGCTGTC
AGATCTCCAGGTCTATAAAGACTCGTTCGAGGAACGATTCTTGGCTGAAACCGATCGACT
CTACGCAGCGGAGGGACAGCGGCTAATGCAGGAGAGGGATGTACCCGAGTATTTACACCA
CGTGGCTCGTCGTTTGGAGGAAGAAAACGATCGAATCCTGAGCTATCTCGACCAGAGCAC
TCAAAAACCTCTTATTTGCTGTGTTGAGAAACAACTTTTAGGAGAACACATGACTGCAAT
TTTACAAAAAGGCCTAAGCAACCTGCTCGACGAGAACCGTGTTACCGAGCTGGCCCTTCT
TTATCAGCTCTTCAGCAAGGTGAAGGGCGGACTTCCCACTCTGCTGCAGTTCTGGAGGGA
TTACATCAAGTCTTTCGGTGGAGAGATTGTCTGCACTCCGGAGAAAGATAAAGACATGGT
TCAAGACCTGCTGGAC
>BJ733859 ID   BJ733859   standard; mRNA; EST; 726 BP.
GTCTTCTTCTCCGGCGGAGAGACGCAGGACATCCAAGAGGTAGTGACAGCCGTGATGGAG
TACCGCGCTCTGAACATCGTCCCGGTGGTGGTCTCCTTGACCAAAGACCCTCGCATCGCA
CGAGCCATGGAGGCGGACGACACGGGGAACTCCATCTTCACGGTTCTGGAGAAGCAGCAG
GACCTGGCTGCCGGGTTAAGGAAGGTCAGGAACTGTGCCATCAACTTTGACCCCTGCAGA
CCATCTGAGGACTGCTCCTTCATCCAGGACCCGCCCCCCCCTCAGGAGGTGGGCGTGGAC
CTGGGTGTGGTTGTGGACGGGTCCAGCAAGGTTCAGCCGGGTGAGTTTGCCAGTGTTAAG
CAGCTCCTGGTCTTGCTTCTGGAGAAGCTGGCCGTGAGTCCTCGGGACCGGGTGGCCGTG
GTCCAGCATGGCGGCGCCCAGGCCCCCACGCTGGAGTTCGGCCTGTAGACCTTCCAGAAC
CAGAACCTGATGAAGAGACACCTGCTCCAGAACATGAGGCAGCAGGGCGGCCCCTCCCTG



CTGGGACAGACGCTGGAATACACCCTGAGGGAGGTGCTGCCGAAAGCGGGCCTGACCCGC
CGGAAGAGGGCTCTCCTGATCCTGCTGGTGACCCAGACGGCCTCCGAGGACCAGAGCGGG
CTCTCAAACATCACCGATGTGGCCCACTGTAGCCGCATGCCGGTGTTCGTGCTGACGGTC
GGACGC
>BJ733863 ID   BJ733863   standard; mRNA; EST; 684 BP.
AAAGCAGAAGACCCCCTTCATGCACCTCACCAGCACCAACATGCACATCAAGGATCTGGG
GATGCAACCCGTCTGACCAGGAACTGAGGCGAACCAAACAGACCAGAAGAAACTTTTCTT
CCTGCCACGATCACGCTGAACTGTGACCACTACTGAGATTTTTTAAAAACGGGGTTTTCT
TCCTGTTTTCACGAGTCTGACTCTGTTTTTACGCGGGTGAGCAGCGCGTGTTTTTGTCAC
CTCCCAGCTCCTTCTCAGTGCTCGCAGGCGTCGCCATGCGCTTCGTATAGGCTACTGTAG
TTAAAGTGAGACCTGCTGCTTTCCTCCGGCAGGACACTTCTCCTTCCTTTCGTTTGGACT
CCGGACCGCGCGTCATGGCGCGACACCTGAAAACGGTTCCTTTGCAGGACCGTGTAGCCT
CATTGTGAGTGGATCTATTTTTTTTTTCAGGANAGGTGGGGGCATGCTCTCCTCGTCTCT
AGNGGANAACATTTCTAAAGAGAAGAAAGTAGAAAAAGAAGAGTGAACTGCAGGAAGGAN
AAAAAAGGAAAACAGAGGTTACCTAANAGACTGGTTAACTTGGTTGTGGATGTTCGATCA
GGCCACGACTATGGGCGATGGGAGCCACCGCTGTGGACCCAACCCCCTGTGCCCGGACAG
GATCGAGAGCAAGTGCCGCACTGA
>BJ733864 ID   BJ733864   standard; mRNA; EST; 389 BP.
CCATTCTATTGTTTTCTTTTCTTTCAAATGACAGGNCTGAAGCTANAGGAGNGGAAAAAG
GATGCAGCTACTCTTTTACTTAAAANAGTTATTCANNTACTGNGNCNTTTCATCCAAAAT
ATGTCACATGTTTGTGTTTTAACATGCTGTAATATTTTTGTTTTCAGGTCAATTTAAAGT
NGTTATTTTTTTCAAAACTTTTNTTTTAAATTTTCACCAAAGACATCCTGTCACTGTGCC
TGAATATATTNGATAGNAACTTAATGCAGATACTTTATAATCATGNGNGCCNTTGTGNGT
ATTCTANAANAATGAACATTNGNNATAAGNTGTTATAANATGCTTTTTAAATAAAATGTC
TTCTGTCTCCNGACAAGGCANAAAAAAAA
>BJ733865 ID   BJ733865   standard; mRNA; EST; 733 BP.
ATGAGGTGTGCATTATCAGAAATTTATGGACAATGTGGAAGCCTGTTGCTAATTTTTGAG
CATGCAAACCTCGTCGGGCACTGTCCCTTACTTGAAAAACAAACGCAGACGTCATCAGTC
TCGTTGCCGTGTCTGGCTTCACAAGATGAACCAAATCCATGTCCCTGATTGGTCGAAGTT
CAACTTGGTTTACCTTTCAGTGGTCAAGCGCTTTGTACATAGAGCCCAAAAACAGTCATA
AAAACCTGTGAGTTTAGAACGCGGAAGCCCAAAACGTGCACTTATTTAAAAATATAGAAG
TGCACAATAACTTTTATTGGAAGCGGCCGCTTTGCATCTCTGTATTCATTCCACAACTCG
GAATGAATAATAGTACTTTAAAATTACTACTGGAATTCTCGGAATAAGATTGAAATATTA
CCTTTTCCTTACTCAACTTAAAAGTTGTTCTGATTGTGATTTTGGTCTTTTGGATTTTCA
TAGGCAGCTGTGTACAATCATTGTTGATTTTGGAAAGATTTGTTTTTCTTGGTTAGAGTC
AAATCTGCTTATTTCCACCTGAACTGAAGTCTGTGGATGAAGTGAATTTCTAAAAAATGA
ATGATTTTAAAACTGGAACTAGTTCATCTTTTAGATAAAACCACATATTCCACTGATTCT
TCAATTTACCAACTCTCTGCAGAGGTGCCAAAGCAGCTGTTGTTTTAAGGCATGACACTT
CCACTGTCCACTG
>BJ733868 ID   BJ733868   standard; mRNA; EST; 664 BP.
GTGACCCGCCCCCACGCCGCACACCGGCCCACGAAGGACCTCCTGAGCTCGGCGTGGAAA
CGACGTCGTCACCTCCTTCTTGGACGAGGAGTCTGACCCCAAACCCTGACGCCAGCCTCA
AAATGACCACCATGACGGTTTCCTGCAAACACTGTGAGAGCGTCAGACTGACGCCCCGCC
CTCCCCCTTCGCCGGACTCCTCCTTCCTTTTGTGCGCCTGCTGCCGGTTCGGGCCGTTCA
GAGCCGTGTGGCGTCACGTGCAGCAGCTTATTTTTCCCATGATTCCCAGAGAGAAGCGGT
ACGAACGGCGAACGCAGCCGCAGGCATCAGCCGGTGCTTTTGTGCTGCAGCTCATCGGAA
AGTTCAAAAAATGACGCCGCAAAAAGCGTCGAAACTCTCCAACCTTCCTCCAAGAACCAA
ATCTGCACAAAAATGGACACAAATACCTCCAGGTGGAAACGGTTCGGCTCCATTTCTGTT
CCTCTTGGTTGTTTTTTCCTGAAAAATGCGAAGGTGAACCACAGCGACGGCGGGAAAAAC
TCCGCTCCCAACGCCATCCCAACGCCACTGATGACAGGAAGTGACCTCAGAAAGCAGCCG
GTGACATCATCAGCTGGATCCTGCAGGACAAAACCCAGAACAGCGCAGCGGACTGTCCCA
CTTC
>BJ733891 ID   BJ733891   standard; mRNA; EST; 124 BP.
CATACCTGCCATTGCAAAGATGTGTTAAAAAGTATGCTCTCTAAATGCAGTGGCTAGCAG
GACAATCACACTCAAATCATTTTCTTTTAAAGGTCCATCTACATTTACCTTCTTTTTTTT
TTTT
>BJ733894 ID   BJ733894   standard; mRNA; EST; 742 BP.
TCCCTAATTTTTGTTTTTTTCCAATTTGGAGCGCTTTTCTCACAAAAAGCGAACTATTTG
TTATGTTGCGCCGCACCACGTAACAAGTAATCCGCATTGCGCCGCACCACCGCTGCAGTC
AAGATTTGATGATTTAAAGCGATACATATATGCTGATGGTCATGATGGGTTGAATAAAGC
ATCACTTCAGAGAGAAAGTTCACCTCTTACCGCTTATTTTTGTCCAAATGATAAAGCAAA
AGGTTGTTTTAATGAAGCCGGCGCAGTGATACACAACATTTAAGCTAGGTGACCGGAACT
TATTTTTTCACCGTGCGGTTATCCTGTGGAACATCACTTTTTAACACACACCCAGCAGCC
AATCAGAATTGAGTATTCACCCAGACCATGGTATAATTTCTGATAATGCACACTTCGTTG



TCCTTTATACCTTACTTATCATATAGAAAATACCAGTTTCAGTGACCATTTGGGATATTT
CTTTGTTTTTTTTGTTGTATTTATCTGTTGAGCCTTAAAAGTCAGACGAGGCTGAAGTTG
GCATCTGAATTTGTAGCTTCCACTTTTACAGTTATGGGCGAATAGAAACTCTATATCACA
TTTTAATGACTCCTACACCAAATCCAGAGCATAAACNAAGTTCAAAGCCGTTGGAGATAT
TTGACAGAAGAAGAAGATAAACATCACCCTCTAAAGTTAAGGAAAACTGGAGGCTAAAAA
ATCAGACACCAACTTCAGCCTC
>BJ733896 ID   BJ733896   standard; mRNA; EST; 731 BP.
ATTTACCCCAAAACAGTCAGGTATTGACGTGTGTTTGTGTTTCAGCTGCAGCGAAGTGTG
TTTTGGACAAAGACTCGCTCGTGGATGGACTGCGAGTGTTGATACCGATGGACGACCAGC
TCCTCTATGCGGGACACGTGAACACCGTGCACTCCCCTGACATGTGAGTGATGAGCTTCA
GAAGTCAGGACCACTCGTCTGGGTCACATCTGTGTACTATTGGCCTCCCGGATGTATAGC
ATGACTGTAAAAATATTTTTTCATTCTTAATGTAAAAAATGTAAACGAGAGCAGGATTAG
CTGGGGGTACAAGGTGATGCTTTCCACCGCCTGCTGCACATCAAAGCTCTCTCAAAATAT
GAATCTGGAAACTGTCCATAGCCACTGAAAGCTCTGACTCTAAGGAGTGACCAAACCTTC
GACCTTTCTCCCACATTTCCTCCCTGCAGATATAGCGTGGTGGTGGAGGGCGAGAGGGGA
AACCGACCACACATCTACTGCCTGGAGCAGCTGCTGCAGGAGGCTGTGAGCGGCATGAAC
CCACCACCGTTTAGAGTCTGATGCTGCTTCATGTTGGCATTTAAGAACTTCTCTTTTGTG
TGCTTACAGATCATCGACGTGAAGCCTCCGTCTGTGCGCTACCTCCCAGAAGGCACCCGC
ATCGCTGCTTACTGGAGCCAGCAGTACCGCTGCCTTTACCCTGGAACTGTAGTGGAACGG
TGCGAGTCCTC
>BJ733898 ID   BJ733898   standard; mRNA; EST; 485 BP.
TGATCTCTGATGCCTTTTTTACCCATAATTCAAAGTGATATTCAATTCTCCATTGAAAAT
TTTATTTTTGTATTTGCAATTTAGAATTCAGTGTGAAAAAATGAAATTCGATCTTACAGT
TAAGAAAGAAAGAAAAAGATAATCTGTTGTATTTTAACCCCTGTGCTATCCTAGGCACTT
TAACGTTGGGGGTTGGGTCATCTAGACCCACTAGACAGTGCTCTGAACCTTTTTTCTTCA
ATGATTTGTGATCTTCACTGGTGTCCATGGATTACATGAAATCTTTCCACCTTTATCCAC
CTTTGTCACGGTAGGGAGAAAACATCAATGTAAGGGTGGGGTCATCTGGACCCCATTGGA
TAGCACAAAGGTTAAATGGTCAGGGTCTTTTAGTGTCATAATTCAAATAAAAATGCATTT
TGCACTTTTTAAGTTACTGTAATATAAAAAATGATAAATAAACTGCATTTAAAACAAAAA
AAAAA
>BJ733905 ID   BJ733905   standard; mRNA; EST; 639 BP.
ACTTTTCACAACTTTATAAACAAACCGCGCACTAACNACTAAAAATGAACTGAAGTTTTA
TATTCCACTGTAGAGCTGCAGGCAAAGTCTGACCTTCTTTTTTGCATTCGTAAGTGTTTT
TGCTTTAAATATACACTTAAAGCATTTTTTTAAAACATAAAAGTCACTTTATTTTAACTT
TTGGCCAAGGGACCACAGTTAGAAGATGGTTTGGAAGATTCCAAATCCTCTATTAGCGTT
AGTCGATGACAGTTTAGAAGTGATCCTCTCCGTGCACCATTAATGGGTTGAGTGTATTAC
GGTAATACTGAGGCCTTTATTAGAACACGAGAAAGCGAAGTCTGTGCCTTGATGCACTTT
TTCTGTTGTCAAAATAAGGTAAATTATATTCTGGTCTGGACAGGTCTGCTTCTTGACACA
GTGGTGTAATATCTTTTTTTTTTTAAATTTCATTTAANCNCTTCCNGTTAANAAGCTTTA
AATAAAACTACNGNGATGTTNGAAANGACTTCTTATAAAGTATCANGTACAGATAAACNG
TTCACAAGNGGACAGGAAGTCAAATTTGCAAAAAAATTATAAAAATAAAAAAATTAATTG
ATATATATATATATTTTTTAACCCTGCCTGAACTAATTA
>BJ733914 ID   BJ733914   standard; mRNA; EST; 720 BP.
AGTCTGCAGGAAATTGACCTGAAAGAGAATAACCTTCGCTCTATAGAGGAGATAGTCAGC
TTCCAGCATCTTCGAAAGCTTACCTGCCTCAAGCTGTGGTACAACAGCATCATGTACATC
CCAGAACACATCAAAAAACTAGGCAGCCTGGAGCGCCTCTACTTCAGCCACAACAAGATT
GAGATACTGCCCTCTCACTTGTTCTTGTGCAACAAACTGCGCTACTTGGATCTCTCCGAC
AATGACATCCGATTCATCCCCCCAGAAATCGGAGTTCTGCAGAGCCTGCAGTACTTCTCT
GTCACTTGTAACAAAATTGAAAATCTACCAGACGAACTCTTCTTCTGCAAAAAACTCAAA
ACATTGAAGCTGGGCAAAAACTCGCTGTCTGTACTGTCCCCAAAAATTTCCTATTTAGCT
CTGCTGACCTACTTGGAACTCAGAGGGAACCACTTTGAGGTTCTGCCGCAGGAGCTTGGT
AGCTGTTCTGCTCTGAAGCGAAGTGGCCTTATTGTGGAGGACATTCTGTTTGAAACTCTG
CCTTCAGATGTCAGGGACCAAATGAAGGCAGAGTGAGAGGCCTTACTGTAGCCGCAGTGC
CTACGTTTGTTTCTTCCATTTCTTTTTATGAAGTCAGGACAACATTCTGGTTGAACGCAG
CTTTAATTTCTCTAAAAAAGGAACACTTGTCTTCATTGTCATACTTTGTTTGACAGCAGC
>BJ733922 ID   BJ733922   standard; mRNA; EST; 739 BP.
CTCTATTTTACCAGAAAAATATCTTGTCCTAATATCACATTGCCAAAAACCCAAATTTCT
GATTTGTCTTATAAAATCCCACATTTCCGATGGCAGTGTGAGGTTTTATTTGGCTCTGTG
GTCTATTTTGGCAAGATATGATGACCAAACTGGGCTTACCCAACATGTACATAAAGGAAG
GACAAACAAGCCTGATGGTTGTCCAGTCCAATGGGTCAAAATTAAAAAAATTAATGAATA
TAAAAACAACTCTTTGGGTAAAAGAGCATTTCAAACTAGACCACATTTCTGTTGTAAAAA
TGGACTGTACTACTTTTTATTAACATTAAGACTTGCCTTATCTTTAGACCTGCCTTTCCA
AACATTTACTAACAAATGAGATGTTTTGTTGCTTGACAGGCATCGTGTCATGTTTATCTG
CATCCCTAGGATGCATTTTTAAGGTCTTGCCGAGCGATGGAATATTTGAATCCTTTAAAA



TAAAGACGTTTTAATTTAAAAATTCCAATGTGCCCAGAAAATTAATCACAAAGTCAAGAC
TTTGCAGACGTATTCTGATTTCTTGCTTTGTTTGACAAGTGTGTCAAACAAAAAAAGAAG
ATGAAACTTTATAACTCTACAATTTAAAGCAATTAATTTGTTACAGTTATATTCAAATCA
CAGTGTCTATGTATGCCTTTGTGATGTTGGCTTTCTTTAAATCGTTAGCTCTCTCAAAAA
CCTTCTTTGATGTCATTTC
>BJ733923 ID   BJ733923   standard; mRNA; EST; 754 BP.
TGACCCCAGTCCCACAGATTGGGCTGTAAGCCTTGGCTCGGTTCTGCGATCTGGAGCGGG
GGCCCTGGTCATCCCCATCCAAAGGGTTATCATTCATCCAGAGTTCAACGGCACTCGCAT
GGATCATGATGTTGCTTTGCTGGAGCTGGCAGTCCCCGCCCCCATGTCCTACACCATCCA
GACTGCGTGTCTTCCGTCTCCCGTGCACAGCTTCCTGCAGAACGCAGAGTGCTACATCGC
AGGCTGGGGGTCCATGAAGGAAGGAGGTTCGCTTGCCAACTTGCTGCAGAAAGCTGAAGT
GAAGATCATTGAGCAGGCAGACTGCCAGCTCTCCTATGGAGATGCGCTGACTCAGAACAT
GATGTGTGCTGGCCTCATGGAGGGAGGCAGAGACACCTGTTTGGGTGATTCTGGGGGGCC
CCTGACTTGCCGTGACCTCTCTGGCCGGTGGTTTATTGCCGGAGTGACGAGCTGGGGTCA
CGGGTGCGGACGAGTTGGCTTTCCAGGGGTTTACACTCGTGTGACATCGGTCAGGAAGTG
GATATCAAAATACCTGCCCTTCTAAAAGAAGGGGGGCAACACACTCCTCCTGAGAGCTCA
GAGATTTCTACTGATGAATTTTCCTCACAAACTGTACTGTACAAGGACCAAAGTCATGGC
AGANGCCAGGCACAAGCATTTTCAGTTTAAACTGCTGAATTTGCGCAGCCAACTGGTTAT
GGGTGCTGTTTTTACTACTGTGCATTTGTCTGAA
>BJ733926 ID   BJ733926   standard; mRNA; EST; 120 BP.
GCAAGAANTGAACCAACAATTTCATTTTGACAATNACTTTGTGGGATGAATGTTAGTGCT
TATACAGCTTCTGATTTTAATGTTCTGAAAGNTACNNATGCTGAATGAAACATTCAAACG
>BJ733928 ID   BJ733928   standard; mRNA; EST; 748 BP.
GGTGTGGGATCTGCAGCTGGCATCAGTAAGCAGAGTACCAATAGACTGAAGCGGTGCTAC
ATTGCAGCCTCACCTTTCCCAGGCCAATGATGAGTCTTCTGTTGTACATGTTAGGTCCTT
TGGTGAATAACAGCCCAAATAGCACAGTTCATAAAAGGTCAGTTTGTCCTGAAAGGGGTA
AACTATTTTTTATAGCACTCAACCATAATACTGTATATGAAAACTTTAACCAAACCCAAA
TTGACATTGTGTGTGTTTAGTAATAGTTTTTTTTAATATAAATCTTATGGATTGAAACAA
ACTGTCTTGCTTCAATATAATAGTGTCATGATGGTTGAAAAGATTATGACAGCTTCCCTA
TGTTCAGGCAAGCTGTCTTAACTGCCTTTGCATTCTATTTGAATATACCAATGGCTTACC
AATATTAGGTGACTAATGTAAAGCTTTCTATGCTCAGGTTAAAAGCTCAACATGGCCCAA
TTCCAAAATATGATCAGAACTCTGTATTCATCTGTTTTTAAAGCAGAAGAAACCTGGTTA
AAATGTTAACTAAGAATTGCATGATGTCTACAAAAGTCTTTCAAAGATCTGAGCTTTTCA
ACTCTGAGTAATAGATTGTTACTTAAAAAAACCTATTGAAACAAAAGTGTTTAATAGTGT
GAGTGGTAAATGTACAGTATTTAGATTTTGTATGGTTGACTTGAGACTTCATTGGATGTT
TGAAACGCGACTCCCTTTTCCACATACA
>BJ733929 ID   BJ733929   standard; mRNA; EST; 703 BP.
CACTCGGACTGAAGGAAGAAATTTTCCATTTGGAGCCAGGCACAGTGGAATCTGGGAAGG
GAAAGTGCTCATACGACCCGAAGCTCAACAGTGTGTCAGCTTTAATCAATGGTGAACTGT
ATGCTGGCGTCTATGTTGACTTCATGGGAACGGATTCCGCCATTTTCCGTACTTTGGGGA
CAAAGACCGCCATGCGAACGGATCAGTACAACTCCAGATGGTTAAATGACCCCACGTTCA
TCCATGTTCACCTCATTCCAGATAGCGCAGAGAAAAACGATGACAAGCTTTATTTTTTCT
TCCGAGAGAAGTCCTCAGACATGGGCCAGAGTCCCGTCACTCAGTCTCGTATTGGACGCA
TCTGTCTGAACGACGATGGAGGTCACTGCTGTCTGGTCAACAAGTGGAGCACCTTCCTGA
AGGCCCGGCTCATCTGCTCTGTGCCTGGAGCTGACGGCACGGAAACGCACTTTGATGAGC
TCCGTGACGTTTACATCCAGCCCACGCAGGACACCAAAAACCCAGTCATTTACGGTGTCT
TTTCTGTCTCTGGGTCTGTGTTCAAGGGATCAGCTGTTTGCGTGTACTCTATGGCTGACA
TTCGCATGGTCTTCAATGGACCCTTTGCTCACAAGGAGGGGCCCAGTTACCAGTGGGTGT
CTTATACTGGGAAGATTCCTTACCCCCGACCAGGCACATGCCC
>BJ733930 ID   BJ733930   standard; mRNA; EST; 720 BP.
GCCCATTCTGTCAACAAGCACAGGTCTTCACGAGTCCCTGGCCCTGCTCACATCTCAGCT
TCACCCGGATGCCAACCACAAGGAAGACCTGGTCTTTCTCAAAGATGTTTTCAGCGAGAA
AAGTCTTGGTTACCTGATGAAGATCCATGAGAGACTGAATCACTATGTGAAGTACAGCCC
CACCCCAGTCTTGCACAGTGCCTCCTGTCTGGCAGAGGACGTAGTTGGTAGAGGAGCTTC
AGAACGGACCGCTGGAGGATGACGAGCGAGAACTCCTTCACCTCCTGAGCACCCCACATC
TGAAGGCGGTGCTGTCGGCCCATGACATCGTGGCTCAGAAGAAATTTGACCCAGTTCTTC
CACCACTGCCAGAGGATCTGGACGACGACATCGAGGAGGAGTCGGTGAAGATCGTGCGCC
TTGTTAAGAATAAAGAGCCACTGGGAGCAACTATTCGCAAAGATGAGGCAACCGGGGCTG
TAATTGTTGCCAGAATCATGAGGGGGGGTGCAGCCGACCGCAGTGGTCTGGTGAATGTTG
GAGATGAGCTTCGAGAGGTCAATGGACACTTGATAACGCACAAAAGGCCGGATGAGATTA
GTCACATTCTGTCTCAGTCCCAGGGCTCCATCACGCTGAAGATCATTCCAGCTGTTACAG
ATGAGGACAAACTGAGGGAGAGCAAGGTCTTCCTCCGGGCTCTGTTTGATTATACGCCTT
>BJ733934 ID   BJ733934   standard; mRNA; EST; 729 BP.
TGTGAGATATTTTATGTTTAAAGAGCTGTTAGACTGCCAGGGCAATTAAACAGTTTCAGT



ACAAATAGTCGGAGCCGCCNATATGCCGATTAAACGTCAAACAACACACAGGCTTCTCAC
CATCATCATGACACATCAATTACGCCTCACAATTGAGCGTTTTGACNCACAGTTTAAGCG
GCTAACAGTGGATTAAAACATTCTCTCATCAGGCACGTCTAATTAATCCGTCACTTTTTT
TTAAACTTCATTAAACAGCTCTTGTGAAATTCAGGACAGAATAAAAGACGTAAAATTTAA
AGTTTTTTAAAATGCAAATTCCAAAATCATGCAGGTGATAGCATGGCAGGAAGCATTTCC
ACTCATCANTCATTTCCTTATGACAGCAATGAATGCAACACAGTTTTATGTCAAAAATAG
ATGCAAAAATAATTTTAATTTAAATACCAAGTACGTTTTGTTGATCAAACATTTGAATAT
TGTTAGATAAAGTATTCCTTTTTGCTTCTATTTGTATTATTTATCAAATTAACCAGCTAC
TTCAGTAAATATATATTTTATTAGACTAATCTACTGTGATTATGTTATTTTTAGTCATTT
CTAACCTCTTTTCCTAATTTTTTTACTTAGAGGAAGAAGTCATATGATATAAAACTGGAT
GCATGTGGCTGACTCCATGTCTTCAGCACACGTTCTCACACAGCTGAAGCCTCTGCAAAA
ACAAAATAT
>BJ733939 ID   BJ733939   standard; mRNA; EST; 726 BP.
GCGTGTGGAGGTGCTGACCCAGAAGAATGAAATGCTTTCTCTTAGACTTCAGGAGCAAGA
CCACGCTCAGGCTCAGAGGGAGGAGGAGCTCAGTAAACAAGGACCCAGACTAGCTGAACT
GGAGCAACGGTATGCTGAAGTGGTGAATAGCTCTCGCTTTGAACGCGAGAAATTAGTGAA
CATTCAACAGCAGCTGACAGGCAGCCTGCGAGCCCTGGAGGAAGAACACCAGGTGACCCA
AGGTGAGGTGTGTTCCCTTGAAGAGGAGAGAAACAGACTGCAGGCCGAGTTGGAGAAGGA
GATGGAAAGCAAAGGTCAGGCATCCCAAGCTGCAGATGAGCACAGGGCGACAGCAGAACA
TCTGCGATTGGAGAACAGCAGGCTGAAGGCACAGGTGGATATCGAAAGGCAAAAGCTTGC
TGAGCTGAAGGCCATGCAGAGTGCCAGTGACAGCACAGAGCTGCAGAGTTTACTGAAGAC
GGCCCATGCTGAAAGAGACCGGCTGGAGGTGATGCTGACGGAGCTGAGACAGGAACTGCA
TCAGGCGCACGCTCAGACCGAGCAGGTCCGCGCCTCACTATCCAAGGTGGAGCTCAAATG
CCAAAATATTCAAGACCAGGCCAACGCAAAAGAGCGAGAACTCCTAATCAGAGTGAAGGC
CCTTGAAGAAGCCGGGATCCAGGCAGAGAACCAGGTGAAGGAGCTGAAGGAGACCATCTT
TGAGCT
>BJ733953 ID   BJ733953   standard; mRNA; EST; 605 BP.
AGCCGCTTTTATTGTGGTGTGATTATTGGTTATTGTATAATATTTTATAGAGATATTATT
GGATTCCTACAAAAAAATCAAAATCCAAGACCAAGTTTTTATATCTCAGGCCAATGAAAC
CTCTTATATGCCAACTTTCAGGCTTCTATTGACCGTTTTGGTTCACTTTAATTTTATGAT
TGTAATACATAGCCCATTGTTTTTGTCTTTTACATTTTTTTTTTACCTTGACTCCAACAT
GTTTTTAAGTCTTTTCTTTTCAGGTTTTTTTTTTATTTTNATTTNAACTNGGGGGNCAAA
TNCNGTTTTNCTACNGACNGAACGCAGGGGGGANACCAAANGCGAATNGCCAACNGAAAA
ANGTAAANCNGTATATAANCNCTTTANCANACCATNGTNGCCAAGCCCAGGCAGCACNGC
ATTTGNCTAGNCNCCCAAGTTTACAAGTTTACGTTNGGACAAANGACAGGAAANGTANGG
TNCNGGTTTAGNANCCAAAGNGAAAANGCTTTAAAGAAGAAAAGAAAAAAATAGANGGGG
GGACAGGCAAANGATAANATNGCATTNCTTTGNAAANGNCAGNATNCTTNGGCACATTAT
TACCA
>BJ733965 ID   BJ733965   standard; mRNA; EST; 748 BP.
TTCACTGATGAAAACATCTTTAGTGAAATCGAGGAGCAACTTAAGGACCTTTGCGTCGGA
ATTTTAGTCAACAACGTTGGCATTCTTCCCAGCTTCATCCCCTATAGGTTTCTGGAGTCT
GAAGACCTGGACCAAACAATTACTAAGGTTATAAACTGCAACGTAAAAACCATGGTTAAG
ATGTGCAGAATGATCCTCCCACAAATGGATAAGAGGCGAAAAGGGGTGATTGTGAACATT
TCGTCTGGAATTGCTTCTGTCCCGTTTCCCCTCTACACCCTTTATGCAGCATCAAAAATA
TTTGTGGAGCGATTTTCTCAAGGTCTACAAGCAGAATATGAAAACAGAGGCATTCTTATA
CAGGCAGTGGCTCCATTCGGGGTCTGCACTCGCATGGCAGGTTACCAGCCACCCAACAGG
GTGACCTTTTTACCAGAAGACTTTGTCAAGAATTCTCTGCAGTACCTCCGAGCAGGGAAC
AAAACACATGGCAGTATTTGTCACATTGTTCTAGGCTGGATACTACAATGCATTCCCCTT
AAGGTTCTCCACTCAGACTCTCTGCTGCAGGGCATGCAAAACTACGTTAAGAAGACTACA
CAGCCGGCTGCATCAGGAACGTCTTTCAAAGAACCTTAATAGGAAATACTAAGAAACGTT
GTTTGATCATAGACTGAATCAAGACATACTGATGGAGGACAAAATGTACACATACTAGAT
TTTTAAATGACATTTCACCAAAATCAGA
>BJ733970 ID   BJ733970   standard; mRNA; EST; 766 BP.
GTCGCATTTTAACTTTCACAACCTTATATGACACAATCATAGCAGACTGTTTATCTAATA
ATTTCACAGTAATTTTTTCTCAAACTTATTTATTTATTCTTTTCATGAAGCATCATTGGC
CAACTAATACTCTGTTTTCATCCTGTATTTGTAGAAACAGTTTTCACTTTTATTGCATTT
CTGAATCTATGAAATCATTGGAAAATAGAATATTATGTTTTTAGCCTTCAAGCCTTCAGC
CTTTGCTGATTCTCTGAGTCACTTAACATACTCTTAACACTTAACATACCTCATACATCA
AATTGACCCAGGAACATCATCTCTGTTCCTCACAAATGAATATAACAGGAGGGTTAACAA
TGTATTTATTTCAATTTATTTCTGATATAAGTCGCTGCGGAGTATAAGTCGCACCCCTTG
CCAAACTATGAAAAAAAGGGCGACTTATAGTCCGGAAAATACGGTACTCAGAAATGGCAT
TTTTAGCTAAATTTTTCTAATATATCCTTTGTCATCAGAAAAATGCCACGAGAACATGTT
AAAAACACCATCAGAGTGGGTCTTTATTGACTGTACTTGTCAGCCTGGCCCTCACGTCTT
CCTGCTTTTTCTTCTTCTTGCGCTTCAAATTAAGCATTAAACTCTAGGAAATTCCCATTT



TCATAAATCTGATTTTCTGGATAATGGATATGTTTTTTGTGGTTGTTTTAACTTCANGGT
ATTATATTTCTAANGGTTCGNTTCANGCACGTTTTGGTTTAATCAT
>BJ733976 ID   BJ733976   standard; mRNA; EST; 657 BP.
AGCGGTTCTGGGGTGAGTTAGACTGAGTCGACCCGCCTCGTTGCAGTTGAACGTCGTTGG
CAGAAAACCTGCGTCTCTTCCTGATTGCGGCGAGCGATCTGGCAGCCAGCTGCTCCCCTC
CCAGCGACCCTCTGCTAGCCAGCTGAGCTGACCCCCTCCCCCCCCCCTTCCCAAACTCCC
GGGTCATTTCTCANCGCCAGGGGGAGTCGTGTGCAGCGGAGGGGGGAGGGCCACGGCCTC
AGCTGGCTCCCCACATGTGAACCATCACGAGTCCTAAAGCCTCCAGTTCTGCTCTGAGCT
GCANATTCAGTCTCTGTTGGCCCCCCTCCTCTTCATCAGCGTTCGTCTGAGTGACCGCCC
ACCTGGAGCGTTAGACGTGTGCGAACATCCAGGGCANANAAAGGAGTAAAGAGCGTCACG
CTTCACCGCTCGCCTCCATGTCGTCACCGTTAAAAAAAACACTGCTGCTGCTCAGTGAAC
TGGTTTCCCTGCAGGATTCCCGTCGGTGCTCTGGTCATCGGCCTGCAGTCTCTGACGGGA
GAAACCTTTCGACAGAGGAGGAGGAGAGAGCGGCGAGAGCTGTACGAACACAAGCTGGCT
GAATGGACGGCGCGTCTGGAGATGACGGACGAGCTGATTTCCAGTCTGGACGGCGCC
>BJ733977 ID   BJ733977   standard; mRNA; EST; 254 BP.
GAGAGCAGGGAGGCAGCCGGAGACAGAGAGCGCAGCCCCGGCCCAAGGAGAGCAGCCCCC
CCGCCGCACCGGGAGGGCCCAACGCANGGCCCCGTCCGANAGGAGCGCCCACAACCCCNN
ACNANCACCTCATCNCCACCCANGANTTCTGGGCATCCCCCCGCCCCNACCCCNCGTNCN
ANCCNGGACCCCCCNNGGGAGACCCGGCCCGCGCTCCNNGCNNCCNCCCNCCCNNCCCAT
GNNTGGTCCATGAA
>BJ733980 ID   BJ733980   standard; mRNA; EST; 727 BP.
TGGAGGCAGAGGGAGAATTCACAATAGATGCACTCTTTAACTTCCTCAGAGGGGCCGGTC
CAGTGTTGCACGGTGATTTATCACTGTGGTATGCTGTGTGTCATGTTTGTGAGAAAAGTC
TGCTCTCTCTTAAAGTTGAAGTGTGTAATTTTACAATAACTGAGAGGTTAAAGTACAGTC
GCTTGGCTGCGATATCTGGATATTTTCTCTCAAACTTAACAGTCATTAAAATCCACTTTA
TAACAAATATTTGCAGCTTTTTCTTTGGACATGCTCATCTTTTCTCATAGGAGAACATGC
TTTGACAGCTCTCAGAAGGAACAATTCCAAAGATTGTTTGAAAAAATATCAGAACATGAG
CATAAATAAATCCTTCTTGTACGTAGTTTAACTTTGTGATGGGATTTCGTGCAATTTTGC
TTCTTTTAACAAAAAAATACATTTTATGACATGAAAGTGAGTTTGTGAAAGTTTGAAGTT
TCAGAACGTTCAGTTCCGTTAGCAGGGTAAGAAAAAAAAACGCATTGAAAAACAGATTCA
AACAAACAGAGAATCGGGGGGTAACTTGTCGAAACACGCCACTTGATCTTTGTCTAATTC
TGTTTGTCTTTCAGGCTTTCCAGTAAACAATGACACATTCTCTGCTAATGTTTTCTCATT
GCTAAGATTTAAGGCAGGACAAAACAAAAACACAGAAATATTCCTGGATTTCACCGTTTT
GNTTCTC
>BJ733994 ID   BJ733994   standard; mRNA; EST; 693 BP.
CAGCTCAGCTTCTCCGCGGAAAACCAACATAAAACACCGCCGAGGGTCAATTCACTTTCC
CTGGGTGTATTTTACGACAACAGTGTCAATGATATGCACCGCCGTCGGACAGACACACAA
GTGCTGTGATTTTGACTGGGGAAGGTAACGCACCCTAACCAGGAATCCCTGCAGCAGGTG
TTTCTGAGAAATAATGAAAAACTAGTCTCAGTTTTAGCACAAGAGAGAATTTTGGACCAT
CCAAGCCACCTTACTGGATGGTGACTCTCAGTCACGCATTAGGAAATATGATTGTCCTGG
CCTGACTCCTTTCCCATCGCAAAGGTTTGGTCATTCATAATGCATAACCCAGCTGCAGAG
ACTGTGGCAGCTTACCCCAGTGGGAGTGTGGTGCTGGATAAAGATGCCAACCCAGAGACA
ACCTTGGGGAGTGCGTACTCTCCTGTGGACTACATGAGCATCACCAGCTTCCCCAGGCTG
CCCGAAGATGACATGGCTTCTGGGGAAAACACCCTGAAATCCCGCAAGGATGATGACAAT
ATCCTAAGCGAACAAGACACAGATCCAGATCTGTTTCTGAGGTCTGCTCGGCTTCAGCGC
CTCCCTTCATCTGCATCTGATCTGGCCAGCCACGATATTGCTTCCCTTCGTGAGACCAAC
ACGGACCCTTTCACTGAGGAATGCGCCTGTCAA
>BJ733995 ID   BJ733995   standard; mRNA; EST; 706 BP.
GCGCGGATGTTTGGCGCGCAGCGGCGAACATGCAGTCCGTCAGCAGGTCGTGGCTGCTGC
TCTCCGGCTTCGTGCTCTTCTACGTCATCTACCTGCTGTTTGGGGCGCTGGTGTTCTCCA
GCATCGAGCGGCCGGTGGAGGAGCGGCTGCGGCACGACATGCAGGTCCTGACGGAGGAGT
TCCTGAACCGCAGCTGCGTCAACGCCGCGTCCCTCGAGCTCTTTCTGCTCAAAGTGCTGA
GGGCCAACAAGTACGGCGTGTCCGTCATTGGGAACTTCTCTGGGGCCACAAACTGGGACC
TGCCATCCTCCATGTTCTTTGCCAACACCCTGGTCACCACAGTAGGTTATGGTCATACGT
CTCCACTGTCTGACGCTGGCAAAGCGTTCTCCATCTTCTACGCCTTGTTGGGAGTTCCCT
TCACCATGCTGGTGCTGACCGCCTGTGTGCAGAGGCTCATGTACCCTCTGGTCATTGCCC
CAGTCAGCGCTCTGCAGAAATCGGGCTTGAACCCTCGCCCGGCGACTACAATACACTTTG
TGCTGCTGCTGGTTCTGGTGCTTCTGGCGTTCTTTCTGGCGCCGGCGGCCGTGTTCAGCA
CGTTGGAGGCTTCCTGGACGTTCTTGGATGGCATCTACTTCTGTTTCATCTCTCTGTGCA
CCATCGGACTGGGGGATTTTGTGCCGGCGACACAGCCTGGAGTAAA
>BJ734000 ID   BJ734000   standard; mRNA; EST; 746 BP.
GTAAATGTTATGGCCTATAAGCTTTTTCAATGATTTACATTATTGTTTGGCCATCATGAA
ACGGTTAAGCTGATAGAAGAAGAAATAAGGTATGTGACTGCTGCCCAAAATGAGCTTTAT
CCTCTGCTGTGGCTCAGAGGTGACTTTAGGAAGTGCTCAGTTGGTTGATGTCTCAGAAGC



TTTCTTTCTTCTTTTAATTTTTTTAACTTGTCCTGTCCAACAGCCGAGCAAACAGATGAG
AGCTGAAGGCCTCTTGTGTTGGACATATTTTACTTTAACAACAGGGGGTTAACTTTCTTT
GTAGGTTTTCAGTTTCACGGTTTTCTCTGTTAAATGTTTGGGCCTCCTGCACCCTTTTTA
TACGTGGGGGCAGGAAGTGTTGGAGTCGCTAAGAGTTTGGAGTGACTACTACATCTATAA
ACTGCTCACACAAAGCTGGATGAGGAGATAATCATCTCTGTTATCACGTACCGTTTTCAA
TATGCAGCTTTTGAATCATATTTAGTCTTTTTTTCCTGAAATATGCGCTTTCTGCCATTT
TTTTAGATTGAGTGTAGTCTGTGATGTGATTTTAATGGGCAGTGAAATCAATTACCGTTC
CCATCCATTATAATCGTGATGGTTGTAAGTTCTCTTAGTTCTTTACGTTTTACTTTTTGA
GCTTCGATTACTTTTCAGTGGAAAAAGCTATTCAGTTACTGCAGGTTTTGTAGTTGAGCC
TCTTGTAGCTGAGCAGGCGTACTCAT
>BJ734005 ID   BJ734005   standard; mRNA; EST; 750 BP.
TGATTAGGTAGGGTGCACTGGGGCAGAAACATTTTAAGAACAGTTTGATTTGAGCGTAGA
AAAACCTAAATTCCTTAGCCAAAGTAAACTAGGTATTGTCCATAAGATGGTTAATGCCTA
TTTGCTTAGTTTATTCCATATGATGCTTTTTAGTAATATGGAGGATTCTACTGCAAGTAG
TGTTTAGTTCCTTCTTTAGATTAGTAGCTCTGCTTGTGTCACGTTGACAGTCTGTGACTG
CTGTACACGGACTGGCCGAGACGACTTGGCATAAGCACAACAGACCTTTTTAATCAAAAT
ATTAACCATGTCCTTTTTAAATTTGAAATATTGGTCTCTAGCATGCAGAATTACAACAAG
GAGGAAGCACTTTTTCATAGATTAAGAGCGGAAAGACATCATGACTGACTCGTATGCAGG
TTGCTGCTGCACTTCAGGGTTCCTGACTGTGGCATAAAATTCAACCTGAGGAGAAAAAAA
ACGAGTCGTGTTATGTTGTTCTTTGGAGAGACGCCTGCTCCAGAACCCTTGGATCCAGAT
GCATCTCACATCCATCTCTATTAAAGAGGGGTGTTTCAGAACATTTTTAATGTATTCAAG
GTTTTTTTTATTTCTTACATAATCTGCAGTATTTTTCTGCAGTCCTGGAGCATTCAGGCC
TCGACCTAAGTGCTCTTTAATGTCTAAACGGTACACAAATGTGTATTCNTTTCACTTTTC
TCNTTGGCTATTACTGGNTTGATATGANCC
>BJ734049 ID   BJ734049   standard; mRNA; EST; 737 BP.
TCAATTGTGTGAATCAGGAGCAGACAAAAAATTGCCATTAGCAAAAGCTTGTAGGTGTGA
CATAGAAGCTACACTCAGCAGGCAACAAGCTCCCTGCTGCGCTCCATTCCGATGTTTCCA
CTTGCAGACAAATAGGTTCCGTGTGCATGTTTCTGGCTCAAAACTGTACGGCTGGATAGC
TGATTGTGAGGGGCTGTAAGCTAGCAGGAGAGCACATAAACAGATGGATGATGGGAAGGG
AGTGGACTTACTATACAAAACAGTTCCGTCCACAACTTAGAGGCAAATTTCTAATGAACC
ACTGTCGCTCTGCAGAAGCTATGTCCTAGAATTTGACACCATTTTTTTTAAATTTTTGGC
TAAAAGCAGCATTAATTAAAAGACCACTGGGGGCACCTTAAAATAGATCAAAAGATAATC
AGAGTGGGACTTTAAATGAAACAAGACAAAAAGGTGGCTTTCCTTTTCTCAAACTCTTTT
GTGTTAACTTTCAGAATCCTCAGGGTGACTCCTCTCCAAAAAGCTCATAATTAGTCAACA
AAAATGACACTGACAAAGACCTGTCCTGATTGTTGAAGCAGAAAGGAGGAAGTGTGAAAG
GGGCATCTGAAGATGTATTTGCACCTGAGGTACAGGAGGCTTCCAGCGCATGTTTTTGAG
CGGGGCGGGGGTGAAACCAGGTGTTCCTGANGGCCTCTTCTTAAGCACTAGCACCACACC
TTTGGGGTCCTCTCTCA
>BJ734050 ID   BJ734050   standard; mRNA; EST; 575 BP.
ATTTGAATTAAAACCAGGATATTAGAGCATTTCTCATTCTGTGGGTGAGGGGGAAAAAGG
TGTGAAAAGCTTCTTTAAGGTTGTGGTGTCTCGTCTTCTGTGTAAAACTGGAGGGCAGCT
TCTTCTACAAGGGAGAGGCGATCTGAATGTAAATGCTATTCAGCTGGTTCGCTGTAAAAT
TATAAATGTACTGTGTGTATTGGCTGTAAGATGTAGGAGTCTCTGTTCCCCATTAGACTA
TCTGTTATCATTTTAGCAGTGTGTCATTTGTTTTTTTTTTCCAACGGCTGCAGNGGTGAT
AAAGGAAAACTGGGGCATTTCACTTTGAATTTTTGGNGAAGTATTTCCTTGATTTAAAAG
CTATTCACATTAAGGACACAAGGCTATTATTTGATTGTANCTCTAAATAGCANAANGTAT
GACAAAACACTGGANGGNCAAAAACGATAATTTAANCANCGAANAAATTGNGATTTACNC
TGAAACTGTGTGANCNCTTTANACTTGANAGNGTATATGCAGNGNCTAATANAACTGTTT
TCACTAGTTCACTGGAAAAAAAAAAGTTNCTTTNC
>BJ734057 ID   BJ734057   standard; mRNA; EST; 732 BP.
AAATCCTCATCCCGTCGTCATGGCAGCAGGTCCCCGGCGTGGCCATCCACAGCTCAACCC
ACCAGAATCACGTCTCTGAGTCGCCTCTGGACAGCATTCATACGGATGCAGCCGTGCAGC
AGGGGCACAGCTGGAGAAACACAACCCAAACCAAGCAGGACAGGAAGAAGGTGAAAGCGA
GACGTGGCGAGAACAGGAACAGGGGTTTAACAGCTGCCTCCTTACTCAGCAATAGTGTTG
TGAACCCGCCCAGCTCCTCCCTCAGCCTGTCCCAGCCCATAGTAATCTCTGACACCCCCA
GTCCTGCGGTGAGCATCATCACCATTCACAGCGACACAGACACGGAGGATGAGCGCAAGT
TCCACCCGGCCAGCGTTGGACAGAGCCGCTCTGAACGCACCAATGTCATCAGCTGCGTGA
CCGTGCACGACTCGGACTCCTCCACGGCCAGCCCCCTCACTCCTCTCCCCCGCTCGCTGA
ACCCACCCGGCTCCGTGTCGTCCCGGCAGGCCAAGTCTCTGGCAGTGGTGGCCCCCTCGC
TGAAGGGCCAGGCCTCTGAGATGGGGGCGGTGCTGCGTGGCCGCTTGGAGAGCGTGAACT
ACATGAAGCCTAAGAAAGCATCCAACAGACAGCCGTGCAGTTCAGGAGAAAGCATTGACC
AACATGGGATCGTCCCAAGCCAGTCACACCCCTTAAATCTCAGCCAGGTGCAGTCGGTGG
TTTCTTCATCTC
>BJ734061 ID   BJ734061   standard; mRNA; EST; 740 BP.



TTGATTTTCAAATAATACGATTGTCTTAAAGATCTGAACTTTGACGTGCAGATCAAAAAT
GTATGATGTTTGGGGCACCAAAAAAATAACAATAAATGAATACATTTTTGAGGATAAAGT
CATAGCATTAAGAGAAAAAAATGTCATAATTTTTAAATAATAAAGTTGTAAAATTATAAG
AAAAAGGTAGTAATTTTATAAAAAATAAAGACAAAAAATTATGAGAACTTTTGTAATTTT
TTTAGAATAAAGTGGTAAAATTATGAGAAAAAAGTTGTAATTTTATGAGAATAGTCATAA
AATTATGAGAAAAAATGTTATAATTTAACAATAATAAAGTCATAAAATTATGAAAAAATG
TCATAAAATTTGCAAGAAAAAAGTCTTAAAATTATGAGAAAAAGGTTGGACCTCTGCAAC
TATAGTCCCGACAGCATAAACGCCGCGTCCGCCAGAAATCCGCTCCTTGTGGGTCAAGAA
TCTTCATCTGAAAAAGGCCCAGTTACCTGAAAATTCCTTTTCAAATAAAACAATCCTGAC
TCACTAAAAGACTTAGGATTTCCTTATTTGTGAAACCAATGCTGAAGAAACTGCTTAAAA
AGTGCTCTATGTCTCTCATTCTAAAAGGCAATATTGGCTCTCTTGTTGTTGTTTCTAACT
TACCGGTACTTTTTGCCTCATAAATTTATAGCTTTAATCTTGTAAATTATTAACTTATAC
CTTATGAATATATAACTCTT
>BJ734076 ID   BJ734076   standard; mRNA; EST; 695 BP.
TTTCACCGAACTAACAGAGGAAAAACGCAGATCTTTGGACACAAACACAAGAAAGCTCTC
TAGAGAGTGGAGCAAGCTCCATGTGGAAAATGATCTGTTGTACAGGAAAACCCAAGGACG
GAAACAGTTAGTGTTGCCAGACACCTACAAGCAGGTTGCACTGACACACTTGCACGACAA
TATGGGACATATTGGCGTAGAGAGGGTTTTAAGCCTGGTAAGAGAGCGATTCTTCTGGCC
ATTTATGAAAAGGGATGTGGAAGATTATGTAACTCGCAGATGTCGCTGCATTAAACAGAA
GAAACCCGCTGTCCCTGAAAGAGCACCCATGGGGAGCATCACATCTAGCTCGCCACTAGA
GCTAGTGTGTATTGATTTTCTACACTTAGAGGCCAGTCGAGGCGGATATGAGTATGTCCT
GGTAGTAGTTGATCATTTCACCAGGTTTGCCCAAGCCTATCCTACTAAAAACAAGGCTGG
GAAAACTGCTGCCGACAAGATTTTCAATGACTTTGTCCCCCGTTTTGGATATCCACATAA
ACTCCACCATGACCAGGGTAGAGAGTTTGAGAATGAACTCTTTAGAACTCTCAGACAGTT
TGCTGGTGTGAACCACTCAAGAACCTCACCTTACCACCCCCAGGGTAATCCTGCTGAGAG
GTTTAATCGAACTTTATTGCAGATGCTCCGCACAC
>BJ734094 ID   BJ734094   standard; mRNA; EST; 741 BP.
ATGCCAGACTTCTGGATGCATCCGTGACGGGGTGGAGGATGACGCGCTGGAGGCTAAACC
CATCCAGTATCAAATCCTGGTTCTGTACAGGGTCCAGAAGCAGCAGAGTGTCGGCAAGAA
AAAAAAGAAAAAGTCAAGGAAATACGACTTCATGCTCGGGACCCAGGTGATCACAGTGGG
CTGCACCTGTGTGAGGCCAAGTGTCATAACACAGCAGTAAACCCCCCTTTTTGCCAATTC
AAAAAACACCCTAGTAAATGTTTGTTTTATGGATCTGAGTATATTCACCGAACATGTCTC
TCACTGGCTTTTGTGGGATTTAATAAGGGGTATTTTTCCCCTACTCCCTTGAACAATAAT
AAAAAAAATACCATAAAAAATGTTAGGACTTATTCTGGTCATAACATTCTATTTTTTTGT
TGAGATCACTGTGTCATTGTTAATCAAAATGAACAATAACAACGCAGATGAACTTTTTTT
TTCTTTTTTTAAATCAAACTTATGGGATGCTGATGGTTTTTGCCTTCCACCACACTGTGC
AGGACTTGTAAAAGTACTTGTTGCTTTGGAAAACATGACCCCATAATGGTTTGTTCCATC
TGGTGCCAGAATATAAAGTGGGTGCAGGAACTGAGGTCGAAGAAAACTGTGTGAACGTCA
GAGATGTCACTTTCATTTTAGCTCATTGATTCATGAAAAATCCAAGTATTTTGCCANGTT
TTGNTTGCTTATACTGCCCCC
>BJ734096 ID   BJ734096   standard; mRNA; EST; 254 BP.
TGGATTGTGTAACTTTGAAAAACATAATTTATTTTACTGTGATCTTTTCTGTTAATGGCT
TTTTTGTTCAGCTGTTCCTCAGATTTCAAATTAAGAGATGTATTTAGAGTATTCTAAAGT
ATTTAGTCAGCCACCAACTGTGCAAGAATGAGAGAGGGCTGTAATTTTCAGCACAGGTAT
ACCTCAACTATGAGAGATAAAATGAGAGAAAATCCAGAAAATCACATTTTCTGATTATTT
TTTTTTTTTTTTNA
>BJ734105 ID   BJ734105   standard; mRNA; EST; 724 BP.
CAGACTCCTCATGGCTTTGACACTGAACACGGCCTCAGAGCAGAACAACCTCACACAGAC
TCCTCTGCTGAAGATCTGGGTGCCGTGGATGGGGTTTAACCTGAACCGCAGGAGGGGGTC
CTCCGTGCCTCAGTTCTGTAACTCCCCCACTGTGATTGTGATGGTGGGCCTGCCTGCCAG
AGGAAAGACCTACATCTCCAAGAAGCTGACTCGCTATCTGAACTGGATTGGCGTTCCTAC
GAAAGTGTTTAATGTGGGTCAGTATCGCAGGGAAGCAGTCAAGACCTACAAGAACTTTGA
GTTCTTTAAACCTGACAATGAGGAGGCCATGAGGATCCGCAAAGCCTGCGCTTCAGCTGC
TCTCAAAGATGTGGCCGTCTACTTCTCAAAGGAAAACGGACAAGTCGCTGTTTTTGATGC
CACCAACACCACAAGGGAGAGGAGGGCCGTTATCAACAGTTTTGCAAAAGAGAGGGGCTA
CAAGGTTTTCTTTGTAGAATCCATCTGTGATGATCCAGAAATCATTGCAGAGAATATTAG
GCAAGTGAAGTTTGGGAGTCCAGATTACATCGACCGTGACGAAGATGAAGCCATGGAGGA
CTTTATCAAGCGCATTGATTGTTACAAGACCAGCTACCTGCCTATAGATGATGAGAAGGA
CAGAAACCTGTCCTATATAAAGATCTTTGACGTCGGTAGCAGATACCTGGTCAACCGGGT
CCGA
>BJ734126 ID   BJ734126   standard; mRNA; EST; 412 BP.
CAGTTTTTCCACTAACCTGTTACTAAACTTTATTTCCTGCTAACCACAGTCAGTCCTCCT
TAAGGGTCAAAACAGCAGCAGCATAGACTGAAGAGCAAGAATGCACCATAAAGAGTGTAA
CAATGATGAGGAAAAGGCAGGATTGGTATTATTGTACCCCCCCCCCGACGTACCTCCAGT



CTTCAGTTGTTGTTTTTGGCTTTCCNGTCCCAGCTATTGTCTTGGCTTAAGTTGGCCGNG
AGTCCTTCATGAGTTTTTCAGGACAGCTTTGCAAATCCACATTTTCATCTTTGTACAGGN
GCTTTTCTGCACTATCCTACAAAAAGGCAGAACAAANGNGNGTTTTTTGTTCTTTTTTTT
TNCTNAGTNCGAAGGTNAACNGTTTTTCAGNCATTCTNACNTTTNAAAAAAG
>BJ734127 ID   BJ734127   standard; mRNA; EST; 748 BP.
ATCTCCTGCAAGTCAGCATTTCTCCTTCTGAATGTCTTTATCAATAAATCTTCTACTATT
GGGTATTTATTCAAACTTATGTGTGTTTTGATGATCTGTTCCAGCTGTTGATTCATGTAT
GATTATGTGTGTCAGTGGACACTTTGTTTAAATGATTCTTTTTTCCTATTGGAGACATCT
TGTCTTTTATGATTTCTTCTGCTGTAATTGGCAAACAAACATAAGATTACTGCTAGTTTT
GCTGCTTTGAAGCAGCACCTTTTAGAATTGTATTACTGGAGTTGTATTTTGAAATTCAGA
ATATTTAAAAAAGGCATAGATTCTTCTAATAACTCTGGGATAATGAAGTGTCTTCTTTTT
ATAATCTTAAATTTGCACCTTAGCCAATTAAGCCACAAGGTTTGAACTAAGCCTTTGAAT
TTTCTACCCAAATTTGAAGTCGTCCAAAAGTAACAAATGTTGAAGTTCCTCAAATGACCA
TTAGAGGCTGGTTTCATATGTCGCCACTTACCCTAACAGCTTCATCATGAAGCCATTTGG
ATAAGAAGACAATAAGTCCAGATGTCATGACCCAACTTCAGGACATGGAAGAATAAGAAT
CTTTGACATATCTCAGTTTATGGTTTTTTCCCTTTATTTTAAATGAATGACAACAGAAAT
GACTGGATTTTTGTAAATAAATCAGCTGTTTTAGCTTTATGGAAGAAGGTCTAGTTTGTC
CATAATTATGGGTGAGCTTTTGCTACTA
>BJ734130 ID   BJ734130   standard; mRNA; EST; 724 BP.
AGCCGCGCTGACTTCACGCTGAGCTCTCCTGGCTGCAGAAAGGTGACTAAAAACAGCGCA
ACTTCACCTCGCAAAAACCATGACCAGTCTGGCAGTGAACGGGGTGACGTGTCGGGGGAA
GGTGCTCACCCTCGACAGCATGAACCCCAACGTGCGGCGGGTGGAGTACGCGGTCCGGGG
CCCCATAGTGCAACGGGCGGTGCAGATAGAGAAGGAGCTCAGAGAGGGGGTTAAGAAACC
CTTCACAGAAGTCATCAAGGCTAACATAGGAGACGCACACGCTATGGGTCAGAAACCAAT
CACCTTCTTCCGTCAGGTCTTGGCTCTTTGTTCTTACCCTGACCTCCTGGAAGACAACAA
GTTTCCAGAAGACGCCAAGAAGCGAGCACGGCGAATCCTGGATGCCTGCGGAGGGCACAG
CATAGGGGCCTACAGTGCCAGCCAGGGAATTGAGTGCATCCGTCAGGATGTGGCTCGCTA
CATAGAGAAGAGGGACGGTGGCATCCCCTCCAACCCTGACAACATCTACCTCTCCACCGG
GGCCAGTGATGCCATTGTGACCATGCTGAAGCTGCTGGTGTGCGGCGAGGGTCGTGATCG
CACAGGAGTCATGATCTCCATCCCTCAGTACCCTCTGTACTCTGCTGCGCTGGCAGACCT
GGGTGCCGTGCAGATCAATTACTACCTGGATGAGGACAAGTGCTGGGGCCTGGATGTGAC
AGAG
>BJ734132 ID   BJ734132   standard; mRNA; EST; 686 BP.
TTACGAAAATATTAATGTTGTACTGCAATTAATTTTACATTACATAACTGAATTTTTTTT
GTTTTCATTTTAGTTTAGTTTTTTAACAGAGATGTTGTATCACTTTTTTTTAAATTAGCA
AGTAAAGAGAAAATGCTTATCTGTTCATATTATGTTCAAAGACATTCTATTTTTTCACTG
TAGAAAAGTTAAGTATAGCATCCTTGTGTTTGTGCGCATATATATATTTACATATATACA
TATATGTTTATATATGTGTATATATTGGCGCACATTAACACATGCATATATATATATATA
TATATTTAANTGCAGAATATGAAGAGATATCCAAACAGTATGAATTTAGTAATTTNCCTC
ATTTTTTNCCACACTTGACAATTCNTGCATTAGAGTCNGANGGATTTTNCCTTTTTTTAT
GTTTAAACATTTTCNACATAAGTTAANGGCTTTATGTGTCNCCTAAAGAAAAATGANGGG
GGGGAGTGTCTTTATCACTTCGCCCGACACTCGTTTCCACTTTTCCGACCCTTACCCTCC
TCCTGAGAAGCTGTGCCGATGACGAANTGCCATTTATAAGTCTNTCTGNTCTNACCATTT
ACNTGATTATTANNCCNCCNGGGATGACCGACAAAAATCAAAACTGACCATTTGATTTTT
TTCAGACCGACGTGTGACTTGTACTG
>BJ734141 ID   BJ734141   standard; mRNA; EST; 506 BP.
GATGGGTCGTTTGTTAAACTTCACTTGAAAGTAATTTCTGGGCTTTTACAGCACGATTAG
GAGACGTGATGCCATCTAGAGGCGGACAATAAGAACTGCAGCAATCGACAAAATTTATGA
CCCACCAAAACTGGAATGGATTCGGGCGTGTTTAGTCATTTTATTATTAATATTGTTTTT
TTTTCACCTGTTGCTTAAAACAGAGTTGATAAAAATTCTAATTGTGGATGCAATCTGAAT
TAGAGCTCGATTCCTTGCTGCCACTGGCCTTGTTCAGTACATATTTATATTATTAAATAG
GTAATTCATGTTTTTTTTTTTAAAGTTAANGGAATTTGNGANCAATAAAATAAGGAGTAA
NCGGCCAANCTTANGGACTTTTTTNGNGANCANAAAGTTATTTTTNCCCNGANANGACTT
TNCNGCNGCNCGACAAANAAANAANCGGGGNAANGTNCANCATTNCAAAAGGTAAAGGGG
GTAAAANCCCAANAANACAANGAANC
>BJ734149 ID   BJ734149   standard; mRNA; EST; 198 BP.
ATGTAGGGGTTGATGCATTTTGCACATTTTCTTTTGAAAGACTGGCAGAAAAACTTTGTA
TTTTTTTTTCTTTTCAGTTCCAATCCTTTGATTTAAATACCTAATGACGTGTTTGTACCA
AGAAAAACATCAGCAATTTTTTTTTTTTTTAAGGATTNCCCGGCTTTNGAGCCNANAAAT
TTNCCCNCAANANAAAAA
>BJ734154 ID   BJ734154   standard; mRNA; EST; 685 BP.
CCAGCAGCAGGGCTATGCGGAGTGGTCCATCCCTGTGACCAGGCTGACCGATCAAGCTCT
TTCTGGCAGCTGTGTGTGCGTACATCGGTGCCCTACTGGCTTTTCCTGGACTGCGTCTGG
CTCAGACTCACCTGGATGCGGTACAGATGAACTCAGAACGCCCTTTAATCCAGATCCTGT



TGCACATGGGTTTCTTGTCTCCAGTCGTGGTTTTGGTCCTGTGGGTGAAGCCTATCGCTA
GAGACTTTCTGGCAAACGCACCGATGGGAAAGACTTCTGTCACTCTAGTGTCCAGTGCCG
CATTTGACAGCATGCGCTTGTGGATCATCGTGGCGCTGTGTGCTCTGCGGCTGGGCCTGA
TACGGTACCACCTGCAGGCCTACCTCAACCTGGCTAACAAATGGGTGGAGCAGATGAAGA
AGGAGGCGGGACGCATTGCTGCTATTGACATTCAGAGAAAGGTTACTCGAGTATTTTGCT
ACTTGACTGTAGTTACTCTTCAGTATCTGGTTCCTGTTTTCCTCATCCTCTTCTCCACTC
TCTCACTAAAAGCCCTGGGGGACTTCTCCTGGGGAATGGGGAACGAGGAGACTCCTGGAG
TGACTCCAGCCTTGGTGATGTCCACAGCAGCACCTGTCCTGTCCGGTGGGGTGGATGAAG
ATGAAGATGGGATGGAGGACATGGA
>BJ734166 ID   BJ734166   standard; mRNA; EST; 675 BP.
TATTTCTATGTATCTCCTCAAGACGCATTTTCCTTTACCACATATTTTCTGAAAAAAGTA
CTCACTATTTCCATGTTTTCTTTACAAAGTACTTTTGTTTTGGTGCTTTCCTGAATAAGT
ACTTTTCTTTCCCATGATCTTCCCAAAGAATTTCTTCCAGTTTTTAATATCTTTACTGGA
GGAATATCTTCTCTTTTTACGTCTTTCCTGACGAAGAATTTCCGGTTCCACAACTTTTCT
GAATGAGTACTTGCTGTTTACTTGTCTTCAAGTTCATCGTACTCCCTTTTTCCACGATTT
CCTGAAGAATTTCTTCCTGTTTCCACATCTTTTTAAAGGGGTATTTCCTGTTTCCAAGAT
TTTCAATTAAAAGTACTTTTGCCATGACTTTTCCTTAGTACTTTCTTTGGGAGTACTTCT
TCTTTTCATTTCTTTTTGAAAGAGTATTTCCTGTTTCCATGTCTTTTTGGGGGGGTACTT
CCTCTTTTAATTTCTTTGTGAAGGGGTACTCCTTGTTTTCATGTCTGTTTGGATGGGTAC
TTCCTGGTTCCATTTCTTTTTAGGGGGGTACTTCCTGTTGTCATGTCTTTTTGAAGGAGT
AATTCCTGGTTCTATTCCTTTGTGAAGGAGTACTTCCTCGTTCCATGTCTTCTTTTTTTT
TTTGGGGGGGGGGGG
>BJ734173 ID   BJ734173   standard; mRNA; EST; 686 BP.
AATTGTCTCTAATGTGACCCTGAGCCCCGGAGACAGCTTACTGCTTTGCTGCAAAATTAA
GAACTCGAACAATTATCCTGCTTGGAGGAAAGACGGGGAACAACTGAACCTGAACTCATT
ACAATGCCAAAAGGACCAAATCAAAGAGATGTGCCTGTTAAATGATAGGCATAATTGGCA
GCGGTCCTACCTGTCCATCCCAAAAGTTAGTGAGAAGCACAGTGGCACCTACACCTGCAG
CTTGAACGGCAGGAACAAATCTTTTCATGTCCAGGTTTTGGCTGAAGGCTTCATTTCTGC
TCAGCTGGATGAACGTCTGGACGTGTTAGCTGAGAAAAAAACTGGTGTTTGTTTGGAAGC
AAAGCTTTCCTACCACCCTGCACTCCAGCTTTGCTCTTGGCAGGATCCCGATGGGAATGT
TTATAAATGCACAGAGACTTGGGCAACAAAGCACAGGACTGTGAAATTTTGTAATCTCCA
AAAATCGGGAATCTATAAGTTATTTCTTGAAGCTGCAGGAAAAAAGGAAACAAAAGAGAT
CAAAGTTTGTGTTGCAGACNAACCAGAATTCAGACTCGATAGAAGTGATTATTCCCTCAC
CTATATGGTTGAAAGTGTCCCACCACTAAACTTCACATGGCTATCCTGCGAATCTTCTAA
TGACAGCTGTAAATCAAACTCATCCT
>BJ734179 ID   BJ734179   standard; mRNA; EST; 304 BP.
TCTTATTCAGATGAAAAACATCGATTTCATTTGAATCTCAATAAACATCAGATCCAGCCT
GATCACAGTCATATTTAGGGGTTACTGTTGCCTAAATATTAAGTGGAGATTCACATTTTC
GATGAAAAACTTTATTAACACATGTGTCATAACAGTAGTTATAGGTTTAAAATCAAAGTG
TACGTTCTTTAATTTATGTACCAGGATCTAGAGTAAAACATAGCGGATCCACACTTGAAG
TCATAACATTTTTCTTTGTACGTCCTTGTTTTTGTGAACTTTTTTTTTTTGTTGGTTTTC
AAAC
>BJ734208 ID   BJ734208   standard; mRNA; EST; 515 BP.
TAGGGAAGAAAGGCAAAACGGAAGCTTGCAGTAGAAAACAGCCAGAGGAATTACATTTCC
AAAACATATCAACTATGACTTCTCTGATGCTGCTTATTAGGTTTATGATTCTGAAGTGCA
TGGTTTGGTAAGCCTGTCAATAAATGCAGCTTATCTGCACTGGTGCTCTGTCTCTTTCTC
CCTTCTGACAGATGCAGCTGACCACCATTTAAACCGGACTCTGAAGCTTCTATTAGATTC
TGTAAGGCTCCTTGAACAGCGTTAATCTACTTCTTTTTCAACAAACTGACAAGTGCGTGA
ATGCTGGTGTCACACTTGTGCAAAGTAGATAGGGCATTTTGGCTTTGACCGTGTTGCTGA
AGCGCTGCAGCTGCCTGCAGCAGTCAAAGTGCTGCAAATTGGAAATCCGGAGGAGATCAT
CTGTAAAGAACACGTCTACCAGTGGTGCAGAATGCAGCAAAGACAGAGAAAGTATGGGAA
GTGGGGAGTGTGTGTGTGTGGGGGGGGGTGATANG
>BJ734216 ID   BJ734216   standard; mRNA; EST; 761 BP.
GGCTGTGGCGTCTTTAGAGGGCCCCTTACTGCAGGTCGAAGGGCTCGGAGACCTGCGCCT
GGAACTCCACAACAAGAAGCTCAACATGCACCTGGTGCTCATTGATGAGCTGCACCGACA
TCTTTACATCAAGTCCACAAGTCGCCTCGGACACAAGAACAAAGACAAAAATGCCCCACG
CCTTTCTGGATCCATTACCAAAGACACATCTCCGATACCTGTGTTGGAAGTCAGCAGTCT
GTCAACTCCACGCAAGCTTCTGGATTCATCTCAGTACAGCACACCTGGATCAAGCAGCGT
GCGAGAGATGCAGCAGGATACGAAGGAACTAAACCAAGCAGATCTTCCTGAAGTGGATCC
AGAGGAGAACAGTGCAGAGTTCATGGGGATCCTCATAAGGGCTTTGGCTAAATTGAAGAA
ACTCCCTGAAACTATCAAAGCCATAATGGAGCGACTGGAGCCGGAGCTGAAGCAGATTGT
GAAGAGGTCCACCACCCAGATAGCTGACCATGCCTACCAGAGGGGGGAGAACCTTGCCCA
AGAGAGCCAGCCAAGGCTGCTACTGGATCTCCTGGAGCTCCTGTTTGAGAAGTTTAAGGC
AGTTGCCCAGGCGCACAGCGTGNTGCTGTCCCACATGCAGCAGATTGCTGTGCAGGGTCC



TAGCCGAACCCAAGAAGACCACATCAAACTTTACGAGCAGGCTGACGTCTCTGCCAAAAT
CCAGGCAGTGCTGCAGGTTCTGCTCATGGAGTACCTGGACG
>BJ734229 ID   BJ734229   standard; mRNA; EST; 733 BP.
TTGATGATATGANGATAGATATGACAATAGCTATGATGATGAAGATAGATATGACAATAG
CTTTGATGATGATGAAGATAGATNTGACAATAGCTATGATGATGATGAAGATAGATATGA
CAATAGCTTTGATGATGATGAAGATAGATATGACAATAGCTATGATGATGATGAAGATAG
ATATGACAATAGCTATGACTTTGACTCAGACATATGGAAAGGTGGACCTAGAGTCACAAA
CGAACATGGAAATGACTCAAACATCTCATCTCTGGATGAGTTTCTGAGTAGAGTCATGGA
GAAATCCCTGCAGAGCANAACTGGACATCTGGACCTTTGTGTTCGATTCCTTCATGGCCT
CTCTGTGGAGTCCAACCAGAGGCTCTTAGGGGGTCTGCTGGGTCAGACGGACCAGAGTCC
AGAAACCATCCAGAAAGTCACCAACAATCTAAAGAAGATGAACAGTTTCAAAGTGTTTCC
TGACAGAAGCATCAACATCTTCCACTGTCTGATGGAGATGAAAGACCTCTCAGTTTATCA
AGAGATTCAAAAGTTCCTAAAGTCAGAAAAGCGATCAGAGGAGGACCTCTCAGAGATCCA
CTGCTCCGCTCTGGCCTACATAATGCAGATGTCAGAAGAAGTTTTGAATGAGCTGGACCT
GGACACGTACNACACGTCAGACGAGGGCCGTCGGAGGCTGATCCCAGCTGTGAGGAACTG
TAAAACCTTCAGA
>BJ734238 ID   BJ734238   standard; mRNA; EST; 703 BP.
ATCGCGTGGACAGCGCCCAAAGATCCTTCACAGCCCATCTCAGGTTTCCCCAGAGCAAAG
ATGTCCCATCAGCTGCCAGTGCATCTCTCACAATGAATGGCTTTGCTGGCATGAAGACAC
AAAGCGCACAAGAAACGGCAGCTTCAGTAAAAACTGATACTGCTGTTATGACAAGTGAGA
GTAGCTCTGGCCATCATGTTCCCTCCCCGGCAGTTACACCTTCACACTCTGCACCCATCT
CGTCATTAAGCGGGCTTGGGAGCAGTGCACTCTCAACTGGATCAGCCCTTGTTACAAGTT
CTTCTCTCACACAGAGCGAAGGCAGTAGCAATCTTCATGCCTTTTCATCATCATCCAGCC
AAGTCATCAATCCAAGTACATCTGCCCCTCCAGTTATCAGTAGCTCATCTACCAATGGCC
TACACCAGTCTGGAGCGCCAGGTCTTGCTCCAAATGGCACCAGCTCCACCCTCCCAGCTG
CAGGCAGCCGCACAGCCCCACTGCTTACCACCACTTCTAGTAAAGCTCCCCCCAACCTTG
CCCAGGGTGTCCCACCTCTTCTGGCCAACCAGTACATCATGGGTCCTGGAGGCTTACTCC
CTGCTTATCCTCAGATTTATGGGTATGAAGACTTGCAAATGCTGCAGTCTCGCCTTCCAT
TGCAGGACTACTATGGTGTGACATTTCCTGGTGCTGCTGCTCC
>BJ734239 ID   BJ734239   standard; mRNA; EST; 425 BP.
AAAAGGCTGGGAGGCGAGTGGAAAGATCAATCCCCAAGTGCCCTTGTGTTGTAACACGGG
AGAGTCAATGGTCAGGAACCAAACTTTCCGCCCACACGCTTTTTCTCTCTTCATCATCCT
CCTGTTCCGGAAAAACCTTCCTCTTTTTTTTTTNGCATCAACATCTTCTTCCTCACCTCC
CTCCTTACCATCTCNGCCTTTAANGTTCAAACCANAATTCNGTTCCNCCGGATAAGGGCN
GACCAATAANGAGACNCATAANAATATNCCCTAAAGAGCTNTTACGGGCAAATACAAGCC
AATTCCTTGTCNGCANAGGCTCTCNGGANGCCACTTAANGCAAATTATTCCATAACTCAG
GACAGCACAACNGGAGAGGATACTTTTGACATATGAACCNGTTTAAAACACGCCCCCAAG
TCANA
>BJ734255 ID   BJ734255   standard; mRNA; EST; 692 BP.
CGGGCTATTCTGGACAACTTAAAATGTTTTTCATCGCTGCTTTTTTCGTGTTGGGGACCT
TAACATCCGTAAGAAGTGTGGAGCACTCTCTGACGTACATCTACACGGCCTTCTCCCATC
CTGTGAAGCTCCCAGGCATCCATGAATTCACTGCCATGGGTCTGCTGGACAACAGGATGA
TCGACTACTATGACAGCTCTGTGCAAAAGAAAATTCCCAAACAGAAGTGGATGAAGGAGC
GACTCCAGCCGGAATACTGGGAAAAAGGCACACAGTCCCGGCAGAGCAAGCAGCAGTGGT
TCAAGGTTAACATTGACATCCTGATCAACCGAATGAGACAAACGTCTAATGACACTCATG
TTCTTCAGTGGATGCATGGTTGTGTCGGCAAAGAGGATGATAATGGAAACATCCAGTTTG
AGCGTGGCATGGACATGTACAACTATGATGGAGATGACTTCCTGCGTTTTGATGATGAAC
ATCAAGTTTGGGTGGCTGCAGCAGATGCAGCATTCCCCACCAAGAGGAAGTGGGATGATG
TCACAGCTCTGAAAGACTACACCAAGGGTTACCTGGAGAAGGAGTGCATGGAATGGATGA
AGACCTTCCTGAAATATTCAACAGAGCAGGAAAAAGTTCTCTCTACAACCAAACCACCTG
AAGTGTTTATGTTTGCAACCCCAGCTAAGAAA
>BJ734259 ID   BJ734259   standard; mRNA; EST; 632 BP.
AATTTCTTCTTCCGTTTGGTTAATTGGAGAACACGTCAACCTATATCTTTACTGAATCAG
GACTTTTCGGCAGTGTCGACCCATCAGCTCCACATCGGTTTTGACTTACTGACTGCTCTC
CAGATTCCCGTCTATGCCATCCGCTGAATGCAACCCAGCGACCACATGCAGCCATTGATT
TATAGCCCGTTCCAGCAACGGCATCAGTGGGTTATGAGCGTTGCTGGTTTCGGATTCAGC
GTTCCCCGTTCCAGAACCACTTGGAAAATCAGTGGTGGCTAGAAAGCACTGGCCCAAACC
TCACCTCTGGATTTCTATGATGAAGGAGAGGTCCTGCAGCTATTTTATCCCAGCTTTTAC
AGATCCGTTCAAAAGTGCCATCTTAGGGAAACTCTTTGAGATGTGACTGCAAATTTAGAA
AGCTTTTATTTTGCAGAGTGTTCTGCGCGTGAAAGGTAGACACTTGATCGATGCTTTCTG
AAAAAGAAATCATGGATCTTGTAGGCGTCTGTCACACATCCAGTGGGGGCTTTGAATTTG
AATGAGAACTGCCTCTATAGCCTATAGGATCGCTGGATTCTGTTTGAATTCAGAGAACAG
CTGGACCTCTAGGACCCCCCCCCCCCCCCCCC
>BJ734266 ID   BJ734266   standard; mRNA; EST; 734 BP.



AGACGGAAGTTTCCGGCGTTTTGCTGTGTTAGAGTTCACCACTGCAGAGATGGCTGAGGA
AGCACAGCGTCTCACAGATGGCAGGCTGCTGGGCGGGACGCACGTCAGGGTGTCCTTCTG
TGCCCCGGGCCCTCCTGGAAGAAGTATGCTGGCAGCTCTGATTGCTGCACAAACCATGGC
TGTAAACAGAGGGAAAGGTCTCCTTCCTGACCCCACAGCTATACAGATCCTGTCGGGTCT
CAATAACCCCGCCACACTCAAGATGCTGTTCAACCCTCTGCTGCAAGGAAACAAACAAGG
CTTACTAGGGGCAGCCCCTGCGATGCCACTGCTGGCGAACCCAGCTCTTTCAGCTGCCCT
GCTTCAGCTGCTCCTTCAGAACCAGGCCAAGGCCCAGCAGGCTGGACTCATTGGGGAGAA
TCCTCTGGCTGCTCTTCCCGTCCAGCAGGGACTCCATCTGCTGGGAGACCTCTCTCAAGG
TGGTGGGGTGCCAGGGCTGGGTCTCCAGACAGATGCTCGGCCTCAAGTGAGGCAAATGGC
ACCGAGCAGAAGCATGTCAGTGGAGGATTCCCCTACATCAACGTGCGGCTTCCCTCAGAG
TTCCCCTCCCACACAACCAGGCATTTCCATGCCCCTCATGGGTGGCATGGTGGGGGCAGA
TGGCCTCACAGCACAAGGGGTCCTGAGCGATCATTTGAAAGATGTTGATCTTCACCAGAG
CACCTTTCTCCATG
>BJ734268 ID   BJ734268   standard; mRNA; EST; 734 BP.
AACGTCAGTAAAGGTGAGCCAAGATGGGGAATTTCGCTAGCCTCTTCCGAGGATTGTTTG
GAAAGAAAGAGATGAGGATCCTCATGGTTGGTCTGGATGCTGCCGGAAAGACCACCATCC
TGTACAAACTCAAACTGGGAGAAATAGTGACTACAATCCCAACCATTGGCTTTAATGTTG
AGACTGTAGAATTTAAGAACATCAGTTTTACAGTGTGGGATGTTGGCGGTCAGGACAAAA
TCAGGCCACTTTGGAGGCATTATTTCCAAAACACACAAGGCCTCATCTTTGTGGTGGACA
GTAACGACAGGGAGCGAGTCGGGGAGGCCAAGGAGGAGCTGATGCGAATGTTGGCTGAGG
ATGAGCTGAGGGATGCTGTCCTGCTGGTGTTTGCCAACAAACAGGATCTTCCAAATGCGA
TGAACGCAGCAGAGATCACAGATAAGCTGTGCTTGCACTCCCTGCGCCACCGTAACTGGT
ACATTCAGGCTACATGCGCCACAAGCGGAGATGGGCTCTATGAGGGTCTGGACTGGCTTT
CGAACCAGCTAAAAAACGCCAAATGATTGATTACCTCTTCATCCGTCAGCTCCTTCTGCA
GCGTTGTTGGGGGAATGCACTGGTCCTGATATCTCCTTCTCTTCTACATACTTTCTTTTC
TTTTTTCTTTTTTGAACGGTTGGACCTTTTGGCCAGTGCGGCCCTTCATCCATGTACTGT
TTGTGTGTTTGGAT
>BJ734291 ID   BJ734291   standard; mRNA; EST; 428 BP.
CGCCGCCGCCTCTGCCAGACTTGAAGCAGAGGGGAGGAAGAGGAAACAAGCAGATGGCAT
TTGGATATGAAAAAAACTCACAAATATACGACGTGATGTACATGCCAAACAATTCTGTAC
GTTTCACAAACACACTACTGATGACAAGAACTATGGGATATATCATATTTTTTGTACAAC
TGGGACGGCGGTTCGTTCCTGCACTCTCTGCACATGTGCAGGACGGTCAAAGACGAGAAG
GTGTTTGTGCTAGCAAACCTGGCAACCCAGCTTTCCTTAAATCTCTGTCGACCCCCCCCC
CCTCTGCTTTTTAGCCCGGGATTATTTTTGTTCNCAGTAAAATAAAACATAAAAAAAAGG
GGGTCAACAGCGGCGGCGNGTTTGGGTTTCCTTGCANCAAAANAAGTCGTAAATTCCAAN
AAAGTCTG
>BJ734294 ID   BJ734294   standard; mRNA; EST; 748 BP.
GCATGGTGGACCCGAACTGCTTTGTCATTGCCAAGTCTGTAGTTCTCTCCATACTGGAAC
AACAGCACTTTAGTGGATTCCTGTGGAGCCATCATTTCTGTAAATATCAAATCGAAGTGC
TGACCAGCGGCTCCGTGTTCCTGGCTGACATCTTGTTCAGTGAGTCAGCTCTCTTCTACT
TTTCAGAGTACATGGAAAAGGAAGAAGCTATGAACATCCTGCAGTTCTGGTTGGCGGCAG
ACAATTTTCAGAACCAGCTAGCGGCTAAAAAGGGCCAGTATGACGGCCAGGAGGCCCAGA
ATGACGCCATGATCCTCTATGACAAATATTTTTCACTCCAGGCTACCAATCCTCTGGGCT
TCGGCGACTCTGTACGGATGGAGATCGAGTCAAACATCTGCAGAGAGGGCGGGCCTCTCC
CTGACTGTTTCACCACTCCCCTCAGACAGGCCTGGACCACCATGGAGAAGGTCTACATGC
CCGGCTTCCTGTCCAGCAACCTTTACTACAAATACCTGAGTGACCTCATCAATTCAGTCC
GAGGGGATGAGTTTGTGAATGCTGGCGGCCAAAGCCAGGGCGGGTCGTCGGACAATGAGC
GCCCGGGTTCTCAGACTCAGCAAGGTTCCAAAAAAGCAGCAGTTAAGATCCTGAAGAACT
TTGACGAGGCGATTACTGTGGACGTGGCCAGTCTGGATCCTGAGTCCCTGTACCAGCGTC
CGTATGCGGGAAAAATGACTTTCGGGAA
>BJ734302 ID   BJ734302   standard; mRNA; EST; 728 BP.
ACACATCACAAAGTGCGAGAGGAGCGGGTCCGCAGCCGCGCAGTGTTGCATGACCGGGCA
CATTCCTAACAAGAAAAGCGAGGTCAGTTAAAATGCAGCCAGGCGCCGCGTGCGGTGGTT
TATATTGTTAGGGGCGGATAGGGGGAATTGTTTTATGTTGGGCCTGTCTCCGCGAACTTC
CAAGTTCAGGTTCCCATTATGGAAACTGGTTTGAATGGATAGCGTTTTCCTTCGTTTCCC
CCCAGACGAGGGACAATCGGAGGAGCACACTGACTGGGGATCTGGCAGGCAAAGTTGGTA
AATGCCTCCCTAGCAAATGAATATTTGTTTTCATTGTTGCACCTTTATCACTATCTGGCT
GCCTGTCTGGTAGCTTAGTTAGCGCTAGTCATTGCACAGGGTATTTATGCTTCAACTGCA
AGTCGTGCTTAGTATAAGTTCTCTTTCTGCCTCTCGTTTCCCGGGGTAAAACCGGATTGG
CTTGGTTAATTTTTGCGGGCCTCCGTCCTTGGTGCCCCAACTCAGCTTCGTCCGTCAACC
AAGCTACTCGCACCCACCAAAGGCGCCGAGATTGGGCGAATAGCGAGCAAATACGTCCGC
GTTTCTCTACCCGCTCCCCCACCGACCTCCCCTCCTCACTCCCCGGCGCTGACAGCGGAC
AAGGCCGAGGTCGTAACAGAGCAGGCCCGGCCGCCAGGGCTCGACCTGTCCACCCCACCT
CCGCATCC



>BJ734311 ID   BJ734311   standard; mRNA; EST; 702 BP.
ACCCAGTGCTCATTCAGAAGAACGTGATGCTCTCATGTCGGAGCTGAAGATCCTCAGTCA
CCTTGGTTACCACAACAACATTGTCAACCTGCTGGGAGCATGCACTCAAGGAGGACCTAT
GTGGATGATCACAGAGTACTGTAGTCATGGCGACCTGCTCAACTTCCTGCGAGTTCATGC
ACAGGACTTCGTGGCATCGACCATGCTGACAGCAGAAGATGGAGGGGGTGAACCGTGCTA
CAAGAACATGGCAGTGCAAAAGTCCCGGCTACGCAGTGACAGCGGGATTTCCTGCTGCTC
CGAATATCAGGAGATGCAGCCAATTCTAAGTCCAGGAAAAACTCAGATGGGTCTGCATAC
AGAAGGTCTTTCACTATGTGACCTCATGAGGTTTTCATACCAGGTGGCTCGGGGTCTGGA
TTTCCTTTCTACCAGAAATTGTATCCACAGAGACGTGGCAGCGAGGAACGTCCTGCTGAC
TGATCAGCACGTTGCAAAGATATGTGACTTTGGTTTGGCTCGGGACATTCGGAACGATGA
CAGCTACATTGTTCAGGGAAACGCCCGGCTCCCAGTGAAGTGGATGGCTCCTGAGAGTAT
ATTCCAGTGCATCTACACCCTGCAGAGTGACGTCTGGTCCTATGGTGTCCTGCTATGGGA
GATCTTCTCTCTGGGTAAGAGTCCATACCCCAACGTTGCAGT
>BJ734318 ID   BJ734318   standard; mRNA; EST; 405 BP.
CTCACTCTGTGGCTGAACTGTCGGTTTTTCTAGAAACGGTTCATCACACGGGTTTGTAAG
GGTGGGGGTCCAGCTGACCCCCATCAGAAACAGAGTTCTGGAGCCGTGCACGGAAACCTT
CCAGCCTGAGCGGTAAGGATGAACAGGAAGCTCCTCTTCAGGAGGGTGGGGGGAAAGCGT
CAGAGCGGCGGCGTCTCGACCTTTGAGGCCGTGGACCGACCTGAGATGAGGCCGCTGTCG
GATGTAGGCGGGGGAGGTGAAGCAGGGAGTCGGCGTCACGGTGGCCCCACAGACGGTACA
GACCCTCTCTGGAGGTCAGGGGGGGGGGGTTCANCCNCTGAACCTGCTTGTATACNTGTA
AACAATCATTAAATTATTTCCNCTATTAATTTATCTGGATCTGTG
>BJ734321 ID   BJ734321   standard; mRNA; EST; 137 BP.
TGCTTTACAATAGAGTGGTAACATCCATGGATTTAGTGCAGCCATTAAATTTAGATTTGG
TTCCTTTTTTTATTTGTGAATTTGGAAGTTTTAATACATTTTATTTACAGGATTTTTCTA
TTTTTTTTTTTTTTTGG
>BJ734324 ID   BJ734324   standard; mRNA; EST; 666 BP.
AATGATCCAGATCCAAGAGGAGTTGGCCTCTGCAGAGCGGCTAAAGAGACAGGCCCAGCA
GGAGAGAGACGAGCTGCAGGATGAGATCAACAACCAGGGCGGAAAGAGCGCCCTGGCTGC
AGAGGAGAGGAGGCGCCTGGAGGCACGCATCGCTCAGCTGGAGGAGGAGCTGGAGGAGGA
GCAGTGCAACACCGAGCTGATGAATGACCGCATGAAGAAGGCCATGCTGCAGACGGATCA
GGTCAACCTGGAGCTGACCGCCGAGCGCAGCAACTCTCAGAGGGTGGAGGGGGCCCGAGC
CCAGCTGGAGCGCCAGAACAAGGAGCTGAAACTGAAGCTGCAGGACCTGGAGGGAACCGT
CAAGTCCAAGTACAAGGCCAACATGGCTGCCCTGGAGGCGAAGGTCGCTCAGCTGGAGGA
ACAGCTGGAGATGGAGTCCAAGGAGAGGCAGGCGGCCACCAAGCTGGTGAGACGCACCGA
GAAGAAGCTGAAGGAGGTCATCCTGCAGGTGGATGACGAGAGGCGCAGCGCAGAGCAGCA
CAAAGACCAGAGTGACAAGCTGAACATGAGAATGAAGCAGCTGAAGCGTCAGCTGGAGGA
GGCCGAGGACGAAGCTCAGAGAGCCAAGGCCACCCAACGGAAGCTGCAGCGCGAGCTGGA
CGACGC
>BJ734348 ID   BJ734348   standard; mRNA; EST; 258 BP.
TGTTTGGGGGAATGTCTGATGGCCTGCTGGCAGTCTACAGTCTAGTGGAGGACCTTCCTC
TGGAGGGGGAGGCCTACCTGTGCTGCCATACCCTCAANAAGACCACTTTTGGNCTGAAGG
ACTCCGATCCAAGGCAGATGTGTTACCCCGTAAGGGCCATGGTGTTGGTCAGCAGTGGCT
CCCGGCTGTGGTTCTCCAATGGTCCTGGTGTTCTGGTCCTTGATACTGTGAGTCTTAAGG
CTGTTCAAAGGCTGGAGC
>BJ734349 ID   BJ734349   standard; mRNA; EST; 289 BP.
GCATTCTGTGATAGCTTTTAGTGATCACCAAACTATATTTAATGTGTTTTATGACGGTAG
CAGAACTCTGTTCTGTCATTAATTCAAACCTTAGAAGTGTTTTCCTTTANAGTTTTTTTT
TCNATTAAAAGATCACAGTGAAACCATCTTTAGNCTGTAGAAAATGTCAGATCTCTCTCA
AGAGAAGAAAAAAAAACCTGCTCTGCTCCNGTCTTTTGTTAAAACTGGGCTTTTTGTGTT
TCATTCTNTGAAATAACTGANTCACCGAGTGGTTTAAAGTAGAAACNGC
>BJ734367 ID   BJ734367   standard; mRNA; EST; 553 BP.
CTGCCGCACATGCAGGAGCCAATCACAGAGCAGAACTTTGACCGCTACGTGAGCACCCTT
ACGGACATGTACACCAACAAGGACTGCTTCCAGAGCCCGGANAACAAGGCCTTGCTGGAA
AGCATCAACAAAGCCGTGAAGGGCATCAAAGTGTGAGGCTCGGCGAAGCTGGAAAGACGG
AAGCGAGGCGCTGAAATGCTCTAAGGTGTATTGAAATACCATTCAAACNAAAGGGAATTC
AGGTTATCTAANTANACAACAACTTTAAGAAAAAAGCAACCCAGGGAACACAGATGAAGA
AGAGTGACTCGGACCAAAATCCACACCACGCTGCTGCTGCTGCTGCTGGGCGTCGCAGAC
CTTTCAGTCAGAATGGACGAGGAGTAGCTGGAAACTGTACGGCAGAGTTTGGACCTGCTC
GCCCGCGCTCCCTCTCTGCCGTGCGGGCGTTGGCACTCGGTCAGCTGACTGGCGTCTTGA
ACGTGACGGANAAAGTCTCTCGCAGGAGCAACAGAGAAGAACTCTGGCTGAGCTCCAGCA
GCGTTCACCGTGG
>BJ734372 ID   BJ734372   standard; mRNA; EST; 520 BP.
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA



GAGNGCNTNCNCGCGCGNGCGCTGCGTNCNTNTNTCNCTCTCTCTCTCTCTCTCTCTNTG
TNNNNNNGTNTNNNNCNCTCTCTCTTTNNTNTCTCTGTGTNTCTCTGNGCGNGCTCCNCC
CCCCCNCTTCGCNAGNGCNNCTCTNGTTTCTCTNGCTCGCGCTCCCTCTNTNTCTNNGNN
CCTGAGTGNGNNCNNCCCCCCTCTCTCNCTNTGTNTNTCTCTCTCTCNCCNGCCTGNTTC
TCCCTCNCNCNCCCCCNCTCTCTCTCTCTCCCCCCCNCTCTNTTTTGNNGNNCTCTCTCT
CTCTCTCTCTCTCNCCTTNNTNTNTTCCCCCATNTCTCTCTCTCTCTCTCTCTCTCTCTN
TCTCTCTCTCNCNCTCTCTCTNTCTCTCTCTCTCTCTCTC
>BJ734388 ID   BJ734388   standard; mRNA; EST; 712 BP.
ATGCTGTGCAGTCAGCTCGTCATGACTGTGACCTCCTCAGGGAGCAGTATGAGGAGGAGC
AGGAGGCCAAGGCTGAGCTGCAGCGCAGCATGTCCAAAGCCAACTCCGAGGTGGCTCAGT
GGAGAACCAAGTACGAAACTGACGCCATCCAGAGGACTGAGGAACTGGAAGAAGCCAAGA
AGAAGCTGGCTCAGCGTCTGCAGGAGGCTGAGGAAGCTGTTGAAGCAGTGAATGCTAAAT
GTTCCTCCTTGGAGAAGACCAAACACAGACTGCAGAATGAGATTGAAGATCTCATGGTGG
ATGTGGAGAGGTCAAACGCGGTGGCTGCCACTCTTGACAAAAAGCAGAGGAACTTTGACA
GGGTCTTGGCAGAGTGGAAACAAAAGTATGAAGAATCTCAATGTGAGCTAGAAAGCTCCC
AGAAGGAAGCTAGATCTCTGAGCACTGAGCTCTTCAAACTGAAGAACTCCTATGAAGAGG
CCCTAGAACATCTGGAGACCTTGAAGAGGGAGAATAAGAACCTACAAGAGGAAATATCTG
ACCTAACCGAGCAACTTGGTGAAGGCGGAAAAACCCTTCATGAGCTGGAGAAGGTTCGTA
AGCAGCTGGAGCAAGAAAAAAGTGAAATCCAGTCTGCCCTCGAGGAGGCAGAGGGATCCC
TTGAGCATGAAGAGAGTAAGATTTTGAGAACCCAGCTTGAGTTTAACCAGAT
>BJ734402 ID   BJ734402   standard; mRNA; EST; 599 BP.
ACTCTCTCTTTTATTTCTTTTTAGTTTCACCAAGAAGCTGCTTTGACTCTATCAAACTGA
GATGTTAAAACGATCCGCTGACATCTGAGAGATTCAGAGAAAGAATGAGGAACAGAGACT
TTTCCACGGCTTTGAGACGCCATTGAACCACTGAGAGACTGTTATGCACAAAGATAGAAA
ACATAAAGTGAAATCACAAGAGTGACCGACCCACAAAGTAAAAAATGACCCGACAGCAAT
TTATCTTGTAGTTACAGAAGCAGCAAAGCAACGTGAAAAAAGTCAAGTTTGGGCCATTGT
TCATGTTTCAACAATGAGAGAAGCTGCAGAAAAATCGAAGAAAACAAACAAATATTATAT
AACATGACAAAAAGATAAAATTTTTTTAGAAAGCGTGAGACTAACTGCATCCATTTTAAA
ACCAACATAACATTTAATAAAAACTACATCACTCAAACAGATAACAGGTTTGCCTCTTTC
TGCAAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGAT
AGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATNGATGGA
>BJ734405 ID   BJ734405   standard; mRNA; EST; 696 BP.
ATCCCGATCTGAGCAAGCAGCTGCTTCAAGACGGCTACCGGCTGGACGAGATCCCCGACG
ACGAGGACCTGGACCTGATCCCGCCTAAGGTCATCGGCTCGTCCCTGTGCTGCTGCTGCG
AGGGCCCCTCCTGCTGCGTACAGTGACCTCCCAGAGGGTTCAGCCGGGTCCGGTCGCTGC
CTTCCGGAGAAATCTGCCGCACGCTGCCTGAGGACTTCCTGCTCCGGACTCGGACTCAGG
CTGTCTCTACCGCTGCAGGAATTTCAGAGGAAGCCTTATTCACTGTGACTATAAAAACCC
CCCAACCAGATCGATGGGTTGATCCGGTTTAACAGGAAATGATTGAAAATAAGACTTCCT
TAAAGCGACGGAGGTCAGTCAAAGTCTGACTCTCTGAACATCATTCCTTCATGTCGTCGT
TCTGTGGTGTTTCTGCTCAGTCGTTGTTCACCTATAATTGTAAAATGAGTCGCCGGGAGA
CGGAGAAAGCCGGACTGAACCCCGGCTGGATCGTTTTCCTGCCGACGGTTCATCCTGGTT
TCATAAAAGCTCTTTTTGGGGCATCGAAACACTCATATCGCCCCAAATGTCAGCTATACG
CCCTGAATGTAAACAGATTACTAACTCGCTTTGATCAATAATATAATACCAGAAACTCTA
ATCTGAGGATTCCAAACCGAAACCTTTTTTTTTTTT
>BJ734418 ID   BJ734418   standard; mRNA; EST; 695 BP.
TTGTCTTCCTTTTTTCCCCTCTGCTGACACGGCAGCCAGCAGCCTGTAGCTATGCTTTTT
AATATGGGGACAAGTCTGAGGATGAGTGGGAGAAGAAAATGACAATAACTGTGTGTGCGC
TAGAGGCACATGCTCTGGTTACTGTGAGAGTCACTGTGGGAAGAACTAAAACAGCAAAGA
TGGAGAGACGATAGTTTGAGAAGTGGTCGTAAAAAGAAAAAAGGAATCATGGGAGAGATC
AGAGGAAACTCAATGCCCAGTAGGTAAAAAAAATCAATTATCACAAGGTCAAAAGGAAGA
AACAGACAATCTTTGGACTAAATCAGATCTTTGTTGTACACAAAGACGAAATCTTCCTTT
TCTTCACCACAGAAAAAGACAGGGAGTGCCCACACTAATGAATCATGGGTATTATTTACA
CAAAACTTACCCGGCTCCATGAATATATACACACAGGATGAATCATGAGCTGACAAGCAC
TAGTGATGCAATGTATTTGTTCTGAGATTACCATGGCTGCAGCTGAATCCACTCACGTCT
GTGGCTTTCATAGATCATCACAAGTAGTTGCCTTACAGGGAATCAAAAGTGTCTTCTTGT
TACAAACACTGGGCGAGTGACATGGAAGGAAATCAACAAATACATTATCTTTTTTCTCTT
GATCTTCAATGTGGGGAATTTCAGTGACATCCTAT
>BJ734426 ID   BJ734426   standard; mRNA; EST; 109 BP.
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGANANAGAGAGAGAGAGAGAGAGAGAGAGAGAG
>BJ734431 ID   BJ734431   standard; mRNA; EST; 736 BP.
GGTCGCAGTAACTGGAGACGGAACGAATGATGGCCCCGCCCTCAAAAAAGCAGATGTTGG
CTTTGCGATGGGCATTGCAGGAACGGACGTGGCAAAAGAGGCGTCGGACATTATCCTGAC
GGATGACAACTTCACCAGCATCGTCAAAGCTGTCATGTGGGGCAGGAACGTCTACGACAG



CATCTCAAAGTTCCTGCAGTTCCAGCTCACAGTCAATGTGGTTGCTGTTACTGTTGCATT
CACCGGAGCCTGCATTACTCAGGACTCTCCTCTTAAAGCTGTCCAGATGTTATGGGTCAA
TCTCATCATGGACACCTTCGCCTCACTGGCTCTTGCCACCGAACCACCAACTGAAGCCCT
GCTGCTCAGGAACCCATACGGCCGCAAGAAGCCGCTTATCTCGCGCACAATGATGAAGAA
CATTCTGGGTCATGCTGTCTACCAGCTGACCATAATCTTCACTCTGCTTTTTGTTGGTGA
GGAGATCTTTGACATTGACTGTGGCAGAAACACCCCTCTGCACGCGCCCCCCTCTGAGCA
CTATACCATTGTTTTCAACACATTTGTGCTGATGCAAATTTTCAACGAATTCAATGCTCG
CAAGATCCACGGAGAGAGGAACGTCTTTGACGGCGTGTTCAGGAACCCTATCTTCTGCTC
CATTGTCCTGGGAACCATCATCGCGCAGTTTGTAATCGTGCAGTTTGGTGGCAAACCGTT
CAGCTGCTTTCCTCTC
>BJ734447 ID   BJ734447   standard; mRNA; EST; 203 BP.
GTAAAAATAGGATCCGTTTGGCAGTGAAAGCTCGAAAACTGAATTGAGCCTGAAAACCGA
GAATTTAAAGCAAAGAGGAAGAGAAAAAAAATGTTGAAAATACAGAACATCTTTTGTTAA
TTTTTATGTTTACACTTTTCTTTTTATTCAAGTTTTAAAAAAATGTTAAATTTTTATTTT
CANNGTTNCTTNCAGGTGAACTG
>BJ734452 ID   BJ734452   standard; mRNA; EST; 736 BP.
AGTGTTGAACCCCGACCCTGCTGATCTGTTGGACCGGCTGGATCTGTCTGTGTCCTCCAT
CGACATGACCAACACCTCCCTTGCCATGCACGAGGACAGAGACAACAGCATTGATGAGCT
GGAGGTCATCCACAAGCTCTCATACTCAGCAGAAAACAGCGATCCACCGGAGCTGAACTC
CCCAGCAGCTGCAGACCTCACTTCCACGGACACCTCCATCGACTCAGGCGTCCCACCTGT
GGACATGTCTCAGCTGGTCACAGAGTCTGCGAACCAAGACAGCTTCCTCATTGATTCCAG
CAGCAGTCCAAGTCCCCCTGTGGGGGTGCTGTCTCTGCCTGAGGAGGCCCTCCCTACCCA
GGCCGAGTCGTTGGTACAAGAGCACGCCACCCCATCGCCTGTTGACCTGGTCCCAGCCTC
GTGTGCAGATGAGAGCGAGTCTGCAGTCCTCCAGGAAGCTCCTGACGGGGTCCACGGGGA
GTCGCACGTGGAATAAAAGCCTCCGTCAGGCCAAACTGAGGAGAAAAATCTTAACATGGA
GTTGACAATCACACCTTCACAGATGTAGACGAAGGAAAGATAGACTGAGAACATATAGCG
CTTTATGATGTCACCTGGTTTGTACTGCATGAGGAACGGCTGCTTTAGTTACACTACAGG
AGAAGGTACAGCATGAAGGAGGAATCATAACTACNGTGGGAAACTTTAATTTTGGTGTTT
TTGATCTGCTGGGTGC
>BJ734455 ID   BJ734455   standard; mRNA; EST; 757 BP.
TCACCTCCTGTAATCCACAGACGGCTTATATGCTTCCATTCCCGGAGCCGAAAAGCTCCA
GATGAACAGTATGGAGTACAGGGCTGTGTACAACTACCAGGCACAGATGGAAGACGAGCT
CTCATTATGTGTTGGGGATGTCGTGGTTGTCACAGATCAAGGCGAAGATGGCTGGTGGAA
GGTGCAATGTAATGGTTATTCTGGGCTGTTTCCAGGTTCCTACCTGGAAAAAGTATGATC
ACTGCACATGGAGGTCTGATAACATGTATTTCAACATGGACAGTCTACCTTTTCGTCATT
TCAAACTACCTTGTCCTGTTTTTATTGAAGTTAGGGTTTGTAGGATTTTGAAAATAATGT
TTTAGCTCTGATGCCACCTGGTGGTAGCAATGCAAACAAGTGCACAGATAAAACAGTTCT
TTGCTGCATGCTTAGTGCAATCCTTCGAACAAAAGGCTGAGAGCAACAAACACGTTCATT
TAACTTCCAACAAACTATAAAAGCATAGTTGTGAATTCAGTAAAACACAAATATTACATT
TGTTAATTAGCTTGCAGGATCATAGACATGAACCCAAACTGTTTTTGTTCACTGATGGCT
GGGACATTTGCCAAGCTTGTGCACAGACTCATGGCACTAATTTATATGCATGAAATGTTT
GTTTTTTGTGTGAAAAATATGTATTTAATGATCTAAAATCAAAGATATTCTGCTGANGTG
CATTTGATTTATAGTTGTACATATTTTTGTATTTGAG
>BJ734458 ID   BJ734458   standard; mRNA; EST; 702 BP.
TGGGCACTCGGAGGACAACACTGCGCTGTCGCGGGCCCTCTCCCAGCTGGCAGAGGTGGA
GGACAAGATGGAGCAGCTGCATCAGGAGCAGGCGGCCAGTGACTTCTTCATCCTTGCAGA
GCTGCTTGCTGACTACATCCGCTTACTGGGTGCTGTGCGGGGTTGTTTAGACCAGCGCAT
GCGGGCGTGGCAGCGATGGCAAGAAGCTCAGAGCACGCTTCAAAAGAAGAGGGAGACCGA
GGCCAAACTGCTGTGGGCCAACAAACCCGACAAACTGCAGCAGGCCAAAGACGAGATCAC
AGAGTGGGAGACGAAGGTCACACAGTACGAGCGAGACTTTGACAGGATCGGAATGACCGT
GCGTAAGGAGTTCCTCAGATTTGAGAAAGACAAAGCGAAGGACTTCAAGAGCCAGATAAT
CAAATACTTGGAGGCGATGATGAAGTCTCAACAGCGGTTTATAAAGTTTTGGGAGGCGTT
CCTGCCTGAGGCGAAGGCGATAGCTTAACGAAGGAGATGGTCCCTTTTGAAGCGCTTTTT
GAACACTTCGCTAGGAGCTGAGAGGACAATGTAGAAACACACAAGAAAACTTTCATCCTT
TTATTGCCTCCTAACTTTGTATTGTCTTCTTGTACAGAACTTTTGATAATAAGCTGTCAC
TCTGGTTCGGACACCTTTGACCTTTTTGACACTCAATTTAAA
>BJ734463 ID   BJ734463   standard; mRNA; EST; 214 BP.
TTCGGTCCAGCCTGGCAAAAACCACAGCTTGATAATCGGCGCTGTCAAGTCTGCTTGTTA
ACACGGTGCTCAGCGAGGCAGTCCAATAACCAATTACAGCAACAAATCCNGGTTAACTGC
TTGCCGATNACCAGATCAATCCAAAAGGGTCCCATTGCACATTTCCTGGTGACTAATGTC
TTTAATTGCTGAATAAAAGAGTGTGTGTGAGTTC
>BJ734473 ID   BJ734473   standard; mRNA; EST; 736 BP.
CATGCAGCTATCGTCAGAGATCGCCCCAAACTACGAGTTTTATAAGAATGCAGATGTCAG
GCCGCCGTTCACTTATGCAACCCTCATAAGACAGGCAATCATGGACTCTGCTGACATGCA



GCTAACGCTCAACGAGATCTACAGCTGGTTCACGCGCACCTTCGCTTACTTCAGACGCAA
CGCCGCCACTTGGAAGAATGCAGTTCGCCACAACCTCAGCCTGCACAAGTGCTTTGTGCG
CGTGGAGAATGTGAAGGGGGCGGTGTGGACGGTGGATGAGGTGGAGTACCAGAAGCGCAG
GTCACAGAAGATCACAGGAAGTCCGTCTCTGGTCAAGAACCTGCCATCCAGTCTCGGTTA
TGGAAATGCACTGAATGCCAGCTTACAGGCGGCACTGGCCGAGACTTCCCTGCCCTTGCT
GGGCAACCCGGGCCTCATGAGCAGCGCCGCCGGCCCGATGGGAGGCAGCTGCCATGGCCT
TCTGGGCGGAGATCCATCCGTGCTCACCGGCGGGAGTCCGCCCGGGATGTTAGGTGGGAG
CCCACCGGGAATGTTGGGCGGAAGTCCGCCTGGCTTGCTTGGCGGCAGCCCCCCAGGCAC
GCTGAGCGGGAGCTCCCCCGGCTTGTTGCAGACCGGCCACGAGGAGCTCAACGGCACCCT
GGACCACCTGGACACCAACGGACACGGCAGCCCCGGATACTCTCCCTCTGCGCACATGCC
GTCCGTACGCGTGAAG
>BJ734477 ID   BJ734477   standard; mRNA; EST; 713 BP.
TGCTGCTGCATTTTTCTTGCCCTGATCTGCGCTGCTGCTCTAGTTTGTTTGTGCATCGCC
ACGATTGTAGGTGAGGGATGCATCAGCGGCTTCAAACACGCGGCGGTAGCTGCAGACTCG
AAGCTTTGTTCCGACATTGGCAAGGAAATGCTTCTGCAGGGCGGCTCAGCAGTAGATGGC
GCCATTGCAGCTCTTCTGTGCACCTCTGTGGTCAATCCTCAGAGCATGGGGATTGGAGGT
GGCTCCATATTGGCAATCAGAAACAAAACAGGCAACGTGACTGTCTACAACTTCCGTGAA
ACTGTCCCCAAGTTGTTCAAGACCAATTTGTTGAGTGATTGTCCCAAAGAGTTCAGATTC
TCCACAGGCAGCCAGTGGATCGGTGTTCCTGGAGAGCTGCGGGGCTATGAGGCTGTTCAT
AAACTCTACGGGAAGCTGCCCTGGGCCAAGCTTTTCGAGCCGACCATCAAGCTGGCCAGG
AAAGGCATCCCCATGCCCCCTTATCTCTCGCAAATAATGAGCCACTCTTTTGTGAAAATG
CATGTGGAGAACTCATCTTTGTGTGAAGTTCTTTGCAGCAAGAACAACGTAAGTCTGGGC
AAAGAGGAGATCCTCAAGTTTCCTAAACTGGCAGAAACTATGGAAACCATTGCAAAGCAA
GGGGCTGATGCTTTCTATAATGGCAAGATAGGACAAGACTTAATCCAGGACAT
>BJ734491 ID   BJ734491   standard; mRNA; EST; 732 BP.
CACAACATCACATTTGTTAAGGAGGATGAGGATGAAGGGCAGCTTTGCAAGCAGGAGGGA
CAGTCCAATCTGTACCAAGCAGAACCAGAACCTCCACAGATCAAAGAGGAACCAGAGGAG
CAGTGCGGTGGTCAGGAAGGAGAGCGGAAGAAGATCCACAGTATTGCCACAGAAATACTA
TCAGGATTCCTGAAAGACAGTTACATGAAATGGATGTCCTGCAGCGACATGACTATAAAA
TGGAGGAGGATGACCCAGAACCTCCACAGATCAAAGAGGAACCAGAGGAACTGTGCTGTA
ATGAGGAGGGAGAGCAGCTGCTCCTGAGTCAGGAGCCTGATGTGAAGGTGGAGTTCATGT
CTGAATGTGAGGACAGTGAAAATTTCATGTTCGAGTTCAAGGACGAGACGGATCAGGAGT
GCAGTTTGCAGAACATCATCGACGATTCTGAAGCAGAGCCGCGAAATAAAGCCACATTCT
CCACTTCAACTGAATCCCTTTTGGGCGATCAGGAGACGTTTGATCCCCCCACGAGTGCGG
GGCCTTCAACTCTGAACAGGAAAAGGAAGCGGAAGACGAGGCTAGACGCCAGCGATGTGA
TGAAAGCCTTCCTGAAAATCCAGCAGCAGCAGCATGAGGAGTTTATGCGTGCTGAGGAGC
TGCACCACCAGCAGGAGACACAGATGCTGGAGAACTGGATAAAGGCGGACAGGGAGATGG
AGGAACGTCACC
>BJ734497 ID   BJ734497   standard; mRNA; EST; 744 BP.
TGTTTGGGTGTTGATCTTTTTCTTCGTTTTGTAAGCACACTGTAAAGTCCTGAAACATCC
TGGGTCAGGCATTTACAGTGTGATCCCCCCGTCTCCTTACGTAACTGCAGAAATGTTCAA
ACTCAAATGTTCCTGCAATATTAGCCTTTAACGCGACTGAGTTATTTTGATGAGAAAAAA
CAGTAACTTTAACTTTGTTTTGTATTCTTGGAGAAGATCGTTTTGGATGTGTTTAAACAC
ATTTGCTTCCTGTTTTTTAAGCAGCATTTTATAGCTTTGAGATGAGTCGTAGCAGAACAA
TGAGCTCTACGTTTCTCTGCCTTGTGCAGACTTTGGTGTTTTCTTGAATAACGTCGTAAT
TCTACATCCATCCTTCCAGTCTGTTCCATTTGCCAGAGTTCAAGTCACTGGGACGGCAGT
CTCAGCAGACCTCTGTCTGCCACCTCCTACAGGAGGATACCAGATTGTTCTCCAGACCTG
CAGAGATCTCATTTCTCCAGTGCTGTAGGTCTCCTGCGGGGCTCCCTCCTGGTTGAACAC
ATCCTTAAAGCCTCACTGTGAAGGTGTCTGGGTGTCATTTCCAGAAGTCCAAACTTCTTC
AGCTGATCTATTATGAATTCCTCCTGGATGTCTAAACCTCACCTCCTTCCTCATAGGAGA
CCCGAGCCCCTCCTGAAAGAAGCTTATTTTTGGCGCTTTTATCCGTAATCTTAACAGCTC
ATCTGCACCCAAGGCTCATGATCA
>BJ734501 ID   BJ734501   standard; mRNA; EST; 705 BP.
CACGCACACACACGCACACACACAAACCCTATTCCTTTTCCTGGTTCCAGTTGTCCCCTC
ACCTTTCCTCCCCTCCCACCACCATCCCCACATCACTTCTCCAGCTCTCTCATTTTCAGT
GCTGTGGCCGAATTGAAGGAATGTTGCAGTCCTACTGACAACACAACAGACTCCTGATTC
CTTTAGACCAGAATAGACCTATCTGCTTTACAACATTGGGGCGCGAGGAAAAGTACAAAA
GCTGTAACAATGAAACTGAAACAGTGGAGTGAAAAAACAACAACAATGGGGTTGTATTAC
AGATGACATTTGAACATGTATTCTTTGAACAGTCAGTTAATCAGGGGAAACCATTCAAGT
AAAAGAAATCTGTTCAGTAGGAAATTGTTAATTTTCTTTTCTTTGGTGTGTTTTATTTTG
GGGGTGGGAGTCAAGGTAAAGAGGAAAAAGGTGAAAAATGCTGATGTTTAACAAAAGAGA
CACAGGAAGCATTTCATCTGTAAAACAGAATTCAGAAAGTTTTCGTTTCTTTCTTTTTTT
CTTTTATAAGTAAAACCTTGGTTTTTTTGAAGTCGAGTCCCTGCATTGAAAGTTTATTTT
TATGTTGTAGTGTTCTGAGTTCAATTCTTTCCTCATTTTGACTTTCTTTTCATCTGTCGA



TGTGGTCTTTGTAGCACAGTCACTGGCCTCAGGTACTGTGGAAAA
>BJ734503 ID   BJ734503   standard; mRNA; EST; 549 BP.
TGGTGGACGGCCAGAGGAAGGTCATCGAATTGCTGCAGGAGCACATAGAGGAGGAGGGAG
CGCATAAAAAGTACCTAATCTCTAAACTTCAGAACATGCATGAAAGCAAAAAGAGAATCC
CCAGAAGACTCAGGAGTCAGGACTCTGGCTGTTGAAGCTGCTCCTCCTGCAGAAGAGCCT
TCTCCGCTGAGGAGCCTGGCTCCCGCCGGAGCTTTGCTGGGATCAGTCAGGATCCTTCCT
ACAGATTATTGGAGCTCTGATGTTTGCTCAACAGCCAGAATAAAGAGGAATTTGAGGCGT
CTGGAAGAAACCAGCAGCAGCCTCCGTGTGGATCACCTGAGACACTGATCACTTTCTCAT
CCACTGTGAATTCATGTTTTTTCTGTTATAGGAAAAATACTTGATTGTTAAAACTTTTTG
GAAAAAATTTTTTGCTTAACAAGTTTTAGATCTGCATGTTTTTGTTTATTATTTTTTTTA
GTTCTGCAACAAAATGAATGCAAAATGTTTTCTCTGTTTTTGTAATAAATATGTAACTGA
AAAAAAAAA
>BJ734516 ID   BJ734516   standard; mRNA; EST; 682 BP.
AGCTCAGAGCAGATTCCGTTCCTCTTCAGTTGCAACGTGAGTCCAAGTGTGACGCCAAAG
CTGGACATCGGCGTCACCAAAAGTGAGCCGCTGACCATCGCCATTCCCATGACAATCTTC
TACAGCATCATCTTCTTTTTTGGAGTTTTATTTAACGGTGTGAGCATTCTGACCCTACTC
ATGGATCCTCATATGAGAGTCAGCACCATCCGTTTATACCTGCTCAGCCTGGTTATATCA
GGTAGGTAAAAGTAGCCTTCTTCAACAAGCCTATCATCAGTTTTCCCTCAGAATTCCAAA
CCAAATTTGTTACACAACTACTTCTCTCAATACTTTTCCTTAAATTGTAGATGTTCTGCA
GTTGTTGACCATCCCAGTAACGTTATACCGGTATTATTGGGAGAGCTATCCATGGCGTCT
TGGCCAAGCTGTGTGCAAAGTCTACTTTATGGTCCGCCAAATGTACTGCGCCACCACCAG
CTGGGTCATTGTGATCTTCACGACTGAACGCTATGCAGCAATTTGCCACACCATGTGGTC
TGTCTCCAGCTTAAAGAAGTCCCGAGTGCCCTGCCTTCTAATTGTTTGGGTTGTTTCCCT
GGCGTCAGCCGTACCCTTCGCTCTCGTCTATGATCAGGCATGGGCTTGCATTCTGGACTA
CACTGCAACAAGGCCAGAAGAT
>BJ734535 ID   BJ734535   standard; mRNA; EST; 736 BP.
GTTGAGAGCTGCTGGCATCACATGTAAGTCCAGCATCGGGTCGACTCCTTCTTGTAGTCA
CCCAGTCAAAGACATGGCAAAGCTGGATGAGGTGCATCCTGGAAACTATGTCTTTTATGA
TGTGCAGCAGTCTATTATTGGCTCATGCTGTCTGGACGATGTGGCCGTGAGGGTTTTATC
AGGAGTCATCGGACACTGTCCTCACAGGAACCAGCTCCTGATTGACTGCGGATGGAGTGG
AATCAGTTTGGATGGAGCAGGAAAACTTTCCACAGGATACGCTGTAATAGAAGGACATCC
AAATCTCAAGTTGTTGTCTATGACTCAAGAGCATGGAAGAGTGGAGCCGATCTCAGGTTT
ACTGGATTACAGCAAATACCCTCTTGGCTCTTTGCTAACATTGATCCCCTATCATTCGTG
TGCAACAGCCATGATGCATCCTGTCTATCATATTCATAGTGACGGACATCTGCTGGGGAA
GTGGACCCCCACTCGTGGGTGGTGAAGCCTATCCAGCTGTCATACAATAACTTCTCCGTG
GGATAAGTGTGTTGAAACTTTTAGGAAAAAAAACTCAACCTGTGTAGTTGAGTTCCAAAT
AATGGAAGATCAAATTAAATAAATAAAGTTTATCATTCCAAGATCTGTAGATATATTTTG
ATCAAATAAAAGCAAATAAAAGTTTGAATGCACTGTCATGTAACAAAAGTCATAACAATG
CTGTTTCTCTGAATTT
>BJ734537 ID   BJ734537   standard; mRNA; EST; 710 BP.
TTGTATTGTTTCAGAACAAGCACAGTTTTTAAAACCCAAATTTCCCATCAATGGAAGAGT
TTGTGGTTAAACTTCCTACATTTATTATGAACCTCCAGGAGTCTGAGCCGCCAAGATTTG
GTGGATTACATCAACAGCCATTACAAAGCTCCTCGCATGGTGCTGGCTGCTGCTGGAGGT
AGGGCTTCTTCATCCTGATGAGGAGCAGCAGGTAACCTCTGGAGTTTCACAGAGAGGCTA
TTTGTTGATCCGATCTCCTGCAGGCGTGAGCCACGATGAGCTGGTTGGTTTGGCCAAGTC
TCATTTCAGCGGAGTGTCTTTCGAGTACGAGGGGGACGCCGTCCCCGTGTTGTCACCCTG
CCGATTTACTGGTAGCGAGGTGAGAGGTCGATGTTTTCATTTTCTGAGGATAGATTTGAT
GGAAAAGGAGTCAGCTGCTGGACGTTAGGATGGATTCTTTCTGCTCGTGTGGCTGAGGAC
TCGGTGTCGAACTGTCCCGTCTGGTTTCTGCCCCTCCTCAGATCCGCATGCGGGACGACG
CTTTGCCTCTGGCACACATTGCCATTGCTGTGGAGGGTGCGAGTGCCGCCAGTCCAGACA
TCGTTCCTCTCATGGTGGCCAACGCCATCATCGGCAGCTATGACCTCACCTTTGGCGGTG
GAAAGGTTGGAAGAAAATGACTTATTTTCCCCTAGTTGAGTTATTTGTTT
>BJ734540 ID   BJ734540   standard; mRNA; EST; 725 BP.
AAGTGCCAAATTTACACAAGAATAGTAGATAACCTGCCCTCGTCATTTTACAGAGCGGGA
CCGTCTTTGATATTAGTGGAGTAGGAATTACATTTCTTGGGAGAATTTGGAACACGGCGT
CTCCGAATTTACGATACTCTGTCTTAACGAATAACAAGATTCCGGCAAAGCTGACATAAC
CTCGTTAGCCGCCGTCGCTAGCTATCCTGAACAATAACAGCCGGCTCTCATCCGGGAAGG
AGTCCGCTCGCTGCTCCGTTAACTTCGAGCTGTGGAAACATGACTTCTAGGAAGAAAGTG
CTGTTGAAAGTCATCATCCTGGGAGATTCTGGTGTTGGAAAGACTTCACTAATGAACCAG
TATGTGAATAAAAAATTTAGCAACCAGTACAAAGCCACAATAGGAGCCGATTTCCTGACC
AAGGAGGTGATGGTGGATGACAGACTTGTAACAATGCAGATCTGGGACACGGCTGGCCAG
GAGAGGTTCCAGTCACTGGGTGTAGCTTTCTACCGGGGAGCAGACTGCTGCGTCCTGGTT
TTTGATGTGACCGCGCCCAACACCTTCAAAACGCTCGACAGCTGGAGGGATGAGTTTCTA
ATCCAGGCCAGCCCCAGAGATCCCGAAAACTTTCCCTTCGTGGTTCTAGGCAACAAGATC



GATCTGGAGAACAGACAGGTGACCACCAAACGGGCTCAGGCGTGGTGTCAGAGTAAGAAC
AACAT
>BJ734543 ID   BJ734543   standard; mRNA; EST; 545 BP.
AAGAACATCAGGGGACCNAACTCCTATGGCTCTTAAGGTAAGCCAAACCNANCTCTACGA
AGCNAATTTAAAGGAAAAACAAGAANGTTANGGTATCACTTTAAAATNAAAAAACAACAC
NATTTATCTAGTTCTAGAAATGCTAGGCATACACTTTGAACAATACAAAACTTTGATTTC
GTTCCTTCTTGTGGATTCTTTTCTCCACCATTGCAAAANAAGAACNACAAAAGAATTAAG
TGAGAAGCTCTAACAATATGCGATTATTTACNAGCGAGTCCCTAAGCAGCTAAGAGAAAC
CACAAATAAAGGGAGTACAAGCGGAAGGGAGCATGGACAAAAACTTCCTGCAAGGCAATA
AGCATTATTAATGTCCTCTTTACGATTTTTGANAATGAATGTCCGCTTTTCTGTAAATGT
TCATTGTTGGTTTTTTNAAGAACCGGGAACAAAAAGNANCAAAAGTGTTTAGTTGGGTCT
TTTTTTTAATTGATTTTTTGAAGACGTGTCCCAATGTAACCGCATTGGTTACATGAATTT
CCTCA
>BJ734551 ID   BJ734551   standard; mRNA; EST; 694 BP.
GGATATGCACCAGAAATACCTCAACACTTAGATAAGTATACACTACAGATACTACAGGAT
ATTTACCTTCTTCAGTATCTTTACTCCAGATATTTCCAGATTTGACTTCAGGTCATATTC
GAAACTTGGATATGACCAAAATAAGACACAACCAGTATCTTCTGCCCGGATACCTTCAGA
TATGCTGCCTGTCTGGATATGCACCAGAAATGCCTCAACACTTAGATAAGTATACACTAC
AGATACTACAGGATATTAACCTTCTTCAGTATCTTTACTCCAGATATTCCCAGATTTCAG
TTCAGGTCATATTCGTAACTTGGATATGACCAAAATAAGACACAACCAGTATCTTCTGCC
CGGATACCTTCAGATATGCTGCATGTCTGGATATGCATTAGAAATGGTCCAGATTCTTTA
GATATTTAAGAAAGTATCCACAACAGATATTGAGGATTCTGGCTCTTTTCGCGCAGTGTT
AAGTTTCTAACAAGAGAAGCTAAGATTGCATGCAATCCCATCACTTCCCTGCATTCAATA
AAACAAGGTGAAGTTGAAAAACAAAAAACACAGAAGCATTCCAGTTTTGTAGCTAAATCA
CTGAACACAAAATGCACTGAAAGACCGCTGGCTACATGCATGTTTTGCAAAAAGACTGGA
CACACTTTACATAAATGTCGAAACTTCATGGAGA
>BJ734554 ID   BJ734554   standard; mRNA; EST; 688 BP.
AAATGTAGCGGCAGCAATGCTGTCCCTGTTCAGTCTGTTCCTGATGGTGATGGGGACCAT
ATGCATCGGCATGGCTCTCAGTAAGGAGATCCTGTTCTTCCTTAAGCCCGCGTCTATCTG
CTTTATTCTGTCAGGGGTTCTGGTGCTCCTGGCCATTGTCGTCTTCCACCAGTCCATCCT
GGCGTTCCTGGCCAGTGATCACACCGTTCCTCTTCACCACGAGCTGTCCTGGTCCGTGTC
ATGTATCGGCTGTGCTGGAGCCATTCTCATTGTGGGCGGCGTTTTCTTCCTGCTGCTGGC
TTTGCCCTGCAGCCCCTGGCAGAGGTGTTTCCCACACAAGGACAGTGGCAGCTAGAAATG
GGGAAAACAGTTCTAGCTGCAGAGGATTCTAGGAGCAGAGGATCTGCTAAATGTTTTCCA
GACTGGTTTTTGCAGAGTTCAACTTCTCTGTTGACCCTAGAGGAACTGATAAGTATTTCT
CTGAACCATTGTAGCTGCAGCCCTGCATTTGCCCCCTATTCTCATTTTTTATATCAAAAA
GTGCCTTGCTACCTTAATAAAAATGAAAATTTCTGTCCCACTTTAGTAATTACATACAGA
ACAAATCCCAGAGATTAAAACAAATGTTTTTTATGTTTACTTTATTTATAAAGAGGGAAA
TAAAGCTGTTGAAACCAGAAAAAAAAAA
>BJ734557 ID   BJ734557   standard; mRNA; EST; 682 BP.
AAAAATCAAAAGCAGGCTCAGAGAGCCAGTCAACACCAGATTTTAGTGCATTAAACATTG
TGTTTGAAACTGTAAACTCCCATCAACTTGTATTTATTACCAGCCACTGATGGCTCTAAA
ATTGACAGTACACAGTTAAAGGACAATCCAGAGGAAATGAGATCAAATTTTAATCGTAAT
TGAAGTTAATATGCATCATTTCATTTATGTATGAATTCTGACATGACAGTATTTTTTTTC
TTCAGAAAAAGCTTTGTATTTGGTTATTTTACATTCTGTTTCATTTGTTTTTGTATGAAT
TTGTATTTTCACACCTGACAAGTCACTGTACCTCACGTAGATGCTGAGTTTTCTTCCCAA
TTGCAAGAATGTATTATTGGTCCAGAGACAGAGAGAAGCACACAGCTTCTTGCAGGAGCA
ACTAAATATTCCAACCAACCCCTTTTTTTAATTAGCAAGGTACTAATGCAAACAAGAAGC
ACTTGATGTTAAAAACAACGATGACAATTTGATTTTAATGAGTATACAATCTGAGTATTT
TGGTAGATGGTGTCCCTTTTTTTTTATAAGGGGGGTAAGAAAATGTGTATCGTTTTAATG
ACCATCTAAAAAAGATCTGCATACATTGGAATTCTGAAAACTACATTTAATCTCTACTAT
TATCTTTTTCCACACATTTATA
>BJ734566 ID   BJ734566   standard; mRNA; EST; 755 BP.
ACGTTTTGAGTGAAACGCTCCTTCAGGCAGTCTTTGAAAAAGATGCATCATCATGGCAAT
GATGGACCCCGAAATATGTGAATGGCTGGAAAAAAAGAAAAAGAGCAAAGAATCACAGAA
AAGTATAAAATAATGTTATTGCAGTGTACGAAATATCTCGAAAAATGATTATAATTGATT
ATCTCAGTAAGGTGTACTTTTTTGGTAGATGTATTAAAACTAAGTAATGTTTTTGATGTC
TGGCAGGTTTACATTTGTGTGTATCTTGCATTTTTTTTATTTCTTGATCAACAACAGGAT
GAAGTATTAGCTTTTCCCCATAAGCTTTTCACCCGATCTTTACGTGAGTTTAGTTCTAGC
GGAGTCAGAGCTGCGGACGGAAGTATTTCTAGAAGGCTGGTAGTGGATCGGCTGTCAGTT
AGGTTCTGAGCAGAATAGGTTGTTTTGATGGGATGCTCTTCATCCCACAGGTCATGCTTA
CAGTGAATTTCTGGTTTATTTCACCCTCCTGCTGGACAGAAAGTCCTGAAAACACCATCC
CGACAGGATTTGATGGGTCTCCGTACAGTTGCAATGAGAAGTTTGCCTTTAAACTCCAAA
CATGGCAGCGCATTTAGCAGCCACGTGTCTTGTTATTGTTACTCTTTAGTTTCAGATTGT



TACAAGCACTCCATTTCATCAAGTCATTGTCAAACTTTAAGATTTCTGTCATTTAAACGC
CTTAAAAGGCTAATTAGCATTTGGTCATTTACACT
>BJ734574 ID   BJ734574   standard; mRNA; EST; 758 BP.
GAGCCTTCTGGGGGAGACGTTTCGGTGACACACCTCCATGCTGGTGGAGAAGCTTTCTTC
ACATGTTTGACTGGATACAGGCTGCAGGGTCCCAAAACGCTAACCTGTCGCAATGCAACC
AAACCATACTGGAGTGGAAAAGAGCCCCTATGTGTGGCATCCTGTGGGGGAATGATAAAA
AATACCACGTATGGTCGCATCGTCTCTCCTGGTTTCCCTGGCAACTACAGCAACAATCTG
ACCTGCCACTGGGTATTGGAGGCACCTGAAGGGCATCGGCTTCACATTCACTTTGAGAAA
GTTGCTCTGGCAGAAGATGATGACAGATTGTTAATCAAAAATGGCAACAACATCGACTCT
CCTCCTATTTATGACTCCTTTGAGGTGGAATATTTGCCCAATGAAGGGGTACTCAGTACT
GGACGTTACCTCTTCATCGAGTTCACAACGGACGGATCGATGACTTCCACTGGAGCAGCC
ATCAGATATGAAGCTTTTGCCAAAGGAATGTGCTATGAGCCCTTCGTGAAGTATGGTAAC
TTCAGCAGCAGCGACTCCAGCTATGGTTTGGGAGCAGTGGTTGAATTCTCATGCGACCCC
GGTTACACGCTCGAGCAAGGTTCTGTAGTGATAGAGTGTGTGGACACTGAAAATCCACAG
TGGAATGAGACAGAACCAGCCTGCAGGGCTGTGTGCAGCGGGGAAATCACAGACTCGGCT
GGTGTGGTGTTGTCTCCTAATTGGCCCGAGGCCTATGA
>BJ734575 ID   BJ734575   standard; mRNA; EST; 722 BP.
ACGGGACTTTAACTTTAAATATGTGCGGCCGACATGAATCTCAATCAATGTATGCGCTGG
GTCTCGCGTAAATGCAAATAACATCAGCCAGTAAAATTAAAAGGTCACGACCCCTGAACC
CCACAGCAACTTCCTTCATTCGTGATGTTTCTGATCCAACATGGTTTTACCTGTGCGGGC
TAACGGCGCCAAGTCCATATCAGATAAAAAGGGCCCTAAGAGCAGGCGTGTTTCTTCTGT
GCGTGAGGCGGAGCCAGTTATCAAAAATAAGACGGCGCTACACACATATCTGACGTACGT
TTTCTCCAGCTACCTAACAAAACAAAAAAAACATCATCATCTGAGCCATATTCAATGCAA
TATAGATGAATAACTTTTGGGTTTTTGCATTTCTGTATGAAACGTTTACATTACATTAAT
GTTTTAACATAGTCGAGCATTTAGCACAGAGGAGTTTTGAATGTGCAATGTTACTTCAGT
GCCGGTTGAGGTTCTTCTTGTTATTTTCTTGGTTTTCATTTTGTGTGCATGAATGTCAAA
GGACAGATGCCGCGGCATCTCCGACGGTGTGAACTGTTGCTAACAAAAGTGATTTTTTTT
AATGTTCAAATAAAAAATTGTTGGCGTTTTTGTTGGGATGGCGTTTAGCCGTTGTGGAAA
CTCTGCTTGTAGGTGCAGCGGCGACCCACAGTGTTACTTATCGACNAATAAAGGCTTTTA
AA
>BJ734580 ID   BJ734580   standard; mRNA; EST; 718 BP.
ACGGATTTAATTTAACAAAATAAGAGTGGAAGTAGACAAGTTCTAATATTTCTCTAATAA
TAATTGATTGATTTAAAAAAAAAGTTTTTTTCAAAATATAAGAAGGAATTTTAATAGAAA
AAGCTGCATTGGTCTTAAAAACTCAAATAATTGTAATTTTTTTAATGCATTTTTGGATAA
AAGATCAATCTGATTGTGATCAGTGTGTTGTTTTAAACCCAGCTAGAATCACTAGTTGTG
TTTTGCGCAAACGATCCTCTTGGATATCCCTCCATCATGTCTTGATTTCTGTTTATCCTG
GGTTTGTGTGGGTGAGTGTCTGCGAGACGAGAGTGGCAACACAGACGAGAAGCAGCTTTT
TCCACTCACCAGTGACCATGAGGTGGCCGGGGTTCCTGCAGACCATAATGCAATCCTCTG
GCTTTTGCTGACCCTTCGCCACTCCAGCACTCTCCTCCCTGACTCAAGCACAGCCCTCCG
TCCAAGAGGCCTGCTTTGGACCCGGATGATGGACCTCGCTGCGGACTTGCCTTTATTGCT
ATCTTGGGCCACAAGGGGGTGCTGTTGGACTCCAGCTGGTTGTAAAGCCATACACGGAAC
CTCGCTGCTGGCCACGCTTTCACCAATGCTTCTCAGCTTAAAACAAACATGCAACTGAAC
CCCCATGACCTCTCCTGTAGGCATACACTGGCACAACAAGTGCCTCTTCATTATTGTG
>BJ734582 ID   BJ734582   standard; mRNA; EST; 719 BP.
TGGAGATGCTGCGCCGCTCCTCCGTGTTTGCGGCCGAAGTCTTCGACCGCTCCCCCACTG
ACAAGGAGCTGGTGTCGCAGGCCAAAGCGCTGTGCAGAGAGTACATCCACTCCAGGCTGA
ACCGAGCCGGCATCGGTTGGTCCAAACCCGAGCACGCGCAGGCTGGCGCAGGCGGTGCGC
TCGGGGAGGTGTCTTCGGTCCTCCTGTGGTTGGGCGAGGAGCTGGAGTACCTTCGGCCCA
ATGTGTACAGGAACGTCGCTCGCCAGCTGAACATCACCGTGGCGTCAGAGAGCATCGTGT
CGGACGCCTTCCTGGCTGTGGCCGCAGACATCTTCTCCACTGGTATCACGTGGGGGAAGG
TGGTTTCCTTGTATGCGGTGGCAGGGGCTCTGGCTGTGGACTGCGTCCGCCACGGTCACC
CGGCAATGGTCCACACCATTGTGGACTGCATGGGGGAGTTTGCCCGCAAGAGTCTGACCG
TGTGGTTGAAAAAGAGAGGAGGCTGGGTGGACATGACCAAATGTGTGGTGAACACGGACC
CCAGCTTCCACTCCCACTGGCTGCTGGCTGCCGTCTGCGCCTTCGGACACTACCTGAAGG
CTGTTGTGCTGCACCTCCTCAGAGAGAAATGAGACTGACTCCCAAACGGGACTCCTTACC
GAGCAGCACCGCGTCCACTTGGATTATGTTTACACTCACATGCACTGAGTCACTAACAC
>BJ734587 ID   BJ734587   standard; mRNA; EST; 680 BP.
ACAGGTTGACTCAGACCAGAAAGTCTGGTTGTAACAGAATTCAACCAATATTCTGTTCTT
TCTCTTCTTCAGTAGTTTTTGTGGATGCAGGTGTTCTGGAGGATCTGCTACCTGGGGGAA
CATCTGGGCCAGGCGGTTGTATTCGCAGTCCGAGTACTTCAGACACTGACGATAGGTCAT
CCCACCTACAGGACAAAAACAGGTCAAGAACTGACAAAAGAGCACCTCTCAGCTGTGCAG
ACATCTCCAGATTTTAAAATTCTACTTTTGTGACCTTGCATGGTCAAGCTCTGTCGTACT
TATCTGACCTTTTAACCCCATGCTCTTTGGCCCGATCATTGAGGTCTTCCAACCAGAATC
TTTTAAGCGTTCCAAAAACCCGCTTTAAGACCAGAGGAGATCCGTCATTTCAGGCTGTTG



CTCCTCATCTTTGGAACTCCCTCCCATTGTCGTTGGGTCAGATCGACTCCGTTGAGAGTT
TTGAATCACAGGCTAAGACGTTTGTATTTAAGAGAGCTTTTTGTTGATTTAGTCCTAGTT
TTTTTGTTTTACTATTATTATTATTGTATTTTATTACTTTTCTTTGTTTTGATATGATTT
TATGCTCTTTGTAAAGCAATTTGTGATTCGCTCTGTGAAAAGTGCTATAGAAATAAAGAC
ATTCCATTCTAAAAAAAAAA
>BJ734589 ID   BJ734589   standard; mRNA; EST; 744 BP.
TATGCTTGATGGGGCGCCAGCTCTTGTATTGTCTTGAGGCTGTTTTCTGACATTTACAGG
TCCGTCGTGCCCCTAAGATGGTACGCAAGAGCAGAGAGAAGCCAAAAAAACAAAACACTT
CACAACTGCAAATAGATTAGAACCCCACACCTGAGGGAACATTTGTTTTGATAAATAATA
GACTGACGAGCATCTTAACAAAAATATATAGTTGAAAATTTTGGAAAAAGCTGTTTGTGT
GGCTTTTTGTTGAAGGTGATGGATTTCCTCCTGCTCCTTTTTCTTGATGTGTAGGTCGGG
TTACCAACCTGCGCAGAGCGACCTATGTGGTGTTGGACGAAGCTGACAGGATGTTCGACA
TGGGGTTTGAGCCCCAGGTGGGTGTGGCGCCACTTTACCCGTTTTCTCACCATTTTCCTC
TTTAGGCCTGCTAGCTCACTTTCATGTGTTTGGATGGTACTTTATCCTGTATTTGTGAAG
ACACAAGTGAATTAACAAATACACTAACCTGCCCTCTACATAGGGATGCGGTACCAAAGC
CGGTACCATTTGGTATCGATGCCACGTCCATGTTTTTACCGGACATATAAGTTTCAGCCT
TAACGGTATTTCTTAACGGTACCGGCATAGTGGCGTTGCAACAGCCCCGACATGGCCAAC
ACTACTTTGTTTGGATGTGGGTTAGTAGAACTGGCCGTCCTGTCTCTCTCTTCTCGCTGC
TTTTTGGGGAAGGGGCTTCTCCCG
>BJ734590 ID   BJ734590   standard; mRNA; EST; 673 BP.
AATAAGACCTTCACACCCTAATAAGGTCTTCTTGAAGAAGCTCTTCTATCCTTCACTCAT
ATTATATTATCACATAATATTTTTTTTTATAAAGGTGTTTACATTTGGATCTTTTCTGCT
TTATTCTGACACCAAGAGGTCATGCAGATGTTTTAGCATCAGCTCTGAGTGCTGATCCGG
GGGGGGTTGACAATTAAGGTTTGTGCTTAATATGATGAATTTATTTATAATGTAACTTAA
TATTAATCATTGGGTTTCAGTCCTGTGCCATAAACTTTTCTTCTGCTTTAAAAACGCCCC
CTCCCTTTTTTTTGTGGCCATGATCACAAAAATCAAATAGTTTCCTGTCAACCATTAACA
CAGAGACTCGTCTAAACCAGCCTTCTGCTAGCATAAGATAACTTAACTTAATATTACACT
TACACTGAATTTCTTAAACACTCAGAAATGCTGCTGTCATGTGTATCCGGTCTGTTTGCA
ACACTTTTCCNGGATTACACAGCACTACGTTGGATTTTTGCTGAAATTCTCTTTTCTTTT
TTATAAAATTACATTCCTCAAAAGTGTAAAACCTTTTTCATTTTACATTTAGTTTGTTTT
TTCTTAAAGCCAAACAAATGTCCCCCTCATTTGGTGTGTGGATGAATGTGTGATGTGCAT
TGCCTGTATAGGA
>BJ734597 ID   BJ734597   standard; mRNA; EST; 746 BP.
ATGACCAGTGCAAGTCCGACGCAGCCAGGGCCCGCAAGGACATGAAGCTGGGGCCCTTCG
ATGTCTGCAGGAAGGTTTTCACCCGTGGAGAAGAAACGGATCACATGAGCCTCATCGACA
AGTCTGATCTCTTTTTCCACGACTACTCGCTGGCGCCGCTTTTTGTTCAGGAGAACTACG
TGAACGTCCGTCCCGCTGCAGCTGGTGGCGACATGAAGTCTCACCTGGTGCTGCTCAGCA
AGACGGCAGACTCCATCTCTGATGGGGATCTGGTGGACAGGAAGATCCGCTCGGGGCAAA
ACTGGTCACTACTGCCGACACAGGCCATCTACGCCAGTGTGTTACCAGGCGAGCTAATGA
GGGGCTACATGACTCACTTCCCGGTCTTTCCTAGCTGGCTCGGCAAAAACTCCTCCACCA
GCAAACATTCTCGCATCATGCAGGAGCTCAGCTCTCACATGAGTTTAAAAACGATGGGCA
GCAGGCAGGCATTGAACCTGGACTATCTGCCCTTCCTGCGCCTGGCGCTGTTGGCTCCAC
TTCAGAGGCTCGGAGCCGAGGGAGCCGGTCAAGCCGTGAAGCTTCTGGATGACTACCAGC
TGGTGAAGGACGACGTGGACAGCATCATGGAGGTCAGCGTCTGGGGAGGAAGACCTGACC
CCTTCTCCAAGCTGGACTCAAAGGTGAAGGCAGCTTTCACGCGGGCGTACAACAAGGAGG
TTCACCTGACGCCGTACTCTCTGCAA
>BJ734600 ID   BJ734600   standard; mRNA; EST; 729 BP.
AACACAGCTTTTCCTCGAACGAGGCAGCCAGGGATTTTGGGGGAGCTGTTCAAGAATTCT
TCCAGTGGAAAGCAGACATGACAAAGTTTGACATAGAGGTTTTACTGAACATCCACAATG
AGGAGATGGTAGTTGGCCTTGCGCTGACCGAGGAAAGTCTTCATAGGAGGAACATTAGCC
ACTTCGGACCCACCACTTTGCGTTCCACCTTGTGTTACGGCATGCTCAGGCTGTGCAAAC
TCCAGCCCTCTGATATAGTACTTGATCCTATGTGTGGAACTGGAGCCATACCACTAGAGG
GTGCAATAGAATTTAACAGTTCATTCTACATTGCTGGTGACAACTACGACATGGCTGTTA
ATCGCACGCTCAACAACATATGCCACATCCAGAAGAGGAGGGCAGAGAAGGGAAGCTCAC
CTGGACTCCCCATTGACACAGTGCAGTGGGACCTGTGCAGGCTGCCCTTCCGGGCCAGCT
CTGTGGACGTCATCATCACCGACATGCCGTTTGGGAAAAGAATGGGCTCTAGGAAGAAGA
ACTGGGACCTGTACCCCTCCTGTCTCAGAGAAATGGCCCGTGTGTGCAGGCCAGGCTCAG
GAAAGGCTGTACTTTTAACCCAGGATAAGAAATGCTTTTCCAAGGCTATATCCAGAATGG
GGGGGCTGTGGAAAAAGCTGCACACTGTTTGGGTCAACGTCGGCGGTTTACACGCCGGGG
TCTACCTCC
>BJ734605 ID   BJ734605   standard; mRNA; EST; 157 BP.
ANAAATANCCGGTTCCCANCTANGGAATTNCAATNCNNAAAANAAANCTTTTNCAAATTN
CATTTTTAAAANANAAGCCTTTNATTTTANAAANCTNCAANATTTTNAGGGGANAANCTN
ATTTAAAGGGGGTTTCCCTTTNGCTGGGTGGTTTTNC



>BJ734607 ID   BJ734607   standard; mRNA; EST; 683 BP.
AGATATTTGCAGCAGAAGGTTTAGAACACAGCCCTGCGGAGCCCCTTTTCTGAGTGTGAG
AGTGCAGAGAGTTTGCTGAGGCTGTTGATCCCACATGCAGATGTGAAGGGGATTTCCAGC
AGGTTCAACACTTAATTATTGACTTAGTTCTCTGACAAAAATTATATTTTGTCACTTTTT
AGAATTGAAAATATATTTTCTGAATATTTTTTCAAGTTTGACTGTTGAAAAATAAAATCC
CATCAAACTAGTCGGATTTTCAAAGTAAATAATGCAACATTATAGTTATAGAGTTATTTA
GTCCATGAAACAAAGTCTCCTTATAATGAGAAAATTGCATATTAGAGAATTTCTAACTAT
GTTTACTTCTCCCTCTTTTTTTCAGATTGGTAAAGTATTGTGCTACGTATACAGGTCACG
ATCCCTTCCTCTCTAGATCTCTCCCAAGTAACCCCTGGCTCACTGACGACACCACATTCT
GGAATCTCAACATGCCTAATGTGGAAATACCTACAAAGATGCGTGTGGAGAGGTGGACCT
TCAACTTTAGCGAGCTGCTCGCAGACCCACGAGGACGAGATGATTTCAGACTCTTCCTTA
AGAAGGAGTTTAGTGGTGAGAACTTGGCATTCTGGGAAAGTTGTGAGGATCTGAAGTGGG
GCACTGCAGCTACNATGAAGGAG
>BJ734608 ID   BJ734608   standard; mRNA; EST; 752 BP.
ATGAAGTACCTCCTTGACCGCATTGACAAAAATGAAAGGCAGGCGGCCAAAAAGAAGAAG
AAGGAAGAGGTGGTTGAAGCAAAACGGAGGTTGGCCAATGCTAGCAAGCTCTCCTCGCTC
CTTTACCGGCACAAAGAGAGCCTCAAAATGGAGATCCTGAAGAAGCGAGCCCTTCTCGAC
AAAGAACTGCAGCTTGAGGCTCAGGAGGAGTTAAAGAGGGATCTGTTGCGGATGCAGCGG
GAGAAGGAACGGGCTCAGGCCGCCGCCCAACAGGCAGCTCAGGCAGCAGCCGCTGCGGCC
CACCGCCAGCAGCAGCAGCAGCAAACTCTGGCAGATTCCCATCGGATCGCCTCCCAGCAC
CACCTCGCCACCACCGTCTCTACTTCTCACAAAAGGAAATGGGAAGAGGAGAGGGAGATG
GCTGCCAAGTCCAAGAAGAAGAAGATGATCTCCACGAAATGCACAAAGGAGAGCAAGAAG
GACACCAAGCTGTACTGTATCTGCAAGACGCCCTACGACGAGACCAAGTTCTACATTGGC
TGCGACCTTTGTACCAACTGGTACCATGGGGACTGCGTGGGTATCACGGAGAAGGAGGCC
AAGAAAATGGACGATTACATCTGTGTGGAGTGTAAACGAGGCCAGCAGAGCAGCACGGAG
GAGCTGTACTGTATCTGTCAGACGCCGTACGACGAGTCCCAGTTTTACATCGGCTGCGAT
CGATGTCAGAACTGGTACCACGGCCGCTGTGT
>BJ734614 ID   BJ734614   standard; mRNA; EST; 718 BP.
TATTTCTTAACATAAAACAAATATCAACACGGTATCCGAAAGCTTTGTGTTTATTCCGAA
AAATCAGTACTTCAAGACCACACTATGATAAACAACCTGAACCGAGAACAAAGAGTGCCT
CCCAGCAGCTGGTTGGAGTGGTCGGCCTGGAAGTTCACGCCCAGATTAACTCCAACACCA
AGCTGTTCTCTGGTTCTCCAGTTCGCTTCTCAGCTCCTCCCAACTCCCTGGTTTCATTTT
TTGATGCGTCTTTACCCGGCACATTACCTATGCTGAACAGGCGATGTGTTGAAGCTGCAG
TGATGACCGGATTGGCTCTCAACTGCACCATAAATAAGAAGTCGTATTTTGACAGGAAAC
ACTACTTCTATGCTGACCTTCCGGCCGGTTACCAGATCACCCAGCAGCGAAAACCAATCG
CGGTAGATGGCGTGCTGACTTACAGCTACTTCGGAGAAAAGAAGAGAAGCCAGATGATCA
GAAAAAGTGTGCAGATCAAACAGATCCAGCTGGAGCAGGACAGTGGCAAGAGTCTGCACG
ACGACGACCGGAGCCAGACCCTCATAGATCTCAACAGAGCAGGTGTGGGTCTAATGGAAC
TGGTAATGGAGCCAGAGATGAAGAGCGGAGAGGAGGCCGCTGCAGCCATCAGGGAGCTTC
AGCTCATCCTGCAGGCTCTGGGCACCTGTCAAGGCAACATGTCGGANGGCCAGCTGAG
>BJ734620 ID   BJ734620   standard; mRNA; EST; 708 BP.
GTATTAAAAATCTCTTGCTGTGTGCACAGGAAATGTTACTTTTTCTAATTTTCTAAAAAT
AAACTAAACGTATTTTAGTTCTTCATATTTCACAGTCAGCTGTACTGTGGTGTAGTGGTT
AGCACTCTTGCCTCTCAGCACGAACACTGTTGATACGTAGCTCACTTATCCTGTTGGAGC
GACTTCAAGTAAACAGTACTATAAGTTCACTAAATGACTAATTCAACCTCTAAAATGGAC
AAATCTACACAATCAGCACAGAATCAAATACTTATTTCCTCCACTGTTGGTAAAAACCAT
TTCAGCAAAACTGCATGTTGATAGATTGGAATTAGACGTAATAAGAAGTAATTATTACAA
AATGTATGACTGCGATCTACTAAGTTGTGTTCAGTTTTTTCTATCTCTTCAGTCTGACTC
TAACAGGAAATGGTTTCTAATGAAATGTCCTGTTAACAGTTTGGTCATTTCTAGATCCAT
TCCTTCTGTTTCTAAGAAAGACGGCTGCAAATAGAAGCAGCAGCTCAGTTCATCTGCAGC
TTTCTGCTGTCAGAGGGGTGGGGGTGAAGCCCCAGAGCAATCAAAAATTTTAGGGATCCG
CTGGGGAGTTTGCCAGTCGCTCCAGAGACAGCCAAAGCCTTGGTAGTCAAAAGGTTTTAT
TAGAATTGTCTAAAACCAGGATTAGTAAAAAAAAACTTAAAAAAAAAA
>BJ734621 ID   BJ734621   standard; mRNA; EST; 677 BP.
TGACCCGCAGACAGACATGTGGACCGCTGTAGCCCCTATGAGCCTCAGCCGAGATGCTGT
TGGCGTTTGTCTCCTCGGCGACCGCCTCTATGCTGTAGGCGGGTATGATGGACAGGTGTA
TCTCAATACTGTGGAAGCCTACGACCCTCAAACCAACGAGTGGTCACAGGTATTGCATAC
AGATATATAGCTTTGGTTTGTTTTTTATGCTGTTAAGCAGTGTTGTGATAAGAATACCAA
ACATTGTATCTCGTTCATCTGAAGCAGCTGACCTTCCTCCGCGTCCTCTCCACCAGTCTT
CTTTGTCATTTAAATGTGTGTTTTCCCCGAGCTAATATTGTCCTTGCTGCTGTAGGAGGT
TGAGGGGACTTTTGAAAAGTTCAACTCTTCCTGCAGCTCTCAAGTATTTGGATCACTCTT
CCATTTATACCTCATCTCCTGCAAAGCCTCAAAGGTTTCTCCACCAAAGTCGCTGGGAAT
GTGACATTTTAGAGACTGGCACCATGCTGACAACAAGAGAGGTGTGGGTGTGTTACAGCT
GACAGACAGATGGGAATAAATCAAAACCACAAAATGAGCTCTCTATCATTTGGTAGAAAC



TAACACACACACACACAAAAAAAAAGATTTGTGTTACTTTTTCCCAGGTATCATCACTTC
TGCTTGTTTTTTGCAGA
>BJ734624 ID   BJ734624   standard; mRNA; EST; 290 BP.
ATAGGATGTGAAAGCCATGCCTGCCTGTTCAAATTGCTTTATACATATGTCTCACACGTA
TATATAAGACTATAAATACAAATGTAGATATGTCATTGCAGAAGAGAACAAAAAAAGAGA
TAATTTTACAGGGTGCTGGAGAGAAAAAAAAAATTTGAAAAATCTATTTTTGCCAATTTT
AGCTTTTGATACTTTACTTGCAGTTACAAAAATCATAAAGAAAAAAAAAANGTTCCAAAC
AATNTAGAAAACANCCGNCAAANCGNGGGGGNGAGGAATAAAAAAAAAAA
>BJ734626 ID   BJ734626   standard; mRNA; EST; 714 BP.
CATGCCCTGTTCTCTCTGCTCAAAGGTCGTGCAAAGTCTCAATCAAGTTTCCTTCAGAGG
CCTTTGATTTGTTGAGAGCAGATAGCTGGAGCTCAACAACAGTGTGTGCCTTGTTTCACA
CTGAAGCGACGTTCACGCTGCCCTCCGCAACATGCGTTCAACCGTCCACTTTCAATAAAA
AAGTCTATGTGAATGCGTGTTTTGCGCTTCGGTGTTCAAAACTCTTTTTTTCGGGCTCTA
TATACAAAACATGCAGCTATTGAACACACAATGAAAGTCAAACCAGGTTGAATTTTGACC
AATCAGGGTAGTAACTGGTAGTAACGTATGGATGGTGTCCCTTTTAATTAACAAAAGTGC
CAACGATTTAAAAAGTGATTATGGAGGAGAAATTAATAATTGTGGTTGGTGCCCAGACAA
AATTATATAACGCTAAATCTGTCATACATCTGGAGCAAGATTCACAACACGCTTTGACAT
TTTACGTCAAGCTTTTTCCAACTGTAGGTGGCTAACATTTGATAGTAAACATTAGCAAAA
GATCAAGAAGAAGAAACCACTCCCTACTTGTCCAGTTTGAACACCATTTGCTAAACACAC
TTTTAAGAATACACGTCACATGCCCAGTGTGAAGGTAGCTTAAAATGGAAATCTTTTGTT
GGAAGCAGACATGGCGTATCGACCCCAAAAATGTTTTGAAGTTGAGTCAATTTA
>BJ734629 ID   BJ734629   standard; mRNA; EST; 712 BP.
AGCCTCAGATGAAGGAGGCATGCTCTGTATATTAAATGCCCAGACCCCTGTGAGGGGTGG
AGGCAGAGGAGCTTTGGTGTGGGGAAATATCAATAGCCTTCTTTCTATTAGAGAGATGGG
GCCAACACGGGAACTTAGGTTGTGGAATAAATAAAGAACGTTATTAGAAAAAATGTAGAT
TGGAGAGAAAAAATGACGATAAATGTGAACTAATGATGTTAATTGAAGTAACAAGTGAGG
AAGAGGCAAATTAGTCTTTCTGTGTGGTTTGGGATGCAGGGTTACAGGAAGTATGAGGGG
AAAATAAGCTGAGGATCCAAAAAGTGTTAGAAAGAGTAAAGAGCTGAGAACTGAGAAAGA
GTGAAGAGCTGAAGTTAACGACTTTGCAGATTTCATTATAGAGATAGTTAACCCTGTTGA
CACTGAAGGAGGGCGCTATCCTCTCAGGAGGAGTCCGGTCCTTCCACCTCCATGCTCAGA
GACAGATGAGATCATTACAGCTATCAGCACCACTGCCATCCACAATTAGCACATCTCCTT
TTCTTTCACTACTCCTACAACCCCCATCTCCCTTCAGCTCACACTGTCTGCCCCCCCTGC
ACTCTTTCGTTCCTCCCGTCTCACCTTATGACACTACTTTGGCTTTGATTTGGAGGCNAT
CTGACTACATAAAAAGCCGCATGCAGCAAACTGCTGCATTAGCTTGACCTTT
>BJ734633 ID   BJ734633   standard; mRNA; EST; 257 BP.
GGTACCTCTGATCCAGCTCATCAGTTCTGCAGAGACGTGATGAGTTGCAGTGATTTTAAC
AGGAGCGGGAAGCAATAACAGAGGAATTCTGGGCTGGAGTTCTCATGAAATATGTGCACT
GAATCCCTAAACTGGATTTAAGATGATAATTAATATGATCCTCCCTTGGAAGATGCATAT
TTATGGATGTAATTTACAAATTGAATTTCTTGCTCTTTTTTTTTTTNATNCGGNGGGTTN
AACCAANATTTTTTNGG
>BJ734634 ID   BJ734634   standard; mRNA; EST; 712 BP.
AGCCCTCTGCTCAGTGATTGCACATTTGCGCTTGTATTAATCGTCTTCCCCTCTCCCTTC
CCCTCTCCTTCGCTCGCTCTCCCTCTCTTTGGAGTCAGGAGGGATGATTATGCGCCCCTG
GGAGGCAGACACAACAGCCGAACGAGACATCTCTGCGCTTCCGTGGAGTTCTTCCGACCA
AAAAGAATGTCACCTACTTCGGCGGGTCTTCGGTGTGAATGAAGTGTTGCTTTTGAGGGA
GGATGTCTTTTACGTTACCTTCGCCTTCTCTTTTGGCGTAACTGCGAGTTAAAGGTGTGA
AGAGACGCTTTTGTTTGACGGTCATGCAGCGCTTCTTCTTCTCGCTCCAACCGCATTCAG
CACAAAAGGACACAATTAGGGAAGTTTTTTTGCGGAGTGAATTCGCCGGGTGTTCGTGAT
TTTTCGTTGGATGCGGGGCTGCACTGTTCAACAAGCTGCGCCGCTCGCTCCTGGATGCAC
TATGCAGAAGGATGGGCGCAGTTTGCCTTCTTCTCCTTCTCGCTTCATCAGTCCAGCTTG
TTGAATCTCCTTCATGGTGAAAATGATGGACTCGCTGAAATAAACTTACCATCTTTTTCC
TCCTTTTTTATGTTCCGTTTTTAAGCACCAGCGGGTTGCATCCCAAAAGTTGACTATGGC
TCGACCAGGTTTACGCACGAGCCTGAGACCTGTATGGAGGGTGCTTTGCTTC
>BJ734645 ID   BJ734645   standard; mRNA; EST; 739 BP.
AGAGAGACGTTCACACGAGCGTGCAGATCGTCGCAGGCAACGCCGATGCCAGCCTTTCTA
CTCGAAGGCACAGAAAATCCAGGGAGCAGGTTTCAGGCAGGAGCACCAAGACCAAAGACC
GAGCCCATGCGAACACGTCAAGAGACGGTGCGAAAAAACCCTCCAGTGAAAATGAGTTTG
ACCTACATGCAGTTGTAACAGCACAGATACAAAGAGACTGTGATAAAGATCAGCACAGAA
GAAGAAACCAGGCTGCACGCCTTATCCAGCAGGCATGGCGAAGGTGCTGCGCACGCAAAG
GAAGAGAGGCAAAGCCCCATGAAGAGGTGGAGCCGGGGGAGCCAAACTGCAGCCGAAACG
GAAGGAAAATGGAAAACAGAGCACTGTGTGGAAAGCTGGCACAGAGTAAAAAATCAGTAT
TACAAAATATCTATGGGAAAAAAGGGCAGCCTGGGAGCTGTCAGTCTCACCAGCTTTTGG
GTATCCCCCTGCGCACCCAAAGCCAATTGAGTGGTTTAAACTGTGTGCACCTGACTGATG
CAGTTAACCAAGCTAAGCACTACTCCTACCACCTGAGACCACAAAGTGCAGGCCAAGGGA



CAAGAGGCCAGGAGAAACGCTGAATACNAACAGAAAAACACACTAAGACACACACACACC
GTGTTCTTTGATGTTTTCTCAGCTGGTTGGCACTCTTACCTCTATAGAATTAGTCCTCAC
AATGTTCGCTCAATGCGCC
>BJ734647 ID   BJ734647   standard; mRNA; EST; 663 BP.
AATGTTGTAATCTTTACAAAACAAGAACTAACGTTGAAGGCAGGAAAAGGAAAACCAAAC
ATGTTGTACCTTTATCTTCACTCCCTCATCCAGAGGTCTGTCCATGAGAGAGTTAAAGGA
GAGAAAAAGCGAACGGATGGAGTTCAGGAAATCATCGCCGTCCTCACTGTTTCCGCTGAA
CCTGAGCAAAAAGAAAAAAAAGAACAGAAAAAAAAACGCTTGCATTGCAAGACGTCATCT
TTGAAATATTTAAATGCTTAATGGATTTATGTGTGGCAGGGGTCCTCATACCTGAGATAG
AGGACTCTGGATTGTACTATAAACCTGAAAAGATACTTGAGAGCTTTGAGTGCTGAGAAG
AGTTTCTCTGTCAGACTGGGATCCTCAGCATGGCCCACGTAATAGTTAAGCACCCCGGTT
AGCTTCCTGAGAAGGCAGATGAGGCATTAAAGTCTCCTGGTAATTTGGGCGTGGGTGGGA
TAGAAGTGCATTGGTGCAAAACGTACTAAAAATAAAAAGCATCCATAAGCCTTTAAAGGT
GGGGGAATCTAGAGCGGGTACTCACAAGTAAGCCAAAGTGGCACTGAAGTGCTTGCTAAT
GTAGGTTTCCAAGACGGGGTTAAAATGCTGAAATTTGATGTCACCAATAAGTGTGATTAT
AAA
>BJ734648 ID   BJ734648   standard; mRNA; EST; 733 BP.
GGGCCCTCACCTGGCTGCAGGGGCCTTCAGCAGGCTGCAGGGGCCTTCATCTGGCTGCAG
GGGCCCTCACCAGGCTGCAGGGGCCCTCACCAGGCTGCAGGGGCCCTCACCAGGCTGCAG
GGGCCTTCACCCCTCAGCAGGCTGCAGGGGCTTTGATGAGACTCCCGATGGTCACTAAAT
CTGGACGTTCAAGCTGTTACACGCCGGTTTGCCCACACCGACCTCCACGGCGGCGCCGGT
TCCTCCATGTTTTTCCCGTTCGATCCGTCAGAGCTGAAGCCACAGCCGCCACCGTGTCAC
TGCGTACCAAATGAAAAAAACCAGGCTCCGGCGAGCGCGGGCGCCTGACCAAAACCCGGA
GAATGTGGTTTCTGAACTGATCCCGGCAGCCCGGAGGACAGATGTAGAAACTCGCTGCTG
ACAACGTTTACGGTTCCTGTTCTGTCTCCGGTGACGCCGGCGAGCGACGCTTGAGCCGTT
TCAAAGCAGAGCGTCTGTCGGAGGCGGGAACGTTCTGAGGCCTGTGAAACTTTGCTTTAA
GGTCTACCGCATGTTGTATTTATAAAGGCTGGATGTGGTGCCTGTTTTTCTTTCTCTCCT
GAGTTTACAGATGAATTCTATTTGCTTTTCTTGAACTCCACGGCTTTGCATTGAGTCTTA
NGACAGCCGCGTCACTCGTCTGTTTTCACTCTAATGTAAACTATCAGATATCACAATAAA
TTTTCAGTGGCAA
>BJ734650 ID   BJ734650   standard; mRNA; EST; 413 BP.
CCCCCCCTTTCCCCCTCACACTTTTGACTTTAGCCTGGTTACAATGCATGTACCAACTCA
GATAGCCACATCTAGGACCTCTTTGTCTGCTCNANTTGCCTATGAAGGAATTAATAACNA
TAAAAATAGAANTTATACTGAAGAAAATAAACATGTCANAAATAACCATGATTGGCAGTT
TAGCTGTTTCATGATTAAGATAGCACCTATCTTTGGTCTNCATTCATTTCTAAATTCATT
ACTATGTGTTACCAAGCAATATGGAGAAAACCATTTGTTAAAAAATGTTGAGTGAGAAGT
GAGATTACTAGGTGTATCCTTGTCAATGCAAACCTATATGGCGCTTCTTTGTCGNATTCT
ACATTCATTAATGGATCATTGTCGTGATGATGAGTGNGGACCCTTTTCTTCGT
>BJ734659 ID   BJ734659   standard; mRNA; EST; 766 BP.
CCGCCCTCTCCAATGGGTTCCGGTTCTTTAAAAAGCCGAGCAGAAAAAAGCTGTTACATG
TATTCGATGCAATGTTTAATTCATCAATCCTTGAATCACTCATTTTCAAGGTCGCTTAAG
GTCAGCACTCCTTAGCACATGACAGAATACTTTGTTTTAAACGATGGGAATGAGTTTGAA
GTCTTTTTTTAATAAGAAAAGGTCTACTAGGATGTGGCAGTTATGTATTCTTATTGAAAA
GTTGTGAAGATCAGGAAGTCTTGAAAATGTTGATCTGATGATGAATAATGCATACATACC
CTGGTAGCCTGTAATGAAGATAAAGAGGATGCCTGTGAGAGGTTAATGTGCCTCTTAAAA
TTAAGATTTTATTGGAACTTCTTCAGGGTTAAGCAGGAAATAAAAGGGCTAGTAAATGAG
TATGCTTTTGCAGAACACGCTGACTGTGAAAATAACTTCTCCTGGAAATGTGTGCAGAAT
TAGAATCGGAGCTTGTGAGTTCACACTGCCCTCAAAACTGATAATGAAGAGGTTCTCCTC
AAAATTATTGCGTACAAAAATAAATTTCAAAGGATTGTAAGTGTTATTTGTTCAGATCTT
TTTGGAGGAAAGTGGGGGAGAAAAGGAGAAATCAGACTCTTAGGGGGTGAAGTTTCCAAA
TTGGTGTGTTTATTTTCTGCAAGGCAGATCTCCTGGCTTTGGGTCACACGGTTGCAACCT
GCTTTTAGTAAATTGAACTGATAGAACCCTTTCCTGCACATCTGTG
>BJ734660 ID   BJ734660   standard; mRNA; EST; 423 BP.
CTTTTTTAGGCGTCTGCTGTTTACAGACTATAACCAATCGCTAAATAACAGCTTGATATT
TGCCTCACATGGATTTGAACTCTAACTTTGTATTTTCCTCAAATCCAAACTAAAAATGTA
ATCAGACAAACGTTCATTTGGATTTTTTCATGGTTTCTTGAATCGTCAGAATGTTTAGAT
CTGCAGTCAAACAAAGACTGTTTTGTCTTTAGTCCAGTTTCTATATTTATGTTTTTCTCT
TCATTCTGAAACCTAAAAGCTCCTTGTTTTGTGCAAAAGAAGCTGTTTCTATTTTTCTAT
TCTTCAAATGAGATTCCGTAAACTCCTTAATTGTGTTTGTAATTTTGTCACTTTGAATAA
TATTCAGTTTTTTCACGTTTTTTTCAAATAATAAAAAATATTTGTACCCTTTTAAAAAAA
AAA
>BJ734665 ID   BJ734665   standard; mRNA; EST; 710 BP.
AAAGAGCCCACCCTCCTCCACAAAANCAGCTTCCCGGATACAAGGGTCACATTCGATCCC
GCAACCCTCACCCACCAACTTCACAGGAAGCTCTCCAAAGCTGGTGATTGGAGTCAGCAG



TAGTGGGTGGACATCANCAACTTCGNTTTTAAGCCAGACTCCAAATATAGGATCAGGTCC
AACTCAGCCTGTTGCCGGCATCAGCTCANAAGCATTGTTCAACATTAAGAACATTGCTNT
GTCTTCAGGGGTTCAAAANCAGNTGNCAGGAAAGATGACTTCTATTGGACAAAATATTGG
TGCCGTGTCACATTTTTCTTCTATTTCACCACCAGTGACAGTCCCAAGGACGTGCTCCTA
TACTTCCACCACCACTACTACTGGACTGGTCCCAATGACGAGTGTGGTTTCGGCCACAGG
CTCTTCTACCCAGCTTGGCACTTGTAGCTTTTTAACCAGTAGCTCTTCGACCCAAAATGT
CTCACCCATCTCAGTTATTTCCTCAAAAAAGATCGCCACTTCTAATGCAACTGCCCTGCC
TACAGGCAACTTGAGCGAAAGCAACATCAGTATACCTGCAAATATACTGTCCACCATTTC
TGCTCAAACCACCACTCCCTTTGGAGGGAGCACAGCTCAAACACCTCCATTTGTAACTAG
CAGTAATCCCTTGAATATCAAATTTACCATCAGTGAGGAGAAAGTATCTT
>BJ734675 ID   BJ734675   standard; mRNA; EST; 696 BP.
TCGGCCCCTCCCGCCTCTGCGTTTCCTGCTTGGTGGTACGATGACGCTCAGACATTCATG
CCAGCGGGATTCGAACCACCGAGTGCGATGACCTCACACTGGGTTTGGGGCCGGTCGACC
TTTGGGGCGGAGCTGTTTGCACTCAGATCTATTTTCTTAGTTTCTATTGTGAGTCTAATG
AGAGTCAAACCGCGGAGAAGATAATCAGCTTTGACACTTTTTGATAAAAACTTTGGACTT
TTAGTTTGTGAGACAATCACTGTCAGAGGGAGAACCGCTGGTTCTGGATGGGCACTGCTG
CACTAAAAACCTTTTGGTTCTGAACCTCTGAAGGTCATGGGCCTTCAGGTTCTTCCTACA
AGCTCCTGTAAATGTGGTTCTTCTGGATGGACCTTCAGTGTGAATACCATCTTTTATGGG
TTCTGGACTTGTGGTTCTGGACGGGTTCTGGATTTGTGGTTCTTTGTGGAACTGACGTTT
GGCCTTATTTTCTGTTGATCTGTAGGGATGCGGCCTGGACACCAGAGGGCAGCACCGGTC
CTTAGTGGCAATCAAAGGTAGCATGCTAACGCTACTACCATGCTACATGCTAATGCTTAC
AGCAGGTGGCCTTATTGCTGGGGGGGGGGCTATTTGGTAGAAAATTTTTGCTTAGAATTA
ATAGTTAAGAACTAATATTTTAAGCCCCGCCCTTCA
>BJ734679 ID   BJ734679   standard; mRNA; EST; 236 BP.
AAGGTCACAGCCAAGCAGCTCGCCAAGGGCAAGTCCTTCACGTCGGTGTGCTACTCTGCG
GACGGGGAGTCCGTCCTGGCTGGAGGACAGTCCAAGTTCGTCTGCATTTACAACGTCAGG
GAGCAGATGCTCATGAAGAAGTTTGAGATCTCCTGCAACCTGTCGTTTGATGCCATGGAG
GAGTTCCTAGATAGGCGGAAGATGACAGAGTTCGGCAGCTTGGCTCTGGTGGACGA
>BJ734683 ID   BJ734683   standard; mRNA; EST; 741 BP.
ACTCGTCTGCGTGGACGCTGTGCCCGAAAGGAGAGCTCTCCCCATCCGAGGATCCTGCAT
GAATTATTCATCTTAAGCGCGTCATTTTACTTTTCAAGAAAATTAAAGTTATTTGAATAC
ATGGGCGGAGCTAGTGGGGGCATGGGGGGAAGCTGCCCCCCAACAAAAAGCTTTGTCCTC
CTCCAAGGAAATTTTTGAGTCAATATTAGTATCACTATTGACAAGGGCTAAGAAATAATC
AATACACGCTTCTTTAAGCTTTATTAATAGCCCCTTAGCTAAATGAACTGTTGTTTTTAA
TATGAATACCAATAATAAAATGTTTGTATTTTTATCGTTTTACCTTCTCCTGTGCTGTTC
TCATTTGCCACCCTTCCAATGTCTTCTGCCCCCCATATAAAATGTTTGCGCTCCGCCAGT
CTCTTTTTTAACTGTCGCTAAATGCTTAGTTTTCTTTACTCTGTGTTTACAAAAAGTCAG
AAATGCAATCAAAACCTTCCAAATGTGTCCCTTTTTACTCTGAAGAAGAAGAAAATGGCT
GAAAAACTCTGCACAGCAGGATCCCTCTGCTCGCTGTGACTCTGATCTGCTCCTCTCAGA
AAGGGGATTGCCTGGTGCTCAGCTCTGAATCCAGTAATTGTGCACGACATGGACATTTAG
GCTGCTTGAGGCACTGATCTTAAAAAATTGAGCACTCAGTAAGTGTGCAGCAGCATTCTC
TCCAATCATTTCCNGATCAGC
>BJ734684 ID   BJ734684   standard; mRNA; EST; 703 BP.
ACCAAAACCAGTCTGCACCTTCAACAGAAATATCAGCACTTTTGGGTTTACATTTGATGT
GGACACAAGAGCCTTTCATGGCTGTGAGCTGGGTCTTCTCTAAGACTAAAGGATTTTCTT
GGTAAGAAAACACATCTGTAGAATTGAGAAAAAGTAGTAGGATAATGTTAATAAACTTCA
ACACAAATATTTTTGAATAAACTCTTAAATGGAGGTAAAAAAAACAAAAAACTTACTTTT
CACAACAGAAAGAAACACCAAACACCAAAACATTTGAGCATCCATTTTTTAAGCTGGACA
AAAACAAACATTGTGGTTGTAGACCACTAAATACTTAAAGCAGTCCTGTGCAAATGTTTT
AATAATAGTTTATTACAATTTAATCTGAAATTACAAAAAAGGAAGAGGCTTAATCGACTT
CAGTAATTTAAAAGCACAGAGAAGGGAGCTTACCAAAACCAGTTCAAAACCACGCTGGGG
GAGTGATGGGGAAGGTCAAGTAGCGCCACACGCAGAACAGAAAAACTATCATCACCTTTC
AGTCCAACATCCGAGGTGCCAGAAACCTGGAACAAGAAAAACAATTGATCATCAGTGAAA
AAAGAAAAAAAAATGTCTGAAGACAAACAACTAAACCTATAAACAGAAAATATACCTGAA
GTTGCTCTACTTTAAAAACAATCTGCTCAATTATATAGCAGTC
>BJ734690 ID   BJ734690   standard; mRNA; EST; 711 BP.
ATAAGGAGGAAATGGTGTTGATCGTTAGGAAAAGAAAAAATCTTTAGTTTGATGCTGCAG
AGCTGGAAAACTTCATTTGGTACACTTTTTACCGAAAGTGAAACCGTCATGGAAGAACTG
CAGCGGACTGGAAAACCCCGTTTAGATCGTGATGCCAATGCACAAGATTTGTAAGCATTG
CAATGCCCTTCTTTGAAGTCCATGTTTCAAATGCAACTTGTTTTTTGTTTGTTTGTTGTA
AAAACAAGACCGCGCCGGTTCTAAGTTTGAACTCTAGTTTCCACCATCAGACAAATGTGA
GAACAAAATGTCAAAGTAAAGTATTGACTTGTCTGAAAGATAACAGAATGTATATTTAAA
ATTGTAAATTTTCCAGTCCTTAATCTGAGCATTATTTCTTGAACAAATCTACCACTTATT
CTGTTCTGCTTGACTCATCCAAGCTTGGTTTACTCCTCTTTTACAAACTATGTACCTACA



TTTACAGTAAAGGACCTGTTTTCAATGAAATACCCATAGCAAACCATAGAAATTGATGTT
ACTGGCTGGCTCATATGTTCAGCCAACCAAACGGGGCAAAAGCAGCACGAACCATTGAAC
CAAATGCATGATGGGAACTCTCCCTTCGAGAGGAACGCAGTCACAAAATTCAAGAGGATG
TGGCAGCTTCCTTTTTGATGTCTTTGGTGTTGTTATGGCAGTTTATATGAA
>BJ734693 ID   BJ734693   standard; mRNA; EST; 736 BP.
TGAATCAAGTAGCGTTGTTCCAGAGGGGAGCAAGGATGGTACAGTGGCCGAGAACTCTCC
ATCCACCTGAGAAGTGCCCCCCCACCAAAAGACCGAAAGGAAATCCCACAGATCAAAACA
CCACTGCAGACAATCAAACCCCCCTTCCCAAACCACATCAGCTGGAGCCTGGAAACCCAT
TGAACCTGAAAATAACCCTGCAAACAGAACCACACTTCCACCACTACTTCCTGATTTGAA
ACATTCATCAAATAACATATGTGGTTGTTAAAAATGCTTATCAAAGCCGTGTTTTCCACT
ATTTTCACAGTAAAACTGCCAAACTGCAACTGAAATTCCTTGCAGAGTTTACTACTAAAA
CGCTAACTCGGTCAGATGTTTTTTTTATGTACGCAGAAACGTTTACAACATTTCATCAAG
TCACTGAAGCTGCATTCATCATCATACAGGATTGCAAAAAAAGGCAAACAAACACCAAGA
TAATGCCATTAAGAACCAATAAAGTTTTGTAGCTTAGACCTAAAACATTCATGAAGAAGA
TTTTTGCATGACTTCAACTACACACAAAAACTAATAACACTAAGGTAAGATTGGCATTTA
AAACTTAGAGGTATCACCTAGGATGACGTTTTGGATAATTCCATCAAATACGGTTCTAAA
CCGTTCTTTCTTCTACGTTTTTGTTTTTTTTACAGAATATGTTCTGTAAAATTCTGTTAA
AACTGACAGTTTTGAT
>BJ734711 ID   BJ734711   standard; mRNA; EST; 369 BP.
AGATTCATCTTCTGATGCATCATCAACTAAAGTATCTGCACCTTTGTTAAGAAGTAAACA
AATCCTTAGACAAAAGTCTATTCAGAGAGATAATTACATCTTACCTGTGCTTCCTGATCA
GCTTAACCGATCTGGGTCAAAGTACCAAGTCTAAACGTCAGCTTAGATCATCCAGTCANA
AGGAAAGTGGAACTTTAGCACCACAGACCAATTCAAGTGTTATCCTAACTATCCCCCCCC
CAAAACTTTCTACCCTTATTCTACCACCTGNAGACCAGCTTCCTTCCNTGCTCCTTCCTG
ATTCACTTCCTGNTACTACACCATCTTTGAGCTGTTCATCTGGACCCTTAACCTCTGAAG
ATTACCAAC
>BJ734714 ID   BJ734714   standard; mRNA; EST; 669 BP.
AAAGCATGCACACTATCCTGGCTTTGTAGAACTCTAGAAAAACCCAAACATTTTTAACAG
GAATAGCCCTGAACAAATGGACCAGAGTTTGGAGAACTCACACCTGCAGCACCACAGCCA
TTCACGCTTTTCCACCTCAGAGTGTTCGCCTGCTTACTGTCCGCTGCCTTCGTGCTGTTC
GGTCTCGTCTTGTTCTGTGGCTGTGAAATGTTTGCAGTATTTGCAAAATCTTACCTTTTT
GCACCTTTTTGTCGGCGTTTCTGCAGCTTTATCAGTGCCACAAACATCAGGTCATTTTCT
TCTGAAAAGATGGAAACTCGTTTGACATTTGAATAATGTTTGAACTTCCAAAAAGAAAGA
CCTCATACCTACTGCCTTTTGTCCACAGTTGTGTGTATGTGTGTCTACGTGTGTGTCTGC
ATGTGTCGTTGAGAGCATGTTGAGTGACGACAGTGGTACCTTCAGATACGTGACACTTTA
TCACTGAGCTGTAACTAATGCCGCCTGTCCTCTCTGGTTTAGGTGTGAAAAATGAAAAGC
TTCCATTTGTAAAAAACAACAAATACTATCGCAAGTCATTACATTGCCACTTCCAGCTCT
GTATTATGAACTAACTTAAGTATTCTGTGTATTGTGGGCTGTTGAATAAATGACATAATT
TCCACATTA
>BJ734715 ID   BJ734715   standard; mRNA; EST; 492 BP.
ATACCTCAGCTTGACACCCCCTCCTCTCTCACTCTTCATCTTCTCTTCATCATGTGAGCA
ACTTCTGTACACTGGACTTCAGGAAAAAAACAACAAAAAAAAACGAGCCCTGTGGAAATG
TGATTCCTCAAGGAAGTGGAACCGATGGCATGGTGCTATGTGAAGAACAGCGTTTGTGTC
TGTTTGTTTTGTCTTTTGTGTGAAAAAAATCACTTGAAAAGAACCCAACCGGAGAACAGG
TTACGGGGACAGGCAGCTCAATGATCGCATTCCTGTCTGACCTGGAGCTTCTGGCTGATC
CCCTGATGCAGTAGCTCTGATTGCAGGCCTCACCCATTCACCCACATCCCCATTTTTAAC
AAGGCAGCATGATTAGGGGCTTAGCCTGACCTGAACAAGATCAACATTTTCGTCCCGAGC
ACAATCCCCACCGGGCTGAACACTGGGAATGCTTGGGACAAACATGTGACGGAGCACACA
TTAAAAAAAAAA
>BJ734719 ID   BJ734719   standard; mRNA; EST; 647 BP.
CCCATAANAGATTTCGTGATTGTTATACTGCCTATTTACTGTCAGAGTATTTAGTGAAAA
TATAACANACATTAATCCAACAAATCTGTTGTAAGTAATACATTCCTATTCAAACTGCCA
ACCATTTCAAATTTCCAGTCCAGTAAGTGTAATGTATGTTGAGCTCTGTATTATACAGCT
TCTGAATGCCCCGCAACACATCAACNAAGTGATGCAAATGGATTTTACTGAGTCCGAAGA
TGGACCACGATAAGCAGTCTGTTGAATAGTTATAAGCACATACTAGCATTGAATGTATCA
GATCCATTCTTCAGGGAGAGGATAATGAGCCATGGTCATCATTTCTCCATTAGAATGTAA
TACACCCACTTTTAATCTTGCTATTAGGAATAGAGAAAAAAGGAAGGTATTTTAACAAAA
TCTGCATGTGTGCAATGAGAATGGATCAAGAGACTGCAAGATTTAAAGGTCAAAATGGAA
AAAAAAATTTTGTGCTGATTGCCAGATTAGAAAATGCAATAGTTTGTTGGTGGAATAAAA
AAAGTTGGATACTGTCTGACTTCTTGCAAAATTGCAAAAAGGATTATAAAGTTAAAACTT
GGTCATTTGAATTATCACTCACCTATTTTACTTGTGCATGAATATGA
>BJ734722 ID   BJ734722   standard; mRNA; EST; 722 BP.
GAAGTCTTTGCCAGGGTGTCTGATCCACCTCAGTCAGGTCCAGGAGTGGCAGATCCACAG
AACTGGACTGCAGAAGATTCCTCATTTTATTCCCAGCTTCCAGAACCTCCTGGTCCTCGA



TTTGTCCCGTAATTCCATTACAGAGATCCCAAAACAAATCGGTGAGCTGACTCGGCTGAA
AGAACTGCTGCTGAGCTACAACAGAATCCAGTCTGTTCCTGAAGAGTTGGGTGGATGTGA
GAGTCTGGAGAGACTAGAATTGTCTATGAACCGGGACCTTAGTGAGCTTCCAGACCAGTT
TAGGAACCTGACACGGTTGCAGCACCTGGATCTGTCCATGAACTGCTTCAGCTTCATACC
AGACTGCATAGTTGCACTACCGGCACTTGAATGGCTTGATATTGGGGAATGGAGAACTTG
CACACGTTGTGGTTGCAGAGGAATGACCTTGAGAAACTTCCAGACAACATCAGCCGGATG
GCAAGCCTGGACACATTGGTGCTGAGTAGCAATAGACTCAGAGACATCCCACCCCTGATG
GAGGACATGTCCAACCTCAGGTTTGTGAATTTCCGGGACAACCCCTTAACTCTGGACCTG
ACTCTTCCTCCAAGAAAGAGAACAGAAGATGACGAGGGTGAAGACGACAGGGAGATGTTT
GGACGAGAGTTCATGCAAATGTACATCCAGGAATCCAGAAAGAGAGCTTTTGCTGCGCTC
AA
>BJ734740 ID   BJ734740   standard; mRNA; EST; 463 BP.
AGGGACAGGTGAACGGCGTTGAGCACNAAAAGAACTGCAAAGCANACAGGANACATGGAT
CAACTGCTGTGAACGGCATCTCAGGCNAAGAGGATGATCTTCAAGCTGAAACAANCGATA
GTCAGAATGTTTCTGATTTGGCGTTCAAGAAAGAGAAACTCCTTAGATCTAGACGGCCAG
TGGCCAGAAGCTACGTGCCAAAGGTGACCAAGGAAAAGGGAGATGTGTCCNNCANGTTTG
AGGCCATGCANAAGGCCCGGGAGGAGCGGAGTCGGCAGANGAGCAGCGAGGAGCAGCTGA
AGAGGAAGGAGCANTTCATCACANAGCGAGANCGGATGCGTAGAATGCAGGAGATAAAGG
AACTGCTGGCATCCAGTGATGAGGAGGAAGAGGTGAAGTCGCCAAAGGTGGAGAAGTCTT
ATGTCCCGAAAATCACAGGTAGTGTGANNGGGAAGTTTGCNNA
>BJ734744 ID   BJ734744   standard; mRNA; EST; 373 BP.
AGGCAAGCAAGTGTGCTTTGTGCAGCTTGCTGTGTGTGTGTGCGTGCGTGTGTGTGTGTT
TACATATACACACGTGTATCTGTTTACACTTCCTGTTTAAAAATTCTGAAATTTACGAAT
CTTCCTAATTGGTTTAAGCCTTATTTTGATCACAAGTGCATGTGTGCCAACAGCTCCTGT
AGTCTTTGTCCAGCTTAAATGTGCTCTATCGGTTCTTTTCTTTTTCTTTTGTTTTTGTCT
TGATATTTATTATTCTTTTAAAATATCTTCCATGTTAAAGTTTTTCAACGTAGTAACATG
TAGATGCTTTCAGATAGTCTGTCTCGATGATCCCTGTTGTTTAGCTGCATTCCTCTCAAG
TGGAAAAAAAAAA
>BJ734748 ID   BJ734748   standard; mRNA; EST; 724 BP.
TTTTATTTTTAGAGTCCAGCTAGGAAGGCAGTCTTAGTCTCTCAGCCGACTTTTGACAGC
GAAGGTGAGACACACTTATGGTTCTTGTCCCTCATCATCTTTCTCTACAGTACGCCCTTC
TGTCTTTTGCAGAATGTATCATAAATAACCTGGCTTCTGTTTGATGGTTATTCTAGAAGA
AGAGCTGTATCAGAACTACAAGGAGAAAGCTTTACATAACGACTCGGACGAGGATGCCGA
TGCCAGGGAAATCAAACCTGACGATTGCATCGTGGTGCAATACAGACCTTTACGTACCAC
CTGGAGCCAGCTCACCGTGGTTAGACTCACACAAAGTCACAAAAAGTTGTGTCATCTCAA
ATTGCCTTGCTTCCCTCCCTTTTACAAACACACAGTCTCTGCCAAAAGTAGTTGTGGAAT
TCTGGTACTCCAAAGAATGCTGTCATAACCAGTTTCACCACCCTCCATACCCTTCCTCCC
TTTCCTCCTGCTTTCCTTTGCCCCTCTCTCATAATCAAGGCAGGGTCGTTCTTGCACCAC
TCGGGCGGGATGGGAGGCAGTCCGTCAGAGAGCCACAGGATGTCTTGGAAGTAATGCCAG
TGTGTTGGCAAAGTGTGCATCATACTGCAAATATGCATAACATGTTGCCTGCAGAGAGCT
TATGAGTGACAGTGGGATCTTTTGGAAGTAGATGAGCAAACTTTTTATTATTTTTTTTTA
TACT
>BJ734750 ID   BJ734750   standard; mRNA; EST; 754 BP.
ATCTTCCCTCTTCATCTGCAGCCTCTTCCTCTATTGCTTCTTTGTCTCAGGGCAAGAAGT
CTGACCGGACCACCACACCTGTGTCCAAGCCCCCTCTACTTCTCCCACCAGTCAAAGTAA
AAGAGGAGCGGAAAGAGGAGCCAGAGCACATCCCTATCACCCTTCCTCCTCCAGCACCTA
GCCACAGCTTTGAGAGACCCAACAGCCATCCACACCACCCCAGTTCCGGAACCCCTTCTT
CTTCATCGTTGTCACTAACTCCCACTCCTGGCATTCCTATCCCCCCACCCACTCCTAACC
CCCCCCTCACATCAACAACTTGTGCTTGAACACAAAAGGGCCATTGAGGCATACCTGGGG
AGTACAGCGGGCGCTGCTGGTCTCGTAATCGGCCCAGGAGGGGAACGTTTTGCTCCAGGA
CCATCACAGGGTCCCCATAGCTACACCTGGGACCCATGGAGAGAATTTGCCCCTCAGCAC
CAACGTCGTCGGGAGGCTATGGCGCTTCATCCCGATCCACACTTAGCCCTGCGAACCGAC
CCACACCTGGCTCGTCTTCTCCAGCATCAGCGCATTATGGAGGCTGAAAGGGTTGCAGCA
GCTGTGGGCGCCCCTCAACACCCTCCAACTTCTACCTCTAATGCCTCCTCTGCTGTGGGG
CCAGAGTTTGGCCTGATGGCCCACCACTTTGATCGCCCTCCTCAGCTTGGACCGCCGGGT
GGTGGGCTGATGGATGANGAACAGCGAGCACAGA
>BJ734755 ID   BJ734755   standard; mRNA; EST; 681 BP.
ACAGAGGCGTCCGCCGCAGACACTGCTACCCACCCTCCTGGAAGCGCTGGGCCTTTTACC
TCGTCCCCGGACTGTGCTGCGCCCTGGTGGGGGTGTGCTTGTACATTTTTGCTGAGACGG
AGGACAACTACTACTACACGCACTCGCTGTGGCACATCCTGGTGGCCAGCTGCGTGGTGT
TCCTGCTGCCGCCGGAGGAGAAGCAGCGAGAGGCGCTGGGGTGGAGCAGAGGCTTCAGCT
GGCATTGGAGCTGGAGACCACAGATTTGTGGATATACGCTCTGTGAGAGCAGCAAGGAGG
AGCTCTACACCGTCACGTGAAACTACTGAAACAGCTGCTGTCGTCAGCTTTTTACAATAT
GAGAGTTCCGCCTATATTCTCATAGGTCCTCAGGCTTTATTCTCACATAAAGAAGAGTCA



AAGTAGAGATAAATGTGCTGCAACATTTACTTTCACCTCACCACTAAGAGTTTAGCCTCA
TTATGGAAGTAAATCATACACTAGAGGAAAACGGGAATGTTTGATCTGAAAGTACTTACC
GGTAGAAACTCTTTTAAAATGTTTTTTTTTGTTTTCGTTTTCATGAGCCTGAATACCACA
AGTTTTTTCTTCATCAGCTTAAAGATCTTTGATCTCCACATCGTCTATATGTACTTTTGG
GAATATTTTGTTGCTCGCTTA
>BJ734763 ID   BJ734763   standard; mRNA; EST; 574 BP.
AAAATAGGTTGCAGGTAATTTTACAAAAATAAAAACGAAATTCCAATATTAATACCTTAA
AAAAAGAAAATACATTTTGGGGTTGCCCAAATCTTGAAGAATTCTGGGAGTTGTATTTTT
AGAGCAATTTCAAAAATACTCTGACACCAGTGAGTACCCACTTAGAATATTTAGTATTTC
TGACCCCGAGGTAAAAGTATCGGTCAAGCAAAAAAACATTATTTCCTTCACCTCAGTCAT
TGCATGACAACAGTTATCGCTACTCTGGAAGAGGCTGAATCCACCATCCCCAATGTCTTT
GCTCTACGACAAATTGGAGAAATTGGAGAAATAAAATGAAAAGGCTTAAAAAAACGATTT
CATACATGATCAAACTCCTTACTTTAAAATTTCAAAACTCTACCAGGTACATAAATATTC
AAATTAAAAGAGGGAAAGGAAGGGAATACACACATATACCCTTTCATTTAGTTCTTTTTT
TTATATGTAATAACTAATATTTATTATTGTTACTAGACATGATTTTTATTTCTCTTATTA
GTATCAGAACAACCTTAGCTGGGGGGGGGGGGGG
>BJ734768 ID   BJ734768   standard; mRNA; EST; 567 BP.
ATCGTGTGTAGAAAAAAGTTAGATGTAAAGGTCAACATCTGCAGCAAGTCGTGTAAATTA
TGGTTCCATGATTCTTTTCCCCTAATCGGATTCACCCTGAGGGAAAATCCTGAGGGAAAA
TCCACCCCCATTCCAGACCAACTTTCCTCTTTTACCACCTTTGTATCAAGGCAGAGATAC
GTGTGGTCATGCCAGCCATCCATCCATCCATCCATCCATCCATCCATCCATCCATCCATC
CATCCATCCGACTCACGGCGTCTTCCTCCCAGCACTCGTCAAACCGTAGCAGAAACCAAC
AGAGCATCACTGGAGGAGCGCCGTGTGTCTCTCCGTTCAGTTTTTCTTCCTCTCTTGACT
CGGTAAATTGCATGTCTGTGGTTGGGTGAACCTGTCGTCCTGTCTTTTTGGTCAAGTGAG
AAAAAAAAAGTAAAAAAAAAAAGAAAAGAAAAAAANGAGTAAATAATAATTTCTCGGTTT
GTATCCANGGAAACTACAGTTGATATTTTCATTCCANGTCTCACCACNGCTATTTCCACA
CAACACGTTTGTTCAAATAAACAGAAA
>BJ734781 ID   BJ734781   standard; mRNA; EST; 710 BP.
CACCTCACTGACGTCTACACATTATTCGCTCCCAGAAAGATGACGACCTACTTTCCACTC
GTCCGCAGACAAAGAACACTTCGTTTTTGTGCTCCTCCCCTGACACGCCAACGGGTGACT
ACGACAACCTTGGGGGCAGGGACACTGAGAGCGGTTTTGTGACCCTTGCGAGTACGGAAA
GCTGCTTGCTGACCTTTGACTTGAACGAGCACAGCCTTGGGCGGCGAGGTCCCCACGACT
ATAACAACAGGAGCTTGGGCCGCCTGGGTAAAAGAGACCTGAACGACAGCAGTTTAAGTC
GCCTTGGTAACCGAGAGTTTTACGACCGAAGTCTGGGTCGGCGCACAACAAAAAGCGAGC
ACTACAGCCACGGCAGTATGTTCGGGGAGAACGGACTGTACAACGGCACCGTCAGAGCAG
CAAGTGAACTTGATGAGCTCAGGCCTGGAAGTCACACAGGAAAATTTGACTTGTACCAGA
CGTACGTCTCCAATGGGAAGCACGAGACTTTCCAAACCAGCCTGGGAACGTACGGAAATC
GGAAATCCTTCCACACAAATCTGGATTGCTACAGGAACAGAGGGAACCTGGACAGTGGAC
ACGGAGGCTTCACAGACCACGAGTGGATCGTCAGAGGACACTACTGATCTGCAGAGGAGA
AAGGACTCTAAGGACAACTACTAAACTTGGCAAATGCTCGTCTAGGATGT
>BJ734786 ID   BJ734786   standard; mRNA; EST; 289 BP.
CCAATGGGCATTCGGATGAGCTGAATTCCGGGGAGACATACGATCCGCATACTGACGAGT
GGATTCAGGTGCCAGAGTTGAGGACCAACCGCTGCAATGCTGGTGTCTGCGCCTTGAACA
ACAAACTTTATGTTGTGGGAGGATCAGACCCTTGCGGNCAGAAGGGCCTGAAGAACTGTG
ACGCTTTTGATCCTGTGAACAAATCCTGGTCCAACTGTGCCTCCCTTAACATCAGGAGGC
ACCAGGCTGCAGTGTGTGAGTTGGATGGCTTCATGTATGCCATCGGAGG
>BJ734794 ID   BJ734794   standard; mRNA; EST; 657 BP.
TAATACACGCACCCCACTTGAGCCGCCGCTGTCCCCCCGGTTCTCTGACAGCCGTCTGTC
GGTGCGCTTGGAACGGACGCCTCCAGGGAAAGACTGTGGGAAAGAAAAGGAGCCTCCGGT
CGGATTTTTTCTCCCCAATCTTTTTTCTTATTCTTATTCCTCTTTTTCATTTTTTTTTAC
ATAATTAATTTTTTTAAACATTTTTTTTTCTTGGCAAAATTATTTCCCCGGGACTTGACT
CCTATTATTGGATGTAAAAAAAGAAAACCAAAACAATAACAAATGATCGACTAACGCTCC
TACCTAAAGAACGCACAAAGAAGAAGACGCTGAGTTTCTCTCTGAACGCAAAATGGTGAT
AAGGCTGTGAATACCCTGCATCTGAGAAATCAGACCAGACTGACTCACAGGGCTCTGTGA
GCCAGTGCCACCGAGGCTGCCAAAGCATGCTGGTGCCAAGCTGTCCCACCATGCACAGAG
CCAGACCCACGCTGCTGCTGCTGCTGCCGCCGCTGCTGCTTGTCCAGGGTCTGCTCCTCC
ACCTCGCCGACGCTCAAACACCACCAAAGTTTTTAAGAACCCCCAATGATCAAACAGGCG
TGCAGGGAGGTGTGGCATCCTTCATCTGCCAAGCCACGGGAGACCCGCGGCCGAAGA
>BJ734813 ID   BJ734813   standard; mRNA; EST; 326 BP.
CTGCACTCGTATCGTTTTCTTTGTCCTTGTCAATTTTCCTTTGTGCGTTTTGCTGGAAAG
CTGAACTGAGTGTTTCGTCTATTGTTGTAGATACTGATGTTATAGCTCATTGCAGTGAGC
ACTCTCCTGCCATGTAAACAAACCTCTTAAAATGTCTGAACTCATCCATGACACTCTGTT
AATCCATTCACTAAGTGAGGTTAAATACAAAGCTAAAAGGCCATCCACTACACTTCGAAC
ATGTAAATGGCATTCTTTTTTTTTTNCCCCCTACAAGNCNACTTNGTNGAGNATTTTTNA



AANGNNCCATNGAGGTNGGGCCCNCA
>BJ734816 ID   BJ734816   standard; mRNA; EST; 708 BP.
GATACTCCAACTTCACGAGGACTCGGCCGTCATCGAACCCGACAACGACGATCTGATCAG
AGGCTTTGAGAACGGTTTAGTCAAAATGAGTGATGGCGATGAAGACAACAGGACTGCCGT
GAACAAGCGAGGAGACGCCTACAAGCCAGCTCCAAGCCTGGTGGACGACCTCCTGAGCGA
GCTCAACATCTCAGAGATACAGAAACTGAAGCAACAGCTTTCACAGGTTGAGCGTGAGAA
AGCGGCCCTGATGAACTCTCTGCAGGAGAGCCAGAAGCAGCTGGACCAGGCTTACGGCAC
GGTGTCGGAGCAAAAGGAGGCGGTCAACAGGCTGACGGAAAACCTCAGCGCCATGCGGAA
GCTGCAAGCCACCAAAGAACGCCAGTCTGCCCTGGACAGCGAGAAAGACCGGGACAGCCA
CGATGACGGGGATTACTACGAGCTCGACATCAACGGGCCGGAGATTCTGCAGTGCAAATA
CACCGTGGCCGTGTCCGAAGCTGGAGAGCTGAGGCAGGAGCTGAAGACGTTGAGGGCGCA
GTACCAAGAATGCCGAACGCGATATGAGGAGGAGCGAGCACGGCTGGACAGTGATGTCCA
AGATTTGAGGTCGAGGCTGTTGTCCTTGGAGAAGATCAGTCAAGCCGACAAGCTGGAGGT
GTCTCGACTGGAGAAGGAGCTCCGGATAGCCAGCGAGGCGGCCGGAGA
>BJ734826 ID   BJ734826   standard; mRNA; EST; 688 BP.
GAGATATGTTCAGGACTTAGGGGGTGCTTTCTTAATGAAGGAAGGAGAAGATAAATGGAG
ACTCTAAAAGGTGTGAGGGGGAGGTAAGATGACAAGAGGGTGAGAAATGAGAGGAGGGGG
AAGGAGTTTCTAAGAATAATTACGCAAACTCCTAAATGGGATCCTCTCAAATTGTTCCAA
AAGGCCTTTTATATTCTCTGGATCTCTTTCTCCTCTTTTTTCTTCTCATTTTTGGAATCT
TTTGCTCCCTTCATCAGGAATTAATGTCCATGACTTTTTATCCTTATGATGTATTTTCTA
TCTGAATGCTAATTGTGTGTTAACAAGCATCCCTTTAACAGAAGGTTTGATCAATATGAC
CGTGGTATTAAAAAAAAAAGTCTAGCAGCATGCAACACACACACACACACGCACACTCAA
CACATGTTTCTGACATGATCATACAATCCTTTAAAATGCAGGCTGTACTACACACAATAA
TAAATTGAATGCACTAGCCTACATGACAACCCTAAAGCCTATACTGCCAAACATTTGATG
CACTGTCTATCTCCATATTGAAGCACTGCCAAACAATATAGACAGACTGTAATAAGAAAC
GTTCATCTCAACAATTTCTCTTCTTCATTTGGGAGCTCATGCCACACGTTTTGGTTGCGA
CGCACAGTTGTGACATTTTAACAACTCA
>BJ734829 ID   BJ734829   standard; mRNA; EST; 744 BP.
GCCGACGGCACCAAAGAGTCACATGACAGAGCGGAAAACTGTTCGTTCGTCAAAGATTTC
CTCAGAGGCCGCATCAAAAGGGAGCTGTTTAAGAGAGGGACAGCAGCTCTGTACTTCGTC
TACACGGCTATGGAAGAGGAGATGGAGAAGAACAAAGATCACCCTCACGTTGCTCCAATC
TATTTTCCAGTAGAGCTGCATCGCAGTGAAGCTCTGGCCCGAGACCTGGAGTATTTTTAT
GGAGAGGACTGGGAGAACCAGATCAGCTTGTCGGCGGGAACTAAGCCTTATGTCGACCGG
ATCCGCGAGGTCGGGCAGAAGGACCCGGTGTTGCTGGTAGCCCATTCCTACACCCGCTAC
ATGGGAGACCTGTCAGGTGGACAGATCCTGAAGAAAGTGGCCCAGAGGGCCCTGAAGCTG
CCATCCACAGGAGAGGGTGTGAACTTCTATCAGTTCGAGGGAATTCACAGCCACAGGGGC
TTCAAGCAGCTCTACAGAAGCCGGATGAACGAGCTGGACCTGGACATGGAGACAAAACTT
AGGATTGTGGAGGAGTCCAACCGGGCCTTTGGCTTCAACATGATGGTATTCTCAGAGCTT
GAAGAGATCGGAAAAAGCATACAAGAGGAAGTTCAAGAGCCAGGTTTAGGACACAGTCAT
GCAGAAGTGATGCAAGGCGGTGATATCAACAAGTGCCCGTACTATGCCGCTAAAATGGCT
GCTGGTGGAAATCCGACTTACGCC
>BJ734854 ID   BJ734854   standard; mRNA; EST; 664 BP.
ATTACCTTGCTGACTTTTCTGTCCTTCAGTGCTATGTTTTGCATTTCTGGCTCTTTGGAC
TGTAGTAACACTTCTGTGACTAAATAACATACCTTAGCTATATGTGCAAGTAGAGTTTTA
GTGACAAATATAGAATGTTGTCATTGGGTGTCAAGACTATGACTAATTGCTTATCCACTT
TGAAAGTGTGATTTAACAGCGGTGGGAATAATCTACACCACTTTGCTCTACTTAGATCCA
GTCTGATAGTGTTCAGCCTCAAGCAGCCAGTAAACCTGGAATAGAAGCAGCAAAAAGTCC
ACAATTGGCAGCAACATCAGCTGAAGCGTTGAACAGTCATGCTGCCGTCGGAGGTCCGGA
CACCCCAGGGGAGCAAGAGAGCAGTGGCAGTAAAAAGGTGGTTAGGGTTGTGAGAAGAGT
TGTTAGGCGGGTGGTTCCTGCTGGGACGGAAGAGCAGAACCAGTCCACCGTTTCCATGGC
TGCCGCCGACACAAAACCTAGAGCTGCTGTGGAGGAGAAGGATGATTTATCCATGGGCCT
GACCAGTTTAATGGGCCGAAGCAGAACCAAGGAACACCGCCCTCGTATTCGCACTCAAGA
CCGTAAAGAGGATACGAAAGAGGAGGTGAAGCAGGAGGGAGACTCGGGAAAGGTGGAGGA
ACAG
>BJ734863 ID   BJ734863   standard; mRNA; EST; 737 BP.
AAGATGGGCTCAAAGAGGGAGACTACATTGTTGCCGTGGGCGACACAGAGTGCAAATGGA
TGGGCATGACCCAAGTGATGCGCCTGTTGAAGGATGTGGACGAAGAGGGCATCAACATCC
AGGTGGTCAGCATGCTGGACGCCAACCCTTCCATGCCGGCCAAGAGCGCCACCTTCAGTG
GAAATCTGCCCAAGACCTACTCCATGATCTGCCTGGCCCACGACGACGAGGACAAGAACC
CCAAGACCCGCAAAGTGGCCAAGAAGTCGTCGTTCCTCAGCTGGGGCCTGAAGAACAAGG
TGAAGAGCACCAGCACCATCAGCCTCCCCACGGCCGACTACTCCGGCAGCCTTCCCTGGA
ACAAGCACCCCCCCAGCTTCCCCAGCTCCAGCGCCTACAACAGCGAAAGCTTATTCTGAG
TACGGGACCCGCCGGCTGTGCTGTAAGTGCCTCTCCGTGCTTCCACTGCTGCTCGGGCGC
CACGGACTCAACAGCGTACAAACATACTCTGCCTGCGACTGTTCCCGGTGCCTATGTGGG



TTTGTCTCCTGTCCCGTCCCAGCAGAGTTCTGAACTGGGAGCCAAAGCTCTCTGTGCCAT
CCCAGCGTGTGCGGCGCAGTTCCTGTTATGTGTGGGAACACGCAATGTGTCCAACTGCCA
CCTTAAAAGTTACACAAAGACGACTTTTCCTTTGACTTCTACAAAAACGACAGTTTGACT
CCATTCATTCCTGANGT
>BJ734866 ID   BJ734866   standard; mRNA; EST; 653 BP.
TCTGGAGGACAAAGACCACTGAAAACCATTGTTTAGATTCAACATTTGTTTGGATTTGGG
TGAAGGTTTGACCTCAATGTCAGTATTTAATTCGTTCGTATCTGGGATCCATTGTTTTTT
TCTGAAAACTGCAGTTTTGGAAAAGAAATCTCTCTTGTCCTCACCTGAAAAGGGCCTCTC
GATTTTACTTTGTGCTACTTGACTTGAAAGTAAAAATATTGACAGCTTACATCTTCATAA
GGTCATCTCTCTATCTTAATTTGTTTTTTCATGTTGTGGGAATTTGCTGTATTTGAATGC
AAAAAAGTGTCATGTTCTTTTTACATTTGGTCAAATAATTTTTTCCAATGTATTTGTTTG
AAGTCAGCTCAGTATTGCTCTTTTTAACTGTGGATGATTTGAACTGTTATGTTTGTTTGT
TTGCTGCCTCCTGGGCTGGTTCTGACCCTGCTGTAAACGGATAACTCCTGTTCAGTCACA
ACCTTTGTCGCAGCGCATGAACAAAAAACATGTTTATGCTCTTACATGCTTTTTCCACTT
TGAATATACATAACAAAAATTGAGCCTTGATGATGCTTTGATGATTCACTGAATATAGTT
TTATAACCTGTAAATATTCCTCAAAAAATTCGGTTTTATTTAAGATCTCTGAA
>BJ734868 ID   BJ734868   standard; mRNA; EST; 708 BP.
GCCGACTGCTAGCACCAGGCTCCTGAGGCTCGGTTCTCTACTATAGAAGTTCTGGTTCTT
GCACCCACGACCGAGAAGGATGGCGGCTGACTGGGAGGAAATCCGCCGGCTCGCCGCGGA
CTTCCAGCGGGCTCAGTTCGCGGACACGGTGCTGAAGCTCTCGGAGAGGAACTGCATTGA
AATCATCACCAAGCTGATTCAGGACAAAAAGCTCGACGTCGTCCACACGCTGGACGGGAA
GGAGTACATCACCCCCGCGCAGATCAGCAGGGAGATTCGGGACGAGCTCTACGTCCACAG
AGGACGGATCAACATCGTGGACCTCCAGCAGATCCTCAATGTGGACTGGGTCCACGTGGA
GAGCAGAGCCGCGGAGATCGTGAAGTCTGACAGAGGAGTGCAGCTGGTGCTGGGACAGCT
GATCGAGGACACATATCTGGACCGCCTGGCCGAGGAGGTGAATGACAAGCTGCAGGAGGC
GGGTCTGGTTAGCATCGCAGAGCTTTGTAAGACCTACGACCTCCCTGGAGATTTCCTCAG
TGAGGAGTTATCCAAGCGACTTGGAAAGCTCATCCAAGGAGAAATCGACCAGCACAACAG
AGGTGTCATTTTCACGCGAGCATTTGTTGCTCGTCACAAAGCCAGAATACAGGGACTCTT
CAGCGCCATCACAAGGCCGACGCTGGTCAGCAGCATGATTAGTGCCTT
>BJ734877 ID   BJ734877   standard; mRNA; EST; 678 BP.
TAGGCAAGGGAGGAATTGATTTCAGCGGAGGCTATTTTGGTACAAGCGGGTCTGGGTCAG
GAGAATCATCATCCTCTGGATCAGGAGATGTGTCTGCGTCAGGTTCTGGAGATAGCATTT
TCTTTATCGACCACAATGGCATTGATCTTACATCACATCAGTCTAAAGAGCAGGAAGCAT
CAGGAATTGATACTTCTGGATCAGGGTTCTTTAGTGGCTCCCCTAGAAGTTTCCCATCAG
GCACATCAAGCAGTGGCTCTGCTTCTGGACAGTCTCCTGAACCGTATCCTGATATCATCT
ATCTAACCGATGATGTATTGAAAGTGGCTGCAACACCAAGGGCACACCAGGAGCATACTT
CAGGTAGGGTGGAGGTGAGCGGCGAAGGTAGTGGGTCAGCCATTAGCCATGAAGTTAGAG
GAACTTTGGATATATCAGGTAGTGGAGTCACTCCTGAAAAGCCTGCTGATACATCAACAT
ACACAGAGTTTAGCTCAACTGTTGATCCATCTGGATCAGATGTGCTCAGTGAGGCGGAAC
ACACAGAACCACCAGCTTATGCAGTGACTCCAGAAGTCGCTTACACAAGTCCTACCACCA
AACCTTCCGTGTTATTGGCAACTCCTGCTGTCATGAAGATGCCAGACTTGATCGCAGGTG
TCCAGGACTGTCCCGAAG
>BJ734882 ID   BJ734882   standard; mRNA; EST; 698 BP.
GTTGGAAACACTTTGCCAACAGGTCAGCTGTCTAATGTTCCATGGAGAAGGGCTGGTGTC
AAGTACACAAACAATGAGGCATATTTTGATGTGATCGAAGAAATTGATGCAATTCTCGAT
AAATCAGGGACAACAGTATTTGCAGAGATCCAGGGGGTCATTGAAGCTTGTGTGAGGCTT
ACCGGGATGCCGGATCTCACTTTGTCCTTCATGAATCCTCGTCTCCTGGATGATGTGAGC
TTTCATCCCTGCGTGAGGTTCAAACGCTGGGAGTCGGAACGGGTTTTGTCTTTCATCCCT
CCAGATGGAAACTTCACTCTCATGTCATATCAAGTCAGCTCTCAGAATCTTGTTGCCATC
CCGGTGTATGTAAAGCAGAACATCAGTTTCTTGGAGGCTGGATCTTGTGGTCGTCTGGAT
ATCACCATCGGGCCCAAGCAGACCATGGGGAAAACGGTGGAGGGCTTGATGGTCACAGTC
CACATGCCTAAAGCTGTGCTCACTGTTAACCTCACAGCCACACAGGGGACCCACACTTAC
GATCTTGCCACTAAGGTGCTGGTCTGGGATATTGGAAAACTAAACCCCCAGAAGCTCCCA
AATTTACGAGGGAGTCTGAGTATGCAGCCCGGGGCCCCAAAACCTGAAGAGAACCCCTCA
CTCAACATTGACCTGAAGATACAGCAGCTGGCCATATC
>BJ734901 ID   BJ734901   standard; mRNA; EST; 715 BP.
AATTTTGGAAACTGAAACTTTTCTGATAAATATTTCTGTTAACAAATCAAACATTTGGTG
GGTTTTCTTTTAGAATTAGGCTCCCATGGACTCATATAAGTAAAGGCCGTGTCCCACAGC
CACTGTGTACGTTTTACGCATTGTGTCTTTTGTAAAACGTGTGATACACGTCATTCATAC
GTGTTTCTTGCGTTCGTCATTCGTCGATGTGCTCAGATGTCTGTCGAGGGTTTCGACTGG
CAGGTCTTCATGTGAATTCAGTTTTGGTTTTTTATGCCGTTTATGCATATTTAACATAGT
TTTACACTATTATTACGTAATTCTTGTACAACTGTGTGTGATTTTTGTGAGATGCATTCA
CTAATTTGTAGCTTTTTTCATGACCGTTCTACGTATGTCTAACAGACTTTTCACGATGTA
TCGCGTTAAGATAACATCATTGACGCACTAATCACTAACAGACTGTATATGACAGCATGA



TCGTCACGTTTTACGTTGATTCACGTCTTCCTTATTCGGTTTATTCCTACTCCTTCTGTG
GTTTTAACGTGGTTCATTCGTGATCCATCTATGGGATGTCAGTCACATGCCATCCCACAT
CGAACGTTCTCCAAACGGTGCCATTTCAAAACTCAGCATGAACAAACTGCAGAGACGAGT
GGAAAAACCTTCATTAACGGCAAAAGTCTGCTAAAAATCAAAACGCTGTTTGATA
>BJ734916 ID   BJ734916   standard; mRNA; EST; 628 BP.
GAGTTTTGACGTGTGGTGGTAAGTCCTCGCGCTCCCCAGGGCTTCTCCTTCCTGTGGCGC
TACGTGGAGTTGCGAGGAGAGAGTCAGGAGAGCATGTACAACCTGGGCCGCGCGCTGCAC
CAGATGGGCCTCACACACCTGGCCATCCATTATTACCAGAAGGCTCTGGAGCTTCCTGCA
AAGACACTGAGCGGCATCGCAGACGATCAGGTGGATCTCCGGCGGGAAATCGCCTTCAAC
CTGTCGCTCATCTACCAGGCCAGCGGGAACATGGCCGTGGCTCGGCAACTCATCTACACG
CACTGCACCGTTTAACAACAGCTCCTCCCCCTCAAATGTCTACAAACCCGGACAGACAAC
GGCAGAGATGGAAGTTTTTTTTACTGAAGTTAATGAACTTATTGCAGACTAGTCTGTGCT
TGATATTGTCTGCCTAAACACGTCGGTTCTGTTGGGTTATCTATTACCCACCTGTTGGTT
CATAAACGTCTGGTTAACGATTTGTGAAAAAACCAACCCACGTTCTACACCCCCCCCCTC
CCTCCAATACACCAGGGGGGGGGCTCATGCAAGCCCAACTCCAGTTGGACATTTGTACGT
CAGAACCAGCTCCTTTACTCTTTTTTCT
>BJ734924 ID   BJ734924   standard; mRNA; EST; 209 BP.
GCTCATTTGCAGTGGAATTCTGTTGTGTGTAAACTTAAACAAGCCCTCTCTTATTTAAGT
TTTTACTCATATTTGTGTAATATTTCGATCAATCATTTATTTTAAGTCTCAAAATGCTTT
TATTTCATTTTTCCGTTGTTGTTCTTCGGATTTTATTTAGTGCCTTTATTTACTCAAATG
TGAAAAAAAATGCCCCCCCCCCCCCCCCC
>BJ734934 ID   BJ734934   standard; mRNA; EST; 724 BP.
GAGCGCCACCTGCAGGAGAAACACCAGCTCTTCAAGCAGCAGCTGAAGGACCAGTACTTC
ATGCAGAGACACCAGCTGCTGAAGAGACACGAGAAGGAGATGGAGCAGATGCAGCGCTAC
AACCAGCGACTCATTGAGGAGTTGAAGAACAAGCAGACGCAGGAGAGAACGCGGCTGCCC
AAGATCCAGCGCAGCGAGGCCAAGACGCGCATGGCCATGTTCAAGAAGAGCCTCCGCATC
ACCGCCGCCGGCATCCCCCCCGAGCAGGAGAGGGAGAGGGTCAAGCAGTTCGCAGCTCAG
GAGGAGAGGAGGCAGAAGAACGAGCGTCTGCATCAGCACCAGAAACACGAGAACCAGATG
AGAGACCTGCAGCTGCAGTGTGACGCCAACATCCGGGAGCTGCAGCAGCTGCAGAATGAG
AAGTGCCACCTGCTGGTGGAACACGAGACGCAGAAACTGAAGGAGCTGGACGAGGAGCAC
AGCGTGGAGCTGAAGGAGTGGAGGGAGAAGCTTCGCCCCAGGAAGAAGGCTCTAGAAGAG
GAGTTCGCCCGGAAACTGCAGGAACAGGAAGTCTTCTTCAAGATGAGCGGCGAGTCCGAG
TGCCTTAACCCGTCCACGCAGAGCCGCATCTCCAAGTTCTACCCCATCCCCAGCGTCCAG
TCCACGGGGTTCTAGGTGAAACACTCGCTCCGTCTTCNTCTGCCGCTCCACAGTTTGACC
AAGA
>BJ734943 ID   BJ734943   standard; mRNA; EST; 502 BP.
AGCGCCCAGTCATTCTCTTCTTTTTTAAGACTTCTGCCTCAAATGTATCTTATTTTAAAA
CCATTTATAGTCATTTTTTTCTGTACAATGTTGCTGTATGCTGTCATAGAAAAAAAGAAA
ACAATACAGTGTTTCAGGTTTCAGAGAAATGCTGTATTATGAAGTTTTTGTTTTCTGAAA
GTAGCCTTTCTGAAAGAACAAGCTAACAAATGATGAGAATTTGTGAGAAAGTAACAGCTA
TATGCCATTTAAATGACAGATTGTGGACCGAGAAATGTATTATTACAAACATTTTCTTTT
AACAAATGTTATTTTATACAGCATGCCAAATATACAGTTAGTTAAAATGGAGCCAATGTT
TTCACAGGGGAAAAAAAGGTTTATTATCCATTTTTTAATATTTAAAATATTCTGAGTTAT
GATTCTGTACCTAAAACAGAGATTATCCAGTGAATGAACTGAGCATATTACCTGCAAAAT
TGCTGGGTTTTTTTTTTTNCTT
>BJ734946 ID   BJ734946   standard; mRNA; EST; 723 BP.
CATGGGTCTGACCATCCTGGCGGCTGGGACGTCGATCCCTGACCTCATCACCAGCGTGAT
CGTTGCTCGGAAAGGCCTCGGAGACATGGCCGTGTCCAGCTCCGTGGGCTCCAACATATT
TGACATCACTGTCGGCCTGCCGTTCCCGTGGCTCCTCTTCAACATCATCAATGACTTTAA
GGCTGTGGAAGTGAGCAGCAATGGCCTCTTCTGTGCCATAGTCCTCCTCTTCCTCATGCT
GCTCTTTGTCATCCTGTCCATTGCAGCTTGCAAGTGGAAAATGAGTAAATTTCTGGGCTT
CTTCATGTTCGTGCTCTACTTTGTCTTCCTGGTCATCAGTGTCATGCTGGAGGACAAGAT
CATCATGTGTCCCGTCACCATCTGAGACTCGTAAAGGAGCAAAAACATGTTCTTCAACAC
AACATCCCACATGGAGACGACCCACACTACTCTGTATGCACACACAGACACACACTGAGG
CTGCTGAAGCAGCTGTAGTTCTCAAACCTTTTTTAAGCAGTTCGGTCAATCAAGAACCAG
TTTTCAGGTACAATCACAACCTGGACCTTTGAAGCATGTTCTGACTGAAGCTGGAGAGAA
TCCATGCATGTGTAAGGAGACCACGCAGAACGGACCCAGCTGAGATTTGAGCCAGGGATA
CTGCTAACCACTACACCACGGCGCACCCCTTCACATGTCTTCACCAATGGAATATCAAGC
AGG
>BJ734951 ID   BJ734951   standard; mRNA; EST; 536 BP.
AAGAATATTTCACACCGAGTGAGGTTCAGAACAGTGCTTAGGTATACTGTGATTGATGTG
GCAAATGAGAGTCAGGTGTACAACACCAAGAAGCTGTGCGCTGGGGCTGCTGTGAGATGT
AGTGCATCTAGAACTCTGGAGATGGCTCCCACCAGTGACCAGAGGGGAAGACAGAGCTAT
GGCACCTAACACACTGTGGGAGTGTGTTTAATTTTTTTATGATTTTTTTTTCACATCCTC



CTGCAATCTAATCTTTGATCTGGCTCAGAGCCAGAGCATTGGATTTTGCAGAGATGGAGC
TGCATTAACATCCAGGGCAGCAAAGTTCGAGGGGAAATGTAAAGAGAAGAATTATTAAAG
TAATATAGCGTTATTTTACCACTGCTATCTTGTGTCTCCTTTTGCCTTTCATTACATTCT
TGCAATTCCACTTTCTGTGCAGTACATCTGTTAAATTTGTATTTTAAATTTGAGATTTTT
CATGCATATTTTCAGTGAAGTTTTTTTTTTTAAATGAGTCAAACAGGAAAGCTAAA
>BJ734952 ID   BJ734952   standard; mRNA; EST; 728 BP.
GCATCCCAAACTTTGAGGCTGCCGGATACGCACGCGGGAAGCCCGGATCAGGTTATGGTT
GCTGGATCAGACATACCAGGAGCATCTGAATGACGATACGTCCCGTAATGTCCTTCTGTC
CCGTCGGCTGAGGACTGCCGGAACAGATTTTACTCAGCAAAAACCATTTCCATTTCTGAT
TTCAGCTCCTGACAACAGAACAAATTCTACCTCCTTAATGTTCTGCTCCTCAAGAGGCTC
ATCCCCTGGAAAACACAACAATGGAAGAAAGCGATTTGGACATTCAACAGTTTTGACCCG
TGGTTGAAGTTTTCATTTTAGAAGGCGCCACGCACAAAGCATATGTTTTATATTTCTGCC
CAATGATGGTCTGACCTCCACATCTAATTAACTGCAGACAAACACCCACACAGCCACTCT
AACCAAACTGCTGGCCTCAGCAGATCCTTGAAATAGTGTTGTGGCTGTTCCACATGTCTA
CTACCTCCAGTTCTCCAACACTCACACAGCAGGACTCTGCTGAGGGTTGGTTCTTCCTCT
GTGGTCTTCACTATTAGACCACGCTGCTGACCTTGCCAGTGACCAGTTTGTTTGTTTGGC
TCAGCATGAGAAAGTGTCACAGCTTGTCTTCTCTGATTAGGAGTGAAAATGAGAGCTGAT
GGGACAGACTCTGATAAATAAGGAAAATAGCTGCCTGAGGGAACACCAAACCCAAAACAA
ATGAGCGC
>BJ734963 ID   BJ734963   standard; mRNA; EST; 679 BP.
AAAGGAACTGATCATCATGTCTAATTAAAGCCAGGATGCTGAATACACAGAAAGCCATTG
AGTGTCCCTGCATTAGCCGTCCCAGAACAGCAGACCTTGCCTTTTCCATGGAATTTTGAA
GCGGGTTTTAATTCTTTCAGATAAACATGGCATGTTTACCACAGTATGTTTACTGCTTTC
ATTGTGCGGCTCTTTGCTGTTTACGAGGGCTGCCCTAACGTAATGAGAGGGTTTAAAAAT
CCCGGATGCTGATTTGTGCTCCTTGAAAACGAGCTGCAGTGGAGAGCCGCTGCGCTTCTC
CTCCAATGCTGAAGAGACTGGAAATTGCACTGGAAATCATCCCCGAAGGCAAGACATTAC
ATTCCAATATAATTTGGCACTTTTCATTCTGTGGTAATGCATTACTGTATAATTATGCAG
GCCTAAGCAATGGTGCGAGGAAAGCAAACACTTTTTGAAATGGATAGGGTTGAAAAGATG
ACCCTTTCCTTCCAGACTGTTCATCATGATGTTTCTTCTGTGGTTTTGCCAGTTCACCGC
TCTCCTCTCAAACCATTGGCCTGTCCATCACATACTATACCATGGTCCAGGTGAATCCTC
GATGATGATTGGCTGTGGATTAAAAAGGGGCTCCGCAGTTGTGCGCACTCCGGCTGCAGT
GTGACTTGATGACGAAGAC
>BJ734970 ID   BJ734970   standard; mRNA; EST; 673 BP.
CTGGATCTTAGTTACATCTCTGCAGGGTTGTGAGGTTCCTCGAGGCACCTTTTGGTTTTT
TTTGTCATATAACCTGTCCCTAAAGTCAAGTTTTAAAAAGCATTGGTCATGTTTTGGGTT
TAGCTGGACCTGAAGTAGGATGTGAATCCTGAGAGCCAACATCCTTCAGTTAAAACAAAC
AGTTGTTTGACAGCTCAGCATTTGTAAATGATGGTTTTCAAACCCTTAACCCCACCACTG
TGCTGTGGATTCACCAATCCACCTGCTGTTCCAGTGATTCAAAAAGCTAAAGAGATGCAG
CTCCAGCCTGAACTTGAGCTTTTTGTGTTTCAAATCTGCACGTTGGATGTAAATTCTCCA
TCTTATGACTCCGTTTGTCCATACAGTCAGGGGTTAGAAACCGCTGTGCTCCAGACATCT
TGTGGTGCAGCGGTAGGGCGGTCAACCCATGATCATAACATTGCAGGTTCAATTCCCACC
TTGACACTGAACCCCACCTTGCCTCTGGTGGGAGGTTGGCGCCAGTGTTCGGCAGCAGAG
CCGCCACCAGTGTGTGAATGTGTGTGTGACTGGGTGAATGGGTCTGTGAGTGTAAAGTGC
TTTTGGGCCTTGTAGGTAGAAAAGCGCTATATAAGTATACGCCAATTACCATCTGGGTCT
TGGATTGAACTGA
>BJ734974 ID   BJ734974   standard; mRNA; EST; 677 BP.
ATACTCGATCTTTAATAGGGACCAAATTAAGAAGATATGTTTCATACANAGTGTTTAAAT
GTCCACGTGATGCACCGGTCTCTTTAATTTTTTTTCTTAAAACGATGGACTTCGGACAAA
TAATCATCTGTGCAGAGAAGGAAAGAAGAACAAGATGAAGAGGACGCTGGAAAAGTAGTA
ATCATGACATTTGTCTGCAAATGACGCCGCATCAATGTTGATAAAGTATCATCCAGTAAT
ATACAGGAATTATTTATAATAGCAAACCCCTTTAGAACTGTTGTTGTTAAGTAACAGTTA
TCAGAAAATATTTTTGGACTTAAATATCCATTCAGTTGAAAATGTTTGCACATGTCCAGG
TAACTTGGTGAATAGAGGTGAGCTTGCTGGGATTTTAATGCACTTACTTTGCTGTTTTTG
TTCTTAAAAACCACAATTTCAATGTCTAAAGTTCTCTTTTTGCTGTTTACCTCTAACTTG
CAGTACATGCTAATATTTTGTGTGCGCATTTATATGCCATAGAGTGTTTTTGTAGCTTCT
TGTANTTATTGTTTAAACGTGTGTACTTCATTCTGACACAGTTTAACCTGCAGTTCACAG
GTAATGGTAATCCCTGATTATTACACTCTTCTGCATAATGACNGTAACATTATGAAACTG
TGTTGTGGCAATCCAAA
>BJ734983 ID   BJ734983   standard; mRNA; EST; 723 BP.
AGGTGGAGAGGCTGCAGCTCTGCACAGTCACCAGTCAGCGGTTTAACAAGCTGTCAGTGT
CGATGAAGCTCTCATCGACACTGACATAAAGATCATGAGCTCCTTTTCATAAAATTGGTC
TAATCCTTAAAAGAAAACGTTCCTGAGATTATGTGGGAATTGACTGAACATAATTGAAAT
CTGATCCATTTACAATTTGGTAATGTTGATCGTAAAACATAAATACTTTGATGTGAAATT
GACGAAGGACATGTATCGACCTCCTTCCATGTAACGCCGATAAATGTTAGCACATAGATT



TGAATATGTCTGAATATGAATATGTGCAGTATTGGGTAGAAATGCTGGACATGTGATGCA
GTTTTTCTTTTTTCTTTCTATTATTGTAAAAAAGAAAAAAATGTCATTATTTCTTTTGTT
AGAACTGTAAACACTATCATGTTTAACATAGACTGATTTTTTTGTTTTGTTTTCTGAATA
CCATTTTTTGTTGTTGTACCAAAGTTGTTTATTCAGAGTCATCTGTATATTTTGGTGCAA
ACTGACTTCCATTCAGCTTTAGATGATGGTAATTTAGCATGGAAACAGACTCTGCCTTTT
AGAAGTGCTAGTTTTTCTGGGTGTAGGTTAGGTAAGTTGGATGAAGTTTAATCGTTGACG
CGTTTACTCGACTACTGTTTTCAAGGGAAGCGCGCTGCAGTTCACCTTGTTTTTGTTTAT
TGG
>BJ734990 ID   BJ734990   standard; mRNA; EST; 124 BP.
AGCGGGTTGATCGAAGTTGCCTGGGTTTGGTAGGTAACGTTTTCAACCCTTTTTTTTTTN
GNCTTTTTACTTGACTTCAANCTTTTAAAATNGTTNGACATNGGNCCNCAAAGTTACTNG
CCTT
>BJ734993 ID   BJ734993   standard; mRNA; EST; 748 BP.
CATACCCAGAAGGTGGTCAGGATACACAGCTCCCCAGGTGGACTTCTGTGGACCAGTTGT
TGGAAACCCGCCACCAGAACCTTACCTTCATTCAAAGACTCCTCGGGCAGCGCAGGTGAT
GGACCTGCCGGGAATCCTCTACAGCCTCTCCAGAGAAGGTCCTTCCTTGGACAGCGACTA
CTCTCAGGACAGTGCAGATGATGGCAGTGACTGGACGTCTTCTCTCATGAGCCGCAGTCG
CAACCGTCAGCCCTTGGTGCTAGGTGACAACGTGTTTGCAGACCTCGTAGGCAACTGGTT
GGACTTGCCTGAGGTGGAACGAGAGGAAGGAAAAAACAAAGAATGGAGAAAAAGGAGAGA
TGAGAGGACATTAGAAGGCAGCGTGGATAGACCAGACACGCCTGCACACCCCCTACGGCT
GAGCCGCTCACAAGAGATCTGCAAGAAGTTCTCCCTCACCACCAACATCTTCAAGAAGTT
CCTGCGCAGCGTCCGGCCGGACAGGGACAAACTCCTCAAGGAGAGACCGGGCTGGGTGGC
TCCCGAGCTTCAAGAGGGGGATATTTTTAAACGACCAAAGAAAGTGGCTCCAAAAAATTC
AAAAGGCAGCTTTTATTTGCCTTTCTGGGCAAACGGGCAGCAGGGCAAAGGCAGGCCATG
TCCTGAGAGGAGCAGCCACCTTCAACTCTTTCCCCAATTCCAGCAACAGCCATTCACAGG
GATTTATTTAGACAGGAGACAGCCAGAC
>BJ735008 ID   BJ735008   standard; mRNA; EST; 734 BP.
GTCTGGAGCAACAGGAGAGATCATCATCTTCAAAGTGATGAAGGGAAAAGTGAAGAGCAT
CTACGAAAACATGAAGAATCTTCTGGACCCCACACCTCGCTTTGACGCCCACATTGCCAA
GAACGCCAGCAAAGTTACCTCGCTCACCTGCTTTCGCGCCTTTGACCTCACACAGCAATA
CTTTTATGAGTATTCTTTCGATGAACTGCGGCCTCGACCTCGCCACGTCTGTCCGCATGC
CGTGGTCTTCTTCCAGGTCAAAGGAAAAGATGCTCCGCCTCCCAGCAGCCCTCTAGTCCC
CAGCAGCAGGTTGACGAGTCGCTCCTGTGACAGGAAGGAAGGTGAGTGTTTCCTGTCCAC
TCAGACGGCCGCCTCCAAAGCCTCGCCGTCGCACCAAAGCGGCTCTCCTGACTGCCTCTT
CTGCTCCCAGAATCCTCTGAGTTCACCGTATGGACCGGGGATCTGGTGAAGGAGGATCAG
GTTCTCCTGCAGATCTCCCTCCAGTCCAGCTCGCCTCCCTTTCTGCCCCACAGACTGTGA
GTAAGGAGGCAAAAAGAGCAGCATGGACGTTGAGCTTTTTCTTGACTGTCCTTCACGTTT
TATTGGATCTTTACACGAAACTCATGAGAGGAAAGAAACATCCAAAGCTCCTTTTTATTT
TTCTGCAGAAACCGTTTTCATACCTGCTCTAGTCTGTTGGCAGAAATCTGGATGGAATCG
TAAAATCTTTCTTC
>BJ735030 ID   BJ735030   standard; mRNA; EST; 723 BP.
AGTGATGATGAGAGTTTCACTGGAAGGCAGTGAAACTGACACTGCAACACAAGACAATGG
CACAGAGACACATAACGTGGGTGAAGTTCGAAGCTTTCAGAGCTGTGTGCTGTCCTGGTT
CTTCCTGTGGCATCTGGTGTGGTTGTCTATCATGCAGCTGAGGCTCTACCTCTTCATCGG
GACCCTGAACCCCACGCTTGAGCGGCTGGCCAACAATGACCCCGGTCTGGTGAGCCGGTA
CACCAATGCTTTTGCCATGACCCAGCTGTGTGGAGTGCTGTGCGCTCCCTGGAACGGCTT
CCTCCTGGACAGACACAAAGGAAAACCTCGAGCCGCTGGAGAAACGGAGCAGGAGGCGGA
CCTGCGCTCCTCCTGCCTGTCGTTGTTCCTGACCTCGCTGCAGAGCCTGGTCTTCTCCGT
GTGCGTCTCCATTCCCGTCCTCCCCCTTCAGNACCTCANCTTCATCCTACAAGTCCTCAA
TCGCTCCTTCCTTTATGGAGGAAACGCAGCGTTCATCAGCATCGCTTTTCCAGCCTGTCA
CTTTGGGAAGCTGTACGGCCTCATGATGTCCCTGTCGGCCGTCTTCTCCCTGCTGCAGTA
TCCCTGCTTCTCACTGGTCAAAGGGCCGCTGGGAGGAAATCCTTTCTATGTGGACGTCAC
TCTCACCCTCCTCACTCTGNTGGNTTTCATCCATCCCGCCTACATCTTTGTCCACAGCCG
GAA
>BJ735037 ID   BJ735037   standard; mRNA; EST; 367 BP.
GACTCTTGATCAGATTTCCCAGAAAGCTTTGAGGCAGGAAGTAGTCGGTCACCTTCGAAA
CTCTTCGGTTGTCAGCGGCGCTGCTCCTTCATCCCATCACCGTCTTCCAGGGCGGGAGCA
CAGATAAGCCCCACCCCCCTCCCTGAGGTGCTAATAGAACTTCCTCTGACCGTTTGGCCT
TCAGAGCAGATGGCGTTCTGCGTTTTCAGCGTTCCGTGGATGACGGTAAACTCGTCAGTC
CAGGTGGTGAGGATGGGTGGGAGGGAACCCGATGAGGACATCAGTGACTAAACATGGGAC
ACCGATGGACCCCCCCCCCTCCCACTAGTGCCTTCCCCCCCAGTGGGTTTGTTTGGGGGG
GGGGGGG
>BJ735041 ID   BJ735041   standard; mRNA; EST; 740 BP.
TAAGGATACAGTTATTGACCCAGAAGGTAGATTTGTAATTATTAATATATCCATTCAGAA



TAAGGACTATTGCATCGCCAGCATCTATGGTCCAAATGTTGACGACTCTTCCTTCTTTCA
CAGATTCTTCACCTCACTCTCAGTTCACTCTGACTCCACAATCATTATAGGAGGAGACGT
CAATCTGGTTCTGGACCCTGAACTTGACAGACTCAGCACAGCAGCAGCCCAGCGCACATG
GAGGCAGCGGAGCTGTCCATCAAGTTCCTGAGCGGGGACCGAGCCGTGGAGGTGGTCCGT
GCGGTCGCTCCACGCCTTGCCCAGCTGAGGAGGTTCAGCGCTGCTGCAGAGCTTTACCTC
AGCATGGACCTGTTCAAGGACGCCATCGACGTCTTCATCGAGGGTGAAGAGTGGAACAAG
GCCAAGAGAGTCGCCAAAGAGCAGGAGCCCAGGTATGAGACATACGTGGACCAGAAATAC
AAAGAGTACCTTAAAAACCAGGGCAGGGCGGAGTCTCTGGTGGACGTGGACGTGATGGCC
GCTCTGGACATGTACGCTGAGAGAGGACAGTGGGACAAGTGTCTGGAAACGGCATCCAAG
CAGAACCTAAAGGTTCTCCACAAGTATTTGGCTCTGTACGCCACTCATCTGATCAAGGAG
GGAGACGCTCAGAGAGCTCTGGAGCTCTACCTGCAATACGGAGCTTCACCTAACCCACAG
AACTTCAACATCTACAAACA
>BJ735063 ID   BJ735063   standard; mRNA; EST; 750 BP.
CCCACCTCCTGCCCCCACGCAGGAGCAGAACAGCCAATCAGAAGGCCCGCTGTCCCCTCA
GTCATTCGCAATGAAAGGAACCCTGGTGTTAAAGGAGATGCTTAAGATCGACAGCGGCGG
TCAAGGAAGCCCGTCATCCCAAGAAACGGCAAACACGACGGCCTCCGCCGACCAACCGCA
GAACAGGAGAAGGTCATCTAAGAAACTAGCTGCAAAAATGAATGCCCCTCAGGGGGGCTC
GCCTGTGCTGCCTTCACCAACACCAGCCGTCCCTCCCAACGCCGTGCCCAACAGTAAAGT
GTCCGAGCTGGCCTGTGTCTGCATGGGGTTGGGGATGACGCCTCCTGACTTCAGCTTCCT
GCGCAACAGACAGGGTTTTGTAGTGTGTCAGGTCAAGCTCTCCAACGGGTTGATGGTTCA
CGGCCCACAGTGCCAGTCAGAAAACGACGCCNAGGAGAAAGCCGCCTTCTTTGCCCTCCA
GAGACTGAAATCTGTGGGTTCCGGCTTTCCCATCCCAGCTCCTCTGTACCCAGGATTGGG
GCAAATCCGACCCATGTCGATGGGAGCCATGCCGCCTGTTTTTAACCAGCAAGGTGGCTT
GCTCTTGCCCCATCAGGGTTACCCCCACACCCCTCTTTGGGGAATGGCCCTGCCCCCCCA
TCAACACCCGAACCAGCCCTTCTATGCAACAGCAGGGAACCTTCCCAGGTGCTGCTCGTC
CCCAACGTCGCCCTCTGTGCCGATCGGCTC
>BJ735078 ID   BJ735078   standard; mRNA; EST; 708 BP.
GACTCGGCAGCTGCAGTTCTACCTGGGCTCGGTTCCGATCAGTTCCCGGACTGACTGGGC
CTCTCTTGACTCCCTTATCTCAAGAACCTTCAAAGATTATTTGAACCAAGTGGACCCTAC
AGCAAGTCTTGGTTTGACTGCTGACTCATTGCACATGTACCAGCTGGCCCATGGAGAGCA
CAGAGTGATAGGAGAGGAAAAACCCCAGACTACACCTTATCAGTGCCTCGGTCATACTCC
CACTCAAATTCTAGTCACTTTAAAAGGTCTCAGAGAAAACTGTGTCGACTCTCTGGTGTT
TGAGACCCTGATTCCCAAGCCCATGATGCTGCACTACGTCACCCTGCTGATGAAGCACAG
GCGCCTAGTTCTGTCTGGACCCAGCGGGACTGGAAAGACATATCTGGCCCAGCATCTGGC
CCACTACCTCCTGCAGCGGAGTCGGACGGACTCATCTGAGCCAAGCGGGCTGCGTCACAG
CAGTACTGTCACATTCAACATGCATCGGCAGTCGCAGAAGGAGTTGCAGTCGTACCTGTC
AAATCTGGCAAACCAGGTCGACAGAGAGAGTGGAGCAGAGCTACCGTTGGTTGTGATCAT
AGATGACATAAGTGATCCAGCCACCATCACTGAGCTTGTTAACGGAGCTCTCACCTGCAA
GTATCACAAATGTCCTTATATCATCGGCACAACCAACCAGCCTATGAA
>BJ735083 ID   BJ735083   standard; mRNA; EST; 733 BP.
TTTATGATCCAGACTCTTCTTCTTTCAGGTTTGAACTAGTAGACGATCCAGCTAACTGGG
TGTCTATTGATGAAAAAACTGGAGAAATTAGAGCAATTAAGAAGATGGACAGAGAATCAC
CCTTCGTGGATGCTGACAATGTTTACAAAGTCGTCATTGCTGCCATAGATGATGGTAAAC
CTCCAGCCAAAAGTTTTTGTAATGTCAGTATTCACTTGAGGGACATCAATGACCACAAGC
CACAACTGGTCAACAACAGCCTCATTTTGTGTGGAAACAAGAACAACAAAGTGATGATAC
CTGTGCAGGATTTGGATGCTGAGCCCTATAGTGGACCATTTTCTTTCTATTTTGATGATG
AGGAAGACAAGAAGCATTGGGAACTAGATCCTGCTTATGGTCAGCAAGGTGGCCTTGTCA
GCCTGAAGCCACTCCCCTATGGAAACTATTCTATACCACTGCGGATGCAAGACCAACAGA
ACAATGAGGGACATGAGACACTGGAAGTGGTGGTGTGTGACTGTGCGGAGAAGAATACAT
GTCGTTCAAAACTGGCACTTTCAACCAAACTTGGAGGACCTGGCTTTGGACTTATTATAG
TTGGAATCCTTCTATTTTTAATTTTACTTTTAACTTTCCTCTGCAATTCTGGAAGAGAGC
CACTTAAAGAATTAAAGGATGAAGGAAACCAGACTCTCATCAAGTACAATCAAGAAGGAG
GGGTCTCTGCATG
>BJ735091 ID   BJ735091   standard; mRNA; EST; 205 BP.
GCATGTCTTTTTATTCANAAAAACAACTGTGTTTTGAATGTTTACTTGTTTTTTTATAAN
GATTTCACAGTGAAATTATGAAACATTTTGACTTGNAGGATCCGTGCACATGTTGTCCCN
AGGTGCACGTGATCNCATTTTAACCCNAAATCANACTGTCTTCTGGATAAAACTGCTCCT
TCNTTTGNACTGCCCNCNTGANTCC
>BJ735094 ID   BJ735094   standard; mRNA; EST; 715 BP.
AACCCAAATGTGTAACAGCTTTAAATCCTTAATCGTTCAGCTTCAGGAAATACTGAATAA
ATGCAAAGGAGATTTATTGGAAGTGAAAGGGAGCAGATTGAAAATCCAGCCCTCCTTTTT
AGAAAACCTCATCTTCTTCGTAGAGACAGTGACCTTAGTGTTGTGGGTGAGCAGCTACTG
CGCCAAGATCCTCCGACCGCTCAAAACCAGTTTACAGAAGAAGAAGAAAAAGAAAAAGGA
GACCCAGACAGCGCTGCCGCCGGTGCTGTGCGGCTTCCAGGAGCTGACGGCGAGCTTGCA



GGACCTGCTCGCCCAGACGCTGGAGCACATCAAGGCCCAGGAGGTCGCCGTGACGACCCT
GAAACTGGCCAACTTGACCCTGGAAGGAAACACGCAGGAGGAGGCGGCGTTCTCCAAGGC
GGCTGTGGACAAGGTGCAGAGCAGTTACCTGCGCTCGCTGCAGGAGGTGGGAGACCTGCT
CAGGAAGAGGGTGGAGACTATAAAGAACCTGAAGATCTGAAGGCCATCACCCCCTCCAGC
GTGACTGAAACCCCCCTCCAGCACCACCTGCTTCCTGCCCCGCCCACATCTGGACTCCCT
CCTGCCGTCTGCGTTCATGACCTCCGTCTGCAGCTGCGAGCTTTGAGATGAACTCTGGAG
TTTGAACATTCTTCTAGGAGACGAGTTCCTCCACAGAAATCTGTCTAGATCAAAT
>BJ735108 ID   BJ735108   standard; mRNA; EST; 761 BP.
CGACCATGCCTCCTCACACAGAATCATTGAGAGACTGTTTTCAGGGGCGGTTACTCGGGG
TAATGCTGTGCAAAGAGAAGGCAGAATGAGCTACGCTGAGTTTGTCTGGTTCCTCATATC
TGAAGAAGACAAGAAAAATCTAACGAGCATAGAATATTGGTTTCGCTGCATGGACCTGGA
TGGTGATGGTGTTCTGTCCATGTTTGAGCTCGAGTATTTCTACGAGGAGCAGTGTGAAAG
AATGGAAAGAATGGGCATCGAACCACTTCCCTTCCAGGATCTGCTCTGCCAGATGCTCGA
TCTGGTAAAACCTGAAAGTACAGGAAAGATAACCCTGGGTGATCTAAAGCGCTGCCGGAT
GGCTCACATTTTCTTCGACACCTTTTTCAACCTGGAAAAATACCTGGACCACGAACAGAG
GGATCCATTTGCTGTGCAAAAGGACATTGAGAGTGAAGGCCCAGAGCCGTCTGACTGGGA
TAAATATGCTGCAGAGGAGTACGAGATACTGGTGGCTGAGGAGACTGCAAACGAGCAACT
ACATGAGGGATCTTTTGACGATGACTATGAATCTGAGGAGCTTCAAGTCTCTGGAGAAAT
TGGGAGTAAAATTGAAAAGCTGGTCATTTCCGACTTGACGGCATGAAACTCTTATCTTAA
AGATGCAGTGCGTTTTTTTTCCAAGAACATTATAAAATATGGCTCCTTGAGATGTTTGGG
GGGAAAAAAAGGAAGACTGTTTGCTACTGGGGTCCTGCTCA
>BJ735111 ID   BJ735111   standard; mRNA; EST; 783 BP.
TGCCTCTACATCGGTGTGAAATTTATGGAAAGGCCTGTGCAGAATGCTGCCTAGCAAGGG
ACCCTTACTGTGCATGGGACGGCACAGAATGCTCTAGATATTTTCCCATGGCTAAAAGGA
GAACAAGAAGGCAAGATATCAGGAACGGAGATCCACTGACTCAGTGCTCAGACCTTCAAC
ACCAGGATGAACTGAATGGATTGGCACATCTCCAGGATAAGACAGTGTATGGTGTGGAAA
ACAGCAGCACTTTCCTTGAATGCATTCCAAAATCCCAGAGAGCGGCCACTTATTGGCAGT
ATCAGCATTCCACTAATGATCGCAAACAAGAGATCAAGTCAGCGGAACGTTTTATCCACA
CCAGCCAGGGCCTTCTAATCCGAACTCTGGAAAAGAAGGATTCTGGCATCTACCTGTGCC
AAGCAGTGGAACATGGTTTCATGCAGACGGTTTTAAAGGTTAACCTAGAAGTAATTGACT
CAGAGCACTTGGAGGAGCTTCTACATCGCGATGAAGATGCTACAAGCCATGTCCATGCCC
GGGATTTTAGTTTACCGAGGGAAACTCCCAATCAGAAGCTTTGGTACAGAGACTTCCTCT
CTTTGGTCAACCACCCAAACCTGAACAGCGTTGATGATTTCTGTGAGCAAGTTTGGAAAA
GGGAGCGGAAGCATCAGAGACAAAAATCCCACGCGGTGCAGCAAATGCATCACCAACAGA
AGGCTGTGGTGAACCCACACAGTCACATGCATGCTCAAGGGTTGGCATCTAAGTGGAAAC
TCC
>BJ735116 ID   BJ735116   standard; mRNA; EST; 580 BP.
ATTTTTGAANACACTTATGGGTATGTTGCAGGGGCNCCNANAGGCCTGTAGGAGGAGCTG
TTNCCNCTTTNGGAGGGTTCTAANCNCANANGTTTNCNAAGTTTNGTTTATTTAGTTNGC
CCCAAGACTACNNGGAAAAGGATNGTTNCCANAGANAAAACCNGTCAGNCTATGACAGTA
GTTTCNGCATTAAAACNGNGCCGGGGGCATCAAAGCACTTTGGATAAGTANCATTTAGGG
GATGAAGTTAAACNGAGCANATTCAGTTTCNGTANAGAATTTAANATTCTAGGTTTGNCG
AGCTTTTTAAATNCCAAAAGTTTNCCNGTTAANAACTTAAACATCTATTTCATTCCNGCA
NATTTCAGTTCAAATTTCANNGGACCAAATTCNCCTAAATAAATAAAGATAAATAANCNG
NCTATCANATTTTNGGATTTGTACTTTGTTTACTTAAAAAAAACATNCCNGNCTNGNAAN
GGAAANAAAATTGNCGTTTTTGAAAANAGACNGCNGTTTGCNATGTTTNCTTTNGNGAAA
AATTTCTATTNGNGAATGAAAACTNGCCAATTATGTTTAC
>BJ735119 ID   BJ735119   standard; mRNA; EST; 802 BP.
TTATTATATCTGCCTTTTTGCATTTGCTGCAGATGGTGATTCAGCCGTGTGGGCTGCGTA
GCTTGAGATTGTTGCTAGGTTACTGTTCATAGTTGTTTCCTTTCACATCTGTGGATCACG
TGTATGCATGACTGACTCTTTCAGACAGAAACTCAGCACTTTTCATGTAAAACACCAGGG
CCTCATGTCTCCCCCATGATATTGTGCACTTAGAATGTAAAGTCCCACACTGATCATATT
TTCTATTGTAAAAGAGTTCCCAGTGGTCTGTTAATTATGATCATGCTGTTTTTAGCCAAA
ATCCAAAAAACTTGTGCAGTTTATTAGATAATAGTTGCAGAGCAGCAGTAGCTCATCAGA
AATTCACCTATTAGACTGTTGACACAGTTACACTAAACCTCAATAGGTCATGTGATTTTT
TTTGTGTTTTTTTATTATATATACAGTATATATACAGTATATTCGGATCCTTCCAGGCTG
TCGCTCCCAAACTCTGGAATGAGATCCCGTTGTCCTTGCGTTCCCTCGACTCTGTGAATT
CTTTTAAAAGCCAACTAAAAACTTTTTATTTTTGCAAAGCATTTTAACTGAAACTGCTTT
TATTGGGCTTGAGATGATTGTTTTACGTGGTTTATGCTTTTTATCTTTTATGTTTTTATG
TTTTATATGTATATATACATATTTTAACCTGTAAAGCACCTTGTGACTCCTGTCTGTGAA
AGGTGCTGTACAAATAAAATGTACTTACTTATTACTCACTTACTTAGTACCTATGCATCA
GCGATACCTTTTGGTTTGTCTG
>BJ735127 ID   BJ735127   standard; mRNA; EST; 767 BP.
CGGCACGAGGCTCAAATCATCGAGCTCATCATGACGTGCATTCTGTACGTCGTGGTGAGC



GGGAACCTGATGTACAACAGCTTCCCGAGCTTTCCTGTCTCCCAGAAGGCCTGGTCCGTG
GTAGCCACAGCCGCGCTCCTGCCCTGCGCTTTTCTGAAGAACCTCAAGGCCGTGTCCAAG
TTCAGCTTCCTCTGTACGGTGGCGCACTTCATCATCAACATCCTCGTGATCGCCTACTGT
CTCTCCAGAGCACGTGAATGGGCCTGGGAGAAGGTCAAGTTCTACATCGATGTGAAGAAA
TTCCCCATTTCCATTGGCATCATCGTGTTCAGCTACACATCCCAGATCTTCCTGCCCTCC
CTGGAGGGAAACATGCAGAAGCCCAGTGAGTTTCACTGCATGATGGACTGGACTCACATT
ACAGCCTGCGTCCTCAAGGGCCTCTTCGCCTTGGTGGCATACTTGACATGGGCAGATGCC
ACCAAAGAGGTGATCACAGATAACCTGCCTTCAACCATTCGTGCTGTGGTGAATCTCTTC
CTTGTGGCCAAGGCGCTGTTGTCCTACCCTCTGCCATTCTTCGCCGCAGTTGAAGTTCTG
GAAAAGTCCTTGTTCCAGGATGGGGGGAGAGCCATCTTTCCTGACTGCTACGGCCCCACC
GGGCAGCTGAAAACCTGGGGTCTGGGCCTCCGCGTTGCCTTGGTTGTTTTTACCCTCCTG
ATGGCTGTCTTTGTTCCCCATTTTGCCCTCCTTATGGGTTTGACAGG
>BJ735147 ID   BJ735147   standard; mRNA; EST; 691 BP.
AGCAGTAAAAATGAACCTTAAGCACACAAAAAAATCTAAAGAAACTAAATCAAAAACAAA
GTAAACACGCTCAGTAAAGACTAAATGTTTTCAACCGTAAGTGATAAATGAAGAAAAGGC
ACTGCAGATCACATTAGAATGAAGCTGCTGCCGCTGGTTGGTGACAGTCGCAGCACTAAT
AATGTGAGATCAGTTGTCTCTATCAGCAATGGGCAGGGCAGGCCTTTTAATCACGGTGTA
AGGGGTGCTGAGCCTCTCTATCATCACTGAACTGTGTCCAGGGCTAATTGTGGCTATATT
TCACTGTCCCCGTGCTCTGCACACCGCAACGATCTGCTGGCCTGCTACAAAGCCACACAC
ACATACACAGACACACACACACACCTTCAACCTTTTCTATAAAGACGTGGAAAAAGGGAC
AAAACATACAGCAGATATTCTGTGGTGCACCTGCTTTTTTATTCCGGCGAAAGGTGTTTT
GGGGCTTTAGGACAAAAAACTTGGAAGATTGAGATTCGATTGTGGGTACTTCATCAAAAC
TGATGCATCTTAATTGGCTTTTAAATTACAAATATATAGAATTTTGTAAAATCTCTCAAC
TTGTCCTTTGCACATTGTCTTTAGTTTTGCATCGTTTCTGCATTTTACACTTCATTTTCT
CTTACGACCTGCTTCAGAAGTGAATTTCACC
>BJ735151 ID   BJ735151   standard; mRNA; EST; 710 BP.
CCCTGAAGGCACGCCAGAGCTGAGGGCAACACTCGGCCCGTGTACGCCATCTCCACTTTC
TGGGACCACATGGAAAAACTCACGATCAACGATATTTTACACCTTAGGATGGGAGCAAGC
AGGGCCCCCAGACAGGATCCGGAGGTGCCACATGGAGACGATGTCACGGATGCAGGTGAC
ACAGCAGACTCTGACTACTTCACACAGTCGGATGAATCCAAACCGGAGCAGGCAGGTTGT
GAGTTCTCCACCTCGGATTTTGAGGAGGAATATTGGCAGCATATTGGTGCGGGAAGGAAC
GTGAGCTCTGATTCTGACAGTGAAACGCAGCAAAGCTGTTTTGTTTCTGGCGACGATACA
AACTCTGAAGGAGGAGCTACACCCGTTCCTCTGGAGGAGGTACCAGGACAACATTTGGAC
TCTCAGGAACCTCAAACTTTCTTCATGGGGCCACAACAGATGAAAAAAAGCAAATCTTTC
TTCAACATAAGCAGCCTTGTAGAAGAGGCCTCACCTTTGCTGTCCTTACTGGATAATAAT
GGTGGCAGTCTATCTCTCTGCACATTTCAGAATTTTGAGGAAAACAAGGACTTTATAGTG
AATAGCCTGGAAACACCCGTTTGTTCTCCTCTGTTCTGCATGGATGTACCGCCNATCCAT
CACCAGATGTCTTTCTCAGAGACGTTTCAGTACTTTTTCACAGACACTGA
>BJ735159 ID   BJ735159   standard; mRNA; EST; 731 BP.
AAAGCTGCACTGGCAGCAGGAGAAAGGAAAGAGAGCAGCTGGTAGCTGTTGAAGGACACA
GCACTGGGGCAAACTGTGTGGCTGGAGCTGCAGTCGTTGTAGGAGTCTTCTCCAGGACAG
GAGTGCCACAGTGCGACATACACTCATAGGCAGGGTGAGGAGCCCTGCCGGTGTGTGAGT
ATCCTCTACCCTTCCAGTGGCACTCTCACCCTGCATATAGTCAGGCCTGTTTACCCCACA
CAGCTGAGATACTCGCAGGATCTATCTTCACTCTGCAGGTAGATGTTGGGAGGAACACCC
CACCACGCCTGCGAGGGTGGACAAAGACAAGACTGTGGCTGACTTCAGGACCTGTCTCCC
TGGTCAGTTCCAAACTTTCCTCCAAAATGGTTTCATTTTCACCATCACGTTTCTCGCATT
TACTGCTGTCTTCACATCTTTGGAAAGTGTTTTTTACAGCACTACATCCACCCAAAACAT
CAACCAGTCACACTGCAATGCCTGGTTAACCCACAAGAAGTGGAAGAGCCTGAATTTTAC
AACTACCAGGACGACAACGCTTTTCTTGAAACTGGAGGATTTTTTGTGGAGGAAGTATGT
GTCCCAGCAGGCTTTACCATATGGCATCAAAGGAAGTGAGCCGATGTTACTCAAAGTTCT
TGCTGCAACTAAAAGTTATGACATGCCAGCTCACATTGAGAAGTTTGTCCAGGGGTGAAG
GCAGGGGACAT
>BJ735161 ID   BJ735161   standard; mRNA; EST; 418 BP.
CGGCTCCCAAACTGAGCCCGTATAAGCTTTTCTAAATTCTTTGTACAGTGTAAATACAGT
GGAGAATTGTAGATTGAAATATGCTTTGGAAGAAAAAAAAACCACTGAAAAAGGATAAAA
GATTTAAGATTATTTATATTAGATTGGATTTTATGACTGGGGGAGGCAGAAAATACCTGT
GACTTTAGTGCTCTCATAATAAATTGTGTTTGGAGAAAAGCGTTTCAATTTCAAAGGGAG
ACGCCACTTTTCTTTTTGTTTGCACTTCCTAAAATCCCAGTTTTTGATTTCAAAGGACTA
AAAGATTTGCTAACCGTTCCTCCATTTCCCGGTGACTTTATTCCTGTTGCTTCTTTGTCA
GATGTTTGTGGTCCTAAAAGCAGAAGCCAAGTGTTGCGTACGTTTTTTTTTTTNATTT
>BJ735164 ID   BJ735164   standard; mRNA; EST; 669 BP.
ATCGGCGATGTGTCTGCAGATTTGTTGAATAGATCAATGGAGCGTTCTTAACTCCTCCAG
AGTTTGTGTGTCATTTTCAGCTGTGTAAAACAGCGGGAAAACTACTGAATCTTCTGCAGG
AGAGTGTGTGAGCACCTAGAGCAGGTACTATGTGTGAAGTAGGCAGTCAGGGAGGCTTGG



ATGGTCGTTGGCACTGTTCGGCTGCTCAGTCTGCGGACGACCTGCTGGTGGCGTCAGCCG
AGTGTCCAAGCGACGATGAAGACATTGACCCCTGTGATCCCAGTTCAGCACGCTCTCCTC
TGCCAGAGGTTCCTATATTTGGAGATCCATCTCCAGGGGTGCGGGAGAGCAGCAGCACCA
CAGGGATGGTGGTGGGCATTGTTGCAGCAGCCGCCCTCTGCATCCTCATCCTCCTCTACG
CCATGTACAAGTATCGCAACCGCGACGAAGGCTCCTACCGCGTGGACGAGAGCCGCAACT
ACATCAGCAACTCAGCCACACAGCCCAACGGCAGTGCTAAGGACAAGCCTTTGGGCATCA
CCAAGATCTCTAAGAACAAGAAGAACAAAGACAAGGAATATTATGTCTGAGCTGGAAGAC
TTTCAAGACACATACACTTTTCTATATACCCATATATGTACATAAATAGATATATTCTCA
AAAAAAAAA
>BJ735169 ID   BJ735169   standard; mRNA; EST; 620 BP.
ACACCCTCGNTTTGTGTCACAAGAGCCAATTATGCCACCTAGCTTAAATAATAACGAGAT
ATTTTTCCATCATGTTTTGATAAAATGCGCTCTATGCTATTCCTGTGGCCTTTCAAAAGT
AATATACTGTAAATCTCAGTATATATGTGTTATAAATTATATGCAAAGTTTGTGTCCTAT
TACAGTGTCACAAATGGTAATTATACAGCTGTGCTTTAATGGACTCTTCTCGTCTGGAAT
CGTATTCCACTGAATCTAAGATAAAAACACTGAGGACTTGATCACTCACCGATAACCGTA
CATATTTCAGGATGAAGCTTTTTTATTGGAAAGAATACATTTGATTTGAAGCAGCTTTCT
TGTATTTTTGTGTCTCTATAACATTGAAAGAAGAAACAAGTTTTTATGTCTGTGATTATT
TTCCAAATCCCAAGAGCAGAAGTGTCTGCATCCTTAAACGTGTAGCTACAATACATCTCG
CTAAGAATGTGCTTGTGAGGGAGTGGTGTGTCTGAGAGGCAGAAGGTAGAGGTGATGATC
GGAAAGAAGAAGTGAATGAATAAAAATGTTTTACCTCAGTGAGGAATATTTCAGGGATTT
TTTTCTTTTTTTTTTTTGGA
>BJ735173 ID   BJ735173   standard; mRNA; EST; 724 BP.
ACTCCACTCCATTGACATCTGGTCTGTGGGTTGCATCTTTGCAGAGCTGCTGGGCAGACG
CATCCTCTTCCAAGCTCAGAGCCCCATTCAGCAGCTGGATCTGATCACTGACCTGCTGGG
GACGCCATCCATGGAGGCCATGAGGACGGCATGTGAGGGAGCTCGCGCCCACATTCTCAG
AGGACCCCACAAACAGCCATCGCTTCCTGTCCTGTACACACTGTCGAGCCAAGCGACCCA
CGAGGCCGTGCACCTCCTCTGCAGGATGCTGGTCTTTGATCCCTCCAAACGGATTTCAGC
AAAGGACGCCTTGGCCCACCCGTACCTGGATGAGGGCCGCTTGCGCTACCACACCTGCAT
GTGCAAATGCTGCTACACCACCTCCTCCGGCCGTGTTTACACCAGCGACTTTGAGCCGGT
CACCAACGCCAAGTTTGACGACGGCTTCGAGAAGAACCTGACCTCCGTCAGACAGGTCAA
AGAGATCATCCACCAGTTTGTGTTGGAGCAGCAGAAGGGCAGTCGAGTGCCGCTGTGCAT
CAACCCCCAGTCTGCTGCTTTCAAAAGCTTCATCAGCTCCACGGTGGCGCAGCCCTCGGA
GATGCCTCCATCGCCGCTGGTGTGGGAGTGAGCGCCGCCGAAGCTCCTCCTCTTCCCTCT
CCGCAGACCGACTGCTGACCTAAAGCAAGGACGCTTGGAAGCATCGTCTGACTTCTACGT
AGCA
>BJ735183 ID   BJ735183   standard; mRNA; EST; 732 BP.
ACATCGGAGTGACCCGCGGACTGGGAGACCACGACCTGAAGGTGTACAACTCCAACATTT
ACATCAAGCCTTTCCTGTCATGTGTGCCTGAGGTAAAGGTTTACAACTTGGAGGAAAACA
AACATGGTCCAGATGACGTCCTGGTGATGGGCACAGATGGTCTGTGGGACGTGACGACAG
ACAGGGATGCGGCAGAAGCCGTGTCCACATACTTGGCCTGCTGTGACCCCTCTGATCCCA
TGAGATACACACTGGCAGCGCAGGATCTGCTGATGAGGTCACGTGGCGTGCTGAAGGAGC
GAGGCTGGCGGCTCGCCAACGATAGATTGGGTTCTGGAGATGACATCACTGTGTTTGTCA
TTCCACTGGTGGGGCATGAGACAGACACTTGATGAAGCCAGTGGTAATGGCTGCTAAGAC
CGGTCTCTGTTGGGAGAAAAAAGGTGATGGGGGAGGAAATTGTTTTTGACATCAGGACGA
CGTGTGCAGCACCTTTGTCAGCTGTCTGTTTCAAACCCAGTTTCTTCATATTCTCCTTTG
GTTAAAGTCAGTTGTGCAGCAAAACATGCTTATGTGACATTACCTGAGGAGTTTTTGCAA
CAGAAAGGATGCTGCTTAATCTTGAACATTTGTCATTTTCATGTCACACCCAAATTGTTG
CTGTTTTTTGTAAGGCATAAGAAATGTAGCAGTTTCTGTTTTGTTTTTTATTTTTTTTAT
TTTAAAGTCATA
>BJ735193 ID   BJ735193   standard; mRNA; EST; 345 BP.
ATCCTGTCAGTGTCCCTGGACCTCCTGGGCCTCCTGGGCCTCCCGGTCATCCCGGCCATT
CCTCTGGGGTTATGGTTTTGAGGTCATATGACACTTTGATTGCTACCGCCAGAAGTCAAG
AGGAGGGAAGTCTCATTTACATCTTAGACAAAGCTGACCTTTATTTGAGAGTGCGAGATG
GACTACGGCAAGTTATGCTTGGAGAGTACAATCCTTTCTTCAGAGATTTCGACAACGAGG
TGGCAGAAGCTCAGCCCCCACCTGTGGTTCTTTACCCACATTCTCCAGACCACTCACAGA
ATAACGGGGCAAGCCAGTACTCTCAAGGTGGTTCTGTTATACGAC
>BJ735198 ID   BJ735198   standard; mRNA; EST; 535 BP.
CAGACNCCNNCAGGGTTNTTCTTTGTCTTCNGTTCTCCTCAATACTCTNATAGACAGAAN
TTCTGTTATAAGGGTTGGAAGTAGTCTGGTTTGGAGGACCGCAGGATTTCATTTGCTTTT
TGCAGATCTTTTGCTGGCTTCATTAAACCTTNAATGCACACTGGTGTGGTTTAATATAGT
GTAAAATGTCTAGAATAAAAATTAGCACCTCTTAGTCTGAGGTCATGTTTTTTAACTAAA
AATGTTTGTTTTTTTGCCCTCTCTGAGTTGGTGGAGACCTTTTACCTCAAGGTGCGTTTA
GATATTTTGGGGTCTTATTCATGAGTGAGTGAAGGATGGAGCATGAGATTGACAGGGGAA
TAGGTACAGCGGTTGTAGTATGCCACCCATCAATCTGTTATAGTAAAAGGGAACTGAGCC



AGAAGGTAAAGTTCTCGATTAGTTTGGCTCTGATTGTAGCTTGGAACCATTGAACAACAC
TGATTCTTAGCATTTACCGGGCATGTGGCGGTGCATCAGGCTGATCAACTGGAGG
>BJ735229 ID   BJ735229   standard; mRNA; EST; 661 BP.
TATGGACCATTCGCTTGAGTTTGATTCTAACATCAAGATAAAGCGGCAGATCACTGCCGT
TTAACAGCTTCTCACAAGGGCAAATCTGCACATCTTCCAAACATAACAAAGGCTTCTTAC
GCACATTTTCTTGCTTTAAGGCCAAATCTGATAATATTTTACGTCAGCTATAGCCTTCAT
TGCTATTGTTCTCAGGGATGGATTCTTCCTTTGTAATACCTGTTTGAGAGATTTAATAAA
ATCATAGAAAAACATATTCCATTTCTTTGCATCATGTTCATTTTCAGAATTTCTAATGTG
AATTAGGAGTATATTCTTTGTACAAAAGCATAAAATTTATATTTTTTTGAAGGTTTACAT
GGTTGGATTGACAGTAGACTATGGCTTTTTGATAACCATGCATAAAAATGACAAAATGAA
AACTTTTGCTGTGAAAGTTGTGTGAGTGCTTCGTCAGCAAACAATTAGCGCCTCGCAATA
CGCAACCATATACGATTCTCTTTGCGCAGCTCGCGTTTCACTTTGAGTCTCCCTTCATGC
TTCATGTTCTTGCGTGCTGACAGTGGCAGGAATCTCTGGCTTCCATGGCTGAATGCACAC
CTTCACTTGCACTGAAGTGTGAGCATGCACTGTACCTGTACAAGGTGTGCGTGCAGAACA
G
>BJ735250 ID   BJ735250   standard; mRNA; EST; 735 BP.
AAACAAAGAAGAAGAAGAAGAAGAAACAGCAGAATTGCTCTGAAATGACAGACTCTGATG
GAAAGAAAATGGTCTCTCTGAGACGGAAAAGGACAAAATCCCTCCCCAGCGCCGTTGGGG
TTAAAGAGGCTAAGAGGAGAAAATACAGCGTCTCTCTTGAACAAACTGCTCCTATGGATC
AAAGGAACACAGATCATGAAGTGCCACTCCAGGACAACATCATCTTGAAGTTCAGCATGT
TGCCCAGTACCTTCAGCTTCAAGGAAGGGGTCAACGTCGGGACGGAAAGCAGCAATGGAG
TTTCAGGTGAACCATCGAAAACATAGTTGGATTTTAAAGATGATTTTTGGGAGAAGAATG
AAGCAATCACACAAATCCTGGAAGATTAAATAATTAAAATGCACTTCAAAAAGGAAATCA
GTTAAATCTTTGTCATTCTCAACAGAAGAATGTTTGTAACTTGTATTCAATGAGTCTCCA
TGTTCCTGTGCTTCAGTTACCAGGTCACAGGTACCTTTTGAGTAATCCGATTATCTAATA
GCGCTGGACAGTGGTGCAGTGGTTGGCACTCTTGTCTCACAGCGAGAAGGCAGTGGTTTG
AATCCCGGCTGGGTTCTTTCTGTGTGAAGTTTGCATGTTCGCCTTGGGCAGCTGTGGGTT
TTTTCTCTGGGAACTCCAGCTTCCTCCCACTCCCTAAAACCTGCGTGGTAACTTTTAAAG
AATTGTCTCTAGGTG
>BJ735255 ID   BJ735255   standard; mRNA; EST; 623 BP.
TGATTTTTCTCAGGGAGCATGTCTTTAGCTGAGAGGAGGAAAGATGGCCCTCACCTCCTC
CTCGCACCACCTTCTTTTTATTGCATGCTCGTTTATTCCTTTATGCCCGCCTAAATGTGA
GAAGATGCCATTTACACCTGCTCTCACCTGCAGATTCTAAAGCGATGACAACTGTGACGT
TATTCCCCTAAATTAGCCTTACATGAACTCCACCTGCGCCGGACACGAGAGGCAGCCCAG
GACCTTTACTCAGCAAACACTGTCACTGTGGGTCACGTGTGAATGTGGAAGGACACCAAA
GCTCAGAGGAAGGGGCTTCAAAGGGACATGTAAGGTGGTGTACCAGCTTCAGTTTTGCAC
AGATGGACGCAGGTCTCACCCCTGGGGGGGCTGCGCATGCTTTGATGCGTCATTTTATCC
TCCTGCCTTCTTCCCCATAGAAAGAACCATATATAAAACGTGTGATATTGGCTATCATGT
ACCAATGATATTTGTTATGCATATGTATACACTGGAAACAAGAGTGACGTGGTTTAGCTC
TGCTTTTATGAATAATATTTTTGGTATCATTCCTGCTGGCTCTGGAGTGTGAGTGTGTGT
GTGTGTGTGTGTGTGTGTGTGTG
>BJ735267 ID   BJ735267   standard; mRNA; EST; 764 BP.
ACCTTCCTTCCGTCTTTCATGGCTGAGGTTGGGTAGCAGTGCAGCTCTCGGTTCTATAAC
AGAGACTTTGGTTCCTGGAGAGAGGAGGCAGTACCTCCTTACCCAGCTCACCCCACGATC
TCATTACCTCATCTGCCTGCTGCCACTACGACAGGACACTTCCTTTGGGGGTTCCAGCAC
AAGTTTACATCGAGTTGGTAGTGTGGATATTGAAAGTAAAGACTCTGCACCAGCCTGTGC
TCAGATAGAGACTGGAGAGGCTCTAGTGAACTCCGGAGGAGAGGGATCAGAAAAGAACGG
ACAAGACTCTGAGTTAACAGCCCTGCCGCTCGCTGGGATTATTGGGGGTGCCACTGCATT
AGTAAGCCTGCTCTTCATTTTTGGCATCTTCTGCTGGTATGGACAGAGAGCAGGCTATAT
GTCTGGGGACTCAGGTTCATACAGCAGGGGCCGAGGTGGAAAGCATTATGACGACTATGT
AGAGTCAGGTACCAAGAAAGACAATTCCATCTTAGAGATCAGGGCCCCTTCTGCGGGGTT
CCAGATGACAGCTATGGCTCATCAGCCCTTGCAGCCCAAGCTAGAGGATGTTACCTACAT
CCACACCATTTTCCCCTCCTCCTCCTCATCCTCACAGGCAAATGGGACCTACAGGAGCAG
CCAAGGAGCTGGCAGTCTCAATGGCACCATTCTCAGCCAAAGCAGCCATCATCATGTCAC
TTACGGCACCAACCGTGGCTACNGAGAGGGTGGCATACCTGACA
>BJ735279 ID   BJ735279   standard; mRNA; EST; 721 BP.
GACCTCCAGACAAAGATCTTCTGACAAAGAGGCCTCCTGCAGGGCTGCAGACCAACGAGA
GGGTTTTGATGGTGTTTCTGAGAAAGAAGTACAGTTTGTTGGGAGCCAGGAGATCAAAGT
TGAAGAGACCCCGCCGGACCCCACACTGCAGCCCCCTGCCTGTCAAAGCAGGCAGAGGGC
CGGTCTCCATCCACAGCATAATCGAGCCATACGGACCGTTCTAGTGAAAGAGGAGAGCGG
CCCCCTGCTGAACGCTGCTCTGGACGCCCAAGGCAGCAGACGGATGCAGTGGGCAGTGGA
GCCAATCAGCAGCGGGGGGGCCGATGGGCCGTTAATTGAGAATGGGCAGAGCCCCAATGA
GGCACGCAGGAGTCCAGAGTTCAACACCAAGCAGTGCATCTTCTATCCAGTGAAGGAGGA
GGAGCGGGAACTTCTGCTGGCATCTGCTCAGACCAACGCTGACACCTTCAGCCTGGAAGG



CTTCGGTGATGGAGCCCCAGCTGAGCATCAACCTGCAGAGTGTGATGCATATGGAGGAAG
ACTCTCTGCTGCAGGCTACCAGAATGGAAGCCTGCTGTCAGAACCAGAGACTTCAGACTT
CACTGACAGTCAAGCTTTCTCTGACTCGGAGTGGCAGCCGTCAGATGTGCGGGACTTTCT
ACTCAAGAGTTGTGATGACGACGTGAGCGGCTTCGAACTGCCTGATCCTCAGCGTGACAC
A
>BJ735298 ID   BJ735298   standard; mRNA; EST; 708 BP.
CCTATTCTCGCACATGAACTATCCCGGGATTTGCTGTCTATGTCTTGGAGAATACGTGAC
CACGCCTGCTACTACTGGCTTTCATTGTAATGCAGAGAATCCTGCTGTCTTTTGAGGACT
AAAAACACATTTGATAATGGCCGAAGAGGTTTTGATTCCATCACCAAAGAAAATCACATC
GCACCTCACTGGCTCTTTGTTAGCAGTGGCATTTCTTACATCCTTTGGAAGCTCTATGCT
TTATGGATACAATCTTGCTGTGGTCAACTCCCCTGCCATTTACATTAAGGACTTCTACAA
TAAGACCGTTCTGAGTCGTAATGGAACAGGACTCAGCGGGGAGACGCTAACTGTCATGTA
CTCTCTCACTGTGTCTGTCTTTGCTGTCGGAGGTCTCATCGGTTCGCTCGTTGTTGGCAT
GCTGGTCACTCACTTTGGCAGAAAAGGTACAGTGGTAAACACTGCGGTGCTGGTGTTTAT
TGCTGGTGCCTTGATGGGCTTCAGTAGGATTTGTGGTTCACCTGAGATGGTCATCATTGG
TCGCTTTATAACTGGAATCCACTCTGGTATTTCTCTCAGTGTTGTACCCATGTACCTTGG
TGAAATAGCACCAAAGAACTTGAGGGGATTCTTGGGTCTCGTTCCCAGTATTTTTATTGG
TACTGGAGTCTTTTCTGCTCAAATCCTTGGTCTCCATGAACTTCTTGG
>BJ735299 ID   BJ735299   standard; mRNA; EST; 172 BP.
GGGCAGAGGGTCTGTCAATGCAGTAAAAAGTGGGAGTTCAGGGAAGCATTGTTCCATTGC
TTGTGCCTCCCGAGATGCAGGTGCTGTTGATCTCACAGCCCTTCCACCCCCTGGGAATGA
AGAAGAAGAGGAGGAGGAGGAGGTGGTAGATGGGGGCGGANCAAAGCTCCTG
>BJ735306 ID   BJ735306   standard; mRNA; EST; 696 BP.
AGGTAGACTCCACTGCCACAAATGGATCAATGGCTTTGTTCTTTTGTAGTGTTTTCTGTC
TCTATCTTCTTTTGTTTTCAGCTGTAGTGGGAAGTTCTGTTTCTTTTTCTTCCCATCCTA
TATTTGTGTGCAGATTGGAGCCCAAATTGTCCATAGCACCTGATTGGCTGAGGACGTCCA
GCTCAGGGTTTAAATACTGCCCCGTCATCTTTTGGTCCTTGTATTTTGGTTGTTTTTGTG
TTGTTTTGAGTTACAGTACATTTCTAGCTTATTTTCAGCCTGGGTTTGTTTGTGATAGTT
TTTGAATCGTTGAAGTATTTCATTTTTTCCTTTTAACCTTTATGTTACATCCTTTTACAT
GCCCCTAGACAGGGATGTAACACAGCCTTATGTGAAACCGAAGATCCTTAACTAAGCCAC
CTTCCTGTATGTCAGCCGCTTTGATGTTTGTTTGGTTGTGTGAATCCAAACTCAAAATTC
ATCTGTTTAATCCAGCTGGTTTGATTGTGTTTTTAATGTATATTTTTAGTGATTTTATTG
GCTCTTGCTTTTTCTGTGCAGCATAATGGAGTTTTTTGAAAGAGGCCTTCAAAAAAAGTC
GATTAGTATTATGTGTTTACAATATTTGGGTTATATGCATGAGGTGAACAGTTCTGCTGT
AGACACCACTAAATTGTGAAAAATAAAAGAGAAGAC
>BJ735329 ID   BJ735329   standard; mRNA; EST; 728 BP.
TAATTCAGTATGAATATTTGTGATGTGAAGATAGATATATAACGATATAATAAATTATTA
TAAAATAAACTTCAGGCAGTGTAAATAGCACTCTAAAATTGCAGAATGATGTTGTATTTT
AAGTTTATAAACAAACAAAATGTGTGCTTAACATAATATGTTAATTAGTAATATTCGTGG
TTTGATCTGGGAGACGTTGATCTTGATTTGTGAACCAGATCAGGACCTAAATCCCAATGG
ATGGATGGTATCCCTTTCTTCACCGCTGCCACCTTCCCTCTATAGGTAATTATGTTCCAT
TTTAGAAAAATCCCCAAAGATTAAGATGCTTGACATCTATTCCATTCTCTTTAGGCAGTT
TCTGCCAAGCCTGCTGATTTTTCAGCACAGCAGGTGTCAAGCAGCTGACCTTTGCTTAAC
TAATTTACTCTGAAATCCTGCAGGGTGCCTGAGGTTAAAGCGCTCTTAATCCGTCAGAAC
TACTCTTTCACAGAGCCGGACAGAATTTTTAATGGATGGGAACCGTGATATCTGCAGAGA
TATGATGTTAGTAGCTGTTTAACCTAACATATTTTGCAGAGCTAATCAGTTTATCCGTTG
CTCTTGACCACTATAAAAGAAATAAATCATGGCAGCAAGATGTCATATCAACATTTCTAT
ATTCCACTAAAGTACTTCTCTGCTGATTTAATTTAATTGTCATTGNTGACTAACCATTAA
CATAGACG
>BJ735337 ID   BJ735337   standard; mRNA; EST; 710 BP.
GAAGATGCCAGTGAAATCAGACTAAGTGGCATTGCCATGTTGCCTGGAGTTGGTGTGTTT
GGCACTGGGAGCACAGCCCGAGTGCTGGTCCCGTTGTTGCAAGCCGAAGGATTTGAAGTT
CATGCTCTTTGGGGACGCAGCGAAGAGGAGGCGTGCGGCCTTGCAAAAGAACTTGGCATC
CCTTTCCACACCAGCCAGTCTGATGACGTCCTTCTCCACCAAGACGTTGATCTTGTTTGC
ATCTATATTCCCCCATCAATGACAAAACAGATTGCTGTTAAAGCACTGGGTATAGGTAAG
GATGTGGTTTGTGAGAAAGCTGCAACTGCTGTGGATTCATTTAAAATGGTGACCGCAGCA
AGATACTACCCCCAGCTGCTCAGCATTATGGGTAATACTCTGCGCTTCCTGCCTTCTTTT
GTTGAAATGCGCCGGAGGCTGATGGAAGGATATGTAGGTGAAATACAAGTTTGTGACGTC
CGGGTATATGGACCGAGCCTTCTGGACCAGCCATATGGCTGGACGTGTGAGGAGCTGATG
GGAGGAGGGGGGCTGCACACTGTTGGCTCCGCCATCATTGACCTTTTAAGCTACCTGACT
GGTGCACGAGCTCACAGAGTGCACGGTTTGACGCGTACCTTTGTGCAGCAAAACAGCTTG
ATCCGAGGCATCCGCCGCATCACCAGCGACGACTTCTGTTTCTTCCAGCT
>BJ735340 ID   BJ735340   standard; mRNA; EST; 672 BP.
AGGGCATTTGTGTGAGAAAAGCTGTCTGAATAGGTGTGACTGAAGTGTTTGTTTAAAAAC



GGTCACTTGGAGGAATAATCGTTGTCATGGAAATGGCTTTGCTCTTCTTCTCTTCACTCC
TGGTGTGCGTGTCAGCTGTTGCTGACTCAAGTGAAAATGACAACAAAAAGATTGTTGATA
ACCCTTTTATTTACGACTATGAAAGTTTGAGAATTGGAGGACTGGCCTTTGCTGTGGTGC
TGTTTACCCTGGGTATTCTTCTTATTCTTAGTCGACGATGCCAATGTGGTGCCAACCAGA
AGCCCAGGGCCCCTGGGGATGAGGAGGCACAGGAGGAGAACCTGATCGTCTCCAAGGCAG
CTGCCAAAGAGACTCCAGTGGAGAACTGAGGCCCCGCAGCAGGACTGCAACTAGCTTCTG
AAATGCTGTTTTCACTGATGTTGAACCACAAAAACAATGAAGGAACTGAAGACCATTACA
AATGATTTCATGACAGGGCAAGAAGGGGAAGTATTCAATTAGAGGTGTAATATGTACATA
CATTTGACGCCATGTTGTTTTTTGCGACTGCCAGTTCCTCAGTGCTCTTGTCTATTTCTG
TGCCTTCTGTGACGGTCACCCATTCCAGTATGCTGTCTTAGTCAGTGACTCGTGTGACAC
AGGTTTGTCTTT
>BJ735357 ID   BJ735357   standard; mRNA; EST; 674 BP.
GGCACTTGGTTTATGCTCTTTAGTCTCTTTTATTTCGTTCATGTGATACCAATCAGTATT
TTCAAATTAAGTTTCTAATTTTTAATACCAGAATTGCATTAGGAGGACACGGTGACGGTT
ATTGCACCCAACCTTTGGTTAGCTAAGCTACGATCTATCTGCTGAGACGGGAAACTATTA
AAAATCATAAGCGATCGCTATTCACTGAAGCCATCTCATCATTCTGATTTTTATGGATAT
TTAAAATAGATCTAAATTTCTTATAATTCAATATCTTAACCAAAATAACGCCCTAAACTA
ATATAGCGTCTTTTTAAAATTATCTTTCACAGCCATGTCGTCAACATCCCAAAAACACAA
AGACTTTGTGGCTGAGCCCATGGGGGAGAAACCGGTGATGGCTCTAGCAGGAATCGGAGA
AGTTCTGGGCAAAAGACTGGAGGAAAAAGGCTTTGATAAGGTATTTTTCTCCCTTTTCAC
ACCTGAAGCGCTCTGTTGGCTAATGTACTCCCAGTACCGAGTACCAGCAGGATTCCTGTG
GCTGTTGCACAATCATCTGCAGGGTTTGGGGGCAGCACTTTTTTTGGGTCTAAGCCGAAC
TGACTGGAAGTCATTTTCCGTGTGCTCTCCTCCGCAGGCGTACGTCGTCCTCGGCCAGTT
TCTGGTGCTAAAGA
>BJ735359 ID   BJ735359   standard; mRNA; EST; 739 BP.
CATCAGCAGCCGATTCCTCCACAACCCGAAGACCTGGCAGTGATTTGTTTCACCAGCGGA
ACAACAGGAAACCCTAAAGGAGCCATGCTGAGTCATGGAAATATCATGTCGAACTGCTCG
GCCTTCGTCAAACTGACAGAGGTAAGCTGTCCCATTAATCACACAGACGTCCACATTTCC
TACCTGCCTCTGGCTCACATGTTTGAGCGAGTAGTCCAGGGATGCATGCTGCTGCACGGG
GGCCGAATCGGCTTTTTTCAGGGGGACATTCGGCGGCTGTCGGACGATCTGCACACCTTG
AAACCCACTTTTTTTCCGGCTGTTCCTCGACTCCTCAACAGAATTTATGATAAGGTCTTT
GGGCAGGCGGACACCTCTTTGAAGCGCTGGCTGCTGCAGTTCGCCTACAGTAGGAAGGAA
GCTGAGCTGAGGAAAGGTATCGTGAGGAAAGACAGCATCTGGGATTACCTCATCTTCAAG
AAGGTCCAGGCCAGCCTCGGGGGCCGCGTGCGTCTCATGCTGACTGGAGCTGCTCCCATC
TCCCCGGCTGTCCTCACCTTCCTCAGAGTTGCGATGGGCTGTCAGTTCTATGAAGGTTAT
GGACAGACAGAATGCACAGGTGGATGCACCATTACCGTGCCTGGAGACTGGAGCGAAGGT
CACGTCGGACCTCCTTTACCCTGTAACATCATTAAACTGATGGATGTGCCGGAGATGAAC
TACTATGCTGTACATGGAG
>BJ735363 ID   BJ735363   standard; mRNA; EST; 718 BP.
CAGCCACTGTCCCGGGCTCATATTCTTTTTCTATCTGCATTTTGTTTTGATATATCCTGC
CATGGATATAGACAGTGCCAGTTCAGTGGTGCTGCAGGCCTTAACCCAGGCTACCAGTCA
GGACACAGCTGTGCTGAAGCCCGCAGAGGAGCAGCTTCGGCAGTGGGAGACTCAGTCGGG
CTTCTACTCGGTCCTTCTGAATATCTTCAATAACCACATGTTGGATGTGAATGTCAGGTG
GCTGGCCGTGCTGTACTTCAAAAATGGCATTGACAGATACTGGAGGAGAGTAGCACCTAA
TGCATTATCGGAAGAGGAGAAGACGTCACTGCGAGCTGGTCTCATCACAAACTTCAATGA
GCCTGTCAATCAGATAGCCACCCAGATTGCTGTGCTGATAGCAAAGGTGGCTCGCCTGGA
CTGCCCGAGGCAATGGCCAGAGCTGATCCCTGTTCTGCTAGAATCTGTGAAGGGTCAAGA
TGGCCTGCAGCAGCACAGAGCCCTGCTTACTTTCTACCATGTCACCAAAACCTTGGCGTC
TAAACGCCTCGCACAGGACAAACGCCTTTTCCAAGATCTGGCGTCAGGCATCTACAGCTT
TGCATGCTCCCTATGGAGTCATCACACAGACTGCTTCCTCCAGCAAATCTATGCCAGAGA
TGAGCCCACAGCACTCAGCTCACTGGAGAGGACACTGCTCTCTCTTAANGTGCTTCGT
>BJ735367 ID   BJ735367   standard; mRNA; EST; 740 BP.
GCCTTTTCTCGTGTACCATCAATGGAGAAGAAAGGGACCAGACACACAGGGCAGTATACA
GGTTCATTCCCAGACATGCTGATGAGCTTGAGCTGGATGTGGACGATCCTTTGTATGTGG
AGGAAGAGGAGGATGACTACTGGTACAGAGGCTATAACATGCGGACAGGGGAGAGGGGGA
TCTTTCCTGCTTTCTATGCCCATGAGGTTATAGGCCAGTCTAAGGAGTTGCTGGGGACGA
AGAGGAATCCAGCATGGATTGAAACTTTCAATGTTCAATTTTTGGGGTCTGTCGAGGTTC
CTCATCACCAAGGCAATGGCATTCTCTGTGCTGCAATGCAAAAAATTGCAATGTCGAGAA
AGCAGACGGTCCACGTGCGACCCCCCTCTTTGTGTGAACTGGAGATCAGTTTACAAGGAG
TTAAATTAATCATGAGTCTGGAGGATGACTACGACACCCTTGAAGGGTATGACAGATGTA
GTCACTTCTTCCAGATGAAGAATATCTCGTTCTGCGGATGCCATCCAAGGAACAACTGCT
ACTTTGGTTTCATCACAAAACATCCAATGCTGAACAGATTTGCTTGCCATGTGTTTGTAT
CCCAGGAATCAATGCGACCTGTAGCTGAGAGTGTTGGTCGAGCCTTCCAGGAGTACTACC
AAGAACATCTGGAGTATGCCTGCCCCACAGAGGACATCTACCTGGAGTAAGACCAGTTGC



CATGACAACCTTTTTCCTCT
>BJ735378 ID   BJ735378   standard; mRNA; EST; 738 BP.
AAGTAATCTTTACTAAACATAAACCAATTGTATAAATAATTCTTCTGTTTATGATTTTTC
AATGAGTTATAGTGTTTTGTTTTGTTTTTACCCACAAAAGCTTCTTTTTTCCTGCCTTAC
CAGAAATGTGAAAGTAGATTCTAGTGTTTTTTTTAACTTTAAATATTATTAAAAGTAATG
TTTTTAACGTGGATTCTTTGTGTTAAGTTAAAGTTTCATGAACTTCAAACCCTTTTAGCG
TCAAAGATCAAATATTTGTGGAGAGGTGTTACTTTGACTGTGTTTGGGATGAATTGTATG
TTGTTTTTGGCAAAAGCATAACTCTGAACCGCAGCCTGAAGAACATTCAGAGGAAGAATG
AGAGGTGTTTTCAGTGTTGGGGAATGTATTTGACACACCCAAAGATCAACAGCTGACGTT
TTTATTGAATTATTTTGTACCATGTCACTTTAAACTCAGTCCAGGCACCCTGCACTTGAC
TCTTTGTAGCATTCAGCCCAAACATGGATCAGAAATGACGTTATGCATTTAAAAAACTTT
ATTTATGCTCATTTGGAAAATATAAACAGGGTGTTTTTCATCAGCAATCCAAATCTTTGG
TTTACCATAAATTCCTTTACCAAAACCAGCTTTCACTTTAATGTCACCAGCTTTTGGAGT
CCAGCACCATCTGGATTAAATTGTAGCGTTCCAAGATTGAATGCTGTTGTAACCTCTGTC
CCTGAACGCACCATCTCT
>BJ735380 ID   BJ735380   standard; mRNA; EST; 753 BP.
CTCCGGTCCCCCCCCCACAGTGAGAATCTAAAGGACTGCCCCCACCTCAAAATCTGCCTG
CAATCACCTGAGAGGAAGAAGTTCTCCATTGTGGAAGAGAAAGCATTTTACCTTTTCATT
TGTGATGGCAGAAGGAAAAACACCAAACTTCTGTTTGCTGTTCTGGCAAAAGGAAGTTCT
TTTCACGTAAATGTATTTGAAGGGTCATGCGAGCTCAGCTGGACGGCATCTTCAGTCGGA
GGTTTTAGCTCACCGCCTGGGTTCTGGTGCACATAGATAGTCTTACTAACATGCCAGCAT
TCAAGGAGAAGAAAAGACTCATCTTTGGTTGTCAGTGTTTTTTATTTTTATTACATCATG
ACAGTTTTACATGTCATATCTTACTTAATATGTCCCCTTCCTGTGTAAAGTAGGTACGTA
TTCAGAAACAAAGCACTTTTACTGTTTGCAGAGGTCTCACTGACAGACTTGAAGTGTCCA
GCAAAACAAACAGAAGCACTTATATCCTTCTTTTTGTCATTTTAAATACTTGTTTTTCTA
GAGAAGCTTTTGGATCCCTAATTGGAAGTCTTTTGCTTTAATCTTGTTTTTGTCATGTGG
ACAAACGGTTATTGTACAGGGTCAAGCCTGGGGATTACATGTCTAATACCAATGAAAAAG
TCTGGAATGATGGGAAAAAAAAAGGTTTTCATCAAAAAAAAGCAGGTTTGAGAGTAAAAT
TGGACTTGAGAACTTTAANNGGATTTGCTGTTA
>BJ735392 ID   BJ735392   standard; mRNA; EST; 745 BP.
GAAGAGGGAATTTTCCAGATGGAGCATCGAATTTTCACTTGCTTACCTTCACAAACTCAG
CAGTCAGCTGTGTGACTGCAGCTTCCGAGCAGAGCAGAGGAGCTCCTGGGAGCTGAGGGG
GGGCCTCAGAGTGCCTCCATAACATGCAGCCTTGCTACTCCAGGCTGTCTTTGCTGCTGC
CAACATGCTCCAGTTTGCACAGTCTGCTTGCAACCTGCTCTGCAGGTGTCTTGGCATCAC
TTTCGTTGTCTGGTTTACCATCCTGTTTGTCATCATAATTGTGCCAGCTGTGCTCGAAGT
CTCCCTGGGGATTCACCGGTTCTACATCAGGACACTATGCAGGGTTTTTGAGCAATACGT
TGGGATCCTGCTTCCAACATGAAAATGTAGGTTTAGGATTTGAATGCATCAACCTTCACT
TCAGGGATTTAATCTCTGGGGTTTGAACCCCAGGAGGACAGAATCCTCCAGCAGTGGGAT
CAGAGATTCTGATGATAGGAGTGGGCAACTTTACAAATGGAGTTGTCAGCAAAGCAAAAG
AATAGGCAATTCAGTAAACCACACACCAAAGGCATCTTAGCCAAAAGCAAACCACTGTCA
GTGCAGGAAAACATGCAGGAGCTGCGGAGTTCAGCTCACAGTCGGCGTTCAGAGCCACAG
TTCGACATGGGTGATGTCATTTACTTCTGCCGGAAAGGAGTGGAGAGCATTATGGATGAT
GAAGTGACCAAAAGCTTTTCAGCCC
>BJ735400 ID   BJ735400   standard; mRNA; EST; 236 BP.
TCCGGCAGGATGCAGACAGCGTGATCACGGTGGGACGTGGTGAGGTGGTGACGGTGCGCG
TTCCTACCCNCNAACAGGGGTCCTACTTGTTCTGGGAGTTTGCCACAGACTATTATGACA
TCGGCTTTGGGGTATTCTTTGAGTGGACGGACTCTGCCTCTGCTTCGGTCAGCGTTCACG
TGTCAGAGTCCAGCGATGANGACGAANATNAANATGGGGATCCTCCCACTGAANAG
>BJ735407 ID   BJ735407   standard; mRNA; EST; 597 BP.
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGANAGAGAGAGAGAGA
GAGAGAGAGANANANAGANANANNNNCNCTCTCTCTCTCTCTCTCNCTCTCTCTCNNNCC
TNNNCNCTCNCTCTCTCTCTCTCTNTNNCTCNCNCTCTCNCNNCTCNCCCCCCCCCCCCT
CTCTNTNTTTTNTGTGTGTGTGTGNGNCTTNCTGNGCGCNCNCNCNCACNNNTNNNCNCG
NGNTGTGTNTGTCTCTCTCNCNCTCNCGCGCCCCACACACNCANCGNGNNTNCTCTNTNT
NTNTNNNNNNNNTGNGANACNCTCTCNTTNTNTCTCTCTCTCTCTCTCTCNCTCNCTCTC
TCTCTCTCTCTCTCTNNNTNTCTCTCTCTCNNNNCTCNCNCNNNNNNTCTCTCTCTCTNT
NTNTCTCTCTCTCTCTCTCTCTCTCTCTNCTCTCNCTGNNCTCTCTCTCTCTCTCTCTCT
CTCTCTCTCTCTNTCTCTNTCTCTNTCTCGCTCTCTCTCTCTCTCTCTCTCTCTCTC
>BJ735408 ID   BJ735408   standard; mRNA; EST; 709 BP.
GTTTACACGAATCAGTACCTAAACCTTTGTCTCAACTGCCCTTACGGGTGGATCCGGGTG
AAAAATGGGCAAACCTTGACCTTGACCAGCACAGAAGATGCTGGTCAAGGTCGTAGGCCG
CCCGGAGAACTTGAAGATCAAAAATGGTCATCCACATGTTTTCTACAGGCACGCAGCAAG
CGACAGGTCGTAGTCAACACAATCCAACATGCAAGGTGTGTCGCACTGATTTTCCTTTTT



TTAAACCCCTCAAATCTACTGGACTGTGCAAGGAGCCCAGGTTTCATTTTGTGTTTTTAC
TGAATACTCTAACCAGGATCTGTTTTGGTACCATGAACTAGAGCAACGGCATCTCTTTCT
ACAGAAGTACTGCACCATTTTCGAGGCACACTTGTTTGGCTTGAATTGGAGTGCGGCTGT
AGAGGGGGACACTCCGAAACGGCGAAGGGAAGAGGCGGAGCCGATGTGCAGTGCTTGGCT
ACACTTGCCTCGCTGATGCTGACGTAGTTTCAATGGTTTCATTAATGCTTTTGGGCAAGT
TCTAATGTCCATTTTTTGGCAATTCTGGCGTACAACAAAATGAACTGAAACAATACAGGT
GCAAGCTGTTCTAGGGGTACTTGATTTGTGGAACCTGTACAACAGCATCACCGTCAAAGG
TGTGTAGAGCTTCCATGAGCCCTATGAATACTTTGTGATACACTTACCA
>BJ735410 ID   BJ735410   standard; mRNA; EST; 685 BP.
TTGATTTCATTGCTATTGTAGNATGTTTTGAATGAGATTAAGTAGAGGTATGGGAATTGC
TTTACAGACTTTGTTATAACAGATTACTAGAATCCTTAATCTTGTATTTGGTTACAAACT
CATAGTATGATAACAGCCTTCCATCAGNACGCATCANGTCATGGACAAAATACACACCAT
TATCATACCATTCAGACATAAACAAGGATTTGTTGTTCACAGTTATAAATCTGTTGTTCA
ACAAAACAGTGTTGTGAGGGGAGAAGTTATGGTTGAAAAGCATCTTCCCAAATTCTAAGG
CTTGNTTGTAAAAGTTTGATAGTTTTATTGGTATTTTTGAAATATTATAATCACACTTCA
GCAAAAACTCCAGTCCCCCGACCTTACCGAAGAGTTTGTTTGGGATATGATACCACATAG
AATGAGGCTGGGAAATACAGCCTTTTAACCATTTCATTCTAAAAGCCACAATCTGTGATT
CAACATCTAAAGCTTTTAAGCCGCCATTTTTATAATCTCTGACCAATTGTGATTTTCGTA
TATAGTGAGTCTTATTTTTCCAAATAAATTTNAAGAGAATAGAATTAGACAACTTGATGT
TCTTTGGGGATGTATATAATGAGTGACAGGGATACACAAGTCTTGAAAAACCTTCCGCTT
TGGATAATAGAATGCGGCCAAATAT
>BJ735416 ID   BJ735416   standard; mRNA; EST; 256 BP.
AACATCCCACAGAAAAAAAAAGATGAGCTGAGAAAGCCCACGGAGAAAAAAAATGATAAC
AATGTGTTCAAACCCGCAGAAGTGTCCAAAAAGAGACAGTTGTTTAAGGTCCTGTAACAC
AACATTTGCACTTATGGATGAAACTCGTATTGGGATGGTTTAGAGGACTAAGCCGCCGTG
TGACACATTAGCTCCTATGAAGCAAAAGTCAAGCATTTACTTTCACAAGGTTTTTTTTTT
TNGTTTTTTTTTAANC
>BJ735449 ID   BJ735449   standard; mRNA; EST; 732 BP.
AGCTGAGCTCCCTGCAGACTGAAAACACAAGTCTGCGTTGGCAAGGCCCCGGCAGACAGC
AGCAACCCCACGGACCCTTGGGTCGTCACTCGTGCCGTGGAGGTCGAGCCATGTCCATGT
ACGAGACTGGCTCGTCTCCAAGGCAGTACTCCCATAGACTGGAACCACCTAGGCCTGACG
ACGGAGTCATCCTACAACCCTTTCCTTCCAATGTAAGCACAGGAGCTCGGATGCTGCCAG
TTGTTGCTCTTTGACAGTGCCTGGCTTTGGGCTGGTGTCGGTTTTTCATTTATTTCATCA
TTGACTGCATCACAGTAGAGAATTCTCAACCTGGTTTGACCCCTTTCTAGATTGGTAGGG
GTCCTTTGGGGACAGCTGCCTCCTCCCTCCCTACCTTCCCCTCTCCCCTGTCGTGGCCGA
GGGATGAGAGATCTCGACGGGTTAAGTACCGAAAGTCCCCCTCGCCTCAGAGGCAGCTCC
AGGGGACGGTGGAACTGTTCCCCTGCAGTCTTCTCTCTGCTGACCTGCGTCTTTGAATCG
CTTTTTTAGCAGCATGCATGCACAGCAGTGCCTCTGCTACAGTTCAGTCATCTGAGTAAC
CCCAGTAAACACCAGAGCTGCTGAAACGCTGCACCACAGCTGTTTGACAGATCACACTAC
ATCCGTGTCCGGTTCCCATGGAAGATAGAATGGCTTTTCACAGTTTGCTCGGTAGTAAAA
GACACTGACAAA
>BJ735467 ID   BJ735467   standard; mRNA; EST; 123 BP.
CTGAGTTTAGCAAACTCCACCTGAGCAATAAGTCCATCTTTACAGCAAAAGCACTCCAGA
AACACACCGCATGCAGGTTGCATATCTTTGTGTTGGTCACCCTGTGCTGCCCATTGTGTC
TTT
>BJ735527 ID   BJ735527   standard; mRNA; EST; 734 BP.
GTGACCTCCAGGTGCCCCGCAGTGGTTTGGCCGCATGTGTGATCAGCGGCCTTTTCTACG
CCGTCGGCGGTAGAAACAACGCGCCCGACGGCAACATGGATTCCAACGCTTTGGACTGCT
ACAACCCCATGAACAATTGCTGGTGTCCGTGCGCGCCCATGAGCGTCCCCAGGAACCGGA
TCGGGGTGGGCGTCATCGACGGCATGATTTATGCGGTCGGCGGTTCCCACGGCTGCATTC
ATCACAACAGTGTGGAGCGGTACGACCCAGAGAGGGACCAGTGGCAGCTGGTGGCCCCCA
TGTTAACGCGACGGATCGGCGTGGGCGTCACCGTCATGAACAGGCTCCTTTACGCCGTGG
GGGGGTTCGATGGAGCAAACCGGCTGAGCTCCTGTGAGTGCTACAACCCTGACAGGGATG
AGTGGAGAACCATGGCCTCCATGAACACTGTGCGGTCCGGAGCCGGCGTGTGCGCTCTGG
ACACCCACATCTACGTGTTGGGAGGGTATGACGGAACCAACCAGCTGAACACGGTGGAGC
GCTACGACGTGGAGACGGACGCCTGGAGCTTTGTCGCCTCCATGAGGCACAGGCGCAGTG
CTTTGGGGGTCACTGCGTTATGTGGACGCATCTTCGTCTTAGGAGGTTATGACGGCAGCA
CTTTCCTGGACAGCGTGGAGTGCTATGACCCAAAAGANGACACCTGGATGGAGGTCACTC
ACATGACATCAGGG
>BJ735530 ID   BJ735530   standard; mRNA; EST; 761 BP.
TGATGTACCTCTTCTTAAACCTCAAACAAGGAAATCTCCTCAATTTTCCTTGAGCTGAAA
AGAGTAGAGAAACAACTTCAAGTGATCGATGTGATGGTAGATCCAGACGGAACTTTGGAC
GCTCTGGCAAGCCTCGGCCTGACCACCCCGACTACTCCAACTAGACCGACATCCGCTAAA
ACGTCCCCCACCAGCCCGGGATCGGCCCCTCCAGCCAAAGAGTCACTGCCGGAAATCCCC



TCTGGAGCTCGGGGTTCAGCAGCCTCCTCCAAGAGCCAGACTTCTTCTACCAGCATAGAA
ATGAACGCACAAGGCGTCTGTGTGGGTTTGGGCTTAGCAGGAGTTGGAGGACTACCCTTT
AGCCGCATGCGACCAAGCGGGGAGGAGGCTATCGCACAGAAATGAGCAGCACCTTTTCAA
GAACATAAGCAACTATTAACAGGTCTGAAAAAAGTGAAGGTGCTCAGTTATCAAATGCTT
AAAAAACATAATTTTTTTAAATAAACACAGCGGCCATTCTGACAGTTTTATTATACAAGC
ATAGTTACTTCTTGTCACTCTCCAATACATGACTGTTTATTGTGCATATCAGCAACAGAG
GCTGACCCATAGGTTCTAACAGACTAACTATAACATTTGACTTTTTTATGCCTGCTATAA
AACCTGTCATCCTGGTTGACTGAAGCCTTTCAGTACTGTCCTTTCCTTCTTTTTGCCTTC
TTCATGTGTCTGGACCCTTCCTGCACTAAGGACATGCCTTA
>BJ735533 ID   BJ735533   standard; mRNA; EST; 724 BP.
GCGACCTCTCCTGAACAGGAGTAGTGTGGGACTCTACTACCCCTCTGTGGACGAGATGCA
GGACTGCAGGAGGGGGGCTGCAGTTCTGTTCAAGGAGTGCAGCTGCTTCATTTACAGCCT
TAAAGGGCCTATATCATGCTTTTTTTAACCTTTTAAAGTAAACTATATTCATACATATGA
TAAAATATTGGGGCGCATTGGTTAGCGCTCTTGTCTAATAGCAAGCGCTCAAGTCCTGGC
TGGGGTACCTGAAACAGTCCTGTGTGGAGTTTGCATGTTCTCCCCGTGCATGCGTAGGTT
TTCTTCGGCGACTCTGGCTTCCTCCACCGTCCAAAAAAATGCTTCATAGGTTAATTGATG
ACTCTAAATTGTCCACGGTGCGACTGCAAGTGTGAATGGGTGTGTGCTTGTGGCCCTGCA
ACAGACTGGCGACCTGTCCAGGATGTCCCCTGCCTTTGCCCACAATTCGCCAGGTTAGGC
TCCAGCAGCCCCCGAGACCCCCAAAAGGGACAAAACGGTTAAAATGGATGATAATATTTT
ATCTTTGGCACACTAAAGAATTTTTTCCTTTTTTTTAATGAAAGTGATTTTCGCTGTTCA
TTTTCCCACAAGGAAGTAAGACGACCCGCTCCTTGTGCCCGCCCATTACATGATGTCAAC
CTAGAGCCAGCCTCGGCAACATGTCTTCGCCTCGTCCATGAAGACAACATCCAAATTTTT
CCAA
>BJ735538 ID   BJ735538   standard; mRNA; EST; 715 BP.
GACGTTACCACGGCAACAGCATCCACTGTTCCGTCACCACGGCAACGCCATCAGCCATTC
AGTTATCAAAGTAGCAGAATCAGCAGCACCGTTACCACGGCAACCAGATAACATGGTCCA
AATCAAGCCCTTGTCACACAGAGGTCCTGCTCTGTGTGACGGTACTTTCTTCTCCTGGGG
GGCTGTAACTCTTTCCTGTAGGGGGCGCCTCACTGGAAATGAAAATTCTGCATTGGTTCT
CTTCAGTGTTGGGGGGTTCTGCTTTGGTTCCACAGGCCTCAGGTGGAGCTCCGGTACCCG
ATCAGCAGTGAGAAGCTGCGGCGTCTGGGCTGGGGGGCGCAGGTGTCCTGGGCTGAGGGC
ATCAGGCGGACAGGTGAGGCCATCAGCCAATCAGGAACCTTCCCCAGGAGACGCTGAACC
GTCTTTGTCTCACAGTCCAGTGGTACCAGGACAACCCGGACTTCTGGGCAGACCAGCCGA
CGCAGGCCCCCCCCTCCTGAGGGCGCGGGTCCTCCTGCAGACTGACGTGGAGAACCGGTT
CCTGTTGGACCAGAGGATGAAACCGAACCGCCGCCGTTCGTCAGAAACCTTTTCAACATT
TGAAATCCAGCTTCACTTCTGTGAAGTCAGCTGCCCCCCCCTCCAGAGTTTACATCATGA
ACATTTTATTTCTGAAGTTTTANGCCGTCAATAAAAGTCTGACTCCTCCAAAAAA
>BJ735540 ID   BJ735540   standard; mRNA; EST; 301 BP.
AGACAAGTATCTGTTNACNCTCCTAGTACAATGTAATGATGTACACCTACTGCCAGATGC
CATTCTCATCCACTTCTTTTTGCAAACCAGCTTAGNNATATTTNAAATAAATATGTTTTC
TCTTTAATACTGCATGAAAANCATGAATTTCTATACNGCACGGGGGCAGNAAATTGTGAA
TCNAAGATTATATTCTGATCTCTCCTTNNNNGGCANTGAGAGGGTAAAGCTGTTGTCCGN
CACGNCTGNCCTCTGCAGTCTGANACAGGGTTGATGTTACTTCATTAGGANAATGTCANG
G
>BJ735542 ID   BJ735542   standard; mRNA; EST; 726 BP.
ATAAAATGGCTCTGATCCAGATGGGCTCTGTGGAGGAGGCCATTGAGTGTCTCATCCAGC
TCCACAACCACGACCTGGGAGAGAACCACCACCTGCGGGTTTCCTTCTCAAAGTCCTCTA
TCTGAGCCTTCGACTCGCCGGTCAGATCCTGGTCAGGGAGCGGACCGGATGGCACCCACT
ACACTCCGATCATTCCAACAAGCGTCTACAGAAACTACCATGAAGTCTGATGTAACCTTA
AATTATTGTTTTTAAATTAATTGATTCATTTTCAGAGGTCAGGTATTCTTGAGAAAATTC
CCAGGTTTTCCTCTGAAGTCCGGATCTGGAGGAATCCGGGTTTTTAGGATTTTTCAAAAT
GTAGCCACAAGATTGTTAGAATACACTCTCAAATCAGTCTCAGCCTTGCTATAAACATTT
TTTTAATCTCTTTCTTGCCGTCGGACCTTAAAAAACCAGACTCCTGGGGTCTGTTGTCCT
CAGCTCTCACTTAAATCTTAAAATTCGAATTTCACACATTTCAAACATTTAAACTCAGAT
TACGGTTCTCCTGCTCCTGATCCTCCTGCTGTAGCTTTCACCTGTTCATGATGCCGTGGC
TTTATCAAAGGACCCCTGTGCCTTAATTCTGAAGTCGCAGTGACTTCCTCTTTAACTGAA
AAGCCTCTGTGAATTGGCAGGTTTACAGTTGGTAAAGGTTTACTGTAGAGATGTATTACA
GATATA
>BJ735555 ID   BJ735555   standard; mRNA; EST; 719 BP.
CCTGGCTATCGTGGGTCGCTCCCGTGAATGAGCTCCCACCGTCAAGACTTCATGAGCCAG
ACTAAGACCTCCTGTCTCCGTGTCGCGTTCTGTCCCTCCGCTCAGTTTCACGTCTCCCCA
CATTCCCTCTCATGCTTCACAGTCGTACATGGAAACAAGTGCAGCATGTCGTTAAATATA
GCTGCAGGGGGGGGACACCATTTCTCTACTCTGTTGCAAACGTTGCCATCCGATGACAGA
CTGTGATCATCTGTGTTCAGGTTTTTCCCTCTGCCAGTCCCTCCAGGATTTTGTTGGCTT
TTTTATTTTCTTTTGGTTGTTGTTGCTAACATCAGCTTTCCATAACACAACAGCAGCTAT



AGACTTTCAAATATACTGCTAACTTTATTTAGTATTCTATGCAAACTTTCCATTTAAAAA
CTTTGCAAAGGATTTGTTTATTACTGTTTTTTAGACATACTGTCAACATTTAACAGTTGC
ACACCTTTGAAACGCAGGAGCTGTACGGCTCTTTAAAAGAGTTTTGTCTTTTATTTATTT
AAAAATGCATTTCTCAAAATCACATAATCATACACTCATTATTTTGTCACACATGAATGC
ACTCATAATAAACCTTTTGGGATTCATTTTTGCTGCTTGAATGAACTACAGGAAACTTAA
ATAAGATAAAACTCCAGTTTGCAATAGTCTTATCACAAATGCTTTTCTCTTCTTTAAAA
>BJ735557 ID   BJ735557   standard; mRNA; EST; 499 BP.
TTTCTCATTTGTTAAAGCAGCAACAAGCCAGGGTACACTTGGCTTATAACCAAAACATGT
CAAGCTTTATTGGACGCATTTCCTTGATGTGTATAGAGTACCAAGAGACAATATTACTGT
TACAATGGACAATGTGCATATCCTTTTAGTTTTGCCCTACAAAGACAATATGGTTTTGCC
ACTGAGGGAATTTAGGATGGTGAAGTAAATGTGTATGATGCCCCTGTGTTTGCCAGTTTG
TATTACAACAAGCTGTATCTATTTCCCAGTCCTTTTTTTTCTTGTAGTATATACTAATCT
GTGCCAACTCTTATCTTCTCACTTTTACCTCTGCTCACACCCTTTTCTGAAGAGGTAATA
ACTCTAGTTTTGATAGACTCTCTCGGATTATGTGAATATAACATTTTTCATTTGTGAATT
GCTGTACTGTTACGGTACCTGCTTGTGTCTGGACTATAGTGCACTTACTTTTGTTTTTAT
TTGACTTTTTTTTTTTTTG
>BJ735558 ID   BJ735558   standard; mRNA; EST; 740 BP.
CGTGAAACCGAGTAGGTGGAAATTGGAATTTTACGAAGATTTTTTTGCACACAATGTCTT
CAGATGAAGAGGATCCAGCCAGTCCTGTTTTACCCAAAGACTCAGACCGGGGCAGCTCTG
TGTCTTCTGAGCTTCAGGATGAATATGAGGAGCTTCTCCGCTACGCTGTTGTCACTCCGA
AGGCTGAAGCTCTTGCCGGCACTCGGCGGAGGAGCCCAATTTTCCAGAGCAGAGAAGAGA
CAAATTCACAGCACCTTCCAGGTACTTTCAGGAGATTCTGCAACAGAAGCTAAAGATGGG
AGGCATTCCAGCAGGAGCGTGAGGTCATCACATGCATCCCCCCTGATAGTTGAACCTTCC
ACGCGCTCAAGAGCCTCGGAATTAAGAAATGAAAGAAGGCCAGGTCAATCTCCTGACAGA
GCATCGGGGGTCTCAGACACTCGCTCGGACCACTTCCAGGTCCCGTCTGAGGGTTCCAGG
TCAAGTAGCCCAGACCTCCACGAGTCTGCAATGAGGGAGATCTTTATCACACCAGAGAAC
ATGAGCAAGATGGAGAACATTCTGGACACCTGGAGCAACAATTTAAAGACAAATGTATTG
ACTGAGCTACAGAAGTGGAAGTTTGCTTTCATGGAGCAACACCGGTTGGAGATGATGAAG
GAGAGGGAAAGACATGCAGCCCAAACAACTGGCCTGAAATCAGAGCTGGACAGCCTGAAG
GAACTGCTACACACCTACGA
>BJ735573 ID   BJ735573   standard; mRNA; EST; 343 BP.
TGGATCGTTCCCCGGGCGCGCTGACACCTCACCAGAGAGCAGACGACAGATGACGGGACG
CNCCGAGAGGACGTAAGGCACGGAGCTTCAGTGCAGAGCGCACGGCGATGGCTGAAGGAT
GCTTCCNGGCGGCACGCTGTTTGTGGAGTGCGGNTAGTGCGTGCCACGCTGCTCCGGACG
CGGTTCTCCAAAAACATAAAACGCACGCTCGGATTCTCCGACNCCGGGTAGGACGGAGCG
CCGAGTTTGTGGACTTCTGCGCACTCTGGACTTTTGGTTGTAAGCCTACCGGACATTTTT
ATTTTTATATTTTATTTTTTATTGACTTTTTCAAGGACATACG
>BJ735578 ID   BJ735578   standard; mRNA; EST; 728 BP.
GTTCTGTTCAATCAATCACAAGTCTTTTAAATGAGGGGAGACAGACGATTGACCTTTAGA
GACCCGGACGTTTTTATTCTTAGGAGACAATTTTCCCCAAGAAGAAAACTTGATGGAATA
ATGAAAGATTACATTGGGAGGAACACACTATTACAGTTAAACAACTGGGTGTGCCTCCAT
GAGTGGTGTGTGTGTGCACAATTTCAGGTTGTGAAATAATGAGCTTCATTAAGGGATCAT
CTTAGTTTAGAGATAATTATCACAGAATGAAGTGCTGAATCTGCTCGTTCCTGTCTGTGC
AAAACCTCTCAGGAATTTGAGCAAATTTTCGCTAATGCTTTCACACCAGCCAACAACATT
AACACACAGCAACAGCAAAGGTGCAGGTAGATTAAAGCATCAGACTGTTTAGCTTGTAAT
CTATTTGATCTTTTAAAAGGTACATTTGTTGGTGCAAGAGCCCCCTTGTGTGGCTCGGAG
TTCCAAGCTACTAGAAAACAAAACAGTTAAATTAAATATTTACTGTAAATATATTTAGGA
TCTTACTCGACTTTTTCTTGCGGATGACTCATGGATCAAGCACCTATGCTGCGTTCAGTG
GTTGTCCAACTCAAGCTTTTTGTTGAAATGGCTTTACAATGCTGTACAGCTGTCTTCAAT
AAATTAAACAAGAGCTTTGGTATTTCCTCCTGACAGCCCATCGAGTCTGCTTAGCTGACC
ATCGGAGG
>BJ735594 ID   BJ735594   standard; mRNA; EST; 294 BP.
AGAGTTGAGAGCAATAGCTGCTTTAATTTTTATTTTAAAGTTTTTATTTTAATGTCAGTT
TTCGCTTTCCAACCAAACAGGTTTTTTTTCCTGTTATGCTGGCTCATAAATGTCGAATTT
CGTGCGGGACATTTTTACGTAAACGTGCGGATTTAGAAGATTANCCCACTANCTTGCCTT
GANCTAGCATTTGTCAGTGTTAGTANCACTTTAGTGGTAAATGGTGGCATCTGGCGTTTC
GGTTTGGTTTCGTGATTCTTACCTGTGGNATTTGAACCACTGAAAATGAAATCA
>BJ735595 ID   BJ735595   standard; mRNA; EST; 404 BP.
CGATCGCTGAGTATGACGCGCAGAACCAGATACAGAGGGCAAAGGGCAACTTTTAAGTCT
ACATTCAGGTGATGCAGAAAAAAAAAACNCATTTTAAAAATTAAGTTTCTTTAANGAATA
AATAAAGGTTCTTAAGCCTAACTGAAGAAGCAATAATGTAAATTGTTTGATGCTGACTCC
ATGAAAAGAACATTTGTTCCNCAAGTGAGACATAAAAGCAAACAAGGGAGGAAACGCATC
TGGAACAATCGGTAGAAGTAATTACTCCGATTATTCACTGTAAAATAATCTGGAGATTAG
GATTACAGAANGTACAGAATCTGCAGATTCTTAAAAAAAAAAACNTCNCAAACTTTTCAN



ACCCAGAANACAAAACNGCTTTGTNTNTCAAAACAAAANCTAGC
>BJ735596 ID   BJ735596   standard; mRNA; EST; 796 BP.
TGTTGTATGTGAAGTTACTCAATCTTTACATGTTTATTTTTTTGCATCGATTGCTGTGGT
TTAGCCCTGATCACAGTCCATTCACAGGAGGTGAGGACACGGGTTTAATCATTACTTTAA
CGGACTCCAGGTGCAATCTCAGACTCTGTCCTCTGTGCGTGGTCATCAGGAGGAGGAGGA
GGAGGTTGCCCATGACGAGGAGCTCCAGGAGGAGCAGCAGGTGATCGAGACATGGACGCA
GAATGTGAAAGCCTGCACTTGTGACTGTGAATCCGCGGATGCAACCACTCGCATCCCGAC
TGCCGCCTCACCGCTCCTGATAACGCCCTCCCCGCCTCAAGGTCACCCGTGGAGCTGCAT
GCCAGGTGAGGACTCCATCTGCTGTGTCCGCTCAAATGGTGAAAGCTGCACTTGTTCTGG
AGGTTATAAACTGCCCAACAGCTGGGGTGGACTTCAGTTTGAACAAAGCAGGAATAGAAA
ACGGGCAAATGGATTTTTGTCATCCAATTTGGATCGGGATCCGGTGGGTCTCGCAGCTGA
TGATCGTATGTTCAAAATATGCGGGGAGGAGCAGCACAACCTACCCTTAACCTGGCAGTG
CATGTCAGCTTGGGGTTTGGAAATGAGCTTCTGTGCTGAAGAAGCCTGGAAGTGTTTGGG
TAAATCTCATTACCTGTGCAGGGAGGTGACAAGAAGATTAGCAATCTGAAAATAGGGTGT
GCCCTTCCCTGTCTGGCATGATAGCACACATCAGTTAATACTCAGATCATGCTCCCTCAT
CTAATCACGTCAGTCG
>BJ735604 ID   BJ735604   standard; mRNA; EST; 754 BP.
CTCCAGGGTGCCGCTCTATGCGACTCCTCGCCCCAGAGATTCCTACGCCAACAGTGTACC
GCCTCCCCCTCCGCCGCCGCCGTCCCGGTACGCAAGCTATTAGACGGCACGCTGGTGACA
CCAGGTGAGAACGGCAAAACCTCANTCATAACACGCATTTATATCAAAGTCTGATCTCTG
CTTCCATCTGTCTTGACCGTCAACCAAAGCTCCCCATAGCAGTGGAGCTGCTGCCAAACC
CCAATCAAGTCCAGTAAACGTTCCTGCTAGTGTCCTGAAATGCTGCTGCTTTAGCTAACA
AACGTCCACAAACCCTGTGAGAAAACCTCCTTGACATGTGATGTCTCTCTTCCCAGGTTT
AGAAAATGACCACATCGTCGTCTGCTGATGCACGTGGCATCGTACACCCCCATGTCTATG
GCGGATCGCGTTGCGTTCGCAGGAAACTTACCGGGAGAAATTGCAGGCGGCCGCGTTTCT
TAAAACGCACGATTCCATGTGATCGATTTTCTTTTTTTCTCTCTGTTCTTCTGTTTTATT
CTGGGTGTTTTTCCGGAGCGAATGTTGTTGGTTTTTGTTATTTTCTGCCCCCGTGTGAGG
CATCAACTTCATAACTTTGAGCCACTGGTTTTTCACAATAAGAGAATGTATTCAAACTTC
CAGAAAAAGCCTTTGTCATCCGTAAAGGTTTTCCTCCACCTCAGTTAACATCCAGCTCGC
CTGTGTGTGCTGTTATTTTCTAAAGTTCTGGTTT
>BJ735606 ID   BJ735606   standard; mRNA; EST; 742 BP.
CAACTATCTGTGCATTTGAAAGAATAGCAATTAAATTTCACTTTATATTAGTCACAGTTG
TCTTGTTGAAGTGAGATACAACATCTTACAAACTGATGTATCAGGATTGACATAAACTAG
AATTTTGGGCCAAATTTGATTGATTTCATAAAACGCTTAACCGTTTGTGTGAAATGAATT
AAACTTAGTAATCCTCCCATTACACTGGATCAAAAATGTTGGTATTAGATCTGCTCTCCA
TTTGAGTCTGGAATCAGTCGTTCACATGTGCTCTCAGAACGATGCAGTGCTCTTCCTCAT
AGTCCAAAGAGAAACATCTGTGGACTCATCACCCCTGCATGAACTCAGTAGCTCACCAAA
TAAAAGTACTGGTAGTTAGAAAATGAGGGCAAAAAGAGAACAATGCAGCAAAACAGACAT
GAAATACTTAGAGACTTAAGCTTTCGACACCTTAGATGTTGCAAGCGACAGCTAAAAAAC
ACACACTCTTTGACATCCCATAACTCTACCACAGTTTACACCTTGAATCAGCTAATTCTA
AAGCTGAGAAGAGTGGCTTTTTATATCGGCTTAGCACTGATATCACTAAAGTAGAGGGTT
GTATGAGCACAAGGCTGGTTTTCACAGCTTCAAAATTTGCTGGAATTAAGTTAATTCTGT
TGAAGAGTTCTGGTAATCAAAAGAATACCAACACTTGAGCTAAAGCTCTGGTGTCAACGG
GTTAAGGAGTCATGTTCTAGGA
>BJ735616 ID   BJ735616   standard; mRNA; EST; 244 BP.
CGGCACGAGGGTACTTCCTGTGTCCTCTCCTTTGTTAGTTCATTTATCTGCAGGACTTTT
TGGAATGATATTGTTGGGGTCCATCAAAGGGGGTGGATGCTGGGGAGAACCCCCCCACCC
CAACTCTGCGGCTCCTGCAGACAAACACTATTCGGATGCTGAACTATGTTATGTTGTGTG
AATTCTATGCAGTTGTGTTAAATCCTTTTTCTTGCCCCCCCCCCCCCCCCCCCCCCTTTT
TTNT
>BJ735625 ID   BJ735625   standard; mRNA; EST; 733 BP.
TTGAGTTTTTGAAGATATTTTGACAAATGGCTCCCAGTTTACCTAACTGTCGCAATCTGA
AAGTTCCTCGGGACATCTCCTTCTCTGGATCTGGATTCCTGGCCACCTACCAGCTAGGAG
TAGCCCTATGTTTCTTCAAGTACGCTCCCTGGATTCTGCGCTCGGCAGTCTGCATCCTTG
GTGCTTCTGCTGGATCTTTGATCGCTACAGCTGTGGTCTGTGAAATGAACATGTTCGCCA
TTCGTGATGAAATCCTTCAATTTGCCAAGCATGTGACATCGTTTATTCTCGGACCATTTG
ACCCTTCAATTAAAGTTGCCAACTGGTTAGAACGACTTTTGGACAAATATCTTCCTCCTG
ATGCGCACCGCTGGGCCAGAGGTCGCCTTGGTATTGCAGTGACCCGTGTGACTGATGGGA
AACAGTTGATACTATCCGATTTCAATTCCAAAGAAGATATAGTGCAGGCTTTGCTTTGCA
GCTGCTTTGTGCCTGGACTTAGTGGCTATCTGCCCCCAACTTTCAGAGGAGAACATTACA
TAGACGGTGGTTTGAGTAACATACAGCCCATGTTGCCCGACTCATCTGATGTCACATTGA
CTGTTTCGCCATTTTCTGGAGACGCTGACATCTGTCCCGCCGACCCACCCTGCAGCCTAG
AAATGGTTGTAGGCACTGCAGTGTTAAAGTTCAGCAAGATGAACAACTTCCGAATCCTTA
ATGGCCTTTACCC



>BJ735630 ID   BJ735630   standard; mRNA; EST; 759 BP.
ATTTTCTGACCGTTTGGTGACAACATGGCAACCAAGATGGAGCTGGCGCCTCTCCGACAA
TGGGATGACTTCTTCCCTGGAGTGGACCGATTTGCGAAACCAGACTTTAGCGATCTAGCG
AAGTGGAACAACAGAATGATCAGTAACTTAATGTATTACCAAACTAACTACTTCGCCGCG
GCCCTGGTGGTTTTCTTGATTGTTGGGTTCCTAAATCCCTTTGGCCTGTTTCTAGGAGGA
ACTGTGGTGACTCTGGTCTTTGCAGGGTCTGTTTGGGCTGGAGAGAACAAGGCCTTCATC
AAAAGCTTCAAAAGGAAGAACCCAACTCTATTTGTCATCTGTGTCATGGTCACAAGTTAT
TTTCTGCTGTCTCTGTGTGGAGGTGTCATGATCTTCATCTTTGGGATCACTTTCCCGTTG
CTCTTAATCATGATCCATGCCTCTCTGAGGCTGCGCAACATAAAGAACAAGCTGGAGAAC
AAGATTGAAGGAGTTGGCTTGAAGAAGACCCCCATGGGCATCATCATGGATCTCCTGGAT
CAGCAGGAGGAAAAAATGAACAAGATTCAGGACTTTATCGAAAGTAAACTCAAGGAATAA
TGCTTTAGCCTTGAGAATGTTGAGTATTTACCATCATCCAGAATGGATTAAGAGTCTGAT
CCCGCAAATCACCATTTAGATAGAAAACGTTATTGAAAATCTACTTTTCCACTTTTTATA
ATCATATCAGTTTGGTTTATAAACTCATGCCACTTTGCC
>BJ735635 ID   BJ735635   standard; mRNA; EST; 766 BP.
GCCCGCATTTTCAGGTGGCTGAGCGAGCGCTCTACTACTGGAACAACGAATACATCATGA
GCTTAATCAGCGACAATGCCGCCAAGATCCTGCCCATCATGTTCCCAGCACTTTATCGCA
ACTCCAAGAGCCACTGGAACAAGACCATCCACGGTTTGATCTACAACGCTCTGAAGCTCT
TCATGGAGATGAACCAGAAGCTGTTTGATGATTGTACGCAGCAGTTCAGGGCAGAGAAAA
GCAAAGAAAAGGCCAAATGGAAGGAGCGAGAAGAAGCCTGGATCAAGATTGAGAACCTCG
CAAAGTCCAACCCACAGTTCCTGGTTTACGTCGAGCCGGTGGGTCCAGGCAGCCCCATGG
AGGTGGAGGCGGACGGGCTGGTGCTGGACGACGTGGGCCTGCTAAAGAAGACGGCGCAGG
AGGAGGCCACACAGATCCAAAGAGATCAGCGGCGAGAGCGCCCACTGGTGAGGAAGAAGT
CGGAGCTCCCCAAAGACATCTCCACTGTCACGGCCTTGGAGATGCACCGCAGAGCTGAGG
AGATGGTGACCCCGCACGACGGCCACTGAAGGAACGTCTCTGCTCCACCGCCAACTTCCC
CAGATGGGCCGCAGAGGGCCAGCACGGAGCTGTCCTGCCGCTCGCTGACATCTGTCGCCC
CCTGCTGGTCACAGAGACGTCTGCAGGGCTGGAAGCTCCTGGGCCTCTTCCTCAGCTAAG
ATCTCAATGTTCACTCTCCTGAAGGGGGGCTGTGCTGCTCCCTTCT
>BJ735637 ID   BJ735637   standard; mRNA; EST; 669 BP.
AAACGATGACAGCTACATCGTGCGTGTGAAAGCGGTGGTGATGACGCGGGACGACTCGAG
CGGCGGCTGGCTGGCTCAGGATGGAGGGGCCCTGACCAGGGTGGGGGTGTGCCGCCTCCT
GCCGTCAGAGCTGGCACCCGTTTCGGCTTCCAATGGCTCCCAGTTTCTAATCCGTGGTGA
GCGGCTACGGGACAAACAGGTAATCCTGGACTGTCCACTGCGGAAGGACCTGGTTTACAC
CATAGCCATGCCCACATTTCATCACTGGAAGGTGGAGGACAGAAGGTGTGGCCTATCCTT
CCAGAGTCCAGCAGACGCCAGAGCTTTTGACAGGGGCGTACGGAAAGCCATTGAGGACTT
GGCTGAAGGCTCAACCACCTCGTCCACAGCGCTCCAGAACGAGGGCGAGCTGGGGGACGA
TGACGTCTTTACTAACACCACAGACAGCTCGTCCAACTCCTCCCAGAGACTGGACAGCTC
TCTACAGCCACTCGAGTCCTCGCCCCTTCCGCAGAGACACAAGTGTGTGCCGAGACATCG
CCATGACCCGCATGACCCCCATCCACTCATAGACCACTTCTACTTGGACCAGCATTTGTC
CCGTATTCCCCGCCGCGTGAAGTTTGAAGATGAGGAAATTGTCCGCATCAACCCCCGGGA
ACGCAGCTG
>BJ735640 ID   BJ735640   standard; mRNA; EST; 488 BP.
CCCCTCTCCACACCTCCTTCCTCTGATTTTTCTGTCTTTCGTTGGTGGTTTTTAATCGTC
ATCTTTGGTTTTCAAGACTGCTGAAACATTGTGGACACTAGTATTTATTTATTTATTTAT
TTTCATGTTCGGGGGACCATTCTTGAATCGCAGATCTTTTTTTTTCTTACTATTTATGTA
AAGAGAGGAAAATTCTAAAAATGTCTAAATGGAAAATTGTTTATTAAATACCCTATATAC
ATAATAATATATAAATGATCTGTGTATAGTTAGATTCAATGCACCGTTGGTAATTGTTCT
CAAAATTCCTCTGGATATAGTGATAAATATTGGAGGATGTTCACATGAAGAAGACCGTAT
GTGAGCGTGAGTGCTTTGACTGTAACGTCTGCAAGTGGATTCATGTTTAAGATGACATTC
CCAAATACTAGTATTGTTTATCTGTAGTGCTGCTGTCTTGTTTTTTTTTTTTTTGGGTTT
GGTTTTTC
>BJ735647 ID   BJ735647   standard; mRNA; EST; 707 BP.
ACGAGTTCAGCTATTTACGAAAGATAAGAGATATTAGTCTGTCACTGTCATTCCAGATGT
GATTATCTGCCGGACAATGTCGCATTGATTCCCGTTCATGTGAATGTACAAATGAGCGCA
TGACCTCTGACCCTCTCTCATGGCTCCTCCCCTTCCTCTGGAGATCACTTTCTCAATCCC
TGGATGGCATCATGAGGAGCCGCAGCCAAAGTTTACAGCTTTACGTGTAGATGCTCACTT
GCCAGGAGGACTGATGTGGAAAATTTCTGGACTTTTAAGGAAAGTTTGACTCGGATGAAG
GGTTTTTGTTGTTGTTCACTTTTCTCGGGGTTTTAAACTGTCAAATGCCTTTTTTGCAGA
TGGAAGCGATGCTTGAAAAGTCCACTTTAGCTCAGTCACCAGATGCTGTGACTGTGACAC
CTTCGCTCCATCTGGTGTTTCAAACTTCTCTTTTCTTTTTCTTTCCTTTTTTGGTTTGCA
TTCCACTTAGTTTACATGTGACGGACACGAACGTAGCACTTAAATCTAACGCTTGCACAG
ATTTCCGTGGTCTTGTTCTGCATCCCGCCGGCTCAGAGCAAACGGTCAACTGAAGGTCCG
ACATCCAGCAAAACTCACAACGCCTCCGGGTTTTTAAAAATCCATTTTGTCATCTTTTTA
TCTAAATATTTTGATAGTTAGTTATGACTTGTCGTGTCACTAGAGAA



>BJ735658 ID   BJ735658   standard; mRNA; EST; 698 BP.
AAGGCGCTGAGGAGACGGATGACGTTCCTCTGCAGAACTCGAGCAACGGGACCAGCATTA
TCATCAACGGCGTTGCCAAGGAAACTGCCTCTCACAACGCCCTTGACCTGAAAAGGGAAG
TGCCGGTGATCGAGCTCTCCAGGAGGGAGGCTATAAAAGTGCTAGAGCCGAGGACTGAAA
GCCATTTGGTGCCGATCACAGAACTTCGCAGACCTCCACCGCTGCCGCTCCCTCCGCCGC
AACGAGACGACGCTCGAATGGTCCAACTGAGCCCAAACGCGTTTCCTGTCCCGGCGCGGG
CGATGCTCTACAACCTGGCACAGCCTCTTGCAGCCATCAACAGTCTTGGAGGGGAGTCGG
AGCAGTACAGCATGTACCCCAGCAACAGGGTAAAGCGCCGCCCGGCGCCTTATGAGGTTG
AACTCGACGAGGCCGGCCAGCCGAAGATTGTGCGCCGCATCTTCACAAACAGTCGTGAAC
GCTGGCGCCAGCAGAATGTAAACGGCGCGTTTGCGGAGCTCCGTAAGCTCATTCCCACTC
ACCCTCCAGACAAGAAGCTGAGCAAAAATGAGATCCTGCGGTTGGCAATGAAGTACATCA
GCTTCCTCTCCAACCTCCTGGAGGATCAAGATGGTGGGAGAAATGTTGGCAGCACAACTG
AAGGGGACACAGGACTGCTGGTTGGTGTTGCAACGCAT
>BJ735667 ID   BJ735667   standard; mRNA; EST; 727 BP.
CCAGGACCAACTGGTTTGCCAGGAAAACCAGGGTTACCAGGATTAGGTAAACCAGGATTA
CCTGGTCCAAAGGGTGACAAAGGGATTATTGGGCCACCAGGACTTCCAGGACCTAAAGGA
GATAAAGGTCATGGTGGATTACCTGGCATGCTTGGATCCCCTGGACTAAATGGTCCACCA
GGTCCTCCAGGCCTTATGGGACCCCCAGGAAGCATTGGTCCACCCGGTTCTAAAGGAGAA
GATGGAGATGCAGGACCAAGAGGTCTTGATGGGGCCAAGGGTGACCAAGGTCTTCCAGGA
CTACCTGGAGACAATGGTTTGCCTGGGGATCCAGGAGAACCAGGACCAAGAGGTTCACCA
GGAGTAATTGGTCCCAAAGGGGAAGTAGGGCCTAAGGGTTCACTTGGTATGTCAGGTCCG
CCTGGGGCTCCTGGTCCAAAAGGTCAAAGTGGATTACCTGGTGAAGTTGGGCCTCAAGGT
CCAAAAGGAATCCCAGGTCGAAATGGTGCAACAGGACCAATTGGTCCCCCAGGTTCTCAA
GGACCTAAGGGTGATACGGGCCCCCCTGGTCCACCTGGCATAGCAGAAAATGGAAGTCCG
GGTGTACCTGGTCCCATTGGAGCTCCAGGAAGAGAGGGTTCTCCTGGGACAGCTGGACAA
CCAGGTCAACCTGGCCCTCCAGGTCCACCGGGGCCACCAGGAGTACCTGGCTTCTCTCCT
GAATTGG
>BJ735674 ID   BJ735674   standard; mRNA; EST; 743 BP.
ACTTTAAGTAGCTCAGTGTACCTTTTTTCTTTCTTATTTAAAACTGTATCTTAGAACTCT
GCACCATGGCAGAATCCAGTACGGGTACCTACCTTATACGTCCAGATTATCAGAAAAAGT
TTAAACCAGCAATTGTGAAGGAATTTGTTCATGAGATTGTGAGGGAGCGTCTGTCTGGAG
TGAAGTATGAGCCTGAGAAAATCCCAGAGACGTGCAGTTCACTGGCAGACTGCATTAGGG
ACAAAGTAAAAAGCCTTGGTATTGACAAATATAAGATCATTGTTCAGGTGATGATTGGAG
AACAGCGGGGACAAGGAGTGAAGATGTGTTCCAGGTTTTTCTGGGACGCTGATACAGACA
ACTACGCAGAAGATGTGTTTATGAATGATAGCCTGTTCTGTGTGGCAGCAGTTTTTGGAT
GCTATTACTACTGAGGATGAAGACGCATAGAGGACAACATTTAGTCTCTTTTGAACATTA
AAGTTTCTGAAATGAGTTGTGTGGAAGCTCTCAGAGATTTTTGACTTTTCTAAACGATAC
CTGAACTGATGTTTGGCCTTTGAAGAAAATGTTATCTCCAGGGTGTCCTGGTTGGACATG
ATGATTATTAAAAACCAATGCCTTTTCAATAGAAAACTCTGAAAAACCCTGTCATTTATC
AAAACACTACAGATTTTTNCTAGCTCCTCGGTCAAAAATGTTGNAAAGGTTGATGTTTGG
TTTGTGGCGGCTTTAATTCACAC
>BJ735681 ID   BJ735681   standard; mRNA; EST; 770 BP.
AGGCCTATACCATGCATTTTTCTTTATTAAGCTTTAAGTATATTATATAATGTTCATTCC
TCACTAAAAGTAACTTCAAAGCAGTATTTTGATCCATTCACGCATTTTTAAATATTTTTC
TTAAAACCTGAGCACCAGCCCCTCCCAACCCACAAAAATGAGCAGGTTCTCGAGCTGATA
TAGTCTGCGCTGCCAGCATCGCCCTCAGGTTAACGCACACACCCACTTTCTCTGTCAAAA
ACACTTTATTTTATTTTTATTTTATATGCACAATATGCACATCCATCTTTGCAAAAGTTC
TGTTTGTTTTCTTGGGCGAGACACGGATACTCTGCAGAGGCCAGTGTTCTATAAATCCTT
CCTACCCGTGAAATTTTCCAACCTATACCGAAATTACTTCATATTTTCAGCTTTGACAGA
CCGCCCATAAATCTGTGCTATGCTGTTGTCTGCCGATTTTGTGAGTTTAGGTTACATTCA
TATGCTTAATGTAGCTAATTTAATTCTTCATTAGTTAACTTAGTTCTGGACTTTGAGGCG
AGCTCACTACTTAACTTCTGGGACTTGTGGTTTCATAACTTTGCAGCAGATCCGTGCCTA
CAATGACAGAGGGGCACTGTAGACACGGATCTACCGTGGATCTTCTGGATTATCTCCATG
CCGCTCATTAATGACAGCTGCACACGTTTCTTATACTCGCGCCTGCACACATGTATACAT
TAGGGCTGCACGATATGAAGAAAAACTCACGANTTGCGATATTAATGATC
>BJ735684 ID   BJ735684   standard; mRNA; EST; 699 BP.
GCTCCTCTCATCAACGTGACAGAACCTCCCCGCGTTTATGTCAGTTCCTTCTGGCCTTAT
GATTACGCACCTGACACCAGCAGGGAGCTCTTCAAACGAGAAGAGATCTCCCTCCTGGAA
GATCTCAACCAGGTGATCGAGAACCGGATGGAGAACAAGATCGCCTTCATCCGCCAGCAC
GGCATACGTGTGCGCATCCATGGCTTGTTGGTCGACCGCTATGTCCAGACCTTTAAAGAG
AAGATGAGTTTCTTCAGTGACCCCGAGCTGGTCTTTCAGGAAATTGTAGACGATCCGGAT
AAATTCTACATTTTTAAATCCATTCTAGCCAAGACCAACGTCAGCAAGTTTGACCTGCCC
AACCGAGATGCTTACCGTGACTTCTTTGGTATCAACCCCATCACCAGCTTCAAGCCCCTG
TCTGCTCAGTGCTCCTACATCGGAGGCTGTCTGTTGGATAAGATTGAGAAAGCCATCACC



ACAGAGCTTCCTGCTCTTCTGAGCAGCATTAACTCTGGCAAGCAGCCGGGCCTGTCATCC
TGCGAGGTCACCGGCTGCGGGGAAAAGCCAAAGAACCGTTACAGAAAGAACTGAGGAGCA
GAGCAAAGAGTGGAGGGAAGTGCGGAAACAGAAAATGGTGAAAAGATGGGTTTGGCAGAA
GCCATCCCCACTTTTGTCAGAATGCTTGTATTGCTGAGG
>BJ735687 ID   BJ735687   standard; mRNA; EST; 734 BP.
AATGCAGCGGGGCGAAAGTCGTCCCCCAAGCCGGTCACGCCGGGACTCACTTGAGAAACC
GACACGTCATCACAAGAGGGGTTCCTGGGGATCGACCGAGCTGCCCAGTGAGCAACAAAA
GCAGCCCCCCTCCGTCATGCCCAAGAGAGGAGCAACCCCATCATCAACACCAACGCCTCA
GATCACCACAGAGGACGCACAGAGGTCCCAGGACCACATTGCTACAGCCACCACCCGCAG
GGAGATAACCCCCCGCTGGGTTAAACCGTCTGAAACAAAGCTGGAGGCTGCCAAAGCAGC
AGCAGCAGCAGCCCAAGACAGGAATCACAGGCTGTCACCAGCACCTTCCAACCCAGATGA
CGATGAGAAGCTGGAGGGCCAGCCACGCCCCAAGGGATTCCTTCCTGGTTCTGACAGAGG
CTCCAATGCCTCCCAGTATGACAATGTCCCAGGGCTAACTGAACTGGGTTTTGAGATCCT
AGAACTTGAGAGACCTCCGTCCAGAATGAGGACCCCATATGTTGAACCAGCTCCTGTTGT
GTCAGCTTTGCATCATGGCAACCTGAATCGTGGACTGACTCTGGCTAACAGCTTGGTTTC
CGCCACAACGGGGCCCAGAATGCCACGAAACGCTCCTCAGTTTTACCAGAACACTTCAAC
AGAGATCCAAGCCAGTTACCATGGCATCCACACATCCTCCCAGCAACAGTCTCCAGGCAG
AACCACAAATGGAG
>BJ735688 ID   BJ735688   standard; mRNA; EST; 728 BP.
CGGCTTTTGCGTGGGTTCGTTGATTCATTTACTGCGTGGACATGTTCACAGTGGAGCCAG
CCGGAGTTCCTGCATTTGACCGCACACTTCCGGAGCTAGCGCGGGATAAACCTGAAGAAC
ATGGGATACGCTAAACTCAGCATAACTATGGAATCGAGAACAGGAAGTGTATCATCTGGA
CGAGCTTTTAGTTTTAGCCCTGAAGTGAGAGGTCAGGCTTTAAAGAGTAGTTCTTTTCAT
CATCACTCCTCCAGCAAGCTGACACAGTCCATCATCAAAGACCACATGGTGTCTCATTAC
AAAAAGATTTACTCTGCCAAAGCGGCAGTTGATACCTCAGTTCCCAAAAGCTTGCTGCAC
AGTGTGAAATACAAAGACCAGATTAGGCGAGAGCAGCAGAGGAAAGATGGACGTCCTCAA
TCTGCCTACTCCTTCCCACAGAGGCATAGCAGAGCTTCCTGCTCCTCGGCCCAGAGTAAA
TTGTCATTGCAGTATGATGACAGCCCCTACCTCTGCTCAAGGAGCTCCATTCTCTCCAGC
CCTCGGTTCAACACCTCTTTTAATCCCAATGAAACAGTTTATCCGTCTTTTAAAGTCAGC
TCCCATCACACCCGTGCAGCATCGGAGACAAAGTACCGGAGCCCAGATGTGGCTCTGCAA
AGAAAACATTCAGCATCTTCACTTGCAGCTTTGAGAGATCAGCATGGCTTCCAAACTTTC
CAGGACCC
>BJ735694 ID   BJ735694   standard; mRNA; EST; 736 BP.
GTTTGTGCCAATCTCGGTTTTTATAGACCTCACAATGGCTGCATTTTAAACCCAGGATGT
CTGTGAGAAGTTTCAGGACAGAAGGTGGTGACACGGCTCGCACTTCATGATCACTGAACA
GGCGGGGAACGGTAAAACAGAGAAGCTATGGTTCAGCGAGTGCGTATGGGAAGCATCTAT
TTGTCGCTTTTTAGGTTTGGAACGAAAAGTCTGAATTTCATGTGCATGACGTAATTTCTC
TGGAGGAGGCACACGTTTTCAGAGGTTAAACAGAAAATATGAGATCTCAAACATAAATGT
GGCAAAGCAAAACCTTTGAAGCTTAGAAATTGCGTAAAGGGAGCAGAAATCTGGACGTAA
ATGCAGAAAAAATTTCTGCTCTTACTAAGAATCCTCCAGACAAAAGCCAGCATGTGGGAA
ATGGTCTTTACAGCGCGTAGCAAAGATGCAGAACACACAATTTACCAAACAGAATACTAT
GTCCTTAAAACCATCAAACTGCCATAAAAACTTGTGTTTTAAGGTATATAACCCTGCAAG
TAATATGGATGTTATTTAACTAATTATTTTCATTCATTTTCTCATTTTGCATTGTTTTCG
ATTAGATTTGCATATTAAAAATTAATAATTAGTGATATTATTTCATCAAACATTTTCAAA
ATGTTCATTTAAAATCTATCGGCTCAAGCCAAATGCCTTCTTCAGTGAAAACACAACATT
TTTTATGTATAGGATG
>BJ735698 ID   BJ735698   standard; mRNA; EST; 734 BP.
GCACGAGGCTCAGAAGTACCCCTCAAAGACCCAGCAGCTTCACTTCATTGAAAGCTACCT
GCGGGAGTCTGACGGCGGCTTCGACAACCTGAGCTCCGCCGACCAAATGAAGCTGAAGGA
GGAGTTGTTTGTGGAGGTGAACAGGTTTGCCATGGCGTCCCACTTCTTCTGGGGCTTGTG
GTCCCTCATCCAGGCCCGTCTGTCCACCATCGAGTTTGGATACCTGGAGTACGCCAAAGC
CAGGTTTGAGGCTTACTTCCAGCAGAAAAAGATCTGGGCGGCCTAAAGGACCAGGAGCAT
CGGCTGGTTTGACATTGAGCCCACACGTCTTGAAGCGGGACGTAGAGGCCAAAAACCATT
CCGCCATCCATGCTTTCCTTCCACACCCCCTTCAGGGGATTTGCTGTCTGCTGCTGACAG
CTAAACTGGGTGCTTAAAGGATGCGCCTCTGTCCGCTGCAGCTCAGAGTTTTCTCTGTGC
CAGCACAGACTTTTACTAACCTTCATCAGCAGCCAGAAGCGCTCTGCTTCTGCTTTGTTC
AAACCACACGGCTAACACGATGCTTTAGTGGGACCGCTGTGCAAAACGCTGCTAGATTGG
AAACTGACATTGCATCGATGTGTGTCTGTAGATCCTCTGTCTATTGGAAACCAACCAAAA
TGAATCTTTGGGTCGTCTCACTCGCGGTTCGCCGTGTATGTAGCAAACACGCGTCAGGGA
GGCCGCCCTGCCTG
>BJ735705 ID   BJ735705   standard; mRNA; EST; 726 BP.
CGGCTCCACTCTAACATGCATGTCAGATCCGTGTGTTTTCAGGGAGCGCTTTGGCTCTGG
GCTTTCGTTTCAGGAGTTCTCGCCGTGCAGGACTTGGTCGGACCGGAAAGCAGGTCTCAG
AAATTGGTCCGGGGGGGGGCGTCTTTGTGTGCTGGGGAGCAGGACTATGTTCACAAGAGG



AAACAACTGGTTCTGGAGGCTCTTCACAGGCTGGAAATCGACTGCTCAGAGGATTCGGTT
CCCCACATCGCCCTGCTGCCGTCTGGAGGGGGTCAGAGAGCAGCGGTGGCTCTGCTGGGT
TCTCTTCATCAGATGGAGAAGGAGGCCCTGCTTGGCACTTTGCTCTACCTTGGAGGGGTA
TCTGGGTCAACGTGGTCAATGGCCTCCCTGTACAATGATCCTGAATGGAGCTGCAACATG
GACAGAGCTTTGTCCAAACTGGGGGGTCCTGGGGTGGAGCTGGAGCAAGCAACTGCCTGG
TTGATTGAAAGGGCAAAAGAAGAGGATTTCTCCCTGACAGATTTGTGGGGGGTGTTAACC
TCTGCTGGGATAATGAAGCAGATGGATCTTCGCCGTCTTTCAGAAGAAGCTGACAGAAGT
GCCTCCAACCCATACCCAGTCTATTGTGCAATAGAACAGAGCTGCCTCTCAGAAGGACCC
ATAGAAGGTAAATGGTTTGAAGTGACCCCCCATGAAGCTGGATTTCCTGAGTTAGGTCTT
TTTATC
>BJ735716 ID   BJ735716   standard; mRNA; EST; 501 BP.
ATGCTTTTAGCGATTGGGATGATTGGGACTTCAGAGACGATGAACCTGGGCATCAGACTT
GGCCTTGATCCCAAACTCTTGGCCAAAATTCTGAACATGAGTTCAGGCCGGTGCTGGTCT
AGTGACACTTACAACCCAGTGCCAGGAGTTATGGAAGGAGTCCCCTCTGGGAATAACTAC
CAAGGAGGTTTTGGCACTCAGCTGATGGCAAAGGATTTGGGCCTCGCACAGAACACAGCC
ACAAACACAAAGACTCCTGTCCCTCTTGGCTCTTTAGCCCATCAGATCTACCGTATGATG
TGCGCTCGCGGTTATGCCAATAAAGATTTTTCTTCCGTGTTCCAGTTCCTACGTGAAGAG
GAGAGCCAGTAAAGTCAGCTTCCATCCACAGCTTTGCCATGTGCCTGGCTCTGCAGAGGA
CTGACAGAGCATTTCGGGTGCATTCACCACAAGGACATGGGTTTTTTTTTTTNGGTNGTT
TTTTTTTTNCANGTNAAAANC
>BJ735720 ID   BJ735720   standard; mRNA; EST; 655 BP.
AGCAGCTGAACGACCTGCTGACGGACGACAGCGGCTTTTACAGCTGGCCCACCAAACACT
TCCATGAGGTTTACCCCAGGATCTACATCGGGAATGCATTCTGGATTAGGCTTCTTCCTG
CTTTTTTGGCTGATCGAACACCAGACAAAACTCATTAATGAAACGTTCAAAAGGAAGGTT
TGTGGCGACCAACGTGTTGCGCCTGAAGCGCATCGGCATCACCCACATCCTGAACGCGGC
GGAAGGAAACTCCTTCATGCACGTCAACACCAGCTCCCAGTTCTACGCCGGCACGGGCAT
CGTGTACCACGGTGTGCCGGCCAGCGACACCGACCACTTTGACATCAGCGTTTACTTCCA
AGAAGCTGCGGAGTTCATCGAGACGGCGCTGAGATCCAAGAACGGAAAAGGCAGAGTCTA
CGTTCACTGCAGGGAAGGCTACAGCCGCTCGCCAACTCTGGTCATCGCCTACTTGATGCT
CTACAAAAAGATGGACGTGTACAGCGCTCTGGCCACGGTGCGGCAGAAGAGGGAGATCGG
ACCCAACGACGGATTCCTGCGTCGGCTTTGCCAGCTGAACCAGAGGCTGGTGGCCGAGGG
GAAGCTGTGGAACGAGTGAAGGTCGCAGGAGGGTCAGGTGACCTGGGATAGAAGG
>BJ735728 ID   BJ735728   standard; mRNA; EST; 685 BP.
GGCGGATCAGCTGTACAAGCAGAAGATCATCAGAGGCTTCTGCCACCTCTACGATGGACA
GGAAGCGTGTGCTGCAGGGATTGAAGCAGCCATCAACCTGTCCGATCACCTGATCACGGC
GTACCGGGCTCATGGGTTCACCTACACCCGCGGCGTGTCCGTCAAAGAGATCCTCGCTGA
GCTCACAGGTCGTAAAGGAGGTGTGGCCAAAGGGAAGGGGGGCTCCATGCACATGTACGC
CCCTCATTTCTACGGGGGCAACGGCATTGTTGGTGCACAGGTTCCTGTGGGGGCAGGCAT
CGCTCTGGCTTGCAGTTACCAGGGCAACAACCAGCTGTGCGTCACGCTATACGGAGACGG
GGCGGCCAATCAGGGCCAGATCTTTGAGACCTTCAACATGGCGGCTCTGTGGAAGCTGCC
CTGCATCTTCATCTGCGAGAACAACAAGTACGGCATGGGCACGGCGGTGGAGCGGGCGGC
TGCCAGCACCGACTACTACAAGAGGGGGGACTTCATCCCGGGACTCAGAGTGGACGGCAT
GGACGTGCTGTGCGTCAGAGAGGCCACGAGGTTTGCTGCAGAGCACTGCAGAGCTGGAAA
GGGTCCCATTGTGATGGAGCTGCAGACCTACCGTTACCACGGACACAGCATGAGCGACCC
AGGCGTCAGTTATCGCACGCGGGAG
>BJ735738 ID   BJ735738   standard; mRNA; EST; 601 BP.
GGGGGGGAGGTGTTGTTCGTCCCTCGATGAGCTTTGGTTTTCTGCTCCTCGCCGTTTCAT
TTTCTCAGGCCTCTTCTCTCCTCTTTTAGACGATCTGTTAACGTGACTCACCGTTTGTTT
GTTTTCAGGGAACAATGCCAACCCTGAAGTCGAGGCCCCGCCCCCACTGCCTGCCACCTC
GGCCCTGGAGGAGATGGCGCTGTACAGCAGCAAACGTAAACTGAGGCAGGGCCGCCGCAG
CCTGGAGACCGCCGTTCCCACATAACGCTCAGCCGTCACTCTTCTATGTAAAACCACTGC
ACAGACGCCGCCGCTCTGCTCTGCGGGGGGGCCGGCCTTGCCTTTACAGCTCACGGAGGC
GCTGGAGCTCAACGGTCCCTGGCGGGCAGGGAGGGAGGAGCTAGTAGGGTTAGCTAGGAC
TGCTACTGGATTTTCTTTGGTTTGCCTGATAGTCTGGTCTGTTTTAACTTGGGTGATCAC
ATTTTTAGTGGATTTTACTTTTGCATCTGTTTTTAGTTTTTTTTTTTAACAACCTAAAAA
CTGGAAAAAAAATGGGTCTTTACNAACTTTCCNCGGCTTTGNATGTGACAAACGGGGGCT
G
>BJ735740 ID   BJ735740   standard; mRNA; EST; 202 BP.
AAGGCGCCTTATAAATAAAATGTATTATTATTATTATTATTATTATTGATGTGGGGCGAC
CCCCCACACCACCACCACCTCTCATTGTAGAGCGGAGCAGGGAGCTTGTGGCCCACCCAA
CATATCTTCTTTTTTTTTTTCTTACAAATANGCNCTTTTTCAAATACNCAAAAANGCAAT
TTTTANCTNAATTTTCATTATA
>BJ735741 ID   BJ735741   standard; mRNA; EST; 739 BP.
TTTTTGTTTCTGCTAAGTTTATGGACAATACATTTGTTTGCTGGTTTCAGCATGACTGTG



AATGCCTCTTGGAGGCCTTCGACATCGACTAGTAACAGTTGGAAGTGGAACTCACTGAGA
GGAACCAGATCTGTGAGTAAGCCAGCACCTATCAACTGTCAACTGGGTTCCTGGTCAATG
TGGACATCATGCAACCAGTGTACCGACAAAAAGTTCCGTTTCAGACACTTGGAGAGGCCA
TCTCAGTTCGGTGGTGATGAATGTGTGGGCATGTTGTGGGAGAGGCTCGTATGTCCGCAG
GCAACAAGCCAGTGTCTTGTAAATGACTACTGCGAAGAAAGTTTCACCTGCAAAGAAACA
GGACGCTGCATCAGCCAGTCCCTTCGCTGTAACGGAGAATCAGACTGCTATGATTTTTCA
GATGAAGACGAATGTCAGGATGTAAATCTAAGAAGAGACAAATGTGCCACCATCATGCCG
ATTCCAGGGGCTGAACGTGGCACACAGGGTTACAACATTCTTACTGGAGACTTTGTGGAT
CAAGTCTTTGATCCGGCGTACTTTGGAGGACAGTGTGAATACGTCTACAACGGCGAATGG
AGAAAATTTACTTACGATGCGTTCTGCGAGAGCCTGCACTACAAAGAGGATGAGAAGAAT
TACAGGAAACCTTACAACTACCACGCCTACNGATTTGTGGCTGAAGCTACATCAGAAGGC
TCCCACGAGTATTATGAGG
>BJ735743 ID   BJ735743   standard; mRNA; EST; 735 BP.
AAATTGATTAGAGACACAAAAGCTGTACTATGTCCCCAAACAAAATAATTTCAAGATAAA
AGCTTAGCTAATTTTAGCATAGCATCGATTCTCCTCCTCTGTTTGTTTGTAAGTTAGCAA
TCTTATTTTTGTGTTTCTTGTCGTGTAACAATAATATACAATTTTTCGTTAACTTAAATA
TATTATCTTGTATCTGGTGTTTTTACTCGAAACCTGAGTGGATGTGTAAATTAATGGTTC
TGGATTTTTTTTAAATAGCTGTGCTCGCTGATGGCCATCGATTTCCGAATGTGAATAGTT
AATTCGCCGGCAGTCTAGCTGTGATTTTCAGCGGCGTGCACTGTCAGCAAACCCGAATGA
ATGCATTCTGAGCGGCACCAAGCAGCAGCGTTGCGCCGAGAGATCGTTGAAGAAGCAGCG
CATTGCAGGTGCATCGCTAACTCAGCACGCGCCTGTGTTTTAGTGTGTGAGATCCAAGCC
GGACGGGACGTTCTGAAAACCTGTTGTCTAGCCAGCCGAAGAGACGGGGAACAGGATAGG
GAAACAGGGCGAAGCGGGCCCCGCGGAGCCGGTGGAGAAGATGGCCGGCAGCCCGGAGAA
GAGTTCCACCGCGCAGGAGTTCAAGGAGCAGGGGAACCGGCTTTTCCTCTGCCGCAAGTA
CCAGGATGCTGCCTCTTGCTATAGTAAAGCTATTAACCGCAATCCATCAGTGGCAGTATA
CTACACCAACAGGGC
>BJ735764 ID   BJ735764   standard; mRNA; EST; 422 BP.
TAAATTTTGTTTTATTTCTTTAAATCATGAACCAGAAGCAGACTAAATAATGCTGTTGAA
AAAAAGAGCATATTGGTAATATAGAAAATATGCTGGTTGGGCCACAAGCTCCCTGCTCCA
CAATGGGGAGGGAAAGGGGAGTTGGGTTGCTATTACTGCTGCTCTGCAGAAACTTTGTCC
TAGGATATGACACAGTTTTTTTTTTTTTTAATTNGGGCNCAAAACNGGANAANCTTAATT
ATAAANCCCCNGGGAACNCTTTAAAACTANATCAAAACANGANGGGANAGGGNCTTTAAG
GGATGATGCTGCGTAAAACTNGCNCTAACAACANGAAACTTGCCCANGGACNCTGACCAT
CNCATATNCNGCCATACAATTTTAACAATTTAAAGAGATTANCCAANATTTNCTNCATTT
NG
>BJ735780 ID   BJ735780   standard; mRNA; EST; 712 BP.
GATGCAGACACCCCTCATGTGCTGAACGAGATCACGCGTGAGCCTCAATGACAGACACCC
CAGGTACCAATGCTCTGGTGCTGGAGCTGCTGGCAGCCGTGTGTTTGGTCCAGGGGGGCC
ATGGCATCATCCTCTCTGCCTTCAACAACTTCAAAGAGGTCTGTGGGGAAAAGAGGCGAT
TTGAGAAGCTCATGGAATATTTCCGCAGTGAGGAGAGCAACCTGGACTTCATGGTGGCCT
GTATGCAGTTCATCAACATTGTGGTCCACTCAGTGGAGGACTTGAACTTCAGAGTCTACC
TTCAGCACGAGTTCACTCAGCTCCAGCTGGATGACTACCTGGAGCAATTGAAGTTATCAG
AAAGCGACAGGCTGCTGGTGCAAATCCAGGCCTACCTGGACAATCTGTTTGATGTGGGCT
CTTTGTTGGAGGACGCAGAGGTGAAGAACGCCATGATGGAGCACGTGGAGCAACTGCAGG
AGAAGAACGTTAAGCTGAACACCAGACTGCAGGAGAGCGAGAGCGAGGCAAAGGTCAAAG
TGTCACAGCTGGAGAACAAGCTCATCCAGACCACCAAAGAACTGGAGCTCCTGAAGGGAA
GTCTTAACAGTCCGAGCTCCCAGGGAAACACAGACGATCCACATAAACTGGTTTCCCGGG
TTCAGGTTCTGGTGCAGCAGGGTGTCCTCTGTGTGGAGCGTTCCCCCACCGG
>BJ735793 ID   BJ735793   standard; mRNA; EST; 730 BP.
CGTACACCGATGCGGTCCTGAACTACAATACCCAGGATGAGGCGAGCCGAGCTGTGGACT
ATTTGCAGAACAAGCTGCGCTGTTGTGGAGTCTACAACTACACCAGCTGGTTTGCTAGTG
TGTATTACCCCGCCAAAGGCATTCCTCCAAGCTGCTGCTTTAACTCCTCTGACTGCAGCT
CTGATGACCTCCGCAATGCAACTGTGGCCCCAAGTAAAGTCTACCACCAGGGCTGCTTTG
ACTTGGTCACTTCCTTCATGGAAACCAACATGGCCATCATCGCAGGGGTGACGTTTGGAA
TTGCCTTCTCGCAGCTGATCGGCATGTTGCTCGCCTGCTGTCTGTCCAGGATCATCACAG
CCAACCAGTATGAGATGGTCTAGCTGGTGGGACGTGGCAGGGGTTTGAAGAAAAAGAGGC
ATTCAAGTCTTGGCACAAGACAAGGAAATTCCCCAAACGGAATCTGGATTGGAATTTACC
ACCGTCCGTCTCTCAGCCCGTGATCTTAATGTAATATCTTAATGTATCTTATTGTAAAGC
ACCATTCCTTGACTCACAGCAGTTGCATCAAAGCTTCAAGCACATATTGCACCGCTTCTT
TACGTACAAGATGTTCATCGTAAACAGGAAACTCAGATCAGTGCAGCTCCAACGCAAGCC
AGTGACATGTAGACGTTTGAGGCGCCAACAGCCATGCTTTCTTTAAACACCTGCTGCACA
TTTTCGTACA
>BJ735801 ID   BJ735801   standard; mRNA; EST; 491 BP.
GTATTTTGTTCAGTTAAAGTGAAATCGTGTTCTTGTCCTATGAGTATAGGGGTCGCTAAA



TATTGTTTTTAGATCAAACGCGATAAAAACTGGTTGTTTTATTTTGTTATTTGCTGTTAA
GTATTTTAAAATATTCAAGTGTTTTTTAGCAAATTGTTACAAGGTGGGTTCAGATATTGA
TGAAACAAATCAGGGTTCTACCAAATCTAATTGTAAATAAGAGTCGCTAAACACTATAGA
TTGTTGTATGTGGCGTGACACTTGTACAGTAATGAAACCTGGAAGCAAAAGTTCCAAAAA
AAAGAAAGAAAAAAAGACAAAGCTTGTATATAGTGTTTGTAAAAGGCGTCTGCTTATAAC
CCTCCACTTGTTTCAAAGTGAACGGGATGTGGCAATAATCAGTAGAAGTGTAATCACACC
GGGTATCATCTGACAGCTGGAAGCCATAAGAAAACACTGAAATGCCCCTCTGCCCCCCCC
CCCCNAANTNA
>BJ735804 ID   BJ735804   standard; mRNA; EST; 683 BP.
GATCTGTGTGTGTGTCAGTTAGGATGGATTCACGTGAAAAATAAAATAGATTCTTTAAAG
TCCCACTTCCTTTTGTTCTGGTGTAAAATCCTTCTCAGTGATCTTTTAATCATGATTAGG
ATGTTTTTTGGGCAAACACTAAAAACCTGTGTTGCTTTCTAGGACGTGGTTTCTGCGGAG
CAGCAGGAGTTCATCTGAGATGTGGTCTGGACCGTTGCTGCAGAGCAACCCTTCCCCCAT
AACCGCCACCCATAACCCAGCTATCTGTTTACACACTTTCTCCCTAGCTTACAGCCCCTC
AGACCCCCAACCTAACTTTAGCGGTGCAACATGAATGGTGAGCGATATTGGAGCTTTCGC
GCCGTTCAGTTTGGAGCCGGATAGCGGCTCAGACGAGGAAAATGAAGACGTGAATGGATC
TATTTGTCTTCAAGAAGATGCATCAGAATGGAGCGCAGCAGGGAGCCTGTGGTCCGCCCA
TCGTACTACAAATACAATCTTATACAAACAGTATTTTTCGTCTGCTCTGGATTCACCACA
GTTTGAATGGGGACATGCTCAGAGGTGTAATTTTGGGTTAAAATGTTCTTGTGAGATTTC
TTTAGATGATGGAGGACATACAGGAAGATTCAGCTCAAAGTTGCATCTCTGACTATTGCT
TTGTTCAAATTGTTGTGAATCGG
>BJ735821 ID   BJ735821   standard; mRNA; EST; 725 BP.
TACTCAGAAATGCAGTTTAATCTAAATTTTCTTTGTAAATGTCATCAGAATAATTCTACC
TGTTAGAACCAAACACACAGTTTTCATTAGAGGGTCTTTAAATTCCAGGTGGTCTCCTGG
TTTCACTGGCATTGGCCTGCCTGCAGAAGACGCGTCTCTCTTAGGACGGATTCTATCAAA
GCTTTTCTTCGTGGTTCCTTGGAGTGTTGTGACTGTTCTGGCTGTAATCTTGGGTTTTGG
TAAAGCAGTTGCGACGTTTTGGTGCTGACCACCACAGTTTGAAGTCCTGTGCTCCTCTGG
AGGTGGGAGTGTTGTGTCAAAGCCTCAGAGCTCGTTTGTTGGACCAGCGTGAGCTCTGCC
TGCGTTTGGACAACAGGGGGCGGCAGTGAGCGGCTTCCCTGTAGATGAGACGTCATCGTG
GCTGAAGCTCTGTAGTGCTTCCCTCCTGCCTGCAGTCAGATGCCTGCAGCCATCACCAGT
AGATGCCTTTCTTTTCCCATCATGCCTGCACAGCTGTTGGGGGTTCACATTACAGAGGGT
GCTCATGGGGGGGCGCAGACAGGAAGCACACACTAATCGTTTTTTCTCCGCATTAATGTC
GTCTTTGGGATTTTACAGTTAAGTTTTTATCTACAGTAAGGAGACCAGCTGCCCCCCAGG
TCCTAGCTCCTGCACCATATTCACAACTCTTTCAAGTTTAAATCTGATTTAGTGAAAATC
CTGAA
>BJ735825 ID   BJ735825   standard; mRNA; EST; 733 BP.
AATAGTTCTGTGACGATGGAGCTAAACCCTAAACGGCAGAAAGTTGCTCTGGATTACACA
GATTTCCATCAGCAACTGAGAGGAGAAACTCCAGCTTACCTGCAAAGTTACAGTCTGGAG
GAGAAGGAGCCTCTCGTTAGAGGCCAAGAGAACGCTTTGGGATCATCTTCAAGTTTGACT
GAGGATCTAAAGGACGTCAGCTCTGTATCTGGTGAAACAAAACATCTCAACTGTAAACCA
GAAAATGAAAGTACTGGTTGTTGTGAACAGAGAAGTCCTGCGATTTCAGAACTAAATGAT
CTAAAGAAAGAATTGTCCATCAGTGAGTCAGAAGGTCAAACTAAAAAACTATTCAGCTGC
TTTTTTTGTGGGACTACATTCCTAACAGGAGGACTTCTGACCATACACACAACCCTCCAC
ACTGGAGAGAAGCTGTCCAGCTGCATCATTTGTAGCAAAACCTTCACTTTGGAGTCCAGC
CTGGCAAACCACAGCTGTGCTGGTGAATTCTCGGAGTATCATCAGAGCCAGAATGAGGAG
CAGGTTGCCTCCAAGCTGCTGAGCTGCTCCCAGTGTGGAGAGGCCTTTTCCGGACAGGAG
GATTTAAACCTGCACCTCAAATGTCACTCGAGGGCGCTCAAGTGTTCGATTTGTGACGTG
GGCTGCAGCGATAGAGACGCGCTCATTCAGCACATGAGGATCCACACCAGGCAAACGCAG
TTTAGCTGCTCCG
>BJ735831 ID   BJ735831   standard; mRNA; EST; 666 BP.
TAGGAAACGATTAATGAATAAATAAAATGAAATATTAACAGCAAGTGCTTTAAAAAGATT
TTAAGATGTATTTTAAAAAACATCTTTTTTTTTCTTCTAAAAACAGGAGCCCTTTGTGGC
TCTGGTCAAGTTGGTGTCTACCAAGAATTATGTTGCTTCATTTAATCATCTGTGGATTAT
CTTGTTTCAATGCAGCAAAATAATACTCCCAAGATGTTCGTCATCCAGCCAGCGCGACAA
ACCTTTGTAAAATTGATGTTTTTTTACATAAATATGACAACTAGCAAACATCTTTGTGAA
AGTGTGTATGTTTGAGTACAAAGTATATTTCTTTTAAATGAGTTTTTTGTTTCTCAAACC
GGGAAGCTAAACTACAGTAAATGAAAAGGTGACTCTTTAATGCAGTTCCAGGACAAAACA
GTAAAGTCAAGTTTTTAAAGTGTACTTTCACCAGGAGTCATACTGACCATCTTTTAGTTG
TTATGACCTTTTTCCTGCATCATTATTTAGTGCCTCCACCAGAACATCTATNGGCTTATC
AGGTTTGACCTTCCACAATGTTGCTGCTATACTTAGGGGTCCTAAAGCAGGAAAAAGACT
TCCGTGTGCATGCAGACATGTAAATGACACTGACCTATTGAATTTTGTGCTTCGGAAAAA
AAAAAA
>BJ735837 ID   BJ735837   standard; mRNA; EST; 747 BP.
ATCCCTCAAGAGGTGCTGGTTCGCTTCATGTACTCAGTCAGTAAGGGATACAGAAAAATC



ACCTACCACAACTGGCGACACGGCTTCAACGTGGGACAGACCATGTTTACTCTACTGACG
ACGGGGGCCCTAAAGCGATATTATACTGACCTGGAGGTGATGGCCATGATTACTGCAGGA
TTCCTGCATGATATTGACCACAGAGGGACAAACAACTTATATCAGGTCAAATCTGGCAAC
CCTCTGGCCAAGCTGCATGGCTCCTCCATCCTAGAGCGACACCACCTAGAGTTTGGAAAG
TTCCTTCTATCGGACGAGTCTTTAAATATCTACCAAAACCTGAACAGGCGACAAGTCGAT
CATGTGATTCATCTCACAGACATAGCTATCATTGCCACCGACCTGGCTCTTTATTTCAAG
AAGAGAACCATGTTCCAAAAGATTGTGGACCTTTCAAAAACATATGAGGAAGAGAAGAAG
TGGGTGGACTTTATGTCTCTGGAAACGACACGAAAAGAGATTGTCATGGCAATGATGATG
ACTGCATGTGACTTGTCAGCCATCACAAAGCCCTGGGAAGTACAAAGCAAGGTTGCTTTA
TCTGTGGCGGCAGAGTTTTGGGAGCAGGGTGACTTGGAGAGGACAGTGCTGGAACAACAA
CCCATTCCCATGATGGACAGGAACAAAGCAGCAGAGCTTCCAAAACTCCAGTGTGGTTTC
ATCGACTTTGTCTGTACATTTGTCTAC
>BJ735851 ID   BJ735851   standard; mRNA; EST; 716 BP.
GGTCATCGTTCAGCCCCGCCCACGTTGCCATGGACACCGCCTGCTCAGACACAGACACGG
ACACAGAGGGGGAGGATTGTTTGATGAACTAATGGATCCATCCCATAAACTCTGGTTCAG
AGAAACACTTCAAATCAAACTCACTGTAAGATTCCATCCAAGAGCTTCAAAAAACGCCAT
CCAAGCTCCAAAACCCAGAGGTTAAGCTCTTCGTCCGTCTTGTACTGTCATTTTTTCTGA
ATACTAAAAACATAAAGAGATCGCCGTGCAGAAAAGGGTTGTGGGACTAAATCCGCCCGT
GTCAGTCTGTCGTGCGTCTTTGCGTGCTTCATATCCTCTTGGTAGCATCATATCGTCACT
GGAACGCTGGCAGCATCATGGCAAACGGATGGCGGCCGCGTACCGGGGAGCTGAATGTAA
CCGCGCGTCACGCCAACCGTTTGTGGCCTGAAGATCAGCCCAGTGTTCTCTTTATGTGAT
GCCAATCACCAACCCCAAAATCCTAAAAAGTTTCCAATTTGGACAAATTTCCGAGTTGGA
ATGATAGAATTGCAACTATATCTGATGTACTTGAAGGAGAAAAAAGCTGTTTTGGTGTCT
AGAAAATAAGCTGACCGATCGTGACGTTCTTCAGGTTGGTGGGAGTTTGGTGTCGGTGGA
AGCCAACGCTCAGACTACCATTTATTAAGTTGTGTGCAGATTTACAAACTGGAGGA
>BJ735854 ID   BJ735854   standard; mRNA; EST; 722 BP.
TGGCAGACTGTGTTTGGAGTGAAGCAGTGTACCAGAAGAAAGATGATGTAAAAGCACTAA
GACAAGCACTTAAGTGTCTCTTCCAAGCTTCTTGGCCTTTATCCTTGTTAGCAGACGGGA
CTCAATGAAGCACAGCAGATGCGGAGGAAACAAGCACAGTTCGTCCAACCCCCCACCCCC
CCACCAAGCTTCAGGAGGAACCACAAAAACAGCTAGTTTAGAGGAAGAGGCAGGGCTATT
GCCCATTCATATAGTGGATTGATGCTGCAGTGCCGATGTTTTTACGGCAAAATGTAAATG
ACAAGATGGAATCAACGGAACCTGAGAGATATTCTCCCGGACAAGATACTTGAGACTTCA
GATGCTACCTACAGACACCAGTCTTGCACGACTGCAGTGTCACACTTGCATACAAAATGG
ACACCACACGCAGATGAAGATTTACCTGTAACGCTACAGACTCCCACTAACTTCATAACT
GACTCTGAAGACTGTACAAGAAGGTGAAAATGTTCAATATGATACTCGTTACGATGAAGA
TGCTGATGAATTATGAAGAACATTTGGGCAGTATAGACTCTAGGGATGGGGGGAGGGGAA
GGGGTCTTATTGCACGTGACTTATCTTACTCCGTGTGATTTATACCGCATTGAAAACTCC
TGAGGTCACACCATGACACGCCATCATAAAACGACCACGTCGGCTTTGAAGTTCTCCCAC
TA
>BJ735856 ID   BJ735856   standard; mRNA; EST; 728 BP.
CAGCCGGGCGCCGCCAGGTTGACCACAGTGGGCGGAGCTAAGACAAAGGGCGTAGAAGAA
CCTCCTAGGGAGGTCTGGCTGTGCGCTCAGTTCCGAACCCTGCTGTCTGACATCAGAGCG
GTCATCGGGAGCCCCGCCTCCTCCAAAGAGGCGGAGTCAGAGCTGGCTGACTTCCAGGCG
CTCCTGCCGGTGTTGGAGGACTGGGCTGGCCAGCGCCGCCTGCTGAAGGACCTCCGGGAC
CTGCTGGTGGACCTGTCAGGCGGGCCTCGAGAGGACTCTGCGGCCGCGGTGAAGGTGGAG
GACCTGATCGTGCTGGTGGAGGACATGCTGGAAAACGCATCCAAAGACCCTGAGCAGAAG
CTCCGGAACTCCGCCCCCTACACTCTGAGCGCCATAGTGTCCCACTTCCAGAAGCTGTTC
GACGTTCCGTCCCTCAGAGGGGTCTACCCCCGCATGAACGAGGTCTACACGCGGCTGGCA
GAGATGACCAACGCCATGAGGAACCTGAAGGACGCTCTGGACCTGGACGGCAGAGCGTCG
CCTGCGGAGGTGGTGAACCACGTGTCTGCGCTGGCGTCTGCTCAGCAGTCGGGACTGCGG
GACCTGCTGGAGGAGGCGGACATCGACAGCGTCATCCTCAAAGTGAAGCAGCACGACGAG
TTCCTGCCCGCCTTCCACCGCCTCATCACCGACATCCTACAGACTCTGGGTGTGACTCAC
CTGGAGGA
>BJ735865 ID   BJ735865   standard; mRNA; EST; 747 BP.
ACCGGGGTCAGTAAACTCCCCATGCCCGAGTCTGCGCGCAGGAATGCGTGGAAATGGAGG
AATATCTCCACGTCGTTCGTGCACAGCTTCATCACGGCGATATGGGCAGTTCTTTGCTTT
TTCCTGCACCCTCAGATGGCTGAAGACCTCATAGAAACTTTCTCTTGGTTTTCCCACGCC
TTGGTGTCCTTTTCCATTGGTTACTTCATCTACGACTTTCTTGACATGGTGGTTCACCAA
AAGCTGAGTCAATCCTGGGAGCTCCTCTTTCATCACATCGTGGTAAGTCCATAAAGGGTT
GCTAACACAAAAAATGGGTCAAACATTTTTAAAAGATGAGCCGCATCGCCCTATTTTCTT
TTGTGAACAAATTACCTGCCTTCACAAGCCCGTCGGCACGCCCTCCAGAGACGTTGGTAG
AGCAAAACGCATGTTTTTAGCGCCTAGTTACAAAGAACAAGTAAGGGAGCGGCAACATAC
AATCCAGTGAGATGCCTTTCCATCTTTAACACTTCCTTTTGCTATCATTGCATCTGCCCT
AACGACCACTTTCAGATACTGAAGTCAGTTGTTTTGTTGCATGACGATGAGTGCGGTTTA



CCTGAGCCAGGTCTAAAAATGAATTCGGTATCATTTCAAATATTACCTCAAGCACCATGT
TAGCATTGGGGGCGTCACAAAACTATGTCAGTGATGTGAGACGGGAAAGAACACTCTGGA
GCCTGTCATTTTGTGGCTGCATTCAAA
>BJ735881 ID   BJ735881   standard; mRNA; EST; 444 BP.
CATGATGTGGAGGAAGTCATCCAAGCCGAGAAGAGTTATATGCTGGGTGGATGGGTTGAA
ATTAATCCGGAGTCAGCTGATGTTCAGGATGCAGCTCAACATGTCGTGAGGACAATCAAC
TCAAAAGCCAAGTACAAAAAGATGTTCAAACTCATCTTAGTCAGCAGTGCCAAAAGACAG
GTTACCAATGCCATCAACTTCAAGGTTGACATGGTCCTGGGGAGAACCAAGTGTCTCAAC
TCAGGAAATCATGATCTGAACAACTGCACTCTTACAAAAAGGCAACTCCAGTGCAACTCC
GACGTGCTATTTAACCCCAGCGACAGCAGACATCACGTCCAGAACTACAAGTGCAAAAAA
TTGGTGACAAAGGTTTAATTTTTCTAATTTACTGCCAAAAGAAAATAAAACTTTTGGATG
TTTTTCATCTTTGGAAAAAAAAAA
>BJ735897 ID   BJ735897   standard; mRNA; EST; 669 BP.
AGCCACCATGAGCCGAAGCCCGGAGAGGATGTCTTCATACCGCCGTTGTTTTGAGGACAA
CATTGCCTCAACATCCCACCTCCGGGTTTCCAGTCCTTCTCCCACCAGGAGAGAGAACCG
CCACCGCTCAGCCAGCTTCAACCGAAGTGGCGGGTGGAAGTTGGGGGGGCATAGAGCACT
CACCAAGCAAAAACTGACAAGCAGTTCAAGTATGGGGGTCCTTTGTGTAGGTTCATCCCT
GGAACCGGGGAATAAGATGGATCTGGATGTGGCTGCAGCACAAAACCAGGCCTTCAAGTT
GACACGCACCAATGAGAAGCAGGAGATGGTTGTTCTCAATGATCGTCTGACAGTTTATAT
TGAAAAGGTTCGATCATTGGAATCCAAAAACAACCTTTTGGAGGCTGAGATTGAGGCCTT
AAAGAGCTCCTATGAAAGAACATCCAGCCTGAGGCAGCTCTACGCGTCTCAGCTGAAGGA
GCTCAACAGGGAGGCTGAGCAAATGAGAGAGCAGAGGAATTTGTCCTTGGCAGAAAAGGA
AGCAAAGCTGAGCCAGCTGGATGTGCTGAAGGCCAAATATCATGAAGCTCTGGATGCCAG
GAAGCAAACAGAGCTCCACATAGAGACTTTACGTCCTGATGTGGATAAATCAACCTCAGC
TCGAATTAA
>BJ735904 ID   BJ735904   standard; mRNA; EST; 410 BP.
AAAATCTGTTCATCTGGTCTGCATGGGCTAGAACACCTACACTATTATCCAAAATGAATC
CATTTGAGTTACAACTGCTTATTTCTTACCAAAACTTGCCCTCCTTGTCTAACTGAAAAC
ATTTGTCCGGCTGTGCCGGGCTGCTGCCCCCCCTCCTTCCCCGTANAAGCATCTGCAGCC
NAAAAAACTGCTCGATTCAAGGTTGACCAANAGTTGCCCTTGTAGGAATGCATGAAAATA
ATTAGTTTTTCNAGAGCAGCGACTGCTGCAGCGGTGTTCCATGTAGGCGGGGGTTCAGCG
GCGTGTACGGCTTCTGTCTTCGNCTTAAAAAGCTTCCTTTTCTGGGAAATCTGACGAGAG
AAGGCAGCTGGCACAGAAAAGAACCTGCGCTTTGGTTTGTACTTCACGAA
>BJ735917 ID   BJ735917   standard; mRNA; EST; 744 BP.
ATTTATACGTGTAAAGTCTTTTCAGAGACTGTAATTTATCTAATTTGATACACAGTAAAA
AAAAAGGGGCTAAATGTTTTATTCCTATCAATTAACATGGATTTTTTTTCCCTTTCTTTT
GCATTTTTTTAGATCAATTTTTTTCTGAGGCTAAATCAGTGTTTGCTATAATAAAAAGAT
TATTAATAATTTCTACACATTGAAAGGTTAGTGATCCCCAGTGTATTTTGTTCTATCCAC
ACAAGTATTTTTTCACAAACCAAGCACATATCAGCTGCACGTGTACTTCTGTATTCAGTA
TATGATGCATGCTTGCCTTAAAAAACACAGGTTCATGACTAATTCAATTGGACTTGAAGG
TGGCGGGCGTCTCCACAGGACAGGGTGGATTGTATTTCCCTACTGCAACTGTTCTTGTTT
TGTTTTTGTTTTTCTTGCTCATTTTCAAGCATAATTTTGTAATGGTAACCAGGGTCAAAG
TTATGCAATAATAAATGAATAGTGCCTCATATTACAACACTTGTAACGTCACCTGCTCTG
TGCAAAGTTTTGATTCCAACATGTCTGCTTCAAATCCTAAATTTCAAACCAAGACAATAA
AAAAAGGTGAATTTGGGACAAAAAAGAAAGAAAAGCACAGACGAAAATATGCCAGTTGGA
CCTCTAACATAGAATTTCTTTCTCGCACTGAGCCTTATATCATTGTGTCCAAATGCCATA
AATCCTCCCATCAGGCTTTTTTCG
>BJ735921 ID   BJ735921   standard; mRNA; EST; 634 BP.
TTGATGCATTTAGTAGCGTTCAGTAGATAAAGTGCGTTTCAGAGTTTATTTTCGAACACA
TTTGGTCATTTATTCGTGAAGACAGCATCTGAGGTGTCCGGAGATGGGAAGAAGCAGGAG
TCGAACTCCTCCAAGACGAGATAGGAGGCGGTCTCGAACTACCTCACGGGAACGTGAACG
AAGACGAAGGGACAGAGACCGCTCCCACTCTCGAGACAGAGACCGGGACCGAGACCGCCG
CAGAACTCGCTCTCGCTCTCCCCATAGGAGGCGTTCAAGGTCAGTTCACCTTGTGAGCTT
TTGATAATCGAGTCATTTTTTTCCCCTTATGTTTCTGATCTTATTTGTTGATTTATTTCC
ATCATTTATTAATTTTTCATCAACAAACTTGAAGACATTTTTATAAAAATAATAGTCTGT
TCCAATGTCTATACTTCTCGTGGTCTCGGGTGATTCCCTGTTGTTGTTTGTCTTTTGGCT
GCTCTTCTCATGACTCAAAAGTAAACGTTACTCCAAATGTTCATCCACACTATTCTGGAC
TGTGGTCACTTGAGGTTCAATCAGGTTTCATTGAAAGTTGCCATTAAGAAACATAACAGA
AAGGTGCATTTGGGTTTTTTTTTTTTTTGGGGGC
>BJ735939 ID   BJ735939   standard; mRNA; EST; 547 BP.
CAGCAGCTCTCCGCANGAAGCAGGCCGACNGCGTTGCANAGCTGGGANAACAGATCGACA
ACCTGCAGCGTGTCAAGCANAAGCTGGAGAAGGAGAAGAGCGAGTACAAGATGGAGATTG
ATGATCTCANCAGCAACATGGAGGCNGTTGCTAAATCANAAGGTAACCTGGAGAAGATGT
GCANAACTCTTGAGGACCANCTGAGTGAGCTCAAGGCCNAAAATGATGAAAATGTTCGCC



AACTGAATGACATCAATGTACAAAAGGCAAGACTTCAAACGGAAAATGGTGAATTTGCTC
GCCAGCTTGAGGAAAAAGAANCTCTAGTTTCTCAGCTGACCAGAGGCAAACAGGCCTTCA
CTCANCANATTGAGGAGCTGAANAGACATGTGGAGGAGGAAGTGAAGGCCAAGAACGCTC
TGGCTCATGCTGTCCAGTCAGCCCGTCATGACTGTGATCTGCTCAGAGAGCAGTTTGAGG
AGGAGCAGGAGGCCAAGGCTGAGCTGCAGAGAGGAATGTCCAAGGCCNACAGTGAGGTGG
CTCANTG
>BJ735955 ID   BJ735955   standard; mRNA; EST; 712 BP.
CGGACACCTGCGGACACATGACAAGCTATACAGATAAAGGGGAGAAGCCTCCAAGAGGAA
AGTTTATAAGTTTCCATCATGTCACCTTTTGGGTTGGCAACGCAAAGCAGGCAGCCTCAT
TCTACTGTGATAAGATGGGCTTTGAACCTCTGGCGTACAAGGGTTTAGAGACCGGCACCC
GTGAGATGGTGTCTCACGTCATCCGACAGGACAAGATCATTTTTCAGTTTCAGTCTCCAT
TAAATCCTGGAAACGAAGAGATGGGGGAGCACTTGATCAAACACGGAGACGCGGTCAAAG
ACATCGCTTTCAAAGTGGAGGACTGTGACTTCTTAGTCAAGATGGCCAAGGAGCGAGGAG
CTGTGATTGTCAAGGAGCCATGGGTGGAGCAGGACAGCCACGGGAGGGTTAAATATGGCG
TGATTCAAACGTATGGAGACACAACCCACACGCTCATTGAGTACCTTGGACCCTATAAAG
GCCTTTTTCTGCCAGACTACAAAGAGCCCCTCTTCAGGGATCCTCTGTTACCCAAACTTC
CACCAGCAGGTTTGAAATTCATCGATCACATTGTGGGAAACCAGCCAGATGACCAGATGG
TGCCAGTTTCAGACTGGTATCAGAAGTGTCTGATGTTCCACCGATTCTGGTCAATCGATG
ACAAACAGATTCACACACAGTACAGCGCTTTAAGGTCCATCGTGGTGACCAA
>BJ735957 ID   BJ735957   standard; mRNA; EST; 720 BP.
GAGCGCACGGCGAGCGGCTCCCACATCGACCACTTTGAGTTTAGACGGGAACGCCCCCTG
ACAAATACAAATGCTCAGAATTGACTTTATTTTAGAAAAGTAAAGCAGAATTGAATTAGT
ATGTATGATAAAAAAGACTCAAAGTGACATTTTTGTACAATTTTCTCTGTGTTTCCTTGG
TTGTCATCTGGTTTCCTGGTGCTGCATGCACACTTCCTGTTTCCAACGATGCACTTTACA
GTTGAACTTTATAAGACTCTTATTTATGTCTGTCTGTCATTTTCCATTGTTATTAGTTTG
TTTAGCATGAAGCTGCACTAAAGTACACGCAGATTTCTGCTCCTTCCTCACATTCAAGCC
CAGCCTTGTTCTGGACGGGAGTTTGATCCGGATTGGGGGGGGGTTAGAAACTGGAAGGTC
AGTTACCACATTACAGAGCATTCATCTCCCTAAAAATGATGCATTCTTTTTGAAAGAATC
AGTTTTAAAGGAGAGTCCTTCCGCTAGTCTGACCTCAGATCCAGGGTTTGGACTTCGCTC
CTCCAGTCCATGGATGTTTTATGGATTTGGAGGTGGCGTTCAATGGCGTCCCGGTGGTGT
CCTGTAGAAGGTGTCCTGGGAGTACTGGGTCTGAGGAGCCTTACTGAGGGCTCTCCGGTC
GCTGTATGACCAGATCAGGAGCTTGGTTCACATAACTGGCAGTAAGTCGGACCTGTTCCA
>BJ735990 ID   BJ735990   standard; mRNA; EST; 224 BP.
GATGAAATCAACAAGCGTGCAGCTTCTGAAAATGANTTTGTGCTCCTAANGAAGGATGTT
GATGCCGCCTACATGANCNAGGTGGAGCTGGAGGCTAANGTTGATGCTCTTCNNGATGAA
ATCAATTTCCTCAGGGCTCTCTNTGAANCTGAACTTCATGANTTGCAAAGCCNGATCNNG
GACACATCNATCATTGTTGAGATGGACAATTCTCGTCATCTCGA
>BJ735997 ID   BJ735997   standard; mRNA; EST; 696 BP.
TGTGACCCTCCTTCCTCAGCTCCCGTTTTCAGGTTTTAGTTCCAGGCTGGGCAGTTTATC
TCCTCCTCTTCATCAGTCTCTTTTTATTTCCACATGACAGTGCATCAGACTGAAAGTTGT
ATGGAAACGTCCATGTGTAGTTTTTAACAATTTAGACCATGCTTTTGAAAAATCAAGATA
TGGAAAATAATCTGGATTTGGTAGGAAACAAAATCGATGAGGAACAAGCCAGCCATTATT
TCTCCAATCCTTCTAGTCGCCGTTGAAGCGGAGCCATCCGCAGACACGCACACATCATTG
GTCGGATTCTTCCAATGGTTTCTGCCTCCACCTTCCTGATGGGGCGTGGCACGGCCGGGG
TGGCGGTTCATCTGATCGGTGCCATAAGATCAACCTCTTCCTCTTCGTCTGTTGGAGGGC
GGACTCTGAATTCTGTCGGTACCGATGGCGTCTGATGATTTTTCTTTCTTTTTTTCCTTC
TTCTTTACCGATAAAGCTTAAAGGTTATAAAGTTCTTCGTGCTAACGGCTTTCAGCTCTA
AAAGACTTTGAACACGCCGCATAGGAGTGCCAATTTGAATAAGATTTCAAATAGCAATGT
ATTTGCCAAAAACATCTGACTACTATCGAAACAAAAGATATGGNTTAGCGTTTCATCTTG
ACTTTAAGTGTTAACCTCTTTAAACATTTGGNCCGG
>BJ736001 ID   BJ736001   standard; mRNA; EST; 700 BP.
GGGACGTCCTGCAAGAGAGATGTACTCACTGCCACTACTCTATCGTAACCCTTCTCCATA
TGAGTATTACAGCATAGAGCATTTACATGACACAAGGAGTGCCTGATGACGATGATGATG
ATGATGATGATGCCTTGCTAGAATGCTCTTCGCTCTTGCTGAATTAGCAGGGTGGACTGC
AGAAATGTTGAACAATTTAAGATGGACTATAGCTTTATTTTCTTCTCCCACCCCCCCTAC
TTTAGCCGCTTAGGCTGTGGAGCATTTTTCCGTTTCACAGGTTACTCGACTTCGCTAGAG
TTCACCTTGTAGTTGTGAAGCTCAGAGCTTCATCTTATCAACCCCAGCTTGTCTGTTGTT
TACAGGGAATCCACACAGTTTAGCAGCTCGCATTCAACACTTACTGTCACTTTAGCAACA
CTTTAGCCTTTACCACATTGACATCACACTTTTAAATTCATTTAGAACATCACGACGATT
CAAATTTAGTCATTTAAAGAGTGGAGTGCCTTACGGCTGCCTCCTCTGTTAATTACGGAT
CAGAACGTTAGACCGGGTAGGCGGCTGTCTTCAGACTGGGATGGGCGATCAGTGACATGC
CTGTCTGTCTATACGTTGTCGTTTGCGGTCGTCTAACACCTTTCTTCTTCTTTTGCCCCA
CTTTCCCCTCCTTTCCCCTCCTCTCATGTGGTGTTGCAGA
>BJ736012 ID   BJ736012   standard; mRNA; EST; 695 BP.



ACATAAACAGAAGTCGGGGGGAAAAAGCTTTACCGAAGTTGGAGTGACCTACGAAAGGTT
AACATAACAATGGCTAACATGCTAACCGGGAGCTAATAGTTTGGCTTTTGACTCACTCAC
TTCTTCTGGTGAGGAGGGACTTCTCGTCGTCTTAGTCGAAGCCCCGCTGGATGGATCGCG
TCACGGTGTCGGCGGCGGAAGGGTCCGTGGAGGACATGGAGGGGATCTGTGTCATGCCGG
ATCTGAGTGCGATCAAGACCGAGCAGTCGGTGGGCGCAGCTCCAGACGACACGAACCCTC
CAAATGTGGCCATGGGCATCAAATTCATCCTCCCCAACCGCTTCGACATGAATGTCTGCT
CAAGATTTGTCAAGTCACTCAACGAGGAGGACAGCAAGAACATCCAAGATCAGGTGAACT
CTGACCTGGAGGTCGCCTCTGTTTTATTCAAAGCTGAGTGCAACATTCAGACGTCTCCTT
CACCAGGTATTCAAGTGCGTCATGTTTACACGCCGTCCACCACAAAGCATTTTTCTCCCA
TCAAGCAGTCCACCACACTCACCAACAAACACCGTGGCAACGAGGTCTCCTCCACTCCTC
TCTTGGTGCATTCTTTGTCCATTCACCAGCTGGCAGCACAAGGGGAGATGGTATTTTTGG
CGAGCAGGATTGAGCAAGAAACTGTGATCAACCTG
>BJ736017 ID   BJ736017   standard; mRNA; EST; 745 BP.
CCGGGGAGATCGAGTAAGAAGCAGAGTAGAACTGGCCTCGGTGCTCCCAATTGACTTGAC
ACATTTTGAATTCAAGACGGGCAAATTCTTCGAGGGAGAAGGGCAACCAATTAGAATCCG
GAATAGAGTGAAAAAGAAACCACGGGAGCGTTCCTCTTCAGAGTCGAGCTGGTTAGACAG
GGAGGGGGCGGACACTCCTGACTCCTTTCACAGACTCACCCCGAGCACCATGCCTAAACA
GCAGAACAGTTTTTTGCTCAACAGCTCCACAGGAATCTTAAAACAGAGTTCTCGCACTGA
CTTTGGGAGGACAGAGGATAAAATCCGACTCCCTTTCCCCACATCATCACGACCGCTTCC
TTCAATAAAAGGAGAGTTTGGGTCTGAAGACAGCATTCTGGTCTGTGCCAAGTGTGGTAT
TTCCTTCACAGGTACATGGTATGACAAACAGAGGAAGAGGCCCTGCTGTCCCACCTGCTG
GGCATCAAAGACAAAAGAGCATCCAATGATTCGTTTCAGGAAGTGGATTCCCTGTGGTCA
GTGTGTGGGCTGTCACAACACTATCAACTGTGGGCAGTGTGCTAACTGCAAGCATGGACT
GCAGAGCCCCGAGTCCAGGAAGCGCATATGCAGGAAACGCAGATGCATTTGTCCTATTCG
CAAGAGCCCAGCAAGGAGGAACGTCCAGCAGCCTTACATCACAGCTTCAGACATGTGTGA
CGACNGCTCCNGTTTCCAGAATGAA
>BJ736021 ID   BJ736021   standard; mRNA; EST; 101 BP.
GACTACTGNTGNGATNTTGGGNTCTATNAAAAAATTGAATTGAAANGGANTGGGTCGGNG
AAAGCTGGNATGACCTCTAATTTTTCGCCACAAAATGTTAC
>BJ736047 ID   BJ736047   standard; mRNA; EST; 749 BP.
GGCTGGCCCGCTCATGAGGGGGACATCCTTCAAATGAAGGCCGCAGAGGGGAATCTGGTG
ATCAGCTCCTCCACTGATTACACACTGGCTGTGTGGAAGGATCTTGAGAACAAGCCTCTT
CGCCAGTACAAGTCTCAGTCCGACCACATCCACACCTTCGACCTCTACGGGTCACAGATT
GTAACCGGAACGGTCTCCAATAAGATCGGCATGTACTCGATGGCCGATATCTCCCTCAGT
CCTGTGAGCAGCACAAAGCTGAGCTCGGAGAACTTCCGTGGCACTCTGACCAGTTTAGCT
GTCCTACCCACAAAGAGGCTTCTGCTGCTCGGCTCTGAAAATGGTGCCATTAGGTTATTA
GCTTAATTCACCAGCGCCCAACTGAACAACACTCTTTCCACTGGCCTCCATGGTGTCTTA
TCCACAGTTAGAAACTGTCGTCGATCCCTTCTGTACTGGAAGTGGACTGTAGCGATACAG
CTTTCCTTTTAATGAAGCAGCACATAGAAACGATGTATAAACCCTCAGTGTACAGAAACC
TGCCAGTTTGGCTCGCACTGAATTTGATGGACAGTAGATTCCCCAACAGCTACCCAAGTT
TCATGCACACGGAAATCGTCTGTTGATATTTGATGTGAAATTCCCATCTTAACTTTGTCT
TTGTTAAAGTGTTTAGCTAACAACAAGGAAGTGAAAAGACATGCTCAGGAAGGTCTTTTG
TAGTGTTTACACTTTAGATCCATAACGAA
>BJ736058 ID   BJ736058   standard; mRNA; EST; 366 BP.
GATTATTTCCCTAAAGCNNGCAACGAGGCAACNGNATANAATTAAGTANATAAAATTNAA
ATTAANTTAAAAAAATACAATAAATTAGAAGAGAANANAGTGAAAGAAAGATATNANTCT
GAAAAATCTACGGGCTATTACAAGTTCTCACTATATAATGATGTTATANTTTTACTAANC
AATCATTATTGTTGTCANGAATTACTTTCTAAGTGTCTTTTTAGGGTTGTTTACTATGTA
TCTGCTGATTCTNAGACAGTTATAGTANCANGGTAATTTCCCCTTTTAGGGACCAACAAA
GTNTTATTCTATTCTAATGTTAAACTNTCTGGATAAATTCCCNATANAAATATTTTACCG
TACAGA
>BJ736068 ID   BJ736068   standard; mRNA; EST; 190 BP.
AGCATGAGGAACCCAACGGCCTTGAAGAAAGGAGGAAATGTCAAGTGTCTGCCTGCAATC
ATTCCTTCTGCGCACAGAACGTATCCAGAAACTCATGCAGATGTGGTGATATGTTGTAGT
GGCTATGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATNTAGANCACAAANGAG
TGTTGGTGGA
>BJ736069 ID   BJ736069   standard; mRNA; EST; 125 BP.
GTTTAAAAAAAAAGGAGACTAACAACGTGTTCTATTTCTGTCTTTTTTTTCCCTTTTTTT
TTTGGGGAATTNCAATTTCTTTTNGCCCCCANCAAACNATTTCAAAGGGGGTNGCNGCCT
TTCAA
>BJ736076 ID   BJ736076   standard; mRNA; EST; 784 BP.
TATGTTCAAATTAGGAAACTACACTATTGCGGGGTTTGAAGCAAGTCATGAACAGTTAAA
GGCCACATCACTAATGGCATTCCAAAATAGAATTGCGTTAGACATGTTATTGGCGGAGAA
ATCTGGAGTTTGTGGTATTTTTGGGGATCAATGTTGTTCTTTTATCCCCAACAATACACA



ATCTGATGGAAAATTGACAGTGGCTATTGAAGGTATGCGCACATTGAATAACAAAATGAA
GAAACATGCAGGCGTAGATACATCTATGTGGGGTGACTGGCTCAAAATGTTTGGTCCATG
GAAAACTTTAGTCTCATCCGTTCTCGTTGCAGGAGCAGTTTTTTCAGCGATTCTCACACT
CTGTGGTTGTTGTTGTATTCCCTGCCTTAGGACCCTTATGACACGCCTCATAGAGCAGGC
TCTGGGAGAAAAGGTTCGGGAGTACGGACAATATGCAATGTTACCTGTTAGTGATCCCTT
TTCACCACCTTGGTTGGGAAATCAGTCTGTGTGAGTTTGTTCTGTTTAACCTATCTCCAT
TTTTTCCCTTAATTTTAGGTGTTTTCTTTTCTTTATAGGAAGTGTTATCTTTGTTGTATT
TTTTACCTTTTAACTTTTATATTTTGACTTTTTTTAATTTGAATTTGACTTTTATATTTT
CACTTTTTTAAACTTAAGTTTGACTTTGAATGTTTTATTTTTCCGTACTTTTATATTTTG
ACTTTTTTAAATTTAAATTTGACTACTATTTCATGTCTTGTTCTTGGTAAATGCCAATGT
GCCA
>BJ736080 ID   BJ736080   standard; mRNA; EST; 715 BP.
GTCTTCTGTCAGTTTGGTTAACCTGACCAGTCTAACACTGGCAAGGAACTGCTTTCAGTC
TTACCCTGTGGGCGGGCCATCGCAGTTCTCCACCATCTACTCCCTCAACATGGAACACAA
CCATATCAACAAGATCCCATTTGGCATCTTCTCAAGGGCCAAAGTCTTAAGCAAGCTTAA
CATGAAGGACAACCAGTTAACATCTCTGCCACTGGACTTTGGCACATGGACCAGCATGGT
TGAACTGAACCTTGCCACCAATCAGCTGGCTAAGATCCCAGAAGATGTCTGTGGGCTCGT
TTCCCTTGAGGTGCTGATATTGTCCAATAATCTTCTGAAGAAGTTACCGCATGGTATTGG
GAATCTGAGGAAGCTGCGAGAGCTTGATTTGGAAGAAAACAAGTTGGAATGTCTGCCAAA
TGAAATCGCTTACCTGAAGGACTTACAGAAATTGGTTCTGACAAATAATCAGCTGACCAC
GTTGCCCAGAGGGATTGGCCACCTCACCAACCTGACTCACCTGGGGTTGGGGGAGAACCT
GCTGCAGCACCTTCCTGAGGAGATCGGAACACTGGAGAACCTGGAGGAACTGTACCTCAA
CGATAACCCCAACCTCCACAGCCTCCCGTTTGAGCTGGCCCTCTGCAGCAAGCTGGCCAT
CATGAGCATTGAGAACTGTCCCCTCACTCATCTGCCGGCTCAGATTGTGGCAGGA
>BJ736091 ID   BJ736091   standard; mRNA; EST; 769 BP.
TTCAGACTGTGAGCCGTCCCGCCGCTCTGGGTTAGCGGCTGCAGGACTCAGGAGGAACCG
TGTTCGAACAGAGCTCGGGCCGCTAGCTCACAGAGTGGCTTTGGGGCGGTGTGTTAACCT
TTCAGAGCAGAAATAAATGTCGCTCAGTCCTTAGAAACTGTCCAAACAATCATGTGGATT
TGTGTTTCCAGTCGTGTGCCGACAAAATAAAGGCTGATGTTATTCCCAGACATTTACGTG
CAGCCAAGACGCAGATTGCTGTGTTTCTTGCACGGCCCTGGATTTTGTGTCCATCAAGGC
TAATGATGTTAGCCCGTGTTAGCCTGCCCTAACCCTTCTTCCAGCTTAATTCTTCCACAA
AAAAGCACTGACCACACGGATTAAATATAACGATGAGCGAACAGGCACTTCATAATATTC
ATGACATTAATAAAAGCACGTTTGGAAGATCGTCTCGTATTAGGGAGCTGCTGCACATGC
TGTCTGTCTGTGGCAGTGGTTTGTTTACCACGGGACCTACTTCCTCATCCGGGTGATTTT
ACACTACTGCGCATGCCCAAATCATTCATTCCGACCGAAAGTGTGACCATGTGAAGGTTT
GTTCTAATCGGAAAAAGGTTTTCTGTGCCCATGTGCACGGGTGAACTTTAACTCGACCAT
TGATCCGATCAAGATATTCTGCCCATGTAACCGCGGCTACTGATGGATCCGTTCAAGGCC
AAAAATGCTGGATAAAAACAAACGTGTCACTTCTGCATAGGTGCTATGC
>BJ736093 ID   BJ736093   standard; mRNA; EST; 114 BP.
TCATTCCGTTTCTTCCTTTCAATTCTCAGAAATAGACGGCAGCTCAGTGTGTGTGTTTTT
TATATATATATTTATATTTAGTATATTGTTATACACGATGGCTGGAGTTAGTTC
>BJ736108 ID   BJ736108   standard; mRNA; EST; 121 BP.
TTTTCTGCTTCTATCATCCTATTTTTAAACTCCATTTAAAAACAAAAAAAAAAAGTTCTN
GANACTTTGCAGGACAAACACCCAAANGAANGTTNGTNGCTNGTCNGAAAGNGTTTTCTC
A
>BJ736116 ID   BJ736116   standard; mRNA; EST; 366 BP.
ACTCTTGGAACTGAGGGCATTTCCATTATGCGCTGTGATGATTATTACTTTTTCCTTCCA
GTGACATTTCATTTGCAATCTGCAACCGAACTGGTGGTTCATATGCCACTGACATTAAAA
TGAGTTCAACATTTGACAAATAGGATTATTGAGGTGAAAGTATTTTTTTTCTTGTAGATA
TTTTGCTGTTAACAATCTTGTATGTTTAGTTAAAAAAAAAAGTCAAAAACCTCAGGCCAC
TCAACACGCCTTGGCATGCAAGATTAAACTGTCTGCTGTGATGGCCAGCCGCAATAAGAA
GTCCCTTTGGAAACATTTTGAGCAAGCGCCTAANGCCCAAGACACTGTCAGGTTTTTTTT
TTTNCA
>BJ736121 ID   BJ736121   standard; mRNA; EST; 639 BP.
TCTGTGGGAAGACATTTGCTTGTCAGAGTGCCTTGGACATACACTATCGAAGCCATACCA
AAGAGCGACCATTTATTTGCACTGCTTGTAACAGAGGTTTCTCCACCAAGGGCAACCTCA
AGCAGCACATGCTAACTCATCAAATGAGAGACCTGCCCTCACAGCTCTTTGAGCCATCGA
ATACCAGCCTATCATCCAGCCCAACTCCTTCCCTCATGTCTGTCAGCTCTCTAAACAAGC
CGGAGGTCAACGGCTTCCTTCATAGCCTCCACCCAGAGAACAAGGACCTTCCCCCAAGCT
TGGTCACATCATCGGCTTCCACCTCTCCAGTACTCTCTGCAGCTCCTCCGCGCAGGACAC
CCAAGCAACACTTCTGCAACACCTGCGGAAAGTGCTTCTCCTCCTCCAGTGCTCTACAGA
TTCATGAGAGAACCCACACAGGAGAGAAACCTTTCGCCTGCACCATCTGTGGTCGGGCCT
TTACCACCAAAGGAAACCTCAAGGTTCACATGGGCACACACATGTGGAACAGCGCTCCCG
CCAGACGTGGCCGCAGGCTTTCTGTGGACGGCCCGATGGCCTTCCTGGGCACAAACCCAG



TCAAGTTTCCGGAAATCTTCCAGAAAGACATGGCTCCAA
>BJ736142 ID   BJ736142   standard; mRNA; EST; 754 BP.
TGGAGGCGCGTTTCTGCAAGCTGGTGCAGCAGCTGCTGGACGACCACAAAGACGTGGTCA
CCATGCTGGCCCAGGGCTTCAGGGAGTGTCGGCGACACATCCAGCAGGATGAGACGATCA
TTCGCAGCTTCTTGGACACAACGCTGTGCTCTCGTCTCGGCATCCGAATGTTGGCCACTC
ATCATCTGGCTCTGCATGAGGACAATCCGGATTTTGTTGGAATCATATGCAGACGTCTTT
CTCCTAAAAAAATTATAGAGAAGTGGGTGGACTTTGCCAGACGTCTGTGTGAGCATCAGT
ATGGAAATTCACCCAGAGTGAGGATCAATGGACACGTAGCCGCTCGCTTCCCCTTCATCC
CTTTGCCTCTGGATTATATCCTACCAGAACTCCTTAAAAATGCCATGAGGGCCACCATGG
AAAGCCACCTGGACACTCCTTACAACGTACCCGATGTGGTTGTCACTATTGCGAACAATG
ACATCGACTTTGTCATAAGGATTTCGGACCGCGGTGGAGGCATTCCTCACAATATACTGG
ACAAAGTGATGGACTACCACTTCAGCACGGCGGAGGAGAGCGCTCAGGACCCCCGCATGA
GCAACTTATTCAACAACATCACCAACAGCGGGAATCAGTCCAGCCCCATGCACGGGTTTG
GCTTCGGCCTGCCCACATCCAGAGCCTATGCCGAGTACCTGGGGGGCTCCCTGTCCGTAC
AGTCTATGCAGGGCATCGGCACTGACGTTTACCT
>BJ736146 ID   BJ736146   standard; mRNA; EST; 629 BP.
CCCCATCCTCAGCAACACATCTGGAGCTCATTACAAAGGAGACAGTACAAGCTGAGGGAG
GGGTGAGGAGTCTGTAGGAGAGCGCCTCCTTTAACCCCTTCAACCATCCACCTTCTCCTT
CCCTTCATCCTCATAGCCTGGCACCCATCCCTGCTTCACCAAACCCCCCACCACCACCAC
CACCACCTCCACCCGCCTGCAGCGGCCCTCGTCCTGCCGCCGGTACCGCATGATAACAAA
CGCTTCATTAATGAGCGCTTTTGGAAACAGAAAAACAGAAACTCCACAGCTGTTAACAGT
GTGCGGTTGAAACCAGCAGCAGTTTCCACGCAGGCAGTTGAACCAGAGGCTGCGCAGTTT
GTGCGACTGACTCACCGTGATTACACACACACACAAACACACGCACACACATACAGGGTC
GGATCGTAAAAGAAACATAATTAGCGAGGAGCTGCCATCTGAAGGTCACAGTTGATGACC
ATACTTCACTGCCAATCGCCAGCATGTGCTTGTTTTTCTTTTCTTCAGGGACTGACAGAT
CCTGGCTGCTTTTCCTCCCAAAAATGTGCTTCTTCTGACATTCTCCGAGTCCTGTTGTTC
CATAGGAAGTCATAAAACCCCCCCTTCCC
>BJ736150 ID   BJ736150   standard; mRNA; EST; 672 BP.
CAACGTGAAAGGACATTTCAAGAAACAAATATGAACCAATTTATATCCCGGACAACGATT
GTGGCACGAAATCGTGTACTAACCTTAAACAAAGTTGGATTGAAGACTTTCTGCACAAAT
TCAGTCAGATTGTGTGAAAAAAAAGACAATGCTGGCACATCTATAGATAGCCAAACGAAA
CTGCCGGAACAGAAGGAGGAGCAACGCGTGTTAAAGACTGAAGACAGAGGGACCGCAGAC
CGTCAGGCAGATGATAACTCTAAACAGCTTCTGGCAAAATCACAACAGCCTAAAGTGGAT
ACAGGAAAGAGTGAGAAAGAAAACCTCCTGGACCTACTTGGAGCCATGAAAGTAGAAGTG
ACCAATAAAAGAAAGCTTAAAACTATGAAGAGACAGCAAAGTATTGAGTCAGCTGCACAG
TATAAGTCCAAGCCAGCAGATATGGAAAGCACCATCAGTATGTTTCAAAAGGCTACAGAG
GAGGCGTCATCACAGAGTGAAACTCTGAGCCCTGACTTGGTGGCTGCAGCATCTGCCGCC
GCCGCCACTCTTCCCAACCGCAGTCGGGCAGAGTCGGAGCTCCTTAGGCAGCTGAGGGAG
CGCAAGACTCTCACTGAGGCGCAGAAGAGAGGCGACATGAACAATATCGGAGTAATTATT
GCTGACATGAAG
>BJ736153 ID   BJ736153   standard; mRNA; EST; 676 BP.
TCACCTTACAACAGATACTGTAATTTCTCAGCCTAGTTGTAATGTAAATTAATACCTGAA
AAATACAAAATTAGATTGTTACTGAAATGTACCAACATTATATACTGATGCTGTTCTGTT
CAGTGATACTGAATGATAAAAGGATGATAAGGGGACAAATTGAGAAAATACTTTAGTATT
GTGCCATATTTGAAAGGTTGCTCCGCCTAAAATTTAAATCTGTTTTCATGTGATCTAAAA
AAATGTCCCAAATGTGTGGAAAATACTAACAAAAAAAGATGTGTCTGTAACAGACAGAGT
TGCATGATCGAGAATAGACAACTGATATTTTTACTTGTATTATGAATGGTGTGACAGAAC
GGGTGTCACTTGGGGACTGCTTTCCTACTCAAATTAACACATTTTTATGACATGTAGTAT
TCTTTTAACTTATGATGCCAGGTTTTTAGTGGCTAGACCTTCCAGAGTTTATACTTAGTA
TTCTCACCAACAAGCCAGAGGTCTGTGTCACTGCGAAAATTACTAACATCTTAACTTAGC
ATAAACTTTATATCTTTTGTATTCCATCTGAAGACATGGCTTAGAGCGTGTACGGAAGCC
CACCTTATATATGTCCACAAAAAAAGGTATCCAAAAAAAAAATTAAACGTGATGCATGTA
TTTTTGTAAAATTGCG
>BJ736164 ID   BJ736164   standard; mRNA; EST; 769 BP.
CCCAACCGCAAAAGCAGAAAAGTGGGGACTCCACCCAATGGGGACTGTCTGACTTTTACG
ACGACCCAGCTCCTGACGACGATCTCTCAGCATTAGATTCAACTCCTGCACCCGATCCCA
CTCCGTCACCTCCACCTGATGTGGATGATGAGAATCCACTCCTGCCCGGAACCCCGGCAG
TTTTTAATGAAGTGGGGCCAAAAATGGACACTGGATCATCTCCAGCAGCTGGTCCCATCC
CAAGCCCAGACCCAGACCAGGGTTTAGGTGTTGGTGGAGCCATGGGTGCAGATGGTTGTA
GGCTGGGCTTTGTACTTTCTGGACCTGGAGTTTGTGTTGCTCAGTGCGACACGGAGCCTA
ATTTCTGCTTCAACGGAGGAGTGTGCACCGTAGTACCAGGGAGTGGAGCCTTCTGCAGGT
GCAACGTGCAGGAATATATCTGGAACAAAGGCACGCGTTGCGAATGGGCTGTCACGGAGT
TCCAGGTGTTGTGCATGGTGGTGGGCGTGGCCTCTGTTGTGCTCCTAATGCTCTTCATGA
TCATAGTATTTTTTGCCAAAAGACTTTACCAACTCAAGAACGAGAACAGGCGCCTTCGCA



AACGCAGTAAGTACCGCACACAGAGCAGCGAGCCACAGACAGACGGCCTCTCCGTTTCAA
CTACGGCGGACAGCTCTCAACCAAATGTAAGGAAACTCTGTGACACCCCCCCGCCTGCAC
CCCAAGCTCATACTCACAACCTGGCGTACTATGACANCATTATCTGTCA
>BJ736218 ID   BJ736218   standard; mRNA; EST; 177 BP.
AAATCCNNATAGAACANGAGTGGNATTATTTAGCATTTGATTCNTAANTATTGTGGTTTG
AAAAGAATTTTTCCCAAAANAANACTGAATCACATTTTGTCAATCTGGTTTGAAAAGTGA
GCTGGGTTCTGCTCAGTTCTGTGTGCTGACAGTTGTATGTTCTGCTGGGAGCCCATA
>BJ736220 ID   BJ736220   standard; mRNA; EST; 661 BP.
TCCCCTCGTTGTCCGTCCACGTTGCTCTTAGGCTTTCTTGCTTTACAGGACAAAACAGAA
AGACAACGAAAAAAAAAACGTGATGTAGGAATGACAACAACAACAACCGTCCTCGTCTTA
AGTTCAACGAGAAGACCCCAGCATGCTGCTGCCCTCCAGCCCGCGGTGCANACGCCAGCG
CCGGGCCTCGCTGCTTGTGCTCGCCGCCTTCCTGCTGCTTATCCCCGTCAGCGCTAGCCT
ACCAGCTTGGACCGGTTGCCCGTCCCGGTCCGTCTGTCAAAATCAGAAACGGGTCAACTG
CAAAGCCGGCTCTGAATGTGGCCCCTGCTTACCTTCACATGAGGAGGCTGAGGATGGACG
CTGTGTGCCACGCAAACTTGGCAAAGTGAAAACTTTCTCTGACCTGGAGGAAGAGATCGA
TCTCATCGCAAAACAAGAAAAGATCAGGAAGAAACCAACCAAACAGAAACCAGTTTTCCT
CTCCGTTCAAAGAGACCGTGAAGAGGGCTTGACGGACACCTGGAAACTGAAGGACAGACT
CTTGGCCGACGTCCTGCTGACCAGCACCGAAGCTCCACGCCACACCACAGCTGACCTTCC
AAACAAAACAACTCTTCAGTCCAAGGTCAAGGGGGCCATCGGCCACGGCGGCCCGCATGT
C
>BJ736223 ID   BJ736223   standard; mRNA; EST; 243 BP.
GTCTACAGAGGTCGTACAGCCGGGAANGAAGCGGCGGATCTCTGGNGAGNGANTGCNNTA
TCCCANACGCCCTGANCGTCGAGGGGACCTCATAGTGGAGTANGAGGTGAAGTTCCCAGA
GCGGCTCANCCAGAACACTCGNGACACCANTGCNCGGGTTCTTCCAACATCTTAAGCGAA
CTGACGAANGGACCTACAGGAAGTTGCCAATTTGTANCCTGACTATCTNACAGATGTTCA
GGA
>BJ736225 ID   BJ736225   standard; mRNA; EST; 742 BP.
TGTCTCGTGTGTTGGTGATATAAAAATATATAAACTCAGCCACTTGAACATGGTGTCAGA
AGTGAACCCAGGAGGGGTTTGAACTGAAGAACTCAGGATAAAAATAATAGTGTGGATTTT
GCCGCTCGTAGTCGCCATCGAAGTCCGGGACGGCCGCCATGAGTCGATTCCAGGTACCCC
CACCTCANAAGTTTTCCTTCAAGGCAGATGACTGGCCTAAGTGGATAAAGCGTTTTGAAA
GGTTCCGGATTGCGTCTGGTTTGGAGACTCAAGCCGAGGAGAACCAAGTGAACGCGCTGA
TTTATTCCATGGGGGAGGAAGCCGAGGATATTCTGGTCTCGCTGCACCTGAGTCCGGAGG
AGGCAGTCGACTTCCACACAGTCAAGACAAGGCTGGACACTCATTTCGTGGCTCGCAGAA
ATATAATTTTTGAAAGAGCAAAGTTCAACCAACGACAGCAGGAGATGGAAGAGACGGTCG
ACAGCTTCCACACTGCGCTGCAATGCCTGGCGGAGCACTGCGGCTACNGCGCTCTTCACA
GCGAGATGAAAATGAAGTGGATGGGTAAACAATAGAATGTGGCCTCACAGAGAACATGAT
CTCATATTTATTTCAGAGCTCCTTTTAAAAAAACAGGCCAAGTTTGAAAAATTTGTACAC
GAAATGAGGGAGGTGGTAACAATACCACCAGAAACCGTGCCAGCAGAATCCTTTCAAAAA
ACTTCGACTACAGAAATAAATG
>BJ736231 ID   BJ736231   standard; mRNA; EST; 573 BP.
CCAAACTCCTCATTTACAAAATATTTATCTTAAATAAAGTCAGAAATAAATGTGTCCATT
AAAAAAGCAGCATTTCTGTATTGGATCCCCCGTTTTTTTTTTAGNCCAAGGGGTTAAAGN
CCAATAAAAGACTTAAAAATTGTACAAAATTTGCTNGNGAATTGNCNGGGNGGGAAAAAC
TTCANAAACAGAAAGACNCTTTAGGGGAACNCTAAATATACNCTAGATATATGATTAAAT
TTAAAGCCGTTTTTGNGCAGGNCGATCCAANCGCNCCTACNGGNGTAGACAAAACNCAAC
GNGNCANAGAAAGTACCNCCGTATTTATTTTACAGGGGGTATAAATTATGGTATTTGCTG
AAGTTTTATGATGATGCATTGAATTTAGAGTAATTACATTTACNGTTAAAATTAGAANGG
TTACNCTGGAANAACTGTAAAAACANGTTTTTACAACANCGNCCTTAAAAGTAACNCCNC
ATTTTTTACAGNGAAGTTTTGGCCATCTTTTTACNGTAAAAAAAAGAAGGTANGTTTTNG
CTACTTTTATCGCCTAANAANGCTTTTTTTNGG
>BJ736248 ID   BJ736248   standard; mRNA; EST; 715 BP.
ACAGCTTTAATTGAACTGGTTAAGGTATTTGTAACGTATTTTCTTGAAGTCAATAGAGAA
AAGCACAATTGTTTCTGACTCAAACAAGAAGAAAAACTGGAAGGACACAATGGACATGTG
GAGGACTCTGCTTCTGACCTCGCAGCTGCTTTTAAATCTCTGCTTGCATGTTGAAGCACA
AGCTTTGGTCTATGATCTTCTCACCTCGCCTGATTGCCTGCCAGACCTGCTGCAAGGGGG
TCTGATTGAACAGGGGGTGAACGAAGCCTTCATCCTGACCTCCTTTAAGCTGCAGCCCAA
AAGCGGGACCACTGTGTTTAGTCTCTACAACCCTAGGGACAACAGCAAGTACTTTGAGTT
CACTGTGATGGGCAAGCTAAACCGAGCTGTATTACGCTACCTCCGGAGCGACAGACGGAT
GAGCTCTGTTACCATCAACAACCTGGTGCTGGCCGACGGCCAAAAACACCGACTGCTGTT
CCACCTGAGGGGGCTGCAACAGCAGGGGCCAGGCGGGTTGGAGCTGCATCTGGACTGCCG
GCTGGTAGAAACAGTCCGGGATCTCCCCGCTGCCTTCCAGGGTTTGCCCACAGGTTATGG
TACAGTACAGCTGAAGACGATGCAACCAAGGGAGCAGGAAAGCTTAGATGAGCTGAAGCT
GGCAGTTGGAGATTCATTTGAGAGTGTTGCGTCATTACAAGACTGCCATTTCCAG



>BJ736268 ID   BJ736268   standard; mRNA; EST; 574 BP.
TATTTTTGTACAAATATATATGGAAAAAAAAAAGAGGAAGTCAACAATCGGNGNGNGTAG
CCTACAAATACAGCTGTATTGGATTTCCTAGTTTTTAATACCCCGGCGGGCTGGTTTTCA
TGCTGCCTTCAAGTGCGTTGGTAAATTCGTTTAGTTGCTATCTTGGCGGGACAGACATTG
TGCCTACTCTTTGGGAGAAAACGTGTTGACTGAACAGAGGAGCTAGTAAAACATACAACT
TATAAAATTGACTAAAAAGAAATCACACACCTCANGAGAATCTTCCCCCCAATAGCATTT
TTTTCCAACAGCACTTGAAAGCAGCACCAGTCCTTGAACCAGCCTCCTTTTTGAGCCCCT
TCGGCGTTTACAGNGCCANACTGCAGGTTGCTTAAAGACACAGGAACACGTTTTTGTTTT
TNGTTTTGTTTTTTTCTTTTCCCACCAGCTGTTCTTGNGACCCCATGTGGGGTTAACAGC
GTCACTATCTCAACCAGCAGCGACTTTGCATTTCACTTTTTACATTTTTCTTCTTTTTTT
TTGCCNGGGACAAAAAANTAAAACAAAAAGAGGA
>BJ736273 ID   BJ736273   standard; mRNA; EST; 702 BP.
TACTCCCTGCGTTTCCACAGCGAGCAGTCGACAGAGAAAAGGAAGAAGCGCTACAGTGCT
GGAGACAGCTTTGACGGCGTCCCATCTCCTCTGACCCCCATGGAGCCGGACTCTTATGTG
TCCTCTGTCTTCTCTGACAAACCAAGTCCCACTTCGCCTCAGAAAGATAGAGCAGCGTGC
AAATTCCTGCACGCCTCCTCTCCCGCCTTCCCCAAGGGGGCCAAGTCTGCCAGCCCGGCT
GCACACAGCGAAGTGCTTTCCAAGCCCCCACATTACAGAAGGCCACCAACATCACCCAAA
CCTTCCGGAGGAATCCCAACTCCTCCTCCATCCCCAAAACCAAGGGCAGGCCACAAGGCT
TCCTGTGACGATGTGGTCCAGAAGCACGCAGGTTCATCAAGCCTGGATCAGGCCAGCAGG
AGCGAGGAACCATCAACCACAGGCCAACTGTACCGGAGCAGCCAAGGTGAAGAGGAGCCA
AAGGAAAAGAGGTCATTCTTCCCCTCCATTAACATCCCCTGGAGAGAGAAGGCTGACAGG
AAGGCGGAGCTTGTCAAGAAAGCTGAGAAGCCATCCCTCCAGAGCAGGCATTCTCTGGAC
AGTCCAAAGGTCCAAGACAAGGAGGCCGGGCCCTTGTGGATCACTCTGGCTCTGCAGAAG
CAGAAAGGCTTCAGGGAGCAGCAGCAAAACCGCGAGGAGCGG
>BJ736283 ID   BJ736283   standard; mRNA; EST; 556 BP.
TGGTGGTGGTGGTGTGATGGTGTGGGTTGTGTGGTGGCTTTGGTAAAACCAGGACAGCTG
GTTACCAAACCGTACACTGTCAGAAAAAAGGGTACGCTTGGGGTACATTTGTGAACACTT
AGGGTACAAATGGTGAATTTGTACCCTAAGTGAGTCATAATTACACCTTAGGGTACTCAT
ATGTACCATTTAAGGATAAAAAAGGTACAAATATGTTTCCAACCATCAGAGGGCCCATAT
TTGGACCCTTTATTCCACAAACAAAGGTACAATCACTTGTGTGACAAAAGTAATAATTCA
AAGTGTATGAAACGTCACCCAAAATCATTTAATACGTTGTTGGTTATTTGGAAAAGATGC
ACAAAATAACCAAATATATTTAAGAGACCACACATCTTTTATGACTAGTTCTGAACAGTA
CACAAGCACGTTATATTTTATTGATTGTGCAGAGAATCAAGATAATAACTTTTAAACATG
TATTAGTGTGAGCCTGTTTTTTTTTTTNCTTATATAAAAGCTGTTTTAAGTTTTGCCTTT
AATTTANAGCAAAAGC
>BJ736307 ID   BJ736307   standard; mRNA; EST; 762 BP.
ACGCGGAGTCCAGCAGGAGCATCATCACCGCGGACCATGGAGGCTCTACAGCCGAGGCGG
AGCGGAGCGAACGCCGCGCTGCGGGCGGCGGCCCCCGCCTGGATCCTCTTAAGCGCGGCA
CCGGGACTGCGGGCGGAGATGGAGGAAATCGACGGCACGGAGAAGGAGGCAGAGGAAAGT
CACCGACAGGACAGCGTTAGCTTGCTGACATTCATTCTGCTGCTGACATTAACGATCCTC
ACCATTTGGCTCTTCAAGCACAGACGGGTTCGGTTCCTCCACGAAACCGGGCTGGCAATG
ATTTACGGTGAGGCTTCTGGATCGGATCCGACGCAGACTCCATCTTTATCTCTTTCCCTC
TCCTTCATAGCAGCGCCACCACCTTCCCGCAGGGTTTGCGTGATTCAGCCCTCCTTGTGC
GTGAACAGGGGGCATGGCGGGTGAATCTGCAGACGCACAGGAGACGGAACAAACGCGTTT
CTCCTCACTGACGGAGCTCGTGCTCGTGCTTGAAGGAGTTCACTCCTCCACCATGCAGCT
GCAGCTGCATGAGAAAACAAGTCACCTGCAACCAGACCAAACATTCAGCATCCATGGGAT
CAGAACTACCAAAAAAAGAGGAAATCATTTGTAGAACACGCACCATCTGTTTAAAAAAAA
GCACATAAATCACCTTTTTAATAGGAAATTACCACTTTTTAATAAGAGTGTTGGATTTAT
TTGACTTTGAATTTAAATGAAAACATTTATGTCTGCCNTTTT
>BJ736323 ID   BJ736323   standard; mRNA; EST; 725 BP.
AGCAGCCGGTAAGATGGAAGAGCACGAGACCTTAACGCGCGCGCTCAGTCTGCTGGTGAA
CCTGGGCCAGGTTTTGCTGCAGAAGGCTCAGCAGGAGGCTGCAGCCTCCCTGGAAACCTT
CGTTCTGTACAAAATCACCACGATGTTCGGCCTGATCACCGCCGGGGCCGACTTCTACAG
GAGCCTCGGAGTGAAGACGAAGAGTGAGGCAGAGGAGGTGTGGAAGAAGTCATACCACCA
TGAAGCTGTAAGAGAACAAGTGGAGGAGCTTCTGCAGCTGGAGAGCGAATGGGACGCGTT
CCTGCAGAGCGTGGATGAAGATCTGCAGAGCACAGATAAGCTCCAGTCAGGTTCGAAGGC
GGCAGACAGAATCGGCGCCGACTCTGTGTTCACAGATGCTCGGAGTGCAGAGAGTGTAAC
CCTGGGTGAGTTCCTGGGCCAGAACCAGAAGCTGCTGTTGGTCCTCATCAGACACTTCGG
ATGACTGCCATGACGAGACCACGTGGCCGAGCTGGAGGCCAGTGAGAACCTCCTGCAGGC
TCAGTCCGTGCGTGTTTTGGTGCTCTCCTTCGGCAGCGTGGAAGGGGCTAAGCTGTGGCT
GGAGCAGACCGGATGCAGTTTCCAAATGCTTTTGGATCCACAGAGAAAGGTCTACAGGAG
TTTTGGCCTGGGCTCGTCCTACTCGAAGGTGTTGAAGTTTGACTGCTTGCTGAAGTACTC
GGAGT
>BJ736324 ID   BJ736324   standard; mRNA; EST; 724 BP.



CCTCGCAGAAGTTTGGCCAGTGGGCAGACAGTCGAGCAAACACCGTCTACGGGCTGGGAT
TCTCCACCGAGCATCACCTGTCCAAGTTTGCAGAGAAGTTTGCAGAGTATAAAGAAGCCG
CGCGGCTCGCCAAGGAGAAGAGTCAGGAGAAGATGGAGATGGCTACATCTCCTTCTCAGG
AGTCTCCAGCTGGGGAGCTCGCCTCGCCTCTGACCCCCGTGACTCCACCCATGGAAAATA
TCAACGGCACAGATGAGCTGTGCGACACGACTCCAAACTCAGACTCCCGTCCAGAGCCAA
CCCAGAATGCGCTGGCATTTGCACACAGCCCAGCCATGACCAAACACTGGGAAGCTGAGC
TGGAGGCGCTAAAGGGGAACAATGCCAAGCTAACGGCGGCTCTGCTGGAGTCCACGGCCA
ACGTCAAACAGTGGAAACAGCAACTGGCCGCCTACCAGGAGGAGGCAGAGAGACTACACA
AACGAGTGACAGAGCTAGAGTGCCAGAGCAACCAAACCCTGGTGGTCAAATCCCAAAAGA
CCGAACTCAATCAAACCATAGAGGAGCTGGAGAACACTCTACGGGATAAAGAGGAGGAAA
TGGAGAAGCTGAAAGAAGAGCTGGAGAACATGAACGACCTGATGGAGCAGAAAGACACAC
TTACTCAGAAGCTTGAGGAGACGGAGCTGCGCAGCCGGGTGCTGGAGGAGCAGCTGGCCG
GAGC
>BJ736333 ID   BJ736333   standard; mRNA; EST; 507 BP.
AGCAAATCTAACAACACAGATGTGCAAAATAAAAAAAAATGGAAGCAACTGGTCAAAACA
ATGTTTTAACAATTATTATATATTTTTTTGTTGGGTAATTTAAGTTGTGTTGCAGGAGAG
AAAAGTGAATCTTTTCTGTATTTCAACACAACAAGCCTTTTATGTAAGATCATTAAAAGT
AGGAACATACACTGGAAAAAATTAATCTTAAGAAACCATTGTTTTAAGAAAAATGGTCTT
ATCTAAGAAAAATAATCTTACCAAGAATAGTTTTTCAGTGGAAAAATAATTTTAGTTTGA
CAAAACATGTCTTGGTAACCAGAATCTTATTCTTAAAATAAGAATTCTAGTAGACACAAT
TTTTTTACTTTTTTGCTTATTTAAAGTACCACGCTGATCCTCTTTTGATCTATTGATCGA
TCTATTTGATGTAGCGTTCCCAGAGTTATTTTAATTATGATTATGTAATTTTTAACCAAA
AAAAAAAAGGNCNTTANGGAANACNCA
>BJ736353 ID   BJ736353   standard; mRNA; EST; 717 BP.
GGCGACAGTTGGGACGGGCAGCAGGGCGGTGGCGGTGGGATCACCGGCCGGCAGCAGCTC
TGATTGGATGACCTGTCCAATCAGCAGGCGTTCTTTTAGAAAAAGCAGGCTATTATGCAC
CACAGGTCATTCCCAACTCAGATTCTCAGCACACATTATGATCTTGTCAGTTTAGAAATT
TACAAATTTGTTGACAACATTCCTCCCAAGAAACCCAAACCAAAGCTTCAGCGCCCAAAA
TGAAGGTCCAAGCAGTCCAACCACAGCAGTCTTCATCAGAAGAAGAATCCCACCGTGGCC
AGGATCGGCAGATTGACATTCGGTTCTCATGTCGAGTACCTGCGCTGCTACCATATGATT
TCTGACAATCGACCGGTGGCAGAGGGATGGCAGGACGGGGGCAGGGGGGCGGCTAGAGTG
TAAAATCACCCGACATTCAGACGATTTTGGGGACCTAGGAGGCCTTCCTATCAGTCAATG
ATCGCGCTGCTGCCTTCCTGCCTGTAACTGCTACGGCGCCACCTTCAGATCTGTCCAGGC
GGTCACTGATCAATTAAAAAATAAATCATCCGCTCGCCATAAAACTTGAACTTTTTCCTC
AAACCTCTCCGGCCGCCACGCGGCGTGTAAAAGTTCGACTGCCGCTGCGTGATTTCAGAT
GCCGCCACGTGGTCACCTGCTGCTTTGGCTGAAAAAACAAGCGACACACCAATATAA
>BJ736359 ID   BJ736359   standard; mRNA; EST; 581 BP.
ATGTGCAAAAACGCTGGATTACTAAGGAAAATTGGAAAAATTACTTTGACATGGAGATTT
TAAAAAATGATCAATGTTTTTATCGACCGAAAAGGTGAAAAAGAATCTATGGTTGCTATG
GACTCGTTGGCTCCAGTAAGCCACCATTTTGAATCAAAATGGGACTTTTCCAGCTGTTGT
CAATGTGAGCTGGTTGGTGCCTGAAGGAGGCGTGGCCAATGCCAAAGCAGCAGNTTACCT
TGAGGTGTTTGGTGTCTAAAACAAGCTTTGAGTAGGATGTTGAGGGTCTTCCAGAAAATA
AGAAACACAAGAAAAATTGACCCTCCATAAAACAAAAGTAGCATTCTTAATTTGTCAACT
TTGGTACAAGGTTTCAAGTTGTTTTTTTAAATCATCCTAATGAATCTGTTTTTCTCTGCA
ATTTCAATATAAAAAAAAAACAATATAAAAATTCCAAACCCAACAANGTTTGTCTGTTTG
AGGTAAATTCAGACACTATTATTCTCTTTTTTGAATAAATTAATCNGGTTTTCTAACTGG
ATATTTCATTTTAGACGATCCCCTTTAATANAGACTTGGTA
>BJ736368 ID   BJ736368   standard; mRNA; EST; 787 BP.
ATTTTCTCCATGACCACTAGGGGGAGACATTTCCCCCCAAAGTGAGCTCTTCCCTTATTT
TACTTTCAGACTCATAGTTATCATTTGCTGAATAATTTCCATATTTTTACAAAGATGCAC
ATTCTTTTAAAGGAATTTACCTTGAAAAGAACAACTTAGTGCCCAGTAGAAAAGCAAATA
GGACACATTTGAGAATAACTCCTACAAATTAAAAGCCTTTTGAGCCTAAATGTCGTTAAC
TCTAAAATAAATGCATTTTCTTTAAGCGAAATTTAAAAAATACTAAAAAGGATGACTGCA
GTATTAGGAAAGGAGATTAGGCAGGAGAGATGAACAATATTCCTGCTGGATTTTCACATT
CACTGGTGCTGAAACACCAAAACTTTATTGGCATCCCGTTTCAGAACAGTTACCAAATAA
AACAAGGCTTGCACCCCTGATGATGCCTCTTTTGGCCTAACAGGACCTTGAATGCCTTTT
TCTTCTGGAGTTTAAAACTACCTCCATTATGGTCCGAGAGTTTTTTTTAAATAAAATTGT
GTCAAGCGTTTTCTGGTACAAAAGAAGATCTAAATGAACAAACGACGTCACAGAAGCAGC
GCAGTTTCCTTATGTTGTTATCATTTGCTGAGTAACTTCACTATTTTCTGAGGGATGCTT
ATTTATTTGGAGTGAAATGATCTTAAAAATGAACAATTTATGACCCTGTAGGAGCAAAAG
GTGACCCATTAGTAGAACAACTCCTACAAATTAAAAGCCAAAATGTCTTGAACTCAAACT
AATGTGA
>BJ736370 ID   BJ736370   standard; mRNA; EST; 719 BP.
GGCAGCGAAGGATGGGAGCTGTGTGCAGTTATTACAGCACCGCCTGCTCTGCTGATAGTA



CAGAAAACACAATTTTCATCTAGAATTAGAGGAGTGTTTTTTTAGATATCTTAGTTTAAA
AGAGAAAATGTATTTCAATTCCCTGAGACAGAATAACTTGCATCTTTCTGAGATTAAAAA
TGTGCATGCTCCCTGTGCAAAGATGCAGATACACTAAAGCTCGGCAGATCTGGCGACAGT
CTGCAAGGTAAAGATACTTCTTTTTTATATTTATTTTATATTCAGAAAGGAAGTAAAAAT
AATGAGGGTAGTAATGGCCAATAGCTGTATGTAAATAGATTACAGCATCATTACAGACCA
ATTCGGTGGACCTGCTGGTCTGTCCACAGGGCAAGGTTTTTTTCATGTTTCTGTTTTTTT
CTATGACTTGATGACTGTTTCTAAAGAAAGAAATGTTAAATAAGATAACAGACCACAGGC
ACACATCAGTCTCTCTAGTTTATGAGATTAAAGTTTCCTGGAGAGTGCAATGTTTTCATA
AATCATATCTCTGGTCAGGGCTAAGATTTCAAAAATTCTGGATCTGTATACTCCAAATTG
TGATAAAATAGAAATAGGTATATAAAAATATTATTTTCTCCCTCATGAAAACATATAAAG
GTTTGCTCCGATTTATATGTAGATGTGTGCTCATTTTCCATTCAATAATGTTGCAGTTT
>BJ736377 ID   BJ736377   standard; mRNA; EST; 758 BP.
AGTTGGCCAAATGCGAACTCTTTTCGAAGGCCGTTCTCGATTGGCGGGTGAAGAAGATGC
CTGTCTTGCTGTCTGCTGGTTTTTGTGTCAAAAGGCCATTAGACAATCCAAAGAGTCCTC
TGTCATCTGCACGGTCCTTCCCGCTCTTTCCCACTCCCCACGCTTCTGAGTGGTCTTTTC
AATTTTCCCCCATAGTTTTTATCAAGCTGGGCAAACATGAAGGCGGTCGGCGGCCATTTA
AACGTACAACCTGACTTTAGGTGTTTGCTCTTGCATGTTCTGACTCCTCTTAATTAATTT
CTGACGTTATCTCAACTGTTACCTTTGGAGTGCTTTTGTCCTCTGGATTACGGCCATTTT
TGTCATTTTATCAGCAAAGCTTTCGGGGTTTTAAAGGAGCACAGTCCTACTTGGCTCTGT
TGGGTTACAAACAGGCATGTTACACTAGCATTGGACTTTTCAGTTTCCCCACAAATGCAT
CCTTCCTTCCATTTCATCCCAGACAGTACAGGCTTAAAACCAAGGGTTCTGTGGTGGAGC
TAAGTAGACTCAGATGTTTGGCAGTGAAGCAGGTCCTCTGTAGATTGCCTGAAGTGTTTG
CTTCACATCTTGGCAAACTTCCTGAAAGCCCGGATCTTTTGGGAGTTTAGCTTTCAGCAA
AACCCGCAAAGTTTCAGTTCATGGTCAGCCGACTGTAAAGCAGGCAGCCAATCCCGAACC
TGCATTCAAGCATGTCACTGAAGCAACGTCCGTGAGCG
>BJ736398 ID   BJ736398   standard; mRNA; EST; 415 BP.
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGANANNCNCTCNCNCNTNTTNTTCNGCGCNCNCTCGTTATACNNTTNCTCCCC
CNCCCTCNGTTTTNTTCNTTTCNCTCTCTCCTCTCTNTTNTNTNTCTCTCNCCCCCCNCT
CTCTCNCNCTCNCTCTCTCTCTCTCTGTGTNTNTNTGTCANTCTNCTCNNTCNCGCNCCC
CCNCCCCNCTCTCTCTCTCTCTCTCTCTCTNTNTNTNTNTNTCTNCTNTNTCTCTCNCTC
TCTCTCTCTCTCTCNCNNNCNCTCNCTCTCTCTCTCTCTCTCTCTCTCTCNCTNT
>BJ736416 ID   BJ736416   standard; mRNA; EST; 699 BP.
TTTTCTCCGGACACTAACTCCCGCATGGTATAGCTGTGCGTGTTGACGATTCTTTTTGAT
AATTTTTTTGTTTATTTTTACAGCGTGGAAAAAACATTTTTAACTGTAGCTGTAGTATTA
ATAAAGGATGGGGATATTTATTTAATGGGGCCTTACGCTTCCCTTTTTTTTGTTTTGGAT
GGAGTTTGTGCGCCTTTATTGTGTCACTTTTCTTTTCCTGACGTCTCAAAATCAAGAAGC
CAAATCCTCGCACCCCAGCATCACATTATATCACTTGTCTGCGGATGTTAACGGTTCTTT
CTGTGCTGTTTACTACAACCTGTCAATTCCCCTTTTTCTGTTTAGCTCTTTACTGAGGAT
GAGCAGCTGATGACCAAATGCAGTTTGATTTCAGTGTTTCCTAGGAGGTGAGGGGAGGGG
TCACACAGTGTGATAGATTTGTTTACACTTATTCTTTGGTATGAAACTCCATGTAAAGTC
TCCACTGTATTAAAATAAGCTAACTGTTTATTTTATTTTTTTCTTAAAGTAGTTTTTATA
CATTTTTTAATTTTGATTTTGGATTCTAGTTCCTGTATATTAGCATGACTTGTGAAAACT
GTGTACTGTGGCGTAGTTTAAACTTTTTCGAAGGTAATGCTGTCATCCTCGACGCTGCCT
CCATCGCCCTCTGCTGGCAGGAACGTGGAAAGGCAAGAG
>BJ736417 ID   BJ736417   standard; mRNA; EST; 665 BP.
GTTCTGCTTAAAGCATAAGGAACCAAAACAAGAAAGATTTTAGATTGTGTCTCCAGGATG
AATAAAAACCGGATCCATTTGTACATCTGACCTGAAGATCAGTTTGACGCTTAGCGGTTA
AGACATGAGGATAAATGTGAAGTGTTGCTTTCTCATGACTGTTTGGTGTAAAGCGGCAGA
ACTGGCAGGACTCTTCTGTTCTGTTCTGTTCCTGGTTCTAACAAACGTCCAAGATCATTT
TCCCTTAAAAAACAAAAAAACCTTTTTCTCCAGAGTGCCGTTTTCATCTGATCTGTTTTC
CGAAGAAGAGCAGTGATAACTAGAATGTATCTGTGTAAGGCTCTACAGGTTCTGCAGGAC
CAAGGCTCTTCACCATTCACTTGATAGACGCCAACACAGACAACCTGCCTAAAGCTCACA
CATGTTTCAACAGAATAGACATCCCTCCATACGAGTCCTACNAGAAGCTTTATGAGAAGC
TGCTGACGGCTGTGGAGGAAACCTGCGGCTTCGCTGTGGAGTGACGTGTCCACCGGCGAC
TCTTCATACAGTCACGCCTGCACTTGCACACAACTGTGTCACATTAACACAAATACACAC
ACCCTCCCAAAATGAAAAAGCCTCACGAGAACACCCACCGCCCGCGGTTCGCCGTGCGCC
TCCGG
>BJ736419 ID   BJ736419   standard; mRNA; EST; 698 BP.
AGGCGGGAGTTCTCTGGGCATGGCCCGACACCACTGCTCCATCAGGCACTACACCCTGGG
CGAGTTTGCACGGGAGCAGGAAAGCAGCCACCGGCACACTTTGAGGCAGCACATGCGCCA
GGAGAAGCTCAACGCCCGCAAGATGAAGCTGACGAGAAACGGAACAGTAGAGTGCGCTCA
GGCTGATCTTCTAACTCTGGACGATGTGTCAGACGAGGACCTCGATGTGGAAGCTGTGGA



GGTGGACGACTGCTTTTTCCTGCAGCCGTTGCCCACAAAGCGGCGCCGGGCTCTGCTGCG
GGCCTCCGGGATCGCCCGCATTGACGCGCGGGAGAAGGCCGAGCTCAGAGCCATCCGCCT
CTCCAGGGAGGAGTGCGGCTGCGACTGCCGTTTGTACTGTGACCCCCGGCACTGCGGCTG
CAGCCAGGCGGGGATCAAGTGCCAGGTGGATCGGATGTCATTCCCGTGCGGATGCTCGAG
GGACGGCTGCGGGAACATGGCGGGCCGCGTCGAATTCAACCCCCTGCGCGTCAGAACTCA
CTACCTGCACACCATCATGAAGCTGGATTTGGAGAAACGGCGGTTGCTCATAAGCGAGGC
CGGGGAGCAGTATGCCGAGTCAGACCCCACCTCCTCCCCCTCCTCCACTTGCCCCACGTC
CCCGACTCTGTCCACCAGCACTGGGCTAGACTCAGAGC
>BJ736425 ID   BJ736425   standard; mRNA; EST; 648 BP.
CGGCCCTCGTTCCACCGTCCCTCGCCCTGGATGCTGAGCATGGCACTAAGTCGCTCAGCA
GGTGTCGGGAATCAATATGATATCATCCGCCGATTCTCCTCTCCTCACTCTGCGCCACTG
ACTCACCGTGCGCGATGTTTTTTTCCATGTACGCTGTGCCCCTCTGGGTTCTATTTTTAA
CCCTTGATAGAGCTCAGCTGTGCTGAAGCTGGCACTGTCAGGTGTCATCCTGTAGCTTTG
AATACTCCTTCAGCTCTGCCCGTTTCTTCTGAAAGGCCTTGCAGGTCAGTTTCAGTGCTA
GAATCGGTTAGTCATCACGTAACAGTTTTACTTTGTTTGTTCTTTGTCTTTATTCAAACG
TATGTTGTCTTTGCTAGGAGACAACCTGGACGCCGTCCATGACATAACGGTGGCATACCC
CAAGAACATTCCCCAGACGGAGCGCCATCTCATACTGGGCCATTTTCCACGGGAGATTCA
TTTCCACGTCATCCGTTACCCCGTCTCCTCCCTTCCCGCCGCCTCCTCTGATCTTGAGTT
ATGGTGTAGAGAACGTTGGGCGGAAAAAGAGGTCCGCCTGCGGGACTTCTACTCAAGCCA
GCCCCGGGGGTTTGTCCGGGACGGCGTTGCACTCGTGCCACCTTGTAA
>BJ736427 ID   BJ736427   standard; mRNA; EST; 730 BP.
CAGCAGGTCACCGCAGAGGAAATGAACAAGCTTATATTCCTTCGCTCCAACATGGGTTAG
AAGAACATGGCATCAAACCTGAAGAAACCAAACTTTCACCCAATTACTGAAGACTCTTAA
CTCATAAACTGTAGTTTTAGATGAACTGTAAACATGCGCGTGTAGAAAACCTGATTACTT
CTCAAGACAGACGTTTCCAGAAAACCTCACATTGTAAAGGTTTAACCACCTTTCAAACAT
TATCGCTTATTTTCTATAGTGATTGGACTTCTGTAAAGCACCTTAAACAGGTAGCAGGGG
GCGCAATGGTAACTGTCACAAGTGCAGGTAATCCTGTCTGGTACGCCGTCTTTAGGTTTG
GGGCTGCACACGGAAAAGGGGAAGAGTTTGACCTCATCACAGTCAGTGAGCTGAAACACT
TATCAGTCTACATGTGAAACTGCTCGAAGGCTACAATGCTGTTATTCTGTTGTTGACAAC
ATTTTCAGGTAAAGTCAGCGTTCACCGTTTGAATCTGCTGCCACACACTCAACGGTTCGT
CCGAGACGCTCTGAGAGTTCCACACTGTGTGTGACAAAAGACTCAAGCTGTGGATTTTCA
CTGCCATTGCACCTCTTTACAAGGAACTGCACTAGGTTTCTGAGTTACACACAATCGCTC
AATAGAAGAAAAAAAGTTCAGCCTCGGACAACTAAAGCTCAGTCATTTCAGATGATTTGA
TGGTTATTTC
>BJ736431 ID   BJ736431   standard; mRNA; EST; 727 BP.
ACCGCCAGGGAGGATCCACCTGGAGACAGAAGATTTTCTAAAACCTTTCTTTGTATTTCC
CTCCAAGACTTTTGTGGCCATGCTTGAAGAGGAGAACAGAGAAAAGTTTGGCTCCCGGTC
CTTCAGTGAGGTAACAACGAGATGTGCAAACCAGACAAAAGCAGCGAACAACACTTCCTC
AGACTGTTCAGTCTCCACAACATCATTAGATTTACCTGACATCTCTTTTCTTCATTTCAT
TCATTTCCCTTTGTGAGCAGCGGAAGCTCACAGGAAAAATAAGAAAATCAGACAACCAGT
GTCCAAAAAAGACAAGATTAGGGCTCCGATCTGCTATTGAGTTGGACTGCTGTTTGGTGA
ATTCAGAGCCTTTTCATTGGCAATGCACTTTACTCTCCTCTTCTTATTCTGAGGAGGGAG
ACATATGCACAAGGCAAAAACACAGTGTTTCATGGAGAGAAATGTGAAAGAGCTGTGGCA
CAAGTGTGACTTTTGAAACATGTTGATCTTTTTTTAATCATGAAACGCAGCGAAGCCGAA
AGGAAGTAGATGGTCATCCCTACAAGGTCTCTGCAGAAATCTGGGTCTGGGTTTGTTCAA
GCAGACGGTATAGTGTCGGTTAGAAAGCTGTTAGCACATCAGAGCTCATGGGTCACTTCC
CTGCAACCACTATGTTTAAAGTCCCACTCTGATCATCTTTTTATCTATTGTAAAAGCCTC
CCAGTGC
>BJ736448 ID   BJ736448   standard; mRNA; EST; 621 BP.
GAACTGAAGTTTGAAAAGAGAACCATGTCTGCTCAGATGGAAGGAGGAGTTCATGGACTT
CACTCATATTCTTTTGTGCCATTCACAAGGAGCAACTTCCCTGAGACCGGAGGAAGAGGA
GGTGCACGATCAGGACCTAATGTTCCAACTCCAGCTGCTTTGAGCAGATGCAATGGTCGC
ATGTGATGGAGGTCACCAACACAACGCTGCTGTTTTAGCCACACAACGTCACTTTAGAAT
CTCACGCTGCTTTTTACTGCTTTTGGGATGTCAAACATAAGGGTTACAGTGTGTAGCTGG
TCTAAAGCTGTCATCATAAATCAAGGTTAAAGAGCGGGTAATCTTGACTTTTTTTTTTTA
CAAGNCATTGGTTTANAAANAANCNCANGGTTCNCAAGNGCTTTTGGGCAGTACTGATTT
ANAGCAATAAAANACTTATATGCNGCTTTAGNAAATTTCAAANGTTTAANCAAAATTANA
GACNGANGCTTTNGCNCAATTTTAGTTTATNGTNCACCAANCCAAAAAAAGCTTTGGGGG
GTTTTACNGANAGGGAACCCAGGGCNCTNGACACATTTGAATAAAAAAGCTTAAATTAAA
TTCAACTATCATATTTGAGGC
>BJ736452 ID   BJ736452   standard; mRNA; EST; 226 BP.
AGTAATTACNGANGTATTCAACCCAATTAANGCAACNGCTTAGGTCNGNGANCCAGTAAA
TTGNGTATGTAAAAAAACATCTGCNTTGGANAAACCNGCCCAACTTCAAAAATTGATCAT
TTGANACNGTTCCTTTGAGTAANGTAACTGAAAAGCTTCATTACTTTTCCNCAGGGGTAA



ANGCTTTGAACTTCTTTCCAAGGGGATCANGGNGNCCTTTGGNGTC
>BJ736458 ID   BJ736458   standard; mRNA; EST; 600 BP.
CGATGTGTGAACTTCTTTCTCAACAACTACCAGCTGCAGGGGGACTTTGAGGGAATGGAT
GGATTTTCGGTGACATTTACAGAGGCAGTGTGTCTCGGAACCAGCCTCACTTTGTCCGGA
ATTTTCTACTACCTGCATAAGAAGAAGAAGAATGTTGTGGATAAGCTTGAGAACGCTCCA
CACTTCACAATAGATGGAAAACTGAGAAACCTGTTAAAAGCCACTCCTGGAGAGGCTCTA
CAATATGCTGTCATTGAAGGTTCGGTGAAACCTGCAGGCGAGCCTTTGAGGAGTAACTCC
CACCAAGACATTGTGGGAGTGTTGCAGAAATTCACTTTGAAAGAACACAGACTAGTTTGG
AGCGGCATTTCACGCTCGTGGATGGACACTGAACGGATCTTGCACAAAAGAGTGAATGTG
ACGCCATTTTCTCTAGTTGGTCTGGATGAGACGGCGGTGAGAGTGCTGAGTCCCCTGCAT
GCATCGGGGGAAAACACCGAAATCATAAATGAGAAATTCCACCAGCCCAGTTACAGTTTT
GGGCAGCTTGTAGGACAGTACCTGAGCGGAGAGAAGCCTAAAGGACACCTGGAGATTGAG
>BJ736497 ID   BJ736497   standard; mRNA; EST; 188 BP.
CTGCAGCCGAGCTTTTGCTGANCCAAGCCCAGCAGGCNGGGGGCTCCNCTACGCTCAAGA
GGGATAANGAGAGGAAAAACTAAGGATCCCTGTNAAAAGCCTGCTCCCTTATGGCCNCCC
TGCTGTGAATGAGCCCCCCCTTTCCCATCATTCCCCACAGTTCTCCTCCCTCNCATCNCC
CTCCANCC
>BJ736516 ID   BJ736516   standard; mRNA; EST; 614 BP.
AGCGAAAGTTGGAGAAGATTGGCAACAAAGTTTGAAAGGATCTCGTAAACAATGACTAAT
ATGCATAGAGATTTCACCAAAGTCGGGCTTAACGATGATGAAGAGGAGCTACTGGATATC
CTGGAGGAGAGAAGGCGCAGCAGTGATCTCAGCTTTGCCTTCAGGACCTTCAGCCCCCAG
CCGTACAAAGCAGCCCCGCCTTGCTCCACCGTGGAGCTCAATCGAGTTGTGTCGGAGTCC
CAGTTTCTGCGCTATGTGACCAAAGAAGTTGCCGTGGAGAAGCAATTATCTGTGGAAGAA
GTGCAGCAAGAGGCTCGGGGCATTTTGGGGGAAATGTCTCAGAACCTGCAGCTGGGGTTT
ATCAGGCTGATGGCTTACATCTTTAACAAAGTGTTTAAGAGACTCTACAGCGCCATCTTT
GTCAACATGGAGGGACTCAACAGGCTTCATCACGCGACTCAGGAGAATCCTGTGATCCTG
ATGCCCAATCACAGAAGCTACATGGACTTCTTGGTTATCTCCTACATCTTATTCATCCAT
GACATCCCCATCCCTGTTATCGCTGCAGGAATCCGCAAGTATCTTTGAATTAGAGCACAG
CAGAGTCGTCAGAA
>BJ736524 ID   BJ736524   standard; mRNA; EST; 756 BP.
TGGACAGACCTGTTATTTTAACGTAATCCTTTTATTTCTTCGTGGTACTTTAGTTATTTT
AAGCGAAACATTTTGAATGATGTTGTCGTAAGTTATCGGCCGGACCGGTGTGTTTGTTTT
TCTGTTTATTTGTCTAACAGCTGTTCCAAACTACAAGGAAAACCTCTTTTCTGCCGAACC
AGCCCAGCTGCTGAGCTAGCTAAGCTAACAGCTAACTCTTACAGAGAGAAGAGTTTGGAA
GAAAAATGTCGGACTTTCCTCCTGAGGCAGAAACGCTCTGCTAGCCTGACGTGGGTGGCG
GTTGTGGCAGCGTTTCATTAGCGATGTGAAGTGTTGGTGTCCGGGGCTCAGAATGGACTC
GGAGGAGAAGTACAGCAGCAATGTCCTGTCCGGGGGGAAGCTGGGCATGGTGGAGGTGCC
GGACTCCAGGCTGACGAAGTACATCGCTCTGCTGGTCGTCTCCAAGGTGCTCAAAGCTTT
AGGAGTCTTTGAATCCTACGACATCTTAAAGTTTGTCCACATAGTTCAGTTCATCTTCAT
CTTAAAGTTGGGGAGTGCTGTTATTTTGCTTGTCTTTCAAAAGCCTTTTTCATCCGGAAA
AATCATCTCCAAAAGACAGTGGATAAAGCTGCTGAAGCACGCCGTTTTCAGCTGCGTGGT
TTCCCTCCTGGGCTTCTTCGGCCTGACTCTCTGTGGTCCTCTGAGGACTCTGCTGCTGTT
TGAACATGCTGACGTGGTGGTGGTCGCGCTCCTCAG
>BJ736529 ID   BJ736529   standard; mRNA; EST; 354 BP.
AATCTAGATAACAAGAGCAGTAAGTGAGGCCTTACTGTACTTCATTTGGGGGGGGTCGAC
ACTTTATACTATATGAAATGCGCAGTATTTATGGAAAGCTTCACGTCAGCCAATATCAAC
ACCTGCAACAGAGAAAGGATGTCACTGAAGAGCTTTTCTAATCTTGACGTTTTTGTATTC
TGGACTCCAACCTTGTGAAAGATTTTCAGATTCTATATTTTGTAAGATCATATATTAGAG
AGCCTGTCTATAAACTCTAGCGTTTTCAGGTGAAGATACTTTAAACGTTATTTCCACTGC
GATGTTGCCGGATCTTTGTGTCCCTTCAGAGAGGTGGGGTTTTTTTTTTTNAGT
>BJ736536 ID   BJ736536   standard; mRNA; EST; 711 BP.
GGTACCCCGTCCCCAACAAGCTTCCCCTCACCAAGAGCGAGGAGAAGGCGCTGAAGAGAG
TCCGGCGGAAGATTAAAAACAAGATCTCAGCTCAGGAAAGTCGGAGGAAGAAGAAGGAGT
ATGTGGACTGTCTGGAGAAAAAGGTGGAGAGCTACACGTCAGAGAACGGCGACCTGTGGA
GAAAAGTGGAAAACCTGGAGACGGCCAACAGGTCTCTGCTGCAGCAGCTGCAGAAGCTTC
AGTCCCTCATTTCGGGGAAGGTCATCCCTCGCTCCTGTAAGATCGCCTCCACCCAAACGG
GAACGTGTCTCATGATGGTGGCGCTGTGCTTCGTCCTGGTGTTGGGCTCCTTCTCCCCCT
GCCTCTCACCCCTCTCCCTGCTGTCCCACAGCTCATCCAGCCCCCACCCCGGTGCCCCTT
CTCCATCCGCAGACCTCTACACCACCAGTCAGGTGCGCTCCCGCAGCCTGCTCTTCTACG
ACGAACGGGCTCCTCCAGAGGAGAGTTTAACGCTGCCGTCACCAGCGGGGGAAGTGCTGC
GCTCCGAGGCCCCACCCCACGTGCACACGCGCCAGCACGCCACCAACAACACCGAGGCGG
AGCAAAGGGAACCAGGCAGAGTCTCCGAGTTCTTCTGACATCTGCCGTCCCTCACCTCTG
ACCCCGCCTCCAAACGTCAACCCGTTGGACCGCCGCCAGTCTTCAGTTTCC
>BJ736537 ID   BJ736537   standard; mRNA; EST; 714 BP.



CAGCAGACATCGCAGGAGGACGTCCGGGGGAGCAACAGAGGAACCCTAAAGTCTGAGGAA
AGAGACTACCATTCCGACATTGAAAATACGACAGGACATTGTCACAGATGTGGGAGGATG
GTTGACGAGGCTCTGCAGGCTGACCAGGACCACCTGGAGCTTCCAGGCAGGAAGAAACCT
GTGCTGGTCAGGTCAAAAACTTTGGATAACTCGCTGCTGACGTCAGTCCAAACAGACGCA
GACTCCAAGTTGGACAGAAAGAAGTCTCACTACAGCCAGCTTTCAAAGAGCAACAGCCAC
TACCATAAAATATTTAAGGAGATCAGCAAAGACGAGCAGCTCAGACAGAGTGAGTCTTTA
CTGATCCAAACAAACCATTCCACCTTAAATACTGAATGAAGCTTCAGAGTTTGGTGCCAC
TAAGATGTTTTAGTTACTATCTGATGTTTCAGGAGCGAATCCCAGTTTGATCGACTGAAC
ATGTTCGGAATGGTTCTCCATAATTTACTGCTTTTAAAAGTAGGGGGTTGGGTTACCTTT
GGTGATGTAACCTGATGAAATTGACCTGTTTGTCAGGTTACACCTGCGCCCTGCAGAAGG
ACATCCTCTATCAGGGGCGGATGTTTGTCTCCGATAACTGGATTTGCTTTCACTCCAAAG
TTTTTGGAAGAGACACCAAGATTGCCATTCCAGTGACTTCCATCACGAACATCA
>BJ736557 ID   BJ736557   standard; mRNA; EST; 689 BP.
ACAAAAAATCAAAGCAGGCCGTCTCTGACCCTAACCCAGATGATGGGGAAGGAGGAGGTG
GGGGGCAGCGGCGACGAAGACTGCCTGATGGAGGAAGAGGAGGAGGAGGAGGAGCAGATG
AAGTTGGATCTGTCCTCAGACGCCTACTATGGGATCCTAAAGGAGCCCCTGACTGTCATC
CACCCTTTGAAAGGCTGCACTGACCCCCACAGCCTGACCCGGGTGCTGCACGAGGTGGAG
CCCAGCTTCGTGGTGCTGTACGACGCCGAGCTGAGTTTTGTCCGCCAGCTGGAGGTCTAC
AAAGCCATGCGGCCCGGAAAACCCCTCCGGGTTTATTTCTTAATCTACGGAGGCTCCACG
GAGGAGCAGAAGTACCTGACGGCGCTGTCGAAGGAGAAGAAGGCGTTCGAGCATCTCATC
AGAGAAAAAGCCACGATGGTCGTCCCAGAGGAGAGAGAAGGACGAGAAGACACGAACCTC
GACTTGGCCAGAAATTTGGAGCCCGCCAACGCCACCACCAACACCCACAAAGCAGGAGGG
CAGGAGCAGCGCTCAGAGCCGTCCAGAGTCATCGTGGACATGCGCGAGTTCCGCAGCGAG
CTGCCGTCCCTGCTCCACCGCCGCGGGCTGGACATCGAGCCCGTCACCCTGGAGGTGGGC
GACTACATCCTGACCCCGGACACGTGCGT
>BJ736561 ID   BJ736561   standard; mRNA; EST; 702 BP.
TATGGAGACGCCACAAGACACACTGGAACTCAATCGTTTGAACCTGGAATCGTCTAACGG
GAAGCTGACGTCTGATTTGTCGGTTTCCTACATCGACTCCTCCCTTATCTCTCCGGAAAC
CGGCTCACTTTTGGGTAGCACTGTTTCCATGGCAACAGCTGGCTCCATCCTGGTTAAACA
AAACAAGCCAAAGAGTGGAAGAAGTTTGCTGGGGGGCCCAGCAGCGCTCAGCCCCCTGAC
TCCCAGCTTTGGCATCTTGCCACTGGACCCCAGCCCAGGAGAACCCACATACCTGCAGAA
CTTCTCGGCTACCATGGAAACACAGACTACAACTCCCAGCAAGAAGTCTGTGTCCAGGAT
CAGTCAGTCCAAGTCTGTCTTCAGTCAGAGTGGAAACAGTAGAGATGTTCTTCCCATTCC
CTTTAACCAGTCACAGACCTCTGCACCTCACACCAGTGGGTCCCCTCAGGTCCTTAGTCC
TAGCATGTCTGGCCCTCCTAATGTTCAGCCCAGAAGAAGCTCGAGACTCTTCACCAGTGC
CAGTTCAACTGCCAAGGAGAACAGTAAGAAGCTGAAGATGAAGTTTCCCACCAAGATCCC
CAATAGGAAGACCAAGTGTAAATCTGCAAAGACCTCTAACAGCAGCAATCTGAACGAAAG
TCTGGACATCCTGCGGCTGGACCCCAGTCTGAGCCTGCCGGA
>BJ736564 ID   BJ736564   standard; mRNA; EST; 749 BP.
CGATGCCCCCAGCAGCCCACAGAACCAGGCCAACAATGGAGCTGGATCCATTTTGCCGTC
TTACAGCAGCGACGAGAAGCCCATCAAGATGGCTGCTGGTAACAGCAACCTCAGTCCTCC
TCATCAATGTTTCCAGAACTCCACGGTGCAGGAAACCAACCGTTCAAACGCACCAATTCA
GGTGAAGCAGGCCAACCTGCCAACAAACTACCACGTCCCTACCAATGTCACCATGGTGCC
CTGCAGCAATGGAAGCTCTACCAATGCCAATGTGGACAATTACATTTTCACCTCCAATCA
CAATCAATGCCCCATGAACAGAAACCAATCGCCCCACACCTATGCCACCAGTCAGAACAG
CTTCCCTGCCAGTGACTTCCAAAACCAAAACTCCTGTCCCTGGAAGCTAAACGGAGGAGC
CAAAGTACTGGCATGTCCTCTGAATTCCTGTCCCGTTGCTCCCGCCAGCCGCTCCAGCCA
GGAGGTGTGGGAGTCCTTCTCACAGTGCTTCACTCCTGCCGTTAAAGAAGTGGTGGAGTT
TGCAAAGAGCATACCGGGCTTCCAAAACCTCAGCCAGCATGATCAGGTCATGCTGCTTAA
ATCCGGCACCTTCCAGGTTCTTATGGTCAGGTTCTGTTCACTGTTTGACCCCAAGGAGAG
GACAGTAACCTTTCTCAATGGACAGACGTACTCACTAGCATCACTGAGGGCTCTTGGAAT
GGGCTCTCTACTTGACGCCATGTTTGACT
>BJ736565 ID   BJ736565   standard; mRNA; EST; 628 BP.
GACATGGCTCCTTTTGTCATAACATGAAGTCATATCGCTCTGGAGGAAAAAAAAAATATA
AAACGGTCAGTCTTCTGCCCCNGGTCTTGCTCTCANAACAGCAATTAAAACCCTCGGTAT
CTTTAACTGGGCNGGGATTTGTAGNCCAGNGCATTTGCCACTTAACAANGCCNGCTTGCT
ACCNGCTATNGTTGTTGTTCANGCTCCGGCTCTGCTCCTTTTTTGATGTCAATCCCCCGN
GTCACTCAAGCAGNGGCTTATTGAACAAGACGACNAAAGAACTGAGCTCAAGTTAGTTNA
TGTCTCAGTTTTCTTCTTTTTTTTCACGTTTTTAAGGNATTTTGTTGCCTTANGNGGATT
TTTTTAACANGCNGCTTCANGTTNATGTATNGGGNACNAAGCTTTTTTATCTAANCTTNA
TTTTNGTTTNGTTTTCNCCNCAAAAGTCNCCCTACTTGAACNGCATNGCTTTGNATTTAA
GTTCACCANGTTNGTTTTCATAATTAAGGAAATTAAAGATTAATTAGGGCTCGCACNAAT
CTNAGTTTNATCTTTTTGTTTTTTTTACTCCATCTGCATTTTAACTTCAACAGATCTGCT
CTATCACAACCTGATGTGTTATCATAAC



>BJ736573 ID   BJ736573   standard; mRNA; EST; 685 BP.
ATTTTGCCCCCCGACTCGATCCGTGTTCCAGATGTTTCTTCCCACGCTCGTGGAGGACAT
GCATCATTTTAAACCAAGTCGAGATCGACTGTACACCACCCGGTGTTGTGGATGTTGCCA
TGTCCGAACAGGGACCATCATCCTGGGAACGTGGTACATTGTGGTTAACTTGCTGATGGG
TATCCTGCTGACGGTCGCTGTGACCCACCCGGAGAATGTGCCCACCATTGACCTTCAGTA
TGAGGTCATTGACCACTACTTTGCCTCTGACAGGATGTCCGAAAACGCCTGTGTTGGCTT
CGCCATTTCCTTGCTGATGCTCACCATCAGTGCCATGATGGTGTATGGAGCCATCACTGT
AAGTTCTGCAGAAACATCCCCGTTTATGCACATTTCACTGAAAACACGTGGATTTGTAGC
TGTGGAATAGCTGCAGCAGAGGCGAACAGTAAGTCAAAGCCAAGACGCTTCAAAACTCCA
CGTTTGTCTGTTTTAAATGAGACTTTTCAAGTATTAATGATGTAGTTTGTTGTCTCACCT
CATGTCATCTTTGCCTCCCAGACCTGCTTAACGGCAGCAACACTGACAGGTTTGATAGGC
TTTTGTGGTGGAGCTTGTAGATGACTGCATACCTAAAGTAGAATGCATAACCCCCCCCCA
GAACACTAGACAGACGGTCTGTAGT
>BJ736582 ID   BJ736582   standard; mRNA; EST; 681 BP.
GCTCACGGCTAAGAGCCAGACGAGCGATTCAGAAATACAGTATCCTTCAATCATTCATTT
TTTTACGTCACTGATAAGTTAGGATTATTTTAAATTCCTGCTGTACATCCACCCGTCTAT
TAGAACCCCTAACGTTCCTCCAGGTTTCTGCAGAATGAGCTGGAGCGTCTGAAAAGCAGC
GAGAACGAGCTGGAAACTCTCCAGAATGAAGTGGATGAAGACACGACCGAGGTCATCCCG
TCTGCAGTACACGTGGCTCAGCTGTACTACCTGGTGAGGCTCTGGTCGCCTTCATCAACA
GCAGCCAGCCCGAGACTCTGCGGCAGGTGAAAGCGGAACACCAAGCTCTGTTCGATCGTC
ACACAGAAACAAGAAGGATCGTGACGCAGATTTTGAAGGATGTTGTTCAGATAGAGGAGG
ATGCCGGTCAGAGGCTGCTGGACATGGAGGAGGAGAAGCATCTCAGGGACCAGGAGCTGA
GGAGCCTGGAGGAGCTGGCCACGCCCATTCACATCGACACCTCCACGCGCTCGCGCATCG
ACATCAGTGACCAGCTGTGGGGCTTCGTCAGTTCGCAGTGGTAGCAGAAGAACGACCTCG
TTTGTTTCTAATTGTTTGTGGATGAGCTTCTTGTTCGTATTTGTTTTAACAATAAAACGT
ATTTTACTTTGAAAAAAAAAA
>BJ736585 ID   BJ736585   standard; mRNA; EST; 731 BP.
CTCATCAAGTGTTTCCACACAAATCTTGCCTAAACACCCACCTACCCTGAGCGCTGTCGC
GCCTCATCCGCAGCCCCATCCGGACAGACAAGCGGACCGGCAGCCGCCTGCGGACAGGCC
CGCCGATCGACAAAATGACAGGCAGGCCGAACTGCCAGCACACTCGGAGAGACAGTTAGA
CAGGCAGTTGCATACCTCCAGCAGTGGCAGCTCAGTGGCACCCCCTGGTGGCTCAGCAGT
GTCTTTAAGGCCTTGCAGTCCTGCCCTTCAAATCCAAATTCCTGGCAATCCACCAGGTAC
GCCTAAGCTGTTACAGCCTCCGGTCAGGAACCCTCACAAAGTAAAGGCAACCATTGCAAC
CATCCCCGTGGGGAGTTACGACGGAGGAGGCAGAGGAAAAGACCGGGAGCGTGACAAGGA
GAAGGAACGGGAAAAGGATAAGGAGGCGGGCAGGGAAACTGCCAGCAACAGTCATTTTTC
CTTTGATCCTGAGCCGCTAAGGCAGACGGGTTCTCCCTCAGCTCCGCCCACAGAGGAGCC
CACGTCTTTAGATCGACCTCTGGAGGGCTCCAGTACCACAGACTCGGCCGACACGCGGAA
CAGGGAAAGCACAACCACCAAAGAGGCTGCATGGAAGGAGCAGGAGTCCCTCCCATCCCC
CCCTCTCCCCCCTCCATCAACCACAGAGCCCGCTTTACCACCTCCACAGACTGACAAAGA
CACTCTGACGC
>BJ736586 ID   BJ736586   standard; mRNA; EST; 749 BP.
GCTCAAACTACCCGTCGGTATCTGCAAGCCAGGAGATGGTGGACCGCGTGGCCGAGCTCT
CCCAGCAAGCAGCCGGGTTCTCCACCCTGCTTCAGCGGTTGACAGAAATATCCTCCTGAT
ATTTCACATCTGCGTAAACTGTTCAACTCTTACTCCTACATTTTCTCCCGTTCAAATGCC
TTTTTTGCCCGTCAGTCTTCATGGTGTTTGACTGGAATCAAAACAGAGTCCTGCAAGAAG
TGTTTTGCCACGTCGATGCTGGTACTAATCTGGGTTTTTTGTCTGTCAGGAGTTTGCTTT
TGTTTCCAGAATGGAAGTTGCGCTTTGATACCAGGAACTCTTCTAAGCGTTAACCTACTT
GAAACCCCTTTGTGGCTGGAAATATCAGTCTTGGAGGAGAGCATTTTCTGGGAAGTTTGC
TTTCAAAAATGCTAGCTACTTTTCCTTTTACTCCTTCACTGGTTATCAATATACTTCCTT
TCTCTTTTCCTTAAACTCCCTTTTTCCAAATCCAAAAATCCTTGCTGCTTTTTCTAATAA
AACACAAACATGGCCTTTTGTTGTTAACATTAAGCAGCATTTTGAGAGTTTTGTGCTTTT
TTCCCCCAATGCATTAAGTTAGAAGTGAAGTGCTATAGGAACGTTCCCGAACTTCCCCTT
TTCTCCAATTACATTTACGTTGCTTTTAAACTCTATAGAGCTAATATTGATCATCGTGTT
GCTGCAGCTCTCTTCGTCTATGGAGGGAG
>BJ736589 ID   BJ736589   standard; mRNA; EST; 737 BP.
TGCTTTTGCAGAGATGCTTCGCTTTGCAGACAGAATGTTTTACAAGGACTGGTGGAATTC
AACCTCTTTTGCAAATTACTATCGAACTTGGAACGTGGTGGTGCACGACTGGCTGTATTA
CTACGTCTACAGAGATTTCCTGTTGATTTCTCAGAAGCGTTTCAGACTAGCCGCCATGCT
CTTCGTCTTCACCATCTCCGCCGTGGTCCATGAGTACATTCTAGCCGTGTGCTTCGGCTT
CTTTTACCCCGTGCTCTTCTGCCTCTTCATGTGTTTTGGAATGATGTTCAACTTCATCCT
GCATGACCGACGGAAAGGCCCCATCTGGAACGTCATCATGTGGACGGCTCTGTTCCTGGG
TCAGGGCGTGATCATCTGTCTGTACTCCCAGGAGTGGTACGCTCAGAGATACTGTCCTGT
GAAGGAGCCGTCTTTTCTGGAGTGGGTTACTCCTCGGTCCTGGAGCTGTCAAACGGGCTT
AAGGACAGACTGAAGAGTTTTGACTCGACTGGGATTATAGTAAGACGTAGTGCTAGTCCT



GATCACTGGAGGGTTTCTGTTAATTTAAATATTTATGGTTTTTTCTTGTCTTTGCACTAA
AGTTGGAAGTCTGTAAGAATGTATGGCAAAGCTTCTGCTGAAATGCCAAAAACAGCACCG
TCACTGATGCCTTATGTGTTTGTCAGACATCACAAAGAAGTACCTGTAAGCACCTTCTTC
CATGTACTTATGTACTG
>BJ736591 ID   BJ736591   standard; mRNA; EST; 701 BP.
CCATCTCTTCAGAGTCGACCTGTGGAAGCTCAGTCACCACCACTAAAATGTCAAAGGTTG
TAAAAAGCAGCTCCACAGAAACTCGCGTAGAGAAGAGAATTGTCTTAAATGCTGATTCTG
AAACGGACCAAGATCAGGAGAAGCGTGGCGGCGCCTCTGCATTGTAACCACACCGCTTGA
TGACCACCGCCACCATCAACCCCCCCCCGTTTGACTGCATAGCTCCACACAGAACACTTT
TGTTTATGCACAAAAGAAAGATCTTCGACATCTGCACCTGGAATGAGTTTTTATGGAAGT
TTTATTAAGTCATATTTCAAAGTAATTTACAATTCAATATGAAATTCAGGCTTGGAATGT
GAAAATACATTTTGCAATTTAGAAATTAACATTTATATTTACAATTCAATGTGACCATTT
TTCAAAATAAAATATTATGACTCAAAAAAACTTCCAAAGATTTTTGGTTGTTTTCCCCCC
CCAACGAGCCAACATAGGCATGTAGGGCGGCTCTTTGCTGATCTGGATTTCTGCAACTGG
TTTAAAAAAACACACAGCGTTTTGAAATGAGTGATCTTAAATGTGTTTGCTTGAAAAGCT
TTTATTTTGCTAGTCCTTCTGACATGCTTTGGTTTTATACAAATACAGCTTTTTTTTGAT
GAGTCATTCTTAACAGCATTTCAGTACGTGGTGCTGCTAAG
>BJ736594 ID   BJ736594   standard; mRNA; EST; 723 BP.
GGACACCCCCAGAGGCTGATTTTGACTCCTACAACATTGAGTGTGTTCATCAGGACTCCC
GCACCGTTGTCTACTCTCGGCGCACTGGGAAGGACTCCACCAGCTATGTCATTACTCAGC
TAGATCCCCACAGACACTATACAGTCTATGTAAAGGTCATCTCTGCTGGGACCACCAGCA
GTGAGGTAGAGGACAGCATAGTCACCATGATTGATCGTCCTCCCGCACTCCCCATTGGTA
CCCGGGTCAGTGAGAGGTCCACTGTTGTTTCCACATGCTCCATCTTGTTTTCGTTTAACT
GCAGCTGGTTCAGTGATACCAATGGCGCTATCAAGTTCTTTACTGTGGTGGTGACAGAGT
CTAAGGGTGTGGAAGATGTTCTGCCCGACCAGTATCACCCACTACCTTCTTACAGGGACT
ACATCTCCAACAGCTCCATCAAGTCTTACCAGACCAGTTACTTCTCCAGTTACTGCTCAG
AGAGCCTTGACAGCAATGCCCATGTCTTCAACATCAGCCTGGGGTCAGGCATGGAACCAC
TGGGGGGACCCTGTGAGCCCAGCAGTGACCTAAACCAGTTCTGTGATGGACCACTGAAGC
CCAGGACCTCCTACAGGCTCAGCATCCGAGCTTTCACTCAGCTCTTCCATGAAGATTCAA
AGGACATCGGCACCTTCAGTCCTCTGTTCACAGACACGTATCTGTCTCTGCCCATTGTCA
CTG
>BJ736602 ID   BJ736602   standard; mRNA; EST; 616 BP.
AATATCGGATGAAAAAATATCCTTTAAAATTATTAGAACTGAAAGAAAATTATATTTAGA
GATCAAGGCGTTTTCTTTATCTATTTAAATTTTGAGATAACTTCGAATAAGTTGAGCTAG
CCTCGTCCTGTTTTTGAACATCGGCTTTTGTTATTTGTTATCTGTTAGCAGCTAGCAACT
ATCTTGGCTGTTAGCTTAAAATAAATCGAATTTTTTTTGGCTCAAAATTACTTTTGATTT
TTTTTTTNCCGAAAANCATTNCATTANANCTAGCATTTGANCTTTNCGAGAAAAAAGNGA
ANATGNCNGAGGATTATGAATTTANCGAANACCCGAGTATGATGAGGATGGAGGAGGATG
GAGAGGCTAACAANGACGACCCCANGNCANCNCAGGGGGATGGCGGCCTGATGGGGGACG
AGGCCNAGGGANCANGGANCGNCNCCNGCAAAANCGAAAAAAATGAAGGGAANATGTTTG
TTGGAGGCCTGANCTGGGACACCACGAANAAAGACCNGAAAGATTACTTTGCAAAGTNCG
GGGAGGTGGTANACNGCACATTAAAGCNGGACCCCANGACCGGACGCTCCNGGGGCTTCG
GCTTTGTGCTCTTCAA
>BJ736608 ID   BJ736608   standard; mRNA; EST; 512 BP.
ACTTTTCACAATAGAGGTTCTGATCTTAAATAAGTCCTAAGGATGAAGCAGGTTCTCCGT
TCTTTAAGAGCCACGACTCTTTCTTGATCGAGTTCAGTGAAGGAACCTGAAAGTGGCCTC
GTGCCGAATTCGGCACGAGGCAGAGGCGCCTTCAGCAACACCGAGCGGACAAAGAATTTC
TTCCGGGTTTCGTACCGTGCAGAAGGACAGCCGCTGACGCACAGCTTCCAGGCCAGCGAC
GCCTTCAACAAGCAGCAGTGGATCAACTGCATCCGACAGGCCAAAGAAGCCGCAGTGCAG
CAGGTGCAGGCGGGAGAGCGGCTGGATCCTGGACCGCTCCGGGAGACGGATCTGGATCCT
GGACCGCTCCGGGAGACGGATCTGGATCCTGGACCGCTCCGGGAGACGGATCTGGATNCT
GGACCGCTCCGGGAGACNGATCTGGATNCTGGACCGCTCCGGGAGAGGGATCTGGATCCT
GGTANCGCTCCAGGAGACGGATGTGGATACTG
>BJ736614 ID   BJ736614   standard; mRNA; EST; 617 BP.
GAAAGAATCCACCCTCCACCTTGTCCTGCGCCTGAGGGGTGGCATGCANATNTTTGTCAA
GACCCTCACTGGNGNGACCATCNCCCTTGAGGTTGANCCCAGTGACACCATTGAGAACGT
GAAGGCCAAAATCCNNGACAAGGAAGGNATTCCCCCTGACCAGCANAGGCTGATCTTTGC
TGGCAANCANCTTGAAGATGGCCNCACCCTCTCCGACTACAACATCCANAAAGAATCCAC
CCTCCATCTTGTCCTGCGTCTGANGGGTGGCATGNNGATCTTTGTCAAGACCCTCACTGG
CNAGACCATCACCCTTGAGGTTGAGCCCAGTGACANCATTGAGAACGTGAAGGCTAATAT
CNGGGANAAGGAAGGCATTCCCCCTGACCANCAGANGCTGATCTTTGCTGGCAAGCANCT
TGAAGATGTGCCGCACCCTCTNCGACTACAACATCNNNAAANANTCCACCCTCCANCTTG
NCCTGCGCNTGACGGGTGGCATGNATATCTNTGTCATGACCNTCACTGGGNAGACCATCA
CCNTTNAGGTNGAGACCANTNACTNTNTTGAGAACGTGNNTGTCAANANCTGAGATGAGG



AAGGCATTCCCCCTGAC
>BJ736624 ID   BJ736624   standard; mRNA; EST; 737 BP.
TCTCTGCGACTCGCCCCAATCACCAGTCCCCCCTTTGAGAACTACGAGACCCCGAGACAA
CTGCGCCGCTGTCGTTCCCCCATCCCCTCCATTTTGTAAACCCAAATTAGACCTAACCTC
TCAGATGCTTCCATTTATTGCAGAGGACATCATGCAAATACAAGAGCAATAAGAAAAAAA
GGAACCTAATAGTGAAATTATGTCTTGTTGTGCGAGTTCTTCAGGTTGTGATACATGCAC
TAGGTGTGCAGATTGGGTAAAATCTAGCTTTATAGATACTGAAAAATATAATTTTGAATA
AGAAAAAACAAAGGAAGGTACTTTCAATATTAAGTTATTTAGATTCATATCTATGTTTTG
GACCAAACTATGCTTAGAACTATAGTGAGAGAAGACGTTCATTTAGCCAAAGAAAACGTT
ATTGATTTGATGGAGCTTCTATAACATTACTGAACCTTATTTGGATAATTTAAACAATCT
AATGTCTAAAGCTTAAAAAATAGACACAAAGTGAAGTTGTATTTTAAAAAGAATACAAAA
ATATTTATAATTTCATTCCTAATATGATCCATAAGAACTTGTTTCCATTAGTATACATTT
AAAGTTCTATTTGTTATTCCTGAGAGTGTGTTTCTCAAAGCTCATAGGAAAATACTTTAG
CATAATTAATAATAATATCTTCATCAAAAGCATAAAGCTGCCACCTTTATTAAACCAGTA
AGAGATCATATAGAAAA
>BJ736627 ID   BJ736627   standard; mRNA; EST; 419 BP.
TACTGTGGGGTCAATCAGGATCAGCTGAAAGTGGCTGAAAAACTACCTTACTTTAAATTT
GGAGGAAAAAAAAGAACAACATAGAAAATAAATTTCAAATTGGACAATTTAAGAAAATAT
TGAAAATTTGAAAAAGATTATTGGTCAATTTGCACAATAGCACAATAAAAATGTTGCCTG
TTTGAAAAAAAAATTACATTTGAAAAAACTATAGACCTAAAACTGTTACCAAATGAAAAA
CAATGTTTATTTGTAGCAGCTGCTGTTGTCTTCAAAGCACGCCATATCCTAGAAGGAAGG
ACACAGGCGGCGCTGACACCAGGTTTAACCTCTAACACCCGATGTCAATCATGTCCAGGT
AGCCAATGGGCCACCGTAAAAAATTAAAACTATGAATTAAAACTTAAGTAAAAAAAAAA
>BJ736634 ID   BJ736634   standard; mRNA; EST; 560 BP.
CAGCAGCAGCTACAGCATGGAACCCTGCTGTGGCCAGCTACCAGTACAGCCAGACTGCTG
TGGATTATTTGGCCAAGAACGTGAGCCTGTCCAGCCCCCGCAGGATGAAGCTGGCAGACC
CCTCAGCTGTGCTGGGACTGCTGCACATTGAACCGGGGCAGGCCTACTAAAACTGTGGGG
ACTCTGGCACCTTATCGGGACACCAGGACACTGCAGTGGAGCTCTTACAGAGCAGTGTGC
ACGCATGTGTGTGAGTGTGTCTGTGAGTGTGCACGAGTACATGTATGTGTGTGTTTGTGC
AGGTTCATGGCACGTCTGGCTGCTCTGATCATAGAGGAAGCTGCGTGTGTTGTTATGGCA
TCTGTGGTCCTCAAACTTTCTTCTGGCTGTAGCTTTAAATCAGAGGGGGTGGGGTCAAAC
ACATCTAGGCCCGCCCCTCCTCAGAGGACTTGAGTGATTGACAGACAGGAATCTGAGTAA
CTGATCCTGGTGGAGCAAACTTGGGGAAGATGTTTGCTCAAACAGGTCTAGAACAGGGCT
ATTGGTGTCTGTGTGGTGGG
>BJ736636 ID   BJ736636   standard; mRNA; EST; 749 BP.
GTGCTTGTCAGCATGTGTACGTGTGTCAGAGCGGTCACATGATCGATTGTCTGCTTAGGT
TTTCTGCCTTTGCGTCCCCTGGAGATCTGTGACCTTTGACTTCTGCTTCACTGCTGGGAA
CTTTTAGTTTATTTTTAAGTTATTGGCCTTTTTCTGTTTCCTGTTACAGCCTTGCGGAAT
GTAGCCTGCAGCGCCCCCTGGTGGCTCTAAAAAATACACCTTCGGTGTCGGTGATCGTAA
TAATCAAAAAACCCAATTCTCACCCAAACCTCCAGAGCCAGAACAGAGCGTGCCGTCAGA
GACCCGCCGCCGTTTTTCTTCTGCGCTTTGGTCAGATCAGGAGAAGACAGCTGAGCGAAG
GTTTCTACCTCACAGCGGCCTCCAGCGTTCAGCTGAAGCACTGGCTGCCATTTTCTCTGC
CCATTCCAGTTGAAGTCAAAGGTCATATGACCACCTGGGTACCTGTTCTCTAAGGGAGGC
CACGCCCTCACCCTGAAAACAAACCTTCTGTGTCTTAGTGTAAGGATGAATGTCCATGCT
GCTGCTGAATGAAAATGAGGTGAAATGTTTCTACTGTCAGTTTCCTTTGCCTGCATTAGG
TCATGTGACATGAGGGGGCGGAGCCTCCTGGGCGCACAAATCACCTCAACAGCAGAAATA
CCTCAGAAGACTTTTCTTCAAACCTCAGTTGTCATTTTTTCCGTGGAGCTCGTTTCGGGC
GGGAAAACGTCTCCTCACTGCTGAAGAAG
>BJ736647 ID   BJ736647   standard; mRNA; EST; 719 BP.
TTCGGGTAAAGAAAGAGACGAACCTGGCGGAACCTGCAGAGGTGGAGACCAGGATCAGAG
AGCTGTGTCAGCAGTTCCCTCAGGGAATCACAGACCAGGTGATCCAGAACGACATGCCTC
ACCTGGAGCCGCAGCAGAGGGCCCTGGCCATCAACAAGCTGCTGTCCCTGGGCCAGCTGG
ACTTGCTCAGGAACAGTTCTGGTCTTCTGTACAGATTAAAAGATTCTCAGACAGCCAGTA
AGATGAAGGGCTCGGACAACCAGGAGAAGCTGGTTTACCAGATCATCGAGGATGCCGGAA
ACAAAGGAATCTGGAGCAGAGACATCCGCTTCAAGAGCAACCTCCCTCTGACCGAGATCA
ACAAGATCCTGAAGAACCTGGAGAGCAAGAAGCTCATCAAAGCCGTCAAATCTGTGGCCG
TGAGTTCAGAACCGAGCCGGTCCAGACGTGCTTGTGGCCGCCGGCAGTCCTGAACTCTGC
TCGTCTGCCACGCAGGCGTCCAAGAAGAAGGTCTACATGCTGTACAACGTGCAGCCGGAC
CGCTCCGTCACCGGAGGGGCCTGGTACAGCGACCAGGACTTTGAGTCCGAGTTCGTGGAG
GTTCTGAACCAGCAGTGCTTCAAGTTCCTGCAGAGCAAGGTATGGAGAACCCAAATGTAC
GGAACACCAAACCAATGGGTCACAAAGGTCAGAGGTCAGCTGTAGAGCTACGTTTACAC
>BJ736651 ID   BJ736651   standard; mRNA; EST; 673 BP.
TCAGAGACTAAACTCGTCTGTCAAGATCCCCACAGTCCTGAGAATGAGCCCCTCCGCCCA
TCCGCCTCCATCGGTGCCAGCGCCTGCCTGCTGTTACCAGAGCAACCAACAGAAAAAGGA



GGGATGGAGGAAAAGACGGCTGCAGAAACTCAGAGCGAGGGATATGGAGAACCAGAAGAG
GTGTCAGAAGAAGACTTTTCAAGTGTCTCTCCACTTTTGGCAGGTTCCTGTGTGTGTGTC
ATTCCAGTCTGTGAGCCACTGGAAGTAGGGGAGAATGAGGACTGTAGCCAGGCTGTGAGT
CCTGGGATGACAGGAACCTGCTCGTGTGGGGCTCTGGAAGACAGAAACGAGAACAGAAGC
AAAAGGCAGCGAGAAAGGGCCAATGGAAGTCAAGAAAAGATGGCTTTGACCACAAGTGAG
ACATGTGAGGTTCTTCTGACCTCCTGTGGGGTTCCACCATCCAGTCCTCCTGAACGCTGT
CTGCCAGCCTCCCAGGCTCAGATGATGGAGCAGTCCAGATCTGACCTGACGGACGGATCA
CCGGTAAAAACAGTGGAATTATACACACAGACAAGTTTACACTCCACCTTTAAAGGAAAT
AGCACAACCTCCACTGTGACTTTAGCCAGCCCCTCATTAACTTCAGCATCGGTTGGAGAT
CTTTACCTGGAAA
>BJ736658 ID   BJ736658   standard; mRNA; EST; 729 BP.
GTAATGTCATAGCTTATATTGACCTTATTTTTTTGGTTTTGTTATAATGATTTGATCTGA
AGTGGTGTTTAAAGCACACTGACACCAGTCGTGTTACGTTTGTCATTCCAAGAGATGACG
AGTGGAATGTTGTACATTTGAAAGAAAAAAAACAGGGTTTTACAAAACAAAAATGTTTCT
AAATAGAGTTTTCAACCCCTTTAATCAGTCTTTTCTTTTCGCCCTGCTTTGCTGAAAATG
TTATCATAAATGACCACCAGGTGTCGCACTGCAGCAACAGAATGTTGCTCTGAATTCAAC
TGATCCAAAATCTTGACTAATGAGGAGAGAATGGCTCAAAGATTTCACTTTCTGAGTAAA
AATGAGCTTTACCTGGAGTCGGATTGTGTTCCTAAAATTTCGACTGTTAGAGAAAAAGTG
AAAACTAATCATTAAAACCAGCATCTAACATTTAAATACCACCTGCCATTTCAACCTGCT
TCTTTTTAGAGGTTTCTTTTAAAACTTGTAATGAAATGAGATGGCAGGCTTGCGTGCTGA
AAAAAACGTTATGTTCTTTCTTTTATCATTTGTCTTTTGTTGATTTTTAAAAGAAAAAAT
ATAGAAAGAAAAGATGATCAATAAAGCTACAAGAGGTAAACATTTTTCAAACTTTTCTTT
TATGAATTTGCGTGTACAAAAGAAATGTAAAGACGTAGATGTAGAACAAACAGAAGTGAA
AACNATGAA
>BJ736684 ID   BJ736684   standard; mRNA; EST; 650 BP.
GCCGCTTTCTTTTCTGTGCTAATGGCTACTCCTGCTAACCCGCCAGTTCCGGGCTTCCAG
AACAAAACCCGGGTGGCCATCCTCGCGGAGCTGGACAAGGAGAAGAGGCGCCTGCTGCAG
AGCCAGTCCATGAACAGCCCCGGGGCCACCATCCCGCTGGCCTCGTCCAGGCCCAGCCTG
AAGGAGGCGCGGGACAGCGCGGAGCAGCAGCACATCGCCGCGCAGCAGAAGGCCGCGCTG
CAGCACGCGCACGGACACTCGTCGGGCTTCTTCATCACGCAGGACTCCTCGTTCGGGAAC
CTGATCCTGCCGGTGCTGCCCCGGCTGGAGCCCGAGCTCTGACGGAGCGCCGGCTCTTGG
GATCCTAATCACGACTCTGTGTTTCACGATCCCAGCAGACTTTGATGCAGAAATGAACAC
ATTTGCTTTGCAGCCGTTAGTTTTCTAACGACATCAATACAGCCAAGCCTGGGACTTGAA
CTACCGACATTTTTGTGGGAGTTTGGACAAAAACTGATATCTTATTTCTTTTTTTTTGCC
AAAAACACAATTTTCGTCCGAGTGGATCATTGAAAATGTCACAGATATAAAACAATCACA
GCCATTGACATGATCCTGTCATGGTGAGAATCCACCAAATCCCTTTCAGG
>BJ736698 ID   BJ736698   standard; mRNA; EST; 603 BP.
CCGAGTCGCCTCCACCCTGGAATCTTTGCATATTTGTGTTTGCTTTAAGCCTTCCTGATG
TGCAGCTCCATTACAGAAAAACACCTCTGAATCCAGCATTACTGAAACTGTGGCTGGACT
ACTAAGTTCCATTTATTTTTAAGTTTATTTTTATGCTTTATAATTTAAAAAAAAAACAAA
GAAATTGGGTATAAAACATACTTAANGNGNGACTTTTCAAGGATTATCTAAATGTACNGC
TTTTTCCACCCATTTTCTAGTTTACTTTTAAGTTTTATTTAAAAAAAAAAGGAAATTAAG
NCTAAAACATACTTAAGGNANGACTTTTCAAAGATTTTNGCGACNCCAAAAAGNCTAAAT
TTACGGCTTTTTTTNCNCATTTTCAAAANAAATTAGCNCCTTTTTTAGGGTTNAATNGNA
AAGTTNCNCCAATTCCTTTTTAGCCNGTTCTTTCTTTCAAANGTAANATTTATAAAAGGG
TTNGTATCAAAGCANCCCCTTTACTTTTTCANATTTATATCCCAAAGGTTTTTTTTACTA
AGGACTCTNATTTTTTCAGGTTTCTAAATTTTGTCNCNGTACCCCCCTTCCCCCCCCCAT
TCA
>BJ736710 ID   BJ736710   standard; mRNA; EST; 742 BP.
GCCGCTTTCCGCGCGCAGTCTCCCCGCCTGGCTGGTAAACAACAACGCTGCTGCTGCTGC
TGCTGCTGCCGCTCCTCCGGCGTCGCTCCTCCGGCGTCGCTCCATCACTCCGGCTCCTCC
CGCTGAACTTCAACGATGCCAGATGGAAAACTGGAACCGTGCTGGACGCATTCGTTCCCT
ACTAACTGAGGAAGCGTCTGAGGACTAAACGGGGAAGCAGCAGCAGCGGTCTGTGCTGCA
TCAGAAACAAACCAACGAGCTGCAGAAGCCTGAAATCCCTCTGTGACATTGTCTGGTTTC
ATTCTGGGGTTTCGAAGGAGGACCTGGAAAAGACGCATGTGTCTAGATGAAGTGGTTCAG
CCATGCAATGTTCCTGGAAGTCAGTGATTCTGCTGGCCTTAGCCTCCATCGCCATCCAGT
ACACAGCCATTCGGACGCTCACCTCCAAGCCTTTCCAGCTCTGCCAACTGCCCAGCCCCC
AGAACTGCGGTGTTGGGGCCCAGGAGACAGACCCATCCTTTGAGCGAGGAACAGCTGGAG
GGGGGGGCTGCGATGACTACTCCTACTTTTCAGTAAACTCCACTCGTAAACTGCACATAC
TAGTCTTAGCCACTACAAGAAGTGGATCATCCTTTGTTGGCCAGCTACTGAATCAGCACC
AGGATATATTCTACCTGTTCGAACCCCTTTATCATGTTTATGCCACATTGGTCCCACGAC
AGTCATACACTCGCAATCCAGC
>BJ736723 ID   BJ736723   standard; mRNA; EST; 774 BP.
TCATGTGACATCAAACTGGTCCGTGGTCTAAAAAGGGTTGGGCAGCACTGGTTTAGAAGG



AGCGTGTTGCCTGTCAGGCTGGATTAGGAAGCTGCTGGTGCAACAGGCCTGTGTGATCTG
AGTGAAGCACAAAAGTGCTCCATGTTTTTCTGGATGTTCCTGGCTGCTGAAAGGATCGTG
GACACGCCCACAACCGCAGTGCCGGCTGGTCGGCTGCAGGGACTGCTTCAGCAGAGGACT
TTGTGCTCAGGTTCTTGAACATTTTCTTGTGTGTGTGTCTGTAGTGGTGTGTGGTCTGAC
TGTTATTCTACACGTTAGTCAGTCTGTGGGTTACTGTTAACGCGTCCTAGCCGTGCTGGA
ACCTCACCTGTCGTCATCTCGGTTCAGCTAAAGCATGCTGCCATCCCTCCTGGCGCTCTC
CGCAGGCCGAGCCTTTCTCGGCCTTCAGATCTCCTCTGAACTGTCAGGTTCATGTCAGTC
ATCTGACAGGCTCCATGTTTGGTTTTCCAATTATTGATGTTTTTCTCATAACTCATTGAG
ATGTTGTCTGTGTATTAGAGCAACGGGGGGCAGTAACAATGTGAAGGTGTGTTAGCGTTT
TGATGTTTTTTGCTGACTGAAGTCCTGAGGATGACTTCGGCAGCCGAAGGTCGCTGACCT
TTCGTGAAGCTCCACCCCTGTCCCAGCATTTGGGAACGTGTTCATGTGGCTCAGCTTCAC
CTCTCAGCCTGGTGATGCACACAAACGCATGCAGCACACACAACACCCACAACC
>BJ736736 ID   BJ736736   standard; mRNA; EST; 668 BP.
TCTTTCTCACTGATCTCTCCACGTCCCCTATCCTCCACCCCTTCCTCTCCAGAGCCAAAC
TCCTTCCTTTCTCTGACTGGCACACAGCTCTTGGCCTTCGTCCTTATCTTCTTCACCATC
ATCCTTCTCAGTGGAAGAAGACAGGAAGCCCCTTGACCCTCACCCTGCCAGGTCGCCATG
GCAACGGTTATCTGCACTCGCTTCACTGAGGAGTATCAACTGTACGAGGAGCTGGGAAAG
GGAGCCTTTTCAGTGGTGCGCCGTTGCGTGAAGGTTGTGACGGGTCAGGAATACGCCGCC
AAGATCATCAACACCAAGAAGTTGTCTGCCAGAGATCATCAGAAGTTGGACCGGGAGGCC
CGAATCTGTCGACTTCTGAAACACCCAAACATTGTTCGTCTTCATGACAGCATTTCAGAG
GAGGCCCATCATTATCTGATCTTTGACCTGGTCACAGGTGGAGAACTGTTTGAAGACATT
GTCGCGAGGGAATACTACAGTGAAGCTGATGCCAGCCACTGCATTCAACAGATTTTGGAG
GCGGTGCTTCACTGTCATCAGATGGGCGTGGTTCACCGAGACTTGAAGCCAGAGAATCTG
CTGTTGGCGTCAAAATCAAAAGGAGCGGCGGTGAAGCTGGCTGACTTCGGCCTCGCCATT
GAAGTGGA
>BJ736737 ID   BJ736737   standard; mRNA; EST; 668 BP.
TCAATCCTTCCTGCTTTTTTAAAAAAAATGCTCCTACAGGAAGTGATGGGGTAGATATCT
TACTTACAGCTTTTTTAATTTATCAGATGGGACGGCAAGTATCTGATTTAAAGTAGACAA
AAACTGTGATTTTAAATTATTTCTGGTTCCTTTGATATGGATTGATTTAAGTGATTATTC
TGGTTGTTGTTGTAATTACTGCTAAGATGCATTCACTTCAGCGGTCGTAGCACGGGTTTT
GATGTGTTTTGGTTTTTTAAATCCAGTTTGAGCATCAAGTGTTGCCGTTCACGCCTGACA
GGATCCACAGGAGGCGACTCCATCATTGTGCCACGATAACACTTGTTACCAAGTGTATGT
TTACCGCCAACGCCAAACACTCCACTGATGAACAAGAAGTATTGCAAAGGACGGATGTAT
TCAACCAAGTCAGTAAGATTTGCCCCGCCCCCTCCCTCACACACTAACTGACCCAGACTG
ACTGAAGCTGCACTACAGGCCGGTCTGACCCAGGCACTTCTGCAGCACGCCGAACTGCTC
GAACTGTCCAATCGTAAGGCTGCATGCAGGGACGCTGCCCCTCCCCCTTGGCCTGCAGAG
CATTGACAGCCGTGTCTCTGTGCTCGTCCAAAGCCCGGCTCTCCTGACTGTCGAAGTGTT
ACAGCAGA
>BJ736776 ID   BJ736776   standard; mRNA; EST; 778 BP.
GGCAGCTGGAGTCAGGGTGCGGACGTGGAGCTGTCCGGGCACAGGAGTTTTTCGTTCCTG
GTTGGTTTATTCTTTAATTTTTGCAAGTCGTCTAGATGAAGCCGTGGCAGCGCCAGAGAC
GGGAATTTGGACACGAACAGTCGTTAATACCTCAAGGCCGCTGCACTTGAGAAAATCCAT
GTTTAAAGGCACGGATATTGAATTGAAAGTTGTGTCTTTCGCTTGTCCTGAGGAAGTGAG
CGTCACCATCCACTGGCTCCTAAAATATTACCCCTGCCACAATGAATTCAACAATCTAGA
AGAAATGTACGACAAGACGCCTCTGAGCCACGGGGAGAGCCTGGACCCGAATCCCCTCGG
GCAGGGAGAGTACATCGAACACAGATACAGCCCTATGAAGTGCAAGAATGGACCGAGCTC
ATTCCAAATGCTTAAAAAAGCCAAGGCAAACCCTCGTCTTGTCAGTCCACCTGACCCGCA
TTGGATGCAGGATGAAAACTACACTAAATGGCTCACAGAAGAGTACGACAGCAGCTCCTC
GAAGGACGGAGCAATGAAGATTAGAGATGGGGTCATAGCCACCACATGGAGGGATGGACC
TTACCTGCTGGTTGTTAAGGTTTTATCCACCAAAGAGGCCAACTGGAATTTAAAATTTAA
CGTGGTGATGAAAGGCAGCCATGGCTTTATTTCTGTCACTGAATGGCCACTAATGATTTT
CTACATGGTCATGTGTGTCGTGTACATCCTCTACGCCCTGCTGTGGTTCATTTGGGCG
>BJ736782 ID   BJ736782   standard; mRNA; EST; 345 BP.
ATAATTTTAGGGGAATAAAGTCATAAAATGATCTCAATAAAATGTCTTTATTTTACAAGA
AAAGTTGTAAAAGTATTGGGGGGAAAAAGACAACAATTATGTAGGGAAGTGGTAAAATTA
TGACAAAAAATTAGTGAGAAAAGTAAGAGTTGTAAAGTTGTGAGGAAGAAGTCAAAATTT
TACCATAGTTATTTCAGAAGTAAAAGAAAACCTGAGATTTTACGAGGCAGAAGGTTGTTG
TTTACAAAAAAACACAGATTTCAGCCAAACAGTAAAAGCTTATGTCGCCATAAAAGCTCC
AACAACCAACTCTTTTTTTTTTTTTTTTNCCCCCNAAAANCCGGG
>BJ736792 ID   BJ736792   standard; mRNA; EST; 715 BP.
ACCACCAGCCAGACCCAGGATGTAACCAATGTTTTCTAGTCCTAGTCACGTGTCCTTGTC
CAATGCCCTTTCCTCTCCTACAAGCACTACTGCTGCTACTGCTCCTCCCACTACTGGCCA
GTGCTAGGAGCGCAGGACTAAGGGTGAAACCCACGGCGTGACATTTCAGATTCGAGTTGT
GAATGCATTCCGTAGTTCCCTCTACGAAGGCCTGGAAAAACCAGACTCAAAAACATCAAT



TCACAATTTTATGTCGCATCCTGAGTTTAGAATTGATGACTCCACGCCCAGTATCCCCCT
CATTGATGACACGGACGATGATTCTGCCCGCAGAAGGAGGAAGTACTCCAGCCAGCCCTC
GTCTCCAAACAAGAACAACAACGCCATCGACAGCGGCATCAATCTCACCATCGACATCAG
TAAATCTGCCGCTTCCTCCAGCCCCGCCAGTCCTCTGCACAGCTTGGAGACCAGCCTCTA
ACCCTGATCCCAAACTTAGCTCTGACCTCTGAAGTAATTCCCCCATGGTACAAGAGGACC
TCTTCATGCTCCTGCAGACTTTAAAGTGTGACCATACACTTTCTAAAATCCCTGTTCCCT
AAAATACCCCACACCACCAACACAGGGCAGCTCCTGTGGAAAATCATCCATCCTGTAACT
TTGAGCCCATAGAACTCCCCATCATTTTTAAAATTGAAAAGTTCTTAATGATATT
>BJ736813 ID   BJ736813   standard; mRNA; EST; 708 BP.
TTGAGCACAGTTTTTTAAAGACCCACGCCAATGAAAATGGTGTTTTTAACATGTTTTTAT
GGCATTTTTTACTGACGTTGAAGGACATGTATGGAAAAAAAATGTACTTAAAATTGCATT
CATGAGTATTTCTTTATCAAAATTGTGAATCAGGAGCAGATGGAAAAAAGGGGTTATTTG
TGACGATTACGCTAAGGCGGAGTTACTCAGCACCAATGGTCCCGCCCACAACTCAGGGGT
AAATTTCTAATGAACGACTGCGACTTTGCAGAAACTATGTCCTAGAAAACAGCTAAGAAT
GGCGTAATCATGATTGAAAGAGCACTGCAAAGACTTTAAAAATAGATCGAGAAATAATCG
GAGTGGGTCAGTAATGCACAAAAGAACCATACTGTGAGCACCAGCATAATTCAAAGATTA
TATGTGCCGTTATGAAATAGATTCCCGTATGACCTGCAGTTTCTGCAGTATCATTGAAGA
ACATAGAATCTATTTATAAAGTCATTTTTTTAGTAACATTTTCCATTTGTTCTTAAAGTT
ACTGTATTGTAAACCTCGGTTCTTCCATCTCTATGGATCTATGAACAAGCTTACTCTTTT
AGCTGATGTACAAATACCTTAAATGATTTAATGATTGTTGCATGATTTAACGCTTTAATG
CCTAAAGTATTTTCCAGCTAAAAAAAAAATACTTATGTTTTTGCTTTC
>BJ736816 ID   BJ736816   standard; mRNA; EST; 658 BP.
GAAAAAGAATCAACTGAAGATTATAATGTTGCTTGTATCCTCACCTTACCTCCCTACCAA
AGGAGAGGCTATGGCAAACTGCTCATCGAGTTCAGTTATGAGCTGTCCAAGGTGGAGGGG
AAGACGGGAACTCCAGAGAAACCTCTTTCTGATCTCGGTCTTCTGTCGTATCGTTCCTAC
TGGTCCCAAACAATCCTTGAAATTCTGATGGACTTGAAACCTGATAACGGAGAAAGACCT
CAGATTACCATCAATGAGATCAGTGAGATAACGAGTGTCAAGAAAGAAGATGTCATCTCA
ACACTTCAGTACCTCAACTTAATCAACTATTACAAGGGACAGTACATTCTGACCCTTTCA
GAGGAAATAGTGGATGGACACGAGAAAGCGATGCAGAAGAGGCACCTGCGCATCGATCCC
AAATGCCTGCACTTTACTCCAAAGGACTGGAGCAAACGGGGGAAGTGGTAGCAGATGGTT
GTTGGTCAGTTTTCTCAAAACTCTTCTGAAAGGATGACGGCAATCGGGAAGCTACGTTCT
TATCCAGCTGTAATTACCCTGTTTTGTCCTCCAGGATTTCATTTCCAAACAAAAACTTGA
CACTTGGTTAAGTTGAAGCTCGTATTGAGAGAACTCTGATTACATAATGTGAATTATT
>BJ736827 ID   BJ736827   standard; mRNA; EST; 669 BP.
AGAGGCCAGCTCAGGCGCTTCCTCAGTGGATGAGTGCAAAGAGGCCTCTAACTCTTCAGC
GGGCTCTAAAACTGTGGGTAAACCAGCGGCTCCCTCTGGAGGAGGCTCCCAGCAGGTGAG
CGGCTCCAACCCCCTCGTTCAACGGCTGCCAGCATTCCTGGACAATCACAACTACGCCAA
GTCTCCAATGCAGGAGGAAGAGGATCTTGCAGCTGGTGTCGGTCGCCCCCGGATCCCAGC
TCCTCCTCAGCCTCCGTACTCTGATGATGAAGATGACGATGAAGATGATGAAGAGGACGT
GACAGGTTCCACTAGCACTGCGAGCAGATTCAGGCGGAAGGCCAGTCTGCGGTCCAGAGC
AGGTCGGGTCGGTTCCGGAATGGAGAGCCAGATCGCCCTCAATGTTTTGGCCGAGAAACT
GAAGAAGGAGGCTCAGAGAAAAGATGCTCTGAATACCCCCCTGTCTGTGCGCACCGAAGG
CCGCACGGGGGGCATCTGCATCACATCTGCTTCACAGCCTTCCCCAACGCCCAGCAACGA
AAGCACAGACACCGCGTCTGAGATTGGCAGCGCCTTCAACTCGCCGCTGCGCTCCCCGGC
ACGCTCCCAGGCCGCCACACGCCCATCCAGTCCAGTAGCATCCCATTTGTCGCGTGTGCT
GTTTGGAGA
>BJ736839 ID   BJ736839   standard; mRNA; EST; 753 BP.
GGGCTAAGATGTGGTCCATTGTCAGGTAATTTCTACCATTGATATTACATGGAGGAAAGA
GTATCATGGATTGTCATTGAGAGTTGTCACTTTGTTGCTTAGAGGATTTTGTTTACAGTT
TTTGATCAGTAAGACAACAGGTGCTTCTAGTGACTAAAGCTACGTTTACAGCTGCCGCAG
CAACACACGTTCAAACAATCATCAAAAGACGTAAAAGATGTAAATGCAAGTATATTTTCT
GCGTCCAAAACTCTCGCATTCAAGCATCCCTACCCAAGTTTTTAAGCTTCATCAGATAAT
CAGGTCATCAGATAAAAGTGTTGTCTGGTAGTTAATTTTAACATCCTTTTTCTACCTCTG
GCTCAAGTCAAAGACTCACTTGGCCAATAAAGACAGTTTCTGTTTGTGTTTTTGTAATAC
CAGACTAGCGTCAAAGCATAAAAGTCTTTTATAAGACTAGCACAGCAACAAGAACTATTA
ACCCTTCAATACCAAAGCTGTTGCCAGTAAACAGGAAATACACATGCTCTTCAAACTACC
ATAATTCTTTGCACCTTTATGCCGAAATGCAACTCTTTACAATAGTAAAGTGCAAATACT
TTATGGAAAGCTGCTTTTCTCCACCTCAGACTCAAATTTACTTCAAGTGTGTAAACAATT
TACACTTTACCGATGTAGAGGTTATGGATCACCACAAAGCTGCTATTCCTATCTGCAGAA
TTCATTGGATTTACATCATTTGCGTAAACACTT
>BJ736841 ID   BJ736841   standard; mRNA; EST; 701 BP.
GTGGAGTGGGCAGGATGAAATGCTGCAAATACTGGCCCGATGACACTGAGCTGTACGGTG
ACATTAAGATTACACTGCTGAAGACAGAAACTCTGGCAGAGTACACGGTCCGCACCTTTG
CCATGGAGAGGAGAGGTTACCCCGCCAAACACGAGGTGTGTCAGTTTCACTTCACCTCCT



GGCCCGAGCATGGAGTGCCGTATCACGCCACTGGACTGCTAGCGTTCCTGCGCCGAGTCA
AGACCTCCACTCCTCCAGATGCTGGACCGGTGGTGGTCCACTGCAGCATGGGTGCAGGTA
GGACCGGCTGCTACATCGTGCTGGATGTCATGCTGGATATGGCCGAGTGTGAAGGAGTGG
TGGATATCTACAACTGCGTGAAGACCCTCTGCTCCCGCAGAATCAACATGATCCAGACTG
AAGAGCAGTACGTGTTCATCCATGATGCCATCCTGGAAGCTTGTCTTTGCGGAGAAACTG
CCATCCCAGTCGCTGAGTTTGCTCCCACGTACAAGGAAATGCTCAAAGTGGACTCGCAGA
GCAACACTTCCCAGCTCCGGGAGGAATTCCAGACGCTGAACTCTGTGACTCCTCACCTGG
ACGTGGAGGAGTGCAGCATCTCTCTGATGCCCAGGAACCGCGAGAAGAACCGCAGCATGG
ACGTCCTGCCCCCAGACCGCTCCCTGGCTTTCCTCGTCACC
>BJ736854 ID   BJ736854   standard; mRNA; EST; 689 BP.
ACCCCAGGACTGAGGCCTCATCCTCTGCTTGGAGTCAGGCCAGAGGCACTGAGCGGCCAT
GCCTCACCCTAACCCCAGGACACACGCCTGGCTGGCAGGCCCCTCTTGCCAAACTTTGTA
AAAGATCGGGCTGCCAGTTTTTTGGGACACCGGAAAAATTGGGTTTCTGCACTATTTGCT
ATGTAGACTATCAGACCAACCACCACCTGACTCCACCCCCAGCACCAGTTCAGAGTCGGC
ACGGGTTGGACACGGGTTTCCAGAATGCCACACGCTGTCGTGGGGCCGGATGTGGAGCAG
TTGGCAAAGCAATGCTGGAGGGCTTCTGTGACAAGTGCTACGTCAAAGAGCAGAGTGCAC
GGCTCAACCAGGTGGCTCATCGCACACAACACTCCCCTCCCCTAGTCATGCGCGACCGAG
CAGCCAAGCCCAGATCTTCACAGCAATCCCAGACCCAGACTCAGTGCCGGCGGAGCGGCT
GCAGTAACGTGTCGCCGGGTTGCACGGACCTCTGTCCGGAGTGCCACACACGGGGCCAAG
GCAGGGAGGCGGGAAGGCGGGCGCAGGCGCCCAAGGAGAAGTCAAAGCAGCGGTGCCGGA
CACAGGGCTGCGACCACTACGCCAACCAAGAGAAACAGGGCTACTGCAACGAGTGTGACC
ACTTCAAACAGATTTATCGCGGCTGACCA
>BJ736855 ID   BJ736855   standard; mRNA; EST; 678 BP.
TCTGCTGCGGTCGCTGTCAGAGACGGACTTCCAGCTGAACTCTCCAGAGTTCTGGCCGGC
TGCCTTTTACAGGCTGAGTCAGCAGGAGCAGTGTCTGAAGGAGGTTGGAGAAAACATCGC
TGTGCTCCGAGGGCCGGTTGAGGCGGCCCTGGCCCGTAGGGAGGAGGTGGTGGTGGGCGC
CCGTCCTCTGGAGGCTCAGAGGATCCGGGAGACGGCGGGCCTCCTGAGCAGCAACTGGGA
CAAAATCCTCAAGCAGCACCAGGACCGACTCCGGCGCTGGCAGGAATGCAACTCCAAGTG
GCAGAAGTTTGTGTCAGACCAGAAGGCCATGGAGGCGTGGCTTGCTGATGCAAAAGCCGC
TCTGGAGCTGGCAGAGACTCAGCCAGAAGCCCAGAGGCAGAGACTTCGGGCGCTGACAGA
TGCCCTGCCCCTTCAGGAGAGGGTGATTTTCAGAATAAACTCTGCTGGAGAGGAGATCTG
CCCCCTGAGCACCCCAGAGGACGCTCTGCAGCTGAAAACGCAGCTGAATCTGCTGAACGC
CTGCTGGACCGCCGTCTGCCAACAGCTCCAGGAGCACCGCAGAAGGTCTGCAGAGGCTCG
GACCGCGGCTGCACAAGTGCAGGAGGACATGGGATCCATGTCGGGCTGGCTGGACCAAGC
TGAAACAGTCCTGAAGAT
>BJ736866 ID   BJ736866   standard; mRNA; EST; 713 BP.
CGATGACAGAGTATGGCAACAGAGCAGATCGAACCTTTGCCCAAAGTGCCTGCAGCAGCT
GAAAAGGCCTCTGTGCTCCAGATCAAACAAACACAACACCAGAATNNGACAGGAAAGGCC
CATTAAAGCCAAAGGAGGTCGAGCCAAAGGACGAGTCTTCACACCTGAATGCAAACCTGT
CCGGAAAGAACCAGTCAATGTTCCCAGGGAGGAGGTCAAGAAGAAAAAAGCTATACTACG
AAAAACTGAGCTCACCAAAAAAGTGGAGACTCAGAGTCTTTCTCCATCCAAGAGGAGTTC
GATAAAGCCAGCAGCTCGCCAGACGCGGCCCGCCCAGCACCACTCCTGTCCCAGAAGGAG
GCACACAGAGACTCTACCAGACAGCCGCCGGCCTCTCAGCGTCGCCAGGCAATCTCATGA
CAGAGTATCGGATGGGGGATCACGAAGCCCGGCTAAGAGATCCTCGGTGCCACGCCATGC
CTCGATTCTGGCTCGCAGATTTGAGATGGAGGAGAGTTCGACCTCCGTCACCAGTTCAGG
CTCCACGGCTCCCCGTCGACCAACATCATTACGCACAGAGATGAGAGCAGAGCACCGGAT
AGGACGAGCCCCCACTATGACAGTCACAGAATCGATGCGCTCCCGCTCGGCTTNGAGTGG
TCACTCCACCCCACGCACTCCAGGCTCCACAGCCATCACCCCTGGAACCCCTC
>BJ736871 ID   BJ736871   standard; mRNA; EST; 549 BP.
AGGAGTACGGCAAGTGCCTACGCACCCACTGCTGCACGGGCAAAAGTGTGGACAGCTCCA
TTGGCTCTGTCAAAGGAACCGCTTCCCGCGCTCCGGGCCGATATTCTGCAGGGTCGCAGA
GTCGCATCCGGCGGATGTGGAACGACACCGTCAGAAAACAGTCGGAGTCCTCTTTCATGA
CCGGAGACATCAACAGCTCCGCATCGCTCAACAGAGAGCCCTACAGAGAGACAAGTATGG
GAGTCAAACTAAACATTGCTTATCAAATAGGGAATCCTGAACAATGCCCGGGATACAAGT
GTCATGGATACTCTACCACTGAATGGTAACCATGGCAACAGCTACAGCATCGCCAGTGCT
GAGTACATGAGTGACTGCGTCCAGATCATCGATCGGGGCTACAACCACAAGGAGACCACC
CTTGAAAAGAAGATCCTTAAAGAGCTCACCTCCAATTATATCCCCTCCTACCTCAACAAC
TCCCACGAGCGCTCAAACGAGCAGAACCGGAACCTCATGAACAAGCTGGTCAACAATGTA
AGTAACGGA
>BJ736880 ID   BJ736880   standard; mRNA; EST; 461 BP.
GATTTCTTTAGGAGCAGAAATGTTTGCATTTTAACTTCAACTAATGTAGATTGAGACAAT
TTAGGGACAAGTTTTGATCATGTTTCCTTTCTGTTAGACTGTTATAAATATAAACAGGAG
TTGGATCACAATGCAATGGAATGGATGGTGCTTTAGGGGGCAGCATTGGTTAGCAGTACC
CCATGCAACATAAACTGGTTATCCAAAGGATGATGTTGCTGTGAATGGCTTTAAAAGCTC



ATAATTCTGTCAGGATGAGGGAAAAATTGTGTGTGTGGTCACTACCTCTACTTTGGTCCA
TTTCTTAGTGTTAATTTCTTACACCATTACCCATTTCTTTTTAGGAATACTGCTAGCATC
ACTTCAGCTTTAGTTGTATGCATACAACGGTTTGGCAATGATTTGAAACTCTTTTGCAAA
AGTCTCATCCCTGCAACTGATCCATCTTTTTTTTTTTTTCC
>BJ736892 ID   BJ736892   standard; mRNA; EST; 486 BP.
ATTTCCTGAAACTGTGAGCACTGCCTATCTGAGGAGGACACAAGAATAATATATATATTA
TAGCTCATCTGGCTGTGGTCTGGGTTATTTGCCCAAAAGGAGCCACCTTTAGGCAAACTG
GAAAAACGTCGCCTCCTCCATTGTCACTCAGTCAGTGGATGCAGGGATGTTATTTTCTGT
CTGATGACTTTCTCTCCTTAGGGGTTTTCAATCACACCAACAAATCCCTCCATGCCAAAA
AAAAGCTTATTAAATATCACAAAAACAATTTTAAAAAAAATAATAATTTGAAAAGAAATT
ACATTTTAGATACCAAAAAAAAGGAATCAAAATAAGAAATGACACATTTCGGAGATCAAA
GGTGGCTTCCAGAAATCAAAACTGAAATGTTAAAAAATAAACAAGCACAATAAGAAATGG
CAGGTACTACAGGGCATCGCTGATTGGATGATGTTTTTTTTTTTNGTTTNCAAANCNGCC
TTTAAG
>BJ736896 ID   BJ736896   standard; mRNA; EST; 603 BP.
GTCCGCCACCGACATGAACATGATGAGCAGGGTAAGTCCCAGCATGCAACGCTGCTTCAT
ACTGACTGCCTGGGATTCCCACTCGCTGAGGTGTGTTCAGACCTGGGCCTCCACAGATCT
GTGCTGGAACCTCTGGTTAGCATCTCGCAGTGTCCGATGTGTGGTGCTATGCACCCTGTT
CAGGGCGCTCTTTGCCCAACAGTAGCTAGGACAGACTCCAGCGACCCCGAAAAGGTTTCA
GCGGACTCAGACTCTGGACGGACATTACAGCACGTCCAGTTTAGTTTGCAGCTCTTCCGA
CTCTATAAAGTAGTGACAGTCCCATTACCTGTCACACTCAGGTGTGTGACAAGTTTCTCC
TCCACATTTGATCCCTGGTCTGAATGATCAGTGAACTGCAGTGTTCAGGAACCATTTGTC
CCCCTAATCCAACCCTTAACGCTGAAAGTCAAGCAGAATATTTTCAGTCAAACCAATAAT
CTCGCCGCCTTTGGGCGGACACTCGACCAGCCAAGCTAGCCAGTTACGAAAGATTTATCA
TTCAAATGTCTTTCTAAGGAAAGTGAGCGTTTAAAAAACACTAAAGGGTCTGAAGACATC
TAA
>BJ736905 ID   BJ736905   standard; mRNA; EST; 480 BP.
CACTTTTAAGTGATACACATTACTTCTCACACGACAATCTATATGTCATAAACACCTATC
AGTGTTTTTTTATTGCTGTCTTCTGAGCAGCTGCCCGCTGCATGTCTTCGCCGTACCAGA
GTAAAGAATGTTGTACCTGACGTTGATACAAAAACATTCAAAAAGCAGCGAAATATAACA
TTTGAATCAGTGAGCTGTCCAACAATGATGGTAAGCGTGGGACTTGGATTTGTCTTTGTC
TTGTTGCTTTGCTGTAATTCCTGGCCAATGGCTGTAGAGATGCTTTTCTTTACAAGATTT
GGTTCAGAGCTTAATACAACCTCAGAATCAGACCAAATTAAGCAGATTCTGTCTGGACCA
ACAGGCTTCTCCAGTCTGAATACAACCTCAGGATAATTGTGCCAACACGACCTCAGACCT
TAAAGAAATTAACAGTGAAGTCATCATGAAATGTGAAGGTTGTCTTTGCCAAAAAAAAAA
>BJ736934 ID   BJ736934   standard; mRNA; EST; 689 BP.
GAATCATTTCCCTTGGTAAACTGGTGATATACGTTTTGGTTAGGGTTTGACCCTAATCTG
CTATTTAACCCCAAATTCTTACAAAGGTTCTTCTGAGCCTTTAAAGGGTCTCAGTCTGAG
TCAGTAGAAAGTAGATTCTAAAGCACCTTGTGTTCCCCTTTGAGGGCAAGCTGTGTGGGG
ATTTCAATTTCACTTCAATTCCACCAGGATGTGACAGTTTCTTTCCCTTATAAAGTTACC
CAAGTCTACTTCAGGGACCATGACATTACTGTGCTTGATCAACCAGTCAATTGAAGCTGG
AGCATCAGACTATTGAACCAAAATGGCGGATGCTGGCGCACACTGACTGCCGCTCCTAAT
CTGAATTGAACTGTTTTGCTGGATCTAAGTCTTTTACCACTCTTTGGCAGCCTACTTTGT
GGAAAATTAAGAAACTTTTCATAGTTTTGTCTAAGCATTTGTCAAAACTTGCAATGTCTA
AGCTTCTGATCTCAGCTCGACTCACCTTTTATAGCCCTCCCGCTTTTCCCTTCGTGGATT
GGGACACTCCCTCACTGATGCCATCTGCACGCCTCAACCCGTATGGATTGTGTTTCCTGG
GATCAATCCATTCCAGTGTACACAGCCCAGGGCAATATCTTCGTGCCTGGCCGGTTAACC
TGCTCCTAACTTCAGTGAGTTAGCTTCAG
>BJ736948 ID   BJ736948   standard; mRNA; EST; 643 BP.
GGATCCCATTGTTCCACTGGTGAAACTTTGAAGGTTTTCAAAATGAAGGATCGACTAGCA
CAACTTAAAGAGAAGAGTGATGCAGGTGGAGAAGACGTTGCGGTTCCCGTGGAGAACGAG
GCCTTCATGAATGACTTCTTTGCTCAGGCTGAAGATATCCGCACCAGTATTGACAAGATA
GATGAGAGTGTTACAGAAATCAAAAAACTTTACTCCAGCATCTTATCAGCCCCAACGCCA
GACCAAAAAACACAGGATGATGTTGAAGCTCTTACGAATGAGATCAAAAAGTCAGCCAAC
AATGCAAGAAACAAGCTGAAGACCATTGAGCGTCAACTTGAGTCAAACACAGATGAACGC
GCCTCAGCTGACCTCAGAATACGCAAGTCACAGCATGCAATTCTGGCAAAGAAGTTTGTA
GAGGTCATGACAAAATACAACGAGGCTCAAGTGGACTTCAGGGACAAAAGCAAAGGACGA
ATCGCCCGCCAGCTGGAGATCACGGGAAAAACCACAACGGATGAGGAGCTGGAAGAGATG
TTGGAAGGAGGCAATTCTGCCGTCTTTACTGCTGGGATAATGGAGTCTAAGATCAGTCAG
CAGGCCCTGGAATGAGATTGAGGCTCGGCACAAGGGACATCAT
>BJ736952 ID   BJ736952   standard; mRNA; EST; 691 BP.
TCCCCCCGTCTCCTTCCTTCGGCCTGTTTATCAGTCTCAGTCTAAATACCAAGCATGCCA
CAGAGCGTGACACTGAAGGGACCGTCTCCCTGGGGCTTTCGGCTGGTGGGAGGACGGGAC
TTCAGCACACCGTTAACCGTCTCCAGGGTAACACCTGGCAGCAAGGCGGCCCAAGGAGAC



CTGTGTCCAGGCGACACCATCCTGACCATCAACGGTGACAGCACAGAGCACATGACTCAC
ATGGAGGCCCAGAACAGGATCAAAACTTGCACCCAGCAGCTCACACTCAGCATCAGCAGA
TCAGGATCTGCAGACAGAGTGTGGTCGCCGACAGTTAGCGAAGATGGCAAGACAAGTCCT
TACACGGAGCCTGACTCGCAGAATTTCCGTCCCATCACCAGCGGGTATGGCAGTTACAGT
CGTAAGCCGTCATACACCCCTGAACCCCAGCCCCCTCAGGCGCCTCAGCCAACTTACCTA
AATAATGGCCACTCCAGACCCAGCAATGGCCACTCCTACGGACACGGAAATGGAACTGGG
CATGCTCAGTACAACAACCCAGCGGGGCTTTACGCTCACAACGGCAGCAACGGAGAGAAG
TTTCTGTCAAACAAGATGGGCGGTCTCAACCTTAGCGCCACACATAGTCCAGAGCCTCCC
GTACAGTCTCCTGTGAGCTGGAACGGCTTTG
>BJ736966 ID   BJ736966   standard; mRNA; EST; 680 BP.
AAATCTCGTCTAAAATGATGAATATCTTTCAGGTGTCCATATTTTCCTGAATTTGTTCCA
TTTTCAGCATCTAGGTCAGTCTCTCCAGGATCTCTGTAATCTCTCGTGACTGAACACTAT
TATTTTACTCCAGCAGAAGAGAAGCCTGTCATTAAAGTCCTTGTCCTGTAACTCGTACGG
ACGGTCAGTTAGGTTCAATTGCTTCACCTGTAAATCCCTGACATCCGTGGACCTCGCAGC
AGATAAACTCCATTGTGCTGAGATGTCTGTGTTTTTTCCTGCTGTTGCAGAAGCTGAGCT
GTGAACCCCCCGATGAAGACTGCTTCATCGAACTCCTCAGCAAGTTCCAGAGCAGCCGCA
TGGATGACCAGCGCTGCCAACTCGAGGAGCCGCAGAGCAACGGGGAAGCCGGGGCAAACG
CAGCAAGCCTGAACAACGCGAAAGATGCGGCACTTACCACTTCCCCTCAGACCGAGGAGC
TGTTCGATCTCATCGAGAGCTCTCAGGGTCGTCGACTCGATGATCAGCGTGTAAATGTTG
GCAACCTTCCAGGTCTTAGGATCACGCAGAACAACCTGGGGTCATTTGGTTGGGGAGGGC
GACCGCCAGGAACCCGGCGATGATTTCTTCAACATGCTGGTAAAGTGCCAGTCCTCAAGG
ATCGACGATCAGCGCTGCAC
>BJ736969 ID   BJ736969   standard; mRNA; EST; 609 BP.
AAGAGCTCTCATCTCAAGGCACACCAAAGGACGCACACGGGTGAGAAACCATATCGTTGC
ACGTGGGAGAACTGCGACTGGCGCTTCGCTCGGTCAGACGAGCTCACCAGACACTACCGA
AAACACACGGGAGCCAAGCCCTTCAAGTGTGTGGCCTGCAGCCGATGCTTCTCGCGCTCG
GACCACCTGGCTCTGCACATGAAGCGCCACCAGAACTAAAACAGACGCACCCACTTCCCA
ACCGGGCCGCCTCTGAAAAGCAAGAATACAAAGACCCCGCCTTGACCTGTCAGAAGCAAA
ACCAAAGTCCTCTGTGGGCCCCATGTTTGTGGTTCCTCACAAAATGGTCTGAAGAACCTC
CTGTGGATGGGTTTCTTGGGTAAACGTCAGACACCTTCTCTGAGTTTCAGAGCCACTCCA
CCTTTTTCCTCCTTTCTGAACTGATCCTGCCCATCGTTTAAGCAGCAGAACAAGTGAAAT
GCATGACTTTGGTTGGTTGTTTCCATTACCAAGCAGCTCACCTGAAGACAGACCAAGTCG
CACTCGGTGATCCTACATGGGATTTAGGATCCTTCCATACTTTTCTGCTTTTTACCTTCA
GGACGTCGA
>BJ736970 ID   BJ736970   standard; mRNA; EST; 644 BP.
ACAGACAGAATCAACTCTCTGCAGGATGAACAGGAACAGCTGAAGAAGGAAAATGAGTCA
ATTCTGCAGTGCAGCCAGAAGAAGGAAGAGGCAGCACTTCAGGACAGTCAGGTGGAGCTG
GAGACCTACAAACAGACTCGACAAGGCCTGGATGAGATGTACAACGTTGTGTGGCAACAG
TACAAAGAGGAGAAGCGAATTCGACAGGAGCTGCAGCGTGAGCTGGAGCTCCAGGTGGGC
TTGAAGCAGGAGATGGAGGTGGCCATGAAGCTGCTGGAGAAGGACTCCCACGAGAAACAG
GACACGCTGGCGGCCTTACGGCTCCAGCTGGAGCAAGTCAAAACGCTCAATCTGCAGATG
TTCCACAGAGCTCAGGAATCGGAGAGACAAGCGGAGAAAAAGCAGGAGGAAGCGGTGAAG
CTGGAGCAGAGGATGAAAGACATGGAGAAAGCCATGGAGGAAATGGAGCAGAGACTGCAG
AACTCTGAGTGTGAACGCAAGCAGAGTGACCAGTCGGATGAAGACATGAAAGTAGAACTG
GAAGGAAAAGTAGATGCTTTGCAGACACAGCTGACAGACCTGGATACACTCAGGCTGGGT
TTGGAAAATGAGCTGCGCACTGAGAGGGAGCAGAGGCAAAGCTT
>BJ736982 ID   BJ736982   standard; mRNA; EST; 109 BP.
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGNGAGAGAGAGAGAGAGANTNAGAGAGAGAG
>BJ736985 ID   BJ736985   standard; mRNA; EST; 572 BP.
CCATCATCATCATCTTCATCTGCCAAGCTCGTCTTTCCAACTTGCCTGGCAGGAGAAAAG
ATGGCTTAAAAAAACAACCAAAAACAATATTTATTGAAACCCTGCTGCAGCCAGAAGTCC
TCCCCCCGGTTTACCCGTACGTGGTTCTCAAACTGAACGGCGGTGAATGCGACTCCTATA
TATCTCCTGGTAATTATGATGACGCGTATAGCCTGTTGTGCTGGTGATCTATTCTAATCT
TGTGGCTTCATTTGAACTCTCCTGCACCGTTAGCTTTCCATCCCTGCTTCAGAGACCAAG
AGCTTCACTTTCAAACGGGAATCTGTTTTGGTTCCGGGGGCCTCTTCCTCTCCAGCCCGG
ATTTTTTTGTCTTTTTTTTAAGCAGCTTAAAGTCACACAGAGCTAACAAATCAATGACTG
TAAGAAATGCTTGTGTTAATCAAAAGATCAAACAGGTGTTGAGATGAGGAAAAAGTGAAA
TTCCAGAGTGTGAAGTCAGGCTGTGATGTCTCTAAACTCCGTGTTTGTGCTGAATTATCC
CCTGGGACTGTTTTGATCCAAAGCAGCTTGAA
>BJ736999 ID   BJ736999   standard; mRNA; EST; 190 BP.
GTTGGGGTTCCTGCGTCTGCTGTGTTTGTGTGAGTTTGACCAGGGTGTGGAGCCCCCCCA
CACCTAGGGGCACCTCCTGCTGCTGGTGCCCCCTCCCTCTCAGCTCTGCTTGCTCTCTGC
TGGCTTGAGTAGCAAAATGGATCTTTTTTTGTTTTTCAGCCTTCGGTCGTCCGAGTCTGG



AGTGCCCCCA
>BJ737001 ID   BJ737001   standard; mRNA; EST; 156 BP.
TTTGCAGTCTCCTTACTTTCAGTTCTGGTTTCTTCTGTTTTGCAGTTGTTGTTCGGTCAC
ACCAGACTTCTCAGATTTAGTTTGAACTCACTAATGGATGGCTGCTTGTTGAAATGTTCA
AAGCTTGTTTATAGCCCAAAATGTACAAAAAAAAAA
>BJ737002 ID   BJ737002   standard; mRNA; EST; 649 BP.
TGGATCATGGTCCATGGTCTTCATCCTTTACACCTCTATTCTGGGTTTCTTTTCCCCTCT
TATTATTATCTCTCTTTGCTACCTGCTCATTGTTATTAAGGTGAAGTCTGCCAGTGTGCG
TGCGGGACTGACTAAGCGCAGACGGTCAGAGCGTAAAGTGACCCGCATGGTGGTGATCAT
CGTCTTTGTCTTCGTACTGTGCTGGCTGCCCTTCTTCACCGCCAACATTGTCAACCTATT
TTACGTGATCCCGGAGAATGAAACAACAGCAGCCATCTACTTCTCCCTGGTCATCCTCAC
GTACGTCAACTCCTGCGCCAACCCCTTTCTCTATGGGTTCCTCTCTGAGAACTTTGAGAA
GAACATGAAGGAAGCACTGAAATGCGGGAAGCTGAATAATGCTGCGAGCCCAAAAAGTGG
TCGACAGAATGCTGCCAAGGTTGTTTGTCTGGAATTGTTTCAGCAGTTAGTCCAGATGAA
GGTCTGCAGGAGCTCTGACCGACAGCCCATCACCTCCAAACCCGCTATGAACGGCCAGTG
AGGCCAGCTGATCAGAAACGTACTCGTCTGCACCCAACAACCCAACATGCAATTCACCTG
CATGCCCCATTGTTCTTAGTATTTTCTGTTTTCTGCGGATTTTACTCCC
>BJ737006 ID   BJ737006   standard; mRNA; EST; 701 BP.
ATGTCTGATGTAAAGAGGATCTCTGCAACATCCATCTATTTTGAGTCCATGCCTTACAAG
TTAAATCCTGCAACAGGACTCATCGACTACGACCAGATGGAGATGACGGCCAAGCTGTTT
CGGCCCAAGCTGATCATCGCTGGCACCAGTGCCTATGCCCGCCTCATTGACTATGCCCGC
ATCAAGAAGCTCTGCACAGATATCAACGCCTACATGCTTGCTGACATGGCTCACATTAGT
GGCCTCGTGGCAGCCAAAGCTGTCCCCTCCCCCTTTGACCACGCCGACCTGGTCACTTCC
ACCACACACAAGTCCCTCAGAGGAGCGAGGGCTGGCCTCATCTTCTACCGCAAAGGGGTG
CGCTCAGTGAACAAGAAAGGGAAGGAAATCCTGTACGACCTGGAGGACAGGGTCAACTTC
TCCGTTTTCCCCTCCCTGCAGGGCGGACCTCATAACCACGCCATCGCTGGTGTGGCCGTA
GCCCTCAGACAGGCTCAGTCTCCCATGTTCAGGGAGTATATCGTTCAAGTACTGAAGAAC
GCCAGGGCCATGGCTGACGCTCTTCTTAACAAAGGCTACACACTTGTTTCAGGTGGGACA
GACAATCATCTGGTTCTGGTGGACCTGCGGCCCAAAGGCATTGATGGGGCCCGGGCTGAG
AGGGTGCTGGAGCTGGCATCCATTACTGCCAACAAAAACAC
>BJ737009 ID   BJ737009   standard; mRNA; EST; 669 BP.
CAGACGTCAAAAAGAGGAGAAAATCACGGACGGCCTTCACCAACCACCAGATTTACGAGC
TGGAGAAGCGCTTTTTGTATCAGAAATACCTTTCTCCGGCGGACCGTGACCAAATCGCGC
AGCAGCTGGGACTGTCCAACGCACAGGTCATCACCTGGTTTCAGAACCGCAGGGCCAAAC
TCAAGAGAGACTTGGAGGAGATGAAAGCGGATGTGGAGTCACTCAAGAAGATCACCCCAC
AGACACTGCAAAAGCTCGTCATGGACAACATTGAGGATCCGCAGAGTGGGGCCACCGAGC
CCAGGTCGCCCAGCATCTCCCCAATCTCTCAGGGACACCGAGCCTTCCCACAGTCACCTT
CTTCCTCAAGAGAGCACACCACGGATGAGTTCTCGGAGGATGAGGAGGAAATTGAGGTGG
ACGATTAACAGCGAGGAGGGCCTTTTCGCAAGCAGAGTACGCTACATTAAGAGAGGACAT
TTTTCTTGCTAATTTTTTGCACGGATGTTGACTAAAAATGAGAATATAAACATATATNAA
CATTTTGGGGATTTTTCTTTAGTTCTTTTTTTCTTTTCCATTTTAATTTATTAATCGGAC
TTCTCAGTCTGTGTTTAAATCTCACCTGCATACTTGCGGATCATCTGACGTGGTGGACTT
TCCTGTTGA
>BJ737014 ID   BJ737014   standard; mRNA; EST; 643 BP.
AGTTTTGACAATATACTGGATTTGTAACTTCCTCCGTGGTCTTTCACTTAAGGTTGGAAA
GTGTTGACTTTGTCTGCATTGCATCATGGATCAGTGAGTACAGATCCACTCATCATTTGT
TCCGTCAGTGTCAAAATGTTATAAGCTTGTTAGTTATCAATTAACTTAAAACTCAACTTG
ATAAGTGATACTATTAGAGATCTTTTTTGCAATGAGGTCAAAGTCTACCTATTAATTTCT
ATAAAATAATTAACTGAAGTTATTTTATAAAATTGTATCGTTTAAGACGAGTGTCTTTTG
TAACTTGGAGTAGATTTTTCTTCTGATTACATGGTTTCCATGATGCTTGTTTTTTTTTCC
CTAGTCTGTCANGGTAAAATAAGTTCAGTAAGTTCTCCTTTAGTGTCATTGCTGAATAAA
CATGCACCAGTAGTAAACCTTTGAGTTTTATTTATTAATTCCAAAATTGNGTTTTTTTCC
CAATCCGTGGCTTCGGCAGCTTATAGTTTTTTCCACGTTTATTTATCTCAGGGAGGATGA
CAAAAACTCTGTGGATATTCATGACAATCCTCCAGTCCCTGACAATGTAGTGAGGGAGGA
GGGAGACACAGTCTACTTCATATATGAAGAGGAAGTTGAAGTG
>BJ737017 ID   BJ737017   standard; mRNA; EST; 131 BP.
ATTGTTTTTTTCCTTCAATAATTATTTAAAGGTTCACTGCTTACTTTTTGAAATTTGATG
TGATTTTGTTTGTTTTGTTTTTATATAGTGAAACAGAATCTCAATAAAATGTTTTTTCTA
CAAAAAAAAAA
>BJ737018 ID   BJ737018   standard; mRNA; EST; 495 BP.
ATCTAATGTCCACCTCTTGAGAAAAACAATTTAAATGTTAAAAAATATATGGGGTTAAAG
TAATAATATTTGATTTTATATTCCTTTTTTTGTAACTGACCAGGGTATATGCAAGATAAT
GCCTGATGAGGTAGAGTATATCTATTATCAGAAATTAACAGAAAACGTTGCGGTGTGAAT
TGTACGGAGGATGGTTGCTTCTGTGAAGTCCATTACTCTCATTTAATGGACACCTCACAT



ATACAGTTTTAATATAGAAAAAGCAATTTTTGGAAAATTTTTCAAAACAGAAGTATGTCT
GAGAAAATCTAAGCAGCGAAGTTTATGATTGAAAAATTTCTTCAAAACCCAAAATGTCCA
AAAGGATGAATTTTTACCTGACAAGTGAAGTAACACTTTGATGATTCANNNAAATGCACA
AGCTGTGCCAATTTTTACCCCTCTACCTCCGTACCTGAGGCTTTGATATGAAGTGGGTTT
TTTTTTTGAGCTTCA
>BJ737026 ID   BJ737026   standard; mRNA; EST; 735 BP.
TTGGTACTTAAAATACGAATAGATGGACTTCTAAACCAAACATTGAAGGATTGAGAAGAC
ACTCGGGAAGGCGGGGCTTGGGGACCTGGATGCGGTCGTCATGGTGAAGGATGTTCCGAA
AGGTCAAGAAGCGCCACAGCAGCAGCAGCTCGCAGAGCAGCGAGATCAGCACCAAGAGCA
AGTCTGTTGACTCCAGTTTTGGAGGACTCTCCAGATCCAGCACGGTTGCCAGCCTCGACA
CAGATTCCAACAAGAGCTCAGGGAACAGTACATCCGAAACCTGTGCAGAATTTCGGGTGA
AGTATGTGGGATCAATTGAGAACTTGGAGTTTGAGATGAGCAGGAGCCTCCAGGAACCTC
TGGATCTCATCAACTACATAGACGCAGCTCAGCAAGATGGAAAACTTCCTTTTGTTCCTG
GAGATGAGGAAATGATTCTGGGAGTGTCTAAGTATGGAGTCAAAGTGGCCTCGCTGGACC
AGTGTGATGTGCTGCATCGACACCCTCTCTACCTGATCGTACGCATGCTGTGCTACGATG
ACGGCCTGGGCGCGGGGAAAAACCTCTTGGCTCTGAAAACCACTGACGCCAAACAAGAGG
AGTGCAGCATTTGGGTGTACCAGTGCAGCAGCTCGGAGCAGGCTCAGTCCATCTGCAGGG
TGCTGTCCACCTCTTTTGACTGCGCGCTGGTGTCCGACAAGTCTTGAGGAGCGAACGTCC
AGCAAAAGCTGCTCA
>BJ737029 ID   BJ737029   standard; mRNA; EST; 689 BP.
GCAGTCTTTGCGTGTGTGCTTACTGACGACAATTTGTGGCTCTACAGGACACACGCCGAC
AACCACCAGGATCAGAGAACAGAGCAATTACTGTGTAATTAGCAAAAAATAGATCCATTT
AAATGCCCTGCCCCCATCATGTTTACAAAAATGTAAATACCTGCTACAAATGGACATTGC
TCTACTCTATATTACATATATTGTTATTACAATATGATTATTGTCATTAAAAGGATAAAT
TATTGCCATTATCTTCGTCATCGAACATGGTGTTGTCATTTATAGCAATGGGTAAGCGAC
CTATTGAGGAGTGAGTTTTGTGTACAGTCAAAGAATTACTGCTTTAGTTCAGAGTTAGTT
GAATAAACTGCTGCTATGGAGGAGATGGGTGAAAGAAATGTGACATTTTTCTTTGTCATT
GGAAGTTGTGAACATCTGAGCCATCACATCTGCTTTGATTCCACTCTAAACAGAAGGACA
GAGAACAGAGAACCGTATTTTACTCTATAATGTAGCTGTAGACAAACTAGCACTCTGGTC
TGTAATCGTCCATCTCGTGTTACCTCGCAGAACCCCATGGTTCTTTTTTTAATCACACAC
ATTAGCCACATCAGGCTGTTTTGTATGGCAAGCGAAAAGGATCATCATACATCAGAATAA
AACGTATAAACACAGCCTGTTTACTATCA
>BJ737040 ID   BJ737040   standard; mRNA; EST; 677 BP.
TTTGAGCCACCACAGCGGCAAAGTACAAGGTCAGAGCTGGGGCTTCAAAAGGAGCAGAGA
AAGAGGAGAAAGGCGGAAGGGTGAGGGGGGGTCTGATTCTGATTCTGATTCGGACTCGGG
CTCGTCATCCTCGGACCGATCGGGCAGCAGTGATGACAGTGCAGAGAGTGAAGAGGAGGT
GGAAGGAGGAGCCATGAAGGTGAGAGACATGGATGAAGAGAACAGTCTGCTCTCAATGAC
TCCATCTCAGGATGGCCTTCCTCCACCAGATCCCATCAGAGTTGACTGGCCCAAGGATCG
AGTGTTGATCAACCGCCTGGACAATTTATGCAATCTTGTCCTGAGTGGTCAGTGGCCCTC
AGGTCGGCGATACCTGCCTGAAGCTCAGCTCAACCTGAGCTCTGAAGTCACGGGAGAAGA
ACTGGCCTTCTCGAGGATGATCCGTAAACCCCCCTGCACACCCAGTGTCCTCGGACCAGA
TGGAGAAGATGGCGAGTTCACAGTAAAACTCCTAAAGGAGGAGGGCCTGAAGTTGACCTT
CTCCAAACAGGCCCTGATGCCCAACGGATCAGGAGGAGAGAGCAGCAGCCGCAAGAAACG
CAAAGACCAAGAATTGTCAGACATGGATGGTCTCCACAATTCCCTGGAACGCGCTCCTCG
ACGAANGGACCCTCCGA
>BJ737045 ID   BJ737045   standard; mRNA; EST; 165 BP.
AAAACCTTTTATTCCAAAGCCCCAAATAGATTGTAATATTGTAATTTACAAATTGCCTTT
ACCATCCCCCTTAAAAAAGAAGCCATTTGCTAAAATTGTTGCACTATTTTTTTTTTTTTN
GGANAATTTACGGCANANCATTNGAACCCCTTTNGCAGTTTTTTC
>BJ737049 ID   BJ737049   standard; mRNA; EST; 599 BP.
CAAGACAGAGAGCACCTAAGGATGGAGCTGCTGGAGGTGTGACGAAGAACAACTGAGCAA
CGTGATGCCGGAAAACTGGTTTTGGCCTCGGGGTCCTAAAAACAAAAAAACAAAAAAGAA
CAAAGTGTGTTTGTAATGACAGCAAATGTGATTGTAGCTGGACCGTTTAACTCTGACTGT
AACTGTGAATACCCCCACCCTTCCTCCTCTTCTTCCACCTGCCATCACTTCCAGCCATCG
TCAAAAGAAAGAACTTTTCACCTTCAAGTCCTGTGATGTTTAAGGCTTTTACGCTTTTTT
TTGTGGTCGTGTGGGGAGGGTGCACAATGAGGTCAGCGCGAGGGATCAAAGAAAAAGACA
GAAAAGACGCACACTGTCTTGAAAACTGACTTGAATGAAAGAAGACAGCTTAGGATGGGG
CAGAGAGGGATTGTTTTTAGGCAATAGGGAGAAATTATTATAATATATATAAAAGTGTAT
GTGTGTGATGGAAAATGCACTATAGATAATGGTTTGTACTGACTGGACAAACACGCGATG
TGTCAAAAATGTTATTGTTAGAATTGTAATATTTTTTACTTTTATTTTTTTTTTTTTAG
>BJ737060 ID   BJ737060   standard; mRNA; EST; 714 BP.
ATTTTGTTGGAGGTCTTCACCGTTTCCCACCGAAAAGCCAGGAACCCAGAGAGAGACGCC
AGCACTTCAAAGCGGGGCTGCATCTCGGAGTGACGCCTGCCATCCTGAGAGCTCGCTACA
ATCTAACGGCAGCCGATGTGGGATCAGCTCAAAACAACAGTCAGGCTGTCGCTCAATTCT



TGGAGCAGTACTTCCACCCCGCAGACTTGGCGGAGTTCATGAACTTGTTTGGCCGGACGT
TTCCGCATATGTCTCAGGTGGATCGAGTTGTTGGTACCCAAGGTGGAGGAAAGGCGGGTC
TGGAGGCCAGTCTGGATGTAGAATACATCATGAGCACAGGAGCAAACATCTCTACTTGGG
TCTTCACCAATCCAGGCCGTCATGAATCGCAGGAGCCCTTCCTTCAGTGGATGGTCTTGC
TCAGCAACATGTCTGACCTGCCCTGGGTTCACACCATCAGCTATGGGGACGATGAAGACA
GCCTGTCCACAGCCTACATGACTCGCATCAACACAGAGTTTATGAAGGCTGGCGTCAGAG
GGATCTCCCTGCTCTTTGCCTCAGGTGACAGTGGAGCCGGATGCAGACATCTGGGTAAAG
AAAAAAACTCCTTCAGGCCCAGTTTTCCAGCGTCAAGCCCTTATGTGACCACAGTTGGAG
GAACATCATTCAAGAACCCATATAAGGTCACATATGANGTCACAGATTACATCA
>BJ737065 ID   BJ737065   standard; mRNA; EST; 674 BP.
TTTCGCCCTCAATCCGGGCCTAATGCTGTAGCAGACAGCGCGGGAGGAGCACGACAGAGA
GACCACGCAGTGACCGAGGATCGCCGAGGGACAGGGCGGACCGGGGAGAGACGGGATTGC
TCATTCGCTTAGAAACATGGGATGTACACTGAGCGCCGAGGAGCGCGCGGCTCTGGACCG
GAGCAAGGCCATCGAGAAAAACCTGAAGGAGGACGGGATGGTCGCTGCTAAGGACGTCAA
ACTGCTCCTGCTCGGCGGCGGAGAGTCCGGCAAAAGCACCATCGTGAAGCAGATGAAGAT
TATCCATGAAGATGGCTTTTCTGGGGATGATGTGAAGCAGTATAAGCCTGTGGTCTACAG
CAACACCATCCAGAGTTTGGCCGCCATCCTTCGAGCCATGGACTCTTNGGGCATCGAGTT
TGGTGACAAAGACCGAAAAGCTGATGCTAAGCTGGTCTGCGATGTGGTCAGCCGCATGGA
GGACACAGAACCATACTCTGCAGAACTTCTCGCTGCGATGAAGCGTCTATGGGCTGATGC
TGGGACTCAGGAGTGTTTCAACCGTGCCCGGGAATACCAGCTTAATGACTCAGCTCAATA
CTACCTGGACAGTCTAGACCGGATTGGGGCAGGAGATTACCAGCCCACAGAGCAGGACAT
CCTGAGAACCCGAG
>BJ737069 ID   BJ737069   standard; mRNA; EST; 728 BP.
TTTTATCACTGAATTTATTCTGAGCCTTAAAAATGTTAATTCCATAGGTGAGGAGATTTA
AAGCAGGTTATCCAGTAAAAAACGAGTGCAAAATGTAAAATATAAAAATGATAAAGAAAA
CTTGGCGCCACGTTGGCATATTCCTAATGTCTGTACCTCCAAACCGTATTTGCAACACGT
CACAAAACAGACTGACAACTGCTAAAACAAACTTTACTGTGACTACGCTAAATCTCAACC
TATTAGTTTCAGATTATTAGACGAAGCAACATTTTCTGAATAAAGAAAAGGCTCTGACGG
GATACGCTGAAAGGTGAACAACTAGTTCGCCTTAAAGTGCGGGGAAAAAAACGTCAACTT
TGGAAACGTCAAAGACTGTAAAGGGCAAAAACATGTGCGCCTAAACTTGCCAAAAATGCG
ACATTCCAAAAAATTCCTCCATGCAATGGGTGCTCGGGCACAGTTAGTACAAAAGCTGTC
TGCTTCATCCGTTAATCTCACCTTTTGGCTACTTTACACTCCGGTACAAACCAGCTGGAG
ATCACTGCTTAAGGAGGCCAACAGGAGGGATAATCTGCCAACAGAAACCAAGTTCTGAGG
CTTTCAAAACTGTTACCTCTTAGCCGTGATGAGATATTTCATGAATAATGAACTGCATCT
CTGACTAAAGGGAACTTCAGCAGAGTCCAACTGCTGACTTAGACTGCTAGTCTGGGTCTT
TCTCTGTT
>BJ737070 ID   BJ737070   standard; mRNA; EST; 198 BP.
CTGGTGTGTTCACGACTCATGTCATGGTTTTGTACACTGGCTTTGAAGTTTCAGACTTTA
ATCAGCATCTTTTAAGTGATTTCTGCCAGTTTCGATAGTTTACATGGTTTTCCGCTTACT
GTAAAGCCAGGTAGGTTTTTTTTTTTTNNCGGNNCTTTTTTTTTTAACCCCNTTTNAAAN
NAAAATTTNNNNAAAAGG
>BJ737071 ID   BJ737071   standard; mRNA; EST; 712 BP.
TGACATGACCACCGAAGGAGGAGGCTGGACGGTGATTCAGCGCAGGGAGGACGGCTCGGT
CAACTTCTTCAGAGGATGGGAGTCCTATCAGGAAGGATTTGGCAGAATCACTGGTGAACA
CTGGCTCGGCTTAAAGCAGATCCATGCACTGACCATCCAGGCCAACTATGAGCTTCGTAT
CGACTTGGAAGACTTTGAAAATAGCACAGCATACGCCCAGTATGGCACCTTTGGAGTGGG
CCTCTTCTCGGTGGACCCTGATGATGATGGATACCCTTTGACCGTTGGCGATTACTCCGG
CAATGCAGGTGATTCTCTTCTGAAGCACAATGGAATGAAGTTTACCACCAAGGACAGAGA
CAACGACCAATCGGAGAACAACTGCGCCTCCTTCTACCATGGGGCGTGGTGGTACCGAAA
CTGCCACACATCCAACCTCAACGGCCAGTACCTGCGCGGCCAGCACACGTCCTACGCTGA
CGGTATCGAGTGGTCCTCCTGGACTGGTTGGCAATATTCCCTCAAGTTCTCTGAGATGAA
GATCCGCCCCACCCGCGACCCTGACAATAAATAAAACTGACAGAAGAGGTATAAAAAAGA
AGAGTAAAGAAGACATTTTTTGAAACATTATAAACAATTTCTGACAGCGACATGGAGTCT
TGATGTTTATCCACAGAAAAGGACCTCTTCGGATTTAGTTTAGTTTGCCTCA
>BJ737072 ID   BJ737072   standard; mRNA; EST; 688 BP.
TATTTAGAGGGTAATTTAACACGATGTGTGGCACCTGACACGATTGTTTTCCGTCTGCTG
AAAGCAAACAGATGAAAGGAAACTCAGTAAGTCAGGATACGTTTATAATAGGAATTAAGT
AAGATTGGTGAACTATCAATAATAGCTTGTTTGACTTTTAGCTTGTCCCTTTATGGATCA
CCACAGCAAATCATCCACCTCTGTCTACATCCTCCTTATTCACACCAGATGTCATCAAGT
CCTCATTCATCCATGATCTTCCTTTAGGCCCTTTTCCTGGTAGCTGCAACCTTACTACCT
TTTACTAATAAAATCACTGTCAATGCTCTAAATTTGTTGCTCTGGTGTATTAATAATAAT
AATGGATTCGATTTCTCTGCGATTTTGTTTTCCAAGTTACCGTGTCTGCTTTCCTATTTC
CAGATGCTACATCAAGTACAGTACCTTCCTCCCAATTGATAACTATAGCTGTAGATGTCC
AAAAAGCCTGTTTGAACTCCTCCTTAAAGCAAAATTCCACCACTTGGTCCTCTGCTCTAC



CCATGTTTTATTCATCTTCTCCACCACCTGTCACCCTACACCACCACCACATTCAGTTTG
CTACACTCGCCCCACTTACCACTTTGGGGACACTGATTTTCTTCAGTTTATGAAAACACA
AAATGTGATCATCTTGTGTGCTCCATCC
>BJ737074 ID   BJ737074   standard; mRNA; EST; 620 BP.
ACTCTGAGGAGCACGTAGGAGGGTCTTGTTGTCAGATTCTGTCATCTGCACATGCAGTGC
ATGATCCAGACCCACAGCCTGGCGGCACGCAGCTTGTAATGATGCCTGAATCCTCCCTGG
TCAAGGATCATTATGGGATCTCTGTTAAATGTGGAGCACCCCTCTTGAGGCACTTTAACC
AGTCCTCACTTCCACTGCACGGAAATACCAACGCACAAAGTGCCTTTTGCACGCAGCAAA
ATGTGCCGGAATGTTTGTCCCACATCAATCAGGAGGTGTCATCACTCGGCCTCCGTACGA
TTTGGACGGAGTTGGATGAAAGCTCAGACCTGAATGTTGTGACAGTGCTGAACTGCATGC
ATGACCTGATTCAGCTGCACCGCAGGAGTCTCAGAACTCTGGAAAACATGGAAGTGGAGC
AGCTAAAGTCCAGCAGCAAGTTGGACTACCTGCAGCTGTCTACCACCCGGCTAAAGGAGC
AGCTCGAATGTTCTAAAAGGGAAAATACAGGACTTCTCGAAAGAGAACGGCAGCTCCAGC
AGAAAGTAAAAAGTTTGCAGAACTGCCTAAAAAATGAAAAAGAAGAGATGCAAAAGCTTC
AAAACATGATAGCAAGCCGT
>BJ737075 ID   BJ737075   standard; mRNA; EST; 622 BP.
GACATCTCTGAAGCCTCTGACCAGGACAACAAGAAGGCAGGAGAAGTGGCCGAGGACTCC
GAGGAGGCTCTGATAGCTCAGTACACCTATGAGGGAGCCACCACAAACATCCACCCGTTC
CTCTCAGCCATGGTCAACTACGCACAACCCGTCAAGTTCCAGAGTTTTGACGTGGCGGAA
GAGAGGAACATCCACTATAACATGTCGTCTTTTAACGAGTCGGTGGGGTTGGGTTACCTG
AAGACAAACGCCATCGAGTTTGTCAACTACAACAAACGTCAGATGAGTCGTATCTACCCC
AAAGGAGGCCGGGTGGACTCCAGCAACTACATGCCTCAAATCTTCTGGAACGCAGGCTGC
CAGATGGTCTCTCTCAACTTCCAGACCCCAGATCTGGCCATGCAGCTGAACCAGGGAAAG
TTTGAATACAACGGCTCGTGCGGCTACCTGCTCAAGCCAGACTTCATGCGGCGGTCAGAC
AGGATGTTTGACCCTTTCTCTGAGACGCCGGTGGACGGCGTCATCGCAGCAACCTGCAGC
GTTCAGGTGACTTTTTCTGCCATCTTTGGGAATCCTAAATGTTTACCAACTGATGTGAGT
CACCGTAATATCCTTTTCCTGA
>BJ737088 ID   BJ737088   standard; mRNA; EST; 101 BP.
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
>BJ737103 ID   BJ737103   standard; mRNA; EST; 698 BP.
CGATCAGGTAATTATCCTCAAATCACTCCTCCGAGAGCCCGCGCGCGCCCACCCACGTGC
CTGCAAGTTAGCATGATGTGTTAGCTATCTGTCTGTCGGACTGTTGTTGTGTCACGTGCT
CTGAACATAGCCGCCGCGCTTCCTCAGAACCAGAGCAAATGTCTTCAAACGGCCGCGACC
CCAACTTCTGTCAGGATTGTGGCAGCGTCCTGCCGTTGCCAGGACTGTCCGACACGGTGC
GCTGCCCTCGCTGCTGTCTCTGCACGCCCGTGACAGGTAAGCGGTCCACGCCGCCATGAG
AGTCTGCCTGCTCTGCTGCTGGTTCATGTCCCTCAAGAACCGAATGGCTTTTAAGCACCA
AGAGTACAGTCAAAACTACCGGTTTACTGAAAATGAGGCACTCAGTCTGACATTTCCCTC
CATTTTTTATTTGTTTTTGATCAGCAACTACCTTTAAGTTCACATTATGTGTAAGTTCTT
CCTTGATTTTTTAGTTTCTCTGATTTGACTGCCCTCCTTTCTTAATGACTAGTATGCTTT
AACAAGAATGGGAAATAAAAAGCAACCACCTAAAACTGCTCAAATGAAACATTTCAGACA
AATCAATTTAGCATATGATCAACATCAGTCATTGAATTTCTTCCTCAGCCGGTCTGTGGA
GCAGTGATGAGACAGTAACCTCTGCTGGGCTCACTCCT
>BJ737115 ID   BJ737115   standard; mRNA; EST; 800 BP.
CAGCACCAGATTTTGACATAAAGGGTCCAGATGCCAAATTCAAAGGACCTAAATTTAACA
TGCCAAAAATGCCAGGAATGAATGTCTCCATGCCAGATGTGGATTTCAACTTGAAAGGTC
CCAAGGTCAAAGGAGACATAGATGCATCCTTACCAAAGATAGAAGGAGACATGAAAACTC
CTGATCTTGATATCAAGGGTCCAGATGTCAACATTGATGGGACAAAGGCTGGATTTGAAA
TGCCTAAAGTAAAAATGCCATCACTCAACATCAAAGGTCCAAAAATGGAAAAGCCAGAGT
TTGACCTTAAACTAAAAGGCCCAAAGATTGGAGGAGATTTGGATGTTAAAGCTCCAAATA
TTGAAGGAGACATAAAAACACCTGATTTGGACATTGGAGGAGCTGAGTTGGACATTGAAG
GGCCAAAAGGAGGTTTTAAAATGCCTAAATTCAAAATGCCAACTTTTGGCAGTAAAGGTC
ACAAATGGGAAGGCCCAGATGTTGATTTGAATTTGCCCTCTACAGACATTGAAGTAAAAG
CACCAGATGTGGACATCGCAGCACCAGATGTTGACATAAAAGGTCCAGATGCCAAATTAA
AAGGACCTAAATTTAACATGCCAAAAATGCCAGGAATGAATGTCTCCATGCCAGATGTGG
ATTTCCAACTTGAAAGGTCCCAGGTCNAAGGAGACATAGATGCNTCCCTTACCCAAGATA
GAAGGGAGACATGAAAACTCCTGATCTTGATATCANGGGTCCAGATGTCACATTGATGGG
ACAAAGGCTGGATTNAAATG
>BJ737117 ID   BJ737117   standard; mRNA; EST; 587 BP.
GTTTTTGTGACTGAGTTTAAGGCAATTTGCCTGTACAAGAATTAATCTTGTATTTGTCAT
GTCTGCATCAGAAGTCCATAGAATATGATACTGGTAAATCCTCTGTGTGTCTCCATACTT
TTTTTTTACCAAAGGTACTGTGGTTTCATCTGTTTGGATGTATATCTGCACATAAGAATA
GAAGAAAAACTGAAATTACTGGTCTTCTTGGAAAAAAAAAACAGTTGNGCTGTCAAACAT
TTTCTTTTTTTAAGTTGNGGCAAACTAATCCCATCAGGAGCCCTATTCGTTACGTTTTTC



ACTAGGCNGNGTTGATAANGACAAACTCATAACTAGATGGATGATTCATTANAGGCCTNG
TTTTTTTTNGTTTTTNGNCCCCTTCANACNGCACAGNCANGAANATTCAGGGTTTGAAGC
AACNCAAAGCTACAANGCTGAGTTGNACNCTNCCNCACATCTNGATCAGGNCCAGCACTT
TCATCGNCAGGAGNGCAAACCCCTTGAAANGTAAAAGTTCTGATGCTTGAACAATCAACA
CAAAAGTATTAAAACAGTTTTGCATTTCTTTTTATTCNCCCAAATGG
>BJ737130 ID   BJ737130   standard; mRNA; EST; 646 BP.
AGCCGTCCTTTTTGAGTATGGCATCAGGAGAATCACGTTTTTGGTTGCACAGAAGAGAGA
ATTTCCCAAGTTCTTCACATTCAGAGCTCGAGATGGGTTTCAGGAGGATCGCATTTACCG
ACATTTGGAGCCAGCTCTAGCATTTCAGCTGGAACTCAACAGAATGAGGAACTTTGACTT
AAAAGCAGTTCCCTGTGAAAACCACAAGATGCATCTGTATCTGGGTGCCGCTCGTGTCGA
GGAGGGTACAGAAGTTACGGACTACCGCTTTTTCATTCGAGCCATTATCCGCCACTCTGA
TCTCATAACAAAGGAAGCATCTTTTGAATACCTTCAAAATGAAGGTGAGCGTCTTCTGTT
GGAGGCCATGGACGAGTTGGAGGTTGCCTTCAGTAACACCGGCGTCCGCACAGACTGCAA
TCACATCTTCCTCAACTTTGTCCCGACAGTCATCATGGATCCTTCTAAAATAGAGGAGTC
TGTCCGCTCCATGGTGATGCGTTACGGCAGTCGTCTGTGGAAGCTGCGGGTCCTTCAGGC
TGAATTGAAAATAAACATCCGTCTGACCCCAACCGGGGAATGCCATACCTATCCGTCTCT
TTCTCACAAATGAGTCTGGCTATTATTTGGACATCAGTCTTTATAA
>BJ737133 ID   BJ737133   standard; mRNA; EST; 397 BP.
AGCGTCACCTGGATCGTTTGCAAAGAGCCAATCAGCGTCAGTCCTGGCCAGATGGCCAAA
TTCCGCAGCCTGCTCTTCTCCGCTCAGGGGGAGGCCGAATGCTGCATGGTGGATAACTAC
CGTCCTCCCCAGCCGCTCAAGGGTCGCCGTGTCCGAGCTTCCTTCAAGTAGAACCCCCCC
CCCGCCAGTGCCCTTTCTGCCCCGTTGCCCTTTCCCCTCCCTTCCCCCTCTCAAATACCT
CTTGCTAANAATCTCAAAGCACACATAGGAAGCATAAAAATGACTCTTACCCAGCATTCA
CTTGGATGACNACGGCGGGACNAGTCATGATTCATTTCCTAAAGCCTGCATGGTTGCTGC
AACTCATTAACCAACATTGTCTGTCTGGNGGTTTANA
>BJ737137 ID   BJ737137   standard; mRNA; EST; 320 BP.
TTTGCAGGAGCGTTTTCTGGCCATGGCCTCGAAGAAAAGCCCGGCGACTGCTGAAGAGGA
AGACATCCGAAAATCCCTTAATGTCTTGACTGAGGACGTGATGGACTGTAAGATCCGACA
GCAACAACTTCTGGAGCTCCTGCTGGAGGAGCGGAACCGGCTGCTAGCTCTGAACGAGAG
AAAAAACAAGAAGCTCGCCGAACTCGAGAAGCGAGCGGACGAACAGGAGCAGCTCGCCAG
ACTCAATGAACTGATAATCACCGGACTAAATGTCAGACCCCGGCCAGATGCGCCCGGTGA
GATGGAGGGAAGCTCTCCCC
>BJ737153 ID   BJ737153   standard; mRNA; EST; 720 BP.
GCATATTGTTACACAGGCATGTGCTTAACGCTCGATCTGCAGTGTCGGTCACTCTGGGGA
GGAGATGGACGTTCAGCTCCAGACAAGTGTTTCACAGAAGTTAACAAAGCTGGGGACATG
TATGGGAACTGTGGCAAAGATCTGCTTGGGAAATACAGGAGCTGCACCGACAGGGATGCT
AAATGTGGCAAAATCCAGTGCTCCACATCAGCTACCAAGCCCGTTGGGAACAACGCTGTG
ATCATTGAAACCTCAATCACTGATGGCAAAAAGAAAATTTACTGTAAGGGAACCCACGTG
TACAAGCTCCCCCACGGAGACCCGGAACCACAGACTGATGCCCTGGACCCAGGCCTGGTC
ATGACGGGGACCAAGTGTGGCGATAACTCGATTTGTTTCCACGGAGAGTGCCGCAATAAT
TCCTTTCTTAAAGCTGATGAGTGCAACTCAAAGTGCCACGGACACGGGCTATGCAACAAC
AACCGCAACTGCCACTGCGACGCGGGCTGGGCGCCACCTCAATGTGACCAAAAGGGGTCA
GGAGGGAGTGTGGACAGTGGACCTGTCATCAGCCAAAGTAACCTCCTGGCATACCTTCTG
CCTCTTTTTCTGGCTCTTATTGTGTTCTTGGCTTCTCTTGGACTTTGGTGCCACAGAACA
CATAAGCTCTTCCCACTCAAAGTCCCCGCACCAACTCCTCCACTGTCATGTGCAGTCACA
>BJ737155 ID   BJ737155   standard; mRNA; EST; 201 BP.
TACTGGAGAGGAGAGTCCGTCCGATAGTTGAAAGCCTCGGAGTCCCCCCAGAGGAGCTGG
AGGAAGTGGCCAGGGTGATAGAAGTCTCATATGCCAGTTTCAGAGTCAATAAAGAAGAAA
ATGTTGTCTGGAAACAGACGTGTAAAAATGATACAAGGTTTAACCCTTGTTCTATCTTAG
ATGACCCCCCCCCCCCCCCNT
>BJ737184 ID   BJ737184   standard; mRNA; EST; 607 BP.
GCCCCCCTCANAAAGGGGCGAGGCGGGGGAGTGGTCCAGACCAAACTCTGTTCTGTTCTT
CCTTTGTTCTGCTATCCCCTTAAGCGGCACAACGCCCTATTTATGTCCACGTCTTTGTAA
AAGCTGCTGTTTGCAGGATTTTGACCATGAAAATATAAACATACATGTGTGTATCTATGC
ATAGACTTTGTTTATGCCTGGATATGCGTGAATATTCTCNAATATGCATTCTTTGAACCT
GTGTTTGATAAAGCATGACAGAAAAGCAGATTTTTTTCTGTTGTGAGCTGTGCTTTCTGT
GATTAGCATAAACAATTTTGATCATTTTTATCGATATTCTTTGTTTTTGCTCGCTACCAC
TTGAATTTTTTCCCCCCTTTAGACTACTGCAATGGTTTATCCGCTGACCTAGTTTGTATT
CAGAGATTAGTTTGGCAATTTGGGAAATTCACTCGCTCCGATTTTACACGGTTTACGAAA
CTGAACCTAAGTTGTGCTGAAGAGACATATGGGCTACTTTATTTTGAAAGGNTCTGCAGC
ATGTTTTTGGCTTTTTCTGAATTATTTTTTTACCCGAAAAAGGAATATAAATAAACCGTG
TCCATCA
>BJ737187 ID   BJ737187   standard; mRNA; EST; 702 BP.
GCCGGGAGGAAGGTATCTCAGAGTCTGCGTCATATCGCCGCAGGGAGAGTGTGCGGCCAA



GCGCAGCAGCGGTCAGCCCGTGGAAATCCGCCTACATTCGACAGCATCGGATAGAAACCA
ACTGGAGGAAGGGGGATACGGGGGAACCCATGGTGCTGAAAGGTCACGACGACCACGTGA
TCACCTGCCTCCAGTTCAGCGGCGACCTGATCGTGAGCGGCTCTGATGACAACACCCTGA
AAGTCTGGTCTGCCGTCACGGGAAAGTGTCTGCAGACGTTGACGGGTCACACCGGCGGGG
TGTGGTGCAGCCAAATGGCCGTCGCCACGGTGATCAGCGGCTCCACAGACCGGACGCTGC
GCGTGTGGGACGCAGAGAGCGGGGAGTGTGTGCACACTCTGTACGGACACACGTCCACCG
TGCGCTGCATGCATCTCCATGGCAACCGGGTGGTGTCGGGGTCCCGGGACACGACGCTGC
GCGTGTGGAACGTGACGACGGGCCAATGCGAGCACGTGCTGACCGGCCACGTGGCAGCGG
TGCGGTGCGTTCAGTACGACGGCCGGCGCGTGGTGTCGGGCGGCTACGACTACATGGTGA
AGGTGTGGGACCCGGAAACAGAGGTGTGTCTGCACACGCTGCAGGGACACACCAACAGAG
TTTACTCACTGCAGTTTGACGGTGCGTTCGTGGTCAGCGGAT
>BJ737203 ID   BJ737203   standard; mRNA; EST; 677 BP.
ATCCCCTTCACAAAGCTTTTATTGAGGCGGGACGGCAGGCCGGATACCCGTTCACCGATG
ACATGAACGGTTACCAGCAGGAAGGCCTGGGGTGGATGGACATGACCATTTATAAAGGGA
AGAGATGGAGCACGGCTAGCGCCTACCTCAGACCCGTCCTGAGCCGACCCAACCTAAAGA
CTGAGGTTCGCTGTGTGGCCACCAGGATCCTGTTTGATGGTGGTCGCGCTGTTGGGGTGG
AATACACACAAAATGGACAAAAGAAGAAAGTGTTTGCAGAAAAAGAGGTGATACTGAGCG
GAGGAGCCATCAACTCCCCTCAGCTTCTCATGCTGTCTGGGGTGGGAAATGCAGATGACT
TGAAGGAACTCGGCATTCCTGTTGTTCAGCACTTACCAGGTGTTGGTAGTAACCTACAGG
ATCACTTGGAGCTGTATGTCCAGCAGCAGTGCACTCAGCCCATCACTTTGTACAAGGCGC
AAAAACCTTTTCACATGGTTAAGATCGGCCTGGAGTGGCTCAGCGTGTTCACTGGTTATG
GAGCAACCGCACATCTGGAGAGTGGGGGATTTATACGCAGTCGACCAAACGTAACTCACC
CTGACATTCAGTTTCACTTTCTTCCTTCACAAGTAATTGACCATGGGCGAATTGCATCAA
AGATTGAAGCCTACCAG
>BJ737207 ID   BJ737207   standard; mRNA; EST; 723 BP.
AGGAGGTCAGGGTTTTCAGCTGCTGAACAGGAAACGGATGAGAAGTTTCATGGATGCAAA
CCGTAAACGGTCTCCGAGTTTTAGTCAGACTCAGAAATCTAAGCTGTTAGTGTTTCTCTA
AAATGTGAATTTTTTAACCTATTTTGTACGAGTAGAGCATAATAACAGTGACAGTGAGGT
ACTCTACCTTTAGAAACCTTCAGCCTGCTGAGGTTACAGGCAGAGAACGGGTTTCTGGGA
CTTCACCATGTGCCATAACTTCAGAACTGTATCTAAACCTCAGCGTCTGCCGCTAGCCTC
CGTCTTTTCTCTCTTGTTTAGGCCCGTTTGTCTGTTGTAGCAGAGAGGTTTGTTGTTTTT
TTATTGTGGCGTTTCGGTGGTTATTTTAGGGGATCTACTTCCTGTTTTGTGCGTCCCGAC
TTCTCCCTGAAAGCAATCGACTTCCTGTTGTGCAATAAAGTTGGATTATGAATTTGAGGT
TAAATGGAGAGCAGTGTTCAGGTCATTGACTGTAAATGAGGACTGGACTGGGTCCATGTG
ACGTCACCCGTAGAAATGGTTTATTCCGGCTCCAACCAAATTAAGTCACTTCGGTCGAAA
CTATTTCCCCCCCAATTCGCCATGTTGGAGCCAGACATAAGAGCGCAGTAATGGGTCACT
GGTTGGTCAGTTAATAAATTGAAAGGTATCGGAGCCAGAATGTTTATTCTGACCTATAGA
ATG
>BJ737245 ID   BJ737245   standard; mRNA; EST; 704 BP.
ACGCTGCCAGCTGGCTCGCCGTGCAACGACTTCAAGGGCTACTGTGACGTGTTCATGAAA
TGCAGACTGGTGGATGCAGACGGACCGCTCGCCAGGCTAAAGAAGGCCATCTTTAACCCA
GAGCTCTATGAAAACATCGCCGAGTGGATTGTGGCTCACTGGTGGGCGGTGTTGTTGATG
GGGATTGCGCTCATCATGCTCATGGCTGGTTTCATTAAGATCTGTAGTGTCCACACACCG
AGCAGCAACCCCAAACTTCCTCCTCCCAAGCCGCTTCCAGGCACTTTGAAGAGACGGCGA
GCACAGCAGCAGCAGGCCAGCTCCCAGGTGCAGCACCAGTCTCAGCACCCTCATGCCGGA
CACGGCGGACAGCGGCAAGCCCGGGGCCAGCAGCAGCGACAGGCGCAACCGCAGAGGCAC
CACCGCCAGCCCAGAGAAAACTATCAGATGGGCCAGATGAGACGCTAAGACCCTGCACCC
AGCCCCCTTCTCCTCCCCGTCCCCCCCAATGCCTTGGCTCTTCCGTGTGCCTACAGAGGG
AAATAAAAGCGTCACTCCATCCAAAGAAAAGCCTGACATGGTTGTTAGTCATCATCATAT
CCACTACAGACAAACCAGACGTTTAAAGGAGACAAAAACGATACCTAGCAACTTGATTGG
CTCTTTGGAGAGCGGAACCTGACCATCAGCCATTTCCAGCGCAG
>BJ737247 ID   BJ737247   standard; mRNA; EST; 621 BP.
ATATGAACATTTCTGTCAGAATTGCTTCTTTTCTGTATAATGAAAAATGGGAACTTTTTA
AAAAGTAAACCACAAAGAACAAAACCTGTCCAGATCCATTAAGTTTACTGAATAAACTAA
AAAAAAAACTCTACTGTTTACAAAGAGGACTGGACAATGCTTAAAACCGCAAAGCAAAAC
AATTATCTGCTAAACTTCAGAGATTCCTCGCAGACAAAGCCAAGAGTATTTCTGGGCATC
AGGTTTTAGGTTCAGAAAAAAACCATCTCTGATTTTGTTGAGGGGTTGGTCGGTTGAGAT
TCTGCACAGCTCCCGTGGTGACAGTCTCCATTCCCTCTGGACTCCACCCCCAGCCCCACC
TCGCTCTGGAAGCCAGTCCGCTTCCCGGCGCAGCTCAGGTAACACGGCCAGGATTCTCCT
TCTGCTTATAAAATCAGCAGAAGGGGCCGCCGGGAGATGAGTTTAGCACCTGAGCCTGGC
CTGGGCTGAGGGAAATTGATTTCACGCTCACAGGAGCAGTCTTCTCGTCTCCCTTCAGGC
GAGTTTGTTTCCGACAGTATGTGAGAATGGATGGAGTTCGGCTCTGCAGAATGATTGAAG
GCCAGTTTGCATGTCTTTGAG
>BJ737263 ID   BJ737263   standard; mRNA; EST; 311 BP.



GAGAGAANTACNTCCNCCGGGTCAGANNGAGGGCTGGTGTGATGTGTGCAGTGTCTGCTG
CCCAGAANGATGANCTCNNCCTGGAGGGTANTGACNTTGAGTTGGTTTCANACTCTGCTG
CCCTGATCCNACNGGCTACCACAGTCAAAAATANNGATATCAGANAGTTCNTGGACGGNN
TTTACGTTTCCGAGAAAGGAACAGTAGTGGAACCAGAACAGTAAAAGTTACNTCTGCACT
TGTAGAGCGNCTTTGATCCNGCNNGCCNCCACAGTGAGGAAGANAGACATCANGAANTTC
TTGGACGGNNT
>BJ737267 ID   BJ737267   standard; mRNA; EST; 713 BP.
CGCATTACTCATAAGATGGTAAGCCGTGATGCATTTTGAGCTTTGCGAGGACACTTCCAC
GCTTTCTGGGGTGTTGTTTGGACTTGAACAGAGCACCAGCATGGCCTGTAGGTTACTCCC
TGTAACCCAGTTTCATTCACAGGTTTCTATCATGTCCAGCTATATGGTAAAGCTGAGGTC
TCAGCCAACAATTTTGTACGCAGCAGGCAGCAAACCCACACTTAAAATAACATCTACATA
GAACCATTGGCCTCATTTTTGGTCTGTTTTGTTTAAAAGCTGCAGTGTCAAAAAATTCTA
AATTATAACTTTTAGACACAAGCTTTTTTTTATTTAAATCTGCCCTCTAAATGAAAGCTT
TTCAGGCGGCAATTAGTCACTTCCCTGGTTATTTTTTGAAAACACTTACTAATGACTATT
TTCTATTGTTTTCTCCCTTCATTATGTACAGATGGAAGAATCCACAGTACAAGTTTCTAC
NGCNATTGGATCGACAGTGGCCGATGTATGCACAGTGCAGGCGTCCCCCTTTTTATGTGT
TCAGATTTTATCTATAATTTTTTTGTTTTTTTAATGCGTTTTTGTAAACGTAAGAGCGGC
AGCAGGCCTCCGGATGAAGTCACTTCTCGCGCGGCGATTTAGGTTTGAATTCCAAGTGTT
AACGTGTAAATTTCTTTCTTTGGCAGCATAACTCTAACATGTTTTTTTTTCTA
>BJ737280 ID   BJ737280   standard; mRNA; EST; 667 BP.
ATCCTGTCTGCGTAAACCACCGACACCTTGGACAGGAGATTCTGCTTAGAACTGGATATA
ACAGATCGGCCCGGGACGGTGTTTACAGTGCAGGCCCTGTCTGAAGATGACTTCAAGTTT
TGGATGCAGGCCATGGGTGGGAAGGAACCTACTGGAGGCTATCTCGGGAGGACTCTTTCA
AAAGAAAGAGGAATCGACGCCCAGTTGGATGATGTGGGCTTGAATTTTGTGAAGAATTCT
ATCAGTGCGATTGAAGTGCGAGGAATTAATGACCAAGGCCTGTACAGAATTGGGGGGGTG
AGCTCCAAAGTTCAAAAGCTTCTATCACTAATGATCGATGAGAAGAGCAAAGAAGTGGAT
CTTTCCGCCAGTGAAGACTGGGATATTAAGACAATAACAAGTGCGCTGAAGCTTTATTTG
AGGAGCCTGCCAGAGCCTCTGATGACCTATGGACTTTACAAGGAGTTCATCAGCCTTGCG
AAGGGGGACAGTCCTGAGTCTCGCATCCAAGCCGTCCACTGCTTGATTCACAAGCTCCCA
GAGAGAAATCGACAAGTCCTCGGGCTGCTTATGAAGCATCTGGCCAATGTGGCAGCGCAC
AGCAAGCAGAATCTGATGACTGTGGCCAACCTGGGTGTGGTGTTTGGTCCGACATTGATG
AGGCCGC
>BJ737281 ID   BJ737281   standard; mRNA; EST; 459 BP.
TGGGATAAATGTAGAAAATGGGGAGAGAAAAAAAGAATCCATAAAATAAAATAAAAAAAA
AAACTGGGGGATTTACNCTTTTCTACTTTTGGTCTTTGCCTTCAACATATTTGCCTCTAA
AGNGTTTGACTAAATCTGNGGAACAATGCACTCCTTATGAGAAACTTAGCAAATGTAGCA
NGGGGCAGTTTAGGTTTGGNGTCAGGACATCAAAAAAGGATTGATACGNCTTTTTTCTTT
TTATCTATTTCAATCAGATCGTAACTTTTTCTATTCAGNCTTGTTATCTTAAGGAGGTTC
ACATTCATTATAAAACTGCTTTGATCGNGTATCTCTACNCANGATATTTATCAGTTTTCC
NGTATTCTGTCCCAGCTAGTTTTCCCAAAGGNGGAATTGCATGTCTATGGNGTAATTTAG
TACTTTTTTTTTNGCNACATTTACCCTTCCCTTTCTNCC
>BJ737282 ID   BJ737282   standard; mRNA; EST; 170 BP.
CCTGACCTTTTTTANNATGACAAACAGGTAANTCAAGTTATGAGATCAACTTTTTAAAAA
NCAATANTTATAAGCTTGATTTCTTTTTCTAAGTTAANTTGCACATTTTGTTGTTAGTAT
TTATTTCTNTTGGCCTTNTTGCCTACNAGTCCCAGGAAAGTTCCTCTGCA
>BJ737287 ID   BJ737287   standard; mRNA; EST; 673 BP.
ATATGGTCAACAGATAAGTTTTGGGATGCTGTGGAAAAGCCCCACAGAAACACCTTCTTG
TTGGTTTTCTCACCTATTTTTTGCGTTATTTTTCTAGACTGTTACTCAAATAAAAGCTAA
GTTTGGACATGATCTCCTATAAACATCACTGAAGTGGAGTTTTTAGTTTGATCCTCCTTT
CAGAGCCTTCAGCTCACTGTTCACGTACATTTTTATTCCCAAACCCTGGTTCCTTTCATC
CCTTTGCAGTCTCCTTTGATCTAGTTAGTAGATGTTGTAACATGTCTCCTTTATGTGTGC
TGTAAAGCTTCTTGTGATCTCTCTGTTTCTCTTCTCTTCCATCCTCCTTTTTATCCCCTT
CTGTCTTTTCCTGGTCGTCACACTTTCAACCTCTGTCTTCTCTGTCTCTCTATCTGCTCC
ATCTTTCTTCCCTTCTTTTGCTTTCTTTTGGATGGACAGATGGGGAGTCGTGCCCAGTGC
ACATTGAGGACTAGGTATGAAGTTATGGTTAGACAGAAGACCAGCTTATCCTTTGGACGG
TGTCTTTTAAAAATTCTTATTTTTTTTATGTCAGTCATCAGATGCATGGCTTTGTAAAGT
TTTATATTTGAAAAACAAAAAAAGTAGAAGAAATCTACTATTTTATTTATAGTGAAAGTT
TGTTTTGAAGNGA
>BJ737293 ID   BJ737293   standard; mRNA; EST; 681 BP.
GCAGTGGACGGAAAGCAGACCGACTCTCCTGGTCCTTTCCTTTGTCTCATTCCATCCTAT
TATCCATTAGCATATCTCCCCCTTACCTCTGTGTGCATCTATTTATAGTTCTTTTTGTCT
AATTTCAGTGTACAACCCACTTATATTTAATTCTGACTGCTTTTGTTCAATTCACTCACC
CAGCAGAGCGCAGCTGAGCACACGGCAGCTGTGTCTCTCAACTTTGAACATTAGCAGAGC
AGATCGCCGTGCAACAGCTCAACATCCATCGTCTGAACGCTGGTTTTGGATTTTTTTCCT



CCTCTGGTCTTTTCGCCTCGTTCCTCTGATTACCACTGAGCCTGACCCAATACTTTGGAC
AGTATGTGGTCCAACTTCTTTGTGCAGCAGGAAGATGAGGGACGCATCGGGGTGGCGGGA
GCTGGACAGGGTGGAGGTATGGGAGGAATGAAAGGTTTCAGAGGCCAAAGACGGACCAAT
AAGATGAGCGATAGCCAGGAGGGCAAAATCAAGCTGGCCTTCTTCGTGTCGATTGTTGGG
GTGACTCTGACGGTGTTGGGCATGGGGACGGAGTTTTGGGTGGAACTGGCTCAGCCCAAA
AATTTCGTCGGCAACCAGACCTGCCAGATGGCTCATTATGGCCTGTGGAAGGGCTGCATC
CGTACCCNNGTGGGTGTCTGA
>BJ737295 ID   BJ737295   standard; mRNA; EST; 538 BP.
TTCTTCCAGGAATTTAAGGTGCTGACTGTCATGGCGGGTCTGGCAGCTTTGTGCTTGTTG
CTGATTTTTCCACTGAGCTGGTCGCAGAGCACCCTGAAGTCTGAGCAAGAGGCCAGCGCC
CATCAAGCCCCTCCCCCTGTTCCACCGCCACATATCCAGGACCTTCTCTGGAAAGAGGAG
AGCTCTCATTTAAACGCTCAGCATACATATTTTAATGGAGACAAAGAAAACGGCNAGATA
GGTTTGTTCATCNCTGCATCCGTTGGTACCTTTACNTTGATGATTGCAGTGTACTGCATC
TACNACAGGNTCTACACCAAACATCAGTACCTGCATACCCAGCTCACTGATGACCCAGAT
GTAACCACAGACTCAATGGACCCTCCTGTGCTTTACCATGGTGCTGCTTGCTCTGGTGGA
ACACACATGCAAAAAGCTGGTTATGGCTCACTTGCAGACACTCCGTCCATCANTTCTGTC
CCTCCAAGTCTGTCCCCTCCTCCCTCTGCCANGCNCTTCCNTCCCCGCTTCCTCTCCT
>BJ737298 ID   BJ737298   standard; mRNA; EST; 758 BP.
GGTAGGGCGTGTCCGTTAAGTCATAGGAGAGGACGAAGTCTGCGGAGTGGTCTGCCGGCT
CTGCCCGTTGGACGTTAGACTCACTGTGGAAGGAGGCTGAGCTGACCGACCGTCTCGATT
CTTTGGTCGGACTAGAGTTTCCGCAGTAGACCATGAAGTTCTTGTGGGCCGTCACCGCCC
TCCTTCTGGGCTGTTGTCGCGCTAACGCCGCCACAGCGGGTTTTATCCGATCCCCCCTGT
CTCAAATGAAACTGATCGATGCCAGTGCAGAGCTGCATTGTGAGGTGATAGGGTACCCCA
TACCAGAAGTTCAGTGGTGGTTTGTTGAAGGGGAAGAGTCCAACGAGACTTTCACCCAGC
TGTTTGATGGGGCTCATAACAACCGTGTAAAAATCAACGCCACATATATCGAACACGCCG
CAAGCACCATTCACCTCACCAGACTTTCCCTTGAGGACACGGGCACGTACGAGTGTCGTG
CCTCCAACGACCCCGACCGCAATGATCTGAAGAAGACTCCAAAAATCAAGTGGATCCGCT
CGCAGGCAAACATTATTGTGATTGAAAAGCCACGTATCTTGAAATCTCCTGATGTGGTCA
ACCAGACTTCTGCCAGTCTCAGCTGCAACTTGACCAGCACTAGCCTCCAAAGTTCTGGAT
CCTTCTGGACGCACAACGGCAAACTCATTGATGGTTCAAAGTCTGCTTCTGCTACTAATT
ATGCAGTTCATCGTTGGGACAAGATCTCTCATGCTCAG
>BJ737305 ID   BJ737305   standard; mRNA; EST; 596 BP.
TTGTGGGTGCAGGAAAAACTCGACATGTCAACATCCTGCTGTTCATGGGCTACATGACGA
AGGACAACCTCGCCATTGTGACCCAGTGGTGTGAGGGCAGCAGCCTCTACAAACACATTC
ACGTCCTGGAGACTAATTTCAAGATGATCCAGCTTATAGATATTGCCAGACAGACAGCTC
AGGGCATGGACTATCTTCATGCTAAGAACATCATCCACCGGGACATGAAGTCTAACAACA
TCTTTTTGCATGAAGGGCTAACAGTGAAAATTGGGGACTTTGGTCTTGCAACGGTGAAGG
CCAGGTGGAGCGGCTCACATCAGGTGGAGCAACCTTCCGGATCCATTCTTTGGATGGCTC
CTGAGGTTATCCGGATGGAGGATAATAACCCCTACAGTTTCCAATCTGATGTCTATTCCT
ATGGAATTGTTCTCTTTGAGCTCATGACAGGAGAGCTCCCGTACTCCCAGATCGCAAACA
GAGATCAGATTATTTTCATGGTGGGAAGATGCTGTCTGTCCCCAGACCTCAGTAAGCTCT
ACAAGAACTGCCCCAAGGCCATGAAAAGGTTGGTGGCCGACTGCATCAAGAAGTCC
>BJ737309 ID   BJ737309   standard; mRNA; EST; 694 BP.
CGGATTTTTTGCGTCCACAGCGTTTGAATCAACACTGAAATGGCCGATCAACTCACAGAG
GAGCAGATCGCTGGTAAGACTTCACTGCTTTGACCCCATCGTCCCCTCAAAACCTGTAGT
GACCCGAGTCCTGGATCTTTCCCACCCATGCAGTGGATTTACACTTCTGCCTTTTAAGGC
GTTCTCCAGGGCAGCCTACCCAGTCATAAAACAGGAATGGAAGAATTAAACTGCCGTTGC
TGAAGCGCCGAAGGACTCCCTCATTGAGAGAACTTTGCATTTTGCCGGTTGCCATGTAAT
AAATGATGTAATCTGGAGGGGCAGCAGGCTTTGCTGAGGTGTCTGCAGTCGCCCTTTGCC
CTGGGTGTGTTCATGGAAAGCAAGAACTGCTCTAGCTGCTTGGATTCATATGAGATGCAA
AGATGACTCTATGTGAAAACTTTTTGCCCCATCTGGCAAAGTTTGTTTTAGTGATGGAAC
TTCTCTTTATATTTTTAAAAGCATAAGAATGTGCTATAACCCAAATTAATTGGTCTGCTT
TTTGTTTGGACTTTTTTTGGGTACTTTTTTTTTAATATAATGTAAAATGACAGTCGTTGG
ACAGTAAAATCCACACAGGTGTTGTTGGTCTGTAGTACTCTAGAAGTTCTGTTTGGTTTT
ATAACATGGACATGCTGCTTTTTACCTCGTTTGG
>BJ737325 ID   BJ737325   standard; mRNA; EST; 677 BP.
AGAAACGTAAGGTGGATGACAAGGACTCCAGTCACTATGATAGTGATGCAGAGAAAAGCG
ACGACAATTTGGTGGTGGATGTTTCAAATGAGGATCCTGCTTCGCCGCGTGGGACACCTC
TTCCCTCCCCAAGAGAGAATGGGTTGGATAAAGCCCGACTCCTTAAGAAAGACCCCTCCA
GTCCAGCCTCCACAGCTTCATCAGCCAGCTCCTCTTCCTTAAAGTCCAAAGAGATGGCGA
TGCGAGATAAGGCGGGAACACCTGGACTGAAGTCGAGCACACCCACTCCCAGGGGTGACT
CCACACCTGGACCAAGCTCCACACCTGGAATCCGACCAAGTCTCTCAAAACCTTCATCAA
TGGATATACCTCACCCTCCCACTGCAGGTTTGCGAACTCCCCTGGCTGTCCCGGGCCCGT
ATCCTGGTGCCTTTGGTATGTTGCCCCATGCAGCAGGCATGAACGGGGAGCTAGCTGGTG



CAGCCGGTGCTGCAGCCTATGCTGCTGGGCTGCACAACATGTCTCCTCAGATGAGTGCTG
CGGCTGCAGCCGCCGTGGCTGCATATGGTCGTTCTCCAATGGTTGGTTTTGACCCTCATC
CTCACATGCGGGTTCCTGGAATGCCTCCTAGTCTCACAGGGATCCCTGGTGGCAAACCTG
CTTATTCATTTCATGTC
>BJ737326 ID   BJ737326   standard; mRNA; EST; 650 BP.
TTCTGGCTGTAAATTAATGTATTTATGCCGTCAGTCTGTCGGGTCGGTTTTTCTGTTGAC
AGTGGGATTCAAACATGCGTGAACTCGCAGTCGGACCACTCTGGTGCTACGTCCGGACTG
TGCCTGAACTTATTTATTCCTAAAAAGGCTTCAGGAGAGCGCCTTTGCATCCTCGGTGCT
GTTCACAGGGACGTACGGAAGCCTCTGTGGATCATTCTCAATAATCGAAGGCGCTGTTGT
ATGCGTGCGTGCACGTGTAGCCGTCTTCTGGTGGAACCGTTCTCCAGCCGGAGCTCATGA
GCAGAGAACGTCTCCAGTCAGAAGTCCACACTGTTTTGTACAAACCTTTTTCTTCTTTGT
TTCTGTCACAGATTTATAGAAATCGCGTATCTGAATCAGGATCTATAGAAAGTCTATCTA
TAAATATTTTATAACGTTTGTGAGATGACGAGTTTCGGTGCTCCCCCTATGATCCCGCCG
GCTTCCCTTCATTTGGTGCTCAGCTGTGTGACCCCCCCCCTATTCAGATGACGCTTCATG
TAAACTGGGGTCATGTGATCTTCCCGTCAACAGAGGATGACAGCAGGGGGCGGGGGCGAG
CGTTTTCTCATCTCCAGCTTCCTGTCGATCTCTGATAAAGTCACATGACA
>BJ737342 ID   BJ737342   standard; mRNA; EST; 657 BP.
CAGCGAAGCTCCACGATTTTTTACGCGGAGCCCGAACATCAGTCCAGTTGGAGTAAAAAT
GTACTCTGAGATGTCATCCCAATTATCTGAGTGAGACTTCCGCCTCGGGCAGGAAGGAGC
TGACCGCCAAAGGGCGTAGCGGCTTTCCTCTCACTGCGTTTGAAGTGGGATGCTCCGCCG
CCGCGTTAGCCTGCTCTCTTAGCTTGTTCTTTAGCTTCCCGAGTCGAGGAGCACCGTGCT
GACGACGGGACCAGCACAAACGCCATTATGACAGACAGCATTATGAGTAAAGCTGCAACT
ATGGAGATTCCCATCAATAGTAATGGTGACACCGGCTCACTGCAGGAAGATGACAGCCTT
GAACAGGACCTTCAGCAGGTGATGGTGTCAGGACCCAACCTGAATGAGACCAACATTGTG
TCTGGAGGCTATGGAGGAACAGTCGAGGGCATTATCCCCACCAGCTCCATCACAGGCTCC
AACATGCACCACAGCAGCAGCAGCAGTTCATCCATGGCAGCAGAACAAACCACCCGCGGC
GTGGCTGTGGAAAAACTTGAATACATGAAAAAATGGGGTTTCAACACGTATAAGTGTACA
AAACAAATGATCTCTGAGCGTTTCGGTCGGGGATCTCGAACTGTGGATCTGGAGATG
>BJ737350 ID   BJ737350   standard; mRNA; EST; 745 BP.
GCAGACCAGCGACGGCCAGCAGATCCTTGTGCCCAGCAACCAGGTGGTCGTACAAGCTGC
TTCCGGCGACGTTCAAGCTTATCAAATTCGTACCACCTCGACCAGTGCCCTCACTTCTGG
GGTCGTCATGGCAACGTCGCCAGCGCTGGGGACGGGGGGTGGCACGGAGGAAGTGACGCG
CAAAAGGGAGGTGCGGCTGATGAAAAACAGGGAGGCCGCCAGAGAGTGTCGCCGGAAGAA
GAAGGAGTATGTGAAGTGTCTGGAGAACCGTGTCGCCGTGTTGGAGAATCAAAACAAAAC
CCTCATCGAGGAACTAAAAGCTCTCAAAGACTTGTACTGCCACAAATCCGAGTAAAAACA
AAAAACATCAACACACACCTGCTGGAAGGGGGGTGGGTGGGCGGGGCTTGACAGGCACCT
CCCCTCCCGTCATAAACAGTGACTCAGGACAGAGCCAAGCATCTGGACGCCACTCCTCCT
TTTTCTACAACTTTCTTTTTAAAAACTGTAAAGAATCCCACCGAGGACGAACCAGACGAG
ATTCCCGTCAAAAAGGGGGAACGCCGGCGGTTTCACTCTGGCACCGGTCACGCAGCTTCC
TTCGGATTCACGCATTAACATTCGTTACGCTTTCAACTGTAGGTCGGCTGTTTTATCTCA
CCTGTATTTCGGTAAAATATTTCATCCTATAATTTCTTGTTTTTATTTTTTGGATTTTAC
TTTACATTTATTATGTTTTCGGCAC
>BJ737353 ID   BJ737353   standard; mRNA; EST; 708 BP.
AACGGCGAACCCTTTGGCGCAGGTGACCCTCCCCGGCTCCCTGCTGTCCGGCGTCTCCCT
GAGCGACGCCGACAGGTCGTCTCTGTCCAGGATCAACTTTGTGTTCTTCAGCAACACAAA
CCTCTTCAAGAAGGAGCAGGACAGTCTGTCTCTGAACAGCTACGTGGTCGCCAGCAGCGT
GGGGAACCTCTCCATCAGAGACCTGAAGGACCCGGTCCGGATCCAGATCGCTCACCTGAC
CGAGCAGACCTCCTCCCATCGGTTCTGTATGTTCTGGGACTTCACTCTCAATAATGGCGA
TGGAGGCTGGAATGAAAGAGGCTGCAGTGTCTCTAAGGAATCCACGAGGAACAAAACCAT
CTGCCTGTGTAACCACCTCACACACTTTGGCGTTCTTATGGACGTTTCCCAAACTTCATC
CCAGATTGACCCAAAGAACAAGAAGATCCTGACCTTCCTGTCGTACATCGGCTGCGGCGT
CTCGGCCATATGTGCCGCCGCCACACTCCTCACCTACATCGCCTTCGAAAAACTGCGGCG
AGACTACCCGTCCAAGATCCTGATGAACCTCAGCACGTCCCTGCTGTGCCTCAACATGGT
CTTCCTGCTGGACGGCTGGCTGGCCAGCATGGTGGACAGCGCCGGCCTGTGCACGTCCGC
CGCCGTCCTCCTGCACTACTTCCTGCTGACCTCCTTCACCTGGATGGG
>BJ737355 ID   BJ737355   standard; mRNA; EST; 621 BP.
AGACAATCAGAGGCAAACCCACGCAGCGCGGCGAGAGGACATTAACACAGGAACAGCAGG
TCAGGGGGCAGGAGAAGGCAGGGCAAGGCGGGCGGGGAGGAAGATGAGGCGGACGGTGGA
GGGAGGCAGCAGAGCCGCAGGAAGAGGGGATTGGCTNNCTGCTTTTCAGTTAGTCGGAGG
CAAGCGTGACTGAATCCACGAGCAGAAGGGTTGAAGATCCCTCTAAAACGTCCATCTACC
ATCAGAGATCGGGGAAGCCATCAGACTTGGCCAAGGTTGGCCAGGTGGTGGCGCTAATAC
AAACATTTAGCCAGCGTGAAGCTAATTGCCCCCCACCAGCACCTTTTCGCGGCGTCAAGC
CCCCGCTTCCCAACAAGCCTCATCACTTACGTCCAACGAACTTATAATCCCCAGCAAGAT
GGCCACCAAGCTCCAGGAGGCCCCATGCTGGAACTACGGCCTCAAACGGCAACATCAGAC



ACGGCTCTTATGGAGAGGGTGGTGGATGGACTCAAAAGTGTCTTCACCTTCTCACTGCCA
AAGGACTTTTTGTCATCACTGTTTAATATTTTGGGGGTTGCTTTAGATTTCGGATGCTGC
CAGGCTGTAACCATTCTTTAA
>BJ737357 ID   BJ737357   standard; mRNA; EST; 596 BP.
AGTTCCGTAAACTGTGCTACAAGATCATCAACGCTTCGTCCTTCACCAACTTGATTCTAC
TTTTCATCCTGCTGTCCTCCATATCGCTGGCAGCTGAGGACCCCATCGATCCAAGGTCCT
ACAGAAACGAGATCTTGGCTTATGCTGACATTGTTTTCACAACCATGTTTACCATTGAGA
TTGTGCTCAAGATGACGGTGTACGGCGCTTTCATGCATGAAGGCTCGTTCTGTCGTAATT
CTTTCAACATCCTGGATCTGATTGTGGTCACAGTGTCGCTCCTGTCCATGGGAATGGAGT
CCAGTGCAATTTCTGTGGTCAAGATTCTCAGGGTGCTGAGAGTGCTGAGACCTCTCAGAG
CCATCAACCGAGCCAAAGGACTGAAGCATGTTGTCCAGTGTGTGTTTGTGGCCATTAAAA
CAATTGGAAACATTGTGCTGGTCACCATGCTGCTCAACTTTATCTTTGCCTGCATAGGAG
TACAGCTCTTTAAGGGCAAATTCTACAGCTGCACTGACCCATCCAAAATGACTGCAGAAG
ATTGTCAAGGATACTTCATAAAGCCCATGGAGAACTCCCTTAAAGACACGGTGTTG
>BJ737382 ID   BJ737382   standard; mRNA; EST; 720 BP.
AGCTGGGGGCCCTGGTGAAGACATCTGATTCATAATGTCTGAACGCTATGACTGCACTGA
GTGTCAGGAGTCCCTGTACGGGCAAAAGTATGTACTGAAGGAAGAACAGCCACACTGCAT
CACGTGCTATGAGGCACTGTACTCCAACAGCTGTGAAGTGTGTAAGAAGCTCATCAGCTG
CACCAGCAAGGATCTTTCGTACAAAAGCCGTCACTGGCACAGTGACTGCTTTCTCTGCAA
TAAGTGCACCAGATCACTGGTTGACCGACCTTTTGCCACCNAAGGTGATCTGCTGATGTG
CACCGACTGCTACTGCCATGAGTACTCTGCCAAGTGCCATGCATGCCTGAAGACCATAAT
GCCAGGCACCAAGAAGATGGAGCACAAAGGCAACAGTTGGCATGAGAACTGCTTTATTTG
CAACCATTGTCAGCAAACCATTGGCACCAAAAGCTTTGTCAAGAAGGATAACAATAACTA
CTGCATGTCCTGCTATGAGAGACTGTTTGCCCTGCAGTGCATTCACTGCAAGAAGCCCAT
CACCACTGGAGGGATCAGCTACCACGACAAGCCCTGGCACAAAGAGTGCTTCGTTTGTAC
TGGTTGCAAGCTACAGCTGGCTGGACAGCGCTTCACTTCTCGGGATGACTTCGCCTACTG
CCTTGAATGCTTTTGCAGCCTATTTGCAAAGAAATGCATCTCATGCAACAAACCAATCAG
>BJ737396 ID   BJ737396   standard; mRNA; EST; 566 BP.
TGAAGAACAGTCAGATGAGGCACAGAGACGACGAGTGTTTTGGAGACGGGGTGGACGATG
GCCTGGACACAGATTTTGACTTTGAAGGAAACCTGGCACTTTTTGACAAAGCAGCAGTTT
TTTCGGAAATCAACACATCAGAGCAACGAAACGGGGCCAGGTCGCGCGGGACCCCTCAAG
ACCAGACGCCCTTACGATACCGGCACGACGAAAACATCTTGGAGGCCAAACCTGTCGTGT
ACAGACAGATTATTGTTCCACAGGCTGGTGGCAAAGAATACTGCACTGACTCTGGACTTG
TCGTACCANGTGTTTCCTACGAACTACACAAGCGTCTGCTGTCCGTTGCGGAGCGTCATG
GTCTCACGTTGGAGAGAAGGCTTGAGATGACGGGGGTGTGTGCCAGTCAGATGGCCCTTA
CATTGTTAGGAGGGCCTAACAGATTCACGCCAAAGAATTTACATCANCGGCCCACGGTGG
CGCTGCTGTGCGGTCCTCATGTTCANGGAGCGCAGGGCATCANCTGCGGTCGACACCTGG
CTAATCATGAAGTGGAGGTCATATTG
>BJ737407 ID   BJ737407   standard; mRNA; EST; 619 BP.
GTTTGAACTACTGGTATTCTGACAAGGATTGCAAAGCGCAGGACTTCCATTATTCTTGCT
GCTGTTACTTTGCCCCACCCTCCTAATTCCTAGCCAGTGACTGTATAAATCTTTAGCTAC
GTTGTTTTGTTTGCCAGCTTTGGTTTGATACTGAAATGTCCAGTTGAAAGGCAGTCTAAA
TAAAGACTAACCGCAAGGTTCAAGACTCTGTTCAGACCAATGGACTTTTCCAATCTGAAT
GCACCCTAAAGAAATCGCAATTTGGTCTCCTGGAATCGGATGCAAAAAAGGGAGGTGAAT
GGTGTTAACTGGATGGCCTTGAAGTGTCTAATGTGAATTGCAAAGGTGAATTTAACAGCA
TTTGACAACATTGTTGGTTAAGTATGACTAAGGTCACATGCCTTCTCTAACAAGAATTTA
AATGACCAGAGAGCACATCACACCTGTGCTGAAAGCTGTCTTGATGTGATCACTTATCAC
AAAGCAAGCTTTCCTGTCAAATGCCCTCTAATATGACACAATACTGCTATCAAGTTACGG
GTTTCAGTCCTGTAACGCTGTCAGTCATGGGATGGGGGAAAGATGAGAAGTTTAGGCAGG
TAGCCCCTGTGGGTAGGNA
>BJ737415 ID   BJ737415   standard; mRNA; EST; 381 BP.
GTTTGTTCCATTCGTTCCATGTTCGTTCAGGTCTGTTGTTGATTTTATGAAGTGACAATT
CAAACAAAGAAAGTTGCTTGAAGGTTTTACAGAGAAAAGGCACCAAAGATAGGCACAACT
AACAAACGTTTATTCCTTACTATTCCTATCAGATTCAGCTTTTAGCTTCCAATAAGGGGG
CCGCAGAGTGGACCAGGGGTCAGCGCCGTCGCTGGTTCAAACCCAGCTGGGTCCATCATG
TGTGGAGTTTGGTCTCCTCCTTTCACCCTCCAAAAACTGGCTTCAAAGGTTCACTGGTTA
CTCAAAGTGTCCCTCAGTGTGTTTGTGTGTGGAAGTGAATGTGTGTTTGTGTGATTGTTT
GTTTGTGTGATTGNGTGTTTG
>BJ737416 ID   BJ737416   standard; mRNA; EST; 665 BP.
ATGTCATGAAAATGGAACGTCCCATTATCGTGCGTGTGGTAAAAATATCTTAAAGTATTC
CTAAGGCAAATGGGAGTTGCACACACTTACGACGTACGGGGGATTCTTTCGTATACTTAT
GCCACATTCTAGTCATTGGTAAGGTGTGAGTACTGGTCCCTTACCGACCATGCGCATGTG
CACACACACACGGGATGTCCACGTGATACGTAAGTGCCCGAAGGATGTCCATAGGTGTCC
ACACAAACCACACTGGAACTGTCCAATTCACCAAATTTCTGACAGTCAGGCTGCTCATAA



TTCATCTTTCACTCATCATTTGAACAGTACTTACTGGCCTCTTGTGCATTTTCGCTCTAC
GGGCTCACCGAGCTGTCGTGACAAGTATTTTTTCTGCAGGCCACCTACGTGCCCCGAACG
AATTTGCCCATTTTTTTTACCAACAGACACCCTATATCCACCCATAAGGGCAGTTGTGAC
TAAGGCTGGCTCAATAGCACCTTCCTAACTGAACTCCCTCATCCAGGCCCACATACCCCC
TTCCTGAAGCATCCAGTGGCCCAATCAACCTTTCTGCTGTGTGATCAACCACAGCGGACT
GGACTGTCTAACCCTACAGCCACTCCCATAAATCCCATCAGCCTCTTGAAATGTCCTTTG
GCTGT
>BJ737417 ID   BJ737417   standard; mRNA; EST; 525 BP.
CGATCCTCTGTGGTTCCCAAGCAAACAACTGGAAGCTAAGTTGGTGTCCAGTCCGCTATA
GTGAGTTAACCTGACACAGAGGAACCTGTGCTGACCACAAGCAAACGGGAGCTGATGTGC
ATGTGACAGGCAGACAGGATGAAGACAAGATAAGGCAACCTGATGAGTCGAAGGAGGCAA
GCGATGTGATTTTTTGGGGGCATCATCTGTCAGCAGCTGTTTTTCATCCAGTGAGTGACT
TCTGTGTTCATGCGGAACACCACATTTGCTTGTTTGTCTTTTATTCATTTTTTTTTTTAA
AGAATAAAANCTATTCCAATACTAAATTTTAAAAAAAAATTGACCAAACANACTTTTCTG
AATAAGNCCNCCCANGTTTTTACTTTGCCTTGACTTGTTGACTTATTAANATNGATNCTN
GATNGGTTTTACTTTTTGNCCAGGNGTTTAAAAATTNGCTGAAAATTGACNCTNAAATTT
TTTTTGGGGGGGGGGGATTTGGATGGAATCANCANTGGAAAACAA
>BJ737422 ID   BJ737422   standard; mRNA; EST; 667 BP.
TGGTGTGTGCAGTGAATTTACGTCATACACACTGGTTAACAGTTGTCTATTAGCATTTAA
TTACAAAACCACACAAAAAAGCATAGAAAAAGACTTTAGAACACGTTTAATGATTAGACC
TGTTTTGTTTAGCTAGACATAGCAATATAATTTGAAAATTTAACAAGGGTTGCTTTGCGC
TGATATGCAACACTGTACTGAATATTGGCGCAAAGCTCCTTTTCTCTGCATCAGAACCCT
TTGGAATAAGGTAATTGCTTAAGCGGTCAAAGAGTTAGAGTTAGCCACAGGTTGAAAGAG
TCTAAATGCCAGTCTAGAGGTTAGCAGGCCAAAATGTAGATGCCATCCAATTACAGGTGA
ACAGAAGTCACATCACTCATACTGCAAATAACATATCACCTTACAAAAAACACCACCACG
ATTGCTCCATGAATGAAAACACAGAACAAAAAGAGAGGAAGGCACCAGTAAGAGGCCGGG
GTTCCTGACAAGAGTGATAAGCATGGACCATCCAGGCTCTCTGTTAGATGAGGAGGCCAG
GAACACGGACACCCCCGGGCTCTGATGTGATGTGATCTCTGGCTAATCGCACTGCCAGAG
ATCTCAGGTATACCCCTCCCCCTTCACACACAGAAAGAGATCTGCCATGCCCAGTAGCCC
AATGCCC
>BJ737427 ID   BJ737427   standard; mRNA; EST; 628 BP.
AAGAGCTGCTGAACCGGACAGGCACCATGGTGGAAGAGGGCTTCTGGATTGACAAGATAA
AGTCTCACTGCTATGTCACATACTCTGCAACCGAAGAGGCAGTCGCAACCAGAGAGGCGC
TACATGGGGTCAAGTGGCCTCCAAGTAACCCCAAGGTCCTTCGGGTGGACTTCTGTGAGC
AGGACGAGCTGGACTTTCACAAAGGTGTTGTGAAGCCAGAAAAGGTGGAGGAGCCCGTCA
TCCAGCCGGTTGCACCTCCGACCAAGCCGCCGCCCCTGATGCCCGAGCACGCCAGGGAGC
GTGACAGGGACAAAGAGCGGGAGCGCGAGCGGGACCGAGGGGTGCGGGATATCTGGGCGG
AGCGGCAGAGGGAGATGGAGCGCCGGGAAAGGGCGCGAGGCGAGCGGGAATGGGACCGCG
ACAAAATCCGGGAATTTGCAAGACCAGGCGAGGAGGGGAGACGATCGAGATCCCGAGATA
GAGAAAGGAGGAGAAGAGAAAGAGCCAAGAGCAAAGAGAGGAAGTCTGAGAAGAAGGATA
AAGCAGATGANCCTCCAGCTAAAATGCTCGACGACTTGTTCCTCAAGACCAAAGCGGCTC
CATGTATATACTGGCTCCCCCTGACTGA
>BJ737438 ID   BJ737438   standard; mRNA; EST; 696 BP.
GCCCCCCCTTTCTATTTGATAACCCTGACAGGCATGCCAGGTGAGTAGGGCTGAGTTCAC
CTGTCTGTGTCAGCCGTCGTCTCAGAGACGGGAGCCGATGCGCTCGCTGTCTTCATCCCA
TTCAGTGCCTTTTTCTTCATCTGTTATGTTGCACTTCTGTTAAGTGTTAAATAAAGTTAT
TTAAACAAACAGGTTTGATCTCATTTTAAAACAATGCAAGAAATGGAATGGATAAACTTG
ATGTATTTAAGGGTTGTGTAGCTGTGACATCTTCTGTACCTTTTTGTTTTTCATTGTTCT
GTTTTTTTGTTTGCATGATACCAATTTATACGATTACTCACAGAAATTGGTCAAACGAAC
AACTAACCTACAAAATCACCTTTAGTTTAGTAAATCAAATCATCTTTGTGAGTGTTGTTG
GACGACGTTAAACTTAGTTTTCCCGAGTTGAACAGACTGATGATCTCCGACATGTCTGTG
TGTCTGTCAGAGGACGACCAGAAAGAAAAGTCTCTGTCCCACCACACCATCCAGCAGCTG
ATCATCGAGAAGGACCAGGCCTTGGCCGACCTCAACTCCGTGGAGAAGTCCCTGGCTGAT
CTCTTCCGCCGGTATGAGAAGATGAAAGACAGGCTGGAGGGCTTCCGCAAGAATGAGGAG
ATTCTGAAGAAATGTGCTCAGGATTATCTGTCACGG
>BJ737440 ID   BJ737440   standard; mRNA; EST; 149 BP.
ATTATCAAGAAGCTCAAGCTGTCAATGCTTCAACAGTACCTCAAGGTGGAAAGCTGTGAA
AGCAGCTCTCCCAGCATGGATGAAGTATCTCTGAGTGAGTTTGGAGAGTGGACAGAGATC
CCTGGTGCACATTATGTCATTCCTGAAGG
>BJ737444 ID   BJ737444   standard; mRNA; EST; 404 BP.
CCAACTACAGGCGCTCCATTTCAGCGGCGGAGCGCCTGTCCGTCTGTCTGCNCTATCTGG
CCACCGGNGACTCCTACCNGACCATAGCCACCANTTACCGTGTAGGTGTCTCAACAGTCN
CCATAATCATACCANAGGTCTTGACTGCCATCTGGGATGGGCTGGTGGAGGACTTTATGG
CTGTGCCTTCTGCANAGGATTGGAGGTCCATCGNAGAGGAGTTCCATCAGCGGTGGAACT



TCCCCAACTGCTGTGGAGCTGTGGATGGGAAGCACGTCATCCTGAAGGTTCCCCCCAACT
TATGATCCCAGTTGCACAACTGCAAGGGTCCTTTCTCCNTTGTTCTTTTGNCAGTTGTGG
ATGCCCTCNGGCGATTTAAGNTTATTGACGNTGGGGACTACGGC
>BJ737450 ID   BJ737450   standard; mRNA; EST; 107 BP.
ACCTTTACNGANGAGCCNAANAGCTGTCTTCCTCCNTGGNATCATCGGATTTAGAANTTT
TTAAGTTGGAGGAGCGGTGCNGCCTGTCTCCGGCTGTGGACGTCTTG
>BJ737456 ID   BJ737456   standard; mRNA; EST; 621 BP.
GAGACTGAGATCTGCGCCTGCAGGAACCACAGTGGACGTCCAGCAGGAGCTCAGGAGTCA
GCGCGCCGACAGTCGCGAAGACCCGGAGCTGAGCAGCTGGCTGAGGCTCTGCGGCCTGGA
GCAGGACGCCATAGACGCGATACTGAACGAGGAGTTTACGCTGAACAACATGCTCTACGA
TGTAACGAGGGACGATCTGAAGAGCCTCAACCTGAGAGGAGGAGTCCTGTGTAAACTCTG
GAAGGCCATCAGCGACCACAGACAGAAACCAGCCTGATGCCTTAAATGGAAAAAGCCCGC
AGAGACGCCGACGTCCCAGCATTCCCTCCTTANCTCAGTATTTATAGGAGCCAGAGTTTG
GGTTTTTAGCACAAAATGACCTTTTCTGCAGTGAATTGATGAATCTCGATCCCTTTGAAA
AACAAAAGGATGACTAAGAAGTGCCACTCGCTCAAATTCAACACGAAAGCTTTAGTTACA
GGTGTGCCTAAAATGCCATTTGATAGAAACAGGAAATAATAAACTCCTAAAAAATAGTCT
GAAAGTAGAAATCTGTTTCTGTCTTTACCAAATGTGATGTTTACAGAAATACTGATCATT
TTCTAAAGAAAAAAAAAAGCC
>BJ737461 ID   BJ737461   standard; mRNA; EST; 458 BP.
TACGACATCGAACTTTCATATGTGGAAAATGCACAAAATATACAGTGTGGCTGTGTGACA
CGGCTTTTACAGCATAAAAGTACATTTTACATTTGCTCTGTAGATACTATATATATTTTG
GATGTTGTTAGAGGACTAGTTTGTACTTCTCAAAGTTGTCCTCTCTGTTCGGTACTTTAC
ACCACGTTGGCACAGCCCCGTGCACATGAACTTAAACGCACCCTGGTTGTTTGGACAGTC
ACATCCCTGTCTTATATTATTACCTCAAAGTTTTATACAACCAAGACACAGATTGTATGG
TAAAATACTCATGCAAACCATAAAGAAGGGATCAAGCGAGGCGATATTATAAAAGAAAAA
CAATTTTCCTGAAAGCTCCTTTTTATTTTCCGCCAAAATGTCTGTTAAAGTTTGAACTTG
ACACAAAATGCTTGAATTTAACCTTTTTTTTTTTNCAG
>BJ737468 ID   BJ737468   standard; mRNA; EST; 617 BP.
CGGCACGAGGGTCCAGACTCTGGTTGAAAGTGATTTGAATTTCCACCACGAAGCCATGTC
TTCTCAGTCACAGTTAAAATTTGATCTCTACAGTTTTGACATCACTGCCTCACTCCCAGT
GCATGACTCTGACCCTTATGGTTTCAAACTCAGCCCTGAGGAAGAGAACCAGGAGGTAAT
AGATCTTTGTGACCATGATAACCTGGAGGTAATTGGACTCAGCAGTCATGAAAATTATGA
GAAAACAGAGCATTTTAACAACAGCAACCAAGATGATCTGAAACCTTTTAACTGTGAAAA
TCAAGAAGTGCTTGAGCATTGCGGAGAATATCTCTTAGACCTGGGAGACTGCAGAAACAT
TCCAAACCAGGAAGTGCTGGGACCATTAAGACTTGAAAGCAGGGAGCAGCATGCCCATGG
AAATCAACAAGTTCTGGATTTTTGTTACGAGAACCAGGAGGTGGTGGAGCCTTGCTCTAA
TACTGACAACAAGGAACTTCCAGAACCCTGCAACTATGATAACCAAGAGATGCTACTACT
TTGTAGCTATGGCAGTGAGGACCTGGTGACCTTCTCCCAGCCTGAAAATCAGGAGGTACC
AGATTTAGATAGCCATG
>BJ737469 ID   BJ737469   standard; mRNA; EST; 688 BP.
ACGTGATGGCAGCGTTCTTACAGTGGCGGAAATTTGTGTTCTTTGATAAGGAAGCTGTGT
CAGATCCCCTTGACAATGGCAAAAAGTTTGTTCTTCCTAAAGGAATATCAGCAAGTGACT
CCGGCCGCGGTCTTCTCGTTCTTGGAGATATGGAAGGCAGAATCTGGCTGGTGACCCGAT
CACTGCAGCTGACGTCATTTCAGGCCTACAAGCTGCGCGTGACGCACCTGTACCAGCTGA
AGCAACACAGCATCCTCGTGTCAGTGGGTTTGGACGAGCACGGAATAAACCCACTCGTTA
AGGTCTGGAACCTGGACAAGAGAGACAGTGGAAATCCGCTCTGCACCAGGATTTTTCCTG
CAAATCTTGGCACCAAACCAACAGAAGTGTCCTGTCTCAGTATACATGAAAACCTTAACT
TCATGGCTATTGGGTTTACAGATGGCAGCGTTGTTTTGACCAAAGGTGACATCACAAGAG
ATCGACACAGTAAGACTGTGACTCTACATGAGGGAAGTAGTCCAGTCACTGGCCTTGCCT
TTCGTCAAGTGAAATCTACCCATTTATTTGTTGCTACTCTGGAGAAAGTCTATTGCTTCA
CCCTGTCCACGAAGGAGTATCCAAAAGTAGAGCTGGATTCTCATGGCTGTGCGCTGCGTT
GCTCATCTTTGGCAGATCCATCTCAGGA
>BJ737478 ID   BJ737478   standard; mRNA; EST; 686 BP.
GGAGACGCTACACAGTCGTATGACTCGTATGGTCAAGACGACTGGAACGGCACCCAGCGG
ACAGCCGGAGGGAAGGTCCCTCCCTCTTCTAGAGGAGCCAAGACTTCGTACCGGGAGCAT
CCGTACCGGCAGTACTAAAGTGGACCTGCCCCCTCCCCTTAGCGTGGTCCCGATAGCCGT
GGGTCTACTGCGGCAGCTCTCGCTTTAAGAAGCCCGACAAAAGTACAGCTGTGGGTTACC
CAGCGCCTGCAGCGCGACGGCTGAAGACCCTGAGACCCTCAGGAAACCGTGAGGAGGCGT
CCGGTGGAGCAGCTGGCAGAGGAGCGGCTGGGAGCCCACCCCTGGGTGGGACGGTGGGGG
TGGGGGGTGGAGGTGANCANGATCCGTCCATCATGTGAGTGCANAGCANCTTCAGGTGGA
CTCTTCCTGCTTTTCTCACAGGATGGAAGTCCACCCTTCATCCTCCTCTATTCCTGCANA
ANCTCCTGCAAACANCCTCANCTTCANTCTTCANANATTCTTTAANCANGAATTGGTCCT
TGTGTCCNTTCTANTGTCANACNTGAANGAAACTCTTTATTCTGANGCTTCTTCNTGGNT
TTCATCTACNTTTACNNTATTTATCANANNAANTGTTANCCNTGNANACNGATCCCATGN



ATCACTCTGGNANCANATCCNTGTCA
>BJ737487 ID   BJ737487   standard; mRNA; EST; 725 BP.
GTACTCTACTGAAAAAAGGAGAAGCACACAGAGATACAGTATAAATCTAAGCCTAAATAC
ATTTTTGTGGCAGCACAGAACATTGCACATTCCATAATGGGACCAAGGCCATACAACACC
TGAAGTCTTATGATATTTTTTTGTTTGTTTTTTTATTACTTTTTAACACAGGCTCACATG
GCATTGTAGAGAGTCATCTCTACAATGAGCTGTTGGCAGTTCTTATAAATAAGGTTGCAA
AAGATCTCTGTTAAGAGTTAATGCATGCATAATAAATACTTATGTAATAAAGGTTGCCAT
CTCTTTTGCTCTTAGCTTCAGCTTGTACATTACGGTAGTTTAAAAAACAACTCATACAAT
GACCTTTTTTTAGATTTACCCATTGATGTTGACTTTACCACATAACAGCCTTTTTTTTTA
GTTCAGTCTACCACAACAGCCTTCAATAGCAACAAAATCTATCACTTTCATACTTTAGTT
AAGTTGCCAAAAAAGGATATGCTCCATTGTATTTATGTTGAACTTTTCAAGTATTATTTG
ACATTTAACTGATGATTTTTCTTTTTTGCACTCAGCCCCATCTACATAGTAGAAAATAAA
GTGTCACTCAAGATTACAAACATCCCTACTTTGACCAGGTTAATCAAACTGCATTTGTGC
TGCAACAATCTGGGTACAGTACATTCTTTTTTTCTTTGGCATATATCAGANGATAGTCTT
TCATC
>BJ737496 ID   BJ737496   standard; mRNA; EST; 601 BP.
CTCATGGACTACAGTCTGTTGGTGGGGATTCATGACGTTGAGCGAGCAGAGCATGAGGAG
GTGGACAGCGAGGATAACGAGGCGGAGGATGACGGAGAGAGTGACGGAGGGGGAGTCGGG
ACACCCCCCGACAGTCCCAGCANCACTCTGGACAGCACCNAGCCTCTGTCNCCNGGAGAG
TTTGATCCCTCCATCGACGTCTATGCCATCAAAAGCAATGATGGTGCTCCCAGAAAAGAG
GTTTACTTCATGGCTATTATAGACATCCTTCAGCATTATGATGCCAAGAAGAAAGCTGCT
CACGCCGCCAAGACTGTCAAACATGGGGCCGGAGCANAGATCTCCACGGTGAACCCAGAA
CAGTACTCCAAGAGGTTCTATGATTTCATCGCCACCATCCTGTCTTAGCCTCCTGAGCAA
CATAGAGGCACAGATGCACATGGGAAAGGGAGGGCANGTGGAGAGTGGGGTGGAGGAGAG
ATGGAGAGGAGAACCATACAGGCAGAGTTGTAATAAGGTGCTGTGATGGCTTCGGATCAC
TCTCCCTCATCCATCCTCCTCATTCCTCGCTTCTCTCTGTTTCAGTGGGGTGCCGCACTG
C
>BJ737499 ID   BJ737499   standard; mRNA; EST; 676 BP.
GGGTCTCCCCACCCGCCCCCGAACAGACGCCCCGGATTCAGCAAGTCTTCACCTTGTCGG
AAAAAGGCAACGAGGAGCGACTCAGATGCGGCCAGGCCTCTGCTCGGAGGAGTCAGGAGA
CCCACAGACCAACCGTTCGACCTCTAGATACCAGTCATAACTTTTCCATTGCCATGGAAA
CTGGAGATGAAGAGGAGGAGTGGCAAAGGGAAGAGGAGCTTGCAAACATGGCTGCTCAAA
CCCATATCCACAGGGAGCAGACAGTAATCAGCCCACCGAAGGGCGAAGTGTCTGTTGTGA
GGGGCGGCCGCACGCCCCCTCCAGACGTCCCCAAACCTGCTGTGGTTCAAAGCAGCACAA
CAATTCAGGGCAGCTACTCCTTTACAGTGCAGACCTCAGTCACAGGAGAACCCAGCTCAC
AGCCTTCACTAGATGCGTCTGCAGCCCCCTGGGTTATCAGCAACTCCAGGAAGCGAACAC
TACAGGATCGGACTCAGTTNGGCGATGGAGATTTGGTCCAACTGAAGCGGTACTGGGACC
GAGGCATGACAAGCCTGGGCTCTGTGTGCCGGGAGAAGATCGCCGCTGCAGCCAACCAGC
TCAACGTAGACACTGAAATAGTCAAGACATGGATCAGCAACAGACGACGAAAGTACCGCC
TCATGGGGATCGACAT
>BJ737506 ID   BJ737506   standard; mRNA; EST; 627 BP.
GGCAGCGGAGAGGCCTATGACATCCTGGCTGAAGATGTGCAGGGAAAAGTCTTCTTTGCT
GGAGAGGCGACCAACCGACACTTCCCTCAGACTGTGACGGGGGCTTACCTCAGTGGGGTC
AGAGAGGCCAGCAAGATGACTGCTGTGTAAGCTGACGGCCCCCACGCCTCTCGCAAACAC
CAGCGCGGACTTACGGGTCACACAGACCAACACACTGCAAACCAGCTGGCACTACCTTAC
CCAAACCGTTCCACCTGCAGTTACTGCAGCAGCTGATCAGGAAAATGCGGATAGACTTTT
TCCAGTGGCTGAGTCCAGCGGGTTTTTTCCAGACCTGGCTCTACTTACTGAACATGAGAA
CTCGAAGTGTTATTCTATTTGGAACAAAGTTTATCAGGTAAACTTTACACATGCAGCTCA
GTCTGGTCATCTTTACTCAAAAATCANGACTCTTTTTGTCAATTAAATTATATTTGTAAT
ACCTAAATGTGTGATGAAACTTCAACTGTTCCACTTTTTAGGATTCATGAATAGTTTGTA
AGCTCCTAATCATAGTTGTGAATTGTCTGCATATGCNTAGATTTAATTAGAACATGTGAT
CCTAAAGATTAAAAGCCTTTTTTTTTT
>BJ737514 ID   BJ737514   standard; mRNA; EST; 708 BP.
TGGACCTTTAGACCACAAATAGTTACTTTGGAAAACATTATTCCTTATAAGAATTAGGGA
AATTCATGCCTGTGAGTATATAAGCACTTAAACACTCCCAGGATGTATAAAGTAATGGCA
GGAGAGTGTCTGTCTTCATTCACGTCCCCAAAGCCCTGAAACACTTCTTTTATCTCAAAA
CCTTCTTCAGATGTGCTGTAATGCGTCTAAAATCTGTGCGTTGTTTGTGACATCTGTGGT
CTCATCTAATTCTACAGCACCAATCTCCTTTTTAATTTCAGTCCTTATGACATCATTGAC
TGATTCAGTTACTGGTGAATCATTCTGTATTCTTTTTGATTAGCCAGAAAATAGTGGATA
TCTCTAAATGTCTAGCTAGCCAGTCGCCTTTTTAAGCAAATGTGTGCAATAATTCAACAT
AGATGCAATGAATAACAGAGTTTGCATGAAATGCTGTCTAATGTTTGGCAAGGAAGCAGG
TGGCATTGTAAAGATGTTTTCAAATCTCTCTTATCCTTTATCTAGCATTATGGATTCTAA
TGTTGAGTCTGTGCTGTTCGTCCAAAGCCAAGTTTAATTTGGACATCCCAAACATTTTTG
CCGTGATTTGACTTTGGATGTGTGTGGCCGACTGCTCATGTTTGATGAGGCTTCTTGGCA



ATTTCTTTAGATCACAGTATCCCATCTCAGTCCAAACATTTTTAGAAG
>BJ737523 ID   BJ737523   standard; mRNA; EST; 661 BP.
GATGTGGTTATGAGCAGCAGATGCTAACTAGAACTAAAATTCATCTGTAAACATGCTCTG
AAATTACAGTTGGCAGGCTCCACGGACAGAGATGGCAGTGTGTGCACTGACCATGTTGGA
TGGGATGGAGGAGGAGGTGACAGCAGCAGGGGGCGTGCTGCTCCTGGTCCTGGCCCTCGT
CTTGGCCTGGCTCTCAACCCACGTGGCTGATCGGGGAGACCACATTTTGGGCACCATCCT
CACTATGGGCACCCACGCCTCTCTGATTGGTCTGGGAGGCCACGACGGCTACAGCGGAGG
ATCAGCCGGCGCGGACGCCTCCGAACAGCAGAGCGCTCCACCTTCTCAGGAGAACAAGCC
CGACGACGGGGAGGAGGCGTCCGAAAGAGGAGAGGGCGAGGGCGAGGGGGCGGAGGGCGC
TCGGACAGACCTGCTCCTGAACATACAGAGCAAACAACCACCGGTTGGAGGGCGGCAGGC
TTCTGGTGGTGGAGAAGAGGAGGTAGATGACGAGGAGGAGAAGGATGGAGACGCAGAAGC
ACCAGGAAGATCAGGAAGGAAACCTGGAAAGCTCATGTCAGTCTTGACCAACACCACCCC
CTCCATCAGTGTCCGTCTCAAGTTTCTCAATGACACAGAGGAGGTGGCTGTTCTGGATCC
A
>BJ737526 ID   BJ737526   standard; mRNA; EST; 746 BP.
GAGCGCAGAGAGGAGCACTGCAAAGCAGAGAGAGGACAAAGAGGCACTGCGGAGGCTGAG
AGTGACAATGGCTTCTGTCACACAGATGATGTAGGGACTCCAAGGCAAGATGACAAAACA
GGAGAGACAGGACAAGGAGACTGTGAAAAGCAAAGCGCTGATCAGTCAGTGAGCTGCTCC
TTTCCCGTGTCTCTACGGATCTCCAGAGGACCCATCGCTGCACCTCCTTTGACCGAAACA
CCCACCCCTCAGCCCGGGCAATTTCCTGCCAATGTCTCCTTTATCAAGGCCAATTATGTT
TTGGAGAATGAAAATCTGCTGTTAACCCAACGGCCAGAGTACGACGTGATCCTGTGTCTC
AGCGTCACCAAATGGGTTCACCTAAACTGGGGAGACAGTGGCCTCAAACAGCTCTTCAAG
AGGGTTTATAAACATCTCCGTCCTGGAGGCCTCTTCATCCTGGAGCCGCAACCCTGGGAG
TCCTACGTGAGGAGGAAGAAGCTGACTGACAACATCAACAGGAATTTTCACAGCATTCGG
CTCAAACCTGATCAGTTTGCATCATATCTAACAAGTGAGGTGGGATTCACAAGCTTTGAG
TCCCTTAAAGCTCCCAAGTGCTCAGCAAGAGGTTTCCAGAGGCCAATCTATGTTTTTCAA
AAGTGACTTTCCCAATCAAACACCATTGACTGAGTAGCAGAAGTCGCCACCGTCTACTCA
TGTCAGCTAGCAGGACTGGACTACAA
>BJ737532 ID   BJ737532   standard; mRNA; EST; 587 BP.
AGCTGCACCCAGGCTCAGAGATTTGAGAGTGAAGCCTTGAAGATGGAAAGGACGTTCCTG
CACACACCCTGGCAAAGACGAGACCACTAAAGATCGCTGGCAACCTTCATCCGGCTGTGA
GGAAGACGAGGAGAAACCAGTGAACTTGGCTGAAAGGTCTGGCAGGAGCAGACGCCACGT
TAGGATCCAGACCGAGGCGTGGAGGCGGAGTGAGATCGGAGAAGAGTCTTCTCCTTCAGG
ATGCCGGGCACTCAGAGATGTCTCTGCTGCTTCAAATATTTGATGTTTGGGTTTAATCTG
ATCTTCTGGCTGGGGGGATGCGGCTTGTTTGGAGTGGGAGTCTGGCTGTCCTTCACCCAG
GCAGAGTTCTCCTCTCTTCCTCTGTCCTTCCCATCGCTCTCAGCCGCCAACCTGCTGCTG
GTTGCAGGTGGGATCACCATGGTGACGGGCTTTCTGGGCTGTCTGGGAGCCCTTAAAGAG
CAGCGCTGCCTCCTGATCACGTTCTTCGGGATCTTGCTGGTGCTGGTTGTGACTGAAGTG
ACTCTTGCACTGGTTGTGCACGTCTTCCATGACCAGATGGATGCCAG
>BJ737543 ID   BJ737543   standard; mRNA; EST; 700 BP.
ATATTTTTTATGGTGCCGAAAGCTGCTCTTCCCTTTTCTTCGCGTCAACTTGAGACTGAG
AGAAAACTCAGAAAGTGTTTTTTTTAATGTTATTTTATTTTTTTTGCGTGAAAAACAAAG
TGGAGCTTCAGCCTGAGGAAAAGACAAGTCAGCTGCTGAACCCAGAAGCATGTCCTCCTT
TGGCAGCAGGACCCTCTCTGCTCTTCCTCAGGGTGACCCTCTGACATGAGCCACTGAAGT
TTAAAGACACAGCTCCCTCTGCTGGACGTCATCTGCAGCTACAGACCATGGCTGAGTCCA
GCTACTCCGATCTCATTGCCAAACACTACAACTTCACTGGCAAGTTTCGGAAGACGCAGC
AGGACTCCGGTCTGAAGGCTGACTCTGTGATCTTCATCATCGTGTGCTGCTTCATCATCC
TGGAGAACATCCTGGTTCTTGCCNGCATTTGGAGGACCAAGAAGTTTCATAAGCCCATGT
ACTACTTCATTGGGAACCTGGCGCTGTCCGACCTGCTGGCCGGCGTTGTGTACACCGCCA
ATATCCTGCTGTCTGGAGCCAACACCTACAAGTTGACACCCACACAGTGGTTCCTGAGAG
AGGGCAGCATGTTTGTGGCTCTGGGCGGCATCTGTCTTCAGCCTGCTGGCCATCGCCATT
GAGCGCCACCTCACCATGCTGAAAATGAAGCTGCACAACA
>BJ737545 ID   BJ737545   standard; mRNA; EST; 729 BP.
CAGCGTTTGAGAGGTTTAGTTTAGGTATGAAGAGGAACAAAAGAACGGATTTTCGCAGCC
AGGTCCCGACCATTTTTTAAATTTATTTTACCCGGAGGATCAGTTGAGAACAAATTCTGA
ATTACAGTGATGACCTGATCATTGAACACTCATTTAGATAGAAGTCAGGACTGGTCACCA
AATGTGAACTGGACCAAGCACAAAGACTGGAATCAAGACTCTGAGTCTTTGATTCAAGTT
TAAATTCTTGTATTTGAGCTCAGACTGGACTTGTGAGCCTAACTTGAGGAAGGAGCCATT
TTGGATCCATATTTATAAGGATTGTTACAATTATCTAAAAAGATCCGCCTTTTAACCAAA
AACTGGCCCAAACCTACCTGAGACTAAACTTGGACTTGTGACTTGATGTAGACTTTAGAA
ATTGGACTAGGACTCCTTTCTCTAATTCTGCGAACTGAGCATGTGTGGCGCGTTGAAGAA
TGCATTTTTAGCCTGTGGTATTCACACAAGACTGTCACTACCCAATACTGGTGCCTGTAC
TCACAGTTGGAAGAGGCTTGGTGCAAATGTCTAAGCGGTTTATCTCTGATGAATCTTGCT
TTAGGCCTTTTCTTTCACAGCTCTATTCTGATATATGAAAGACTTGATGTCACATAAATC



TGACTGGGCACAAATCACAATTAATAATTTCTCTATCCTGATCAATTTCCATTGGTTGGC
ACTTCTGTG
>BJ737547 ID   BJ737547   standard; mRNA; EST; 752 BP.
TGTCTGCTTGGCTGCAGCAGAGCCATCACCCAGTACACGTGATGCTCAAGAGATTGAACC
GATTGTAATTTGGATCTCTCTGAGCTTAACCGCCTAATCCAGAGGCTCCAAAATCTGGAG
GTGGGCCAGACCTTTACTAATGGAGAACTGCAGCGCATCATCAGCATACAGAACATCTCA
CTTGAGAAGCCAAAGAAATCAAAATCAGGAAAGATGTGGGGCCACTCACGCACATTGTCC
AGAGTGGAAGCCCTGGGAATGCCTATTCGTGGGATTACCAAATCGCTGTCCTCCAGCCAC
CTGAGTGGCTCTTCCCACCTTGGAGCATCAGTGCCCAACATCCCGGACTACGTCTCCTCT
CAGCTGTCCCCTCCCTCTGTCCTCTCACCTGAGAGCAAGAAAATCCAGCAGGACATCTGT
GCCATCTCAAACCGAGTGTTGGCTTCTCTGAAGTCGGTTCATGAATCGTTGTCCCTGGAA
AGACAGAAGCTCCAAGAATCCTGGGAAACCAGCAATGAGCACCGGTCAAATACACTAGCT
GTGCCTGCACCGTCCCACGGACCCCCCTCTGTGGCAGATTCAGCTGCCGAGTACTTTGAT
GCCAGTGACGACGTTGTCTGGGGCAGTTCCTCTGAGGTGTCTGATGAATCTGGACTCAGT
GATGGAAGCACCACCAACTCTGAACCGGAGGAGGGACATGCATCAGCAACTCGGAAGTAC
AGAGCAAGCATTTCCAGAGCTCCCTAATAGTC
>BJ737548 ID   BJ737548   standard; mRNA; EST; 661 BP.
ATCTGCAGGTGTGTTTCGGCGTCCAAGCAAAATAACAAGGTCGACAATGAAGATTGCTGT
GATTGGTCAGAGTGTGTTTGGGAAAGAGGTCTACAAGGAGCTGAGGAAGGACGGCCACNN
GATTGTTGGAGTTTTCACCATCCCTGACAAGGACGGCAAGGCTGACCCGCTGGCCACAGA
GGCGGAGAAAGATGGCGTTCCTGTGTTTAAGCTCTCCCGCTGGCGGGTGAAGGGTCAGGC
CCTTCCTGAGGTGGTGTCTCAGTACAAGGCCACAGGCCCAGAGCTCAACGTTCTGCCTTT
CTGCTCCCAGTTTATCCCCATGGAGGTCATTGACCACCCTAAACACGGCTCCATCATCTA
CCACCCCTCCCTGCTGCCTCGTCATCGAGGAGCTTCCGCCATTAACTGGACCCTCATCCA
TGGTGACAAAAAAGGGGGCTTCACTGTGTTCTGGGCAGATGATGGACTGGACACCGGACC
GATCCTGCTGCAGAGGGAGTGTGATGTGGAGCCCAACGACACTGTCAACACAATCTACAA
GAGATTTCTCTTCCCAGAGGGAGTCAAGGGAACAGTGGAAGCTGTCAGACTGATTGCTGA
GGGAAAGGCCCCGAGGATTCCCCAGCCTGAAGAGGGCGCCACATACGAGTGCATCCAGAA
G
>BJ737549 ID   BJ737549   standard; mRNA; EST; 619 BP.
CCCTCTCCGATGGTTGTCGCGGAAACCAGTTTGTCGTGTTTGATGACGTCCCCCTGTACT
GGGATGCCTGGGATGTAATGGACTACCACCTTCAGACAAGGAAGCCGGTGGAGGAGGTCA
TACAGCCGGTTCATGTGGTGTCCTCTGGCGGTCTTCGGGCCAGCGTCAGCTTCACCCTCA
GGATCAGTGACAAAAGCACAATCGTCCAGGAGATTGTCATGGATGCCATGAGTCCTTATC
TCAAGTTCAACACTAAAGTGGAATGGGCGGAGTCTCACAAGTTTCTTAAGGTGGAATTTC
CTGTTAGAGTCCGTAGCCCCAATGCTACCTATGAGATCCAGTTTGGGCATCTGCAAAGAC
CAACACACTGGAACACTTCCTGGGACTGGGCCAGGTTTGAGGTTTGGGGTCACAAATGNG
CTGACCTCTCTGAGCACAACTTTGGAGTTTCCCTTTTAAATGACAGCAAATACGGTTACT
CCATCCACAAGAACACCATGACTCTGTCCTTGATAAGAGCACCAAAAGCTCCAGATTCTA
CAGCTGACATGGGTGCTCATCAATTCACTTATGCCATCATGCCACACACAGGTCGTTTTT
TTTTNGTTTTTTTTNNCGG
>BJ737556 ID   BJ737556   standard; mRNA; EST; 703 BP.
GGGAGACAGCGAGAGGCTGAGATCCGAGCTCACTCTCCCAGTTGAGCGGATCAAAGAACT
GCAGGACAATGTCCAGTAAAGCGACTCTAGCATTACTCATCTATGGGATCTTAATGCATT
ACAGCATCAACTGCTCACCTGTGGGGCTCAGCTTTCCCAGCATTAGACTTGACAGTGAGG
TTTATGATGAGGGTGGCAACTCTTTACCATCTCTGGATTATGATGGTGATCAAGTGGAGG
TGAGAAGCCCTTCATCTGTCGCTGACGACGTCTTCACTTTGTTCTATCCTCCAGAGAAAA
GGGGGGGGAAAACGCTGGACGACAGCTCGGAGCCCCTGTCCAAGCGACACTCAGACGGGA
TCTTCACGGACAGCTACAGCCGCTACAGAAAGCAAATGGCCGTCAAGAAATACCTGGCAG
CCGTCCTGGGGAAAAGGTATAGACAGAGAATTAGAAACAAAGGACGACGTATGGCATATT
TGTAGCTGCCTCCCCCTTTTCTCTTCCTCCTCTTCTCCCCCCTGAACAGAAAAAAGTGTG
CGCAGCCCCCAGATGAAGTCACTCTGAGATCTGGCCAATCAGTAGATCGCTTTTGTGTTC
AAACATGTATTTATGTATGAAGTAAGCCATTAAATAAATATTTTGATAATAATATTGGGT
TTTATTTTGTACTTAAAGCACTTAAAGATGTATTTCCTTGTGG
>BJ737568 ID   BJ737568   standard; mRNA; EST; 715 BP.
CCCGGGATTCGGCTCTCTCCTCCGGCTCAGGAGCGTTGGTAGGCCGCGGTGCTTCCGGAG
AAGTGAAGGTAATGGAACTGATGTTTGCCGAATGGGAGGACGGAGAAAGGTTTTCCTTTG
AAGACTCGGACCGATTCGAGGAGGACTCTCTGTGTTCCTTCATCTCCGAGGCGGAGAGCC
TCTGCCAGAACTGGAGGGGATGGAGGAAGCAGTCCGCCGGACCGAACTCCCCAACAGTCA
AAATCAAAGAGGGTCACGTCATCCCCCTGGTGGAGCTGTCAGCCAAGCAGGTGGCGTTCC
ACATTCCGTTCGAGGTAGTGGAGAAGGTGTATCCCCCTGTTCCAGAGCAGCTGCAGCTCC
GAATCGCCTTCTGGAGCTTCCCAGAGAATGAAGAGGACATCAGGTTGTATTCCTGCCTGG
CCAACGGGAGTCCAGATGAATTCCAGCGAGGCGAGCAGCTCTACAGGATCCGAGCTGTCA
AAGACCCTCTGCAGATAGGCTTCCACCTCAGCGCGACGGTGGTGTCCAGTCAGTCTGGGC



AGTCCAAAGGAGCTTACAATGTGGCAGTCATGTTTGACCGTTGCCGCATCACTTCCTGTA
GCTGCACCTGTGGTGCTGGGGCTAAATGGTGTGCTCATGTGGTGGCTCTCTGTCTCTTCA
GGATTCACAATGCCTCTGCCGTCTGTCTGAGGGCCCCTGTCTCTGAGTCTCTGTC
>BJ737574 ID   BJ737574   standard; mRNA; EST; 688 BP.
ACCTCCCAGAACCACCAGGGGCGTTTCTACACAAACAGACTCTGAAACAGAGGGAACGAT
TTTAATGTGTGTTTTTCAACACAGCCGCATTGCTAAACTACAAACTCTACAACCACACTA
GTGGGCGTGTCCCAACGACCCTCTGGCTTGTTGGCCCCGCCTTTTAGTGTGTGTTTGTCC
AGAGCGAGGTGGTGATCCAAACCATAATGGTCATGATGCTGCAGTGGATTCTCATTTCAG
CTGCTGCTTGGCTCAGAGGTTGCAGCTGACTTGGGTGGAGGGGTGGAGTCATCCTGAGGC
ATCAGGTCGTCACATGACATCCCCGCCTTCTGACTCTCCCGCAGATGGCGGCAGCCAGAT
ACACCTGAACCACATCCTGTACAAGGTGGGGGTGGGGACGAGATGCGGCGAGGGGAAAAA
ACACCCGGACGACGGACCCGACGCCTTCTGCTCCTTCCCGTGGGCCGAGATGGTGGTGGA
GGACCTGTAAGGACTGTAGTACTGCAGCAGAAAGTACTCGCTTTGAGTGTACTACAAGGA
TACTTAGTCCGTAGTAGAAGTGAGGCAGCATGCTTGAAGTTTACTTTTTATGTACTATCA
ATATAGTATATAAGAAGTATTCAGTTGGTATATGTCCTTCACCACACATACATGGTATGT
AGTATACTTGCTATACTTATACTTCATA
>BJ737575 ID   BJ737575   standard; mRNA; EST; 672 BP.
TAACATCGTAGATGCCATATACCAAATGGTGGGAAACACTGTGGAATTGCCAGAGGAGGA
GAACACACCAGAAAAGCGAGTCGACCGCATTTTTGCAATGATGGACAAGAATGCAGATGG
AAAGCTGACTCTGCAAGAGTTTCAGGAGGGCTCGAAGGCAGACCCCTCCATTGTTCAGGC
CCTGTCTCTATATGATGGACTTGTGTAGGAATGGAAGATGGGACCATTTAGCATCCTCCT
GCTGATAGTCAACAATCCAGCACCATCACCCTGCAGCAGGCGGAAACGCTTACTTAACTT
TCATCACCAAGGGAGCGCACTATAAAGCTTTGTCGCATGGCCAAACGACACCTGTGCTGT
AGCAGTTCATCCACATCGTTGTTGAGGACAGAGGACAATGACTTTCCTTGGCGTGAAGGA
GGAGACAAACTTGTCAGCACACGTGCCATCGTTTGCTTCTGCAGCTATGTAGCGCCATGC
ACATTGCTCAGTGCTGGAGCATCTCTAGAAGGGCAGCGTTGGTCCTGGACGATCCGGAGA
ACTGAATCCCCACAGAGATGTGTCTTTGCCGCAAAGCAACAGCTGCCACGTGTGGAAATG
TGTAACCCCCACATGATGGCATGATGGACTTCAAATCTCACTCCTAAAGATGATGATNAG
AAAATGAACTTA
>BJ737582 ID   BJ737582   standard; mRNA; EST; 673 BP.
AGCATCATCGTCTGCTTGTCCTTCACATCGCAGCTGAAAGCAGGGAAGGGGCTGACCATC
GTCTGCTCGGTACTCGAGGGCACTTACATGACCCACAAGGAGGACGCCAAGACTGGCGAG
CAGAACCTCAAAACAGCCATGGCAGCAGAGAAGATGAAAGGTTTCTCCCATGTCGTCGTG
TCGTCCAGCCTGCGGGACGGGTTCTCCATAATGATCCAGTCTGCAGGACTGGGAGGAATG
AAGCACAATGCAGTCCTCATGGCTTGGCCAGCAGGCTGGAAACAGGCCCAGGATTCCTCT
GCAAGGAAGAACTTTATAGAGACAGTCAGAGAGACGACATCAGCGCATCAGGCTCTGCTG
GTTGCTAAAAACATTGATCGTTTCCCTGACAACCAAGAGNGTCTGAAGGAGGGAACCATC
GACGTGTGGTGGATCGTACATGATGGTGGACTGCTCATGTTGCTGCCTTTCTTGCTCATG
CAGCACAAGGTGTGGAGGAAGTGCCGAATGCGTATCTTCACCGTGGCCCAGATGGATGAC
AACTCCATCCAGATGAAGAAGGACCTGGAGACATTCCTCTACCATCTTCGCCTGGATGCA
GTGGTGGAGGTGGTGGAAATGCATGACAGCGATATCTCAGCTTTCACCTACGAGAAGACA
CTGATGATGGAGC
>BJ737586 ID   BJ737586   standard; mRNA; EST; 738 BP.
AACCCATCCGGGTCCTCTCCTTGTTTGATGGAATCGCCACAGGCCTGCTGGTGCTGAAAG
ACCTGGGCATCCAGGTGGACAAGTACGTGGCATCAGAAGTGTGCGAGGACTCCATCACTG
TCGGCATTGTGCGACACCAGGGCCGCATCATGTATGTGGGAGACGTACGGAACGTGACCC
GCAGGCATATTGAAGAGTGGGGACCCTTTGACCTGGTGATTGGAGGAAGCCCCTGCAATG
ACCTCTCCATCGTGAACCCCGCTAGGAAAGGTCTTTACGAGGGAACCGGTCGCCTGTTTT
TTGAGTTTTACCGCCTGTTGCACGAGGCTCGGCCAAAACCCGGCGATGAGCGGCCCTTCT
TCTGGCTCTTTGAGAATGTAGTCGCTATGGGAGTCAGCGACAAGCGGGACATCTCCCGCT
TTTTAGAGTGTAATCCAGTGATGATTGATGCCAAGGAAGTCTCTGCTGCCCACCGCGCCC
GCTACTTCTGGGGCAACCTGCCTGGCATGTCCAGACCTCTGACGCCTATGGCCAACGACA
GGTTGGACCTCCAAGGATGCCTGGAGCACGGTCGCACAGCCAAGGGGAAAGACGAGCATT
TCCCCGTCTACATGGACAACAAGGAGGACATCCTATGGTGTACTGAGATGGAAAGGGTGT
TTGGTTTCCCCGTTCATTACACCGACGTGTCCAACATGAGTCGTCTGGCCAGGCAAAGGC
TGCTGGGACGTTCCTGGA
>BJ737619 ID   BJ737619   standard; mRNA; EST; 354 BP.
GANACCAAGACTTTCCTCGCCGCTGGTGACAGNGATGGTGACGGCNAGATTGGAGTGGAT
GANTTTGCTTCCCTTGNAAAGGCATAAATTCCCACANACCAANGTTCACCTCTTTTCATG
GAACTGCNAACTCCTTACNANATTCNTAAATCATCANCTGANANAATATTTTTTTATACC
TTATTTATGANTTGACTGCNGACTATTTTTCCNACNTTGACTGCNTATTTACTCCNNATG
TTACNNATGNGCTATATGTTCCNAAAATCNTGACTTGNGCNNATTGNACNNCACCNTCTG
CNCTTTTGANGAANANNGAANAACCNNGAANAANACTCTNANGANGNGAANNCA
>BJ737624 ID   BJ737624   standard; mRNA; EST; 667 BP.



TTATCCTGGATACCTGGTAAAAACATTTATTTTACTACAACTAGACGTGTTTTAGATGTT
TGCAAGCTAATGAACATATTAGCAACACAGCTAGTAATGATAGCGTTCGGTTTTATTGCT
GTCATCAATGAATACGCGCCTTAATACATTATCTTGTCATTAAATTACCTGCATCGGTTA
ATTTTGGCCACTGCCTGACGTCATCTACCCAATCTTCCCTTTCCTTTGCCATTGTTTATC
TACCTGTCACCTGTGATATTCGCGTTAGAAATGCTTTCATTGAAAATCCAATAGAGGGCA
GCGGTAAGTCACAGTCCACAGCCACGCAGTAATGGCGATAGCCAATATGGCGGCGCCCGT
AGATTTCGCGGCGGATTTGTGTGTAGAAGTTTTGAAGACTTGAGGATGAAAGTTGGCTAA
TAACTTTGTTTTCTGGTTTTTGTTTGTAAGTAGTTCAGAACAAATGGCAGCTTTGTAACC
TAGAGATGAACTCCAGTCTGGACCAAGCAGAACCAGAATCCCAGATCCAAGAGACACCAG
AAGAACTGTGCAGTAATCGGGAGGGAGAACAGCTGATCCTGAACCAGGACCCGCATGTGA
AGCTGGAGATTGAGTCGGATTTGTTGGATCATCGGCTGGGGAACATCATCAGGATTCCTG
TAATAAA
>BJ737630 ID   BJ737630   standard; mRNA; EST; 713 BP.
TTCCTCTCTGAGAAGCCTGACAGCTCTGAACAAAAGCCAACTCCAGCTGAAGCCTTCAAA
GCAGACATCAGCTGCAGCCTGGAAAAGGAGATGAACCATCGGACGGAGCAGGAGGATCAT
GGGAAAGAGGAGAACCAAAGGCAGCAAATTTTATCTCATGTGACTTCCCCTGTAATGCTT
CAGACTGTTGGTGATGGAGACGGTGGCCCCGTCAGTGTTGATCTTGTCAGCTTTAATGAC
CACCCGGTTGCAGATCCTGACCTTCAGCTCGCCCCCAGTAACACAGAAAAGACAGTCTAT
GAGCCACTGAGTGAAACACCACCGCTAGATCCAGGTCTGGGCACATCCTGCTGTCACCCC
CCTGACCTGCCTCCTCAGAAACCATCAAGCCCTTCACCCTCTCCACTCGTGAACATACAC
GACAAGCAGGAGGTGAGAAACACACAGCGATCTGATTGGAAGATGAGCTTCTGTGCCATA
ATCTGAGCTTCTCTCTGTGTTTAAGTGGGCTCACAATGAGGAGACATCTCAGCAGAGGAG
TTCGAAGGCCACATCTCAGAGACCTCTTTGTGTAAAGAGTAAATATGGAGTCCTTTCATG
GAGGAAGTGGATCCAACGGAGAAAATCCAAAGCAGATGTGGACCATGTTTCCTGTAAATT
ATTCCACTTGCCTGCCCTCAAACAGAACATTATTTCTGNTTTTGAGGACCCTA
>BJ737633 ID   BJ737633   standard; mRNA; EST; 677 BP.
TGTTCGGCTCTTGTTGATATTTGTGCACATATCACGCCAGTTTTGAGACCCAAGATGCAG
TTGAGGGACCGAAATTGACAACAGTTGCATCCGTCTCGAAGTTGGAGTCAGTTTTGTTGT
AATGAACCTCGGATCGAAAGGCAAAAAACGGGTGGTGCTGCCCACCCGCCCCGAACCCCC
CAGTGTGGATCAGATCCTGGAGGACATCAGCAGAGCAGCTCCAAATGACCCAGTCTTCAG
CATCTTGGAGAAAACTGGAGAAGATCCGACCCTGCCTGCAGACAGCGAGGTGGAGTTCAG
GTTCCAGCAGTGCCGGCAGTATCTGAAGCTCAATGAGAGCCTGAAACATGCTCAGGGTCA
GCTCCAGACGCAGAGGGGGGAGCTGCAGGCGGCAGGGGAGCGGCTGGACAGCAAGGTGGC
TGAGGTCAAAGGCCAAGTTCTATAATCCCGAACTGAATACTGAACTGTTACTGCGGTGCC
AACAAGCTGAAAATGAGTGGTTTGGAATGGGAAAGTCATTATCAGTTCAAGAAATGAATC
AATCTTGAAGAGTAACTGGAAAAAGGGAAATGTTCCTTAGGCTGAATCGCGACTTTCTGC
ATCCCTTCTCCAGTCGCAGAGGAATTCAGCTGTGTCAGTGTGTACTTGTTTGGGCTGCTA
TATTCATAAAGCTGATA
>BJ737638 ID   BJ737638   standard; mRNA; EST; 319 BP.
CAATTCTCTTAAAAAAGTTTCATTGCAAACTTGCAAACTAAAAATTGGCAGAATTCTGCT
GGGATTCTTAGCGTAAGCATCTCACCCCATGGCAGGGGCTTTTGTTTTCCAAAAGGCTGC
TGTGGGCATGCGGTGGGGGGGGGGTGGTCGCAAACCTGCTCCGCCTGCAGCTTCTCAACA
GTCCACACACAGACAAAGCAGTTATTAAACACCTCTGAAAGAAAAAAAAACAACCAAGGA
TTTCNGGNCTAATTGCTTTGNGCAAGGATCGAACCCTCAAGGTTTGAGTCATATTGCTTT
TGGGCTGAAAAAAAAAANC
>BJ737651 ID   BJ737651   standard; mRNA; EST; 633 BP.
CATATACTCTTGTCTGACCTCCACTACCAGGAGAAGCTCTGCAGCGCTCAGAGTGTATCG
GAACTCCGAGCCGGAGGCAGAGAGAGCTCGCTGTTTCTTCTGCTGTGGAGATGACACAGA
GGACTACGATGAGGAGAAAACTGGTTCAGGCCAGGATGTGATCTACGATGAGAAGGAGAC
AACCATCTATAATTATTCCTACTTCCACTTTGTCTTCTTCCTGGGCTCTCTTTATGTCAT
GATGGCTGTCACCAACTGGTTTCACTACGATGGTCACAGGATCGAGAAGCTGTTGGATGG
GAGCTGGTCGGTCTTCTGGCTCAAAATGGCCTCCTGTTGGGTCTGCCTCTTCCTGTATTT
GATGACTCTAATTGCTCCTCTGATGTGCCCAAAGCGGTTTGAAGCCTAGATCGTACGTCA
CCGCTCAAATGTGAAGCAGCTCTGATCTGTAGGATGTTATCAAGCTCAGCTCTCTTGCTG
GGACAAGGGACCAATCCCCAGCTTTCACTATGGAGGATTATCTGTTGCCTTTTTATTAAA
TATAGAAGTGTCTTTGTTTTACAATGTTGAGCTGTTACTACCTTTGTGGTCATTTTTTCA
GTCTTTTTCTATAACTGACTGAAGGTTTATATG
>BJ737666 ID   BJ737666   standard; mRNA; EST; 699 BP.
TTTCGGTTTTGCCCAAATGAAGGAAACCCTTCTAATTTTTAGAGATACATTTTAGTGTTT
TTGGTAGAAGAAAAAAAAGACTGAGATGATAATATTTGCCTGAAACTTTAGGATACGTTT
GATTTGTTAAGCTTTGCAGTGAAGGTTGACATTGTTCAATAACTACATTTCCCATGAGCC
ACCTGTCACAGCCACATGAAAGCTGAAGTTGCCACCTGCTTTCATTGGATAAAAAGGGTC
AAAGTTGGAGGCAGCAGACAGGTGTCCAGGTCAGAACAGGAGACAATCGTAAACGAACAA
ACTATGAGTAAGTTCAGAGCTTAATCTGGTCTCAGATTGTTTGTTTGGTCGTTATCTGAG



GAGCTTTCCAGAGGAAACATTTGGAAAGTGTCGGATGTCTGATTTGAGGAGCAGTCAGGT
GACCAGTGGCTCGATCCACAGTTTATGTTCCGGCTGATTTTTATTTTCAGCGTGGTTTTC
TTTTGTTTGCATTTACAGAAAAAAAGAAACCTTAAAGAGGGGAAATGCTCCTTTACTGCA
TTGAACTTGTTAAAGTAGTATGTTTGTGTCAGACACAACCACTCACTGTCCTCCGGGGGG
CGCTGGCACCAAATCACCACTTCATTTTGTGACGGGCTCTTTTCGTCTGCAGAAGATGTT
GGTCTCATCTGCTGGGTTTATACTTTTAAAACTATGAGT
>BJ737667 ID   BJ737667   standard; mRNA; EST; 719 BP.
AGTGTGAGGATTGGAAATGATGCCTGACTTGCAGAAGACTAGGACCACTGTGATGACCTG
TGTTTGTTTTATTTTAAATATTATGTATTTTTCTACATTATAGGATAAACAAGGAGAGAC
CTTTGAGATGTAATGGAGTTCAGGAAGAGAGTTTTGTTTCCCCCTTTGACTGAGTGGGAT
AAAAGCTGATATAAAATGTTGGTTGCTAAATTTGTTTGAATTTCCAAATTTAGGTTTATA
GGCTTTAACTTATTCTGTGAAAGATGACTATGAATGTTTTGGTTGATTACCTGTGTCTGA
GAAATGTTAATGTCCAAACTGTTGGTAGCCTTTATTTTTGTGTTTTTTCTGTAAAAATGA
AGATATATTATATCTCACTTGACCATGAAAAAAAAAGTGAGATGTACTGTTTTATTTCAT
AAGTTTAAACTATTTTCAGCAACACAACTCAGTTGAAACAGTGGAAACCATATTTTGTTG
CACTTCTGTAGGCTCCCCAGAAAAGGGTGCCAGTCCCTGATAGAATTAACTTTATGATTT
AGAATGAGTGAAGCTGCTTCTGAATCACAGCACAGGTTTAAAACATCATCATACTGAAAT
ATTTTGTTTACTTGCGATTCTCATATGTCTCATTTTGTGTGCTAATCTTTTTATTTTTTT
TACGTTTTGCGTCTTGTCTCATTGAGGAAATGGTTTTATGACCTATAAAGTTTATGAGC
>BJ737673 ID   BJ737673   standard; mRNA; EST; 659 BP.
AAGATGCAGACGACGTCCATACAGAGTCCAGGTCCAGGCCATTTCCTCTCCTAACTGAAC
CGACAAGAAGAGCTCATTTTGATGTGAAATGGTTTCCGTGGTTTGTTGAAGAGGAGGATT
TCTGTGTTTGGTGCTGACCCGGTTCAGCCCATACAGCCCCAGTGTTGCTATTAGACACAA
CCTTGGTGGTTCTCATCATGTCAGCACGTTCACCTGCGTTTTCAGGGGAACCTTGGTTCT
AAAGGTTTCACAGAACCTGTGCGTCCGGCTGCTGCTTCTAACCAGACTCGTCAGTCTTCC
TCACAGATCTGCTAATGTTGGAGCCAGACGAACGTATGAGGCCTTCTCCAAAACCTTCCA
TAGATGCTGACAGGTTTTGATCTGGACTCGAACTCCAATGCTGTGAACATCTCCATCCTG
GAACATCAGCTGATGAGGAAGCTGCTTTGAAATGTTGCTGAAGCTCAACCCGACCGACCA
CAGAGAACCCAGATCCAGATTTTGCAGATGACTTCATCCTCTGATCCTCCATCAGTCAGA
ACCCGTCCACTCATCTGCTAAGGGAGCTCTTCTGTCCATCATCTCACTGAGCAGGGAACA
TCTTGAAGCTCTTCCTTCTACTCAGACTGGGAGCTTTGCTCCTTCGCTGATCTTTCATC
>BJ737674 ID   BJ737674   standard; mRNA; EST; 700 BP.
CACTCCGAGAGCTACTCCCCCTGGGCGTCCCCCTGCGTGTCTCCCAGCGGCGGGCAGAAC
CCCAGCGACCTCTGCCCTCGTCTGCAGAGCATCCACACTGGCTCCCCCCGCACCTCACCT
GGCACCTCCCCCCGCACCAGCCAAACCGAAGACGGCTGTTTGGGGCAGCGCTCGCCCTCC
CCCAGGGCTGGCTCCCGCTCCACCTCACCGCAGGGGAAGCGCACCTACGACATGTACAAG
AACCCGGCGTTGGTCCCCGGGCACCGCTCCCGCAGTCCCTCCCCACACAGGGGTCACGAG
GATGCCAACATAGGGGCCAATTACACCCACAACAGCCTCTCTGATGGCATGAATGGCTTT
GGCTGCGGTCAGCCGAGTCTGGTCCCCACCAAAATAGTCAAGACATCCAACCAAGTTTAC
ACTCTGTATCAGGAGAACCACGGAGACGGGAACTACTTGGTATCATGCAATCAGGACGGG
AAAACCAAACCCCCAGCAGAGCCCTTCTTTGTCATCCCCCAAATTTGGCCCAAACCCTTG
GTCCCTAGCATCTGCAGTATCCCCGTGGCCTCTCTCCCCCCGCTGGAATGGCCCCTTCCG
AGTCGCACCGACCAGTACGAGCTGCAAATGGAGGTGCAACCCAAACCCCACCACAGAGCT
CACTACGAGACCGAGGGGAGCAGGGGGGCGGTCAAAGCCC
>BJ737701 ID   BJ737701   standard; mRNA; EST; 720 BP.
AGCATGCAGAGGACTGAATAGTTTGCATAACCATTTAGACTGAATGCCGCACCTGAGCCA
CAATAATCAGTTCAATATCAGGCTGTCAGAATAAAAAAGCAGATCCCAAAATACATCAAA
ATAACAAATATCAGCCTGATAATAATCAGATGACCCCTAGTGTAGTCACTTTTGAATAGT
GAGCAGGGGAGGGGGCTGAGGACACATCCCGGGGTGTTCCAGTGTTTATAATAAGACCAA
ATGAGGGAATGTCCCTCATCCTAATGTTGTGTTGCTCTAAAAGTCCTGAAACCTGCACCA
TATTGAGCTGCCCAAGCTACATTTCTAAAGTTCTGGGGTAAGTTTGAATGGAACTAATGT
TTTGAAGGTGAAGCTAAAGTCCGCCCACCTCTTTTCCCTCTCTTCTGTTTCTAATGTCTC
CATGCAACAGCAGTGGATTGGTAAGGTTCACTGGTGTTTGCTGGATCAGCACAGGAATAA
AATCCCATTTGGTCACATGTGTGAAGCTCTGGAAGTGTCCTGATAGAAAGAGCACTGGAT
CGATATCACTGAATGAATACAGTTGCTTATTTGGGGACAAATAAAGAAAAACCCAATTCC
ACAAGCTGATCCTTGTTAAGCTCCACGCTGCTGGATGTTCACACTGTCTGTCTGCTGAAG
GAGCATCCATAGCTGCTGGTAGATCTGATCTATAAGGCAGGAAGAGCGGCAGCAGCTGGT
>BJ737703 ID   BJ737703   standard; mRNA; EST; 749 BP.
CTTGATTATAGCAATAATGCTAATTTACATCCGTAGCCCCGAAATAGGATAAAACAAGAG
CATTATGAGACATTCAAGAAGACTTTAAATCACATGAAAAGCACATTTTCAGGACTGCAC
AATAGCAGAAGGTTAAAAATCAAATATTTACAGGAGCGGTATGTTTGAAAGCAATGGTTG
AGGAGACTTTTGGAGGATCGCAACGTGGGACATTCCCAAACGGAGAACGGGAAACTGTTC
CAGATGGCTCTGGTTTACAGGAAGAGGATTCGTTTCAGAGACTGTTTTTTCTGTCACAGT
CAGGTCCCGCTCTTCTTTGGAGAAAGTCAGACATGGGAGGCGGTGCAAGTCCTTTTAAAT



GTAAAGCCTGTAAAGTAAAAATGGAAAGTATTCCCAAAATTTAACAAGTCGTACTTTGTT
AAAGTGTTCCAAGTGTCACAGTAGTTTCCTATCAAATACCTTTAAGGATTATTGATATAA
AGTCCTGAACTTTGTTCCATTTTTCTTTTTCTAATCTGACTAATAAAAGTAAAATGGGTT
CCTGCAGAACTGCTCATGATATCAGACCTAAAGAGTAACAAATGTCAACTAAAGATTTAT
GTTTTTTAGAATGGCTTTTAACACTCTTATTTACTTTATTTAATTCTAACACGCCTTATA
TATATTTTATTACCTTCTGTCATTCATGCTGTTGTTTTTTACATTTTTGTTCCCTATTTG
ATGAATTTAAATTTTCTACTAATCCCTCT
>BJ737712 ID   BJ737712   standard; mRNA; EST; 652 BP.
AGAAGTTAACAGTCGATTTGTTGTGAGCTTGGCGTACGCCTATGAGACCAAAGACGCTCT
GTGTCTGGTACTGACTATCATGAACGGGGGAGACCTAAAGTTTCACATCTACAACATGGG
CACACCAGGCTTTGAGAAAAACAGGGTCCAGTTTTATGCTGCTCAGATCTGCTGTGGGCT
CACACATTTGCACAGAGAATCAATCGTCTACAGAGATTTGAAACCAGAGAACATTCTATT
AGATGACAATGGCCACATCCGCATTTCAGACCTTGGGCTCGCCATCAAAGTGCCTGAAGG
AGAACTCATTAGAGGCAGAGTGGGAACAGTAGGCTACATGGGTAAGCTATAACATGTTTT
TGGCCTTTTCAGATACATGTAACCTAGCATATTGCAACGCATTTTGATGTCTGCACAGCT
CCAGAGGTGATTAACAATGAAAAATATGCCATGAGTCCTGACTGGTGGGGGCTCGGCTGT
CTCATTTATGAGATGACCGCCGGCCGATCGCCCTTCCGCGCTCGTAAAGAGCGGGTGAAG
CGGGAGGAGGTGGAAAGAAGGGTCCAGGAGGAAGAGGAGGAGTATAACGATAAGTTTACA
GAGGATGCCAAGGCGATCTGTAGAATGCTGCTCACAAAGGACCCTAAGCAGA
>BJ737724 ID   BJ737724   standard; mRNA; EST; 690 BP.
ATTATTGTTTTTTAACTGAGAAAGGGGCTAAACACCCTATCCCAGACGCCGTTTTGGCTC
CATCTCATCGTTACAGGGACGCGTCTAACAAGTCCTTGGCAGAAATCACACTTGAGCAGA
AACCTGTCAGACAGCGGCGCTCAACCCTGAGACCATGCAAGGTGGTGCATGTTGAGTATG
AAGAGTCCTTTTTTGTTGAAAATGAATCTTTCATGAGTTTCTTCAGAGTTTGATAGATGG
GCTCCAGGAATGCTAGCTCTTGTTAAATTGCTTGATCTGCTCATCCTTCATGTTTCTGCA
TTCCTGCCTCTGCAAGGCTGCGTTTTCCTCTCTTTCGGTTCATCTCGCTGCCCACAACTT
CTTCTCCGTCTGTGTTGTCAAAGGACAGACTGAACTGGAGTTCAGCACCAGGTATCCCCA
CCTGTTCGACCTGCATGATCCGTGTCGCTGTCCGCATCCCCTATTTGGCGACGGTCTGGT
CACTGGCGGGAGAAGTCTCCGGAGTACTGAAAGTACTACATCTCCCAGCAACCCCAGCGC
ACACTTCCTGGAGGCCGCACACCTGACTCTCAGTCACTGAATCAACCACAGCATACTTAA
GCTCTGCACTGAGCCTCACTCAGCGTGAAGTATTGTTGGTGCCACTCTGCCTTCCTTACC
GAGCCTCATATCTGGATCTGATCTTCTGTG
>BJ737727 ID   BJ737727   standard; mRNA; EST; 678 BP.
GAGCCGGAGGTAGGAGAAGGGGATGCTTCCTTTGGAGAACCACCAGTCAGCATGGACACA
GAGTCTTCAAATGGCAAGGAGGGAACGGAGACGGCGGGCGAAGGCTCAGAGGCCGCCGAC
GCTCTCATCGGTTCGGGGGATGAGGAGAGCGGGCGGCAGTTGGGGGACGTGGAGCTGCAG
TGTGCTCTGTGCATGAAGTGGTTCACCGCCGACACCTTCAGCATCGACACGGCGTACGTT
TTTAGGCCTCCAGCAGCTGTGCGTCACTGACGGCTTCACCAACTCCTCCTCTTCCTCCTC
AGAACCTGTCTCCCCTTCATGACCAACTACGTGTTCCACTGCAACGTGTGCCATCACAGC
GGCAACACCTACTTCCTCAGGAAACAAGCAAACCTGAAGGAAATGTGTCTCACGGCTCTG
GCAAACCTCACCTGGAGGTCCAGAACGCAGGACGAGCACCCAAAGACCATGTTCTCCAAA
GACAAGGACATCATTCCCTTCATCGATAAGTTCTGGGAGTGCATGACGACTCGGCAGCGA
CCGGGGAAGCTCACGTGGCCCAACAACATCGTGAAGACGATGAGCAAAGAAAGAGACGTT
TTCCTGGTGAAGGAGCATCCCGACCCCGGCAGTAAAGACCTGGAGGAGGAGTTCCCCAAG
TTTGGTCTGTTGGATCAG
>BJ737731 ID   BJ737731   standard; mRNA; EST; 632 BP.
TCGTACGATGGCTGCGACTTAAGGACAAGCATCCCGTCTGCGTGTTTCATCCGGACCGAA
CCGGTTATGTGGCTTCTCCCAGAGAAACCGCCTGCTTCAGGCTGAGTTGTTGTTGGCACG
ACCGGAATGAAGAAAGTTTTGCTACAAGGCTTGATATTCAAAGTAAAAGACACCAGCTCA
TCACCTCCATATCAAGATATCCTGGATAGATTTTCAAATGAAAATGGAGGATATGCCTCT
CTCAGGCCCAGACAACACCAAGCTGGAGGCCTTGGTGAACGACATCTACTCTGAACTGGT
GGAAGATGCGTGTTTGGGCCTGTGTTTCGAGGTGCATCGTGCTGTGAAGCAGGGCTACTT
CTTTCTGGATGAAACGGACCAAGAGAGCATGAAAGAATTTGAAATCGTGGACCAACCAGG
AGTGGACATCTTTGGACAGGTGTACAATCAGTGGAAGAACAAAGAGTGTGAATGTCCCAA
CTGTAAAAGACTGATCGCAGCTTCCCGCTTTGCTCCTCACCTGGAGAAATGTCTGGGTAT
GGGACGCAACAGCAGCCGCATCGCCAACCGCAGACTCGCCAGCAACAACAACACGAGCAA
ATCGGAGAGCGACCAAGAAGACAACGATGACC
>BJ737733 ID   BJ737733   standard; mRNA; EST; 295 BP.
AGGAGCAAGAAGAAGAAAGGAGGGGAAATCGNAANAAAGGCCCGGGATTGTGGGTGTCGT
GACGGGGCCCCCCGGATTCTCGCCGCCGCTGGTCGGGGTCGTCTGGACTCCGAAGGCTGA
NGCGGGAGCGGCGGANCGGTCGACTCGAGGCTGGGGTTTCCTGCCACAGCTGCGGGATTG
TCACAGANCAGCCTTTCAGTCTTCGTGGGGCCTCGTATTGCTGCNTTTTCANAACTGTGC
ANAGCTCTGATCANCTGCTCATGGAAAGAAAACTTCCATGCTTGGATGGACTGAA
>BJ737746 ID   BJ737746   standard; mRNA; EST; 633 BP.



TGTGGACTCCTTTCAAGAAAAAGCTGTTTTAGCTCGTTTTCCCGGCGTATGTGTGCATAT
AAGCAGCGATGTCTTCAGTTCAGTCTCTGAGAGAGTTTATCAGCGAGCGACTCACTGCTG
CTGCTGAAGAAATCTTCAGACAGTTTGAAAAGACCATCGTCCAGTATGAGGAAGAGATCA
TGGATCGTCAGCACAGACTGCTGGATAATTGTAGCAGCTGGAAAAGAAACACAAACAACA
TAGCAGGAATTTTAGGTTGGGGCTGTAAAGACTATGCAGACTCTCATCATTAAATCAGTA
AACCTGGATGTGAGATATCCCAGCATTCATCTGTAAGGATNTCGTGGTCAACCCGCTGTC
CCTTAACCACCAAAAGGGCCCGGAGGAACCAGAGCTGAAGTGGATCAAGGAGGAACAGCC
ACAGCTGGGTTGCAGTCAGGATTGGAAGCAGCTTGGATCAGAGACTGAGGTGGATCTTTC
TGCCCAGATGTTCTCTGGTTCTGAAATAGAACCCAAAGCTGCTCAGCTCCACTTCCTGGA
CTCTCTACTGATCGAGAGCCAGGGTCCAGACCTGGAATCAGCCNAGAATCTGGAAATAAA
AGAAGAAATGAGCACTTATGGAGAAAGCTCTTC
>BJ737766 ID   BJ737766   standard; mRNA; EST; 653 BP.
CAGCAAGAGCTGCAGCTCAGCTTGCAGAACACGAGGAACCACTATGAGAGCACGTGTGAG
GAGTTAGAGGATCTGATGAAAAGGGTGAAGCACCCGTCCTACATCTCTAAAATGCAAAAC
TTTTTTCCGATGGAGGGTTTTCTGTTTTGCCAGGAGAAGCGCGCTCTGGGAGCATCATGG
GTTAAATATTATTGCAAGTATATCAAGGAGAAAAAGCATCTGATCATGGTGCCCTGTGAA
CAGAGGCCTTCAGTGAAACAGAGCCCGACGATTCTTACTCTGAAGTCCTGCATCCGCCGG
AAGACTGAGTCCATTGACAAGCGCTTCTGCTTCGACGTGGAAACCGTCGAGAGAAACGCA
CCCGTCACGTTCCAGGCTCTTGCGGACGGGGACAGGAAGTTGTGGATGGAAGCCATGGAT
GGGAAAGAACCTATTTATCATTCCCCAATTCAGAAGCAAGCTGAAATGGAGCTCAATGAA
ACTGGATTTAAATTTGTGCAGAAATGCATCAACTGCATTGAAACTGAAGGAGTCACACAG
GAAGGAGTGTACAGAACAGTTGGCAGCAACATCCAAGTGCAGAGGCTTTTAAATGCCTTC
TTTGATTCTACATCCTCAACAGATGTGAACCTTCACAGCAGCGACTGGGAAGT
>BJ737773 ID   BJ737773   standard; mRNA; EST; 275 BP.
AACGATTCANAACAGTATGTTTTTGTCTAATCTAACTGAGCTGGGTTTTTCTTTTTCTTT
ACATTTTTTTGATTGTTTTAATTTATTAAGTCTTCTAAAATCATTTAAATAAATTAAAAC
AAAGTACATTTAAACACATTATTTTAATTACCAAAATTGCTTAAAAGTGTCTACTTTAAT
GTAAAGNATTTATTTTCTTTGTGTGACTTCTTGGCAACAGTTTGTTATAATTGCAAACAA
ATGTCTTCATATGATGATATGAGGCACATCTGGNG
>BJ737803 ID   BJ737803   standard; mRNA; EST; 686 BP.
AACTGGAAAAAAGAAGATAAAGATTTTTCAGCCGGGGGTTCAGCTGGCAGTTCAACCGAA
GGCAGCGCAGAAGGCTTCACGAATTACGGAAACCAAGGCTTCCCCATCGGTTGAACAGAA
AGCATCAGCCGACACCGAGCAGAAGGTCGCCTCTGTTGTGGAAGTGAAGACGTCACCAGA
AGTGGAAGTGGTGGAGGACAAGTCCGGGCAGAAGGCCGAGGATGACTCTTTCTCTCCAAA
GTGCATTGGACCTGGTTGTGCTAAGAATGCTCAGCCAGATTCTGTGTACTGCGGCCACGA
CTGCATTCTGCGACATGCCGCCGCCGCCATGAAGTCCATCAGTGATGTCAAAGAGCCCAA
GGACAAGGCTCCCATAAGCAAGTCCACAGCAAAGGTGAGCAGTGCAGCTGGAAAGAGGAC
ACAGAAGAGAACGCAGGAGGAGTCGGACAGCGAGGAATCCCTGGGCCCGGGTCCTGATGA
AGACGATGAGGACGAGCATGCGGAGGAGCATCCGCCGTCTCCAGCCACTGCTTCCTGGTC
CAGCGACCATAATTACATTGCCGTAACACCAGAAAAGACTACACCCATATCACCAACAGT
GTTAAACAAAAAGTGTATGTATCTCTTTGAAGGTCTTCAGCTGTTGTTGAAATCACCGTT
TTTTCCATTTTATACGTATTTATATG
>BJ737804 ID   BJ737804   standard; mRNA; EST; 634 BP.
AGAGAGAGTACCCCAAGTTTCTCAAACGCTTCACCACCTACGTTCAGGAGAAAACCACTG
GGAAGCCCATCCTCTTCTGAACACCCCCAGGCTTTTCCTCTGCTGGAATGATCCAGAACA
GGCTCTGGAGGACTATCGTGATGCTTTTTCCTCATCTACATGTAGACCTCCATGCTGCAG
AACTGCATAGCCACGAGCCTGTAGTTGTAGTGCGTTAGTAGTTGCATCCAGTTTGACACT
ATCAAAAGCCAAGAAAATACCTTTTATGTGTTTTCAAAAGTTCCCAAAGCAGTTTTTCCA
AATCATTTGCTCTTTCTCTGTTTGTACATTTCTGATTTTTCCATAATTCTTGATGTTTTG
GAGGTTTGCTTTAATCACTAGTATTACAGCTGCTTGTTTTGCTGCTGCTAAACCATCACT
AAGGAGGACACTAGATCTTTCCAGCAACAGCCCTAATGAGATGTGGTTCTTCATCTCCTC
TTCTTGTGTTTACTCCTCCCTCTTTGACGGAAGTCAGAGCTTTAGAAGTCCTTCTCATTC
TAAATGTAGCTTTCAGAGAGCACCATGTATTGTACAGAGAAAATGGACTCCACTGTTGGG
AGAAATGTGAAATGACTGTTGAACTTGATGACAG
>BJ737822 ID   BJ737822   standard; mRNA; EST; 703 BP.
ACGAGCAGCGGCTTTGCTGTTGTTCAGTCTATAGTCGCTCTGAAAGATGTTTGCAGCTGT
GAGGAGAAACTTGGCTGCTCCTGCAAAACATTTGTCCTTTTCTGCAAGAAGCTGTTCCCT
TGGCGCAGCCACGGAGCGCAGCTCGACGCCAACATCGCCGAGTTCCTGGTACGAGTACGG
CGCTCTGATGAACTGTGTGCAGTGACATGTGGGGACGTGGTTGCTAAATGCTTCGCCATT
GAACGGGAGCGTAGGGTGTACGTGGTGAAGATGCCCGTCTTTGAGATGCACTAGTGTCCC
TGTGGCGTGCTGAGGTGGACTCAGCTCTTCTGTTTTCCAGGATCACGTCGTCCTTGGAGC
TTTTGAATGGCTGCTGCTTTAATGTCTGATTTCCCCTCTTGACCTTTTCATGCTCAGTTT
TAAACACCGCACCAAAATTCTCGATTTGTATTTCACTTTAGCGACTGTTCAGCGCACGCT
GACCGTACCGCTGAAGTTTGCCGCGTCTGGCCTTCCTGATTTTTCCCTTTTCCAAGCAGG



TTGTATGGTAGCTGTACATGTTCATTCCATTCCGCTGACATTTTGGTTTCTGTCCCGGTG
AATCACTCACTCCTCACATGCTTTTACTGTAAAAACATCAGGTGAAAAGTCACCATGGCA
ACGATTAAAGGGTTTTTTTTCTCTTCCTAGCAGCTTCTGAGGA
>BJ737828 ID   BJ737828   standard; mRNA; EST; 573 BP.
ACACACACACACACAAACTTAGGGGTCAGCTTTTCTGAGTTTTTTGGCTCCAGCAGCAAA
AAGTGTGTTTTTAACTGATTTCGTGTCNCGCTACAACTAGTTCTGACCAAAAAGTANGGA
AAAAGCCCATTGANTGTATATGAGAACTGGANTGAGTGACTCCGCCCTCCCCTTGCGTTT
AAACAGGAAGTACCTGTTGGCTCCAAGAAGCCNACATCCCATAGACTTCTATTGAGAAAT
AAACAGTTATTACTCAGCCAAAATCTCACAATATTGTTTCCTTTAGTGCAACGTATTGAA
AATGAAGAACTGCCCAATCAGATGCCTCGATACAAAANTGTTGTCTCNTGTCNAACAATC
GAAACGTTTGANTGGCAGATTCTCTCANATCTTCNATCTAGTGGTAGGGGTGCGGCCCGC
CAACAAGCTCACTCCCGANTGGCCAGAGTGGNTGCCATAGAAACGACGAATCAAANTGGC
GTCTTGATTTTCTACGGGNGACATCACACTCACTCGGTCCGGTTCCCACTTACAGTCNNT
GCGTCCAGCANCTCAAGAGGTCACGCGGTCCCA
>BJ737833 ID   BJ737833   standard; mRNA; EST; 744 BP.
CGGTCAGTCGGTCGGTCAGTCGGTCTCTCGGTGGGATGCCGTTCACCTCCGCGTTCGGGA
CGCAGGTTGCAGCCATCATGGATGTTCTGACCAAAGCTGCGGTGGCAGAGATCACCAAGC
TAGCGGAGGAAGGGAGCGTGGTTTTGCGAATGGAGGTGCGGAGGAGGGACAGTGAGATCC
AGGAGCTGCGGAGGAGCCTGAAGATGAAGGAAGCGGAGCTCCGGGAAGCTCAAGAAGCTG
CAAGCCGAGTTAGAGAGGAGAAACAGCAGCACGAAGCTGCGGGGAGGAGGCAGCTGCAGC
TGGAAGATTGCAGATATTAAGGAGGATCATGAAGCAGACGCAGCGTTCCCCGCATCAGAA
CCTGCTGATTCCCTCCATGAGCCTCAGAATGGAATGTATGAGAACCAAAACTTCAGTCCG
GTCATCAAACAAGAGGCAGACGGTGAACTTCCCGTCAACACAGCAACAGACGGCGCACAA
ACGGACGTTTGTTTTCCTGCAGGGGGGCAAGGTGCTTCAGTCTGGCCTGCTACGATAGAG
GAAAGCTCTGTTGCAACTCAGCCACACATGCAGATTTCCCCGTTACGCGTTGAGCAATAT
TCTGCATGCAGAGACTCTGAAACTTCCTTTAATTTCTTTGCAGATGGCACAAAGAAAAGG
ACTGACTGCCTTTCTGTCCCATCAAACGTAGAAGTACCGATGCATCCTATTTGCACTGGC
AGTANTCTTCCTGCGTCTGCTCCT
>BJ737836 ID   BJ737836   standard; mRNA; EST; 750 BP.
GTCTTGCAGAAGAAGAGATGGATAACTTACTGGAATCGCATTCCTCACCGCCACCATCAC
CTTTCTTCTCTGCTATTTTGGCCGCTTTTCAACCTGCAGTGTGCGATGATGCAGAGGAGG
CCTGGCGGAGTCACGTCAACCAGCTTGTGTCTGACTCCGATGGATCCTGTGCAGTTTACA
CCTTTCAAGTGTTTTCATCGCTTTTCCAGAGTATCCAGAGTAAATTTTGTTTACTGACAT
GTGACGCCGTGAATTATATTGGCGATGGCTTGAGAGGGTTGGGATCAAAGTTCATTAAGT
CTTCTGAGATGCTGACCTCTTGCTCAGAATGTCCAACATTGTTTATCGATGCAGATACAA
TCATGTCTTATGGGCTTTTGGAAAAAATGAAATTCAGTGTGTTGGAACTTCAAGAATACG
TTGACACCTACAACAACAAAAAGGAGGCAGCTCTCAGTTGGTTAAAGGACTGTAAAGCAA
CTTTTCCCAGAAGCACTGAAGACTCAACAATAACATGTCATCCAGCGCAGCATGAGGAAA
AGGTAGACACTTTTGATTGGTTTATTTTTGTCTAAATTTATGCAACACATAACTGACAAA
ATGTATTACATTAGTATTGTAAAATACAGATTCAGTATGGACAGATTTATTCTGCTGAGG
TGCGAGTAGTAGATTTGTAACAGAAGAATATCAGTGCAGGGGATTCAATTTCTTTTGCTC
TTTCATGCTGTATTTTCCGCATTACTGTCT
>BJ737849 ID   BJ737849   standard; mRNA; EST; 620 BP.
TCCAGGAGGAGATTCCAGTATTACAGGAACGCCGTCATCGTGGCCAAGTCCCCTGCTTCT
GCTAAAAGGGCGCAGTCCTTCGCCGAGCGGTTGCGTCTGGGCATCGCGGTGATCCACGGC
GAANCTCAGGATGCCNAGTCCGACCAGGTGGACGGGCGACACTCCCCGCCGACCGTCAAG
ACCACGGGGGCCATCCACCCCAGCATGGAGATCCCACTGCTGATCCCCANAGAGAAGCCC
CCCATCTCCGTGGTAGGGGATGTGGGAGGACGCATCGCCATCATCGTGGATGACATCATC
GATGACGTCGACAGCTTCGTGGCGGCGGCAGAGACGCTGAAGGAGCGAGGCGCCTACAAA
ATCTTTGTCATGGCGACACACGGGCTCCTGTCCTGCGAAGCGCCGCGCTTCATCGAGGAG
TCGGCCATCGACGAGGTGGTGGTGACCAACACGATCCCTCATGAGCTTCAGAAGCTTCAG
TGTCCAAAGATCAAAACGGTGGACATCAGCATGATCCTGTCAGAGGCCATCCGCCGCATT
CACAACGGGGAGTCCATGTCCTACCTGTTCCGCAACATCGGCGTGGACGACTGAACGGCG
GCGGCGCTCGCTCGCTCACG
>BJ737876 ID   BJ737876   standard; mRNA; EST; 700 BP.
GTCATAAAGTAACAGCGTGGCATCAAAACAATCAAATGGGACAACCAAAAATAAACAGAA
AGTATGTTAAAAAAGAAAAAAGAGTTTCTATAATTTAATTATAATATTTTCATTAAAATA
GGAAAAAAAAGTTTAATCTTTTATCAAGATTGGCTTTTTTGACAGACGGCTAGTTGCGCT
GTTCTCCTGCAAAGCTCTACTTTCACGCTTTTACACTGAAACAATCCACATGTGCGTGCC
AAGCTGTACCTCAAAGCTTTGTTTGAACACAGCTGCTTGTAAAGTTTCATGCAGTCACGT
GTGAGGCCTCCTCCTCTCTGCACTCACAAACCTTCTGCTCAGGGATCCACAAAGGTCACA
ACCAGTGCAATCCCACACAGGAGACCAAGCTGACAGCTTTCTTAGGGACGAACCCCACTT
TGCTCAAAGGCACCTCCATCCAAACTGTTTCAGTCAACTCAAATAGGCAGAGCACTAAAA
TCGGGAAATTTATCGATAAGGAACAAGAAAAAAACACAACAATGATGGATGCTGGATGCG



TGTGCGCTCAAGAACGTGCTAAACGTGCATTCTTTAATGTGAGTTTAGCCCATGGTGTTC
ACACTGGACAAGTAGGGAAGGGCTTCTTCTTCTTCTTTTGTTTTTTCACTGTTTACTTGG
GCTTGTCCACCACCTATAGGAGAGGAGGCTTGATGTGAAA
>BJ737879 ID   BJ737879   standard; mRNA; EST; 702 BP.
AGAAAAGGGGCAGGAAGCGTAGCAGTGGGGAGTTAAGTGAAAGCTCGGCGTCGACCCTGA
GCCCAGACCCCGATAACCTTCTTGGCCGTAGGATTCAGCACACCTGGAGGGAGAAGGGGA
ACGTGACCAAATGGAAGGGAACCGTTCTGGAGCGCCTGAGTGTGAACACCTCCCTCTACA
TGATCAAATACGACGGTTTTGACTGCGTCTATGGCATTGAGCTCTTCAAAGACAACCGGG
TGTCCAACCTGCAGGTTTTGTCAGAGAAAGTTGTAAACAACAAGATCAAGGTTCCTCCGG
GGGCCGAGGAGCTGGTGGGCAGAGCAGTGGAGCATCTGTTTGAAAAGGAGGATGGGGAGA
AAAACGAGTGGCGAGGCATGGTCCTGTCCCGCGCCCCCATCATGACCCACTGGTATTACA
TCACCTATGAAAAGGACCCGGTGCTGTACATGTACCAGCTGTGGGACGACTACNAGGACG
GAGATCTGCGTGTTCTGCCGGAGTCGGAGAACAGACATCTGCTGCCTGCAGACAGGAAGC
CAGGTGAGGAGCCAGAGAGCCTTGTGGGTAAACAGGTGGAGTATGTCACAGATAACGGTC
TGAAGAGGACAGGCTTGGTCATCTACCAGGTTCCTGCAAAACCCACCGTATACTACATAA
AATACGACGATGACGTCCACATCCACGTCTACGATCTGGTGA
>BJ737880 ID   BJ737880   standard; mRNA; EST; 236 BP.
GATCTGTCATATATAAAAGGAGCCAATGCAAACTATGTCAGCGACGTANAAAGTGACGAG
GACAAACCATCTTATTATCAAGCCTCGCCAAAGTGGCGCTCCACCAGGCTAACCAGGGTG
ATGCTGAAATGCCATAAAGCCTGGGATGAAAACTGGAGGAGTGGAATTGAGCCAAAATTA
CACTCAGCTGGCTTTACTGAAGGAAACCCACCACCAGTCAAGAGCTGCTATCTGGC
>BJ737888 ID   BJ737888   standard; mRNA; EST; 621 BP.
AGCGAGTGCGTGCGTTTGTTCATCGCCCCGTTCCACTTCCCCCACGCCCGACTGGTGGAC
ACGTACAAGGGCCAGCTTAGAGAGGCCATCCGGGACATGGTGCTGCGCTGCCCGCAGACG
CTCTTCATCTTTGACGAGGCGGAAAAGCTTCATCCTGGCTTCATCGATGCCATCAAGCCC
TACATGGATCACTATGACAACGTGGATGGAGTCACCTACCGCAGAGCCATCTTCCTCTTC
CTCAGTAACATCGGCGGAGCAGCCATCAATGATGTCGCGCTGGACTTTTGGCACTCGGGT
CAGAACCGGGAGGACATCGGTATGGAAGACCTGGAGCATCGCCTGCGGGCGGAAACNATG
GACTCTCAAGGTGGGTTTGCTCAGAGCGAGCTGATGTCCGGACACCTGATTGATTTCTTT
GTGCCGTTCCTGCCTCTGGAGTACCGCCACGTCAAGCTCTGCGCTCGGGACGCCTACGCG
GCCAGAGGCATCGACGCCGATGAAGCAACGCTGGATGAGGTGGCCAAAGCCATGCTTTAT
GTCCCCAAAGAAGAGAGACTGTTCTCAGCCCAAGGATGCAAGTCCATCCCACAGAGGATC
AACTTCTTCCTGCCGTGATCC
>BJ737905 ID   BJ737905   standard; mRNA; EST; 733 BP.
GTCACCTTCATCAGCGACGACGCTCCCGGAGACGCCAACATGCAGAAGTTACTGAAGTCT
CTAATGGAGCCTCCAGGTTTTGGGACACGCTGCATGGACGGATACTCCATTCCAGAGTCT
CCCTGCACGATGGGTGATGAAGACTGGCACAACCCAGACGTTCCTGAGAGTCTCCAGCAG
TTGTTTAGTTCTGGAAACTGGACCATGGAGAACCCGTCCCCAAGCTGCTTCTGCGCCTCT
GATGGCAAGAAGAGGATGCTGCCAGACTGTCCCGTGGGAGCAGGCGGTCTGCCTCCCCCT
GAGATGAAGCTGAGCGCCACAGACACCTTACAGAACCTGACTGGAAGAAACATCTCAGAC
TACCTGGTGAAAACTTACGCTCAGATCATCGGGAAGAGCCTGAATAACAAAGTCTGGGTG
AACGAGTTCAGGTACGGAGGCTTCTCATTGGGTGCCAGGAGTACACAGGTGCTCCCACCA
GCTAACGAGATCGATGACGCCATCGAGAGAGTCCGAAATATCTTCGAGCTACAGAAGGGT
GCTGCTGCAGATCGATTCCTTGACAGCCTGTCCAACTTCATCAATGGTCTGGACACAAAG
AACAACGTTAAGGTCTGGTTCAACAACAAGGGCTGGCACAGCGTCCCGGCCTTCATGAAC
GTGATGAACAACGCCATCCTGAGAGCTAACCTGNCTCCTGGTGCAGACCCCAGCANCTAC
GGCATCATGTCCT
>BJ737906 ID   BJ737906   standard; mRNA; EST; 203 BP.
AAGTTGACTGGTTACATTTAAGAACTTTATTGGTTTGTCTTTGTTGATTAGAACTTTTGA
ATTGTCGATTTCATACACAGCATTACAAGCACTACAGTGACAAACACTGTGCCCACTGCT
TCTAGCCTGTAATGTTGATGTAAATACCGCATTTTAGAAGTCTTTTTTTTTNATTTTTTT
TTTANCCGGAAATTNGTTTTNAG
>BJ737912 ID   BJ737912   standard; mRNA; EST; 725 BP.
TGATTGGGCTGCCACATTCGAAAGTCCTGGGACTTTAGTGAAGACGGAGCTCATGCTAGG
CTTGACAACTTTCTTCGTGATGGTGTGTACAGATATGAAAAAGAGTCTGGCAGGGCAGAT
GCTCCAAACACAAGCAGCCTGTCTCCCTACCTTCACTTTGGCCAGCTCAGTCCACGCTGG
CTCCTGTGGGACGCCAAAGGAGCACGCTGCCGGTCTCCAAAATTTCAACGCAAACTGGCG
TGGAGGGATTTGGCATACTGGCAGTTAACGCTGTTTCCCGATCTTCCCTGGGAATCCATC
AGACCTCCATATAAGGCGCTGAGGTGGAACACGGATCGCAGCCACCTCAAAGCCTGGCAG
CGAGGTAAAACAGGCTACCCTCTGGTTGATGCAGCCATGCGGCAGCTGTGGCTGACCGGC
TGGATGAACAACTACATGAGACACGTGGTGGCATCTTTTCTCATTGCATATCTCCATCTT
CCATGGCAGGAAGGCTATCGCTGGTTTCAGGACACCCTGGTGGATGCCGATGTTGCCATT
GATGCGATGATGTGGCAGAATGGAGGCATGTGTGGCTTGGACCACTGGAACTTTGTCATG
CATCCTGTTGATGCAGCACTGACCTGTGACCCCTATGGCCACTACGTCAGAAAATGGTGC



CCAGAACTGGCAGATCTTCCGGATGAGCTCATCCACAAACCCTGGAAATGTCCTGCGTCC
ATGCT
>BJ737919 ID   BJ737919   standard; mRNA; EST; 721 BP.
CACGCCCTCTACCAGAGACCCCGCCCGTCCTTATTGAGACTGATGTCAGGAAAAATCCTC
CTCTGGGTTTACATTTCAAACTCTTCTCACACACACCCAAAACCCTACACACACACCCCT
CTTCAGAGTAGTTGTAGAATTGTTGTACTGCCTGTACTGTTTGGGCTTGTTTTTCACCCC
TCCTGCACTTCCTCTCTTCTCTAGTTTTGGGAAGAGAAGGAACCACAAGTGCCGGCAAAC
AATCCCTGAGAAACGCCACGGGCAAACCCAAGCACAACCAGGTCCGGGAGTCCGGGTGAC
CCGGAAACAGCAGGAATGGCTGCACAGCCCGAAACATTACAGAAGTCTTACAGAAAACGC
AGGAAACAAATCAGTGGAGTTAAAGTTGTTTTAATTCAGGTCTTCTAGAGTATATTTCTA
TCTGAGTCATTTATAGATAAATATATAGATACATATGTACACATCCATACAGGCAGGAGA
AGACAGTCTGATGGAGATGAGATACTTGAAGGACTGTCTTTGTGTCCGTTTACCCTGAAA
CAGAGCACACTGCCCAACACCCTCAATGCCTTCTGCCCTGCTGACCCCAGTCTGTGTGTG
TGTGTGCAGAGAATTGTGTAAGCAAAGGTGTGTGTGTGCGTATGAATGTGGACGTGTGTG
CAGAGAATTGTGTAAGTACAGACGTATGTGTCCACATGTACGTAGATGTGTGTGTGTGCA
C
>BJ737944 ID   BJ737944   standard; mRNA; EST; 724 BP.
GGCACGAGGGAGACGAGGGCTGCTCCCTAACGCCCCTGCCCAGTCTGCTGCCTAAACACA
CCTCACACACATTCCGCACCATGGCTGCCACGGACGTAGACGTCTTTTCGAATGAAGAGA
AGCGAAACCTCAGCTTGGGTGGCCATGTTGGATTTGACAGCCTTCCTGACCAATTGGTCA
GTAAATCGGTCACGCAGGGTTTTTGTTTCAACATTCTGTGTGTAGGTGAGACTGGGATTG
GAAAATCCACGTTAATGAATACTCTCTTTAACACCATGTTTGAAAACGAAGAGGCGAGCC
ACTACCAGAACGGTGTCTATCTAAGGCCAAGAACATATGATCTGCAAGAAAGTAGTGTTC
ACCTCAAACTAACTATCGTTGACACTGTTGGCTTTGGTGACCAGATCAACAAAGATGAGA
GCTACAAGCCCATCGTTGACTACATTGACACTCAGTTTGAAAACTATCTTCAGGAGGAGC
TGAAGATCAAACGATCCCTGTTTAACTATCATGACACCAGGATCCACATCTGTCTGTATT
TCATTGCCCCAACGGGACACTCCCTCAAGTCCCTGGACCTTGTGACTATGAAGAAACTGG
ATAGCAAGGTCAACATAATTCCCATCATTGCTAAAGCGGACACAATCTCCAAGAGCGAGC
TCCATAAATTTNNGATAAAGATTATGAGTGAGCTGGTGAGCAACGGCGTGCAGATCTATC
AGTT
>BJ737946 ID   BJ737946   standard; mRNA; EST; 746 BP.
TTTTCACCCATTTGTGCCGGAGTCGCACCTCACTGGCAAGTTTCCAAAGAGTTTCTGGTA
CTGGAGTTACTGCTACTACCCCATTGTAGAGGGCCCTCAATGCTGCTCGGATCTGTCCGT
GTCCTTTCATTACGTGGACGCTGCAGGCATGTATCTGTTGGAGTACTATGCCTACCACCT
GCGTGCCTTTGGCTACAGACACCGGTACCAGTCCCCCACCCCAAAAGGTTTGAGACTGGA
ACAGTCCGGAAAGCATCAACATGAGCTGACCTCTCAGGAAAAAGAGCGAGGGCAGGTGGA
GCACAAAGAAGATGGCCCCCCCGGAGATGCTCGGGAGCCTCCGGCAGCTCCACAGGAGGG
AAACTGACACTCGTGCTGTGCAGGTGTGTTGAGGGAGCCTGTTTCAGTCCGTCATGACGT
CCCTGGCTCAGAAAATTGGTCTTCTGTAATCGAAGTTTAATTTGCACAAAAGCAAAAGTT
GAAGGACTGCTTTTCATGTCAACTGTGACTGCAAGACTGTTCCTGGTGTTCCTGACCGGT
GGGCTGGCTTTACCTTTGTCTTAACGGGCGTCTTCTTTAAAGGCGGGGCCTTTTCTGAGC
CTGCTGCTCTCATTGTGGAGCTGAAGTGAACAGTTCAGGCGTTTCCCTTCCCACTTTCTT
TGTTCATTCTTCTGTTCTTCGTTACTGCTGTTGCATCAAAACTACCACTCTGTTGTTTTC
CATCTGCTGGAGCATCTGACCTCACT
>BJ737950 ID   BJ737950   standard; mRNA; EST; 737 BP.
AAGGGATGATGTGAAATGAGGACAGGCCTACGCGGGCCTTTTGCTTACTCAGGGTTGTGA
TTTAAACCGGAAACCCTTTCATGGGATCTGGACTGAACTGGTACTGATTAAGCTTAGCTT
GGTTGGGTGTTTCTTCCGTTTTCGGTGTGGTGAGAGAAGCATCGTTCAGAGTTTGAGCTT
ATTGAGTAAATTGAGTTAATTGGAAAGTCGATTTTGTTCAGGCCGCTGTGAAAGCTCATC
TTGAATCTGTTGGATCCGTTTGCTTAGAAGAATCTCTCTTCCATCTATTTGTTTATTCTT
CTCCTTCTGTTTGTCTCTGGTTTTAGGAGCTGAAATGAGTTTAAATGTTCAAACATTTTT
TAACTTTGATCCCTGTCAGCACAGCAGAGCCTTCTTGAAAACAAGATTCTGTTGGTTCAG
AAGCTTTTGTGACTCCCTGGTTTCATATCTTCTAACCTGTTTTAAAGGTTTCTTCTGATA
CCAAGTGAAGACTCTTCCTCATCATGGTGTGCAGACTTCAGTTTCTGCTCTCACAGCTGT
AAATTCAGCCGTTTTAACGATTTATGATCAGATTTCAGAGCCTCCTGCAGAAATGTTTCC
ACTGCAGCAGACGTGATTGTCCTGCAGGATCTCATTACTTCCTGTCCCAGCATCAGCTTA
ACTTTAGAAAAGTGTCTTTATTAAGCTTTTTGACCTCTGAAATCCATACGTTAATGGGCT
ACATCTGACCGGATGGT
>BJ737954 ID   BJ737954   standard; mRNA; EST; 425 BP.
GCCTCTTTTGCTTTTTAACCTCTTTCTCCTCCTTCGCTCGAACACTCGAAGGCGCCATGA
AGGACAGAAATATTTGCACATTATGGAGCTGGGAGGGAAAGAAACGCGGGCGAGCGACCC
CCCCACGTGTCCTCACCGGTTCGCGGAAGCTCCAAGTCCGACCAGGCTTTTGTCGTGACC
TTATTTCTGTTAGAAAACACTAGTGGATCCATTTCATTTCAGGATGTTGGACTTTGACGG
CTCCCGCTTTCTGCTCCTCCAACCGTGATTGGATGGAGGATTATTTCAGATTATTGAAGA



GCACAAAAGGCCTGTGAACACTCGTCCAACCCCTCACCTAAACTGTCCTCAAACGGTTGC
ATCTGTGAAGGATTCCATGAACACTTTTGACATAAACGGTAAAACAAAAATACACAAAAA
AAAAA
>BJ737983 ID   BJ737983   standard; mRNA; EST; 709 BP.
GTGGCTGGACAATGCTCTGGTGCTGGATGCCCTCATGCAGATGGCTACTGAGGAGACTGA
ACAAAGCAGTACAGAGTCATCAGATGAAAGTTCTTTGGCCACCAGCCCCCTGAGACACAG
ACTGCCTCAATCCATGAAGATTGTTCATGAAATTATGTATAAAGTAGAAGTTCTGTATGT
GCTCTGCGTTCTTCTTATGGGCCGGCAAAGGAACCAGGTTCATAAGATGCTGGCTGAGTT
TCGGCTCATCCCAGGACTCAACAACCTGTTTGACAAGCTCATCTGGAGGAAATACACATC
TTCAAACCACGTTGTGCATGGCCAGAATGAGAACTGTGACTGTAGTCCAGAAATATCCTT
CAAAATCCAGTTCTTGCGACTTCTTCAAAGTTTCAGTGATCACCACGAGAATAAGTATCT
CCTCCTGAACAGCCAAGAGCTTAATGAACTGAGTGCCATATCCATGAAGGCCAACATTCC
AGAGGTGGAGGCTCTGGTCAACACCGACAGGAGCTTGGTTTGTGACGGCAAAAAGGGCCT
CCTCACACGGCTCCTTGCTGTCATGAAGAGGGAGCCTCCTGACTCATCCTTCAGATTCTG
GCAAGCGAGGGCTGTGGAAAGTTTTCTCAGAGGAGCCACTTCTTATGCAGATCAAATGTT
TCTCCTGAAGAGAGGGCTGTTGGAGCACATCCTGTTCTGCATCATAGAC
>BJ737988 ID   BJ737988   standard; mRNA; EST; 606 BP.
TCATTGCTCTCACCAGAGAGACACACAGCACTGCAGAGGGAACTTTGGCGTATGTGTCTG
AGAAGAATGGCGAGCTGTACATCAGAGCGCGCAACGGTTGGCGCAAAATCCCGCTGGGAG
AGCTGATCCACTATGGACCATCATCAGCATCAGCAGCAGCAGCATCAGAGTCGTCTCAGG
CTCTCAGCAGATCTGGAGATTGGAGTGGAGCTATCAGTGTCCATAGCCAGGAGCTGCAGG
ATGGCACCAGAGGGTATCAGCCAAGCTACAATGTCTTTCCACAGACCATCAACTCTGTTC
CTGGGCTTCATCTGGTAGCCCTGAATGCTCCCCTAAAAGGAGACATGCGCGGCATTCGTG
GGGCCGACCTCCAGTGCTATCAGCAGGCACGCTCCATGGGGCACACCTCCACCTACAGGG
CCTTCCTGTCCTCTCACCTCCAGGATCTGGCAACCATTGTGAGGAAGGCAGACCGCCACA
ATCTGCCCGTGGTCAACCTGAAGGGCGAAGTGTTGTTCAGTAGCTGGATGTCGATCTTCT
CCGGCAATGGAGGCGTCTTTGAGCCATCTGCATCCATCTACTCTTTCAATGGACGTGACG
TGATGA
>BJ737998 ID   BJ737998   standard; mRNA; EST; 217 BP.
TCCAAGTCGCGGGGAGAGCAAAACACCCAAACAGAAAACCTGCCAGTGCTGCTCCGTCAT
GTAAACCATCTGTTGTCGTCCATTCCATCTCTCTGCTGAAGAATTCACTACATTCCTCCA
GTCTTCTTTTTATGCATTCTTCCACATTTGCTGCATTCATACACTACATTCAACCTGCAC
TCACCAACTTCATCTTTTTTTTTTTTTAACAAAAANA
>BJ737999 ID   BJ737999   standard; mRNA; EST; 698 BP.
AGCAAGCCCACCACCCAAAATGAAAAATGTAAAACCATCTGAGACAGTACCGTCTATCCA
CTTAGTGAGTGCTGGGGCCAAAACATATGCCATCAATATTGAACAGACAATACAGCAGAC
CGGGAATCTTAAATCTGAAGAACAATTAATCTCTTCAAAACCTCCAGGGAACTCACAAAG
TCCAATCTCCTGTTTAAATGACACAAAAACCCCGTTGGAAACCAATTCTCCATCCCTGAC
AAAAACTGATTCAAATAGTCAACATGCTTCCATCAAAATGCATTCTATAAAGGAAGTCTC
TCACAACCCACAAACTGCAACATCTTTAAGTCCTGTTTGTTTGACAGGGTTGTCCAAAGA
GCACAACCCCCCCACCTTAAACCCTCTTTACATTAATACGACTGTTGATGCTGCAGAGCA
GCCTTTTGAACCAACCCTTAAACACATCTTGAAACCAAAAATCAAACTTCTCTCGACCAA
GGACACATTAGTCACTGAAGTACAAATGCAGCAACCAATCAGCCATGTGAAAAACAACTT
CTCATCTGATTCAACTGCAAAAGAAATCAACTCCTCCCATTACCCAGAAGCCAGCATGTC
CAGCTTTTACACTAATCCACTTTTATGCAGCACACCTAATCTCCCAAAAAACGGTCCAAT
TAAGCATGAAAATCCAGCACCTGAAGAAATACCAGCCC
>BJ738001 ID   BJ738001   standard; mRNA; EST; 688 BP.
TTCTGCACTCAGAGCCTGCAGAGGGCTTAGCTGCTCCGTTTTGCACAATGGAATCACCTC
TGTAATTGGGGGAATAATTTTCTACCTCATTTGCAATAGTATGATACTCTCATCACTGTT
AATAATGCATAAGCATCACTCATGCTGAGTATTTACCCCTCTACATTAATTATCTGAGCC
TCAGTTGGATAACAGCTCTGCAACATGCGGCTGAAGGGACTTTTGCCACCCTGCTGGTAA
TTACATGATATAAGTCAATGATTGCTGTGAATATGTCCAGCAGAGGTGCATCTGCGCTTG
TTGTTTTTTTTGCTTGAGGTAATGTCTTAATAGTTTCAAACACCAGCGCCGACTGTTAAC
CCTTTGGATGCCGGCGCAGGTTTTTTTAGAATGAACTATTGCCACTTTTTTGCACTCATT
CTGTCTTTGTGTTTGTGCTGACAGCAAAGCGGGCATTAGTGAGATGTTTGAGGGCCATCA
CGGCCCCATCACAGGGATCCACTGCCACACGGCTGCAGGACCGCTGGACTTTTCCCATCT
GTTTGTGACTTCTTCTTTCGACTGGACTGTCAAGCTGTGGAGCACCAAGAACAACAAGCC
TCTGTACTCGTTTGAAGATAACTCGGACTACGTGTACGACGTCATGTGGTCCCCCACGCA
CCCTGCTCTGTTCGCTTGCGTGGACGGC
>BJ738007 ID   BJ738007   standard; mRNA; EST; 172 BP.
TTTNTNTNTNACTCNCNNTCTNTNTACNCANACNCTNCCTCTCTCTCTCTCANACACACA
CACTCTCTCTCTCTCTCNCCCAAAAAAAGACTCTGTCACNCTANANCTCTCTCTCTCTCT
CTCTCTCTCNCACNCTGTGTGTNTCTCTCTCNCCCTCCCATCTCTCNCTCTC
>BJ738020 ID   BJ738020   standard; mRNA; EST; 106 BP.



AGAAATCTGATGGTAGCTATTTTATAGCCTATCTTCAGCCCATCTAACATTAACCCTGTG
AAGCCCACTTCATTAAACAATTGACAGAAAAAAATCAAAAAAAAAA
>BJ738022 ID   BJ738022   standard; mRNA; EST; 280 BP.
GCGGCGGCGGCGGCGGCGGCGTGCACGGCCTCATGGTCCTCCNGGCTCTGCGGCTCACCT
CTGGACCGGGTCTCGNCTGCNNTGTGAGGAANGANGTGTCTGCANANAGATGGGANGCGT
GAAGCTGGATGAGTTTCTGTTTCCTCATAAGCCCCTCCCTCAACCGGGTGAGAGTCGGAG
CTGCATGTCTGCTGATGTTTGCAGAACCTCCTCTTCTCTGCTGCTGCACACAAACCGCAC
CGCATACACCCCCGTCAGTGTGNGTGGNGGGTCACAAANC
>BJ738029 ID   BJ738029   standard; mRNA; EST; 767 BP.
GATCTGGATCCAGCTGTCACCAAAGCCTCTGGACAGTGTGGAGAGAACAGCAGTGAGCTG
GAGTTGGTGTCTGATCAGATGACGCTGACGCTGGCATTCACAAATGACGCAAAGAAATTC
CGTCTGCAAGCTCTGAACGTCACCTTAAAGACCAGCTCAGGAGTGTTTGCTGACGGAAAC
GCCAACCTGAGTCTGTGGGAGGCGGCCATCGGCACCTCCTACATGTGCAACAGAGAACAG
AACTTCAACATCACCAACATGCTCAGTCTCTACACCTCCAACCTGCAAGTGCAGCCCTTT
GAGGTGAAGAAGGATGCTTTCAGCACAGCACATGAATGTTCATTGGATGACACCAGCATC
TTAATCCCAATCATTGTTGGCGCTGCTCTGGCTGTCTTGATTCTCATTGTAGTGATCGCT
TATGTGATTGGTCGAAGAAAGACCTATGTGGGATATCAGACCCTCTGAGTTCACTCTTTA
ATTGTCCCTGAATGTCACAAGGGTTCCCAAGCTTTGGTCTGAAAGTACATTTGTTTAATT
GGCTGTTTTATAAACTAAAAATCAAATCAAATGTGGATTTAGGTGTAAAATGAAAATAAA
AGAAAAACAGAAGTAGACTTAAATATCTGTCAGTATTTAAGCTACTATTGGTAAAGTACC
ATGAACCACATTTTAAAATCATTTTTGGTATCCATTCAGCCACTAATGTGTAGCTGCTCT
TTATATGGACCAAACTTGCTTAACCCCTATGATTTGTTTGCATTTCA
>BJ738033 ID   BJ738033   standard; mRNA; EST; 209 BP.
CAAGGCAAGAACATTGTGGTGGTGGGGAACTGGAACGCTGAGGAACACATTGACTGGGCC
AAGAAGAACGTTGCCCGGTCCTTCCAGCTCANGGATGATGGCGTGCAAAAAGTCAAATCC
GTTTCCCATTTCTACGGTCATGGCGACNAATGCNATCTGACAGGAAAGCCCANACAAGTC
ATCGTCAAGCTTAAATGTAAGGAGTCTGA
>BJ738039 ID   BJ738039   standard; mRNA; EST; 753 BP.
ATGATGTTGACCTGACCAATAAGGACAAAAAGCAGGTCATAAAAGCTGTGATGAGTGGGG
AGGGGGTCATCAACATGGTGGTTCGACGAAGGAAGTCGCTCGGAGGGCGCATCGTTACTC
CAGTCCAGATAAATCTGGATGGACATAAAGACAGTGGCATCAGTTTGGAAAGCGGAGTGT
TTGTTGCCTCTGTGGCAGCAGGAAGTCCAGCCGCCCGGGACTGTAATCTTACAGTTGGTG
ACAGGCTCTTAGCTATTAATGGGATGGAAATTGATGACAAGTCTCTCTCGGAATGCGAGT
CTCTGTTGAGGAGTTGCAGCACTCTCAGCCTTTCCCTTATGAAGTTTCTCCCACAAAGCT
GCTGTGGACAGACCTGCTTCGAGTCTTTGAGGGACTCTGAAAAAGCCCTGCGTCTTCAGC
CTTATGATTCTCACAATAGAAGCTGCAGGAACTCCAAGCACAACTGCTCCACTCAGACGG
ACATCTGCAGCTGCAGCTACTGCCACAGTGGGGATGAAGCATGTCGGGACACCTGCGACT
CCCTGCCCAACAGCAACTCGAGCGAGGTGTGAAGGACTGTGTGTTCATTGACTTCAAACG
AAGAAGTGGCCATTTTGATGTGACAACAGTGGCATCAATAAAAGAGATTACAGAGAAGGA
CTCTCACTGTTTGCTCGACATCGCTCCTCATGCCATTGAGCGTCTTCACAGCGTTCACAT
CTATCCAGTCGTCCTTTTCATTCGCTACAAAAA
>BJ738047 ID   BJ738047   standard; mRNA; EST; 739 BP.
ATGGAGCTGTTGATGAAGTGCTTCTTAAGTTTGGAACAGGCAGAGTAAGAGTGCGAAACA
CAATGTACGACTCTCTGCCCATTGTCGTTCATGGCAACGGAAAAACTAAAATGTACTTGA
ACTACCTGGGTAACTATGTTCCCAATGCATGGAACTATGAAAACGGTTGCAGTGGCTGTG
ATGATGACCTTCTGGACTTGACCCAGTTAGAAGAATATCCAAACGTGTTGGTCGGAGTGT
TCATCGAGCAGCCAACCCCATTCCTACCTGAATTCCTGCACCGCCTGCTGACTCTGGATT
ATCCCAAAGATAAACTTCAAGTATTTGTCCACAACAACGAGGTTTACCACGAAAAGCACA
TCCAGACCTTCTGGGAAGAAAGCAAGAATGTGTTCGGCAGTTTTAAAGTTGTTGGACCTG
AAGAGAACCTGAGCCAAGGAGAGGCCAGGAACATGGGCATGGACCTTTGTCGAAAGGATG
CCACGTGTGACTATTACTTCAGCATCGACTCGGATGTGATGCTAACCAACAGACAGACAT
TAAAGCTTCTCATTGAGCAAAACAGAAAAATAATTGGTCCCCTCGTCACCCGACATGGCA
AGCTTTGGTCCAACTTCTGGGGAGCCTTGAGTCTGGATGGGTATTATGCACGATCTGAAG
ACTATGTAGACATTGTCCAAAGAAAGCGTGTGGGCGTGTGGAACATTCCTTACATGGCAC
ATGTATACCTCATCAAGGG
>BJ738090 ID   BJ738090   standard; mRNA; EST; 750 BP.
ACTCTGAAGTTGACAAAAAAGGAGACACTCTCCGGATCATGGAGCGCCTGGATCGGCTGG
AGACTGTAGTGAAGCAGCATATTCAAGAGACACCGGGGAAGGACGAGGTCAGTCAGGCAG
ACGCATCGTTCTCTGACTCGTCACTGTTCACTCACTGGGGTCAAGAACTCAGCTCAGATG
ACCGCCGCGTGGCTCTCAAGATGTTTCAGTACTATGGATATAACACCTACCTCAGTGACC
GTCTGTCACTAAGCAGGCCAATACCAGACCTTAGGCCGGACGGGTGCAGAAACATTACAT
ATCCTCTGAGCCTTCCTCAAGTGAGCATAGTCTTCATTTTTGTGAACGAGGCCCTGTCCG
TCATCCTGCGGTCCATTCACTCTGCCATCAGCAGGACACCCTCCCACCTTCTTAAAGAGA
TCATCCTGGTGGACGACAACAGCAGTAACAATGAACTGAAGGAAAAGCTGCAGGATTTTG



TTTCTGAGACAAACAAACAACGACCAGGATTCATCAAGGTGGTGCGACACGACAAGCAGG
AAGGCTTGATCCGGTCCAGAGTGAGTGGATGGAGAGCGGCCACCGCCCCAGTTGTTGCCC
TGTTTGATGCCCACGTTGAGTTTAATGTTGGCTGGGCTGAACCTATTCTGCAGAGAATTA
AAGAAGACAGAACCCGCATCATTTCCCCATCATTTGATAACATCAAGTATGACACATTCG
AGATTGAAGAGTATCCGCTGTCTGCCCAGG
>BJ738093 ID   BJ738093   standard; mRNA; EST; 147 BP.
GNNNGGGCTGGANGTGGTATCCATCACCGACNACACCCCCGTGCCACACNATGNATGCCG
CCCANNGAAANCCNNGANGATGTGANGCTTGATGCCNNACNACANGANTCNTTTTTGTGC
TAATAANNNGNAATGNTGNGCANCTGT
>BJ738102 ID   BJ738102   standard; mRNA; EST; 457 BP.
AAAGGCTGAGGACTTCAATGCTACTTCACATGTTGCATATCACACACTTCAGCATTCAGT
GGCCTTTTTTTTACAACTGATGCAAGAGGGTTCAGTTATTTATTTTTGTCCTGCGATAAA
TATTTATATGCTTGGAAAAGCTATAACCAGCAAACAGCGGTCCATAGCAAAACAATACAA
TCTTTCTTCAAGTGTCCTTACGATGTTGGTCACATGTCCTGCCTGTGTTGTGCTCGGTTT
CTCTTCTCTCCGGTTCTTGGGGCTTTGGAGCAGTTGATTATAGGGGTTCAGGGGCTTTCA
GTGCACCTTTTATGACGCGTGTACAGTGCTGTTTAGTTGACTGTACGCTCAGCGACGATG
TAACCGCTCGTTTTTTCCCCCCCAAATGCTTGTACACGAAAAAGTGACAATCTGTCCACC
TTGTCCTGCCTGCCTTTGGTTTTTTTTTTTTTTTTTG
>BJ738106 ID   BJ738106   standard; mRNA; EST; 681 BP.
TGCATGATCACATCCAGTTTTCCAAGGAATTCAGTTCTTTTAAACATCTCTGCAAGTCTA
GCTATGAGGCCTTAATGCAACTTTAACAGGGTTCGATTTAAAAGAAAAAGTAGGACATCA
TGTTCAAAGCTGCCTCCTCTAACCAGAAAACGTGTCATTTTTTCTTTTGTAATTATGCAT
TCCTGATGATTGCTCTGACGTCTCACTTCCATCTTAACATCTAGCTGGTCACCCTGCTAA
GACTTAAAGCCTGTTGTTTACATTTTCTTCATGTGGTCTTTACAGGGCGGGAAACTTGCA
CAAGGAGTAGACAGCTCTCACTGTGAGTCAGTGAAGCACGAGTGGAAGAATATTCCAGTT
TTGATTAAGTCCAATCTTGATTTTTTGTTTTGTTTTTGCCATTCGTCTTTCCAGCTGAAA
GTAACTCGGGACCTTGTTGATCTGCTCACTTTGTGATTCCTTTTCTCATTCCGNGTGAAT
TAAATGAGTTTAATGAGAATGCTCCAAACTGACACCTGATGTTGCTCTGGGTTTTTATTT
TCAACTGGAAATACTCTGCGGATAGTTTCAGCGTTCATACGGAGGAACAGAATATGTAAA
ATGAATATGCAAATGCTAATGTCAAAACCGTTGCAGCAAAGAAATCCCCGTTCCTCAACC
ATCTCTGCCATTGTTTGTCAG
>BJ738110 ID   BJ738110   standard; mRNA; EST; 722 BP.
ATAGTATACACCATCAATGGTTCTGTATATTCCATGTACTTAACATTTCTTAACACATAA
ATATTGAAAATGGAAGGACCTGCAGGTTCTGTAGTTCCTTATAAAATGCTCCCACCATGT
TCTGATTTAAATACAAGCTCTTTCTTAAATACAAATACTTTACACCTCCAAAGCGCAGCC
TGAAACATCGCTGGTGTTTTCTGGAGCAGCCAAAGTCCTTTGTGAGAAAACACTTCTACT
CCCCGTTTGTTCTCCCAGTGATTCCGTTGTAAGGCTTGTGAATTATTCAAGCTGAAACTG
ATTACATCTGTGGCTCCAGCTCTGCAGGTGCATGGATAAGCAGGCACAGCCACGAATGTT
GCCGTTTGCCAGCTGAAGCTGGATGCAGTGCAAATTTATAATGAAGCTCCGCACTGTCAG
TCAAAAGTAAGCCGAACTTGGGGGTATGCAACCCCAAAAAATAAAAAACCCTGACAGGCT
TCAGTAGTAGAGCCGACAAAATCGTGCAACCATTAAGCAAAGTCACACGGTCTGGTACCA
AATGCTGTGCAGACGTTTTGAATTGTTCAACTGTTTCCCGGACATATTTGATTCCGCCGT
TTGTCCAAGATCTCTGTGTATTCGTTGCTTTGAAGCTAAAATCCCCCAAGCATATCTGTT
GCCTTGTACTTGGCAGCATGCAGCTTGGGAAGGTATTTTGGAGCTTGTAAAAGGGGTGGG
AG
>BJ738115 ID   BJ738115   standard; mRNA; EST; 753 BP.
TGGATGGCGAGGGGCCCCGCATTGGATCCGATGCCCAGCTGAGCATCGTGGTGAAGAACA
TGAGCTCGCAGCCCCGCCGGGCGACTCTGCACAGCCAGGCTGCCATCATGTACTACACCG
GTGTGCTGAAGAACGCTATAAAGAAGGATCAGATACTAGTGGAGCTTTTGCCCAATGAAG
AAAAGAGCATTGAGTGGGTTCTGCCGTACCAGCAGTACCAGGACCAGCTGGTGGATCAGG
CGGCTCTGATGATGACCCTTTCAGGAAGGGTCACCGAAACGAAGCAAGTGCTGGCCAACC
AGATGACTTTCAGGCTGCGTACACCTGACCTCAAAATAACCCCTCTAGGAGAAGCCGTGG
TTGGTAAAGAGATGTCAGCCAAGATCACCTTCACCAACCCGCTGCCGCGCACGCTGAAGG
GAGTGCTGTTCAGAGTGGAGGGCCTGGGACTTCAGAAGGGTCACGAAGTGGTTGTCGGGG
ATGTTGGCGGTCACTCGACCGTGACCCTGACCGAACACTTCATCCCCACCCAACCCGGAA
CCAGGAAGCTGGTGGCGTCTCTTGACTGTAAACAGCTCTCACAAGTGCACGGAGTGGCGG
ACATTGTTGTCCTTGAAAAATGAGAAACCTGTCCTCCCATAGATCCACTTTTTAAATCAA
ATTATATAGTTAGCTAACATCCAAAGCTCTTTTTTTTCACTGCTGGAAGATTTTTGATAC
TTCATGTCTTAACAGAAATATTGGCCTTTATTT
>BJ738116 ID   BJ738116   standard; mRNA; EST; 736 BP.
CTGGCTTCAGGACGTGAAACCTGTGAAGGATGATGATGTCAAAGAAGATAGAGATGATCT
AATCAAAGTCAAGTCTCGCTTGGAGGGGAGCTCTCTCTACAGCAGTCTCATTTCTTCTAA
CTTGAGAGGGAATAAGAATGGACTTCAGACTGAAAGCAGCACTTCAGAGGACGCGCTGCC
TTCCCAAGCCCCCTTGCTTACCCCCTTACTCCCACCGTGTCCAACAAATGCAACAAAAGA



CACACTGACCAAGCAGATCACAGAGGAAGTCCAGGCTTCAGAGGATATGGCCAGTGACTC
AAGCCCTCCACTTCCTACTTTTAACGACATCAAGCTGCCGGATTACTTGAAGAAGTATCT
TCCACAAGATCCAGCGGCTGCAGTTCAAAGTGCACACGGACAGGAAGAAGAGAAAACAGA
GATTCCACAGTTTACTGGGAAAATGGCAGCTCCAGTCTCCCCACCGACGACAGATTTGGT
TTCAAAACCAAATCCGGGGCTTCCTGACAGTGTAGCTTCATGTTTTCCTGGGATTCCTCC
AACCACACTCTCAACACTCCCTGACCTCAAGCAGCCCGTGACTCAGCCACATAAAACATC
TGTCAATGGATTTCGTAAGCGGCCTGGAAAGATGGTGTTGTTTGAAAATGCTCAGTTCAG
CGGCCAAGCATATGAGATTTACAGGGATGTAGCAGATGCTTCGTCCCTTCAGTTCTCACC
TCTCATTTCGGTGAAG
>BJ738118 ID   BJ738118   standard; mRNA; EST; 735 BP.
ATTTCAGAGTCCTGTTCAACGTTGGAGCGACATCAATAACATCTACTTCAGTTTCATGAA
ATGATTCTCAATGACCCAAGACGGATGTGAAGAGCGGATGGAAAAGGGACCGTTCACCCA
CAGCATGAGCTAGAAAAAGAATCCCACTCTGTCTTTCCTGTTCTCACGTCCCACTTTAGT
TTGGGTCAGATGCATTATCACAAAGCTTTTTTTGTATTATTGAAACCAAAGTTCCACCTT
GTACCTTTAACAACATCATCGACCGTTTTCATTTCTTCAAACAGCATCTTATGTGTTTTC
TGGACGTTCTAAATTAATCTTCAGACCTTTTTTTTTCCACTCTGAAGGAATTTCCATTCA
CTGGCCTCTAAATCTAAATCACTCATTCACAGTAACAGCTGATCAACTCTAAAATCTGCT
CATAACGTCTCAAATGTAGCATCACATCAGAGAAGAGGAACCATTTGAGTGACTTTATTG
AAGTGACTTTAAGAGTCAGTAGCTAGGTTTTCATCACACATATGCACAAAACTTCAATGA
AAAATCACAATTTTGCCATTACACTTTCCATTAAATCCTAATTATGTGAATAAACACAAA
CTGACTTAAGCCATAAGTCATTCAGAAACATGTGACCAATACTTTGATTGACAGTAGATC
CATTAAGATTTCTGCCACGGCACTAGCGCTCATCATCATCTATCAAAGGAGACGTCGGCG
TCTTCTTCAGGTCGT
>BJ738120 ID   BJ738120   standard; mRNA; EST; 667 BP.
CAGGGGCAGAAGATGATGAGTGGGACGACGAATGGGATGAGATGAAGTCCACCAGCGGTT
ACTCAGAACCAGGAGAAGGTGGAGCAATTCAGAGGGGTGGAACGCATGCCTCTTCAATGA
AAATATCTCTCAACAAGTTTCCAGGGTTCTCCAAATCTGGTCCAGAGCTCTTCCTCCTTT
GCAAGCAAGCTGCCAAAGGCAAAGAGAAAATATCCATTTATTTGGGAGAGGTTGGTCCCG
TCTGGTTTTACCCAGAAGCCCAGCTTGACTGTATTGTAGCGGATCCAAAGAAAGGTTCAA
AGATGTACGGTCTCAAGAGCTACATTGAGTACCAGATAACACCAAATACCACAAACCGGC
CGGTTAATCACAGATACAAGCACTTTGATTGGCTCTATGAGAGGCTCCTGGATAAATTTG
GCTCTGCCATCCCAATTCCTTCTTTACCAGACAAGCAAGTTACAGGCCGTTTTGAGGAGG
AGTTCATTAAGATGCGAATGGAGCGGTTGCAGGGTTGGATGACCAGAATGTGCAGACACC
CTGTTGTATCCAGCAGTGAAGTGTTTCAGCTCTTCCTGTCCTACAAAGATGAGAAGGACT
GGAAGATGGGGAAGAGAAAAGCAGAAAAGGATGAGACGGTTGGAGTGATGATCTTTACCA
CAATAGA
>BJ738142 ID   BJ738142   standard; mRNA; EST; 768 BP.
ATTTGGTGGGATTATTTTTCAAAAATGTGACCCGTCGTCGTGCACGTTGCACCTTCAGCA
CCAGCTGCTAATCCAGATAACGATTTGAGAGCGTTTCCTCTCTGCGTCCTTCTCTTTCGA
TGCTAACTGAGTTAAAATGTGCTGACTCAGCAGCAAATCAATCCATCGTTTTCTTCTCTG
TGTCGCATGACAGAACAGTAATGGACATTTTGGGGACACTTTTTCTCAAACAAACATTTT
GAAGCAGCTCCTCATTATGTAAAGCAACACAAATGAAATCCATACAAGTTTGGTGGCACA
TGTTTGGGTTCCTCTACCTGCAGCTCCTTTCATGTCTCACGATAAATGTCTGAGCGGAAA
TTATGTTCGAAATGCAAGTCTAAAAGTATTGAAATGTATTCAGTTTTCAGGTAAAAGTGG
ACCTAAACAAAAGAGGGTGAAGCTCATTGAGGATATTATTTGAACCTTTCTCTAAATAGT
TTTGCAGTCCTGTTTGGAGTCTGCAATGCTGTCTTGTGGAAATGACTGAATGTTGCTGCT
GATCGTCTGTAAATCGCCCTGAAAACACGTTTTTCAAGAAATCTGTGTAAAACACCCGTT
CAACAAAGTTGAAAATAATCAGGTAACAAATGTTTAGCACATATAAAGTGTGACATATCT
ATAGTTAGAGAAGATGAAGTGATGTTTGAGCTCCCTCTAAATGGAAAAACGTCACACCTC
CTTTCCAGGCACACTTCTTCTGGACAAATGGAGCAGGAAAACTGCTGA
>BJ738143 ID   BJ738143   standard; mRNA; EST; 705 BP.
CTGCTCTTCTACTGGGGCGGAGGAGTTCAGCTCCGCCTGCTGCGCTTACTGGTGCGACAG
CGGGGGGATTTGGTGCGACCCTGGCCCAACTGGACCGACCGGGCATTCTTCCCTCGCTAT
GCCCACTTGGATGAACTGCAGACGGAAACAGGAATGGCTGAGTCCCCACGCCAGCGCCGC
CAGGCATGGTCAGCCATCTACAAAGACAGTCGCTGCCGAATGGAGACCTGCTTTGACTTC
TCTCGCTGCCGGCGCAGAGGACGGGAAGGGTTCAGGGTTTACATTTATCCCTCGGAGAAG
AACGACCGCGTGTCAGAGAGCTACAGGAAGATCCTGGCCTCGATAGCTGAGTCACGCTAT
TACACCTCGGACCCACGAGAAGCGTGCCTGTTTGTGCTTGGCATCGACACCTTAGATCGG
GACCAATTATCGGGACAGTTTGTGTCCAACGTGGATGACCGCATTCGTGGTTACCCGCTG
TGGAACGAAGGGCGGAACCACCTGATCTTCAACTTGTACTCAGGCACCTGGCCTAATTAC
ACAGAGGACCTGGGCTTCAACATTGGTCAGGCCATTTTGGCCAAAGCCAGCTTGAACACA
GAACATTTTAGGCCGGGTTTTGACGTCTCCATACCACTCTTCTCCAAGGATCATCCGCAG
AAGGGTGGTGAAAGAGGCTGGCTGGTAAGGAACAGTACGCCACCG
>BJ738145 ID   BJ738145   standard; mRNA; EST; 727 BP.



GCGCTCGCGGAAGATGGCGACCGTACGGAGGCTGCTGAGGACTCACCGGAGCTGATACCG
GGGAGCCGGAAAGCAGAGACACGCGCTCTGAGCCCAGAACACAACAGGTCCAAACCAACG
ACAATAATGTCCCATCCCCCTGACAATGAAGATGGATACTTGGTTGCTATGGATACAGAA
GAGGATGGAATAGACGCTTCTGGGATAACGGAGGAAGCAGATTTAAAGATGGGGTCATGT
ACACAAGAAGGCTGTGTGGACAGTGGTGCCAAAAGAGAAGGGAGAACAATGGTGGAGCTG
CCAGAAGAAGTTCTTGAGTATATTTTGTCCTTCCTATCTCCATACCAGGAGCACAAAACT
GCCGCACTTGTGTGCAAGCAGTGGTATCGTCTAATTAAAGGTGTTGCCCATCAGTGTTAC
CATGGTTTTTTGAGAGCAGTCCAGGAGGGAAACATCCAGTGGGAAAGTCGTACATACCCA
TACCCAGGAACCCCAATCACTCAGCGGTTTTCACACAGTTCATGTTATTATGACCTAAAT
CAGTCCATGTATGTGTTTGGGGGCTGCACACAGAGTAGTTGCAATGCTGCCTTCAATGAC
CTATGGAGACTCGACCTCAACAGCAAAGAGTGGATTCGCCCTTTAGCCTCAGGCTCCTAT
CCCTCTCCTAAAGCTGGAGCGACTCTCGTGATGCACAAAGATTTATTAGTGCTTTTTGGG
GGGTGGA
>BJ738150 ID   BJ738150   standard; mRNA; EST; 585 BP.
AGCTTCTTTATGAAATTGATCGTCGCTTTTCCCAGCAGCCAATCAACAAACGGGTGTCAC
TGGCTTCACTGGTCAAGTTCTTAAGTATGTGGATTTGTGCTATTTGTATACAAACCTCAT
ACAAAAGTATTATATTATATTTATGAAAGGGAGGGTTATGGGGATTAAAACACCCTAAGT
AGTTTTTCTTTAGCTTANTTTGTTTCTATTTGCANTCAAATTATTACATTTTAATTTGTA
CTGACCTGCTCATGTGTTTGACACTANAATGATTCCACAAATCAGATGCTTCTCCCCTGT
GATCAACANTTTTGAACAAATGGACTCAATCTTTCCTCTGCTGGATACCATGGACAGCTC
TTGGCCCTTGCAGATAAGTTTGTAATGCAGGAGGAGGCGCTATATCCTCATCACAAAGCA
CCACTGATTTATAGATGAACTGGGATTGGGTAACTAACCAAACTCTTCATGGCCTTGTGA
TGTGGGGATATCAGTATTATCCCAACAGCAGGTTTCAGCTCATTGACAGAGCTGTTCACA
AGCATTTCACTTTTTCTCAGGGATGCTGGCATCTGGAAATCCCTC
>BJ738152 ID   BJ738152   standard; mRNA; EST; 658 BP.
ACGACCGGAGCTGGACCTCAGCACTCACAGCCCGTCCCGGATGCGTCTCCACTCCTCCGT
CAGGATGAAAGCCGTCTTCGTCGTGGTGGCGGCGGCTCTGATCGCGGAAAGTCTGTCGCT
TCCTTTGGCCAAAGAGGGGCAGGTGGAAGACATGGTCAAACGGTGTTTGGTTAAAGTTTT
TTCCAAAGCTCTGTCCAAGGCGGATTCCCAGCTGGATCCAGACTGCAGAGATCTTCTCCT
AGCAGGGGTCAAACATGCACCACCGGACAAAAACAGTGATGGGGGGACCGTTACCATGGA
GATAGCATCGCCTGGTCTCCCGCCTGTGTCAAAGCCAGCAGATGTGAAGGACGTTGAGGC
GCTTCTGAAATCTGTGGGAGGCATAACAGGAAACCCTGAAGATGAAGATGGTCTGGATGG
AGACCTGGACCAGAGAACTAAAGAGCCGGAAAATCGGGAGAAGAGGAGCCGCTGGAAACC
TGGAAGATACCATGCGAAGAGACCTAAGCGGGCAGAGGAAGAGGAGGATTATGATCGCAG
TCAGGAGAGCTGGGGTGTGATGGGAAAAAGATTAGAGAATGTTGAGGAAGATGAAGACAG
ATACCATCAAGGAGGAACTAAACACAATGAAGAAATGCAGGAAGAACCAGTGGAAGAA
>BJ738160 ID   BJ738160   standard; mRNA; EST; 725 BP.
CTCGGTTTGCATTTCAAGTGCTGCCCAAAGGGTCCGGGCGGAGGGCGGTCACTGTGGGGG
TTTACTGCTTACTGAAGCTGTGTAGCAGCGCCGTTCCCTGTCACTGTGACATGTTGCTGT
CTGTATTAGGATGCAAGCAAAATGGCATGGTGTGAGAGAAGCTTTCCTCACTGCTTTTCT
TCAGCAGAGAGACACCAAGAGAAGTGACCATCCATGAATTGTGATGAGACTTAAACCGGG
TTACTTTGACCAGGACACTTGAGTATTATTTCCTGTGCAATGAACTAAAGTTTCTCTGAA
CGGAAAACACTATTTTGTCTGGAGTTTGGTTGTACTTCGAGAAGCACACTGTGTCAACGA
GTTGAAGGCAGGTTTCTGATGCCTGTGCTGTTTACTATCAATATGTGCCAGTTATTTTTT
TGCCTCCAGTTTTGGTTGACATTTACAAACCCCCTGCAAAGGCTCCAGACCTTGTTACAC
CAAACAAATCTGCATTGCTGCTTACTCTTATTTCAATACAGTGCTCTGTTCAGCAGTTCT
TGGTCTGACGACCAAAGAATGTGTCTACGTTGTGTAGGTAAGAGTATTATTGTGCCTCAA
AACTTGGAAGTCACTTTTTGCGTCTCCACACACAAACGCACATCCCAGCAAACCTAAAAC
TCCACACTCATGCAAGAAAATATACTCCATACTTGAGCATGCAGTTACACACAAGTGGTT
AGGGA
>BJ738177 ID   BJ738177   standard; mRNA; EST; 728 BP.
TTAGCTGATGGCAGCGTCCGCTTCTCGGTGACCTGGCCTCACCCAGACTGTGAAGGATCC
CAGCCTGGAGTTCACACTGTGACGCCAAACAGCACGGCTAACAACGCCACAAGACTGTAT
GATGCCTACTGCTACAGAGGTAAAGTGGAAGAGATGGCTTCTGTTTCTCAGATCTACAGC
TCCCTGTGGAAGCCCTGGAGCTATCTCACAGGCTCCAGTGACGCTGACTCTGCAGCGACA
GATGGATCCAACCTGACTACACAACAAACCACTACGATCAGAGATGACAACGTTTCATCA
AACTGGACCGGACTGGTTGAGCTGGAGGACGACCCTTCTCTTCACTCCACTTCCACAGAC
CCCTGGTCCTCAGAGTCTTCAGGGTCATTTGTGACCCTCCAGCTGATGCCAGGACAGAGC
TCTTTTGACTGGGGTGACCCAGCAGAGGCCGGCCCAGATTCTAAGGAGTTTCTTCGACCT
CCAGTCCATCCAACCCCCACAGAGAAAAAGGTGATCTCAAAAATTGTGAAGTCCATTTGG
AAGCCGTGGAACTATCTGGCAGGGACTGACGATGAGGCGGGAACCCAGGCACCAAATGCA
GAGGAAAAGGACACAGCAACAAAAGAAACTAACTCAAATCCTTCCAGTGTAGCATCACCA
GGCCTGTTTTCTTGGGGGGAGTTCATGGTTCAGCAGTCCCTCAAAGGAGGACGTTTCGCC
AGTTAGTG



>BJ738178 ID   BJ738178   standard; mRNA; EST; 697 BP.
GTAAGCCCAGTGACTGTCTGCCTCCCTTCTCTTAAATGTAGCGGAGACTCGGTTAACCTG
ATCTGAGGGCAGCTCTCAGCTTCACGTTGCATCTCCAGAGCAGCAAAAGGATGAATTTGC
TGCGCCTGACAACTTCCTCGGCAGAACCTGTACCTTCTTTTTTTGGACAAACCCACAGCT
GACCTCTTTTTCTCACTTCATGACAACATTTGGATGCCGTTTGGGGTTTGGTTCTTTTGT
GGAATTGCTGTTGTGCTTTGTCTTGAATGCTGGTGAAAACCTTTCGCATTGCTGTACTTT
GAAGTTGTTGCTTGTTTTCACAGCCCCTACTGTGATGTGATGCATTCCTTGTCAGCTCTG
AACATCGCAAGACCATGAAGTGACTTTATTTAGTTCAGACCTGTCTGATAACAAAATCTT
AATAATTCTGTGTTTGCCTTTCTAATGGGCATGTCTATGCATTCATCTGTTCATATTCAG
CTAAGCTGTTGAGCTGGCAGAAGGTCGCTCTCATCTCGTGTTTCTATTGGTGCGTTTGTG
TGTTTGCAAGAGTGTTTGAGCAACAAAAAAGCGAGTAAGCTCAGTTAATGTAGTTGTTTT
TGTGTAGGTTTGAAAAATAACAAATTCATGAAACCTTATCTTATGCAACCAAAGTGCAGC
CAATGTGTCTGACGTAGATGTTATTTATTTTCACTGT
>BJ738187 ID   BJ738187   standard; mRNA; EST; 723 BP.
ATGGAGCTTCTCAGAGCCTTAGATCAGCGGTACATGCAGGAGACCGTCCTCGTGCGAGAG
ATTCTTGAAGTCCCGGTGACGGCACGAGACGTGGAAAGAGAGCATCACTCTCAGCTGAAG
CGCTGGAAGAAGAACCGCGGAGAAATCAATTTTAAATCGCCTCCGAGGATGCACGGCGCT
CGCATCATCATGTTGGCTGAGCCCCCCAGGCGCCAGGACCTGCAGCAGAACCCCACTATT
ATTCTCGAGGTGCCTGAACCTCAACCAGAGCTGAGGAAAGGCAAGGAGGAGAGGAAGAGC
AAGAAGAAAAGCAAGAAACCTCAGCTCCCAGAGGAGATACCTAATCCGTACCCTCTTCCC
ACTGACCCCTCTCCTCCTCCACCGCCGTTGGATCCACCTGCCCCACCTTCAGCAAACAAT
GTGATGCCGGAGGGGGTGCCACAAACTGAAACGGACTCACCTCACCAGCAGAAAGAGCCT
CCTACAGAGCCTCCTACTGCCACAGAAGCAGCACTTCAGCAATCCACACAAAGCCTTAGC
AGCACAGAGCTGGATACTTACCTGTAGCTTTGTAGAGGTATGGGTGTGTTTGTGTGTGCA
CGTGTGTGTGTGTATGTAGACAAAGCACCAGCACGTTACAGTCAGGAAGTAGCCAGCTTC
ACCAAAGTCTCTTGACTGGCTAACATCACTATTCTTTTTTTGTACAATTTTGTATTTAGA
TAA
>BJ738190 ID   BJ738190   standard; mRNA; EST; 378 BP.
AACCTACCTGGAGACCTTTCTGCTCCTCCAGCTGTGGAGGACAAGCACGAAAAATATGTG
TAAAATCATGCAACCTTTAAAAAGGATAAAAACAACAAAAAAAAAAGGTAAGCAAGCACT
GAGTTACTTCTNGGCACCTACTTGACAAAAGCGAANGAGGAAAGGNGGGAANATTGTTGC
GTCTTAAGTTGGCCANAGGGAAAAGGCCCTCGCTTTCCCTTCCNGCTGCAGGAAGCGTCT
AAGTTGGGCACATATGGATTTTCCCTGCAGTTTTCCTCCCCCTCCCACCTTCCGTTTTCC
ACACACCCTTCAACTCTCTCTCTCCCANGGNGCTCTCATTTCAGCTGACCAAGCATTTAC
CTGAGTCATGACGGAGGA
>BJ738194 ID   BJ738194   standard; mRNA; EST; 269 BP.
TACATTACCTATTCAATCTAAAGTGAGGACATGTGATAAAAACGTCAAGAATGTAAACAG
TAATAATAATAATAAAGCCTTTCATTATTAGTATACGCTAGGTGTGGCACGCGTTCAACA
CAGTTTGCATGGGATTGCGCAATCTGCCGTGATGCAGAGCTCAGTGCTGCTTCACCATGA
AACTTGCACTGTAACTGAACAGGAAACAGGAATAAAAATGACAAGAATCATACGTTCAAA
ATATGTTTTTTTTTTTTTTTCCCAAAANT
>BJ738198 ID   BJ738198   standard; mRNA; EST; 422 BP.
CATCCTCACTCTGACCTTCCTGTCGTCACGCCGGATACTTTCTTTCNAATCTGGCTTTCG
GTTTAGCAGGAACCTCCTCAGGACTCTCAAAGGACAAAGAGGAGATTAAAAAAAAAGGGT
GACGTANCTGGTCTTTACCTGCAGCAGACGGAGGAGGCGGGGGGTCAAGGATGCTGAGGA
CTTGGGATGCCAGATCTCCAGCTGCTGTGAACCAGGCTGTTGTGTAACCCCCCCACCACC
ACCACCACGCTTTCTGGAGTTTTTCAAAACTCTAAAATTGAGCCACAACATCCCAAACCG
TCCGGTTTCTGTTTGATCCGTGACAATCTTTGATATTTTCACCCACAAAACAAACAAAAA
AAAACTGNCGGATTTCACGCCATTCGTATAAAACCTTTTAAGGCATGAGAGGAATCTATA
TA
>BJ738204 ID   BJ738204   standard; mRNA; EST; 738 BP.
TTTTTAGGGATAAATTTGATGAAACGGATCGTCAGTTGGCGAAACTGTTGAAACTCTCTT
GCGAAAACGCAAATTTCTAATCAGTCAGTCGCGCAGAAGCAGCTCAAGACATGAGGAATA
TTCTACACTGAGCAACATGTCAAACTTCAGCTAAACCACGACTTGATATATATTATTTTT
TCCTGATGCCAGGTGTTGGAGAACGCCAGATGTGTTGGAATCAAAAGCCCATCTGTTACA
TCCCAGATATCAAAGGATGTTTTCCTAAAAAAGAGGGAAGGATGGCCTTTCGTCAAACCC
TTTGATCTTACCTTGTCTTAACAGTTTGACCCCCTCCTCCTCCTCCTTTAGGACCTTTGA
TCCGGATCACCTGGCAGATTTAAATCTGCTAAATGCTTTTTAAATCTGACAAAGACTCAT
TCTTAACCAGCTCTAGAACACAGTAGTGTTACAACCAAGGTCACATGACCTGATCTGATG
AATCTGAATCGGTGCTGCATTCACACAGTGGGGACAGAATTCCGAGTGAAAACATTTTCA
AACTCACACACACATTATGGATGTTATCAAGCTGCTGTGTCGCTGGCTGACTAAAGATCT
GCTCCTATAGGCAGTAAGAAAAAAGCAGAACGTGTTTGGCCTTTTTACCTATTTACAGGT
ACCAGATTTTATTTTGAAAATCGCCCCCCCTTGTCAAAACGTGATGTCAGGAGAGGCGCT
ATCTTTTGCCGCGCCGCT



>BJ738214 ID   BJ738214   standard; mRNA; EST; 716 BP.
TCTTCCTGGATACCAGGACATAGACTTGAGAGTGAAGTGGCCCAACGACATCTATTACAG
TAACTTGCTGAAACTCGGTGGGGTTCTGGTGACTTCCACTGTTCTGGGATCAACTTTTTA
TGTCCTCATAGGCTGTGGCATCAACGTAACCAACAGCAACCCGACGGTGTGCATCAATGA
CCTGATCCAGCAGTACAACAGACAGAACGGCTGCAGCCTGGAGCCTCTCAGCTGCTCCTT
ACTAATCGCTCGCACCGTAAACTGCCTGGAAACGCTCATCGGCCGCTTTCAGCAGGAAGG
TCCAGACGGCGTTCTGCCCATCTACTATAAGAGATGGCTGCACAGTGGAACTCATGTGCG
TCTCTGGAGCGATGAAGGACCGCAGATGGAGGTGGTGAGTCTGGATGACAACGGCTTCCT
GCAGGTCTACAGTCAAAGCCAGGGTTTGGTCTCCTTGGAGCCTGATGGGAACTCGTTTGA
CATGCTGAGGAACCTAGTGGTCATCAAGCGGCGCTAAGAGCAACATCCCTCATATCTAGC
ACAAGCAGCACTTCAGGAAAGAAACGGACGTTTAGACAGTTTACTTTTATTTGTCATTTC
TTTACTTGGTTACAGCACGTTGAAGTGACTCTTTTAGAAGAATCACCCAGAGTTTCAAAT
GTGAAGCACAAACCATAAATGTGTTTTTTAACTCCAGTTTATTCACATTTCAACAG
>BJ738253 ID   BJ738253   standard; mRNA; EST; 475 BP.
TGCTCGGATCAATCGGTCCCATTGAGATGTTCAAGTTGATTCCTCAGCAAAGAAAAGCGG
TTGCCAAGTTTGCCAATCCTCAGCATGCACTGAATTTCCAAATGAGCTTCCACAGGCACA
TGATTGACCTGTCCCACATCGACGTCTCCCTGATCGATGGATGAGGACCACAACAGAGTC
GGGCGTCTTCTACAAGAACTTCCTGTCTCCTAACGTCTCGTTTTCATCCCTGACGTTGGA
CGATTTTGTCACCTCTTAGGAACATCTCTGCACCATTGATCAATCCCCCCTTCCCCCCCA
CTTGGACTAGTGAACATTAGAAAATGACTCGTAAGCATGTACATATATATTCTTTGCCTG
TCAAGGCTTTGTATTTGTAAATGCACTAAATAGAGACTCTCAACAGTGAAACCTGCTTTG
GTGGAGTTTGTTAAACAGTTTTTTTTTTTCCTTCCTTTTTTCCCTTTCCCNANAC
>BJ738265 ID   BJ738265   standard; mRNA; EST; 433 BP.
CTTTCTTCATTATTCACATCACAGAAAAAGCCACTGNTTTTCTGTTTGTTTTTCTGAAGC
ATCATAGCTCCAATTTCCTGAGGTAATACGAACATTATTGTTGTTGGAAATGACTTAAAA
GCAACTTAATCTGCTAAAGCTGCCCTGATTTTTGACTAAATGGAAATGTAACATGGGTTA
AATTGATCAATAAAAACTATAAAATTGTTTTAATAATAACTAAAGTAAAAAAAAAAACNG
GAACNCCCAACAAAAATAACAGAAGACATTTTTCCTTTGATCAAATTTTCTAAAAAGCAG
ATGATGAAANGTCATTACNGCGGCCTTTAANGNCCTTTTTTGCTGNGTAAACAAAGAAAA
NGCTNGTTGATGAATATTGATTATCAAAGAGNCTAAAGACTTTTTTTTTNCCCAGTTNCC
ANGNCNANCANGT
>BJ738269 ID   BJ738269   standard; mRNA; EST; 770 BP.
AATTAAAGGTTTTCCCACCATTGTTCCAGTCCAGTGAGCATGACTGCATGCACCAGCACA
GGAAGGGTCAGTTTGGTTGTTTGCATGGGCGCCTGACTCTGACTGGTAGAGACATTTGGG
GGGGTGGGGGGTCCCTGTGATGTTTAGCCTCTTGGAAACCAGGATTTCTTGTCTTGCCAT
GGACATGCGGTTGGTTTGTTAATAGATTTCACACAGCAGCCATGTTTGAATCTGTTGATT
TTACACCCAGACTTGAATTTTGGGAAACTGGAGCTTCTGCTGAATAAAAAAGACGGTTTG
CAGATGCAGACGTGACGGCAAAGACAATGACGTGAAAAAACCCATTTGACCAAAAATGCA
AATGATATAAATCCTGACTTTTGTGGTGTTGAAGTCCAAATTGACTTCCCCGGTTCTGAT
TGGGAGTCAGAAGGATCCGATAGTTGAAGGTCATAATAATGAGACTTCACACCCTGAAAC
TTTGCTTCGCCTTTGCAAATGGAGAATTCCAGCACAGCTGCTCACATCTACTCCTCACAC
AGACTGTGCTAAAACTCCGCCCTCCCCTTGTCAGACGGCTCTTTTTATTGATCCACACAT
AATGTATGCATAACTTTCACTCTGCTCAGTTATTGTTAAACAAAGCCTCCAGGTTCACAT
TCCTCTTTTGACCTTTGTCTAAAGCTCTCTTAACCAAATCCTTCACTTGAACTCACAGGT
TATCACACACATGTCTCATGTTTGCTTGACTCACATATAAAACATTAATA
>BJ738279 ID   BJ738279   standard; mRNA; EST; 673 BP.
TGTCTTTGAAAGCGGAAAATGTCGGACAAACCTGCTAAACGACCGGGGGTCGGTGTCGGG
GTTCTGGTCACAGACTTGGCCCACCCAGGCTGTGTTCTTTTGGGGAAGCGGAGGAGCGAA
ATGGGCCGAGGAACCTACCAACTCCCCGGCGGGCACCTGGAGTTTGGGTGGGAAGTAAAC
TTGATCGCTTGACGTTTACAGACGGAACATTTATGCGTGAGCACCGTCTGTATTTGATAC
GTTTATTTTGAAGGAAACTGTCAGATTGTAGAACAGGAGCTTCTTTATGATTAAGAAATC
GTTTGTTGTGTTTGAAAAGTTTGCATTCACGCGCCTTTTAGATGCAAAAGTTCCCTTTTG
CCCCAACAGGGAGTTCACCCCCCCCCCTTATTAGTATTCATTTGTTTTCATTAAAACCTC
TATTAAAATGTTCTTTCTTTGAAGGAATTGAATTAAAAAACAATGTATTAAGTACTTACT
TTTTTAAAATTACAAACCTTTTATTTATTTATGCATAAAGAATTGCAAGGCTGACCTCCA
AGTTGCAGACCCTTAACCTGAAACAACAACAAGGATCGTCAAGAATTCATTTAAATCTAA
AAATGTATTATTTATTTCACAGGCAAAAAGCAAATTACATTTTTTTTTGTATAACTAAAA
GTGACTTGTTTTG
>BJ738310 ID   BJ738310   standard; mRNA; EST; 236 BP.
GCGACGACCTGCAGTCTCACTGGTGGAAACCCCCTCCCCTCCCAGCCCAGTCTGCTCTCT
TCTCCCGGTGAATCTCTGCCTCCTGAGTGCCAACAACAAACACAGGACCACCGTGTCTCA
CAGAAACCAGAAAGTGGGTGGAGCCTCCTCATCTTTAACTTTGGGGACTAAGAACTAAGA
GGAAAGAACTCTGGTTTTGACGGGGTTTTTTTTTTNGNATAAATCTAAAANGGGAT
>BJ738325 ID   BJ738325   standard; mRNA; EST; 165 BP.



ACCTCTGACCTGTGGAGTTTGGGCGTTGATGACCTACGTGCTGCTGTGCGGCGCATCCCC
CGTTTCTGGACGAGAGTGCAGAAGAGACCTGCCTCAACATCTGCAGGCTGGACTTCAGCT
TCCNAANAGAGTATTTCCACGGGGTCAGNCAGGCAGNACTGGACT
>BJ738363 ID   BJ738363   standard; mRNA; EST; 663 BP.
AGGGGAGACTCACAGCGTGATGGTGGAGTCCAACCGACACATAGACCCGCCGCGGAGGCG
TTCGCCGCGGCTAAGTTCTACCCTGCAACCGCCGGGGAAGATTGACACAAACATGGCCGC
GCTGGAGGCCGTCCCGGTGAAACGGTCCATCACTCTAAGGAAAATAGCTCCGAGAAAAAC
CGTTACCTCCGCGGAGCAGGACAAGGAGAACACACCACGGCGAACGAGCAACAGACTAGG
GCAGAAAAAAGAGGTGTCCACTCCTGACTTGGTCCCAGACCGCAGGGCCTCCGCCATCTC
TTCGGCTAAGAAGAAGAAACAGGCCTCGATGCCGTCCCCGATCTTGCCTTCCTCCCCGCC
GACCTCAAACCCCGCAGAAAAGCCGCCAGCGACCCCGGAGGACGCAGAATGGGCGCGAAA
GGTGCGCCGCTCCTACAGCAGACTGAGCGACAAGTCCCTCCACAGCCCGGACTCTCGCGA
TACTTTGTTCGGCTTCCAGCATCTGCAGACACCGGAGGTGAACCGGGCGGCAGGGCAGTC
CAGGAGCGCTCTGGAGCTTTCCTCCATTTCTGCCCTGAACTCTTTCACGTCTCTGCTCGA
TACCGACGCCGGCGGTGCGGCCGAACCGGACCCGAACATCCCTGGAGTGGCTGTGGTGAA
GGA
>BJ738373 ID   BJ738373   standard; mRNA; EST; 754 BP.
ACGGAGGATACTGGCCCTGCCCCGCTCCAGCCCCTCCTAACGCGCCGGCGGACCGCTCTT
CATCACTCACCTCACATATCTCAGGACCTTCTTTCTGTCTCCAGATGCCACAAACGCACT
ACAGCGAGAACCCCCCCACCCCCCCAGGGCCGCGCCGCCGTCTCCACGGACGAATCCGTT
TTCTGGATCGTAGCTCGGGAACCGTACAGAAAAATGCCAAGTTTCCGCTCGTCTGAGTGG
ATTTTTAAATTCAACTGTGAAACAAACTCTTGACAAACAAGAAAGCTGCTAAACCCCGCC
CCCTCCCTCCAGCCCAGGCCGCCATCTCGCCACCCGGCCCGTCAGGTTTTACCCAGCAGT
AGCGTCTGCCCTACAAGGAAAAAGTGCCCTTCTCTTCTGTCTGTGGCCTCCGTCTGTGTT
TGGACTGTCCGGGGTCCTGCTGATCCGGTGGGGCAGCGGCTGACCTCCCCACTGCAGTGG
ACTCAAACCCCCGTTGGCTTGTTTTTATTTATTTACAGATTCTGGTTTTCCTCTGTTTTC
ATATTCACAGCTGAAGGATATTTAAAGTGCTGTCATCATCAGATTGACCTGAGCTGTTGG
TCTAATTTAGAGGTTTTAGAGGATATAAAAAGATAAATATATATATGATGCAAACATGAT
GTTTTTGTACATAGTTGTCGTCATTCTGTAGGTATTCCTGCTTAGAAAAAGCTTTTAAAT
GTTATTCTCTTATGTTTGTTTTTTTTCTAATGCA
>BJ738381 ID   BJ738381   standard; mRNA; EST; 127 BP.
ACCCGGCTTGGAGGCGAAGGGGAGCAGCTGCATTCCTTGACTGGGGCGTCCGGAGGCGGG
CGGTGCGTCNGGGAGCTTTCCCGGNGTTTCTCCAGCCAGCTGTGATGNTGATAGGGAATA
TGGTGCT
>BJ738388 ID   BJ738388   standard; mRNA; EST; 764 BP.
AGATGCAGAGGCGATGTTAAAAACGCTCCCTGACTCTTTATGGTCCACAGGTTCATTTGA
TGTTGGTTCAGGCTCCACCGTCCCCCCGGTGGAGATTCAGGTAACTGCAGGAGCAAAGGT
GTTCAGACCACAGTACTGCTGGGTGACGGATGCAGATGAAGGAAACTTTGATTGGGGTGT
GGAACTCTGGTGTCATTGAACATTCGCATTCTTCGTGGTGTACTCCCTTGAGACCGGTTT
TAAAATTTGATGGTAAAACTTATCGCATGGCACATGATTTAAGGGCTGTCAATAACGTAA
ACACTACTCCAGTCCTATCTGTGCCTGACCCACATCGCATGCTGTCAACGTTAACCTCAC
AATGTGTGTTGTTTACTGCCATTGATTTGGCCAACGCCTTATTTTGTATTCCATTACACA
ACAGCAGACACCTATTCGCATTTCAGTATAAAGGTGTCCGCTTGCAGATCACACGCTTGC
CACAAGGATTTAAAACTCTCCTGGCATTTTCAATCACTATCTGAAGTCTCTCCTGCAGGA
TATTGTGCTACCAGAGGGATGTGTTTTGTTGATGTATGTTGTTGACCACTTGCTGGCAGC
CCCAACTACTGAAACCTACATTCAAGCAACGAAAGATCTTCTCCTGAAGTTGTATGATTT
GGGTTTTAAAGTGTCTAAGAAGAAACTGCAATTATTTTTAGATTCAATTTATATTTTTAC
TTTCAATTTATTTTTTTTATTTTCAATTTATCTAGTTTTATGTG
>BJ738396 ID   BJ738396   standard; mRNA; EST; 738 BP.
GACGTTTAACAAGAATGACTCATTGTGCGCTGAGACGCTACCTAACCCAATGCATCATGG
GAGATGTAGTGTGAAAACTGCTGCAAAAGGGCAGAAAGACTTGCGTCTCTGAGCTTCAAT
GTTTTGTTCACTTGTTCCACGGTCTGATACCGGATTCTGTGGAAAGCTATACCACTGGAG
ACAAGCTTTAACTGGTATTTTTGTTAGAACTGAGCGACTTTATGAGCAGAATCGGAAAAA
GGAAGTGAAGACTTTAACCACTTCTGATTGGTCAGACTGATGACGTGTGATTAAGCCTCC
AAGAATGATTGGCGGAGACAGTTAAAGGGGCGGGACTTTTCTGCAAACAGCTGAAGCTAC
GGCTAAATCGCGGTACTGTCATTCTCATCAAAATGTCTTTAATAGAATAAAATAAACACA
AAGAAAAAAAGTATTTTACGATCTTTCATATTCCTAACCACTCGGTGTTTTATCAGGGCC
TGTTTGGATGAACAAAGAGCTGATATCCTGGAGATGGTAAATGTTTTTAGATCAGTGAAT
GAGAGCAATTTCCCATGGCACACCTGACCATCTCCCACGGCACACTAGTGTGCCACGGCA
CACTGGTTGAAATACACTGTCTTATATTGAGTGACAAAGACAGAAAAGGTTAGCAGTAAC
ACCATAGCAGCAAACATGTTGAGTTAAACTGCAGAAGAATTTTAGAAAGGAACAGTTTAG
TGGTGTGCGGACCCAAAA
>BJ738400 ID   BJ738400   standard; mRNA; EST; 699 BP.
CAGACGCCATCAATCTGTACAAGAACATGAGGGAAACACTAGTTTATTTGACCCATTTGG



ACTACGCCGACACCGAGCGCATCATGACGGAGAAGCTCCACAACCAGGTGAACGGCACCG
AGTGGTCCTGGAAGAACCTCAACATGCTCTGCTGGGCCATCGGCTCCATCAGCGGCGCCA
TGCACGAGGAGGACGAGAAGAGGTTCCTGGTGACCGTCATCAAGGATCTTCTTGGCTTAT
GCGAGCAGAAAAGAGGCAAAGACAACAAAGCTATCATTGCCTCAAACATCATGTACATCG
TGGGCCAATATCCGCGCTTCCTGCGAGCCCACTGGAAGTTCCTGAAGACCGTCGTCAACA
AGCTGTTTGAGTTCATGCATGAGACCCACGACGGCGTGCAGGACATGGCGTGCGACACCT
TCATCAAGATCGCCCAGAAATGCCGGCGGCATTTTGTCCAGGTCCAGGTGGGAGAAGTGA
TGCCCTTCATCGACGAGATCCTGAACAACATCAACACCATCATTTGTGACCTGCAGCCTC
AGCAGGTTCACACGTTTTACGAGGCAGTGGGCTACATGATTGGAGCTCAGACTGACCTGT
CGGTTCAAGAGCTGCTGATAGAGAAGTACATGCTGCTGCCCAACCAGGTGTGGGACAGCA
TCATCCAGCAGGCTACAAAGAACGTGGACATCCTGAAGG
>BJ738405 ID   BJ738405   standard; mRNA; EST; 710 BP.
ATGAGATATGAATGATAACACAACAACGTTTTCTCCGCTCATAGTTGGTGGTTGGGTGAA
ACCATTTATTGTCAACAAATTCTGTTTACTCTGTTTGAATCCTAATGAAAACAGAAACTT
CCTAAATTACCCTGGTCAAAAGTTGACATAGGCCAGTGTTTAATACCTTGTAAATTCTCA
TTTTGCATCCATAACAGCTTAAAGTCTCTCGTGGTCGTTCTGGATGAGGTTCTTTCTTTT
CTTTAATCCTATTCTTCTTGGCAGAAACCCTCCAGTTCTTTTAAATTCTTCTTACAGTGC
TTGAACGGCCTGTTTGAGATCTCCCGAGAGCGGCACATTAATACTGAGATCAGGAGACGG
AGATGGCTACTTCAGATGCTTCACCTTATTCTGTTGAAACCAACGACAGGTGGACTTGGC
CTTGTGTTTTGGATCCTAGTCATGTTGAAATGTGCAACTGCGTTCCGTGCGCAGCCTCTG
ATCTCTGTTTCACAGTAGGAATAGTCTTCTTATTATCATAGCCTTGTTGACTCCTCTTCA
ATTGTAGTGTTTATAGTTGTGGTCAAAAAGGTCAGTCTTGGACTCATCACTCCTAATGAC
TTTGGTCCAGAAGTTTGGAGACATGTCTCTGTTTTGTTTGTTGTTTTGTTTTGGCATTTG
TGTAAAAAGTCTTTCCTCTGGCGACGCGACCATGTAGCCCATTTTTCTTC
>BJ738420 ID   BJ738420   standard; mRNA; EST; 714 BP.
CTGCGGGTGCAGGAACTCGCCCACGACAGCCTGATTGCCGCCACGCGGGCACAGCTGGNC
AAAGATGCTAGAGCGAGCCAGGACAGCAGAGCTGCAGGCGTCNGCAACGGCGACCACACN
CACAGTCTGCTGGCAGACGGGGACAAGCAGGAGGCGCCGTCTCGTACCAGCCTCCCGCTG
GGCAAGCAGATCCTGCGCTGCTCGTTCGAGGGCTGCTGCAGGACGTTCACCTGGCCGGCC
CACCTCAAGTACCACCTCANAACGCACAGGAACGACCGCATGTTCAGGTGCAGNGCTGAA
GGCTGCGGGAAGAGCTTCTACGTGCTGCAGAGGCTGCAGGTCCACATGAGGACCCACAAC
GGANAGAAGCCCTTCATCTGCAAGGAGAAGAACTGTGGGAAGAAGTTCACCACGGCGGGG
AACCTGAAGAACCACAGACGCATACACACAGGAGAGAAGCCGTTTCTGTGCGAGACCGAC
NGATGTGGGCGGTCCTTCGCCGAGTACTCCAGCCTCAGAAAACACATGCTGGTGCATTCT
GGTGAGCGGCGCCGCGTTTTACACCTGCACCCCCGCCTCCGCCCTCCATCGGGTTTGTTT
AGTCCGTCTGTGTTTTGCCCCCACAGGTGAGAAGCCTCACCTGTGCGGGATCTGCGGGAA
GACCTTCTCTCAGTCGGGAAGCAGAAACGTCCACATGAGGAAAAGGCACGGGGA
>BJ738422 ID   BJ738422   standard; mRNA; EST; 719 BP.
ACGGGATCTTCTGGGCTGACTATGGCGGAGGGTTCTACTCCATGAAATCTGTGCGCATCA
TGATCAGGCCCATAGACTGAGACCAGAAGGGACAGCCACAGAAACTATTGCAAATCTCGG
ACACCAACTTGACTCAACAGTAAATGGACGCTCTCTGCTGGATGAAGCACACCACTGGAG
GTGACCAGAGAGCTGAAAGCCATCAACAGCACACATCAACTCTCCTTTTCTAGCCAAACC
ATTTAAAAAGATGTAGGACAAGCTTCACAAACCACAGCATATGCTTAATGGTTAAAGATA
TGTAAGAATACCTGCCAACACGTCGCAGTTTATACAAGCTCTGTGCCTGAATGACTCTGT
TTTCGCATAATTTCCTCTTTTTTTCCCATGAAAAGGTGCCACAGGATATGAGTGCTGCTT
ATTCTACCTCACCAAGTAAATATTCTGTTGCTGACACTTAGTATTCCATCCTCTAAAGGT
ACTTGAACTTGGAAAAAGCATTATCTTAAACCCTATTTAGACCTATGTAAGCTCTATATT
CACTTCATCTCATCAGAAAGGCAGCAATTCATCCACTTGATTGCACAAAAACACGACTGT
TTTTGTTATAAACCAAGACACTCAAAATGACCCTTTTTTTACTGCATGTTTTGATTCTTA
GTCTATGTTCAGATGACCAGAAAGTATAATTTATGAGTATAATTAAGTTATCACAACAG
>BJ738429 ID   BJ738429   standard; mRNA; EST; 668 BP.
TTAGCTGCATATATTTAGATGTTCAAGGTCAGAGTTTAGAATGCATGAGCATTAATCAAG
GAGGTGCTGTTGATCAGTGATGAAACACACAAAAAAAAACCCTGAGGCTCTACTTGCCCT
CGCCATCTCCCCATTACCCCCTTGGCTGAGCGGCTGCTACACGTTCCTCACTCTCCCCTG
CTGCCCTTGTCACCCTGGTCAGAGCTGTGCGTCACAAATTCACGAAAAAAACACATTTTT
TAAATCAAAAAGGAGGATTTTCTGTTGGTTTTATTTCCATAGCAACCATTTCAAGTCTTG
GTCGACTGGATGTGACGAACAGGTCCATGTCATTTTTAGAAGAATCGGAAAAAGTACAAT
TTTTTCCTTAGCAACTGAGGTTTTATGTTTCAGCTTGAGCAAACGGTTCATGCACTAAAT
GTAAAACAAGTACCAAAAAATATGCTAGCAAGAGGGGAACTCCGCTTTTGCGAACACGCC
ACGCTAACGCCGTTCAAAAATCTACAACTTCTAATTCCAACATTTTTCCTAAGTAGCTTC
CCAATGATGCTCGAGGAGTCAGGAGGTGACAGACAGAAATCCCCAGGAGGAGTTTACATT
TGTAGACCATACTAAAGGTGTTTTTTTTAAGATGCCGGCCTCTTCCAAAGGTCAAAGGTT
ACCCGAAA
>BJ738430 ID   BJ738430   standard; mRNA; EST; 673 BP.



GGAGCTCCGAGATGGAGACAAAACTCGCTACAAAGGCAAAGGTGTGCTTTTTACATAATG
CCTCTACACCTGTTTTCTTTTTTAGTCCAAAAAAATCCACACTAACTTGTTTTCTGTGTC
TAAAGGTGTGACCAAGGCTGTTTCTCACATTAATGACAGCCTTGGCCCTGCCCTCACCCA
GTCTGGAATCAGTGTGCTGGAGCAGGAAAAACTAGACAACCTGATGATTGAAATGGATGG
CACTGACAATAAATCCAAATTTGGAGCCAACTCTATTCTGGGAGTATCTCTTGCCATATG
CAAAGCTGGTGCAGCAGAGAAAGGGGTGCCCCTTTATCGCCACATCGCCGATCTGGCTGG
AAACGGAGAGCTGGTCCTCCCAGTTCCGGCTTTTAATGTGATCAACGGAGGGTCTCATGC
TGGTAACAGACTGGCAATGCAGGAGTTCATGGTGCTCCCGGTGGGTGCAGAGTCCTTCCG
GGATGCCCTGCGTGTGGGGGCAGAGCTCTACCAGACCCTAAGAAATGTCATCAAGGAAAA
GTACGGTCAGGATGCTACAAATGTGGGGGATGAAGGAGGGTTTGCACCTAATATACAGGA
AAACAGTGAAGCCCTGGAGCTGATAAAGACTGCCATAGAGAAAGCAGGCTTCACTGACAA
AGTGGTGATTGGG
>BJ738450 ID   BJ738450   standard; mRNA; EST; 751 BP.
CCCGACCAAAAGACCACCTGCCTGAGAGGGAGACTTATGAGGCGCTGTGCAGAGGAGAGG
GGTTACAACTGACTGAAGCAAGGAGGAGTCGTCTGTTCTGTCGCTACCACGACGGTAAAA
GGAGCCCCCGTCTCCTGCTGAAGCCCATAAAGGAAGAGGACGAGTGGGACAACCCTCACA
TCGTGCGCTACCTGAACATCCTATCAGACCAGGAGATCGAGAAGATTAAAGAGCTGGCAA
AGCCCAGGCTTGCCAGAGCTACAGTCCGAGACCCTAAAACTGGCGTCCTGACTACAGCAC
CCTACCGAGTATCTAAAAGTGCATGGTTGGAAGGAGAAGATGATCCTGTCATCGACAGAG
TCAATCAGAGAATACAAGACATCACTGGCCTAACAGTGGAAACTGCAGAGTTATTGCAGG
TTGCAAACTATGGCGTTGGTGGACAGTATGAGCCACATTTCGACTTTTCAAGGGTAGGTT
TACTTTTTAATATATTTTCTTCCACTTTCTGTTCACTTTATTTAAGTTTTTACTACACAA
TTTGTATGCTTTTATCCTGAAACACAAAAAGGTTGGAAAAAAGCTGAATATATAATTGGT
TCTTGGTGATCATATTCCTGGCACACTAAGCTTTCTGTTAAATCATTTGGGAAGCATTTC
CCTTTTCAGTGCCCCTGGTGTTTTTGACCCCGCTCAAGGGCAACAGCCCTAAACTCATCA
CAAAGGACAAAAAAAAATGCCATATGACTTT
>BJ738455 ID   BJ738455   standard; mRNA; EST; 710 BP.
TTTGAGGGCCACCCAGAACTACAAAAAGAAATTGATTCATTTGGACTCTGGCAATGAGAG
CTGCGTGTTGCACAACAATATCCTAAGACACAATAACAGTTGTACGTCGGCTCCATCCTG
GGTTTTGGAAAACCCTCCTCCTCGCCCTGCAGCCAGCTCCCCATCTGGTATCTCCTCATC
CCAGTTTCCATCACGACTTGGGCTCTCCATGACCACCAGAGTGGGGGCTACTGTGGAAAG
CGGTTGCCACAGCGGCAGCATGTTTTGCTCTATCCTGTGAATGTTGGCAAGCTTTTACAA
ACCACTAGAATTTGGACTTTTTAGAGGTCAAGTCACATCTTATCTAATTTAATCACTGCA
TGGAATGAGTGACGTTTTCTGATTTTTGCAGAAAAACTCTAAAGAAGTCAATCCTTCTTG
TTTTTTTTAGTAAATACCACTTCTTAAAAAATGATGGACTATTAGGAATATTAAGAACAT
TGTATACAAACCTTTTCCATTTTTTGGACATCCATTCCACTATGATTCATCTTCTCTTTT
TCAGCATAAACTTTAAAGGATTGTAATCGCACATCTGGGACTCTCTGTTTAGGACGTGCA
CATTAAGAAACCCTAGCAGGAGTCAGACAGATACAGAGATGCCAGCTAAAGCTACACGAC
GGAGTAAAGCTGTCCCTTTTTTCTTTTGGGGACTTTTAAAGTCGGTGATT
>BJ738471 ID   BJ738471   standard; mRNA; EST; 744 BP.
GACCCTCAAAGCAGGAGCAAAAGCAGCGGCCACAGCGAGGACCTGCCAACGCCGCAGGCC
AGCCGCCTCAACAACATCATCAACGGTTCACTCGAGGGTTCGGTGAGGGGAGCAGATCCT
CCACACTACCTGAACCGCCTCAGCTGCTCCACCTGCGGCTCCCAGTCGCCTCAGCACTCG
GAGGTCTGTCCCCACGCCTCCAGGACCCGCCTGTCAGAAGACATGTCGGAGCTCCACTCC
GAATACTCGGACTCCAGCTGTGAAAACGGTACGTTCTTCTGTAACGAATGTGACTCCAAG
TTTGCGGAGGACGAAGCGCTGAAACAGCACATGCTCCAAGTACACAGCGACAAGCCATAC
AAGTGCGACCGCTGTCAGGCCGCGTTCAGATACAAAGGCAACCTGGCCAGCCACAAGACC
GTCCACACAGGAGAGAAGCCGTACCGCTGTAATATCTGTGGTGCTCAGTTTAACCGACCA
GCAAACCTCAAGACTCACACCCGCATTCACTCAGGAGAGAAGCCATACAAATGTGAGACG
TGTGGAGCTCGTTTTGTGCAGGTTGCTCACCTTCGTGCCCATGTGTTGATCCACACGGGC
GAGAAGCCATATCCCTGTGAGATCTGTGGAACGCGGTTCCGTCACCTGCAGACGCTGAAG
AGCCACCTGCGCATACACACCGGGGAGAAGCCCTACCATTGTGAAAAATGCAACTTGCAC
TTCCGCCACAAGAGCCAGCTCCGC
>BJ738487 ID   BJ738487   standard; mRNA; EST; 723 BP.
TATGTGGTCACCGGCTGGGTCGCATGGGTTCTCAGATTATCATCCCTCACCGCTGTGATC
AGTACGACCTCATGTACTTTCGACCTATGGGGGATCTGGGACAAATCATTTTCCTGGAAT
GGGATTCAAAAAACAAAGACTCCATTAAGCGGGCATTGGAGCACTCCAATGTGGTCATCA
ACCTGGTTGGCAGAGAATGGGAGACGAGAAACTTCAGCTTCCAAGATGTCTTCGTGACCA
TCCCACAGCAGCTGGCACGAGCCACTAAAGAGGCGGGCATCAGCAAGTTCATCCACCTGT
CGCACCTCAACGCCGATATACGCAGCCCGTCAAAATACCTGAGGAACAAGGCTGTTGGAG
AACAGGTGGTGAGGGAGGAGTTTCCTGATGCCATCATCATGAAGCCGTCGGAAATGTTTG
GAAGAGAGGACAGATTCTTCAACTACTTTGCAAACATGCGCTGGTTTGGCAATGCTATTC
CTTTAATGGCTTTGGGGAAGAAGACAGTAAAGCAGCCCGTATATGTAAAAACCTTCAAAT
CTTTAGTAGCATTTGGAATTGTTCTGTATTCCGTTATAATGCACTCCTTCTCTTTTAGGT



GGCCGATGTGGGAAAGGCCATTATTAACGCAGCCAGAGACCCTGATGCAAATGGGAAGAC
GTTCGCGCTTGTTGGTCCAAACCGGTATCTTCTCCACGACCTGGTGGAGTACATCTACGC
CGT
>BJ738489 ID   BJ738489   standard; mRNA; EST; 220 BP.
TCTCACTGCTTTTATCAGTATGCGCGTCGTCCACGGCGACGTCTGTTCACAGCAGCAGCT
GCAGCTGCAGCACCGGGAGTCGTCTGGGCAAATTCCTTCAGTTAAACCCACATCTTCTTC
TGCAAAATCCTCCCTTTTTTGGTTAGCATTTCATCTCCGGAAAGAAAACATGATCTGCAC
CCCCCCCCCCCCCCCCCCCAAAAAAAANNCNAAAAAAAAA
>BJ738498 ID   BJ738498   standard; mRNA; EST; 724 BP.
GATGTCATATAATTCTGGCACAAACCGCAGATATTAATTTCTCCCCCATGATCAATTCTC
AAGTGTTTGGCACTTCCGTGTATTGAAAAGGACGCCATCCATACATCGCTGCCAAATCCA
TGTCCCTGATTGGTCAAAGTTAAACGGGTTTAACTTTTGACGCTTGCTCAATTACTGTGC
GTTTTCTACATAGAGCCCAAACAAACTTGTGTAGCAACGCATGAATGCAAGAGTGGGCGC
TCGAACGTGTGTGTCCGTGCCTGGTGTGAGGAATTTTTCAAATATTTTGTTCTAAGGCTT
CCATTTAAATTCAGTTTTTACAAACGTGTTACTTTACCAAGCTCAGGGGAGGTCCGTGTA
AAAGCACTCAAATGGTTATGGGCCGAAGAAACATAGTCGACGCACTTCGCTCAATTCTTT
TAGGATTCCAGTAATGTTGCATATCTACAGTCATGTGGAAAACAAATCAGGACACGCGAT
CCGGTCTCGGATAAGTGGAGGAAGATGGATGGATGGATGGGATGGATGTTTACAGCCCGT
CTTAGGTCAGGAACTCTCCACTTCCTAGTTTTCAGCGGGTGCTTGGTTGGTTACGTTTGG
GTTTTGCATCATGATTGTGTTTTTGGTCTATTTCCACTACCTCTTTACTTTCTGACAGAG
GGTGTCATATCTGTCACATCCTCTGATATACAGCAAAATTCATGGCGGCATCCATAATTG
TGGG
>BJ738502 ID   BJ738502   standard; mRNA; EST; 679 BP.
CATCAGCGTGCATCAGAGGTTCACTCCAAAAAGACTGTTCTCATCAAGACCATCGAGACC
CGAGACGGAGAGGTTTGAGCTCACAAACTCCAGCTTATCTCCACAAAAACAGATCAAAGT
GCAGAACACCTATAAGGAACCTTCTTGTATCAGTATTCTTATTTTCTAGGTGGTTTCAGC
CTCCCACCAGCCTTTTATAATTTTACAAAAACCATGCTAAAATGAATATAAAATATAAAG
TGAAAAATACCTAAATACCTGAAAGAAAAGACAAATTAACTGTGAAGGAATGTGGAGCGC
TTATATTTGAGTGAATGCACATTTTTTCGTCTTGTACAGCTGGTACCTTAGATAGCAGGT
TAAGGGTTGCTGTACTTTGCAGTTCTGTATCGGAGGGAAACACTGACATTCAGAATTAAT
TTTCTTTAAATTCTGCTCATTCCCTTGACAGAAACCCCACCACCACCCTTATGAGACCTG
ACTTATGATCATTTGCTCACAAATGTTCACACAGGATGTTTCTTTTATTCTAAAGTTCCT
CCACAACATCTTGCTTTGTCTTTTCTCTCCAGGTTGTCAGTGAATCCACACAACATCAGC
AAGACATCATGTAAAGAAGCAAGAAAAGAGAAGTGTTCAAATCAAGTGAACAAAAAAGAG
GGTTTCCACAAAGGATGGA
>BJ738504 ID   BJ738504   standard; mRNA; EST; 694 BP.
CTGCACATGAGCGTAGGATCCACTTCAAGCGAGAGTGACCCGGAGCTAGCCGAGCCCTCC
CAGATGTCGTCCCGCCAGTCCACGCCCCCATCCCTGCCCGACCTGCCAGATCCAACCTAC
AACTTTAACACCCTCCTGGCCAATGAAATCAAGCTATTGACTGAGTGAGCTTCAGGCGAA
TCCCTGCATGCATGAACACACCACTACACACATACAAACCCTGTATTGATGCTGACAAAA
ACGTCTTTTAAAACACATATCGACCCAGAAACCATACGAACGAAAAACGTTTATTCAAAA
CAGGAACTGAGGGGCAAAAGAACAGATTCTCACACAGCCATGGAAACAAACTCAAAACAC
GAGCATCCTTCCTTTTCGTTAAAGATCTGCGGCTGCTCCCCTGACTCTCACACCTTTGCA
TCTTTCCAAAAATGAAAAATCCCACCATCTGGAAACACTTTACTTCACAGCATGATGGGA
TACAATATATCAGGTAACGACTAAATTCAGCCTATACTTGTGTGCATTTTTACTACTTTT
GGATGGTTGAGGAACTCCAACTAATGCATACATCTGGCTTTACAGTTCGCGTTTTTTTCT
GCTGAGACTGTCTGGTAGATTTTTGAAACGATGAAGCTTTCCACCTTAATTCATCGTCAC
ACTAGGCATAAACAGACCAGAACAAGACACGATG
>BJ738505 ID   BJ738505   standard; mRNA; EST; 715 BP.
AGTTTGCTCTGATATCTCCCGCCTGTCAGTCACATCGGATCAGCGTGTCCTAAGTGCATG
GTCGGTGCAGGAAGGAGGAGAGCATCCAGCAGCAGGACTTGAACTCCCAACAGCTAAAGA
CCATCGGAAAACCTGGAGTAACAAACTCCATTGCATCGATCAGAGCCATGGGAGGAAAGG
AGAAGAACATTTTGGTGATTGCAAATGTGCCCACCTACCAAGGGTCAGACAAGAAACATC
TGTGTAACAAGGCCAGCTCTAGTAAGAAGAATGGAAAAGCCACCACTACAGCTGTTATTC
CCCCACCGATTCCCATGTCGCCAATTGTTGAAAAGATGGAGGGTCTGAAGACCATCCGTA
ACCGCAGCAACAGCCTCCGTCTTGGCCGCCTGGCCCTCTACAAGCACCTTGAAAAGGTGG
GGACTATGCGCTCTTTCTGGGAGCTCAAGCACGTGGAGCTGGAAGGAGAAAACCAGGCTA
AAGATGACAAGGACAAAGGCAAGCAGAGCCTGAAGGGCATAAAGGTCCAGAAGAAGAGGA
AACCTGTGGATTCATCAGAAAACACATCACTGAGCGAGCCGGTGCTGCAGGAACAAGTGG
AAAAGCTCAACAGGCAGAACACTGAGCACTCCCATACAAACACAGAGGCCGACGTCCAGA
GGGACAAAGATGCAGAGCTGATCCTAGATGGACCACAAACCTCTGCTTCTCAGAC
>BJ738514 ID   BJ738514   standard; mRNA; EST; 643 BP.
GGTTTCCATATGTTGAGAGTGTATCTTCAGCATGGTTTATGGTTGTTTGTGTGGATTTCA
GTTCAGCCAGCCTCCTTTTTAAGTTGTTCTGGTTCTTTCTTTACTGGTAAACGTTTTTTT



TTTAGTTGNAAGTAGTTCCTNATTTAGGTTCTNGTTTTTTTANAGTTATTTTTATNGATT
TTATGTTACTTTTGANCCANCTGNGGCCCAGNGGGCATCGGNATTAGCTGACAGGGGTTT
GCTTTACTTTCTTCAGGGACCAGNANGTTAGTTTATATTTTTTCCAGGAACAATTCTAAG
NGTTCAGTTCAGTTTTGNGNGGGGGGCGGNATTTTTTTCAGCTTTTTTTTCNCNCCCGAG
GACACANAAAANGCAGTTGACCACATCATTAGNGCTTGANGGTTGNCCNGAAAANGATNA
GNCANCGCTGCAAACGGTTNCCTTTTTTNCTTTANGGCTNCAGTTNATTTNGTTNGTTNG
CACTGAACCATCAGCTTTCACACCACAGGCTCGCGNGAAAAAAGCCGCAGCCTTTGCAGC
GAACTCGCACGCCATCGCGCTCCTCATNGCTCTACACCAGCANACAGTTCCAAGCTAGGA
TTGTATTCTAACCCGGNCCGAAGGTTGTTATTTTTCTTTGNCC
>BJ738544 ID   BJ738544   standard; mRNA; EST; 576 BP.
GCACGAGGATTTTGCCTTGGCTCTTCACAGCTCTTCAGGTTGAGATACAATTTGCATCGG
GGAAAGGACTAAGATTATATATGGATATATAATAAAGAACTTAAATATAGGAAAATGCAC
AGTCATGTCAATTCCTATGCTTAAACACATTTATGGTCTACTTTTTCTGTATTTCTAGAA
TTGTATTTGAATTCAATGTTCACTTAGAGTAGGCACTATAGTATTTATATTGAGGCTCGT
ATTTTTAACTGTTGCTTGTTCTCTCTGAAAGGTATTTACCATACCTTCTTTTTTGGTAGT
GGAAAAAAATTCTAAGCTGCCACGGTATATTTTTTTAATTTGGCAGGATAATATAGTGCG
AATTATTTGTATGTTTAAAGAAATAAAAAGGAGGCGCAAAAATCCCATTAAAAAAGCAGC
CAAGGTGCGTGGCGCTGCGAGGGGTGGCAGGCCATCAGATGGCCGCAGCTCCGCCTCCTG
TCCACAGAGGCGGTTGTACATATCTTCTTTGCTTTTTTCTTTTTTTTTTGGGTNGGCAAT
TCTCTCCCCTCCCCTGCTGCCATTCTCGTATGCAGT
>BJ738548 ID   BJ738548   standard; mRNA; EST; 696 BP.
AGTAGCTCAGAAAACGGTCAATAAAGTTACTCTTCTGGATGCTAACCGCTCCAAGAACTT
AGCCATCACGCTGAGAAAAGCCAACAAGACCACAGAGGAGATCTGCAAAGCAATAGAGAA
GTTCGACCTCAAGGCCTTACCTGTCGATTTTGTGGAGTGCCTGATGCGTTTCCTTCCCAC
TGAAGCTGAGGTGAAGGTGCTCCGCCAGTACGAGCGCGAGCGGCGCCCGCTGGATCAGCT
GGCAGAGGAGGATCGCTTCATGCTGCTGTTCAGCAAGATAGAGAGGCTCACGCAGAGAAT
GAACATCATCACCTTTGTGGGGAACTTTGCGGACAACATCAGCATGCTGACGCCGCAGCT
CAACGCCGTCATCGCCGCCTCTGGTTCAGTCAAATCCTCACCGAAGCTGAAGAGAATGCT
GGAGATCATTCTAGCCTTGGGGAACTACATGAACAGCAGCAAAAGAGGCTGTGTTTATGG
CTTTAAACTACAAAGTCTTGACTTGCTGCTGGACACTAAATCCACAGACAGGAAGATGAC
TTTGCTTCACTACATCGCCCTGATTGTGAAGGAGAAGTACCCTGAACTGGCCAACTTCTA
CAATGAATTGCACTTTGTGGACAAAGCAGCAGCAGTCTCTCTGGAAAACGTGCTGCTGGA
TGTTCGAGAGCTGGGCAAAGGCATGGATCTGATCCG
>BJ738570 ID   BJ738570   standard; mRNA; EST; 685 BP.
AAAAACAATTAAAAAACAAGTTTGGAGCTCCCGTTTCCATGCCTGGTTTGAAAACCAACA
AGTCAACCTGTGCTATGAAGTAAAGACGCGCCACAAGGTTACCCAGTCCACCGCTGCCCA
TAACCACAAAGTACACAAACAAGCTGTCGATGGCATTAGTTTGTTTTTTTGGTTTTGTTT
ATCTTTTTGTTTGTTATGTTTGTTCTTTATCTTCAGTAGGTTTTGAAATGAATGAGAAGA
CATTGCACTGGTTTTCACTGTTTTTTAAAAAGGCTACAATGTTAACGAAAATAAAATTGA
CAAACTTCTTTTTTAGGACAGACGTTCCTAGAGAAAAGCGATAATAATCCAGTGCCGTCA
AGTCAGTTCTGATTTTTAAAGGATGTTGCTTCCAATGTAAAGGCTTTTGAAAAGTCTCTG
TCTCCCTTATTATCTGTGTGTATATCCAACTGAGGTATAAATAACTGAAACACAAGCAAT
TAAAGTAGAAAAATGTAAGGACAATCCCTGCCCCAACCAGCCTACTAGAAACCAAACAAA
AATGTCCTGGACCGAAAGAGATCTTTACAAATCTCAAAGGAACACCTTACAAGAATCCTG
TAAAAAGAGATGAGAGAAGATGGTAAACGAAGATCCTAGAAGGACAAATATTAAAAAAAA
AAATTACAGCCATAAATTGATTTCT
>BJ738588 ID   BJ738588   standard; mRNA; EST; 396 BP.
GTGTGTGTGCTTCAGTGATGTGGTGAGCTGGTAAGAAATAATGTGAATGTTGTGTCAGTG
TGGGGCCCCTCTAGAATCCACATGTGGGGTTGTTCCTGTTGGATGTGCAGCTGCTGCTAA
GACTGAAAATCTAACGCCTTCAGGAGTTTGTCTCCTGCAGAAGTGGACTCCATTGTGCCA
GACTGCTGAAAAATATGAAAAGGTTTTTGGAAAAGCCGACCCTTCAAAGTGTCTTCCAGA
AGGATTTGAGCCACAGTAGAAGGAACTATGTGCTTCAATAGAAATCAGCTCAGACGTTTC
CTTCTTTACCTCCTCCGTCCTCTGTGGACGAAACATTTCTGTGCTCTCAACCTCTATTTT
AGCCAAGAGGAGTGACTGCAACCCCCCCCCCCCCCC
>BJ738592 ID   BJ738592   standard; mRNA; EST; 697 BP.
AAGAGCAATCTGAATCTGAAGGACCAAAAGTGAAGAAGAGGCATGTGAATTTGACTGACA
GGACTACAACATCGTCCACCTGTTGGAAAGAAAAGCTTCAGCTGGAAGATTCAAGATCGC
TTTAGACATAGAAAGGAAAAAAGGGCCTGGAGGTCATTTTGACTGGATCGCAGAAGGTGC
AGAGTAAGCAATGGAAATTTTTAATTTGAAAGAAAACATACACCAATGTTAAACTATGTC
AAGGTGATACATTTTGAGACAAGGATTTAAGAAGCATTTTATATGAAATGTTTCAGAAAT
AGATCCCATACTTGGATACTTAAAGACTGAAAAATTCAGTTTTTTTTTAGTTTTGACTGT
ATTTTTCAAGCTTCTGTGCAGTTTTTCTCCACTGCTGTGTATAAATGTAGCTTGGTCCTA
ACCACAAGGCTCTAATTACAAATCAAGCTTGGAAAAAAAAAGTTTCAGACCTTCATAATT
ATAAGGGCCATCTATAAAAGGAAACCAAGTAAAGGGCGAGGTCCATGTGATAGAAAAGAG



TAGGTGGCAAGAACTCAAACAGAAAGAATCTCACTCAGAAAAGACAAACTATGGATCCTC
ATGGAGGACATTACCTCAACAAAGACGCTGTGCTGTCACCTTTGGGAGCAGCCCGAATGT
GTCAACTACTTCTTGGCTGCACCATAATGGCCCTTGT
>BJ738593 ID   BJ738593   standard; mRNA; EST; 729 BP.
CTGGGACCGCTGCATGGTCGGAGGTTACCTCTCCCCTAAATCTGTCCTTGAAGTCTTTGA
TAAGCTCGTGGGCTCCATCAACTGGCCGGCTATAGGGAGTGTCCTGGACTACATCATCCG
TCCCGTGGTTCCCTCTGAGACTTTGACCCTGGAGGTCCAGTACGAGACGGACCGGACTCT
GTACGTGGACTTCCTGCCTTTGCTGGTGATGGGGGATGGAACCTCGCTAATTGCCAAACC
ACACCGGCTCGCTGCAGAGCGCCACGAAAACCTGTGGCGGCAGAGCTTCCGCGTGGCTGA
GACGGCGCGCCTCCGGGCTCTGGATCAGGAGGACGGAGGCTGCCGCTCCACCTGCCTGAA
AGTGGCAAAGGCCGTGTGCAAGCTCCACCCTGCCCTCCACCGGCTCAACTCCAGCCAGCT
CACCAACGCCATCCTACTGCTGAGTGAGAAGGAGGGGGACTGGACCCAGGAAGCGCTAGC
CGACCGCTTCCTTCAGCTCCTGCGGGCTCTAGTGGGACACCTAGAGGCTGGGAGGCTCCC
CTGCGCCCTAAGCCCCAAAGTTAACTTGTTTTGTGAGCTAACTGAGCAGGAAGTAGACGA
GCTGGGGTACACGCTGTACTGCGCTCTGTCCGAACCTGAGGGGCTGCTGAAAACGACGCA
GTGAGAAAACCCATGCATGGAAACGCCCCCATTCCTTATGGAAAACCGCTGTCCTGATCC
TGTGCAGCC
>BJ738594 ID   BJ738594   standard; mRNA; EST; 711 BP.
AGGGACGATCTTGTAGAGACAATGTCACCAGGTTCTAGCTGTGGAAGCCTCCCCGATGGG
GATGCTGAAGGGAGTCCGGAGAGCTTCATGGAAGACCAGGACTCGCCTCCAGCTACGAGG
ACTCTAACAGCTTCACGTGGGGCCCCACTTCATCTAGCTGCTAGAGACCTAAGGCGCAAT
GGACGTCCATTAGATGGTTCCAGTCGCCGATGATAAAGATGCCAGCGAACCAACAACATG
ACGCAAGGCAATGAAAATAAGCAAAGAGATTAACTAAAATCAGAGGGAAATCATCAGAAC
ACTGTTAGTTTTGGGTCATCAGTGTGGGAAGGAGAACCAAGGCACTTACGTTCTGTAAAA
AAGTTGTCTGACTTGGATCCAGAACTGGCTTTATTCTCCTACTCCAATCCCAGACAGTAC
TCTTGAATAGTTTGCTTTAATTTAACCCCGAAAAAGACTTGTACATTCTGTTTGCATGTC
CAACTTAACTGACCTGCAAATTACGATTTTCATGTGCTTAAAAGTTGCAAAGTTATAAGA
AACTTCAAAGAAAAAACCAAGAAAGAGAAAACTAAATAGATCCAACAGCTTTCGTTGAAG
ATCGAATTTGCTCTAAGTTTTTTTTGAATGTTTAAAATTGCAAAGTTGAACCTCAATTTT
GAACGGCAGACACAACAGGTCTACTTTGCACATAGAATCCCGCTGGTTGAC
>BJ738595 ID   BJ738595   standard; mRNA; EST; 762 BP.
CGGCTTCCTGTCTCGTTTGTAAACACAAAGTGGATTGTGAGGCTATAAGGGAGGACATTT
TTAATCAGGTTGTTCCTCGGTGTCCGCGCTGTTCGGACATTCCTCTGGCCATCATGAAAC
CGGACATTGTGTTTTTTGGAGAGAACCTCCCAGAGATGTTCCACAGAGCTATGAAGCAGG
ACAAAGATGAGGTGGACCTCCTGATCGTCATCGGATCTTCCCTGAAAGTCCGACCCGTGG
CCCTCATCCCAAATTCCATTCCTCATGAAGTGCCTCAGGTTCTGATCAACCGGGAGCCGC
TGCCTCACCTGAACTTCGACGTAGAGTTGCTCGGGGACTGTGACGGCATCGTCAACGAGC
TTTGTCATCGATTGGGTGGAGACTTTGAGCCGCTTTGCTTTAACTCTTTAAGACTGGCTG
AGATCACAGAGAAGCCCCCCCGGTTACCCGAAAGGCCTCCAAACGAAACCTCCAGCGATG
CCGAGCCGAACGCCCGTCCTACCGACACCGCAGACCAACCTTCAGAGGAGGCGGAGAGCC
CGCAGGACACGGACGCCGCTCAGAGAAACGCCACGCCCCCGGAGCCACGCCCTGAAAAGG
AGGCGGCAGAGTCTCCAGAACGACCGGTGGAGGACACGCCCACGGAGGAGGCAGACGCGT
TCAAGAGCCAAGTCTCAACGCTGGAAGTACGGAAACGATGTTGGATGAGTCGGATCAACA
GAAGTCCGATCAGCAAACGGCTGGAAGCGGGCCAGTACCTCT
>BJ738597 ID   BJ738597   standard; mRNA; EST; 679 BP.
CACCTCTCCACAACATAAATGCTGCAGGTCGAGCTGCGAGCGAACCCGAGCTGAACGTCT
CCTCTGAAGTTGGTCGGGACCGGGGTCGGAGCTGGGGATGGATGCTGTCTGCATTCATCT
GTCTGAACATTCTCATTCTGGGATGTGCTTTAGTCAGTGGCAGTGCTTCCAATAATGTTA
AAATCAGCACCTCAGATCTGCAAGTTTTTCTCATCATCCTCCTCCTCCTCACCTCCATCT
GGATGATCTACTACACCATCTACATGCGCAGGACAGAAAATGCTGTCATCTACAAGGATG
AGCACGCTGGACCCATATGGCTCAGAGGAGGACTTGTGCTGTTTGGGATCCTCAGTATCA
TCATGGACATTTTCAAGATTGCTAGTTATGTGGGATACCTTCACTGTGATTCAGCTGTTA
AAGTAGCCTTCCCGGTGGTACAACTTGTCTTTGTTATCGTGCAGACATACTTCTTGTGGA
TCCACTCGAAAGACTGCGTTCAGCTCCAAAAGAACATTTCATGCTGTGGGCTGATGCTCA
CCCTTTCCACAAATTTAGCTTTATGGATGGCTGCAGTGACAGAGGAGTCCCTTCACCAAA
CAGTTCTTCCTGACTATGAGGTCAATGTCACAAAATTATCCGCCAGAAGCTTGTACATCA
GCAAAGCTGGTTATGGAGA
>BJ738599 ID   BJ738599   standard; mRNA; EST; 766 BP.
GCACCCACACCACGAATATTGTGCAAAGAAATTTCCAACGTGTGCTGAAATATTGATAAC
AACCAGAAAGTTCAGTCGGACAATTGCAGGTGGTGGTGGTGGTGAGCGGTCAGCGTTTCT
GGTGTCTTAGAAATTTAGCATTAAACCTGATTGGCATGTACAGTCACAGGTATTGATGGT
TGAAACTGTATGATTATTGCACCTATCCAAATACTTAACTGAAAAGGGAGAAGTCACTGA
TCGGACTCAGCCCAATAGCTAAAGAGGCAAGCACTAAGACATCTGAATGAATCAGCTCTC
TGTGGTTTTGGTCCCTGCGCTTCGTCTCTCTTGTCTCCCGTTGTTATTATTTTCGACCTT



GAGTTTGATCTCAATACATCGTACTTGAATTACCTCGCTTTTGTGACCTCATGTCTTGTG
CATTTTAATTTTCCTTTATTTTTTTTGGTTTTGTTTTTATTTTAAGGGCGCATGAGTGCA
TGCTAGAAAAATGCACTGCAAACTCAATGAAGCAATGTGTACGCAGAAAAATAAGTGCCA
CGATGAAGAGATTTGTTTTTCTAACATTGTGTTTTCTTTTATTTCTTTGAGCATTACTTG
TTGCCAAACTTGGTATTATTAACCCTGTTTGTTGAAGAGCCGTAAGGTTTGGTCATTTGT
TATAAAAGCTACCTCTAATTTTTTTTGTGTGTGTTTGTTTTCAAGTTGTTGGGNTTTTTG
TTTTTTTCATTTGGTGAAAGCACATTTATTTGTGTTTGCATTGNTT
>BJ738606 ID   BJ738606   standard; mRNA; EST; 625 BP.
GTGAACCACCATGGTTAACTTTGGTAAGGATGTGAACAGTGCGCATGTCAGTATTGTGAT
CTACCTCAGGCTTCAGGGTACCTCAGTCCAATCTTTCATTTCCCCTTTTTCCACATTTTG
TATGCCTTGTTAACTGATCATTTTTAGTTTTTCTTTATTTTGAAATGAAAAAAAAAATCT
TACAGTAATCTCTACACTCTTCAGGACTAGTGACATTTTTGTAGTCAACTGCATTGGGAC
TGTGTTTACCTGGACGCCGTGCATCCTCTCGGTGAAAACACGGCGACGGATTTCTTAAGT
ACATTTTGGAAGATTTAGGGGGTTCATACTGACCCGCTGTGGTTCTGAATATGGATTGTA
CTGATTTCACAGTCAGAGAAACACAAATAAATACAATCAGTTGATAGAAAACCGATACTA
ACCAACTGTACCTCCNGTTTTTTGAGACTTTTAAAGAAAAAAAAGAAGCTTTTTCCTTTC
TGGGAGAGGATTTTAATTTTTCTTTTTGTAACCTTACCAGCTCTGTTTGATAACAGCAAA
CTCTGGGGTTGATTTGGAAATTCAAAGCTGCAAAAACACACTGACAGGACTCTTGAACTT
GGTGTTAAAGCCTGGTCTTCTGTGT
>BJ738608 ID   BJ738608   standard; mRNA; EST; 159 BP.
GATTCCACCTGCCATTTTTGAAGATTGAGCCCCCGTTTCTTTCTCCTCCTCAGACATCAA
ACTGAGTGCTTAAGAGTCACTACATTCCTCCTCCTCCTCCTCNTCCCATCACGCATCTCC
TANATTCCAGGACGGGACTTATAGATCTATTTTTCTAGC
>BJ738609 ID   BJ738609   standard; mRNA; EST; 626 BP.
GATTTTTTTTTTACCGACTTGTTTTATAAGTCTGTGGTTTCCTTTTTGGAGTGCAGGGTT
TCTGTTTTTCACTGCCCGCTCTGGTGGAATATGCTCGGGTGTTGCTGAAGCAGTGCTTGA
GGACGTTCCATGTCACGGCGGATTCATTAGTCTCACTGGGCTACGGGAATTGANAACCTG
TCTCCCTGGTGGCAATTTGGGAGCGCCATGCGGAGTGCGAGGAAACCCCCGACTCCCTTC
ACGCGTTTACACAAAGTTCTTTCTAAAATGGGCTCAGCGGCTCCACAGGGACTCGGATCG
GTGGAATCGATGCCGATTAGCACTTACTGTAGCAAAGGTGGGAGTCCCACTTCCGCCGGT
TTCANACGCATCTCCCTGGACTGCGGCATTGCTCCCGCCGCGCTGGTGGACTCTGATCGA
CTTAAAGGATCGCCAATCCCATGATGTCACCTTAAAACTTCTGCACACCTCTCCATACAG
GAAGGCTCGTCTTTTTTTTAACCCCAGTATATGAATATGTAATAATGAAAATGTGTGCAT
ATCTGTGTACAGTATGTGTTAATAGTGTGCCTAATTGTACTTCAACTCTATTTTCATATT
TTTCTTTAATCTAAAAAAAAAAAGAA
>BJ738610 ID   BJ738610   standard; mRNA; EST; 739 BP.
TACGACTACGGACACGGAGACGCTACACAGTCGTATGACTCGTATGGTGAGTCGGGGTGT
TTTTTCACTCTGCTAAGAAGCTGGTAAACCCTTCAACCCTGGAGCTTGAAGTCTAGGTTT
GACCTTTGATTATCCTTTTTACTTCAGTCGTTTATGCAATTCAAAAACCGTAATTCCAAC
ACATTCTGATGTGGAGAAAAGCGCTCTGCGGCTCAAAGCCCAGTCCTTTGGAATTGTTAG
TTACATAAACGGTTGAAGAGTTACAGCAGTTCACAGCACGTGTGCTATTGTGTGGTCACC
AGGCGGCAGCTCCGGTGCAAAAGGGTTTTGAAACTGAAATGTTGGGTTTGGTCTTAAGGA
CGTGTCCCCCGTCTGTCTAGCATCAGGACTGTGACCATGGTTTCTGTGGAAGGTTTCTGC
CATTTCCTTCCTGTTGTTGCGTTCAGGTCAAGACGACTGGAACGGCACCCAGCGGACAGC
CGGAGGGAAGGTCCCTCCCTCTTCTAGAGGAGCCAAGACTTCGTACCGGGAGCATCCGTA
CCGGCAGTACTAAAGTGGACCTGCCCCCTCCCCTTAGCGTGGTCCCGATAGCCGTGGGTC
TACTGCGGCAGCTCTCGCTTTAAGAAGCCCGACAAAAGTAATTGTCCGTTTTGTTTTTGG
TTTTTTCCTACAATGGACTTTATAAAGGAGAGCAAATTGGAAACTGAAATTCTGAACTCG
TTTTGGAGACTTGACAGCA
>BJ738613 ID   BJ738613   standard; mRNA; EST; 705 BP.
AATGGTGTTTCAGTAGAAAAATGGTTGACTGGTCACCTGGAACATGGAACAAAGCTTGGA
ATCCTCCAACCCCGTCTTGAAGGTGGTGTTGAGCTGATGCCCTGATATGAAGCAAAGAGT
GAGAAACTGCAGAACATGGAACTGCATTGTGGACTAAAACGAACGTGGGCCTCACAGTCA
GAACCCTTCTGCTTCTTCTGCGAATGTCCGGACGTCCTGGTTTCCACAGATCAGCAGTTC
TCATCTGCTCCTCTCCGGGTGAGCTCTGCTGTGAACAACCCTTCAAGCCACAGAAACGGC
AGAAAAACAAATGAAACTGCAAACGGATCAAAGTGAATAAAGCAGTCCATCAAAGTGAGC
TCAGTTTAATGAAACCCCCTTTTCTGACCAGATAAGACAGATAAACATTGGATGCTTTGA
TAAAAATGGAGAAAAATCGGACCAACAAGTCCAAACGGTTCTGATATATTATGGCGTGTA
TTTGTGAACATGTAAATATCTGCGCTAAGGGGGCTTGATGGGCCCATATGGAAACCATTT
CAATCTAACCTCAAGTCATCATGTTGATGATGATAGAAAGCAGTGTAATGGTGAACGAAC
AGGCCTGTGATAATGTAAGTGGAGGTGGAGGAGCGGTCCATAAATAACCGCATGTTTGGA
TGAATGTGGATTGTGTGTGTTCTGGAGCAATTATGGGATGGAGAG
>BJ738614 ID   BJ738614   standard; mRNA; EST; 696 BP.
CACAGAATATTGATGCTCCAACAAACCTCATCACCACTGACGTCACAGAAGATACTGCAA



TGGTCTCCTGGGATCAGGTCCAAGCTCCGATAGAGGGCTATATGCTGAGCTACACCTCTT
CTGAAGGCAGCAGTGCAGACATCCCTGTAGGCCGTGATAGCAGTTCATACAAGCTACTTG
GCCTGAAGCCTGGCGTTCGCCACACTGTATACATCTGGGCCTACAGAGGAGACAAGGTCA
GCGAGAAAGCTTCAACAGAAGCAGAAACAGAGATTGATTCTCCAAAGGACCTGAGGGCGT
CTGACGTTACTTTGGAAACTGCTACTTTGACTTGGACTCCTCCTCTGGCAGACATTGATG
GTTACATCCTTACCTACAGAGATGAGGGTCTGATGGAGACTGTTGAAAAGCAGATAAGAG
GTAGCGGGAGCAGCTTTTTTGCTTCTAACTTGAAGTCAGGAAAGAAATACATTGTGACCA
TCATTGCATATAAAGGCAACAAGAGAAGCAAAGTTGCGGAGACCATCTTCAAAACAGTTG
GTGTTCTGTACCCTTTCCCAATGGACTGTGTTCAGACCATGAAGAATGGGAATAAGAAGA
GTGGCATCTATAGTATTTACATCAACAATGACCGGGATAAACCAATAGAGGTTTACTGTG
ACATGGACACAGATGGAGGCGGTTGGCTGGTGCTTC
>BJ738642 ID   BJ738642   standard; mRNA; EST; 106 BP.
ACTCCTACGCAAAGCAAAGTGCCACAATGCAGAGCAGCTGTATGTTTGGCTCCTCCACTT
CATTGCCAACAACTACCTGATCTTCAGTCATAAACCCNACTTCCTG
>BJ738645 ID   BJ738645   standard; mRNA; EST; 253 BP.
AACGCACTTGGAGTTATCCATGGTCTTTGTAGCTATCCTTATCAGAAAAAACACGGCTTG
CGCCTTTTAGGCATCGATTTTGATTCTAATTTTGCATATTTAAATGAAAAGGCCTTTGCT
CTGCATGCCTTTGTAGCTGACCTTTCCATCAGCTGTGGTATTTGTTGATTGCAGTCTGTG
GTTTATGCTGACTAAATGTCATGAAATGTCACTCACTAAAAATGGAACCACTTACCTTTT
TTTTTTTTNATAA
>BJ738656 ID   BJ738656   standard; mRNA; EST; 745 BP.
ATTTGGTTGGAGATCATAAATTTTCATATTTTTTGGGGGTGAATGCGACAAAAACAAATG
CCTTTCACAATTGTGTTTTATAAAGTCCAGCAGGGAGCGTGAGGACTGGTAGAGCTCATT
CATGTCAGACCGCTTTGTCACCGTGAAGGAAGGAGCAGTGTGACCTCAGGAGTGGAACAT
CTGATTAACCAGACCCTCCATGTTTATTTCCCCTTTCTTTAGCTGTGACCATGATGTAGA
AAAATCCATTTATTGTAGCAGAATTGCCGACTACTGTCTTACTGATGGCCTAATATGAGA
GAATGAAGTGATTACTGTATGTCACACATTTCCATGAATCTGCTGTTCCCGTTCCTAAAT
TCTCCTGGTTTAGTCCATTTAAAAACACTTTTCGATCATTTTGTTTTTATTTTGAAGGAC
AGTTCAGTTACTGAGTAGTAATGCAACAATAGACGCATCTGTCTTAATTTTTGTATTTTA
TTTTATGTGTCTTAATCCTTTTACCTGTAGTTTTGTGCTTTTGTTTGTCATCATCTCCTG
AAATTCAATTAACTGTTCGTTTCTGTCCAGACCTCCTATCAAATCCTGGCAGGAATCCAT
TCAAAATTAGCTTTATTCATTCCAGCCTTGGAACGACAACCCAAAAACCTTTGTCGGCTC
ATATCCAGCCACTCTTCAGATTAACACTAAATACTATTGTTGGTACTCGGGTGTGTTTCA
AGGTTTAGACAGGAACGCGTTTGTT
>BJ738657 ID   BJ738657   standard; mRNA; EST; 356 BP.
ATCTGATGTGTCAATCATTTTGTTTTTAGTTCATTTGGCTGATAGAAAAGCTCTTACTTT
GGATAATCTTTATGGCAAGGATTTATGTTTTTAATGTTTTGAATATTTTTGCTTGCATTA
AAAAAAGACACTGAACTCAGAAATGTAAACCTTTCATTCGTGGACCCTGTGTGCCCATAT
GGAGACATGCATTCCAAACAAAAAACAAAAAGCAGCTCAAGCATTAAAAGATCTTTGAAA
GTTGGTTTTATTAGTTGCATAAATGATGCTAAAGTCACATGACATGCATATATTATGCTT
AAAAAGTAGAAATGTAAGTCATATGAGGTTTGCATTGCTTTTAAGTAAAAAAAAAA
>BJ738663 ID   BJ738663   standard; mRNA; EST; 705 BP.
AGCCCTTTTAACAGATGAAAAACAATGCTTGCTAGTTTTGTGAACTATCTGTTGAAAAGC
ACCCGCACATGTAATCGATTATCTACAATCTGGTCTGAAAGCAACAAATTTGCATCAAGA
TGAAGCTCTGTGGTGCCTTGGATATACAGAAGGGAAGCCAATCATATTTGCATTCTGCCT
TTGATTGTATAGTGTGACCTTTAAGTTATATTTTAACCATAGCTTGATGATGAGGCTGTT
GAAGTTGAGGAAACCATTAAGAAGCTGCATATACGGGATCACTGCTGGGCTTATGTTACT
TTTGCTCTGTTCTCTTAGTATTCATTGTTGATGTAAGAGATGTCACATGTTCGAGCGCCT
TGAACCTCATGACACCCACAGGTGAGGCAGAGGAAGCAGGGAGAACATAGTGCTGAAAAC
GATGGGTTCTACTTCCTGGCTGGGACGATATTAATTATTAGATAATTACTTGTTGATATC
ATTATTAATATTATCATTGGACATACGTTGGAATCGAGTAGTAGATCAATAAGCTCCTTT
TGTCAGGCTGCTTGTGTGTTCGTTGGTTTGTGTGCGTGGTTGCATCCGTGGAGCACGGAT
GTGCATGGTGTGAGTGTTGCGTGTGATCCTCCATCTATATTAGCATTCTGTTGCATAAGG
CACTTGAACAAAGCGGCAGACTTAACACTTTTTGTGTGTAAGGCG
>BJ738673 ID   BJ738673   standard; mRNA; EST; 716 BP.
CCCGGCTGAAGAAGGGCTTTCGCTTGGACAGGGTTCCCGTGGCGCTGGATGCGGTGGTCA
TTGGCAGTGGCATTGGAGGTTTGACCACAGCGGCGCTTCTGTCTAAAGCTGGGAAAAGGG
TTCTGGTTCTGGAGCAGCATGACACAGCAGGAGGCTGCACACACACTTTCCAGAAGAAAG
GCTTTGAGTTTGATGTGGGTATCCATTACCTGGGCCAGCTCCATGAGAACAGTCTGCTGA
AGGTTGCTTTGGACCAGATCACAGAGGGACAGCTACGCTTTGCAAAGCTGGAACAGCACT
ACGACACGGTCCTCCTGGGTCAGCAGGACCGACGCAGGGAATACCACATCCACTCAGGGA
AAACAGAGATGGCAGCGTGCCTCAAGAAGCAGTTCCCAGAAGAAGAGGAGGCCATTGATG
AGTTCATGAGGCTGATGAAGCTGGCCTCCCGGAGAACTCCTCTCATTGCTGTCTTGAAGA
TGATACCCTCCTGGCTGGTAAAGCTTCTGATCTGGACTGGTCTTTTGAACCGAATATCTT



CAGTGTTCTGCCTTGCAACAACCAACCATGCAGCCATGATGTCGCGCCTCACACAGAACA
AGGACTTGCAGGCTTTGTCTGCCTACCTGTTTTATGGAGTCCCTCCCAAAGAGTCCAGCT
TCCTCATCAATGCACTTCTTCTTCATCACTACAAACGCGGCGCCTTCTATCCAGTG
>BJ738682 ID   BJ738682   standard; mRNA; EST; 728 BP.
GCCCATCCGGAACCTGAACGGTCACTCCATCGGCCAGTACCGAATACACGCGGGAAAGAC
TGTGCCTATCGTCAAAGGAGGCGAAGCGACGAGGATGGAGGAGGGAGAGGTTTACGCCAT
CGAGACGTTTGGCAGCACAGGTAAAGGCATGGTCCACGACGACATGGAGTGCTCTCACTA
CATGAAGAACTTCGATGTCGGCCACGTCCCCATCAGGCTGCCCAGGGCGAAGCACCTCCT
GAATGTTATCAATGAGAACTTCGGCACGCTGGCGTTCTGCCGGCGCTGGCTGGACCGCCT
GGGCGAGAGCAAATACCTGATGGACTCAAAGAAGTTGCAAAGGATGCCAAGCGATGCTGT
AGTCTGCCCATGATGCTCCGCACTCAGCTTTTAAAGAGGGACAAGCATTCTTCTGGGTTC
TTTATTATCAACCACATCTGACCGGGTCAGCGGTGGCAGAAGCTTCGTGCTTTCCCCCTT
GATCGGCAGACTTCTGTTTTTCAAAACATAACATTCAAACAGTTCATTTCTCAAAGCTGC
CATTGATGTCAAATCATTTCCTGTTTACGGAGCAGAGGTGGCTGCGGATGCCTTTCTCCG
ACCCCCTTTCGGTTTCTGTGGATTCAGGCTGAGCCTCGTATGAGGGGTCAACAAGACAGC
TTTAACACATGTTCAGGTGGATGCATGGCCAGAAATGTGTGTACAGACTTTTCGTAAATA
ATGCTTGG
>BJ738683 ID   BJ738683   standard; mRNA; EST; 590 BP.
GATCAGTCGCCAGGTGGATTTTATTTGGGTTTTATAGAAATTTACTTTTATCTTTTTTGC
ATGACTGCGTGTACTTTCAATCTATTTGTGAGTTTGTCTTTTTTTTCATTGCATGCATAC
TGGTGCTTTGGAGTGCAGGCCAGGACGTCACATGGACAACCATCATCCATTCACCTTTCT
TAAGACGTTATCAACAACATGGTCACTGATGCTGCTGAAAAAATCATCCAAAACCTCGAA
GAAAGCTGCGTTCAGTGTGAGGAGGAGCTCCATCGTCAGAGCAGACTGCTGGAAATCATC
GCGGATCCACAGACGAGACTTCAAACTCTCCTTCTCCCCCTTCTAAGGAAGCAAGAGAGG
AACTCCAGTGTGAAGCTGGAGAACTCAGAACCTCCACAGATTAAAGGGCAACAGGAGGAG
CTCTGCAGCAGCCAGGACGTCGAGCAGCTGGATCTGAATCAGGAGACAGATATCTTGATC
CTAACTCCTACTTATGAGAAAAATGAAGATCTGAACTGTCAGCATCGCCTAACTCAGAGC
TTAAATGTAACTGATGATCAGAATGGAGAAGGAAACCAGCATGGTAAAGA
>BJ738691 ID   BJ738691   standard; mRNA; EST; 741 BP.
CGGGAAAAAGAGCTCTCATCTCATTTCTGTCGTGGTTGGATTACTGCGATCAGCTGATCA
AGGAGGCTCAGAAGTCAGCAGCCGTGGTGATGGCGAAAGCTGTGAAGGAGCGGTTCTTCA
TGGCCGTGATGGAGCCGCGGCTCATGCAGACGTCCGAGGTGGGCATCCTGACCTCCACCG
CCCTGCTGAACAGGATCATACGGCAGGTGACGTCAGACGCCCTGCTGCAGGAGATGGTGT
ACTTCCTGCTGGGAGAGGCCACGGAACCCGAAACGCCGGCCAAGACGGCGCAGAATCAGC
TCCGCCACCGCCTCATCGAGCACTGCGACCACCTGTCAGACGAGATCAGCATCATGACGC
TCCGCCTGTTCGAACACCTGATCCAGAAGCCCAACCAGCACATCCTTCACAGTCTGGTGC
TGCGCAGCCTGGAGGAGAGGAACTACCTGGAGAACAAACCCCAGGAGGAGCGCGAGCCTG
TGGAGAACGGCCAGCCTCATGACGCTGTAGACCTGGAGGAGGATCCGCTCTTCGCCGATG
ACCTCTCACCAGACAGCCGGCTGGCCTCCGAGTGGATCAGCTCCTCCCCGCCTCAGAGTC
CGGAGCACTCGAAGGCCGACGGGAAGACCGAGGTCCACAAGATCGTCAACAGCTTCCTGT
GTTTGGTTCCCGATGAGGCCAAATCTTCGTATCACGTGGAAGGAACCGGATACGACACGT
ACCTCAGAGACGCACACCGAC
>BJ738694 ID   BJ738694   standard; mRNA; EST; 660 BP.
AGATATTTTAGAAGAGCTGCTGTTTGCGACTTAACATACGATGAAGCTTATTTTGATCAC
AGAGCTATAGAGTGACTTTGCTTACAGCTGATGTTGATGCTTAGTGAGAAATTAGTGGTT
TGAATTATTTTAGAGAGCAGAAGACCACAGAACAACAATTCTGTCCTTTAGAAGTGGGGA
GTTTTTTTGTTTCTTTGTTTGTTTCCGAACACCTTCCAGTCATTTCTGGTGTCACTGATG
TTGGTACCATGGGTGGACTGTGATGTCTTTCTGATGAGTAACCTTCTGTGTTCTGTTTTG
GGATTGTTAATGGCTGTTAGCAGGTGCCATGACCACTAAGGTACGACGCCACGACAAGAG
AATCCATCCTTACCAAAGGGTAGTGACCACAGACAGAGGTTAGTTAGCTCACCAGCCACC
GTATGTGTGTGTGTGTGTGTGTAAATGTGCGTTCTCCTGCGTGTGTGTGTGTGTGCATGC
ANACCCGGCNGACCAATTTCAGTTTGTGTGTAACGCGGCATTCCTAAACGAGAGATAACT
CANTCGAGCAAAATGTGAAGCANGACTTGTTGCAGAGGANTCAGAGAGGGAGAAGCGGGG
AGGAACCACCGTGGGTAAAGANTGTTNACCCTCTCGTTTTGAATAGACGGGTCTGTTCAT
>BJ738698 ID   BJ738698   standard; mRNA; EST; 614 BP.
AGGATCGTATCCGGAGTAACGTGGACGGCCGTTACCTGTTGGACGGTGTTCCTTTCAGCT
GTTGTAACCCAGCATCACCTCGCCCTTGCCTGCAATACCACCTGACAGACAACAGAGCCC
ATTTCAACTACGACTACCTGTCAGAGGACCTCAACCTGTACAGCCGCGGCTGCAGACAGG
CTCTGACTGATTATTACATGGGCTTGATGAATTCAACTGGCCCTGGGGTGCTGTCTGTCA
TCCTGATTCAAATATCTGTGATGTTGAGCCTGCGGTACCTGCAGACAGCTGTGGAAGGAG
CCATGGCTCTGGAGGACCCGGAGGGTGATAGTGAGGGTTACATACTGGAGAAGGGGGTGA
AGGAAACCTTTGAGGAAGTCAAAGTCAAGGTCCTGACCATGATGAAGTTAGCGCAGGTTG
ACCCTGAAGGTGTTCCTGTTGACGCGGAAGCAGAGAAGGCAGCTGACACCACCGCGGAGA
AGGCTGCCTCCCCAACCCCTGCCAGCTAAAGGGAAAATTGATTTCAACATGAGCTGAAGA



AGAAGAAATCGAAGACGGGGGTGGGGGTGAGGGCGTGGGGGGTCATTTTATCTTTTTTTC
TTTTTTTTTTTTGG
>BJ738700 ID   BJ738700   standard; mRNA; EST; 713 BP.
GTGGAAACAGATCAGCCGCACCTGCAGCTGAAATATATATATATTATTTATTTTATTTTT
TTGCTGAGGGAGACGCCAAAAGCTCCAGGAGGAGGCAGAGTGAGGAAACAGAAGTGAGGA
GATAGCGAGCGACGCGCCTCCGCGGAGTTGGAGTGAAGTTGACGCAGATGTAGTGCGCGC
GGAGCGCACTGGTCTGGAGGAAACAGAACCGGTGCGTAAAAGCTGGACTCCAATAGCGAG
GATAGCGGTTATCTCCCCTCATCAGTCGCCACGCACCATCCCACTAGAACACGAAGTAGG
GTAGGAGATAAGGACAAGCATCCTCTCGCCTGCACGCGGCGCATTCAACCGGCTGGTTGA
AACCGATGACCGGGACATAGAGCCACTAAGAAGAAGGGAAAACAACTGCTAACTTGAGAG
GATGATATGACGGAGATCACCCTGAGGGATGCAAGCAGGAGAGAGGAGGAAAAGAGATAA
AGAGTGTAGTCTGTTCCCAGTTATCCTGCTAAACCAAACAGAGCAGGAGGAAAAGACAAA
GCGGTTCATTTCTTCCAGCCTGCAGAAGGACTTCACACACAGATCCTGGTGCTGCTTGGA
GTGGACTGCGTACAAACCACCATCATCCACCCTTGCTGCCTCCAAGAATGATTTGTACAA
ACTGAAAAGGAGCTGATCAAACATTTAACAGAGGAGATTAGGGCTGACACCAA
>BJ738701 ID   BJ738701   standard; mRNA; EST; 624 BP.
CATTGATCAGCTGAAGAGAATCATGGAGGTGGTTGGTACTCCTACACCAGACCTTCTGAA
GAAGATCTGCTCTGAACATGCGCAGAAATACATCCAGTCCCTGCCCTTCATGCCCCAGCA
AGACCTGGCAAAGATCTTCAGAGGGGCAAACCCCCTGGCCGTTGATCTACTAAAGCGCAT
GCTGGTTCTGGATTGCGATGGGAGGATCTCGGCTAGTGAAGCCCTGTCCCACCCCTACTT
CTCCCAGTACCACGATCCAGACGATGAACCAGAGGCTCCACCTTACGACCAAACGCCGGA
GAGCAAGGACCGAACTTTGGAAGAATGGAAAGAGTTGGTGTTTGAAGAAGTAAACAGCTT
TAAAACATCTGGCAGCAAGACGGACAGCCTTCAGGTGGAGCAGTGAACTTCAGCTTTGCC
TTATTCTCCACCTGAAGAAGGACCTCACGTACTTAGAGAACGAAAGAAAGACTTTGGAGA
TGCCTGTCTTGAACTGAGTTGACTTGATTGAAGCATCACGGAGCAAAGGTCCATGTGGGA
TCAGATAAATAGAGGATGGATTTCAGAATCAAGGACCTCTGCCCCGCAGACACTAGCATC
CTGTTGTGTTTCCCCTCAGAGACG
>BJ738707 ID   BJ738707   standard; mRNA; EST; 732 BP.
TCCTGCCCCAAAACAAATTCCTGCTGCTGCTGTCAGACAGCCCTGACGACTGCAGTCTTT
GGCTGCGACTCATCAGGAAGGTGAGAGAGGGCGTAATGTCACCCCAAACCCTGCAAAGAC
AGCGCAGCATCACTCCCTGCATCACAGACAGAGACCCGCTGCCCGACTCAGCGAGCGATA
AGGACCCCGGCTCACCCAGGGTGGGTGAGGGCACCCCGCCTTTGGCCCGGGTCACCGAGA
GGGGAGGCTCATTCAGAGACAGAAGCCAAGTCCCAGCAGCCAGCGGGGGGAGGCGGCCAC
TGCGCAGTGTTTCCGTGGCTCCACCGCATCGTGTCTCGGATTGTCTTCGCCATGGCAACA
GCACAGACGCTCGGGCCGTGAGGGCCGTGTGTCTGCTGATGGGAGGGGCGGCGGCCTCGT
CGGCTCTGGGCTACATCAGCTCCTGCGGCCCCTCCTCACCCCTCGCCACTAGAGGGCCGG
AGATCGCCCAGGGCGCGGGAGGCTTCTCCGAGCTCTCCACCGGGGGCTCGTTCCACGCCT
GCAGCCAGGACGTGGACTCCCCCCACTTCAACAGCTTTGATTTCGAAGGAGACTCTGACT
TTGATGCATTTGACTGTGGAGGATTCGCCTTTTAGGGGGAGAGACTGTCGTTCTGATGGT
CAGACGTGTTTCTCTTTATCTACATCAACATTTGTTAAACGTAAGAATGACTTTAATGAT
GGTGTTCAGCCT
>BJ738722 ID   BJ738722   standard; mRNA; EST; 686 BP.
TGACTTTATTTAAGCAAAAACGTGTCCTTTAGGATGAGCTGGAGGCAGCCACTGCAGCAC
GCCTGGGTTTGGGGGTGGTGCCCTCACGGAAACCATTTCTGAATCTACGATAGACGACCT
TCAGGTGCCTCAGGCGGCCAGTCCCAGTGGTGTTCCTCCTCTTGGCCTTGGCGCTCCAGT
TGTACTTTCTCTTGCGCTTCTGAGGATAACCACACTTCCCGCAGGTTGATTTCTGCAGGT
GATAAGCTTTGGCTCCACAACGACGGCACAGAGTGTGCGTCTTGTTCCTGCGTTTTCCGA
ATGAGGATGTCCCCTTCGTCATTTTCCTCCAGAGGTACTTCTGATTCAACCCCGTGCGCC
TCTCGGGTTTAACCGTATTTGTTTTTAGGTGGAGACACTTTGATGCGTAAAATGCCGAAG
AGAAAGTCCCCAGAAGCTCCAGAGGGCAAAGAAGCCTCTAAAGTCACAAAACAAGAGCCA
ACCAGAAGGTCAGAGAGATTGTCAGCGAAGCCTGCTCCACCCAAACTGGAGGCCAAACCC
AAGAAGAACATCGTTAAGAAGGTGGCAGAGGAAAAGGGGGCGAAGGCAAAGAAAGGAGGC
TCCAAGGGGAAAAAGGAAGATGGTCCCGCCCAGAACGGAGAGACCAAGACCAACGAGGAA
ACTGAAGCAGCAGAGGAGGCGCCTGA
>BJ738730 ID   BJ738730   standard; mRNA; EST; 377 BP.
AAAGCTCTCATCACAACTGCTTTTCATTGTACCGACATTTTGCTGTTTTTTATTTTTATT
TTATTTTTGGTTATAATTTTGTAAATATTGTTTAAACAAACTCCTTGCCTTGTGTTATCC
AACTTGAATTTTATTTTTAACTTATAGATTTTGTTTCGTGTGTATTAAATTAAGCCAAGC
GGACAGTGAAGGTTTGATGTGAGGAGGCGGGGCTTTGTGTTCAGGTGTGTCACAGGTAAA
CCATGCAGAGAGAAAACCTACTCTCCAGACCTCCTGTCCTTCTCTCTGAACCACTCAACT
TCTGTCTCTTACTGTGTCAAACTGGCTAATGCTGTTTTTTTTTTTTTNATNCCCCCCAAA
ANATTANCAAAAAANGC
>BJ738745 ID   BJ738745   standard; mRNA; EST; 730 BP.
AACCTGGGTACCATTGCAAAGTCTGGGACAAAGGCTTTCATGGAAGCCCTTCAGGCTGGA



GCCGACATCTCCATGATTGGTCAGTTCGGTGTGGGATTTTACTCTGCCTACCTCGTCGCT
GAGAGGGTGGTGGTTATCACCAAGCACAACGACGATGAACAGTACGCCTGGGAGTCCTCT
GCTGGGGGATCCTTTACCGTCAAGGTCGACAGTGGCGAGCCCATTGGCCGTGGAACAAAG
ATCATCCTGCACCTTAAAGAAGACCAAACGGAGTACATTGAGGAGAAGAGGGTCAAAGAG
ATCGTGAAGAAGCATTTAGAGATCAACCCCGACCATCCCATCATGGAGACCCTCCGGCAG
AAGGCTGAGACCGACAAAAACGACAAAGCTGTGAAGGACCTCGTCATCCTGCTGTTCGAA
ACTGCTCTGCTGTCCTCTGGCTTCTCCCTGGACGACCCTCAGACCCACTCCAACCGCATC
TACAGAATGATCAAACTTGGTTTGGGTATCGACGATGACGACATCCCCACAGAGGAGCCC
GCCTCCACATCTGCCCCAGAAGAGATGCCACCCCTGGAAGGAGATGCTGACGACGATTCG
TCACGCATGGAAGAGGTCGACTAAACTTCCCCAAACTTCACACTTTTAAGCCTCACTTTC
CCAGAAATCCATCTATTATAAATTCTGTAACTAAAAAATCAAGTAGGCATTCCTGTTGTG
ACGCTCTCGG
>BJ738746 ID   BJ738746   standard; mRNA; EST; 669 BP.
AAGGGAATGAAAACATTATTCCCTTATGTTTTAGCCAACTGCGATCAAATGTCCTGGTTC
TACATCAAACCATCGTGTTGGAGTTTTAGTTAAGGGTAAAACAATAAGTATCCGGGTGTC
AGTCTGACCTTTCAAAATGTCTCAGGAAGGATATCAGACACCAGCCATGATGACTGCTAC
CGCTGAACCGAGCCTAAACCCAGTTGAACCTCTGTGGAATAACCCTGGGAAGACTCCAAT
TCAAATCCTGCATGAGTATGGGATCAAAAGTGGGAACCATCCCATGTTCATGATGGAGAA
GGCTGAAGGCCAGGCTCACCAGCCCAGCTTTGTCTTCAGCGTGACAGTCGGTGACGTCAC
ATGCGTAGGCCAGGGTCCCAGTAAAAAAGCTGCGAAGCACCAAGCTGCAGAGGCTGCTCT
GAATATTCTGTACACAGACGCTGGAGCTGGACATGTTGCTGCGACGGGTCTAAGCAACGC
CGCCGAAACAAACAACCATCTTCCTAATTCTGTAGGACTACTCCAGGAGTTGGCGTTGCA
GAGAGGTTGGCGTCTCCCTGAGTACACAGTTTTACGGGAGACCGGCCCCCCACACATCAG
AGAGTTTACAGTCACCTGCAGACTGGAGTCTTTATCAGAAAAAGCTGCAGGGAATTCCAA
AAAGGCAGC
>BJ738750 ID   BJ738750   standard; mRNA; EST; 676 BP.
AGCATTGATTGCAGACAATGCAAAAAAAACAAAGAAAAACCCACATAGATACAGTATATT
ACACTCATTACAGAAAATGTGAAATGCATTGATTAAAACAAAAAGAGGAAAATGTCTGTA
AATGTAAGTAGAAAGTAACTGTAATTACTCAAAATCATAAATAGATTTTTGCAATGATGC
ATACAGTACACATCAGGTCAATTTAGATTCAGTAAATATGATTAAATCAAGACTTTAATT
TATTGCTTGAAAAAGAGTGGGAAGAAGCAAATATACATACTCCCACCCCCAATGATTTAT
TTTATTTGATAGTTTTGCACAGTTGTCATAATCTGGATTTTGTAATTTTTCAAAAAACCT
GTTTTAAAAAGGACATTTTTGATTATTAAACATTAATTAAAAAGCTGTATTGTTTATACC
AGTCTAATCTGTCAAAGCATATAAGCAAAACTTTCAAAACGTTTGAAAGAAACAGTAGAC
CATTAAAGTTTAATCTGAAGTCTTTAGCTGTAAATTAAATTCAAATAAGTAATGAAATTA
ATATTTTACTGCCAAAAATTATTATTAAACCACTTCGAATAACTTGTGGGGACAAAATAA
TAGGCAGAAGGTGTTTCTGCACTCCCAGTATAAAAGCTAGAGAACTTAAACATTTTTTTC
TAACTTCAATGTCGTG
>BJ738759 ID   BJ738759   standard; mRNA; EST; 743 BP.
TATTATTTCCTCTGTTTGCCGTCTCTGCTTTTGCATTCTGTGCTCTGCGGGAAAACACAA
TGTTTGTCTCCAACATGGAGCGCATTGATTTGCCAGCCTGGTGATCTCCACCCCTCATAC
ATACATCCTGGGCTGCATGCAGGGCCTGACAGAATGATGTAACAGATAAACCCAGACCGA
TGTCGCAGTGCCACCCAGTGGACGGCAAAGATGCCACCGCGTCAAGCAGCTGGACCAGTT
TTGATGAATATGAAAGGATTGGGCCTGCAGATCAAAGTCAGCAGCATTACACAACTCGCT
TCTCGTCGTGTTTGATGTGTCTGGAATCTGAGGATTTCATAATGAAATGGTCTTATTTCT
TTCATGCAGGTGAACACAAATGCTGCCCTCTGCTCACAAAACCAATGAAAGCCAGATCTT
TGAAAATGTCATGGCCTAAAGAAATTTTGTTTTTAACTTAACAGCTCTGTTGAGGAAAAC
TGGGACTGATCAGAAAAAATCGTATTAAATTTTCTACTTTATGATGTTAATAAACCGTTT
GATCCCACAGAGAAACAAAAATTAAGATGAATTACGGTAAATCTAAACAAAACAGCTGGA
AAACTAGATGGTAGTAACGTAAGAAACAACTTAAAATTTGTTATTGAAGTGGTAAACTGA
TCACCGTGATACCATCATATCTGTCAAACTATTTATGATTAAACACTGACCATTTAGACT
GCAACACATGTCTGTAATTAAGG
>BJ738765 ID   BJ738765   standard; mRNA; EST; 119 BP.
ACTCAGCCTCTTATTGCCTTACTGACTCTGGAAAAACCTAACTATTCCTTCCAGGAGAAT
CTTTCTTTGTANGGAAGAACTTGGACAAAAAGGAAAATAAGCTTAANAATATTCTTGGA
>BJ738767 ID   BJ738767   standard; mRNA; EST; 688 BP.
AGGTGTGAGAAATGAACTGGAGAAGCCAACCTTCACCAAGAAGAAGATGAGAAGCATGTA
TGAGGAGATGCACTCTGCGCTGTGCAGCCATAACACTAAGGGCCACGGAGGGTTTCGCAA
GAAGTTCATCCAGAAATTCTCCAAAAAAGTGGAGGAGCTGTTTGGACCTGGTGGCAGCAA
GCTGTTCGAGAAGAGGGGAGACCCAGGCTTTATGAAACAGGTGGAGAATCTGGTGGCAGA
CATGCGTGGATTTCCGAAGGCCCCGGGGAACCTGAAGGAGTACTCCCCCTGGCTGAGTGG
GTTCAAAGCTGACTCCTTCAGCAATGAGCTGGAGGTCCCGGGTCAGTACGACGGCAGATC
CAAACCTCTACCCGAGTATCACGCCAAGATCACGGGCTTCGATGAAAGGGTGATGGTGAT
GTCGTCCATGCGCCATCCCAAACGCCTGATCATCCGTGGGGATGACGAGCGAGACCACCC



CTTTCTGGTGAAAGGGGGGGAGGACCTGCGGCAGGACCAGCGCATCGAGCAGCTTTTCTC
CATCATGAACATTGTGCTGAGCAACGACACGGCGTGCGTGCAGCGAGGCTTGCAGCTGCA
CACCTATCAGGTCATTCCTTTAACCACCAGGGTTGGTCTTATTGAATGGATGGAAAACAC
TTGTACTCTGAAGGACTTTGTATACNAG
>BJ738782 ID   BJ738782   standard; mRNA; EST; 728 BP.
CAGACACCCGGACGGGACCTGCTCTCTGCACACCGCCGCCGCCTCGCTGGATGATGACGG
CAACTACACCATCCTGGCCGCAAACCCACAAGGCCGAGTGAGCTGCACCGGCAGGATGAT
GGTGCAGGCGGTGAACCAGCGAGGGCGCAGCCAGAGATCCACACCTGGACAAATGCGCAG
GTCCAGATCCCGGTCCAGAGACAGCGGAGACGAAAACGACAACATCCAAGAGCGCCACTT
CCGCCCCCACTTCCTGCAGGCCCCCGGGGACCTGATCGTCCAGGAGGGCCGCCTGTGCCG
GATGGACTGCAAGGTTAGCGGCCTGCCGACCCCTGACCTCGTCTGGCAGCTGAATGGACA
CAGCATCCGCCCTGACTCCTCCCACAAGATGCTGGTGAGGGAGAACGGCGTGCACTCGCT
GGTCATCGAGCCCGTGACGAGTCGCGACGCCGGCATCTACACCTGCATTGCCAGCAACCG
GGCCGGCCAGAACTCCTTCAACCTGGAGCTCATCGTTGCAGCCAGAGAGATGCACAAGGC
GCCGTCGTTTGTGGAGAAGCTGCAGAACACCAGCGTGGCGGAGGGCCACCCTGTGCGGCT
GGAGTGCCGGGTCACGGGGGTTCCGTACCCCCAGATCTTTTGGAAGCGGGAGAACGAGTC
CTTCACTCACAACACGGACAGAATAAGCATGCACCAGGACACTGCGGCTACCTGTGTATG
ATCATCNA
>BJ738813 ID   BJ738813   standard; mRNA; EST; 733 BP.
GACCGATCGGTAGATTGAACTCCGTCACCGCGTCTCATTTCCATGTTCATCTGACCTTCC
TGTGCTCAGGGTGAAGGGCGAACAAGACAAAAAAACCACAGGAAACGCCTTCTGCCGTTC
ATTCTCTGCCACCAGCAGTGTCTGCCATGATACAGGCAATACTTGAGGAAACCTCTCAAA
ATTACTCTCAAAGCGCACATTTGTTTTCATGAGCATGTTGATCTTTCCATTCTGTCGGAT
CAGTCCAGTCAGCCATCCCACGTTCTTCTAAAAGTGCACCCTTTTAACAGAAACACTGAC
GAAAATGTGTAAAGTTGGCTTTATTTGAAAACACAAACGTCTTCCAAATCACATTAGCTT
TATTTTCACCTTTTTTCTGTACAATGTTGAACAATAAGAAGGCAGAGAGGCCTTAAAGCT
GAACAAATTTTTGATCCTCACCCCTCAGTCACAACAAAAAATGTACCAACCTTTATAAGT
TGCAAAGCAAATGGCAACAAAATTGCAATCATTCAACCGAGCTTTGGCGTCTGCGGGGGT
TATTTGCTGTGGACATCAGACCTAAATGCTGCAGACGATACTAAATGTACACCCAGTTTT
ATTCAGCTATCTGAATTCAACGGACAAATCTTTTTTGCAAAACAATGTGCACATTTTCAT
CTCATGGACTGCAAGCATGCAAATTGGGCTGCAGCGTCACCTCATATTTTCTTTCACTGC
AACGGCTAATCTC
>BJ738840 ID   BJ738840   standard; mRNA; EST; 673 BP.
AACAGCCTGGTTCCCTGCGCGTCATATGATAGTGCTGGGTGAGAGCCAGCACAGCCCTCC
TTGTAGAAAACGACCCATATCTCAATCAGCGCGCGGCGGCCAAGGCCCCCTTTATCTCCC
TCCACAAGGCAGGGAGGCGTATCCGTTCCCCCTCTGCACTCCCCTCTACATACCAGCGTG
ACTCCCTCAGCTTTGACCAAACTACAACCTGCTTCGGTCGACGCCCTGTCGCCCACGGGA
TCCGCACTTTAGCGCGGAGCCAACAAGTCCGTCGTGCGTATTTTTCAGGGAGGCAGTCGC
CGGGGTCTGGATTGCGACGGGGCTGCGCGCGCAAGCAGCCAGCGGCATCACCTCAGAAAT
AAGAGAAAGGGTGCCAGGGAAAAGAAGGGGAAGAAGGAGGAGGAGGAGGAGGAGAAGAAG
AGGAGAAAAAGGGGTTCTGAATTTAGAAACAAACATCTCGTTTGGGAGAGCTCTGCAGCG
GGACGCACAGAGGATCTGCAGCGGAGATGGCTGAGGTGTCACAAGAGGAGAGACTCCAGG
CCATCGCTGAGAAAAGGAAGAAGCAGACGGAGATTGAAAACAAGAGGAGGCAGCTTGATG
ACGATCGACGGCAACTCCAGCATCTGAAGTCCAAAGCCCTCAGGGAGCGCTGGTTGTTAG
ATGGAGCTCCAGC
>BJ738847 ID   BJ738847   standard; mRNA; EST; 736 BP.
CCTCCGCAGGCTGAGAAATAAAAAACACTAGCACACGCACCGTGGGAAACGCTCCCCATC
CCTGTAACTTTTGCTAGTTGCCTCCGTACAGCTTTTGGCTGCTGATGAAACAGAACATGT
TACGATTTATACTGGGTTCCAGACAAAATTGGTTGATAAACCTGTTGGATTTACAGCAGC
AACATTTAATAAAGTGTTGATTTGGAGACAGCGGTGTCTTAGACCAGTGTTTTTCAACCA
GTGTGCCGCGGCACAGTAGTGTGCCGTGAGAGATGGTCAGGTGTACCGTGGGAAATTCGT
AATTTTCACTGATCTAAAAACATTTACCATCGCCAGGATATCAGCTCTGTGTTCATCCAA
GCAGGCCCTGATAAAACACTGAGTAATAAGGAATATGAAAGATCATAAAATATTTTTTTC
TTTGTGTTTATTTGATTCTTTTAAAGACAATTTGATAAGAATGACGGTCCCGCTATTTAG
CCGCAGTTTTAGCAGATACCGGTAGCTCTGTTTTTGGAAAAGTCCCGCCCCTTCAACTGT
CTCCACCAATCATTCTTGGAGGCTTAATCATATGTTATCAGTCTGACCAGACTGATGAAA
TACGATTTTTTACATTTTTGGATGCTGGTGTGCCGGAGGATTTTTGTCAAGAAAAAAGTG
TACCTTTGGGTCAAAAATGGTTGAAAAACACTGTCTAGACACTGGTGCTGTAATAATATG
ATGTTAAATGCTATGC
>BJ738856 ID   BJ738856   standard; mRNA; EST; 700 BP.
CCCCCTCCACGTTACTGAACTGTGAAGGACCAAACCAAGTACCCCTTCCAAGATCTGAGA
CACCAAATGCAGAAAAGCCACGAAGAGGCAAACTGAGGTGCTCTTAACCCCCCTACCCTC
AGCAGGACAGCCCGGGTGGGGACCTGTACTCCGCAGCTCCTCTGCAACATCACACTGGGG
AGAAAGGGTTCCCGCCCTCTTCCTCCATCTGCACCCCCCCCTTTCCCCTTCAAGCGCGTG



ACCCTGAAACCCGCTCGCCCAGAGGCCCCATGCTGACGTCACTCCTTCTGACCTCTTCCC
ATCCTGCCCCCCCCCTCTCCCTCTCCTGGCTCTTCGCTCCGACTGAAGCGGCTTAGGCAA
CGCCGTCTGGGCCAATGCTGCCGTCGATTGTGACGGAAGGTGCAGCGACATTCTGGTGCT
GGCTGGACCGGGCAGGCAGTGTCTTTGGAGCAGCTCAAACAGAATCCTGCTACAGGCTAT
GCAAGCGACACCCAGCGTCACGACACAGAGCTGTGCAAACTAGAACCTGACAGAACTCGG
CTCTGTGCCGACATCAGAGTAGCACCACAGTCCCAGAGGACCGCCTGACATTCCTCTTAG
ACAAGAGATTCACCATGTCTTAATTAATGATCATATCATGATGGAAAAAAAATTTAGATG
CACATAGATTGTTTTTTATAAGTAAATATATATTTCGCAG
>BJ738864 ID   BJ738864   standard; mRNA; EST; 727 BP.
TTTGGGTAGAGCTGCCGGTTCAGAGTCTGAGCAGCAACGTCCTCAGCCTCCTGTGCCGTC
TGCAGGAGTCTCTGTTGGAAGGATGACCGCCGGAAATAAGGAGAACGTGCGGCTCTTTGA
TGCGGGGGCCAAAGGTCGAGGCCTGAAGGCCAGCAAAGAGTTCAGCACCGGGGAAGTGGT
CTTTGCCGAGCCGAGCTACTCTGCCGTGGTGTTTGACAGTCTGGCCTTCCAGGTGTGCCA
CTGCTGTTTCCGGCGCCAGGCTCAGCTGCATCGCTGCGGTCAGTGCCGCTTCGCCCACTA
CTGCAACCGCACCTGCCAGACTGCATGCTGGGAGGAGCACAAGCAGGAGTGTGCAGCCAT
AAGGAAGAGCGGCAAGGCTCCCAGCGAGTCCGTCCGCCTGGCAGCTCGTCTGCTGTGGCG
CCTTCATAAGGACAACGGCCTGGCGTCGGACAGTCAGCTGGTTTCGGTGGACCAGCTGCA
GGAACACGTGGACCAGCTGTCTCAGGAGCAGCTCCAGCAGCTCCAGACGGACGTGCGTGT
CCTCCAGGACTACTGGTCCTACGGGAGCAAGCAGCACTCTGTTGAATACATCTCCCACAT
ATTTGGCATTATCAAGTGCAACGGATTCACACTCACTGACCAGAGAGGTCTGCAGGCTGT
CGGGGTGGGGCTCTTTCCCAACCTGGCCCTGGTCAACCACGACTGCTGGCCCAACTGCAC
CGCCATT
>BJ738867 ID   BJ738867   standard; mRNA; EST; 756 BP.
GTTTTTTTGCCTCATTGTTCCGGCAGCGTATGCGCCCTCATTTGGCAGCCTCGCCATCAG
GTCCGGTCCACCAAAACAGCGCCGAGGGACATGGAGGGAGTCGGCAGCAACAGGAGCATG
TCTTACAGTAGATGGAGCTATGACAGCACTTTGGATGATGAAAGCACCAACCTCCGACAG
CAGAAACTTGACAGACAGCGGATGCTGTTGGAGCAGAAGCAAAAGAAGAAAAGACAAGAG
CCTCTGATGGTCCAGTCCAACGTGGACGGTCGGTCCCGAGCTCGCCGCACCAAACAGAGC
GAGGAACAGGCGCCGCTGGTGGAATCCTACCTCAGCAGCAACAGCAGCACCATTTACCAG
GTGCAAGAAGCCGATCGAGAGGAGGTGAAGGTGATTTCAGAGACACAGCTGCCCCGTTCA
GCCAAAAAGGGCAGAGCGTCGGCCAGCTCCACTCCACAGACGGGGAGTGACAAGAAGGAG
AGGAAGGGCAGAAGCAAAGCGCTCGACGGACCAGCTGTGGTGCAAGACGACGGCCAGATC
CACATCCTGACAGCGGGCCACTCAACCACAGAGGAGGGGGAGATGGAGCCTGTCATGAGC
TGCACACAGTCGCAGAGCAAACAGGATCTGCGTGTCACCATGTTGAAAAAAGGTATATCC
AGCAGCATGAATTTTGATGAAGAAGAGGACGATGAGGATGAAATTAGCTCCAGCTCTTCA
CAGCTCAACAGCAACACAAGGCCAGGTTCTGCTACC
>BJ738871 ID   BJ738871   standard; mRNA; EST; 715 BP.
AAGGCACTATCACAATGTAAAAGTGTTCATTTAAAATACAAAAAAAGTCATCCTTTCTAA
ATATTACAAAATAAACTGTAGCATAGAACACACTTATTTAATTATCACAATATATTTCAA
CCAAAGAAAATCTGTGCTTCCATGCAGCTTTGCTCAGTTTTTCTCACATTTTGTCACTTG
CCCCCATTATCTTTGAACAGGTTTTGCTTGAATCTAGTTCAAGCACTGGAGGGGAAATCA
CAATTGGTACCAGCTTGTGAAACTGCTTAAACGTTTAGGTTTAACAGTTTCACAGCTCAT
GGAGCAATATGAAGATCCAGGTTCACTTAACGTGACATCAAGACTTTGACATTGGAGTTG
TTAAGGTGGATTAAAGTCATTCTTTACACATCCACGCCGTTTGTAGCTCGTAACTGTAAT
CACTCCGTAAACATGATCCTACTGTTGTTTTGTGAAGGTAACGTAATATTTAAAGACCCA
CTCCAATCATCTTTTAATCTATTCTAAGTGTTCCTTTAATTTAAAATTCTGTCCATTTTA
GCCAAAAAAGGAGAAGTTTTTGGATATAGTTTCTGCAGAGCAGCAGTAGTTCATTAGAAA
TGTATTTGTGGGCGGGACCGTTGGTGAGGAGCAACCCATTGCTGAGAGCTCTCTGTTTAC
ACGCTCTGCCACAAGCTTACAGCCCATCACATACCCAACCTCACCGGTGCAACGA
>BJ738889 ID   BJ738889   standard; mRNA; EST; 722 BP.
ACCATCTTTTGGAAACTCCACCAAGGAGTGTCTTATTCAATGTCCACTGCCTATTCTAAT
GTTCCAATGAAGAGCTGCCCCCCTCAGAAATACGGTGCCCCAGACCCAGATTATGGCGAC
CCCCATTCCCACCACAGCCTGGTGCAGGCCAACAACACTGGTTATGGGACACCAACTAAC
ATACAGGCCAGTCCAGTTTACGTTGGGGGCAGCGGCTACGTGGAACCCATGGCTGGGTCG
GGGCCCTCCATGTACGGGCTAAACCACCTCGGACCCACGCCGCCCCACCACCAAACCATG
GACTACAACGGCGCGGGGCCCATGTCAGCCTCCAACCAGCACCACGTGGGTGGAGGGGTG
CCTCAGGGTCCCTGCGACCCCCCCACACACCCGACCTACACCGAGCTGTCGGCGCACCAC
ACCTCTCAGGGCAGAATCCAGGAAGCACCCAAGCTCACCCACCTGTAGCAGGTTTGGAAC
AAAATGACAATGCAGGAACTAGTGAAGACTCCACAAACGAGTAGCACCACGTGTCTCACT
AACAAACTAGCTGACGTGTGGGGCCTCTACTGCTGCAAGGGGACAGCAGGAGACACAAAA
GGAGACAGTCAGGCCCATCCAGTGGTTTGCTATCTGCTCTACACCCACAAAGAGCAAAAA
TCAGTGTTAAAATCACGGTTCTGCGTCGAATCATCGTGTAGCTACCCCAACGCCCATTAG
CG
>BJ738904 ID   BJ738904   standard; mRNA; EST; 741 BP.



AAGAGAGCGCAGGTGCATTTACCTGCTGTCTTTTCACAGAAAGAAAACACATTTCTCACA
AAATGTCATGGCATCCACACTGANAAATTAANATCTCCCATTTCAGTAGGAGCTTAGATT
TATATTTCATTATATCTTAGATCTATTTTCTGTATTTTTATTCTTATTTCACACTACTCT
ACAAATGGGAGAATCACTCCATGGAAAGAAGTGTACGCCTTCACTAGTTAATTCTCGGTT
GACTTGCGTTCATATATTTTGCCTTCTTGACGTTCAAGACTCTCAGCCACTCTCACCATC
ATCATCGTCATCATCACATAACTTCACAGTAAAACTGAACATGCCTGTCACAGATACCAA
AATAATGTCATTTGTATCTTTGTAAACCTTTAACATTGAACCAGCTCTCTATCTAATTCC
TTTCTCATATTTCTGAGAAAACATGTAGACNATAATTTTAGTTAACTGTACCGTGCGTTT
GCTTGAGACTATACATGCATGGTTTTGAATATACTTTTGCACCCATTGTCATACTTTATT
AAATAAAACGTTTTCTTTTGGACATAACAATTTGTCAGACTCGCTAGGAATGACTTATTC
TATTTACAAGTCATTTTTGTTTTTCTCTTTTTGATGCCAACATCCACACATTCATGTAAA
AATCTCATATACATACTATAGAATGCATATAAAACAAAAACAGNGAAATGGGTGGGAGAA
AAAAAACATACATCACATAAT
>BJ738907 ID   BJ738907   standard; mRNA; EST; 730 BP.
TTTTATGTGCTTCTTTCACTTTTCACCAACATTTGCAGAATTACAATAACAATTGTAATA
AAATTGACATAATTTTGTATCTTTTTACATCTAGCAAGTTCCTTTAAAAAGATAAGTATC
TTCCATTTGAATTAAATCTAAACCAAACTATTGATTATTTTGTTCCCGACCCAATGCTTG
TTATCAAAGAAACAATAATAGCCTTTCAGCCTAAATCTGCAAAAACAAAAAGAAAACTCT
TCACGCCTAAACTTTATTTTAGTTTCTAATGACAGTCTACTGTGCAAAAAAAAATGTTGC
TCAGGAAGACGCAGAGCTGCTTTGTCAGGGTGTGAATGGGTGCAATTACGTTGTAGAGAA
GTGCAGTAGAGTGCACAGCTGCACCGCTGTTAAAATGCTAAAACATGTCTGCCATGTCTC
AAAAGAAGCCTTGTTTTTGTGTTACTGAAGCATCATAAGGCGCAAAAAAACCCCAACAAC
AACAAATTAAAACTTGGCTGCACGTGGCTGGTAAATGCCGTAGTATTACTGTCTCTATTG
TTTCTTTTTCTTTTTTGAAATAAAAAAAACGTCATCTAATCGAGACTGAATTGTCTAATA
AATTTTAAGGGAAACACCTTTGCCAGTGAAACATCTCTGATCATCATCACTCTTTTGCAG
TTTGAATGCAAACAGTTGACTTGAAAAAAAAATAGTTTTCCCCTGTTTTCCCAAGAACTA
TNGATTGTGG
>BJ738909 ID   BJ738909   standard; mRNA; EST; 747 BP.
GTAAAGAATAATCAGGACTCGAACGCAGCAGTGCCTGAACACCACATGGATCCTGTTCCA
ACCCCCACAGGACACTGCAGGTCCAGGCGTTAGACAGAGCCCAGTAAGGGCCAACACCGT
CATAACAGCCCAAATGACGAAGTTTGAACGCACCACACTGAAGAAGTTTGTGTCCCACAA
GTCAGTCAGGGGCTGCCCGGTTGCCGTGACAACACTCCTGATTAAAACTATAGCTAAATA
AAAGTGAAACAGGGCGACTTCTTTCCCAGCTGCTCTCAGCCTGATGTCTTCTTGGCCTTC
TCTCCTTTGGTTTGTTCCTTCTCCAGGTATTTCTGCAGCTTGTCGTAGTGCGCCTGGCTG
CTGCAGTGCGTCTTCTTGGCCGTGTTCTCGTTGGTGTAGAACAGGAAGCAGATGCGGCAG
TAATATCCCATCTTCACGTGCTCCACTCCGACGGGGGTCTCTGGGTCATAGGGGGGCAGC
GGCAAAGCCGCCGAACTGGGCTTTGTGTCAACAGGAGGCGGAGTTTCAGTTTGTCCATTC
TGATTGGTGGATGTCTCCATCTCCTCGTCCTGCTGCTGCTCCTCCCGTTTCTCCTCCTCA
TCGATCTTCAAGTCTTCCACAGGATTCTCACAGTTTTCTTCTGTTTTTGAGTCTCCAACA
TCAGAGCTCTGTGCTTCCTCGTCTGCTGCTTCCTTCTGCCCCACCTCCTCCTTTTCGACC
ACCCCATTCTTCTCCTCTTTGGTCTCT
>BJ738910 ID   BJ738910   standard; mRNA; EST; 534 BP.
AAGATTTGTCTGCGAGCCACATGTGACCATCAAAAGAGCCATATATGGCTCGCGAGCCAT
AGGTTCCCGACCCCTGCTCTACGGGCTCACTGAGCGGTCTACGATCTTCAAATTTTGTGA
TGGCCACCTGCGTGCCGCGTATAGGTTTGCCCCTTTTTTGTCCCCGCAGGCACCCCGTAC
ACACATGTAAGGCCAGCTGGTTATGCCTCTTATGCAAAACTGCTGCCAGTTCGGATTCAA
TAGGCCCATTTTATCAACGAGTCACCTGTTCACAAACTTTCACCAATTATCAAACCGAAG
TCATAAACTGACTGAATGACGGCCAACAGGAAAACTGAACTGATGCTGATAATCGGAGAC
AAAAACCTCTTTGACATCGATTCTAGACTGGCCACAACTAAAAAAAAAACCCAACACACT
TCATTCTTTTCTGCAATAAAAACACCATTAACGTTAAGCAAGAAAGGCTTGAACCCCCCC
CCCAGTTTCCTCAAACCACCCTCCANTTCCNCAGAAAGAANAAACNCTAAACNC
>BJ738914 ID   BJ738914   standard; mRNA; EST; 479 BP.
AGGCACTCAGAGCTGAGCTCACAGCTTCAAAATTATTACAAGGAGTCCATTATTCAACAT
TTATAAAGAAAAACAACAAACACTGTGCCCTGAAAGACAGCATGTCGACTTTAAACATCT
GAATTCGCCTCAAACAGTCCAGGTTTGGTTATGCATCATTAGCCCCTCCCCCTTTATCAT
TTCAACAAACTCCCAAAACCCATCTTTCTGCTCTGCGTGTGCGTAAACTCATAAACCGAT
TCCAGCGCTGAATTTAAATATCTCCTAAATACTTGAATTAAAATTACAAATCAAAACTCC
AAACTCAAAGAAATGGGGCTTTTTGAAGTGCGGTCGTCATGGCGATCCCCGAGGAGACGT
TTGATTGGGATTCTGACCTAACCTTGATCTGGAAGGAGAAAGGCAAAGTGAGAGCAGCAA
GTCCATCCTCTCCACGAGGAGAGCCCACCCGTACCACCATGACCCCCCCCCCCCGTTNG
>BJ738923 ID   BJ738923   standard; mRNA; EST; 289 BP.
CTACAACATCTTTATTGGCAGTTGTAAAGGATGTTGATTCTGGTGACGTCCCAGAAGGAC
AAGCCGTTCCTCTGGCCGATGGGGACATTGGGATTAGGGATGGGGGTGATGGTATCCCGC
CCATAGGCAACGGAGAAGGCATCTCTTCCATAGTGCATGATGGAGGAGTAGTCATAGGGG



GTGTTCAGGCCTCGTGCCGAATTCGGCACGAGGTCTCTCTCTCTCTCTCTCTCTCTCTCT
CTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCNCAC
>BJ738929 ID   BJ738929   standard; mRNA; EST; 704 BP.
AATGCTCCACTTAACAGTTCTTGCATAGATNTCTTACAATACCAATTTAGAAAAGAATTA
TGAAACAGACCAGGTAACAAAAATAAATTTTCTTCTTCCTTAATAAAGAACATTACCGTA
CTAACATCATATAATACAAATAATATTTTAAACACTTTGTACAGCAAAAATTGTAAGTGA
AACAACAGAACTTCAATCCCAACTGGAGTTGGCAGAAAAAAGAACGGAGAGTGAGAATGA
AAGCTTCCAGATCCNACGTTGATATGAAAGTATCAGATACAGAGCTCTGGGAGGACGGAT
GGGAAGTGCGGTGGAGAGGTGATCAAACACACAGGAGCTTGTCATAGTTTCCACTTCTCC
ACACGCCATCCCAGAAGAGACAGAGCTGGGATTGCTCGACAGAGGCTGGATTAGGACAAA
ACAGGAGAATACACTTTCCATGATGTGCTGGATTAGCCAAACAGTATGTGGAAAAAAGGA
ATTTAGAATTTATGTATAAGGAATAGTGATGTAAATGGGATTTTATAATAAAGATCAATA
CNAATGAACGTAGAATTGAAACATGCAGATTTGAATTATTACAGCGTGTAAGTATGAGGT
GATTTATTTATAAAACCAAAAAAAAANTACTAAAAACTGTATAAATTANCCTCTTCTTAT
CTGTTTAAAACANTGTTANTGATGGCANTCAAGAGTCTGGTTGG
>BJ738932 ID   BJ738932   standard; mRNA; EST; 707 BP.
ATGGGAACACACATGGTGACAGTCTGAGCAGGACTATATGGCTGCTCCAAGAACAAGAAG
TCCAGGGTTTCCTCACACTTCAGCAGACAAAGGTAGAGATGCGGAACAGCATGTTTCTGT
CAAAACAATATGAGAAGATGTGATCCTAAACTCTAACATGATTTCTCAATGTTTTGTTTC
TCAGTCAAAGTCATCAAATCTCACTGCCCTGCGTTTAAACAAAAAAAATCCAGATGCCTC
TGCAAAGGCTTTATAGGGTCTAACAGTCATCTGACTGAAAGTCTAAAACATGGAGAACAA
TGAGTGCTAAGGACCTGGGGGCTTATTTATAAAACTGTAGGTAGATTTTGTGTACTCACA
GAAAGAAAATTCAGATTTATCATCCTGCATACTGGAAACTAGTTTTTTTTTTCTTTTGCA
NATNGAGCAAGAAAAAAAACAGTTTTTATGGAGGGGAAAAAATAGACTTCAAAAGCAAAA
NGANGTTTCCNCATTTTCCACTCATCNCCNGAACTTCTTTGTNCTAANCATCTTTTATAT
AAAAGTCCCCATCTGANAAACAAAAANGATNGCGNGAACGATTTAATGGCATCGTAAATA
CNGTGAACTTTTGACAATTCCTTCATTTGAAAAANGCTTTTTCATTTATTAGCTTTTTAA
TACTACCTGGCGACAGCACTTACAGTGACCGGNGAANAAATGTATGC
>BJ738934 ID   BJ738934   standard; mRNA; EST; 562 BP.
TTATTTGACACNTGCGATGTGAGAACATGACTAACCTTCCNAAACTTGCATANCATACGT
GNTCCGTATTTTGTTATTTATTTGCATTCAGTTAGCACTGCCCTCTAGTTGGTTGTTCNA
CGAAAAAAAACCCAACGAAATTTGCAGATTCTAGGCTATTACCATTTTATTTGAAGTGGG
ATTTCTGCACAGNTTTTATCATTAGGAAACAACTGATGGTGTATGTCTCATGTTTATGCA
NACCCTGACTTTAAACCTTCATACCATGTCACTAATGTGCAAAGTTCCATGTTATCCAGG
ACTCAATTTAATTTAGCATCNGCTTGAATGGCAAAAACATTGAAGAGTAGTTTTTTTTAT
GTAATTGAAATTAATTCACTCGTGAAGGGGTNAATAANGGNTNCNTANATCNNCACGAAT
TNTNTTTCATTTATTAAAAAGAAAAGCTCCNGGCTGCTTAAAAANNGTCTTCCCGGAAAT
GAGGANAGCCGAGTACTTCNTTCAGTGGTTAAANAANAACAAAANACAGTTCTGCCTGAC
CGGGACAACTTTACGTTTCCCA
>BJ738941 ID   BJ738941   standard; mRNA; EST; 179 BP.
AATACAACACTCGAGGGTTTAANTAAAGAAAAAATTGATGANTCAGTGACNAAGATCCTC
CGCACAGCTGCNTATTTACAGCACGTCCTCTCNTGACTGANCTGTACGGTTCCCTGNTCC
CTCTGATGTCAGGACTCCTGCTCATTTNATGGGCTTGGCCTCGGCCGGGTTCTCCCCAG
>BJ738944 ID   BJ738944   standard; mRNA; EST; 686 BP.
GTGAGGAGGTATGCCCCCCCGGTTATTTCAGTATAGTCTGCATCATAATGCAGCTTGCAT
ATACATTTACACGATATTTGTCATATTTACAGAAGCTTTGTTAGCAATCATACATACAAA
AACAAAAGACAGTTATTATTTGTTTAACCAAAATATGAATTCATACAAATGTGCAAAATA
ATTCATGGTTTTAAAAACATTTGGGTGGACCTGCTGTTCTGTATTGATTGTCTAAATAAT
ATAATCATAGTAACAGTTTAAATGACAGTAACAGTGATAATACTAGTCATATACATTGGT
AATGACACGGTGCCATGTCAGATTAAACTTCTCCACAATAGATTGTCCACTCACTTAATC
CCCTTTTCATTTGTCATAGTAGGTCTAAATCATATGGTAATTCATTTATGCACTGAATGA
TGCCTCCCTCTGTTTTCACAATGTCATCCATCACTGCGATTATCCAGTCAGGCTGTCGCT
GGAACCTCAGTCATTGTACAGGTCATTATTTATCATCGCAGCCTCGCCCTGGGGGGACAT
CTGAAGACGCCGCTTCTTCCCGAATGTGGAGAAGGAGTTGTGAACGTCCAGCTCGCTTCT
CTGCACGGCGGGCCGGAGAGTGCAAAAGCCTGATGGAGTGCCGGGAATGTACACATTGTG
GTGGTAGTCGGGTGGTGGGTGCGGAG
>BJ738952 ID   BJ738952   standard; mRNA; EST; 776 BP.
GATAGACAAACTAGCCAGGATGTGTGAGTTTTGTTAGTGTACAAGTAATACATCTAAATG
TGTTGAAATAAAGGTTTCAGTAAATAATCGATCATTAAACTAAAAGTAGAAGAAAAAAAG
TTACCTTGTATGTCTTCTGTGGAATACAAATGAAGTGTGTCTTGTGTTCAAATGGTTAAA
AACTTCAACAACAAAAAAATAAAAAATAAAAATCTGTTTCTGTGTTTGTTACAGACCCAC
TCTGATAATTTTTATATCTATTTTAAAGGGCCTATATTATGCTAAATCAACTTTTGGGGG
ATTTTGAGTGTATTGTTCATTACTCACAAAAATAACCCCAAACTGGTATTTTGTTCCATT
CACATTGTGACATCACAAAGTGGGGAACAGCCCCTTCCAGGAAGAGTCTGCGCTGTCAGC



ACCGCCCCCAGACTAACACACACACCCACTTTCCATGGGGAGCTAGGAGATTGGCTATAT
GCTTTCATTTTATATGCAAAATATGCACATCCATCTTTGCAAAAGTTTGGATGTTGTTTG
TTTTTGTGGGCAAAACGCAGACGCGCTGTGGAGGCCGGCTCTAGGTTGACGCCATGGATT
GGGAAAGGCGGGGCCTCAGTGACCGTGTTCGTCTCACTTCTGGGTGGGAAAAGGAGCGTG
TTAAAATAACTTGTAGGTCATAAAAAAAGTGTGTTCTTTAGTGTTTCAAAGGTAATAGAT
TATCATATATATGGCTATAGTTTATTTTCTGCAACGGTTAACCCTTGTGCTATCTT
>BJ738961 ID   BJ738961   standard; mRNA; EST; 777 BP.
ATTTAGATGACACCTAGTCTTATAATTAGTATAAATAGATGACATTTAGGAGTTCGTTGA
GGTTCCGTTGTTGTAAAACAGTCCAATGACTCAGTTGTGGTTTCCAGCCTGCCTATCAGA
ACCTACGACAGAAAGTGGACAATTTTGTCACATCGCATCTCAGCACTCAAGAGTGGAACC
CGTCCAACAACAAGAACCAGATGAGGAATGGGCTGAGGCAAAGCGTAGTTCAGTGAGTAC
AGCCTTCCACTGAAACACCAGCAGCTTTAACTAGTTGAAATGTTGCCCAAATGACCGCGA
TCCTTTGCGGCTGTGACGTCAATGATGCTACTGCTGCTTTTCTGCATCTTCCAAACATTT
GGGAGGCTCCTAAACATCCTTAAAATAAGTCATTAACTAAATGTCATTGTTAAAGTACAG
GGATTTATTTCAACACTACCTTTCATGCAGTAAAAACTATCCCAAAGTGCAAAATTAGTT
TTCAGAATGTAAATGTGCTGCATTTTTTACTCCTTGTAGACCTCATTTTGTGACGTCAGA
TATTTTTTGGTATGACTATCAACTTTCACATTTATTTAAATGAATTTTGATCAAATGTTT
CATTTTTTTACAGAATTCTCCCACTTGTTTTTTACCTTAATTCCTTTGTTTTTCAGCCGT
TCTCTGGCTTGGAATTTTTGTCCGAATGTTCAATCGGGTCTCTGCCCAAATACATTGTCT
GAGTTTCCTTCAGAATACGTTTATTACACGTGTCTTTCTTTCTGCGATTCGTTAAAA
>BJ739002 ID   BJ739002   standard; mRNA; EST; 765 BP.
CAACTTCTCACTGTTTTCCCTTTCATTCTGATTCTTACAGAGACCAATAAAAATCACAGG
AAAACACAGGGGAGGTCAGTCACAGAGAACTATGAAACATAATTTGAATTAAACACAACC
AAAAACAACACACTAAATTCAAATCAGTCTTAAACTCAAACCATAAAGCATTCCCAATAG
CACAAAAACACCAAAGTAACAAAAATACACACCATATTAGCAACAAAAGAAGTAAATTAT
TACAAATAAAAACAAAATACACACATAAACATGTACACATACATCAAGCACTTAAATTGT
TTTTCCTGCTCTCTCACACCTGGAGCAACATCCTCCAGAGAAAGACGGACATCAAGGGGC
GGAGTCACTTGTCAAAGTTTGACAGGTGACTCCGCCTCAGTCACAAATCAGCTGTTTTTA
AAGACGTCACACGCCACCATCTGATGACGACCCTGACGAAGGTGGAAGGCATTCCGCCGA
AACATGTCGGTAGGTTTAACACAAAACAAACCCATATATACATAAAAAAAACAATTTAAG
TGCTTAATAGAACTTATAGACACAATGAACTTCATTGAATCATGTACACATACAGTTAGT
AGAGAAAGAAATAAAGGACCTTGACCCCAACATGACTGAGTTTGTTGACCAAAGTCTGGA
TTTAAAGAGCAGGATTGACCGTTTGACTTTTGTAAGCCATGCAGATACCACAGAGTGCGT
AGGAAGTCAAATGGNCCACCNTCNAAGATAAGACNGAGAGGCTAC
>BJ739013 ID   BJ739013   standard; mRNA; EST; 158 BP.
GCAAACTGGAAAGTCGGTCCAGACTGTCATTTTATTTAATAACTGTGTTTTTCTACATCA
AATTCTTTAGTGTTCAGTTTTTTTGTTTGTTTTTTGGAGTTTGCCGGCTGCAATAAGACT
GAATTTTCTCATANCACTGTGATCTGTTAAAAACCTGG
>BJ739068 ID   BJ739068   standard; mRNA; EST; 757 BP.
ATTTTTAACTGTAGCTTTAAAACATTTACAATATTTGAAGTTTAAAATGTTATAGTTTTT
TCTATACATAACAATTTAAACTTCTTTTACATTAAGAGCAGCACATACAAGTTCCTACAA
CCAATTTGGGCCCAAAAATGGTATGATTCGGTCTGGCTTAATGGGCCTATTTTCTAATGA
AAATGCTCAAAATATCAGACAGGTCTGGACCGTACCGCTCTGTGGAAACGAGGCTGAAGG
GAACCGCTGACTGACAATATTAGTTATGAGTTGAATGAATGTATATATATACATTTCTTT
AAGCATCTGAAGCCACACAGGTAGGCATATCTGGACCTCGGCCACTAAGACGTGTACTTG
TGTTTTTCACCGAATGTTTGGTTTGGACCATATTATGGGCTTACCCTGAGTATTATTAAA
CCACAGGGAGCTGTTCAAAGTTGCAAAGATGTTTTTTTAATACCTTGAAAGGCTAAGATA
TTTATTGCGCCATTGCAAAACTGTGTTGCATGTGCGACCATATTGGTTGCACTCTAGAGC
CCTGCTTGATTCATGCGCTGCTCGTCCTTGGGAAATGCAAATGGGCCAGTGAAGGGCTGA
GGTTGATGCTTGCACTGTGCTGTTGTGTTTGGTTGCAGTCATATTTGTCATCTGTGCCGC
CCCGCACTCCCAAACCAGCCTCATCGATATGAAGGCTTCTGAAATGAGCAAAGTCCATTA
ACTTCTTTCTCTGCAGAGGTGATCTGATGCTGACTCA
>BJ739081 ID   BJ739081   standard; mRNA; EST; 767 BP.
CAAGCTTTACATTTTTTTGAAAATAAAAACAGCAACAACAACAAAAAAACACGATTATTA
TTGTCTTTCAATCCTCTGGACTTCCTGTTTCCCAACAAAATAAAAGCAAGAACATTTTCA
GCTAATTTGTAGCCAGCTGTCAATGTAAGACAGAATTATTTTGCATAAAGCTGCAAATGA
CTTTCAGATGGAGTTTGTCAAGAATACATTTGAATGAAGCTTCCTACTTTGAAAAATTGT
CTACACCAAGAAGCATGGCTTATTCACAAAACAAACAAAAATTGGTTACATTAACCAACT
TTCATTCATCACAGTGCAGTCTTCAGTGTTAAAAACAGGCCTACAGTGAAAAGAAGAACA
CATTAAACCCAAGCATGAACTAAGAACAAACTTGAAGCACTCCTACCGTTGTTTACCAAG
CTGCGCTAGCAGCAGCTACACCTGGAATTGTCACATTTTCAGGATGGAGCACAACCCCAT
CATTTATTGCACACAGTCGTTCTCATCAAATAATGGAAAACACTTGATAAAATCTAAAAT
TTGATGTTTTTGCAAAGCTCTCATCTTTTTGAAGCATGCAAAGCTTGATTTTTAATTGAA
GATTACAATAAACACAAAATAGATTAAACAATTACCTCCTTACATTTAAGAACAAATGAC



ACCTTGACTTCTCAGGATGGTAGCTCGCAAATGTAGAATTTCTTTTGGGAGGACAGTGTT
GACATGGGTGGAATATGTGCTCTTATCTCAAACAGAAATTTATTCTA
>BJ739082 ID   BJ739082   standard; mRNA; EST; 758 BP.
TAAATCTTCCATATTGATTGTTTTTCACAGCAGAAAGGCCATTTTGGGCCTGAATGTTCA
TAGGTCATGCCTATAAATAGCAACACATGCTCTTAAAAAGTCATAATAAAATTCCTTTTT
ACAATGAATCGATATGAAAAATATATTATTAATGTAGAAAATCTTGCATATTACACAGGA
TACACTGAACAGTCTTACATGGGCCACATGACACACTACAAAACACAACAACATCCACCA
CGGAATCACATGACAGAGAAATACTGTACATTAAAATGTCTTTTTATTTAGATTTTGTAT
GTTTTCTAAGAGTTTGTATACTCTGGGATTGATATTTCATCCGTTTCCTGTATTCTAGCT
GGCGTTGGTGGACCAACAAGGATATAATCAAACTCCTGGTGTTGCACCTTTTCATACACA
CTTTGCAGACCGCTGGTTTTGGGTAGGAGAGCAGGATAGTAGTTTTCCCTCCTGGCGTCC
CGGGGAAGTGTTGCTGTCTTTGAAAATGTTGACAGATGAGGTCCACAGGCCATGCTGGTG
TTGGGCCTTGTAGCGGACGGGCTCCAGCATCGGTCTGAGTGTCCCAGTACTTTGCATTCG
TTTGTGCACGCCCAAAGACTGTTTATTGGTGGTGACTCTTTTTTGTGCACATCCCCGCTG
ATGTCTGAGTCGCTGTCGTTAAAGTCGCTGTCCCCTTTTCCACTGTCCTTGCCACTGAAA
TGGGGCTCTCTTGCTGAGATTGTTGTGAATGAATTTCC
>BJ739096 ID   BJ739096   standard; mRNA; EST; 168 BP.
AGGTAAGTGAAACAANTGACTGATTCTTTGTCGTTACTGTGAGCCCAGTTCATTTGGCNG
TCATCNTCTGAACAAACTCTTCATAATTGACTNGTNCATCTNCATCTATGTCCGCTTCTC
TGAACATCTCATCCACNTCCTCATCAGTNAACTTCTCTCCTAAGATNG
>BJ739099 ID   BJ739099   standard; mRNA; EST; 732 BP.
CCATAATGTGAGTAAAGCTTCAGAACCTGCCTCTGCTTGTTCTCCTTCTAAAATCACGCT
GGATGCCAGACGGTCTTGGAGTTTTCTGTCCATCAAAAGTACACGCAATCATTAATTGCC
CTCTGCACTGCAATTGACGTGGAACAAGCCCTTAAAGGTAACCAGGAGCCGGTAGGACAA
GTAGTAATAGGAAAGATGGGCGTGTCCAACAGGTTCCTGGTGTTTGCACTGTGGAAGCGT
TTAGCACCAGCCGAGGGTTTGAATCCAGCAGTGTTGTTATGGTACAACATCCCATTCCTG
TCTGTGCAGCGTCTGCAGCACATCCATGTTTCTATACTTCACCCACCCAACAAGCTCTTC
CTCCACCCTCCACCCACTGCTCCACCTCTTCCGCGCTTGTCTTTGCCATGCGCATGTTTT
ATTTCTTCGCATTTCTCGCAGAGCTGCAGAACATTCGGGTCAAAAAGCATCATCGTGTAG
GGAAACCGTCCAGACGAAGAAAATGCTTTTGCATCGGTGGCTCTGACAGGAGTGGGCTTG
TTTTTTCTGAGGATGTCTCGTAACCTTTGAGCCTCTTTGAGCTTCAGTCTGCTGCCAAAA
AAGGCTTTTATTGTTGCAGAAGTTCCCCAAATGACAGATGAGGATCACACATGATGCTCC
GAGATCAAAAGGCTTTTCCTTCCATAAATGAGCTGCTGGAGCTTCCTGTGAACCTGCAGA
GACGTGTGACCG
>BJ739119 ID   BJ739119   standard; mRNA; EST; 353 BP.
ATACTTGCGCCAAAATGAATAGAAATTTGAATAAACATGGAAAGTATCTGTTAGTACAAA
TCTGTTCCTTTAATACAAATCCATTGGAATGCTGTCAGAGTAGAACGTCAGTTTATTTTT
ATTTTTTTACATTTGACCAAATGGAAACAACAGCGATCAGATACAGGAATAAAGCCAAAC
GGCTTTATTCATCAGGGTGTTATTGGCAAAAGACAAAGCAAGTTTAACCAGATGCAGTTT
TCAGTCCAGCTCATATAAAACAACGTTCAAGTTGCACAGCAAAAAAAAAAANNCTAANAN
GGAAATATAANTTTNCTAANAAAANCNTTTTAAAAANCAAAANCCCCCNTTNC
>BJ739129 ID   BJ739129   standard; mRNA; EST; 518 BP.
ATATCTGACTGCAGAANATATAGAATTTGCTTGGGTATTCTCTCTTCACTTTCACATATG
CTACAGATGTTANAGAANAAAAAAAGGATATGTACACGGAACTCGTACAGGGGAGTGCAA
CCGCTACGGAAAACTCNCAAGGACTCTCCCACAAAACGTAAAAGAAGGAAAGAAAACANA
ACNAAAANGCNCATGGTATAAAGCAAAGGAACGCCACAGCCTACGTAGCCTCAACGTTTG
TTTTTCTGTACAGCCGAGCTCTTCATCCTTCCCGGCNTGCGGTGCNCCTCTAAACCCGAA
NGTTCGGAAATTTACAAGAAAATGTAAAACACCTTTTCTTTTTTCTACNACGAACCTCNG
CGCTAGAAATGAAAAACAACAAAAAAANACNCTGCGAACAGCAACCTTTCGTATAAAATG
ACTTGACACNNCCANCGACCTTTCAAAATAANNGCNCGNGGTAAATAACTAATGAACCCA
ACGATTTANCAAAANCAAAAAAACGCAGCCGGGTANAG
>BJ739141 ID   BJ739141   standard; mRNA; EST; 399 BP.
AAACATATTTACAAGTTTTGACGTGAGGATGCTTGGGACACTCAGGAACACGCTCTAAAG
CGAGACCCGCTCACCACAAAAACGGAAACCAAAGCACGTCTGCACGAGCTGCTGTCCTGA
CGGGGATCCTGNTCACTCCTTGGGTTGCTGGTTGGCCGCGTTGGCCCGGAGCACGGCTCC
CGGGCTAGNATACGGCCGCTGCTGGAACAAGGGTCCGGCTGCGGTGGTGTCGGCACCCGT
CTTTGCTTATTTCNCTTGGGGAGACCACTGGACCACGACCCCCTTGGANCGTCANAATAA
NCACTGGGATCCATGGGGTCCATCTCGTCATCTTTTCTTCCTCNTTTGTTCTTGCTGTAC
GGCGCGANGTCATCTTTNCTTTGCCGTCTTNTGTNCCNG
>BJ739142 ID   BJ739142   standard; mRNA; EST; 685 BP.
ACATAAAGAAACACTTAAGTTCTGATGGAAAAGTCTTTAAAAATGCATATTTTACAGGAA
CACTGCTGTACAAATGTGAAGCCAGGCTTTTATTTTGAAAGTTCCTTTGATGTCTTGATG
GTTTTCAGCTGGAGGAGGGGGGGGGGTGTGAAGGTGNAGGTGTGTGTCAGTGTGTCTGAN
CGTCCGTTAAAGCGGCAGCAAAGTCCAGCTGTACGTCGNCAGGANCCNCCGGATCNCTAG



TTGGCATCGTTTATGGNCGGAACTACAACGGTATCTGATCGTCTTCNAACCNCCNACTTT
CGTTCTTGATTAATGAAAACATTCTTGGCAAATGCTTTCNCTTTCGNCCGTCTTGCNCCG
GTCCAANAATTTCNCCTCTAGCGGCACAATACNAATGCCCCCGGCCGTCCCTCTTAATCA
TGGCCCCAGTTCAAAANAAAAACCCNCAAAATAAAACCGGAGNCCTATTCCATTATTCCT
AGCTGCGGTATTCAGGCNACCGGGCCTGCTTTGAACACTCTAATTTTTTCAAAGTAAACN
CTTCGGACCCCGCGGGACACTCANCTAAAANCATCNAGGGGGCNCCAAAAGGCAGGGGCT
GGNACAGGCGGTANCTCGCCTTTCGGCGGACCGCCNGCTCGATCCCNANATCCAACTACA
AGCTTTTTAACTGCANCAACTTTAA
>BJ739145 ID   BJ739145   standard; mRNA; EST; 758 BP.
CATTTTTTTTGAATTTCAAGAAAAAGTCGGGAAACGGAAAAACCCAACAAATTTCACAGC
CTGTTTTAAAATAATCCAAATAAGATTAAAAAAAAGCATAAAAAAACAAGTAGAAACTGC
AATAATTAAATGTAATTTTGAGTGTCTGGTAATGAATAATAACATTAAAAAAAACATACA
AAGAGTTTATCCAACATCTGAGAAAATGAAACCTAAGAGAAAAACAAAACTGATCTCATC
TCCAATAAAATAATAAAATAATTATATGACTTCCAAGAAATCATTTAAAATGTGACCCAA
CCAACAAAGGATGCTTTGAATTTGTGCTTCTTCAGAGTTAGTCCCTTATTTTTCACTGGA
TTAGCAAAATTCACAGTTAACAGCTGACAAAACATAGATTGCAAACTTATTAGGGATAAA
ATAAATAAACAATATGTTACATTTTTAAGGTCTTACAGCTGTAATGAAGCAAGTCTTTCC
AAGATTTGTGTGCAACAGATTTTTACCCAGCTGTGTAGTTTGCTTTACTCCATTTTTAAC
TGTATATTTACCAAAGACATCCCTAAATGCGGAGGGATTAGTGAGCGAAGATCCCAAGAT
GCATGGATGAACACGGATTCTGATCCGCTTAAACTAATTTTACTTCCCTGTAAACAAAAA
AACTTCAAACTTTTATCGATTTGGTCCCCTAAAACTCAGCAATACAGTAAATTAAGAGGC
TCTGGAATGTGAAAAAGATGGAAAATAAACNTGTTTCA
>BJ739150 ID   BJ739150   standard; mRNA; EST; 720 BP.
ACATTTTTTAATCCATCTGCAGTGTCTGTATTGTTTGTTCTCAAAACAGCTGTAAATAAG
ATGACAGGTCGTTCATTAAACTCAAACCTTAATAGACAGACACAAACAGGAATAATCTAT
CGGGGGAAATCTGCATAACTGGATGTTTCCACTCCTAAAAAAATAGCTAATAACTTTCTG
AGACATTCTTTACAAGTTCCTAATCAAATTTCATGAAAATGCAAGAGTCAATGCGAAAAA
ACCTTTGTGAATGTTAATTATTTTTAGAAACCCATACAGTCTGCAGTGTAATAGTGATTT
CTGTTAAATCAGCTGTGTGTCAGAGTGCCGCTCTGGAATGAAGCGCGTAAGCCTCAGATT
TTAGAGCAGCTTCATGCTGATGTTGAGATAACAGCTGCTGTTTTCTTGTGAGAGGGAATT
AATTGACCTAATTTGTTCAACACAGTCTGGGTGGGTTAACAGAAAGCTGTGCAGTCATTG
CAGGAAAAGGAAAAGCTAATGCTTCTCCATGTCCACCTCCTCACAGATCCAGATTCAAGA
GTCCAGTCAGGCAGGCTAACAGGAACGAAGCTGCTAAAACTGAGGCTGCAGAGGTTCTAG
CTGGTTCCAAAATTTTCTGCGTTTCCTCCTGTCGGTGTACACTTTCCTTCCTCTGCTTCT
CCTCATCCAGATTGTTTGGCTCTGAGTTCTCCTCCTCCTCTCCTAGCGGGGTTGGTTGAA
>BJ739153 ID   BJ739153   standard; mRNA; EST; 433 BP.
AAAAGGTAATTCTTGAAAGAATATAGTGTTATAATAAAATGGCACATTTTAAAATGATAC
AGTTTCCTCTGTCATTTTGCCGTCCCTTCCTTTTGTCCCCAAAGGAAAAGATCGACAACA
TGCAGGGCAACTAAAAAAAAATACTTCATGGTGGTTTCATTGGCAGAAGGTTTACTAGGA
TTACTTCTGTCGCTGAGCGCCTGTCACGTGCGGTCCAACAGACAACGAAGCTGGCTTTGA
TCTTCGCTATGGTTTGTGTTCTAGCTAGTCTGTAAATAAAGTGTCCCCCCCCCCCCCNAG
NACCCTNCCCNGCNNAANCCCAAAAAANGTNGGGNAAANCCTTTAANTTAAAGCNGTTTT
TNCCCAAAAAANAAAATTCNGANCCNAAAACAAAAAAANGTTTNGAAAAANTNCCNACGG
ANTTTNTTTTGNA
>BJ739157 ID   BJ739157   standard; mRNA; EST; 729 BP.
TACTTTCATTACAACTTCTGTCCCCTCCAAAAGACGCAATTCTTCTTCTTACTTTACAGG
ATTTTCAAGTAAACACTGTCAGAAAGACTTGAGGAGTTCCTGCTTCAGTTCAGTGTGACA
AAGGAAGCAAACACAACAAAAAACAAAGGAAAATGTCGCCTTTCGGTGAGTGGATTTCCA
GTCGGGGTCCTGCCCGCTGCTCTGTATCCTGCACAGGAGCATTTGATGGGATCAGTTTCC
AGGGTTTTTAGCAGAAAAACTCCCGTTTGACACAAAAAAAACAACATTTTTTAAAGTCTC
GACTAAGTGGACCTACTGAACAGGAACCTGTGCAGCGATCGCAACACCACAGGAAAGGCA
TAGATCTGGTGCGGAAGGTCAAGAAAAACATCACTTGGGTTAGTTTCCTTTTACATTGAG
GACACAGGTCTGACTGAAAAGGACAGATCAAAGTTAGACACATGGCTTGGGTCGAAGCTA
CAAAGTTCGTAAGAAGTTCAAAGTCCTAAACGGGCTTCCTCACAGTTGCTTTTTGCTGGT
TTAGAAGAGGTTCCTCGACCGGTTCGTCCGTGAACAGATTCTTCTCCGGCCGCACTCCGA
CCTCTACTTCACCCACAGTCGGAGTCGACGACTTGCATAGTGTGGCAGTGGGGGAAAAAA
ACAAAACAAAAAAGAGCGAAAGAAACACTACGCACGTGTTTTTTTTTTGGGATGTTTAAG
CAATGAAAA
>BJ739176 ID   BJ739176   standard; mRNA; EST; 545 BP.
TGGCATTAAAAAANTATAAATACNGTAAAANAAGCNTTATTTACAAACTCCATGNGTTTG
GGGTTAAANANATNATTTNNGCCAGNAGCCAGGCNTNGGTAATCCATCCGGACCCAATTG
GNANGGGGNATCCAGCCNATCCAAACCNGGNTGCCCNGGTTCCCCCTTTTCACCCTTAAA
TCCCCGNAAACCATCCAATCCNGGNGTTCCAGNANCTCCGGGNAAACCGNAGGGNCCTCA
AGGTCCNGGNTCACCTGNAAATCCTTTTTCACCCATGTCCCCCTTTGGTCCGGNNGGACN



AGNAGGACCCGNAGGCCCGTCCGNGCCCCTAATTCCAGGNTTGCCGTCCAAGCCGNAGGN
TCCNGGNAAACCCAAAGGTCCANGGNCCCNTTTGNGTCCNGGTTCTCCTCTCANGCCCTT
NAAACCGNGNAAACCAGNATCCCCNTTTGGTCCAGGNAANCCANGGGGTCCCANAGGTCC
CGGGGGCCCGNGGGGTCCNGGNGGCCCTGNAGGGCCANTGANAAATGGACCCTGAAAACC
AGGAA
>BJ739188 ID   BJ739188   standard; mRNA; EST; 906 BP.
TCTCTTTTTCATGGTATAGTAAACATGGCATATTTTAACACAGTATTTTTCTTATGGTAC
ATAAACATACGTGCATTCCAAAATTTCCAACATAAAGTCTTCAACATAGTTTACATAAAA
AGGACAAAGACACTGCTGGATTTGTTGATTACACCACACCCTGGGGATCTCATATCTTTG
GTCCAATGGCTCACCCTTAGTGGTGTGCTGTGATGTTGTGGTCCCTGTAGTGCCATGGAT
CGTTCCCACTCCCCAAAGCCTGTCAATCTGGGCTCTTTTGCCCGTCACAGTAGCTGGATC
TTTGTACTGACGGTTTTTCATTCAGTATCACTTACTACTTTCTGATGTATTTTCCTCTTT
TATCTGAGCCTCTACAACAGCTTCATCCCTGCTCTGTTCACTTTCTTTACCTGCTTTATT
CAGGGTGTCATCTTCAGCTTTCACACTTTCTCCCTGCTCTTGCGTTTCTGTCATGTCACC
ATTATCAAGCATAGCTTTCTCCTTCCCACTTTCATCTTTTTTTTCAGTATCAGTGGTTTC
TTCACTCCCATAAACTTCCCCTAACTTCTGCATTTGGACCACTTTCTCATCCATATGTCC
TTTTTCTGTCATCGTTTCTGTTTCTTCTACTTTAGTTCCATCTTCTTCTGACATTTTCAC
ATTCTTATCTTGGCCTGGACTATCATCGGTAGAGCCGATCACATCATGAGACGTGGCACT
TGAGTTATCAGCAGGGAGCAGGCCAGACGCAGGTGGTGAGAGGGTAGTGCTAACATTGTT
GGAGATGTCTGAGCCATTTGTGCAGGAAAAACTAACAGCAGCAGTCACCGAACTACAAGT
GAAGGTGTTTTCTGTCTCATTTGAACAGGANGTGGTGGTGGAATGTGGTGTCTTTTGGCT
NGGTTT
>BJ739196 ID   BJ739196   standard; mRNA; EST; 318 BP.
TTTTTTTAGAAATTCCATTAATAAATATGTTGCTTTTAAAGAAATTTCGATTTCTAAAAT
ATTGTGAGGGTGCAAAGATTAAATGAAGGTGCTCCAGAGAGAATGCAGATTGGTGCATCT
CCATGACAACCAGGGAGAAGACTTGGGGGGGGGGGGGGGNCNGNAACCCGNANCCNAAAA
AAAAAAAAAAAAAAANNGNCNNCNNCCCCCCCCNNNGNCCCNGNNANNGGGGGCCCNNCC
AAANNACCNNCCCCCCCCGGGNTNCNGGNNTTAANNAAAAAAAANCNNNNNNTTTNNNTT
TTAAAAAANTNAANGGGG
>BJ739200 ID   BJ739200   standard; mRNA; EST; 648 BP.
ATGGCAAAACAATATTTTTTTTTTTTACGGTTTTTCAAATAAATTAAAACNCCCGGGTTA
TNGATTCCTAACANCCGNCAATATAAAGGCAAAGATTTAGGCATTTANANGCAAGGCCNC
NCAAACNCNGGGAAATCNCAAAACAGTTTTCTTTTTTCAAANCCCCATTTATNCCGGGGC
NCGGCAGCAATTACGGCCCTTTTTATTCAAAATCNCTTCANAGTTCANAGAAAAGGCAAC
ANCAACAAAACGTANGANCNGGCATAAGGATGACAACNTCANAANAATATTAAGCGANGT
TNGANCAGNAAATACTTTCAAACCCTAAAAAGCTGCAGGGAGNGAGGGGGGGNGAGCANC
NCNGCATNGCTGGGGCNCTNGGGCAANATTTACATACTTTAANGNCTNCCTTCNGNCNCA
AANAAGTTGAACTACCATCATTCNCATNGCCNCTTCACNCNGGAGTATAGGNGANAATTA
CNGAAACATTTAGTACATCACANGCGANGCANCTAAAAGCCAAACNGGANGGTAGGNCAC
GAGNGACNCGAANCACNGGAANCTGATGANACNACCCTGCGTTTAACCNCNGCAAANACN
CNCCNCNGACNGTTTTACATTGCGATCNCTNGCTACANACGGGATTTT
>BJ739201 ID   BJ739201   standard; mRNA; EST; 820 BP.
AAATGACACAAGTTAGCAATGGAAACTCCAGGCACTGCTGAGTTGCACTTACCCTGTCAT
ATCTTGATGCCCTTGTTTAAGAATCAAATATGAAAGCAGACTCACAATTTGTTTACAATT
GTTTTCTTTAGCAAATCCCTATGGAGGTGTAGTTTTTCTCATCTAATATTCGTATCTTTT
CTGTTCTTCCTGCAGAGAGGCAGAGGGGTGATACAGCACCTTTGTACGATTTTATACCAA
CATGGCACAATTACAATAAATTTGCTGAATGTTTACAAGGTGCAAAGTTGTGCTGCAGGG
CTTTGTTCTCTGCGTCTGGTGTTCTTCAGATTATGCTTTTCATTTTCCTGCATGGGGTTT
TATATGCACTTCTGAGTGTGCCTTGAGTCTGTGTGTTTAAACAGGAAGGCTGGGTTCTGA
GTGTGAGTGTGGTGTGTCACAGAGGTGTGTTGTCATGCTAGGCGGGGGCGTCTTTTAATA
AATGTATGCTGATGTTGGAGGCTGCAGCGACGCGAAGGATGCAAGGGCTCTGTTGTTATT
TACTGCTGTGTTTGTGCACAGCAGCGAATCCTCGGCCTGCAAATGGCATTACAGACTGTG
ATGAATGAGCATTAGGGTAAACTCATTTTAAAAGCATCCTGATTTATTAGCAGCCTGGCC
TTCCATTTTCATCAGGTCAGTGCTTGGCTGAAATCCCACAATGTCAGCGCCAAGGTCACC
TCTTTATGGCTATTTTTAACCCCATCGCTCAGATAAATTAGGAGAACAGTCTCATATCAC
TTATTATAGTTATTAAACAAAATATCAAAGGATTGTAGAG
>BJ739212 ID   BJ739212   standard; mRNA; EST; 761 BP.
TCACACTCCAGTTGGTTTATCATGTACAAAGAGAAAGAATTGGCTTATTTCAGCACTTAT
AATTGTAGATATTATCCTTATTAGAAGTACCTTAATGATGTGGTTTTTTTTTCCCTTTTT
NGCCATTTNGCCANGAAAGGGTNCCATTTGTTATNGATATTACTTNGTNCGTTTNCCATA
CAAAAAAGGNGAAGGGGAGGGTNCCCGGGGGCCCAGNATTTACNCAGCCGGTACAACTTT
TTTNGGGGGGTTTNCNGTTNGNANGGGGNAAAAGTTTNGGNATTATTNCAAAANAAAANC
GGGCCNCAAAAAGAGAAAAGANCGGCCAANAATAANATTNCNGTATAGNATTANGTATNC
AAGNGANGCTATTTATAAGGNACAATTTTGNCNCCCNCAGTTATCCGNAATTATNANGTN



GTTNCAGNGACAGCCGGTNCTTNCATAAANGNGNGAAATACATTTAGNANCANCCCCTTA
NGNGATTTTGACTTAATTGATATTAGGNCTGANAANAANGAAANCAAGGAATATGANCAA
NCNCATTTTNGNGCATTATNGCCTAGTAAANCAATAAATAATACCAGTAANCAGGTTTTG
TAANGNCANACTAGGAAAGGAACAGTTTAGTNCTNCCAGTTNGTANAAGGACNCACNCCA
GNGACNCATNCATAAAAAATNCCANGTTTTAAAGNCAAGNCCANCTTTTTTCNCACACGT
TTTCNCTTGNCANATTCNCTGGTANGNCCATCCCTGCANCG
>BJ739235 ID   BJ739235   standard; mRNA; EST; 211 BP.
ATAACTCAGAGGTCGTAAAAATATACATTTTTTTTTTGCTTGGGATATTTACANGGATNG
NATTCATCAAACGAACAAAACAAAAACATAGTTGTAGTTTTTTTTTCCTTTTTTTTTTAA
TTANCGGNTNCAAAANCAAANANAANCCGGGCCANAAAAAANCGAGNGTATAGNAANCAA
ANGGGTATTACNTTNCCCTTTTAAAAANNCC
>BJ739250 ID   BJ739250   standard; mRNA; EST; 855 BP.
CTTCATGTTATTAAAACCAATTGTACAAAGAGAATTATTTTCTTTTTTTCTAGACATTAA
AAAAAGTTTTGAAAAGTACAAACTGCTTCTTTACAAAACAAAACAAAAAACATTGTATTG
CACCTTTTCCATCATCTCTAAAGTATAAAGTTTTTCATCTTTGTATTTCAAAAATAAGAA
AATAAATTAAGACATTGTCTTAAGCGCAATAATTTTTTTCTCTAAATTAAAGCACATAAA
TAAGAATAAACTAAGATAATTAAAGTAGTCCTTTAGATTACTGTCATTTTTATGTCCAGA
CAAAGCTTAAAGTATATGAACTAATACTTGGAAAAAAATAAAACCAAAAAGTGCTTTCTG
ATAGTCAAACTGCCTTTTTGTGGCTTGCTGGAAAAAATAGTTCTGGAAAAGAAAATATAC
TGTATTTATATATATATTTAAAATATACAGATGGCATAAGTGCTTACAATTCATTACAAT
CTGTACATCTTCAGTTATGATTTCCTGTAATTGGCAAAATGAACTCGTAGATTTTGACCT
TAGTGCTGCTGTACATCAACTTTACTTCACGGTTAAACACTTTGACCGCCGTTTCCACAC
AGAAAAAAGGTCCTTCACGTGACTGCTTTACCTGAGTCAAGTGAGTGTAATAGGCAGTGT
AAAAAAAACAATATTTTAGTCATTTTCTGCTGCCTTTTTAGTGTCAAATATGGACGACAA
CAGCACTTCTCTGTTAAGGTGGTGTCACAGCCACTACGTACATTTAGCGCATATTGCATG
GATGAAAAAATGGTCATACGTGAGTAAATGTGCAAGTAGTGGTCTTTATGTGAAATGTTC
ACAGANGGTATCAAG
>BJ739286 ID   BJ739286   standard; mRNA; EST; 862 BP.
CAAAGACTTTCACATGGATATGCACAGCATATCACACNTTTACNNCAAAAACAATGGAAA
TACTATAAAGTTTTAAATAATAAGCCTGACATCTCCCACATTGAGAGTAAATAGTCAGTT
TATAACAACAANGTTGCGGCAAAAACTAAAACTTTGGACATAAACAGGATTTTTCACAGA
TCCTATGCTAAACATTCATACAAAGCAGCAGGAACACCGGCNGNGTTAATTTGGACAAAA
ACACAAGTTTATCTNGGGTTTGTTTCGCCCAAAATCTACAACTTTTACAGACATACACNC
AGAAATGCNCAAAACCAGGNGTGACACTCAACCAAAGCCTTGAAATAACAGGTTGAANAA
ATATTTGGAAACAAAAATCTCTGCTTTCAGTGAGTTTGACAATCAATCAATTCAGAGACA
ACGGGTTTTATGAATGTAAAACTTTTCATTTGAATATGTTAATCATGGAGGAAGTGGCTG
TTTGCAGTTTAACTTGTCAAGAAGCAAAACATCTGTGTGAGCTTTACAGATCCTTTAACT
CAAAAAAGAGAAACAGACGTACTGCCAGGGAGTGTACAAGGTTTTTAAATCATAAAATAA
ACTAACGGTAAAAAAAGGTTAACTGGNGTTTCANCTTTGGGNGGGTTGACTGCCCTTCCC
CTCATACCTGTCCGTCCTTTGCTCCTCCTTTCTGGTAAAACGGACTGTCAAAGCCGCTGT
CCTGCTGCCGCCGTCTCAGCTCGGAGAACAAAGGTCCAGAACGATTCGCCCCACATTCTG
AGCCCGGCGTCGGCTCTCTGTGAGCGCTTTTCTTAGCGGGGGTGAAGGTTTCCGGCTTCC
TGGGCNATCTCCTCATAAAATG
>BJ739314 ID   BJ739314   standard; mRNA; EST; 864 BP.
CATAGAGCAGGAGTCCACTTTCATGTATGTGGTTTTCAGGAACACAGAGTAGTTACTTCC
TGCATTTCAAAAACTATTCAGTCATCATCCATAGCAACAGACTGCAATTCAAAGCTCCAT
GACGTCAAAAGTGTATTCAGTAGAAATAAATCACTTTTTCCTCATAAAACAGACTTCAAA
TCAGTAGCGTCCAACAAGAACAGTTTTCTAAAATGTGATAAAAAGGAAAAGAAACAGCAA
AAGAATCCATTAGAAGATATAAGAAACTGTAAACGGTTCCGTCAAACCCAATTCCGATCC
CACGTTCCAGATGATAAAAGTGCTTTTTTTTTCTAGCTTTGTGTTCTGAAAGAACATCCA
GCTTTGTAAAGAGCTTAGTGTTTTAATTGAAATCCTATTTAAGAGGCTGGTAAAGTCCAG
CAGATAACATTCTGATTTAAACAGATCTGTCCCAACTTTATCTTTTCTTCTGTGAATCTT
AGCAGCTGAGAAGCTGCAGAAACTTTCTTGGTGGGGGCTCCAGACCTTAAAATGACACAC
ACAAAAAAACAACAGAAGTAGGCTGGTTTGGTTTGGTTCTTCCTTAAAGTGCTGCTTTCT
GCACATAAAAAATAGATTTATCAGGCAAATAGGAGAACAAGCTCCAAAAACGACAGGTTT
GGACACCGAGTAGATTAGAACCACCGCAGAGAAAAACAAAACTACCAGCTTCATCATTTT
CAATATTTTTCCAAGAGGGACTAATAGGGGCACAATAAAAGAAGAAAACTGAACAAATAT
TTGATGGCTGCTCTAAAACGGTCAGTTTTTTTATTTAAGTAAATTCAAGCACAAAAATGG
TTGTGACTTTTTAGAATTGTNAGG
>BJ739317 ID   BJ739317   standard; mRNA; EST; 430 BP.
TCCTTCTGCAGATGAATAGAAAATGGCAAAAGTCAGCTGTGTTTCATTGCACATGATGGC
TCTCTTTCTCAATTGTCAAAGGGAATATTTTACAAAAGTAAACATTATTTTCTTGTTGTT
AGTGGAAGCAAGAGATTTTTCTTTAAAGTGTCCTCATGGTTTGGTTGCAGTGGCAGTCCC
AAAAAAAAAAAAAAAAAANAANNCCCNGGGCCGGNAAAAACAAAACAAAAAACNCNGNCT



NCAGNAAAGGGGTTTNAANCANGGGNCCCAAGGGCNCCCAAANGANTTTTGATNGCANAA
AAAANGGGATTTAAANATGNCNGCTAAAAAAAAAAAAAANCNNCAGGGCCCCNCCCNNNT
TNNTTNCTTTTTNNCAAAAANNAANNGGGCCCNNNTNCNCCCCCAANTNCCGNANCGGGC
CCCCCNNCNC
>BJ739320 ID   BJ739320   standard; mRNA; EST; 146 BP.
TTCTTCAGGATACACAAACAGTCACAATCACAAACACTTTCAGGTCATTGATTTTTTTTT
TTTTCCCCAGGGACNCANCCAACNCNNGANGGGNGNCAAACNCNTNGGGTCNCTTCCCAN
CTGGGGCANACGGTTANGCNGGTTNC
>BJ739330 ID   BJ739330   standard; mRNA; EST; 362 BP.
AAAAAGGGGAGAAATCTTTTCACACTTACACATACAGACTCACAGTAAATCAGTATTTTT
TCTTTTTTTTTTNGGATAAAATCNGTCACANGCNCAAGGTATAAAAATCATCNGNGACAA
AAATAACNGTAAAAACNCGGAGNGCTTTGNGCAAANGNGNGTANATTACGATTATGNGTT
GATAGNCNATACANGGATAACANGCACAAAACAAACAATTTACATTTCATTCANGAACAC
AAATCANATGCACNGTAANGCAAACACTGTCTAACCNGNGCCCCAAACTCATTGAATACC
TTGTACTAAGTATGAAACGCCATANAGCGGTTTTCTTTGNGNGNGTTTTTTGAANCCCNC
AN
>BJ739332 ID   BJ739332   standard; mRNA; EST; 145 BP.
AAAANCAGCNNCTGTGCATCTTGTGNAAAGATCCGCCCACCTGTATCTGTCCANNAGCGT
CTTGAACTCGNACTTTTTTANTCCAATGGCTCAGATGATAGTTGGNCATNTCNNTTTGAC
ATGCATGCANAAANACTGACTGTGT
>BJ739342 ID   BJ739342   standard; mRNA; EST; 151 BP.
GTCACTANATGGCGATCTTTCATCTCTGCTCTCTCAAACCANACATGAGGACAAGACCTG
ACCATANCTCTCTGAACAACCCCCATCANGCCTCCNTGGACCTGACCTACCATTGCATAA
CAACCATCGTTGCAAAGTATGACTATNTCNA
>BJ739349 ID   BJ739349   standard; mRNA; EST; 887 BP.
GCTTTCATTCACATAGCTACAAATTCATTCTCGGCAGACTGACCCTTCGAGTATATGCAA
CCAATTGTGTCAGAGATTTTTCATGGAGGTTTGCAAAGTGGTCCCCTTTTTATCAACAAC
AGACCCACAGATCAGCAGTTGTTTGTTAAATCTCGTCTGTAGAGGGCTCTTTCACTGCAG
ACTAAACAACAGCTGGAAATATGTCAGACTCTCTACTAAAAGATCTTGATGGGCTCTTTA
AGGTTAGAGCTTTGCTTCGTTTGGTCCAAGCAAATCCCCATCCACCTTGTGGAGTTAAAT
CATCTCCAGATATTTCTGGAAACATTTTGTAGAAAATCTGTTGAACAAAATTCAAAATCT
CTCCAGTAAAATTGTGACTATGGATAAGAATTGAATATGTTTTATTATATATATATATAT
TTTTTTTCTTTAAGCTTTCCTCCAGCTGATGTTTTTCATTAAGTCTGGGTTGTAGTTGAC
AAAAAGAAGGGAAAACCCAGAACTATGTACTCACATTAGCAAACAGTAGAACAGGAATCT
CAACAACACATATGGTAAACCATCTTTGAGAGACAAAAACAAAACAAAAAAACCTTGTGA
TTTAAAGTACAGTTTATAGTTCCAAACTGAACCCAGATGTGTGTTGCATTAGAGTATTCC
ATGATGATGCACTATTGATATCTATGAACTATGCACTGTAACTTTTTTATATATCTATTT
ATATACTGAATATTTCTTCCTCTAAAGGTTTTCTAAAGACACAGTCAGGCGCTGTCAGCA
CTGCTTGCGCCCCTTTGTGGCCAATAGTAAGACTCCCGGTTATTGCAAACTGTCCTGGAT
TTTAAACCAAATGCACAACATTCGTACCACAATAAAAACTGGGGNCC
>BJ739359 ID   BJ739359   standard; mRNA; EST; 777 BP.
ATCTTTACAAGAAACAAAAGCATCCTCCCCGTAGGTTTGTACAGTAGTGGCAGAATGCTG
TCATTGCTTCATTAGTGCTGGTCATAGTTGATCATGTGTGCGGTGTGACTCCGTTCACTC
AGTACAAAGGCAGTTTCACTTTAACCTGCTTCTTTCACTCCCAAGGGTTTGAGTGGTTCT
TCTTGGGCAGGTGCCGGCAGCTCACAATTTTCTACATTTTTTTTTTTGGACACNCNAACG
CGACTTTGATGTCCGCTCGCTGNGGNGCATTTGAGGTAACCAGGAAGTTTCTACNTTACA
GCAAATAAAAAGGGCACGTCAGCGCTGGAAATTACNCATCGACAATCAAAGTTTCCATCA
GCCTCCCAAAGGCTCGCCNAACGTCACACCTGCCCAAANANAAAGGNGNGCCCCCCCCTC
CCCCCTACAGGTCTNAAAANAAAAGCAGGGGCAAAAAAAAANACAGCAAAGGAAGGTGAA
GGTCAAAGCTCACAGCTAANGCGGCCTTCGGTTCATCCAAAAAATAAATCCTGACNCCTT
CAAAAACAAAGGATGAAACAAAAAGCANCTCCCGGTTTTCCACAACCGACGGANTACCGN
AGGAAACTGAACTGAAGGCAGCGCCANACCTTTGACCCNCCAGCATGTCTGGAAATCACA
GGATCATTTACGGACTCACANAACCNAAACCAAACTTTTCACAGTTTAAAAACAAATGAA
GCCATTCANCATTTTGTCAAAATCCCANAAGTGCCACACAAAGTTCAAACGGAACCA
>BJ739375 ID   BJ739375   standard; mRNA; EST; 315 BP.
CTGAAAATGTCTANTTCTTCNGGATCCCTTTTAANACNTGAAACGTATTTCTAGATCATA
AAAACTTCCTGGTGAGACNTGCNGACACTGGGAACGNGGGAAANCCNCTCTGACAGNCAG
NTTTTTGGTNANANANTTAGNGCTTCNNCCNCCTTCCTCTCCTCAGGAATACCATTTACC
TAAGAGAAATTTCAATAAAAAAGGGCTTCAATCNTCCTGGAAAAATANTGATANANNANT
GCATTTGCNGANCTACCTCCAGCCGCCNAAAGGNGGACATGACNTAGNTNTCTCCTNGGT
TANCANTGAACANAA
>BJ739387 ID   BJ739387   standard; mRNA; EST; 724 BP.
AATATTACAGAAAATGCCAAAGAAAACACTCACTAGATCATAAAATGGATAAAGTCTAAG
CATGTTTGAACAGATCAAATCAATGAACACAAAACAATAAGCAAAAGAAAAACAGTAGTG



CTGCCTTGTTACCGCTACATTTACTCGTGTACCTTTTTGGATATGCAGTAACTTTCAGCA
GTCACTAAATTTACACAGGTAAATTAAATTTTGAGCATCTTTTAGACACTTTTATCAAAA
AAAAAGGGGGGGGGGGGGAAGTTGGGGGCNNCTNGNCAAANGGANAACNCGGGNCCCCNG
AAAAAGTTTATAAAAGNCNNGACNGCNCNCCNCANGNCNCNTCTNGAAANAAAAAAANCC
CNGNCNCTTTGAAGTTTAAATATNTNGCAAAAAAATAAAAANCNCCCCAAANGNGATANA
TTNCTTAGGGATTATTTNCTATTNCTTTTNCTANGCCCCNGNAAATNGNANCTGAAAANC
CNCNGGGTNCTTCAAAAANCNGCNTTGNGGTTNCANANCAGGANCCCCAAACNTTNCCNC
CAAAGTTCAAAANCANCAGNGCANGCTGNCTTAAATNGGANAGAGTAANCGGGAANCTTT
NGGGANAGACAGAATAGGANATGAAGGAAGNCCCCCNNCTTTGAAANCTAANCTNGNGAC
TTANCNTTCCANCNGGACTNCCGGGTTGGNCCAAAACTGCAAACATAGGAGGTTTNCAAT
CANC
>BJ739398 ID   BJ739398   standard; mRNA; EST; 866 BP.
TGTTTTCACTCAATGTCGTAAGCTCTCAGAAGAGATAAACTCNACANACATGTCTGCAGC
CTCTGACTGACTTTTCCTTCATATAAGAATGAATAAAACCGGTAAGTTATAGGATGAATG
ACAAAAGACTTGATCTCTTATTAGGTACTTTTTGTCTGAATATAGTGTCNAAAAGCNAAG
TATTATATACCAGANGTGATGAAGCTGAANAAAGTCAAAGTAGAAAAGAAACTTGCAGCA
TCTCANACATGAACACATTGTGGATCCAAAGTTAATAANTAGAAATATTGAAAACNCTTT
CATTGCTTCATANCTATTCTNAATTCNACATTAAAATCTTTTTATAAGACAAGTTCATTT
GAAAGCAAAACTTCTGACAAACACNGTTGAAGATGTACAAAATGTTTCCTTCTGGAGTGT
AGATGGAAACCATCCATGTCTTCACCAAACAGACAATCACGAGCAGGTCAATGTTTTAGG
TCTGCAGATGCAGACATGGACTAACTCCAGATATAGCTGAAGTCTGTAGCACGAAACGTA
CAAGCTAAACTACATTTTGGAATTCCAAAAAAGGCTACATGCATCNAACAGAGTGCTATT
TCAAACAACTACCCTTAGGTGGCACTGTTGTTTAANTTGTAGGTTTTTTTTGTTGCATGA
CTGTNAATGCTCAGCTTGTTTGACAGTAACAAAGTACNAAGTATTGCTTGATTATCTCCC
GGCACCCCTTCTTACACATATATCAGTAGAAACATGTTTTTTTAATCACCTTCCTCTGGG
CTGAACTATTTTTCGTANACNCANAAGATGGAAATTCATCCNGCCTNAATTNTGCACAGA
TTTCTAATTAGTTATTATAAAANTCA
>BJ739399 ID   BJ739399   standard; mRNA; EST; 295 BP.
GAGGGAATGTCTTCAATCAAGACCAAGTCTCGCTCTGCAGTCGGCTCGTCTTTTCCATGG
CTGCTAGCATCTGCGCAGCCGCGTCTGCAGACACGCCTCCTTCCTGCTGGAACACCTCTT
TCAGAGAGTCGCACACGCTGGCTGGCATCTGTTTGGCATTTCTGCAGACAGCAAAGGGTA
TTTAGGGGGGTTATGAGAGCGGGCGGGGCAGCCCTGGTCACTGCCATTGTCCAGCTGGCC
CCAGTCCTGTACTGAGAACTAACAGAGGCTTTGACAGGTCTGGGGGGGGGGGGGG
>BJ739401 ID   BJ739401   standard; mRNA; EST; 873 BP.
ATTCTTTTTTTTGTGGTTAAAAAAAACTTGAAGAAAGTGAGGGCAGTTTTTTGTTTGTGG
AATCCAGTGCAGCCACCATTGATTCGGCATGGCTTTTTTTGTTTTTTTACAGTAAGATCA
TGTGGATGCTGCTCCTTTCTGAAAGGCAGAATGCTTCCATGCCCGTCCCATCCATCCTAT
GTTCTTACTGCAGCGATGATCCCCTGGCTGAGTGGAGCTCGTTTTTCACAGGCTTCCTTG
CACTCTTCTTGCGTGTCGAAGCGATTCTGGTTTCCATCACAGCCTCCGTACCAGAAGCGG
GTACAGCTCTTGCTGGTGGTGTCATAGTACCATTTCAGGGCGAACTCTGCACAGCTGCCT
TCCTGCTTGGGTAGCTGACAAATGTCCACAGGCGCTGGAGGAATCTCCACCTGCTCCGTC
TGCTGTGCCTCTGGCTGCATCTGTGGCTTTTCCTCTGGCTTTCCTGCCAGCTGCACCTCT
GACCTCAAGCAGCGTTTCAAGCANAGGGCCTCACTGTCGAACCTATTGTCATTGCCTCCG
CAACCTCCATACCAGAACTGTGTACAGAACCCGTTCTGTCTTTCATAATACCACTTAGCC
TGATAGTCTTTGCATGGCATTCCAGGGTCAAAGCCAAGTGAGCATGGGTCCGCAAGTTCA
CTAACTGTTTGCGGGTTGTCCAGTGGTGGAGTTTTGGGCGGATGTGTGACGTGCATGCTG
GGCTTCTCCTGCTTCGATTTTGTAGTGACAAGTCCCTTGTAGGTGGAGATGGTTTGACCC
TCAGCTGTGAAGGCCGTTACCACAACATGGTACATTTGATCACTTTCCAGGTTGTCCACA
GTGAAGTTCCGTGCTGGAATGTGTTGGTCTTCA
>BJ739417 ID   BJ739417   standard; mRNA; EST; 877 BP.
ATACTGGTAGCAGAGGAGACAAACACTGATGCTGGTTGTTGTTGCTGATGTTCTGACCGA
TGTTTTCATCGTCTGGAGCACTGATAACAAGTCTTTGTCATGAAATCCTCTCATTCAGAC
TCGATCAGAGGGTGACATCAGAAAAACAGATGAGTGCCGCTCAGTCCTGTGCTCCGGTAG
AAGAACAGTTTGGCAGACTTACTTCCTATTTCCAGCTGATGTGTTCCGATTGCGCCGATC
CAACCGGACTGAATCGGTCATTTGAGGAAGTTCACGGCCGAACATGCGGTTGGGTTTTTG
TACCATAGAAAAGCATGTGGAGAGTTTTAGCTGCCTTACAATCATCTCTCAGCTGTGTAG
TTAGACGACAGATGGATGCAGGAACCGCGGAAAAAGTCTGTCTGAGGTAAAATCGTTTCA
AACGAAACAAACACAGAAAGCAAAGCATATTAAAGCAAAGCCTAAAGGCCCAATGTCATA
ATAATACCGAACATATTCTATCTATTCTCTGTACTGTAAGGTAACTTAGGTAGTCGTCAC
ATTTTGTTCCATTAAGTCTTGCAATATAAACCAATAGTTTGATCCACAGTATGAGCTACA
TTCCATCATGGTGTAAACAGAAATGTACACAAGGCATCTACTCGAAAGGATTGTATCAAA
ATGTTCTAAAAATATCTCTGGTTTGTTTCACAAAAGCAAACGGTATCAAAAGCGTTGGCC
GAGAGCAAGCAATAGAACAATATGCTTCAAACCATTGTACACAACGGAAAGCAGGACGAC
CAATCACATCGCTTTGATTGTGGGACCCGTGGAGTCCCATACGGCACATGCAATCCATTA



AAACTCAACACCATCAAAACACGATACGGGAAAAAAA
>BJ739432 ID   BJ739432   standard; mRNA; EST; 767 BP.
AACACAGCTTTCACTGTGTGGTCAGAAGAACTGTGGGAAACACAAAGACCCACAATCTGG
ATCACCTGAACTTTTCAAACGGGACCTTAAAAGTTCACAATCACAGTCAACAGAAGTTTG
CCTGCATTTGAAACCAAAGATGTTCCATCAGACCATTTTACTGACTGGATTTTTCACTTA
ACATATTTTCATCACTTGTCAAAACTTGGATCTCCTTAAATCATTTGACAAGAAGTATTT
TGTGAATCAGTTTTTTAAAAATTGTTATGTTTTTTAAGATCGGAACAACATTTTTGTGCT
ATTTGAGTCAGAGGTTGCTGACAAACAGCAATAACAACGATGTTAACACAGCTTTCATGT
GTTATCAGTTTTATGTTTATAAAAAAAAAAAAGCANCCCTGAATACCAAGTTCANATCTA
GAAAAATATGCAAGCNGCTAGTTCCATNGGNCANGTTTATAAGTTCAGGAGTCAAANGCN
CTGCGGTCNCAGCTGCNCNCAAATCTGNGANAAACCCAGCANATGCNCAGCTCGGGCANG
CATTGCTGCNCATGNGCANAGGGGCNCNCCTTTCTGGCANANGCCATTCCNCNCCGGCNG
CNGCANGGATTCATCANGATGTCAGGAATGAGCTGCTGNGAGGCNCCAACAAACTTTTTC
TTCTGCTAAAAACTGCATCCANAANACAGACTATGGCTTTTGTCCAAATCTGTTGCATCN
CACAAAATATTTCCTGAAAGTTAAATTTTTTCAAAAGCNCATCTAAG
>BJ739436 ID   BJ739436   standard; mRNA; EST; 259 BP.
GCTNANGGGAAAGAGTCNCNTAATNAAAAAAACACTCCTACCCAAGAAACNCAGCAAAAC
TTATTGCTTCGTACAAATTNNTGAANAGTGGCNNTTACAGAANCAAAAAAACACNGGAGT
CAAGATCATTATACCAGGANAANTTCACACCCTTTAGNGGATTTTAAAANACCCCNNAGG
GAACAGAAATACATTTCTCACATCACAGTAGGATTATNGTTNGGTTTANGTTACTTGCTC
TNCNAATAANAATATCTAC
>BJ739451 ID   BJ739451   standard; mRNA; EST; 888 BP.
AAGTCAGAAACAACCAATGGCATGTTCAATACAACCAATTATAATCAAGAAAAAACCCAC
GTGTACACAGGTAGGCGTCTTCTGTTTCACCAAGGAACCCACTGCATTTACAAACAGAAA
AATAACCGATTTTTGTGTCATAGAGCTGCAAATAACAGAAAGCACACAGGAAAATGTAGT
GCCATACAACAGAATCTAGAATTATTTAGAGAGCCAAACTAATCTGTCTGAGCCTTCTAT
ACACTATCAATACCAAACGACACTGTTCTTTTATTACACTTAAACACCGTGTGCCTCAAT
TCTTCCAATTAAACGGGTTTTCCAATGTTTGGATACTCTTTAAAAACGCACTTTATCTGA
ATTAATTGCACAAAATGGAACTAGATCAATGGTACAGTCACATTGAGCGTCTCTGCTGCT
CATTTACAGACACTTTGACAGCTCTTTGAAGCTCTCACACAACCCTTATTCTCTTGTTTT
ACTCTATGCAAGGAACAATAGAATAATAAACAATTACTGTTGCTGTTAAGGTCAACTAAA
CACTGTAAAAGGTAGATTTCTTTCCTGTTTTTGCACATTTCAAAATAAAAATTTTCAAAT
TATACTTTTTAAAATGAACTGAATTAATTCAGAATTTCTTAAACTCACAGTAGCAATCAA
GAAATGCTTTATCTTTGCCTTTTTAATTAGCTAATAAAACACTTCTGCTTTGGGCTTTAT
AATTTAAAGAAGTTTCACGCTTTTATTTTGGTAGTCTGACATTTTTTTCTATATCCTCAA
TATGTAACTCTTCTGCTTTTGTCATATGCTGTTATTCTGGAACTTCTGTCATCTCTCAAG
GCCGTGTCACACAGCCACTTTGTACAATTTGCGTATTTTCCACACAGG
>BJ739474 ID   BJ739474   standard; mRNA; EST; 848 BP.
TACAGATGATTGTCTTTTTATNCAGCTAGTTTGGTCAGTTCGGCCGAGAGGACAGCANAG
AANCGTGGAAGTTAAGTCAAATCCNAGAAACGCCTGATTACTCAAGCAATGCAAAGCTAC
CCACTTAGGCTGCAGATCATTTATTATTATTTTTACAAAAATTCAAAGATATGGTATGGT
CTTATTCATAAATATATAACTGAATCTTTCTGGCTGCCTGAGGTCAAATAAAGTACTCTA
ACCACCAGCAGAGGGAGCTCTAGAGGCAATTAAGACCCTGCAATTATTAGTTATTTTACC
TTTGCTGGCAACTGTAGTGAAGGTTTTACACATTTAAACAATGCANAACATCTGGGATGA
AATTTCTTTCTTCATATACAACAATAAGATCAATTTTCTTATTTGCTACAAGTCTACTGA
GCCTTAAGAAAAAACATTTCAGAAGGGAAGAATCCGCTTTAAAGTCTGTTTCAGATTTAA
TAGCAGCTGCAATGCACTTCTTTTTTTTAAATACATGACATCTGCAGTCAAATTGCATAT
GTACATATGCAAACAGATCTGTTCTAACAAACAGAGTGAACACAAACTGTACCGAGTTTC
TTTTCCTACGCTCTCCACCCCCCCCAGCCCTCATTCAGTGTTCTGCAACATTCCTGTCAT
GACTGAAAATCAGGAAGGCAATATGAAATACAGCATTCAGATGGAGGCACCATGTGGTTT
CAACCTCAAATGTTTTCAAGGAATCACAGATGGGAGGACCTGAGAGGCAGTTTTCCAGAC
CGAGAGCAATTGATCTCAGCTATTATATTAAAAAAAAAGGTATTTATGTTTCACTTTCAT
TTTAGTCA
>BJ739497 ID   BJ739497   standard; mRNA; EST; 896 BP.
GATTAAAAATCAGACACCTCCATCTATTTTAAACATCACAGGTTGAAGGGAAAAAAAACA
TTCCTTAAACGAAATCACAATTGATTTGGAGTCCCATTTAGAGGATAGTGACTCCTTGTT
GCTGGGCAGAGGGCTGAGGCAAAAGCTGCACTACTCCTGACCCCTTTACCAAGCATACAA
GCCGGAAAATACTGTTCCAAATACATGCTGTAGCTTTATTACACCAAATGGTAAAAAAAC
GAATTTTCACCAAATGTGTTTACAGTTACGGCATTGTACTGTTAATGGAAGGACAACAAA
AAGTATGCAGTTATTTAAATGTGATAAAATAGTTATAGAATTGTCTCTTCTAGAATCTGC
TCCTCTGTTAATGACAAATATCTAAGTTAAAGTTGAAAAGAAAAAATCAAAAACAAATCT
AAAAAAAAGAGCTAAAACCAGTTCACTTGAAAGCATGTAGGCATGCCGTCATGATCAGCG
GTAAATAGTGGGAGTCTACTTCTCAAATTGTGTCTGAGGCCTAAAAAAATAACAGTTTTC
GTACCGCTGCTGAACTGGAGCGCCATCGCAGAGGTCAGCTGGTAAATGCCACCCTTTCTC



TGCCTCAACCCTCGCTGCTGTACAACTGCCAACTGACAACAACTGACACAGATGGTGAGC
AGAAACACAGGACAGGCAAAGGAAGAGAACCACCCACAGGNAGAAAGANAACAGGAAGAC
TCTACACACACCGTCCAAGAGAGGATATTGCCAGACAATATAATGAACTCATTTATTTTA
ACCTTTTTATTTATATATATTTTTTTCTCTTTTTTTCTACTTTTTTGTTTTTTTTAGGAC
ATGCCATATGTGAATTTGGGTAATATAAAAGTACCTGNAAAGAATTGCTAGGTTTT
>BJ739498 ID   BJ739498   standard; mRNA; EST; 497 BP.
CAGGGGGCAGANTGGTAGGACATTTTGGAGAGACTCACTCCCANACAGATGAAAAGCAGA
AAGTTACNNANGTCCGCAAAGGCCTCAGATCAAGCACTCTTCACTACGATGCCGCCACCT
GAGNCAGCGGCTCCTCCAGGTATTGCACCAGCGCCTCCGCCTTTGCTTTCAGCATCCCGA
AGCCCACCGTCTCTTTGGCGTACATGCAAAGCAGCAGGTTAGCCACATGCGTTATGGCCA
CTCTCCCTTCCATGCANCCCATGANGATGAACTTGAGTTTGTCCTCGTTGAANGCCTGGN
GNCCGTTCTTGTCGTANGCGGCCCANATGTTGCTGGCGATGGCAGCGGTCACTCGANCGT
CTGTGTCGCCGTANCCGGANTACGCCAAGAAGGAGCCTTCGTNGTTCAGTAGNAGGGNGC
TCTGNACNCCGTTCNTGTTCGCCTGGNTGAGAACTTGCGTCNGCGCTTTGGGTCNCAACA
TGGCCGACCTCTCTCAG
>BJ739520 ID   BJ739520   standard; mRNA; EST; 914 BP.
TATTTTTGGTCAGTTATTAGAAAATGATTCTGTTCTATGTGTAAAACATGAAAAGTATCC
CACCGCAATTAAAAAAAAAATTAATTTGCATTTATTGTTATTATAAGGGTTCAAAGAATA
CAGACCGAATGGTTGGCCCTCCCAGATTTTCACCTCACCAAATCCGACCCTGTCTGCAAA
AAGTTTGGACACTCCTGTCTTAGACCTTCACGGCACAGCGAAAGACGACAAAACAAGCAA
ATTGTGTCGAAAAATCTCGCTTTACTGGAAACCATCTGCTGCTTTTGCCTCATCTACATG
GATTCAATGAGGCGGACGCCTCCACTGCGCCCGCATGCATGTGTTTGCGATTTTGATTGT
GTTTCTGATGGAACATTTTGCATCTGTGTGTCAAAAGGGAGAGAACGTGGACAACACAAA
CTCCAACCTAAACCAAAATCTAGCACGATATGCAGTGAGGAAGAGGTCTGTGTGCAGGAT
GTCATGAAGATCCAGCAGTTTGTCTGAAAAGAGGATTTCATTTCAGCAACTTAATAAAAA
GCCAGAACAATAAAGCAGCCCTTCAGATCCTGTTAGTCAGATGAGCTCTCATCCTGTAAG
CCTCACTGGTAAACAGAGCGGGAAAATGTTGTGTTAGTTGATGCGGCCAATTAATTATAT
TGTAAGTCATTTAAAAATCTATAAAAGAAGTATAAACTGGTTTAGGCTGTTTGAGAAATT
GTAAGTACGGTATTAAAAAATGCAATACGTGTATTTCAATTGCCCTGAGCGGTGTTATAT
TGGAGTCTTTTTAAAAAAGGAGCTGTGTCTTAAAAAGGAGTAAAGTGTAAATTATGCATA
TCATTTTCCCCCTTCTTTCCATTCCTCTTCTTCTGCTTTTTCGCAAGGAAAACATGGNCC
GCAGTCCACACACG
>BJ739523 ID   BJ739523   standard; mRNA; EST; 320 BP.
AGATCTGTGATTACAAAACAGGTTCCCAACAGTTTCTCCGAGGCTGGAATGCTGGACTGA
CAGAAAGGCATCAGGGCACAACCGGACCTAACAGAAACCCAAAGGAGCTGAACAGACAGT
GAGGTCCAGACAGGAATATGGTCCCTATCATCAATCATCTCCGACATGCAGAGAACATGA
CCACATTTTACAAGCTTCATCAAAAAACTTTACAGGCTTACAGAGCAGACGTGGCAAACA
GGCATGATGGTCAAGAGGACTTGATGGGGATTTTCTTTAATAGCGCTGAATGATTTTTTT
TTTTTAGGGGGGGGGGGGGG
>BJ739526 ID   BJ739526   standard; mRNA; EST; 148 BP.
TCTAAACCAGGGGTCCCCAAACACCAGGCCGTGGACTGATACCGGTCTGTGGATCAATTG
GTACNGGGCCATGGAAAAANGAATTANTAATGGCTGTTTNTTTCTTTTGAGTATTGACAT
TTTNTNATTTTGAAAAAAAAAAAAAAAA
>BJ739527 ID   BJ739527   standard; mRNA; EST; 576 BP.
AGCGCGCAGACCACCAGCAGGTTGCCGCGCCTTTTGATGACGACCTCGTTGGCCAGGCAG
CCGTGGAAGGTCCCGAACATGAACCTGCGGAGGAAGACGTCCTCCACGGTGCGGTCGGCC
GCCCCCTCCTCTCCTTTCAGGTTACCTGGGAAGCAGCAAGGAGGGAAAAGTCGCTGAGCT
TTTCATGCTGAGCTGCAGTAAGTACCGGAACCTCACAGTTCTATTGGGGGCGTATTATCC
AGAATTTCATGTCTGAACATTTGCACAGGCAGCTTTCATATTGATGTTTTGTGTTTTTGT
TATTGAATATATATAAAAGGATTGTTTTTTCATTTTTTCTTTCCTTTTGGTTGTAAATTT
CAATCTTTAGTATCTGTAATAAAACACTTTCAAAGGATTTACTGTCCGATGAAACCAAGA
CAGAAATGCTACTTTTGGACTTCTTTTGGACTGTTGGTAATACTTTGATGACTCCCGTCA
TTTGACAAACGCCGCTTTGCTCANAAAGGACGGATGAGCTCACTGCTGTGCTGCGACAGC
CATCCTTTGCGGTGGCCGATCTGATGCGGCGGANGC
>BJ739530 ID   BJ739530   standard; mRNA; EST; 269 BP.
GGGAAAGCCTGTATCCANAGCCCAGCANCTCCNTGTCCACTCCAAACAGGGNGGCGCCCT
CGCTCATGAACTGCACTGCCAAAGTGNACGGGTTGNACGGCCCATGTGANANATCAAATT
TANCCCTTATANACCCCGCACCTTCGTTTTCTGATTTACNGGAAAGGTCGCTTANTTTCC
AAANACACTTATTCTGCTCTGAACTCCATATGGAGTTGGGCANAAATTGCACGCTGGTGA
CTCCTCCGTCTACNGGGACCAAAACCTGC
>BJ739535 ID   BJ739535   standard; mRNA; EST; 219 BP.
TATTTATCANNNNTCTGGTGAGGCGGGACGACTTTGGACCTAAACGTTANNGACGACNGA
NGGATNANGCGTTTCNGGAANNAGCCCNGACTGAGACACAAACGTNTACCAATCGCCACA
NACNAGAACCGCATGAGACCCCCNTTCCNNCAGANNTGCNCATGAAANNTTTTTNANACC



CCNNNACCCCAATGTCTTTACGTCCAACTACATTCANGG
>BJ739543 ID   BJ739543   standard; mRNA; EST; 264 BP.
CTCCCTCTTAAAACCGCNGATATNTTCTTTAAAACCCCTTACCNCAGGTAAAGGGCANAC
CCNCAATATNNGTTANGAANGGGGCCCNCNTTTTANAANATTTGCCNGTNGANCCCGGTA
NGTTATNCCNGAGGTATNCCATTTGNAAACNCATCAGGGCTTCNCNCNCCCNTNGGACAA
AGGANGGGGGCCGTTCANCCTTCCNCTTCNCTAAAATTAGNCTACGNGCNGGGANANATA
NAAAANCTNTNGCGTTCGTTNGAT
>BJ739568 ID   BJ739568   standard; mRNA; EST; 359 BP.
TGCGGTTCTGCTGGACGGTCGGNAAGTCNACCGGACCCCCCCCCAGGTTCTTCAAACCTG
TGATGNGGTTCTGGAGGGNCGGTCAGGGCGGTCCAAGGGGGTNAATTTTGNACATTTTTA
TTACTCCNGGAANAAACGNAGGCGTTTNTGCGGCGGCGGGCCGGTGGCNCCGNCGGCTTC
ATTTACCTCCGGNCCTCAAANTGGACCTTGTTCTTCANAAGGAACNNGNCCAAAAACTCN
ATGGGNTTCGGGGGTCTCTCCTTGGCAAGCACGAACAGGCCCTGCANNAGGATGGGNACC
ACGGTCTGGTCCAGGNAGGCCCGCNNGGGCAGGGCNTGCAGGNCCACCTTNTGNTTGAA
>BJ739577 ID   BJ739577   standard; mRNA; EST; 137 BP.
ACACAGGTGCGGAGCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAANAAAAAAANAAAAAAAAAAAAAAANNAAAAAAAN
ANAAANACNNAAACNAA
>BJ739584 ID   BJ739584   standard; mRNA; EST; 163 BP.
TTTCCAAGGTTTGNGTTCCTTCTCACAGATTTCTGGAAATTCTGTCANTCCGGCGGGCAT
GGATGCTTCGGTTCGNTTCTGGTTTCCNCNCGGTTCAAATGGNTTCTAAGGNGAACGCGG
CCCACGGATTCTGTCNCCGTTGATAAAATGGAGCCGAAGAATG
>BJ739589 ID   BJ739589   standard; mRNA; EST; 884 BP.
CTTACTCAAAAGAAGTAGATATATTTTTTTTTACACATTTATGAGTTTCAATTGGTTTGC
CACTTTTCCAAAAGTGATGAGCAAAGTTTTATACACACTCACACAAAGCGCCAACAATGT
CTGCATCTGGGTTGAAGGATATCTGTAAGACACTAAAGTAACCTAATGAAAAATTATGAT
TGCTCTTTATTTTCTAAACCATTGACAGGAAACATAATTTCTCCCATTCCCTTGTCAATG
TAAATTGCTTAAATCTAAGAGATTTATAAGCTTCTGGATGCTTTATTACTTTTAAAATAC
ACCCATATAGTAGCCTATATCTAATCAATGTATCAACCTATACATATTTGCAAACCCAAA
CCCTTCCCTGCATCTGTTTCAATGGGTTTGACTTCATTGAAACACAGCCAGCATTTTCTG
CAGGTGTGTTTTTATTACGTTTGGCTACATGCTGCATTGACAAGTGGGATGGACTGAGAT
GATAGGTCACCCAGTCCGCTAAGGCAGTGTGCATTATTCCAACAAACAAAACCAATATGG
ACATTACCGAAAAAACAAAAGAAAAATACATCATAAACAAAACAGACAAACAAACAAACA
AAAAACACAGAAAAACAAGAACACGACAACGCANGTAATTTGTTCGTCTATCACATACAA
AGCATTTGAAAATGTACAATCTAGCACTTTAGCTCAAAATTAATCTGAGGTTTTTTTTAT
GATCACTGCCAAATCAGGTGGCAATAAACAAAATCGAATTAAAAAAAAGAAATAGAATAC
ATTTGATCACCTTTTCCAACAGTGTAGTTGTTTCAGAGACAACTCAATAAAAAAAAGGGC
AAAAAAATTAAGTAATATTTCTACCNAAATCANGTGTTTTTATG
>BJ739598 ID   BJ739598   standard; mRNA; EST; 264 BP.
CAAAGGTCAAACCGATGACCCCGGTGAGGCCAGCTCCTCCGTTCACGTTGGGCACGGCGC
TTCAATGATCCGTGACGTGACAACGGAAGTCTGCAGATGAGTGACGGAGAGGCTGGCGCC
TCGGCTGATTAGTCTGGATGTCAAAAGCTTTGATAGGCATGGCTTTCCATGGATTCAATC
TACAAAACATATTTACAACATAGATAACATCTACAAGAAATCTACATGTTAATCCACCGT
GGTTTTTTTTTTTTTTTTTTTTAA
>BJ739606 ID   BJ739606   standard; mRNA; EST; 429 BP.
GAATGTTTTACAGACTTCACNCNTCCTACAGAGCGNACAGTTNANGATCAGTATTAGCAN
CNGGGAGAAAAGCATGCNNGAAATNAATACTAATCCGAATTTCATTCTTCTGGCNCAGTT
NACTTCATCNAAAACTAGCAGCAGGACTGTTGGAAGAGGGACGTGAAACAANCTANGAAA
GACTTTCATAGTGCCAACCTTTCCTGNTGAANCATTGTATTTCTGNAATAATGTATNGCA
CAANACNGTATAGAATCTGCCCCTACACCTATNAAACCATAAACTTTTTTTTTATCTTTT
AGTTTAANGGNAAAAACAAGACCNTCCTGAGGCATGGCTTATGGGAAAACGAGTGCTGTA
TCCACTGCTTGCCNACTGAGTTTTCTCGTCNTCGCAGCCGGTTNAANAGGANNGANNTGA
CCCCNTNGC
>BJ739610 ID   BJ739610   standard; mRNA; EST; 817 BP.
ATTCACAGGAACACAGTGTGATTACAGATTAACACGAGGAAACTTGTTTTGTGACAGAAA
ATATTACTGAAATGAGACGATTATTCTTTTGCAATCTGACCATTTCAATTCCCCCAACCC
CCTGGTCCAAGCTTTGGACAGCTGCTGTTCTTCACCGACATCCTTCAAGAAAACTGGGGC
TCTTTGGAAGGCCTCCAGGCCCCTCTTCAACAGAGGGTCACGGAGCCTGGGTGGTGCCAA
GGCCTACGGCATTGGCATAAGCCGACAGCAGGCTGACCACCTGCCTGGTCTCCAGCGTGA
GTCTGGCTTCCGTCAGCCAGTCCTCCACCACCCTCCTGGATTCACCCTTCAACTGGTTCA
CCAACTTAGCCGCGAGCTCCAGGTCTCCGTGCTCCAGGCAGTAGCTCGCATATGACAAAA
GCTTGAACGTGTCCAAGTCCTCGCTGCTCAGCTGTGTGGGAGGGGCCGCCTGCTGGTCCT
CAAAGAGAAGTGCCGCCTGAAGGTAGGACAGGAAGTACTGGTACAGAGAGTTGTGGGATT
CGTCGATGAGTGCCACCCTAAGCACCAGCGACCGTAGGGAGTTGAAGCGGGCTCTGAGGG



AAGCCTCGCCGTACACACCCTCGTGCCGAATTCGGCACGAGGCCTCGTGCCGAGCTTTGG
CCGTGAAAACCCAGAAACACCGAAACATTCAAAATGGGAAAGGAAAAAATCCACATTAAC
ATCGTGGTCATTGGCCATGTCGACTCCGGCAAGTCCACCTCCACCGGTCACCTGATCTAC
AAGTGCGGAGGAATCGACAAAAGAACCATCGAAAAGT
>BJ739617 ID   BJ739617   standard; mRNA; EST; 889 BP.
CATTCATTCCATAGAAAATACATTCAAAAGGAACACCTTCTCAGTAAGTGCCTGTTTGTC
AATGAAAGCAGGAGCCAATAAGGATTAAAGCCAACGTTAAAAATAGAAATATCCTCTTCA
GTTTACTATTTTTCAATACAAATCTGTTAAATGCATTAGCTTGCATATTAAAAATATATA
ATTTTTTTTGCTGAATTGAAAGTCAGTCCTTGTCTGCCAGCTTTTATTGTGTCAGCACTC
TCTTTTGATTTTATCTTCTGTAGTTATGGTATAGTTACAGTGTAGACTTGCTTATTTCCA
AAAGCGGAGCATATGAGTTCCATGAGAAAAGATTCTGCTTGTAAATATTTTTCACTTTTT
AAACAAAAATGTATGAAATTATAACCTCAATGTAGAAGGAAATATTTTTAAAACGTTTTT
TGAAATCACTGCGGAGATTTAATGACTTGAGGTCATTGCAAACTTATAGAAAACACAGTT
ATAATAGTTTGTCCTGTAGTGAAATGTTCCAAACTGGTTCAGTATATATATATATAAAAA
ATTATAATCCAGCTTCCTCCTCTTTAGCTCCTTCGTGATTTTTTCCCCAGACCTTTAAAT
CCTGATGAAGTTGCTTCACCTCAAAAATAGGAAGTTGAAACTTTCGACTGTGCTGTTTTT
TTCTGAAAAGTCACTTTAAGGTTTTAAAATGTCCATGAGTATTTCAGGAGGACTTTTTAT
CCTAAGTGAACAAATCTCACACGCGTTAGAATCTCTTTCTACCAAGAGGTTGGAAATAAT
GAGTTCCTAATAGGTGGTAAATGCCCCTGTAGTGCAACACCTGAAGGCAAAGTGCAGACA
TCAGTAAAATGTTTTCCATTAAGCATGAATTCATTATTGAAGCTGCTGA
>BJ739619 ID   BJ739619   standard; mRNA; EST; 868 BP.
CAGATGGGTATTTACGTGTGCCCAAGTTTACCAATAACTGCTCAGCTTTTAAAAAGATAA
TAGTTAATATATTACTGATGCATTAAAAACATACTGAAGACAAAACAACAAAACCATCAA
ACAGAAAGAATAAATGGTAATAGTGAAATAAAGCAGTACAGTTACACAAAATGCAGTTGG
TCTACCTGAAACCAGTCTGACACTCTGGAGACAGGGGGAAAAGAGCAGTTCATATATTCA
GTGCAAAAAAGTGCTACAGTGGTTTCAATATGACAGCTGGTGCATTATAAATTAGCTAAT
ATTGTACAAATGACCAACAAATGTATTGTGAAAATATTGTACACAGTTATCACATCATAA
AATCTGAGATCTTTGTCTAATGGCTGTTTTTCCTATTAATAGTTGACGTTACATTGAAGT
TACAGTGTTGTTTGGATTTTGGACTACAGAACCATACAGATTTATTAGCAAATAAAGCAT
GCTGTCTGTTTTAAAAACTAATTCTTTGAAATAGAAAAAGGCCATTTAGAAAGCAAACAT
TACATATATCAGCTCTATCAAACAAGCTGTCATTGCATAGTCTTAGTTGAATAGAAACAT
TTGAAAACACAATATATCTGGTGTGAATTTTTTCATAATGATCACTGCCTTTCTGAGCAA
ATCAGTTTCTTTTTGCTCTATGATCCAGAAATAAAAAAGCAAATCAAGCTGTGATGTATT
AGTTTAGAGAAAGGATTGGGAATGCACCTCAATTGATTTTTGTCATTTATTGCTGTACCA
GCATTGCCTAGTTAAGGAAATACAGTGTAAGCTATTCCAGTGTTTTGTGAAATATTGTCA
GTGTTGGACTTTATTGTATTTTCACTGT
>BJ739634 ID   BJ739634   standard; mRNA; EST; 501 BP.
CGGATGTGACAGCTTGCCATGGAGACAGTNNATACGCTCTCTAATAAGAAACAGGCTTTT
GTGTTTGTGTAGCAAAGACTGAAGTCAAGTAAAACCAAANNAGATTAANATCTGAAAAAA
CATCNCGACGACAAAAGAGTGACCTAANNACATANNAAANACATANGANAAGAGAANTAA
ATAANAGGTGTAACTTTAGACNGTGAAGGACGCTCCTCTTCNCAGAANACAATGAAGGGA
ACTCTTCTTCTTGGGAGCAGTGCAGGAGGCTTATCTTCACAATGAAAGACACTGCTCCTC
ACACACACCGNACAGGGTGTTCCTCTTCACAGATTCNATGANNAGACGCTCCTCTTCACG
CACAGTGGAAGCCGCTCCTCTTCNCAGACNCAATGAAGGGTGCTCCTTTTCTTACNCGTT
GGTGAGCAGGCTGCTTCTCTCTTCGTGAAGAGTTTGGGGACCCATGGGTGCATTACTATG
CAAACGCTTAANGANAGAANG
>BJ739648 ID   BJ739648   standard; mRNA; EST; 178 BP.
AAATTACTTACAGACATTATAAAATATCGCATCTTTTTTCAGCACCATATTATTTTAATG
TTGAAACATTGTCAACACACTGAAAGCAAATAGTTGAGGTCATTTTCTTCTGTAATCATC
TTTTTTTTTTTTAATTTGGNAATTCCCCTCGGGCCGAATTCGGCACNAGGCCTCGNGC
>BJ739650 ID   BJ739650   standard; mRNA; EST; 254 BP.
GATGATGTACNACCAAATGATGNCNCAATGACTCAGCTGGCTTACACAAAATAATTTCCT
TTTCTAGTGGGAACCCTGCAAACTAAGGACAAACATTTTNAGGATCNATNAACACCNNAG
GAAGAACATGAAGCTAATGTCTGACATTGTCTTTTTTTTGGCCATTTTCTGGGACAAAAA
AAAAAAAAANGGGCCCNNNTTACAAANNANNCANNAAAAANANTTTTCGGCCCCNCCAAA
ANNGGGCCAAANCT
>BJ739662 ID   BJ739662   standard; mRNA; EST; 122 BP.
TNCNTTTGATTCATTACTAGAACACAGGCTGAGCTCTGAAAAAAAAAAAAAAAAAAANAA
GGAATTTCAAAAAAAATANAAANAAAAAAATTTTTGCAGNANTTTNAANAAAAANAAAAA
AA
>BJ739674 ID   BJ739674   standard; mRNA; EST; 885 BP.
CAACCTTTGATGAAGAACACATGACAGTTGAAAAGCATTTAAATCAGCACAAATCAATAA
ATAGGATCCAAAAGAAAACCGTCTGCTTTGTTTATTCAGCTTGTTTGTTCACAGCTCCAT
GCACTGCAATGCAAATGTGAAATGATCATAGCAGCAGTAGATACATCACATCAGCCATGA



TCACTCTGGTTGGAGTTGTGCTGATAAATCAGTACATTCTCAAAAAACGCAAGTTAAATA
ATAAAGTGCACAGTTGGTGATCCAGCCATGGAGTGTCAGCTGCCTGAAGCTAACCACACA
GAAACACAAAGACAATCTAACATCTCCTGCCACTGCAGCCAACATCTTTGCAGAAAGTCT
CATTCAGTTTTCTTTGTATTCTTCAGAGATAATAAAGTTTAACACGACGTCTGGATGTCT
GCTAGATGAAAGCACAGGGTTCAGTTTGACGGCTCCACGTCTGTCACACGCATTTCACTG
AAGACCATGGGGCCTCTTCAAAAAGATCAAATACTTCTAAATACAGAAAAACTGGTTTTA
ATCAAGTAGCATAAAACCTGCCAGTAGAAAAGAAAAGAATTCTGGATTTGTTTAATCACT
GCAGGAATATTTTAGGTCTCAAACTCAAACAATTAAAACAATTTCAGCCAATCGCTCTAT
ATGTTTTAATGTGGAATTTGGATTTTACGCTCAAAATAAGGAAAACCGTCGAAGTTGATC
ATTTAAAACTCAAAGCTCTGAAATTGAAAGATTTTTTTCAGTTTTACCTCAAAATCTTCT
GAACATACTAAGATTGTTGTCATCTATTGCAAAGCCTTCTCAATTATTTTTGTGTTTACA
AGACAAATAATAAATCTGGAGACAGAAGGTTTGAAGTGTTCCGTG
>BJ739682 ID   BJ739682   standard; mRNA; EST; 168 BP.
GACATTTTAGTCGGTTTGGTGGGTCAAAAAAAAAAAAAATTTNGCNCAAAAGGGTTTTNC
AAAAATCNCAGAAAAAAANGACNNGGANCGNCCCCGGGGGGNNCTTTANCCAACAGGGGC
ATTTTTTTNGTTNGTTTTTNCTTTTTTNCAAAAANANAAAANAAACCC
>BJ739711 ID   BJ739711   standard; mRNA; EST; 919 BP.
TCTAGTCTCTTTATCGGAGACTATAATGCACTATGATGACATAATATTTCTATTTATCCT
TTCTCTTCAGAACATTAATAAAAGCATCTTTGGGGACGTCCACATTTCCGATGCGCCTCA
TCTTCTTTTTGCCTTCTGCTTGTTTCTTCAGGAGCTTCATCTTTCGTGTTATATCACCTC
CATAGCATTTTGCAAGAACATTTTTCCTGTATGCCTTTATTGTTTCCCGTGCGATGACCT
TACTTCCAATGGCTGCCTGCACGGCGATCTCGAACATCTGCCTTGGAATGGAGTCCTTCA
GCCGCTCACACATGGCTTTGCCCATTGTGTATGCGCGTTCTCTGTGCACAATGGTGGTGA
GCTCTTCCACCGGATGGCCATTCAGCAGGAGATCCATCTTTATCAAATCGGCAGCCTGGT
AGCCGGCACTCTCATAATCAAAGCTTGCATATCCAGACGACAGCGATTTGAGGAGGTCGT
AAAAGTCCACGACGATCTCATTCAGAGGGAAGAGGTACTTCATCATGACCCGCTGGTCGT
CGATGTACACCATGTTCTTCTGGACACCCCTGCGGTTCAAGCAGAGGTTCATGATCTTTC
CAGTGTGAGCGTCTGGAGCCAGGATGGTCCCCAGAACCATGGGCTCCAGATATTCAGACA
CAGCCGACCTGTCCGGAAACTGAGCCGGGTTCACGATGATGATCTCCTCGCTGCCGCGTT
CCTTAATGAGTTTGGCCGAGGAGAGGACGGCCTTGTAGGGCACGGTGGGGGCAGTTACTA
TGACGGAGGCGTTGTACTCCTGCTCCAGCCTCTGATTGAACACCTCCATGTGGAGCCTCG
TGCCGAATTCGGCACGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGA
>BJ739735 ID   BJ739735   standard; mRNA; EST; 883 BP.
AACATTTTCCATAAACTCTCTTTGAGAAGAATGTGTCACAGATGCGTGCACCTGTGCCCT
TTCTTTGTGCAAATGTAAAACACAGGCTTTCACAAAACAAGGAGATATGATGAAAATCTA
CACACACACAAAAAAAGTCGTTACCAGGTAGCAGTTGATCCCGATCTGAGCATTTTCAAA
AAATTTTCCTCGATTAGCTGACCCCCCCGTGTACAGGACAAGATGATCACTCTCAGATGA
AGAACAGCTCTCACTGTAGTCAGCACTATATTATGTACCAACATGAGCCTTAGACAGAAG
AAGTTTCAAGTAAAGTTACACAAGAATCCATGTTTCCATTCACATTTCTACACTTGCTCC
GGAAATCCAAAATAAGGACAACAAAACTTGTTTAAACACAATACTAAAGATTAAACATAA
TCACAAACAATGTTTCCAATATTACCCTTTTTCTTTCCTTAAAAATTGCACCTAAAGTCA
TTGCGATATGCGGTATATAAAAGTTAACGAGTAAGGCAGCATAATTCCTTTTCCAAAAAA
CACTATTTATGAATCAAACCTCCTTATGAATACAAAAAGAAAATGTAGCGGGAAAAGGGG
GAGAATTGCTGTTAGTGTGCACACTTCTCTCCAAACGGCCTGCAGGTCAACCACATAAAG
ATGACTCTGACCTGCCCTCTGACAGGACTGTAGGCAAACTAACTTCACTCAAACATTTCC
CTGAACTTTTGCCTGCTTCTCTATCACCGCAGTGGCATTTGTGACTGGCCAGAGTTTGTG
CATTTCTTGGCAAATAAAGCACAATATACTATTCGAATAAGGCAGTGATTAAGACCAAAA
ATATATATTTTTAAAAAATAAATTTTGCTTGGTTGGCCTGACT
>BJ739787 ID   BJ739787   standard; mRNA; EST; 623 BP.
GGGGNCCNAGGATANCCCAAAATCAACNNCAACAGAAAAAAAACTCTTTGAAAGAGGACA
AAGGGTANGGACAAAATAAGGGCTTTTACTTNGATAANCATTTTTTTTTATNCCTTTTTA
GGCTTTTNGTTTAAAACAAAAATNCCAAAGTAAAAGGATTTCAAACTANGNCGGANCAGA
ANANAANCATTTNGCGATTAGTTAGCTTATAGCTAGCGTTNCTTACNCGAACATCAGTTT
ACGGGTTTNCCTTTNGTNGTNCNGCGANCTTNCTTAAGGCGTTNGTAAATAATTGCANCT
TATAAAAAGNCCCAGCANCTTTAACCGGGTTTTTTTTTANCAANCTATGACNCTTAAANA
ANCATTTNGGGTTAAATANGGCCNATTANCNGTTTANGCTNGTTNCNGGAAAANCNCANA
AAAGTAGGCGGGAACANCAAGCNTTTCNGAAGTTATNCCANCTNCTNCGTTANCAAAANG
GATGAGGATAGCGAANGGGGTTGCCNCCCCNGCNGGGGGGGGCTTTTNATTTCCTNCTTT
TTTTNNCTTTTCCTNCAAAGTTCCTNCTTACAAAAANAACTTTTTTTNGTTTTNGGNAAA
ANCNCNGTNCAAATANCANCAAG
>BJ739789 ID   BJ739789   standard; mRNA; EST; 750 BP.
TTGTGTGTGTGTGTGTGTGTGTGTGTGGGTGTGTGTGTGTGTGTGTGTGTGTGCGTGTGT
GNAAGATAATCCTGCCACGTTTTAGTTAACGGCNGCTTCAGNTGGTAGCGTCTGTTCTTC



TACTTTGCATAAANAANACCNCCATTCAAANTGTTTTTCANTCACGCTTTAAAAANAACA
TATTTACAGTAAAAGANTGANTGANGGGGTGTTCACCTACACAACTGCCTCTATANNGAG
ACAAGCCNGCTCNACTCNTGGAATTAAAATGGTTAGGTGCACAGATCTGGCCNTAGANTG
TGCTCCTCAGCGTCTGCTACNACGGNGAGGGGAGGCTGACCTGNAAGANAAGCGTGNGAA
CGGCGTTAACGAAACACACACTTTCACAACACGCTACACACAAAAACAGAGAGGCACATC
AAGANCCCNACACAACACTGTGGAGGTTANNTCTCTCTGCATTCCNGAGGCANCCNTCAC
TCANNTACACGGTAAACATTTGCATTTTTTTAANTCTAAATTTGCTCCANACNTGNGAAA
TAAANCTCTTTGTTGCNTCATATCTNACTTTAAAGAGATCANCATATATGGCTGCAANTG
NTCTCANCTCTTANATTAAAANACACACNACANACATATAGTGAGTAAAGAGAGAGGAAA
AAAACGAATACTACCTTGATCGCNACNTACACNTGTGTTTGCGGCTTGCCTTCTTACCAN
ACTTGNGANATTTTTCCNTCNACCTTGAAC
>BJ739801 ID   BJ739801   standard; mRNA; EST; 876 BP.
AATTTTTCCACTTTTACTGCAAACAAATATCAGCTCCAAATGTCGGTTATCGGCCTTCTT
GACTACTAATGTCTGTATCGGCCCTGAAAAAACATATCTGTTGCTGTCTAGTCCTGATGA
CATCACAGCCAGGGGGGCAGAGCTCCTTCAGGCGGTAAAAGTCCTCAGCCTTCTGACACA
TTTCCATCAGAAACAATAAATCCAAGTCTTTGTTGATCAAGAGTTTATTCAGGAAGAGGG
ATTTATGGCAGATGGAGCGGATTGAACACAGCCCTCAAAGATCCACTGTATTACCAGCTG
ATGACATTTGGACTGACAGTAAACACCTGTTATGGTCATGTGATCATGCTGTCAGCCTCC
GGATCCAAACAACGGTTGGTAGAAACTCTCATGAATGTACGCTTGAGGTGGAGGGAGGAA
GTAGGGCTGCACAAAATGAGAACATCTTCTCACAAAAACACATCCACCTGTAAGGGCAGA
GACTAATGCTTCACTGACGACTAGAGTACGGCGAAAGAGCATCTCAAGTACAATGTGTTT
TCTGTTTTAGACGAGTCTCAAGGGAACTATAAGACACACCTATGCCCCCTTTAAGCTGAA
CCTTGAACCAGCCACTAGTCTCTATGACCCTCCATGGACCTGTTCAGGTGCATCATGGGA
CTATAGCTCAAAGTAGGATAAGCGGAATCACGTTCTTCATCCTGATGAGAGGGTTGTCAG
AAATATTTTCTGCACAAAGGCAGTTTAGGATCACTCCTTAGTTTCTTATATCAATAATAA
CTTACTACTATGAGACAAACATTAAAATGTCAGTGTACAAATGTGTATCATCTCTGTGAA
GTTGAGTAATAAGTAAAAACAAATGCTCTCTGATTC
>BJ739802 ID   BJ739802   standard; mRNA; EST; 815 BP.
ATTTTATTGAAAGAAACAACAACAAAAAAAGGCATCTAAGACAAAGCAATACTAGAAAAT
GCTGTGCAATAAATTAACAATGTACAGTACAAAGTGCTTATTTTTATGTACAATTAAATA
CATCAGGAGGGTTAAGTTCAGGGCAAACTGCATGATGGGAGGAAACTGTTCCCAAAAAGG
TCCAAATATATCCTAAAATCCAGTCAAAACTTTCCAGAAGCCATTGAATTATACAAAACG
TATTGCAAACATGGATTAAAAAAACTAGGCTTTAAATTAAAAAAAGCATTTTTTTTTTGT
TTTANCATCAATATGGCANCAATATATCAATCNGCCNCAGTTGNCAAATAATTTTCTTAA
CTTTCAGGGNCTTCTTTTGGATGANCTTGAGCAAAANCAGAGAANCCCNCTTTAAAGGCC
NGATGACTTTTCAAAANGCTGTAAAAAATATAAAAATAGATCTTAAATATATTTATNCTA
AAAAAATTCTAGAGNCATAAAAGCGCANCTTTTTATTTCCNCTAAAGCTGGATTTGTATT
CNCCCCNGTAATTAACCGTTATTTCAAAAACCTTAATAAAGGTTTTTTTTNCTNCTGGNA
TTNCACCGGGAACAAACNTTANCTTTAGGGCNGTNCGTTTGCAGGATAGGCNGGANGAAT
NCTNGGANATATGCAGGGAAAAAGTTTAGGGCTTCTNCCGCAGNCNCAGGTTCTTCCGGC
GTCCGGGGGCGCTCTCATTCCTTCCCCTCNGACCNCCCTTTTTCNCACAAAAGTACTTGG
NCNCTGTTTTTCGGGCACGGCTCACACTTCACCGC
>BJ739816 ID   BJ739816   standard; mRNA; EST; 916 BP.
AGCTTTTCAAAACAATGGAATCATCAAAACACTTTTTGGGTCAAAATTTTTTTTCTTACA
AAATCACAGTAATGTAAGCACGCTAAAGCTACCCTGTACACAGATCAGGCTTTGCATTTC
CAAAATAAAACAATTTACACTAAAATCATCTTTATTCATCTGCATCCAATGATATCACAA
CAAATATGTCGTAACCCTTGTGCTATCCTACTTTAACATTGGGAGTTGGGTCATCTGGAC
CCCACTAGACAGTGCGTTGAACCTTTTTTCTTCAATGATTTGTGATCTTCACTGGTGTCC
ATGTATTAGATGAAATCCTCTTCACCTTTATCCACCTTTGTCATGGTAGGGATAACACGT
CAATGTAAGGGTGGGGTCATAGGATAGCACAAGGGTTAAATGTGTTTTCTAAGGTCACGC
ATGAATGAGGCAGTAAACATGAGGACTGTCATTGGGCTGTCCAGTCACTCACCCACTGGA
CACGTAAGGTATAAGAAGAAGTTGGTCGCTGATCCATTTCCAATGTAAGTCAAAATATTT
ACTGAATTGTTAAGTACGTTAGATAAAAAGTATCATATGCCAAATCTGAGATTTTAATCG
AGTCAAGAGTTGCGAGAAAAAAAAGCGTTAAGTGTTGAGTCAGCATCTAGACCGAGCAAA
TTATTTATACTGATCTGACCTCTAAAGTTACCGACACACATGTTCATGAATGTTCTTGAA
TGCACGTTTAGCATGTGGTTTTCACACCTGGACAAGCACGGAGGGGGCTTCCTCTGTTTA
TTAGCGCATGTCCACCACCTACAGTTGGAAGAGGCTTGGTGTGAAATGTCAAAGGAGTCC
AAATCTGGTGAAAACTTGCTCAAGCTTTTTTCTTTCACAGTTCTATTCTGGTATTTGAAA
GACTTGGTGTCATANA
>BJ739818 ID   BJ739818   standard; mRNA; EST; 915 BP.
ATCGTTTGAGGCAATTGTGAATTAAACTCATACAGACTTTATTTATCCATTCATTTATTC
TCATAGGTTCCTCTGATTTATTTTGTTTTTAAACCCCTTCTGTAGTTTCTTTTGGTTATT
TCCTTCAAATAAAATGGAAAATTGTGCAGTTAATGGTTTCTGTGCTGCTGAGACGTCAGA
TGACATTTATTGAAATGTTCTGTCACCAAAACAAGCTGCCAGATATTTGCTATTTGGAAA



AAAGTTTGTATTATTATTTTGTATGAACGTTCATTGTGTTTTCCCTTTGGCTTACATAAT
TTAGCTTTAATGATCACTTTTTAATGAATGTAACAACAGCGCCATCTACCGGCCATGTGG
GAGGAGGAAGTCATGGCGGCAAGCATCACATGGGCTTCCATCGCTGCCATGCAAAGCCAC
AGGCTGATTGCAGGTATTACGGCAAAGGGGTTTCACTCCAACCACTGAAGATGGACATGT
CGTTTTGAAAATACTTTATTTTGATGGATTTGCTGTGATCAGAATCTCTGTCTGCAAAAA
CTGAGAAGTAAATAATGATTTCTAATTTTCTGAAATCCTGTTTTTGTGGTTCGTATGAGC
CCCAATGTAGGAGAAATGAATAAATAAATACTTGAAATCAAATAAACAGAGGCGCCTGAA
ACTATGAAAGTTGACATTTTTGAATGGAACAATGGAAATGATTGGCTTTGCAGTCACAGT
CCCACTCCCCCACAGACACTAGCGCCAACCTACGGCCGCCAGGGGCAGGGTGGGGTTCTT
GCCCAAGGACACTTTGATAAAAGGTTGGAATCATACCTGCAGATTTCCGATCAGAGGTCG
ACCACTGGTTCCACTGCACCACAGCCGCCCCCACATTATATCACTATATTACCTAAAAGT
ATTGTCTCTCCNGCC
>BJ739819 ID   BJ739819   standard; mRNA; EST; 855 BP.
ACCAAAAGAACCCAATCATTCTACATCAACAGTTAAAGCACGAAGCAGTTTTATTTTATA
TCTGTTTTTATTTTTGAGAGGTAATTTTATGTAAAATGTTGAATCTGATAAATATAACCA
CAAAAAAGCACAGTGATCAGATTCTCTAAGAGTTGAAGGTACGGTACTATTTTCAGCTCG
TTTAACAGCCCTTTGATACATTGCATTTACAGAAATACAGAAGTAGCTGTAGTAGTACTG
CAGAAGCGGCCAGAGCAAAATTAGATCTGGAAGTTTGCCTTGATGAAATTCTCATCTCAA
TCTTCTTTATGTGTCATCATCTGGAAACTAAGAAAATGGAGAAACGAGGGAAAAATTAGT
TTTTATTTAACATGCAGGAAAATGATTTATAACATTTTTTACTAATCTTTGGTATAGTGA
AGTAAAAAAGAGTTAGTACCACTTCATCAAGAAAAGAACAAACACAACGTTTATGCACAA
AATGTCAATCATAGGATGGAGGACAGCAGTGAAGAAAATAAAATAAAAAGAACCCAGTGA
TCTTTAAGCTCCAAGCCTCGTGCCGAATTCGGCACGAGGCGTAAACCAGCTGCTGGAACA
CAAAGAGGAGTACACCCAGTTCGGACTGATCCGATACTTCGCCGAATATTTCAGCAGCGT
GAAGAACAGCAACCATGTCCTCTTCAGGGAGTTTAACTACATCCGAGCCACTCCTCACAA
CAAGGCCTCCTTTATTCGAGTTTTCTGGAGATGCTTCAGACAAATTGGCAAGAGTGGAGA
GCTGTTATCTGTGCAGGACTACAGGTCCCTGCTGCAGTTACTGTGTCCCGACTTCTCAAT
GGAGGTGGTGCAGAG
>BJ739822 ID   BJ739822   standard; mRNA; EST; 370 BP.
TTAAAATGACCAACAGGCCAATNTCATCCTCTGATGCTTTATTGCATTAGTTTCACTTAN
AAANTANCAACAAACCAAATGTAACAGTTCACTAAAGTTCAGGTTAAGACATTTTAGGCG
AGTAACNATGCTACCAAGAGAGGGCAACTTATTNCCTTGCNTACATTGAAGTGGGCGTTT
GAGAGAANATGATTTTCCTGTTGAAATTNTCTATCNCAGCTGCCAAAAAAAAAAAAACCC
AAAAAAAANNCGNCCCNAAAAAAANNTTTCNANNTTCCAANGGCACTTTTTTTNATCCTT
TNGACCCAAAGGATNGTNGGGAANNGNCAANCCNNCCTTTNANGGGTAAAAAGGNNTTNC
NNCNAAANGG
>BJ739823 ID   BJ739823   standard; mRNA; EST; 134 BP.
GGGTGATGGTATCCNGCCCATAGGCNACGGAGAANGCATCTCTTCCATAGTGCATGATGG
ANGANTANTCATAGGGNGTGTTCACGTTGATGGTCTGTTGTTNGTAAAAGTTGTAANCAT
CACCATCAATGANG
>BJ739824 ID   BJ739824   standard; mRNA; EST; 149 BP.
AGGTCCCATCATAAATCTTGCTACNGAGAAAATGTTGGCTGCCCAACTTCGTACTGTTTT
TGCATTTCTTGAGCTCTCTGTACTTCCAGCTATCGGACTCNCAGCATGCATTGCACGCAG
NTCATCGGNAGGACGTTTCANTTCCGTCA
>BJ739851 ID   BJ739851   standard; mRNA; EST; 184 BP.
CAGATGCCNGCNNCCTCCANGGCTTCTGAGGACCGCTGCTCGTACTCATCANACACCATG
TGGCCACANAGANGAACCTCCTCCACCTTTGCCTTCTTCCTGCCCAAATCANAGATCCTG
ATCTTTGGATCATGTACACCCCTGCNAAAACGGCACTTTGGNTAGGGCTTGTTTTTGCAG
TANC
>BJ739857 ID   BJ739857   standard; mRNA; EST; 649 BP.
CATGATGATACAGCTAAAGACTTAGTGAAATCAACACATATTATTCCGTGTGTCTTAAGG
TTACTGATATTGCCCACATGATGATTCTAAATAACTTGTGCTATCCTAGGCACTTTAACA
TTGGGAGTTGGGTCATCTAGACCCACTTGACAGTGCTCTGAACCTATTTTCTTTAATGAT
TTGTAATCTTCACTGGTGTCCATGGATTAAATGAAATCTTTCCACCTTCATCCACCTTTG
TCATGGTAGGGAGAACACGTCAATGTAAGGGTGGGGTCATCTAAGACAGCACAAGGGTTA
AAGAGTTTTCCTCAGCGAGGACACGATGACGATCGAATACAAAATGAACACCCCCCGCTT
TTTCATTTGCAATTTTGGTCAATTTTCCACACCTGTGACCTCATCGTAGTTTCAGCCCTC
GCTTCAAATGTTAAGGTGGTTCATAGCTTTGAAATAAATCTGTGCAAAGAAAAAATAAAT
AAAAAATCTTCAACTTTATAGTAATATCAAGGCGTGCAGTTCTACGTTCAGACTACGTAC
GCTGTATTTAATAGGTTACCCCCCCCCCCCCNTNAAANCCTTNNAAAAATTNGGGTTANC
AAANCCCNTTAAAAANANCTTTAACNTTTAATTTTNAAAATTTNACCNC
>BJ739862 ID   BJ739862   standard; mRNA; EST; 844 BP.
GACCCCACTCACAAACTCACACCATGTTCAGAGTCATGTCCCTGAACTAAATACAATGGA
ACACATGAAGAGGCAGAATCCGTCTTTAGAATCGTACAACACAAAGCACTGTAAGCTCTA



CACGACCAATCACTTGTATTTCATCAGTCTGTGTTGACAGATCATTTATTTGAATGGACC
ATGAACCCCTCTTGAGCCATGCCACCCCTTTCAGTTTTGAATGCTTCAACAGCTCCTGAA
CAACCAACCGTCTCCACATATTTACCTCAAACTCCACATTTGGGGTTTTGTTACAACAGG
GAACACCACGACCCTTTGGACTGATCCAGTCTTGGGTTAAAATGGTCCACTTCTGAGTAG
CTCCTACTCCTACAAAAACCCAACCACTCCAGGTAAGCTAATTATTTACTTGAGCTTTCA
CAACTTTGTCATGCTTGTCAGTGGACTCGTTGCTGTCTGGAGGCCTCGTACATGTCAACG
CGGTTTGAATGCCAGGGCTGGTGTTCAAAAGCAAATAGCTTATAGGTGAGAGGAAGAAAA
GTTTGGTATAGTTATGTGGGTCCAATGCAGTCTCACAGGGATCCTGTATTTGGATGTTGG
TGTGTATGCATTTCCGCGTGGGCTTGAGGGGGGATTTAAAGGCCCTGTTAATGACACCAT
ATATATAGTCTGCTGATGGTTGTAGGTAGATTTGTGTCAAAGCGACCAGTCCCCTCCCCT
GCACAGCCCTATACGATGTAGCTGCTCAGATCTAGAAGATATGAGGTCATATCGATGATG
TGGTCCAGGATTCCATCTTTCTCCTGGTCGTTGGGCAAACCCCGCTCACTCTTCTCACAC
TGAA
>BJ739885 ID   BJ739885   standard; mRNA; EST; 815 BP.
CCGCTTCCTTTTTACTATATTTACTCCTGNTTTGTTCTACTCATCCCCATCATCCTTTCC
CTTATCCTTTTTGTCTTTCTTCTCCTTCTTCTTCTTCTTTTTCTTCTTGGCCTCCTCTTT
CTTTCCAAAGGTGATGAAATCACTTTTGTCATCCTCGCCTCCCTGGTTCTGTCTAATGGA
TATTATGGCAGGCGACCCTGGGATGATGAATGCTTCTGGGGGAACCTCACCAGGCTTCAG
GTGCTGGGGGGCACCAGGGCCTCCTGGGCCATAGCGAAAGTGCCAGCTGTTGCTGTCTAC
GCCGGCACCCATTGGGGGTGAAACTTCTCCTCCTTCAGCATCAGCAGCACTCGATGCAGT
CGGCCAGTTCTGAACCAGGACGCCCTGGGCTCCTTGCAAGACCGAAGACTCTTCCATGTG
CACTGAACTCTGCATCACTCCTCCTGCTCTCAGGGAGGCCGAGTATCTCCAGTCAGAACC
GGGTCCCTTGGGCTCGTCTGATGTTTTCCTTCTATCAGGAAGCACAAGTGTGTTTGCATG
ACTTCCAGGAACTATAGTAGATCCAACACTCATTCTGGGTCCCACCAACATGTAGCGTTT
GTCTCCAGATCTGTACTGGATGCTGTGACACAGTGTTCCATCATAATTGGGCTCTGGCAG
ATATTTGGAAGTATAGTCTGTGGACTTGGAGCACTGCATTGCAATCAGCACGATGATGCT
GATGAGGAAAAGCAGGGAAACGGAGCCCAAAGTGATGATGAGGTAAAAAGTCACGTGACT
GTCCTCATCCTCCGCTGCTGCACTTTGAACATCAG
>BJ739901 ID   BJ739901   standard; mRNA; EST; 862 BP.
TGATTNGNNTTCAAATAATTGGAAAAAATGGAAAATGTGATTAGAAAGAATTTATTTCTT
CAATATCATTCAAAGCTAAGACTCAAAAGCCCTTCGTTTTTGCAAAATCAAAGCAAAATC
ATATTTCTGTAGAAACACAACGGCTTTTCATCAGCTGCTGTTAAAAGTTTAAACAGTTAC
TTGAAGAACCTGTTGCTGTTAAAAAAAGAAAGAAAAATAAGAGAGTAAAAGGATTTTGCC
CTTTAGTGAAGAGAAGCTGCAATGCTTTGGATTGGACCTAAAAACAGATCTTTTTTTAAC
CCCGGTTGAGGTAATCTTTTTCACACGGCGTTATCACAGACTCAAGTGTTGAATTATCCA
CAGAGCAATGTTCATAAAGCCGTCTGATTCTGCATCCACCTTGGAGAGTGAGTGGTTGTT
GCCTGGGTACCACAGCAGCCGAACAGGGATCTGCCTTGCTTTTAAAGCTTTGTAGTACTC
AATTCCCTGCTTGTTGGGTACACGCTTGTCATCTTCCCCTAAAGTGAGCAGCACTGGTGT
CTGCACCTGCGTGACGTGTTTGATGGGGGACTTGTTTAGCATCTGTTCCCAAACTGAAGG
CTCAGGTAAACAGTCGTGACTGTAGTCATAACCAGCCTCAACCACGCACCAATCTGGGAT
GTCCGTGCTGCCAACCATAGAGGCTAAGTTGGTGACAGGGTTACGTGCCACACAGGCCTT
GTAGAAACCTGGATACTGGCCAATCAGATGACAGGCCAAAAAACCACCATGGGAACCCCC
AGAAACTGCTACTTTCTGCCCGTCAAACTCGCCATTTTTCAGGACACTTTCCACGGCAAA
CTGAACATCTTTGACATCCTGG
>BJ739913 ID   BJ739913   standard; mRNA; EST; 698 BP.
AATCCTTTTTTTTTTTAAAAGACCAAAACTAAATAATATCNGGGGATTATCAGTACANCT
TAGTAAAGTTGTTAAGTCAACTATTCNCAAAAAGGGGANGGGATCTATTTATTACNGGCC
ATTTGTTTTCTAAACCATTTTAAAAANGNGAAAAAAANCANCAGTANGTTGAAAAAAACT
CCNCANGTAANGTACTTANCCCNCAAAANCNGATTATAGCNCCTAAANGAAGCAAACATT
AGTTCNCTTTGCAGTTNGGCNCCAATATTATAGTTNGCNCTAANCAGAAAAAAGGANCNG
GAGAAGTTCANCANTNGGNCAAATACAANCANCCNCATAAAAATAGAAAANGNGGCTTAG
NCCTTCTAGATTTAANCATTTGCAAACNGTTATTTNCNCANATNGAAGCAAACNGGCNCN
CAGGATANCCANAGGTAAATATTANGGGCNGTAAAATTAGNCAAGCANGATNTTAGTAAA
ACCAAAGTATATATATNTATAAAAATNGGGATCTTCNGACCNGNANCCNCAACATANGNG
GCNGTNCACNCTTATTTTTGCAAACTATAAAGANGGCAAANCCTATNCGTACCGTTNTTA
CNGGCAATAANGAAAANCNCCNGNCATAAAGTACATAAATANCCATCAANCCCCAATAGT
ATTTCANGTAAAACCTGTATCTGGNCCTGTTTGACTAG
>BJ739915 ID   BJ739915   standard; mRNA; EST; 146 BP.
CCTGATGCCCCCGNTCCATCCAAACATGCTCATGTATGCTGGNNATACTCACCCCATCCT
CATGAAGTACTGGTTCCCCATGTAATTGGNACGGTCNTATACCATGAANCANCCNCTCTC
CACCCTGCAGGANTGACACCTGCTCA
>BJ739952 ID   BJ739952   standard; mRNA; EST; 745 BP.
TGCTGCTTTAATGAGCAATACNGGCAAAAAGGTTTAAACTGAAACAAATAAAATGAGAAT
GAAACTTTGGATGGCAAAATAAACAAAAAAANAACAAAGNCTNCCNCTTTTNCAGGANGT



TTTACCNCATTGAAGCTGNGCATAAAGCTAAGTAGGTTATCAATTCATTTTTGACAAATT
ACAANGNGAAGTNGTACAATATGCTATAAAACCCCCNCTTCNGACAAGTTAATTAAAAAA
GAAAAANGNGTAANCAAATAAAACAGCTGGCACTGACANCAGGAATAGTTTAANCTTTTG
TTCCANCAAAACAAAANGTNCTTTTTTTTTAANCCATCAAAGTCAATAACCNNGTTCTTA
TTATNCGGCTGNGGNATTANNGGAAAAGGGTTTCNTATAANCNCTTCCAANCNTGNGANC
TANCNCNCTAAAAAAAAGTTNCCTTATTNCTAAAAANGACTATTNCCNGGACANAANCAN
NNCAAACNCGCAAATCACACCNTCNTCNTCCCCCCCTCAGCNGGCAACGTAAATCCTCTA
CAAACNGTAAAATCGGANACTTCTGTCCNTTCCNGCGNATGNCAGGAACTTGNCNNGTTC
NCCAAAGGCCACCCCAGTCNCCAGTCCAGNGTGGNCTGTAAAGTTGAGTACTTCAAACCA
CNGTTTGCAAATGTANACNCAAANGTCAGTTCCTGCAACGGCCAGGTNGGTACCGCTCTG
ATCAAACNCAAGGGACTTGACCTCG
>BJ739980 ID   BJ739980   standard; mRNA; EST; 932 BP.
TATTTGGTCATTTTTGCGACAGAAAATCTTAACTTTACTGGCCACCCCTCAGACGCAGGA
CAAGATGGAGGGTGGATTCTTTCTGGATGTTGTAATCGGAGAGGGTGCGGCCATCTTCAA
GCTGCTTGCCAGCAAAGATCAGCCTCTGCTGGTCAGGGGGAATGCCTTCCTTGTCCTGGA
TTTTAGCCTTCACGTTCTCAATGGTGTCACTGGGCTCAACCTCAAGGGTGATGGTCTTGC
CAGTGAGGGTCTTGACAAAGATCTGCATGCCACCCCTCANGCGCAGGACAAGGTGGAGGG
TGGATTCTTTCTGGATGTTGTAGTCGGAGAGGGTGCGGCCATCTTCAAGCTGCTTGCCAG
CAAANATCAGCCTCTGCTGGTCAGGGGGAATGCCTTCCTTGTCCTGGATTTTGGCCTTCA
CGTTCTCAATGGTGTCACTGGGNTCAACCTCAAGGGTGATGGTCTTGCCNATGAGGGTCT
TGACAAAGATCTGCATGCCACCCCTCATGCGCAGGACAAGGTGGAGGNTGNATTCTTTCT
GGATGTTGNAGNCGGAGAGGNTGCGGCCATCTTCAAGCTGCTTGCCAGCAAAGATCAGCC
TCTGCTGGTCAGGGGGAATGCCTTCCTNGTCCTGGATTTTGGCCTTCACNTTCNCAATGN
TGTCACTGGNTTCAACNTCNATGGTGATGGNTCTTGNCCATGAGGGTCTTGACAAAGATC
TGCATGCCACCCCTCAGGCNCAGGACAAGGTGGANGGAGGATTCTTTCTGNATGTTGNAN
ACNGANAAGGGTGCGGCCATCTNCAANCTGCTTGCCAGCAAAAATCANCCTCTGCTGGNC
ANGGGGAATGCCTTCCNNGTCCCGGNATTTTTANCCCTTCANGTTCCCCAATGGANGTCC
NCNGGNTTTCAANCCTNCAAGGGTGATGGNNT
>BJ739990 ID   BJ739990   standard; mRNA; EST; 234 BP.
ATCATTGCAGAAATACACCAGCTTCTGTACATCTGAGGTTTTTTGCAAATTAAATGTTTC
ATTTGAAAAACAAAAGCAGAGGAAGCTTGTTTTTTCCCCCCCACCAGCCTCAGCTCATAA
ATGTTTAAACAGGGTCAGAAACAACAAAGTCTAGTTTTCCCCAACCCTGTGGCGCCTCTC
TCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTNNCNCNC
>BJ740015 ID   BJ740015   standard; mRNA; EST; 152 BP.
GTTTGNGTTGATTCGGGNAGNAGCNACCCNCCNCCNCCNCCCNCCGGGNGNCCNANCTNT
CTNTTGAGNATNAAAANAGGNGGNNAACCAGGNGNACAGGAGGNAAAGGGGGGGNCGNAG
GGAACCTNATGGTGCAGGNTTTCNCANCCNGG
>BJ740020 ID   BJ740020   standard; mRNA; EST; 901 BP.
CTGTGATTTCTTTGTCGCATTAAACAGATGAATTTCAATGAACAGTAAAAGGATCCTGCT
AGTGTGCCCTGCCTGCTCTCCCTTTGACCATGTTGATGCAGGCGTTGCGTTTGCTGCCTT
GAAGATGATGCCAGTATTTCAGTATTTCATTGGGACTGAACCCATGTGATGTTATCAGGT
GGCTGTACTTGCAGCTGGAGTAAGAGACGCGCCAGTGGTTGAACAGGAACCCATTGGGCG
GCGGCGTGGGCTCGATTCTGAGCTTGGCCAGGCATATTCCCACGTATACGTCCTCCAGGT
GCAGGTGGGGGGTGCTCAAGGAAGTCTGGTAGATTTTCCCGGCCATGTCTCCGGAGAATA
CATAGCCAGTTCCAGAGCAAAAAGTGGGGTACTTTTCCTCCGGGTACAGCTCGGGGGACA
TGTACCACTTGCTGTTTTTATTCCGGTTGGGTGCAAAGCCTCTCATGTTGTTCCCTGTGA
AGTAGTTGGTTTTGGCCTTCAGTTCTGGCTTCAGCAGCTTATAAATAAGGTACTCTGTGT
TGACGAACATGTCACTGTCTGTTTTCATGACGTAACTTGCCCGTTGGCAGTGCACTGCCA
CCCAGTTCATCCCCATCAGTGTCTTTATAGTAAGATTTTTATAGGAATCCAAAAAGTCCT
GTTGGATGATGTCACGATGCCTCTGGCTCTCCGCTTGTAGCATCTTTTGCTGAAGAAGCC
CTAGTTCTCCATCTGTTTTCCCAAGAAGAAAAAGTCGTATTAAAGACAGACCTGGAGCTA
GACTCGTATTCCCCCAAGTCTGCCGGATGGCGTTCCTTGCCTCCACCTGACGAGCCTCGG
TTGCAATCAGCAACACAAGAAATGGANCCCGGTCTGTTGTCTGCACATTTATCCGGCTCG
T
>BJ740043 ID   BJ740043   standard; mRNA; EST; 381 BP.
GGGCATTTTTAACTTGATGTGAAACTGTTTGAGNGTCNCTTCCAGTTGCTGCTGGTTTCC
AGCATAGNANGCANCTATGGCATTGNGGAACAGGATGAGCTGATTATGCAATACCTTCAC
CTTGTTCNCCNCCAGGAACTTCAGCTTCACAGACACGTCTGCTCTCATCCTCTCGAACTT
CTCCCGGTGGATCTGGAACTGCTGCTGGGATTGCTCAATCTTTGGCATAGNGTTGGCGTC
NCGCGGCCCCAAATTCANCTCCTCCAAATCAGNGCGGNACNCANCANACTCCACCCNGGC
CGTTTCATACNGTTTGATGTTAATCATCGTATCTTCAATGGTTTTATCCACAAGTGNGTT
CACACTGNAAATGAAAAAGTT
>BJ740048 ID   BJ740048   standard; mRNA; EST; 467 BP.
AATGTCTCAATTGTTTTTGTTTATAGCAAAAAAAAGCCTTTTATTTTATGTCAGATTTTT



TGTATGGGCGGATTATGAAGTTTGTACAACTCTTAAAATAAAACATTTCTTTTACTTCTT
TATTAATCCCATTCATTTTTTTTTTAAATAGCACAACAGCTTCATGAAGAAACTTCNCAN
GACAAAAAAAANGACGCCGGACATTTTCCNACGCGCTTAAACAAACATATGTATTCNNGA
ANAATNCCNGTAAACTTGAACTTANCCNAGTTTGACCAGCAGATGNCAGGCTTAACCTCA
NATTCAAGCTNCAGCAGTTTATACTTTTCNCATTTGGAATTTTTTTNTTTNATTNTATTT
TACCCCAANGACAAAGTTCTCCAGGGNAGGAAGTTNATTTTNAATTNCCCTNATNTTNTT
AATTTCATTTTTNGAAATTCCANGTTNCCAANGAACACTTTTTCTNA
>BJ740065 ID   BJ740065   standard; mRNA; EST; 640 BP.
TTTTTTAATTTATTACAATGACATGGATTTTTAGAAGTCATAGAATTCTAGCTAAGTACA
ATACAGAGCTCCTGGGAAAATAAATAAATACATTTTCTTTTCTTTTTTTTTGGGGGGGGG
GGGGNCCCANGGGGGNCAAGGGANCCAAGGGNAAAANAAANAAAAAAAANANCCNNNTTT
TTCCCAANCCCGGNCAAANCGNTCCCCCGGAAANTNANGGGAAAGGGGGGNCCTTTTTTC
CCTTTTTNNTTTNNGNNNTTCCAACCGGNANCCAANTNCCCTTNANNCCCCAAAANGGAA
AAAANCCTNTNNANNAAAANNAATTNGNNTTTNNCCNGGGNAAAAANCCCCCNNNAAACC
CNGGGGAACCGGGGGNAAAAAGNANCTTGGNTTNNAAAAAAAATTTNAGGGAAAANNGNC
CCCCCCTTTTGGNAANCCTTNAAAAAANCCGGNCCAGGGNNNNTTTTCCCCCCTTNAAAA
TTNAAANCCCAAAAAGGNCATTTNTNAAAAANNGGGGNGGNCCGNTTAAAAANCCTNGNT
TTNNTTNCAAACNTGNCCCANCCGNANCNNNGGGAAANCAAAAAANGNCCCCAANCCTTT
CCANNNCCCCAANTTNNAANNCCCCCCCCCNNCGGGNANA
>BJ740072 ID   BJ740072   standard; mRNA; EST; 944 BP.
GAGTATTAAACTCCACAATTCAGCAGATTTACATTCATAAAAAAAACCTAAACCCACATG
AAGAAATGTATTTAAAGAGTCACTCCAAAGATAATTTTTAATGTGTTCTTGTAGCATTTT
TCATGATGGAGAGCAAAACAAAAAATTAAGATTAAAACTGTATTTCTGAGTTTCTTTCAC
AAATCATAATGAAACCGGAGCAGATGAAAAAAAAAGCTGTTTGAAAAAACTGAACTGAAA
AGGCCACAAGCTCCCTGCTCTGCTCCATTCCAATGCAATCAATTGTACACAAATAGATCC
ATGAACGTATTAGTTTTCCTCGTCTGAGCTGCCATCTGCATTCAAACTTTACAGCTGGAT
AGCTGGTAAAAATAAATGTGTCATCTGGAAGATAGCGGGACAGAGTGTAAACAAAGAGAT
GATGGAAAATGTGGTGGCTTACACTCTGCCAATAGTCTCAAAACTCACAACGAACTCCTG
AAGCTCTGAAGAAACTATGTCCTAGAAAATGACAGTTGTTGTTGTTGTTGCTAAAAAAAG
CATCAAAGACCACTGGAAATACTTTTAAATAGATCTAGATGACTGGAGATGGGCTTTAGA
GGTAAAAGGTTATCTTAATATTCAGACTAAGAAATCCTTCATTAAATATATTGGGATATT
TCTGATCCACTGGATAATCAATAAGTAAATAAAATGCATAGAGAAATACATTTATAGTGA
TAAAGTTCTTCTTTTGTGTGTAACGTGGTTAGATTTTACACTAAATTATTATTTTTAAAG
GAGTTTATATATGAATGCAATACATAAAAATGTTAAAAGCAAGCAAAGACATTTGAAGTT
GCAAAAAAAATGATGTAATCATGCTATAAGGAGGTTTCAGATTGGATCAAAAAANGGTAG
AAATTTAATCTTGAAGCAAACAAAAACCATATTTTAAAATGCAT
>BJ740077 ID   BJ740077   standard; mRNA; EST; 920 BP.
TGTCAGAAATATTAAAAAAGTTTACATTTGTGTAAAAAACAAAAAACAAAACAGAAAATT
GTTTTAAAGACATGAAAAAGAGGAGATCCATCCACATGCATCCAAACACAAAGATCAAAG
GAGAAAACCCACAGAGAAAGTGCAGATTTGACTTGAAAAACAGCTGGTCTGAGGAGGAGA
AACCAAGAAGACCCCTCCCATCACACAAACACAGGGGGTTACATTATATGTATAAGGAGA
ATGGACATGTGCTTTACATTTTAAAGCATGTCAGACAGTGAATAGGGAGCTTTATCTTGA
TTGAATCCGGAATTCTCTAATCTGAAAACTCAACATCTGATTCATGAATGTAAAACTGCA
CAGATGAGAGAAAAAAGCCAAAATTCCCCAAAAGGAAAAGCAGAGTTTAGTGTTTAAACG
TTTAAAAGTCCAACAGGCTCAGTTCTAACTTCTTATCTCCATCTCTCCACATGAAACAGC
TGCAGCTCCAGTTTATTGATTGAAACAGAAGATCCTGAGTTACAAGTTGAGCTGCGTTCA
CTGACGCAGCGGATCAGAACCTTCTTTTGGTCTGGATGTTGTGCAGGGGGTCGTCCTGCA
GCCGAACTTTCCTGCTGCTTGATCTCTCACCCGTAATGATTTAGACAGCAATGCTGTCAC
ATCCATTCAGATGCAGCGTGGGGAACATGTGACTGCAGAGAGCTGCCTTTGAAGCATTTC
TCTCTCAGTTGAGTCCACAGTCTAAGCTGGCTGGTACGGAAAGCAAAGGTGTCATTCATT
TGCTGACTTGTTTTCTGGATTCTGACTAAGTGAAGATGTTTGTGTTTCGTATCAGCTTCT
TGACTGTCAGGTACAGGGTCAATCTTACCCAAAAAAGACCTTCTGATCCTTTTTTTCTGG
ATAAAAGAACATCTTAATGA
>BJ740129 ID   BJ740129   standard; mRNA; EST; 310 BP.
GTACATTTAAAGNTNTCCTCTTGCTCAACACTCTTCCATGATGCCCTCATGCAGNGGCTG
CATGGATGTTATCTGCAGCAGGCCAGCATGCTCAGAGAGGTGTGGCCGTTCAAGCTGCTG
TCTGTTTCTGATGCCATGGTGGGGTCACTGCTGGGGTCACTGGGCTCCGTGGACATGGAT
GAAACGTCGTTGGTCGAAGAGGAAGCGGAGGATGTGGGCTGGGGGGGGCTGTCGATCACT
GCTGCACCTGTGCTAAAGGGGGTGGCTGGCCTTTTATCACTCCGTTTTTTGTCCATTCCT
CCCACTCCGT
>BJ740142 ID   BJ740142   standard; mRNA; EST; 327 BP.
AACAGGTTTACCAAAACTTGGTTTTTGCCACAAAATGAAAAAATTGCTTATCAGATGACA
AATTCCCTTTTTTTCTTTACAAATTCATAATCTAAATGGTCAATCAAAAAAAAAAGTTGA
ACAATCNCAAAGNCTTCAAATTGTATAAAAACAACTTTACGACAACACTTATNGACNCAC



AACAANGCGACTCGAAGTACATTTGTGGGGGGGGGGGGGGGGGGATTTTTTTTNCAAANC
TTTTTTNGGGGTTAANCCCCTAAATTAACNAAAAANNAAAAAAAANGNTNNTTTTTNGGT
NNTAAAAANNTTTTTNCNNAAAANNGG
>BJ740145 ID   BJ740145   standard; mRNA; EST; 603 BP.
ATGTGACAATAATTATTTGATCACTTGATGATCAGATAGATTTCTGACCAGCAAAGTCCT
GCTGTTCTGCTTTGAAATAGTCCAACTCCACTCTGCTCATGATTCTAAATGAGTGGCTCC
TGTTTGAGGTGGTTAGCTTGCATAAAGGCACCTGCCCCCCCCCCCCCCCCCCCCNAAAAA
NNNNNNNAAAAAANNNAAAAAATNTAANNNCCNNNGGGGAAAAAANNAAAAANNTTTNAA
AAAANNNAAAAAAAAANTTTNNAANCNNNCNAAAAGGGGGNNGGGGNNNNGGGGNNTTTN
CCNANNCTTTNGGGNAAAAAAAAAAANNNNNNGGNAANTTTNNAAAAAANGGNAAAANGN
NNNNNNNNNCCCCNNTNNCCCCCCNNNGGGGGNCCCCCCCNAAAANNNNNCCGGGGGGGG
NNNGGNNNNNNNNAANNNNGGGAAAAAANCCCCCCNNNNNNNCCCGGGNGGNGGGGGNNA
AANNCNNGGNCNNNNCCNNNNCCCNNANNNNNNNCCNAAAAAAAAAAAANCCCCCNTTTT
TTTTTTNNNNTNAAAAAAANCCCGNTTTTTNGGGNGGGNGNAAAAAAAAAAANNNNNTNT
TTT
>BJ740146 ID   BJ740146   standard; mRNA; EST; 326 BP.
TTNTTTTTTTTTGAANAAAAGTTANNAAANGGAANGTANNATTNCTAATAANNTCCCAAA
ANGCTNGGGGGCAAGCAAAAAAANCAAAANCTTNGGCNCNCAAAANGCAAAGNCAAANCC
CAANCNGGNGGGCCCNAAAANGGNGNGAAAANTTCTGTAGGGCNCTANCCCANCTNGAAG
NGANTTTGTNNCNCNGGANCNGGAAAAAAAAAAAAANTTNCCCTTNAAGNNAAANCCNAA
NNTTTNNANCCCCCTTGGTNCCTTTGNNTTTTTTCCTTTCCTTTNNGGGNAAAAANNAAA
ANNAANNCGGGNTNNAAANNTTNGGG
>BJ740169 ID   BJ740169   standard; mRNA; EST; 151 BP.
GTGGCGAGAGGGAAAAGAAGACAAAGACGTTTTNCTCTTTTGTTTTGCGNTTTTTCCGTC
CCCCCACTCANCTCTTTTNNCNATCTCTTTCTCTGCTCNACAACATTANNTTTTTTAAAT
GTTTTATTTCTTCCGCTTTTCCCTTAATTCG
>BJ740179 ID   BJ740179   standard; mRNA; EST; 788 BP.
AAGNGGNGCATTTTAGGAAGCAGCTGTATTTGACTATAANGGCATTTCTAATCCAGNGTT
TCTAAGCNGTTTTCTTTATATCTCAGGGTAAAAAGCCTATACTATTAGAAAAAAAAAGAA
CCCAAAAAATAACATTTCATAAGAAAACNGTCANAAATTAAATCCCCAATCNCCAGTTAT
TTTAATTAAAAAAAGGAACATCTAATTNGTTTTTCCCTTAAACATATATATATGTATTTC
CNCATATATNGATATATATAATTTCATATTATTCNCANGGCAATNGGNCANGGCCAAATT
ATCTGACCNCANGANGGCCATTTTAAGTCNCAAAATTAANAGAAACNCAGCTNGAAGGGA
ACAAAATAATAAANGGCAGCNCAGTATACAGTAGGACCNCNGCAACGGCCAACGATNTCT
CGTTTTGAGNGAGAGGGAAAAGCCCGTCANGGTAAGGCGACAGACNCNCATCCNCNGGAT
CGAGNGCAANGCAAAATATCAGTACNGTTGTCANACATAATAAAACTACAACACGCTCCT
CTTTCACAGCACTCGCTTTGTCCCTTTTGCTCGNCNCTTCTTCTAGCGTTTTCNGNGTTA
CAGCAGTGAAGGCTTAGGTTGTATATCCNCTTTTATATTGATGCANGGCAANGGNGAACA
AGTCAGGTTCGCAAAACATCCTGGAGTGTTGTCGTCTACCGTTTGGAGACCGACTAAACC
CAGGNGTCTGAAACAGTTTCGTCNCAAGACAAAAAAAAGAAAAAAGATCCCAGCATCTTG
CAATANCA
>BJ740198 ID   BJ740198   standard; mRNA; EST; 849 BP.
TTTTTTCCATAAATCCACATTTGGTCATTTTACAGAAACTGAAAACTCCTGGTTTTGATT
TAGCTGCTTTATTTCTTTCTTGTACTGGATAAAAAATACATCAAGGTTGTATTAAAAGTA
ATGTGACACTGACAGTTACATGTGTCGAACACTGGGGGCGCTGTGCTGCTGTTCCTGCAG
TCAGCATCTTTACACAAAACACAAAAAAACCCAGAAATATAGACATAACTGTCAAATGAA
ACCTTCAGAAAGGAGAAAAAAAGATAAATCTGAGTTGGTACATTTATAAAACGACAATAA
AAAAGTTTTGATGCTCAGAAAACACGTCACAGGGTTTATTCTGCTGTTGCTTTTTCACAC
TGTTAAACATTTTTGAGACACATTCTGTGTTCGACTGTGTTCGAAGAACAGAGTCGTGTT
TATTCCTGCCTGAAGGCAGAAACTGTGTTTCCCGGTGTCTGTGAACGCAGCATGACAGCC
TCAGGTCGAACACCAGATGATTCAGCAGTTCATTTTCAGCCCTCGATCCGGATCACCTGG
GTGCTTCTGGTGGCTTACTGATCAAAAACGCCATAAAAGTTTCAGGATTTCTCTGAGAAA
CGTCAGCTGCACATAATTCCTCCTCCACTGGTGGAGTGGGGCCCCTCTCTGTTTGGCCCC
TGCGCCGATCCGTCTGGGTTAAAGCTTAGGTGTCCAAACTGGTGGCTCTGCGTCTGCAGG
CGGGCGTTTTTGCGGGCGTAGTACCTGCGCGACGCGGCTCTCCACGCCTCCCTCTGCGAC
TCCTGCGACTGCTCGGGAAGCTGCGATATCTGCGTCCGTCTCCTCCTGTCCAGCATGAAG
GGGGGCTGA
>BJ740210 ID   BJ740210   standard; mRNA; EST; 295 BP.
GCAAGAGCCAACATTACAGACAAGAGATTTTATGAACCACAGATAATAAATCTTTACTGG
CCTCTCATTTCAACATCAGCACCATTCACTGCATTTCAGGGATTCTACCTTTCCGGTGGA
CGAATTAAGAGCAAAATCTGTTCATAATTCTCTCCAGAGAGGGACAACAGAGACTTGACA
TGCTGCAAAATAGACTGCAATAAAACTGATTTCTTAAGTTCAGCTCTCTTCCTCATCAAA
AGTCTGAAAGTAAAAAAAAAAAAAACTCGAGACTAGTTCTCTCTCNCCCNCGGGC
>BJ740211 ID   BJ740211   standard; mRNA; EST; 902 BP.



AACGTACAAAAAAGTAAATACATTTAATTTAATCCACAAAGTCATATATTTAAAAAACAC
ATTACCTTTTCTTAGAAAAGTACATTTGCTTATTGTTTTTCTTTTTTACAGCATTTATTG
TTTTACGTGAACATTTTTAAAACAATAACCACTTTTTCAAAAAAAGTTGTATAATCTTTT
CTTTATTTTACTCTCAATCTTTAGAATGCTGACAGCTGAAAGTTTGAGCTACAAAACGAT
TAATAGTTCCACAAAAAAACACAAGAAGGATTTTTAGCGTTTTTTATTTTTTTATTGTTT
TTAAAATTTCTGCCCAGCAACTGGATAATTTATGGCCTTTTATCCTCTTTTTTTTCCAAT
TTACATTCTTTGGTCTCTGTTTAATTTAAGATGTTTTTCTATTATGATTCTTTTTTCATA
AACAGCTTCAAACAAAATATAGCAATTTTACCCAGGTCGTTTTAGCAAACGTTGCATTTT
CTTTCTATTTCATTTAGTTTTAGTTTTCAATTTAGCACTTTCTTTAACTAGTTTAGCCGT
TAGCGTTTATTTTAGCAGCTTTTGGAGTCGACATCAGAGTTTAACTTTAATTATCTTGCT
TTAACATGAACTGTATTCCATTGCTTCAGCTAATTTAATATAAATAACATACATTTTGCA
ATATTTCCAACATTTAAAACTCATTTCACCAAGTGCCAAAGAAACGGAACGATGGAATGA
AAAGTAAACAAAAAACCTGAAACTTCTTTTAATTTCTGATCAGAGTTTATGACATCATTG
GGAATCCAAGGTGGCTGCCAAAACTAGAGAAATTGTGCACAAATTATTCTTTTTGAAGAN
GTTTTTTAGCTAAATTACATTTATTTGNGGTTTGGGTTTTTCCTAGCANAAAGGGGTTTT
CC
>BJ740216 ID   BJ740216   standard; mRNA; EST; 479 BP.
ATTTTGTGTTTTGAAGCATGTGATTGAATCAACATTAGAACGTTCAACCCATACCTTTTC
AGCAGGAAAATGTCCCCCCGTGAGTCCCGACCACCACCGAGCCCTTGAGGCGTGTTCTTC
CGGCTGTAGCAGTTTGTTTGTTTTTGGCAACAGTTACTCCCACAAAAAAGTACCGCTAGT
TAGCTAGCATTGATGCATCTTTGTGCCAAAGGCAACGTCAGTAAGAGTTGAGATCTGTAC
AGGAAAAGACCATTTGGCAAAAGACAAAAAAAAAAAANAAAGATTCNCGTACCGCCNCTT
TCNCGNAACAAANACNTCGCCNGTTTTTCCNTCTGACGGCCGCCTANCCGGAAAAANAAC
GAGGTAAAAATAANGTTNTCNCGNTNGACGATANTTTAANAAAAAAAAAAANTTTTTTTA
NCAAAAANANTTCANNCGGGGAANTTCANGNCNANAAAAAAANCAAACTTCNGATTCNC
>BJ740217 ID   BJ740217   standard; mRNA; EST; 326 BP.
TANCTTTTCAGCGGGGAAATGTCCCCCCGTGAGTCCCGACCACCACCGAGCCCTTGAGGC
GTGTTCTTCCGGCTGTAGCAGTTTGTTTGTTTTTGGCAACAGTTACTCCCACAAAAAAGT
ACCGCTAGTTAGCTAGCATTGATGCATCTTTGTGCCAAAGGCAACGTCAGTAAGAGTTGA
GATCTGTACAGGAAAAGACCATTTGGCAAAAGACAAAAAAAAAAANAAAANATNCNCGTN
CCNCCNNTTTCNCGAANCAAAAACNNCCCCCGTTTTNCCNNCNGANGGCCNCCTACCCGG
AAAAAAANCGAGGNAAAAATAANNTT
>BJ740220 ID   BJ740220   standard; mRNA; EST; 1000 BP.
CATCACTTAGGATTACAGCAGTAACAATATTTCAAATGAATTCAAACTCAAACAGAAAAA
AATCCCCACAGGATTAACTTCTGTAAAGAACACTGTTACAGTTTAAAAATACAACATTAC
ATGATCCATAAGTTCACAGCCACAGACAAACAAAACGTTCTAACAGGAATGTTGCAGCTG
TGAAATCAACTCTTGTTAAAGTGGCATCCAACCAATATTTTTTGACTAGTTCAAACCATT
TTTTCCTCTTAAATGCATCAACTATTGGGAAACAGTTATTCAAAGATTGTCATGTATTTG
CCTTTGTATGATAATGGGTGTAGAAAAGCATGGATGAGCGAACAACAAAAACTGCTCAAA
AAATAAAAGGTGAAATAAAAAAAATATTAAACAGAATAAACTTAAAATTAAAATCCACTT
GATTTGCTGTTTGTTCACATGGTCCAGCAAAATCAATGCCTTCTATTTTGTCAAAAGTTC
TTGATCCACATTCAGTGCCATGCAAGATGGTGTATTATGATCAGGGCTGAAGAGTCCCAT
CTATGTGTGGTAAATCTGTGCAGTTTGTTTACTTGGGTTTTCCATGTTCATGTGTACATT
TATCTGCAGACAGGTTTCATTTTAATAAACCACCGTCAACACAACTTGACTGCGAGCTGT
GTCAGTGCAGTTCTGTAAACATCTATGTGTATGTTATCGCTCTGGAATGCAGCAATAAGA
TTTACACACACAAAACCAGGATTTAGGAATTTTACCAAAAGTAAAGAGTTAAAAAATATT
CAGAGTTTTGAGAACATTTTTTAAGTAATGACGCTTGGCATTCATTTTCATATAGATAAA
AATGCTTGACATGTTGTATCTAAAAGAATAACATTCTTTTAGATTTCTGCTTTTTTGTAT
TCTTCCTAAACACTGGAAAACCTTGAGCACATTGAGTCATAATGGTCTTTATTACTATTC
CCAATGATTTAACTGGATTCNNAAAATGTGGCATCTACAA
>BJ740229 ID   BJ740229   standard; mRNA; EST; 231 BP.
CCTATGGTTCCGGTTCNCTGAGGNATGGTCTTACANAGACACCTCCTCANTGANGTCCCA
TTAANAGGAAGGAGAACTGTTTGGGGACGTTCCCTGCCTTNTCANAAACAAACCCCATTG
TTCGTCGCACTCGCATGCTTTTCTTCCCCTCATTTTCTATTNNGCAGCCGCTTGNTCTTT
TTGCCTCTGCTGCTACTTTTCATACANNGTGANCGTNTCCTGCCNTTCTAT
>BJ740242 ID   BJ740242   standard; mRNA; EST; 513 BP.
TATGTTATTTTCAGATACAGAAAAGTCATTCGGCTTCATTTATTTGCGTAGAATTTCTGC
AAGTCAGTGCCATGGTACAAGCTTCTCAGAGCAGCTCAGGATGTTCAGAATCCTTTTTTT
TCCTTTTTCATCTCATGCCAAAACATGCTGATCTGTTTCAACATCTTCTGATGAGCTCAG
CATGCAAATATCTTGTCTACCTTGTTGATGGGACTATATGACATATGGCTTTTTTTGAAA
GCAATATAATAAAACAACGCAAATCAAAAAGTGCATCAAAAAAAGGAAAAAGAAATCAGT
CTGTGATGAAAAGTATTGTCCCTGTTAAGGAGAGGTTCCTCTTGTCTTTGCTTGTGTCTG
CACTGCTCAAGGTAGGACGGGTCCTCATGGAGCTAAGTTCAAAGGTCAGAGTTGACCTCT
TTAAGGGCCTGTGCTTCGCGGGAAGACACATTTCCTTTAAATAAATACGTTGGTGTTTAT



CCAGCAGAACGGAGGGGTGGGGGGGGGGGGCCC
>BJ740245 ID   BJ740245   standard; mRNA; EST; 349 BP.
GAGCAGAGAGCACAGAANATACCTTGGACAGACTGTNGCATGNNGCATNGTGCAACTNCN
TGANCAGCCGGCCACTTCGGATGTGTAGTTCACCAGTCNAAGGCATTCACTCTTTNGGGA
AATGGANCNAAAAGGAGCCTTGGCTGAATGAAGGTTCNCTCANTAGGAAAAGGACTTCAN
CCNTAANCCCCAAAACTATTTAAGCTTTTTCCTTACTCANTTTNAANCTCTTAGGGAGGN
ANANGATTGACCAAGGAAAACTNTGCCCCNNTATACTTTANAATAAAANTTGNAAATTAT
ATTANAACNCATGTAAAGNGTCANACAAAAAAGGTCTACAGCAAACCTG
>BJ740249 ID   BJ740249   standard; mRNA; EST; 887 BP.
CCAACAGGCAGACATTGACTTTTACACCAAAATCTAAAAGAAATGAGTGGAAAACATTGA
TGAAAAGGGACTTTTTATTATTTGAAAAATGACGCTGATGGAAAAACTGCTAGTGTGATT
TTGATTTAAACATTTAACATCCAGGATCTCGCAGGTTTGTGGAGTTGGTATTGACAGCTA
CAAAGAAAAAAAAACTTGGTAGGAGTCTATATTCTCTACCCAGCAACAAAAAGAAAAACA
AGATGAATCACAGCAGAGAAAGAACAAGATATTTACACTGACAACATTTAGTTTGTCATA
GCTACCTGTGAGAATAAAGCTGTTGATAGGTTGGCACTGATTTACATTTAGAGGCAGCTT
TTGAAACCAGTCAAGCATTAATATGGAACGACAGGATTTCTAAAGCAGGTGAGATATGTT
TCATTTTGTTGCCTACAACTGTGAATTTTGTTCACTCCAGCATTTCAAAGCACCTTTTTT
TATCTTCTTTGATGATTGGCACCACATACAAACAAAAGACTAAAGCCACAGATCCTCACA
CGATCTCCTTAAAAAAATAACAAGTTAATCAAAAGCAAAATCTGTAAACACTTTTCATTT
ATACTAAAAAAAAATACAAATGAAAGTCCCCTCAACATTAATGTAAACATGATAATGTTG
GTCCTTTTGAACGTTGCCCTATGCAGCTTAGATTACATTTGATCTGATTACATTTCTCTA
TGATGATATTAGTAACCCTTTATAGCAATGTACAGAATATAAAAAAGTGACATTATCATA
ATTTTTTTGTTTATTTTGTGCAAACTGCTTTAGTAAACTAGAATTTGGCATTAATGAGAA
ACTTTTTAAAAAACATATAAAAGAAATTTTAAAATGAATTTACAATG
>BJ740258 ID   BJ740258   standard; mRNA; EST; 900 BP.
CTCAAGCAAAAGTTCTTTTAATTTAACCTTTGCTGACATGAGTCGGTAGGGCAATCAGAA
TAGGCCACACTTTAATCAAACCAGGAGGCCTCTGTTTTCTTAACACCATTTAAATGACCT
CAACTGGAATAATGGTGTTCCGTTAATCATTTGCTTCATACTGTGCTTATAATCCCATCA
GAAAACAAGAATGCAGCCACTGGTGTGAACATGTAAAAGACAAGTATTCATTCTTGCAAC
AGAACAGTCTGTTGTCGATTAAAAAGTTCATTTATATTTCACATCTCACTCTGCTCCACT
TTGGATTTTAGTGCTGGTCATAAAAACCTGTGATGCCTTGCTGGCAGCAGGTAATGAGCC
CCACTCATCACATGGCCTATTTTTGCCCTTTTATTTTACCACAATAATAACAAAGGTTTA
TGGAATTTTCAGGAATAAATGTAGCAATTCAAGACTCCAAAATGCTTCATCTATCTATCA
TTACTGTGCACAATGTTTCTCATACAGAGGAAGCAAGTACTTTGGTGCAACAAACAACAT
CAACTTGTTATTTTTTGGTTTAAAAACAAAGCCAATAACATAAGTGACTTGGTTTACAAT
AGCAGCTACATCCTACAGAAAGAACAATGTTAAGAAATTCTGCATAGGACTGCTTCCTCA
TCCATTCCCAGCATTTTACTTTAAATAAAGTTGCAATTGTGAAGGTTCCACATGAATACT
GGACAGGAATGTGAGACATTTCTCGACAACCATCTAAGTGTTTTCTGGACGCAATGAACC
AAGGTAGCATCATTTCTATGTCGAAACTACATTGTAGATTTCAAGAAAGGACACATATTA
TCTAATAGCCTTTTCACACACACCAACACACACCCAACAAAATTCCTACATCTCCTTACA
>BJ740271 ID   BJ740271   standard; mRNA; EST; 919 BP.
ATTTACAAACTGGGGCATTTATAAGAGGTTAACAATATCAACTCAGGAGACAAACTTAAC
TTTAACTAAACCAACTGAGCAGACCAAGAAAAAGAAACGAACGGATCGCACCAAAAACAC
TGCGGGGGCATTTATGTTGGCGGATCAGACAACAGGGGGAACTAACAACATTCAACAAAG
ACTACAAAGACAACAAGACTAAACTCAAAACTTGATCTCTTAGTGAAAAAAATAGAACGA
AATGAATCATAACCAACAAAAGCAAATAGAAATTAAATAAGTTCATGGTTTGTCCCTCAC
AGTCTCTGTGGACGTCTGTCCAGTTGCTGATTGGAGCATTTAAAGGCTGTGACGACTTCC
TGTTTTGGCTTCACAGCTTCAGAAGCAGCAACCAGCAACCAGCAACACTGGCAACTCCAA
CACAGGTGACAGTAACACCAAACAAACACGAGTGTCTGCTACAAACACAATAAATGTAGA
TGTGAACTCAAAGAAATGTGGACACAGCAGGTTGACTCAAAAACACGTCCTTTCAAACCT
TAGCTCCGCCCCTTTCCTTCACCAAAGTGGAAATTACTATAAATACTTAACTAACTCTTT
ATGCTATGTTCACACCAGTCATGTTTAAGAACATGCTAAACACGCCATGTTACTGTTTTA
TGTACAACAACCTTTGGTTCCAAAAAGGAAATCATAAAATAAAATACATAAAATAAAATT
GATTATTGTTATTATAGTAGAGCGTCTGTACGTAAAGCCTGAAAACAGACCTGTAATGGT
AGATGGTTTATACTTATGCAGCGCTTTTCTACATAACTCCAAAGCCCATAGTGCTACACA
GTCACACTCACACTCACACACACACCCACTCACACACACACACACACACACACTGGGTGG
CGGCTCCGCTGCCAAACAC
>BJ740322 ID   BJ740322   standard; mRNA; EST; 800 BP.
CAACAGAGATTTACAATGAGCCTTATCAAAACTCAGTTGTCAAAAGAAGCATGTTTCTGG
TTTTCCCGCTAAAATTGTTTGCTCAGAGGTCTTACTGACCCGTGTTTGCTCCCACTGAAG
GAAACCAAATCACAGCAGCTGAGCAGAACACAGCATGACACTGAAATTTGTTGGAACATT
CTAGGCGAGTGTTAATGACTTTTATGGAGCCACAAAATTTGTGCTTTGAAGAAGAAAAAG
GACATTTGTAAACCAATTTTATTTTGGAAGATATCTCTTCTTCATGGAGTCATTCATGAG
TGTCAGGCTCTAGCAGCTCAAGCAGCGTAGTATTTATTTTCTGTTAATCAAACCACATAG



TAATCTGTACAATAAGTGTGATGTCCTGCGTTCATGTCTGTGAAAAATGGATTGCATCAA
ATGTTTACTTGAAGCATCGTTTTGTTTAAAACTCCATGACGGACCATGTAAAAGCACATT
ACTGTCAATCTGGGGACATTTTATTGTTACAACTTTAAAAGTGTGGAAAACAAAAAAGGA
GGCTAAGAACATTTGGAGCTTCTTCCACCTTCTGCTTAACAAAGTTAAAGTTGTCCTCAA
ATAGAGACAGTATCCAGGATGTTGTAGAAATTCAGAAAGTTGATAAAAAGCTGGGAAATC
TCCACTAGAATACTGCCGTTCTGCAGTGTGTCTTTTTTTTAATAAGTCTTTCAGTGTGGA
GGATGCTGATCCAGGCAGAACACTTTGTGCTGTTAAATATTTCTGGGCTGTCAGCAATCA
GGGTTTTTTTTTCCTGGAGG
>BJ740327 ID   BJ740327   standard; mRNA; EST; 167 BP.
CNAGTGATCAAGTCCTTTTTTGGCTTTAAAGGAGTAAACNTTTGGTTCCTTAAGTGACCC
TGGAGGAACTGGATGTCTTACGGGGGCAGATCACTGACCTTAAAGATGCTAAATTCATCA
NTGAANCNCNAANAANAGANGTGGAATGTGTTTTTTTTTTTTCNTNA
>BJ740333 ID   BJ740333   standard; mRNA; EST; 836 BP.
AGGTTTCCCCCCAAAAAATATCATCTGGTCCTTACAAGCTGTCATATTTTTTTTTACAAA
CATTGGTCTAAAATGCAGAAGCAGTGTATTTGATACTGATTAAAAGTGTCTCATAAGTGA
AACAATCATTTTCTGAAAGCTTTTGTTTCTCTACAATGGATGAAGATTAATTCTCTTTAT
TTTGCAGAAACTCCTCTGACATTTGTCAAAATATGATGCAGGTTGAGCTGTGGACTTTGC
ATTGTAACGTTCTTTTGTTACATATTTGTACATTGATTTTCTTTTTACCTGTTTTATCTT
AATACATGATCCCCTTTTAGTTTAGCAGTAGCTTTTATTTACATGGCCTTGTGCTCACAA
GCCCATATCATTACTCCTCCTTCACCCTGCTTGATAACTAACACAATGTTTAACTTGGTT
TTCACCATGAATGACTTGGAGTTGATCCTCCTGAATGCAGGTATATTTTCTGTCTTGCTA
GCATGATCTTTTTTTTTGCTTTCTGACTAAAACTGCACCAGATAGAAGAGAAGGGCCCGA
TGGGTCACATTGACATAATAACAGCATTATTATTATTTTTTTTTANAGAAAGAATTTCTA
GTCCACTGTCACATAAAAATGTATTTGTAATAGGATTTACATAAACAGAACTACCACATG
ACTGTCANAAAGACTTATTGCAAACTGTAAGACAAAATAACAGATGTTGATGACAAAGTA
TTTCTTTATTTTCAGGAGAAAAAAAAGTCAGTAAATTATAAAATACCCAAAGGAATAACT
AAAATAATCTACAGAATATCTCTNGTTTGACTGATAATACCACACACCTAAAAAAA
>BJ740336 ID   BJ740336   standard; mRNA; EST; 462 BP.
CACTACAACAAGAGCAGAAAACCAGGATAATGGCCATTTTTTGTTCTGTTAATTCTAATT
ACAACTGAATAAAAGAATAAACTGTAGGAAAGTAAAAATACATGCTAATGGAATAAAACC
AGTTAAATAATTAGAATCCGTACATAAATAAACGGTAAATACATCATAAATAAGTGAATA
AATAAAAGAACAACTTATTGGAACCTACACCCAAACAAAATAAATAGCTCTAATGCACAA
AACCTGGCAAACGTTCCATGGGACATTTAAGAAAGAGTCTCCATGAAAATCTTTTTTTTT
TTTNGCNTTNCGGTTTACCCCGGCCCCTTAANGGNGNCNNCNGTNTNCCNNAGCCCCCNN
CNCNCTGGGGCCCCGTNGAANATNGGGNTNGTNCNCAANCGNCGGANCNGTTNGNCCCCC
CCANAANTNNGGNNTTTNGGCNGGAAAACTANNCAAACCCCC
>BJ740353 ID   BJ740353   standard; mRNA; EST; 261 BP.
CGTGCATCAACATGCAGCTGTAATCTGCTGGTTCNCCTGNACGTGTCGCTGCAGCCGTGG
NTTNCTTTTTATAATACTGGCNAAACATTTATAACCCTTGTTCTATCCTAGGCACTTTAA
CNTTGGNAGNGGNGTCATCNAGACCCACTANACNGNGCGCTGAACCTTTTTTCTTCAATG
ATTTGTGATCTTCACTGGTGTCCATGGATTACNTGAAATCTTTCCACCTTTATCCACCTT
TGTCATGGNAGGGGGAACACC
>BJ740376 ID   BJ740376   standard; mRNA; EST; 117 BP.
CCATTCCCGTCAGCNTCCACCTCANNGATCATGTCCTGCNATTCTGCCTCTGNGGNGNTC
TGGCCCAGCGACCTCATGACNGTGCCNAGCTCTTTGGTGNTGATGGTGCCCCTCGTG
>BJ740378 ID   BJ740378   standard; mRNA; EST; 960 BP.
ACTGTACATTTTCTACAACACAAGATTACCATTTCTTTCAAAAATTGTTGGCGTCTGTTT
AAATCTGTGATAGTGAGCACTTCTCCTTTGCTGAGATATTCCAGCCCACCTCACAGGAGT
GCCATATCCAGATGCTGAGCAGACAGCATGAGTAAAGGTGGGCCTTAGACCGGCCACGGT
AAAAGGCCGCCCTGAAAAGTTCCGTTATCACACATCACAATGACACAGAGGTCGCACGGT
TTGAGGGAGCGTGGAATTGGCATGCAGAAGAATTTCCACCAGAGCTGTTGCTCGTGAAGT
GAATGTTCATTCTTCAACCATCAGCTGTCTCCAAAGGTGTTTTAAAAGAATTGCTGGTTG
AATTACATTGACCATGTGTATCCACACTAGCCCAGGACCTCCATATTCAGCCTGTTCACC
TCCAAGATTGTCTGAAACCAGCTACTTGAACAGCTGCTGAGACAATCGGTTTGGATAACC
AAAGAATTTTCACAAAAATTGTCAGAAACCGTCTCAGGGAAGCTCATTGGCCACTGATCT
TTGCCACTTTTGTGGGCAAATGCTCAGATTTGAAAGCGTCTGAAGAGGTGTTCTCTTCAC
AGCTAAGTCCTGGAGCGGTTTTCCAATGTCTATGACGTGGATCAAGTGGCCCATGGTGGT
AGTAAGGTTATTGTATGGGCAGGAGTATGTTATGGTTGAAGAACATAGATGCATTTATAT
ATGGCATTTTGAATACACAGAGATGCCGTGACGAGATCCTGAGGCCATACATCCAAGAAC
ATCAGCTCATGTTGCAGCATGATAATGTGTGGCCCCGTAGTGCAAGACTCAGTATTCAGT
TCTTTGAAGCTGAAAACATCCCAGTTCTTGCATGGACGGCACACTCACTTGACATGTCGC
CCATCATCGAGCATGTTTGGAATGCTATGGAATAGATGTATACAGAAGTGTGTTCCAGTT
>BJ740397 ID   BJ740397   standard; mRNA; EST; 251 BP.
ANATTTNTATNTANATGNGGGTGTGNATNGTAGGANNATGNNTATACTTTTTNATATTAC



ATGTTCNATATATTTTNGNGCGTAACNAACNNAACTATCGANNGTTNAAGNCCATNTTAC
ACAANCACAACGTTTGNGCANACAGCTGACATGNCATCANTGCCNTTNTTNNCCCANGGG
CGNCANTATTNCANAGAANTNANTTNNGAAAAACCANTNCNCNCNTTACGCANAACTGTG
ANGTCCCCANA
>BJ740415 ID   BJ740415   standard; mRNA; EST; 185 BP.
GTGAAGCTTCCCTGCTGCTCNCCCAGGANTGATCCTGTCGACAATACATTACTTACAATA
GANAAATACTGTACAGAGCTGNTTANNACTGANAAACTCTGCTGGCTTCTGTCTCCATAN
AAACGTTCTGTATAANTNGGAAAGGTCAACATCCTGCACCAGCTGATTCACAGAAATCAC
NCTGC
>BJ740416 ID   BJ740416   standard; mRNA; EST; 407 BP.
AATGATCGCTTCACAACAGGGCTTTTTCAAGCAAACCCTCACATTAAGCTTGCCAACACC
TACAAAACGGTATCAAAAGTGCACCATAGTGTTAATACGTCTTTTCTAGGTCTGACATTT
CCCAATAATATCTTCTTGTAATATTTATACAAATACCATTCTGTACACTGTAGAAATACA
CAGTCGAGTGAGTCCTATATAAGCACCCACCTCCCATGCATCCTCCTTTACATCCATAAT
CAAAACTCTTCATTCCAGTTAATAATATGGGGAATGAAGGGCCAGTTTAACATTATGATT
TAAATACCCATTCATCCCACACCCGAGGCAAAAACTAGAGCACTACTCATACAACCAACT
TCTGTACAACCCCTCATTCTTTTTTTTTTTTTAAAANNAATCTNGAC
>BJ740426 ID   BJ740426   standard; mRNA; EST; 774 BP.
TTGTGCGTCTTGTTTGTGTGTCGTGTGCACATTTTGTCTTTGTGTTCCCGGGAAGCCTCG
CTGTGCTGTCAGGCTGAAGGACGCCCCCCTTCTGTGCTTGTTCAGCCGGTGTAATTAACA
GGCAGGTATCAGGTAAACAGGCAGAACGGCCCTGCAGGCTTCTGATTATAGACCTGAGGG
GGGGGGGGCTACAAAACCCTGCTGGCCAGTAAACACAACTAANGTAATCATGACCCCNTC
TCTCTGGAGNACAGGAAAAGCAAAGTAAAAANANTCTGCAAAAACAAACNGGCTGTCCCC
CCTCCCTCANTCTCTGTTCCACAGGGNGCANCTGGACCCTCTGNAAAAGGACTGGNTNAG
NAGCTCANCTCTGGGNAACACTGCTGCTCAGCGCCTCCNGCTCANTCAGGAGCCCAGCCT
CATTCTAAAAAAGGANTTCNTCTCTGGGTTTACGGCANTTCANTGGGCANTCAAGCAGGG
CCNCAAAAACCCCGNGNACNTGATGCTTCANTCCGGCNCCAATNTTAACGTCAAATCNCA
NGGGGNTTACACGGNTCTTCATTTGGCCTCCNTTCANGGACACAAAAACTTGGTTCNAAC
CCTGATCANCANCTATAANGCTAAAACTAACATTCAAAATTACCATGGCAANATGGCCGT
TCACTACNGNAAGGGTTCCAGTGACNTCTTTAACCAGCCCAACCTTCAGCCAAATGGGAG
TTTCTTCCAGGCTCGCCNCTNACAGCGATTTGCTCTTCCCTCTTTTCGGCTGTC
>BJ740429 ID   BJ740429   standard; mRNA; EST; 629 BP.
ACTGGCAGTGTTGAATACAAAAAGTGACTTAAATTTGCTTAAACCAAGAAGTTGTTCAGC
TGTGGATTATAGCAAAGAGGGCTTGATGGAACAGATGGAGGACTTCCTGTTTTGATAAAG
CATCTCTTCATAGCAGCCTTCAAACAAGTTGACAAGTGAGGAATACTGAAGGGTTTATTT
TATGAATTTCATCTTTCAGATAGGTTCAGACATGTCTGATTCAAAAAAAAAAAATTAATA
CNGANGANCNCCANACAAANGGAAAANCAAGANCTAAAGAAAANCCCATTTCTAACTTTT
TTTTTTANCNCTTTTTNCNGACCCCTNCANNACNGCNGNNCCCNGGGTNCTTGGGCCANA
TATNTTTANCCNAANTNCGGGATNATNCNGCAAAAANAAGGTTTNANATTNGGGNNCCGG
TTNGATTNCNANAAGGCCTTTTTAANNCCAAANAAATAAAAAAGGATNNCNGTTTANCAA
NCGATANCNTNCCCCGAATNCCCCCNTTTANCANAANNGTAANCNTTTTTNGGGAANCNN
CAANNCCCCTAANCNTTAGGNCCGACANCGANGGCCNCNCANCTNCCCNCNCAGGAAANC
ANGTANNCGTTAACCCNAANNCNANNCNA
>BJ740453 ID   BJ740453   standard; mRNA; EST; 921 BP.
GTGGGATATACATATACATGTATATATAAATATATATTCGTGTGTGTGTGTGTATTGTAT
ATATAGAGAGTGCTTTGCTCAAGTTACACAATGAACCGCTGCAGTGACAGTGATTTCATT
TCTATGCCATCAATCTTTAACGGATCTTTCAAGGAAATACTACTAAATCATCAACTTTCA
AACACATTATACAAATTTTAACGTAGAAAGCACAAAAATAGGATTTTCTCCATGAAAAAC
AGACACTTTTACCACATCAAAATCTTCATATAAAAGCACTCATCCTTAATAGTCATGTCT
TTCAGTGACAGCCAGCAGGTAATAAATATACCTGGAGCTCCCTCAGCTTTTGTCGAAGGC
TCCTATTGGCCTTTGCGGGGAAGTCACTGTTATGGACTTATTCTAGAACAAATAAAGTCA
CGGCTCGGCCGAAAGAGCGGGCGGCTCAGATAACGTACACATCGGTCTTCTCCCCAAGAA
GCCAATATGTTCTCATTTTACCTTTGCCCTTCATTTCTACGTCCCCTCGTAACTCAAGGT
TAAAGTAACAAAACTCATCCAGCACTTCTTTGGTGGCTGAAGATACGTGGATCTTTAAGG
CTTCTCCGTTTGACTCCATGCGGGAGGCGGTGTTGACAGTATCTCCGAACAGACAATATC
TTGGCATTTTCAGACCAACCACACCGGCGCACACTGGACCTGTGTGGATACCAATCCTGA
GCCTCAGCTGGTCGTTGGGTCTGTGGCGGATCTTGAAGGTTTTGACCTGCTCCAACAAAG
CCAGCGACATACTGGCGATCTCTCTAGCGTGAAGTTTGCCGTTTCGCACCGGCAGCCCTG
ACACAACCATGTAGGCATCGCCNATGGTCTCCACCTTATAAACATCAAAATTATCGATGA
TGGGCATCAAAAGCACGTGTA
>BJ740494 ID   BJ740494   standard; mRNA; EST; 524 BP.
GGGCTTTTCGAGTTTCAGTTCCTTCGCCAAGACGGACTCCACAGAGGAAGGAGCAGGACG
TCCAAGTGTTTGACCCCACTAAGCCAGAGTCGAGGGGAAAAGGGGAGATGCTTGGTGGTT
GCATCGTTTTCTTTTTTCTTGAAGGAGAAACATCCACTTCAGAAGTCCGTCCCTTCCACC



TCCGCCTTTAGAGAAATTACATACGGTGAGGGTTCTGGATGGAGCAGAAAGGGGGGGGGG
GTCCAGGTGGTGTTGTGGGCATCANCNCAGGAAAANCTTGTCCCTGTGGGTTTAAAACCT
GGGTGTTTTTTCTGTGTGTTCATGTGTGCNANCATGACTGTAAACGGCTCTACTGGTGGT
GGTGGTGGTGGGGGGGGGCCTNTTAAAACTGTTTNAGGCNTTTGCGGGGGGGNCCAANNA
AAGGACNCTGGNCAAAACCAAGGNANCGGTAACCTTCTNCCNCCAAATGCGNATGGNAGG
CAACCATGGACTTCCACCCTGTTNTTTCCATCNCTTCTGCANCG
>BJ740499 ID   BJ740499   standard; mRNA; EST; 887 BP.
TTATTTGAAAATTACCCCACCTCCCATTATCTTCTCAAAGTGTCTTTAATTAATTTACAA
AGGGTTTAAAAAACCATTTTTAAATAGCAGTTCATTCATTAATCAACATCTTGTGTATAA
ATATCACTCAAATCTGGGGCTGCATGACTACGGTTTGGCCTCTCCCCTCTGTGTGAAAGG
ACTGTGGTGTGGGCAGCAGAACACAGGCCTTCTTCCCGTGTGCAAGGTGGCCCAACATTT
CCATGTTCCAAAAATAATGAAAAAAAGAAAAAGAAAAACGGGGTTATTTTTCCTTAGGAG
CAGGAATCTTTCAGGAGGACCTTCTTTATTCCACCTGGAAGAGGCTGTTGGTGTCCACAA
TGCAAGGACTTTACTCTGAAATCCAAAACAATATTTAAAGACATCGAACTGAACACAGGA
GGAAATGAAACTTTTCATACGGATCGTCTTTCACAATTGTGCATTTCACTTTGAGGGGCT
GGCAGACGTACAGAGGAATGGCACACACTCAAAAAAGAAACAGAAAAAAAAAGACAGGAT
GTGGAAAAAGAGCAGAACAACATGAAGAATTGCTGAACGTTTCATGAAACTTCTCCAAAA
ACTACAACACATTTATAAAACCCCTTAAAACTCTTTTAAAAAAAAAAATCAAGTCTTTTT
TTTGATCATAAGTTAAATTCCAAGGGGGAAAAAAGGGCACAAACAANGGTTAGGCAAGGC
CCCACTGACTTAGTCGGGTGTTAGTGTACAGTGTGCAGTTTACAGAGCTTATAGAACCAG
TAGCAGCCATTTACNCNCAACAATCAAATATTTATCTGTATCAAACTTGTTCAAAACTAT
CCATGTCATTCATCACGACNGCACAGTCACACACACTGGCGGTTTTG
>BJ740505 ID   BJ740505   standard; mRNA; EST; 783 BP.
CACTTGGTACAACAGTACAACGAAATTGCNAATTAGTGCCATAGTACCATAGGATAGTGC
CATAATGCGTGATTTAACGCAATTATTATTCCACCATACTACTAATAATGCTGTAATAGT
TTAGTCAATAATGTTAAACTTCATAAAGTAGAAAAAAAATCAAAGTATTTAAAAATTATG
AATGATATAATACCCAAGTATAACTATAAATAATAGAAGACACATTTGAAAGTTTAATCA
TAAATAAGTCTAGTATACATTTTGTTTGGGGAGGTGAGCAATAAATTTATGACTTTGAAT
TCTTAGCAAAGCAGAATAAATACAAAGTAACACTAAACAAACAATAAATATGCAAACATT
AAAGAGCTTCTAAAACAATTGTGACACAAAATACTTTTTTTTTNCCNGTAGTNCCNCTNG
TAAAAGCAAAGNGAAANCAAATAAGNGCNCAATAAANCTTATCAGGGTTNCNCNCAANGT
ANCCNTTTAAAAGTTTNGTTAANCNCNTTTTANGATTTAAAAAAAAGCTTTGCNCATNGA
TAAATAAANCNGAGTTTTAATTTTTAGAATACTTNGNGGTNGNGCTTAAGGTNCANCCTA
NGCCATAAAATNCTATTAATTNCCCTTAAANGAATATATATNGATNCCATAGCTTTGAAA
NGTAGGGCNCCCNCTATTATANCAAGGTNCTNGANGCTTTTAANGCCAGTTTGTGTAGGA
AAAAAANCAGATTNCCANGNCGACAAATAAAAACAATTCNCNCGANCCGTTNCATATTTT
TNA
>BJ740514 ID   BJ740514   standard; mRNA; EST; 133 BP.
GGTCTTGGTCTGAGGGTANACCACCANCATCCTGCCAANANNATCTGCTCCNATATCTGT
TGCCTTGNANNANATCTTGNCCCACANTGCCTTGACGACGNCCTTGTCTTTANCANAGAG
ACTGGTCATCTCC
>BJ740521 ID   BJ740521   standard; mRNA; EST; 476 BP.
TCCACTCTTAAAGATTCATAAATATACATTCAAAATAAGCTCGACTGAAGGTACTTGCAC
TTTAGAGGCGTTTATTTTAGCACATAAAACTACTTATGACATCTTTAAGAAGGTTTTTTT
TGTTTCGCCTACAGGCAAGATTACTTTATTTTTCAGCATGCATGCGACTACTGCTTATTC
ACTGTCAATTAGCCTTTTTTTTCACCTTAGGTGCACACAACGACATTTATTGTGGAAAAA
AAGCTAGATCAAACGCCATGCTGGTGTACACAGAGAAGCTTTAGGATGTGAAATCTACAA
AAAGTCCCCCCCCCCCCAACTACNTGTTGACAANCAGTACAACGGCNGGTTTTATTAACN
GGGGGGGACAAAGGCATGCANNAGTTTTGATTAAAAACATCTGAAGTTNGNGACNCANAA
AGCAGGCCNCTAAAANANCAGGGGGGANGGATCTNCTTTACNCTGGAAAAANGNGC
>BJ740545 ID   BJ740545   standard; mRNA; EST; 897 BP.
GATTCAAGGTTTATCTTGATTTAAAATACTGCAATGTCTTCATATTTATAAGCAGAATTG
CATCAAAGATGCAATTTAAAATTCATTGCAAAGTGAAGCGGTTAATCCAAAATTTGAACC
ATCCTTGGCTAAAAAGTGAAAGTTCAGTCACGTCAACAACAAAAAATGTTTTCATTTTCT
CCACAAGTTGGTGATTTAAGAGTACATGGTCAGCTGAAGCCACTCGAGCACGTTGAGTTT
GATTATTCCATCTCCATCTTTATCAAACGCATTGAACGCTCTGAACATGCCCTCCAGTCT
TACGAAACAGCAGATGTAACTGTCAAAGTCGATGTTGAGGTGCTTGTCTGCATAGCGCAT
GGCGATGATGTCATATAACTGTTTGTTGAGATTAAACCCTGCGTCATTTACAGCATTCCT
CATCTCAAAACTGCTGATGGAGCACTTTCCATCTTTATCGTAGCGCTTAAAGATGAGCTG
CCACTCCTTGATCTTTTTCCACAAATGTTTGAACTCCTGCAGGTTCAACTTTCCAGACCC
ATCAGTATCCATCAAAGCAATCATACTGCGGCATGTCTCAAGACTAAAGCCGTCTGACTT
TATTTCGCTATGCTTGGAGAGTACGTTCTTCATGATCGCCATCAGCTCGCTGGCGCAGAT
CTCCATGTCCTCACCAGCAATCTTTTGGTAAATGACTCTGAACTGCTTTTCCTCCTCAGT
CTCTTCCACGGCTTGTAGCGGTTTACGCTTTGGTTTCTTTTTCTTTTCTCCCCGAATGCC



CTCGTGCTCAATTTCTTTATTGGTGCGTGCTCTGTCGGACACAAACACGATTGGCTTTCC
TTTCTCAATTTTGTCAATGCTGGTCTCTGCCTCCTCTGATGTGCTTTTGTTCTCAGA
>BJ740552 ID   BJ740552   standard; mRNA; EST; 100 BP.
CCTCCTCATAAACCCGNAGACCTGCNGACGATCTTCTGAACCAGTTTGTTNAACTGCTCT
CNGTCCTCGCGCCACATTTTCGAGGNATCGACNNTGGCGC
>BJ740559 ID   BJ740559   standard; mRNA; EST; 252 BP.
CCCTTTNNAACCCCCTTNCNNNCCCCNGGNAAACCTTTNTTNGNCGGAAAAAAAAAAAAN
CNTTNCAAANAAAAACCCAAAAAAAAANTTAAAAAANAAAAAAANCNNTNGGAAAANCCT
AGGGGTTTNAAANNNAAAANCCCCCCCCCCCCNAANNAAAAATNGGNAAAAANACCNGGN
NNNNAAAAANNNGAAAAANNCNTTACCCCCCCCCCCCCCCNGGGGGAACCAAAAAAAAAA
AAANCCCCCCCC
>BJ740561 ID   BJ740561   standard; mRNA; EST; 626 BP.
GGTTGAGCTCTTTGAGCATGTGGCCAGACCTCTCGTTGATGATCTTATTCATGGAAAAAA
CGGTAAGATTAAAAACCTAATACAGAAATAAAGTAGTTTTTTGTTGCTGAGATGTTGATG
AAATGCAGTCAGATGGCACTTAATTTCTATTAGCAGTTATTTTCTCTCAAAAGAGTCTGA
AGCCGTTCTGTTGAAACAGCGGATCCACTCTGCTTCTCGCAGGTTTACTCTTTACATATG
GAGTGACTGGAAGTGGGAAGACCTTCACCATGACCGGGTCTCCAGGTCAGGGAGGATTGC
TGCCTCGGTCTCTTGACATGATTTTCAACAGTATCGGGCCCTACCAAGCAAAACGTTATG
TAAGAGTGGCTTACAGAGATTTTCTTTTTCTTTTTTTTTTTTAAANCAGNATTCANCNGT
TNGGATTTATTTCTNATTCNCNGNCAGGTTTTTAANACNGATGATAAAAACGGTATGGAA
ATTCAGNGCGAGGTTGATGCATTGTTGGANCNCCAAAGGCGGGAAAACAACTTGTCNGTT
CCCAAAACNCCCNCCNCCAGGTAAATACNGCTTTGNGCTGTTGGAGGCTTTTTGGAANAT
ATGTTTTTAAGTAAGTTTCCNCGGGC
>BJ740578 ID   BJ740578   standard; mRNA; EST; 926 BP.
CAGCTCCACATTGTTGGTGTACATCAGACCTCTGTTGTCAAATCTACAACACTCTTACTA
ACAGTCAGGTGAGATTGAAAAGTCTGTTTGTTAGCCGTCTCGAAAACTTTGCCGAAAAAG
ATGTGCTGAATGAAATGCGACACTTTGAAGAAACAAGGATAAACTCCTGGGCTCCTAATA
AAGATTACAGAGCAAAACTGAGCTGCCAGTTAACTCGTTAGTGTTTAGAGGAACAGTTCA
ACATTTTTGGACGATGCCTTTCTTTGGTAAAAAACAAAAGAAAACACTGGCTTAAATTCA
TTTTACACCTTGTATTTGGTTTGTAGAAAATACAAATCCTTTAAAACTTTATTTGAGATA
CAATCATCTGACCTGAAAGTGAGTCTTTTATTTTTTTCCCCAAAATGTCAAACCATCCTC
TAAACATCTACCTGATAAGTGCGTCTGATAAATCAAAAATAATGAAAAACTATGTTACAA
ATATTCACCAAAAAAAGCTATCTCTAAAAAATACTAGTGACATGTTATAAAACAAGGATT
AGTAAAAATATATAAAACTTTCAAAAGCTTTGAAAGTGTAAAAAATGTTGTGTCACCATG
ACGATGTAAGCTGACGATGTTGTTGTACATATAAATCCAATCCTCTACATGTAATTCTGA
ATATGCAGAAGCAATTGGTTAAGTTCAGCATGAAAAGTTACAGAAGCAAGTGTGGTTGAG
AGAAAACATCAAAGCTTGGCAGCTGGTGAAAATTGGAGGGAAGAGATGCCGTCATCACTC
ATCCAGAATCCTACTGTACGTCATGTTTTGGTCTTAACATGAATCCAGAACAGATACAGA
GAGATCACATCAGTTCCAGTTCTCCTGACCATCTTCAAACACGTCCTCAGTGTCCATTCG
TCTGTAGTACTTGGCCAGTTTAATGG
>BJ740586 ID   BJ740586   standard; mRNA; EST; 107 BP.
TACCTGGGCTTCTTGATGCCGTTTCTATGGGCTTTGCGGGACTGGNTGNGAGTTGNGTGG
TTCTTCNACTTTGCCANATCGACGTNTAANAATCTGNCACCTCGTGN
>BJ740590 ID   BJ740590   standard; mRNA; EST; 937 BP.
AAACAGTCTGCAAAATAACGTTCTGTTAAATGTAAACTCATGAGACATTGATGATGTTCA
GACTCAGGAAGTGCAAACTGGTTTCGGCTTTCATCAGAAACCTTCCTCGTCTACTTTTAC
CATTTTGACGTTGGGTGACCAGATTTGGTTTTGTCCATACATGAAGCGGTTCTTCTTCTG
TCTTGTGGGACCGGATGGTTGAACACACGCAGTCCGCTGGTTTCAGGTCTTGATCGGCGG
AAAAATCCAAGGCGGGAAAGTCTGGAGTCCAAGGGTTCTGCAGTGATGTGGTTCAGGTCG
CACTGCCGCGGCGTACACGCCGTTATCCCCTGTCAGGTGGTTGCAGCGACTCTGCAGCTG
CCTGTTGGAAGATGCCTGTCTGGACGCCGGCCCCGCCTCTTGAGTGGAGGTAACCGGCGG
CAGCGAGAGCCGCGGGGGCTGCAGCCGCATCATCGCCGTCGTCAATAAGCTCGACCAATG
AGAGAAGGTGTTGTTCCTGAGAGTGTTGCTGATTGGAGGCAGGGAGGTGCCAGGTTATGA
TTAGGGGGTGTTAGGAGGAAGGGGCGGAGTCAAATCTTAAGAAAAAAAAAGACTCAGTTA
GAAAAAAGAAACCAAGTAGCTTTCATTTACAGACAAGTCAGTTTTCTTCTATTAAGTTCA
AGTCCAATTCTGTACAATCCCGCTCAAAAACCGCCTGCTGCGCTGCCTCCCGTTCATCTG
CCTCCTCCTCTTCATCTTCCTCATGGCACTCCTCATCGCTCTCGCTCAGCGGCCCGATGC
TCGTCCTGCCCAGGCACTCGGCCGGTGAGCAGGAGCCCCGGAAGTCGCCCATGAATGGCT
CCAAGCCCATGCAAATGTCGCTGCCACAGACCAGCCTGCCGCCGGCGCGCTCCAGGCACT
GCGGGTCCATGCTGCGGGTCTGTGTCATCTTGACAAA
>BJ740600 ID   BJ740600   standard; mRNA; EST; 123 BP.
TTTTGGTTGANTTGGAAGCNAATGCCACAAAATGTTTGAAAATGCCCTGAANTGATGTCT
TGNTTACTGACAGATGANATAAAAANAATAATGTTCCAACCAGAAAAAAAAAAAAAAAAA
CCC



>BJ740619 ID   BJ740619   standard; mRNA; EST; 921 BP.
AGGGCTCGCTTTCAGAGAATACAGGAAATGTAACAGTGCTCTGTACATTACAATATTATA
GCCNGTGTGCGGCTCACTTCACCTAGCCGTGCATGTCGTGCACAGTTCACCGAGGGCAGG
TGTGAGGGCGCAAAAGGACATGATTCCAAATCTTCATTTACATGTAGCAAGAAGTCTCTG
TTAGCAGCTTGAAGAAAACACAGAAAGAGGACCGAAGGAGCATGAAAGCAGAACACAAGG
GACAAGAAATGCAGAAAGAAGAAAGCACAAAAATCTGAGTTTGATGTGGTGACACATGGA
TGAGAAAACCTGGGCACCAAAAAGGCTTTTCACTGCAACATCAACCCAAAAACAAAAACA
AATGCAGCCAGGTTTTGTCAGGAAATCTACATTCATCCAGATAAAACGGAAACGCTGCTA
ATTCTCTCCGATTCAGCCGGGATTTTAGCAAATGTCGGGACTTTTCAGGACAAGAATCAA
TCGGCGTTTGGCATCAAGAGAGGAAGCGGTAAACTAAACCCTCACAGTTTGGTCTCACGG
AGCGAAAACTATTCTTCAGAAAGAGACATTTTCTCCAACTTCTCTTCAAATTTGTGCTAA
AATTTCGCTGAGCAAAAATCCAAAATGACAGAATTTGCCTCCACTTGGTCAAAATCAATG
ATCGCAGTAGAGGTGGATGTGGTCACATGACCAACTAAAACGAACTCAACTAGCTGTTTT
CTCAGCTCTGGCAAATTCGAACCAATCACTGCTTACAGACGACGTCTGGCTCCAACATGG
CGGCATCCGTCTCACAAAAAAAACAGCGACTGAACTGACTTGATTTGGTTGGAGCCAGAA
GTAACCATTTGCTATGATTGACGTAGCTCAGTCCAGTTTTCATATCCAGTCAATAGTCCC
CCTGGTCAATAATTTGACATC
>BJ740624 ID   BJ740624   standard; mRNA; EST; 317 BP.
ATCTTCNGGNGGAAGGAGGAGCTCCAAAACCCCAGNGNAACCAAACCNAACCANGCTGGN
GGCAGGAACTGTCAAATCACGGCTTCNNGGNCCACCGGANCCTTTTCAGGAAGCAANACN
GGGANACNTTCANTCCCTACAAANGGTTCCCCATCANCGGNGNGTTCCANCTGGAGNAGG
GGGGCCAATTCCCAACCAGTTTTCAAACNNGTTCACAAAGCTGNGTTCCCNTCANAGNTT
TCCAAAGCCTTTTCCCATCTTTTTATNANCTGCNCGNGTTCNGNGAGNGCACTTCNCCNC
NGATTCAAATCCCNGGA
>BJ740637 ID   BJ740637   standard; mRNA; EST; 812 BP.
GCACACATACATTTAACGACCTGGCAACATTCATCATTTTATATTAAATGCACATTAGGT
AGCCAACCTAAAACAAATATATATATATATATATATTCAGTTAGCATTTCAGTTTCTTTC
AGAAAAACAAAGTAACTTATCTATGCATCCATGAGATTTACAGTGCACGACTTTGCCTAT
CATCTGCATCCAAACAAAACAGAAGAAAGCCCGTAAAAATACATGTTCCTTGAAACAGGA
ACAACCGGCATCTTTTTTAGAAAGAAAAAAAAGTTAATCATACATTTGAATTCAGACAGG
CACTACCTTTAAAACACATAAATAAGATCAGGTTATAAACACACATTCACAGTGGACATG
AGTGAAGGAAACATTTATAATTTCGAAGAAAAAAAAAACATTTTTCCCTANGGTATTTAA
ACGAGNGCTTTTTCAAATCTAAAAACCTAAAATAAAACAAACAAAACAACAACNCAGNGC
TCCATAGAGTTTTGACAGATATTCTTACNGCCACAGAAATGTAAAATCAGGAAAACGTTC
ATGTAAGTTATGGCAACATAACATTTATGAAGATGATCTTTAGGTTTCTGATCTCCAAAA
GTAGGAAATTCATTGAACATGTTTCTGAANGGATGGATAGAAATGGATGGATGTAAAAAA
AAAANGNCATAANCCAANGNCGNAAAAGGTAANCTTTCAAAATANCAGCNGTAAAAGTCA
AAANCGTCAAAATNTCAAATAGGCAACAGAAAGCAGAGTATCNCTGATCTGCTCTTCAAA
CAATACAAAAATNGTAATATTCNTTTTNCCAA
>BJ740689 ID   BJ740689   standard; mRNA; EST; 102 BP.
GGNTGCTTGGCTTCNACTCCAANTTTCNCCNGGACNATGCCCTTGGNATGNNAAGCTCCT
CCNAAAGNNTTGGCCTTCAGGGCGGTGCCNAGGTGGACCNTC
>BJ740700 ID   BJ740700   standard; mRNA; EST; 474 BP.
TGTGATTTGTAAACAAAACACATACCTGCACTCTAATTCTGATAGATATCCCTTCTATTT
TGGTTACAATCATCCACCTTACTTCATTGATATGATTTTACATATATTAACCATCTCAAT
AATCTATTATATTTACAGACCTGATCTATAAGAACAGTGTAAATCATATCTCTAGTCGAA
AGTAAAATAATTATCTAAAAAAAGTGTCATCAAAGTGCAAGACTGTGATTGGAGAGGAAG
TGCATGAGTCCTGCAGGGGAATCACTCAATAAACGCCTTCATATTATTTTAATATATATT
TACACACTAAGCCATGCTGATAAAAGCGAGCACATGTTGAGAATCGTCAAAGCTTCTATT
CCCACGGTGAACAAGTTGAGGCTCCTCTATGGAATTGGAGAGGAGCNAAAAGTAAAGATT
CCCAGAGAGCNTCCAGTGGNCGNGGTTGAGAAAGGGTNGATCCNNGATGNGNNG
>BJ740713 ID   BJ740713   standard; mRNA; EST; 310 BP.
GTATATATGATCAAGCATGAACCTGAAGGGCNAGGAGAAGTCACGTGATTCAGGTATATG
AGTGCCTAAAAGGAAACTCAACCAAAACTAGAAAACGTTCNAATCTGAAGTATTCTGGGT
TGAGTTCNNANTAAAATACTTCTGATGCAGACAAAANNTCCCNCCCAGAAAATCNTTATT
ATTTATTTGTATGNTATTGGGCACTANAACTAACACTANAATAGAGCAAAAACNACTTGA
ATCCGNCCTAAAATGATTTTATTTTATTTTAAATAACTGATTAATAGAATGCNTTTTTCC
NAAAAACTGC
>BJ740719 ID   BJ740719   standard; mRNA; EST; 794 BP.
ATGGACTCGGTCCCAGAAGCAGCTCTCCAGAATGCAGTGAGATCCTGTGAGGAGAAAGAC
ACCAGGAGATACTAAAGGGCTTGTTCANTCCGTGTGAGGAATGTTTGAGGAAGTCTGTCT
TAAGACGGATGAGACGGATGAACGTTAACCAGACCGATCCAGACGTGGACTCTTGAGGTT
TCATTTCCTTGATNTTTGATGACTGGATGGCTTTTACCGTCGATTCCTCTGCCTTCCAGT
CTTCCAGGTGGGCAGTAGAATCAAGCTTAGAACCAGCACATAAAAGTCAAACAAAAGACA



GGATTGAAGGCGGTGCAACAGTTTCATCTGACGGACTGAAAGGTGAAAGAGGCAGACGAG
TGAGGAGTTGGTTCGGGTCCCTGCGGTTGCTTTTATCACAGTCTCTCCTTATAGCAGGAG
CACCTCCCCCAGGTTAAGTGGGAGCGTGGCCGAGCGGTCCAGCTTCTCTGCTGCCGGCGC
CGGTCGACTGGACCTAGCTCGGCCCTCCAGAGTCCTGCGGGGCGCACCTCAGGAGCCGCC
GGAAAGCAGGAGCGGCGTGGCTGAGAGGCTGCCCAGCCTCATCCTGACGAGCAGATGACT
GAAAAGGGGGGGCTCCCTTGTCGGCGTGAGCTCCTTCAGGTAAATAGAAGACAATCCTGG
TGGTCACACCTCAATGATGTTGACTGATGGCATCCTGTTGTTGTTGTTGTTGTTTTTTGG
GGAACTGCTTACTGCGCAACAACCCCCCCCGTTGGGGTGCTCAGGTGTGCTGCACTCGGA
CGAGTTTTGGGCTT
>BJ740732 ID   BJ740732   standard; mRNA; EST; 880 BP.
TTGTTCATTTCTTAAATACACACACCTGCAATACACACCACAACATACTTTAAACATTTT
TGCAATGGCTTATTTTGTAATGTTACACACAACAACAAACGTTAAGCTTATGGTTTCATT
CTGACACATATATGCATATCCATATACATGTGTGAGTGTTTTTACTGGCCACATTATCTA
TAACAATCCAGAACAGTCTATTCTAATAGGCTAAGATTGTCTCAATAAATTTCTTTCAAC
TTTTTAAGAGTACATAAATGGTTGTCTGTATATACTGCTGTGGTGGATTGCACTAGTACA
ATGTAGTAATCTCGTGTAGGTGTATACACAATAAAGTGGCTGGCAAAAATATATATATAT
ATTTATATGTTTAAGTTATAGTAATTGTAATTCACTCAAAAATAGTGAAACTAGTCCAGT
CCATAAGAAAAACCGACGGAGGAGGTCTTGTCCAGTCTTATGCCTTAGTCACAACTGCCC
TTACAGGTGGATACAAGCTGTCTGCGGGCAAAACATCAGTACGGGGCATGTGGGCAGGGC
GGGGCGTCCGCACAAAATTTTGAGATGGTGGACCACTCGCTAAGCCCGTATGGCGAAAAC
GTTCATGCACATTTTGTTACCTACAGGCATACTGCAGATGGTTGCAAAAACCTAAGCAAC
ATGTAAGGTTAAGGAAGCATAGGGGCCAGTTAGCGCTAGTGTACTCTGTGCACACAGTCT
AAAATGAGGAAATTAGACCAGATAGCATATTTATTGTGGGCACTGGGCATCTTATCAATG
TCCTTACGTATCACCTGCATGCAGGGAGGAGCCAGTATGTGCATCTTACTTAACAACCGT
ACGACCACCTCACCTGCACGCCATAACCTGTATCAACTTT
>BJ740738 ID   BJ740738   standard; mRNA; EST; 187 BP.
TGGCCACTGGACNTCGTATGANTATNNNAGACTCNCANGGGCNNTNACNAANATTTCNGC
ATTTGTGACCGGAGGCCAAANGGGAACCNTGTTGAACCTGNNGTTGTGCCNNATNTGANC
NTTNTCCTCGGGGNAANNNACCTCANCTGGTTNNTGNCTGCNAAGNCACTCATNNNANAC
NGCATCC
>BJ740741 ID   BJ740741   standard; mRNA; EST; 118 BP.
TAGCTGGNCCTCCCCNCANAGTCCCAAATATATCCTTCTCAGTCCTCNGANCATCTGAGA
GNNATAGCTCTCTCCCANACAANACNANTTTCTTCNNAGCCTTGANTACTGGGGCAAG
>BJ740757 ID   BJ740757   standard; mRNA; EST; 308 BP.
GNAATACANANGAATTTGTACAAAAGTGTCTTACATTCTACACAGCACTAAAAGTCAATG
TTTATGTCATTAANAGNGTTNATAANGAGTTATNAAAGTGNGCATCTTCTCCTCAGTCCC
CNTTAGATGNCNTTGGNANGTTACNNACTTGTTCTCAGTACGACGAAGTCTTGAGTTGTG
CTAAGGCTTGACNAATTCTGANGTGGCACTTATACNTTATGCTGNAATGTCGCAGANCAN
GCTTTAGAAATACTTTCTTGTGGCCCCNCGGAGCATACGCGTGCTCATACGTTATTTTGT
ACACGCGC
>BJ740763 ID   BJ740763   standard; mRNA; EST; 131 BP.
AATACCAATNGTGATTGGGGGCTTTGGNAACTGATTAATTCCTCTAATAATCNGANCCCC
TGATATGGCCTTTCCTCNAATAAACNACATGANCTTCTGACTACTTNCCNCCTNCTTCCT
TNNATTGTCAG
>BJ740766 ID   BJ740766   standard; mRNA; EST; 851 BP.
ATGATACAGGAANATGAAAAAGTGGCACTTTGTGATAATTTGAGATATTTGCTGCTTGGT
CACAAAAAAAAAACAAAACACAACTATGTCCACNCNCTAAACAAATACNGTTAGTCGGCT
AAAACATTCCCAAAATACTACACAATAGTANGGCTTTCAAATATATTAAATATGATGTAC
CTATAGGAANGCAGATACATATCATTGGNGNGGACTTGCATATTTTATACAGATTCAACT
GTTCAAGCTATAAAAAAAAAGTATAAAAAATTTGAANGGGTTANAANGTANAAGGTTCTT
AATTCNCAGTNGGGGGGATTTTTTTTTATTTTTTATAAAAGATTAGAGATTAATTTTTCN
CATAAATTGAGTAANCCATCAAACNCTGAGGTTGNCNCCNTTCTANAANAGNCNCAGNGN
CAGGAGGAAAGTTNCNCCGNCANGATCTGCANCCCAGNGGAANCANGTTATTGCNCNCGG
CGGCNGTAGTANCCNAGGACTTTGCATTTCNCACNCAGATGTTGAGGATGTTCTTTGCNC
TGGNCANACNCATCANGGCCGNCCGGTTTCNCCAGAGGNCNCTGCTTGNGNGGATAANCG
TTGATGNGGCNCTTGANGCNCNCTTGACCCANGTTGGACCAANAGTTGCCGCTCATCCAC
TTCCNCTTGCACTTAGGGCATTTATATTCNCCAAAACATCTCTTTTTGCCCTGGTATGGG
GTCAGACCTTCACCTTTGGGTCGAGCCTAAAAAAGGAAAGGAATTTAAATACCCNCTTTT
AGCATCTCTGATCTTTTANATCTTTAAAAAAAATTGTCTGACACATTTTCCAAGGAAGGN
CTTTGGTTTCT
>BJ740782 ID   BJ740782   standard; mRNA; EST; 788 BP.
TTTTTTTTGTTTTGCAAATACATTGTTCAGACCCACTCCCCCCTCAAAAAAAACGAAACA
NCAAATCAACTTATTTTTTACATCNGTACAAAATTGATCCAAACAGATGNGCACAGATGT
AAACANGGGGCTCANAGTATAAAACCATCCANAAAANGGNGCATAATTTTAAAAAANGGA



AGAAAAAAAACNCNCAANGTCCCNGCNCATATAAAAATAANTTAATACTTTTGCNGTCCN
GTCNTTGTCCATCTTAATCGTCNGGNCCTAAAGATTCNCACNCNCAATCNGAGGNGTTNG
CTTTCCTTTACNNGGCCAATCACAATCNCTTATTTACNCCAACGGCCAANGGGAAAGCTT
TATGTACNCTTTAANAGGTAAAACCGGNGCCNCCGAAGGCCCCNGAAACACTTCCTCCTC
TCCAACAAACAGCTNTNTACNCCCCNCCCCCCAAAGTAGCTTTCAAACNCAAACNGAAGG
AATTAGTTTACAGCAAGAANAGACNGTNGGGAGGGGAAAGAGACAAAACNGTACNCNGTA
GTACAAAANGNGAAGTCNCAAAACGAANGGGCTGTAAAATATATTATCTNGNGCCCAACA
CACACACACACACACAAAACCCTCCANATAAATAAAAAGCNCAANTTTGATNTTACAGAA
GGCAGCAAAATAAAACTTCCTAANTTATTAAAGAGACNGCNNCCCANANGGAGCGNGGGT
TTTTTTCTTCTTCTTGNGACTTTGCAGNAGCAANGCAGCGTTTTACCAGGGGCTTTGTGG
AAAAAGTT
>BJ740815 ID   BJ740815   standard; mRNA; EST; 454 BP.
TCCTTAGAGATTTAAAGGCAGGTGTTGTGCNGTCAAAGGCAGCGAACCTGATCCAGGCTT
TATTAATAAATATCNGANTTCCTATGCTTGAACAAACNAGCTGCATGATAGCTTTCATCT
CATGGATGTCACCACGTNTCAGAGATTCTGTGAGGCTAATGGAGAAGGGCTCCTCGCTGC
TTTTCCCTCCTTCTTCACAGCCTTCAGCGCTTTTATCCAACCTTTTGATGCACAGCGCCA
CATCTTCCCGAGTGATGCCNATGGCCGAGGCCGCGTTGANGTANGGGCAGGGGTAGGACT
CGGAGTGCGACATANACCCACGAAATGTATATCCATTTATGGTCTGCTCCTTACCAAGTG
GTATGACCCTGGCTCCAGAAACTTGTCGGGTAAACAGCATGGAGCCCANCTGAGTCACTG
CTTTGTCGCTGGNGGCTTGAAGGCCATCTANAGA
>BJ740820 ID   BJ740820   standard; mRNA; EST; 872 BP.
CGTTTGAGTGACAAATGAGTTTTGAGCACAAAACACAATCAAAAGGCCAAGATCTCATTT
GTAGTTCAAAAAAGTGTTGTTTTTTGGTCACATTTCAAGTTAAACAGTCAAAACTGTCAG
AATTTGAGCCAAATTGCTTTTTTGACACTTTTGAGTGACAAAATGAGTTTTGAGCACAAA
TCGCACTCAAAAGGCCAAGATCTCATTTGTAATTCAAAAAAGTGTTGTTTCTTGGTCACA
TTTCAAGTTGAACAGTCAAAACTGTCAAAATTTGAGCCATAATGCTTTTTTGACACTTTT
AGCACATTTGAGTGACAAAAATGCTTTTTTGACACTTTAAGCACGTTTGAGTGACAGAAT
GATTTTGAACACAAATTGCACTCAAAAGGCAAAGATATCATTTGTAGTTCAAAAAAGTGT
TGTTTCTTGGTCACATTTCAAGTTGAAGAGTCAAAACTGTCAGAATTTGAGCCAAAATGC
TTTTTTGACACTTTTGAGTGACAAATTGAGTTTTGAGCACAAAACGCACTCAAAAGGCCA
AGATCTCATTTGTGGTTCAAAGAAGTGTTGTTTCTTGGTCACATTTCAAGTTGAAGAGTC
AAACTGTCAAAATTTGAGCCAAAATGCTTTTTTGACACTTTTAGCACATTTGAGTGACAA
AAATGCTTTTTTGACACTTTTGAGCGACAAAATGAGTTTTGAGCACAAAACGCACTCAAA
AGGCCAAGATCTCATTTGCAGTTCAAAAAAGTGTTGTTTCTTGGTCACATTTCAAGTTGA
AGAGTCAAAACTGTCAAAATTTGAGCCAAAAATGCTTTTTTTGACACTTTTTAGCACTTT
TGAGTGGACCAAAATGAGTTTTTGAGCACNAA
>BJ740847 ID   BJ740847   standard; mRNA; EST; 154 BP.
TGTTTGAACATGAAGTCCCGCAGAGGATTCCCGCCTCTGTCCGGAGCTGCTGGGGGAGGC
ATGACCCTGGGGAGATCAAAGTGTCCAGACTCCAAGCGACCCATCTGGGAGAAGATCTCC
TCCATCTCCCGGAGAATGTGGCCGAATACCGGGG
>BJ740871 ID   BJ740871   standard; mRNA; EST; 885 BP.
ATGTCTTTTAGCGACAACTTTCATGTAGTACATACAGGAAGGACATCTACTGTACATTCA
GTGCAGAATCTATGATGTAAAAGTAAAAGAGAGGTCTAAAGTTGAGCAAAAACAATTTGC
ATGTTTTATTTAAAAAAGGAAACAGGACAAACATTTCTCTGACTATCTTAGGTATTTTTT
TTTAAATTCAAGTAGGCAGACTTGTCGTGTTTTCGTTAACAGTAGACGTCAGGGTAAGAA
GTCATCTGCGTCAGTTTGACAGATGAAAAGCAGCAGGTTTTATTGGTTGCTGCAGCTGAC
GATATTTACTATTTGACCTCGGATAAAGATAACTTTTACTGTCCAGTTTTATTTTTTACA
TTCAAGAACACAAAAGAATTTGGTTTTGGTTTTTACCGCCACTTCCAGGTCTGAAAAAAA
GCATGTAGAGCACAGTTTTATTATATTATAGTATTTTTTTCTTGTTACTTGAAAAATTTA
GTAATGTAAGTTTTACAATATGCTCAAAGCTCTGCATGCAATTTTTTTCCACATTGGGAT
TTCTAAGAAGACATAGTGAACTTTTAATTTTCCCTTTTGGTTTTGGTATGTTTATACAAA
GAAAATTATTCTAAACGTTTTTACACAGGTTTGAGTTAAATAATGGAGTAACAATCTTAT
TAAAAAGCGTAGGTGATTTTTCTTTCTTATTAAAAAAATGCAGACAACGCTTTTCTGTAA
CTTTCTATCTATTCCACATGTAGTATTTAATAAATAAACAACATCTTGAAATGAATTGAC
ACAAAAAGACAAAAAAAAATGCAGTGATGTACTAAGCAGGACTTTTGAGAGTCTCGGTCA
GTGCTGGACAGTCCAAGGCAANCCCCCCTTAAATATATNGCANGG
>BJ740874 ID   BJ740874   standard; mRNA; EST; 604 BP.
TTTGATCTCACGGATAAAAAAAAGATTGTTCTAAAGCCTCATGAGGGAGATGATGATGGT
TTCTTCCTGCATNTCTTGCAGCTGCAGGATCTACAGGAAGAAACTATCAGTCANAAAGTN
AAACCAGCAAAAACCTCNNAAAACTAAAAAATGCATACAAACGTCAGCAAAGTGAACACT
AAGGGTTTTANATGNAANAAGGGGATGATTTCAGCCTTCCTTTGTTTTTTTTTTACCANN
GAAGACGGGCGGCTGNCNTCCNGGACCGCCATCCNGGGCTTCNTTGNCATGANGNCNCTC
GNNGGGGGATTGGGCTGAANCTGCCNNGACAACGGCCAATCTTTCAGCGTCTTTTAAAAG
CGAACCAAATGANACGTTTGTTGAGTGATTAACGGNAGCTGACNCTACTTGTGAAGGTTG



TGGGTCCNGCNANANGTTTCCACGTNCACNCCNNGTTNCTGGACAGGTGGTGACCTTCTG
CTGACTTTTCAGNAAAATACTTGAAATCTTTGTTTTTNTGGAAATACAAGGNACNGACAA
AAAACNCNTTTTTCTTCTTACNGATTTTNAANTTTCTTCAACACCCAATCNTTTTTTGCC
ACCT
>BJ740897 ID   BJ740897   standard; mRNA; EST; 412 BP.
AGAAAAAAATGGATNNAAGAATGCTTCATTTCCTTCGCNGGCTGGAGTCTACTCNCACAG
TATTTCTGTTTGTTGGGAGTCCATGTTCACCCNANCGCTCNGANANCNTTCTGGGCACNG
GGATACTCGNTGATGCANATGCAACAAANCTATCCTGAAATGAAAGTGGCTTTCCCTGAA
AGTGGTGCCACTCAAGAGAANCTATCANAGAAACACCAAANAGACNAATTTTAGNGNANA
GAAACCTCNAACTGGGTCTCTTTCAGCGTTAAATGCTTTGGAAGTGCGTTTCGTCAACGA
ATAAGACTTTGGATATCANCAACGTAATCAGATTGATTTATTANCAACATTAATCATTAC
AANCANAAATGATCTAAGAACNNATAAAAGGGAAACAAATCANATCTAAATT
>BJ740905 ID   BJ740905   standard; mRNA; EST; 356 BP.
GGGCAGGAACACAGGAAGTCTTAAANGGATTANATCCAACTGNGCCTAGAGCAAACTGTC
TGACAGATGTATCAAACTAGCTNGGACCTGCCNGTGAGCACAGNGCAAAANATATCAACT
GAAACAAAGTTTTCGNGTTCNCCTTGTAGTTTGTTANAAGCTATTCAAGTGCANAACTCT
TCAAAATTTTTCCTAANACCAAATCCAGCTTCTGAATCACCTTAAACAGAAGGGGTTACT
TTTGACAAGNGATTTCAGCTGCATATCGACTTCCAGTCNATCTCTAGCTGCANAAAATGG
ANACCGTTGTAGTCAANATGGGTACNGCCGNGTTTTTTGGACCATGTAANGTCAAA
>BJ740908 ID   BJ740908   standard; mRNA; EST; 172 BP.
GANTTTGGNANAAACAAAAAAAAAAAAAAAAAAAAAAANTTTNGGNNTNCCGNATTNNAN
AAANGGNANCNNCNNACCCCCNNCTTNGTNANTTNNAAAAATTTNNTNCCGGGANNCNNG
NTNGTNNNACCCNATNTTNCNCCCCAAAACCCTTNNAAAACCCCCCCCCCCT
>BJ740909 ID   BJ740909   standard; mRNA; EST; 752 BP.
AGATTTTTTATTATTTAAACAATGTGGCACAACACTGNTTACATTTTCTTCCTTTGGGCA
CAACCGAATTACACAACGTTCAAATGATTCCTCATATACATACACACATATACAGTCTGC
AGTCCCAAGTCACTGCTTCCTCACTCACACATCAATCAGGTTCTGTCATCCTCATGTGCA
CACACACACACGCAAGCACGCACGCACACACATACACACACACACACACACACACACACA
CAAACNATCCTTTCACCCAATTCTCNGGGAAATAGAGTCAACTATGGAACAATTCATTTG
TTTTAACACTCACACTACACAGAAGCCACGTTCATAAAGCNGGCTGAACCTCATCNTGTN
TGTGTGACAGCTATTCCACATGACNTGGAACCTGACAACAGCNNGANTGTTGGATCTGGA
AATAATCTGGTACACACTGAANTCACTCACACATTCTTTAAGCCGATCANAGATTTTGCT
GGCTAACAACCTGCGTATTTCAATANTGTCATCNGGTTTCTCTTCTGCCTTATTCGATAC
CTTTCTNTGGCATAANGGCCAAAAATAAGATCAGAANGGCCAAACTCANTGTTTTGCAAG
ACCATTTTTTCCTGTTGCAACCANTGAACTTTCAATTGTTTCCNTGANTGTAGACTTTTC
CAAAGCCTTCCCCTGTTGAATGAGTTTTAGCTANTGNTGTAACCTCNTGGACAGAATCTG
GAANTGGTTTTCTCAGAAAAAAAAAAAAAATC
>BJ740912 ID   BJ740912   standard; mRNA; EST; 554 BP.
GCTGTAATTCTCCTTGTAAACCTGGTCAAACAGTAAAGCAGCATTTCAGAGTGATAGCAG
GTTCATCCCAGCCTTCCNGCTGCTCATCACAGTTTCTAACCATTCTTTACAGTAATATTC
TGCGTATGTGTCTGGAGGGCGGGGTCANAGCTTTTTTTTTTTACNTCCCAACANGNNGCA
ACAAACNGCTCNGCANGCNCNTTCNCACNGTCNGACATAAACNGTATAAAAGGANACGGG
GNAAAAACNGGNCTGAACANAGCAAAAATCGNGACNCNCAAAGTTNAAACNGACATCCGG
CNTTATAAAAACNCCCNCANANGAANCCCTTTCAGTTGATCTGAAGGNAGGTCACACTAA
ANCTCAGGANGCNCCAAAGGCNANGCTCTAAACAGCATTTTGTTGCANTNCCCCTTATAG
NCNCNAAANGCNGCTAAANCNCTTATTTGACCNCAGTTCTNGAAACCANCANCTNGNAAA
CNGAATTGAAAANGNCAACNTTTCCNCGGGCCNAATTCCNGCANCCCGGGGGANCCNCTA
NTTCTANAGNGGCC
>BJ740920 ID   BJ740920   standard; mRNA; EST; 942 BP.
AACAAAGAACCCGAAGCACAAAGGAAGAGGAGGGTGTATGAAAGCTGAACATTATGCAAT
GTAGAGGAAACAGCTAATCAATCCAGAGCATGAGCAGAGATGTTATCACTCAAGATAGGC
AAAGCAATTTACACAAGGATTTTTGTCTTTTTTGCTTGCAATAACAAATCATGCCTGCAC
ATTAAAATTGCAATATTACTATTAAAAAACACACATTTCTATAAATTAATGCTATTGTAA
GTCTTCACCATAAACTGGCAGCTTTGACATCAGCCAGCAATAGTATTTTCAGGTTTCTGT
CCATAACGTCTTAACAACGACTGACTATGTTCAAGTGATTCCAGCTGTCACAAACAAAAA
GGTCTCTGCAGAGAGAAATGCTTTTATGACACGGCCAGAGCTAAATTGTGATCAAAAACA
CGTTTGCAGTTGACACGACAGAAAATGACAGTAAATAAAAGCACATCCACTGTAAACATT
TATCAGTCACAAATTAGCCCAACCAACAACAGTAATATATTGATAATTTATCTCTTTGCT
TATACTGTATTTCTCAGTTATACCATACCGCCGTTTAAGCCAGTCATTAACATGGCGTGT
ACAAATGAAAAGTGCTACATAAGCTTCAGGTAATAAATAAAGCTGAGTTACCCTTTTATT
TACCCTACAATGTCAAAATTCAACCATGAACCATTTCAGTTATAATCACACCTTTCTGCC
ATCACATTCTACAATGCTCAATTCTACAATGTTTTCAGAAAATGTTGATCACTCTACAGC
AGTATATTTTTTTCACAAGACAGTTATACACCTCCCTGAGATAAAGACCACACTGAAAGG
AAAGCCTAAACTGTCATGCTACGTTCACACTGGGGCTCAAAACTCATGTTCAAGCAACTA



CTTTCATGAAAAGTCTTCGTAAATGCAAGTTAATGCAGCTTT
>BJ740959 ID   BJ740959   standard; mRNA; EST; 888 BP.
TGGCACACAAAGGCAAACGAGTTTCTATTACTCTTTGAAAGTGCATACTCTTTATTAAAT
AGGTTGCATTAAATTAAAAAATGCTCCATGAAGATGTAAAAATACAGAAATAGATGCCTA
GGACACAAAAAACTATTAGTTTTGTTTAAACCTTTAGTAACATAAAATATTTTCACGTTT
TCTGCCATTCAAAGAAAAAAAAATCAAAAATCACAAGGTCCACCAGCAACCAAAAAAGAA
AAAAACCTTGGTAGTCTGTAATACTGGTGTACTAGTCCCTGAAGGATTTCACTGGCCTTT
TTGTCATAGTTGTAATACTTCTATTAGCCTATTAGCTTTGAGTTTGTTTGTTCTTTGGTC
TAAATCAGAATTGTAACTTTTACAAAAATATTTTGATCAGTTTTAGTGACAGTGGGGCAA
AAAAGTATTAAGTCAGCCACCAATTGTGAAAGGCCTGCAATTTCCATCAAATAAGAGAGA
CAAAGAAAGAAAAGAAATCCAGAAAATCATGTTGTCTCATTTTTAAAGAACTTATTTGCA
AATTTTGATGGAAAATAAGTATTTGGTCACCAGCAAACAGCGATCGGGAAATTATTGGTG
AAGTCTGTTTGAACGGCAGCAGTGGCTCAGGCGGTTGAGCGGGTCGTCCAGTGATCAAGG
GTCGGTGGTTCGATCCCTGGTCCCCTCAGTCAACTGTTGCTGTGTATTTGGGCAAGACAC
TTCACCTTCCTTGCCTCCAGTATGGCTTCACTGGTATGTGAACGCATACGAATGTCCCGG
TGATGGTCAGAGGTGCCATAGGCGCAAACTGGCAGCCACGCCTCTGTCAGTCTGCCCCAG
GGTAGCTGTGGCTACNTCTGATGAATGAGGAAATGATTGAATGAATAA
>BJ740980 ID   BJ740980   standard; mRNA; EST; 906 BP.
AACCCTTTAATCATTCAAACCCTTAACAGTAATATCGTTGAGATTAACCTAAACAAGACG
GCAAAAGGGACTCAAACCAAACTGCGTGACTAAGCAGGATCGTGAGCAGCAAAATTATTC
TCCTGGATCAGAAGCTGCAGGTTCGGTTTCCTATGTAGAACCAAATATTTGGCTTTTTTA
TAATCACTTTATGCTTTGATGCAACAGCTTAACTACTCAAAAGGNGCTGCATTTCAAAAA
GCTACATAGACCCTGCTGCGNTCTATAAAACCTAAAACTCGTTGTGATGCACATGTAGCA
AAAAGATAATGCTGCTGTTTTTCATGTCTGGACCAAGTTNGGTTGCAGAGATGATCTAAG
TCCCACTCCAATCATCTATTGATCTATTTTGAAAGTGTTCCCAGTGGTCTTTTAATTGTA
ATTATGCTGTTTTAGCCCAAATATAAAAAACCTGTGCCGTTTTCTAGGACATAGTTTCCA
CAGAGCAGCAGAGGGTCCAGGGGTGACCACACTTTTTCCAGGGACTCAGAGAANANCTGG
AGAAAGCCTGGAAAGTGAAGGTGACAGTGGTGCCTGTGGTAATTGGAGCACTCGGGGCAG
TAACCCCCAAGCTGGAGGAGTGGCTACAACAGATCCCTGGAAAGACCTCAGACCTCTCAG
TCCAGAAATTTTAATTTTAGTTTTCTTTACAAATGTCCACCATCATCAGAAAAATGCCAC
AAAATATGTTAAAAACAGCAAAAACAGTTTTTACTGGCGTGGGTCTTTCCCGCTGCTGCT
GAAGACCATTTGGATGATCCAGAAGGAGTCATGGGGAGAAAGTCATGTGGTCAGACGAGA
CCAAAATAGAACTTTTCGGTCTTAATTCTCTCGCCTTGNTTTGGAGGAAGAAGAAATGAT
GAGTAC
>BJ740982 ID   BJ740982   standard; mRNA; EST; 755 BP.
GCATGTACCTTTTTCTAAACTGATGAAAAACAGTCAAAGCAATTGGTCGACTTGTAAAAA
TATTTTTTTTTTNGNCGATTTGAACATTCAAAATTCANGGACCTTTCCNCTAATATNGNA
GTTTTGTTGTTGCAAAAACNCTTTCNGGCCGGNCCTTTGCATTACNCTAAAAAATAATNG
GGNGGGGCAATATCNCANCAACGAANCACATCTAANCTATAGCANCTACTACAAGAACTA
CNGGCTTTCATAAAANAAAANGGTTTTTTTACAANACCNCTGAANANGGCCCNGGNAAAC
ATTACNGAAATTAATTNCCTTTAGGACTAGACAATTTCTTTTTTCNGGTAAACNGNGCAN
CANCTTATGAAGGNCATAAGGATNGCAAAANATGAATTTTCANCNCTAATANCAGCAGNC
NGCCNCTGAAAGACNCAAGATAACNCNGGATNCCCTANATAAATAGGGGCANGACGNGCT
NGGNGATAAAAANCTGTCAANGTTTGCANACTTACTTANCGAATATTANCATTANCTGCA
NAAGNCATCAAAGAGCTAGTTAGCTNGTACAGATTTATGNCCAANCATCANANCTACNTT
TTTTAGTTACCTAAAAATAGGCNGCTGANGTTNGGATTTTTAANGNCAACTTTCTATAAN
CNGGANAGNATNGGGTTTTNCCATTANCTTTAAAANAGACNCNCTTATCANACCAGCGCT
CTTTAGGTTANCATGGACTCTAATGGAAACAANAG
>BJ740984 ID   BJ740984   standard; mRNA; EST; 561 BP.
GANTTCTCTCTTAGCAGCACTATTTAANTTACGGATATTCAAGGGCAGTTACCATAGACT
GTAGTCCTCTCTTAATGCAAGATGTCCTCATGTAAACNAAGACAGACNGAGAAGATNAAT
AGATTAAATGTACCACAACATGGGCACGCTTCTTGTGAGACTAGAAAGTTCCAGGCTAAT
AAACAACANTTTCTGCGTCTTTTAAAACAAAAAAAAAAGGAACTGACGGNNCCTTTNGGC
ATAAAANCAACAATAANNAANAAAAGANTTNCANAAACTAACAGCCNTTTGTGNCAATTA
CCGTNCGAGTNAGGGNGTATTCACGNGGCATTCACNTCAGTTATACNGTTAAGAAANTTT
GNGGGTTACATGTTTATAAATAGAATACATGTGCNCGGNTCAGGANATGACCCAGATCTN
TGGCAGCNNNGTGAAAAGACAANTAGCANANCATGTTTCTTCTACATCATNGTAGGTGCA
NAAGANCNTTTGGACTTGGACNCGTCNNTGTCGACCCAGGAGGAAAATAAATTTGGCACA
CTNGATTCATCCNAAAGCGGT
>BJ741004 ID   BJ741004   standard; mRNA; EST; 920 BP.
CGATAACGGCTGCAGCTGCAGGGATGTTGCGCCTCTTCCAGGCGGCGCGGCGGGAGCCTC
CGATGGTCAGGTGGAACTTGTGGCCCTTGCCCAGACCTCGGCTCTTCTTTCCTGCAGATG
TCAGCCCGCGCATCTCCCTGTGCTTGTGCACGGCCTTTGTGATCCACTGGGTGTCCGGGT
TGCGTCTGACGGCCTTGTGGAAGGGGTCGATCAGGATCACCTCAAAGAACTTGTAGGTGG



AGTCCTCCCCAACCCAGTAGGAGTTGAGCACTCGCAGGGCTCCGCAGTGACGACCAGCAC
GCTCCTCAGCAATGGACTGCAGGCTGCCCTCGTGCCGAATTCGGCACGAGGGGACGACAT
CCAGTGGGTGAAAATGTCGCAGTATTCTGGAAAGATTACCTTCTATGAGGGAAGATGCTT
CACCGGCAGGAAGCTGGAAGTCAGAGGTGACTGTGATAACTTCCAGGACCGCGGCTTTAT
GAACAGGGTGAACTCCATCCGTGTGGAGAGCGGTGCATGGATCTGCTATGACCACCCTGA
CTTCAAGGGCCAGCAGTACATCCTGGAGCACGGAGAATACCCAGAATTCCAGAGGTGGAA
CTCCCACAATGATCATATGGGATCCTGCAAGCCCATCCGCATGCATGGAGAGCATTACCG
CATCGAGCTGTTCGAGGCCTGCAACTACTCCGGTCAGTGTATGGAGATCTGCGAATGACT
GTNCTTTCCTGCAGAGCCGAGGCTTTTCCAACTGTGTCAACTCTGTCAGGGTCTTTGGAG
ATGGAGCCTGGGTGATGTACGAGGAGCCAAACTTCCGTGGTCGAATGTACATTGTGGAAG
CGCGGAAACTACTGCAGCCATAACGAGTGGCAGGCCCANAACCCCAACATTCTGTCCATC
CGCANAATCGTCAACTACTT
>BJ741018 ID   BJ741018   standard; mRNA; EST; 694 BP.
CATTTTTGCTCTTTTATTTTGCTTTCAAACCAAGACAAATGTTTAAGTACCATAAGACAT
TCAAACTGTTGCTTAAAAAAAAAAAACCTTTACANCGNGAAAAGAAATAAAAAAAAAATT
CANCNGGNCCCNNAACAGNCGGTAANGCTTTNCTNCNCGNGATCNGNCTTCNAAAACGCA
NAANNGGNCAATAAANGNCANCNGATCNCAAAGCAAATNTGNCTNCCAAACANGGGNAAA
TTATAANAGGCNGCATTTGNAGTTNCNACANCNCAGTTCNGTTCNCNGGNGNGAATCANA
ANCTTCNGGTTCNTAAAANCNCNCAGACCCGCTNCTTAATNTTCAGTAAATCTGACNGAA
ANCCGCAAAAAATTNTNTGATNTCANAAAATAAATTATTTTAATTGNCNTTCCCANGACN
NANGGATANCGNCCATAACNNGTTNTATTTCCTTGTAGGTCNAAATATGNGCAANCNGCN
AGAGTATAANGAAAAGAAGCNCTTTNTGCANGGACCAGANAAAACNTTTAAAAANGGGNC
NCAAAAGNGTTCGAGGACTGAAATCAAATTTGCAAGACGGTNNGGAATANGGNCGTTTCT
NTGGAACCCNTTTNNGGACAAACAGCAAACTAACTTGTTAAACAATAANGNCTAACTTAA
ATAAAACNCTNGGCCCTTAAANATTCNCTTTTTT
>BJ741024 ID   BJ741024   standard; mRNA; EST; 628 BP.
TATTTTGCACATACATCTNTCAGACATAAATGCATAAACGTTTATTAAAGAAAGATAAGT
AAACAGTCTTCTTTGTTCCATTTTTTTTGTAAATAACCTTTTTTTTTTTACNCAACCGTA
TTCATTTAANTTANCCAAAGACNGGAANNGAGAGAGAAAAGAGGTCAGGANGATNACTTT
CNCNTTTGAAGAGATAAAAAAAAACANAACNAGAANGATCNNCAGNGGCTTANCNCCCAN
TCACACNCCCNAACNGGCAACAGCAAAAATTCGGCCNTAAAATTTANNTTANCCAAAATC
ATTCANGCGTTAAGCTAAATTAATTAAAAAATAANCGACNAAAAGTCAAACAGAAAATAT
NGCCNCCNCTTTAGTTACNCCNCAACTTCGGCCCAGGCCNCTTCAGCTTTCAGGNANAAN
NGGNGGGCCAGGCNACNTTTCAGGGCCNCCANGGNGGCTTCNGCNGCCNCGGNGAACAGG
TCACCNGNTCTCTGAGGGNCNGCAGCCGGGTNGGGGCCCCCCTTCGGGTACATTTCCGCT
TCNCNGGCCAGCANCAGGTATCGNGGCTCATCCNGNGGGCCGNCAAANTCCCCGCCTTCG
TCAANGTCCNACNNGTTCAGCGCACTGT
>BJ741027 ID   BJ741027   standard; mRNA; EST; 904 BP.
GTCCTTCNCATGAAATTCTTACAACCCCATTTGGTGCAGCAAAGCAATAGAAGTGTGCAA
ATCGCAGACAGACTTACATGAAACAGCAGGTACACAAAATTATCCCCAGACCTTAAGGAC
ATGGGTCAGGTTTTCTGCCGTCGTTCAAATACACTTAACAAAAACCGATGTATAAGTGCA
CAGCAGCGTGTCACTGATGAAACCAAACCAAAGAAGCTCTCCCTCCTGAGTTAGCCGTCA
CTGAGGCACGAGAGGCTGGCGAGCTATGCTGAAACCTACAAAAAGAAAAAAATTCTGCCA
AATTACATCCCGCCAGTCTTTAATTTCAATCTTTTTTTTCCAGACAAATATTAACAACTG
CAGCAAAGAGGAAAAAGGAACATTAGGGAGACTTAAAAATACGATTTTTTTTTATGAAGA
TGACAGGTGAAGTCCAAAAATCCAGAAAACTTCAGATCAAAGTCATCAGAAAAAGCCAAT
AAACTGATGAGATGGGCCGCTGCCCACCCAACGTTTCTTTTAGACACAAAACGGCAGCCT
TCCTTCGACGGCAGACGCTTGGGCTTTCGCGCCACATCACAGGCAGCTGAAGCCTACCAG
CAGCCGAGGAAACCCTGACGACGCAACGCTGAGGGACAAAACACCTCAGTAAGTCAAAAA
TGTGAGCCTCAAGAGGGCAGGGAGGAAACATCAAACCTTCTTTCAGCACTTAGGCCAATA
CAAGCTATTGTAAAAGCCCAGTTTAATCCCGAGAGCCACAGCAAGTCTGTGCCGGAGGCT
TCTCAGAGCCTTCCAGGTTTGGTCCGACAAACCAATCACCTCCCATCCTTCAACCAAACC
GATGTTCAGTCTCTTTGCAATTAAAAAAAACAAAACAGACCNCAGTAANTCGCTGCCGTC
ATCA
>BJ741028 ID   BJ741028   standard; mRNA; EST; 632 BP.
GGTACATCTACTGNTACACAGGGNTCTATATGTACAACAACAAATACAGAGATGGTGTCA
GAATGTTGTGTTGCAGTAAAATCAAGTGACTGACAGCCTGACACATACACACACATGCAC
ACACACACACACACACACACACACACACACNTGCGTGTTCTGCTCANACACACAAAAAAG
TCACNTGCTCCTTANAAATCNTGACGCNTGTTGTCAGANACACGGAGTGNTCTGCAAATC
ANTTCTTCNTCCCGGCGTTAAAACAAGAGCATTATATCAAAACATCTANCCTCACAGTTT
TCCACATTCNTGTTTCTTTTTTTTCTATTTTTTTTTGTANAAAAAACNNTTTAAAGAGCA
NTTTTGNACACGTCGNGGTGACNGTATGACNGGACTATNTTTTAATNCCCAAAAAATAAA
CAAACAGTGANTGACAGTTGANTTTCGATCAGCTGGGACAACTGAAANGGGANTTTNCCG
TTAATAGAGAANTTATGACNTTTAATAAACGTGTCANNCCGGGTTTATNTCCAGAGAGAC



CAAAAAAAAAAANNTNTNGAGCNCTACANACNCAANGGGGNNGCANANAAAAAACANNCC
NCNGGGGGNAANGCNATNNTTTGGGNAAAATG
>BJ741031 ID   BJ741031   standard; mRNA; EST; 929 BP.
GCAGGAAGCGCAGGTTGATGGGTTGTGAGGGAACAAGGAGAGTCCGGGTCTTTGGCTCCA
CGACTGGCGCCCCGGCTTCGGGCTCAACTGTGTAGTTCTGCACCAGCCGGGAGAGAGCAA
AAAACATCTCCATCTCTGCCACCCGCCTCCCCACGCAGGCTCGCACGCCCACGCCAAACG
GGATGAAGCTGTAGGGGTGGTGTTGGTAGAAGCCGGGCGTGGCCCTGTTGCCGTGGCAGC
TGGGTGCTTCCACTTGAAGCCATCTCTCCGGGATGAACTCCTCTGGGTTTTTGAACTGTG
CCTCGTCGTGGCAGGCCGCGTAGTGGCACAAGTGGAACTGAGTCTTCTTCGGGAAACAGT
AGTTGTCCACAATCACTTCATTCTCAGCAACAAAGCGTCCGTTGCCGTGGACGACGGGAT
ACAGGCGCAACGTTTCCTTTATGACGGCCTTCAGGTACGGCATCCTGTTCAGGTCGTCTC
TGGTCGGCTCCTGTTTGTTCGGACACAGAGAGTTGATCTCACTGTACAGGAAGTCCTGAG
TCCTGCGGTTCCTCGCTAACTGGTACAGCGCCCACGACAAAGTGTTGGAGGTCGTGTCGA
CCCCGCCCAGCATCAGCTCCGTCACGCTGATGTAGACCTCAGCTCTGCTCATCTTGTCCG
ACGCCAGCAGGTAGGTGAGGTACAGGCCGTCCGCGGGCTCCCCGGATCCATCCTGGGCCT
GGATTTCAGCCACCCTCCTGTCGACTAGCTTCTTTGCAACTTCATAAAGGTCGTCCCAGG
CCTGCACAAAGCGCCTCCAGAAGGGGAGGATGCTGCGGGTCCAGCGCGGGAACAGGATCA
CGACCTCTGACAGCATTAGCATGTCGTTGACGGCGGCGATGAANCGCTGGGGTGTCGCGG
GGAAATCTGCTCCTCCAGGCAGCCCANCC
>BJ741033 ID   BJ741033   standard; mRNA; EST; 921 BP.
GTCTGAAGATATTTACATATGAACAAAATACAGAGCGCCAAGGGTTGCTTTTGAGATTGA
GGGCTCTTCTGTTCCATTTGAGGCCAAACTTGTTTGAAATCATATACAATCAAAGTGGCT
CCTGATTTTAAAGCATTCATTTGGTTTGTCTCCTCTCAGCACAACAGGAGCAAACCCTTG
GGGCTCTTAAAAAAACAAAAAAAGATATATAATACAATTGATTGTAACAGTGTTTCTCTC
TTCGTTAACAACATCACCGTTGGTTTTCAGGCACACTTTATGTAACAGTTTTCTTGCTGA
AAAACAAAACAACAAAAGAAAGGAAGGAGAAAAAAAACAATCTTTCAGTTTCCAGCTACA
GTGAGTCGGTGTCTCAAGGAAAAAGCAAATGGTGCACCTGTACAAAATGCTTATCTTACA
TACCTGTGGTTTTCATAATGGGAGGGAGGACAATGGGGCCGTTTGAATAGACATTCACCG
ACAGACGGAGAGACTCAAGTTTCTTCCAAGAAAATAAAAGCCAGGCTCCACAGTTGATCA
GTATACTTGTGTGTTTGAAAGATAATTTTCTTTGAATGCTCAGGTAAGTAAGTTGCACAC
ACAGGATCTGTTTCGATTGATAATTGTGTTTTTTAAACGCTGCCTTTTTCTTGTGACAAA
TGACCCACAATGCATTGCTTTAAAATCTCTTGTACCTTCACGAGAGGCACTGGAATCATT
TGCGCTCAATTGTCTACTTACTTAGAGACCAGAGGAACAAGCTGCTTTCTTTATAAAGCT
GCTTTTCATGTTTGATCTTTCTGCAAAACGACTGGGCGTTGACCCATGGAATGACACTTG
ATCTAAGTCGTGACAGTTTAACTTTCTGTTGACTACCACTTCACCCTCTCCACTCCTACT
TTCAGCCAATGAAAGCAGTTC
>BJ741044 ID   BJ741044   standard; mRNA; EST; 818 BP.
AAAGCTGGTGTTTGACACTGATGAGGCCCAAGAAAAGTAAAATGATAGTTGATTGCCATG
CAGCTGTGTTTAACAGGACAGCACAAGGTAATAAATAGATCAAGAACTTACTACCACAAA
AGGTATTCCGTATTGTGCATTTGCAGAAAATTAAATATAAAAAGCATTAAAAAAAAAGCC
ACTCAAACCTCTCTAGATGAAATAAAAAAAAAAAAGNCCCNNCCCAANCAAGATNTNGGA
CAGNCNNAAAAAGAAAATTTCAGGGANAANTTTAATNCTTCNCAGNGCNCAAAAGGCTAT
TCCTAGNGGTTAATTTAATAAAATAAAAAATNCAGATTTGGCNTTTTCAGTANATTANCN
CATTGATTTAATAAANGTTTNCNATTAAANCATTCAGTTCANCTATNCAGTTGAANCTNG
GCGGGGGGAGNGCTGATNTCANCNCNNNGTNCAANGNGAATAGTANCNTTCTANCAAAAG
TNCNTTTCAGGNATTTTAATTACAAATTCANTTTCCNGAANATTAAATTGAAATATATTT
TTTGATCAATAGCCAACCCCTGCAAAAAGTATTTNGGTACAANCANCANCATTTTTTCCC
CCCTACCAACAGNCCTAAAACNGTTTCAGGCCTAAAAAAACCAGTAAGGNGGCNTCAAAC
GNGCAACCNGCCNCNCTATGATGCAGTAAAATANAAAACAGNGCTCCAAAAAATTANCAA
AGGCNCAAACNGGGAGTGTCCAAAAGCAAAAAAAACCAAAAAGCNCANAAATGNGAAACA
AACCATTGGCNCNCTTCTTTATTTAAAAAGGGAAAACC
>BJ741066 ID   BJ741066   standard; mRNA; EST; 880 BP.
CACTCGTGCAACAAGCAGGACATTTTACTACAGTGTTTATACAAAAATAAAGTTAAAAGA
AGAGGCAAAGAGGCATTACATGATAATGGAGTGATAATAGGCAAAGCTCATGTAATAATT
GATGGGCCGATTCGACCCGTCCTGAGATGAAGCTGAGAAATCTTCAGTGCAATGGTTGCG
AGGGGTGATAGCATCACCTGAGTGTCCTCAAAAAGCAGATCCTTCTCATAGCTGTCAAGA
TAAATCCGAACCGTGGCCCCATCATTACCTGTCCCACTGAGTCTGTAGATGATCCGAGAG
CCATCAGAGAAGATAATCCGCAGTCCCTGGTTCCTGGAGATGGAGCTGTCGACTGGGTCA
GTGTACTCAAAGTTGTCTGCTTTTTCCACTTGAAAGATCTTGTCCTTCACAGCAAACCTC
TGCTTCACAAAAGTCTTGTCTGCAATCATGATCTCCAGATCCTCCATCATGTCACACACT
GCATCTAAGTCTACATTCTGATAGTCATACCTTGTGAAGTAGTTTCTTCCATATTTAAGC
CAATGGTCTTTAACAATGTCTTCCACACTCCGCCTTCTGGTGGAAATTATGGACAGCCAT
GCCAGCACTGCCCAAAGGCCGTCCTTCTCACGGATATGGTCTCCACCTGTGCCAAAACTT
TCCTCTCCACACAAAGACACCAAGCCTGCATCCATAAGGTTTCCAAAGAACTTCCACCCA



GCAGGAGTTTCATAAATCTCTATCTTTGTTGCTTTGGCCACCCGGTCCAATGCCGTGCTT
GTGGGCATACTGCGAGCAAAGCCTCTCACTCCTGAATGCTGAAAGTATGGGATGCAGAAG
ATATTGTCTGCGATGACAGCCAAAGAGTCAGAGGGGGTGA
>BJ741069 ID   BJ741069   standard; mRNA; EST; 383 BP.
TTTGACNGGTTTTTCAAGGTACNATGANCTGTGGTTCGTTTTCTTCANAGGTAGTCCATG
GCGCAAAAACTCTNTCCAACATTGAAAGAACCAGTTATTTGGCAGGAGTTTATTCAGCAA
TGCTGAAATNCACGGAAAACAACAGAGTANATGTGGATGTTGAAAANATTTTGCAGATCN
CGAAAAAAAAGTTGGTTTTCANGTAAGGAGCATCTTATATTTGACACATTTTGAATAATT
GTTTGCTAAAAGAGATCTAAAAATCTAANGAGGTTGGCATTTAAGGATTAGTCATTTCAG
GGTGTAAGTGCGCAAATCCTCATCAACAAAGTGTAAAAAAAAAAACCTAAACTAGAGGTT
GGTTTAAAACTTATTTTTTAAGG
>BJ741072 ID   BJ741072   standard; mRNA; EST; 931 BP.
GATGCGCTCAGCTCTTAGGTGGATACAAAACACAATTACCAACATCCTGACGTGAATATA
TTTATCAGATCTTTGAGCATTATGTCAGAAGCAGCATTAGTGTAGCAGAATAAGATTCAC
ACAAAGCAGCCACATGTAGTGTTGAGTTTAGGCACAATTAAAGGGCTGGTAAAACACAGC
ATCTTGTGTTCTCCTGGCACTGTGGGAAGGGGATAACAGGTATGATACAGTACGTGGTCA
GGGTAAAACCTGTGAGTCTTTTGAAAGCAAAAGATAGAAGAAATCCAAAAATAAAGTGGA
GTCCCTGTGAGTGTCCATGCTCCGTCCACTTATGTTGCCATTATGAGACCTGGTAAGGTG
GCTGCTGGTTGTTTCACTGCCAAAGGCCCCGCTTTTTAAAGTAATTCTGCCTTTTTCTGT
GTTGACTCGTCAGTTAGTACCTCCTCTTTCCATGTTTTCCACCATCGGTCATGCAGGTTT
TAGGCCGGAGAGCTGGATCTGCCGTTTGCTTTTTCTTGCTGTGATGAACAATCTGATTCT
CGTTGGTCATCTTCACGTCCTGGTCCTCCACGTGATTACTGATGACCGTGTTTCTCTCGC
GATGAGCGATGTAAGTATCGTCTGTGAATAAGATGGTGTGGTACGGGACCACTGGATCAC
AGGTGGGCAGGATTCCCTGTGCTCGGGGGCTTACGCATTCCAAGATGCCATTATAGACCA
AGAGGTCGTCCACTAGTAGCCCAAACTCTTTAACTCCTCTCTGAGGTGTCTTTGAATAGT
TCCACAGCTTGATCATGGAAACGGTTACGGGCTGATCGAAGATAATGTAGACACGGTTCA
CCAATCCTGGCAACACGGGCGCTAACCACATATGTCTGCCGTCGTGTGTGTTGTTGACTC
CATCTATTAATTTTTCAGGANTCCTTACATC
>BJ741086 ID   BJ741086   standard; mRNA; EST; 376 BP.
ACTCTTGTTGTAAAACTTCCTGAAGAAGTTAAAGGCTACAACCGTGTAGAGGTACACAAC
CACAGCCAATAGGCCGACTGTCAGCACCAGCTGTTTTCCGTTGTGTGTGACTGACGATAG
GATGGTGCGCAACGTTTTGAATCCCATGGCGATGTCCAGCAGATGAGCAGCAAAGAAGAA
GTTGTTGTAGTGACCAAGAATGGACACGGTCATGTACCAAGCCAGGTACAGAAAGGAGTT
GTCTGTAAATACAACCCCAAGCTTCCAGATCTGGTACTTAACATCAATGGAGTTGAGAAC
AGTTGCCAGGGAGCTGTCTCTTCTGTGTTTTCGCTTCTTTTTGAGTGTCACTGAAATCCA
GAGCTGCCTTGTCCAA
>BJ741104 ID   BJ741104   standard; mRNA; EST; 909 BP.
CGTGTTTTTTTCCTGCGGGACGGGAGACGATACAAAATCAATGCATCTCTATTACTGTGC
GGGACTAAATTCTATGAGTTTTGCGGGAGCGGGCGGGAGTGGACATACATATTGCGGGAG
CGGGCGGGAGTGTAACGCATACGTTGCGGGAGCGGGCGGGATTGGTCAAAAATTCAGCAG
GCGCGGGCGGGAGCGGGATGAAGAAAATAGTCCCGCGCAGGGCTCTAGTTGGAAACTCTC
AGACACTGGGTGAAATAAAGCAGAACTTATCAGTTTAGTAGATGGGTTTTGATGACGTCA
GGATGTCCTGTTTATGTTCCATTCTTGGTCATAGCTCTGTGTGCAGGTGCTTTATTCAGG
CACCTGTGGTAACACTCACCCCCCCTTTCCCCTCATTTTTACCATGCCTTCCTCTCTTCC
TCTCCAACATTTTCCATCTCACCCTCACTGCCTGCACTCCTCACTCCTTATCTCCTCCTC
CTCCTCCTCCTCCTCACAAAACCCTGTCTTCCTCTTCAACATCTTCCTCCTGTCCTCTAG
CTCTTAGCATCTCTGTTCCAGGGTACATCCCCAGTTACCTGGAGAAAGATGAGCCATGTG
TGGTGTGTGGAGACAAGGCCACCGGGTACCACTACCGCTGCATCACCTGTGAAGGTTGCA
AGGTACGCTGACTTTCACGGGGAAAAGAGTTCTTTCCCATATATTGGTCCACATGTGGTT
TACTTCCCCAAATGGTTTGACTGGGATACACTTATGTAGTGACGATGCATCAATTTAGCC
ACATGTCCTTCAGGCAGGAGTGAACTGTAAATCAGCTTGTTACTATTGGACACACCTGCT
CCATTTAACAGGTGTGACGTGTCAGCTGTGTCCAGCTCATGAAGCCTCCTGAGAATTACC
CTGCTGTTG
>BJ741111 ID   BJ741111   standard; mRNA; EST; 125 BP.
CACTTTTCAGAATACAACTTTTCCATTCAATCTTTCACTACATTTGGGTCTGAAAATGCT
TCATTTATGTTTTTGTTTGTTTGTTTGTTTGTTTACCTCATTGTTCTTCANAAGGCATGC
TGGGA
>BJ741113 ID   BJ741113   standard; mRNA; EST; 469 BP.
ATGAGGATGAGGATGATAATATTAATAATTAGTCATAATTATAATAACGTTAATGTCATA
ATAAATAGAACTCTTCATCTGAAGCACGGAAAGAGAAGCAATACAGAAGAGAAAACAAAA
ACACAAAGTTTAGAGTACAGAGTCTGGGGGGGGGGTCAGGGGGAGCTAGAGACATTTGAA
CCTTTTTTAATATATCATTTTTCATTTTTAAAACTTTATTTAACTGGAACATTTACAAAA
AGGAGAAAGAGTTTAAAAAANCCTTATAAATAAATTTTGTTGTTCAAACAAAATACAAGA
TTTGCGGAGGGGGGGTATTTTTCTTCTATTTCNCTGTTTTTTTCCCCTTTAAGGACGGGN



CTGTGTTTGTGACGGGGGGGGGGTTNTGTCCANANCNNCNGGAANANAAANGGGNCCCCC
NTCCTATAAGGCCCAGGGAGGGAGNGAGGGGGGGGTTGTTAAAATTNGG
>BJ741117 ID   BJ741117   standard; mRNA; EST; 152 BP.
TAACAAGACAGCTGTAATTTAAAACAAGGGTGTACTTAATGACAAAATGAGTCAAATCTC
CNGGGTACATAAGTATAAAAACANAAACCGTGGAATTCTTCCCAGCTCCTGAGAGTTGGT
TAAAAAAAAAAAAAATTCNGNCANGCTTTTAA
>BJ741120 ID   BJ741120   standard; mRNA; EST; 734 BP.
TGATACATTCTATCCATCTGTAATGTCAAAAACACTGGTAATTTGAACTTAACAGTATTT
TTTTTTTTCTTAATANGGACCAGGTAGCTAACAGAANGAATTTNGGAATATATAACTNGT
CGGGATAGCATAATCNCAAACTATAAAATATAAAATAANGATAATATTAAAACAAAGTTA
CTTGAGCANGTTTTCTTATATNGCACATTTCCGCTAAAATTCNGTTCCGGNCTGACAATT
TTGAACTTTGCCNCCCCTCGNCTACAGAANCCCCCATTTGCCAANGCCAAAAACCNCAAA
AGCATATCAAAGTTAANGCNCATTTATTTTNGGTNGCATAAGGTTGATTAAAAAAACTTT
TACNTTATACNCNGGGAGATATAANAACTAGGGAAACTACTTGAAACCNCAAACNGTAGG
AGGTCNCNGCTNGNCCNGGGGCNCANCAGAANGGAAACGGTACAGATCACATTTCACANC
CCTTCNCCCANAGGTAAACNGAGAGAAACAAAAACCTTTTAACAACTCAGCAGGGGCTTC
TAACGCCTTCATTTACNCCNGGACATTCNCACAAGTTCNCGCCATTTTTNGNAGNATNCT
TTTTATATCNGNAATTCTTTACATAANCTTCTTAGAAAAATAAATTAACTAAGTTGNCAT
TTTTTTTAACTACAAATTGAGTTTTGACAAGGGTAANANATTANATNCTAGTACAGGTTG
NCNGGCTTGAAGTC
>BJ741129 ID   BJ741129   standard; mRNA; EST; 916 BP.
ATCAGAGTATTATTTTAAACATCTGCAGGCCTTCAGCAGGAACATCTGCCGATGATCAGC
TGATGTTCCTGCAGAAGGTCACTGAACTCACTTCAGCTTCAAAGATCTCAGCAGAAACAC
AGAAAGTTAACGTTTCCACATGATGCTTGGGTGAAAACTGACAATACCTAAAGAACATTT
AACACAGAGTACAAAACCATCAAAATAAAAGATTTTATTTCAAAATAAAAGCCTGGAGGC
AGAGTTTTCCTCTGAAGTCTTTGGGTTTTTCTAGTAGAGCAGTTCCTGGGCGGCTTTGAC
CTTTGACCCCGCTCACATCTTCTGCTTTAGTGTCATTGTATGCATGACAATGACAAATAA
AGATTTATTTTCTTAAGGCTTGAAGGTTTGACCTGACTGAGGAGGAAGTGACTGATCAGG
TTTAGACGATGTTCTAACGTTCTAACCAGTAGATCTGCTGCAGAACATCACTGCAATAGA
ACCACAGTTTCACACTTTGAACAAAAACTTTACAACATTTTATAAAATAATACTTCATTT
GGTTTAAATGTACATTTAGAACAGAATTTCTCCTTCATGAACTCAAAGTGAATAAAGTTT
GTTTCCTTCATGATCTCCTCTGCAGATGTTTGATTCTGCAGAACTTCTTTGACCTGAACG
TCTGTTTTCTTCAGGCTGTGACCTTTGACCCCAGAGGTTCAGCTCCAGTGTTGCTGTTCT
CCTGAAGCTGCAGATTCAGAATACATTAACTGAAAAAGCGGTTTAGTAGCAGTCGCTGAA
ATGTTGGGCTGTTTACTTCTCTGGGTCAGGGGTCGGGAACCTTTTTGGCCAAGAGAGCCA
TAAACGCCACATATTTTTAAATGTCGAAAAGAGACATACAATAATGTAGAGTCCCTTTCC
CACCCTGAGGCACAGA
>BJ741132 ID   BJ741132   standard; mRNA; EST; 796 BP.
AGAATACAAGATGGGACAAAAACATCACCTCAGTTCAACAAACAAAACTAGTGTTTACAA
GGTGAAGAGCAAAAGTGCATTTTCCAAAACAAATGGATCTCATTGACAGGAAAACGTAAA
TGTCAGAAACGAAGGACGATGTCACGCTTTCTTTCTGCGCCTATTCTGTCAAATAGTTGA
CATTTAAAACACAGTATGGTAGCACGGAGTCCCCTTTTATTTAATTTGTTTAAATCTGGT
GTCATTTTGAAAAGGATCTGCTTTTTAGAAGGTTTATCTGGTACTAAAGATCAACTGTTT
TCTGTGCACAAAGTGGGAAAAAAGTCACTTATTTGTGCCCACATGCTATTATGTTTACAC
AAGATGGAAAAACCAAGTGCTTACAAAATAAAAGACAAAGATCAGCCATCTTAAATGCAC
AAGAGATTGTTTTTAAACTGTTTCTATGCAAAGTATTTTTGTATAAATAGTAAAAAAAAA
TTTGGCTAACATTTTTGATTAAAAAAAAACTTATTTTGTACTATTAACTGGTTAATCTGA
CAAAAAGAATGACTATCTGATGATTATTTCACAATAAAAGTCTATGGGATTTTGGTTTCT
TGGAGCCAGCGATGGAGGAGGGGGGGTCACTCAGTCCAGTTTTCAAATACAATCAATAAT
TTGCAGCAGGTATTTATCTGTAATCTAAATGTTTTTGTTTTCTAAAGTTCCTTAGTGGAA
CTGTTGGGGCTCCATACTGTAAACGCAGCTCAGAAATCCCAGGAAAGTGACTCTTTTTTT
TTTTAAAGGCTGTGAG
>BJ741139 ID   BJ741139   standard; mRNA; EST; 123 BP.
ACTATGGCGCTGGTAAACATAAAAAACTCCGCTAAACGCGATACTTCCATGATTTGTCTA
CTGTTTTGGAGCAAACGCACAGAACGGCGGCTGAAGCTGTGAGTGTAGCATGCTTGTCAN
AAC
>BJ741144 ID   BJ741144   standard; mRNA; EST; 953 BP.
GTTCAACTAAGCATTTGACATGGCTAAAGTTCCAGTAAAACACATGACATATGTACATTA
TTGCCAACAGCTGACCAAAAATATAGCTATTTCACATTAAAGCTCAGGAAACAATTTTCT
TTGGTTAAGTTATTTACTTTGTTTTTCATTCTGATTCATGTACTTCAAAAGAAATCATAA
GAAATCATTTACTTCATGGGAAACGTTGGTACAATCAGGATGTTCAAGCATTCAGTCACA
TGAAAAAAGACAAGTTAAAGTGCAACTTTATGACACCGCATGATGCAAAAATCATTCAAG
AGCATAAAAACCTGAGCTGGATGTGGTAGTGAGGTAGTCTGTGACTTTCTTTTTCAAAAA
TTATCAGGTTATGCATCACATTAGTATATCAACAACACAAACATTTGCAAAGCACAAACA



AATTGATTTCAAACTGCATCAACCAGAACTGCAGTTCACAGCGAAATGTCTGGCTGCTGC
ACTGCAGAGCGCCTCAGATTCCTGCTGAAATTGTGATGTTTGGGGCGAGAAACTATAAGA
AAAAAGACCTTATTTTGACTGACAGGTGCCGGGCTGTAATGTGATGTAACTGAGAATAGA
GCAGGTAAGAAGATTCATTTCTGCTTTAGATTTGCAGCAACAATGTGACAGCTTCAGAGT
AAAAAACAAACATTTTTTCAGTAAATTCATGACAGTAATCTTGCTTTTAACTGACTGGGC
TGTACTGTAATCTGTGACCACTAGAGGGCAGCAGCGTCAACAACATCCCGGTCAGAAAAG
TCTCCAAATGGCAAAAAAATATATTATACAAAAATATTTTTCAAAGTATAAATCGCTCCA
GATTATAAGTTGCCGGANTTGTTCAGAATCATCGCACTTTTCTCCGAGAAGTGCATAATA
CTGGCGTACCACTGCTTCATTGTACACCAAACACGATTCTCTTGATGTCCATC
>BJ741167 ID   BJ741167   standard; mRNA; EST; 250 BP.
CGATGGTCGANCTCCTGACCCCTCGGCCTGCGNCCAGGTTAGAAAACTGAAAGCTGCTTC
ATTATAACACCACTGAACATGGAAACGCCGCGTTAGCGAGTGGAACACANACGCTTGCNA
CACCAGGANAGGCCAAAGGGACAAAGAGCTTCTCTGAAGCCACTTTANAAANAAANTANC
CCGGGTGACTAGACACAAATTCAACCATAAAAATCNTGAAANGTTTTCTAATCTACAACG
TTGAACACTG
>BJ741183 ID   BJ741183   standard; mRNA; EST; 110 BP.
GACGAANCAGGGNTTCCTGCGTCGCTGCTCTCGCTCNCCTGCCTTTGNACCATCTCCCTG
GCGACGCANGNGATCTGGCCACCNGCTGCACCCAAAACCCCCACCTTCNG
>BJ741187 ID   BJ741187   standard; mRNA; EST; 138 BP.
TNTGGATAANAATTACATACTGNNGATCNNTTACGGCTTAAAAGAAAAACNAGAATTCCC
GTGTGTCGGATTGGGATTTGNATATNTNCANGGCTTTNCCTTTTTNTTTCTTCAAGNTCT
GNGNCTTAAANTCCCNTG
>BJ741195 ID   BJ741195   standard; mRNA; EST; 146 BP.
TATTTCTCTACATGTGTGAGGGAATAAACTAGCTCATCGTAGACAGAGGCACAATAGAAA
ATGATTTTTAGAAGTGCAAACTATCGTTATTTTTTTACAGCAGTTGAACAAACTATATTG
ATTATTGAGACTTAAAAAACAGCAAC
>BJ741224 ID   BJ741224   standard; mRNA; EST; 392 BP.
TACAACAAGGGGGTACACAGGTCAAAAACAACCGCACAAGCTGATGAAAATTAAACAAAA
AAATAAAATAAAATACATTAATTATCAATGCAGATTTCCCACCTGTTTTTTTCCCAATAA
GCAACATTTTTTTTTNGTNGTCTAAAGAAACTTTACAATATAAAGAANCNTACGAGGGAA
CCTCTTATTTTACTACNCAANACNTTTAGGATCANCGCTNCCCTAACANGAGATACAAAN
CANCTCCCCANGGACANACNGCCTCANATTCAATACNGCTTTGNCANCAAGAGGAAAAAA
CCNGGAACTCAACANAAAANTCTTTACTCCCAACCCCCCCTCCAAAGTCCTCTTGACCCC
CCCTCCCTCTGAANGATACAGTATTATNCNNC
>BJ741247 ID   BJ741247   standard; mRNA; EST; 416 BP.
AACACAAGTTACCAGATACTCTTCACTGTAAGACTAATAAATTAAACAAATATTAAAAAA
ATCTGCCACAAATATAGCCTTGATAGAATAACTAAAATTAATACCAATCTATTCTCAATT
TATTCCTCTTTGCCAAAAAAAAAAACNGCCGGGAAAGCAGTTAAAACATCAANGNGACAG
AGNGNCGGGNCTATTTAATTCAACATAAATCATAAACNCNGNGNCCNGAGAAGCAATTAT
AAAGCAATCAATAAGGAAAACCAAAAANGCAAANGTATATAAGNGTTGATCTGAATATAA
AAACNCCATTAATTATGTTTTTNGGGTTNGGGGCNCAGGAGGGGATGCANGCAGGCNTAA
CTAAGNGGGAAAAAAAAAGTNCCGGTAANGAANCAGCNCNCCNGGGCANGTTTATT
>BJ741282 ID   BJ741282   standard; mRNA; EST; 960 BP.
CATCTTCTGGCTGTGTCAGACTGCTACCTCACTGTGTTTGCTGTGGAAGACCCAGACATG
CAGACAAAGGAGTCTCTGTTCTGGCTACATGCACCCATTTTACAAGCACATATCATATAA
GGGCTTGGGTGGGTATCTCACCACAGAGCTGAAATGTTCAATAAAACATATGGCTTTCCT
CTTTGGCAGTATGGCCAACCAGCTGTAAAGGCACAGCAATTTTCAGCCCTTAAACATGGA
ATAAAAGTCTTACTACAGTGTTTCTACACACACACACATACAACAAAAAAACAGAGTTTT
TTTTAAATGGTGAAAGAGAAAAATAATGTGAGGAAATAAGCAATAGAGGCGATTTAATAT
AGTCAAAGAGTGTTTTTATGCATACAAAGTTAGAAACCATGCAATTAGAAGGTAATGAGA
TCAAGGCTCCAACAGCTTTACTAGTAATGGATGCTTATGTTTGGTATTAAAAAAGCAGAC
ACACATTTAAAAGAAATAATACAGAAAACGTATTTATAATTACAACAATACCAGCCATCT
AGTGCTGTATCCTCTTCTAAAGGATAAGAATCCAAACAGTAAACTATATATTTATGGGGC
TATTTAGATCGTGAGTGTAAGCTTCTTTTGACAGCGCTGACAGAGCATCAGCTGCAGCTG
ACATGTTTTGAAAAGCCCAAATTGCCTTATCCACTAAGATGGTTTTTGTTGACACAACAT
TGCAAACCTATACTGGGTGTTGCTGATTGACCGCCACAGCGGAAGAACTACAAAGCTGGA
CATTTATCCCAATTAGCGCACACCGGCATTTACGCACTGTGACGTAATTAGGGCAAACCA
GTAAATGTGGCTGACAACAATGGACTTCACAGCCTGTGGTCTGAGCTATAAACATACCAT
AAGCTGCTAAAGCTGCACTTGAACCCAAATTATATTTATCCNTACTTAACATCAAAGAAA
>BJ741295 ID   BJ741295   standard; mRNA; EST; 454 BP.
ACAAAATAATGNNCNTAGTGTTACAGATGATTTGAGCATCAGCTTTCATTACATCACCCA
TTTGGGAATTCATTAACTCTGAGGAATGAAGGAAAAACAGCTTCTCCCGTGTGGATACAC
TGACTTTANCCTATTTAACTTAANCTGAGGTTAGTGCAACGNCNTCCCGTCATCAACACA
ACGAAGGTTNCTCGTCGGGCTTCNGGTTTTTGANACAGAACTCACAAAANAACGTCGGAA



ATTAGAACTTTTTTTGTCTGTACTTANTACTGCTGTGTNATAAAGTCGCANCACAAATTC
TCCTGTTACACATCTCCTCTTTTAAAATAATCNACACATCACTTCATATATATTTTTATA
TATATATNAAAAAACACTAACTATANAAAAATAAATCCACAAACCTGGAAACCTGCCTGC
TTCTGGTTAACACTGTTTTTTTTTTTTTTTAAAA
>BJ741299 ID   BJ741299   standard; mRNA; EST; 231 BP.
TTAAGTTAGGANGATTNGTTTAAAANNAAANANGGGCNNCGNGCAANCNNTTTTTAAAAA
AGGGNCNCNCATNAAAAATNCNGGGNNTTTTTAAAAACNNGTTANTTNNCGGTNANGGGA
ACNNCGGGTTANGGCTNANCCNGTTNANCAAAACNTNCTTNCTTTTTANCNGGGGAAAAN
CAAAANACCCANATNNAAGGNNCAAAGCCCAAANCNCNGCNTTNTTNCNCC
>BJ741303 ID   BJ741303   standard; mRNA; EST; 567 BP.
ATTACAAAACTCTCGCAGACACAACCACACAANGATGCAGGGCACAACTCTTCACAAAAA
AAAGAAAAAGAAACACAAAANCGTAGGCATATATGAAAATCTATAAATATTTCAGCATAA
ATTAAATTTCANGGCAATCAACAATCNGGACCCTAGATTAGTAACCATTCNGTAGCTGAT
TTACAAATATCATCAATAAAAGGAATTAATAATAATAATAATACATTTTATTTAGAAGGN
GCTTTACATTTNGGGTAAAACCTCAAAGCGCTAATACATTTCAANGAAGATAAATACAGN
CNGACTTCATTTTTTAAAACACAGGAAATTCGGCCAATCTTTTTTTCACTTTTTTTTTTT
AAGGAANANGANNTTTNCCCAAAANCNGGNGGAGGTNCATNAATTTNGTNGCCCCTTTNG
CCNGGGAACNGGGTNCCTATANCAANANGGGGANGGNCAGGCANCTNACCANCTTNGANN
TNCCCNNGNCNGGGCNGGAAGGGGAGGACGGGNAAAAACNGCNCAAACNCAAACGGGGCA
NCGNCNCNGGGGGGGGGCCGCCCCCAG
>BJ741305 ID   BJ741305   standard; mRNA; EST; 279 BP.
TTTGTATAGATAATGNTCAGTTTNGTACGACAAACTGCAAGCATAGCAATTTAANCAGAT
ATTTAACTATATNANAAGCTGAAACCTCTTTTCTCTATGGCCAAAATTGANAGNATATTT
TTGGACCTTTTTTACNTTGTGATAACACTTTTACNTAANGAAGCTACTGCATTAGCACAA
CATTTTTAGCACCCAAAGTTGTTTTATTTTTTTACAAAGATTGGCTTTTAACGATGGGAG
TCTGATGGATTTTTCTTTTTTTTTCAGCAGATCAAACAG
>BJ741307 ID   BJ741307   standard; mRNA; EST; 943 BP.
TATATAAGGTGCACCGAGACACATTAAGCAAAACAAAAGAAAAAGCGGTACGTCCGTACA
TGTCACAAAAACAGGCAGATGGCTGGGTCCAGATGTAGCAGGTTTATTAGCTCAGCTTAA
AGTCCACAAAGCTAAATCAGGGTCAGGCAGGCAGGAGTCAATGACAGGTATGAGATCATC
AGAGGACAGACAGGGGTAGTGAGGATTCAGGCGAGATTCGGGGCAGGAGACAGGCAAACG
GATTCATAAACAGAGTCAGGAAATCAGAAGATCAGATATAATGCTTGGTAAGGAATGCAG
AGTGGCACAAACAATACTTTGCATTCAGCTTCACTCAGTGCAGAGCTTAAGTAGACTGTG
GTTGATTTAGTGAATGAGAGTCAGGTGTGCAGCATCCAGGAAGTGAGCAATGGGGATGCT
GGGAGCTGTATAGTGTGGTTACATCTCAGGAGACCGGTCCCGCCGGTGACCAGAGGGGGA
GACAGAGTTCTGACTTCTGACAGTACATCAGTCAGACTTTATTCACTTTGTTCATAGTAA
CTCTTGAACTTGTTTGTTACATGCTACCTGTTAGCCACGTTAGCACATTCACAATACCTG
TAACCCCTGACCTTAAGAAAAAGAGTTACACTGTAGGTATGTAAACACGTATACAAATGT
ACTGTAACTACGCTAACAATCAACCTAATTAGTAACACGTAAAATGCATAGTCTGTACAT
AAAATAGAATTAATCAGAAACAGAATGAATCCATATTTGTACCATGGTCCGGGTGAATAC
TCGATTCTGATTGGCTGCTGGGTGTGCATTAAAAAGTGATATACCGCAGGATAACCGCAT
GGTGAAATCACGGTGGTGCGGCGCATTTATTGAATGGCAGCCAGTTTCCTAACTGTGTGC
CACATTTTACCAGCTAATCAAAACTTTTATATAGAACTACTGG
>BJ741332 ID   BJ741332   standard; mRNA; EST; 335 BP.
ANTCCGCTTTATTTCCNNGNATNTTATTTGACTCAGATTCGAGTTTTGATGCCNTNCANG
AAAACGACCAGAGTGATGCACNAGTGATTTGNCNNAGCCANCCNANCNTGATNAAACATT
GAGAATTANAATANNACTTTAANACTATGTGTCTGTACANCANTACTTATAGTTTTGGTA
TTGTTTANATTACTCGCATTTCTTAAGGATTACTTTTAGCGATGACTCACTTTANGTGCT
NTGATGTGTCNTCTGTTGACNCNTGCATNAAAGAGNTTTGNTTTTTTTGGAAAAAAAAAA
AAAAAAACCNCGGGGGGGGGCCNGGCCCCCNTTNC
>BJ741356 ID   BJ741356   standard; mRNA; EST; 902 BP.
AACCAGAGAAAAATACGAAGAATTCTGGCAAAAAATATCCTTTTTTCTCACAGCTTTAAT
CTTCTAAACACAAATATGTCAGGAAACCAGCAAGTGAAGACCAGTTTTTTATTACCGTAT
CTGACTGACGACTGTTTCGCTGCATAAATTATCAAAAGATTTTCCTCTGCCGACACGATT
CCCCATCTGAACACCTGATCGGAAATCGGACCTGATCACGTGGTTGATGACTCGATTGCA
ATCAATTAATTCTGATCATGATGGGTTCTTTGTGTTTTAAGCGTATTATTCCAAATATTC
TGCTAGAAGTCTGCACATCAGGAACAGAACACCACAATTTACTGCAGCACCAGGAGGCCA
CAAGAAACACTTCAGCCCAGCCAAGCTAGCAGGATGTTCACCGATTCAGACTTCCAGGAT
CAATAACCTTTGAAACTGACAGCAAGTGTCTATGGGCTTGTCTTANGGCAAACAGCCGCC
TACAAAGGCCTTTGAACAGACCAAAGGTCACGGTTGGGTTTCTCTCCTGACAGACAGACG
GCTGCAGGACAAAAGGTTTGAACCCCTTAAGGCCCCATGTTTCTTTTTATTCTCTTCTCA
GAGATTTAACTACTGATATGATAAAAGACAAAAATGCGGACGCCAGGTTAAAAACATAAA
TGTTCTCTAAAAAAACAAACAAACCCAAAACTAATCAATGTTTCCACTGAAATGAGCAAT
TCATGAACACTCATCATATGAGCATCAATGTTTAAATTCTGTTGTCTACATAAATGCTGA



GTCTCACTGTGAGAAGGTCTTGGTTCAAATCCTGTTTGGACCTTTCTGTGTTCTCCCCCA
TGTGGGTGAAACCACTTCCTGGTTGNTTGGGTAAGTTACAGAGAATGTGTGACATCATTG
GT
>BJ741385 ID   BJ741385   standard; mRNA; EST; 251 BP.
AGGCAAAGGGCATTTCTTTAAAAAGTATTGAAGATCTGCCNGCCNGTACNAAAANTACTG
TAACTGTTACGATNACAGCTGCCGGATNTTGCTTGTTNTTGTTCCNGTTTTTGCTTGNGN
GTAANACAAANAGACCAAAATGATTTCGATGTGACACTTCAGNNGCNGTTTTGCCACAGC
NGATGAAGCGTTTNTCTTCGACTCTATCGTGTGAAAGCTTTGGCCTGCTTANCTCGGACA
ATGNCNNCGGG
>BJ741389 ID   BJ741389   standard; mRNA; EST; 756 BP.
CATTTTGTCCCTTTTTTTCTGTCTTTCTCTGCTGTTGGCACTACATAATCAGAATATCAC
ATCAGGTTGTTCATCTATTTGAAGCCTTCATCTTGAAGCAAGCAAAGTATGAATACAGCT
AATAAAAATAAAGGTTTACCTTTTTTTTTTCTTACTATACNCATAAAATAAAAACTTTTT
TTGNGGGGAGGGACCCCCNCAAAAACGGGGGTATTAAAATATTTGACATTTGTATCACAA
ATCAAAATAAANGAGACAAAAATAAAANCNGTNCAAAAAAGATAAAATTCCTTTTAAAAA
ATTTTCAAGNGAGTAGNGATTTGANCGACNGNGTTACNGACNGATTAAAAAGGGGANAGT
TCATTTCTNCNGCTGAATAAAGTTCAAATTGACTTGATGGCGGACGNGGGGGACCAAAGG
GAAGTTGGGGTTNGGATGCNCCNCANAACCTTGANCTATGAAGGGTTTNCCNGGCNGGAA
NCCNGCGTNCCCCGGTTGGATGAAGTTCTGCGGCANCCCGNAGGNCCAGGACGGAGGCAG
GGNGTACNGGGGACCTTTGTTGNGGNCCCNCAAGCGGGANCCTTGACNCACGTTTGAAGG
CNGGGCCNGGNGGCCTGACTCTGACTTGCCCACTGNGCCATTCCCCATCAGNGACCCCGG
CTGANCCATGNGGTTGCNCCAGNGCCCCTGCCTCCCCGCCGGCNGGGCGAAAATGATGCN
CGGGTCGTTCAGGTTCATGGGAGNGGGGTTGCCGCC
>BJ741422 ID   BJ741422   standard; mRNA; EST; 590 BP.
AATAAGGTGAAAAAGTCACATGGGTGTTCAGGTACTGTGTAGCAGTAATTGTTATCTTTA
CAAAAAGCTAAAGGCAGGTCAATTAACAGTCTCATGATAAACCTAAAAAAAAAGTTAAAA
AAGCGAATTTGTTACACTAACAAATGGAATGTTTTACAATAAATTAGAAAGAAAATTGAA
ACATAAAAGTGAAATCAACAACCTACTCATTAGTAAACAACTGCATACTGAACCCTGACA
GTGCAGCTGCACAATAAATACAAAAATAATATTAGCAATACAAAATATATACATCACACC
TAAGTGTGCTTTTGACTGAATGCTACATATAAACTGTGTATATATATATATATGGTATTN
TGCCTTTTTTTTTTNCTCTTACNCTNCTNANNCNCCNGNTNCTNGTTGNTTCNCNCTGNC
CCCNCCNGGANCNNNGCNGGANGAACNAGNNGGNTTTTNTNNTCCGGCTGANNGCGATCN
GTTNTTTCCCCCCCCCCACACNAGNGCCGGAGGANNGTTTTGTTTTNNGGCCATTTCTGC
TGGGGCGCCGNGGCNCCNNGGCCTNGGNCCCCAAANTTNAATCCTGNCCC
>BJ741439 ID   BJ741439   standard; mRNA; EST; 259 BP.
AANCGGNGCCCTTNCCCCCNNAAAAAANGGNAAAAANCNAANCAAANNTNGTNCNCCNGG
NTTTAAANCCNAAANGGNNNNGGCCTTAANCCCCNTTCNGNANGGGGGCTNCCCNCCCCC
TTTANNCCCNCGTTTAAAAAAAANATTNNCNTTTCNTNCCCCGTTTTGANAAACCCCCAA
AANCCTTNGGCCGGGNGGGAAANCANAANCCCNGGGCCCNCNGCCCCCCCCCAAANNTTC
CNAAANNANCCCCCCCNAA
>BJ741441 ID   BJ741441   standard; mRNA; EST; 687 BP.
GTACTATATGTTTCTACATGTCCAATATCAATCATGTCAGCCCACAAATAGGTCACAAAT
TGTCCACAGAAGTCCATCAAGTGAATATTGGTCTTAACAGGAGAAATAAGTAAAGAGTAA
CAAACTAAAGGAAAGAAAATATGACATGAAAAAGCAATCATCTGAGCACAGAGTGCAGTC
TTCATAGGAAAATGTTTGTGTTTCATAAAAAGCCATAGTTCAGGTGGAGGTGATGTTGAG
CTGTTTCACATTTCAAAAACTCAAAGATGCAGGTCCATCCAATCTTTACAACAGCGGCAG
CTCCTGCACATTTTTCTTTTTTTTTTTTCTNCANCANATCAATACCCTTNTTTCGGGCAN
AGCNCNCNCNCNCNGGCGGATTTTTTTTCAAANCAANACCCNGGAAAAAANTNCCAAATN
GNCAAAANAANCAAATNTNGCNGGTNGGTTNCNGGGAACANGGGGNCCCNGNCAGTTANA
NGCANCTTNCCCCCANTTAANGGCAAATNGGGCNCTAATTANCCTATGGCNGCTTTNCCC
NGAANGGTTTNCCNGGGGATTATTTCTAAAANCAAANATNGNGATTAAANAAAACGNGAA
GGCTTAAANCTNCANTTAAAAAGGNGGGGAAATATGACNCGNANGNCAGGGCANGAAGGG
TTNGTATGACNGACGGACTGATANCCA
>BJ741443 ID   BJ741443   standard; mRNA; EST; 180 BP.
TGATGCTGTGGTTGTCATGGAAACGTATGTATTTAAAGGTGATGCATTTCNGCAGTANCT
NACANNAANTNATGAANATTGTTTTNGGTTAGAGAAGACCTTTAGACNANNAACGTGCTG
GTTCATCACACGNTTGACTCANCTCACGANAGACCCANACCCGGNTTAACTTANANAANC
>BJ741447 ID   BJ741447   standard; mRNA; EST; 740 BP.
GTCATTGTCTTGAATGCATAAGAATGTGTTGCATAACATAAAAATATGAATCAGAAGTTC
CAACATTGTTGGATGCTACTGTACCATATATTTTCTTTTAACTGTTTTATACTCAAGGCA
CTAAAAAGTCAAAGAAACCTGAATGTAAAAAGTAAAATGAAAATCTGGTTAACAAAAAAA
AAAAANGAAANGANCCAGGGCTAAAGGGGTTNCCAAGTNCCAANCTNCNTNCAAANCCTT
TCTTTNCNTAAAANANATNANGAAAATATTAANCAAANGNGGGGNAAANCAAAANCNCTN
CANGGAAANCCCNGGGGCATTAGTNCNGATTTAAANGTNCCCCNGGTTNGTNGGACNTTT



NCAGGGGATNGCAAAGNAAANCTTTTATNGCANGTTATTGAAATAANCAAAGACCCNTTT
ATATAGGGNANCNGTATTTTTTNCNTTANGTTTTTNGCAGTTTNCGGGCTAANGTTTATN
GAAAANCAGTTAAGTAANGGCCGTTANCNCNGCTNGGANCTGAGGTANCNCNCGTTNCAN
NCAAATTAAANCANAACCCANAGGGTTANCNGGAANAAATTNCTNGGAAATNGTTGAAAT
ANATGATNTTATGAGTTGTTTTGANATNCAAANGAGGGGTTTATTNCTNCTNGCAGNAAG
CTAAAGCNCCNTACNCCAGCNCNCCCNCAGCANCCCCCAAAGCANCNCCCCCCAACAGCA
GCNCAAAGGAGCTCAGGGCT
>BJ741452 ID   BJ741452   standard; mRNA; EST; 188 BP.
ACTATCTCATTGGTTTCATTGGGGTCCAGCCAGACCTTCTTCTTGCCGCAGCGCAGGACG
CTGGAGGCCAGCCTCTTCTGGAGCCTGAGCATGCTCATGGCTGCCTCGTGCCGAATTCGG
CACGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGNTTTTT
TTTTACAG
>BJ741475 ID   BJ741475   standard; mRNA; EST; 625 BP.
ACTATATACAAAAAAATCTTTTTTTTTTACNGCAAAAACNCAGACGATCAAAACATTCAC
TCGCTCAGCGATCAGTAATCGANGGACCTTCAGCTGGAAATCCTCTCAGTAAANGCTGAT
CANGNGTTTCCNGGAATTTGACATTTGTTGGTATAAAGTACNCTTTTTCCGTTGATAAGT
CAATCATTTCNCCCTCCTCAGACTAANGCGGGATGACAAGTCATCAAACTAAAAATAAAA
NCAAATAAATAAATAAATACTTAAGAGAAAAAGAATTTCNCAAAAATATTATGGTAAAAA
TATAACATATTTCTCCNGTAANGTAAACATTTCTCATATAGCAAATTTGAAAGCTTCCCG
AGATATGAAAGAAAAAAAAANGAGGAANAANGAGNGGAGTAACCGAANACGGGATNTGAA
AAATNNGNGAGAAAATNNGGNCTACAANCNCAAAANCANCAGANCGAAAAAGGGAAANTN
GGANTTAAANCAAANTACCGGGAANNGAGAANGACNGAGANCAANTAAGGGAAAATNCCC
NGAATTAAANCGNCTAAGGNGGANCAAAATAGNCCCNGTAANCTTCNCNGTTTCNCTAAA
AAAAAANCNCTTNTTTNGAAGGGNC
>BJ741482 ID   BJ741482   standard; mRNA; EST; 159 BP.
AGTTCATCATTTCAAATGCTATGTCNTCCTCTCATCTGCGTCTTGTCANAAAGGNCANCT
GAAGNTGCGCGTNTGNNGTTTTGTTGTGTACCNNGAGGNGNAAAANGTGGNATANNTGNT
CTTGCANNATGCCGGCGTACGTGCTCACAATGTTGGNTG
>BJ741501 ID   BJ741501   standard; mRNA; EST; 588 BP.
GCNGGTTATTTANGACGGACNCAANACGGTTCTTTTCCTTTTTTCCANCCATATTNGGCN
CTNGACCNCAANATACTTTTGAAANGAAACAGGGGGNCNAAGTACCGGANCGACNCACTT
ATNTTTAAAAAAATAAATAANANGAANTTCANANAATAAANCNGCNCTTTATTTTNCCNT
TTTTTTTCANCCAAAAGNCNCANGCTANCAGGGGANAAACNCGGTNCCNCCGGNCCNCNG
GCNGGGGNGAANGAAAGCTGATGAAAAGCGCTCAAAGCACNCCGGCNAGGNCGGCNGCCA
ANCNCCANCGGGACNAANANAATTTCGGCTTCNGGGANGAAAATAAAANCCNTTCNGGAG
GANACNTCGGGACNCGNCCCCCCCAAAAAACNGTTCNCNCCNCTANGGAAAANCAACNTT
NGCANACGGTNCCTTTCTTACAAAAATTAGGGATAAAANANATTTNCAAAAGNGNCNGCA
AAGCAAGGGGGGGGGCCCNCNCTTTTTTAACANCTANCAAAAANGANGAAGGGAAAAGGC
CAATAACTNCCNNCTTTAANGGGAANCNCANCTATGGCAGCAAAACNC
>BJ741505 ID   BJ741505   standard; mRNA; EST; 152 BP.
TTGCACACCTTCTCCAATTCCTTCTGCTGGNGNTCATACTCATCCTTCTCTGCCATCTGG
NTCTTGTCNNGCCANGNNATGATCNNGNTGCACTTGNNCANAATGGTCNTTTTGNCTTCA
CAACTGATTTNGTCTTGAAGCTTCNCATCGNC
>BJ741511 ID   BJ741511   standard; mRNA; EST; 434 BP.
TCATCTTTTCCTTAANAGGAAACCTGTGAGGAGGATGTCACAACCACTCCGTCCTTGATC
TCCTCAGTGACCACAATGATCTTTTTGGTCGTGGTGGAGGAAGTGCTGGAGGATTTGGAA
GAGGANGTGGAGGAGGTNTGCGTGGCCTCTCCANCCAACANCCTTCTGNATTCNGCAANC
TCCATCTCCNGNCTGGTCTTGATGTCAAACAAGATCTGGTATTCTCGACTTTGGTGNTCC
ATGTCGTTGCGCATCATGACTAACTGCTCCTCCAGAACTGATACCTTTTGCTGGANGGCA
GAGATCTGATAAGAAANNCNTGNCTCTGNNTCATGTANTTGGNCCTCCAGAGCANCTTTC
AAACNGANTTGAGACTGCNNCTCNATTTGCAGGNTTTGAAGNGTCCGATTGANATCTGAN
ANTTCANACTTTGA
>BJ741521 ID   BJ741521   standard; mRNA; EST; 811 BP.
AAACAGAAAATGATAAACTACTGATTGCAACCCAATCTTTCTATATTTTATGCTTACATT
TTAACATATTATACACATAATCATTAGTCACATAAACAGATAAATATAAACACATAAAAC
ACAAAAAAAGATGGAAAAGCATTCTGCTCTCAAAACAATGTCATGATTGTTTGTATATTG
TCCGTTTTTTGTCTAACATTTTTATTCATTTTGATAATTCCCTCCATTTTTTTCCATAAC
CTCACCAAACACGTTAAGCACAGACCTGCCATCCTTGTCATTTTTCTCTCTTCTCTTTCC
TAAAACAGTTTTTGTTCTGTGGAAAAAGTTTTTTCATCTCATCTTTGTCTTAAATTATTT
GCATTGTAGTATTTTTTAAATCATATCTGTAACCTTTTGTCATTTTGATTTAAAGAATAA
CAAGCTGGTGTTTTCATAATGTCACACCCACTAGTGATTTTCTTTCTTATATCTTGTTTT
TGTAATAGTGGCTGGTTTACTAGCAGGTTACACATAATATCAATCCTCTGAGCTCAAAGG
AACACACACACAAAAAACACAATCCATTTTGCTTTATACAGTTTATTTGGAAAAATTATG
CTTTAAAATTTCTAGTTTGGTCTAAAACCATAAAGAGGTCAATCTGCAACAAAAGAATAG



GCCTGCTGTAGTTCACTCATTAACGCTCAGAGTGGAAACAATGAAAATTTTCCAAAAGAC
GCATTCCCAGAAGGCCTTGCTGAAGAAAAATAGTGGAGTGAGTTAAAGGGTAAAAATGAC
TGCATTGCAGAGAATCCTCGTGCCGAATTCG
>BJ741535 ID   BJ741535   standard; mRNA; EST; 915 BP.
ACAACTTACTTCCTCTTCTACGGCAATCACAGGCAGCAGGCTGTGCTTATCCCACGCTCA
CATATTACCATTCGGATAACCAGAGTATTTTACACATCCTGGGGAGCTGACACTGGAACA
GGCTCAAACTGGCTTAGGTTAGTCTCAGTTTCAGCACGGCATGGGGGCAGGAAGCTTAAT
GACCATCTTCAGTTTTGACCCAGAAACATTCATTCACAGTTCCTGTTGATCAAACAGTGG
CTGGTCACTTAGGTAACTGTTGTCTCTTGGCATTAAAACAAAAGCACTAACTAGATCGAC
TAATTAGCAAAGTATGTTAGCTCGTTGAGTTAACTTCTCCATTCTTTGTGGTTGTCTTGC
TAACCAAGTCGCCATTTTGAATACTCAGGATGGCAAAAGTTTACAAAGTAACTCCTGAGT
TTTTCTTTTAAAATCCTGTAAGATCATATAAATGATTTAATTAAGAACCGTGAAGCATGT
TAGTGTAAAGGCACCAAAAAAAACAGATCTTTACCACCATTTAACTAGTTTTTGTGGTGA
TCCACTGTTGGGATTACCACAGGATCTTGCGAAAATAAATTTAACTTTTATATCTTATAC
CTCCAGCCTTTCAATGACTCACTCCTGATTAAAGAAGAGGTGCTAATAAGTTCTGCAGTT
ACTGTTCCCGGCTGTAGTTAACAGATGACGGATAGGCTAAATGCTAAATGTAGAAGTGAA
GTGAAAGAAGGGTGGGGTCCTGGAACAAATGGTACAGTAAAGTAAACCCCTTTTGAAACA
GAAATGCTAAAATGTTTAGAAAATGCTAAAGTAAACATATCTCAACTTTAATCTGACCAA
CCAAAGTTCCTTTAAATAAATTCAGTCTTTTCTAATGTTAAGTATTTTTTTAGGATGCTT
TGTATGAACTTGAGC
>BJ741538 ID   BJ741538   standard; mRNA; EST; 937 BP.
AGTGGAAAATGTAATAATTGCAAATTATTTGAATCAGGGTTTAAAGTCCTAATATATTTC
GGTATTTGTTTAAATACATTTTCACATATATTTGCCATTGCTTTGCAAAATTACTTCATA
TGGCATCTCAAGCACGACCTCTTTTAGTTGTGGGCTATTTTTGATCTCAAATTTTATTTT
ACAAATTTCTTTTAAATGTATTCAGCGTAATAAAAAACCTTAATGTGTGTTTGACAGATA
TGGCTCTTTTTATCCGCAACCATAAATCCCAGTTGGTATACTGAAGATTTATCGCTGCAT
CTGCAGTCAGTTATGAATTAAAGGATGCCTCCAGAAGTGTCTGTATTTTTACTCTTTTTT
TCTCTGGTCATAAAACATCTCAGATTGTCACGTTCTCCATCCTGGCAGTGTGTGTTGATG
ACATACTGCACAGTTATGAATCTCTGCTGCATTCAAGTGTCCTGCTGCGTCCTCTGTGTT
GTGCAGTGGTTGCCTTGAGGAGACACTCCAAACCCAACCATAAAATCCCCCCTTCAGATT
CAATTACGTAAGTGCAGATGAAACCATGGAAAACCAGTGAAGTAAAATCAGCAGGGAGGG
AAGGGCCAACATACATTAAAATATACTGCATCAAAAGCTGGACGGGATTGGAAGCTGTTT
ACAGTGAAGCCCACCTCAAGTAAAACCGAATTAGATTAAAAAACCGAGAGGACATAAGGG
ATACATGTTGTCACAATCAGATCGCAGGTCGTGGTAAATGTCTACTCACTGGTCGAGTCA
GTAAAAATAAAAATAAAAACTCTAGGAAAACTGTACAAAAAAGGGATAATAGCAGCTGCT
ACAGTGTTATCTGATGTGACTGACTCTATTTCATACATCTATACATTTCATTGGGTCCTN
ATACATATATNATTGNCATATTTTGCTGCTACATACA
>BJ741540 ID   BJ741540   standard; mRNA; EST; 240 BP.
GTTTACAACNAAACNGCCGGAATAAATCTGCATATTTACACCAAAGATCCGTTTAAAGCN
TGCAGATNTAGCTTTGGTATTGCTGTANAAAAAACAGTTTTTTGANTNAATTAGACAGAC
NTGCTTATGATTCTNAAACAGGGATATNGAAGTTAAATTGTAAAGCAAAAAAAACANCAA
TTTTAGTCNTGTCAAAAACANATTTCACTACNNAAGTCTAGGCCAGNGTTTTTGCCTCGC
>BJ741569 ID   BJ741569   standard; mRNA; EST; 522 BP.
TATTTTGGAAATCANCCCCNCNNATGCNGATCAGTTATCTATTAGATATGCAGATTTTAN
TCATTAGAAAAATCTTGACTATGATTNAAAATATGACATCAGAAAATATNGACNCAACAC
AGTTTTANNAANTCTTCATAGCATATGATGATCAAGTATCAAAGTTAAAAATNAGGTCCN
AATTATTTTTCATTAGGAAAAATCATGAATCANTATTTTGAGAAAATANAGTGATAATTA
AAGCTGCAAGTGGCGTATCTCCCCGCNGGCGCTTGCCGCGCCCGCCTCCACACACCACTT
CTGCTGTCGCTGCCCNCCTCTACACAGCACCGCCGCCCTCAGCACCCACCTTTGATCANG
GCTAGTCNAAGCTTCATTGTATAGGATGCTANCTATGCTAGTTTTGCTAATGTGGCTNAA
AGTGCNAGCACTACGATCAGTATCATCAGCTGACTCAAAAAAGGACATTGCTTCAGATGC
TAAGGCATGTTTGGCAATTTCAGCATTCCTTCTGGTCAGATG
>BJ741572 ID   BJ741572   standard; mRNA; EST; 290 BP.
TTTTANTCAAAAAACTATTTGGGTAATTTTTTTNCTTTTCCAANGGAATTCTTAAAAAAC
AANGGNCCNGGAAAATAGACNGAAAAANCTAACNGAAANGCAANCAACNTTGAAGGGCAA
ATNGTTGTNGTATNCNTNGCNNCCAAACTATAAANGTTTTTACAGAANGCNCTTNGGANA
NCAATACATACAATNGTTAACTATNNGGCNCCGGNCNNCCCTTTACTAAAAAAAAAANAA
AAAAAANNGGANCNGANCNGGGAAAAAAAANTTCTTTTCAAAANCCCCCC
>BJ741576 ID   BJ741576   standard; mRNA; EST; 124 BP.
GTAACATGCTTACAGCCCTCTATTGGAACCAATAGGGGGAGTTGGATTGCAGGGTTAGAA
GGGAAACAAAAAAAGGTGTGTGTGTGTGGGGGGGGGGGGGCCCCCNTNTNCCNNNTNAAT
TTNT
>BJ741580 ID   BJ741580   standard; mRNA; EST; 654 BP.
AATCATTCTTCCACACCTGNTTTTTTTTTTTTGNCCNGCCATCNGGGGGTTTTGATNCAA



CAGTTAAAAAAANGNGACNTAAAANCNGTANTAANGGTNGTCAAACAAACATAAATNCTT
CNCNCCGCTGCTNGTNCCNGTCNCAGTCGGACAAACAAAAACNGCCTACNCCCAGTTTNG
GANGNGTANCCAAACAAAANCTTCCCTTCNCTATAANCCTTANCCTTATCNGGACNCAGC
AAANAAAAAAAANGGAAAANGTAANTAANNATACAACGCCCCCCCCCNCNCCCAGNAAAN
NATNCGGCNGANTTTANGGGNANCANGGGGCNGTTTNGTTANANGGNNNCNNCTTTAGNA
AANANCNGNGTTAANTTGAAANCCCNNCTNANGGAAAANCNCANCNNCGNATNGCNGGGA
NGTTANGCTGCNAAAACCNGGAAAGTTATCNGGNTTTCANCTNCTTTCNCTTTTCNGNCN
GANCNCTTCAAAGTNGCNGGTATAANAAAAGNGANANCAAANGAGGGGAAACNGCGATTT
TCNTTTTACNNCNCANCAGGGGNTTTTAAAANCTAAANCNCNTNCTTTTTCAAAAAANNC
AAAATAANACTTTTTTAANCAAAAGGGTNGNATTTTTTTNCNTTTAAAANCAAT
>BJ741587 ID   BJ741587   standard; mRNA; EST; 228 BP.
ACCCTCTTCTTGGTTCCNACAACACAGNCCTTCACCATGACAAAGNCATTGGCCANTTGT
CCGTAGTGGACAAATCCACCCAGNGNGTTGATGCTCTNGTTGGACAGATCATACTCACTG
GAGGCNTTGNTCTTGACNACCTTCCCGTCCTTGNTGNGGTAACCCTGGNCNATCTTGTAN
ATCTTCNTGTTGATCTCTGTGCNGTGGTGNTAACCCTTCTGACCANCG
>BJ741590 ID   BJ741590   standard; mRNA; EST; 260 BP.
AAAATGTNGAAACTTCTAAAAAAAGAACACTACANGTAATTTTAACTTAGTTATAANNAT
ACTNTTTGATTCNCAGGGAAATGCTTTANAANAAACTTCCTAAACTTTCTTTAATCTATT
TAGTTGACAGAATAAANCANATGATTTATTACCATGTTNAGCNGCAAGTTTGTGTGAATC
TCTCATTNANGTANAACATGAAAGATATTCAAAATAGCAGTCACTGCTTTTNCAAAACGT
TTACGATGAAATGATACTAG
>BJ741604 ID   BJ741604   standard; mRNA; EST; 903 BP.
GTCATGAGAAAAAAGTCACAAGAACATGTTAAAACAGCCATTTTCATTGGAGTGGGTAGT
AAAATAAAACGTTCTTCTTGTCTAGCCAGTTTTGCTGACATTAACATCTGCTGTTCATTC
TAAACATCTTCACTCCTTAAAAATTTCTGAGCACAACTTCTGTTTGCATGTTGGTTCAGT
GCGTGGGGCTGTCTTTACAACTTTGAACAGACACTTGATGATTTAGAGGAACACAGGAAA
GCCAACAAAAGTAGTCACACATTTGTAGTAGAACTTTAATGCACTTTGAAGTAACCTTAA
TAAAGCCAATCAGTCACAGCTGTTGTGGTCTGCATCGAGCAGGTCTGGAGTTCTGTTCCT
GGGAGAGCTCAAGCGGACTAGAGAAGTATGCTATGGTGCAACATTTGGAGTTGGTTCAAC
TTAGAGGCATAAACTGGCTGTACGTTTCATAAATAGGAAACAGAACCAAGTCAAAAGAGA
AAAAAAGAAAAATTGGAGTTTCCATCCACTTCAAACATCCAAATGTCAAGACGGTCCTTA
AAACTCCTTTCACATTCCCATTAAAAAGAAAAGACTAAACTGTGATGCCACTTTTCCTAC
TTGAACTTTTGTACTTCTTTTGATGGCTTGTTGAAGGAAAACTGTTTGGAATACGTCGTT
GATAAAATCGTGACCTTTTTAACCAACTTTAAATCTTCAGTTGGTCAAAAAACAATTTTT
TGACGGCAGAAATTAAAAAAAAGTTTTTTTTAATCCAACAAAAGTGAGTTTACACCTGTT
AATTGGAACGTTTGCAAAACCCCATTAAGCTGCAGCAACGTAATGTCAGTAAACATGTTT
TTGCTCAATTCATTTGTCACTCTGACTATGCAAACACATCTACAGACGGCATACTGGCTT
TTT
>BJ741616 ID   BJ741616   standard; mRNA; EST; 368 BP.
AAAGTAGTCAATGTAAGCGTACTACAAGTAGTCTATAGTAAGGCAGTATACTTGAAGTTT
ACTTTTAATATACTATCTTGCAAACTTAAACATTTCCAAAATAGTCTGAAGAAGTATTCA
GTCACAATACTTCCTACACTAAACTCATGTGTTCTATAGTAAACTTGCTTTACTTGTTTT
AAAGTATACTTAATTAAAAAAATACTTCACGTGTACTACTTTTTGTAAGGGATCCTGTGG
AGTCTCTGTTGAAAGTCTTTCTAACTAATGATTCACAGAATCAGGTTGCAGTACAATGAA
GCTAAAAACAAAACAAGTGGATAAAAATGTTAGCAGCTGTATGCCAATTTTAGTTAAAAA
AGTTTAGT
>BJ741641 ID   BJ741641   standard; mRNA; EST; 170 BP.
TCTGAGGTGATGGCCGGAAGGTTGGAGGGNTGGAGGGGGGGCATCCTGGTCCTACTGGGT
CANCACTGTTGCGTGCACNANANCGCCGGCGTCCCTGNCCGNAACCGAACCCTTTGGGCC
CGAAGTTCTTGANNTANNANGNTTTANAATAGATCTCCCCGNCCTTCTCG
>BJ741646 ID   BJ741646   standard; mRNA; EST; 713 BP.
GTTCCGAAATCAGATGACTGCTTCGGAACTTTAGCTTCAATTTTGATGCTTTTAGTGTTA
AAATAATTTTGTTGTAACTTTTTTTTTAACGTTTCCTTTAACCCTTTGAGACCTTTTGAT
GCAAATATGCATTAAACAGCTTCTGCTCCAATTCATTTAGCATCTACNTGAAAGCAAAAA
CACAAATGGCTTTTCNTCATAGCTGGAAGNAAATGTAGGCGNCAATATGNGGTCAGAAAA
ACAATTTTGACCACGAGCATCTTGCAGTCTGGATCCCCCAGACAGTCTGGGTTTTGCACA
TTCNACCAAATTAATCAATAATAATNCTTAATAAAGCAATATATTATTGNAATGGAATAA
CCTTTCATGCAAATATTTTTCCATATTTATTGACAGAAATCAACATCCATACCTGCCATA
AAATATTTAGGACTGTTGTGATGCCTAGATAAAAGCGTTATNAGAACAAATAGAAACTGT
GTACTTTGAGGAGTCANTTATTTTTAAAAAAAGAGGCGATTTCTTGAAGAAAAAAAAATC
CTTTTTGAACTATTTTCACACTGTTGCCTTGAACACTTGTTGGCTTCGGTTTAATGAAAC
ATTCTTATGCAGCCTCATTATATNCTTTTTGTCTACATAAAATCCTTTTATTGNGTGTNA
CTATGTTCTAATTTGAGGATATTGCGCTCTTGATCTTCCTTTAATGATTGACC
>BJ741649 ID   BJ741649   standard; mRNA; EST; 523 BP.



AAGCTGGTGGTCAGACTGCAGTCCTCGTCCTCTGCCGTCTGTATTGCAGTAAAAAGGAAA
TACCAGCAAGATAAAGAGTCGAGAGGTACTTTGGCAATATAAATTATGTTAAGAAGGCAA
GCAGACACGAGGAGCCGAGTAATGTGAGCGGACGAAGCGGTGCAAAAAAAATCACCCAAC
AGGAGAAAACGGAGCAGCTTCTTCCATAAAAGCTCAACAAAAACAAGAATAAAAAGGCAT
AAAAATATTTCATTCTAAAGAAGAATGAACGCTTAAAACGGCTGAACATCTGCAGCGTCG
CAATGGTGTCGTCCCTGTTCCATCACAAACTGCATCGGGTCTGCGCCGCCACCGCGAGCG
TCTGCGCCGCCTCCGCAAGCGTCTGCGCCGCCTCCGCGAGTGTCTTCTATTCACATGTGC
AGAATTAATAACTTTATGTGGTGGTTTAGAGTAAAACGATGTTCTGACGGGTGAATAAAA
AAAGGTTGGGGGGGGGGGGGNNTTTNGNCNAACCCCCCCTNNT
>BJ741650 ID   BJ741650   standard; mRNA; EST; 149 BP.
GTCTTGCTTCCTCNTCANTTTTTGTAGCTCCNGAANACTGCCCNCAATCTTTCCGAGTTC
ANAAAACAGCTTCACCTGATANTGAACAAAACCGTGGAGGTTCNGCAGAAANCCTTTGGN
TTCTGGAGTCATCACCANCACTGTAAAAT
>BJ741656 ID   BJ741656   standard; mRNA; EST; 234 BP.
GNCCNNNCGGGNCGNCNNGGAAAANNTGAATTAAATNCTNCCGTTTTNGCNCAGGGCCCC
TNCAAAAAAAAAGGNNGGGTTNCCNTNGGGNCCCCNNGAGAGAGANAACCCNTCAGGAGC
AAAAAAAAAANCNNNTNCNGGNCAAANCNGNCCCAAAATTNCAAANNAAGGNNGANGGCC
CCAAANCGAAANCNNCTTTTTTTTTNCAAANGGCANCCCCCAAAGNAANCCCCG
>BJ741657 ID   BJ741657   standard; mRNA; EST; 476 BP.
CAGTGCACTGNTTGAGTTTTTTTTTTTCCTTTACNCGGCCCAAATTGAAATCCGGCATCC
ATAGTATATTANCANCGATNTATAAAATAAGTACTTTGAACANGTTAATAAAAGACNGCT
TTCATCAATAGAAAGAACNCTTAAAAGGGGTNGGCATAATTTACTTTAAAAAAAAACTCA
AACATACTTCTCACAGNCGCTCTTCACACGCGTTCTTCCAACNCGACATAAAAGCAAACN
TCNGTTCATAAAACGCACNGTTGAACAGTAAAANCGAGCAAAAGGGACNCGAACAACAGC
AAACTCNGGACAAAGNCGGACTTCAAANGTTCAGGGATTANAAAANGGGAGACGTNCCTA
AAAAAATACNCTTTAAAAACNNGTCAGTACGAGAAANGTNCAGATTNGGNGCCAAGCTTA
AAGNCCNAGGGTTNCCCGGGCAAGGGACCGNCNACNGCNCGTCAGTTCAAATTCNC
>BJ741665 ID   BJ741665   standard; mRNA; EST; 587 BP.
AAGTTACAAAAGNGTTTTTGCTGAAAAAATAAAATAAAATGGNATAAAAGAAGTCAGTGG
AATTAGTTCTTTCTCCCCCTCAGGAGCAGGTATTTACATCCAGAACTAGCANGATTAGAA
AAAAAANCANGACAACTTCTACCTCTATCTCAAAGTAAGTGTTGATTACAGTACTGTATT
TCTCTTGCAAGTCGTCTTCTGTGANATTCCTCTCCNTCGGTCGGGTCCGTGCCAGTTTTA
GGNCTGGAANCCANACNCGNCAGTCTGAGTCTGAGTTGAATTTGCACTTGTTTTTTTGNG
ACTGGCCTCCACAGGCNNGAAAGGCCTGTTTCANAGNGTCTTTTGAAAGTTGAAATAANC
CNAGCTTCGGCCACAGGGATCGATTTCACAGAATCCCCTGCCCCCCTCATACCTTGAAGG
GATACTCCTGCATGTAGCGCAGCANAGGCCTCGGGAGTGGTAACTGGTCAGGGCAGTCAN
TGTGTCGGTTGATGACAANCCGGGTGANGTGCTGCAAANAGGGAAGGCCTTGAGGCTTGT
ACACANCCGACCTCAGNTTCAGTACCNNGGACGTCTCCTCAAAAGNA
>BJ741666 ID   BJ741666   standard; mRNA; EST; 896 BP.
TGTATTCTAGGGTCTCCAATTACAAATCACAATCATGAACATCTATATTACACTACACTG
ATAAGAACTGTTACACAAAAAATTATAGTGTTTCTCAGCTCCGCATAACACAAAGTCATT
CTGTCATATCCACATTCATTTGGCTCCTTTCTCTAAAAATCATTTAGAATAGGAAATGCA
AGTTTCATTGAAGGCACATTCAGTAATAATGTTTCTTTGCAAACCCACACCAGTGTTCCT
TAAAGTTTCAACTTGACAAGTGGGATTAGTTTTCCATTGCATTAAAAAAGGAAGATCCTA
TGGGGTTAATATTTGAACTAGCAGCTTTTCCAACTGCATGTTGAAGTCTCTTAGCTTCAA
TCAAGCACACAGTGGTAATAGAAAATGACCTATACAGCATCAAATGTGCAGCAAAACATG
GGTACAGTACCATGTAACAGTGTTTGTCTTGATACTACCCTTTCTGTCCTGACATGACCT
GTTTCCGACTGATTACGGGTGATTTCTTCTTAGTGATGCTTGAAGGCTCTATGAGGTGTT
CACTTGATTTTAAAATAAAATATCCTATCAAAAGGGCTGCTCCCACTTCATGTCCTTGTG
TTAATGACACTGTGTTAAAACATTAGCTGGAGCAGAATTCTGTCTATGTGAGTAGTCTTC
TCAACTCTGTTCCCAGATAGGTTAAAGTGCAGACAATGGTGCACCAAGTCTGACTGGTCC
AAGCCTTTCTGTATGCATGTCCTATGCTATCTCTTTCAACAACAGTTTATTTAGCCTGTT
CAACTGAGGCCTACTGGGTTTGCCTGCCAGGTCATAGGGGAATTCTTCCCTCAACTATAG
CATTGTAGAGCTCCTCGTCGATAGGCTCGTATCGTCCAGCACGACTGTTCAAGTAG
>BJ741671 ID   BJ741671   standard; mRNA; EST; 137 BP.
CCCATGNCTCTGAGCANGTTGGACCAANCTCCCTTGAANAANGCCTTGNCGCCCTCATNN
CGCGCAATCTTGCGCCANCNCTCAATGGTTCCGCTATACATGATGTCNGCNCCCTTGNNA
CCNGACTGNATCATNGT
>BJ741679 ID   BJ741679   standard; mRNA; EST; 610 BP.
AAAAATATCACATTTCATCCCTGAAAGCAGAATCGAAATTGTGAAACTCAGTTTAAAAAT
AAAAAGGAAACATCAATGATAACAAATGTGCGATTTTGTGCAAAATATCATGTTGATAAT
TATGTTGTAATTTCTTGTAGATTGCATAGGGTAAAACAAAACCACATACGAAAAAAACGA
GATCTGCGCCATTTTCAGGCACTTTGAAAGTCGTGTAGCTCTTCATCTGAACAGTCAGTT
GTAAATTAGGACAAAAACTTGGCTTTAATGACAAATATAAACTTGGTGTACGCCTTAAAC



CGTAATAAAGATGGCTCAAATGGGCAGGTTTCTACCCATTTTCCTTTCCCAGAGTAGTTG
AACTTACTAATACTGCAGGAAAATTAGAAAAGCCACCCTGCAAACAAAGGTTTGCACATT
ATACAGATATTAATATTTGTGTTTCTACAATACTACTGTAGAAAACATAAATGCAGTTTT
AGAAAAAAGCCCTATGAAAGTTGCATTTCTGCCCCCTTTTTTTTTTTTTTNCTTNGGNGG
GCAAATTAAAAANCCCNGATGGGGTTTTTANCCNCCCCCCNNCTTCAAAAANGNCCNAAA
ANCTTTNTTT
>BJ741683 ID   BJ741683   standard; mRNA; EST; 913 BP.
AGAAAGAAGTACCACTAAAAATATATTTATATAAAAATCAGTCTCACTCATAAATATCAT
GCTAATATATATACTGTACTGTCGCCCAGAAACATGGGTTGTCAAATGGAGTCCGCTAAA
ATCCTTTCTGTTCCCCCTCATCCTGCTATCAAATTCATTTCACGCCCCTTTGTTTGTTGA
AGAATTGTGGATGCATAAAGTTTTGAGGGGGGAAAAAAAATCAGCTTTAGAGAGTTTCTT
TATTTAAATTAAGGGGTTAGTTTTGCATCAATTAAAGATTTTATGTTATCTGAGACTGTG
TGCGGTTGATGTCTTATATCACTTTATGGAATGGGAGTTTTTCACCTGTTCACTAATGAG
TTGTTTGACCAGAATCTATCCACTCCAGTCCATCTGCTCTTTGACAACCTGCGATTTACT
GTTGTTAGATGGAACAGCTTCAATGTGAAACTGTCAAATGAAAAGGACAAAAAAAGGAAA
AGACTAGTTTTCTAAGATGCTGATGTGTTCTACAGGTGCTGGTGTCTCTGTTCGATTGCA
TTATGTAGCACACGTGACTTGTGGGCTGGAAACATGTGCACCAAGAAGACCACAGGAAGA
CGATCAATTCATTTAAAAAGGTTCCGGAAAAAAAGACGTCAATCTGTTTTTGTTTTTTTT
GTCTACATGCTTGTGCAATTCAACTTAAATAGTCATTGTTTCTCTCCACTTTTTAGCCTT
TCATGGGTTTTTCCACATTGCTCTGTGTTTTCTCCATCTGAGCATGCAACGCTGGTGTGA
AATCTTCTCCTAAATTGCAACCTGTAATGAAGTTCATCCCCAGTTCTGGGGTGGAGTTAC
AGTGGTGTTGTCCAGAGAGTAGGCTTGTGCACAGTGAGCACAGGAGGTCAAGTCTGGGAT
ATGCTGTGTGAAC
>BJ741686 ID   BJ741686   standard; mRNA; EST; 715 BP.
GTAATTCAGATGGTAAAACGGGTGAAAACCCAGATGTTTTTAAGCTGCCATCAATTGAGG
GCATGACAACAAGAAACTCCCCAAACATTCATTGCCTTTTTTTTTGTTTAAAATGCTGAA
CAACTCTTTTATAACTATATGAGAAAATACAAGCATTTCTACTGATTTGTTTTTTTTATA
CATTTTTGTATTTTTCATATACATCAAAACTATTAGTCTCCTGCCTCTTTCTGTCCTCAT
CTATGTCTGACATGTCACAGAGGCTCAACACATTGGGNGATCAGTCCAATTTCACAGCTT
CAGATGACACCTACTTCTAAAGTTCTTCCTTTACAAAACAAAACATGGATAAAATTGTTT
TTTTTTNCAAANGGAAAAGAAAAANGGGAAAAAAGAANCCANAACAGGTTTNCANCAGGA
GATATATNATTATTANGAATTNGCGGGCACNCNCATTCNCCNGNAACCNCTNGTTANGAC
CCGGGNCNCCCTTNGNACANGCTTTCTTTCNCCCACAAACAAAAACNCTACNTTTCAGGC
NCATTCAATTTAANGGGAAAGNCCNGGAAAAGNGCAGNANACCAAACANAATTCATTATA
CGTACANGTANGNGCACANGANACTACCCTNGTCACCTTANACACANGCATCACACTNGA
GGATTTGACNGGGACCANCAGNCACCTTTAAAACGAGCGAAAAAAAAANAGCNGG
>BJ741696 ID   BJ741696   standard; mRNA; EST; 405 BP.
CAGCCCCNGAGTCNTGANCCCCGANNCACCTGATCCANCATTCCTGAACTTGGCCTCCTG
TTGGACGGGCATNANGTTGATGAAGGTTTTGTACAGCACGGCGCCTTTGGGCAGTTTTGG
AATGATGGCGNAAGCCTCNNGGCTGCNCGGCGGNGGGATGTACACCTCCTTGGTGAACCT
GACGTGCCCGTCCTCCAAAGCAAANANGGTGTTGNTNATGCCCATGCCCACNNGCGCTCC
TGGGNGAAACCTCANCNGCCTCTGCGTCGCCGGGATGTNGCCGGNNTGAACAAANTTCCC
GTCTTGNTTCTTGAANCCGNATCTGCAGCCGNGGNTTTTTCCTCCGACGNTCTTGGAGCT
CCCGCCTGCCTTCTTAGANGCGAACCGAACCGAGNCCAACAGACA
>BJ741700 ID   BJ741700   standard; mRNA; EST; 212 BP.
TAAAATGACAATGTTTCATCTAGCAAATTAAACCCTTTTAATTCACACTATCGCCTACAT
AACGGTTATTGAATACTTCACAATATATTAAGTCTAGATGTTATGATACATGCATACATT
TCAGTCTGAATGAGAACCCACAATCACCAGTACACATAGATGGGGGGGGGGGGGGGGNNG
GGGGNAAAAAANNNNNAAANNNNNNNNNNAAA
>BJ741713 ID   BJ741713   standard; mRNA; EST; 816 BP.
AGGTTTGGTATGTTTTGTTGTGCACCATATTTCTATTTTGAATTTGTGTTGATTTGACAG
GACCTTTTTTATGTAGAGCAAAATCTTTTGGTACATTTAAAATGTAAGTTTATTGGGACT
TCTGCTTTAGACCATACAACAGGGCTGGAATAACTACCTGCTTTTTACACCTGTCCTCTA
CATCTCCTTCTTCCTTTTTTTTTNGGNAACTTTTCCNGTCAAACAGTTCANCAAGCAAAN
GGGACCNGAGGACGTCTNGGGTNGGACACAACNGTTGNATNGTTACAGNCAAGGATATTT
AGCTTTGGACACAAGTAGNATTTTTGNATAAACCCAGTTNGNATTTAATTTACTTTCANG
TAAGGAAGGAGGGGAGTTCAGGAACAGCTTCCANACNGACATCNGGTTTTATTTGACCCA
CCNGTCCCGCAGGCNCCTCCAGNGTNGGGCCCCAGGCCNCCCCAGCCATGAGGATGCAAC
GCANGGACAACANACNCCACAGGCCCAAATCCTCAGCCCCACATACCCAAGCCCCAACTC
CCAAGCATTTTGTAAAAGCTCNGGTCANAACTTTCCCAAAAAGGCCCAAGGCATTTGACA
GGTNAAAGCCATCCANGAGNGTCNCAANGAGTAACCCCAACNGGTCCATCATCTCAAACC
GGGTCCCAACNGATCACCCCAGCCCCCCTCCACTAAACCCNGTAAATGTGACAGGCGTCG
CCTANACCAAACGCCCAAAAGGATAGCCCCAACCTGTCGCAATGCCANANAGACTGAATT
GTATTCAAATGCCCCCCTACAGATGGNGTTCTGTCA



>BJ741721 ID   BJ741721   standard; mRNA; EST; 189 BP.
TNTTTTTTCTTGANATTCTCGCACGTTCAACACNGTTTTCATAAAGAAACANCTTNAATA
TAAAATGCTNGTTTGTCAGGCTTTCCCTTTCCTGGTAAANANCACTTTTTAGNAGAAGGC
GCAGNAGATNTTNGACACACTACAACCTANNTGGTTAANGTCATGCAAAGGCTTNATCNN
GGNCAAGCG
>BJ741723 ID   BJ741723   standard; mRNA; EST; 888 BP.
GTTGAGCACAACATACACCATTTTATCAATATACTGTGAGGAAACACTGAAAAAATACAT
TTAAAACAATGCTATATGTATTCAGCAAATAGTCCTACAGCTGTACAATGACCTGTCACT
GTACACAATGTGCTGCAGTAAATGTCCAGCTTTACTCCGCCAGGAACAAAGGACTCGTAA
GAAAAAAGGGGCGGTGTTGCACCTCACACAAAGGGGTAGTTGACTTTACATACTGGCTGG
AGTACGAAACCAAAGCTCTCAGAACTTCTTGTGATAGCAAAATACTTTACTAAATACCAC
AAGACGTGTTCAGTCAAACCGTAAGTGACGTGGTAGTGCATATAAATAATGACAGTGAAT
ATTAGCAATCAGTATTTTCATATACAAGAAAAACGTAATAAATACACCGTTAACTGTCAG
CACAACACAACTGGGTGCGACAAGATTGTGCGACTCCGTGAGGATTCTCACGCACACACA
CACACACACGCTACCTTCAGCGCACACTGCGGTACCTTTTAAGGAAGTGTTGGCATCTCT
GCAACCAGCTGCAGGACTGCATTTCAAGGTGCTGCCAAGAAAATAAAAAAAACCTAACAA
AGATTCTGCCACCATCTGTGCGAAGCTGTGCACACAGTCATTCAAAGCTCAACGTGAGTC
ACGTTGTGAAGCGTATGGGGCTGCCAACCACACAACAGGTGTGTGAGCAGAATGGGTGGA
ACTTTGGGCATTGAGGCAGGAAGAGCCTCGGGGCAAAAACCTGGGATTTCAAACCTGCTT
TGATGATGGAAATGTGGCCCACCTACCCNAAAAAATAACATAAAACAAAAAGAGTTTGAT
TTGTAGCTGGAATGTTCCCTTTGGATGTGCGATCACACTTCTCAGAGG
>BJ741733 ID   BJ741733   standard; mRNA; EST; 479 BP.
AGACTCTCTGGTACAGCCTTTAAGCAAAGCAAAAAAAAAAAATATATAATTAGTTTNGGA
AAANGCANCANGGAAGANNGTTATAGAAANCGGGGNGTTTNGCATTNCAAATTNGTTTTA
GGCATAATTTTAANGCAAAAGGNCGACTTNGTTTNCGGTNCNTGGGTANAANCCAANCAA
GGATNCCTTATTNGANAATTTNCNCATTAATTTAAAACANGCANCAGTAAATAANCCCCA
GTNGAAGGTTNCNCTTNGCCCTNCATTAAATNGANGCANGAAAANCAANCAAAAANCCCN
CNGTNCTTACGGGANAAGGTTATTTNCANCNCATNCCGGAAANGNACATAAGGTTTTNCC
AANCNCGGCANCTTTATTNGCNCNGANGTANCAGTTTAGTTAAATAAAAATAAAAGAAAA
CCCNGAGCNCTNCTNANCCTTTNGCNTTTTAAANCCTNGTTNCNTTAAAANGNCTNGTA
>BJ741749 ID   BJ741749   standard; mRNA; EST; 603 BP.
ANAAAANGTACATNCGGGATNCANAACCTTTGGCTATTNGNNCCANAATTAAGGNATTNC
CNCTTAATTTTCGGNANCCGGTACAAAGGNGTAANAAGTAAAAAACAANCTNGAANCNGA
CCNCAAAANAGGCNGTAGGANAAGNCANACGGATAANGGNGTAANGCCCCNGGNGGNGGA
NGAANCAAANACTTNGCATTNGCGGNGGGTNCATTATGGCTNCAAGGAATTTNCCNTTTC
NGGTTANCTTTCNGCGAAAATATNCTTTAAAAAANCNCNTNTTTNNCNCAAAACTATAGA
ACANCGTTGGGCNCANACTTTANAANATTNCCCCGNAGGAGGGNCATTAANCCNCNCNCN
CGTTCAGNCAAACGGGAAANANANATNACCCTTTTTNGNCANACAANCNGGGATAANCNG
GGCAATTCNGGGCNCAACTTACAAAANCNCCCCAGGNGTTATTACNGATTTAAAACAGAC
NCAANTTCTAANCCANCGGGNGCTAAAANACNGCAANGGNCNNCCTTAAAAAAATAATAA
ATANCAANGTTNCGGGAGGCAAATNCCAAACNTTNCCNCGGGCCNAATTCCNGCANCCNG
GGG
>BJ741752 ID   BJ741752   standard; mRNA; EST; 897 BP.
ATGGCATCCTGTAGTGTTCTTGCTTGCAATGCACGTCTTCTGTCACTATGCAGTATCAAG
GTAAACGTCTTTCAACGTTTAGTAAGCTGTGAATGTATAGATGAAATGGGTATTTTATTT
TATACTGTGTTTTTAATACAAATCCAAAAATGTAAGAAAAATAAATTAACATTGATAAAA
AAATTAACAGTTTGGTTTAGTGGATGATGCTCCAATTAAAGGAATTTGCTGGATTATCCA
GTTATCAAAGGTGAAACCAAACAAATATGCAATACAAAGCCATGTAGTTAAAAAAAATTT
TGAGCTAGAAAAATAAAAATACATATATTGGTATACAACAAATGAAAATAAAGTTGCTAA
CAAACATGCAAACAATTTGAGGCTGCTATAAAACCGGGTTTGTTGCCACACAGTCTGCTG
AGTTGATGAAGGAGAATCCAGGGAAGGCCTCGCTGGCACAGACTGCCTGACACCTGTCAG
TCACAGAGGCAGGAACGGGCTGTAGTGTGAACTCGGGGTCAATGTAGCTGACATCGCCTG
GACCAGTCACGTTTGGAATGAATGGCGGTATAACTTTTCTGGCAAGAAGGTCATCCCAGT
TGATGAAAGCAAAGAAATTATGTTCCTGGATTTCCTCGAAGTCACGCTTCTCTCCAAGAC
GTTTGGAAATGTCTCTGTCCAACAAACCCGCCAGGAGTGAGTGAGCAGCTCCAGAAACTC
CACTAGGCAGCTGCAGAGGAGCGTGAAGGATGTTTTCGAACATCTCCACTTTTCTTGGAC
TGTAGAAAGGAGGCATTCCAGTGAGCATCTCAAAAAGCACAACGCCGAGCCCCCACCAAT
CCACTGCAGAGCTGTACGGTTGGCCTTGTAACCACCTCTGGAGCCNGATATTGTTGA
>BJ741772 ID   BJ741772   standard; mRNA; EST; 754 BP.
TTAATCTTTGCCATTAACGGTCTTTTCCAGTAGAGCTCCTCCAAACACATTTGCATGTTT
TTTTGTGTGTTTGTAAGATTCAGAGGAACAGAGATTCGTCTCCGTTAACTTCCTGTTTGA
AGCACCTCCAGGATTGAGACTTGAAAGAGAAATGGCTTCACGCTTTACATGAACTTTAAA
GCCCGCCTCAAGCAGGTTTGAATTAATCAGCTTTCTTTACATGTACAAACAAAATGAAAA
AAGTATTTTCAAAGCAGAGAGAACTCACGAAAACAGAAGCTAGACAAACTAGAGCTAAAG



GCGGCATGCATGCACAGCACTAAGTAGGAGGTTCCAACACAATTAGGGCAAACAAATTAC
TATCTTATAAGATTGTTACTCAGTCATTTGGACACCAACACTGCTTAAACATCAAATTAA
TTAGGAATTAGCTTATTTGATTTCTAAAGAAATACAAGTAGAAGGCGTAGACACTCGTAA
ACTAAAACGTTTGCTTTTTTCTCGCCTTTCAATTTTTCATAGACACATTTTTTTTATGTA
GCATGTTTCCAGTTTAAGTGCTCCCGTCTCAGACTTTCAGGGGTTTGAAGAAATAGCAAA
TGGAAGTGCTGAAAGATTTTGAGCAGTTGGGGCAGAAAAACAAAGTGCTTAAATTTGTCT
TTCCTCTTTTTTGTGTGTAGTTTCTTTTTCTACACACAGCACCTGGTTGAGAAAAAAAAA
AAAAGCTTTTNGATNGNCNAAANCATCTAAGGGG
>BJ741778 ID   BJ741778   standard; mRNA; EST; 904 BP.
AGCACAAGAGAAGAACATGGATGCTCTGTGAAAGGCACAGCCAACGTGTCAGCAAAAGAG
AGGACTCTACTATCATGTTCACACACCAGCAGCAGCACCCAGGATAAATAAGGCGTTTCA
TGAGAATCGTGTGCTTTCACTTATGTTTAAATACACTGAATAATTGATTATTGCACTGAA
CAGTTGGACTGTTTGTGTGTACGCCTTACCCAAAATGATAATCTCTTAATTGCAAGCTTC
GGAACTAAATGTGTAATTTCTTTAAAGCTCATTTCTATCACCATCACTGAAGACCTCAAA
GAATTGTTGAAGTTCTGACATTTGTTTAAAGACAAAGATTTTCAGTGGGTTTTACATCCA
AGAAAGCCTTTTGCTTTGTGTTATCTTGCAGGATATTTGAGTGTGCATGACAGAAAAACA
TTATATCTTCCAGTCATATCCTATTTCCACAATTACCATTTTGTGAATCATCTAGCAAAA
ATGAAAGCGATATTTACAGCAGAGGAATGTAAATCAGCAACATCCTTCCATCTGGTGTGC
GTTTCAGTGGTTTAAAAGAAAGCAGGAGATAAAAGCAGCACATACAAGTGGGACATTAAG
CATCACATACTTAGATAATGTAAGTTCCAGTAAAATGTCTGTCATACCAATAGTTACCAT
AGGTAGATAGGCACAATAATGACTGTATTTGACTGGGGAGATCGACAATGCACTGTAAAA
AGTAAAAAGCCCAACAACAAGTTCACAGGTAGAAAAAAATGCCATACCTTTGTGCTAGAA
TATCAATTTTCATAATCCTTCATTCAGCCATTCACATAAATTCCACACATACATATGCAA
AATAGAAGAATAAACAAAGCANGTACAACAGCAAAAAAGGCTGCCAATGGTATCTCTAAA
TAGT
>BJ741797 ID   BJ741797   standard; mRNA; EST; 797 BP.
TTATTGCTCCTANGCCCCCAGATTTTCTGATTTTTGTTTTCCTCCTTTGGTCTGACCATA
TGACATTTTTTTATGCTTTCAGCGCGGCGCATGCGAGATGCANCGTGCATGTCTTTTGTG
TCAGGGGTCTGTTTGTTCAGAAGGAAGCGTTTAGACTGATCAGGGCTTCTGCTGCCGTAA
TGGATGTCTCTGGCCCTCCTCCCTCGACATCCCCTGCATATGTGGAGGTCTCATGTTACC
CTTTCTCGTGCACCTCTCACGATAGCATCAGACTCTGATTTACAGCTAAGAAAACAGGGT
TCTGTGGATTCTTCTGAGGTCCTGGACCTGTGGCCTGGTTTGCTGTCCTGCCCAACCTGC
CACCGCTGACTGGCTTTTATTGGAAGCAGAGCTAAATGTTTGTTTTCACTGCACCGTTGG
GAAGGAGAGATGGGGGGTACCTTGGTGTACCTTTGAGTGGGGCCTCCGGGATGCGTGCGA
AGTCAAATTGCCCTCTGCACACAATAGATCGGCAAGCACGCCAAGACATCACAACTCGAA
GACCTTGGACTCTAGCCTTTTGCTTCTCCCTCCTTAAACACAATACTCTTAAGTTTTAAC
AGCCGTCCTCTGTGCTGTGCTGTGTGGTTTACAATACCAAAGGAGAAATGTAAAAGATAT
TTAAAAAATGCCCATCTCAAAGTTTGACAGGGTTCAATAATTAACCGGGATGTTTTAGGG
GAAACATTAACTTTAAGTGCTGCTCTGTCTTCTGTCTTCCCACATTGTTTACACTCCAAA
AATGAGTCTGTTCCCCT
>BJ741866 ID   BJ741866   standard; mRNA; EST; 204 BP.
CAATTTCACAGGTGGTTGCCTCATCCCTCCACAGATTTCCTGGATTTGGGACAAATAAAG
CTTTGCATGCATTTTTATTTTTCATTGAATTTAAGATATAACATCAAAAAAAAAAAACNT
TNCCNAAAATTCCCAANAAAAAACATTTATNTNCANATNCANATTTTTTNCANACGGGTT
AAAANAANCCTAAAAAAAATATTT
>BJ741868 ID   BJ741868   standard; mRNA; EST; 112 BP.
GAAACATTTCTAGATATNTNTTTTTTTTGTCTTTACAGTGTGATNAAAGATNATGNAGGG
AGAATAAACACAATNAATATGAGCAACNCATNCCNCANGTTANCTNCNCTAC
>BJ741880 ID   BJ741880   standard; mRNA; EST; 412 BP.
ATTTCTCTCATTCACTCCTTAATTATTTTACATCATATTTACAGCAGCAAATTACATTGT
CCTTGTTTTGTCTGTCTTGCAGTGAAGCTTGGCAGTGCAATCTTGGCCTTTTCAGCAGTT
ATCACTGGACTTTTTGTCCTCTGACACAAATAGCCCAGAGTGGTGCAACCATGTCTGTGC
TGATCCAAACCCCCTGTAAGTCCACCGTCTGCTTTGTTCATCTGCGCCAATACTAAGAAA
AAAAAAAAAAGNCAAAAAGCAAAANCAAAANTTCNCCAANGAAAGCAAAAAGCANAGGCA
ATNGTANCTNCCTATCAGGGGATNGCATNGNAATTNCCTTACCNGANCNAATTTGNGNAT
TTGCNCNANAACAGCAGCAAANAAAGCCCCCNCGCTCNCATCAATCAAAGNC
>BJ741883 ID   BJ741883   standard; mRNA; EST; 847 BP.
GGAGCAAATGTTTTTTTACAAGCATCCTTAAATCACAAAACATTTATTTGTGTTTCTGCG
ACTTTCATTATCAAACAGCTGGAAATATTGCTGCCTGCTGGTTTATGATTTCTACACCAA
CACCGTGTTTGGAGACATCCGTCTTATTAAATAGCCATGAATTATTTTTTATGCACAAAT
GCTATGTTTTTAATTATACATTTCAAAATTAAACAGTTCTTCAAACCGTGTATAGAAAAA
TACCATTAATAAAATCTTAACTTAATATATACATTTTGATTTTGTGCTATTGTGCATAAA
AAAAGGGTTAGTTCTTATTTTCTACTTGAATGATGCACTTTTGTACAATAGTGTTGCTTT
TTTTAATGCTCAAATGAAGAAATGGGACGATTTGAAAAGCACGATGGGAATGACAAAAAA



GGCGGGGGAAGAGTTTCCATGTCCACTGTAGACTTTGTTTAGTCTGTTGGGTCTAAATGA
GAGCGTCCAACTTCAGAGTTTTAGCAAAAAAAGGCAGCAAGGTGAATTCCTTGCTGTTAT
CTTCCATGACGTTTGAATTTCTAAAACCTGTGAACTGAACCATCGTAGTTGGGGAAACAA
CCTGACAGAAATGGCTGTTCTGACGTTCATATGTTAAGAAATTATGCAGTTTTTGGAGCG
GCGGTTCTTCCGACGACTGGTCTGAGAGCCTGGGCTCAGGGCGGTTACCCGAGTGGGGTA
GTCCTCTGCATAGTATTTCCCGGCAGGTCTTGGCTGAGGAATCGGTTGGCCCAAGAAATA
GCCCTCTTCTTCAGAGTCCGAGGATGACGAGGAGCAAGTGGAGCACCAGTCGTCCTCGTC
TCTCTGA
>BJ741893 ID   BJ741893   standard; mRNA; EST; 906 BP.
CGGATGGATTTTGGACATCTGACCGACAAGAATGAGTCGATGTGGTGGAGAGAATCCTGA
AGTTTTCCAAAATAAAACATCCCCCAGAATCAGATTATAAAGAAAACAGAAAAACTTTTT
TTATCCAACTGTCTTACGGTCTAATCCCGGACCGATCCCGGACCACGGGGGTCGGGGACC
ACTGGTATAAAACCCTGTGTTCTGTTGAACGCTGCAGTGGACTCAGACCCAAAGGGCTTT
GGGCGAATGTTTACCTCCAGGAAGCGATCGATGGCAGGGACGGGGTGAAGCAGGATGAAA
AGCAAAAAGGTGTAGAGAGCAGCGCAGGACACCATGAACGGCCAGTTCCTGTAGCTGGGT
TGTCTGAAGGGCTTCCCTTTGGAGAAAACGATGGCCACAACCAAATACTGGAAGGAGGAC
ACGTAGAAGAGCGAGGTGTTCTCGTAGTTCCTGATGTTCTTGTGGTCGGGAGCCCTGGTC
GTGTTCATGCTCTGAGGGAAACTTTGTCTGGAGATGTTACAGGCGTCCGACTGAGGCGTC
CACGTCTCGTACCAGCTCTGCTGCTGCACCAGCGTAAAGACCAGGACCTGGAAGAGCAGG
CAGGTGAGGATCTGCATCAGCACGGAGCAGAGCAGCGGCCCTGAGATCAGACCGGACGGG
GGACGGCGCCGCACCAGCTCCTTCCACGCCGGGTTCAGGCTCATTGTGAAGGCGATGACG
AGAATGATGACCAGGTCAATGAACAGAAACTGGAAGTCCCCCAAATTGCTGAGAATCTGA
ATTTAGAGAGACGTTATGAGGTCAGCCTCGTGCCGAATTCGCACGAGGGGCTGGGACAGG
CACAGAGAAACGAAAGACTCCCAGCTTCCTGGACGGCACCCTCAGGAAAAGTTTCAAAAA
CAGGTT
>BJ741895 ID   BJ741895   standard; mRNA; EST; 376 BP.
ANTCCTCTNTTCCTCACAGATTTATATGCAATGNGATTNATAAAAGACCTGAANNTAAGT
CCAACCAGANAGTNNAAGAANTGAACTTACAAAGTGACTTGNGAGATTTNCAACCCTAAA
TGNTNAATATTTTNNGTTNNTNTTTAGTCCATNTCTTTTACANGAAAACCAATGCTCAGC
TCGATTTAGATTCAANACACCATCCACAGCTGATACTCTGNGACTCANGAATGAATCCCC
CCAATACTGCCTTTTAAAAAAAAATAAANGTGTACNGTTTTTTCAAACTGTTAAAAAGTT
TANGAAATTTTCNGCAAGAAATGGAAGAAGGTTTTGTATCTCGAGTTCCTTGGGTCTGCT
AGTGCCTGCTTCAGCT
>BJ741902 ID   BJ741902   standard; mRNA; EST; 529 BP.
ATCCCACAATGCAGAATTATAGATATATTACTGGTATACTGACAGTCTTTAGTTTAAAAT
ATAATGTCAAATAATATTTTATTATCAAGTTAGGTAAATAAAGAAAAATAAATTTATACA
ATATGAAGATTTTCACAAGCTGCTTCTTCTTAATGTCAGGTGTTACTTTTCTGCACTCGT
TTCTTTATGGATCTGTAATCAGGTGAACATTTCCAATGTTTCCGTTACAGACACAAAAAC
GTACAAAATAACATTATCTCACTTGTTTTTTGTTTTTCTAAGGATGGCTTAAGAAAAATG
TACAAACCTTTATTTTAGGGGGACTGGAACAGCTTTATTATGACTCTCAATAACTGGGTT
TTTAACTTTCCTTAGGAAAAACACTCTTAACGTTCCTGTAGTCCTTCACTTATCTACTTT
CCGAACTTGTAAATCCTAAATCCATATTCTTGCCTTTTCGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGAGAGAGAGANAGACNNNGNNAGAGAGA
>BJ741931 ID   BJ741931   standard; mRNA; EST; 476 BP.
AAAGCATTTTCATGTCTACAGTTGAAGTGACTGAAGTTTTCTTTCAGTCTCTGCATTCAA
ACAGGAAAACATCTTCAGTCGTTCTGAGGAACAAACTTCAGCCACGATAAAAACCGGCTT
TCATTCAAAGAGGCGGAGAACTGAGACTTTCAATTCATTCAGAAGAAAGATCTGTTTTTC
TTTGCATTGATTCCTTATAAAAATGAATATTATCCTAAAATAATTTATAAAACCGTAAAA
AATCCACTATTTTCATTGAAACCTGGCTTGAATAAAAACCGGCATTTGGGTGGAGGTAGG
TTTACCAGATCAACGTCTTCCTCTGACAAGGACCCTTCTGAGGTCACAAAAGGTCATCAG
GTCACGTGACCAACCATGTCCTGAAGATGACAGACCGATTTGGGCGACGCCATCAGTGAA
AAGCCCAGCGAACGGGACGAAACGTTCGGAAGACTGGGGGGGGGGGGGGCCNTTNA
>BJ741936 ID   BJ741936   standard; mRNA; EST; 877 BP.
AATTGCAGCATCTTTTATATTTAAAAGTCTCACATAGCCTTTTTTTTTAAATCCCTCTTA
GATATTTTACAGTTACACACATGCATATCCCCCTTTATGTTTGTAGATTTTCACACATCC
ATACATACACACAAAAGCCATACAAGTGCATACATTTGCATATATAAACAGTCCCTTGAA
GAAAAGCCTGAAAGCTTGCTCTCAGATTAAATGCATATGCTATACTTTTGAAATGGTTCC
TTTCATGTTCCATTTTATCCAATAGTTGATATGCATAGACAAATGGCAGCTAAAACAATA
AAGCTTTTCTTAGACACTTAAAGTCAACATTATTTACATTTTTGTTAAGTGAATAAAATA
AATGCTTAACTTTAGCTCAAAACGCACAATTAAAAAAACCTGCCTTAGTATTTCACAGCA
AACTCTTACATTGCTACAGCAGCAAGAGTGCCAGTTTAGTTTCCTGGATGCCTTCTAGAT
AATAAAATCTTAAATTACGTATTTTTTAAGAGATCAGTCATTTCATTGTGGTAATGCATA
GATTTGTGATTGTAATTACAGTTCACACAGTGGTTTCACTTTTCCACAAACCACTCTTTA
TTCCCACAGAGCTCTGGGACTGGTCTGTGCCACTCATGTCCGGTTCGAGCTCTAGCACTG



AGGTTTTCAGGTTGCCATTGACGGCAGCAGCCCCAGGAACAGTGGTGGTGACACTGTTCA
AAGGGTAGGAGCAGCGCTTTGCTTCTTGCTCTGCAGATGCTACCACCTTCATATTGTCTC
TGCTGGAGCATCGTCTTTGAGCCGCATGCATAGCTACGGAAGGTGGAAGTGGAAAAGGTT
TGCGACTCCCACTGCTACCTCCATCACTTCCTTCAGA
>BJ741941 ID   BJ741941   standard; mRNA; EST; 898 BP.
GAAGAATTCAAATACACAAGAATAAAATAAATAAATGGATTCAGGACCATCAGAATTCTC
CCATAAGCCCCCTAGTGGCAGCTTTGATGGTGGCGAGGGCAGCGGAGGTCACGGCACACG
GATGGACGGACGACGCTCACAGGTCGGCGGTTTGGTCACCTGACCCAACGCTCTCTTCCT
CTTATTTGAAGTCATTTTCCAGCTAGCTTGTTAGCCTCTTTGTCCTTTAGTGTTAGCATT
AGCAAATGGTGTAACCGCTGCAGCCCCCGTGTTGACCACAGGTTAGTTAATAGGCCACGC
CCTCTGCTGATGATGATGTCACCATCGCAGTGAGAATCACTAAAAATGTTTGCTTCTCTT
TTTCACATCAAAGGAAAAGACGCCCTCTAGTGGCAAACTGACCGAACTCCAGTTATGGTC
AAACACGCCTCAACAGTTGCTGTCAATCAGGACTTGCTGTTAGTTTGTTTTCTTCTGAGG
AAAACAAATGCACATCACTGCCCTCTAGTGGCAGCTTGCGGATCAGGAATCCTCCACGCT
TTCATCTGAGCGTGACGACTTCCACCGGTGTCAAAAGGAGAAACCTGAGGACATCTCGCC
GTCATTGGGACAGCGGTTCCTCCAGGGGAACGTTTGGTGGAGCAGCCGGTTTGGAAGAAA
ACGTCTATGAAGCTCCAGCTTTCTACTGCTGCTAACCCCAGCAGGAAGAGAAGCCCCGCC
CACTTCTAGCTAAAGCAGCATTTAATCTGAAGCTAAAAGTCATGATACTACAAAAACACA
TTATCCTCATGATTTCTACAAAGACAAGACTCTCAACAGGAAGGTCACGAGCTCAGCGCT
TCCCCCAGAAGCTCTTCTGCCTCTTCTGAGCGCGCTCCAGGACCACGGAACGCGGCTG
>BJ741944 ID   BJ741944   standard; mRNA; EST; 162 BP.
ACGCTTATTCACTTCTATGGCATGCCTGTATGCTTGGATGGCTGCTGACGTGTTCTTCAT
CTCCATGTACTCGTGGCCCATCAGGGTCCAAGCTCCGAGACATCGAGGGTTCAGCTTGAG
AGCCCGCTGGAAGTACAGCGCTGCCTTCTCGTGCTGGGAGCG
>BJ741961 ID   BJ741961   standard; mRNA; EST; 874 BP.
GCCTTCCATAGTTTGCAGCCAAAGAGGGATTCTAAAGACTCCAAGACAAAATACATCATC
CTTTTAATCTCCATTTCCATTTGCTACATCTCATACAGTAAGCACATGAACGAGAGAGAG
CAACATACAGAGTCCAGTGATTGAGCACATGAGAGCAACTCGGCCAAGGAAAACACAAAG
TCCACAAAGTTCCTGGAGCTGTCTTTGTGGAGGAAGTCTTTGATCTGTCTGTGAAGGGGC
ATGCAGTGGATTCGCTGGAAGGGGAACACAGTGTGTACCACTCTGCTTGCAGACAGCTGC
TAGTTCACAGTTAGGGGTTTGGAAAGTGCACACAAGGTACTGATCCAATAAAAAGCTTTT
CTCTACTGTACTTTTTTACACCATAAACCTTGATGTAAGACAGGAGAATAATTGGGATTA
AAAAAAAGACATACAAATATTCACATAAAACTATTGGATTTGATTTCACAACATCTACAA
ATTCACAATTTAGTAACATTTTCTGAGCAGTTAAGGGTTGTTACTGTTTATAGTTTGTTT
AGCTGATCTATTTGTCTACGGCTTTGCTAGGCATCAGATTTGCATCATTGCTGTAGAGGT
TATATTGTATAAAACATATAATGCTTTACTAGATAGCATAAATATATTCTTCTAGAGTCA
TACTCTTCATAAAATGTATCTTGATGGATAGGATGACATGTTAGTTCAGATGTTAACTCT
GGCCCTGTGAAAAAAGACTTGCATGTAAAATACAATCAAATGACAACAGCACTGTCTGTC
TGTTAAAACCTTTAAAGACCCACTCTGATGAAACTGGTGTTTTTAACACGTTCTTGTGAC
ACATAAAGAAAATTAACCTTGAAGGGAGCTCTCA
>BJ741963 ID   BJ741963   standard; mRNA; EST; 718 BP.
GGACTTGGCGACTCTCTCCAANTCGATCTTTCTTCNTGATTGCGTAGGAGTTTGAAGAAC
CCTTGGCTGCGTTGATCAGCCTCATCAGCCAGACACTCGGCGATGGTCTTGATGTTCCTG
AACGCAGCTTCTCTGGCTCCGGTGCACAGCACCCANATGGNCTGNTTGACCCTCCGGAGG
GNGNACACATCCACNGCCTGCCTCCTGACCGTACCGGCGCGACCGATACNGGTGGAGTCC
TCACGGNGTCCACTGTTGATGATGGCGTTGACCAAGACCTGGANGGNATTCTCTCCGGTC
ANCACGTGGATGATCTCAAAAGCGTGNTTGACGATGCGCACGGNCATNANTTTCTTGCCG
TTNTTGCGTCCGTGCATCATCATGGANTTGGTCAGACNCTCCACAATGGGACACTGGNCC
TTCCTGAAGCNCTTGGCGGCATANCGGCCTCCAAAGNGTGNNANGTACTTGGNGTACTTT
NCTTTTACNGCGATGTAATCCTGCANGGANATGNCATTGATCTGGACATCATCNGTGCTC
CATTTACCAAAGAGTTTGATCNCTGGGGNCTCAGCCACANNTGGNGCANTCTCCCACTCA
GTCANTGTGTCCNCCGNTGTGTACCACACTTTTCTCCTCGTGCCGAAATCNGCACGAGGA
ACAAGACTGGANGCTCTTTTAAATATGTTGACNGCTGGCACATGAGTTTTGCCNAGTG
>BJ741969 ID   BJ741969   standard; mRNA; EST; 890 BP.
AAAAAAGTTTGAACAAATCAACACAGACGTTCAGCAGAAAACATTCAACTTTTAGGCATC
AAACACATTTTTTTCAGATGTTTTCCAGATTCATTTAACATCAAGCTCAATAAATTATGA
TAATGTCAATCATTCCAAAACATTTTCCTTTACAAAATTGATAAAACAAACCTTTTTTTA
AAGAATTAAGCTAAATCTATAAAGAATGTGCCATGAATTAAAATTCAATTAAATGTTCAA
ACATTACAGGTTATTTAATTAAAAAATTGTTCTTGTAGAAGATTCAAACTGTGTGATTTA
AAAGAAATACACAAAAGTACTTTAGAAAAACGTCGGAGTTTGCGCCAAGATTCACTGTTT
TTTTCCTCAGGAGAAAATAAAACTGCACCAAGAAAATGGTCAAGTTTTAGTTAAAGTTTG
ATTAAAGATGAAAATAACAATAATTAAGTCTGAGGATGTTCTGAAGGTTTCTAGAAGCTA
AAATCTGTTTCTGCATCGGCTGAGAAAACCTTTGACTTCCTGAAAACCATCTGAGAAGGA
AACAAAGAACAGAAATCTGGAGAAAAGAAAAAATACAGAACAAGAAAACAAAATTTGGGT



AAAAGAAAAGAAAAAAAATCAAAACACACAAATAAAATAAAAGCAAACATGAATTAAAAG
AAACAAACCAGGAAGGAAAAAAAGGTGAAAACAATCTAAACTGAGAAAGTGAACCGTTGA
GCTGCTGTGGAAACAGGAAGTCCCACTTTTGTCTCTTTTCAAAATAAAACATTTAGCTTT
CCTCAAAGTTGTTTAAAACCAAAAAGAGTGAGCAAAACAAATATCCACAAATGTGAGATG
TGTGAGCTTAGTACCTGAAAAAATGTAAATCATTCGTTTCTCCACATTGT
>BJ741999 ID   BJ741999   standard; mRNA; EST; 159 BP.
AGATAACATGAGATACGTACGTCTTCATGTTTACNAAGCGAAGTTCANATANTCTGCAGA
CNNAATAACACAAAAGCTTTAAATCTTTATTTAAATTGTTTTCCTGGCAGAAGTGAGTAT
TGTAAGGCANTTTANTGTGAGATAANTGGAAAGAAAANC
>BJ742001 ID   BJ742001   standard; mRNA; EST; 165 BP.
GANTTCTACCAACACCTCAACACTGCTAANCTACAAAAANACGCAGAAGANTTTANAANA
AAGATCACTTCNGAANATGNGGNNTGCNCTGGTGTTGCACATGTTGCATAATGCCATTAC
TCTGTCACNTANATCATCTTTNGGATGTNNGANCTNTCCANCNTT
>BJ742003 ID   BJ742003   standard; mRNA; EST; 570 BP.
GCATGAAATTCCACTTAAACATTCATCATAAGTAAATACCTACAACTTTACAATGATATT
ATCACCAACCACATATAAAACCATGGATGCAGAGGAAGAGCTCAAACAAAAAGCAGCTCA
TTTGCTAAAATAAGACGGATTTAAAAGGATTCTTGAATTTGAACAACGTATAAAGGCCAT
GCAGAGAGGAGATTTTTCACTTCGCTGTTAGAAACGTTGGTTCACAGAAATGCTTCAGTT
TGTTTGTCTTGTAGTTTTGACTGATTTGAGTCTTTGCCGTTCCTTCAGGTAAAATATCAA
ATATATGTCCACCTTTATTTCTAGAGCCCTGTTATTCTTTACAATAAAATAAAAAATAAA
ATACATATTTAATTACTTTTCAATAGATCCTCTTAAGACGAGAAATGTGTAATCATCAGG
TATGTAGCCAGAGGAGTTCTCAAATCTTTGTTCTACCACTATTGAGAGGATGTCAGGCCC
AAACCCTGACAGAATTATTTTTTTTTTTTAANCCNNGANCNGANCCTAAAATTANTANCC
CNCAGGTAANTTAAAAANACANATTNCCGG
>BJ742017 ID   BJ742017   standard; mRNA; EST; 857 BP.
CATTTTGGTACAGAAAAAAGTAAAACATCTTGTAAAAGTTAAAATTGATCCAAAAGCAGA
TTGCAACTCTTAAAAAGATACAACTCCAATAACTTCAGCTTGAAATGAAGGAGGATTTAT
GGACAAAAACAGCTCACGTATCGTAAACAAATGAGAACCTTGAGACTTGGATAAAGAGTT
TAGGTGTTTCCTTTTTTTTTAGAAATGCCCAATATTTGATTGAATAAAAGCTGATTCATT
GCAAAAACGGAATCTCAGGAACTTAAAAACATCCTTGTTTCATGAAAAATTGTCGTATTT
TCTGTCTTTCAAGAAAATAATCCTGTCAAGAATATTTTTCAATAGCAAAATAATTTTAGT
TTGAGAAAACATGAATGAATAAAAACATGTCTTGACTTAAAAGAAAAAAGAATTCTTGTT
AAGACCATTTTTTTAACCGAATTCTTTGCTTATTTAAAGAAAATCTACCAACGGGGTAAC
ACTTTTTGACTTATTTCTAAGGGGTCTGTTTTTGCAGTGTGGGCTTGACACATGCTCACT
CAGGATTACATGTTTGTGGCGTCACTTCAAAGGAACTTTTTTCTCTTCTGTTCCAGCCAC
TAGTATATGTTCAGGTTTATGTTTCCTCACTATGTTTTTACAACCTTTACACTGACTTCA
CTCTGGACCCCCCTCTTTTGTAAAATGTACTGATGTGCATCGTGTTTGTCAACCTTTTTG
GATTTGTCGAGATAAAAAGGGACGCAAACCCCACATAGTGAAGGTGTTTGCTTTATTTCA
GTGTCACTGAATCAAGCTTTTTGTGTGTTTTCACATTGCAGAGTTGTGCGTGGTCTGTTT
ACATTCNCAGACCGGTC
>BJ742020 ID   BJ742020   standard; mRNA; EST; 935 BP.
GCACTGTTGGTCAACATTAATGTATGAGGTCAACAGGTTGTCACTACATTGGAGTTGGCG
CTATTGTAAATACCGGTTATAACACTAAGGTTACAGACTGAGCTTTGCTTTGTATCGATC
ATGACTGAACAAGAGGGAGTGGAACGTTAAAAGGTGACAAAGAACAGAGAAGTGACAGAA
GGACAGGATGAAAAGAAGCCTGACTGGAGGAGAACTGCAGGAAAAAGAAGCTGGAGTGAA
CACAGGACACAGAAAAGTGGGGGGGTGGGCTTTGGGGTGTGGCGAGCCAGTAAATTTGGG
TCAATGACAACAATTAAGGTGGGCAGTGTACTGTAGCACCAATACATATTCAGAGGCAAA
TTACTTTTTTAAGTTTAGAAACTTAAAACCACTGAAGAATAAATAGCAGTTCTAAAAATA
TTTGATCAAAGCCAGAACATTCAGATTCAGAACTTGTGAAGAGGGCCGCATTTGTCCAGG
GAATGCCTGTCCATGTACTTTCCTTATTTGCTCAACTCTAAGTCTTATAACTCTTTGTAG
CATTCAGCAAAATTCAAGAAAAAACGGTTGGTTAAAAGGTGAAGGAAAACAGTTTTGTAG
ACTGATTGAGGGGAATTCTCTGTTCCGTGATGATCTGGGGGTCTTCTTTGCCATTTCTTT
AGATCTGCATCTGCTCTCGTTCTGGATCTTTAGGCATCTTTGCCAATTCCAAGCCTCTGT
TCTTCTCCTTCCAGCAGCTTCCTATAGGTCGCAATCTCAGCATCCAGCTTCAGCTTAATG
TGCAGCAGTTCCTGGTAATCTTGAAGATACTTGCTCATCTCCAGTTTGGTTTCACAGAGC
TGGACCTCAAGTTGAGCAATGATGCTCTCTAAACCTCCCACCTTCTCCATATGGGGAGAT
TTCCATTTCCTCCAACTGCTGCTCAGGGGCGGCGT
>BJ742024 ID   BJ742024   standard; mRNA; EST; 914 BP.
ATCACAACAGTCGTCTCGATGGGCTTCAAAGTAAAACATGAACTCAAAATGATCATGAAT
ACAAAAAGTTCAATAGGAAAATACTAAAATGAACTAACAAACTGACTAAGCCATACTGGC
ATTCCTGCCCTTAGACCCCCCTTCGCGGTAAGGAAAAACTCCTAAAAACCGGATTCCGCA
GATGTTTTAAAGGAGGACAGCTGTGGCTTTGGCTGATCTGGAAATAAGTTGTGCAGTGAA
AGAAATATGAAACCATTACAAAATAAAAGATTGCATTAAAACGTTATTATAGGACATGGT
CATCCTACATTTCATGTGTTGGAGAATCAGCAGAACTTGTGTCAAAGATATTAAGACTTC



ACACAACACCATGATAAACACAGAACTGAAAATTATTAAAGGACAAATGAGAAGAAGTTC
AATACAATTTAACAAAAAGTAGCTGAAAAAAAGAACTGCACTGACGTGTGTTGAAATTAC
TAGGACAACAATACTGTGAAGCTTTGGCAGAATTTTAATAAAGAAGATCTACCTCACTTC
CAGTTACTTCTTTGTATACGGCATCATCAATCAATCAATTCACTTTAAATCAATTGCTGA
ATTTCTACCTCTCCTCAGCCAATCACAGTTATATTGTCATCCTGACATCCCATGATGGTT
GTCTTTCTGCATTCTAGATGGTTTTGACTGCCGTCCTCCACCCAGTTCTCCACCTGAAGT
GATGCTTTGGCAAGATCTGGCCCTTCACCACCATCATTGACTATAGGTTCTTGGGTTTGT
TTGTCTATGGTTTGAGCTCATGTCCCAAACAGGTGTCATTGGCCCAAAGCCTAACTGCCA
AAGGACTTAATTCATGCACATCTTCCTATGTCTAAATAAATCTTAACTTGCATATGTAAG
ATCCAAAAATATTG
>BJ742028 ID   BJ742028   standard; mRNA; EST; 646 BP.
AAGAGACCGGTGATGCNCCTCCCACCCNGTNTAGACACCNTACNGGAAACGCGTTCCTCC
TTTACNAAGAGAAAATATCGGCATGCACAAAACTTTAACCAAAGTAGGTGGGGGTTAAAA
AAAAAAAAANAAAAGTGAAAGAANCCCCCCNGACNAAAAGTAAAANAAAACNTTGATAAA
CAGGACATACNGTAAAACGCGGTTCTNTNAACTGGANAAAAAATTCAAACNCTTTANCTT
CAGTCAGCTTCTTTGNGACNAAATATTATAGTAATTTCATTTGGGGGGNGTAGCTCCNCC
CNCNGCACAGCCCCGCCCCNGTCTTCCTTTTAAGGCACAGGACAAAATAACNCCCNCGTA
AAAAAGGAGCCGGCCNCNCCNCTGCTGCTNGGTTACAAANGATCCAATAAANAAAAACCC
CNCNCTGAGNGTACAAAATATTCTTCCTACTTTGCTGATTCNCAAATTCCNGGGACTGAA
GGGGGGAACCCCNNGGGTGGGTGGNGGGGGGGATCTTTTTAGTTAAAATGAGCTCTTTCN
CNCTTTTNTCGTCAACAACCTTTAAAANAAAANACAANAAACGNGACNGGATTCCNCTTT
TTATCAAAAATAAAAATGATTGGATGCAAAGTGAAAAGGGGGAGGA
>BJ742031 ID   BJ742031   standard; mRNA; EST; 200 BP.
CTGTACTTGTCTCAACTTCGTGTTTAAGCCGTACATACATTTATATTTCCAGGTACATAC
ACTTAAAACTGGGGGGGGGGGGNCCGGGTAAGTTAAAAAAAAAACAACNGGTCNGNCTTC
CCCCGCCCGGCTCATTCAAAGCATTTCNCAGAAGGGGTNCCGTAANAAAAGNGCAAACNT
TTATTTAANACCAAACNTCT
>BJ742036 ID   BJ742036   standard; mRNA; EST; 874 BP.
AGAGATATTTGCACCAGCCAAATCTATAAAAACAAAGCAAACAAAAGGTTTACTTTTTTC
CATTTATATTTGATAGTTGATAAAAAGAAAATAAAAACGAATGTTTCCGGTAGAACCCAG
CTTACTATGCCATGCATGGCAGCAAGTTACCGTGGAGAAGAACATGGTGAAACAGTAGAC
GGATGCCTCTGTAATGTAGAAGCGCCTGGTTGCCACGACGATGGCAGGCAGGAAAGACAG
GTTGCTCAGCGTGAGCAGCAGAGTGGAGAGGAGCTGGCGACCGTAGGACAGAGCCGAAGA
ATAATCAGTGCACCCCCAACCCTTCCAGCCAGCCTTGCAGACGCAGCCGGCGTACAAGTA
GCTGTAGGCTCTCAGGAGCCTGCATTCACCGTAGGAGCCACAGTCCTCCACACAGGCGCT
GACAGACAACTCTGGGACCACCGACACCACCGAGGCGTTACCACAGGAGCTGCTGTTGCA
GTGGAGCTGCAGGGTGAGGTACCACGATGCAGACTGAGGGAAGGGCAGCCTGAGCACAGC
TTTAGGGGAACTGGTGTTCACAGCCACACCGTATCCTCCGAATAAAGCTGTACGACAAGG
TTGGGAGTGGTTGAGCTGTAGGACCGGAGCCCAGGGAGAAAAACAGGCAAGCACACTGCT
GCTGTTGTCCAAGACTACATCAGTCGTGTTCAGAGTGAGTCGCAGATTGAGCGTGCCCCC
TGTGGCTTGACTGGGCAGTGGGTAGGTGAGCAGAGTGGGATGCGTGTCTGTGACACTGAC
GTTTGACCCATTGGCAGCTGTGAATCGGAGCGAGAGGACGTCCACTTCCTCGTAAAGAAC
GGGGACGCTCCACATGCACGCCGACACCGTCAGA
>BJ742062 ID   BJ742062   standard; mRNA; EST; 529 BP.
AAGCAAACCATCTAAGATAATATTTTTAATACCACAAAAAAATGTATTACCAACCCACGA
TTGTGACTTTAGGCAGAATAATGACTAGAACTTTATAGATTAGTTTATAGCAAAAAAAAG
AAAAAGAACAATAAAATAAAAATGAATCATAAGCCAGAAAAATTTTTTTTTTTACNGTTT
CCATTCNCCCTTTTTTTTTTNCCNCTNTTTCAAANCNCAANGCAANGTAAACNGGANCAG
CANCGGNCTTNGTTTAAGTATGGNACNGCCCCTTNCAANAGTAGCCCGGTTAANCNCAAA
NCCNGCTAAAATTCNGTTNCCCCCCCGGGTTGGCTAANGTTCNCNCCAAACTNGNNGCNC
NGTTCNGGGGANAANATNCTTCNCTNCGNGAGCANANGANCGGANCTTTACCCCNCCGGN
ATTTAAANCCTNCNTACTTTTAANATANCGNACNCNTNGNAGTTTTNCCCCNCAAANGGG
AAACTAANCNCNTTTTTANCATGGCNCTNCTNCNCNAAAANCCCCGGGG
>BJ742063 ID   BJ742063   standard; mRNA; EST; 938 BP.
CATAAATTAAGTATTTACACGTTGAACACAAGTCAAAAGACAGTAAATTTGTAAATAAAA
AGTATGACAAACAGATTTTCAAAATAACAACAGATGTAAGTCAAAATAAATTCCAGTTTG
AGCCTATATTTTGGCCCTCACAGCTCGTCTTTGCCCCCTGTCACCCTTTCTCTGCCTCTG
CCTCTTTCCTTAGGCGCATGGTTCCGAGCGTTTCGACCAGGGTTTGCATTTCTCTCTGTC
TCCTCTTCGTCCTTTTTCACCACACTCTGTCCATCTGCTGCCCACAAGGCCTCTGCCTCC
TCCCGCTCCATGTCCCTGTACAGCTTCTCCTTCGTGAACCACAGGGCCAGAGCACACCGC
CGGCCCCCGGTCACAGCAGCCACACCGTGGGGATTCACTGGACCCGAAGAGAAGCCCACC
AATCGGCCACAGGTGGGCTTCACTTGAGCTGTAACTGTCTTGGCATCTCTTTTAGTGAAG
AACAGCTCTCCACCAGTGAAGTCATTGTTTAGGTAGAGAATTGCACTGAGGTCTCTGTGT
ATGAAAGCAGGCGGTTCTTTCCAGCACTGATTTGTTTCTGGCTCAAGAAGACAGTTGTCA



ACATGGACAGGGTGAGACAGATCTAACCTGCCCTCCTGGTCACCTGCTATAGCACTGCGG
CACACTAGATGTGTAAAAGAGATAAATAGTCCAGGAGGGCTTCTGAAGTAGGAGTGCAGA
AGCCCTCTGACTCTTTCTCCCAGCTCGTGAAGCAGCCTGGCATCTGATTGGTTCACTAGG
CCATCCTGAGCCAGCTTTGCAGCCCTGAGGACAGTAAGACCTTCAAATGTTTCATGAGGT
GTGTGTGGAGACCGTCGTCCCTGGTAACCATCCCCAAGAGATGCTGCCACAGTTGCCAAC
TGCAGTAATTCTGTCACACTCTCTCTCAGTCATGACTC
>BJ742067 ID   BJ742067   standard; mRNA; EST; 847 BP.
ATGTTTGATTTTTCCATTTCTAATGAACATCTTAGGATTTTCAATCATTAAAAAGTTTGA
TATGTTGATAAGATGAAATTTTCAAGCTTTTTTTTTCCTTCTTATATAAAGACTATTATA
AAGGCATTAATGTATTTATATTAATAGGGCAGAGAGGCCCTCAAATTTTAACAAAATGTA
CAAGGATTTCTAAAAGGAGAAGAGAAAAATAATGTCTCAAAACTAAGACAAATTGATTTT
CTTCACAGGTATAGGACGCACAATCTTGGTCCAAACACCTCCNGCAATGAAACATCTAAA
AAGAGAACATCTCTTTAGAGGCTTTTTATAATTTACAATCTTCAGATCAGCATCCTGGTC
ATGTTTTTCTCCCCCAAAGAGTCTTTGGGGAAGAAAAGATTAAAATAAAAGCACACAGAC
NGGATCGAGGCTAAATATCTTTACATTCTTTGCTACACAATAACGAACATCCTGGTTTTC
TTGCGTTCTGCTTTAGGAATGGACACACGGGAGCCGAGCAGAGGTGACGGAGGAACATGG
GGAGAGTAAGGCATAGAGTTGAACAGATGGGGATAGTGTTGCAGCTTGGGTGGAGACCTC
AGAGGGCGTGAGTCTACTAGAGTTTGTGGAGGAACACCTGGCTACCATGACGACCTGCAG
GTTGAAGGAGCGCGAGCGCCGCTTCGGCTGTTGCTAGGAAGGGGAGTGAGTGCTCAGCTC
TGGCATGCCCTCTAACTCCACCCTCCAACACCCATCAGGCCTCGGGAGGCCCGAAGGGAA
GAGAGGATCCTGGGAAAAGAGGTGGTCGTCTCCACTGATTTGAACCCATCTGCTGCTTTT
TTTTTTG
>BJ742092 ID   BJ742092   standard; mRNA; EST; 114 BP.
ACACTAGGTTTCATTTAATGAGCTCAATGTGACTCTTGCTGATGTATCACCAAGCATGAN
AGAACANANATTGGGCTGTGAGGTANANAATCCATCCATCTTANACACCTCCTA
>BJ742106 ID   BJ742106   standard; mRNA; EST; 944 BP.
GCTTTTTCACACACACCCATGGAAACCAACCGTGTACTGGTGATGTGCACGTGGAATGAA
AATGCTTTTCACACACACTCCCAGAGAGGCTCCAGCACACGCGTGTGCACCTGTTGGCCC
ACGGACAAGGTGGCCAGAGGGATGTTCCTGTCCAATCAGTGTCTGCCAGCTGTCTGAGGA
CGATAGCAACCCATCTGAAGGCAGAGCACACACGTTCTCTCCCCTCTGCATTTTAAGCAG
CCTCTCCCCTCAAAATGTGCACAAGGCTCCAGACAAAGCGTGTCCTCCTCCTAAACAGTG
CCACCGCCTCGCTGCAACGGACTCCTCTGAGAAATCCCATATCTTAGTCCGAGCTCAGGC
GGCAGCCAGGGTTTGAACCGCTCCCGGCTCCACCGCAGTGCAGCCTCCGGCCAACATCCA
TCATCTCCATCATCCGTGTGCGCTGGGTGGCTGTTGGAGCCTTGCTGGATTGGTGGCAGA
ATGGCAGTGAATGTGGAACACAGGAATATCTTACAGGTCCTCATGTTTAGGACATTTGAT
GGAGAAATCATCTTCATGGAATGTACAGCCTATCTCTTTGGCGCAGACATAGTGGTATTT
ATGAGAGCAGCCTCTCCAACAGCAGCTGAGGGATGCCCCCTCAGTCTGGCACTTGTAGCA
GTTCGTTTGTGCTGAGCTGTTGGCAGCCTCCTTCAGTCCATACAGTCTCCCAGCTACCAT
AATTACCCCCTTGGTCCAAATGGCACAGTTTTCATGAGCCCAGTGCTCACTGGCCTCTGC
TTCCATTCGCAGCCGTTGGAAGATGCTGTTGGTTCCCTCTTGGTCCCCTGAAGCCCCTTT
GCTGACATTCTGAAGCTGCTTCATTTTCCTGAACCTCTCTCGAANCGTTAATCTTCGTGG
AGCGCCTTNCCCGACATGACCTTTCAGGTCTCTCTGCTCTTCGA
>BJ742137 ID   BJ742137   standard; mRNA; EST; 916 BP.
AACCATCTCCAGGTGAATATGAGCTGCTTTTGTAAATGCATGATTACATTTATGCAGGGT
TTGGTTTTATGCAACAGTAACTACTTATTTGATTATNGTAATTTCATAGTGAGAGTACTT
AGCTGCATCTCTGAAGTACAGTATTTCTAANGGGGCGGATGTGAATAACTAAGAGTTGGT
AAAGTGAAGCAACCATCCCTCTGAAGAGGCAGAGCCCCTTGGACAATTCATTTTTTTAAC
TTGTGTTATTCATTTTAAATGAATTAATTATTTCACAAGATCACAACATGATCATTTTGG
TCAATAATCAAGTGTTTTTGCAGGTCTGCACAAAGAACTGACATGCACATGTAGATCTCC
ATGCTGGCCTTCCCCTCCAAACCAGGAGGGGAAACCAGGATTTTTGCTGTAAAATAATAA
ATTGTTTTTTTATAGTTCAGTGTTCAAATGCCTAATGTCAAGTGCTAATGGATGTTGAGT
CAAGCAGATTAAGACATTATTTTTGTCACAAAAATGAATGTGAGTGCTTAAAATAAATTG
AATTCGGTTCTGAGAAGGATGTGCCATGTCAGCGGGTAATAATCCTAACATGAAACAAAC
GGGGGAATACAAAACCGATGCAAACAAAAGCCTGAAATGACAGCAGGGCTGTCAATTCAC
ATTTCTGTTACATAGTATGTTTAAACCAAACCAAAAAAATCACAAACAAACCTTCCCCTG
AAATAAATATCTTCGCCTTGTTTTGAACTTCAACATAAAGCCATTCATTTAAAAACTTAT
TTCTTATGTAGGAAAGAAACACTCATTGAAATGGCGCCCCCTAAAGGCCACAAACAAAAG
CCCTCAGTATTTTTACTTCAGGGATCATCTCANGATCATCCTCTGGTCTGTAAATTCTCA
GTCTGCTTATCAAGAC
>BJ742153 ID   BJ742153   standard; mRNA; EST; 109 BP.
CCCAAAANGCTNGGGGGCAANCAAAAAAANCAAAANCTTNGGCNCNCAAAANNCAAAGNC
AAANCCCAANCNGGNGGNCCCNAAAANGGNGNGAAAANTTCTGTAGGGC
>BJ742179 ID   BJ742179   standard; mRNA; EST; 781 BP.
GTGATGGTCAGACAAANGGACCTTTTCCGGCTCANAATAGGCTTCATGCTCAAAGGTCAC



ACGCATCCGCTTCCTTCAATCACACCATAAACCTCGTGTAGTTTGGGACTGATCCAGAAC
CGATTCAATCGTCTGGCTCCATAGTCCCAGATTTCCTCAAAAACAACCCTGGATGGAAAC
TCCACATCACCGAANACAAAGGAATGACTCCAAGAAAAAGAAAGGACAGGTCAAAGTTCA
CTTTGCTGAGTCTCTCTGAGTTATGGGTATTTCTGTTCAAACCTCCTTCAAAATAATTNT
CTCCTTTTGGTCTCTGAGATAAAAAAGACAAAAACGTTAAAGATTCAATAAGTTAAAACA
GTTAAATCAGGACTCCACACACACACACGAGCACTCCAGGTCTGAAATCAGAGTTTCACA
GTGATGCTTCACACCAACAGATCTTCCAGGAACCGTCACTTGTTCCCATCTGNTAAGACG
CGCAGCTCAGCCTCCAGTTTCCTCGCCTCTGCAGCGTTGGTCGGCGCTTCGTCGCAGCTG
GAGGCCGTGTTCAGCGCCAGCTCCGCCCAGTTTGTGGCCTCGGAGATGTTCCCGAGCTTT
TTGTGACACATGGNGATGTAAAGTCTCACCATCCTGGAAAAACCTGGACTGAGCTCCTCT
GCCTTCAGAAAGTTCTCCAGTGCATCATGCAGTGAGGAGGTGGGGGCGCTCCGATAAAGA
GCAGCCGCCGCCTTCTTCTCCAACCAGTCCAGCGACGCCACCTCAAAGCACCATCGGCCT
A
>BJ742187 ID   BJ742187   standard; mRNA; EST; 571 BP.
AGTAAAAAAAAAAATGAAGAAATGTTTGAGACAGAAACTGTAGCTTTTCAGTCTTAAGAG
CTTTCACGTTTGCAACCAAGAGGGGAAGTTTCTTCTTTAANATGCCTAAAGGGGGTTTTA
TTCCATTGAAATGACNGGATATTAGNGCAATATTTCATTTTTTTTTTTATTTCAGGACAA
CTTACANGGGNCNCTATGNGCCANCNCTAAGGANANAACTAAAANAGGCNGTTAANCNGA
CCNCNCAAAAAGGGANCAAACAGCNCAANCNGTTTTTTCTTACANCCGGCAAAGCATTGA
AANGANCNCAAANCNGGTNCCTTNGGNANCTTTGTNCNCCAGGATTATCNCANGTNCAAA
NACNNGANANGTNGCCTTTNGTTTTACNCTTGCCCANGNGAATTCAGNCAGNCNGAACCA
GCNCCNGNCCCNGNGGGCNCAAGCCAATTTCANGCCAAAAGGGGAAAAGNGCNCAAAGNA
ACAACAACAAANCCCCCNCCAAACGGCANANGANGACNCCAAANGCCCCTTCTTCNCANC
CCCNCTTCTACAANGNGGTAAAACCANACGG
>BJ742219 ID   BJ742219   standard; mRNA; EST; 118 BP.
AGCAACNGGTAACACNGGTTTAAACTACNCCTANACNGGANCTTTACCANCAAAAGGGNG
NAGGTGCGGCTGTGCNCNCTGCACTGAGNGCATGCAANGNATTTCCTTTGGCGTCAAA
>BJ742222 ID   BJ742222   standard; mRNA; EST; 682 BP.
ATGATGGGAAATAAANCAGCNTAGTCNTNTACNATAAAAATGTCTAAGGNAAAATACNAC
CACTCCAACTCCGCACGATCAATGAACAAAACTATCAGAAGTAATAACAATGGCAAAACA
GTGGTANAAAAAAAAAAGAAAGAAAAAGAAATAANCGGTTTAGNCNAGTAANATNTTANA
ANACAAAGNGCTTCANGCTTAAACNCCTCANCTATGACCAGNGTATATAANGCAGTAAAA
CAGTACNGNCANGAGGTTTCTTTTCNCTTAAGGNCCATCNCATTGCAAACCTCTGGGNCC
ATTCNCNGGCCAGTTNGTTATACTTTTGNCNGNCTGATTTGTAAANGNGNGCAATATCAG
GAACCANAGGANCGNCNGGATTTGGATCNCATAGCAAAGAGCAAANGGAAAGTANAACCT
TCGATNTTGTAAGCNCAGGAAACCNCTGNGATCNCAGGATGTCANGGCAAANGCTGCCNT
TGCTGTTTATGTTTGGANGGTANATTTTTGTAGTAAAGGCGACCTTTGGNGGTTTAAAGG
GATAANCAGNGGGGAAATGTNCAGAAAGAAAAAAAACCCCCCCNTGATAAGGACNGNCNT
TCTGAAAAATAAAAACNGTTATTATNCAATACTTTATTATTTAAANGTTCAAAANAATTG
NGTCTTAANAATTCCTTTGACA
>BJ742224 ID   BJ742224   standard; mRNA; EST; 919 BP.
TGGTGATAAGAAGTGACCTTCTGCAGAGATTTCTGTGAGAAACCACTTTATTGGTCGAGC
AGTTATTTTTCTCAAGAGCGTCCTCTTGTTGTGTTCCATCTTGGGCGTGACCGGATTTGA
TGTAAAATTCTCACAATCTTCTTTGTGCCTACAACAAAGCCCAGAGAGTAAAATCCCATC
AATGTCGATCTGTAACCTATGTCATAAACCACATTACAACTAAATATGTTTATGTTACAA
GTTGTTGGATTAGGACAAAGAACTGCACTTTGAATATTTAAATCGCACATGCAGAGCCTG
GGTTTTATATTCAATATTATTGGCCTACACTTAGAGGCATCCCTTTAAGTTCTGCTCTAA
CTCCTCATTGTAGATTTTAAGCAACATGCCAAGAGATAAGGAATTTTCACCAAAAAAAGG
AGATTTACAATTTTTAAATGAACTTGAAAGATTAATCCTTACTCTAGGGTGTGCAGAGAA
AAGCAATCAAGACAGATAATATGTAAAACTTTATTAGACACAGAATTGACAGTGGGGCCC
AGTGAACATAAAATAATGTGTAGCTAGCTAGTTTAGCTGAAATTCCAACTCATAAGTGGC
CAATTTACTGCAAGAAATCTGTGCTACAGCATCATAAGTATAGACACGTTTTTTATGAAA
ATGTACAAACATGCATTTGAACAAGAAAAGAATTAAGAAAAATAAAAATAAATCTAATCT
ACTTGAGTTAGATACTGTAACAAATTGGTCAAATTAAAGCTAATTTAATGTGTGTCTACT
ATGTCTGATTAGAATTGAGATTCTAGAAAATAAACCGCACAATTTAACGCTAAATAAAAG
GTATAAGCTCAAGTTAAACTTCTAAATACTTCTGTGGACATTTAACATATCCCCTGGTGC
TACCACATTACACCTTNAA
>BJ742245 ID   BJ742245   standard; mRNA; EST; 828 BP.
AACCTTTCTGGTCGTTCTGTGGACTGTGTCGTCTTGCTGATTCACTGAGGACACTTCTGC
ATGCTTGTGCTCTGTTTCTGAATCATTCGTCGTACCTTTTTTTACATGGNGAACATTTTT
CTGAGGTACTTCTGAACAAGTTTTGACCGACTGTTCTCCATCCGTTACCTTCACCTTAAA
TCTTTCTGGCGTTTTTAAAGTTTCATCTAAATTTTCTTTATTTTCTATCGCTTTTGGATT
TGTTTCNCTCTTTCCTGAGATACCTTGTACTTTCACATGTTCTTCCTTGTCCTGCCTCTC
ATCAAACATCGTAAACCCAGGTTGTTTCTCCTGCAGCCTGGATTTGTTTAATTCTTCTAA



TTTTGTTCTTTTCTGCTTCAATTTCTCATCACTTTTATGTTCCTCTTCGTTTTCTTTCAG
TTTGACCTCACTTTTGCCTAGAATCCTTTTTGGTTGACCGACTTCAAAGCCAGATTTAAG
TAATTCGTTTAACTTCTCTCCTGGTTGTCGTCCTTCTAGCAAGGTTTCGTTTTTTGACTC
CAAAGCTCTTGGTGTTTCTTCAACCTTTCTGACATCCCTGCAATCCTTAGTAGGTTGTGC
CCTTCCATCTTTCTTATGCATCTCATTCTCTTCCTCTTTGTTTCTCTCCACTTTGCTTAG
ATCCTGCTCAGCGTCAGCGTTTCTGTCCGTTGGCTGGATGCGTGATTGGACTTCATTTTT
CTCCTTCAGCAAAGCTGCTTTAAAGTAGAAAGTAGAAACTGACTCCTCATCTTTTTTCTG
AATTTGCAAAAGATGCTCTCCTGTAAGACCTCTTTTTTTGGCTCAGGA
>BJ742249 ID   BJ742249   standard; mRNA; EST; 812 BP.
AAACACTTCCCATAATAAATAGTACAAAACAATTCAACATCTTGACAGAAAAAGTGAAGG
TAAACATAATTTTGGTCACACTAAGACAACATGCACGTTTCCATTCCTATAAATAGGAGG
TATTAAAGAAAGGGTCCGACTTGCAAGCATGTGTGTTTTTGTCTCACGTGGACGTAAATG
TCCTAAATGTGCGACGTTTTGGAGTTCTTGGCAAGCTTGTATTGTCAGAAAACATGCGCT
CTAGCGATAACATGCCCTGTTGGGTGTCTTAGACGTTTTCTGGGAGGTGCTGATGAAATC
TCAGGATCTGAACAGATCGACAGAAGCTTTTCTCAGATCATCTCCTCCTGAGCTCATCTT
CGCCTAAATCTCCTCCTCCAGATTTTGCGAACATCTACAGGTTCTGCCGAATTCCCGACC
CGTCCCGTCTGTGAGGTTCTGCTTGGATGCTGCCCACGTGAGTGGGTTAAAGGGTCGTGT
TGCTGCATACGTCACCGCAGAGCTTAGTGCAAAAACAGTTTCAAGTCCTTTTCACTTTCA
TGACACAAACCCGCAAACACTGTACAGCTACAAAAGAAACACTGGCAGAGAAGCACGTCA
CGTTCACCCTCTTCAAACTCAATTAGGAGAAACTTTTGTTTGGCGGGGGCAGAGACTTTC
CTCACATTTTTTCTGAAGAAAAACATCCTGGTCCCACTTCATTTCACAGACAACTAGCAG
CTCCTGCAAAGCCAACATGAGCTCATCAAAGCCATAAAAGCACGAAGGATTCCTGCCAAT
CAGAGAAAAAGTCAGCTGTTTTTTTTTTTTAA
>BJ742251 ID   BJ742251   standard; mRNA; EST; 811 BP.
GTGTAAGAGAAATCCAAGCAAAAGTACCNTCTTTTTTGTTTCTAACATCTTTGCATTTCT
TTACCAGAGATGATGACAGAGCTTCACCCTGTAATGGCGGGCACCATCTTCAAAATGACA
AAGATTTCCCACGTTTGTTTACATCCAAGTATTTTCTGCGCTGGTGATTTCCAGTGACAT
TCCTGACGAGTGGAGGCTTCCGGTCACAAACCAGCGTGCGGCACACCTTCACTCCTGCAG
TCTCAGTTATTGGCTAAATGCACATAGAGGGGTCGGGGTGAGGGAGTTGCAAATCTGCGA
GTCGACCCTTGTCGACTGGAGTGGTAACATTCACCGGCTCCCACCGCCCGCTGTGGTATC
ACTATGGGATGCTCCCCTTTGTAAAACACTTAAAGCTTAATTTCTGTGCTGCAGCACTGG
CTCACAAAGATATCGTACCGTCGATGGAGTCGTTTTCTGTTGTGGCACTCTCCCCATCTC
TGGCCAAGGGGACACCAGAATCTATGGGGGAGGACACTGTACACTCTATTAGAGAGGCAG
GAGCCGGTCCTGAAGAGTCTGGATCTGTGACAGAATGTGATACTGAATCAGGCTGAGAGT
CTGTGACAGTCAGTGAGGTGGAATCTGGAGATGAGCTGTGAACTATGTCTGTGACAGGAA
GGATGGAAGGACATGATACGGGAGCGTTAATAGGTTGTATTTTTGAGGGAGGGACAGAGT
CCACTGAGGGTTTGTGACCCAAGTCAACATGTGTAGAAGTTTCAGAAAAAGGGAGCAAAC
TTTGAGGATCTTGAGGAGATGTATCTGGAGG
>BJ742261 ID   BJ742261   standard; mRNA; EST; 590 BP.
TTATTTTCCCCATAATTTACAAATAAATTCTTTAAAAATTGGACACCAGGCCGCCTCACA
TTCTAACACCACATCTCAGTAATTTATAGTTTAAAATATTCCAACTGTTCTTAAATATTA
TTAGCATTGTTAGTATTATTATTTTTCCTTTTCTTACATGTAAATATCACATAAGCTATA
TATGTTAATATAATTCTCTTTTTTATGTTGCCACTTGGCTGATCGATTTGGCCATCGAGT
TGATCACATAGAGATATGCTTTTGTTATATTGGACAATATATATCTTATCCTTGTCTTGC
AAACCATGGAGGGTGGGGGGGGGGGTNCGAGGNGTTTGAAAAAATAAAAATAAAAAACGG
GCCAGGTNGTATTACAAANATGAAACTATANCTTNGTTNCATNGAATTNCAGGTANGNGA
CAGTTNCTTTATTNGTTNGCAANAAAACCAAATNGAAAAAAATAAAATAAAAAATNGGAC
AACGGGATTTNCGGGATTTATTTNCCATTTNGCCNCACGTTACNGGCCNCNGCCANCTTT
NCANGGGGNAGAGTTNGCNCAACGGGGGGCNGACTNAANACNGTTTNGCC
>BJ742262 ID   BJ742262   standard; mRNA; EST; 876 BP.
TTGTTGCCGTTGCTCCGGTTCCCAGACGGAGCGTTCTGCTGATGCTGGCTGATCTTCTGT
CTCAGAGCGTTGATTTCTTTGCGCAGCAGCCTGATGCGCTTGGTGCGTCCCCCGCTAGTG
CGCATGGAGGTCACCATGTCCAGTTTATCCAGTAAGGCCTTGAGCTGCTCATCTGTAGTC
AAGTGGACTCTGTTGTCAGGATCCAAAAGAGTATCAACGTCATCCCACGTGCACTGGTAG
AAGCCGTGCTTGTTCGGGGCCTCTGGCAGGTGCATGCCAGTGCTGGGGTCCAGCCCAATG
CTCTGGGACTGCCTGTGGGCGTGGCGCAGGATGGCCCCACCCACCTCCTGCAGCTGTAAA
GCTGTTTTGTGGAACATGGTGTCCTTGGAGTTGTATTTGAGACAGTTAGAAATCATGAGG
TTGAAGTCTTTCTCCAAGTCTGCAACGGAGCAATAGGCGTGTCCCTCCAGTTTGGTGCGC
ATGGTGGACAGGTCCATGGGCTGGGATATAAACTCCAGGTAATCTGGGACCTCTGATAGA
TTGACAGGCTGAGAGAAGATCTTGGCCGTGTCTTTTTCTTGTAGTTGGTCCAAAGTATAT
CGCAGAAGCGTCAGTGCAGGAGTCAACTTCAGCTCAAGGACAGCCTGCTGGATTTTCATC
TGCTCTCTCTTCAGCCTCTCCCTCTTGCGGATGAGTTCAACCAGAAGCCGGGCTCTTTCC
AGGTCTTGCCTCAGCTTCTGCCAGTATCGCAGCTCCTCTCTAGCAGCACTTAGCTTCTCG
TCAGGCTCCCTCTGTTCGGCTGTCTTGTGCGCCTGCAGGTGAGAGTGAANGCGGCGTATT



AAAGGCATGCCGTTCCGAAACTGTCGTTTCAGTAAC
>BJ742266 ID   BJ742266   standard; mRNA; EST; 803 BP.
CAGCCTTCTGAGATACTATCTGTATGGCCTGACAGATTAGCTTCTGGTCACAAATACATC
CATTTGTGTGTATTTCAAGAATAATGAGTGACTAGTACATTCATATTTTACTGGATCAAA
GACCAAACATAAAAAAAAGCACAGAAATCGTGTGGTTTTTAAACAAGGAGCCGCCTTATG
AAGTGTCTAAAATAAAAATAAAAACTTGTAAACATCAATAATCCTTTAAACTTTATGATG
CTACAAAGTGATGCTTTGTCTCTTGAACAACAGTAACATCAAAGCTTTCTGGTTCTAAAT
TTGGTTTCATTTTAAACTCAAAACACATGTAAATAAAACTTTTTTTTTTCNCGTTGCATT
CCTGAGAGATATTCCAAAAATAAATACAAATATAAATACNGTATGATTTTTACAAACNCT
ACAACCGCTATGGACAGATAGCACCTTTCTGAGGTGAATCAAAAGAGTTGTTTTTGCAAC
AGTCAGCATTGGAAGAGGAAGGANAGNGGAGTCNCGAANCCATCTTCAGGCNGGGTCAGG
ACCTGGCTCCAGCCGGAATCTAAAACAGGAACTGTTCTGCTGTTGCTTGGNCCAACGATN
CGAGNCANAAGTAAAACAGGCTAAGNGGNCGGCTTTTTGTAAACATATTCACATCAGCAA
TGAGCCCCTGTCAAAACACATGGAGAAANGTTTTCTTCTCAAAAGACAAGAGTAACAAGT
GGCGACGGCTGAGGATTACTGTGGAACTTGTGCACCCTTCAGTTCTATACATTTTGTCAA
AAATCTTCACAAAAAAAAAAAAA
>BJ742271 ID   BJ742271   standard; mRNA; EST; 455 BP.
ACTTTGAAAGGGTAAAAGTTCCTTCTTCAGTCTTAATTCTGCACAAGTGTTTTCATTTTT
TTTATTTTGATTTTATTTTATTTATTAAAAAACGTAATTTGAGAAAACGACAAAAGGCAA
TTCTAAAAATAATAATAAAATACTTATAACAAGCAGTAAAAACAGAACACTGATTTATTG
ACTTATTCTATCATTGCTCAGACGATAGCAGACTTCTATACAATTTTGTGCAGATGTGAA
AAAGGTTGTATACAAAGAATATGTTTAAAAAGGGAAGTGTTAACCATTATTTTTTATCAA
TTTACAAAATGCTGTAAACGAACAAAGGAGAAATCTAAATCAGTATAAGAAATGACCACC
TGTTGCCTTCAAAGCAGCATCAGTTCTTCTAGGTTTTTTTTTTTTAAAAACNCGGCTTGN
CGTTTTTTTTTCCCCAAATNTCTGGGAAAACCANC
>BJ742293 ID   BJ742293   standard; mRNA; EST; 848 BP.
AATTTGGTACAAAAAGTTCATGCAGCATTAGTGACTTTCAAAAGTGCAAAACGGGTCAAA
AATCACTTTGTCGATCCGCGAGCATGCCATAAATGTTTACAACCACTCCATAAAGCTATG
AGGCGGTTTCTTCAAAAAGGCCGATCGAAAACATCGGCATTAAGAGTAAATTTACCAAAC
GAGACCAAGAAAAATACTTTTTTTTGTAAAGAGAAAATCCACACATCCTTCACTTTCACA
GACTGCACTGGCAGGCGTGGAACTACTAGAACTCACAAACATGCTCGAGGGCATATTTCC
AAACAAAGTCACTTGAATTTTACGAAAATAAGGAAAGAAACATGACATGATGGTTGTAAA
CGTTGTTGTCACTTTGTTCAAGTTGGCAATATCAAATTCATCCAAAAAAAGTATTCAACG
AAACGGCCCACGTGTAAACAACTGCCCAGATTTTACGCACAAGCTTTACGCACGAACATT
GGTCGTTGGACTACTTGCCTGTAGTCATTTCTTGGAAGGAAGCGTGAAGTTTTGCATATC
TTTGGTGTCTGGGACACAAAGAGAGCGTCTTTGATCACATTTAGCANACACGGGCTTTGG
TCAGCGGCTGGATCCCCCCGCAGTTTCTCCACCGGGTCTGATGTCATCGCCCTAGCTGAG
CCCAACCATGACAGTCTCCACGTCTTTTGAAGGTCTCCGCTCTTTCACCAAGAAGTTAAT
CATGCTCTCTGATTTGATCATCAGGTTGCAACCCAGGAAAAATATGCCGAACATGACGGT
GGAGCGACAGGACGCACAGAACAGCGATCTGCACCACACGCATGACGAAGAGTTTACGCT
CTTCCTGC
>BJ742304 ID   BJ742304   standard; mRNA; EST; 294 BP.
TANCACAAANNTCTGTCNTGTCATCNGGCATGNCTGGTGATCNNAAGAGNTACTTGACCT
CTANTGCTTAGTCTGTCAGACCATAGAAAGAAATANNAATGTNCTACAAGANGCNNNNAN
ATCTNANGTNTCACACGTGCAGGTAATATCTTTTTTTGTTTTAGNATTACTCTACNATAC
GTANNGAAAAGAAAANCNNCNNCCACTANNGACAACAAAATCANCTATTTCTTTCAGGTT
ATAAAAGANACTGAGAAGTTTANAAACTGTGCANGTGTGGCNNACCTATAGTAC
>BJ742312 ID   BJ742312   standard; mRNA; EST; 292 BP.
CACAAANNTCTGTCNTGTCATCNGGCATGNCTGGNGATCNNAAGAGNTACTTGACCTCTA
NTGCNTAGTCNGTCANACNATANAAAGAAATANNAATGTNCTACANGAAGCNNNNANATC
TAACGTNTCACACGTGCAGGTAATATCTTTTTTTGTTTTAGNNTTNCTCTACNATACGTA
NNGAAANGAAAANCNNCNACCACTANTGACAACAAANTCANCTNTTTCTTTCNGGTTNTN
AAAGANACTGANAAGTTTANAAACTGTGNNNGTGNGGCCNACCTATAGTACA
>BJ742328 ID   BJ742328   standard; mRNA; EST; 686 BP.
TCCTTTGCTTCTGTCATCCAGATAAATATGAACTCTCTCTTTTATAGTGAATACAATCAG
AATAATCGTTAAGAGGAAGATTTCTGTCTACACTCAGAATCCGTCCGCTTATAAAAGTAA
AAGTGAAAAACAGCTTTAAAAACACATTCATGCGTTCACGCCAAGAGCAGGAACCCGTCT
CTGCTTTGCCTCAGCGAGCGTCTGGGTCCATCAGCGGCAGGTGAAGCTTTCAGGTGTCCC
TGCAGCAGCAGCATCAGGTAGGTCAGTCCAAACACCCACGGGCCGGCTTTCAGGGCGAAG
CAGCAACAGAAGGAAAGAGAACCGGCAACCAGACGGCTGTCCAAGCTGAGGACGAGGCTC
CTGTTTGTTCTGCTGTGGAGCGTCCTGCCACGTCTGAGGGACTGATTCCTCTGGAGCTGA
GGAAGGCAGGATTTTTGCTGCTTTTATTGTATTTTTGTCACATTCAGGGCGGCTGGTTTG
GTGCTTTCATTCACAGCAGTGTTGGAGCATCACAGTCTGCAGTTTGAACGTCTCTTAACT
GCCGTCATCCACCCGTCTGCGGTGGAAACATTGAGGTGGACATTCTGGGACCTGCTGCTC



TGCCTATCACCTCCACATCTCCTCCTTTGCTGCCACCGTAACCTCTCATACGACTGATTC
CAGAAGAGGAGCTGGATCTGTCCAGC
>BJ742410 ID   BJ742410   standard; mRNA; EST; 855 BP.
AGATCTCTGAGAGGTTCAGAATTATTTAGAAGCAGCTCGTCCATTTTTAATTCGAATAAC
TGAAAAAAATGAAATGGAAACAACACAATGAATGGGAGTTCAGTTAGGAAATGGTGTTGC
TGCTCTGTCTTCCACTGGCCTTGACTGTACAACCCAACCAGAAAATAAAAAGTGATGGAG
CCCTGATAACCGAATCCCTTTATTGGATGCCTTCACACTGCCCTAATTTGTAACTGAATC
GATTAGGCCCTAATTAAAATGCTGCCTTAGACAAACAGAAGCAGGAGAAGAGCACTGAGT
GGGCAGGATGAAAGAAGCCGACCAAAGCCAAAGCAAAGAATGAGTTCTTTTATCCTTAGA
GTGCAATCATGACTTTATGTGCTTCCTTTTTAGTAGTTTAGAGGTGCAACAGTTAAGAAC
CCTTCATACAGGTAAACATGTTGTGCACTTCTCCATTAACGAGCACATTGTGTGATTAGA
AGCTGCATTTGCTCCAGTCTGAGAACCCTTCTTTAGTTTTATAAAGGACCCACTCTGATG
CAATATGTGTTTTGGGTCTAAATCATACAAAATCACCTTTTTGAGCTTTTAAATGTATAA
TAATGTTCATTCCTCACAAAACACAGCCACAAAGTGGTATTTTGATCCCTTGACCCCTTT
TGCAAACATTCCCCTAAAAATCTGCACTCTAAGCACCAGCCCCTCCCAATCCTCAAAAGC
CAGCGGGTTCTCGTGAGTTGACATAGTCAAGTGAGAACAGCCCCTTCCAGGAAGTCTTCA
CTGTCAGCACCACCCCCGGGCTAACACCAACACCCTCTTTCTCCACGGAGCCAGCGATGT
TTCGGCCAAAACTCT
>BJ742413 ID   BJ742413   standard; mRNA; EST; 816 BP.
GTTATTTTAACAAAACATTTTACTTTATACATTTTTCCAACTTGAAAAGTAAAATACATG
AAAAAAGAAGTTATTTAAAGAAAGATAAACAGCAATGTTTTGACATATTGCTGTCATGAT
GTAAATATAAAACATATTAAATAAATGTTTGAGTTCATGAGATCATCCTAGAGAAAGTCT
CTGCTGCAACTCCCGCAGTGAAAACTGAGTCTGAATCTGACGCCCATGTTTCCATCTCTC
TGACAGAGTCTGAAGCCAAAGTGGTTTTTCAATGTACATGTAAATCAAATGGTTTGAACT
TTAAAACTAACACTTTATACAACTTTATCTCATATTTCACATTTAAAATATTGTCTTAAA
TATTGTTTTACAGCAACATGTGGAAGATAACTGTAATACCGAGTTTATTTATGTCAGTCT
TCCATAGAATGATTCAAGTATTACTTTCACAGGTGGAATAAAAAAAAAAGTCATAAAGNG
TTTAAACATACNGGTAAAGAAAACTTGTTAATAAAAATTGACCCATTACAACAAATATAT
AAAAGTAATATGTGTAGATNGTTTAAAACCAATGTAAAGNGAAAAAAATAAACCATTTTC
AAAATTATAAATGTCCANGGTATTTTCCAAGTCATTGATAAATTGCAGAAACTTTTGCAA
ATGTAGGCACATTTTAATTAATTCCATCTATTGAGAGATAACNCAAAACAGAATGAATGA
TTTTTTAGACTGTCTGAGTCCTGGTGTCTTTGGATCAGGCATTTAGCCGCCGTTTTTCCA
CAGGAAACCTGAGTATTTTTGTCTGGGACTCTTGGC
>BJ742423 ID   BJ742423   standard; mRNA; EST; 452 BP.
CATTGACGTGCCAAAAAAGTCAAAGAAATACAATAAGAAACATAAAAGAGCAAGAAATAA
ACCTTTTTTCTTACAAAAGGCTCAAAAGAACCATCCTTCATCTTGAACAGAACATGACAT
GAAAAGTACTGTGTTTGCTCAACATGTGCCAAAAAAAAAAAGAAANGGANCCAANCGACG
GAANCATAACANAACTAGTANAANTTCCNTTCCGCTNCCGGTTTTTCTTAAATACNNGGG
GTTNCCCANCCCGCANCNGCGTTTAGGANGANATAAAGNGCAGGNGGAGTTGNGACNNGC
ANGTTCAAGCAAAANGCTTCATAANTNGCANCNGCGNCNCNGGAAACNTTTAGATNCNGA
TTTAANAANCCTAGCAAACNTATCANTAAAAGCNCCANTTATTAANCCGGAAAAAAAAAA
NCNNCNGNGANANGGANNCGGGNANTTTTNGC
>BJ742427 ID   BJ742427   standard; mRNA; EST; 743 BP.
AACCTGTTTAGAGACCGTTTTAGCCTCACACTTTGTTGAAGCTCAAAGCTCCTCATAACC
AGAACAAACTGGTTTGGACCTTTTAATTTATCAGAAGACTGAAACTGCAGAAGTGAGAAA
GTAAAAAGCTATTTTATAAAACATTTGCACCTTCAAAAAAAAAAAATCAGGNCNCCNCCN
CNGGATCTGNGTATNGATCTCNGATCANCCCCTTAATTAAACCNCTTCANAACGGACATA
TTTCCTTTGNGACANAGCATCANCTGGAGGAGGAANATGGGACAGCAGTAAGTAAAACGT
TCNCCAGCGTAACGCCTNGGTCNGNGTAACAGGTCAATCTGCTGCTGAAGCCTTGGCTTT
TTAGGAAGNGACATCNGCCGCTGTCGATCAAACGTTTGCANANACGGCCGATCTTCTCTC
GCTCCACCGCAAACAANAACTTGTTCANGGNGNCCGTTTCATCCAAGGGTTCGGGTTCCN
CTTCNGCTCTTTCCNGATNGGNCNAANGATGNGACNAAAAGNCCNGATNGGCAGCTCGAA
CTCCACATGNGGCCCAGCTGGACNTGCGGCAAAAGGCGGAAAACTCTGCGGCTCCAAGTC
CTCTTTCCAANAAAAACTGCCTTCCCACAAAGNGACNCCCCTCGCANCGATGGTGGCAGC
ACAACGCCACCGCCAGGCCAAGCACAGGACTGACGCTGGCGCCAGAACAAGCACCANAAT
CACCTGGGGTCGCTTCTGCTGCT
>BJ742435 ID   BJ742435   standard; mRNA; EST; 515 BP.
GTTTGCGCTCGTTTTGATGAGGTTGTGCTGCATTGACCCCGTACATTTGGATCAGGAACA
TGAGATGGTTCAGTTTTTTAAATGCTGCTGGGTTGAAGAATAAGAAAATAAACAATGAAC
TGCAATAAAAAGTAAAAATTGTTATTTTTTTGCCAAAAAGTAGCAAAAAAAATTCTCTCT
TTTCTATGTTGTGAGGCTAATTTAATTTTGTATATTTCTATATTTATGTTTTTCAATCAA
AAATCATTTTTAGGTTAAAAAACCATTTAAAAAAATCGCTGCTTTGGATTAAAGGCCAAA
CTTTTCTAATATTTTAATTCAATTTAAAGTAGAAAAAATATGTGGATTGTCTTTAAAGAG
TCATGTGACCACAAGTACTAGTTTGACTCTGTCTGTGTCACCTGTCCTGTTTGTGTGTTT



ACATGTGTGTATGTGTGTGTGTGTTTACATGTAGGTGTGTGTGTGTGTGTGTGTGTGTGT
GTGTGGGTGTGTGNCTGTGTGTGTGTGNGTGNGNG
>BJ742455 ID   BJ742455   standard; mRNA; EST; 798 BP.
AAGGTTATAGACGAAGTTATAGATNTTTAACTCCATGACCGCAAGTTTATCATTCTTAAT
GCATTCATTTCAAAGACCTTACAACATCCCAAGTAAAAAAGACTTTAGTAAAAAGTGAAA
TGAGTGAATGAAATATGAAATTGTTAACACNAACATTACAAGTACCTTTGACCTTAGTAA
AGTAAAAAAAACCTAAATAACAATTCTAAATACATGTATCTAAATAAATAAATAAATAAN
CAAGCAAACCANCCAAAAATATCAAAGAGCTTTTTCAGCGACCTGAACATAAATGACATG
ACAATAAAGTGAAAGATATCAAAAATAAAAGTGTAAACAACAATTTCTAAGACCTTACAA
CATCCCAATAAAAATTTTTTTTGTAAAAAGTGAAGAACATGAATGAAACTTGAAATTGTT
AACACAAACATTACAAGTACCTTTGACCTTATTCTAATACATACTGACAATCTAAAGATA
AAAAAAATCATAAATAACAATTCTAAACACAAACCAACCCAAAAAACATTAAAGTGCTTT
TTCAGTGACCTGAACATAAATGACATGACAATGAAATTGAAAGATACCCAAAAAAAGTCC
ATTTCTAGCCCTTTGTAATGATTTGAGGATAACTCCATTCAATTTAGGTTCATTTATATA
TTAATATTTAAAAACCTCAGTTATCTAAAGTGCTGTTCAGACNAAACAAAGACAATAGGA
ATAGCATCATAAANGCCCTAAGGAAACNTATATATATAAAATAAATAATCCATGACTTAC
TGGGTTCTTTGGTTATCA
>BJ742480 ID   BJ742480   standard; mRNA; EST; 156 BP.
AATTCAAAAGTATCTTGNCCTCCTTTTGTACNCATGTAGCTCATTGNGCNTANTGGTTGT
NGCTNTTTANGATTTTCTGTTCNGACACTACAATTTTTGCTTTGTCTGCTCAACACCATA
TCCACGCAACCAAAAGACAGCCGGGCTGACTGTTCA
>BJ742492 ID   BJ742492   standard; mRNA; EST; 220 BP.
CGGATAATGTTAAATTGNTGTGTGANCTANTGGGATNGCGTGTAAACAGGGCGACGGGAA
ATGGGGGCGGGCTTATTCCTCACCANCAGCACCGCCCGCAACTCTNANGNGAATTTCCGA
TGAACTCACNGGTGGGGGGTTTTTTTTACCCCAATTTTTTTCTTTGATTTNNGCTAANAG
CGGNNTACTCCTAATTTANANACCACTGGNAATGCTTTCG
>BJ742499 ID   BJ742499   standard; mRNA; EST; 184 BP.
TTGCTCTCAANTNGATGTGCAGCGCTGTGATCCCCNGCTCCTTGCAGCNCTNCTCTACGT
CNTGNGCCACCAACATGGCTGCNTATGGAGACGACTCGNCCCTGTCATTCTTCNCCTTCA
TNCCNCCTGTCNCNCNCNANATGGTCTCCTTCCCGGAGAGGTCGGTGACNTGGACGAAGG
TGTC
>BJ742524 ID   BJ742524   standard; mRNA; EST; 395 BP.
TCAATGTGAGTGCAATCAAACAACAGCAATACAAACATTACCAATGCAGTCTGAGAACCA
GGGAAAGGGGTTAAAACAGGGCATTCACTCACTCTACACAGCGAGCAGCTAGAGTAACCT
GATGGACAACATTTAACAAAAGAAAAACCTTTTCTCAGTCAAGACGATCTGCTGTCACAT
GCACCTCCGTATACCATACCTGTGAGGCGTACACTCTTCATACAGTAAGTCCAGCCAGTG
ACACAACAGTCGCCCACCCCGACCCCACCCCGAAAGCCATGATTTCCAACTTCAACTCAG
CTTTGCGGTGAAAACCTCCCACTTCTCGGTTATGATTATCATCTTAGTAGAATCTAAAAA
AAAAAACAAAAAAAAANTNGGGGNTTTTCCAANTC
>BJ742534 ID   BJ742534   standard; mRNA; EST; 216 BP.
ATTCTCTGCNNATAANCGNGTTTTACNATCNACAGAATANGCTGGNAAAACANNNCCANA
TTCTGACACCNAAAAGTTGCTTGAGTANAAAAATGGTGAATTCTGGCAATAAATAAATAT
GNACAGTACACCTGTATTGCACTCGTAATNCACGTNTTGTGAAACCATTACNAGACATTA
NNNAATCCTGAACACGATTNAGTACTGAATACTTAC
>BJ742539 ID   BJ742539   standard; mRNA; EST; 396 BP.
CACCTTACAGGAAGTCTANTCAGATCTTCCGAATGAGACTGTTGCNGGTCGAAGGCNCCA
AGAACACACATCGCAAAAGTGCCATTCAGTCAGCANGCAGCCCATTTCCAGCAAAAGCAC
AAAGGCTGTGCAACAGCTTTTGGAACTGCAGTTCTTCTTGGATCAGACAAAATATCATGG
ACATGAAAGACTCAACTACCAAAAAAAAAAAAAGNGNGAAAAATAAAANCNGACTTANGG
NGGGTTTTTTTGNCNGNCNGCNTTNTTTTACATCNCNCTGNAAACNGNACATAAGGNTGA
AAAGTTGACATAAAAAAANGGNNACAANACCCTTCCCANGNCAGTCTNGCCNCNCANATN
TTTGAAAANNAGTTTTNNNTTTTTCTTAAATCGCCC
>BJ742582 ID   BJ742582   standard; mRNA; EST; 750 BP.
CATATTATTATTGCTGCAGTTGTGGCGCCTTTCTGGTTTTCACCATCAGTATTCCCTTAA
TGATATTCTTTGTTTCTATCTCTTTATAGTTTTCATCTTCATGCATGCTGAATATAACAT
TTTACAGGTGCAGGATGCAAATAAATAAAACAATCTCTTTTAAAAAGTTACATCTCGTTA
TCTATCCATTCTATTTATGCTTCAGGAACATGCTTTTTTCAGTCCAATATGGGGTGAAAA
AAACACCTTTAGGAGCAACTCTTCTTGGTAAGAAGGTGATGGCATAACAAAGAGCACATT
AATGATACATATTCTTTAAGCTGACATTATATGATTTATCGGTTGAATCCACTTCTCCCC
CGCCAACATAAAGCCCATCCAAACTTTCTTAGGGAAAAGGCTAAGTGTAATTATTTTATC
TATGTACACTTACTTTGAAGTATGGCACCAAATCTGCTTGTGAGAGAAAAGTCTGAGGTT
ATAAGTTAAACGTATTTGTGGCTACATCACCTTTTGTGTTCATCAGAAAAAAGGTTTACG
TGTAAAATCCATTCAGAAGCTCACCACAGCAAGCACATTTTACAAGCTAAAGTAGAGACA
CAGTTTTCTGTGGGATCTGAGAGTAAACACCAAGCCTTGCAGGCACTGGGAGCGAAGCAC



AAAATGAACACAATGTTGGAAATCTAATTAAAACCATTGATAATGTACTCTGTGTGCTCC
CAAGCTCCCACATGACTCTGCCATCTGATT
>BJ742586 ID   BJ742586   standard; mRNA; EST; 641 BP.
GAGATCTGATCAGGTAGAAAAATATGTTTTTTATACAAACGTGTCTTCAATCTGTACAAT
GAATCTGGTTTTTTGTACTTAGATGCCCATTTTCGACCAAGCAGCTTACAACACATTATC
CTATTGGGTTTAAACACCGCCTTTTATAACCTGACCAAGGTTTCCAGGTGGAACAAGCAG
CATTTTCTCCAATATATATGCTGAAAACTTTAGACTTCAGGAGAAAATAAGAGAGAAAAA
GAAGAAAAACAAAATTATATTCCAGACCCAAAATGGGTGATTTCTCTTCAAAATTTCAAT
TTGTTTTTGCCACACCTCGCAAATTCTAAATCATGCAACAGTTACATGTTTTCTACTGAG
TTTAACACCAAACTATTACCATGCTTTTCAGTCCACAATGCAGTCTACCAATACAACTCT
GTAAAACATTAAACGTGGTATAATCCACCGGCTGGAAAGTGAGACACTTTCTGATTAAGA
GGGACAATTAACAACTACGTTACCCCAGGTACTAAATCTGCAGCCGTGTCTTCTGGAAGA
TGGCGCCAGACACTCAAACAGATAGTTATTTAAATGTCAGTAATGATAACAGAAATATTT
AAAAAAAAAAAAACCTAGATCAATACAAATACGGCTGTATA
>BJ742592 ID   BJ742592   standard; mRNA; EST; 735 BP.
CAAAGTGCTTCACACTGTAACAATGCAAAAACATTGGATAGAAAAATCACAACACTACAA
AACTTTAAAAATAAAAAAAATAATAAAAATAAAACACTTTAAAAACAAACCAGTCAAACA
AAAGGAAGGGTCAAGATAAACAAAGATGTTGTGGGGTATCTGGTTCCATGCCTATAAGTC
AGAGCTCACCATTTAGGTTTTCTAAAACTCCAGAAAACCATCTGTGTGGTGTGATAAGTA
ACCCGTTGTAATCCACAAAGGCTCTTCAGGTTAAGTGTTGGGCCAGATGCAACAGTACAC
TATCAGAGATCTGATGGAGTTCATGTTTTGGCAGGAAAGGGAGATTTACATACTATTAGG
GACATTGATTTAGTATCCTTATCTTTTACACATTTATTTGTGATTTTACTTTTTGTGTTA
TTACAGTTTCCTTGATAGTTTTTCCTTGAAAAACAGTATAGAAGTTAAGCAGTTTTTGAT
AGGCTAAACAAAATACTGACCATATTTTACAGTCATCTCTGATATTTTTAACTAATATGG
TCATTTGGGTTCTTCTCTGAACTCAGTCATTTTGCAGCATTTCAAGAACATGTTACAGTG
GTGGATGTATTTTTGGTTTGGAAATGAACCAGCAGCAGCAGCAGTATGACACTGTAGACT
GAGGATTCAACAAAAGCCTAGCTTATTGTTTTTTCTAAAGGAACAAAGTCCACCTGGAGA
AGTCCCCCCCCCCCC
>BJ742596 ID   BJ742596   standard; mRNA; EST; 731 BP.
AGGCATCCATTACATAGCCATTTCACAAACCACAGNTTAAGAGGACAATATCGGGTCCAA
CCCTTGGTTTGGAAATTATTCAGCATGCAAGTCAGAGTCCAAGAGAGGTATGTAAACAAC
CTGGGATAAAACAGGAGCAGTAGCAATACGAACCCATACAGTTTGTGTCTCTTAGGAACA
GAATGGAAAGAAATGCAGAGATGAAACATGCTCAAAGTGGCAGTTAACTCCAAATTCCAC
CCTAGCTAAAACTGAAGCATGTGGCAGATGCACTAATCTGGAGAAATCAAACTACCTGAC
CTCTGGTGTTTTGGCACAAACATGCACATAGTCTATAAAGGCTAAAGATAAACAGCTGAA
CACATGTTGGCCCTGAACATTCGTCATACGTATGTACATATTTAGAGTTCAGGCTCATTT
GAAATCAAATTCATTTACACTAGAAAAAAATAAACCATTCTGCTGCTAAAAATACAAATT
ATTCTCCTGTTTTGCAATTGCATAAGTTCCATTATGTGTCCATAAAAATGTTTTTGTCAC
CCTATGAGGATGTAGCAAACCAAAAATCTTAAAGAAAAATAAAATCATTTTTCTGAACCT
TAGAAGAATGGGTGGTAAAAGCTGTTTTTTGGAATTGATCCTTTGTCAAAGCGTTCCTTT
TTTTCTAGATTTGCTTTTTTCATGCAGACAAACTAAAAGCCATAGATCAAGTTGAATTCA
CACCAGCTAAA
>BJ742625 ID   BJ742625   standard; mRNA; EST; 191 BP.
ATTTTTACACATCCGAAAAATAAAAATGCTACTTGTTANGCTAAATNTACNACCNANACN
GCTCTTTCTTCATTCTCTANNTGGGGAAAGTANAACTAGATTTNANGAAACGAATTGAGA
AAAAACCACTGTGTGATGTCGCGGGTTCCACTTCAGCTTGGNTTCGGTTCCGATCAAATC
CTTGAAACNTA
>BJ742627 ID   BJ742627   standard; mRNA; EST; 235 BP.
GTTGGTGTTCATCCTCTTGCGCAGGANAGCCAGGTACTTCAGCTTGTTGCGATAGAAGTT
GCCNNAAATGTTGATGCCTTCACATCTCANTATANCCACTTTGTGCCCCAGCANAACTTG
TTTANCCNCAATGGNANCCAGCCGGCCCAANANATGACCCCTGCCATCTATCACCNGAAC
CTTATTGAACCGGTCCGCCNTCGTGCCGAATTCGGCACGAGGCTCGCGCTCTCCG
>BJ742631 ID   BJ742631   standard; mRNA; EST; 653 BP.
ATAGTTCAGATACAAATCTTAAAAAGTATTACTTCCGCCTGAGTTGGAGCTCGTTTTTTT
CTGCTGCAGACATTTTAAACACGTTGGTAACTAAATAAATACAAAACTCTGTTTTATTTT
AGCTGCTTTGCTGCTCCTTCTGGGTTTTACTCAGAGAAACGGGCCAGAATGGTTGAAAAC
TGCAGAATCCCCGAACAGAACCGATACAAAGTCAAGGACACAAGAAAATGACTTATTCTC
TTACAGATACATGCCACTTTCTCTGTCCCTGCAGGAAGGCCACATAGACACCTAAAATAG
GGTTTTTAAAACTCTGGAAAAAAAAAAACTTAATCANGAATAACATCATTCNCAAGNGNG
CATTTGTAAAAAGAAAAAAGNGCATTTAAAACCCTAAAAATTCANGNGATAAANCAGACT
AANGTACNTAAGGGAAAAATACCNCNGGTAATCNGGGAAAAAAAATCCTTANATTTTCAA
AAAAATAANAANCCANATGCCTATNCNGATCNGATCAGGGTACTTCTAGAGTTAACTAGA
ATTTAAATATTTGACCCTTAACCCATGTAAAATGCCAAGCAAAAAAGATAAAGATGATTA
AAGTTGTTCTACCCTCTGCTTATGGCAGTCAAACAGGACGTTGGTGAACTGAG



>BJ742649 ID   BJ742649   standard; mRNA; EST; 327 BP.
TTTCTAANAATAAATCTTGNGGTGACTCTAATAAGTCTGTANGTTTGCATGGCTTCATAA
TTTAACTGTAAAAAAGTAACATCGATTTCNAAGAGGAAGTTTTAGTTCCTTTTACTNCAN
TCCGAACATGTATTNATTTANCGTTCTATGAGAATTGACANTACTTTTAANTNGTNTCTT
TCATACATTTTTTTTTAACAGAAACATACATCTTGANNGCGAANTTNCCCTTCCATTANC
AATTATCAAGCNGCTACTTGTATTTTAAGGGCTCNTTTGGGTGCTGCTGTTCAANTCAGG
CTCNNTCTGACTCATTTANGTGACCTA
>BJ742651 ID   BJ742651   standard; mRNA; EST; 226 BP.
AAAAATNCCCCCCCNGAGCGTTGCTTTGGGGCCNACAACNCTTTGNNCCGGCCTTTGCTN
GTNGGCNGGNAGGAATTTTGNAANCNGANGANCNCTNCTTTGANGANCCNCGAAANCCCG
GTTTTANCTTTTTGNACGGCAAGTTCNTTTGCCCNCCCAAGGGCCAAANAAATTTNGNGT
NCCCCCCCTTNGGGTTCTTTNCCGGGAGGGAAANAGGTNCCCCNGA
>BJ742655 ID   BJ742655   standard; mRNA; EST; 101 BP.
GGAGGNGANANGCGGANCTTCTGGANTCCCTGACTANNNGNGAATGCTGAAGAACCACAA
AGTAAGGGANCACGCTCGGCTCTTCCTGAACGCGTCCTGTC
>BJ742656 ID   BJ742656   standard; mRNA; EST; 328 BP.
AAGCTCCTAGGACNAGAATGNTACGTTTTNTNCCACAAGTAATCTTNNTCTAACAGTAAC
TTCAAGTACTTTTTACATTGGGTNCAAAANANTCTAGCTGCCTCCTTCAGGCCNCAACAG
CACAGCAAGGTNCAACACAGTGGTTACAATTGGCCTTAGGTCCNCNGTATTGTGGCAGAT
CATGAGGAAATGCATTATGGAAGCANAGAGCAATGCTTGTTCCTTTCTTTTTTTCTCTCT
GAGGAATGATTTCNGTGCCACTGTCCAGCTTTGGAGGCCTTGNTGGATTGAAATCATATT
ANANANAAAAAATTNCCATAAAAANGAA
>BJ742677 ID   BJ742677   standard; mRNA; EST; 684 BP.
AATCAGAAAAACAGTGACTGAAAGAGGATGGGATAACAGACACCAACTTAAGTGTAGGCA
AGAGTGCAAGGAAGGAAAAAAAAATAAAAATCAGAAATGGCCAAAAAATAAAAGGAAGAA
ATTAAATTTTGTATAGATATATACACACACACATGATCTAATAGGAATTTATACCGATGT
AGTGGTAAGTAAACAATAAACGGTACTTTTTTTTTNCCTTTTTTTTNCTTNCATAAAATA
NTTAGGCAAANCNCNTATGGGCCGTTTATTTNCTATGNCNCNTTATATCNGACCNCCNCT
TATTTTANGCNCTAANAANCCANTTANCCCCCTCTGACNNGGAANATNGNGNGAAAAANA
TGANCNCCNCAANCNNGTTTAAGGCTTAANCNNGGANNGNCTAGAAAAGAAAAAGAAAAC
CCNCAGTANACAAANCTTTTGAAAAGAAAAAAANCNNGACANTTCNGNCAAANCCTAANC
TTTGNCTANCTGCCACANANCNGCNGAANANCTTTCNTTTTNCAGNNCNGNCNGAANGAC
TNCCATNCTTTTTTGANCANTNGAAANCAATANTTNGNGACNGGNCTTTCCNTNCGGANA
AAAAACCTTAAAGCTGAATTTCNCANGTCTTTTCATTAGTTTTATCCAANCTAATTTACA
TGTAGGAAAAANGGTTAAAAAGAC
>BJ742689 ID   BJ742689   standard; mRNA; EST; 733 BP.
ACAGTAGTAACAAAAGACAGCAAAAAAAAAATNAGACNTTTTGGTTTTACACACATGATA
GATGACATTCATATTNGGGTTGANGCACATCAAACTCAAGCTCACTCTCCATTTCNAACA
ACTATNATTCAGACATACNTGTGCAGATCCATACAAGNCATACNGGATCAACCATGAGAA
GGTTANTTTATATAAATATGTAGAANAGACNGTCCCATCAAACACGTGACACTTTAACAG
AGTTGANAGAACCCCACGATNGTCANAGTTAAAAGGTACATAGTTCATCANCTGTTTGAC
AGCCNGGTATTNCCTTTGCTTGATTAGCCCTGAAAATCGACNGACCCNGTTTTTTTTACC
CTCANAGGTAAGGNAGGTTTCAGGAAAATNCTGCANACCNGGACTTTAGCATTANAGTTC
ANGAANNGAGCANAAAAACNGGTAAATNGTAACNTTTGTTATGANCTANCCTCATTCCCN
CTTATAANAGGTAATTTCTTTGACAGNGACCACNAACNGTCGNGCCTTAAAGTCACACAA
ACNTCCACAANTTATTCTTAAAGANCNCACAAGTGANTACATTCANGAAAATAATGTTTA
GNANGTTAAGAGCTTTTAGAGATGAGCTTTCCATGGCTGTGCATCANCAGACGGAAATCA
TCGACCTGCAACATGACTGACTATTGCNCTTGTTGAAGCTGAGGTGCTGTTCTCTTCCNG
GCTNGTTTNGGCT
>BJ742690 ID   BJ742690   standard; mRNA; EST; 761 BP.
GTAGACGGCAGACAACTAAAATTCCAACACATTCATTTCACAAACAGCATTAACAGTATA
TTTTTTGCACTGCCTTACCATCTGACATCATTAAAACTGCTGAATTGTTACATTCTGAGG
AAAAAAAACAACTTCATAAGCATTGGATGATAAAGAATTCAGTTTCAAGGTAGAGTAAGC
ACGTTTAAGGAACCGTACCAAGTGGTAAGATGTTAAAACACTGTCAGCTTTTCACTCAGT
CTCTTCACAAACATGCGCAATCTTTTACAAAAATATAACTCTATAGTGCAAAAGCAAGTC
GCAGCTGTGATTACATGTAGTTAACAACCAAACAGGAGAAAGTTTTTAAACCAGTAACTA
AGAAAATGTCATCAAGTAACACATTCCATGTCTTTAGTGTTAAAGTCAATTTACAGCTAT
TTATTTATTTTATTAATAAACTTTATTTAATCATATGTTTTCTTGGCACCAAAACCATAA
TGTGGATTACAAAGCAGTTATGCCTTTCAAGAATGTCTGAAGTCAAGCCTTTGATTATTC
TAAGCAGTTCAAACACAAAGGCGTCCAGTTAAAAACACACAAGAAAGGCCTACCATCAAA
CTTGTTTTTTCTTCACATCACAGTAACTAGTTACCAAAATGCAGACACACACTTCATGTT
AAAGCGATGATTGTGCCATAAATACTTTAAATGACTAACTAGCTGATTTTAGTTAATAAA
GGTAGTCCTTTTTTTGGGTCAAACCTCGACATGGATGCAAA
>BJ742700 ID   BJ742700   standard; mRNA; EST; 755 BP.



CACACACATAGGAGAACAAACAGAAAGCCGAGGAACAAAAATCAACCTTTTCAGTTCCCA
AATTCATCTTTCAGAACAATAAAAATGACTCATTATGGATGTAAACAATACAAATGAACA
AACATAAATGGTTTTGCATTGAAACCAAATGTAATGTAAAACATTAAAAACCTTAACATT
ATCTCACATGTAACCTACTTAAGTTCTGCAGTGATGTTGGCAACATTTTTTAAAGAAATA
ACTTTTTTTCAGTTTTAGCATCATTAACATAAAAATAATAACAGAACAGAATTGAGTGAA
TTCAAGTGGGTTTTATAATTACAGATGCTAGTTTCTCTAAGTTGTGCACATAATTAAACT
TGGCCTTAAATAGATTCAAAAGAAGAAATTATACCGACTGCTGGTTTATAAAAAAGGTTT
TACCTGATTTTTGTCAAACTATGTTTAGTCCAAACTAATTTTGAATGGCTCAAATAATTT
TTTTTGTAAAACTGCATGCATAATAGAAATACAAAATTGTTGGTACTGCTCAGTTAAAGA
AAGAAAGTCCACAATGCCCACCGAAACGACCCGAAACGTCCAAAAGCAACAACAAACCAA
AATGTATTGAAAATGAAAAAACCAAAATCAGCCACTACTTCTGAGCTGCTGATTAACAGA
AGCATTCAAAAAAACAAACTAATGAAACAGGGCTGGACNACAATGATGGTACCTCCATAA
AAGACTAAGAACTAACTGCCCNGGGGTCATGATGA
>BJ742733 ID   BJ742733   standard; mRNA; EST; 765 BP.
ATGACAGATAATAAAAAATAAAAGCACTGCACAAGAAAGTTAAAATAGGCATTCATTCTT
GGCATGATGAGACACATCCTATATTAAATCCAACTTTACCTTTTTCCTTTTATTAAAGTC
TAACAATACAGCTGTTTGTATGGCCTGTTAGTTGTTTATATTCTAGCATGAATCATTAAC
ACCACACAGTCACAGGATCTGGCACCAGCCTTGGCTTTTCTGGGACAGAGCACAGGCCCA
GGTCATCAGAGACAGATTACGGTCCTCATACGGTGGGAAACGCAGATAGGTCACACACTC
AAATCGTGTGCCTCTGAGCAGGCTTGCCTTTCTGTGAGAGAAGGTTTCAAAGCTATAGCG
GCCATGGAAGGATCCCATTCCACAGGCACCTACTCCACCAAAAGGTAGAGCCACCATCAG
ACTCTGCAAGATGCAGTCATTGGAGCAAAAGCTGCCACTAGAGGTTTCTTGCATTATTCT
TGAAATTACATTACTGTTGGTGGAGTATGCATAAACACACAGCGGCTTTTCTTGTTTATT
AATGAAGGCAATTGCTTCATCCACGTCATTTACAGACAGTATTGGGAGGACTGGACCAAA
AACCTCCTGCTGCATGATGGGGTCTGATTCTGCCACTTCTGTCAAAACTGTTGGGGCAAT
GTATTTCTCTGCCTCTGTCACTTGCCCACCAACAACCACTTTTCCAGACCTCCATAGCAG
ATCTCTAGTGTGGCTGAAGATCTCCAGATTGACCATGCGGCCGAA
>BJ742743 ID   BJ742743   standard; mRNA; EST; 760 BP.
ACACACAGNTCACATAAAGGCATCTTTAAAAATCCATCATTCAACTTTGTAAAAACACAT
AAATAATTGACTAAAGCAGAACTGCCTCTGTTAGTGGAACCTATTTCAATACAATGCTGT
TGATTCCAAAACAGAGAGCTGCTACATAAAAACGCTGGCCCGCAGGTTCAAGCCAATTTG
ACTAGTGTAACGTCTCCCCAACGTTTGGCGACACCGTGCAGGCTTTCTTAGGGAGGAGTA
ATCCTCTTGAGATCATTTGCAAAGCAATTAGGCATGCTTCCCCTGCCATTTAGCATAAAG
ATAACAGCCTTACCAGATAAGATGCTATATGTACAACGTATCAAACGGGATAGCTGCCTT
AGAGTCACGATATCACAGAGATTTATTTAAATCCCTGTAAATGAAATTTAAAAATGTGAT
AGTAAAAAAATTAAAAAGACATATCTCTACTGTACTATCTAACTTGTCAGTTCATACATT
AGGTAAATGTCCTCAGATCTAAATCCTAAATTAATAGATCTATAATTACTACATCAGAAA
CACAACAGATTTTATAATTGCAGTTATTTTACAAATATGAAGTCATGGGTAATTTATATT
GACATTTCAATGAACAAGGCTTATTTTATCTTAGCTGCCACTGAAATAAGAAATTGAAAG
TGAGTGGAAAGTTTAGGGCAAGTTGGATTTCTTTATAAAATAATGACATTTACATCAGTT
TTATCTCTTTTAATTCCAGAGTGAACAATTATGAATAACC
>BJ742755 ID   BJ742755   standard; mRNA; EST; 659 BP.
AAAAGAATCTGGTACAATAAGAAACTGCAGTAGTAACTCCCCCATTCCAGAGGGGCAGCA
CAGAAAACAGGTCATTGCATTTCAGTTGTGAAAGATTCTTTAAACATCTACAGGGTGTAC
AGATTGGATACAAAAGAGGAAAAATAAAATACAAGCAAAAACAAAGCCATTTTTGATCTT
CATATAATCATCTGAGCTTGTATTTCTATTTAACTCTTTAAAGTCTACATAGAAAATAAA
ACTTTGACAATGAAATATTTCCATGTGCAAAAAACCCCACACACTGTTATAAGGACACTA
GAGTACAAAATTATTCATTTATCTTCATCCCTGCTTGCCTTCATTTATTATGGATGTATA
CTTGGTTACAGCATCAATAAAACCTGCAACCCTGAACTGTTGTGACCAGGACCAGATTTC
CTCCTTTCAAAATAAAGCTCATGCTATTTTTTCTCAGCTTATTTAAACTAGGACAGCTGA
TTCAATCAAAAATCACATTTGTTTTTCTCAATCCTTCTAAACTATGACGGTGTTGGAATT
GTACTAGAATAGTGAGCTTTGTAAACGAAAGAAAGCCTGGATTGTTAACCAATTATTATT
AGTTGGAAAAATTCTGGGTAAAAAAAATACCAATTTACAATAAGGACTTTTCCCAAACG
>BJ742756 ID   BJ742756   standard; mRNA; EST; 191 BP.
TCCTTGTCCNTGTCATCCATGTCATCATGTCCATCCNCCATGTCTGCCAGTTNAAGTTCA
AGCTCATCTACCCCCATCAGTGCCCCCACAGGGNTACCTGCAGGAGGAGAAGCTCGCTCC
TGGGGNGGCCTCTCGNGTTCTTGCTGTTCCNCAAGTTTTGCGGCACACTCTTCATACTCT
GCTTTTGTGGA
>BJ742776 ID   BJ742776   standard; mRNA; EST; 771 BP.
TTAGATCCACTCGAAGACAAAATACAAAACATACGGTCAGTTCTTCGTACCAGTGTGGTT
TTTTTCCTGGCCGTGGCGTGCCGGTTGCAGAGGTAGTGAAAGACTGACAACAATGTGGCA
AAAAAGGGGTGAAGTTGGCCCGGCGGGACGGCCCACTGCAGGGCTGCTACTGGAGGGAGA
CGTGTGGACGGAGCTCCCTGTGAGACCACAACCACGGACGGCTCAGCCCCTCCCTTCTCG
CACCATCACGTCCTGGTACGGGCGCCGCCATGTTGAAACAAGTCAACGGCGGTTGGTCTG



AGTCGTCGCATCAACGGCAACGGCGCCCGCATCAGGAAGCATTTTGCGAGAGCTGGAGGT
AAGGCATTTCTGTGGACGACGTCACACCTCCATCTGCAGACCGGACGGATGTCCAAGTAG
CCGATGTGTCAATCACATTCGGTGTTCGGAGTTATTCATATGATTTTGGAGCACGGTGAA
GTTTGGCCTTCCTGGACGTTATTTATGAAAAGTAAAAAACTGCAAAGACTTCTGGGATTG
CAGAAAGCAACGTTACAAACACGTCTGTGCCGTTAGACACAGGTGAACAGTCCTACAGCC
CGCCAGTAGCAACACAAGCAGCCGCCGCCGCCGCCGCCGCCACCACCAACAGAAACAGGA
AGTGATGCTCTTCCAGCTGTTGCTTCTGGTGAACATTTGCATATTGTTTCTTTTTTAATT
CACTTTTTTTTAACTCAAAATCGTGTTTCAATGTGAAAAAAAAGTCATTTT
>BJ742780 ID   BJ742780   standard; mRNA; EST; 757 BP.
ATGCAATGACACCCGCTATGCATGAATTACCTGAGATAGAACCAAAGATGTGTTAAGAAT
AAACATACTAATGGAAAAACTATTGATTTATTCTTTTTTTGATTACTTTTAAAGTTGGTG
ATTATGATTGAAAAAAAATTCTGTTGCCCTGAGAGACACTTGTATATAAATTGTTCTAAT
GAACTGTCATGAATTGAAACTGTTGAAATACATTAATGTGTGAAAGTGCAGAGATTTTTA
TCTTAAAGCTGGCAAATCCAAACACAAACATTAAAAGTATTTGGCAGATTGTTTGATTTT
TAAAGAATATATTTGTATAGTGGAGTAGAAAATAAGTATTTTAGTTCTTTCACAGCTCTG
TTTCTTTTACTTTAAGATGTTATTCTATTCTCCAACAGTCAGACTGCAACTTCTCCACCA
TGACCAAGACCAAAGAGCTGCCTGAAGACACCAGGGACCAGATTGCTCACCTAAGCAAGA
CTGAGCCATTCTATAATAAGCAAAGACGCTTGAAGAGAGGAGAGGAACTGTTAGAGGAAT
TTTTAGAAAATGAAAGAAGTACAAGATCCCTGATGATCTCCCTCCACCTGGGGCTCTAGT
TGAGAGCTCACCTGGTGGGAACTGATCAATGACCTGAAGAGAGCTGGGACCACAGTAACA
AAGGTAACAATAGTAAAACACAACGTCATCATGGGTTCAAATCCCGCAGACCAAAGGTCG
CCCTGCTTAAGCCAGCGTAAGTCCAAAAAGCATTTTA
>BJ742788 ID   BJ742788   standard; mRNA; EST; 236 BP.
GTTTCCTTNGAGATGAAAAATTGGTGCTCATTTTTGATCCATTATCAATAGAAACAGGAA
GCTAGATAGTTGTACAGTGGATACTTGGTAAAACGACACAAACAAAAACTATCACACAGA
ATCACAGAAAATAAAACTCTTCATGAAGTATCTGATANACCTGAATACAAATTAATTTTT
TTGTGTGTAGACAAACTGAATTTTTATCACAAAATGCGGTGGGGGGGGGGGGNCNC
>BJ742794 ID   BJ742794   standard; mRNA; EST; 522 BP.
ACATGATGTATGCAATCATTTTTGAGTATAGAACACATAAAAACACAAAACATTAATACA
ATTAAAGCCCCTGATGCCAGTTTCATTGAAGGAAAAATTATATCGATCTCTTTATGTCAC
TGCCCCCCACACACACAAAAGAAAGCTCTAACGACCACCTATATACCGTGATCAAACAAG
GACAATACAATGATTAGTTTATATTTGAACTGGCACAAGATTGTAACAGCAGGACTAGCT
AAAATAATAAAATATGATAGCAAAGAAATGAACCAAAATAGAAAAGTCAAGACATCATGA
ATCCTTAGAGCTTATACAAAGGTAACTGAACTCTTGTCATTTATAAGGCATTTGTATTTT
AAACCTGCTCCAGTAATCCTAATTTGTGGGTCTACAAAGTATTAAAACCCAGTTAATTGA
AAATTGAGAACATACACCATCATTCTGGATTTAAAAACAAAAAGACTATAATTTACAGGG
GGGGGGGGGGGGGCCCGGNCCGGNNAAAAACCCCCCCCAAAA
>BJ742810 ID   BJ742810   standard; mRNA; EST; 766 BP.
TTATTTACACAGTTGTGTGTTTCACTTTGACAGCTGTATAGGAATCTGTTGTCTTCTGCG
TAAGTATGCTTAGAAAATCCTATACAAACAATACAAAGCAGGCTATAAAAAAGAAATGAA
ACAATCTATCTTTGCTATATAAAAGAACAGGCAGATTTACATAATTGAAAAATAAATACT
ATTAACAAATAACATTCTATAAACTACGAGCACTTAAAGATTTGTGCACGTGAAAGACTC
CTCTGGCGTGCAGCTATCTGCATGGTCAAAATGACATTTAATTTTTTTATGTGTATCAAA
TAAATGACCTTTCCTCTTTAGAATTGGCTACATGGTGACCTCTTTCTTTATGAAATAATT
GATGCCATGAAGTGCCATTTGGAAAACAAACTAACAACATGTCAAAGCACATACATTTGC
AGGTTAGCACATGACACTGAATAAACTTGATTTTTTTGCTCGTGCTAAATTGAGGAATGG
TGCTTCAGGTGCACAATATAATTTGTCAAATTAGTAGTTGAACCATGAACGTTCCAGTTT
GGATTTAAAATTTAAACAGTTACCTAATGCAAAAAAGAGGTAATATTTGTAATATTACCA
ATACACATTGGTAATATTCAAAGGATACAATTTCATGACTTTGCAAGACATTTCAAGAGC
TGGAGTTGCTTCAATTAGTATTCATAGACTTTTAGTAAAATTTGGCTTGAGCAGAAAAAG
AGGCCTTATTCCCCTTTGTCGCGTAAATAATTACATCTGTTAAGAC
>BJ742815 ID   BJ742815   standard; mRNA; EST; 236 BP.
AAAAACGGCTGAGGTANTTGCAAANCAAANCCNGTNGGGANCATTATGTTNGGAAGGCAA
AAAAAAAATCTAANCCTANNCCCAAANCCNNGNCNNCAAAAAANCAATAAAANANCATTT
TTTGATTAAGGNAAACNTTTGNAAAATTATNTTTTGANNCCCCGAAANCANNCTTGCCTT
TTCCAAAAAAAAAAAAAAAAAGTAGGGNGCNGGGCNNCCANTTTTNTTTTANCNNC
>BJ742819 ID   BJ742819   standard; mRNA; EST; 776 BP.
CTTCTTGACATGTGCCAGCTGCTGAGAGCTCATGCAGCTGTGGGGTTTGCCATCAATGCT
CTATGGTGATCCTACTAGTTTAAAGCTTTGTCACAAAAATCAGAAGCTGCAGTGATATTC
AATATATTGATATGGATAATAATTGCATAGGATAATAGCCATGCTGTACAATACACATAC
TTTATAAAATAATGTTAAAACATTTAATACCGTTTTTTTCCTTAAGTAGATTTATACATT
TTTTTTTCCAATTCTGAATTAAGTGCTTTGTTTATCATGTATACTTTTTATATTAGTAGT
GATGTCACATGTAATGATTTAATACATACAATACATACATTAAAGTAAACCTTAACCAAA
TTTTAGAGGGACACTGCAAAGCCCTTAAAATGTGAAATATCCTGTCTGATAGAGGGGTGA



AAGGTACGCAGAGGAATGGTAAAACTGTACACGTCTGTCATACCAGATAACCTCCTTTTC
TTATACATTTCTGAGATTTGTTTTTCACAGTACAGATATTCTACATTAAAGCAACTCTCA
GAGAAACAAAGAAGCCATTTCTGTTTGGAACAGAAGGTCAACAGCTTGCATGCATTATTT
TAGAAAGTGTAAAATCAGGCGAGAAGAGTTCAAATAAAGATAAATCATAAAAGACCTTAA
CAACTGCATGCAGCAACAATGGATATAATGCTAACACCATCTGTTTACATATGCGCCTCA
CACAAGAAAATGATAAGGCATGCCTCATTGACCTCTCAACAGTCATACTTTTAANG
>BJ742832 ID   BJ742832   standard; mRNA; EST; 774 BP.
ATCAAGTGGTACATGGTCTGCATACAGATGATGAATTCTTGGACAGCAATCTTTCAAATC
ATCTGAACCGTGAACAGTTTACACAAAGCAGTTTATTAAATCTGTCACCAAAGTGCTGGG
GGGAAGATGCTAAAGCTTTTCTGAAACAATGACAGATCAGTTTGGGATTGTTTCTATTCG
TGAAGCACAAAGAGTGAAGCTCCGTCATACCTTCTGCTTCCAGGCTCTAATGGTTCTATT
CAAAGTTCAATTTTTCCATTGGTTGGATTATCATGTCTTAACCAACGAGATCTGGTAAGA
AAAGCACCAGCCTACACTGCACAAAAATATAAACGGAACTCCTTTTACGAGACGTGCTCA
AAGATCTGAAACACCCTCCACAAAAACAAAACAACCACCTCCCCCAAACATCCCTCAGAA
ATCCCTCCAAGTATGTGATGGCGAGCACCTCTCCCCCGCTGAGACAACCCATCCCTCCCC
ACAGGCGCGCCACATGAAGCCGCTGACTAGACAGCGTGATGATTGCACAGGCGCGCCCAA
GTCTGGCCACAACAAAAGACCACTCTGAAATGTTCAGTTTTATCACATGGCACAATGCCA
CAGATGTTGCATGTTTTGAGGGAGCATGCAACTGACATACTGACAGCAGGAATGTCCACC
AGAGCTGTTACTCATGAATTGAATGTTCATTACTGTGCAATCAGCTGTCTCTAAAGGCAT
TTCAGGGAATTTGGTGTCACATTGACCCAGCCTCACAACCGCAGACCATGAGCG
>BJ742833 ID   BJ742833   standard; mRNA; EST; 741 BP.
ACATATATTTCTATTCTAGCCTGGAACATGCAGTTTGGTTTGTCAAGACACAACAAATAT
CTTCATCAACATTGCATGGATCATTTAACACCTCACAGAAATATCACTTTTTATCATTTT
GTACACATATGAACAATTAAACTAATACTTTGTATTTTGCTGCATAAACATCCTATGATC
AAATACAGAACCAGATTTCCCAAAGCCGCTGGTTTGCCTTCCTCGATTGAGTGGGTCTGA
GCCCCTAGGAAGTAAGAAAGCCTCCACTTCCTTAAGAGGATCACTTCCTTTGGATTACAA
ACAGCACAGGCAATGTTCCAACATCCAAATGTTATTCCAACATCCGGCAGCGCCTGTACG
TCATAAGTCACCGTGTTGTAATAAACAGAGCATTAACAGCTGCCATGCAAACCTGCGACT
GTAAAGCTGCTCAGTGTTAGATGACAGGGAGCAATGACTCAGTCCAACTGAAGCTAAAAC
TGTAAATAAATATGTTTTATATTTGTTATGGATTCATGTTGAATATGATGCTTAAATATG
ACAAAAACATATATATAAACTAGAAAAAAAATGTGAAAAAAATTGTGGTTAAACATCTGG
TTAGCATAGACAAGTGTTTAATAAAAATATAAAAAGCAATCCCACACAGTGGATGTGAAA
CTTTTTGGATGAAATTACTACTTTATTGGTGAAAATATTCAACAAGAATCTAAATTAAGT
ATTTTTGGCATAATCTGTGTT
>BJ742835 ID   BJ742835   standard; mRNA; EST; 460 BP.
CAAGAGACCGGTGATGCNCCTCCCACCCNGTTAGACACCATACAGGAAACGCGTTCCTCC
TTTANAAAGAGAAAATATCGGCATGCACAAAACTTTAACCAAAGTAGGTGGGGGTTAAAA
AAAAAAAAAANAAANGNGAAANAANCCNCNCAGACAAAANGTAAAANAAAACTTTGNTAA
ACGGGACATACNGTAAAACGNGGTTCTNTTAGCNGGAAAAAAANTTCAAACNCTTTAGCT
TCANTCANCTTCTTTGNGACNAAATATTATAGNAATTTCNTTTGGGGGGNGTAGCTCCCC
CCNCNGCACAGCCCCNCCCCNGTCTTCCTTTTANGGCNCNGGANAAAATANCNCCCNCGT
AAAAAAGGAGCCGGCCNCNCCNCTGCNGCTNGGTTACAAANGANCCAATAAANAAAANCC
CCNCNCNGAGNGTACAAAANATTCTTCCNACTTTGCNGAT
>BJ742836 ID   BJ742836   standard; mRNA; EST; 756 BP.
AATGTGCACAGACAGAAAAAAGACAAAACTGTTGCATTAAAATCGAATTACATTCAGCCA
TTGTGTGGTCAGACTTTTTTAAACAAGCAAATTCAGTAAACCATTAAACATCATGCAGAC
TAGCTACTGATGGCACTGTGATTTTCTTCGTGTCTGTGAAGAAAAAACACTCAAAGGAAA
AGCATTGGACGGGCATGCACGCGTCTCTGCTGGAGAGCTGAGGCTTTAGCAGACACAATT
ATCACTGTAAAGAAGAACATTTGTAAAAGAAGAAAAAAAACCATGAGCACAAAACTCATT
GAATGCAACTATTTCACTTAGAACCACAGAAAACTTTAGCTTCACAAGTTACAAGTGTTG
GCAGTTTGTTTCTGTTTCACACACTGAAACTGCAGTTCATTTAGTCACAGGTTTTATTTC
TTTACACAACCTTTAAACTACTCACTATACTTCATGGTTCAGGACAGCTGTTTCAAATGA
ATATTTATTTGTCATAGTAATAGCAACAACTTTGCGTGACATCAACATAGTACTGGCGTT
ATAAGGCTCCAACTCCGATATTAAAACACCAAAAAAAGCGATTCCTCACAAAGGGATCAG
AAGGAGAAGAAAGAGAAAGCGGGATTGTCCGGATGTGTGTGATGCACGTTGTGGATGAAC
TAGAGCAGTTGTGCTGATTGTCCAGCCCTTTCCCGAAAGCAACAGGGCCCCCTTATGGCT
GCTGTTGGTTCTGCTCTGCTATTACTGCAGCACAGA
>BJ742856 ID   BJ742856   standard; mRNA; EST; 774 BP.
ATTCGCTCTGGTACACTGGCTTTCCCCTTAAAGTTCACAAAACAAAAAATAAAGTGGTGT
TTTCAGCCAGTAATGCCTATTCTATTGTGGACAAATAAATAAACGGAGCAAATAAAATAC
AGCAGTAGGCAAATGAGGTATCTATGTATTGCTCTATGCCGAAACGGGGAAATAAAAATT
AAATAAATTAAATAAAAATCAGTGGTTCACCTAGATGGTAGGCAAATGCAAAAACGAAAG
GAAAAAAAAGGTGGGTGGGGCAGCAGTGTCGCACGCTCCACCTGGGGTTCTGTGGGAAAG
CTCTGATGCTGGGGTCAGGGGTCAGGAGGCGAAGCAGCGCACAGGGAGTGTCAGGATTCT



AGGCTTCCCTGAGGTATTTCTTTGGAGCTGCTTCCTCCTGCGACGGCATTCTCTGCGTCG
GTTGCGCTGGGCCCGGCCTCCTCTGAGGCGGCGGTTTGTTCCTGCTGCAAGCCCTCCCAG
CTGGCTTTGTTCAGCCCCATGTGGCCTAACATGGTCTGGGACAAACGCGAGTCGGAGAAG
CGGGCCCACTCTGCAAACAGCGGCTCCACCACGTACGACATAAACCCTATTTGAATGTTG
CCAATTGTGTTTGCTTCTCTGTCACAAAGAGGGCTGACCTCAAGTTTGTGCTTCTTCTCA
ATGTCTCCTTGTTGGAAGAACTCCTCTGTCACTCTCTCGCTCCACTGTTTGCTCAGCTCC
CAGGGTCTGCAAGGGTTGCAGATGTCCGCACATTTCANAGCCATCTGCAGGACA
>BJ742862 ID   BJ742862   standard; mRNA; EST; 681 BP.
TTGAGTGATGTAGAGGACTAATCGTCGGTGTCTGAGGTGGAGCAAGGAAACAGAAACTAC
AGAGGGTCAGGTTATAAGCTTGGCACATACAGCAATGTAAAGTTAAACTTAACTCACACA
CAAACACACACACACACACACACACACACGGTTGTCTAGAGTCAGATACAACACACATTT
GCACAAAGGAGGACTCTAAAAACGGAGAACAGCCTTTTTGAAATGATAAACAACAGTCCC
TAATTCTTTGTCTCCGTGCTCCAAACACGTCTTTAAAGCGGGAAAAAGATCCGATGGGAT
CTGGGGAAATGCACAAACACTTTGTGAGGTCATCAAAGTAAGATAAGCACCTACAATAAT
TACACACTCCTATCTTACACCTTTCACGTCTACAACAAAACCACTGTCCAAAAACATTTA
AAAAAGCCTTCGAAATACTCCACTGATCGACCTGTGCAGCAGCTCGGGAGCCGCCTGCAA
TTACTTACATTTGATTCTAAGGCAATGTTGTAGTTCCATAGGAATAGAGCTGTTGATGCA
GCCTGCTGTTTGCACACTGGCTGTGTCTCCATTTGAAACCCTTCATCTTTGTTTTAGCAC
CNTGGGACTCTCGCTTATTCACGCACAATCAAAAGACAGNTGTGAAAAATATTCCCTTCT
GATCCATTATATATATATATA
>BJ742863 ID   BJ742863   standard; mRNA; EST; 742 BP.
GTACTCTGAGACCAAATTCATAGTAAGTCAAGGGTAAATCCTGGAAATCAAAGAGAAAAA
TGATATAATAATCAATGAAACACCATCCAAAGAGAATGTATTTACACCAAATCAAATCCT
GACATACTGAGCTTATAGAGGGAAACTTCACTCCCTGATTCCATTTAATCTGTGACCGGC
AGATTAAGGAAAACAAAAAAACAGTCCACTTTATAACTACAGCCCCCACAATTCATCTTT
TAAAATATTGTCATCCCCCAATTTTTAATCAAGTCGGATGTGAAAAATGATTTAATGCTG
TTGACACCCAGATGTTATTTCTTTCTTTCAGACCAAACACTGGGATCTTCCACAGTTGTC
CTTATTTAAACCCTGAAAAATATGAGCAGTAAATGTTATAGCAGATCGAATGAGCTCTGG
GAGATTTTGGCCAAATATCATTTTCAGCTACGGTAAACAATGCTAAGCTGTTTTCACAGA
ATTGATCACGGTTCCAAGCAACTGCAGCCAAAGAGACTCTTCTGAAAGCACAACAGAGAC
GGGTTTTTACGAGATAATGTGTCAGAGAGAGAAGTGGCTGGCATTGACATCCCTGAGGGA
AACCCTCAGAAGACAGAAACATTTGGATTTGGAGCCACCATACCAAGAATCGATCCAAGG
AACGACAGTTCATTGCACTTCTCACGTTTCCTCTCTTGTTTGGAAAGTGGACACTCGGTG
TCAGAAGACGGTCTGAACCTAC
>BJ742887 ID   BJ742887   standard; mRNA; EST; 402 BP.
TCGATNNTNGGCTGGAANATTTGGNANGTGGGNNAACACATGAATGTATGNAGAAAATAA
GCATGTTGGTANAGAAAGCTGACATTTTTTCTGTTTTCCCCCCANCAGGCNNTAGATTTG
TGCAAAGCTTTANGTANAAACTGACCGTNCTATGCTTCAGCTTTCAAAAAAGTTNTGCAC
CAGATGTCNAAACNGCNATANAAGCCTCNGCACTAANCATTTTTAAACTAGAGAAACTTT
AAAAATGTNAAAAAAAAAAAAAAGTNGATTTAGGTTGGGCTTTNAGTTTACCANATTTNG
GATTTTTTNCCCCNANAGTTNTTTGTANCNNCNTAAAACNNTNGGGAATNNCAAAANCCC
CCGGTTNCCTATNAAAAAANGNNCAATNCNCCGNAANCCCNT
>BJ742891 ID   BJ742891   standard; mRNA; EST; 169 BP.
CNGAATTTCNGGGTTTAANCTTAAAAGGANGCTAAAAATATNGANCCCTTNNGANAGCAN
CAGNGTTNCAAANCAAANGNGNGACAAATCANCNGCCGTTCCAAACNAAAANTNGGANGG
GNCNCAAANGNGTAANAAAAANAAAAAACAAGTTCCGTTCTTCAAATCA
>BJ742895 ID   BJ742895   standard; mRNA; EST; 748 BP.
GACAGCTGATAATTGTGAGGAATTAGTAAAAGTAAAATCAAATCCATGATTTTCCATGAG
CGTTGTCATCAAATAGACAATTACTGTGTAATAACAGCTGTTTTTGCAAACAAAAAAAGC
TAGATTTAAACTACAAAACCAAACTTAACCAATTAAAAAAAAGCTTAAAAAATCATAAAC
ATTTGAGGTTTAACTAAAACATTCAAAACCATTTTTTTTACTATATTAAAGCCAAATAAT
TTCTAAAGTTAGTGAGACTTGGTATAATTGCAGTTTTTGCAGAACGATTACACTGTGCAA
GTATGGGTGAGCACTGTGAATGGTGGCTCAAAAGATTTCACAACACCAAAATCAAAACAA
ATAAGTGCAGAGAGTGTGACTGCATTTACATGGAAAAGCTGCATCACCACATTTGTCTGG
AGAAAGAAGCCTCTGTCTCGGTACAAATATTGAAATATAAAAAGCAATACAACCTTCGCT
GGGAAGCCAAACACAGAAAGTAAATGTACTTCTTATCTTAACATTAACTTTCCATATAAG
GCATGAGTTTTGTTATAAATATTTTTCTTTTTTGAGAATTTTTTTGGGTCTTTGGACTCA
GTTATCTAAAAAGCGATGTGCACTTGTCCACAACCCGGGGTTAGATGGAGCAATATTTAC
AGCGCCGTGTCCGCAGACCTTTTGACAGTTTCTTTAACATTTTCAGGTCAAAAAGAAGAA
AAAGTCAACATATGCAACATTTTGTGCC
>BJ742898 ID   BJ742898   standard; mRNA; EST; 136 BP.
CGCCTATNACTGGGAAACTGTACAAGAACTNNCTAGACGCTTAAGAGACTTGATGCCGAC
AGGCAGCACAGCGGCGTAGATGGAGAGTTAGTNTAAAGGACNGTTCNCCAACAGAAGGCA
NGCNAGATNNCAAAGA



>BJ742899 ID   BJ742899   standard; mRNA; EST; 163 BP.
ACCCNAAGAGTTGTAGACTATATNCATACCGTAANCAGAGGGAAAGTGTTGGAAATATTT
TCNCTGATCATGACCNAACATTGTAAAACCACTGACTGNCATGAGGGGGGAATTGCGAAC
AATTATACATTTTCATTATACTNAGTGATGCATGGCTGATGGA
>BJ742910 ID   BJ742910   standard; mRNA; EST; 673 BP.
AATATTGGCTTCCTGCTGGTTTTAGCAAAAAGGGCAGAGAGCTGAGTGGGTGTGTGTTTG
TAGATCAGTGGGGGGTTATAGTTAGTTTGCATGCATGCGCTCAGTTGGGAGAGAGTGACG
CTGTGTAAAGCTTGCTGGCCAACAGGAGATGAGCTCCATAATGGTCACTATGGCAACAGG
CTTTTTAAGATGGAAACCTTGGAGTACCCCTGGAGTACAGAGCAGTCCGTGTTGCNGTTT
GTGTGTTTCTGCATGCAGGCGTTAGTTGAGTCAAGCTACTTAAAAATTGATACATCAAGC
GTCAGTGAATAAACCTGACAAGATTGAGTCTGACGTCCTTCCCCGCCACTGGGGTCGCAT
CTTTGTGTGTTTTAAAGTGTGTTTATGCTTCTGTGTACATGCCCGTGAAACATGCTTCTG
GTCCAACTGACATCATACTAAATGAGCTTTGGACATGCCTAAATGAAAATACACCAACTT
ATATGCTACATATATGCATGCAGAGAAACCATTTGACAAGATTTGCTCATTGAGCTGTTT
TCACAAGAGCAAGTTAGCTCTGCAAAGCACAGAGTGGTATGATCTGTGTGACATCAATTC
ATACAGAGTGCATCTGTGGTCAATTCTCTCATCGATAAATGAAAGAACTGTTTATGTACA
GTAAAAGTTAAAG
>BJ742912 ID   BJ742912   standard; mRNA; EST; 563 BP.
GTGCACTGCTACNTAATGANTCACATTCAAGATATTTTGTCACTTANGNACAGCTNAGAG
GTATAAAAGAAAGANGANAAATAGTGAACTGTCAGAAAGAAATCATGGTCCATGTTTGTG
AGTTTATAACANAAACACTGAAGCCTGCANAAATTCNCCATTATTAAGATTCANAAGCAT
GACAAAAACNNAACTGTTANAAAAAACACANGATACCGTTATCATACTTTAATGAGACAA
ACACCAGCTGGTAAGATTAANTGAGAACTGGTGGGTTTTTCTTTTCTTTTTTTCCCCCTG
TTCTTTNNCAAACGAAATACACATGTTACTATAGCAACGCCCATTATNGGTAAGGGTTTT
TACCACCACCATTTGGTATAGCAAATCATAAACCATANTCAAAGNGAAATAAATTAGAAA
TCNATAANGCGTGTTTTTCNCAATCATATGAATACNCANCACCCACAGTATAAGTTTATA
AAGTCAAGCTNCTGTATATAANNACNTCACCAGCATGCNCNATACTGAATANNCGAGANT
ATTGTTGTCTTACNCTGANNAAA
>BJ742943 ID   BJ742943   standard; mRNA; EST; 790 BP.
ACAGATGAAAACAAGCAGATAAACCCCTGCAGACTCCTGCAGGGGACACATAGGGGGTGT
TTAGCATTAAAAAGGTAGTGCTTTTCAGACATGAAAATGAAAATATTTTATTTTGGGAAG
TGCATATTATTCAGTCTTGTGTAAAAATTGCGTAAAACATCAACAAGTAAAGTAAAAAAG
AACAAAATAAAAATTCTGACAATGATAAATTACATTTGAAGACATTTCTAATTTCCATTA
GGGTTCATCAGGCTGTCAGTGAAACAAAAACAACTTTTTGTTAGTGCAGAGTTTGAGTTA
AACAGTGAAATTTGTGAGAAAGAGGAGAAAAAATAGTTTTTTTTCCCCGCTTGACATGGA
TGGAAGCTGAAATATGCACAGGAATTTCCACAAGCAGCCCAAACCTTAACAAAGGACAGG
AATCAACAAAGCAGCTTCTGAACACAAACGATGACTTTCTGTCCTGAAAACTCCCAAATG
TTGGATTTGAACCAAAATGTCCAAATCCATAAAAGTAAAGCAGGTGAGAGATTCTTACTT
TTGTGATCCACTGCTGCTTATGGAACAGATGCAAACAAAAGCTTGGAAATGCAAAGGGCT
TGTTTCTCTAGTTACAGAACTGCTGGATTATAAGGATGTAATGTTTCTTTGCTGTCTTAC
ATTTCATCATGTAAATTTGTTTTTTTTGTATTCACATCCTATGAGAAACAAAATATTAGC
TGCTGTTTTATTCCTCAGCAAACGTCCGTTTATGTGGCAGTATTACNCAAAATAAAGAAG
TATGGCTGAC
>BJ742947 ID   BJ742947   standard; mRNA; EST; 726 BP.
GTATAGGAAAAACCTTAATCATCATTGATTCTTTACAGTGATTCTAGATGTCATAAGGCT
GTAAAACTCCTCACTACACATGAATTCACTTTTCTCAGACAGATATGAACATTTTCACAC
TTTTCTCTCTTGTTTAAACTCTCAAAATTCAAACCTTCACAGAAAAACAAATCCAGGATT
ATATAATGAACTTAACGCTCTCTGTCCTCTAAAGGAGACCCTGTTTGGAAGGACATTGAC
TGGCAATTGTCGATGACCAATAGGGACGCATAGGATAGTTTGCTGTTAAAAGAAAACATA
CAAAATTGCACACAAAGAATCAGTAAAAGTGCAAGGTCACGACAGGTGAATTGTGTTGTA
GTGATGGAACACTCCTTGGGTTGTAACTCATTTGTCTTTTGAAAAAAAATTAAAGAAACT
AGAGCAGGGGTCGGCAAGCTTTACCACTCAAAGAGCCATTTGGATCAGTTTCCCACAGAA
ATGAAAAGACAGGAAGCAACAAAACACTTTGGAAAACCTGGTGTTTCCAGTGAATGGAAT
CATTTCACTTGTTTTTAAAATTTTCACTCGTTATTCACTTTTCATTCAACCTCATTCAAC
ATGTGCTCTCTTCAGAGGCGGTCCTGGCTAGTTTGATGCTCTGGGCGAAGCAAAATATAA
TATATTATTACTTTATTATTAAACATAAGTAAAACATACTTGTACAGCTGAATACATAAT
TAGGAT
>BJ742949 ID   BJ742949   standard; mRNA; EST; 742 BP.
AAATCAGAATTTACTGAGTGCTCTCTGCAGTCTTATCCATCAAAGCAAGTCATGCACAAG
ATAAATACAATGTCTTTGGTTTCAAAGCTTTCCATACGCAACTAGGAATGATGTTGGCGT
TCAGAGTCCAAGAAAAAAAAGCATTGGCACTTTGTTTTTATCTACATTTTATGAGAGGAT
TCCGTCTGTGCAGCCGCCACAAACACTTTGCATTTAAATTCATGTCCCGATCTATAGAAC
CAGAACAGTGAAGGAATGTGCAAAGTCTGCAAGCCTATAAAATCAAAGGAAAAGGGATAC
ATTATTTAGACATTCTTACACTTATATACATATATATGAGCTGTCAGAGAAATGCACAGC



TTTTTTTTTGGGCAGCATTTTAATACATTATCCAAATGCTGTATTTTAGGTCAAAAACGC
AGCGTTCAGGATAGAAATACAGACACTGACACATAAACTGACTCACCACGTGTACAGATT
TTAAGCCCGTCCCAGAATCCTCCAGCCCTCCACAAAATCTGCTCTGTTCTCAGTCAGAGA
AGCGAGGTGTGGAAACTTTCTTTTGGAACGTTACAGCGTTCCCTTCTTCAGCTGGCTGGC
TGTATAAAAGCAGTTGTTTTACAAGCATGCATTAACACTGAAGTGAGAATTTATTTATTT
ACTGAAGTAATTTTTGCTAATATCACTGACTGTATATGAAAACTGGACTGAGCACGTGTG
AAAATGGCTAATTTCTGGCTCC
>BJ742954 ID   BJ742954   standard; mRNA; EST; 759 BP.
CAGGGCATTATCAACAAAACCAAATAATACTTTAACCCTCAACTACTGCTACCACACACA
AACACAACACACAAGGTGATCTTTCTCCTCCAACAGTCTGTACTGATTAAATTACAAAGG
CAAGGCCTCCCTTTAAAAATTAATAAACCATTTTAAATTGTAATTGGATAGTTTGTTGGG
AAAATGAACACCACAAACAGGCTTGAGACAACCCAACCTGAAAGAAACAAGAAAAAAAAG
TGAATGCTTGAAACGATAGTCAACTCTCCTAAAGATACCACTATTTCAGTTCCTAAAATT
AAAAGGTTGATCACTTTTATTGCTCTAACTTTGAACAGAAAGTTACTGCATAATTCAAGG
TGACATCTCTGCAAGTCCATAATATGTGAAAATGAATTAACTACCCACAAAAAAAGGAAA
ACATTCATTTTTGGGATCGCAAACGTAAAACCAGGAGCTATGACAAAAACAACATTTACA
ACATCTTAAAGTACACAACATCCGTATAGCACGGTGAAAATCTGTAAATGTTAGATTAAA
AATGTCAATTCTAACTCTTGGGAATAAATTAAATACCGTTTAAAATGAAAAACTTTTTGC
TGCACACAAAAGCAAAGGTTACATTAAACGAGGGAACTCAAATGCAACTGTTTTGGTGTT
CTAGATTGATTTCTAGACCATCTTTTCACCATTTTATTAAGAATTTGCTTATTTCTTATA
ATTTTTAGTGACTTATTTGGTACAAGTGCACTTGCATTT
>BJ742959 ID   BJ742959   standard; mRNA; EST; 155 BP.
TCATTACTTTAGCTAACATGCNTANATGAACCTGGATTTATATCTATCGACTGGACNGNA
GAGGAGTACTTAAAGAAAATGATANCANCNCGTTTTGGAGCTCATCCAGTCNNTGACTCT
CTGGGAAACAATTCAGATATTTTTTCTTCTCTTGG
>BJ742993 ID   BJ742993   standard; mRNA; EST; 742 BP.
ATGACAGTTTCTATCCAAAAATGCAATTATTATATTTTGATCAAATACTTAAATATTGAA
ATAGCAAATTTAAACGACAAAAACAACTAAAAGCTTAAAAACACAATAACTCTTACAGAA
AACACCAACAAAATATTATAGAAAACATATATAAAAGATGGTGTCATCATTACAATGTTT
AAAAATATATAAACCAGTATAAAACATTAGGTGCTTTGGATGTGCAAGTTTTTCTGTGCA
AGGACTGCTTTTTGTTTAAAGTGGTGGTGCTGGTGGTGGTGGGTCATTTCCTCTCTTTTT
TTTCCCATATCCACGCTTCTGTAGCTCAGCCCTCCAATTGTCAAATGACTGAGTCTCTGT
TGCTTCACAAAACCAGTTCCCAAAGTACTGACGGTGGGATGGTGGCTGTCTGTTTCCACC
GCATTTGCTGCACGTTATGGTTTCTGTTTTTTTAATGTATTTCCTTTTCATAATACCCAT
TTTTTCAGCCTGCAGCTGTGGCTTTGGCTTAAGTTTTGCCCCCCCAGCAGTGTTGGGCGG
AAGCAGAAAAATGTGCGGCTGAGCTGAGGTCCCCACCTGTAAAGGTGTTCCTTTCTGGAG
ATCTGGGAGTTTTTCTGTAGCTGCCATGGAAGCAGCAGGTTGTGGGATGCCCTGCTTTAA
AATGAGTTTTTCTTGTGCCCGGCACCGCCTGCTGTACCATTGTGTGACTGTAGCAGCATT
TACTTCTGGGAGCTGGATGGTG
>BJ743010 ID   BJ743010   standard; mRNA; EST; 177 BP.
ACGATGGCTGCGAAGGCGTCCTCCGTGTTGTAGAAGGTCACAAAGCCGTAGTGGTCGCTG
TGCAGAGGAGAGAGAACTAGTCTCGAGTTTTTTTTTTTTTTTTTTCNNAAAGCNTTGCTT
TNTTTTGCNCAGGGAAACNTGACACAAAANNCTAANCNTCAAAAAANGGNAAAGGGG
>BJ743016 ID   BJ743016   standard; mRNA; EST; 761 BP.
AGGAATTTCTTGGGCCGAACTCCAATGTACGGACAACTTCAAAAGAAAATCAAAAAAGCC
ATTAAAAAGTTTGAGATGATAAGAGTTAGAACCACTGAGAAGCTTGTTTCTTTGAAGAAC
CCAACAGCGGGTGTAGCTTTTGCAACACAGAGGCGGATCGTCCAGAGGATCTCCAATGTA
TCTGTGGAGAAACTGCAGAACTGATCGTACGCAGGTGCAGGGAACCGGATCCAGGAAAAC
CGCTCCCAACCTGGTTTCAGTCCAAAATCCAGACACCAGAGGGTCTACAGAACCAACAGG
ATGGAGTGAACCAAACAGAAAAGTCAGTGTGGACGGGGGGTTATAGAATTAAAAGAATTA
GGAGGAAGGAAAGCCACAAGGGGAAAATATTTTCAGAATAAAAGCCCAGATAAGCAAACT
GGACACACAAAAAGTCTACATTTGACTTTCATTGTACATTTTTATTGTTTTCTTAAAAAA
AATAATTTTTCTTTGCTTTAATGCAAACATGTTAGTTTTGACTTTTGGATTAATTTATTT
TTTGGTATTTTATACTTGTAATTAAACTGGACACCAAAATGACATTTGGACATTACAGGC
TGAATCCCATTGATGGACAAATGCACACAATAAAATCACAAGAAATGTTTCAAATGGAGA
CTAAAACGAGATCCATGCTGTAAACAAATTAAATTAAAGTAAGAAGAAAAGACAGGGAAA
AAAAAGTTTACAGAAGGGTTATTAATGCTGAGTAAATCCNT
>BJ743018 ID   BJ743018   standard; mRNA; EST; 264 BP.
CTGAATCGTTTGGCGAGAAATTGATCCCAGGTNTTCTTAACNATACCCACATATGGGCTA
ANANTTGAACCTTTGCCTCTGATTTGANCAAAAAATGTTTTTTTTTGACCANATCANGTA
CAAACTANCCTTTTGAAACACAGNGAAAGCAAAAAATGTATTAGGATCACCCTTTTTTTG
NCANATAAGCTGTCTAANCCAANGCTNCCCCNANCCCGTGNATNATATNNNTTCGGATAN
ATNTNANACATTTTCATATCCGGC
>BJ743020 ID   BJ743020   standard; mRNA; EST; 710 BP.



AATCACCATAAGGNCCCTCCCTCTGAGACCNGAAAAATGTGTCAACAGATCANTGCAGGN
CTACCGTCAGTGCTGCTGCAGCCTCCTCCTGCCGCTGACCCGTGTCCACAAGCTGCGGGC
TGTCTGGGTGATGCTGGTGCTGCAGGGCAGGCGCAGGCTCCTCAGGGGCCCCCGAATGCA
GGACAGCACCCCTGGCTCTTGGGGGGCTCCCAGCTGCTCCAGGGAAGCCTGGTCTATCCT
GCGCAGCTGTTGGCTGTAGAACTTCCTGAGGTGGCAGAGCTCTTCTGCCGCCGTCTCANA
GATGATTGAGGCCTGTGACGNACAGTTGGACGTAGCAGGGGTGGGGGCAGAACTCCTAGC
AGGGGCTCTGGGGGTTCCTTTTCTTCTGGAGGGGGTTTTGTTTTTGGAACCAGATTTGAT
TTTATGCATGCCTGGTCCCTGACCCTCGTGCCGAATTCGGCACGAGGGTTGCCAATAGAA
GCGGCAAACGATCTTTTCTACCAACCGCCACCATCCCTGCCAACTTCCAAAATTTACACT
ATCAGGCCATATTATCCCAAAGATGANGTAAGTTGTTTATTCAACTGTAAACATGAATTT
ATGTTGNTCAGATGGATTTTAAAAGATGATTCCATAGCAGATGATAGAACTTGTTACAGA
AATCAGTGGAAAATATTTGTTCTTGNAAGCTACAATAACAGCTGTGTCTG
>BJ743022 ID   BJ743022   standard; mRNA; EST; 355 BP.
ACAGAGACGCATCCAAACAAACAAACCAAAATCCTCTTTAATGGTTTCACATTTCCAGGC
GAATGTTACTTCACAACACTCACTCAGCCCATCCACCCGCCACCTTGATGGTTGAGAACA
TTAAAGGCAGTAAATGTCATGGAAAAATACAGAAAAGCAGCGGTAAGAGCAGGTGGGATT
ATTGAAATCGGATGAGAAGCAGCCGGTTTCCACAGAACCGGCCCGTATGGATTTTTAGTC
CTCGATCTCCGGTCATCAGTCACTTTCAGGAGCCCTTCCTAAAGCACAGAGGTTTCTATC
CTATAGGGATATTTGTTATCAACCAGTTCTGGACATTTTTTTTTTTTTTTANGCC
>BJ743029 ID   BJ743029   standard; mRNA; EST; 147 BP.
ANGTCCNTTCTTACCAGCNCAGNCTCTCANACTTCNGNNANCNGCTNTATGAAAGCTGTG
AACACCNCNGGTTTACATGTGGAAGGGACCCNTTTAGCTGGNANTACNTATTTNNTCTAA
GCTACNANNNATANGANGTCATCNANT
>BJ743033 ID   BJ743033   standard; mRNA; EST; 740 BP.
CAGACACGGCTACCATCTCAACATAGTTGTGGCGCTCATTGGCATAGGCCTGATGATGAC
TGCGAGCTCCACCGGCACAGGAGGAGGGATGTACCTCTCCACCCTGAACAGGCGCAGCAA
CAGATCCTCAGTGTCCTGTGGCCACCGGTAAACATGCGTGTTCTGAAGCCAGCCTGGAAC
ATAATTCTGAGAAGCTCCAAGAAAAAGAACAGGAATGAATCTGAAATTCAAGCATCCCTC
CTGGATAAATTCATTCTGCATCAGCTTGTGAATGTACTTGGCGTGACGGGCGTGGCTGTC
TGAGGGAGACCCGTCAGTGTCTGCTTTATATTTGGGGCTGATAGCGATGATAATCAGGGT
TGATGGATCTTTTAGGAAAGCATGTCTCCATTTGTGGATGTCCATTTCTCCAGTGGAGTC
ATCAGTGAGGTCAGTACTTGTTCGAAAGCCTTGTTTTGTGAGGAAGTCTCTGAAAGCAGC
TATCTCTGAGGACACGTCCAAAGAGTGAGTGATGAGAACATTTCTGCACTCGTTGGGCAG
GCTGATGGTTCCTGTTCTGCCCTGCAGATGTGAGGAAGACTCTCCTGCTGCTGAGCTCAG
CTTCACCATGTCCACCTGGGAGACGGCGTTCACGGGTGGCGTGGAGAACTGAGGCACGTT
GACCGAGACGCTCCCCGGAGGCCCACCGCCATCCCCGAAGCTACGTTCATAACAGCAGTT
TCCAGGCTCCACCCAGTCTC
>BJ743039 ID   BJ743039   standard; mRNA; EST; 806 BP.
GCATTTTCTCAAATGTGAAATTACTTTTTGACTTTTGACAGAAGCTCATATAAAAGTTGC
CCTGTCCCAAACAGGACCATGCCAGTGCAGCTAATGTTCTACAAAAGGTTTAAGCAGGGC
GGGAGAATCAGGAGATTTTCTCTGGATATACTTCAGGTCCACTTTGGTGAGCAGTCATCC
TTTTTGTTAATCACCACTGCTGACCTGAACATAAACATGAATTCATGGGTTTATGACCCA
GAAGAAAAGTACATAAAGAAAACCCAAATCTATAGATTTGAACATCTGCCCTCCAGACAG
GAACTAACATTGCTGTCCAGCAGAAGATATTCTGTTTTTCTGTGTAAAGTAGTGCTATGA
TTTGGATCGTAGACTTTGTTGATGTAGTTGCCTCAAAAGTTAAATAACTGCCCCTCTGGG
GAGGTATTACAGTTACCGGTATTTAAAATCTACAAAATCTGACCAAAAAAACAAATGAAC
GTGCACTGCAAATTGCAAATAAAAAATGATTCTTGGGCAAAAACAACAAAGGTCAGACCT
GCACAGCAGCAACAGTCTAAACTAGCAGAAGAAACTCAGAGAATTTGCTTTTAGTTTCTA
GCTTATTCACAGGATGATGACAAAATGAATGTTTGTTCTGAAAAACATTAACATTTATTT
GTAGAATTCATACTTTGTTTTTAAATGGCACTGATCAAACAGCTCAGTGATGTATTTTAT
TCTGTTTATTTGCTTTAATGTTCGGTTTAGTTTTTAATATAGATACTTTTTCTTATCCGG
AAAAAAATGTTCCTTCAGTGCATCTG
>BJ743053 ID   BJ743053   standard; mRNA; EST; 693 BP.
CTTTTTCCACAAGCAGCTTAAACCTGCTTTTTTTTTTTCATACCTTTTTTACANAAAAAA
AACANGTTGACGGGATCAATTTAAAANGATCACAACNGCGNGNGAACNAGCGCTGTTTAC
CAGGAACTTCACGTTCTTCGNGTCAGGCAGCTAANTTTACTCGGNGGGAGCTGCTGACTC
ATTTGNGTTTCACACCACACATCCNTGAAGGGCCNCANCGACACATGCCNAGGTTCTCCA
CGNGTTCCTCAGGCCGTTCCCNGAGNGGCCCTTGNGGCTCTCACCCTCGNAGCGGCTGCN
CTGGTTCTNGGCAGGCCCGCCGCTCGCCNGACTGTTGNGCTTCCAGGAGTCANCCANCCC
GGGCAAATGGANTTCANNTTTTCCANACAAAANAAAACTCTGCTGCNAGNAGGCGGCCCC
GGNGGGCAGGCAGCGCTCGCCACAGCTCGAAGGNAAACACCCTCCCNGNGGNTTCCCTCT
CANGACAAANATNAAANACCNGGNTTTNGCTTTTNGGCCATTTGNGCNGCTTTTTATNGN
AGTTNCATTTTGGGGNGAAAAANCCGGTTTTTAGTTTGATATCNGCANAAGCAAACAAGT
ACATTCAAAACTCTGATCAGGTGATCTATGCATTTCTACAAAAGGGGTTCATTTTTCTTT



TTTCNCNCACCTTTTTCTACCATTAGGCAATTA
>BJ743061 ID   BJ743061   standard; mRNA; EST; 198 BP.
AAAATCTTTACAAAACCAGTAAAGTAGGAATATTGATATTTGCACATTTTCAAGTTTGCC
TCCAGAACCAAATTTAGCATATTGTCAAGACCATTTTCAAAAAAAAAAAGAAAAAACTTT
CAAAAAACAAAAATAGNGAATTAATTAGNGNCNGAAAAGTAAAAACATTCTAAAAACANG
GCANGACTTTCNCTAGAG
>BJ743062 ID   BJ743062   standard; mRNA; EST; 772 BP.
CAGGCAATTCTCCAGCTTGCTCTGAGTTTACAAAGGTCTGTCTTCTCGTTTTTATTAAGA
ACTAGGCGTTCCCTTAAATACAAATGTGTTAGGTCTGTTTCTAAGGGGTGGGGGAAGTAA
AAGCAACACAAAGCAGCCCACACAGGTCAGGAAGCTAATCTAAACACCATCTTTAAAACA
CAACTGCTCCTATGGGATATCACCTTGTTGTTGTTGACCTCTGAGGGCACATCTCCTACT
GATGAAAGGTGAACAGCTGTCACCGGGTCAAGGCGAGACAGCTGTGCTGAGTCATCACCT
GTTTTCTTGAGAACCAGTTTTTTGCAGAAAAGCAATATACACACTCACACTTTGCCATAT
ATGATCACACGTTCAAATGTTCAGAGTACCGTATTTTCACAACCATAAGGTGCACTTAAA
TGTCTTACATTTTTTCCAAACTTTTGGGGGTACCCAAAGAGGTGGTGCGCCTAATGTGTA
GTTGTGGGGCTTAGAAGAGGACCGCGTGAGAACGGGGAAGGAAGTGTGGGCATGAACAGC
ACTGTGTAAAAACCACACCGCACAACCGCGAACAGTCTCAGAGAGGGAGGGGCACACAGA
GAAGTAGGGTTGTGCCGATGGTGATGGGTGACTGACATCCCGATGGAGAGACACCATCGT
GATGCCACGCCCCCACCACGTTGCGCGTCGACACCATAAGCCGCGGTTACATGTGCCAAA
TATCTTGATGGGATCANTGGTCGGATTAGAATCCAACCGTGTACATGGGNCC
>BJ743073 ID   BJ743073   standard; mRNA; EST; 540 BP.
GCCATTTTAGAGCATTTCTGCAGATTCATCCAGTTCCCAGATCACTTCTAAACAACAGTC
TTCAATGACGGACGGCCGCACCCCCAACATTCAGATCGGACTCAAAATTAACGTAATTTT
TCACTTCGTGACCACTTTCCGACGTCTGAACAGGTCACTCAACCTGACATTGAACTTCCC
ACATGATCACAGCAGCTGGTCTGAGCCCCTCCAGCTAGGCAGGACGGGCGTTCGATTCCC
GCTGTACAGATATGCACAGTTTAAAACCCTGGGACGCTCACCTGACAGTTAACGAAGTAC
CTTCATGTTAATCCTGTTAGACCAGACACTAAGCCCCGCCCCTTCTCCCAGCTGCTTTAG
ATGTCAAGGTTAGCATCTCATAATCAAACACTTCATCCCCCCTGATTGTTGGTCTCTGTC
CCATGAGCCACAAGGAGCAGTTTGTTGAGGTGAAAGTGGTTTCTACAAAGTTCAAAGGTT
GCTCATTTACAGACTGCCCCCCCCCCTCTAAAAAAAAAAAAACCCANCAGGGNCCNCNGG
>BJ743089 ID   BJ743089   standard; mRNA; EST; 145 BP.
CCAAAAAANCCNCGGNGGGCAACANGGAANAAGCGACNTAAAAACNGNCCNCCTTTATCA
ATATAAAANGGCAAAAGNGCCTTACCTACCNGGAANGTATTCNATGAGGCNCTTCCNCTG
GTTAAAAGGCNCATGGGGGGGGGGG
>BJ743104 ID   BJ743104   standard; mRNA; EST; 752 BP.
AGATATGTCAAAAACACAATTTTCATTGAAGTGGTGTATTAATTCACTCAAAATTATAAC
TAAAAGTTCCGGTTTCTAATCGTGTAAAAAGAAATTCTAATAATAACTTTAGCAATCATC
ATGTTCCACTTTGTAAAAGGCTTCCAGGCAAACCATTTTATTAAAATAAGGGGAAATAAG
CAAAATAATAAAAAATAAAAACCAACATGCCTCAGGCATCTATAAGATGTGGGAAGTCTC
ATGAAGGTGTGTCTAAAAGCAAAAAAAAACAAAGCTGTTGTTAGGTATTCATCAACTTAA
CCTTAATGCTTTGCTCTGTGTCAACTAGTCACACTGTGTTTGGGACTGGTTGATCAATCA
GTCTATTGTTCTCAAGGTATTTTTTCTAATGAAATAAAAATCAAATGGCTGTATTCAGAC
TAAACTATTTTTTTTCAATCACATAAAACTTTTTTTTTAAATCAAAAGCCAGCAAAAACT
AAACGCCGGCAATAGTAAAGATTCGNCATTTTATAAAGCGGCAAAACAGTCTTTACTCTA
CCATAGTAAGGATAAAAAGAGACAGACAAGTATTTTCTCTTTTTTGTTCAGAGAAGAAAA
CTATTACACTTTTTTCTTAAATCAGAATTGCTTTGCTCCACATGTCTTCTGCCATTTAAA
CGGACAATATGGCAATTCTGATTAGGAAGCANTTAAAAAAATAANGCCNGTTTATATCAA
ATTCAAAAGCAAATCTATTCTACTGCCATTCC
>BJ743129 ID   BJ743129   standard; mRNA; EST; 290 BP.
ATAACAGGAGAAAAAAAAAAAAGACAGAATTGNGGAGTTTCCATAANGTTTAAGGNGTTC
ACAGCAGCAAANGGATGTCGGCCCGGTTTCTCCAAACCCGCTCAGGTTCAGCACCGTAGG
TTGGTAAACTTTATNGNGCCCATACGGACNCCTTCGTTTCCANAGGGGGNGAATCTATAA
TCNATGTTCTNAACAGGACGTTTCAACNATCTTTTGNATCTGCTGGAAAGCCNCCAAACA
AGTCTCCTTCCNGCCTCTACGNGGGCTTCATGAAATTCTGCAAAACCGGA
>BJ743131 ID   BJ743131   standard; mRNA; EST; 343 BP.
GCAAGAAAAAGAANGTAATACCTCAAACTACGGTCGGTACATTTTAGTTTANANGGGGAA
CNGTATCATTAAACCAGAACACNGAGAAAAGCAGCCAACAGACAAANGTACCTACNCANG
CAGAAGGACAANGAAAAACCAAACAGCTGCAGACAATTTTTCATAAAAAGCTGAGCATAC
ANGTCTACATTTTAACATTTCACCAAGTTTCAACAGTACTTCTATTTTTAAAATAAAAGT
AAAAAAAAAACCTTTACNGAGTTTTGAAAAAAANANACNTTTTNGANCTACNAAANATTT
TNGCNGGAGGCCAAAANCATTTCCANCNGGGGANCCCCNGGGT
>BJ743150 ID   BJ743150   standard; mRNA; EST; 273 BP.
TTTTATNNNATTCTAAAATTTTTCTGAATACATATACACGCATATGCAGTAATACAGNTT
AACGCACATNGAATACTGTCNTGAGTCCNTGTCTGCGCATGTGAAAGGACGAGGGCGTGG



NAGAGCTAGGCCAGNTAGCNTTTTTTGGACCACACCGTGTCACACACAGACACACNNACN
CACCCACNNTCACACNCACNCACAAAACTNGNTCATCACAAGTATCTCTNGCTTTACATC
TGGCNNNANTCTTGNCACAGCCTTTTCAACGTC
>BJ743187 ID   BJ743187   standard; mRNA; EST; 544 BP.
GGAATTTTCTCCGCACTGAGCTGGGTTCATCACAGACTCACTCTGTCAGACGGGCGGCTG
CTGGTGAGACTTCAAGCAAACAACTTCAATTCACTGAAGAAACAACTGCATGTATTTAGA
TCCACATTATATATCATGCATGACATCAAAAATAGCATTTCTCACATAATTTGTTTCATA
GACATACAGATAAATCCAATTTTAGATGTTTTACAGGCACAAAATCACAACTGCTGCTCT
GGGAAAGTGAATCCAGATGAAGTAAAAAAAAAAACNCATACTTGTATATATNTAAATAAA
AATAAATTTTATATGAAGAGTTACGGGGTTTTTCATTTTGTAGNGNGTATGTAAATTAAA
TAACCCAATAAAACCTTTGTTTTTTGTTTCCAGAAAACTAACTGCTTAGGTTTGGCTTGA
CAGTAATAGATTATCAANGCTCAAAGGCTTTCAACATACATAAAAAAAAAACNNGGCCNA
CANACTTTTAANCCCCAGGGANGCAAANACAGTTNGGGGANAAATNGGAAATNCAGGGAN
GGAC
>BJ743211 ID   BJ743211   standard; mRNA; EST; 788 BP.
CATTTTTAATAACTTGGTTCCTTAAGGCCCAAAAGATTTGGATCAGAAAAAGTAAAACTG
CTAAGAAAAATCAAGCTTTCAATTGGCAAAGAATACTAAGACATTTGGATATTCTAAGAG
ATAAATCAAGGAAATCTCATTTCATCACCCAAGCAATTCAAACTGAAAACCATAAAATAC
AATAAAAATGTCGTCACACCAATATTTTTATCTGTGCTTTTAACACGCGAGCACATTCTA
TTGACCTCGTCAGCTTGTTCCTACATCTGTAATCTTGAGGCCGTGTAAAACAGCCAATAC
GTACATTTTGAGCATTTTCCACTTATAAAATTTAGAACAGATAGTTGGGTGACATACGCA
TGTTTTTTGGCGTTGGTCATTCGTCGATGTGTGCAGATGTTCGTCTACGGGTCTTTCTGT
GAATTCGGTTTTGAGCTGTTCAAAACTTTTGGTTCGTATTTTATCTTGTTTATATGCAAT
TATTAAGTAAATCTTACGCAATTGTGTGTGATTTTTGCGAAATGCCTACACAAATTTGTG
TCTTTCTACGAACGTTCCACGTATGTCTAAAGGGCTTTTCACGCATGTACCACTATAACT
TTTATATCCCGTATCCGGTGCATTAAACATGAAGGAATTGCAAATAAACAGCACAATAAT
CACGCGTGGTTCTACAATGGTTTACGTGTTCTTTGCGTGGTTTATTCGTACTTCTTCAGT
GGTTTTAACATGGTTCATTCCTGAGACATCTGAGAAAATTTCACATAAGGACCACAACTT
TTCTCACT
>BJ743214 ID   BJ743214   standard; mRNA; EST; 688 BP.
TAAGGTATATGGTATATATATTTATACATTTTTCATCACACATTTATACATGAAAAGAAT
ATATATTTTGATTATAAATGTAATAAAAAATCTTAAAAACCAAAAAAAAAAACATATCTN
CCTAAATTTCAAAAACTAGGATTTNCTTTGAAGTNGCCGGTTATTAAGGTNCTTTTTTTA
NCANCNGTTANCATTTTAAAGACCCNCNCTGANGAAANCNGGGTTTANGGGGTTTTAAAC
ANGTTTTTACNGTATTTCNCNCNCGANGGAGGATATTTATNCGGTAGATTAAGTTTAAAA
TTGCATTTATTATNCTAATATTTGNGAANGAGGAGCANATGAAAAAANGCCNCTAGAAAA
NCCTNGTAGGNGNGANGTAGGNGCTACAANCNGGGGGCCACTAGCNCCCNGCNCNGCNGC
ATTCNGANGCANCACTNGTAGACNACTAGANCCANGANCGNCTTTGTTTNCCNCGNCNGA
NCNGGAANCNGGAGGAAAACNGTNGGGCNGGATAGTNCCAGTATNGCNCGCCATTGTNGT
TGCNCCAATAAAGTTAGATGAGGGGCTGTAAGCTAGCTGGAGAGGGTGTAAGCAGAGAAT
GATGGGAAAATGGGATCAGGCTTACTCCACGTCAAAATTCCNGCCCACAACTGAGAAAAC
CNCATAAGTTTATTGATTTNGGCATAAA
>BJ743215 ID   BJ743215   standard; mRNA; EST; 690 BP.
CTAAAACTATGACATGATTCTGGGAGAGATATATTTAAAAAACAAAAAAAAAANCTATTT
NGGCANCNGATAANCTTTNCGGGGGTTAATNCNGACNNGAGATTTCAAAATAAAAGACTN
GAAATANCAAAAAATATATNCTTCAAATANGTAANCATNCNCNCAAATTTCAAAGGCATA
TAAGTTAAAGATNGAAANCATTNCCCCANCCTAAAAAAATNCNGAANGCAAAGGGCTGAC
ANGCATTTTAAAGATTATTTAAANGACATANCAAATNCGGCATTTNCAAGNGCGTTATTT
TTAGCGTATTNGGAATTTAAANCGGACCCTTAANGTATTATNCANAGTANCNGGGTAAAT
ATNGCTNCANCTATCANANCTTAAAAATAANGGATTTNCAGTTAANCCNGGTAGAAGGGA
TTTGAGCCTTNCTAACAGTTTTTNGTTTTAGGAANCCAAGCCCAAGTATATTAGAAANGT
AATTNCTTAANGCTTANCNCTANCANCNGATNGAGGNGAGANGCGTTAAANGNGATNCNC
TTTTTNGTAAAGTTCCNGCANGCTTTACNGGTCTGAAAAGAGTCNGCTTCCTCACTACNG
ACTTTTTAGGAGAAAGATGGAGTATTAGGGGAGAAAATGAAAAACTACTACCNCTAATAT
ATTTAAATTATATTACNGGGNCCTAAATAG
>BJ743229 ID   BJ743229   standard; mRNA; EST; 250 BP.
GCNAGCTACTGNNAACAAACTCAAAAAAGGTACACCTTTATTTNCACCAGATTTCTGATG
NATCATGATTGTGGCAGGAGCCNATTAAGACATGAGGCAGTCAGCTTCTGNGCCTGANCA
TGCGGCTCAGAANAGCAGGGCGCCNCNAGGCCAACCTGACGTGNAGCGCCGTGGCNGCCA
CTTCNNGGCGGGGGCCTTTGATCCCCTGAATGCCTTACNTTTCNATGACAANACAACCGT
GCTCTGAGCG
>BJ743236 ID   BJ743236   standard; mRNA; EST; 716 BP.
TTTTTAGACATGTCTTGAATAACAGCAATTCTGCAATGATATGTATTAGTCACTTCTAAT
GTACAGCAATCAAGTAATAAACCAAGATAAAAAGTTGTTTATACCCATTCTTTTAAATCA



AGCTTGCAATTTATTTATCTTTCTTTAAAAATACTGTACTTCATACNAAATAAACATTTA
AATCTGAACAATAGCTTTATCATCCTTCCAAAAATATGTTATCAAAACATATAACAAATC
TGTTTGTTTGGCACTGTTACGTGTACAGTCATAGAATTAAAAGGCATTTGTAAAGTTTGA
TAAACAAACAAATCCTAAAATATTTCAAATTCATTAAATACTTTTGTTATACTACTAATA
ATACTAATACTAAACAAGCTCGAAAACAGAATGATTACAGTGAATGTGAGGTCTGTTAAA
CTGTTTAGACATAAACAGCTTTATAAAAATTAAATGGAATAGACAGACAAGAAAAAANAG
ATGAGTAACATAGTCCTTAGGCCAACAGAAACTTAATAAGATTGTCTTTTATATTTCAGA
ACAAACTTTTTTTTAAGTGTTACAGTACAGAGGAGGTTTCTTGAAATTCACAGTAACAAG
ACNAGATCAGATGTAAAGAAAAACACAGGATAACCACTAACACGTTTAAAGCTATTAAAG
ATAAACTTGTGTCTTCACTCGTGAAAGCAACAGTTAACACTCATTTTTCTAGAGAT
>BJ743271 ID   BJ743271   standard; mRNA; EST; 114 BP.
GCAAATGGTTTAAGAGTTTCATTCCAAAGTANAACAATGGCTCTATCANAATAAATCTAC
AGCTTTTAAAGAGTCAGTCTTATTTATTAAATAAAANGTTTTTTTTTTTTTTNA
>BJ743276 ID   BJ743276   standard; mRNA; EST; 193 BP.
TGGCCCGCTATCNCTCANTNTNNCTTGAAAANACAGGNGGGANGGAAGGTTTTTCACNGA
CTCTCATCTGAAGCTGTTTCAGCNTTTGTACNTTTTACTGTAANANNTGTTTGCNGANCN
TTTAAAGNNCCNGGNACCTNGTTTGAACCACCAGAANGGACTTTAAGTGTGTCTTTTGGG
GTTTTACAAACTG
>BJ743292 ID   BJ743292   standard; mRNA; EST; 735 BP.
TATCCTGGAAATACATTTTCCCACAGTTGTCAGGCTTGGCACTGAAGCATGAAATTGAAG
TTATTGACGGATACATTCACACACATGCACCCACGAGTTTTCACATACTAGAAATCCAAC
AATTGCTTCACACAGAAAATTTCCAACTTTTTATTTTAATGAGATTTATTGAATGCAGCA
CTAGATTCATGTTGTTTTTGCAAAAAAGACTACCCTCGAAGACAATCCTCCATGGCTTTC
AGCTCCAGTAATTCAGGACAGTGGGGACCGCAGTGAAGGGAGAAGAGCCGTCTGACCTTG
GGAATGACGGCGAGGGCTTGGCTTCTGGCACCACCGTTAAAGTGCAGCTGAACTAATTTA
AAGAGCTGTTGTCCCAGTTCGATGCTGTCCTCTCCATACTGAGAGCAAGTGGCTACAGCA
CTCCGCTCCAGATGAGACGCTGCATTGTTCCATTCTCCCATGGTAGCATAAGCTCTGGCT
GTTGCATCAGCCAGCTCGCCCTGCAAAGGATGCGTCTGTGCAAGCATCAGCTCAGAATGA
CTCTCTATCTTTTTTAACAGCTGCAGGGCCTCAGCTGGTCTGTCTTTCTCCATGAGGTCC
ACAGCTTTTTCCAGAACAATCCTAATTTCTTGCAGCTTGCTGCTTACTTTTGCTGAAGTA
GTTTGATGGCCACAGGTTGACAGTGAACAACAGAACCTGCCTTCATGGTTTTTTTTAAGA
ACGGTGTTGCATTTG
>BJ743293 ID   BJ743293   standard; mRNA; EST; 665 BP.
CTTTATCATTTTTAGACCCATCTAACTTTCATGCTAATTAGCTGGATAAGCTGTGTGATC
TCAGCTTGCTGTGGTTTGGAGCCAAGCTCTCAGCACTCACCATTTCCTGGTGCCAGTGGT
GTAGGGATGCAGGGTTTGCTGTGTATGAAGGAACACGAGTGCAGCTGCTTCCTATTTGTC
TCTTGCCAAGAGTTCTGGCCATTATTTTGTTTGCTGTTTCATTCACTGACTCTCTGTCCT
CCAGCATGATTGTAAAGAAATTAATGTCACTGATCCCATAAAAAAGGAAAATATAGGTTT
AGAGTGGCATTTCTTTCTGTCGTTTTGAATGGAAGATAGAGAAGACGCTCCAGTTGCTCA
CAGCTCCATGATGATTCACGTCACATACTCTCTTGAAATAACAGTCTTGCTAATGCATCC
CTCAGTTTGTGAATGAAAAATGGCTAAGAACCTGTAATGCTGCCCAGCTCTACTTTGTAG
CAATCATGTTAAGTAGAATGAATCCAACGGTTACTATGGAAACTGACATAAACAGCTGTG
CAGCAGCTGGCAGTTGCGGTCAGTGATCTACAGGCGGATCGGTTCTACCAACTTCCCTGT
TTGGAAAGTACTCCTCATCTATTTTGGAGGTCATTAATTAACAAAGTCCCTAATGTGTAT
GTCAA
>BJ743309 ID   BJ743309   standard; mRNA; EST; 711 BP.
CAACTCAGTTTTCAGGCCTGGCATGCTTAGTCATAGAAAAGTTTTTTCTCACAAATGAAA
GCGGCATGCCACGGACAGAAAAACACCTAATTTCTCTTCACAATAACGACAGACGGCTAT
TTCTTTGTTCTTTTACAGGTTTGAGTTTCTTTTACCCTCTCAGCCTTGGAGGCATGTTTA
ATGTAAGATGAGGTTTTTCTACGTTTGTTTGGTAGAAAAAGAGTTTTTTTCACGTCCACT
AAAACTGTGCACACTGCTACAAAAGTATACATCGCACCAAGCTTGACCTCTTCAGTGAAA
ATTTTCAAGCATAACAAGTAGAATTATCTGTGGAAAACGTTTGCATCAATGTACGCGGCA
CCACATGAGAGCACGAACTGACAAAGTACACACTTCCAGCTCAGCAAATGCAATAGAACA
CAATTAAATACACATCTTACAATCATTTTCTTCTGCCTCAAGGTTCCACAATCCCACATT
CACAGATTTCAGGTTGATGTTGGAACCACAAAAAGATTGTTCTTCAGTTAAAGTCAAATT
CTAGAGTCAGTCGGGTTTTTCCTCAGAACCCGATACACAGAGAGGAGCACCGTTTACCCT
GCGAAGGGTTTTCTTTGTAAATTTTCTTTTTGTATTGCATCAGTGCGAAAAGGGCTGTGT
TAGCCACGCACACACACACACACACACACACACACACGCACACNGCCTAGT
>BJ743337 ID   BJ743337   standard; mRNA; EST; 757 BP.
GTACAGCAGAGACACAGCACCAAGCGATGGAGAGCAGCAGAGCAGAAAAGATGGAGTGTA
GGCAGAGAGGTTCAATCACAGGGCATCCAATCAGACTTTGACAAGGTGTCTCAGCCAAAT
TGTTTGCGATTATTCACAGTCTGGTTGTCGCTGGTCACACTTCCATGAATGGGCCTTTTC
TGGATGCAGGACAACAACTTTGTGTCCTTACAGGCTTGACGTAAGTATTTGGAGATCGTT
GTCCCGTATTGAGTGACAGTGTCAAAAGTTTCCGCTGTGGATGCTTGATGAAAAGCAAAG



TTTGCTTCTTTCAGGTCAATGGTTCCCCCTAGTGTACATTGAAAAATCTACAGCTCCTGA
CCACTTCACGTCTTTACAATCCACCAAACAGCACCAAAAAAACAGAATAAAATATGCATG
GATTTGTTTTCTTTTCTTCACTTTCTAATTTGACATCCACATCAATAATTAACCATCACT
TAAAACTAAAAATAGAAAAGAAAAAAAAACCTAAACACCACAGGAGTTACACCGCACACA
TGGATACCGACAAAGCTTAGTGTCTGAAGGCCAAAAGTCTACCTCACCGTTTCCTACTTC
AACCTTACATAGCAGGTCATAAAGTGATTTCATTGAAGGGGTTCAGCTCTCAGTCTTTAA
GAGTTTCCNAAGAAAATGTGAAATGAGAACTGCTAACAAAATCATACTTAAAGGGCAANC
TTGTCATGCCAAGTTCATGCATTTGACTCTGGCACTT
>BJ743346 ID   BJ743346   standard; mRNA; EST; 624 BP.
CCATGACTTANATTTTGAAGCTTAATGCTTGTGTACTGATTAAAAATGATTAATCTGCAT
ACAGTTCCCATGTTTATTTCAATGACATTGGGCTGGTTCAGGCTTGCCAGGCTTGGACAG
TTCTCACAATGAGGCCGCGTTTGATTGTTTTCAGACAATACTGAGCCAAAAACAACAATT
AGGGAATGGGCGAACAAATACTCTTAATAAGTGTTTTTGAGAAACATTTTGTTTTTTTTC
TGCCATGAAGGAAAGAAGGGCTGCTATGGGATTGAATTTAACAGTTTGAACAATAAAGCT
GAAAATTGTTGCAGAATAAAATGGAAATTTTGGGGGGAATCCATGTATATACATACGTTG
TTGACGTTCATAGTAAATTAAGTGGTAGAGAGATAAAAACGACGATTAGAAAAAAAAAGG
ACTATGATCTAAATTAAAACAATGTGCTTCAGAAATTAACTAANAGAGTANATGATATAA
AAAAGAGGGAGTGGCTGTGAGGGGAAAGTCAAAAAAAGGAGGAAAGGAAGAGCTAGGATG
TATCAGTGTCAAAGGGTGGATGGAGGATTACAAGAGACTCTCTGAGGCCAGGTCATTGAC
CTTCTAGCGTGTGCAAAACGTAAA
>BJ743348 ID   BJ743348   standard; mRNA; EST; 697 BP.
AGAGTCACATTAAATTACAGCAAACATATTTTAAAAAGTGCCTTCATAAATCCAAATTCA
GTACCAAGTTAAATGAGATGATCATAAGCTACCTTATTGCTGAGTAATTCTTGTGGTTCT
TCATATTTCCAACCACATTAGCTGTCTTTTATAAATTAGGAATTTTAATCTTATCAACAA
CCAAACTCACGAAAAGAATCCAAAATAAATAATCATTAGTGTTTCCAACTTACAGTAAAG
TAGAGCAGCAAGTGCCGAAAACAGCACCGATTAACACAAAGAATCAAAAAGAGAAGGATC
AAGCGCGCTAAAATGTCCATCCATGCCATGCACAATGTTCAAAGGGTTCTGACCATTTCT
TTAAGTGTGCGACAATTGTTAAGAAAAAAAAAAACNCTAGCTGTAATCTTCGGAATCNGC
ANACGTCNCAATATTTGGAGTTNGGTTATNCATTTGATTGAANGNGCGTATTTTGAAACT
CAAAAACNCAAATCCCAGTCTTTGTTATTCCAGGGTTTGAANGATTTTCTTCTAAGTAGC
TAANACNCCATACNCTGTCACAGCTCTCTGCTGCGACACCCCCCACTTTCAGCAGTATGA
TGCATTATTAAGTGCAAGTCTTCATATTATTGTCATTACGGTAAAAAAAAAAGTAAAAGT
AANGTAAATTCTTCAAACCCCNCAAGGCAAATAAAAG
>BJ743361 ID   BJ743361   standard; mRNA; EST; 753 BP.
AATTACTGGTATGAAATATACACTTTTGCCATTCTAAATTCTTGCGATATGTGCCAATCA
TGACTTTTCTGCCATTTTCAATGATTTAATTTGAAAAAACGTACATTATAACAAAGATGA
AAATATTCACAAAATTCTAGACATTTTTGCAAATGTTCTCATTGAAGCGTTACAGAAAAC
CGAGTAAATTCAGAAACAATTTTTTAAAAAACTTTTTTTTAAGTTGCTGCAAAGACTTTA
CATTTCAGAACTGACACTAAAAAAGATCTTCAATTAAACTGTTGCAGCAATAAATGTGAA
TATTAAAGTCCACCATGTGGTGTTTCAGTGACAACAGTTTTTCCCTGATCCATCAGATCT
CAACGTTTTTTTTCACGAGTAAACAATGGATGCACAGAATTAGGAACCAACACTTCCTGT
AAACCCAGTGATATATGAAGGCTCTTATTTTTCCACTGGAAAAATAATAGATTAGTAAGT
AAACCGTCATCGGCATAGAATGAGAGTCAGATAAAACAGGTCTGTAAGTTGGAAAATCCA
AGCCGCTTGTGTGCGACCAAAACACAGAAATAAAAACTAAAACAATGGAGAAACAAACAC
AGAAAACTCTACATTTAATGCAACAATAATATATATATAAAAAAAGACACTCAGCACGTA
GAATATACATCATATATACACTGTATTTAGTAATGGTCACTGTGTTGAAATATGACAAAA
AGAGCTGTATAAACTGAGAGGCAGTTGGCAACG
>BJ743363 ID   BJ743363   standard; mRNA; EST; 775 BP.
GTCTAAAAATGGATAGACCACCCACAGAGAAAGCAAAGGCAATGAGCTGCGGTTGGAACA
GACCTTCATCACTATTCAGAAATTTACCACATAGACAGAAAATAAGTCCAGTGAAAAAGT
CTTAAGATAGTCTGCTTAATGCAAGTCACATCCCTCACAAATACTTAATGTACAAGTAAC
TAAAAGACCAGAAATGATCATTTCAGCTTCCTGCTGAATAGCAACTTTCAGGTTAGCACT
TTGTCATGTAGCATTTACATACAGCCAAAAATGAAAAATAATTTAATATGAGTACCAGAT
GGAGTCATTAACTATAAAGAAATACACATAAATTATGTTAAACATTCAAATACTTTCCAA
AATAAGTATTTTCTTGATTTTTATCAACAGAATGGAAAAAAACAAACCTTAGTTTTTAAA
AATATTAGGAATAAGGAGAACATTTGTTCTATTGTTGTTTTTCTGGCTCAAAGCAGGCAC
TAAGACACCATAATTATGTGATGTGGCTTTCAAAATCACTTTTGTAGGCCTTTCTCTCTG
CTTCAAACTTATCATTCCAGGATTTAACAACTAAGAAAATTATACAAATTTGTGAAAAAT
CTCTATTACGACCAAACCAGTAAAAAGGTTCTCTTTAGCATAAAAGGTCTCTGTGATGTG
CTTTTGGGTGTACAGTCATTTTTAGCAAAAATACATCCTGCTGTCTACAGAAAAAAGGTA
GATTTTAGTCCTAACATCTCAATGTTGAATGTTTTTCTTACCAATGCATCTTATA
>BJ743373 ID   BJ743373   standard; mRNA; EST; 757 BP.
TACAAAAAAGACAAAGGTCTGACTTTGGGGGCTTTGGTTGCTGATTAAAAGTTTTCTAAA
GTTTGATATAGTGAAGTTCCCTATGCAACTGCACATGTTGACATCCCAGATTAACACGAA



ATGAAGGTAGGAGAGGGAGAAGCGAATAAATGTTGTGGTTTTAGCTCCGTGGATAGAACA
TGGCATACTTGGAGGTCCTGAAGCCCAGCAGGTCTCTCATCTCATTGCGAAATTTGGACA
AATCTTGGCGCAGGTCGTTCAGGTTCTCCACTGTGGCCTGGTCTGTGCTCTGCATCTTCT
GCCTTGTGGAGGTCAGGTATCGGTGAACCAGGCAGCACATGATCTTCTGGTAGTTCTCAT
CCCGCTTTTGCTTCAGGTTCTTCCACTCTTTGAGGCTATTCTGTCTCTTCATTTTGCCCT
TTGGAGTGTGAGAGCAGATCCACTTCCTCAAACTGGTCACCAGGTAGCAGACAGTCTTTG
GTGAAGGGAGGATGTTGAAAGGTGGAGGCATAGTACACTTGTCATCAAAGTAGCTCAGCC
AGAGTTTAGCTCGAGCAAACTTCCACTCCTTGTCCTCGTGATTAGCAATTTGTCTGAAGC
TCTTATGGAGCATGGCCACCAGCAGCTTGGTGAGTACAATAACCACCACGATGTTGTAGG
TGCCTATGATCAAGGCACCAACAAAAGACCTCAGCTCCTCTGTGTAGCTGATTCNGGTGA
CGAAAAAGGCAACGTGGGCCAGCGAGANAATGTACCA
>BJ743374 ID   BJ743374   standard; mRNA; EST; 264 BP.
ACAACAGCAAAGAATACAAGCCAAAATGTAAAGCCCAAAAATGAGGACTACGGTTGTCCT
TTTTTTTTTTTCTTTTCAATAACAAGACNCGCATTACTTTTACAATACAAATNGNAATTT
CNCNCTTATTAAATACATTTTTAGGANACAGAANCTGGGTAGCTTTTTTATTTTAACTAG
TTAAAACATTAAAATCANAATTTCTATAAAACATACNTTAAGCTACNGCCAAATANACGG
CTTCAGCACATTTCGCCCNCGGGC
>BJ743386 ID   BJ743386   standard; mRNA; EST; 263 BP.
AAATTGTAAACAAAGTAAACAAGCCAGATTCCATTTTCAGGATTAGAACACAATGCACAT
CACAAGTACTCCATTAACACCCATTCATTTCCAGTTCACCTTTTTTTTTTTGANCNCGAA
ATATTAGGTTTANAAANCNCCNGANAAANCTTTGCATNCNGACCAAAAAAAAAGANGAAN
TTCCCCANAANANCANTTCTTANGGCNGGGGATTCAAAANCANCAAAAAGGGNCGGGCGG
CTTAANGACAAAANCNTTANANG
>BJ743425 ID   BJ743425   standard; mRNA; EST; 759 BP.
TGATTTTCTTATGGAGGATTATAAATGTAAACTTAGGAATTTGTTTAGAAACGTCACTGA
CAGAGATCTCCAGAGACAGAGAGACTTTTATAACTGAGGAAAGTAAAGGAAAACTTCTAC
AAACAGGTCATCCATGTGTTTCTTCAGAAGGAGGGGCAGTTGACTTCATTTATAATTAAN
AGTAAGTCAATAATAACAGTTTTTGTGGGTTTTTTTCTATGAAAGAAAAACGTTGAAAGG
AAATTTTAAACAACACACTTTAACCTTAATTTTTTTCAATCAAGCTTCTCTGTTCGGGTT
CATATGTTTGTAAATCTGATGACGTCAACCTCACCGCACCTCACTGATCTATAATGAACA
ACACAGAATCCTCTTATATTTTAAATGGCAGAACTTCCAGAAACAGTGACAGTTAAAAAT
GTTTCATCACACTAACTAATCTAAGAAATGTTCACATTTGACTCCTGCTAACAAATATTT
TTCATCATTCTNAGCACTTGTGAAGAAAGCAGCATCATGGGCATCTTCATGTCTTGAACA
TTTTTACATTAATGTACTATTTATGGTTGGATTGCCTTGAAAAAAAACAATGGCACAGTA
AAANTANAGAGCATCATGTGTCAGTCTGTAAATAAAATGCCTTTTTTTCTTGAATAATGT
TAGTTTTATGTGTAGTTCCATTAATGCGCTTAAAGCAATCAGACTTTACAGTGAGTGCCA
NTCCNTTTGAAGAGGGAACTACACATCANTACTGGTTTA
>BJ743426 ID   BJ743426   standard; mRNA; EST; 231 BP.
TGTCCCGNTCTACCTCCACTGCACTGTTGCCATGGGAACCAAGAGCTGCGGCCTCCTTGG
TCTTGANCTCCNTCTCCCTCTGCANGCGGTACTGCTCGATCTNGGCNTGGGCCTCCTCCT
TGGCCTGCTNNAGGCGCCGGTTCTTACGCTTCNNGGCCTCCGNCANCTTCTCGGCCGCTC
TCNTCTCNGCCTGCAGNAGCNGCTGNATGCNCTGAGACTGGCTCGCCATAC
>BJ743462 ID   BJ743462   standard; mRNA; EST; 232 BP.
CNGGTAAACNTGTCACATTTTTGGCCTTATTAAAAAAAGCAAACGAAAAAGGCAAATCTT
TGGGAATCCTCTGTCTTTGTTGTGTCAACCTTTTTTTTTTAAAGGTCCATCNNCNNANAT
CTTTGCTGAGCCCTCTNGTANCNGCCNCTTTGACTTCCNGCTCTNCGCACNTACAAATGG
GAATTTCCCTCCTCCTCANCATCNTCTTCTTCTTCCACCACTNTATCCCGCT
>BJ743464 ID   BJ743464   standard; mRNA; EST; 772 BP.
TGATCAGCATCATGGTGAAAGAATAAAAGACACTAAAAATGATATAAAAAAATCAAATCA
AAGAAATTAGAATGAATGAGGCTTTTGTGGAGTCCTACAGAGAGCGGCTGATAACATGTG
CAACCTGTTGCATTTGGTTGTTTGTCTGGAACATTTCTTAAAAATTCGGTAAATCCTCTT
CTTGGCTTGAATACATTCAGGAAGATTTTATTAACTCCCTAAAAATGAATAGTCCATAAG
TGAAACGCCTCCTGAGCACAAACTGTTGGGAATTTTATCTTTGTACATTCAGAAAGTACA
AAAAAAGGAAACATCTGAAATTAGATTAGCTTTTAAATTGAAAGGATGACAATATGTGTA
AACCTTTTAAATCATTTTAGCAAGGTTTTCTGATTACTGACTTTATAAATAAAAAGTAGA
TTTCAATCAAATCGATGCATGGATTCATTGTGAAACGCGGAATCATTGATAAAAATGAAA
GATATAATTGACGTGCTTTCTTTGTAAATAGTGGACTAAAAATGGGGGCAGATCAGGTAT
ACATATCCATGCCATTTTATGAATCAAGAGGAAAAACAAGGATTCATTTCCACTTCACTG
TAAACATTTTTACAACAGTAAGGGACGCTGTACAAAAGAAAGGCTTAAATACTGTTTGTA
AGCTTTCAAACATGATTTTTTTCTCTGCTTGTCCCTTCATCTCCNTCATGTAGTTCAGCA
CTGAGGTTTTGTCTTTGACAGATGGAAAGTTCACACACNAGTTCGACCCGAT
>BJ743470 ID   BJ743470   standard; mRNA; EST; 380 BP.
GTAACACAGCTTTTCTCCTTGAGTGTTAACATTCAGTGCATGGAGAAGACACATAAATGC
GCTTTGCGAGCAAACCCATTCGTGCTGGTGAATGAGCTTCTGAAATGGAACANATGATTC



TATACGTTTGCAGTGAANACATCAGGTGAGCGTACTTGGGGCCGGCGACTCACACTGGCG
CATCCATTCATCCCTCACAGGTGGGGGAAGGTAGCTGCAGGTTTAGAGAACCAGCCACAC
AATANAAAAAGTCCTGTTGGGTTTCCTGCCAAATTTCCTGACTGCCTCGTCACCGCTCGG
TGTCAAAAAGAACAGTCGCCATGGCAACCGAAAATAAGGCTTTGTGACTCCGGCAGCGCC
NAGTCCTTTTTTTTTTTNNT
>BJ743481 ID   BJ743481   standard; mRNA; EST; 441 BP.
GNTTTTTTCTAANTGTTTAGTACATTGTAAGTTACAATACTTTGCATCCATTACACAGTG
AACTCTGACCCTAGAAAGAAACGTCGTCTGAAATCATAATAATGCTTTTGTAACAGTCTT
CAATCCACAACAGAGTTAAAGGTTTTTCCGTGTTTTATTCCACCTTTAAAACTGATTTCC
TTCTTTTGGGATTTTTCATTTTTATGGCGTTTTAATGGGCTGTAGTGAACAGAAGATGGG
CAGAGAAAGGTCATGGATAAAAGACAGCAAGATGGGCATTGTAACATGAATAAAAGGCTT
AGAAAACATGCCACAAATAAAAAACTCCCAAAAGTGCCTTTATGTTTTCATGATTCAGGC
TCATTCAGATACAAAAAAAAAAAANANCTTTNNCCCCCTTTANAACANCANTNGNGTTAN
ATTNCTAAAANTTANANCNGG
>BJ743484 ID   BJ743484   standard; mRNA; EST; 811 BP.
AGTTTTTAAGTCTTCAGGATGTTTCCACTAATAAAGACCAAAGTAAAACTCACAAGAGGA
GCCACAAAAATTAATAAATGAATAAAATAGCCGGGAGAAACAAAACCCTATGTGGACAAA
TCAATCTGATGTACTATTTATTCTAATAGATACAGCAGATGGGATGCTCTTTTTATTTTC
AAATAGAAATACACATTGAAATATGAGGGATGGTTGGCCAAATGTTCTGTTACTTGAACA
TCAGGGTAACTCTGGATGTTTTGGAGTTTGGGTTTGTGGCTGAAGCACCACATAAGCTTC
TACCCTCCCAGAACTACTCAGCAACTCTTACCACTCACACACACACATTGTGGTACCAGC
AAGGGCCAGACGCAGCGCGACCGATTTTAATTAACCGTCTTGTGGCAATCCAGCAAACAA
AAGTAGGACATTGTTGCAGCATAGTAAACAACTCACTCCTGCACATCCCAAACAAGTTGT
TGTCTCTTCCTCCTGAGCCTCATGCCTCTTTTTGTTTTCCACATTTGAGGCCCCAATCCT
GTTATCTGGCAGATGTGACGCATTACTTTTCTGCCATATTAACATTGCATTGTGGGGATA
ACAGAACTAAATGTAGGAAATTGAATAACTTCCCCCTTATGCCAGTTTTCCCACGCTTAT
GCAAAAGGGTGTGCAGTACCTCTAAGTCCCATGCTATGAATTACGTGAAATCTAACATGA
GCATTGATGGAAATATGGTTGTTAGAATTGTCAGAAACTTTCCTATGTCTGCATTCGTTT
AAAGAGGGAATCATACNATATATATGATTCC
>BJ743493 ID   BJ743493   standard; mRNA; EST; 796 BP.
ATCAGCCTATCTCACATCATGAAAGCAAGAAGACTGTTTGGTCACACGGTTTGAAAAGAT
TGTTCTAAAGCCGCTGAGGGACATGATGATGGTTTAAGGGTTTAAGAAACCATCAGTCAG
AAAGTCAAACCAGAAGATTAGATTAACCAGTACTTTAGATGGAAGAGGGGGATGATTTCA
GCCTTTCTTTGTTTTTATTTGCCAGTGGAAACGGGCGGCTGGCGTCCTGGACCGCCATCC
TGGGCTTCATCGTCATGATGTCACTCGATGTGGGACTGGGCTGACGTTGCCATGACGACG
GCCAATCTTTCAGCGTCTTTTAAGAGTGAACCAAATGAGACGACTGTTGAGTGATTAACA
GAAACTGAAGCTACCTTCTGCCGACAGTTTCATGACTGTAGAATACTTGAAATCATTGTT
TTTAAGGGAATACAAGGGACTGACTAAAGATTTTTCTTCTTACTGATCTTGAACTTTCAT
CAACCACCAATCATTTCTTGACGCCTACAGACCTAGCTAAACATCTTATTAACTTTCAAC
AGGCAAATGTTGAAACCTGATTTGCTGCTTTTCTAAGAACAGTTGAATATTTATGTCATT
AAAAGGTTCTCTTGAAATTGAGATTGTTGATTTTTCTTTTTTCATTTTTAGTTTAACATT
GTTTGTTAAAACTTTTGGCGGCCTCCAGTGTCGATAACAAAGTTGTTTCGTAGTTGGACC
AGAGATGGAATATTTGCTTGCAGGTCAGAGAAGTACGTTTTAGCCCAAGCGATCTCGGGT
CTTTGAACAGCGTCTC
>BJ743494 ID   BJ743494   standard; mRNA; EST; 754 BP.
AGGTTTTTCACAGAAAAATAAAATCAGTCTGAGAAGAACATGTCTTAGTGACTAGACCTT
TTTTTTAATAATAAGAATCTCTTTTTAAAAAAAAGCATTTGAAAGCCGTTTCTGCAGGAT
TCAGGCTCTGCTTCCTCCTGCAGGGCTGCAGCTCTGATCTGACGGGGGTCATCAGATCCA
GGCACTCAGGAAAAGCGATGACTCCGAGTCGTGGCTGCCAAAAGCGGCTTCAGAAGGTTC
TGAACTCTGGAGTGGAACTGGTTTCTGCCAAAGTCTGCCTCTGTGTTTGGCTTTCGTCAA
ACTAACGATTGAACCTCGTGCTGTGTCATGAGTTTCTCTCCGTTTGAGGCTGTGTTTTGA
TAAATGACCAGAAGTCTTGCTTTGTTTTCCTTCTAAAGTGAACATTTCTCTGTGAGGATG
AGGGACTTTTGCTTTGTGTTTGTTTTGTTTTTTCAGATTTCTGGAGAACAAAAATGGATA
AATGTTTGATAAAGGGCTAATAAATCCGAGACATTTAGCTGCACGGTTTTGTAGAAGTTT
GTCTACATCCTCCAGACAAAGTGCGTTGCGTGAATACCTGGATGGACGTGCGCGTGGTCG
TCGATCCCCAGCTGCCCGTTGTTCAGGTTCAGTTCTGAATACGCCTGACGCTGCAAACCA
AACAAACATCCCAAACGCTTCAGTCCACTGAGCCACTTCAAAGGCCAGACAAAACATTAA
CTTCAAAAAATCATATTATATTTAATCTACCATT
>BJ743500 ID   BJ743500   standard; mRNA; EST; 140 BP.
GAAAGTTCATCCTGATGGTGACTTGATCCACATCTGATGTAAACGTCCGNCAAGCTTTCT
GGGCTCNGGCGCTGGANGAAAGTGAAGCNTAAATTNACTTAANATGGACGNNAAANTCGT
ANGCATCATCTGCACTCGNT
>BJ743510 ID   BJ743510   standard; mRNA; EST; 737 BP.
AGTTTTATGTAAATTTGATATTTTTTAGCAAACACAGGAGGCAGAGGTGGAGGTAGCAGA



GCTGAAGATGTTGAACTTCTCATTAGGACTGATGGCTAGAATCNNAANTANATATATCAN
AGGGACAGTTTATGAAAAGCTAGATTAAGATGGTTTGAACGTGTTTAAAAGAGGGACAGT
GAGAAGGCANTGACNTTTGAAGTTGAGATANGAGTTGGACGTTCGGATATTTATACAANA
AGTCTAANAGTGGTGAAGGTTCTTCAGGTCAGATGATANAAGGATCTAATTGCTACTGGC
GGCCCAGACCTGTAGATCCTATTCTTTGTATTGATGGACTTTTTGAAAGAGCAATAAAGT
ATTAAGTGGTTATCTCTGTCCAAAGATAACTCTGACATTTGAATAATTCTGGGAAGAGAA
NAAATCTATTTCTGGGTACTCTTCCNTCCTCTGTCCGGGGGAAGCAAACTTTACTATAGC
AACAGAATAGTCCAATCATCTGACCTAAAATGTCTCTCAGCCTGCTCTTTTTCTCCTCTG
ANTAGTCATAAAATGTACTTTAACGCGCCCATTATTAGAACCCAAATTCCANAGAAAATA
NTTTTTTTATTACACTTANATATTGANAAAAAAAGTTATCAAAATGTTTTATTTGAAACA
GATNAGGTGTTACTGGCAAAATACTGAATCAGTTTGACTTCCGNTTACGAATAAATTTGC
TTTCTGATCTACCGGTG
>BJ743521 ID   BJ743521   standard; mRNA; EST; 761 BP.
CCAAAAGACACTATTGGTTATGGCACTTGAGGTAAAAATACTATCAATTTCACAAGTCAA
AATACAGTATTGCTGGCCCCAAAGACAGTAATCCAAAAATGATCAACAAAACACAGTCCT
ATAGGTATACATTCATTTCTTATTCCCTTTTAATGTAAAACACAGAGTACAGACACTTTG
GCTCCCAAACTCAAGAAGAAACGGAAAAAATAAAAAAATAAAAAAAATTCCAGCTACTAT
GATTATACCGTCTGTGCATAGAAAATCTCAGGTGTACAGCAAGTTTTTAGACATTAATTT
TCCTGCAGTCCTGAGCTTTTCAGCTCAGACTGACCATCATAGACTCTAATTGGAAAGTTA
CCTGAGTTTAAAGCTGCATTCCGCTTCATTTCCCTCACATTCCTGTCCAGCAGTGTGTCA
GGATGTTGCTGCCTCATCATTTTGCTGCTTTTTCTTTAATAAGCAATAGTTTAAATTCCT
CACAGGAAGTCACCATTTTTAAGGCATTTAATGAAAAACAGAAACCTAGCAATATTAATT
TACTTTAGTACCACATGGTAAACACTGAATGGTTTGTCTCATTTTTAAAAGATGAGAGGG
AAGAAGTAAGAATCATTGTAAACTAATGCTTTTCTGTGTGTTAGGTTTGTTAAGAGGGAC
GGCTCGTTTCGTGGAGGAAGTTGTGTCACACGTCCTCCTGTTTATAGTGCATCACGTAGT
AATCATGGACATACATCAACACAGCGAACGGCTGACCGATG
>BJ743543 ID   BJ743543   standard; mRNA; EST; 630 BP.
GCGGATTCACATATATTAACGATTCTGCTTCTAAAGCNNGTTCACAGGAAAGTAAAAAAA
ACAAATAAAAACACAGAAAACAATGCTTTTACATAGTGGTGCTGCAAAGTACATTCAAAC
CAAAACTCCAAAGGACTACACCAGCATAGTCAATGCAGAAATTCTGCATGAACTGTAACA
CTGTGACTTTGAGATGACAGGAGGTTATTGAGGATATTAAATTTATTAACTGTAGAATAT
GGAGTATACCGATGTGCATGCACGAAATATGCTTTAGGGAGGAAATAAAAACACAAAATA
TCAATCAATTTCCTTCAGTGAATCAAAAATGAAGAAGTAAAAAAATAGTTTCACAAAAAC
AACCAAGTGCTCAAGTTAAACTTTAGAAAAAGTTTTAACTTTCTTTTTTCAATACATCAA
AGAGGAAGAGACCAGCAAATCCTCACCAAAAAAAAAAGTCCTATCAAAATAAAAGCTTCA
GTTCAGATTCAATTCANCNGTTCGAATTCCCAGCGNGGTCAAAGCGGNCCNGGAACCCGC
TGAACGTTNGCTTCCTTCCCGCTCCTGAACGGAAAGCTGCTCTCTGTCAAATCTTGAAGG
TTGGCATTCTCTGCTGGACTACCTGAAAGA
>BJ743554 ID   BJ743554   standard; mRNA; EST; 295 BP.
AAATGACGAATGAATATNGCAAATATATAATAGGTTGATTCACACAATGAAGATATGGTA
CCNATAAAATTATCCACATTACANGCAAATGTTGTTTTACAGTANTTTTGATAAACAACA
ATACTGACTTANAGCAAATANATATTCACAAACAANGCCATTGAGGTCANATTTTGGGAN
CANATCTGGATCTATANNANGTCTTGAAAGAAATTTGGGTTGAAGCTTTCACACCTGGTA
NCTACNTANAGGNCTTANANATCTCTCTCTCTCTCGCTCTATCTCTCNCTCTNTC
>BJ743557 ID   BJ743557   standard; mRNA; EST; 295 BP.
TGATGAACTTAANAAGACATTCTAAAGAAAGAGGTAAGACTGTTTAATTGCAGCTAACTG
GACTCAGTTCTCCNTGGCGTAAAAGGTGAGATAGTTTCTCGGCTCTGCCTCCACGTCCAT
CACAGCACCNNCNCAAAANTCTGGGGGCTCCAGCAGATTGGGATTGGTAATTCCGATGAC
ATTATCGTANANATCTGTTAACACCCATCCGAACTCCTTCGNTTGGNANGATGTTCTCNC
AAGAATGCACCCCAATTCAGTCACACTACTTACAAAATCTNCNGATTTGTCNGGT
>BJ743563 ID   BJ743563   standard; mRNA; EST; 770 BP.
GATAATGCACAAATGCTGCTGATTCTTGGTTATGCTAAAAAAAACAACTTTCTTTTTCTT
TTGGTTTTCTTTAAAATCCAGCAGTATTGTATTTGCGGTAAATGGAACACGATGGGGTTG
AAGGAATCTGGAGAATTTTTTGTGACTGTCTCCCTCCAGTTATGTGCCTTCGCTGCATCA
GGTTGAGTGAGGGATCTTGTCCGAGGGCAGGCAAGCTGGTTGTGACGTTTGTCGGGTGTT
CAGGTCAAATCGAGAGATGGAAACAAAAAGAAGAAGAAGGAGGACTGGCTGAGAAGGTAA
CTTCTTACTCCGGAGTGATCTCTGTCTCCTGATGCACAACCACTTTGGTCACAGACATGT
CAGGGTGCTGCTCTTTGGCCTCTTTAATCGCCCGAGCCAAAGCCTTATCGTGATCAATCT
CTGTGTCCCCGGTGATGACAATTCTCTTCTCAATACGAGTCTCAGAGATCCCACCTTTCA
CCGTCTTTGTGATTTGGGTGGTGGTGGTGGTGCTGATGGTCTCAGAGGTGATGGTCTGGG
CGCTCAGCAGCATTCCTGACTCCCTCTCAGCTGGGCTGTCCATGGGCTGTGCTGACTCAT
AGGTGATGGTCTTGGTCTCTGTGTGGACCAGCGGGACATCCTTATAGACCACAGTTCCTC
TGAGGGAGTTGGTGACGTCTGAGATGGTGACGGTCTGGGTCTTTAGCACAGGAGAAGCTG
GCTGCAGCTGCCCATTGATGTTCANCGTGCGAAGCGGCGAGTTGGTGGAA



>BJ743568 ID   BJ743568   standard; mRNA; EST; 745 BP.
AGAAGCTCCTCTGCNTACAAGATGACTGACATGCAAAAAGGTTTTTAGCTCATGGATGTT
TCAGACATACAGTAGAAATACAAATTTAGGTTGGNCAATTTCAACACATCANCAGTAATA
ATAANAATNACAGNCATTTGTGGGTTTTGTTTGCATGCTCTACATATTATGAGCCNGGAN
AAAAGTNCAAGATGTGTTAAATCATCATGCTGACTTGAGATCATCTTTTATTTGACCCAT
AAATAAAAAAAACCCTGTAAGAAATGTTATCANGTGGGAGTCAGTTGTTTGTTCACAAGC
CTANAAATGCAGAAATGGTAACAGTTTACAGCAAANAATGATGATTCTGACTCNCGAAAG
GGCATATTTNAAATGCTANATCAAAATGCATCCAACAGAAAGNGCATTTCTCTAAAATAT
ATTAAAATTTGGGTTGTTTCCTCCTATTAAACATGGCTTTGCCTCTACGGATAACTGNAG
AANANNCTTAGAAGAAACTCTACATTGTTATNCAAGTGCCTCTTTGTCACNTTAAAAATT
ATTCNAATAATNAACTATTCATATTTTTCAACCACAGTAACACAATTTAAAAAAGTNNAC
ATTTTTTTTCCTANTGCTTCNTTTTTATATCTTTTTCTTAGCCTTAATGAAAGCCCANAA
ATTAAACTTACAAAATGCTAAACANCACTAATGGATGCTCNCATCAGCACAAAATCAGTG
TCCACTAACTGTTTTTAACCTCTGA
>BJ743600 ID   BJ743600   standard; mRNA; EST; 414 BP.
CTTCGTTCCCTACTTTTTTTTTTTTNAGTTNGTTTTTACCCACATCTTCTTTGATTNGTT
TCCCCGGGGCAACGGGGGTTGGAGGGNACTTTGNGACAACTCCGGANGCTCCGCCCCCCC
CNGNAGNATCCTTTTTTCCCTTTGCNCCTTTCTTNGGGGACAAGGANATCTTTTTCNCAG
GGGTTCNCTNANCCGGAGCTTTACCTTNAGNCAAATCTTCGGGNCTNGGCNGCNGCGGTN
CCGGCTTTTTTTTCTAATTTTNCTGGCCTTNGCNCNNAGGACNGAATTTCACAACAANAN
NAAACTTTTTCCNCGGGCCAAATTCCNGCANCCCGGGGNANCCACNANTTCNAAAGNGGC
CNCCACCGCGGGGNANCNCCANCTTTNGTNCCCTTNAGGGAGGGTAAATTGCNC
>BJ743605 ID   BJ743605   standard; mRNA; EST; 195 BP.
TTTTTTTATCCGTGANTAACCTCATAACTTTTGTTACAATCNGNAAGTTTNTCNCGTGAT
GCATNANAACTTTTATATGCNTTNANNGTGGAACACCNCTGAGACACCCAGAANGAGNTT
GANNATNTTNAACANATCANAACCATTTGTAGGTTGATNGGGCTCTGCTGAGAAGAATGA
AAAGGCATACCGCAC
>BJ743607 ID   BJ743607   standard; mRNA; EST; 242 BP.
AGGCTTTCACTTGAATAANANCCNTGGAANCACNATCCTGTTGTACTACNGAGGTAAACN
NAACCACCAAAATACNACNANGAAANACATATTGGTTTCCAGCANGNTNTCNTTTNTTTT
CTCCTATTGACATTCATTTATTTATTTATTATTGACAGCGTTAAATCNTANACGGNCNAG
NGCTGNGGCATTTACAGCTTCCAGCTGGGANANTTTTTCCAATGTGTCNTCTGCATTTGC
TC
>BJ743643 ID   BJ743643   standard; mRNA; EST; 306 BP.
ATTCGCAAANTCAGGATTNAATCCACTAACCTTCNTGGATCACNACTTCNACTATTGCAT
AANTACNAAGCGACGATATAGATGAAGCTTCNAACGTGAAGGAANCACCAAACAATACAT
TACAGGATGCAACAAGGAAAAAAATGCAACAAAAACGCTCACAGCNAANCNGTACAAAAA
AAAAAAAACANTTTATTAAANGANCNCCCTTTTTTTTANTTTNGCCNNCTTNGGTTTTAN
GTNGAAAANCNCNCANCTTCNTTCAAAAACNGGGTNGANAACAAANCTTTCCGGGCANCG
GGANGG
>BJ743644 ID   BJ743644   standard; mRNA; EST; 730 BP.
TATCTTCTCTCCACAGAACATTTTGTTTCACAATATGTTCATTTTAATTTAAAAACATTC
ATTAGGCCTCATCAGGCTGCTGTTGGGTTGTTGTTGAGCCAAGTGGAGACTGACTTATCG
ATGAAAAATTAAATGAACTGAACTGGCTCCATTTGACAACGCATAGCACCAAATAGCAGA
TTTGAATGCTTTAGCTACAGGCCAGAAAAAGAAGAAGCTTGGCACACAGACAAGAACATG
AAGATAACCCCACCTGATTGAAAAAATAAATTAATGTACCATGAAAGCATTCTGTTTTCC
CAACAAGAATCTTTTTTTCAGAATAATAACTTTTGTTAAACTACACAGAGACATATGAAA
ATGAATGATCACTGACTTTTTCATTCAATTTTTAAGCTCTAATTGCAAGCATAGTGCTAG
ACTTGTACTGGGTTTTTAGTGATTCTACTTCAGTATGAAAGTCCATGCATAAACCCTGAA
TTTGTCAAAGTTTCAAGACTCAGCCAGGAGCAAATAGCAGCCATTCAAGGAACTGTGGAG
AAAAGCACATTAGGCCAGAGTACAAATACAGCTTCACATCAGACATAAAAAATGCACTGT
AAACTCCACTAAAAGCAAAAATAAAAAGGATATTTTCGTCTCGGTGTGTAACAGATTTAG
GTGTAACACGTTTAAAGAAGGAAACCTTCACAGCAGCAACCAGGCCATCATTTAAACTGG
AACANCCATG
>BJ743664 ID   BJ743664   standard; mRNA; EST; 441 BP.
ACAGCATGCAAACATTACAAACAGGTTACTTCATTTTTGTTGAGTGACTAAGGTTAAGCT
GCACTTGAACAAGAGACACCAAGACATCAAAGAACAGACTTTTACTCTGAAGGGACATTC
AAAGAATTAAAGCTGTTCTGATCACAACAAGAAGACAACAGTGAATTTCTGACAAACTGG
TTTTGATACTTCTGACCCCCCAGAAATGTTGGGTGGAGGCAGAGGCTCTCCTTTCTGCAG
GTTTATGTCACGACAACACGCTTCACTTATGTCTACGGCCCCCCAACCCTGACAAATGTC
TAGCTAACACAAACACAGACATTACTCTGATAAACTCATTAAAAGGTGGAAGGGGGGGGG
GGCCGTNTACATANGTGAAGCGTGTTGTCGTGACNTAANCCTGCAGANNGGTGAGCCNCT
NCCTNGACANANCNTTNATGG
>BJ743668 ID   BJ743668   standard; mRNA; EST; 706 BP.



ACAGATTAATTCTCATCAGTAAACAGCTGATCAGATTTCACAAATGCCAAAGTATGAAGA
AGGAACAAAAAATACTAGCATCACTATTGACAGTAAGCAACAAGGGTTGATTTCATTAAA
AACAAGCAACAAAAAAAAATCAAGGCTTCAAAATAAAAGTCTGAGAATAAACACTGTTTA
CTTCGTATTAATCGTTTCAGAAAACAACCTTTCATTTTATGAAAATATGTGAAAAAGTGG
ACCTGTGGGCATCCTGAGCTCTGCTACTGTGAGTAACTGAACAGGAACAAACAGAACCTC
TGCAGGTTCGTCTGCCCAGCTGTTTGGATTTACAGCAGCAGATCCATGAGCCTGAACCTC
CACAGCAGCACTGTCAGGCCTCGTGCCGAATTCGGCACGAGGCTCTGATGGAATAGTTTT
TAAGCAGGTTGTGCTTTTCAAATCTTTGAAGTCCCACTCAATCACCTTTGATCTATTTTC
AAAGTGTTTGCAGTGGTCGTTTTATTATGAAAAAACCTGTGTCGTTTTTCTAGGACTTAG
TTTCTGCAGTAGTTCATCAGGAATTCGACTCTAAATTGTGGGTGCGGAGCAACCTCAACC
CTCTTCCTATCTTCTCTAACTGAGCTATCTGTTTACACTCTCTCCCACTAGCTTACTGCC
CCTCACAACCCCAACCTAACATTACCGGTTATCCAGCCACATAGTT
>BJ743674 ID   BJ743674   standard; mRNA; EST; 756 BP.
TGAACTTGAATTTTGAAAATTACAAATACTTTAAATTTGCATGTACAATGTACAAAACCC
TTCTCTGACTTCCAGCTGCTCCATCAAGGGAATATATTAAGTTTAAGTCTAGAGCTGGTG
CATCCACATGGTCTGTAGTCAGGGGTGACTGCATGGTTCCCTACAGACGGACCAATTCTG
GACAATCTGTTCTCTCTGTTAAGGGATTTACCATCTGGAACAGTGTACACCCCCAGTGTA
CATACAAAAAAACAACAACAATACACACTCTTGATGAGACTATGTCCTGCTTTCTAAACT
GCATGAATCTGCAAATGTAAATCTTGTCACTGTAGAATGCATATCACATTTTTAGAATTT
CAATTATTTCATTTTAGATAATCAATTTACAAGCACGTTTTTGACATACTGTGTAATCAT
GATGGATCAGGAGCAGATGAAACCCCGCTTTTTGAAAAACTCTCAGCCACGATGCAGAGA
CTGAAATGACAGGGCCAAAGTCTCCCTGCTCCGCTCCATTCTGACACATTCACTTGCAGA
CAAACAAATACATTAATATCTTCAATTTTCTCATCTCAGCCACAAAACTGAAAAACTTTA
TGGCTAGGTAGTTCTGATATTGCTTGTCATTTTTGTTGCACCGCTAATGTTAGCTTGGTG
TTGTGAGGGGATGCACACCATCCGGAGAGAGTCCAAACAAAGGGATGATGGGATATTAGA
ATTACTTCTGCGCCGACAGTCTCCTGAACTCTGGCA
>BJ743688 ID   BJ743688   standard; mRNA; EST; 756 BP.
AACTCAAAAGTCAAAAATCAAAACATCGTCATCCAATCAGCGATGTCCCATAGTACCTTC
CTTTTCTGTTTTTTTTATTGTGTATTTTAACATTTCATTTTGACTTCTGGAAATCCACAA
CGTTTTATTTTTACTTTGTTTTATTATTTTGGAATTGTGTTTTGGTTTTGTCGTTACACA
TAAAATGTTTTGTCGTTTAATTGTTGTATTTAATATGTTTTTGTGTTAAGTGATTTGTTG
GTGTGATTTGCACTTCAGGGCCACCGTATAAATACATCAATCAGACTTCGTAAAGTATAC
AGCGCCTGAATTGTCATTGTTTTCACCTTTTGAAACGTACCTCATTTTGTAGTAAATTGC
TCATCTACAAGGACTTTATAAGAGAATCTAAAATCTGACTTATATTTCAAATAAATTGTG
GGCTGTGTCTGAATTCCCTCACTACTCTTGGCCTTAAAAGATTACACGGTGGGGGACTAT
CTAGATGTGACGTCACCCATTTGCACAAGTAAAAACCTAATAAATATGAACATTTTATGA
AGACTATTTATGAATCCACGGTGTTCTGATGATGAAAACTTTGATAATTCATAAAAAAAT
AAATGTACATACAGTTTTTTCAAGCAAACATTTAGTGCAATGCATTCTGTTCTATATTCA
CCAATCTAGTGAGCATTAATGCACACTAGTTTTTTGCAGAGACTTCTGGGAAATTTCTAG
GATTTTGGAATTGTAAATCTGAACCCCCCCCCCAAA
>BJ743691 ID   BJ743691   standard; mRNA; EST; 797 BP.
CCCAGATTTTCATTTAGAAAAATAATCCCGTAAACAGACAACCATGACTTTGAAATAACA
TTTCCACAATAGAGATTAAAGTAAATGCATGAATTAAAAATGAGAGTTTTGGAAAGAAAA
ACTAAATATTACACAGACAATGTGAGTAAAAACCCAAATGTTTTTCTTTTGCTCCCATCA
ATAGGTTGGTCTCCACTAAAGGTTATTTTAAGCGTAATTTTTTGAGGATTACGGCTACCA
TAAAAACAAATCCATTACGAAGAAAGTCGTAAACATATGAGAAAGAAATCCTAATTTTAC
GAAAAAAACCAAACCAAAAATCTGTAAAATCATGAGAAATTCATAATTTTACAAGGTAAA
AAAGGCATGCTTTTTTGAAAATATATGCCTCCATCCACAATCTTCTTCTGAAAAGGCAAA
TTATTTTCAATAACCTTATGCTTATAATAAAACAATGTTAACTGGCTAAAAGTCGTAGTA
TTTCCTTATTTGTGAAACCAACACTGAAGTAACCGCTTACAGTAAACAATTTCTGCTCTT
TTTTGTTGTTTATGCTTTTCTTAGTAAACAGATTTTAGCCTAATAAATACAAAACTTTAA
TCTTGTAAATTCTCAGTACCATAAAGTATTGAGCCCTTTACTCATTATTCCATGAGTTTA
TTTACATAAAATCTTTACTTTTTCCTCATAATTTTATGACTTTATTCTTGTACATTTATG
TTTTTTAGACTATTTTTATAACTATTTTATTCTTATAAAATAACTAANGACTTTATCCCT
GNAAACTACNTTATTTT
>BJ743694 ID   BJ743694   standard; mRNA; EST; 716 BP.
TTTTAAACAGCAATTGCAGAGAATAAATAAAGAAACATTGTTTTTGTTTTAATTTTTAAC
TTCCATAGGTACATTTATGCACTTAAAAACTTTATAATATGTGTTCATTGTCATGAGGAC
CTCCTGACTGTTTTTTTTTCTTTCAAAATTAAAAAAGAAATTGTCCTCTTTCCCAGCCTC
CAGATTAATTACTAATAAATTAAACGTAAAAAATCAAGATAGAAAAATTCCCAGCCCTTC
CTTCCACCCTGTTGATTTTTAAATGTCGCAGCAAAGAANGTAGGTTTTTTTTAACGTCCT
CCATTTTGACAACCAAGGTATATACNGNGAGAGCAAATCCATTTCACTTCTATTTTAATC
ATTCCANGTTTTTAATTTTACGTATAAATAATAAAACTAACTCTACATAACAATATTACC
CANGGTAATCATACAGAATAGTATTTTCTTTTGCCTTCCACTGNGTAGACGGGCCTTCTC



TTGACGCCATAGACCACAAATCACACTATACAGTAGAACCCNGTTCAGCAGAATAACATC
AGNGATGTGCTTTTTCCTTAACATGTATATTTTGTTGCCAACAATAGATTATGTACATAG
TAGAAATGAATCCAGCTGTGGAATGATACAAACTCTGGAGAACTTCTGATACTGCGGATG
CTGACTCTGGAGATGGTCGGGATTTTTTTGCTGGCATTGCGGATTTTGTAAGCTCG
>BJ743713 ID   BJ743713   standard; mRNA; EST; 782 BP.
ACTTTCAAATAAATAAATTTATGAAATAAATACACTGTGTGTCCCAGGAAGCAACATGAT
AAATTCGAATCTGATCTTTCTGCAGAGATGTCCACGTCTGTCCCGCGCTCGCCGTCCGGA
CAGCAGCTAAATCCTTCACTGAACAGAACCAAAGTTCTTCTGACCCTTCTTCTTCTTGAC
CTCCATGTGGGCTGAAGAACAGTCCAGTTTTGGAGCAGGATCCATTTTGGTGTCCTTCCA
CTGCTTTCCAATACGTCAAACTGCCTTTTTAATGTAAACAAATCCCAACTTCAGTGGATC
GGCCAATGAAAGAGAGTCCTAGCAGCCTCTGTGGTATAGAGAAGACCCTCTGATAGAAGA
GTCACTGGTTCAGCAGCCACGCCTCCACAGCTGGGGGGCTTCTCCGGTTCCTGGTCCACA
TGGAGTATGGACCAACACGCATGTTAGTTTGATGAATATGGAGGGAAATCCACATGATGT
ACGGCCAGCAGGCATTTGCATAGTTCAGGGCAAAACATGAAGTCTTTGCTTCCTTTATGT
GACCGTCCACAGAAGATTCCTGCAACCATCAAACTTCCAGACCGTCTGATTCCCTCCTCC
TCTCCAGCTCTGGAGTGCTGACATGGTCCTCTGCTGTCCAGATCAACAACAGATTAGGAG
CATGTATGTTTGCTATTTGGAGCCACCAGAACCCTTTTCTTTGGTTTCAACTCTGACCCA
AAATGTCTTTGTACAGCTCTGGAACTCGGTCTGGATCTACAGGCCTTGGAAGGAAGTGAG
TG
>BJ743732 ID   BJ743732   standard; mRNA; EST; 102 BP.
CAGATCATGGATGGACAGGATGCTCCACATCAGGAGAGGAGGAGAATGGGAGTGAACACC
AAGTCAGGTCCTTATGTAGAAGGGGGGGGGGGGGGGGGTTTT
>BJ743736 ID   BJ743736   standard; mRNA; EST; 291 BP.
AACTTTTTTTTCGTTTATTTTGTCGGCTGAACTTCAAAAGGAATGACTGTGCATTGTATA
TGAGAGCTCCCAAAATGATCTGTGGAACGAAACGTGAAATGTTTGAAAGTCTTATAGGAT
GAAACCTTCTTGTTTTCTGCACCAGCTCTTCATTTTGATTTTGGTGTAGAAAGGGTTTCA
TGTCCTGAACTCTGAACGAGGTTCGAGTTCAGTCTCGTTTCAGGAAACTATCTTTTCCCA
TCAGACATGAGGGGGATCCTCTAGAGTCGACCTGCAGGCATGCAAGCTTGG
>BJ743747 ID   BJ743747   standard; mRNA; EST; 754 BP.
GCATAGATCCTGGTGGTACAGATAATTTGCCACAAGTTGTCTCTTTGTTGCTTTCTTCCG
TCTCATTTTTTTACACAAAGCAGCTCGAATCTAAACCTGTTCACCCTCAGTCAGGCTCCA
ATGGGTTGCGTGATGGTTGACGTAGGTGAAACACAAAAGAGAGAATGTGAGGTGGAGAAA
AGGAGGAGGGGGGAGAAGAGGGGAAGGTGAGAAGCCCATAGCTGACAAACAGACAGTGAG
ACAGGAAGAACAAAAATGGAGAGTCTATATAATCTAGGATTTCTGATTTCTCTTGTTAGC
ATCATAGTATAGTCATCCCTATATTCTGCTTGAAAAACTGAAAACACGTTCCTCGTGCCG
AATTCGGCACGAGGATGATTCTTCTCAACTAATCACAAAGATATCGGCACCCTATATTTA
ATCTTCGGTGCTTGGGCGGGCATGGTGGGCACTGCCTTAAGCCTGCTAATTCGGGCTGAG
TTAAGTCAGCCTGGGTCTCTATTAGGTGACGACCAAATCTATAATGTAATTGTAACCGCG
CATGCCTTCGTAATAATTTTCTTTATAGTAATACCAATCATGATTGGGGGCTTTGGCAAC
TGATTAATTCCTCTAATAATCGGAGCCCCTGATATGGCCTTTCCTCGAATAAACAACATG
AGCTTCTGACTACTTCCCCCCTCCTTCCTTCTATTGTTAGCTTCCTCTGGCGTGGAAGCC
GGTGCAGGGACAGGATGGACCGTGTACCCGCCTT
>BJ743754 ID   BJ743754   standard; mRNA; EST; 491 BP.
TTTAATTTTACNGTTGACTCTAANCTTGATTCNGCANCGGNGGGTTGCTAANGGGTAAAA
AANCNCAGGTAGGTTTTNCGTTTTANCANGGCTTTTGTTAAGGGAAATGTTTGTATTTNC
ANCANCGATCGCAGGGGGGNCATNCTTTCTTTGTNGACTAANGTAANCTATTGAAAACTT
TGTAAGNGTAAANCANAAGGACAAAANGAANGTAACNGATTTATATNCTACNCATGAATA
GNCAAGNAAATACAATATTTATCAAAGTAAATTTACTACNTTTCTAAAANCNGACAAAAN
AAAAATTGACAANCCNGGCANGGGAANATNCTAGTNCCTAATTTTGCCATTTNCNAAAGT
NCCNATGAATTNCCGTTGCTTTAATANCAAAGGGNAGTAAAGATGAAANCAATTATTTAC
NNGTTGGGAAGGGCGGCNCAGNGGCNCAGNGGTTANCNCCCAGGCCTCCCAGCAANAAGG
CCCNGGTTGNG
>BJ743761 ID   BJ743761   standard; mRNA; EST; 746 BP.
CCNAGTTAGTTTTAAAANCAATAGTGCAACTGGCTATACATACAAGTATATTACATAAAA
AGGTACCATGCAGCATACAAACAAGCTTGACAGTAACCAAAGTTGTATGCCTTTTTGTGT
TAGTTTACGGTTTTTTTCCTTTTCCATAAATGAAGCTGCCTGCAGCTGCAGTAGAAAATG
CTAAAGATCTTCTAAGCAGGAAACTGACCGTGCAATGACTGCCAAGGCCATCCATGGTGA
GGGGAGGTTTCAGAAAGGGGCGGTGGAGCAGTCGCTGCTGTAGTATGAAAAGAAAAAGTC
CTATTCCTACATTGTCAATATAACAAAATAAAAGGAACTCAGCATATACACTGGGACTTC
TAAATTTATTCTTAAAGACAATGGTCAAAAGAGCTGACTTTGGGAATCTGTCTTCATAAA
AAATCGTATTAAAAAAGAAAAAAAAAGTCTTTGGTCCACGCTCAAACCTGTAACTTGGCT
AAACCATGGCTCTATAAGAATCCTCAAAGTAAAAACAAAGCTACACAGGATTGACACACA
AGGTGCTTCTAGATAAAGAACCAGAGGAATCTGTGGTTCTAGTAATGTTGAAATGAAAAC
AAGGGATAGATAACAATAATTAAAAAAAATGGATTGCCCAATTACAAAAAGATCAGCTTA



AATTTCAGGGGGAACGCTGCATGATAAGTGTCAGCTCTTCCATGATCCAATCAGCTGACG
AAGGCNAAGCTCGGATGATTCATTTT
>BJ743764 ID   BJ743764   standard; mRNA; EST; 711 BP.
GTAACACACAAAAATAAAAGAATTTCTTTGAAACCTTTAAATACNACAGCAAGGCCTCAC
TGCAATTTTTAACTGAAAAACAAGAACAAGCTAAAAAAAACAAACTTTCTTCCAATGAAA
ACAGCAAACTGCGATCCTCAATGATAGACGTGGAGCTGTTCTTTTGACTTTATCAGTGAC
TGAATGTTGGGCTGCAGCTTACTCACTGATAGTGTTAGTATGTCTTGCAAGTGTGAGTCT
GTGAGGGTCCCTCTAAGTTTGATCTTGTTCAGGTTCATGAGACTAAATGTTTGCCTAAAA
AATGGAGGTGCTGCCAAACAGAGATAGCATTATTTGTGCATTTTTTCTCATCTGCGGGTA
CCTTTGTAGTGATACATGTGGATAAAAATCCTTCAGGGGCAGTGATGCACATTTTCTTTT
TAGCTCTGAGTCGCATTGAAAATCAACCAACTCATTCTGCAAATGTTCTGGAACTGAGTC
GGGGCTCATGCTGAAGGGCTCCATGTCATCTGCCGTCTTCTTGAAGTCCACAAAGCGCAA
ATCAGACTCCTTGCTTATGTTCCTGAGAATTTCTCCATATTCTGGCAAACTGTCCACCTC
CACATTCACTTCTCTCAAGCTGGGGCGGGGCGCCAAGTTTCCTCAAGAGAAAAAGTAAAA
TAAGAATGTGACCATTATTATCANTAGTACTACTCTGAGGCCACATAAGCT
>BJ743785 ID   BJ743785   standard; mRNA; EST; 731 BP.
CCTTCACAGAATATTACAGAATGATTATTTTTATGCATCTTTTAGTACACACTAAAAAGA
AAAGCTGAATAGAGTCTGGAATCCTGATNACCTTTTCAGCAAAAATGACCTCAGGACCCA
AAAACAGGACTGCTTTTGCTCCTTGTTGTGCATCATTAAAATTNAAACNTATTTCATTTA
CCATTAAACCTTTTCCAAGAAATAGACGAAAATCTCTCAAACAGAATCTCAGCTGCCTTC
ATGTACTTTGAAGATATTTTTAAATAAATCGTAATTTTCTCAATAAAAGACATCATCCTG
AAAGATTGGAACACATACCTGGTTCTCAACGCTATTCACAAAAATCTTTTATGGTTTAAA
ATAAAATCTAACCATTTCCATTTTATTGAAAATATGAGAAACTGCATATACAGTATGAAT
CGATATTCTGAAACAAAAACAAAAGATTTGTAAAAATGATCCTTCTCAACCCAATATCAG
GACTTTGACCTTTCTCAAAACACCAAACAATTTCATAAATAGTGCCAAAATATACAACTT
TGAAAAAAATAAACTTAAAGTGATGTATACNGTTTTACAATGCAGTTTATTGCTGTCATG
AAGACATGCGTCTTTGGTTTATGAACAAAAACAAATCTACAAACTAACAGAGCTCATTAC
ACTATATTGGTGAGAACTGAAGAGATCTAAAAATGAAGGATGTTATGCTGCATTAATGGA
ATATCTTCATT
>BJ743796 ID   BJ743796   standard; mRNA; EST; 688 BP.
CAAAAAAAGAAATAAAAAAAACACACCAAGATATCAGCGTGCATGTAAGAGGAGTGTAGT
TCACATCTACAATAATAATTCCTATCCTGGCTTGTTACTTAATGGCTTTGATATTTTAAC
AGACATTTACTAAATAGGTGCAGTCAGCGTTTATCACACTTATACTTTTTGTTCCATGGA
ACTAGTGCACACGTTATAAACCACACAAGAAACAGAGAGCGCTCTAATTTGATTAAGTGC
TCTACAGACATCAAGTATGTAGCGGAATGTAAGGGTGATATTTGAAAACACCACCACAGT
ACAACCAAGTTGCCATGTGTGTTGAAATCCCTGGAATGACAGCACATGAGACAAAGTTAC
ATTCCTCGACTTTTACTTAACCTTTCTCCTACTGCGGCATAGTAAAACATGACCACAACT
GTGACAGATACAAGTCCACCAGAACACTTATCAGAAATAGAACTATGGTATATAAAATCT
GAAAAAATATGCATTTACATTCATAACAAACGTTACATTGTCTTAAATGACAGGAAGATT
TCCGCTCTATGCAAAATACACCAATTATCATTGACTACAATTCAAGCTGCTAAAAGATGG
AAAGCCCTTGAAACGTAAATTAAGAAAAAAAAAAACAAAAACTAAATTACTTACTTTAAC
AATCTATTAGGGGNGTAACGCAATTTAA
>BJ743803 ID   BJ743803   standard; mRNA; EST; 257 BP.
TACGGCAACTGCNAGGTACAGTCTCATTTTGACGNCGGTNTACTGTNGATCTCNACNAAA
GAAAAACCNCGNGCCGAATTCGGCACGAGGGTAAACTCCNGCNTTCAGACTCACACCACC
TGNCACACTTNCATGTTTTCTCTCATGGGGGGGTAGGTATGATGTACTTTTGACTCTGAA
AATCCTGTTTTTGTAATAAAATCTAAAAGAACTGGCAAAAAAAAAAAAAAAAACCCGGGG
TTTTTTTTTTTTTTTTT
>BJ743826 ID   BJ743826   standard; mRNA; EST; 784 BP.
AAATGTATATTTTAAAACTGAAACATCACTTCTTTTTGTATTTTATAAGATCTCTTTAAA
CAATTCTGTTCCTTGTTTCATACAATCATGGACTGTTATCAAGGTCTACCGTGTCTTAAG
ATGACTGGAAGTAAAATGCCGTATTTCTGAAACATACTGCTGGTTTATACTGCAGATTTT
ATATTTTTGGAGAATTTATGTGGTCAAAATGGACCATAATTATCAGTAATTTACCAGTAA
AAAGATTAAATGGAGACAGTTTACCTGGATTTTGATATGAAGAACAGGAAACACTTCTTT
ATTGTTGAACTGCAGATTAAACAACTTTCACAAAACCTATAATGTAATTAGCTCTAAAAA
CACATTTTGTCATCATAAATCAAAACCCGATACTTTCATGGCACCAAAATTTATTCCTCA
AACTTTTAAAACAAGGATTAGCCTGAAAATAAAAACCCCTTTTGTTCAAACACTCCCAAA
AGGAGAAAATGAATCGCTTTGGGATTTGCTTCCAGCTGAAGATCCATATCAAGTTTGAAT
TCTATTAAAAGACTCTACTCCAATCATCCTTTGATCTACTTTTTAAGTAATCCCAGAGGT
TGTTTTTGTTATGATTCTGCAGTTTATATTCAAAATCTAAAAACCTGACGTCTTCTAGCA
TCATCCGGAGTTCATCAGAAATTCGCCTACAAATTTTGGGTTGGACGTTTAGGCCGGGCA
NCTCCGCCCCCCTACGCTTCCTCATTANTGAGAGCTCTCTGNTTACAGGCCCCTCTGCTA
GCTT
>BJ743850 ID   BJ743850   standard; mRNA; EST; 492 BP.



ATAGAATTTTAAAAATCAAATGAAATAAATACAATATTATACAGTTTCAACAATGTCTTT
TTTTTGAAGAGATATCCATGGAAATATATCTTGTAATTCAGCATCTCTGGTTTGACCGTG
TGTCCAGCTCCCAGAGAATCCCTACTGCTGCCCCACATGCTGTTCATCTTCATAGCTATC
CACACATACATTTATTTCTTTTTTTTTGTAAACACAGTCTAAAAAAACCATTAGCCCATG
TTCTAACTCTTTAGGTCTTGGCATGAGCATTCATCCTTCTGCAGCTNGNGTGATTCTTTT
TTTTTNCCNCNAAGTTNCNCCAAACANGNGAGTTGAAGGGGGNAAANAANGNGAANGGAN
AGGAAAGGGGTNCNGANCAAACANGCANGACGGTNCCCAAAGGGCNGGTNAAGGATNCNG
ANCCNGANAAANCNCTTTAANCNGCAACAAAACAAAAATNGAGCCTTTTTTTNANANATT
NANCNNAAACNC
>BJ743870 ID   BJ743870   standard; mRNA; EST; 716 BP.
AGCTTTTATCATTCTGAGTTCAGTAAAGTAGCTGCCAAAGGCATCAGAGTATGTGACAAA
TCAAAGCAGCTGCGTCTTCAACAAGCTCCTCTTCCCATGACAGTATCAGTAAGTGATGGA
TTTGTGTTACAGTGTCTCCACTATCTGTAAGAATCAACAATCATACATCTCTACATCTGA
ATATGATCACATTGCAAACAATCATAAAGTGTGTGGAAAAAGGGAGAAAAAGAAACACAT
GTAACGTGAGATAATCCAGCATCACTCCTATCATCTCTGCATCCTCATTTGAAAAAAAAA
TAAAATTGTAGTATTATTGTCTTTATTTTAGTAATCGAAAGGCACGTAATCTGTTCAGTG
GTCACATCAGTTAGAACTATTTTTACATTTCTTTTCTCCACGGAAAAAAATAATAATCAC
AAACTGAAACGTAACAAATTGTTAGATTGATTTGTAACACTAAAAATAGACTAAACGACT
TAGAATTTTTTTGTTGATGGGGCAGATCATGACTGATGTTGATTCATCAACCCCCCCCCC
AGATGAATATTTTAGCATTTTTGGGGAAAACGCTTCCAACTTTTTTCTGANAGTTTGAAA
AGGGAACGAGAAAGAACTAAACAGCCGCATTTGCGTCACGTATGTAAATTTACAAGCTTT
GTGTCATTTTTTCTAAACCTTTTCATGGGTCACACCTCCCGAAGGTATTGTCTGTT
>BJ743876 ID   BJ743876   standard; mRNA; EST; 741 BP.
TTTTCAGGTTGTCACAGTTTTAGTTTTACATTGAACTCTAATGACAAAAAGGTTTTCCTT
TTTTCTTTACATGCAAGCCACCCATCCTGCTCTCATTTATGCATCTCAAGTTTATCCATT
AGATTTTTGTAAACATTGTTAACAGTAAACATGTGCCAGTAAACATTTCAGGCAATCTAG
TTTGCATTCAAATTGTCAAATTAGATCATAAGTGAAGGAGAAAAACGTCTAAGTAGCAGG
CTCAGTAAACATTAAGAAACATGAAGTTATTGAGACAGAGAAAGTGCTTTCCACATGGAT
CATTAAAGTGATGCACATGAAACTCACAGAAAACCAGTTTAAACATCCAATGAAAGTAGT
AATGTAACATGTTTTGGTGACATTTTTGATGATGGGGAACAAATTTAAAGAAAATGAAGC
TGTTAAATGCATTTTTTTAATACTGTTTAATTAAAACTGTGAATTAGGAGCAGACAAAAT
AATGCCTTTTGAAAAAGATTGTAGAAAATATGCTCCCTGCTCCGCTCCACAATGGGGAAG
GGACGTGGGGTGGGGTTACTCGCCCACAATCAGAGGGGAATTTCTGAAGAACTGCTGCTG
TACCTTACCGTGTACCTCTTCTCTGCTCTTGCTCCTACACCTGGCTGTGGTTCCTGTCTC
TGGCTCGACTCGCGCCCCTGACTGTCCCCCCCAACCACGGCTGGATGAAGCTCGTCTGCT
GGACTTTATATATGTAGTTGG
>BJ743885 ID   BJ743885   standard; mRNA; EST; 582 BP.
TTTTAGACTTCTACATAAATCAATAAAACAAACAAACAAACATGTGCAAAGAGAGTCTGG
GTGGGGGTAAAAGCCAAAATGTTTTTACAGTGTAAACCTATAGGTTTGTCACTACAGGTG
GAGTGCAGAGTAACACAAACAGTAACATTCAGATCCAAACACACCAAGCAGCAGCTCAGG
TGGAAGGAATTCAGTGTTAAATACAGTAACTGATTTTCCGATTGTCTCTTTAAAGCTTTA
AGGATTTGATAGATACACATCTCCACAGGGAAAAGGAGCTACCGTTTTCCCACCATGAAA
GATGAGCCAGCATGCATACATAGTCGAAAAACAAAACAGTGAAATGGACTGGATTGATTG
GGTTAGTCTTCTTCTAAGCTGCTGGTCCTAAATGAAATCAGGACGCGGAAGAGTTTGAAA
ATGAAAATGAACTCCTTCCAGTATGAGCACCGCCATCCAACACCCAACATCATTTATCTA
ATGCCAAAAATCAACAAACACTTTTTCATGGTCATCGCTTTTTAGGTCATGAAAATCTTG
TGCATTTTGGATTTTTCTTTGGAGATGATTTTTTTTTTTTCC
>BJ743891 ID   BJ743891   standard; mRNA; EST; 707 BP.
AAACAAAGCTGGCTGCAGATCCTTTCAAAATAAAAACCTTTTCAACAACCAAACAGTCCG
GATATTAAGAAAACGGCAATACAGCAAAAGTTCCTAAAAGGGAAAAAAATAAAATGATGA
AAATATATTAAAGAAAACATACATTTTAGAGAATTTCACACTAAAGAAACAAGCAAGAAC
TTGAATATTACAATTTCTAGCAACGCATTTCTTCCCATTGCTGTATTGTGTTATAAAAAG
AAAAGTTTTATGTCGTTTTGCAATTATTTTATTTCAATTTATGGTTCTGTTATACTGAAA
GCACGAGGCCACCGTACAAAGAGAGGCAAAAAATAATAATAATAATAATTACTTCCATGC
TGGCCTTTTGCTGTTTCACAAAAGGTTCAAGTCATGTGGGCCAATCTAACAACTCACAAA
ACTACAGCTTTCATGAAAATATATACACACTTTGTACATTTTTTTTTTAAACCTTCTTGC
CTTAACAGTCNGGNGCGTTTATTTAAACTTTCAAAGAAAAATCTAAAANGATTTTAGCTG
GCACTAAAGCACTGGAACCAGCTAGTCTGATTATATGTCATGACAACACAGTGGCAAAGA
GTCAGGAGCACATTGAATATCCCTTATGTTACAGTCCTGCCGATTTGATAGCTGGGGTTG
GACCACTGTTCTGCCAACAACCTCTAGACACGTTTTTTTCTTTAAAA
>BJ743915 ID   BJ743915   standard; mRNA; EST; 584 BP.
CCATTTTGGAAACTGATTTTTCTTTACGCCTTGCAGCATTTTACAGTACAGAGTCAAGTG
AATACAAAAATGCAATAATGCAAACACAAACAAAGCTTCTCCCTTTTCTCATCACAAACA
CCGGCATTGTGACCCTATTTTTTTTTTTNGCAGGCNCNGNACCATACAATTCCNAANGGT



ATTTCNCCAGGTTCNGAAGGANGNCANCNCNCTGGANNCCATTGAAAAAAGCAGGCTAAA
CAGTTAGNAGGGGGNCANGCCAGGTTNGATNGGGGGGTTTNCCCTTNGGANANACAAANA
CAAGGGTTNCNGCNGCAGGATTTATNGNAANGCCCTTTGANCTAAAACAACTTTNGNAAC
AAANCATTTCAANACANATNTTTCCAAANACTTCTAANATAANGTACAGCTNCAAACCTA
AAAGGCTNCTTTTNCATTTAAAAGTTTNGCANATAAAAGGGGACNGTTTACCAAACNAAG
GTTTNGTTTCNCTTCNGTNCANCCNGATTTAAAAGGTTTNGGTNCCGTTAAAAANGTTTN
GTTTNGTTTTTTTAAAAAACNGTANCAAAAATTTCNCTTTAAGG
>BJ743926 ID   BJ743926   standard; mRNA; EST; 778 BP.
TTGATGACCGATTGGTAGAAAGATTAATAGTTCTGTTCATCCCTTCCCCCTTAAACGTTT
GCCTCCGGAGCTCATGCTTTCTTTAGGAATTATGGGGGGATATTTCCTGTCATCCTCCAA
AGAGCGGGCAGGCAAGAATGTGCTGTTACAAGATAAACGTATCCATCAAAGGGCTTTACT
GAGAAAATGTTTGCACTTATTTATCGCTTTTATCTTTTTTCCCATTGTGCTTCTATGGCT
CATGTTCTACCCAGTGCCTCCTGCCCTCCACCTTCTGGACAAAAGACTTCCAGAAATTCA
TTTGGTTGAGCATAAATGTCAACAAAAAAAGTCAAAACAATGAAGAGATATCATCATACA
ATCTCTGTTGATTTAAAAACATTCGTCATCTATGTGTGACACAAAGACATTCAGCATTTT
GAGTACTCTACTAGTGAAAATGAGGATAAAAACTGCTGAACATTCATTAAATCAGTTACT
GACCGACTTTGTTTTGAGACTGGAGGCTTTGAAAGAGTCTCAAAGTATTTTCCTTTATGT
TTTTACATACCTATTTAATTTTAACGCTTGACCATGATTTTAGCCCCACTGTTTCCTGTG
GGCATCTTTTGTGCCAGGGCTTGCCAGCATGGTCGGCGATTGTTGCTGCAGTTGTTGCCC
TTGCTGGGGCAGCTGGAGTTCAACAGTGCAATCTCAGTTGTGAAGTGGAGCCCATTGCTG
TCCTGGTCAGGGTGGGCACTGGGGCGATGTTCCTATGGCTGAAATGGCTCCTGGTATG
>BJ743927 ID   BJ743927   standard; mRNA; EST; 717 BP.
AGTTTCTACAGGAACACCCTCTTCTGTCCTCAGACCCTGCAGCACGCATAAATAAAGCCT
GGTGGTGGAGGGGCATACTCAGACAGGTGTGGGGGGGGCTTCAGGTGAGTGGAAAACATC
CTGAATGCTCTCAGAAAATAACCACAAGAAAACATTTCTGCAGTACTGAGGTGCTTTTAG
TTCCTTCATGAAGATGACAGACACCACTGAAGAAAAAGCTGACATCCAGGAACCAGACAA
CTCAAAGATGAAGAACCTGGATGCCTCAGAGTTTGAGGTGACAGCAGACCGTCTGGAGCA
GCTGATGAAGAGCATGGAGGTGCTCCTGTCGGACGTGGAGCAGCTCCGGAGCCACTGCAG
CCACCAGGCCGGCGAACTGATGCGTGCGGCGGTGGAGCTAAGGCACCAGCAGGACGAGCT
GAAGGAGAGTTACGCTGAGCTTTCCAAGGAAATGCAGGAGATAGTGGAATCAGTGGAGGA
CCTGTTCAGCACCAAGAGCGCCTTTGAAGCCAAAGAGAAGCAAGCACAAAAGCTGAACCG
GCAACTCTGAGAGACAGACGGCGAGACTTTGTTTGTAAAACACTGTGGGCAGGTGGTTTT
AGCTTTGGGGTTTGTGAGTTGCACTTTGAAAGAGCTGAGTTTTGATTTGCAAAGGAAGCT
TTGTGAGATTTTGGAATTGTGTTTGACATGCAGAAGATTATGCTTTCTTATTTTTTA
>BJ743929 ID   BJ743929   standard; mRNA; EST; 745 BP.
ACAACAACAAACGTACAAACAACAACACTACACACTGATTTCATTGGCAGTTTTTTAGCT
CTTTTTTTTTGTTTCATTATATTCATAGTTCTACTCTGACGGCAAACATCACACGTTCAC
AAGACGAGAGAAACTGCGTCCATCGCCGCGCCGACGCATGGACGACCTTTGGGAGGCAGT
TTTTCAACAGGTGCGAATCTCAAAAATGTAGCTTTACAAATGCATACGGGGGTGGGGGGG
CACAAACACATTGAAAACTTCTGAAGTCAACAGAATGAGAAAGAAAACCTGACACGAACG
AGAACGTGGAGCGATGGAGTGACGGCACAGAGAGGTGTGATCTTCAAAGAATAACGTGGA
ACAGATAACTGATTCTTACGGGATGAAAGCGACATGTGCTTTACGCACTGGAAAAAAAAC
AAAAACAGCAAAATTCCAGTTCCACAAGACTTCTCCACAAGGGTCTACTTCGAAAAAAAG
GATGTATATTTTCTAGGAGTCCAATAACTTAACTGCAATAAATAAAATCCTTTTTTTTTC
TTTATCANAGGCAGTAAAAACGTTGTANAAAAATAGAACTGCTTTTTTTACAAATAAAAT
TTACAGGCCTGTGGCTTTCTGTAATTTGAATTTTTTTTCTCCAACAAACATCAAGTACTT
TCAGTTTCCCCCTCANACTCTTAGTAGTAGTACTTTTGATAACCATCAAATTCTGGATCT
TATTTTGAAAATCTTCTATATGCTG
>BJ743935 ID   BJ743935   standard; mRNA; EST; 122 BP.
GGGAGAAAGANACCGAGTCGGGTGTATTTGTGTGTGTGGNGGGGGGTCTCCTTCTTTCNC
CNCGTNTCTGTGCNACACAGTTCATTTGNATCATCATCATCATCATCCTCTGTTTACTGA
AA
>BJ743959 ID   BJ743959   standard; mRNA; EST; 698 BP.
AACTGTGTTCTCCCAATACATGCAAACAAGTGCATTTTAACACTACATTCCTTTATCTAA
TAAACCTTTTTTTGGTACAAAGCATCACTTTCAAATTAACAAACATGTTGAGAAAATATT
CAAAAACCGTTGAATTATGGTTGAAAAGGAAGAATCAGTGCAGGATCCTGCTCCATAGGT
TCACGTGTGTTCATGTGTTTCTGCAAACGCGCACTGAAATGGTGGAAATTGTGAATCTGA
TTCAAGTTTGTCAAGACGCTCATGAATAGAAGTTTCAATCTTGGCATTTCCTCTTTGTTC
CGAGATCTAACTGTCCAACCCTTATATTCACAAAAATCTTAAGCAATATGGAAACAAAAA
GAGCCCTGTCAAATGAATAAATGAATTACATATTGAGAGGACATGTCTATCAGCACATCT
ATGTTATGACTCATACAGTTTGAGTTTTCAAAAAACAGCTGGTATCAAAGCGGAGTGGAG
ATTCAGGTAAGACTGAGAACATGTACTGAACATTTGCATTCTACAAGATCTTCATTAACT
GAAGGAAACAGAAAACTCAGTGTAGCTCAATTTACATCACAGCTGAATAAAATCCACATG
TACAGCATTATTCAAAACATTGGAGCCCGGATTTGTTTTTCAAATCTTTTTTTTCTCGCT



TCGTGAAACACCAAGAGGAAATGCTTTTGAGCGTTTAG
>BJ743961 ID   BJ743961   standard; mRNA; EST; 624 BP.
CGTTTTCGCTCNATCAANATATAGGAAACATCCCCCGGCCTGAACCCGGCAACATCTTCT
CTGTTCCACAGCAGCGCCTCTTTAAAAATGTTCCTTCAGTACATTATTATATAGCTTAGA
CCTCTTTGTGAACTTCAGCCAGTACAGAATAAAACAACGATATCACTTTAGCACAACAGA
AAACAGGAGAACACCAGCAGCTTTTCCAGCAGTTTTTGTTTCTTTGACGTTTCTTCCCGT
CAGCTGAGACTGGAGGAAGTTTGAGTTCGTCCTCGGTTAAAAAAAAAAAAGGAAAAANAT
CTCNGGANGTAGGGTTTTTTCNCTGNGAAGGGGAGTTCCTCAGNGCCGNGNGTTGGNGCA
TGCATTCANAGCCAGACCGCCGCTCCTCATCCCGGACGTCCACTACCGGATTCNGGNGAA
NANATTCAGGACCGACTTTGATTCCTTGGNGCAGCGCGTTTTGCTGAAAACGTTCCAAAA
ACGCAAAGTCTCGTCNCCGGCTCCNGTAACGATGGCCTCTCCGTCTGGANACACGGCCAG
GTANAGGACTCTGTAAGAGTGTCCGGTCAGCTTGGCCACCTGTGTGAGTGACGGGTACTT
CCACACCANAATCTGGTTCTGANA
>BJ743964 ID   BJ743964   standard; mRNA; EST; 755 BP.
GAATGCATCATCACTGCATAAACACAACCTAAACCCAACCATGGCACAACAGCCGTCACA
ACTCAACCAGAAATGTACAGGCTAGATCCATTCAGCTCAAATCAACATGTCACCAACATT
GTGATTCATGTATAATCATCTGTCTCTCAAATATATCTTTGTTTTTCAAAGAGCATAAAA
ATACAAGTTGACTCCTCACTGGGATGAAGACTGGGGTTCCATCCACAGTTTGTGGTAAAT
GAGGGAAACACTAAAATCTGGAGATGGGGAGCCCGTGTCTTACAGCTTATAGGTGGGCTG
TAATGGGCTAAAACACGGCCTTTCTATGTTTACAGGAGGACACACACTTTGATTTTTACA
GATCATAAAGGGACTTAACTTAGCTTAACTTAAAAGTTACTTTTGAGGTTTTCAACACAA
AAGGGCTTAAAGGAGACAATAAAAACTCCTACACATTGCAGAGTAGACTCATTAAAAAAG
GACATATGAAAAACACTACAAAGGCACAGAGATTTGTAGAGTTAATGAGACGAACACAAG
AGAGAAACGACAGGGGGACGTGGACTGAATGCAGTTTCACTGGGAGACACTAGAGGGAGC
TTTAACCTGTTATATAGTTTGATAAACTGTGTCCTAAAGAAAAGCATTGAAATACAGGAG
TATCTTTTAAAAACACTTCACTGCAGCGGGACAAAGAGATATACTGCATAGGTGTGCTTG
CACAAATGTGTGTCGATGTCAGTATCTGTAGTGTC
>BJ743966 ID   BJ743966   standard; mRNA; EST; 587 BP.
CACAGCTGTATCAATCCAAGGAACGGGCCAGCTCTGTCTGCCAGTCAACAACACAGAATG
TTTGAACTTTAAGTGTGACGTTGGACTTAGAGGGGCGGGGGGGAGGGGGGTAGAAGTCTG
GGCCGGCTCTATAGACTGGTAACCAGATGAGAGGGGTCTACGGGCACCTCCTCGGGAGAT
GAGTCGGACTCCTCCTTGCTTCCGGACACCATGTACCCATCGCTGCCACCTCGGCCCATG
TGGTAGTAGCTCTGCAGCTCGTGTAAGTGATTCCTGGAGCCCAGGTTTGGCATGCTCTTA
TAATAGACGTCGTCCAGCTCTGGAGCAGTGGCGCTCTTGCANGGCTGGAGCTCCCCGGAG
CTGTCTTCCTCTCCGNCCGTTAAACCATTTATCTGCCCATCTGGGAGGTCCGTCANCACC
GGCATGCTTGTGTAGAGCGAGTCTCTGNGGTTCGGGGAGTGTGTGTGCTCGTCNNTGTGT
TCGNTGGTTAGCAAGGNNAAGAAGCTCTCNCTGGNCTCCTGGGGGATGCGCCGCTGTCAG
NANAAGCTGTGAGGANGGGGCGNCGNCGGCGGNTGGCTGTCTGGCCC
>BJ743968 ID   BJ743968   standard; mRNA; EST; 171 BP.
AAGTCAAGANTGTAAAAGTTNGTGANGGTTACTTTAATGCNGGAACNGGANTCTCCTGAC
NGCATCCTNNCGTCCTCACANNATCTGANTCANCAAGGTTCTTCTTTACATCAGTACAAA
CACANNTTTACACAAANATTATATACNACCCCNACCACNCACACNACCACA
>BJ743987 ID   BJ743987   standard; mRNA; EST; 726 BP.
ACTGGTAGTTATGTTAAAACAGGTTTTCATAACCAACAACAAAATTGGTTTTAAATGGGA
TCTATGACAGATAAATCAACATGTACTTGATCTGAATTACAAATCAATCAGAATTGTGAG
CTTGTGAATCCAAATCAAATTGATCAGGGAGTGTGGAGATGATTTCCAGTTCTATTGTTT
TTGTCTTTGTAGGTAGTAGGCCTGCACAATTAATCGCAAATTTATCGTTATCGCGATTTC
AAGCTGTGCAATATCCATATCGCAAAAAGTTGGCGAAAATCGCAATAAATGGTAAACCTT
TAATGTTAAAAACAATCTTATGGCAACTTGAACTATTTAATACATTTTTAAAAAATCCCT
TTATGCATTTGACCAATCAGATGGAGCCCTTCACGTTGTTGACCAATCGGATGTTAGGTG
TTGCCCTCCTGATTAGACTAGAGTCATTTGGAGACTAATTTAAGGTATTTTGACTATTAT
CTAAATTAAACTTTTGCAGTGAAATGGAAATGTTTGTGTTGTTTTTGCTATTTGTTCATT
TATCGCAAGTTATATCGTCATCGCAATATTGATCACTGATATTGCATATCGCATGTTTTC
CTCATATCGTGCAGCCCTAGTAGGTAGAAACAGAAATAAAGTATTAAAGAAAAATAAATA
AATGCATCCNAGTCTAGTTCCTCTTGNTTGTAAAACAAAAGAATGAACTCCCACTATGCT
CACCGC
>BJ743988 ID   BJ743988   standard; mRNA; EST; 204 BP.
AACTTCTACAAAAAAGCTGCACGACCAACGGGGGCGCAAGATAAGGAAACGTCTGTGGAT
CCACACATTTCAACTGAGAGTGCAGTGTTTAACCATCTCTGCTTTCAAGGCATATCTCTG
GTGAAAAACAAACATGTAACTTATTACAGAGAACTTATGCCATAACATCGATGCAAAAAC
AAACAAGTTGCAAAAGTTTTAAGT
>BJ743994 ID   BJ743994   standard; mRNA; EST; 727 BP.
ATATTGACATTTATTTGTAAACATTTAGTGTCAAGGGTCTGAACAAAAGCAGGAAATGTA
GAATTTCAATTTATAACATGTAAGAAAGAATAACATTTAACCAAAGAACCTCTAGTTGTT



TTCATGTGATTTAGATTGACACACATGGTTCCAATCAAATAAATACTAAACTTCCACATG
AGCAAAACTCTCACACAAACTCACTTATGGTGAGATAAACACAGAATCTGTAAAGAACCG
TGACACAGAATTACTGGCCAAACATCCAGTCATTACTTTCAAAAATTACATTAACCTGCC
AGAAAACAAAACCTCTGAAGTGACAGGATAGGTCATACTGAGAAAGTATGAAATATTCTT
ATTTTTATGGTGCTCTTTAACTTCTCCTCATATATTTATATGTATATATATATACTTTTT
ACATGACATAACTAAACAGCATTTTAAAGGGGTTACATTTGCACACAGAACTGCTCCTGT
TTCATAGCTAATACATCAACATAACAGCCTTTTTTAGATTCACATCTTAAATTAAAATGT
AACATTTTTCCACTCTAGCGAGTTTTATACTGTCAGGATGCACAACAACAACGACCTTCT
GTCAGACAAAAGATATGTGACCAACACCACAGACAGTTAGGGCAAGAACACGGGTTGCTT
TATGCATTTTTTTACTCACTTAGCACAGAACAGCACTTTTTACAGTAATCTATTGCAGAT
GTCTTTA
>BJ744009 ID   BJ744009   standard; mRNA; EST; 719 BP.
AATATCATTATACNCTGGGTTTCAGCTATGTAGTGTCTTATTCAATTAACAAAAACAAAT
GAGAATAACACAAAAAACAAACTGATAAAACACAAAGACAATTGTACTTCACCGCTCTTA
GTGTTGTGTACGACAAATACCTAAAGTTGCTTAAGCTGGCTCCTCAGAACCTGCTGCTGC
CTGTAGAACTGGGACACTGAGGTGTTGGGGTTTCATCTTTGTAAATAGCAGAGCTTTCAA
TAATACAGTTTCTAAAGGGAAATCATTGCATAACATTTTATCTCTCTATTGCATCTCAGT
GTCAGCATTTTACTACACAAAAACAGTTAACAGCATGTTTCAACTTCATTTGTCATGTCA
AATGGGGTCAAGATTGTCACTGCAATTTTTGACCAAAAAAAAACAACATTTAGAAAAATA
AAAATAAAGCTGGCACATACTTCTAAAGAGGAAGTTAACTGGAAACATGTCCTTCAGGTT
TACCAAAGTGCTTTTACTTCCCTCTTTCTTTCCTTCTTAGTTAAATTAATGGACAGCATG
GTTTAAGCCAACGGAAGATTTCTCAAAGTGCTAATGACACTGCAGAAGAATACTTGCTTT
GAGGTCGCTTAGTGCTTCTGTGATACAAGTTGGGTAAACAAAAAAGTGGGTGATATTTAA
ATGGACTTAAAATAAAGATTAAACAAAATACGAGAAATATAANGCAGCAATGCAAATGA
>BJ744020 ID   BJ744020   standard; mRNA; EST; 108 BP.
AAATTTAACNCNAAAAAAAAAAAANTNAANANAANGNAAAAAAACCNCNTTTTNGGNCCA
AAAGGGCCCCCCCCCCCGTAAAAAANTNNCCCNTTAAAANTAAAANNT
>BJ744024 ID   BJ744024   standard; mRNA; EST; 764 BP.
TGCCAATTCCACACAGTCGTCTCGATGGGCTTCATGTCAGTAATTGAAAATGTAAAACAT
GAAATCAAAAGGATCATAAATACATAGAATTCAATAGGAAAATGATAAATTGAACTAACA
AACTGACTAGACTAAACTGGACATCCCTGCCCTTAGACCCTCCTTCGCGTAAGGAAAAAC
TCCTAATAAAAAAAAAACGGATTCCGGAACATACTAAGAAACCTCAGGTGTGTCCACATG
AAGGAGGGATCCTCCCCCAGGAGGGACAGGCGTTTTACCAGAACTCATAGAGAATAATTA
ATTTATCTAACTTTAAAACTACATATTTAAAGTCCAGCAGACAAGCTTCATCCAGATGGA
GTTGGGGGGACAGTCCACTTTGGAGTGGAGCTGCTCCTCCAGATCAAGAAAAGAACATCT
GAGGTGACTTATTGGGCAGATCCCTCATTAAGGTTGCAGAGACTGACCAGCAAGTGCCTT
GGGATCTCCCTGGAAATCTCTGCTTANACTGCTGCCCTCACCATCTGGCTCTGGGTGGAC
AGCANAAGATGGATGGAGAATCCAATGTGTGAAAAATATGTCTACCACACAACATTGCAG
CACTGAAATCCTTTCATAATTGATGCATCGCAATGCCTATTTGACTGTGCATCTTTAAAT
TTCCCATAAAGTTGAATAGCTGTAATTCTGTGTCAAATTAGACTTTTAACACGCTTTTAC
AGAATTGTTTTTCNCAAAATCTGATTTATAGGATATAAAGTAAG
>BJ744027 ID   BJ744027   standard; mRNA; EST; 782 BP.
CTTTTTTGACAAAACATTTCTTTTGAAGTAGCCACAAAAATGACAAAACAGTATTCAGAT
ATAGATGTACAATGTAAAGAAATACATAAAGCAGCAAAAGTTGTAAAGATTTTCCACATT
CAAAACAGTGTTCTGTCTACATTAAACATTAAAAAATGTTTCACATAAAAGAACATGTGC
AGTTTTAGCAATTTGTTGAAATCTTTTGGAGGATGCTGAGTTGGCGTTCTAAGTTTTGAC
AAATACATGTTTCCAACATGAGCAAATTTACTGCCAAAATACTTACAAAGTTCAAGACTT
GGATCCTTATTTACCTTTATTTCATGGAGTCTTACAGGTCTAAGGAAGTTAGAATGTCCT
TTCTGGGAACATCCATGAACAGAAGGTGGACTTGAGTGAAACAAAGATCTCTTTTTAGGT
GTGAAGGAAACCTGTGCAAATTCACATTAAAGACAAATCAAAAATCCCATATTTGTTAAT
TACATATCCTCAAACAAGCTTCAGTTTTATTTATTTCACTACTGTTAATGCATTTTAGCC
AGAATTTTGCGCATAAATTTAACAAATTAAATCAAATTAAAAAACTTTTACTGTACTTTT
TGGACCATCTAGCAGATTTAAAATCTGTGAGTTTTTCTAATAACTGACAGTCCACTTTAT
AATCCAGTGTGCCTTAAGTATGAATTCCGGTTGTGTTCACTGACCTCACCATGTTCTGTG
GAACATAGCGGTCAAAAATCTGTAAAATGTTCGACTTTGGTAATTACAAAGCTGCACAGC
TT
>BJ744051 ID   BJ744051   standard; mRNA; EST; 647 BP.
GTTACCCAAAGACTAANAAGGTGTGATAGTGACCTTAACAAGTACATATAACTGGTTACA
TAATGCAAAAAAAAANGGCANCTAANCATAAANGTATAANGATNCGAAANCAAAANCAAA
AAANCATTTTTNCATAAAACTTGAAANCAATTACTTTTGAGAATTATNCATCTGAAACAN
GNCTTTAANGCCAGGCAAGATNCTATGATTTATTGAANAATTTGCTTTTTGATNGTTANC
CNCCAAGNGCANCANGGGAAAAAAAATAGGTAAGGTTNCNTTNCTGAGTAATAAGTNCCT
TTTTGGGATATTTGCAGNCAATATAGNCCNCATTGNGNCAANGCAGGTATTTANCTAAAA
AGTTNCANCTTTTAATTGAAAGAGGGGGTNCAATAAAAANGCANGGAANGANCAANCANC



AGATTTAAGTTAAAAAGNGAAGNGTNCAAATTGGNGACNGAAAAAGGTTTTNGNGTTTTT
TTATAAATNCNCTTGCCAAACATTCTTCANCNCNCAATATAAAGCAATNCNGCATGATTC
CATCTGAGGTACAGTAAAATCTTTTTAAAAATAAAAAAGGGGCAATGGGAAAAACAAAAC
GGGTACAGTTGAGTCAATTATAATAAAAAAAGGATGTTTGTTGCAAG
>BJ744055 ID   BJ744055   standard; mRNA; EST; 117 BP.
CCAGCTGAGCCTTCTTGCTCTCCACCNNAGTTGTGANNGNGTTTACANCTGCNCGGACAA
CAGGAGGCCTCTTGGTGGGCGTGTCTCCTTTCCNANNANCCTTCTGATCAGCACGAG
>BJ744057 ID   BJ744057   standard; mRNA; EST; 627 BP.
ACATTCAAAGGAAACAAATACATTTGAAGACGCAAGGCCAAGAAAATATGCTAATAGTGG
ATTTTTTTTTAATCGAGAAGAAAGGGCAGAAAAAAAAAAAGGATAAAATAGGCAAATCTT
TCTATACATACNCGTGGTAGGAAANGTTAAAGGAAAAATACAAGACNGGAGGGAAGAACA
GAATAANCCAAAGACGAAAATGTCNCCNGATACAGAGTTATTGCATATCCNGTTAANGGA
AATTTACCAATACNCCTGCTACAGAANGCTTGAAGGCNCNCGCGTGACGNGTATTTTGGN
CTTCTTTCTATTTACATCAGTAATAAAGGGAANAGTGGAGGCTGTACTGGCCTCTATAAN
ACAATCAAATAGCCNCTTGGAATATTATACAGACNTCATTTACNGTTTTGGACAGACGTT
TATGCATAACACTTGGNGCAGTCGCCAGCACTCCTCTGCTCANGTTCCTCCGTCTGCANA
GCGCGGCGGACACNCCNCCNTCTTTGATGANAACGCGACTCTCCGTTCCTCANANATCTT
CTACACGCTGGTCACTTCCGCCTCGTCTTTGGAGCTCTACTGCTGAGCANACGATGGGTC
TAATGAAAAAAATGAAAACCGAAGACT
>BJ744058 ID   BJ744058   standard; mRNA; EST; 757 BP.
ACGACAAAATTAAACATTTTAAATTATGACAAGGTCAGAGGGTCCGGAAGTTCTAATAAG
CCACCAATTTGTTTCAAATACCCAACCATGACGTTTGTGGCGTAGTGTCTAAAATAAAAG
GCTGAGCACAGAGGTAGTTGATTGCTAAAGGAATACATGAATAAACTGGTCCTGCCCAGG
TTCAAAGAATAACATCAATCAAACTTGATACTATGTCAGTTGAAAAGATTGTGGGACGCA
GTTCATTTTTTCTCCAAAGACATAGTGATTGGCCGAATACGAATTCCTCCGCTACCTCTC
TGGCTCCTCCCAATTGCTCCAATTGTAGGGGCATTGGAGTTGTGGTTGTGGCCGAACATT
TTTTATGGGGTGGCAGCAGTGACTTAGGACTGGCTATCCCTCGGCCTGTAGGGTGATCTG
TGTCACAGAAGTGAAACGCATTTCTTCATGTGGTGTGCTCTGAAGCACAGAAGTTCACAG
TTAAATGTAAGTAATGACTTTTTCTTTTGGATGACTTATTAAAGATAAAAAAACAATGTT
GTGTATTTTCCAAGCGCTGGCAACTACGTGCTAACATATCTCACCGGCAACTATTGATGG
CATCCTGGAGTGGTTGTGATGATTTGAAGACAATAGTTTTCCATAACTCCCTGCTTGGAG
GGCTAAATGTAGGGGTAGGGAGGAGCCGGANGGGTAGGGGGAAAAAATTTGGATTCATAG
AGACCAGAATGAGGTTTTGATTACATTTCATCTTCTC
>BJ744072 ID   BJ744072   standard; mRNA; EST; 325 BP.
ACATTCANAGATGATGCAACAGCGACTACTTCANAGCACNTTGTGTGGCCTGTGGCACAG
CTCATATATCTCCTTAACATTTTAGCTATCATTCCGTCAACAAAAAACNAGCCTTCCTTT
AGNTNAAAAAAAAAAAAAAANANCATTCTAAANAANCNGCCCNCNNCNGGNNGCANGGTT
CNNCAATTTTGCAACNCAAACNNGCNGGANNCGGAAAAAAAANCNNNGNCTTAACNGNGT
AAAANCAAATTTTNCCAANAANCCNGGGTNGANNTTTATNGTNCCNTTCNNCAGGCTNGA
AAATTAAANCCNNGTTTGTAATTNT
>BJ744075 ID   BJ744075   standard; mRNA; EST; 525 BP.
CAAACGAAGCATCTGCCATGAGGATACAGCGAAACATAGAGTGTTCAGCTCACAAGACAG
GATTTTTTTTACATCATACGTGAAGTGGAATGATCGGTTTAGCTGGTTCAGAGAAGGAGA
GCGCCTTAGAGACTCCCCCCACGCCAACCTTCACCCCCCCGGGGAGCTGAGGTCAAAGGT
CCTTCCGCGGGGAAAACATCCACCTGCTCTGAGAAGATTCCTTCACTCTGATGTTTTAGT
CGCTTCGTTCGATGCAATCACGAGTTAAAATCAAAGAAGTTGCCGCAAACCGCAGGCCTA
CACTGCGACGGTGGGAGGGGTTAGCATACAAAAAGACATCTGAGGGGGCGGAGTCGTCCA
AGCCACAGACAGTATAGAGGCTGACCAAACTAATAAAAACAGAAGGATTATACTGGGACT
GTACACGCCGCTTTAGACGCTTTGCTTTTTTTTTTTTTTNTTNCCNCGGGGTNCNCAAAA
AANGANGGTTNCNCAANGGGANNCNCAAACCCCCCCCTTCCNTTT
>BJ744085 ID   BJ744085   standard; mRNA; EST; 713 BP.
ACATCAGCACAACTTTGAAAAAAAAATACTCAGGTGAAAAATTTATCACTTTATTTATTT
TATGTAAATCTGTCAAATGAAAACTAAATGATAGACAATTCATATTTACACAATTTAAAA
AAGGGGAAAAAAATTGTGTTGGTTTTGAAGAATTCTTTGTTGCCTCTGTCCCCAGACTAG
TTTAAGTCGAAGCAAACAGAAGCAGTACATTTCATAGACATGTAAAAGGTTCAAGAAATG
TACAGGTCAGGCAGATCAAAGAAAACAAACCGAATTTAATATTTGGTGTGTTGATTGTTA
GTGGTTCAGTATAAGTTGTAACCCAGATGTAAGGGCTCGCACAAGCTGCCAGTTCATCAC
AACCTGTGTGACTGGTGACGTAGGCTACACATAAAAAAAAACATGTATGTGCAAGGGATA
AGGCTAAACCAGTGCATTGCTACCAGTTCATGACCTACTTCAAGTGAACAAAGCAAAAAA
AAACTTTTCAGTTGATCCCAAAACATGATCTGCTGCAGTTCCAAAAAGAAACCAAAGGCT
CAGACAGAGCTCTGAACCACCATCATGAAAACCTGAAACCAGCATAAAAACTGAGAACAT
GTAGACACTGCTGCTTTCAGTCTTTTCAGCCATCAAACCTTATAAAGGATGAGAGGTAGG
AGATGCGCCCTTTAAAACGTGCTTTCACCATTAGCTTACATTAAGCCTTTCGG
>BJ744091 ID   BJ744091   standard; mRNA; EST; 575 BP.



GTTCTGTTATTTTCCTCTTTACTTAAAAGAATATCGATGACATCAGAAAGATTTCTGCGG
TTTTAGAGGCGGAAAAAAAAACCCAGACTGAAAGGACAGAGAATATTTGTAAAATTTGAA
ATGTGTGACTCAAATGTTGAAGATTTTGAATGTGTACCAGTGAAAGTGATCAGTGTAACA
GTAGTTCACGTCAGCGTTGACAAATTTGAAAACAGTTAATTATTTTCTATCAATCTTAGT
CTGTTAGTGATGTAAACTACACTACAGCGGTTTACTGTCGCCGTCACACACAAACTTCTA
AAATCAAACAACAAAAGTTTTTTTTTTTCNGGGTTGAANCCTTTATCANNCAAAACTTCN
CAGACTTCAAAAAAGGTAAACGTTNCTTGCAGGACAAANGCNTTGCNCGTCAGNCNGGAC
CCAAAANCCANGAANAACCGTANCANAAAAAGCGNCTTTAAAAAANGACAAANGCNGCTT
TTTTCACNGTAAAANGTAAANCCNGATGAACNGTANCCCATTCAACNCNGTTTTCTAACT
CANCNCCGGGCNGATTTTTAAAAAAAAATANCNTT
>BJ744092 ID   BJ744092   standard; mRNA; EST; 762 BP.
CTTTCTGGTGATGTCATTTTTAGTTGCTACATTTCAGAGGCATGCTTTAAATCAGAACAG
CCACACAACCATAGAAAACAAATAAACTAAGAAATCAGCTGAAAACTAAAGTAACATACA
TAACAGTTAACAAATAGCTACAAGGTGAATAATTAAAAAAGTGCAGAGCATTGCTCTGCT
GGTTGGAAGGAGGTTGCAGTTTTAGCCAAGTAGACCAAATTAAACTTAAAAAATCTAAAT
CCAAATTGTGTAACTTAATAAAATGAGAACTATACAAACTTTAGTGGTTGTGTAAACAAT
GAAAAATGGCAGTAAAATATGTACGTCTGAGAAATCTATATAATCAAAAATGACTAATTT
GACTTTTTGTTTCAGAAATAACACTGACTTAAACCTTGTTTTATCCAGTTACATTTAAAA
TTCATCATCACTGACAGAGTTTTTGTGTTGCTCTTTGGTAGGTTCTTCTGTTTCAGAGTG
CGTGTTGCTGGAAAGACGCCACTCTGACAGACCTTTCCCCAGATCATCCAGCTCTTTAGA
CTGACTACCAGAAAGAATGCTGGTATCACTGCTTTCCGAAGTGTGCTTCTGTTTTTCATT
GTTACTTTCAGGGACATCTACCTGATCAGAGTCCTGCTGGCCAATTCCCACATCACTGGT
ATCTTCTTCACTAGATAAACAAAAACTGGCTCTGCTCTTCTCTCGGACATTCTCATTGAA
TTTTCCACATAACTTGTTTGAAGAGGTAGTAGTGTTTTCAGG
>BJ744094 ID   BJ744094   standard; mRNA; EST; 659 BP.
CCTCTTGGGTTGGACATATTTTACTTTAACAAGAGGGGTTATTAATCTTCAGACAAACCA
AAGGTATGTCTGAATANACCCCTTTTGTAATTGAGGCCAAACTTTATTAATTTCAAACAT
GTCTGAAAATCTTTGGTGTTGGACCGGACGGAAAAGGAAAGAGGGGAAGAAGAAAGAGGG
ACGTTAGAGAGAGGGGGGGTAGGGGGTGATAATAGGAGGGGAAAGGGGATAAGACCATGA
AGCANCATAAAGCAACAAGTTTACTGGTTGTTAATCATTATGGTAAGGTTCAAATGTAAA
AAAAAACCAAAAAAAAAAGGGCGGANCCTGNCCCCNCACCCNCNCAAATGTTATAAACNC
NCTTGTTANTTGCAAAAATGTCCNCCTGCCGACATGTNCCCAAANCAGATNGTGTTCNCA
CNCNTACTTATGCCTTAAAACCAACTANTGTGAAATATTTCCGTCNTTCANCCTGTTGAG
CTGACCCCTGTGCNCAGGTGAGNGTTTATGTTCTTCTAAAATGGATGGCGNAACNTGAAA
ANAANGAGGGANAGTGCCCAGCCNTCCCCNCCCCNNNACCCCCNCCNCACCNNCNNCGNC
NNCCGGATTCCCCCCANCNCCNCNCGGNAACCNGNNGGNACANCCGCCCCCCGGNCNAC
>BJ744097 ID   BJ744097   standard; mRNA; EST; 120 BP.
ANAGGGAATATGGTTACANNAGTANACATTATTTTCTTGTTGNTNNTGGAAGCAANANAT
TTTNCTTNAANGTGTCCTCATGGTTTGGNTGCANTGGCAGTCCCAATACCCNTTGANANA
>BJ744098 ID   BJ744098   standard; mRNA; EST; 747 BP.
CCTCTTTCATCTTGTGGTTGTGCTGCAAAGCGTTGTCACTTTTGGCCTGCGACATGCTGC
GTGTGGTTATGATGCAATTCTGACTTCACCAAACGCTGCCTGTCAGGGATGCTGAGTGCG
ATCAAAGACCAAATGCTGACTTTTGACTGGTAAAGCACACACTTCACTGCAAGAACACAC
ACAGACACATTCTGCCTTTTTGTTTTTTACACAAAATGATGGTGTGAGGACTTGATGAAA
TGTCAGATGTCCTTTGATCAAATTACCACACAGATGACTGTCTAAAGCATTCTTTAGGTC
GTGACTGCAGTGCCATTAAAGTCCATTTCAGGGAGTTTTCTGAAGGGACGGACCTCCCTG
AGGACACCCCGGAGACAGAAAGAGTCCAACTAAAGAATTCCACTCTGATAACGATTTATT
ATGTCTCCAAAACCTGGAAAGTGGAAATGGCACATTTTGGAAGTGATTCATTCAATTAGA
CCAGGAGTGTCAAACTCATTTTCACTGAGAGCCACATCAGCATAGTGGTTGTCCTCAAAG
GCCCAGATATAACTTATACATGTAAATAAATGTAATGAAAAATAAATGTAACTACTCCTT
AATGTTAAATAACTCATTATTTATTTACTATAACTTTTTGAAGGGACAATTACAGTGCCA
TAGAAAACATGTTTACTTGTTACTTTAGCATAAATCCTGGTTAAATTTTGTCTGCTGATT
AAAACCCACATAACTCCNGTAATGACG
>BJ744104 ID   BJ744104   standard; mRNA; EST; 186 BP.
ANANNTTGTACTAANANGNTGTTTTAAAGGATCTAGCAGATCTCTTCCTTGTNTCGTCNG
NTCTCANGATTGTCCCNGACAGCANCTATTTTTGTGANGTNAAAGGCNGCTANAGCTGTG
GNAAAAANCNCCTCATGTCGACATGCTAAATGTAGCTGATTTATTGTCTTTTATTGTCAN
TTTCNA
>BJ744108 ID   BJ744108   standard; mRNA; EST; 784 BP.
TTCTTCCATCTTCAGCTGAAGTCAACAATGGTTTCATGATGGATTCAGAGAAAGATCAGA
GAGCTGGACCTCCAGAAGTCCCTTCTTCCTCTGCCGGGACAAAGCAGCCTTCTTCATCTC
CCTCAGCAGGACGTCTCGGTTTCTCTGGATGTTGGATTTTGCCGTTTCCAGCAGGAAGTT
AATCTTCTGCTGGTTGAAGGGTCGCTGGAAGGTGCTGAATTCCTCCATCTTTGCTTTGAA
CTCCTCAGCATCTCTGCAGTTCTGCTGGTTGAAGAGCGGCATGTAGACAATGGACGGCGC



GTCTCCCTGCCCCTCAAACACATAACAGTCTTTAGGCCAGACTCTGTCCTCCAGGATGTC
TGCATGGATCTCTGGGAACGGCTTCTTCACAGCAGCAGCGTATTCCTTTGCTAAAGTGAG
AGTCTCAAACATGTTCCCAGCACTGTACTCCAAAGTGATGATGAGGTCCATGTCTCTCTT
GGTACCCAGGAATGAAGGATAAGCAACATTGATCAGCAGACCAGCGTCCACTAGATGAAG
CTGTTGTTGAGACTTGAGACATGCTGGGATTGGGGAATCTTGATATTTGTAGAGAAAGCT
GTTGGTTGTTCCCCACTCCCATTTTAGGAGGAGTGGAAGGATGTCCTTGGTGAGGAAAGA
CACTTGTTTCTTAAAAGCTCCATCCTCCAGATTCTGGCTCCAGGTCTGGACCGTTGTCAC
CAGCTGCAGGCTCCACTGCTCAAACAGAATTCCCCTCTCCTCTGGACCCTTCAGCTCCAG
CGAC
>BJ744118 ID   BJ744118   standard; mRNA; EST; 514 BP.
AAACTGGCTTGGTTTCGTCAGAACATATTTTTACATTTTTGGCAAATTATTATCATTTTA
GGATTTCCTGCAGAAAAGCATGTAAAACAGGAGGTCCTTTCAAAGTAAAAGCATTCTTTT
TGGACAGTTTTTATTCCCCTAAGAGGGATACAAAAAAAAAAAGACAANGACAAAAANCAA
AAAGAANANCCTTTTGTTGCCNGNGAGNGATTTCAAGCANCANCAGGTATGAGNGNGTTT
ATTATAAAGAAGGCNCCCAAGAANCCCAAACATCANAAATAGGANAAAGCTGNGCANAGA
ANCNGGATTTAAAGAACAAAATTCCCTTTGAANGTTGATNCTAAANGATGTTTANAGGGA
NAANCTNGNGTGAANCANGNGTTTGATNCTANCAGNGAGGCCTTTAGGAANGNGACGACC
CNCCTAAGGNGAANAAANCNCTCGTNCAGTTNGTANATNCCTACAAATTTAGGAAGCANC
CCTTCTTCCCCNAAACTTCCNGTCTTTGATTCTG
>BJ744130 ID   BJ744130   standard; mRNA; EST; 721 BP.
TCTTTCTGTTCTGAATATTGATCCTTATGATCTGTACAATCATTGCATTTTTTTCATTTC
TTACATCTAAAAACCTTGAATGCCAATTGAGATTTTATTATTTTCATATAATCTTTGATA
TAGTCTTGGAAAAACATGTAGCAAACACAGAAACAGTGTTTAGCTCAAACTGACAGAAGT
TTCTTTTTAACCCTTGTGCTATTCTAGGCACCTCAACGTTGGGAGCCGGGTCACCCAGAC
CCACCAGACAGCGCTCCGAACCTCCCCCCCCCAACGATCCGCGATCCTCACTGGCGTCCA
CGGACCACACGAAATCCCTCCACCCCCATCCACCCCTGCCATGGTAGGGAGGGAGAACAC
GTCAATGTAAGGGGGGTGGGGTCATCTAAGATTGCACAAGGGTTAAGTCGTCTGATTTAC
AAACTAAAATACAGGTTTGAACCCCTGAAGGCAACGCTGCCACTATTCAAGTAATTTGCA
TTAATGCAAAACACTCCAGAGAAGAATGGAGAGTCCAGAATGTCATGCAATCATGAAAAA
TCCACATGGATCCACAATTTCAGCGCTTAAAGTCATTGAGTTTTATTTATTTGTGACAAA
GTAAAAGTAAATGCTTTGTTGAGACACTCACCTGCCAACCAAACATCGAAAGCATCCAAT
ACAAGCACAAAAAAAGAATCTAAATATTTCTGTTTTTCATTTTGATGGTAAATTTATGAT
C
>BJ744132 ID   BJ744132   standard; mRNA; EST; 720 BP.
CAGATTTTTGAACAATAAATTACCCAATTATGAAGAAAATGTAAAGCAGTAAACTGTTCA
TACTCTACTTTTTTTGGGAAATATTTATTCACATAAACTTAAGGGTGAAGGTATGCAGGT
ATACAGATGACACCTGCTGGCAGAAAATGGAACTGCAGATTTCTTTACATCATCCTAACT
AATACTTTACGTTTCTATTTTAGTCATTAGCCAAACACATCATTCATGAACTTCAATTTA
TTATATTATTTGACTTTTAAAAATAAATTAAGGTTCTGACCTTTTATCCCCAACAGTCAA
CAGAAATAAAGAACAGCTTACTTTTTTTCAGATTTATTCTTAGTTTGGGTAATTAAGGAG
AAATAAATAATAAATATTTTCATAAGATCAATAACAATAACCCGAAGTAAATATGAGATG
TACCTACTGATGTTTTTAAGTTCCTTTACAACATTTTATCCATTAAAAAACCTTGAAGTC
TCCGTCTGTCGGTCAGGAAGATGAACATCTTTGGAATTTATCGTCTCATCCAAGTGGAAG
TTTAAGTGTTTATGAACATAACAGGAAAACAGAGACGATTCTACACACAAGCTCCAAAGC
TTCCATTTGACCTAACATGTGAAGAACAAAAAACATTTGGGATTTTTTGATGGTTACCAT
GACACTTAAAATGGAGCAGGAATGGAAAATGAACCGCTGGAAATCTGTTCNTTAACGACA
>BJ744166 ID   BJ744166   standard; mRNA; EST; 451 BP.
CGCATGNTCAGCTAAGCAAAATGTTCTCCACCTGAAAACCCCAGTAAGCCTGGAGTGAGA
TATGCAGATGGCGAAAGTCCATAAGTGAGCCGTAGAAAGTGAGCAACATTAGCGCTACGC
AATGTAATCACAAGTGGGAGATAGTACAAAATGAAGTAAATATTGGATAATCTCTTTAAA
TTGTTAAAATTGTATGGCAGAATATGTGATGGTCAGAGTCCATGGGCAAGTTTCATGTTG
TTAGTGCAAGTTTTACGCAGCATCATCCCTTAAAGACCCTCTCCCATCATGTTTTGATCT
AGTTTTAAAGCGTTCCCAGTGGTTTTATAATTAAGTTTATCCTGTTTTGAGCCCAAATTA
AAAAAAAAAAAAACNGNGTCATATCCNAGGACAAAGTTTCNGCANAGCANCAGTAATAGC
AACCCAACTCCCCTTTCCCNCCCCATTGNGG
>BJ744178 ID   BJ744178   standard; mRNA; EST; 109 BP.
ACTGCAATACGTCTNAGAATCTTGACACTTTTGCGTTCAGAGAAAATAACATGTNNACAT
ACTGCTTTTGAGGAAAGTGAGNCTGTTGTCATTTGCTTCAGCCTCGNGC
>BJ744187 ID   BJ744187   standard; mRNA; EST; 703 BP.
CAATGCATTTATTCCATTTAAACTACATCAACTGGTTTAAAAACACACTAAATCAGCAAT
GCCAGATGCTTTATTAGGTGGGTGCTGAAAGAAAGAAGTAATGTAGCATTTTCATATTCA
TATACTTAAAATAATTTAAATATGTTACGAGTCTGTAATCTTTGAAACCGGCCATAAAAA
CAGAGGAAATAAAAGAGAGTGAACTAATACTCTAAGCTTGTTTTTTTTGGTTTTCTTTGA
GAAAGCTCCAAAAACTCTTCCAGCTGACAAGGATGGAGGTTTCCTGGCGTTGTGGAAGCA



GCTCTCATGCTCCCCGTCAGCGGAGTCGTTTAGACTTTCCTGCTATTCTCTCAGTTTCCA
CAGTCTTTGACATATTTGAACCTCTGCTCGTGCCTGCAGTCCATGTAAACTGCATCAGTG
TCCGGGTGCAGTTGCGACCTCGCTGCACGCGTGTCCAGCTCTACATGTCGGCGTGCAGAG
CGGCGCCGCACAGTGCTGTAGTTCTGCTGCAGCAGCCTTTTCTGCCGCTCAGAGGGAGAT
GTCCGAGGAGACTTGCAGCTGTTGCTTGAGCTTCCCCTTGGAGCTGTGGCGCCCGCTGTC
CAACCGCCGGTACGGCTGATTCCTCAGGTCTGAGATGATGTCCTCGATGGTGCCGTCCTT
CCCCTCCCTCACCAGAGGGGTCGACTGCCTCTTCTTCAGCTCT
>BJ744209 ID   BJ744209   standard; mRNA; EST; 768 BP.
CCCTCAGCCACAGATCTCAGTCTAACGCGACGCAGTGGAGCCCCCTGCTGGCTTTACGGT
TAAATACACTCTTTTTTATGTGTATTAACTACAACAAATTAAGAAACAAAATAACTAATT
TAAAAACAAGAAAAAAAACACAAAAGGCCCATCTATGTTTCCTTCTAATGTTTACAAATC
AAAAGCAGAGGTTGATTTGATTAAACCTCTCCTGTAAGGGCCTTTTCATTGTGTATGAAG
TGTGATCTAAACTAAAAACATGAATTTTAGGCATCGACTGTAGGAGAACTGGACCGAGTG
AGTGGGACATCACCAAGAACATATTTGTTCTGATTCTAAAGTCAATTCAGTCACCATTGG
TCCGAGTGGGTCTGAGTCATCGCCTCTGTTGCAACCCTTCTAACCAATCAGGAGTGAGCT
AGTTGGAAGGCCACACCCCCTACCGCTTGAAACGCTGGAAAAAGATTTGACATGAAAGCA
CGTACTTTTATTGAGGCAGCTGATTGGTCAGTTTATAACTTGAATAAATGGAACTACAGA
AAAAATATAAATAAAAAATGAGGATTAACAAGAATATTTTATGAAAAATAGTATCAGATC
AAGAATGTTTATTCTGACCAATAGAATGACTGAGTAACAACTGTTTATTTCTCAATAAAG
GTCTATGGGATTTTGACTTCTTGGAACCAGCAGGTCCTTCCTGTTTGGACACCAGGGGGG
AGGGCCACTCAGTCCAGTTTTCAAGATACAGTCAATGGTTTTAGGCAG
>BJ744233 ID   BJ744233   standard; mRNA; EST; 735 BP.
TAAATACACAAAATGATGCATAAATAATTTAGTTGAATGCTGCTGTTTCTTTCCTGAGCA
GATTTGTTTTTGGGATAATTTTTTTTTTTACAAGGAAAGACNCTTAAAAAGCTGAGGGAA
GTTCAATAAAACAAATATGATTTGCGTAAAAAAAAGATCTGTAAGCATACAGTCANGGTA
TAATATCATTTGAAGGGTTGAANGACTTACCATTCANACAGAACTTGGCATTTCACAATC
CACTCCTGACCTACTGATCATGACGTTAAACAGTTCGTTTTCNGGCNCCTAAAAATAAAN
GNGNGTCATCTTATGGGGCCTATATCANAAAAAATCTACTTTTCTTTTGCTTTTAAGNGT
TTTATAANGTTAATTCCNCACAAAAAACAACCCCAAAGGAGTATTTTGATCCATTCACGT
ATTTCTAATCCTTCAAAAACCNGCTCCCTGAGCACTAGCCCCTCCCAATTCACAGAAATG
AGNGGGTCATCACATTGNGACATCNCAAAGNGAGAAACCGCCCCCNCCAGGAANAGTCTG
NGCTGCCAGCTCTGCCCCCCAGGCCAACACTCACGCCCACTTTCTCCATGGAGCTAGNGG
TGATCTGCAAAACGACTTCATTTTCTGTGTACAACTTGCACATCAGTCTTTGCAAAAGTT
CTGACGTTTTTGTTTGCGCANACATGCCGCCGAGATTCATGACGTCTAGGTTGATGTCAT
GAAATGGGCGGCNCC
>BJ744238 ID   BJ744238   standard; mRNA; EST; 778 BP.
ATATATCACAGGGTCACACAGAAATGTATTGCTTGAGAAAAAAATCTTTTTTTGACTTTT
TTTTCTTACTTTTGGGAAACTTGTAGCTTCCATTATAGTCCACAAAAAGAAAAAAACATT
TTACCTGAGCATCAGCTGCTGCTGCTGCATGCCCAGTTTCCTCTCTGACCAAAACAAAAT
AATTCACAGTTACCATTTGGGTTTCATAAATTCATACAATCACACATGTGCTACACTGGT
CAAGAGTAGGTACATTGTAATTTAATTTAAAAAAAAGTATCTATAATTGTTGGCTACAAG
AAATAAACCAGAAACTTCAATAATGTGATCAGAACTCCATCAACGTACACCTTTTATCTT
TTCTGTAAGGCTTTTGTTCTGTTCCGTTTCTGATTTTGAGTTTCACCCATTAAAAGAGGC
ACACAGTAAAGTTGACACACACAAGAATATGGGAGAGACGGGCATTGAATTGTCCTTTCA
CACCATTGTAACCAAGGAAGGGGGAAGTTCGTGTTTTCAAAAGTCCTCAGAATCTTTAAG
AGCCCAACTTAGGGCTGTTTTCTTTCCATCTGAGCAGTGCCTACCTAAAATCGCCTCCCT
TTACATTATTTTTTTACTTTTACTAGCTTGTTGGCTGGAAATCAAAGATGTTAGCATCAC
CAACAAGCATGGAAACACAATGATGAAATGGGGAACAAATAAACTACATTTGAGGTATAA
CTACTACTTTTAAGAAGTGATTCTCTCTTTGACTCTCATAGTTATAGTCAAGTATACC
>BJ744258 ID   BJ744258   standard; mRNA; EST; 720 BP.
CACAAATCATAAAAAAAGAAACAACGTATGACAAAAATGAAATTTTTTCAAGTTTTTCCA
TCAACAGTGTTTTCACTTTCACTTCGTATAGGTGGGATGTAAGAGTGGTGCAGGCTAGGT
GATGGGAGGAGCTGGAGCCTCCTGTATTAATGCAAAAAGAAACATTTAACTTTTTAAAAT
GATCCATCTTTGCAGAGTCCCTTCTAAACGGAGTGATTTGACTCTGTAAGAGCTTTTATC
AAAGGACAAGACAGATTTTTGTATCTATTATCATGTTACACTTGAGACCATCTTAAAGAT
GAGAGTGAAGCTGCATCATATCTAGGTTAAATTTGCAACAGAAACCAATAAGCACGTATA
AAAAAATAAGACAGAAGCAGGAAGTTAAAAAAAATTTCTAAACTATGGGGCTGGCATGCA
CACTACTACACGGCAATGCTACTACAGCTTCCTCCTTATTCTGAACTCATTTTTACAGAA
ACACATTTTTACATTGTCAGTTCAACTACAGCAGCATCCAGAATGACACAACTCACAGAG
CTGTGCACTCGCAGGGTCGGTGGTTCACTTTTTGTTTTAGTTTTTTGATCCACAGATCCC
AGAAAAACCCCAGTGAAGATGAAAAATCTTCATACAGAGCTCCAACCCAGACGAGTCCGT
CCATAAACTTCAGAACGTTCCTGACCTCCTTTTGAAAAAGCCTGAAGCTTCNTCATGGAA
>BJ744303 ID   BJ744303   standard; mRNA; EST; 746 BP.
AAATCCCAACTATGCTTGCTTGGTTGTTTATTTTGTTACTTCTGACACAGGGATGTTAAA



TAAATACACAAGCTTGAGGTTTGTTAGAAGCAGCAACAAAGAAGGATATAACCGTTTTCA
TACATTATTTTGTTTTTTTTTTACATATTCTAAATCAGGATAAATCACTGGTTCTGGCGA
TGACNGCTTTACTCTTCATCTGTGTCCTCAGCTGCTCCANAAATGGTGATGGTGCACTGC
TTAGTGTTGCTCACATACGTGTCCTCATCTGTCTTAACCTTTCTGATGAGGAGCGTCTTC
CTCTCGCACACTGCACATGCCTGATCCTGGGAAGTTCCATTCTTCTGGGTCTCTTCANAA
ACGCCCTCTAACTGTCCGGAAGCTGCAACCTTCTCATTGCTGCTTCCACTTGTATCTNGG
AGTCCTTCTGTGAGCTTCAAAGTACCTGTGAGGGCCGGTGTATCAAAGGAAAATAGAGAG
TCTGGAGTCGGATTCAAACCGTCGGTCAGGCTCAGGCCTCCAACCATGGTGCTGAGACNA
CTGTCTTCCCCTTCGATCAGTTTCCTATATGTGGTGATTTCTATCTCCAAAGCCATCTTA
GCGTTCAGCAGGTCTTGATATTCCCGCATCAGCANAGCCATCTTCTCCTTGGTGAGCTTC
AGGTCCGCATTCATCGACTCCATTTGTTCCTGTAAGTTCNCCNCTNCGTTCTTGNTTTTG
NCCATNGCTTCANGAATTTGAGTCTC
>BJ744309 ID   BJ744309   standard; mRNA; EST; 743 BP.
GTGATGTGATNNTCAGCAGTGGTTCTGAAGTACAGTCGTCATTTTACCATCTCTGTGTGC
AGAAGAGGACCAAAGGCTGCAACCACCACACGGGCTCNTTGTATAAGTGCAGAAACGAAA
GGCAACTGATACAACACACTGGGAACAAGGCGCAGCAGAGCCACTGTTGTGTTCAGTCAA
AAACAAAAAAACAATCGTACGGCCAATATATACTCGTGAGGAATTTCNGGAATGCAAATA
TTATAAGGGAGCTAATCTAAAGGGAGCTTTGAATCCTGTCTTTCCAGAATTAACTAATCG
CAAAAAAGACTAAGTTTGGGCTTGGTAGACAACATTGTTGTTGCAACAGTTCTTTGCAAT
GATTCTTATATTGCAGAATAGCTCCAGCTGTGAGTTTCACCCGNAAAAAATGACATTTAA
ATCATCTCTGCTAACACCAAACTGCCTTTTCTGCCCTTCGTCTCATTTGGTANAAAACAG
AAGCCTCAGTGGTGTGTGGGAGTACTGTCCACAGCCACAGCAGCCTGGCACCTCCTCCTA
AAACGAATAAGTCTGGTCAGACCCGGCTGTGGNATGTCATCCCACGTTTCCACCAGCTTT
TGTCTCAAGTCTACCAACGTTGGTCACAACCTGCACAAGCTGATCCAAGACGTAGCATCT
GTGGTCCANCTGTCTTANAGATCGCTCCTCCTTTCGGCTGCGTGTCTCTNACACACAACA
GGACAGAATTGTATGTCCCGGCA
>BJ744323 ID   BJ744323   standard; mRNA; EST; 196 BP.
TTCATTTCNNTATACATGGTTTATGCTTGCACTTATTTTAATTTCACAGCTCCATCCATA
TGAAAAATACAGAGAAAAAGGCAAAACACTGACTTGATACTTAAACAACTCTTGGGGGGA
AAAAAACAAAACAAACAGCATAAAAAAACAAANAAAAAAANCCNTANNACCCCTTTTTTT
GGGGGGGTTNGAAAAA
>BJ744325 ID   BJ744325   standard; mRNA; EST; 678 BP.
GGTACTTCCACATAGCCTTCACCTGCATGACAGAAAATACACGCCAGCAACAAATGCGTA
CATGCAAGGTAATGTAAAGCATGGAGATTATCTAAGAACACTTGGTGGTGCAATGACCGC
ATAATGTAAAGTATTGCATCTGCATTTTTTTCCGTTTTTTGTTAGTCGGGGTGACTAAGA
GCGTCATATGATTGAGCTTTCTGGCCTAGGTGCGTTTTAGTTGATGTGTTTACACCGAGA
GGCTTCGATGGCAGCTGTCACAGAGTGAGAGTTCTCATGCTAATGGATCGGGAGTCCAAT
CTCCAGGTTTTTTTTTTGTTTTGTTCGTTTGNCCNCCCTGANATTGGGTGAACAAATTTA
TAAATAGGGTTAATTGGAATCTATGCCTTCCNCCTCAACTAAGGNGGTGACAAGTCCCCA
TCGCAAATTCNCCTTTTTTCGGAATCCCAAGGCACATACNCAGNGCTGCTTACACTGNCT
TCGTTTCAATAAAGGACACATAACAACGGCCATCGCCTCGCTCTGACAAAACGACNTTTT
CATATGANACACTCATAAAGGGGAGAGCGATCTGAACACAAGGCAGTTGAAAGAAAAATA
ACTGATCTTCCCGTTAAAGATAACATTCAAAAAGGTAATAACAAAATTTGCAATAATAAT
CCAAATTGTTTTTGACAA
>BJ744356 ID   BJ744356   standard; mRNA; EST; 746 BP.
AGTTACAGAGCTCACAAGTGCGGTACAGAACCTGCAGGTGGTCCTGGTAAACATCGTACC
TTCATAATCCTGTAAGTGGATGAAAAAATGAAAATAAAAACAATAAATACTGTAGGAAAA
GTGCTGGAATAGAAATTGGTTTCTGAATTTATCTATTTTTGGTCAACCAATCAAATAATA
ATGTAAAAAATTCCTTTCATATACATTTCTGACATCCATCTGATTAAGTCTCTTTACTGA
AGTGAAGCTTTGATAAGTAAAATTGGTCTCAGCACTTTCCATTCAGCGAGCCACATCTTG
CATCTGTGTTTCCATGTTGCCAGTTTTTGCCAGTAATGAACATCCTCATTACTTTGAGCT
AAAACAAAAAAACGTTTCATCCTTTTCTGAAAATTTACAGTTGCCTGTCTTTTTTACATG
CTTTATGACATGCTGTCATGCAAACCCTTTTGCTTCATCCAGCTCAATCTTTAGCTAATT
CCGAAATTTTCACCAACTATTATCTGCGGTTTCTAAACTCTGGTGTCTTTTTTTACCAGT
TTCAATTGTGCCCTGCCATGTTGCTCTGATAACAGGATGTAATTACACTGTTTTAAAGAA
AATAAAAAATAAAAAATCAGTGATGATTGCTTTTAAAATATCTCACCATATTCGAATGTT
TTACTGTTTAATATATTTTATTTATTAATGATATCACCAAACAGATGGATATAAGCTGAT
TTAACATAGAAAAACTATGACAGGAT
>BJ744360 ID   BJ744360   standard; mRNA; EST; 707 BP.
ACCAAAATTATTACCAAATGAATTACAAAATAATTACAGTGATTTTCATATCTAAATGCC
AGACAAGAAAAAGTATGTCTGAGAAAAAAAACTTTCGTCAACATTAAATCTGGGGTCGTG
TGTAATGTTGCACATTATTTATTATTATTTTCTAACTGTAAACTTCTAAATTGAAATGAT
GTGAAAAGGGAAAAGAGCACAAATAGTTATCTTTTTCAAGTGTGGATCACAGAAACAAAT
AAACCGGTTCCTCTAGGCTGTGAAGGTCAGGTGGCCACAGGCTGCCTCTACAACGGTTTA



TAACATAATTTAGCCAACCACAATCAAGAAGTTGTGGTTCTTAGAAAGGGGCCACATATG
ACGGGAGTCTGCGGGCCAGTAAATATTTGAACACGGGACACATTTCCCCCCCGAGCCGCA
CTTTGGACATGCCATAGAGTCAAAGCTTATGATGACCAAAGCTTATTTTAGCAGCCTAAA
TAGCACAGCCATAAGGTGAGCTTTTTCAGACATTAATCCACAAACAGTTACCTAACTTTT
AAACCTCAGTCTCTCAAATTCACCAAACAAACAACATAAAAATGAGTGTATTTATCAAGA
CAAACTGAACCTTCCTCTCTCTGTAAATGCTTGAATTGTGTGATCTGTGTTGATCACTGC
TAAAATGTTCCCTGCAGACTTGAAGCCAGGGTGTGAGTCTGGCAGCA
>BJ744362 ID   BJ744362   standard; mRNA; EST; 732 BP.
CAGAAAGAGTCAAACTCAGAAAAAGATCAATAAATTAGCTTGTAGCACTTTTAACAACCG
AGTTGATCCACCGAAACACAGGTTCAATAAGGACAAAACATCTCGAAGGATCAGTTCACC
CAAACACAATCAAAACTACAGAGAAAACTGTTTCACTGTGGCTCAAATCAAGAACCTGAA
TCCAGCCTGAACATAAAACTTCTAGATTTCATCACCTTTGGGGCCACAAAAAAACAGAAT
AAATCTAGACAATTAACAGGAGCAGGTTTGGAGGACATGTGGAGATGAGGTTGTCCTTCA
TCAATGACTGATCCTCTGTTAATGAGAGCAAAACATCATCTGCAAAGAGCGAGACTTAAG
CCAAAGTGGAAACGCCTTTCTAGAGGTCAGTCTATGTTCCATTCCCATATGTGCAGTTTC
TCAGGAGGATAAAGAACCTAATTTGAAATCCATCCATTTGTTTCTGCTCATCCAGGACCG
GGTGGCGGGGGGCAGCTGTCTAAGCAAAGATTCCCAGACTTTCACCCCATCTCTAAGGAA
GCGCCCAGCCACCCTAAGGACGAAGCTCATTTCAGCCGCTTGTATTCAGGACCTCGTTCT
TTGGTGAGTCATAGGTGAGTATCGGAACGAAGATCGACCGGTAAATTGACAGCTTTGCTT
TCTGGCTCAGCTCTATCTCTTCACCACAATGGACCAGTACAGCGACCGCATAAGTACGGA
TACTGCTCCGAT
>BJ744369 ID   BJ744369   standard; mRNA; EST; 760 BP.
AGGATTCTTAGACATGCTTTACAGAATGTACAATTTAAAGTATAACAAAAAAAATGCAGC
ACTAAATATTAACATTGGTAACAACTGCTAAACTTTGGTATAGTCATAGGAGGATCAAAC
AAATGCATAGGATGACTTTAGGCTGTGTTGCTGAAAAATACTGCAGGCTGAATTGATGCG
ACATCCAGCTCCAGTTAGGATGACTTCACAAGGCTTTAACATTTTTCTCATCACTCGATG
GAAGGCATTGCACTGACTTTGGCCAGCAATAAAGAAGATAAAACTGTAATGGAAAGAGCA
TTGATCGGAGATTTTTTGGTCTTCAAATGGAAAATAAAACTGCAGTGATTTAAAAAAAAC
AAAAATCAAGCTTAGAATGTGTTGCACACATTTTGTGGTCCAAGTATAAATTCAACCAAA
CATAGGAGAGAAGACTCGAAAAATACAGAGCATGTCTGAGTACCACTGAGGAAGGAATGG
TCCAAGGTGATTCTATACAACTATTCATAAAGTTGATCACAAAAATGAAAAGCTCAGGTG
CCGCTACATCACACGGTGGCATTTCAATGCTGCATTTACACCTACAGAAGGATCAGGAAG
CCGTTTTTGAAACTGCATGTAAGGTTAGTCACATCTGTAACCGTGAAGTGCAACAAGAGG
ATTCTCCAGGACGATNGTGAAATCTACATTCATTTACAGGAGAAACATTTCCATTTCTAG
ACTGAAGCACATCANCCGCCTGCTGACACTTTTCCATTTT
>BJ744371 ID   BJ744371   standard; mRNA; EST; 117 BP.
AAAANCAAAAATTGTTTNTNACCCTTTTTTTTTNCCCTTTNCCCCCAAAAAANNGNNTTT
TNTTAGGNGGCCCTTTCCCCNCAAANATTAGNNCNCAAAAAAANNCCCNTTNGGGAA
>BJ744396 ID   BJ744396   standard; mRNA; EST; 189 BP.
GAGAGGTGTTACAGGATTCGCCCTTNAGAGGACTCTAGNTGGATCGTTTACATTTTTCNC
TGTGAGGCCATAAACAANNNTGANGGGACAAAAATAGGAGACAATTTGGTTGTAACATTG
TANACACATANCATACATTANATCANANAAAAANNGGTTNNCNGTGACCTCNAATAAAAA
NGCAGGGTA
>BJ744398 ID   BJ744398   standard; mRNA; EST; 182 BP.
CTGACTGAGTCCATGTTGTATTCCTTTATNTCNTTTTTNNCNTNACANATGGATNTNGTN
TTGCACNTTGTAGATGGGAGTGTGTTNCTTNGNCANANCNGCGNNGATTCTCATGTCTCC
TATGTGAGATGGGCNACAATAGATTTTCNGNTGGANTTNTNTAGCTGNTNTTTANTTNNA
NA
>BJ744401 ID   BJ744401   standard; mRNA; EST; 198 BP.
AAAATTTAANAAAGCANATGTCTGCACAACCAAAGTGGGAATTTCAATCACANTTGAAAT
TCCACCGTTAAACCGGGTTTGTTTTGACCCTTANCTGAGCATGGGGTCTCCCGCNNCCCC
TCCCCCTCCCGGGGGGTGCGTCCNCNCCGCTGCGGAGGTTCTTGANGGTCTCGTCTACNG
ACANGATGANACAGGCGG
>BJ744405 ID   BJ744405   standard; mRNA; EST; 753 BP.
TAACACAAATTTACAAGATTTATTTCCAAAGGTTTAGGTACATTTATTGTTAATATTTAT
TTTCTTTAATAACACAGCTATATTCTTTTGGCACTTAAGACTAGTTGTATCTCCATCTAT
AGGAAATATTTTTAGAGAAGCACTATTTATAGTTTTAATATTATTTAAGATACATAAAAT
TATTCTATGAAAACTAAAGGTGCTTCTAAATCATAGAATGATCAAACTATCTTTGTAACC
ATCAAACAGCANATGCAGTTCAGTTAACAGTATGAATATCACAGTGTAAGTATTCATCAG
TTAGAAAGAAACCATAATAATGGCACGCTAAATGAAGCAGGGAGGCATATTCGGTACAAA
ACCAAGACTTTGGCAATGGAGAGTGCAGGAAAAAGAGCCTTAATTCATGCAGAGACCATG
CCACAAAGCATTTATAAGACAGAAGAGGAAAGTCAAGTTGATGTGGAAGACTTCAGGCTC
TCTTAATTCAATTTCTATAAAACGTTCAGTAAATATAGTAAAATTAAAGAAGTTTGACGT
TTTGGTGTCTTCTAATTCAAATTCCTTCCTGAGGTTAAGGAGCACGCAGACGGAAGACTA



AAGAAGTTCTTTTTGTCTTTGTCCTTTTTGAATGGCTGCTGTGAGCTTCCTTGGAGTGCT
TGTCCCATCAGTGTTTCGGCTGCCACTTTTCTCCTGNTGAAGGCATTCATCTCTTCCTCC
ATTTCTCGTTTTTTCTCCTCCAGGTTCTTTTTC
>BJ744413 ID   BJ744413   standard; mRNA; EST; 115 BP.
TCTTTCTTNNTTGCCANACTTTTCATGGTAGGGTTCACNTGANCATTTAANTCTCCCTAC
CTGANNACCCCATGCCTTTACANTANTTGCACANCACCACGTCTTCCTNACTGTC
>BJ744417 ID   BJ744417   standard; mRNA; EST; 745 BP.
CAAATACTTGTTTGCAAATTTTGCTGTAAACACTATTTCACCAAACAACTGTTCATGTCT
AGCTCTGCAAGAGAGAAACTCAGTCTGAAACTGAGTGACCTTAAGTACCTTCTGAAGATT
TTCTCTGCAGCTTCTGAGCTTAAAAAAAGCAACAAAGAAACTTGGCAGAAACACAGAAAG
TGGTCAGGAGACAAAGAAGGCGTAAACTGGGAGGGAAATGGAGATACAGTTTCAACGGGT
CACTGGACATAAGCCCATCAGATTACTTGGCACATTCCTCACATATACATTTTAAAGGGT
GGGTGGAAAATAACAGCTTTTCTTTGTACCTCGCCTTTACTAATACTGAAAGGCATGATG
AGATAATCTCTTTTATGCATACGAATGTATATAAACCTGCTTATGTTTAATTTAAAGTGC
ACCTTTCACCTGGAGAAAACCAAAAAGTTAATTGTATACATCAAAGATTTGTTACATTAA
CTACAATTTAGGACATCCCGAGAAGAAGAATGTATCAGCATTGCTGAGAGCTATCCTTAA
ATGTGTGAAACAATAAATCATGGAGTCATGAGCTCTAAGCTTCTTATCTTGGTGTGGTCA
CTTATATTAGTGCTTTGATTGTGAAGTTATACAATTTTGAAGGTAAAAGTATTAGACTGC
TTAGAGCAAAAAACTTGCCACATAAATTCACTGTTTAGTTGTTAAAGAAATGCATCAGTT
TTATGACACATTTTTAATATTCATT
>BJ744419 ID   BJ744419   standard; mRNA; EST; 711 BP.
GCAAGATTTTATGGTTCATTTTTGTAATAATGACATAAAAAAGATCAAACTCATTATGTA
TCAGCAAAAAAAAACATGAATTTTAGGAAGCAAAGACAGGAACCAAAACCTGCAGAACTC
TTAAAAAACATCAAACTAGAACATAGATGCTCCATGACATGTCTTAGCTCGTGCACACAC
ACATATGCAAATGGAGACAAGGTGTGCACTAAGCCAATTCAGTCCATTCTCTGAGCTGGA
ATGTCTAATAAAAAGCCGGCTGGACAGGGACATTTACACACGTGCATGTTCCAGGACTCC
CTGAGGCAGATTCTACCACAGCCTCAAAGCTCCTGCTCGGCCCAGGGAGCAGAAATCTGC
TTCTGATGGACTTTATCATCAAAAATAAGACAGAAACATTAACATGACGTCAGAAGTAGA
ACATATCAGACGGAAAAGAACCCAGTAATCAGATTACTTTGAGTTTCAAATGGAACTCTT
TACACATGAGGCTGCTGTCAGACTTTATAAATCTATGTTTTTAGTCTGGTAACAGTTTTA
AGCTTCAAATAAAAACAATAACAACATTTTGAACATAACAAAAGGGAATCATGAAGAAAT
GAACAGTCCTCTCCACAAAGTGTCGGGCTTCCATGACAAACAGGAGCCGGGAGGTGTCCG
GGTGAGACAGAGACTGCTGGTGCAAATGTAAGGAGAGGAAAAGCAGGAGCG
>BJ744421 ID   BJ744421   standard; mRNA; EST; 426 BP.
GAGCGAATGGAGCGAATGGAGCTTCAACGCGTGGCTTTGACAGAACAGATACGGGACGCG
TGGGACTGGACACCTTTAGGGTTGTTTGTCTCCACTGACCTTCAGCTCATAATCGGATTG
GCCGACGCAGGCGGATTGTTAACACGAGCCTAATCCCTTTAAAGGAGCTCCTGCGCTGAC
TTTTTCTCAATTAACCTAATGAACACATCGAAAAGTGAAAACGCGCCAAGGCGACGTCAC
TCACCTCAGACTCCTCCTACTTTTACTGTCATCAAAAGCAGGAAACGCCACCGTTTTTTT
TTTTAGCTTTAAAAAAAAAAANANGGATTTNTAAAGAAAAAAAAAAANNCCCNNGAAANA
CTNGAAACNCCCGCCAGTNGTTNGGGTNAAGGCTNCTNCCCCTTCANNTNGNCTTTNNTT
TTCNNA
>BJ744422 ID   BJ744422   standard; mRNA; EST; 732 BP.
AATATATGTAACACAACAGTGAATAAAGCTTACGGAAGATAAGATTGATAAAAAGTTTAT
AAACTTGAGGTTTGGACTTCATTTCCTTAGTTTTTGGGTTGATTCTTTTATATTTGACTT
TACATCCAACAGACACTTAAAGATACACATTATGACTGCAAGGCGTCCTAGAACTGCAGC
CCACATCATCAGCCTCCCACCGCTGTTTTTTTCACAGAAAGTTTCATTGTGAGCATTTAA
ATTCAGTGTGTCAAAAGAACAATGTTCCGCAACCCGGTACTTTTCAAATAGAACAGGGTT
TCCCCTTCCACCTTTCTGAACACACCCGTGTTCAGCCTTCTGGTCATGTTCAGGTCACAG
GGTTCACAGATGAACAAATTACAAATGGTCTAAAATGGCATTAGTGGTTTTTGAACGTAA
CATTGTTAAGGTAATTATGCCTTCTTTCCAAGACTTTTTACAAACACACATGAAAACAAA
CACAACTGGCTTTGGGGCTGGGGTCTTGCTGTGGAAAACTATGGAAAATAAAATTTAATG
TTTTAAATGATCAGTTTCAGTAGATTTTCCACAGTCATATTTATTAAGTGACTAACTTCT
TTATCTAAAAGTCCCACTCTGATCATCTTTTTATCTGTTTTCAAAGCGTGGCCAGTGGTC
TTTTATTCATGATTATACCGTTTTTTGACAAAATCAAAAAACCTGTGTCATTTTTGTGAC
ATAGTTTCTGAA
>BJ744451 ID   BJ744451   standard; mRNA; EST; 590 BP.
CGCATACCAAGCANGCTGTGACATAAGTTTAGAAANTTGTTANATATATNAAATTTTNCA
TAACACATGGTTCGACAATTTTACCNTANACNTATGCAAGTCTAGGGAGGCAACGATTGA
TTTTCCCCACGCTTTTGTTCAATGGTGTAACATAAATGGAGAATTATGGGATTCCCAGTA
AATAGGATCAATCATTTTTAGCAGGNGTGACAGTGNCACANAANAATTTTAAACATTTCT
GTCTGTTCATCCGTGTTGTATGCTGCTGTGGGTGTGACCTTGGAAGGANTCTAAAGGAAA
ACATTCATTACAAAAGATTTTAAAAGTCACTAAATAAACTTAGCAGATATCCACAGGTTT
AAGGAAAATGTTCCCCCAAAAAGCTTAGTCNTGTTTTGTCTCGATGGNACCANATANTTC



CTTACCNGTAAAGGAAACACCANCTCCTAGTCTGAACTGAATTATCCTGATAGGGGTTGA
CCAACTTTTCAAATCTGTACTAATGGTGTTACAGTGTAAATGAAAANTTATTTTACCGAN
TATTAGANGTTTGANCCAAACAAACTTGAATATTTTTACATTTCATAGAA
>BJ744466 ID   BJ744466   standard; mRNA; EST; 748 BP.
CTGCACTTCGTAATATCTGAAGTGTAACACAATTAATGCAAAAAGGTGTAAAATATGGCA
TACACATGTGGATAATTTAAATAAATACAGTTTTAGACAAGGTTAACTCACAACACAGAA
TGAAAACAAACTTAAATAATTCACCTTTTTAAACACGCAGGATTTAAACGACATAAATAA
GCACAGAGACATAAGAGTTCAAAAGTGAGACATGAATTAAGACCAAAAAACATAATGCAG
TGTTTACAGGGGTGGAGGCATTTGACAGTATTCCTACTTATATGTGCTTCACTCACTTCA
AGATAAAGTAAAAAAATCATAAATTGCTAGAAAAAAAGCACACCGAGGAGCACAGCATCG
TGTGTGCTTTTCACATATTTCGTCCCCGTAATGCTGAGCATCGAGTGTCATGGCTCTGAT
AGGATCAATCCCATATACTGCCCTTGTGCAGGGACACACATTGCACACACACATACACAC
ACTAGGTTTCAGCCCGCAGTAGCTCTTTGTGTCTGAATAATCTAAAAGTTTACGCAGCGG
GCTTTTTTCTATCAAACAGTTAAACACCAAATATCACAGCATTGACGTCCTTGCTCTTCA
TCCTCTGCATGTTCCCCGTTCGCCTGCAGCTGCAGTGAAGGTAGACGATTTGAAGACTTG
GGATTAGACAGAAGCGTCCGACGGGAAAGATAAAGCTCCTCAGCTCCATTCAAATCAGGA
ATCGATCACTTCTGGTGCCTCTTCACTC
>BJ744469 ID   BJ744469   standard; mRNA; EST; 753 BP.
ATATATATTTTAAAATCCTCTCTTCAGCTTAGATGTAAGCTAAAGCAGTTGCCAAAGCTT
GGCCCTATTTAAAGTGGTGTCACATGATGTGATTGTGCTGCAATAGTCTTAGATAAGTTT
CACACAAAGTTCTTCCCTTTGTCTAATATTTACCTTTCCTGGGCCAAATATAGACGGAGA
TTCTGTTTAAAATATTGCATTAAGCATAACTTAAAAAATGTATATATTTAAGAGTTTTGA
ATCGTTTTTTGGGGGGGATTCAGTTTGTTAGTTTCAATAAAAAAGATCTGAGGAAACAAT
CTGTAAGGCAGACAATCTTATTCGTCCTGTCAAAGTAGTTTTAAAGAGTGAACCGTGATT
TAAAACTGGCCAACATGTTAACCCAAATAGATAAGCAGGTTAAAAGAAGAAACAAGGAAC
AAAATGTCACTTACGCCCATAAAAAACTTTAGACTGCAAACTGAATCTGCTCAACTTGAA
AATGAAAAATGAATATTTGCTTTAAATATACACAAAGATATATTTACTGTTTATGTACAC
AGACAAGTCTATCTGTGACAACACTAGCTTTCGATAAATGGCTTCTTCATGCTGATAAAA
TTTCTATTTTTAAAAACCTCTCAAGCACAACATGTATCTCACAGAGAAAACTTGTGTCTT
CTTTAATATAGAGAACTATGATTGTTAAAAATAACAAAACAAAAAACTAGCATGTTTAAG
TTCTGGATTTGATTTGCGATTACCCCCCCTGCT
>BJ744471 ID   BJ744471   standard; mRNA; EST; 562 BP.
ATGAAGCCAGGGGTCAGCTCACTTCCAATTCCATTACAGTCACTGATAAAACTTTTTTTG
TTGCATTTTTTTTTTGCTGAAAAANGTCAGNCTTTTGTAACAGAATAAGGCTGATATATN
GTTTTTCTTTTTTTAANGTAAGTAAAAGTGTTGGCTGATGTGAAAGTGCGTTGGGCCCAG
CCCTGGAAAAAAAACATGATTTTGACTGAATAGGGTACAGAGAGAAAGATTTCNCCAGCA
NATCGATACATGAAACGCCAAAAGCANACAAATAANCCAGNGAACNGGNGTAATAAAAAA
ATAAAAAACACGTTTTTGCNCNCTTTTCTTCATNGCNCCGCAGTTATCTGACGGATTTTT
TATGCATCNCTAATTTAAAACAGAGTAAAACTCTTTTAAAAACGATAATTCTTAACNCGA
GCGTTCACTTGAGAAAAATGACACAAAANGGAGTCAAAACAGAAGTTTTTGGCNGGAACT
TTAGGTTTCTTCTTTGAGTATAAAAGCTGTGAATACAAACAAATATTCAAACATCAACAT
GATGACNTATCCAACACAGACG
>BJ744482 ID   BJ744482   standard; mRNA; EST; 363 BP.
AATCTTCTAGCTGNATAAGAATTGGGAAGGAGGAAGTGATACCCGCTCAGCATTAAGTGA
AAAACAAGTTAAATGTTTGCGGAGCTCTAGAAAAAAAGAGATGATTGGAGGCTTTTTATG
ATTTCAAGTTTTCTCCCCAGGTAAAAAAAAAAAAAGNGCCTTTCAAANANANGTNCTNGT
TTTGTTNCCCNGACANGGGAGGATTNCCANAANCCNCNGTTTTAGNCNGGANATNGACAT
AAAAGTTTGAGNGGAACAAACCAAGNCNGGCNCANTTTGCCNCCGTTNCACCCNCNGGAN
GNCGATTTAAAAAANCCGNCNCGAAAACTATTTTTNGGGGTNCATTTTTATTTTTCNGNC
GGG
>BJ744499 ID   BJ744499   standard; mRNA; EST; 794 BP.
GGCTTTCAACTGTCTGACCAAGATGGTTTGAAATTTACAAATAGAACAATGGAAAACAAC
AATGATAACGATAGATTAATGCATCTAAAAACAAGTTAAAAAATACATTTGAAAAAGCAT
TGCAAGCTTTGTAATGAGCTCTTACCACTGATGAATGGTTTGGATTACCAATAGCTTATA
TTAACTAATGTAAAATGATATATATATATATGTATTTATAAATATATGTATACATAAGAC
TGCTGTTAAAGGACAGAAAAAAATGCTTTGTTAGAAAATATGATGCAGCCACAGATGTAT
ATGTCATTGCACAATTACTTAAGGACTTAAGTCCCTGCTGTCGCTGTGATTCTCACACAA
ATGCCAGCAATGAAAGGAAATTGTTTGCAACAAATCAAAGGCCAACAGTCCTTACAGAGC
ACCAACAGATACCACTGAGGTCCTAATGATACAGTCAAAACAAAGCATTTCGAATTCAGG
TTTGTTTTATACTCACTTTAGCTCTTTTTGGAACGCAGCTTTAGTGAAACTGTGACCAGC
AGAAATTAAACTGTTGTTAGCGGACCTGAAAGCTGAAATTATTTAACAAGTCTTTTATGT
TTCTAGTGTAGGTCGTTTGGCCTTAAGATCTCAAGTAGCTAGATCAACATGCTCACAGTT
CTAAAGCGCTTAGAACAAAATCAAAAGTTATGAGCCAATTTCCCTCTCTGTAGTTTATTG
TACAAAAAACAGAATCTGTTACTGTATGTGTCATTTGAGAATGACATAAACTACTATTTG



TTNCTGTGCTTGTC
>BJ744510 ID   BJ744510   standard; mRNA; EST; 729 BP.
AGCACTTTGNGTTAGCTGTGGTTTTCCAAGCAGAGCACCTTGTTTCCTGGTCTGCAGGGT
TACTGGGTATTCCCAGAATTCACAGTTCTGGGATAAGACTGCAGAATGAACTTCCTGATT
GTGACCCTGAGCCACACGATCAGTAACGCCTCCAGACTTTGACTGCTAGAGTTCATTGTT
CAGGATGGACAAGGCTTTTTCCTCATTCTTTGTCTGATTTTCTCTCATCTATAAAAGCGT
ACAGTGTCCCCCGCTTATTTGCTGTTTCGAGTTTGTGTATACATCCCGCAAAAAGAAAAA
ATTAAAAATGCATACGATTTACGTAATAATTGCATATAATTGCATGTACATAGTGGCTGT
GTGACACTGCCTTAAAATGAGCATGCAGAGTAAGCGTTAATGAAGGGAGGCTTTTCATTT
AAATATTTTTGTGAGCGAATCCTGTCTGGATCTTTGGAGAGTAATGCCTCCAAATGCTAA
AAATTCTTATCAGCTAAGTCTTCTTTCTCCTTGAATGCTAAGACAGGACTGACGGAAGCT
AACGTACCCTCGGAGTGGTGGGAGAGGATGAGGAGGTTCACACAGGCAGCTCCAGCCCCC
GAGCCAAAGATGGTGATTCTCTCTGGGTCTCCTCCAAAGTGGCCAATGTTTTCATTGAGC
CAACGCAGAGCCTGGATCTGGTCCAACAAGCCATAGTTCCCCTTTGCAGACTGGTCCCCT
GTGCTCAAA
>BJ744525 ID   BJ744525   standard; mRNA; EST; 761 BP.
ATGTTTCTAATTCATTAAAAAGGAAACATTTACATATGTCAGTGTAATACAGCTTTGATG
TAAAAAATAAAAAAGACCATGCTTAAACAGTATGCAGAAAAGCTTACATTGTACATCTTG
GAATTAGTTTTTTTCCTTCATCTACAGTTCACTTGGATTGGTCAGATTTGGTCCTATTTT
TGTGTTTTGGATAGGTACTTCAGAATTGTTTAACAAAAATTACAACTACACAAATCCAGT
TAAGATCAGCCAAATATAAAAAGTTTATTGAACAAGTTTAAAGGTCAAGTGTATTAAGAG
TATTCTTGATTCAGGTAAGTATTTAAAAAGCATCAATATGTTACAAAACTGTTTTGCGCA
TTAAATGTAAAGTATTGGTTTAAAGAAAGTATTACTCATACTTACTCAGTGTAAGTCACT
TATTGGTTAAATTTAAAAAATGCTACAACTACAATAAAGAGCACATTGAACCAAATGTTC
CAGTGTTCCAGGACCCAAAGTGCTTTTTAGACTTTTTTTTTAAAGAAGCAAAGAACAGTC
GGAAACACAGTGACAGGCTTTTCTGTGAAAGTGGCTCCTTGTTGAGTGAGGGAGTGTTCA
CATGAGGGATCTGTTATCAGTCCTATTTATGGACCTGTTTGCGCTGCAACTACCAGCATG
GTGATGTTGACCTGCGGAGACCTGTGAAAAGCTTATACAACCCGTCTGTGCAGCCGAACT
TGATTTCCCATGGACACATCACATCAGTACATTTTCTGGGT
>BJ744527 ID   BJ744527   standard; mRNA; EST; 574 BP.
ACCTCCCTTATGACTGGAAAGTAAAAACACTTCAAAACAAAGCTCTGCAGATCTACAACA
GGGTCATAATTTCTGTTAAATGACACCAAAAAAAAAAGAACTTCNCNGNGACNCTTCTNG
TTTAANGTACAAGAAAAACGACNTAGTAGNGNGCCATCTTCTGAAAACAGACTTGAANGG
AAGTAAAATTGTAGNGTANCANGACNGNGACCCAAAATAAAGAACAAANCAGACAAAAAN
GTTNCCAGATCCNCATTTGAATTTACCTTTTANGTTTATTCNCCCTTAAAAATAACTAGA
TGAAATCCCTTTCTTTCATTAGCNCCGAANTTTGGTAAAAAAAAATGAAGCCAAAAAAAG
TTCANGTCTGAAAGCGAAAAGGTAGATTATCAAACNTTTATAANGTACAAGTAAAAANGA
CCCAGGGGTCTATAATAAGAACAGAANNGTTCAAAAAAATAANCNGAGCANCCNNGGATC
CTNGTTTAANCTAAAANCNCNCCTAGAATAAAANCNGNGNGCAAAACAGCAGGTAAAATT
AANCATCTNGGCTTCTATAGTCAGATTTCTTAGC
>BJ744540 ID   BJ744540   standard; mRNA; EST; 749 BP.
TACATCACATCATTTTTTTTAGAAACATGGTTACCCTTTAAGGGAACAATATACACATTT
GCAATATTTACAAGATTAGTCAATCCTAGTATTGATTGTCTTCGTATCCCAGTATTGATT
GTCTTTGAACAATCAACGCCTCGGTGTGTTACAAAAAAAAAATCTGTCCTACTTTTCTAT
TCATTCTCTGTTTGTCTTTTAAGGNGCACATTTCTTTTGTGGAGACACATGAAAGAGTTC
TTCCAGCCAGTGGATATCAAATGTGTGAGAAAGACGACAGTACATTGACCAACTGTGTGT
TTTCTGTCCTGNGGGAGTGTCGGGAATTTAGCTGTCAGGAACAGCCAGCGGGCTCANAGG
ACACTGAGACTCCAGGCGGTGTATTGATGGCGATCTCTTTTGAGGTTTGATAGAGGAGGG
GATGTCAGTGAACATGACCGATCGACCGTCGGGACACAGCAGGACGCTGGAGTCGGCCTC
ACACTTGGNGGTTCTGCTCGGCCACAAGGCCTCAGCCGGCCTCAGGCCAAGGCCCCCCGG
AGAGAGAACGTCTGTGTTTACCACTGAGGCCTGACTGATCTTGATCAGCATGTCCAGTGA
CTGCTTCCGACTTTCCAGTGAAGCCCTCAACGCCTTCCTGTCGTTCTCATCCTCATCCTC
TTTTTTCTCGTCCAGCTCCTCATCCTCCTCCTCTTCCGTATCANTTGTGTTGTCTTGAAG
GCCGGCGTTCTCCTGTGCAATCTGCTCAC
>BJ744541 ID   BJ744541   standard; mRNA; EST; 738 BP.
GACGGACTTCTGGTTTACAGACCGTTTTTAAGGGGAAAAATAACAAATGTGTTTTTTTTT
TGCATTAAAATTTAANGATGTTCCAACACTTTCAACAAAAACCCACCTACNGAAAAAAAT
ATACNGAGATGTTAGAATGAACAAATCACATTCAGTATTATAAAAATATTTAGAATCATA
AAGCAGGAGCTGCTTTTAAAGGTTTGGGTCTCTTTCAACTTAAGTCAGTCANACTTTTCC
ACTTTAGTCAGTTTGAGAGTTAGAGAGNGAAGCAACTGATGCCTCAAGCGTATTGAAATG
GCANAATCCAGCTGTTTCNCAAGGACCCAAACAACAAAACAAGAATAAAGAAATTAGCTT
TGTACTGAAATATATAGAAAAAAGGAGGTTGTTTGGAGAGATTTGTGAAATTTCATCAGT
TATTTATGATGGTTCTCAGGGACGCANGCATTCACNCACACAAAACACACNCACACAAAC
ACACAAAGCACAAGTTTACAACTGAGTTCGTTTTCATTCTTTGACTTCACCTTATTTAAT



AATTTCACCACAAAGTTGTANAAAGCAGCTGCTTAGGAGTCATTTCTGATCTACTAAAAT
CCGCACAGATGTGCCCCTCAGGCATCATCTTTGTATTTTAAAGTTGCATTTTTTATTTTA
GTAGAATTTATGAATATTTTAATCTGTACNGGCAGCCACTAAGCAGATTCCCAATGAAAT
GAAATTATTTTTTCTTAC
>BJ744610 ID   BJ744610   standard; mRNA; EST; 389 BP.
ATTTTTTTTCTTNAAGTGTGTANTAAAGGNNTGANATAGANCGANAGACCTGCCATTGTT
NGCAAACACTTCNCAACGTTAAGTGATNNAATCTCCNAAAGTGTTTAANATCATAAAGAA
CAGGTCAAAAAATACCTTTTAAGCGATGGACATTTTCTTTTTTAATTCANTTTGTANCTA
NCAGANAATGAGCTTNAATTATGTTTTCTCTATTGATAAATAAACTAATGTTCATTAANC
ATAAGNNAATNGAAAANTCNGTTTCTTANGTCNAACTGTATTTANNTACCGNNCTTATNT
TTTTCAAAACNTAAATNGTCTATCNNGNCTTCTACGGCTCANGAAGTGCCTCTAACTANT
TTTACAGAGGCTACAGCATCATCCAGTGG
>BJ744611 ID   BJ744611   standard; mRNA; EST; 255 BP.
CTGTNCNNGAAAATGAATGTGCCNCAGGCTGATTGAGCGTGGCACGAGAGTTCTTGTGGA
TGGTGATCTTGCCTGTANGAACTANCAGGCTTGTTCTGACCTGCACGCATTCTTCAGCAC
CACCACTATCCCCTTGCCNTCNGNAGCANGCTGCACACCNACAANCTTTTTGTGCACCAG
GCCATTAAAGCGNAAAGAGTTCCTGNCCNTCANATTGATGNGCTCANTGCTGTAAGTCTG
TCCGTTCCTCNTGAT
>BJ744628 ID   BJ744628   standard; mRNA; EST; 159 BP.
ACGTCCCAGTTCTATTAAACTGACNTGAATCTGAAATTGTGATCNAAGTGCAACAGCCGC
NNAGCTGATGCTGANGAAAGAGTTCNATTGTTTGGCTGCNNCGTCTGTNANGGAGGAATG
CNTCTACTTATCCTCCANAGACCCNGCCCCTTACCCAGT
>BJ744630 ID   BJ744630   standard; mRNA; EST; 724 BP.
AGGTTTTGNGAAAGTTACACACACACACATACAACNAANCCCCTCCAAATCTGCATTTTT
CCAAAAACGATAGATCCNGTTCAGACACACTGATCAGGTCTTACTTTTCTGATTTGCAGA
TAAAAAGTCATTTATTTCTGCTCACAAAAAAACACAAACAGATTAAATTGNGCTCATTGA
ANGGAAATAAGTACAAATGAGGATAATCTTTGTAGTTTCTTTTTCACACTTACTAGTAAA
GAATATTTATCCACAGCTTTCGTCACCTTTGTAGTAGATTATGCTGTAGGTTTCNGGTTT
AACACCCAAAGACAGATTGAANGTGAAAACTGTTCCATAAAAAAGAAATAAAGATTTCCC
TCCATCCTCATCACCCTTTCTCCGTCCATCCATCCNGACACGGTAACCATTTCTCTCACA
TCNGTTCAGCATTCTCATCCCTCTTATCTGGTAGCAGCCTTCTCGNGGAAAAGACTAAAT
ATTTGTAATAACTTAACNCATCAGGATAAAAACAGAAGGAAATAAATTAAGGTGATTGCT
CCACAGTGTGGACCTGCCTCAGCTGCTGNGGTTTCTTCACTTTTCAGTAAGAGACAGTTG
CAGGATTCTCTCCAGCTCCTCCTCTTCTTCCTTCTGCTTCCTGTCCATCTCTTCCTGCTC
CCGGCAGGACAGCTCCATGGCGATGCGCATCTGTTCATCGAAGCTGCTCGCCACACCAAA
GTTT
>BJ744635 ID   BJ744635   standard; mRNA; EST; 103 BP.
ATTGCTTGNNGCCCCNCTTAGGCAACTATTGGTGATGAAACATTGAAAGTTTTTGAAGCT
TTTCACCCNACNCAACCNAGAAAAATGACTGCANNATAANNGC
>BJ744640 ID   BJ744640   standard; mRNA; EST; 699 BP.
ATCTTTTCAGTAACACGTAACTCTGAACTCATAGCCTTCCAAACACACACTCTTGACAGA
TAAGATTCAACTTGACTTGACAGAAACCATGACCAAATAGTGAAAAAGTCAAGATTGTCT
GTAGTATTGAAATACAGGTTTTCTTTAGGGAGAAGAAACATATGAAAGTTAATACTGTGG
CATTCCCTCAGAAAATGACTTCTCCTCTCCCGGCTGAACTATCCACAACATACAGAAACC
CATCAATGTGTGTTTTGATAGCAGGGATACTGTGATGGATACATGTAAAACTATGATGAA
GAAGAACCCCTGAGATAGACTGAGCCTGGAATGGGATGTGTTCTCTCCCCTTGTCAGAGA
GGTTTTGTTTGTGGCCTATATCACAGTGCCCCCTTCTGGCAGGAAGATTTGTTTTTATTT
TTTTAAATTAGCCTCTGAGTCTGAACATGTGTTAATCGATTACTAGATATGCTTATGAGG
GGAAGGAGTTCATGAACTCACATTAAACAGTCCTTAGAAATATTGTTTTGTCACAAATTA
TTCATTCTTAACAATATACTTTAAAAATGACCTGACATTTGCTTAACTTTTTGGTCTATG
GATAAAAGTTATAGTTAAAGGATTTTACTTTTCTCTAGTTGTTGACACATTTTGGTATAA
AATGATGATAGACATTTCAAATATTAACTTTTCTGTAAG
>BJ744652 ID   BJ744652   standard; mRNA; EST; 149 BP.
CAAACAAAAGGANTGNGAATAAAATGCAGCAAAAATAGGAAANCCCAAATTTNCGNCTTT
GNGTNCAATTAANAAGCNNTTCCNTTACCACTGANAGGGACCGGGGGGAGTTCTGTNCCA
AACAACATGCAAAGGTTCTGTTGGNCNCA
>BJ744658 ID   BJ744658   standard; mRNA; EST; 302 BP.
AGCACTGGCATGGAATGTTTCTACAGGAATGAGATGGNGAATGACAGCGGCCCACANNTA
TGACGATGCNNACATGCCNGGAGGATTGTGGGCCATGAANAGCTGTTCTCCNGCTTGTCT
TGAGGCAAGAGTTTGGTCGCCTGAGACCAACANGAGGAAGTGCTGCAGGACCGAGCGGCT
CAGTANAGCCAGCTGAAGGCACAGCTGGTGTAANTGACCAGCTCCTCCGGCTGGAACCAC
AGGGANATCTCCGTGTTGNCNCTCTCCACANANTCACTGCCGNGAATGATGTTCTTGCTG
AC
>BJ744669 ID   BJ744669   standard; mRNA; EST; 677 BP.



TTTTTAGAGTCTGATGTGTCAGAATAAAAACATTAAGTGTCGGCTACTGAAGCAACTTCA
AATTGAAAGCTCTAAACTTCCTCTATGAATATAGTGTGTAGCACATTATGTGTAACGCCT
CAGGCACGACAAATGCCGCCCCCTATGAAGTGCCGCCCTGGGCGACCGCCCACATCGCCC
ATATCAAAAACCGCCACTGCATACAAACAATGTATGACAACAGAGAACAGAACAATCAAT
CAGAAAGGAACATCACTGAAAAACAGTTGGTTTGCATAACAGCTCTGGAGAGAAAGGGAC
AGACCTTAAATGACTTTGTCTAATGAAAATGGATGACAAGTTATAGAGTCCAATGGAGTG
AAGTAGGAAAGATCTCCTGTAGCGGTTTGTGTGACAGTGAAGCTGCCTTTGCCTCTTGGA
GAAGGAGCTCCGCTGACTAGGGTTGGGCGATGTCCCTTAAATTGGCCGTTGACGATGTTT
ACCGTCAACCATCGGGATGGACGATGACATCGTCGGGGGTGGGGGGGTTTGGGGGGGGGT
ATTTTTTACATTTTTCGTTCTTATATAACTGCTATTCGTTTTCTTGCTTTTTTCATTTTA
TTTCCCAACTAATGACTAATCCNCGATGATCCNNTATAAACGGANGGAANTGACTTTNNC
NNNNNNNNTNNCNNNNT
>BJ744670 ID   BJ744670   standard; mRNA; EST; 165 BP.
GTGTTACAGGATTCGCCCTTNAGAGGACTCTGNTGGATCGTCTTACATTTTTCNCTGTGA
GGCCATAAACAAGNAATGANGGGACAAAAATNGGAGACAATTTGGTTGTAACNTTGTAAA
CACATANCATACATTACATCACAAAAAAANNGGTTGNCNGTGACC
>BJ744679 ID   BJ744679   standard; mRNA; EST; 699 BP.
TGTATTATCATTGGTTATTATAATTATTATTTGTTGCTAACTGGAAACAAAACAAACTCC
CCTTCCCCGAATTCTTCTGCATTTCTTTCCTTCCAGTCTGTCAGTGACTGATCTCTCCAT
TCCTGTTAAGAAGCTCTTCTCCATCATGCCCCTCCTGCCAGCCCCGTCCCACTTTCCCAG
AGCTATCATAGCAGTCGCTCTGAGAGGCCGGCGATAACGAGCGACCTGGGACGGAAAGGT
AAATCCATCTCAGCAACACGCTGGCAGGACGCCCACACTCTGTGTGTGTTTGTGTATTTA
CTGTATGCGTTTCTTTCAGATGATGTCAGCGATACCCATGCTGGGGCAAATGTGAACTGA
TGAGAGTACATGCATAAGTACACCGGCACATGTGCCTCCATGTTTGAATTTCAGAAAGAA
TTTTAGCACTCAATGTGATTCTGTTAAGCCCTAAAGCTTTTGACATGGTTTCACCTCCTC
TCAAAACTTTTTCATCTGTTCTTTATTCTCTAAAGATGCTTTAGTAATATGGGGTCCTTT
CTTCTTGGGGTGTTTAAATGTGTAAATTAGGCCGATCAACAAATCCTTCACTCAAAAAGT
GAAACTTAATTTTCAGACTGCATTGCATTTGCCTGTTATTTTTGGTGTAATATCAGCTTG
TACACATTGGTTATCGAAAAGATATTACCCCTTAAAAAA
>BJ744700 ID   BJ744700   standard; mRNA; EST; 618 BP.
ACTCCACATTTGCAGTCCCGCCCACAACTCGAAGGCAAATTTCTGATGAACTACTGCCGA
TTTCTGCAGAAACTATTTCCAAGAAAACAACCATTTTTCTTTTATTTTGGCTAAAAACTG
AATAATCAAAATTAAAAGACCACTGGGAACACTTTGACAATAGATCAATATATGACTGGA
GTAGGATGGCGATGGCGGAAGTCTTCCTAACAAATTTGATTAAAATGTAAAACTGTTTGC
AAACTTCCACAAATTTTTTTAAGAACACAAAACACAACATGTATATTTCATGGCTTTACA
CCTTTCTCAGTATCACCAACCTGTACTTCTTTTAAGACAGATCATATTACATGTGGCTAA
ACCAAATTCCTCCTTGTGTCCCCCACTGGCTTCCTCCGCTCTGCTAACCAACCAGACTAC
TTTCATTTGGGAGAGACCCACACACAGACAGACAGACACACAGAGAGAAACTTACAATGA
AGCCCAGGTTTTTCCACTCTGGAAAAAAAAAAACNGTTCCTTCTTTTAACAGGAGAACAA
AAGANATGGCCNGAGCTGCTCCTACCTCTGTTTTTTAATTAAGCANGTCCCTTTGCTTTC
ACACATATGCACACGGAC
>BJ744705 ID   BJ744705   standard; mRNA; EST; 814 BP.
ACAATGCCCCCATTTTCAGAAATGTTCAAAATATGAACATATTAAGTAAAATAAAAATGT
ATATCATAGAATACCCACAAAAAAGGAATAAAATGAAACATAAAGAATCTTTAAATCAGT
ACACATAAATCTTAACGATTCACTGCACAGCTTTGAAAGCCCACAGTGTCACATCCTCAT
GAAATGTATTCCCAAAGAGCAATCAGGGGAAGGAAAAGAGGAGATACCGTGCACTCATGT
GTTTGAATAGCGAGTTTTAGAAATAAGAACAAGCCTTCATTTTGAGAAAATGGCTCTCGT
CCTCCCTGCTGTGCTCTCCGTGCTCCTCTCCCTCCCCATTCCCTGTCTCTGTGTCTGCTC
CTGCGCAGAAACACATGGCAACATCCTGCTCAGCACGACACATCAGCCAAAAGTTCACTT
CCTGCGCCTCAGCTCTTCTCCTTCACACCAATACTATTCCCAGGACATGCATTAACAGTC
CTTCACGCACTCAAACAGAAAGATGACACACAAACAGATGAGAAGAAGCTTTCTATAGAT
CCTCAACTCTCCTCCTCCACTGTTGCACACATTATTGTGATTTAGCAAATTTCAAACAGT
GCATATCCTGCAGAAATGTTCAAGCTTTATCGCCCTTCTTCCTGCTGTACAGATCTCAAG
TGGCTGTAAAATCTGTGTTGTTTTAGTGGTGCTGGCAAGAAAACGTAATGAACACATTTG
TATTTAAACTGGGAAAACTAAAAATCAAATTCCCACGACTCATATTTATTTTTACATCAA
TGCACATAGTAATNGGCAAAGCTCCTATAATCAC
>BJ744706 ID   BJ744706   standard; mRNA; EST; 745 BP.
AAAGTCCAAAAGGTATTTTACACTCCAAATAAAAAATAAAACCAAAATCAACATTGTAAT
CTTTACAGTAGTTTCCTCTTGCTGTCCAAACAAATACTGTGGATTTTAAGTGTGAATGAT
GTGTCGACATCTGTGAGCCTCAACACAAACAAGCCATGATAAATGACGGTATCTCTGTTA
AACAAGTGTTCTTGATCTTCTTCAACAAAACCATTTTATTTACTCTTCCCTACATAAAGG
CAACAGTTTCAAAAAATGAAAATCATGTTTCTCTTTGTGAGGAAAAACTGATGACGTATG
CACATACACACACGCACACACGAGCGCTCTGAACAGACAAACAGAAAAAGTGGTCTCCAG
AAAAATAAATAGGTGGCTCATTTTGAGGAGGAAAAAAAAAGGCAGAAACATGCTGGGCAA



ACATAAAAAACATTATAATAGCACAACAATGAAAACGTCAAATGTTAGGACAGAAAAGGC
GAGATGTAAAAAGGAAAAAGTAAGGAAAGCGTTCCTTCAATACTTTGAGCCTTCATTGAA
AAGTTGTTTCACCTTAAAATCCATTACATGGAAGGAAAAACACACATTAAAAACAAAGGC
ATGTTTGCATGTTTCTACATCTAAATGTTTCGACAAATGCTGATAAATGCAACCGAAACT
ATACATAATACAATATGAACAATAGAAATGATGATCATAGTCACTTAAAAAAAACACAAC
AAAAAGGGTTTTATGGTTTGTGAAT
>BJ744711 ID   BJ744711   standard; mRNA; EST; 224 BP.
GAACTACAAACGAACAGAANTGATGCCNAAAATGGTTCTGAGCGAACGCTGAAAATCAAN
ATGACTTTATCCAAAGGACNACNTTGATGGATCAAGTCNACGGGNAGCTCCTCGCTCCTT
CGTCTCTCTTCNTCCACTCTNAAGTGAGGATGGATNACANCAGGGTGGAGNAAAATACGG
GCTAACANAAAAAAAAAAAAAGGNNAAANCGACCCCNCCCCCNG
>BJ744716 ID   BJ744716   standard; mRNA; EST; 571 BP.
AGATTTCCGACCGACAGCTGATACAACATCAACCTATAAATATATCAATACTCGTCTGGC
GTTCAGTACAAATATAGAAATTTGTTCAGCACGTGGTTATATTCCAAACACTGCAGTGGT
CACAAACCCAAGAAAATACAAGAACAAACAAGAAAAGCTGGAAAAATACAAACTAAAATA
GTCTTTACCCAAAAAAAAAAANCTTTTTTGATTTTGTAANGTTTNCCCCATTTTCCTAAA
ANANCCNTTANGTANAAGGGGGGCCNNCTAGGGGCAAAGNGNCNAACNGCNTTAAAGAGT
TTNCNGAACCATCACACNCCATCNCNCNGGGTTTTTGAAANCAGATGNGTTAAAACNTTA
ANGCTANAATTTGNGTANCGATNACCNTAAANCANTNNGANGNGAAAAANTAAAANTTNC
AAAANNGATCANGAAGTTTAANCNGATTTCATTNGGTANCANCTNGCCGGNGANAGAAAA
NATNTNGANATTTNCNGGNCNGAAANGGANCTNGAATAAAANAANCACNCAAAAAANGTA
GCATTTNTTACANTAAAAAAAATGAAATAGA
>BJ744743 ID   BJ744743   standard; mRNA; EST; 694 BP.
TATACTTTCATAATAAGTCATGAGTTCTTACAGATATAAAATAAAGAGAATGTAACTGCA
TCTGAATGCATATTTGAATTCTTTACAGGTCAAGCGTTTCCATCCCGGGGTGTAAGTGGG
AGACGATTTGCAAGATAAAGTTCTAATAGAAGAGCGCTCTGGAGGACTCGGCATTCCCAT
CACAAACACATTTCATCTTTGTCTTCAGCCTCTGTGCTTTTAATATTTTTTCTTTACTTG
TAAGTTTGTTGTTTGTTTTAAAAGTCCCTACAAAAGCAGTGTTTTAAGAAAATGTTATTA
AAGTTGAATGCTTTAGGAAAACTCTTGTCAGGAAAAGGATCTTCAAGGTTGGTTCTTCGG
ACAAGTGAAGAAACTGTTGCTTTGAGGCGTCGCGTTTTCTTTTGCTGCAATTGTGGGACG
TTCTCCGCTGATCCTCACGTTATATGTTGATGATCTGGAGAAGACAAAGTATTTGTAGCC
CTCCTGCTCCTGGGTGCTGGGCACAGACACAGCCGCTGCGATTTGGAAGGGGAAGCCTTT
CCAGGATTTACGAATGTTTATGGCTGGTTCTAAGATGGTCGCTGCTTGGCGAGCACTTCG
ATATCGAACTGTCACAATCGGATTTCCAACTTTTCTACCACAAGTCCTGGAGGTGCCAGC
CTGGTATGAGTATTTCTGAACAAACCTCCTCTCT
>BJ744753 ID   BJ744753   standard; mRNA; EST; 125 BP.
ATCCTATCACTTACTGGTTTCATACACAAACACAACCAAAGAAAGAGTTTACAAAGACTA
CAGCTGGACACCAAACAGACTGATATTAAAATGCTACGAGTCTTTTTTTTTTTCCTGGTT
GGTTC
>BJ744754 ID   BJ744754   standard; mRNA; EST; 255 BP.
ATTATAAAGGATCATGCANTAAGTTGCTNTCAAATATANNCNGGCACAGTGACNGGATGT
CGTTGGTGAAAATTTAAAAAAAAAGTTTTGAGAAAAATAACNACTTTNAATTGACCTGAA
ANCNAAAATATTACAGCATGTTANAACACAAACATGTGACANATTTTGGATGAAATGACA
CNNTANCTGAATAACTTTTTTAAGTANAAGAGTAGCTGCNTCCTTTTTCCACTCCTATAG
CTTCAGACCTGTCAT
>BJ744756 ID   BJ744756   standard; mRNA; EST; 764 BP.
TACCATACATCACAACAACCTTCTCAGGTATCTAGTCTTTGCCCAGTAATAACAAAACTG
CCATACAAAAAAAGTGCAGATTTCAACTTAATGTTGCATATTTGACATCACACTTTAAAT
CAAAGCAGCAGCAGCAGCAGAAAGGTTTGGACATGACGTGGCTGAAGGGATGATGGTCAT
TTCCATTACTACAAACATTTGTCAATGAATGTTTAACCAAAACATCCACTGTTGCACAGA
TGTACAAAACATTTTTTAAGAAAAAACGTTGCAATAAAAGGTTTTCATGCACACAGCAAA
AAATAAATAATTAGTAAAACAAAGGCAAAGAAAAACCCTGAAATTATGATGATTTGATGT
AGGAATGTTGAGCTTAATCACATTTTCATTTTTATCTTTTTACTATCCAGAGTTAAGTGC
AGAAATCATAGGTAAAATGTATTCTAGAAAAAAAGAGGTGGCTGCCATCTAGTGGACAAT
AAGAACTGCAACCTCAACCCCCAAATATAAGTAAAAACTTTTTAAGCTGATGCTTAAAAA
TTATGTTCAAACAAAAAACATCACAGCTTTTAAAACAAATAGTATGTTTACATTCAATAA
ATACACATTTCTACACTCCAACTACCGGTATATTTCCATACAATATGTGTCATGTAAAAC
AGCGGGTGAATAATATTTAGGTGTTAAAGAGTATATTAATGACATGTATTAATGATAAAT
AACAAATTTGACAAATCCAGTTTCCATTCNACTGTACATCTAAA
>BJ744757 ID   BJ744757   standard; mRNA; EST; 136 BP.
GAGCAAGAAACAGAACTTCTGATACAGAAAATACAGTGTTTAAGGAAATAAAATAACTTT
GAATTACATCTAAAAAAAAGGAGGGGGGGGGGGGNCNNGGGNCCAAAAAAANGGNCCNAA
NCCCCAACCTTTTNCG
>BJ744761 ID   BJ744761   standard; mRNA; EST; 720 BP.



TCGGTACAAGTAGAATCCCTCAGCATTAAAAAACAAAAAAACATTCAGTTCATCCTCTTG
AGGAAGAGTGGACTGAAATGTACAGTTTGTGTGTTTTTGACTATCTTTGGCAAGCTCATA
CAGGAAGAACTATAGTGTAAAAAACTGTATTTAAAATGAATAGTTGTACAGAGAAATGTG
TACAGGAGAGGTTATGTTTCAGAACACAGAGTTGCACAGCAGAGATTTGAAAAGTACAAA
CAGAACAGTGCTTGTTGAGTTTAAATGTCGAGAATAGGTTCTGAGGCTGCTTCAGGAACA
CAGATTTAAACAGGGGGCAGCCAGAGACGTTCAAATATTTGAAACCGTTTCCATCTGACT
AAGAGACTCCGTTGACAGCAGGTTGTGGGTTCGAGCCCTCCTTTTCAGAGGCTTCGGGGG
GGTTCTCGGTGGAAGAATTTGCAGCGTTGGTGCCGGTGTCGTCAGAAATACTGTGTGCGT
CTTCGGGTGGAGCCGAAGAGCTGTGCTCAGTGATGACATCCACCCGGTTCAAAGCTTTGC
TTTTCTTGGTGTCCTTGGTGGTCTGTCTGCTCTGAGACTCAGATCGAGATATGAAGTCAG
CAACCGTCACTATTCCGTTTTCCCCAACTGAAGCATTGTCAGATTCACTCATGCCGTCCA
TCATAGTGGCATCCTCGTCTGTTCTGCGCCGCCGAGACCGTCTGCGGCGGTTTGCAGGCA
>BJ744774 ID   BJ744774   standard; mRNA; EST; 726 BP.
ATTCTGCAGTTTTAAGCAAAATTAGAACAAAGATTGGTCACCAACAGAGCAATAGTTAAG
TTGACAGTCTGTGGTGCAATTTGAACCTGAAGCTAGTCTCCTTTTGGGCTGTTTCCACCT
GTGAGAGTTTCACCTGTTCCATTGCGTATGCGCTCTTGGAGCTCAAACAGCTTGGTGAAA
TTGTCCTGCAGCGCTGCCTCAGTGGTGTTGACGTAGACGTACATGTAACAGGACGGCTCC
TCAGACACCGTGTAGACCTTATGGTAAGCTCCAGCAGGAACATTTATCTGCTCATTAGGC
TGGAGGGTGTAGTTCTTCTTCTCCTCCACAATCTCCACATTCACTTTCCCTTGTAGCATG
TGGATGCTGGTGTTGCCTAGGTCTTCACTCACAAAGTTCTCCAGGTGGAGACCTGAAAGC
TGATGTGGTTAGTTGGAACACATGCAGCCACTTTATGCCACTCTTACAAAAAAATACAAG
ACGAGAGGAAATGTGCAACCTGGGAAATCCGCGATGAAAACGATCTCTGTTTGGTTGTCC
AAACTGCTCTCGATCTCCTGGAATTTGGTCCTCCAGGGTGAGAGGTCCACCAACAGAGGC
ATGAGCCACGGGTTTGGCTGGAAAGGTGACCAATCAGCCGTCACAATGTCCACGCGAGGA
TCAAAGATCCTTTGCTGAAATCGCTCGTTGATCGACACCCAGATGTCGAAATAGATTTCT
GGATCA
>BJ744778 ID   BJ744778   standard; mRNA; EST; 696 BP.
AACATTCATTTAAATAAGATGATATAATGATCCCAACAGGAAAGCAGAAAAAAGTACATA
GGCAAAATATTAGGTGTAAAAACTTTCAGACAAGCTCATGGATACATGTACAGGAAGCAA
CACTGTGGTAGCAGAATGTCATACAAGAAGATGTGCTTGTTTTATGGACCTTGAACATGG
CTGAAAATAAAATGTATTTTACAGTATGTTTTTTTTTTCAAAACNCTCAAAATTGTCCAT
AAATCTAANCCGATGCTGGAGACGTGGGTGCCTTTTAAATTGNGCTAANGTACTTTGNGG
GCTTCNCTGAAATAANCTTTGTATTCNCTTTAATTAAATACTTTAATGATAGTGTCATTG
TTGCANAGCATCNCACCATAGTTCTATTTACAAGTATTTTGTACAACAAAGGGGCCAAAA
CTATCCTCTTATCCAGCTTCTCCACATGCAAGTGCCTCTATTAACGTCAGGTTTTCCGGA
GGANAAATGACACCGAGNGNGTTTTGGGTTAANGGCCTAAAATTGTGAACGTTTAGCATT
ATATCTAAGTTTTCTTTAGCTTTTATGTTAAAGGGATTGATAACAGGCNCTTAATAATAA
AGAAAAATATAAAAAATAAAACCAGTTGTGGGGATGGTCGAGGGAAAGCTAGAAAGGTAA
CACAATTCAAATGTCTCTCATTTACTACCTTTCAAG
>BJ744782 ID   BJ744782   standard; mRNA; EST; 606 BP.
CGAGCAGCAGAAAGCACGTCACAGTTTTTTTTTTGTCTACGACAAAACCTTCTTTTAGCT
TTTTATCCTTATCNATNCTTACNCAAAGATAGCACCAAAAGTGNGGNGNGCTAAGCANGG
TTGAAATTCACNGCCAAAACAACCCCCACGTGTTACACGACAAGACCCCTCCCACATCAA
AGGCTGCAAAATGCTGATGAGTTGGAGCAAAAGTGTTGATGANACGTTCGCTCAGCTCGC
ACACAGGTATGATGGCNATGGCTACCACTGCTGTCAGGTAGTTCTGTTCTGCATCATGGA
TGAGCATTGACCGGTTAANAACATTTGCGGACAGAATTTGGGGAGTTTCTTAAAGGTCTC
TAAANGTTTTTTGACATAAAAAAAGAGAGGGAGTTTTCANGGNGCCTAGATCACATCTCA
AATCCTTAAGCATTTAGTCTACGTAACTCANAAAAATAAAGTCATGANAGAAATCTGNGG
TCCCCAACTCTTTTCAGGCCTCGTACCAATATAANGTCAGGAGCGGNGANCATGAGGCTG
AAGTTGGTGNCTGATTTTTTAGCCTCCNGTTTTCCTTAACTTTANAGGGNGAGGTTTATC
TNCTTC
>BJ744783 ID   BJ744783   standard; mRNA; EST; 105 BP.
CAAGGAACATGGAGAGTGNAACGAAACTCCACCTACATANCTNNGAACGNTTCTTTANNT
CTTGACCCNCACNCCCNGCTGCCANCCGNCTGCCATTNTTCCTTC
>BJ744784 ID   BJ744784   standard; mRNA; EST; 504 BP.
GATATTTAGACATATTATTGCCATCAACCTTCATGTTGCAGCAGTGACTTGATAAGCAAG
AGACAATGTAGTTTGTTAACAACAATACAATAGAATAAAACTATTACACCGCATTTAGTG
GTGTCTTAGTGCTGTGTGACATATCCCAGCAAAATAAACAAACCGAAAAAAAAAAAAAAN
AAANNCNAAAAAANAAANAANCANNCGGANNATTTTNCTTTCTNCCGTTTTTCAAACNGC
NGCTACNGNCCNATNAAAGTTACCCNACTTTACCNCAAAGTTANCTTNCTNGTTTNGTNA
TTTNCCNCCCNTTTGAAANANCCCTTTNGGGGGNGNGGGGCTGCCAAACCCNGNCCGGGN
CNCNGCNGGGCAAACCCGGGCCNGNAAGGCNGGTTTGACNGGCAGGNAAAAGGGNACCCC
CCNGCNGCCNGCNCAGGNGTTCGGGTNATTTTGTTNCNCCGTTTTAGTTANCTNNCCCCA
NAAAAGGGAAAANCAAAAGGGCNG



>BJ744791 ID   BJ744791   standard; mRNA; EST; 731 BP.
TCTACNAACAAGTGTTGAATGGGCAGAAAAGAAAAAAAAAACATGTATCNCCATTCATTT
TGGTAGCNCGTGAGGCTTTCAATGGGTTGAACAAGTAATACAACAAAACACATTTTANGC
AAAAGACATGAAATGATGCANGAGTTTTTAATGCATAGTATAAAATAGTCAGTTGACNCA
CTTATACTGATATTTCATACAGCANGCACTTTTTTCACTAAAGTTTTAAGAGGAAAATTC
CTTTTTTCANACAGTGTTTGCTGTGCAGNGTTTGGTGGAGACAATAAAGATTTAAAATGT
TTGTGGACCGACAACAAGAAAAGTGNGNGAAAATGGTGTGTAATTATAGTCTTTGGCANA
NCAATAACCTGTAATCAAACATTAAGGCAAAGAAGGTTCAAGTCACATTTCTAACTCAAT
TCCAGTTAACAGTTTTTGTGTTTCAGCNCAAAACAAATACNCAGTTGAACAGACAAAAAA
AGTAGTATCTAAGCTGCAGTCAACACTGAAGTGTATAACCTATAATCTATGAATGGTAAA
ACTTTTTAAGCTTTTATTTTAAATAGGAAACAAAAACAGTTGGCTTATGTACACTTAAGT
TGCATCCAAAACAAGAATCAGAAATCAAAAGTTAGGATTTTGCTGATCCAAAACATATGT
AACACATCATCTCTAAAGTCATGCTGCTTAATAANGTAGACNGAAAACGATCAGCAGTTG
TTTTAAAAATA
>BJ744798 ID   BJ744798   standard; mRNA; EST; 719 BP.
GATCTTTAACACGTTTTTCATTGTATTATATAAGATATGCCCTTTGGTGTCTTTTAACAG
TCTACTGAAGAAAAGAAGATAAAATTGATACATAAATAGCACATTTTAAATCCCTCCTTT
AAAACAGAACTGACAGAATAAAGCAAAATTTTACACGAAGTGCTCCGAATATTTAGCTTT
TTTTATGGAAGATATGATCATTAGAGACATTTTACAACAACAGAAATAGACCAAAAGGTT
AAAAAGACATTGTGAGGGAGGAGCTAAAGCCTGTTTAGTGTGTAGGTAAGGATTTCAGCA
GGGATGCAGGATTATGGATTTCTGTCGATATCTGAACTGTGGATGTTAAAACAACAGTTG
TTTTCAGTTATGTAGGAAAACAGCAAGACGCGTTTTTAGTCAACAACAACACATTTAGGC
ATTGGAGTTGTTACCCAGCACACTAAAGTGCTGCTGTACAAGCACTGAAAACAGAAATCT
TTTCATCTTTGAGATTTTAATAGACCTTAAAAGCACACGGCCCTGCTGACGTTTACTGCA
GAAGCACCGATGCCTTCACAATCTTTGTAGATCAAAGGCGATCTAAACCTGCAGGAATAT
CTGCAGACATGTTCATGTCAGTCGATGCAAAAAAACACTATTAGATGCAAAACTTTACCG
ATACAAGTATTGCTTTAGTATTATTGTAAATGTCAAGATCTTTTTGAATTTTCCTGAAA
>BJ744804 ID   BJ744804   standard; mRNA; EST; 771 BP.
GGACGGATCACTTTCTGCTGACAGCAGGAAGTGAAGTCAAACTGCAGCTGTGGATGGCAG
AAGCTCTCCCAGAACGCAGATGTTCATCAATATTTAGCAGAATCGCTCCCTGATATCCTT
TCTGATAGGACTCAAAGACCCTCACGGAACTTTCCTGGATTGCAAAAGTCTTTATTTGAA
TGCAGCGCAAGCAAAAGCAGAGCTCAGTTTAATTTAGTTTGACGCTTTAGTAAAAAAGGT
GTTCATCTTTGCACTACTGTTCCTGCATTTCTAAAGGCTAATCATACTCAACCAAACCAG
TACACTCGATGGCCACATCCCTGATCACAGGCTGGAGTTAACTTGAAAGTGATCCTCTGA
TTGTTCTTCAAGCCTGGCTTTTATCTCTTATCCCAGTTTAGTTGGAAGCTGCAAGCTCAG
TGCACGTGTCATTTGTTTAAATCGTGTTCTCTCTGTGTCAGTCTACATTTGCATTGTTTG
TTTGACAATGTGCAAAAATCAGGTCGAGACATGGGATTAGCTGCTGGGAAAAAGGGCTGC
TTTATAGTCCAACAACCTTAAAGTAGAAACATACAGCCAAGGGTTTCAGGATGTTCATGT
ATTTCCTGGAATAACTTTTAAGAGATACTTTAGTATCAGAGATCTGTAGCCTCGGGAATC
CCAGGAAAGAACAAAGAGTAGCCGAAGGGATGGGATGTTTTCTAATGAGAGCAGGAAGTC
AAATGGGGTCACAGAGGAACCAAACGATTTCNCGAGACTTGTTTGACCAAG
>BJ744808 ID   BJ744808   standard; mRNA; EST; 714 BP.
GGGGGGAGGAGTAGGGAGAAGGAGAAACATGTACCATTAAAGGAGGCTTGAGTTAGGGAA
AGTATTGAGACACAGAAAACCACTGGAGCAGGACATAAGGACAGGTGCACATCACAGGTA
TCTTTTTGGTCATCACTATGGCAACAACATATCCAGAAAAGAAAAAGGAAAGAAAAAAAA
GAAAACAGTTTTAACTACAGTAAGGATAAGAGTCTCTTTACCATAGAAGACTCCAATATG
TACATCTTACAGTCACTACGTTTAAGAGAAAAAGAGGGAAATTAAATGGAAATAATTGGT
TTACAAAACTGTCTTTGTGGTATTTGGACTGCACATTTCTGTACAAAAGAAAGCTCATTG
GTATTGACGTAAACATTGGTTGGTTTTCAAACAAAACAAGACAGTTTTTCATTCCGTATC
CTTTGGAAAGTCGGCTATGATGTTCAGCAAAGTTGTTCCTGCTGGACCATAGGCTAGAGA
CATTGCTAAAATAAAGACACTAATGTTGGAAGGCATTGGCCTTAACTCGTTCACATATTG
AGTATTCCCATAGACATTATGTCCAAGAAAGGTTTCTATGAAACTGGAAGCTTGAAAAAA
TATGTTATTTGGAAGGCCATTTCCTTCATCCGAGTAGGGAACATAAAAGGACGATGAAAA
ACAAACNAGATAGAAATAAAAGCCCCCACAAATCCATTTGTTATAACAGAATAA
>BJ744815 ID   BJ744815   standard; mRNA; EST; 206 BP.
ATAGTTGGAAAAATATTATATTTGTCACATAGAAAATAGGCTGGACTCGCCACAAGCTCC
CCTGCTCCAAGCTCTCAGCAATGGGGAGGGAAGAGGGGGTGGTCATCAATGGTCCAGCCC
ACAAATCAGAGGTGAATTTATAAAAAAAAAAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGANAGAGAGAGAGAGANNNNC
>BJ744834 ID   BJ744834   standard; mRNA; EST; 409 BP.
ATTTTTCAGCAAAAGGCAATATACAGGAATAGTTGTCGTACNCTGCTGCTACACAGAAGA
TTTCAAACTGGAAAAGATCAAATTAAGGTTGNGATTCTGCAGGTCATCCTTGAGCTAAAA
TATTTTTTATTTCTTGAAACAAAATCCACCACAGCTCCTTTCTGAAAGAANACAANTCAC
ATGTAACAGAAANAAATTGTAATGGTACTTTAGGAACGCAGAAAAAAGAAAANAAAACCT



ACACACANGAANNATGAANACCNGTNCCCTTCNGTACCCANCAAGAANGTNGTTTTCTCT
TNNATTTTTNCCCGTTCANTTTNAAGTATACAATTCTTAAAGTGTCTTTACNGANCCACC
TATGCGCTATAAGGGGTTGCATTCCNTCTGAGCTTTAANATANNNAGAA
>BJ744837 ID   BJ744837   standard; mRNA; EST; 102 BP.
GTTCTCGTCNGAACAGCACCGNCTAAATGNTGGACNGGTTCNGGTCCACCTNGGTAGGNA
GGNGTCCTGCCTTTTCATCCAGCCCTTNGGAGGNGATGATGA
>BJ744844 ID   BJ744844   standard; mRNA; EST; 544 BP.
TGTCCAAGGAGGGACATGGTTTCATAAAACATTGCAACTTTTACAGTTTTTATGAAAACA
ANANTTTCACAATATAAAAAAATCAGATTGCAGTAGATCACAATTTTGAGTGTCTTTTTT
ATTATACCAAACAGAGTTACATATGGGAGTAAATTACCTTTGGTATCTTTGTATTAAGTT
ACATGGATGACTGACAATGGTGTCAAATGAGACAAGACAAAAAAATTGGAATAATGTTCA
GGTGAGATGCCAAAAGGAAGACGAGAGACGAAACGAATAAGCAGGAGGAAAAGAGGATGA
TTGTTAANAGAAAGGTGTTGATTCCTAAAATTGCATTGGNCAGAATACGTGTATTGTAAT
GACTTAATCATCGTCGTCGTCGTCATCGTCGTCGNCGTCGTCGTCATCGTCATCGTCNTC
NTCATCNTCATCATCNTCGTCATCNTCCTCATCNTCGTCNTCAACTGCGTCNTCGTCGTC
GNCATCATCCTCGTCCTCGTCGTCGTCNTCGTCGACGTCATCGTCGTCNTCGTCNTCNTC
NTCG
>BJ744852 ID   BJ744852   standard; mRNA; EST; 733 BP.
TTTTGAGTTGCACGCTGTTGATTTCTCTGCTGCAGCAACACAACCTTAAAAGAAAATAAG
AGAAGGTGTCTGAAGTGTAATTGACTAAAGGTTTTAGAAAAAATCAATAAACCTTTGTTA
AACATCAGGCAGACACTTTTTGTAAATATTTCCAAGTTTATTCTTTCTTATAGTTAGGGT
TTGTTTGCTGTTGCATAAAATATTAATCACAATGTCAAGAAACCACATAGATTTGATTGT
GTGCCAGCAATTCCTTTTATCTCTGTCCCCACCCGTGGCCTCATGCCACCGCTAAAAATG
AAAACCAGCAGAGGTTTTCATGTAGCAAAATATGTCAGCCTCGACAAAAAAGTGAACCAA
AGAGCTGCACTGACTCACTTAGATGCACTCACCGTTTTAATAACTGTTTTTTCTTTAAAG
TGAGGAACACTCTCAACTGTTCAGGTCAGAAAGGACTGTATGACGAAATTGTGCATGTCT
CTAGAAAAAGGACAAAGTGGCTCATGCTGTTCTTTAATTTACAGAAAACATTCTATAAAT
AAAGTCAACTGTCGTCCTGTGCCCCACCTTCCTTAACCTCTGTCACCATGAAAATGTCAG
GTCATTTAAAAAGCAGCTTCCTGCACTTACTCCTTTCATGCTTCTTCGTATTGGGGGGTG
GGGGCGGGGTATCTGTTTGAAAATAGCCTGAGGTCCATGGAGGTGGGTGGATATTGAATT
TATCTGCATCCAG
>BJ744857 ID   BJ744857   standard; mRNA; EST; 562 BP.
TCAAACCTCCAGTGCATGCTAACGACATTAATACAAAGAAAAAAGTGCATTTCTCATTTA
ACAGTGTTCTAAATCAGAATTCTATAGTGTCAAAAATATGTCATTGACATGAACTGGAAA
TTAATCTACATACATTAGGTCACCATCACCACTGTTTGGGGATTCAAGGCAGCTAGATCA
CAACACTGGCTGTTTTTAGTCGATGCAGGCAGGCAGACATGCCCGCTAAAGACCTCACAG
TAGGCAAAAGATTCCCTAAAGTTAACTGATCTAATACACTGGCACTTCAGCAGCCTGGAG
CTGGGAAGCTCCACAGCTCCTCATAAAGCGTTTGTAAGTGACAGGCACATCTACTGCCAG
TCATTTTGAAGGGAGGAGGGTATGCAGAACTGCTGGGTTAATCTTCAATGGAGCGGATGT
ATCTCTCATACGCTGCCTCATCCATTAGGCTGTCAAGCTCAGCAGGCTTGGCAATGGTCA
TCTTCATCAGCCAACCTATAAGGGAATCAGGTTCAGCCGTGAGTCAAGGTCAAAGATGCT
TAATGCCAAAAAAAAAAAAGCA
>BJ744860 ID   BJ744860   standard; mRNA; EST; 695 BP.
TGGTACAAAGATACTTGAACATAAAAAGAACTTAAAAAAATTGTCAAACATCTTTGAATT
GTTTGTTGTGCTTCTTCTTTCCTTTTTTTTTTGGAANGAAGCTGTACAGATNGTAAAANG
NGAAACAGAAAAGACGAAAAAGATAAAGAACNCAGATNCNTGAGTTTAAAAGGCCCTTGA
AGGACACAAAGCCNGTCNGGACAACANCAACAAAATAAACNCAACATTTTTAGAATCNCA
AAGACGGAACAGGCCACTTAGGTTTTTGCACCAACATACAAACNCAACTCGCTCACATCA
NAATCNGNGNGAGAAAAGTANGTTCTTCACATACNGNCTACAAGATGAAANGTCAAAGAT
ACTTGCAGAAAACACGATTCANCCATACTTGCNCAGGTACGCTTTTAATAAAAAACANCA
AAAAAAGAATAATTTACNTCACACTAGTCACATGNGTTATGCAACAGTCAATAAACATTC
AGCAAAAATAGNGGGAACANGTTTAAATAGAAAAAGAAAAGTATTTCTGAAGTCACTGNG
CAAATTATTTTGGATTAAATCTGTCANGAGGAANAGTCGCCGTCTAAAGGAATTCCTTAA
CCTGGCTGTCTGCATCTCTTTAGACCATCTATTTCTGATAAGGAGNGCGTACTTTAGCGC
CAAGTGCAAACAGCTTTTCAATGTTGTGCATCAAA
>BJ744874 ID   BJ744874   standard; mRNA; EST; 734 BP.
ACATTCATATTTCAGAAACAACCGTTTTCCTGGTGTTGCAGCGGGTTCCATTTGAACAAA
CCTCATCCAGTGTGATGACAGCACGTGGACACCAGGGGGCAGCACCACGCCACAGGGCAG
CCTCACTGCTGCGGCTTCTCTACGGCTGTCCCAATAAGAGACAAACATTCTGCTTTAGTT
AAAAACAAAAGAATACATTTTGTTCAGAGCCTGACTGGAGGCTTAATAGCGCAGCGACAT
GAAAGTTGATTCCCCTTAAAACGGAAGTTAAACTTAAATGACAAAAATGGGGTTGAAAAG
ATACATAAATGGCCTGAAGCTGCAGTTAAGGTTTGTGGAGGTGAGTTTCTGCTCAGGTAC
AAACAGATCAGGACATTTATGTGCAAAGACATACAAAAACAAAAAAAAGGGTGGAGACTC
AAACCCTGATCCTCAAACGTCTTTTCATGAAAGCTTTCCCCTTTGGGGACATTTCCAAAA



CGTCAATCCTGGAGTTGTCTGCATGTGGACGTGCTGTGGGAGAGCGTCCCCCCACAGCTC
AGCCCTTGGAGATGCTGTTGTACGACGCCTGGGACGAGGGGTCCAGAGGTTTGCTGGCTG
CTTTGTCTTTCAACGGAGGGGCTTTGGGTTCGCCCCCCACGATGGGCTCCCGGTCGTCCT
CCAGGTCCGAGTCGTCGCAGCGGGGCAGCTGCAGCAAGGTGGTAAGACCGTGCAGGTCGG
CCATCTTGTGGAAG
>BJ744884 ID   BJ744884   standard; mRNA; EST; 745 BP.
TTTTACCACATTTTTAAGCAAACACATTGGTTTTTCCCCCCACAACGCTTCAAAGCATTA
CACGTTTTGAAGATTACACTAAAAGGCTTCAGATAAGAAATTGAGACAAAAAATAGACAG
AAAAACCTAATTAAAAAAAACAACAACAACAACCCAGATATGTTTAAATCCAGCATTTGG
ACGCCTTTGTATCCAGAGACTGGGATTTTCATTTTAACATTTTTAAAGAATGTATTTGTT
TATGGTGCTTCTACAATCAGGAATTCTGTCCTCACAGACCTGTTCTTCTATCCTCCACTT
GTTACATGTATAAAAAGCTCCTGTTTGAACCGATTAAAATGACTGCCTTTTCTGCAAAGG
GGACAGGACGATCCATATAAAAGGAAAGGATTAATGGAGCAGTGTATGTTGAGATTTTGG
TCAAAAACCTTCCATCATTGAGAACACTGAGGATGAAACATGTCTGGATATTCCAGCATA
AAAGTGATCATAAACCCACTCCCCAGATAACACAGGAGTGGCCACATAAAAAGCATTTTG
TGGTTCTGAAGGTTCCTATGCAGTATCTGGTCCTCCACCCAATTAAAACCATATCTGTGG
AGGAAGTTGAAATTTTTTGTTGCCCAGCAAAATCCCCAAAACATCACAGCTCTTGAAAAG
ATCTGCATGGAACAATGGACCAAAATAGCAAATACAGTGCAAACCTGGTTACAACCTATT
GGAAACTTCAGATCTTTGTCATTGA
>BJ744886 ID   BJ744886   standard; mRNA; EST; 737 BP.
ACAGGTTGACGCTGGGAAATCAACTTGTTGGAAGGTCAAATGTTTTCCTTTAGTCAAAGT
TGAACTCATAGTGCAAATTTTAACATTAAAACCCTCCAGAATGGACAGGACAAGACAGAG
AACATGAATGTTAGGTAGAAATATTTACAGACGAAGTGAAACTTGGTGTAAACTCCCAGC
ATAGTTTGTATCTGCCTTCTCGGCTCGGCGATGCAAACCAAGGCCAGTTTGAACATTTGG
ACCTACCATGTCCCTCCTGCTAAAATACAACAATGGTGTGGTCTGTGGGAACAGTTACAA
ACACAGGAACAGTTCAGGCAGTGTTGAATTCTTTGCAGGAAAACGTAGAGCAGCTTTCAA
ATACCCTGGTAAACACAATCCTTTGATTATGCACTGCAGTTTTATAAAAGACATTTCATT
AAAAAAAAACATTACAAAAAAATTGTTGATTTACTATTTCCAAAGTAAGATTTTTTTTTT
ACTGACNCTTAACTTTTTGTTTGAAAACTAAAAATTTGAGGCCAAAGGGATGTCTTCAAA
CTGATGACGTCTGGGCATGTTCGCTTGGGGCTTTGCTCTGCAGAGTGCCAGAAACGGTGT
CCGAGTCAAGCAACTCCACTACGCTGTACGGCGAACAGTCTTCAAGCCCCAGCTTCCCAC
AAGCCCAACCACAGAATCCTTTCTCCAGGTCTTTCACCGACNGCCACCACTCGCTGAAGG
CCCAGGACNCCTGAACC
>BJ744890 ID   BJ744890   standard; mRNA; EST; 617 BP.
TAAGACAAGTAGAACATGCACAAAGGAGACGAAACAAGCAGAAGATTAGTAGCAGGAGCA
GGAGTGATAGGGAGACGATTTCAATTCAAACCTTTTCAGGACAATCATGACACCAAAAGG
TTGGAAACTCAGCCAGAACCCCATTTACGTCTATATACAGAGATGTACAGCAGCTAAGAT
GCAGTCGATGCTGCATCAACATTTATCCTGCACGCCTTCCGTTACCATTCTAAGCTCCTC
CCCCTGACATCACAGCAGAACACTACAGCCTACATGGAGCTGAAACTACAGCGCAGTGAT
CAGAGCTCTCCATCATGCTGAGGGCTCGTTTATAGCACTGTTCATTTAAACGCATCAAAC
AAAAATATAACAGCTTTAATTTGGAGACCTCCCTTTACATGATGTCTCGCTCCTCTCTGT
GCTGTTCTGGGGACGGTTCCGTCTCCCGTGACCGTTGGGAGTGTAAAAAAAAAAAAAGTT
CTTTGGANGATCNCCTTTGGATCTTTAGNTTCAAAAAANTTACCGGCCCANTTNGGGGCA
AAACCTTAATCTGCTGCTCTGATGCAAAACAAACAACTTTTCACNCATCAAACGCTAAAA
GGCTTCTCCNGGGATTT
>BJ744893 ID   BJ744893   standard; mRNA; EST; 138 BP.
CCATTTTAAAACCAATCACAACACGTAAAGCCGTGTNCCAAATGCNGAGAACATGTCGTC
ATTATCTCACCNTTNTAACAATCAGNTGCTTCGCNTGNTTTTGTTGGGCAAATCAACANA
ATCTTCCANCNGTTGGAT
>BJ744906 ID   BJ744906   standard; mRNA; EST; 101 BP.
TTNAAANNTTTNNTTTNAAANNNTTTATTNGGNAAAAAANCNCCCCCCNAANCGGANGGG
CCCCCGGAGNAGNCNCNCGGCGNANTTNCGGGGTTAAACCT
>BJ744910 ID   BJ744910   standard; mRNA; EST; 104 BP.
AAGAATATTANAAACANNTGCANACNACACCTGTTNCAATCTAAGACATGCTTCGTTGAN
ACTGGTTTAANAATACGACACACAGGTTGAGGAGTANAAGANAA
>BJ744913 ID   BJ744913   standard; mRNA; EST; 704 BP.
ATCAGAATACAGTACTTTTTTTTCATTAGACATGTTTTTTTTCCTTTTTCTTTTATTGTT
ACGTAAAAAAAACAAGAGAACACTCAGTGCAATAAGACAGAGGACTTACAATGCGGTGCT
CTCTCTACCTTTTCACAGTGCACGTTTATACACACAAAAGATTGTACTACATCATTGTTA
CATTTCCTGCCTCCCCCCACCAACATCATGATGGGGCAAAGTGAATGCCTTAAAACAATC
ATTTTTAACTTGCAACTTGCATACAGTGTAGCTTGGCACACACTCATGAACCCACACGGC
TCTCTCCTTCACACACACACAGAACATAGAGGGATCTCTGCGTCCTTCATCTTCATCAAA
GAAGGTACTGCCGGGCAAGCTCTTTTGTCAAAGCGAACCTATTTTGGCAAAATTGACTGT
GCATTTTATGACCAATCAGATTTCTTTAAGAAAGGGGGCTGAGGTAGAGGGAGAGAAAAA



GGGAAAGAAGGATGTGTAATTGATTGCCTGATTTGTTGTGATGAAAGATGTGAGGTACAC
TTTTTTTTTCCTTACAAAAGACAGCCCAAAAGCTTTGAACTCGTTGAGCAACCTCCTGTC
CAGAAAAGGTATAACTGTTGCCATGTTATAGGTCCGTAAACGATTCCAAATTGGTAGCAA
GCCCAACTGAAAAGGTAATGCTGTTAAAGATGCCTGCATGTAGC
>BJ744937 ID   BJ744937   standard; mRNA; EST; 403 BP.
TCTCCCTTTTGTGACGCATTGCTNATTGCTCNTATTTGANCACCAANCTATATGACCCAA
TTAGGANGTTGTGTGAAATGTATCGTGACNCTTGNTTAGTCGTGAGACTTTGTGTGGAGA
CGTTCCCCTCCTGTCNCTAGCAGCAGCTTTAGGCCAGCTTTCAAATTCCTCCCAGCCTTT
AGTTGATCNTCGCAGTTCCCACACTAATCCACTGAGGCCCTGTGTTTTTTAGTGANCGTA
ATGTCTGATTACTCATGTCTTTTAACNATCTTTAAATTATGTTNTTTGTGAAGTAGGACA
GAGGAGGATGAAAACNGATGGATGTTAATTTAATACGCATTGTGGTAGNATTTNTATTAT
TTGGTAGTGATGGTGTTATGGCATCCTTATGCAATAGAANTTT
>BJ744939 ID   BJ744939   standard; mRNA; EST; 274 BP.
TGTAAAANAAAAATATTTTCTATTCAAATCNTTCANGAATACNTTTGCAGGGAANAAAGN
GGAGCCGGCCGNCCCCCTAAAGGCTTCGGCGTTTCCCCCGTCGGGNGCCAAATGAAAAAC
TCCNCCNCCNCCGNGGGCCGGGGGAACAAATCCANACNCNCGCCGGCCAAAACTCGNGAC
CNGCTCAGGATNTTCAAAAGTTCTCATGAAAATAACGTCNCACCAAAAANATGTCAAATA
AAAAAAGAGNGGNTAACNTGAAAGCGNGTTAANA
>BJ744943 ID   BJ744943   standard; mRNA; EST; 702 BP.
ACTTCACATTGACACTTGACTTTTTTTTGTACACATGTGGCATCACAGAGTCCTTTGTAA
AAAAAAAAACAATAAAAGACGAGGACGCNCTGATTTAGGAAAACNCCTGTAACNCAAGAC
AAATACNGAAGAAACATTCAAAGATGCGACTAACTCCNGCTGCTGNGCATCATCNCATTC
AGACNCAGAATTAAAAAGGCAAAGTAAACAAAGCTAGNGCATTATAATAAAGATGAGAGT
ATCAAAAGTAACAAAAGTCCTTCATATCANCCTAAACNCTCGNGGANAGTANATGCGTCT
GCAGGAGGNGTTGCTGAATGTTAAAATGNGTCTGCAATCCAGCANAAGTTACTTTCTACN
GGATTTATGAGTTTTGTAACCCAAACTAAAGTGATTTTAACGACNGGAGAACNCATTCAN
ATAAAATGAAGGGTTGGCTGTAAAGCANCAAATGTCTGGCGGCTCGGACGACAAAACGTG
TCAGTTTCAAGTTCAGTTAAGTATCATTAAAAAAAGATAAAAATCCATCTTCAAACACAT
GTAAGAAATGTTTCCATGCAGACGTCAGTGAACCCAAAGTCTATGATGCTGGAAAGAAAA
TCCTTCAAAAGTGTTTAAAGGAGTTTACCATCCAGCCNCATATATCTGGCTCATTTTTAT
GATGGAGTATTAAGGGCCACCATAAAATTAAAAAAGTTAATA
>BJ744960 ID   BJ744960   standard; mRNA; EST; 748 BP.
AACCCTTTGTTCATATGCACCCAGGTTTTCATTCAGCATTTTCAAAACTGCAGTCTTTAT
ACAATCATTACATACCAGTTCAATATTAAATAAAATCTTTCAATTCTCCAGGTGTATTAT
CTCTAATCTTTACATAAACATATATACAAATACACCTTATCAGCCAGTGTCTGACCATTG
AGTCCCATCATTTTATGATGCACAAAATTAGAAGCAACATTCTGCATTCAATAACATTAA
CATGTTCAGTCTGGACAGCTTAAATCAATTTCAATATAATACTTTTCTGATTTAAACTCA
ATAAACATTCTTCACATAAACTCAAACCACATCAAAATCCTTGAAAAACTGTGTTTTAAC
ATTTTGCCTGCAAGTTCTTACACGGGGCATATTGTTAGCAAAATACGTTGTTAGCAAAAC
ACGGTGCCTGCCAGGCAGCGCTCAGGGCAAAGACACGCCAGAATCACAGTGTAACGGTTT
CGCAGCGGCAGTTAAGCCAGATGTCTTTCAAGTTGCCGTCCGCTCCGTAAAGTTTCTTTA
TATTTCCCTTTTTCTTTCAAAGTACTCATAAATAATATATACTAATTTTATGTCAAATCA
AGTGATCAAAAGAACATATTTATGGTACACCAACCTGTTGAGAACAGAAGAAAATGCCAC
AGCAATGAACACAGGATGCTTCTCTGTCGTCGTCCAGATNGCGTCTGAGGTGCTCATGCA
CAAACCCACCGTCAGAAACAACCCAGCA
>BJ744988 ID   BJ744988   standard; mRNA; EST; 733 BP.
AAGAATTTTCATTACACCTTAAAGTGATGGTTTTTTAGGAGCTGTCCAGGGTGCCGATTC
GTATTCTGAAATACTATAATCCAAGTTTGCTGTCTGAACTCTTTAGTGTGCATTAGTGGT
TTAAACGTTTCTCATTTATTTGCAGGAATACGGTCTTTATGTGAATAAATTCGAGGCTTC
ATGTTTAACGAAAGATACTCTACAGCCACTCAGACAGACGGACAGACAGCTTTCACAGAC
ACGGAAACAGAACCAGCTGCAGGTCGACTGTGAGTCTGTCAGTCTTCTCTAAAGGAGTCC
ATGAGATGTTCCTGTGTGTTAGGAGGAGTTCTTATACATGTTCAGGAACAGTCTGCAGAG
CTTCATCTGGGTCTCTGTTGATGCTCACATTTTTTGGCCTCTCCCTGTGCGTGTTGACGG
CCTCAATATTCAAATAAAAGGACTCCACCTTACAGCCATAAGCGACTGGTGTGAGTTTGA
GCACAGTGTGAAGAGGGCATCTAAGATAGGGCAGCTCGTCTGCAGGTTTGTCCAGGAAGT
ACGCGAGCAGGCAGCGCATCACAGCTTGGTGGCAGATCACCAGAACGTTTTCCTGCCTCT
CCAGCTCCATGATGACGGGCTCCAGGCGGTGAACCAGATCCTCATATGACTCTCCTTTGG
GGTAGCGGTATCGATACTTGTCCTGGTCTCTCAGAGCAAATTCTTCCATAAGGTTTTCTT
GAATCTCTTCGTA
>BJ745004 ID   BJ745004   standard; mRNA; EST; 108 BP.
TTCCTCTCTGGAGNAGCGATGATCTNAATCTTCNTGGTGNNNGGGNCCAGAGNAGTGATC
TCCTTTTGCATGCNGTCANCNATTCCGGGGNACATGGTGGTGCCTCCA
>BJ745012 ID   BJ745012   standard; mRNA; EST; 126 BP.
CGGATTGAATGTGTTTTATTGGCAGCCTANANAGGGTNATNGTAAGCAGATAAATCTGNC



TGTGGGAGAANAAAGCTGAGACNTACAGCTGGTGAAGTACAAAAAAGNTCATTTGTTTTT
TTTTNT
>BJ745045 ID   BJ745045   standard; mRNA; EST; 232 BP.
AAAGGTAANCCCTTCTCCNGGACCCAGCNNACCGNCTCGCTGAGGCTTCAACCTTCCCAT
GTTTCTTTCCTCCTTTAAACAAAAGCGNATGACATCCCATCCTTCANCNNAACANTCTGA
TGANGATTCCTGAACCTCAGTANAAGCTTGTGGAAGACGTTCTGCTTCCACNATGAANTG
AAAAACGGGATNAAACNCNTCGACNACTCCCCGTGTCGTCCCGGTCGGTTTA
>BJ745054 ID   BJ745054   standard; mRNA; EST; 715 BP.
TTGAGCTCTTCAAAAAAATTGGATAGATTTTTAAAAACATTAAAAGCTTATAAAATATGT
ATAAAGTACATTCTGAAAAAGCACAATCATAGGCTTGAATAAATTGTGATTAAAAATCTA
TAAAGTTGCAATAAAAGAAAATGACAAAATGGAAATAAAAGTTTTTACAGTTTGCTACAA
TATACTGACATTGAACATCACCCGAGAGCTGTGCTGTAGATGACATATAATAAAAGTAAA
AACAACATATAAAGAAAGTATAATTTCCCCGTAAAGAATATACATTTTACTTGCAGAAAA
CTTACNTTTAACGTTTTATTTTCATGTATAAAAAGTATATGTTTGGGAAAAGGACATGTA
AGAAAAAACTATGACTATTATATGACATATTAATAGATAACATAGTTGCCTTTTATATTT
ATTATATTCCACATAGACGATTTCTATATGATACATACACATTTTTGGTTAATGTCATGT
ATGAAAAGAACCAGAAATAGGCCACTTTCAGGATTTTATCATATAAAGGACTTATAAGTC
TTAGAAGATGCTCATATATGTGAAACACACTGCAGGTCATGTTAATTTCTTATAAGTTAT
ATATAGTTTTTTTCCGTATGGGCAACCATCTAGATCATCTGTAGTTGAGGCCGGTACTGC
TGTTTCTTCTTTTTGACTAAGAAGATGAGCANCATTACCACAATGGCTAANGCAG
>BJ745083 ID   BJ745083   standard; mRNA; EST; 704 BP.
GTGATTTTAGAAACCGGTTTGCGGTATTGCTTGGAGGACATAAAAGCCGACGTTCTTTAA
ACCAAAAATCCCCAGACGAAAGGAAGAAGAAGAAAAGGAAAAAAAAGGCCACACTACAAA
CAAAAATATACCTTCCCTTTCAATAAATAAATAAATACTTTAAAATATTGTACAAAATTT
GAACTTTACCCTTTTTTTCCAACATTTAATGGAAGTTCTGTCTACAAATATGAGTTCATA
AATATATTACTTTTAGCAACACTCGTGTTTAGGTGGATTTATTTGGAATATTTCGTAATT
TTAAGCAAAAAAATGGATTAAAAACGGTATGAAAAATCTCTGCAGAAACTCTATTAATAC
TGCTCATATCACAATTGTTACGACACAATAAAATACTGCAAATTATCAAAACTGTACAGA
AATACAAGTTCCTCTAAAATACATTTGGAGAAGACTGAAGAGAGCTCGTCAGTTTAGCAG
GAGCCGGTCCTCAGTGAAAAACCCCTCCGTTCAGGCTGATTGTTGCCCCCGCCTCCGTCG
CTCTGCCTTGGGGGGGCACGGCGTGGTCGGCTCCACCAGCCGCTCAGCTGCTCGCCACAC
CTTTCTGAAGCTTTGGAAGGCTGATGGCTACCAGGAGTCTCGCTGAAGACTCGTCATCTG
GGAAAGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
>BJ745090 ID   BJ745090   standard; mRNA; EST; 752 BP.
TGAAGTTGTGTTCGTTTTAACTAAGCTTTTATTTATGCGTTCATATCTACTCAGAGTTGA
CTATTGTTCTGGTTAACAACCTTTCTTTTTATGCTGGTTGAAAAGCAACATGTTGTGCTC
AGACTTCCCCTAACATTCCAGGAATATTCCAAGCTGCTGAATCCTGACTCCATCAGAACC
CCTTGACTCTGACTATAGGAGGTTAAGACAAAAAATGATGAAAATGGTTTAAAAAAGTCT
TTATTATTGATTTACATTGATCTTGACTCATCCTTTGTTTGATTTTTCTGTACTGGTTGT
CATGCTGGTGGTGAATAAAATCATTCCTACATGTATTATTGCTAAATATGCTCAAGGAAA
CGAATTTTAAACTTTTATTTTGTTTCACTAATGAAAAAATTAGTCTTTGACATTGTGGTT
AAAACTGACCCCACTTGGTCCTGCATGCAGCATTTCTGTACTTACTTTTAGTTTTTAGGT
CTTGATGAGGAATCTTACCATGTAATCCCATGCCTTAACTGATGATTGCTCACAAGTAGT
GGTGATAAATGAGCTTCAGTGAATCATGGTTTTACCTTTCACAGCTCTAATTCTTTCTAT
CCATGCTCTGCACTTCCTCAGGGTTTTCATTTTTGCTTGTGTTATTGCAATAACAAATCT
AACATGCCGCCTAGTGATTACAGCCATCATGTGATTTTGTGTTACTGAGCCTAAGCTATG
AATAAGCAATGCATTTCATCCTTTTATCAGAC
>BJ745112 ID   BJ745112   standard; mRNA; EST; 298 BP.
AACATATNGCTTTTACCAATGTGATACTCTCAGACNATGTGTTTTTTTCTAGTCAGTTGA
TGATGCTGATGCTAGCACTTTTANCCATTTTAGCATCATCTTCAAATTTTCAACAGTACA
TCCATTTTTATCAACNATTTCAGCTTTCATGCTTAACTCCNTCTACAAATTTTGACGTGT
CTTGNTCATTCTACTTTTACAATGTTCNCCTTTGGCTTTTGATCCTTNAACTTNTCANNA
TATTCCAGGATTTTGCAGGACNGTTCAGCNATTTTTTCAACAATTTCAACTTTCATGC
>BJ745125 ID   BJ745125   standard; mRNA; EST; 760 BP.
CAGAGTGTTTTTTAATTAACCCCATCAGTGTTTATTTAAAATTGTTCTGAATAAGGCTAA
CGCTGCGGCTAATGTATAGCAGTGTCGGACTATGCTTTTTTTCTTTTTTTGCATGCTAAC
AAAGCTGGAAGTTAGCATAGTCACAATAACATCTGCTTTAGTTGTATTAGTCTGTTTTTT
TTACGTGCTGTAAAGACGTTTGGGAGTTACAGGTAGTGTGAATACGCTAATACGGCTAAC
GTTTCTAAGGTGGCTAATGTGTAGCGGTGGCTACGGCTATGTCCAAATTCCAACCCTAAT
CCCTAACTACCCTGGATTTTAAAGCAATTCGGATAACATGCTGTTTTTTTGTTTTGTTTT
TTAATGGCGAATATGACGTCATCGATTTCATGAAGTTAAAATCGAACGGAAATGAGCGTT
TTGTGACAAAAATGTTGATTGTTTGTTAAAACAAATACTTTTAAATACATGTATTTCGTA
AAAATATTTTTGACGCAATGCATCGTGGTCTATATTCTAGTGAGCATTGATGCACACTGG
CTTTTCGCAGGGACTTCCGGGAAATTTCTAGGGCACTCAATTTTGGAATTGTAGATTTGG



ACAGCTCTACAAAATGGAGATAGTGCACTATGTTTTGATTAATGTTTTTAAAAACCCTCC
CACTCCCTGGGAGGACAGGAGTCTCTGCAAAGCTAATGCTAAACTTCTTTATTCGGAAAA
GTTGTAACCTTGAAAAATTAGACTAATTTATGACTGGGGG
>BJ745133 ID   BJ745133   standard; mRNA; EST; 774 BP.
TCAACATTCAGTAAAGATTGAACAAGGAGCAAATCTACTAACAAACAAAGCAATAGGTAG
GCTGTAAAATAAAGATGCAAAGGAGAAAACATCAGCCAAAGCTTAGAAACATGCACATGA
ATTCACGTCACAAATTCTTTCACAACTTTGCATTAGATAAGAATCATGATATAGAGCAAT
TTACTAAAAACCCTCAGGAAATATGATATACACTCGTGAAGGTTTCTATCCAAAGAAGTC
ACATAAAAACAACACATCATCTGTAAAGATTCCCTCCTATCATCTTGTGATCTATTTTCA
TAGTGTTTCTGAATTATGACTTATGAAGTTTTTTTTATTTTTAAGGGAAAATCAAATAAC
CCATGTCCTTTTCTAGGACATAGTTTCTGCAGAGCGGCAGGAGTTTATTAGAACTTCACC
TCTGAAATGTGGGACTGTTGTGGTGGAACAACCCCATCCCCCTTCCCCATCACTTTTGTG
CGTATTTTCTACGTAAATAAGGCGCTCCTTTTCAAGCTGCATTTTTTTTCCCAACCTGAT
TCACGATTTGAAAAAGACATAGTCAGAAAAACAATTTGAAGCTTAATTTTCTTAAAATAT
GTCCTCTATCGTCAGAAAAATGTCACAAAAACGTGTTAAAAAACACCATTTTCATCAGAG
TGGGTCTTTGAATGAATATGTCAACCATAGGAGTTCATAAAGGTAAACACCAAATCAGTC
CTTTTCAGCATGGTGTTTTCTGCTCGAAGTTACACGAATTCATCATTTATTCNC
>BJ745146 ID   BJ745146   standard; mRNA; EST; 558 BP.
ATTTGGTTGTTTCCCAGAGAGGGCAAAACCTAAGTAAAGATAAGGACACTCTTCATTTCT
TCAACAAGAGGTAATATTTTATGGTTACAGTAACCACTGGGCCAAAATTTCAGAGACAGC
AGCTTAAAAAAAAAACCTCACATTATTGAACCACTTTGTCAAATCCCATTGATGGCATCA
TCACAGTCAGGCAGCATCACCCACTTTAGCACAACTGTGTTGCTTTGTTTTCAAGCAGAA
ATAAATGGCGTTTTTGAAGCTTCTTATGCAGCANAGGAGTGCGTGTATCCNATGCCTTTT
GTTGATCAGAAATCAAAATGACAATAAATATACATAAGAAAATAAAAAATAAAAAGTGAA
AAAAAGAAAGGATTACCTGACATTACAACTCAACACTTTACATTCCAGCAACATGTACAT
TGCAGCAATTAGTGAATGGCAACAAAGAAAAAACTAGTGGAGGACTTTGCTGGCATCAAC
GCTGGCGCAGATGTTTCCATCGTCATAGTGTGTAGTGGCTGTGCTTTTTGTGTGTGTGTG
TGTGTGTGTGTGGGGGGG
>BJ745177 ID   BJ745177   standard; mRNA; EST; 602 BP.
ACGGATTTACGTAAAGTGCCAAAAAAAAGAAGCGTGGAGAGCAAAGGTCGCTCTCTGATA
AACGGTTTTTAACCACGACGGACAAGGCAGCGCGAGAAAAAAAACTACACACAACAAAAA
CGATGTGTGACGACACGCCGAAAAGGCCTGAAAGCTCATTGGCTGACGGAAAGGCTGCTG
GAAGAGCGCCGCTTTCATTCAAGAGTCTGCTACTGACACGTGCCGCCGGAGCGGGCGGCC
ATTTTTTTCTGATGTGAGGGGAGGATGAGGAGGAGGAGGAGCAAAGGGGAAGCCAGCAGG
TTGGGGTTTTTTCTAATCTCGCCACTTTAAAGCAGAACAACGCACGCCGTTTCACCAGCA
GCGGCCTCCTGGGACTCAAACCGCTTTCTAAATGAAAACGGTTGAACTAAACGCCGACAG
ATCCTCAAATACGTCAGGATGAAAAAAGAAGTCAAGGATGAGGAGAAGTTTTCAACATGA
AAGACGGCGCCGCACCTCAATTATCCTGCTGTAAACAGGTGATGTCTTTAAGGGGGGGGG
GGNTTTCCTTGTNAAGGGNCAAAAGGGAGGGGGCAGGTTTGCTTTTAATCCAAAANTGTT
CG
>BJ745197 ID   BJ745197   standard; mRNA; EST; 680 BP.
ACTTTGAAAAAGGCAAAAAAAATACAAAAATACAAAATGACAACTCAAAGAGTATAAATG
CAAAAAAATACAAAATAGAGGAAAAAAGAAACTATTTAAGGCATTATGACACTTCTCATC
TGCATATCATCTCTCCCTCCCATTAACCTCTCTTGTTATTTCTGGCTTTACATGTAAGAC
TTTACTGTAAGGCCACTTGTCCAAATGGCGTCACATTAAGGCACCGCGTTAAAAAAACAA
TGTTTATCTGGGTTTGTTTGTGTGTGTGTTCATGTCTGCTTGTTTGTATGAATCTAGGTA
TGTATTTGTGATAAAGTGAATGTGTAGAGACGGATCTGGATTTTTCTGCTTAGACAACCA
AGCAAAAAAAATTAATACTCGAAACAAAAAAAACAAAACAGATGAACTACACATTAAACA
CAATTGTTAAAAAAAAAAATCANAAATTTCCAAACATAAAANGGTTAAAAAAATAAAGCA
AATATAANCNTTGAANCNGCNCTAAGTTAANCATTTGTTGCCTTGACNCAAAAAAGTAAC
ATTTGAATAGAGACAGAAATCTACGNGAAAATACTTTCTTTTGTTCCAACGCTGATAGAT
TTGCGGAGCTTTGGGTTTCAATTCTTGATGTGCAAATAAAGNGCTGCATCAGGTTCTTCN
CCNTCANTTGATCTTCAGGA
>BJ745204 ID   BJ745204   standard; mRNA; EST; 701 BP.
CATTTGACATAAAGATTTGTAGAAAGTAACACAAAGGCAGTTCATAAATAGAAAACAACG
CCGTCTCTGTGGCTGACAGTCCTCGTCCTCCTTAAATTATTAAAATATACATCTGACGGG
AAACTGGAGAAATGACTGAAACAAGTCGGACGTCCCAGAGAGGAAACGTGACTGCAAACC
AAACCCAGGAGCATCGCCGTGGAAACGGCTCTTCCTCAGCCTGTCCGTCCATCCCAGCAT
GCAAACAACAGACCGGCCGTCGACCGTCAGGCTGGGCGGGCCTTAACGCCCTGTGACAGC
GGCCAGCACGCCAAACGGCCACGAGTAACCGCTGAGCACCGTCTGGAAGGAAAACGATTC
TGCCTCAAAACAACAACAGGAACGCCGAAACCGAGATGTCAGAGCTGAAAGGAAGAGTCC
AACAACAACGAGGTCAGGCCCAGACCAACCACCAGAACGGAAAACATCAGCTTCTGGTGA
TTCCACAGGGGAACCTTTCCACTGCTCCCCCCCCCCCAGCTGAAGCTGCAGGTTTCTCCT
CCGTTTCTGTTGAAGCTTCCGTCAGTCAAAGGCGACACCAGAATTCCTCANAAAGCCGTC



GTCCCATCAGCATCTCTGATCTGCTCCTCATTTCCATCCATGTTATTCTAAAGTCTCCTC
CCCCAATGAACCCCTTCAACGAGGCGCCNCCNCAGACCAGA
>BJ745209 ID   BJ745209   standard; mRNA; EST; 360 BP.
GCATTTAANCTTATCCATGGCAATTCAGGCAATAACNAAGTAGTGCNAAGAANATAAACA
TATTCAGATTGAGAAAACTGCCAACCAACCCTGCAANACCATCCTTTGATGCANCCTGCT
GGTTTTCNTACNGGACTTGTTTGGAAAAGCTGGTAGTGCAATATTTTACNAATACTCNTG
GGAAGCNCTGCCCCATACCNTCTGNGNANCTTTTAANGCTGANNAGCTNTTTAATTAAGA
GTATTTCATGTCACCCGAAAGATATTTTTTATGCTAGTGACCCCTTTGCTTATCAAATGC
ANAAGACTCGCCNNNGATATCNTTCGGGTGACATGAAGAGCTCTTNAATTAAGAGTATTC
>BJ745225 ID   BJ745225   standard; mRNA; EST; 731 BP.
CATACTTGGAACTGGACACAGTTTGTTATAAGCTTTACAAACAAAGCAGCATTTGAAGAA
AAATAAATGAATGAAAAAAGATATGCACATTTTGGCAGAAATAATAGAAAAATACTTTGC
ACAAACATACATTGCAAATAGTCTTACTACATTCATGAAACAACATATAAACACTCAACT
AAAAGTTTCTGGTTATGACTGGGAGGCATGACAGATAGTCAAAACATGAATCCAAATTTT
TGCATTTTGTTGGTTAAAAATGCATCATTCTGAAATGTTGTTTTCTATTTCTTAGCTCAA
ATGACTACTTATATATAGAAAAACAACAGCCTTTAATAAGTAATTTTCACTAAATGTTAC
CAACGCAACAGATTTATTTAATATATTATTTATTCAATAATCATAAATATATGTTGATAT
TGAAACAAAAAAATGTATGACAAAATCCAAGACTTTTAAGTTAAATAAACTGCACAATTT
ACAAAATATACAGAAGTTCACTGGATAATTAAAAAGATCTCACTAGAAATGATTAAATGA
GGCTTGTTTTCAGTATAAATCTTTAGCCAGACAACCAAAAGCCACTCAGATTTCCAGCTA
TGATTTAACAGAGTTAAACATTTTGAAGCAATAATAGTTTTTGACTTAGTTTTCTGAAAA
GACACAGCANGTCTTACACAGTACACGCATCATACATAGAATCGCACAGTATCTTGCAGA
CNATGCAGCTC
>BJ745235 ID   BJ745235   standard; mRNA; EST; 699 BP.
TTTGGAGGAAACTGTTCATGTAAAAACAGGTTTTATCCAGACAGACAGACAGAACNTCCA
TTGAAACCTTTCAGGTCTTTGGAACTAAAGAACAAAGATGAGTTCTGAGCCNAAACCTGC
TTAATCTCCACATTCAGGAGGTCAGACGAGGGCAGACCAAACCAGAGGTGGTCAGGACTC
CTGATTTGGACCATCTAGGTCTGGTTCGGAAGTGACCCACNCACATGTCACTCTGCTGCA
TAAATGTCTACTTTCTTGTCCTCCTGCCAAACTCCAGGCATCTCANCTCTTCANAGGTGC
GGTAAAAGATGTCCAGNTCCCGGTTGCACCAGGACCTCCACACAACCNGAGANCACTCCC
TGTTTTCCTTCTGGAAGCCACAAACCACTGCATTTTTGGCCACAANTGCTGCTTCCTCCN
GAACCCCCAATGCGAAGTCAGTGGGAGGGCGGAGGACGGCCATGACACAGCCCCTCANTT
TATTGGTCTCTGGCTGCATCTCAATGATCAGCACATCCCCCCCACGCCTTGGGATCNAAA
GAGTCCTGTTCACCANCAGTANAGTGAAGGCCTGAAGCTGCGGGGTGGCGGCTTCTGCAN
GGGGAAGACTGGACTCCAGTTGGACAGAGTCCCTGAGGTCGCAGCCCAACTCCTGCGGCT
CTCCNGGCGAAGGCTCNGTGCAGTCNGAGTCCTGCCGCT
>BJ745276 ID   BJ745276   standard; mRNA; EST; 779 BP.
AAGGAAGGAAATCCAAAGTTCACAGCAGGCAGAAGTGTTTCTGGAGGCTCCAAAGCTTCA
CTCTTCTTCAAACCCTTTCTGCTTTGACCCCACATCGCGGCTCTTGACTCTTAGCTTATT
GACCTGAGACTCGGCGATGTCTGCTCTCTCCTCAGCCTCATCAAGCTCATGTTGAAGCTT
GCGGAACTTTGAGAGATGGACATTAGCCTGTTCCTCGGCCTCTTCAGCAGCTCTTTTGTA
GGCTTTAACCTTTAGCTGCAGCTTGTCTATCAGATCTTGCAGTCGAGCAATGTTCTTTCG
ATCTTCCTCAGTCTGGTAGGTAAGCTCCTTGATGCGGCGCTCATATTTACGGATACCTTT
CACAGTCTCACTGCTTTTCTTCTGCTCCAGTTCCACCTCGTTTTCTAGCTCCCTCACCCT
GGCCTCAAGCTTCTGCACCTGCTTCTTTCCTCCCTTCATGGCGATCTGCTCAGCTTCATC
CAGACGGTGCTGCAGGTCTTTGATGGTTTGTTCCATGTTCTTCTTCATGCGCTCCAGGTG
AGCGCTGGTGTCCTGCTCTTTCTTCAGTTCCTCTGCCATCATGGCGGCATCAGTGATGGC
CTTTTTGGCCTTCTCTTCAGCATTCCTGCACTCCTGCACTGCATCTTCAACCTCTGTTTG
AAGCTGCACTGTATCAGACTCCAGCTTCTTCTTCTGGTTTATCAGCCCTGTGTTCTGTGA
GTGCAGCAGCTGCACCCTCTCACTGACATCCAGCAGCTCTNGCTCGGCCAGTTTGCGGC
>BJ745293 ID   BJ745293   standard; mRNA; EST; 718 BP.
CGGTTAAATAAAAACAAAGGTCGAATAGAAAACTGTTCTTCCCGTCAGCACTTCACAACC
AGACAACCAGCAGCAGATTGTCCCAACAGTTGCATAGCGCAGGTGTGTCGAGTGCTCCCG
ACCACCGAAGTGCAAAGTTTGCGAGTCAAAACGTAGCCTTCAAACACATTTCAGTGTCAC
AGGAGAACACAAACAGGAAGAGCGAGAACATCACGGAGTCCAAAGCCTCATGTAGCAGAG
AAATGCAGAGCTGCGGCCTCATCCTGGAATAAAATACTCTCCGGATTCTGCTTTGTGGTG
CCTCATTTCATTTAAATGCAGATGGAAACCCAAAGAATTGTGCAAATTCAGGCTCTTTTT
CTTTTTTTTTTATCTCTAAACGTCTTAAAAATAAAAAAGGCAAGTTTTTCTGCAATTGTT
CAATCANGCATCAAACNGGANGCTTTTAAGTTTGTATTTACNCCTTTTTGAAAATAAACT
CACAAATATAATAAAACCCAGTCAAAAAATTTCTCACAAAAANGTTTTTCTTCNGATTTT
GANGNGTACAAAAAAAACACACNCNGTANCATAAACCGAAAACGAACAACAAGACAAATT
GAAACTTAAAATACGTAACTTTAGNGTTCTGATGATAATATTAAGATAAACNCNCAAATA
CNGTGACCCGGTTTCAGCGAGGACTCATTCTTCTGAGGAGAGAAGCCAAATGCTACAT
>BJ745305 ID   BJ745305   standard; mRNA; EST; 770 BP.



AACAGAATTTCACTTTCTATTTTAATCATCAAAAGTTTCCAAAATCAGCAAGATGCCCAG
GACCCACACTCTCTAGAAACTTCCTCCAGAATCTGTGCGTGTGGGGATTTCCACTTGTTT
TAAGATCTTTCTAGAGAGTTTCCCAGCATGTGTCAGCCATGCTTATAGATTGTTCATATG
ATCTTTAGCACAGTTTTGCAAAGAGAATTGTGATTGGGCTGTTTTTAAGTTGCATCCAAA
AAACTCTTTTTTTAAATACCATTTTTAAAAACTACACATTTGCTGATGAAGTATGTCAAA
AACAGTGATTTTTTTCTTGATAAGGCTTCCTTCATAAACCCAACATGCTAAAGAAGACGT
AGTCGCAATTCAAAAATAATTTAAAGTTTTTACTTTCAATCGATGAGACAGTGTGTTGCA
ATTCAGGACACACATTTTCAAATATGGACAATGAAAAAGCAAATTTTCTGGTTTGACCAC
TTTGGCACTGGTTTAGGGCTTTCCAAATCGCAAATTTGACACTTTAAATAATCATTTAAA
AAACGTATTTTGAACTGACGTTGAATCTGCAGGCATCTGATGGATTTGCAGAAATGTAAC
TTTCCATAATGGTTTTAAAATAGTAAAATTTCATTTTTACATTTTTCTTTCCTAATTGCA
TGTAAATGCATAGACNATGGGGTGTAACGATTCATTTTAACAACGATTAAATTCATATAA
TTCTTAGTTGCTTATACAATTCANAGTCTACTGTATATATCGGTCCATTT
>BJ745314 ID   BJ745314   standard; mRNA; EST; 662 BP.
GAATTGGAAGGCTTTTTATATAAAAGTCACTCAANGTAAGCATTTTANGTCAAANCTTCA
TCTCGGTANGCTTATTTTACATNGTTTTANGGAAATACAAGAAAATAGATNGGNGNGTTA
CATTGAAAGGNCAAGGANANCCTTTTATTTACCCANAAACNCCAGCNGTTNGTTGACATA
NGCCCATCNGTTTATCANGCTNGACATGACAAAACAGNGCTCTTNGTTANGGNCNCATCT
TTNGAATTTCAAATTAAAACATTTCTAAGTACNCAAAGATAAANGANCAGNCCATTTCAG
TTTTCCTTCNGCTTTNGNCACAAGNCAAAGCGGGGAGTTTCCTTTCAAACNCCTCAGCAA
NGACATCAGGCTTCGCCCGGCTCGNANGGAGCTTTCAGGCCAAGACTTCNCANACNGCAA
AAACGTANCTGGAGGAAACGAACAGCGCTCCNACNCNGGANGACTCGGCAGCTNGAANAC
TCACCGTTAACTATNGCNCANGTAAAACCACCATTGTAAAGAAATTAANGGACATCAGGN
AGGATTTGNGCTCANCNCTAANGGGGATTACCAGGTTNATATATTTTTATTCAAAGCAGC
GACCANAAATAANGTTTTTAATCCAAAAACTGCATAAAAAATGTTAAATTAAATAGTAAA
GA
>BJ745319 ID   BJ745319   standard; mRNA; EST; 517 BP.
TTTAAGAGGTCAAACAGATTCTATTATTATAAAATGTTGCTTCTAAGAGACTTTCAAGCG
GCTAAAGCCTCATGTCATCGTCATCCAAAGAGGCTTGGCTCATCTCCTCTGACGGTCCTT
CATCTTCCTCGTCCTCCTGTGCCGCTGGCCTCTTCATCCCTCTCTGTTTGGACAAGGCAG
CAGCGTANCGGATGCTGTACATGTTGAAGTCGCACAGTTTGGACAGATTGTCAAAGTGCC
TCTGAATGCTCTTCTGCAGTGACTGCAGCGTGGCCAGAATGGAGCCCGACCGATTCTTCA
GTTTCTGTCCGTGCAGCATGAGTAGGTTTTGGGCCCAGGTCATGTAAAACTGCAAATGGC
TGGACTTTTCCAAACATGTGGCCAAAAATCCCAGCAGCTTTTCCACGTAGATGTCCGGCA
GGGATCTGCAAACCAACGGGATCTGTTCGTGAGGTACAGTCTCCGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGANAGAGAGAGAG
>BJ745329 ID   BJ745329   standard; mRNA; EST; 268 BP.
TCTTCCTCCTAACATGACAGATAAACTAGTTCTGTANCAGGAAGCGCTCTGCTGCTTCCA
GTCNAGCTTTCANNGGATCCNNCATGAACCAGNCNNACGTCTGCTTTGCTCANAGGCAGG
TTCACATCAGGTCGCAGNCGGNANGCANGCCTCACTCGGCTGTTTCATCTCANGCTAATG
GAANCAACAAAANGTTGATGAGGATGGAAGGTTGAGTCCACGACAAAAGCAAAGCTGTTG
TGTCCGGTTTGAGGCCGGTCAGCGCAGA
>BJ745332 ID   BJ745332   standard; mRNA; EST; 154 BP.
TTACCGCACTGCTAAAAAAAAAAAAAAAAAAAAANAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAANAAANAAAAAAAAAAAA
AAAAAAAAANAANAAAAAAAAAAAANAAAACANA
>BJ745333 ID   BJ745333   standard; mRNA; EST; 629 BP.
CAGCGTAGACTCTGGAATGCTTTCCCAAAAAACCTGCAGAATTATCACACAAATGCTTGT
TGGAAAAAAAAAAAAGNGCAGTACGGTCATAAAATTAATATTTGGGGGCAACCGTCNCAA
ACCTAGNGCATAGAAAAGCAAAACGACTCATTTGGGATCCGGNGGCGCGAGCCTCGGGTT
TTACAGAGNGGCGTCCATGCAGCCAACACAACGGCNAGGCGCGGCGAGCATCGGGGCTAA
AGCGAGTCCGNGNGACGACAAAGCGGAGCGGCACTTCTCCAGATCACAACATCNCAAAGA
ANACNCNCAAAAAGATNTNTACNCAAATCCNGCTAAAATGATCANAGGAGCGTCTGACGA
CCCCCTCCCCCCACCAACAANGTTTCCNTGCACNGCATACTTACNGCTAATATATNTTAC
NCNTTCNCAACAAATCATAAATAAGTTCNGCTTTTATATACCAGGATTTTGCTNGTTTTC
TTTGTTTTGTTTTTCACTTCATTTCCNATTTTCGTATANAAAATGTAAATCATGCANCAN
GGANAGGCTTGAGCGCAGGTGACGTGNGGCCNATNAGGGGGGGGCGGGGTCATAAATAAA
ATGTCCAGTGCTGACGGAACANAACGGTT
>BJ745336 ID   BJ745336   standard; mRNA; EST; 616 BP.
TTCTCCTTGGTAACCTGGTCAAACAGTAAAGCAGCATTTCAGAGTGATAGCAGGTTCATC
CCAGCCTTCCTGCTGCTCATCACAGATTTCTAACCATTCTTTACAGTAATATTCTGCGTA
TGTGTCTGGAGGGCGGGGTCAGAGCTTTTTTTTTTTACATCCCAACNNGCTGCAACAAAC
NGCTCTGCANGCACATTCNCACNGTCNGACATAAACNGTATAAAAGGANACNGGGNAAAA
ACNGGTCNGAACAAAGCAAAAATCGNGACACGCAAAGTTTANACNGACNTCCGGCATTAT



AAAAACTCCCACANATGAAACCCTTTCAGTTGATCTGAAGGTAGGTCACACTAAAGCTCA
GGANGCTCCAAAGGCNATGCTCTAAACAGCATTTTGTTGCAATTCCCCTTATAGNCNCTA
NATGCNGCTAAATCTCTNATTTGACCNCAGTTCTTGAAACCAGCANCTNGGANACNGAAT
TGAAAATGTCAACNTTTCCGGGGCTTTGACNATTTGTCAGTTTGTCTGTCTTTCCANACG
GTAAANAATTTCCCTTTTAGNCTGANGAAACACGTTTTTCAAATATATCGAGTTTTANCT
GCGNGTTTGCAAAGNG
>BJ745342 ID   BJ745342   standard; mRNA; EST; 247 BP.
CATTTTTCCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAANAAAAAAAANAAAAAAANNAANACNANAN
NNANNNA
>BJ745347 ID   BJ745347   standard; mRNA; EST; 136 BP.
CATTTTTCCCAAAAAAAAAAAAAAAAAAAAAAAANNAAAAAAAAAAAAAAANAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAANAAAAAACAAAAAAAAAAAAAAAAAAAAAAATNAN
GANAAANNAAAAANAA
>BJ745348 ID   BJ745348   standard; mRNA; EST; 810 BP.
AATTGGTAGATTTGGTTAGCATGTTGATTTACGGTATGCGCCCCTAAATTTTCTGGTTGT
GGCCATAAAATTTTCAGTTGGGGGCCACTGTGCTCCTACTGAAAAAAGTTAGTCTGGAGC
CCTGACTCGCAGACGAGAACATGATGACATAACAGACGTCCCTGACCTCCAAACTTGTGC
CTCATAGTGATGATAGACAAACATTTCCTTACAGTCGGCAATGATACACAAAATACACAT
TTAACTGAAATGCAGAAGTTAAACCTTAAACTGTTCAGAAATACAATAAAGAGAAGTTCT
GACCCAGTTTGGTTCTGTCCTCAGACTTGGCTCTGAGATGTTTGTTGGAAACATCCAGAT
TAAGAGACCCAGAGACTGAGCCGCCCCAAAAACGCCTCAAGCCATCTGAACCAGCAGCAG
AAGCGACCCCAGGTGATTCTGGTGCTTGTTCTGGCGCCAGCGTCAGTCCTGTGCTTGGCC
TGGCGGTGGCGTTGTGCTGCCACCATCGCTGCGAGTGGCGTCACTTTGTGGGAAGGCAGT
TCTTCTTGGAAAGAGGACTTGGAGCCGCAGAGTTCTCCGCCTTTTGCCGCATGTCCAGCT
GGGCCACATGTGGAGTTCGAGCTGCCAATCAGGACTATTCGTCACATCATTCGACCAATC
AGGAAAGAGCAGAAGAGGAACACGAACCCTTGGATGAAACGGACACCATGAACAAGTAAA
TGATGCTAACCCCAACCCATCTAAAAAGTACTTATGTGCAGTAGCTATCAGTTTGTTGTT
GCGATGGTCTGCAGGTTCTTGTCTGCGGTG
>BJ745369 ID   BJ745369   standard; mRNA; EST; 708 BP.
CATCATCTAACTACATACAGATTTCCAAGACTAAAAATCACAATGTTCTTTTGACCAGTT
GAAAATATGAAATGATTGTACATAGAATGTACAAAACCAAATGAACAACCGCCAGTTGTG
CCAATCATTTTAGATTTTTCTTTCAAAACACTTTTAGCCAAATCCCCCAAAAACTACAAA
TCTGACATTTATTTTATTTTTATCATTTTTTTTATAAACTGCAAATTTGGAAACGACCCT
TGAGAGCTCCATGAAGCTTTCCAAGTCCCAATTCTGTTGCAAAAGTTTCCATAATTTTGT
AGCACCTTTATAAAGTACACAGGTAATAGTGAAATACACAGAGGTTTAATATTACAGAAA
TGGGAAAAAAAAACATTTTTTCTTTGTTCAAACCCCAAGCAAAGGGATACATAAAGTATC
TTACATAAATGAACAGGCATGGTTAGAGAGGTCTGCACAGACGCAATCAAACACATACTC
ATTTTCCCAATTCAATGTCCCCATTCTAAATACACTATGCACACTCCCAATGGAGAAAAT
GAATACATTTCTGTTAATGTGTCTCTATTGTCATTTACAATATGTACAAACATTCCCCCA
AAATCCAAAATCTTCTGCTTTTTTTCTCTAAATTTGATTTTCCAAATGAAACTGACTTCC
CTGTAATTTCCTCCACTCTGTTTCCAGTGTCTGATGTAAAAAAAAAAC
>BJ745374 ID   BJ745374   standard; mRNA; EST; 715 BP.
GATCACTGGTCTCCTCACATAACAACAGCAAAACAGTAAACGACAGGTTGAGTAAGGAGC
TGCTGAAGTTGAAGCTCACCATGGGATTAGTGAGATTTGAGCTGAAAGCCTGACAAATAC
AGACAGAGGGAACTCCTCGTAGCAACAAAGCACTGCAGATTACAGGGAGGCTCTTGAACT
CACTTTGAAAAGAGTCATTTGACTGATAGTGCATTGTTTAAATTATGTAAGTGTCTATGG
CAGGTTTTGCTTGAAGGTGAGTTCAAAGGAATTTTGGAATCTTGAAATTCAGGAACATGG
TCAACACGCTTCACAAAGTTTATGTGAAGTTATGGTGAAAAGCTATGTTTCTCCAGGAGA
AACGTCTCTTCTTTCTTTATGAGTTTGGTTTGATGGGGAAAAGTCTCAGATTGGATTAAT
GAAAAGGGCAGGTTTGAGCACTAAATTGTCCTCCTTTGCCTCCTCTCTCCCTTCTATCTT
TCTGCCTTATTGCTGACAAATAAATGACATGGTTGACCAAAACAAAGACTCTTAGTCAGA
CAATAAGATCAAATTAGAATGCTTTTTAGTTGTAATCCCTGTTATGATTCCAGTTCATGC
GCATACGCCCAGCAACTTTGGAAGCTAAACTAATTGCATTTGGATGACATAAGCCATATT
TGTCCCCAACTTGCACAAGTAAATACACAGACAGGAATCCTTCAGTATAAAAAAA
>BJ745377 ID   BJ745377   standard; mRNA; EST; 173 BP.
TAATTGCNACGCTTGNCNTAATCATGGNCATAGCNTGTTTCCAAAATTATGACATATAAA
CAAATATTTTCATGGNCATTTTGTTTCCCCTCTTCCCCACAAGCTACACCCCTCAGCTAT
TGTTCACATGACGGAGCACTTCTCTTCTGCTTTGCTTTTCANCTCGGTGACNG
>BJ745383 ID   BJ745383   standard; mRNA; EST; 664 BP.
AAAGACATGAAGTACTGGGAAACAAAAACACAGAACAGAGTTTTTTGTCGGAATTTCAAC
GTGCTTGTGACCTTTAAAGTTATGTGCACCCTGGTGTTAAAGAAGACAGTTAAAGGGAAA



AAAAATCCTAATTTTTCCAGCACATTTGTGAAAAAAACATTTTTTTTAAGATGCAAGGCT
TTAGAAAAACTAAACACTCATTCCTCTGAAACAAAAAAGATGTTGTTAAACTTAAAAGAT
ACAAAGAAATAAAAAAAGACACATTAGATCAACGCTCAAACTAAGAAAGAAGGATTTCAT
TCAGGTTTTTTATAATAAATATCAACAAATAAAGCTTTTTTTTTGCTTACACAACAAAAA
AAGGGCACATAAGGCAGCTGGAATGACATTTCATCGTTTGCTTGACTCCCTTTGGCGTTT
TTTTTTNCCTTTNGAATTTNGCTAAAATTTTNGCNGNAAAACTNCANCTTTTNCNANAGC
NGCGAGACTTTTNCNGGGACGTTTTNGGCAAANCANCANTTTNCCCCTTTAANCGAGCAN
CAAAATATNCCCAAANGTCCNTATNGNCNANGGGGAGANCAAAGATCTTTAAGCTGANGA
AGAAAAAACTTGNGGTATTCAGGCNCANGAAACCGAAAACAAAAAAAAACNTTTTAAAAG
AGTT
>BJ745396 ID   BJ745396   standard; mRNA; EST; 627 BP.
TAATTTTGAATGCATCAAATTTCCATATCATCTTTTCTGTTTATTTGAACAAACGTGTTG
TGTGGAAATAGCAGTGGTGAGACATGGAATGAAAATATCAACTGTAGTTTCCATGGATAC
AAACCGAGAAATTATTATTTACTCTTTTTTTTCTTTTCTTTTTTTTTTTACTTTTTTTTT
CCCNCTTGACCAAAAANACNGGACNACNGGTTCNCCCANCCNCANACNTGCAATTTACCG
AGNCAAGAGAGGAAAAAAAACTGAACGGANANACNCNCGGCNCNCCNCCAGNGANGCNCT
GTTGGTTNCNGCTACGGTTTGACAAGNGCTGGGAGGAAAACCCCGTGAGNCGNATGGATG
GATGGATGGATGGATGGATGGATGGATGGATGGATGGATGGATGGCTGGCATGACCNCNC
GTATCNCTGCCTTGATACAAAGGNGGTAAAANAGGAAAGTTGGNCTGGAANGGGGGTGGA
TTTTCCCNCAGGATTTNCCCNCAGGGTGAANCCAATTAGGGGAAAANAANCANGGAACCA
TAATTTACCCNACTTGCTGCAAATGTTGACCTTTACATCTAACTTTTTTCNACACACNAT
TCTGCCAACTCTAATTTATCCNCGTGC
>BJ745407 ID   BJ745407   standard; mRNA; EST; 443 BP.
CATACTTTTAAATTTACGGTTACCTTAATTCAGGGCNGCTTCANGGATTTTACTCCANGA
CATCTCTCTCCCGTTTTTTGAAGTTTANGCTATCAAANAATTAATTGCAAAANACCTNGC
TNGGGAATTCCCATTGAANCAGTAGGTTGANCATTTTTTTTNCCTTTTCGGTNCAAATNC
AGGNCNCAANATTTGCCAAANGCATTGACNTTAANACAANCCTTCNGGAATACGGACNTT
TGAAAACNCCNCAAANGTATNCAGGGCAANGANGTANNCTTTGAGNGAAANCTTTGNGCA
AAGGAAGNCAACNCANCNNCCGTTGAGGGCNCTAANCCNCAGGGCTNGTTTTTATTTGAC
TTTATNCAANANAAATANCCGGGNAAAANGTNGGTTNCNGATTTTNCTNGANAANAAGTA
NCTNCANCTANCAGGGNAAANGA
>BJ745409 ID   BJ745409   standard; mRNA; EST; 766 BP.
AATCTAGAGGCCTGGCTGCTAACATGCAAAGGGACAACCGTGATGTCAAAATAAAGATTA
CAACTGATCCAAACCAAAGACACAATATTTTTCTTTTATTTCATGCATTAATCCTTTCTG
CATAAACCTGATGCTAAGCTTGTCAATGAGCAGGTTACAGAGTTCACTGCACTCTCATTT
TCTTTATCTAATCTCCTCTTAACCCCCTCTGACACTGATCAAGGTGAGATCACCTGTGGT
GCTCCATCCAATCCCCTGTTGTCCTGGAAGAGGCAAAAACACACCTGTAAAAAATACTTT
TGGGACCCTGAAAATACGACTTTTATTACACATGTGACATACAGAAGAAGAATCCTAAAA
CAGCGGTTGCTGCTGAAACTCTTTTTGTCAGTGCTCACATACACACCATATCATCTCAGA
AATCCAAACCATACAAATGCATGTCACTCTTTAGGGTGAGACTCAAACTGACTTAAACTG
ACTCGGACCAATCGCTACTTACTAACAATGTCTGTTTTCCAATATGGCAGGGTACGTATT
GCCAATGGTGACTAAATTGCTTAATTTAAATTCTTTAAATTCTTACACACAGTCAATGAT
TGCTTCTGAGAAAACAAAGAAAACAAGCTGCCACATATTCATGCAGGCGTTTAACGTTCA
ACCAAACTCTTGGTCCAAACTTCCTTCCCACTTCTAACTACTTAAAAACATATAGTGCAG
GACTATCTAGTGNCCTGGATTATAAAACCAATTTGGGCACATCCNG
>BJ745421 ID   BJ745421   standard; mRNA; EST; 717 BP.
GACATAATAATAAAAAAGACAGTGTTACCAAAGGTTTACAATGGTTTGAAACTTAATTTA
TCTGAACAAAATCAAGAAATAGTACACGCAGTTTTTAGAAAATGCCAGGGCTGCATATTG
TTGATTTCATGAAAGAAGTTTTATGAAAGAAGGCTGTATTTAGCCCATAGGCCAGACTTT
GGACATACCTGGTTTACGCAATTAACATAATTTCAGCAGATACTGAAGCTTTGCGCTGAT
ATGCAACACACAAAGATCGCATTAATGGTCCTAAAGTTACGGTAGGTCAAAGAGCATGTG
TTATTTAGGTTTTGCTGCGACAAATCCGAGGTTAAAGGGTTAATGGAATTATGCCCTAGC
CCCTAAATATTAACATTTTGGGGGCGGGGACTAACGTACAACCACCTGTTAGCAACAAAG
CTCTAAGACCATTTGTGGGATTTTAATGCACAAGTACTAAAGTAGTTTCTTGTAAGATGT
TGAAATCAAACTCTGGATACTGGAGCAGGTACTGGGGGGTTGCGATACAGGCAAAATAAT
AAAAAAAATAAAAAGAGACAAAGCTGACATCTTAACACTGAAGCAGGGGCTGTAAAGTCA
AAAATCAAGGGGTAACAAAAGCTTGATGAAGGTTTACGCACTGCTGTGGCTAATTAGTGT
TCAAAATTATTTATTTTTTTTTTCACCTAAAACTGCAGCAAACATTTTAGGANCATT
>BJ745450 ID   BJ745450   standard; mRNA; EST; 219 BP.
AATGATCCTTCNTGGGTGTTCTACNGGCATTCCGCCGATTCNGGTTAAAACCATCACGTC
TGCTNCTANGANTCNCAAAAGGANTTGGGTGANNGGTCNNANCGTAANGCTTCNTTGTTT
ANAGGTGTGTANGATAGGGACCANGANTANTACTANAANANAGGCTAANANGGCTAGGAC
CCCTCCNAGTTTATTTGGAATTGATCGTATAATGGCGTA
>BJ745452 ID   BJ745452   standard; mRNA; EST; 114 BP.



AGAGCAGCAGAGNACNANNTGGCGTTGAANNATCACTACAAGCANACCTTCGNGTTTGCT
TTTACTTTATTTTTTCTTTCNGCTCAGATCTTCTNAAANAAATCAACACNTTNC
>BJ745453 ID   BJ745453   standard; mRNA; EST; 624 BP.
GTTATTTCTGGTCTCATTGGTGCAAAACACAAATACATTTTGTCTCCGTTTATGATTTAA
AACCAGAACTTTTCCTAAGCTGTTGTCTGATTCCGGTTTCTTTCCATCTTGTAGATAAAT
TGTTCTCCATCTGCTTAAGATAAAATAAAATAAGACTTTTGTAAAAAAAAAAATAAAGAA
AAACCNCGAAAACAAAAAANGGCTCCNCCCACATAAATAAAAATCTGTACAGACCTTTAA
AACAAACAAATTAAATTAAAACAACCCAACATTTGGCCTCCAGTCTTTCACAAGTTTAAA
GTATAAGAGAAGAAGGGACCAGAAGAAGTGCATAAATTAAACGACAGCAGGACAGNGNGG
AAAAGAAAAGAGGGATGAACAGAGAGGATGGATCCGTTTGGCACAGNGGAGTCAGTCTTT
GGCGAAACATCCGTCNGTTCTGCTCATCCGTCCTTCGACGTTCCTCCGTTTCATCCCACC
TTCCAGGNACTTCCTCTTCTCCAACGCTCACAGATTGAACGGNGCCNCCTCCGACCCCAC
AGGGGGCAGCAGTTCGCTTTCGCAGAGGCTAAACTCTGNGCTGCCTGATGGCTTCTTCAA
GTCTCTTCCGGTAAAGTGTGTAGC
>BJ745455 ID   BJ745455   standard; mRNA; EST; 774 BP.
AAATAATTTCAACCTTAAACGGCACTTTCCGTATTCATAAATTTACTTATTAATAATACA
TATATCATAATTGTAATGACGAATGAGAATAATACTATACTTTAATAATGTAAGATATCA
GCTGTAACTGCGTTTAATCGTTATGGTAAAAAAGACTAAGCATTACAAAGCTAGGTTTCG
TTAAGAGCAGACTGTACAATTTTCCAAGCGCATGTAGTTCAGTATTCCGGCCACAGCATG
TCGCTATAACATAGTTTTCGGTATTGTTTTCAAAGCAAAAGTAGGCTCGTCTCTTTCCTC
GAGCTATTAAAATTCCTGTCAGATATATATTTTTTATGTCATGCACAGCTGTTCCTTCAT
GGCCATTGATCCTTTGTAAGGTTTATTTGTGTTCCCTTATTTTATCCACATTCCACCTTC
TTCTACAGCAAGGCGCTGCACTTTAACAAGTGCAGACCCGCATTTTTTTTCACAGTTATT
CCCTCAGATATATTGTCAAAAATATCTGCAACGCCTTCTCCTGCCATCTTTTCTCCCCTG
TGACAGCAGTGTTCCCTGCCTCCTATTGAAGTCCATTTAAGAGAGAGCACTTTGGTTGTA
GAGTTAAGTGAATGTGTGTGTATCTGTGTGTGTATGTGGCAGTTGGCGATTCCACCAGTA
AGGGTGTAATTCTCTTTACATAAAATACATTCATGATAACATGGAGCTGTTTTGGGACTG
CGAGTCTGACATAAATAGGCAGTGAAGAAATTTTANNGGAAATATCCATGCANG
>BJ745458 ID   BJ745458   standard; mRNA; EST; 780 BP.
ATTTCAAGTGCATCTTTCCAACTCTGCTAATTTCCCTCCATGTTTAAGCATTTCTGACCG
ACAACATGAAGAATTGTTTTAGCATCACACACAAACGAGTGTGCATTAGGGGAGTAAAGA
TTAATTGATGAACCGATTTATCCAGCCAGATTGATCTGTCTGAGGCAAGTTGCAAATCAA
TCATATTGCCATCAAAAAAATCATTTCAAACGAATTGAGGTACAGTAGGTATTTTTGACT
CTAAGGTCAAACCGATCAATCACAGCAGACGACACACGTGTGATGTCATGAACACGGATC
AGTCCATCATTCCAGTCCAATGTGTGGACAGACTTTGAATAAAGTCATGTGACCATCCAG
TGTCTAGAATGTTCTAAGAATGTTCCCTTTGGATTCTTTGGATGTGGAAAAACAACAGTG
GTGAACTTTAGGAAACTAACATGTGAATGGATTTGACATTCATTCTAGTTTACTTGTTGG
TTTGGACACAGATTTCATTAACTTGATGATCTGGAAGAAATCCAAGAATCTGGAAAACTG
TTCGGTAGCAGGAATTTCTGTCTGAGTCTCACTGCTGGAAGTTCGGATCAAGAGGATCTG
GATCCACTTTAGGACAGAGGATCTGGATCCACTTTAGGTTCAGAGGATCTGGATCCAATC
AGATCGTTCAGAATGAACCAAAATCAACTATGAATTAGATCAGCAGCCACTAACTATGAT
ACAGATCAAATCATGCCCATAAACTACAACTTGTTCATTGAAAACGAATAAATACTGGAA
>BJ745482 ID   BJ745482   standard; mRNA; EST; 487 BP.
GTACCTTTGGCAGGAGGAGGACCAGTGGTCCTGTTCATTCTGGGGAGCCAGTGCACCAGA
GGACGGTTTAGAGGTCTCCTTTACCTTCCATACCATATGCCAGTAAGATGAAAAGAAACA
TGCGCACATAGAGATGGAGATAAGGGTGAAGATGGGAAATAGACGGGAAATTTTTAGATG
TGGGTTTGTAGCACACACAAAAAAAAACATGGTGCCATGCGACAAACTTGAGGTGTCTTT
TCAGGAGACAAATATAAGAAACACAACCCTCTGTCAGAAAAAGTGACCATGAAGAGTCAC
AGCTCAGCCCTCAGAGACACTATGAAGTTTCAGATCTACCACACTGAAAGTGCTGAGCAC
ATTCTTATATCCACTGATGAAGTCTGATTGTGAGCTCACACATACACTTGTCTCCTTACT
CAATGTGGTTTCATTAAATTGTCCTTTTTTTTCAACTGGTATGTTTGAAGCACTTTTTTT
TTTTTTT
>BJ745496 ID   BJ745496   standard; mRNA; EST; 805 BP.
CCGAGCCTCACTGGAGGACTTGAATGTTTTCAGGGACATTCCTCCCTTCAATCATTTCTC
ATTTTTGTCCAAAATGTTTGCAGACCCAATCATCTCTCCCACATTGAAACCGTTTAGTCC
TCAGAGAGCGACGGCTTCTTCTGCGACAGGACCAGCTCCTTCACACGGGGTGTCATGGCG
GCCAGCTGTGAGCGCACGCCGTGACCCTCCTCTTCCTCCTGTTGCTCCACGCCTGGACTC
TGACTCACCAGCTGCTTCACCACCAGACTCTGGTAGGAGGACAGCAGCTGCTGCGTCTCC
GCAGGTATCCGGCCGGTGAGCGTGCCGATGATGTGCGGCACACAGCGCCCTGGGGCGTGC
AGCATGCAGTGGGTGCTGGCCTGGAACAGCAGCACACTGGTCAGGTGAAGCACCAACGCC
GGCTCATCCGCCTCCTTCAGCTGCTCAGTGAGGGCCTGACGGTGCAGGAACAGCGCCTGT
CTCTCCCTCTTTTTGTCCCCCTTTTTAAGCATAAATCCACACACTTCAGCAGCAGCCTCC
AGGTTGGTCAGGAAATCTTCAACACTTTTGCCATTCAGAGTGTTGTGCAGCTTCATCAGA
GGTCCTCTGGTCTCCTCAGACAGCTTCCCCAAAATCTTCACTCTGACCTCACTGGTGATG



GTGCTGGGATTCTCCACAGACATCATCAGGTCTGCAGCCAGGAAGTTCACCAGGATGTTG
GTGACATCAGAGCACAGGGTCTTCAGGACATGTTTGATGATGTGCACCTGAGTTTCATCA
GAGAAGAACTTGGTGCCTTTTTCAA
>BJ745502 ID   BJ745502   standard; mRNA; EST; 294 BP.
ATCCTAAATTTCAGCTAAAAGCCAGGTTGAAAAGGTAAATCTTGAGCTTTCCTTTAAAAA
TATGAGCAGTCTCTGTGGTCCTGAGGCACTCTGGGAGGCTGTTCAACAGGTGAGGACCAT
AAAAACTAAAGCAAGCCTCGCCATAAATTTAGGCTACTAAAGGACCTCAACGTCCACAAG
GGCTCACACTGGAAAATCATAGCAAATAGATNTCATGGCCCANGACCAAAAAACATTTAT
TCANCATAATATTATGAAGTCNAATCTCANGTATTTTGGTAGGAAGTCCAAAGA
>BJ745505 ID   BJ745505   standard; mRNA; EST; 769 BP.
GGATTTCTCACATCAGGATTCATGATCTGAATTCACAACAGAAGTAATGTCTGTCTGTAC
GGCGATTTATTGGTAACACAATTTATATTTTTAAATCAATCAATGAAACACAAGCAGTAA
CACAAAGCCACCAGTTTTCCTCTTTTATTCTTCACACCTCGGAGGTTCACAAAATCCTGC
ACAAGCTGGATCCAAGTAGACTAGCATCAAATACCCAATGTTTCTGCTCAGCATCACAAA
AATCAGTGTTTGGAATAATCAGACATAGACTTAAATATCGTTTTGCTCTCAGAGTGTAAG
TAAATCTTGAATTTTAAAAGACACTGTCAGCACTTCTGGTTCAGCTCATCCACATGTTTG
ATTTTCTCTGATTTCCTTTCTTCATTCTCCACCAAAGTGTCTAAGCCTGCGATCAAAGGT
CTTCAAATGCTCTGTTTTTGATTTTGTACACTTGGCTCCAAATGAATCAACACACATGTA
AAGGACGAGTAAATCAACAAGTTTCAATGGTTTGCTCTAAAGAGGTTTCACACAGATCCT
GCTGTTCAGAGAATTTTAGTAAGAATATTTACAAGGAAAAAAAGCACAGTAGAGAGCAAA
CACTGATTGTAACTTCAGTGCTGACACAGTTCACAAAACTACATTGATTTTAGGGAGCGG
CCCCTAAGTGGATGTGCAGCGTCTGCACCATCAGAAGGTGATGTTCATTAGCGTAACCCC
TTGTCAATTTGTTAGGTGTCCGTTACTACAGAAAAAAATACTTTTTGTT
>BJ745530 ID   BJ745530   standard; mRNA; EST; 760 BP.
TTTAATTATTTCTATGTCAGTGCAAAACCAACTTTTTTTTTAACAATTATATGATCACAA
TATGTTTGATAAAATTTACACAAAAAACTAACATTATATTAATGTTTTCTGTAGCTACAC
AAAAAGTGAATATGTTGAAGTTTTATTAGCTTTCCTCGTCTTAATCAAAAATAAAGTCTT
TGGGAAAAAAAAGTTGTATTTCTTTTTAGACGATTAAATTGTTTCAATTTAGTTTAATTG
CGTCTGTTGGCCACTTCACCTTAATCCTGGTTCTTAAATGTTGTTATTACTTCTATTTAA
GCTCAACTTTTCAATTTTTCAAAAGTGACTGAAGTCTGAAACTGAATTTGTTCTTCAATC
CAGACATTCTCAGAAAAGTGTTTCAGTTAGAAAGATGACATGGACCAAACTCTGGGATGT
TTGGCTGTTAATAAACACAAACATTGAAGGAGAACTGAACTGTTGACCTCTGATTTCATC
AAGAAGATTTAAAAACATTTGATGTGTGTTCGTTGTGGTTTCAAGACGTTTTACAGGGAA
GACTCATTGTATCGCAGAAATGCTGTCACTTTAACAAAATGCATCATGGGAGATGTAGTA
CAAAACTGTCGGCGAGGCCAGAAAGACTCGCTTCTCTGAGCTTCATTGTTTTGTTCACTT
GTTCCACGGTCTGACACTGGATTCTGTGGAAAGCTACACCGCGACGAGCTTTAGCTGGTA
TTTATGTTAGAACTGAGAGACTTTATGAGCAGAATCGGAA
>BJ745535 ID   BJ745535   standard; mRNA; EST; 116 BP.
TNATATAGAACTAATGAGCAAAGTACACGNTTTAATACANTACANANACTGATTGATGTG
GCATGNTCGNATGTACAAGGCGTGGNTTGAATACTGTACAGTTGTGGATGTCCATA
>BJ745568 ID   BJ745568   standard; mRNA; EST; 579 BP.
AATACAAGTGGAAGCTTGATAACACTTCAATGAAGCAGTGATGAAGAAAGTGTAGTCCTG
TCAGAAGGCAAAGACTTCACATAAGGCAATAGACTACACTATGATAAAAAAGAAAGTTTT
TTTTTTTTATTCTAANAANCCCAANCGTAANCAAANCCANAACTAANCAANCTNGGGACG
NCNGCANACTATNCTANCCNGAGGNCANCTTCNGANCANTTANCCNNGTTTNCNGTNCCA
AAANANGGCTTTGACNTTCAAANAAATACNTTNGGCCAANCTTAANTTCTNCTTTAGGAC
NGGCGGGANAAAANCAAAAGTTAAAAAGCAAAATTCNTTTCAAANGAAANCGGGAAAGAC
TAACCCCCCCNGCNCTAAAAATATNCAAGGCANCAAANCTTTTGACTTTNCCAAAATATN
CNTAAGGGATTTTTTGTTNGCCNCGACGGCCGGTTTTTCNGCANCTGACTAACAAAACAA
NGGCAGGGNGCAGGTAGGGGGNCNGGTTNCANGNGAAANGNGANACTNCTTTAAAAAAAA
ACCCCCAAAATNCGGGTANCAANCTTTAAAANNCTTTNC
>BJ745576 ID   BJ745576   standard; mRNA; EST; 760 BP.
ACAGAGGAATATTATATAGGTTTTACAGTATAGTACAGGATTCAAGTAGTAAATGAATAG
TATTCCATACATAGCATACATGGGAAGTACAACAACTTAGTAACTTTCGTCATATTATTG
AAACTGTTTTTTAACAGTTTTAAAAAACATTTGTTCCTTCAAAAATGATTCTGACAAGAA
AACAGGAAAAAAGTTCAAGATGATACTGCATAGAGCGACTAAACCCGATGGAGAGGTCGA
CAAAAGTGCTGAGAATAAAAGAGATGATCTACAAGTATTTATAAAGTTCTCCATTTACAA
TTTACACTCTTCTGTATAGAAACAAATACACCAGAAACCAGTTAAAAGAGAGCCAGCCGT
TCCTGTGGAAAACACATGTGACATTTATTCAGACATCAAATAGGAAAGCATAAAAAAGGT
TTTGTGTTGAACACAGCACAGGAGCTGAATGGACCTTTCCTGCTGTTTGAAATGGATCAA
TCAGAACCAGAACCAGGCTTCCAAACAAAGTTGGATCTTTTAGAACAGAGCACGTTCTTT
TCCCTTCAGCTCTCTGAGTACAAGACTCCTTAAATCTCAATTTATCAACATATCTCTGTA
TGTTTTGGAAATCTGTAGTCAAAATAACATTTTAGTGGATAGACGAAGGGTTCTGAGGCT
GCTCTGGGGTCCAAACTGAAAGAGCTGAGTCAGCATGTGTTCCCAGACGCTGATCATAGG



AAAACACTCATCCGAGTGGATCTGGAGCCTTCACATTCCC
>BJ745579 ID   BJ745579   standard; mRNA; EST; 100 BP.
GAAATCATTTTTATTTNGTAAAAAGAAAAAAAAAAAAANGCAATTTCTTTTTNCCAAATT
AATTTCCCNGTTNGGATTTNCNCNGGGANCCCCCCGGNCG
>BJ745581 ID   BJ745581   standard; mRNA; EST; 773 BP.
AGAGTCTGCTCCTGATCGGGCGCAGCAGTAAGGCTTGTTATGGCCGGAGGTGAGGTGAAT
CTTTGTGTCAGCAATTCTTTGATGTGGAGCCTGTTTCCCTATACTGTGTCTTTGGTTGAT
TAAACACATTGACCGGCCTGTCAGCAGGCCGTAGGGATGCCTCTCTACGGCGCTCGTGGG
GCTTCTTTTTTCAGAGTCATTGTGAGAGGTCAAAAGGTGAAAGCATCCTCAAGTGAATGT
GACTGACACCAGCTTTATCAATTTGACCACACAGGAGAATGTAAACATCTTTACTCTTTT
TGTTGCTGTTCTAGCAGCACTGAACTTGCACCTTTTACATTTAATCTTCCACACTTCATA
ACTTTCCAACTTTCCAAAGCTAAATTATCCAAGTTGATCCCAATCCAATTAGACTGCTAA
ATAGATGGCTGTATTCTTTGAATTCTTCAGACTTCTCTTTGCCTCTTTTCTTTTTTGTCT
GACTCCAACCTTCTTTGCAACAATCTCCGTCTCTGACACTGATGAGTGCTTGACTCAAGT
GCATCTTTAGGCTGATTGTGCACTTTTTCTTCAAACTAATCCAGCAAATGATCCAGAGGT
TTTAAACTTATTACACAGAGTGGAGTAATTCATAATTCTGAGTGCAAAGCATGAAGTCTT
TAATTTCAGTGAATAGGAAAAAAATGAAAAGAGAGCCTCAAAAGTGAAAGAAACGTTTAT
ATTTATATAGGTGTGCATGTCAAAGTGACCTACAGAAAGATACTAAAGTCCAC
>BJ745582 ID   BJ745582   standard; mRNA; EST; 735 BP.
CACCAAACTTTATAAAAACTACCTCCATGAGATATTGAAAGCATTTGAATCTGCAATGTT
CAAGGATCAAAATCAAAAGTCAGAAGGAATGAAGTGAAAGTCAGAGCTGCTTCATCGGGT
CTCCAACCCCATTGATTCCAATTGATGCAAATATGCATCAAACCACTTCTGTTCCAAAAT
TACCTCAATTGAGCATCTACTTGAAAACAAAAACACAAGTTACTTTTTTTCTTTCAGAAC
AGGAAATAAATTCAGGGGGTTACATGTAGATATGTCATTCTTTACCTTGTTTCTTTAAAG
GGGCGTCTGCATAAATGTAAACACCATCTGAGTTCTGCCTGTTGTGAAGTGTTCCTCACA
ACAATAAATCTCGAAAGCTTCAGGGCCTTGAGAAGATGCTGTAAAAAAAGTCACTGGATC
ATCAACAATAATGTGAAATATCTGGGGGAAAAAATACTTTCATAACCGTTTCTTCTTGAA
AAATATCAAATATGGAAGTTTTTGGTGATCATTCCATTTCATTCTTGATCATTTAGAAAT
AGTGATGCTGAGATGTTGGAGCACTTTAACACCAAGTCAGGTTAAGGCAGCTTGAAGTTC
TGTTGTTTATGGTTCATCCACTGAGCTGGAGAGAGCAAGTTGAGCTTCTTGTTGTCCCGG
ACTCCATGCCCAGAGGGCTGGCATCCTTCTGGTTTTTAAAGAATCCTGCCTCATCTAGTA
CTGAAAACCTGGATC
>BJ745586 ID   BJ745586   standard; mRNA; EST; 295 BP.
GTCGTCGTTTTGTTAATGTTTCTGAACAATAAAGGTTTCAATTTCCTCCGTATCAAAGTC
ACATTCATCAGGAAAATAAAGCCTCAGGGGATCGGTTGGGCAAAGCCGCCGGCCTTCCCT
GATCTCACAATTATTTTCACAATGATCGGCGGACCGCCCGGGAAGAACCACGGCGCCGTT
TCAACAGGGGGGGGGGGGGGGGGGCCNNNCCCCCCCCCNTTNGGGNNAAAAAAAANGGGG
GGNNTTGGGAAAAAAAAAAAAAAAANGNTTTNAAAAAAAAANAAAAAAAANAAAA
>BJ745588 ID   BJ745588   standard; mRNA; EST; 650 BP.
TCNTTTTCNGACCGGAAGGATCATACGGCNGGAATCANGCGAAGGTAGCCCTCCGAGGGT
AGANCTGTTTCAAGTCACAAGTCTCTTTTTGTTTCACATTCAACACAGACAGAAAAACNN
ANCAANANAGAAAGAAATTGNTAGTTCCCAGTAGTACTGGCTTGATGAGAGCCAACACAA
AAACTTCATTTGAACNCAACTAGAACAGATTTATTCACAGAAATTGTCAAAAACTCGGTG
TCATATCTTANAAAGCAGCACTAAGACANAGTCAGAGCTTTCAGTGTAACAGTTTCACAT
GAAATATGTTTAANAAAAAAAGCAACAAGAACAACAATTTTGAATAGTTTAATGTCANAG
GACATCTGTTTCTGCAATATGAACTTTACCCCCTACAGTTAAGGGGGAAACATATGTTTA
ATATTTCTGAAAAATAAAACGGNGGGAAAAAAAGGCTTCTCCAGATGCAACACCTATTTG
TGTGTCTACAAGGCACATTTGGTGACCATCCTGGAGGTATAAATAAAGACTGCAAACAAG
GACAAGAAAAATTCTTTACACATTGTTAGTCCTTCTACTATTGTACAAAATGTACATCAN
AGAATCAGAAACCGTTCTGAGTGGCACCAAACTAAAGTGTTTCCCCATGA
>BJ745593 ID   BJ745593   standard; mRNA; EST; 797 BP.
TTCTTTTTCTTGGCTTTTTTTTCAAATAAAAATAAAAACCAAGTAAAAACATCCTTAAAA
TGAATTAGCAATAGAAAAGATTTACAGGAATATCCAGAGTTTTATGCTTTCTCACCACTC
AAAATTACAGGATGTAGGGAATGGAAGTACTTTTCTTTCAACACTAGAGGGCAGTGCGAA
ATAACTTTAAATGCTTCTTTCATTGCATTTGCCAATCCTTCCATCTATATTTACTTTACT
TTTTTCTTTTCAAAAATAAAATTTAAATCAAGAACAATTCTTAAACATCTGAGTTAGAAC
AATAATAGAAACAACTATTTCTTTTTCATAACAAAGGAAACAAACACTCAACTAAAGTGA
ACATTCTGGTGAGACAATCTTAATGTAGATTAATCTCGAGGGTCCAACCTCTGCAAAAAA
ACCAAACAATACTAAATGAAAAAATATATAAAACCAAGTCAAATAAAACAATAAAAGGTG
TTTGGAGAATCCTGAACTACTACATTATTTCAAAGAGATGAAACTGCTGTTTGGCAGCAA
TGCACTCTGGGATTTAAACATTTTAGCCACCTTAAAAGGAACAAACATGTTCTTCCTTAC
ACGATAGACAGCTTCTTTACCTGCACAAGCACCATAGTTAAAAGATCTTACCAACTGCAA
GAACTGTATCTCTGAGTTGAGTGTGTCTTTCAGGTGTTCGAGCTCTTCTTCTTTATACAT
CTCCAACTCCTTCCTCAGTCTAACACACGTGCTGTCAGTGAGATGCTTCTGACTCACAAA



CTGGCTCTCCNGTCTCA
>BJ745600 ID   BJ745600   standard; mRNA; EST; 754 BP.
TTAATACAAAATAAAAATAATAATTTCCGATTGTAACTATAAAATAACCACAGTGTAACC
GAGAACTGAACTCAAAAAAGCTCACCTGTAAAAAGAAAAAGTAAAGCTCACACTGACGAG
CACACGGCACAGAACATACAGCACGGCTCTGCGACACCTAGCTATCAGTAAACATACCAA
CTTGGAAAACAAGTGTAGGTGGATATTATAAAATTAACAAGCTTATAAAATACTGATAAA
AGGTCGTAGTTATAAAGACAGTAGCAACTCCTAGAAGAGTCACCATGCATTGGGTTGTTC
CAGTCTGCAGTCTATAAACATTGGCAGAAAAATACAAGAAGAATCGCGACGTTGTTCCTT
CAGCGGACGTGATCTAAGGTAAAAACGAGCCTCTTTTAAACGCAGTCTAGATGGTTCAGA
CACGGAGCGACGTTCAGCGACTTCCTTTCTTCAAACACATGCAGAAGTATGCAAGGCTTT
AGAATCAGAACTCCAGCTTGTTTCAAGAATTTGTAAACAAAAATCAGCGTTTGGTTGGTC
CACGTTTCCCCCACTTCCTTCATCTTTAGTGTAAAAGTCAAAAACATTCTGTGATACATT
TAGTTGTAGGATTCATGAGGCGACGTCTCTTACTCAAGGTTTGTCAGACAGTAGATTGGA
TTTTTATCATTTAGCACTCTGAAGCCATCACTTCTGCAGATTTGTACTGCCATATGGTAG
GAGGCTAGACGTGGTCGTATTGGGAACTCTGGGA
>BJ745602 ID   BJ745602   standard; mRNA; EST; 399 BP.
AAACAGTTCTCTGTCGCCCTCTGGTGGTTCATCAGAGAAGCCAAACTTCCACAGAAAGTG
AATCAATAAACATGAGCTAATTCTTGATGCAGGTTTGAAAACACAGATGGAAAACAGCAT
CAATACAAATATTAGTCAATGTTTCCTGTAACCCTTGTGCTATTGTAGGCACTTTAACGT
TGGGAGTGGGGTCATCTAGACCCACTAGACAGTGCTCTGAACCTTTTTTCTTCAATGATT
TGTGATCTTCACTGGTGTCCATGGATTACATGAAATCTTTCCACCTTTATCCACCTTTGT
CATGGTAGGGAGAACACGTCAATGTAAGGGTGGGGTCATCTAAGATAGCACAAGGGTTTA
AGCANAACGGTGCTTGGCTATAGAGAGCTGTGTATACNC
>BJ745613 ID   BJ745613   standard; mRNA; EST; 420 BP.
AGCATTTCCTAAAGAACAAAGAATTTCTCTTTATATAAACACTTTCTCAGACTAAAAAAC
AAAACAAAAAAATCATAGTACTTGCACATTGTGCTTTGATTGCAGAGTCTGTACAAACCC
TCCGGGAGTGTCACCCAGACACAAAACCCAGGAAACTTCTTATTGCATAAATCACACCGA
CCGCTACGGCCATCAGATGAACTTATTCCATCCTTTTTTTTTTTTTAAATANCTAACCNA
AANCANNNGAAANGAGNNAANCANCGGGGACTNCCCAACANTGGCACCCTNCCCGGGGNN
AAGGCNGCCCGGNCTTAAAANGATAAAAAANTNTTTTTAAAANANCNCCANNANGTAAAN
CCNGGGGGGGANGATANAACNNCNTTNGGGNTTTNGTAAAACCNANCAAAACCCGAANCT
>BJ745625 ID   BJ745625   standard; mRNA; EST; 809 BP.
CAGTGCACATGTCATAAAAACTACTAAAGGTTTGCAGAACCCTAATGAAAAACATCCACA
ATGGTGCAGGAAACTACACTTAAGTGACAGATTCAATTGAAAAAAACAGAAATAACTGTG
GCTTGACTGTGTCAACTCCATATGTGTGTGTTTGTGTGGAACCTCTGAACATGCAGAAAG
TGTTGACCTGAATACTGACATGGCACCATGTGCATCAGCTGGCCAAGACATTAAAAGAGA
TCCGCGGCCTAACCCCTTGCTGGCTGGGTTTGTTCATCCGGAACAGCATTAAGGATGTTA
TGGAATGCATTTTTAAAATGAGTTCAGAGATTGTTCTTGCATAAGAGTGGTCTTCTTTCA
GACACAAAGCATTCTGGGTGACAGTGGGCAGTGTTGCTTGCTATCCTGAGAAAGTGGCGT
TGACTTTAGCTGGTATTGTGCTGTTTGTGTTAAATTAACCAGATTATTAGAAGAAATAAA
TAACTGCCCTGGCATTATTTTTTTAAATAAAGGACTGTTATTTTGACATATTCATTTGTA
CAAAATTGATGAATACCTTGCCATGGGATCTCCAAAAAATGAAAATATTACTCACGTTTG
GTTGATGAAAAATATACACAAAGCTCTGTACAAACATGTTAACTGAATTCTGAATAAAAA
AATCCCTGTCCATTTCCCCAAATGTGTCATTTCAGCTGTATCACCACCTTGTTCAGTAAT
AATCTCCCTATATATACATAGTCTCCAGTGTTATCCTCCTAATCCTGCATTCAAAGCTCT
TTTGAACGTTGTACTGCTTCAACATGCTT
>BJ745641 ID   BJ745641   standard; mRNA; EST; 813 BP.
TATTTTGTGTCAGATGTTAGTTTTACTTTTCTATGAAATCATCCCGGATGCCAGAGAGTC
GCTGCAGCACTAAATGATCAAAGGCAGCTGGTATAAGTCCCGCCCACTGTACCTGGTTGG
TGGTGTCATGACAGGTGAGCTGTGGTGCACAGCTTCGCTGGTTCGATACCCGACTCTGGC
ATTTTTCACAAACACATCTGATTTTTGTTATTGTGCTTTTTTCATTTTATTTATGATTAA
GTTTGATCATTTCTTTATTTCTTTGCCAATTATTCCCCTTTAAGTTTCATTTTCATTCAA
CATTATAGCATAAACCCTTCATTTTCTTCTTCTTTAAGTGCAGCTCCTTCTAGTTATAAA
AATCATCATCCATCTCATTTGTTTGACGCGTTTCTCTGAACCACAGGTCGCCGTACATAA
GATAGAAAACAACGAAGCAGCAGTAGAATCTCCAGAAGTTGGAGAAGGTGGTTTCTCAGA
CAAAATATTAAATATTAATATTAAAGGCAGAAGCAGCTGTAAATACGGCTGTAATGTAAA
AAAACCTGGTTGGTAGCTGAGCAGACATGTTTACTGGAGAAGATCCACAAAGAAAACAGA
TTTATCTTTGTTCATTAGTGACAAAACGGTTTCATTTAAGACGACGAGTCTGAAGAGCAA
AGATCAGAGACAAACGTCTTCTCTGTCTGAGAACGTTTCCACTCTATGTTCAGCAGTTCT
GCGTTCTTTACGTCTCCTGTAAACCGCCGTCTGGGTTTTCTGACATCATCAGCTTCTGCA
TCGCCGTGGAAACACTGACTGTCTGTCGGTGTT
>BJ745669 ID   BJ745669   standard; mRNA; EST; 508 BP.
ACAACTGAAATCATTTTAATAAAATGTTTGTTCCGACTTTAAACTGGAGGTTTTGGTTTC
AAACTGTTTTCTTTGTAGAAACTGTTTTAGCCACGCCCACCTGTCCCATCTGCTGTACCA



CACGGCGCCTACAGGTGGCGCCAAGTGAAGACTTTGCATAAAACGTCTAATCAACACGTT
TTTATTTTAAAAATATACTTTAGACCAACAGCTGCGTATAAATATTCAAATATAGATCAT
AGAAACCATCAGACCAAATATCAGGCAGCTGTCTGTACGGCACTTATGACCCCCCCCACA
GTTTCTTAAAGGTTAGAGTTTCTACATGAACAAGTGTTAAAGGACAGAGATGGGGGGGGG
GGNGTCAGGATCAGGAAAACCCGGCTTTGGTTCCAAACCAGGATCTGGTTCNGGTTCCCN
ACTCGAGATGCAGCCCCCCCCCCCCCCCAAAAAAACCCCNGGGGGGGGAANGNCCNNNGG
GGGGGGGGGGGGGCCCCCNNGGNCCCCC
>BJ745672 ID   BJ745672   standard; mRNA; EST; 755 BP.
AACAGACTTAAGATAAATATTAACAATATCGTCTAAATGTCAGAGATAAAAGTCTTTTAT
TTATGAGACAAACGTTTGATTGATGCGCTGCTGCCTGGTGGAGAAAGGTCAGAGGTCAGA
CGCTGGAGTTGATCAGTGGAAGAAGAGGTCTGAGGCCGGCAGACCGCCACACCACAGCCC
GATGAAGCGCAGCACGTCCTGACACTCCGGACTGTGACTCGTCTTCGTCACCATCACAAA
CCGGTTCCAGTCCTCCTTGTTGGCCGCCTTCCCCAGCGCGGAAAACTGGATGTTATTTCC
CAGAACCGGATATCCTGTGAGAACACAGGGAACCGAGCGAAGGCCGCTGCCTGCAGCCAC
CAGGGAACCTTCAAAGGTGTTCCTCTCATCGCGAGGAAGAACCTGCTCCACCTGCTGGTC
CACGGACACCGTCAGCACCCAGTTCCTGATCTGCTCCAGCGGACCTTCTGTGATGCAGAC
TTTGGAGGGAAGAGGAACATCGAAGGGAATGTCGGTGTCCATGAAATCCATGTGGTCCAG
AGCGCCTTCGCTGTCGTCCTCGATGGCATAACACAGGTCCAAGAAGTGATTCAGAAAGAT
GAAGGCCATGCTCTCCCATCCAACCTTCTTGCAAGCCTTGCCGGCCTCGTAGAAGGCTTT
GTCGGCGGGGATGGTTCTGGTGTGACGCAGCAGGGACACGGACAGCTTGGCTGCGATGGT
GATCAGCTGCTCCTGTCCGTTGGAGGCGGATCTGG
>BJ745683 ID   BJ745683   standard; mRNA; EST; 309 BP.
AATGCTGGTGCATAGTNTTCNNACAATTCCAGATCCCCCATCAATATAAATGGAAACCAN
AGTTAAAGACATTCATATACAGACCACCACTACTTTGTTTAGGCATAAGTTCCAGCATTG
TNGGTTGCCATAAACGGACTTCCNAAGCNTGGTTAGNGAGTACATTCAGAAAGACACTTC
AGATTATATTCAAGATTTATAATCNTATTTTAAGAAGGACATACGCACTAAACCANGCTC
CAGCCCCNGACCCTGACNGTTCAGGTAACCCGTCACTCAATAGGATTAAAAAAAAAAAAN
AAAAAANCC
>BJ745684 ID   BJ745684   standard; mRNA; EST; 390 BP.
TCACGAGGACTACATATCCCAAAATGCTGTGCATAGTTTCAAACAATTCCAGATCCCCCT
CAATATAAATGGAAACCAAAGTTAAAGACATTCATATACAGACCACCACTACTTTGTTTA
GGCATAATTCCAGCATTGTTGGTTGCCATAAACGGACTTCCAAAGCTTGGTTAGTGAGTA
CATTCAGAAAGACACTTCAGATTATATTCAAGATTTATAATCTTATTTTAAGAAGGACAT
ACGCACTAAACCAAGCTCCAGCCCCAGACCCTGACAGTTCAGGTAACCCGTCACTCAAAA
GGAAAAAAAAAAAAANCCCNNNAANCCNNANAAGGCCAAAANTNGAANNAAANNNGNCNC
ANCAAAAAANNCCGGGGCNCGCCCANCCAA
>BJ745694 ID   BJ745694   standard; mRNA; EST; 797 BP.
ACATTCCTGGAATCANAGCAGCAGCAAAGTTCTTATCATTGTCCAGAGAATATTTACCAT
TTCTTTCATGTCTCAGAAAAAATAAGAATGTACAATAGGTGTGCTTCATTTTCCAAAAAG
TTTTAAAATTTCCCCTTATTGCACCAGAGCCAAATAAACTTCATTCGCAGGGCTGCTAAA
AGTAAGGTGTTGGCCTTTCAGGAAGGAATCGAACTCCTTTAAAACTAGCTACTGCAATTT
AATTTGCACTTTTTCTGGACACATTACTCAAAGATCCCATAAATGTATAAAAAGAGTCGA
TAAAATCCAAAGTTTGGAAAAGAGGAAATAGAAAAACAGTTATGAAATCAAGTCCGAGTG
TGTGGTGGGGAAAAAAAAGGTAGAGTTAAAATTGTATTACAAAAGGTGACACAAAAAAAG
TGATGTAAAGTGTCTCAGGACATGAAAAAACACATAACGCTGTTTCCGTGGTAACAACAA
CATCAACAGCAGTTGTCCATGCTGCCAGACTCTGTCCACGCTTGGCAGTAATCTGCAGGC
ACTCGGGGACTTTTCCGTGACCCCGAGGCGCGCCTTTCTGTTGAGGTCACTCATTTATAA
TTGACCACGCGTCAGGGTCAAAGCAAAATCCCACCAAAACAACACCGTGTGGCCATGATT
CCATAAAAGCCAAATTAGCATTAGACATTAAAATAATAATAAATGGCATCAGGAATTCAA
GACATTTTCAAATTCACATAAAATATTACTTTTTTGGATGGAAACTGTTTCATTTGATGA
TTTCATAAAATCANGCC
>BJ745703 ID   BJ745703   standard; mRNA; EST; 734 BP.
CAAATCTTAGGAAATATATTAAACGTCGTTTGGTTTCTGAAAATTTACTTATATTAATAT
AAAATTTGTCAAGTAAAACAACAAAAAACTTAATCAAAACAGATAGTTATGTGAAATTAC
ACCCAAAATGATTTTTTTTCTAATTTTACCAACAGTTAATTTAAAAGAACACTAGAAATG
AAATTTACACTATTAATGTAAATGCAATCAAAATACAAACAGCAATCGTCTGATTGTTTT
TAACACGAAATATACTATTTCAGTCAGACAACGCATAGAAAAAGTAATTTAGTTTCATGG
TTGTGACTTTATCTCCTGATGTTTGGATGAAGACAGAAACTCCTCCCATCACGCTGCAGT
AAAGGTCAAAGGTCACCTGTTGTCTAAAGTTCAGTTTCAGTTTGAAGATGATAAATCCTC
ATCAGTCATGTCTGTTGAGTCACAAACTGCAGGAGCTTCATGAAGCTGCTCAGATTCCAG
AATGATGAAGAAAATCAGAACCAGAGATCCAACTGGGTTCTGCAGAACATGAACTCCACA
GAGAACAGGGACTGCACACGTCTTTATGGGGTTTTAGTTTCTGCTGTGAAGAGGAAAATC
TTCATGAGTTGATCTGTTTTTATGAAGGAGCTGCTCTTTCACCTGCAGACATCAGCAGTT
CAGACAGTCAACATTCGTTGGTCTGGGTTCATTAGATCCATTTCTGTGTTGATCTCTGAC



TCTGCTTCATCTCT
>BJ745713 ID   BJ745713   standard; mRNA; EST; 121 BP.
AAATAANAAAGCAAACATCTTTTCAAACCCACTCCCCCTCTTTTCTAAANCAAAAAAAAA
AANAAAANAANCAAAACCCGGCTNAAACCCCNCCCCCGGATTTTCCCCATCCAAAAANNG
C
>BJ745715 ID   BJ745715   standard; mRNA; EST; 686 BP.
AAATGCATCACAATATGAAAACAAAGCGATCAAGCAAGAAACTTTAAAAGTTAAATTAGT
GCTAATGAAGCTTAGAATTATTGATGATATACTTTCTTTCTGAAATACCACTATTAAAAC
ATGACTAAAATTTAAAAAATAACCATAAAATGTCTTTAGTAAAGTGTAATAATAAACTCT
ATAGTAGCAAAGCAAAATAAAAGCATCCAGCATCTAAGACCTTCTGAAAATTCCCATTCA
AGAACAAAAGAAAAAAAAAAANCTNGCANCTGGGGANGTNGCANATNCNTNGNCNCANAG
ANGCCTAGAAATAGTTAAAAGTTNTTTGAAGTNCNCANGNCANGANGGNCNCNCTNTTTG
CNCNGNCCGGTAAACANCNGGTTAATANGNCCANCAATNCNTTCANAANAGGNGACTAAT
TTNGGCATAAAAGNCNCNTTCCAGCAGGGCATTTCAAANCTNGAAGTTTTATTAATTNCT
TATNGNCAAANGNCNGCCAGNGNCTNGAACTTNGGNCCTAGANCANCCANAAACTGCAAA
TTANCCCCCAAGTTGCTGAGTGAAAGCTTGTCCAGTGACCCACACTTACNGCCTTGCCCT
TCAAAGTTATAGATGAAGGGNCGGTCAACTGCTTTATCACGNGCATCAGCTTCAGCAATC
ACAGCCNTTTTCCTTTCAACTTGTCC
>BJ745717 ID   BJ745717   standard; mRNA; EST; 569 BP.
AGGAGGAAGCCGAGAGAACAGAGCCAGAGGTTTGGTGGAGCTTGGTTCATGAAGTGCNGG
GGTCTCTGCGGGAGTCCAGCTGTTCTCAGAGGACTGGAGCTCCAGTTTGTTCTCAGACTC
CNGTTCGTACGCAGACTCATGAACTGGACCGAGTCTGCACAACCGTCTCCCAACCACAGC
CGCTGCTTCTGGGCTGAAAGGATCTGCGTTGAGGTCAGATCTAAGCATTTTAGCTCTATG
AAACACCACCTTAGCTGCTCCACTCCACGGCGTCTCACTTCTGACAGACACAGCTTGGAG
CTCCAACACCCGCTTTATGCCCGAGTATCCATTAAGCACCTCATGGNTGTGATTCAGTTA
CTGCTCGTTTCCAGTCTTTAGTGTTCGTTTCCCACACACACAAACAATAATGCTGCTAGC
AGTTCCCAGCCCATGAAAGCTCTGGTTTCAGCGAATTCCCTCTTTCAGATCTCAGCGTCT
GGATGCAGCGACTCCACGAGACAGGAGGAAACTGCAACCTGAGGTTAAAACAAAGACCTA
CGGGAAAGGGGATCTTTTTTTTTTTTNAA
>BJ745723 ID   BJ745723   standard; mRNA; EST; 168 BP.
AGGACAATCCTGCANAGCAGTCCAAACTTCCCTCTCCCGCCCCCAAAAGATGAAATCTCA
ATAAAGCCGCCTGAGCATTTCAAATGATCANATTCTGGTTTTTGGTATCANAAAACAGCT
GGGTTCCCTCANTGCCNCCCGAGCACAGATTATACTCCCACCTCGTGC
>BJ745745 ID   BJ745745   standard; mRNA; EST; 680 BP.
ATCATTTGCAATANCAAGTTTTCTTTCAGTCTGTTAGACACAGACAATAATCGTAAACAT
AATTGACAAGTTTTCATTCACAAATAGAAATTTTACACAAAAGAAAACATAGCAAACAGC
AGTCTCTTCTCAAAAACGACAATTTTCTTTCCATTACAAGACAGGAATGTTTTTTTTAAG
TAAACAAAGTACAAATCCAAAAATATGATAGACAGTTTATTTATCTTTATTTATTTAGGA
GAATTTGGTCCATTGAAATTTGAACTGAAATCTGCAGGAATGAAATAGATGTTTAAGTTA
TTAACAGGAAAACTTTTGGAATTTAAAAAGCTCGACAAACCTAGAATCTTAAATTCTCTA
CAGAAACTGAATCTGCTCAGTTTAACTTCATCCCCTAAATGCTACTTATCCAAAGTGCTT
TGATGCCACAGGCACAGTTTTAATGCAGAAACTACTGTCATAGACTGACAGGTTTTCTCT
CTGGAAACAATCCTTTTCCATGTAGTCTTGAGACAAACTAAATAAACAAAACTTAGAAAA
CATCTGAGTTTAGAACCCTCCAAAAGTGGAAACAGCTCCTCCTACAGGCCTCTAGGCGCC
ACTGCAACATACCCATAAGTGTCTTCAAAAATCTGAAAACAAANCAAAAAAACTCGAGAC
TAGTTCTCTCTCTCTCCCTC
>BJ745747 ID   BJ745747   standard; mRNA; EST; 450 BP.
ANGGGGGTTCANCNCCTTCCTTTCNCGGTTAAAACTTAGGTTGTTGAATTTGAACAAANG
CGGGTTCTTCAAANGNGNGGTAGGGGGGAGGGCNTCCGNGTAGNCNTTCCNCATTTGGGG
CTGTTAGTTCANCTGACAAAACTTCNCNCTTANCTGCAAANGCTTCNCAAANAANGAAAA
GGAACNTANTTNCNNCANTTAGNGAAATAAGGNAACCTAGGGATGAAATAGNGTTTCNCA
GNGTATAGGCGNCNGGGTAANCAAANTACCGNCGGGGTATTCCNGCTAGGCCTAAAAAGT
GTTGGGGNAAAAAGGTTAGGTTTACNCCCNCAAACNTTACCCCAAAGNGGATTTTTGTTC
NCGTTCCGNGTAAAGTATANCCCGAAAATANAGGGAATCANTGAACNAANGCCCCCATAA
NANCAAATACGGCCCCCATANAAANAACGT
>BJ745748 ID   BJ745748   standard; mRNA; EST; 767 BP.
ACCGATCCCTTACTAGACCAGCAACAAAACTTCAACGTTTTATGGTTTAGATCAAAAAAC
AAGTAATACGTAAAGGTGACGGGGCAAAGCTGTGCAATGTTTTGCTGAAATATGTATTCA
GGCAACAATCAGTGCAGCAGGAAATAAATGAGGGCAGCGTCTGAAGACTGTCAGCGAAAC
AGAATGAAGCCTGAGAGAGCAGCACATTACTGGACTTAATCCTTCTTGTATTGTGCGCTC
CAAAGTCTACCCTTTAATGCTCCTCCCTGTGTAGGTCTGATAAACCATTCTACCTTTTCC
TCATTATAAGTGAACTGTGGCAGCACAAGATTGTTTGGCAACCCTTCAGACCACTGAAGC
AGATGAACAATTATTCTACAAAAAAAGGAGAACTTGAGAAAAACACTTGGCGTGTGAAAA
CAGTTGAAGATGACCTTTTTTATGGTAAAGAATTTTATTTTTTTTAAGAGGGCATTGAAC



CTGTCATGATTTCTGTGTGTTTCTTTAAATGAACATCTTGGTATTTTGGTATTTGTTTAC
AATAAACAGGATCTAAAATTTAAAATTTGGGTTCAATGTATTTCTGTATTTCATCCTTCT
TAGTTCAAATTTACACGGGTCCATCTGCACTGCATACATTGCACATGAAGTCTGTCTCAC
GAACATCGGTTAGTTTACTTAACATTGTCTTCGTTGCAGCTCCAGTCCAATCCCCCTCCC
ACCTAGATCCCAGGGGAGTGGTTTGTCCTGCCACCCCCGTGCCGAGT
>BJ745757 ID   BJ745757   standard; mRNA; EST; 736 BP.
GTACTCTTTTGTCTCACACAGGCTTACTTGGTTCCATTAAATCACAATGAACAAATTCAG
CAGGAAGATAATATCAGACGGTTTCAGATAACACAGTTAGGACCCACTTATTTGCACTTG
ATTCACGTCATTCAGAGTGACACTTAAAACACGAGAAAATGAACCAGCCAACGTGGAATA
TAATAGGCCAAAGAATGAAAAAGAAGACCAGAAAACAATAATGAATAAGAAAAACAGTGC
TGTTCAAACACGGAGGTTATTTATGGGTCACTGAGCACCATGTGGTCCGAAGGGTGTCTT
CTTTCAAAGGATTAATGATATCATAGTCCAAAAAAACCGACAATAGCATATTAACTCCAC
TGTTTATCACATATTTCATTCCCCAGATAGAAACACATACACACTCACAGTAAATTCCAC
ACTGGCACTGATTTTTGCATGAACACTGACATCTGGATTTTAATGATTGAATATTCTATC
ACCTTCTTCCATGTGGAGAGATTCTTCTTAACAAAACACACTTTTTTTCAAATGAGCGAA
CTACACTAAGACTGTTGAGTTTATTATTGCACATTATCACGAAGGCAAAATAAAAGATGT
ACCGGTACATTTCACAAACAAATCCTCCGAATGAACTCTTATGTAAAGTGATCAATAGCC
TTAAGGTCTACTTCCATTTGGGGCACGGATTGTTCCAGCGTTTAGTCTTGGATATTGTAC
GTATAAGCCTCTATGA
>BJ745776 ID   BJ745776   standard; mRNA; EST; 107 BP.
TTCCAAACTACTCANNGGTCAAAATACNTCANCAAATGCCTCAGAGTACTTTGGAANTGC
NGTTCTGCCGAACAGCTTTTTTTTTCCTTTGANTTTTTTTTGAANCA
>BJ745779 ID   BJ745779   standard; mRNA; EST; 726 BP.
AAACAAATAGAATCTGCATGAGGCAAAATAAAAGACAAGCATATATTTGTTGTTTCAAAC
TTATAATAAATAGTGACCTAAAGGAAAAGGTTTATAGATGGTGAGATACGTTATTTCAGT
AATACATGAGTGAAAAAGGTAAAAAAGTGACTGAAGATAACACTGATGGAGTTGCTTTTC
ATTTGTTTTATTATGAAGCATGCAAGTCATTTCACTAAAAACAGTAAAAGTGTGCAGATG
TACAGCCCACTAAAGAGCTGCTACTTCAATTTAAATCCTTTAAAAATTCACCTGGACATC
ATCAAGAACACGAGTTTGCGACACCTCCAAGCTCTGACGCCTCAGTCTAAGTCTACAGGG
AAGCATGAGATAATACAGCATCATTAAATAGGGATTCTGTCAGTTTTACTTTGTCCTATG
TGCATTACATATAATTACTACATATTTCACATTTATGTAAAGATATTGTGGAAAAATCCA
AAAAGTCAAAGGTCCATGAGGTACTATAAAACCACAGAAATAAAAACTGAATAATCCAAA
TGTAGCTTCATAATTTCAGATTGAGTCGCTCATTTTTAAGAAACTAACATACATTAAAGC
TCCAGGAACACATACTCATAAAACATACTCATTTTTTAACTAAAACCTCTCACAGTCTTT
GGACATTTTATACCCAGCACTAAGCAGCCACATTTCAAACATCTACTAAAAACCTCCTAC
TTTCAT
>BJ745787 ID   BJ745787   standard; mRNA; EST; 698 BP.
CAATCTGAGTTTTGTGATTGGTAACATTATGATTTGTCCATTTTTGACCCGCAGACAGTT
TGGCCTGAGGCTTTACCTGAATAAAGGAGAACCTTCACTGATCTTTTTCTGGATAATTTT
TCGGGGGAAATCCTGAACAGGGGAATTTTTTTTTTATTTCAGGCTGATGAAGCCGTTTGG
ATGATCGGTGCAACGTTTCCCCAACAGAANATTTATTTCCAGATGACTCAACTTCAAGAC
CAGCANAGAAATGTTTCCCTGTGCCTTAAAATGGGTTTATTTTTTATAAAGCTTGACTAG
AAGTTAGAGAAGTGTGGATCGATGCTCAGTAGATCAGCAAATATAGACCACAACGCATTA
CATCTGAACCGTTAGTCAGTGAAAAATGTATTTCAATTCTTTGTTTTTTTCGGAGCCTCC
ACTATCANAGTGTTGACATCACTTCGGGCGAAGCACACACAAGAAGGAAATGTGGGCTGG
GGCATCAACGGGGAGAGCGGCTGTCTGACCGACATGTCAACTCTGGGAATCTGGGAGCCG
CTGGCCGTCAAAGCTCAAACCTACAAGACGGCGGTTGAGACCGCCATCTTGCTGCTGCGC
ATCGACGACATCGTTTCTGGTCACAAGAAGAAGGACAAGGCGGATGGCCAAGGAGCCGAG
TAGATCCTCTGACGTCGACATTTCAACAGCCCAGTTGT
>BJ745792 ID   BJ745792   standard; mRNA; EST; 120 BP.
ATCTTTCNTTTTTGCCATACTTTTCNTGGGNGNGTNCACTTGATCATTTANATCTCCCTN
CCTNACCACCCAANGCCTTTNNAGTANTTGCACACCAACACGTCTTCCTTACTGTNNTCC
>BJ745798 ID   BJ745798   standard; mRNA; EST; 337 BP.
GTACAATACATAAGGGTCAATAAGATTTTCTTTTAGCAGACAGAAAGGTAAAACTGCCTC
AGGTAACATGCCTTGTGGGTTTTTTTCACAGACAGGTTGCATCGTCCTCTTAAAAACCCT
TCACAGCACAATACAAAACAGCTGATCCGTGTGACTTCAGAGCTGTTACACGATGCAAGA
TGCATTGTCCAAAAAAAAAAAANAAAAAAANCCCNGAAATATNCCNCNCGGNGGNAAAAC
ATTTTTATTCATTCNCTTCTTCTTTCCNATCATCNCCTCTACCTTCGGCCTCTCAAACNC
NCCANTCCCTCANAAGCACNTTCTTAGCGAGANGTNT
>BJ745800 ID   BJ745800   standard; mRNA; EST; 742 BP.
AGTCTTCAGTTTCACCAAAACACAACAAAGAAATGAAACACAAAATCTAACACAGAACAT
CGGTATGTACAGAAGGAAGTGATGAAGACGTCTCCTCCTCTTCCTCATCCCTGACTGTGG
GACGGAGAACTTGGAGGCTTACAGAGCCAGGTGAGTGTTTTTAGAGCTCCGCCCCTCAGG
GGATTCTCTATGGTTCACACCAACAATCAATGCCATGGTGCGAGAACTGGGGTTCCTCAG



GGATCTGGTCTGGACCTCCTGATGAAGAGGAGCTTCTGGGCCGTGCAGCGTCAGCAGGTC
GTTCAGTAGCTCACACATTCCGACCTCGTGCCGAATTCGGCACGAGGGGAGGACAGAGGT
GGAGGCTGACAGACGGCAGCATGGTCCCTCTGAGGCTGGTCGCCTTCGGCTTGCTGGCTG
CAGCCGGATGTCTCGCTGGAGTTGCAGAGGCCGAGGTTGTGTACGCGTGTCTCAATGAAA
CTGCTCACATGTCCTGTGATGGCGGCAGCCAGATACACCTGAACCACATCCTGTACAAGG
TGGGGGTGGGGACGAGATGCGGCGAGGGGAAAAAACACCCGGACGACGGACCCGACGCCT
TCTGCTCCTTCCCGTGGGCCGAGATGGTGGTGGAGGACCTCTGTAGCAGGAAGAGGTCCT
GCCGGGTCCCCGTCACAGAGCTGGTGTTCGGGGAATACCCCTGTAAAGAGGAGACCAGGT
ACCTGGAGGTGTCCTACACCTG
>BJ745802 ID   BJ745802   standard; mRNA; EST; 371 BP.
AGCACAAAGTTACAATCGATTGTCTTCAGAAGTTTACAGAACCACTGCAGCAGACGCAGA
CAGTCGGGGGTCCAACTCTAGGGGAGCTCAGTTTGGGAGGGTTTTCATAGATCCATATAT
TTATATATATTTATATATCTATACGTGTATCATAGAACAGTAGTCATACAGTCCCAATGC
AGTCTTCCTTTCTTTACCATGTCTCCTCACCTGATCCATCAAGAATCATCCATTCTTCAG
AGTTTGGACACTTTCTGCTTCTTCAACCATTTTCAGTCAAGTCCTTACTGTTTCCACTGT
GGGAGGGGGGGGGGGGGGGGGGTTNAAAAANAAAAAANGGGGNGGGGGGGTTTTTNTTTN
NNGGGGGNNGG
>BJ745811 ID   BJ745811   standard; mRNA; EST; 776 BP.
ACTTACATCCACCGGTGGTGTAATCTTTCCATGGTAACATACTGTACAGTAAAACTTGAT
GAAGGAAAAAACAACATTTGCAACTTGAACCTGATACTAAGACATGCAGGGAAAGGCTTT
ACTTGTGAGAACATTTCTGTAGATAACTGTACTTTCACTTACAGAATGCAAACCATAAAT
TAACTTACCCTTTCTAAACAAAACCAGCATATTTGCTGTTTTTTTCCCATCCATCAGCTG
ACTGCAAACACTGAAAGTGAGTTTTCCTAGGAGGATGGAGAGCAACTGGAAATAAGGAGA
TGGCAGGTTTCTACAAGCAGGCAATAATAAACACATTCAGTACAAGGAAGAGGATTCTTC
TGCATATCCCAACTGGAACACTTCCTTCTACCACACATTCTTGTAGCTCAGGTTCAATAT
GTATGGACAAATAAAATAATAATAATACTTGAAAAAAAACTTTTGTCAAACCGTGTCAAA
GATGTTGTCTTTCAAAATATAAGCGGTATGACATGGCGTAACAAAAATGGTGCAAAGTAG
GTAAGAGGTATACATGAGGGCATATAATGTGTAGGTGAATTTAATTTAGTGCATTGAAAG
AGGTGAAATCAAGTCCCTTTCCCATTTTCATAAGGCATATTTGTGTTCAATATTAATCAC
TTTTTACAATACTGACACATCTATGAAGAACTGCTCTGAAAGTTCAATAAAGAAAACACG
TAAATAAAGGCTTCAGACTTTTACATGTAAAAGTGTCAGCTCACCTTTCATGAGAA
>BJ745826 ID   BJ745826   standard; mRNA; EST; 690 BP.
GAGCACATTTCCTTCAGATTACATCTTCTAACTTTAAATATGTTTCATCGAGTCTCTGCA
GCCCACGGTAACAACTCTTATGGTTTGATGAGGAAACATTTCTTGTTTGTGAGATGACAT
GAAGTGACCTATGACCCTTTAGTGAAGGTGTCCCTCTGACAGCAGCAGGACCAGTCAGAG
ATGTGGATCCACTGAAGGATTCTTTTGGTTTTGGCCGCGGCGGTTCAGGACTTCCGGCGT
GCCGTAAAGCGAAAACGCAAACAGACCAAAGAACGGAGAACGTAAGAAAAAGTCTTTTGT
TTCAAACGCGGCACCAGCGGTGATGCTCCAGAGTCCGTGTTCCTGCAAAGTGACGGGAAC
GCTGCAGCGTTTTCATAGGTTTATCAAAGGGATGCTTTATGGAGACGGAGATGCGGATCC
AGAGACGCCACAGCGGCTCTCTGTCCCTGTTTGTCATATTTACAGCTTTGTACACAGAAG
AAAAACGTCTGCAGAAAAGACAGAACTAAAAAACGTGACTCTAAAGATCACAAGAAATCC
TTGTTTCTGCAAACGTCTCGGTAAAAACTCTTTCGTCCTCAGAGTCGACGGAAAAATGTA
AAACAAAAAGTTGAGATAGAAAGCATGACACGGCGTTCTCCAGTGGCCCCTTCCCTCAGG
AGGGGATCCATCTTTTCTGTCCCGGCACAA
>BJ745833 ID   BJ745833   standard; mRNA; EST; 751 BP.
ACGCTTTCATCATCCTCTCACAACATCAAGGAGAAAAAGAAAAAAAAACACACAAAACGA
TTTGACCAAAGTCATTGCATGACCAAAGACGTTCTCTGTCCAAACTTAAGTATGAACAGA
AGCTGTGCAGAGAGCCGTTGAACCTGCTAACAGATGAACCTTTCATTTCTCTCGTTACTC
GAAGAGCGTTGCCTCCTGACAGCTGATGGCGTGTATATACATTCAGACCTTAAACGCACA
AAGTAAAAGTGTAATAAAGTCTCTGAAGCTGCTCTACTTTCATGCTGCTCTCACACATCT
CAAAAAGTCTCCTGCCTTCACCCAGTTTTTCGTTTGGAACTTATGTTGCCTTTTTTTTAA
TGTTAAACAGAAAACAATTGAAAGGAAAACAGAAAAAACTAGTTCTAAATGTCTGGAGCA
ACAAATCTAGCAAGTCAAGTGAGAACTGGAAAATTCAAAAGATCCATCGTCATCCTCCTC
CTCCTCTTCATCAGCCATGTGAATGAAGGGCGGTGTTGGCGGAGCTCGGATGACAGGTGG
GCTGAGCAGAGCTGGAAGGCTGTGGAACCAGTTTGTGGGATTCTCCGGGAATATTTTCTG
AACTCAGAACCTGAGGTGGGATTTGTGTTTCACCATGTATCTGTCAAGGGTTTCCCAAAA
TCGCAAGAAGACGGGTCGGTCGAGGTGGCGTCTGTGGCGACTCAGCTCCAGGACGGTCAC
GTCCCACTTCTGCACATTTGGGTCCATCTTC
>BJ745840 ID   BJ745840   standard; mRNA; EST; 165 BP.
CAAANAATCANCTGATTCTGGGAGTAATTTGGAAAAAAACANCTTCNNTAAATTNGGATG
CANCATTTTTNTATGCATCATTACATGAGACACTACTGCACATATCTTTTACACATATCT
TTNCGTACATTATGTTGACTGATTNATTGAACTATGATCTCCCAA
>BJ745842 ID   BJ745842   standard; mRNA; EST; 787 BP.
GTAATAAACGTAAAATCAAATATATATTAAAAATAATGCCAAATTACACAGAGAACAGTC



ACTGGGTTTAAAAACCAATGGTAACGTAAAAGTACCATAAATGGTGGTACAGCTCAGATA
AAAACAGCCTCATCCATGTGAACTCTTGTGTTTCACGTGTCATACGGGCGTTTCAGACAC
TCAAGCAGGTCAGAGCAAAGCCAAACCGCTTAACCCACCGACAGTTTCCCATCAGTCATC
GTCCTCAGCTTGGTTTATAATCTACCTCCACTCTGGTTAAGCATGTGGGGCTTTACTCCT
AAAACAATAAAATCAACAAACAGGAGTTTGAATCCAGTGACTGATGGTCAGAAAAGGGTT
TCTTCCAGGCTGAATAAAGGCACTGCGGAAACGCTTCAGTGAAACGGTGTGCTTTCAGAG
ATGGATGAGTGCAAAAATAGATTTTCAATAGGAAAGAAAGATTGTCGTTTTGCTTTCCTT
TGACCTCTGTCTCTCTCACACTTGCAGGTTTAAAGCTTTAGTTGCCCGACCATGGGCTGA
AGCACGTGTGTAGAAACTTGCCATTAAACTCAGTACAGAACACGGGCTGTTCTCATCCCG
GCTTTCATTCAATCCAAACATTTCTCACTTTTTCAGTAAAAAGCAGCTGAACGCCTTTGG
GCCTCATCACTTTTCTAACTTGGCTTGCATCAGAGCGCTCATATTTACACACACACACTT
CCTGTAAAGCGTTATACACAAAGGTTACCGACAGTGAAAAGACNAACATAACATTTAGCC
TGCAGGC
>BJ745851 ID   BJ745851   standard; mRNA; EST; 164 BP.
AGGCACAGGTATGGAGTGTTGGTCTCTAATCCCCCCNNAGAAGGGTGCCGCCGTNCCNCC
AGTANACNTCAGAACCATGNNCNCNANGGTGTTTGACTAANAANCACCGGTTCTCGGGGG
ANTTGNNTTGTAGGACCTCATCTGAGGCGAGGATGACATGCCCG
>BJ745858 ID   BJ745858   standard; mRNA; EST; 709 BP.
AAAAACATTGTTTTAAAAGTATTTCAATACTTATGGGAAAGAAGATAACCACTGCTATAA
ACATTTCTGCAAACATTTTTGGCAATAAAAACAGTTTTACTAAATGTCATTTTAGTTAGT
CAAAATGAAACTTCAAGTTATCTTTAGTTAGCTGTCCTTTTGCTGCAGTTTTATCAGATA
TTTCCCATAATCCCTCATTCACACGGTTAAATTTGACAACAAGAGCACCTCTCTAAATTG
AGGAATCATAAGAAAGTACTAGCAAGTTTAATTTAGTTAAGTGAACGGTGACATAAAAAA
GAAAAATAGCACAAAAATAAATCTATTATTTACAAGACAATTACATATAATGGAGCTTAC
TTTGAAATTCTGAAGTGTGAAAGTGCTGGAACTCCCCTGGACAAACTAATCAACTAACTC
CTTGTAAAGTGAACATTTGGTAGCTTTTCAGGCATAAAGTGTGTCAAGGCTCATGAAGGC
AAGGAGTAAATGATCAGGAGGTTGTGTACTTCAACATGGTGTCACAAATGCACAACAAAC
ACAAAGAGGGGAACAATTGGAGTCACATCTTAAAACAATGAAATGTTCAGCGCCACTGGA
GTGATGAATTTTTCTGCTTCCCCCTTTTTTCTGACTCCAGAGGTACAGCAGGTAACGTAC
CTGATGTCAGCTTCAAGTGTTAATTCCTCATTTGCAGCATAACATCCTC
>BJ745872 ID   BJ745872   standard; mRNA; EST; 795 BP.
CAAACAATCTCCAGAATGTACATTTGGCAAAGGGACCCACAGATGGGTCTGTACTCAGGT
CCAACAACACAAAATCACTTCAGCAACATCCAACGCACAGGGGAGCTGCAGAGACACCGT
CCTCTTTGGAAGTTCAGAGCTTCTTGATGTCCTTGAGACTGAGTGAACATCAGAGGAATG
TTGTCTAAAGCTTTCCGAGTCATCTGCTGAGATTAACTTGCACATAAACACCAAACATGT
AAGGGGGAGGACTCTGTGCACAGTGGGCGGAGCTTGTCCGTAGTGCACGTTTAAGCTTGC
AGAAGCACGTCTCTCACCGTAGGATAAAGGCACGACAATGTGAGATGAAAGCATCATTAA
CTAACGTGAGACACGTCAAACACGGCAGGGACGGCGTTCTTCATTCCAGGTTACCAGAAG
CTTCTGACAGCTCTTTGGGAGCTTTTCACGAGCTGGTCGGCAACAGGTGACTTCAGAGGA
AAGTCAAGGTGTGGCTGGGGCCTCCCCCTCAGTCAGGGTCTTGAAGTGTACTGACAGAGC
CTCTTCCTCTGGGTTTGGTGGGCGTCTATACTCTTCTCTGGTTACCAAGTAGCAAAGAAG
CACTCCAAATAGCACCAGTAAGACCCCCAGGATGTTGGCCAGCACCCCCTCTGGGGGAAA
CTGAGGGTAGGAGGACTCGATGCTGAAGAGGAGTTTCTCGGTGATGCCAAGCAAACTGGT
TCCTATGGCCATAACCAACAGGGTCAGCCCGCAAAACACGTGGATTGGCAGGTATGTGGC
TCGTANCNTGACGAC
>BJ745880 ID   BJ745880   standard; mRNA; EST; 237 BP.
CTTATACCTGTGCTGANATTTATATGGCCAACATATCATGAGGAATGCTTGTNCTTTTTC
ACAAGGCANGAAANATCAGGATTTTGNTATTTTCAAAAGTGCATAAATGTAGTGACANAA
ATGCAANATATACAAAACGCTTTCCTTTACAACACTATCATGAAATGTNCAGATNATCTA
TTTCANGAATACACNACNTTCATCACACNATCACCNATGACCTCTTAATANAGCCCC
>BJ745883 ID   BJ745883   standard; mRNA; EST; 524 BP.
AGCAGAATGTCTTTGTCACCTAAAAAATAAAAAAAGGACATAAAAAAATAGATATTCTTT
GTATCAAAACAACAATAAACAGAAATACTTCATGGTATTTTGTTAGTGTAAGTATAACAT
GCATGTTTGGTTAATACTGTAACAAAGTTTGAGTAAGACGCTCAAAAAGTGAGTGAAACT
TTTACAGAGGTAAAAACTTGTCAAGTATAGCCCAAAGATTTGACGAATGACATTCAAATG
AAGAAAACACAGTTCTGCAAAATGAAGGTCGTCTTAGGATTTATTTGTTGGTCAAAGTCT
GGTTCTTCTCCTGATATTTCTTCTGATACTCTTCAAAGAGGTTGGAGTTCTTGAGAATCT
TCAGAGGCTCAGAATGCTGATCGGGAGGATGACACCAGCGGTCTTTGTTGGACTTGATGG
TTTTGACTACATCTCCTGGGCTCCGGTTGTTAATCACAGTTTCTGTCTGACCTGTGAAGT
AAAGAAAACACGAGTTTGAATGGATGTCTTTTTTTTTTTTTTAA
>BJ745898 ID   BJ745898   standard; mRNA; EST; 739 BP.
ATCGGGTCAGGACAGAAGTGATGGCTCCCCTTAACCTCCCTTTCATGTCAATCAAAGGTT
TCTGTGGGCAGGGCTCCTGTCTGCAGGTTCCTCCTCCAGAAGTTCCTCCTCCATCCACAG
ACACTCAGCAGGATGAAGATCGGTTCAGAGGAGGACGCTTCAGAACCATTCGTTGGTGTT



TTGGATCATTGTTCTGATGAAGACTGAGACCAAACGTCCTGACAGCAGGAAGAACGTCTG
TCTCCTAAACGGTTGATGGTTTTCAGATAAAGACCACAGATTCAAGAATCCCTGCATTTC
TGGTGGTAAAGCAGCCCAGACCATGACCAAGCCTCCTCCGTGTTTCACAGCACGGACAGT
CTTCTTTCAGGTTGTTGAGCTCGATTATGGGATTTTTTTAGGACTTCCTTCTATCGTGGG
GTGGTTATAGTGCAGAGGTAGAGCGGTCAACCTCCGATCGGCAGGTTGCAGGTTCGGCTC
CCATTCTGCGCGCTAATGTGTCGAAGTGTCCTTGAGCATCACCCTCCGTCATCAGTGTGT
GGATGGGACTGCAGAGCACTTTGGACCTTCTAAGAAGGCAGTAAAGCGTCGTACAAGTAC
AAGCCGTTTCCCACCCCATCAGTAGTGTCCTCCTCCACTCTGGTCCTGATGCTGGATCTG
ACTCTGATGCACTTTGACCTTGGGGATGACCTCTACTGTCTGTTCTGGTTTCTTCAGTTT
AGTCACAGGAACATCCAAC
>BJ745914 ID   BJ745914   standard; mRNA; EST; 629 BP.
TTTTTTCATTCATCTTTTATAAAAAACACTGGTTTCTTANAGGGCTTGTTATGTCGCANC
ACAGAGGTCAACGATAAGGTCACGGTTATGACTCTACAGATTAAAAGGGNATCAATNAAA
AGATGTGCAGAATCAGGGTGTATGTAGAGCATTACATTCTAAAAACNCAATGTGAAATAN
ACTACAAGTACACAGTANTAAAGACTATTTTCTGCCTATATTGTCCTGGTTATGAAAATT
CAAAAAGCAGTTGTGATTTCGTGAGATGCANAGAAAGACGCAACACTTCANACACAAAAC
TCGCGACGTCCTCTGACAGTCCCCGAAACGACACCTGCCCCCTTCCCCCTCTGCCAGCTG
CTCCGGCCAGTGGCCTGCGCCGTCGTAGCGGGTGGCGGCGTCGGGCAGGGGGCTGTCCTC
CACCAGCATGGGACTGGGCGTTTGGCTTGTCCCGTGGGTTTCCTCTGATGGAGGCTGAGG
AGGANTGGAGTCCTGTGTGTCTGAGCTGCCGGAGAGGGTCAGCGCCTTGAAAACATCCAG
CCTGANAGCCATGAAAGTCAAAGCTCCNGCAGCTGCCCCGTGATCTTCTCGGTACAAAAG
CCAGGAGNTCACCAAAGCCAAATCGATGA
>BJ745932 ID   BJ745932   standard; mRNA; EST; 692 BP.
AATGATGACAGTGATTTTACTTTGTGCCGCTTGTACAAATGGATCAACACAATGTCCTTT
TTTGGAAAGCCAGTCAGTTATAATGAAATAAACAACATTCTGGAAAGATGAAATTTGATC
AAAGGTGTTATGAGGGGCCCTTTTTTTCACAATAATGGTATTATTACTTGTTATTTGACT
TTTTTTTTTAAATGACAATTTTACAAAGTAACTTTTTTGAGTTTAGCTGAAGTTGGAAGN
CTAACTTCATTCAGCTTAAGTCTGATGCTGTATTGNAGTATTTATTTGGGAATTAAAAGC
CNCAAAAATGACATCNCTGCTAGAGAATAGAGGAGGAGCTGTCAAACNCCANAGAGGTAT
GTTCCATTACGCCATAGCCATTCATCTTCTGCAGCTTTAGATGGNCACTGNGAGTTANAC
ACTGCGTCTCCAGAGCAGCCNCCCTTTTANAAAACATCTGGCTGATCNCCATGAACGTCT
TGTTTTTGGTTTCNGGGATCACAACATATACNTAGACGGCCACAGACGCACAAACGGNGG
CAAAAACCAAGTAGCAGTAGGACCCAGCANACATCTGTAAAAAGGGGAANACAAAGCCCA
CGGTAAAGTTGGACAGCCAGTTCAGGGACCCTCCAATGATGTATGCTGCTGGGCGATGAG
ACTGTTTAAAAAGTTCTGCCGNGACAAGGAAG
>BJ745933 ID   BJ745933   standard; mRNA; EST; 766 BP.
ACTTTATGTGTGTCTTAAATATTTGCTAAATTGCACAATGTGTAACAGCACATAGAAAGC
AAATTTGCTTAAGTTTCAGATAACCCAAATGATTTTTTCCCTTTTCTTTTCANATGAATC
AAGACTCTGAGGAGAAAATGTTTANAAGACTAATAATGTCTATTCAAGTGAGGTTTTCAG
AAAAAGAAAAACAAAGTACAGACTTAAACTTTAAATAAAAAAGATACTTTTTAACTCCAG
AACTACTTCAGAGGTTGTGCAAAATCTTAGTTACAAACTTGTTCACTTTTATCAACATTA
AAAAATATGATTTACAACAAGTTAGATGCAGGTAAACTATAGATTAGAGGTTTGGTGAAA
TACATTTTTTGTGGCATTGATTACATAGTGGATTTTCCTTCTCTAAAGCTGACTGAGGTA
ACTAAACTCAGTGCCTTATTGTGGATAAGACTATCATTTGGGTTTCTGCTACATTGTCTG
TACTGAGCAGGTGTGTTTTGCATCTGTACTTTTAGTAGGAATGGGCATTTGCCAGTCAGC
AAAACCCCCCATCACACTTGTCCTGCAGTGGTTTTCTTCTTCNAAATTTGTCTTTGACTT
CTCAGCTAANGTATATATACGTCAGAGGCTGTTTANCTCGACCGGAGGAGATCAATTTTG
GGTCACAACAATTAGCAAATTCCACNAACAAACACATCACCATCTAACCAACTGAACCCT
TNGGACTATGCGGTCTATAGAAGTCGCTACTGGGAACATTTCTGCC
>BJ745938 ID   BJ745938   standard; mRNA; EST; 360 BP.
CTCTGTTTTATGCTGGGCAGCATGATTATATGTAATACATAAATAGCAACACAGTTTGTT
GTTTTTTTCTTTTTTTGTACAAATTTGCATATTACTAGTCAAAAAAAAAAAACAACTCAA
ACGTATACNTACGGTTATCTTTTAAAANGAAAAACATTCNCNCNGGGGAAAAATAANGCA
NGACNCAAACATACANGNGGTTAGGCAGCCATAAAACACACTTTTGCNCGGGGGNGNGCN
CANGCNCNCCCACAATTACACTCACACACACGCTTCTCTACNGGGTTCTATAGCAAATAA
ACANACGGATAGCAGTTAANCNGANGGAAGGTTACAACTAATTTTGATTTCNCCNCGGGC
>BJ745940 ID   BJ745940   standard; mRNA; EST; 760 BP.
CAGAGGGTAACATCTGTCTTTGACGTTTTATGCAATCAGCAAATATTCCATAAACACTTT
TTGTTTTTTTTGGATGAAAAGTTTTAATATGGTTGAACCTTTGCAACCCCTTGCAGGTTT
GGACCCAAAATGTCAGACTTCCATATCTGGCTGCTCCTGGTCTGGGTGTTGTTATGGACT
TTAATGCTCCTCACAGCTTCCCATGAGGTCAAACCAGCAAAAAGGCCTAACTTCATCATC
ATCCTGGCAGACGACATGGGCTGGGGCGACCTGGATGCCAACCAGCCTGAGAGGAAGTCC
AACAACACTCCTAATCTGAACCTGATGGCTGCGCAAGGACTGAAGTGAGAAGTGTTGGGA
GTGAAGTGACTTCATGAGTTTGTATTTATTCACAATAACACCTCTTTTTTTTTCTTTTTT



TTTAACAGGATGACANACTTTCACTCCCCGGCCTCGACGTGCTCTCCGTCGCGNGCGGCC
ATCCTGACAGGCCGCTACGGCCTCCGAAACGGGGTGACCCATAACTTTGCGGTGGAGTCT
GTGGCGGGATTACCTCTGTCTGAAGTCACCTTCCCCCAGCTGCTGCAGAAGGAAGGTTAT
TACACAGCTATGATCGGGAAATGGCACCTGGGACACAATGGTCCATACAGGCCAACCAAG
AGAGGTGAAGTGTGTCCTTTCTGAGTCCGACAACATTTACCAAACCCCTACCATCGCCCT
GAAGCACAAATCACTCACCATGAAAACATTTTAAAGATTA
>BJ745946 ID   BJ745946   standard; mRNA; EST; 536 BP.
GTGGCGTGCTTACAGGGAATGCAGGAAAGAGTTGAGACAGGTGCAAAGCAGAAGTGGGAG
CATTGCACACATTGTCATCACGTTGTTGAACATTGCCTCCAAAACTGTGCGGCGTTGACC
TGTTGCCTCTGTTTGGTTGACCAAAAGATCTGATGAAGAAGAGTCCTTCAGTCGGCTGGT
AAAGTACGTTGTAGCAGTCATAAAGAAGTTCCATGGCAGAAGAGTCCCCAGGCCAAGCAT
GAAGAAAATCAGCCAGACTCCAAAGTACTTGTCTTTTGGTGAGTGTGAGGCCATTTCACA
TGAAAAAACGGGTATCTGAAGACTGAGTGAAGACTGAGTGGGCTGCTTGCACAGGGGACC
AGAGGTGTGGCTGAGTGGAGGAGGAGCTTCTTTACAAGAAGCTCTTAGTCGCCATCGTTC
TGCACTTGCTCCTCCTCGTGCCGAATTCGGCACNAGGTCTCTCTCTCTCTCTCTCTCTCT
CTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCNCTCNCTCT
>BJ745972 ID   BJ745972   standard; mRNA; EST; 695 BP.
CACTTTAATGCAAAATTAGTGCTGAAGTTACATTTGTTAAAATTGTCCAAAAAAAAAAAG
AAGACAAATATTNCGGCTTAAAAATAAAGNCNCNGGCNGAAATNCAANCCCAGAACAANC
AATAGGANCTACGGNCCAAACCANCNCATAAATAAATTATAAAANGCCNCCAAATTAAAN
CCAACTTTTTGAGCGNCCATNCCATAAATAGGCNGCANCTTTCAGGGCAAAAATTAAAAG
TNGGTTAANAATAANGGAANGTATTTTAGTAGNGANGCATNCTACNGGGAANGGTAANGN
GTTTTTNCAAAGANATTANANGTAANCTTGNGTTATTTGCAAAGCNCNGTTGAGGTAANC
NCTAANCTTGTAANAGTANANCCATACNTTCAANCCAGTACTNCCNATTTCTNCTTTCNA
CGGCGTATNGGTNCTGACTNGGGTTTGATTNCNGGACNGATATTAGNGNCANCAGTAAAA
NGCAGNGAGNGAANGGGACAAATAAATAGNCNGGATNCNCATTTAGGGTTAAANCCNGGG
GTNCTNCNCAAAAACAAAAAGCAAGACAAACAAAACATTCCAGAGGGTAAAACACTTTGT
GCCAGCCTTAACGCTCCTTTCACATCTGCAATAATTACTATTGCATAAGTCTGATCTTTT
AAATAGTTTTTAGTTGAAAATAAATGTAAACAAAC
>BJ745973 ID   BJ745973   standard; mRNA; EST; 758 BP.
ACAGCTTGCTACACAACAAGGGTCACATGCATAGAATAAACACACATGATTTATTTCCAC
AGAAATTATCTTTGAAACATAATAAAATAAACTTTAACCTCATAAAAGCCTGACCTTATA
GATTCAAAACAAGCATTGTTTCTTTGTTATTACTCCAAGATTTGGCTTACAATAGGCTAC
TATTAATGTAGTCTAGCAAATACATGACTTGTATAGATAACATTAGTTCAGCATTCAGAC
CCTGTCTGTCGTTCTTTCAAACAAAGTATTAAAAACACAGCGACAAAAAAAAGAAACACA
GATATTTGCAACAAGTGGTAAAGAAAACAACCAAAATACCCTGGTTTCACAGATTTGTGG
CACGAATGAGAGAAGGGAAGCTAATCATAGTCTACCGGAGACTCCTTATCCTGAAGGAGG
ACAGCAGTGGATTAGATATGTAAAGAAGGCAGTGAGACAACTGATGTAGGAAATCTCCTC
ACTTCGGTGTGGTGGAGAGGTCCGTGCAGATCCCTGCAAATCACTCATGTGTTCACTCAA
AGAGCAGTGAAAGTTGAGATTGTCTTATGTAAGGCTCATCACATCTACATTTAATGACAC
ACACACACTTGTGATGGAAGCACATTAACACAAACAGAGGACGTGCACACACCAATGTGC
ACGCAAACACAGAACCATTAAACATAAACAAAGATTACCTCATATCTAAAATGTAAACCA
TCTATACNTATATTTGTTCATTTCTTATATGAATGAAC
>BJ745982 ID   BJ745982   standard; mRNA; EST; 116 BP.
TACNTCANTTANNNCTATTANTTANATGTTGTATAACAATACATGAAANANNATGTGGCA
GACCTGATCTNNCAGGTTTGANATGAAAGGGTCACAGCCATGCACAGNATANNCCC
>BJ745996 ID   BJ745996   standard; mRNA; EST; 733 BP.
ATCATCCGTCATTTACATACATACAAAATTACATTTCTTGTATTTTTTTTTTAAGAATAG
ATTCNGTAAACACNGTTTAGGTCCTTCTTGTTTGGTTTGTTTATGTCNCTGCTACAATCT
GAANGTTTTCCTATTCNGGTANAAAATTGTCCCAACAGTCCTTTCCCCTTCTACCCATTT
TATAGCAAAACCATAAAAGTCTAGAAACTAGGANAATTAGGNGGAAGCTCTAGCANGGTT
ATCGTTTCATACAAGNGCCATGAACATTTTTATGCAACTTCAAGACTTAAAGGATTATAA
NAAAAGGATCAATAGCTAAGGACAAGGCTAAGTGTGATATAAGTAANGGGTAGGACTTGG
GAACTTTGAACCAATCTTAGCACAGTAACAANGGCGGTAAAGNGTAACACAACGCTGTTG
TTAGGTTAACACCAGACNGTAGCTCAAAGGTTTTGGAGGAACTCCNGGAGCTGCCTGACC
AGCACGGNGTCCACAGTCTCCATCAGGACCCCGAAGCCCTGATCCCCCATCAGGCCTTGC
TGCGCCTTCAGTTTTTCATAGACAAAGNGCTGAANAGAAACGCTGTGCACCGGGTCCTCC
AGAGCCAAAAGTTTCTTCCTCTTATCCTGCTCGGTTGGCGGCTCCTCGTCGTCACTTAGC
TTGGGCTCCTCAAAATGGCTCATCAGCATGCAGTCCTTANATGTGCCAGTTTCTGGGTCC
TCTGACATGACAT
>BJ746008 ID   BJ746008   standard; mRNA; EST; 157 BP.
GTAGTATCATGGTNAATAACACATGTTNCCGTGTAGACTTTTCAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAANAAAANAAAAAAAAAAAAAAAANNTNAGAAAAAA



>BJ746017 ID   BJ746017   standard; mRNA; EST; 282 BP.
CCCCTCAACAAAGGTTAATGTGCAGCAGTTAAGAGCAGCAAAGGAGGAAAAAAAAAAAAN
CCCCCAACATANCCTTCGGTTTTTTTNCAAANGCNCTTCCAANAAAAACAAANTTCGGTA
ACANAANGTNCCNCCTTNGGANGATTNCAAANCCCNCGAACANNCAAAAACANGCTAANC
NNTNGGGCCTTTCNCCTAAAAAAAATANCCCTAAGGGAANAGGANCCCCCCAANCGGTAA
AANCCCTTTTNGCAANAANGTTNNGCAAANGANGCNCNGTTT
>BJ746024 ID   BJ746024   standard; mRNA; EST; 756 BP.
CGCAGTCATGGATCAGGGACAAACATTTCTGTCGAGACAGGTTTAATCTCACTTTCTCTG
GTTCACAATGTCCAGCGTAGACTAAAGCAGAGGACAAATATAGGACCTTGAGCCACTTAT
CACTGAGCGAGCTGACGTCTCAGAACCTTAAACCAGCTTGATTACAACTGTACACTCACT
GGATCCTGACACAGAATTAGAAAATTTCTATTTGAGTGACTTGATTACAGAAGACCCTAA
AGAACAAATCCATTTTTAGCCCTTCCTAATGATCTGAGGTCATAAATTGGATATTTTCTT
AAATACCTGACCGTCTGTGTTTCAGCTAAACATGACAATTTTTCTTCTTTTTACAGCAAA
CTCTAAAGAATTCAGACAGAATCTCCTCAGTCATCATACAATTTATCATACAAGATGAAA
AAAAAAACAATTAGGACACAANGTTCGTTCCTTGTCCTCTTTTGTTTTTGATTAGNCCTC
CTCTGGAGTTCCATCTTCAAAACATTTTTCCNGTTTTTGNGTTTGANGGTCCCTCAACAG
TATCTCGCTGTAAAGTCTCTGCTGCTCCTCTTTGAATATATCTTTCACTTTGGTCCTTTT
TAGGCCACCATCCCATGTGAGATCAGCTAATCCTGCTTGAGCAGCTAGGGCTGCCTTCAC
TCTTTTTGCAAACTGCACTGCATCTTCTCCTTCCTCTCTGTTCANGGGGGGCAGGTACCA
AACGCTGCAGACCAGCCCCCAACTGCTCATTATTCT
>BJ746033 ID   BJ746033   standard; mRNA; EST; 662 BP.
CCCANGAGATCTTCCACTTAANGAGACNAAAACNATTTANAAAGAAAAGAACTTCTGTAN
TTTCTAGAGCCAAACTTCANGTCATTAAAGACTTGAATCTGGGCCACAACTGAACTCTGT
ATCCTCTTACTATACAGTGCATTGATATGCAACACCAGCCTGTTTCCACATTTTAAAACC
CGTTTATAAACTCATTTGAAGAATTACAAACATACAAAAGTCAAGCAAAACNAACCACTT
AAAGAAAACACGAGTGGACAGGAATGATGCTGAANATTAATTTGACAATTACTAAACGCG
ACTTGTTCCTGCTTTTTCTCAACTTTGCTGCAAAAATGCANAGGAAGTGAGGGAAACATG
TCTTTTAAACACCAGATGAATACATTCCCCATGAAACCAATGTCCTTCAGAGAGCAAATT
ACNAGAACAGTTGAGCCTGAAACAGAAGAACGCCACAGCGACTGTCAGCCAAAAACACAA
GGTCAGAATTATCTCAACTTTATTCACAACAGAGAGGATGACGAGTCACGACGGTGTGAC
GGAAAACCATGAACTCCTGAACCCTGCACAGACGTAACAGTGTCATGACCTGCAAAATGT
GGAAGGTTAGGGGATTTTTTTTTTNGTTTTTTTAATCGNCACTTTTGNGGAAGTTATAAG
GC
>BJ746041 ID   BJ746041   standard; mRNA; EST; 759 BP.
TATTTGAATACAAATGTTTAAATACTGAAAATTTGAAAACAATGATGCAATGCAAGGTGA
CATTTGACAGTAAAAGTATTCCGTTTTGGAAAGGTGCGTCCTAAAATAATGCTTGTTATC
CAGTTAGCATTAGTCATCTGTGACACAGAAGTAACCCACCTTTTTTATTTGTTTCTCTTA
TTTTATAATGTTGAGTTTTAAAGCATGAAATGGGATCTCTTTTTCCATCGCAGTTTTTTT
TTGTTTCTCATTCTGCTAAAAGCACTTTTATAAGTGATAAAATACCAAAAGAAAAATAAA
ACAACATGAAGTGAAAGCACAGGAAAGAGCCGACCTTTAATATCTGCCCTAATTCAAATC
TTATAAATTTGCAACAAGCATGGTAAGGATGTGCCCGGAAATCTCCTGGAGTATGACCTG
CATATTTCCTCGGTAAATGAGACATGTTAAATGGTGTGCCAGAGGGAAAATGGGTCTTTT
CAAGCGACACACTGTTCCGATCATCGCAGATATCCAAGCTGGAAGGCCAGGGACTTAATT
TAAGGGCTATTTACCATATGCCAGGTTTTCAGTGGAGCTTCACCCAGCTGCAGAAATCTA
GGGGGAAAATAAATAAATAAATGGTAAACCTGTGAGAGGAAGAGAAAGCAAAAAAGATGT
CGCGATGTTTGAGCTAACAGTCAGTCTGTTGGTGGAAACCAAGATTTAAAAACATTTTTT
TTTATATATTTAGTCAATTACCAAGTCAGAATTTTGGTT
>BJ746082 ID   BJ746082   standard; mRNA; EST; 285 BP.
CANTTTAACTTATGGTATTTTCTGGATCAGNACTGAATTTTTTAAAGCNTGTTAAANTGT
ACAAGTTTATNCCTCANCNAANACNNAACAAAANAACTACCANNANNAGAATATACGTTT
GTACTGCAAAANGAAATGTTACTCCTCTTTATAAGANAAAAANTAATTGANAANTTCTAN
GCCNCACTNACAGATCTTTCCAGATCTACCAGACTGTGCGCTTGACGCCGGTCCAGACCG
AGCGTTTAATCCCCTGCGCTACGCGGACATCGCCCCAGTGCAGCT
>BJ746086 ID   BJ746086   standard; mRNA; EST; 107 BP.
ATTNGTACTTGGTAACTCAAAAGCAAAGTTTTCNTTTTGATNAAATGTNAGNCTTAANCT
CAGCTTTTCTTTGTGCATTANTANGTGCTCAGNGNTGGATACTGATA
>BJ746117 ID   BJ746117   standard; mRNA; EST; 463 BP.
ATTTCTTTGAACAGAACTCTCCACTTAACAAACAGTAAGTGTTAAATATAAAGGCTGACA
GACATTTAAAACATTTAACAAAACTAAAAAAAAAAAAAANATCTTTGAAGCAGNGANGGA
ANAACAANANANGCTTCAANGGCCCACATCNGCNGCAGGTCCNCNCCGTCNCTGANGCNG
GAATCNCTNGATNGANGGGGGNAAATCCAGCNGGACTTCGGCCNCTTCNCANANGCNGNC
CAGCTTCTTTAGCACATATGGGGNGGCTCTGAGCAAAGCGACGTAAANAAAAAAGTTCCG
NACAGAGGAAANGACGNCTTCNCNCATTTTCTTTTTCATCNCCNCNGGGNCCATTTTCGG
ACCGAGNCCTTCAAGTTTAAACNTTTCANCTTTGGTTAAAAACCTTTTTGGGGTCAAATT



TCTTCCGNCNATAGCTTTGCNACNACGGGGNGGACCCNCGNGC
>BJ746151 ID   BJ746151   standard; mRNA; EST; 183 BP.
AAAAAAAATGAAGAAANGTTTGANACAGAAACNGGTAGCTTTTTCAGNCTTAANAGCTTT
CNCGTTGCANCCAANAGGGGAAGTTTCTTCTTTAANATGCCTAANGGGGGTTTTATTCCA
TTGAAANGACNGGATATTAGNGCAANATTTCATTTTTTTTTTTATTNCAGGACAACTTAC
GGG
>BJ746165 ID   BJ746165   standard; mRNA; EST; 755 BP.
TATTCAATATAAAATGCAGGTAAACATCCACAAAACAAAATAAATAAAACAGTAAATTTC
TTTACAAAAATAGGAAGAAAAAACAAAATAAATGACAACACTGATCTGATGAAACATAAA
AAGAAACATGTACCTCGCATTCACACTCCCCTATTGGCTTGTCTTATAACGTAATTGAGA
CAAAAATATTTAGAGGCTTCATTGACAGAATAAATTCAAAGAGGCAAGATGGTCACGTCT
GAAATCAGGCGATATCGTCAACTGATGCAGCCTTTTCCTTCATTTTCTCCTAATCTGGAT
GTAAAAACACTCCAGCTTGATGTGCAACATTTTTGTGTCAACCTTCTTTTCAAGAATAAT
GCCCTTACAGAGTGAACATGGGCACTTTGAGGCAAAAGACAAATCAGTCTACAGTAACGT
TGAATGAGAAGGAAATGAACACTAACTCTGGTACCTAAATACACTACTGTGAAAATCTCT
AGACACAAACACACAATCTTTACGTAGTTTTACTCTAGTCTAGACACAGACTTCAGACGN
GAGNCNAANNCNGNGNGNGGNNCTCTGATTTACTTCTGTCAGGNAGGCAAGATGGNCACG
NCTGGTTCGTGNTGNATCNTGTGNTGANGCGACCNNGNCCTTGGATCTCTCNCNTGCNGG
ATGTAGAANNACCCNTNCTTGATGTGCANTGATNTGNGTGTCGCCCTCCTGTNCACGATT
ATTGCCCTTACGGAGTGANCATGGGCACTTTGNGG
>BJ746170 ID   BJ746170   standard; mRNA; EST; 774 BP.
AAACCTTTGTGTGCTTCAGAAAAACTAAAGTGAATGATTTAAATGTTTTAAATCCTTTGT
AATGACGATCAGCCTGAAATGTACACCATAGTTCATAGATTTCTGACTTTTACCCCTAAA
TATATACTGTAGTCACTACAGTGGACAGCTTTTTAAAAGCTTTTTTCCTTGCATGTAGAT
GGTAAAGATGCACCTTCTGTTCAAGCATTGAACATTTTAACAATTTTGTCCTTTTTCGTA
TATGCACATTTCACAGTCTGAAGGGAAGATTCATTACCAGGAATATCTAATAAGTCTTAT
AAAGTGTTTAAAAAAAGATTTTATGCAATAAAAAAACATAAAAAACAAATTCTGATTATG
TCTTTTTAAAATACAAATGCAAGTTTCCTCTTTTAGAAATTTGATTTCTAATGTACAATT
AAAGTACAGTAAATTATGGAAACATCACAGTTGACTTGTCTTAAAATTGGGAATTAACTT
TGTTTTGATAAAATAAAAACAGCAATTAAGTTTCTTATATTTATGAACATAATATTTACA
AAACCTAAAAACTAAATTAAAAAAATCGTCTTTTTGTTTAAGTCAGTCAGTTTTGTCATT
GCCATTGTGGAGGGTTGATGTACCCATGAGCGTGTTTTATCCCCAAAACCAGAGCCACTA
ATAGTTTAAAAGGGCCTTTATCATGCAAAATTAACTTTGAGCTTTAAAGTGTATTACAAT
GTCAATTCTTCACAAAAGTAACCCTAAAGCGGTAGTTGGATCCGTTCACGTATC
>BJ746177 ID   BJ746177   standard; mRNA; EST; 249 BP.
GAGAGATCANAATNTANTCTTTGATTCANAATTNANTGCCCCCGNGCTGTATANAAATTC
NTGGTTTTCNTGCANTATTAAANAGAANACATATTTATTTTAAANATAACTAAACTGGTT
TGCNTGAAGAAGTGNATGANANTGGCATCTGGNAGTAGGTGTACATCATTACANTGTACT
ANGATGTNANCAGATACTTGTCTGCGACAGGNACGGCCCCANAACCCAAACGTCCTTTCC
NTTANCCCT
>BJ746186 ID   BJ746186   standard; mRNA; EST; 406 BP.
CTCAACAACAGCGAGTGAAACANNGTGTTTGAGAANTCCNTATCATAAGGANCTCAATCA
TAGAGCACGACAGCTGCNCATTAGCAAATCATTCATGTGCTGACTCACACACNCNCATTC
TGACCTGAAGCCACTGAATCAACTGGTTTACGGCTTTTTAATCTGTGTGTGAGAGGGTGG
TCGATGATGCGATCCATCTGGACCGGCCCCCTGGGAATAGTAGTCACTGACNAGGCCACG
CAAAGTGACTTGACNATCANTCTGAAAGCTCCAAATGTTAGTGCATCCACNACAGAAGAG
CACCAGAGAGCAGCAGGGAGGAAGTCGCCGTCNTCTTCTTCAGCTGCAGAGAGGGAAAGG
TTCCGGAAAAAAACAATGTTTTTCTCAGAGCTGGCNTCACTCCGAG
>BJ746194 ID   BJ746194   standard; mRNA; EST; 638 BP.
AGCACAACATACTTGATGAACTATTTCCAGAAGTTGTTCAAATACCATCTACAATAAACG
TCATTTCAACTATGACAACAGGTCTGTGACAAAATAAAAAAAAGGTTTCAAAACCATGTT
TTTACCGTGATACGGTACAGTTGAGACCTCAAACAGTACAGTAACAAAAACTAATGCGAC
TACTCTCTATATATAAAACATCAATAACATTTTTGGTTTAGTTTATTTAAAGTTTTAGCC
ATAGGGGCTTCTTCTTATTAAAACCTCAGGGTGCATTTCCTATGTAACCCAGATGTTGTA
GAGTACATATTGTGTAGGATATGATTGCGCCATGAAAATCCCTTTGACATCCAGAAAAGC
AATTCCAATTTCAACCTTTTGAAGGCTGTCCCCATAAACATGACACAATCCATCCGTTTT
TTTTAAAAAGTTCTTTTTTTTTNCTTTTNGGCNGCNGNGCAGTTGCAANATCTATGTACA
GTTATAGGGTNGGACCANCCTTTTNGTGGGTTNGTTAGCTTTTACAAGTNCTNGGGGGGN
AAAGCANCCCGTCGGAGGCTAGCATCTTAGCACACGANGCCNGCTGACAGTTCAGTCTTA
AAATGCNGAGCCACAAAGNGGGAAAAAAGGCAAAAAAG
>BJ746196 ID   BJ746196   standard; mRNA; EST; 646 BP.
AATATGGCTTAGTTTAGTTAAGTTAAGGACACACAATAGATGAGAACACCTTCATAGTTG
CATAATTACACGTAAAATTGTCCCAGAAAAATATTCACCTTCACATTTTATTGTTTAAAT
AGGATCTAGAGGTAGTAAAAAAAAAAAATCTAACAGATATCAAAGTCCTTCNCATAAAAA



ACGACNCTAGAGGGACAATTTGAGGCAAAATTGGATTTAAATGAANGTAATACTTTTTTT
TGCATANAANGGTAAACNCCTAAATTGAGNCTATTTGANGTTGCGATCATTCAACTACTT
TGATGGAGNGCACATGGCACGTGCTGGCGNGNGTTCGTGATGACCCNCTGCTGGCAGCGG
GGGCCTGGGTTTGCTGTGACNAGCGCGGGAACTTANCANCTGNGGCTTGNCCAANGGTGA
GCTGTGANATGGGATGATGACGTTCAATTATCNCGGAGCTCATCGGNGGAGCGACNCCCA
TCNCCTGTAGGTTGGCCCGNGGNGCCTTACTAACGTCTGCCCNCNCTGNGATACNAGCTG
NGACCGTTTTTGCAGGCTTTTGTTGACTTGATGTGACAAATCGACCACTAACCTGTTTCA
NANAACTGGAAAAGCCGCCAAGTGGAACGGAGCTGTGCACAACAGT
>BJ746209 ID   BJ746209   standard; mRNA; EST; 750 BP.
ATTTTTCATAATGGTACACACATCATTTAAAGACCCACTACAATGAAAATCATCATTAAA
AACCCATTGGGAAACCTTTTAAAATAGATCAAAAGATGATTGGAGTGGGATTTTAAAACA
CACACTGAATGCACCACACAAGCAGAACACAATAGTGACTTTATTTTGCCTCTTTAAAAA
ATACAAATAAAGAAAATAAATGATAAACGAGGGGAAAAAGTAACTTTCTTAAATTTCAAA
TTCATATTTCAAGTTCTATTTAATATTTTTAAACTATGTTGCGTTGGTAATGTCAAAGGG
TACTGTGTCCGTTTTTTTTAAAGATGTTTAATTTTGTAAAGAGTTACCCTTATACTTTAT
AAATAAAGTTTGATTGGATTGGATTTGATTTGATTAACTGCAGCACAAATCATGGAACAG
ACGCTTTTCACGTGGCGTCACATGATCGGCATTTTTGTTACGTTACCATTGAAAAGGGCA
TTTTTTAAACTAGAAAATTACTTTAATTGTTTAAAAATTGACTTTTTTTACCTACTTCTT
AATGAGTTGTTTTGGAGAATGACATCAATATGCAATGTTTGGATTAAGTTTCTTCTCGTT
TCTGGTGGAGAACCTAAGCAAAGTTTTCATGTTTGGAACATCAGTCAGCCAAGGCAGAGA
AATTAAAAACTACTACATTTTTATGGCTTTTTGCACAAAACGTATAGAGATTAAATAAAT
ATGGTGCTTTTTTTTTNCTTTTTTTTTTTT
>BJ746211 ID   BJ746211   standard; mRNA; EST; 415 BP.
AACGTCTCTTGCATTTNAATATTACAAATTATACAAGAAACTGTCAGCCANAATATGAAT
GTATATTTTTCCAACATGTAAGTCACATAAAAATACCTCAAATATTANTTATTTTCCTAA
AGCAATTTTCTTCCCCAAAATATGACAAAGGAATGGTTAATCCATCCACTATTTTATTGA
ATAAAAGCCCAATAAATTTACAAAATTGAACCCATCAGAAAACAACGAGCATCTTCTTTC
ATCCACATTCACGTAACCCAAACCTCAAAACTAAGAAAGAAAGACTGGATGGATCTCCAA
GTTCTGTTATGGAACCTCAAGTTTTTACATTTAACAAAAAAAAAAAAANTTAAGTTGGGA
NNCTTTTACTTTTCTGGCCNCANCGCCCANCCCCCNCNGTCNGACAAAANGGCNG
>BJ746215 ID   BJ746215   standard; mRNA; EST; 762 BP.
GGTCAAAGGCAGGACCTAAAACTCCAGTTTGCACACAACAAAGCGGTAGTTTTAATCTTT
GACTTTGGAGGTCATTGATGATGATGCAACAAAACCAAAAATGACCAGAAGATTTCATAA
GACACGTAAAATGTATTGAAAATAGGGGAAAAAGCAGCCAATATCAGCAAAAAAATAGAA
GTAGGAGAAGCCATCAGAAAGCCCAAAGAGCTTTTGGTTCCTTTGAAGTACCCGATGACG
AAATGAGGGATGGCTCAAGACTTTCAGCATGAAGCAGCTGAAACCAAAAAGCCTGCTCTC
TGGTTTCTACAGCTTCTCTCTGACATTCCCACCTTTACATTAAGAGATGTTTGTTTTGTA
CAGTGTGACACGCACCAACCATAAGGATGCGGAGCAAAGGGTTTGCAGTCAGGCTGGTGG
AGTGCCTCCAGGCTCAGCCAGTTTTCTTTGTTCTGGTGATGTTTTTTCTATGGGAGCTTA
AGGACTGGAAAAAAAAACCTGCAAGATGACACTGACTGGGAACAAAGCTAGCTGCAGTTG
ATTGCCAGGCAATGAAAGAAAATACTCAAAACGGTTTTGGAACAGCTGTCTGCACTACCC
TTTAATTTATAGTCTTCTGTCTGTTTCATTTAATCAATTATAGTTGTAGCTTTTAGGACT
CCAAAACAGCCCAAGGCTTGTTTCTTATATCCGGATCCCCCTTCCTTTTTGGTAGAACCC
TGTAGAGTGTAAGCATGTGTTTGCAGAGCTCCATCCCTGCTG
>BJ746231 ID   BJ746231   standard; mRNA; EST; 677 BP.
GGTGATTAAATAAAATCTGATCTAAAATGCNTTAAATGATTATCAGAGAATCANAGTCTT
TACTCCTCGTGTCATAAATTGATGTCNATGTTTACNAATAAGGCANATAANGANGACANA
AGATAAGGCATGGCTGTAATTGTAACATTTGGATTANTGAGTCTTTAGCAGACTCATTGG
TGATAATGGGNTTTACATGTGCAAATCGAGTCCACNATGACNGGNAGAGGTGATAATAGN
GTNCGNCNTCTCGGACNGGANTGAATGTTGCTTAAACTTANATAGGGAGGGTCGAGATCT
ANCTGTGACACACGGATCATTTCTAGGTGGCGATTTTCACTTTGGNTAGTANNTATATGC
AAATCNACACCTTAGAANAANAANAANACACTACAAGTAAGGATGCTGCGACNGAATGCT
GCNCAATAATGTGCACACAGGCTTGCCGAAGGACCTTCNTTAAACTCTATCCTGCAGCAA
AATATGCATTACATCTGATTCATAATAATAAAAANAATGATANATTCCTGCCNCCTGCAT
TNNAGCTTGATAGAAACTAAGTTTGCATTTGCAGCTGGTGCTGCTCTGAGAGGCCACCCT
CTCCCGCTCCTACACATGCAGCAGCGTGAACCACTCCNGACGAATATAAACAAACATTCT
AGAAATGTAATCGCTCA
>BJ746232 ID   BJ746232   standard; mRNA; EST; 272 BP.
AAGTAAATTGCTGCTTACTGGATGAGAGCGGCGTCTCCGTTAGCTGATTGTAGCTGCTGT
GAGGCGTCGCTGACTGGAACTGCTGCTACAGNGGTAGCAGGAGCTTCACCCTGGNGTTCT
TCAGTTGTCTTTGGAGTAGTGGATGAAATCTGACAAGAAGTTTGAAGTCAAAANAAAAAT
AANCTCAGGNGATGTCGCTCAGAAAACAAAATAGAAAAAAACTGCCTCAAAAATAAATGT
AAAAATAGANCAAGTAAATAAAAGGCTTTATT
>BJ746233 ID   BJ746233   standard; mRNA; EST; 749 BP.



TGCCGGTTTGTCTTTGTGACATTTAGCGGGTCGGCCTGTCGGGCCTCACCGCACATCTGT
GTTTGAACTGTTTGCTTGTAATGAACCACTTGGGAAGAGCTTAACAAAAACTCCCAGAGT
GGAAAAAACTCATTTCTCTTCTGTTAAAAATAAAGTGCCATCAGAGCAGCTTGGCAAAAA
AAAAAGAAGAAAAAATAAATACTATTTTCGNGCACTTTGAANANACTTGAGTCTTGGCAA
TATGTCCCTGATTGTAAATTCTTCNCCTCCTTTTGCTTGTGAGGNGNGTGAAACTGAGAC
TAAAAAACACTGAACCCAGACGTGACCAAACGTGNGTTTATGTCCATCGACNAGGACGCT
GCATACTCTGTACTCGCCACAGTTTGTATTTCCGTTTGGATTCTTGTTTCTGGAGGAGCA
CTGNGTATTATATTAATACTGATGTGTGACTACTTGTTTGGTAATATTTATAACAGGAAA
TGTTTAAAACAATTGTTTAAATTGAACCAAGTATTAGGTTTGTGCTTTTGTAATACAGAC
ACAAATGAGTAGCATAGTCCGTATTTATCAGCTTTTCTCCCAGCANAGCATTTTCATGAC
AATATAAAACCCATCAATCAATGAATGCTTTACAGTTTAGAGTATACTTGTTTATTTGTG
AAAGTTAATCTCCAATAAAACAGCCCATTTGATTTAAACGTTTAAACTGTTACTTCTTTT
ATATCGGCGCAGCAAAAACAAACCAATCT
>BJ746241 ID   BJ746241   standard; mRNA; EST; 738 BP.
GAAACAGACNAAAATTCAGAACAAGCTTTCGAAGAACATTTCTGCTGACATCAGCAAAGA
CCGAAAATATTCATCTTCAATGCCAGTACGAGGAAATGAAACAGAAATTCCCTCTTCCTG
TGTGCTTAAGGGTTGTTTTACTGGTTAGTTCACATTTCATGTTGGCCGTTTCCAGAAAGA
GAGACGGGGTAATAGTGGTGGCAGTTTTGCTCCATCATCCCATTTCATCCTTTTGATCAA
ATTTGACATCAAAGACTTTCAGCCGTTTGCATCAACGGGAACATTGGAATGTGCAGAGAA
AGGCTGTGAAGCCGCTCCTGCGGAGCTCACCTGCTATTTTTGACATAAACCTAAACTCTC
CAGCTTCTCTNCTTAAACTCAAAAGCTGAAATGTTCCTTTCTTCAAACCAGATGTCAACC
CATCAAACCTAATGTTTAAGGGGAAACAGAAGCGACCAGCGGCGTTTCCGTCTCCATCGC
TCACTTCACAGTGGTTGGAGGTGATGCTGGAAGCTTCCACACAAAACCCCGCCTCCTTGG
AGGAGGAGCTACCTTGTTGCTAGGAGACGGAGGCCGTCTTCAGAGGAGGACTGAACCTGA
GCGGACATCTCCTGTTTAAACGCTAAACCTACGAAGAGCACAAATACTAAGAAAACAAGA
AACTTAGGAGCAAAATGTCCACGAGCGACAAACGGTGACAAGGAGGAAGATTTGCAGCCC
TTCTGCTTAGAAATGAGA
>BJ746245 ID   BJ746245   standard; mRNA; EST; 713 BP.
GCATCACCCCCGGGTCATTCAACGATGATCAAGCGCAAGCCGGGCTGCTCACACCCATTA
AGCTGCAAAGACCACACCCCCCCTCCTTCTCCTTCTCGCCTCCTGCCGCACTTTGAAGTT
CTATTCTCAAACCTTTTGGAAAAGGATCAGACCAGCTGTAAAACAGAATCACTAATTAAT
TAAGCCAAGTCAAATCTGAAACACTGTTTGTTTGCTCGCCAGCAGAGCAGACACAACAGC
CCAATTTCTTTCCTCCCGATCCAAAGCAGATCAAAGCAGACCTGTCTCATCCCTGGGCAG
GGGAAAATGCCAGAAATGAAAGGCATTATCCCAGGGAGCTTTTACCAACTTTTTGAAGAG
GAGCAGCATTTGGGGTCCCGCTGTTTGATGATCTGAGGTGCTCAAAGCGAACATTGTGTG
TGAGGGCAAATCTGTTTGGTAGCAGGCTCAATATGGTGGTGAGATACTTATCTCCAAGCT
AATGAAATTCCGGGAGGAGTAACAGTAATCTGCTATCACTCTCCTCCCCACTCTGGCCCC
CTCCCCATCAAAGACACGGATCTGCTCCTTTTGAGTGAAGCTGATGCCAAGGGATTGGCT
GCGCATCAGATCCAAGGGGCAAGACGAGCACAGCCCAGGCTGGCACCCAAAGCAACCCCA
CACAAGCGAAGATACCCTTCACACGGAAACAAATGCAGAGACCGTGCACAGAT
>BJ746251 ID   BJ746251   standard; mRNA; EST; 801 BP.
TTATCTGATGCTGCAGTACAGACCGTATGTACAAACCATCTACTAACATTTTGCAAAAGG
TTTACATTCAACACTGCTTACAAGAAAACCCTGAAAAGGAACAGGCTTACAGTGAACAGG
TGCATTAAAAGACAAATCTTATTGTAGGTCCCAAGGCTCGTTGAGATTTTAGTGCAGTGA
AGCTAGATGCATGCCCACTGTAACCTTAACCCTTGTGCTATCCTATGACCCCACCCTTAC
ATTGACGTGTCATTCCTACCATGCCAAAGGTGGATAAAGGTGGAAAGATTTCATGTAATC
CATGGACACCAGTGAGGTTCACAAATCATTGAAGAAAAAAGGTTCANAGCACTGTCTAGT
GGGTCTAGATGACCCAACTCCCAATGTTAAAGTGCCTANGATAGCACAAGGNTTACGGAA
NAGGAGGTGAGGTGGATGTTGAANAGTGCAGATTTGATCTTAGCCGGTCTGTGATANCNG
AAGCCAGGATTAACTGTTCTTTCTCTGCTGTATTGGGTTTTAACAGGCTTATATAGCATA
NAACTAATGCTCAGACCNNATGGTACTTTTGCTTGTTTGAAGACATTTGACTTTCCTGAA
CCGAAGTGAGAAAAGTAAAACATCAATCTGCCAGACAGAAATGGGAATACTTATCCACAG
GCTACATTTATCTCCAATAATCCACTTGGATTAGGTGTTGTTTGTGTCATTCTGGTGGCC
AGACGCTGTCACGTAATTTGTGACTCCTTTTTCTAAAAATAAATTTACCATTTTCACCCA
CTCTCTCATTCNCAAGCACAC
>BJ746260 ID   BJ746260   standard; mRNA; EST; 304 BP.
CAATCTGTCTTTTTCTTTTTTTTTACCATTTACAACCGGTGAGAATGAGGGACAAGCTAA
TTGTCGTGCCTTTCCCTGCAGGCGCAAAGCGCTACAGGATGGGCTGAAATGGAGTGGAGG
GGAGGAAGGTACATAAAGTGCTTTTGCCAACAGTTTTCTTATTTTAATAGAAAAAGGGAT
TTAAAAAAAAGAAAACAAAACAAACAGTCATGAGCGAGGAAAAGGACGGGAGGATCATGG
ACGTGACAACATGAGGGGGGGGGGGGGGGNCNNNNAAANTTTTCCCAGGGGNAAAAAANT
TTCC
>BJ746265 ID   BJ746265   standard; mRNA; EST; 690 BP.
CAAATCTCAAAGTGCAATAACAGAAGTTAGAAAAAAAGCAAAGTGCAACAGGAAATATTA



AGTGTTCACACAACACCTTTTTAAATTTGGCATAGATTTTTATAGAAGGTTTTGGGTTTT
TTTTTTGGNGGTATATGACAAAGGTTTTTGGNCAAAGNGNCTAAAANAAAGTCAACCATT
ATTAACACTGACCATTGCTTGNCTNGNGGCAAACACATGTCAGCTCAGTCTTCAGCTCAT
CCCAAAACCTCTCCACATCTGTAAGCGCCATCCATCCGTTTTTGTAAAGTTGGTTTCACA
TGGNACACATTGTTTTCCANAACAGGCCATCTNGNGAATTTAGTTGCTTGGACGGNCATT
TTCCATAANGNGAGTAAACGTTCAGCCATTGCAAAAACAGGAGGCAGTTCATTACCCTTT
TTTCCATGTCCTTCTTCAGGGTTNGGACAACTATNTNGAAAAGAAACAGAAAACACTGTC
NGGCACCATGCCANGTCCAAAANACAAATTCAGGCAGTTGTCTGAACACCAACTCCATTC
TTTGTCNGCTCTGGAGAAGTGCATAAAAAGACNCCACAAGAGGAAGAAGCAGATTTGATA
AAATTCTTGCAGGTAGTCTCAACATGCTCAGATAGGTTGAAGCATTTCCCAAAAGAACAT
TTTTTACCACATCAAAGTGAAAATGAGAAT
>BJ746279 ID   BJ746279   standard; mRNA; EST; 310 BP.
TATTTCTAGAGGGGAAGAAAAACAAACTTCTTTTTGGATTTTCCNAGCTCTTCTTCGGCC
TGAAGCTCCAATCTACTGNGGTTCACAGCTNAATCAAAGCAGATTCGTTCCGTCCAGAGG
ATATTTTTCACCCACCTCTTAATTAAGCTCCCCTTANAAAGATACGAAAACACCCCCAAA
AAAAAAACANCANCNNCNANGGCACGTCAGAATTNCCAACNGCTTCCTTCANATCANAGA
GNNNCTGATACGGCGAGCGGAAACNNGAACGTCTCCTTCCTTCNTNCCTTCCNAANANNC
GNAAACTGNA
>BJ746286 ID   BJ746286   standard; mRNA; EST; 583 BP.
AAAATACTTAATACTTACTTCGGNCTACTCTCAGCAAGGGGTAGGTAANGGGGGGCGGGG
TTGANCCANGCCAAGAGNCCCGCCCNCAACTCAAAGGNGAATTTCTAAANAACTCCGGCN
GCTCNGGANAANCTANGNCCTANAAAAAGGCANGTTTTTTNGTNGTNGTTTTTTTANCTA
AAANCGACNTACNCCTAATTAAAANACTACGGGGAACAGTTNGAAAATAGATCAAAAGAN
GATCANAGNGGGNCTTTGAGGACTTTCNGANCTTCNCCGTTNCCNCGCAGCTCCNGCAAA
GACAANAAGNCCANAANACNNGGAAGGGATTTTCCNCANGGNCANACCTTTAANGAACGT
TANCTGCNGGNCAGNGACNCCNAAATCAAACNGGCANAANCCANCAAACCTTTATTACAN
ACNGCNNGTCCCTTTTTANCATAATAANCAACNTCAAAATATATANGGCTCTGATTTTTA
AGGTACNTAAATCNCTAANCAAAATACCCNGTTNGGACAANAAAACCCCAACNCAATACA
ANGNGCACAAACTAAGTTCANGNCNACNGTNTTACNTGANANA
>BJ746287 ID   BJ746287   standard; mRNA; EST; 678 BP.
ACTTTAAATGCAACAGGAGGAAGGAAACAAAACTGATTATAAACATTCTTTGCCAGCAGA
AGGTGGAACAGCAGTGTTTAAGATTAAATTTACATATATATTTATGCTTTAAAATAAAAA
GTAAAAGAAAAAAAAATTAAAAGATTGAACATATGCAGAAAGTCACAAACGCATTCCTTC
ACCGAGTCTGGTCTGCAAACCAACTGGTCTTCCAGCTACAAAAAGGTCTAGAAAAGTGTA
TATTTATATATGAATAGTTTTCATACCCATGCATTAAGTGTGGATGAGGCTGTAAGAAGA
AAAAAAAAANCTGTNCAAAGCAAAGAGCNCNTTGNGGTGATGTGGATGGAATGATTACNT
AAGGGAAGGGAAGGATTCAGTAANCTTCNCAGCTNTGACCCGGAGNCTTCTAGNGATCGG
ATGAGTGACNCCCCANCAGAANTCNCAGCANGAACNCANCAGTTAAATATTCNCTGNGTT
TTATGANACATCTAGNGCGTTTAAAAACGGGAATTATTTACTTTTGAAAGCTCTAGATCA
TCTACCCCTGAGGNGAGCTGGATTTTTTTTTAAATATATTTAAATGAACAAACCCTGTCT
TTATGGTANAGATCTTTAAAAGTCAGATTTTAGACAAAAAAAAATCTAAAAACTACTTGT
AAGTGCATCATTTCTCTA
>BJ746294 ID   BJ746294   standard; mRNA; EST; 747 BP.
GTAGATGATGCAGAACAGCCTTTTGTTTATACAAACACCACAAAAAAAGAGGAAAGAAAC
GAAGCCAAATTTGACATATTCAGGAAATAAATATGATTTCCGTGACATGCCCTGAAGAAT
TCAGACTGTAAGGGAGTGTTGGTCCAGCGTCGCTGTTCAAGGTCGCCTCACATTCTCAGA
AACATAAATGGAAAAGAACACCCTGATCTTGGCAACGTCCAGATGTCAGACGCACTCCCA
GATGCATTTTGGGCCCCCGGAGAAAGTTTAACTCTGTGGAGTTTGCTTTCAGTTTGTAAT
AAGTGAAGAGGGAAAAAAAAATGCTTCTTTTGTTTTTCCAGACATCTAAAAAGTTGGAAT
TTCTTTTTTAAAAACAAACCGTTTGTGATTAAAATAATGTAAATTAAGATAGAAATCTTC
ATAAAATGATACACCAGTGTACCAAAGACAAGAAAAAGCACATTTAGGAATCTTTCATTC
ATAAAAGAAGAACACTTTTAGCATATATCTGATGTGACAGTGCACTTCAAACAGTAAGTT
ACAGGATTTATCATAGAAACTGATCTGAGCTGCGAGCAGGTTTATAAACTTTAAGGTGCA
AACCTATTCTGGTTCCACTTTAGTTAAGATTACATCCGTGTTTGAAATCACAGCTCGTTT
TTTTTTTAANGATAATACAAAAAACAAANCAAAANTCNGCATTTTATGGAAAAAAAATCA
TTTTTTATCTGNGAATCTGTAGGTCTA
>BJ746300 ID   BJ746300   standard; mRNA; EST; 103 BP.
GNTGCTCTATCCTTTANNTTAGAAATAAGTACTNAAATGGGAAGAANTNATNNTCGATTT
NANNCNNATTNAACATAAANNAAGCATNCCAACGCACTTGTNT
>BJ746314 ID   BJ746314   standard; mRNA; EST; 779 BP.
AATGACTTGAACACAAAAAAATGTTTGCAAACAAAACAAGTTTCCGCCGCACACAAACCA
GTCTATGAGCTGATGGAAGAATTTTCTGACCAATCAGCATCAACCTGCATGTCCATGTCT
GTGATTACATTTGTAACTCGCAGAATATGACTTCACATAAGAGGAAAAAAAACAAAAATT
TGCATTTAAAACGTTTAAAATTGACATTTTACACTCAAAATATAATTATTGAGTGTTGCT



CTTGGAATAATGGCACAAACACCCCTCCATATTTAAATGCTACTAGCACACAGATAACAA
GCCTCTGCTCATAGTTTACTGGATTCAATACTTCCTCAAATTAGTATTTTACTGAAATCT
GATTAACAGCAGTCAGGATCCGTCTGCAGAGATGTTTCCTCATTTGAACAGATCAGAGGA
TTGAAACTGGCGCGTTCAATTCTATCCAGTATGTTGTTCGCTGCTGCCCCCACGTGGCAG
AAACCCGCCACAGCAGGCGGCTGAGGGAGTCGACAGCACAATTACAGAGCAGTTCCAGAA
TATTCTAAAGGATGACGATCAAGAAAACCCACGATAACAATCTCACATGACATTTACTGT
TTTAGGCTTTAATCTGATGACTTTAATCCTGATCGATGAATGAAACCTTTGTGTCGTTTT
AAACATTAAATCCTTGTGTTGCGATAAAGACAAACATTTTGATGTTTCCCCTGCTGCCCC
CCAGGGAAGATCATGTTTCTCTACATGCAGATTTACAGATTAGGAGCTGGATTATCTGA
>BJ746322 ID   BJ746322   standard; mRNA; EST; 410 BP.
CNTTCACGGNTATAGTAAAAGCGGGGGTTTGACNCTGNATGNGGCCCAAGAAAAGTAAAA
NGATAGTTGATNGCCANGCANCTGNGTTTANCNGGACNGCNCAGGGTAATAAATAGATCA
NGANCTTNCTNCCNCAAANGGTNTNCCGTATNGGGCNTTTGCANAAAATTAAATATAAAA
NGCNTTAAAAAAAANNCCCCNCAANCCNCNCTNGATGAAATAAAAAAAAAANGCCCCNCC
CCANNCAANATNTNGGACNGCCAAAAAAANAAANTTNCAGGGNAAANTTTAANNCTNCNC
NGGGCCCAAANGGCTNTNCCNNGGGGTTANTTTAANAAAANAAAAAATCCNNATTNGGCT
TTTNCNGNAAATNANCCCTTNGNTTTAANAANNGTTTNCNATNAAANCNT
>BJ746338 ID   BJ746338   standard; mRNA; EST; 909 BP.
CATTTTGAACAACACATGCTACAGAATTTTAGGTTTGCAGCTGCTAAATCATAAAAACAG
CTTTTGAGGGGGGAAAAAACCTGGAGACTACTGAAAAACCAACCAGGTTTTAACCACTGA
GAAAACATTCAAGTTTTTCTTTTTTTATTATTGTTATTTAAGTGTTATTGATGTAAGTTT
TTATTCCAATAATTTTTATAAAAGGCCTCTTTAAACTAAGTAGTAGTGATTGTGCAGCAT
TTATTATTTTGTTCTTAGTGCTGCTAAAACTTGCTTTGGTTTGTGCTTCTCTGCAGCGGT
GATAGCACCTAAACAGGAAAGGGCCCCACATACAGCGTCTCTGTACTTTATGATCTAATC
CTTTTTGTCTTACCTGAATTTCACTTTAAATATTGTCTAACAATATCGCAGTACAACTTC
ATACAATTTGAAGAGAACATCGTGCTACAAAGCAGTGCAAGTTTGTTGTTTTCAAAGAAA
AACATTTTATGCTTTGTACAAAACTGTCTGTTATATATGCAATAGATTGTGTAAGTTGCT
ACGCGAGCTTTGCAGAGGTCATCCAACCATATATTTACATATTTGATTCAGAATCTAAAC
TCATGATACCCATATTGTGTCAGTATTCTTTTGAAGCTGAAGCTTGTTGAAGAAATGTTA
ATGTTATGAATTTAAATTCCCTGCACTCATTCTATGGTTAATATTATCTGATGTTCTAGT
CTATTAAGACCTCACTGATTTGTTGAATCAATTGATGTTGGCCATAAAATGCACATAAAG
CCTAAACGCATGTGACACTAAAGCACACACACATCAAACTTCTCAAATGACATACCAACA
GACTGCTTTAGATCCAAAAACACAGATNGTGCACGGNTACAATACAGCCNGAAAGAGCAC
CCATGGCAG
>BJ746358 ID   BJ746358   standard; mRNA; EST; 419 BP.
AAGATGTTAGCAGTGTTTTCTGTTCAGACTTTGTGTGTGTTTNAACCAAGGCTGATTTTG
CAGAGGAGAGGTGAAATGGCATGGTTTTTGCAGCAGGTGGGTGTGTCTAGTCAGCAGGTG
TGTTAATCAGGAGGACACAATGGCAAGCCTGNAGCTTTAAGCAGGAAAACCTTGAGATTG
AGTGGCCAAGAGGCTTTGCTGGACACTGGCAAGTGCTTACGGCCACACCACTCTGGACCC
GCCCGATCTCGTCCGATCTCGGAAGCCAAACAGGGTTGGGCCTGGTTAGTACCTGGATGG
GAGACCGCTTGGGAATACCAGGTGCTGTAAGTTTTCCATCTNTTCCTCCCAACCAGCANA
GGGTGTTCTTCCAAAATCTGCTTCAAAGTTCACCTAAGGNTTTTTTCTTTTTCTTTTTC
>BJ746371 ID   BJ746371   standard; mRNA; EST; 193 BP.
GATTTTGGNNTAATGACGCTTTCATCCTCCAGAGGATTTGGCTGACATTATANATTACAT
CGCTATTTAAAGNTCGAATGNCACGTGNGACAAAGCNGATCTGGAGCAGATNAGATGGGA
ANTNNATAAAATNGNGTTTTTNCCTCNTTTGCACTTGNAACAGGNAAAAGGAAAACCGTT
TTATGCGTCAGAT
>BJ746378 ID   BJ746378   standard; mRNA; EST; 218 BP.
ANTAAAAAAAATGTAAAAAATATTATTTGNACTGTGCAAACTTAAAACTGGCANAGGTTG
TGATCTTTTTAAAGCTCNCNCTTCTTCTTTGGAAAACTACCCCNTANNCTANCATGANAA
ANAGATNAAAACGGNCCNNACAAGCTGTTGGTGCTGTGATGACTTTTAAAATTGNCTTAC
ATAGGAAATCTATGGNCTCACAAGGTNGCNAAAACGGA
>BJ746379 ID   BJ746379   standard; mRNA; EST; 850 BP.
CTTCCTTTGACTGTTTCGGAGCAAGGTTGAAATAATGGTGTGAAATAAAAAATAAAAAAG
ACAAAAATCCAAATGCAGAACATAAAAACATCTGTTAGGACATCAAGTTTGAAAGCCTCA
AAGCAGAAAGACAGAATGTTATGAACATCATTAACACATAAAAATCAGGAATATATTAGG
TTTAATTAAATAGTAGTGGAGCACACATTTAGCAGGCCCGCCCACCCAGCACAGCAACAT
CTGAACCGAAAGTTTGATCACAGAAAACCAAAACCAGCAGCCAAAAGAGTTAGCTTGTAG
TTTACAGGAAACTAGATTTCCTTTTAATCGAATCATAAACGTCAGACACTCGTGATCCAC
GATTGCACATGAATAAAATGTCCTTTAAAACAACACATTAACATTTTTTCTGCTCGTCTG
AGCAGAGCTGCTCTACAGGCTGAACCCAGACACGGCGATGTGCTGAGCGCTGTTCCTCGC
CTCGAAGTACGACGTGTCGGTTTCGTCCTCCGGCTGAGGGATGAACGGCATCTCCTGGTT
CTGCAGATTGACCCAGTCCAGTCCGGCGAACAGAGGGTGGCTCTCCAGATCCTTCAGACT
GGCTCGCCTCGTCATGTCCATGGTCAGGAGGATCTCGATGGCATTCCTGGAGTTCGCCGA



CAGCTCCTCATCCCCTTCAGGCCAGGGGATGTCTCTGTTCAGAATATTCTGGAACACCAG
CTGAGGCGTTTCGTCGTTAAAAGGCGGCACGCCGGTGAGGAACTCGAACAGACACACCCC
CAGCGCCCACCAGTCCACCATGCAGTCGTGAGGTTTTCCCAAAAGCAGCTCTGGAGCCAA
ATAATCTGGG
>BJ746386 ID   BJ746386   standard; mRNA; EST; 196 BP.
GAGTGTCTTTTTACTCTGATATTTGCCGATAACATGTATTCATTTGCGAAAAGCAACAGT
TAGACAGAGCATGGTAAAATCTGCTGAAAAGTCCCCTGAGATTGCCTGAGAGTGTTTTAC
AGGACGAGTGGGGGTCACTCTGAAATCCTGCTGACTGGGGGGGGGGGGGGGNCCCCAAAT
TANTTTNCNNCTTTNC
>BJ746388 ID   BJ746388   standard; mRNA; EST; 123 BP.
AAAATAAAAAAGCAAACNTNTTTTCAAACCCACTCCCCCTCTTTTCAAAANCAAAAAAAA
AAAANAAANNAACCAAAANCNGGNTNAANCCCCNCCCCNGGATTTTCCCCANCCAAAAAA
NGC
>BJ746397 ID   BJ746397   standard; mRNA; EST; 240 BP.
GAGCCCAGGTATTTCTATTTTTCATCATCAGAGGCAAAAAAGATCAGCCCAAGCTCTCCA
TATGGCTCAGTAGTTGTCTGAGGGAGCTTGCCTGCAGGTGGNCCGTGCGCCNTGTTTAAG
TTGATGAAGGTGCCCGTGCTGGCTTTGTCTCTGCCANATGGCTCANAACACACGCTTNCT
CTGTTGCCANCCATGACNTGCNAGTTTCCTAANGACCTGACCAGTCTGGTGTGACCCANG
>BJ746400 ID   BJ746400   standard; mRNA; EST; 841 BP.
AGAAGTTTTTGTGTTTGAAGGACTTGGTTTTTGAGGCGTATCGAAATTGACAGATTTTCG
CAAAACTGCATTAGAAAGACTTTTATTGAATAAAATGACCAACAACTGGATGGCAATTAT
TGGTAGGAAGAAGTCCCACAGCATCACACAACTCATCAAAAGTTTAGCGTGTCATGCAGA
ATTGTTGGATCCACTTCTCCTCAGTAAAATCACCAACCACCATTTCCAAAAACGTGTGGG
GAGCTCGCCGCTTCACATCCCAAATAAAAGGCGCCGTTTCCTTTGATAGCTAGTGCCGTG
GCAGAAATGTGAATGCATCTGCTGTAGATCACAGTATTGTTCACATCCATCGTTGTGTTT
TTTTGCGAGAATTGGTTTGTATTTATTCGCATTATTATGATTTCATGGGAAAAAGTGTCA
TTGCTAAATTATCTTTCTAGAATATCTTTTAACCCTTGTGCTATCTTAGATGTCCCAGGG
CGAGCGTTGAGCCAAAAACCAGTGTGGGTCCTTAGGCAAGAGTCCTTCCACTGCTGCCTA
TCTGGGCATCCCTATGCCTTAAAAAGACAGCGTTCTGTCAGGAAGAGCATCCGGCATAAA
AAGTCCTGTGGGAAACAGTGAAAGCCAATGGGACACACCAAAAGGTGAACATTTTCTGTG
CGCCGTAGAACCCAGTGCGCCCAGAAAGTGTGGCAAATACCTTCATGTTAACAATGCATC
ATTCCAACAGGTTTTATTTTAGTTTATTGAGAATAAACTTGTAACAGAATTTATCACTGC
TGTAACATGGTGCTGGTATTTGTTTTTGTTTTAAATACCTTTAGAAGGGAATAACAGCTA
C
>BJ746401 ID   BJ746401   standard; mRNA; EST; 567 BP.
GTAACATACCACGCATACACTTGTTTTATTAATAAATACCACAGGGCACCACATTTCACA
ACAGGCTTCAAGACTTTAACAGTGACAACAACTTGTGCGAAAATAGCTTGCAAACATTTA
GTAAACATTTCGGGGAGTGTTTCACTCCCACCATAAAAATGAAAGGTAACATGTGACAAG
TTTGCTCTTTAATGTCTAATGATGAAATTTTGAACTTTATAGAAACATTGAAAAGATTTA
TATTGAAGCTTTGAGCAACATCCTGCCCTGAAATGAATTAAGTATGTTCTTTTTTTTTTT
ACNCATTNGNANGTTTTANACCANAAGGTTAATTAANCAANCCATTTTTTTTTAATTTNG
GGAACNCAAAAGGTTTTNCAAATTTNCNAAANCCCCGGAAAGGGCTATNCNGGGCANGTT
TAGGTNCATTAANANCANATTANCGTTTAANACGNCCCCCANTTNGATNCNGACCCAAAA
CTATAAAATANCCNCTAAAACNCNCTTTTACGGNANCCCANAATTCNCCTNGGANAGNNC
CTATGGTTNCAAAGGGCNCANAGCANC
>BJ746403 ID   BJ746403   standard; mRNA; EST; 114 BP.
AATATTTCTAGGAAATATAGAACTGTTAACACAGCTTTATTACATCACTGACCAATGAAA
TGCTTGTGCTCTAAACAGACCACAGATGTCATAAACTGGGCCAGAGCAGCCTGC
>BJ746409 ID   BJ746409   standard; mRNA; EST; 174 BP.
AAGTCTACGGGTGNAGATCCATCTAGCAGTGACACCCCCGCGGCTCCAAATCACACCAAC
CACCTCACCTACAAACCCCACAGGCCCCACCCGTCCTACCCCACCCACCCCATNGTGGCG
TACATGATTGTGCAGTATGAAGAAATATCTTGTTACTATGGTTACNGTGACATA
>BJ746422 ID   BJ746422   standard; mRNA; EST; 272 BP.
CCCCCNNGGGGNNAAAAAAAANTTTTTNNNNCCCCCCCCCCAAANGNAAAANTTTTTTTT
NNCCCNAAANCCAAAANANNNCCCCCCCCCNAAAAAAAAANCCCCCNGAAAAAANNNNAN
NAANGGNCCCCCNAAAANNTTTTTTNGNNNNCCCCCAAAANGGAAAAAANNGGNNNAANN
CCCCCCCNGGGNANCCCCAAAAAANNNTTNAAANCCCCCCNNNNNCNAANGGANCNAAAA
AAAAAAAAATTTTTTTTTTTAAAAAANTTTTT
>BJ746426 ID   BJ746426   standard; mRNA; EST; 824 BP.
ATACATATTAGTCCTAATCATGACACAAGTGATGCATACATGTTAGTCAAAGATTAGGAT
TTTCAACAGTTTCCTCTTTTTTCTTTTCTATCATCTTTACTGCTTTCTAGAGTTATCCAA
AATAGAACCCACTAATGAAAAACTTTACTTCAAAGAATATACAAACCATTAATGATAAAA
ATGTAATATGCACGCATATGCAAGTAGACTTATATTTATTTCTCCAATAATGATTACTAA
TTATGGAACAACTGTGATTCTTGCCTCTGTGGTCCCTCTGATTACAAAAACTTAATTTAC



AAATCTCAAAGCTTACAAATGGAAAGAGAAAATTGTAAACACTTCATTTTGGCAGATTAG
TTCTGGTAAACATGTTAACAGATTTAAAAAGTACATTTTAACTTCTCTTTTTAGATAAAT
ATATAACTTTAAAAATGTATAAATATTTTTGACAACTGAAATGCTGAACACAGCTTGTTG
GCTAAAGTTGGATTTCATGGATTACTGGTGTGTTTGTGTGTAGTGGTGGGGCTTCCATGC
ATTATTGGTAGACAAACTACTTGTTCTAATTTGAGATGCATGCATCTCCAACAAATATTT
GGTTTAAAAATGTTTATCCTCTAATTTAGCGTGCACAGATTATGATAAAGTAAAAAAAAA
CGAAACAGTACCTGCTTCTCCTTCTGAAAGAACGCTCGTTCAGTTCCGCATCTCCTTAAA
TGGCCTTCAGACCCAAAGAAATCTGTAAACTATGAGAAAGACAGAGATTCCTCAATTGCT
CAGATCGATGATCCGGTGCTCAAAGATCTGCGTTTTCCCTTTGA
>BJ746431 ID   BJ746431   standard; mRNA; EST; 295 BP.
TGACCATTAAAAGGTTTTCACCTTCCAACCGTTTTCCTTTTGAGTCGCTTCCTCTGCAGA
CCTGATGGTCTCACAGGTTCAGCTGTCGGAGCCTCTGCTGGTTCTGGTTCCGGTTCCTCC
GTCAGGTGCAGCGGCTGTCAGAAGACGAGCTGCCGGCCGAGGACGTGACGTCTCAGATGT
TCTTGTTGAGAAGCAGGATTTTCTCCGCCGCCTTTGGACTGAGCCGGTTCCGCTTCCGGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGANACAC
>BJ746441 ID   BJ746441   standard; mRNA; EST; 768 BP.
ATCAACAGGGNAAGGAATAGACAGTAAGGCCGACATGAGCTGAACTGTACAAACACCCAT
CAGTAACACGCCTCATCTTCAGATTGATTTTTTGTGTTTTTCTGCTCTCACAGCAAACCT
CTGAAAGGACAAAGTAACAGCAAACAAACAAAAACCTTTTTCATTTAGTAAAAAAAAACA
CATTATTGCCATTGTCTGGAAAACTCTTCACTTAGAAGACTGTTGGGCAATCCTTAAATG
CTCAAACTTCTGTAAGAAATGCGTCCCTCAGTTGTCTGAATATTTCTATATATATATAAA
TATATAGTAGTAAAAAAGCTCCAAACCACACAGGACTTGGGAATACTGCTGAAGCTACAA
TGCCAACAACATTAGCTAAATAAAAATGTGCTGAAATAAAACTCCCGACTGTGAGGAAAC
CAAACGCAGGCTCTGCTCTCCGTCCCACGCCGGAACAGTTCAGTCCTCTCTAGACGCAGA
GGTGGGCGTGTCCACAGGTTTGGGCACTCACGCACACCCTGATGCTTTTTGGCACTGATG
AAAAAGTTCTTTGCAGAGTAAACCTTTAGTTTAACTTGGTCTGTCTAGCTTCCACCTTCA
CATCTTTTTTTTTTAAACATAAAAAGGCANANACCCCAACATTCACATGTACACTTTTAA
CATTGGCTCTCCCAAAATCTGGGAACNCAAAGATCCAAAACAGAAAAACCTCCAACACCT
GGAAGTANATCAAATTAAATTAAGATATAAATAATTTGTTTTTCTTAT
>BJ746450 ID   BJ746450   standard; mRNA; EST; 802 BP.
TCCACTCCCCAGNTTTAGAAAATATATCACCACTAAAGAAGATGGTGCAATTTCACAATT
TGTCCCAGTTTGTGATGCCATGAATTCAATAGATTACAATTATTCTCAGGCTAGAATGAA
TCTTACTTTTGAAGTTTTACTCTCTTTGGACATCCACATCTATTATATCACACATATTTT
ATAATTTTGGATTCAAAAAAGAAAACTTTTGCTCAAAGTTTTCTTCCAGTTGTGAAACTT
CTTGGTGACATTCTTCAGTAGATTAGCTGTTCACACTGTTCTGTTCAGCATGGCATTTGT
TCTCACCACAATGGCACCAACTCATAACAAGGACTTCCTTCATTTCCACCTGTTGTGTTC
ATTCAGATCTGAGAAAGGGCAAATTTCCTTTCTATGGAAGGAGACTAGTCCTCTGGAAAA
AGGAAAACTAATTCTCTCTTTTTATACAGCAAGCTTAATCGAGCAGTTTTTTATTTGCTT
TAAATGTAGCTGATAGGAGACCAAAATTAAAAAATGTCCTAATTGATGTCTTTGCTGTCT
AGGAGCTGAGGAAGAGCTTACGGTTTATCCTAATAGGAGCCCTATCTTGGTAATCAAGAG
ACTTAACTGTAGCTTGTTTTTAGCTTTGTCAATATGTCATTACACTAGAGGAACATCTCT
GAATGAAGATGGCGCGTGATTAGCACATGCAAGCACAACTCAATCAATTAAATCCAATTA
AAGAGGGATTACATGATTAAAGCACCACTGTAAATGGGCCGTATTGATTAGGGAAGGAAA
CAGATGCAACTGACTCCNAGAT
>BJ746456 ID   BJ746456   standard; mRNA; EST; 387 BP.
AGAAAAACACTATNCCAGGCANGCTTTGACAGATTATTGAACAATATTCCCAACNCCTCT
CTGTTCANTCAATCTNNANCAGATGCCAAANAGCCAANCTCCTACTGCNNGGAGGCCTGC
CNTGACNAGNANGCNCCGNTTTGNTTNATTCNCNCNGGATATACNGGATATACTGAGGTT
GCATAGAATGGCNGCTGCCACTCTAATATNAAGCCTNGTCACCCATACTGCCACCCGAAC
CGGCAACCANAANTTCAACAAATAATCATGNAAAATCAGACNTTCAAATTTGTAANTCNC
TGAGGCTTGACTGCTTTGAATGCTAATGTCACAGCCACCCNANACTACNTTGTGCTCCAN
CCAANTGNTGCATAATGGTGCACAANA
>BJ746496 ID   BJ746496   standard; mRNA; EST; 646 BP.
TCATTTTGAACAAAGTACTACAGATACAGTGTTACAAATAAGAAACACCTTCATATAAAA
AACATAAGACACCACAAAACCCAACAATAAAACTCAATTTCTTCTGCAGTTTTTCAGCAA
CTTTAATCAATAAGATTCCAAAATCTTGATGTTATTTACATCCCATCCTAAAACAAGCCA
ATTGTTTTCCTCACTCCTGCCACCTGTAGGTAGAACGCTGTAACTACTGTTCTGTGTTTA
TGTCATAAAATACCCAAACCTGATTAGGTGTCACTAAACACATTCCGTTAAGAACATCTG
TTTTTATGTGTTTTTACTAATATTTCCGAATATAACAGTCAGTGTCGGAAAGCAGCTCAG
AAATATGATTAAAACACAGTTAGCAATCCAACTGCAGGTGGCAAAAAAAACCTCAAATTT
AATCGTCCGGTTATTTGAAATATTTTCAATGAGATGTTAAAAAAAAAGCTGCTACATATT
TTAAGCAGACATTTTCAGCTTCGGTTGTGTGTGGAGTGTTTTTATTGTTTTATTCCAGTA
AAAAAAAAACAACCTAAAAGTTTNGCATTCATCAGCTACNCNGTNGTCTAAGCATTACAA
NGTAATCAANGAGCTTAAATACAAAANGAANCACNTTAGTAAAAAT



>BJ746523 ID   BJ746523   standard; mRNA; EST; 543 BP.
TTTTTTATCTGCTCTGTGCGCATGCTTCTTACCCTAAGAGATAGGAATACAACATAAAAC
AAAGATCATCGACAAAAGTCAAAAGAACAACTAAACTGACAGTTAGAGTATAAAAGAGAC
CCAACCTACTAAAATGGCATAAATAGGCAGTTTCATGTTGTTGGAAATTTAATTAATTGC
TACGTCATTATCTTTATTATAAATCATAAATCATAAGCCATAACAACAACAACATTGAAA
AGAGAAATACAGTAAAAAGTGCACCATCATCATAAGTTTAACTTAAAAACTATACAGCTG
CCAAAGATGAAATTGTTAATGATAAACTTCTAACAATATAGAAATGTTCCACAATATTTG
TTACACAAAAAAAAAAAANCCTTTTTTTNCCGGGGGGGGCNGGGGCNGGGCGTTGGGGGG
NAGNCTAANGCTGACTTTATTTGTTNGAGTNGGATTTNGCTTCAGNCTTTTACNGGGNGC
TGACCCCAGCAGTCCACGTCNCCGCCGCCNCCCCGGACNTCCNTCTGANGGANGGCGGAG
GCA
>BJ746526 ID   BJ746526   standard; mRNA; EST; 774 BP.
GTCTTTCAGGTATCTACCATGGNAAAAATAACATGTAACATATGACTGTATTTACAATTA
CATTTTTTTTTACAAAATGTCTTTACAAGATTTTTTTCTTCATGTTTTTTTCTTTTTTTT
TNGCCANGTTCCCAAAAAAAAGGAGACTACAACNCNCNCAAAACTTACATATTCNCNCNC
ATCCAANGTAATACNCNCATAAATAAATATAGACTTTCNCGGACGGTTCCNCAACAAANA
TTTCAGGTACAATTCANCATTTCCNCGCGNGTTATAATTTCAGGAATAANCNTTACATAT
TACTNCCAATATAGTTCTTNGTTAANCNGTTAAGGAAATATNGCTAACATACNGAAAAGA
GGNGACGGAACATTTCAGGCCANCAGATTACNAANGGTNGNCANGCAAAACCGGGAACAA
GCTTTCAATTTGAAGCANGNCATTCATTTACNGCTCTAGAANCAAAGGGAATACANGCAA
CACNCTACAGGGAANATTCGGGGTTANACATCAANGACTTTAGTTACAATATTCANCAGT
ACNGGCCGGGGGNCTAANCNCCNCTTTAAGGGGAAACANAANAAATAGANGCNCTTCTAC
NATCTTCACGGGNGNCCCCAAAGTAACCGNCTTTCANCCANGAAGCTACAAAGGNCTTCT
NGTNGCTCACAACAACCTATTTTTCCGGGGATTACATCATTTCTTCAGGACNGTGGNATG
GGTTGNGCGAGGCGGTATAAATTTCACCGCAAACACACAATCGGCTGGTCCANA
>BJ746527 ID   BJ746527   standard; mRNA; EST; 919 BP.
AATACAGGGTTAGATTACCATTTTTTATAGAGTTCTTCCACACGAAAGCGACCTTCATGC
CTACAAATCTGCCAGGGAAATGTCATCTGACAGCATAAATATCAAGACTAAAAGCACATA
AAAGGAAACAAACTAAAGCTTTGGAACAGTTTCTTTCAGCAACAGTCACTGAAGAGAAAT
ATTTACACCAGTCTTTTCTAAGAAAAACAAAATTCTGGACTATTTCTTTGAGTGCTCAAA
ATGACCAAGGCTGCAGGCCAGAGTGTCAGAGACTTTTTAGTGTTGACACCAATGTGATCA
GCATTTTCCGTCATCCTCCAGTCCAGTCCTCCACCTACAAAATGTGAGTCTTTACAATAT
TTGCTTGTTTGTTTATAAGCACTCGTGTTTGATAGGTGTTTCTCTCCTGCATCAAGAACA
CAATCAAAGTGTAAACAACATCAAAGTAACATTCAGCAGTTCTTGGGAACCTTCAAAATA
AAAGCTCAGAGCCAAAACAGGAAACAGCAACACAATGAATGTGTTTGAGGATAATGGGCC
AGATTTTGAAGGGTTTGATTGACACCGAGCTCCTCTTGCATCATTGATTAAAAAAGAAAT
AATACAATTTATTTTTATATTACGTTTACTACAAAACAGAATAAAGAAAAACTAAGTGTT
AAATGTGGAATCACTGCCCGTTTGAAGGCCATGATTATCCTGCTGGAATGATTGCAAATC
ACATGTTTAAAGTAAGATCCCATGTTCCTCTGCAGCGGAGTTCAGATTTAAACCTTTACA
AATGAGTGCTCCAGCTGCCATACAAAAAACACGGACACATATTCAAAGAGCATAAATACA
CTTTAGACTCCATTACTACTCAAATACAACTAACCCCCCATGTTATTTTAAATCTATCTC
GNTTTTCCATTTTCAGTCT
>BJ746531 ID   BJ746531   standard; mRNA; EST; 849 BP.
TAGCATCTAACAGAGCTTTCTGCTCATCAGCTTCTTCGAGCTGCAGCTTAACCATCCCCA
GCTCCTTCTCTACCTGAGCCTTCTGCTTCAGAGCATGCTCTGCATCTTTTTTGTGTTTGG
CCATTTCTTCATCAGCCTGCTGCTTCTGTTTTAGAGCCGCTGCCTCAGCAGCAGCCCGCT
TGGAAGCCTCTCCCTCTGCTTCTTTGCGCAATTTCTCAGCATCTTTTTGAGCTTTGGCCT
GTTTAGCAACTTCATCCTCTGCAGCTTTTTTCTGTTTTTCAGCCTCCTCTGCTTTCTGAC
GCAGTAAGTTGGCCTCTTTCTCTGCTTTCTCTTTGGCCTTCTGAGCAGCCTCTGCAAGCT
TCTTTGCCTTTTCAAACTCCTCTTTCAGCTTGTCCTGAGCAAGAATGTCTTGCTGATTCT
TACTGAGCACATCTTGTGCTTTCTCCTCTGCTGCACTGCATTTCTGAGCTGCCTCTTTGG
CAAGGATGACCTGCCTCTCTGTCTCTTTCTCAGCCTTTTCTTTGTGTTCTTTTGCTTCAG
CAGCTTTCTTTTTGAGGCGTTCCACCTCCTCCTGAGCGGCTTTCCACTGTCTAGCTGCCT
CTTCCTCTGCTGCAGTAATCCTTTTCACCTTCTCTTCAGCTTCCTTCCTCTTCTTCTCCT
CCTCTGCAGCAAGTTGTTTGAGTTTTTCTGCCTCTTCTTCAGCTTTGATTTTGCTCTTCT
GTGTCTCATCTGCAAGACTCTTTAGTTTCTTTAAGTCCATCTCCAAATCTGACTTCTCTT
TTGAGGCTTTCTCAAAGTTGATCCTGAATGATTTGGATCTCCTCTTCCACCACTTGTTTC
TGCCTCAAA
>BJ746536 ID   BJ746536   standard; mRNA; EST; 854 BP.
AAGGTTGTGCAAGTGGCCACAAAAGAAATTCACAGTTTACATTTAAATGGAGCCGCTCTT
CAGTTATTATTCAAACTGAAAACTGTCTTATGAGGGTGGGGGACATGTGCCTTAAATTAG
AGATCATAGAAATCTTGATAATTGAAACCTTAAACCTGTTCTCCAACTACTTTTCCAGTC
AGTTGGTTCAGAGATTACACATTTGGAAGTAATTTCACTCTTTCTGTAATCTTAGTCTGT
ATCTTGAGCATTTGAAACCACTTACAATAATACAAAATAGAAAGAAATATACAGTATATA



CATAAACTAGAAGAAAGTTCCAAGCCCTGGTTTCACATTCAACCCAAAAAACAAAAAGAT
TTTTATTCAAGTTTTTAATCAGATGGGATGCTTTTAAAGGGCTCTCTTTCGAAAAACCAC
CATCATTACTTGGTGTCTGTTAGGAGGATGCATATTGGGGAGGGGGGGTTACTAATTTGG
ATTCAAATGGAGCTAAAGGTCTAAAACGGAGAAAAGAAAGTCGACTTGCTTTTCACAGAC
TGAAGGGCAGTGATGGACTAGACAAGAGACTCTCAGTGAGAGAGGCAATGCTCTTCTTTT
GTAAACATAGCACTATAAGAAAAATACTTTCTGGTCCCTTTAGCATTTGCTTTTAAATTG
AATTATTTAAAGAGAGTACACAGACAGACATCTGGATCCATTGCTACTCTCAGGGCATAC
CTGTCTTAGTTTAATGAACCAGCAGAAAGGCCTGAAAACAGCTTGTTTATGCAGAGTAGA
TGTTGTAGGGGCTGTAGCCCAGCAAGAACTCTCCNAACTCCCACAAAAGTACACAACCTG
GCGCAATGCCAAAC
>BJ746546 ID   BJ746546   standard; mRNA; EST; 797 BP.
AAGAACACTTCCATTGTATCGTAAAAACCAAGATGGTGGATGTTTCTATTTAAAAAAAAA
ATATAGAAAATTTGCTGAATAAAATAGAAGGAATGTCAAATCCAAGAAATGTAAAACATT
TTAAGATCAGCAAGAAGAAAAAAAAAAGTCANGGCNCATCACAGTTGAAAATTAGAGTTA
ATATTTGGATAACTTTGAATAANANGATTAATAACAGATATATNCTTTGCTGTAAAGACN
TTGACTTGTAAAAAGACNCANGCANGTACTTTGACGGANGAATTATCCNGTAAAACCNCT
TAAACCNCATTTNGGGNGNGGACATTCANGCATAAGTTAGTTNGGNGCTCAGCAAGTCNG
TTCCAACAACAAACCNCATTCATCAGGCTAACATTCAGTACGTTCAGATNGGATCCAAAT
CNCCNCAAAATATGAAAACTTTTAGGAGGACAAAGCAATCTACTACAACTCCTTTAATCC
GGAAGTTTCATTCNCAGNCTTCTGCGCCNGGTTGACNCCNTTCTGCANAGAACAGAGNCC
NCCATTAAATCATCNCCAGATATGCNCGACGGATCAANGCTGCAGCTCTACCTTCGCCCA
GNGNGNGAAATAATTTTTCAGTTGGCTGGGAATGGANCTGATGAATGCNTTANCGACNAC
GGAAACCAGCANAGAGAACAAGGCGATGCCAACNAGGATGGACAGCAGGGTCAAGCCTCC
AACAATCAGAAGGATCACTTCAACGAAAACAAAACCTGTTGCTGAAACGATGGCTGTCAC
AAGGGCAAATGTGAGGA
>BJ746547 ID   BJ746547   standard; mRNA; EST; 632 BP.
GTGGATGTTTCTATTTNAAAAAAAAATATAGAAAATTTGCTGAATAAAATAGAAGGAANG
TCAGATCCAAGAAATGTAAAACATTTTAAGATCAGCAAGAAGAAAAAAAAAAGTCANGGC
CCNTCNCAGTTGAAAATTAGAGTTAATATTNGGATAACTTTGAATAANANGATTAATANC
AGATATATNCTTNGCNGTAAAGACATTGNCTTGNAAAAAGACNCANGCNNGTNCTTTGNC
GGANGAATTANCCNGTAAANCCNCTTAAACCNCATTTNGGGGGGGGACNTTCANGCATAA
GTTAGTTNGGGGCNCAGCAAGTCNGTTCCANCANCAANCCNCNTTCNTCAGGCTAACNTT
CAGTACGTTCANATNGGATCCAAATCNCCNCAAAATATGAAAACTTTTAGGAGGACAAAG
CANTCTACTACANCNCCTTTAANCCGGAAGTTTCNTTCNCAGNCTTCTGCNCCNGGTTGA
CNCCNTTCNGCAAANAACANAGNCCCCCNTTAAATCNTCNCCAAATATGCCCGACGGATC
AANGCNGCAGCTCTACCTTCNCCCAGGGGGGGAAANAATTTTTCAGTTGGCTGGNAANGG
ANCTGATGAATGCNTTANCGACNACNGAAACC
>BJ746554 ID   BJ746554   standard; mRNA; EST; 144 BP.
ATTAAGTACAGATTACAGTAGAANCTTAGTATTAATGATGAAATGAAAGCAACAAAATAC
AAAATGCAAAATGCAAACATTGTTTTTTTTTTTATTAAANGGGACTTCNGNCACCCCGTN
NGTNGGCAAAANGGGAAANCCTTG
>BJ746570 ID   BJ746570   standard; mRNA; EST; 771 BP.
ACAGCACTCAATCAATAAACATTTGTACCATCAGGGCAAACTCACATGATGGCAACTTAA
AATAAATACTTTATAGAGTAAATAATACAGACAGAATATGCGAGACTCAAACCACACGGA
CAAACAAATTATCCAAATGTCCAAGAGACAAAAAGGTCTGAAAACTCTGAGTCAACCCCG
ACTCTCCAAAGATAAGAGTTTGTATAAAACAGTTGAGCATTTTTAAAAATACAGAATATT
ACAAAAACTTTTCATTTTCTTGTTTCTTTCAATTACTGTAAAATATCAGCTGGTATTATG
ACAAGAAATCAGAAACTTTTCCCCAAGTGTGATAGTAAAAAGACAGAATGTGCTTTAATG
TTTTTTCCGCTTTTTTTTTTTACNTCNCTATTCNCATACNTTATGAANGAAGNGTATCAT
CANAGTCCNCNGCACNCCTCATTCATCATCCCGGNGAANACNGTCATCAGNGACCANGGT
ANCCAAGTCNCAGAANCCTACGGGANGNGCANAAGTCANCCNCAAAACNCCATCCNCCAT
TGCCGGATACGTAAAACAGTACCCAGATTTTAAGTCTTTANAGANGTATNGGGAGTATAA
TTCNCTTTTAAGTACATAAAAAAAACNGTTCNCCTTGACAATCNGTCANTTTTAAANCAN
CANNGATAAAANCNCAAAAAANGTCNTNGGAATTTCAAGAATACAGGTTTAGGTAAAAGG
TGGTTTCNCATGCATGTTTTTGTTACCNGCTCNCCCTTGAAACCCTCAAAA
>BJ746576 ID   BJ746576   standard; mRNA; EST; 821 BP.
CTCTGGTCACCGGTATATGTCCATAAAAAAGTTATGGCTCCTGCCCTTTATGTTCCCCAA
AGAAAACGACATCCTCACTGTGGTATTTCACATTCCCATTAAAGATATGTCCATATCTAA
TAAGGAGATAACACGTTTAACCCGCGACCGGCGAGTCTGACGGAGTCTAAGGGAATTAAT
TCCTGCTTTACATACTAATATAGGTAATGCCGTAGCCACAGCTGTCCTCAAAGGTGGATA
CTGGCTGTCTGCGGGCGAAAATCGGCCAAACCTGTAACATTAAACATCGTAGGCTGCTCT
GTGAGCCCATAGTGCAAAAACTGTTGATGCATATTTTTCTCTGGGCATGCTGTGGGCGAC
AGGTCTGTTTGACTTATTATAGGTTTGTATTTTCTTATGGTTCTGCATGCAAAAATAGAA
ATAATATTCTCCAACTAGAACTATATGTCCTTAACATGTTTCCATAGCTTCGGCTTTGAT



ATTGTGTGGTCATCTGGCAGAAACGGGAAGAGTTGGCAAAGCAATGAAAAACTTTTTTAA
TAACAGACAGCCCAATGAAATTGAGTAGGTTGATTATATCATGGGGAACTATGCATTCTA
AACTTTTTTAAACTTAATCTATGTTAATTTTATGTCATGTTAATGGTTTACTTATTTATT
TTATCTACAGTCTCTTGGTAGGCGGCAATGGTGAGCATGGGACAGAGGGGGAAACTTAGC
TAAGGCTGCAATCCTGCGTATGGACAGTGTTTCTCTGCAGAAGGGGGGAATAAAATGTCA
CGTCTTGATCATGTGGCCAGACAAAAAAAAAACATGGGTCT
>BJ746589 ID   BJ746589   standard; mRNA; EST; 910 BP.
CAACAACAATACAATCGTCAGTTATACATTCATACAATGAAAAATCAATCTTACGATAAT
TAGACATATTTATAATTAAAGCCGCAAGCAGCGTTGTATGGCCTGCAGACGCAACTCGCC
TTCCACGGCCGCCCTCACCGCTAGAGGTAAGATCTTAAGCCCGAGCCCGAGTCAGAACCA
CTAAGTGCCTAGGATATCACAAGCGTTAAAAAAAAGAAATTCTAGTCGCCTTGCTTAAAT
GTTTTGTATCACTGCGCTGGCTTCTTAAAAACAAACTTTAGCTTCATCATTTGGACAAAA
ACAAGCGGTTAAAGGTATTCCAGAAAGCAGGCTATGCTAGCTCCCATGGTGCGTTTGAGG
CTAAGAAAGTTGATAACCTCGGCTTTCGGTTCCAGAAATGGAGGTATATTTCAGGATATG
TCAAGTTGCCATTGTAACTCATGCTCTGAACATAACCTGGTCTGTAGCAGGTTTAGTTGA
AGGTTAGTGTGTTTTCAGAGAGGTGAAGCAGCATGGTGTGTCCTTATGAAGATGATTTCG
TGGATGAAGGAGCACAGATAATACTTTTTCCACCGTGAGAGGGTGATAAGACCACATATG
GATGTTGGAAAGAGAAACTTTTTTACTTTGATCTAACTTAATTATTTGCAAAGTTAATTA
ATACATTTGCAAACCTTATAAGCAGTTAAGTAATATGAATTTAGAAGACAATGGTCTGAC
TTTAGATGTTAATAAATCTTAACACTTTCAGGTGTTTGCAAGACATCTATAATGCTAATA
AATATCTTTCTAGCCTCTGACACATTAATAATGCCTATTAATTTGTTAAGTTAGTCAATA
AAACTTATAAGCTTATGAACACTTAGGCTTGTGTCAGGCATCTAAAATGCTAATAAATAT
CNTTACTAGA
>BJ746595 ID   BJ746595   standard; mRNA; EST; 369 BP.
GCTATAACAGACGTTCNGGNGACNTTCAACCCTTTTTGAACNGCATTCTAGCCAAGCGTA
CAGAGCAAANGCNCAAGTTTACAAGAACNCNGAGATGAGAGGTACAGCANCAAGCTAAAN
GTTTGANCCGCTTCATTTCNCTTTTTAGGNCGNCNGACCNGTTGANCCAANGACNCATAC
NGAANGCTTTAGNGTTTTAAAANACAANGACTTTNCCNCCTTTTGTTTNGGCAAAAGCAA
AGTATNGGGGGATTAAAAAAANCANCAAAGAATAGAATTCAGNGNCCCANCTTAAAANCN
CANATTTTTNCGGTAAAANGAACCCGGGNCAAAANGAGAGACGGANAACTTTCNCAGGGG
TAAANCANC
>BJ746602 ID   BJ746602   standard; mRNA; EST; 516 BP.
AGTTTTAAATAAATTTATAAAAAAGAAAGCTTTTTGTTTTGTACACTGAAGCAGAATAAT
CACTTATTTCTCCTCCTGCAATCTGAACAGAGTTGAAAAAACAAAAGTTGAAGTGCAGCA
CGGTCAGAATCATAAAGCCTGGATTCAGTCTAACTGTTGTGTTCAGATCATCGGCGTCGA
CACCCGTAACATGCATGAGTACGCTCACATACACAGGAGAATATACGTCTTATTTCATAG
GATATTTGTAAAATATGAACAGAAAAAAATCTGACGTACGTACGGCCAGAAACGGAAAGA
GCATTCACTCTGTAGTGTTTTCTTCGAGGTACAGAAAGACTACATTCATTTCACACAAAA
CAACAGAAAGCTTCCCAAGATCCCACGTTGAGATGTTTCCAAGATCCGACAGAAAACCGC
CTTTCTGCTGGGGGAGAGGGGGGGGGGGGGGNANGGNNGCNNNNNNNCCAAAANGGGNAN
NNNCCCCCGGGNGGGGGTTTNCNTTNGGGGNAANGG
>BJ746642 ID   BJ746642   standard; mRNA; EST; 130 BP.
GGTTTAAGNTGCGCTGCNTCTCTTTAAGGTTGNCGGATCTTTCTTTGTGGCTCCCGGTTT
TCTGCTCAGACTCNTGTGTTTCTTGGTNTTGGNNCTGTGTCCCNNCNTTGNGGACTCTTC
CNTTTTGGGG
>BJ746653 ID   BJ746653   standard; mRNA; EST; 840 BP.
ATTCAACCATGGCAGCACACAATAAACCAATGNTTTACAGTTTTGTCTTAGACCACAACA
ACTCAATAAAACAGTGTTATGTTTGGATACATGAACCAATTCCAAAGTCTTCTTTTTTGT
TCATTTTCATTAGCTGGAAAGCTTCAAACACATCTTTAGTTACGTCTAGTCCGTTTACTA
TCAGTGAAAACTTACTTTTTTGGAAAACATTTCACATACAGCAAACATTGTGAAATCCTA
CGGAACTTACATGCATCTCCATCTACAATATATACAGTCAAGTTTTAGTTGTGCTGTTTC
TACAAACTTTGAGCTTTTAGGAAGAAAAATTAAAACTCATATGATCAAGTATAACTTAAA
ATACTTTTTGAAACAAAATTGTGTCAGCGTTTCTTTTTTTATAATTTACAATAAAGAAAA
GGAGAAACTGTAAAGCTCAGATTAAAAAAAGATTGTATATTTGTTATTAAAGACAAGTAG
AAAAATTAGCACTTAAAAAAAACATCTCTTGATTTTCATTTTCTTTTGTGAAAAAGAAGT
TGTTGTTTTTTTGTTCTAAAGTGTATAGCGATGCTTTTAATTTGGTGATTTATGACTAAC
TTTTTACAGGCTACTATTGATATCCAACTACGTTAATGTGCATTCCTTTCATTAAGCATT
AAAGAATGAAGGCAAAAGTCACCTCAAGCTAGAAGATAGGCATCTCATAACCCTGAATTT
AGATTTAGATTAAACAAAACTGCTTGGTTTGCTTTGGGAGCTGTTGTTCATGAGCACCAC
ACTATATCTTCGGCTAAATCTACCCTTTCATAACGGACTCCCTTTCTAGGACAGGCTGGA
>BJ746655 ID   BJ746655   standard; mRNA; EST; 813 BP.
ACACAGCACAAACAAACATCGTTTTTTCCACATGGGCTTTACAAACACATGTACTGCAAC
AGTATCAGCTGACTAATGCTCACTGTGTGAACAAAACAGACTTAAGCCGCTCTTGCTCCG
AGGATTACAAAACACATACAGCACATGTAGCACATTAGAGTTCACAGAGCGCTGACCTTT



CCTAAGTTCTGCCTCGGCTCTTTTCACTAACAGATTACCACAGAAAAAATGGGGCACGCT
TGTTTTCTACTATATTTCATGAATGCTGACGTTAACACTCGATTCCATTTTGTTCTGAGC
TTCAATCCAAAGCGTTGCGGATTTAGAGAAGAGAAGGGAAAATGTCAACATTGATCAGCA
TCTTCACCCCCACAGCCAAACTTCTAACCTGCCCTCAAAAAAACTTCCAATTTTGGCTTT
GAAACTTTTTAACAACATAAACAAAGACAATAGTTTCTTTATCTGAGCCCAAACTCTTCT
GTTAAATTACAAAAATATTTGAAAAAGATTATTTTTAAAGATCCATCTACAAATATTTTC
ATGAAGGTTTTGTAGATTTCCACAGTTTAAGACTAGAATTCCATACATATGACTAAATTT
GTGTTTATATGACCGGATTGGAAATTGTGTGTGTGTGTGTTCACATAAAACTATTCAGTA
AATAGTTTTAGACAAACTATTAACTGAACTGAATTTATCTTTTAAGAAGAATTTATATTG
AATAAAAAGAAGAGTAGCACAGCAGACAATATGGATTGACAATATTAACGCATATCGTCT
TCCAAATCAGTTGTTTCTTCTTTTTTTTTTTTT
>BJ746711 ID   BJ746711   standard; mRNA; EST; 851 BP.
AACTTTTGCAGTGTATTAAAGTCATCAAAACAAATAACAAAGGCAAGAAACATTCAGTGA
GGTACATCATGACATGATCCTGAAAAAAAAGCACAGACAGTTTCATCTGGAATTCATGTA
TTTACATCTCTGCAGTTAGCTTAGGATCAGGGACAGCTGTAATAACCTGCATGTTTGGGT
GGAGCTGGTAGTCACGTGATGACGGTATTTACATTCATCTTTATGTTTCATACCTCATGA
AACAGTCACTCAACACATAATATCTGAATGAAGGTACAAGATATGGGGCGTGCATCCTCC
ACTGCACTGCCCTGCACGATCAAATGCATTTCACCGAAAACTCACAAAATAGTTTTGGCA
GAAAAAAAATTAAAAATAAGGCAACATCATGTAATTTCACCAGAATAAGACAAAATAAAA
CACAAATGCAGTTTTTAATGTACTGTAAAAATTAAAATGGATTGTTTTTGTCCAAAGAAA
AATGTAATCAACCAGAATGGATCATTTCATTTAAGTAAATTAATTAGTAAATTAATTTAA
AAAAGTTAGTTTGAAGAACTTCTAATGTTAAAAATATAAAACATATTTTATTTAAAAAAT
GCATAACAAAATTTTTAAAATGTTGTTCTGGGTGGTCACTTTCCTAGCCTTTAAACAAGT
AATCTGTTAAAAAAAAAAGAAAATTATAAATTGTGTATTAAGTTTGTTTTTTAAATGACT
ACCTTATGACTTTCTTCATATTGGAAAATAATGTAATTTAAGCTTCTACAAACTACATAC
AGCAGGTTCTCAAACTCAATGTAATTTCATTGAAAGGCCNCAACACTGCTTGAGTGATAC
AAAAACTAAAA
>BJ746723 ID   BJ746723   standard; mRNA; EST; 875 BP.
TGGAAATTGAGTATTTGTGATGTAGAGAACATTCTGGGTGGGCTACAAGCTCCATGCTCT
GGACTCTCATCAAGAGGGAGGGGAAGGGTTTCTCCGTGCCACCAGCATATTCATTTCTAA
ATAAAACTAAAAATGGCACAAGGTTTAAAAGGAACGCATTGAAGATAAAAGATGATCAGA
AAAGGGTCTTGACGACAACCGACCAAGGAAAAGGCCTGCGCCGTCGCTAGGTGGAAGACG
GCGATCCTCTGCAGGCAGGCAACGATGCGAGAACACGCCAAGGCTTCACGCTGCGCCGTC
CACAGCACTCTGTCGTCGGCCAGCATCAGGCTGCTGGCCAAGCTCACCATCACTTCGCCC
AGCTGGAAAACAAAGACGACGACTTGAGTAAAAACACATCCCAGGTGCTGGACTCTCTCC
AGTGAGTGGAAACAGCAGCTTTCAAAGAACTTCAAGGGGCTGTAAAGCACAGCTGCAGTT
GCTTAGACTAAACCCAGCTGTTCTTCCTCTTAGGGAGAAAATATCAACATAAACACTTAC
ATCCTTATACTTTTCCACAAATCTGCCAAACTTTTCAAACATCTCTGCTATAAAGATGAT
GTCCATCTTGTCTGAGAAGTTGGCGGCATCGATCGTGAAGAGGAACAGGCGGTGCGCTAT
GGCCATCACATTGCTATCATTCAGAGGCATCTAGTGNAAAAATAAGAGTCAGACGAAGAT
GAGTTCAGGGAAATTTGAGCAGGTTGGCGTACGGAGGTCTGTGTTTCCCAGGAAAAATCA
AAACATGCATCAGTTTCACCTGATTGATGACAGAGAGAAATCTGGTGGTCTCTTTCTGAA
ACTGGCACTGGGAGTAGTCTTCCTCTGTCCAGTGA
>BJ746729 ID   BJ746729   standard; mRNA; EST; 766 BP.
GCACTTTAAAGTCCTGGGAAAACACAGAGTTTCAAAGAAATATCCCTACAGTGTCAGAGC
ATCATTTTGTTTCATTTTATTTAGTATTAAAATCAAAAGCCTTTAAAAACCCACTCAGAT
CTTTTAGCATTTTTCTGATGGACAAAAAAAAAATTAAGCTTAAAATTGCATTTCTGAGTA
TTTCTTTATTCTGATCGTAGNGAATCAGGAGCAGACGAGAAAAAAAACNCGTTTGCAAAA
ACTTGTACCTGTGACGTANAAAATGAGCTGTAAGCTAGCAGGAGGGCNCATGGGTGATAG
GAAGNGGAGGCGGGCTTGCTCAGCNCCAAAAGTCCGGCTCAATAATCGGGCAAGTTTCTA
ANGAACTACNGCCGCTCTGCANAAACTGNGTCCTANAAAAGGACGTATTTGATTTTGGCT
AAAAACGCCNTAATCATAATTAANAGACCNCNGGCAACNCTTTTACAATAAACGAAAAAA
TGATTGGAGNGGGACTGTAANAGCANCCAAGATGAAAGACCAGACNTATTGATGGGATTT
ACAACAGGCAAACAAAGTTTACCTTCCACGTCCGGCACCCCCACTGTCGTCACTGGGATC
CAGGGACNCGACGGGATGCAGGAATGCAGAGCTGAGCTCTGNGGCGGTAATGACTGGGTT
GGTGGCGACAGCAGCAGCAGGAGCAGGGGACTGTGTGCTGCGCAAAGCAGTCACAGTGTC
GGGCGTTAAGGATGCTGGGCACACCTCGCTCCTCATCTGGGGCTTC
>BJ746743 ID   BJ746743   standard; mRNA; EST; 190 BP.
AACNCTTNGNACCGGCCNTTGCTNGTNGNCNGGGAGNAATTTTGTANNCANANGAGCNCT
NCTTTGANGANCCNCGNAANCCCGGTTTTANCTTTTTGNNCGGCAAGTTCNTTTGCNCNC
NCAAGGGCCANANAAATTTNGNGTNCCCCCCCTTNGGGTNCTTTNCCGGGNGGGAAANAG
GTNCCCCNGA
>BJ746753 ID   BJ746753   standard; mRNA; EST; 112 BP.
AATCAGATTCACTTAGAAACNTTTTTTTAAAAGGGTTCAAGTTCAGTTAAATACTTTTTG



ATGATAAAAAAAAAAAAACNTCCCCTAACNCCCGCTAANGGGCAAAAGGGTA
>BJ746755 ID   BJ746755   standard; mRNA; EST; 779 BP.
TGGTGGCTTCATCAGGAAGCTTACAGCGCCCCCTGCAGGACTGCAGACACACAGTCAGTG
ACAGGAACCAAGACTTTCAATTGACTTTGGGTCACGTCTGTGACCTGGAAGACAAAGGCA
GCACAGCAGGAAGTGCTGTGATCAGATAAGCTTTCAAAATAAAACGGTGTGACAACCATA
ACCCCTCCCACTGGAGACTCCGGTATGTTTCTGCAGCTTCAGGGAGCTGGGTTCCCCTCA
GACCATCAGGGACCCCAGGACTGGGGGGGTTCAGCCGCTCAGACTGGAGAACATCTTTGT
CAGAGTGGTTTGTCTGCCTCCACTAGAAGAGCTCCTTCTCAAGGCCGCCCCAGTAGAGGA
GGAGCTACTCCTTAGGGTCCCCCCGGAGGAGGAGGCTCTGCGCAAAGTTCTTTTGGCCTC
CAGCCTCCTGTTCTGGCGCAGCAGGTAGGGGTCGGAGGATCCTTTGCTTCTGTCTGTGGC
TTTTCGTCTCTCCTCCTGGTCTAGCTCCTTTTGGAGGAGCACAGCTAGCCGGCGGTCCTC
CTCTTCTTGCTGCCACCTACATTGTAGCTCCTCCTCTTCCTGCCCCCTCCTTTCAAGTTC
CTTATTTTGGCGTTCCCTCTGAGGCTCCATCGACTCAGGCAGTGCTGAGTCAAGGGAGGA
GGACATTAGAAGTCTTTTGGGAAACCCCTCCTCTTCTTCATTCGACTCTGAGCTCCTCCT
CCTCCTCTTGTCTTCTAGAAATGGTCTTCCTCCGGGGCCTTCATGTCTTTTATGGCAAA
>BJ746761 ID   BJ746761   standard; mRNA; EST; 651 BP.
TGCACTTTTTAGAAAAACAGATCCAGAAACAAACGTCACTTTAGAAGAAACTCAGGAACG
CAGGCCGGAGGAGAACCGCACACTTTGAGCAGACACGGGACAAAACACACTAAAAAAAAA
AAAAGATGACCAAAANTCAANGTTCCNCCNGCCTTCNGGAGAATCTCCNTTACNGGGAAT
CCGCTTCAGCANGGAGTCAANTTNTTCCCNGNNGGATCATCCNTCAAACACCTCTAAACT
CCGCCCTAACACACACACNNTTTNTCANAAACCNTCNTCAGTANAAAACTAAAAGCACNT
GANNGAGCCNCAACNCTCCAACCTTTGGAAAGCTCCTTCNTGAACCCNCCTNTGAGGAGA
ANTGCAACANAAATAAGCCCCTCCCCCNCCTGAGCTNTGTCCCGCCCCCAANGGNAAACC
TCAAAGCAAACCGAANGNTTNTTCNCGCCNGAATGANAAACNCNCTAAAGACTAANGGAG
GAAAAGTCCGGCCTTGTTCTCCCTCTACNGNGACNTCTGACCTTCAGTAAAACTCCTTCA
AACGNGGNGCCAAAACCTCNTCNTCNTCNCCAGACCCCTCANTCNTCCCGGACCAAANGG
GAAAAAGGNGCAGGNGGGGCGCAAAGNTCAAAAGAAAAGAAAAAAAAANCG
>BJ746772 ID   BJ746772   standard; mRNA; EST; 890 BP.
GGAAATTTTAGTCATCTGGTTTTTTACAAAACTGATCAACTTCATATAAACAAACCTTAA
AGTGTTACAGGAATTTAGCAAAAAGCTGGAATAACATTTAAAACCCTTTTGATGAACAAA
CAAACCACACTTCAAAGTCTTAAAAAGAATAGTCAAAAAGCCACAGTTTTTTTAACCCAA
TCAACTAAATTTAGAAATAAACTTTTGTTCAAACCACAACTTAGAAAACATGTATTTGAA
CATTCATACTGAAGCTCAAAAACAGACGCCAAGAATCACAGCTCCAACAGCTTGAGGCAA
AACATCCAACATTTATGACCTTAAAGGCTTTCATTTTAAATTCAACGTAAAGGAAGCGCA
GCTTGAAGATCCGTCAATGAGCTGTTTTTAGAGGACATAAGTGTTCGGGCACAAAGAAGT
CAAGACTGAAGCAAGATGGGGAAAAAAGGGCTTCACTGCTGCTAAACCATTCTCTGCCTG
CAAATTATCAAGCCATTCCATACTACACCAACTTTTTCATAATTTTTGCATTTTCAGAGT
CATTCTTAATTATTTAATGTGATTTGTAGTCTGTGTGCATTCAAACTGTTGTGATCTACA
CCAGAGTTCACTTGCAGGTAAACTCAGAAAAACCTCTTTTCTTAATAAAACCAGCGATTG
CTCATAAAGTCCCAACTGGAGTTCGAATGAGCTTTCACACCAAACAAATTGAACCATCTA
AGGTACCAACTTTGGTACAGACCAGTGTAAAAGGGCCTTAAGAGGTCAATACAGACCTGC
ATTGATGTTATTACTCCAAAAAGCTGGTTTTAAAATTCAGTTCCTTGTTAAATAGGCATT
ATAGGTGTGCTGGTTTGATTTATCTGCTGCTTTTATCTAATTCACATACT
>BJ746781 ID   BJ746781   standard; mRNA; EST; 515 BP.
CCTCAACAAAGGTTAATGTGCAGCAGTTAAGAGCAGCAAAGGAGGAAAAAAAAAAAACNC
CCAACATANCCTTCNGTNTTTTTACAAACGCNCATCCAACAAAAACAAACTTCNGTAACA
GAANGTTCCNCCTTAGGANGATTACAAAACCCNCGAACAATCANAAACAAGCTAAACNCT
TGNGCCTTTCNCCTAAAAAAAATAACNCTAAGGGAAGAGGAACCNCNCAANCNGTAAAAT
CNCTTTTTGCAATAAAGTTNTGCANATGANGCTCNGTTTTAANGTANCTCTTAGTANCTG
NGGTTAGCTNGAGCTAATATNTGCAAAACTAGNGNCNGCNGGAAACNTCTGNGCNCAANC
NTNCNGAAAAGGAAAAGCTCCAATANTTACGGGGCANTTTGTTTGNGNGGAATTGTTGAC
NGTCCCCCNGACNGTACNTTCNTACAATCNCAAACCNCTCACACNCCAGTCCCAAATCNG
CCCCACAACAGTCCTACNCCAGTCNCACAACAGTC
>BJ746782 ID   BJ746782   standard; mRNA; EST; 213 BP.
TGCCTGAACNNAGATGCAGCTCGGAGGACGCNGCCTCACAGACCAGGAAGCTCTGACGCC
AACAGCGTGANGATCTCTGGACATCAAACCTGCCGCCGTTCTGCACCAGAAAAGTCTTTA
GGCTTTTATTTGGGTGACTCANCCCCATCTGTTCCTNTAANTTTGTTTTGTTGCCCCCCC
CCAAAACTTTNTTTCCCCCCCNAATGTGATGTC
>BJ746822 ID   BJ746822   standard; mRNA; EST; 174 BP.
GAATTTCNGGGTTTAANCTTAAAAGGNNGCTAAAAATNTNGANCCCTTANGANAGCANCA
GGGTTTCAAATCAAANGNGNGACAAATCANCNGCCGTTCCAAACNAAAANTNGGANGGGN
CNCAAANGNGTAANAAAAANAAAAAACAAGTTCCGTTCTTCAAATCANCCANAG
>BJ746834 ID   BJ746834   standard; mRNA; EST; 694 BP.
TGAATAANTTAAGGCCACTTACNGCGTCTATNGTCTGAAAAGTATTTAGTTCTGCAATCA



ACCATCCACCCGCTGGCGGTACACAATANGCGACTTAAGGAAAANGCAAGCCATTCCGNG
CCAACACACTCATGTCTCCAGTTTGAAGGTCCAGTTCTTTGCATTTGGAAGATACANAAN
GAAAGAGCAAAGTTAGAACATGCCATGTTGCGAGGGGCCGTTGTGGAAATGGCTGCTGGA
GGGNGAACCNCTAANGTTGAAAGCAATCATCTAAGTTTGCANATATGCANCTAATTTGAN
AGCAAATTCTGTTCCCATTTANAAATACNGACATGTCTTCTTTAAGGGCGCCTTTNCTTG
TAGNGTTTCAGTTACAGCTTTCCTTTGATATGATTTATTCNACAAATANAAAGTTTGNCT
ACCNCACATTCTGAACAATGCTAANTGAAGCTNAAGTTCNCCAANNCANCTGTTAAATGT
GACTGTTTTCAACTGCAAGGCTATGAAANAAANNATAAAAACTGATACGTANCANATATA
TGGACTTTAGAAAGGTTNCTTAATCTTGNCNGAAACAAAAATAANCTGAAGCTTGAANTA
AAACAACTNCNGCATTGTTCCCCAGCATGTAAAACTAATTACACAGGTAATTGCANATAG
TCTATGGAAAAAAAAAAAAANTTTTTCAAAAAAC
>BJ746839 ID   BJ746839   standard; mRNA; EST; 877 BP.
GGAGGGGTTTGTGTAAAGAATATAAAGGTTTGGTCTCGTCATTACTGGATGGATAAGGTC
AACATCCTTTAAATTAAGACACAAAAGCTACTGACTGATGGTGGTAAACTAATAATGGTA
AACTTTCAACTCTCTTTATCACATTTTGCAGATTCCAGGGTGATTGAAATAAAGGCCACA
TGATCAGGGAGTCAAATACAGAAAAAGACCAGGAATCAGGGTCCAGTGTTCTCATTTACT
TTCTAGTTTGAAACGGGACTAAAAGCAGTCATAAAATTGAAAGTAAAGAATGTATTATCC
AAAGATATTAAAGATTTGTAATAACCAGTGCTGAAAGTCATTTAGAAACAAAAGAAACCT
TATTTTTGTCAACTGTCATTTTTAAAGAAACCCCAAGTTTTTATTGTGGTGCAAATTACT
TCAAAGGAGAAAACTTTTTTTAATGAAGATTTATACTTCTGGCAATATTTCCATGACGTC
TTTCAAATTTGCTAATACTCTCAAGGAAGGGATCAAAACATTTACAATCACTGCCTATGA
TATTTCAACTGGATGAAGTAATGTGTTATGTAATTCTGTTTAGGTACTCAGGAAACTTCA
GGAATTTCATGAAACTTTAAAGTTCCTCATGATTTGATCAAATAAGTGCTATGTGAGATT
AAAAATGACTGAATGCAGTCTCCATGCTTTATTTTGAGAATGTGTTACTTTCTATTTCAA
GCATTTCTCAGCAGATTGTATGCCCTTAATCCTGGTTCATGTGTAACAAGAGAAAAATAG
GCTTTTGACAGTCCAAACCTGTGTTGGGGAATGTGGATCAGACAAATTACAATGCAGACA
GAGCTGAGTTGACTCTGGTCCGACTCCAAAATCCAAA
>BJ746843 ID   BJ746843   standard; mRNA; EST; 839 BP.
CACTTTTAAATTAAGACAACATTCTATTTAAGCAAGGCTGAGACATTTAATATTATGCAA
TATTGAAATAATGAAATGAATAAAATCTGAGGGTTTTTATGTACAGTTTGCATACATATA
TGTGATTTAAAATATCCATAGAAAATTCAAATGGCAATGAGATGAACATTATTTTTACTT
TTAATATGGCATCTGATGAAGTGAATCTGAATGTTTCCAAATGATTAACCATATTTGTAA
TTTATTTAACTGAAAATGTACATCCTGGAAAGAAGATGGAAACATTTTCCAACATCTATT
AGGACAAAATGGTCATAATTACAAGGAGGAATGCTTGTGTTGGTAAGATTAACAATCTTC
AAACAATAACCAGAAATGTGTCATTAGATCAAAAATAAGCAAAAGGTTGTAATACCTTCT
CTTGACCAATTATGGATTCTAAGACTTGATATTAGAAAGAATAAACTGCACGTTTAAAAT
GTTAACTCTAAAGTGAGTTGAAATATGCAATGTACTACATAACAATCCTTTTTATACCAA
ATTAGAATTAGCTGTTTTACCAACGTTTCTGAAAAAAAAAAGACTGAANGTTGCTATAAA
AAAGTAGCTGGCTTCATCTAAGGAACAACATATTTAGCTATATGTCTGTGGCACAAAGAG
GCCACTGTGTGAGCAGTTCTTCTCATCCAATATTTATCCTCCAGGTAGGTGGGACAGAGG
CCAGAACACCAGGGCACAGGGCAAACTGATGTCACTTCCCTGCCTGNGGAATATCTGTGC
AGTTCAAATAATTATATTATGGACATATATNGTTTTTTGTTGAAGGTTTTCCTTTTAAA
>BJ746848 ID   BJ746848   standard; mRNA; EST; 826 BP.
TATTTCTTATAGTATTGTGGCACATAGAGAATCTGCATTTTTTTTCTTTTTTGCTTAATA
TTTTCCCCAACATGTCAGATGGATAGCAACAAACATTGCTCATAAAGGCCCGCAATGTGG
AGCTGTGCACAGTGAATCTCATTTAAACCGGATGTGAACAGGAAGTAGATGGTATTCAAA
ACAAGAAAACTTCCTGCGTGAATCCAGCTTCACAAGTCATAACAAATTTTAGTCCTTTGC
AAACAACACTGATTTGTCAACTATGATTGGGCAATAAACACTTTTCAATACCATTTTCTT
TTTTTTCACACGTATACATATATTAATACATTTTTAAATTTATATTTTGTTTTTTTTAAT
AATAGAAAAATACGGAACACTGAGGATTGGACCCTTGCAGGTGTGCTTCTCACAGGAAAC
CTTACATCAAATCGCTTAAACCAGAAACATGCTTTTATACAAAACACCTGTGGAGAACGA
GACCTACAGAAGTAAAGGATCATGTGTAAACCCAAAGATGTAAACGGCTCCAATGATGAC
GGTTGCTAAGTGACAGGAAAGGAGCATTTAAATAGCGGGCCACCTGACCTTTCATGCACC
CCATTAAGAAATACCAATTTTTTAACCGTTTGTGCAAAACTACATCCGACTTCTACAAAA
AGGATCACAGAAGTAATACAGAAAGTGTAGCTTTTCAAATTTCTTGGTGTTTGCGAGGTG
GATTTGGACCGCCTTCCTGTTGCTTCCTGCATTTTCGTTGCATTTACCACCAACAGTTTG
GACATTGAATCAAATGACGAATGCAAACTTACACTGAAAAGCACTG
>BJ746857 ID   BJ746857   standard; mRNA; EST; 124 BP.
AACAACNGGNCATCAGTTTCCCANNGNGCTGNGGNGGTTAAAACTTGGTCCAACCAGGGG
GGGNGGGNAAACANATTCCATCTAAATTCCGGGCNCCAAAGGGAGNTGGGGGGNGGGGGG
CACG
>BJ746875 ID   BJ746875   standard; mRNA; EST; 136 BP.
AAAGAGCANTCNNTCTGTAGTGTTTTCTTCGAGGTACNCAAAGACTACATTCNTTTCACG
CNAAACAACAGANAGCTTCCCAAGATCCCACNTTGAGATGTTTCCAANATCNGACNGAAN



ACCNCCTTTCTGCTGA
>BJ746880 ID   BJ746880   standard; mRNA; EST; 128 BP.
ANCATTTNCAATTNGGTTNCANTGACNTCGTCCANAATCTGAGTGTTNGATTGNCCATTG
NCCCAANCNTCNGGCGCCCGCTAGGAANGTTTGACGCTCTNGGAAGGAAAAGTGCTGAGC
CATTTCTG
>BJ746882 ID   BJ746882   standard; mRNA; EST; 701 BP.
ATGATTATAAAAAGAAAAAAAAGGAAAACATACACATTTTACATATTGAACAAAATCCAA
TAAGTATAAAAAACACTTTCTACACAAATGGGTTTCATCCGCATGCAGTTAAAACAGTTA
CAAGATCTCTACCTGGACTGTAGAATGAGTGTTGTGTGAATGTGTGAAGACGTATTCTTC
TTTTCTTTCTGGATTTAAAAAAAAAAAAAGTCACATTAANGNGCATCGCCAAGCTGTCTA
AAAGCTTCAGGANGCTTTCNCNCNCCTTTAGGGCTTTCCAGGCCNGATCTTTCNCCTTCT
TTGTNGGAGNGNGTTTCTTCNGCCNGGNGGCCANGATCCNCCNAAATCCCNCCATCACCT
CATTGTCNGCCACCCTCACTCTCNGCCTCAACTCCGGTTNGCGCATTTCCNCCTTTGCCA
GCCGGAGCAGCTCCGGCTTCCGGGCTCTGTTGGGGGCACTTAAGGCTTTCAGCTCCNCTN
GTCNCTTTTGCAGCTCTGCCAGGATTTCANCCNCAAAGNCNCCNCCTTGTCCAGGTCGCT
CGNCCANATCCAGCAGTCCCNGGGCTATNAGCNCTTCTTTGATCCGGGCCNCCAAGGAGC
GGGNGNGAGGAACACTGAAAGCCTTTCCTTGACTTCNAGGAAACGTCCCAGCACCATCAG
TGACATCCTTTCCANAAATGTCAGGAANAGGAAAATCCTCC
>BJ746907 ID   BJ746907   standard; mRNA; EST; 275 BP.
CAGTAACAGAAGAATAAGANATAGAACTCATAGGNCGANACNAGAAATACATCAATGTGC
TTTAANGAAACTTTAAGTTNTNGTCTTTTNTTCTCTGTTANATTCNTGANTCCATAGATN
AACTCNTCTCATAGCTCTGAGNTCATTNCATGCTANATCTGACATCAGAGTGAAAACTCC
ACATNTTTCTGCTTTAAAGTGAGAAAATCATTTTCTTTGGGCTNAAATCTNTCNTCTCTC
TCTAATCTTTGATCTGCGGGTTGANCTGGATCTGA
>BJ746917 ID   BJ746917   standard; mRNA; EST; 527 BP.
AGTGCTTGGATGATGTGCTTGCAAATCGGGCTCNTGGTGCTTGCTTGCTGCTTACGNGAN
GGGCGGGGNTTGNGACAGTGAGCTNNTTATCCAAATGCTTGTCAGCCTCAACCAGCCCAG
CTGATCTTGTGTTTTTTGNCAGAGAAAACTTGGAGACTTACCGATTCAGAGGACTTAGCA
GGAGTCTCTGCTTTGCTTTGAGCTGAAAGCTCAGGGCTTTTATAGGACGAATGAAGGGAG
GCTGATCTTTGTTTACGGCTTTTTGTAACTTCAAACTTTGACGCAGGAGTAAGTTTAGGA
CTAGGGGCTTTGCCCTCAGGGACCACATCATACTTGAATAGTGACGAGTCCAACTGGTAC
GGCTGGTGTTTCATAATATCTAAGGCGTTGAGCTGCTTGGGAGCTGATTTAGGTTTCTCT
TTGGACTTTACTTCTGGGCTTGTGGGAAGGGGGCTTCTTGGCTGCGGATGGAGGGGTAAA
ATGGGGAAAGCAGAGGGTTATATGAACAGTGGNAGGTGGGGNCTCTA
>BJ746918 ID   BJ746918   standard; mRNA; EST; 151 BP.
TGGGCCTCATCCTCCACGTCCTGNANCGCCCCTTTGTTCTGCTCCTCACCTTCTCCCTGC
AAATCTTAAGTNCNTAATGTCAGGTTGACACNNAACAACTGCATGATGAGTGTANAGTCC
TTGTANCTGTCTTCACTCAGCGTGTCCAGCT
>BJ746920 ID   BJ746920   standard; mRNA; EST; 899 BP.
AAGTGTATGTGTCTTGAAAGTCTTCCAGCTCAGACATAATATTCCTTGTCTTTGTTCTTC
TTGTTCTTAGAGATCTTGGTGATGCCCAAAGGCTTGTCCTTAGCACTGCCGTTGGGCTGT
GTGGCTGAGTTGCTGATGTAGTTGCGGCTCTCGTCCACGCGGTAGGAGCCTTCGTCGCGG
TTGCGATACTTGTACATGGCGTAGAGGAGGATGAGGATGCAGAGGGCGGCTGCTGCAACA
ATGCCCACCACCATCCCTGTGGTGCTGCTGCTCTCCCGCACCCCTGGAGATGGATCTCCA
AATATAGGAACCTCTGGCAGAGGAGAGCGTGCTGAACTGGGATCACAGGGGTCAATGTCT
TCATCGTCGCTTGGACACTCGGCTGACGCCACCAGCAGGTCGTCCGCAGACTGTGGTGTG
GCACCCTGCTTCTTGTTGGTGGCTGTCGTGGTTGTGATGTCACTTATCGAGGGGGCGGAG
TCAGATCTGTTGCCTCCAGCTGCAGCGCTCGACTGCGGGGTAATGGAGGAGGAAGGAATG
TCGCCGACCAGTCGCAAACTACCCTCCACTTTGATGTGTGGGTGTCCCTCAGCGGCCATT
TTGAGGATACGGAGGCCGTTGTAATAAAGACCAGACATCTGTCCCTGGAACATGGATATG
CCTCTCTCATCTCCACCAACGCGCACCGTCGTCTGGCTGTTGAAGATGGTCAGCTGCCGA
CCTACCAACACGCAAGCCAAAACCCACCGCAACCTTTGTCGAGTAGCCATTCGTCAACTA
CTCGACCAAGCCGATAGGGGAATTCGCTGTCTGGCGATGGCCAGGCGCTCGTTATCATTG
TTGCCTGANGGGAAAACGCTCTATGACCTGCAGGTCATCCANCTGGNAGGGTTGCATNG
>BJ746923 ID   BJ746923   standard; mRNA; EST; 860 BP.
CGTTTTCCCAGTTTGTGCATTTTCACAGGTTTTAAATATTTGCCAGAATGGGCAACTTTC
AAGTATTGTTGTAATAGTCTAAGCTGAACAAAACAACACATTTTGTTTTACTTCTCCAGT
GCTGAAAAGCCAGAAAACAAAATGACAAAAATACCCAGTCTGTCATCCTGTTTACTACAT
TTTGAGTTATTAAAAATAAAATAAAATAAAAAAGAATCACAATTTCTCATTTAAAAGAAA
GAGATGAAGCAACATTAAGAATAATGTTCTCTTTTCCCCCTTGGATAAAAAAAAAGGTCA
AAACAAAGTCATGAAGCGAGTTGTAAGATGCTTCTGATGCCTCATGGAGATTAAGTTAAA
AAACAAAAACAAAGCAAAAGGTAGCAGCCCTCTGAAGAACTAGGAGGATCTGGGTTAAGG
AGAGGAGGTGTCTGTTCACTTGGCACAGCCCTTTCAGTGTGGCTACATCTGTAACGTTTC
TCTGCAAATGCAAACACACCTTTTACCAAACAATAGTTCAGTGCCAAGAGCTTTTTGAGT



TCACAACTCTAAATCTCACTGCATAGTTTTGGCTTCAACCTACATTGGCACTTTTTGCCA
TCAATAAAAAACAAGTGCTGTTTTTACTGGTCTCTTTAAGGAACACTAAAGGTTTTCAGT
GGCGTGAACAGAAAACACTCGCCTTTATCACCCATGACAGGGTGGGACAAAGAGACACTC
TCCCATCCAGAAATGCTCCCAAAATGAAATCAGCTAAAGATGCCTGCTTGTGACACTTCC
TGCTTACTTGTAAAAAAGCTACGTTTATGGCCTCTAAGCCAGTCCATGTGCAGGCCTGAA
TAAAATGAGCTCCCTCTGNC
>BJ746930 ID   BJ746930   standard; mRNA; EST; 160 BP.
CGTTCCTCTCTGCATGCCATAAAACACCTCCCTGAGGAGTGACAGGGCATAAGCAGTCAC
AGCCCAGCAGCCATGCTCAAAGGCTTCCGCGCCGCTGCAAACACGAGCAAGGCGAGGCGA
GAGCCCCGATCTCAACGGTTACAGGAAGTCCGTTCCGTCC
>BJ746935 ID   BJ746935   standard; mRNA; EST; 845 BP.
ATTGTCTTAAAATTATTTCTTACACTTTGGTACAGAAAACTATTAGAGGAGATAGAGAGG
CAAGCAGTCAGCAAGACTGAACAGGACTCTTGAAGCGTTTGAACCGGATTGAGCTAAAAA
CGGACCGTCACTGTCTCACACTAACCAAGCCAAACCACTCCTGGTATTGAAAAAATCAAA
AATGAACTCACAAGGACAGTTCTAGGTATAGACTCCTATCATAATAACCAATGCCAAGTT
TGCATAGTAGACACTTCTTTAACAAAACAGGAAAGAAAACTTGAAACATACAAACTATTT
TCTAACTCTTCTGCATTTTTTGTTACAATCTAAAATTTGTCAAACATAGTCAACAGTAGA
CAACTGTACATATTTTAATAGAAAATACTTTTTTTTACACACTTTGATATCTTAACACTA
CTTTCTACATTTTCACATCGTGAAGGATCGTTCTCAGGAGGCCTGCTTGGGTTCTCCTCC
AACCTTCACACCTACAAAAAGTTCATCCTGCCGTTAAACCGTGAAATCAAAGCATAATTC
CATCTATTGACTGACTGGCTTCCTTCAGTATGGTAACTCAGGTAACGCTGATCACTTCTG
AGCTGTTGAATTTGGTGATTACCTTTTTAAAGTAGCCCATCTCATCTCTACAAGGTCCTC
AACATATGAAAACACATGAATCTGACCAAAATCCTGACTTTGGATCTGAAGTGTTGTCCA
CATCTGATTTCTACAGCCAAACAGAAGGTGAGGATCTTGTTGTTGCACATTTCTCACTGA
CTGAACAAGGCAAGCAAAATCAATAGGAGAAATCAATGTCTGAAGGTTTCCCCCCCCTCT
GTGGA
>BJ746940 ID   BJ746940   standard; mRNA; EST; 684 BP.
AGCAATTTTATTTGTAGACAGAATATTATGAAATATAATTAAACTCAGAATTTACAGTCT
TGACTTTCAGAACCCAACTTGATACTGATGGAACAAAAAAAAAAACGGTTAGTAACTTCN
GANGCAGCAAACTAGATCNCCATCAATAAAATCNGCGGGTCATTTTCNCTAGGAGAANGN
CAACAATCTTTANGTCAAAATCCNGAAANCCNGAGACTTAGATTTAAAATTCNCTTAGAA
AAATAANGTTGATCNGCCATTTANAAGCTAAATCTATCNCCNCACATTTTNGTNGNCNCN
CAAAANCAAACNCAANCNGCANGACNGNCAAAAAGAGCNCTCNCNCTTCGGGGNCNCANC
AANGAGGCAATATATATGANCAACTATNTAAGNGAAAAAAAGCANCANAAAAATATTCNC
CNGAAAATCNCTAACTNGGCATTGTACNGTAGTTNGNGNCNCATTNGTTTTACTTTCNGA
CNCGAAANCGAAAGNGGATGANATGAGAGAAAAANCCNGCTTTAGGCCGNCNCCNTTATN
CCNCATTTATAGACNTTTTCCTTTTAAACTCNCCNCACATATGTCCGGCTCNGTCNCAGN
CCANGGACCAACCTANGGATCCCAGTTTGATTAAACTGATTCTAANCNCAGGATCCCACG
CACNGCTGTTTCTTACAAACATCC
>BJ746941 ID   BJ746941   standard; mRNA; EST; 539 BP.
TTACCCAAAGACTAANAAGGTGTGTATAGTGCACCCTTAACAAGNTACATATAACTGGTT
ACATAATGCAAAAAAAAAANGGCNNCTTAANCATAANNGTATAAGGATCCGAAANCAAAA
CCAAAAAACCTTTTTTNCATAAANCTNGAAANCAATTNCTTTNGANAATTATNCANCNGA
ANCANGNCTTTAAGGCCGGGCAAGATNCTANGATTTATNGAANAATTNGCTTTTNGATNG
TTANCCCCCANGNGCANCAGGGGAAAAAAAATAGGTANGGTTNCNTTNCNGAGTAANAAG
TNCCTTTTNGGGATATTTGCAGCCAATATANNCCNCATNGNGNCAANGCNGGTNTTTANC
TAAAANGTTNCNNCTTTTANTTGAAAGAGGGGGTNCAATAAAAANGCAGGGAANGANCAA
NCANCANATTTAANTTAAAANGNGAAGNGTNCAANTNGGNGNCNGAAAANGGTTTTNGNG
TTTTTTTATAAATNCCCTNGCCAAACNTNCTNCNNCNCNCAATATAANNCAATNCNGCA
>BJ746955 ID   BJ746955   standard; mRNA; EST; 417 BP.
TTTTTTGGCACATTTTTTAGATCGTCAATGAAGACTTCAATGAAACCTCTAAATGTTCTG
CTAACAATTGTTCACCAAGTAATGATGATCCACATTTCTTCTGTGAAACTGAGAAGAAAA
AAAAAGGCAGCCATTTGCGGCATTAAAAAAAAAACAGAAATAAGGCAAAAAGTTTCAAAC
CTAAGTTGTTTCAAGCNCATGGATGCNCTCCTGATAAAAAAAAAACATGTTTAACTGGAN
AGNGAGCCATACAACTGGACCTGAACNCATTTTGATGNCATTTTCANGTAGTATTAACAA
ANGGCATCAAATCAAGAATANAGTTTTGAATATGCAATACANACCCTTTAGNGGGGGGGG
GGGGGGGGGGCCCCCCCCGGGGNGGGGGGGAAAAANNNNANNNTTTTTACCCCCCNA
>BJ746984 ID   BJ746984   standard; mRNA; EST; 294 BP.
TTTCGAAATAGCTCTGAATGTTTTCACTTTATTGAATTTTATCTCTTAAATAAACAATCA
TTATCAGCGGGAAGAGCATAGATTTATCATTTTTAAATCACATTTTCAGAATAAAAGCAT
CGATGTCCTGCTTGTCGAAGCGCTTGGGGGGGGGGGGGGGGGGGCCCCCGGGNAAAAAAA
AATNCCCCCCNGGGNCNGGNAAAAAACCNTTTTTTTTTTTTTNCCCNGNNAANNAAAAAN
NTNNCCNAAAANCCCCCCCNNNNNAANCCNNNNCNTTTNCCNNAANNNAAAAAA
>BJ747011 ID   BJ747011   standard; mRNA; EST; 842 BP.



GCACTCTTCATNGCATGTCACATTCCNTCTCCACGGCCAGTTTCNCAGCACATAATCATG
AGAAGAGAGCTGGCAGGAAACAGAAAAATGGACACCGGCTGAACATCATTTCTCAAATAA
CATTTGCACAATGGCAGCTTGTTATGTTCTATCATTTGTTCTGCAACAGTAAGATGTTGA
GACAAGTGAAAGCTTGTCTCCTTGTCCATCAACAGGCTGTTGAAAATAAATGCAATTACA
GTAAATAATGTCCTTTTGGTGCAATCAGTATCAGATATTAATTTACAGCTTCAGAGTTTT
AATTGAATCATTGAGATTTCTTGAAAAGAGAACAGAAACGTTGCTGTTGCAACTTGTTTG
ACCAATAAATGGAAACATTCTAAGAAAAAAAGTTATTTTGATTAAAATAAACAATTAAGA
TCTGGCTGCATGATTGACATGGTGGTAAAAAACTTGGTAATGTTTCAATTAAAGATTTAG
TAGCTGGGCTTCTACGGATCTGAATACCACATCCTGACTGAAATTACACCCAATGTTTAC
TGCAGTAGTCTAAGTAAAAGTTGCTGTGTGGTTGTGACGTTACAGTAACCTGTGAAGAGG
TGAGATGGATCTTCTCTCCTTGCATTGCTCAACAGTCTCTGTCAGTTTGTGTGTACAATA
GATTGTTTCAGAGTAAACAATGTTCAGAGCTCACTGATTAGGATAAGTGTGTCACGTACC
TCTTTGGAGTCTTTCTAGAGAAAACACCAAAGGGACCAGAACTGGAACCTGGATCCAAAA
TACTTTCTGAAACTGGAATTTAAATAAACTTGACAATCAATACAAANGGTCTGACTTTAA
AA
>BJ747015 ID   BJ747015   standard; mRNA; EST; 105 BP.
TCTTTATNATAANACCNTNGNANGTTTATGTTTTCTTTTAANCCCCAAATNCNCTTCTTT
TATCTGGGGGGGCANTTTTTTTCTTTTTTNCCCCCACCACCAACT
>BJ747037 ID   BJ747037   standard; mRNA; EST; 165 BP.
CAACCGGATCCNNGGGCCNGGATGGAGATCAGGTTGCATTTTTCTTTGNAATCTTTTTTT
TGCTCCAGAANCAGATTTAAGGTGGAATAATTTCAGTATAATGNCNACCTACANTCGCAA
GACATCCTTCGGGGNANAAANCGGAANGGAGGCNAAANCTGANCA
>BJ747041 ID   BJ747041   standard; mRNA; EST; 516 BP.
CATGAATGCCTCTGTGGATGCTGGTGAAGCAAAAGATGGATCAAATACTGAGATCTGTTC
ATATGGCAACTGTGTGAAGCATTACACGCCAGATACTGACAGATAACAATGAGAAAGCTA
TGGACATTTTCATCATCTGTCAGCTCTGGTTATCCACTCCCTAAAGGAAAAAAAGGCAAA
AAAAAAATCAAAACAGTGCCAATTACAGTGAACCGTGAAACCTGAATGTATAAATGTGTA
TAGATAAATATGCCCTATGCTTACTCATGAAGTGGTAACTCTTAGCTGTTAGTTTCCAGT
GTAAGATAAAAGTCACATCCTGTAGAGACAGTGACAGCCTGCCAGGATGAGGGCCTCCTT
CTGCCTGCATACTTGGATTATGTTTTTTTTTTTANCGNCCCCTTAAAAANCTGCAAANNC
CCAAATTTTGACCCAGTANGGCGTTNCANCNCNCNGCNCCNGTTCATATNGCTNCCAANG
TTAACGTTCTTTCNCATGCTGTTAACGNGATGCANG
>BJ747044 ID   BJ747044   standard; mRNA; EST; 900 BP.
CATGAATATTAAAGCACATTTTTGAAAGTTATAAAACACAAATCTGGAAAAGTCCAGTTC
ACAAATATTGCAGCCATAAAGCCACATTTTGTCAAAACACTTAACAACAAAAACGGCATA
ATGCGAAACGACGGAGTGAAATCAAAGTCAATTTATACAAATGTGCTGTTTAACAACTAC
TGCAACAACAAAAAAGGATATCCTTTGTGAAAAACTAAAAACAATGTGACCGCACCATGA
GAAAAAACAACAAAAATGCATAAACAAATTAGTACAAAAGAGATTAACGGTAAAATTATT
GGCATAGAAAAATCACTTTAAAATAAGAAAGTATATAAAACATTGCAACAGCAACAAAAA
AAGTGACTCTAGAATGACCGCATGCCATGGCTGCATGAATTAAAATAGCTACTAAACAAA
GATGGGGGATGCAGACAAGAGAAGCTTCATCAGAAATGCTAATCTGACAGAAACAAAAGG
AAGCGTTAGCTTGCTGAGTCCTGAAAGCTCTTCTAACAGTTAACGTTTCAGAGTCAATTG
TTACAAACTTCCACGACCAATCAGAATTTCGTAGACCCCGGTGAAAGATGATTTTGGTCA
TACACTGATAGAGTTTAGAACAACACATATTTGCATACAGAAAATAAGAACCCGCTGCTG
CAAGTTTGCCATATTAGCCTTTGATAACAGTGTTACAATGTAGTAGGTAACACTCCTGCA
AGTCCTTGACCCTTGTTCAGGAATGACTGCAAACCATGTACGTTTATAAATAGCATCACA
CATTTTCACATATTTTACCAAGAGACTAACTATACGACAAATGTGGATCTGTCTAAATGG
CATGAGAAAAGTTCACAGTAAAAAAAAATATGCAGGGCATGATTCCGGGTTTTCCCGCAG
>BJ747045 ID   BJ747045   standard; mRNA; EST; 299 BP.
AGCTAAGGGAAATACNGTAANCCCNCCCCTTTACNCNGTACCAGGCNGGANAGGGGNCTA
GGAACTACCNCNGGGGGAAAAAAAATAANACNGGCAAANANATNCCANCNCAANACNGGG
TAGGGTTANCTATNCAAAAAGAGAAANAAAGAAAAAANCAAANCNGTNCNGCANAAAANC
ANCNGATATNCNCNGCCTTTTGTNGGCNTTTTTTTTAANCCCCCTTAGGAACTAAGGTNT
TTTCTTTCAGNAAGNGAAGNGTACANGGGGATTAANNGCTTTACAAACAAAAAAANGAC
>BJ747052 ID   BJ747052   standard; mRNA; EST; 872 BP.
AACAGGATTCTCCCACTGAAGCTAATGTTCTCCAATGAAGGTTTCTCTTGTTATACTTAA
GTTCTGCATGGATGAGCCATCATCTTTAATCCTACTAACTACTGCTGTTAACCTTATAGC
ATATAACCTTATAACATAAACATGAATTCTTGGAATTATGACTCAGTAGAAAAAGTACAT
AGAGAATATACATCTTATATAACGTGCAGTTCAGTGATCCTCTGGTTGTTGTCATTTTTA
TCAGTGACCACACGAGGGAACCAGAAGGCCTACATGGTTACAGAATAATGAATGTTTGTT
TTTTCCGAGTCTACAACCAGATGTAAGGTGATCACCAATGAAAATCATATTTTTAATATT
TTTTTGTGCTAGTGAGAAATACTGTTTCATGGCCTTATTATTACAAGAAAAACAACATGT
TTAATAATAAGTACATGTTGTTATTACAGAAATTCAATGTCATCACTAGAAATTAATGTC
AGAATCACTAGAAATTAGTGGGTTGTGACTAGAAATACTATCGTAATCAAGAATTTTTTT



TAATATGAGATATCCATAAACCCCTATTGTAACAGTAAAATATGTCCAACAAAAGATGCC
CTCAGCTCTGATTTGCTTGCTCAGCTATTGGACAGGACAAGTGAAAAAAAAATGTTATCA
TGAGAAATTATTGTTATTATCACAAGAAAACTGTAAAAAAGAAAAAGAAAAAGAAAGTTG
GCAGTTTGCAGCTTCCGTACTCAGCAACATCACTGGCGCTCCTTTATGTAAGGGTAAAGA
TTGCCCTGTACCTTCTCTTTGCAGCCTTTCCAGCATGGCGGCCAGAAGGGCCTCCCTGGT
TCNCCTTGTTGGCCTCCATCTTCTGCTCCAGC
>BJ747074 ID   BJ747074   standard; mRNA; EST; 182 BP.
TCANATTCACACNNCNCTGCTTGTTCTATCAATGTTNTTATTGATTTCCATTCTGCTGAT
CACNTCTGNCACCANCTGCTGAACCNTCNCANAACGCAAACNGNCGACCTCCANGACGCC
GTCGTGATTCACGCAATCNGAATCTTCCTAACTTTTCNNCACCTTATTGGTTATCANAGA
AA
>BJ747100 ID   BJ747100   standard; mRNA; EST; 777 BP.
AATAAATATTTTTTAAGACAGTCAACTATGCAAAAATGGTTCTACACATCATATCTAACA
CGCTCATTTCTAATTCCTTATCTTTGTTCCACGTTTAAATTTCCTGTTCATTCTTTTTAT
TATTTTAAGATCGACAAAATATCAACTTGATGATGCAAACAAATCTTAAGGTGTTTGTGT
GTAAAGACAGAAATTAATGCAACAAAGGGCTCCGAACACAGAAAAAACAGGTGAAAAGAA
CAGCAAAGTCCTGAACAAGATATATGTTGAAAACATTTCAGAACAAACTATGTACATACT
GAATTAAATTAAAGAATAAATAAAAATACATTATCAAAACTAAATTAGAAGTGCTCATTT
TTGAGTAAATAGCTACAAAGAAACATCCCAGTTAAACATTTTGGTCCCCGATTCATTCGG
TAATCATTTTTGGGATAATGTGTTGATTTAAGTTAGGGTTTTTTTTTGCACACTAACAAT
GATAGACCATGTTATTCTATTGTGTAAATGCAACACACGTGTGCCTGCAGTCAGATTTAT
AGTTTTCTAAATGATGTGTTTTGGTTTTTGAGCCAACAAAAATTCTCCACCAAAATGTAT
GAACTTTCATAGTCAGATAGTCTTGGCTGCAGCACACTCAACTCCCGCCCTCATTGGTCT
CTGTAGACGTTGGTCATCTGTCGGGGGGTGATCTGGGGAGGCTGGTAGGAGTCATATTGT
CCATCTAAGTGTCCGTCATAGCGGGTGTGAGTCTGATAGACCATTTGGTCAGCCCCA
>BJ747110 ID   BJ747110   standard; mRNA; EST; 931 BP.
TCCTCTTTGAGGAAACTGCATCTCTTTCTTCAGGATTCTGCTGAATAAAACATTTGTTTC
TGAGTGTGGCGTTAAACAGACAATGAAAATTGTTATGTTTGATATAGTTTTCAAACATTT
TATAAAAAAACATCCTGGAGGCATTTTTCTCTTTATAGTTTCATGTTTACCATGTTTACA
CTTAGTTTTCATTCTATTCCCTCCAATAGCAGTAAATAAGGCGGGATATTATGACATCAG
ACACATAATTACATTCTAGATTACAAAAGAACAAAAACTGAGCAGGAAAAAAGGCTGAAA
CCTCAGAAGCAGCACAGATACAGTGGTCAAAAAAGGTCATAAGGTCATAAAGGTCTATTT
AGAGTAAACAAACTGAAAAATGACTTTATTGAGAATTTAAATCCGCTCAGGAAACCGCGA
AAAGTGAAAGTTTCTTCAGTGAGAACACAGAAGCAGAGAAACCCAGAGATCAAACTGAAG
CTGTTGGTATTAAAGTCAGTGTGTGGATGAAGCAGAAAGGGGAGGGGCAGAATCAGCTGA
GGCTCAACATCAGTACAGTCAGGGGGTTAGTCCGAGTCAAGAAAACTCAGTTTTTACTGC
ATGACCTTACAGAGATATGATTCTGGTTAGATTTCAGGGAGGTGGAACATCAGATAAGTA
TTAGATCTGAATGGTTAGGCACACACACAAAAAACAAACAAAAAAACAACAGGTATTCAG
CTCCTCTTCTTCAGCTCTTGTATTGTGTCCGGGTAAAAATTGACCTGTTTTCAGTCTTGA
AAATAGGTAACTGTGCTAGGATAAACTGTAGACAGGATCTGTTAGGGAGGGAAATGTGCC
AACAGGCATTTTGGTCGTACAGACATTTCATCATCATCATCATCATCATCATCATCATCA
TCATCATCATCATCATCATCATCATCATTTC
>BJ747112 ID   BJ747112   standard; mRNA; EST; 872 BP.
CCTCATTGTGGAAGCCAGGACATGCCAGATACTTTCAACAACCCTCCACATCAGAGCAGG
AGAACGCTCCGTCTGTGTCCGAGTCAAAAACTTGTCCGCTCGGACGAGACGGACCTGTTC
TCCATCGCTGCCTTGTGCACCGCGAAGACGGGCCCACATCCTCGTGAAAAGCCTTCCTCC
ACTGGAGGAGGCTGAAATGTTTCAGACCCTAATGACTGCACTTCTTGTGCTCTGACAATG
AGGACATACACACTCAAACACACTCACACACATTGGAAATGAGAAGTCTGTTGTCTTTAC
TGAGATACTGACACTCAAATGACTGCAGGCCAGCTTGGAAAAAAAAGAGATATGCAGCTA
TTAAGATATGTAATCTGTCCTGTCTAATCCACAGTGGACTGCTTCAACCTCCTCAGTCTC
AACATGTATTGTTTTGTTTCTGATTATTCACCCAAAACATCCAAGTTACTTTGACATCCA
AAGATGGAAGCTGCTTTCTACCAGGAGATAACAACTGTTTTTGTTCAGCAGCGGAAGCAG
AGATACGTGGATTTTCTGCCAGTTTAGTCTACAAGCTCTAGAATCTGATGAACAAGGAGG
ATGATTAGTTAAAAAAAAAGAAACACACATTCACACCTGAACACATGCACTCACACTCCA
CTGGAGGAAAGTAAGCCCTTTCCTTGAAAGAGGTCACAGAGAAGATAATGTGCTGAAAAC
AAAACTAAAATATGAACCATGTTAGCTCTTTTCCAAATGTGAATCCAGCGACCGTGACCT
CTGGGTGTGTTTTTCAACATCTTTAAAGACGACNGAGAGACNGATGATCTAAGATTACNG
TAGAAACAGAACAAGCCATGTAAAAAAACTGG
>BJ747116 ID   BJ747116   standard; mRNA; EST; 486 BP.
AACGCTCCAAGATNTTTCTGATAACANCCAAACNTAANGAANTCAACATGAGGAAAAATA
CAAATACTTCCCATACTAGTTGGCACCTTTAGAAATGCCTCCCATTCTTCACTTCGAGTA
AAGAATTGTTTTAATGGCCGCCTGATGGGTCTTGTATTTTCAACACTTGGAGGAAAAGAA
TGAACCCGATCTGAGATCATGTTAAGTCTTTGTTTTGTTATTTCCCATGATCAAGGACTT
CATGTTGACTCTCTTTCCACCACTGCTTAACAGGAGGCTTGCTAGGCCACATCTATCTGC



ATATATGCATTCCCAATCAATAGTCGTCTCCGCAGAATTGTTTACTCTCATATTGATCGG
CCATCTTGGGGTGTCTTTGAGCCGAGAATGCCATTTAGTGGCCTCAAAAGTGCTGGTTTT
AAAGCAGGAAGGGGCAAGATGTTACGAAACAAAATTTATGAGATCATAAAGTGAAAGCAA
AAGGCG
>BJ747119 ID   BJ747119   standard; mRNA; EST; 890 BP.
GTAGTTCTTCAACAAAGACTTTGTTTGACTCAGCCGGCAGGTAAACCTTGACGTGTTTGT
TGCCCTTCGACCCAAAGTTTCTTTTCTCAGACATTGTGGCTCTGCTGTCTCAGTGTCTGC
CTCCTGGCAGCTGTTGGTAAGAGAAGGTCCTTCTCCTTCATGGGCATTTCCAGCACAAAA
CAGTCCTTTTGTGGGGAAAGATACTATTTGTCGTCTGGTAAATCTTCATCCTTTTGTGTC
ATCTCTGATTCATTCTCACTTGCTTCATCCTGCTGCTTTTCCTCAAATAAATGTAGTTCC
TGCTCTCCCTCCATTTCAAGTACATGGTTTTCATGCTCGGCTGTTTGTTCGGGTTCTCCT
TCTGCTTCCTGGCTCTCCTTCTCAGCTGTCGGAATTTTCGATTCAGTTTCCTCCTTTTTT
TCTGCCTTTTCAGGCACGTTTTCCTCTCGTTTCACTGAAGTGGCGCCATCTGCTGATGAG
CTCTCCTCCTCCAGAAAGTGAGCACCTTGTTCTTCACCAAAATGAAGTTGCCCCTCTTCT
GCCTCTGGAGCTTCCTCCTCAGCTGCAGCGCTCGTTTCTACCGAGTCTTCTGCAGCTTCT
TCTTCCTTTTCTGTTTCAATGGCTTCTTCCTGTCCAGCCTCAAATGCAAGTTTTACTTCC
TCATTCTCCCGAGCTGCTTCAGTAGCTTCCGTTTCCTCTTCTTTTTGAGCTGCTTCAGTA
GCTTCCGTTTCCTCTTCTTGAGCTGCTTCAGTAGCTTCCGTTTCCTCTTCTTCCTGAGCT
GCTTCAGTAACTTCCGTTTCCTCTTCTTGAGCTGCTTCAGTAGCTTCCGTTTCCTCTTCN
TCTTGAGCTGCTTCANNAGCTTTCCGNTTTCCTCTTCNTTCCTGANCTGC
>BJ747127 ID   BJ747127   standard; mRNA; EST; 807 BP.
GACATAATAAATAACACTTATTGGAAGGCATTGTATGAAAATACCATTGCAATTCAAAAA
CTATCTTAAGAGGAAATCCATTAAAGAAAGCAATGTTTCTGTCTTAACTCGTTTACTGCT
CATCATATGGTATATCAAATTATACCTTAATGTACAAGAAAACTACCTTTGGCTCCCAAA
TATACTCATTTTTATTCCATGTACTAGTTTCCTATTGGCTCCAACACATGTTGTTTTTCC
ATTTAGTTTATCTAATAAAAACTTTAAAGCCATTTCTTCTCTATACCATAGTCTGTAAAG
TCTTTATGAACGTTCATCATTTGAATGAGTATGGATATTAATACTATGTATGAGCAGAAC
TTCATAAATCTAGACAAAAACACAAAATCCTTGTGCAGTTTTATACAGCAGGCCACAGTT
TCACAACTTTTATTCGCCTTAGTCAAATTGGTTGCAAGACGGCTAAAGAAAAGATTTTGT
TTTCGTTTATTTAACCTCCAGTAGACACAAACCAGGAAGTTTCCCCTCCATGCTGCTTGG
TCCAAGCAGTAACACTACAGATAAAGTACCATCTGGGAGGGATCGGTAGACCTTTCCCAG
CTGCCGGTCCAGCTTTCTCATTATGACATCGGTTCCTTGATTCTGCTCCACAGGTTTTGT
GTTTTGTGTTTCCTGAGAACAAATGTTAAGCATCTTCTGTTTCTCATCTGTGTCTTCTGT
CGATGTTGTCGCGGCAACCCATGAGACTAAGTGGGGCGGAGTCAGGGATGGGCAAATGAG
GTAGTTGTCTTGCTGTAGATCTTCGGA
>BJ747129 ID   BJ747129   standard; mRNA; EST; 844 BP.
GAGTTAACCCAGAGAGGAAAACATCAGCAGACGGTGCAGCGCAGCACCAGTTTATCATCA
AATATCGACTGTTAAGAGTTGGAGGAAGCGCTCCTGCGGTGAGAGGAGGACAGTTCCTGG
TTTCCACCAAGCTCCTGTATGCTCCACGAAGAGGAAAGTCTGACAGCAGACCGGCTTACC
CACAGGGAGAGGAAAAACACTGACTCTTAAATAGATACCAACAGCATACCCTCCCAGTTT
TCACTGTAGTTTAGTTCCCAGAAGTGTAAGAAGACCTATATTTAGCGGAAAGTAGATTTA
CTTCCAGAGCATCCCTGTCTGTTTGGAGAATAAACATGGAGCAGATTTCCTGCATCGCTT
CTTGTAGTGTTTTCTGCTATCCCAGCTCAGGCTAAACTTCTTCTCAAGTTTCCAAAGCTG
AGGGTAACACCTCCATCTGTGCTTTTTAGTACCACAAGCTTCATGAAACATTAGCTTTTT
TAGACCTTTGCTTCAAGAAACTCAAAAGAATTAGTCTTTTTTCGCTAGATAATAAGCGAA
TTTCTTTCAACTTTATCCCTAATTGATTACACAAATCGAGAACAAAACAAGTATCATATA
AAAAATTGCTGTTTCAAAATTAATGTGATTTTACAACAACATAGTAATTTTGGAATTACC
ACAGTAATGATTTTCTGATTTAAATTTCATCCTATGATTCAATCAGGTCGACGGATTCCA
ATTTCCTCCACTTTATCATAGCGCTCAGCGGTAATTTATCATTTGAGCAACAAAATCAAT
TTGTTCCCCTGTCCGCCGCATTGGCTGGGAGTAGTCAGACAGACATGTCACATCTCCCNG
GAAA
>BJ747135 ID   BJ747135   standard; mRNA; EST; 539 BP.
TTACTCTGGGGGTACCTTTCNGGTGCCTCNANGCNCNCCTTTTNCCAACATGNACATACC
GAAATAAAATACNATTANCGACTTTTGGGCNCTTTTNTNTTTAAACCATACATGAGTTTT
ACCACTGATGACNGAATGCACTANNACTTCNAAAAGAACNAAANANNAATANTNANNANA
GGAAAAGNATCCNNTTGAANATNGGACNNGGAANGCCTCCNCTTCTTTNAGAACACCACG
TTAATTTGCANCCTANCTTANANAGAGGAACACTTGCACACCCTNATNGTGCTGAAATGA
ACATGGAAGTCTGTTTAACTCCTCAATCGTCANGAACCACNNTGANNTNACNCNTTNCCN
TAANATAAATAGCGCNCATTTGCTAGAANTAANTANTGATTACCGAAACACCTCACTATC
TTTAAATGCTAANAGTGAGACAGGTTTCATCTAANCGACCACTTCATCTGACGGCATGAG
GATGGTCACCTGTGTAAAGCANTAGTGCGGCTTCGAGTGTCTCTTCCGGCTGTTACCTT
>BJ747139 ID   BJ747139   standard; mRNA; EST; 733 BP.
ACTTCGGCCGCGATTCGGACCGTCAGAGAAAATGCCGTCTGATATTAAACTGGTCCCTGG
CCTGAAAAATGACCACTGGTCTACAAGACACTGAAAAAAAAGAAATCAATAACTGAGGTC



CTTAAGCCAAGTAACAGCAAAGGAAATGAGCAAACAAACCATCATTACCTCACCCCCGTG
CCTCAGAGCTGGAGGTGTCTCAGCTGTTCTGCAGATTGTTCAGACGTGAACAGAATCAAA
GCAGAAGAACTTTTGGCCATTTTAGGTCTAAAAAGAGCAACACTTGGAAAAACGAGCTGA
AGCAACGAGCTGCTCCAACTTCATCTTCTAACGGAGAAACGTTTGGTCAGAAGCATCCGA
CAGGAGCGGCGTTTTACCTCGTCTTTGTCTCAGAGCGAAGAGTTTTACACTCTTCATCTA
CATGTAGTGTTTTGATCGTAACCCTTGTTCTATCCTAGACACTTTAACATTGGGAGTTGG
GTCATCTAGACCCACTAGACAGTGCTCTGAACCTATTTACTTCAATGATTTGTGATCTTC
ACTGGTGTCCATGGATTACATGAAATCTTTCCACCTTTACTTTTTCATGGTAGGAAGAAC
ACGTCAATGGAAGGGTGGGGGTCATCTAAGATAGCACAAGGGTTAATCGTTACACCATAA
ATGCTGTTTTTCTCTCTTGATTTCAAAGATTCTTCACATGAACACAGCCGATGCAGGGAA
GAACAAAGACAGC
>BJ747154 ID   BJ747154   standard; mRNA; EST; 518 BP.
ATTGCTTCTCCTCCACCCACTTCGAGTCCTGGCCCCTCTCAGCCAGGGCCTTCTCCAGAT
CAGTGATCTTGGACTGACAGCTGCTGAGCTCCATCTGCAGCTGCTCACGTGTCCTGGCTT
CCCTCTCAGCATCAAGAGAGCCTCCGCTCTGCTCCTGCAAGAGGGCGTAGGCCCGCTGAA
GAGCCTGATATTCTCTGGTGAGCTGACGAAATCGAAGCTCCGACTCCTCACGGGAAACAT
TCTCCTCCAAGTCTTCCTCAGGAGTGGCAGGGGTGCGGTCTGTAAGGTCGGTGTTGTAGG
AGGTCAGAGACGAGGTCTCGGAGTCCACCGATTCCTCATCAAATCCAAAATATGTCTCCA
CAACATTTCTATTTAGCAGCTTGCAGGGCTTCTTCCTGACTTTCCTGCTCATCACCAGTC
GATCTCTTTCCTGTGTTAACTCATCAATGATGCTTCGTTGCTCAGCAATCTGCATCTTCA
TGAATTCCAGCCTCCTGGTTCTTCATGGGCATGGCTAA
>BJ747162 ID   BJ747162   standard; mRNA; EST; 818 BP.
TATTTGGTCACCAACAAACAAGCTGGATTTCTGGTTCTCACAGACTTGTAACTTCTTTTG
GATCTCCACTCCTGTATTAATGGCACCTGTTTGAACTGGTTATCTATATAAAGACATCTC
TCCACAACCTCAGACAGTCACACTCCAAACTCCACTATGGCTAAGACCAAAGAGCTGTCT
AAGGACACCAGAAACGCAATTGTTGACTTGCACCGGGCTGGGAAGAAAAAGGTATCAAAA
AAAGAAAACTAGGCTTTAAATGGCATTTCTGAGTATTTCTTTTTTCAAATCAGGAGCAGA
TGAAAAAAAAAACGGCTTTTAAAAACATTCTCTTTTGTGATGCAGCAACTGAAATGAGCG
GGCCAAAGTCTACCTGCTCCGCTTCATTCTGATGCATCCACTGTCANACATCCTTCATCC
ACTTCCTCGCCTGAGCTGGAATCAGGATCANAACTGGACGGCGGGATAGCTCAAATATTG
CTGCCACTTTTGTTGCATGGCTAANGTTAGGTTGAAGCTGTGAGGGGCTGTAAGCCANAG
GGGGACAGCGTGTAAACAAAGCAGTGATTGGAAATCAGTGAAGGCTTACTCCGCACCAAT
AGTCCCAACCACAACTCGGGGGCAAATTTTTAATGAACTCCAGCCAGTCTGCAGAAACTA
TGTCGTANAAAATGGCAAAAGTTTTATATTTTGGCTAAAAACAGCGTCATCCTAATTAAA
AGACCACTGGGAACACTTTGAAAATAGATCAGAAGATGATCGGATTGAGACTTTCAAAAC
ACAATTTTCCTTGGAGTGGGTCTTTTANAGTTTTGCCT
>BJ747165 ID   BJ747165   standard; mRNA; EST; 687 BP.
TTCATTCAAACCATGCCTTTTGCTTTGAAATCAGACATGNTACAGGCTGGGGTTTGGAAT
AATTGAACACTGGTTTGTTATTAGAAATGTACATTTTGTAAACTGTGGAAGCTCAATAGT
TCCACTTTTCCTGTGAAAAAAAACCCCAGATCTCTTCACAGTGATGATTTGCCCACAAAA
TCTAGCAAACAAAGACAAATTGCTCACATTTAAGTAAATAAAGACATTTCTTTTTCCTCT
GCCTGATCCCATAAGATCTCTTTTACTAAACACAAGGGGCTCAGTTAGCAGTTTTGTTTC
ATTTTTGGCTTGTTTTTTTTTTTNGTTNCCCCCAAGGAAAAANGGGCNGCNGNCANCTNC
CANCNGANCGGAAAACAGCNCAAAGNCAANAGNCNGCTNGTTGGGGGACNACTTCCNCNG
GCNCCNGTTTATCAAANAGGACANGAAAAANCTNGNCAAATTTCNCANATCNCTCTTTTC
NGCCGGCAGTTGCNCCCNGCTGACCCCAAAACANCCNCAGGGNNAACNCGGNCCGGAAGG
CCNCCAGCAGCTCGGGCACCGGCNCCCANCCCCCNGANAGCAGGGATTTTGCAAACNCCN
GATAGNCCCCANCGGGCAGGGCAANACNCCNAGCTGACNGAAGGACATTGTAAAGCANCN
GGCANCCCTGATCNCTGTTCNCCAAAG
>BJ747168 ID   BJ747168   standard; mRNA; EST; 492 BP.
AGGCACACCAACAAGACAAGAACTCCTCTCTGTGCCACAGGCACAGCGTCANGTATACCA
TCTTGGTATTAAAACATAAGGCATAAGGTTAAAAGTTTGTTAAGAGCTTTAAGCATTACG
CTTCAATTTAGAAAAATTAAACAAACTTTCCCTTTAGGCTGCATGAATGAACCCAGGCTA
AGACATAAATCTATGTGCCAAACAAACCTGAGCACAAACCTAAGAAGCATGCTTCAATAC
TATATTGATACAAAAACAGATGAATGAAAACATGACATTAAGACATAACAGCCCAAAAGA
ATGCATACAAAACCCTGTTACACATGAGGTAACACCTGCAAAAATGTAATATCACGAAAG
AAAGAAATGTAATGAAAACATGACTGCTGTCTTTAAGACACATGTTTCCTTAAATGTAGA
GTGATGATAATGCAAACTTTTTTTTTTTTTNAAAAAANCCTTTTNCCTTNGCNTNGCNNC
NCCAAAAANCNC
>BJ747171 ID   BJ747171   standard; mRNA; EST; 819 BP.
TCNTCACAATGAAATTTGATTTTAAGTTTCTCAACAAAACAGTAAAAAGGCAGCATTCCA
GAGAACAATCAAGCATGCCGAAACCAACTTTTGAGGTGANCATCAAGAATGCTGCAGCTA
CTGAGTGTTTTATTTGAAGCCTTTCATGTCTGTTCTCAGCCAATGAGCAGCCTATGTCAG
CTAAATAGTTGTTGTTTNAATCAAAGTGTCCACGCAGAACGTTTGGTCTCTTGTTCCCAT



TTCCTATTTTTACATCTTAAAACTCCACTTAAAACCTCGTTAAAATCTAGCCGTGTANAA
TGAAAATTCAAAATTCATACAATTTCTTACCTGGTCTTCAGATTTTGATCACGAGTGNAT
GAAGCCCTCGAGTATTANAGATAGGCTTGTGTTGGTTACATAAGGNATGTCAGAATTAAT
GAATGGATGAGGGTCTGTAATGGGATTACTTCAAATGTAATGAGTTATAAACGTCACTGT
AACATCGTTGCAAAAATCTCGGCTCANCTCAATTGTTTTCTATCATGCANGTAAAACTAA
TGAATCAAAATGTTTGTTAAATTAGCAACAACGCTCGACNCANGCGATCGCGTTGGACAA
ATTGGATACATTTTCNAATATTAAAGGCCTTGCCAAACATTACAGTTTAGCTNANATAAA
TCAAAACATACAGAGAAATACACGGAACTGCAACAAAAAATAGCGTTGGAATTGCTAGCT
AGCTNACAAGTGAAAGCTCACCGTAGATCCCTGGCGGCAGCGATGGGTGCTGTACTCGTG
TGGCCTGCGCTGAACACATTCTCACTCNTTACTGCAGCA
>BJ747172 ID   BJ747172   standard; mRNA; EST; 817 BP.
AAAATGTTTATGTACCTACATTAGTGGTTTTAGTTTGTACCAGTTTAACACACGCAGCGT
GCTACAAGACACACAAAGCTATTGCACACAACACATCTCAGAAGTCATAAATTCATACAT
AGTATACAAAGATACAAACATACATACATATTGTTCATGTTTTCAATAAAAACCATGGTC
AGGTTTTAATGAAGTCACTGGTACATTGATTGAAACATCTTACCACCTGATTGGAGTAAA
CTGGGAGAAGGAAACATCATTGAAGCTGCCAAAGTGCTTTTCACCAATTTCTACTTGGAC
ATAACAGTCACTACAAAGAGGACTATCAGAGAGAATAGTTGTATTTTTGTCTAAAGGAAA
AAGGTTCTTGTAACCTTGAACAACAGGAACCGGACAAGTAAAAAAAACAAAAAGACTTCC
TAAAGCTGGAGGAAGCTACATGTCACTGCATGTCAGAGGATGAAGATGAAGCTGACCTCC
TATGAGGGCAAATCCCTCACAGGCTTTCAAAACTGGAGGCGAGCGAATTCTGAAAACATG
GATGCTTTTATACCCCAGGTTTTGCAATAATTAACTAAATGATGCCAACTACCGGTTCTT
GTCATTGATGCAATGAGGCCACATAGTAAGAGGGACCGAACCCGCTCTCTCTTTGCTCAC
CAATGATTTAGGAATTCTGACCATTAATACTGTCATAGTGGAGCACACACCCCAAACACT
TCATACATACATTCAGCCTTTTTCCCAAAGAGAAGAACTCAGACAGAAATTGGCACACCG
CTGTTCCAAGGTTGCTAAAACACTGTCATGTGTCACT
>BJ747185 ID   BJ747185   standard; mRNA; EST; 160 BP.
CTCCTCCTCTGTCNTTGGNTGNANGTNAGCTTTCTGNGTCNCAGTATTTCCATCTCTATA
ATCATGATTTGCATACTTTGATGTTTCCTCGCTTAGAATTCCGCTGAATTCTCGGAGGTG
CGAGAGATTTGATGTAACTGGTCTCCATCAGAGCTTCTGT
>BJ747209 ID   BJ747209   standard; mRNA; EST; 400 BP.
AATCATAAACACTAGAACAGACATGGACGTAATTCTTCTCAGGCCTCATTTCACATATTA
AAGGAAAAGAAAAGAGCACAAATTCAAAGGGCAGTAATGTGTGTTAAAGGACTGAAAAAG
AAAGGATTTCTTCTTTAACAGAAAATTCAAAATCCAGAAACATTTAGTAAAAGAAAAAAG
GAACATTTCTTTAAGACAAAAAAAAAATTAAAAAATTTTAAGTTATTTTTTTTCAANGAN
GCTAGATTTTTTTAAAGTTGNGAGAAAAGGTAAAAATAAAATTTAAATATGNGTTNGTTT
TAAAGGAAAATAANGAANGACCCCCCCAAAAAACAAAACANCTTTTTTGCTTCAATATTA
AAAACAGTTAGNCTTTTTTTTTTTAAAANNCNGTNNCTAA
>BJ747214 ID   BJ747214   standard; mRNA; EST; 811 BP.
CAAGCGGATTCAGGAAGGAGGTAGACTTTACTCTAAATGTCACACTTCAAACACAAACTG
TCCTTAAATGCTCTTTACAAGTCAAACCGGAGCAAAATGTCATTTTTATTCACGTCACTT
AAGACTCTTTTTATGGAAATCATCATTTTGTCCTCATCCGTCTATTAGGTGGAGTGCTTA
AAAGCAGTTTAATCTCAATGTTTCAGGACAGAAACAAACATATGGCTTCATTATTGTGAG
TGTTCATTTGTAAAGAGGTCATCCCTGCCAGTGGCATAATAGCACTTTGCTGCAGCAGCC
AAGAAATGATTAACATTGTTAGCTGCCCGTAGTTAAAGGGTGAAAAAGCCAGATGAACGT
GGAAAGGAAGCAGAAAACTCTGATTCTTTTTTAACTTTCATGTTCAAAAGAAAGTTCAGA
ATAAATAAATGAATAAATATTTAAATAAGAAAGTGTCTCTCACTTTAAAGGGAAATAAAT
AAAGTCACAAATAATGTAACGTTAAAGATCTTTTTAGGAATATGATCAGTGCAACTGAAG
TAAAGTATCACCAAGCAAGTGGGTCACTTTTTGGATGTAACAGCTTTCCGTAAGCGGGCT
TTTCCGATTCAAATAGAGGCACGAGCTCCGTCAGAGGCTGCAGCATGCGTTCACCCGTCC
AGCCTGCGAGGCGGGGAGCCGAAGCCTTCGTCTATTTGCTTGAAAGCTCTTTCTTCATGC
AGGACTTAAACGAAGTAAACTTTTCCTCCACTCTGAGACCCCCGTGGCCTCGGTGCAGCC
TGTCCTTCATGACACCAACAAACTCCTTGTA
>BJ747226 ID   BJ747226   standard; mRNA; EST; 259 BP.
AANACTGAGATAAACNAACNTGTANNAAACAACACCAGACAGGGNGGAANGTGGGCGGAG
NTTGACGATACTGAGACATTTGGACNAATTCATGAACACTGATCACGGGTGCCGGGACGN
CNATTTTANCACAACGNTNACATGTCACNAAGATTCTTCCTTTTCTGATGAAACATTTGA
ATCTCCATACAAACAATATTNCAGCAGTTAAGTTCNCACTTATTGACATTTTTCNTAATG
AAANGGNGAANAGTGGACA
>BJ747264 ID   BJ747264   standard; mRNA; EST; 725 BP.
ATCCCCTAAATATTGTGAAAAGCACAATTCACTTGATCGCTTGAACTGAAAGATATTTTG
AACATTAAAGACACATTTTTTATTATCATTTATTATTCATATACCGCACTCTGAAAAAAC
CCAATAATTTCAATTTAGCTTTAAAATCAAAAGTATTGATTTGATTAAAAATAATATTTT
AACCCTTTTTATTTATTTTTTTAATTTCAAAATATTTCCAGTTACTGCAAAGCAGCTATT
AGTAACAATATATAATATTTTGAACCCAACTCACTTTTAAAAAACGAACCACAAAAGTAT



TTGATGATTCTCTGATGACCAAATTCTCCCCCCCCCCCAATTCCTTTCCTTGATAANGNC
TTTAAAAAAAACTTTCAGGACCGTTTCNCACAGAAGTCTACAGTCCGTCNGNNGGACGCA
CGTCCTCAACCGGAGTCCCCACCGNCNCAATTTGTCNCAGCAAAGCANAGGGGGGGGCAT
CGTCGGCNGGAGCTCCAGCATCCNGAACTTCANGCTCTGCAGGCNGCCTTTCTGTCGCCN
CANAATTGNCAGCTGCGTCTTCCNCATNGGGATTCATTCCAGAAAAATCCTTCAACNGGG
GACTTTTTGACNGCNCTGAATTTGATTGGTTTTTCTTGGGTTTTGACTGAGCTGGGTCAG
CAGCGTCTCCGCCTGCTTCCACGTCCTTTGCTGGTTCTGACTGCTGGTTTTCAGGCTCCG
TCACA
>BJ747280 ID   BJ747280   standard; mRNA; EST; 794 BP.
ATTGCTTACAACAGCAATGTGTTACGCTGTAGCCCCATACAGATATAAAAACAACAGATT
TGGCCTAAAAGGGTTTTGGAGTTTGGAAACAACGATGGCTGCTCCACCTGCAGCACATGG
AGGCAAAGCTCTGGCTGTGTTTTCCTTTGTTGTCATTCTAACACGGTAAACACAAAGGCA
TTGGAAGCTTCCTAATCCTCTCTAAGAACACATCAGGCTCAATAAACTCGGCACTGTTGT
CCCATTTTGCAGTCAAGTCACAGTAAATATCCAGACAGGTATCAGACAGAGGCAGGTGCA
GAACACTGTCCTTCTGGACCGTCCGGTTCTACGGCTCTTCATCTGAGCTGGAGGAGCTCG
GAAGCAGAACGCATTCCTGCCTTCTTCCTCTTTTCCGTCTTGGTTTCACATTCCTCAGCC
TCCTGCGGATCACATCTGCCACGGTGTCATAGTCCCTCTGCGGGTCGTGCCAGTAGAGGC
TCGCCGAGGTCCTCCAGTGGCGGTACAGGCGAGTGTGAAGAACCGACAGCGTGAGAAGGA
CCAGCAGGAAGCCCAAGGCTCCTGCGGCCCACACGGCCTCGTCCGTCCTCGGGGTCCTGG
GTAGCCCTCTATTCACAGCTGCGGGACGTTTGCTGCCGCCTGAGGTGCAGGCGCAGGGTT
TGTCTTTCTCACAGACGCCGCAGTCCAAGTTATGGGGGCGGCTGTGATCCACCTGCTGCA
GGTCTTGCTGCTTGGGAGATTCTGACTGGGATTTGGNAGGCAGACTCCACCCCTGGTCCG
NTTCCACTTATGTG
>BJ747298 ID   BJ747298   standard; mRNA; EST; 472 BP.
ACTCTATTCCCTATCTATATGGTCCTACTCTTGGTATTGATAAGAAAACTGAAAACAAAA
GTGTAAAACGTGTCTTTAGCTGTCTGGGGAAAACAAGTTAGGAAGTTTACCTCTAACTGG
AAACTGTGTTTACCTTAGGGTAAATTAATTAACTTCTGGAATTTAGTTTGGGAAACAGCA
AATGAGTTAAATAAGTTAATTGTAATGTGTCACACTCACAAGACCTTCTCCTGAGTCATG
CATATGTCTCATCATGTCACCCTGTGACCTTTGGGTGATTTGACATTTTAATAAATTAAC
AGGATCTTTCTGTAAGAGTGTAAGCGTCCTACGTGAAAATGTGACATCAGTAATGACCGC
CTCTTCTCTCAGAACAGCTCTGGCTAAGAAACGCCTCTCACACTTACTCCTCAGCCTCCC
CCCCCCCCCCCCCCCNAAAAAAAAAAAAAANNGGGGNTANCCCCCCCNNNGG
>BJ747303 ID   BJ747303   standard; mRNA; EST; 200 BP.
CCATGTTTGTTTGGAGCTCCCCCTGCTGTTCACATCACCAACACGTGACAGATCAAAGCT
TTGTTCTTGATTGGTTGACACAATGCAAATTCTTAGTCAAAGTTCAGATTTTTGAATTGC
GCTGCCCGAATTTTTGCTTTAGCTCCCAAACCCACTTCTGCATAATCGTGCTGCAGGACC
TCTGATCGGGTCTGGACATT
>BJ747310 ID   BJ747310   standard; mRNA; EST; 421 BP.
AAAAACACGTCATANAAAAATGTCTGACGTCATACTGATTTTCCTCACACAAAACAACTG
CAGGGATGCAGCAGCNGCTTTTGTTGGTNACCATGACAACTCCACTGAGTCTCCNCATAG
TTGGATAACTTTATNAAAAAAAAAAAAACNGCCANANGCCNTTANGGNCTACTTNCCANA
NCTTTGTTGNTANANAATTTAGGNCNNACTTAACTANCAAAAAAGGAAAAANCNTATCAN
AATCNACAAANGCTTATNCNAANATTTGGANGANGGCTTACANAACTATNTTTTTTGGGN
GNCAAAAGGCTTTTTACAACAANAAAGTTGCNGCTTGCNCATTTTCNGTTGTTTTATCTG
AGGANATGCNGNCAAGNGTATNCNTTTAAAACCCCAATAAACAACAANGGCANGCTGGGC
A
>BJ747325 ID   BJ747325   standard; mRNA; EST; 146 BP.
AAGGTTGACTGCGANACAGCACCTCTATTCCTTNTTTGCNCTTTTTAATCTCCACCATTG
ATGACATCATTATCATCGGTCCGTGTCTGCAACAACACAACCACCCCTGCTGCTGTTNCT
GTGATACNCATGANTGCCTGTGTTCA
>BJ747326 ID   BJ747326   standard; mRNA; EST; 736 BP.
GTCTTCATTTTCAGGATAAAAAGCAGCAAAACAAAGTTCCATACTTACTGTGTTCCAGTG
TGACTCCATTCTAATAATAATAATTTAGCCATTTTTTAATGATTGGGCAAAGCTTCGTTA
AGCAAACAATTAAAACTGGTGAACTAAACGCACAAGAGTGCAGATGAGTGACATTTCCTG
ACCAGGTTTAGAAACATGCATTAAAACAAGCATGTGAGGAAACATTGAAAAACAACAAAG
GAAGCTTTTACATTAACAAAATAAAAGCTGGACAAAATTCACTGATGACAAAGATTTTTA
AAAAATACATATTTTAATTAAGAATTCTTCTTAAATTGTCCTTATAATTGAGCTGGACTT
TATTTACAGGAAAAAACAACATTAAAATTATAAATTTGGTTCAGAAAAAATAAATAAACA
ATATATGTGTGACACCGTATTAAGAAATGCACTTAAGCATGTTACATTTTTTTGTTATGC
TACTACCCATGGGGCTGACTGTTATCTTGAGTATAACATATTGTTCTTTTTTATAAATCT
AAAGGCAGTCGTTAGGTTTTTTTTTNCCCTTNCATTTTTTNCCNCAANGGGCTNCANNCT
AAATAATTTANANGCANGTNGCTCCGCCTCCTCGCACCCGGCTCCCATNGTCNGACCCCT
TCTTNGCATTNGGAATTNCGNCCCNCANAANCAATTTGATNGATCTTATAGACCCAGAAT
TNCCTCAAAAAAGAAG



>BJ747329 ID   BJ747329   standard; mRNA; EST; 791 BP.
AAAATCATCTCAACAGCACATTACAAGGGCATTTTTAAAGTATTTTCTCCAAGGCTCAGT
GATCACTTTCATACAGTACATTTGGCATGTACACATGTCCTTCAAATGAGATAACAGAAA
AAACAAGAAAAGAAAAGCTTGATTGTACAATTACTAAGCAGTGTGGTTTGAAAAAAAAAC
CTTAAACATGACTGGACATCTGCAGGCATCAACAGGAAGCACAAAAACAAGACAAACGGG
CTGCAGATTTGAAATGTGAAATGTTGGTTTTCTGTATTTGGGAATGCTGATGTTGACATT
TTATCAGGTGTTTAAGTAAAATAAGTAGTGAAGCCCTTTGAGGCAACGGTTATAATATTG
GGCTATATAAATACAATTAAATTAATCTGTTACAAAACTGAAAACAAAATGCTGCATTGA
TCAAAATCTTCCACACCACCCCCTTTCCAGACAACATTTTGGAATCTGAATTTAAATGAG
AGCAAAAACGATCTTTTCCTGCCGTTTTTCCACGCGACGCCCTTCACTCAGACACAAAAA
CATCCCCATCCTCGTTTTAAATTATTTTATTTCTCACTTCAACCACTTACTCTAACCTCC
CTGCACAAAATTCCCTCTCTTATTCACACATCCTCTTGTAATCATTCACAGACTGAACTT
GACAGAAAGCAATAAAAAAAAAAGAGTGTTGGATAAAACCATGAGGTAAGAAAATGGTCT
GATCATGCAGAACAGCACCAAAAATAGAGAGAGAAAAGACNGTAGGAAAAAAAAGTGNGC
ATTTAAAAATA
>BJ747330 ID   BJ747330   standard; mRNA; EST; 395 BP.
AATAAAGGAAAGATTTCTACTCAAATTATTCAGGAGGGGCTGTGCAAATTCAATGGCAGA
AAAAAGTGACTCTAATGTGCTGGGCAAGGCATGTGTTCTCTGTTCATATTTCATGTCTCA
TACTACATTCCCCCCTTCACTTGTGGTTGTTTTTTTTAGAGAAGTTCCTCTGAAGACGGA
CAAATTGTCAGAGTTAAAAAACAGCTAGAAATTCACCATTTATCATTACTTCTCAATACT
GCTTGGTCATTCTCAAACTGTGAGTCTTTATTGACAAAACCAGAGCTGGCAGTGGCAAAG
GTTCAAGGCTCATGAGTCTATTTAAGACTCTGAAGGTGAGAAATGTTCTGAGGAGCAGAA
ATAAGAGGGGGGGGGGGGGGGGGAANCCNGGAAAA
>BJ747356 ID   BJ747356   standard; mRNA; EST; 417 BP.
GCCAGACGTCGTGTCGGGACGTATTTACAGGCGGGAACNTTCNNAGAACTCCGGGCTCAA
CGGCGAGCTGATCTGCNCGCTCTAAAACGACCCTAGTTCCTGCTTTCANGTCNCNCAGAT
GTGTCGATNAAGATACAGAGANAACATTTCANAATACTACAGGGNCCCTTTACAGCCATC
TGTTACTGAGATCTATAAATAATAGAAGTNCTACCTGGTGGACAGAAGCCCCTGACGNCC
TCAGGATTGTACTTTGAAGGANGGCGGCNTCCACGTTCCTTCATAGGAAGACACCTCTGG
TCTCGGAATAAATACGACATGCTAAGCANGATGGTTCCNCAGTCTGCATGCTGATCCAGN
TCTACAATANTGTGGTTCTGCANANTTTCTGGGGGGGGGNTCACGTNACACTGGNGC
>BJ747362 ID   BJ747362   standard; mRNA; EST; 734 BP.
ACAAGCCTAAGAAAAAAAAACAAAAAANCAAACAACTAAATAGTTTCTAAGCAGNGCTGC
AACTATGAANATATGGCTCANGTCCCAAAGGACTTTGATTCCCAGGGGTTTTGCAGNCCA
GCTCTGTCNGCGTCAGTAGNCAGCTACCGGNGCAAGCTTTCTGCTCAGGCTGACNGNGAT
GTTGGNGTAAANAGGCCTTCTANANATTAGGGGGGAGNAGTTTAAGTTGTTGANACCGNC
CACTTTCTGTCTCTCTTTAAAGNGGCGNANNAGGCTATACCTTCCAANAAACTGCACTTC
TCCACNANGGNGATGTGGAANGGACATGTAGCGTCCCNGTTCNCCATGCGGNCNGCTTAC
NGNGTAATTAGCAAACTGGACCCNGTTCCAAAGGTCATCGTCCTCTCCTCCCCAACCCCA
AAACGCATTAGGAAATCCATTAATCTTTTTNAACTGCTTCACCGTCAGGCCACTGACNCC
GCCAAANAACTCATGATACGGAAGCATGTAAAAGTACTTGTTGAGTTTGACTGCAAAGNG
CCGNGGCATGTCTGTGCANCCGNAGTAGTTTCTGTCATTCNCCATGAGGNGGNCTACATC
ATGGAAAATCAAACAGTCCCAGTCCAGGTCTTTCANAGCTTCCTTGAANCCCACGTTAAA
CAACATGGCTCTGTTAAATGGCTCTGTACCCTCCTGCTCTATGACATAAAAGGCAAACTG
AAAGTCTCTGCTTC
>BJ747376 ID   BJ747376   standard; mRNA; EST; 161 BP.
GTTATTTTTANACCTGAAAAAATGCTGTCAGTCTGTGATGCAAACATTTAATTTAAAGAA
AAAACGANNAANAAAAAAGAGAACAACTTCNNAGCTATCCAATCCCCCCCCCCCCCNANC
AAAAAANAGGANGNGACATTGCATTTTTCTNGGGCNNATAA
>BJ747385 ID   BJ747385   standard; mRNA; EST; 460 BP.
AAACATACAAAAATGGTCACTTTAGTCAGGAAAACAAGACCTTCACAGGAGTTTACTTTT
GATAAAATGATATAAAAACAAGTATTTGTGATGATAATAATAAATAAATCCAGGCTGAAC
ATACAAATTGCTGAGGTTTTACATTTGTACTATATATCTAAACATTTGTTTGCATTAAAA
ATCCCCCCCCCCCCTCCANAANGACACACNCCTCAGCTGCACTCTGTCAATCATCNGGCT
NGGGTNGGAGGCTCTACAACTCTANAAGCATTGGNGTTTTTTGAGCTGTTCCACGTCNCT
NAANCCCCNCCCACAGTTGGAGCAGGGCATTGTTGNCTTTTCGTTGGNGNGNATGANCNG
GNGTCNCTTTAAANACNCCACGCGGCTGAAGCGCTNGCCGCANACCTCGCAGCCGTACGG
CCGCTCCCCCGNGNGGATGCNCTGATGCCNCTCCAGGTTG
>BJ747390 ID   BJ747390   standard; mRNA; EST; 447 BP.
AACAAACNACATCTAANATATGACAAACTAGGACCATGACACTTATCGTAAAAAAAAAAA
ANGGGAAAAAAAAGAACANGNGNCAAAAANGNGNGNGATAAAAANAAAATCGGTAGAGCG
AAGGTTTAACAANTTCNNCANTTTNTTTTACNCANGGNAACNGGTTCCCNGACAAATATC
TGNCTTATANCCCCTTTAANAAAAAAANACTTNTTTAGGANATAAGGGGCNCCCCNGANC
CNCCCCANGACCGGTTCNCNCATGANCCNCNGTTTTCCCNCAATAANTTTGNGACNTTGA



GCGACTATNTGTAACNTTTTAANGAAAACNTTCNCANGTTTTATNTNCCANCNNGNCCAA
AANGACTTTCCNNGTAAAANCNGGNCAAAACCCTGAAAAAAAGGAAAAAAAGCNTTGAGA
AGTANCCCCGATGGCCCCTGNGGTTCA
>BJ747396 ID   BJ747396   standard; mRNA; EST; 895 BP.
ATATTGAGGCTAGAGGGCCTTTCACTTTGAAAGTTCTCCCTCCTGATCAGAGAGGTTGGT
GCAAAATACAAGACTCCATGAGAACATTGAGAGTTCATTTGCTCCAGCATGAAGCTCTGC
ACCACAAGTCACAGCCTCCTTTTCCAACAAACTCAACATCTGAACAGCTTCGGTCCAGGG
CGACATGAAAACAACTCTCAAATACATTTTCAAAAGAAATTCTCAAGTGAACATCCACCA
ACTATTTTGAGTATTATTAGCACATTTAAGATCCGTTTTTTTTCCTTTAAATTAGATATT
TATAGTCTTAAATTCTACACTGTATATGGCCAATTCAAGGCAACATCTCTAGAATGAAAA
GAAATGCATCTTTACAGCAATACAGATAGAAGATGGACTGTACAGTCGTCTACAAAGCTT
TTGTTGATCCTTTTTCTACAAATATGTGCCCGTGGTGGTGGAGGATGATCCTGTGGTTCC
TGAAATAGTTTGTATAAAACAGTTTATACACAAATGTACACGATGCGGCATGGATGCCCA
GAGAGAGAGGGCTAAAGGTGAGGTACAGGGGGTCTGGGTACCTGAGTGTCAGCCCAGTTT
CTGGGAGGGTCAGAACATTGCATAAAGAGAAAAAGATGGGAATCAAGAAGGTTTTCTAGG
AAACTCTGGATTTGAAGTTTTTGATAGGAGATTGATGACATCAACAACTCAGTCTGTTAC
TGCATTTAAAACAATTCTCACCATCCGGGTTTGCCGTAAAACCTTAATGCACAGTGTAGT
AAGGCTGGTAAGGAGCAACACAAACATGGACCACCTAAATTATAATTATGGGNTTTTGCT
AAAAGTGTAATAAAAAGTAATACTTAAAAAATATAGGCCAAAAATAAAAATANCC
>BJ747401 ID   BJ747401   standard; mRNA; EST; 302 BP.
GATGCGCCCTTTGTACATCAGCTCAGAAACAAACAGCGTGGTCATCNAGCCCCTCCCACA
CACAACACATCAAGAAATCCCAGCCACAAGCTGACGAAGAAACCTCGTCAGGGGTTCGAG
GCAGACAAATGAGCAAATTCTGATAAAAAGAATGAAAAAGACAACATGTGATCCAAAGAA
GAGATGCAGTTCCAACTGTTTTCAGCAAGGTTTGAGAAATGGAGAAAAGGGAAGTTGACA
GTCTGGACTTTTTATTTCATACCATCCGCCGTGTTTTTTTTTTTTTTTNNTNNCAAANNN
TT
>BJ747402 ID   BJ747402   standard; mRNA; EST; 814 BP.
CCTTTAGACACCGACATTTAACACAGACGAGGCTTTGTGGTCCTTCTGACGGTCAGTGAA
TGATGTGCATCAACTGGGATGGCTTTGAACGTATGGAAACGCACACACACACACATGCAC
ACACATATGCACACACACATACGCACACACATTGATATGAAGGAATGGACGAAATAAAAG
AGAGACACACATTACAGCACACTTACATCTAACACAGTCTAGCCATCTAATGTAGACTTG
AACAGAGGAGGAGCTTAAAGTGCATCCAGGAACAGAGGGGGCGTGGCTTGTGTTCCGAAG
CTTTTGCTGGAATCCTGACTGCATGGAGGAGTCCAGCGTTGCCGCTACAAAGCAGCAGCT
TCCGGCACAAACTTCCGATCTTTTTGTTTAGAGCCCCGAAACCCACGCTTGTTCGTTTGT
GACATCACAGAGACAGACTCCGCCCCCTCCTGGTCCTGACCAGGATGAAGCAGGTGGAGA
AGAAACGGATGGCTGAAGTCCACAAATGCAACTGTAGCTTTACAAATGCACATCCCCACC
ATGTTCAGCACAAACGGCACCTTAAATCTGGACATAATTACACTGCATAGTTCACAGGGT
TGGCTTTGTACATTATTGCAGAATGGTGTGGGTTTGAGTCCGGGTGGCACAGACAGCGCG
TGGAGTCCGGCGGTCATATTAGAGGGGGGAGGTGGTCCAAACTGAGTGAAGGACTTCAAA
TGCATAGTGCATAGAATGGGGGACCCACACGCCTTCAGTAAGGAGCGAAAGAGGACAGGC
GGATGGGAGGTCCTGACAGGCCCGGGGGGCCGGG
>BJ747405 ID   BJ747405   standard; mRNA; EST; 787 BP.
ATACTATAGTTTTACATAACATTGAAACAATCTGAAATTTTGTTTTACATACATGCACTG
TGAACCAGAAAAAAACAAAATCACAATACAACAGACAAGCAATCGCAATATGAAGTTGTA
TGTGGGTCTGTACATATACACAGCACAAGAGTGACAAGTCATCACACTGTGCTTTGTGAA
AATTAATTTTGCGCATTTCGCACAGGTCATGCTTGTCTTGACCTGGATCCTGTTTCCGGG
CCGTCCCCCCAAACTCCATCTGGATGAAACTCGTCTACTGGACTTTAAATATGTAGTTGT
AGGGTTAGATAAATTAATTCTTCTCTATGGGTTCTGGTAAATTGCCTGCCCGTCCTGGGG
GAGGATCCCTCCTTAATGTGGGCTCCAATGAGGTTTCTTAGCTTTTTCCGGAATCTGTTT
TTTTTAGGAGTTTTTCCTTACCGCGAAGGAGGGTCTAAGGGAAGGGATGACTGTTTAGTT
CAGTCTGTTTAGTTAGTTCAATTTAGTATTTTCCTATTGAATTCTATGTATTTATGATCC
TTTTGATTTTATGCTTTACTTTTTCAATTACCGACACGAAGCCCATCGAGACGACTGTTG
TTGTGAATTTGGGCTTTGTAAATAAAATTGAATTCAATTGAATTGACATGGTCACATGAG
TCACTGCCGTCCTAGTGGGCCCTGGCACTGTCTTTATCATGTTTTCTGCAGACAGGTTTG
TCTGACGCATATTTGGGGATGAAGACCAATGTACTTCACCATTCTTTAAAATGGATGTCT
TGCTTGG
>BJ747419 ID   BJ747419   standard; mRNA; EST; 620 BP.
AATAGCCTTTTTCCCTTCAGCAAAGGAGACTTTTGCTTCATCTCCAAACATTTTTTCGAC
ACACAGAATCAAGTCCCTTGAGTTACAGAGATGTGATTTCATTCAAATCATCTTCGTCTC
AAGTGGCGACAAAGGCCAGCTTATGCCGCTGAAAGCCGCTCTTGTCTTCCAGAAAAAACA
TTGGTTCCCAACCTTTTTTTTTTCTTTAAATTTAAGGGTAATACAAGCTACATTAAAACT
ACCAACCAGCTTTTGAAATATTTAACATATCACTTTTTTTANGTTTTGAGCACAACTTAA
ATAAACCACAAACACAGNGAGCAACAGAGAANGTCCCGCGNGACTGTCCAAGTCAAGCAA
TTGTATGTTTTATTTTTACATGGCTGTACAGGNGTATGGNCTCCCCTTTGCACTGCAAGT



GACTTATCAAAAATCCACTGAGGTACNGCTNGGGTCCATTTTTGAGGTACTAACATTATA
GTCNGTTTAAGTATGAACAAGAACACCACACAAGGAAAATCAANGGCTTTAAATTTAGAC
NGGGAAAAAAAAAANGAAANAAANACTATTTCCCNCGGGCCNAATTCCNGCANCCNGGGG
NANCCACNANTTCTANAGNG
>BJ747430 ID   BJ747430   standard; mRNA; EST; 858 BP.
ATATTTTACACCTGACGGCAGTCAACTTTCACCAACGATTTCTTTACACCAAAAAGCTGT
ACAAAAACCACCTTGAAGAGAATATCAAAAGGAAAATGTGCACCTTTCAATGAATACATT
CTGACAGAACCAGTTTGGTCCAGAAAGGGGAGTAACCAAAGCAAATGGGTGTCACCAGAT
CCGCCACATGATGATACAGCTCATAAATGATTTCAAAACAAAGCTTAATTTGCCTCCACT
CCACGTGCATTACACTTCTACTTTTTGGAGGTCTACCTGCAGTTACAAATAGATGTTGGT
GGAAAACAGCTACTCTAATGCAGAAACTGGTTAAAGCACCGAGCTGTGATTCAACATGGC
AAAAATGTCAATGTTTAATTTAGATTTGTTCTGTAGTTTGTCAGAAGCCAGATGCATAAA
AACAGGTAAACCGATGAAACCGCAGCTACAACATTTACCACCAAAAAGTTGTATTTCTAA
AGTTACATTGGGTACGTGCAAACCATAAAAGCAACTTCAATAAAACGTGGCTGAATATTA
ACTGAATATTTCCTTTGTCAACACTGCAGATGTGTTAGATTGCCACAGTTGTGTAGAATG
CAGGACTGTTGCAGGACTGGAAGACCTTTCTACAGCAATTATGAGAGGACTTTTGGATCC
TATGTGGTAATCAAACCACTGCAAGTACTAAAAAAAGGCAAAACAAGTTTCCTATCTGTA
TTTCTGTATCTCTAAGCAAGAATATTAAAAGCACAAACTATGTATATTTTAATGTTTTTT
GTAATTATTCAAAGTCCAAAAATGTTGATGTGTGCTTCTTTTATCTTATTCTAAAAGTTT
CGATCCTTTTGTGATTCC
>BJ747442 ID   BJ747442   standard; mRNA; EST; 839 BP.
ACTATTTTTACTGCATTGATTCAGCCACGTTTGTCCTTTCATTTAACACAAACAAGCACC
TACTGTACCTACATGATATTTCACTAATGCTACATTTTCCCCCCACTGTATATACTCTTT
CCAAATGAGTGACATTGCTGTACATCATACATATGCAGATGTATGCATCATACGTCTGCA
CTGGTGTTCTGTTTTATCATACATATCATCAACATTTATCATCAAATGAAGTAATTTCAT
CAATAAATGTTGACTGTATTTTGCAGATAGTTATTTTCAAGATAAAGTGCCTTTACATTA
AAACATTCTGTAGGTTTTTTTCCACGTCTGCTCGTCCTGCCACTGGGTTCCTGTCAGAGA
TGTTTGTCTCTAATGTTTCCTTTTCTGCTCCCCTGTGTGAGTCTTGCCTGCTGTGGTCCA
CACACAGAAGCATTGCTGCATTTATATCCATTTTTGCTGACATTCTCTCAACATGACACA
GCTTTATGTTGCCCATTCTGGGTTATGGGATTGATCTTTTCCAGCGTGACCTCTGCATCA
CTGTCTAAATTCCCAGAGATCGCTGGGGAGGGTTTCTCTAGGGTGTTGCTTACCATTCCC
ACCTCATTCTCCCCTCTACATCCTTCTTTCTTTTGTAACTCCTCCTCCTGACATAAGATG
CTGTGGGGAATCACATAGCTGGCTGAATTGTTGCCCTCCTTCGGGATGTGGCTCTTGGGT
TGATACAGGCAGTTGGGGTTCGAGGTAGCGCCGCCCATGTTGTTGTTGATGCTGACGATC
TCGATGGAGTTGCTCCCCGGACAGAGTCTGTGGCAACCCAAGAAGGATGGANNAAGGCC
>BJ747443 ID   BJ747443   standard; mRNA; EST; 708 BP.
TATACATNGAATGAGGCACTGAAANCANGCCACNGGGAACGTTGCAAAATACCACTTAGA
AAAGATGCAACTTTTAATAAAAGCAAAGATTGAAGTCATTCATTCCGTTAAAAAGGTAAA
GAACTAGAGGGGAGCATATTTACNCCACGACAAAGTTTCCCGNGTCTCTACAAAATGAAA
CTAGTATGAGGCCTCCTCATTCTAGACNTTTAAAAAAAAATAAATAAAAAGAATTACAAA
CNGGTNTTTTTAAAGAGCAAGCCTTTGATCNCCAANGCAAGTTCATCAAAAGACAGCAGT
CTTTAANAAAAGGCNCCNCTGAAGGCGATGAATCNCACAATCCATCCTACGAGGNGGCAN
CCGCTTTTCNCAANACCAACAATTTTGTTTTCTANGCTGNGGAGCTGAATAATAANCTGC
ANAANAGTTAAGGAAACAAGAGCNCGATTAGTATGTGAGCTTTTACNCAACTGACGGTTT
GAAGGAAATANACNGGTTGTAACATTCCNGTACATAGNGTTGGGTGAAGTGAGGCGACCC
TGCTGCGGACAGAANCGGTTTGGCTGGTATAATAGCGCTCCCTGCAGGATAAAAACAGCN
CCANAGTTCACAGCACCAGAAAAGTTTGTATTACCCTTTGCCATTGACCAAAAAAAAAGG
GGGTAAAAAGGCNCACCCCNGANCATACCAAANNCATACCCTTTTGAT
>BJ747482 ID   BJ747482   standard; mRNA; EST; 856 BP.
ATCCTACCACCATGACTGTACACACTACAGGTAACACTGACGCATAAACAAATCCTATTA
CCTATGGTCCTCAGATCACTCGTGTGTATTTTCAATTTGAGCCACTTTAATGACATCCTT
CGTTCATTTGCAGGCAAAGCAAGGCCTTCTATCCAGCTAATCTGCTCTAATTACTCTAAT
GAGCCACAGGTGATGATACAGTGAGGCTGATTAAAAGGGGCATGTCTGATTATGCCAATC
ATATTGACTACAGACTAAATGAGATAACAGGAGGCAGACGCTCTTTAATTGAGATATCAA
AACTTTTGCGGAATTCCTTATGCCCCAACGCTCCCAACGATGCCGAGACAGATAGGCTGT
TGGAATGACAACAAAGTTATTGTTATGTACACAGATAGGAGTCAATCTGCAGTTACTGTC
TGTATAACCACGGTGACCAGGGGAGCACACAGAGGAGATAATGTTACCAAAGGACGGGCT
TCTGGTCTCATTCTAAAGGACAGCGTAAAACTGGAAACTCCTTTGCGTACACCTAGCCCA
TAAACAAACATGCCAATGCTCAATTAGGTGGAACATGCAGATGAACTGCTCCATATTTGG
AGCGTGCTTTGCACATATTCATCTAAAAGTACATGAAAAAATACAATTCAGTTCATACCG
GATATAAGAAAACACAATTTTTCTCATCTACAAGGATAAAAGAAATTTAAATGTAAGCAC
TGCAGCTTTCAAGTAAAAACTTTGTACTTGACACCATGACACAGATGTTAAAAAGATTAG
GTTTTTCTGTCCCACTCGCGCACTTCACTTATCTTTCCCCTTTTATCTCGAAACATGTCT
GAAGGCCGTTATGTGG



>BJ747493 ID   BJ747493   standard; mRNA; EST; 462 BP.
TATGACTGGGAAAGGTAAAAACACTTCAAAACAAAGCTCTGCAGATCTACAACAGGGNTC
ATAATTTCTGTTAAATGACACCAAAAAAAAAAAGANCTTCNCGGNGNCNCTTCTNGTTTA
ANGTNCAAGAAAANCGACNTAGTAGNGNGCCANCTTCNGAAANCNGACTTGAANGGAAGT
AAAATTGTAGNGTANCANGACGGNGNCCCAAAATAANGANCAAANCAGACAAAANNGTTN
CCAGANCCNCATTTGAATTTNCCTTTTANGTTTATNCNCCCTTAAAAATANCTAGATGAA
ANCCCTTTCTTTCNTTANCNCCGAANTTNGGTAAAAAAAAANGAANCCAAAAAAAGTTCN
NGTCNGAAAGCGAAANGGTAGATTANCAANCNTTTNTAANGTNCANGTAAAANNGACCCA
GGGGNCTNTAATAAGANCNGAATNGTTCAAAAAAATAANCNG
>BJ747504 ID   BJ747504   standard; mRNA; EST; 847 BP.
GCTCAAAAAAGGTTGAAAAACACTGATCTAGATTAATGAATATGTGCTTCATACCCAGTG
GCCCTCCGCCTTTGACATATTGGAATCCATCTCAACCTCTACACCCATTTTTCTAACTAT
GAATGTGGATCTGGAAAAAAGTAAAGAAATAATATACGACCATATTTTTACACCAGTTTT
ATGCAAGTCAGAACAAAATGATCAATAACAAAGAACTACGTTGGAATCTAATCATTACTT
TAACATGTTTGCTCATTTTTAGGCACGTCAAATTTACTGTTCGACGCATTGACGCCAACA
ATGAAACAACATTGAGACAATGAGACAAAAATGAGACATCTAGAAAACCAAACAACAATG
AAGTAGCGAGACAACAACCAGGAGACAGTGAGACATAAAACGACACAGCAATGAGACAAC
AACACAACAATATGACGATACCCACACAGCAAAATAACAATGTTACAATTAAACAATAAT
GACGCAACAACCAGAAAACAGTCAGACAACAATGAGACAACTAGAACACAACAAGACAGT
GATGAAATAACAAGACAACAACCAGAGACTCACAAAGACACAAAAATTCACAAAGACAGA
TTTGAGTGCACAATGAGAATCAACACAGGCTCAGTTGGCTGCGTGCAGGACAGGCGCATG
AGAAACCAGGCTTCGATACCCATTGGGAACAATGAGCTTCATCCAGTGTAGGTCTTTGGG
CAAGACCCTCCATGCTACTGCCTAACTATGCAGCCACAAATCAGGGTCCCCCTGTGCCGG
CCCCTAGCCCGGAGGCAATACAGGGTTGTGTCAGGACAGGCACCTGGCCATATGCGTCTC
TGTCAAA
>BJ747507 ID   BJ747507   standard; mRNA; EST; 162 BP.
AACACTATACAAACATGTACATGTGCACTCGCCCACNAAACTTCATGTGATTTGATTGNA
AGCCACCTCTCTGACNACTNCGGTTTCCTTTTTGTNTTTTAAATATGCGNCCTTTACGAT
TTCTCNACCACCAGGAACACANTGACNNACCGCCACAATGGA
>BJ747512 ID   BJ747512   standard; mRNA; EST; 844 BP.
ACAGAAACCTTAAAACAGGAACTACATCCAAATTCAAAGCATATTGGAGGAGACTTGTTA
TGGACACTTGACGAACTGCATGAAATCATAAACATGAAAATATTTACATAACAAGACAGA
CAAAAGGAAAGTGCACTAAATAGTAGCAGTACTTTGTAGTTGGCTTTGCACTGAGTTACA
CTGAAGTGAATGTTAACCAGAGTTTCATGCCTGAATATCACATTTAATGAAGACATCTCT
CCTTTCAAAGACAGTTTTTCTTTTTTGGACATCTTGGAGTTGCAAGTCCGGTTCAGCTTC
TAAATATTCTAGACTATCTGAGCTGCAACGAGACTTAAAAAAAAGTGAAAAAAAGAAGGT
GACATAACACACTCACTGACGGACTTCATTCAAATAGACAAGTAATAGCACTTCTACTTT
AAGAACGTTCCTTGTTGGATCTTAACACCCTTAAAGGGACGATGGTAAGATTATTAAATG
AAGGCATTCAAAGTGGCCCAACACACATCCCAACACACATCCACCCCCATACACAGACAC
ACACACTCATTTCTCATGTTCTCATAACTTATCTTGTTTAAAAAATGTGGCTCACTTTAT
CAACATAGCTCAAAAGAAGATGCAGGACCTCTAGTATTCTAGACAAAAGCTTCATCAGCT
TGAAAATGCCTACAGCTGGCAGATCCAGTTATGCTCAGGAGTTTACACACCCCGGATGAA
TCAAGTTTCTATTTTACTAGGATTTATATAAATATTAATCCAGAATGAAAAAATGTGATC
AGTGTAAACGGAGCCCATCTGCATCTTTGGAGCANGCTTTTAGCCCTCAAACCTCATCTG
CTCA
>BJ747516 ID   BJ747516   standard; mRNA; EST; 780 BP.
ACCTTTATTTTTATGCAATCTAATTAAAAGTCAAGACATTATTTTTTATGAAAGTGTCAC
AGCTCTGCTTTGTTCAGTTTCCCAATAATGCAGTCCCAATTAACCCATGTCTTAAATTAC
GTTTTTTCTAAAGTAGTAATTGTAAAAAAAAAAGTTTGAATGACCCACTGGGGTGGAATT
ACCATATCAATGACTTGAATTGAAGGTCAGGGAGAAAACTAAATGCAAATCTACAAGCCT
TGTAAATAAGCTTCGGATTTGAGCAAAAATGTCAGTCTTTATTTCTTTATTTTATAAAGG
ACCAAATTTAATCATCAAGAAAATATGAATTTTAATTGAACACAGTAAAACTTGAAATTG
TGGGTTTACTGGTTGCTGCAAAAGCACCCAAAGAAAAGGTTTTGCATTGAAGCAGTAAGA
GTATGTAATGAGAGTTATTACAAACTTAGTGGATGAAGACTTCGGGAAAGTAAAGTTAGA
AAAGGCAAACAGGAGTGCTGGTGTTCTCTGCTGTGATCCAGGTTTCTGCTAATGCCCAGA
TGTTGAACAGCTGACCTTTTGGCAAAAGTTAGAAGTTAGCCTTGTAGACAACAGATTGAC
AGTCCCACTTGCCAAAACAGAGGGTTCAAATGAGAGAAGTCCAGGAAAGGAATAGGGCTG
ACACACCCTGCAGAAGCCCGAGGATATGTTGAAACACCCAGTGAAGATCAGAATAGGTTC
TTGTGAGATGGACCCGTGGTGACAGATTTGAAGACTTGTACATGGAGGGTTGATGCTCCA
>BJ747526 ID   BJ747526   standard; mRNA; EST; 358 BP.
GCTGCAGTTTCCAGCTTTTTCTGCAACAATTATCTCAAAAATGCATGTGAGATTGTGGAG
GGGCTGTAGATCAATACAGACTATGAGTTTCTCCTTGTTTTTTTAAATTTTTGGATGCTG
GTGTGCCGCGGGATTTTTTTTAAGGTTAAAGTGTGCCGTGGCTCAGAAAAGGTTGAAAAA
CACTGCACTAAAGACTGACGACTATCTTCAGAGAACAGGTTTTTATTAAAGTCACCACAT



TTAAGATTCATGCTATCAATGCCTCATTCAAAAATACTGAACTTGACCAAACATTTTCCC
CCCAAAAGACTTTCCCACAAAAGGAACTTTTTTTTTTTTNNAANANANATNTTNNGGG
>BJ747530 ID   BJ747530   standard; mRNA; EST; 878 BP.
ATCATACAATTATTACAATTCCCATAAAGCAAATGTTATACTTAGTTGTAAAAATTCAGC
TTGTAGAGTTTGTGGGTTGTAGCAATGTAGCACAGATACTTTACAAAAAGAAGAGAACCT
TTAAATCACTGAAATAAATCTTGTTAGTGAGAAGTCCCAGTGTTTGCTTCAATCTAAACA
TCATGATCATTTTGGGAATTCACCAACTTCTTCATTCATTCTTCGTCTTTCAACATTCAT
TAGTGCCTAAATAAAGACATTCCATTTGCAGGATTGCACCCTTTTTCCTTGAGCCGTCTG
CCTTCATCTTAACACAATCAGCATGGTTCCTCTTTGCTTTGACTAAAATCAATGTTTTCT
GGCCTGAGATAAGGAGATTATCTCTGCACCTGCCCAACACTCAACTGATTTTCAGCATGC
ATGCGTCAGATCAGGCTTTTTTTAAATTCCAAAAGCTAGGAAAACCAGGTCATCCCTGCA
GTCTGGGATCAAGTGTCAGAAATGCATATTGCTCGACCAAGCAAAAAAGGTCTACGGAGG
ATTGTTCTGTCAAACCATAGCCTGCCTAATATGGGTTTTATTTTTTATAAGACCTTTGTT
CATTCAAATTTTGCGATGCTCTTATAATTCTTTCAGACTTCAGATTATGGATTTTCTAAA
AATTTTTACCACTAATTCCCTCAAATATTTTTCTGAAATGTTCTAATGAGAAACAAAGAC
TTATTGGAAATTAATAATATATTTTTGGGGAGCTGCTGTGAAAAGGTCCAAACTGTTTCC
TTTATTGTAAAGTGTATACATGGTTTACATTTATTATATACTTTGACGTTTTTTTTGTCT
ATNATCTTGGANGGTCCTCTCCAGCATTGGGTCTCATT
>BJ747541 ID   BJ747541   standard; mRNA; EST; 117 BP.
TTTGATTGACAGTCTGGTTTGGGGACAGAAGCCTTTCTTACTGCAGCTCTGTGTGTGTGT
GTGTGTGTGGGGGGGGGGGGGGGGGCCCNNAAANNNNTTTTNGNNGGCNTTTTTAAA
>BJ747543 ID   BJ747543   standard; mRNA; EST; 116 BP.
AACCCTATCAGAATGAGGCNNTAATAANTGATTACCCCTCCTGCCGTCTGCATGTATAAA
ACAATGGATGAAATCCACTAAAAGACTGGACCCGTGTAAATCCAACATTCAAAACA
>BJ747548 ID   BJ747548   standard; mRNA; EST; 156 BP.
CACAGGCAGCCCAGACCAAAGAGAGGANATAGNAACAGTAAACAGGAGGCACAGNGCCCC
CTTCTGCACACACNTCACAATACAGTGGTGATCCCANAACNGAANACAGAAACTGCCCCC
CAGCANCGCACTGATGGNACAGANACGGGAAAGAAC
>BJ747550 ID   BJ747550   standard; mRNA; EST; 527 BP.
AACCACCGAAAAAGATGTTAATAACTTTCAGCAAGCTAGAATATTTTTCTATATTTTATT
AAACCAGAAAGCAGTTTGTGTTTCTACCAATTAAAATTTTAAATAAAGTTTTAGTGCATT
AGCTCTTCATTTAAAAAGTGCTAAATAAAGAGGGAAGCGGTTTCCTTGAATAACATCTTT
CCAACACAAATGGCACCTTTCTAAATTTGTTTCTCCTTGTGCTTAAACACTAATCAATAC
ACAACCAACCAATATCCATGTTCTAAAGCAATATGTTCCACTAAAAATATGAAATCTCAC
AATAAAACAGAAAAAGACAAACATAAAAATGGCAAATTCTGAAAGCATTTTTTCCACAAT
CACTATCACAAACTAATAGTGTAATAGGCCGTGTATGTATAAAACAATCTTCATCTATAA
TAATCTATAGAAGCAGCTGCCATTCTTTTTGTAAATCGCACAAATAGTTATGCCTAGCTG
CAGAGCTGCTTGTGTTCTTCCAATACAAAAAAAAAAANCCCCCCCTT
>BJ747552 ID   BJ747552   standard; mRNA; EST; 866 BP.
ATTGTACAAGATTACTGAGTGAAGGTGCAAATATTTTTGCAAGAAAGAAAGAAGAAATGG
CTTAACAAAGATGACCAAATCCAAATTTCTACCAGCAGAGGAGCCCATCTGAATAGTGGA
TACCATTAACCTTTTTTGGAACAAAAAACTACTTGTCAACACTAAAACCATCAAACATTG
AGCTAAACCAAAATAAAAACTGCAGTTATTGTTCAAATCTGATTAATATGAGGGGTCTTT
TGTATTTACCAAAACATTTGATTTATGTTAAAGACCCCCCACTAATGAAAATCATGTTTT
TGAGTCTTTGACATGTACTTGTGGCATTTTTCTTCTAAAAGAGAACAAATGTAAACAGAA
GAAATTTTATCTTTCCATTTCTCAGTATTTCTACTTTTAAAGCGATGTCAATCGAGTTGT
CACAAAGATCCACTGTTTGAATCAATGAGCCTTTGTGATGTCAGAACGGCTCAAGAGCCA
ATGTGAAAGCTCCCTGATCTGCCTTGTCCAGCGTGGACCAGCTCAGGTGCGAGAGAAAAG
AAGATGGCACATTGCTGCAGTCTCTGCATGTATTTTAAGTGAGTCCAAGGCTGGATTTTA
TTGTTGGATTAAACTTAAAGTTATAGTTCCTTGCCCCCCTTCAACCAACAGTCGCCGTGA
CGGGCTCTGGAAAACCCGGTCCCTCGAATAGGAACAGCTGGCTCAAAACATGGATGGGAG
TTCAGGAGAACTATCGGATCGATCCACCAGGTGTGTATTCTACCTGCTGTCACATGTCCA
AAGTTTAGTCCCTGATTGGTTGAAGTGACGCAGCACCAGCGTCCAGCGTCTTCACCAGCG
TCCACATTGGTTTTCTTTACTCTGGC
>BJ747559 ID   BJ747559   standard; mRNA; EST; 847 BP.
ATAACAATAATAACAACATTACCTATCTAACCATTTATCATTGCATTTATTGGAATCGTA
AGTTAACCTATGAATGAATGTTATACTTCACCAAGTATACATGAGGAGTGAATGAATAAT
GGACACATTGTAAGCGCTTTGAGCATATGGAAAAGCACAGATAAATCTAATCCATTATTA
TTATTTTTAAATAAAGTAAAATCTTAACTGTGTTTTAGAATAATTTGATATATAAAAAAT
ATGTTTTCTACATGTTTGTTTAAAATAGTCATTTCTTTCCACTCAATGTCCAACACTTTT
TGTTTACCAAGGTGCATATCTGTATATTTTTGCTCAGAACTGTACAGTACATGGTGTAGA
TTGTCTTTCTTGTAATGCAGATCCCACACTTGTTGTGGACGGCATGGCCTGCCTGTGCCA
CTGGTACTCGTGTGAGGACTGGGTGTGTGGGGGACAGTGGAAGGAATATGTGGATGTCCT
GAAGAGCTGGGTGGATGCATTTACCTCTGCAGGCATCCAACTGGTCTTTTTCTTTGATGG



GGTAGTGGAGCAACGAAAGAGGCAAGAGTGGGTAAGAATGGCAACCAGTTGGGTCTTTTT
GATCATTGATAATTTAATATTTTGTAGTGGAGTTTATTACTTTTTTGAATTACCAGTCTG
GTTCTATCGATCTTGATACACTGAAGGGCTCTCTCATAGAACACTAGTTTGGTTGATTGT
TCCCTGTCGCTAGCTCCACTAATGATAACGTTTTACTGTAAGGGTAACATGTCATGGCTA
ACATATACTCAAATTCAGTAAAGAGGGGTATTTACTCCTTCTATAGGTCGCAAGATTTGT
CCTTGCA
>BJ747561 ID   BJ747561   standard; mRNA; EST; 784 BP.
GGNGGCGCTCTCGCTCTTCGATCTCCTTTTGGCGAGCGCGCTGATTTGCGCTCCTGCTCC
TCCAGCTTGCGTAGACGCTCCTGGTATTCCCGCTCCTCCTCTTCTCGCTGCTCTTGTTCC
AGGCGTTCACGCTCTTCACGTTCTTTCTTGAGTTGCTCCTCGTGGATCCGCTGCGCCTCC
TCCTCTTTCTGGCGGTAGAAAGTGTTGCGGCGTTCCTCCTTGCGCTGCCTCTTCCTGTCC
TCCAGACGTTTCTTCCTCTCCTCTATCAAGCGAGTCTCGAAAGCTTTCAGCTTTTCCTCA
TAAATGAAGCTCCGCGCAGCCGTTATTTTGGACAGGAAGTTCTCCTTGTCCTCCATCATC
CTGGACATGCGTTTCTTGTGCTCCAAGGCTTTCTCCCGTTCAATTTTCAGGTTACTGATC
CGCTCCTCCTCCTGGAGCTCCCACAGCTCCATGTCTTTAACACGTTGTTCTTCATAGGCC
TTTATGATCAGAGGGATCTCCTCCACGCGCTTCGCCCTCTCAAAGTAGTCGATTTTTTTC
TCCTGATTCTTGAGACGCTCTTGCAGCTCCTTCTTCTCCTTCTCCAGCTGTTCTACTTGT
TTGGCCATGATGAAGTCAGGGTCCAGTTCCTCCAGGTCCTCGATGTCGATGTCCTTGAAG
GCTTTGGCTCCAAGTTCAGTCTTCTTGATCTGCTCCAGACGCTCGCGGACGTTCTTCTTC
TTGATCTGCTCACACTCCTGCATCATGCGGCTCCCTTCTCCCTTTTCTTTGGCCTCCTGC
CGCA
>BJ747576 ID   BJ747576   standard; mRNA; EST; 180 BP.
AAGGCTCTTACCAGTGAGAGTCCAGGGTACAAAAAATATATTAAAATAAAAATGTATAAA
ACCAACACAATCCAGTGCTTGGGCGATTCAAACAAAGAACTTTTTTTTTTTTTTTNCCTT
AAAAACTNANGGGGNAAANNTTCNTNGANNCCNCGGGCCAAATNCCGGCNCCCNGGGGNA
>BJ747599 ID   BJ747599   standard; mRNA; EST; 170 BP.
GGGTTTNGATTTCAANGGCNTAAAANCGGACAAANACAANCCCGTTNTNGCTTTTNCCNG
AATNCAAAGGCCCCCAANCTTTTNTTTGAANCTTTTTTTTTCANNCANTTTGNCAAAAAA
AAAAANAAANAAGGGGGGGATNGCCCTTNGNCTNCNAANNCCCNCAANGC
>BJ747605 ID   BJ747605   standard; mRNA; EST; 729 BP.
TGCCATATTTATTAAAACACCCAACGGCCAAGNTGCCTCAGTTCCTCCTCCTTCAATTAA
ATCCTCAAACACGGGTCACATGGGTCTGTGGGCGTGTCCTTGGCTTTACAGCTGCCATGA
GGGAGCTGGACCCCGTTGCCATGGCNACTCAAAAATTGTTGTGGGTGACAGGTTGTTCGT
GGTCCCTGATGCCTCCTTGGGGGGGCGGGTGGGGGGGTTTGCGTGNAAACAGGAAGTCTA
GTATTGCGNGGGTGAACGGAGCAACTGGGGTTTTTATGGATTTATGCATTTTTGTAAAAA
GCTGCATTGAAAACACGTATGAATATCTTACNAACATATATTTATGTGAATGTGGCNCCT
CCCAACTGTAGGTCACGGCTAGCTTTCCTTCAGGCTAGCACTGGNAGCTTCTGTGGNACG
GTTCGNACTGGCAAAAGGCGTTCACCTGAACGCNCCGTCACTAAAATCCTGAACGTGTCC
GGAACTCANCCNACAACCTCAGGAAAACTGCGGGCGCCGCCCCGTCAGGTAAGTGCTAAA
CNAAAAGGTGCGCGTCACGTCAACCGCTTCCCNACACATTTCATTTACCCCTGAATTCAA
ACGGNAACCATCCNCCTGGTTTGGCTAAAAGGAAAACTGTAATTANATGGTTGAAAACAA
AGAGAGGATTGAAAATGTGTTTAAAAAATGAAAAANAAANAGAGCTGTAAGGTCAAATCA
AAACAGAAC
>BJ747609 ID   BJ747609   standard; mRNA; EST; 836 BP.
CCAACATAAAGACATCTCTGTGCAAACAGAGAACTGAACAAATATGTTCCCAAAGAGGCA
GTTGTGTGTACAGATCCAGACAGGCTCATCAGTTTCATGGTTAAAGCTGCTTTGCATAAC
ATTTTCTGTTGGCTTTAATTGTATTATGAAGGTAAAAGGGAAAGGTGATGGAAAGTACCG
CTGTTGAGGCCTTCGTCTTCTAATGCTCTGAGATTTCTGTATACAACAGCTGACCTGGAT
ATATTTTTTTGACACTTGCCTTGGATCCCTTCCCAGATGTTTTATTACAGTATTTTTATG
TGCTGACTGAGGTGCAGCATGAATTCTTCAAGTTTAATTTAAAGTAGCGTGTGCAAAAGT
AGCTCAGCTGCTGACGAACAGCAACATTAACGGAGTGGTAGTAAAGTAGCAAGTTTTTAC
TATAAAACCCTGAAGTACTTACAATTTACTTAGTAAATAATCATTTTGCCACTTCTTTGG
CCTCTGGCATTCCACAAAATAATTTTAGAGACAGCTTGGTCTGTTTGGAAAGCCCTATGC
AAATCGGCAGGTTTCTATGGAAAAAAACAGTTACATGTGTGACTTTTGTCACCTTTGCTG
TCAACGTTATTTAAAACATTTCAACGTAAAAAGAAAATATCATTTGGAAGATCATCTCCA
TGGTGGCTGACATTTACAGAGATAAGAATGAGCTGGGGCTTTAGTCGCAAAAGTCAAAAC
TCAAGAGATGGGTCAGTGTTTATCGCTCCTCGTTATGCAAACAAGTGATAATGATTACCT
CTGAATATGCTCAACTGTAGAACGGGCTCCAATTTCTTTGAAGGATCATGGTTTCC
>BJ747610 ID   BJ747610   standard; mRNA; EST; 110 BP.
AAACAAATACACAGGCAGTAAATTTCGAACACTTTAACAAACGTACAACGGACAAAACAA
AAGGTGATTTCATCGGCCAAGAAAAAAAAAAAAAAAGGGANCTTANGGNT
>BJ747630 ID   BJ747630   standard; mRNA; EST; 847 BP.
ACTATACACAGAAAGCGTGGACACCGNTTAGGATCTAAATAGAACCAGNTTCACAATCGT
CATGACAAGCATGGGACACACAAAGGCGCCCATCTGTATCGGAGTCATTTGCTGCACGTG



AAAAGAAATAGAAAAAAAAACACACAACTGCATCCAAAGAACTTCAGTTACAGGAAAATG
CTTTGAACGCTTACAGCTACAGGCAAGCAATGCTTTCTTTCACATACACCACTGAATATT
GCACTCAGCAAAAAATGGAAAAAACAAACACCCGTTGTGACTGGTGTGCAAGTCCTATAG
GTTAGTGATGAAGACAAAAATAAGGTGAAGGAACAGTCGTTCATACAGTTAGCCCTAAGT
TTGGCAAAAGAACCAAAATTCAGCTGCAGCTGGCAAACCAGCTTTGGAACTCGTAAACAC
GTATCCTAATTTTATGCTCTTGGCACCATATTTCTAATGAAAAAATTCTATTTTTTCTCA
ACCTAAATGCTGCAATAATGCTTTGTCTATTTGACACTTAACTGAAAATGTATAGTTGTT
TTGACACTGCACACGCAGGACCATATCCTAACGTATTTTGACTATACAAAGGGAATATTT
TTCTAAATCATTTTTAGCTGATTTTTATATTTATTTAAAGGAAAGCCACATTTTTGACAG
CTAAAATTAATCTGTTTTAGAATGACTCTTATTTTGAAACTTCTAAATAATTTGTGCATG
AAATTGTCCACAGAAAAATGTCAAGTTAAAGTCCCACTCTGATCATGTTTTGATTTATTG
TAATGTTCCCAGTGGTCGTTTAATTGTGATTTAGGCTAAACCAAAAAACCNTGTGTTATT
TTCTAGG
>BJ747651 ID   BJ747651   standard; mRNA; EST; 603 BP.
CAATGACATCAATTCAACCTCACTGGTGACTTTANNTGACTGCTGGAGAATANTAGCAGA
TCTCNCTGAGCTCATTGAGGATCNNTNCTAAATCAACTTTNCGATNAGATATTCACTAGA
TTTAAGATAAAATCTGGTTCCAAATATGTAGANAATANGTCATTCGTTANAACAAAAATA
CTGNNGTGACTCTNAACTTTTTTTTGTACCAGCTATTGTTTGATGGAGCGTGAGCTCAGT
GGAACTGAANTGTTTTTGAGCAGCATNAGTCATTTGATTTNANATTTCTGTAANTGTGTG
CCTANACTGAGCAGGANCTGGTCNNGNNANCCNNNANCTACTAATAAGCACACGNAAACC
TCCNAANANAGCCNNAGAAAACNCCANACAAGNGTCNGCTGGCGAGAAGGGATCANTTCT
CATTTAAGGCATCAAAGTGAGCTTTCANACCNNCGTCNTTTANTGTGAACCCAGCAGTTC
GTACAGGAAGCTTTTCTTTATCCTCTATTTGATTTGACGGTTTACATNCCGCTGTTTTTA
CTATGTANCAAACCGCNAGCANTATTGCNNAANTCCTGCTTTGCANAACGTAGAANAAAN
NCA
>BJ747653 ID   BJ747653   standard; mRNA; EST; 550 BP.
CNTAAAAANCTATTATNTNCAATAANCTTANCTATNCCNCCTTAACGGTAAACAATTGAN
CNGTAANCCAAACAATAGCAATAANNGGCATACNCATNCAAAAATACATACNCAGGGCNC
NCCCTNGATATTCTTAACAAAACATTAAANGNCCCTTTNGTAGGGACNGGGGAGATATNC
ANGGGGAAAAGAAAACNCAAAAGNGTANCNGGTNCANCNCAANGGATANGGCTAANCGTT
CATTATTTTTATTAANGCNCANCCNTTAACAANCTACGTAATATTTTANCTTTAGGGANG
ACCTAAATAACAGGTTTAANCANCGAANNGTTTTTTTTNGTTTAAATAANCTTTGAANCT
TTNGNANCTNCTTTGAAAGGGANACGGTTTNCTTTTNGCTNCNNCTAGATCAANGAANCC
CCCANAANCNCNTTNGTTAGTANAAGGTANAAAANGANCTNCCAAAGTTAAAAGNCNGCN
GGTTTAAAAAAAAAANGGNTTNGTNTNGAANGGCAAAANTTTCCCCCNAAAAAAAAAAAA
AAAANGGTTA
>BJ747654 ID   BJ747654   standard; mRNA; EST; 617 BP.
TATGAGAGGTGCCTTTACTTTTCCAGAAAAGAGCTTGATAAGTTTGAGGATGAAGCAAAG
GCATACTTTTGTACTCAAAGTAATCAATTGTTCACATTTTTTACTTACTTTATCTTTATT
TAAGTTTTGTTTGAATTGTTTATCATTTCTGAAAAGATGCCATGTGGGTTACTTCTGTCC
TCTCAAACAACAAAGCCCTTTGCTGGAAAAATTAGTTGGAATTAGAGCAGTCAGAAGAAG
AAGTTGGAAGAAATGGCCAACAGAAGGAGAGGTAGAGAGGCATGCTGGCAAGAAAAAAAA
AAAAAGNCNTTNGGANCAANCNTANCAAANGNCANGATNCGNGGTTNCAATNCNNCTTTG
CTANCANNGAGNGATTAAAANCAAAAGANGAANANCCCNGTTGTAAANCAAAANAAANCC
NNGGCNNGNCAAAGGAAAAANCCCAANCCCTAANGGGATGAGGCTNCAAACGGGNACNTT
GGGANATNCTTNCNGAGGAAAANACGNGGGCCCTNCAANCNTGACNNGNCAGGCTTTGTN
CANAAAAAAAAANNGACCAGGGNCCCCNCCCGGGNNTTAAAANTTNTTTTNCAAACCCCC
CGNGGGAAAGGGGNAAA
>BJ747757 ID   BJ747757   standard; mRNA; EST; 115 BP.
CCGACGNTTTTATGGTAACGGGNNAGCTTCNCCTTGCCTTCCTTCCCACCATCGGTNAGC
AGAACACGCTTCTTGTTCTGGAATANGGNGGGCTGCNCNTGATAGGACCTCTCGG
>BJ747760 ID   BJ747760   standard; mRNA; EST; 119 BP.
TCCGCCTTAACCTTTTCACNGGNATGCTGGTTTCCTCTTGTCCNCAAGGTNCATGATCTT
CTGCGCCCNANGAANATCTTTGGGGTGAGNAACACACAGCTTTTTGCNGCGTTTGTTTA
>BJ747764 ID   BJ747764   standard; mRNA; EST; 746 BP.
ACATTTTTAAAACTGTGGTACAGAAAAAAATATATAAAAATTTTAGTCATGGTAAAATTG
TCTTCTAAAATGTCTGGCTTATTCAGAGCTTGCAGCAGACTTTGTACAATTTAGAGATCT
CCTTATAAACTAATGTATATTCAATCAAATATTAGTTCATGTAAATCTGCCTTTCACCCA
ATTAAATACAATCTTTCGAAAAAAAAAAATATAAAAGTATACTTACNGATCAAATTAGGT
CAGNGAAAACATATTTNGTTTTGTTGTAGGGNCTACNCCTTCCCTAAANGCTGAATACNG
CNGGCCGTTCGGTTTTGGACCGATAAAGGANGATTAAAGTTTTTTTTCCAGCCNCCATTC
TAGCTAGCTAACGATAGTCAGGTATTTTANAAAAAATAGGTATTAAAATTCGTACATAAA
TANGTTNCANCTTTGTNGANCTTTAAGGANGTANGTNGGAAAAAAANCTATAAAAATATA
AAATCATCTACATCCGTTCATCACTTTTCTATCTAACTNGGGNCCAAAGTTNGGACNCTT



AANCGCNCNCNCCTAAAAGCANATCTNTTTTAAGTTTAAAAAGTAAAACTGCNCAAAGAA
GAAAAAAGCGATTTCAAACTATATACATATATCANCTTTGTACTTCCTTTAAAATTTAGA
AACAAGTTAAACTCTTCANGGAGTTTAGGACTGCCNCAAAAAATAAAATTAAATTAAATA
AAATTGTTAAATTGTTNGCTGAAGTC
>BJ747781 ID   BJ747781   standard; mRNA; EST; 697 BP.
ATTTGANATTTAATATTTTAAACAAAAATTGAACTTCTTGACAAACTAAAATCTTGCAGG
TTTACATCAGGATCTTCACTGTCAGACATGTAGAATACGTCACTGTACACAAAAATCTTA
CAGTACAAGTAAATAAATAAATTCACAACACAAAGAAAAAAACAACACAGCTGCTCAGGA
AAACCATGCAACCGATTTCATTGAAAATGTTTTCGCCTTTCTAACAAAAATCAGAGCAGT
AACTTTCTGTGACAAAGGCTGTTTAGCCGTTTCATTGTTTTTAATTTAAGAAAAAGAAAA
AAAAAGTGCACAGTGTGAGAGCTTCACAGCACAAAACCTTTGTGTGCTTCCCGGTCGAAT
AAATAATGACAAACACTGAAACGTTCTCCTCAAGGAGGGAAATCTTCCAGCCAGCAGACC
GTCGGGACGCTCTTCAGAGCAAACGGCGCCTCGGTAAACGCAGGATTACTCTCTGATTCC
CATCAGAAGCTTCAGTAAGTGCCCCTCGATCACCTGTTGAACGTTTCGATGTCCCATCGC
CACCGCCATGTCCATCGCATTAAACCCAGAGTCTGACTCCATGGTGGGATCAGCGCCACT
CTCTAACAAGATCTCCACACAGCGCACGTGGTTGCCGTGAACGGCGTACAGCAGAGGAGT
CCCGCCGTTCCAGTCGTACTCGTTGACGTCAACACCG
>BJ747785 ID   BJ747785   standard; mRNA; EST; 844 BP.
AAACTGAGAGCCACAAAATTTGTTTGGGGAGTCACCAGAGAACAAGGGACAATCTTCAGG
TTGGAAAAAAGATCAAGCTGTCTCGTAGAAACTACCTACATGAAGATTAATAAGGGGAAG
GCGGGAACAAAACAAGGCTGGGTATATCCGTACAACCCCTGGAATGCCTTTGGTGGTTCC
TCAGATCAACAGTGAGGTAAGTCTGTGAAATGTCTTTAAGCTCCTTAGAAAAAACAAAAA
TGGCACAAGATTGCCCCGGAAAAACCTGTAGTGACACCTCATTGAGTTGAAAATCGACAA
AGAAATCTGCAGTTCTCACACACATCTTCATTCTTCTTTACCAGGAAATCGCAGGTTGAT
GCGCGCTCCAGAATGGCGGGGCCGTTGTGAGGTAATGCTTCTCGAGAGGGGATTCCATGG
CACACGGTGTACTTCTCCAGACCCAACAGCAGGCTCACCACTTCAGTCACGGAGGTCATG
CGAGCCGGAAAGCTGTCGTACAGCGGGTGGGTGGGGAGCAGAGGCTGCTTTTGGACGGTG
ACCTGGTAACAGAAGCCGGGGTCGATCACCACGACGGTGTCGGCCATGTTGGACTGCCTC
GAGCACTGGATGAGCTGCAGCTGCGGGCCCTCTACTATTATAGCGTACCATAATATTGGC
AATACAGACGATCGCAGGGAGTGCAGGAGTTTGACTAGCTGGTTCTCCGAGTCTGCTCCA
CTCCCACCGGAGTTTTCAGCTAAACTGAAAATCTGTGTGATCATAGGCAACTCTTCCTCC
TCGTCATCATCGTCGTCCTCCTCCTCCTCATCATCTTCTTCTTCCTCCTCATCATCCTCA
TCTT
>BJ747806 ID   BJ747806   standard; mRNA; EST; 241 BP.
GATTTGTTTGAATGCTTTCTANATGTGTGAGNCACANTAAANTGTATACCTGTGGAAACG
CACTAAACNGCTCTTTTCNAGGGTTGTTTTTTTGTANATTNGTTTATTGGTTGTGNTGGG
TTTCCACTCGATCATTGTTCTGNTCTTTTTTTTTTTTNCGGNGGGGNAAAATNAAAAAGN
TNNTTTCAAAAAAAAAAAAAAAAAAAACCNGGGGGGGGGNCCGGGACCCNATTNCCCCNA
A
>BJ747808 ID   BJ747808   standard; mRNA; EST; 150 BP.
TCNCCATTCNGGACNCTNGTNGGNCANGTTTAACTNGTTNCAAAGNAAAGGCAACTNGGT
ANCTGAANACANACNCNCAAAAAAATCTGTCAAAGCCANCTNCCANCATTTCNCCGGCNC
CTTTGGGANATGNGTATAANACTTNCCCCG
>BJ747815 ID   BJ747815   standard; mRNA; EST; 769 BP.
ATTTATGAAAAGCACAAAACTTTTTAATGTGCAGGACACTATTAAAGCGTTTTGAATTTA
AGGCAAATAATCTGAAAAGTAGGAAAACAGTTTTACAACTTGACATCATAACAAAGCACA
GAGCTTTCATACTTGTCTGCTACTCAGCTTAAAAAAAAAAGGATTCTTAACAATATTTCT
ATTATAGCTTTACNGGCGTTACACAAAAACAGCAGCTTAAACTATCATTTTATAGGTTCT
TTAGAAATTTTTGAAGCATATTTGTATGCAAGGAAATATATAGGATAAAGTACAAAAGTT
GTTCGTCTTGGCATTGACTGTTCTGTGAGCTTTTGTAGTCCCGTGATTGAAAACTAGCCG
GCATGAACGGTGAAAGCAGCACCAGCCGTGATGCACTCCCAGTGTAATGTTGCTACAGGG
CTCAACTAAACTCCTCTACATGTGCATTACAAAATGCAAAAGAAATGACAAGTCATTTTT
AGACTGGATTAAAAACATTCAGCACTGACAAATCTGAGTGAAAGTCTAAATGTTACTTGT
GCAGTAGATTAAAGGCTGTGCAGCTTTTAACGTTTGTTTGGACTTCAATGTCTTCCCGGT
AGGCACAATGACAATGTTATAACAAGTGTGTTTATTATTCATATTATATATACAAACTAC
TGTAAAACGGGTTTAATAAAACATGGAGCAAATGAGAGAAATGAGGCGAGCTACAAATAC
TGCATAGTTTACTCAGNGCATGTGAGTTTTGATGCNCTTGTTCGGCTAG
>BJ747818 ID   BJ747818   standard; mRNA; EST; 650 BP.
GTGGCACAATACCAATTTCAATTCTTGTTACATTAGGAAAAAAAAAATAGTCTTTACAAA
ANGCTCACNCCGGTTTAAGAACNGTTTTTTAGNGGCCAAAAGTTTAGAGGGATGCAAGAC
CGAAAANGCATAGTTTATAAAAGCAAAAAGATTCCTTTTTAAAAGAGAGAAAGATTGTTA
CAGTTCTTAAAANGGCAGCCAAAAATACAACCNGACTTCNCNGTTACTCANGTTTGTCAT
GAGCCTTCTTAACTTCCACAAAGTCTCAATGACTTACAGGCGGAAAGGAAGTGCCAAAAA
AGGAGGGTAATTCCCCCATTCTAAATAAGCAAAGTATTATATTTTCATGAAAAGATGAAC



ATCTACCCAAAAAAACAAATATAAGCTGTTTTATACCAAAAAAAAACNTTTTGAGCANGG
CCTTTTATATGACANGGAGCATAANATATAAAACTCAGNCCCGTTTATGATTAAATCTNG
TAGGAGCAGGCGNGNCCNCCNCTTGGAGGNGCAANGAANTGAAANCTATNCAAAANCAAA
TTACNTGATAGTCACAGTCAATCGTTTAGGAAACTATTTACATCTTTGACCTCATTAATC
ACACGATTCTGTAACAACAGAACCCACACTCTATTGTTCTGGTTATGATA
>BJ747828 ID   BJ747828   standard; mRNA; EST; 636 BP.
CATTGGTTTACAGTAGCAGTTGTCAGTTTTCAGGGCTAACACCTTTCTAAACCAAAAGGG
CTCGAAAATATCTGTAGGCACTGCCTAATTAAAAAGAGGATCATGTCAGCTAAAAGGAAC
CAGCTCTATAAGGCAACTGTTATGATGTAGGCCTCCTCATTTCTCTGACAACAAAGTACG
TGTAGAGGTTGAATCCACTCAGAATTTTTATATAAAATACTGGCGTTTCCATATCTTAAA
AAAAAAAAAAGTTTCAAACNCNCAAGTTCNCCCTTTAANATTTGNGTTAAATTGAAGTAN
GCNCNGCAGGGCAANGCGGTTATCCCNGCNCAAAAAAAGNGNGTTCNCCGGGCCAGNGTC
NCNCCNCTCGATACAANGTTNGGGGGTTACTTGGCAAGNGATCGGAACCAAAACTGAAAA
GCAAGCNCCCNCAGATNCCAGTAGCATTTTACTTACAANGTTTCAAATGAATGAATGAAT
GAAATCANGANGGGCTTATTTACATATGGCAAAAAAAATTTGAGGCCGNCAGGAAGGTGT
GTGAGGAAAAGNGGAATGCAAANAGAAACNCTCTTGGTAGTCAAATTTGTACAANANAGG
GAAAAAAAACTGNGCAANATTTGTCTGCCCTTACAG
>BJ747837 ID   BJ747837   standard; mRNA; EST; 554 BP.
AATACCACAAGAACGGGTTAGAAACACCAAAAAACACAATTTTTATTGAAGTGGATCTTT
AACAAGATATGTTTTGATTACAAATACTTATATTTTTGACATATGGAGTTTAAATCACTT
AAAAAGGCCTTTCTGAAGTTATCATAAAACAAAAACAATGTAGAATTAAAAAGTCCAATT
AAAACATACCAAAAATGAAAATGCTGTACATGATCCCTTTAGTAAGTTAAGTGCTAAAAG
ATGATTTTGCTGTAAAACAAACACTTCCCCCTTTTTTGCTCAAACTCTAACCATGTTCTC
CTCTTCCTGCTGCAATTAACAACTGTGACCAGTAGGGGGCGGCAGCTCCAAACCTCCTGT
TTACCGTGTTCACTATGACATACCACCTGGACTCGGTGAACTCAGAACACATATGGAACT
ACTTGGCTTGAGCTCAACACATGCCTTTCCTTTGTCCTCGCATAACTGGGCTAACGTTCT
ACGGCCCTCGTGCCGAATTCGGCACGAGGCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTC
TCTCTCTCTCTCNC
>BJ747838 ID   BJ747838   standard; mRNA; EST; 561 BP.
ACGCACTCCTGTCTGCTACCAGAACAGTGAACAAAGCTGCTGTTTTGTTTGTGGGAATAA
AAATGGCTGACTTTGATCTCAAATGACCAAACGGTTCAAACTTGAGAGTCCAGATTTACA
GAAATAAAACGTCCAACGAGATGCAAGTGCAACTCTGAACCAGGGTCAAAGGAAAGTCGG
AACATTTGTGAGGAAGGACGAATCGTGTGGCAGACGAGAAGAAAAAGCAGAAACCAGCTG
GACGGGTTCACAGAATCAACACTTCTGATCACACCGATCAAACGACTGCAGCAAAGATTT
CAACAAACTGTTCAGCAGGTGAATGTAAAACTTCAGGGAGGAATTGAATCTGTAAAATCT
ACAAACAAAGCGAGACAATAAATCACAGATTAGAAAATAAAGCTGAAAAGTTTCAAAAGA
ATACAAGTGAACACAGCAAAGCTGGAAAATGAGAATCTTTGTTTACGTTTGCCGGTTGCT
AAGCAGCGACTTTGCCTCATCCATCATGGCTTTTCTCTAACATTTCATTTCAGGAACAGC
TACNACAGCAACATCCAGACT
>BJ747840 ID   BJ747840   standard; mRNA; EST; 590 BP.
ATATACGATTACNTTTTGTCCATTATATAGCAAAAATCTTTAAACTCTTAACAGAAAATA
CAACTCTTATGTTTTCAAAAAAAAGCAAATATTCTTAAATCCCACCACTACGGAATATTC
TGTACACAATCTTCAGGGTAGTCCATGTTTTTGTTTTGTTTTTTTATTTATTTTTTTTAA
ACAGATGAATTCAGGTTTTTTTTGTATATTTTTTTAATAAAAAAAAAAGAAAAACATAAN
GTNGCNGCAGCCATCNCAGATCACNGGAGTAGTAAAAAGATATAAANGCAATACCANGNC
GNANAAACAATAGATACNCNGATATTTTACAAACNCTNGNACTAAATTAAATTATNCAAT
TAGAAAAAGACCNGGAAANCCCNCTTATTTCNGCCAATTTTTNGACAAAATNGGCGANGN
CCAGTTANGTTTTAAATACNGAAAGAGGCCANGACTNGGGANGANGNCCCCCTTTTTTTN
CTNCTTTTTTTTNAAAANANATANCTNAAANCNGTTNCNTAAAAAAAATATTTNGGGCTG
GGTGGGCAAAANAAANGACANCGANGCATNCGTANGTTTAGGTAACCAAG
>BJ747846 ID   BJ747846   standard; mRNA; EST; 838 BP.
TTTCTAAACAGAGTAAAACAAAATATAACAGATATCCGGTTTCCCAAAGTTTCAGAGCTT
GCACAGCGCCAAATTACAAACGTCTTAACGTGTCAGCCTGTTGGGAACAACGAAAGTTCC
TCCGTCCAGCTGTTTTAACATCTCGGTTTCAGCCTCCTCCTTCGTAACACAGCATGGCGT
CCAGACTCCTCCTCTGGACGCTCGGATTGGCTGGCAGGGAGCCTGCCTACTTCTGTCAGT
CCATGTTAGGAGTCAGCATCCGTTTCCCGCGTCTGAAGTCACCTCCCAGACTGACATGGT
CCCGCAACCAAATGGCTCATCAGGTGGTCCCCCCCATGTGGCCGGATCCTTCTAGCATCC
AGTAGACAATACACCTTTGTTCCCCACACGTGAGCAGATGCCTGTGGCGGTTCCCAGGGA
TAGAGATGATTGATTTATGATCCAAGTCAGACCTACAACCAAATGGCCTCAGAAGATCAA
AGACCGTTTTCTCCTGAAGGGGATGAGTTTGAAACTCCAGCATCACAACCTCTTTACATA
TGCAATGTTCAGGAAGCCCCTTTGAAATTCAAAGTATGGGAACCTCACACAGTAAACCTG
TAAGAAAACCTTCAATGAAATAAAGATAAGATAAAAGCCTAGGAGAAATGAGGACCACAA
AGATATAAAATTCCTTCAGTTTCCCTCTCTTGACCTCACGAAGTCATCATGCAATCAGAA
CAGCTGTGGTCTCAAGCCCTCACAATCTTTAGCAGAACCAATGTGCCCTTCAAAGGTGTG



AATGATCTATTCATAAGTGTAGGAGCGAAACCTGTCANANCTNGCATAACCATAACGT
>BJ747862 ID   BJ747862   standard; mRNA; EST; 546 BP.
CTAGAGTTTAAAATAGATAAAACAAGATGGTGTGCTTGAAAAAGAGCGGGTTGAAGAGAA
ATCATGTATGACTCTGCCCTTTTTTTTTTTACAACNCCGGANGATTTACGTATTTCTATT
TACAATTNGGNCATAATATTCACATTACAATCNGCATAGCNCCTATGCANAAGNGACNCG
TTNGTTTTTATCCAGCATTTTNGGCCTTGAACGGANCCNTCAGTANCCNCGGTTACNNGG
GCANAANATCTNGATCGGATCAANGGNCNAGTTAAAGTTCNCCCGNGCNCANGGGCNCAN
AAAACCTTTTTCCNATTAAAACAAACCTTCACANGGNCNCNCTTTCGGNCGGAATGAANG
ATTTGGGCATGCNCAGTAGNGTAAAANCNCCCGGATGAGGAAGTAGGNCCCGGGGTAAAC
AAACCNCTGCCNCANACAGACAGCAGGNGCAGCANCTCCCTAATACNANACNATCTTCCA
AACGNGCTTTTATTAANGNCANGAANATTATGAAGNGCCNGTNCNCNCANCGTTATATTT
AANCCG
>BJ747879 ID   BJ747879   standard; mRNA; EST; 799 BP.
TTTTAATCACAGCCAAAGTTAAGAAATGATTAAATTTCTTATTACATTTATCAAAATGAT
TTAAGACAGTGAACATTTTGATATCTCATAAGCATATGGCACACAACAAAACAAATGGAA
TCTCACTAGGCAAAAGACCAATAGAAAAAAGAAAAATCTCTGTTTTATATCTGTAGGCCA
CATAGTTAAGCATATGCTATGCTTATAAAGTGCTACTATGTATTATAAAGACCATCGGTT
TATATCAACAAAGATGCCAAGATTTTGACAATGTTCATTTTAGTCATCTGTCAAAAATAA
GCCACAGAATGAATTTTTAGCAATAAATACTCTATCAACAGTGTTTAATATCTTTGAATT
ATTGTCAACGTCATAAGAAGGGATCTACAACTGTACAAGTTGAGCCTTTAAAAATCAGTT
TCCACCCAGAGCATTGAGTGGATCATCAAACAAGTTGCTTGAGTTCGCCGCTGTACTGTT
TTCCTGGGAAGATGCTTTCACTGATTTTTGGGGAGCTTTTGCCGCTGGTTTTACCGTTTT
CACTGCAAAAATGTCATCCATGTCATCATCAAATATTGATGTGATCTCTCCCTTTGTTTT
AGACTTTTGTTTGGGTTTTAAAGTGTCGGACAGATCTGCAAAAATGTCGACGTCATCGTC
AAACAAACTTGCGTCAATGGTCTTCTCCCTGTTTTTCTTATCAGGTTTAGGCCCAGAGAG
CCCCTCATCCTGAAAGATGTCCTGTTTTGAAAAACCACTACTACTTCTGAAGTCTTTACT
GCTCGNGGATGTGGAACTG
>BJ747885 ID   BJ747885   standard; mRNA; EST; 134 BP.
TGAGGAANANACTGACNGCTTANCNTGCTGNTTAACTCATTGGAGGANTGTTNGTNNAAC
AGGANATTNAAGATCGNGAACAGCCTGTTAGNACATTTTAANAAAAATAAAATAAAAAGC
ACAATGCCCNGTGA
>BJ747887 ID   BJ747887   standard; mRNA; EST; 361 BP.
AGCTATCAAGTATAAAACTGTGTAACAAGAATGTGAATATTTAACAAATCCAAAATAACC
TGCTTGAAAATTCCCACCAGGCATGGTTTGCTTTGAATGAAGCAATAAAATAAGCACAAA
AACTCCACTTGAAAAAAAAAAANCCNGACNGNGNCTNGGGCATTAGGCGCTNGCNCAAAA
NGTTNCCAAAGGGACTTCTTATTGCGGCNGGCCATCNCAGCAAACAGTTTAANCTTGCAN
GCCAAGGCGNGTTGAGNGGCCNGAGGTTTTTGACTTTTTTTTTTANCTAANCATNCAANA
TNGTTANCANCAAAATNNCTNCAAAAAAAAAAATNCTTNCCCCNCAANAANCCNATTTGN
C
>BJ747890 ID   BJ747890   standard; mRNA; EST; 180 BP.
GAGTGACCCTTGCTTAGAAGCATACNCACACNGCCTTGAGTTAGAACNCCCTGCTTCATG
GGAAANCCTTGCNTGTCNNTNCCTCCGCTGATGCNCACCACATAACCCTTCCACTCATCA
GCCAGAGGGTNAGCAGCCACCTCANTGGCCATACGCTTCNCATACANNGTGCGCAGCTNC
>BJ747915 ID   BJ747915   standard; mRNA; EST; 682 BP.
AAAGGATTTGAACAAAAGTGTTTAACAATTTCTAAGACTGTTACATATTCTTTTAACAGC
CATAACTTTTTCACTCAAAGCCGCTTTCTCCACAACAGAATAAGTTGATTCACATTGATC
GCAGGAGGAGTTACGGTCAAAGCAAAGCAGAAGCTGAAAGAAAAAAAAAATGTAACTATC
AGGGTTTCCAGTTCAATTAGGGTTTTTGGACAAAAATAGAGTCTCATAACCCTAACCTTG
ACCGAACTTCCAGTCGNGGCTAATATAGGGGCGCCGNGTTCTCTGCAACCAGGTCCTCTT
GGATCACTCTACCAGGCGCCTGACCACAGTACCCATAANGCATCAACAATCCATCAATCC
TTCAAAGTCGTAGTAAAACATTGAGACTGGTTTTTGAGCCCTGTTTACCACAGAAAATCA
ACTGGAGGTTGACAAGAATTCATACTTTAGGTGCAATTGATTATAAGGGTACAATGTCTA
TTATAAGATATGGTTAAGCAATACAGTAAGGGTCACTATATGAGCTCTGTAAAATTTAGT
GNGTATAACTATAATTTTTTTCGTTACACTGCCCACTATATTTTCTGCATTGAGATGATC
CTACTGTATGTGGTATAAGATGTCTTTTATTTTGAAAGGAAGTCTGTTTAAAGCTAGGAA
CTATTTTGTATCTTGAAAAAAG
>BJ747922 ID   BJ747922   standard; mRNA; EST; 419 BP.
TGAGGTTTGGAGTTCATCAAGAAATAATAAAAAAAAAAANGCCNAAATATAGAAAATACA
ATTAANCNCNTTTTAAACNGGGNCNGGGATAAGTCAGGGGTTAANGAAANGCTGATATAA
AGAATAAGTACATTTTTTCNGAACAGAAGTAACNGAAAATCTTTTTTAAATCAAACATTA
AGCNCTTAANGGAACCTACCCCTTTAATTGGACAGCATTAANACNCNGCCCCCNGGGGAA
TAAAAACTTCTTAGTACATTTTATTTTAANGAAGACAAAANCAATTGTCAGACAGAAANG
ACTTCAANCCCATTGCAATCNCATTTATNGGTATTTTTTTTCTANGCNCAGTTTTTANCA
GCNCAGTAAGCNGTTGAAATTAGTAATATAGAATAAGGGATTTTTTTTACAANGNCGNA



>BJ747925 ID   BJ747925   standard; mRNA; EST; 687 BP.
AAAGTTTCAGATGCAGGGAAATCTATTTGAGGAATNTCTNCCCCTTGACTTTAGCTTTTG
TTTNCATTTCNATTGGAAAAANTATAATTTGTTCACATTTAAACCTAAGATCTACAGAAG
TGTNACATATANNAAATTAGGAAGTGANAAATCCATTAGACAAGTCTAATATTGATCAAA
TATAAATGAAAATGTTGATGCTANGAACAGCCTTTCAAAGACCTTTGNGCAATTTTGTGC
AGTTTGNAANATGTANAACATCCTTCCTTTTTTTTAAAGAATANGTTCTTAGGTTTTGAC
TTTTTTTTAGTGGNGANCAGCCCATTTGAAAACNTTTCACCGATTTANNGTAATGCAGTT
TCTGAAATAAACTATGAATAGACNGTAAAATCAAAGTAACTTTACTTTTATTCAANCTCA
CGNTNCCNTTTGATCTTTTTCATTNGTTTTATTATACTNANGNAGNATAAANTTAACAAT
ANAGTNATATNTGATNCCNTTTTANTGCAGAATTNCTTGNGTGAAAAAATAANATNCAAA
TAGGGACTGAACACACNTAAGATTGATTTTACCTTTTAAAAACTTTAAAGGAGTTCTACT
AATNACAGTTAAAGAAAAANGTCAAACCACAGGAAAAGAGGCACAGGCAGCAAGGCCACG
CATGTNCTTCCCNCGTTCAATGAGANA
>BJ747929 ID   BJ747929   standard; mRNA; EST; 784 BP.
TGCACTTTGGGTTTGACACACTTACCAGAAAACTTATCGTTGAAGCCAAACGACGCTTTC
TACAAGCTGCGTCGTCCCAAAATTCAGACGCTGAAATCTTGACCTAATTTGTGGAGTTGC
ATGCCATGATAGTTTGATAAAATTTCAGGAAGAGTGGTCATTTAATATTTGATAAAATAA
AGTTTTGTTTTTTTTAAACCACTGAAGACCTAAGCTGATATTTCAGCCAACACTCCAAAC
ATGGACTCACAGGGCTCTAGCTCGGTAGAATTAACTGCAATAATAGATCCCAAAATGTGA
AATGAGGACGCCAGAGGTTAATGACCTTCTCAGAAATTTATTATAAATCTTAGCGTACAG
GTGCCAGATCCCTCCTCTATAAGACCAGAACCTGTGTAGAATCTAGCATTAGCACAGTCT
CCCTTAAAGCACAGACAAAAAACAAAGACAGGTCTCTCTGTAACGAGGACAATAGCAGAC
ATTGTTACCAGCTGCTTTGCTTAATCAATCGCAGTAAACGCTAATTGGTGTTTTGGTTTA
AGCGGTTTTCCAACTTGAAATAATGTTGCACTACAGCAAGCTCATCAAGGGAAAACAATG
CTCAATTATTTCCCAGTCGATGGCCCTCTGACGCTGGCCATTTGCTTCAGGAGAGGGTTT
CAGGCACAGACACTTCGTTTATCAGGTTTTCAATTGTTCCATCGTTTCCCTCAAAGGTCG
CTTTGGTTTTGCGGTTTAGAGACGCATTCCACCCCTTGATCCTTCTGCTGATCTCGAGTA
AGGA
>BJ747942 ID   BJ747942   standard; mRNA; EST; 692 BP.
AAACTCCGCGTACAACATAAACCCACTGACAACTTAAGATAGACNAAAAGAAACCTTCAT
ATTTGTATCGATTNTGCGGCACTATGACGATCAGGTGCGCAAAATGTGGAATAAAAAAGA
GGAGGGAGGGGGATCCATGTTCGTTACGCTTTAACGACACTTTTCCAAAAGAAAAAATAT
ATTTTTTTATTTTCAAGCCACGGGTGCNGTGCGTTGTCGCCTTTTCATTCGTTTCAAACA
GTAGCACTTCACACNCAGGGAGAACAGGTGAAAATACAATGGCACATAAGTGTGAATAAC
TACAGCTGAGGNGTTTTTTTTTCTTTCTTTTTTATGTGAAGGGGGCATAANGACAATATA
TTTTTTGAANGAGTNGAATATNAACGGTAAAGGGGAAAANCNAANAATAATAATAATCCA
CAAACTTTTTACACAGGTACATTGATAATANATTANGAACTGATCCCTAAAAACAAACTA
CTCCATAGTATGTACAGGCAATACCAATATGAAATAATTACATAAATATTTGATATATCC
CTATTTACACAAATCAAATTATCAATAGTANCTTTTATTTTTCGTTTTTTTNCTTTTAAA
TAGATGTCTGCTTCCCTTTGCCGGTTCAAATCCACATGATTGGGCACATTTGGCCCANCA
GTCATNCCTTAANACCTTTTTTTTATTTCCAT
>BJ747946 ID   BJ747946   standard; mRNA; EST; 283 BP.
AACACANGGTATGAAGTTTCCTCCTCATGGATTATGGGCTCAAACTTTTAACCCGCGATG
AGTCCAAAAGTACATTTTGATGGGAGTGAGATCCATGAACAGAACCTTCCTGTAGTTGCA
CTGTCACACCANCAGAGGGNGCTGTGATACAGGATGAGGGCTCAGGAAGAGCCTCTGACA
TTTTCANCAGCTCTCANAGTCCCAGGTCATCCAGAANCTCACGGTTTCAGACGATGAATG
CAGCGTCCATCTTCACANATGAGCCTCGTTTGATGTTAACTGG
>BJ747975 ID   BJ747975   standard; mRNA; EST; 722 BP.
ATCTGCACAAAACATCAATCCTCTAAAAAAAACACACACACACACACACATTTCTGTGGT
GCAGTTCTCCAATTAGTACGCTGTCAGCCGAGGACAACAAAGGGTTTTGACCGGTGTTTT
TAAAATGATGAAAGCTGCCACTCATATTACAACAGAGGTAAATAATAAATAGCATGTTTT
ATTTAATTGTTTTACAATAATAAAAAAAATAAAACCAAGCCAAAATGTATGCAGTAAGAA
AGAAACAGTTAAAAATTACTTTATTCTAGTCAAAAATGAAGATGAACACATGACATCAAT
ATAATTATATTTGGTTAACTTTATTCTGAGGTTTTACAGCAATAATCTAAAAATGTAAAG
ATTTGCAAACATGTTTGTATTTCTTATGTTGTAAATGTGGTCAGTATCAATCATACTGAA
TAATCTCCCTCCAAAAAAATGCTGTTGGAGTAATTAAAACTTTTAAAAAAATTACCTACA
AAATAAAATCTAACTGAATGTAGTTTAACACTGAAATTAAGTGAATGGATGTTTCAATAG
GATATTTAATTATAATTTTGAGAACTTATTCATTTCTTAAATGATAAATTTCGCATGAAC
CTCTCAAATGACGAANACGAGGAAATACCAAATAAAAGGATCATTTTTGCACTTAACAGT
TAGANTGGTCCAAGATTTATACTATTATAAATGAAGGAATTCATTGAAAAATGTCCCAGG
AA
>BJ747984 ID   BJ747984   standard; mRNA; EST; 131 BP.
AAGGTTTTTNNGGGNAAAGGGANTTTTTTTTNTTTCTTCCTTTTTTTCCCCCCCCTTNNN
NTTGAAAAAAAAAAAAAAAAAAAAAAANGGGAAAAAAACCCCCCNTNGNCGGGGGGNNNG



GTTTNCCCCNG
>BJ747991 ID   BJ747991   standard; mRNA; EST; 662 BP.
AATATCTATAAAAAGTGAACACCATCACTCTTCTGTATGTACATCTTGCAGCACAACGAT
AGCTTGGGGACAGTGAGAATTTAAGGGGGTTAGTAATACATGATCACAGCAAAACATTCA
TCCATCAGGAGCCACCTTTACTGAATATTGTTCCTGTGTACGACAGGATACAAGCAACAC
ATAGAGAATAGTTCCTTTGGCATGATTTCAACATATTACAGTCAAACCATGCAACAGTCA
TGAGTAAGCACTTCCATTTTAATCTGTAATGACACATCAATAAACTATCATCCTACAATG
TTCAGGAGCAGCTCCTCTGACCTCTGGAGGAGCAAAACAGCAACAAGAATTTGCTAATTC
TTATGCAGAGATTGGGACTTTTTTTTTTCANAAAGGCATTCCANATTTGATCTGGAATAT
TTCCNGGTTTGGAANGNGGTTGAGCCATAAGAATAAAANTAAAAAAGAATTAGGAATACT
ATTATATTTGTCAGNGGGATATAGAGNGTCAGGTTTTTATAACATTCTTTGGAAACAGCT
GCATAAATATGCAAAAAGATAGAANGAAAGAAAAACCCANCNTTTAANCAAGAAAGACGA
CAAAAGACNTGTAACAGGAGCAAATAAACATTAAAAGACAGGGTTTCTCCAAAACAGTGA
GA
>BJ747992 ID   BJ747992   standard; mRNA; EST; 209 BP.
ANGCNGCAAAAGATCCNCATCANGCATTTTACAAGAGCCNGCCGGGGTTGCNNGGAGGCT
GTAAANGGTAAGGCTAGCGTTNGGAAATATTACATCANCAGGAGGGTAAAGATTTCANCC
NCTTACNCAAGAANGCCANCTACATACAAACTCATATAACTGACTTTAAAAAAAAAAAAA
ANNTTNCCCCAAAATANAACCCCTTANTT
>BJ748043 ID   BJ748043   standard; mRNA; EST; 273 BP.
AGAGTTTANGAGCAGATNAATCTGCTGCTTTACATGAATAAAACCAAGGAGGGATAAAAG
AATGCCTGTTAGACTTCAGCTTCTTATTTTCACTTTTAGGCCCTTANAACACAGTTCAGA
CGCACACCTTTGATAGATTAAATACTGCCATTCNTCAGAGCTTCAACCTTATANTACAGA
AAAGTTATAATGGGATTAGCCNAGGACTTATTTACATCATGATGACACAGTTGGCTCCAA
ATTAAAAAAAAAAAANGGNNCTTAGGGTTNTNG
>BJ748053 ID   BJ748053   standard; mRNA; EST; 295 BP.
CTCTGGCGTCTTNGGNGACTTTGGCTAATGGAGCTTTTCTTTGANCANNCTCAAGCACCT
TTGGCACAATACTGGTAAACGCCGTCCTTGAAGCGCTGGCTTAAACTGACAGGTGATGGA
TGCATTCGGTCAACATCAAACAACCGTGAGGTTGTCTTCAAGAAAGGGTAATTCTTTAGT
ATATCCTCTCGCACCTTGCTGTAGTGGATATGCAGGACATTCNCATGACCTTCNNCGGAT
GATGCATCCTCACCAATGACAGCAACCACTTTGGCAAGAGAGGTGTCTTCCAGTC
>BJ748076 ID   BJ748076   standard; mRNA; EST; 639 BP.
CCCTTGGGTTGGGAGGCGTTTACTTCCCTTTGCTCCNTTTCCNCAGCTCTNCATTCACNG
TTTTGTCACANGGAAACAAACATCTAATTGGTTTAATTATACNAAATAGGGGGAACAATA
CAGNATTTTCACTGACAAATAATGTCCAAAATATCTGGAATATTTTTGTCCTTGTTTCGG
TTTTAAAAACAGAATTNNCNAAAGTGTNAACAGTGTTTAANAATGTAAAAAAGATTTTAC
NTCTGCNATAAATGACACAGCCTGAATTCTACTGGACAACATTTAGAAACACTTGTCAGA
AAGTTAGATTTTAACAGATGAACTTGAAAGTGGTTTCATGCACAGGTAACGTTGGAAGGC
ACGCCGTTTCTTTCACAAGGNGACACTTGNGGTGCAGTGACTCCTGTTCAGCTCATTTCA
GATGCTTTCATGTACCTTCGTCNGTCTAAACCCAGCAAAATTCAGGAACCTTCACATCTA
CCANCTTCCATGCANAATGTGAAAACGGTCAAAGGAAATCTTCCAACTGNCGCTGAAGAA
GTTCACCTTTTGCTGTCCTGCTCTGATCGCTGGTCCNCGATCGATGTTCAGTGTTCATCC
TTAAGTACAGCCTTTAGCAGCTTTCATCANGGTTGGGGG
>BJ748093 ID   BJ748093   standard; mRNA; EST; 722 BP.
ACATTTATAATCCACTCACATAGTAGCAGAAGGTGGAAATGCTAAAAGTCAAATTTTGTA
AGAAGAAAAACTGTTTTTTCATTTTTAAATCCCATCAATAACATTTTTTTACTGATAAAA
ATGAGAAGTGTAAGAATTTAATCAAAGAAAATAAAAGTTTTTAACAGGTTTTGTTTGATA
CTATTATCTGAGAGCAAAAAAAAGGTTAAATTTTCCTTGAAAACTTAAACTATGGACATT
TTATCTGATGCATCTTTAAATCAATAAAATACATCCAAGTAAGTCATTTATCTATTTTTT
TTGCTCTTACTTATATTTGTGAGTAAATTACATGACTTATTTTTAATATTGATTAATCTC
CTTTATAATTTAGCACTAACTAAAAGTGATACTTTTGCAGTCACAGTCCATTCTTACAAC
AGAAAGTAATTCACTTCACAGGTGAATTCCTGAAAACAGCGACTCGACAGAGGAGATCAG
CTCTTTTCTTCACTCAGCATCGGCCACGTCTCTTCATGAGGTCATGAGGGCGAGAAGCGG
CGTCATCAGCGTGAACTGAAGCTCTGATGCTCCTCTGTGGTTGGAGTCAGGGATGCTTTA
CTGTTTCTGGACCTCGTGTTATTCAGTGTCACTGGAGCCGCCTGCCTCCTCCTCCTCCTC
CNCCACCTCCACCACCACCTTCAGGATGTCCGACACGCTCGGTCTGTCCNGCGGGCTTTT
AG
>BJ748094 ID   BJ748094   standard; mRNA; EST; 276 BP.
TTGTTCCTGCAATTTCNTAAATCAGGAACATTAGGTTTTCCCAGAGGTCGCTCGTTTGAT
CCCCAGCAAACGTCTANAAGTGGGANAACTGTGGACTCGGNCCTAANAGCATTGCGCTCG
TCTTTGATTAANTAAACNGCANGTTATAAACTGCGCTTGTACNANAATGGNNCGATTTTA
ACTTGTGTTCTACTTAAATTTTATTGCCCGCCTNTTNNTGNTACTGNTTNATTAAAGTGT
NTTTATTTAAAAAAAAAAAAANNNTNCNCAAAANNG
>BJ748116 ID   BJ748116   standard; mRNA; EST; 367 BP.



GTCGTCTGACAGGGAATGCATTCGAGAAGACAATTGGCTCAAAACGGTCGCATGAAATCA
CAGCATGAGTAATTCAATCAAACACTGATAATGAAATATCTTAAACTTCGCCTACTCGAC
CACTGACACCCATCCCGTTTCACCCTGCGGCCAATGGCCCCGCCCCCTTCTTGAACGCCC
AGGTGAGTTCCTGAACTCTGAGCGGGGGGAGGGGGGGGGGGGGNCNTTTNAAAAAAGGGG
GGGGNNNTTNAAANGGGNNAAAAANNNAAAAAAAACCCCCCCCCCCCCNNTTTTTNCCCC
CCCCNTAAANCCCCCNTTNCNAAGGGGAAAAAAAAAAAAANNCCNAAAAAAANAAAAAAN
NCCCCCC
>BJ748120 ID   BJ748120   standard; mRNA; EST; 747 BP.
TATTTTTGACATGACACGAATTTCCCAGGGTGCAACAGTTTTGTCTGACAATCAGAGGCA
GTCCGATGCAGCATTAAGGCGCTGAGGATCGAGACGCACACGGCTGTCTTCAAACACTCT
GAGGTAGGAAAGAATGGCTAGAATTATGAATGACAGCATGATGTCATGCTGTACCCCGGT
GAGGAGGTGTTTGAAGCTGGAAGAAATGGGATCATTCGCCGCATAATAAAAAGCGGTGCA
TTTCCTGGTGTGGCTGCTGGGAGTTTGCTGAGTGTTGGGACTTCTTTGCTTTGGCATCAA
ACTCACTCCAGAGTTGTCTTTCATTTATTGGCCATTTATTACACTATATTGCACAAGGCG
ATGAACGCAATGTAGCCTCATAAAACCGTACAGTTCCTACCTGTCTGTTGTTCATTTTCA
GAAAAAAAAAGAAGAAATACAGCCAAGTGCTCAGTGTACACCCAGCTGGGAAGGAGTGTG
GTTATGGCTGCAAGGGAGCTCAGGGAGCTAACGGACTGAATCTGCAGTGTGCCAGCAGGT
TAATCAGCTACTAGCAGGGCTCCCTCCCTGTTCCTTTGATCTCAAGCTGGTTTCAGGTGC
CAGCCAAATGCACTCTCCTCTGGACAAGGGCCACAGAGGGAGGCATGACGGCTGAATGTG
AACGGAGAGAACGGCTGGGAAATTTTACATTTTAATTTTAATGCAGGTTAAGACGGTTTA
CAATCATATTTGCTTTTAGTTTGTCCT
>BJ748127 ID   BJ748127   standard; mRNA; EST; 340 BP.
CAACCCCCCACCCCACCACACCCCTCGCCGTCATACATGCATCATGTACATACACATGAC
TGTGACACTTTTGTTTTTTTTACAACTGCGGTATAGTTTCCAACATACAGAATGTTTACA
ACAATTATCCAACCACAGACAATAAAGTTAATAAATGATCGTTTGATTCGATAAACACAC
GTTCTCTAATGAAAACAGCTGAGTATACAGTACGTCAACCCGCGGCANGATGGGCTCTAC
GTGTCAGACCGCTCAGAAACATACAATGACTTTCCGGTGGCAGAAAACGCCGTGACACAC
AGTTCATTTACAGAAAAAGTTCAACACCCCCCCCCCCCCC
>BJ748132 ID   BJ748132   standard; mRNA; EST; 146 BP.
GAATGCTTTCTNCATGTGTGAGACACANTAAAATGTATACCTGTTGGAAACGCACTAAAA
NGCTCTTTTCNAGGGTTGTTTTTTTGTNNATNGGTTTATTGGTTGTGNTGGGTTCCCNCT
CGATCATNGTTCTGTNCNNTTTTTTA
>BJ748135 ID   BJ748135   standard; mRNA; EST; 765 BP.
ACTATCTTCAATTACTTAAGAAGTTGATTTTCTCCAAAAAAAAAGAGAGCTGACCATGGC
CCCCAAGAACAGCCAGGAATACGATGACCTTAAAAAGATTCTTGAGGATATCCAAGCTAC
GTTGTATCCCTTTATGGAACAAGTGAATGCTAAGCTAACTCCACTTATGGAAATGATGGA
AGAGTTCCCAGGATTTCTAAACGATAAACAAGAAAACCGGGTTGATATTCTGGAGAAAAG
ACTGGACGATGTGGAAAAAAGTTTTTTTTACTTTTGATACAGTACTTGATGAAATTTCGC
TATGAAAAATTCCTGAAACAGTGTTGTCTATTTTACTGATATAATATTATGTTTTAATCA
TATCAATGACTTTTATAAGTTATATAATCTGCATATATTTTAGATAACTGATCTGCATTT
GCCATGTTGATTTCTAAAATAGTTATTTTTTACATAATAATTAAATAATTCATCTTTGTC
ATGTGCTTTATTGATACTTAATGATTCTTAATTCTGTCTGATAAAAGCTAGGAACCGGAT
ATTGATAAATCATGTAATAAAATGGTTATAGTATAACGGGTTGGAATTATATAAGTTCGC
TTCCTTCCACTCCCTTTCAAGCAATATTTATTAAAATGTCTAATTATCCTAAGTTTGATT
AGTTACTGTATGAATGTATAAAAAAAATGATGATTTTATTGCTTTTGNGTATTATTTCNA
CTTAATTGCTTGAAATAAACCATTTCCAATCAAAATCAATAAAAA
>BJ748136 ID   BJ748136   standard; mRNA; EST; 752 BP.
GGCAACGTCTTTTAGAAAATAAAAAAAGTAACATTCGTGGTTATAAGGACACCAGAACTT
CTGCAGACAACATCAGGACAAAGAAGAGATTTCAAGTCAAGCAGGAGCTCTTCCAGAAGA
TCATGGAGTCACTTTCTTTTAAAGCAGCAGAATGCTGTCACAGTTTCAAAGCTTTAGCTG
AAAACTCTTACATTATTTTTCATGTTTTGGACTTTGTTTTTGTGCTTTTCTTCTATGATT
GGCGCAATTGTTTATTTGGTTTGTTGTAGATACAGAACAACTAGAAATACGTTTCCATGG
CAGCTGAGAGGGGCAGATGTGACGGGCAGAAGTCCTGGTCCGGACTGGCTCCAGAGTTTG
GGGTGGGCCGTTTCTAAGGGAGCATTGAGGATGAAAAACATCTCCTCTGTGGGCTCAAAT
GAAAGCAAATGTTCTTCTAAATGCAAACCGTCCGTCTTTCAAGCTAACGGGAAGGAGTCT
GACGCAAACACAGACTATGGGTGGAGCTTCAGTGCGAGCTGAAAGGATCAGGATGAGCTC
ATTTCTCCTGCAGCAGGGCGGGGATGTTGATGTTCCAGCCGATGGCCTGCCGGTCAAAGC
CGCAGGTGAACAGGTTGCAGGTGGTGTTGTCTTCACACCAGATGGAGCAGCAAACCATAC
GGCGGTGACCCTGAACAAAAGACATCAAACCAAAGCTAAACGTGAAACTTGTTGAGTTTC
AGGTCTCTGCATGAATGGACTGATTANCAACA
>BJ748138 ID   BJ748138   standard; mRNA; EST; 739 BP.
ACATGTATTGCCTCTCCTCTTAAACAGAAATAAATGCTGCACCTTCAATTTTGACAAACA
GATGTAAATTGGATGATGCTGGAAGAGGAAATGAACAGAACCAGAAGAGAAAATACAATT
TATGGTATCTGCTTTACTAATAGTATCTCTTGTGTTTCTCAAAACACACAAATAATATGA



ATTCTTGTGAAAATTATACAATACACATTCATCATAGTATAAGGCACAAAACAAAGATAA
AAAACAATGTAGTTTGACTTCAATACATATTTTCATAAACATATTACATTTAAATTAGTT
AAATGTAATCCTCAGAAGTATTTTTTTCAGACCCAAATTAAGATTTACGTATAATCTCTT
TTATTGAAGACTAAACTAAAAATATAGGTTTATAAATAAATAAAATGTCATGTGTCACTC
AATATATCTGCAACAAGACGTCTTATTTGATATCTTGCTTGAAGATGTTCCCTACACAGA
TTCTTATTAGAAAGTTTAACAGTTTGTAGAGGCCAAACAGTGACTACACACATAAATACA
TTGAGCTGGTTGTCATGTATGCATGTGAATGTGTAACAATGTCTTAAACAGCTGAACAAC
ATCATGTGGAAATCAAGTTGTGATTAGAAAAGGTTTTCCTTCAGGTGATCGATATTTACA
CATTAAAATCTAAAATTACTTTTCTAAAATATACTTTTAACTAGATGAATACNAGATATG
CTAAATCCTTTTGGAGTTT
>BJ748197 ID   BJ748197   standard; mRNA; EST; 757 BP.
ATTCACACTATGAGGTTCTCTAAATAAAATAAAGAATTAGCTTAAGTGAAAATGTACCTT
TAAATCAAAAAAAACCAAAAGATCTTTTATTTTCTGAAATGACATCAGGTTGCGCCAGAG
CCTAAAGATGAGCAAAAAAAATGACAAAACAAACCCAAAGAGGTCATATTTTTTGGCCCT
GTCAAATCCAGAATGATGTTTTTTTATATGAAAATTCACTTCAACGGCAGATTAAGAGGT
GTTTGTGTGTGTGGTTGACAGCATATAAATAAATAAAAAGTATCCCACTGCAGCCTTTCG
GATTAAGAAGCAATCTTTCAGCAAAATGAAATGCATGTGGCGCTGTCAGCAGACTCAAAA
ACACAAGACAGTGTTTGTGGAGTTATGGAATCAGAACTGGCCACGACGCGCCGAAAGCAC
TGCACGACGGCGAATATGAGAGGACAGCGTCTTCAGCCTCTGGAAGTCCACGTGGAACTG
CCAACAGAAGGCTACCATACAAAAAGGAAAATAAAAGGCATGGTGTTGGCGAGAAAAGAC
AGAGACTTAAGGCTCGAAAAACGGACGCAACAACCAAGCACTTCACCAGCTAGAAGCAAA
GGCAACACATGTGACCAAAAGCAAGCTGTAGCTGGAATCTGCCTGTGCTTGACTAATGTG
TCCCCTCGTCTGTCGCAGAACTGCATCGTGGGGTGGAAGGTTTCCTAAAAGCCATAGTTG
GGGTTTACACCTCAGCGCTGAGGTCCGTTTGGTTTCG
>BJ748220 ID   BJ748220   standard; mRNA; EST; 722 BP.
ATTTCTGGTTGCAGTCAGCAGGGGGCGGCAAAGTGTTAGTCCATTATTTGCTGCACTCTG
GTAAGCAAATCCTGCAAAAAGAGTTCCTGCAACATAGCTGGACTTTAAGAGCGACCCGGA
ATCCCGGCTGATCCGGTTCCGTGGAACTGATGTTAGGATTCATATACTTGTTCTCCTCAC
ATTTAAAACTTTGATCCCACAATCCTTCAAGTTTACTGAAAAGGTGTGAGAATTCTGAGG
ATATTAAATGAGCTCTCCATTTTGTTACTTTATCTGTGTAGCAATGATATCTGGATTTAA
TGAAACTGTATTCTGATTATAATCAATGAGTATCACATTACTGATGTCATATGTATTGAT
TTTAGTTAATGATCACCATATTTAATTAAGAAAATGTGATCAAAGTTTTGTTTTTTTATC
TGCATTTCATAGTTTCTGTAATGAGTTTGGTAAATCTGTGTGATTATTTTATTGTATCGA
CTATAATTAATGCTTGAAATAAAAGTAAATCGAATCAAACTTTCATTTTAAAGATTTGCC
CGTGTGTTTCTGAAGAGGTTGAACTGTTCATATCACAGCCCTCCTCCCCAGCTCCCCTGT
CGCCCCACCTCCTGCCTTCCCTGTTCCATCCCAAAACAGACAGGAACCTTAGAGGAACAG
CAGAACCAGAGCTGCATGACTAACGCTCATTCACCCTTTAACCCCATCCTACACTACAAG
AA
>BJ748221 ID   BJ748221   standard; mRNA; EST; 721 BP.
AAGATGGTCTGAAATGTCTGCAGACATTTAACAAATGAAGATTCAATGAATCAAAGTCTA
AAATCTAATAGTCAACATTACAGTGTCCTTTACATAAACCAATATTTTAAATATTCTATT
ATTTTAAATCATTGTGTATTTCTCCACTATAAAGGACATTTTTTATACTTCTGAACAGAT
TCAATTCCATTCCATTTTATTTCTTTAGCCCAATATTTACAACAATGTTCAATGTCAATG
GGCTTCATATTGGTAATTGTGTCATAAACATGATGTATCCATGATCAGAAATTAACCCCA
CGCCGTCCATTAGTTTCTGATAATCGATACCTTGAAGGGCGCCATCCCGGTTCTATCATG
GTCACTTATGACAGAAACATTCAATCTCATTCCTTGTCACAAATTTCATCGGAGTGAGTC
TTCAAGAAGGCAGCAAACGTATTTAGGACATGTGACCAAGGCAGAAAATCCAGTAGGTTT
TTTTTTGTCTACGGCCGGGTTCTAAGTGACTCACGGACCGGTGCCAGTCCACCACCCAAG
GGTTGGGGACCCCACCACCTTTTCCCAGCTGAACATAATCATTATTAAAGAAAAAAATGT
TCTCATTTCCCCTTGGTAGCACACACACCTATACACACACTCACACACAAACAAACACTT
GGTTCTGAAATCTTCATTATTTTCTCTAAATCAAAGCGTCTTTTAAGAAAACAAACGCCA
A
>BJ748226 ID   BJ748226   standard; mRNA; EST; 737 BP.
GCTGTTTTTTCTGAAACTTCCAGCCTCCTGATCGGATCAATACTCCACAGTATTTCCAAT
GTGAGACATCAGGCAGCCCATTAGGTACAGACAAAGGCACATTAAATAGAAATATGTATT
GCTTAATGGTAACACTTTAAAAAATAATTTAATTGTCCTCTCATTTACAAATTCTAACAA
ATCATTAATTGTCATAGATTTTTCGAAATAAAAGTGCATTGTCAGACAGTCGCAGACGGA
TTAATCAGGGCTGGTAGAAAGGCAGCACTCTGACAATATCCTGCCTGCAGATGGGACATT
TCTGTTGGTGCATGGACTGGAAGCAGACAAAGCAGCAGCACACGTGTCCACACTCCAGCA
GGATACAGTCTCGTGGTTGAGTGAGGCAAATCACACATTCGTTGGGTGGAAACGAATGAT
TATTGGCCTCATTTGGGGGGACGCCGCCGTCATTAGCTCTGAGCCTGGCTGCCTCGGCCA
GAAGCCTGGCAAACTCTTGGCTTTCCTGCTCCATCTCCCAGCGGCGTTTTAGGTGTTTGT
AGTAGCGTAGAGCGACCCAGAAGAGGACGGCCGCCCCGGCCAAAGCAGAGGTGGCTGCCA
GCACCTTCCACCAAAAAGCTACAAGACAATTCTCTTTGCAAACCGTTTCAAAGTCTGCCA



AGCTCAAGAAGTACTCCGAGTTGTCAGANGGGGGTCGAAGACACAGATTACCCTCCGTGT
CCAGTATCAACTCTCCG
>BJ748239 ID   BJ748239   standard; mRNA; EST; 102 BP.
ACCATCGAGGTGTCCAAACTGGACGGCAGCCAGCGCCTGGNCCTTTTTGATACAGACCTG
GTCANTCCCCGACCCATCGTCACCAACCCAGCGTATGGGCGG
>BJ748243 ID   BJ748243   standard; mRNA; EST; 307 BP.
TAAAAAAGNGCNCGCNANCATTTTTAAGGGGATGACANCTAGACCNGCNGGGAAATAAAG
AAATCNCATAATTTCAAACGCTGAAGCANTTCANTTCAANCCTAAAATTANCATCTACNG
CTNCAACCAAAAGCACANCTCAAATTATCTTATCTGACCACNCTGAANGACANCGACAAA
CGTTTAGCATCCNCNCTTTGCTATTCANAANATTGACTTTTGNCCTTCGNGGNCAAAGTT
TGAAAAANAAAACGCTTGANGGCTNCATTCAAACTNGATGCCCTGAGCCANAGGGAGATC
TTTGCTG
>BJ748244 ID   BJ748244   standard; mRNA; EST; 748 BP.
AATCGGATGCATACATAAAAAAATCCCTCTTCACTTATTTAGTAGAAGCACAAATGTTTT
ACTGACACACAGTATTCTATAACCATGGGGTTTCGGGCACCATTTAATAATCAATTCAAT
TAACATTACTTAATTACTAATTAATGTCAAAAGAACATTTTAAAAAGTGTTACAATGATT
GTAGATTACAACAAAAAGTTCTATGGTTTATTATACAATGTGGACTAATCACATCAGTTT
GTGTGTAAATCTTAAACAATTTTAAAGAAAATAATAAAGTAAATTTACAACAGTAGAGTA
TTTCATGTAAAAGAATAGTAACTACTGTATAATAAACAAAGGTTTTAAGCCACAGCAAGA
GCAAATTAATTAAATATATTTAAAAACCCACTCCTAATGAAAAATTTTGCATTTTTCTCA
TGATGGAGGACTAAGAAAATTAAGTTTAAAATTGTATTTCTGAGTATTTCTTTGTTCAAA
TCCATGTGGAGCAGACAATGCAGTTGGAAAAAGCTTGTGGCAGTGATGTGAAGCTACAAT
GGTAAGCCACAAATTCCCTGCTCTGCTCCAGCTACTGGGAAAGCACGTATACAGATGGAT
GATGGGATGTGGGTTTTCTCCATTCCAATGGTTCCACCCACAACTCAGAGGAGAATTTCT
AATAAACTTCTGCTGCCCTGCAGAAACTTTGTCCTGAAAACCTACAGGTTTTTAGACTTT
GGCTAAAAATAAAATAATTTTGGTTGAA
>BJ748257 ID   BJ748257   standard; mRNA; EST; 114 BP.
CACAAAACANCATCTTACTTTCNAAGTGAGGATGAANTTATGACGTAAAAATGTCCACAG
AGGGANTAATCTTTACGCTAAAACAGTTACTCCTCANTTTANNCNTTTTTGNCT
>BJ748258 ID   BJ748258   standard; mRNA; EST; 255 BP.
GACNACTCTATNTGAGGANAACCTGCAGTGANCCTTTTTGNGTAAAACTAACACTTGANA
AGGCTGCATGTCGGTTCAACTCCCCTTTACAAGCANACNAACTCTGTACAAGCCATCNGG
TTTTTANAATCCGNCTGTACAAAAGGATGAATANGCTGTGTCCTCCAACACCCTGCCCCT
CCNTCACTCTTCTGTTCCCCACTGNNTTCAATTATCTAAAATTCTGAGGCCAANAAAAAA
AAACCCCCCCCAAAA
>BJ748271 ID   BJ748271   standard; mRNA; EST; 108 BP.
GCCTCATTNGCAGGTTTGAATCAAGAAACAGACAAAAACTAGCCAGTAGGATTTNCAAAA
AAAAAAAAAAAAAAAAAAAAAAAAANAAAAAACTCGTCCTNNAAAAAA
>BJ748274 ID   BJ748274   standard; mRNA; EST; 270 BP.
AGACTAAAANGGTGTGATAGTGACCTTAACAAGTACATATAACTGTTACNTAATGCAAAA
AAAAAANGGCNNCTAANCATAANNGTATAAGGATCCGAAACCAAAACCAAAAAANCNTTT
TTNCATAAANCTNGAAANCANTTNCTTTNGANAATTATNCANCNGAANCANGNCTTTAAG
GCCGGGCAANATNCTANGATTTATNGAAAAATTNGCTTTTNGATNGTTACCCCCCANGNG
CANCANGGGAAAAAAAATAGGTAAGGTTNC
>BJ748278 ID   BJ748278   standard; mRNA; EST; 673 BP.
CGTGTCATCGTCCACATTAAAAATGGCCGCCAACGGCTGGAATTCACACTACAGAGACTC
CTGGTGGTAAAATGACAGAAAGAAAGAGCACCGCTCCAACAGAAAACCGCAGTGCTTCCA
GAAAACAGTAAAAAAAAAAAACNTCCNGCCGNGCANGGAGCTCCAGTCCATATGATCNCC
GCCTCAACAGCAACAAGCNTCAAATGTAACAAACCCGGTTCANCAAAAACTTAACAGCGA
CTAANAGGACAAAAGCTAANTCCCTGAATGGAAGGAGGGGGTGGGGGTGGGGGGGNCCCT
NANCAGGCCNCNCAAANTCAAANTGAAGCCAAACAAACGTCNNTTCCTTTACNCGCTTTA
CTCGTCGTCGTCTTCGTCGTCNTCTTNTTCGTCGTCCTCGTCTTCCTCATCGTCGTCGTC
GTCNTCNTCGNGGACGGGCACGGCCTTNTTGGCGGCGGGCCGGCCGGGGCCGCTNTTNTT
GCCGGNGTCNCTNTTCCCGNANCCCCCCTTGGNTNTNTAGGCGGNNACGTCCTTNTCGTA
CTTNTCCTTCANNTTGGCCNCCTTGGCCTCNTACGGNGCCTTGTNTTTGGCGCTTTGCGT
CNCCCACAGCTCGCCCAGCTTNTTGGCNATGTCCCCAATGGANATGCCCGGGTTATCCTC
CTTGATCTTGGNA
>BJ748296 ID   BJ748296   standard; mRNA; EST; 749 BP.
CGCGGCGGTCTCTCAGAGACGCCGTTTCCCCCATTTGGTCCGTCTGACTGAAGCTACATG
ATGCACGTGCCGTCACTCGGGTATTTCATGGACTCCATCTGCTGAGTCATCGCCAGGACT
TCGTGGAACCCGGAGCTGAGTCCTGACATGTGCTGGAAGTAGGCTTCCTTCTCCACCTGC
ACCGACAGATTGTTCACCCCCGCGTCTTTCAGGAGGGCCGTCACCTGCTGAGTGATCCTC
TGCTCCACCACGTCTGACATGACCTGGAGGTGGATGGTGCCGGCCACCATGTTTGCAGAA
TGTCTCCAGAAGTGAGCGTCTCTGTGCGACAAAACTCCTTCAAGCTTATCGATCTTTTCC



AAAGCGCCATTGAGCACCTTCTCATGCTCGGGAGGAGTTCGTAGAAGAAGAACCTCACAG
GCTTCCTTCAGGAGGGGAATGACGCTGAGGAAGATGAGAGTGGCGATGAAGAGCGAGCAT
ATGGGGTCAGCTATCAACCACCCAAACTGGCGGATGAGGAGGGTGGAGATGATGACGCCC
ACGCTGCCCAGGGTGTCGGCCAGCACGTGGAGGAAGACGCCTCTCATGTTGGCGTTCATG
CCTCCGGTCAGAGAGCCGTGGGCGTGCCCGTGTCCGCCATGGGCGTGGCTGTGTCCATGT
CCGCCATGGGAGTGTCCGTGCTCTCCGTGGGAGTGGCCGTGGTCGTGTGATTGGCAGCTT
TTACCGCCGTGGGAGTGGGCGTGACTGAA
>BJ748297 ID   BJ748297   standard; mRNA; EST; 743 BP.
CAGTAGGATTCAAAATTACAGTGCTTCAACTGCAACAGTTTAAGGAGTAGTAAGGGGGGA
AATGGAGAAATGACACACCAGTTGAGAAATAGTTTTTGAGCAAGTCATGCAAAAAGGTGT
GGAAAAGGCCACAAATATCGTAGCACCCTTTGTGGAAAAAAATAAATCGATCTGTCCATA
GGTCAGTGCAAAAATAGTACTTGATATATGCATAAAAAGAAAAAGAACAAAAAAAATGTA
TTTATATATTCGTTGACTGTAAATATGTGACTGACTACTGACAAAAAGAAGTTACAGAGA
CTTTAAGAGAGAAGCCGCTGACCCCAAGGCAGAGACTCTTGCACATCCAACACGACAGTT
TAGCATTGGTCTAATCCAGAACCGGGTCTCAAAAAAAGTCAAGGGGAGCAGACGCCTTTC
GGAGCTGTCAGTCAATATATGACGCCTCCAGAAGGAAAAACGGAGAGCACCATAATGAGT
GCCAGTGTCCCTTACAGCCCAGGAGCACACGGCATGCTTCATCTCCAATCAGAAACCGCA
GGAACCAGCCGGTTGGAGGAAAGGTTCAAGCTCAGATGATGAGCGCGTTTTTGTTGCAGT
GAATACAAATGGATGAGCTGCAAATGTGCAGTAAATGGTGATTGACATGCCAATATTTTG
GTGAAGTAGACAGCTGAGTGGAAAATTTTAAAAAAAAAAAGGAAAAATGTTCCTTTTTCT
TTTTTTTACTTGNCAAAACTGTA
>BJ748301 ID   BJ748301   standard; mRNA; EST; 738 BP.
GAATTGCTGCATGGACCTTTAAACTGCATACAACCAAAGGGTCAATAGTCCTAATCAGAA
GTACAGAGAAGCTCTGAGTGGTCAGATCCTTGAAAACACTCGGCCAATCAGAGTTTGTGT
TCAGGAATTTAAAACAAATAAAGGTTTGAACATTTTTTGTGACAATTGTACAGAGAGATC
TTGAATTGACCTTAGTTCAACTTCAGTACAACTTAGTGGTTCTTTCTGCGTTAGCATCCT
ATAATCCCAAACTCTTCTTTTTTTATGACAAAAGTATAAATATAATCCAGAAGTGTTGAA
AATTTTTTCCTCTTATTTAACCAAGATCAGGTGTAGCAGCTGCAGGGTTTTGATAGAAAC
GTTGCGGCGTGTGTGTTTTTTGTGTGTGAGTAGTAATAACACAACATGGAAGAAAAAAAC
CAAAAAACAGCAGATGCAAGTGCACATTTCTGCATGTGCTCTGTCCAGAGGATGAACATC
ATCAACTTGGTCAGAGTCCGTATTAGCAAGGCCTCATCGGAGATCATTGGACATTCATTG
GGTCGTACCATCTGGTGGAGCAAACAAGGGGGCAGAAGAGCAAGCGGAACAAAGCACAAA
AGTGCAAAATGGCTTTTTAAGCATCGAGTGTGATGCGTTTAAAGTCCTCTGATCGGTCAG
AGAAACTCAGCCTCGGCTCAGGCCGACTCCTTCACTTCTAGGACGTTTTATTCAACCAAC
AGCTGACTTTCCTGTAGA
>BJ748306 ID   BJ748306   standard; mRNA; EST; 602 BP.
AGCAGAGCATAAATGGAGAAAAAGACCTAACTTTCTTTTTTTAAACTCACATCCTGCAAG
AGAATAAATATCCTAAACAACTACACCCACAAGGTTCAGCAAATTGATATTTAGTGCATT
GAAACATACACTTTCTGTTGTGGATAGAAGATGCTCTGACAGGGTCACACAGGTTTTTAC
AGTTTGCTACATGAAGCTACTGAAGTTGGTTGAACGCATAAAAGCTTCCTAAACTTTTTT
TTTTNCCCCTNCNCNCTANCCGGAAANGCNCNCNTCTNGNCGTTTAANGTAAAANGGGTT
ANCANGACANCNGGGTATNGCNCAANAAATNCCNCNCCAAGAACATANCCTTNGAAAAAA
GTTTANCTNAAANGCATAAAAANGGCTAAAGGNCAGGGNCANGCANCCATACNCNCAGTT
TTAANCCNCANAGGTTTNCTACANCGGCTNGTTGAACATCNGAAAGGGTNGAGGACTTTT
ACTTTGNGCAAANAGCANCANCCNGNCGCCNANAATTAGGNCANCCNCAGGGAGGGGGGN
GAAAACACNAAACNGAAAANCCCATTTCTTNGNCCNCCNGGCTTTGAANCTATATNGACA
GG
>BJ748322 ID   BJ748322   standard; mRNA; EST; 126 BP.
GAAAANNGNNAAAAAAANTTNCAAAAGGGAAATTNCNAAANGGCNNNANNAAAACCNTTN
ACCNAANTTTTTTTTTNAAAAAAANGGGGNANNANNTTTAAANNCCCCNNNAAANNAANN
NTNAAA
>BJ748332 ID   BJ748332   standard; mRNA; EST; 760 BP.
ATCGCAGAACCAGAGGGAGGAGGCGCCCCGGTACGCTGCCATTCTGTAGCTTCTGCTGCA
AGCTTTCGCACATAAGGCTCATCAACAGTCATCAGGATGTTCTCCGGTTTGATGTCGGTG
TGGATGATCTGGCACTTTGAGTGAAGGTAGTCCAGCCCTTGAAGTACCTGTTTTATGATG
CTCTTCACACAAGCAAGGGGCAGCCCTTGGTAATTGGACTTTATTATCCATTTTAATAAG
TGATGGCCCAACACCTCAAACACCATACAGACATGAGTTCCATTGACACCAGAGATCTTA
AAGTCATCGAGTAACTGAACCACCATCTCACGATTTGGATCATCAGGATCTGAGTTTCTA
ACAGATTTAAGAAGCTTGATCTCATCCACCGCTGTCTCCGTGTAGTGCTCAGCGCTTTTT
ACAACCTTCATTGCAACAAATCTCTTTACCTGGATATCCCAGGCAAGCCACACCGTAGAA
AAGTGTCCCCAACCCAGTTTACGGATTACGTGATATTTTCCATTATAAAGGTCTCCTACT
TTAACGTGATGGTAGCCACCTTTGCAGTAGTCATTGGGGTCCTCCTGCTCCTCATCATCA
GAACCAAGGATCTCCTCTGTTTCTTCTGGTTCCTGAGGCGAAGGTTCTTGCTGAGGTTGA
TGTCGAGCTCTGTGATTGGGCGGCTGTTTTTTGTTGGTCTTCTTTGCTTTACCCCTCTTT



TTCCTTGCCTGGAGTGCTAGAACTTTCCTCTCCATGTCGA
>BJ748340 ID   BJ748340   standard; mRNA; EST; 143 BP.
CTCCANGAGCCGCCATGTCCTCTCTGGCCTCANANAACTCTNCCTCCTCNATACCCTCAN
CCANATACCAATGAANAAAGGCGCNNTNGGNGTANATCAGGTCAAACTTGNGGTCCAGCC
NAGCNCAAGNCTCTGNNATATNA
>BJ748363 ID   BJ748363   standard; mRNA; EST; 710 BP.
AACTTTCCCTCTAATAATACAAAAATTCTAAGAAGAANCNCCATTTTTTGANGTTANGGT
NGGCAAAAAAANGGCTAANGAAGTANGAANCATCAANCCNCTATATTTCTAAAATATAAT
TNGGAAAGAATAANCNCTNGNCCTTTTCNGGGTACAATATTTANCCNGCANCTATCTAGC
CNAAAANGGTATNGAANGCNNGTTTTTAAAANGAATAAANGGTTTTNCNGCCCAAANGTA
ATTTNCANCAGGTTTAANCNCCATTTNCNGNCNGTTNCATAAAAAAGCNCGACTAAGGGA
GAANCAANCNGCTAATTTTNGANCTATATAANCNGAAAAGNCCCCANCNCANCAAAANGG
CNCAGGACCTTTCTTTCAAGATAANCNTTNGTNCTATATTTAAAANGGTAANCAAAAAAT
ATNCTTNGGATTTNCTNGTTAANATANGGCANGANCCATTTAANAGACGNCNCGTNCCNG
NGCANGAGGANGCAGTTAGTTGACAGAAANGTTAAAAAAANGGTTTNCCAATNGGGACNC
TTTTTTNCCANCAATTCTAAGGCCTTTNCCANCGTTNCGGGTCAAACGNATTCCCNATTT
NCATNGCCCTTTTNGATTTGCTTTTTAATTTGGNCGATCTCATCTTCATCTGAACNGCTG
TACTTGTTCCCACCCTTTGTTTTCTTATTGTCTACATCTGCGCCATCGTC
>BJ748364 ID   BJ748364   standard; mRNA; EST; 733 BP.
ATCATTTATGTAAGACACAGAAAAGAGGCGTTACAACATATATAACAAAATAAATTAAAT
GGAAAAGTAACAGAAAATCAATCAAAAATCAAATTTTTAGTCAACAGATTCTTTACAATT
TGATATTATTGTGAACAAAAAGAGACACTCATCTGACAAAAGTATCCAAATGATGTCAAA
AATGTCTTTACATGTTTAAAAGTGTTAGTTTGAGTTCATAATACAAAGTTTTGTCATGTG
GGGAAACGTCACTCAAAATGAATCTTCACTACATTCGAGGTGCTGCTATAGCGCCACCTT
GTGGTCATTATAGCACACATAGAATCAACGTTTTAAAGAGCATCAGAAAAATCCCTGAAA
TGCAACATTTTTTTTTAAAATGTGCAATGACTTTCCATAGAAAATATAATCTTCTTCAAT
ACCACACAGCAAACCGGTATGAAATAGGACGACAGCAGAAAATATGGTAGCCCTGGCTGC
TGAAGCATCACCGTGTTTGTTGGAACATTCTGGCAGCCTTTAAATCTCACAGTTGTACTT
ATTTCAGTGATTTCACATAGCAGCTAACATCTGCTGACATGTGCTTCCAAAACACATTTA
GTTCATAGAGAATCACCAATTCAGATTGAAACAGCACAGCCAGCAGCCCTACATTTGGGT
TCACCGACTTCAGTGTTAAAGTCCTGATTTGATTACTAAGGTTACCAACAAATTACCCAG
AAATCCCGAGACA
>BJ748380 ID   BJ748380   standard; mRNA; EST; 814 BP.
AACTCCTCAGAGCTCTATGTGTAAAAATACAAACACATGATATAGAAAAAAAAGGAAATC
CTGAAAATATCTGCAGCAAAAAAGATCATTTCTGCATGAAGCTGAGAAGTTCTGCACTCA
AAGATGTGAATGTGGAGCCTGTGTTCGGTTCTCCAGGCCCAAACATGCAGCTCATGCGGT
GCTGCTGCTGGCTGGTCATGTGACTCCCTCTAAGGGCTCTGATTGGTGCTCTGGATCAGC
ATCTATAGCTCATCTCCTCACACTGCAGGAAGTCCGTCTCCTCTTCTCCTTCCTTGGAAC
CCCTCTGCTCTTCCTCTGTCATTTCCTCTTCCTTCAAGTTCAGACCAGCTGAGAAAAAGC
AGGCGACTGTGCTGACAGTCGGTTCTTCTCTGCCCATCTTCCAGTCCACAGCAGCTCCTG
GTTCTGATCCAACCCACGCTGTGTCCCGTTCTCCTGCCATCGTCGGATCCTCTGCCTCGG
ATCCTCCACTTGTTTCCAGACACATGGCGCCCTCCAGACCCGAACATGTCCCCATAACAG
AACCAACATCCTCTCCTGAACCCAGACTTCTGTCCAAACCCAAATCTGGCTCTGACTCAC
TCCACCTTCCTCTGTCTTTTCCAAGCCCAGTATCCACATCCGTCTCCCGGAGCGGTCCAG
GATCCAGATCCCTCTCCCGGAGCGGTCCAGGATCCAGATCCGTCTCCCGGAGCGGTCCAG
GATCCAGATCCNTCTCCCGGAGCGGTCCAGGATCCAAATCNTTCTCCCGGAGCGGNNAGG
AATCGAAATCNTGCTCCCGGAGCGNGGCNGGATC
>BJ748388 ID   BJ748388   standard; mRNA; EST; 699 BP.
ATTGCAGAAATGCAGTCAGTGTGAAACTCAGTAAATACAAAAAAAACATTCATTTTAAAA
TGTTATCTGGTGCANAGTCCGACATTCATCCATAGTTACATTCACTTTTTTTAGCATAAA
CAAATCATAATTACAAAAGTTGAAGAAAATCTCTATAATTTAACAACAAGCACAACATTG
TAGCTGTTCTGGTTGTTTTTCTGTTTTTTAAAAATGAAAAACTTCTCCTTCTGTTTAAGC
GAAAAAAGCCTGAGGTTGTAAGGATCTACAGAAAGATCAGTTCTGTTCTAATTGTTACGA
GCATAGGAGTTATCAGTCATGTCAACCCCGCCCCAGAGAAAAACATTAGGCTGAAGCCCG
TCTATAGAACCTTTTATTTGCTAGAACTTTGATCTGGTTATTGTTGTCTGGAATAATGCT
TTCACATCGTAGCTGTCGCCGGCGACAGCAAAATTACACACGCTCTTCCAACGACAGTAA
CTCTTCAACTCTATTCTGATCTTTATGAAAAGAAAACTTGGAATTTGTAGACGGCAATAA
CTTTCACTATTTAATCGTAACTGACAACTACCTTGAACATAAAAAACCGTAATCACAAAT
ACCAGTAATGGGGATTGACCCGTACAGGTGTATGCTGCAGGTTTTTTGCTTGCCCAGGTC
TGCGGACAGTTGTAGCGAGCAGGACTTACATTTTAAGAG
>BJ748397 ID   BJ748397   standard; mRNA; EST; 762 BP.
CAGATTTTTCATACAATGTAATGACCACTGATCTATTCAAGCAGTGCTTTAAAAATGTAG
CTAGTTAAATCCAGCTGGGTTGTATCCTGAATGACATCACAGCCTAAAGAGGCCTCATAG
AGGCAACAAATGCCTTTTTTTATTAACAAGAATATTTATTTATCACAACTAGTGATCAAG



ATTACATCTAAACACAGTTATGACACTCTTATCAGTTTTGTAGACAGCAAAAATCAAATA
CGACCAATCACATGATGCAAGTGATGCAAATGAAAGCTAGGTGTGAGATTGTGTTAATCT
TTTCCTTTTGCTGTAAAAGCTTAAGGAACGCATTGCATACTTTTCTTTACAGTACAAAAA
AATTGACATTCTAGATATCTACAAAATGTCAAATCCACACTGTGGAATCTTTTCATGTTT
AGGGGGTATAAATGTGCGTTTGCAGGTTTTTCTTTAAGAGCAATGGTGATAACAAGAGCT
ACAGGCTGTGATTGGCTGGGATTTAAGCATGGCCAAAACACAAAGAAACAAACTGTCCAT
ATAACTTATTACATGTTCATAAAAAAAGTGTATTTTCACAATAAACTAAACATTTTACCG
TCCAAGAGATTTCCAATCAAGGAGCAATAAAAAGTGCATTGAATAATTAAACAAAAAACT
GCATCTCTCATTTTTTTCACAATACAACTGTAAAACAACTCAACACTTAGAACAGTTTAT
AAAAAAAATAGGACAAATGGGCCTCAATAAACTGCATTGTAG
>BJ748400 ID   BJ748400   standard; mRNA; EST; 725 BP.
ATTCAAGCAGCAGCGCATGCAGTTTGGTTTTGACGAGAAGTATGTGGCTGCAGAGGTTTT
GTTTTTGTCTGCTTTACTTTAGTTCTCAAAACGCAGCCTGAAGCTGGATCTGCCACAAAC
CTGCTTCTTAGATGAGGCAGTTCTTGAAGTCAACTGAAAAATTGGAGGGTCTGCAGGGGT
TGGTATTTGTGACCAACAATGAAAAGGCAATTCTGTGTGAGGAAAGTCATCATTTATCTT
TACAGACCTTCCTCCACTCATCAGTGTTTCTGTGCACAGATATGTTAGGATTTGGTTGTA
TTTACAGTTCATCTCATGTATTTTTAATTCAGGATTTAAAAGAGTAAAAAAAAAACAGTT
AAAAAAAGAAAACTTTCATCTTAAAAAAATCNCATTATGTCTATAAATGAAAGCCATGGT
AAATGACTATAGTTACTTGGCTTTTTTATTTTTTTGACNCAATATTCTTTGTACTTTTAA
CTTTAGGAAACAATTGCATTTTCTAAAATAAACATTTGGATGTACCCACATAATTTTTGT
TTATAAGTATATTGTTTTGATTTACTTGGTTTGACCCATTAATATAAATGTATTTCAATA
CTTTTATATTTTAAGTGTAAAAATTCATTCATCTTCTAATTTGTTTTGNCCCTTTCGGGG
TCACTGGGCTGCTGGAGCCTATCCCGGTCACTTGCAGGCAAAGACTGAGGACATCCTTGA
CAGGT
>BJ748407 ID   BJ748407   standard; mRNA; EST; 723 BP.
GTCGTTTCAGGTGATTCCCAACAAACATCCAACTCAGTTTGATTCATTACAGACGTTTTA
TTCCAGTTTGGATCGTTCCAACAAGGCAGAATTGTCTTCATGATATTACAACAACAGAAT
TCTGGTTTTAGCTTTTCACATTTATAAATACATATCAAGGTCACATTCAAAGTTCAGTGT
CCCCTAGAGGGAAAAAAACTACAGTTACCCATTAGGTTAGCATTAAAGTCCCACTCTGAT
CATCTTCTCATCTATTATAAAAGCGTTCCCAGTGGTCTTGTTTTTTAGCCAAAATTAAAA
ACCTGTGTCCTTTGTAGGATTTTATACTGTTGGAGTGGAGCAATGCCGTCCCCACTTCCC
GTTTTCCATTTACGCTCTGTCCCGCTAGCTTACAGCCCCTCACAACCCCAACCTAAAATT
ACCAGTGCAACAACAATTGGGAGCAATTTGGAGTTATCCAACTTAGATGGGGAAAATCAA
GGATCTATTTGTCTACAGGTGGATCCATCAGAATGGAGCAGAGCAGGAAACTCCTGGCCC
GTCCATTGTAGCTTCTATGTAACAAAGAAGCTCTTTTTCCAATGATATTATTTTGTCTGC
TTCCAATTCACAACAATTTGAATAAAGAAATACTCAAAAATGCTTTTTTCTTTAGATGTG
TCCTCCATTATCAGAAATAATAGAACAAGAGCATAAAAGCCCCAAAAATACTATTTCAGA
ATG
>BJ748408 ID   BJ748408   standard; mRNA; EST; 759 BP.
CAACTCCTCACTAGACTAACACAACACAAACCGTAGCATCACGCACACACACATTTGCAT
AACCTCAAGCGTCTTCCCGGGAACTGACTTAGAACAGAACAAGTGGCTGACCGTTAGACC
CCTGTGTCACACTAAAGCATTCTGAAACACCCAAAGAGAAGGAGGAAAACTGAGGGAACT
GTTCGTGTCACGTTGTTTTCTCCCTCGAGATCCAGAACACAAACAGAGACCTGCTTTGTG
ACCAAGGCCTGACCCCCCACAACAGAAGTGGACCTCAGTCCAGAGTCTGGCTGGTTTGCT
GCTGTGATCCAGCTGCTGAGCTCAGTCATCAAACTAGATTGGTTAAACTGTGCTGAGGCG
GCTGCTTTGCTGTGCTGCGTCTTCGTGTGTTTGGTGCTGTCAGAGGCGGCTCCTGGAGAC
ATCAGGGCTGCACGGAAGGATCACTCTGATGATTCTTCACCATGCACTGGGACAAACCAA
AGTGCTGTAGATGACCAGCACCTACGTTTGTCAGACAAGGAAGCTTCAGGTGAAGTAAAC
ATCTCTAAGTTCAGAAAAAGTCCATTAGGTGTGGACATCTTGAGGTCGATGGCCTGGCGG
GTCGGTGCTGGGAGATGCACACACAGCGTTGACGTCAGGGAGGCGCTGGATTTCATCTGT
GCAGTCTTCACACTCAGTCACTGACACAATCATCCACACACACACTTATGTCTTCAGGGC
TCCCTCACCTTGTTTGGAGGGCCGTCACTCTTAAAGCGG
>BJ748413 ID   BJ748413   standard; mRNA; EST; 146 BP.
CNAGAAAAAGTGCTCANNCNTGTTNACAGGCAACGAGCANNCGGCGCATCTTCCTTCNGT
CTCGGCTCTAGTGNTGCGTTGTGTTGGAAGACTGTCGACTTGATGACATTTTACATACTT
GTTTGGCACTGCATTTTNATTTTANT
>BJ748424 ID   BJ748424   standard; mRNA; EST; 735 BP.
TTCATTGCATCAGAAATGATTATTATGTACATATTTCTTTTTCAAACGCTGCATACATTT
GGTGAGCCTGTGGTTGAACAGCTTTTAAGTCCTGGAATGTGCGCATCTTCGTCATTGGTA
CAATGTGATTTAACCCCCCCAACCGCCACCAACACCACAAATAAAACACAAAGTGTATTA
ACTGTCCATTCACAAATACATCTCACTCTTTGGAATGCATGCAACCACTGAGCACATATG
CAGCTTCTGAAATCAAACCCTTTGAAGGGACTTAAAGCAAACAATTAGGGATAGTTTCAT
TTCTTCAAAGATCTCATCATATTTATATATGATTAAAACAAACCAGTAATAAGGTAGCTT
ATCAAATGCATAGCATTTTATTTTTTGACCAAAACCGCATTTGTGGTCTTATAAAAAGTC



TATGTACAGTCTATGTAATAGCTAAAAAAGCCTCACATCAAAACTTGATGTACTTTGTTT
GCCTCAGTTAAATCATGCGCATATAAAATAAGCAAAGATTCAGTAAAATGTTAAAAAATT
CATTTGAATTTTAAACAACTTTTAAATCAATTCAACAATATTTTACTGGAAAAAGTAAGT
TGATTTCTTTAAACACTGAAAAACCGTAGGAAAAAAAGTCTTAAATTTATCCAGACATAA
CATTAAAGTGAATAAATCCAAAAGGTGGACTCTTTTAGTCAAAAGTAAAAACTGAAATAC
ACATTTTACAACTGA
>BJ748458 ID   BJ748458   standard; mRNA; EST; 137 BP.
AATCTAAACAAGAATTAAAAACAAAAAGCATGAATAACAACCTCAGAAGTCATTCCTCTC
AGTTTAGGGACGTTTCTTAAATGATAAAAGCAGTTTCTGACTAAGTTAATTGATGCTCAT
CCNGGGACATTGGTCAA
>BJ748462 ID   BJ748462   standard; mRNA; EST; 746 BP.
ATTTCAGATCATTAAAGCTCACATTCATTTTGACTGATCATCATTGACATGCATTGCTGC
ATAGTGACAGCAGCATCAGAGGCAGTAGGGTTTTTTCTCCCTCTCTTCTCTCAGTGCCTC
AGTACAGCTCTGGAACAGTGGAATGTGCTGATACAACGGCATAACTATCAGAGAGCAGCC
CCCCTTTCTGAAGGCTGCCGGCTGAGGCGGCTCTGCCGCTACACAGCATCTGTGACCTGC
ATTACTAATAGCAAGACGAAGAGCAACATCTGCACAGACGCGGCTGCTTCTGAGCACAGA
GGAGACGTGGAATATCCCAACATGATCAGATTTTTTTTACCTGAGCCTCTTGCATACGGT
GTTGATTCAAACTCTGAACATACGCACTTCCTTGTCTGGTCACAGATGATTCTTTGGTCT
ACTTAGCTGTTAATTCATTTAAAATGATTCGTTATATAACCTAAAAACATAACAGACAGT
CCATTACAGAGTTCAGATGGAGTTAATGGATCAGCAATTAGATTGTTTGGTATATCAGTC
AGAGAAGGGGGGCTAATTTATGCCAAAAAGAGAACATAAATTCATTATGCACCATCTGTC
TGCCTAATGCTACGACAATATTACATGCTAAGACTCCCCGCTCAATTATGAGACGCTTTT
AATTCAGAGAAATTGCTACATGAAGCTCAATCTTTTAATCTTCTTTTTTTAATAAAACAT
GATCTAAAAATGAAAAAAAAAAAACA
>BJ748474 ID   BJ748474   standard; mRNA; EST; 490 BP.
AGAGTAATGAAAATGCACATGTTCAGGATTCTGGGGTCATCAAAGGGGGGGGGGGTTCAN
CANCANCAGGGNCGTTTGGGNGGAACTGCTGAGNGCCCCTGAGTAAANCCAGGACTNCCG
GGGTTGTTGNGATATAAAAAGTTAACANATNCCNGACCTTTTCATGACANCAGGGGATGC
AGTTTACTTTTTTATGTNCANAANCNTGAANGGGGGGGGGAAGGGGGGTNCAGANNCNAA
NTTTAAAACCNTGAAAAAATAAAAGNCNTTAGTAAAAAAANCNTTTGGGATATAAATATG
AAAAAGTAAANAGGCTGCTATGATNCAANCCCTTTTATAAANCTTACNTTTGAAAAAAAN
ANCNGGCTAAAAAGGAATTGGAAAANCTTTNCANTTAACCCCTAAAAAAGGANCTAATTT
NTTTTGAAAANGAAAAAAAAAANCAGTAANTTTAANCTTTTTGGAGCCCCAAAAANCTTT
GAAAAGCCAT
>BJ748488 ID   BJ748488   standard; mRNA; EST; 768 BP.
GTTCAAATTTGCCATCACAGATCTAAAAGGGAAAAACAAAAAACAAAATAAAACCCTGTT
TTTTGGAATCCCTTCTGAGTCCTGTTTTTAAGGGGACATATTTTAAACTTTGCAGAGACA
CTGTTTTGCATACAGAAGATTAATGATCAAACTGCTTGGAATTGAATCTACTCATCGGGA
ACAAAACAATAGTGTCATTTGTCAACAGATGGATGATATCATTTCTTCTTTTCATTATAA
TGTGCGGTTATGGTTTCCAAAAGGGACTCACCCCTGCTTTCTGTGATGCATTCTAAATCT
TTAGTGCAAATCTTCGACAAACAAAATCATGGAAATGAAATGAACCAAGGACTTCATAAG
GCAACAGTTATAAATATATCAAAAATAGTCATCAGAGAACTATCTTTGTTACAAAAACGG
TACAAAGGCTTTATCCTGTACCAGCGAGAAGGACATGTTTTTCAGTTCCTCGACTGATTT
CACAGCCTTATAACCCAATTGATTAAGTACTTTCTGACAAACTGTTTGCGTGAAATCTAC
AATGTCATAAGATAGTTTCAAACGCCAACTTTCTGCGTTAGCTGCTGAGTCCCTCACGGT
TCCAAACTTGTGTTTAGCTGAAGGCTCATTGCTGCCTTGAGTGTTTGTACGTATCCNGTG
TTTCACATTTTTATCCATAGATAATCCCAGGAAGTCATACATCTCCTGTGTCTTGAGAAG
TGGATTTCGAGCCAAATCCTCGTATCGAACCACCATGTATTTCCCTTT
>BJ748490 ID   BJ748490   standard; mRNA; EST; 481 BP.
ACNTAGGNNNTGGANATTTTATTGCAAAAAATAAATAAGATTTTACACCCANCAAAGAAA
TATTGCACTCTTGTTTTGATTCAGAGGCTTTTAATTAATCTAGGTTCAACTTGCAAGCAG
TGCCTCCCCCACGAGTACTCTCATAATATCACTGCAGGTTACAGGCAGGAACTATTCNCA
AAGTACTCAGGTTATCCTTTCATAACTTCATTGTGTTTTTCTAAGTTTCAAAATAGGCTA
TCGTGGCAAAAAGTATTTAAGTCTGACATGTTGTTGTGTAAGATTCTAAATCCTAACAGT
TGACTGTANCGATGTCTTCACNGTATCCNTGGAGGAAACAGGCTCCCAAACCTACATTAA
CACATAANTCTGAAGAGGAAAAAACGTTTTGTTTTTGGCAGCAACTGTTGGCACTTTGAG
ACTGAAGTGACTTTGACAGAAGCGCGGTTAAATAAAGGAGGCACAACACGTAATTGTGTA
C
>BJ748498 ID   BJ748498   standard; mRNA; EST; 546 BP.
TACATNACAGACAAAAACAAANCACTGGACATGGCAAAATAACAAAGAACAGATTTTATA
TTGAAGATTTATAAGCCATTGGTTGTAGTTTTGTAATACTACAGCAATAAAGGACTAATG
AAAAGCATTTTTCTTCTCAAATGAGTGATTTTAACAATATGTCTACAATCTTTCATTCGT
ACATGTGACTAANAATATGCTTTCCGTAAATGACAGTACTTATACCTACATTTTAATAAT
TGAAAATACATGGATGACTTAGCATAAGAGTGAATTATTGACTTAAATTGAACTGATATC



TAATAAGATTTCATATATTAGGACTTAAGATTTAACACTTCAACTGGATCCAAAATACAG
ATATGTACAACCGAGGCATCAAAAGGAAACACAAATCCGTTCATCCTCAGGCCTATAGGT
TCACTCCAAAAGGCGCCTTTTTAAAAAAAAAAAAANCAAATANCCCCTTTAANCCTTTTT
NGCAAAAANGGCANCNCANTAAATAAAACAAAGGGCCCANAAGGNCNGANCANNCTAAAG
TAANAA
>BJ748502 ID   BJ748502   standard; mRNA; EST; 713 BP.
CACGTGGAAGACACATTTGATATAGAAGAGAGGGTGTACAGAAAGAAATGAACACTTTGG
AAAGAATAGGGTCAGAAGTGAATTCAGAAACAGAGGGAGAGAAGATAACAACGGAATAGC
CAGCAAGTCACAGAGGTTAGGTTTCTGAAAAAACAGCTATTTGACAGAAATGTATGTTGT
CACCAACGGAAGAGAAACAGCTCATCGCACTGACGGACACACAAACAGCCACCACCAGAA
ACTGTCAACACCCCACAGTCATAAGAAAATAGACAGCAGTTGTGTATAGAGAAATACTTT
TACATGTACATTTTTACAGCTCTCTTGGGATCCAGAGGGATGCAGAATCTGGAAGCGTGT
TGGCCATGTGGACTCTGTCAGGACGCTGCTGCACAGCGCTCGGAGCACGCCGGCCTATCC
CTTCCTCTGCTCAGTTCACCGTCGTATTGCTCTAAAACCAGAGGAGGGATGCGTGAGGAT
GTGGGGGACCGTGTTTGGTCAGAACCAGCCTCTAGTCAGAACCAGCATCTGGTCAGAACC
AGCCTCTGGTCAGAACCAGCATCTGGTCAGAACCAGCCTCTGGTCAGAACCAGCCTTTGG
TCAGAACCAGCCTCTGGTCAGAACCAGCCTCTGAGAACTGCAGCCAAACGCCTCCGGATC
CACAGCTCCACGCCATCCAGCACGGAAACCGCCACAGCCCGTCCAGGCTGAAG
>BJ748517 ID   BJ748517   standard; mRNA; EST; 569 BP.
TTCTGAAACTGGACTGAACTCTGACCAGTAGCCCTGTAAATGAACTTAATCTGCTGTTTT
TGCTGAATAAAAAGTCCATTTCAACCCAAAACACCTCATGAAGACGCTGCCATACCGCGA
CCTGATCTGACAATCTGATACTAAAAAAAAAATCATCTTAATGCATTTGTCCAGCTCAAT
AAGGTTTCCTTCTTTAGAAAAAAACAACTCAGAATTCTCCCCTTATAAAAACCCCAAAAC
AAACATGTAAATAATAAAATTAACCGATTAATCATTAGACAAACATATCAATTACAAAGA
TACATATTTTCATTACAGCACATTCAATCTGCCAAAAAAAGGTCANGGTTACAAAGTCAA
CAAAGATGCTGCCATATATATNTATATAGAGAGAGAGAGAGAAAGAGAGAAAGAGAGAGA
GAGAAAGAGATGTATATACANTGATTTTAGCATTCATAATTGCACTATGCCTCANTTCNN
GTCAATTACNGGCTTATTTTCTAGAGATNGGTACAAAAAAAAAATAGTTGAAGTATTTNG
GNGCNGGGGGNAAAGANACTTNNTTTGGT
>BJ748527 ID   BJ748527   standard; mRNA; EST; 218 BP.
TCCCGGTCTAACNTGAAGCGTAGATCNCAGTATGAGCTACTTGTTCCTCTGGAAGTGGAG
CGCATGTTGGTGGGTGGGGAGGAGGGAGGGGCAAATTANGTTGAAGAGGANGTNGAAAAG
GCACTCTTTAAACTTACTGTAGCCAGCGGGATGACCTCCTAGTGGTTANAGGNAACNNAT
CCCAANCTTTACTGTCCCNTTTGCNGGATGGCTTTGTA
>BJ748529 ID   BJ748529   standard; mRNA; EST; 361 BP.
TATTTACAGGCAGGCGTGTATTTNCAGCATTGACAGACAGAAGCCGACCCAAAGGTTCGG
CTGGNAGCGGCGGGAGAACCTCTGCAGACGCNAGCGCGGNTCCNCCCATCGGGCGGCGCT
CACGGNCCGCTGCTGCCCTCANACAGGATCCGGCTGGGCTCGGTGAACTTGGCNGTGGCG
ATGTATAANANGGTGGGACCCGNAACCAAANNCAGCAGCNGCNGCGCCACCTCCAGCTTG
TCCAGCAGGGANATGNANATGATGGCNTAGGCNTGCANCNCCCAGTGGNTGAACANAACC
ACCANACGCTTCTTCTTGGCCACCAGAGTTTTGAATGACTGGATTTTANAGACCGACGTG
T
>BJ748543 ID   BJ748543   standard; mRNA; EST; 242 BP.
AGCATGGCATGACNAATATTANGCTGCTTGTCCCTTAANCTTGTANCTACAGAAACCNTT
TCCTCTCTTAACATCTCATCTGACAGGCATGGTGCTGNCGCCTCGGACTTTTGATGTAAN
ACCAANATTTAGTAAACNNCTCTTTGAGAAAGCCTCTCCTGTGAATTGNTACTTGATTAC
CATGTNTATGTAACCACAGATGCCNCATTCATCNACAGAAACATCAAGTGGTTCCTGACC
AA
>BJ748548 ID   BJ748548   standard; mRNA; EST; 723 BP.
TCTTTNTTATAGCTTAGGAATGTTTTGTCNCAGATGTTTAATCANGANTNNAATAAGTTN
NCGNAAGATTATGTCCAAAAATACNTTTTCAAGAAAGCATTTCAGCTTGCNAACATCAAN
AGATATTANTAGGTTAAAGAGNTGGAAATNCTGGANCAGTNGATCCAGGGATGTACCNCA
CTGTCATATTTNANTAGCNACGCTATTTTCCACCTCCCTTGGGTTCANATNTGTGTACGG
CACCTCCNNNTTTTTATTTCNGGCTATAATGTTGTTGCTCAGCTCCTCCAGCTGTGCTTG
ANAGATCTTTATGAACTTCCTGGGAGNCTCCNCAGTGAAGTGCTCCTCAGGGTACACGCC
AAGGGGAACAAAATCACTTGACTGTTGGCTAAGAAGCCACAAGGTGGCCATGCCCTGAAC
CGTTACGTTGATGTCTGGCAGAGTTTCCAGCATGGTGGCTTCATTTGCTTCCCCTTTCTT
GGTTGGTGGAGGCCGTTTCAAAGAGATGGGAGTGTTTGGCATCCAGCTACCGTAGTCATA
CTGTCCACTGTTGACTGCAGCATGCTGAGCGGAGCCTGTGGCTATCACCATGGTAACAAA
TTTGACCAGCTCCAACACGGTTGTGAAACTTTGCGGAATTCCGGTGCTTGCTTGTGAAAG
GAATCCATGTTTGAAAATGTCTGAAATCCACTTCTGTATTTCTTTCCAAGATGCAGCTTC
ACC
>BJ748557 ID   BJ748557   standard; mRNA; EST; 704 BP.
ATTTTTCTTTTTAAAACAGGCATCTGATAACAAGGAAGGCAAAGGAATAGCATCATTAAG



ACAACATTTATCACATCAAAGGTTCAAACATTTTTTAGATTAAATGAAAAACAGAACTGG
AATGTTCTCACATAAAAAAAAAGAGAAATTCATTCAAACTCAAATGATTTGTAATACAGA
ATTGTGCTTGGGCTTCTGTCTATTAAACTCATTTTCTCTCTTTTTTAAAGGGGAATAATT
TGTCCTAACTGTGGAATTTTAGTTGGCAATCATTTGTGAATAAGGTTTGAAGGCATTAAG
ACAGGAAAGAACATGAAAAAGTGTTGTGTACACAACAAAAGCGCACTGTGTTGGTGTCAT
CAGTGTGGCTCCAAGAAATGGACTGATAAATGTCCCCTAACTTGTCCCTGATCCTCCACT
TGCACCAGAGACCCCTGAGAAAGGCAACGACAGGAGGTCCTCTTCAGTTGGGCTACGATT
TCCAGTTTCACACAGATACCCACAATGCACTGCTGGACATGAGGGTGCCCATTTGTGCAG
AAAATCATGAGACGTGCGTCTACCTATAAATAAATTAAACCTCTCAGTTTCAACTGTTGT
GCGGCTGTTTGGTGCGACAGCAGCACAGTTGCGTTTGAAGGAATGTGCACGAATCGAAAA
CCCTCCATGCTCTGGTTCCAGTCCGGATGGGATCAAGCTGCCAG
>BJ748563 ID   BJ748563   standard; mRNA; EST; 748 BP.
AGCTTTTTCCCTTTTCANGAGTCTGCAGTAGTTCTNGTTTTACCAGTGAGTTTCAANCAG
ACNGAGAGATAGTGNATNTTGAGCCGAGAAAGAAAANAANACNTGGTTAAGANAGTTACA
ACTGCGAAAAGAANGAANGGAAANAGAGAAAGAATTAANGAGAACTGCCAATACAGAATC
GTCTTAACAACATGTNATNGGGCANACNATGAAAGCACAGCCCAGTAATATATTNCTGTA
GGTCATATTATTACCAGATAANACAATAAGCATATTTTAAATATACCTCTTTAAAATAGC
ATTGTATCATTATTTTAATATTGNTTTCANATTAAACANTTACCTTCNAGATTATAACTA
ANTAAATCNCATGCNNAAAGATTACATGGACNGATGANATCGTTTGCTGTTTGCAATTAA
ATGATTTTTTTTCATCTTTAATACAGACGCGGAGAGAANANTGANNAGAGACTTTTTTTT
CTTNCTNTCTGTTCCTTTTANCTTTTTGTGTCNTTAAAATCTCCTTANTAATTGGAATAT
TTATCTTNATTTGTCANTTNTGCTNGTTCNTGATCANNAGGTACATATTTGTGTACGGTA
CATTTTANTGTACATTAGTTTCGTTGATGGCATTTTGAGTCTGCCTGNGTTTCANGTCAT
TTTCANGAAANGAANANGAAGTTGGANCTGGAGTTTGTACCGTGTCTGNTTNACTGTCGA
TGTGGTTTCAGNGGNATNGCTTTCCTTT
>BJ748580 ID   BJ748580   standard; mRNA; EST; 352 BP.
AGACAAACATACATAAAAAAACTGGTCAAGTTAAAACACTGGAAAGAAAACAACAGAAAT
CAATAGCTTTGAACAAGAATATTGACTGTTTGCTTAAATACTTAACTTAAATAAAATTTT
AAATTTCATATAGATGGTCAGTGGTTACACGGGTTGCTTTTTTTCAACACCACGCCTGAG
CTGACTGTAAAGCTTGTGCACCCTCTCTGGATATAGATCGGCCAAGTAATGACAGAGGAG
GACGAAATAGAAAAAAAAAAAAAGTTAANCCCCTTTGANAANTTATNGGATATNCAANCT
ATNGGGNAGNANTTTNCTNGGAGGGNAAAAAATNCTTNGTNCANGGGGCATA
>BJ748589 ID   BJ748589   standard; mRNA; EST; 755 BP.
AAATTGAAATGGTATTCAACTTTTAACACAGACTTCAGCAGATTACACACAAATCTCAAA
ACTAAACAAAAAAAAGAGTTTAAAACAATCACTCTATCTTTTTATTATTTCAAATATGTA
CAAATTAAAATATTACATAGCAATGTTTGCAGCTTTTCTTTGGCTCTGTACAAAGTTACT
CTTAACTAGCCTTCCTACTCTGGAAGCAGACTTAAGGACACTTAGCTAACAGGTTTTAAC
TTTAATTCATCGCTCTGTTTTCCTCTTTATCTTGATAAAACTAGTTTATTGCACAGTTTA
CTCTCAGTTTACTCTCATGTGGTCTAAGTGTTGAAAAAAATCTACTGAGACTCAATAAAA
GGATGGTTAGGTTTGCTGATTTCTAATCAGAGAAATGAAACCAGAGACAATTGACGTAAA
GGAAGAGAAACCTAAAGCAAACTGACGTTTGGTGGCTGTTTCTTCATTTTCGTCATGATC
TAAAAGCCACGTGTAACCAGACTACTACACCCCCACCCCACCACCACAGATAAAGGTTTT
CACAGCCAAAGTGAATCCTTAAAATTAGTGCATTTCCATGAATCAGAGGTAATCAGCAGA
GGACGCGTCTGCTCTTCAGTCTGTGGGCTCCTGCAAGGACGAGTAAGAAACTGCCCCCTA
CACGTCTCCTGTGCCCTGCGCCTGGGCTGCAGCGGTACTGATGTACTGCCAGCTGAGCAC
AGCCAGCAGCATGGCAGCAGACAGGTACATTGGAG
>BJ748596 ID   BJ748596   standard; mRNA; EST; 744 BP.
CGCAGAGCTGATAGATGATCAATGATTTGTTCAGTATGACAACAAATCAATAAACAAAAG
CAATGTATGATATATGTCATCTACAAAATTAGCCAGTTTTCTATCTTGACAGCTTAGCAA
GATGCTCAGCACCTTGTGTTCAATCGAATAATCAACATACAATGAAAATTTAAAGAGGTA
CACATCACAAAAAATGATATTTTAACAGGGAAAAAAATTAAACTGAAGGATAAAAATATG
ATAAAAGAAAGTTTAAGTAAAAATTTGTGACTTTTTTTTAGTGTTCCTAATGTAAAAATC
TATTAAAAAGGACAAATTAAAAAGATTATCGCAGCAACTTATAACAGTTTGTGCATGAAA
AAGACCTGGAAGTACTCTTTCGACGATTAATCAGTCCATTTTACAAAGCCTTCTTCTTTT
TAACACCTTTATGTCTAAACAGGCTGTGCTGTCACTTGAAGAACAACGTATGTTGTGTGT
AACCCTTGTGCTTTCCTAGGTATTTTAATGTTGGGAGTTGGGTCATCTAGACCCACTAGA
CAGTGCGCTGAACCTTTTTTCTTCAATGATTTGTGAACTTCACTGGTGTCCATAGATTAC
ATGAAATCTTTCCACCTTTATCCACCTTTGTCATGATAGGGAGAACACATCAATGCAAGG
GTGGAGTCATCTAAGATAGCACAAGGTTTAAAGCTGTATGCAAATGCAATGTTAACATCT
TCTCTCACACTTCCATGTCAGCTT
>BJ748607 ID   BJ748607   standard; mRNA; EST; 540 BP.
ACANAAACGCCNCCNGGCTGAGAAATGAAAACAGGATCGCACAGGTCNGCNACATATACG
CCGCTTTTNGGCTGTNANACCNNGCNGTTATTTCTCAATGACAACTAGAATCAAGCTTCT
GNTCTTTGNAACANTCNACNTCAACAGTAGAAATAACAATACAGACNGAAAAAAACAGAA



ATCGCAGTACTTTTACAACTAANGTCTAAGAAAAAAAAANCTGAANNTTANGTCAAANTA
CANGCTATTCCCTAAANGAAAACTTCGATCTTTACNCTACTTCCTATTCCCATTTCAAAT
TANANAGAATNGTTGCCTGCAAAAACCCCCCNGTTNCTATGGTAACAGGGNNTTGCTGNG
NCCNCNGTAAANCNGCTGAGNGGCTCTNTCNTTCAANGTCTGANCATANAANAATAANCN
GCTNTTCAAAATCNGCTTCTAGTAGCNCCAAANAANACANGATTGGACTTTGACGGTCAT
CACAAGGATNNGATNTATTTGTANANCCTCAANCCAAACTACTGAGNGTAAAAGGAAGCA
>BJ748629 ID   BJ748629   standard; mRNA; EST; 709 BP.
AGATAACATCTTTGATAACAAATGGACGGTTTTTGGCTATATAAAAAAAGCTATTTAGAA
ACCAGTGACTAGACTTGGAGACAATAGTGGTTCTGTGCTTACATTTCCAGGATTCAAATA
CAGACACATTAAGCTCAGAGTGAAGAGAATACTCACAAACTTCAAAATATACATCTCATC
GACTAACAAGAATTACTCCATCAAAAAGTTTGAACTGTACTACAAACTGAGCCATTCATG
GACTATATTTTTCAGAAATATGCAGAAAAAAAGAGAATCAGCTTTAGAGACAAGTTTACA
TTAAAGTTCCAGCAGCAAAACATGGTAGATGGAAATTTTCATTTGACAAACTGCATGCAA
AGACACCGTCAGTGTTAGTAGGCAATATTAAATGTAAAAAAACATCTTTTTGTGCAGGTT
TGGCCTGAAATAGTGAATGTAATGAAAAGAATTGCTAAGCAGTCTGCAGTGCCGTGTAAT
ATATCTGCTCCGTTATGTCAATTTAGACTTTTAACTTGATGAACCACCTCGAGTGCCAAC
CTGAGGCAGATCGCCATGAACTAATTACAAGTTTGTAAAAGCCAACAGATGGCAGGAGAT
TTGTTCTCTAAGAAGCATTCCTTTTCCTGCAGTGATGGAACTAAAAGTAAACACGACTTT
TAACTGAGACACCTGGTGATAGAGTACTACTAGCATATAAGCACAATAA
>BJ748631 ID   BJ748631   standard; mRNA; EST; 725 BP.
TATTTAGAAAATAAAAGACACTGAATAAATACAAACGTAGAAAGCGATGTTTGGCCGGCG
ATGCTCTCAGGATTGGCAGAGGGGAATCCTGGACCTGAAACACAGACGATCGGGCATGCA
GACGCCGACCCCCCCACCCCACCCGCACACCAAATATGGCACATTGAGAAGACTCTAAGA
ACAACCAGAAACACCTAAGAAAAAGAAAAACAAACAAAGACAACTCTGTACACAAATAAT
AAATAAAAAGAAATGAGTTCCAAGACAAGTTCACTGTACAAATGAGTCCATCTGAACTTT
TCTTTTTCTCTGCCTCTTTCACAATTAAGTTAAAGTTTAGTACAGAACGACATGGGATGT
TCACCAACAGCAGGTTGCACCATTTACAGTGTTACAAACAAAGACAGAATTTTAGGAGGA
ATCCGCTGCAGTGTTGGTTCATGTAAGGCAGGACACGGCGGAGCACTTCAGATCCCCGGC
GGTCAGGCTGTCCTGACGGTGTCCCTGTAATATCAGCTCCGCCCGTCCCAACCCTCCGGG
TCGATGTAAAGCTGCGCAGAGGGGTTGGGGCGGATCAGAGCCGAGGAAAAAGCGAAAAAA
GGGTCCCGTGGATGGAAAATAGAGTCTGGTGGAGCGGATAATCCAGGCATGGCAAAGGAG
ACAACAGAGCTGTGTGAAACTTCAAAGATCCAGGTTGATGGATCTTGGACCATTTCCTTC
AGGAG
>BJ748633 ID   BJ748633   standard; mRNA; EST; 102 BP.
GCCTCTAAAAACNACCTNTNGAATTTTTTTNTCAAATATAGACCTGTTACAGACTGNGTT
ATAAAANCCNAANTTNGNANTTNCCCCTTTNNGTTNANCNCT
>BJ748636 ID   BJ748636   standard; mRNA; EST; 116 BP.
TGGCATAGGATAAAAGCTGCTGCTTTAAANAGNGGTTCCTGGCNTATNCTATGATNANGC
TGCNNAACACGGTTCCAATCCCGGCTNCTGAACCGNCGACCCCCACCGTGGCNACG
>BJ748645 ID   BJ748645   standard; mRNA; EST; 737 BP.
AGATGAGGTGTCTGAAAGGACATAAGGCGTCCCTGCAGGATGCATGTAAAACACATTTCC
CTTTTGTTCTTCTATGTACAACTTTCTGCTCGTTTGAAATCCTAATTTGTGTAAAAATGA
CAAATGGTTTTGGAAATGTCACTCTGGAAAAGTCTTCAGGACGCCAAGTGTGAGTTCATT
CTGATCAGCACCATTAATCACAGCTCAACAAGAGTTTTTTAGCTGGAAGCAAACTTGACA
AATAGTCTTTGAGGAGAGCAGCTGCACCGTCCCGAACGATGCAATAAACCCTTTCTCTGG
TTCCTTAAAAACTCCTTCAATCACATATGAATTTAGTTGTTACATAAAAATTGTTGAGCT
TGTTTGCAGATTGACCAAAATTCTTCAATTGATTAAACTGATTAGCATTAAGGCTGGATC
ATTATTTAAAATGCCCTGAATATATTTTTAAAAATGTGTTTATTTGGATGAAAATTTACT
TTTTTCTTTTAACAAAAAACTATTTTGAAAGCATGTGCAGGTCTGATCATATCAGCTGAT
GCATTTTATTTAAAAAAGTGGACCCCTCATGGATTTTCCTGCCTGTACTGAAGTATGGAG
TGCTGAAGTTAAGGGCTTACATCCATCTGACACAAACGCCACAGTGCTTGCATTATATCC
TGACATTCACTTGAAAGAGAAATCAGGGATTTGACAAATATTGCCNATAAAGCATGGAAG
TCCTTGGTCGATTCCCC
>BJ748646 ID   BJ748646   standard; mRNA; EST; 716 BP.
CACAATACAGATATCTTGATATGAATAAATACTTAACAAATAAAACCAGTATTTGTTTCA
TACAACACCCTATCATCAAAAGAAACTTCCACACCGTTTGCATGTTTTTTGTTACACCTT
CTGCCCTTAAGCCGATGGTTTTTCCTACTGCTGGAAGGTCCCTACACAAGTCAGGCGACC
GCTCCTAAATGCCTCAGCAGCTTAGACAAGTCATGTGCAACTTTTAAAATCTCCTCTCCA
CCAAACTCGTTCCGAACCCCCAAAAGCCATGTTTTTTGAGGGCCAGTAGAGCTGGCTGCT
AATTGGCCTGTTATTGGTTAAGGTTCATCTAGAGGTGATTAAAGCACACAGAAATCTACA
TGCAGGCCATCAGCGTGTGGGCTGGCCTGCTGACAGCTTTAGATACAGTTGAATGAAAAA
GGCAGACCAAGAGCCGGTGAGTCACTTAGAACCGGAGCCACAGATGGACATCTACAGCTC
GGAGGGGGAATAACTCGTGTGAGCTATCACTTTTGATTTCATTGGATTGCTGTTTTATCC
ACTTTTGCAGATAAATGACTCTGTAAGTTGATTTGGGGATTTTTTAGGTAAATTTGGATA



AAAGATTATGTAAAAACGAAGATGTCCATCTGTGGCACTCTAAAATGACACAGGCTGGCC
ATTTTAAGGAGGTAACAACAACTGTTTGGCAATTGAGGGCACATGTTTTTTTTTTG
>BJ748657 ID   BJ748657   standard; mRNA; EST; 797 BP.
AGAGAAAAACTGCATACAACTACTCAACCTTTTAATTACATTTACAGTTGCCGTGGGTGG
AGCAGGAAGTGGGGAGAGGTGCACACAGAGATGAGAGATGCAGGAAAAACACACAAGCAA
ACAAACACTTCCATATTGGGAGGGCGGGGCAACTAGGCAGCAGAAGGGCAGAAGGCGAGA
CTAACCACAAAACTGTTAAAAGAAGAAACTAGTTTAGCCAAACACTGTATCCTAAAAGAT
ATAACAGGAAAAAGTGACTGAGTTCATACAGTCAATTATTTTTTGAGTGTTTTTTTTCAA
TGTTTCAAGATTTTTCCTTTTTTTTCTCTTTTTTTGTCTAATTGCGTCATTCCACACTTT
GAAGCAAACACATTCAGATACTGCACTGTCCTTCATTAAAACAGAATCTGCACCAAACGC
ACACATACACCCAAAGGCACGCACACCAGCAGACGCACAACATCTCTCGCTAAATATAAC
ACACTGAAGCATCTTTCCCTGCGGCTCAGACAGCAGTCAGTCCTGACTGGTGCAACGTCA
GCCCGAACCGGCAGAGATGTGTCCTGCACCGTGAAGACATTCAAACCTTAAAAGCTTTTC
TCCTCTGGATGGGTGTTTCGTGAGCTAAGAACCTGGCATCGTCATTGAACCGCTGCGCAG
ATCCACCGACGATTGACAGGACCGACTACATTCCCAAACAGTAGCTGTCTGACATTTGTC
ACCCANGCATTACACTGTAAAACTATCAACTACAAACCATGAACTCTGTTGGCCTTTGTC
CAATAAATGAGGAAATA
>BJ748661 ID   BJ748661   standard; mRNA; EST; 221 BP.
TCATTTTTACAGCCAAAGCTTTTCTAATGNAGCATCANAAGGGTGTGTACCTTTCTTTGC
ACTTCTCACAAATGCNTTTGACAAATGAACATGGTAATCGCATGCTACATACTTACAGGT
GCTTANTGATCCATGAAGAACCCGGGCAGGAGGGTGTGTGGTTTTGTGCAGNTTCCTTTC
CCATAGCANCTCTTTTTTTTTNANCAGGCCAAAAACATGAA
>BJ748669 ID   BJ748669   standard; mRNA; EST; 785 BP.
GTCAACGTTGTGCAAAACAAGGCTCCTCAAAAACCAACGTCACAGCAGACTAAACTCTTC
GTACCTTTACACCAATCAGGTAACGGGTCAAATCTTTCCTCTCCCGTGACTCCAGCCACA
CATTTACATTCACAGAACATTCATTCAAATCCCAAAGACTCATCAGGCGCTAACATCTGC
ATCCTTCTCATTCTTGGTGTGTGAGAAAAGGTCCATCAAAGAAGAAATGAAGAGGCTCTT
CTAAAAAAAAGAAAGTGAACAGAGAAGACCTGAAGACCAACAGTCTGGATGAACCGTAGC
CTGGCCCCTTCACATTGATGATCATCTCACTGTGTTCCCAAAGTGTCGGCTCTCACAGTC
GTCCAGAAGTGACGTCACTCAGGGATCGATCTTCTGCAGGATGGAGAACTCGTGTTCCTC
TGAGGTCCAGAAACCACAGCGAGTTTCCGTTGGAGAAGAAAACACGTTTCATGTAAATCT
GCACTCTGTACTCGACCTAACTGCTAAATGTCCAGCCGCTCCCACCTAGACCACAAGCAC
AAGGATCTACAGGGATTGATGGGTGTAACCGGATCCGTCAGAGATCCGGTTAAAGAAAGT
GTGGGGGTGGGGTAGATTTAGGCTTTAAAATAATTCAATGCCCCCCTTTGGATTCATGAG
GCAGGTGGGATTCGTCCACAGCACCAGTGAGAGCTTCCTGCTGCAGGGTCACGACCTCCT
GTTGAAGAGATCTTTCCGCTTGCGCAGCTCTTCCAGCACCCGCGCCCTGAACTGAGTCCA
GTCCT
>BJ748675 ID   BJ748675   standard; mRNA; EST; 157 BP.
TGCGCCGGTCCACCTNTAGGTCNCANNACCTCTNAGGAGGNGGAATTGGGGCCCNTCTTC
TTTCCAAAAGTGGGAACTACGNTTGACGAAACGCCGGTTGNANTGAATGCGGNGNTTGNC
TGCGGCCGGTCTACTTCTTCTTTNTCTCCTGCTTGNC
>BJ748683 ID   BJ748683   standard; mRNA; EST; 672 BP.
TGCATTATATATTGTAACATAAGATTATGGTATTGAAGAAAAAACTACAGCTTTTGATCT
GCTACAACCCCAAAAATATAAAAAATCAGTTTTGTCTGAAACAAAACGTTGAAAACTGCA
GAAGTGAGAGATGATCAGAAAACCTACGGTGGCCCTAAAGTTCAAATCACGCCAACAAAT
CACTGAACGCAAAACATAGTAAAGATCACAACAAGCAAATAAGAAAAAGTGACATTACAT
ATTTTTGAAAAAGAAAAAAGCATTTCAGAAAACAAAAGTAACTTCCAGAAATCAAAATGA
AATGTTCAAACTAAGACAATAAGAAACTATAAGATAAGTACATGGTGACATCACTGACTG
GATGATGACGTTTGTCCATCAATTCAACCGAAGGTTATTTAGCATGAAGGGATCAACTCC
ATCTAAAACCTTTATTAGTATGCAGACATTAAAGGCAGATTTGAAAACAAAAAAAAAAAN
CNTCNNCCANTCNGCGANGCCCNGTAGTNCCNGCCATTTCTTATGGGGCTNGTTTATTTT
TTANCNTTTCNGTTTNGATTTCGGGAAGCCCCCTTTGATCNCCGAAANGGGNCATTTCTT
ATTTTGATTCCTTTTTTTGGGTATCTAAAANGTAATTTCTTTTCAAATTATTATTTTTTT
TAAAATNGTTTT
>BJ748687 ID   BJ748687   standard; mRNA; EST; 750 BP.
GATGCGCCTCATGCTCATGAACCTCATGCCGCTCCAGCCCATGTTGGTGAAGTTCCTGTA
CTCTCCGGGCCTCATGTACATCATCCTGCCTCTGTAGTGGGGCTGCTCGTACATCAGCCA
GTGTCCGTCCATCACGTGACAGGACATGCAGTTGTTCATGCGGTAGCGGTCCATGATGTT
GTCGCAGTCGTCCATCAGCTCGTACATCTGGCCGCCAAAGTTCTCCCTCTCGTAGATCCT
CATCCTGTAGGAGCCGCGGTGCTGCAACAAGTGGAGAATCCGTTATCTATCTGCAGTCTG
CTGCGGTGGCGGGAAGCCACTTCTGACAGCCTGCACTGTCCCCCTGCCGTTTCTATGGAG
ACTGTGTGTGACTGGCTGATATTTACCATGGGGATCATGCGGCAGGACCTGATGCAGTCG
CTCATTCCAAACATGCTCATGTAGTCGGCGTACTCTCCCCTCCTCATGAAGTACTGGTTC
CCCATGTAGTTGGTGCGGTCGTAGACCATGAAGCAGCCTCTCTCCACCCTGCAGGAGTGA



CACCTGCTCAGGTAGGAGGACATGTCGGCACAGTCGCTGCTGCACTCATAGGAACGTCCC
ATGAAGTTCCTGTCCTCGTAGAAGACGATCTGGCAAGAAAATGTGGATTAAATGGAGGGT
TTAGTGCGATCAAACCTTTTCTCTGTGGCAGAACAACCTGACATTTGTCTGTTACAGATT
CATGTCTTCACATGTCTAAACTATGAGATC
>BJ748722 ID   BJ748722   standard; mRNA; EST; 769 BP.
ATTAATCCCACATTTTAATAGTAAATACACGAATTCTCAATAAACAACTAGAAAGCACGT
CTTACTTTGCTTACTTATTTTGAAAATCCGCCCACAGAAGCAGAAAAACCTCTTTACTTA
GAATAGAAAATGAAACCATTTAGATGTGAGCAAACATTTCTAAACTAAAGAAGTACATGT
TCAGTAGGGTTCTTAGACAGAGGGGAACAAGAGACGGACATTTTTGCAGCAAGGGAGGCT
GACAATGAAACAGGAGAGACAGATTTGAGGGTGTGAAAGGTTATCTTGCACTTGATTTTG
GGTGAAGGCAGAGGAAATTCAATGTCCAGACTTATGGCTAGGTTGTCAAATGAATGAAGG
TTTTGACTGGAAAGATTATGAACTGAGATTGCAGTTTTGCGGATGAGTTCTAAGATGTGA
CCATGGAAATGAGTGGAGAAATCGACATCTTGAATGATGTTGAAAGACTGCAGTAAACCT
AAGAAATCTGAAGGAGATTTAGAGCGTGAGTCATTCATTTGAAAATTAAACTTAGCGATA
AGTTGCGATAAGTCCAGCGATAAGTCTTTGATAAATTCATTTAAGATGACAGCTTTTTTT
GTTGAGACGGCGGGAGTTGAGAAGACACATTGACAGAACGCTGCTTTGTGATTGGCTGAG
AGTGGTGAGGTAGAGAACGCAGATTCCTTTGCCTTTTGTTGTGGTGGCATACTGAAGAAA
TCTGACATGAGCAGAGAGATAGCATATTGTTTGGGGATGCTAAATTGGA
>BJ748735 ID   BJ748735   standard; mRNA; EST; 802 BP.
GTTTTGCAACAGAGAGCTGAGAAATACTGTCATGACTTAAATTAAAATTGACTGAGCAAT
GACTGCACCTCATATTCTATTATAACACAATGCACATTTTTGGAGGAGAAAAGAGCATTT
ACTATTAAAATGAAACGTTTTGTGTCTCAAAGGACAACATCAGTAAATCGTGTCAAAAGA
TTCCCTCATGTGACTGTGTGCATGCGGTTTGGCCTCCCTTTGTTTTTGAAGAATCTGTGT
AGGAAGCAGAGAAGGAGGGGGAGGAGGAAAAAGGCCCAACCATGCCCCCACTGCATGGTT
CTGCAGAAAGCAAACACAGGGATTTGTGCTGGACTTAACCAACTAAGCTAACACGTAGGA
GTGTGAAAGTCTTTGTTGCGGTGGCAGCGGCCCATTCTCCATCCCCAGACACTTCTCCAT
TACGAAACAGGGAAAGTATGTATTTCATTCAATGTGGTGCCTTTCCTCTGAGGATTAAAG
GCAGCTGTGGTGTGATAGATAGACAGATGAAAAGACATGTTGCTTTCAATACTGAATACG
TATAAGAGTCAGATCTGTGGAAAGGCTTCTGCCTTATTTTTTCTCCCTGCGAGCCTGCAT
GTCTTTTAAGAGCTTAACGTTCATGACACAAAAAATCTTTACATGCTTTATGTTGTCACC
ACCTTCGAAGAAATTAACTCCAAAATGTTTACTTTTTAACTTGTTAAATATTTAAGGCAT
TTGACTTATTACATTTACNAGAACAGATGTTTTTACCAAAATAATTAATCTGATCCTTTA
ATTTGATAGTAGGATTTGATAG
>BJ748736 ID   BJ748736   standard; mRNA; EST; 733 BP.
TTTTCTACAGACACCTTGGAAAAGCAACAAAATTTCAAATCATGGAAAAGTTGTCAAAAT
GAATGCACAAACAACAGGCCATGAGCTATATCAATGGATGCAGTCAATAGCATAAGTATT
GGCACAATTTGTTTTCATATGCTAGTACATAACATTAGATATAGAATAACAAGAAAAACT
GTTGTCCCAATACTTATGATACAAACTTCATGTAAGAATGTAACAAATCGTGCCGTATTG
TCTTCACATCACAATATTATTGTGAAGGCCCACAAAAACTCATTGAAACATCTGGATGTT
GTCGAACTGGTCAAATTGAATGCTCTTCAAGCTACCTCAGCAAAACAGGGTCAATGATTT
GTTACGGTTGGCCTTTAGGTCTCACCAAATTGAGATCTTCAGTGACGCCCCCTAAAGGGT
CAACATGATGAAAGAACACAAACACATGCAGTTTTTATTTCTATGTGGTGACATTCTATT
GAAGTAAGGTCAACACATTGTGAGAGTAGTTCTGATTCATCTCATCACTGGTAGCTGCTC
CCTCTATTTAAAGAAGCTGTAGACAAATGAGCCAAGGATAATAGCGAGAATCACGCAGCA
GCAGGAGATCATCATTTGTTTCCTGCGTGCCTCCTGCTGGAATTTAGCTGCCTTCTTGGT
GTCAGCCACAGCTCTCTCAACAAAACCCACCGACTGGTCCATGTTACTTTCAATTCTTTC
AATCATGCCACCC
>BJ748742 ID   BJ748742   standard; mRNA; EST; 225 BP.
TTTCCAAGTANCCNCAATATNTACAACATAAATCAAGTCNGTCAGNGCAAAANNGCNGAT
TNGGNATCAANGTNTTCCAAANCCCCAANGGNAAAACNGATCCAANATCANCNTCGNACC
CNACANATCANAANCGNCTNGGNCATCANAGNCNGCCCNCCNCCATCCAANNTTATNTNG
NTTTCCCAGNCGNATTTCAGGGCNGCCAACNTCTCAAACNAACTC
>BJ748745 ID   BJ748745   standard; mRNA; EST; 610 BP.
CTGTTCATTTTAAAGGAAAATCATTTGAAAGCATAACATTACAGAGCAGCTGCTGCTGTA
TGGAAACGTGATGCTGCTCCTAATCTCCATCTACGTTCATTATCTTTACATCTTGGCCCA
AATATAGGAGCTGTTTGCCCTAGAACTGTTGTGATGAGGCCATTCACATTGAGTGGATTT
GCTCAGAAAGCTCTACTTTAACAGGTCAGTCGGGAAAAAAAGAAAGCTCCTCCAGGCTCG
TCACATTCCCACGAGCTTCGGGAAGCAATCATGTGAAAATGGATCATTGGAATTCAACCC
CCCCCCTTTCAGTCTCCAAAAGGCTTTCCCTCTCTGGCCCAGTGTAAACAGCCCACTGCC
AATTTGTTTTATTTTTCATTCACACTTCCAAAAAATTTAAAACTTCTCTTGTGATCGAGT
TCATGAAATGAACAGAAATTTCTCTCCAAACAAACACCTCCACCGGTGCGACCATCTGCA
CTGAGATGGCGGCTCTGCAAAGGCCGAGTGACTGAGCACACAGCTTAAAAGCTCACAGAG
AAATCTCTGCAGCTGTGAGAAACTGAATAACATAAACTTTAATCTTCCAAGAGGGACCCA
TAAAGACGCC



>BJ748760 ID   BJ748760   standard; mRNA; EST; 309 BP.
TCATTTTNTAATCATTTTTTTACATTNTCGATTTGATAATCATTTTACACACCTNAGGTA
TCAAAGACAAAATTAAACTTTNNAATAAAACCGATCTAAATCCCNGAGGATGAAAGAAAA
AAANACAATATTANAGCNNCAGTTAANATTTACNGTTTGAGGTTNNAACTANATCTACAG
GTCTGTACACNGCGGGGGCTCANCNGCGCCCCCCTAAGAGAANCGGGAGAACTTGCTTCC
TTAAACTAAAAGAAANTACAANNGCTGAACGTAACGGGNAGNGTTTGGGGAANANAGNTA
AAAAGTTTG
>BJ748775 ID   BJ748775   standard; mRNA; EST; 820 BP.
ATACTTTTTAAGTGACAATTACAGTTGCATAGAAAACACATGTTTGCTTGGTACTCTACC
ATGAATCCTTATAAATTTGATTCTGTCAGGTCAGGTTTTATGGACAGTGTTTAAGTCCTA
ATGTATAGTTGGCCAATCCGATATTTCAAGTCCAATTCCCCCCAGATATGAATAAATACA
CACCAATTTTTATTTTTTATTTTAAGAAATGAAAAACATTTATGCTCTCGTGGGCCGCAT
AAAATAACATGGAGGGCCACATTTTGACAGATGTGATCTAATGGGACATGAATTTGGACA
TGAACAGTCCAGTCCGTACAATTATCAGCAGAATGACCACTTTTGACTTGCTTTTGATCA
CTATTAATACTATTAAAGATTTTCACACAGATGATGCTCAAAACACCAGAACTTAGAGCC
TTTGGTACTTAGAAGAACTGTAGTTTCTCTAAAAGTTGATTTCACCTTTTGTCAAACCCA
ATTTACTTATAGTTATTCATAAAGCCTCATATTTTACAACAAAAGTTAAATGTTCAAAAA
AAGCCCTTTATTTGAACAACAAAATAAGGCAAACTAATCTCCCTTTCTTGTTTCCATATG
TAAAAATTCAACATTTCAAACCATCTCGTAAGTTTTTTTGGGTAAACCTCTAATTATTTT
CACAGGAAAAAGATTTAGATCCTTTAACACAAAATCCAGAAGCTGTTTGGTTTTCTTTTG
NTGATGTTTATAAGTTGCATTCATTGGAAAGTTTGNTGGAGGCAGTCTTAATTTTTTGTG
GTTTTTAAGCTATCNAACATACATATTTCAAATTATATAT
>BJ748794 ID   BJ748794   standard; mRNA; EST; 459 BP.
ACAGAAAATCCTCACCGGTGAGGTGGTGAATACTGGTTCACAAATAAGAATTAGACATAA
TTTTCAAAATTGGTATGTCATCGTAAACCATGACAAGCAACAGGCCTTCTTCAGAGTCTG
GCCACTTATCAACGATCAAGCAACTTTATAAACATACTTTTTATGTTTTTTTTCTTTCTT
TTTTTTTTTNGAACATTTNGGGCTANAAACAAGCTTTGAACNTTTCAACAAGCANCCNTC
CNTTAGGGAGTTCAAACTAAATCNGAAAAGTCGGGGGNGACCNAACAACANCNGCAAAAC
ANAAAAANCCAAAACNGAAAGTANGGANACNGCAAATAACNCNTAAAANCAAANAACCCN
CGGGCCNAATTCCNGCANCCCGGGGGANCCNCTANTTCTANAGNGGCCNCCNCCGNGGGG
GANCNCCNNCTTTNGTNCCCTTTAGGGAGGGTNAATTGC
>BJ748795 ID   BJ748795   standard; mRNA; EST; 664 BP.
TGTCGCTTNTTTGATGCATACAAACTTGTAATGACCGTATTATGTTCACATTNCACAGTG
CTTGCAAAAAAAGAAAAAAAAAAGAAAAGNGGTTTTAAANGCCCNCTTTGTTTTTTAGAC
ATGTTCAAGGTCAGTACAANGTTCGNGAGAAAATGTCTNGGAGGGCTCANGTAAAAAAAA
ACAAAACNCGTAATTCANCCCCTAAAAAATGAGAAATAAAAAGTTATAACTGATATAAGA
AAACATTTTGCTTCAGCTGCTTGACAACATTTTTACATTACAAATCAAAAGCTCTTTCNC
AATANCCAGAACCAGAAACAGTATTTTGAAATATTAATAGCTAACAGTCAAACTCTGATA
TAAAAAATATCAGGNGGGGGAATAAACATTGTTCCAAATGAAATATTTTAANCTTCCTTT
CCCCNCAGGGCAAATAGACNTGACGAANCCNGAGNGTTTCANGACNGGGNCAATAACNCT
GTANCAGTTGCNCATTANCATAAAAAAATGACNGNGTTGATTCAGTTTTTGGGNGGGAAA
CTCNCTTTTTTTCNCCTTAAAGAGGAAATGGCATTTTGTTAAACAGAAATTTTAATTAGG
AGAGAAAACAAACATTCTTTCCTCCCTATGATCGGNGNGGNGAAAAAAAAAAGAAGCANA
AAAT
>BJ748799 ID   BJ748799   standard; mRNA; EST; 682 BP.
AAGTATTTCAACTCTGTAAACTTTAGTTCAAACTGCTTCCGTGTGCAATCACAGATCTTT
TCACAGATGATAAAGGCAGTAAATTAAATAAAACTACAGCAAATACTGTGTTTTGGCAAA
ACCATGTTTGCCAAATAATGGTTAGGAAAATTATTGTGAAAACAACTAAAAAAAAAAGAG
TTTTTGCTTGNGGTTTGNGCTTTGTAACATGTCACAGACTGATATGCTATCTTCAAGATA
TTGGCAGAAAAAAAAGAGAAACTGAACTCTTCATTTGAAATCAGAAAAGATGAAGTATAA
ATGTTTGTTTTTTTTGCATAACAAATCANCAAGAAATATGTCAGTTACTAAAAAATACNC
NGAAAAATTANCNCTTTTTGNGGAAATACTAAAAGTAGCAGGACATATTAAAAGGNGATA
ATTTGGTAGTTCCATTAGAATACCANCTTTTTGCAAAATACAAAGTTTCATAGAANAATT
TTCTGAAAGAAATTAATTACNGGAAATGTATGGAGTTATTTTTGAGCCTTTATNCCAAGT
GCAACNCTCACTTTTTTAGCGTAAAACTTGAAATATCTAGTGTGGTCAAAAAAATAATTT
GGACTTGAAACAGAAAAACAGACGTCTGTGATTGGCTGGCTTGGGTGGCACATTTGTAAC
GCGGTGTTCTGCTTTGTTNCGA
>BJ748810 ID   BJ748810   standard; mRNA; EST; 698 BP.
AATTGTCCTTATGATCTTTAAATTGTTCTTGCGTTGAGTGATTTGCACTACAGGGCCACC
GTATGGAAGCTACCAGAGTGGCATAAAGGCTCTCAGATATGGGCAGGTTGCTCAACGTCC
CACCCACAACTCAGAGGTGAATTTCTAAGGAACTGCCGCCGCTCAGCAGAAACTGTCTCC
TAAAAAAAGATTTTTTGTTTCGTTCTTTCTTTCGTCTAAAAACGTCATAATCGACCACTG
AGAACGATAAAAAGATGATCCGAGTGGGACTTTAAAACATCATCTTTTTTTTTTCATTTT
ATCGACAATACCTACAATCCTAAAAGCTTTAAAGTTTTTGAATCAGGANGATAAATTCCC



NGACCCNGCANGACTCANCGTTACAGAAACNCAACATCAGACCAACNCTATATGTTAAAC
TTTANATACATTTAATATTTGACTGAACACAAAANGAGTCAAAANGGAAATTTGNGTCTA
AAAAGAAAAGTACNCNCTATGATTTAACAGCTCANGTCNGCTTACAGCTGCAAAAGTTGG
AGGTTGTTGTTCTCCGGTNGCTTTTTCNGNCNGTCACCTCANCTTTACNGNGATCCTTCA
GGGTGGATCTATAGTTTTTACATTTTATTTTGCTCATGCTTTATCCGGTCATTCCTTCCC
GTTTTGTCTCGTTAAAGTCTTGGTTTGAACTTTCTGTC
>BJ748819 ID   BJ748819   standard; mRNA; EST; 768 BP.
TATGGAGCAAAACACACAAGTTTGCATATTTTTCTGTACATCTAGATCACAAACGGATGG
TAGAAACCAGACATTATTTAAAAAGGTGTCAAGTAAGAAGCATGACTGTAAACAAATATA
TACAAACAACTTATTAGGATGTACAGGATGTCAGAAAAGCTATTAAAAAATCACAAAAAG
GAAAAAAAATCATCAAGCATTTGGTTAGCTCATGTTGAAACTCACCTTAAAAGTCAAACA
CAAATCCAGAAAAACTGGCAGCGTACAGGAGTGTTGGACAGATAAAGGTCGTTTGTGACA
TTCTTTTCAGTAAGAAAGTGACTGTTCATGTACCACTACTGTTAAGAACACAAAACACAC
ACAGACAAAGATAATGGCCTGAAAAAGACTGAGAGGCTTCCTCTTCCTCCAAGAGGGGAC
ATCAGTCAAATCTGTCTACGATGCAGATTCTTTTCTGAACATCATTTTAATTATCTAAAT
AAAGGTTTGATAATATATATAAAATAGTTCAACCAGACAAATGTAACATTAAGTACCATG
CCATCCCACTAGAGATGACACCAAAAAGCCAGTAATTGTGTTGCAAGCCCATGAGTTCCA
TCAAAAAGATGCAGAAAAGTTCACATTAGCTCAGTCTGAGATGGAGGATGGTTTGAAAAT
GCTTTAAAGAAGGCAGGGAGAAAAAGGGTTTTAGCCACAAGGCAGCAAACCTGCTGCTAG
TTTTGCAGCCGTTTCAGCTTCTCCTGAGCAGCTTTTGCTGGACGTTCG
>BJ748822 ID   BJ748822   standard; mRNA; EST; 734 BP.
AAATGTTTTGACAACATTGACAGTGTTACATTCTATGTTTAAACCATGTCACAGTGTGCC
AACTCTCTGGGCTACAGTGTTAGAAGACAGGCTCCTTTTGACACCCCTGCATCCATAAAA
CAGAAGAAAACCAACAATTGAGTTCCCGTTCATAAAATAAAATGAACAAATCACAACTGC
AGTCGTGCAACAACCTCCATTGCCAATCTTTGTTTGTTTTTCTGCTTCATAGAGACTCAT
TTTGCTACGTTTTAGTCAATTCTTCATTTGGAAAGGAAAGAAATAAAAGCCAAACATTTT
AAAGTACAAGTAACCATCCTGATCCTAACCAATCAGCAACTATGGCAAGTGAAAAGAATC
GGTACGTCAGGTAGACGTTGCAAAAAAACATCAGTAACAGCAATGAAAAACAGCATCTTA
AAACGTGACATAAAAGGCAGTGTTCTATCACACAGAAAGCGCCATTGTTGCTGCGTGTAA
ATTAGCTGCATTCTATTGTATGCTAACATGAACATTAAACATGTGTTTTTACACAGAATA
GAATTTCACTTTCTACATGCACTTAAGTGGAGAAAAATAACAGGTTTTTAAATGCATCTT
GGGACTACGCAAAAGATGCGTGCATTACGACAGAATCTGAATTCATTCCCTAACCCTCTG
GCTGCTCCTTATTGCTCCAAATTGTAGGGGCATTTGGAGCTGCAGTGGTTTCCGGACTAG
GTTTTTTTTTTTTT
>BJ748834 ID   BJ748834   standard; mRNA; EST; 618 BP.
AACTCACTGCCGTCATCTTTGCACCATCATACACAACTGACGATCTCTACATTTTACAAT
AAACTTATCATTCTAGCACTGATTCAGTAACTAATGGCCCCACTCTCCCCTCTGAATCCC
CACCCCTCCCACAGTGTGAAAACAGAAACAGTACGTCGCACACCCTTCAGTACACCAATT
GGACGATATCGGGTGGGGTCCAGCTCTGCCGAGTATGCCTGTCCAGTTTCACGCAGCGCC
AGATGACCAGCTTTGAGGTTTTATGAAAAGTTTATTTATTTTTTTACAGCAAGGGTCCCC
TTTTGGTCACATTTAGGAATGTGAATGGAAAGTCATGGCTTTGGATGGAAGAGGAAAACG
ATGTGTAAGAAAACGCTCAGCATTTGCCACTTTGTCAGGTTTGAGGGGAAGATCAAGGAG
AAGAGGGTGAAACTTGATTGGGACGAAAAACAGAAACAAAACCCGTCGGTGCAACTTTTG
CTCCTTGAATGACAAAAAAAGAAAATTCTAAATAAAAACAAACACATAAAAGTAAAAAAA
AAAAAACANCCNGAAACACNTTCTTGATTTGTTACNGGNNGGTANAAANAAACAACGGAA
TNTCGNGATTNTTTTCCT
>BJ748838 ID   BJ748838   standard; mRNA; EST; 498 BP.
TGCTCTTGTTGCAATCAACAATCCATCTTTCAATGTCACAGATTCTAATCATTTTTCTTC
TCGTGAAAGAATAAAAAGACACATGATACCTGATTTCTCTGAGGCTCATAAAAACAAGAT
CCACACTTGTGTGTCAACTTTATCAGTAAATTAAAGCAAAGAGCCAGAGCCATAGAGGCC
TCANAGTCAGACTCATCAGAAAAGAAATTTTTTCACAACAAAAAATGATTCCTTTCTCTT
CTATTTTTTTCTCTTTTTTTTATGTTTTTTTTTAAACAACTTCCTCAAGCAATGGCAAGA
AGATACCCTGCTGACTCCACCCCTCCNATCNGCCCCTTCATCATTCNGCTCCTGCAGTGA
CACTGGATCGTATTTGTAACTGCAGGGGGAATGTGCACGCACACCTGTGGAGCAGGAGCG
ATTGAGATCATTTGANGAAAAAACTGCANAAGGAGTACAAATGATATGCAGTAAATTATC
CAAAAAAAAAAAAAANAG
>BJ748842 ID   BJ748842   standard; mRNA; EST; 195 BP.
CCNCTTGCATGTAGCTGAACTGCAAAGNGATCAACATTTACGGNATACAGATCCAAAAAC
NTGTTTTGATTGCATCGGGACTTAACAGGGACTATGGAANAGTANATGGTTTGAAAACCA
AACAGAAAAAGTCATTCANGGCAGNGCTGAAACACTTTTTGCTAAAAAAAAAAAAANAAA
AGTAAAAAATNTTNC
>BJ748844 ID   BJ748844   standard; mRNA; EST; 300 BP.
ACATTTCACTTCTCAGGAGTCTTATCNGTTTAGATCTCAGGTACAGCACTGACATGCAAA
TATTATAGNAAATGGATGNGAGGACGGCTCCNNAAGTGACATGCGATCATGCTAAAATGT



TAAAGAAAAAAATNAACGCACCAAGAAAATCNTTACATAAGANAAATGACATATTAATGC
TGAAAATAAAGGTGCATAATTGTAGCATCTTCACCTCAAAACATTTCAATCAGACCAGAC
NTCANTTGAGAAGAATTCCNGTTCACAATTAAGTTACCANAAAAAAANNGGGGGGGGGGG
>BJ748853 ID   BJ748853   standard; mRNA; EST; 186 BP.
CGGGGAGATCTGCTGCTTTTTGGCGATCAGAGTCTCNATCACNNGTTGCTGCTTCATGTC
NTTGGTGTTTTTGTGTAANCNGTCAAAGCCAAGGANAGGGTTGNTGTCTTTGACTTGTCT
GGCTCGGACCTCTGNCATGGTCTGGANGGGGTTCANNCCGCTGTTTTCNNCCTNNGNCAT
TGNNAT
>BJ748855 ID   BJ748855   standard; mRNA; EST; 272 BP.
TAACCTCCAACACACCTTACAGGTATATTATAGTTTTTACCAATAGAAGTCATTTTCACA
ATTTAAACATTACTGTACTTGTATTGAAAACAAAGTTCTTTTTTTTTTTTACAAATNGNA
TTTANAGNCAACATCTTCNNTTTTTCAGCGGCTTTCATNGAAACCAAGGAAAAGNCCGTT
TCAGGNCCNCAACCAGCNGANGAAACCTTCNGGCTCTTTCAGCTCTCCAGGNGCNCCCCC
TCNGCCGGCCTCANGCNGGGGTCGAANCCCNC
>BJ748859 ID   BJ748859   standard; mRNA; EST; 129 BP.
CTGGTTGCTCTCATGTGGAATGTTTGTGCTGAGCCAATCGAATGTTGTGTTTACATTAAA
GCCACATTTTTCCTAACGAAAAAAAAAAAAAAAAANCNCGGGGGGGGNCCCGGNCCCCAT
TNCCCCCNA
>BJ748865 ID   BJ748865   standard; mRNA; EST; 530 BP.
AGGATATGTACAATTGTCCATTTATAGAAATGAAAATAAAAGTGCATGTNATATTTAAAA
AAACAATAGATTAACACACTTCATGAACCTATAAGAATTTGCTGTGAGTGAGGAAAAAAA
AAACTAACGAAAATCTCATAAAAAAATAAANGCCATTCTGATATATNGNGGTTGCAANGC
ATTAAAANCCACNAACATTTTCNGTATTTGCAANCANCTCTTTTTTCTTTACCAAATAGT
TGAAGAAAGACATAAAAAGTAAAAAAAAAACGAANAGAAAAAACGGCNGTACCTTTAGCN
CAACNCAATTNCTTTNCNGCTTAAAAAATAAAGGGAAAGTTATGACNTTCATNCCGTACC
CGGTTTCTANCCCCANCNCAAACTATNGNCTACNGTTNGTTTTGCTTAAGGCNCGGGAAA
NGAATTTTCCCCATTTNGAAGTTTTTTTATGTTGGAAANACNAGNCCCNAAACGCCGTTC
AAAGNNTCNCNNGGGTNAAANCCGGTAANGGCNAAGGCTTTTATTTTGAA
>BJ748879 ID   BJ748879   standard; mRNA; EST; 199 BP.
ATTAAGGGCCCGNCNGCCCTCTNGGGGCCAAANAAGGGATNGCAAACNCATCTGGNTTTA
AACAAACNCCCTTATTTCAAGCNGTNCCCTTGGGNGAAAGGAAANATCTAAGNGCNCCNG
GTTAAATTANGNCCTTCNCNCGGNGCCAAGGCNTTAAAACNGAGGTTACNCTTCAGCGCC
AACNCCNGCNGAAATCNGG
>BJ748888 ID   BJ748888   standard; mRNA; EST; 206 BP.
AACTGGACGTCAGTGAAAAACTGTTTAGATTCTTCCGTTTTTGCTCAGTGCTCCTTCAGA
GAAGAAGGCAGTGTTTCCATTGGGTCACCATGAGAGAGAGAACACATCAAGAGCAAAAAA
AAAAACATCTTCANGTCAAAACNGTCNCAAAANTTCAAATGAANGATGAAGGCNCCAAGA
CGTAAACTTCTTTTTTTTTNCNAANG
>BJ748909 ID   BJ748909   standard; mRNA; EST; 621 BP.
TACTTTGTCTTGAAAAACAATGTACTTAAAAAATGTACATAGAAACCTACCTCTTTGGAG
AGAGAAAACAATGTAAGGTAGTGGCATTTTCCATATTTAGTTTGCCATTTATACATCTTA
CTATGTACATAAAAACATGTATTCACAGTTAGTCACAGTCACTTGGAAGTCATGCACTCT
GTATCCTGAAAGGATGCACAGTTCTATGAAACCCCAATGTGCAACAACCCGTCCAGCTTC
CATTTGGGTGAATAAAAAGAAATGCAAAACTGTTTTAATACTTTTGTGTTGATTGTTCAA
GCATCAGAACTTTTACATTTCAAGGGGTTTGCACTCCTGACGATGAAAGTGCTGGACCTG
ATCAAGATGTGAGGAAGAGTACAACTCAGCATTGTAGCTTTGTGTTGCTTCAAACACTGA
ATATTCATGACTGTGCAGTATGAAGGAGACAAAAAACAAAAAAAAACAAGGCCTCTAATG
AATCATCCATCTAGTTATGAGTTTGTCATTATCAACACAGCCTAGTGAAAAACGTAACGA
ATAGGGCTCCTGATGGGATTAGTTTGCCACAACTTAAAAAAAGAAAATGTTTGACAGCAC
AACTGTTTTTTTTTTCCAAGA
>BJ748915 ID   BJ748915   standard; mRNA; EST; 741 BP.
TCAATTTGTATTTACAAATAGATACACAATCTAACACATTTCATATGAAACATTGGTATT
TACAAAATAGCTCTTGGGGGGAAAATGATTCTGTACAGTACGACCTGATAAGTTAGTAAA
TTTACATTAGCAACTGTGCAGCAGGCTTTCAGATGACCATACCAAAAATGTTCTAAACCT
TCATCTTTATTACTTGTTGGTTTATAACCAACAATTCAACATATATTTTTTCTCCTTAGA
AAAAAAATTACTTTTTAGTCACATTAAACTACATATTTTTAATTAAAAAGCTGCATCAAG
TTCACCTGCTTTTTTCATGTAAAGGAATCCCTTAATTTCTGACAGAGGAGCAGGTCTCAT
ATGGCTGAGCTGCCGTCATGGCCCAGAATGTGACTGATGTTATGAGCCGGGCGATTGGGC
TGCTTGCTGGAATCAGCAGAGGAGGTGTTGGACAGAGACAGCAGAGGAGACATCGGCATG
GCCGAGCCATCGGTGGACACGCCAGAGGCAATTTCAGGAAACAGAGAGGTGAAACTGAAG
TTGGAGATGTGAGGGGTGATGGAGGAAGAATTGGCAATGGGCATGGGGGGGATGTCTGGA
AGCAAAGGGAAGCTGGCCTGAGCAAAGCCAACAGGGCGGGGTGGGGAGAGGATGGAGCTG
AAGCGGTTGTTGAGTGGAGGAGCGCTGCCCTTGTCAGCACTTGGACTTGTAAACATTTGG
TTAGGAAAGTACTGCANAGTG



>BJ748918 ID   BJ748918   standard; mRNA; EST; 505 BP.
GGAAGGACCTCAAAGCCACAGTGGTTGAGGCTTAACACCGTCACAGACAAACAAATCCAA
TGTGAAGACAAAAACTAAAGGCACGTCTCTATTGTATTTACATTGCATACATTTGGACAA
CACAAAGCACACACTTAGTCCTAAAACTACGTATTGCCTTAAAAGAAAATATGTCAAAAT
AAAATACAGCCACGGTAGTGGAAAATATACAATGAACAGGTGGGAACTGGATGCTTATGG
CTTATTTTTGCTGTTCTACAGTCATTGCATGTTCATTTTTTTAAGACTTGTTAGTTTTAT
AGTGTCTGTTTGATACAGGGTGCACAAACCCAGGGATAACACACTGAAATGGAACATTCT
TGCAACTATTTTGCAGAGAAACTAAAATAATACTTCCATGTTTCATCTAATTCTGTGTCC
ATCTCTTTGATAAAAAACAAAAATTGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGANCCNCG
>BJ748919 ID   BJ748919   standard; mRNA; EST; 744 BP.
AATTGCAAAGATTTTACAGGTTAACATTTCAATGTATTTTTTTTATGTGCTCTGAAAACA
TACTTGTAGATATTAAAAAATATCAATTACCTTTGAATTTTGATAATTTTGAGTCTAGTT
TTCCACTTTCTTATGAGTAAAGACAAGGGCAATATTTTTGTCTTCTGCCTTGATCGTTGA
TTCAGCCAAACATTCCACTTCGTTGTGCTTTTTCAGTGACAGTGTACAGGGCTTCCATTC
CAGCTTTAATGTGGTCGGTAACATGGCAGTGGACCAGCCAGGTACCAGGATACTGAGGTC
GCATTTTTACCGTCTGAAATGTGGCTGGAAACAATTCGTATGAATCAATACGATGGCGGT
TTCCTCCAAGCTTATATTCCACACTGTGACCATGCCAATGAACAGTGTGCAAGTCCACCT
CATTGCCCATTGCCATCAGGTACCAATACACTTTGTCACCAGCCTCCATGTACAAATGCA
GGTTGCCATACACATAACCATTAATGGCGTGCATCTTATTGCTCTCAATAAAGTCCTCAT
TGTCCTTTATATTTGGTCGAGGGTTTCTGATGAATCTTCTAATGTTTTCATCAAGATACC
AACTTTCATTTTCATCAAAAACTAAGAAAAGCAGTGCTAACTCCTCCACTTCCTTCTTTA
GTCCGAAGGACCTGGCCCAGCTTCGACGGCAGATCACCAGTGGACCAATCAGCCCACTGT
AAAGGTCCTTTGTGACATCTACAG
>BJ748925 ID   BJ748925   standard; mRNA; EST; 394 BP.
TTCCAACAAAACAAAACAAAAACTTGACACAAACATGGAGCAGCCCTGAAGTTAAACGAC
TAAAGGCTTTGTTTCCTGTCCAACATGAATGACAATCTTTCCCTCTACCATGACGTTTTG
CGAGGCTTCGGTGAAATGTTGGTGATTCGTTCTCCTTTAGGGTCCCGCCACCATGTCCGC
TCTATAATCTTGTCTATTGGCAGTTTTTTGTTTCCTTGGCATCTGTGGTCAGGTAATTTC
TCTGATGGCTTTGTGCGTTAGCTGGACGGCCAGACGACGACTGAAGCTTTAGCAATCGTA
CTTTTTCACATACTTCTGCTCGTTTTTGTGGGAAAAGGTCATCGCCTCTGGTGCTGGAGG
AGTGTTTTTGGTGGGGGGGGTCGGGGGGGGGGGG
>BJ748947 ID   BJ748947   standard; mRNA; EST; 738 BP.
CTCTCTGACTGTGGCAACAAGGAAATCCCTCTGACAGACAAGCAAAAAGGTCAGAAACTC
CAAGTTAAAAGTGCTGGATATTCTCCTCCTTCTCTTCCCTAACAGTGAAGGTTTGTACTG
TGTGTTATTTTGTCATCCAATCTCAAATGCTAATCTTCTAAAACTGCAGGATTTTTCTCA
CAGACAAAGTCTGTTGACTTTAGCTAAGAGTTTCCTCCCTCTAGTAAAATGAAAAGTGAT
TTACAAAGGAATTAAAGACCAATCAAACCTTCCATTTCGTTCTATTATTAATTTAAATTT
GTTGATCCTCCTTAACTGATTTTTTTATCCCACAAACTCTTGTCCCAAAATGAACAAATA
AGACTAAAGACTCGTAACATACAGTCAGTCTGACCCATCACTAAGTGACAAAATCGAAGA
GTACATTTGTAAATTTGTTTATTTCATAGCGGTCTCTTTTTATCTTTAGGGTTACCCAGA
ACTCAACGGTGTGTTTGCCAATCACATCAACTGTTTACAATGACGCAGGGATGAAACTGA
CACCCCCAGCCTCGTCCATTAGCTTTCTTTTCATTCAAAATGTAATGTATTTTTGTGTGT
TTTGCTGCAAAAAATGACAAAAGTTCCTACTTGGATTTGAGTTTTTTGGACAGTTTCAGG
TTCAAAGTGAAATGATTGGATAATATAATGAAATAAATATCAGTAAAAAAAAAAAGCTGG
GGTTGTACTAAAAAGATG
>BJ748976 ID   BJ748976   standard; mRNA; EST; 638 BP.
GACAACTGAGCCATGATAGCAGCATTTCACTATTACAATATTTACACTATCACATCACAG
CAAGGATATATGCACCCTTTACATACATTGTAAACACATGGTATAAAGACATGTTTGAAT
GCTAAAAAAAGCTGATATATTCACAAAGGAAAGGAAAAAAAAAACATTAGGCAGCAAAAA
GCTGCTTGTACAACTCGNGGTTACAGAAAAAACTGAAAACAAGTTTCCNCAGGTGAAGGA
CAAGACGCAGNGNGGNGACAAATATAACCCCGACNGTGAACNCGAAAGTAAAAGACAAAC
TATTAGTAATGACNGTCTTAGACATTTGCTATTAAGAANGTCATTCATTCTTTCCTTTTT
TTTTACATGTCTATGATCAGAAGGNGTAACAGGTAANCANGATAATTGATTTCANAAAAT
TCAATTCANCAAAAGNGATTAGGGGACCCGCACAACCTTACCCCTCAACTCANAAGCAAT
CATAGACCTTTCNGGAGGCCANAGCTGTTCTGAAAACAACNTTATTAGAACAGNCGATGC
TGNGACTCAAAAACTAATCATTATACNGCATTTGAGCTGGAAAAATTAAAAAATCTTTTC
TGATTTAAAAAAAAAAAANATTTTTTTCNCCAAANCAG
>BJ748982 ID   BJ748982   standard; mRNA; EST; 728 BP.
AATGACTGACAGAAACCTCTACCATGGACTAAAAAACACATTCAAAATTCAGTGGATTTG
TCCTTTCATTCAGAAAGTGTTTGTTGCTTCAGTCTAATTGTGAATTGTAGTAAAGCAATT
AATGTTTTTGTGTGGGCATCCTTCCACATCTGAGTCTGGCCCTTTCATTGTGGAAATCTT
CAGCGTTGACGCTCATTTACCACCACTGGTCAGTATCCCTCAGCATCTGCATGGACTTCC
TGTGCAGGAATGGCTTTGTCTGGACCTCAGCGGTTCTTCCTCTTAAACTGCTGTTCAAGA



GATAGGGACTGCTGGCCTCCCTCCTGCAGCTGCAGCTCTGGTTCTTAGATGTTTATGATG
CGTCTCATCAGTCTTCCATCATTGCTGGTCCAGGAGGAGATTCTTCATCACGGTCACAGA
GACATCTGTCCTCACTGTCCTCAGGTGGAGCGCTGCGCCATGGTCCATAAGGTGCTCTCT
TANATTGGAAGATTTTTGCAGGATTGTTTGCAGAAAAAAAGTGATCCAGCGCGCGATGGA
CTTTGCATCCAAAAATGGGATGTTGCTCCGCCTCTGACCCTTCCAGCGGGGGCATCATCC
CTTTGCTTGATGGAGGGATAACAACCCTAAGGTCTGGCTTGCGGCTTCCCATTCCCATGT
TCCCTCCGGGGGGTGGTGGAGACTTGGCGGGCATGACTTTACCCAAGCCATTGCCGCTGG
CCGNGCTG
>BJ748999 ID   BJ748999   standard; mRNA; EST; 768 BP.
CATAGACGGAGTCAAACTTGGTTCACACTTCAGGGTCATTTTAGGTATAAACATGATCAG
AACTATAAAAAATTTCACAAAATCTTAAATATTAACGTTAAAAAATGATTAAGACGATTA
AAAAATTAATGTCATTTTCACATTCTTACAAACTTAAAGACGTCTTTGCCTTTAAATCTT
CCTATTTAGGCGTTTTCAACCTAAAATGGCCCTTAATCCCAACCTATGTTTCTTCAGTCC
ATGAACAGAGATCATACATGATTACATGACAGCAGATCCAGACGAATGAGGAACAGCCAG
AGGACGACAGATGGGCTCAACGCCGGCGTTCCGCTGCAGACACATTTCTCTGACGGCACA
GTTTAACAAACCCAAACCCTCCAGAGGAACTCCTAATGTTTTGCACTTACATAATGCGTT
TATCTTGACTTAACTCCTCCCACTTTTTGTTCACGGAACGCTGACGTCGAGTGGCTCTGC
TTCGTCCTCGTGCAGCAGACGACTGGTGAAACGCTCCAAACGGTTCGTAAAGGCTTGAAG
TCGGCCCTCTTGCGAAGCCTCATGAACCGTTTGGAGCTTTACGACAGAAATCAGAGTGAA
GGGAAAGTAGGAGTTTCTTCCTGGTTCGCATGCGCTCACCATCATGGAAGCAGAAGAACG
CGTGAGCCGCTCTGAGACACAACCCAACGTCTTCCAACCCAAACGACTCTTGAGTGTGGC
GGCAGATCTGTGAAGTGAAAGCGGTGGCATGCAGCGCCGGCTCTGCCT
>BJ749020 ID   BJ749020   standard; mRNA; EST; 279 BP.
AACCTGGTCTTCTTCTGGGACATTTTCATCATTTAAAAGAGTTTGGCAGTATGCATGTCG
TTACTCTGTCCCAACCTCCTGCTCGTTTTAAGATTAAACATTTAGAACATGCATGCAGAA
GTACAACTCACCGAAAAAGAAATCAAAACTTGAGGCTTTTTTTTTTTTAAANCNGGNGGC
TTTCAAAAAACAAACGGCNGTTCNGCNCTTTGANANACCCCNCATNAAATNGANCCNGAT
NGTTNCGGNCNAAGGCAANTTTTCTTNCCANGGAAANCA
>BJ749041 ID   BJ749041   standard; mRNA; EST; 724 BP.
GTCCCTTCGGTGAATCCATCAGATGGGAACATTCGGGGTAACATTCTTCAAAGAAGAGGC
AGAAGAACTTCAGCAGATTTCTGCAGCTTTCTGCTCAAAAACAGAAGCCGACGAGTTCAA
ACACGTCTCTTCAACATTCTTTAAACTTTTCTTTTTTACACAGATTCCATTCAGCTGTGG
GAACCGTTCATGGTTCCTACTTCAGACTGAGCAGGAAAGTCAGTGGTTGTGTCCGAATTT
CTTCCCTACTCACTATATAATGCACTATATAGTGCTTTTGCCATTTTTTAGTGCTGTCCG
AATCTACAATTCCAAAATCCAGTGCCCTAGAAATTTCCCAGAAGTCTCTGCGAAAAACCA
GTGTCCATCGATGCTCACTAGGATCAGCAAATATAGACTACAATGCATTGCGTCAGAACA
ATTTGTTGCCCAAAAATGGATTTAAATGCATTTTTTTAAAATAAACCATCAACGTTTTTA
TCTTCAGAAGAAAGTGGACTCATAAATAATTGTCAGAAAAAGCTCATATTGATTCGATTT
TAACTTTGTGAAATCGATGACGTCATATCCACACTACATAGTGCCGCACTATATAGTTTT
TTAGTAGTTAGGTGTTAGTGTGGGAATTCGGACATAGCCAGTGATTCATCCAGTAAATGG
AGATCTTTGGGGTTGGACTGCTGAACAAAGATTATGAGTAAAAAGACAATCAAGAACTTC
TCAA
>BJ749066 ID   BJ749066   standard; mRNA; EST; 694 BP.
CAGACAGAGGCATTTCTTTCCATGCTGAATAAAAATGTAAACAGCTCTCTGAAATGTTCT
TCAGCAAAAAAGCATAAGTGTTCCAAAAAACACAAATTGAATTATTTTAAGCTCAAAATG
CAATCTTCATTTAATCTTTCATTAGCTGCAATGGTTTGGCATCAGCAGTCAAGTTTGCTT
CTTTATTTCGACTCTTTAAACAGCTGAGTTATTATTCCTATTTGATAAGGTCTGCTGCAG
TGTTTTACAACCTTTTTTGAGCCAAGGAACACCAGCACCCAAAAATTAAAAAAGGGGAAC
TCCATAGTCTGTATTGATGTACCGTCCCTCCACAATCTCACGTACATTTTTGTTAAAAAA
AAAAANGNGACAGAAAAAGCTGGAAGTTGCAGCTGTTTTTAAAAAAAAGATGTAATAAGT
TAAGTTAGATTTTAGTAATAATTTTCAACTAAATTATTTGTAATTTTACCCNGGNAGTTA
TTTTTNCCNCCAGTTTATTAACAAGCAATTTTATGTAACCNCATCAAAAACAAATATATT
CTTTCTAAATTGGGATTTATTTATTTATCNGTTTATTTTTTCAANGTTGGNGACCAAACT
CTGGGGTATTTGGCTGTTAATAAACNCAAACCTTGAAGGAGAACTACNCTGTTGACCTCT
GATTTCATCAAGAGGATTTAAAAACTGTTTGANG
>BJ749073 ID   BJ749073   standard; mRNA; EST; 783 BP.
TTGACATATTTATGTCCATGGTCTTCTGTACTTTAAACAAGCCATAAAAACATCAGTCAA
TTCTCAAACCACTAGGATTTAAAAATGTTAAAGCAAACAAATGCGTGTTGTTCCTTCTGC
ATTTCATCTTGGATTGAACATGTAACATTATTAACAACAATTACCATAACACCTTTAAAG
TCATCAGTGAAAGAAGCATATTTACAGCAGTGTCCAAGGCAACAATACCCTTCCATTCAT
CAAATTAGTACTGTAGTTCCACACTTGCTGCCTTTGCATTAACCTAAGGAGGAGTGGGGA
GGTTCGTTTGTTTGTTTTTAAATCTGGTGATCAAAATGAAACGTATTAAAATGATTCAAA
AATATGAAAAGTGACAGCTGTAAACCAAGTCCTTCAATCCAACTCTATGAACCCGGGGGA
AGATTTGGTAGAAAAAAATTATAATAATAATAAATTGGGGATTTTTTGGCTTTGGGGAAA



AAGTTTCTTCAAGACCAAAAGATAAACTCAAAAGGTAAACTTGTAAAAGTATGCAGACAA
TACTCATAAATCCTAAGCGACACGTGTATTTTTGCACATCTAGATTATAACTTCACCTTC
ACTGTTCCTAAACAGAAGAATGGAAAACCCACAAGGCAGAATGTGATGAGACAAAACTCA
TTCCCAATGCGATTTTGACTGCACTTCACTTTAGAATAGATTTTTCATAAAACCTAAGCA
CAGTTCAATTGCCAAAACAACCTGTATAACGAAAAGTTTTATCACTTCTAGAACATGGAG
GNT
>BJ749079 ID   BJ749079   standard; mRNA; EST; 733 BP.
AAGTGGGGCCTCTCAGGGTTGTTTTCTTTTGATACTGTGACAGATGCTAGAGTTGTTTTC
AAATTTCCGATGACACGTTTGCAGCCTGCATCTAGCAGTTCAGCAGTCTCGAACTTGAAC
GTTCAGCCAATGCAAAAAGGCGACAGAAACTCAAGTGTAACACTACATAAGGACAAGGTC
CGGCTTTACCACGATCCACCTACGAGACGCCAATCTCAGTGAACATGCTTATCTTTTCAT
CGCCCCATGCAGTGCAGTGTACATGTATGTGTCTAGGAATCAACAAATAGTTCATCAAAT
GAAGATACTGTCCCTTTTCAGTAAATCGCTAGTGGAGTATTCTGTTTGCATGTAAACCCT
TAGAAAAAGTGTCACATACTTTCATCCACATTCTGGTAAGCAAACACAGTGTTCTTCAAA
CTAAAACACAAACAGGAAAGCTTCAACAGGTAAAAGTATATCGATACATCATAGTTACAC
AAACCCAAAACAAATAAAAGCTTCACAAACATGAAATTTGGATGATGAGGACAAGAAACA
GAAAGAGAAGGAAAATGCTAGCAGACTAGACTAAATCATTTGGGGTTCACTGTAGGAACT
TGTTCTCACAATAAATCCCTTTACAATGGCAACCTGAAAATACAAAATGAAAAAAATACA
CTGGAAAGTTGGGTTGGCGTAGGACAGGCTAGTGCAAACAGTTTTTAACCATTGCTTGAA
CAGCAAATGAGCA
>BJ749088 ID   BJ749088   standard; mRNA; EST; 677 BP.
GGCTTTTAAAANTATGCAGAANATATCCGGTATTCTCAGATATGCAGCANAAATGACTAC
NGTTCAGATGTATATTTGTAATTTTAAGGCAAATGTTTTCAGTGGATTTAAGAAGTGAAA
GGGTCCACAGTAAGAGGATTGTGTACAACAGCGACTGACAGATTTAACNGCTTCANCAGA
GATAGTGGGGATTCTGAGAGGAAGTTCAAAGAAACAAATAATGCTTAGATGTANGAAAAC
AGGTTTAACATCANATACAACTTTTCTCCAGATCTTGAGCGGATATGGTTCTCAGTGAGT
GAGANGAGAGGAAGCGGGGAGGGAAGGGCATGGCAGAGGGAGGANGGGACAGACTTGGAG
GGACAGAAATGATGGACGGAGTGTCTGCNANTGANCCNTAACCAGCTTTTTGCATGTGTG
TTCCACCACAGCAAGCAGCACCATGGTAAANCACANGAGGGTCCATTGAGTCTGTGGTTA
CATCTGGGTCATCANNGANCTGGGTATGCANGTACTGATGTTTGGTGTAGAACCTGTTGT
AGATGCNGTACACTGCAATCNTCAAAGTAAAGGTACCAACGGATGCAGCGATGAACAAAC
CTATCTTGCCGTTTTCTTTGTCTCCATTAANATATGTATGCTNAGCGTTTAANTGAGAGC
TCTCCTCTTTCCAGAGA
>BJ749089 ID   BJ749089   standard; mRNA; EST; 687 BP.
TGATGTGGAAAACAAACATTCCTTCGTCCTTTGATGAGGATCTTCTGCTCCTGTCACCTG
ATCAGTTCCTGTTCTCAATGAGAACCCATGAAAACAAAGTTCCATATTTTCATTCCATCT
GAGAAGAAACTGGAATTCTGGAGTAAACGATCCTCACGGGTTTTCATAGATCTCAGTCTC
CTGTATGACCCACGTGACCCGTGTGACCCTGGGGGCGGGGTCACGTCTGTCAATGGTCTG
GTAGAGGTCGTCCGTCGGCTGCTGGAGGCTGGCGTACGTGCTGTCGTCATCGCCTTTGCT
AGGTGGTCTCTGCAGCTCCGCCTGTCGCTGAGCTCTGAGAGCCGCGTTCCTCAGGACGAG
TCCCAGCAAAGCTGCAGCCACCATGACGAGTCCGGAGGCGGAGCTGACCGCTGTGGTGAA
GCCGAGCATGCTCAGATCGGACATGACGCCTCCTTCCTCTGCATCTGCTTCCACGGTGCC
CTGCAGGTGCGAGCACTCACAGGTGTGGTTCCGGCCGTCCTCCGCCTGCAGAAACAGCGT
CTGGTTCTCCGTCACCAAGCGGAACCCGGAGCCACATTCAGAGCTGAAGTTCTGCTGGTG
TCGGTACAGAACTCTGCAGTCCTCTCGCCTCCACCGGGTCCGGATCTGGCAGACGATCAG
CGTGATGTCCTGCAGCGCCGCCCCAGA
>BJ749121 ID   BJ749121   standard; mRNA; EST; 767 BP.
TCCTTTTGAATAGTTTTTTCAACAAAATGAAAATGAATACATATTTCAGGGTGTCCTAAA
CTTGAGCTCACTTTCACAGATGAAGAAATTTTAATCTTGAGTTCATTTAGCTGTAAAAAC
TTCCAAAGGGCCTAACCTGAAAGTCCTAAAACGTTGGCACAAAGATCAGACGGGTTTGGT
TACATGAAGCAACACAGAGCTTGGTCAATGAGGAAGGAGGACTCCAATTTACCAACCTCT
GTGTTACCATGACAACAATGAAATAATAACAATTTCCAGCTTTTGTTTCAAATTGTGGTA
CCGTCCTACACACAATAGGCTGCAAATCAAATCTTTTTTTCTATATTCTTTGAAGTTGCT
TGACTGTGACTGTAAAACATTTGGCACAAACTTTACTGTAAAACGTTTTAAGTGGGATGT
GTGCATTAAAGTTAACATGAAGATTCTCTGAAAGGTGAATAGATGAAGAGGAAAAAAAGG
CTCATTCTTTAACATCTGTGAAACACACAAACACACACACACACACTGTTCATGTATAAA
GTACATACCTTAATATACAATAATGAATTCTCCCTGAGTGTTACTTCATAGTGTTTCCCA
AACAACTATACTGCTCTGGGTGTATTCTAGCAGCCGACAATGCGACATTATAGCTCCTTC
ATTTTCATTCAGACAAAAGCAGCAAACCAGTACTATGATGAAATTAAAACCACACNATTA
AAGAAGAGCAGAAATACNTAGATGTGTTTTGGATGTGATAGAATACC
>BJ749122 ID   BJ749122   standard; mRNA; EST; 683 BP.
TTGCACTGGCAAACTGTGACACAGGTATTGAAATGTCATGAAATATCCGTTTAAAAATTG
TAAACACTTTTTTCCTTGTGTGCTATTAAAATGGAAGAAGTGAAGCCAAAAACCAAACCT
TTATTTCAAGTATTTTTCTGACAATCACCAACAGTCTCACTGTTCTGATGAAAGCACATT



ATAAAACGAGCAGGTTCCTTCAGTCCCACTAAAAGGGGTTCAGCACAAATGTTTGAATCT
ATTCCTTTACCCTCACAAGGGGACTCGGTACAAAAGTACTCAGAAACAAAGCAACGCTAG
CATGGACTCTCTCTCCACCCCCCAATTCCTGCTAATTCAGTTGAGATAGTTTGTTTTTTT
ATTACTGTTGGTGGAAGCCCCAAAACATGAGAAAATTCAAGGAAGATCATAGAGAACATG
CAAACTCAAACAACCCAGCTGATGTCTAAAATAGTTTTTTTTTGTGTGTGGAATGACAGT
TGAAACCTAAAAAAAAAAGAAAAAGTCTGAAATTACACGGTTTCCCAGCTCTGTTTTCAT
TCAAAANACTAAACTCCCCNCATTTGGATTAGGTCAAGNGCAAAAAGTACAAATGTACAT
AAAAGTTCCCATACAGAGTCCAACTTTACAAACAGCTTTAGAAAGACTTTACCCTAAAGT
TCGGCGNGCCATCNCAGCAGCAA
>BJ749124 ID   BJ749124   standard; mRNA; EST; 221 BP.
GGNCCCCGTTGGGTTGTTAGNAATATGTNAAGGGAGTANCTANCANTANTTAGGGCCCCA
CCCCCGGNCAGGANCAGGGTTCATTTTGNCCANTTAAATAAGGATGTAANAANCNTAATT
TCNCCCATAAGGTTGGGNAAAGGGGGNANTNCCAGGTTGGCAAGGGNAANCAAAAANCNN
CNTGNGGNTAAAAGGGNAAAAANCNTCTGTAGNCCCCGGGC
>BJ749134 ID   BJ749134   standard; mRNA; EST; 181 BP.
ANCTGAGTGAGTTCACCCNACAGGTCAGAGTGAAGCAGCGCATGAAGAGGANCAGCTGAT
GCCNCAGATGAGAAAAACTTTCCCAGTGTGCCAGTTTCNNCCACAGATACTGAAACTAAC
AGCAAGTCTGCATGCNNGGAGAAAAAANGATACACNAAANGCCTGACGTTATGACAAANT
A
>BJ749144 ID   BJ749144   standard; mRNA; EST; 488 BP.
TATCTGGTATAGCTCTAACACAATGCACTTTATAATGCAACTTGACATTTAGAATTTTTT
GTTAAAAAAAGATAACAAGAAGCAACATAAAAAAAGCATACTTTTCATATTTATACATAA
TACCTAAAGAGAATAATATGGCATTCCTTTCTTATTTTTCGCCGATTTGGTCAAACTTTA
CAATCCTTTCGTACAAATTTTTAATCGCAGATGTCCGATCGAGTAAGAGCCTGTTGGTGT
TGAAATGAGGATTGTAAATGCAAAGAAAGTGCCCATTTTTTGTCCAACAAATGCAATTTT
TGGAGGAAGAGTTCGCAAAATATAGATCTAGGTATCAGTACTCTCTCAAATATAGACTTT
AGAATATAGCAACATACGATTACAGCTCTCAGAAATCTTTTTTTTTTNGGCGGCTNGTTA
NGGCNCATTAGTNCGNAAAGAANCAAAAAAAAAAAAGNTTAAAAACCCCCCANTNNAAAA
NAAANCCA
>BJ749145 ID   BJ749145   standard; mRNA; EST; 106 BP.
TGGAATACTACTGCTACCCCAAAGTTGGTTTGCTGCAAGATCCTTACTAACATTTTGAGC
CACATTCTTCTTTGTACTAATGCCAGGTAAAATCTCGACTGTCTCA
>BJ749147 ID   BJ749147   standard; mRNA; EST; 417 BP.
TACGACCAACTTGGAAAACTGCTTCAGCAACTGAAGTATCGGTCAGCTTTGGTCTACTCC
TTCTTCTTGTAGTCCTCCAGGTGAGCCAGAATCCAGCCAGAGGGACCCAGGATGGTGATG
AACATGGTTGTCATGGCGATGGTCTGGTCCCTCCCACTGATATTCTCTTTGGCGGGCTTA
GAAGCAACGTTGGCCACCGGAGCCACGCGGAACCTTAGCGCGGTCCTCAGGAGGCGGGAG
GCAGCGGGCAGAACCATGCTGGAGGGCAGCGGCGGGGGGGCTTCAGGACAGGTGAGCCTT
CAGTCTGCAGGACAGGTGAACTCCACGACAGTCACAGACTCTCCTAGCTGAGCGCGCGGA
AGGTGTGCGTGATCGCGCACGTGTACGATAATATATGATATGGGGGGGGGGGGGGGG
>BJ749170 ID   BJ749170   standard; mRNA; EST; 130 BP.
GATACTAGAATTACGAGGCATGCACACAGATAATGTTCATACGGTTAGAAGTACTACAGT
GAGGTGTGAAAGCGTCACTCTGGGGTAAGGCTTTTTTTTTTTTTACCNNCCCNGCCNCNG
GGGGGGGNAT
>BJ749193 ID   BJ749193   standard; mRNA; EST; 157 BP.
TAAAANCAAATATCAGCAATTAGTCTTCGGAGCTATCATGGGAATGTAGTACATTTAATG
GCATTCNTGGCGTTAAGTAAGAAGAAAANTGGATACTCCCCGCCCCCCAAAACGAAACAA
ATAAATTGTATTTTTATATATATATATANACACACNC
>BJ749212 ID   BJ749212   standard; mRNA; EST; 715 BP.
GAGGTTGATCAGAATCACACCTGTAACTCACTCGTCACATCAGTCCTGCAAGTTCTGGTA
GAGATGCAACCAAAACAGAATAGATCAGTCACCAATGTTGATGGCAATGGTCAAGGAAAG
ACATACAACCCCCCCATCCTGTCCGAGCGGCATAAACTCAATACAGTTCATTTCTACTAC
CATAGGGGTTCATATTAACATCTCAAAGAGTGACAAATAACCCCGATTGTAAAAGCAGAA
CATGTCCATCACCAGAGGCTCAGCTGCAATCTGTCTTCTTCCAGATCATCAAGTAAATGA
AATCTGTGTCCAAACCAACAAGTAAACTAGAATGAATGTCAAATCCATTCACATGTTAGT
TTCCTAAAGTTCACCACTGTTGTTTTTCCACATCCAGAGAATCCAAAGGGAACATTCTTA
GAACATTCTAGACACTGGATGGTCACATACTTTATTCACAGTCTGTCCACACATTGGACT
GGAATGATGGACTGATCCGTGTTGATGACATCACACGTGTGTTGTCTGCTGTGATTGGTC
GGTCTTACATTAGAGTCAAATAAAGCCTAAATAAAGCCCACCATTGATTATTGATTTACC
TCATTTTTAAATGATTTCTTAACGGATTAGGCCTATTTGATTTGATTTCTGCCTCTTTAG
AGGGTGACAGGTGTGGGGATAAACCAATCAGCCAGCATTCTTTGAATTCTTATAA
>BJ749214 ID   BJ749214   standard; mRNA; EST; 788 BP.
GTCAGCCCAGAAAACATTATTTTCCATAACTCTTCAACTTTGCACCAAATGCAATATTCA
ACCAATCAGCAGTGATTATGCCATTCCAGTGGTTTATTTCTTTTAAACTCTAAAAGTATA



GCATTTTAACTGTTAATTTAAAAAATGTTGAGCTGTCATCTGTGAGATTTCAGTGTTTCT
AGGATGCTTTATTGGTTTGTGGTGACACATGATGACTTAAAGGTCAACAATCTAAAAAGC
TTTTAGTAATAATGACTAAGACATCACAGTTTTAAGGTACAAGCTTTTAGAAAATTAGAC
TAATCCAAGTTTGGCTATTCATAAAAAAGCACAATATTTCAAAAACATGACCCTGAGAAT
AAAAAACTGACTGAAAATGAGTTTTAAATGTAATTTACACAGCAATAAATAGTTGCAAAT
CAGTGTATTATTTGGTGGTGTAGGTCTGTAATTATCTCCAACCTGTTTGTAGATCATTGT
TCTTATCTCAGTGAAATTTCTTTTGGCTTCTTGGACAAAACAGTCACTTTTGTCTAAACT
TGAGTAACCAATGGTTCTCCTAGAAATGTATTGACCTTTCCATACTCCACAGTCAGATCT
GCACAACGTCCACCAAGTAAAGTTCCGTTTAAGGGATTGCAGATTCCTTCAGATGCATTA
TACTCATCTTCTGGATCCCTATCGCCTTCCTCTATTTCATCTTCGTCAAGCTCCTCANCC
TCCCACAGCATTGTCTGGACATGATTGGTACTCAGTTTGATCTTCNCATTCAGTCTCTCG
ATGGTAAA
>BJ749241 ID   BJ749241   standard; mRNA; EST; 665 BP.
CTTTTCATTTTAGTACATTTTAACCACAGAGGTCAGTAGAAAAGGGGAGGGAATCAAGAT
GGTTTGTATTGGCTCTTAAACGAGCTGTTTTGGGTCAGTCCAAGGAGGAATTGACCGGAA
AGGCTACTCCGCAGGCTGCTGGGTCACTGCTCCCTCCGCAGTGAAGTGGGCCATGAAGGT
TTCCCTCACGGCATAGGCCTCTCTGGAGAAGTTGTTAGCTGCAAGCCTTCCAAGCCCCCG
CAGTGGCTCCTCTGCAGCGGCCACAGCCTCCTCCACAGGTGCTTCACTGGCAGAGGACCT
GATGAAATTGTGAANAAGGNATGTCGTCTTCACAAACTTCTCCAAAACCTCAGGCCGGAC
ATCAACCAGGCGTCGAAACAGCCGCCACTGTGCAAATAGAAGGCCAAAGGTGTCCTCCAC
CACCAGCCGGGCCCGGNAGAGGCGGTAGTTGAAGATGCGCCTTTCTGGGGTGAGGGCGCG
GCCAGGNAACGGGCGCATCATGTTCCTCCGCAGAGGAAAAGCCTCATCTGCCACAAAGAC
ATGGGGCTGGGGTCCTCGCTGCTCTGCTCCTGGGAGGGGGTGGTCAGGTGGCAGATTGAG
TGTGCCGCAGCGAAGTGCCTGACCAAGGGTGNAGTTGGCCAAAATGCCGCCGTCGCTCGT
TCTGC
>BJ749262 ID   BJ749262   standard; mRNA; EST; 652 BP.
AGAGATGAACTTGACATGACAGAGGACATGGACAAACGAAACAGACAAACTAGAGATGTT
CCACACTGCGGCTCATCCCTAAAATCCTGAGTACTGTAATCTCCTATAATGTAACAGAAA
AAGAGTGTAGTTAGGGAAAGGACCTCCTACTAAAAAAATGAATGGAGTTGAGTCTTAAAC
AGTGCGTTGGATTAATTTAGAATCACAACAGTATAGTACAGCACACAGAGCTAATCTACG
ATACATTTGTTTCAGGTCCACTGACATTTTTCACACACTGTTAGCTAATCAAAAAAGGAA
CGTTTTTGTTTTATGTTGACCAAACCCCTATCCCCAAAAATCTTCAAATGAGAAATATTA
AAAAATTGCTTTGTGGATTAAAACAACATGTGTAGTGAAATATCTGCAAAAACACTAGTT
TGTACCTTTTTATTTTCATGATACGAATCTAGGCACAAAGCCAGAGACAAATCAGGTTGC
ATTTACTATCACCTAAAAGTTCAGTACTTGGCTGGTCCCAACATGGACGCTTCCCTTGTT
TTGCATATGACAAAAATCAACAGATTTAACATTATAAATAAAAATAAGAGTTTTTTCCAT
CAGCTTTCCCTTGTTCTATTTACATATGTCCGTTTATCAGTCCGTGTCCTAC
>BJ749263 ID   BJ749263   standard; mRNA; EST; 615 BP.
GAAACGGATTTTCGATTCATTGTATGTGATGCACATGCTGAAGAATTGACAATAAAGTTG
ACTTTGACTTTGNTATATCTTCATAGAAAGTTCTTTTTTTTCCCAATACACAACTACCTG
TTCTGTATTCATGTTCCCAACTTACCTTAATGAATTCTTCCAGCTTGGAGCTGTCCTTTA
GCTTGGTGTAACAGTTCAGTAGCAATGTGGTGTGATCTGCATTGGCCAGTGACTTCCTGT
GAAGGGCTTGTAAGTAAGCTGTNAAGTTGTGGATCCGCTGTGCATCCAAGAATTTTCTAA
TAACATATGAAGGCTCCAACTTGCCAATCGTGCGAATGTACTGCTGGATGGCGCCATCAT
GGTCTCCCTTCAAGTACAGGTGATCACCATACTGTCGAAAAATCTCTGACAGTCCATCAC
TGTCCAGATGCTGGCTCTTAGCCAGGTTTATAGCCATCACAAACAGGTTCTTCTTGAAGA
GCATCTCCAGTTTGGTTTGTGTGTCCTTCTCTTGTAGAAGAAACATTGTTCCACTTCTAG
TTAAAATGTAAAAGGAGCCCCCATTCTGCCACTACATCAATAACATCATCAAAACAGAAA
CTATAGGCAATGAAT
>BJ749266 ID   BJ749266   standard; mRNA; EST; 608 BP.
AATCCTATTAAATTGCCTAAAATTGTAATATTTACATTTGTTTTCTGTTGACTTCAGCAT
CTGTTCCGGTCCTTCTTCTCTGGATGAATGTCATCAACATGTTGGTCGATGTTGCGCTCT
GAACCGTCTGCACCGCTGGTTCCACCGATGGATGACGACAAACGCTGAAGAAGAGGAGGA
TGGAGCAGAGAATTCAGCATCCGTGACGAAGCACCGGTCCACAGAGATCCAGATTTCAGA
ACCGAACCTGGACCAGTCAGACTCCGTTTTTGCTGCAAAGTGAGCCGCAGGCGATTCAGT
GAGAATGAAAACAACAAAAGTCAAAGACCAAACAGGTTCATGGTGACAGAAAAATAAGGG
GAGCTGCTTCCTGACCTAAATAAAAGTGTAATTTACGTGTATTTGTCTGAAAGCTCAAAC
ACCAGAGGAGCCTAAATTAAAGTCCAGAGGGTTTATATTTTGTGTTCAGGGTCACATCAT
GTTTTAAAACCTTCAGAAACATTTAAGAGCGTTTTCTAAGGTTCTAGCTCACACAGAGGC
TAAAGCAGAGAAAATAAGAGGCCAAAGATGGTTCTCTGGAGAAGAGCACTTGCTTCTCTG
ATTCCGTC
>BJ749272 ID   BJ749272   standard; mRNA; EST; 663 BP.
CCATTATGCTTTTGACAGCTCATCGATGGGAAGGGGGGCGGCCTCCACACCATCACTCAT
CTGTCAGCAGATTATGGACGCAGAGCAGTCATTAGTTCAGAAAGAAAAGCACATAAAGCC



TGAAGTCTGTTGACGTTTCATCTCAGCTGATGGTTTTAATCCAGATGTGTGATGTTCTGC
CCTCCAGCATTTTCCAATAAAGCAAATGGAGGCTGTGAGCAGTCAGGAGGAATCGCTTTT
TAATGCAGGAAAGTACGGCGTTGACCTCTAAATGCATCACAGCACCGCCGGCTGCTGGGA
TACCGTCAGAGACAGTGGAGGGAAACGGGGGAATTTAACACACACAAGCAGGATTGACGG
ATCAGACTCCGCCTCTTTCTCACTCCTCGACAGCATAGTCTGCAGGGGGGCCACGTGTGA
CCACATGCTAACAGGTTTCTGCCTCCGCGGTCAGACGGGCTGCTCTAAGCCCAATCCTGA
CACGGATCTGCTCCCAGAGTGATCCATGGGATCCGTCTCCACGGCTAACACTTCCTCTGA
TAAATACTGTAAATGTAGATGAAACCCACGAAGAAGCCTCAGAATAAAGAGTTTCCTTCA
CGTCTGACACTAGAACGGACACAAGGACCAATTCCTGCTTAAAGAATCTCTGAAGACTGA
AGC
>BJ749279 ID   BJ749279   standard; mRNA; EST; 151 BP.
TTCAGTCAGTTCAGCAGTTTCTGAATGTAATACAACAAAAACCAAAAACCAGCTCTTGGG
CCTGCCTGGAGTCATTCTGGAATACAAAGACAAAAAAAAAANGGGTCNGGGGGCANCTCG
GCTTTTCNCATTCATTNGCTTCCANAGTTTA
>BJ749291 ID   BJ749291   standard; mRNA; EST; 572 BP.
TTTTTGCCGCTTTGGATAATGTCNAGAAAACAAAAAATAGCTGATATTTGAATAGCTGCT
TCACTTCCAAAATATAAAAGAAAAACCTATAGATCCTCTGGGGTAGGGGTAAAGCTGACC
ACTGTAAGGAAGTGCATGTTTAGATGCCTCTGCATTGAAGTGCCCTCGAGCAAGACACTG
ATGTGAATGTGTCTGTGACTTCAGACCTTAAAGATCCACTCTGATGAAAATTGTGTTTGT
AACATGAGGCATTTCTCTTATGAGGGACATATAAAGGAAATTTAGCTTAAAATTAAATTT
CGGAGTATTTCTTTATTCAAATAGTCGTGATTCAGGAGAAGACGCAAAGATGCAGTTGGA
AAAGACAGAAGTTATTTCAAGCTCGGCCCTCCACTCCATTCTGATGCATCCACTTGCAGA
CAAAAAGATCCATGTACGTCTGTTTTCTCCTGGGCTGGATAGCTTCAATATTGTCGCCAT
TCTTGTTCTATCGGTATCGTTAGGTTGAAGGGCTTTGATATAGTAGGAGTATAAAAAAAA
AAAAGGGGGGGGGGGGGGGGGGGGTTNNNAAA
>BJ749292 ID   BJ749292   standard; mRNA; EST; 106 BP.
GGCAAACCATCCCANGNAAAACCNGCCTTTTGCTTTGGGGAGGGGGAAAANATTTGTACA
AAAGNGTTTTGCNAGNCGGNCACTTTAGTTCCGGGACCGTTTCCNG
>BJ749295 ID   BJ749295   standard; mRNA; EST; 213 BP.
GTTTCCACATGTCAGCCTGTTTGAATAACGCTCCAACAATAAGCGTTTGTTCCTTAAGCC
TCATGATTTGAAGCANAAATTGGAGAAGTGTGTTTCCTGTTTTTATACACTCAGAAAAAA
AAGACTGAAACATTGTGAGGAGCAATAAAGTCAGTAAATGACGGCAACATTTGCTGTTCT
AACAGCAGTATTAGTATTTCGTACTTTGAGTGT
>BJ749297 ID   BJ749297   standard; mRNA; EST; 641 BP.
ATACATTTATGACTTTGAATTCTTAGCAAAGCAGAATAAATACAAAGTAACCCTAAACAA
ACAATAAATATGCAAACATTAAAGAGCTTCTAAAACAATTGTGACACAAAATATTTTTTT
TTNCCGGTAGTACCNCTNGTAAAAGCAANGGGAAANCAAAAANGGGCNCAATAAAATTAT
CGGGGTTNCNCNCAAGGTANCCNTTTAAAAGTTTNGTTAANCNCATTTTANGATTTAAAA
AAAAAGCTTNGCNCATNGATAAATAAAACNGAGTTTTAATTTTTAGAANATTTNGNGGTN
GGGCTTAATTTNCANCCTANGCCATAAAATNCTATTAATTNCCCTTAAANGAATATATAT
GGATNCCATAGCTTTGAAAGGTAGGGCNCCANCTATTATANCAAGGTNCTNGANGCTTTT
AANGCCNGTTNGGGTAGGAAAAAAANCAGATTNCCANGNCGACAAACAAAANCAATTCNC
AGGANCCGTTNCATATATNTTTTTTTANATTTNCAAATATTTTNCTTTTATAGCNGTAAT
NCAGAANGNCNCNGTTTTATTTCAAAGGGAATTTTCTAATACGTAATAACNCTAAATCCA
CTGAATAAAANGTTGTTATTGGTTAAAAGNGATATGACAGG
>BJ749299 ID   BJ749299   standard; mRNA; EST; 476 BP.
GATANTACACCGGTGGTCACACTAACAGAACAGAGCCATGTAAATGCACTGACNAAGACA
AAAACACAAACGTTAAGCCTCAATCANAGGTAATCACAGAAAGTGAAAAATTGGTTATGC
GTTTGCTCAACTGCATAACTCCTATAAGTTTAATAAATTATAAGCAAACATTTCCCTTCT
CTAAATGGCTGTTTGGTTTGTTTGTCTTTCCAGCTGTCACTTCTTCCCAACTATATTTTT
TTTCCATACTTTTCNGCTATCAAGTTNTTTTCTGGTACTTAATTATTATTTTTTCTTGTT
CTAAATGCAAAGTGCTACTTCAGATGTACCCCATCTACTCCTATTGTATCAGCATTCACT
ACTAACCCAACACATTTACCCCAAAAGGTACACTTGTAAAATATGTAATCCTTGGTCAAT
GACTGACAAAAAAAAAAGGCTTTTANNCTTTAGNANCACNNGTNCAAATTAANTCT
>BJ749308 ID   BJ749308   standard; mRNA; EST; 240 BP.
AAGATCGGAGCTCTCTTCACTTGGCAGTCATCATCTGGACAAACTCCTCATAGTTGACCT
GACCATCTCCATCGATGTCAGCCTCACGGATCATCTCATCCACCTCCTCATCAGTGAGCT
TCTCACCCAAGTTGGTCATAACGTGTCGTAGCTCAGCTGCGCTGATGTACCCGTTCCCTC
TCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCNCNCTCTNTCTNTNTNTC
>BJ749322 ID   BJ749322   standard; mRNA; EST; 654 BP.
ATCTACTCAGATTGAAAGCTTATCTGTGTTGAACTAAAGTATTTAGCAAAAAAAAACAAC
ATTCCTACATTATCTACGCTTCAAGACACGTTTATTTCATGAACAAGTCAGAAATGAATG
GATAGGAAATACTTATCAGTACTTGGAACAGGTTTATAGAAAATAACAAAAAATGTGCAT
GCCGCCTCACTACAACTTATCCTCTTTAATATTTTCAATTCTTAATTTTTCTAACAAGTA



GACACAACACACAAATTATCTGTGCAAAGGTGCAATATAATTGTGTAATTTCTTTGGGTA
CTGATCTTTTAAAGACATTTTTAGCTAGCATTAACATCCGCCTATTGAAAAAGTAGAAAT
TTTTAAACATATTTGATCATCTTGTTCTTAAAATATGCAAAGATCCTCAAGAGGAGTTAA
AAACTATGATTTAAAAAGCTTTGTTTTTATGAGTGTGAGCTAACATTTAGTCACTGCTAA
TATGCCAATATATTTTACAGCTTTTTGGGGAAGCATAAAGGAGATTTGTCTCTTGCAGAT
GACATGAAAGATGTTCAGTAATATTGCAACTACAAAGGCTGTGATTGAATGTCTTAGCTT
TGCACAAACTCTAATCTGGAGCTTTGTCAATCAAACAAAAGCTTCATTTTAGCA
>BJ749325 ID   BJ749325   standard; mRNA; EST; 218 BP.
AGATCCCTGTGAGGATGACTGTGAGGTAGANTTAAANNCAGANACGGAACTTTTGAAGCT
NCANATATTTTATGATCTCTTTTTAAGCAAAGAAAATTTTCACAGCAGATTACCTGAAAC
NACNNTNTTTNNACGAGTGCTNTCTGCATANATGTTNTTTTGCGTGCANGTCTAAAANAT
CAAGATGAATCTGGNTTGGGGGGGTTGGCNATTGCNAG
>BJ749335 ID   BJ749335   standard; mRNA; EST; 177 BP.
AANTTCAAAATACACGACCCCGTACACTCCCTTAGCTTTGCTGTGANTGATGTGAACNAC
NTGAACGTGTTCTNGCTTACCACATGCNCAATATTATTTTGTTTCTTATGACTAANCTTT
ATGCATTTCNTANCAATTACATCAGGTAGGACTTTTGTANTCCAGNTAAACGTAATA
>BJ749339 ID   BJ749339   standard; mRNA; EST; 621 BP.
TACAGGAATTAAAAAGAAAGACAGAGAATTCTGCTGGGTCGTCGCACATTACAAATATAG
ATAAGGAAATTAATTTATTAATCTATTTTCTGATGGAAAATAAAAGAAACCAAAAGGCAC
TGGAACACTATCAAAGCCGCGTCTATGAAAACATGTCCTATGATGCGGAAATTCTTTAAA
TAGTCAGAGTAAAATTCCTGTTTGTAGTTTATCGATTTTTAAAATGCTCTTGACGTCTTT
TGATGCATCCTGCAAAAAACAAAAAACTTTATTTTTTTCTTTTGTTTAAATTAGATCAAC
TACACTTTTGTCACCACTGGCGGCAACAGCAACGGACACAAATAGAAAACACAGTCTGAC
CCAATGTTTCTACAAGTCGAACACGATCAACACATCAGAAATGCTCACAAATTCACAGCT
CAGAGGATCATCTGGAACATCAAACAGAATTTTATCATGTAAAACCACAAGATGATCGAC
TGACTGGGCATCAAAAAACTGACCTATCTCAGAGATAACCTTTTTTTAATCGCCATATTT
TCAAAGTAATAAATTGACTTATGTCTTATTTGGAGAGTTTAAGGCTTATTGCTTTAAGCT
TAGGTTCAAAATCAATTATTT
>BJ749341 ID   BJ749341   standard; mRNA; EST; 613 BP.
GTGACATCAATACAAAGTGAGGAATATAAAAACATCAAAGCACTTGATACAACACATAAA
CCTGAGGATTTCCATCTGAGAGCTCTGAATCAAAAGCAAATAATAAAAAAAAAAAACAGT
TGCATGNGAGCNCATGATGACNCCNCANGGCNCATTCAAAGNGGGAGGAGCCAANAGCGA
CNCCTTTAAAGGACTTGGTTTCCTTTTCNGNCCNGGAANAACGAACAAACGGCAACAACN
CCNGGGANGCTTCANANACCCAAATGNGANAAATGAAAAGCTAAAAGNGAANATTGNCCC
TTTTTTTATTTGAANATCTNGCTAGTTTGGGTTGAGNGGTTTTACCCCCCAAATTTTGAA
CNCCTTTAAGTTATATACGGATCANGTTCTTCTGCCNCTTCTATGATCCAGTAACAAACA
ATAGNGGGCTATACNTTTCNCNCATGAGGTTTGCTTTCNACTTTATACGNGTAACNCANA
GCATTGAGATTTCANAGCGGGGGATTATCAAAGTCCCTTAGCCNCCCCATGATACCNCCG
ACAGCATTGAAGAAGGCTNTCNCGGCAACAAGATCTAAAATGGTTCCTTGCCTGATCTCN
CTTCATCTTANTC
>BJ749344 ID   BJ749344   standard; mRNA; EST; 675 BP.
AGAATGTATTTGTGGCTTCCAGAATGTTTGACAATGAACATTTGAAAATACAAAAAAAAA
GTCACTTTACTCAAAGCTGGCACAGCCTGATGAGATGCTTGCTTTTCAGTTTTGGATTAA
ATTTGACCGTTATTTCANGTTTTAAGTTTAATTTACTGCAGAAAAGGTTGNGTTTTTTTA
AAACATTCATTTTATTTATCCTTCAAAAAGTTTTTTAACCATGTAAAAACNCAAAACTAA
AGAGAAAACATCTTTGTTACTGTCCTTGTATAAACTGGATTAGAATATCAAACCATTAAA
ATACTAATGTATAATACATTTTTATTTTGAAAACACTCCATAATGAAGATGGTTAAAAGG
GAAGATTAAGTTATGTTTGTATAAATATTATAAAACCTACTGTCAGTATTCATATTAAAA
AATGGTTACATTATTTGAAAAAAAAAGAGGTGAATTTAGGTTATTGGGGGTACCTAAAAA
ATTCTATAGCTTCNCAGATAAAATTTAGGACACTACCAAAGTAGCAAAGCAATCAGTCAT
TACGTTAAGGCAAAGGATTATGGNCGATACTAGTAATGCCTTCCTTCATTAGNCCCATTT
TATTCCACCAATGTGCTGCAGGATTTAATATTCGATGGTCACAGCTTTTGTCTTCAGGTA
TTCATTCAGGGCTTC
>BJ749351 ID   BJ749351   standard; mRNA; EST; 182 BP.
TAATTTGTACATTGGGTTCACATGGACAGAAAAAAGGAAGCACAATAGATCCAGAGGGTT
GAAACACAAGAGTTCCTCGAATGTCTCCAACAAACTGAGTGGGATTCCATTTAACAAGTA
TCATTCAAAAAAATGTTTTTTTTTCCCTTTTTTTTTTTTTNAANTNCCNGGGGGNAANNN
CC
>BJ749354 ID   BJ749354   standard; mRNA; EST; 218 BP.
ACTCATAGCGCATGGTCTGCAGAAATAGNNATCNCTACAAACAGTAACAATAGGCTCTAT
TATAGAGTTTGGATTTACACACATACATACACACCNNAATACATTTANANGTCNATGATG
ACTCACACCGTACATACCCATGGTTTGACACACCAGACACGTGCCAAAGTTTCAACAANN
CTTTGTTTTGGGGGTGATAATTACACGAGGTGCAAGAT
>BJ749363 ID   BJ749363   standard; mRNA; EST; 645 BP.



ACACTGGCAGTAACACGGCAGCAATATGGTAGTAACAGTAGTAACAGAGCTGGTTAAGAG
AGAGCAGCAGTAACATATAGGCGCGCGCTTCTATGCAGAAGCAAGTGCTGCGCAGCGCGT
GCGCCGGGAGTTTTCTTCCACAACAGTGAAACACCGTAACACAGCGTTAACAGGGCTGGT
TTAAAAATACGTGAACCTAAAAGTCACTAAGAGCTTTTTTCAACTTCCTCCTGTGCACTG
AAACCATGGAAGTCTTCCTCCTCAGTGTGGGATTGGTATAGCGTCAGATCCTTCACCACA
CTCTCTCTGTGTCTCATTCGTTGTAGTTGTCAGTGTCACTCTGAGGTAAATTCTCTCCTG
AACTTGCGCTGTCCTCTCCATCACACAGCAGACCAGCTTATCCATACCCATTGATGATGG
GGGATTTTTTCCACACTCCTCCTTGATTGATTTTAACTTGAAAGCTTCGTCAATGGCGGT
CACATGCACGTTGGGTCTACTAGCAGCAAAGGATTGGGGGATGCAGCCAAAACAGGGCTG
AGCATGGATGTTTCTTTTTTTGCACCATCACTGAGGGGTCTAAGAGCAGAAGTGACATCC
ATGCTGTTTGTCTGCTTGTGTCTGCTTTCCTGTGAGTATCTGTTC
>BJ749377 ID   BJ749377   standard; mRNA; EST; 203 BP.
GCCTTCATTTTTAAAGATAATAATAAATAGGGACAATTAAATCACAGATAAGCAGAAAAT
AAAAGCTTTCAGAGGATAGGACCAGCTCCAGATGTGCATGGAGCTCTGGTTTTAGATTTT
GAATGAACAGTCTGAACTTTAATGTACATTTTTTTTTTTTTNGCAACCCNCAAANCCAAA
NCCCTTTNGNAANAAAANNNGNC
>BJ749400 ID   BJ749400   standard; mRNA; EST; 115 BP.
GCANTGTCCCACGGCACACTTGACCATCTCCCACGGCACNCTAGTGTGCCGTGGCACACT
GGTTAAANNACACTGGTCTANATGACCCCACTCTCGATGCCAAGGTGCCTGGGAT
>BJ749415 ID   BJ749415   standard; mRNA; EST; 621 BP.
GACTCACTGAAGAGACGAGGCGTNCTAGAACANAATGATCAACAAATAACAAAAAATACA
AGAGTTTAATTCAACACTTANAAAGCACATTNCTGCTCAACTAAATACAGTTCTGAGTGA
AAGCATGCAGGGNCAGAATGGATTTCTGCTTCNCCATTAAGACAGAAAAATGGAAGGAAA
ATCCTTAGTCATCATTTAACACACGTTTTCACTACTGCGCTTAGATCGCCTCAATGTGGG
AAAGAAAACCTGAAAAGAAAATCAAAAATACAAAACTGCCTTCTTGACCCAAAAATCCAA
GATCTTCATTTCCTTTCAGNCGACCTGGAACGACTCCTTGACCGGGAGAAGGATCGTGAA
CGCTTGCGGTTCTTGTCTCTGGACAGAGACCGGTATCTGCGTCTGTCTCTTGAAAGAGAC
CTGCTGCGACTACGACTCAGGCTCCTCCTCCTTGGTGATCTACAGATGTCAGTGAGGTAA
AATAAATGGGAAAATGAAATTAGGATTTCATTTAGACTTTTCTGACAACCAATGAAACCT
TTTGACCCTCAGAAGATGTTTGGGTTAATCTTGGAAACGTGGCTACACGTTCCTCCTGAT
CCAGCAGTCATGGATCATCTT
>BJ749430 ID   BJ749430   standard; mRNA; EST; 559 BP.
TAACTTTCCCATTTTGTCTGCTCTACTTGGATCATAATTAAACAGAGAAGCTCGGCGGCG
GTCTAATCCAGGACAGATTACAAAACAGGAGGGAAAAAAAAGAAAATCCACAAATATGGA
TGATAACTTAAAAAGCGTTCCCTAAAGGAAACTTTTAAGGGGGGGGGGCAGCGTCTTCTC
ANCANAGTGGCTGANCGTTGGAGGGAAAAAGGAAACTCCCCCCCTGAGGCGGGATGATAT
GCCAAGGCTTTGAGGCATTTGTTGGTACCATATAAAGTCAGTTCGGAAACAAACTTTGCA
AATCGATCTCCTTCCACAGAGAANAGGCGGCTTCTTTTCTTCAGCCCAAAAGCAATATGA
CTCAAACCTTGAGGGTTCGATCCTTGCACAAAGCAATTAGACCAGAAATCCTTGGTTGTT
TTTTTTTCTTTCAAAGGNGTTTAANAACTGCTTTGNCTGTGTGTGGACTGTTGAAAANCT
GCAGGCGGAGCAGGTCTGCNACCACCCCCCCCCCACCGAANGCCCACAGCAGCCTTTTGG
AAAACAAAANCCCCNGCCA
>BJ749443 ID   BJ749443   standard; mRNA; EST; 649 BP.
ATGACACATTGTTTTTTTTATTTAAATAAAATTACGATGCGTTTCTCTGTGTCATCGTAG
TTTCTAGCTTTCTCCGATTTCACCCATTTCTTTACATTTTTCTGCAGCATCAAAACTTTG
AGCACCACATTTTTACTCTTTTTAATACAACTAAAATGCAAGATGTTTTCCGAAAAAAGG
CAGATTTGCAGTTATGCCATGCAAAAATTCTAGTTACAAAGTCCACAGATTGATGCACAG
TAGCCAAAATGTACATACAAAGGTATTTTTAAGCATAAAATTTGGAAAAAAGTACAAAAA
ACTTACTGACTGAAACAATTTGATCTGGTTTTTGCAGGTTATCACATTTCTAAACACCCC
CACACAGAGATTACATGGTGGGGGTCTTAATTAGCCATTAAACTCAACATCCAGTGTTGT
ATAACTTGATTCTAAAGTCTTGCTACCTTATCTTATTCATTAAATGTAGACGTATGTAAA
AAAAGAAGTTCCACAGCCTTTATCACAGTACATCTGCATGACAACATTATTTTTTTTTAT
TGTAACAGACCAAAACATGAGAATTGTTTACCTTTGGCAAATGATCCACACTGCAGCTCC
CTTTAGAAAAGTGAAACGCCACATTATTTTTTCACCATAAAGCACGCGA
>BJ749455 ID   BJ749455   standard; mRNA; EST; 640 BP.
AAACATTTCACAACAAACAAAAGTACATGTGAGCAAAACAATAAATAGGATACATAATAC
TTTCAGTTGGAACAAATCAGCTCTTATTTACATTATATGTACAGAATCATGGTCCTCAGA
GGCTGAAAATGAAAGACTAAAGGCTGGTGGAGGTTTCATCTTCTGAACCAGCACTCTCAT
TACTGGTTTTTCTTTTCTTTTATTGTGCACATGAATGCACAACAATATTGTGGTGTTGCT
GCTTGATGATTTTTTTTAGAGAGAAGAAACCTGCAGGCCTGAAGGACTCTGAAGCGTCAC
CGGCTTCCATTTGGCCTCCATTTTCAAATGAATACAGAAAACAAGACTTAAATATTTTTG
CATAACTTAAAATAAAAATTCAACAAAAACGGAAACCGCCTGTTTTCAGGTGAATTCCTC
TGTATTACCAGCATTACAGTTTTTACTCTGAATTCTTTCACATGTTTTTAAGCAGGAAAA
CAGAAGCTCATTTCTGCTGGAAAATATGCCTGTCTGGGAATGGTAAAATCCACCTGCAAT



AAACTTATTTCATATTTTATCTCCAGATATTCTGGTTTAGATGATCTGTTTTCAATTATT
TCATTTAAAAAAACTGAGACTTTTGTTCCCCTTTTAACTC
>BJ749457 ID   BJ749457   standard; mRNA; EST; 663 BP.
ACAGCGATGTCAAACTTCAGGAAATGAACCGGTTTCTGTACACGTCCAAATATACTACAA
TATATACTATTATACAAGTGGATTACATTTGATATTATTAGTACAGCAGTCACAGAGAAA
CTTCAAGTGTGTTAAAGCAGAGTCCAGAACCTTCAGTGTCCGCTACACGGACCCGCCTCT
CCTCCTAACAAAGTGCAGAATCTTCCATCTGTGGGTCTCCAACAAACTTCAGAGATAAAC
TGGACCGAGTCCCAGACTTTCAGCCGAAACAGGAGGATTTCCATTAGAGAAACTAAAGAC
ATCAGTCAAGTTTATGTTTTAAGGCTGGATGGAAACCGCTTTCTTTTGTTCAAAGGAAAA
AAGAGGAAACTGCATTTTATCTGTTACTTTGAAGCAGAAATTCATCGACAGCCGTTTCAG
AGCGCCTAAAGCCTTTAAGCTAAAGGGGAATCAAACCCTCCCCTATAGCACATGCTCATG
TTTACACCACACCCGGGTTTTCTTCTGCAAACCTCTGCAAGACAGACAGAAAAATAACTG
CTAAACCGGAAAAATCCAGCATCTAAACTTCCTAAAACCTGCGAGGATCAAACTTCACGC
CGCTCTCGTCACCTCTGGGGTTTTCAACCCACAACTCATAGTTTTAAAAGTATAAACCCA
GCA
>BJ749464 ID   BJ749464   standard; mRNA; EST; 659 BP.
ACTGAACACAAAGCAAGATCCAAAATCATGTTTGGTTCTGTTAGCACAGAATTCACAGGT
TATTACAGAAAATAAAAACACAGTCGACACCAGTGAGGCCACTCCGGACACTTTCACACA
GAATGTTCCAGAAGAAAGCAGGAACCGTGTAAAACATTCATATCGGAGTCCCTTCTCAGA
GGAACAGTCTTCAGACTACAGCAGGAACCTGCAACGTCACAACGCCGGGCCAAAACATTC
AGAACTTTACAGAGTCTGCACCTGTCTCCAGGTAAACCACGTTTAGAGGGTAGATCAAAG
CAGAGGGCTAGGATCTTCTGCTGGATCAGAGAAGACGTGTGGTGCAGTGAGGAACTTCTC
TCCCTCAGAAGTCCTGAACTCATCTTGTGGCTGTAAGGACGACGTTCAGATGACTGGTCT
GCACAGACTAAAGAAGACTGGGGCTGCAGAACTGAAGCCTGGAAGATGGTGGAAAACCAA
CCTCTTCATGGATGGAGAACATCTGAAATCACAGGGTTTCAGAGAAGCTGGACTTTAAAG
ATTTGTCTAGAGAATGTCACTCTGCTCATTTGATGCATCAAGCTGCAGACCATGTTACCA
TCCAGAGCAGTCAGGAGTCAGTCAGCACAGATACTTTGAAGGAGAAATCAAGGACGTCT
>BJ749466 ID   BJ749466   standard; mRNA; EST; 661 BP.
ACTTTCGTATAACTTTTTTATGTACAAATTTACATATTAACATTTAACAAATGGACCAAA
GCAAAGAAAACAAATGCATTCTGGGAAGCCCAGTTTATAATGAGGTTCTGATGATCGGGC
CAGTGTACCATGACATAATCAAGACTGCATTTAAATGAGGAGAAAAAAACAGTACAGATG
AAGCTCAGCTCCTGAAACTCCTATTGGTTGCAAATTTATTCACAATGTTCTCTAACAAGT
GATGCAAAATTGTCAGAAAGTATAATTAGCTTTTATTCTGAAACAAAATGTAAACATTTG
AACAATCTCAGTATCTGAGTTCTTTAATGTACACAGAAACAAACAAATATAAAATTTCAC
TTTCTTAGTCTTATTAAAGCTTGATTTCTCAAAACAAAAGTTTAAATTACCAATGTTTTC
TAAATTGAAAAAGTTGAGGAGTTATAACCAGGAGCTGAGTGCTACACAACATGACCAGGA
TCCTACAATATTAATGCTACTGTGACAACTGCCAAAAACATTACACAAACCAATAACTTC
TCTACATGTAGAAGAAGCAAAATGAGGGAACATTTGCTAAGACACAAAGCACTGCTGTAC
CAATAAGAACACAGGAAAACATGGCATGATGACNAAAGTCTTCCATTAGTTTCAACTTAA
G
>BJ749478 ID   BJ749478   standard; mRNA; EST; 123 BP.
AACTTGATCTTGGANTCATGGAACTGCTTGATGGCGGGATCNGCGGCACTTGATTAGCAG
CGATGACCTGCACCTTCNTGATTTGTATGGNGTGNNCTCNGGCGCGGTGGCNAGCCCCCA
TGT
>BJ749498 ID   BJ749498   standard; mRNA; EST; 131 BP.
AACTGTTGGACTGCAGGTTAAAGGTGCAGAAACTGCCCTGCTGATTATTTCTGTACTTTA
CGACGCCATCAGGGGGTCAAAGGGNTTTAACATANANAGAGGGATTAGTAGAAAATTTAA
ATTCATCAAAT
>BJ749504 ID   BJ749504   standard; mRNA; EST; 673 BP.
CGCCTCCCGAAGGGTCACCCTGGTCAAAGACTGCAGATTTTATGAAAATAGCAACCCCCG
CTGAGCGCTCCCGCGAACCCCGCCCACAGCCTCTCAGCTGCAGCACGGGTCTCGGCGTCC
CAGCGTACCTCATTACACCTGCTTCGGTTTCTTCGACTTCTCACTGCTCCTCAGAGACCG
CGACCTCCTCAGGTGACGAGCAAGCACTTCAATCTCCATATCCGAACCTTCCACGTCGGT
CGTTTCCACTCCAGCTTTATTTGCAGGTCTCACTGTCACTTGATGGGGTAAAGGGATAGA
ACGTCATGTTAGAGTCACGTCCCCGCCGCTCCCCTCTCTCCCCCGCAGATCTTACTCCCT
CGGAGCAGAGGTAGCAGAACCGTGCTCCTAAGACACCTCCTTCGGGACGAGGTCTGCAGC
CTCTCCCGCCCGGACAGGGGCAGAGCTAGCGTTCTGGTGCTGGGCTCCCCCCTTCACGGG
AACAGATGTTAATGAGGCAGAGCCAACTCCGTGGGCCCCCCCCGTCCGGATGGGAGCAGC
GGCAGCAGGGGGTGTTGATCACCCTCCCTCACGGGAACAGCGGCTGTCGACAGTAGGATC
TCAGCTGGATCCCCCGCCGCTCGGAACAGGTCTGAGCCGCTCTGAGCCGCCTGTTGACCG
AGGACGCCTCCCC
>BJ749520 ID   BJ749520   standard; mRNA; EST; 655 BP.
AAACATTCCTGAATTTATTCTTTAGTCCTCTGACGGTTAACTCAACGAGCAAAACAAGCT
TTATCAGAGGCCCCAAATGCAGGAAGGAGAAGAAATAAGTGCTCAGAACTTTAAACAACT



TTAACAAATTAATGGAAAAAGACTCAAAACTAAATAAAATCCTTCTGCCAAAACCCCTCA
AAATGATTGGATAGCAAGTTGACAAGACAAAAAACACGGGCTTATTTACAGCACTGGGAA
TATTTGACCAAATCCGTTGAGGTCATTGGTGACTAAAAACTAGTAAAGTCATGACGCAGT
TTGGCAAAAGCAGAAACTGAAAGCTGCACGACAAAAATGTGAAATTCTGAAACTCCATTT
GAGACTTAATACATAAATTAAAATCTCAGTTTGATCAAATATCTGATTAAATTGATCTCT
TCAAAATAAAAGCATATGCAGTGTTTTCTCTGAAAGGCAAGAACAAACCCTTTCAAAGTA
CCATCATGTGGTTCTCCTCTTTTGCCAGGTAATATCCTCTGGATCAGAGGGGAGCATTAT
GGTGCACGCATTTCAGAAATGTTGAGATCATTTTTAGCATCTACCTACTCAGCAGAGGTT
TCTCATAATAATCCGATTCAGTGAGGTTCCAGTTTTCTCCTGGTAGCTGTGAGGA
>BJ749522 ID   BJ749522   standard; mRNA; EST; 492 BP.
AAATCTACTATTTCTACCTTTCNGCTCATTTTAGGTTTTGGTTGNACANGGCATAANATG
GGGNGGGGGGATGACNTAACAGACCAANTAAACAAAAAAANGGAACNCNTTCAAACANGT
TGAANCTGCTTAAAGTTNGCTCTGACTATGTTACCNGTTTGAACTTATAAATNCNCNNGC
AAAANCCATCTTTTTTATTTTTACCNCCCAAAAATATTTCANCTTTCANCATCCAGNCTA
GTCNGCGNAAAGTTTCTAANAAANGCAANGCTGACTTAANATTGACGNCNNATCTGATGA
TCNGGCATTCTGATATGGATCCAATCTTAAATCAGCACGGCNGTTTTTAACCCACTCTAT
GCACNCGACCCCTCAGNACAGATAAAANGNGANAANACNGCATCCNGNGGCTGAAAGGCC
GTTATGATCCANCTCGGGTCANAGNGGNCTTCTTGTCANAAAAAAANCTTCTCANCAGGA
CCNCCTGGCTGA
>BJ749528 ID   BJ749528   standard; mRNA; EST; 424 BP.
AATCCATTCAGTCCATCTCAGGTTCCATCAGCTCCCGTTTTCTGTTCTCCGNCTTTNTTT
TTCAGTCCATNNAAGCATGGAAGTTTTNTTTCCATGAGCAGCTGATCAGAGCTCTGCACA
GTTCTGAAAACGCAGCAATACGAGGCCCCACGAAGACTGAAAGGCTGTTCTGTGACAATC
CCGCAGCTGTGGCAGGAAACCCCAGNCTCGAGTCGACCGCTCCGCCGCTCCCGCCTCAGC
CTTCGGAGTCCAGACGACCCCGACCAGNGGCGGCGAGAATCCGGGGGGNCCNGTCACGAC
ANCCACAATCCCGGGCCTTTCNTCCGATTTCCCCTCCTTTCTTCTTCTTGCTCCTTTCTT
TTGTCCTCACCTCCAAAAATGANGGGAGCGGAGCACAATCGGGGCGCCTGTGGGTCCAAG
CGAG
>BJ749534 ID   BJ749534   standard; mRNA; EST; 378 BP.
ATTGATAACAATGATTGTTGTTTAATGGGTTTCTTTCCCAAACAACTGTCACACACAAAG
TCCAAATAAAAGTTAGAGATGGGGAGTTGTTTTATGACATAGGCATCCCAGATGTTTTTT
TTTTNGGTAAAATAGGTANCAAAACNCTTAAGTATCAAANCCGATTTGGCNTTGGGGCNG
NCAAATAAAGTTCAGTACNGGAAAATANCCNGCNCNTGANAGGANCAAANCTAAAAANAA
NTNGGGCTTAAAANCCNCTAAAANGATGATGTAAAGTTGANAAANAAAANAANTTTCNGG
NATGCGNGAANACCNCANCCAACAAAGCTCATCNCCCAACAAGCCCNCNCAGGACAAAAN
GAAATTGNCCNCTGAGNG
>BJ749536 ID   BJ749536   standard; mRNA; EST; 170 BP.
GGGCGGCTGNGNGTTTGNGNCNGGTTTACCTTTNGTTNCCCANGAANAAGGANCCNGAAA
ANGCNAAANTTGAATTAANCCNGGGGTTTTGANCAGGGGAGTTNTNNCNCCAAAAGNCNT
TAANGTTTTNCNGNCAAAAAAANTTTNGAAANCNNCGGAAAAAAANTTCC
>BJ749540 ID   BJ749540   standard; mRNA; EST; 698 BP.
GTATTCCTACACTGCAGAGGGTTGGACAGATTTCTACAGGTTTACCCCTAAAAATGATGA
ACCAGACGAAAAAAATCTGATTTTTGGGGAAAATGTTAATTCATGCACAATTCTTTTTTT
CCTCGCAGACTATGATGCTAGTACAAAAAAATACTGTAACCACATATGATGTTTTTCTAT
TCTTTAAAATAGAAAATAAGATGTCTGAGTTCCAGCTTGAAACTGTAAAAAAATAAAGAA
AGATTTAGGAAATCAGGATGTGGAGGTGCAGAAGAAGACCTGGTCCTTGTGCGTCCTCAG
GTGAACCCTCAGGTGTGTTTTCCTCTTAAATGTGCGTCCGCAGGCTCCACAGCGAAACGG
CCTCTCGTCCGTGTGTGTTCTCATGTGTGCTGACAGGTTCCCGTTCTGGGTGAAGCCTTT
GCCGCAGGTCTTGCAGCAGAAGGACTTCTCGCCAGTGTGGATCTTCCTGTGCACGCTCAG
GTGGCTGCGGTGCATGAAGCTCCTCCCACAGGTGTCGCAGGTGAACAGCTTCTCGCCCGT
GTGGGTCCTCATGTGGCTCAGCAGGTTGCATTTTTGGGAGAAGCGTCTGCCGCAAGTCCT
GCAGGGGAAGAGCTTCTCTCCAGTGTGGGTCCTCCTGTGCACGCTCAGGTTGCTGCTGCA
GGTGAAGCTCTTCCCACAGGTCTCACAGCAAAACAGCT
>BJ749560 ID   BJ749560   standard; mRNA; EST; 644 BP.
AGTTGTGTGTGTTTAAGCATTTCAACAGCAGAATAATTACATACAGACACTAAAACAAAA
CATTGGAGTGTCGTCACATACCGGGATTAGGTAAAGAAGTACATTTAAAAGCATCATGGG
TAAATTGAAGTTAAACTGGCTGGAGTTTCAAACCAAAACAACTTTTAATACCCTATATTG
TTAAAAATTGGTTTCATTGTTTTTGGCAAGCATGTTGTTAAAAATATTTAAGCAATAACT
TTTCCATCTGTGTGTTCATTCGATTTTTAAAAACACATAGGTTCAGTTTTTTTTAAACAT
ACGTCAACACTGTGGTTACTCTTTTATAGGGTCAGGATTTAACAGTTTTAACTGTTAAGT
TATGAATTAATAGTTAATCTGGACCCAAAAAAAAAATAGANCNCNCNTTTTTAAAACCAA
TAAAAGTATCAGTTCTGAAGTTGGGTTTGAGTTAAAGTNCAAAAGGAAAATATNCCCGTT
TGACTTTGGAGTAAGGATCTCAGCCANAACTCGACNCCTTCNCCAGTCCTGCTTGTTGCC
GTTACCCCACAGCAATTTTCTTACCNCAGATTAACTCAAACCGAATCAAGTAAATCCNGT



TTTTCATATATAACAGAGGGGNGCTTCCTCAGTCTCTAACAAGT
>BJ749577 ID   BJ749577   standard; mRNA; EST; 690 BP.
GTATTCCTTTGCTGTACATAATAATAATCATCATCATCATCATCATCATCATCAATTTTA
TTTGAAAGCGCCTTTAAGAAAACTCAAGGACCCTTTACAAAGTAAAAAAAATATAAAACA
TTGAACCTATATTTTAAAAGAAGTAAGCATGTTTTTTCAGAAACTTTAACTTTTTTGTTT
TTTAGTTTTACAATAAAACATCTAACAAAAAAAACAAAAAAACTGTTGAACTCCATCACA
AACAATGATTATTGGCAGCTGTTCCATGTTGGAGAAACCAGCACAGTAATGCATGTGTGA
TTATGCAAATCAACAACTTCACATTCCCACCAACACGCCATTTTAACGGAAAGTTCACAA
TTTTACCTCAAATGTGAATGGTTATACAACTGCAGTTTTGAATAAGTAAAGATGTTTTTA
AGTTCCAATGAAAAAAATTGATGAGTCTCCCCGCCATCACCTGAGTCTTGTCTAAAACCA
AACATAATTTAAAAAGTAAATATTTAAATTAAGAAGAGCCCATTTCTATCCTCTAAATGA
ACTTTTTGGCACACTTTGCACCAGGTAAAAACAAAGTCTGGAAAGCAAAACACTTTCGGT
GCCCTACAAGTTCATTGATATCTGGTCTTTTAGGCAGAGGTGGAGTCTCCTTATAAATAA
AGATGCTCTTTAACTGCAAAATGTACAGGC
>BJ749590 ID   BJ749590   standard; mRNA; EST; 675 BP.
GATAGTAAAAATACATAGGGTAACCCTAAATTAAATGAAGTTAATTAGCCTTTTTCTGTC
ATTAGACACCTCAATTAAAACATCACATTAAAAAATAAATTCTTGAAACAATGACATCAT
CAAACACATTAGTCGTTGAAGATGTTCGTTTAAAAAAAATAAAACCTTCCATATATAAAG
CTACAAGTTAATTGTTTGAGAATGTTGTCAAAGTTACCACCAGAGGGCAGCAAAGCTTTG
TTTAATAACTCTGTTAAATGCAGAAACATTAGAGGATCTTCTGGACTTAAAGTCTTCTTT
TCTCATCAAGACAGAGGATTTTAAGTTCAGATGTCACGACTCCAGTTTCAGACGAGGTCA
CCTGGATGAATGAACCTTCATGGACCTCAGATGACCACGGCATCTTTAGGAAGCGTGGCG
CTCGTCTCCAGAGGCTCTACAGCAGAAACCTGAGGAACAGATGGTGCTGCTGATGTCAGC
CGTCATGTTTGCCGTTTGCAGAGAAATGAGTGTTTTCATGATTCTTCTGCCTGTGCTGAA
CATCAGCAGACGTGGATGATTCAGGCTCTCTGCCTTCACCTTTAGGCTCCAGCTGGTCTG
CAGCATCTCCTCTCAGATAACCTCCAGGTCTGAAGGTTGCAGCACTCTAACATCCTTACA
TTGTTAACTTTGTCA
>BJ749592 ID   BJ749592   standard; mRNA; EST; 687 BP.
ACATTTGGTATACAGCTCCAGTTTTATCTGATGGTAAAACCTCACATCTGATTAGACTGT
TGCTTTTACACCCAATGTTTTCCTCGCAGAAGGATTTTCAATTACCGCCACATTTTTCTG
GCTTAATCCACAGGTTTAATCAGCACTGCTCTCTGTGTGAAACCTACATTCACAAAACAA
CATTTTCACAGTTATAAGGTCACCTGGGGATCCTATTGCATGAAATGTGCGACCTGGAGC
ATCGTCTGCTCCTGGCCAGGAACCAGTTTGGCTCTGCAGACTCCTGCTGGTAATCTCAGT
GACTGCCAAAGCTATGAAAATGATCAAACAAGAAGCTCTGCTCTGAACATCTGACAATTC
AAGAAAGAAAGTAGCAAAATATAAACTCCGTATTTCACATTCATATTTTTTTGTCTAGAC
TGCGTTCAGCAATAAAGTAAGACTTTGTTTATTTCACCGCCCTCGTTTGACAGTCCTACA
GTCATTCCAATACTCAGAAATCATTTCCGCAGGGGATAGAGAAGCCCCTTATCAACCTCA
GTAAGTGCTGGGTTCCAGGGTGTGGGATTGCTCCACCCCCCCTCCCTATACGATGAAGGG
CAGTATGGAGGAGCGGAGTGTGGGATAATCTCTGAACTCCTTCAAGTAGCTGCGGTGCTT
CCCTTTAGCCCACACAGTCATTTGGAT
>BJ749596 ID   BJ749596   standard; mRNA; EST; 679 BP.
ATGATGCATCATATTCATATAAAACTGAAACAACTTGGAAAGAGAAAGTAAAGCAAAAAC
ACTACTTTCAACCACTGATTTCATCATCTCCACATGAACCACTGCGTAAGCTGCAATTCA
GACACCTACCTGTTGGAGAAGGATTTCGAGTGGGGCCACGGACAGCTGAGGTCATGAAAC
CAGGAAGTAGTAAGGCTTGTGAAGGCAAGTTAGGCAGAACACAGAAAAACGTACTCCAAA
AGAGCACACATCTTTCTTCTCTGAACCCCTACTACACGAGGCTCCTCCTCTTTAAGCTTC
CCACATTGGACATCATAAACAGCCTTAAAACTTCATTTAAACAAGGGGAGGATCTCCAGT
GTCAGCACCTTCCGAAACACACTGGCATGAAAGCAATGGAAGTGATCACTATGTTTAGCC
TGGATCAGGCCTCCAGGCTGCTGTCCTGCTTGTTTTCCAGAAACCATGTCCTTTTGCTGG
ATCAGGTGTGCTTCACCAATGAGAGGCTTCAATGACAGGGTTGCTTAGCAGCCCATGAGG
CCTGGATCCGGATACTCCTGCAGTATCCATGTCCAGTCAACGATGGTTTTCTTCACTGAT
CTGTCACTTATCAAAAGCTGCAGAATGGCTGCATCTTTCAAGCTGCTGGCAGAAACCTGC
ACTTAAGTTTAACTGCAGG
>BJ749613 ID   BJ749613   standard; mRNA; EST; 199 BP.
AGGCTAACATCTGATTGGTTGGTTTGAAACCTACAAAGGAAAAGTGTCTCCGATCAGCTG
AGATGTTCCTGCTGAGCTACATTTAAAGTCTGAAATAAATATCTGTAAAAGCAAACGGAG
GGAGAACCGGCGCCGTGAGAGAACCGGGGGGGGGGGGNCCCTGCANTNTTTNCANAANCT
NCCNCNCATTTCAAAAAAA
>BJ749615 ID   BJ749615   standard; mRNA; EST; 707 BP.
TCCACTTNGACNGATTAATACATTGTGACCGAATGGACCAAAACAATCCCATCACTGAAG
CGCAAACAAGCCCTGGAATTTAAAAACGTTGACGAAAAAAGGAGCTTTATGAAGTCCACA
AGCTTTCCATGCGAAATGTCAGTTCAGCTAGAAAACATTCAAAGAGAAGCGGCTCCGATT
TGCATACGTAAGCGTTTGGACTGCTTAAACATATTAAAGCTGGGAAGCACGGCAGCGGAG
GGACCATGGTGTGGGATTGTTTTGTTCAAACCACCGTCACTCAGGCCTTTGAGGACGTTT



AAAGCAAAGCAGCAAACGAGGAGTGTAAAAAGCTGACAGACTTATGAGACCAGAACAAAG
TTTGAGTTTGTTCATCTTAATTAAAGCAACAAACATGGTTCTTACGTTTTCTTTATTCTG
AAGAACATAAGATGTAAATGTAAGACTGGAGTGCAAAAAAGAAAAAAAAGGCACATTTCT
CACAAGAAATCAGACTAACGCTTAGCCTGAAAACCCTCCCAGGGACAAACATGTCAGATC
TACTGACCCGCATCGATTTATCTGACCGCAGCGGCCTACGTGTCACTTCCTGTTTCACAG
GAAGTCTTCTGCAATCAGTTTAGACAAAACAAGAGACCAACGTGCTTAACGTTTGAGTGG
AAAAATGTGGAATAAAAAAAAGGAAAAATACCAGTAAAAGAAATAGA
>BJ749616 ID   BJ749616   standard; mRNA; EST; 676 BP.
AGTAGATAAATTAAACTGAACATTGCACTGGCTTCTCCTGCACTGACCTGCTCTACTGCT
GGATCTAAAGCACAACCTTAAACCTTTCTGTATAACAGAACTTTTGTCTCCTGTGCAGAA
ACGATTATCCCCGCTCTTTTGAAAGTTGTCTTTACAGCTTACTTACCGAACTACTGCTCT
GTACTGACTTTTTATCAAATGCTAATTTGAAAACATTTTATATAAATATATTTATATTGG
ATTTAAACATTTTGCTTATTTGAGAGGAACCATGGGAGGTTGGGGCGACCAAAAAAGGGG
AATCAAAGCCCTCCCATCATCTTTTGGTTGGAATATGTAGTCTTATGGTCCACATTGTGA
AAGGATCACCGCACTTGGCTGAATACCAAACAGACATGAATTAAAGGGAAATCAAAAACC
CAGAACAACACAAAGTCACAGTCTCCAAAAAATAGGCATCCTAAAGTCTTTAGTGGCTAC
TAATAGAATAGTTATAAATGCGCGACTTTACATGAATGTTTTTTAGAGAACAAACAACAC
TGAAGTAAACCAATCTTAAACTTATTGGATGTATAGAAACAATAGGTGGTAATGAAACTC
CCTGTATGAAAAAAATAAATAACCGTTACAGTTAATTATACTGCTGGCAATTTAGGGTTT
TAGGGCCACACCTATT
>BJ749621 ID   BJ749621   standard; mRNA; EST; 259 BP.
TGGGTCCCCAACGCTTTTTTTTTNCCTTTTGGTTTTTTTNCCCCNCTTTTNGAACCTTTT
TACATAAGTANGCACNGTTATCAAAATACNGACAAAAATCANCCCAGAAAAAAATCCANA
CCTAAAATCTAAGGGAGGAGCAGGNCGCANGTTCGGGAGGNCTTTCGGGNATTTNGGGCA
AGCAACNATTTTANACTTTTTTTTTTTGGNANTTNAANNAAAACCCCGGGNAANNCNNCG
GGAAAAAGGCTTNNGGGGG
>BJ749625 ID   BJ749625   standard; mRNA; EST; 679 BP.
AGATTTTTTGAAGCACAATTTGAAAATAAAATACCACAAAACTAGATTGTAAACAGCATG
TACTATGACTTAGAACAATAGAGTTTAAGGGCCTATACCATGCAAAATCGACTTTTTGAC
CTTTTAAGTGTATTATAATGTTCTTTCCTCACAAAAAAACACCGCAAAGCGGTATTTTGA
TCCATTCAAGCATTTCTGAGTATTCCTCTAAAACCTGCTTTCTGAGCACCAGCCCCTCCT
AATCCATGAAAACGAGCGGATTCTCACCATTGATGGTATAAGAACTGGACTGAACAACTC
CTCCCCCCTCGCATTCCAAATAGGAAGTACCTGCTGGTCCAAAAAAGCTGAAATCCTATA
GACTTCTATTGAGAAATAAATAGATTTTACTTAGTCATTATGTTTGTAAAGTTTGGATGC
TTTGTTTTCGTGGGGGAAATGCAAACAGCTCTAGGGTGACATCATAAAATGGGCGGTGCC
CACAAGGAGCAAAAGGCGGAGCCTTAGAGATCGAGTCATCTTACTTCCAGGTAGGAAAAT
GAGCTGAGAAAATAATTCATATTTCATAAATAACACCATTCTTTAGTGTGCCAAAGGTAA
TATATCATCATATAAATGGCTATAGTTTACTCTGAAAGGCTTAAGAAAAAGCATGATATA
GGCCCTTGAACAGCTGATT
>BJ749629 ID   BJ749629   standard; mRNA; EST; 686 BP.
AAATTCAGTACATTGCCAGGCAGATATATTTACAAGGCTACAGCTTTTGAAGCTTGACAT
TTATGTTTACTCATTCAGCAAGAAACTTAGTTAACAACATAAACATACAATCTTAGAAGC
CTGGGCAAGGTTCTCGTACTAATATATACAATTCAAATAAAATAGTTTATTTATTTAAAG
TTTTCTATTTTTTAATAGTACACAGATTTGCGAGCATGGCAAGTGTAACTGATCAAAAAT
ATATTTGTCTTCTGCAAAACTAGTCTGATAAAAGCATGTTGTCTTTTTAAAATATAAATA
ATTTATCTGTTTGCAAAGTTGCTCTGTTAAAAGGTACAGTAAAATATTTTAGGTAGCAGA
AAACCCACTGAGCAGCATGTAGGTTTTTTCCTTTTCTTTGTTTTACATTACAGTACTTTT
GCAATCTGTTAAAGTAAAGCATCAACCACTCCCACAAATCCGAGTCAAATATGCCATCTA
TGATGGTCATTGTGATTAATTTCATACACCCCAGAGCACTCACAACTCAGAGACTCCCTC
ACAAAATAGCACACATCAGTTTTCTCTCCAGTGTTTTCAATCCTGTGATACTCAAATACA
TTCGTTCTGCAGACAAAAGGTCTTCCACTTCCGAGAAGAATTGCACGTTTTCCCTATATA
TTTAAAACATGAAATCCAATGGAAAA
>BJ749634 ID   BJ749634   standard; mRNA; EST; 561 BP.
GGATTTGACTCANTTCCTCCATCACAAAGACGTGAAAGTAAGGCGACGGATCCGACAGTC
CAATTCCTGCTTTCTTCAATCACAACAAATTTGTTTTTGTAAAAAAGAAAAATCAAAACT
TTCTGGGTGTGTTTGTACACTACTGTCAAGAGGCCTGAGAGTCCAGGAAAAACCTCCCAG
GAACTGGTGCTGCTTAAGTGGAAAAATGTTTACACCAAAAGACATAAATGAAGGGGAAAA
AGTGTGTCCAGCTGCTCTTTTTAAGGACAAAAACATCATCAAAAGGCAGGAAATACAATG
AAGTGTCGTGAAAACACAGATATGAATTCTGACCGTCTCGGTCAGACGGTGCTCCACGGG
TGAAGCAGAGGCGGAGGACTGTAAACATACAGACGTTCTGCTTAGAAAGTGGCATCGGAC
CCGGGTGTGGAGAGAGACGGGCCTTCAAACCGAGTCCGTGAACGGCGCTGAGGACGACCA
GCCGCTCGGTGAAGGGGGGACATGAACGCCGACGCGGCCGTCAGTTACCGCTGAGCAGCT
CGATGCATCCTTGCAATAGAG
>BJ749641 ID   BJ749641   standard; mRNA; EST; 666 BP.



CATAAGTCCTTTTATCTTAAAGTAATGCGTTCTCTAAAAACATGAACATGTACAAAGTAG
GAACACTAAATGTATATATATATATATTTATATGATGTTGGTTTACAATGAACTATTATC
GCAAATAAATCTAAAAAAACATCATTTTACATTTTCTTGTTACATCAACATCAAAAGCAC
ACATTCAAACTTCAAAGATAGGAAACTTCAGTGTTCGCTCAGATATGCAAAAAAGCACAC
AAAAACTGTAAAATCAATTTTGACAATCCTGAATCTCAAATTCTAACAATCTCATGGAGA
ATGACCACAAATTCCTTCATTTGTTGCCAAAGTCTGTTTTTGCAACAGACACATGATTTC
TTAGGTATACAAACAACGCATATATAAAAATAAGACCCATTTAATGTTTATTACAGTAAT
AGGAATTTTTTTGCCAAAACTTCAGACGGAATGTACCACCTATTCTATTAAAAAAAAAGT
ATTGCAAATGATCAAAAACCCCACGTTTCTGTTTTATCATTCCTGTAGAACTTCCCTAAA
CTGCAGTACAAACTTACATTTGTAGCCTTAGTTTCTTTTTACCCCTGACTGCATGACAGT
TTTAATCCTTAAACATGAAAACAACACCATACATCTGATGTTTGTTTAAAAATGGTGCGT
GTGAGT
>BJ749647 ID   BJ749647   standard; mRNA; EST; 202 BP.
TCCAACTCAAACACTGACTGGTATATAACTGTAGCTACAGACAAAACTCCTCCAATAAGG
ATGTTACTCTCAGTTATTTAACAAATGGTACTGCAGCCACTTAATTTCTGAGACAATGTT
CAAACAGATTTTCTTTTAAACTGATTCAGTCAAATGTAAAATAAACTCTCTTTGACAAAA
ATCCTGCGTAAGAGTAAACATT
>BJ749670 ID   BJ749670   standard; mRNA; EST; 290 BP.
TACTATTTACATAACATAACATATTCAGGGTCACCATGAACAACATTTCAATTTTTTTTG
GCAATAATGCAAACATGAGCCCAAAAAAAACAACAAAAAAAGTATTAACCACAGCTGGTA
GCCATGTTGAACTACAGACGTGGTGTGCAGCACAAACACTGTTTGAATCAAACTCCACTT
TAACACCAGAAATTTTGATACATAATGTAAAAAAATAAAAGTACAGTTTACGTGATGGAA
AAAAAAAAAANCGGGGGAAGCCTTTTAGGCNNCNCNCGGTTTNCTANCCC
>BJ749671 ID   BJ749671   standard; mRNA; EST; 206 BP.
ATCTGCCCGGACCTTCCACTGGAGCTGCTCTCCGAGGTTCTGGTGTTTGTGATGGACAAG
AATGGAAACTTCGAGGGGGGGTCGTATCCGGTGTTCTTGTATCTTCTTCTTGGTTTTCTC
CACGTCGTCCAGCCTCTGTGATTATGTTTCAATCGCTTCANATGAACTTTTCCTGAACTT
ATCGGCTCGGTCGGGTCACTGCCGCC
>BJ749679 ID   BJ749679   standard; mRNA; EST; 441 BP.
CCAACCTGGTAACGCTCATAAAGGAAAAACAAAGTGGAGGGACACTGAACCAAAGTAGTG
GTGTGTGTTAAGAGTGCAAAGACAGCAGCAGGGTTGTGTTTGCAGACGGTGTGATCCCCT
CACACGCTCTGTCAATGTCCAAAAGTCCACCCATGGTACAAATCATATCAATAACTAGAT
ATAACAATGTTTTAACATGCAGTTTCACAAAGATTTTATAAAAACACGCATCTTTATGAA
ATAAATACTGTTTAGCACAGCTGCTGGGTGGAAACCTCCACCAGGCAGATGAAGCAGAGC
AGAGCAGCCGCCCCTCATCCTCCGTCTGTGCGGATCCATGCTCAGGTCAGGCTCCTCCCC
CCTCCATCACTGAATCTGAGAGGCAGCTTTGCCTCGGGGGGGGGGCANACCTCTTTGGGT
GGGGNAGGAAGGTGTACNGAG
>BJ749694 ID   BJ749694   standard; mRNA; EST; 698 BP.
CAGCAGCCACTTACAGATTCAACAGGGTTCACTGTCCAACACAACAAGAATCCACAAACA
CACACAGCCACTGAGGAGTTACAGTGCCTTCAATGCAACAACAAAACCGTCCCACAATGA
AATAACATCAATGTAATTCTAGAAAAACAGCACCAGTTTTTATGAACCTGTGGCCTTCTC
CTCTGCTTGGTGCCCTTCATGCATTGGTGAAAGTGTGGCACAGAGGATTCCCATTGGCAC
ATACTGTATATTCTTTCAAGAAAACACCCAAAGGATATAGAGTACCAGGACACAAAGGTC
ATGAATAAATATAATACTGGTAGGCAGGAATGAAAGGATCTGTGTTTTCTTGTCTACCTG
TGCAGCTCAATCTTGGTGCTTTAACAACAGTCGGTTTCACTTTTCAGACCACACAGAAAC
ACAGCCATCTTTTGTTCACAGTGAGGCCTCACGTATTTATCAATGAAGGCAGTTAATGCT
CATCTTTTAACAGATTATCTAGTTCCTGTGTCATTTTAGAAGGCAGCGTTCGGTCCAGAT
GGAGATTTGATCGCTGAGGAAGGCTTGTTTATTACAGCAAGTGTAAAACTCCGATGCAGA
CCGAACGAGGGGGGGGCCCTGGTCAAATGTTAATCTCATTTCCTTTGCAGGTCATTCCTA
GAGTGGTTCGTCTACAGCCTGAATCAGAAAGTGAGCCA
>BJ749697 ID   BJ749697   standard; mRNA; EST; 121 BP.
TAAGATCTATCCCTTAACCCTTATATTTAGTTTGTACATTTTTAACATTGCATAAGATCA
TAAAGATGAAATCTGGGTAATGATATGAGAATCAATAGTCAATGATTTTTTTTTTTTTCC
T
>BJ749702 ID   BJ749702   standard; mRNA; EST; 647 BP.
GTAGTCATAGTGGATAATCTTCATCTTGATAGTCAACGAATGTCAGCGTCATCTTCATAC
TCAGATGGATAGTGGTTCATCACTGGCTGAGTGTGGGATCCGTCTCTGGTGATCACGCCT
TCTTTGTCCATCAGCATTTGTCTGAATGTGCTGACTTTCTGTTGGATCTCCTCCTCTGTG
TACCCCTGTTCTTCCATCATCTCTTGAAGCTCCATGCATTTCAGCTCAACTCTCCTCTTC
CTCTCATGGTCCAGAATCTCTCTGTGTGGCTTCTTCACCAGGACAGGTTCCACTTTAGGC
TCCTCTTCCTCCTCTGTGCCTGGTTGTCCCTCCTCACTTTTAACTTGCAGCGCTGCGTTG
GAAATCGGTCCCCCTGATCCAGCAGCCGTTCCTGGTTCTGATCCAGCAGGAAGCGCGGGC
TGCGCCATCCCATTTGCACCATCTTTAGGAGATGGTACCCGTGTTGCATCGTACATGATT
ACTTCAGCCTTTCCGGTGGTCTTTTCTCTCGCTGAGTTCGTCGTTTATGGTCGATTCCGA



GCGCTGGTTTCAGGTTTGCTGTATTTAGAAGTGGGGTGGGCCCCGTAGCTGATGAGGAGC
CGTGTTTTCGGTCCCTCTTCTCTTCGGCGTTAGCTGGCCCGCTGCAT
>BJ749712 ID   BJ749712   standard; mRNA; EST; 683 BP.
CAACCTCAACCCCATTCAGACAAGTGGAATAGGAAAAAGAATAGAAACGTCCCGTGTATA
AAAACATGTTCATGCGCACACCGTGAAGCACTACACGCCATCAGAAACCCATATTTATAT
CTTTACAGACATTTCAAAATAGAAAACGAGGATGAATATTAAAATGAAAAAGAACAACCA
TAGGCAGAAACATGAACTACTGCGTGCTGGATCCATGGAGCTTCTTTTTGTTTTGGATTT
CCCATCATGCACTATGTCTGGAAGTTCTTCCCTGTGTGCGTGGTGCTTCCTCCTGCTTCA
GGTTTGAGTCCCGCAGGCGTGTTGGCAACCGCTCCCACACGCCAACAGCAAGCCTTCTTC
CGACTCTAATGTCCTTCTCACTGAACGAGCGTGTACAGCGTGCTCACGTTCACGTAGCGT
GCACACCGAACCGGGACACTCGGCATCTCCCAGTCCGGCCCGGTGATCCAGTTCCCTTCA
CCTCCAGTTCTCCTGATTCCCTCAGGAGGTGCTCCGATTCAGCAGAACCTCACAGCCAGA
TATTTACAACAATCTTCAGTTCAGCACAGACGGGTTAGCGCAGGTTTGGCCCGGGACAAG
TCAAGAGACAGCATGACGATATCAGAGCAGCACTTGTGCTGAGAAGAATCCACCATGTAA
ACATTTTAGCACTGCTTTAAGAC
>BJ749731 ID   BJ749731   standard; mRNA; EST; 484 BP.
ACAGTTTTTCCAAAGTAAGCAATACATTTATTGAAATTAAAAATATTATATATATTATCT
GACCCGCTCCTATCTGACAGTGAAAGGTCCAAGCATATCAGTGAGTTAAAGTTCTTACAT
TTTTAATTATACAAGATGTACCAAAAGCAACAGTTGTTCATTTAAAATGCTTAATACAAA
CATTATTTGAGCCAGGTCTTTTTCCTGCCAATCCCGATTCACTTCATCTACAAGATGACT
ATTATTCATTTTAGTTACTAAAATTGTGCTTGGAAACCAAAACTGATCTGTGATCACATC
TGCTTTTTCTGTAAGCAGCCATTTTTTCTCAGTTCTTAGAACATTCTTAAAAAGAGTTCC
ATGTAACCACAATTCAGATGGTTAAAAGTGAAAAGTGTCCCAGAATGNGACAGACAAAAT
AAAAAGAAGCACAACTTGNTTTTGCTTATTGATTCACCAACTTCCAACAGCCTCGTGCCG
ACTC
>BJ749734 ID   BJ749734   standard; mRNA; EST; 318 BP.
TCGGCAGTCACGTTACATTCATTTCTCTTTGTATACAATTATAGACAGAAATCACGTAAA
ATATCACTTCTCATACAAAATCTAAAGCCATGTTTTATAAAACATTTAGAACTCATCTGC
AGTTTGGTTTTCCTAAAACGTGTTTTAAATACAGGGTTCTATTGTTTAACAGCATGAAAC
TCACGGAGAACGATGAAAACATGTTAAAATACACAGATCTATTCATATATATATATTAAT
TTCCCTTCATAAAATAGCTTCATTTAACACAAACACAGAAATACTGCTGGCGTTGAGAAT
AGGGGGGGGGGGGGGGGG
>BJ749736 ID   BJ749736   standard; mRNA; EST; 671 BP.
GCATCTCCTCGGCCAGCATGGAGTCCTTCACCCCCGCCGCCAGCACAGCGAAGAGGAAAG
GCGGGAACAGCGAGCGGAGGTAGAGGGCCACTCTGGGGATGGGGTGTGCAAGCACAACCT
CCTTTCTCTTCCTGTTCACAGTTTGCATAATCTCATTGGCCAGGACTGATGGACGCACGC
CGTGGGTCAGCTGGCTTTTGATGAATGCAGCCAGGGCGTTTGGCTTTGGACTGGGTAGCG
GTGCTGGTTCAGCGCTGTTTATGAAGGTGTGACTGACGGTGCTGACCACAAGGCCATACT
CCTCCACTTCAGCCCTCAGGCAGTCAAAGAAGGCCTGTGCAGCGTGTTTGGAGGCGGCAT
ATGAGCTCCTGAAAGGGACAGCCAGTCTACCCTGGACGCTGTTCACCAGGATGATGTGCC
CTGACCTTCGAGAGATCATGGCTGGAAGAACACCTTTGGCAAGAGTGCTGCCTCGTGCCG
AATTCGGCACGAGGGAGCAGCTGAGGCAGTTGGCTGTTCCATATGTTGAGGAATACAAAG
AGCAGATGAAGAACTTTTACAGCCAGGCACAGTCCATCACAGCTGAAGATATTGAAAACT
TGAAGGCAAAGATCACACCTCTTTCTGAGGAAATCAAGCTAAAGTTTGGAGAGATCTTTG
GGGCCATCTCA
>BJ749745 ID   BJ749745   standard; mRNA; EST; 680 BP.
TTCCACATGTTGCTCTTAAAATAATTTGATTTTATTACAAAACATCCAGTTCCTAACTGT
GGCTCATCTCAAAATTGTGGGACAGCGGATCTTTCAACAGCTGTGGAGTTTTAGCAATAA
TATTTTATTCTATAAATTCAACACAAAAACCCTGAAAATGATTATTATTAATATTAGGAA
CATAATCAATTGTCATACGTTGTTTTTTTTCTCAGTTTCCCAAGCGATTAATCAAAAAGT
GGCCCAATGTATCGGATGTCGCCATATAGAACTGCTTTTATAGGTAGAGCAGTTTTTCTA
ATTGGATTCTACAGCAATGTTGCCATGTCTAAAAGGAGAAAAAAGACATTTTTCCTCCTT
ACATTTTGGATCAAATTTGCTGCAGCCGGGGAATCTTATTTGACACTTAAGTAACCGTGG
TATAAGCAGCATAATGCTCAATTATCCCTTACATCAACTCTGGTCACAAACTTTGAAAAA
ATAAAACAACTAAACTGCCATCAAACCACTTCAAGAAGTCCGTCATCCAGAACAGACCTG
GAGGGAAGTTCTTGTGGAGTTGAAAGCAACAAATCTGCTCCTGTTGGGGAGAAGCTGTCG
CGGTTCCATTACATCAAACCAAAATGTTTGGAGCTGCTTCTTTCCAGGGTCACTGCAGTT
CATCCGCCTCCATCAAACCG
>BJ749749 ID   BJ749749   standard; mRNA; EST; 670 BP.
ACATGCCTTTTCCTAAGTCTGAGCAACATTACAATTCCATCCAACAGCTCATTTTCCAGT
GTGGAGCAACCAGGAGACATTTTCTCTCACCATTTTATTTTGATACTAAATCTTTCAAAC
TGGATCAGTGTGTTAATTGTGTGTAAATTAAGTTAATTGATCGCTGAAATCAAAGGCAGG
AAACACAAAATGTTCTGTTGAATCCCTCTGAAGGAGCAGAACTTTTCAAGTTGGAGAATG
AAGATGGTGTCATTCTAATGAAACAATTTCTTTTTAATTTTCATGAGTGGCCAAAGCAAA



GAAACAAAAAGAAAATGATTTAAAATGTAGATTTTTTTTGTCAAGAACAATACCTTTGGG
ATTAAACAGACATTTTGTGAGAAATCTATCATTAATGTATCAGAATTGCATGAACAGAGG
TGAGGTGACAGCACGCCACCTTTCCTCACGTTAATGCCACATCAAGCAGGATTCATGTCA
TCACAATGAAAACACAACAATGCTTCTGTACGAAAACAAACAGGTCATCGCTCCATCGAC
TTCCTGTCCTCATAAATACAACTCAAGATATCTACAAAACAGAACAAGTGTCACCGAAAC
GGTTCAGAATTTCTTTCTTTTCGGGGTTTATGAAGGATTCACCTCATCACAGATGATGTC
ACAACCTCGC
>BJ749755 ID   BJ749755   standard; mRNA; EST; 671 BP.
TCGCGGTCCGCAGCCACAAACCTTCCCAACTCCTCCACCTGCTCTCGTACATTTATGTAT
AAATATCTACACTTTACAGGAACCCGGCTGGGGCGGAGCCTGTACTCCAGTGCTGGTGGG
GCCAGCGCCCCCCAGGGAGCGCATGCTTCCAGCGGGGGGCGCCGTGAGCGCGCTCAGAGC
GTGCTCACGGCGTGCTCGTGTTGTGCTGCTCTGCACGTGCGGTGTAGAGCAGCACAAGTG
GGCGGGTAAATGTTTGACGTGTTTCCAGTTTGAGTGAATAGAAGGGCCGGCGTTTTCTGT
GGAGGCGGGGCTTACCGTCGTCCTGTCACTGATAAAGGGTGGGAATCTGCACAGTTACAG
AGCCTGCCTGCCTGCCTGCCTTTCTCTCCCTGTAACCATGGTAACATTGAGGCTGCTCGT
GGGTTTGGGGGCTGGCTCTGGTGGCGGCGCCTCAGCTCTCAGCAGCAGCCCCCCGGCGAC
GGGTTGACCGGCTTGCTCTGAATCTTCACGTTGGACTTCTCGGCGGCGCCGGCTGTGGCC
CCGGGGCCCATCCTCTTCTTGATTTCCGCCGCCATGGTCATGAAGGCCTGCTCCACGTTG
GTGGCGCTCTTGGCGCTCGTCTCCAGGAAGGGAATGCCCAGGTTGTCGGCGAACTCCTTG
GCCGTGGTGTA
>BJ749760 ID   BJ749760   standard; mRNA; EST; 380 BP.
GGTGTGAGAAGAGATTTAAGAGGGTGTGTTATTGCGTGTAGCTAGGAAGCATCAGGAATC
CTCTTAAAAAATGAGTTGACTGAATCCCAAATCAAGTTCAAAGTTGTTGTTTTTTCCCCT
TTCTGTGGTGGCAGCAGTCCGTAGCCCTTGTTCAGGGGGAGTAGGGTGGAGGCAGTGGTG
CTGAAGAAATCTTTTCATAGGCGGGAGGAGCATTAGGAACCACTGGTCGAAAGCTGCCGA
AGTCTGTGAGAGCCATCTTGTTATCAGCTGAGGGCCCCCCCTCTGAGCTCTCTCTCTCTC
TCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCNN
NGAGNCCNCCNCNGCGNGNG
>BJ749762 ID   BJ749762   standard; mRNA; EST; 649 BP.
ANGCAGTGAATGTANTTTAAAACATTCCTCTATCATCTTTACTGGAATTGCACACCTACC
ACGTTTCTTTTTTTTTAACATGCAATTCATGTTTTCTACAACACTTGAAAGGACAGAATA
GACAAGCTATTTACTTTGAAAGAAAAAGCAAGCATGTTTTTTTATGCAGAAGTCATGAAA
TACTTCCTGGTTTAAACTCACAGTTAAATGATATGTCACAAATTCAACCAGCANAAGCAA
AAAAAACAAAAAAAAGGCAAAGTGCAAAAGCTGTAAAAAAAAAGTACAAAAAGCAAACTC
NCCATATAACTTAATCTATGNGCATTCAACTTTTATTTTAAATACNGAAAAAAAGNGGAA
TTTAAGAATAATTATTTTAAATTCNCTACNCAAAANGCTTAACNGCCAAAGTAAAAGTAC
TTAAAACATCCTTAATAAATACNTGCAACNGGTTTTACCAACATCNGTAAAACTTTAACT
TCTTAGAGAGCTGCTTCAGATTGCACTCAGTATTTTCACTTTTATAAGAAAAAAAGCAGT
TAAATTTGAAATTTTAAAAAAAAATGCAGCAAGTTAATGTTACTATGACAGTTGTGTAAC
ATGGAAATAAAAACTAGTGATTTTTTTTGCCATTTATAATTATAAAAGC
>BJ749764 ID   BJ749764   standard; mRNA; EST; 660 BP.
GGAAAACCATTGAAAACAGCTAAATGAAAGTCTTTGACAAATCATGCTGTTTGTCTAAAG
TGCTACAATTGATTTTCTTGGTTTATGTACAGAATTTGGTTAAGTAATTCATTTATATGC
TAAATGTTTCATCATTGTTGGCATAAAAAAGCCAGAAAAAGTGAAGCAAACCCCTGTGAG
GCTCAGGAGCTTCATCCTGGAGTTAGGATGGGCTCGTGCAGCTCCGGATTTTTGCGCGCA
TCTCCATCTTCTCCATCCCAGAAACAAAGTGTAAATGTCCGTCGTACTTTTTTTTCTTCA
GTAGGCTCCCACAACTACTGCGTCCACCTCTTTGGACGGTCTCCTGTCCGTTACCAAAAA
GTTGATCATCCCTTCTGACTTGATGAGGAGGTTGCAGCCCAAGAAAAAGATGCCAAACAC
CACTGTGAGGGACAGGACGCACATGACGGCGATCTGGACCACCCTCATGATGAAGAGGCT
CCTCTCATCCGGAGCGGCGGCCACAAAGCCGTTGTCCGTCACCACGGAGGAAAAGTTACA
GCAGAGAAACTCGCCCGTCTTGTTGCTGAAGAGCCCGCTCTCTGTTTGGTTCAGCGTAGT
GTGATTCATCTCTACAGTCGGGTGAAATCAAACTTTTAAAAAGCGGGAGTGGAGGGCGGA
>BJ749774 ID   BJ749774   standard; mRNA; EST; 621 BP.
GTTTTGTCAGCAGTTGATCCAAGTCTCCACAAACAGTGGTAAGATACATTATGTCTTCAC
TAACATTCCTTCCTTTTGGCGTTTTGTAAAAACATAGTACACAATGCTATAGTGTTTTGG
TTTGGACTTTCTATGATTTTTGTTTTTTTATTCTGAGAACCGGGGAGCTAAGCACATGGA
GTTACAAATGCTCGCAACTTTAAAAAAAACCTTTTAACTATAGTTCATTGTGTTGCTCAT
CACAGCTGTTTTTAGACAAAGCAGTAAGAGGTTCAGTCGCTGATAAACACAAAAAGCAAA
AGCAGCAGTTAGAACGAAACATTAACATTACTATACTTTTCAGACTGAGGGTTTCCTTTC
TATGTCTTGTTAGTTGAAAATCTTATACGGAAAAGCAAACTTTAAAAAAAAAAANGATAA
AATAGAACANGNCNCTNCAGGCNCTAAAAANGTNCCATTTGTTTTCCCAAACTATNGAAA
AATAGAAAAANGGAANGNGGACAACANAANATGTAAGTAAANCTTTTTTGTTNGTTTTTT
TGGGCAANATTCTTTATATTTATCTGCAAAGAACCTCAGGAATTTGNCTTATTTTACAGC
ATTGTTATGTCTTTGCAGNCT



>BJ749788 ID   BJ749788   standard; mRNA; EST; 586 BP.
AGCCTCTCAAGTCCANGAGGTCCTCCACAGATGCNGAACTCAGTGGAAAAAGTTCGACAA
ACGGACCGGATCGGCTCAGAGGAAAGTCAAATCTCCGGGGAGTCCGTCCAATCTGGCCAC
CAGCGCANGCAGCTACCTCCGTCTCGGTCCGATATGGTAACGTTCCGAGCCTTGGTCTCC
CAGGAGGTCGTCCTCCACCACAAAGCTGTANCCCTCCTTTCCGATGCAGTCCGACNGAGC
GTTTAANACCTGCANACAGAAACATGAAGGCTTTCATTCCNCAATCTGCAAACTGCATCT
TACTGCANANAAAAGGAGAGAATTTAAAAAAACTTAGATTAGCTTTTTTCANATGTANTT
GAGATATNTAGNCNAAAAATACTTTTTATTGANATGCTTTTCCAACCTTAAACAGCTGGT
GTGATTTCNTGGGATGTGCCTCTTTAGATTTGAGTCTTACNGCTCTGTGCAAAACGTTTT
AAAAGTGCACTTCCTAACAGATGAGTTAGCCTGCAGCATACGAGTTTTGAATCACCTCNA
CGGTCAGAAATGAGCTTTAAAGCAAAAAAAAAAAGTTTTTTTTTTT
>BJ749791 ID   BJ749791   standard; mRNA; EST; 110 BP.
TCAGTACAGAACTTCTTTTTCTCTTAAAAGTCAAGCTTTTTTTTTTTTAANCAAAANCNT
CATAAANGCTNCCAAACTTTACGGGCAANCCAGTTCTATCAANGGGGGNC
>BJ749796 ID   BJ749796   standard; mRNA; EST; 669 BP.
ATTTCGTATAGCCTTTTATAATAAATACACCATTTTGAACATTCTTGATAACCCTCATTT
AAATACATCCTTCAAACCTTTTAAAAATATAATCAAAAACAAATTCAACAGATATTCCTG
TTTACTCTTGTTTCATTTGTCTAATAACAAATCATGCAAAAGCAGATATGAAGAGTATGA
AAACAATATATAGATCAAATGTGTTTTAAAAAAAAAAGCTTAAAGTGAAAAATAAGTAAA
TGTAGTTTAAAATACAAATACTGGGTATGGNGCAAAGCTAGATCTTTCTCAAAGTAACAT
CATGGCCTTTAGTAACAAATTTATACAGTTGTTAATAAAGAATTGCAAGCCACTTGTTCA
TGAAAAAAACTTGAAAGATGTAAATGTTAGCTGGTAAATATTTAAACTGCATATTGGAGC
CTTGGTTACCATATGTGTAAGTCTATAGTTAACCTGNGACATACTATAGATACTGCTGCT
TTTCTATTCATGGTTCTGTCAGTACACTCTGGAGAGTGTGACGGGGTGGTCTGCAGGCCC
CTTTCAAACACGATGGGTTTGACCCCTCAAACCATCTGCCATCTTCAGTAAAACATTAAA
AAAATGATTAGAACTTGTGTTTCAGTGCTTCAGAGAATTAGTGATTGTATCGACNAAGTT
TGAACTACC
>BJ749801 ID   BJ749801   standard; mRNA; EST; 667 BP.
ATAAACAGAAACATGGTCAGGGCATCTGGTGGTAACTAATGGTTCTATGGGTTAGACTAC
AACAGGGNTTCAATACCATAATTCCTCCTGGATATGGGCATCTTTAGCAAAAACAGTTGT
TTTTCTCTTTGGTTCAGAGACAAGAGGGTAGTCAAAGAAACCCCAACAACCTTTCAGTGC
CCGCCCCATCCCTCTGTCAGTACATCACACATGTAGCTACATTTCTAACCTCGTTCTTTT
GTGTTCACTCTCCCTCTCCAGATCCTTTCTTTAAAACATTTTTCTACTGTACCTTAAGGT
TACAGTTGACAACGGTTTACAAGTCTTTGACAGTTACTCAGGGTGCTTTCATGCTAGCAT
GTTTGGTCCACTGGAATTCTGATTTTCTTTGCTTAATTTGGTCAAATTAAAATCATATCT
TGAGTCAGGACCAGCAGTCAGACGTTGACCCGTATGATGATATGCGTCTTTTACAAACAA
GACCCGGCTTGGTTCACTAGGGTAAAGGAGATGACACCACGTCTAGATGTATGAACATCA
GCAGACAGGTGGAACTGGTCAGTTTTTGTCTCTGATCTTTTTTTTCTCCTCATTGTTCAT
GCTCATTTCGGTTAATGCTGTCGCCTCAGCAGCAGCTGTTGGATGCTTACAGGTAGGTTA
GTTCACA
>BJ749807 ID   BJ749807   standard; mRNA; EST; 694 BP.
ATTGTACAACCACTGAAAACCAAGAAGAACAGATCAAAAGATAAAAACTATGATAAAACA
TGAATCACATGAGCACACGACAGAAACACCAGTGTGTTTCATTATCCACCTCTTCCTCAC
TACATTTTTGGGAAAATTATGTTCTTTCAAAACATTACTTGTTCAAATGACTTAGCAAAC
TACAAACTGCAGTCGCCATTCTTTAGTTTACAATAATTATTAAATGATAACTGATCACAT
AGTAATGTTAGAATTAAAGATGTATACAAAATAATTCAATTGTCATAGCAACACACAGAC
ATCGATACCATACTCATAAATCCCAGCATAGACTAATCAATGGTCAACTTCACAAATTCA
AACAAAAGATTGTAATGCTAAAATCTTCTAATAAAAATCAACCAACACAAATTGAACATT
GCTTTTGAACTGCTACCAAAATGTATTTAAGAAAAACAAACTAAAAATTGAAGTAACAAA
AAGTAACAATACTTTTAAAGTGATATAAGAGATCCAAGAGCTGGATATTCATCTGTTATA
GTTCATATCTAAACAATTCTTTTAACAGGTACATCTAAAAATTGATTTAGTGAAAAAAGG
TCAACATTTATATCAGTCTTTTAAAAAATTGACCCTCGTCGCTCTCTAGGTGCAAAGAAA
TACCTTATGCTGCCTTTTATTGCCCTGACTGGGG
>BJ749815 ID   BJ749815   standard; mRNA; EST; 692 BP.
ATGTGCCACATTTGGTAAAAGAAAAATCCACATACTTCACAACATTTCTGGCCCATGGAC
ATTGTTACAACAGAGGGATATTCCACCAAACACAAATTCTTGCAGTTTTTCTGGGATTGG
ATGTTTTCTCGTGAAACCATTTTTTAAATGTTTTGTTTTTTCAACCCCTGTTCCAACTAT
TTTGAGACGTGCAGCAGGCATCACATTTAATATCAATCCAACTAGTGGATAAAAGCTTAT
AAAAATAGAACCGTATTTTAAACAAAACGTCATCTCATTTTATATAAAAGTCCCTTAGCC
TTTATTCTATGAAAAATTATGGATATCCCACCTTTTCCAGAATTGTGGTAGTTCTTACTT
GAGCACATTTCTGTCCTAATGCCTTCCTTGCAGCTTTACTGTCTTTGAAGAGCTGGAGAA
AAAAATCCACAAGAATAAAATAAAGATAACTTTAGCCAAGTTGGNTGCAGTATAAAGGCC
ACCCAACGATGCTAAGCCCCTAATAGAGGACTGAATTTCAAGGCATCACATTTTTTCCTG
AAACACAGGGAAGCAGTGAAGGGACTGTCTTCTATGTTAGAAAAAGAAAGATGACATCAC



ACCCTAAACAGGTGCAGATAACTGAGTTGACTGGAGAGATTTGTTTCTGTTGGGATTTCT
GCAGCACAGGGCGATCACTGTGACAAGGACGA
>BJ749836 ID   BJ749836   standard; mRNA; EST; 395 BP.
CCGTCCCACAAAATATATATAGACTTTAATATCATCATGCCATGACAATTCTCAGGATGT
GTGCTAAAATGGTTGGTAAAAATCTCAACAACACTGAAATGATAAGTAATAACACCACAT
CAAAAAACAAAACAAAAAAAACCCAGCTGTAGTACAATATTTAGAAATATGTGTCATCTT
TGTATTTATTCTACAGGTTTTATAAGTTACTGTGTACGGTTGTTCTTTGAGAGTTAAATA
TCCTCTAAATCTCTGCTTTACCAGTCCAACTCAAAACTCCCCCCTATGGTTGGAAAAAGT
TCATCCAAGAAGTCAGTTTTTTTTCTCCCCAATTGGTATCCAAAAAAGGGGGAAGATTGG
GGGGGGATATGAAGCGGGGTCTGTCTCCTGTGCTT
>BJ749854 ID   BJ749854   standard; mRNA; EST; 302 BP.
AAACCGGGTTATGGAAGAATGCATAGAGCGATCCACATCCAGCTCGGCTCGTCATTTGGA
AAAACACTATGAGCATCTGGAAAAGGCAAGAATTTGGCTAAAATGAGAAGTTTAAAACAA
CAACACTGTTTGCAGGTATTCAGTGGACTGTGTGTGACACACAGATTCCCAACTTTAACC
TCTCGCAGAAATACATGAACACACAACATGGGAGGGGGGGGGGGGNGCAANCNTAAAACN
ANACGGANGGAAAACCCNNTCNCTGACAAACNCNTTANCNTCANNGNGGNGGCNTNCAGG
CA
>BJ749859 ID   BJ749859   standard; mRNA; EST; 689 BP.
TCAACTTTNAAGTCATGAGAATATTCAATTGAAACATAACACACGAAAATATGTAAGATA
ATTTTTTTTAAACTGACTAAATAAAATGCAATAACAACAAAAAGGACATCCATCACTCAC
TGACCTTAGAATGTGTCAGTGTCCTGGAAATGACAGCTCACGTTGTCCTCCAACTCCTGC
AGGCTTTTACACGTCATAGCAAGGAAACAAGGAAACAAAACTACACAACAACCTCACTCC
AAAGGGACTTGAATAGTCATGAAAAAATCTCTAGAAAAATCTGTTATTTTCCCCTGTACA
ATTTTAAATAAAAAATAAAGGGTCTGGTCTAATTCAAAGATGAAGACTTTACTTATGCCA
TTTAATAGAGACCCCTTTAAAGCTTTGTGTTCTGAGAAACGTGTCATGGCATGACATGAT
ATGCCATAAACCTTGGATCATATAAAGAGCGCTGGTCACCATGCCAAAAGTTTCATTTCG
TCAGAATTTGGAGCTACTTTTAAACGAATCCCATCCTTTTGTGAAGCAGTAGATCTCCAC
CACATTTCAAACACATTCAGTGTCCAAAAAGACACAAGTCACTGGAGATGTCATTTGCGC
AGACATACACACACACACACACACACAAAAGTGATGGGAATGACGTACAAATGAATTCAA
CTGTCCACAACACAAACAGTAGCGACGAG
>BJ749887 ID   BJ749887   standard; mRNA; EST; 697 BP.
AATGTACATTTTTGAAATACCGTTTTTCATATCATTTAATTATTTCCCACAGCTGCTTTG
TATAACAACCCTACAAACCTGAGACACTAACAGAAGATAATTACAGCAGGGACAGATTCA
GAAAAAGATCGCTACACAGTAGCAAAATTTAAACCCAGTGAAAAATCACTGCCCCATTTT
TCAGGTCTTTTCAGTCAACAAAAATCTGAGTGCATTGTGTTCTGCACAAAGTATATTTAA
CACGTTACCTAGTAAAATCTACAAAAAAGGCGAATCCCACTGGTAAAATGAAATGTTTAA
CATTCAGAATGAAATGTCAACTGCCTATTAAAGGACATCGTGTCACTCAAAACAAACCTG
CTCAACCATGCAGCATTCTCCTGATATTTATTCTTCCACTTGGCAGCTATTTTTATGCAA
GTATGGAGCAAAACAAAAGGCTTCATCTTGTCTACATATCATAAAATTCAGTGTATCTTT
CAACAGTGGATCATAGTAAATTGCTGAACAGCACATTTGTGATGAACCATTTCTGTCCAG
TGCATTTTTGCAGAGCCAGCTGGAAGCCAAACTCGTTGCTGCTGCTTGTTACGAGCTCCA
GGCATCTCTTTGACTTCTTGTTTTGAATGGATCCTCCCTGAGTCAGGAGCCATTGGAGCT
TCATGCGCTTGGCTGCAGCGTAGCTGCACTCAGTGAG
>BJ749892 ID   BJ749892   standard; mRNA; EST; 353 BP.
CGGCTTGTGTGTGGGTGTATTTACGGCACTTCNCATTAAAACAGNCTGCAGTGCTNCCTG
GGCANAGAAACCNNTCANAATAAAGCNCGATAAAGAAACAAACCCATAAAANTGACTAGA
ATGTTTTTTAAAAAAATTCANAAACNCAANAAAATGCTANTAACATAGGTAATAATATTG
CATGCAATACTGAATCAAAAACAGTTTTGTTCTGATTTTAACTGCACANTTAGCACANAT
NANGTACNACAGNAAGCTNAAACTTAANTACGTATCCATCTGTGCGTTTTTCAGTCACAT
AANGATAAATGATGGGTTTCTTCTCCATGTTGCANCTGCGGTTCAGTGTCGCT
>BJ749898 ID   BJ749898   standard; mRNA; EST; 370 BP.
ACTGCATCACACAAGCANCATACGGTTTACAAANATAACTCTGACTGCTTCAGCTACACA
GCTTAGTTCACAGAGAAGGACNGAGAAACCGGAAAAATCTAAACAGCTAGNAGCNAAGTT
TCTAATTCGTCGATCTCNTTATTTANACTAATNCATTAATCCATTGAAGGTGACNANATA
TTTCTATNCGATCTTTTTCTATAATCGTCTTATCGTGTAGACGGCACAGATACNGAAGTC
AANTGANACTTANGGCTGTTGTCTAGACACACTATTTAAAAGAGCAACGNCGNCNNAAAA
AAGGAAAGGTGTGACACTCGCCTAGCCTCTGATTCNGGGGGAAAAACNNTGCNCGAAAGA
AACCNNANNA
>BJ749900 ID   BJ749900   standard; mRNA; EST; 531 BP.
AATANACTTAACTATTCCNCCTTAACNGTAAACAATTGAACNGTAANCCAAACAATAGCA
ATAAACGGCATACNCATACAAAAATACATACNCANGGCNCNCCCTTGATATTCTTAACAA
AACATTAAAAGTCCCTTTTGTANGGACANGGGAGATATACAAGGGGAAAAGAAAACNCAA
AAGNGTANCAGGTTCATCTCAAAGGATATGGCTAANCGTTCATTATTTTTATTAAAGCNC
AACCATTAACAAACTACGTAATATTTTAACTTTAGNGATGACCTAAATAACANGTTTAAN



CAACGAAANGTTTTTTTTNGTTTAAATAANCTTTGAANCTTTNGTANCTNCTTTGAAANG
GAGACGGTTTNCTTTTTGCTNCNGCTAGATCAANGAANCNCCCAGAANCNCATTTGTTAG
TANAANGTANAAAANGANCTTCCAAAGTTAAAAGNCNGCAGGTTTAAAAAAAAAAANGGN
TTNGTNTNGAANGGCAAAANTTTCCCCCAAAAAAAAAAAAAAAAANGGTTA
>BJ749909 ID   BJ749909   standard; mRNA; EST; 688 BP.
TGCATATCAACAGAATTGTTGTTGTTTTTCTGCTCCATCACTTTAAGTTTAACGGCTTCA
AAAATCTAAGTCAATTAAGAAAGAGTGAGTTGGAGATACAAAAACTGATGTTGACGGGGT
TAAAGATGTAATTTTTTTTAAACTTTGTGAAGGTTAAAAATGTTTTTATGTATTTATATA
CAGTATGAAAAGAAAACGAGCGATTGTTCCACAAATGGGGCTTCTCTTCTACATCAATCC
CCAATAATCGAAAGATCAATGTCTAAAGATCCTTTTTGACATTTTACATTTTTTTGAGAT
CGTTGTTTTTGGATTTGAAATCTGATTTTTCTTTTGGAGTGTATTTTTTAGTCTTAAACA
TAAAACATGTGGTTTGTAAAGCTGCTGAAGTTGCATCAACGAAAAAAGTTTGGCTGCTCG
AATTAAAGATGGGAACATTGGCATGGAGTACATAAAAAATACCCAAAATAATCTGCATTA
AAGACGAGGATGGAAACACAAAGGTGGAATGTTACCACTTCAACTCCAAAATCGGACAAA
AAAAGGCAAAAAATAATCCACTCGATCAAACACTTTACAATCGCCTAAAAAAGGATAGAA
TTCATGTGATATATATATAAATTTTGAGATAATCTGTATGTTTTTTTTAAATAAAGAATA
CATATACTATTTAAAGGGATGATAAAAA
>BJ749914 ID   BJ749914   standard; mRNA; EST; 124 BP.
ANNGTNTCGCNCTGCGTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
NAAAAAAAAANACNANANANNAAAAAACACAGAACNAAAANNCCCCGCNTNNCAAAANAA
CANC
>BJ749918 ID   BJ749918   standard; mRNA; EST; 721 BP.
CATCACTATAATTTTCCATAAACTCACATTTTTATTTTAACAACCAAGCCTTTGGACATG
GATCTGGTGAATATCTCCACTTGCACCACTAGGTTTAGGTAGATGAAAAATGACAAGCCA
CAATGGCAGAACATATTAAAGTATAGCATCTTTCCCCGTCAATTTCTACTGGCTCAAATG
CATCTTTTTTTATTCTTTTTTGTATTCTGAAACCCTGTAATAACGCTTAAAAATGACTAA
CTGGGCCAATACAAGAGCAATGGGTGCAGTGTCTTATCAAGTTTGCTTGCCATTTAAAAA
GAAAACCAAAACTTACATGGAGTCAATAGCAAGACTTATAAGGACCAAAGGTGTTTGAGT
GAAGAGAATACACATCTGGAGACAAGTAGCAGTTATAATCTTCCCTCGGCCCACGTTCTG
TCATTACCATCGTGCCCTAAAGTCCATCAAGCCCACTTGAGGATATACAAGTGAAGCTCA
CACTGGCTTTCAAGCTAAGGTGCAACATGGAACATAAAAGCACTTTGAGCTCCTAATGAT
CCAAACATCAGATATACTGCAGCTGCACTGTTTCATACATTCAAAAGCTGCCCATCATTA
CCACTGGCCTCTGAGGTTGTTTTGATAGAGTGCTAGAAGCAATTAGAAACATCAACCAGT
GCAACACGAGTTAGTTTTGATGCAAACTTCTAGTTGCAAAATATATATTTTTGTATTCCA
G
>BJ749920 ID   BJ749920   standard; mRNA; EST; 709 BP.
GACATCAGAGATATGGCATACACTGGTGCAGCATACAGTATACACTGTATCATAACATCT
TTACAATTACATGATGCATGTAACAAAAAGGTCAGGATGAAGGCTGGAGTCATGGGTGCC
AGCCTCGGAGGAGCCGTCATGAGGTGGAACTTTTGCTCTCTCATCACCACAAATGGGACA
AATTCAAATTCAATTCAAAGTTCAACCAAACACAAACACAAAGCAGGTCATCCAAAAGCA
GCAGACCAACCGATAGGATCCTTGCAGCCATCCCCTTTTCTATGGGAATCATGTCTTCAA
TCAAGACCCACTCTGATGAAAATGACCTTTTTGTGTGTTTTTAACATGTTCTTGCACATT
TACTCATCATGGAGGACATTTAGAAAGTCAAAATAAACTCAAAATAATTGCATTTCTGAG
TATTTCGTTAATCAAATCATTGTGATTCAGGTGCAGAGAAACAAAGCAATTGAAAAAGGC
TTGTAGGTGTGACCTACAAGGGCTTACAACAAAGCTCAAGCTCCATTGTGATGCCTCCAC
CTGTGGACAGATTGATCCATGAGCCTCTTTGTTTTCCTCGTCTGAGTTGAAATCTGGATC
TAAACTGAGTGAGAATTGTGTTCAAACATTCTGAAGACTATCACCTTACTTTTAGTTTTA
GATGTTGTTATTCTTTCATGTCTGACCTGTTCAAATCAGTCCTATGTAT
>BJ749942 ID   BJ749942   standard; mRNA; EST; 586 BP.
GTATAGCTGCTACCTNGTATTTGATAGCAGCNAACCCAGAANACAATTTCTGACTGCCAA
GGGAAATAATCTAGAGATTCGTGGGTTTACATTGTATGTATGTGAATTNGAAGTTNGTAA
AATGCCTCCAGTTCTTCCACGCNNAAGCAGTTTAGAAATGTGTGTTTAGGGAATATAGTT
TTGTTCCTTTTTTCATTAACNGAATTTAATTTAACTCATACGGCCACTGTAGTAGAGGGA
AAGGATCATCTTATTTACGANATAACAAAATAACGAATGTAAGGNATATTTGCCATAAAN
TTATCCATTAATGTACAAAGNANTTTTCTAACACATTATTTTAGAATGTGTNCTACACAA
GCACTTTTGTTTCNTAAATAATCACTAAGTTCTCACTGCATTTCAGCTGAATGCATTGCT
GAAAACGNTTTATTTTCCNGCCTATTTACACGCATGCNTTNATACCTAAAACTCAGAATN
TGTTNTCNAAACNAACACTANAACNCTCTCTCATTACNTGACATNTGGTCAAATGAGGGA
GAGCTGAAAATTATGAAGATTCAAGTGAGTCNAACAGCTTGAGAAG
>BJ749943 ID   BJ749943   standard; mRNA; EST; 710 BP.
GTAACACAATAAAAATCTACCAAATATTCCCATATATCAATGCTATAAGCTTGTCATAGA
GCAATAGTCATAACAAGCACAGAATACAGTGGGTAAGGTACAATATCACTCACTATACAA
CTGGTAACAGTCCAAAAAAGATCACCTCATTTTTTTATTCTATCAAGGGCAGTGAAACAT
CGGTCCTACTAATTTCTTGATTCATGCAGAAGCCACAAGAGCAAGATTTACGACGTTACA



GCATCGAGTAGTAGCATTAGTAGTAGTTGTATTTTCCACGGTGTGACCTGGTTCCGTCAC
AAAAATAAAAGAAAGTAAAAAAACAACCAAAAACAAGCAGCTAGCCAACAGAATCGCACC
ATGGTTTAAGACCGGAAACGAGGAGATGCAGACCGAAGATGAGGTTCAAAACTGCGTTGA
CGTATAGATAATGAGGATAAATTACAGCGATGATCCCCCGAAAACAGTAAACAGACAGCG
GTTATGTGGTACATGCTCAGTACGGAGACGACTATGGATCAACAGAGAAACGCTACGGCA
GGACCGCTGTCGGATGCAAAGGAAACAAGAGATTGTTCATCCGGAGGCTGACATTGAGAG
ACCAGGAGGAAAAAGAAAGTCTTCATCTGAGCAAAACATAAAACAAAAATCCATAAAATA
TCAAGAATGTTTGGGTATTTATCATTTTAAATTGGAGTAAAAGCAATAAA
>BJ749951 ID   BJ749951   standard; mRNA; EST; 254 BP.
ACAAATTAANNTGNNATANTTTGATTGCAAATANAAACAANCTAANCTANANANNANCTA
CNTANGGTGTTTTAATCCCCANAACCCTCCCTTTCATAAATATAATATAATACTTTTGTA
TGAGGTTTGTATACAAATAGCACAAATCCACATACTTAAGAACTTGACCAGTGAAGCCAG
TGACACCCGTTTGTTGATTGGCTGCTGGGAAAAGCGACGATCAATTTCATAAAGAAGCTG
CTGCTTCCTGTCTC
>BJ749953 ID   BJ749953   standard; mRNA; EST; 647 BP.
ACAAAAATCCATGGCCATGGCATTTCAAAGAACATCAACATGTCGCTAAAATGAGAACTT
TATGCTCAAATTTAACCACTTTTGTACTTTCTTCTTTTTTTTTAGTCATTTTAAAACGAA
GGACAAACTATAAAACACTCGGGATTGTTGATCGTCAGGGTTACGCGTTCTCATGCAGCT
TTGCAGCCATTTTCTGCAGCTCCATGTCCATCACTGCCAGGTTTTCCAGCTCTTTCTCCT
CCTGGGGCGAAAGCACCCTCTGCTGTGAGCCCCTCCTAGCCTCCTCGTACGCTGGGTTCC
CCTTGTAGCTCAGCAACTGGGCCAGCTCACTCATCTTGTTGGATGCAGCAATCGGTTCAT
CTGAAGCTCTCCTATACCAAGCAGGCGGGTAGTCGGACCTCTGGGCTTCATCTTCATCCT
TTGCTTCCTCTTCATATTTGGAGTCCTCCTGGTCCTCATCTTTTGATGCACCTCCGCGCT
TATGAAACTTCGTTTTGTGGTGGTATCGATGCGTTGGTTTCCAAATCCGCTTTTCTATTT
CTCCAACGTCGTTTGATGGCCTTTTCTCCAAATCCCAGGACTCCTGACTGCGTTCTCCTT
CTGGTTCTTCCTCAACCCCCTCTTCATCACGTCTGTGTCTTCTTTGG
>BJ749961 ID   BJ749961   standard; mRNA; EST; 707 BP.
ACAGACAGAGACACATAATAATTTACATACATTATGTACAACTAGAACAATACTGTTCTT
CCTGCATTTTCTTATGTGAATAAAAAATAAGTTCTTCAAAGTATTCAAACAATCAAATAC
TTACAAGTTTATGTTGATGGTTGTTGCATCACAAGGAGAGGGATTTTTTTGGCTACAATG
GATTTAATTAAATCTCACATGAATGACCATCTGAAGCTTTTTTTCTTTTTTCTGTTTTTA
AATCACTGCAATAATGGCTGAATAGGCAGGGAAAAAACATGTACTTCCACTAAAGAAATG
AATAAAATGATTTCTCCATAAATTGACTGTGGTTTCAGGTGTGAAAGGTGGGACAAATGC
AGGGAGGACTACCTATTCCACCCTGATGTTACATGTGTGTTCAGGTCTAAACAGACAAAA
CAATGTTTTCTTATTAAAAAGAAAAAAAAAGTCCAATGATACACAAATCACATGCACCAA
CCTCCTGTACAAAACATGTTTGAAAAATGTTTTCAAAAATCTCATCCATTCACCTGGGGC
TCTGTATGAGCAAGCATGCAAATAGCAGGTCTTCTGATAAATCATCATCACGTCACAACC
AAAGACAGAGAATTTATACATGTGTTACGAGAACTTTACACGAGGCGAACAGAGCGACAA
AGCATCTTCACGCAGCTCCNAACCTTCACTGTTTCCATCACTTCCTC
>BJ749965 ID   BJ749965   standard; mRNA; EST; 693 BP.
CTCAGCATAACCCAAGCATGAAGTGTGTCCAGTTTATTGTACAAGTGCAAATACTATTAC
AGACTGCATCCAGGAGTGTGAGGTCATCTAGGTGATGGTAGAGGGCTTTTTTCCCTTTGA
AACTACCACAGCTTGTTCTCCAACGCTGTCTTCAATCAGTAGTGTGATGGCGCCATCTAG
CTGTTTTGAAGCTGCTAAGGCCACTACAGCTTTCTCTGTGGGGAAGCCCATCTTCTCCAG
CTGCTGAAGTCGCAGAGATGAGACTGATGATTTGGGCACTTCAATCTTTGAATCAGGATC
GCCTTCAGGAGCATCCTTCAATGAGGCCAGTATCCCTGCCCTCAGCATTTCTTCCTCTAG
CACCTCTGCTTCAGACATTTCCATCCAGGACTGCTGGTGGAAAGCTGCAGGATACCTCTC
CAGAGGAGGAGACACCTGATCTTGGGGCACCAACTGGGGAGGTGATCTTTGAGAAGTTGC
ATAAATTGGCAATCTCAATCGGGTTGAAGTGGGAATGTATGCACGAACAGGAAGAACGTC
AAGAATCCTGGCATCCTCCAGTTCCTGCAGTGTCCCAATGAAATGCTGGCGATAGTTGTG
TCCGATGCATATCGCACAGAAGTGAAGCAGAGCAGGAGTGCCCGGCAGCAGCAGAAGGCC
AAGCAGCAGAAGAAGCCATGGTAGCATCCAGAC
>BJ749966 ID   BJ749966   standard; mRNA; EST; 713 BP.
AGTCCAGAAACAGGCAATATGAAGAATAGTCCAGAAAGATTTACTGGTTTTCTATATACA
GGATGCAAAAGAGACATTAATATATAATCGTAGTAATTAAGGTCACTGTAATCGAGCGTA
ACTCTTGCAGAGTTCATGATCCCTGATATCTCCCCAGCCGCCGTTTTTCACATGAGGTGC
AACGCCTCCAGCGCCACTGGCGGGCAGCCTCTTTGTGATCAGCAGGTATTTGGGAAACAG
CTGGTTTCCACTGCTCTGCAAGATGTTCTCAATTTTTGTTTTCTGGGTGACAGGCATACA
GGTGGCCTTCTTGTGGTGCATGCCGCAGTCTCCTGCGTGGAAAATGCGGGGCGCTTCACT
CACCATCACTTTCCAGTAGGTGGGTAGGCAGTTCACAGTTAGGTGCTGCAAGGACCAGTC
CCAGTTGTAATCGTCATATGTGCAGAATGTGTCGGTGCACTTCAGGAGTTTCTGGTAAGT
CTCCCGATTCAGAGCCATCCCCATGTTGTGCTCTGTGGATTTCCAGGCTTTCACCTCCAC
TTTGTTTGCCTTGCTGGAGTAACTGATGTGGCTGTAGCTCCCCAGGGAGAGGATGTCGCA
GTCGGGGCACTGCTCCCTTTTGAGAGCAGTCATCAGCTTTAGGAGATGGATGAAGTCTGG



AGACAAATAGTGGTCCTCCTCAATCAGCAGAACCAGACCTTTGTGGTCTTTGA
>BJ749980 ID   BJ749980   standard; mRNA; EST; 650 BP.
AATCAGACACAGAAAATAACACACTGCATGACATTTATTGCACACTGAAAGGCAGATAGC
ATTAATCAGTGTAGATAAAAGATCAATAAAACCTCTGAGACTTGATAATCACACACAGCT
GATACAAAGGCACAATGATGCCCGTAGTCTTCCTCAGTCAGGGTTCCGACTCACACTGGC
ATCAACATTCAGGACTAAATGTGTTCTTCTATATCTACAAGGTTTTTTCCATTTTCCAAG
GCAACAGTTGTTTAGGCTTTGTGTTTTTTTTTTCTTTTTAAGCTTTCNGATCNCGTACNC
ATGCGGTAAACCAAGAGNGAGGTANATTATCANCCGAANAAAGACTTCCAAAAACAAAGA
TTAAAGTCATTCANCACTGCGNGAGCTTTACNCGGGAGCAAAGACTANTTTCAGCGAAAG
CAGCAGGAAGGCATTTTTAATCCNAGGGGGCGTGCTGANAGGCTGATCCATATTTCCCCT
CATTACAAGCTCACTTACAAGATTANATTACACNTGGCACCAAGATCAACTTACNTTACA
GNGAAACACAAGCAATANAAATACGTGGAGGTATGAAAGCCACTGTTTTTTTCAGNGGGT
TTTGCTATCTTTAAAGGCAATTTTAAAGCAACTGCATCCAAAGTGTTATA
>BJ749984 ID   BJ749984   standard; mRNA; EST; 717 BP.
AATCTTTGATCATGGCGATAACAGGTATTTCCACTATTTGCANTGATGAACAGCTTGACA
GCGACGTCTCCTCACTAACCTCATGATGTGGTTCTGAGGGGTTCGTTTCTTCTGTCCGGT
CACTTGGGGGTCCGATCATCCAGTCGCACCTTCAGCGGGTTCCAGACGTCCTCTATGGGG
TTCAGGTCAAAGGTCAACATGACCCACTTCCTGAAGTCCAGCTGTGACTATTCTGGTAGC
ATTTGGTGGAGCGTTATCATCCATAACAGAAAGTTGGGGATGTTTTAGGGGAATTGGGGG
ACAGAGACGGTTCTATGGTGTCTCTGAGATAAAAACGTGCAGCGACTGGACTTACAAGAA
CCAAATGGGTTTGGTGACTGGTTCACGGGAAGACTTACAGGTAAAAATCATCTTTTAAGA
ACCACTGAATGTTGAAATTGACGTCACATGGAAACGATTTTTCTTATAAATTTTTTGGTT
CTGCCATAAGTCACTGACGGTGAAACCACCATAATGTTGAAAGCTCAAAAGTGTCTATCA
CCACAATACAATTACCAACCTATCCTGAGAATCTGTTAAGTGTTTTTTCGCCATATCCAT
AAATCATTGANAGTAGTGTATATCTGGGGAGAACAAGATATTTTTTAAAACAACTTTGGG
GTCTAANGCTGAAACTATTCTTGCCAGCAGGTGGCAGTGTTGCACCTCTGCTGCAAA
>BJ749991 ID   BJ749991   standard; mRNA; EST; 225 BP.
ACNGATTGAGTTAAGNACCAGGNTCACTGTACTGCANACCACACCGATCTACACCAGCCA
CGGTTGCCATGGAGAACACTGATGGATTCAGAGCTGGGCTGTGGTCACAGAGTGCCCATA
TGTGTGCAAAGTGTTTTACTCTCAATACATTTCACATATTCGCTTTTCAATTTTACAAAC
TATAAAACAAAAAATTACAATGGGAAGCCTTCAATCATTAAGGCA
>BJ750005 ID   BJ750005   standard; mRNA; EST; 277 BP.
TATTCACACACAAAATATTCTAAAAAAAAGAAAAAGAAAAAAAGTCCTAGTGTCTCGTAA
ACATTCGATTCTTCCTGGCTTACATTTCCTTCGTAGTGTGCTGCAACCTTCCTTCTATAT
GAACTTTAAGGGGAAAAAACATCAACAGACCACTAGTTGCTCAGTTCATCTCTTAAGCAG
CAGTAGCTCCCCCTGCTGGCCAGCTATCACTCTGTCACATTCACTGAGCTGCAGCAGGGC
TAGCCAGAGCAGCGACATGGGTGGGGGGGGGGGGGTT
>BJ750015 ID   BJ750015   standard; mRNA; EST; 693 BP.
TCATTTAGAATAATTTATTCCCATTTTTCCCCCAATAACGATTAAATATACAATATATCA
TAAAAATATTTATTTGCTGTTGACTATGGCACACATAATCTTTATTAGGTACGTTCATTC
AAGTGCTCTTTGACCCAAATCTATCATCAGTCAATTGTGAAGCAGCAGCATTTAGAAATG
CTGCCATAATAAATATCTCTAAAATTCAAGTTTAAAGAATGTTGATAAATATTTATCCCA
AATTGGAAACTACCTTTTTTTTCTGGAACAACCTTTTTTTTTTCNGANGAAAAATTAAGT
ACGGANGCGACATCNCGCCNCAAAGNCNCCAAAAACNCCGGTTTTCTTTTTCAAGGCNCA
GCTNAGGNCANCGGGGGGGTTAANAAGGTNGAAANCCCTNGCAGCACTTAGCAATTAANG
CAGCANCCGGTACATTTANGTATCTACCCATCCCNCCGGTNGNCTACGGCATNGCNGCCA
ATCAAAGACNATNCCCNGAAAAAGGCTTTCAGGAATTCCATTCTACGGGGGNCNCGGTTA
NAAANGAGGTNCTNCAGGAAGGNCNGACCAGCATTTTNGCAAATATACAAACGGCATTTA
TNCATTCAAACTAAACTTGCTATAAAGATACATTATATTACATTTTTCNGTAAGGTTTTG
CNGGGANGGATTTCAGCTTAANGCCNGGCATCA
>BJ750039 ID   BJ750039   standard; mRNA; EST; 501 BP.
AAAAATTAGTGTGCTGGAAGCCCAAGCCTATGTACATTAGTTGATCAACAGTGATGTCAC
CAAATGTCTCCACTCAAAACACAAGCTCAATAATCAGTCACTCTTTCAATTATCCAACTT
TTATTTTGGTACCTTTATTTTTTTTTTCCAGGGCCAGGTTCNGCAAACCCCTTNGTTTCT
TTACANGTANGAACAANGAGTNGGCAAAATATCTATGTACATTTNGTAACCGGANGANGT
CNCANCCAAATAATACAATAATACNGCTTTTAAAATAGNCCATCNGCAAGATAAGAGCCC
CANGAGAAANGAAGGTNGACCNGATCTAAGNGTTAGCAAGCAACCTCTAACATTCACTCT
CNGTACATATATGAACATCTAGACTTGATTTTTTTTTTAANGGATTTNCATTATTANCCC
GCCCANGGTTTTTANCNCANCAGGTTATANAAAAATATNGTANCATTAANACAACAGTNG
ACAANAATNGCNCAANAATAA
>BJ750055 ID   BJ750055   standard; mRNA; EST; 289 BP.
GAATGTGGTCCAGATTTTTTTTTCCTTTCTTTTGTGGTAAATTTTACTTTAAAATAGAGA
CAAACTCTCCTAAAAAGGATTTCCGTCTGGACACAACAGCATGTACTCAAATATAAAATA
GCTTGATACAACGTTACCAACACAGGGGAAAAAAAATCTCTACTTATTTACATGACACTT



TTTTTAAACAANGGTTGCCCCCTCCACTTTTTTTTTTTNAANNCAAANGCCGNANCTTTT
NCGTTGGANCAAAANTTTNCTTTNGAAANGGGCCNTTATNCCCAANCNA
>BJ750066 ID   BJ750066   standard; mRNA; EST; 209 BP.
ANATTTGGANTTATCATGTGACCCNGAACAGGATCNNCCTCACACGANACATCTGAGCGT
CACTCAGCCAGTGGCCTCCACAGCAAACAATACAACANNTGACAGTNNANACNACNAANT
TCTCTTTACAGGCAGTTTTGTTTCTTTGGCNCANACGATTAAGGATTCTTAAAGGTTAAA
CCTACTATGAAAAAAAAAAAAAANACNAT
>BJ750069 ID   BJ750069   standard; mRNA; EST; 694 BP.
GATGTTGGACATCAGGATGCTAGCACACGAACGCACCGGTCACTGATGGAGCATATACTT
ATACATTACCTTCACTCTGTATTACATTGACATGCACACAGAGTGCACTCACTCCACTCA
CACACTCTGAAAACTGGCACATTAACAAATGTACAAAAAACACTGTCACAAACTTCATTT
GTCTTGACCAACTTTTATGCCAAAAATATAGACTATGTTCATATCAATGATAAAGAAAAG
GACATCATTTGTACACCAGGGCATAGTGAGAGCAGGCAACACTTAAGAGCAGCAAAATTA
CAATAATTTTACATTCAGGAATTCATCAGCAAAACTCTCACACACAAGATGCCTCAAGAG
CCAAAAAAGCGGGCCGGAGAGTCTGCGGCACAGAAGTTCTGACGGTTCTGGAGTCACAGC
TGGACAGAATTGAACGGTTTCATCCAAACACCACACCAGTGACCGTACAGGATGTTGCTA
CTCCAAGTAGTGGAATCAGCGCGTTTGTTTTCAAGCAAGGTTATGAAATGAGAGTCAAAA
GTGCGTCTGAAACACACAAACATCCTCATCATTGATGGAACACGAGTCACCGCCAGGACC
AACGGCGTCTTTAGATCCACCTCTATTTACAGCCTCCCCGATCTATGAATGGATTTGTTA
TTGACTGATCAATAAATGTTTGTTTTAACCCGTT
>BJ750071 ID   BJ750071   standard; mRNA; EST; 416 BP.
GGAGCGAATGGAGCTTCAACGCGTGGCTTTGACAGAACAGATACGGGACGCGTGGGACTG
GACACCTTTAGGGTTGTTTGTCTCCACTGACCTTCAGCTCATAATCGGATTGGCCGACGC
AGGCGGATTGTTAACACGAGCCTAATCCCTTTAAAGGAGCTCCTGCGCTGACTTTTTCTC
AATTAACCTAATGAACACATCGAAAAGTGAAAACGCGCCAAGGCGACGTCACTCACCTCA
GACTCCTCCTACTTTTACTGTCATCAAAAGCAGGAAACGCCACCGTTTTTTTTTTTAGCT
TTAAAAAAAAAAANANGGATTTCTAAANANAAAAAAAAANNCCCTNGAAANACTNGAANC
NCCCNCCAGTNGTTNGGGTNAAGGCTNCTNCCCCTNCANNTGGNNTTTNNTTTTCG
>BJ750073 ID   BJ750073   standard; mRNA; EST; 682 BP.
ATTTCAGCAAAAGATGTATGAACCACAGAGAACCACCACTTTTCCGAGCTTGGACGCTAA
CATCGTTAAAAATCTAAACAAAACTTTTAAAGCGACATTTTTGAATTCATGATGGCTGCC
TCCTCCCCCGATCAAAGGTCAACCAAACCACGGCTGTGGTTGTAGACTGAAGCCGGTGGT
GTGTGTGTGAAAATTTGAGAAATTTGCTCGAACAAATGGTATTTTGTTTTTCATATTGTG
TGAAATTCGCTAAATTTAACACTTTGCCACAAAATGGCCGCCTACCCGTAAGACTTTTGG
CCATCCCATAATAGTTTCACAACTTCCTCTGGACATTCCCAACAGCTATGTTTTGGTTTT
GTTGGTGGATTTCTACTATTTTTTGAGCCCATTCATTTACTGATGGTTTATCTTGCTGTG
ATGTCATCATTTTTTGAAGGGGGGGGGTCATTATTTCCTTCATTCTGGAGACATTTTGGG
AACGTGTGAAGTTTTTGCAGTTAGACAGAAGAGGACCCGGTCCTCAGAGCAGGACTGCTG
CTGTGGGACAGAATGAATGATTGTGTTTGATTGCTGATTCATGGAACAGTTTTGCAGCTG
ATTGCTTATCCTTAATGCTCAGACAGGAAGGACTTTGACTGACAGAAGCTGGAAAACCTC
ACAGTGAGAGTGTAAAGCTGAA
>BJ750084 ID   BJ750084   standard; mRNA; EST; 702 BP.
ACACAAAGTAATTTACAGGTTTAAAAACAATTAGAAAATACAATTCTAAAACAAACAGAA
TAACCTCAATCCTCCCGATCCCTCGCACCCAACGACATGAAATGACGCGTGAATAAAACT
CAAAGTGTAGAGAGAAACAGAAACAGGCGTGGAAAAGTTTTCATGGAAAACTGAGTCCTG
ATGTCTGCAGATGGAAGGCTTTGCCTCACAGAGATGCCTCTGCATCTGGCAGCCTCTGCC
AACTGTGGCAAACATGCGCTACTAGAAAAAGGAAAAAGAAGAAGCCCCTCCCTGCTTGTC
TGGTGTGAACGTAGCTTGAGAAGCTCTGCTGTCTGGTTCCTCAGATGGAGGTGGGGCTGG
CTGCGGCTACAGCCATCTGGAACGTGCACAAGAAGAACTACACCGTTGGAGCTTCGCCCG
ATGTTTTATGTACGTAGATCCAAACCCGCCAGTGCTGTTTTGATACGCTCAGTCCCGATG
ACTACAAACCTGGTTTGCAGACCCCAACTCTGGGTCCTCCAGAGACTGGGCTCGGATGCA
GGGGATCCCCTACACCTACACCTTTGAGCTGAGGGACAAAGGGGAGTTCGCCTTCGAGCT
TCCAGAGGACCAGATCCAGCCGACCTGCGAGGAGGCCTACGGCGGAGCTCTGCACATCAT
CACCTACGCCCACGACAAGACCTTCAGCGGTGCCGCGGTTAC
>BJ750131 ID   BJ750131   standard; mRNA; EST; 710 BP.
AAGAAGTTCTGATGCCCATTAAATGCCATAGCAAGGTGTTAATTTAAAAAAATTATTTAC
AGTCAAAGAAAAAAGGATGAAGTGTTGAGATTTCACATTTTTTTTGTTTACCGGCTTACA
GAGAAAAAATTTAGGGTGACAGCTTCAGACTTTCAGACAATTACTGGGATTGAGACAGCT
AAAAGAGTTAACAAAGTTACCAGTTTACTTATAAAATGTACAGAAAAGAGCTTGAAGGTC
AAATTTCCAAACTACATCAACAATGTCTTTGAATCTATAATTGTATTGTAATTATTCAAA
CAAGTTCTTTCAGTTTCTCCTGCAGCTGCTGGATTTCCTCCTGGCCCCGATAGATTTTCT
TCAGTCCTCTTGGAAGATAGCGACAGGATGAGAGGTTGAGGTAGTCCAGCGCCTGCATGC
GACTAATGACATACCTGGACAAGGTAATCGCGCCAGACCAGGTGGTGTGATTCGTGAGCA
GCCTCTAAGGTCCAGCACCCGCAGTTTGGTGGAGGCAAACAGAATGTCCAGCAAATCTTT



GTCAGTCATGTAGGAGTACGACGTGGTTGCAATACAAAGTTCCTCCAGGCACGGGAACCC
AGGTGATGAATCCATGCCATTGCGCATCGTCTTATGCAGGGGTCTGACGTTCAGCATGCG
AAAGGTCTTGAGTTTGGGACAGGCTTGCTGAAGTGCCTGGATGCAAACTG
>BJ750147 ID   BJ750147   standard; mRNA; EST; 147 BP.
TAAGTGATTCTGAATTCACATGTTTAATTCACNCANACTGAAGCATGAGGAGATCCTANA
TCACACNNAANACACGCAAAAAGGTGCAATTTGTGCAATATCTTGACATGTACNGCTACA
GGATCANTCCAAAGAGGTGCTATGTTC
>BJ750159 ID   BJ750159   standard; mRNA; EST; 507 BP.
GTTTTTAAAAAAAGAGAATCCAAACTGCAGAATAAAAGCGTCTCCAGTCAAAACCTTTAG
GATAAANGTTTCTAAAGTCCAATCGTCAGAATAAAAGCTTTTTATCTTCAAACTTCAAAG
TAAGAGCTGTTCAGCACCAATTTTACGACTCAAAGCTTTTTATCTCCAGACTTTTGCATA
AAAGCTTTCAAGCTTCATTTCAGAATAAAAGCCTTTTAGCTCCAAACGTAATTCTTGGGG
AAATGCTCCTCAGTAAACGGTTTTAGCACTTAAATTCTGCCAAAGGATAAAGTCCGGTTT
AAATAAACCAAAAAAACTGAAGTTACAAACGACTAGCAAATGTGATACTGAAAATGTATT
TAAAAACTATTTCACACCAAGTGAAGGAATAAAAATATCTGGACATTTTTAACATTTTCT
TGAATTATTTTTATCACAGTCCTTGAGAAGCTTCCCCTGGGCTTGAGTAGAGCCAGTTTC
TACTCCNCCACCAGCTCAAACTCCTCC
>BJ750168 ID   BJ750168   standard; mRNA; EST; 178 BP.
GAGGCGCCACACACACCGTTCCACGCCCACATCCAGGTGTGGGCGGGGCAAAAAGAACAA
GTGCTGATGGTTGATGACAGAGTCCAACAAAAAAAAAAAANGNTATTTATCCCCTTTTNG
GCTTTAAAAAAAAANCAACCTTANAAAANNANCTTTTAAANNTTTTTTCTANNCGGGA
>BJ750176 ID   BJ750176   standard; mRNA; EST; 134 BP.
CCGGNCGCCANCTCCTGTTGTCCTCGNGCCGCCGCTCAAGAANCGCCGGANGACGGTCTC
CTTCTCCACNNAGGAGATGGATGGAAAANTGCACCTGCCAGCAGCACCATATTCCCTATN
ANCATCACAGCTGG
>BJ750180 ID   BJ750180   standard; mRNA; EST; 542 BP.
ATTTCTGTGAGAAACCACTTTATTGGTCGAGCAGTTATTTTTCTCAAGAGCGTCCTCTTG
TTGTGTTCCATCTTGGGCGTGACCGGATTTGATGTAAAATTCTCACAATCTTCTTTGTGC
TTCTCGATTTAAAAAGTGGCTCCTCGGTGAGTCGTATCATCTCGGAGAATTTATTTACAG
ACTCCTCTTGTTCACGGGATCTGTAAATAAAGGCGACAAAATAGTCATGCAGACAAATAT
AATCGGCGAATTTGTTTTAGAACAAAGACGTGATTGTTCTAAATGCGCCCCAGGGACTGA
CTGGAGAGGCAAAAAGTAAATCCAACTTTGGCAACTCGCAAAGCTTTGCTGTCCAAGTCA
TGTAAAACAGAATTTAAACAAACATCATTTTTAAGTGCTGCTCATTAGTTTGGTCGATGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA
GA
>BJ750199 ID   BJ750199   standard; mRNA; EST; 697 BP.
GTTGCATCAAACTCTTCGTTAAGACACACAAACATGTAATCTGCATATAAAGGCACTTCA
AAGGAGTACAAAAATTATGACAAAAACTTTGGATTGTGGCTGCTGAAAAACTGAAATATT
GGCATTAAACCTTACAGGGGGCATTTTGTCCTCTTTTTATAGAAAATAAAAAAGCATTTA
ACTTTTCACAACAAACAACATTTTCTTAGAGTCAAAGACAGTCTACGTTTTTTAATTGAG
TCTCAGAGATGCTTTACGCCCTCTCTCACCATCCATTACGCTGAGCTGCAACATCCACAT
CTATGATTCGAGGGAGCCGACCGCTCGCACCTCCCTCCAAATAGCCGGACTTTACTGCCG
GTGCATCTGACAGCCTCCTTTTGCTCTTGTTGAGGTCTAGACAAACAGTCAAACCATATG
ACGTGACAGCTACAAAGTGCACAATAGATATCCAAATGATACCAAGAATGATTCTCACCT
GAAATGGCTAATAACATTTTACGTCTGGCTCCAAAAGTGGAGACGCCCACCTCTTTTAGA
TCATCATCAGATAAAGTGAGGAATGTCTGATAGTCAATCTGTCATAAGGAGAGTCATTCA
GAATGCATCACTCACCCAGACATTGTTCTGGTGGATCAAGGTCAATTTTCTGTGCACAAG
CTTACTTCTTGTTGCTCAAACACATCAATGTATTTGA
>BJ750201 ID   BJ750201   standard; mRNA; EST; 636 BP.
ATCTATACCAAAAGAGAAGAGAATGTACAATGCAAAACGTCATTGTATGTACAAATCAAT
AAATAAACAGCCAAAACAGTTTTTCCACAGACCTGTTGTCTGTAATGTTCTCCAGAAAAA
AAACACACTTTAAATTTGAAAGGGGGGAATTCCCTTACTGAAAAACAGGCATGGTACACA
AGCAAGTCCAGACAACTGTATGTCAATTTAACCCTTGTGCTATCCTAAGCACTTTAACAT
TGGGAGTTGGGTCATCTAGACCCACTAGACAGTGCTCTGAACCTTTTTTCTTCAATGATT
TGTGATCTTCACTGGTGTCCATGGATTACATGAAATCCTTTAACCTTTATCCACCTTTGT
CATTGTAGGGAGAACACGTCAATGTACGGGCGGGGTCATATGATAGCACAAGGGTTAACA
AAGTCACAGCCCCACAGCATTTAGTTAGCCCCCCCCGGGTTAAAACCTTTAAGAGTTTAT
CAGTGTTGAAATGAAGCTGGAGGAGAAACTGTAAGGGCAGGGCAGGTTCCCTTCTAGAAA
AATATCAGTTCCAACATAACAGAAAGCATGTTTGCCACATTCAATTAGTATGATGTTTAA
ATGTCAGAAGCTGCAGTGTTTGTCAACCAACTTGGA
>BJ750225 ID   BJ750225   standard; mRNA; EST; 586 BP.
TATGAGGAAAGATGAAGATATATGGATGTGATGCGGTTCCTACAGCCACTGGAGGTATGG
CTGCACCAAACTCAAAAATGTAAGCTATGCTCTGAGCTCTGCTGCCATATTTACAGAAAG



AAAGCTTTTTTTTTCTTGTTTTTTTTTTAAAGCAACACAACACTAGNGCCACACAGCANA
CNGTAACANACGGATTGTTTTCACAATTCTTCTCCCTNGCTTCACCTATGAGCAAAANAT
TCNCCCCNGCCACATGCTCATGAACACGCCACGCATTTAGCACCCGGNGAAAAGGAAATT
TTGGGTAGGGNGATGAAAGAATGATGACATCNCTGCNGGCCAANCCATCCATAAAACAAA
TGGGGCCAAAAATCNCTTATGGANCTCAAAANCGCATTTCAAAATCTACTGAGGGAACCA
AAACACGNGNCGNAAACTTCCAATANAAGTTTTGAAATTATTATGGGATTGCCATGGCTT
GGCCATTTAGGGGCAAAGTATGAAATTTGGCAATTTTTATTTTTCCCATAAAATGAAAAA
ATTCAACTTTGCTTCGAGTGACCGTCATGAAATTTCANGTGCCACT
>BJ750247 ID   BJ750247   standard; mRNA; EST; 652 BP.
GGGGGTGTAACAATGTAATAACTTAAAAATAAAAAACATTAAAAAAAAAACCTTTGGAAA
AGCGAGATTTACCANGTAGTCTGAACACAAGAGTTTGGGTGTAAAACCAATACAAAATAT
ATAACTTTGGGNGTTGACAGTTTTGTATTACCTCAGTATTACTTCATTAAATATATCTTT
TTTGAATAGAAACATTAGTTGTAAGTTTTCATTTGTAACAGCAGGTATCAAAATGATGTG
TTTGCTTCACAATAAATGTTTCAATAAAATATGTGTAAAAAACATCAACAGTCATTTTTT
TTGACAGTTAAAACATTTAATTAAAAATATTTCAAAANGNGGNCTTCNCTTTTTTTTTGG
GGAAAAACAANGGGCTAGAATTGTTTTCTTAAATATAAGACAATATATCANCAATCNGAC
CGGGGCATATTTCCTTTTNGGAGNGGGACTTACTTAATAAAAGAGCTAACCAGCNCCCCA
NAAGGGTNGCCNCCTTCCTTTCAAGAGTTTAANCGAGAAAACTTACAAAAATCCTACACA
AATGTCNCTGTTGCTGCTTTGCAAACCATGACGTCAGTCTGGAGNGNGNGCATTTCTGNG
TTAGTTAGNGNGNCCAAAAGGAAACTTCAGTCCACCTCTGTGAGGCCACACG
>BJ750264 ID   BJ750264   standard; mRNA; EST; 700 BP.
ATTTTTCATGCCTATTTACATAACCTTTAAACCTCTCAGATATGTTTATATATTTTTTTT
CACTCTAATGCCACCTCTCATATAAACACCTCCACAGGTACGTTGTGAGGCCCATCTGCC
TTTCCATCTTCTTCCTCTTCAATGTCTTCCTCACTTCATCCTCAATGATCTTGCTACATC
TGGCTCCACAACAGCCAACTCTTCTTCCCTGTGGTCTCTAAATATTTTCATTTTCCTAAT
GAACCCTCTGATATATGACATGGAAATATGAAAGCCTCTGTCTTTCTTTTCACTGTTTTA
ATCATCTTAAAAATACTCTTCAAGCAAGAAGTCAAAATGCTGTGGAGCAAGACAACGTAA
CCTGGATGAATGAGAACCTTCACCGACATCTAAAGAAAGGAAAAATAACTTTCAGCTTTC
CTGTAATTTGTGAAATGAGATCTACACGGAACTGACATGTAAACAAATTATAGAATGTCA
TCCCCAAATATTCACTTTTAGGTGATTCTCCTCTCAGCTTAAAAAGGCAAAGCCTTGATG
GAATTTCCTCCACAGGCTTCTCTGTTCTTTACCCCACTTGAGAGTCTACAAAATATATCA
TCTATATTTTTTAAGATCTGAGGATTTTCAGAAGTAAAAGGATTTATTTCAAATTTTGTG
ACTGTCTTGCAGCCATCTTGGATTTAATTTTTTTCAGTTA
>BJ750287 ID   BJ750287   standard; mRNA; EST; 705 BP.
TTATTGATTATGAAAATGAACAGGCACCTATTACATGGAGCTTGCACATCCCAAAATAAC
ATTTTAAATATAAATAACTCACCCTCATTAGTGTTTTCACTCATAAGAGTCTGCAAGCTA
AGAGTCCAAACCCACATTGAAAACAACAAATTAAATAAAAAAAAGGGGGTAGCATTGTTT
TAAAAATAAAAATAAAGAAATCACATCCAAACCCTTGTAACATAATCACTCCCAACAGAT
GAAGATGTCCTTTGATCTACTGCTTGTTGCACGAATGCTTTCATGACTGCATTTACACAT
TGGACAACACCCACTGCAGAAAAGCAAAGAAAAAAAAATTCAAGAGTCTTTAAGTTATCT
ATATAATTTCTAGAACAATGTGTGCTGTTTTAACTGCTTGTACAATAAAGATTATAGTCA
CATTCACTCTAGTTCAATCAAGGAAGAACACCAGGCGACGGGAGGAAAAAAGTAGGCATA
AATACAAAAAAATAGAAGGAAAATTCAAGTATCTCCGACTGGATGGTGATAAACATTTGC
TTGAGGAATGGAGTGATTACAGCCTGAATTGACCAAATCCTCTGGTTGGAAGTGTAGTAA
TACCCCCCCAACGACTCATCTACTTTCTGGAAAGTCTAGTGTCAAAATCAGAATATCAAA
ACTGCATGCGCCCCTATAGTACAAGTTTATCGCTGACTGTACGCA
>BJ750290 ID   BJ750290   standard; mRNA; EST; 721 BP.
AGANCTTTTTAGTACANANAAACATCTCAGAAGTGCTAATAGCTTGATTGTCTTCATCTG
TGAGTCCAGCCCCTGCTGGGATGTTGTCGCTCTTTCAACAACATGATGTCAAAAGAAGAG
AGGCAAAAAAAAAGAAGAAATGAAATGGAATTAATACATAAAAAGATCCCTCTACTTCTA
TTCTAGACGATAAAAAGTGATTTTTTTTCTGTTTTTAATGAAAATTCAGACTTCAGATCC
CTTTTTAGATTAAATTACATAAAGAAAATGTTCCAATCCACATGAAATCAGACGAGTTAA
ATATTCAATCTCTTTCATTAGCAAAGCTAACAACCAATTGAAAAGTCAGAAAACCCTCTA
ATGGCTTAAAGTTGCACTTCGGTTTCCTTCAAAATACTTTGTCTCTGGCTTAAAAGAGTA
AAAGCGGACCGTGTGGAGGCAGCGAACAGTCGGCACAAGACCCAAAATGACAAACTCAAC
AAGCGGATGTTTTTATCTCCCAACACTTCAGAAAGAGGAAAGCGTGGAAACAGCAGACTT
TCAAAGTGACTTTAGTTAATGATCACTATATTTAATGAAGCAAAAAGGACTTAAGTGTGT
CTTTGTTTCAGTTTGTTTGTTTTTAATTGTATTTATGCATTTCATTATTTCTGTAATATA
TTTCTGTGTTGACTTCAATTAATGCCTGAAAATAAACCAAATCAAATCAAACGATCCATT
A
>BJ750291 ID   BJ750291   standard; mRNA; EST; 646 BP.
ATATTCTTATGAAGAAATAGCTACTATCAATACCAAACATGAAGAGCAAAACAGTAGAGT
TGTAACAGTTAGTTATAAAAACAGCTGACAANGNGGACNGCTGTACACAAATATGTTTCT
GAGAGTTGAAANGGTCAGTTTTTTCCGTAAAGATGGACTTTAAGGGAAATATAAAAAGGC



AAGAANGTGAATAANCCTAAAAAAAAAATAANCATAAAACNTTCANACTTCNCCNGCTGC
CATCCNGNCCNGTANGGATTTAAGTTAAGGTNCAAACATAANGNCNGGACNTCTTTTTCA
AACNCNGAANACTTTTCAGNCNCNCTTTANCNCTAGTTCTTTGTAGGANCANGANGTTNT
TCAGGANAANACAANCCCCAAACNCTTACAAAACNGGAATAAAAAANCCCNGCTGCTTAA
TAANGGAAAAACNCCTTCCTTTCCCATAAATAANGGGCCANANGCNTTGNCAANAACANG
TTTTANGGCAGTTTTAGGGCCNGAAATACAATTTGACANCNCTGTTTATNGTAANGATAA
GTGAATCTNTGCAAAACTACTTTCTAATAAGGAANATGANAGATTGTGATGTTCCTGCAT
GCAAATCAACTTTTATTTTGCAATTCTGTTCTTTAGCGAGCCAAAA
>BJ750295 ID   BJ750295   standard; mRNA; EST; 471 BP.
TATTATTTGGCAAAAAAATACGTTTTATGATTTATCTTCCTGTCTATTTGGATTCTCTCT
TCTTCTCATTTACGCTTTCAAACTTTGACACAGATCAAATACAAATTGGATTATTGGGTC
CAACCCAATGAGTTGAACAAAGATTGAACTTAAAGTCACATCAGAGGTCAAGTGACGACA
ACCATGTCTTTCAGACGTTTTAATTTGCAATCACAATAATGGTTCATTTATTAGTTACTA
TCTTCCTGCATGTGTTTAATGTGTTTTTAATATTTCCATTGAGGCATTTTTGTCCAAATG
AGATAAGTGTATGTTTAGCCAACATCACAAAAATATACAGTCATGTGGAAAAAAAAATTA
CGATATACATAAAAACTTGTGTAAACTTTGGGATACATGGCTATTTACTCGCACCGTAAC
CGATTCTGAGTATGAAATCTGAAAAAAAAACAAAAAAAAAAACNTTAANNA
>BJ750303 ID   BJ750303   standard; mRNA; EST; 105 BP.
GGGATACAAGCCGAACGACANGNCGCTGNNTGNACNAAAANTGATTTGTGCTTTACGNCN
CACTTGGNNNNTAATANANNAAANCCCTTACCACATGCCATTGCA
>BJ750319 ID   BJ750319   standard; mRNA; EST; 703 BP.
AATGAGTCTTACCAGTTTGTACAGTGATTCCTTTCCATCTTCCTTATATTTATAGTCATT
TGCTTAGCGTGATTTACAATAGGAGAAAAAAGCCAATCCCCAGTTTCAAGTTTTTGTGAG
GACCGAGGATGAAGTTTGCTTAGAGGAGACTCAAATATTCCCCACAGCCCCTTAAAGTAC
AATTTAGTGTAAATATCAGGGACTGGGGCATCATTGAGATGTCGCCTGCTGTCATTCCAC
CTCAGCTTGGGGGGGGTCAACCTCTTTCTCACACTCTCTTTACACTTTACATCTGTATGA
CCCATAAAGATGGCAAAAATCATTTTAATGTCACAGCAACAACTTTCTACAGATGGAGGT
GCCGGCTGCAGTCCGCCGCCGCCGGCTGCAGTCCGCCGCCGCCGCCGGCTGCTTTGTTCC
GAGTCGCTTCTGTTTTTCTGTCGGTGTCTTCATGTGTGCCTGCATACATGCCTGTGAGTA
CAAAAGCCTTTTCCTACTTGAATACACGTGAGTGACCTTCATACACACAAACGGGGAAGG
GGCGGTCCCTGAACGCATCGCCTCCAGATTACAACGGCTCGTGAAAAGGAAACCCTGGCC
AAACTCCCAGACAAAAATAGTTTAGTCCAACACAAATGCATCACTTTTGTTCTCCAAAAG
GTACAAAATAAAAATGATACAAANTAATATAATGCAATTGTAC
>BJ750327 ID   BJ750327   standard; mRNA; EST; 683 BP.
AATGAANATGAACAAAGTGCGTACTGTAACATATTTGCATGTGAGATTAAAGGTGGGGGG
AGTTCGGACAGGGGTTACGATGAAGCACAGTTCCTGAAGAGTGACAGATTCCAGTATTAG
AACATCTCTTATCATATACAGAATGATGAAGTTTTTTTGCTGTTAACAATGTTTATACAT
GTTTTTGTTTTGATTTTGTTCAAAACTGTTCAGACATCCGCAATGGGAAAGCAGCTGCTG
GAAAAAAAGCTGTGTTGTGATTGTTTTGTGCAAGTCCCTGTATGTTACACTGATGATGAA
AAGTAGCACAAGTAAAAGAAGGTGGATCACTATGAGCGTGTTGACTTGAACTATTGTAGA
TTGAAAATGTCGTTGACCTGCTAAAAGAACATTGTGCTTCAGGAAAATCCAACTTTATCT
TGACGACTGGCTTGAAGTTTCACTTCCTGCTTTTGTTGGTTTCTCTCACTTCTCTTCACA
TATTTCTTCTTCTGTCTTCCTGCTTTCGTTTTTGCACCATCACCCCCTCCTCCAGCAGGC
AACCCCTTGCTGGCAATGTCGTGCTCACTGCTAGAAGGTCTTGGCCCCTTGGGGACCACC
AAGGGTTTTGCCTTCCTGTCGCTAGCGTTGCAACTCTGCGACCTGTGAGACCGTAAATAC
GTTTCGTCAGCTACGGTCAGATA
>BJ750343 ID   BJ750343   standard; mRNA; EST; 688 BP.
AGCGGGAACAACCGGCAATAGTTCTAGTGTTTCTGGATCAGAACCAAACTTGAAAAAAGA
AAAGAAACCTCCTCCAGGCTGGTGTTCTACATGAGAGGGTTTTGTCTGCTTTTCACTCCA
TGTAAAGCATGGTGGCGGGGGGATCATGGTGGGGGTCCAGAAAGAGTCCAAAGGTCCACC
AAGACTCGTGGGGCAGTTGGAGGAAGAACCCAGCAGGTCTGGACCTTCTGAGCCTGAACA
TCAGAACCCAAAGGAGCAGAAGCCGGATTCAAGTGAACCAGGTTATTATGGGATGGACGA
AGACACTTGAGTCAAATCTACACAGACAAACGCCACGTGTTTGATCTAAACGTCTTCACG
TTGTCAGCGGTGTGGAATAACGGGGATCGGATCCGTTCACGTTCCCGGTGCGAGTCAAAG
CTGGATCGGCCGAACGGGAAACCAGAGGAATGCTTTTCAAAAGCTGCCGACATTAGTGAG
AACGTTTTCCCAAAGTTTGGACAGGAAGTGACATCATCGTAACCTCCGTCACAAATTTAT
AAAGTATTTCTGATTCTATGTTCCAATGTCAATCACTTTGCCCCGCCCCCCCGTAACATT
GGGATCAACTCCCCAAACCAAAAATCTGGAGGACAGAACAGCAGCTTTTCCGTTATTTTT
CACTCTGAACAGCTGTAAGTTAGTTTTA
>BJ750357 ID   BJ750357   standard; mRNA; EST; 692 BP.
GACAGCTTTCGTTTGAAGCCTTTTGACACTAAGATGCAGTTCTGCAAACAGCCAGCAGGT
GTCTCCCTTCTCACTCCTGCTTCAATGCAGTTGGTGTTGTTTGTGTCAAATAAAAGGCAG
AAATAACGCATTCTTATGAAAATATATTATTGATAAAGAAAACAGTTTGATAAAAATTGA
ATCTTAAAGTCGAGTTTGTAAAAAAGTCATCAATTCATTATATGATTGTTTATTGTAGCA



GAAAACATTATTTAAACTGCTGACTCAGCATTATATGTTTCAATCCTCATTTCAAAGTGT
ATCAAAGTAGAAATGATGAATTAGCATTGATAAATGTGAGCTCAGAGGCTGAATCCTGCA
TGAACTCTTTCAGAGGAAAGACTTTTTAAAACTGAAAAAAAAAGAGAATAATTAAACTAT
TAGAACAAGGATAAAATGTCACAATAATGTACGCAAACAGCTTCATGAACAGAGAAACAC
AGACGTCAGCTGACAGGAAGAATTACATCAGTTACTATGGCAACACAAAACAGAAGAGAA
GCTGAAGATTTCCCAACACTCCAAGTTAGAATGAGAAGAGGAAGTGCAGTTCTCCATCAG
TCCACCGGGGGAGCTGCAGCACAATAACTGTCCACTTGATGCTGAGAGAGACAGTGGAGC
TGATCTCAGATCAGTTCCTGCTGCAGCTCTGA
>BJ750370 ID   BJ750370   standard; mRNA; EST; 114 BP.
TGCACTCATANGAGCNACNCTGGAAATTCCTGTCTTNGTAGAATATGATCTTGCCCATGT
TCATATNGNTGNTANACNTACTCTTAATTNANCTACTGCTGTGGTTTGTTCCAC
>BJ750389 ID   BJ750389   standard; mRNA; EST; 574 BP.
TCTACACCCACATTATCCTGTACAGTTGGGGGGAGGGGCGTCACTGGGGTAGATTCTAGC
TACCACAGGAGTAGGGGGCGGGGTACAGCAGGTCTCCAGTTCATTAAAATGTTTTCTGAT
ATGATTGCATTAGTTTGTGCACAGACTCCACCTGCTATGATATTTTCCATCATAGCTGAC
TAAAGTCAGCTTTTCTAGTTTATGAGGACTTCATTTCTGTCAAACCAGGTTTCTCTGGTA
ACAAGAAAACGACGAGGTTTCATCAGTGTCCAATCGTTCCCCAAAGCCGAGCGAGTTCTG
CAGCTTCTGTGTCACTGACAGCCAAACGAGTTCAGGACTCTTTCTTCCCTCTAGTTTCAG
GGAGAAGACTGCAGTCATCATAAAATGGGAACACACACTCATTTTCTGTGCATTTGAAAC
CCCCCCAAAAGAGACTAAAACAATAGAATTTTTTTAAATTTCTTTAAGTGATGCATCAGT
CAAAATGTGGTTTTGTCTGCTAGCATTAGGTTTCAGCACATAGTGGTCATTCTTACGGTG
CTAGCAATTCCTGGCACTGGGGATTGGGGGGGGG
>BJ750393 ID   BJ750393   standard; mRNA; EST; 359 BP.
TTGCGGTCTATTGCTTGTTTGTAACTGTAAAATGATTAAATAAATTTACCATCAAACACA
AAACCTAGACTTCCTAAACTTAAATATGGGCTATAAAATAACAGAGAACAAAAAAAAAAA
NTNCAATNTTTCNCAAACTACCAAANCTACTTTCANAAAATATTNGTTATAAAGAACTAN
GAANTTNCTTNGAANCNCATTTTANCATTTNCTACNNCANCATAATANCNCAGATTTNCN
CNGCCAAAAANAACNTNGCAAGGANGCCNTAAACNTCACACACNCCNCCGGGCCCNTCCC
ACNTCNCCNCNGCAGCTTCNGGGANGCCTTNCCNCTNGAAANGGANGNGCNGCTGNGCT
>BJ750394 ID   BJ750394   standard; mRNA; EST; 688 BP.
TTTCCTGGTAGAGGAAAAAAGAAGCGACTGGACTGACGGCAGACTGACGTGCACCCCAGC
GTGTGGCCGTCTGCCGTCCCAGCAGCTGCTTTTCCATCGTGTGGCACAGTGATACCCCTG
CTACCCCGACACTCAGGAGGATCTGATGTTTGACAGGACAAAATATTCTGTATGATCGCG
TTATATTGGTACAGCCAGAACAAAGCACTTACACTGGACAGGTACAGTGAAAATAAATAG
CATCTTTTTGGTTACAAATGCATAATAAATAGAAAAATATTTACCTCTCCATCATATTGA
TGACTAATTGCACAGAAACCATACAGACCACTGAGTTGGGAGTTAGAGGATTTTTATCTC
TGGATGTTTTTTTGTAAATATTTTCACTAAATGGGAAAAGAAACCAGGACATTCTTGACG
TTTTCACAAAAACGACTTTTCGACTGAGTTGAAATCTGAACAGAAAGTTTGGCTGAAGTA
GCTGTAGTTACATAACCAGTACCTGGTTCCCGTCTGGCTGCTGGGTATGAGCCGATCAGG
GTTTCACGTGCAGAGTGCACCGTACTATTCTGAGAGCAAACTCCAGCTTAACTTAATGAG
ACTAACGCACAAACCCATCACAGCTGAGCTCCTTGGCGCTCAAGCCTCTTCAAACTTCAG
AGTCAAAATCATTTAGTGAGAAAACTCC
>BJ750396 ID   BJ750396   standard; mRNA; EST; 683 BP.
GGGACTTAAAAAAAAGGATTTCTATCCAAACTGAACACCTCCAAAGTGACGATTCTCTGG
TTGGAGTTCCCAGATTGAAATGATCATCTACCCTTTGAGGAGCGCGTCTCACACTGGAGT
ATAAAAATAAGAGGCTTGACTGTAAAAGTAGCTGCCACATGTCAGGAAACAACATCTCAG
AAGTATGTACATGGTTTCACCCAGACTTAAACGACAGAACAAACATGTAAAGCTGAGGAA
AACAGAAGCTCTTTGGTCTGAAATGAAGCATTTCTGTGGAGTCTCTTCGTCTTTCAGGAC
GGCCCTGATCTTCCACGTATACACCAGGCATGATGGTGGCTCCGCCCAAAGCGAAGGCGC
CGCCGATCGATGAGCTGCAGATGGAAATGCCGATGGAGAAAAAGGGATGTGTCCATGCAA
ACATGAGGGAAAAACGGCTCCGCGTCTCCNTTTATGAAAAATAACTATATATGAAACATA
TAAAGACGATTAGTGCTTTGTTAAACCAGAACTGTTTCCACCTAAATCTGTGCGAAGCCT
TCAGTCTGTTCAGAGCTTCTGTTTATCTGCACGTCTGCCGTCTCATTGGCTGGACTGTGT
GGTAATGTGTCTCTGAGGCACTCCTCTTCCTCTGCCGCCGCTTCTGCTCCGTCCTCCTCT
GCATCGCTGTCGTCCTCCACGCC
>BJ750398 ID   BJ750398   standard; mRNA; EST; 683 BP.
ATTAAATTGCACAATATGAGCTATAGGTTATACAGAGTTATTGTGATTAATTCTAAAAAA
TAAAATTTTGAATGCTTTCATGCAATAACATACTCACACTAAAAAAATAACAAGACTATC
AAAAACATAGTAACATTACCGGCTATTTCACATAAAAGATATGCTTATAAATCACTTTAT
ACAAAACAATTGAATGTCCCTAATAGCTGCCCTGAACACATTCAAAGCTACTGTTTTATG
AATTCAGAAACACTTCAAATAGACTGGCAACTGAGTGCATTCTGTAAAATATCCCAAAAG
GAAGTCCCACGTTCACAATAGCAGCCCACATGTTAAATTTGTAGAATTCCACTTCTGTGT
CATGATCGAACTGAGGGCGAGCACCAAAAGCAGGCATGATCCACAGAATGATGTTTCCCA
GCAGCAAAAACACGCAGACCTCTCTCAACACTCGCCGTTTCCAGAGTAGTTTGTGTTTGT



GCTCAGTTGCACTGCTGTAGTTTAGAGTTGCTGGGACAAGATTTGGTTTTGCAGCGCCTT
CCCCCCTTTCAAAGGTGCTCGCATTTGTTTTTTCCAACCTGCTATCTTCTGCTCCTTCAA
AGCAACTCTCCTCCGATTTTTCATTACTGTTATTGTCCTCTTTTCGCAGTTCCAGTACAT
ATGGATTCTCAACTACAGTGATA
>BJ750408 ID   BJ750408   standard; mRNA; EST; 561 BP.
AAAAAACAAAAACATGAGCTTTATGCCAAAATAATAAAACCCTGGTCATTTCCAGTTGAG
GAAAATGATCATAACATTCTGATTCATTTCTTTTTTTTTTTAGATTAAAGAAAAATATGA
AAATAGAGTTGAAGTACAATTAGGCNCNCTATTAACNCATACGGTACNCAGATNTGCNCA
CATTTTCATTATTACATATTCATATACGGGGGTTAAAAAAAANACNAGCCTTCCTGTATG
GAGAGGNGNGCANAANTTTTAAGGNGACATCANGGGATTGGCGATCCTTTAAGTCGATCA
AAGNCCNCCAGCGCGGCGGGAGCAATGCCNCANNCCAGGGANATGCGTCTGAAACCGGCG
GAAGNGGGACNCCCNCCTTTGCTACAGTAAGNGCTAATCGGCATCGATTCCACCGATCCN
AGTCCCTGNGGAGCCNCTGANCCCNTTTTAAAAANAACTTTGNGTAAACNCGTGAAGGGA
GTCGGGGGTTTCCNCGCACTCCGCANGGCGCTCCCAAATTGCCACCAGGGANACAGGTTC
TCAATTCCCGTAGCCCAGNGA
>BJ750411 ID   BJ750411   standard; mRNA; EST; 404 BP.
AGTTGAGTTTTGCCTGTGCCAGCAGGACAGCGTGGGCCACATTCAGACCTCTGATTTGTA
CAACACAAGATGGCAGTGTGGTTTTTGAGACAGAGGAAGCATTAGCAGCTTGTTTCAGAG
GAGACATGGGGGGGGGGGGGGGGGGNCNNCCCNAANCCCCCCNGGGGGGNCNNAGGGANA
AANCCCNNAAACCNTTTTNCCTTTTTTNNNNCNAAAANCCCCCNAAANCCNGGNNCCCCN
TTTTTTTTTTAAAAANTTTTNCCCCCCCNGTTTTTTNCCCCCCCNCCCCGNAAAAAANNN
GNNCCCCCCNTTTTNCCCCCCCCCNAANTTTNCCCNAAAANNCNCNAANCCCATTTTNNC
CNAAAANGGGGTTTTTTTNGGNCCCCCCCCCCCCCCCCCCTTTA
>BJ750412 ID   BJ750412   standard; mRNA; EST; 669 BP.
AAACTGTTGCAGCGGTGAGGAAAAAAAAATCCTCAAGCCACTTCATGAAGATCATTAGAG
GAAAAATACATGCCATTTCTTTTCAACATTGTGAAGAAGAATCAGCTGAAATGTTACAGT
TTTATGGCATTTGATTTTAAATATGTAGTATATCTATGTTCAAACAGTAAGTAAAATTTG
TGTCAAAACATTTTGGAAATCTGAAGAGAAAAAAGAAAGTTTTCTTAATGAAAATAATGA
TAGAAAATAATGATTTCTAATGTTCTACAAATGTTGGATATGAGTTTTTGAAAATCCTGT
TATAAAACTTAACATTACTTTTGAGATCTAAGAGTTTAAAAGTTGTTTAAACTCAAAAGA
CTAAAAATGTCCATTAAAGCATCATGCTTTTAGTTCATTTTTGACCGAAATACTACTGTT
TGAAGAAAAATTCTGTTTTGTTTTTCATGAATGTATTCTTGACTTAAAATGAATATTTTT
TGTAAAACAGTTATCTCAATATAAGCTACAAATACTATTTAGACACATTTAAGAAAAAAA
TATAGTTTCTTAATTAACCGCTTCCAATAATCACACTAAATTTTTGCATTTCTGATTTCA
TTTAAAACAATTTATCACCAATGAATATGCCTTCTTTCTCCTAAAGCAGATAAGATCTGA
AGCACCGAG
>BJ750414 ID   BJ750414   standard; mRNA; EST; 640 BP.
AAAAACTATGCAGGAAAACATTATTAGCACTCTGGCTAGCAGATGCTTTGATAGTTCAGG
GCCGAACATACACTCATCGTACAAAGAACACCAAACAATTCCAGACATACACACCAGAAG
TTTTCACATTTGAAAAATGTGATCAGATGTATGAGAAACTTGTTTTTTAGCCACTGAAAT
GGTTTCAACTGCAATGAAGATTAAAGTCGTGTTGTTTTCTGGAGTTTTAGCACCGTTTGA
GAAAAACGTTAGCTTGCGTTGTTTCCTGTGCAGGATTTTGATAAATGTTACCTTGTGGTG
GTTAGAAAACTTCCCTTTGAGGTGTTTGCCTACATTTGTCCAATTCCACAATTGGTTAGT
TAGAGGTTCCAATCTTAGCCTTGTTGGTCATTTAGTCTCTGAGCAAGACCTGCAAGCCGT
GTCTCCGTCAATCCATTTTGCAAACCCTCTTGATCGTTTTGGATACTGTGCCAGAAGACA
TTACCAAAGAATATTTGGAAACATTAACAAAGGAGGTGAACGATTCTGGAGTCTTGTGTA
GATCCCAAATGTGGATCTTCTTCTTATTCTTTTATACCACTGATTTCTTTACTGTATCAC
ATTTCGAGCTTCATCTCTATTCCTATTGAAACAGATTAAA
>BJ750441 ID   BJ750441   standard; mRNA; EST; 636 BP.
AAAAATAATTGCAGCACCATAACTTATGATCTCAATATGATTGGGGAAAAAAAGACACAC
TTTAAAAATAGAAACGGTGTTTGAACCCAGAGGCATCGTGGTTTCTACTGTTTGTTCGGA
CATCCNCCTCCCAGAATGGTAAAAGAAAAAAAATATTTTCAATAACTGATCTTCAAATAT
GTATATTTTTTCTACATATAGAGCTTTGAAATGAAACAATATAGATTTTGGAGACNAAGA
ACCTGACTTTATCGCACAGATTAAGAATANCATAGATGGATCATTTCTGAAAAGTGCATC
ATGTCATGGGGTCCTGCCTCCAGCTGTCAGGTATCAAACAGATATGCTTGAGTTTGTTTT
TTTAGCCTGAAGTTACAAAACCTGTGAAAGGAGTTGGAAGCCATCTGCACAGGGGGGTGT
GGTCTACTTTGCAACAGATGTTTGGGTATGAATTATTTATTATCANAGAGAGGAGCTGTT
CTTTTCTGAAATCCACAACGTTTGCGTTATCCGCTAGAAATATGTCACAGAGCTCTGGTC
ANAGATCAGACGGTCACTAAAAAAATCTGGATCATTTCACTTGTATTGCCTGTGATGAAN
TANTCTTCATGCCGAGTGGCATTCATTTGCAGATGG
>BJ750448 ID   BJ750448   standard; mRNA; EST; 564 BP.
CAAATGTTGCATCTTCAAAACTTCTCATTTGATCAAAAATAAGTGAGAATATTTTTACAG
TTATGGGACAAGAGCATTCCACGTGAGATCTAGGTGGAAGAGCAAAGAAACGCTCCCTAT
CAAGGGTCTTTACATTGTACATACGCTTTTAACCGACTTAAAAAAAAAAAAAGATAATAA



AAANGNGGTCNGGAACCNGACAAATTAACNCAAATCNCAAGCCCNGTATTCATTTTANAT
TTCAATTGNNCTAAATNCCAAGAAACANGGAGGANGNGTAAAGATTTTCAAAATAAAAGA
AAANCCCAAAAGGAGCTTTTTTAATTTNGGTATTTAGGNGANGNCNGGCTGCCNTCTAAA
TCAANGAATTTGATGAAAAAGCANATGAACCNCGGCTACCCTCNTCCAGCCNAAACANAT
ACNGGCNGCGAAAAGATAAAGAAAACANCCAAAACATATNGCTTCNCNCCTTAACNCANG
TACTTTANGCNGATTTCTTAAANAAGCCNCTACNCGTTTGGGGTTCCCCTTGTTTTTAAG
CANCGATGTGTCAGGTTCAGGGTG
>BJ750455 ID   BJ750455   standard; mRNA; EST; 699 BP.
GTACAAACAAACACTAATTTATCCAAAAGGTTTTCTGAAACCTAAAAATGTTGATTCAAA
TGTGCAGATAAGCAAATATTTAGGATAATTTCCTTAAAGTTTAGGAAAAGTTTAAAGAAA
ATCTAGATAACTGGACACAAACATTTTTCGCACATCAGTGCCTTGACTATTGAGCAGGCA
GCTGAGAGGGAACTTTTGAAACAGTGTTTAACTACAAGTTTGTAAAGTTTGCTTGTTCTT
GGTTTTCTTTTTGCAAACCAGTGATGGTTAAATGATAAGAACCTGGGTTTCTGAATGTAA
AGGCACCTTCAGTAGTTGGCTTCTGCTTTTCTGAAACAATAATGAAAAAAGCAATAAACT
GACGGTAATAATCCTAATATCCTATTCTCCCTTAAACCCTTCTTCTTGATAGTTGGGGAA
AAACTAGCTGGTTTAAAAATGGTTGTAAACTTTACACGAATTCCTGCTTGATCAGAAATA
CCAGGTTTTCCATAAGAAAAAGTGAACTAATAAATTAATGAGTGAACGTCTGACAAACGT
GCATTCAATTTTTTGATACAACAGAATTCTCTCCGTGAACAGACTTTCCTTTTCATTCCT
CATTTCCACTAAGCTGAAGATGGGAAACATTTCTTTTGGCATAGCACAGCTTTGAGATCC
TTTTCGTTGTACTTTGGCAACATCTAACACTTAAAACAT
>BJ750456 ID   BJ750456   standard; mRNA; EST; 669 BP.
TTTGTCACAAAGTTTGAAAAACTTGACATGCTTTGCTGAAAGGCAAAACATGAGTATAGA
AAAAGACAAAAGGGAAATTAGTAATTACTGCTATTTCACAGCAGGGGAAGAAAAGAAACA
ATGAAAAAAAATTCAGTGAAAAGATTATGCAAATTTCATTTCCATCTACAATGAAAAGTT
TAAAAACAAAGCTTTACTTTACTAATCACCATTAACACATTTTTTTATATACTTACTATT
GTTTTTTTTTAACCCTTGTGCTATCTTATGGGGTCCATATGACCTCACTCCCAATCTTGC
GCCTTAGAAAGCACAAGGGTTACCATGTTTTACTACACATTTTAGCTTTTTACTGTTCAA
TAGATAGTTATGATCAGGTTTTGGTCGTCATCAACAGCTTGTGTGGATGCTTTGGAATCT
GTAATTTTTTATTATTATATATTTTTACCTTTTTTTCTATGAATTTAACAAACAAAACTT
AATTGATTTAATCATATTTCAGAGTGCTGTGATGTTGGGTATCAATAAATATGGAAACAT
TGATGATAAATGCTTCCATAACATGTTTCCATCTCACAGATTTCCAACCTTTCATAAAAG
GCTCTGGTTTGGAAGTGACCTTCAACACTATCAACTCCTGACACTCTTGGCACTTGCTGA
AATTATTCC
>BJ750474 ID   BJ750474   standard; mRNA; EST; 215 BP.
GAGTTGTTCTAGGCAGCTAACGTCGCCAGCACCAGTTGTTTCTCGTGGGGGGTGGGGGGT
GTAATGAGGAAGGAAAGAGATGATGGTGGGAAAAAAACATACACCTGCCCTTGGTTCACC
TGGGGGCAGAGTGTAGGTGAAGAAAAGACAGCCCCCACTGCCAGAAAGAAGCACAATGAT
GAACAGGTTTATGTGATGTGGGGGGGGGGGNCAGG
>BJ750484 ID   BJ750484   standard; mRNA; EST; 210 BP.
ATGCTTTCTCNTGTGTGAGNCACANTNAANTGTATACCTGTGGAAACGCACTAAANNGCT
CTTTTCNNGGGTTGTTTNTTTGTNNATNGGTTTATTGGTTGTGTTGGGTTTCCACTCGAT
CATTGTTCTGNNCNTTTTTTTTTTTCCNGNGGGGNAAAATAAAAANGNTNGTNNAAAAAA
AAAAAAAAAAAAAAACCCNGGGGGGGGNCC
>BJ750492 ID   BJ750492   standard; mRNA; EST; 556 BP.
AAACAGATTTTTTTTTTTTACAACACATTTTAAAAACCTNGNTTAGTCCTCTACACCCCT
CCAACNGNGNGTCTGAGCTGTTCACATACACAACCNGACANAACCCTTCAGCTACGGAAC
TCTAAATATTTGCANGNGCCAANGAAGTACAAGGGTTCCGGCTCTCTCATCCAACCATCA
CNGTAAAGTACAGCAGNGAAACAATCCGGANGGGAAACACANGTATCTGACCACAACGTT
GCAATCACANACGTTACNTTTGAANGCGTTGCTGCTTTACCTTATGACNGGAGCTCTTGA
ANGGTCTACGTTCAGCAGCAAAGGGGGGGCACAAACTACNACNCGGCCNGACTATGACCT
AAGCCNGCAGCATCCTCCAACACTGNGAGCAAANAGGCAGCAGCGTTTCAGTAACAAATT
GNGCATCGCGCCGGAAGGCAAATTCAACTCTCCCCCCTCCCCCAAAAAACAGCAGGGNCA
NGTANGGCACCCNCCTCTCCNAGCATTGCAACACNTTGCTAANTTCAAAGCANGCAGTCA
ACNCCANANACNACCA
>BJ750496 ID   BJ750496   standard; mRNA; EST; 165 BP.
TGTAACACANACTTCANTAGTTATCACACGCNGNGTTTTATTANNGAAACCTAAANATCA
AAATCAATTCANNGACCTTTANAAANANACAANCATCGCTTTGCTTTCGNGTCATGAAAT
AAGTGGGCTTAANAAAGATTTTAAGGANGTATTTTAAAAAGGAAC
>BJ750501 ID   BJ750501   standard; mRNA; EST; 539 BP.
GCTTTACAGGTTCCAAAGCATTTCATTGCAGTTCAGTACAAATTCTACAGCTGTCAGATG
AACAGTACAGTGCTCATGGGATGAACTTCAGCGTCGTGGGATTGCCAATTTTGAGTCAAA
ACTTGTTTTTGAGTGTTCCTGCTATGTGTGTTCAAACTGAATACTCTCCTCTAAGAAAAA
AAAACATAAAAAACTACACATCTCCTGAGGAGATTCTCAGATGGTTGACAAATTCCTGCA
TAGATCAGGTGTTGTTTATGTGTCTGTGCAGGGCCTGATGGGATCTCCTATGTGCCGTCA



GGTTGTGGTCGTGTATGAGAGGAGCTGCAGCTGCTGCACTGGTGGAGAAAAATCCCGCCT
ACCATGACAAAACTTAACAACAACTCATCCCACCACCATTCTGGTCACACAACCNAAAAA
AAAAANGAAAAAANGATAAANNGACCCCCCAGGCCNTCACCCCCACCCCNGTNTTCAATT
TCTTCTTCTTCANCNCAGGTNNAAANCANTTTNCCCTTTACCNGGCAGGGNTNGGGNAG
>BJ750503 ID   BJ750503   standard; mRNA; EST; 651 BP.
TCTTCCTTAGCTTGGGTGAATGATGATAAGGATGATGATAGCCTGGTACTCCAGGGCTCT
ACAAAAAACGACACCAGCATGGCTCAAAGCCTCCTTGCATCCACATTTGTGTGTTGTGTG
TGCGTATTTGCGTGCTGCTGCCAAACTCTCTTTTTCACTAGGGTAAGGGGCTTTTAGGCC
TGCCAACTTAAGTCATCTTTAGTGAGTGTCCAGAGGCCTAATTCTGAAACACCCGCCTCC
ACACCCAAGTGCCACAGCTAGGCAGTCAGAAGATAGTTGAGAGCTCAGAGTCCTTCTTGG
AAGTGAAAAACAATCCTGGATACTCATGCAAGCAGTGGGTCATGCAAAAATAGTACTGTG
CCCTGCAAAATGTATCCAGGTAGTGGTTTTAATTCATGGGCAGTCGGGGGAGAAATAAAA
GGTGCAAAATTTTCCACAATTTAGGAAATCCACCAAAGTTTTCTGATTTTTTCGTTCTTC
TTCTTTAAAAGACAAATTTGCAGTTCTCACAACAAAAGTATCTGTTCAGGTTCAGATTGT
AAAAAAAGAAATGGAGGTTTGCTCAGGCAAGAGTTTGTGAGTAGGATTCAAGGCAAGAGT
TTCTCCCTCCTCTTGGTGTCAGCCCTAATCTCCTCTGTTAAATGTTTGATC
>BJ750505 ID   BJ750505   standard; mRNA; EST; 639 BP.
AATCAAACGGGAATCAAACATTCCATTTACGGCTTTTATATTAAACATGGTATGAACGTC
TAACTAAATACTTTAAGTTGAAACCTGCAAATCTATCTGCAGAAAAACAACATCATTTGC
AAACTGAGAACCGACATTCATTTCAGAAACAGATTCACATGCCAACATATAGTCGTGTAA
CCACTGTAACATTCAGTGTGCAGTTCATTGCTAGTCATTTCCACCACATGTACAACATCG
ACAAGCACGCGATACTTTAACATTCAGAGCTCTAATAAACTCTTACCAGGACACTTCGGA
TGCACTTGAATATTAAATAATCATTTTTTTGCTTTTGTAAACAGACAACTCACACACAAG
GCTACATGTAGCATTCTAGGAGAAAACAACGCCGAAAAAAAACAAACCTCACAATCTTCA
AGAACTATTCGGCTACTAGGGAGTGAATTTATTATTCAGTTAAAGTAAATTCATAGTAAA
GTTAAACTTAACTTTATGAGTTCAAACTTCAGAGCTCAAACTTAATTAGCATAACAGAAA
AAATGCTAATTTTGATATCAACCTGTTACACAAATCCAAAATGTTTAAGTTCACTTCTTA
CAGAATGTCTAAATAATTAAACCTCTAAATGTGCTTAAA
>BJ750511 ID   BJ750511   standard; mRNA; EST; 710 BP.
AATACTGCTAAGCAAAGGTGAGCGTTCACGCTTTTTAAGTCTGTCACATCTGCCTGACAA
CAGCTGAATTCTTAAAAGAAAGAACATTTAAAATAAACAGGAAGCGACAAACAAACCGCA
GGTGATTGATATGTAATTTTCCCTCAGCAGAAACAATCATTCCGCCTGAAAGGACATGTT
GTAGAAGAGTCTTTACTGTCCTAAAACTAGCCGAAGACTTCTGTCACAGTTTCTCTAAAA
GGTATTTTCTTTTACGCGTTTAACAGGTTTGGTCTGGATTTCAGGCTGCAGCTTTTATCA
TTTTACGGCCCGTATAAAGATATGAATGACCAGTGAAAGTACTACTAATACAGGTCAGTT
TCTCTGAGCATTTCATTTCAAAATTCTTAAAATTAACCTTTGAAATACCCAAAAGATATT
TATTCTAGCAAGTCCTGTCTATTCAAACAGAAAATACCCCCAAAAGCAAACAGAAGCAGC
AGATAAAACAATGAACTGTGAAGTTTAGTCACAAGGGGCTCCATCTCACATTGACCAAAC
AAACCGGATTGCAAGGAGTCGACAGAAAACAACAGGCATGGCTGCAGAAACATGTCTGCT
CTTTGACCTGCAGCCTGGAGAGCAGAGCGGAGTCTCTTCATGTAAACACCACCTTTATAC
TGCATTCCCTCTATAACACTCCTTTATGTCACTTCTGGGTCATAACAGAG
>BJ750529 ID   BJ750529   standard; mRNA; EST; 680 BP.
TCTATATGCATACAGTCAGTGACAATTATACAAAATACATACTTGTAAAAATGAGTGCAG
TGTTCGAGTAATAAGTCTCATGTTCAACATTCCCAAATGATTGTTTCTATATGTAATAAA
TATAACCATTCTTTAATATTGATGTTAATATTCATCACCATCACCACCCATGGTAGGATC
AATAAAAGAGCAAAAATAAAATGTTCAAAATGAAGGACTGAATGAAGCTTTTCTGGCAGA
AACATTTTTAGTATGACCTTCAGAGGAGCTGTGGATCCATCTCATCTGCAGCCTTCAAAT
AATATATTTATATCAGAAACTATCATTTTAAGAAAAGTTACCACTCTAGAAACAGTCACA
TAAACTGTTTCCATGCCTTTGAAGCACCACAAAATAATAAAGAACTTCACATTTTTCGGA
ACCGTCACTGAAGGTTGAATGGTTTTGTTTCAGAGGTTGATTCATTCGAACGCTCATGCA
AAAAACAAACAGAAAATCCAGATTTTAGCTGAACTGAGGAAACAAAGGAGGAACAATAGA
ATCACCAGCTTCTTAAGCCTTTAGAAATGTCATTTATGAATAAAGAGCCAGTTTAAAACC
AATGTGGCCTCAAGGCACCACATAAAGGACAATTGAACCCAGAGCTACACAAATAGATCA
ACATTACTCCTGCAAACTTT
>BJ750538 ID   BJ750538   standard; mRNA; EST; 253 BP.
AAAAAANNAATNNNNAANCCCCCNAANNANNCCCNGGGGAACCCCCCNCNAAANCCCNNN
NNGGGTNCCCCCCCNNNGGGGGGNCCNTTTTNNNNCCNAAAAAAAAANAANCCGGNTNGN
NGNNCCCCCAAANCNTTTTNNTTTTNGGGNTTTNAAAAAATTTTTTTTCCCCNANNCCCN
AAAAANNGGGGAAAAAAANCCCCCCNNTTNCCCNTTTTTTTTTCCCCCNGGGGGGGGGCC
CNNNNCNGGGCNA
>BJ750553 ID   BJ750553   standard; mRNA; EST; 180 BP.
ANCGGTACTCTGNTGCTGTTCACTCACNCAGGAGAAAGCTTGATAAATACATCACACTGC
TATATGTGTGCATTATAAAAAGCACTGCAAAGAGGAACTCAACACTGGAGGAGAATAAAA
GACAGAGGTTTGTGTGTGTGTATGTGGGGGGGGGGGGGNNCTGNAAANTAAAANTATTGT



>BJ750566 ID   BJ750566   standard; mRNA; EST; 546 BP.
ACTAAATTTTNCATACGAGCGCGTTTNTCCATAAATACCGATCATTTCTNACATGTCCTT
TACATGCGGATAAATATGGNAAATTGAGCTACTTACATGTAATAATACTTCCTTTCAGAC
AAAGCAATTGACNGAGATTTTTTTTTATANTTCNCGTACATAAACAGATTGACACGGATT
TTGTTCAGGCTTTCACTACACGATTTATCGACGTGACATNAAATAACAACAATGATNCTG
NGCNACTCAAACTGGAACTTGNANGANNAATGTTGCACTTGGAGAGGCTAANAGNACATT
AATACTANNAGTCGGTTAGATCGACGTGNANACNGNAGGAATACTGAANAATTCACATTT
TGGNACNCANCTATAACATTCTTTTCCCCCCCATGANGCCTATTCATCGCAATGAACCGT
TTCTCCAAATATCANGAGACCACATTTTTCCCCCCACNAATTCCCTTAAACTGTGATAGA
ATTATTTACNAAATAATATAANACATTTGGCCAACTTGGTGAAATCGTTATGTACAAAAA
TCCGGA
>BJ750575 ID   BJ750575   standard; mRNA; EST; 231 BP.
AACACAGTTTGTATAGAACTTCAACTTTGATNCTGAAAAATAACAATATTTACNCCATAN
ACAGCATTTTTGCTGAATGATAATCAACAGTCAATTGCACATTTGGCCTTTTTGTGCCTA
ANGGAATGATGGAGGAATAGTCAATCTGGGTAACCAGAAAAATGTGTTATTCATGGTGTT
TTATTAGCTCAGAGTATCATAAAAGCCTGCTTATCACCAGTTAATTGTTTG
>BJ750592 ID   BJ750592   standard; mRNA; EST; 175 BP.
GGAAAAGNGAANAANCCCCTTTTANCNTNCCAANCCNTTTTTTTTTTAAAANANCCCTTN
CAAAANAAAANNNTTANNNGANNGGGCAAAAAAAAANCGGGAACCCTTTANGGGANCAAN
NCAAANAANCTTTTAAAANCTNTNAAAANGCNNCAAAANCTTTTTTTTTTNCAAA
>BJ750611 ID   BJ750611   standard; mRNA; EST; 666 BP.
CTTTTATACATCAGACAGAGAGCCACAACAGGATTGTCAATGTAAGTGCTAGCATCTAAC
GGCAAACGGTTAGCCGATTGGTCCTGAGAAGAAATTAGCACAAAAGTTGAAGAACAAGTC
ATGTTAAATAACCAGAGAACCCTGAAGATTAGATACAATGTGAAAGCTTTTGTGTAGGAA
AAACAATTAGCCAATATATACACATTTAATTCATGTGTTTGAAAACACAAAGGTCTAACA
ATGGAATGTAAGATGTCAAAAATAAATGTTATCATTCAATGGGAGTGTTTCTATCTGGAT
GGGTTGCAAACACAATCCAAGTCTGTAAAAAGTTGCTTAAAGCCCACTCACATGTGCACA
AGTTATTTAGTTGTTCTCTTTATCAAAACTCCAGAGTGGTTGTTGCTTATAAAAATAAAG
CATTTTTGCGTTTATAATTATATTCATGAAGATGGACTTACTCGCTCTCTTCTGATCATT
TAAATCACAGTCATTGATCAAACCCGGGGCCAGAGGACGAGCTGCTTCACCTCAGTGGGC
TTCGGATTTTATCGTTGAATTTGAAAGAACGAAAAATGAAACAAAGGTTTGTTGGTCCCG
ATCTTTCGAAAAAGATGAGTTTCATTATGCATTACCACTCAAATAGTTTCTTGATTATCA
TAGGCA
>BJ750632 ID   BJ750632   standard; mRNA; EST; 206 BP.
ACATTTTTTTTATTAGNCGTGTTTTTTTTTGNCTTAANTCNCAACCCTTTCAGCCATCGT
GAGGAGACCGTTTACGGCATCTCCTAACACAAGCATGAACGCAGACCGGGGCCAGACTGG
TCACATGTCNCCGGCAATCTGCTCNGGTAGTTAAAACCCCAGGTTGGTAGACTTCATTGT
CACCGNANCACAGCACACTTCNNCAC
>BJ750641 ID   BJ750641   standard; mRNA; EST; 562 BP.
TATAANGAAAAATTGGANGGATGAGGAAAGAANTTATCGTTAAAAAAAGATGCNGGGGTT
GTNCTNCAAAGATGGATATGAAACNTTGCTGGANAGGTCANGGAACANAGGTANAGCGGT
TGCCCTCTGATCAAATGATTACNGGTTTGGTTAACNCCCTGCCCNCCCATGTGCCAAAGT
ATTGGCCAANACNCCGATCCCCGCATTGCTCCNGANGGNCATAGGTTGGTNCCAGCATTC
ANCAGNGTANCANCCNTCANGTCAGGGTAAATGGNAANGNGACTGTAAAGCGCTTGTAGG
AAGGNGGTAAAACCCTATNTAANTATNCCCCATTTNCCATAAACTGTTTTAAGGATAGAT
TATTANANCAAATTGGCAAGTTGTAAAAATGAATCNCAACGGCCCTGACTACTATGGGTT
AAACANCTTCANGGACAAAAAAAGCANAANCAAAGGCNCANCAAATTTTAAAANACTTAN
TTAAATAAAANCTTGTAAAAAACAATTGTGAACNCCTNTCTGGAAAANCTGCNCCANCCN
CCATAANTCTCACACTACACAG
>BJ750655 ID   BJ750655   standard; mRNA; EST; 692 BP.
GATCTGAAAATGTTGTTTTCCTCACAGTCAGAAAACTCTTCCTCTAGGTTTACTTTATTG
TTACCTGCTAAATGTTTTGGTAAGATGAAGTATGAGTCTTGATCAGAGGTGTTGCGATAT
GGGGTGGACATCTTCCGTTTTGACTGTGACTTCTTGAAGGAATTTTCAACATTAAGCTTT
AGGCCGTTTTCAGACGTAGCAGAATCTTCCACTTTGCTAGACAACATTTCTAGAGAATCA
CAATCATCAAAGTTGTCAATTGTGGAATCCTGAGCTTTTGCACTACAATTATTGCCTTCT
TTCTGATCTGGACATTTTTTTCCCTGGCTTTGTCGAGACAAGAGAACATTAATCGATCTA
TCAAGTTTTGATTCTGTTGACGGAGTCTTGGGACCTTTCTGAAGCTTGCTGCTAAACAAG
TCTGAAATGTCAGTGGACTCATCAGGAGTTCCTTTAGAGAAGTTTTGATTTTGTTTCGTG
AAATTAGTTGTAAACTCTTTTTGTGCAGTAGAAGCCTTATGAGATGTGACCTTGTGGCCA
TGAGATTGAGTGACCTTGCCATTGTTCTGTGCTTCCATATATTCCGTCAAAGTCATCTGA
TGACGTAGAACTAGGTGGTTATGAAAAACATGTTCAGCAAAAGCTTTATAGGAACAAAGG
GTACAGGGGAAGCTTTTGGAATCTTTGCTCTG
>BJ750658 ID   BJ750658   standard; mRNA; EST; 688 BP.
ATGACAATTGTTAACTCTGTGATCAGTATCCTGGATAGGAGGATAATTTCAACCTGACAA



ATCTACGTACCTTCTTGTACTAATTTTTCATTTTCTTTGGTTTATTGTTAAATATATGCT
GTTTCAATGCTTCTAACTTTGTTCTTGTGTTTAAAAATAATAAAAAGATATTTGCAAAAA
AACACAGATGATCGGACACAGATCAGTTTAGACACAAGTTTCTCGCAAGGAATGTGTAAG
AATTCAGAGCGCAGTTGTAGCGCACTTGTGATTTGCGCCAGCAGATTCGAACACACGCAG
AAGCACATTTGAGCAGTTGCAATCACAGATTTGAAGTTGTAACTCTAAATAAACACATGC
AAATGGAAATTTGTCAGTTCACAGCAGAACTTTTCTACACACAGATGCAGATTTTTGATG
CACTAGTTTTCACATTCTATATTACAGGTTCTCAAATCAAATCCAGAAGTGCGTTCATTT
TGCAGCATTTTTACCTTAATAAGAATCACGATAAATTGTCAACGTTAAATGTGCTAAAAC
AATCTTATGGCAGCTTGAATTATTAAACGTTTAAATGTTTGCCTCCTATGCAGACGAGTC
ATTTGGATTGTAATTTAAGTTATGTTGACTCTTAGATTAAACTGTTGCAGTTTAATCTAT
GAAAGCGACACAAGGAACTGCTCGTTAG
>BJ750664 ID   BJ750664   standard; mRNA; EST; 238 BP.
ATCGTGCTTCAGAGATGGCATGACGNCTTACTGTCTTGNCATACGGGTTCAGACTTGAAC
ATAATCTTCANGTNCTTCAGAGGANTCTTCTTCATTACTCTGCGGNTGATCTTTTTGTTG
GGGGCACGAAATGCCTTCTGGATCTCCTCGCNCTTCANAATCCTGCTTAGGTCTGTGNTA
GTCANCTTANGCATTGNAAGGTTGTAGTCAACCTTCAGGNTGGCAGGCTTACGCCAGG
>BJ750667 ID   BJ750667   standard; mRNA; EST; 704 BP.
TATCACCCTACAGGTTAAATGATACATCCAGATTTTAATACATTAAATAACTTTAGACTT
TTCTCAGGTCATGTTTAGATAAATAAATCTAGTCTCCTTTTTAAATGATGCATCTAGGTA
CTCAAAAATACTTAGCGACATAAAAAGACGTGACAGGTGTTGAGATGTGCTTGTTGGAAC
TACCGGTAAGAGGAGGAGAAGAAGTGTGCTCTGTCCAAGTGATTTGTTTTTTTAAAGGAA
AATATGATTAAAAAAAATACTAACCTCTCTTTATGTACAGAATCACTAGTTGTGTGCTAT
CCAACTGAAACTGGAGTAGTAATTTTAAACACGTGAATTAAGACAGCTTCAAAGGGGATT
CTCTCCGGTTGGGTTTTTCTGCAGTTGGAGATTTTTGTGCAGGTTCATTCAGACTCGTTT
TTCAAGTACAGCACTTGACCCAAAGATGGGGTCAACCATAGGACAATGGGGGTATTTCTC
CTGTACACTTTGCAGTCCTTTTTCCCCTCCACTTTTGAAAGCACAAATCATTTTTACATT
CACATGAATCTCGTTAGATTGCAGTTACATCGCAAACATACTTTACTCGTGAGTTTTCCT
GGCTTCACTCTCTTGTTTCTGACACATTCAGTAGTTTAAAATTTGCTGCAGCATCACAGC
GCAGTTCAGATATTTGCAAGCAATGGCTGGGGACTGATATTTTT
>BJ750668 ID   BJ750668   standard; mRNA; EST; 688 BP.
TGCCCCAACCAATTTCTTTTCTTTTAAATGTTTTATTTTGGTCAAAACAAGCTGTTCCAA
TGGTTAGGCCTAAATGAAAAAAATAAACATTTTGTTCATCAACTCACAAATAGAGATATA
AACTAAGCAACACCCCATTTTTTTTTAATTTGGNGGATTCATGTTTATTTCTGCTCGTTC
CATTTTTGATCCGTTTTGTTTTGTTTTTTTTTAATTTTGCAGAACAATTATAACAATCCA
AAACTCATAGAACTCTTAACATACAAAAAGAAAATATTAAATCCNGTTAGCTTGTTACAC
AGAATCATGCAACAAAATTCCTCATTCACTGTATAACAGAAACATCTAGACGGNGTTACT
TTGATGATTCAGGGACTCATTTTGTCAACATACATACATGCTGATCACACACATGTCAGT
TCTGTACATTTAACAGCAGCCAAAGATGACAGTGCACTTTCTGNGGCTGAGCACAAACAG
NGATGCGACACCNGTTAAAANGGGATTTCATTCANATGTTAACAGTGCATAAAAATAGAA
CAATCGTTACATTATTTGTCTCAGCAAACATTTAGTCACATGGCTTAAACACTTTGCAGT
CTTATTTGGTACATTTTCTATTTATAACGAAACACGTCATATTCTCATTTGGCACTGAGA
TCCACCACCAGGTGCTGGTAAGCCAGGG
>BJ750677 ID   BJ750677   standard; mRNA; EST; 143 BP.
ANTAACNACGCTCTTCAGGCNTTTTTTNNGTTTNTTGANTAAAGGATTTCNNCCTCTGAC
TANNTATNGNANCTAAACNACCCCTTAANTTTTTGCNNATTNCAATGANCCTTTTGGTGT
TTGGGGCTTTTATTTTATCAACC
>BM157412 ID   BM157412   standard; mRNA; EST; 237 BP.
ACGGGTTCTCCGTCATCAGAGACTGGATGGAAATGAGGACAGAGGAGATGCTCTGGGCAG
GACTCCAAGCTGGACCGGTCCAAGTCCCCAGGATGCTGAGGCACACCTTGCCGTTGCGGT
AAAAGTTGGGGTTAAAGCGAACAGTGTTGTGTCCAGTGGTGATGAGCTTCACCCGCGGGG
GGTGGATGGGGTAGTCTGGGGGGCAGCGGAACAGGAAGAGGAAGAAGCCGCCCTCGT
>BM187523 ID   BM187523   standard; mRNA; EST; 529 BP.
ACTTCTTCATCACCTTCCACCTGACCTTCTTTGCAGTTGGTTTCTATCTACTGCTCAGAA
CTCTGGGAGTAGATCTCCTTTGGACTCTGGACAAAGCCCAGAAGTGGTGTGTCAAGCCAG
AATGGATTCACCTGGACTCAACGCCATTTGCAAGTCTGCTGCGTAACATGGGCAGCCTGT
TAGGTCTTGGCATGGGCCTGCACTCCCCCATCCACAATGGTGTCAAGAAGAAAAGTTCTA
CCACTGCTTTTAAGATAGGTTCTATTACCATTTCTTTGTTCCTTCTTCAGCTCTTGGATG
AGTGGACATTTTCCTCTGAAAACCATCTCATTTTCTATATTCTTTCTTTCTGTAAGAGTG
CAATTGCACTTTTAATCCCAACCGCTGTTGTTNCCTGGGCCCTCTGCAGGATTTTTACAG
GAAAGACAGATGGGAAAAACTTGTGAAAACATAGTTTAGCATATAGAAATAGTTCTTTTT
CTATTTTTTTTTTTTACTNTTTGAGCTGTGAGACAGTCATTGATGTTGT
>BM187526 ID   BM187526   standard; mRNA; EST; 604 BP.
ACCCTAAACAAGTCCATTAGTTATAACTCCTTCTGTGTTTTTTTGTGGTGTTTTCTTTGC
AACGCACAAACATTTTCTCTTGACTCTCTTCTACGCGCCGGCCATCATTTTCCATGGCAC



AGAATGAAGTCCTCTGCTGTGTCTCTCCTGCTTTGACACCAATTTTTCCCAGAGTCAGCT
GTGGCTTTTCCACTTGGTTGCTCCAAGTGAAGATGGTCTGCAGCTGGCTCCACATGTTCC
TCCACACAGCCGAACTCTCCCAGTAAAACTTGAGCAACATCAGTTCACCCAAGTCTTTGT
CCAGTGTTATCAAGAAGGTGAAGGTTGAATTACCAGATATATTTTCTTTGAATGGGATGG
TGAGGTCTCCACTCTCCTCTTTTGTTCCTGTGAGTGAGATGGTGATGAAGGGCTCAACCA
TCTCCATCTGATTGACAAACTGGATCCTGAACTGGTAATGAAAGAGTTTAAAAGGCATCC
GTGATCCTGTTTGCAGATAAAGCTTCTTGGTCCTGCCTGTGCGAACCTTCTTGATATCAT
AGCCCANTGTGTTGCANCGATTCTTCTGCAGTCGAGGCANATCCCCTTTGACAAAAAGCG
CTGN
>BM187528 ID   BM187528   standard; mRNA; EST; 670 BP.
GTCAGGAGGGGTTGAGGGCGGATCCTGTGATGGACTTCTGAACGAGATGGGAGAGAGCAC
GAAGAAGGGCAGCATGGTGGAGGACTTTGTTGCTGTCGTCAGGGGTGGAAGCAGTGAAAG
CATCACCGCTTTGCTTTCTAAGAAACTTCCCAGTCCACAGCTCATGAGACTGTGGGGTGA
AGGCGTGCGCTATAATCCCGACTTTATTCGCATGACAACGCGGCCGCTGTATGAGCTGGT
GGTCTCCAGAGACTTCACCTATCGTGATACTCTCAAAAGAAACCTAAAGAGGGCTCTGTC
GGAGCATCTGGCCGAATCGAGCTCATGTCGCTGCGCTCCATGTCACAACAATGGAGTGGC
TGTTTTGAAAGGGACAANGTGTGAGTGTGTGTGTCCTGTTGGCTACACTGGAAGGAGCTG
TGAGGTCACTCAAAGGCAAAAAAGAAATAGCCATTGATGGCAGCTGGAGCTGTTGGGGTG
CCGTGGCATCTTGTGGAGGAGGGAAAAAGTCCAGGACCCGGCAGTGCAACACCCAGCCCC
AGCAATGGAGGAATTGAATGCTGGGGACTGCAAGAAGAGTCAACTGATTGCTTTTAAAGT
GCAAGATATGACAAAAATCGTAAATCTTTAATTTGAGAAGAAATCTTGCTTGNGCCTCAA
TTTATTTGAA
>BM187533 ID   BM187533   standard; mRNA; EST; 447 BP.
TGAAAACGGAGAAGGAAAAGTAGTGTTGAAGATGGTGGTGCCCACAAGCTGATTGATATC
CTGAAAGGTTTTTGTGATCTGTTCCCTCTTTGTTTCTGTTAGCGTGCTGACAGAAAGCGG
GAGTGAGATGGTGGAGGCAGAGCTAAGAGGCATCCAAATCGTCAAATCTCCTTACACCAT
CACCTTTAAAAGAACTCCAAAATATTTTAAACCTGGAATGTCCTTTGATGTGGCGGTTGA
AGTTTTAAATCCTGATGAAAGTCCAGCAGGGAACATCCCAGTGGTTGTAACTCCTGGTCC
TGTAAGGGGCTTTACTGCAGCCAACGGCATGGCGCGGCTGACCATCAATACAGCAACACA
GGATGAAAGGCTGTCAATCTCTGCAAAGACTGATGATCCAGGCATTTCCCTTACAGACAA
GCCGAACCACAATGCAGGCAAACCAGT
>BM280433 ID   BM280433   standard; mRNA; EST; 706 BP.
GTACTCTGTGGCGAGGTTTGAACAGCTTGAGATCAAAGCTGTGGTGCACAACTACGGCTA
TGATGCACTTCAGGCCAGGGTGGTGCTGATGAAGACAGAGAAGATGTGCAGCGTTGCTTT
CAAGGACAAGCACACACAGGAGGTGACGGTCCCTGCCAGCTCCTCTGTGGCAGTGCATTA
CACCATTGTGCCACTGGAGGTTGGGAATCTTCCTCTGGAGGTAACAGCTTTTGCCAAAGG
CATGGTGGGAAGTGATCGCACCCAGAAATCTCTACGGGTGGTGCTGGAAGGAGTGGAGAA
GACAAAGGTTCAGACTGTGGTGTTGAATCCTTCAGCTCATGGGGGAAGCCAGACGGTTCA
CGTTGGCAAAATTGAAATGGATGCAGTTGTGCCGAATTCTGTGCCAGAGACTTTCATCAA
TGTAAGAGGGAATGTGCTGGCAGACAGCATTGATAACTCCATCAGCGAGGACTCTCTTGG
TGCTTTAATCCAGATGCCTGGTGGCTGCGTGGAGCAGAACTTGGCTACCATCACACTGCC
GCTAATTGCACACTATACTTGGACCGGACTGGGANCTGGGAANAGCGTGGGGGTGCAACG
CAAACTGAGGCCCAGCTNCATCAGAGAGGTATGAAACCACTGGAATACAGAAAGACTGAT
GGTCTTATCNCCGTATAGCCGCAGGAAACCATACCTGCCCGGGCGG
>BM280436 ID   BM280436   standard; mRNA; EST; 691 BP.
GTACTGCCTCAACTACTCCTCAGCTCTGCTTTATCTGGACAGCCTGAAGCTCAGAGAGGA
CTTTGGCTCATACCTAAAGTGGTGTGAGAGGAAGGAGCAGTGCAGAAGACTGCAGCTGCG
GGACCTGCTGGTGGCGCCGCTGCAGAGGCTCACTCGATACTCTCTGCTGTTGAGGAACGT
TGCGAAGAGATGTCAGGAGGAAGAGGAGAGAAGAGGCATGCAGGTTATAGCAGAGCAGGT
GGACACATCCATATGTGACTTGGAAGGAAAGGTGAAATGGCTGCATAACTTCCAGAAGGT
GAAACTCCTCAGAGACGCCCTGGTGTGGATGCCTGTGTGGGAAAGAGACAAGCGTGCCTT
CATCCCAAAGACGCTGAAGCATCTNCTGAAAACCGTCACTGCTGACAACCTCATTTCCCA
CAGAAGTCTGCTTCACGAAGGGAAACTGGTGCTCACAGAGAACACAAAGCTGATCGGTGC
GTATCTGTTCCTGTTCGATGAATTCCTGTTGATCACAAAGATAAAGAAAAACAAGAAGCG
GTCCCTCACTTCAACCAGAACCCTCTGAGGGTTCAGCANCAGAACCTGGAACTGGACCAC
CTGCTGAAAGAAGGCTCACGTTCACTGTCTTGGACCAGCCCATNTCCTGGACCGACTTCA
CTCAAGACATTGATCAGTTGAATGCCTCCCN
>BM309819 ID   BM309819   standard; mRNA; EST; 728 BP.
GTACGGGTGATTCTTCCACACTTTGTGAAGCAAGATCACAAACTTAACCGAGTCCTTTAG
AGTTACTGTTAAGCTGCGATCCTTGGTCACCTTAAGGTTCAAACTGGGTCCGTCAAGAGA
AGCTGTGTCAGACCACAGAAGTTTCACAAGTTTCTCATCCTGCAAAACTGAAATTTCTTC
AGTGCTCACCTCCAGCCGGACCCTCAACGTTTTGTGGATGATGCCAAAGCGCCAAAAATA
GGTGTTAATTTTTCCATCGGGGGGGATTTGCTTGTCTCCAATGACTTCACCATTAACCAA
AATTCCTGATTCAAGGTCTCTGAGTAGATTGAAAATGGTTCCCGGTGCGTCATTGATATT



GAAGCACAAAGAGTCGTTTTTATCAGGGAGCTCTAAAATAAAATGAGGATCTCCATCCAC
AAAATATGTAGGTGCTCCGTATGCTTGAGCGGTTGCAGGTTTTGCGTGTTGGTATGATGT
TTTTTCAGCTTGNTGCTTTGCTCCTCAGTGAGTTTGTTAGCAATGAGAGGGCTGGATGTT
CCCTNCTCAACCTCAGGCTTGATGACCACCATGGAGGTGAGAGGAGTGACAAAGCTGTAT
TGCANGGACATGTCTAGGGCTTTTGCTGTGGCGTTGATCTTCTCATCTGGCCCAACAGTT
GTGCTCTTCTTCAATAACTGCTGGATAGTGANGNAGGGCCACAGACNCTCAATGGAAATT
TCCAAAAC
>BM309820 ID   BM309820   standard; mRNA; EST; 701 BP.
GTACTCTACTAACAGCAAGACTTACATCCATATTGGTGTGGACACGCCTGAGGTCAAATT
AGGTGACAATCTGAAGGTCAACCTGAATCTTAACAAGCAACCAGGTGGAAACCAAGACAT
CACTTATCTGATCACCAGCAGGGGTCAGCTGGTGAAGTTTGGACGTTACAAAACAAGAGG
CCAAGTGCTGATCTCCCTCATAATTCCCGTTACCCAAGAGATGCTGCCATCTTTCCGGAT
CATTGCTTTCTACCATCCCAGTGATAATGAAGTGGTGTCAGATTCAGTTTGGGTGGATGT
TAAAGATTCATGCATGGGCTCGCTGACATTGGAGCCAAAGACCCCTGCTGCTTCCTATGA
GCCCCGCAAGATGTTTAGTTTAAAGGTCTCTGGAGATCCAGGTGCCACAGTGGGACTGGT
GGCCGTAGACAAAGGTGTTTACGTCCTAAACAGCAAGCACAGACTCACGCAGAAAAAAAT
TTGGGATGANGTGGAGAAGTTTGACACTGGCTGCACTCCTGGTGGAGGGAAGAATGGCTT
GAGTGTGTTCTTTGATGCTGGGCTGGTATTTGAGTCCAGTACCTGCCCCGGCNGGCCGTT
CGAAAGCCGAATTNCAACACACTGGCGGGCGGTACTAGTGGATCCGAGCTCGGTCCAANC
TTGGCGTAATCATNGGNCATAGCTGGTTCCTGTGTGAAATT
>BM309826 ID   BM309826   standard; mRNA; EST; 728 BP.
GTACATGGAGACAGATCTGCAGACTACACCTACGCTTTACTGTTCATGGTGACAGATGAA
AACTTCAGCTGGTATCTCGATGAAAACATCAGGACACACATCACCAACCCTGTTGGGAAC
CTGAAGCAAGATGAAGATTTCATCGAGAGCAATAAGATGCACGGAATAAATGGTTTTCTG
TATGGCAATCTGCCTGGACTGAGCATGTGCCAAGGTAACAAGATTCAATGGCACATGATA
GGTTTAGGCAATGAGGTGGACATGCATTCAGTTCATTTCCATGGTCAGATCCTGACGGTC
CTGAAACACCACACAGACTCGGTCAGCCTGTTCCCGGCCTCTAGTTTTACAGCGGAAATG
GTTGCAGACAATCCAGGACACTGGCTGCTGGCTTGCAACGTCAATGACCATCTAATGGCT
GGAATGCAGGCTCTATTTGAGATCAAGAAGTGCTTTCTAATGTCCATAAGCCAAGGCCTC
ACGGTGAGCTCAGACAGTTCTTTATTGCTGCTGAGGANGAGGTCTGGGACTACGCTCCTA
CAGTGCCAAGTGACGGTGAGGCACAGACATTTGTGACCAAAGGTCAAAACCGCATTGGAA
GCCGCTACAAGAAGGGTCGCTATGTGGAATACACTGACACAGCTTCATGACAAAAAATCT
ACGCANCCANAAGAGCACATCTGGGAATTTTGGGTCCAGTCTTGCCCGCTGAANAAAAAA
ACCCATNC
>BM414857 ID   BM414857   standard; mRNA; EST; 719 BP.
GTACTCACCAATCAACATCCTGAACGGCGCTGCCCAGATGGAAGCCAAGCAAACCCTCAC
CTTCCTGGAAATCAAAAAGATTCCAGTGGAACCCATCAGTGCTGACTATTTGCCTCGTGG
ATCACTAAAATACGAGTTTGGCAGCGAGCTCCTCCAAACGCCAGTTGAGCTCCTGAGGAT
CAGCAATGCTGAGGCTCAGATTGTTGAGACTTTGAATAAGCTGGTAACCCTCAATATGGG
AAAGGCCCATGAAGATTCCCCTCTGAAGTTTATTGAGCTCATCCAGTTGCTGCGTGTGGC
CAGATATGAAAGCATTGAAGCCCTCTGGGATCAGTACCTCGGCCGCGACCACGCTAAGCC
GAATTCCAGCACACTTGGCGGNCGTTACTAGTGGATCCGAGCTCGGTACCAAGCTTGGCG
TAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAAC
ATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACA
TTAATTGCGTTGCGCTCACTGGCCGCTTTCAGTCGGGAAACCTGTCGTGCCACTGCATTA
ATGAATCGGNCAACGCCCGGGGAGAGGCGGGTTGCGTATTGGGCGCTCTTTCGCTTTCTT
GCTNACTTGACTCGCTGNGCTTCGGCCGTTCGGCTGNGGNGAAGCGGNATTCAGCTCAC
>BM414858 ID   BM414858   standard; mRNA; EST; 700 BP.
GTACAAAGTCACCTTAAAGAATTTTTCTACGAACATTGAGCAGTGCAGCTGCAGGCCAGG
TGAGCCACTGTCGAGTTCCTCAGGTCAACACTGTTTTCAAAAATGTTTCTGGGATCCAAA
GTAGAATCAGCAGCGAAGCACTTGAAGCCAACATTGACAGAGGTGGTTTTGACTGGAGAG
TAGCCAGGCAGACAGCGCAGCACAGGTTCAACAGAGAAGCATGTGGAGTCTTGACCATGG
ACATTAACCTTCTTCTCCAGCTGGATGGATTCATACTTCATTCGGCACTCAGAGTTGTCT
TTGCAGCTTACCTGCCCGGGCGGCCGCCGGGCAGGTCGAGTCCTGACCACAGCTTGGAAA
TAAAGAAAAAGTGAAGCTTTCTACCGTTAACCATTGTTTCAGTAAAGTCCTGGAAACAAC
TCGTCCTCACACAAAATAAGACCATGGCAGAAACTGTCATATTCTTTCTGAGTGTTTTTG
CCCTTGTCACCACCACACAGGGTCAGAACTGTTCTAAACCCGTTGGAAAACCAAATATGT
TCGTGAAGGGGGACGATATCCTGAAAGATCTTTCCTGACCAGGCTCGACTTTCTTTTGCC
TGTAATAAGTGGATACGAACCTTCTGGAGGGTCACCAACTATAACCTGCAACGCTGGATC
ATGGAGTGAACTGACATTAACATGCGAAAGGAAGTCCTGT
>BM423010 ID   BM423010   standard; mRNA; EST; 631 BP.
ACTGAATTCCCCTCTTGCCCTGTTGAGCTTGTGAAGCCCATCCACGAACTTATCATCCGT
GCTCTTGAAAGACGCGACTACGATGAGCTCATCAGTGCTGTTAAAGTCCTGGGCAATGCC
GGACATCCTGGTAGCCTGAAGCCACTTATGAAGCTTCTGCCTGGCTTTGGCAGCAGTGCC



AACAATCTTCCCCACGGAGTTCACGTTGAAGCCATTCTGGCCCTGAGGAGAATTGCAAAG
AGGGAGCCCAAGATGATCCAGGACATGGCAGTTCAGCTGTTCATGAACAAGGAACTTCAC
TCAGAGCTTCGCATGGTTTCTGCCATTGTGCTCTTTGAGACTAAGCTGCCCATTGGCCTG
GTGACCACTCTTGCACAGAGCCTTTTGAAAGAATCAAACCTGCAGATTGCCAGTTTTATT
TACTCTTACATGAAGGCCATTACCAAAACCACTTCACCTGACTACTCCTCTGTTGCTGCT
GCCTGCAATGTTGCAGTAAGGCTCCTGAGCCCCAAAGTTTGAGAGATTGAGCTATCGCTT
CAGCAGAACATTCCATTACGATGCCTATTACAGTCCTTGGATGGTGGGTGCTGCTGGGAG
TGCTTTCTACATCAATGATGCTGCACTGNAC
>BQ042117 ID   BQ042117   standard; mRNA; EST; 474 BP.
GTACAAACAAAAAAATGTTGAACCAAGTCAAAAAAAATAAGCATGTTAGAAAAACTAAAA
GCATTTAATTAATTTTATTCTAAATAAAGGACTTTATTTAATTTCAATTTATTTTTATTC
CATTCTAGCTGCACATTAAAAGTTAGAAAAACATTTTTTTAATTTGCATAAGTTCTTAAT
AAACTGCTCAGAAAACTGTTTTAAGTGGATCAGTGGGTGAAATGTTAACCTCTGACAGAA
GAACAGACACCGATCAAAAGTGTGGTTAGTTCTCAAGAACATCGGTTTTGACGAGGAGCT
CAAAGTTTGGCGTAATCCTTCAGGATGACCTCCAGCTTCTGACTCAGCATGATGTTCCCC
CTCATTTTTAGCTTCCCAGAGAAAAAAGCCTTCTGAGGCATCAGGTTCCCCTTCACCACT
TCCATGAAGTCCTCATCCGATATGGTGATGGTCACATCTGCCTTTCCCTTGTAC
>BQ280372 ID   BQ280372   standard; mRNA; EST; 662 BP.
GTTGTACAAGCTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTATAAACATACAGATGTTT
ATTGAGCTGNGTTCATCATTACACAGAGATGTCAATGCCTGCAGTAATTCACNCNCAATT
CAAGCACAAAATGTTAGCAGTTGNGAGGAACGAAGCATGGGAGTGCGGGACACGTACNCA
TCTCTGTGCGTGCGCTTGCTTGGGCTCGAGCCTTTGAAGTATGTTATTGTGTGCAANAGG
GAAANNCCTGCCGTGTGGTCNTCAGGGAGGCACGAGCTTACTTTGGGCCTGCTTGTGAGC
GAANAAAGAATGGAAATTAAGGGGGACTGTGTCAAGGACAGGCAGTAAGGCAGGGTTAGT
CTAAGGAACAGGGAGGGTCTAGTTCTTGTTCTTGTTGAAGGTTGCTGANATGGCCCCAAA
GATCTCTCCAAACTTTANCTTGATTTCCTCAGAAAGAGGTGGGATCTTTGCCTTCAAGTT
TTCAATATCTTCAGCTGTGATGGACTGTGCCTGGCTGTAAAAGNTCTTCATCTGCTCTTT
GNATTCCTCAACATATGGAACAGCCAACTGCCTCAGCTGCTCCAGANGCTCAACAAGNTT
ANCGCGCANAAACTCCACAATGGGCATCAGGGCGGGCTTGGGTCTCCCCCCCATTGGCGG
AC
>BQ280375 ID   BQ280375   standard; mRNA; EST; 846 BP.
ATGCATGCTCGAGCGGCCGCCCGGGCCAGGTACATAGTTTTGAGTCAGATACCAGCTCAG
ATGAGAAAAACAATGACGGTCATGGATCTAGTCAATTACAATGCTTCACAACAGAGTGAA
ATGTGGCCTGCAAATATAATCTTTTTCAAGCAGCATTTTTTTTGTCTGCTCCTGATTCAC
AACAATTTGAATAAAGAAATACTCAGAAATGCAATTTTTAGCGTGATTTTTTTAAGTATG
TCCTTCATCATGAGAAAAATGCCATAAAAACATGTTAAGAACACAATTCATCAGAGTGGG
TCTTTAACAAATCCAAAGTCAAGTCCAAATTAAGGAAAATTTCTACTTTAGGATTTTTAG
GAGAGTATAAATACTAACACAAGGAGTGCAGATGACAAAGCATGACTCAGTTGCATGTTG
CATAACTCAGATACCTTTTTTTTTTCTAGATTTAAATTTATTTTCTAATTTTAACCAAAG
CCCTCAAATGCATTATTGAGCTGTGAATCCTGACCAAGTGTCATTTCCGTGCCCTAAAAC
ACAGACTAGTTCAGGAATCAGATAGGCTGTTGGCATCTCTACTCCCTTCGTGTGGGCTTT
CCACAGTATCTGAACTACTTGNCCCACTATAGCAATGACCCTGGNNCCTCTGATCNGTTT
TGTGTNAANTGANCTNNCTGGGGNAAANCCCNTGTNTCNTNCTGCAANTTTNGCCCNCCC
NGNCTTNGGNTTGGGTTAAGGGNNANCNAAACNTANTTTNATNNGGCTNGGCCNNNNGGG
NAAGGNNGGGGNATNAAGGGNNTNGNAAACTCCNCCATTTNCCNGNCTNCCNGNCCNGTA
TTNAAN
>BQ280377 ID   BQ280377   standard; mRNA; EST; 726 BP.
GTACATGTTGACTCCCAAAGAAAAAGACTTGACGTTGTCTTGGACTCAGTCGTCACACAA
CAATCCGAAAGAGCCAGCAAGGAAGAAGAAATCCAAAGACAAGCAGAAGAACTTGAAATC
AGACTGAAACAGGTTCAGACAGAAAGAGAAGAGCTCAATGCTGTGAATGACAGGACCAAC
AAAATGAAAGAAGAGGTTGACGCTGCCATGATGGACCTTCTTCGTGAAAAGGAAGAAGTC
AATCAAATGAGGGTAGCCATAGAAAATGAGAGACAAAGGACTCAAACTGAAAAGGATAGA
ATTGAAAGTGAAAAATCTGAGTTGAAAGTAAGAGAACAAAAACTCCTGGACCGAATGAAG
TCATTAGAAAACAGTGAATCCAAAATTCAGGACCTCAGTAAGACCATCTCTGGGGACTTC
AAAGAAAAGATGGCCAAATTACTAAACAAAATGGAGCAAACAATTCAATTAGGCTCTGAC
TTGGACGAAACGGTCAAATCCATTGAAGAACTGAAGCAAAACATGACTCTTTACAGTGAG
GACTTCCAAATTCAGAAGGAAGCCCTAAAGAATGCTATGTCAGATGTGATCAAAGAGAGG
GATGGAGTGGAAACAGAAAAGACAATATGTTTGACATGGAGAGAAGAGATCTTGATAACT
CAGAGAAGAACTGACCCAGAGAGACAGATCTGGACAGAGCATCACGCATGAAGGAGAAAA
TTGTAC
>BQ280386 ID   BQ280386   standard; mRNA; EST; 429 BP.
GTACGTAGTGGCTGTGTGACACGGCCTTCTCCTCTCCATGAGTTTTTAGTGACAATTCTT
ATTCTTTTTCAGGCTTTTTGGAAATAAACTGAGTTAGGCTCTTGCAGTATTTACTTTTTT
GAATAATTAGAATCCTAATGATTCATGTTTGCTGTGATGTTTCTTTCATCGCTCATCAGT



TGTGAGCTGAACAAACACAGAAACACACATTGCTTCTTGGCGTTCATCCCTTTCATGAAG
GTGTCAAACCTTCCTCAAAGGTTTGGAGGGCCTTGCGGTGTTCCAGCGTTCAGCTGTGGA
CTGTTCATGGATATGTGTAACTGTGGTGAAGCTGGAAGCTGTCCTTCCAGCACCGCTTTG
TGGTGGAGCTCANGCTGAACATCAGCAGGGAGCCTCCAGGAACACTTTTCGTCTACATAG
AAATCCGAC
>BQ291521 ID   BQ291521   standard; mRNA; EST; 578 BP.
GTACAGACATTTAAAAGAGAGAGAAAAAAGGAGGCATGTCTGTTGGTGCACATGGAAAAA
TAAAATGCCACAGGGATTCACTTGTTTTGCATGGATACTTTTTTATAAAGCCTTAGGAGG
AAGAGTCAACCTTTTGTCTTTACAAAATTATATATTTTATTACTTTCTTTCTCTTTCGGC
TGTTTCCCATCAGGGGTCGCCACAGCGAAACAAACTCTCTTTCGAGGGAAGAGTCGCATG
GTTAACTTGGCAATGTTTTACGCCGGATGCCCTTCCTGACGCAACCCTCTCAATTTATCT
GGGCTTGGGACCGGCACAGAGGCAGAGAAGGGAATAGGGAGCAGCCTGAAATCGAACCCT
GGTTTCACGGATGGAAGGCGCCGCAAACCAGCACGAGCTAAACCGGCTCCTAACAAAAAA
TACAAAATAATGATTTTAAATCTTTATTCCTAAACACTTAAAATAGGTTTCCCAGGAGGC
GCGATGAGCTACATCCAGTGTGGGTCCTTGGGCAAGACACGTTGCTCCACTGCGTAACTG
TGTAGCCACAAGGGGGTCAAGTCTAGGGTTCCCTGTAC
>CLMC1016Contig1
TATGGCCGGGGGAGCAACTTCCACTGGCAGGAAGATGGGATCACTGAGAACCAGCACAAT
TTTGGGCCAACCTCAATTGCTCCTCGCCTCCATCCTGTTGGTTTCTGGTCCCCTCAGTCC
TGTCTCTACCCTGGAACACCTATTGTGTAACGTCTGCCCCCTGCATGAAAAATCTGAGTT
GTGTCCAAACTTCACCACCGAGTGTCGGCCCGGCGAGCGCTGCACCAGCTCAAGAGGCTT
CTACGGTGCCCTTCACGTCCTTTCCGCTCAGGGCTGCATCAGTGCCGACCTCTGTGGTTC
CTATGAGATGGTCACTTACAGAGGAATCAAATATAAACTTCGTTATGCTTGCTGCTGCGG
AAACACATGTAACGAGGCGCCTGAATCCAAAACCACACTGAAGGAGCTGCTGCAGATGAT
CCAAGCTAAAGCAAATGGCACTGAGGCTGCTGTGGAAAAGCCTTTGGCTGTGTGTGCAAA
CAACACACTGATAGAAACCAGTGCTCCTCCTGCTGTTAAGGCATAGATTAGTGTCTGTCT
GCTAGAGGCCTGTTTACCTACAGAGTCCTCTGAGTCTCCCAAAAAAAGGACTTTCATTTG
GTCAAATGTTTGCATGCTTTGGGATTTTCCTCTTGTGTTTGTAATGAGGGTGGGGGGGAG
AAAAGGTG
>CLMC1017Contig1
CCGTTCACTGCAAGTGTGTCCAGCTGTTAAACTGTTGTGCTCTTGGTTCCGATTTGCGGT
CGTGCAAACTCCACAAAGTCATCGATAAGTACAGGCCAAGCTCCTTCTTCGTCATAATTC
GACATGTCATCTGTGATCATGGAGCTAAAGTCCAGCAGGAGATTCCAAGTGTCCTTGGGA
ATCGATCGTTTGTGGTGTTCAATTAAATATTGGTTCCACAAGTCCAAAAACTTGAATTTT
CCTGGCAGTACTAAATTCCAATATGCGATTGCCATGTCTAGATCCAAACCTTTCTGGCCT
GGATTCTTAGCAAAGTTAAATGTAAACTGGTAAAAGTCCTTGAATTTCCCCGGATCCTTC
AATTCTTGCTCCATCTTTGGCAGCTGGGCCTTCAGCTTGTCTATGCTGTCACATCCCTGT
TCCGTCATGCCATCCATGAACTCTTGTTTGGAGAACTCGCACTGAGTTGCAGCTCGAAAT
TTCCAAGCTATGAGAAGAACACTTATGCTTGCAGGATCCAACGCCAAGTCATCGCAGAAG
AGCTGAATCCCATCAATGCCTATTTTGTTGGGATCATGAGGATCTCTGTATCTGTTATAG
AGCTGCTCAAGCTTCTTCTTGTCAAAGCCGCCCTTTAGATTTGAAAGGTAGAGCTCTGGA
TTTTGAAAAAACTTATCAATGGCAACATCTAACTTCCAGTCATTTTGAGTCAAGTAACTC
AATGCAGTCTTGTCACTGGACTGTGTGAAAACCACAAACTGTCGAACTTTATCCTTTTGA
GAGGACTTCAGCTTGTTCATGTTTGTCTTTGACTGACTCCTCTCCC
>CLMC1028Contig1
AAATAAACTGGCTCGTCTGGGGTGTGGTTGGACAAAATCCAGCGCAGGTTGTCCACCANC
CACATATGTGTCATCATCTGCCTTTAAAAACCAGTCTGCGTCGCTTCCGTGGTGTTCATA
GACGTAGTGAAAGGCTCGGATGGTCTTCCAGTACAGCTGGTCACGGCCCTCTTTGGTGTC
CAGACCCACCGTGGGAAAGTCAGGATCCCCCACAGAGCTCATGAACACCACAATGTTGCA
ATGCCGACTCCAAGTGGCTCTGACGTGGCGGGCTCTGCTCTCCAGGTTCTCCGGCCCGGT
CATCACCCAACAGAGAACACGCACCTTCTGGAACAGCATGTCTGCTACCCGGCTGTTCTC
ACCTGCATGGTGTGGGTGGAGCAGGTTGATCAGCGAAGCTCCCTCTTTCTTCCAGCTGGT
TGGTGGTTCTCCGACAGTCGGGGCTCTTTCTTGAGCTTCTGATAGCACTGGGTAACTTCG
CTCAAACCACACCTGGCGCAGGAAGAAGAACATGCAGCAGGCGCCCACCAGGAACCCTAG
AAGAAACGCCCACCTGGAGACGGTTCCCATGATCATCCTGACAATCTCTGCAGATCTGCG
AGGACTGTCGTCGTAGGGGGACCAATCATTGGTAAACTAGCGGTTATTTCCAGCCACATG
CTCCTCCAAATCCGAGAAACCACACGAAAGCCTCCACCTGTCGGACAGCTGCTCTCCCCC
GGCCATAAGGCCCGGGTTAAACGGGCG
>CLMC1032Contig1
CATTATGGCCGGGGGGAAGGGGCGTGTCTTAGCCGGTTCTCCGTGCGGGAGCGCGCAGCG
GTGATCCCGGTGTGACAGCCTGGATCAGTCCACGTCAACACGGCGACAGAGACAGAGGCG
ACAGCAGCGATGGACGCAGCGTCCCCGGAACCGTCTCTGTACACGGTGAAAGCGGTTTTC
ATCCTGGATAACGACGGGAACAGGCTCCTGTCTAAGTACTACGACCCGGAGCTGTACCCC
TCCATAAAGGAGCAGAGGAACTTCGAGACCAACATCTTCAACAAAACCCACAAAGCAGAC



AATGAGATCGCCTTCCTGGAGGGGCTGACCATCGTGTACAAGAGCAGCATAGACCTCTTC
TTCTACGTGGCGGGTAGCGCTCAGGAGAACGAGTTGATGCTGATGTCGGTACTCAGCTGT
CTGTTCGACTCCCTCACTCACATCCTCAGGAAAAATGTGGAGCGAAAGTGTTTACTGGAA
AACATGGAGGGGGCCTTCCTGGTGGTGGATGAAATCATTGATGGGGGGGTGATTCTGGAG
AGCGACCACCAGCAGGTCCTGCAGAAGGTCAACTACCGGGCGGACGACAACCCTTTAACC
GAGCAGAGTGTCACCCAGCACCTAACAGAGAAGCTGGCTCTCACCTCTAACGTTCTCCAG
TCGGCCAAAGACCAGATCAAGTGGTCCATCCTGAAGTGACCCCACAGGAAGGAGCAGGGA
GAGGCGTCGGGA
>CLMC1036Contig1
AAATTGGGGGTTTTGCATTTTTGCTTTTTTGCCTCTTTTTTTGATTATAACAGCTGCAGC
GATGAAGAAAGTGATGAAGATGGTCATCAGAATTGCACCCACGATCAAAACTGGGAAGAT
GGTCCATGTATTTTCGGGTGGTCTTGAAATTACTTGATCAACAGGAACTTCTGTGGAATC
ATTGTCCAAAGGCTTGGAAGTTGTTTGGTTATTTTTCTGACACCTGGAACATTCACTGTT
TTCACAGTGGTAACCCTCAATGCATTTGCAAACCGTGTCTGCTCTGGCTGTGCAGTTCTT
CACCTGGACTTGTGCACCGATACATGCATTGCACAGGTAGCATCTATAGTCCAGGGGATT
CACTGTAAAAGTACCAGGCTCACAAGGTTTGCATAGGTCTGCAGGTCTTAGTCCACACCT
TTCAACAAGGTGGTTTCCTGGATGGCATTCATTACAACATACTCCGTTTTCTTTTTTTTC
CCAGCTCTTGCAGCCCACTTGAATGTCCCCAAGGCTGCATTGGCTGCCCTGGATGAGCAA
AGCGAGAGCCATCAGCCGGAGGAGGAGTGCAGCCATCCTGATGTCGGTGTGAAAAATCAA
CTTTTTCTTCTTTACTCCAGTGTTCTGTAGCTTTCTATTCCCAGTAACATCAGTGTTCAG
ACATAGTATTCACCCCCGGCCATA
>CLMC1037Contig1
TAACCCGGGCCTTATGGCCGGGCTGCCTACACGCAGCACGCAGAACAAAGCTGAAGAAGA
AAAAAGGCGATGAAAACGACTTTTTAATTATGAGAAGAGCTTTTTTTCATCTATGACGCC
TCGTTTTGCCTGTTTGCAACACTGTAAATACTCTGATTACATCTGGAGGAAGTGAACAGA
GTAAAATGTTCTTTAAAAGTAACTAAAATTTGTAACTCAGTTTATTTTTTTTCTACTCTG
TCATTTTCAATAAAATCTGTTCCCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CLMC1045Contig1
GGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGTACAGAAATTACATATTTTTTAATCA
TAAAATGGTGCTTCCATCGTTTTTGCTGAGTAACTCAAACTGTCTTCCAGGTTTTTATCA
CAGCACAAAAAATTTATGTTTAGCTTTACTATTCAGTAATTTGGCTACATGGGGAAAGAT
TTTGCAGCAAACCAAGGAAACGTGAACTCCTGAGATCATGTGTGTGGCTCTTAAAAGAGC
CGTTGGGTTGTTTGGATCAGATCAGTCCAATTACTTGGAGCTGGTGTACTTAGTGACGGC
CTTGGTGCCCTCAGACACGGCGTGTTTGGCCAGTTCCCCGGGCAGTAGGAGGCGCACGGC
GGTCTGGATCTCCCTGGAAGTGATGGTGGAGCGTTTGTTGTAGTGAGCCAGGCGAGACGC
CTCGGAGGCGATGCGTTCGAAGATGTCGTTGACGAAGGAGTTCATGATGCTCATGGCCTT
GGAGGAGATACCGGTGTCAGGATGGACCTGCTTGAGCACCTTGTAGACATAGATGGCGTA
GCTCTCCTTCCTGGTCTTTCTCTTCTTCTTGCCTCCTTTGCCGGCAGTCTTAGTGACGGC
CTTCTTGGAGCCCTTCTTGGGCGCAGACTTGGCTGGTTCAGGCATAATTCCTCTCTAGTT
CCACAACAGAGAACTATCCCCGGCCAT
>CLMC1052Contig1
AACCCGGGCATTATGGCCGGGGGGTGGGAGGTTTGAGTCAGTTTCGAACCGCGATGGGAG
AAGTTTGTAAGGAGCAGCAGCCGTGGCTGTTAATTTGGAAGACCTGTAACGCCTTGATGT
GCTTGTTTTTCACTCTGGCGTCGTATGTACAGATCAATGACCCGGACGCAGGTTTGTGGA
TGACGGGTTACGGGGTTCCCGCAGTGCTCTGTGCGTTCATCGTCTGGAGAGCAGATGTGA
CAGAGACTTTGGCCTGGAGGCGCGTGGCGGATCTCCACGTCATGATCTCCTGCGCTGTCG
TGTCCATGTTGGGATGGAGGCTGTTCACAGAGAAGGTCTCGGCGATCTTCCAGCAGGAGG
AGGGCAGAGAATGCTCTGGCCTCATGCTGACGGGCGTTTGGCTTCTGCTGTGTCGTCACT
CTGGAAGAGCTCCTGTGGGGGCGCTGCGGGTCTCCACTGCCGCCGCCATCACAGTTTTCC
CCTTCGCGGCCTGGCTGTACTACCACACCAACAAAGATCTGAGATCGGACTGGCCTTCAC
ACTGTACCACGGCCCTTTAGATGTCAAGTCCTCATGTGGACGAAGAAACAGTCCACTTCT
CTGTTTTTAGATACTTTAAAAGTGAAATAAATGTTTTTAA
>CLMC1055Contig1
GTTAACCCGGGCCTTATGGCCGGGGGTGATCAGCAGTGGTTAATCTCTGGCTTGTCTGTT
GCGTTACATTTCTGGCTTTTACTTTGCTGGTGGATTTGTGTTTGGAAAGATTGACTATGG
CAGCAACTCTACACAGACCTCCAGGGCATCAGGGACCTGTTGCAGGAAGTTCTGCCTCTT
GCACCGATAGTGAGTTGAGCTCCGCACAGCCAGACCAAGGTCCCCACAGTGCTGTCCATG
AGCCAGGATCGTTGTCCCATCCTCAGCCTTCTGTCTTTGTTCGACCACTGGTTTATGTCC
AAGCACCGCCTCCACCGTCCTTCCTCCACTATCAGTGGCCTGTGCCCTCTTTTTATAACC
CGTTTGGAGGCATTCCAGGCTATGGTATGGTTTTACCCCCACCAACATTCCTTCCTCCTC
CTTATCTGGAGGCTCCACCGTATGTCCTACCTCACCCTCAGATCCCCCCCTTTGAATACA
GGCGCTTACCTCACCAGCAGGGTCACTCTCAAGGGTACCATCAACACCCAAACCAAACAT
CCAGAACACGTGTGCCTCAAACTGCCTCTGTCAGACAAACTACGAACTCAGAGGTCCAAA
C



>CLMC1056Contig1
GGGACAGTCACAGGCTGCACTCTTCTGGACCTAATTGAGGCCAATCAGGCTGCTGTGCTC
CACCTGCTGCCCCCACAGCCAGCAGGCCCTGCTGTCTGTCATCACGGGTCCAGAACCTTC
CAGAGCTCAGGGAAACCAGCCGGCCATGACGCTAGAGCTGAAAACCAGTGCTCGACTCCT
GGACCTTCACTGCTCTGTGGGTCTGATGGACTGGGACATGCACAGGGAGCTGAAACTGCC
AACGACCACCGACCAGCTCCTCCTGGATGAGAAGCTGAAGGATCAACATGCGGCTGAAAG
ACCTTCAGCAGGAACTCTGAGGAAATCCGACCCGTTTGTCTGGAACCAGAAAACGCCCGA
TGGCTTTAAGCCCAGCCTCTGGCTGCTGGTCAATCCCAACCTGGTCTGTCCCGTCCAGTA
CGAGCGCGGCGCCGCTGTAGCTGTGAGGGGCGTGGCTGAAGCTGCAGAGCGTCTCTTCAC
AGATCAGCCCTCTTCTGCTCAGCGTGAGACCAAGAAAGCTGAGGCGTTTCGTCGGCCAGC
CAAGAGCAGGCGCATGGGGAGGACCACCAAGGTCATGGACGTCAGTGCATTGAAGCCAGG
CTGTTGGCCTCGACCGCCTGTGAATTACTGCATCCTCATTGCTTTGGCCCTCAAAAGCAG
TCACACCGGATGCCTTAAAGTCCAGCAGATCTACAACTTTACCAGGGAGAACTTTCCCTT
CTTCCAGACGGCTCCAGACGGCTGGAAAAACACGAT
>CLMC1058Contig1
GAACTTCACATCCATCATTTCCTTTTTGCACTCGGCTTCCCTGATCCCAGCATCCCTCTC
TGCCTCTGCCACTCCGATGTCAGCATCTCGCTGAACGGCGGCTGTCTGCGTTTTACCCAG
AGAGCTCAGGTACTCCACTTTGTCATAAACATCCTTGATGGTGAAGCTGAGGATCTCGAT
GCCCATCCGTCCAACATCTGGAGCAGCCACCTCTCGCACCAGAGAGGCAAATTTATCTCT
GTCTTGGTAAATCTGCTCGACTGTGAGGGTGCCAAGGATGGCGCGCAGGTGACCCTCCAG
GGTCTGCAGGATGACGCTCTTGATCTCCACCACAGACTTTCCAAGGAACTGTTCACAGGC
GTAGCCCAACAGTTCCCGCTCCGTCATCACCTTCACCTGAGCCACCCCTGTGACAGTTAT
AGCTACACCTTCCGCTGTCTCTACATCCTCACACTTGGGCTGCAGGGTCATTATCTCAAG
CGTTATCCTTTGTATGTCAGAGATGAGCCACCACGCCCAAGCCCAGCCTCCCACGACATA
CGTTTTTTCATCTGAGCCACAGCAGCCACCTGAAACTACAAGGGCTTCGTTCGGTCCCAC
GGTGTGGCAATTTCCCATTATATCAACGGAAGAGTGTGTTCAAAACATAAAAAAAACTTA
TTTCTTTCACAGACTTCTCCGTTTTAAGTAAGGTTTTACTCCTCACGCCCCTCTCATCGA
CAGATTCTTTCCTCTCCTTTTTTTCTCCAA
>CLMC1066Contig1
TATGGCCGGGCGTTCCGAAGCGGGGGGGTCCTTCCCAGTCTATCTCTTAAATGGGAAGGA
GTTTAACCAGTAAGACTGCATTGCATGCCTGTTATTTCTGAGTGTATAGCCTGTATGACT
TGCTCTTCTCCTCACTTTTGCTTCCTGAACTGTAGGAGGACAGCCAAAGAGCGCATCTTT
GGCGCTTGGTTTTAGCAGCGATGAGCGTCTACACTCCTTACAGCGGCTACACCAAGCCAG
CTCCAACTTACCCGGCGAGCTACTACGATGAGAAACAATACCAGCCATATCAGCCATACA
CAGAAGGCATCACAGACTCTGTTTATGAGGAAAAGAAGAAGATCGAAAAGAGGAAAAATC
AAAGTGCCATTTGCTGTGAGGTCGTGGCCCTGATCATTGGGTTTATAGGCCTGATTGGAG
TGGCTGCTGTTACAGGTTTGCCCATGTGGAAGGTAACAGCCTTTATCCAGGAGAACATCA
TTGTGATGGAGACCCGCTGGGAAGGTTTGTGGATGAACTGCTACAGACAAGCAAACATCC
GGATGCAGTGCAAAGTGTACGACTCCCTGCTGTATCTGCCTGCGGACCTCCAGGCTGCCA
GAGGTCTGATGTGCGCCTCTGTTGCTGTGACCACCCTGGCCCTCATCGTTTCAGCAGTGG
GGATGAAATGTACCAAACTGGTGGACCATCGCGCTCGCACCAAGCATGTGGTTCTCGTGG
CAGGGGGCAGTCTTTTCCTCTTGGGCTGTGCCACCACCCTAATTCCAGTGTCCTGGACTG
GCCATGTTATCATCCAAGATTTCTACAACCCTCTGCTGATCGATGCCCAGCGCAGAGAGC
TTGGGGAGGCTCTTTACATTGGCTGGGTGACCTCTGCTTTGCTCTTCACTGCGGGAGTGA
TCCTGCTGTGCCGCCACGCTCCCCGGACCCAGATAGAAGAGGAAAGGGTGATCTACAACG
AGGGAAGCGTTTACCAACCTGCTTACCAACCTGCTTACTCATACCAGCCGTACACGTACC
AGCCAGAATACAGCTACCAACCAGCT
>CLMC1068Contig1
GTGCTGTAACCCAGAACTGGAACTTTTTAAAAATAAAAACTCACTCTTTATTTAAAAAAT
CTAATGGATTTGCATTAAATTAGTTTCATCCAAATTATTTGTGTATGTATTTATAAAGTC
CAGCTACACAAACTGTTCTCTTTTCAGTCCAAGAAAATCCAGAGCATTTCCAGCAAGCAA
CTTGTCCTGTTGGTAGCCATGAAATAGGAAGTCTGTGCCAGATCCTTGCTTGCTCGCACT
AGCTGGGTACATTTCACCACATCAGTGTGTGGGTGATCAATAGTAATTTCAAAGCCCAGG
GTCTGCAGCACTATGGATTCAAGTATCACCAGCTCTTGAGCTTGCTGGAGGTATGCATTA
CTTTTTGTGTCTAGAGGCGGTTCTTGCGGATTCAGACATGCGTGTGCAACTTTAATCACA
TGTTCGAGTTTCCGGGGTTGCTCTTCCACTTTTGCAGCCAAGAACAATGTAGTTGGAGAT
ATTATGTTCCTATGGAATTTGGTGAATGAATGGTGCATATAAAATCTATGCATGTAAACA
ATCGCTGTATTTATTGTTAACTGGGAGACATTGAGCCTTTGACCCATATCTTGGATCAAA
TTCGCTGCCTGTTGTCGGTAGGATAATTCCCGGTCCGGTTCCACTCCACATCGGCGGGAA
GGCGTGCTTTCCAGTTGGTCCCGGGTGAAAAACCATTTCGACGAAGACCCCCGGCACGCC
GCCATTACTCTAAGGTTCACTTCGGCATCCCCCGGCCATAAGGCCCGGGTT
>CLMC1072Contig1
AAACCCGGGCATTATGGCCGGGAGCATATCAGAGCCATCACTCCAAACCTCAGCAGTCCA
CCAACAGATTTATGAAGAGGGATGCTGACAACAAATTTCATCAAGCTGTCCAACTGGGGC



CCCTCGTTGTGCTACCGTCAAGAAAAGTAGTTTCAGTGGCAACAAATTTTTCTACATGGT
CAGAAAAGAACAACACCTCCTGAGACCTGGAACACCTGATGGAGGAGTCTGAGTTCGTTT
GAGAGATTTGGTCTTGATGGACTAAAGAATTTTGCTGCAATCCAATAAATTAAGTTTCTA
ATGTAAACTTTATTTGTAAAAATGATGCTGCTTATTCTGTGGACCACTCTTTCTCCAGTA
AATATTACTGGTTTGTGTCACCTTTTAAATGTATATAATATCGACTAAAGCAATTTGTGT
GGAGAAGCTGTTGGTCCATGGACTTTATAAAACTAAAGCGAACAACTTCATTGGTATTGT
ATATCAGGCACTTGGCCTCATTAAACTTTTAAAANAAAAAAAAAAAA
>CLMC1074Contig1
TATGGCCGGGGAGGTGCTTTCATCGCATCACCTTTCAGCCAGAGCCCGCCTCCCGCACAG
GAGGAATGTGAAATGCACCTGAACTGGATCCCACATGAGGAAGAATGACTGACTGGCTAA
AAAGTCACCAACTTGTTCCGTCTCTCAAGTTTATCTCGCAGAACCGACACTAAAAAAACG
TAACCGCACGCGCGCTTTTTTACTCCTGGCCAAACAACAAAGCGGCTCTGACAAAAATGG
ACGAGTGCTGCACATCAGGCGAGGCATCGGAGAGGCTGAGAATACACAGAGAAATAGAAA
GACAACTTCGCCGTGATAAAAGAGACCTTCACAGAGAGCTGAAGCTGCTGCTTTTAGGGA
CTGGTGAGAGCGGGAAGAGCACCTTCATCAAGCAGATGAGGATCATCCACGGGAAGGGCT
ACAGCGAAGCCGACAAGAAAGGCTTCATCCGACTGGTGAACCAGAACATCGTCACTGCCA
TCCAGGCGCTGATCGACGCCATGAGGACCCTGAAGATTGACTACGTCGACGACCAGAACA
TTAACAATGCAAATAGATTAAGCCAGCTGGATGTAACCCAGACAACAGAAATGTGGGAGT
CTTGGCAAGTGGACGCCATTAGGAGAGTCTGGAACGACCACGGCGTTCAAAAGTGCTACG
AACGACGGAGAGAGTACCAGATATCAGACTCTGCCAAATATTACCTGAGCGACTTGGACA
GAATCTGCAGCCCGCAGTACATCCCCACTCTGCAGGACATCTTGAGGGTCAGGGTGGCCA
CCACAGGGATCATAGAGTACCCCTTTGACCTGTCAAAGGTCATCTTCAGGAT
>CLMC1075Contig1
TATGGCCGGGGAAGTAATGTTAAGACCAAAATGGCCGCGTTCCATGCTACATGATTAAAA
AAAGAAAAACAAAAATTAATGAATGTTTGGCGCGATATTCTTTCAAATAAATTGGTTTTA
TTTAATTACATTAGGACATGGCAAGCACGTTGGACTTCAGGACCCACGTTGACCAATCTT
GTAGATATTCAGAGGAATTTGTCAACATTTATTACGACTGCATGGATAAAAAAAGGAGGA
ACCTGATCCGGCTGTACCTGGACAAAGCCACTTTGGTCTGGAACGGGAATGCGGTGTCAG
GGCAAGAAGCCCTGAGTGCATTTTTTGAGTCCCTGCCGTCGAGCGAATTTCAGGTTCAAA
CACTGGATTGCCAGCCTGTTCATGAACAAGCAACTCAAGGCCAGACGACTCTACTTGTGG
TGACTGGTGGAATAGTCAAGTTTGAAGGCAACAAGCAGCGTTTCTTCAACCAGAACTTTC
TCCTCACTGCTCAGGCGACGCCGAACAACGACCAGCCCGTCTGGAAGATTGCAAGCGACT
GTTTCCGATTTCAGGACTGGAATAGTTGAAACTGGTTTTTTTTTTTTCCCTGGTGTTTTT
GAACAACTAACAGTTGTTTAAGAAATTTGTTTGGTGTTCTTTTAAGAATAGAAATTTTCA
GAATGTTTTGTAAGGAATGTGACCAAAATAAAATGTTCTTTTGAAGAAACTGTTGAAAAA
AAAAAAAAAGGAAAAAAAAAAAAA
>CLMC1076Contig1
CTCCTTGTTTGTCCTTCGACGCATTGTCAGTTTTTTACGCCTCACTGCATGGAGCGCTGG
ATGAAGTAGAATCATCAAATGATCAGAAGTCACCAGTCCAAGCAAACAAACTCAACCACA
ATGGCCGTTTGATGATTTAGCACAAAGCTTAAATGAGTCTTTCCTCTTTTGGTAACTTGA
GAGCATCTGGTGCGGCCACACTGCAGGCACCGGACTGCTCCTCAGCACTGGGTCTGTACG
TCCCCTCAGTCTGTCTCTTCTTTTTCACCACGAAGAATAACCAACCCAAAACACCCAGAA
CTATGGCCAGAACGCCCAGAGTGACTGTCGGGGCCACAATAGCTGCAATATTGGGTCCCG
CAGTGCTATTAGATCTATTTTCTTCTGCCCTTGGTTTGATTGTGGTTAAAGTCCCCCATA
CGCGGCTGATGCCAATACCGAGCAGCAAAACGCTCCCAAAAACGACTCCAGGTGGGGCCA
CCACATCCCGGGGGGCTGCCATGTCTGCGGGGGCATCAGCTCGGATCCATTTGAGGCCAA
CTTCCTCTGAGAGAGAGCGTGGATCGCCTCCACTAAGCACCTGCTGTGTGGATTCAGCTG
CTTCCAGGTGGTCGAAGCAAAGTGGGAAGCATCGATCGAGCAGGTGGATTCCTGTTGTGG
GAAAAGCTTCCTCCCCACCTGCGCACAGTTATCTACCTGCAGACAGACCCTCCTTTGTAC
AAAGTCGAGGAAAAGAGTTGACTCAAGCGGAGCGCATTCCTCTCCTGCGGTCGCCTCCCG
CGCGCAAGCTTCCTTTCTTCCTTCTTTCCACCTGCTCTCCC
>CLMC1077Contig1
TAACCCGGGCATTATGGCCGGGGGCATAATCTCTTGCGACATCATGGCTCTGTTTCCAGC
TTTTTCTGAAGTATCAGAGAATAAAATAGAAAATTCGACTGAAGAATTAGATTGGCTGAA
GAATAAGAGTTTTCCAACTGGGGATGCGCTCAACATTCAGGCTCGTTTTCTAAAGAACAG
CGAAGGGCTGAATGAGAGGGAAGCAAGCGTTGGAAGGGATGTTAGTTCCACTGAAGAGAA
AGCGAGAGGAGATCGAAATGTTCCCCCTAAAACGAGGAAAAGTGAAAAGAAAAGGAAAAA
GAAGAAAAAACACAAAAAGAGGAATGGAGGGGATTCTAGCAGCAGTGGAACGGACTCTGA
CACGATATACCCCAGTGACCTAAAAAAGAAAGAGGAGGATAATGGGCAACATCCTGCTCC
ATTAACAAGTCAATTCTCCTGGTTGGATGACCTTCAGTCATCTACAAAGCAGATGTTCTG
TGTGGACTGTAAACCTGATCCAGCCAACTGGACTTACAAGTCTCTGTACAGAGGCGATGT
AGCCAGGTATAGGAGGAAAGGGACCTCCTCTTTGGGTCTGGATTGCCGGAAGCAGGAGAT
AAGCTGGGAGGACTCGAAGAAAAAAAGAAAGCAGAAAGGAGATGGAGGAGCAGACAGATA
TTTTTCTACAGC



>CLMC1082Contig1
TCTCCGGCGGTGAATATTTCCAGATGCCTCCGGGATATGAAGCTGGAGTGCCCCATGCTG
ACGTCCACCGAGCCCTGGGAGGAGTTCCGACCGATAGTCACCGACCTTTTCTTCATTAGA
TACTCGAACTCCCGGCCCTCGAGCCGGGCTACTGCCGACCCCAACATTCCGCTCACCACC
GCCATCTTCTAAGGGCTCGGTGTGTTTTCTAAACAGAAATATCGACGCTGCTGCAGGGAT
CTCCGGAGGATGTTTCTGGAGAGTTACTGGAAAAAAGAAGGGGGGGCTCCAATTTTTACA
CCGTGGAGAATTTGGCCAAGAACGTGTCAGACCGGGGACACAGCGGCTTCGATCCAGGAG
GAGGGAGGAGACAAGAGGGGAAGCATTGGCCAATCAAAAACGGCCAAACGGACGGAAGTG
CGGTGATGGACGTTCCCGTGAACAAATGGGAAGCGAGTGTGCTTAAGAGGATGTGCGGTG
TCGACCAATAGAATTAGCTGCAGGTTATGGAGGTCGGTTGAAGTGCAGGAAAGGCAAAGA
TGCGGCAAAAGAGGAGAAATTCAAATAAACAAACAAACAAACACGCATAGGATGAACTT
>CLMC1085Contig1
TATGGCCGGGACATCAGTGAGGTGTGGTTCTGTTAGCTGGTATGACCTCAAGTCATGATC
TTAGTCTGAAGGAGAAATTAATAAAGAGCTTTCTTTTTTATTATTATTAAACACACAGCA
AGTGCTCAAAAACCTGCATCCACAGCTGTTGAAGCGTTTCTCCTGAAATGAAGGTTTGGA
TATCCTGTCTGCTGCTTGGCAGCATCAGCTGTTCTCCACAAGGAGATGGATCGAGCAGTC
TAGGACTGAACCACATGTGGCCGTTCTTCCTTTCACCTTTTTCTGTTGGATCAGATTTGT
CTGAGGAACCATCTTCTGTCTCTGACCGTTCCAACCATCAAGGGCTCCTCCAGAGCAGCA
ATATGGGTGGCGCTAGAGATCCAGGGAGCAGCAGCCCCCACCAGTCTGCAGAGGAGAGCT
GGAGCCATGCTCCTGATCAGGAGGAGCCTTTCTTCACCGACATGACCGGTCATGATCCGG
TCTTCACTCTGGACTCTCACACAAACTACCTGCGAAAGAGGAACATTGCTACAAAGGCTA
GCTTCACCCCGAGGGGGTTGAATCCCCAAAAGGCCGTGGCCTTCATCCTTAACCCTCCTG
ATGGTTTGGCCAGACGGAGTTTTTGATTGATCGAAGTCTTCAAGATGGCCTTCCTTACCC
ATATTTGGTGCAAATAAAC
>CLMC1087Contig1
TGGAAGTAAAGACATTCAAGTAGTTTGAATGATCTGCACTTACTATTAGGAGTGTAAATC
AAGTTTTTAAAGTAAAAAAAAAAATTCAAATAGAAGTGAAACACAGTATTTTGCCACCAC
ATGCATCCGTTTTTTAGCATCTCTCAGTGATCAGATTTCATTTACATCCTTCCTGCTGGT
TGTTGTGTTCTCCTCTTCCTCCGTTTGCACAAACGGCGTTCGTCCTGCGAGGCTGTAAAC
CTGGCCTGAAGCTGAAGGTGTGTATGTGTGCACTGTGACTCAAAGCATTCCTGCAGAACT
GCACCTGTTTCATTCACAAAGGACAGAAACTGCACAGATGTCACATAGGTGCGTTTCTGC
ACAAATTCTGTTCATGTCCAAGCAGGCCGGCAGGTTTACGCCTCAGAGAGACAAACCGAA
AACCTCTCATCTGAAGGAGCTGGAACTGGATGACAGCAGCTGCATGTGTGTGCCACAAAG
CTCCATGTCCAGCGTCTGACATGCCATGGATGTTGGGACCAAAGAGCGAAATCCACCAGG
AAAAAAAACTCAAGACTCACCAACAGATCCTCAGTAATCCATAAGGAAACCCAGACGACT
TGAAGAAGGAACTGAAGAGTGATTCTGTCAGCTCCTTCTACTTGTCTCTGCAGTTTCCCC
>CLMC1089Contig1
TATGGCCGGGATCCACATTAAGATCAAATGTGATCTGAAATATAATTTTTCATAAACATT
TGCTGAGAGAAGAAAAGTAACTTGGATGAGGATCCAGGACTACTCAAAAAGATATGACAA
TTATACCTCAGAGGGTGATGAATGTAATGCAAGGGTAGCACTACTTACTGAAACCAAAGA
TATGAACTTACAGTTTCCTCACTGTAATCTATTTTTCAGTGCCAAGGGGTCAAAGACGTT
TATCTTTATACCTATAGACTAATGAAGCTCAAAGCTGTGTGTGTTGGAGCTCCATCCAAC
TGTGAAAGAAATACCAAAATGTACCTTTTTTATTCTATGCCATGCATTTGTTAAAATCTT
TATTACATAAACCTTTTTTCTACATGGGTTTCTGGGATGGTGGAGGGTGGTGTCGGGGCA
GTTTTACACCTAGGGGATTTTGTATGTTTGTGGGGGGGTTCTTATTGTACACAACTGAAT
GTTTTGTGCCAAAGCACAGACAATGAGGCACTTTGATTTGCATGAAGGTGTGCTGCTTTG
CTCCTCTCCATTTTAGACTGCACAATTATGCTTCTAGAAATTCTCAGG
>CLMC1093Contig1
CTTGAACTCCACAGTGACCAGCTTGTAGGCACACATGTGTGGACAGTTAGGGTTGTTAGG
AAGTTCACTCTTCCAGTCAGGACCCAGAGGCCCTCTGCCCGTCTTCTCCGACTTAAAGAT
GGATGGATCCTGATCTGCCTTGTAGTCCTTTGAACTGATGGAGTTTTTGTCAGCGATGTC
AATGTTAACAACCTCAACGTTGCCCCATGTTTTCTCATCCAGTCCGTGTACGTTCTCCTG
GTTCCCCATGTCAGGTTTGTGCCACGTCTCAATCTTAATAAGGAACTTATCTTTCATGTA
GGTGTTTGTAAGGATCGTTCGACAGTAAGGATAAGCGTTCCAGGCCTTCTCGTGAATCTC
TAGTGAACCTTTTGGAGCCACAGTCTTGATAAAAGCTGGCACTTTGCTCTGCAGGTGGTA
GACCTTGTGGGTGAACTGTCCCTTCTCACCATTCTCCTCATACGGCTCATTGACCAACAC
CTCCACGCCTTCTCCTCCACCCGTTTCACTCTTACTGGCTTCTGCTACGGCGTACAGCTG
CCCCACTTGGTACTCTTCCACTGAGACGGGCAGAACGATCCGGAACTCCTTGATGAGCAT
GGTGGTGTCCGGGCTTTGGAGGCGCGCAGAGAGGAGCTGGACCGGCAGACAGATGCTTCT
TCCCGGCTGACAGGGCGCTTTTCACTCCGGCCTCTCTTCCTGGGAGATGTCGTGAGTGTT
GAGGGGGCGCGGCCTGCGCACGAGGACACACCCACCTTTCTTCAGGTGAGGCTGTCCCCG
GCCATA
>CLMC1099Contig1
GGGACAGCAGCGGGGTCCACGGACAAACGGACGACGTGACCCACAGCGTTGCAGGAAGCG



ACCTCTCGACCAGCAGAATGTCTTATGAGGAGATCTTCTCGCTGGAGGACCTGCGGGAGG
TTCGGAACCCGTGGAAAGGCTTTACCATGAACCGTTGCCTGCTTCTGACGATGGCTGTGC
TGCTGCTCAGCTCAGGGATCAACACTCTGCACGAAGCCGTGGATGCGTTCGTGGAGGACT
CTGGGATCCGGTCTCTCTGTGGAAGTCTGCAGTCCGGTTCAGTTGCTCAGATCTCCATGT
GGGACAGTCTGATGTGGTGGTGGAGATCCGAGGACGTTGGAGCGATACGAAGAAGAAAAA
AACTTTTAGGCAACAAAGTGATCCTGAAATCGAAGAATAAAGAATGATACACCAGAGCAG
GGGTCGGGAACCTTTTTGGCCAAGAGAGCCATAAATGCCACATATTTTGAAATGTAATTT
CGAAAGAGCCATACAATGATGTAGTGTCCCTTTCCCACACTGAGGCACGGAGACTTAACC
TCTTTTAAAGTTCTTTATTCCGATTACTGTAAACCG
>CLMC109Contig1
GCAGAAAAAGCAAATGATCACAACAAAAAACAGTTGCATAACACTTAAACCGACAAATAG
TCCATTCTGGAAGACTCACTCAACGAAATTCTCCTGCTTCAATAAATGTCCTTTCAGTGG
TTTGTTGTCTCAAGGCTCATGACAGCGTTCTGAATAAATGTGAAGGTAAGTTCAAGTTTT
TTGGGGTGCTGTAGGTCCAGAGCATAGATGTCCCGAAGAGTAGAAGAGATTAGTCAGCCA
GATCTGTGGGACCACTGACGGCAGCATCAGGAGCGTTACCACGACAACTGAGAGGAGAAC
CACAGCAGTGTCTGTGAGGTCTGGTATTAGTACAGGTCTTGAAGAAGTTGGTGGCATCTT
CATGCAGATAAACAGGAAGTGCAAGGAGGACAAGTGCCCGTCTCATGTTCACATCACGCT
GGTCCTTTTCTAGATGTCTATTTCTAGTGAGAGGACAATGCAGTGTTTATGGCATGATCC
ACCCACACTGACACCTCTTTCCTGGTGAAATGGTGACTTTCTGTTGAACTCTCTGAAGTT
CAGTATCTCACTGGCCTTGGCGTCTAACTGGAGGTGAAACACTGAACTCTGTAGTTCGGT
ACCAAATTAAATCAGGGCTGAAGACAAGACGGCGCCACTGAGGAAAACATCAGCGATGAG
GCGGATGGAAAAAAAACGAGGTTGTGGCGTCTTGAAGCGGGACGAAATCACAACGCATTG
CAGAAAAATAAAATGCTCGACTTTCAATTTCAAACGTCGCATACTCGCATTCGGCCCCCG
GCCATA
>CLMC1104Contig1
TTTTTTTTTTTTTTTTTTTTTTTTGACAGTGTATTTTATTTTATTATTCAATGTAATATC
TCACACAATTGGGAATGAACTAAACCATTTTTAGTAATCAAACTTGCTCCTTTGATGTCA
GTGGAAGTTTTAAAGTGTTTCTCCTGATCCTGGTCTCTCTACATGGATAGACAAGGAAGC
AGCTGCTGGGTCATCAAGGAGCCAGAACAATTCCCCCTTTGTTGGGGCAACACGAGCAGC
TGGATAAACAGAACCTTCTCTACCCTCCAGGACCTCCTTCAAAACTTGTGCTTTGCTGCC
TCCTGTTGATACAAAAGACACACAGCGTGCAGCGTTCACCACTGGAAAAGTCATTGTGAC
ACGTTGAGGGGGTGGTTTGGGGGAGTCACTGATGGGGGCCACTATCTTCTTGTTCTCCTC
CAAAAGAGGGTGGTCTGGAAAAAGGGAACATGTGTGTCCATCAGGTCCCATCCCCAGGAG
TAACAGGTCAAATACAGGAAACTCGTCATCTGGAAAGGCCTTTTTCAGTTTACGAGTGTA
ATCGTCAGCACAGTCTTGCACAGACAGAGACGAGTCAATGGTTAAGACTGCATTGTCAGG
GATGTTGACCTTGGAAAACAGCTGACTCTTGTAAAGTCCATAAGTACTTTCTGGATCATC
GAAGGAAACCAGTCGTTCGTCACAAAAGCCTACCACCCACTTGCTACAGTCCAACTCGGG
CAAAGCAGGCAGCTCCTTGCTAAGGATGTTCACAAGACTTCCTCCGGAAAGACCAAGTGT
GAACCGGCCACGAGAGGATATGGCTTTCTCAGCCCGTGATGCCACTAAACTGGCCAGAAC
TGGACCCAGTTCTGCTGCAGAAGGAAAGACCACAACTCTTCTTCCAGCCATGTCAAGAGT
GGAAATTCGGTAGCAGATGGTTAAGACGATTTTCTTTAGCAAAATGCG
>CLMC1109Contig1
GAGTGAGCTGTCTGGACATCCTGGGCTTAGATCGGGTCAGTAAAGAGACACCTGGGGCGC
TGGAAGGGGTGACTCAAATTGACCACAGTATCTACCAATAGGAAAGGTATTCTTTTAATT
CTTGTTCTGTTGACTTTATTTCCTGGAAAAATGAATTCCCTCAAAGTGCTCCATTGCTGT
TGGATATATTGAAGCAAGTTGTTTTCCTTCTCCTGAGTGGGAGGGACAGTCAAGCCAAAA
GAGCAGGAAAAATGTCCAAAAAGGAAGAACGCAGTGACAGCTTCACACTACGCACACACC
AAAAAAATCAAATTTAAAAAACCACAACGAAATCCCGACTAAATCGAAAACGAAATCCCA
AAACGATTTCTTCAGTTGAGGAGCAAAGAAACCCCAGCAAAAATAGGAGAGCAGTGTTTT
GCGTTGGTCAGATGACAACTTGTGTTGCTGCTCCTCTCTGCTGTCGCGCTCTGCTGCCAG
TCGGTAAAGGAGGAGGGGGTCGTTTCCTCTCTCTGTCTGTACTTTTTTTTTTTCCCTCTC
GCATCCGGTGATTGCAGTCACGGGCGCACGGGCTTGGATTTGCGTTGGTCCGAGCGTCCT
CTGCCTCTCGCGCTCAGCTGGAACGGACACGGGCAGTTCACGTGACGTCACACATCGCGG
GACTCGGCGTGCCTCATGAATAATAAGCGTTTACTATTAATGAGACACGCCCACACTTGT
TTCTCTACACTGATAGTAATGTTTTTTTTCACTCATATTATTTTTATTTTACCGAGCAGA
AGACGAAAGACTTTGCTTTTACATAAAAACATATTTTTACAAATACAAATATATTTTTAA
TATATTTTATTTCCAAAGCTATATGTTGCTATTCTTTACTTGAACATACTTTGGGCTGTC
AATAATTATCTGGCTCTGCTGCAGGCATGACTTTCCTAGTTCCTTGTAATCCTCGGAAAA
CGTGAGTCTGCTGTTTTTTTTTTTTTCAGAGAGAAACTCCAGCACGTTGCCTCCCGTGCA
CAATAGCTGCTCCTCCTCACGTGTCCCCGGCCATA
>CLMC1110Contig1
CTATGAAGGAGCGCCGCTTGGTGCTGAGCTCGGACGCCATGCGGACGTTGGTGCACAGGT
TCAGCATGACCAGCATGGTGCAGATCATGACGATGCTCTGCCACAGCAGCACCGTCTCGA
AGTAACGTCCAAACCGGAAGAGGATCCTCAGGATGTTTGCCACCAGCAGAACCAGACACA



CGTAGGTGGAGAAGCCCTCAGCATTCTGGGAGCGCCGGATGTGTCTGTACTGGGGGACGT
AGGGAACGACGCCCCCAAAAACCATGGCACCAGCTGCAACCCAGGTCACCAGGATCCCGA
ACCCGGAAACCAGCTGATCCAGCAGTTCCTCCTCCATCTTCAGTAGCAGCTGTTTGTCAC
CGGATCCTCCCGGTTCCTCGTGGTTCCTCTGCGGTCATACGTGAGCCGCAGCTGCCGGTG
TTTACAGGAAGAGCTGCTGCCACACCTTCATCATGGTCGGTTACGGCGGAGATGATGATC
AACTTTAGAGCGATTGATTGAGTTTCTTAGTTTTCCGGGTCCGCTCAGAGCCGCTTCGGT
TCGATCCGCAGAAATGTCAACAACTGTATAAAACGACGTACATTCATAAATCTACAAGAA
GAACCGTTTAAATCTACAATGAAATAACTCAGTTTCTCGATACTTGCACTGAGCGACTGC
TACCCC
>CLMC1117Contig1
GGGGGAGCTGTTGGCTTGTTTTGAGCCTCACAATGGGGACACTGCAGTTATTTCTTAGCA
TAGTCTTCTGCCATATCATATCTGCTGACTCTCACTTGAGATATGATGACGATTCCGTGG
TTTTCCGGGATTTTGGAGGAGTTTTGGAAAATGAGTTGTTTCCCTTTGACAGGGACTTAG
AACTTCTGCCGTTTAATGACATCTTTGGCTCGTGGAGAAGCTGGCCCCCATCCTTTCCCA
TGGACCCTGGATTCCCTCCTTTCATGACTGCTCCCAGAGTCCAGGTGTCATGTGATGAGC
AAAAATTAACCGTGGTGGTGGACAAAAAAACCTTTGGCCTGACACTCTCTGCAGCGGACG
TGCAGCTGGGTGACTGTCCCAGCAATACAGAACTGCCGGACCAGTTAGTTTTTTCTTACC
AATTGGATGAATGTGGGACTAAATCTGTGTTGCAGAATGGTGTAAAGGGCTTTACAAACA
ATGTAAACCTCAATCCCAGGAAGACTCTCCACCCCTGGTGGCAAACTCCACTGACAG
>CLMC1122Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTGTATTCTCACTTGGGCATCTGCACGCCGCGT
GCGTCTTTGGTTCGCAGCTGTGGTCCACGGCAGAAGCCTCGCTTTAATTCCTTTAATTAT
CCGCGTCTCAAAGCGCGTCCGCGGCTGTCGTCCGTTCTGAGCATCTCTCTGTCTGAGCAG
TCCTGCAGATTCTCCCAACCGCTCCACTGCGCTCCGAGGTGCAGCCTTTACCGAAGCCAG
AGCGCAAAAAACATCCGCGGGAACCAATTCTGCCTCTGCTTTATCTTCCTCTACGTTCTT
TTTTTTTAATTATTATTAGTATTTGTCGTTATTTCAATTTATGGGTCTTTGTTTCCCTCC
ACGAAAAAAAAATCTCCGGGTCTCTCCTCGTGTTTTCCGCTCAGCACTAGCAGCGCTCCT
CTTTTTCTTTCATTATCTCGTGAGATTTTCCTCCTCCTCCTCTTCCCTCTGCCTGCCACT
TCATCGATCTCACCACCAACTCTTTCCCCTTTCCTCCCC
>CLMC1128Contig1
TATGGCCGGGGAGAGCACGAGGAGCACAGCAGAGTCGAAGTCCCGACAGAGGAGCAGAAA
ACAGTTGAAGCCACGCCAGACAAGTTGCTGTGTTTTGGTTATGTTTTAAGTTTAAGAAAG
CATTCCCTTTTCGCACCTGCCATATATAAACGGAAGAAAACCCATCTTGGCGTCTGTCAT
TCCTTGTGTGGAGGTGTTTAACTGACTGGATAGTGGGAAAGGCTTCCATGAGTCCAGAAC
AGCCAACAGGAGAAAACCAACACATGGTGAAGAACATGCAAATTCTGCGCAGAAGGGCTC
AGCCAGGATTTGAACCAGGACTTATCATGCCGTTAGGAGTTCTTGTTTCTGTGGGATGGT
TGCCGTGGTGCCCAGGAAGATCTGTGCACACAGACACATCCCAACCAATCTGAGCCAGGC
TGGATGACTTTAAACAGAATGGTGGCAGCCAGGAACGTAAACAAAGTCAAAGCTCCTTGT
GTGCTCAATTTTTCCTACTGCGATTGCAGCCACCTGCTATGACAGACTTCATCCTCCACA
TTGCACATAAC
>CLMC1129Contig1
CCCTGCGAGACTGACTTGGAGGGAAGTCAACGTCGTTAAGAAAAAGACAAAAAAGAGGCG
AGGAGATAAAACAAAAAAACACAGAAAAGCTGCCCCAGGAGCAGTGAATTGTCTTCATGG
CAGTTCGTCGAGGACACAATAAGTACTTAAAAGAGGTGTATGAAATGTCTAACGGTTATG
AAGACCACATGGTGGGAGGGGATGAGCCAAAGGATGCCAAGACCAACCTGATAGTAAATT
ACCTGCCTCAGAGCATGTCGCAGGATGAGCTGCGAAGCCTCTTCAGCAGCATTGGAGAGG
TGGAGTCTGCCAAGCTGATTCGAGACAAAGTCGCAGGCCACAGTTTAGGGTACGGATTTG
TTAACTATCTTAACCCTAGTGATGCAGAAAGAGCTATCAGTACTCTGAATGGACTAAGGC
TACAGTCCAAAACTATCAAGGTGTCATATGCACGGCCAAGCTCAGACACAATAAAGGATG
CAAACCTGTACATCAGTGGCCTGCCTAAGAACATGACTCAAAAGGATGTGGAGGACATGT
TCTCATGTTGCGGACGTATCATTAATTCTCGTGTCCTTGTAGATCAGTCTACAGGTACGA
CAGGAATGTCTCGTGGAGTGGCTTTTATCCGCTTTGACAAGCGATCCGAGGCCGAGGAGG
CTGTAAAAAGCCTGAATGGCCAAAAACCCCCTGGAGTTACTGAGCCCATCACAGTGAAGT
TTGCTGCCA
>CLMC1134Contig1
TCCGTTTGAGCCAAACGGGCAACTGGTGAAACCTCATAGTTTCTTTCGCAGCTGCGGTAG
AAAACGTTTAAGAGACATCCTCGTTACCTTTTCTCTCTTTACTTAATACGTAACACTTGT
GAGAACAAACTTTGTCGGTTAGTTTTTGGACTCAAACGAACCCGCTACTGTGCTGCTCGT
TGAGTTTTTGGGATGGCTGACACTAGTGGGACCAGCCCTGCGGCCAACTGCCTGGAGAAG
CTCAAAAGTTACGTGAAGACCCCCAAAGGTTTCATCCTCTTTGCAGAAATCTTAATCAGC
TTCATAATCATCATCTGCTATGCCGCATCTCATTACGGAGGCTACTCCGCCGTCGCCATC
GTTGAAATGGTCATCACCATAATCTTCTTTGTCGTCTTCATGATGGAGTTGGACAAACAG
TTCCTAGTGGTGAACTGGGTCTGGAGTGATTTCTTCCGGGCCACTATCGCCGCCGCCCTT
TACATTATCACTTCCCTCATCTGCGTCATCGGAGGAGCCGGAGACGGAGCGCGCATCGCA



GGCGGGGTGTTTGGTTTGATCGCCGGCTTGCTATTTGGGTACGACGCCTACACCATCTAC
TTACAGCTCAAGAGTGCCAGACAGCACACAGCGGCTGCCACTGACGACCACGCGTA
>CLMC1136Contig1
TTGAGGATGGTTTGGATGAATGGTTTATAGAATCCTTGACAGCGTGAGCGGGACTTCCCA
TCTGCATTCTGTCATCATGTTTAAAAGTCGTTTCATAAAATAAAATCCATGAAAATAGTT
TTTCTAAAATCCTAGAGAGGATTTGAAACAAACAGACCTTGAAACAATAACAAGTATCTT
TGACTCACAGTCTCCATAAGATGTGTTAAAGTGTAGATTTAAAAATGGGATTGAAGCATA
TTCCAAAAACATCAAATGGGGAGCAATGTCTGAACTGTAGACACACACTCTCATATTTTC
CTGCAGGGCTGATGATGTCTTTGCAGATGTCTGTGTTTCCTTCCTGCAGGTACAAAGATC
TCCATGTTTATCAGCTGGAGCATCCCACCCAGGTCATCGAGTGGACATCTGGGAAAACCG
TTTGCGTGGCGGGATACGGTTCCTCCAAAAACCAGCTTTTGGAGCTTCGATTACCACTCA
AGCTTTTTGCAGAAGAAAACAAGGGTCTCTGTGCAGAGCGGGATTTTAAACTTCTCCATG
GTGGTTTCTCAGACGGGCCAGTTGGCTGCCTCAGACATGTCCCAGCATCCAGACTGATTG
TGACCAATGATGGACAGGGGACTGACCTGCAGGTGTGGGACCTTGGAGGAGATGACAGTG
ACGTGATCAGAAGAACAGGAACTGTCAAAGGGAGGGAAAGCGCCCTACAGTGTGGAAGCA
GGATTGCAGCTTCACCGTCTTCATC
>CLMC1141Contig1
AGGATTTATTCCAGACTAACATAACAAAAACTCAAAAGAAAAATACACTTTTTGTCAGAG
AAAAAAAGATATTTTCTTATAAATTTCAATTAAAATTGTAATTTTCGATGAAGCAAAAGT
TAACAAAATTCTTTCTTAAAAATTGCATTTACACCTGATCCCAAAATTTATTGCATCAAC
ATTTAAAAAGTCAAACAGGAGATGAGAGAGTGAGGTGATAAACAAAGACTTGACAAACAA
AAATACATTCAAATATGCATATAATGCATAGGAAACAATGATCCCTTTTAGGTGGTTTTC
CTTAGTTTAGTCTTCAGCTCCGACATGAGGGGATTTCCAAATCCCAATTGTCCTGGAGGT
TTCCATTTAGGCCGGTGTGGTGCTTCATCCTGCTGCGCTGCATCCTTCTTCTCTTCTTCA
GGTTTCTCAGGTTCCTGAGAGTGGGTTTTCTGGTTGTCTTCATCAGCTTCCTCAGCTTGT
TGTCTTTTCTTCAAGACAGGGAAACCTGAACCAAGTCCAGGGAGCTTAAATCCAATACCC
ATGCCTGGAATCCCTTTGCCTGGCACGTTCAATGGAGGAGTGGGATCTGCGGAGGGCTTT
AGCAGCAGGGAGCGAGGATTTTTGGGTGGCCTCACGCGAGGGTTTTTAACGGCAATTCGT
GACCTTTGCGAAGCAAAGTCCAACACAGGACAATCCACCTCAGTGCGATTTTGCTCCAGT
GTGTCCTGATGGAGAGACTCAGTGATGTCTTCTAACCACCCCCGCTGCTGCTCTGACTCA
CTGAGTTTGATTCCATCTGGTGAGTCAGATAAACCCATCTCAATGGGTTCTGCTCCAACT
TGGGAAAGATCCTCCCATATTCCCAGAGATTCAAAATCTTTGTCCCTACAGGCTGTCTCC
TCTGACGTCATATCAAGTTTTCTATCTGGCAATTCTTCCATTATCCTTCCCTGGTGTGTA
TTCGATTCCTGATGTTTTTCCTCTGGAGATGAAACTCCAGAGTCAGTGTCAGATCTCAGC
TCGGTGATATCTTCCTCCTCCACTTCCAGATGAAGCTGCAGCGTTTGATCTGCTCCTTCG
GGAGGTTCAACGTTCTGTGCAGAGAAATCTGGTGAAGCTCCACTGATATCACGTCCGTCC
TGAAGTGAGCCACCGATCAGAGTTCCAGACTCCACAGCAGAAGATGTTTCACTTACAAAT
TTCCCTGAGTTTGACTCCTCGAGCTGCTCCGTCTCCTTCAGAGTCTTTTTTCCTGGTTCC
TCCTCTAACAGATCACCTACGATGTCTTTCTCCAGCTTGGACTTTCTAAGTTCTGTGTCC
TGAA
>CLMC1144Contig1
GCTGCATCCCATCACAAATTTAATTGTCAAGTCAAAAATACATTTTTATATCATATCTTT
TTTATCAGTCTGCTACATGAAAGAAACACAATCATCAGGATGAGTTTTTCTTTTCCATTA
ATCACAAGTTTGCACAATTATCAAGACGTTAAAGGAATTCAAACAAAGCTACTCCTTGCG
GAACTACAGATGGAGATGAGTACTTTTTGGTCAATGCATCCATTACATTTTCAAGGCAAA
CACAAGCCTCACGATTAAAGAAAAACACAAAACACCATATCCACAGAACGATGAGTAAAA
TCAACCTTTTAAAAGGTGGAAGCCACAAACATTTTGCAAGCTAACGTCAATTTAGTTAAG
CTCCAAAAACTAAAAAAAAAATCTATATTAAATAAAAAGTTCTGAAATGTCCACAAAAAA
TGTTGAATGTTTTCCAGATAGAAATAAACTGAATGTGGTGGTTCACTATTCTTCGTCTGA
CTGTTATCTTCCAAAAAAAAAAAAAAAAAACAACCAGAGAGGAACAGCGTGGAAATATAA
TTAAATTTATACCCCGGCCATAAGGCCCGGGT
>CLMC1155Contig1
TAACCCGGGCCTTATGGCCGGGGATGGCGGCCGTGTGTGTTTGTCCATGAGGTGGGCGCC
GCTCGCTGTTCTTGGAGTTTGTGACTAGAACAACCCCAGCAACTGGATGTCATGGCTGGA
GTGTTTGACATAGATTTGGACCAACCAGAGGAAAACGTCTCCGATGATGAAAACGAGGAG
GGTCAGCATCATGACTTTATGGAGCAGTGCAGTGGGTTTGAGTTCAACATGGACGACTGT
GAACAGATCGAAATCTCCGAGGACAATGTCAACCAAGGAACAGAGAGCATCAGACCAGAG
TGCTTCGAGCTGCTGCGGGTTCTGGGGAAGGGTGGTTACGGAAAGGTTTTCCAAGTTCGT
AAAGTTGTCGGAGCTGCAGCTGGCAAAATATTTGCCATGAAAGTTTTAAAAAAGGCGATG
ATTGTACGCAACGCAAAGGACACAGCCCATACCAAGGCAGAGAGGAACATCCTGGAGGAA
GTGAAGCATCCCTTCATCGTCGACCTCATCTATGCCTTCCAGACTGGAGGGAAGCTGTAC
CTCATCTTGGAGTACCTGAGCGGAGGAGAGCTCTTCATGCAGCTGGAGAGGGAGGGCATC
TTCATGGAGGACACGGCCTGTTTTTACCTGGCAGAGATTTCAATGGCCCTGGGTCACCTG
CACCAAAAGGGCATCATCTACAGAGAC



>CLMC1161Contig1
GGGGTGACAGACTGCTTTAGTTTGGAGCAGCCAACAGTGAACAACCTCCAGCCTCTTGTC
TGGTTAAGCGACACCACGCGACGGCTTGCCCACACAGAAACACAGGACCAACCCTTTTCT
TCTTTTTACAACTTTCTGTTTTTCTGTGGTTTGTGCAGATTAGTGATGGAGGATTAAAAT
GGTGAGGAAGAAAAAACGTCCACTTTCTGAAATCTGCAGAAGCATGATGTGGGATGGATA
AACAACAACCAAACTCTGCTATGGCCTCTAATGACCCTGACCTTCCTGACCCCTCCGATG
ACCCCCAGCCTGGTGACCTCATTGAGATCTTCAGACCAGCTTATCAGCACTGGGCTCTCT
ACCTGGGAGATGGTTACATCATCAACTTGACTCCTGTTGATGAGAGCCAGGCCGCCGCCA
TGTCCAGTGTGAAGTCCGTCTTCAGCAGGAAGGCCGTGGTGCGCATGCAGCTGCTGAAGG
AGGTGGTGGGCAGCGACTCGTACCGCGTCAACAACAAATACGACGACAACCACACTCCCC
TCCCCATCTGTGAGATCATCGAGCGAGCTCAAGTCCTCATTGACCAGGAGGTGTCTTATG
ACTTGCTGGGGAGCAACTGCGAGCACTTTGTTACCCTTCTGCGCTATGGACAGGCGGTGT
CCGAACAGGCTTCACGAGCCATTGGAGCCA
>CLMC1168Contig1
CCGCCAGGATCCTGATCCTCCGTTCATCCATGTCCTGCAGTTTATTAAGGATCTGTGGTA
TCTCAGAGTAATAGTGGGACTTCTGTTCCTTGTTGTATTTCTGCAGCTCTGCAGCATAGT
CCGTCCTGCACTCGTCTGCTATGTGTGTCCGCACGTTTGCATGCTGTTTAGCTTTGTCGA
CATCCGGCTTGGTAGAGTTGGTATCACTTTCAATTTTCTCTGCTTGTAGTGTTGCTTTCT
CAGCCTCTGCCCACTCCTTGGCAGAACGTTTTTTTATGGTTTCTAGGTGTTTAAAAGCAG
TGTCTAAATTCTGCTGGGCCTTCTTGACATCTAACAGGTGATTTTTGCGCTCCACTTTAA
AGTCCTGTAAATGCTTAATGAGTTCGGTACAAATGGTGGTGGTCATGCTTTCGGCAATGA
CCTCCCGTTGTCCCGCGTAGTCGTTCAGCTCTTTCAGGATTTCCTGGAACGCAGCATGAT
TGCTGTATTTGCAGTCCTGGTCATCTTTATTTCCTCTTTTGTTGTACTTCTTTGTCAGAT
TCCTGAGCTGCTTGGCGTAGTTTTGCTCAATGTCTGTGCGCTCCTTCACAAACTTGATGT
AACGGTCCATCAGGTCCAGGCCAGACTGAGTGTGCTTGTCGATGACATCATACTGGTCCC
AAAGGTCCGTTCCCCAGTCCATGTCAGCTGGAGGAGAGCTGTGCCGCTAAGAGGAGAAAG
ACGGAGCTTCGGTCGGGTCGAGAAGGTCCTCCTCGCTCCCTCAGTGCTGGAGACTAAAGC
GGAGATGGCGGAGGAAATGTTACGAGGAAGTCTACGCCTTCTCCTTGGCACGGACTCGCC
CGTCCTGTTTCTTACAGCCAGCTACAGAAAGAAGGGGGGGAAACCCGCCCAGCAGGCGCT
TTTTTTTCCCTTCCTGAAGCAAGTTCAGGTCCTGTCCCCGGCCATA
>CLMC1169Contig1
CATACGTAGCAGTGCCACTTTGAGTTCTCGTCGGTGATGTTTGACAGCTCCTTCCTGCCC
AGGTTACGCAGAATGCACTTCTTGCAGAAAGCGTTGTTGCAGTAGTCACAACATATGAGC
TTTCCACCTTCAGCACACCACCTGCATTGCTCATCCATCCCATCAGAATCTTTGCTGATG
TCATCACTTGTGTAGTAGTTGTAGCATGACTTGCAAATTAAGACTTTAAGCGCAGGATGC
TCACACACAGAGTTGCGCTGGAACTGGTTTACCTACTTTCCACAGGCAGTGCAGCTGACC
TTCTTTTGGAGGGTGTCGTCTGGAAGTTTTTGTTTGAAATCCACTCGAAGCTTCATGGCA
CCTTTATTTTCATTTCCACTGGGCCTCATGACCAGAGTACCTTTAGATCTGCTGCTGGTG
TTACCTTCAGATGGATTGTCAGAAGTGGCACCTTCATTGTAACTGTCAACTGAGGGGTCA
GATTCATTCTCTCCAGTGTGCTTCACTACGGTGGTGGGCTTCCTCCTGTTGCGTGAAGAG
GAAGGCTTTGTACTGTCCGCCGAGCTTCCAGGCTCTTCCTCTTTCCCAGCCATTTGCTCT
TGGAGTGATTCAGTGGACTCTAAACTCATTTTACCTGATGTTGGCTTGGTGATCGGTGCA
TGCATAGGCCTTTCACCCCGCCTCTGTTTATACAATGCGATGAACTCGCGCGTTTTCCGC
AGCCTGGAGCTACATCTGCTTCCCACCGTCGTCATTTCCTGACGGACAAAGTTGAGTTTT
GTTCTAACTATACCCGGCCTAGTTCTAACAGAAATGGAAATTTTCTGTGTTGCGGAGCAA
GATTTTGGGCTTAAAACCGAAAAAACTCCGGCCAAGAGAGACAAAGCAAAGGGACCATCT
TGCCGGATGACTGTGGACGCAGCAAAATGGCGCCCCCCGG
>CLMC1171Contig1
TATGGCCGGGGACCGTCGTGCTGTCGCCTCAGTGCTGCGTGCATGGCTCGGAATGGCGGG
TTCTTTTTCACAAGCGCTTGAAGAACTTCTGAACCCTGAGCCCACATTCATAGATCCGGA
GGATCACGACGTTCAGGAGTCCACGCGAGCGCGCGTAATCCACAGACCTAACGATGAAGA
GGAGAAGGACGAAGACGAACAACACGCCACGAGCGCGCTGCGGATACGCAACTGCGATCC
GCAGTCTGACACGCGGTACAAGGGAAAAGTGGTGACCCGCAGACAGCTGCTGGATGAAGA
GGAGGAAGAGGACGACACCGAGGAAGAGGAAGAGGAAGCTGATCTAAAATGTAACAAACC
ATACTTGAAAGAGAAGAAGGTGAAGTTGGAGGGGGAAGAAGAAATCAGCGAAAAAGATGA
AGATGAGAGTCACAAAAAAAAAAAAAAAAATAAAAAAAAA
>CLMC1173Contig1
TTGTGGGTACTGTCATGGGCGCTCACACCGAGCAACAAGCGAGCAAACGATTTTGTTGTT
GTCACTAACCAGTATACCATTTTAGAAATTGAACTTGGCATTTTAACGTAAACTGTTGAC
TTGCTAAGTAGTCAATATGGCCTCTACTGCTGCTGGAAAACAGCGGATACCAAAGGTGGC
TAAGGTGAAGAACAAAGCCCCAGCAGATGTGCAGATTACAGCTGAGCAGCTGCTGAGAGA
AGCCAAAGAAAGGGAGCTTGAACTTCTGCCACCACCTCCGAAACAGAAGATCACCAATGC
AGAGGAGCTAAATGATTACAAACTGAGGAAGAGGAAGGCGTTTGAGGACAACATCAGAAA
GAACCGCACAATCATCAGTAACTGGATTAAGTACGCACAATGGGAAGAAAGCCAGAAAGA



GGTCCAAAGGGCGCGCTCCATTTACGAACGAGCGCTGGATGTCGATCACCGCAACATCAC
GCTGTGGCTAAAGTATGCAGAGATGGAGATGAAAAACCGCCAGGTGAATCACGCCCGCAA
CATCTGGGACAGAGCCATCACCATCCTTCCTCGAGTCAACCAGTTTTGGTACAAGTACAC
ATACATGGAGGAGATGTTGGGTAACGTTGCCGGCTG
>CLMC1175Contig1
GGTATTCCCCACTCCCCCTTTTAACTGTTTTTGTTATTGGCATACTATTTAAAGGGAAAT
TTAAGGCCTTCTCCAAGCACAGAAAAACAAACTAGGGAAGGAAGATGCGTAAACATACAT
TGTGGTCTCGTTGAAACTAGCACAGCTAAATAAGTTGTGCGACTGAATGTGTGCCGTTGT
GTCGACGCTATGTTCTAGCTTTACCTCAGTGTCTGCACTGCCGTTGGAATTAGATTCCAC
TTCTTTTTCCTTCACTGGTTCCGACTTTACTTCCTCCTTCTCTTCTGCTTCTTCGGCGTG
ACCGTTTACTTCTGGGGCAGAGACCTCCTCTTCCTCTGTCACCTTGCTGGTGGGTTCTTC
AGTGGGTGGAGTCTCCTTAGTTGGGGAGGTCTGGCTTAGAGACTTCTGTTTCTTAAGCCA
TGTTGGCAGGTATCGAGAAATTCCTTTTCCTTCTTTCCCCTCTTTTTCCTTCACCTTCCC
TTTTTCTTTATCTTCTTCCTCAGTGTTCAATACTTCCTGGGTTTCCTGCGTTGCCTTCTC
TGATTGGTCTGGCTGGGCAACAGACTCCTCCGCGTTCTCCTTCACCTCTGTCTCAGAGCT
CGCCTCTGTTGTCATGGTGACCAATCAACCTGTGTTGTAGTTGTAATCTCCGCTGATGCA
CACGGCGATGATTTGCTTTTTTACTCCAACGCACACTGGAAATCTGTTCCTCTTCAAAAG
ATTTTGTTTGTCCCACAACCTCAGCCCACTGAAATCACAACTACAGTCAAACCCTGCACG
TCTGCCCC
>CLMC1178Contig1
CATGGAGCTGCTCTCGCCCACTTTGTCCACATACGCACTGATGAAGGGCAGGTTAAGGAT
GGAGCCCAGGACCGGTATTCTCCTGATGAAGCCCACAACCACCGGGAAGAAACCCCTGAA
GAGCAGAAAGAACCCATAGATCTCCAGCACCACTCCAATGATGGGCCAGCCGATCAGAAC
CACAAAGACCCCCCCCAGGAAGAAACCGGTGGCCTTCATCTTGTGCTTCTGGAAGAAGAA
GCGAAAAGTTCTCTCCAGCCCGATGACGAAGGCAAGTCCAGCGACAAACAGGATGTTTCC
AATGGCCAGGAGAGCTTTGTCAAAGAACAGGACCATCCCGAAGAACAGGAAGAACACACC
GAAGCCTGTCAGCCCCATCCCGATCTTCTGGGAGTCCGTTAGTGAAATCATCTTGAGGCC
GGTCGGTGTGGGGCAGGACCGCGCTGAAGCCTCCTAAAGCCTGTGACGGCTGCCACTGCT
CCACAGCACCAACAGCCACGTCTTCCGGAAACACTTCTGCTCGGCAAGTCTACTTCCGGA
ACGATCGAGTGACGTTCAAAGCAGCCGCGGTCCGCCGGTCTCAGACCTCCGTCCGCAGAG
TGACCACACGGCACCTGTCTCCCCGGCCATAAGGCCCGGGTT
>CLMC1179Contig1
TGAAATGATAAACAGTCACTTTATTGTGTTATGTCACAAACAGTAAAAAGAAGGAAAAAA
AAAAGTTTCATCTTAAAGTTGTTGGAAAAAGATTTGTTTCACATGGTGAAAACACAAACA
CACGGCTCCACTTTAGGGTTCAATCACACAAGCTGGCTCCTCTTCATCATCATTCTCTCA
TCTCTCCATCTTCTTCTTCTTCTTCTACACCTCTGATGTACAAAACATTGTTGCACCTGA
CGAGCACTTCACCCAGATGACCCGCCAACGCTCCGTCCACATACTCCTCCGTGTTTGCCA
GCTGCATGTTCATGTATCCGTCCACAGACACCAGGTAGCCTTTGTACTCCATTCCCCACT
TCAGCTTCACCATCACTGGTTTCCCTGTCAGGCCGTTCAGGAAAGGCTTTGGGTTGAGGG
GCAAACTCATTTTGCTCGATTAAGTTTAGACCCGATTAACAGTAAATTAGAAGTTTATTA
TGTCTTCGTCACAAAAACGTTTTAGCTTCACAAACTAGAAGCCCCCGGCCATAATGCCCG
GGTTTA
>CLMC1182Contig1
GCCATAGTTTCTTGAGTCACTGGAATTCGTAAGGTTATCCCCCTCTAGCCATACGTGGCC
TTTTGGAACATACGTGTGGGTCTTGAACAGATCTGATGGAGCACCCGTGCAGACCTTGTC
ACCTTCCAATCCAACTACCCTTTTACATATATTCATATGAGGGTCAAATGGACTTTTTGC
AATTACGATGTCACCCTTTTCTATTTTACAAAGATGACGACTCATGCGCTCATTGAAGAC
AATGTCATGGTTTACAATCGTGGGCTCCATGGACGGACCAGAACACACAACAAACTCTCC
AATGTATTCAAAGGCACAGTGTGCAATGCATCCATACTGGATTGTGTAACCGACAAAGCC
CAAAGTCTTTCCCAACACCTGACGGAACATCTCCACCGACGCCGGATTCAAAGCTTTTAC
CATGCACAAACTGTGACAGTTTCCTAACGCGACCTCGGAATATTCCGAGCCCTC
>CLMC1185Contig1
TTTTTTTTTTTTTTTTTTTTTTNTTTGTTGTAATGCAGCTTCACTTCAAACTTTAGATTT
ATTCTTATTTTTGGACATTTATTTACACAAAACATCTTCATAATGGAACTTGAATTGGAT
TATTCAAACCACATTTCTTTCTGGAGTTTCTCAAGCCTTCTGTTATTCCTTTATTATTTC
ATCCAAGTCGTCCTCTGGGCCTCTCTCGAGACACTGAGTTGGTAGTGCAGAATTTCTTAA
AATGAGGAACATCAGACCAAACACCAACAGGATCCCAAAGAATCCCCCGACGCAACATCC
AATAAGAGCAGCGTACGAGGAGCCATTATCATAAAGATGCAGGACAGCAGAAGGTGCTTT
AGGGTTGTTTTCCTGCTGACAAATGACTCTTGTGCCGTTGTCAGGGAAGGCTGTTCCCTT
CAGAGTCCACACAGCCAGTGACTCCCCATCCTTTATGTAGCAGTTTCCACTGAGAGCCTG
GGGAATATCTTCTATGTGGTCATTTGGACATTTGAGGCTGTAGTTCCCATGGCTACCATA
AAGAGTTAATGTAAGGTTTGGAGATTGTTTAGACACTCCACATCTAAACTCCACAGGTTC
TCCCACAGCCACTGTCACATTAGCTGGAATGGTTTGGTAACCAGGGACCGGAGGATTTGT
TGCTGTGGTCACAGCAGACGAAACAACTGTTGTGAAGTTTTGTGCTGAGGCGAGTGGGTT



CTTGTAAAGGACCACCAGAAATAGTATTGTCAATGACAAAGACTTTGTTCTTTCCATTCT
TTCCATTTTTTCGTTCCTCCTGTCCTTGATTAACGTACGATCTGTGATTCTTGTTCCATT
GAGTGATCACAGGATGAACTAACTTTGGTAGCTGGTAATGTCCTTTCCTTTAGTGGGAAT
GTCCTTTCCTTTAGAGAATGTGTTGATAAAAACAATAGGTTTCCTTGTTTTTCTGTGCTC
CGCCTGTCATTTAAAAGACATAGAACGTCATCTCAAGTCTTTCTTACTTCAT
>CLMC1191Contig1
CCGGGGGCGCACATGAAGGTGTTGCGGTGCGCCTGTCTAACGAGCGGCGTTGAGCCCGGG
CCCGCATTCACCAGGCTCTGCCGCACTCTTTGATGTGTGAGCTCGGTGGCTAGCGGAGTT
GACGGTGATGCTGCTGCATCAGAGGATTTATCCCGGCGCCTATGACTGTGAGATGGAGCT
AACGGCGTTCAAATGGAGCTGCCCCCTCGACAGTTAGCGAGCTAACCCTGCTCGTACAGA
CCTGTCCCGGAGAGCTAATGGGTGCAGTTTCATCGCCCAGGGCTTTCTGTAACATCACCA
CCACGTTGTTACACCCCTGTCTTGTCTACACATCTAACCGATCATGCCGTGCTGCAATAT
TTGCTAACTTTGCCGTTTAGGAAAGCTACACGTGAACGAATTGATCCTACTTCCAAAGTT
AGTAGTCTTCTGGCCGTCCTTGGATGCTTCAGCGATATTAGTGGACGTTGTTTACCAGGA
TGGCACAGCTCTTGGACGGGGCCAGCAAACTGGGCTGGGTTCTCCTCAAGGCTGTGCTCC
GTTTCGTCTTCATGTTCTTCAACAACTGTGTTGCCATCCCATCCTACTGCTTATACCTGC
TGCTGCTTCAACCTTTGAGAATATGGGACAGCTACACTTTCTGGCACATAGAAGGAGTTA
TGTTCAAGTGGTT
>CLMC1193Contig1
ACCCGGGCATTATGGCCGGGGCACACGGACTCGCAGGGCAACGGCCGCGGTAGGTTCCTC
TTGAATTAGTTCCCATTTATACAAAAACAGCCTCTGGAGCTGCGTTGATGACCCAGCGAG
GGAGCTGAAGATGGCAGGTACAGAGGCTGTGTTAGTGAAATGGCTCAACAACCTCCTCAA
GACAAACTTCCAAGAAGTTCAAGAGATGAGCTCTGGCGCATGCTACTGTCAGATCATGGA
CCGCACGATTCCCGGATCAATTGACTTGGCAAAGGTGAAGTTTGATGCTCAATGTGAGGA
CGACTACAAGCACAACTTCACTCTACTGCAGGAAGCTTTCAAAAAGCAGGGCATTACGGA
GGGTATTCCAGTTGAGGAACTCATCCAAGGGGACATTAAGACAAACTCTGAGTTCCTCAA
ATGGTTCAAAATCTTCCACTTGACAAGCAAAAACCAAAAGGCTGTGAAAAACAACCGAGA
TATCAGCCCCAACCCGGCGTCTCCTCCTCCACGAAACTCCCGACAGGATTTGGGCACAGA
AAAGAACAACCTAGTGGCCACAGGCAAAGGGTCACTTTACACCANANAAAAAAAAAAAAA
AAAAAAAAAAA
>CLMC1195Contig1
AACCCGGGCCTTTTGGCCGGGTTCTGCGCCTCGTGGTTCTGGCTCTTTTCTAAGCGTAGA
ACTTGATTTAGTACAGAGTTTGTAAGATTCCAGAGTCTATATTGTTTCTATGACGGTGTT
GCGTTTCTATCTTTCTACTCCGGATGATTGACGGCTGCAGCAGCTTCTCCTTCGGTTCCT
TTTGTAACGACGGTTGAAGAACGGCGCCCGCGGTTCCTCCACGCTGTAGAAACGTTTGCT
TTTTCTCAAAGATGAATCGTATTTTCTGTTAAGACGTTGAAGATTTTTGCTATTATGGAG
AAAATGTAATCTTATGAATATTGATTTTGTACCTAAATTGTGCAATACTTGATAAATGAA
ACAGAAACGGTATAACAAAAAAAAAAAAAAAAAAAAAAGGAAAAAAAAAAAAAACCCAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGAAAAAAAAAAAAAAA
AAAAAAAAAA
>CLMC1202Contig1
CTTCGGCAGGACGAGGGAACCGCCCATCATCAGTAAGACGCGCGGGACTCTGCTGAGGGA
GAACAGCACTTCCAGCTGGTGGAGCACCTCCTCCAGCTCCTGAAGGGTCTGCTGACACTT
GTAATCCACGTCTGCGGAGTGGACCTTCCTTGGTCTCACCACATCTTTATCCTCCACGTC
TCGCTGCTGCTGCCGCTTCTGGGAGAACACGAGCTGCTCGTACGTCATGGGGAGCTGCTG
CCGCTGGTAGAGAACGCATTTGAGGATCTCGCTGACAAAACGGTAGCTGCCATCTTGGGT
CACGGGGCCGGGGAAGATCACGCTCACGCAGCCTTCTTCCTTTGCTCTCCTCACCACCTC
AGCATCCCTGTCCTGCGTGTTTGAGTGGCGTTCACTGGCAGACTCCTGACAGGAAGTGGC
CTCCTCCTCTTCCTGTTGCTCTTCTTGATGAATTTCTGTGTTTTCTTTGTCCTCTTCGCG
CTGTTCAGAAGAGACATCGGTTCCGTTTGGGACCGTCGCTGACAGCTTCTCGTCAGTCGG
TTGAGGAGAGTTTGAATCGTCAGAAAGACATTGTAAACTCAGGTCTAAGTACGTTAAACT
CGGTTCTTCTCGTGAACTAATTTCTTTTTCGGAGGGAAAAGACAGTCGCCGCTTCACCCT
GCTGTCTTCGCTGTTTGCGGCGGATTGATTTTCGGAGACTTCGGGATCTAGAGTCGTTTT
TAGCACCAAACAAGGTTCCGCCATGTTTTTTAAAAGTCGGCGCCTGCTCGGCTCTGCCGA
ACTGCCCCCGGCCATA
>CLMC120Contig3
CATTTTGTCCATCTCCTTTGGTCAAGCAAGTCCCACAAACTTTCGACACCATGACTACAA
TCTTTGAGGCAATCGCAATTCTGAGGAAAGTTTTTGACAAGTATGCTGGGAAAGAAGGAG
ATGCAAAAACTCTGACAAAGAAGGAACTCACAGATCTGCTCAAAGAGCAGCTTGGAGGGG
CTCCTCCAAAACAAGCAGAAATGGACAAGTTCTTCAAAATGCTGGATGAGGATGGCGATG
GCGTTGTCGATTTCAACGAGTATGTGGTCCTATGCGCAAGCGGGCTATGATGTTGGCCCC
CTAAAGGAAAGAACAGTCTTTGTCCTGGTTTACTTCACTTAAAATAATGTTTAAAAAAAA
GGAGTATGAAATAAACCTACGAATTGTAGGTCCCTATAAATAAAGATTACTACT
>CLMC1212Contig1



ATATTTATTTATTTTTGCTGAAAGGTAGTGAATTATTCCGGTTTAACAGCATTAGATCCG
ACTTCCTGTCGGACGTGGCTTAGCGTTTTTTACCGGCCTGCTGATCTGTGAGATCAACTT
TTTACACAAAAAAATCCACAAGAATTATTTTTTAATAAGAAAATCTACATTGTTGGTGAG
GAAAGTAATTTAAGGCGGTGAGGTTTCCCAGGGCTTCCGCCGCCGCTCCATTTGAGAAGG
GGTGGGGCTCTGATTGCTGGCGTGAACGTCCAGTTTTGTGACTCCAGGAACTTCCTTTCC
CTCCTGAACCAACTGCATCACCTCTGCGAAGGACAGCTGTCTGCTCTGTGAGTCGGTGCA
CGTTCCTCTGCTCTGGTCTTCACTCTGGAGGCTAATCTGGTCTTTGTGCTCAGGGGTGAA
GGTCGATGGAGGATGAGGAGCGGAACTCCACTGTTTATAGCTGCTCCGTTCTATCGGCTC
AACAAACCTGTTATAAAAGAAGAGTTTCAGGTCGAGCAGCTGGTTTTTTTTCTCCGCTTT
TGTCGGTTGTTTTCTTCAGAGTCTTCAGTCCGTCCATGAAACGCGGATCAGACTCAAAGT
TGTAAGATTCAAATCGTGAGAAAACTAACTCCATGTTTACTAAACAAATGTTTTTTGTTG
TTTGTTTGTTTACTTTTTCACAGATCCATCTTCAGCCTAGCACCCCCGGCCATA
>CLMC1218Contig1
TATGGCCGGGGAAGTTAGATCCTACCAACGTTTTAGCTCGTAGGGCACCACATTTTTGTT
ATTTATTTTATTTTGAACTTATTCTATTGTTATGAAGTACATTATTTTACTCAATACTAC
ACAAAACTGTAATGTTATAAAAGTTTAGCATATTTACAGTTTGGCTCTTGCCTTTTTGTT
TACGAAGGATCAATACGCTGTCGCAAGCGTCGCGAAGGAGGTTCTTTTGAAAATATTTTT
TCTGCCTTTTTTAGTCTTTATATATTTAAATGGTCATGTGTCGATACCCACTGAAGGCCC
CCCTTTTTTAACTTCACATCCTTTCAAAGAAATGTCAAAATTCAGCCGTTTAGGCTGATT
TGAATCCCAAAAAAAGGAAGGAAGCGACTTGTTCTCTAATCCAGATGTTCTAAGGAACAA
GCCCAAAGCGTCTGAGCCGTGTGCTGACTTCACCTCACCTCTGACAGATTTCTCTTCATG
ACTCCCAGGATGATTTGTTTTATTTCTCAGCCTTTATGGAACAAACTGCCTCATAAGTGA
TTGATCTGGTCTACATTTGGGACGCCTCCAAGTGCCTGGAAGTGAATTGACTCCTAACCC
CCCTCCTTGCTTTTCCGCCCGTTATGGATTCAGATCCGCCGCTCTTCACTTTCTCCATCC
ATCAGTCAAGAGCAGAACAGAGAGGAGCCGTAACAAACGGAGTTTCTGATTCACTCCACA
TTGGAAAATTGGCTCCCAGAATGATGCATGGCGGCGATCTATCCTGCCACTGCCTCCCCT
TTACGTCACGTCAGTCACTTGGCTGAAGGACGCCGGAGGTTTCTGGCTCTTCTCCTCCAG
TCTCACTGAAAGACAAACGACCGGAGTCTGGATTCTGTGTTACATCAGTGGCGCCACACT
GCCATCTTGTGGCAGCTTGTAGGAATTGCATTTAACAAGTTCTTCCAACTTGACCAACTA
AGTTGACATTAGAGAATAAAACTGATGACATTGGTTTCCTGAAAAAAAAAAAAAAAAAAA
AAAAAAAAA
>CLMC1222Contig1
TGGGAGAGGCGCTGCAGGGACAGGAAAACATCCAGGCAGTCAGACTCCTGAGGAACGCTG
AAGTGCAGAACCTGGAAGTTCTTACAGTGAATGAGCAGAGGACACCCAGATTCAGTGGAG
GCCTGTTTCTCCACGCAGCACACCAGACTGTGCAGCACCCATGTTTCCTTGCGCTGTGGG
GCGAGGCTCTCCACAAAGATGCTGTGTGTGGCGGTCAGGTACAGAGTGCCAATCCTGCTC
CTTCTGGGGGAAACTCTGTCCAGGAGCTTGACATTCTCCACCTTCGGCAGTCGGATGTGC
TCCATCAACCCGTGCTTCCTTGTCGCTGAGTGTCAGACGGCATCAATGTCTTTACAACAC
TCATCATAGGCCACCCTATTGTATATTCTGTGGATTTTATTTAAGGTTAAAGGCGTTTGG
TAGCAGATCTGATGAGGACAGCGGCTACAATTTTGCCTGTGGTGTTTTAAATCGGAGTTG
ATCTGCAGGGTCCTAAAGTCCACCTCTTCGGACCCCGGCCATAAGGCCCGGGT
>CLMC1224Contig1
CCCGGGCATTATGGCCGGGGCAACAGTGAGCTTGACTACACGCGAGGCTGCAGGACCAGT
CTCTGTTCAAACGAACATAACTTTCTCGAGTGATCGTCTAAAGTTGGGCAAATCTTTTAA
AAACTTACTCGACATATTTGTCGTTTTACTTCCTTCCCATTTCTTTTTTGACCGTGCAGT
ATTACTACCTAAATTTTTCGGCAAAAACTTCGGTTGTCAGAAACCACTTCGCATATTTTA
AGAGCTTAACAGCATGCCTCCAAAGAAGCCTGGGTTAGTAGTTGAATTTATTGCTGAGAA
GTATGGCAACATCCCAGATGCTCCACCATTGAGGAATGGGCATGTTTTACACATTTTCTT
CCAGCAAAAGCGTAAAATTACTCACACCATTCAGCAAATATCCAAGATCTTAGGATCAAA
TGTTGTTGTGAAACCATGGCAGATTAATTATTTGCTGAAAAAAACAATAAGAAAATACCA
ACATTTCACACGTGAAAGTGACAAGCAGCATTTTCAGGATGTGTGTGACCAAGTATTTAC
TTTGCACACCTTAGCTCAGCCTTCTCCTCATAAGGCCCCATCAGTTTCAGATGAATCTCA
ATTGTCTCATCCATCTACGTCTCAGTTTGAGGTCTCATCTCCAGCCATAATGACTTTATC
ACCTCTAACTGTTTCGGAGCTCACTGCTGGGGAAGAATCATGCACCAGCTCCACTCAGTC
ACCTG
>CLMC1226Contig1
TTTTTTTTTTTTTTTTTTTTTTTTATTTCTATTTTTTGTGGGCAAATTCTTTATTATCAG
ACATGCAACCTAAGATCAATCATTGTCCAACAATAACATTTTCCCTTTTTCCTTCAGCTC
ATAAATAATACTCTGAATTTTGTCAGCATTGATGTAAGAGGCAGGACTTTTAAGTTGTGG
AGGTGGGCATCTGTTTGTCTTCTCTGCTCCGTCTGCTCATCGCATAGGCAGCTGCTGCGA
TCACCAACATCCCGTAAGTAGCCAAGACACAATTTCGACGACCCTGCAGAGTGTAACTGT
TGAAATGTTTCCTCCATCCGGTGAGTTCCACAGAAGATGGCGCCTCGATCCCAAACAGCT
GCTTCTTCACTTCCGTTATCAAATGCCCGAAGCTGGTGATAGGAATCCGCGTTTTCACGG
GAGACGTGGGCATCTTGCAGCTGAGCAAAGTGAGTTACGCAAGCCTAGAGTGCATGTGTT



TACGTGAGCCCCCGGCCATAAGGCCCGGG
>CLMC1228Contig1
TTAAGGAAAAGTTGTTTCCATCTGGAGCCAGAGATGCTGCATATGGCTTGTCTTCAGTTG
ATCATCCAGCTGCTTTTCTTCAAAAATAATCTCGCTTTCGATTTTTTTTTTCTTTCTTTT
CCTTACAACATCCCCTCCGGCAGGCCTCGAATCTTCAGAAGTACCACCTTCTTCTTTCTT
CTCTGAGAGAGCTTTGGTGAGAGTCGCATCAGAGGGTGAACGGAGTGAGACTCTTGTTGT
ACCGCTCCAAGAGAGTTGCGGGCTTTGGAGTAATGAAACAGGAACCTTTTGAAAATATTC
TGGACTTGCTCCTCATTTTGGTCCCTCCACAACACATTACTCAGATCATCACTCCGGATG
CCTCGCACCTTTTGCAGCGCTGTGCCATCTTCCCATTGATCAAAAAGACTTGCCTCTGTG
GTTCTTCGGTACCAGAGAAACCCAAACAAAAACAGAAGAAAAACTTGTCGAACACCCGTC
ATATTGTTTCTCCTAAGAAAATAGATCCGGCCCGGTTCGGTTCGGCTTGGCTCGTTTCGG
CTCTGCTTGCCGTGCCTGTCACTGCTCTGACCACAGACTCCTCAGCAGCACTTTAAAGGC
GCCCAACTTAACCTGGCGTCCTCGCAGGTAACCAATCACAATCCGCAATTAGCAGAGCAG
GCGTGCGTAGTTCCAGCGCACGTGCCACCCCCCCC
>CLMC1238Contig1
CCCGGGCATTATGGCCGGGGGCATTCAGCCCAACATCCAGCGGACCGCGCGGCTCTCAAA
CAGGCTTCCATGAGAAGCTCTCCATGATGAGCAGCTAACACCTTCTGTCGTGCACCAGGA
AGAAACGTGGCTGCAGCACCACCCACAGTCCACGCATGGCGGTACTCGGGAACCCCGACA
TGCTGACGAGGAAGATCAACCTGTGTCACATCAACGCCCACATCACATGCCGCCTGTGCG
AGGGCTACCTGATCGACGCCACCACCGTCACCGAGTGCTTGCACACCTTCTGCAGAAGCT
GCCTTGTGAAGTATCTGGAGGAGAACAACACGTGTCCCACGTGTAGGATTGTTATTCATC
AGAGCCATCCACTGCAGTATATTGGCCATGACAGAACAATGCAGGACATTGTGTACAAGC
TCGTCCCGGGACTTCAAGAGGCGGAGATAAAGAAGCAGAGGGAGTTCTACCAGAAGTTGG
GCATGGAGGTGCCCGGAGACGTCAAAGGAGAGCTGTGCAACATGAAAATCCCTCTAGATC
AGCGCAATGGTGATGCTAAATCAGAGGACACGACCAACAAGGAAGCTGGAGAGGAGAAGC
CAGAGGAGGACAATGACTATCACCGCAGTGACGAGCAGGTCAGCATTTGCTTGGAATGCA
ACAGCAGCAAGCTCCGAGGGCTGAAGCGAAAGTGGATCCGCTGCTCCGCACAAGCCACCG
TCCTCCACCTAAAGAAGTTCATCGCCAAAAAGCTTAATTTGACGTCATTTAACGAGCTGG
ACATTTTATGCAACGAAGAAATCCTGGGCAAGGACCACACGTTGAAATTTGTTGTCGTGA
CGAGATGGAGATTTAAGAAATCTCCACTCCTGCTTCATTACAGACCCAAGATGGACCTGC
TGTAGCCCCGACGGACCAGACGGTTGCTTCTCTTTCTTTCTGTTCTCGGCCCGGTGGCCC
CACAGACTGTACTGAAACTGTTTTAATTTATGCAAAGACAATAAACACCAAACCAATCGG
TGAAGACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CLMC1239Contig1
CCCGGGCATTATGGCCGGGGGGGGGCTGGCCAAGATGGCGACCGCGACCGCATGTAAGAA
ACTTCTGTGAGTTCTTAAAACTTGGAATTCGCTGCACAAACTGTTTTTTTTCGCCGACCC
TTTGCCTTGAAACAACAGAAAAAGTTTTTCCGTGAAGTTTTTTCAAATTAATATTTCGAA
ATCTAAACTAATAATGATGAAGAAATCAAAAGATATCCGCGGCTCTCTCAACCGCAGCAG
CTCTTTGGAAAATATGGAAGTGGATGCTTCTAAGGAAAAACGAAACATCAGAGAGACCCA
TTCCTATGCATGTCACATGAAGGATGATGAAGAATGCTCTTCAATGCAAAATACACCTAT
GAAACATCCCCCCAAGAAGGTGAGAGGAGAAGAAAAGCAAAATAATCCTGAGAAAAGCGC
TGCAACGGAGCCGACTTTGTCTGAGCTTCAGTCCACCATCATCAAAGCAGTTACCGAAAA
AATTAACGAACGAGCAGACAAAACTGACGAAGCTGTGCATTACAATACTGTCCAAATTGA
CAATTTGAAGAAGTCGCTTGAGTTTTGCCATCAGGAGGTCATGGACTTGAAAAAACTAAA
TGAGAGCCTGAAAAAGCAATGTGAAGAGCTGGAAAAGAAGGTTGGAGAGATGGAAACCAA
AATGAATGATGCAGATCGCTACAGCAGAAGAGTGAATCTACGCCTGTCTGGT
>CLMC1246Contig1
TTAACCCGGGCCTTATGGCCGGGGGGGAAGTCGCCAGATGACATGCAGCAATATGTGTTT
ATCTGGAGGCATAACGCGGCAAACCTGACAAAGAAACATCAATACCAGAGGAAGGATTCC
TTCGTCAGACCACCATTTGTCGTGCAGTTTCAGAGCAATAAGACCTTAATCGGAGACTTT
ATACTGATTCCCCTCCACTCTGAACCCTCGCAAGCCGTCCAAGAGATTAACGGCCTGTAC
GATGTGTTTGAGGAAGTCAGCTCCATGTGGAATAACACAAACGTGATGTTCCTGGGGGAT
TTCCATGCCAGCTGCGGCTACGTGACCCGATCTGACCGAAAAAACATCCGTCTGTATACA
AACTCCAGCTTCTCTTGGTTGATTGGAGAACTAGAGGACACCACCGTCACCGACTCCACA
AACTGTGCATATGACAGGATTGTGGTGCATGGACAGACCTTCCTGAAGGCCATTGAGCCG
TACTCAGGAAAAGTATTTAACTTTGGCAAAGAATTTAAATATTCTAAGACTAAGGTCCTG
GAGCTAAGCCAACACTTCCCAGTGGAGGTGAGGCTGAAAGCCTCTGGCCTTCTGCATCAG
GCCACGCCCCTTACAATCATCTTGTGCGTCTCTGTGGTGGCGCGCTTTCTCCTTCCTGTT
TCGTGATCAGCGGCTGGATTCCAGGGCTCCAAAATCCCCTCGGAGTCTTTAGTTTCTTTT
GGTTTGAATGTATAGTCTGTAATAGTCTGTTTTTCTCAGTCGGGGCTCCTGCAGCACAAC
AACCGAGACAATCAGCAGCTCCAGATCTGCGCAACAAATCAGTGAAAACCGAGTTTACGC
AGCACGCTCTCCCTGTTGGTTAAAAGCAACAAGATTTGATTCTATACACCTGATTGAACT
GGCTGCTGATTCTTTTTCTTTAAGTGTATGATTTTGGTTTGCTGCTGCCTCTGGAACCTC
>CLMC1249Contig1



AATAATGCATCCATACAGCAATAACAAAAAAACATTTGTAAATATACACACTTCTTTTTT
TTTTTTTTAAATCAAAATAGCAACCTTATATCTTTAAATTTGTACTAGACTATATCCCCA
AAAACTTTGAGCCTCATGTTTGCCGTCTACCACACTTGACAGCTTTTGATGACTTCTTTC
ATTTCCTTTATTGTATCGATGGAGGAGTCCTTCAGGGCCAAACCCAGTAAGACCGACCTG
TTCCCAGCTTCCTGTGATACGAACATGGCCAGATTCTTGGCACAGACATGCGTCATTGGC
TCGTCTTTGCCCAGCAGTACTTTAGTGGAGAACGGCGGGGTGCTGATGTCATTGGATCTG
GAGTCAGGTGTGACGGAAACCAACGTGCCAATTTTGCCAAACTGAGTTAGAACTACAAAT
ATGTAATTGCTGAACTCTGTGCAGACAACTTCAGTAGGAATCCCATTGATTTCTCTCTGC
GTCTTCTTTGACTTGATGATCGGTTCAGACATTTTGAAAATCCAGTCGGGTCCAATTTTC
TACAGTTTCTTTTGTTTATACGCGCGGAATGGTAACACTTTTGGCAAGTTTAGCAGAGCG
GCGTCACGCTTCTTCCGCCATGAAAACAAAACCCCCCGGCCATAATGGCCGGG
>CLMC1253Contig1
GATGTGTTTAAAGAAATGTCTGTGCCCAGTTAGATGCTTTTTTGTTTTTTGATGGTGGAG
CGTGACGAGCTGTGGAGACGGTGGGGAATCAGAAGACGCTGCGGAAGAGATTAACAGCAG
AGAGATCATGGCGCCCAAAGGTAAGGTTGGCACAAAGGGCAAGAAGCAGATCTATGAGGA
GAACAATGCAACACTCAAGTTTTACACCAGAGTCATCCTTGGAGCTAATGTGATATATAT
TACTGTCAATTTCCTGGTTTTCTACAGTTCGTCTTCATTCTGGACAGGGCTGTTGCTGCT
GTTTGCGCTTGCTATTTACATCGGGAGTTACCGCTCCATGTCAGCCATGGCCAAACCAGT
GTTTGCTGAAGATGGAAGTCTGCTGGACGGCGGGATAGACCTAAATATGGAGCAGGGGAT
GGCAGAGCACCTTAAAGATGTCATTCTGCTCACCGCCATAGTGCAGGTTCTCAGCACAAT
CTCCCTTTACTTCTGGTATCTGTGGCTGCTGGCCCCAGCCCGTGCCCTCCACCTGCTGTG
GGTGAACTTCTTGGGTCCCTGGTTTATGGCAGAAAGTCCGTCAGCACCAGAGGAGGTAAA
TGAGAAGAAGCAGAGAAGACAGGAGCGCAGACAGATGAAGAAATTCTGATGCTGCAGAGC
TGTTGGAGCAGTATTTTTTATATGCAGAATCTAGCACACAGAAGAAGAGCTCATAAGTTA
TTCAAGAAGAAAAAAAAACGTTCTTAATAAGTGTAAATGAGATGCTATGGATT
>CLMC1255Contig1
GCTTGAGGCACTGCCGAAACCTCTGGTCACAGTTGCAGTGCGAAACAGTGAAGAAGTGGT
GGTTGAAGACTCCGTAACTCACGCTGAGAGCCGGGAGGCTGTGCTGACAGTGGTCATGCT
CACGGCAGCAAACATCTGCGCGCTCGAACATGCCTAACTGATCGTATCCTCGCGCCCTGC
TGCCAGTGCCACACCACAGCGTGCCAGGAAACAGCCAGGAGCGCTTCCTCCGAGTTTTCC
GCACCGTCCCATCTCCTCTTGGCGGTGCAGAAAACTTTGGGGGAACCAGCACGCACGGTG
CGTTTGGAGCCAGCACTGCATGAACGTCAAACCTTGTGAAAACCTCTTGATCCTGAGGGT
GTTGTTGTGTTTTACACAGAGCGCTGTAACTCTCCACCACGCTTGGGTCGGAGTAAATGT
CACAACCTAGCAATGTGGTGTCTTGGGACCACCTGGTGAGGTAGACGGCGCGCGCACCGG
AGCTCCATTGGCGCATGAAGGTGACGCTCGTCTGTCCGTCGGCAGCAGCTGACCTGACGC
ACAACAGTCCCGCGTCGCTGGCGTTTTGAGACTTGGATAAAATCAAACATGAAAAGAACA
ATGTTGCGCGAAGCAGATATCTGTTGTCCACCATCCTGTTTGAGAGCAGCTGGGGGGTTA
GATGGAGATGGAAGAGATCCTCCTCTTCACCAGAGTCATCTCCCCGGCCATAAGGCCCGG
GTTAAACGGCG
>CLMC1256Contig1
GCTCTATTCCAATACTTAAACTTTTGGGCAGTGTGAATGGTTCAACAGGTACACCAACGC
TTGCATCAGCCATAGCTGCTGCCTCCAGTTCACTCTGCTCTCTTTCTCTTTTCTTCCTCT
TTTCCTCCTTCCTTCGCCTTCTTTCTTCATCATCCACATATTTGTCTTTGTCTTTCTCAG
ACTTTTTCTTCTTCTTTTTCTTCTTTTCTTTGTGGCGCTCTCGCTCATGGTCTGATCTGT
CATCATAGTAACTGGAATCGTGGCCGGAACCAGAAAGCTCTGTCACCTCACTTCCACCAA
CTTTGAGTTTGATCTTCAGGGGCTTTTCAAGGGTTTTGTCCTCAAAATCAACTGTTATCC
ATTCCGGTTTGTGTTTCTTGTGTTTCTTTCCCATGGTTACGTCTTAGAAGTTCCTGTTTT
ACTTCGATTAACCCTCCGCTGATGGCTAACAAATCGTTTCAAGACAACAAAGTTAGCATC
ATTCAATTTTTAGCATCCCCCGGCCATAATGCCCGGGT
>CLMC1258Contig1
CGGGACAGTCTCTGTGAATTCATGGGCTTTGCTCATTAACATGGCTAGTGTTGCATTGTG
GGCCCTGAAAAGGTCGACCACCTCATGAAGCGCCACATCCGTTATCAGGTCACAGCTCAC
AACAAGGATGTCAGTCTTAATCTTCTGCTGAATGTGTCGGAGAGCATCAGCGGTGCCCAT
GTCTCCATCCTCCTGGATGCAAACCACATCCAGCTTCATCTTCACGTCCACCTTTATTTT
GGGGTCCATGCTCATCATCTTCTGCACTTCTTTTGTGGTGATTATAATGACCTCTTCAAA
TCCTACCCTTTCCAGCAAGTTCAAGGGATACCAAATGAGGGGCTTGTTGCCAACGGGCAG
CATTGCTTTAGGGGTGTTGTATGTTAAATCAGTCATCCGGGAACCACCACCCGCCGCCAT
CAACACCGCTTGGAGCTCCATGATGTCTGCAGCAACGGGCTGTTTCTTTGTTTTGATTAC
CGGCGTGGTAGGGGAATGAGCTGCAGACGCATGGAAGACGTGTTCCTGTCACTGTCAATT
GGCCCC
>CLMC1259Contig1
TATGGCCGGGGAGTTTAGCGGAAGTTGCGGAGTGGCGCGCGGCAGGCGGCTCGTTTTCAG
CTCCTTTTAAACTGCCACGTTGAACAGTATTAGAAATGATTTTGTTTTAATTTAGGGATT
TGACACTTTCTGCCTGTAATGTTTCAATGACTTAAATGATATTGCAGCAATGAATGTGTC



AGTAAGAGCAGAGTAACACAGAGCCCTGAGGAAGAGGAGGAGCCACGACTGCATCAGGAA
GATTGATTTGTTTTAACTATTAAGCTGAAATCCTCTGTTCAGAAAAACTGCTGTGAAAGT
CTTAATCCTCAATTCAAAGAAATGTCTGTTTTAATTGTACATACATGAATGAAGGCCTGT
TGATTCTGCTTGTTGCTTTTGTTTTGACAGCGCCACCTACTGGTGACTGTCCTTAAAGCT
CTTTACGTTTTTGGATCTTAGTGAGATGTGGGTTCTCTACCAGGTCAGTTATCTAAGGCA
GGTCTCAAGGCTCCAACACTTCTAGTGCCTCATTTCAAAATAAAAGTACAAAGGATCCTA
TGAAAAAAAAAAAAATAAAATAAAAAA
>CLMC1260Contig1
TTGACTTTTTATTGCCCAGGCTTCATCCCATCAAAACTGGAGCAAACAGAAGAAATGATT
GATAGATGACAAATATGTAGATTTTGATTCTTAAAAATTCTTTTTAAAAAAAAAAAATCG
CTGAATTTTCTGTTTATATTTTTCTTTGTTTGTTTCTGCAAAAACTGTGCAAATCATGCA
AGAAAACTATGTTGTGTTTTTGATTAGAAGCATGGTCATTAAGAACTGTCCTTAATGGGC
TGGTTGTAGTTTGAAACTTCAATGAGATTACTGTCAGGATCTCGGAAATACAGAGAAGTG
ATGGATCCCACCGCCCCACTCCTCTCGACGGGACCCTCTTCGATCTCAACTCCACACGTC
TTCAGATGAGCAGCTACTGCAGTCAGAGGGGTTGTGGTGATTAGGCAAAGGTCGGCTGAG
CCTGCAGTTGGTTGCTTTGCTTTTGGTTCAAATTCTTGACCCAACTGGTGAAGGTTGAAC
TTCTGCTGCCCAAAACTAAGAGCTTTGCGGTTTCCCTTGAAGGTGACTTCCTCCATGCCC
AGGACTGAGGTATAAAAGTTGATAGTCTTGGGGATGCTTTTCACCGTTAACACCAAATGA
TCCACGTGACTCACTTTAACCGGACTCTTTGATTTGAATCTCACAAATCGATGGGCCTGA
ATAGGAACAACCTGCAAAACGTTTCTGTAAAAATGCGACAAATTGCTTGCAGCTGTCCGG
AGCGCCATTCTTGCGGCAGAGTGCTGTAGTCTGGCTCTGACTTCCGTGTTTCTTTTCTGC
CTGCTAAGCAACCGAGCTAGGCCAGGGTTAGCTTAACACGCATCTTTTTTTTTTCGTCTT
CTTGTAACTCAAAGTTTTATCTAAACGTTTAAAAAAATGAAAAACTACAAGTGTAAAATG
AATTAGACTTATATAAATACACTATAAATGAAGCCATTACTTAAGTATTTCACTCAGGAG
TCCCCCGGCCATA
>CLMC1261Contig1
GGGGAGACAAACTGGATTAAGGTCTACCATCCGCAGCGTCTGCTGCAGGCTAAGGACTGC
TCACAGTTACCTGCAACTCCTGCTATTAAAGACCCATTTCACGCCAAAACAACTACCCTC
TTCGCATCTGTGTTATATAACTCGAGGGGTACGTTTGATTCGAGTCGCCAGGATCGTCCT
ACCTAAGTTCGACAGCCTCGGAGTGGAGAGCAGCAGCAGCAGAAACCCTTCGATAGCTGC
TGTGGTCCTTATCCATTCACCCATCATGGCGAGTGATATGGTTTTACTGATGCGAGGCTT
GGCTAAACTGAGCCAGGCAGTGGTGGAGACTCAGACCAACGCCTTGCGAAATGGAACAGC
TGTTCAAGGAGTCGGTACTGCGGTGGAGAGTGTGCAGGCAGCGGCGGAGCAAGGCCTGTC
TGCTGCTATGATGAAAATACAGGAGTTGTCAGGTCAACAGCAAACCTCATCAGAGTCGGA
GTTTGACTTTCCTCAGGAGGAGGCTGAATTCACAGCCTCCGAGTTCCGGGAGGACGGCAT
GGACGCAG
>CLMC1266Contig1
TGCTCAATAAATTTAATGGTCATTGTACAAACGGCAAAGACATTAAAGAGGTAACTCTAC
AAACACAGACACGGGAGAGATTCTGCACACATTCACAGCAGAGTGGCTGAAGCTGGGATC
CTTGCTCAGCATCTTCATGGCCCTGAAGCTACGCTCCTCACACCATCAGCTTTTTATTTG
TCCTGACGGTGTCGTACGTATCAGTGCTGGGGGAGGTCAGACCCGCATAGATGCCTCCAT
CAGCGGGCCGCTTCTCAAGATGTCGGGTGGGGGACTTGTTGGTTATTTTCAGTCTGAAGT
ACAGGACAGTGAGGACGATCCCGTAGAGGATGAGAAATCCATCCAGGATGTAACATCCCA
TCATGCCCGTCATGGTTTCTGCAGGTTAGGTGGCGGGTCTGCTGTGCTGCTCCCTCGACG
GCTGCCAGCAGGATGTCACCCTCTGAGGAAGACTCTGATCGGCTGCAAACAGGAAGTGCC
CCCGGCCATAAGGCCCGGGTTA
>CLMC1268Contig1
GGGGACACAGAATAAACCACGGACGTGAGAACAACGCATGGTCTGGTTTATGTCGGTCAA
ATGTTAAGCCAAAGCAGCTAACATAACATGGTGTCAGAAGTGAAAAAGTGACAAGACAGT
CATGAGTGAGCAAGATGCAAACAGGAGGAGCGGGGACGGAGCAGCAACCGTGCCTCAGCT
AGCGGCGCCAGGCAAGTTCGACTTCGCAAAAGTTGCGGAGTGGCCAAGATGGCTGAAGCG
GTTCGAGCGATACAGAATAGCTTCGGGACTCGACAAACAGTCGCAAGAGTTCCAGGTGAA
CAGCTTCATGTACGCAGCCGGCGACGACGCGGAAGACATCCTGAATGTGTTGCCCCTCAC
AGACGCACAGAAAAAGTCATACGATGACGTATCTGCAGCGTTCACGGCGCACTGTGTGAG
GAAGAGGAACGTCATTTTTGAAAGAGCGCGCTTCAACCGGAGGAATCAAGAGCCGGGTGA
GAGTGCGGAGTCTTTCATTACGGCGGTGCACACGCTGGCGGAGTACTGTGAGTTCGGAGC
ATTGAGAGAGCAGCTGATACGGGATCGTATAGTTGTGGGAATAAGAGATGACAGACTTTC
AGAGAGCCTGCAGTTAGATGCAGATTTGACGCTGGA
>CLMC1272Contig1
GCGCACGTTTAACCCGGNCCTTATGGCCGGGGGAGTCTTACGTCAACAGACCAGTTTAGA
ATGTGCCGGATGCTGTGGACATTGGACGATGACAGACTAACTTAAACCAGGCAGAGCAGG
AAACTGTTGGAGTTGTTGTTCCCTCTGTGGCTTGTCCTCTCTCCTCTCAGACCTGTTCAA
CCCTTGTGGGACATCAGAAAACCATGGCCAAGACATTAACATTTATGTACTGATCTATGC
ATGTCATCACAGCAGAGATGTAACAAAAACTAACAATGTGAACAGATCTCATCTGCCTTA



CAAAATACTGCACCCCTTAAGAAAATAAATGGCTAATAATCAACACTGATATTTTGTAAA
GCTTAATTTTTTAATCTTTGACCATTAAATGTGTTTTGTACAAAAGACTGATGATTTTGC
AAAGATCTTTGAAACACAGAGTCAAGTGTTTTAGATTCTGTGAAATTCTGAACCACAATT
CGGAGAAATTAAAATAACTGTTTTTAAAACTCCTCAAAAGACTTGAGGTGAGCTGATAGA
GAAGTCACTGTTTTTGTGCAGGTGGCACTGAGAAATGGGAAGCATACAGTGTGCCTGGGC
ATGTAGTCAAGGCAATCGTGGTCAAAATGGACAACTATTTTAAATGCTTCTCTTTCAGTT
AACAGGAGATGTCTGTGAGCCTGCTGGACAGCCTTTGCATCACACTGGGACGTCTTTGGG
GCCTGCATCTTCAAGAACTTGTAGACATCCCCTTCGTAGCTGCCTCAGTATTCCTGCCTT
TTTTGTTATGGCATGCATAACAACGGCCCGGCACATTCAAAACTGTACTGTTGACGTAAG
ACTCGGT
>CLMC1276Contig1
CAATTCTAGTTGAGTTGGTTAATGTTGGACTTTTGTCCTAAAATCGTAACATCCCAGCAC
TGACCACACGGGACGGACCTCGTTTTTCTCTTCTTTTCTAGTTTTAGGTGTTTTTAGTAT
TTCCAGAGTATTTGACCTTTAAAGCAAAAGCCTTTTTTTTGATTAATAGCTAAATTTCTC
GTTTCATTTGTTTAAAATAAATCTTCCTTCTATACAGTAAAGCTGAGCTTTTGCTGGACT
CAGATTTTTAGACTAACGGCGTTTGTTAAAGGCGTTTTTTTTTTTAATTTTTATTAAGGA
GAACAAAAACACTTGACTTTGTCACAACTTTGCTTTTCAATAAATGTTTAAATTTTGTGG
CCGTTGCATGAAAATATAAATAAAATTTTTTAAAGCACCTAAAAAAAAAAAAAAAAAAAA
AAAAAA
>CLMC1277Contig1
TATGGCCGGGGAGAGTGGAGAGAGATTGTTTACTGGGTAGATCTCTGTCTGCTCTCCTCG
TAAAGGTACCTTTGTCCGTTGGTCTTTCTTTCCTTTTTGAATTGTTATGATGTTGCAGGG
TGTTTGAACCCAACATTAATTTGGTCCCTTCGAGCCGGATACCAACATACCTGAGGATTT
CAGCAAGCGTGGTGGGCCCCAGGAGACTGTGGCCACAGCTGACTCCTAGGTGAGTCAACC
CTTTGTTGGAACTGGTGCCCATCCCGTTGGCTGGAGTCCAAAAGGTTGACGGTATACCGA
AGGAGAAAGACAACGGAAAGGACGACGGAGTCCTGTGAAATTCCGTAAGTACGGACGGCG
GGGTCCTTGAAATCCCGTACTATTTGGTTGGACGGCGGAGTCCGTGAAATTCCGCGTTTA
AAAAGAAGTAAAGCCCTGAGAATTCTAGACACTATCAGGCAAGGACGGCGGGGTCCTGGA
AATCCCGTACCATTTGGTTGGACGGCGGAGTCCGTGAAATTCCGTGTTAAATAAAACAAT
GAAAAGAATACATATATGTATGAATAGATATGATATACA
>CLMC1280Contig1
CCCGGGCATTATGGCCGGGGGCAGACAATCTTGCTCCTGACTGAGCTTTACCAAACGGAT
ACTAAAGCACCACCTGGCCCAAAACACCACCCGTGCCAGCTTCAACTTGCTGCTATGTGT
AAAGGACTTGCGTCGTTGCATACCTGCTGCCTAGAAAGAACCAAGGAGATGAAAGCAAGG
CTTGGGAACATTTTGCAGAAGCCCAACTGGACTTTGTCATGTTTCAAAATCGGAAAAAAC
AAGCCAAGCTTGGAAGAATGCCTTTGCTGGAAAGAGTCGTTTGAAAAACTCCTGTCTAGC
AAATATGGACTGTGTGCCTTCACAGCCTTCCTAGTCTCTGAATTCAGTGAGGAGAACATT
GCATTTTACTTCGCCTGTGAGGATTACAGACAGACCAAGTGTCCTACCAAACTTCGTGCA
AAAGCCCAAAAGATCTTTGATGAATTTTTTGGAAGTGATGCTCCGAGAGAGATAAATATT
GACCACGAAACCCGTGACATCACCAAAGCCAACTTGCAGACCCCAACACCTTCTTGTTTT
GATCTGGCTCAGCACAGGATCTACATGCTGATGGCTAAAGACTGCTACCCACGCTTCCTC
CGCTCTCCAGCCTACAGAGATCTTGTGTGCCAAGCTAAGCCTACCACAAAATCTTCAAAA
CATTCCCAACCAGATAAGAAAGTGTGAGACTTCTCTATCAGTCTGACGAGGACTTTTAGT
CACCTGAAGATTGCAGAACTTGCTGCACGCTGGTTTCTCTCCAGAGCAGAAAACAGGCAT
GTCGACGGGCATCAGTGGATAGATCAAAACCTAAAAGTGCCTCTGAGAAGAGACACAGCC
AAGGTGGAGGAACATTGAAAACTGCTTGTGTGAAGTGGACTGATGTGCCAGTAGAGATGA
TGGAGGGGCAAAGCCCAAAGGGTCTACATGACAGACCCAATGTCTGTTTAAAAAAAGCAA
GGAAGGGGTGGAAAGGAAAAGAAGCACCTTTTTAGCCGTACGGCACAGTTTTCTTCAAAA
CTGTTATGTGCAATGTCCTATTCTTGAAGTGCACTGGTTTTAACAGTCATATGAA
>CLMC1281Contig1
TATGGCCGGGGGTAGCGCATGGAACCAAGCACAAACAACAGCTTCAGGCCTAGCTTCTTT
TGACTCTTGGTGGACAATTCTGTCGAAGGCTTATCACAAGCAGAATGGCCACGGACTGGT
TGGGCAGCGTTGTGTCGATAAACTGTGGGGTGATGCTGGGAATATATCAAGGAGAAGTGT
CATCTGTTGACCATGCCAGTCAGACCATTTCACTGAAACAGCCCTACCGTAATGGAGTGA
GGTGTCCTGTTCCTGAGGTCACATTCAGTGCCATGGATATAAAGGAATTGAAGTTCTTAG
ACATCCAGAACACGGTCAACAAGACCAGCACCGAGCAGGGATGCACTCCAGAAACCAGCG
TCATTTCATCCGGCCACCCCATGCCAAGTAACAAAGCAACTAATGCAACCAATGAGAGTT
CTCGATCCAGCACAACTCAAATCACTATCCTACGCAGAGCACAGACAGGTTCATCCAACA
GCAGAGGGGCAACTCAAAGCACGCAAAGGAGAAGCGGGGTTCGTAATGGATTTGCTGGAG
GCTCCGTGAGGTCAAAGGATGACGAATGCTTTGGTGAAGGGACCGATGAAGGGC
>CLMC1282Contig1
GCGGAGGAGAACAACGTTGTCATCACCTCCTCAGGAAACAGAGTGACGTTCCTCTGGATC
TGCAGTAAATTCAGCACCAGGGCCAGGAAGACCCCGACCGTGAAGAGGACCAGACCCCGG
CGGATCAGGTTGGTGGTCCGGACGTCGTGCAGAGAGCCGTATGCGCTCCCGAGCACCGTG



GTTATGATGGACATCATCTCCTCAACCTTGGATGCGACCCAGCTAGCCCCCGATGAATGC
TTAGTGTCAGCCTTAGAAGAACAAGAGCAGCTCCAGCAGTGGTCCTCCAGTCTCGGCATT
TGGCACTTTTTTTTTTTTACTTGATCTCTCTTGAGACTGTGACACCCAAACTTCCGTCCT
GCTCGTTGGCGCCTCGGCCAGTGATCAAACTACCACCCTGTTTTGTTTTCCCGCACTCAA
CGACAAGGACTCCGGTCACGTTGTTTGCTCACATCATCGCTTCAGTAACAAAAAAAACAC
ACACAGGGTAGATTCATTCCAGCGCACGGCGCTCGTTCAGAGGCTTCCTCTGCAGAAAAC
AATCACAGCTCTCCC
>CLMC1284Contig1
ATCAGAAAGACGTCTGTGGTCATCTTAGTGCCAGTGCTGGTGTAAGTGAAAAAGAGAGTT
TAGTCTATGTGGGGGGAAACAAAAGGTTTGTGGGAGGTTGGGGTCACACTTCTGTGCTGA
TGGCTTGTGTGTTAGTGTAGAAGTCGGGTGGCCGACCTCTCCGAGTGTCCCTCAGCAGGG
AGCCTCGGACAACGGGCAGCGGCATCGCCAGCGCCCGGTTGTCATAGTGCGTGGGCATGT
AGGCGATGCGTTCGCCACCGTTGCGCATCTCATCCGTGGTGTGTATGTAGAAGGGGGAGT
CATGAGGGGAGCAGGTGGGACAGTAGCTGCGGCGGCCATCTTTGGGTTTAGTGGAATTGG
AGGATTTGGGCGGCTCAGGCGGGGACGGAGACAGTGGGGTGATGGCCGGCCCGTCCAAGC
CGGTGACACTGCAGGAGTTGCAGGCAAAATGTTGCTGTGAGATGGAGTCGTTTTCGGACC
CATTCTTCTTGCAGCAGTAGTACTGGAGTCTACAGTAACAGAGCACAGCTATGATACAGA
GAAGTATCACTGTGGCCAGTATTCCTCCGGTTATGACAACAGTTCCAGCTGTCATCCGAC
CAGCTCTCCATCA
>CLMC1298Contig1
CTGATGTCTCATGGTACTCCAGGCCCTGGCTCTGGGCCCATTCCTTGGCAACAGATGCCT
GTACTTCCCTCCTACCGGACAGATCTGACTTGTTGCCTAACAGGACACCTGGAACACGAA
AACCTCTGCAGTGTCGGCGGATTCTTTCCAACCAACGGCCGCAGTTGACAAATGACTGCT
CATTGGTCAAATCAAAAACGAGGCAAAACAGGGAAGGTTCACCCCACAGTTTTTCACAGG
CATCCACGAGGGCCTCCTTCCCTGCAGAGTCAAAGATGTAGAACTCCACGCTGTGCGGAG
TTTCTGGGATGTTGATACACTTCACCACCAGCTCCACTCCTGTTGTCATACTATAGTTCT
TCAGAGTTCCATCACTGCAGATGAGAGAGCTTTTTCCCACAGCGGCATCACCAACAAGCA
GGCATTTGGCCCTCAATTTCATTATTGCATTGGATAAAAACTGTCAGTAATATCGTATTA
TCTTACTTATAAGGCTAAATTTAGCTAAATTTCTGAGGGGGATTAGCGCTATTTTATATA
CATTCTGCCATTCGACTCAGCAACATGGATTCAATTCGTCTCCCCGGCCATA
>CLMC1301Contig1
GCATTCTCCAAGAAATATTAAATAAAATAAGAGCATCAACTCTACAGCACAGACAAAATG
CCAGGAACAAAAGGCAAAGGTAACAAATCGGACAAGAAGTCAAGCACCAAGCAACCTCAG
AGTCCTAAAGAACAGCCGAAGAAAGGTGATCAGAAAGGAGACGATAACACGAAGCAAGGA
GGACAGCCGAAGGGAGAGAAGCAGTAATTTCAGAGCATTCGTGAAGATGGCTTTGGAGAC
ACTGCTGGGATCTTGTCGTCATAAACGAGACGGTTCTCTGGGAAAACAGGGCTGACCACT
CCTTACCCGTCACTGGCCATGAAGCTACAGACTAAACTGATGTGTGGCCCAGCAATAAAG
TTCTTCCACAGAGGCGGACAGTAAATCTGATCTCCATCCATCATCTTCTGTTGTCCCCCT
CCTGTTACTCTCCATCTCTCTGCCAGGCCCTCCCTTGTCTTCTCTGTCAGACGGGATGCT
TAAAACCAGACTCCAGGTTAGAGGAGACCTCAGCTCTAAGTGAGGCAACCCCTCCCACCC
TTGTTATCATCGCTGTCAAACAGCAAAAACAACTTTTGTACATGATTATTCAAATAAAAA
GCTATTTA
>CLMC1303Contig1
GATTATGAACTAGACATCCGGGCGGTGTGTATGGAAGATGGCGACACTTATTATCTCTGG
TGAATGGATCAAAAACTGGGAGAAGTCTGGAAAACACGAGTTCATACAACTCTGCAAAGA
CCTTACAGAGAAAAGTGATCATGGAAGTGAAATTAGAGACTTACAGGCTGCCCTGTATGA
GCTCTGCTGGAATGTCATACAGGGAAACTTAAAATTGGATCTTGTCACCAGCGTCCTCGG
GGACATGATGGACCTCAGAGAAGACATGCCATCCATTTTAGCAGATGTATTCAGTATATT
AGATTTAGAGACGGGTGCTCTAGAAGAAAAAAACAGGCGAGACCATTACACTCAGTTGGT
GGGATCATGTTTGAGTCTGATACCTGAGGCCATCTTGAAGGAGAGGCTGGATCCTGAGAC
ACTGGAATCTCTGGGATTGATTAAACAAGCTCACCAGTTTAACCAGAAGATTGTAAAAAT
CAAGACTAAACTTTTTTACAAGCAACAGAAGTTCAACTTGCTACGAGAGGAGAACGAAGG
TTACGCTAAATTAATAACCGAGCTTGGCCAAGACCTGTCAGGCAACATCACCAGCCACCT
CGTCTTGGAGAACATAAAGTCTCTCATA
>CLMC1309Contig1
CNGTTAAACCCGGGCATTATGGCCGGGGGTTCGTAAGTGTGTTGATCCGCTAACTTCATT
TACAGCGGGAACTGGGTGAAAAGCTACCAACGATGCCATTGTGATTGGCTCAAATTGACA
ATTCCAGTTTAATTCCTGAAAGACGGAAGTTTTAACACAATGGTGTTTAAACTGTGTCAA
ACGCCAATTAAACGTTCTGGTGTTGTTAGCTATCCTGAAAAGTGGTATGAGTCGACCGCA
GCAGTTCAGGACAAAGTTCAGGATCGTTTTTTACCTGCATCACTAGACAGGTGGAGAATA
ATAACAGATGTCCACGAATTAGCAGGCTTCCAACGAGCCGTCATCACATTTCCAAGCAAC
TTTGTTCAGTTTCCTTCAGGAGGAAGACGCGCGAGGAGAAATCAGCTGTCTCCGTCACGT
TTCTCAGTACGAGAGCTCAGTACCTCCACCAGAACCCTCCAGTACGACATGAAACCGGAC
ATACCCAAGGCTCAGGGCCGGAAGCTCTTTTTTGACACCCACGCAGTAGTTCGGCTCTTT



GAAGAGAACGGGTTCTCCACTCAACAAGCTGAAGTGATGGTGAACGTGCTGATGAGGACC
ACAAACTCAAATATGGATGTGGTTTATAGTGACATGGTCACCAAGGTGCATCAGGAGATC
ATGCTGCAGCGAGTGATGTCG
>CLMC1311Contig1
TGTTTTTTTTTTTTTTTTTTTTTTTTTTTTGTGTAGAAGGATTTATTTTTGTACATCTTT
GGTCACATGGAAACAAAAGTTTTCAACAAGTTTTCTCATTCATTCATTTTCTATTCAGTT
TAGTCCCTTTCGGGGTCACGGGGCTGCCGGAGCCTATCCCAGCCACTTTTGGGCGAAGGC
AGGGGATGCCTTGACAGGTCGCCAGTCTGTCGCAGGGTAGAACATCCACAATCACACACC
CATACACTCTCACACCTATGGACAATTTAGAGTTGCCAATTAACCGATGAAGCATGTTTT
TGGATGGTGGGAGGAAGCCGGAGATCCCGGAGAAAACCCACGCATGCACAGGGAGAACAT
GCAAACTCCACACAGAAAGGTCCCCCATTGATGTATTTTTCATGTCCCCCAGCTGGGACT
TGAACCAGGGGCCTTCTTGCTGTGAGGCAAGAGCGCTAACCACTGCACCACCGTGCAGCC
CCCCGGCCATAATGCCCGGGTTTAACGGCCGCT
>CLMC1313Contig1
GCCCTGCAGAAAGCAGCTCCGTACAACAGTTCCTCTGAATTGGCAAGCTCATACGGACAA
CCTAAAAAGCCTCGCGCAGGTCGGCCACGCCGCAGCAACGGACAGGACTACGACACCGAT
TACAACTCCTCTGGAGACGAGCTGGACGACGATGACTTTGACAGTGAATATCCTCCAATA
AAAAACGAGCAGGAGCGCAACGACTACAAACGGGAGTTTGACCGAGACCATCAGGAGTAC
AAGAACCTGCAGGCGGACCTGGACAAAGTCAACAGGAGGCTGTCGGAACTGGACGAAGAG
CTGGACCAGCTGGAGGAGGGAAGTCCACAGTTCCTGGATGCCATGGATGAGTATAACGCC
GTCAAGAGCTCCAAGAAGACTCCAGATTACCTGGTGAAGAAGCGCAGGTGTAAATACCTG
AAGGCCAAGCTCAGCCACATCAAGAAGATGGTCAGCGATTATGACCGCAGAGGCTGAAGG
AGCCTTGGATCAACCTGCGCGCGCCCGAGGACAAAAAAGGATCCCTGATGGCCGGGAAAG
TGAGGAAACGGCGCCCTCTGCAGGATGGAATCAACATAACAGGCATGACGGCTGTTTCAG
TGGCGGAGGAACCAACCTGCTGCGTGCTCTGCTTCTGTCAGGAATGTTGCATATATTTAT
TTGTCTAATGTGAAGCTGATGCGGCGTGAACATAAAGTGTGTGGAAGGTTTTAGCTGAGG
GAAATCATTCTTTAATTCTCCTTTTTAATCTGCAGTTTTTACTGTAAATATGAGGGTAAT
GCCGATGTTTCACCAGTGTTTGTTTTTTATGCAACATACACACTTAAAGGTACATTTTTG
AAAATCAATGGCAGTGATGATCTTTACTGACTTTTCATGAATTTTTTGTAATAAATTAAT
CATTTAAGGACTTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGT
TNAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CLMC1314Contig1
TATGGCCGGGGGCATTTTTCAGGAAGAAGCAAAAACTCTTCATCATGCGCACACTTGGCA
GTTGCTGTTTGATGACACTATTACGCCTGATCTACCAAATCCAGGTTGGCAGAAGTACAT
CAGGAACACAAGTGCAAGGTTCAGATGCACCTTGTGTGGGAGAACCTGGCCCTCCAACCG
CGTGATGGTGACCTTCCACATGCAGCTGATTTCCAATATGGGATTTGTGAAGGTCAGGCC
ACTACGTCAGAACTGCAAAAGGTGCAAAAACGCTCCTATGGTGAAACCAAGCGTCGAGTT
CGACAACATCAAAATTCTCATGGAGAATCTGATCAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAA
>CLMC1318Contig1
CCCGGGCATTATGGCCGGGGTCGCAACTTCCACCAGCCGTCGCGATGTTTTTCTTCAGAT
CGTCTTAGTTCCGGAGCTTTCCCGTAAACATGGCCGGTTGCTCTTCGGACGTGGATCTGT
GGACGGTCCCTCTGGTGGCGCTGAACGTCACCGTGAGGAGAAAGCTGGGACTTTATCTGA
ACCCCAAAAACACGGTGGCCGCCGACTGGATGACGGTTGCCGAGGAGATGGGCTTCACCT
ACCTGGAAATCAAGAACTACGAGGCGTCGAAGAACCCGACCAAAACTGTGCTGGAGGACT
GGCAGGCCCGGAGCAAAGATGCTTCTGTGGGGAAGCTGCTGTCCATCTTGACGGAGGTGG
AGAGGAAGGACGTGGTGGAGGATCTTCGCCCTCAAATAGATGAGGACGTCAGGAAGTACT
TGGAGAGTTTGCAGAGAAAATCTGAGCCTCCGCTGCAGGTGGCTGAGGTTGACAGCTGCG
TTCCTCGCACCCCAGAAAGGTTTGGCATCACTGTGGAAGATGACCCAGATGGGTCACCTG
AGATGTTTGACGCCTTCATCTGCTACTGCCAAGACGACTTCCACTTTGTCTGTGAGATGA
TCCGAGAGCTGGAGCAGACGGATCACAAGCTGAAGCTGTGTGTGTTTGACAGAGATGTCC
TCCCAGGTTCCTGCGTTTGGACCATCACAAGTGAACTCATCGAGAAGAGGTGTAAGAGAA
TGGTGGTTGTGATATCTGATGAATATCTGGAAAGTGATGCCTGTGACTTTCAGACCAAGT
TTGCCCTCAGCCTCTGCCCTGGGGCTCGGAATAAACGTCTCATTCCAGTCATCTATAAGA
CGATGAAAAAGCCATTTCCGACCATCTTGCGGTTCCTCACTGTATGCGACTACACCAAGC
CCTGCACTCAGGCGTGGTTCTGGATACGACTCGCCAAAGCTTTATCCTTGCCATGAATGT
GGACCAGACTGTCAACCATGTTTAAAAGTGCCTTATTATTTTTAAAAATAGATCTTTCAA
TA
>CLMC1320Contig1
CGAAACTGAGGGGATCTTCTCGAACCTGAGTCTCAATACTCAATCCTAGCCCCGATGATG
AGGAACTTTCACAATCCGAGTCATAAGTAGCTTTGTCCTCTAAACTTTTAATGCAATCAC
TGCTGGAACGCTGTATGGCTTCAGCCACTGTGTACTTTGTCTTACCAAGAGAGCACTTCA
TAATCTTTGTAATACTGAGACCTGACTGCAGGAACAGATGTAGCCTGCTGTCAGATAACA
GCAAGGGAACCTGGAGAGCATTCTCAAGAAATTCCTGCAGACCTTTCATCCTCTTGGTAA



CTTGGTCTTCGTTCTTCAGATTAAAAAAGGGGTTCCAGGATGGCAGTTTGGGCACATTTA
AGACGAGGGCGTTCTGCTCCAGGCAATGACGCAGCCAGACAAACTCACTGTATCGCCTCC
TAACGCAAGACCTCGTCTTTCGAAAACACATGCTATTGGTTTGTAGACAGATCTCATAGT
CAACATATGTATTCCAGATGTCTTCTTTGTGGAGTTTTGGATCTTGAACTGAAATGCTAA
TAAATTCAGATTTTCTGAAGTTATTCAGAACACGGCTCATATTAGGTTAACTCGTTCTTC
TCTGAGGGCTGCGTGTGGAAAACAAATCTGTTCTTTAAACCAACTGGTCCGGCTCAGGGC
TCTAGTTCAGAGTTTAGCTCGTGTGCACAGAAGTTATGTAAGTAAGCTGCTCAGTGGGAC
CCTTCCGTGCTTTGGGGGAGGCCAATGCAAGTAGACACATGGATATAACATTAAAACAAA
CCCGCACCCCGGCCATAAGGCCCGGGTT
>CLMC1324Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTATTTTTTTTTTTTTTTTCAGGCAAAACAAA
AACTTTATTTTCTCATAACACGAAACTCATGCAAAGGAGGGAAGGCGCACGCGGGCTCCC
AGGGAAACATGGCATCCGTCTTTTCCACGCGGACGTAACTGGACAGATGTTGGAAGGCCG
GCGTCACTGCAGGTCGTCGTCATCGAAGAGGTCCTCAAAGTCGTTAAAAAAGTCTGAGTG
TACCGCTTTCTCATTGGCTGCCAGGTCCATCAACAGCCCGCTGCTGCCCCCTGCCTCGTC
CAGATCCACGTACGGTCCTGCTCCTTCAGGGAACATCTCGTCCACAGCAGGTTTCATCTT
TTACTCCAGAAACGTGGATTAAACGATGCTTCTGCTTTGAGTTTAATTTTCCCAGCTAAG
AAAACAAAACGGAAATAAACATAGCGCGCATGCGTGCCACGGTGATTAGTGTCCCC
>CLMC1326Contig1
CGCCCAAATCACCTCACAGCCCTCCACCTCATACACCAGCTCCAAGGCGATGCCTCCGTT
TCCAACCACAACAATTCTCCTGGCTTTAGATAAACGCTTCTGAAACTCCTGGGCACTGTC
TGTGTCCCGTATTCCCACCACATACGGGTTGTCCTGGATCAGAAGCTTTGGTCTTCCTCC
ACTGCAGATGCACAGCTTCTCATAACCAAACACTCCACCGTCTTCAGTTTCAACAGAGTG
GTCCCGCGCGTGAAGGGCCTTAACGGCTGAATGGATGACGGTGAGGGCGGGGAACTTCTC
CTGCAGCACGCGGGACGGTCGCTCCTCCACATCAAACTCCTCCACGGTTCTTGACACCTG
TCTAAAGTTCGTCACGGCTTTTATGTGGGGACCTGCTGTGACCAGAGCCACGTCTGCGGA
CGGAACCTGCGTGAAAAGCTCCTCCACACATGTCACGCCGGCGATGCCGCCTCCAATCAC
CACGAACTGAAAGCTTTTCTCTCTTTTAGCGGCCATGACTCCAAAAATAACTGCTAACTA
TCTGCTGCGCATGTTTAGCGCTTCAAAAGTCGTACAGAAACAGTGCTGGTCTTCTCTAAA
TATGTCAAATTTACAAAACAACATCATAAAAAGACAAACGCGTTAGCAGTTACAGCATAT
GTTGCGTCACTTCCTGTTTACATCTCCCCCGGCCATAAGGCCCGGGTTAA
>CLMC1327Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTGGGGTTTTTTTTTTTTTTTTTTTTTTTTTTTT
TTTTTTTTTTCAGGCACCATAGGAGGCTTTTAATTCACCGTACGACAAAAAAAATCACAA
CAAATCAAACTCTGATCAACAATCTGAGCATGGGTCTTTAAATGGATCGGATCTTCTTCT
TCTCCAAGAACAGGACGTGCTTGTTCACGAACGGGTCGTGTTTCCGGAGCACCAGCTTCT
CTCTGAGCCGGTTTCTCTTGGTGTTGAAGCAGTAGCCCGTCCCCGCGGCGCTCACCATCT
GGACCAGGATGGTCTTCGATTTAGCCTTGGCCAAGTTTACGGTGGTTAAAAACATTTTTG
TATAATCCGAAATGTTCCCTGAAGTCACGAATCAAACATTATTTGCTGAAAGCCGGTCAC
ATTCCCCGGCCATA
>CLMC1328Contig1
TATGGCCGGGTACAACATCCGCTTAATCCGGAAGTGATTTTTTAAGCGTTCCAAGAATTC
CTTTTATGTTCCTCATTTTACATGTTTACCATCCACCGGTATGGCGTTGAGTTACAAAGG
CGCACGTCTTCCTCCTGCTTCTTTGCAGCTGCTTGTGCCTCCAGTGAGACTGATGTCTGC
CTTAGCGTGGCAGGTAGCTCAGGAGCACAGTGTGCTTCAGTATGATAAGCTGCTGGACTT
CATCAACTTGGTCATGGAGATTGTTCCAGAGATTCTGAATCCCATTCAGAAAGCTCAACT
CATCATGGGTTTGAGAGCAAGGCTAGTTTTGGAGCTGTGTCACGTGGATGGTGTCACCAA
CCTAAAGACCATCCAGAACCACCTTGATAAAATCCACTCCTGCAGCTCTGAGCTGAGCTC
CATTGATCAAATGGAAAGCAGTGAAATCCTAAGGAGTTCCTATAGAAACTTTGCCACTCT
GGTGCAGAAAATCTTGAGTGTTCCATTTGAAAAGGAGACATTCTTTCATGAGGTTTTTCC
TAAAAAGTATGGCTCTGCCTTCAACCAAGGGATCCAGCAGCTCGTGTCTGTGTTCTTGGT
CAGACTGGAGCAACTG
>CLMC1333Contig1
GGGGCGCGAGGATCTACCGCTGTGACGAAGTCAGCCTGAGTGTCCACTGTGGCCCTTCCC
GTTGGCGCCGTGCGCTCTAGACTTTTCTATTCGCAGTCTAACTTCCTGCGTGAGCTTGAA
GGATCGGGACGCGGCTGTTGGACCAAAACAAGGCTGGAGAATGGAGACCGTGGAAGCTGC
AGACGGCCGCGAAAACGCTTCTTCTTCTGCCAGAAAGAGCGGACAAACGTCGTTGCTGGA
CAGCGGAGAAGACTTCGAGGTTGTGGATGAAGAGGACTTTGATGAGGAGCCTCCTCCTTT
GGAAGATGCGGGAGGTGGGATGGAGAAAAGTTCAGATGAGACGGCGAAGAGGTCTCCACA
TGAAGAACCCGAGGCTCCGGCTCAGCTGGATGAGTGGTTGGATGTGTTGGGAAATGGCCA
GCTGAAGAAAAAAGTCACGGCGCCCGGGAAGGGACGAGCCAGTCGGCCTCAGAAGGGTCA
GAACGTACGGATCCACCTTAAAGCCAGCCTGATCGATGGGACTCTAGTGGAGGAGCAACC
TAACTTCTCCTTCACTTTGGGAGATTGTGATGTTATCCAGGCTCTGGATCTGACGGTCCA
GCTTATGGAATTGGGAGAAAAGGCTCTGATCCAGTCAGATCCTAAATATGCATATGGAGA



CAGAGGAAGTCTTGAACCTCGTGTTCCTC
>CLMC1337Contig1
GAGGAGACGACGTCGTGCGCACACGCTACCACAAAAATAAAACACCGACATATATTTTAA
TTACCTGTGCACCGTTACCTTAAGAAAAAGAAGCTTCCAAGTATTGACCTATTGACAAAC
TGATCCTGGAGTTTGGGGATCAAGTTACTTGATTGGCTGCCCCCTCGTTTCTACACACTT
GGACCGACTCCAATCTGGGTCCGAACTCTGGCTAATCCAAAATCCAATAACTTTATTTTG
TTAGCTAAACTGTTAGCTAACTAAAAGAAAGTTTTCGGCTATCCATTATGTCTGGAAGTG
AGGATGACAGAGATGATTATGGAGCCCGAGACGACCGCCTAATAATGCAAGATGATGAGG
AAGAGGAGATCTCGGAGAATGAGACTCCGAAGGTGAGGAAAAAAAAAAAAAAAAAAAAAA
AAA
>CLMC1340Contig1
CCGCGCGCCGGTCGGTGGGTGTTGGGCGTCAATAAAGGTAATCTGGTTGTCGCGCGTTCT
GCATCTCTGCACGAGCTAAAGAAGTCTCAAAGCTGAATCTGCCACGAGGCTCGACAACTT
CTTCCATCAACTGCAAAGCGGTGATCGCTGTGGCCACCAAAACATCCAAATGTAAGGCGG
GCTACAAAGATTTCAGGCCAAAAGAGAAAGCCTCACATGTGATGAAGTGTCTGTATTGGT
TGGAAAAACCAGCAGCCCTCCAGTGCTTCAGCCGTCCAACCATCAACCGTTTCAGACATC
CATCCTCCCACCACTTCAGCCCCACAGCCGTCCACCAGTGTCCCAACTCCGGACATTTTA
CTATCCTGGTAAAATCTTATTTTTCTGCACAGTTAGCAAAAATGATATGTTTTTTAGATA
TTCCTGTGTTTTTTTATCCTCAACAAATGTTTCTCCAAAGAAATATGAAAATACAGAATA
ATTCATCTGGTGGTTATTTTTACACTTTTCCTCAAATCTTTAATAAGAAAAAAATAATTC
AGTTCAAGTTTACTTGTGCTTCTCTTTTTAATGGGCATTACAGTTGATATAAAACATATA
ACATGCAATTAAAATGTTTTGTAGTTAAAAACATTTTACACACTATTAAAAGATTCTATA
AAATATTATTTAAATAAAAAAGGATTCCTTTCCAAGAAAATGTTGACTACC
>CLMC1347Contig1
ACCCGGGCATTATGGCCGGGGGAGACGAGACCGCTGCCGTCTGGAAAAAATTTGTCGTGT
GGTAGACCTGAACATTCTTGGCAATTATCATTTTCCCAACGCCCGAAAAAACAAGTGTTT
CATATTTTTTCAAACATTTTCCAGCTAGTTTTCTAAATCATCCTGGAGAATGGCTTCCGC
TGAGGTGAATGGTAGTTCGGCCCCAGTAAAGGAAGAAGAGGAGCCTATGGATGTGACTAC
AACTACAACTCACACTGAAAACTACCAGACCCTCATTGATGCAGGGCTTCCCCAGAAAGT
GGCTGAAAATCTAGACAACATTTTCCAAACAGGCCTGGTAGCGTATGCAGATCTGGATGA
AAGGGCCATTGATGCTCTACGGGAGTTCAATGAGGAGGGAGCTCTAACAGTCCTGCAGCA
GTTTAAGGAGAGCGATCTGTCCCATGTGCAGAATAAAAGTGCGTTTCTTTGTGGAGTTAT
GAAGACGTATAGGCAGAGAGAAAAACAAGGCAGTAAGGTACAAGAGTCCACTAAAGGCCC
AGATGAGGCAAAAATAAAGGCTCTCTTGGAGCGAACAGGATACACCCTAGATGTCACCAC
GGGACAAAGAAAGTATGGAGGCCCCCCACCTGAGGAGATGTTCAAAGGCACACATCCAGG
GATTGGAACAGAGGTGTTTGTAGGAAAAATCCC
>CLMC1348Contig1
CTGTTGGGGATGACTTCGTAGTCATCTCCTTCCTTATCAATGATCTTTTGAAAATGCACC
TCCACAGTACAGCTTTGCACATCTTTGTGTTTATCAGAGCTGTGAATCAACACTGAAAGC
TTTTTTGATCTTATCTTTTGAGCTCTGTATCCAAACACAAAGAGCATGGAGTCTATCACA
TTAGACTTGCCGCTTCCATTTGGACCAATGATGCAGGAAAAGCGCTTGTGAAAAGGCCCC
AGAATCTGCTCGCCTGCGTACGACTTAAAGTTGCGGTTCACTAAATGTGTTATCATCAGG
CGGGGAGCGCCCGGCTCATTGGTCATTGCTGGGGGCGGGGGTGGAGGGATGCTACCGAGA
ATCTCCTCCAAACTTCGATTATCGACCGCCTCGGCAGCCTCCCCTTCTGCCGAATCAGTT
GTCGGTGGTGCCTCCTCTTGGCCATTGGAGTTAGTTTCTTGAGGGGGTACATCCAGATCG
CCCTCAGACACATCCTGCGACCCTTTTCCTCTTGGCTTGGTAGAGGCGGTTGAGCTCTTT
GCGGTTTTGGATGGCATGATTTGAAATCTTCCACAAATGAAAAAAAAGTCCTTCGCTGAT
TTTCTGTTTCGATCCAGTCCAAACCTTTCAAGAAGAATAGGTTAATCCAAGGTTTAGCAA
AAAATACACTAAAATAGTCCACAAAATCGTGTAAAGATCACCCGGAGCCGCTTCC
>CLMC1352Contig1
AAGTTCTTGTTGGAGCATCTCCTCTGTAGCATTGAGTTTCTCCCTGTGCTCCTCCAAACA
CAAATCCAGATCACGGATCTTCTCTCCTTGAGCTTCCACCTGGTCAGTCAGCACACTGAC
CTGAAGTACCAGAGACTCCTTATCGTTTTCCAGCCGAGAAAGCCTTTCTTGGTAATGATC
GCCTCCGCCAACAGAGACGTGACCGTTGGACAGGTGACCGTTGAGCCACTCAACCACACT
GTCGGCTGTGGAGTCTGGGATTTGACAGCGGAGACTTTCCCTTTCCTCTGTGTCCATCAA
GTCCAGGATACTCCTAAGGTCTTCCAAAAGATGAAGTGCTCTCAAACCCCCCATGAAGGG
AGAGGTGGGCGACTGGCAGTCAAACAAACCATTGGAGTAATCTAAGGCTTTGGAACCTGC
TATAATGCCATCCATCTGCTCCAGGGCAGCAGCCAACATGTCGCTCGCATCAGACATCAT
CTTTACTCACAGCTAAACCTCAACTTTAGTGGAATAAATTCAACGTTCCGTTAGTTCGTT
CCTGCTACCATGAAGACAAAAAAAACCCTAAAAGGTACTTTCTGAACCTCTGCGTGCCCA
CCAGAACTACCCGACACCCCTACACATCCCTACGCCATGATGTCGATGTGACAACCCCCG
GCCATAATGCCCGGGTTAAACG
>CLMC1355Contig1
TTATGGCCGGGGAAAAACCGGAAGTTAAACTGCTGCCCAAGTAAAGCTAACATCTTTGAC



TTATACCGTTTACTTAAGTAGAAAACATGCTGTCCATATTTAAGTCCATTCCTACGCATA
TGGATTATAAAGGCCAGAAGCTTGCAGAACAAATCTTCCAAGGGATTATTCTCATCTCAG
CGGTGATTGGATTTGTGTACGGTCTGATCGTTGAGCAGTTCGGGTGGACAGTGTACATCG
TTTTAGGTGGCTTTGCTGTGTCCTGCTTGTTGACTCTGCCTCCATGGCCCATGTACAGGA
AGAATCCGCTGCCCTGGCAACCAGTTGTGCCTGAAACCAGTGCAGAGTCCAACCAAAAGC
CTCCAGAAAACATCCAGAAGAAGAAAAAGCACAAGTAGATGAACAGCTACCACGTTTGGA
TCACTTTTTGCATATGCTGTTACGTAGACATGTTTTCTGCATTACAAAATTGTGGAAAGA
AAGCTTTGATTTGTTCACCGGTCACGTCCAAACTCTTTTCTTTAATTAAAACATCAAATG
AATTCCNCANNNNNNNAANNAAAAAAAAAAAAAAAACAT
>CLMC1360Contig1
GGCTCAGGTGCTTGTTTTCCTGCTCCAAACCCTTCAGCTGTCTCTCAGAGTTTTCTCTTA
GAGTTTCTAGAGTCTTCTCTAGTAAAGCTTTCTCCTTCATCAGGTCCATGCTGAGCGTCT
CTGCGCTCCGGAGAGACTCTCTATCTGCCATCAGCTCACTCTCCAGTCGCTCCAGTTTCT
GGTTTAGTTTCTGGTTCTCTTGGTTGACTTTGGCCAGCTTTGATATGGTTTCTGCACTGC
CTGCTCCTCTGAGCTCCTCCACAGTCTTCAGTAAAGCCTGATTGTCTTTCTCCAGTTTCA
AGAGTCGACTTGAGGTCAGATCCTTCACCTCTTCTCCTAGAGACTTCTGTGGGACCTCAG
TCAGCTCTGGTGTCTTTGACAGTTGCTCTAGCTCCCAGCCCAGGTGCAGGGACTCATCCA
TGCTCTGTTTCTGGGCCATCTCCAACACAAGATTCTCTTCCAACAGCTCCTCCATACGCT
TACGGTCCAGGTCACGCTCCATCTCCATGTCGTGAATCTTTGATTTAAGCTGCAGATTCT
CTTTCTCTAAGAGATGAAGTTTGTCAGACCGGGTTCTGCAACCATCTAGCTGCTCTTCTA
GCATGGTCTTGGTCTCAAGCAATATTTGGTTATCCTCCTTTAGCTCCTCCACC
>CLMC1364Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTNNNGCCTAAAAGCATAAAACCCCAATTATTACAAT
CCACTGGGTTGTTTTTAATTGTAAAGAATATTTGCACGAACAACAGAAATGTGGGGAAAA
GATTTCTGAAAGAGCACCAATGCTTAACATGCAAACTATAACAGAATTTGCCATCAAACG
AAAAAAAAAAAAAATTAAAATGATGTTCTTGTATTTTTTTTATGTAAATGTTTGACAACA
ATCATCTCTTTTGAAGCTCAGGTTGTGCTTTTGCACGGACAGTGACGAGATCTGCTGTAT
TGTTCTTTTGACAATTAGTCTTCTTTTTTGTTTCCATTGTCTTGAAGGTTCTGGAGCTCC
TGGTGTTCCTTCAACAGCCTGTCGTACTCTCTGGCAAGGCCATCCACCTGCTTTTTCACT
GCGTCCGCCTCTTTGTGGGACTTCTCCAGGGCATCTCCGGAAGTCTTTAGTTCTTTCTTC
AGCTTCTCCATTTCTGTTCGCAGCAGCTCCATTCCCTTTTCTGTTGCCTTATCTGCCTTT
CCATCCATCAGAGTCTGTTTGAGCAGCTCATTGTCCTTCATATATTTTTCAGCTGTCTGG
TTAGCATTGGCGGCCTGTTCTTGAAGAGCAGCTGTTGTTGCAGACGCAGACGCCAGCTGG
TTGATTAAAGTGATCAGTCGCTTCATCACCAGCCAGAGGAAGACCGAAAAGCCCGATATG
TAGAGGTTCCTTTGGGCCCTAAAAAGCTTCATGTGCATGTGGTCAAACATGTTCGGTTGC
AGCTTGGCACCTACCACGAGGTCTTTACTGGAGTACTTCCTCACTTCCCGCACTGCATCT
CCTAGCTGAGATGAAGGGTAAGCAGAGAATGAGAATGACGCCGATTTCCGCATAGAGAAA
AAGAGCCACGGCGGTCCATTGCAGAGTCATCTTCTCTCCAACAAGAAGGCAGAACTCGAT
AGAATATGAAGTAACTTTTGTGTAGCTGTCTTTAAGCTTCCCTCTTCCTGCNCCCCCCGG
CCATA
>CLMC1369Contig1
TTTGGGCGTCACTCCTAGCTGCTGCAAACCGGTGCTGAACATGGTGGGCTCTGGGACCCT
GTGACCCAAGTGGCAGGACTGAAGGACCAGGTCAAAATGCCCGCCGAGCAGACAGAGAAG
GCGTGCGGAGCTGTCTTCATCGGCGCAATCATCAAGCCAGTGGTTTGCTAGCACAGCAGT
TAGTACACCACTGCGCCGCAGACTTGCGGAAGTCTTCAACACTGCATGTCTGACGCTCAC
CACCTCCAAAAAAAAATCCTTCAGCAGACCCCTGATGGACCAATCAGATGGCAGCGCCGT
GCCTCTGGCCTGGCTTTCTTTTACACACTCAGCCTCTAAAGCTGGCAGCATCTCAGAAAG
AGGCATGTCTCCCCGCTCCGCCCGCCTCAGGGAACCATCGGGCGGGGAGTAAATAAAAGA
CAGAAAACCTCCCGGCAGGTTGTGCCGGTCCTCCAGGTTCTGGAAAATACCGTCGGGTTT
TGAAGGTACGACGACCCCCCAGAAGTTGAACAGCACCGCTTTCCTCTCCGCCATGACTAT
GGCTTCAGGCTTCAGCATGATATCAACAGCACCGGGCTGGAGGCGCCTCTTTCCGACCCC
CC
>CLMC1371Contig1
TTTGGGGCCTTTTTGCGTCAGTTTGGCGGGTTTTAGTTAGTAGGAGTCTAAGTTATCTTT
TATTTTAAAAGATTTTTTAGTTGGAAAAATGACCGGATCTTCTCGGCTATATTACTGTCA
CTTGCCTGGGTGCTAAATCTTTCAACCGGTGAATTTAATAGAGTAGGGGGGAAAAAACTT
TTTGATGGCTCGGATGAACGCCCAGCTTCCAGCTGTTGAATGATTCTCGCGCTCGTACGC
CCGTTTTCCTGCTTCCACCTCATTTCATCAAACATGGAGCCCAATCTGCTGATTTCTACT
TCTCCGGTCATGGATCTGGCAACACGACAGTCTTGTCTAACTTTCTCATGGCGGCTCCTC
GGTCCGGACGATCTACGCCAAAACTCTGTTTATAAAGGCTCTGATTGACAGGTGGCTGTA
ACTTTCCGTAACGTGTCGTGATGAAGTAACATGGTTTCCCCGCTGCTGCTCCTCGGTGAG
TCTCAGAAACGTCCCGAAGACCTGCGGGTAGACGGTCCCGGGCGGGACGCGGTCTCGGTG
CTTCTTCGGTTCTGGGGTTTACGGGTTCTCCCTGTGTGCTGTTCTCCTCAGTCTGTTTGG
CTTCAGTCCTGTCGGAACCAGCGTCCAGCTGCGGGGCCAAAGAATTCCCCTCCAGAGACG



GACAGTGCTGCCCGATGTCCCCGGCCATAAGGCCCGGGTTAA
>CLMC1381Contig1
TAAACCCGGGCCTTATGGCCGGGGATTGTCTGAGTGAAGGCACCGGGAGAGGATCCTCCG
CTCTGCTCAGTGTAATCCGGTCTCTCCCAGGCGCATGCACTCAGCCGTCCGCCATGGCGA
CGTCGGGCAGCCCTCCCTTTGGTGTGAGCAGCCTTTAAAACTCGTCTGGGAGGGTTAGGG
CTGTGTGTGTGTTTTTTTCCCTTTAGTTCCTCCTTTCCTGCGGGACGTGGATGTAGTGCC
TCCCTTCATACTCTCCGTGTGGACAAGCCCCGCATAACGAGAGAAGGCAAAAAGCTTCGG
GGAAGGTCCTGTTTGACCTGGTGTGCTCCCACATGAACCTCATCGAGGGGGACTACTTCG
GCTTGGAGTATCAGAACCATCAAAAGATGATAGTTTGGTTAGACCACATCAAACCTATTT
ACAAGCAACTCAGACGACCGAAACATGCAATCCTGAAGTTCAGCGTGAAGTTTTTTCCTC
CCGACCACGCCCAGCTGCTGGAGGAGCTGACGAGGTACCTGTTCGCCCTGCAGATCAAGC
AGGATCTCTGCTGCGGCCGTCTGACCTGCAACGAGAGCAGCGCAGCGCTGATGATCTCCC
ACATCATCCAGTCGGAGATTGGAGACTTCGA
>CLMC1387Contig1
CCCGGGCATTATGGCCGGGGAGATTCAGGTCATGGCGGACTTCACGGAATACGCTTTCCC
GGCAGGAGCAGAAAGTGAAGGAAGTAATGATGAAAGCGACATCAGCTGCGGCGTGGAGAC
AACTTATCTCCCCAAAGAGTCTGGGGAAAAAGACCACGACTCTACATTTAAGTGTGAAGA
TGTGTGGATGATGAAAAGAGCTATCAGTAAAGGACAAACGGATGAAGTTATCAGGTTACT
GGACAATGGTATGGATGTAGACACCAAGCTTGAGTTTGGATGGAGTCCACTTATGTTTGC
TGTCAATATGGCAAATCACGACTTGGCCAAACAGCTGTTGGACAGAGGGGCCAATGCGAA
TTTCACCAAAGATCAGTGGTCAGTCCTCATGGCTAGTTGTACTGCATCTGCCAGTGAAGA
TAAAATCACACGTTGTGTGGAGCTTCTCCTGTCCAGAAACGCTGACCCCAATGTGGTGGA
TAGGTCTCAGATGACCTCTTTGATGCTTGCTGCCAGGGAGGGCTACAGTAAAGTCATTAA
CTTGCTGGTGGCCCATGGTGCAAAACTCGATGTCCAGGACAGCAGTGGATATACAGCGTT
GGCTGTAGCAGTCAAGTATGGAAGAGAAAAGGCAGTGCTAAAGCTTCTCCAGCTGGGGGT
AGACAAAACCATAAAAACCAAGAGCGGCAAGAGCCCAGTTGACCTGGCTGAATTCTTCAA
GCACCCACAGATAGCAAAAATCT
>CLMC1391Contig1
TCCGGCATCAAGGTGTAACCATTGAGACAGTAGCACTTGTAACTGCCGTGGGTGTTCATG
CAGCGATGCTCGCAAGGCCGAGGTTTCAGACCACACTCGTTTGAATCTTGATTACACGTC
TTTCCTGTGTATCCAGGGAAACACTTGCATTTGTTTGGGCCAACACACTCGCCGTGCTTG
CAGCCGTGCTCACAATGAGCCTCACACAGCCCTTTGGTGTTCTTCTTCCAGCCATAGCAA
CACTCCAGCCTCCTGCCGTATCGACACACTCCGGGTTGGATTCCAGTGAGGACTTGTCGG
TAGTGTCTGTGAGCGTTTGAGCTGCTTGAAATGTGGAGCAGGAGAAAAAGCACACCGATC
AAAGTGAATGGCTGCATGACTGAAGTTTGTTTCCCACAAAGACAGGCTTTGGTCTGGATG
TTCTATCTGTTCCTCCAAATGATTTACTGTCATAAAACTTTCTAGATGGGAGCAGATCTC
TGTTGGGTTATTGCAAAAAAAAAAATCACAAAAAAAACCCTTTAAATCCAGACTACAAAA
TAAAACTTTTCTTTTTCAGTCTCTTTTCAGTGCTGCAGCTGAAGTCTGTGTCCCATAATT
TGTTCTCCTTCTTCC
>CLMC1395Contig1
TTAACCCGGGCCTTATGGCCGGGGAACTGTCGCAGGTCTGTTGTCTGCGGCTGGTCCTTG
TAAATAATAGCAGTGATGACGATTTAGACTTTGTTTCCTAGCATGTCGACGAGAAAAAGT
GGCGACGGCGGTGTTGTTGTCTCTATAAATCGAAATACGAGGAATCTGGAAAACTTCACC
TGCACTGTTCAGTACCCAGCTTTTTTACAGGTGGCTGCTCACTAGCAATGCAGCATGTGG
TGCTGTACCAGCTCTTTGGTTTACCTGCGGCGAAGCATCCGTCTGAGGTTATGCAGCAGG
CGAGGAAGGAGCAGACTGCCTTTGTGGATTAGGGAAACGTGGGCTTACATGAGGCTGCTG
CTCCAGTCGCTTTACTTCAACTCGCTCACGGACTCCGATGTAGTTTTTGACTGCGTTTTT
GAGCCAGTGTTTCTGACTGTGGATTATATCACCCGCTGGTTTGGCACTGTGTTTGTTTGT
CTGGTGGTGATCCTGACCAGCTCCGTCGTGGTCATCGCTTACGCAATCCTCCTGCCTCTC
GTCCTCAACACCTACTCCCCTGCGTGGATTGTTTGGCATCTTTGTTACGGACACTGGAAC
CTCATCATGATCGCGTTTCATTACTACAAAGCTGCAAAGACCTCCCCTGGATATCCACCC
ACGGAAAAAAACGACAGACCCTTTGTGGCGGTTTGCAAGAAGTGCATTATACCTAAACCT
GCGCGAACTCACCACTGTGGCATCTGCAACAGGTGCATCCTAAAAATGGACCATCACTG
>CLMC1399Contig1
TATGGCCGGGGAAGATGGCGGGGTTGCCATCGAAGCCATATGGCCGCACGTCGAGGAGAA
AATAATCGAGGAAAGGAGGTTAAATCACCAACAGGAGACAAATGTGCAAATTATATCGCT
CCCTGATGATCACAGAGGGTGGCCTGTGTCTCTATTCTATAAGCTGAATGCATTGTGATT
TCCAATAATTGAGACAGTGATTTTGAAAGCTGTCTACATTGATGAAAAGAGCAATGTAGT
CAGCTTAGCATAAAACACCTCTGGCACGCGGTCTTAACAGGGATGCGTTTCTTCATGTTT
TCTGATTTGGTGTCAAAGATAAAAAACAAATCAAGCTAAACCTTTTTTATATAGCTGTCA
GATTGAAGTTTTAGCTCTTAAGTAGAATAACATGGAGCTAGATGATATTTTGCCCCCGCT
CCCATTGGAGCCTCCTGATGATTTCGGCCTGGAACAGGGCAGGGCACCTCCACCACCTCC
CCTGCAAACGTCCAGTGACGCAGAGGTAATGGACGTTAGCTCTGGTGGTGATGGATACAC
GTACACCCCAGAGGACGGGACACAGGAGCCTCTTGGCAAAGGTTCATTTACTTTCAGTAA



CCACCTTACCAACGAGGCCAGTTCCAACCCTCCGTGCCCAAGAACCGCTCGCCACGCTCC
CCCA
>CLMC13Contig1
GTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGACCCATTCACCCAGTCACACACACATT
CACACACACATTCACACACTGATGGCGGCTCCGCTGCCAAACACAGGCGCCAACCTACCA
CCAGAGGCAAGGTGGGGTTCAGTGTCTTGCCCAAGGACACTTCGACACATGGGCGTGCAA
GGCGGGAATCGAACCTGCAATCTTACGATCATGGGTCGACCGCCCTACCGCTGCACCACG
GCCGCCCCCCCCGGCCATAAGGCCCGGGTTTAACGGCGCCTC
>CLMC1402Contig1
TTTGTATAACGTCAGCGGGACTTTCTGCAGCTGACCGGCTGACTGCGGTCGCCACGTCAC
CATCTTTCACTTCTCCAACCCTCACAGTTCACATGTTTGGCCTGTGGTGAAACAAAGAAC
TAATGGAACAGATGTGTACTTACATATACAAGCAGCTGCCAGCAGCCTGTTGGCCACGTA
CGGCGCTATGCAGGTGGGGAAGATGGGCTGCACCATGTAGTTGGAGAAAGTGATGGCGAT
GACGGCCTGGCTGGTCGGTTCGATGATCAGCAGGGACGTCCACAGGCGGATGAAGGCGAG
GAAACCCCCAAAGGCCTCCAGGATGTAGGCGTATGATGCCCCTGACTTAGTAATGGTGGT
GCCCAGCTCGGCGTAGCATAAGGCCCCGAATATGGAGAAGATCCCACCAATGGTCCACAC
CACCAAGGAGAGACCGTAGGAGGCGCTGTGGATGAGCACGCCTTTGGGGGAGACGAAGAT
CCCGGAGCCGATCATGTTACCCACAATCAAGCAGACCCCGTTCAGAAGGGAGATCTCCTT
CTTTAGCTTCATGGACTCATCAGAACTTCCTGACTTTAAAGACGGTGGGCCCCCATTTGT
CCCCTCTTGGGTGGGAGCAGGACTGTAAGACGCCATTGTTCCTGCTTAATCAGAACAGTT
TCCACTCAGGGATCACAGTCACAGACACAGAAGATTGATTTTTTTCTCTGTTTTTCTTTT
TCCTCCTGTTATCTCCGTTTGGCCCCGGCCATCTGGAGGCAGCAGCACATCAGCAGGACA
TCTTCACAGAGGAGACTATAGGTTGAAGATCCGATGAAGTAAGCCAGAGACACAGAGGTG
AGGCTTTTACAGAAAACAGAGAGCAAGGTCCAAATGCTGCTGATAAGTTGTCTCTCTTGA
GTCACTCAAAGCTGCCAAGAAGATCAAGAAAAGCCCTCTTCCTCCAGGGTTCCTCCTGAC
AGAAATCACCGGATTACAAAAAAAATCAGCTGTTCTTCCTACTAATTTGAAGTCAATAAT
AATAATAATAATTAATAAAAACCAATAAGCCTCAGACT
>CLMC140Contig1
CTTATGGCCGGGGGAAGATGGTCACGTGACCGCCGTTCGCTTCACGTGTGTTTAGAAGAA
CTGATAGTTTGCTTCCAAGACTGTTTTTGTTTTTGACGTTTTATTTAGTTACTTTGTTTT
TTTTTCTAACTAGCATTCTTCTTCATTGAAGGACGATGGCTTCCAGCTGTCGACGACCCG
AGCACATGGCTCCTCCAGATGTGTTCTACAATGAGGAGGAAGCAAAGAAATACTCGCAGA
ACTCCCGCATGATTGAGATTCAGACCCAGATGTCAGAGAGGGCTGTGGAGCTTCTGAACC
TGCCAGAGGGACAGCCGTGCTTCTTGTTAGATGTCGGGTGTGGATCTGGTCTCAGTGGGG
ACTATCTGTCAGAGGAAGGACACTACTGGGTTGGAATCGACATCAGCACTGCTATGTTAG
ACGTCGCGTTGGACAGAGAAGTGGAAGGAGATCTTGTGCTGGGGGACATGGGCCATGGGA
TGCCTTTTCGAGCAGGCACCTTTGACGGTTGCATCAGCATCTCTGCGCTGCAGTGGCTCT
GTAACGCAGACAAAAAGTCCCACAGTCCACCCAAGAGGCTCTTCACTTTCTTCAGCACAC
TATACTCTTCTTTGGCTAGAGGCTCTCGTGCTGTTTTTCAGCTTTATCCACAGAATTCAG
AGCAGCTGGAGCTGATTACAACGCAGGCCATGAAAGCAGGTTTCAGTGGCGGCATGGTGG
TGGATTACCCCAACAGCAGCAAGGCTAAAAAGTTCTTCTTGTGTCTGTTTGCCGGTAT
>CLMC140Contig2
GGGGCTTCACGTGTGTTTAGAAGAACTGATAGTTTGCTTCCAAGACTGTTTTTGTTTTTG
ACGTTTTATTTAGTTACTTTGTTTTTTTTTTTTTCTTTTTTCTAACTAGCATTCTTCCTC
ATTGAAGGACGATGGCTTCCAGCTGTCGACGACCCGAGCACATGGCTCCTCCAGATGTGT
TCTACAATGAGGAGGAAGCAAAGAAATACTCGCAGAACTCCCGCATGATTGAGATTCAGA
CCCAGATGTCAGAGAGGGCTGTGGAGCTTCTGAACCTGCCAGAGGGACAGCCGTGCTTCT
TGTTAGATGTCGGGTGTGCATCTTGACCAGTGTTGAGCTTTAAAAGTTATCAGCAGTTAT
TCACTCATTTGTGCTCCATTTATCTGCAAAGATCTTATATTGTATCAGAATATTGATTTA
TAGCAGTGGGACAGCAGCCTCCACCGTTAGGGAGGAGCTCTGTTTTTTTCAGGTTTTTTT
TTTTTTTTTAACCACATCTGTTCTGCATTGAGCAATTTATAGAAAGTATTAAAATCCCTG
C
>CLMC1410Contig1
TAACCCGGGCCTTATGGCCGGGGAGGTGATGGACTAACGTTTTGTTGACAGCAGTCAGCT
AGGTTTTGGCGTAATGTGATTAGATGCACTTTTTACATTTTTATTTATGTTTCGTTTGAA
ATAGTAGAATTGGATTTTATCTATCGTTGAACCTAGCTGATGGTACTATATAAACAAGCT
ATTTGAAAAACATTTAAACTGTTTTTAGGGGTTTTTGTAAACTTGCTGCTCTTCTTACGA
ACCAAAATACACTTATCTGTCGATCATGGTTGAAAACTCCCCATCACCTATGCCAGAGAG
AGCAATCTATGGGTTTGTTCTCTTCCTTGGCTCCCAGTTTGGCTTCTTTCTGTACTGCTT
GTGGGCATACATACCAGAGGAATGGCTTCATTCTATAGGGCTCACTTATTGGCCTCAAAA
GTATTGGGCTCTCGCAGTGCCAATATATATGCTGGTGGCAATACTGGTGTTTGTTGTGGT
GTTATTTGGGGTCAACATGAGCAACACAGCCCCACTGGACTCTGTGGACAACATCACAGA
TATTTATGCACTAAAGCAGAGTGAAGAATGCCTGCAGAAGGGGGGAATACCTCGAATAAA
GGATGTCTCCATCAGTGATGTCAACAAAATGTTTTATTTATCACCCAAAACATAACAGTC



TGCTGCTGGGTGTTTTGTGGTTTCTCTGTTCATTTATTAATAATCTGGGGGAACCTTTCT
GATGGTGTAATATGCCAAATCTGTTC
>CLMC1411Contig1
GGTACAGTCTGCAACAAGTTGTCCAGGTCCATAATGAGCTGGGGGGCTTGGACCGCCACC
CGGCTGCTGGGAATGATGGGCCAGTAGGTGTGGCTTAAGAAGTGGCTGTGAGTCACAGGT
GAGCTACTGTAGCCATAAAGAGGCAGTCCACCATGCAGTGGCATTAAGGGACCTCCATTA
AAGCGCATGCTTGGTGGAGCCACAGCATTGGGGGGAGCATATTTAGCATAGGAGGTAGGG
AGCTCCCATGGCGGTGCAACAGTGTCCCTTCTGGCAGATTTGTTCGATGGTGGCCTGCAA
TCCTCGTAACCCCCTGACCCTGTTTCACCTTCTGGGGGAAGGCGCTTTCCCAGGTGGGGA
AAATCTTTCCATTCTTCATCGGAGGAGGACGAGGAGGTGGAAGCGGGGCTTGCAGAGCTG
GCAGAGGCGCTGCGAGCAGAGGAGGCGTAAGGAGGTCGTGCAGCGGGCAGAGGCCGAACA
CGGTCCACTTCCCCCCAGCAGTCGGTAGAAACGCTGTCTGCATCCCCTGGCCCCAAGGCC
GGTTGTAGGCTGTGTAGCAGCGAGTCGATGGCAAAGGATGAGTCCAACTTTGGTCGGAAA
AAGTCGTCTTGCCCATGTGAAGGATTTTCTGTTGGCATGGGAGGGAGGGAGGTCATAGGT
GGAGGGGGCGGCTCAGATTCCTGCTGGTTGCCTTGAAGGATGTAAGGGGCCAGATCCTGA
GCAAAGATTGTCTCATCCTGGCGTGACACGGCCGTGTTCTGCCTTTTCAGGAGTTCCAGG
GGTACACGGCTTAACTCAACCGCCCAGAAGTTCCCTTTTCCCTGAGGTTTACCAGGATCC
TTCAACACCTTAACAAAGCAGTCATAGGAAGAGAGATCGTGTCTCACAGAATCCCTCCAA
CCTTTGTAGTTCCCTTTGAAAAATGGAAAGAGGCTGCTGATCTCCTTTAAGATCTCAGAT
AATGTCAGCTTCTTCTCTGGGGAGCGCTGGATGACCATGGCGATCATTCCGAGGTAGGAG
TAGGGTGGTTTTGGATAACGCTGGTAGTTCTTCTTCTTTCCACCACCGGTGCGTTTCTCC
TCCTTGTCACTGCTCGTCCATGTATTTCTGGATAAACTCTCCGCAGTTAAGTTGTTTTGA
GCATGAGCATTGTGCGCCATGCTTGTTGTTGAGGCCGGTTTATCCATATTCATTTTTGCG
CTGGAGCACTTTTCTGGGCGCATCAGCAGCTGCTGTGGAGACATTGGAGCCGGGCCACGA
TGCCCGGCGTTTAGGCTTGGTGCGCTCCGCGCTACACCGCCCC
>CLMC1412Contig1
TTGAGGAGATCGGTTTTGGATTTCTTTATTTGAGCAAAAAACATAATTTAAGTAACTACT
TGAATTAGATGTTCAACTTTTCTAAGGCCTATCTTTACATTTGACGCTAACGTGAAGTTT
GGAAACTTTTAACGTTGGTTTCGGTTGACGAAGGCAAGATGCCGTCCTGTGTTGATGACT
ACGAAGTGCTGTACACGATAGGCTCAGGCTCCTATGGAAAAAAAAAAAAAAAAAAAAAAA
AAAA
>CLMC1415Contig1
CCCGGGCCTTATGGCCGGGGGAGTTTCGGTAAGGCGGAAGGAGAGGAAGGTCCGAATCGG
GCGAAAAGCACCGGCGGTTTGCAGCTGTCCGAGATAAGCCTTTTCTCCATCTGTTGTTGT
TTATCAGTTCGTCTCGTCGAGGAATTCCTCGGCGAGCTTCGTGTTTTTTCGGAAAGTTCG
GCCTCACGCAGGAAACAGACGGCGTTATTTGCAGCTGGTGGCTCTCAGTCCCACAGACAG
ACCTCTCCCACTTCCTGCTTCTGCTCAGAGGATGTCAGTGACCCCTCGCCGCGTGCGCCT
AAAGCCCTGGCTGGTCGCTCAGGTGAACAGTGGAAGGTACCCGGGTCTGGAGTGGATCGA
CCGTGAGGCCATGCGCTTCAAGATCCCATGGAAACACGCCACGCGCCACACACCGCAGCA
TGAGGACGAGGACACCATATTTAAAGCGTGGGCCGTGGAGACCGGGAAGTTCCAGGAAGG
CGTGGATGAACCCGACCCTGCAAAGTGGAAAGCCCAGCTTCGATGTGCCTTGAATAAAAG
CCGAGAATTCAACCTCGTTTACGACGGCACCAAAGAGGTCCCCATGAACCCGCTGAAGAT
ATATGACGTGTGCGACATTCCACAGCCTTCCAGTAACCAAGATACTGGACCTTGGACACC
AACAGAAGATGATGGAATTGAAGATGATGTTCCAAACACACCAGAGTCTCTTCCTCCGTA
CCCGTCCAACGGCACCAGTCCTTCACCACTCATTCTGTGG
>CLMC1416Contig1
ACCCGGGCATTATGGCCGGGGGAATACATAAAGAGTTGTCTTTGTACACAGACGCTGGGA
TTGCAGTTGCGTTTTAAAATAGTACTTTTAATTGAATCGATAGAATCTTTGAGTGGCTTC
AAATGAGCCAATTAGAATACGAAGTAGCAAAACATATGAGGTAATTTAGTCCCTTTAAAA
GAACAAAACGATGTCGGAAGCCGCGTTTGATGACAGCGAGATCAACCAAGAAGATGACAG
CCAGGAGGACGTTATGACTCCAGCAGAGCTGATCGCCAAACTGGAAGAGGCTTGGCTGAA
TGAGAAGTTCTCCCCCGAGCTGCAGGAGAACAAATCCGAAGTGGTGGAATGTGTGATGGA
GCAGCTCACTCATATGGAGTCCAACTTGCAGCGAGTGAAGAAAGGCGACACCAAGGCCAG
CATACATCGCATGGAAGTGGACCGGATCCGCTTTGTCCTCACCAGCTACCTGCGCTCCCG
GCTGCAGAAAATTGAAAAGTTTTTCCCTCATGTCCTGGAGAGGGAAAAGTCTCGAGCTGA
GGGGGAGCCATCCCTGCTTTCCCCCGAGGAGTTTGCATTTGCCAAAGAGTATTATGACAA
CACAGAAGCGTACCTGAAAGCGGTAGCGCTGAAGCGGATGCCACCTAACCTACAGAGCAT
TGACATGCTCAAAGCAGTTC
>CLMC1417Contig1
CGGAGGCTGACCTGCTCAGCACCCAGAAGCTCTTCCACTTGTTCATCAGTAACTCTGGAA
AGCAGACTAAGTTTTGCATCTGGCCAGAAATGTTGCGGCCCCCAATCTTGAGGTTGTTGC
CCCATCGAGGGATTCTGACTATTCAACATTTTAAAGAACCAACCGCAGAATCGCTGACCC
AAAACCAGAGGGTCAAACCCCACCTCAGCTTTTAAGACATTGGAATCAGGAGCTTTAGGC
TGTCTCGAGGTTCTTTCAGGTGTCTGAGCTGAGGACCACAGTTCCAGTGTTCTCCTCACC



AGCTGGTGTTTGTCGCTGCTCGGAAGCATTGGAACTCCTTGGCTGGCGAGGTACTTAAAT
ATAAGGTCTCGCTGAACCTTCTTTCTCTTCAGCAGTTCTTCTGCATTTTTAGAGAAGGAA
AGAATGGTTTCTATTGCCTCCGCAACGTTTTCCACTTCTATCACCTTATTTGTAACCGTA
TTACTGAGTGAGAACAAGTCACACGTTTCCATTAGGCTTAGTATCTTTTTTAGTCCAACA
CGCTCGGTGTTTGATAAACCTGACATCTTTACACTGTTAGGATTATTCTTTTTCCGCTGT
CACCAACCAGGTTTCCATGTGTTCGACAAAAATGTCATCCGTGCAGAAACAAGACCTGTG
GATAATGGCCCCGGCCATA
>CLMC1428Contig1
CCCGGGCATTATGGCCGGGGACGGATTATGGCTCTACCCGGAAGCTTGATAGTGTAGGAA
TTTCCGGTTACGTCAGAGCGTCAGGACTCCATTAGAGTTGCAGCTGTTTGTAGAGAAACA
TCAACAAAACACGGTAACTGACAGGTCGCTCCGTGCTCGACAACAAGGCCTCAAGTCTGG
AAGGATAACTTTCATTTCCCACCCGGAGCTCCGCCGTATTCTAACCACGGCCGCTCTCGG
TGAGGAAACTCTGGCCTCCGCTTCCTCCTCCTCCGACTCGGACACCGGCGGAGCGTCGCC
GCCCCCGCGGAAGAAGCACCGAGCCTCGGCGGCGGAGGGAGTAGGAGAGCCCGGGGCTTC
AACAGTTTTAACAGGCCTCTCTGGAGTTGTCTTGGGACTTGCTACTCACTCTCAAACCAC
GTCGGCCATCCAGTTTAACCGAAGTGTTGTCAATAATCTCAGCAGCATGCAGTCAAACGG
GGCAGGACAAGGACAAGAATCTTCAGAACTACCCTGCCTCAATAGCGCACAAAACGGAGA
ATCGTCCTCGGCTGGTGGAACCCACTCCAATGGGCTTCTGTCCAACACAGACAACGGCAA
CAACAGTGTCGGTACCAGTAATGGCTCTTCAGTTGGGCCCTGTGTCGGGACTTCGACTGC
CTCGATGGCGTTAAACTCGGAGGTTGGCTCGTTGAAAAAGAAGAAACGACTGTCGCAGGC
GGAGGAAGATGTCATACGATTAATAGGGCAACATCTCCACGGACTGGGGCTCAATCAGAC
AGTTGATCTGCTGATGCAGGAATCGGGGTGCAGACTGGAACACCCGTCCGCTACCAAGTT
CCGCAACCATGTCATGGAGGGGGAGTGGGAAAAGGCTGAGAATGATCTCAACGAGCTGAG
>CLMC1430Contig1
AAACCCGGGCATTATGGCCGGGCTAGCGGAGGTACGCTCTTGTGCCGACAGAGATCAGTG
TATTTCTTCTGAAGAGACACGAAGGAATTATCATTCATATTTCTCCGACATGTTATTCAT
ATTCTTGACAGTATCCTGTGTTGTCCTTGGTTCCTCCAAAGGTATAGATCCTATGGAATT
CTGCTTTAGCTCTAGTGCACGGCTACCAGAGCGTTGTACACCCAGTGTCTATAATGGCCC
GCTGTATTTTACTCCAAGAAATGGTGGACAAAGGAAATTGCTGATGGATAACAAGGAGGC
TAAAGATCCTCGGCTCGTTATTAAACCAGACTCTGTTGTGCTGACGCATTTGACTGAAAA
GGATGATGGGACTTTTGCAGTTTCTGGTTCAAATGGAGAGATCATAGATATTTTCTCCGT
GAAGATTTTGGACTGTGCCTCAGAGATCTCAAAGGTTTATGGGGAGGAACTGGAGTACGG
TCTACCTCAAAAGGCTGTATTCCTGGAGTTCACTCCGTTTCACCGACTAGACTACCCAGT
GATTCTGTGGAATGGCACAAACTTTTATGAAGCAAGAGTCCGAGTGGAAAAATATAAGTT
TAGGATGTCCAGACTCACCCAGGCAGACAGCGGCTTCTACAACTTCAAGCAAAAAGACAA
AACTTTGGTGTCAAGACTTCGACTGACTGTACAAGGGAATACCAGTTATTATGGGGGAGA
ATTAAAAGGGTCTGTGTCCATTGCATACCCGGAGTCTGATGGTCCATGGACTGTGACCTA
TTTCCCTGAACATGGAGGGGAAAATGTAACCGTGATAGAAGCAAGAGCTCTGGTCAGGAA
CGACAACCCGCTTCGTTCAAGAATTCAACTTTTGCCCTCAGGCTTTAAAATTAGTCGCAT
ACAAAAGGGAGATTCAGGCTTCTTTGAGTTCAGAGACCCGGCTGGGAACGTAGCTTTGAC
CTCGCACTTGACCATTATTGAATCTCATCATGCGGTAACATACTCTGTTGTTGGTGTTGC
TTGTGTCGTTTCTGGTATTATCTACTGTGTGTCTCGCAAAAGAAGATGCTGTAATAGTTC
TTCCACTGCGACTGCTCAGGCTGTCCAGCCAACAGCAGGACCTAACGTATATTACCATGA
TGCAAAT
>CLMC1433Contig1
TAACCCGGNCATTATGGCCGGGGATTCGGGACCTTGATTTAAACGACTGTACAATGAGTG
GAAGAGGAAAGGGCGGGAAAGGACTCGGTAAAGGGGGCGCTAAGCGGCACCGGAAAGTCC
TCCGTGATAACATCCAGGGCATCACCAAACCAGCGATCCGCCGTCTGGCTCGTCGTGGCG
GAGTAAAGCGTATCTCCGGTCTGATCTACGAGGAGACCCGCGGTGTGTTGAAGGTTTTCC
TAGAGAACGTGATCCGTGATGCCGTCACCTACACCGAACACGCCAAGAGGAAGACCGTCA
CCGCCATGGATGTGGTCTACGCTCTGAAGAGACAGGGACGCACACTGTACGGCTTCGGCG
GTTGAAACTAACATTCCGCTGTTTGCGACTAAAAGGCCCCTTTAAGGGCCACCAATTATT
CTGAAGAACAGAATTCTCTTTGCATCAACATTATCAGAAGTATGTAAAGTGGGCAGCGTC
GACTAGTATTACAACTCGACCAGCATTACATTCAGAAGGTAGCAAAAAATGTTGAGCAAA
TTCCTTTCTAGGAAAATCTGGAGTATTGCAAAAGTTAATTGGGGCAATCAACATATTTTT
CAATATATATGAAGTAAAATTAGCAAACCCCGCATATACTATGTTGGACTCAAGTTAAGA
AACTGTTTTCCAAATGTTCCAGTTTCTATGAATACAGTCTGTACATCACAATTTTATTAA
CTTGGAGAATAAAAGGTTTATCATAACAATAAAAAAAAAAAAAAAAAAAAAAAAAANA
>CLMC1435Contig1
TATGGCCGGGGGCCTTTCCCTGCGACTAAAGGAAGCAGACGAAGCTTGGAGGTTTCTTCC
AGAGAAGGTTTACCATCCTGTCTACTAGAAGAGAAAACTCGTGTGCACCTCGTACAATAA
GAGTTTCGCGAACTGCGTCGACATGGGAATCCGAAAAAAGACGGCAAGCAAAAACCCTCC
AGTGCTAAGCCACGAGTTTGTCATCCAGAACCATGCAGATATTGTTTCTTGCGTTGCTAT
GGTGTTCCTCCTCGGGCTGATGTTTGAGATCACTTCAAAGTTTGCAGTTATATTCATAAC



TGTCCAGTACAATGTTACCATATCAACAAATGAAGGGTCAGAAGAGACCGCAGTGAACCA
CTTCCACCATGGCATCAAGGACCTAGCCACCATCTTCTTCTACATGCTGGTGGCCATCAT
CATGCACGCCATCATCCAGGAGTATGTGCTGGATAAACTAAACAGGAAAAAGCACTTCTC
CAAAACCAAACACAGTAAATTCAACGAGTCAGGCCAGCTGAGCGCCTTCTACCTATTCTC
TTTTTGTTGGGGCACGAGCATCCTGCTTTCTGAAAACTTCCTGTCCAATCCTGTGTCTTT
GTGGGAGGGCTACCCACATACCCTAATGCCATTCCAGATGAAATTCTACTACATCTGTCA
GCTGGGATACTGGTTGCATGCCCTTCCAGAGCTGTATTTCCAAAAGACCAAGAAAGAGGA
TATTCCACGGCAGCTTGTGTACATCTTCCTGTACCTGGTCCACATTGCTGGTGCCTATGT
TCTAAATCTGAACCGTCTNGGTCTGGTCCTGCTTGTCCTGCACTACTTTGTTGAGTTCCT
CTTTCACGTG
>CLMC1447Contig1
CCCGGGCATTATGGCCGGGGAGGAAACAGAAGAAAAAAACTGAGGAACACTTTGTTCATT
ACCGGCGTTTTATTTAGAAGCAGAAGGTCGTCTGCTGTTTGTCGGAATTTGACCGAATTC
TTGGTTAGAAATAACAAATACGGCGTACTTGTGACGGAGTTGGTGTTAACGAGGCACAGG
GATGTGAGTTTTACTGAAAAATACTAAAACGCGGCTATACGTCGCGTTTTCTCGGGCTGT
TATGAAACATCGTTAGCGGTTAGCCGCCGACTACTATCCTGTCGTTTAGGTTCGGAGCTA
AAACGTCGACGGTTCGAGTCAAGCTAAATCTTGTCGGACTAAAATATTTGGGCTCGATTA
TTCAACCTCTCCAACGCTGTGGGTTTAGGGCTGGTACCTACCGTGACTGAGATCCGGGTC
TCTGCGGCTATTTCGACCTAGGACCTCCCTTAGACGGACGCGGTGGCTGGTTTGATGGCA
GCCACAGCCGGTGCCCGGAGGTTACCGATGGGTGTGCGGACATTCAGCGACTTTCTCCAG
ATCGCCACCGTGGGCTCCCCTCGCACGTGTCGTCCAGCTGTGCAAAGAGGATGCCTCAGC
CAAAACATCAGACACCTGTCATCGTGTGGCATTTTGATGACCAGAACTCCCAAGCTGCTT
TGTGTTCAAGAATGGGATGCGATGGCGGCTGCTCCTCAAAGCAGAAACTTCATCAGCCTC
ACCAACAAGAGGAAGGAGTACTCGGAGCGCAGGATACTCGGGTATTCTATGCA
>CLMC1449Contig1
AACCCGGGCATTATGGCCGGGGGTTTAGAAACATGGCGGCGTCCGAGCAGTCGACGGTTC
CAGACACAAACATCCCTGAATATGAATACATTGGCGTTAACACCAAACCGTTTCGCATCG
GCTCAGTGCGAGACGAATGGATGACAAGACTGAGGCCCAAGGATTATTCATACCAACAAG
AAGACAAAGACACATTTGAAGCTAACTTTGCAGAAGCGATGGGGATCAGACAGGAGACCA
TGGCTGAGCTCAGATCCGTCTGCAGCCTGGATTCCCTTCGTTGCCATGCTGAAGACGAGC
TGCCTGATACAGAAGTTGTTCCTCCAGACTCAACACTGAAAACTCTGATACAAAGAAAAA
AAAGGCAAGATCACAAAGCTTCACTAAAGGTCAACAAGAACCGACATGATCTCTATGCTG
ATGAGCTGGAGCGTCTAATTGTTGGCCGGACACCAAAAACAGAGAGTGACCGGATTCCTG
AAGGGGAAATCATTCTGACCATCAACGTCTACTACCCTGCTGTTTTTGAGAAGTTTAATT
ACATCAGACCCCACATGACTCTGCTGATGACGGGCTCCCACAACCTCACCGAGCTCAGAG
ATGCTATCTGCTGCATCAGCGACTTGCAAGTGTGCGGCGAGTTCAGCAGGACACCAGACA
TGGCTCCAGATTTCCTCTGCAAGGTGACTCGGATCTGACTTTACACCAAACTGCTGCGGT
GATTGTGATACTTGAAAAGAAGCTTAACCTGAAGGTAATACTTTGTCATATTCTGTTTCA
GGATCAT
>CLMC1453Contig1
CATGCAGCTGTATTTGTCATTTAAGACGTTACAATAAAATAATGAGTTAACATTGAGAGG
TTACGTTTGTTTTTCATTACATTCAGTTACATGTATAAGTTATGTCTGGCCCTTTGAGGA
CAACCACTATACTGATGTGGCCCTCAGTGAAAAGGAGTTTGACACCCCTGCTCTACAGAG
TAGAGTAGGATCTGGAAAAGTATCCATTAATTCTTTACAAGTACACTGGTGAAATAAAAC
ATTTCACGTATAATGGACATAAAACGCATGGGCCGAGTCTCAGGAGATTTTCAGTAATTT
CAAGTCAACTTCTCTTCAGAACTTTGGGTGGTCCTTAAAAGGACCTTTGGTTACTTGGAC
ACTAATGACAATATTCTAACCGCCAAAGCCGTACAGGGTGCGTCCCTGTCTCTTCAAAGC
GTACACCACATCCATGGCGGTAACGGTCTTCCTCTTGGCGTGCTCGGTATAGGTGACGGC
ATCACGGATCACGTTCTCCAGGAAAACCTTCAGCACACCGCGAGTCTCCTCGTAGATCAG
ACCAGAGATCCGCTTGACTCCACCACGACGAGCCAGGCGGCGGATCGCTGGTTTGGTGAT
TCCCTGGATGTTATCACGGAGGACTTTACGATGACGCTTAGCGCCTCCTTTACCGAGTCC
TTTCCCGCCCTTGCCTCTTCCGCTCATTGCTTTGTCGATTTGTTCAAGACTATTTTCCCC
GGCCATAATGNCCGGGTT
>CLMC1458Contig1
ACTGTACTGCACCTATTTTGTTGGACGATGAAATGGAATAGCCCCTAATATGTCAAAGCC
AAAATACCCTTTTGAAAAGCGCCTTGAAGTCGTGAATCACTACTTCACAACTGATGATGG
TTACAGGATCATCTCGGCACGTTTTGGTGTCCCCCGAACCCAGGTCAGGACATGGGTTGC
CCTCTATGAAAAACATGGAGAAAAAGGTTTAATTCCCAAACCTAAAGGCGTTAGTGCTGA
TCCAGAGTTGCGTATTAAGGTCGTGAAAGCTGTGATCGAGCAGCACATGTCCCTTAATCA
GGCTGCTGCTCACTTTATGCTTGCTGGTAGTGGTTCTGTAGCCAGGTGGCTGAAGGTCTA
TGAAGAGCGCGGAGAAGCTGGTTTACGCGCGCTCAAGATTGGCACCAAAAGAAACATTGC
AATATCAGTTGATCCAGAAAAAGCGGCATCAGCATTGGAGCTGTCAAAAGACCGACGCAT
TGAGGATCTTGAAAGGCAAGTTCGATTTCTTGAAACGCGGCTTATGTATCTAAAAAAGCT
GAAAGCCTTAGCTCATCCCACGAAAAAGTGAAAGTACTCAACGAGCTAAGGCAGTTTTAT



CCTCTTGATGAGCTTCTCAGGGCTGCGGAGATACCGCGCAGTACGTTTTATTATCATCTA
AAGGCTCTCAGCAAGCCTGACAAGTATGCGGACGTTAAAAAGCGTATTAGTGAGATTTAT
CACGAGAATAGAGGCCGATACGGATACCGTAGGGTAACGCTGTCTCTTCATCGAGAAGGG
AAACAGATTAACCATAAAGCTGTTCAGCGCCTGATGGGAACCCTCTCACTTAAAGC
>CLMC1460Contig1
CATAATAACCCTTTACAAACTCCACAGCGAGCTTGCCATTAAAAGTGGACACCTCTCCTT
GCACGGTCAGTTTGCCTCGGTTAATGGAGAAGGGCACTATCTCATCATGAGCAGTACTGT
GACCCACTCGATCAAAGATGTCCAGATCTTTTACCACCACATGGCCGTTTAGGCGAACAT
CAAACACTTTTTGCTGCGACTGTGCAAAGTAGACCTCTGAAAATTTCAAGACTAATATAT
AGTTTCCTTCCTCACGAATGGGAATGTCATAACCAAAAGTGTCCTCATTGTAGCGCTCTG
TCTGGTACAGAATCTGGTCCTCTGGACTGGAGCGTAGTATTGGGAGGCGTACACCATAAT
CAGATGCTTTACCAACTTTTCCTTCCAACGGGTCCTTTTTAAAATGAATACCATGTACGT
CTACATGTGCTTCACCACCGGCATTTACAGCCCAGATAACCCGCTCTGCGAGGTTGGGGC
CCCCGCCGTTCGCCACGCAGTGCTTGGTCAGCAGCGACAGAAGCGCTGCGACCAGACCGG
CGACAAGCTGTGCCGTGAGCCGCTGCATTCTCGCACCTTACAGCAGTCTGCTCCGACACA
CACACTCACAGGACAGCGTCGGTTTACACCAACACGAAGCCCTTTCCCTTCCACAACAAT
TTAAACCTATTTTTTGTCAGTGTGCAGCAGTCGTATTTCTGCTTGGGTCAGTGACACACA
CAAGGAGTACTGAGTAAAACAACTTTCCTTTCTGCGGCAGCTGGCCACAGCCTCTATCAC
TGACATTCATTCAATCTCCCCCGGCCATA
>CLMC1461Contig1
TATGGCCGGGGGTCTGACACGATGCTCAGAAATTCCTTCAGACACGCCATGGAGAGGAAA
GTTTCCATCAAAGTAGCCTCTGTGGGGTTCATACTGTGCTTCATGGTTGTTTACCTGTCA
TTTGAGTCTTTCATTGGCACTAAACCCAATTTCCTTCAAATCAACTTAAGGAAGCAGAAA
AATAGCACCATTCCAGCCAACCAAAGCGCCACATATACGTACTCTTGGCCGAAATGTGAG
AGGGACAACTCTGTCACCAACATCTCTGGCTTCAACTCTTTACCTGGCCATTTGAAAGAC
TTTCTTTACTATAAACACTGTCGGCATTTTCCCATGCTGCTGGACTTCCCAGACAAATGT
GGAGGACCTGAGGGTTCTGCCGATGTCTTCCTGCTTCTGGTCATTAAAAGCTTACCTGGA
AACTACGACCGCAGAGAGGTGCTCCGTAACACCTGGGCCAAAGAGAGACTTCAGAACGGA
GTGTGGATCCGGAGGCTCTTCATCTCAGGAACGATGGATAGCGGTTACGAGAAGAAGAAG
TTAAACAGACTGCTTGAAATGGAGCAACGTAAATACAACGACATTCTCCAGTGGGACTTT
TACGACTCCTTCTTCAACCTCACCTTGAAGCAGATTCTCTTCCTGGAATGGATGGAGAGA
AACTGTCCTCATGTTCGCTTCATGCTCAACGGAGACGATGATGTCTTTGCCAACACCGAC
AACATGATTCTGTACCTCAAAAGCCTTTGGAACAATAATGGAAGCAATCATCTCTTTACG
GGTGACGTGATCTAC
>CLMC1462Contig1
TGGTCATCCAGGGCCAGATCGCAGAAGGCTGGGATGTACTTGGCCCACTCCACCAAGACA
AGTAGCTGCTGCTTCATGGACTCGCAGACGTCTGTGATGGTGGCAATCTTCTTGGTCCTC
ACATCCCCGTTGAGTATAGGAGTTGGAGACGTGATCTGTCTGGTCATAACATCTGCTTGA
ATCAGTGCATTGATGGACGGTAAACTGCTGTCCTCATAGCTGGATCGCCTTGTGCTGATT
CTGTCTCTTTCATTCTGTACAGCTTCTTTCTTCATGCCAGCTCTGAAACATTTCTTCAGT
CTGCAGTATCGGCATTGATTCCTCTTGTCTTTGTCCACTATACACTGTCTACTGAACCTG
CACGAGTACATGTGGTTTTTGCGGACACTGCGTCTGAAGAAGCCCTTGCAGCCGTCACAG
CTGGAGGCCCCGTAGTGTTTGCCCGTCGCCCTGTCTCCGCATATGGCACACAAGCTACCA
GCTGCCAGGTGGCCTGTGGCGTTCATGTTGGTGCTTTCAGCCGGTGAGGAGTCTGTGCCC
AAGGGGAGCACTTGCATGTTCTCGAACTCCAGCGTGGTGTAGGCTGGGTCCAGAGCCTCG
CTGTAGTCTGCCATGTCCATGTCTACCAGTGGTTTGAGCAAACAAATTCTACCTGACAGC
AGGACAGAAAGACTTGTCCAAGAAACTAGTTTGCCCCCCCCGG
>CLMC1469Contig1
GAGCTTGGGGTAGAGGGGCCGTTAAAGATCCCAGAGGTGGTTGAGGAGTCGGTAAATGAG
TTTTTGGAAGAGCTTTGGACAGAACATGATGAAGGGCTCTCGGATAAATCACCACTGTCA
ACGGGCGACGACTCGGATGATCTAGAGACCAACAGTGACGGCTGTTTGCCGTCGCTTGGA
TCAGCTGTTTGATTAGTCGATGGGATCTCAGTTGTTTCTGCAGGTGGAGCACCTTCCACA
ACATCTTGATGGGCGGCAGGCGCTACCAGAGTGACAGGAACCCCATCTGAGGAAACAGGG
GAGGGTCTCTCACTCCCAGAGAAAACAGTACTGCTGTCGGACTTGTTAGAAACCGGCTCT
TCTCCATCCAAAGTCTCCTGAGAGCATCTTTGAGCTCCCTGCTTGTTGTTTGTTGTTGAT
TCCCTGTTAATTTCTTCTTTTGAATTCAAACTGTTTTCTATGCCATGCAGAGATATAGTG
TCCTTCTCATCCGAGCCGTTGCCCAGCTGATCCACAGACTCGTCCATAAATGGTTTCACC
TCTAATCCCTCCATCTTTTGAGGATCTGTGGAAGGACCTGGTTGTTCCATGGTCCCTCTG
TACTTCCAACCTAATTCTTAAGATCCATGGTTTTTATTGTCGCGTAGACAGACCAGAAGA
GGAGTGAACTTGAAACTCCTTGTTTAACCAGCTGATCGCCCAGAGTCGCCCCCGGCCATA
AGGCCCGGGTTAA
>CLMC1483Contig1
AGACATATTCTTCCACTTCCTTTGTCATTATGTCTTCTGGTAGAGTTTTCAGTTTGGTGG
AAAGAAACTTGATGGCCCTTTCTCGCACAATGTCTTCCCCCTGCAGGATCTGAGAGAAAA



GTCCTCCAAGAGTCCCCTTGGCGTCCATTTTGAAGATTGAAATGAGTGCCACATTAACTT
GGTTGAACTCTGCTGTATCATCCGTCTGAAGGAGCTGGGTAAGAATGTCTGCGACTCTGA
AGATGTTTTCACCAGTTGCAAAGCGTGGAAGCTCCTTGATGGCCTGTCGTCGAATAGACA
CATCTTCATCCTCACAAAGGTCAAGCTGGGCATTAATGGCAGCATCAGCCAGTTCTGGAA
AGCTGTTAAAGAACTTGGGAATAAACTGAGCTGCCAGCCGCTTCTCCTTTGGACCACCCT
TCACTCCAGCCAGGATTACTTGATAAGCATCTTTGTGCTGACTGAGGTTGTCCTTAGCAT
CGGCTAGAACCCCGTAGTTTCGATAGAGATCCTCAATGGTGACCGCCATCACACATCAGC
GTGTGTCCAACTAGTGCCTGCCGCTCAGTCTCGACCGCTGATAAGACCGTTTTTAGGTTG
CTTTTAGTAAACTATAGACGACCAAAGCAGGAATCTTTCGATCCGCAATATCAATGTCCT
TTTATAAGGGAATGGGGAAGGTGAAACTTCGAAAAGTCCGAGGAAAAAATAATAATACCA
CCTTCTATTCGTTTTCCCGCAATGTTCTCCCCGGCCATAAGGCCCGGGTTAACGG
>CLMC1486Contig1
ACCCGGGCCTTATGGCCGGGGTAGTTTTCCTCTGTTAAAAGGCTACTAAAACTGTGTTAT
AGTTACTTTCAAAAACGAAACCATTTGTTTGAGTCTCTAAACTGTTGCATCACTTGTGGG
ACTGTAGCTTATTCCACTGTGAAAAAAATGGGCTTCTCATCCAAAATAAATGTTTTCTGA
GCGAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CLMC1489Contig1
TATGGCCGGGGGAGGCGGGCGCCAGCCTCACCGTGTGTGACATTCTCTGTCTCTTTGCCA
AGGGGTTTGGAAGAAGACACAAAGTAGTTTCTCCTCCTTTTCTCCCGGCCCGCCAACGTT
TGGAGATTAATAATTGAGCGTTTATTTATTGCGCGACAGAGAGCGAACGCACACCTAGGC
TGCCAGTTTAAATTCTGAGGCTTGAACGACCGGGAAGCACGCCACAGCCGCTCAGTCCGT
AGTAGTAACGGCGACGCGGGCTACTCCACGCACACCGCACTTGCACATCCACGGGAGTAG
GTAACTGACTCTCCCTCCGCGTAAAGATTGTCCCCTCTCGGCGTGGAACATGAATAAGCT
TTACATTGGCAACGTGAGCGCANAGGCGAGCGAGGAGGACTTCGAAAGTATCTTTGAGCA
GTGGAAGATTCCGCACAGTGGTCCGTTTCTGGTCAAAAGTGGCTATGCGTTTGTGGATTG
CCCGGACGAGAAGGCAGCGATGAAGGCCATCGATGTTCTTTCAGGTAAAGTTGAACTCCA
CGGGAAACTTCTGGAAGTGGAGCATTCTGTCCCTAAGCGTCAAAGGTTTTGGACAGTATG
CTGGCTCAATATGGGACCGTAGAGAGCTGTGAACAAGTAAACACTGACACAGAGACTGCA
GTAGTAAATGTTCGATATGCAGCCAAAGACCAGGCCAGACTGGTGATGGAGAAGCTGAAT
GGATATATGATGGAGAACTATGCCTTAAAGGTGTCTTATATACCAGACGAGACGGCGGCT
CCAGAAGGTCCTGGAGTTGGAGGCAGGAGAGGCTTTAATGCTCGCGGTCCCCCTCGCTCC
GGCTCCCCGGGTATGGGTGCACGGCCCAAGGTGCAGTCAGACATCCCGCTGCGCGTGCTT
GTTCCAACGCAGTTTGTTGGTGCAATAATCGGGAAGGAGGGCGCCACTATTCGCAACATA
ACCAAACAAACTCATTCAAAAATTGA
>CLMC1492Contig1
GGAGTTTATTGTTTCAAGGAGATCAGGCTTATTCTTCTCACTTTTAGGCACTTCTATTAT
TTCTTTCCCTATTAACTCGCTTTGTTGGTAGCCCATTATGGACTCGTAGGCAGGATTCAC
ATACTGAATGACTTGATCTTCAGAAGTGATCTCTATGGCGTCTTGGCTTTGTTCCAGCGC
TGTGAAAATGGCGTTGCCAGCCCTCAGTTTAAACTGTGCCAGCACTTCTCCATGCTCTAA
CTGTAGCAGCTCATTGTAGCAGGCCATCATGTTGGCATTTTCTACATATCTCCTATTAAA
CCCAGCATTGATCAGCGGCATCACAGAGGCTTCCTCTCTGTCTGGCCTTTTCACAACGGC
GACTATCACAGTGTTTTCTGAAGAGTTGACCGCTCTCATTGACCGGCACAGTGCTTCAGC
GTCAAAGTGTCTGGAATGTCTGTGGTCAATGATGACAAGGTCATGATGCTTCTCTGAGAA
GCATTCGAGAGCCGACTCGGGTGTTCGTGCCATCTTGCACCTGTAGTTGGCCTTCTCACA
CGCGCGGCAGAAGCCATTACTCTGACTATCCTCTTTGGCAAAAACTAAAAGTACCTGAAG
TGGATCTTTAAATAACTTCATTGGTCCAAATTGCACCTCTGTTATTGTGGTCTTGCAGCT
GGGGGGTTTCAGGGGTAGTCCAGAGGCAGGATTTCCTTGATGCTGAGTCCC
>CLMC1493Contig1
AACCCGGGCATTATGGCCGGGGAAGGTCCACACGGATTAAAGATGGCGCCCTCTCACGCG
TTCCGGTGCTGCAAACGAGCTCTAAACTGGACACCTGTTTTGTTTATAAATCTGGTAATT
GGCTGGTCCTACTACGCGTATGTCGTGGAGCTGTGTGTGTATACAATCCCAAAGGATGCG
GAACGAATCAGCTATTTGGTCGTCTTTCATTTGTTCTTCGCCATGTTTATATGGTCGTAC
TGGAAGACGATCTGGTCCAACCCAGCCAAACCTTCCGTGGCCTTTGCTCTGCCCAGTGCA
GAGAAGGAGCTGTACGAGAGGGAGCAGCGAGCTGAGGTGCAGCAGGAGATTCTGAAAAAA
GTGGCGAGGAGTCTGCCCGTGTATACTCGCACGGCGGGAGGAGCTGTTCGATATTGTGAC
TTCTGTCAGGTGATCAAACCTGACCGCTGTCATCACTGCTCCACCTGTGAAATGTGCGTC
CTGAAAATGGACCATCACTGCCCCTGGGTGAATAACTGTGTAGGATTCTCAAACTACAAG
TTCTTTGTCCTGTTCCTGACCTACGCCGCCCTGTATTGCGCTGTGATTTGTGCAACAGTC
ATGCAGTATTTCATCAAATTCTGGACCAAACAACTGCATGACTCGCACGCCAAATTCCAC
ATTCTGTTCCTGTTTTTTGTGGCCGCACTTTTCTTCATCAGTGTTGTGTCACTTCTGGGC
TACCATTTATGGCTTGTAGGAAAGAACAGGACAACTATAGAGGCCTTCAGGGCTCCTGTT
TTTCCAAAC
>CLMC1498Contig1
AAACAGCTTACTACATGCTTCATCTTCTGATTGACGTGTTCCTCAGTCGTCATCAGAGTT



ATGGGACTGATGTCGAGACTTCAGGAAGCAGAGCTGAGCCCCGGTGAGCCGATGATACAA
GTCCTTGATGTCCTCGCACTCTGTCTCAAAATGGTTGGCTCCGTCGTATGAGCGGGAAAC
AAAAATCTGGCTCTTTCTGCCATCCTCGTTTGGAACCAGCAGGTTATTGACGGTTACAAA
TTTTTGCAGGATAGGCTCCAGCAGCTCCAGGCCCGGCTGCACCTCTTTCTCTGGGGTGAT
GGTCTCAGCAGTGGTGCTCACGGTGGCGATGTACAGTCCATCCGAGGCCACACTGTGGCT
GTAGGACACTACTGATATGTAAATGTCTGACTTCCTGTTGAACTGACTTTGAGGAAGGAT
GATTTGACAGGAGCTGGCATCATGGGTGTTTTTGACGGGATGGTTCAGCAAACATATGAC
TCTAATGACGCGTCCAATCTTCCTGACTCTGTTGGGGACATAGCTGGGATCACAGATGAG
CTGTTTACAGTGGAACTCCTTCCCCTCTGACTTGACAGCTTTGACTTTGCCGTTCTCCAT
CACGATCTCATCTATGGTCCTGTTCATCAGGAAGGCTCCTCCATACTCTGCACTAAGCCT
GAAACACAAAGAAGCAGGCGGCTTACAGAGGAGGCATCGTCTGAGCTACATCTAAAGCAG
GGCTGGGCAATGCCGGTCCTTCCGGGTTTTTGGTGTTTC
>CLMC1509Contig1
TATGGCCGGGGGCAGATAATTCTGTAAAGACAGACGAGTCAGTAAAATGGCCAGAACAAA
GCAGACCGCCCGTAAATCTACTGGAGGCAAAGCTCCGAGGAAGCAGCTGGCCACCAAGGC
TGCCCGTAAGAGCGCCCCGGCCACCGGAGGAGTGAAGAAGCCTCACCGTTACCGTCCCGG
TACCGTGGCTCTCCGTGAGATCCGTCGTTACCAGAAATCCACCGAGCTGCTGATCCGCAA
GCTGCCCTTCCAGCGGCTGGTGAGAGAAATCGCTCAGGACTTCAAGACCGACCTGCGCTT
CCAGAGCTCTGCTGTCATGGCTCTGCAGGAGGCCAGCGAGGCTTACCTGGTGGGGCTCTT
CGAGGACACAAACCTGTGCGCCATCCACGCCAAGAGGGTCACCATCATGCCCAAAGACAT
CCAGCTGGCCCGCCGCATCCGTGGGGAGAGAGCTTAAACACCCCCTAACTCAAAGCAACA
CAACGGCTCTTTTAAGAGCCAACAAAACATCTGCAGAGTTCCTGATCCACTCACACAACA
TATTAATATCTTTGTTTTTCACATGAACTAGATTACGAGTTGCAGTTTTGCTTTAATCTT
ATATTGCATCATGTTTAATGCTTTTATTTGTTTTTTTATAACAGCATAGAGAATTATATT
GCTCTGATGCCATGACTTCCCTGTTTCATATGACAAACACTTTGAATCTTGAATTTCTCA
ATTGGATGCACAAGCTAATTTATTGTATGATGAACTCTGGGTAGCTC
>CLMC1510Contig1
AAAGCATTTCATTTCAAAGACATAACGACAAGCAGATATGTTTTAGTTATTGAATAGATT
CTTGAAAAGTATTTCGAAATCAAACGTGTTTTGAATTGGATCCTTAATCTTTAATATCAA
GCAGATTCACATCTGGGAGCACAAAAGATTTGTTCTTTGTCACTTCTGATTCTGAGCTGC
AGTCCAAATCTTCATCGTTATCGTCGTCTAAGCTGTCAGCATCGTTATAATCATCATCAT
CGCTGTTAGAATCATCTTCGTCTTTCCTTCCTCGTCTGCATTTTCTGGTTTTCTGATCAT
CATCTTCTTGGTCTGTTGTTTCCAGGTGTGAGTTTACCGGAATAACGATCTCCTCCTTCT
TCCCACATTTGCAGCAGATCTCCAGCTGAAGTGAACAGGGCTTACAGACAATGTGATATG
CATCTTTAACCGTCTTTTGAGAACATTTGACACATTTTTTGGGCTGTGTCAGTGGCTTAT
ATTTGCTGTATTTGACTTTCCACTCCAGAACACCTTTACAATGTTGACAAAGGCCATCAT
GGACTTTAGCAATTGCCTTCTTCACTTGGACAGTTGCACCATACTTGTCGTTTTTGAAGG
CGGTGACATTTTTATGCTTCTGGGGTCGCGATCGAGATATATTTCCTTTCTGAGAACTCA
TTTCAATGTTATTTAAAACAATAATCTTAGCTAAACAAACACAAACCTTAGGATTTGAGG
GCTAAACACATGCTAGACAAGGCGAAGAGTTCTAACCCGGAAGAAAATCCC
>CLMC1521Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTAATTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT
TTTTGTTTTAATTATTTAATTTATAGTTTTTGATGATTTTATAAAAGGAGAAACACTCTA
CAAAGAATTTCAGCAGTTACAAAAAGAGCTTCTTTTCTGTTTACTGGTTTGAGTTTATTT
TTGCATGATTCTATTGAGCTGAGGAGAAAAGCAAATCTCTGAGTCTTTGGTTTGCAGAAG
TGATCATAGTTTGTGAGGAGCTTGGTGAAGCAGCAAACACCGCAGTGAGGGGACTTCTCT
GGAGAGCAGAACGCGTGCCATCCTCTAGGGGGCTTGGCTTTCCAACAACTTTAAAGGATA
GCGATGTTGTCAGCCAAGATCCCAGTGTCCAGAGACCCCTGAGTGAACTTTTG
>CLMC1529Contig1
CCCGGGCCTTATGGCCGGGGGAGGGACCCATGATCAGGAGCAAAGGGTCGGAGGCTGTCT
AACAAATATCTCCAGCTTTTAGTCGCGAGTTCGGCTTCAGTTAGAATTTCTGTTACCTGA
CTTGTTTACTTTTGTTATTTTTCGTGGGCGTGCTTCCTTGACACGCGTCTACCTAGACGG
CGAAGGACTGAGGACTTAAAAAAAATCATTTTCTAGAAATAACGGGGGGGTGGAGAATCC
GAACCAGCAGCAGCTATAACGAGGCTATAGCGAGCTAGCTTACGTTAGCTAGCGACCTGG
CTAACTGCACTCGAACTGAGCTTCGCTCGGCGGTGGGGTGGGGGGGCCGTTTGCCTTACA
TTATCGTTTGATGGATCCGAGAATTGCCTGGTTTCAGCCAGAACAACTTGGACCCGCTAA
CAACCTGTGGATGCAGATTTGGGAGACGACACAAGGGTTCGGGTACCTTTATGTAAATAA
CTGCTACACCGCTGGACCTCAGAACACTTCGAGTTTGAAAACGGCCGTGAACGGGTGGCT
GGGAGCCGCACTATCTACTAGCAGAAACGGTAGTACGCTCGACTCAAGCACCGCTGCCGG
GGAAGCCAAGACTCAGGTGATGTCTGTCTCTACGGGGGACGGAGACGTAACTGAACAGCG
GGACTTTATACCTCTGGACTCCCAAAGCAACCGCAACAACAGGGGCGGTGTCGTCGGTGA
AGGAGGGCATCAGCAGCAGGGCTGTGGGGTCACAGTGTTGTATAGGGGCCACGCGGACG
>CLMC1530Contig1
AAGACAAACCTACCAGTAAAACTATCAACAAACCTTCAGAAGAGAAACCGGATGAGGAGG



TGTTAAAATCTAAAAATGAAGCCAAGCAAAAAGCCAAAGAAAGAATAAAAGAAGAATACT
CTCTGGAAGACTCTGACCTGGAAGGACTGAGCGACATCACTGTGAGCTCTGTCCACACCA
GTGACCTGTCATCCTTTGAGGAGGAAAGTGATGAGGAGGAGCAGCCGTCCGAGTCTTCTG
AGGAGGGGGAACTTTCTTCCGATGATGATGGCGAGAAAACGGAGAAGAAACACGCGAGTG
AAGAGCAAGGAGAGGAGGACAAAGAGCGCAAACCTTGCCGTAAGGCCTACGTCCACAAGC
CCTTCCTGTACTCCCGTTACTACAGCGACTCGGACGATGAGGTCACCGTGGAGGAGCGGC
GCAGATCAGTGGCGAAAGACAAGGAAGAGAGGCTGTTGAAGAGGCAGCAGAACAGAGAGC
GGCTGGAGGAGAAGCTGAAACAGAAGGCAGCACAGGCTGAACAACAAGATCGCAAAAAAA
CAAAAGAGCACAGACTCAGCTGGACTGGAGGGTCCCAAAGCCAAAGAGGCCCGTAAGGAA
AGGAAGGTCCTCGAGAAGAAGATGGCTCTCAACCGGAAGAGGAAGCTAGACTCCAGGAAA
GAGGGAGATGCTTCCAGCAAGAAGAAGGGAGATGCAGGAGACGCATCTAAGAGAGCGGAA
ATTAAGCCATCGATATCGAAGACCCCACAACCTAAATTTGCAAGGAACCTGTCAGAATCA
GCGGCGTGTGACGAGAGGCACCGACGAATGAGCGCCACCATTTCTGAAGAGTCCGATGAC
GCAAAGAAGCCGACGGAGAAAGCCGTCACACACGCTTTTATCCTGGAATTGGAACAAGGA
TCCCAAGAGGCCCTAAAGCAGCGCTCATTTGGGAAATTCGACCGTCCGTCTCGCAAAGAG
CTTCATTTGAAGGAGCGCAAAGACAAGGAGCGCAGCCTGTCAGATGACCGCGTCAAGCTC
AAGCAGAAGCAGGAGAGGAAATCTGAACAGCAGG
>CLMC1533Contig1
CATTTATTACAATTATAACAAAATTGCACATGAAGTGTTTTCAACTCAGAGGAGAATCAC
TCTTATACTGAAATACAAAAAAGTCAGACTAAAACACAGGATTTATTTTTTGGCTTTAAA
AGAAAAGTGAAATATTCATTTTTAAAAGGATTCTTTTAATGTTCATTGGGTTTTGCAGAA
ATCTTCTTTTTTGGGAGACTGTGGCCACCACTGGTCTGTTCCACTGGCTCCAGCTGCAGC
ATCTGGAGTGGTTCCCAGGGCAGAGTTGTCAAAGAACTGCTTGGGACGGTTTCTGGAGAG
CACCTCGGAGGCCCCGCCCGCGTCAAAGAACCTGCTCTTGGGCGATCTGAAGAGCGAGGA
CTTGGGCGAGTCCAGAGGTTTGCTGGGAGACTCGGGACCCTTCAGAGGCGAGGCCAGCAT
CTTGTTGGAAGACAGCAGGATCTTCTTGGGCGAGCACAAGAGGGTGTTGAAATCTGCAGT
CATGGGGGGAGGCCTCTTGCTGGTGGTGCTAGGCAACGGGGGCTCGTCCATCTCAGTTTT
GTTCTTCAGTTTGATGGCTCTGTTCTTCCACTTGGCGACCTCTGCCTGCTGACTGGACAC
CAAGCTTTCCAGCTCAGTGATTTTCAGCTGAAGTTGTTTGACTTCCTCTTCCAGCTTGGT
CTTTTCCAGCAGAATGCTGCTCCGGACCACCAGACCTTTGGGGTTCGTCAGCTTTGCATG
AAGATCCTCACCCTGCAGAAATGATTCCTCCCCCCGCTGCTGGGCCCTCCTCAGATCCTC
CTTCAGCCTCCTCAGTGAGTCCTCCTTAATGCTCAACATTGAGCTCATTTTCTGGATCTC
TTGTTTGTGTTCTTCTGACATTGAAGTGAACTTCACCTCCATTTGGAACAGCTTCTTTTT
CAGATTCTCCAGATCTTCTGCAGCAGGAGAAGCTCTCTTCTCTGACTCGCGCAGTTTGCT
CCTGAGTGTCTGGATGGCGCCCTCCTTCTCCTGGACGAGCGCGCGGCTGTCCTGCAGCTC
CGTCTGCCCGGCCATAAGGCCCGGG
>CLMC1534Contig1
CCGGGGAGTGAGGAGAAGAGCGTCTCTGCAGTCAGTCTCTCTGCTGCTGAGAAGGTTTTT
AACATTGCAGCGGCTGCTTTACATTTCTGATTTCCAGATTTGATCTTTTTTTTTATTACT
ATTTGAGAAAAAATCTGAAACTACAAAAGATACTTTCATTTGAAAAATGAAAACTTCATC
TTGTGTTCTCTCAGATAGCTTTTAAACATCGAGCTACTCTGCTGTAGAAGAGCAAGTAGT
AGTAAAAAAAAAGTCCAGACGTGTATTTTGTCAGTTAGAGGAGTTCTTCTGCTGCATCAA
TAAGGATGGTTCATTTTTGTACTTCACACTATCTGATGTTGTTTACCGCTCTGTGGAGCC
TTGCCTGCCTTGGATCACTGAGTGCATGGACAGGCGTCATTGGAAGCAAGCCAAAGGACC
AGTTGGACCCCAATGTAAGAGACTGGGGGGACTATTCAGACCTCCCTCCAGGAGTTGAGC
ATGGACTACGATTGGAGGAAGACAGAGAAGAGGGAGACAGCAGGGGAGCTGCAGTGTCAA
CAAACTTGGCTCAAGAGCTGGATTTTCTGGCTGACTTTGGAGGTAAAAAGAGGCTGTGGG
TGATAACAGCTCCATCACACAACGACCACTACCTCCGAATGATGGAAAAACAG
>CLMC1536Contig1
TGATTGAACCCCCTCCATGTCTGACGAGCTAAGCAGCTTCCTCTCTGCAGAGTCCCATCA
CTGCTCGTTAGATGAACCACTCCTTTTTTGATTCGTCGATGGTTTCCGGGTTGTCGGTAC
CGATGATGGCTGTGTCGGCCGATTCTGCGGCGGACTCCCCGCTGCCCTTGGCCTCGTTGG
TGTGGTAGGTGCCTTTGTGGCGGAACATGTAGCGGATCAGGAACACCAGCGTGCACAAGA
TGGTGAAGATCACTACTGCAATTATTCCTCCAATGATGGCAGAGTCTCTGTTGACTCCAT
CAGGAATGACTCTTTCTTCGTTAAAGGGAAACAGGGCATCTGTGTTGTCCAGATGCCAGG
GATCTGTTGCAGCAGACATTGGTGGGATGGTGAGAGGTGATGCCCCACAGTTGGACTCCA
CCAGTTTGCCCTGGTAGGACACAGAGAAGGGGGCTGCTGATTGCGTGTCTTGTTGACCGG
CTGTTGCAGCGGCCTGGGTTGCTGCTCTCAGTGCAGACTTGAGAGGGGCTGCTCTGTTGA
ACTGCACCCGCGACAAACACCCGATAAAACCCGGAGTGTTGTAACGCTCGATGATGACTG
GATCTACAAATCCAGTTTATGAAGGTTTTTTTGATTTCTGTAAACACAGTTTCAGACAAA
TTCTCCTCTCCTCCCTCTTCTCTTCTGTCACACCTTCCTCTCTGCAGTGTGGATCTCTGG
AAACAGCATCCCCCCGGCC
>CLMC1537Contig1
TGATCTCATCTCTCTTGTTGTGGCTGCTGTTGCGAGCCTTGAAAGCAATTTTATACGTCG



CACAGTTGGGGGTTTTGAACCATGGCTCCAAGTATGTAGTCAGGTATTTCACCATGTCCT
CCTGGAAGGCCTTGCATGTTCCAGTGACAGGCAGCATTCGGAGGATCACGCGAGACTTCT
TTTTCTTGCTGGTGTGCAGGTCAGTCAGGATCTGATGAATGAGCTTGTCAGGTTCCATAT
TTTGCGTTTTGATGAAAATGACATTGTTGGCTCCACTTTCCAGCGCCTGGAAACGTCTCT
CCTGTTTAGTGTTGGATGCTTGCAGCTGTGCAACTTCCTTCTTCAGCGCAACATCGACGT
CTTCTTCTTCTTCGCTGCTGCCTCCGTTTGCATTTGGCAGCTTCTCCGGCCCATAGAGCT
TCTCGGCGTACTCATTGAGCAGGTCCAAGGCCTCCGCCGTGCACTTTCTCTGGTTCATGT
TGCAGGTGATGAGGATCCCCTGCATGCCCACCTCTAGCTCCCGGGAGCCCTTCCACCGCT
TGCTGTTGTTGTGGCCGGCTACAAAGCGCTTCTTGCTTCGCTTCCTGGAGTCGGTTTGCG
CGGCCGACATGTTACCTACAAGCTTTCGAGCCGACTGGAGCTGAGAGTTTAAGCTGCCGC
CTGTCTTTACGGGAAACGTTAGCCGTTCGCCAAATCAAACAAGTCACCAAGTCGGGATTT
ACAAAACAAAACAAAATAAGTTCGACTGATGCAAGAGTATATAAGAACGGGGCAAATGAT
ATGTTTGTGCGCCTTACTGTCCTCACGTGCGCTCAAGGAGGGACCCCCGGCCATAATGCC
CGGG
>CLMC1543Contig1
TATGGCCGGGGGAAGAAGAAGAACCGCCATTGACGGTCTCGCGCTTCACAGCCAGCGTTA
ACAGCGATTAACGTCGTTTGATGTTTTCTGCTGCCAAAAGTCTTTACGTCCGCGCGCGAT
GTGAGGGAGAGGGGGCGGAGAGATCACGTCAACATGGAGACCAAACGAGTCGAGATCCCG
TCGAGCGTCTTGGACGACCTG
>CLMC1544Contig1
AAGCTGTGATATTAGTGATCTTGACATCACTTAGCTGGATTGCCCTGCTCTGCTGCTCGA
TGCCACTTTCCAACGCATCCAAAATCCGCTCCTCTGAGAACTCCGGCACTATCTCATAGT
CAGTCGCTGGAATATCAAATTGGGACCAGTAATAGGCCATTACCCCTTCACTGAATGCCG
TAACAACAGATTTAGTGTAATATTTGGCGAGTAGTGGATCTGTCTGGTAAAGCGTCTTCA
GCTTCTCCTGCAGTTTTTCTGCAAAGTCCTGGAACTCTTGGCTGCTGGTGTCTTCCAGCT
TTTCGTCATATTTCACCTGAGCCAGCTTCATGTGCCCACTAAAGACACGTGTGGACCGAC
TGGAAGGCTTGTCTTTTTCTTTGAAAGCAAAAAGCCAAACAAGAATACCAATGACAGCAG
CAATGATGAGGACTGCCACAAGAACACCAATTATGATCCCATATTTCCGACTTGAAGGTT
TTTTCTCTTTGTTGGTTATAAAGTCTAATCGCTCATCACGATTACCGTTATAATATCTGG
TTGCATCCATGGTTAGGATCGAGATAAGTGGGGGGGCCAACGACAGTGACCCAAAACAAC
CGCTCCCCTTTCGGTAAGTCCTCGTTCCTGTGAGTGCGGATGTGGATCCGCCGCTAAAAC
GCGTTTTGAGCAAAGTTTCGCCTGAATTACGTCATGGGTTTTGAAAGCAAAGCCACCTGA
CACACCTGGGAGGTGGCCACGCCCATTGTATCTGCAGCTGTTTAATAAGCCCCCCAACCC
C
>CLMC1562Contig1
TTTTTTGTAGTTTTCCAACCTTTTAGGTCCTAAATAAATACACACATGCATTTCACACAA
AAGCTGGAGCTTTTCCCTGAGCAGCACGTGACTCAGATGCTTTTTAAAGACGTAAAAAAC
GCGGCGGAGCTGAGGCAGGACGCCGTGGAGGGGAACATCCACGCCGCTCTCATCAACCCG
ACCATGCTGCTGAGTCCTTTCCAGGCGCTGCTGGCTGCAAATAAAGCCATTCATTCACAA
AGCATCGGAAAAATGAAGACGAGAAGTTTGAACTCGGAGATCATCTTCAACCTCTCACCG
ACCAATAATATTTCAGAGGCCTTCAAACGCTTCGGGATCTCCCATCAGGACCGCTCCCTT
CTGGTGGTGGTGGTTCACAGCAGAGACGACTCCGAGGTCTTGTCCCACATCGCCATCAGG
GTGGACGGGCAGGAGGTCCCAGTGGAAGAGTTTTCCTCCTTTTCGGATCCTGCAAAGATC
AGAAAGCTGTACAAAGTGAGTCCTCAGGAGGAGAGCGGCGGCCTGCTGGACGCCGTCGTC
TGCAGGATGGCCACTAAAGACGTCATGTAGAAGAACACAACCTTTACTTTTCCCACATGA
CTCTGGTTTTCCAATATTTTCTTCACAAGAAAAAGAAAACGCTTCCAAAGCTAACATTGG
ATTTTTCAGTTGTCTGTAATAAACAGTTTTTTTCACCAAAA
>CLMC1565Contig1
GGGAGAGGTCCGGGGAGTTTATGAAGCTCACTGTTAAATTCAGCCTCCCGTCGCCCAAAA
AGTCAGCCTCCGATAGATAACAATGAGCACACCCGAGTCGCTGGATCGAATGGAACTCTG
TGAAAGCCTTTTAACGTGGATCCAGACGTTTGAAGTTGAGGCTCCTTGTAAAAGGGTGGA
GGACCTGACCAATGGTGCCGTCATGGCCCAAGTTCTTCAGAAAATAGATGGGGGGTATTT
TAGCGACGCTTGGATTAGCAGAATCAAACCAGAGGTCGGGGACAACTGGAGATTAAAGGT
CAGCAATCTTAAAAAAATCTTAACAGGCATTCTAGACTATTACCAGGAGGTCCTGGGGCA
GCAGATTAATGACTTCACACTGCCAGATGTGAATCTGATTGGAGAACACTCCGATGCAGC
AGAACTTGGGAGAATGTTACAACTTATCTTAGGATGTGCTGTTAACTGTGAGCAGAAACA
AGAATACATTCAAACCATCATGGTAATGGAGGAATCAGTGCAGCATGTTGTCATGACAGC
CATCCAGGAGCTCATGAGTAAAGAGACTCCGGTCACGACAGGAAATGACTCTTACTTGGA
TCTAGACAGACAGCTGAAAAAGACGGTCGAGGAGCTGAACGATGTTTTGGCAACCAAAGA
AGAGATCGCCCAGAGGTGTCGAGAGCTCGACATGCAGG
>CLMC1566Contig1
GGGTCCTGTCATGGCGGCCAACAACCTTTCATAACAAGGTAGAAAACGGCTCACTAAGAC
TATTTTCTTCCACTTGAAATATCCTATGACTCCAAATCGATGTTAAATTGAGTTTTGGGG
GAAAATGCCGAAATATTATGAGGACAAGGAAGAAGATTACAGAGCCTGCGCCGGCGTCAG



AGAGGACTTTAAAGCCTGTCTCCTTCAGCATGACTGCGTGGTGAAAGAAGGGAAGAAACC
CAGCGAGTGTTTGAAGGAAGGCCACTGCAGAGCGCTGCAGACATCCTTCTTTGAGTGCAA
GAGGTCGATGCTGGACACGAGGTCGAGGTTCAGAGGGAGGAAAGGATACTGAGGAGACCA
CATGCCGCCAGCAGCCGTGCGGCTGCGCGCGTTTGCCTTGTCGAAATGAACGCCGCCGTT
GGTGTGCGTGTCCGTGATGGATCACACGTCTTCAGAGTTTGAGAGAACCACTAACTTCTC
AGAAATACAAACTCATGAGCAGCGTGCAAACAGGACGTCTGTCGTAAGCATCCATTCCTT
AGAAAATACTTTTGTTGTTATGAGTATGTTGTGGGATTAAAATTATGCATAAAGTCAAA
>CLMC1567Contig1
TATGGCCGGGAACCAAGAGAAGGAAGCGTCTCTGAGGTTTGCCGCAGCCCCGTTAAAAAA
AGAACGGGTTGAGCAGTTGTTTTAATAATTGGTATATTTTTGACAATTCTTTCTTAGCTC
GCCATGGCTCTGTGTGGGGGTGTCGGAGCCATGGCTTTGCCCAGCGAGCTTATCGTGCAC
ATATTTTCCTTTCTGTCCGACCGAGACAAGCTCCGGGCCTCGGCTGTGTGTTCGCGATGG
AGGGAGTGTCTGTTTTACCCCGCGTTGTGGACCGAGCTCAAACTGCGGATAGGCGGGGGG
TGTAATGATTCTAGCTCCGAAGAAAGCCAGAAACTGGAATTTCTCATGAGAAAGTTTGGC
TCTTTTGTGCGAGAGCTGCAGCTGGAAATCGCTCCGGTGGAAGGCAACCTCAGCTCCTTG
AGCAACGACCCGACCTCCACCAGGATGGAGCAGCCTCAAGACGCCGACGGCAACTCGCAG
CTGTCGGAGAGATGGAAAAACGCCACATCCACCTACTTGGACCAGATTCTGTGTGTTCTG
ACAAGCATCCGAAACAATAGACATTTGCAGAACCTCAGTCTATATGGAGACACCTTTATT
CTCCAACAGGAGGGACTGCTGGACAGCTCGAACCTGCATCAGATTCACCTGGGAG
>CLMC1571Contig1
CGTACGTACAGATGCACCACAGAACCTGCAACCTTCAGAGCCTCTACGGCTTTGCCGTGG
GACACGATGGCTACGTCTGCGTCGTTCACCCGAAGGATGCAGTCATTTACTTTGAGGCGT
CCATCCTCAGCTGCAGCTCCACCGGGGATGATCTTGGTTATGTAGATGCCAGGGTCTTCC
CCAAAGTGGGGGTTGTCAGTCCCTCCGGCTATGCTGAAGCCCAGCCCTGAGTTACTCCTT
TCTAAAGTGATCTCTTCAAAATCATACTGTGTTTCTATGCCATTGACAGTAGGAAGTGCC
TCCAAGTTTTCTGTGTTGACAATTATTGGAGCTGGGCTGGCCTTGAGAGGGGAGATGTGT
GAGTGGGACACGTATCCGTGAACATTCTCAATCTCAGAGAGACTTTTCTCTGAAACGTGC
ACAAGCTCTGGACTAAGGACTCCAGGACTAAGAGGGTCCTCTTCTTGGCAGTGGAGTTGC
CCCACGCTTTTCCCCCTCTCCTCCTGCATGCTCGTACATCAAGCTTTTTGTGTGGGTACG
CCGGGGGGGCTGCGTGCGGAAAATTCTGCCCGGTACTAGGAAAAAAAGTACTCACATGAA
AACTACCGCCCACCGTGTTGCAGCATAAAGTCTACGGAGTAAAAATGTGTGTGGAAACAC
AGGCAGTGTTGTGTTAGAACTATTTCTATAATGCTGCATCGCCAACTGCGACAAAACCCC
GACACCCCGCCCCACTGTAGCGTTTTTTTCCCCAGCCAAGTAGGCCCCGGCCATAATGCC
CGGGTT
>CLMC1579Contig1
TCAGCTTGAAGTGAAGGTTCACTTGGTACACGGGCATCCAAACCGGACTTTGTAGTCCAA
GCATGTTTTAGAGCTCTGATCTTCCTGGCGGCAAACAAGGCCCTGAGTCGGACTGAAGAC
GTAGAAGTTCTCCCCTGTCTGGATGGCAGGAGTAGAAGGGGAGTCCACGGTGACTGCCTC
AATGTACCAGGGGTCTTCACAAATTTTGTCCGGGTTTTCCCTTCGGAGGCTTTGCAAAGT
CTCCCAGTCACCTGTTCCGGAGGGATTGTCCCGGTCAAACCACTGGGTCCAGCAAGCTGT
GTCAGCACAGTAAGGAGGAGTGCAGCTGAAACGCACTCTATAGTCATTGCACTCTCCACT
TATCTGGTCCCCGTTTCTGCAGATAAATCCTGTGGTTGTGTCACTCTGAAAGATCGTATC
TCCTGTTTGGTCAGCAGGAATCCCAAACAGATTTGTTGCTTCAATTCCTACAGGGATGGG
ACAGATTTTTCCAGGGTATTGTATCCGAAGTCTGGCTAGAGTTTCCTGGTCTTCGTCTCC
AGTTGGGTTATCGCTGTTGAACCACTGTGTCCAACATTGAATGGGAACAGAAGAGTAGAC
GTCCAATTCTGGCTCTGGCAGACTTTCTGGAGGTGGCCTTTTAGAAAACCCTGAAGACCG
TGAATGAATTTGGTTTTCCTCCTTTGGTTCAACAAAAACCAGTCCAGCCACAATGGCAAT
GCACGCCAGCTTGATCATTGTTGTAGAAGTACAAGGTCTCCAAATAGTCTTTCACCTGTG
ATTCTTGACTTGCTGTAAAAAGCCTCCTAAATGAGCAAAATGACCAGAGGTGTTGATGTG
ACGATCTTGATAAGATCAGGTTAAACCTGTGATCATCTTATCAGCTTAAGGCTTTGTGTT
TTCAGAACCTTCAGCATAAGAATCCTTCAACCTTAAACTTGGTTAAATTTGACTTGTGTT
GCAAATTGATCGTGTTTCACTTCTGTTTACTTGTGTTGCATTTCAATTGATTCAGTGCCT
GTGGTTTTCCTTGTTCAGATCACCTGCCCC
>CLMC1583Contig1
GGGGGTGATCCAGTTGGCCCACTCGTGTAAGGCCCAGATGTTGGGCAGCACCTCCAACTC
CCTGCACATCCGGATGAAGTTGGTCGGGTTTTGATTCACCAGAGCCCTCCACTCTGAGAG
TTCATTTACGGAGAACGGAGGCTCTTTGTAGTGTTTACTAGGACAATCAAAATTGAAGCT
TTTCACTTCCGCTTTTGGAACAACCAGCAGCACCCCAGATTCTTCAAACGTCTCCCGCAA
AGCGCAGATCCGCAGGGCGACGTCCCCCGGGATGGGAGAACCCAGCTTCAGTCGGTCTGT
GGCAAAAATGGCGGGTCTGGTCTCCACGGGCTGTTTTGTTTGTCTCAAACCAAAGTTTGG
GCAGCTGGAGAAAGGCTTAAAAATGTCCAGCCAGTCACCCGAGAAGTCGGAGGGGTCCAG
AACGCCGCCCGGAAACACATAGGCGTTGGGCATGAATCCGCTCTTAGCGCTTCGTTTGAG
CAGCAGAACGTCATAGTCAAAACGGGAGCTGAGCGGCGGCTGTGCCCGCTCGCCGCTGCT
CTCTGACGGAGAGCGAGGAGAAACGGACGGCGGTGTCCTTGGCAATAAACTGTCCGCGCC



GAGTCTGTGTCCTGCGGCCAAGATTAGGGTGGCCGCCTCCCTCCAGTGCTTCAGAGCGGC
GTTCATCATCTAACCATAAAACTTACTTATTGGTCAGAATTAGCCATGAACATTTCAGAA
ACCTCAAGTTGCAGCTGGATCAGACTGGGGAAATGAGAATGTCCC
>CLMC1588Contig1
AAGCCTCTTGGATAAGAGGTGAAACGTCTTCCAACTTTAAAACCAAGTCCAGATGACATC
CCCTAAACCTACTACAATGGAACCAACCTGGATGAATGAGAGTCTTCATAAACATTCATG
GCTGATGTTTCAATTAGAAAAGGAAGTGGTTTTAAAGAATCAAAATGTCCTTGTCAACTT
CTTTGAGGAAAACTTAGTATTTAGTAGTTGTGGAGAACTATACCCATGTGCTTAAGTGAT
CACCTTTTCTGTGCTTTAAAGATATCAGCAGCCCTTCAAGAGGTTTGAAATATAATAGGT
AGGTTAATTTTCTAACTGAAAATACAAGGATAATTGTGTGAAAAATGGGCTGTAATTTAG
GCAAAAAAAATATCTTGAGTTGCCAAGTGTGTCACTAACAATTGTTTCCCCAGGAAACAC
TGTTGTCGTGTCTTCAAATACTGTGCCGCTTTCTTGAGTTTCTAACCCGGTCATGTTGTG
AATTTGTTGTTGCACCTCTGAGTTCTTTCAGAGAAAATGTTATGTTTTATAACACGTGTG
TTGATATCAAAATTTGTAGCAAAACTGTTTTGTCTGGGGAAGAAAGTGTTGTTAACTTGC
TGCGTTCCTACAGAACTGCTTTTTTTTTTTTTTTGCAGCATTTTGAGC
>CLMC158Contig1
ACGAGGGGGGTTTGTCTGTCCTCTGACTCCACTTTCTTTAGACTTTTTAAATATATTTAT
ATATTTATTATTCAGACTCATAACAATAAACCAGGCATGGCGCTGACCGACGCGGACGTT
CAGAAACAGATCAAGCACATGATGGCGTTCATTGAGCAAGAGGCAAAGGAAAAAGTTGAG
GAAATCAATTCTAAGGCGGAGGAAGAGTTCAACATCGAGAAAGGCCGCCTGGTGCAGACT
CATCGAGTGAAGATCATGGAGTTCTTCGAGAAGAAGGAGAAGCAGATCGAGCAGCACAAG
AGAATCCAGACGTCCCACTTGATGAATCAAGGCAGGCTGAAGGTGCTGAAAGCCCGAGAT
GACATGATCACGGATCTGCTAAATGAAGCCCGTAAAAGACTCTCAGAGCTCGCCAAAGAC
CCTGAAACCTACTCTAAACTACTGGACGGCCTGATTCTTCAGGGACTTTACCAACTACTG
GAGCCGAAGGTGACCATCCGCTGTCGCCAGCAGGATGTGGAAATAGTTCAGGCGTCCGTC
AGGAAGAATATCCCCATCTACCAGGAGGCTGTGAGGAGCAGCATCGCAGTCAGGATTGAC
CGGGATCTTTTCCTTCCTCCTGACATCTGTGGAGGAATAGAAATGTGCAATGAGAATGGA
AAGATCAAAGTTTCTAACACTTTGGAGAGTCGACTTGAACTTCTGGCAGAGCAGATGATG
CCGGAAATCAGGGTCAGCTTGTTTGGTGCCAATCCCAACCGTAAATTCCTGGATTAATGA
TGGAAGATGTTGTCGACGGTGACACCGCTCCGCTTCTGGCCTCGGGTGGAGAGAATGAGG
GTCTTCTTCTGCTGGCATCTCTGTCTTCCAGCCACGACGACGCTCTGCTGTCACTAATGC
GCCTTAGGAGCTTTAATTACAAACTGAAGAAGGATTATTTTACGAGGTTATGTGAAGTAA
AATGTTTTTATTTTTCTCCTTATGGCTTTCAGCATCATGAATGCTGCTCTCGAGCATCTC
TCTGTCTTTCATGTGAACATCATGGGAAGAATCTTCATTTAGTTGATTACGGGTCAACTT
TCCCCACCAGCTCTTCAAAATAAAAGCTTCAAGAGTTGGCAGCTCCTGACTTTCTGCTGC
GCTCTCCCCCTTAGTTTGATGTAACCTGAAGTATTTTCACACTGACTTGATTCCTGACAG
AATAATCCAAATTGAATGTAACTTTTTTTATGGGATTGAGACTTTAGGATGTCTCAA
>CLMC1592Contig1
CGCGCCGTTTAACCCGGNCCTTATGGCCGGGGTGACGTGATCCAACAACTTGCTGCTCCA
AAAAGTTAGACGTCCACGCTTTGAAACTGTCAAACACACGATGAACAGCGGTGGACCAGG
GTATCCTCTCGCCTCTCTGTATGTTGGTGACCTGCACCCTGATGTCACGGAGGCCATGCT
TTACCAGAAGTTTTCCCCTGCTGGCCCCATCGTATCGATCCGTGTGTGCCGTGACATTAT
TACTCGCAGATCTCTGGGATATGCCTACATAAACTTCCAGCAACCAGCTGATGCGGAGTG
TGCCCTGGATACCATGAACTATGATGTCATCAAGGGTCGGCCAATTCGAATAATGTGGTC
TCAGCGAGACCCGGCTCTCCGGAAGTCTGGTGTGGGTAACATCTTTATCAAGAACATAGA
TGACTCTATCGACAACAAGGCGCTGTATGATACCTTCTCAGCCTTTGGCAATATTTTGTC
CTGTAAGGTTGTCTGTGATGAGAGAGGATCCAAAGGCTATGGCTTTGTTCACTTTGAGAC
CCAGGAGGCAGCAAACCGAGCCATTGAAACCATGAATGGGATGCTGCTTAATGACCGAAA
AGTGTTTGTTGGCCACTTTAAGTCTCGTAAAGAAAGGGAGGTAGAATTTGGTACTAAGGT
CATGAAGTTCACAAATATCTACATCAAAAACTTTGGAGACAACTTGACGGATGAAAAACT
GAAGGAAGCGTTTTCTGCATTTGG
>CLMC1596Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTACGTCTCGTGGTTTGAGCACACGGTGTCCCT
TGTGTCCATACTGGCAACAGCCCTCGCAGACACACTCCCTGTCCTCACAGCAGAACAGAT
CCAAAGGCCGGTTGTGTTGAGGGCAGAGTTTGGCTTCCACTGGAGGAAGCTGAGGGTACG
CGCTGCCCTTCCTTGGGCCCAAAGCTGGTAGGACCTCTTCATAGATAGGCATTGATGGTG
GGGCTGAGGGGGCAGAGGCTGTGGAGGAGCGTTCCTTGAGGCTGTTGGTTCTCAGCTTCT
CCATGGCCTCTGCCAGCACCGTGCTTCTGGCCAGAGAAGGCCGAGGGTTGAAGATCTGCC
TACACTGGGGGCAGCTGTACTGACCCTTACTGAGCTCCTTGTCCCAGTGACTCTGGATGC
AGGATAAGCAGTAGGAGTGTCCACATGGCAGGGTTGTAGGGTCCTTTAAGACGTCCAGGC
ACACTGGACAGGNGAAGCTGTCTTCTCCAGTCCAAGCTTCAGACATCTCGCAAAACGAAG
AATGAGGCCGGATTTCAACAAAGCAGAGCTGAATGTGTTGATGAGCACAAACGCGGTTTC
AA
>CLMC1597Contig1



CTCTGTTTCCATAAAGGATGTGGTTGTCAGGGTAAAGTGTGATGGCTTTGGAGTAGAACT
CAAGTGCATCTTCATAGTTATGTTTCTGAAAGTTCTCGTTTCCTCTTTTCTTCATTTCCT
CACATCTCTCGACAATAAGGCCATTGGGACGAGCCAGCAGCGTCTTCAGCGTCTGCTCAA
AGTTTCCACCCAGTTCTTGAATAAACTTGGCAAACTGTGTGAAGATAAAGTGGAGGGCTG
TGAAGCAGGTGTGCGGGCTGCCGAGTTCCTTCAGCCGCATCCGTACGTTGCAATCTCCTG
CCATTTCTAACCAGCGTAACGCGTTTTCATACACCTCTGTAGAACGCAGATTAAACATGT
TGCTTAATGACAGAACATGCCGAGTAGATTCCTTTTTCATAGTTCCTTTCTCCAAGAAAA
GAAGAATTGTTTCCACTACTTCTATCTTGCGCAGATGCTTCAACTTTAGGTCCTCAGTGC
TCTTTGAGCTGATTAACCCGATTTCTATCGCCCATGAAGCAGTGATGGAGTCATCTCCCT
GTAGCAGTATGGGAAGCCAGAAGGAACAAACTTTCATTCGCTGCGTAGCTTCTCTTTTGG
TGGTGATAGGAATTTTGAGCCAATTTTTAAAAACCTCCTCTGATATACGAAAGGTGGCAA
CAGAATCTCTGGCCAAATACTTTTGACATTTTTCTTTTTCCCATCCGCCCCCAGAGTCAG
AATCTGAGTCCGTCATTTTGTTCAGTTCGTGAGGGAAATATCGCGTGAACACTTAGCAGT
TAGCTTTTCTTGTGAAACTCATGTTACTTTACGGAAATGAAGGCGAGGTGAACGTACGCA
GAGAAATACCATGCGTGATATGAGAGAGTTCTTCTTCTGCTGCTTTCCCCGGCCATA
>CLMC1598Contig1
GGGGAGTCGGGAAGATTCAAAATTTGAGCAACAACTGGAATCGAAAGTAGGCTACAATGA
ACAGACAGGGGAAGTTCAGGACACCCCGCAGGCCAAAAAAGCCTCTGAACAACCAGAAAG
ACCCGGTTGGAGTCTACTGTCGCGTGCGGCCTCTAGGAGGAGGAGATGAAGAATGCTGCA
TTGAGGTCATCAGCAGCACCACCATCCAACTTCATGCTCCAGAAGGCTTTAAAGTAAACC
GCAATGGAGAATACAAAGAGACGCAGTACTCTTTCAAAAAAGTCTTTGGAGTCTCTGTAT
CTCAGGTTGAGCTCTTTGAGCATGTGGCCAGACCTCTCGTTGATGATCTTATTCATGGAA
AAAACGGTTTACTCTTTACATATGGAGTGACTGGAAGTGGGAAGACTTTCACCATGACCG
GGTCTCCAGGTCAGGGAGGATTGCTGCCTCGGTCTCTTGACATGATTTTCAACAGTATCG
GGCCCTACCAAGCAAAACGTTATGTTTTTAAGACTGATGATAAAAACGGTATGGAAATTC
AGTGCGAAGTTGATGCATTGTTGGAGCGCCAAAGGCGGGAAAACAACTTGTCTGTTCCCA
AAACACCCTCCTCCAGACAAAGGATTGAGCCTGAAATTGTAGACATGATCGCCCCCGAGG
AGGCTTGTAAAGCAGATGGCGTGGACGAAGACAGCAGTTACAGCGTCTTTGTGTCTTACA
TAGAAATCTACAACAACTACATCTACGACCTGC
>CLMC1599Contig1
GTTCTGCCTTTACCCAGTATCGAACACTGCCATGCTTCCCTTCAAAAGAGGTAGCCAGAG
GTGTCTGTGGAAGCTCGAAGCTGAACGCGAACTCGTGTCTTCCTGAATGAATAGTGGTGA
GTCCTTCCTCAGAGTTATCATCGTCTCTCTCATGCCCAATTAAAATTTCCTTGTGATTCA
GGTATTCCAATTCTTCTGTGTAGTTCTGCGTGTAGGCAGTGTTGGATCCGGCGTTCCTCG
ATTCCGTCCAACGAACTTTTGCAAATCCTTTTGCGTGGATTTTGAGAGATTTGACTCGGA
TTTCTCCCGTGACTTCGATGATCACCCTCCCTGAGACACAGTCCCCGCTGGAGAAGACGG
GGACGTTGCTGTCATTAAGACAGTCATAGCTTATTGTGAAGCTCTTTACCTTTCCTAGCA
CCATGGCGGAAACAAGAGACCTCTTAGTTAAGATAGTAAAAAAAAATCTAAGAAAAAAGT
AATCTCATGAATAAAGACACTGATCTATAGCTATAGCCTGCAAAAAAGCAGCAGGCACGA
TCAGTGACTTGTTTCTGAGCAGTTCATTGAGCTGTGTGAAGGCTGGGTAACAGCAATGGA
TGCTGTAGTCATCTGTAATCTCGCTGGGTTCCA
>CLMC1600Contig1
GGGTCATTCACACCTGATTTCTTCCCCGCAGCATCTGAGGTGGTTGTCAGCCATGGTTGC
TGTCTGGGACGGGTTGGTATGGTGGGGGCTGTTGCTGCTACCAGCAGTATTGAGGCTCTC
TGAAGCTCTTCCGGCACAATGGCTGCCAGGAGAATATGCAAACACCACCTCTGATGCTTT
AAGGTTCATCAGTGATTACAACAGCACTGCTGAGGAGGTTTTTTCCTTTGTCGTGTCTGC
TAACTGGAACTTCAACACCAACTTAACAGACCACAACTCCAAACTTCAGGTGAATGCCTC
CCTTGGGCTTGAGGCCTTTTCTGAAGCCTGGGGGTTAAAAGGCAAGACTGTCTTTACTCC
AGAGATCATTGACTCTCTTCCTGATCCTAAGGACCAAACGCTGATCAGGGGCATCATGAT
GCTGGGTTTTGCTAATCTTCCAGAGGATGAAAGAGAGGAGGTTAACACCATTCTCAGCAC
CATGAGTCGCATTTATTCCACAGCTAAAGTTCACCCGGAGCCAAACGTGAGCTGGAGCCT
GGAGCGTGAACTCAAAGAGATCATGGCCAAATCCAGGAGCTACGAGAAGCTGCT
>CLMC1611Contig1
GAAGAAGTCTTTAGCGATGACACCCCAGAACTCATCGGGGTTGTCGATGGACTTCATGTA
GAGCTCCTTGTATTTGTCAAAGCTGGGGACGTGGGACTCCTTCTTCAGGTCTCCGGACCC
GTAGTAGACGTTCTCCTCCGGGACATGATCGGGAATCATGATGAAAGCCGCGGGGGAGCA
GAGAGGCGCGCGCGCGCTGAGCTACAATAGAGATCAATGAATGAACAGCAGTGGCAGGAG
CCGCTGCATGGACGCGGGCACGACGCTGACGCACGGATCCTTCCGCCGCAGGAGCGAGCA
TGAATCTGTGCAGCCGCGGAGGGACGGGGGGGGACTGATTCCTCCTGCAGGACTGGAGCT
GTCCGCCGTGCTTGCTGCTCCTTTCCGAGTTGGCACAAACACAAGATATAACACGAGATA
AAATATGGTTCTTGCTAGGCTAGCCAACAGTTTCATTCAGACTTCTCCGTTTGAAACACA
ACCTCTGAAGCGTGAGCCCCTGCGGAACAACACGCACAATCAGCGTGCTCTGTGGCTGGT
CACTTCTGCGCGACCGTCAACGGCGGGGGAAGCTAGCAGGCTAAGTTAGCCAAAAGAAGC
AAACGCGCGCGCATCGGTTAAAAACCGAAACTTTGGGGTTTACCTAGGCGGTAAATTTCA



TTTAGATATCGAACCGTTCTTTTAACGGGAAGTCCGTTTTGATGGCTATAGCGAAGCGAG
AGGTAAAAAAATTATCCTTGACCCAATGATGACAGTTTCCCGTCCTTTCTTCCTGCCAAC
CCCCGGCCATAATGCCCGGG
>CLMC1614Contig1
AAACCCGGGCATTATGGCCGGGGCTGGAGAACCTATGAGCAACAGAAGACATTTTTTGAC
ATAAAAAATAAGATGAAATATAAAGAACCGAGGCACCAAGTCTGTGCGTAAAATGGACAC
TTTCGCGACGTTTTGACGGGATCAGTTTTTACTCCAAGTTTAAAGAAAACACTGAATGTT
CTGGATATAATACTCGGATATATCGCAGCACCATCAAAGGCCTGGCACTTTGTCTCACCT
TTATTTGGATCGTTCTAGCTGTCAACACTTCCTGTTGCAGCAAAGGCCCCTCCCACTAGT
CCAACATGACAGACAGGACCCCATGGTGGAAAGCATTCCTGCCAAAGAAGAAGAGCGGTG
GCTCAAAAGACTTAGGCCCAGCCTCAGTTGGCCCAGACTTTAACCCATTCGCAGAGAAGC
AGAACAACCCAACTGCAGTAGGTTCCAAGCCATCTGATGACCAGACCTTGACCGTGCATG
AGTCCAGCAAGAGCTCCAACCTCCTCAGCGACGAAACTTTTGATGACTCCGCGCTGGAAC
CTGTCTTCAACGAACAAACGTGTCGCAGGCACATGAAGGTGTCTCGCTCAGGTCGATTCA
AAGAGAAAAGAAGGCCGCGTTCAACCCTCCCGATAGAGGAGAAAGGGACTGAAAATGTTC
CAGCAGGGAAGGAGGACAAGCGGTGATGAGGAGGTGGATGTAATCAAAGACTGCTTTGAA
GAGATGCTTGCCAGGACTGAGAGGGATTTAAATTGATGACGCCTCATAATATTGAGGCTG
GTGTACTGTATAGAGTGCTGGTTTTGAGGGTGATGATGATATTCAGGTTTTACCCCAATC
ATACA
>CLMC1615Contig1
CGGGGAAATGAATAAAGCGAAGCTAGTCAGGAGCTAACTGGCTAGAAGAATTTTCATCTA
AACTCAACCAATTGAGTCGTTAAACAGGTCTGCAAAATGGGTGAACCACAGCAGGTCAGC
GCACTGCCTCCACCGCCCATGCAGTACATCAAGGAGTATACAGATGAAAACATTCGCAAA
GGTCTGGTGCCAAAGCCGCCTCCGCCCATCAGAGACAGCTACATGATGTTTGGCAATCAG
TTTCAGTGCGACGACCTTATTATTCGGCCTCTGGAGAGCCAAGGCATCGAGAGGCTGCAT
CCTATGCAGTTTGACCACAAACGGGAGCTCAAGAAGCTGAACATGTCCATTCTCGTAAAC
TTTCTGGACCTTTTAGACATCCTTATCAAAAGTCCTGGTAATATTAAACGCGAAGAGAAG
ATGGAGGACATAAAGCTTTTGTTTGTTCACATGCATCATCTGATCAACGAGTACAGGCCG
CACCAAGCCAGGGAGACTCTGAGGGTGATGATGGAGGTGCAGAAGAGGCAGAGGTTGGAG
ACGGCGGAGAGATTCCAAAAACACCTGGAGAGAGTCGTGGAGATGATCCAAGGGTGTCTT
GCTTCTGCGCCTGACGACCTGCTGCAGATGGAGATTCCAGACGTTTCTGAAGGGCCAAAG
GGTGCGTCCGGAGCAGCTGCTGCCCCCTGTTCGTCTGGGCAGCCCCCTCGGCTGAAAATG
GAACCTATGGATGTTGAGGAAGCGGGGGGCAGCTGTATGGTTGCAGGAAACCAGGAGAAA
AATATCCCTTCTTCAAAAAGGGACAAAATATGGG
>CLMC1621Contig1
TATGGCCGGGGATAGCAATTTGACAGCTTCACAGAAGAGGCAGCCGTTCAGAGTCTCTTT
CACTTTTATTTCTCCTCATTTTTTCTCCCCTGGACTCTATTGACTGTGAGCCTGGGGTTG
TCACATTCAAAAAACATCAATTTGAAGTCTTTACACTCCGGCAGCATGAGCAAGAAGAAA
AAGGACTGGAAGACAGAGAAAGAAAGACTGCTCCGGTTAGACCGGGAAGTAAGACGCAAG
GAATACCGTCGTCAAGATTTTATGCCTTTGGAGAAGATTCCGACCTGGAGAGAAGAAAAC
ATCACCAGTGACAAAGAGGATGTGGAGCTGACTGGAGGAGGAGGAGCAGGAGGACTGAGC
GATAAAGTATCTCTGTATAAGGGGGACATCACCATCTTAGAAGTGGATGCCATCGTCAAT
GCTGCAAATTCCAGTCTTCTGGGAGGAGGCGGAGTGGACGGCTGCATACACAAAGCGGCA
GGGTCCTGCCTGTATGAGGAGTGTCTCTCTCTTAAGGGCTGTGAGACCGGCAAAGCCAAA
ATCACCTGTGGCTACGATCTCCCTGCAAAATATGTGATCCATACTGTTGGTCCGGTGGCC
AGAGGTCATGTGGGGCCCACAGAGAGCAGCGAGCTCGCCTCGTGCTACCAGAACTCCCTC
AGGCTGATG
>CLMC1622Contig1
CTCTCATCAATTTCTGTATCTTCATCTCATGGCTTGCAATTTCTCTCTCAAGCCTCCCTT
GTTCTTCAGCCTCTTTCTTCCTCTTTATGGACAGGTTCTTCCTCATCTGTGCAACTCCTT
TCTTCTTTTCAGCAATCGCCTTTTGAACGTCTTTCACAGTCACTTTGGCGAGGAGAGACT
TGACATCCATGTCTGCAAACTCCATCGCAGGCGTGGTCATCCTGAGCACCACCTGGACCC
ACTCGGAGAGCTCCTCACGTGATGGAAACTTGTTGAGTTCAGCTTGTTCCTTCTCCCTGC
AAACCCACGCTTGCTCCAAGGCCATGGTTTCTTTTTTTAACAGCGTCTGAACCTCTTTAA
ACTCACCCTGCAGCTTTTTGATGAGTTTTTCCTCCTCCATCTTCTTGAGAAATTCCAGGT
CGCTTTGAGTCACCTGATATCCCTTCATCCCTTTCAGCATGGAGTGAGGGGCATCTGCAG
TTGTTTCAGAATCACGTGCAGATCTGGCATTACTCTCTTCATTCTGGTGTGGCAACTTAA
AGTCCAAGTCCTGATCAGAAAAATCTAAAATCTTCTTCACATCCTTCATGGGAGGAGTGC
GAGGAAGCTGTCGACCTGATGGTATGTCGTTGCCAGCTCGTCTGTGCCTGGAAAATTTCT
CTGACATTGCTCTCGTTATAGAAAAAAATAACCTGTGGAATAAATAAATCTAGATCTGAC
TTTCATTTAAAACAGAAAAAAAAAACTTTTGTCCCCCGGCCATAAGGCCCGGGT
>CLMC1630Contig1
CCGGGGGGTACTCACACGTGGCCATTCAATGCCTTCGGTTGAGAGCCTAACAATCGCATA
CGACTTCCTGAATGAGCAGGGGACGTTTTCCGGAGGAGACATAATTACAGGAAATGTCAC



TCTTACTTTGGAGAAGGAAACTAAAGTTCAGTCGCTGTGTGTCAAGGCGAAAGGAGACGC
GGACGTGCGATGGTCAGAAAAAAGAGGAGACAAAACCAAAGTGTACTCTGCTCATACCAG
ATACTTTAAGCTGAAGCAGTTCTTAACCGCAGAGGGTTCAGATGAAACCGTGTTGCCTCA
GGGGATCCATGTTTACAAGTTCCGCTTTCAGATTCCACCAGGATGCATGCCGTCGTCGTT
TAAGGGGTCCCATGGAAAAATTGTCTACAAAATCGAGGCCAAGCTGTGTAGAAGTTGGAG
AATGAACACCACTGCAGAAAAGGAACTGCTGTTCATATCCAAGTCTCTCCCCGCTCTTGA
TTCACCAATGACACCACAGCGTGGTTCAACTCGAAAAGAGATGGGCCTTTTTTCCAAAGG
ACTTGTGGAATTGGAGGCCGTCCTTAACAAGAAAGCATTCTGTGCAGGTGAAAACATGGA
ACTTGTTTTATTAGTAAACAACTCTTCCTCCAAAAAAGTTAAACCCAAGTTAAGTTTAAG
CAAGAAAATCACCTACTATGCCAGAGGGAATACCAAGAGTTCC
>CLMC1631Contig1
TGCATCCTGGCCTGAACATAAAGCGAGAGAAAGACCATGCAGTACATCCCGAACGAGGAG
TGACCAGAGTAAAAAGAAAGCCTGGACTCCGTCACATTCCGTGTGGCGCCGGTGCAGTTA
CTGCGCAGCACAAGTCCCTCGCAGGATACCGGAGCGCAGACGGAAAAGAAGTTCGGGCGA
GGACGACCGATGGTAAACTTCGCCAAGTCGGTCAGCGACTGACTGACAGCCGCCCCAAAC
AAGTAGGTGCCCACCACCTTGTAGAGAGTAGACAAGTACTGGTTGAATTTGGTGTTGGAG
TGCAGACGTTTCTTGTACACCAGAAATGCTTCTCCAGTTGTGATAATGACGATGGAGCAG
GTGATGGTGACTGCAGCCATGGTTCCATGTGAGATGGTGTCTTTCTTGTATGGATACTTG
ATGGTCTGGTCATTGCAGAAGATATCCCTCTGATAAGGGCTGAAATTAAGCGTGAGGATG
GCTGAAGGAAGCGCAGCTACAAAGACACAAAGAACATCCACCACGACGATCAGCTTATTT
TTGGTCTCTGACATGTTGTCCTCGCGCCGCGTTACATCCATAAATACGCTGCGTGTTTTT
TTCTTTGTTGTTGTATTTTTATAAGAAGCACGCGGAATGGTTGAAGTAAAAAAAACCCTA
GGAAAGTCTTTGAGCCGCACAGGAAAACGCTGCCTGTCCTCTCTTCCGGATCCAACCTGT
CCGCCTGGCCCTCCCGCTGTTTCTTCAGTCGTTTCCCCCGGCCATAATGCCCGGGTTA
>CLMC1632Contig1
TATGGCCGGGGCTCTTAACATGGCGTCAGCAATGCTCAAGGTTGCAGCAGCAGGCGTTTC
CAGGTGTTTCACTCTCCTGAGGGGTGTCTCCACGACAACGCCGCTCTGCCAGGGCGTCCC
CGGGGCCGTTTGGAAGCTGGGGAAGCTGAACCATATTGCCATCGCTGTGCCCGACATGGA
GAGGGCCACAGCTCTTTACCGTGACGTGCTCGGGGCAACAGTAAGCGACAAGGTGCCCCT
TCCTGAGCACGGGGTGTACACTGTGTTTGTGGAGCTTGGCAACACAAAGCTGGAACTGCT
CCATCCTTTGGGGGACAAGAGCCCCATCTCTGGTTTCCTGCAGAAGAACAAGTCTGGAGG
GATGCATCACATTTGCATCGAGGTTGATGACATTAAAGCTGCTGTGGCGGACATGAAAGC
TAAGAACATCAGGACTCTGTCAGCAGAGCCTCGTATCGGCGCTCACGGGAAGCCTGTCAT
GTTTCTTCATCCTAAAGACTGTGATGGTGTGCTGGTTGAGCTCGAAGAAGCATAAGCATC
TGTGCCTGGAACCAGGAGAAAACCTCCATTTACATGTATATATTCCACTAATGTGCATTG
TTCCTTCTAACACTTCTCATTTCACTTCCTTTTTTTTTCTTCTTCTCATATTCTCATTCA
TATTTTCATTTTGTATTTAAAAAAAATCGACACTCAAAGCCCACATGGACGTACAAAAAC
ACAAACAGTAGGCAGACAGGTTTTCCATCATTTTAAACTAAATGT
>CLMC1633Contig1
CGCCGTTTAACCCGGGCCTTATGGCCGGGGGTTGGTGACGCATTTAGTTGCCGCGGTTGT
AGCGAAATGCTAAACTGCATTAAACTAATTTTAAATGAAAATTTCACAATATTTGTAGCA
AATTGTTTACTTCTTTTGGTCAGAATGCACTGAAATGATCTTCGTTCTTTCTATTCGCGG
TTTATAAACGTTCGGCGTTTATTCATCATGTCGTTTCTGGTGGACTCTGTCATCATGTTT
ACCTCTCAGGTTCTATTCTTTGGGTTCGGTTGGTTGTTTTTTATGCGGCAGCTATTCAAA
GACTATGAGGTGCGGCAGTATGTAGTCCAGGTGGTTTTCTCTGTCACATTTGCATTTTCA
TGCACCATGTTTGAGCTCATTATCTTTGAGATCCTGGGTGCCTTAAGTAGCAGTTCAAGG
TATTTCCACTGGAAGCTGAATCTGTATGTGATTCTGCTGGTTTTAATCTTCGTGGTGCCT
TTCTACATCGGTTACTTTGTTGTCAGTAACATACGCCTGCTGCAGAGGCAAAGACTTCTA
TTTGCGTGTATGGTGTGGTTCACTTTCATGTATTTCTTCTGGAAGTTGGGAGACCCGTTC
CCCATCTTGAGTCCTAAACATGGGATTCTGTCCATCGAGCAGCTGATCAGTCGTGTGGGA
GTCATAGGAGTCACTCTGATGGCGCTGCTGTCGGGGTTTGGTGCCGTCAACTGTCCATAC
ACGTACATGTCCTACTTCCTCAGAAATGTAACAGACGGTGACATCCTCGCTCTGGAGAGG
CGGCTGCTCCAAACAATGGACATGATTG
>CLMC1639Contig1
ACGAGTTCATGTGCTGACTGGATTTAATTGGTGTCTCNTCATGGGCATCCCACAGGGACG
TCCCTCGTCTCTTCAGGGGTGTTTCCTTCATGTCAAGAGACTGGCGGCTGTGGACCTGGT
CCTGCTGTTGCCATGGGAATATGGAAGATCCAGCCTGACGAGCTGCAATGTCTTTGTGGC
TGACAGTGACTGAGGACTGACTCAGGAGTTTGACCTGTAAGACTTTGAGTTCAGTTTCCA
GCCTTTTTCTTTCTTCTACTTCTTGATTGTATTTCTCCTGGAGTTCTTCTAGTCTGTTAT
CCTGGTGTTTAAAAGCTGAGACCGGTGCTGGGGTTGCAAAACTCTTCTGTGGAGTGTTGT
ATGAATGAAGTTCAGAAGATGAAGTTGACAGTGTAGAAGAGTTGGCCGGCTGAGAGCGAT
CAAGCTCATTTTTGTACTTTTTTAACTCCTGCTCCAGTCGATCTATAGTCTTCTTGCAGG
AGCTCAGCTGACCCTCCAGGTAGCTCACCTGTTGCTCCTTGATTCCAAGGTCATGGACAG
TCTTTTGTCGAGCTTTCTCCACAGCATCACAGGACTCAACTAAAGACTGGTTTTCCCGTT



TCAAAGCAGAGATCTCTGTACGTTCACTGTCCACCTTTTGTTTTTGTTTCTGAAGGGCAG
CTTCTAAGGAGTCCAACTGAAATTGCTTCTGTGTCCTTTCTTTCTTTAGTTTGTCCAGCT
GAACTTCCATCTCCTGGATCTTCTGGAGGGCTTTCCCTGGAAGCCCATCTTTCCACTCCT
CCACAGCCCAACTCATGCTTAAAAAACGAAGCGTGCACGTACTTTGGGCGCCAGGCTTCT
TTACAGGGGCTCCCCCGGCCATA
>CLMC1640Contig1
CCCGGGCATTATGGCCGGGGGAGGAACGTAATGACGCAGGGCTGGGTAAACGTTTTTAGA
ATTTGGCGCGAGCTTGCTGAGCGTTCGCCCAGAATTGGGAGCAGCAACTATATGTAATAT
TTTCAAGTTCGAAAAACCGTTAAAGAAATAGGAGTACGGTTTGTTTGGTGGCATTTGAAG
AGTTGACTCTGGATACCGCCGACGTTTCACTGACAATGTGCGTCGACTGAAATTGAAGAA
GTCTCCAAGCTATGTCTGTGGCAGTTCAAAGCACAGTGTCCAAAGCACCTCTCCCCCTTC
CAACCTACTTCTCCCTTGCAGAGCAGTCCTTCTCACTAAAAAAGCGCCGGCACCCGTTCA
CCTCGTCATCTGGGTCCAACTCCTCCTGCTCTTTTCCTGCCGAACTCTCCCATTCTCTGC
CACCGCTGACACCAACCAAGGGATGTCTTTCACTGAGCAGAGTGTTCGCCCAGCATGAAT
CGCCGTGGACTCCACTTTCTAGTTCACTTACTATATCGCCTTCTCCAAACTCAGTTTACG
ATCCAAGTAAACATCTGTCCTATTTCAACCAGTGCTTCACTAATTTGGGTTTGGTGGGAA
GAGGGT
>CLMC1653Contig1
ATGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTACAAAACGACTCAGTAAGTGAACAAGG
AATGCAGGAATCTGCCCCCAGGTCGCCGCCTCAAGGGATAAGAAAAGTGTTGAGTCTACA
GGCCGGTCACCAGTTGAAGCTACACTGCATCGTATTCCGGCTGTCTGAGGATATCTCCAG
TCGTCACCAACGGCAACACGACCCGAAAAGGGCGTGAGTTTTTTCCGCTCCTGAGTGTGA
TCTTGTGATGCGGAGGTGAAGTGCGGTCTCTGCTCTCCCCCGGCCATA
>CLMC1658Contig1
AAAAAAAGACAGTTGAATCTGGACTAAACATCTAAAAAGTGGGCAGATAGCTTCTTTAAG
AAAGTGTCTATTCACATGTCTTTTTCGAAATACGTGCAGCCAGCCAGAAATTTTTTTCTT
GTCTGCACGGACCTAAAGGAAAGGTTAAAGTTAGGGTTACAGTTAGGGTTAAACCACCAA
ATGATTCCTGAGCGCCGCTGTTTCTGCAGCTCACCGCTCCTCCAGGGGAGGAATCAAATA
CAAAGAACACAGTTCATACATCTAGGAGCGTCAAAGATAACAGGACTTCAACTTTGAGTT
TAAAAATGTCCGGCAAACAAAAAAAAAGCAATCTTGGATGCACTTAAAATACATGCGGGC
AATGCAGCAATGTGCATCCTGGCTGCACATATTACATGAATTTCCATCACTTTTTGCGCT
GGTCGCACTAATACATGCAAATAAGATCAGCCAATTTTCAAAATAAATGTAGTCTGGAAA
TGATTTAGGGGAGACAAAGTAAACTTTTTCTAGACAAGTCTTTTTTTATATCTACTACAA
ATACTCTGAGGTACTTTTTCTTTGTTCAGTTGATGCAATATTTAAAATGCATTACATAAA
CGAACCAACAATATCAGGCTTTTCATCTTGATCTCCAGCTTTTTTCTTCTTATCTTTGTT
CTTCTTCTTTTTCCCTTTGTTGGAACCTTTGAAAACCAGTTTGGTAGATTTTACGCGTGC
GTATTCGGCCATATCGTTAGCTTTTGGGAGTGACAAGTTAGCATCCCCGGCCATA
>CLMC1660Contig1
TGGAGCTAGAAGAAACGTTGGCGAAGGCAACCACTTTTTTCAATGTGTTGGACGGACCCG
ACTGTCCAGGCAGGTGAGATTCTTTTTTGGCAGCTTTCCCATGATACTTCCGCACATCTT
CAGTGGAATCCCAGGTGCTGCTCAGTGCAGCTCGATGTTTAGTGTGTTTGACATTCAATA
TTCTGCTTTCAGGCTTGTTAGCATGAGTCTTTGTTGAAGCAGCCACAGAAAGTTGACTTT
TGCTTTCAATTTTTGTGTTTTTTGGCTGAGACAAATTGAATGGTATGGGCCGGGTACATG
GCTTTTTCTTCTTAGCTTTCCCAGCTAAAGGTTTTTCTTCCCACCTGTGGTGGGACTGCT
TGAAGTGTGAAGGCATCTGAAGACGGAGGGACTTGGCCAATACAGGAAGCTTGCTTATAC
CTGCCTGTACAGGTGCTTTTTGACCCGATTCTGACGGATCTTTGTTCTCAGTATCTTTGT
TTAAAAGATGGGAGGGCGCCAGAGGTTTATTGAGCTTCTGGTCCACCTGTCTTTTGTTAT
GTTCATTCTTTACTCTTTCAAAGTCACTGCGGATTTTGTTTTGACTTTGCTGTCCAAGGA
CAGGAGAAAAATCCATGATGATGAACACCTTCAATTAAAGTTGAGATTTAAAGATACCTC
GTTCAACTCGTTCTTGCCACCCCCGGCCAT
>CLMC1666Contig1
TTATGGCCGGGGACTGCATCGCAGTCAAACCTCAGCCGCTGAAAGCATGCACAACCTCTC
CCCAAAGCAGAAAGTTTACTGAACCTCTGAAAATGTGCACAGGAGAAAGCAGGACTATCT
TGAGCACCTTGAAACCGAACTCTGCATGACACAAAGGGCACCCGAATATTCATCGGCATC
TGAGGCAAACCCCAAAATGATGAAAATGCTGGCGATCCTGGGCCAATGGGACATCTCTGG
CTGTCACACGGATAACATGAGCAGTTATTGTTTACTTTTTCTCTTCAAATTGGGATTAGA
CTTGGTTGTCTTCTTTTTATGCAGCCCCAAGAAGTATACCTACTTCCTAAGCATATGCAG
CCTGTCCATTGCACTGGGTGACTTGGTTATTACATTTTTAATGACGACCATATGGTTTCT
TGGAACTGAGAGGTCTTTCGTGTCCCCCTGCTTCATCTTGGCCAAAGCATCTGTGATATA
TAGTGCACTGCCACTGCCTATGATGTGCCTGGGTTTACTCTTCTACTGCTTGGAGAATAC
TCGTCCGAGCAGCTCCGCCGCATTCCTCAAATCCTTCAGAAATGTGTGCTTAACTTTACT
GGTGTGGAGCGTAGCTATTGTTTTCTCAATTATCTTTGTCAATGCTGAACCAAGAGAAAT
GGAATATGAAACTGGGAGACGCGCATTGGTGTGTCAAGTAGAAGAGTCAACGCTGGTGGC
CAGCTTTACATCATTACTTTTCATTGGAACATCATTTACCCTGCTG



>CLMC1672Contig1
CTGGATCGGGTGTAAGTTTGGGTTGATAGTCGTCATCGTCATCCTTGCATTTTTTCACTT
CAGCTGTTTTAGAAGAAGTCTTCTTTGAGGCGGATGATCTGATCTCTGACGAGATTGCGT
CTAAGCCCAAAACTGCTCCATCCACACTGCAGTTAGAAAAGCGCAAAGTAGTCGGATCCG
TATTTTCATCCATGGGGATTTGAATCTTTCCATCTGCTTTAGGAGATGACTCCTTCAGCC
CATCTGTGTTGTTGAGCAAGGACAGTGTGATGGCTGCCTCAAGGTCTCTGTCATAAAGTT
TTTCATCCAGTGGTTTTCTGATCTTTACTTTCTGTGACGACTCAGAGACAACTTCCTGAC
TTGAAGACTTTCTCTGTTGTTGTTTCACTTCTTCCTTGGCTTTTTTGTGAGGTGGAGCCT
TCACGGAGGCAAAATCTTCATCATCCTCAAAATCCTTGGCTTCACTATAATTCACAACCT
TTGTCTTTCTCGACGGCCGGTCCATCCCTTTATAGGATTTTTGACAAATTATACCCTTAG
TTTATCCAACGATCAATAAGGACATTAACGGCGATTTAGCCGCTATTTTACCCTTCGATC
ACATGAAGCTTAAGCTAGCCGGTAATTTTGCAGCAAAGCTGATTTAAATCAAAAGCCTAA
CACCTAACGTACTGAGGAAAAAACTTTACTACACTTCCTCATACGTTGATACATTAATGT
ATACTAGTTTTGTATAGCGACAATAAAATAAGCGACTTCTGGTTTTAAGCAGCCCGCCTG
AACTGACCAGAAGTGACGTCACGCTGTGTTCCCCGGCCATAATGCCCGGGTTAACGGCCG
G
>CLMC1679Contig1
CCCCAGAGACTCAGATGGAGGATCGTCCTGGCTGTCAGGGTTACTGGGATCACTGCCGGG
TCCTGATGGAGTGATTTTGGTCTTCAGTGTCTCAACTTTCTCCTCCAAAGACTTGAAGGT
TGGTGCATTTTTGACATCCTCAAACTTGCGGCTGAGGACTGATCCCATGTTGGAGAAGGC
CGCCGTCGCCTTCAGGCTGGCCTGAGACAGAGTCTCAGATGTTCTCCTGTAGGCAGTGGA
GGTGGTGACCTCCTGCCAGGTTTTGGAGATGTTCTGCTTCAGCTCATTCAGAGGAGTGAT
GCCCAGTTTCCTCTTGATGTCCGCCAGCCGCCTCTCTTTGACTGCAAGCACCTGAGACAG
AGTCTGGATCTCTTCTTCAACCTTGGTCAGCTCCTCCTGCAGCTCCAGACGCTCATCCTC
TGTGATGGCAGGAGGAGCTGAGGATGGACCGACGGACGTCACAGCGTCTTCTCCTACCTC
TGGATGTTCCTGGAAACCTTTCTCTGCATCCTCCATTGTGGGAATGACACTGGTGGTTTC
GGGTAATTTTGTAACCTGGGTGCGCAAGTTGTTCAGTTTGCTGCGACAGATCTTCC
>CLMC1692Contig1
CGTTTAAACCCGGGCCTTATGGCCGGGGACTCGTGATGTCGTTGGTGTGTTGACAGGCTT
CACATGTTTTCCCTCCTGGGTGACAAACCTCACTCGTACTAAAAACTGAAAAAATGGAAT
ACCTCCTTCAAGTAAAAATCGGAGCTTTGATCGGTTTGCTGTTGTTAACTCTGCTTTTTG
GATTCATCCCTGCTAAAGTCAAATGGTTCAGGCAAACAAACGGATCAGAAACCCACCGGA
CAGTCCTGAGCCTGATCAGCTGCTTTGCTGGAGGCGTGTTCCTGGCAGCATGTTTACTGG
ACATTATTCCCGATTACTTATCTGACATCAGCGCAGCGCTGGACGTTCAGAAGCTGGAGA
CCAGCTTTCCACTTCCAGAGTTCATCATTGCCGCAGGCTTCTTCACTGTCCTCATCCTGG
AGAAAACCGTCATGTACTTTCGGGAACGAAGAGGGGCTGGTGAGGAGAGAGCCCCCCTGT
TGTCAGGAAACAGGAACGGCCACGGCCACGGCGCTGTCACGACCCCCGATCTGGAGGACA
GCGCCCATCACGTCCACGTGGACTTCCAAGCTCACTCCCCCTTTCGATCATTCATGCTGT
TCCTCTCACTTTCACTACACTCGGTTTTTGA
>CLMC1693Contig1
AAAAAACAATATATTTATTCAGTACAAACAAATACAAACTGGTAGAATGTCCCCGAAATA
TCCAAGAGGTTCAAATCTAAACATTTGGGATAAAATGTCAGAAACTATTAACATGATGAA
GTGCAAAGTGAAACGTTTGTTCCCTCATCCGTCTGGGGCTCCTCAGAGGTTGTCCACGCC
GCGGATCCTCCTGGCCAGCTGAATGTCGCGTGGAAACAGCGTCACTCTTTTGGCGTGGAT
GGCACACAGGTTGGCATCAGAAAAAAGCAGGACGAGGAAGGCCTCTGCAGCCTCCTGCAG
CGCCATCAGAGCGTAAACCTGCCATCGTAGATCATCTCGGGAAAACTGGACGCAAATCTC
ACGAACCAGTCGGGAGAAAGGTCGCTTGCTGATCAGAAGGTCGGTGCTCTTCTGGTACTT
GCGGATCTCCATTAGAGCCCGGGTTCCGACTCTGAACCTCCTCTTCTTTTTGGGGGGTGA
AGGAGGCGTCTTTGCAGCTGCACGCCGTCTCTTTGATGGCGAGGCTTTTGAGGAGGGGGA
CTGAGCGGATGGGGGGCGACGGCGCGGCGCTCGGCCTTTCCGGCGGCTATGGAACGCACT
GGGATCCATGGTTTCCTGTCCAGCCGTGTGTCACCGAGTCTTCCTCCCGACGAGATCACA
ACATCCGACTCCGTTTCAGCCTGAAACTCTTCTTCTGTCCCCG
>CLMC1701Contig1
AGCTCAAAGATTGGTTTACACATCTACAAATTTAGGCTCACACCTCATCGGCTCCCACAC
AACACTCACATACAAGTAGCTCAAACAAAGCCTCAGACATGAACTGCCGACTTAGAAAAT
CCAGCACACAGTGAAACAAACATTTGTTGAGGCTCTCTGGAAGCACAGTGCCAAAATAAT
GTGAGTAGCGCACAATTACAATACTTGATAAATTGATAAAGTTATAGGTAAAAGTGTCAA
ACTAAATATCTAGCATAAGGAGTTGTATTGGAGGACGTAACGGTAAAGAGGAGGAAGCTG
CTGAAGGACGTGAAGGGAGAAGTGCTCTTTTCATTGTCGTTCGTACACTCTGGTGCAAAT
CACATCGTCTGCTCTCATGGTCAGAATCAGCTTGCCGTCACTGGTGATCTCTCGGGTCCA
GGACGTTTTGGGTCCGTCTCCTTTCTGCAGAGTCTGCTCACAGCTGATCTTGTTGTCCGT
TTCCCAAACCGGAAAACTCTAAAGCTTTCAAGAGTTCTTCAAAGTTCTCAGAACTTTTCA
TCTCCCAGGTGCCAGAAAAATCAGGGATTTTTCGATCCATATTCGGCTGCAGCAAGTTAA
AGTTTAGGAATTAATAAAATTTAAGAAGTCTAGTCCAGGTCAGACAGGATCAGGCTGTTG



TCCGTGTTAAAATGCTGAAATTTGCCCCTTTGTGTTTGGGTCGCCTGACTTTGCTCAGCT
TCTGCTCTTCTAGGATGAGTGGCCTGCGTCAGCGTGTTTACCGCATCCACTGAGCGTTTC
AAGTGCCTGCTACAAGTTAAGACACTTGAACAAGACTGCACGCCCCGCTTTTCCCC
>CLMC1703Contig1
AACCCGGGCCTTATGGCCGGGCGGAAGAAACGTTACATGAACGGAGCGGCTAATCAGAAA
GTTTGAAAGAAATGTTCGGGCTTTAGAGATTTGTACCCTTGAAATTAGATTCTTTTTGTG
GGTAATTTAGAGTATATCTAAAGTAAAGAGGATTGTAGACAAAACTGAGAGGGCAGAAGG
ATGTCTCTTCCCAAGCGGGAGGTGGAGGAGTTGAGACCGTGGGTGGAGCGCACTGTGAAG
AAGGTGTTGGGGTTTTCAGAGCCCACGGTGGTCACTGCAGCTTTACATTGTGTGGGGAAA
GGATTGGACAAAAGGAAGACCACGGACCAGTTGCGTCCCTTCCTCGAAGACTCAGCTGGT
GGATTTGTTGAACGTCTTTTTGAAGCTCTTGAGGAAAGTAGAAGCAGCCGTGGCAGCAAA
GGATCTGGAGAAAAGAACCGGAAGAGAGAACTTAAGGATGTATTTGGGGAGGAGCATGAC
TCTGGTGCAAAGAGGGAAACATCTGAGACAGCAGATGGGACGGTAGTAAAGCGAAAACGA
ACACCTCGGTTTCAAGAAGTGGAGGAGCCTGAGGTCATCCCAGGACCTCCTTCTGAAAGC
CCTGGCATGCTTACCAAACTGCAGATCAAGCAGATGATGGAGGCTGCCACAAAACAAATA
GAAGAAAGGAAGAAACAACTGAGCTTTTCTTCGGTCCCTTCTGCTGCATCACAGTTGGAT
GGCTCACGGCTTCTGGGCGCCGCTGGTGCCTCATCTGTTGCCCCCTCGCAGGCTGCCAGC
TTTATGAATGATGCTATTGAAAAAGCCCGCAAGGCAGCAGAGTTGCAGGCCCGCATTCAA
TCCCAGTTATCTGTGAAGCCTGGTATCCTGGGAGCCTTGGGAAACACCGGACCTCACAAC
CTGGTAGCACTTGCTAATCTACATGCCATGGGAATTGCTCCACCTAAAG
>CLMC1704Contig1
TATGGCCGGGGAGCCAACTGAGGCCTGTTTTGAAGCCGAAAATTTCCTCGAACCAACCCT
CTAAAATCAAGTTTAAGTTTAGTTTCTTTATTGTTCTGTCGGTTAGACCGCGGTATGGTG
TCCTGCAGACAGGTCCGCGTATGGAAGTACGTGGAGGAAGGCAGTTGTCTAAAGTTAAAA
TCGTATCTGCGGAAGCACCGGGACCTGGACCTGAACTTCTCCCAGGGAAAGAGACAGAGG
AGCCCGCTACACTTGGCCTGCTCCCTGGGTGACGACGCCGTGCTTCGGCTGCTGCTCCAA
CATGGAGCCGATGTCCTCCAGACGGACCGCCGGGGAGACACTCCTCTGCACACGGCGGCT
AATAGGGCTCTGAAGCTCGGCAAGAGAGCTTATGATGATCTGGTCGTGCCTCTCAAAAAA
GCATGTCCGGAAGCTTTGAATGCTTCAAACAGGACTGGGGTCACACCGCTGGACCTGCTG
AGCTGGATGAACATGAAGCAGTCAGAGGGTGCAGAACCGATTGGCCGTCCTCAGACCGAC
CCTGAAAAGGAGTGGATGGAGAAGCTATTTGGCGAGTGCGAAGACGAGTTTTGTGAAAAC
TTTGGAGCTTATGATGCTGATGATTTTCTTCCTGTCGATGAAGATGAGGAGGACTTTGGG
GATTGGGCTGAACGTATAAGGAGAGAGTACTTTTCAAAGAAGCATGCTGAAGCTC
>CLMC1705Contig1
TCCAGCTGCAGGTAGTACTGCCCAAAACCTGCACTGTAGTGGATGAGGAAGGAGTAATCG
ATGTTCTGCTTGGAGCGGAAAGTCACTCGGTCTGGAGCGTCGTTGAAATTCCTCTTTAGA
CCTGTGAGAGGAGGGTACCACTCCTCAGAAACATGGATGACCACAAGGTGGCCTTGCTCC
AGTTCAGAGGGAAATGCTGTTCTCATTTCCCCGACAGTGGACATTCTCCAGCTGTCGTCA
AAATCTGCGAGGAGCACCACGACCACCAGAGACGAGCGCTCTTCATGGGACGACTGGGAG
AAGATGGACTGCAGTGTGGGGATGAGGTAGCTGCCTTTTTCCCTTTTAACAGACGATATT
CCAATAGCAAGAAACTTCTGTTTGGTCGCAGGCGCTCCAGCCAGCAGCTGATAGCTCACG
TTGAGAGACAGGTAATCCCTGTGTTCGACCCAGGAATCCCCGCTAACCAGCCTCTGTGCC
TTCCAGTTCAGATCTTTAGGAGTCACCTCAAGTGATTTCTTCAAGTCAGTGATGAGATTA
ATGAAGTACAGGCCGACGAGGACAAACAGCATGGCCAGAAACACATTCTTCTTTCTTGAA
TGCCACCTCATCTTCCGTTTCAGGCGGACCTCCCGTTTTCTCGGACGGCTCAAAGCGGCA
GTTAAACCCCGAGTGACCCAGCCGGTTTGCGGCTTTGAAAGTCACGGAGAAACTGACAGT
CTCTGTCCTACCGGCGGGAATCCGGTGCTCCTCCTGCCTGCAAACATGCGCGCAACGCCA
GGCTCAGCAGCCGGCGCAGCTGCGACCCCCGGCCATA
>CLMC1706Contig1
TTTTTTTTAAAACGCAGAACTTTTATTTTTACTATTAATTACAAGGTTTAAATGGATAAC
ACCACTTTAGGAATGGATGAGGTTCTGCTTGAACCACTTTAATTCAGTCTGTATCTCCAC
AGCTCATGTCAGGCAGCAATGCATGGCAGCGTGTTAACACCCAGGTGCCCATTCGATCTC
CCCGTTATGCCGTCTTTGACCCCTCTTTTCTTTTGGTCATGCAGGCCCAGCCCATGACTT
GACATTCTGCTGGAGTGGAGGCGACACAGTGCCGCTTGGTGTGAAGGCAGAAGGCAGATG
TACACAAGGTTTCTGTAGAAAATCAAGAAACACAGATGTGCCAGTCCGTGGATTTGATCC
GCATCTGCTGTATGAGGCATGCAGGTGGCCCGCATAAAATATCAAGGGGGTAGACCACTC
GGTGAGCCATTGTTATGAGGAAACGGGATGATCCAAATGCAGGAATTAAGAAGCAAGTGG
AGTGAGGTGAATGATATAATTCAGCCAAAGGTTCCACTCCAAACATATGAAGACATGTTT
TCGCCAAGCCAAGAACATGGGAACCAACAGAAAACTCTACTGCAACCCCCGGCCATAAGG
CCCGGG
>CLMC1708Contig1
GCTTTAGATCTGCATTGCTTTTCATTTCTTCACTGGCTTTGCACCACTTCTTTGGCTTAC
TCGGTTCACAATCCGGCTTGTATTTTTTTGCTAAATCAAATGTCACCTCATCAGCTGGAA
GGTCGTCGGTCTCAGAGTCTGAAGCTTTTCGGAACTGTAGAATTCCTGAGTTTACGTAAA



AGCCCCCAAATTTGGTCGTGATGGAGGACGGGACAAACTCATCGTAAGCCTCAGAGTTGT
CAATGAAGGAATCCTCGTCATCATAGCCATATCCAATATCAATTAAGTCTTGAATGCGGT
CCTTTTTATACACGCCACCATATTTTTCCTCAAACTTTCTTGCAATGGCAGCTGCTTCAT
CTTTCTCTCCATTTTCCTGCTCAAACACGTCCAGTTGATGATCTTCTGTTTGTTTTATCT
TGTCAAGCAGCTGACGGTAGCTGAACTCTGGAAACTTCTGCTCGTCCGGTTCGAAAAGTG
TGACAACGAGCCGAACCGACCTGGAATCAATAGGCCGGTCACAGAGGTTCTCCTTCATCA
TCACACCACCAGACGGAACCAGAACATCGGAGAACGAGGGCCGACCACAGCTCAGTGTGG
TCAGCTGAACCCTCCGCGATTCAGCCATCGTTTGGAGAGCCCCGGCCATAAGGCCCGGGT
TAAACG
>CLMC1713Contig1
CCCGGGCCTTATGGCCGGGACGCCGTCAACCTCCGCCTTCTGCCGCAGCACAGAAATAGA
AAGCTTTGGCAGGAAGACAAACTCGAGTAGACCGGCCGAGGGCACAAATTTAGTCCCTTA
GTTTATTGGAGCTGCGAAGTTGTTTTTATTTTTATGATCAGTGTCTGTCTTCTTGTGCAT
CAGCAGCGTTAGGTCGAAAAGTAAGCTAACCTTCCCGGCTGAACACCAAAGCCGGCGGCT
GTTGATAACACATAGGTGGCTACACAAGAGTGTTTACTACTTCCGTTTACCTGTCATCGA
GTTCGTCAAACACCTTCCAACACGTGTATTAGTTTGAGGGAATGGCGCTGGACTTCGCCG
CTGGATGTGTTGGAGGTGCTGCTGGTGTTTTAGTTGGGCATCCATTTGACACTGTAAAGG
TGCGCCTTCAGGTTCAAAATGTGGACAAACCTTTGTACCGTGGGACATTTCATTGCTTCC
AATCGATCGTACGGCAGGAGTCGATGCTTGGTCTGTATAAAGGCATCGGCTCTCCGATGA
TGGGACTGACCTTCATTAATGCCATAGTTTTTGGTGTTCAAGGCAACGCCATGCGGCGAC
TTGGCAGCGACACGCCTCTCAACCAGTTCCTGGCCGGAGCTTCCGCCGGAGCCATTCAGT
GCGTCATTTGCTGCCCCATGGAACTGGCCAAGACGCGCATGCAGATGCAAGGGACTGGAG
AGAAGAAGTCCAAGAGGAAGCT
>CLMC1723Contig1
AACTGAGCTGAGCATCTGCCGACAACACGAGTCTGACAATTACAAGACAAAGACTATGAA
GGCTACCATCGCTACTGCCGCCCTCCTGGTCCTGGCGCTGGGGTTGACCTCTGAGGCCGT
GCAGGTGGAAGAAAACGGACTGTCCTTCTCCCTGGAAGCGGTCAGCCGGCTTCAGGAGCT
CGCTGAGAGCAGAGCCATGACGGGACAACAAAGCCCCCGCCTGAAGGCCAGCACCTACTC
GCTGTGTGCGGACCCCATGCTGCCACAGGAGTTCCTGCCCCTCTGTAAGCAGAGAGCCTC
GCAGTCGTCCCTCCTCAGACTGGCTGCCGTTCCCCGTGACCTCTGTGAAATCTGCGCTTT
TGCCGCCTGCACTGGATGCTAAGCCCCGCCCGCGAGCCCGGGGAAACTCCTGCAACGCTT
CAAGCTCGTGCTTCCTTTTCCATCCCTCTCACAACTGTTTTCAGGAAAACTCCAGTCGTT
GTGCATCCTGTTGTGACGAGGCGCAGACAGACGCCCCAAAGTTCGGACTCCACCACCTCC
TGCATCTGATTGGATGCAGCTTTCAGGCCAAAAAATGTCCCCAAAAACAACAATCAGACA
AAGAAAAGTTTTGTAAACTGTTACTTTTTGGAATTTATTTTTTTGAAATCCTAAGCTTAT
CTATTGTCATTAGACATTAGA
>CLMC1724Contig1
GGTCAGCCACTTCAGCAAACCCGGCCTTCACCCCGCTGGCTCCGGCTACCCGTGCAGCAA
CAGCACCGGCACAGCGTCCGTGTCTTCGCTTACTCCAGCCTCTTCCACCCCGGCAGCCTG
CTCGGCGGCTCTTCCTCCAGCTTCACGCCCAAATGCAAAAGCAAAGCCAGGTCGAGCTCA
GAACTTTACACAGAGGGTCGTGAATGTGTCAACTGCGGTGCCACTTCCACCCCTTTGTGG
CGGCGGGATGGCACTGGTCACTACCTGTGCAACGCCTGCGGACTGTACCACAAGATGAAT
GGCCAGAATCGACCACTTATCAAGCCCAAACGAAGACTGTCCGCTGCCCGGCGCGCAGGC
ACCTGCTGTGCAAACTGCCAGACCACCACCACCACTCTGTGGAGGCGCAACGGGAACGGA
GACCCGGTGTGTAACGCCTGCGGCCTTTACTTTAAATTGCACAATGTCAACAGACCCTTG
ACCATGAAGAAAGAAGGCATCCAGACGCGCAACCGCAAAATGTCCAGCAAGTCCAAGAGG
AACAAGCGGGGAGGGGACAGCTTTGACGAGCTCTCCAAATGCATGCAGGACAAGGCCTCT
CCCTTTGGAGCTGCACCCAGTCTCACCAGCCACATGACCCACATGGGTCACCTTGGCCCC
TTCAGCCACTCGGGACACATGCTGCCCACTCCCACGCCCATTCACCCTTCATTTGGTCAC
CCCCATCACTCCAACCGCTCGCCTGTCTGGGCTGAGCCTCACTGAGGCAACATCCAGAAA
CCCTTGGCTTGGAGGAACCACCACATTTGCCATAAACACTAAATGACTTCCGCATCGAAG
CTGAGCAGACTTGTGTCGAGTACGGCGGAGGGAGGGAAGAGGCCTTTGGTTGGACTGAGT
AGCTGAGGGTTGCGTCATGTCTGGCCTCACTGATGGGACGCTGCAGAGTGCAGGACTTTG
TGAGGAGCTGACTGGGGTTTGCAGAAAAAAAAGTGAATCGAGATGCTTGTCATTCTTTTT
GCTTATTTTTACTAAGTCACTTTGGTACCCACCTCTCCCTGACCCTGTAAGAGGAGACTC
AAGAGAGGTCCTAAAAAACCCGCTGTTTTCACCTCATAAGCATATCCTTATATTCTGAGA
TTTGTGCACCCTGTTGAAGACCAGACTGCCATCCACAGCTGCTATGGACAGACAGGCGGA
CTGCTCAGTGCTGAGGGTCTTGAGACTGGATGAACAGAGACAAATAGAGACGCTCTGTTA
TATTCCAGTCAAACTCGCAACACCAGGAAAACCTGTGCTCTCCTCACATGCTGGATTGTA
AAGCCACCACAATGTTCCCCTGTTTTTGATAACAGAGTTTTATG
>CLMC1725Contig1
CTGTGGGGTCAGGCCCGTCATCGAACACATGGCCAAGGTGGGCATCACAATTTTTGCACA
GAACTTCTGTCCCAGCACTGCCAAGGCTGTTGTCAGGGCGACGAATGATAGACGCATGGC
TTTCATCCCGCTCCCATGTCCCATGAGCCTCTTTGAATGCAGGCCAACCAGTACCCGAGT



CATACTTTGCCTCTGAACTGAAAAGTGGGACATCACAGCAGACACAATGGTACATCCCCA
CTTCGTAATGGTTGAGGTAGATGCCACTAAAGGGCTCTTCAGTACCTTTCTCTCTGGTTA
CTACATACTGTTCCGGGGTCAGTTTCTCCTTCCAGTCTGTAGTCTCACTATAACGTGTGA
GAGACTGCAAAGCTGGAGACGTGCACACTGCGCGCGCGCACGGAGGAAACCTCCTCGGTG
TCGCGGCAGATCGGACTCCTGCGTGTCGGGAAACAGCGACGAGGAGACGGCCGATGAAAC
GAGACATGTTTGCTTCCTCGGTGTCAAGTGTGTCCAGAGTCAAGTGCGGCACCAATCGCT
GTGGAGCTGTGCGCTCCCGCTGCGTCGGGATTGCTCGTCATGCTCCC
>CLMC1726Contig1
ACCCGGGCATTATGGCCGGGGAGTTAAGTGACCTTAATTGTTTTATGAGTTGAACCTTGT
TTATGTTTTCATTTCTCACATTTAATAAGTCATTTGTTTCCTTACTTTTTTAAGTAAATT
TAAATTCCTATTTCTTTGGTGCCCCTAAAGGGACAAAGAAGTTTTTTTTTACTTGTATGT
CCCTTTAGGGTCTCCGTATTTTTCTGTGCTTTTGCCCACTTCTCAGTTTTCACGCTTCAA
CCAGGTTTAGATTTTTAAACCACTTAAATGTTGGAATCAATATTAACATATTGATCGACT
TTACTCTATGTGTGAACAAAAATTTTTTTTTCTGGGAGTTTTTGCCAACCGTTTTAAAGA
CAAGATGAAAGTAAATTATTTGCTGCTTTTAAAAGACATTGATTTTTTTATTACTGTATA
AATAACCACACTGAAATAAATGTCAGTCAAAAATTCATTTCTGAACAGCAACAGCTTTTA
GATTTCTGAACATAGAGCTGCGCTAAAGCAAGAAAACCTAAACAAATCTGTCACAACTCC
CAATGTTAAAGTGGCTAGGATAGCACAAGGGTTACCCCGACCGGCCTATAACCATGTGAG
CC
>CLMC1728Contig1
ATCTCCTACCTCCACGAAGAGCTGAAGAAACCGCACGCGCACGCCTGTGTGGGGGAAAAC
AACCCCCCCGACGNANTAGGAAATGCGANGCCGANCCGAGGGGAGACCTCCAAGGACTTT
GTGCCGGACAGCTTCTACAAGGGCATCTACCCCAGCGGCGCAGGTGGAGGAGGGGTGGTG
TACTCGGGCCATTTGGCTCGACGCTTGCACTACATCTCTAAAACCGGCCACCTGTACCCC
ATCGATGACGAAAAAAAAGGGACGTGCATGCTTCGCCTGAACGCACTCCCCATCCATCAC
CCTGCTTTCCTCACATTTGACTTCTCCAGAAAGGATATTGAGCAACCTTGTTTGTACCAC
ACCATCCTATTGGTCCACAAACGAAGCCCGGAGGAGCTGCTCCGC
>CLMC1729Contig1
GGGGGTCTCAGGCAAGCTTCCGTGTTTACAGAGCTCAAACTGCGGCTGTGAGATCGGTGA
GCGACAGTTGCGGAGTTACGCGGGAGGATGCGGTGCAGCCATGGCATTTGGTAAGCCCAG
AGAGAGAACAAAGGAAAGGTTTTCCCTTCTGTTGCTGGATTTGGAGGAATATTTCTTTGA
GCAGCACACAGCGCACCATGTTGTTACAAGTGCTTCAAAAAAGGACAAAAAAGTCAGAGG
ATCCTTCAAGGTTTGCTCCAGATCCATCATATTTGATCCAGAAGATTTTGTGGAACCGAT
TCTAAAGATTCCTTTGCGAGATTGCACTAACATTGAGTTTGTGGAGAGGGAAACCAACCC
CTTTAATGAGCCTCGCCCAGCAGCTGTGTGCGTTTCATGCGAGCAGGTTATTTTCATCAA
GGAAGTGAATGTCATAGAAGCTTACAGAAATGAACGAGGATCAAAGAAAATGACCTTTCA
GTTGGAAGTTCAGAGCAAAACGGAGGATGTTGTTCAGACTTTACTGCAGCTGCACAGGGC
GTCTTGTTTGGAAAAACTTGGAGATCAGACTGCAATGATTGCTGCGAATCTGCAGTCACG
TCTGGCAAGATCCTCGTTTGACAAGAACTGCTTTCAGAGTGTTGCAGAGAAGCCTCACAT
GGAGTGCACGGTGGAGATGGTCACGCCTCTGGTATCCAATCCCGGCCACGTCTGCATCAC
AGACAAAAACCTCTACTTCCAGCCTCTCAATGGATAT
>CLMC1730Contig1
GATGCTGTCTGTAATCCCCTTCAATACTTTGCTGAGAGAGGGCACAGTGTGGAATGCACC
CCCTTTTGTGTAGACTATGTCAGCAGAATGCTGCGGCTGCTTTTTTTTTTTTTTTTTTTT
TGATTTTGATTTGGCTTTTGGACGATTTTGTGGAATTTCTCCAGGCTGAGCCTCCACGTT
TCCAGGCTGAGCTTCAATGGGCTGATCCTCAATGTTTCCAGGCTGGCCGTCCACATTTTC
AGGCTGATCCTCCACATTTTCAGGCTGATCCTCCACGTTTCCAGGCTGAGCCTCCATGTT
TCCAGGCTGAACCTCCATGTTTCCAGGCTGAACCTCCATGTTTCCAGGCTGAACCTCCAC
GTTTCCAGTCAGACTCTCAATGGGCTGGCCCTCCATGTTTCCGAGCTGAGCCTCAATGGG
CTGAGCCTCCATGTTTCCGAGCTGAGCCTCAATGGGCTGAGCCTCCAAGTTTCCAGGCTT
CTTCCTCTCTTCGTGCTTAATTCTGCGCCTTGAATAAAACCCCGGCCATA
>CLMC1731Contig1
GGCCTGAACTCATCCTCGTCGTTTCTGGGTTTGGGCGTGGTCACAGCGTTGGCTTTGATT
TTTTTGGTCAGATTGTGCAGGGCCTCCTGAGCACTTTCTTTGTCGTTGATGTCACAGTGA
CCTCTTTTCCCTGACAAGGTCGCTTGAGGTGTTGAAGGAGCCACGTTCTCCGTGTTGCGG
TTTTCTTCCTGATGTCTGGAGGAGGACTTCCTGGCTGAACGGCTGCGGTTGTCTGAGCTG
CTGGCTTCGGTGGCACGTTGATTAGCGCTCATCTGTTCTAGTTGAGTTTTCAGTGAGTCG
TTGGTCTCTTCCAGCTTGTGGACTTTAACCATCAGGTTGCAGTATTTGTCCATGCACTCG
TCTGCCTCTCTGCTTTTCTCCTCAGCGAGACTGTTTAGTTCCTCCAGCTCTGCTCTGGTT
TTCTCCAGCTCTCTATCCTTCTCCTGAATCTCCTCAGTCTTTGCTTTAAGGTCAGCCTTA
AGTTCCCCCAACTCTCTCTGTTTTTCTCGACACTCCCGAAGTCCATCTTCCACCTCTGTC
CTTTTCTTCTCAAGAACCGTTTTCAGCTCTTCTACTTGTCGTTTTCTGTCCTCGGCCTCT
GATCTCAGCTGGGTCACTTCACCTTGCAGGTCTTCCCTGCTCCCATTTTCTCCTGAGCTG
CTTAAAATCTTTTGCTTCTCCTGCTCCAGCTGTTTGCACGTCTTCATCCAAAGGTTCATC



TTGCTTAAGGCTGAGTCTCTTTCTTTAGACAAACGAGCTGCGTGGTTCGTCAATTCAGAC
ACCTGTTCACTCAGTTTAGTGATAGACTGCTTGTGTGTTTCCACTTTTCTCTCTGCAGAG
GCAAAAACTTTCTGGAGGCTTTCAAGTTCTTCTTTGAGCTTCCCCGGCCATAATGCCCGG
GTT
>CLMC1738Contig1
GGGGTTTTCAATGTTTACGGTGCCGGAACGGTTAGCTTGAACATGTAGCAAAAAACAAAC
CCGGTAGAGAATATAAAGCAAAAAAGTCGTGTAAAAAGACGTTTGTTGCCAAAACTGTTT
TACAAGGAAGCTTTGTACGTTAGCTAGCCTTTCGTGTTGTTGATTTTGTAACGAAAAACG
TTTCAGGCGTGAAACTGAAACAAGCATGACTGATTCTCAGGTCGTCCCCGTAATTGATGT
CCATAGCGGCAACTTTAAGGAGCTGTGGCCAGCTTTGGTGGTTGCAATCAAAACGTCGAG
CTTTATTGCACTGGACACTGAGCTCAGTGGATTGGGAAACAGGAAATCCCTTCTGGCTGA
ATCTATAGAAGACCGGTATAAGGCCATTTGCCACGCTGCCCGCTCTCGCTCCATCCTCTC
CCTTGGATTTGCGTGTTTCAAGAAACTGGACCATAAGAGTCCGGATTCATACCTGGTCCA
GGTGTATAATCTCACCTTGCTGTGTTCTGAGGAGTACATCATAGAACCACAGTCCGTACA
GTTCCTGGTTCAGCACGGGTTTGATTTTAACAAGCAGTACAGCCATGGAATCAGTTACTG
CAAGGGCAACAACAAGGGAGGATCAGACGA
>CLMC1743Contig1
TATGGCCGGGGGCACGGGGGCAGTAGAGCAACAAGCTTGGCTAAACACGACGCTTCTCCG
TGGGCAGTGTTGGGCCACTAGCAAACAACTGAAAAAGTGAGGAAGACGGTGAAGGCGCTG
GCAGGACAATAACAGCGGAGTCTGTTTTTTGGAAATCCTTTTTATATTTTTGCCATGTAT
TGTACTTGTCAATAATCGTATGTTTGGCGGGGCTGTGTCCAAACGCGCCGTTTTCACCGT
GGACCCGGCATATTTCCTCTTTAGTTGGCATAGATGAGGAAGGGCAGCCCCGCCTGCAGG
GGGGGGGGGAAACAGGACCATCGAGTTTGCTTCGAGTTAGCAAGCCGTCCTTAAAAGACT
GAGCGCAGCAGAATGACAGAGGATGCCATCCTGCTGAGTGTTCCTGTCATCCGGCAGCTC
TACCACTGGGACTGTGGCTTAGCCTGCTCCAGAATGGTCCTAAAGTACCTCCACCCTTTG
AGTGATGAGGAGTTTCAGAGAGCATGCTGGGAACTGAAGCTCACAGAGAGCGTGTGGACC
ATTGACCTGGCCTACCTCATGAGCCATCTAGGAATCAAACACTGCTTCTACACACAGACT
CTTGGAGTGGATAAAGGCTTTAAAAACCAGTCCTTTTATAAAAAGCATTTTGACACAGAG
GAAGACCGAGTGAACGAACTCTTCCTAAAGGCGGAAAGCAAAGGTGTGATTGTCAGGAAA
TGCTCAGTGACGGTTCAGCAGATCCAGTCGCACCTGGAGCAGGGCCACGTCGCCATAGTG
CTGGTCAACGCC
>CLMC1745Contig1
CTGCCGCTCAGATGCAGATGAAGTTTAGTTTCTCCTGACAGTCTCGGTTCTCCCACTCTC
CCTGTTTGGTCAAAGCTCCACAGCGCTTCCGAACTGGACTCTGCTGGTCCGGATCTCCTG
TTTGGTTCCAGGCCTGGAACTCCAGAGGATCCCCGTTCACCCACTTCCACGTGTCCCCAA
GGAAACGCAGACCCACCCACAACCGCTGGGTGATGGTGGAGTTTTGGATCTCTCTCTGGG
CCAGACGGTTCTCGGTCTCAGACAGCAGACTGGTGAGGTCGTCGTGGTTCTCTCTGCAGT
GCTCCAGAGCCTCCTCCCAGGTCTTCTCCTCCTGGACCACGATCAGGTTCAGGCAGAAGA
AACCTTGCAGTTTCTGTTTTTGTTCCACAAGCAACCTATTTCTTTTCCAAAGAAGAGAAA
CGTTAGAATTTGTTTGCAGATCCGACGTATCTGACCAGCTGCACCCCGAAGTGCTCCAGT
ACACTCCGACCCATCCAGACTGGTCACCACCCACAGACCGCCCGAACACCGACTTCTCCA
CATTATTGGTGAGGGGTGAAAGGTCGGTGTGGTTGTTCCTGCAGAACTCCTGAGCGTCTG
TCCAGGAAAGTCTGTTCGAGGTGAAAACGTGCTTTGCAGCCAAACTGCGTGCAGCTGCGA
CTGCGAGCACCATGAAGGCGAGCTTCTCCATCCTGCTGCAGCCTCTGAAGACAACCCCAG
GCTGAGAGCCC
>CLMC1756Contig1
CCCGGGCATTATGGCCGGGGACATCCGGACGACAAATTCAGACAACCTAAGTTTATTCCA
TTTGTGACGATCTGACACTGGCGACACATTTAGCTCCAGACTGTCTTCTTACATGGAGAT
CATTTAATCCCAGGCCGCTCCAGTGAAGAATCAGCGCAGGAAAAAGTAACAGTCTCGTGG
ACAATTGTTGGACCGAGAGCTCGTGCCCCTGCAACCACTTCCGTAGAATAGAAATTGGGT
CCCACAGACAGAAGGGCGACTAAAGACTGACTTGTAATTTGTTAATTGGGGAGGGGCTTG
GAAGGCAGTATATGATGAGGTTGACAGGGCCCATGCGAGCTGTAGCAGTGCTGCTCATGG
TTGGGCTTGTTTGGCTGCTGGTTAACAACTTTTTCGGAGGAGAGAGTGTACATGTGCTGA
GCTTCTTAGGTGGGTCAAGTGAGCAGCCGACACCTGGTGAGCCACGTCCCCGAAAGTATA
AATGTGGACTCTCGGCTCCCTGTCCCCCGAAACACTTGGCTTTCCGTTTGGTGTCTGGTG
CTGCAAACGTCATAGCCCCCAAAGTTTGCTTAGAAGACCAGATGATAATGAGCAGTGTAA
AGAATAATGTTGGGAGAGGACTGAACATAGCGTTAGTAAATGGAGTGACAGGCGACCTTT
TAGAAGCAAGGACATTTGATATGTGGGCAGGAGATGTGACGGAGCTGCTGAAGTTTCTAC
GGCCGCTTCATGAAGGAACTCTTGTCTTTGTGGCCTCCTTTGATGATGCGGCAACAAAGA
TGAACGATGAGTCGAGGCGACTGTTCGAAGAGCTTGGCAGCA
>CLMC1758Contig1
TATGGCCGGGGACTCTGACGAGACTACAGCTGCTTTGGGATGCCTAACTGGGGAGGAGGA
GCTTCCTGTGCAGCCTGTATGAAGACTGTGTACCATGCTGAGGAGATCCAGTGCAATGGG
AGGAGCTTCCACAAAACCTGCTTCATCTGCATGAGTTGCAGAAAAGGGCTGGACAGTACC



ACCGTTGCAGCCCATGACTCAGAGATTTACTGCAAGACTTGTTATGGCAAGAAGTACGGA
CCAAAAGGCTACGGATACGGTCAAGGAGCAGGAGCTCTGAGCTCTGATCCTGCAGGACCG
GAAGAAGACCTGCAGCCACAAGAATCTAAGCCCCGTCCGGTCTCTTCCAACCCCAGCACC
AATAAGCTTTCACAGAAGCTTGGGGGATCAGACCACTGCCCCCGCTGCTCCAAAGCTGTC
TACGCAGCAGAGAAGGTGATGGGAGCAGGAAAGGCGTGGCATAAAACCTGCTTCCGCTGC
GCTCTCTGTGGCAAAAGCCTGGAGTCGACCACAGTGACTGACAAGGATGGAGAGCTGTAC
TGCAAAGTTTGTTACGCAAAAAACTTTGGTCCAAAAGGCTTTGGATTAGGGAACGCCGCC
ATGTTGGAAGAACGAGAGTGAACCCCGTAGGACTGCTGTCTTTGTGGAGGCACGTCCTTC
ACTTTAAGACCAGCTAATGATCGCTACACCAG
>CLMC1759Contig1
GGGGCTCCAGCGAGTTACTCACTCTCATCTGAGCAGCCTAACTTCCAGCTTCACCGCTGT
TCTGCGTTCTGGACCTGATTCACTCCTGGGAACTAGGACTCTTTTTTTTGGGTTTTTTTT
ATTGAAAGGACCTTTTTTACATGAACATGGAGACCACCAGTGGGGAGTATATGGACAATT
ATGAATACTATGATGATAATGAGACTGCATGTGACTACTCTGAGTGGGAGCCCTCTTACT
CTCTCATCCC
>CLMC1765Contig1
TATGGCCGGGGATACCGACTTTATTGAGGACTTATATCGTCTGTGCCGACCTGAAGGAAG
TGCTGCACAGTCACGTTTAGCAAAAAGAATATAAAAGCCACATCGTTAATGTCAAACAAT
TTGTCCAATTTCCCTCAGATTAACCTGTTTTTTCTTGATCCATGATGTAAAGACTCAATT
TAAAAAAAAACTCCAACATAATGAAACTTCTGACTGATGGAAAAAGGACAAAACGACTCC
TGCTGAGGAATCTGCCGACATCTTGTTAAATCGCAGCAGAGCACTGGAGATGCGATTCCC
CCTGATTCTTAAACATGAAGCTCCTCCGTCGGCTTCACCTCTTCCTGATCGGCTGCTGAG
GATCAGAGGGGCGCCGGAGGCCTTTCTGCCCGCCTGCCAACGTGCGATCCTCTCGCAGCC
CACTCCGTATGAAATTCGTGTCGAACAAAACACTGTGGATTGACGGTGCATCTTAACAAG
CACCACTCTGAGTAATAAATACGATTAACACAGAGAAACTCTGTCACTTCCTAATCCTCT
CTGAGCTGGTTATGGAAGCCCCGAAGCCTTCAGATTCCTGTAAGTGGATGGAGGAAGCAA
ATGACTGCAGACGTTAAGCGGCGTGTAAATGTTCAGAGGTGGCCGCGTGATGGGAGTCTG
AGTAACATCCCACGACGTCCCAACAGGATAAACAGTCCCATCTC
>CLMC1771Contig1
ACCCGGGCCTTATGGCCGGGGGCAGTTCGTGTTAGCATTGCAATTAGCAGGAAGTACTGA
CAAGTGATCGTTGTTATTTGTGAAACACATTTTTTTGAGAGCCAAACTACCCACGAACAA
ACCTTTACAGGACTTCGTTACCAGCGTCTTCGCTACGATGAGCTTCTTGTTTGGCAGTCG
CTCATCTAAGACCTTCAAGCCGAAGAAAAATATTCCAGAGGGCTCCCACCAGTATGAGTT
GCTGAAACATGCCGAGGCAACCCTTGGCAGCGGGAACCTGAGACAGGCTGTGATGCTGCC
AGAAGGAGAGGATCTCAATGAATGGATTGCTGTCAACACGGTCGACTTCTTCAACCAAAT
CAACATGCTGTATGGTACCATCACAGAGTTCTGTACAGAGACCAGCTGCTCAGTGATGTC
TGCTGGACCCAGGTATGAGTACCACTGGGCCGATGGTACCAACATTAAAAAGCCAATCAA
ATGCTCTGCACCCAAGTACATTGACTACCTGATGACCTGGGTGCAGGATCAGCTGGATGA
CGAGACGCTCTTCCCCTCCAAAATTGGAGTTCCTTTTCCCAAGAATTTCAT
>CLMC1772Contig1
TATGGCCGGGGAGTTGGAGTGAGCGGTCTGAGCTGGGAGCTGCAGTTGTGATGTCCACTG
ATGCTATTTTCTTTTGCGCTGTTTTAAAGGTTGGTCTCCGCCATTTTGTCTTATTCTGTT
TAACAATGTTTTATTTTAAATGCTGTATTTACCAAATGTGTTTTCTTTTTGTTTTATTAT
TGTATGGCATTGTGTCTGAGTATATTTTATTCTGAAAATTGTACATTTATTGAACTTTTT
GGATGAATGTAAACAACCAGTTGGAGTGAGCGGTCTGAGCTGGGAGCTGCAGTTGTGATG
TCCACTGATGCTATTTTCTTTTGCGCTGTTTTAAAGAATTAAAGACGCAGTGACCAGATT
TGAGTCTCCCCCTCCTCATTGTGCATCGGCGACCGAACTGAACCTGTTACATTAGCTGGT
TTCCAGCTTTCCTCTTCAGTCCCCAGTTTCTTTGTGTTTACATGTTACAAACATTTCCTA
CAAGCTCCCTCAGAGGATCAGGCTGTTTTGTTTTTTTCCCTCCCTCCGCTCACTTGTGTG
TCTCCAGCCACAGGCAGCTTAGGACCTGATGCTGGGATGATGGTTAGACCTAAAGAGAGC
TAAAGGTGTTGAAGCAGTAGTGGGAGAAAGAAGCAGCAAAGCTGATTTCACTCTTCAGAA
AACAAGAAATATTTACTGTTTATGAAGAAGCAAATTATACATTTTCACCAACATTTCTTT
AAAAATATTTTTACCATAAGATAGGAAACATTGTTCATAATTTATCACCAAATTTGTTAT
TTAAAAAATCTGTTTGACGGCACAAAGACAGATTAAAACATCTAGATGTGTGATGTGTTC
TGGCAATTC
>CLMC1773Contig1
TATGGCCGGGGACAGAGAGGAAGACTCATCTGGTCCTGAAAGACTCACTGCTTCAGATAT
CAAGATGTTCCTGTTGAAGTGTCTGCCTCTGGTGGCGCTCATAGCGGCCGCCTTCAGCGC
TAATCCGGGTGTGAAGATCAGACTGACACAGAAAGGGCTTGAATATGGGAAACAACTGGG
CATGGCTTCACTGCTGGAGAAACTCAAAACCGCCCAGATCCCAGATTTTTCCGGAAAAGA
GAGGGTGTCTCCCATTGGGAAAGTCCAGTACAGTTTGACGAACATCCATGTAGTGAACTT
AGGGCTGCCTCAGTCGTCTATCAATCTTGTGCCAGGAAGTGGGGTGCAACTGAGTATCAG
CAATGCCTTCATCAGTCTGCGTGGAAACTGGAGGGTCAAGTACCTAAGGTTCATAAAGGA
CAGCGGCTCCTTGGATGTCAACGTCAACGGGCTTTCCATCTCACAAACCATCGCCATCAA



GAGTGACGCAACGGGCAAACCGGAGGCCAGCAGCGCCGCCTGCTCCGCCTCTGTCAGCAG
CGCCAAGGTCAAGTTCCATGGTGGAGCCAGCTGGCTGTACAATCTGTTTAGCAAATTTAT
TGACAAGGCTCTGCGGAAAGCTCTGGAGAAACAGATGTGTCCT
>CLMC1785Contig1
TATGGCCGGGGGAGCTAGTTCTGAATGAAACGTTTTTTGTGTTTGGAGCTCAGGTCAAAG
AGAGAAAACGTGCAAGTGGCCACGTTTAGCACTGCTGTTTTTATTTATGGTTCAATTTTT
AAGTAAAATTCATTGATGACTGAGGTTAACGTGCTCTTAAAGTCGTTCTTTTGTTACGTT
GGAAAGGTTAAAGAAAAAAAAAACTTTTAGGTCCGACGGAGCCTTGATGCACTCAAACAG
GAGCCGGTGCTTCATCGTGATGAACGCGTTTGGAGTTTGTCAGTGAGCAGCAGCAGTAAG
CACTTTGAAAAATGGAAGACTTTGTACTGAACACATGTCTGAAGTTAATAAAATTAGTTT
CAGTGTGCCTCACAGCGACTCCTGTGGTGCTGGAGCCACAACTTTCTGATTCTTTCCCAG
TCACAGCTGATCAGCGTTCGACGTCATCGGGAGACATTTGATTGACCCCGATC
>CLMC1786Contig1
GCTGCAGATCAAATAATCACCAACATATGAACTCACTTCAATTCATTTTTAAATAAAAAC
TTATCTTTTTGGAAAAGTGCATCAAAGGAAACTGCAGAAGTCAACAGTTGACACAATTCT
CTTTTTAAATATGAAAATAACTCATGAGTGCAGTTTCATCAAAGCAGCACTTCTACTAAA
AGTGCTTTCGTTTAAAAATAAATATATTGTTCTTGTTTAAATCAACATTTCGAGGCTAAA
AGGGAATTAAATGTTTCTGTGAGGAACATTGTCTTCCTCTAAAGTGACTCAGGAGTTGCT
GACTCGGCAGGATTCTCGCCGTCAGAACAAACCGTGAGGCTGCAGACATCAGCAGACCCG
GGTCGGTTCTGACCCACAACTTCAAGAAAAGCAGCAATCTAAAGGATTTGAGTAAATCTG
TGGAAGAGCTGAGGGGCTAAAAACCATAGGGGCTGCTCCGTAATGGCTCCTCCTCCACAG
CGGCGCTGTGGTCACGAGAACAGGAAGAGCCGATCCAGCACTCTCCCACTTCCTTTCAGC
TCCATCCGGTCCGCATACACAGAGACGATCCCAAAGGCATCGCTGTAGGGCGGAGTCTCA
ATCACCCCGTCCAGAGTCAGGTGGTGCACCCCCGTGTCCTTGTCGTGGTGGTATCCTCCG
TCGTGGGCGTGTCCCGCCATGTAACACACCACGCATTTGTGCGAGTGAATGACGGCGAGG
AGCTCCTCAAAGTTCCAGGCGAGGCTGGCGGCGTCCGTGGAGAAGGGGTGGACGGGGAGG
TGACTGGCGATGGTGACTCGCTCCTGCTTCTCATCTGCAGAGGTCAGGACCGAGTCCAGC
CAGTCCAGCTGCTCCTTACTGAAGCCTCCGTTGAACCTGGTGACCCGCTGCCTGAGGTCT
TCAAAGGCTGGGGGACAGTTGAGGTCCTGGTTCTGGTTGTACTTCCGGATCAGTTCCATG
GCACTGCGGTACTCCTCGCTGGACTCCTCCCCC
>CLMC1790Contig1
TATGGCCGGGGTGACGTACTGGCGGCTTTCTTCAAACATAATGGCGTCTAGAAGAACGAC
TATGGCGTCAAGCAGTTTTAAAAATGCTTCTTCTGAAGCTAAAGGTTTAAAAAGTGGAAG
TGCGGCTAACAAGACCAACAACAGCGGAGCTGGGAAGAAAACTGTTAAACCGAGTGGCAC
CATTGTCAAGTCTCGGTATCTCCAAGCTGCTGAAAAGACTTCCCTGTCAAAGAGTAACTC
TCTGACCAATGAGTCAGTTGCAGCACCTCAGCGTCCGTCCTCTCCAAATCCCACCTGTGT
CAAGCCAAAGTCGGGGACCCCAACACGACGTTCAATGGCACCTCAAGGACTAGCCGTGTC
GATGTCTAGTGAAACTGAGCCGTCACTTCTTGGGAAAAGTGTTCTGCAGTCCACTTTTTC
AGATGGTCACTGTTTTCGTCCAGACTTTGATATTTCAGTCATCAAGGAAAAAACCGTGAT
TAAAAACGCTGATAAGTCTGAGAAGAATCCAGAAGTTGAGAAGAGGATGGTGGAAATGGA
CACCTTTCTGCTGGCCTACCTCACAGCGAAGATGGAAAACAACAATGCAAAGTTCAAGGC
AGA
>CLMC1796Contig1
TATGGCCGGGGGCAACGGGCGCGCGCACAGACGGACTATTTTTCTCTAAACTCCGTTAAA
ATCTTCGAAAGTTAAAGAAAATGTTCAACAGGATGCTTGGGGATTTTGAAGACGACCCGT
TTTTTTCAGATCCGTTTCATGCTCACAGGGAGCATGTCCACCGTATGATGCGCAGCCTTT
CAGAGCCTTTTGGGACTTCTTTAATGCCCAGTGTAACGGATGGAAGGAACCGTGTGGCAG
ATCCTTTCACCTCATCCTCTCTGGCCCTGAGAAATGAGCACAGGGATCTGATGAGGGATC
CTTTTGGGATGTTCGACAGTATGATGACCAACATAAGGAACACGATGGAGGTTATTCTTA
GAAGGGGTGACAACTTGTCCACAGATACAAACACCCACGCGTTCAGCTCCTCATCAGTTA
TGACTTACTCAAAAGTGGGTGATGAGCCTCCAAAGGTCTTTAAGGCCACCTTCTCAACTC
GCCAAGCCCCCGGAGGAATCAAGGAGACTCTGCGGGCTCTGAAAGATTCAGACAGTGGGC
TGGAGCAGATGAGTGTTGGCCACTACATCCAAGACAGAGGACATGTCGTCGAGAAGAAAT
TCAACAAGAAAACAGGGCAAAAGGAGTTCAACCAGGACTTTCAGAACCTAGATGAGTCTG
AAGCACAGTGTTTCGATGAGGAGTGGCAGCAGGAAGCGTCCAAGTTTCAGCCGTCCCGTC
CCAGGCAAAGTTTAAGGGAACATGAACCCCATACTGCTTACCGGCCAGCGCTTCCTG
>CLMC1798Contig1
TATGGCCGGGGACAGCGAGAGCAGCATCTCCACTCCGCCGGCCTGTCACCCGATCACTGC
ACAGGACCCGATCACAAGCCCAAAAGTGATGGAAGGGTTGGCCAAAGTGAAGGCATGGAC
TCCAAGGACAAAGCTTGCACTCTATTTGAAAACTAGTGTCGACTAATATTGGTTTTTGAC
ATAATTTAGGAGCTGGGGGATAAAAGGAGTACAAAGTTCAAACTCTTGGAGACCAGACAG
GAGACGCACAAAGAGTGAGAAGCTGCAAAATCGAGGAAAGTTGGTCGCGGTTGGGAGCGC
ACGTCAGACCCACATTTGAAGTCTGATGTGGCCGCTCCGGACGCCACTGCCCAATCAAGC
ATGGAGCATGATCTGAGGATGGGTCTGTCTTTTTGGACCATTGCGGCCATTGTTTGCAAC



TCAGCACCCGGCGTCCTCATCGTCATTCTGTTTGTGATCCTCTACAAAGCCTGCAAGGTG
CCTTCCCACCAAGATAAAGTGCCAGTTTTT
>CLMC1799Contig1
TATGGCCGGGGGCATTTCTCTTTATTGAGACTTGACTGAAGTAAGTAAACTATTAGATGA
ATGCAATAGAAGCACAATATTTGAATGTAAAATTGCTAATTCTTGGTTTATCATTTTAAA
AAGGTTCGAGTTTACTTCAAGTTAACAGCAGAAGGATAACCTCAATTGCTTTTACATTTC
ACCACTATTTTTATTTCAGTCTTTTTCCACGTGGAAACAATGGCAGATAGAAAGTTTCAG
CAGGAGTTCTTGGAGACCCACAATGCCTACAGAGCGCTGCACGGTGCACCACCACTGACT
TATAACAGCAAGATGTGCGGTGAAGCCCAGAAATGGGCTGATGAGTGTTTGAGAATTCAC
ACTCTGGGTCATAGTGAAACTAAAGATGGAGAGAATGTCTTCTTTAAGTCAGGCAGTCCA
TCCGTCAGCATAACAGGACATTTTACTCAGGTGGTTTGGAAAGAGTCCAAGGAACTGGGT
CTGGGAATGGCCACGGATGGTAGAATGGCC
>CLMC1802Contig1
GCGATGATAAGTTCGATCAACCCTTCGTCCTCTGTCATCTCTGTATAGGTCACGCCTTGT
TGAATTAGTAAGAGTGAATGGGTCTCGTATCCTAGAGTCAAAGTGTGGGTCTGTTGTCTC
AAAGCTTCCAGCAATAGCGCTGCTCCCTGGGCCGGCCGTGGCAAACACAGATCGATCCCG
ATAATAATCAGCGTTGTAGTGACGCTGTCTTTCAAACGTTCCACTGCGATCATGGTGTCC
GTATGGGCTGTGATCATATGCACGTTCACGGCTTTCTGAACCATCTATTCTTCTTTCATA
GCGTCCCTCTCTGGTGTGAAGGGACACAGGTGGACCAAACACGGGCCCAACTGTTCCCCT
AGAGAATCCAGTAACGTCTCGACTGCTCGAAGGGGAGCTATCTTCAAGGCCTCGCACAGC
ACTAGGCACTGACCCCGGCTCATTGTAGTCGGTCCGGAGGTCCCTGTCTCCCATCTTGTT
GACGGCATTGTGAGCCTTCTGAGCACTTTTGATATCCACAAAATCCACGAAGGCAGCAAC
ACCGCCCTCTGACCCTCGCTTTCGCAGAACTTTAACGCTCTCCACTCGGCCATACCGTTT
AAAATGTTCCACGATTTTCTCCTCTCGAACATGTTCGGGTAAATTTCCCACCCAGAGGTG
TCTGGTTTCCCGAACCATTTTGGATTTTCCTTCTCCCCTTCAAACACATATGATCTCCCA
CGTTTCTAATCCCTGCCGGTCGGAATTCCTTTTGCACAAAATGCCCGACCGCTGGCTCCG
TGAACGCTCGAGGCCTGATAGCTGCTGGCTGGAAGCTTAGCTTCCCC
>CLMC1804Contig1
GTGCTTGGTCTGGAGGAAACTTCAGCATGGAGGTTATTACTTTGGCCATTGTTTTTGTTT
CCCGTCCCATCATGTATTCAAACAGAACCTTCCTCAGGTACTCCATCTCTGTGGCTTCTG
ACAGAGCATCAGGAACGCTGATTCCAGGATCTTTCACTGAGCTCCCCAGATGAGTTACAA
CAGTGCTGCGGTGCAGAAATTTAATCTTGTCCTCCAGCGAGTGGATTTTCTCTATAAAGC
CCTGCTCCTTCAGCCGAGCCTCGCTCAGCAGGGTCGTCTTCTCAGCGAGCTGGGCCTGTA
GGTCCTCTGAGGTCACCTCTGAGGTGTCCCGGAACCGAGTCTGCAACTCCTCCAGCTGCT
TCTGAACCTGCCAGACTCTGTCTCCCATCTCGTCTTCTCGGTTCTGAATGACCTGTTCAT
ACTTTTGAACAGTTCTGTGCAAATCCTCCTCCTTCTGAGACAACATGCTCCTCAGCTGGC
TGGCTTCCTCCCGATGGCTGCTGATGAGCTCCGCCTCCACGGCCTGGGCCTTGGCGATTG
TCTCCTTCACAGCGGTATCGAGCTCCTTCTCCTTTAAAGCCATCTGCGTGTTGACTTCTC
TCATCAACTGTTTGATGTTGGAATTGTGCTTCAGTTCCAAGTCTTCCAGCTCTTGTTTTA
GCTTTTTGTCGTTCTCCTCCAGCAGCTCTTTTTTCATGTACTCCAGGTCCTGTTCGTGCT
CCTTCCTCATGACCCGCATGTCTTTCTGTAACCTGGTGAAATCCTTCTGGATCTTCTCTT
TTTCACTCCTGATCTTACTCAGTTGATTCTTTAGAGACAGCAGAGGCTCGTCAGCGGTCC
TGTTCTCCACCTCGCTCCCAGATCGCTGAGTGCCGCTCGCTTCCACCTTCGTCTCAGCCT
CAAGCCTGTTTGAATCCTGGAGCTTCTAAGCACTTGCATGATGGAGCTGGACGTCCTTCT
CGCATATTTGCTCTTTCAAACGGTTTATTTCAGCGAGAAGGTTCTCATTCTGCTCCTCAG
CCTCCGTCAGCTTTGCTTGCCCGGCC
>CLMC1808Contig1
TATGGCCGGGGAATGTAGGGAGGATTTGGACGCATCTGAAGTAGTATCTCCTCTGCGCCA
GGACGCACGCAGCTGACTCTTCCTCTACATTAGAAAACAGGAAAAATGCGATCAGGTTGG
CTCCTGGTGACTTTGTTCATCTTTGTGAAACTTCGCTACAGCCAGTCGAGGTGCGAGGAA
ACCGCCTCGCGCAGGTCAACACTGGGGCAGCCTATAAGTTTGGAAGAATTCAAGCGGAAC
CTTCTCAGGAGGTACACTGACCTGGACTATGACAGCTTTGTAGGACTGATGGGCAAAAGA
AACGCAGAAGAAGAGGCTGTGCAGTCACAACCAAAAAGAGACATGGATGATATATTTGTG
GGTCTTATGGGAAGAAGAAGTTCAGAGCCTGAGAATGGCCCCTGGAGGAGAGACTATCCA
GACAGGAGAGGCGTCTTATTCAACAAGTCCAGGCTGAGGTTCCTTCAAGGACTGTAGACT
TTCTCACAGAATCCACGTATTATTTGCTGACGTTGACAGAAGATGCACCAGAGGAACATA
AATAACC
>CLMC1814Contig1
TCTTCACCTTCACCAGCCATGGATAAACTCAAGTCTATGATAGGGTCAAATCCTGATGCC
GTCGAACAAGCCGGCAAGAAAGCAGGTCAAATGGTGGAGCAAGCGGTGAAGACTGCTTTG
AGTGGGAAAGACGGACAGAAAGGAAAGACGAAGGAAGGAGGACAAGCGGAGCAGATGCGA
AGAAGCAAGGAGAAGGGGACTTTGATCTTGATGATGCACTTTCTGCAATCTAAGGAGGCA
AAAAGGAAGGAGGTTCGAAAGGGTTCCTGGGAGAATTCGGCCTGTAAAAACTCAGCAGAA
TCTTCATCAGCTTCATCCATGTCTGCCACAGGACCAACTGAAGTCTGAGTCCACATTTTT



ATGTCAGATTTCCTACATGAAAGACCATCAACTTATTGTGATATACTCAACAAAAATAAA
TTTCCTT
>CLMC1820Contig1
TATGGCCGGGGGGTCAGAGGGCGGGACCAAACAAAGGACAGAGGGGACTCCGCAATGGGA
GACAGTTTTTGCGAGCAGCTGATGGAGGACGGCGCCTTCCTGAAAGCTGACCGGCGGCTG
GACACTGAGCTGGTGGACAAACTCATCCTGCAGCTCAACAGAATCTACCCGCAGATCCTC
ACCGACAAGGAGGCCACCAGATTCAGAAACTTGGACGTGCCGACAAATGTTCGTCTAGGT
GAGCTCCTGACGCACCTGCAGGGGAAAGGTGAGGAGGCCTGCAGAGAGTTTTACAGAGGC
CTGCACCTGCATGTGGAGGAGGTTTACTACAGTTTACCCACACGGCTTCGCCTCAGAGAT
TCTTTGGATCCACTAACGTCTCCACCTGTTATCCAGCAGCGTCATGTTCTGAACGACAGA
GGTCCCCTCTTCTTTCTGGGAAGTTTCAGCTTTGTTGTGGGAATTGCTTTACTCTACTAC
TACAGCGAAGCTAAATTGTCTGGGGGAAGTCGAGCCCTTGGGATGGCTGCTCTGGGTTTG
AAAAGAAAAGCTCAAGAAGTCCTTGTATGGTACACGGAAGATAGTTTCATATATGTGTAA
CCAAGGACCGGAAGTGAGTGGATTTTCCCGTCTGCTCCTCGTTTCCGGTCGGGTGAAGTC
ATGCAGGAAGAGAAATGATACATTTGTTCTGTTGAATTGCGGACGCTGACGTTAAATCCC
CAAACTCTGCGGGATAATAAATGGTTGTTTTAGTGTGAAAATAAAGATTATGTTCGCC
>CLMC1822Contig1
TATGGCCGGGATGGTGGTGTTCCTGAGCTCTGTCGTCTGCAGCAGACCTCGCAAACCCAC
CGTGTTTTCGGTTTCCTCCTGATTTAAGGCAATAAAACTATTTATATCCAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAAAAAAAAAAAAAAA
AAAAAAAAAAAAAA
>CLMC1823Contig1
TATGGCCGGGAGGGAGAAAGCACTGAAGGAGCGCGAGGAGAGGCTGGAGAGAAGGGAGCA
ACAGCTGTGTGTTCGTGAACAGCTCACAAACGAAAGGCTTGCAAGAGCAGAGAGTTTACT
GAGAAATTACAAGCTGCAGCAGCAGAAGGACCTGATCTTTCTCGAAGACATAGATGCGGA
GATTTTGTCTCCTGGGAAGAAGAAGGTCCACTTTGCTGGTGAAAACATAGAGAATGAGCA
GCCAGAGGGTCGCCAGAGTGCAACGTCTCAGGACTTGATGAAATTGAGACTGCAGGCTGC
AAAGCTACGCGCCCAAAAACTCAGCGAGATGGAGCAAATGTGCCAATTCAAGAGCAGGCA
GATGCTCGGCATACGCTGAGCGCATCCTGATGTTCTTCATGACTGAATTACAACTGGATT
TTATGTTTTTATTTAATAATTGTTTGGCATTTTAGTGAAGCTAATTTATCTTGTGTATTT
CAAGTTTTGTTGTTGCTCTCTTTGTTGTCCAACTATATTTTAAATGATTTATAGATTGTG
TAAATGTCAATGGCAGCTGTTGAAAGTGTTAAAATAGTGTGCACATTATTGCTGTTTTAA
CAACCCTTTCATTAAAAAAAAAAGATTTTATGAACCACTGTTGAAAATTAATAAACAAAA
ATGTC
>CLMC1825Contig1
GGATGAGGAAGTCGAAGCGGTCTTTGTCAGAGAACAGCGTGTCCCAGATGCGGATGACGT
CTGGCAGGAGGAACTCCTGGGACAGCAGCAGGGTGAGCCAGCGGAAGGTGAAGTACTGAG
GCTTGATGTTCTGCTCCTCCAGCTTGAGGAGGAGCTGAGGGTCTTTGTCCCGGAGCATGG
CGTAGACGCTCTCCATCTTGTAGGTGATGCCGCACTGGGAGTCATCCAGGCTCTTGATGA
AGTTGTCTCTGTTCTCCGACATCAGGTTAGTGAAACAGAAGAAGGTGTCGGCTTCGGCGT
GCTCTTTCCCCTCCGTGTTCGGGTCGGTGACGAATGTGTAGTAGATCGGCCCGACGATCT
CGTTCATGCCCTGGACGTAGGCGATGCCGGGGTTGAGTTTGGCGTAGATGAAGAGAATGC
GCTCCCCCACCTCCCAGTGGGCCTCGCTTCGGCTGGGCAGAACCTCATACTCGTTTGACG
GGTACAAGTTCAGAGCCTTCCCTGGAGAGCTGACGTTGGTGACCCCGCTGCGGTTACGGT
TCACCGTCTGAGCCTTCAGGGTGGTCTGCTCCACTCGCCGACGGAGCGTCTCGTAATCGT
TTTGGGGGTCCAGGATCAGCTGGCTCGGGTACTCCGTGGGGCGCTGGAAGAACGCCATGT
CCGGGTACAAACGCCGGACGTCTTTGTCGATCTGCAGAAGGATCTCGTTATCTTTGAAGT
AGGTGTTCCACCTGCTGTCTGGGTTTGGATTCAGAGGGTGATCCTCCATGGTGACATCTT
CTCTGGACAGACCCAGGTTGGCTTTGGCGATGCCCGGCTGGATGATCATTTCTTTCAGGA
ACTGAGAGTACAGATCTCTCTGCTTCTTGAGGAAAGGTTCCCATAGCGTCTGATCCACAG
GAAGGTAGTTGAGGAGGATCTTCCAGCAGAGCGCACGGATGCCTCCTTCAAACGGGATCC
CATTGAAGCACAGCTCCCTCAGCGTCTCCAGGTTGATGTGTTTTTCACTCAGAGCTGCTT
TGAACTCCTGGATTCTGTTTTTGTACGCGGTCGACATGTCTGCGCAGGTGACAGGTGGCC
CCGAAACTGCTTCCAAATGGAGAGAATCACTGGCCAGAGGAAGTCCTGCAGCCTTTTCCG
CCGTCAGCGTGCAGCATGCCCGCGGCTCCACCACCACCGGCTGCCCC
>CLMC1831Contig1
TTAAACCCGGGCCTTATGGCCGGGGGTCATCAACATGCGGCGAGTGTTTACAGGAAGCGT
GGTTCCTTTTATCCACGCTGGAAACTCCTTTTAAAGTTTTTATTATGACTATGGATATTA
CTTTTCTCGGTACCGGGTCGGCTTACCCGTCCCCTCACCGCGGTGCCTCGGCTCTGGTTC
TGCGTTTGGACGGGGACTGCTGGTTGTTTGACTGTGGAGAGGGAACCCAGACTCAGCTGA
TGAAGAGCCAGCTGCGAGCCGGTTAGACGTTCTCTGTTGTTTCTGGCCAGTTATATGTAG
TGGGCCATATAACACTTGGTAATATCACTGAATATTGGGTAACATTTCACCAAATTATGC
TGCAAACAAACAAAGCATGATAAAAAAAAA
>CLMC1834Contig1



GGGTGAGTGAGGATCGTTGATTAGCGATAAACCAGACAGTAAAACAAACATGGCAGAAGT
AGCTCCAGCTCCCGCCGCCGCTCCGGCCAAAGCCGCCAAGAAGAAGACTTCCAAGCCGAA
GAAGGCCGGTCCCAGCCTCAGCGAGCTGATCGTCAAATCAGTGGCCGCTTCCAAGGAGCG
CAGCGGCGTGTCTGCCGCCGCCCTGAAGAAGGCTCTGGCGGCCGGAGGCTACGATGTGGA
CAAGAACAAAGCCCGCGTCAACACCGCCATCAAGAGCCTGCTGACCAAGGGGACTCTGGT
CCACACCAAGGGCACCGGCGCTGCCGGCTCCTTCAAAGTGAGCAAGACGACCGAAAGCAC
GAAGCCCAAGAAGCCTGCAGCTAAGAAAGCCGCTCCTAAAGCCAAGAAGCCCGCCGCCAA
GAAACCCGCAGCGGCTAAGAAGCCCGCAGCAGCAGCCAAGAAGCCCGCAGCTGCTAAGAA
GTCTCCCAAGAAGGTGAAGAAGCCCGCAGCAGCGCCCAAGAAAGCAGCCAATAGCCCCAA
GAAGGCCACCAAGAGCCCCAAAAAGAGCCCCAAGAAGGCGGTGAAGAAAGCCCCCGCAGC
CAAGAAAGCTCCCGCTAAGAAGGCAGCCAAGCCCA
>CLMC1838Contig1
ATGTTCAAATTGTTGTAATTCTTTTGAGCCGCCAGGTTAATCACATCAAACCTGGAGTAG
AGCGCCACGACTTTATCTTGCTCATTAGCCACAGGCAGAGCGGACACTCTTCTCTCCACA
AAGATGCTCAGAGCTTGGTAAACCGTGGCGGACTCCTGGACCGTTGCGATCTGCTTAAAG
GTACCGATGGGGACCTCGCTGATGCTTTTCTGCAGGAACCGGGGTTTGGGAATCATGGAC
CCAAAAATGTGGAGGAATTTGAGGATGCGCTTGTGAGTGAGGATGTGGAGGACGTTTCCT
GACGTCGGGTCGATGACGGGCAGACGGTGGATCTTGTTCTTCAGCAGCGAGTAGATGGCG
TCAAACAGGCTGGACTCAGGTGTGATGCTAATCAGTCTATTATTTGAGTACTGTAAATAG
ATTTCTCTCCACGTCTCTATTTTATGTTCTTCCAGTTCGTAGATCTGAACCAGAGGAGAC
TTGTAGTATCGATGGAGAATGTTGATGAAGTCGGTGATGGTCAGCATACCTGCAGCTCCA
CCCCCTGAGCTCCAGCCACTTTCAGTGGGAGAGAAAATGACTTTTGATGGAGTTTTGCAT
TCAGAATTGAGTCAGAAACAAGAACCAAAGTGTTCAAACTGCCTGGTCCTCAGGGTCCAG
CTGCACGGCTCGCTGCTGATCCCCCGGCCATA
>CLMC1840Contig1
TCTAATAAGATGAATGAAACTAGATGTCGATTATTATTATTGTGATTTTGTTTAGGTTTA
TGTTGACGTAACATGGCTAAAAGCGCGAAATCTTCCAGTTAAAAGGAACAGATCAAGTGT
GGAAACAAACACACAAGTGAATTACGACTAATTTAGTCAAGTGACTTAGTGCTAAAACAG
AAAGTTACAAGGCTTAGACTAGAGGAAAATAAATTTTAAAAAGAAAGAGACTGGTTATGG
CATTTCCTGAGCCCAGACCTCAGGCCCCCCAGCTTCCCCAGCATCTTCTGAGGACGATCA
ACTGCCAGCAAGGCGCTGTCAGAGCTGTACGCTTCAATGGTGATGGGAACTACATCCTGT
CCTGCGGCAGCGACAAATCCCTCAAACTGTGGAGCGTGGGTCGGGGGACTTTGCTGAAGA
CATACA
>CLMC1849Contig1
CCCGGGCATTATGGCCGGGGGACTGCGGCTCCTCTCACCATCCCGACGGACCAGGAACTC
AGAGACTTCCCCAAAAAAACACAGTCAGGATGTCCAGGGAACAGCAGGCAGTGGCTCGGG
CCAGAAAAGCCTTCAACACTGGCAGGTCCAAACCTCTGGAGTACCGGATCATCCAGCTGA
AGAACCTGAAGCGGATGTTTTATGAGAAGCAAAAGATGATTTCAGATGCCATCAAGAAAG
ACCTTAACAAGAGCGTGGAGGTGACACAGCTCCATGAGACCCTGGGCATTGAGAGTGAGA
TTGACCTGACCATCAGGAAGCTGAAGGACTGGGCAGCCCCTCGGCCTGTGGAGAAGAACT
TACTGACCATGTCAGACACCGTGTACGTCCATCCAGAGCCGCTTGGGGTGGTGCTGATCA
TCGGAGCCTGGAACTACCCCTGGGCTGTCACTGTTGGCCCACTAATCGGAGCCATAGCTG
CAGGTAATGCCGCTGTAGTGAAGCCTTCAGAAGTCTGTGTTCACACTGCAAAAGTCATGG
AGGACCTGCTGCCAATTTATATTGACAAAGAGCTTTACCCTGTGGTGACAGGGGGGGTGC
CAGAGACCCAGGAACTGCTGCGCCAGAGGTTTGACCACATTTTCTACACCGGCAACAGCA
TGGTGGGGAAACTGATCATGGAGGCCGCCGCCAAAAACCTGACACCGGTTACCTTGGAGC
TGGGCGGCAAGAGTCCATGCTACATTGACAAGAACTGTGACATCACTATAGCCTG
>CLMC1856Contig1
AACCCGGGCATTATGGCCGGGGAACGTGAAGAAAGTACATATGGTATAACAACTCCAAAA
CAAGAGCTCACATGTTGGATATTTAGGAGGAAGAGCTGACGTCTTTGTTGTTTTTATCCA
GATTTGGAGCAGTTGGTGCGGCGCACCAAAAGGATGCTTTTGTCTGTTCACAACCACACG
TCGATCAAGTAAATCGACGGAGTTTTGACGAGTTTTGTTGATTGGTCAAAGACCAGAATA
CCTTTACTTTCAATATTCTTAAAGAAAGCCAGTGGAATATGCACATTTTTGGCTGGTAAG
ACTAAGAGGACTACTAAGACTTGCGTCACCGGCTTTCCAAAATCCACTTCTTATTGCGTC
CCTTTATTTGCAATCTTGTTCTCTTTCTTTGTTTAACACACTTCACCAATCATTTTTCTA
AAGTTGCTGACTGCAGCAGCAGAAGTCCACCTTACTCATCAGATAGGCTTTAGTGAGTTA
CGTTTCTTCTGCGCGTAGACGGGACGAGCGCACTAAGGCGAGCGCGCGCCGCAGCGAAAG
AGAGAAGAGAGCCCCCCATTCTTTCAAATAGTAATAGCGTAGAAGTCGAGATATCAAAAT
GACAGACGGTCCGAGACAACGGAGCAGCACAGCGGGCTCTGCCAAGGATGCTGCCGGAGA
GGAGTCTGGAGGAGTTGCGCTCAAGAAGGAGATCGGGCTTGTGAGCGCGTGCGGTATCAT
CGTGGGTTCTTGCGACTGTGGATTGCCGTGTTGGTCATTTACCCAACCAACCAGGCTGTG
ATCGCTCTGACCTTCTCCAACTACGTTCTCCAGCCGGTGTTTCCCACCTGCTTTCCACCT
GAGAATGGCCTGCGGCTCCTGGCTGCCGGTTGTCTCTTGCTGCTCACATGGGTGAACTGC
TCCAGTGTGAGGTGGGCCACCAGAGTGCAGGACATCTTCACCGCTTGGAAGCTGCTGGCG



CTGGCGCTCATCATCGGCATGGGCTTTGTGCAGATCTGCAAGGGAGACTACTACTGGTTA
GAGCCAGCCAATGCCTTTGAGCCCTTCCAGGACTATGATGTGGGCTTGATA
>CLMC1857Contig1
TCTCTTCATCAATAATAATGGGCGATAAATCTGTAACTAGAGGCCCTTTTGAAGGTAAAT
CTTTCAACATCTTGTTTAGTTTTTTCTTTTTCCGCCAGTCATTTTCAGTTTTCCTCTCAG
GGGAATTCTTAGGTAACATGCAACGATGTTTTCTGTTCTTTATCACAGGATTGCTTTCAT
CATTTGAAGCTGGAAATAACTCCTCATCCACACGTGTTCCTTCATCAAAACATCTTTGTA
TCCACAAAGCAGAAACTAGATGTACATCACTTTTCTTAGCATTTCTCCATGTGGTTGCAT
GTCCACTGTTGAACACGACGTGAGTGACCTGCTTACTGAATCTTTTTGACACCTGAGCTC
CCATTTCTTGTAGCTGAGGAATAAAGGATCTTGAATAGTTTGCCCTTTTGTCAGATGACC
ACACATCCACATAGGCAACGACATCTTTAAGAACAGTAGAGTTGCTGCATGTAGTCATAG
CCAAATTGCCCGAACAAAAGTGCTGAAACACAACTAAGCGTTGACACTGTGTTCACAGTT
GGCGCGGGTCGTTTGTGCCCCGGCCATAATGCCCGGGT
>CLMC1858Contig1
GGGAAACAGATTTTTTTTAAAAAAGAAGACATCGTAACCTGAGGATAGGAGTTATCTGTT
GGGGGATGGCGGTCAACGTATATTCTACCTCAATAACCCAGGAAACTATGAGCAGGCATG
ATATTATTGCCTGGGTTAATGACATTCTCTGCCTGAACTACACAAAAGTGGAGCAGCTGT
CCTCAGGAGCTGCCTATTGTCAGTTCATGGACCTACTCTTTCCCGGCTGCATCAGTCTTA
AGAAGGTCAAGTTTCAAGCTAAACTGGAGCACGAATACATTCACAACTTCAAACTATTGC
AAGCGTCTTTTAAACGGATGAATGTGGACAAGATTATTCCTGTGGAGAAACTGGTTAAAG
GCAGATTTCAAGACAATCTTGATTTCATTCAGTGGTTTAAGAAATTCTTCGATGCCAATT
ATGATGGTAAAGAATATGACCCGATTGCAGCCAGACAGGGTCAGGACGCCATTCCTCCCC
CTGACCCCGGCGAGCAGATCTTCAATTTGCCAAAGAAGTCTCATCATGCAGCCAGCTCCC
CCACTGCAGGAGCCTCCAGGTTGAGCTCTACGACCCCCAAACCTACAACACCAACATCCA
GACCCTCATCAG
>CLMC1860Contig1
CAGCTGTTGAATCCATACCTGTTTATTACTGCATTATCGGCAGGGAGCCGAAACACTCGT
GGTTTAGGGTTCCCCTCCTGTGGCTTTGGAGTGACTGTCCCAACCTCAACAAAGCCGAAC
CCCAACTTGTAAAGAGCGTCCACAGCTTCCCCATGCTTGTCAAAGCCGGCTGCAATGCCA
ATAGGGTTTTTAAACTTCAGTCCAAGTGTGGTCACCTCTAAAGCTGCAGGATCCTGGTAG
CGGTTCAGAGGAACAAGGCCCATTCCCATTATCTTGACCGCAAACACGTGTGCCATTTCT
GGCCCCACAATCCTCTGCAGCAGAGGCATCAGCTGGTTGGCATAGAAACGCTCATCTCCA
ACGGCAGTGAGGTAAGAGGCAAACAGGAGGCTTCCTGACCCGATGACCTTCACCGCATCT
TTAAGGCGTCTCTTCAATTGTCCCGCCATGGACGCAGTTCTGTGTCTGGGGACATGAACG
CCTCACCATGTTACTCCCC
>CLMC1864Contig1
ACCCGGGCCTTATGGCCGGGGAATGCTAGGTTACGTCCTACCAAGCTAGAAAAATGTCGA
AAAATATAAGAATAGCGCTGATTTTTGGGGGTTTTATAACAACAGTCGCCGCTGCTTTAT
ATCCTATTTTCGTCTATCCTCTGACGCACAGAGACGAGTACAGACAAACTCAGAGGATAA
ATCGGTCCGGAATAAACCAGGAAGATGTGCAGCCTGTGGGTCTAAAAGTTTGGTCTGATC
CTTTCAAGCCTTCCGAGAAGTAATAAGCTCCTCCCTCCTCGCCGCCCTCCGGTGCTCCCG
GACTGGAAGACCAGGGAGCCAAAAAGCTTTTCTGATAAATGTGTGAGTGTCTGTGTGTGT
GTGTGTGTGTGCGCGTGTGCGTGGCTTATGTCATGAGTGTTTGCTGAAAACTTTTTGAAC
TGAATAAACTTCAAGAACTTATGAAAACGCTAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CLMC1868Contig1
TTTCCCTGGAGGACGTAATAAAATCCACGTTTTGTTTTCTGCCTGCGCGGCTCTCCAGCA
CCCAGTCCGGGTGTGGTCAGGTCTACAGCGGAGTTGTGGTTAAATTTTGTTTTTTTTGCC
ATTTTTGTTTTAATCATGGCAAAGGTACAAGTATTGAATGTTGCTGTTCTGGACAACCCG
AGCCAGTTTGGGAATCCGTTTCAGTTTGAAATAACCTTTGAATGCATGGAGGATTTGGCG
GAAGATCTGGAATGGAAGATCATCTATGTGGGATCAGCTGAGAGTGAAGAATACGATCAA
GTTCTGGACTCGGTTCTGGTCGGCCCGGTACCTGCGGGAAGACACATGTTTGTGTTCCAG
GCAGATGCTCCGAACACAACCCTGATTCCCGAGAGCGATGCCGTCGGCGTGACCGTCGTC
CTCATAACCTGCACCTACCGGGGACAGGAGTTCATCCGCATCGGTTACTACGTCAATAAT
GAATACACAGATCCAGAACTACGGGAAAGTCCGCCTCTGAAGCCAAACTACTCTCAGCTC
CAGAGGAATATTTTGGCATCGAACCCTCGGGTCACTCGGTTTCACATCAACTGGGACGGT
TCGGCCGACAAGATGGAAGACGCAGAGAATGTAGACCCCTCCCCCAAAGTGGGCGGGATG
CTCCCCCCATTTTGCAAAGCGGGAAAGATGCCCCCCCTTGGATGGATGCAGGACAACTCC
ATGGATTGTGTGTAGGAGTGCGGGGAGCTTTACTCCCCCCACAGACAGACCTTTAGATGG
ATTGACTGGATGGAAATGTGGATCTGAAAGTACTGAATTACTGGATTTTCTTTTATTTCC
ACCCAACTTTAGTTCCTTTTTTGTCCCAATTCTGATACTTTATATTTATTCGCTGTTTGA
AATACAATTATTTGTATTTTTTTATCTCGTGCAAACATCAAGCAGTAATTTCCATGTCTG
TTCTAATAAACGGGATTAAATCTATTAAAAAAAAAAA
>CLMC1870Contig1
TATGGCCGGGGAGAGACAATGGACGCGCCTGTCACAAGTGTCGTAGTCCCGGCGGTTTGA



ACGACGGAGAACGGAGAGATCCTGTGAACCCGCCGCGCGGGGTTTGTTGGAGCCACCGGA
GGAGCAGCTTTTGCAGAGGAGAGATATTCTGTCTTCAAAAAGCCCCAGAGACAGAGGAGA
AGTCTGTGCCATCCATCCCGTCATGGACAGCCTGCTGAGTCGGGCCAGTAAATGGGGCCA
GTGCTCTACTGACAGAACAGACCTCATCCCGTCATAGATGTTGCATGCTGCCCTTTATTC
CTGTATGAGTGACTGTGTGGGAAACACTAGAGCCTAAATTTCTCTTTTGGATGAACAAAG
GAGCCATGCATCCGCTGCTGTCCCTCTGTGTCTTTTCGCTGCTGCTCCCGACAGTAGCAC
TTGAAGAGGACTTGCCTCCCATCAGCCGTCCACGCAGATTCGTCCCCTATGATGGCAACA
ATGTCCTCCTGTTTCAAGAGGAGGGAGTGTTCAACTACTCCACCATGCTTGTGAGAGAAG
ACCTAAACTTATTGGTGGTGGGTTCCAGGGAGGCAGTGTTCGCTCTTGACCTCAAAAATG
TCTCCAAGAAACACGCCTCAGTTAACTGGAAAGTCCCCTTAAAAAAGGTGAATGAGT
>CLMC1875Contig1
TTAACCCGGGCCTTATGGCCGGGGGACCTCAGGAAAAGATGGCTGACGAATACGGACGAA
AGTGGGACCGCTGCCTTGCAGATACGGCTGTCAAAACAGTGACGGGCCTCGGCGTCGGCG
TCGTCTTCTCCGTCCTTTTCCTCAAACGTCGCACATGGCCCGTGTCCTTCGGGTCAGGCC
TGGGTTTGGGAATGGGATACAGCAACTGCCAGCATGACTTCAGGCTGCCGTATCGGATTC
ACGGTCGCACGGTTAAGGACCAGTAATGAAGGACTGAAGAGGAGGTTTTCAGCTGCTCCC
ATCACTTTGCTGCTCGTCTGTTTCTCCGGCACTAACAGTCTGCGATGCACACATTGTGTA
AATCAAAGAGCGATTCCATGTATATGTAATAAAAAGAGATTTTGAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAA
>CLMC1877Contig1
AGAAACAGAGATCAGGATGGCGCTGAGGACTTTGGTTGCAGCGTGCGTTCTGCTCTCAGG
AGTGAGATTCCTCACAACTGCTCAACCCCCGGAGATCTCAAACTCCTTCTGCAAAATGTT
CTGGCTGCTTGGAGTCCCCTGTGATGAAGTGAACGTGGCTCTCGTGTCGGGGCTAAAAGG
AAAACAGTCCTACAAGCTGGGTCCAGTGACTCCAGCACAGATTCTGGCCAACCACACCTC
TGCTGTTGGGCAAGTGGAGTATCTTAACTTCACCTTGGCGCCCACCGCCACGACCATGGG
CTGCCATGTAGCGGGTTCCTCTGTGTCTTCACTGTCATTC
>CLMC1884Contig1
CCCGGGCATTATGGCCGGGGACACAAAACCATGGCGGCCAACATAGAGCAAATCTTCCAG
GATTTTATTTTGAAAAAGATCAGAGAAATTGAGGATCAAAGCGAAGACCCCGCCGGTGCA
GAAGAGGGCAACAGGGGCGGCGGCGAAGGGGCCAAGGCCGACGGGGGCCCCCTGGCCTCA
GAGCAGCAGAGTTCCCCCCCAAAGAAACACAAAAAGCATAAGAAACACAGGAGCAAGAAA
AAGAAGAAGAAGAACCGGGGGGAGCGGAGCAGTTCAGAGTCTGGAACCGACCCGGAGAGG
AACAGGAAACTGACATCGTCGTCTGAAAAAAAAGAAGCAGGTGAGGATCATGGCGGCAAG
TCTTCACGCCGCAAGCAGCACTCCAAAAAAAAAAAAAAAAACAT
>CLMC1888Contig1
TATGGCCGGGGGGCACTAAGGAGATTGTCGCCAGCTGTACAGTCTTCAGTCAAACTCAGA
ATCCATCAGCTGTTGCATGATGCTGAGTTTGGCCAGGCCTCTTCTGCTTTTTTTTCACAG
CAGTCGCCGGTGTCCTACCATCAGGTCCCCCCGCAGACCCCACCAAACTATGGCTGCTCT
ACTACTTCTTGGCTACCCTAATAGATGTTTACTTTATACATTTTAATTCTGTTTTTTTTT
TTTTTTTTTTTTTACATTCCAGAAATTTATTTGAAAATAGCTATTTCATACATTTTTATT
TACATTATTGTTCACTTGCACTACAGTCATTGTGACTTATTTGCACAACCTTTTCTGGCT
CCTTTGATTACTTTATGTTTGGGATTGTTATTGCAACTTATAGTTCATTAAAAATAAATA
GTTTCATTTTTCCAAAAGAAATTGTGCATCAGTGACTTGAAAGTAATGTAGCATTTTGGG
ACATGGCATATTTTTGGACATAAATATTCTTGACCTCTTATTGAAATAGCTATGTGCCCA
ATTATGGAGTCACTGCATTTATAGGCAACATCTACAGGAACACAACCATTATGGGCACAG
CATTGTGCAGGGAATGAGAACATCTTAAAGAAAAAGTTAGTAAAAATGTTTATTAAAAAT
ACACACTTTCAAAATGCACCTTACATTTAGTTGTAAATAAGTATATGTTGAAGGGACCAA
ATACATTTTACAAAAAAACTATGCTTTAACTTTGATAGAACTTGTTATATCAAAAATGTT
AAATTTG
>CLMC1889Contig1
CCCGGGCATTATGGCCGGGGAGAGAGGCTTGTACTTTCCCTAAGGCAGGAAACAAAGAAA
GGAGAAATGGGAAACTTCCTCTACTTCTCTGCTGAAACATGGACCCTTCTTGTTGCTTTT
ATCACACTGCTGCTTGTGTATGCTTACTGGCCTTATGGGACGTTTAAGAGATTAGGAATT
CCTGGTCCTAAACCAGTTCCCTTTTTTGGCACAATGCTGGCTTACAGAAAGGGATTTTTC
AACTTTGATGACGAATGTCGTAAGAAATATGGGAAAACATGGGGCATTTACGACGGCCGT
CAGCCAGTGCTGTGCATCACAGATCCTGCCACCATCAAAGCTGTTCTGGTTAAGGAGTGT
TACTCTCTCTTCACCAACCGCAGAAATTTCCGTCTAAATGGGCCATTGTACGATGCTGTT
TCTATTGCTGAAGATGATCAGTGGAAAAGGATCCGCAGCGTTCTGTCTCCTTCCTTCACC
TCAGGAAGGCTCAAAGAGATGTTTGACATCATGAAGCACCATTCTGCTAACCTGATCCAA
AGCATGAAGAAGAAGGTGGACAAGGATGAACCATTAGAGATGAAAGAGTACTTTGGTCCG
TACAGCATGGATGTGGTCACCAGCACAGCCTTCAGTGTGGACATCGACTCACTGAACAAC
CCCTCAGACCCTTTTGTCACTAACATCAAAAAGATGCTCAAGTTTGACTTTCTGAACCCT
CTCTTCCTTGCTGTTGCTTTCTTTCCATTCCTTGGTCCCATTCTGGAAAAG
>CLMC1890Contig1



ACCCGGGCCTTATGGCCGGGGACAAGCGCGAACCCCGTCTCACCTGGAAGCAGCATCCCC
GCAGCTCGGACCCCTGACGTACTGACAGCTTCTCCTCCAGCGATGTCCTCCATCTGCCCC
CTCCTCCTGCTGCTGCTGCTGCTGCCCCTCATCTCAGCTCAGACTTTTCACTGGGGTCCC
TGTCCGTCGCCACAGGTGCAGCCCAACTTCCGGGTTGAAAAGTACCTGGGAAGGTGGTAC
GAGATCGAGAAACTCCCAGCAAGCTTTGAGAAGGGGACGTGCATCGAGGCGAACTACTCC
CTGAGGAAGGACGGAACCATCCAGGTCCTGAACTCGCAGTTTTATAAGGAGAAGGTGAGG
TCGGTTGAAGGAACAGCCGTCATTCGGGACTCCAGGGAACCGGCCAAGCTGGGCGTCAGC
TTCTCGTACTTCACTCCTTACGCTCCCTACTGGGTTCTGACCACCGACTACACCAGCCTG
TCCGTGGTTTACTCGTGCACCAGCTTCCTCCACCTCTTCCACATCGACTACGCCTGGATT
CTTTCCCGCTCGCCCAAGCCGTCTCCATCAACCGTGCGTTACGCCAAACAGCTGCTGGTC
CGAGAAGGAATCGACATCAGCAGGATGAAGGCCACGGTCCAGAACTGCTGAGACTCACCG
GAACCGTCTTCTCCAACCTGCTGCCTTCAACTTCCTGCTCGTTAAAAGAAGTAATCAAAC
CAGAAACAAGAAATCTGATGAAGACAGATTGATCCAAATTGTTGCTGGGATTTTTCTATT
GTAATTTTTTCATGATTCCAATCAAATAAAATCATTATTAATCG
>CLMC1893Contig1
CGCCGTTTAACCCGGGCCTTATGGCCGGGGGTTGGCGGTTTTTTCTCGGAGAGCGGAGGA
GGAAAGTCGTCTGCTACATTCATTTCAAAAGGAGTTTCTGTTAACTGCCACTATGCTGCT
ATAATACATCCGATTACAGTCAGGATTTACCTATGCAGATCTCATCTGTGAAGTAAAAAA
CAAGTTTGGACTTCCGGATGGAACTGAGCTTCACATTTTTGACGTCTCTGACACAGCAGT
GGAGGAAGATGTTCTTCTTGAACTTATAGAAAGCAAACCTGACCTGTGTCTGACTGTTTG
TGACAGCATATCATAAAAACATTCATGTCCATCCACCCTCCCTGAAGAACAGTCAGTCAC
TTTAAGTGTGACCGACTTCTTTAGAGAGCTAAGCAAAAAAATCATTGAGGAGGCCAAACA
CCTGACACGGACAAATGAATTGTTTCAACTTTTGAAAGCTGCTGAAAAATTAGCAGAGAA
TGATGAGACCAACTGGGACAGTGATATGGCTTCACTGCTGCTCCTTCTTCATCTGTTGCC
ACCCACAGCAGGACGAAAGAGGATTAAAATAAGCCCCAATGATGCTGTGCCTAAAATG
>CLMC1894Contig1
ACCCGGGCCTTATGGCCGGGGGTTCCAAGATGGCGCTGTGAAAGTCGTCCGGCAGACATG
GGACTGAAGTATGTTTGAGCGCTTCAGCCGAGCGGCCTGCGTCATCAGATTTCTATTTGT
ATCAGGAAAGAACGCCCGTGTCACACCTGGTTTCAGGCTGCTGTCCTCCTCACCAGCCAG
GATGACGGATCCCGCTGTGCTTTGTTTCGTCAGCGAAACCCCCCGCTCCCCTGAAGACAA
GAGGGTCTACAGAGGCTTGGAGTTCAGCAACGGCCTGAAGGCCATGCTGATCAGTGACCC
CACCACTGACAAAGCGTCCGCTGCGTTGGACGTCCACATAGGGTCTCTGTCAGACCCGGA
GAACATCTTCTTTTTGGCCCACTTCTGTGAACACATGCTGTTCCTGGGAACGGAGAAGTA
CCCCAAGGAGAACGAGTACAGCCAGTTCCTGAGCGAGCATGGAGGGAGCTCCAACGCTTT
CACCAGCGGGGAGCACACCAACTACTACTTTGATGTCTCCCATGAGCACTTGCAAGGAGC
TCTTGATAGGTTTGCACAGTTCTTCCTGTGTCCTTTGTTCGATGAGAGCTGTAAGGACAG
AGAGGTGAA
>CLMC1896Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTNNGCCAGAGTTTTGGTCATCTGAGCCGGATTTG
CCCCTTTTAGGAGCTTCATCCTCACTCGATGACTCGCTGTATTTTTTCTGTCTGATGTGC
TTCCTCTTGCCTCCTCTGTCCTTGTTTTTTTTTGCCCTTTTGCTCCTCCTTCACAGCGTC
CCCGCCGCTGTCGCTGTCCTCCAGCAGCGTGTACGTCTGGTTCTTCCTCTGCATTTCCAG
GGCTTGTCGTTCGATTGCACGGGCCGGTTTCTCAGCAACCTGCTTGTGAGGAATCTTGTC
AAAGAGCTCTTTTGCAAAACTCGCCACGGTCTGGTCGATATCAATGGTTCCCGTCTGCTC
CAGGCGACTCACAAAGTCCTCCGGGCTGGAAGACTTCCGGGCGATGCCGATCATGAACTG
AGACACGTACCTGTCACTCAACCCCAGGATGTCATGGAGACGGTCGTTGACCCACTGCTC
CAGGCTGGCCATGGCGCCGCTTTTAAAAAATCCTCAAACGTAGTTTGTTGTGACCACAGA
CAGAGTTAGTTAGCCGACTTAGCTAATTCCACAGCGATGCGCCTCGCTTATGTCTCGCGG
AGCTCCTCAGTGGACACTTGGAGGGCACGCGCGCCCATTTGAATGTTTGTTCTTCCACCC
GTGTAGACCACTCATACCACGCAGAGCGTAAACAACTTAATTGAATACTTTTGTTCAAAT
TCGTTCGCCGCACGTTAGATGACGACCCGGAAATACATTACTGTCAGCGTATCCGAGGAC
CTCAGCCCCCGGCCATAAGGCCCGGG
>CLMC1899Contig1
TTTTTTTTTATTTTTTTTTTTTTTTTTCAACTTCATCTTTAACACCGTCCACATCAGACC
AGAGCTGGAGGCTGTTGGAACCCGTTAAGAGGGATTTTCCTGTGGGGTGCCAAGCCAGGT
TTCGTACCATTGTCTCCAACACAAACTGACCAGCTTTCTGCCACTGGCAGTTCCCCTTAG
ACAGCGGTGCATCTTTTCTGTCTGGAGGCTGTACAGGCTCAAAGACGCATACAGTGCTTC
CATAGGAAGCTGCAATCTGCCCCCCCTGCAATGAGCAGTCAACACATCCAACCTGGATGT
TGCCATGTTTGGCCCCTGGGATGATCTGCAGCCGCTCAAAATTACTGCCCAAAATCACCA
CATCGCAGCCTGATGCATAAGCCGTAAAAGGCATATTGTTGATACTTCCAACTGAGAAGC
AGTTGTCTCCAGGGTTGACAGCCCCCGTAAGGACTTGATGAAGATTCATTGTTGATCTTT
ATAGTCCACTGAAGATGCTTGAAATCTCTTTATGTTATGTGAGATTCAATGGGCAACATG
GGATGAAGTCCGTCATCTTCCCTTGCATCAACGGATTATGTGTTTGTAGTGTTTCTCCGA
GACATATCATAAGTGTTACTCCTGTCAGCTGCTCTTCTTGAATTTATCGTCCCACCTTTT



GCTGATTCGTTGTCCTCTCTGTTAGGTTAGCTAGTGAATAGCTNTAANTAGGGCGCTCAA
ATTCCCCTCAAAGCTAGCTCCTCGACAAGGTTAAATAACACGCCTTTAAAGAGGAAGCTT
TCCCCTAGGTTGAAGATGTGT
>CLMC1900Contig1
GGGGTTGGATCTGGTGAGGGGCTAAGATGTTAATAGCAGTTTAGCTCTTTCCCCCCTCTT
ATATTAAACTGGCTGGAGATAAAGAACCTTCTGTTTCTTAGGTTGGATCTGAAGATGTAG
TCATCTCTGCAGTCTCCTCTCCTCTCCGGGCTTCCTTCGGGTCAGTCTTCGGCTGCAGAC
TCCTCCGCCATGCTGTTCTCCCTGAGGGAGCTGGTCCAGTGGCTGGGCTTTGCAACCTTT
GAGTTGTTCCTCCACCTGCTGGCTCTGCTGGTCTTCAGCATGCTGGTCGCCCTGCAGGCT
GACCTCCCCTCCCCCAAACTCAGTTGGTGGCTGGTTTTCGTCCCGCTGTTTGCTGCAGAC
GGCCTGAGCACCTACTTCACCACCATTGTGTCCATAAGACTCTACGAGAAGGAGAAGCGC
CTGGCGGTGCTGCGGCTCCTCTGGGTGCTGACGGTGCTCTGCCTCAAGCTGGTGTGTGAG
GTTCTGCTGTGCCAAAAGTTGGCCGAACAAGACCAAGCCAGAGATCTCTGGTTTGGTCTC
ATTGTTTCCCCCCTCTTCATCCTACTGCAGCTGCTGATGATACGGGCCTGCCGGGTCAAC
TGAGGGGGGCAGGTCTGATACCCATCTGCCATTAGAGATTGAAAGCATTAACGCAACACA
TTTTTTCCCCATGGCTCATTTCCTCTCATTTTCCAACCGCTACGGTGTAGCTTGAGGGAC
AATTTTATGTGCCTGCTTGAGTTACGTTGGGT
>CLMC1901Contig1
TAAACCCGGCCATTATGGCCGGGGAGCTTAGTCCGTGGCTCAAACACATGGATGGAGTTT
GGCTCCAACTGTTAGCAATGCCCAAATTGTTTCACCTTAAGTTCCCGGACAACTGTTCGA
GTCCTCAGAGGGGCTTCTGGTCAGCTATAGACGTGTGGCTAAAGAAACCTCACGTTATCA
ATAAGCGTCTTTGCGGAGTTAAAGAGACCGAAAGCAGAGACTTGTCCGCCGGGGAGCTAC
GGCTCTTCCTGGCCGATGATGGACTTCATGAGGCGGTGATGTCGCTGTGCTGCAGCCCCA
GCTCACCCACTCATCTGCAGAACAGTCCGTGGAGTTTCAGCGTGAGAACTTTTATTCCCA
AAACTAACTGTTACGGACAAAACCTGCATAAAGAAGCTGTACTAAAAGACTTTGAAAGGG
AGCAGGTGACCTTTATTCCATTTGAGGAGGATGTTGAGGGGAAAGTTTCATTCAAGAAAA
GCAACATTTACCTGATCCAGCTCTGCACGGAGGCCACAGAGGAGTGGGCCCTGCAGCTGC
ATGTTCTGACAGAAGATGGATGGGTCTCCGATGGCGTCGCCTGTCCCAATCTGTTCTGGC
TCTCCTCAGAGCTTTTGCCTAAACTGGTGCGCTGGGCCACTGAGTCCAAGACCAGCGAGT
TCAAGAGCACATTGTCTCTGCTGCCAGTGGAGAAATACAGCTTGGTGTACCAACACCTGA
AGGAGAAATACAAGGCCATGGTGAAGGTTTGGCCTGAGGTTACCGACCCAGAGAAGTTTG
TTTATGAAGATGTTGCTATTGCTACATATCTGCTGGTGCTGTGGGCCGAGGAGACGGCGG
AGAAAAGCCTGACGACCAGGCAGTCCTTTGTAGACCTGGGCTGTGGAA
>CLMC1903Contig1
GCTGTTGCAGTATAAGCATTTTGATTCAAGTATGCCAAACATTTTTCAAGACACCACAGG
CAGCAGATGCATGCTTTCAGCATGCAGCGAGCACAGGCGTTTTCTTTCCCCTTGAGCTGG
CTGCTGATGTACGTCAGGATGAGACGAGGGATCTTAACAAGCGTGATGATGAAGGAGCCC
TTAGCGATAGTGCCCAGGTGGTAGCGAATGGTCTGCAACATGGCTGAGAGGATGGGTGTT
GATGTCATTGTGGACTTGTCTCTGGTAAAATAGTAGCTGGCCACAGCTAGAGCGGTGGTC
ATCTGCTGGAAAGCAAGAATGAACTCGCTGATCCAGATGAGGCCGACAACATGGTACCAC
ACGGTGTATTGAAGAGGCCCTTCCATCCGGTACTCCACAAATCCGGTGGAGTTGTTCTTC
ACTGGCGTCCCTGAGGTCCCCAGGAAGAGCAGCACAGATATTCAGTAAACCCAGAAGAGC
ATGAGGGATAGGAAGGTCAAGAAAGGCTGCAGGACAAGCATTGGGAGATGGATGAACACT
TTTCCCGCCACGTGCAAAAGGGAGATGGTAAGAGCCACGCGCTTCCTCATGAAGAAAATC
ACCAGCAGCAGGATTACCGTGAACACAGTAGCAATGATCGCATACACAAGTAAAGCCTTA
ACGTAGTCCGAGGTGACCTCTTTCCCAATCGCCGAGGTCGAGTTGTTGTCCAGCGCCTTC
TTGTGGTCAGCGTACAGCCACCACAAAACCGCAACCCCGCCTGTGGAACCGACAATTACC
AGGCAGGTGAGGATGTACACCAACAGTTTGGTTATGTATCGGATGACGGCCATCATATCA
GGGATCCCGGCCATA
>CLMC1907Contig1
TGGCAGCACTCTGGACCCTGGAACCAGCCTGGAAATATACTGAGTCCAAAGTTATGAGTT
TGGAGGAAGTGAAGAACGTGTCAAAGTCGGCCTCCCTCATAGGACTGGTGACACCGTCGG
GCCCAGTGGGGGCGCTAACCAGCCAACGGTAATGAGTCAGTGTGTTGTTGATGTTCTCGC
TGACACAGATAGAGCCTGTTTTGTCATAGTCTGGATATTTGGGGTTACAAGCGGTGACAC
AAACAACAGGGTATCCAGCTACAGGCTGATAGGCCCTCATCCTGTCCATGTCGTCATAGT
GAAACAGAGAAACAACGATGGGCACTGAGGGAAATGTCACATCCGCCATACTGTTAGGCT
CTTCAATGTAAATGATAACTTTGGTCATCTTTGTTTCTGCCACCATGTTCTCGTCGGGTT
TTAAATGGACAGTGAAGGCTTCCCTCATTTCCCTGACTCCATCATATAAAATCTCCACCT
CCACATAGTGCTCCTTATCGCCTTGTTTGCCCCCAATTTCCTCAGATATTGGATGATAGT
CCTCCCCCGAGGCAGCAGATCCATCTTTGGTG
>CLMC1913Contig1
GAGGCCATTGCTTCAATTCAGCACAGAATCTCCCCCTTTTCAGTACTTGAATAAATATCT
TCTTAACCAAAAAAAAAAACTAAATAAAAAAAAAA
>CLMC1915Contig1



TATGGCCGGGGACTGTCACGACGTGAGGAGGAGAAACACACGTACTAGTCAACGCTAATC
ATGACCGACTCACGCGTGAGCGTGTGGAGCCGTTTGTGGAGCAATCCCGCGGTAACCCAC
GGGCTCGTCGCTCTGTTCGGGATGGGCTCGTGGATTTCGGTCAACAGTCTGTGGGTTGAG
CTCCCGGTCATAGTGAACGAGCTTCCCGAAGGCTGGAACCTTCCCGCCTACCTCTCTGTG
CTCATAGCGTTTGGGAACTTGGGTCCAATAGTGGTGACCATAACCCATCACTGTGCTCCA
GGACGTCTGAACGAACGCATGGTTATTCCCTGCATCCAGGCCCTGGCCGTGGTAGCGTCT
GTTTTTTTGGCCATCTTCTGGTCACACACTGTAAACATAGCAGGAGAATCACGATCCCTC
CCCTTCCTGCTTTTGACCTTTGTTTTATCTTTTGTTTGCTGTACGTCCAACGTTACGTTC
CTGCCTTTTATGTTTCGCTACCCTCCCCAGTACATACGCACCTTCTTCATTGGCCAAGGC
TTCAGCGCCTTGTTCCCCTGCATTGTGGCTTTAGGCCAAGGCGTCGGGGAACTGGAGTGC
AAAAGTGTGAATGGCACAGTGCACCCAGAGTATTTAAAGGAGAACTTTCCTGCCCAGAAC
TTCTTCTGGTTTCTGTTTGCAATGTTGTCCGTCTCGGCGGTCAGCTTTTGGGCTCTAACG
CAAA
>CLMC1916Contig1
GGGGAAGGTAAACATGTCCGCGGTTCAAAGATTTGAAGGTTTATCTCTTTTTGTTTATTC
TGACACCGAAGGCGCGCGTCAAACATAAAAATTAAGCTTTAAATTCAATGATTTTAAGGT
TCGTGGACCACAGAAGAACATTCCTCCTGTCCGAGCTGAACCGCATTCATTTAAGTAAAA
CATCATTTGGCAAACATAACATTCTCGGCAAATTGAATGAACACAAACCGGAATTAGCTC
GGTTTCAGTGCCGGTTAGCCGGTCTCCGGTTCGGCGCGCTCACTAACATCCTTTTCCTGT
AATCTGCTGCAGATGACGGTTCATAACATCTACATTTTCGACCGAAACGGAAACTGCCTC
TTTTATAATGAGTGGAACCGGAAGAAGCAGGCGGGGATCTCCAAGGAGGAGGAGTTCAAG
CTGATGTACGGGATGCTGTTCTCCATCCGCTCCTTCGTCAGCAAGATGTCTCCTCTGGAC
ATGAAGGACGGCTTCCTGTCCTTCCAGACCAGCAAGTACCGCCTTCACTACCTGGAGACA
CCCAGCGGGCTGAAGCTGGTCTTGAACACGGACCTGTCAGTCAACAGCGCCAGAGAGACG
CTGCAGCACATCTACAGCAACAGAAGCTGATCAGAGTTAGATCAATCAACTCTGAGTGGA
CTGATTCGGAGGTGAGCG
>CLMC1920Contig1
TATGGCCGGGGTTTAAAGTTCCTGGGCAAAGAGCGGAGCGACCTGGCCAACCCCTTGGAA
AGGGGCCAAGATTTAACTCAAAGAAAATATATTTTCACTCTTTACATACAAGCAGCGTAC
CTGTCACCCCGAATATAAGGCGCAGCACTAAAGAACCAAGGTCTACAGCTCGATAACGTC
GGAAAATACGGAAAATGGCGGAGCCGGACAAATTAAACATCGACTCTATAATTCAACGTC
TTCTGGAAGTCAAAGGCTCTCGGCCAGGGAAGAATGTGCAGCTCACAGAAAACGAGATCC
GTGGCCTTTGCCTCAAGTCCCGCGAAATCTTTCTGAGCCAGCCAATCCTGCTGGAGCTCG
AGGCTCCCTTAAAAATCTGCGGTGATGTTCATGGTCAGTACTACGATCTGCTGAGGCTCT
TTGAGTATGGAGGTTTCCCCCCAGAAAGCAACTACCTGTTCCTGGGCGACTACGTGGACA
GAGGGAAACAATCGCTAGAAACCATCTGCCTCCTTTTAGCCTACAAGATCAAATACCCAG
AGAACTTTTTCCTGCTCCGCGGTAACCACGAGTGCGCCTCTATTAATCGAATCTACGGCT
TTTATGATGAGTGTAAGCGGCGGTATAACATTAAGCTGTGGAAGACCTTCACAGACTGCT
TTAACT
>CLMC1922Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGCAGAGCGCTCTCCTTTTCTCCAGCGTTTT
CTGTGACATCTTGGAGAGAGCTTTCCTCAATTTCTTCCTCGTCTTGCAGAGGGCTTTGGC
TTTCTCTCTCATTTGGCTTTGAATTTCCACTGTCTTTCTCATCCTGCTGAGGACTTGGAA
TTTCCTTCTCATCCTGCTGAGGACTTGGAATTTCCTTCTCATCTTGTGGAGGACTTGGAA
TTTCCTTCTCATCTTGTGGAGGACTTGGAATTTCCTTCTCATCCTGCTGAGGACTTGGAA
TTTCCTTGTCATCCTGCTGAGGACTTGGAATTTCCTTCTCATCCTGAGGAGGACTTGGAA
TTTCCTTTTCATCCTGAGTAGGACTTGGAATTTCCTTTTCATCCTGAGGAGGACCCCGGC
CATA
>CLMC1932Contig1
GCTGCATTTCCCACATTTCCCCTGCATTGCTGCAAATGATACTTTGGGCCTCTTCTGAAA
GATCTTCAAGACATTTAGAGCATTTTCTCTTTAAAATACCATTTTCCATTCTGACCATCA
CTTTTGCAGGTGATGAGTCTAACTTGACCTTTTTTGCCATATTGTCAACTTCCAGTGATG
TCAACCCTCGCTTTAATGAAGTTTGATCTTTATTATTGCAGTTGTCTCTCACAGCCACAA
CGGCAGTCTGAACAGAGTTGGGGAGTTTGGAGATCGGCTGATTCGTCTGGGATGTATACA
CAGCAGGGTTCTGGACATTAGCCAACGTCACGATGTTGTTCCTGATTTGCTGCACCTGAG
GTCTGTGGATAACACTGGCGATGGGTGTGCCTGCAGAGATCTGCTGAAAAATCTGCTGCT
GGCCCGCTGGTACAATAGTAAAGGAGGTCCCGGGGGGGTACTGAGCCCCCAGAGTGGCAA
TAAATTCATTGTTCTTTGCCAACTGTGGAGATGTGACAATAAAGCCCTGGTTATTAACTA
TGACAGGCTGTGGGGTCACTGTTGTCAGGCTGAGCGGCGTGCTATTGACTGCTGTCACAG
GCACACTCAGAGGCAGCACAATTGGCGAGGGTCCCACAGCAGGTAGACATTTAACTTCAG
GCTTTGCTGTGCTTCTCTTCTGAAGTGGTGCAGAGTTGGGTTTACTGTCCTTCTGATTAT
TAGATATTACACCAACGAAGATGGGCTCATCGTCATCATCATCATCCTCTATCAAATTAA
CTTGAGGGACTTGTTTCTGCCATGGCTCCAACTCTTCCTCCACACATTCCATAAACAAAT
CAGACATGGTGGACCGTTCTCATTCCCAATCTCTGGGTTCACGGGTAAAGCTGAATTATA



AGCCACTTTTGAGTCCGTTCTTAGCCTGGGAATAGCGTGCCATAGCAGGACAGAACACCG
AAAAAAGGGGGGAATGCTTGTTCAGGCGGCGGAAATGGTAGGAA
>CLMC1937Contig1
AATGAGCAACAGGCCCCAGAGTTTAGCACAACGAGGAGAGTTCACTGTTACACAACGCCT
TGCTTTTTAGAGATTTCTTTATTTTAGTGTCCTGAAAAGTAACTGAATTTGTTTATCTTT
ATTTTTTCGCCTTACAAAGATAATTCTGGATTGTTTGAGGCCGTGGTATGGACGAGATAC
GGCCTGTTAGCG
>CLMC1944Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTGAGACTCTTCAGCTAAAGCTTCTTCTGCAGG
TCTTTGGGTGGACTTCGTCTGCCCCTCTTTCTCTGGTTTGGACTCAGCCTTGCCGTCTCC
CCCCTCCTTTTTCTCTTTGTTTATTTTGGTTATTTCCTTCTCTCCTTTCTCTTTACTTTC
GTCAGGCTCTCCTATTTCCTTCTTGCTCTTCTCTTTCTTCTCCTTGATAAATTTAAAAGG
TTCCTTCCCTGACTGCTCGCTCCTCTTCTCGCCCTCCTCTTCCTTCATGCAGAGTTTCTC
TTCCATGAGGTCCAGGTCCTTCTCCAGCTCAGCCAGTTTCTTTGGATCAGACTCCAGTTC
ATCCTCCTCTTCCACCTCCACCTCTTCGGTCTCCTCATACTGCTCCAGCTCTATGCCGTC
CATGGTCTTCTGCAGCTGCGTTTTCACCTTGTTCAGCTCCAGCAGACCATCTTGAAGGTC
TTTGCAGACCTCTCTAATTGTTGAGGCAAACTTAGTCCTGGCGCCCTTGCGGAGCTCGTG
GGAGTCCTTGGCGAGGAAGAAAACATCGAGAGCTAAAAAGAGGGCGGACATCACGCCCGT
GGTGACACTGATGGCCTGTGCAGCTTTGGCGGCGCCGCCTGCGGCTCCAAGGACCTGCAC
GGTGCTGATGAGCTTGTCCGTGTTGATCATCAGGGCTTTTCCGGCGCGCCCGCCCTCCTT
CATCACATGTTTAATGTTGTGGTTCAGAGCCTTTTTGGCAGCACTTTCAGAGTACTTTTC
AAAATCCCACTCCTGCAGGGTGTCCATGCCTTCCTGCAAAAACTCCAAGCACTCCCTGAT
GACCGTTATCTCCTCCTGGTAGCCCTGGATCATCTTCTCCACTTTCTTCCGATCCATGTT
GGAGTGGACCGTGTCTGTGATGTTAGCGGTGGCTGAGGTGATGCTCCCAGCTGTCGCCAC
CCCGGCCATAAGGNCCGGGTTAAACGGCG
>CLMC1945Contig1
TTAAAACTAAAACATGGAGAAAAACCGTTGCTTTTTAGCATACCTGAACTTTATAAGCCT
GATGTAATGAATTGAAATGCTGCATCTTAGGTGCTGTTTTCTGAGTTTCTCTTGATAAAC
CTAAATATTTTCTTTTGTCCTCTAGGCAGTTGATTTTCTTCAGGTTCGTCCCATTTTTAT
CATAAATATGAGCAAATCTTCAGGTCACATGTCTATGTACTTGCAGACTATAGGAACACA
CTGCCATCTGCTGGTAAAAAAAACCCAGTTAGCTTTGCTATGTATCCATTTTTTTTGGCA
TATCACTTGAAATCTAAGTCCTGTTTTCAGCTCTCCTGCTCAGTTCGTCTCCTCTCACCC
AGTTGTTCCTTGTTTGGCCCAGTTGGCTGACCTCACGGGTATTGCTTAAGAAATCCTAGT
GCATATCAAGAACAGGAAGCTGATGGTTTTTCTGCTGACACTTCCAGGGCTTTATACCTC
TGAGGGTAAGTCATTTTTGAGTAGAAGCTTTCTTCAAAAGAGTCGGACTTGTTTCTTCAG
TTCATTCTTTTTCCACTGCGCGAGACGGTCAAAGGCAGACATGGACATGCCAAAGACTCT
GTAAAACTCATCTGGTGAAAGGTGACGCTCTAATCTGGCTCGGTCCACATCAGTAGGGAG
GGGCTGCTGTCCTCTCACTGATACAACAAGAGCTTCATATGGGTAGATTTTGTATTCTCT
GATCTGCCAATTAACTGCATTACTGCTGTCATACTGGTAATAATCTGCACCCGCACTTCC
AGGCCTGTTTAGTCCATCTCTGCCATAACCGGGGAGAGAAGAAGATTTGGAGGTATATGA
ATTGCCGTCTGCACTGTAGATGGATCTGGGAGAACCATTTAGAGAGTTATATTCCAAATT
GTTTAGCGCCTCCTTGCTGTTACACCGGGAGCTGCGTGTACTCCCCCAGTGGCCATTCTC
GTGACAGGCTGATCGCGCTTTCATCTC
>CLMC1951Contig1
GGGAATGTGCGATTCATTGTGCTGAAGCGGAGGCTGTCCGTCCGTCCGTCCGTGCAGGGA
TACGCGGGTGATTTTGCTGCCTTGCACTTATTTTAAACTCAGATCTGACGTAGATGTAAA
AGCTCGGACACGTCACCGGGTATCCTTAAAAACAGAGGCTTTCAAATGTGAGTTAAACAC
CTCTGATTTCAACTATTTACAAGTTGGAAACCCACCCGAAACGTAAAAAAGGGATGGGGG
GATGGGGGGGGGGGGCGTCACTGAGGAACACCCTAAACATTTCTGCGTTTTTAAAGTTTC
CAAATGCCCCAAACTCCGCAAACTGTTGAACACCCGCAAAGAGGCGACTTTTCAGGGCCT
TTGGGTGCCGGAAAGCCGTTCGGGCTGTTGTGCAATCGAGCAGGAGGATTTTTGCAACGA
CTACTTACCACACGGAACCGTAAGCGCCGGAGCCGACCGGGGAGAGGTTCTGGTATCGCT
CCGGGACCTCCCACACGGTTTTGTTGAGCTCCTGTAGGTAAAAAGTCGGTCTTTCCTTTT
GCGACATTCCTGGGGATTCGCCAGCCGCCCCGCAGCAACCCAACAACACAACAGCGGAAA
CTTTTTGCCCCTTTGGCTTTGCGCCGGCCGACCAAAGGACCTCACCACGCTCCCAGCCCG
GTAAAACCTGCAGAGACTAATGTCCGCTCCGCGCTCGAACTGTTGCACTTCAAAGCGCGC
TTTGAAGGAAGCTCAGTCTGGCTTTCGCTGGATGTTTCGCTCTATTTTCATCTCGCTTCG
>CLMC1956Contig1
ACCCGGGCATTATGGCCGGGGGGAAACGCAGCGTTCATCAACTTCCGATGTCACGGGGTA
TCTGGGAGTCGGAGCAAAAAAGCGGGCACAACGAAATCTTTGCTGTTTTTGTAGACTTAA
AACAGCAGAAGGCGTAAAGATTTGGATTATTGCGTCACATAAACACATATTGTGGGCCTG
TGACTAAGCTGGATTCGCATTGGGCTTCGAAAATAGTCTCATTCATTCGGATTTCGTAGC
CTAGCTAGCAGCTGAGCCTCCTCGGCGGTGTGGAGCAGCAGGCCTTTCTTCTGGACTTTG
CTACAAGCTAGTTAGCTGGCGTTAGCGGGCTAACTTAAGCGAGCACGTTTTTCCTTTTTC



CGTATTTGTATGTGTTACATTTGAGCAAATACCACGTCACTAATGTGTGTGATACCACCT
ATCGTTTGATAGGTTTGTTTTTGAGCCGTGTTTTTGCTAACCGAGGTTAACTTTCCGAAG
CGTTACATTGAAGCGCTTGAATCTCAAAGTGCTCACTTTCTTGCTAGCTTAAGCTAGCCT
CCGCCAACCGAACAACGCAGTCTTCGAGAGCGTAGTAGGTTTCTATCCAGAGATGTCGGA
TTTCGACGAATTTGAAAGACAACTGTCTGAGAACCATCAAGAAAGGGACAAAGAAAACCG
GCACCATCGTCGTTCTTCATCCCGCAGCCGCAGCAGAGAGAGGAAGAAGAGGAGCAGGGA
TGG
>CLMC1961Contig1
GGCCGGGGAGGGAAACGTTTGGCTAACCATGGCTCTAAACAAATCTATGCATCCTCGGAA
CCGGTACAAGGACAAACCTCCAGACTTCGCTTATCTGGCCTCAAAGTATCCGGACTTCCA
GCAGCACGTGCACACCAGCCTTGCAGGGAGACCCGTGGTGAATTTTAAGGAGCCAGAGGC
AGTGCGAGCTCTGACCTGCACTCTGCTGAAAGAGGATTTTGGTTTGACCATTGAGATCCC
CCTGGAGCGCCTCATACCCACCGTCCCTCTGCGCCTCAACTACATCCACTGGGTGGAGGA
CCTCATTGATGGACAGAAGAAACCACGCAGAGGCATCGATATCGGAACCGGGGCCTCTTG
CATTTACCCCTTGTTGGGAGCTACCATGAATGGCTGGTTCTTCCTGGCCACAGAGGTGGA
TGACATCTGCTTCGACTATGCGACCAAGAACGTGGAGCAGAACAACCTGTCAGACCTGGT
TAAGGTGGTGAAAGTCCCGCAGAAGACTTTACTGATGGACGCCTTGAAAGAAGAGACCGA
AATAGTTTATGACTTCTGCATGTGCAATCCTC
>CLMC1962Contig1
GGGGAGGTTTCTCTTTATTAAATGGTTCAGCAAGTTAGTTCAAGAAAAAAATCAATAATA
ATAATAATTTAAAGAATGAAGGTCCCTCTTCAAACTGTCCACAGGAATCCTGTACACAAA
AAGAAGAGGGTTCAGAGTTACTCAACTTTTATCTACAAAGTTCACAAACAGGTGTGTCCA
GCTGCTATGAGGAGCACAGACTTGTTGGTCAGTCGGCAGGTTGTTCTACCCAGACTTGTC
CTGCTCAGACTGGTGAGCTCAGAAGCTTCTCGACTGTCCAGGAACAACAGACTGAAGGTG
GTCACTCTCCAGGAGATTGATGCTGCTGTTGCAATCGTACAGAAGAGGCTGTGTTCAAAA
GCTGCTGCTTGAATCATTGGACTTCAACAAAACTGATTTTATTTGAATAAATAAGTTAAA
TTTTTGAAANNNNNNNNNNAAAAAAAAAAAAAAAA
>CLMC1964Contig1
AGAGTTCTCGATCAGGTAATGCACGGATTCCACTTGTATGGTTCAGATATCCATTTCCTC
CGATCATGTCTGGTAGGATGAACTGATATCCCAGAATGCTGATGGTTAGCACAGTGGGAA
TAAGAGATTTGAGACCAAGTTCATAGCCCCATACAGAATCTCTGTCAATTGGTCTGAAGA
AGCAGGATATGTTCTGTGACTGGTAACCGCTGCGGAGCTCTGCTCTATCATTGTAAGGAA
TAGCCATTTCAGTGTAACGTCGAGTAAAGAAGCTGGGGTCCCGAATGGGAATTTTAGTAC
TAAATTTCCAAGGTAGGTAGTTTGTCTCCCCTGCGTCAAATTTAAAAGAGGAAACTCCGT
ACTTTGTACGCAGTGAACGTAGTTGAGAAGCAAACCAATCACGGGCTTCTGGGTTTGTAA
AGTCCAAAATGCCACCAATGCCATTCCACCAACGTACCAAAGCTGGCAGTCGACCTGTAG
GTTCTCGGACGAAGAAGCCCTTTTCTACACAGGTGTGGAAGTTTTCTGACTCATAGTTAA
CAAAAGGGTGAATCCAGAGTGAGACCAGAAATCGATATGATTCTAGTTTACTGAACATGG
CTGAGGCGTTTGGGAACTTGACAGGGTCAAACTCATAATCTCCATAGTGTCTTGTGTAGC
GGTCGTCTAATTCAAGGTGACTACAGTTGAAGTTATATTTGCTGATATTGGCAGCATACA
TCAATAGTTTCTCTTGGTCAATATCATTTTTATGCAAAGCCCAAGTTGACCATATAGGAT
GTCTAAACATGTCTACAGCAGGTACCTTGTAGGGTTTGTTGAAGTATCGGCGAACCATGT
ACTTGTGTATGGATGTCACATCTGAGCCAACACAAACTCGATAGCTTAGTTCGGCGACTG
GTGCCTCGCCTGGATTTGGCTTGAAGGAACTGTCATTGTATCGTGCCTGGAAGTACAT
>CLMC1965Contig1
GGGGGAGGAAAGCAGCTGTCCTCAGCAGCTATCGGAAAGAGTTGAAGAAGACAACTTTAA
CGAAAAGAATACAAACGCTGCCCTGGGAGAGGCTTCCTCACAGATGTCGAACACGGAAGG
CGTGAATAAACCAGCAGAGGAAACCAACGTTCAGTACAATAGGCTGAAGCTGTTTGACAA
AGTGATGCAGAAAAGTTTAAAAAAATTCGTAGAGATCGCCAGTGACAAAGGATTTGCTAG
CATGTTCCGTCCATTGTATAAGAAGAATCCCCAGAAGATGGAAAGCATTCACAAGAAGTT
TGCAGAGGAGCTGCAGAAAACTATTCAGGAGGACATCAGCAGGCTAACCGAAGAAGGCAT
GTTGGAGTTCAAGTTGAATGAGCTCGACAAGCTGGACGATGCTGCTAAAAACGATCCAAA
CCCTGCATGGCGTCCAAGTGGAATCCCTGAGCAAGACTTCTGCAGTTTTTTGATGCCGTA
TTACCAAAAACAGGAGGCCTTCCTGCGACTGGAGCTGAAGAAGATTCAAGCAGAGAATGC
TGCTCTGGCTCAGAAGGTTCAGGCAGGAATAGAAAATATTGCTCAGACTGAACAGCGGAT
TTCCACAGCTGTCAATGAGTGGAAGGCCGCTGTAGCTGAGTTTGAAAAGCTGTCTTCTTC
CCTTTGTCCTGCTGATGTTTTTGATGTGTGATCATCAAATCAGCTGACAGGAAATGATTT
TGTATATTTTGTTTATTTTATGTTTCTGAATAAAGAAAATAAAATACGTTC
>CLMC1966Contig1
GGCGGGCAGCTGCCGCTCCGAGGCCTGACAATCAGAGAAAGTGAGGACGAGTGGGGAGTG
CCTTATGCATTCACACTGGCTGGACAGGGCCAGTCAGTGGTTGTGGCAGCGAGTTCTTTG
ACAGAGATGGAAAAGTGGATGGATGATATTAAGATGGCAGTTCAGATGGCAAAAACTAGC
AATGGGCCTTTATCTGACCTCCTGACCCCCAGCTTGGCAGATAACAAATACCCGGAGGAC
TCCTCGGTGGAGGCCGAGTCTGAGGACGACATGACAGCTTCGCACACCACGCTGGAGAGG



CCCGCTCCTCACCGTGGTAACACCATGGTGCACGTGTGCTGGCACAGGAACACCAGTGTG
TCCATGGTGGACTTTAGCATAGCTGTGGAGAATCAGCTCTCAGGAAACTTACTGAGGAAG
TTCAAGAACAGCAACGGCTGGCAGAAGCTTTGGGTGGTCTTCACCAACTTCAGCCTGTTT
TTCTACAAGTCACACCAGGATGATTACCCGCTTGCTAGTCTTCCTCTGCTGGGTTACTCT
GTCACCATCCCCTCTGACAATGAGAACATCCATAAAGACTACGTCTTCAAGCTGCATTTC
AAGTCCCACGTCTACTACTTCAGATCAGAGAGTGAATATACATTTGGAAGGTGGATGGAG
GTCATCCGCAGCGCCACAATCCCATCAAGTCGTGGTCGTGCCCTGAACAGCAAA
>CLMC1969Contig1
TATGGCCGGGGCCCCGCGTAAATTGACGATCCCATTGAGGTGAGAACCTGCTGTTAATGT
TGACCAAGACATCCCAGGACAGGTGATCATAAAGAAGAAACCATGTCATATGAGGAAATA
AAAGAAATGGGGATGGAGGGAGACAGAGGACTCGTTGCCGGGCGAAGCCAGAGGGAGAAG
AGGAG
>CLMC1970Contig1
ATACAAGGCTGTGTTCTTGTGTTTAGACTGGATGTTGCAGTCAGCTCCATACTCCAGTAG
GAGGCGCACTATGTCAGTGTTACCTCGTTTGCATGCCTTCATCAGTGCTGTTTCTCCTCC
CAGCGTCTGAGCATTGACATAGGAGCCTGCCTCCAGGAGGATCGCAACAGTTGTCAAGAA
ATTCTTTTCAGCCGCATGCAAAAGCACCGTGGTCCCGTTCTTCTGCCTGGCGTTCACCCG
CACCCCCTTTTTGATTAACAACCTGAGGATGTCGTCTTGCCCCCCTGCTGCTGCCAGCAT
GCACAGCGACATGCCACTGACGTCCTCTTGCTCAAGATTGTAGTCTTCTTTGGGGTTTAG
CGCCAACTTGACAGCCATGTAGTCGCCACTTTTCACAGCATCTCGCAACTCACTTGGTGA
TAATGGTGGACCTGATAAGATCTCATCTTCTCCATTCAAATGCTTCTGGAAGTCATCCAG
AGTCATCCAGTCCAGGTTCAGATCCATTCCTAGACTCAAAGTGGCTTGACTTTTGTCCGT
TTTGTCTGTGCCTTCTGCTGGGTCTTGAGTTTCATCACATGCTATAAAGAGTCTGGGCTC
GCTGTCCTCTGTCCTCTTTCTTCTGTCATCAGATGGGGCTCTCTTCTCCCAGGCTGGACG
TTGTGGTTCCTCTGACCTATCTTTCCGCTCCCGGGCATCATCCCCAGCCCGTGATTTGCC
AGTAAGTTCTTCATCCCGCTCATCGCTGTCGAGGTTGAAGCCATGACTTTGCCCAGGTCT
TGAAACCTCTGACTGCTTGGTCCTTTCCAGCTTCTCAGGGTCTGGTTTCTGAGAAAAAGG
CTCTTTGGCTACTTTGGGAATCTTCTCAATTCTTCCTATTAACTTTGTGGGTTTGCTGGT
CTTCTCTGTAGTGGGCGGCGGCCTGCGGGGGGCCCGGTCCTTTGCCTCACAGTTTAACAG
GAACTTTTCAAACAAGTTAGTTGAGCCACTGGCATCCTTCTGCCCCAACATGTCCTCTTT
GCTCATTTCCTCCTCTTTAGGCTTGGGGGTAGCTGCAGCGG
>CLMC1977Contig1
GGGTGCTGGCTCCTTTCTCCCCTAACGAACACAAAGCAGCATCAATTTCCGGTCAGCAGA
TAGCTCGCCGTCCGTTCAACATTTCTGCTCAGGGATTTACTGTACATTTTGCTGAGTTAT
AGAAGTTACCGGGTCACGCTGTGAACCAGCCGGAGATGTCAGCGAGCTCCAAGAGGAGAC
GAGCCACCTCTCCCTGCAGCAGTGTCAGCGGAGGCGCGGATTTGGACGATGCCTCTCCTG
GGAGAAAAAGAAAGAAAACTTCTAATATTCCCCCTGTGGATACAATTGCTGTATGTCACG
AACTGTTCAATGCTGTCAGGGACTATAAGGATGATCAGGGGAGGCAGCTTTGTGAGGTTT
TCCTTCGGGTACCAAAGAGGAGGAATCAGCCTGATTATTATGAAGCAATTTCCCAGCCCA
TCGACATGACAAAAATACAGAACAAGCTCAAGTCCGAGGAGTATAATGATGTGGAGCAGC
TTACTGCCGATTTCCAACTGATGTTCAACAATGCCAGATCCTTCTACAAACGCGACAGTG
AGGAGTACCAAACAGCATGTAAGCTGTGGGACGTGTATCTGCAATCAAGGAATGACTTTG
TGCAGCCTGGAGATGGAGATGAGGATGATGAAGATGGGGATGATATA
>CLMC1983Contig1
AAATGGAGTCACTGGCCTCTGACCCGCTTTCCTGCTCCTCCTGGCTTTCTTCNCCAGCCG
GAACTTTGACCACAATTGTGTTCTGGCGCTTCCTGGTCACTGTGTTGCTGAGAAGGTTTT
CCAATGGAGAATCTTCTTGGCCTGGGGTCTTTGGATGATCCCTGTTGACTATTACATTTG
TTTGGGGGACAACACATCGCACTTTGTTCCAAGTCTGAGTAGCACCCTGTGGTGATCCTG
CAACCATAGGAACCTGGATTGGACTCTTGGAACAAGGAGACATGCTGTCAAGTTTGCGTC
CAAGAGCTTTGCATGTGGCATCCAAGGCCTGTAGCTTTGATTCAATTCCATCCAGACGTT
GGCTGATTGATCCAGTAAACGAAACCAAAAGATTCTTAATAAAAGATAAATCTTGATTGT
TGTTGTTGTTGTTGTCCTGGCTCTGGCTCAATTTTCTCTTTTTCTTCTGTGGCCTTTCTT
CGTCGTCCTCATGATTGTCAAGCATTTCAGTGCGGTCTTGGTGTGTAAAGTCCTCCACTG
TTATTTGCACGATGTCATCTAACTCTTGTTCAGACATCATTCATAACGTGTGAATGACGA
ATTCTCGTGTTGTCTCTAGAGATTCCGATAACGGCGTCGTTCCTCGCGAGAGATGAGCTC
GTGCCTTCCTGTGCTCCTCCGCCGACTCCCCGGCCATAAGGCCCGGGTTAAACGCGGCT
>CLMC1984Contig1
TGAAAGTGGGAGAGATTCTGCAATCTTTTTGCATGCAGGGGTGTTGTTGGACAGTGTCTG
ACTGCACAGTGTGATCATGAGGTATCGGTTCAACAGTTTATCCAGCATCAGTTCCTTTAA
AACAGCATCAGGAAGCAGGAGATCCCACCTGCCCATGTTACCTAGGAGTTTCACGGCGGT
CCAGAACTGCTGATCCCTGAAGTGACACTGAGCTGAAGATCCGTCATCGAAACACTTTTT
AGGATACAGCGGTATAAAGACATCTTCATCCACACAGTTCCTCAGCCTCTGGATGACAGC
CTCAATAAATCCCTTGACTGGTTTACTCTGCTCCCCTTTAAAGATGGAGTAATCCTCCTC
AAGTCTGTGACAAACACCAGACAGACTCACTGACTGCTGGTGGGACATGGGATCCCACAC



CAGCTCCACAAAAGCTGTCATCTTTGGTAGAACAGTCTTCTCTATAGTGCTGGTCAGTGT
CTGTCGATCTATCTGCTCCAGTTCTTCGTGGCCGTGACCGTGGCAAAATGTCTCCACTGC
CGAGAACCACGGGAGGTTTTCAAACTCTCCGCAGCTCGACTCCTTTAAAGGGTTCCATGA
CAGCAGCTGATGGCGAATGATGGGGTTCAGTAGCTTGGGTATGCACAGGGAAATGTAGGC
ATTGTGGTAGGACTCGGAGTAGGATCTTCTCCACTCTTCGAAGCGAGCCAGAATGTTTTT
GACGGAGCAGAAGTCATCCTGAACATCGGAAAACACGTCCTGGGATCTCGACTGGATGTC
AGCTATTCTTGCTTGCAACTGCTCCTCCTCTTCAGGAGAAAGTTGGGCATCTTCAGGTAG
ATCAAAATCTTCAGATTGAGGCTCTTTGATGCATTTTCTGTTTGTCTCAACAGTGGAGCT
ACTTTGCTCCTCTGTGTTATAGCTCAGCTGCTGCAGGCGCTCAGCCTGCTCCTTAATCCT
CCCTCGTGTCTGAGCCAACAGCGCCTCCATCTGGTCAGACAGCAGCATGTGCAGCTCCAG
TTCCAAAGCGTTGATCTCAACAACCTTTTCCCGGAGACACTCCACCAAGTTGTGGATATA
GAGAGTCATGTTCCTGTAAAACTTCAGCTGAATCTCAGAGGACGCGTCCTCCAGCAGCTC
CAGAGAGGCTGTGGCGTTCTCCACATCTCCCGCCATTTTTCTCAGCTCTGCCTGCCGAGC
TCTGTGCACCTCCTTCAGGGAATCCAGCTTTCCAGCAATCCTTCTCTTGATCATTGAGAC
AGAAATGGGAGGAAGACTCTCTGGGATTTTGTTTTTTGAAGATCTTTTCTTATTTCTTCC
TCGGATGT
>CLMC1996Contig1
CACTGATGTGTCTACAGAAGAAGTGTCTGGGGGGGCTTGCTGGTAGCCATGACAGTCTGA
AGTAATGCTCAGTTGGCAGTAATAGTTACCGACTTATCTGAAAGTGTGTTGGAGCTTAAA
GGAGTTGTCATTGATTACCAAACTTTGTTTCTGAACTTTACGTATACCATACACTTGATA
ACAGACAATAGCTACTTAGTTAGAATTAATACTTAAGGGCGCCTTCTGGGTTCGTTTTTG
GTTCCGTCGACATGTCTGGGGCCGGAGACTTCGGGAACCCTTTAAGGAAATTTAAACTGG
TCTTCCTCGGGGAACAAAGTGTGGGAAAGACTTCGTTGATTACCAGGTTCATGTATGACA
GCTTTGACAACACATACCAAGCCACAATAGGAATAGATTTCCTATCAAAAACCATGTACC
TTGAAGACAGAACAATCAGGTTGCAGCTGTGGGACACAGCAGGACAAGAGCGCTTTCGCA
GCCTCATCCCAAGTTATATTAGAGACTCTGCTGCCGCTGTTGTTGTGTACGACATCACGA
ACGTTAACTCTTTCCAGCAAACCACAAAATGGATTGATGACGTTAGAACAGAGAGAGGAA
GTGATGTCATCATCATGTTGGTGGGAAACAAGACAGACCTGGCTGACAAAAGGCAAGTTT
CTATTGAAGAGGGCGAACGGAAAGCCAAAGAACTAAATGTAATGTTTATTGAGACTAGTG
CGAAAGCGGGCTACAACGTAAAGCAGCTTTTCCGCCGTGTGGCAG
>CLMC2001Contig1
TATGGCCGGGGGACGTCACCGTCTGTGTTCAGAGGCTTTGTTTGCCCGGACGGAGCCGCC
GCTGAGAAGACCTGTAGAGAAGAGCGCCGAACCGATTTGCAGCGTCTGACTTAACCGGGC
TGGACCTGACACCACGGCGACAAAGATGCCGTCCGACAGGCCTTTCAAGCAGCGGAGGAC
TTTCGCTGACCGGTGCAAAGAGGTGCAGCAGATCCGGGAGCAGCACCCAAACAAGATCCC
TGTGATCATTGAACGGTATAAGGGGGAGAAACAGCTGCCCATTCTGGACAAGACCAAGTT
CCTGGTACCTGACCATGTCAACATGAGTGAGCTGGTAAAAATAATCAGGCGTCGGCTCCA
GCTGAACCCCACTCAGGCCTTCTTCTTGCTGGTCAACCAGCACAGCATGGTGTCCGTGTC
CACCCCCATCTCTGAGATCTACGAGCAGGAGAGGGACGAGGACGGCTTCCTTTACATGGT
CTACGCCTCCCAGGAGACCTTTGGATGCTAAGGAGGAAGGGAGGGGGTGGGGCAGTGGCA
AATCCTCCCGTGTTGGGTGGACAGATTTTTGTTGGGGTGTGCAGTTCAAATGCCCCAGGC
AAACACTCACCTCTTAGCTGTGTTTTATTACAGGCCTATTGAGAATCCGAAGTTATCAGA
AAAACTCGCTCCAGACCTCAAGAGGACAGGTGCGTCCGTCTGCTGTCCCACAGTCCCACT
TCAGTTTCCTCCTGTTCTTTCCCACGGATTTGAGTTCTTATTTTGAAAAGCTGATGCAAA
CCTTGGCTGAAGGTGCAGGTTTTATTCTGAAATGGGGCACA
>CLMC2002Contig1
TATGGCCGGGGAGCAAACGAGGGGAATGCTTCGCAGAAATGGCGGCGACGGCAAGCTGAG
CAGCATGAATTTCTTGGCCGCTTCATGGATCGAAATGTTTGAATGCCAAGAACCGTTTGG
AGAGCTGACAATTACGATGGAGTAGAGGACCTCTTGTAATTGTCATTACAACCCCATAAC
GCCTTCCTAGAGGAGTTTTCGTCTTGCGGAGGAGAACATTCTCACTGGGAGCATGGCTTC
TCACAGTAACCAGTACATCTTTGGAGAGTTCAGTCCTGATGAGATCAATCAATTTTTCGT
GACTCCTCGATGTTATGTTGAGCTTCCTCCATTCATTGACAAGCTTCCATGTATCAGTCA
GTCTTCTGGTATGTAAATCTTTATTATTGTTTCAACAGTATTTTAGATTGTGGGTGTTAG
CCCACCATCAGCCCTAGACAATTGCTTCAAATTACCCAATGATGTCTCAACTGCTGTTCC
ATTTTACAGCAAATCTTACAAATGCAAGAGCTTAG
>CLMC2004Contig1
TTTTTTTTTTTTTTTTTTTTTTTTNTNCCTTGGAAGAAGCATAGACCCCATGCTCTCGCC
TGTCCTTCTCCCTCTGCTGGTGTCTGCGTCTGAACTCTTCACTGACTCCTCCAGGGTTGG
ACGGTGTCTCAGACCCCGTCACTCGATACTTCCGTTCTTTCTTGGCACTTTTATTCTCTT
CGTCGTCCTCTTCATCAGAGCCGGAGTCACTTTTACCCTCTTCCCAGTCCTTGTAGGAAG
AAATCTTTGACTTCTTTCTGTCTCTTTCATCGCAGTTGAATTGTTCCTGTTCTTTGGTCT
CCCGCTCCTTTCTCTTTTGGGCAGCCAGTAGATCCAAGCCCAGCAAAGATGTACGTGGTG
TAGGTGCTCGAAAAACATGAGGTTCTGCAGCAGTACTCTTTTTCTTTACAATCAGACCGC
CAACCTGAGCTTCTGGACTGGTCCCTTCCAGCCTATGCATGGAAACATCCTCCTCCTCCA



TCCTCTCGGGCCGAACAGCTACCGTTAGCTTTCCCAAAAGCTACTTGTTAGCATAGAGCA
CCAGAAGATAGAACACCGCCACTTCTATTTCTGGGAACCAAATGAAAAAAACCTTCATAC
GAACTTCAAGATCAGCCGACAAAGTTGTTCACTTCTGAAGACAGAGACAACAAGTACAAC
GTAAATTCGTATATACGACGCAAATGTTTACAGACGCCAAAACAGCCA
>CLMC2006Contig1
AAGGCGCGGAAACGAGAGCGCAGGCGACGTTTAGAGGCAAGAATTTGCGCAGCAATGTAA
CATTGTACGTCATAAATTCTTCTATACAGTTAGACCGTGTCTGGACTGGACGTGTGCGAC
AAAACATGCAGACGTTACGGATGTCCGCATGATACGCAGTGTTTTGGACTTGTTTGACAC
CCGTCCTCACATGCAAAGAATTATTAGATGTGGCCTTATGGACTTTGATTATGATGAAAA
TATAGATATTGATGATTATGACGACTGGACGGGCAGTCAAAGCAGTTTTCATGGGTTCTC
AAATAGTGGTAGAGTTGTAGGGGGGAGCCATACAGGGAGACCCGGCTTTGTTTATCTTCC
CGCTCTGCATTATGCTGCTTCTAGCCGAAGCCCTTCCTGTCCACCCGCTGTGAAAGTTCA
GGCAAAGGAGAGCGATACTGAAAGGAAAGCCAGACTACTACAAGAGGCTAAAAGAAACAA
AGAAAAGGCTGAGAAGAAGCGACTTAAGAAACAGAAACGAAAGCTGAGAAAACAAATGGA
GAAGGAGAAACAAAATCCCACCAAAGAAGATGAGAATAAAGACG
>CLMC2007Contig1
GGGTCTATAGATCAGGGGCAGGAGTCACAAAACTGAAGAGGAAGCAAAACACTTTCACTC
TACTGGGAGAGATCGTCCAGCAGTACAGTACATTTCTTCCACTGCTGCTGCTAAGAGAAA
ACCAGGAAAAAAAGGACTCTGCAAGGAGGAATCAGCTCAGAGAAATAGAAACTCAACGCA
AAGGAGGGAATCAACCCAAAGCCATGAAGGACAAACTTAGACGAGGAGGTGGGAGAAATC
AAGTTAAGACTGATGTACTCAGCCAGTCTAGTGGCAATAATTCAGTTGCCGTCAAGAAAG
ATGACGAGACATCCTTTCCTGTAAAAATCCAGGGAGCCGGGGTGGAGCCATTTGAACTGC
AGGTTAATGGCTTTTGGCTTGTTCAAGATGCAATATTGAACGTGCTTTCGAGAAATGAGG
TCTGTCCACGTTCCAACTTGTCTCTGGCTCTAGCTGGTCAGACTCTGGATCCCCTTGCAG
AGCTGCAGAGCCTCAAGGGTCTGAAAGCAGGGGTCAGCATGCGCCTCGTAGAAGAGCCGT
ACACTTACCACTCAGCCAGACTGCATCTGGC
>CLMC2008Contig1
GGCCTTGAGTCAGTGGGTCCACGCCTGCGATGCACTGGAGCTTCCCGCCCAGCAGAGGGA
GCACTTGGACTCTTTTATTGATCAGCTGTACAAGGACATTGAGAAAGAAACGGGAGATTT
TCTGAACTGTGAGGGCTCTGGACTTTATCTGCTCCAAAGCTCGTGTAACCACAGCTGCAC
GTCAAATGCAGAGGCGTCTTTCCCCGAAAACAATTTCCTGCTTCACCTCTGCGCCCTCAG
CGACATCAACCCAGGAGAGGAGATCTGCATCAGCTACTTGGACTGCTGCCAGCGGGATCG
AAGCCGCCACAGCAGGCACAAAATTTTGAGGGAGAACTACCTGTTTGCCTGTGCGTGCGT
GAAGGGTGAGTCTCAGAGAGACGAGCTGGACGTGACATCTGAGGACGAGGAGGAAGAAGA
AGGCGGCGAGGCAGAGGCCGAAACAGAGGGGGACGAGATGGAAGAAGAAATGACAGATGT
TTAATGAGAGCCCTGGCCTGCGCTTCCCAAGCCCCTGATGTCCTCGCAGATATGAAGCCA
ATAAGAAGAAAAGAGCTCTTCCAAAGATTCAAAGGGGGCCTGAGCCGTCCCAGCGACGGA
GCCAAGTCCTGCTAGCAACACGCCTCGCTCCTTCTTTGTTTTAGAGATCAGAATCTGACA
TGAAACATAAGCGATGGACTCCTGCTGGGTTTGCCTCTTGGGCTGGATGTTCCACTTCAG
ATCAAGTTTAGGTTTGGAGGCTTTAACTTTTGGTTCATGGGAATCAGAAAAGCTAACAAA
TAAATAAATGCTGTACCAAACAGTTTTTTAGGACGTCTTGTTTTGTAAGTCTGAACTGAA
TTGCCATTAGCTGCCCTATGATGCATCATTAAG
>CLMC2013Contig1
TTAACCCGGGCCTTATGGCCGGGGCAGCCACCACAGGAATCGAGCTGAGACAAAAGCACA
CACATTTGCGGACTGCAGACGTCTGAACTCTCCTGATCATGACTTCTGAAACAACCGAGA
CAGCCGTGAAGACAGAGGTGGCGGACGGGGGTCCAGCTGCGGGAAAAGGAGGCTGCAAGT
GGCCTCTGAGTGATCCCCACATTCACAGAGAGGATGTGAGAAAGGTCTGGAAGGAGTGTC
AAGAGGAAAGCTTCTGGCACAGAGCTCTCCCTCTTTCTTTGGGCAGCATGGCCGTCACAG
GAGGCCTCATTTACAACGGTGTTTGGAAATCATCAAAAAGATTTGGTCCTTTTCCAAAAT
TAGCAGTGGCGGGGCTCCTAGGGTTTGCTGTGGGAAAAGGTTCCTACATTAGAACTTGCC
AAAGCAAGTTCCAGGAGCTCGGACTGAAGGATTTTGGACCCAGGTCTGATAGAGAACGCA
GCCATCCGGGTCACAGAGCCTGCAATCACGTGTGTGAGGAGTGTCAGAGAAAAGCTCAGG
ATGCTCCTGCAGAAAAGGTTTGAATCCAGAAGCCTTATCAGAAATTCAGAAGATGCTGCT
GACTTGCTGCCTTTTCTACCCGATGCTGAGCATTTTCATGAATTAAAGGACATTA
>CLMC2014Contig1
CAGATTGTGGAATTCCCGGCGAGTCTTGTTGACTGAGCCGAGGATGGTGGTCTTCCGGCT
AAGCAGTTGTTGCGAAAGTGACAGCGTTGTGAAGAAATTGTCTGTGGTAACATTTCTGCC
TTTGTCCAGGAATGGTTCCATCAACGTCATCACAACATTTTCAGACAGCCGCTCCCCACT
GGGGTCCTTGCCAAGATATGGGAGGACATTGCAAATGTACTTGGATTTTAAGTCATAAGC
CACCCAAAACTTGATTCCAAACTTGTCAGGCTTAGTTGCAACGTATTGCAGGAAACGGCA
GCAAGTCTTTGACGGGAAAAGCTGTTCACCAACAATGACGTGTCGACCAGGGTTGTAGGA
TGTTATGCAGTTGGTGACAAATGATCCACACACACCGGAAATTGCAGCAAACTTATCAGT
CTTTGCTCGGTCACTGCGGGTGGACCTGTCATCAAAGCGTAGGTGTCACATGATGACTTG
GAAGCGGTTCCAGGACATAGTTCTAATGATCTGTGGGTTTCACAGGTTTGCCGACCAGCA



GTCACTTAGTGCTGGAACCTTGGTAAGCCCCCGCAAGAGGAAAATTGCAACAAATGCAAT
TAGTTCAGGGAGGCCCATGAACCAATCATCATGCTCTGTATGCTGTGCATGTTGAACAGT
CCATTCTTGAATGCTGCGAAGCATTTCAAGACTGAAAAAACAGAGAAAGCTCTGAAAGCG
ACTTGAGATACTACTCCTGGCCTTATCTGTTGGCTCTCCATCTCCGGTGTAAGCTTCGAT
AGGGGTGAAATGGAGACGCTCCCCCACCTGTTCTTCACGCCACACTGTGCCATCTTTTGC
TGTGTCTGTCACGTCAGTCGACAAACGAGGTTTTTTTTTGGGTTGAGGTACAGTCTCTTC
ATCTGAAGACAACTCAGACAGCTCAGAGTCTGAATCTGGCTGAAGGTCTATGTCGTCTCC
ATCCGAGTCACAAGGGTTTACTTTGCTCAGGATACTTTCCAATGCCTGCCGAGTGGAGAG
TCTTCGCTGCATTTTTCTCTTATTTGTGAGCAAGCTGCTTTATGGGTCTGTAGATGTGCA
ATTTTACACCCATTGTTTACAACCAGGTGACGCCATACAAGCCTACATGAACAATACTCT
GCCAACGATCATCTCCCCGGCCATAAGGCCCGGGTTAAACGGCGCGCTCAA
>CLMC2015Contig1
CGGGCCTTATGGCCGGGGAAGTTAGTAGCGTGCACCTCGAATGACAACATTCGTGTTTTG
CAGTTACATTTTAAACTATTATTTTTACTATTGCGGTTATTTTGTTACTGTAATTTTTTT
GCTGGTGCGATTTTCGCGTTTAACAGCGATGGATAACGAAATGTGCAGTTTGAAGAGGCA
GCTGGAGGAGAAAGAAAAAGAGATTGCTGCTCTCAGAAGTAAACTAGCACGAGTGGAAAA
GGCTTCAGAATTGAAGATACAGGATAAAGTGACCACTTTAAGTCCCCTGACAGCCAAGCC
TTCACTCAGCAACGAGGACATAATGCGGTACAGCAGGCAGCTTCTTCTGCCTGATTTAGG
TGTTCAAGGGCAGCTAAAATTATCCCAAACATCAGTGCTGGTTGTGGGCTGTGGTGGACT
GGGGTGCCCCCTGGCACAGTATTTGGCAGCAGCAGGAATAGGGCGCCTGGGCCTGCTGGA
CTACGATGAAGTGGAGCTCAGTAACCTCCACAGACAGGTGCTTCATGGAGAAGAGAACCA
GGGCCAAGCCAAGGCTCTATCTGCTGCAAGATCAGTTATAAGGTTAAACTCTGGTGTTGA
GTGTATTCCCTACCACCTGCAGCTTTCTCCTGAAAATGCCTTGCAGCTTGTTCAACAGTA
TGACATTGTGGCCGACTGTTCGGACAACGTTCCCACCCGTTATCTGGTGAATGATGCGTG
CGTTCTCAGCGGAAAGCCTCTTGTATCAGCGAGTGCCTTAAGAATGGAGGGACAGTTGAC
TGTGTATAATTACCACGGAGGCCCCTGCTATAGGTGCCTGTACCCTGTTCCCCCACCCCC
AGAGACAGTCACCAACTGTTCTGATGGAGGCGTGTTAGGAGTGGTTCCAGGGATAATGGG
CTGCCTTCAAGCGTTGGAGGTCCTCAAAATTGCCTCTGGGCAAGGCAGTATCCTTTCTTT
AAGTTTTGTGACTCCCACATTTCATGCAGCACCACTTCTTCAGATTTAAATCAGTTTTGA
AATAAAATAATGTATACGGTTTTGAAAATGACTTCATCGCAGGTAAATTTTGTGTTAGTT
CAAAAAATAATAAAAATGAAAACATTTTCTTTGCTTTCAAAGGATTCTTCTGACCATTTG
TTTGCCTCATAGGATTTTCGCTCTTTCTGTGTCCCATCGTTCATACTGACAGTAACAGAC
AAGACCAGACATGTCTTTTCCTTTGCTTTCATTGCATTGTAATACACGTACTGATACCTG
CAGAAGGGTTCCAGCTATTGTCCACTAAAATCCTG
>CLMC2018Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTAGAAAAAAAAACGAAGTTTATTCAACAATG
AGCTGTAGCATTTTCAATGTCACCTGAGAGAAGAATCAATCTGTTCCTAAATGTGAAGAA
AGGGCAGCGGGTGGAGGCAGCCCCCTCTGTGGGCTAATATCAAAACACATCTCCAGTAAA
CACTACAGTATGATTAGGCTACACAGGAAAACCCTAAGCAATAACAACCCTTAGAACGCT
CAAATGAGCATTTTGGCTGCAGGTCCACCCGCTCCCTAACTCTGTCATTCCAATTCATTT
CAATTACCCGCTCATTCCCACCTTCTTCCCAATGTCCCGATTAGCTCAGACTGGCAATTT
ACAGTTGCACTCGCCACATCTCAGGTCGACCAGTGGTGAGGAAGGGAGACGAGCAGTAAT
GGAACCCGGCCATA
>CLMC2024Contig1
CCGGGCCTTATGGCCGGGGGGGGGATTTCTGGACATTTTTGTTTCTGAAAACTTTTTTTC
GTGTATTTTAAAGTAAAATGTAACATCTAATGTCAGCGGAAAAGCAAAGACGTGACCTTT
GACATGGGGGTGGGGGCCAGATCTGAGACAAAGATTTCACAACCAGAACTCGCAGAAATC
CCTGCAAATGAAGGACGAACAGCTGAGCACATCCGTTAGCATCTTCATTCCAATCAGACT
TTTTTGACAACTATTTTGCTTAACAAAACTTTTCTATAAAGAAAACACTGATTTCTTTTT
TTGGTGGTCACCTCAACTTAACAAGAACAAGATAGAAGTAAACATTTTGAATGACTAGAA
AAGGTGTGTTTTTCAAAATCTAATTTGATTTTTTTGATGGAAAATGGTAAATAGTTTCCG
GTTATTTGAAGACATTTAAACCAATTTCAAATATAAATGGGAAACAACACACATTTTTGA
GACTAAAACAAAAAACAATCAATC
>CLMC2025Contig1
GCCGGGGATGGAACAAAGAAGTAGCGGAGGGAGCCATTTAACCAGTGAAAGTGAGGACCG
TTTAAGGGAAACTAGTGCCTTATTATGTGTAACTGTTACGAAAGCATAAATCAGGGAAAT
CCATTCGAAACGGGGCTGTCCGAATATAAGAGTCGGTGAAAGTGTTTGTCTCTTGATCAA
ACTGGGACTCTCTCCGGTTGTTGGATCGTCATGCGTCGAGGGGAGCATGGCCCACAAGCT
TTCCAGGCCCCTGTGGACGTTCATGCCAGCGCAGACGGACAGGTGTTCATGTTCAGGAGG
ACGGCGAATGAACTGACTACGTCCTCTGACGACGAGGAGCTCAGTGTGGTGGAGATGAGG
CAGATGAAGCTGGACAACCACAGAAATGTTCAGCTGCTGGAGCGGAAGGTTTTAGAGGAT
GATAATCTGAGCAAGCTTGCACTGCAGTACGGATGCAAGGTGGGAGATATAAAGCAAGTG
AACAACCTTATGCAAGAGCAGGATCTGTTTGCACTGAAATCTATCAAAATACCAGTTCCG
AAGCACA



>CLMC2032Contig1
AATATGGTGCTGGAATATTATTTTCACTTGAAGTTCGTGGGTGATGGTGGTGCCTCTTGA
ACGGGTGGTGTCTTCGTTGTGTGTCACTACTGGCGGATGTGGCAAACTTGGATTCAGTCT
CTTGGTGTTTGACAGATTGGCCGGATGAGAGGCGTTCTTTTACGTTGTGAAGACACTGAG
ATGATGAACGTTGGCTACAACCAGAAGAGGGCACATCAGCTAAGCCCCTGTTGTTGAGGG
TAACTGGAACTGGCTGAGATGAAGAATGATGTTTAGACTCTGACAGAGAACTTCTTTGGA
AAGAACCCTTTCTTTCCCTTTCTGTTCCATAGCATGGAGATACTGTGCTACAAGAGCTTG
ATAAACTGCTGGGAACAAGTCCACGAGGTTCTACACAGTCCTTAGGGGGACCTGTCTCTG
TTGACAAAGGAGTATCTGCGTTGGGTGGGTTATTTGGAGCAACCCCCCCTGAGTGATGAA
GGTGTGGATGGAATCTTTCCTTGCCAGGTGTATGAAGTGGCAACACTCTCCTGGGTGAAG
GATGAGAAAGTCTGTTAGGAACTTGAGACGGCTTCATTGGAGTCTCCTGTGGAAAGGCTG
TGAAATGATGTGGGGGAGGCTGCTGGGGTGTGAGGTCCATCACTTTGTTCCGAGAGGAGG
AATAGTCCGAAAGTCTTATTAGAATGTATTATCACCAGAACCACTGCAACCCATGACATG
TTCTATGTGCACAGCAGCCGAACCGTACCACTCGATATAAAGCAGCGCGTGACCC
>CLMC2033Contig1
TTAACCCGGGCCTTATGGCCGGGGAGACAGCTAATGACACCTGACACGGTCTTCAGTTTG
AATACCCAGAACGTCCAGGCATAGGATTTTATTTTTAAAAATGATCCCAGAGCTGTCCAA
CCCCTCGGTGTGTATGAAGGACCCCCAGAGGGTACAAGACATCCTGCACTCCATGGTGAA
GGCTGGTTCCAACACCCTGCAGGTGATTTCAGACTTCGACATGACCTTAACGAGGTTTTC
ACATAACGGTAAAAGGTGTCCCACCTGTCACAATATTCTTGACAACAGCAAAGTCATCTC
TGCAGACTGCAAACAGCAGCTGGATCATCTCCTGCATACCTACTATCCCATAGAGATCGA
CTCTTCTCGATCAGTGGAAGAAAAGCTGCCTTTAATGGTGGAATGGTGGACCAAAGCTCA
CGATCTCCTGGTGGAGCAGAAGATCCGGAAAGACCTGCTCGCAGAGGCTGTGAGCGAGTC
GGAAGTCATGCTGAGGGAGGGCTTCCAGCTCTTCTTCGACCACCTGCATGAGCACAGCAT
CCCTCTGCTCATCTTCTCCGCTGGGATAGGAGACAT
>CLMC2035Contig1
CCATAATCTTGTGTTCTCCTTCTCCTGGAACGCTGGCATCAGACAAGAAGACAACAACAT
TCTTCCATCCAGGATCATTGCTGAGCCTTTCAGCTACATAGTATCGAAGACAGTGGGCCA
GGTTGTCCATGAACTCTGTTCCTGGAGTGATGCAGTTGCTGTCAAACCTCTCTTTGATTT
CTTCAGGTGGAAGATAACCTCCTCTCTGAATGATCTCTTCTCTCATGCGCTGCTTCTCGT
CTACAAGCTCAACTCCCTCTTTGGAGGCGCGAAACCGCCGAGAGCGTTGCTGGTTCATTT
TGGCACGTGGAGCTACTCCATCGATTGCCATGTATAGGACTCTTCTGGGGCGCACTATAT
TGAACAGGCGATCGATGTACTCAAAGATAGCGACCATCATTTCATCTTCATTTTTGGGAG
CAGGTTTGTCTTCAGGATGTGTGCAAGGATGAATGATCCCATTCATGTCCAAGTACAAGT
TGTCAAATTCCACCTCGTTGGGGTTTGGTTTTGTGGTGTCGACAGGAATACGAACTCCAT
TACACTCTTTCCCCTTCTCTTCAACACAATGCACAATTATAGACGGGTACTTTCGGCTTA
GCCAACGAAAAAATGCTGGGACTCCCATTCTTGAAATTTTCCTTTATCCACAAACGGATA
AAACACCTAATACGTTTAAAAACACTTCACGTATAATGTGGTTTAACAGGAAAACACGAA
AGCTACAGCATGTTAGCCATGACGCACTTCTTCCGGAATCCCCGGCCAT
>CLMC2036Contig1
CCCGGGCCTTATGGCCGGGGGATGTGGAGCCGGAGCAGAACCTGATAGTGGCTGCTCCCC
TCGGGGACCAGGACCTCCTGAGCGGCCGTAACATGGGTCAGGAGGAGCCCACAGCCCCCT
TTGGAGACACACTTCAGATTAGCCTCCAGAACCTTGAGGAGGCAAAAGAACATCACCACC
CAGAAGGCTCAGACTCTTTGCCAAACGTGTCTTCTCTGTATAAAGTGACGTCCCAAGACA
CAGACTTCATTGCAGATCCAGGACCAGCTCCAACTACAAGTCCTGCTCTCCTCCTAGATC
AACTCCCAGCACAAAGCAGTGGACATCCAGACCTGACTCCTCCAGATTCCACAGCAGAAC
CAGAGCTGAAGCACAATGGCCTTTCCGAGCATGCTCCAAAGACCAAAGCAAGTAAATCCA
AACCTCCATCTCTGAAGACCAGGACCTCCCTCAGTGCTCAAACAGACGAGGAACAGGAAC
TTCCTGTTCCCAGGGCTACATATAACTTTGATCCAAGCCAAGTCGATGATGGCTTCAACC
CCTTCATCAGTGGCGGATCCAAAATCCAGAACTCACCCCCACCATGTGGCCCAAGCTCTC
CCCCCAGGCTGGAGCCTCTCGGCAGCGAGCTGCCGGATTGTGAGGACATCTCAATGACGT
CAGCAGAGCCAGAAATGATGGATCCATCCTCA
>CLMC2053Contig1
TAACCCGGGCCTTATGGCCGGGGACCCACAGTCCCGGGCTGGAACCCCCCACTCTCACGA
GGAGAACCAATCCGAGGACGAGAAGTGGGAAGGTGGAGCCAAAAGTGACCAATCGGACGA
CGAGGATGAGAAGCGGCATTATTCTGAAGACGAGAGAGAGAACTCAGATGAAGAGCCAAG
GAACAGGAAATCAGAGTCTCCAAAAGGCAGTGACAGTGAAGACGACTTCCTCAGACAAAA
AACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CLMC2060Contig1
TAACCCGGGCCTTATGGCCGGGGTTTGGATGAACACAGAGCTGAAATCCTGGAGATGGGA
AATGTTGATGGGAAAAGCCGAAAGAGAAACAATGAGGGTAATTTCCCACGGCACACTTGA
CAATCTCCCACGGCACACTAGTGTGCCGCGGCACACTGGTGGAAAAACGCTGTTTTAGAT
TAAAGGAGGGACTTCAGTTTTTAAGTTGTCAAGGCATGTGAGCCAGTAACCATTGAGTGA
AAAAAATTTTTCTCACATTCTTTTAAATCCACTCACTGATGGAATCACCATGAATCAGCA



GATTCTGCAGCGCAGAAAAGCAACTTCAATATGCAATGATTTAATACAAAGTGTTGCAGA
ATTTTAAGGATGGAAAAGCTGTGGAGAACATTTTCATGTGAATCCTCTTCTAAGCTGTTT
GTTCCCTTTTGGGGTCATGAAGGCAGGGGGCATCCTGTACCCAGTCTGTCACAGGGCCCA
TGCACTCTCACATTCACATCTAGGGACAATTAGACCGACCAATCGATCTATGAAGCATGT
TTTGGATGGAAGCTGGAGTCCCCAGAGGAAACCCACACATGCACAGGGACATCATGCAAA
CTCTACTGTTTTCAGATCCTCCAACCAGGACTTGAACTGAGAGCCTTCTTGCTTTGAGGC
AAGAGCGCTAACCACTGCACCACCGTGCAACCCANAAACAATTATGTTTTTGTTGTCATG
TCACTGCTGAACGTAACCAGAATGT
>CLMC2065Contig1
CACACTGCAGCAGCTTACACCAACGACGAAAATGGCGGACAACTGTTCTTCGGTCGAAAT
TGTGGAAGGCTGTCGCCTCCCCGTTCTTCGTAAAAACCAGGAACATGAGGATGAGTGGCC
TTTGGCTGAGATCCTGAGTTTGAAGGAAGTTTCTGGAAGAAAGCTGTTCTATGTTCACTA
CATTGACTTCAACAAGCGCTTGGATGAATGGGTCACAGCAGACAGGCTGGACATGAAGAA
GCTCCAGTTTCCCAAAAAAGAAGCAAAAACACCCACGAAGAATGGACTGTCAGGCTCGCG
TCCTAGCTCACCAGAAAGAGCAGAAAGAGAAGTAGTACCAGTGAGTGAGAAGAAAGATAC
AAACAATGACACAGCTTTGCAGAAGAAACAGAGGAAGACTCTAGATCTCAACCTCCAATC
TGCCACAGCTCCTTCCAGAGGCAAAACCCTCCCCACGCCGAAGAGGAAAGAGGTGGTTCC
CCTGGTGACTCCGGTACCACCCGCCACCCCTGTGCCCGCCCTGCCGAGCTCAACTGAAAC
CTCCCAGGCAGCTGTTTTCCCTGTCGTAAGAGAGCCCCCCCCCTTCAAGGCGCGGGAAGA
CCTTGAGCCGATTCCCA
>CLMC2076Contig1
ATAATCGCACTTGTTCTCCCCAGACGTTACCTGTGTGACACCCTCGCAATGACAAGAGGG
CCCAGCATCTGGGGGCCACGCAAAGGGAGTTTGGATGATACCACAATCGGTATTTTATAG
AGCCTGTCGGCAGTTTTTGGATGCTTTTCGCCACTTTCCTTTGGAGTTACCTGGGGCTGT
GATCCACCGGAGAACAGAGGCGAACTGAGTTATTAATCACCTCCACAGATCCGTGCATGA
AACTGAGATCTGGGCCGCCATGAGTCGGAGAACACGAAGATGGATTTTAAGAGTTTTGCT
TTGTTTGGGGATTGTTTATTTGAAAATTGGAGGCTTCTCGTCGGTGGTGGCCCTAGGTGC
GAGCATAATCTGTAACAGGATCCCGGGTTTGGCCCCCAGACAGCGGATTATCTGCCAGAG
TCGCCCCGATGCCATTATCGTCATCGGAGAGGGAGCCCAAATGGGCATCAACGAGTGTCA
GTTTCAGTTCAAACACGGGCGCTGGAACTGCTCCGCTCTCGGAGAAAGGACCGTCTTCGG
AAAAGAGTTGAAAGTGGGTAGCAAAGAGGCTGCGTTCACCTACGCCATCATAGCAGCAGG
GGTGGCCCATGCCATTACAGCTGCTTGTACGCAGGGGAACCTGAGCGACTGCAGCTGTGA
CAAGGAAAAGCAGGGTTTCTACAAAGGATGGAAGT
>CLMC2077Contig1
AACCCGGGCCTTATGGCCGGGTGGGAGACGGGGAGCGAACGAGCAGAGAGGGCGAGGAAC
CAGCGGATCTGGCCCTTTAAATCACCAATCCAGCGCGTTTAGAGAGACAAGCCAATGAAA
GCCAAGCCGGCGTCCAGCTCTGTCGTTTCAGCCTAGCTTTGCTGTCATCCCTGCATCCCT
CAAACCATCCGACGCATCCGCTGACATTAACAGCAAGAGAGAGTCCTGTCTGCACACCAC
CAGTCAGTTTCCTCCAGTGTTGGACTTTTCTGATGGATCATCATGTCTACCAATAATAAC
ATTGCCCAGGCCAGGAAACTGGTGGAACAGCTGAGGATTGAGGCAGGGATTGAGCGTATT
AAGGTGTCAAAAGCAGCAGCAGACCTGATGAGTTACTGTGACCAGCACGCTCGTAGCGAC
CCACTGCTGGTTGGGGTTCCCACCTCTGAAAACCCTTTCAAGGACAAGAAACCCTGCATC
ATCCTATAACTGCACCCTGCTTCTCCTGCCCCTCCCAACACACACACATATGCACAAACA
GTTAAGGTCTAAATTATCACTCCCACACAAGAATTTTGAAGCATTTCCCCCAAAATTTGA
CTTAGATTTAACATATCAAAGCTTTGTTTTTTTATCTTTAAAATTTGATTTGGACAGTGA
TTTGTTTTTGTTTTTTAGTGCGAAACCTTTTCTTAAAACACTTTTTAAAATTTTTAATCT
AAACCCCAACTCTAGGGACAAAAAGATGGACGGTTGATCTTTGACTTAACTTT
>CLMC2088Contig1
CAGCCGTTCAGCAGAGGAGCAGCTAGAGAGCTCCGTCTGTCCGCCATTAGACAAACCCAT
CGGCAGCGGACGGGATTGCGAACACACGTCTAAATTTTCATTTTTTTTCTTTTTCTCGAT
TCGCCAAGCTTTATGGGGAGGTGGAATACTACTTTGTAGTCGACTGAACGATTATTGCCA
GGGTGTTACAGAAATACTTTGAGGTCGAAGGATAGAGAGCGGAAATCTAGTTAAAAAAAC
AAAGATGGAGACGGTTCCTTTCTCCCAAGGCTTCAAAGACGACAGAATGACAACATGGCG
ATTCCCGAGCTACAGTATGCAGATCTCTGAACACTCCAATGGTGAAAAGTGCTTTTTAAA
AATGAAATATACCGATGTAACACATGATCAGCATTAATTTTTCATCCCATTTTCTCATTA
CTTCTGTTTGAGCCACTCGCGAGCGTCGAGTTTTTTGGTCGCCGCGTGCATGAAGCGCAG
TGCGCCCCGGATCTCCGTGCCTCACACAGGCAGGCAGGCAGGGTGATTCGGCTTTTCACG
TCGTTAGCTAACCCAGCCACCACGGTTGACTGTAACATTTGATCAAAAAAAAAAAAAAAA
AAAAAAAAAAAA
>CLMC208Contig1
TCAACTGCAACAGGTCGACCTTTTATCTCCTTTAGGTTCATCGCCTTCAGTGCCTTTGCT
GCTCCACACACATTTTTAAACAGCACAAATGCAAATCCTCGCATTTTTCCATCGGGTTTC
AGGGGAATCTTGGCCTCCAAAACTGTTCCATATTTTTCAAAAACCTCTTTAAGATCATCC
TCTGAACACTTAAAACTGAGATTCCTGATAATCAGTCGAGATTTCAGCTGTTGTTTTTTG



ATGCCAGGGACTTTCTTTGCACCAGGATTTGGTGCTGGATCTGTCTTTTTAACTGCTTTC
TTTTTGTCATCGATCTTCTTCTTTGCCAAAGAAAGAGAGAGCCTCTTCCCATCGAAGTCT
TTGATTTCTTTCAGGGCTCGTTGTGCATCTTCTTCCATGGAATACTTGACAAAACCGAAC
CCCCGACATTTTTCTGTACCTTTTTCTCGGACCACGAAGCATTGTTTGACCGGACCGATT
TCTGAGAAGATTTCTTCAAGCCGCTCGTTTGTCGCTGATTCTGGTAAAGACCCAACGAAG
ATGGTTTGCGTGTGCATGGCCCTCTCGCCTGCGGTTACCGCGAAACACAAAGTTAGCACT
AAGTAACCGACTGTATTTAAAAACCGTAAATAAGATTTATCGACCAATCACTCAGCTATT
CAGTGAAGGTCTGGGGAGGGGAAAATCGCTTTTAAGGGCACGCGATAACAAACTTAAGTC
GCATGTTTACATGAGGGAGAAACCATCTTGAAATTGACAGGAAGTTTGTCGGTTGATGTT
TCTCCCACAAAGCCAGTGTGCGCCACCTACCGCTCCCCCCGGCCATAATGCCCGGG
>CLMC2090Contig1
TAACCCGGGCCTTATGGCCGGGGAAACAATCGGATTTTCTCGGTGAGGTCTCTGTTAGGG
CAAAGGTGACGTTTTTTAAGGGGTGCAAGTCTCAGCAACAAATGGAGACCAGGATCAGAT
TTGGATCATCTACCAGTCCATGCAGGATGAGCCATGATGAAGATGGGAAAGAGCAGCTGT
TGGAGGCAAAAGAAAACGGTGACCCAGACGAAATCGTGCAGTGTCCTTTTGACAAAAACC
ACCAGATCCGCCACTGCAGGTTTCCATATCACATTCTTAAATGCAGGAAGAATCACCCGA
AGTTGGCCGAGGAGCTGAAAGCATGTCCTTTTAATGCTCGCCACCTGATTCCCAAACAAG
AGCTGGCTCACCATGTTGAGATCTGTGAGAATCGTGCAGACCCTACAAAATCTGAAGGCA
AAGATAAAAACTGTGCATGGTATGTTCCTGTTGTTGCACGGGAAAATTCATGCAAGACTG
AGGACTGGGACATGGAAGCAGAAGACCATGCTGTTCCATTTGTGTGGGGCGCTAACCCCC
AGCTGAATGAACAGCCCATCAACAATCTTCCTCCACGTTTTGAAGCACCCAATGGCCTCC
CCTGGGCATCTTTTAGACAGTAATGGTTATTAATGCAGACCTTTTTATAACCATGCATTC
TTTAACCTCGGTTATAAAAAGTTTTAATTAAAATACATTTTAAGTTTGGGTTCAGCATTC
TATTGAACTTTTTCTTTTACTGTTGTTGGTCAATTTTTCAAAGCATCTTTTATACTAGAT
GTGACCTGAATGCAGACGAGCCTTTATTATTGGCTTTTATATCTCT
>CLMC2091Contig1
TATGGCCGGGGAGAGAAGGAGAGGGAGCCACAGGGTGAGGAAGACGAAGACGGACGAAGA
CAGAGAGAGAGAGGTTTTCCTGGGATTTCTACTGGACATCAGCCAAGATGTTTAAGAAAA
AGGACACCAAGACCCCGTCTTTAAAGATGAACTCGTCTCAGACCACCTTGGCCCAGCTGA
TCGCCAAGATGCAAAAAGACGCCGACTTGCTGGAAAGAGACGTCCTCCGGGCTGAAGGGC
TGATGGCTGTGGATGCTGAAAATGACAAAAAAGAGCGGCCGTTGCAGCATCAGCAAGAGG
TCTCCAGTAAACTTGGTGAGGCTGAGGATCTGCTGAAGGAACTTTTCTTGGATGTGGTCT
TAGCCAAGAGGAGCAATTTTTCACAAGCTAAAAAGATCGAAAATGATATCATCCACCTCC
ATGAGCGCTGGCTGAAGGACTGCACCTTCTACCGAGACGTCTATGACCAGATCGACGATG
TGTCGATGCTGCCCATCATTGACTGGGGACCCGTGTTCAGTGAAAAGGACAAACAAGTCA
ACACGGAGGAGTACGGCCCCACCATGGCGGACGTACAGAAGCAGATCGCCTCCCACAACA
TCTTGCACAAAGAGATCGAAGCCTACGGCTCACAGCTGTGCCTGAGCTCCGCCGGCAGTA
AGGATAAACTGACAACCCTGAAGAGGCAGTACAATAACCTGCTGGATAACTCCAAGTGGC
GGCACCACTACCTGAAGAGCCTGTATGAATACATGCAGGGCTGCGACAAGGAGCTGTCCT
TTCTG
>CLMC2095Contig1
CCGTCAGCACGCACCTTTTTGTGAGGGCAGTGAGCAGGATGGTGTAGAAGCAGATGCACG
TGAAGCTGACAGCAGCACCAAGGTAGTGAAGCAGGGGCAGGTAATCCAGATCACAATTCC
CCGCTGCGAAGGACCCCACCGATGAAATGACTCCAAAAACCAGAGCAGTTTTGCTCAACA
GGGAGTAACACGCATGTTTCTCCATCAGATGGGCATGGTGGAATATACAGAAAAGCAGAA
ACAGGAAGGATCCAGCGTTGATGGTGGCAGTAAAAAGTGAGTTTTCTGGAGCGCTCATTC
CACTTGCACTGATGGTGGGAGCGTAGCAGCATGCATTGGAGTTATTGCCTGTGCAGTAGT
AGTTGCCACTCCAGTCACTGAGGGAACACACGTGATTGCTTGAGTAGGCCAGGCTGTAGA
CACTCCATGTGCCAATAAAGGAAACCAGGGATAGAGTAATGGGGAAGAAAATCCAAAGCA
TTATTCCTCAGAGGTGGCGAAGAAAAGTCAAATGTAAAAATGAGTTTCTTTAGGTCCACA
GATTTCCTTCTAGACTTCTAAATGTCTTTTACAGCTTAAGCAAATTGCTATACCAGTTTT
TGAGTAAAAAATAAACGAAATGTCCGTCGTTTTTTCCCTCTCAAATATAGTTCCCCTGAA
ATAGTTACACAACTGGACGTCCTCTACCATCCAGAATAAAAGCCTGTCCCGGCCATAATG
CCCGGG
>CLMC2096Contig1
TATGGCCGGGGAAGCACGGGGGGCAGTCAGCCATTTTGGAGAAGCTGAAGCCCCTGCTGG
CTGGAGGATCTTTTAAAAGATCTGCATTGTCTTCATCGTCCTCCCACAGATGAAGCTGCC
CATCCTGCACTTTGGCAGCTCTGCAGCTGTTGGGCCAGATTGCCCAACCCACCAGTCAGC
AGAGCTGCATGCATGCATAGATGTAATCCCATATATCGTGGACGCCACAACACCAGCGGT
GGTGTCCGTATTTGGTTTCTGGAGATCTCTATTCTTCAGGAGGGAGGCTTGGCTGACACG
GACTGGGTTCATAGTCACGGATGACGGTGATATAATCACCAATGCCCACGTTGTCTGGGA
GAGCTGCAGAGTGCAGGTGGAGCTGAGAAGTGGAGATAGATTTGATGCCACCATCAAACC
TATGGATGAGGCCGATATCGCCCTAATCCACATTAATTCATCGGGAGGATTCTCGGGGGA
GCCGCTGATAAATCTGGGAAATGGATTCGTTTCCACTGCTCTCATAGATTGTCAACCCCC



ACCCCAGTCAGCCCTTGATCTGCTGGAACAGGGATGTTACAGACATTGTGGATGGCATAA
TGCCAGCAGTGGTGTTTATTCCCCTGCCCATCCTGCAACTCTGCAGCTCCACAGCTGTGC
GGCCAGACCATCATCGCTGTTTGCAATCCTCCAGCATTCAAATACAGTGTTACACTAGGC
ATTGTAAGCCACAGAAGGCCGCATGGNGACTACGATATCATCGGCTTCAGCGCCTTCACT
ACTGAAGAATTCTCGGGGGGACCGCTGATAAATCTGAAACTCCTCTGATCTGGACTCTGG
AGAATTCTCCTCCAGCAGCTGCACCTCCACCCTGACCTGCCGCTCTTCTTCTTCCCGTCC
CTCTGCTCCGTATGGTGGAGCCATTCATTTGAAATCGGTTCATTTTAAATCGGTTCATTT
TAATTCTGTTTAAATCTTTCCCTGATCACATTTTT
>CLMC2097Contig1
CATTAATACTTAACACTTCCTTCATAATGTTCTAGATGATATTTAGACATATCTTATCAG
AAACAGGGTTTGTTTTCCATCCTTCTAAAAATACAACAGTAATAGAAAAGTAATAAATAG
GCGATGAGAAACTTTAAAGCTAAGTGTTTTTTCGTTATAGACCAGGAGAATAAAGGATGA
CTTGACGGTGCGTCTGACGGCAGCTCAGTTTGTTGCTCAGGAAACAAGGAAGTCCACTGT
TCAGTTATGTCCACATGTTGAGGCACATTCCACACCAGGCCACAACACTGGAGATCTGAA
GCGCCCTGCCGCACTCCGGGCTCATCATGCAGTCCCTGACCTTCAAGCAGCATTTTGGAC
AACCTTTCTTTTTGTCCTTCTCCTTCTCCTCCTGTTTCTTAGGCTTGGTATCTTCATGCT
TCTGTGGCTGTGTCTGCTGCACATTGTGGGGCTTCTCATCCCAGTCGTCACTCGCACCTT
TCCCCATGTCTGTGTCTTATGGTCTTTTGGCTTTCAGAATCCTTTAAGTCTGTCTAAACC
GTATCCCTTTTTTTAAAACAGGGGAAAACAGAAAAATTTCAGCCACACAAACAGAGAAAC
TGAGAACGGAATGAAGGTGTTTTGTTTCCCGCAGCTCCCATCCC
>CLMC2110Contig1
GTTAGCTCTAGCGTCTCAGTCAAAAGTATCCCCGTAAATTTCGCGTTAGCCAATTTTAAG
TTGATTAAACTGACGAAAGACGTCAGAAAACGAAAACGTATTTACACAGTCGAAATATAA
CTTCAAATGTCCGATAAAAGATGTTACAGCAACGTGGTTGTGAGAGTGAGAGGAACTCCA
GTCTGGACCGAGCGGAATTAGATCCTCAACGAATGAAAGGGGAACTCACTGTACAGCAAT
CAGGAGGGAGAGCAGCTGCTCACCGGTACAGTTTTAGTCTTAATGTGAAGAAACTCTGAA
AACCTGTGGAAATATCATGTCTGTGTTCAAAGAAGAGTCGGATGAGGACTGCAGTCTGCA
GAACACCATCAGGATTCCTGGGACACAAAGAAAAGAACAAATGGAAGCTCTTTAACGAGA
TGAACACCAATCTGGACCCAGCAGAACCAGAACCTCAACAGATGAAAGAGGAACCAGAAG
AGCTGTGCTGTAATGAGGCGGGAGAACAGGAGGAGTTCAAATCTGAGTTGTTTGATCATG
AGCATCACCTGAATCCCATTAGAAAGGTGCAAACAACAGGTGTTCAACACCAACATGTCT
GTGAGGATGACGAGGAATGGCAGCTATATAAGCAGGAGCGACATTCCAGTCTGGACCAAG
CAGAACCAG
>CLMC2111Contig1
CCCGGGCATTATGGCCGGGGACCGCCGCCTCATTTAACAACCAATGTTGGACATCGACCG
CCGGACAACCGCTCAGCTGCCAAAACCTCACGACAAATTTCAGTCTGCTGTCCGTGGTGG
GTTCCGTCTGTCTGCGTTACATAAAGAAAAATGAGGAGAGTGTGGTTGTGCTGACAGCCT
GCTCACAAGTGTGATGGAGGAAATCGAGGAGATCTCGCCTCTTCGTGTCGCTTCCACCGT
GCAGGCGCTCAGCTCCGCGCTGCGGGGGAACCGAGAAAATGCTCCCGCTGCAAACCGGAG
CAAGGGAGACAGAGTGTTCCCGGATCCGGAGAAGCTCTGGTTCAAGGAGAGCAGCGCCAA
AAACCTGCGGAACCGGGACTTCTTGTCGCCCGCCACTGTGCTCAACACGCTGTACGCGGA
CGGACAGGTTCCTCCTGCAGTGATGTCCAGAGTCCTGTCTCTCCGTGGAAGTGGGGTGCT
CCCTGTTGCTGGTGCTGAGGTGATGGGCGAAGGCTTGAGGCTGCGGGTGGACCGGGCTGC
TGCCTTTAAGGCCGTCCTTGCAGGTCAAACGGCGGATTATCTGAAGCCTTCAAGTCAAAA
GGAAGGCTGCGTTTTGATCAACTGTCCTGCACTTCACCCCAAAATCTACACACCCACTCC
TGAAACGCTGACTCTGGGCCAGTTGAGAACTGTTCTACTGGCTGACCATATGGGGGCGCT
GTTGAGAAGCCAGAGATTTTCAGTGCTTTATTGCCCCAAGCTTCCCAAAGACGGCAACAT
CGTCGCCTTCCTTCGAGCGCTCGGAATTGATTGGCCAACAGCTGCGGCAGATTTGACCTA
TGAGGAGCAGGAGGAGCAGATCCTCAAAGCTCTGGAGAGCTCAATATATCCGAGAAGAGG
GAGCAGATCGAGGCAGAAAGACCTGCAGAGGAGGAGGAGGAGACGGAGGGAAGAAAGTAG
AGGAGGAAGAGGAAAATGAGGGAGCGCTTCGAATCAACTTGAAACGTGTTTTCCAAGAGG
AGGG
>CLMC2113Contig1
GCCGTTTAACCCGGGCCTTATGGCCGGGGGCCATGGTGAGTTCGCCATGAGAGCAGCAGT
ACTTTAGACTTATTTTTTTGTGATACTTAACAATTTATGAGAAGCTTTTAGTAACTATAT
ATTTCTCCTTCGTGTTTATGTGCCCGTCTTTGTTTTTGTGTAAAGCAAATGTTGCCTGAA
TACATCATTTAAGCTACAATACTGCGTTAGCCGCACGACAACGTGGTTTGTGAGGAGCGG
AGGCCGAGAGCCGCCGCTGGAACTAACCAGCCAGTTTCAAAAGAATCTAGCGATGCTCAC
GTTTCTCTAATATCAATTAAAATTTGCGTTTCATTTTAAAATGCAGGGAAATCCGGAAAC
CGGTGGCTGGTTTCTACCGCCTCAAATGTCATTTTCAAACTTACAATCTAAGAAAAGAAA
CCACGAAGTTTGATTTTTCATAAAAAGTGTGCGCGATTTAGCAATGTGATTGGTTTTAGT
AAATGTTTCATTTAAGACTAGTTAAAAGATATACAATGTAAAAGACAAGTAAGTTGAGTT
ACAACAGTTATTTATTATTGCTTATTAACTTATAACTTAATTAACAATACTAGCAAATTG
CATTGTTAAAAGTCAATTATTTCTTATTTTCTTCCAATTTGTCCAAAGTGTTGTCATTTT



AGAAAAGACAAATCTGCTTGTTTTATTTTGAAATGGAATCGTTTGTGGTACCCTGCTGCT
TCCTGTTCAGGTGTTCACTCGCTTCGTTG
>CLMC2116Contig1
TGCCACAACTGGATGGGACCAGAACCTGGATACGCTGACATTCCTGTCATCTGACCCTCC
CGGTCAGGTCTCTGAGGGGGTGTGCCTTTCCGTTTGGCCACACGGGGGCAGTGTTGCTCC
GACGCTGGAGGGTTGGCAGGGCAGGAGACAGGAGGAGGCGGTGGAGCAGGACCCCATGGA
GACTGATACTCAAACCAGAAGGAAGATGACTGCCTCTGTGAGTCTGAGTCAAAGTAGCTC
TGATCTGCATCACATTGCAGCACATTAGATGGCTGTCCTGTGAGGAAAGGGCTGTGGCTG
GCCTCCACAGCTGGACTGAACTGTCCGTCCTGCGATACTAGGCTCTGGTAAGAGGGCGGA
GCCTCCTGGTATCCCGCCTGTGACTGGTCTGCTTGGGGATATGACGCCCACCAGCTTAAC
TCCTTGTAAGAGTCCAGGTTGAATAGAGCGGCATCACTGCTGCTTCCATACGATGTGAAG
TCGAAGCCGGCCGGGACCTCCTGCGTCCTGAAGTCCTCAGTGCAGAATCCGTTACGGCAA
ATCTCCATCTTTGATGTCTGAACTTTTTCGGTCCGCTTGGTGTCCGAGAACCGTCCGAGA
ACACGCGGCTCCTGCGCGGCCGCACCACAGCGCTCCCCCCGGCCATAAGGCCCGGGTT
>CLMC2118Contig1
AAACATCATTGCATGCAAATTGTACAAAAGGCCTTTCAACAAAAAAAAAGTAAACTAATG
AAAGATTACTTTTTTTTCTGATTTCTTTTTGATTTGGTGGTTGGCACAGCAGCTCGACCT
GCTGCCATATGTTGTGCCTTGGTCTCTTGCAGATGCTTTTTCACTTCCAGAATTTCAGTT
ACAAGGCTTTTTGCCTTATTTGAGGCAGTTTCACTCCTTTGTTGTAAAATACTTATCTGG
TTCCTTTCTGCATCAGGTTGTCCATTCAGTAGCTCTGTCAGCTGCATTTCTTCCTGCAGA
ATTCGGCCCAGTTGCTGCAGTGCATCGACCTCTTTGCTTTTTTCCATCATCAGTTCTACT
CTCTGTGCAGTTTCCTTCCTTCTTTCAATTATCTCTTTCTCAATTTGCCCCCGATTATTT
TGAACTTCTTGCAGTTTTCGACTGCTCTCTTGGATAGCTTGCTGCAGCTCTGAAATCTGC
ACCGTAGGAGCTTCATGTATAAAAGGAACATTTTGGACAGGAAATTTGGTCATGTTGCAG
GCGTTTTGACAGATTTAATCCGAAACCGTGTGGTAGCAGGCGCTAGCTGTATAGAATCCC
CCCGGCCATAATGCCCGGG
>CLMC211Contig1
ATTATGGCCGGGGAAGAGAAAGCTCCAGCCCTCACTTTTTGGACTGTCTGGACTTGAGGG
GAACCTTTCAGAATGGCTGCATTCTTCACAGTTGTTTTCATGGCGTCCGTTTTGCCACTA
CTGGCCTTTGACATCAGCCAGTCCACGCGCTGCGTTGCCATCCCCAACCAGATGAAGGTC
TGCCGGGGCGTTGGGTACTCGGAGATGAGGCTGCCAAACTTTTTGGGCCACAGTAACTTG
GAAGGTGAGGTGGTGCCACATTCGGAGGATTGGAGGCCGCTGTTGCAGACGGGCTGCCAC
CCTCAAGCTCAGGCCTTTCTCTGCTCCATCATCGCCCCTGTCTGTCTTGACGCTTTTATC
CAGCCCTGCCGTAGCCTGTGTGTGGCAGTGAGAGACAGCTGTGCCCCAGTGCTCGCTTGT
CAGGGACATCTGTGGCCTGAGGCTCTTGACTGTGACCGCTTCCCTGATGAGGAAGACATG
TGTCTAACTCCCTATGCAAAACTCAACCACTATTCTAAAGATGTGCCTAAACCTGCCTGC
CAGAACTGTCCATCTGTAGAAGATGCTCCTGCAGTGAAAACAGTCTTAGGCGCATTTTGT
CGCCACGACTTTGCTGTGACTGCCAGAATTCATCGTTCTCGGCATCCTGGGGACGAGTCT
GAATTTCAAATCGAGGGCCGAGTGGAGTTCATCCGTCAGGGGCCTCTGTTGCCCTACGAC
ACCCAGCATTTACTGCAGCAGTGGCTCCTGATTAATGTC
>CLMC2122Contig1
GCCGCGACCATAGAGGAAGCGATCCGCGGAGAAATATAGAAAATAAAGCTAAAATTCGCC
GATTTCAGACCATTTTTTCATCCGGAAAGCGATTTGTCCGTAAAGATCAGGTCTTTATTT
CCCGGAAAGTACGTTCGGTTTGCTCAAAAACCCGGATTTCCGGGAATTCCCGGAAGACTT
TCATCACTGTAAAGAGTTAAGGGGCTGCTGGAGCCTATCCCAGCCACTTATGGGCGAAGG
CAGGGGACACCCTGGACAGGTCGCCAATCTGTTGCAAGGTCACACGTATCACAAACCCAT
TCACAACTATGGACAATTTGGAGTGACCAATTAACCAATGAAGCATGTTTTTGGACGGTG
GGAGGAAGCAGGAGTCCCCGGAGAGAACCCACGCATGCACGGAGAGAACATGCAAACTCC
ACACAGAAAGGTTGTTCTGGTTCAGGTCCCCCAGCCGGGACTTGAACCAGGGGCCTTCTT
GCTGTGAGGCAAGAGCGCCCTCATTGACATTAATTGAAAACCACCAGTATTATCCTTTTA
GTGATTGGAGAAAAGTACGTGCTCA
>CLMC2126Contig1
CTCTCATCCGTCAAGTAACGGCTCGCTCTCCGCCTCCGAGATGTACTGATTTTTTGAGTC
TGCGCAGAGGGAAACGCTACTTCGGATCTATGCGACCATGACTGAGACTCCGAGCCCCTT
TCGATTGGCGTGACCGTGCGTAAACGCGTGGAACGGGGAAGTTGGAGGAGGTCGCTTCGA
CTCCCCGAAGGTGAGTGTGCCGCAAGACGCTCCAGTATATTCTGATGGAGGAAACCACCC
TGTGTCAGATGGCTGTGTCCGATCGAGCTCCTCCACTCCAACTCTTCGCCGAAAGCGCTT
CAAGATGCGTCGGATGAGGAACGTGCCTAGTGAAAGGGAGCTTGAACGAGCACGGATTGC
TAACACTCACCTGACGGCCAGATCTCGCTCCAGCTCCAAGGAGTACCTTCAGCTACCATC
CATTGAAATCACGCCATCCAGCGATGAAGACGCAGCATCTTCCTGGTCAAGCTGCTCCAC
GCCGAGCGC
>CLMC2133Contig1
TATGGCCGGGGGTTCCTACCAATCGTTAAGGATGCCCTGACGCCGTCTCTTATCTTTTTT
ATTTTTTAAAGTAATAAACATGGTGGGAATTTCAAGGAATTTTCATTTAACGTTTGTACT



ATTATTTATTATACTCAGTGCTGTTGTGTTCAAGTTTTCGTCGGTAAAAGCAGAAGACAA
TCAGGAATCACCGGAGCTCATTTTTCCAGATGGAGTGTCGGACTCAGAGAACAGTCCCAA
GTTTGTGGAGTCGGATGACCTGAAGTCTGTCCTGAAGAGGCAGTTCAAGACGGCTGAGAT
TGCGGATGCTGTGCTGGGCACTGGTACACCGATTGATCCATCTGATATTGAATCGTTATA
TCCCAAGAATGTAAAAGACTTCCAGACTGCCTTCTCCCCTCCCTGTGATGAGGGGAGGGA
TCAGTGCGGTTCCCCGGACCTGACGACTGGTTCACTGTCTCTGGAGGAGGAAGAGGAGCC
ATTGTCGCAGCAGGTCACTCTTGAAATGGTTCATTCAGATATTACACCAGTCGAGGAGCA
CAACACCACAGAGGCTGCCAAGACGTACAAAGTGAACTGTGATAAGAGGAACATGACAGG
ACTGCAGACTTTCACAGTGCAGGTCCTCAACGCATCACAGGACCTGATGGAGTTCCTTAA
TGCTAACAGCACAGAGTGCTCTGTGGTGCTGTTCTACACAGCCTGGTGCCAGTTCTCTGC
CAACTTGGCTCCT
>CLMC2136Contig1
TTTTTTTTTTTTTTGCTTGAAATATAGAGATATTTATTTCCATAATTCTTCATACAAACA
TCTTTTTGTAAAAACTGCTGGGACATTTAACGGTGCGCAGACATGGCTTTGAGCGGAGGT
CAAACTGTGGCATGACAAAAGATAAAGCATCGTGATAATCCAATAGAAGCTACAGGTTGT
GTCTGCTCCACTCTGGGCTTAGTCTCCAATACCTGAGTCTCAGTGGGGCACAGAAAATGA
AAGGAAGGGTTCCTCTCCATTTGTGCAAAGGTTCATTTGGGATAGAAAAATATTTAGGAA
CAATTGAATTATTCTGTAATGCAGGCTGATGCAAATCTATCAATCACAGCTGAGTTGTGG
GGTTGAAAATGCTATAGGTAGATGAAAAGTTTGCTTTTATCCAAACCTTTCGGAGCATCA
GAGTGCAACTATCATCTGAACATACTGTTTCTCCAAATAGAGATTTTTCTCTCTTTTCTA
TGGATAAACAGTCACAAACTGTAGGGCATGCGCATTGGTTGGCAGTGTCACAGCCAAAGC
TCTTAACTGGCTTATATGAAGAGAACAGCGCTTCCTCATCAGTGCGCACGATTCCATAAA
GTCTCTCCTTAAATATCCGAAATATTCTTTCCAGGTGACTGGCATCTTTTTAGTCAGTTG
ACAAAATAATCTCCTTTGATTTCATGTGTGGTGTTTAAATGATTAGCCAGCTCTTGCGTC
ACAGCAACTTTCCCAACCTGGTCGTTCCTCCTCTTTTCCATGATCACGTCCTCCAAGCTT
TGGAACTCCAGGACGGGCTCTTCTTTTCAGAGAACCCCGGCCATA
>CLMC2138Contig1
GGGGGCCAGCTCTCCGGTCTGGAAAATAAAAAACTCAAAATAACACAAAAGAAAAAAAAT
AAAACAAAAAAAGGGATAAGATACAGGTACAGACAAGAAAAAAGGACGAACAATAAAAAA
TCAAAAAATAAATACGCGAACGGATAAGGTATGAAGAACGAAAAATCTTATAAGAAACAA
AAAGAAAAGTGAAAAATAACAATAATTAAAAAAGACAGAGCACGAGACAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAA
>CLMC2152Contig1
ACCCGGGCATTATGGCCGGGGAACAACCCAAAGCATGACAATATCTACAATACCAAGCAT
GGCACAAACAACCCAAAGCTTGACAATATCTGCTATCCCAAGCGTGGCACAAACAACCCA
AAGCGTGACAATGTCTGCAACTCGATACGTGGAACCAGGTACAACCCAAAGCCTGGTTGC
GGGTACAAGCCAGACCGTTACAATGGCTGCAACCCAGAGCATGGCAGGAGGTCTAACCCA
GAGCACGACAAACAATTCAACGCAGACTGTGGCAGCAGGTCCAACCCACAACACCCTGGG
AGGGAACAACTCAACATATCAGCCCACCACAACAACAGCTCCCCCTGTGTCACCAAACGT
CACTGTGGAAACTCTTCCAGGGAATGTTTCCAGAAATGAGTGTGGAAAGACACAACTGTG
TGCAGCAGAGCCCCCAGAATGTGACCCATCCAAAGACAAATCCTGCTTTTTTCTTGGTGC
CCAGCAGAAGAACGGTCAAAACTTTAACTTTGCACTCTCAGGACAGACTGATGGTTATAT
TGCAGCAACTGTGTCAAATAATGCCAATGGGAAGGCAGTTACCTATATCTGTGCCAACGA
AAACAAGGAAGTACGATTTCTTACCGCCATCTTGGAAAATGACGTGCTAATATTTAGAAA
TCTCAGCGTAAACTCTGTGAAGGGCAAGGTCAACGGCAGAACAATCCAGTGCACATTCTT
GGCTACAGTACCAGACCCTCTTGTTTCTGGAACTTCTAGAGCACGCAGAGCTACAGGCAT
CGCCCTTTCCGTCTCAACCGGATCATACAACGCTACTTCCAGTAGT
>CLMC2153Contig1
AACCCGGGCATTATGGCCGGGGGAACTAATGTTGTTTTTCTGCTCTTTTTTGTGCGTTTG
AAGCGCTGCTTTCCTTTTGCTTACAGCAGTTCACCATGATTTCCACTGGAGATGTGCAGA
GTGGTCTTCGTAAACTGGAAAGCCTTTTACGAGTGATCAAATACCCAGAGGATGTCGATT
ATAACAAGCTTTCCAAAGGAGATCCTTCAGCTTTTTTGCCAATCGCGAGCTTCACCCTCA
CCACCTTCTCTCCACCTTTTGCTGAGCTGCTCATGACAGCTGGATTTGAACTGATTGGGA
AAACAGACCTCCGTTTCACAGATACTCTTTACAAGTTGCTCCGGGATGTTTTCCACTACA
AGCCCGTACTCTCCAAACAGCAGTTCTTCCAGTTGGGTTTTTCTCAAAGGAAAATTTCTT
TCATTTGTGACATCATTAACTTGGTGCTGCAAAAACACGGCCAATTAAAAAAGCCCAAAG
TCAGACGCCCTGTCTCACACAGTGATGTTGGAGTGGAAGGTCATACAGTAAACCCTGATC
CTCCCAGTATCTTCAGGGAG
>CLMC2155Contig1
GGGAGTTTGGATCCCCAACAATCGGCTGAAGCATGAAATCTTTGTCCTCCGACGAGATGA
ACAAACTCACTTTGGCGAGACGGATGTCCAAACCGCTGATGGAGAGGCGCAGACGGGAGC
GCATCAACCACAGTTTGGAGACTTTGCGGCTTTTGATGGTGAAACACACCCAGAATGAGA
AGCTTAAAAATCCGAAGGTGGAGAAAGCAGAGATTCTCGAGAGTGTGGTAGAATTCCTGA
GGGCGGACTTGGAGAAGGGAAAGCAGGCCGGCAGGACCCTGTCCGGAGATCCGGAGCACC



ACTACCGTGATGGAATGAGGTCCTGCCTGCTGAAGGTCAGCCACTTCATATCCAGTAAGA
GTCAGGAATTGGGAGAGAGCGTGGCAGGTCCAGTCCAGGCTGGCTTTACGCGCCCGGAGC
AGAATCCTGCCACTTTTGGGCGCATCCACACAAGCGTGATGCCCATACTTCCTGGTGACA
CGGCCTCTGCAGCCCCCCAGCAGGAGCTGACGCAGGGCGCAGGACTCCCACGTGACACCG
GGAAGCTTCTTTTCTCCGCTGAGGTTTCCGCACACATAACGGATCCGGTGTGGAGGCCTT
GGCCGCAGTGACTCTAACATATGGATGATTTTAAAGTAAATGTGTGTTTTCCCTTAGAGT
CTTAAATTTTGCACAGACAAAAAGCTTTTTATGAAGCCCAATGAGAAAAAAAAGCATCTC
GATTTTACGCATGGAGCTAAAGTTGAATTTTTTTGCTACTGCTTTAGATTTTGTTATGAA
TTCCACGCGAAAAATGTGTTTTTATTCCATATGCTC
>CLMC2157Contig1
GGGGGAGGAATTCCGGGTAGAGCAACTCTCGGTTGCCCGGCGACCAGCGACCCGTCGCAG
CTAACCAGCTGTTAGCAGCTTCTGCTTGGACACAGCTGCCAGGGCAGCTCGAGAACAGGG
CAGACTCTTCCGGGGATGAAGACAAGTGCTTCACCCTGATGCTCAGAGTTGGACCGCTGG
GAGCTTTGTTTCCACAGGAAGTCCTCGAATGAACTAAAGACGAATTCTTTTTTTGTGCAG
AAGTGACAGCATGGAGCTCCCGTACTTGGACGAACTGTCTCACGGACTGGCAAACTTGTC
CATGTTTCCGTACTTTGACATGGCGCACTACATCGTGTCCGTTATGGCGCTGCGGGAGCA
GCCAGGAGCTCTGGAGGTTTCCAGAGCCAGCCCCTTGGCCTGCTGGTTCAGCTCTATGCT
CTACTGCTTTGGGGGGGCAGTGCTGTCGGGGATCATGCTGGCCGAACCCCCTGTGGCGCC
TCTGTCCAACGGCACTGGGGTTCTCCTTGCCTCGATTGTCTGGTACCTGATCTTTTACTG
CCCCAAGGACGTGGTTTACAGCAGTGCAGCCTTGCTGCCCCTCAGGCTGGTGCTGTCAGG
AATGAAGGAGGTGACGAGGACATGGAAGGTCCTTGGAGGAGT
>CLMC2158Contig1
TAAAATGTCCGTGAAGACGCATGCAGTAGAGTTCATACCATTCTGTTTATCCGCTGGTTT
TTACTTTTCCATTTTTTATTTATTAATGTATTTATGTACAACGTAAAGCGAATTTACTAA
TGTAATACTTAAGGTCAACGTCAGTCTGGATCTATGTGCGACGTGTTAGCATACTCGCTG
CTTTGCTAGGCTAGCTAGCTAGCTGTAGCTTACTTCTCCCTACAGCTGGAAGGAAACATG
TCGGTTTGTATGGTTGCACGCTTGTGTCAGACCTCCTCGATACTTTCACTGTTGAAAATG
TGCATGAGAAAAAGTCATAGGTATAACTCGAGCTACACGATGTCCAGACATCGCTGGATT
CAAATTATGTCCGGGTTTCCCAGCATCACCTTCAGGAGGAGGACGAGCACACAAGCTGAC
AAGGACACGGTCGACCTTTCCAAGTTCCCGGCGGACAGAATCAGGAATTTCTGCATCGTT
GCTCACATCGATCACGGGAAAAGCACGCTAGCTGACAGGCTGCTGGAAATGACAGGCGCC
ATAGCAAAGACCGGGAAGAACAAGCAGGTTCTGGACAAGCTTCAGGTTGAGCGGGAGAGA
GGCATTACCGTGAAAGCTCAGACGGCCTCTCTGTTTTATGACTACGGGGGGGAGCAGTAT
CTCCTGAACCTCATCGACACGCCAGGTCATGTTGACTTCAGTTATGAAGTGTCCCGCTCG
CTATCTGCATGTCAAGGGGTCCTGTTGATTGTCGATGCCAATCAGGGCATCCAGGCTCAA
ACTGTGGCCAATTTCTACTTGGCGTTCGAAGCCCAGCTATCAATCATACCCGTAATTAAC
AAGATTGATTTGAAAAATGCTGATCCCAGTCGTGTGGAGTCTCAGATTGAAAAGGTGTTC
GATATTCCGTCGGAGGAGTGCATCCGGATTTCCGCTAAGTTGGGAACAAATGTTGAAAAA
GTTCTCCAAGC
>CLMC2160Contig1
TATGGCCGGGGACAGAAGAAGACGCGGAGCTTCAGGATGCAACGAGACAAAACAAGCAAC
GCCAGTGCGGCTGAAAAGCCCGACCGGGAGGCCGCCATAATGTCTAAATACTACGACGGA
GTGGAATTCCCTTTCTGCGACGAGTTCTCCAAGTACGAAAAGATGGCGAAGATCGGACAA
GGAACCTTCGGGTGAGCCTTCTGGAGGTTTTCAAAGCCAAACACAGAACGACGGGGAAGA
AGGTCGCTCTGAAGAAAGTGCTGATGGAAAATGAGAAAGAAGGGGTGAGAGATCTGAGAG
GGGCTGGTGTGAGGAAGGAGATGATGATGATGATGAGCGTGTGCTAAAGAAAAGTGACGT
GAGACACCTGTTGGGATGACGTTACATAGTTGTTGGTTTTTACTTGTTTCACTTCACAGA
CGAGCTCTGTTTACTGATAAAAGATAGTGAATAAAGAGCAGTCTGTCCCTAAAACAGTGT
TTATTGTATTTAAATAAGAGTTGTATCTAAACCAAATGACTGACTGGATGGAGAACAGAA
ACGTCTGTCTTCTAACATGGTTGGAGAACAATAAATCCTTCCTGAAGGTACCAGGTTAAA
AA
>CLMC2167Contig1
GGACAGAAAAAGTCAGGAAAACACGGTCCGCGCGCGCGTGACGCCTGTCCAACGCGTGTG
ATCAGCGCGGCTTCGCGGAGCTTTTAGCGGGATAGCAGTTCGCCGGAGTACCTGGGAAGT
TGGTAGCACCGCCGCTGAGGCGCAGTGGGAGCTTTTGCTGCGATGTGGAGCCAGTGAGTG
GATGTACAGGATCGCTTACCACCCGGATTTTTTTGAAATCAAATCGGCCTGGTTTGTACT
CCCGAGTTCCCCTGGAAGATTGGATTAATAAAAGACACACACAGTTGGAGAATGCCTGCG
AAGACCAAATACAACCTGGTGGATGATGGACACGACCTGAGGATCCCGCTGCACAACGAG
GAAGCGTTCCAGCATGGAATCAACTTCGAGGCAAAGTACATCGGCAGTCTGGATGTGACG
CGGCCGAGCAGCCGGGTGGAGATCGTGGCTGCGATGAGACGAATCCGGTACGAATTCAAG
GTGAAAAACATCAAAAAGAAGAAAGTCAACATTGTCGTGTCAGTCGATGGCGTCAAGGTG
ACTTTGAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CLMC2169Contig1
TATGGCCGGGGGAAGAAACCCGGAATCGCTTCCGGTTTGGATGTTTTGAATAGTAGCATG



TTGCTAGCTGCTGTTAGCTGATTGAAAGGAAAAAACATGGGGAAAGAAGTTTATAGATGC
ATCGAATGTAGCGATAAAGCCTCGGAACTTTACAGGGATTACAATAACGGAATTCTGAAG
ATAACTATTTGTGAGTCCTGCCAAAGGCCTGTTGATAAGTACATTGAATATGACCCAGTT
ATCATCCTCATTGATGCCATTTTGTGCAAGACTCAGGCTTTCAGGCACATTTTATTCAAC
ACAAGCCTGAATATTCACTGGAAGCTGTGTGCCTTCTGCCTGCTGTGCGAGGCCTACCTC
AGGTGGTCGGCGCTCCACGGCTCCGAGCAAAGCGGCGACCCCGCCGACATCATCAGATAC
ACCAAGGAATGGGAGTTTTACGTCATGTTTGGATTGGCTGCCCTCGAACTGGCGGCCTTC
TGCGGCGGCGCTCTGCTCTTCCTTTGGCTGTGGGTGGGTGCGCTGCAGGGGGGCTCCGTA
CAGCTCGGACCGCTCCTCAGAGCCTTGCTGCTGTCTTGCTACGGCAAAGTCCTGCTAGTT
CCCGTGGTCATCTGGGAGCACGAATACTCCCTCTTCTGTCTGGGACTCATCAAACTTTT
>CLMC2171Contig1
TGTGAGTTTATTTGAAGGTGTATTATTGTTGTTGTTATTATTATTGTTATTCGTTTCTTC
TACTCAAAATATCAAGATACATTTATAAAAAAAGGAAAGTTAGCATGATTTTATTTTTAT
ACGTTATGCATAATTGCTTGATTTATTCAATCAGTAACAAAACCTGTACTCAGTGAATGC
AGCGTTAAACAAGGAAGCGTTTTATTTCAGATTCAACGAAACCTAAATGCAAACTTGCTA
AAATTACGCTACAATTACTAAATATTCTTATTAATATCTTACGAAACTAGTCAAATGTTA
TGGTATCTACATAAGAGTGAATGCAGGCGTTTGAAAAAATGCTTGAGAAAACCTTTTCCT
TGAAGCTCACATGACAACACAAGAACTTATCTTCTGACTTCGGCACAACAACATCGGCAA
TGCGGCGAGTTGCGTCTGTTCCTTGTCTTAGTGTTTTGAGTGCAACAATATGTTGCTTTT
TGTCGGAAAACACACCAAATACCTCATCTCCAAATATTATCATCATGCTCATGGATGACA
TGGGCTGGGGGGATTTGGGGGTGTTTGGCCAGCCTTCCAAGGAGACCCCCAATCTGGATG
CCATGGCTGCTCAGGGAATTCTCTTTCCAGACTTCTACACTGCCAACCCACTTTGTTCAC
CATCCAGAGCTGCACTTCTCACTGGAAGGCTTCCTATCAGGAATGGGTTCTACACAACTA
ACGGTCATGCCAGAAATGCTTACACACCACAGGAGATAGTGGGAGGAATCTCCAAGGATG
AGATTTTGTTACCTCAGTTGCTAAAGGAGAAGGGTTATGTCAACAAAATAGTTGGCAAAT
GGCATCTAGGCCACAGACCACAGTATCTTCCTCTGGAGAACGGTTTTGATGAATGGTTTG
GTGCACCAAACTGCCACTTTGGTCCCTATAACAACACCGTCAGACCCAACATCCCTGTCT
ACAACAACTCTGAGATGCTTGGGAG
>CLMC2176Contig1
GGCATTGACGAGTTTGGTGAAAGCTGGAGAGTGTCGGATTTAGGATAAAATGCAGCATGT
ATCACATTTCTTGCCAGGAGTTTCATGACTGTTTACAAAATGCTTGTTCTGATAACTAAA
TCTCGTGCTGGAATCTTAGTTGTGAAGCATAGCTGGTAAGGCTCTTCTGCCAGTTTTCAC
TTCCTGTTAATGTCACAGTAAGATTTGCATTAAACCCATGGGTTTTTCTTTTCCAACAGG
TGTTTAAAGTCTTTGTCTTTAAAGTTCCTCAAATTAATTTGTGCTAGCTTGAGTAACTGT
CAAATTGTTCCAACAATCGAGAGCTTGTATAGTTGGATCTTGTGTACAAAGATTTTTTTA
ATTTTTGTAAATGTACTGTGACTAACAAATGCATGTTGAAAAAAAAAAAAGAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCCAAAAA
AAAAAAAAAAAAAAAAAAAA
>CLMC2179Contig1
GGGGATAAGTTGAGGGAACATGGCGACGCCTCATCTGCTGAAGAACAAAGGCTCCCTGCA
GTTTGAGGATAAATGGGATCTGATGCGTCCCATAGTCCTGAAGCTCCTGAGGCAAGAGTG
CGTCACAAAACAACAGTGGTTTGACCTGTTCTCAGATGTTCATTCAGTTTGTCTGTGGGA
CGACAAAGGTCCGGCCAAGATCCACCAGGCCCTCAAAGAGGACATCCTAGATTTCATCAA
ACAAGCACAAGCACGAGTGCTGAGTCACCAGGATGACACGGCGCTGCTGAAAGCCTACAT
TGCGGAGTGGAGGAAGTTCTTCACGCAGTGCGACATCCTGCCCAAGCCTTTCTGCCAGCT
GGAGATCACCCTGATGGGGAAGCAGGGCACCAACAAGAAGTCCAGCGTGGAGGACAGTAT
AGTGCGGAAGCTCATGCTGGACACCTGGAACGAGTCCATCTTCTCCAATATCAAAAACAG
ACTGCAGGACAGCGCCATGAAGCTGGTCCACGCCGAGAGGCTGGGGGAGGCCTTTGATTC
CCAGCTGGTGATCGGAGTACGGGAGTCCTACGTAAACCTGTGCTCCAACCCCGAAGACAA
GCTGCAGATCTACAGAGACAACTTTGAGAAGGCATACATGGATTCCACCGAGAGGTTCTA
CAGAACTCAGGCGCCGTCCTACCTCCATCAGAACGGCGTCCAGAACTACATGAAATATGC
AGAGTCCAAGCTGAGGGAGGAGGAGAAACGTGCTCTGCGATACCTGGAGACGAGACGGGA
ATGCAGCTC
>CLMC2181Contig1
CCCGGGCCTTATGGCCGGGGATGGCGGACCTACAGATGAAACTGCTCCGTAAGAAAATCC
AAAAACGGGCCGAGAAGAACAAAGAGCGCAAACTGAAGAGTATCCAGGCAGAGATCCAGG
AGGAGACCGAGGGACTGAAAAGAGGCTCCGACCGGCTGGAGGAGGAGCTGCGCGCGGAGG
AAAAGGGCTCCAGTGTGGGGCTGAAGAATGTCGAAGGGCCGGAGGAACATGCTGTGAAGG
AAAAGAACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CLMC2185Contig1
CCCGGGCATTATGGCCGGGGAGTCTCTTCTGATTCCGCCACAGCCGCCGTTAGACCGGAT
CCTGCTGTCGAGAGGAAAAAGAAAGAAATGGATTTCTACTTCGATGACCTACCTTCCACC
TCACAGTCCACCCCGAAGAAAGCGCAGGATGACACGCAGATGTCCGAAGACGCAGAGTTT
AACTCCTCAAAGGACAGGTCCTCAAACATGAGCATGTGTGAGGTTCCAGAGCAGAGCAGC



AGTCTAGGCATAGAGGACATCAGCCGCCGAGCACAGGAGACGGTGGAGGACATCAACCAA
AGCCGCACCAATGACCAGAAAGTGATGGACGACTTTCAGGAGAAATTAGCAGAAAAGGTG
ACAGAGACGTGTCGGCAGATGAAGGAGCACATGTACACGGTTTACGAGGAGAACAGTGAC
GAGATGCAGGTGAAGCTGCAGGAGCTGTCCAAGGTGCTGGAGAGCTGCTCCAAGCTGAAC
CGGGAGCTGCTGGAGGCGGCTCAAGCGCTGGCCTTCCTCCGAGAAGGCCTGGCCATGAGT
CAGAGATCAGAATCCTAACTGCCTGGTTCACTTGTTTCTGAGGAAAAACACCTGTTATTT
ATTACATTATCAGGTTAGCGGGGTTTGTGGATTTCTTTGACCTTTGGTTTGTGCTAGCAG
TAAGAAAATAGTCATTTCAAAGCTAAATCCCTATTTATTTTATTTTTTTAAAAAAAAAAA
ATACAAAACACCAAATTATTTTCCTTTAATGTGTTATTGTAGATGCATTTTTGATTGCTC
TCTTAGCCACATGAAACCCTAAAAAATCCCAATGGAGAGGAGTTTTCACTCTCAGCAGGA
TTTGTCCTATCCTAAGCTTTTTTATTTGAAAAGCACCAAAAGGGTCACCCCAGCTTTATA
GAGGCTTTTACCCTCACAGAACACAGCGGATCGGCTCTATAATCTTCA
>CLMC2189Contig1
TATGGCCGGGGGCTGAAGAAGACACTTCCCTCAGGTTCATAACATCAAATATAACCACCT
TAAAGAATAATAGTCATGGGTTAAAATGAGCTTTAACTTTGTGTCTTATTGTATGTTTAC
TATTGAGAATGTAGCTCTTTTGTGATCATATATTGTAAGTTGATAGCTTGTGTTATAACG
GCAAAGGAAGTGTCCTGCACTCGCAGATATGTGGACCACCATCATGCCTCCGTGGGTTCA
ACCTTGTAGGAAGTGTCTTCTGCACACTTTGGTTTTCCGGGGAGGGTTTCGGTGTTTAAC
GGCGGCCAAGGAGAGACGCTTTGATGTCCAGCTTGGTGCTGCCGTTCGCCGAAGGTGCTC
CACAGTTCAAAGCGACGTGAGGGTTCGGTTTGCTCCCAGTCCAACAGGCTTCTTACACCT
TGGAGGTCTACGGACAGCCCTCTACAATTATATTTTTGCCAAAAAGCATGGAGGCACTTT
TATTCTGCGACTGGAAGACACGGACCAGAGCCGACTGGTACCAGGAGCAGCAGACTCCAT
AGAGGACATGTTGGAGTGGGCTGGTATACCTCCTGATGAGAGCCCTCGGCGGGGGGGAAC
CCTGGGTCCCTACATGCAGTCCCAGCGATTAGACCTTTATATTCAAACGGCTCAACAGCT
TGTAGAGAGCCGACACGCCTACTACTGTTTCTGTAGCCCTCAGAGACTTGAGCTGCTGAA
GAAAGAAGCTTTAAGGGCTGGGCAGACTCCAAGGTACGACAACAGGTGTCGCCACCTGCA
GGCGGCGCAGGTCCAGGAGAAGCTGGCTCAGGGACTACCCCATGTGATCAGGTTTCGTTT
AGAAGAGG
>CLMC2191Contig1
TATGGCCGGGACCTACAGTTTACCATGAAGAGGTTTATGACCCAGGGCTCGGTTTACTGC
TAAAATATTCAGGTTCACAAATGATCATTTGACTAAATAATATTCTACAAATTTCTGTTT
CAAAATCCTATTTTAAATTAGGAAATTGACTTTTCCCTAACAAGAGATTAGAGAGAACAG
CGAGTCATTTATACAAGTTATGTTTACAATAAAAAGTAAAAAAAAAAAGCAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAACAT
>CLMC2197Contig1
TTTTTTTTTTTTTTTTTTTTTTACCCGCTCCTCCCTGAGCCGGTCATCATCCTGAATGAA
GTCCACCATCTCCTTCACTTTCTGGCGCGCATTTATTCCTTGATCTTTCCCGTTCTCGTC
AACAAAGTGGTAGCTTTCTAAAGATCTCAAGTCATAGAGATGTTCTCGTGCACTGGTTAC
CACCCTTTCTGACCCGTTCCGGATTAGATGAGCCAATAAAAGCAGAGACTTGTAAACTCT
CCTCCAGTTCTTCTTGTTGTCCCTCAGCATGCGGGCCCACAGCATGTTCATCACCTCTGG
GAACTGCTCATACATGAAGGTGGCTCTTGAAATTTCAGTCATCATTTGTCCTGAAGGTCC
CCAGGGATCATCATTAGTCGCCTCTCTGACTTTAGACTCAACCTCAGAGTAGTTCATCAC
AACATTGGTTGCTTTGTCAACCAACTCCCTTACTTTCCACATGTTCAGCATCTTGGCTCT
GTGAAAAAAGGATTCTGAGCCTCGGTATAACCCTCTACTCCAAACGAACACCGAAACCAA
ACCTTGAACTCTGGATAGTAAACTCCTCCTCACCTCCCTTTCAAGACAGGAGGCGCAAAC
GCACCACTCCGTAGATAATCACAGGTCAGAGCGGAACACAACCTTGCGACGTCATCAAAA
GTGCATAGAGCCCCCGGCCATA
>CLMC2198Contig1
TATGGCCGGGGGCGGACCAACATGGCCGCGTTCGGAAGGAGCTCAGCTTACTACAATTTC
ATCAGGAGTTCTGCTCGTGTTCTGTTGAATGGCATTAAACCTACAGTCAGTAAACGCAGC
AGATGGACGACAGTCCTGACTTCCGGTGTGGCGTCTTTAGCCGTCGGCGGCGGACTGTGC
GCTGTCCCTTTTAAAGAGGTGGATGACCTTTCCCACGACTCCCTCATCAAACGGGCAGCC
TCTCTGGCCGCAGACAGCTCCAATGGTTTCCTCTCACAGACCACCTTTGCTCTCATAGAA
GCCATCACAGAATATGCAAAGGCCGTGTACACACTCGTTTCACTACAAAAACGATATCTA
GATGCGCTTGGAAAACTTACTCAGGCAGAGGAGGATTCAGTCTGGCAGGCGATCATTGGC
CAGCGAGCAAAGGTTAATGATAAAAAAGAGGAATGCAGACGCTTGGAGGCGATCTGGGGC
ACCGCGGTGACACTGTCTGAGACGGCTGCTGAAGCGGCTTATGCATCAGGAGCTGAGCAT
GTCTGCATTATGGCAAAGACAAACATTCAGGTGGCCCTTTCCCAGGTGGAGCAGGCCCAA
AATACTAGTTTGGATGCAGATAAAAAGCTGGCTGAAGCTAAAGTCATGGAGGTTGAAAGG
ATGACGCAGCATGCTGCCTCCTTACAGAACGCTGATAATGAGGAAGATGTGCCTGAAGCT
TATCTGAGAGAAGACTAAACAGGAATAATATAACTTCTCATCCCTTTTAGTCATAAGAAT
TAAAACATTTTTATGATTAGATACTGGGCTGTTTTACAGTCTTTTATAGGATTGGCTCCA
TCCACTATTCATGTAATATTTGTTGACTTATAGCAGTAATCCATACTTTTAAAGGCAGAA
AACCTTTAATTATTGATTCTCATGTGTTGCAAT



>CLMC2202Contig1
TAACCCGGGCCTTATGGCCGGGGAGGAAGCAGTTGTTTTTATTCCGCCGGAGTCAGCTGA
CTTGCATTAGGCCTGTAGATCTGCACAATAAACTAAAATAAAATGCCCCAAACTACCTGT
AGATGAACGCTCTATACTTACAGGTGCCAATAGCTAATAGTTAACCTAGCCTCTAGCTAA
TAACATTTTGTACAAACGAGAAGAATTAACGCAACTTAAAGAGAATCTAACGATGGACAA
GATTGCTAAAGATGTTGGTGACATCAAGTCTCGCCTGTTGGACCACAGACCTGTCATCAA
TGCAGAAACTCGCTTCTTTGTCAGAGAGTTTGAGGAGAAACGCGGAAACAGGGAGAGCCG
ACTGCTGGAGAACCTGAACAAGATGGTGCGAGAGGCCAACGATCAAATTGAATCCATGAA
CTTAGAGGAAACAAACCAGCAGCTTTCTGACATTATTAAACGGTTGGAAGCTGCCAACCA
TGTGGCAGAAAGAGTCCAGCAGAGGGAGCTAGAGGCACAAAAGGGCAGCCAGCTCCAGGC
GAACATGGAGAAACTCAAAGAGGACTGGTCAGAGTTTTTGAAGGAGCAGCAGGTATTAAA
GGAAGAGGTGGATGAGGAGCACGCCAAG
>CLMC2210Contig1
AAGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGGCGGATGTTTTCTCTGTGTGGTGACAT
CAGAGCAGCACACATTAATTGAAATGTTGGACATGATGACTTTAAATGTTAACTCCTTTC
AATGTGCTTGTGTGTCTTCAAATCCTGGAGGTCTCAACGAGCTTTGTTACTTTTCAGTGA
TATGAATAATCCGAAACCAGTAAAACAGTATCATCCTCCAGTCCAAACCCGCCGGAAGAC
TGCTCCTCATGTAACCTCCCCCGGCCATAATGCCCGGGTTA
>CLMC2211Contig1
TATGGCCGGGGACACGGAATCGGGGATCAGCTTGTTGGTACACAGTAGTGTATTGGCTTT
TTCTATGTTCATCACTTCAACAAGAAGGAGATCACAATGTATTGTCCTTTTTGTGGACAC
CAGCAGCCCTTTAAACCACTGTTTTGCTGTTCATGTGGCAAGAGCATCAAATTCCTGTGT
GATATTGATGATGACGAGCCTGGGACAACTGAGGCACCTGGAGAAAGTGCATTGGAGTCA
TTTCAGACTTCCCCAAGTCTAAAGGAGAAAGAGGAACGAATGTGTTTCAAAAAGAAAAAA
GCACCATTAAAAGAGAAGCGGAAGGTTGTGAAGATTTCAGTAGGCCTTATGCGGCTACAA
GATGGTGGACTGAAGGCTGCAAGAGGAACAGTGCTTCCCCTTTTGGTGCAACCAGAGGTG
GATGCCACTGAACTGCAGAGAGCTGCTGAGCAAAAGCTGAAGGCCTTCCACCGAAAGTTA
CATGGTGGTCCCTTCTTACTGCTCTACCCTGACGGTACAAAGATAAATAATATACCAGGA
ACGGAAGTACCTTTCACTCTAAAAGAGTACAAGGAGACATTGGGGAAGGCCTACCAACGA
ATCACACTGTACATTTGTGCAGCTGAAGATTTCTTTACCTCTTCTGAGGCACCTGGAGAA
AGTGCATTGGAGTCATTTCAGACTTCCCCGAGTCTAAAGGAGAAAGAGGTACGAATGCGT
>CLMC2219Contig1
AGAAAAGATGAACTCTTCAGTGTACCACAGATGACAGACATTATAAATGATCACATATCG
CAAGAAAACCCCCAAGATGGCTTCGTTTCTCAGAGTTTAATTGACACTGCATCTGCGGAT
GAAGCAGAGGAACCCAGATTAGAAGACTGTAGAGGTGCTGGGGCTCAAACATTTGACTCC
AATGGGCAGAAGTCCAAAAGATCCAGCTCACCTGGTCCTCAGCCTGTAAAAGCAACCTGT
GTGGCAGAAAGTCAACCACTCACCCTTCACCTTAGTTCTAAAATAGTTGAAAGTACTCCT
AATGATGTAGAAATGTTGAGCCCTGAAAGTCCAGTGTGTAAGACTTTGAACATTAGCAAC
TCTTTGGATGAGGAGGAGGATGCAAAGATGCTCCCAGAGAACCCTGTTTTGGAATTGGAG
CTTCATAGAAATGATCCAGGAAATGCAGCCACAGAGAAAGTCAATCTCCTTGCCTTTGGC
TCTGAAGGTGCAGATAAAGCAGAAAACAGCGATTCATCCTTGACTCAGCACTTACTTGAC
AGGCAATCGAATGAAGTTTGCAAAAGTGATTCTTCGACAAGTTTTTTACACAACACAGAA
AAAAACTTTCGGGGGACGCCCATAGATGAGCTAAACCGGCTGCCACAATGTGCCCCTCCT
CTGTCTCGCCTGAAAGCTAATCCTGGTCACACTGTTACAATCAGGACAGATCTCCTCAGA
GAGGGTAAAGTCCCTATCCCTTACCCCTCCAAGTTCCAAGATTCCTGGGATGATGCCCAC
GTGAAGATGCCCTGTTCTGAGAAAAATATGTTTCCCATAGAGACTGAGGACGGCAGTGGC
TTACAAAGCCGGTGGGACCTCATCCATTCCTCCTTGCGAAGAGGGTTTAAAAGTTGTCTG
GATGTCAGGGATGCAGTGTTGAGATACAACATAGCCCACTCAAAGAAATGGGATTTCACT
GCCTTAAATCTTCTTTGTACTGAGTACCTTGAGCATGTTGAGGTTCAACACCTTTTTGAG
GGGATTCTGCCTAAGATGGTTGATCTAGCACTCAGC
>CLMC2220Contig1
GCCGTTTAACCCGGGCCTTATGGCCGGGGTCAGAACTTCTCTTAAAAGCACGAGGCAACA
TTTCTGCTAACTTGTCCGGCTAAACTGTTGCTAGCAATAGCATAACCAAAACGTCGCGTG
CCAGTCCGTTTGTGACAATAAAACCAACATGAGCGATTCGTCTTCGGCGTCCGAGCTTCC
GGGGAGCAACGACGACGTGTTGGAACTGAACAAGAACTTGGAGCGAATGGTTGAAGACAC
GGAGAACATGTCGGCGCAGCTGACCTGGATGGCTTACGACATGGTGGCTCTGCGGACCAA
CCCGGAGGAGGGAGCTTCCATGCGGCAGCTGGAGGAGGCATATCAGAGATGCAGAGCTGC
AGTTTTTGGGGATTCGGCCCCGGAGCCCGAGGGGGAGACAGACTCTGCCTCCGCGAAACC
TACAGAAATGTGATGTGATGTTCAGGAATTGCTCGGACTTTGCTGCATCGTTACAGTCTT
GTGTTTTGTTCAAGTTTTAGAATAAACTAATTG
>CLMC2227Contig1
GGGGAAGAAGATGAAGCGCCCATCTCAGCTGGCCCTCTGCTAGTTTCTGACAACAACGCG
TCTTGTCTGCCGACAATGTTCACACGTTCGTTCCATAGTGACAAAACGGCAATCTTTTTT
AAAAGCGCTCCTTAAATTTACGTTTTCGAGTTGATTCATGATGGAGCCAACCGCGCCTAA



AAGCAAGCTGAAAAAGCTGAGCGAGGACAGCTTGACAAAACAGCCAGAGGAAGTGTTTGA
TGTATTAGAAAAACTTGGTGAAGGTTCCTATGGCAGTGTCTTTAAAGCCATTCATAAAGA
GTCAGGACAGGTTGTGGCCATCAAGCAGGTTCCAGTGGAGTCAGATCTACAGGAAATCAT
CAAAGAGATCTCCATCATGCAGCAGTGTGACAGCCCTTATGTAGTGAAATACTATGGCAG
CTACTTCAAAACACAGACCTTTGGATTGTCATGGAGTACTGCGGAGCTGGATCCGTTTCT
GACATAATCAGACTCCGCAACAAGACGCTGACAGAAGATGAGATTGCCACCATCCTTAAA
TCAACCCTGAAGGGTCTTGAATACCTTCACTTCATGAGGAAGATTCATCGTGACATCAAG
GCTGGAAACATCCTTCTCAACACTGAGGGTCACGCGAAACTGGCAGATTTTGGAGTAGCA
GGACAGTTGACGGATACCATGGCAAAGAGAAACACAGTGAT
>CLMC2231Contig1
TATGGCCGGGGAATAGAATTGATACACCATGGCAGAGACACACAGTTTGCAGGACTTGAG
ACATCAGGCGGCCGTTATAGCCAAAGTCTTCATTCAGAGAGATTACACCAATGGGACGTT
GTGTCAGTTCCAAACCAAGTTCCCTTCAGAGCTGGAGACCAAGATTGACAAACAGCAGTT
TGAAGAGACCGTGAGGACGCTAAACAACCTTTATGCAGAAGCAGAGAAGCTGGGCAGCCA
GTCGTATGTTGAAGGGTGTCTGGCGTGTCTCACAGCTTATACCATCTTTCTGTGCATGGA
AACACACTACGAAAAGGTTCTAAAGAAGATTGCAAAGTATATTCAGGAGCAGAATGACAA
GGTCTACGCACCGCGAGGCCTCCTCCTCACCGACCCCCTTGAACGAGGCCTGCGAGTTGT
ATCCTTGCCTTTGTTCAGAACAAGCGAAGCATTTCTTCTTCAGTGCTTTTCTTTCAAATG
CAAAGTCCATGCAGAAACTAACATCCTTACAAGAAAAACCCAACTGGATTGATTAGGACG
AATGCCAATGTCTGAATGTTTGAGGCAACTTTACCTTATTAAACCAAACATATGTNAAAA
AAAAAAAAAAAAAAAAAAAAAAAA
>CLMC2233Contig1
GGCTCTACTACTGAAATTGATGACTATTTTCATGCTCCACGTTGGAGTTTCTCTTGCAGG
CTTCGAATTCAAATTAGACATGAAATTCAAAAGAGTTGGAGAGGACGTCCTTTTAAACTG
TGATGTTGGTGAATCCTCTAACCAATGCTCCAATACTACCTGGACATACAAGAGTGCCTC
CGATGATCACAACATGAAACGAATGATCTTTGAAGAAAATATTGTCCAGAGTTCAGTTGG
AGATTCCAGGCTAAGTTTGAGCAGAAACTGCTCTCTGCTCATCAGAAACATCCAAGCTGA
GGATGGTGGTATTTATGCCTGTAACACTAAGATGGCTGTGTTTCTTGGTATTTTGAGCAT
TACTTCGTCTCCACCAGATGTTAATGGATGGGTCGACTTGACATGCTCTATGAAGAATAT
GTATTACCCTGGTCAATGCGGTCCATCCACCATCCTCTGGGTGGATGAGACAGGAACTCC
ACTGTCTGATAAAACTCCTGAGTTTGAAGTTAAACAAACATATAACTGTGATCTTGTTCT
GACTGTGAAACATCAGAGTGGAAACAACAAAAGATTCACCTGCCAGTTTGTTGTCAACAG
TGAAGTGA
>CLMC2238Contig1
TTTCAGGATCTAGATCTCCATTGCAGCTGTCAAAATATTTCTTCAAATCCTGATCACAAT
ACTCAAAGACCAGGGTTAACTTCTTGTCACTGTGCAACACATCGTGTAATCTGACAATGT
TTTTATGCTTTAGTTCCTTCAAAAGACATATTTCCCTCAAAGCAGAACTCGGAACCCCCT
CATCGTCATCGTCTAGTCTGACTCTTTTTAAAGCCACAATTTCGTGTGTTTCTCTGTTTT
TAGCCTTGAAAACAGTCCCATAAGTACCCTCTCCTATTTTCTCAAGCTTTTCATATTTCT
GCATCTTTTGGCAAATAAAACCGGCCCAAAACAAGCCAGAAAACTAATATCGAACTAACG
CCCCAAAACTGGGGTGGATACAAACACAGGTTAGCTCCAACCGTTAGCCTTTATCGACAC
TTGCTGCTTCGCTCGCAGGCAGTCCTACTGCAATTTTGTGCCTGATCGCCATCCC
>CLMC2244Contig1
AACCCGGGCATTATGGCCGGGGACAAAGCAAAGATGGCTGACTTTGAGGAGCCGCTGTCA
GATGAAGAGAAGGTCCGCATTGCTGCCAACTTTGTGACTCACGCCCCTCCTGGAGAGTTC
AACGAGGTTTTCAACGATGTGCGGCTTCTTCTTAACAATGACAACCTTCTTAGAGAGGGG
GCCTCACACTCCTTTGCTCAGTACAACATGGACCAGTTCACTCCTGCCAAGTTAGAAGGA
TATGAAGAACCGGTCCTGATCACAGAACACGGTGACTTGGGTCAGGGGCGTTTCCTGGAC
CCTCGCAACCATTTATCATTTCAATTTGACCACTTAAGAAAAGAGGTTAGTGATGTGGAG
CCTTATGAAGGGGAAACAGCTCTAAGAAGTTGGAGAGATGCATGTGATACTGCCCTTAGT
GCCTATGTCAAAGAGCACTATTCCACTGGAGTCTGTACGGTATATGGAAAAACGGTTGAT
GGTCAGCAAACAGTCATAGCCTGCATCGAGGGCCATCAATTTCAGCCAAAGAACTTCTGG
AATGGTCGCTGTAGGTCAGAGTGGAAGCTGACTATTGGTCAGTCTACTGCTCATGTTGTT
GGAGTATTGAAAATTCAGGTGCACTATTATGAGGATGGGAATGTGCAGCTGGTCAGTCAT
AAGGAGATAGAAGAGTCAATACCTGTGAGCAGCGAAAGCCAGACTGCAAAGGAATTTGTT
GACATTATTGAGAATGCTGAAAATGACTACCAGACTGCAATCAATGAGAACTACCAAACA
ATGTCTGACACGACCTTTAAGGCCCTGCGTCGCCAGCTGCCTGTTACACGCACCAAGATC
GACTGGAATAAAATCCTGAGTTACAAAA
>CLMC2245Contig1
CGACATGTTTTTTTTTTTTTTTTTTTTTAATCTAAAAGTCTCTATTCCTTCAACTGGAAA
ACAGAATGGGTTGTGTCAGTGTGCAGATGCGGCCTCCTCCTGCTCTCCCTGGTGTCCCTG
TCCTTGCTGCATTTCTACAGCCTGACTGTATGGAGGAGGCTGTTCCCAGCACCAAGAGGG
GTCTGTAATCTCTGAATTATTCTGGCTGTACAATGGAGGAGCCAGACTCATCGACATGTA
CATTCCATCGGTTGGGACAACCACCTGAGGCGTACAGACAGAGAAGTCCTGGCTTCCCTG



ACACTCTTCGTATAATGGAGGAAAGGTGCTTGGCCTGTGTACAGTAAAGACATGCATTTG
CTCCACATGCCTTCTTTGGTATAATTTGCTCTTCATGCTGTGGCAGAGGCTCAGGAAGAC
CCCAAAAAGCATGGACAGCAAGCCAATGGCGATCATAATATAAATAATGATAGATCTCCA
AAGGAAGTCATTCACATTTTGCATAGACAGCAGGTAAGCTCCGATGCATGTCAACAGAAA
TCCTGCAAAAGGAAGAAACATGCAGGCGAGTGACCACAGCTGCTTCTTCATGATGGCTGT
AGTTAGACGCTGCTTGTTTGCTCCACAGATGCGCCTTGTCCCCCCCCGGCCATAAGGCCC
GGG
>CLMC2261Contig1
GAAGCCCCCAGGTTAGTCTGTGACCATCTTGTAGGAGAGCAACTATGAACCTTACACGAA
AGGCTGGGAGTCTTCAGCCAAACCGGCTAGTTTCAGTTCAATCCATTCTGTTTTATTTTC
AAAAATAAAAAACATTTCCGCCGTTGAACACTGGTGGTGTCTAGACAAAATTGTCTGGTC
GAGCTTTTGAGTTTTGCTTCTTTGTAATTTCCTTTTGGAGGTTTGCAAAATTCCAAAGCG
ACCACGCCTCGCACACTAACTCACACTTGACTGGTCCTCAAAAGTCACCCGTGTTTTC
>CLMC2265Contig1
TATGGCCGGGGAGGTTTTTGTAAATCGTGGGACAGCACCTGATCTTAACTGCGGCAGGGA
GCAGATTGAAGACATCCTGGTCCTTCATTTAGAGCGAGGCAAGGACTATTTCATCTCCGT
AACGGGGAACTATCTACAAAGCTGCTATGGCACTTCCATCTATGCTCTGTGCCACCTGAG
GGAACCTATTCGAGATATGCCACAAGATGCGCTGCGTGAACTGGCTGCTATGTCTGGAAC
TGAGAATACAGCGACCACTGAAAAACCTCTCGACATTCCTAAAGAACTTTGGATGATGGT
GGACCACTTATTTCGGAATGCAGTCAAACAGGAGGATATTTTTCAGCAGCCGGGACTTCG
AAGTGAATTTGCAGAAATAAGGGATTGTCTCGACACAGGGATTCCAGATTCTCTTCCTGG
CAGCAACCATTCCGTGGCAGAGGCTCTGCTTCTCTTCCTGGATGCCCTCCCAGAGCCTGT
GGTTCCTTTCTCTGTTTACCAGCAGTGCCTTGAATGCAGCTCCAATGAGAGCCAGTGTCA
GAGAGTTATTTCCACACTACTACCTCAGTGCCATAGAAATGTGTTCAACTATTTAGCTGC
CTTTCTCCGTGAACTCCTGAAGAGTTCGGAAATTAATCGACTAGATGTCAGCATC
>CLMC2274Contig1
CCCGGGCATTATGGCCGGGGGCACACGGTAGGCACAGCCAGGAAGTGAATGGGATGCTAA
AAGAAAACACAACAAATGCTAAGGTGGTGATTTTATCAATAAAGCGAGCCACTGGAACCT
TCTCCTTAGTTGGATGTGTTTTTATGCTGTTTGTGATCTGGCTGCTGCGGCGGTATCAGT
CTCTGGCTCAGAAGATGATTCTTTGCTTGACTGTAGCAGCCTTCTTCGACAGCGTAGCAT
ATGTTATGGGTGAGACACATCCGGAGGGATCTCTTTGTGACTTCCAAGCCTGGTGGCTGA
CATACTTTGACTGGAGTGCCTTGGCCTGGGTCTGCCTCATCACGCTGAACCTGTACCTTA
ACCTGGTCAGAGAAATGAGCACCAACAGATATGAAATGTTGTACCATCTGTTGGCGTGGG
GGACGCCTCTGGTCATGGCCTCCTTGCCGCTGCTGAAGGGTTACTACGGTCCCGCAGGAG
CCTGGTGCTGGATCACAGACGATCACGTAGCCTGGAGATTTGGGATATGGTACGTGCCTC
TTTTCAGCCTCATTTTCCTGATGATCTGCTGCTATGCCAGGATCATCTGTGTGGCCAATA
AGAGAATGCAGTCCTGGCTGGGAACCTTCAACCCAGAGAGGGAGAGAAGAAAGGTTTCCC
TGGCTGAGGAGATCAAGCCGCTCAAGTGGTATCCCTCCGTCTACCTGCTGGTGTCCATCT
TCCCCCTCATCAACAGGTAACCAGCACACCTGTCCTGCTGCTGAGGAGTTTCATTTGCAT
>CLMC2279Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTCAAAAAAAAAAACGT
TTATTCTGCATCATTTGTTTAAAAGGGTACGTATCACAGCTTCTTGTCAGGGTTAAAAGT
ACATTCATCTCAAAAAATAACTTTAAAAACACATTAGAATAAAAATGAAAGCACGATATT
GCTAAAAGTTAAAAAAACCGACATGTATCAATTCAGTAAAGTCCTTGTCGCAGATGTAGG
TCGGATTAGCGGAAAGCACCTGCCCGGGGGTCTTCTAGATTTCAGAGCTCTGCGTGTTCT
TGGTGACCGAAGACGTGTACGTGTTGTTCCTCCTGGAGTACTTCATGGCACTGAAGGAGA
CTTTCATCCTGCCCACTGTCCTCTCGCTCCTGCACAGGAACGTGTTCTTCACATGCTCCC
TGAAGTCCTCGGAGATGAAGTAGTAGATGAAAGGGTCCAGGCAGCTGTTCATACTGGCCA
GGCACAGCGTGGTGAGGTAGAACCCGTACAGCGTGTTCTCCGTCTCCCCCAGCAGGAGGG
TGTAGGCACCAGCAGCATGATGTTACTGGGGCAAAGCAGACGATGAACATGACCAGGACG
GTGATCCCGGCCATA
>CLMC2281Contig1
GGGGGGGACACCCTGTTTGTTGCCGCGGCCCTCATTCAGCGATAGCGGCGGAGTTTTCCT
CGGTGAAGAAGACGGGTCGGATTTTCAGTACCAACTAGAAAGTCCAGTTCGACCAACCGG
AGATGTCACAGGAGCATGACAATAAACGGGCAGTGGTGGTTCTCCAGAACAAGCAGGGTT
ATGGCAACCAGCGTCGCTCCTTCACCACAGAAGATGAAGCCTGGAAGTCGTTTCTGGAGA
ACCCACTGACGGCAGCCACCAAGGCCATGATGAGCATAAACGGAGACGAGGACAGCGCCG
CAGCCCTCGGCTTCCTCTACGACTACTATGAGGTGCCCAGGGACAAGAGAACAATACACC
AGCCCAAGACAGAACTGCTGGCCTCTGATGTGGATCCCAACAAAAGGCATCAACTCCAAG
CCAGACACCCGATACCTCCTCACCAGGAAGCTAATATGGACAACAGGGTCCAGGTCCTCA
AGACACCCATCAATATTCTTCAGCTGACTTCAGATAAAAGAACCCACTTCCCCTCACCAG
ATACAACTGTCACAGTTTCCATCGCCACAGTGCCAAACTACCAGTCCGTCAAGACGGAGG
GGCCCTCACACGGCT
>CLMC2283Contig1



GGTTCTAGAGGCCAGGCGGCCGACATGTTTTTTTTTTTTTCTTTTTTTTTTTTTTTTGCT
GGCATTCTGATTTCCTGATCAGGTCAAAGGCCGTCTGTGAGGAACGTGTTGATCTCTGGG
CTCTGGACTCGAGGACAAACCAACATCGGCTGCTTCATGTTGGACTGTTTCCCAAAATGT
CAAATCCTAGAAAATCTTCTGAACTAACGTTTTTGTTCTAAAGACAGAGAAAGAATTTAT
CCTCTTTTTGGCAGGAAATGTGTTGTCATGCAAAATAGATTTTTCTAAGTTGAGAAAAAA
GAAATGGGTGGAAAAAATAAATAAAAGAAATCCTATTGAAAAAAAAA
>CLMC2284Contig1
TAAACACCGTAGTGTTTCCCTGAGCTGCGGTCGCCGCACACTTTGCAGGGGATGTCTAGA
ATACGACTTGATTTGACATTCAGAATATCCAAACAGCCACTTGTAGAGCCAGTGGGTTTA
CTCATCATGGATCCTCAATCCGTTAAACGAACCGAAATGAGAATGGTCCACTTTCTCTTT
CCCTCACCGACAAGAGGAACACAACAGGTGAAGCTGCGGCACTTTCAGCTGTGAGGTCGC
CGGGGAGGGGGGGGAAATCCTGCTGGCCAACTTTGTTACATGGAGTCAGACTCCCAGAGC
CAAACCCAAAAGTCTTCGTGTCCTTAACGCATGGCGGAAACCGGTCAGAAAGCTGGGAGC
AACCTGTTATCAGCGGCCGCAGCCCTCCAGCAGGTCGAATCGCAGTAGCCGGTCCATAAA
GTTGAAGGTGTGAAAAAATAACCCCCACAAACAAAAAAGGAAAAACGACACTGTGTCTGG
AAAGCAGTGAATGGTACCAACAGCAGAAAAGAAGAGGCGAAATCTGGGAAAGTGACAGGT
GAAAGCTTGTTCAAACCGAGACGCGCTGTGACTTAGTGCTGCCCCCGG
>CLMC2286Contig1
GGGCAGTTGAGTCGCTGCTGCTTTGAGCGGACTGAAGGCTGCAGAAATGGACTTTGGAGT
GGGACTGAGGATCTTGCTGGTTTTCCTCCAGACTTCCAGCTACGCCCAAGTTCAGCCCCT
CCACCAATCCAGGCAGTAGAACATCTGTGCAGAAGGCCGGTCAGAAGCAGAAGCCTGCTA
AAGGAGCTGCTCCAGCGAAGGCCGCCGTGCACAGCTTCTCCTTCAGCGCCGCGGCTCGCT
CTGGACCCCAGAAGATTTCCAGCTCCAACAAAGGTCCGATCGCCTCCTCTGCGTCCCTCT
TCAGCCCGGTCGGGCCTGCTCCACGGGGAAACCAAGTCCGGATGCAGACGTATGCCCGTG
CTCCTGCTAAGAAAGTCTCAGTGAACAGTGAAACCAAAGCGTCCAGGCTGCCCTTTGGGG
GCAAACTCCAACACAGCAGCCAGAAGGTTCCTGCAGGGAACTTCAGTCCCAGGTTCAGCA
CCGCCCAGCAGACAGCACCGGGCTTTGCTCCAGCAAAGGTCTTTGAGATCCCACAGTCCC
TCGGGGGCTGGCCTATCAGGCGGCTAGGAGACTCTACTAACCAGAACCAGGTGGAGGTCC
AGAAACCCCAGCTGAAGCCGGCACCTCCTCCACCTCCTCCCAAAGAGCAGGTGGAA
>CLMC2289Contig1
CTTTAACTCCAGGTCCTCTCCATACTGAATGGAAAAGTCGATGTGCTGCAGCACTATGTT
AATACCCTCNTCATCAGTCCGGTCAAAGGGCAGAAACCTTACCATACTGTAGTCATCTAT
AAGATCACAAATAGCTTTGGTTAGCTTCTTGAACTTGGCGCTTCTGATTGTATGGGAGCT
ATCTTCCATCATTGAGTACATGTGTGGGTCCAGATACTTTTCAATTTCCTTCTTGGCTTT
GGGGCTCAGCAGGTCCATCTTTGTCATGATGTTCACTTGTGGAATTTCCAGGGACACCAT
GGCGCTGAGGGCAGCCATGACTCCAGAGATAAACTTAAAAGATTCCACCATGAACTGGGA
ATCAACCAAAAACACTCCGCAAACCCGAAACTCCCACTGTTGGAGCTGCTCCACCAGCTG
CCTCATCACAGGCAGGTGGGTGTACAGTTCAATCTGACCTGGGCAGTCGAACAGTATGTA
ATCGTCTTCCACGTGACCTAAGCTTTCCTCCAGCCAGTCGAAGTTGTTAGCAAAGTACTC
CATGCAGAACACCAGGCCTCCGTTGGGGCCGAACCTGAGAGAGTCATCCTCCATGACATC
GTCCACCTGGATGAGCTCCCGGATGTCTGCCATAACAGGGTAATTAAAGTGTTCTGCTGC
TGGATCCAGGTTGACCACCTGAACTGAGCGGTTCAAAGCCTCTGCATGCTGGGTCATGGT
GGAGCAGTACGTACTCTTTCCGCTACCAGCCGGGCCCATCACCAACTGGGCATAGCGAGG
CATTTTCTCTGAAAAATGCGGTGTGATAAAGATCTTAAGTATCTTTAACCACAGACGCTA
GCTTGTAATGCCATACGCATCGGTGTGATGACGCTAC
>CLMC2290Contig1
GGGAATTTTGTTTCTTCAGCATTTCTGGAAGTTTTGCCAACAGAAAATTACTAACTTAAT
TATCAAAAATACAACTTTAATTACTTATAAAACCCAGGAAAATGCTAATTGCTATTTTGG
AGCATAGTGTATGAATGTGTTTCTAATGAGGAGTTTTGAATTGTTACCTGCTTCCTGAGC
TGTTGTGCACATGCTGTCACCGCGGCTGTGCAGTCTGTCGAAGACGCACACCAGCTGGGC
GATGGCGTCTTTGCTGAACTGCATGCGGTCCTGGAGATGCAAGGCGGTGGGGGCTGCTGT
TCTTCCTGGGTTTTTTCCTGACGCTCCTCGACCTGCTGCTGGTCCATCTGCTCGCTTTCG
CTCTGGATTTCAGGCACGGGTGGCGCTGGTCCTTCAGAGCGGGGCGAAGATAGTCTGACA
CCACTGTCATCAACTGCTGTGGCGTCAGCTACTGGTGCCATGGGAGGAGCCGGAGCAGGC
TGTTCAGGCTCAATGCGTTTGCGAAGCAACCTCACGCTCTCTTCCAACTGTAAACCAGAG
AAAACGGAAAAGAATCCACTGGATCAATTTAAGGACTATTACTGACAGTGGCATGTTGCT
AAGAGCAGAGCTCACTACTGAGTAATTCCAAAGGATTTAGCTTCTGTCTTAAGCTGGTTT
TTGAATGCATTATTTACATTTAAAAGCTTAACACTGCAATAAATAAGGTACCTGTGACCA
GTAGCGATTGACAATC
>CLMC2294Contig1
TATGGCCGGGGGTGAAAGCGGGACCAGGGACTGCTGCCTCACATCCTGCGGGTGATGCAC
AAGTAACGGGCGCGCTTCGACGGGTGAGACTACGTCTGCTGCCTAGAGGGAAGAAAACAC
CAAAGAGATTTTGAACAACTTCAGGCAAAAGAGACGGAACATCAGGAGCCAAAATGGTGT
CGGCGGGATTGGAGATCCTGGGGCTTTCGATGTGCGTAATTGGATCGATCTTGGTGATGA



TGGCGTGCGGGCTTCCCATGTGGAAGGTGTCGGCTTTCATCGAGGCCAACATTGTGGTGG
CTCAGAACATCTGGGACGGTCTGTGGATGACATGCGTGGTGCAGAGCACGGGACAGATGC
AGTGCAAGGTGCACGACTCCGTCCTCGCGCTCAGCCACGACCTGCAGGCGGCCAGAGCGC
TCACCGTCATCTCCTCTGTGATGGGAGTGCTGGGTCTTATGGTGGTGATAGCGGGGGCGC
AATGCACCAACTGCATCCGCACGGAGAATATCAAAGCCCGGG
>CLMC2298Contig1
GCATTATGGGAAGTAAACACAAAGAGGTGCTAGCAGCGTTAGCTTCTCTTCGAAAGTCCG
CGGTGTCTTTGTAAAGCTTTGCGTGGGTTTCCGTTAGTGAAAATGTCTTCAGTTCAGTCT
CTCAGAGAGTTCATCAGTGAGCGGTTGACCGCTGCTGCGGAAGAAATCTGCACGCATTTT
GAAGGAACCATTGTCCAGTTCGAAGCGGAGCTAAGCCGCCAGCGAAGGCTGCTGGACATC
GTGTTGAAGCCGCAGATTCTGCCCCAAACCACAGCTCTCCCTCAGTATTATCTGAGGAAC
CAGGAGAGGAAGTCCAGTGAGGACCAGGAGGAAGCAGAACTTCCACAGATTAAAGAGCAA
GAGGATGAGATCAGCATCAGCCAGGAGGAAGATCAGCTTGGTCTGAAGCAGGAGGATGAT
ATTGTGATGGTGACTCCTTTGTATGAGGAAAATGAGCTCATAGAAGAAGATTTCAACAAT
CAGCAGCTCCAGACTCAGAGCTTTATTGATGGTCAGGATGAAGAAGAAGAAGAAGAACAA
GAAGAAGAAGACCAGCAGGAAGCATCAACATCAACCACAGATGGAGAGATAGAACCTCAA
AACAGCAGAAGCGACAGAC
>CLMC2300Contig1
GGCCGGGGAAAGGAACGCTGTCAGAAATCACAGAACATGAAGGTGAAGATGAAGTTCTTA
CAGGTCCTGCTGCTCCAGAACTTTGTTTGGACTTTAACCAGAGGAGACACAGATGTTTCC
TGTCGATTTGGACAGAGCTGCGTCTTTCCCTGTAGATTTTCACCCGGAGAGGAAATCTTA
ATCCACTGGCATCTGACACGTGGAAATGTTGTAGTCCACTCCTTCTATGAGAATCGTGAC
CAACTGGGACAGCAAAGCCAGCAGTTTAAAGGCAGAACGTCAATGTTCAAGGATCAGATC
TCAGAGGGAAATGCCTCTCTGCAGCTGACTGGAGTGAAGGTTCAAGATCAAGGAAGATAT
GAATGTTACACCAGCACCCTGAAAGAAGATGCTAAAAAAAGTACATCAACGTAAAAGTAA
AAGCTCCACCTCAGAAGATCAACATGAACCAGACGGAAAACCAGATCATCTGCAGCTCAG
ATGGGATCTATCCTCAACCTGATCTCAGCTGGTCCATCAGTCCTCCATCCAGCAGAACCT
TCCAGAACACAACCAGAGTCCAGAAGACTGAAGAACTTCTTTCCAACATCAGCAGCTCTC
TGACTCTTTCAGACGGTGAAGATGACCTGGACTACATCTGCACCATCAGCACTCCATCAA
ACCAGAGGAGAGCTTCATGGAGGAGAGGACCTTTAGTGAAGATCATCTCTGGAGAAGCAA
CCATCTCCTGCTCTGAGTCAGACTCCTCCCTCAAAGGCTTCAGT
>CLMC2309Contig1
TCAGGAGTGTGGAATGTCCCAGTGTCTTCTCCTGGGGAGTTCACTAAAGAGGTCTGGTTG
AGTGGACTCTGCAGGTCGGCAGTAAGATCAGGTGGTGGTTCTGGAGAAAACTCCAGTAGA
CAAACAGCAGAATCTTGACCCTGTTCGCCGTCATTTATCTTGCCTTGGGGGATAATGTTC
ACAAACACAAAGTCTCTAGTATCTGCCTTTGGCTCTGAGGTGTAACTTTGGGTTTCTCTG
AGGGGGGAGCGCTTGTCCTCTGTGTGGGGGCCTCCAAACTCCTCATCAGATCTGCTTGAG
ATGCAGCCACTATCCACAATCTCTCTCTGTGCAAAGGTTAACCTGAGCACCTCAGCCTCA
CCGGTGGAGGGGGTAAGAGGGGAAGGCTCAGCTTTTGCCTCCCCCCTGGGGATGGTAGCA
GTGCTGAGCTCTGATGCTGTGTTGCCAAGGGCTGCAATCAGTGCCTTCCTGCAGATAGCC
TTGGATCCCTCCTCAGGTGTCCTTTCTTTCTTCTTCAAAATAAAAGAATGAGATGGCGTT
GTCGACACTTGCTGGATCTCTGGGGGTTGAAGCTCTTTGGGAGATACATTCATATCCTCT
GACGCTGTGAATATTTGGGAATCATCCCTGAAGAGCTTCTGCCTGATTTTGTCTAGAGAT
TCTTCACTTTCATGGAGGACTTCTGCTTTCCTTTTAGGAGTGTCCAGACTCAGAGCTCCA
AAACTTTCAGATCCAGGAGAGTCGCTTTGACGCAAAATACTTGACCCTTCCTTTTTCTGT
ATTTTCCATGGAGACGGTTTCTTTGAGCCAGAACCTTTTCTCTGGGGGCGTGAGGGTGTG
GCGGCTGCACCGTGTAACCACTGAAATGACACCTTCTTCCTGTCCCTGTCCATCTCTCGT
GTCGTGTCAGCCTTCCCCCGGCCATAATGCCCGGGT
>CLMC2314Contig1
TCGAGGCGGCCGACATGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGCACTGGCATCCA
TTTCTGGGGATTTTGTTTTTGAACCAAACAAGCTTAATTTTGGAAAGCTAAAATGGGGGG
GTTTTGATTTTTCAACATTGACATCTACATTTGGAAATTCTGTGTCCACCTTGGCTCCAT
TGAACTTTGGTGCGCCCAACTCAATTGCAGGATCAGAAATGTTAGAATCTGCTATAGGAG
TTTCCACACTGACCTTGGGTGTTTCCAGTTTAGCATCACCCGATGCATGGACTTTGGGAA
TTGAAAGATCAAGATTTGGATGGTTGAAATGAGGCAGTTTAAAGTCCCCAAGACTAGCAT
CTACTTCAAGTTCTGGCTTCTTTAAATGTGCCTCAGGTCCTTGGAGGTCTGCCTTGGGTA
GGCTAATGTCTGCATTTGGAGCCTTCACTGTGACATCAGGAGCTTTCAGTTCCGTTTTTG
GTATTTTAGCTCCTATGCTTGGTGCAGAGAGATTCCCAGCAATATTTGGAGAAGACAGGT
CTAGGTTGGGTGCTTTCAGGTTAAGGTCAGCATTTTTCAGATCCAAGGCTGGAGTACTCA
AAGT
>CLMC2315Contig1
TTTTTTTTTTTTTTTTTTTTTTTTNNTNTGTAACTCCGCCATTTAAATCCTCACACAATT
TTTGGCTGTTTTAGTTGGATGTCAAATTCTGACATTTTGACTTCAGAAGTCTTACACATT
GAATGATTCCTTCGTCTTTTTCTGCATTTCATTGGGTACCTTGGTTGATGTTTCTTTCTC



AACCTGTAAATTCGAAGCTTTTAGGTTTGATTCTATGTCTGACACTAAACTTTGTTTTCC
TGAACTTTTTGTCACATTAAATTCTTTACTTGTTTTCTTAGTGTCTTCATTCTCCCTTTC
CAGATCAGATTTCATTATGTTGACACCTGCGTCTTTCACATTAATGTTTGCTACTGGAAT
TTGTACACACCTGTCTTTTTCTTCTTCTTTTTGGCTTTTTGTGCCAAATGATGGAATTTT
AAATCTAGGAATGTCAGTGTCAGTTCTTTTATTCAAATCCTTGTTTGATTTTTCATGTAT
TTCAATGTCTTTATAAGGAATGTTAATATCCCCTTCTTTCATTTCAGTGTTTACATGTTT
ACCTGAAACCTCTACCTTTACCCCGGGCTTTGACACATCTGCCTCACCTCCTAATTTTCC
TTCCAACATTTTTTCATCTTTCCTGATTTCTTTCATTCCTACTGAAGTTACCTTGATTGT
TGTGCTTTTTGTACCACTCACAGTTTTGTCAGTTTCAGTATCCCAAATATTAGTGACATT
TCCAGATACTTTCCTTTCTTCCTGTGCGCTTGGTAGGTTGTAGCTTTTAAAATCTATGTT
CTTCCCAGTGTCGGAAATTGTGCCTGACTTTGAGGAATATTCTAAATGAATAGTGTTCAG
GTCAGTACCTGACCTGAGTAATCTCAGGTCTGTACCATTTCCAGATGTCCCACCAAGTTT
TACATCAGATGTGCCTGCTTGCTTGCTCTCTGTGTTACTGATAACATTTTCAGATGTGCT
TACTTTAGTTTTTTCATCAAAAATGCCTTTAAAACCCC
>CLMC2318Contig1
TATGGCCGGGGAGTAATGGCCGAAACAAAGAGAGATGAGGCTCAAAGTGAACTTTATTAC
AAAAAAGAACGACTAAAATACAGCCCGGAGGAGGAGGCTAGGCTGGAAAGGCAGCACTTT
TGGAGAATAATCGATGCTTTTCGATTTTACAGGGCCCACGTTCAGGAGCAGATCGTCCGC
GCCGAGCGTCAGTTCAAGAGTCTTTCGCCACACCACCAGTCTTTGGTTCCAGGTGTTTTG
TCAAACCTGGCCCGAATCAGCCAGTGTGCCGAACACAACCAGAAGGTCCTGCAGGCCATC
ATTCAGAACAGCCTCCATATGTTTGAAAATGTAGAGTATTACAGTGAAAGGGAGGATGAT
CCTGGCAAAGTGCGTCCATCCTCTACGTTTGACATGGACAAACTTAAGTCGACTATAAAG
CAGTTTGTCAGGGACTGGAGTGAGGTGGGCCAGGCTGAAAGGGACTCCTGCTACAGACCC
ATCATTGAAGAGGTCCAAAGACTCTTTCCATGTGATGAATATGATGTGTCCAAGGTGAGC
GTGTTGGTTCCTGGAGCTGGGCTTGGTCGTCTAGCATGGGAGATAGCTCAGCTGGGTTAC
ACTTGCCAAGGCAACGAATGGAGTTTCTTCATGCTTTTTTCATCCAATTTTGTTCTCAAC
AGGTGTGAGAAGGTAAATGCTTTGACTTTATACCCATGGATCCATCAGTTTAGCAACAAC
AAGAAGCTCTCTGACCAAGTGCGACCAATCACCTTTCCTGATGTGAAT
>CLMC2319Contig1
GTCCTTCAGCTTGGAGATGCGAGATCGGGGTTTGTCTTGCATCGAAAGGTCAAGCATGCT
CACTGACAGGTTGTTTCTCATAAACTGGATATCAAGCATCACCTCGCCTCGCACCTTGTC
CTCCTTTCCATTTTTGTCCACTAGCTTGTACCACTGTGTCTTTTTGCGCGACTTGTCGTC
ATGGAGTTCCAGCAGGTTGATCACGGCCTGGCCCAGAAACTTGTCGAGTCCCACCTGGGC
TCGATGCATGACGATGATGTACAGAGTACAGCGCTCGGCGTTTCCCGGGTGGAAAAGTGG
CAGGTCAAACGAGGCCTCCTCCTTCCACACCGGGGCGACGCTTTTTTCCGCCACCGAGGT
GGAAAACTTATCTTTGGCCACCTGCATGATGGCATAGGCGTCGTTGCCGCCATTCTTTCC
CTTCACACGGAGGTTCCGAGCCTGGTGCACCGTTACCTGGACACTTGTGGGAAACAACTG
CTGGCTCTGGCCAAGCAGAGACATTCTAAAGTCCTTTAAGGTTAACTCTACAACGTCGGT
GTTCTGGTTAACCTCTTATCCGACCTCCGTGAGAGTTCCGTTCCCTTTTGGCGTCCTCTG
CGGTCGCTGGCTCTACCCAACAACCACTTGACTTCAGTTCAGGAAGCTCAGCTGGATGAT
GTCGTAATTCTTAACCCTTCACGTCGAACGCGTTTTCTGACGGTGACACTCGTTTGCGTT
AAATTTAACCCTCCGTTAACTAGTTCACCACTTATACCAACCCGGATCATCTAGCCATAG
AAGTCACGAAAGTAAGACTAACGATTTCTTCGTTTACAACAACCCCCG
>CLMC2321Contig1
TATGGCCGGGAAACTTGGGGAGGGTACGTACGCAACAGTTTACAAGGGGAGGAGTAAGCT
GACGGACAACCTTGTGGCGCTGAAGGAGATCAGACTGGAACACGAAGAGGGGGCGCCGTG
CACAGCTATCAGAGAAGTCTCCCTGCTGAAGGACCTCAAACACGCCAACATCGTAACGCT
GCACGACATTGTGCACACGGACAAATCCCTCACGCTGGTATTTGAATACCTGGACAAGGA
CCTGAAGCAGTACATGGACGACTGCGGGAACATCCTGAGCATGCAGAATGTCAAGATATT
CCTTTTCCAGATCCTCCGAGGCTTAGCCTACTGTCACAGACGGAAGGTCCTGCACAGAGA
CCTGAAGCCCCAAAACCTGCTCATCAGCGACAGGGGGGAGCTCAAACTAGCAGACTTTGG
TTTAGCCAGAGCCAAGTCTGTGCCCACAAAAACCTACTCCAACGAGGTGGTGACACTGTG
GTATCGGCCCCCCGACGTGCTGCTGGGCTCGTCTGAGTACTCCACGCAGATAGACATGTG
GGGTGTGGGCTGCATATTCTATGAGATGGCTGCAGGCAGACCCCTGTTTCCAGGCTCCAC
GGTGGAGGACGAGCTGCACCTCATCTTCAGGCTGTTAGGCACACCCACAGAAGACAGCTG
GCCGGGAATCTCCTCCATCGAGGAGTTCAAGTCCTACAAGTTCCCAAAGTACAAGGCTCA
GCCCCTGATCAATCACGCGCCGAGGCTGGACAATGATGGACTCGACCTCCTGATGTCGTT
CCTGAAATTTGAATCTAAAAAGAGGGTTTCTGCCGATGAAGCCATGAGGCAGCCGTACTT
CAGGAGCCTGGGGCCGCGTGTGCACACCCTGCCAGAGAATATGTCCATATTTACACTGAA
GGAGGTGCAGCTGCAGAAAGATCCGGGCTACAGGAACTCCTCACACCCGGAATCAGAGTC
AGGAGAAGTAATGGAGGATGCATTGGATGAATGAAATTAAGTGAACACTAACAATATACA
TACCTTTATTAAATAAAACAGAGNANAAAAAAAAAAAAAAAAAAAAAA
>CLMC2323Contig1
CCCGGGCCTTATGGCCGGGGAGGCGCCCGACATGTTTTTTTTTTTTTTTTTTTTTTTTTT



TGGACTTTGTATAATCATCTTCAATGCGCTGTCTTTTGCCTCCAGCTTCGGACCTTTCTT
CCTCCTTCCCTCATCATCCGCTGAACGGCTGACTGGAGACATAAAGTATGAGGGGGGTTA
TAACAGCAGTCACCCCCCCTCTCTGGTGTCTTACACGCGCCGACCGACTGCAGCTCTGAT
GCCTGCTGGTCCTCCACTGTGGCGAGGGCTTGCTTTTGTACCAGAGGGACCGCTTTATAT
TTGCTTTGAAGAATGTAGCAATATGTCTTTTTTGATGACTGTTAATAAATGGATGTACAT
TCCTAACCTGTTGCTGTCCGTCACTCTGTTCACTTCTTATGCAGCTTCTGGTCACACAGA
CATGATCAGCAACGCTTTGGTTTTAGCTGCAGCAAATGTTTGACCCTGGAGATGCTGCTT
TCCTCTGGTCACCCAGCAAAAAGCGGAAGTCTCCCCTCACTAGGGGGGGTCCTTCCTAAC
GTTGCTCTTACGTTTTCACCAGAATGTCCGTCACCCGGATGGAGCATGTTGGCTTTACCA
GAACAAAGGGACATGATGTTTTTTTGCTGATCTTCTCCTCCATTGTAGGGCTTTGAATGT
TTAAAGGAGCTCATTTGAAAAACATGCAGCTCCACTTAAAGAAATGTACTTTCAAAAATC
>CLMC2330Contig1
TATGGCCGGGGAACCATAGGCATAAATATATCGAAAACAAGCTAGATGCGAAGAAGCTTT
CTTTTTAACGAATTTATATCCTTAAAAACGCGCCTCTGGGTTGAATATTAAAACATTTTC
GGAATTTGTTTTTGATTCTGTATTGGTAGTAAGGCGTTCGTGTGGAAGGAAATGGAAGAA
AAACACAAAAGGATCCTTCGCCGAAACCGAGTTCATCTGGTAAAGGAGTTGGACCTGTCG
GACCTCTGTGATGTTCTCCTTAGAAAAGACGTGTTCACCCAAAGCATGATAAACGACATA
AAGAACTGTGAGACCAAACGGGACCAGGCCCGAAAATTGGTTAAGGACTTAGAGACCCGC
GGGAATGAGGCGTTTTCGGCTTTTCTGGAGGGCCTTCGGGTCACGGGTCAGCAGAATCTG
CTTGGGCTACTCCAGAAATCAGCTCCAAGAGTCCATTTCCAGCCTGGGAAATCCACGGAG
GCGGGATACCTTCTAATCCAGCCTCATCCAGTTTACATTGAAGATGCTGTTCCAAAGAAG
CCCAGGACCCAACCTAGTCCACCACCTGACGAGGTGTTCAAGGGGCCAGAGGTCCGACCA
CGACGGGACAGCATCCAGTACTATAAGATGGATGCCAGGCCATGCGGTCTTTGTCTTATC
ATAAACAACGTGGAATTTGAGCCAAAAACTGAGCTCAGCATTCGCAAAGGATCCAACGTG
GACTGTGACAAGCTAGAGAAACGATTCAAGTCGCTTAACTTCGTGGTGGAAGTCCGGACA
AATCTGAAACAAAGGCAAATCAAATCTGAGCTGTCAGCTTTGTCCAGGAAGGATCATTCC
ATTTACGACTGCTGTGTGGTCGTCATACTCTCAC
>CLMC233Contig2
GGGTCCAGATGAATACAAAGACAATTTGCACAAGGTCAGCAAGTTTCTGCGAGGGGAAGT
TGGGGTTCTCTTCACAAACAAAACAAAGGATGAAGTATATGAATACTTCAGTCATTTCAA
AGAGATGGATTTTGCCCGCGCTGGAAACCAAGCTCAGATGGACGTAACGCTGGACGAGGG
ACCTCTTGAGCAGTTCCCACTGCCCTCAAGAAGGGAGTGGTAACGTTGCTGAAAGACTAC
GAAGTCTGCAAAGAAGGAGACATCCTAACTCCTGAGCAGGCTCGGATTCTGAAACTTTTT
GCCATCGAGATGGCAGAATTCAAAGTGAAGATCAAATGTATGTGGAATTCAGAAACAACG
GAATTCCAGGGCTTGGCTGGTGAGGAGGAACCAGAGCTGGACGACCATGACGACGACGAA
GAGGATGAGGATGCAGAATAGTGGGGATGACTTCACCTCCAAGTCATTCATGCCTGCTTT
GAAAAGCAGAGGGACAATTATTTTACTAAGTTCCTGTGCCGCTGTACACACATCTGAGTC
CGGACTTCTCTCCGTTTTTAATTTCATTCAATGAAAGTAAAGTAAGCAGTTATTAGCATC
AAGAAGTGGTTGAGTCCATGTGATTGTGCTTATGCAAACCGAGTTTTCAATGTGGTTCAC
CAAAGCTCCCAATAAATGTCTGTTTTCACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
CAT
>CLMC2340Contig1
GTCTTTATAAGACCATTCGAGTCGGATGTGATCACAACTTGATGCTGCTCCTCGCAGATA
ATCCCTGTCAAAGGACTCTGCACAGGTGTGCACCACAGAAGTTCGCCATTTCGGATGTTC
CATGCTCTGACTGTACCATCAGTCGAGGCACTGCAAACAGTGGCCTCCATGTCCCCCCGG
TAAAAAAAAAAGATAGGATTCCCATGCAGATACGCCAGACCAACCACCTTGCCTGTGTGT
CCACCCAGGCTCGTGCACGTGTAACCTTTTGTCATGTTAGCCTCCAAGAANCTNCGGCGT
AGNNNATTTCTTTTCCANCAGCAAGTGTCATGTTCGGGGGGTGGGTTTCCCAACACAAAA
AAACTCCAGTGCTGCAGGCATATCCTCTTCCATAACCAGGGAGTCTCCGCAGCGTCATGC
CAGTCGTGTCTTACGCTTGAAACACGCATTAAATCTTCCTCGCTCAGATATGTAAGAATG
TATATAAGGCAGTCGGTGGTCACTTGTGATGAGAAGAATCGTCCATCGTGACTCCCCGGC
CATA
>CLMC2346Contig1
GGGGGCAGACACCAGACGGGTGCTCCACCTACACCTTCCCCCGCGTCATGGGTCTGGCCT
CGGCCAGCGAGTTGCTGCTGAGCGGCAGGAAGTTGACGGCTCAGGAAGCGGGCTCTAAAG
GCCTGGTGTCACAGGTTCTGTGGCCGGCCACTTTCACGCAGGAAGTGATGCTGCGGGTCA
AAGAGCTGGTAGCAGTGGACTCGCAGGTTCTGCTGGAGTCCAAAGCCCTGATGAGGAGCA
GCAGCCGCAGTGCTCTGGAGCAAGCCAACGAGCGCGAGTGTGAGGCTCTGAAGAGGGTGT
GGGGGTCTTCGCAGGGGACTGACTCCATACTGCAGCACCTGCAGAGGAGAACTGAGCTCT
GCTAGAACCTGGACCCGGCTAAATCTGGGCTCTTCTTTCCATGACCTGGATTCAGCCAGA
ACACTTGAGCTGAACTCTCCCACAGCTGACCCAGATGTTCCACCGGGTTCTGTCCAGGTT
CTCTGTGGGTCCAGCTGGTGAGACCGGCAACAGATTGGGGGTTTGGATGGTGACTAAAGC
GGCAGTTTTAACAGAACTGGCCCAGTTCTGAAGGCCCTGAAGGACAAAGTCTGATCCAGA
ACAGGATTGATCCGTGACGGTCCGTTTCCTGATGTGAATTCTGTAGCAACAACAATGTTG



GTTGTTTCATGTAAACAAGTTTGTGTCAGACGGCTCTGTATGGAGATCAGGTTCTTCAGT
CAAAAGTTCTGAACCAGATTCTGGTCTGGACCTGATCCTACTTTTCTATTTGTATTAAAG
TAAAAAAAAAAAAAAAAAA
>CLMC2347Contig1
CCCGGGCATTATGGCCGGGGGCGTAGTGTTCTGGGTAAGGAGCAAAACAACAGGGCCATA
CGACAATCTACCAGAAAATGTCTGCCTTTGGCACATTTACTGGCACCTGAGTAAAGGCAC
TCAACAGGTGATAATGCCTCTTCCTGTTTTCAACCCGTCAAAAGACAAAGAACAAACCTT
ATTTCTTGTTTAAAGAAATACAGAATAACTGTTTGTCATTACAACGGGTTCCCCTGAAAA
CACACAACGATATCTACACACTTACGTGGATCATTTACTTCTGCGGTGTAGGAAGTTAGC
TTGAAGGGCCAAACTACCAAGCTTGCACAGCAAAAATACTTAAACTCATGTAAAGAAAGG
GGATCACAATCAACTGTACCTGTTGATTTATGTAAAAAAGTACGGGAAATGCTGCCATTG
TTACCTGTTTACAACTTTTCACTTTTTTTATACTTTGGTTTTTAAACAAATAATTGCTTT
TATCCTGTAGACAATAAAATATATTCAAAAGTCGAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAC
>CLMC2348Contig1
GATGGCACCGAGTGGGCTGAAAGCGGTAGTCGGAGAAAAAATCCTTAATGGAGTCATCAA
GAGTGTAAAGAAGGACGGAGAATGGAAGGTTTTAATTGTGGATCACATGAGCATGAGGAT
TCTGTCCTCTTGTTGCAAGATGTCTGATATTCTCGCCGAGGGAGTGACGATTGTGGAGGA
CATTAATAAGTGCAGGGAGCCAATCTCAAGTTTGGAAGCCATTTATTTGATATCACCAAT
GGAGAAGTCAGTTAAAGCTCTCATCAATGACTTCAAGGACACAGTCTTTACTTACAAAGC
AGCCCACATCTTCTTTACCGATGCTTGTTCAGATAGTCTCTTTGCTGAGATTGGAAGATC
CAGAGTGGCCAAAGTTATCAAGACACTGAAAGAAATCAATGTTGCATTCCTGCCGTATGA
GTCTCAGGTATTTTCTTTGGACAGTCCCTCTTCTTTTAAATCATTCTACGGCTCCAGACC
ATGTGAAAGCAAAGACAGAATGATAGAAAATATGGCGGAACAGATTGCAACTCTGTGTGA
CACACTCAAAGAGTTTCCTGCAGTCCGATA
>CLMC2352Contig1
TAACCCGGGCCTTATGGCCGGGGAACATGCAGTTGACCAAAGTGGTTTTGCTGATGCTGG
CTTTGAAAGTGAGGTTGTCGAACCTCGAGGATTTCGTCACTTCAAAAAGCTCAGACATTA
TCCAGACGCTTGGCAGATTCTCAAAGTTCCTGCTCAGCAACTGTACAGAGGTTTCCACTC
TCTGCCATTTGTTCAAGGTAAAGCTCATGTTAAGAGAATGTCCCTAACCTGTCTGCAATC
CTACAGCTGCCATGTTTGTCAATTGACCTAAAAGGCTTGGCTTGGATCATGAAAAAATGG
TTATGTAAGTTAATGTAATTTACTGCTTCCTCAGGTGTAATTCTGACAGGGCTGCCATTT
GTAGTGCAAATAAAACTCAGATGTTTCTTCTTTTTTTAGAGGGGGGGAAAAAAAAAAAAA
AAAAAAAAAAAA
>CLMC2356Contig1
ACCCGGGCATTATGGCCGGGGACCATGCTGTTGAACTTCCCGATGCTCAGCACGCTCTCC
TCCACCTGCGACGGACACACAGACACCGTTCACCGCTCTGATCCACTCCCGACAACACAC
CAGACCGGGACACGCAGGAGAACAGGCTCACCTGGGGGAGAAGCATGCCGATCTCCTCCA
CCTCCTTCACGGCGAACAGCGCGTAGCCCGCCGCGTGCTCGAACAACACGTGCAGCAAAA
CCTGCGAAAGGTACATTTAAGAGCTTGTTGAAGAGTCCTTGGAGGAGCCTGTTGAGGAGC
GGATGTGAGCGAGGGCATTTACTGAGCCCCGGGCTGTGAAAAGGCTTCATATAAAGGACT
GAGCAGGATGAGCTGACAGTCAGACTGGTGGAGCCCTGCTCATCTTACAGACGACTTCCC
CAACTGACTAAAGCCGACACAGCACGTAGCGTTCAGGTGAGAGCAGAATGAGCATCCGTG
GAGCAGTGGGCGTTTGTGTGGTGCTGGTGAGCCTGATGGCCTTCCTGGTTGAGAGGTCAC
AGGGTCACATCACATTCTTCAGCCCCAAGGAGCTTTTGCACATGAGGGATAAAACACTGG
AGTTGGGGGTCCGCTTTTCACCCAGACAGCTGACCTATGTGGCTCCGGTGATCAAAGAAA
TCATTCATGAGATAGTGGAGGAGCATCAAAAAGCCAAATAGCGAGGCAGATGGTGTGAAC
GCTGTTTAAGGGAGAAAAATAAAACCCATGAAGGCTGAAATATGTTTTATTAAATCTGAT
AATAAAGAGAGTTGA
>CLMC2357Contig1
TGCATCTCCTTCACCGTTTGTAATGACACCATCATAAAACTTCACAGTGTAGGTTGTGTT
TTGGACCTCCTTTACTTGGGGATACCCACCATCTTTATTTACTGAAATGACCTTAGCGGG
GTAAAAACGGCAGTCGGACCAGCTTGCCAGAACCTTGTCATTCACCTGGAAACCATGTGA
AGACGAGCCATCATACAGGCCCTGCTTTCTCAGTTTAATTCGCTCAACGGGTCTCAGGTA
GGGACTTGTCCAATCAAACCACTCGTCGTAGCGGTGGCTCCACTGGCGATAATGGATTAA
AACTTTCTCATCTTCGTAATCAATCTTCTCAATATTGGCTGCATACCAGTTTTTGAGGCT
GTCTCTGGCCTCAAGCTGAGCTCCCACCTCAAATGTAATCCCTCTTCTGTTAGGGGGCGT
CTTACTCATACTGCCCACATCAAGGCTCCCTTCCTGCTTTCCAGTCAGTCTTTGACGGGT
CGGGTGAAAAATATGCAATATAACCCGTCAAAAGCGCAGGTACCGCTGCCTCCGCCTGGC
TGCTCCGTACCACGCAGTTGAATTTCTCTCGCTTGCATGCTCTACCGGCGCGGGCAAAGT
AGCGCTACGATGCGCATGCGCCCCCCGGCCATA
>CLMC2358Contig1
CCCGGGCATTATGGCCGGGGCTTTCCGGTTAGCTTACAGACATGAAGGGTCAGTTAAAGA
AAGGTGTGGAAGTAATACCAAGCCGGGAAAACTGCGTTTATACCAGCTGTTATTGTGAGG



AAAATGTTTGGAAGCTCTGTGAGTTTATTCAAGCACAGAAAATGGTTCCACTGGACCAGT
TTGCTGTAATTTTCATCTCTAACGACACCAGAACGGTTCCTCTTTGGAGACAAAAGTCCG
GACATGACGACCGGCCGGTGATCTGGGACTACCACGTGATCCTGCTGAAGGTGGGTGTGA
AGTCAGACAGTGTGATCTATGATCTGGACTCGGTGCTGCCGTTTCCCTGCAGCCTGCGGC
TCTACGCAGCTCAGGCCCTCCGGTCGGACCGCAACCTCAGACCTGAGTATCACAGGAAGT
TGCGAGTGGTTCCTGCGAACAGCTTCTTGTTGAACTTTGCGTCCGATCGATCTCACATGA
GGAATTCTGATGGAACCTGGAAGATGCCTCCCCCATCATACCCCCCCATTTTTACGGCTG
AGAGTAAGATGAACCTGGACGACTTCATTAGTATGAACCCCGCCGTCGGCTGGGGAACCG
TTTACACTCTGGATCACTTTCTGCTGAAGTTTGTAGAAGCTGCCTCTACGTCTGCTTCAT
CATCAACTACAGCGTTGTAGCAGCTGCTGGTTGTAGCTTCAGGTCTTGAGGTTGGAGAAG
GATTTTCCTGCTAAAGACCTGGTGGAGCCAGCTGCAGGTGAAAGTGCCTTCTGACAGGGA
AAGACTGTTGAGGA
>CLMC2359Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTGGTTCTCAGCTTTGCTCCCTTTCTTCTTCTTT
GTTGACGCAGGTTTGCCTTCGACAGATTGATCTGCACTGTTTTGCTGCTCCTCTGATGTC
TCTGCAGGTTTTCTCTTCTTTCGTCTCTTTTTCTTTGTTCTTGCAGCCGGAGCATCTTCA
GCCTCACTGTCACTCTTCTGGACATGATCACTGCTCTTCCACTCTGGTACTGGTCCCAGT
GTCCGCAGTGTCCGCAGCAGGCTCTTCTTACCCACAATCTTGGGTGTAACATTTGAGCTG
CTGTTCCTTTTCTGAGTGCCACCAAAGACGTTTTTACTCAGGATTAAAGCGTCTTCTTCG
TCGTTCCATTCTGCATCTTCATTAAACATGTTTCCCACAGTCATAAAAACAGCGAAAGAT
TTCTGTGAAAGGAAAAAGCCACGTTCTTTTCTGTCATGTGGGCCTGGGAAGCAAAACAGA
AAAGATCGCGCACCCCCGGCCATAAGGCCCGGGTTA
>CLMC2362Contig1
AACCCGGGCATTATGGCCGGGGAACCGTTCGGAGTGGAGTCAGGGACGGTGCGGTGAACA
AAACTCCCAGACAACTGTATCACACTGCCCAGAATACTCACTCACCATCACCCACCGAGA
CCAGTCCCTCTCCTGCCTAAAATCCTGAGTCAGCTGTTCATCCAACCAACAACAACCTTG
AATCCAGGTTTGGTTGCAGTGGCTCCGCCCCCAAGTTGCCCATTAAAAGCTGACTGGCTT
TTGGTTTTTGGTGTGAGGCAGTCCGGCAATACAAGCTGGACGGAGGAGAGACAAGTGGGG
CCGATGGCCCAACGTTTGTGCTGCGGCACAGAACGTCGAATGTTATCGAGGCCTCCACAA
ACTGCACATCTAGTCATCCCATGAGTCCACGGGACAAGGAAGAGACGCCCACCTCAGGTT
CTTCAACAAGTCATCTTAGCGCTGCAGAGAGCCCGGCTCACAATGGGGCTGTTCCACAAG
AGGAGAAAAGGATGAACGAAGAGAGTGACGGAGAAACAGAAGGAGAGGAGCAGGAGGAGG
AGGAGGAGAGAGGCAGCGATGAAGGTTTCATGGGAATGACTCCTCTTCTGCAGGCTCACC
ATGCAATGGAGAAGATGGAGGAGTTTGTACACAAGATGTGGGAAGGCCGGTGGCGCGTCA
TTCCTCACGATGTGCTCCCAGACTGGCTTAAGGACAACGACTTCCTGCTTCACGGCCACA
GGCCGCCAATGCCTTCATTCCGCGCTTGTTTCAAGAGCATCTTTAGAATCCATAC
>CLMC2364Contig1
GGGGCTTGTCAGAACCATGATGAGAACGCAGAGAGGCAGTGGACAGGGGAGATCTACCTT
TTTAGCTCAGCCTAATTGAGATAGGTTTACGTTTAACTGTGAAGACGCGTTGATATGAAC
AGCTCTGAAAGCCAATGTTAACTTTCGGATAGTACCGTTTGCTAGACAGTCTAGCGTTTC
GTGGGCTGGCTTTTAGCTTAGTTACTGGCGTTCTTCGGTGGAAATAGCAAAAATGTCGTC
GCCAAGTCCGGGTAAAAGGCGAATGGATACCGATGTGGTGAAACTCATTGAGAGCAAGCA
TGAAGTCACCATCCTCAGTGGCCTCAATGAATTTGTAGTGAAGTTTTTTGGACCACAAGG
AACGCCGTATGAGGGAGGAGTGTGGAAAGTACGAGTAGATCTTCCTGATAAATACCCATT
CAAATCACCTTCAATAGGATTCATGAACAAGATTTTTCATCCCAACATTGATGAAGCGTC
AGGAACGGTGTGCTTAGATGTCATTAACCAGACATGGACAGCACTTTACGATCTGACCAA
CATCTTTGAGTCGTTTCTGCCCCAACTGCTTGCTTACCCAAACCCGCTCGACCCCCTGAA
CGGCGACGCAGCAGCCATGTACCTCCATCGGCCTGAGGAGTACAAGCAGAAAATCAAAGA
GTACATCCAGAAATATGCAACAGAGGAAGCTCTGAAG
>CLMC2365Contig1
GGTGGGGGAGGAACCTCTTTGGCTGCTTCTTCTCCTTCTAGCAGGCGCCTGTACGTGGCG
ATCTCCATCTCCAGGTTCTGTTTGATGCGGAGAAGCTGCTCATAGTCAGTTTTGGTGCGC
TGCATGTCCAGCCTGAGCTGGGAGAGGTCATCCTCCAGCTGGCTCAGGGTGACCTGCAGG
CGCTCCATTTCAGTAGAATATTTCTGGCCGGTCTCGGCCAGATTTCCTTCCAGAGCTGCT
ATCTGCTTGTGAAGGCTGTCCAGCTCCACTTCCAGGGTCTGCAGGAAGCGCTGCCTCTCA
GTCAGCTCTCCCTGAGCTCCTCTTAGTGCTTCATTGCTCTCTCTTGCCTCATTATGCTCG
GTCAGCTCCTTGTTCTTCCTGACAATCCCTTCATACTGGGAGCGCAGCTCTGACAGAATG
GTGCCCAGTTCTGGCCCAGTGGCCGAGTCCACCTCCACGTTCACTTCATCCCTGGCGATG
CGAGACCTTACCTGCTCAAGTTCCTCCTCATGGTTTTTCTTGAGGAAATAAAGCTCCTCT
TTGAGGCTGTCCAAGTCTCCCCTCAGAGAGGCAATGATCTGTTCGTGGTCAGTCTTGGCC
TTTTTCAGGGCAATGCAGTCTCGCTCCACAGACTGACACATCACCATCTCCGTCTCCCAC
TTTATTCTGAAGTCATCAGCAGCCAACTTAGCATTATCGATCTCCAGCATGAGACGAGCA
TTTTCCAAGGTCCTCTTCCTCACCTCCTGCTCCACAGCATGGGCTTGGGCCATCATGGAG
TCGAGATCATGGCCTTTGGGAATACGCTCGATCATCAGCTGCTTAATTTTCGCCTCCAGG



TCAGCGTTGGAGCGTTCCAGTGAGCGCACCTTATCCAGGTAGTTGGCCAAGCGGGTATTC
AGACTCTGCATGGCCTCCTTTTCGTTGGTGCTGTTGCCATGCAGTCCATTAAGTTGAAGG
CTGTTTGGCCCGTTGAGATCCTGGCCGATGGAGGCTGAACGACTCAGCGGGCTGGCGGTG
GCGAAGAATACTGAGGCGCGCGAGCGGCTTCGGTTGGTGTCCATTAGGGAACGAGTGGAA
AAAGAGGGCTGTCGGTTCACAGAGTAGCTTCTCACTGAGATGCTGGATGCCATGATGGGT
GCCAGGGGATTCTTTAGGTCGAGTCAAACTGAGATCCAGAAGAAGGGAAGTAACTCCCCG
GCCATAATGCCCGGG
>CLMC2366Contig1
TGACTGAAAACCGTTTCCTCACAATGGACTTAAAACGGAGATGATTGAGGGAAGAGCAGA
TTAGTATTGATTAGCACCATCAACCCAGAGTGCAGTGAGAAAACATGATTAGAAAGTCTT
AGGTCTGAGTCCGCAGTCTTGAAACTAGCTTTGATTCTTCCATCAGAAAATGACAAAACA
TGATGGGACATACCGGGGTTACGACAGAAGAATCACCTGAATGTATCTCCACCAGTTCAA
TATCTGATATTATGATGGGAGGAAATGACTCCATCTCCATTTCATCTGTTAACTACAGGA
TGTGAGGGTAGCCCTGTGTTCACTGATAGCTAGCAGCACCGCTTTCCTCTCACCCAGTCT
CATTCTGCAAAACTCTTCTGAAAACCACTTCAATGACTCCTCACTTTATCCCCTAATTGA
TAGAATGCACTACGTGTCCTCACTTTAGTTGCTAGAACATTCTTTCTTATGGCATTTATT
TAATCTTATTCACTTTTACATCTAATCTAAGCCCTTCATGCCAAGGAATTATTCTTTTGA
CGCTCCAGTTTCAGTTCAAGCGAAGTGCCAGGGACCCTCCAAACATCTGATCAGC
>CLMC2372Contig1
TATGGCCGGGGAGCACAGTCAATTGCCGTTTCCTTAGTAACCCTCAAGTTTTTTTTGTCG
CCATTGAAAGGCAGCTAATTTGATTAAATATGGCTTGTAAACAATGGAATACGTCTCACT
CAGGTGATCAAGGCTTCGCTTTGTGTGACGTCATGAATAAAGATAATTTGGACGAAGAAA
TTATTGCTGTTTCTTGAGGATCAGTTCCAGCAGCTCCGGGGGGATTTCATGGAGAAATAC
TACCTCGAGTTTGATGGTTTAGATGAGAACAAGCTCAGCTACACGTCCATCTTTAATGAA
TATGTAGGCCTGTTGGAGAAACACCTGGAGCAGAAGCTGATGGAGAGAATCCCCAACTTC
AACATGAACACCTTCACAGAGCTGCTCATGTAAGCTGGGACCCAACCACACGTCGACTGT
CAGGAAACACGCTAATATCATATTAACATGGTCACAATAGACTGAAGAACATACAGGAGA
GGAAAGCCTGCAACATTACAGAGTAAAACATCACATTTGTGATGTTTTCCTTAATTTATT
TGAAATATTTTTTGAGAAAAGTAGTTTTCTCAAGAAGTTATAAACTCTGTGTCCTCACCA
CACCGCCGAAAGTTAGATTCATGGAATATATGAGCAGCCAATCACAGAGCAGCAATTAAG
TACACCTTGGTATGTATGGAT
>CLMC2375Contig1
CAGTCTTTGCAGAAGCGTCCTCGCAGTGCGCACTCATACCGTCTGTGTTTGGTAAACTCA
GAAAAGATAGAAAATGTTTTTTGGCAGTAAGTACAGACGAAGGGCTTTTCATCGGCTGTA
TGAGTAACTTGATGCTGTCTGAGCTCTTTAGGGCAGAAGAAGCACTTATCACATTTGTAG
CAGATGAATAATGTATTAGTCTGCTGAAGATGCTGCATGTACTGTTCCCGGTGACTCTTC
CTCATGTGCCTTTCCTTTGATTTGGAGTCGCTGAAGGTGATGAAACACTGGAAACACTGC
AGACTCTCTGCTCGGTATGTGTGCAGGGGCTCACACGTGTTAGTTTTACGTCCGACAACC
ACCTTCTCGATCTTTATCATCTCCATGCTGCTGCTGTTTGCTGCTGGCCCCGCCGGTGAT
GATGGACTCCAACACAAACACTGACATACAACCAGCAACAAACGAATTACCACCTTAAAA
CAGCAACACTAAACACGGCTTTAAATTGACCAAACCGTAAATAAAGAGGTCGTCCGGCAA
TAAGACAGATAATGCTGACATTTTGGAAGGCATGATATGAATAACAAGATGCTAGCAGGG
CCTGACCGTATGCTATATATGCTAACTGTG
>CLMC2379Contig1
AAATCAAATGTAACGCATAGCAATGGCAGCTCCACTCCACTCTGCTCGTATTGTCTGTCC
AAGTGTTTAACCCGACTCCTTCTGTGTGACGACCTTCATCTCTGCTGTTGTGTTTTCGTG
CAGCCGTCCTCCGGCTGCTGTAAAAACTCCCCCTTTTCTCTTTCTTTTGATTGATTGTCT
TGGTTGAGTTTGAGTTTATTTTGCATGTCTACCCATATTCGTGATTTTCATATTCTTCTT
TTTTTTTTTTTTGTCTTTTGGGAGATGCAACACTGAAGGGTTTTACGTGTTAGACTTCCG
CTCTCAGTATCTAGCGACTCAAAGCGGATGTTGGGGGGTGATTTTTTTTTCTTTGTTTTT
TTTTCCCCTCTTTGCGGGGAAAAACAAAGCATCAGCTTTGGGTCTTCACTTGGCAAAATG
TCTCGTGCATGTGGGCCCGGCCGCTGGTCTGCATCAGCTGTCCCGCGTGCACCGAGAAAG
CACTTTCTGAAGAGTGCTGCACTCATGGAGTAAATGCGTGAATGTTAAGACTTTGACTAG
TGTTTCAAAAGATGGATGACTATGTATGATGCTCATAATGTGATTTATGTGATGTAACGT
GACAGAAAGAAATAAAGCTGAATGGAAAAACAATTTAAAATTATCCAAANNAAAAAAAAA
AAAAAAAAAAAAAA
>CLMC2383Contig1
CGCCGTTTAACCCGGNCCTTATGGCCGGGGTTCTTCATTTTAGTGTTTTCTGCCTGATGT
TTTGGTGACTTTTGAACACCAACAGGGTTGTCACTCCAGCGGTTTCATGTAACGGCGTCT
ACAATCCACACAAGTGGCGCAGGTAGTGCAACTCATCCAGGAGGACGGCACATCAATGCG
AGCTGTGGCAAGAAGGTTTGCTGTGTCTGTTAGCGTGGTGGCCAGACCCCGGAGGTTCTA
CCAGGAGACAGACCAGTACATCAGGAGATGTGGAGGAGGGCGACAACATTGCATCATGAC
CGCTTCCTCCTCCTTTATTCAAGGAGAAATAGGAGGAGCACTGCCAGAGTCCTGAAATAA
TGACCTCCAGCAGGCCACAAATGTGCACCAATCTGCTCAAACTGTTAGAAACGGACTCTC



TTGAGGGAGGTATGACGTCCACATGTGGGAGGTGTGCTTACAGAGAGAACACCAAGATTG
CCAAATTCGCCACTGGTGCCCTGCACTCTTTAGAGATGGATGACAGATGAAACAGAGTCT
GGAGGCGCTGTGGAGAATGTTCTGCTGACTGCAACGCCGTCTAACATGACCGGCTTGGCA
GTAGGCGGCATTTCTTTGCAGGGCT
>CLMC2386Contig1
TTAGTGTAAAATGTAAGCAATAAAGTAAAAATACTAGTCTTTTCCTCATTTCAAAAATGT
CTGTCAAAAAACAAAATTAGCCAGCATACAATCTGCCACTTAGCCCAGTTTGCCTGCTGT
TCCCCTGGAGTTAGTGATGAGGAGAAACGAGGAAGGTGCCGATAGCAAAAGTTCATTCAG
TAAGACTTGTGGTTTGAACACCTGAAATGTCAAAGTGCTTGTGCCAGTAAAGAGCTAAAA
CTCCTACTTGGTGTGTGGGGGAAAAAATAAATAAAATGAAACACTACTTCCCCCTGCTGG
TTGGAACCCTCCAGAGGGAAAAAAGAAAACAACTGAACATGTGAGGAAAGCGCCATCTTC
CGGTGAGGAACACGTCAACCTCGAAAGTTTTTGTGAAACGGCAAACAATTGTTACTCTTA
AACCAAAGCTGGAGCACGTTAGATTACAACTTATTTAAAAAAATAAAATTAAACAATGTT
TGTGCTATAACGGAATTGTTTTTAAATATTATGTATACATTTACACTTATATTAAGTTAA
ATAAAATTTTAACTTATTTAATTCATTTATACTTCTAAATTCCGAACATCTCACTTCCTC
ACACAACCTTTCAACATTTAGAAGACAGAAACAATAGTATTTCCATCCATTCATCATTCA
TCTTCAGAACCTGCTAAATCCCTTATTGGGTCACAGTGCTGCTGGAGCCTATCCCAGCTA
CTGTTGGGTGAAGGCTGGGGGTTCACCCTGAAGAAGTTGACAGTCTGTTGCATGTTTTAG
GAATAGTAGTTCTTCAATGAATGAATAAATGAATGAACTGAGCTGCATGGTGGAGCATTG
ATTAGAGCCTCACAGTGAGAAAGCCTTGGTTAAATCCCAGCTAGGATCTGTCTGTGCAGT
TTTTTTGTTTTCCCCGTCCATTCGTGGGATTTTCTAGTTTTCTCCCACAGTATAAAAACA
TGCTTCATAGGTTTCTTGAAATCTCTAAATTGTCACTCGGTGATATAGATTGGCGACCTG
TTGTGCCTTTGTCGAACAGTAGCCGGGTTGGCTCCAGCAACTCCGTGACCCCAAAAGGGA
TTCAGCTAGTTCAGTAATGTTTACTTCTGGCATTAAGAGAAT
>CLMC2394Contig1
GGGGCAGGAGCGGCTCACTTGGAAGCAGAAATCAATTCCGCCACACATTGGACTGTGTTT
TATCCATTTGTTTTCCAAGAACACTTTTAATTTCATTTTTTAAGACAGGACGCATTGACA
AATCCTACCCAACAGTATGTGGGCACACAGGCCCAGTGTTGGACATTGACTGGTGCCCTC
ATAATGACCAGGTGATTGCCAGCGGCTCCGAGGACTGCACTGTGATGGTCTGGCAGATTC
CTGAGAATGGCCTCGTCACTCCTTTGTCTGAGCCGGTGGTTGTTCTGGAAGGACACTCGA
AGCGTGTTGGCGTCATCACATGGCATCCGACAGCACGCAACGTCTTGCTTAGTGCAGGTT
GTGACAATGTAATAATCATCTGGAACGTGGGCACGGGTGAAGCCATGATCACCCTGGATG
ACATGCATCCTGATGTTATTTACAACGTTTGCTGGAACCGCAGCGGCAGCCTAATCTGCA
CTTCCTGCAAAGATAAGGGCATTCGTGTCATCGACCCCCGCA
>CLMC2412Contig1
GGGAGTTTTATCGACATGAAAAAAAGTTAGTTAAACAAAGCTGTAGTTCCTCACCAAGCT
TATAATTTTCAGTGGCAGGCTTTTGAAAAGCACACAAGTCAAGAATGGAAGAACATGAGC
AAAGCCGCCTGGAAGAACTGCTGACCTGTCCAGTGTGTCAGGACATCTTCAGTGACCCCC
GGCAGCTCCCCTGTGGTCACAGCATGTGTCTGAGCTGCCTGAACAACCTGCTGGATCACT
CCTCTGATTCTCCCTTACGCTGCCCAGACTGCAGGGCACAATTCAGAGAGGTAGTTGATG
TACAAAGAAGCTACGCCCTGGCACACATTTCAGAGGACTACAAGTTGTGCAAGAGGAGAA
GGGAAACACTGGCAAAAAAAGTGTACTGTGACTGCTGCTCAGAATCCAAAACTCTGGCTT
TTAAAACGTGTCTGAAATGTGAGGTGTCTATGTGCAAAGAGCATGTGAGGAACCACCTGG
AGCTCCCTGCGTTCACAGGGCACCCGCTGGTTGGCCCGCTGAGTGACCTTGCCGAAAGGA
AATGTCCACAGCACGAGGACGAGGTGCTGAGGTACTACTGCAACTCCTCGAGACGTTACA
TCTGTAACATCTGTGCCCTGGACAGCAAGCACCTCCGTATGGACTCTGAGAAGGCCTCTG
TCCTCCAACGACAGCTGACAGACTATTTAAACCAAGAATTCAAAACGCTCATCGAACACG
TTGCAGAATCCGCTGGAGCTGTTAGCAGACTGCAAGAAGACTTTCAGTACTACAGACGGC
GCCCTCCTGATCTACGTGTCAACGGAGTCACCTTCATCCTGCTCTTCCTTTGGTTTATAG
TCCTGTATTATGCTTACAACTACTCTGTGGAAAACCAGATGTTAACAGAGGCGCTGGAAA
AGCAATGCCCTAAGACTCCATCAGAAACACTGTAGCCGACTGGGACACTGAAGAGGC
>CLMC2423Contig1
CCCGGGCATTATGGCCGGGGAAGGAGATAACGCAAAGGTCTGGACGAAGATCGCCACCGA
GGGGGTGGAGCTCTCTTTAAGTCACACTCTCTAGGGACATCCGCCTGTATTTGATGTAGA
ACCCTCAATGGGAGTTTGTCCCGAAGCACTATTGAAATAAAATAAATCAGAGAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CLMC2425Contig1
CCAGGAACTCCTTGACCTTCCGGTACGTCTGGTGTTGGGCCAGATCCCGCAGCAGCTTTT
CTTCCGTGAGCGGACCCCCGCTGCAGGCCTCTGTATACAGAGCTGTGGTGTCTTGCTGAG
GAACACCCAGCAGCGCCCCCATGAGGTCAGAGAGCTGCTGTGCGCTCAGGCTGCCCCTGT
GCTCTCTGTCAAAGAGAGTGAAGGCAGAATGTAGCAGCGACCCGAAGTCCTTCAGTCCAG
ACAGAGCCAGAACACTGAGGCCGAGCTGGCGAAGGTCCACGCTCTCGCCCTTTGAATATA
GGCTGCACAAATGCAATGCTGCTCGTCTGTCCCTCAGTCCCAGCAAAGAGGCCAGCTCCT
CCACGCTGACCTTTGACCCCTCAGTGTCCTCACCACACCTGTCAATTATCCTGTCGATGG



CCGCTTGGATCTCATGCTCGCCAAGGCCGTCTCTGCGCAGCTCTGTCAGTGCATCTCTGG
CTGGAGACTCCAGCGGCAGGGACAGACCCCCCAGTTTGCTCACAGGAACCCGGCCCTCCA
TCACGTAATCTGTAGCTCGCACTCCTAGAGCCAGTTTTAGTTTTAAGCTCCATGTTATCT
CAGAGAGGTCAGAGGTCCATGTTTAGTTCTAGCTCTACAACAGTTTTGTGTCAGACTCCA
AGCCTTCCCCGGCCATAAGGCCCGGGTTAAACGGCG
>CLMC2434Contig1
ATGTTTTTTTTTTTTTTTTTTTTTTTTAAAGGTTTTCTCCGTTTTATTAAAGCTGTACGA
TGGCAGCATCATAATCATCAGTGCTCCTCTATCTTCGCAACCCTCCTGCTGCCCGCTTTG
GCCACAGTGACGAGGATGGTGAGGAAGAATCCCAAGGCCCAGACTGCAGCCACGGGCAGA
ACCACAGACGTCAGCAAGCTGGACTGAGGTCTGTCGGGCATTTCTATCTTGATGGGTCCA
TATGACAGGAGGCCCTCACTGGGATTTGCCCTCACCGCTTCCCTTTTAGTGATGGAATTA
CAGCCAGAGATGCAGGAAGTCTGGTCTTCCAGCTCACACAGCTGCACAGTGCAATGCAGA
TAAAGCTCATATGGTTCCGTTATGAAGCGGAACATGTCAAAGCTGTAGCGAATCGTATGG
CTCTCCCCGTTTCTTCCAGACTTCTGATCGTCTACGTCGATGAACGACACCGTCTCATCA
TCCGCACACCCCC
>CLMC2439Contig1
TTTGTGGCTGAAACCCTAGTGCTTTATGCAAGTAATTTTGAAATATTGCTTGCTGTGCCC
GATTCCTTAGTTGATGCCAGTCTCCTGGCCTGGGACGGACATAACGATCTATAGTATTTT
GAGGGATAGTATTCTGGTCACGAACAGTGTTAAGGTTAAGTACCCTGCGCCAGACATCAG
GATTTAACAGAGGGCTTGTCGTTGTGGGTGGTGCTGTAGTAGTTGTAAGTGGCTGCATAA
CGAAACAAGGCACATAGGGCATGTAGGGCTGATAATAGTATCCTTTATAAGAATGACTAT
GCGGATAGGGATTCTTGAAGAATCGTTTGGTCCGACGGAGAGGCCATTGTTTGGGAGGCG
AAGTGGCTTCTAGGAACTGCTGTACTGGCTCTGGTGAAGTGGATGGAACTGTAGAGTCAG
GGCTTGGCAACACCGCACAGGCAAGCTTTATGGCCGTCTTTCGCCAGCTTAAAAACACCA
CAATGCTCCCATTCTCTTGTTTGACATTGCAGCCTTCATAGTCAACAATCAAAGTAAGGC
TTGTGCTGTTCCCTTCTACTAAAAAGCCACACACCCGTGGCACTTTGCTTAGAGGTAAAG
TGCAAGAGTCACCAAAGTAAAGCTCCAAGTCAGCAGAACCAGGTCCTTCAACTTCCAATT
TCATTTCTGTACGGCCGCATTGGAGGGAGGTATTCAAGAGCCTCCATTCTGCTTCCTTAG
TCAAGTAATCCATCCTTTCAATAAGATCAGTTTTAACCAGTTCAGTTTCTCCAGCAGAAC
TGCAAAGCTTATCTAGTGGTTTCAGATCAAAAAAAATACTTCCTCTTGTCACCTCCACAG
CTGAAGACTCCTTAGAATCACCAAGCTGAGCTACTTTAGCTGATCCACGCAAGCTTAAAC
ACAAAGCACTAATGGCTAAAAAAGACACAAGCAAAGCACCTGCAAGAGTTTGCCATTTCT
TGCATCTCCTCCCCCCTCCTGTTCCTCCTCCTGCTGCCATTTTAAAACTAGAAACCTCCC
>CLMC243Contig1
TTTTTTTTTTTTTTTTTTTTTNNTTTGGAGATTCAAGAAGATTTTATTGTTAAACAAATT
CACAACAGCAAATTAAAAAATGTTCAAATGTTTGCATTTAAGTTGCAAATGCTCTGAAAA
GAATAGACAGACATTCTTAAGGCAAAGATCTGAATGCAAATCCATTCTAAAAGATGAGGC
TTTTGCTAAAAACAGAATTTAAATATTATTCCTTTTTCCCTCTTTTGCCAGTTCTTTTAG
AAGCGGGGGCCTCACCATCAGCCTTGGCCACCCTCTGGGATACTTTTGTTGTCCTTTTGG
TCGACTTTGCCACTTCAGTTGCAGTTGAAGTGGAGCTTTCTTCAGGCTCTTTAGATTCAA
CTTTCTTAGCTTTTGGCTTCTTTGCTGGAGCAGCAGCCTTTGGAGGAACATTTTCATCTT
TCTTTGACTTTTTGGGAGGCTTCGGTTCCTTTGAGGCCTTTTTCTCCCCATTTGCAGAGG
TCTTGGCAGTGGCCCCTGTTTTTTTGGTCTTCGTTCCATCCTTTGCCGCTTTAACAGCTT
TCTGCACATTTGGGTCCACATTTTCAGCTTTTGGCTTTAACTCCTTGACTTTTGGAGCCA
GTTTAAATTTGCCCTGCGCGCCTGTGGTGGCGGCGGCAGCGTTGGCTGGCCTCACCAACG
TGCCGCTCTCCATTCCTTTTTTCAGCGCGTTGCGGACCAAGTGCTTCAGCCTCACCACGT
CCACAGAGGGATACGACTGTTTGATGTAGCTCTGGATGGCTTGAGAAGAAGCGCCTTTGC
GGGAGTCGAGAGCAGTGAGGGCCTCTTTCACCATGACCGCTGTCGGCGGATGAGCGGCGA
GTTTACGCAGCGCCACGGCGTCTGGCGTCTTCTCAGCGGTCCGGCTCCGTGCATCACCTG
AAGTGGACTCAGCGGAACCAACGGGGTCCATGGACGACTTTTTGGAAGGCAAAACCGAAC
AGGCGTCCCCGGCCATAAGGCCCGGGTTAAACGGCG
>CLMC2443Contig1
AACCCGGGCATTATGGCCGGGGGCTCCCCGCCTGTAGCTCGGCTGCTGTGGAGCATGGCT
GCCATCAAAGCTCTGGAGTTGTGGTGTAAACTGCAGTGTGAGGGCTACAGAGATGTGGCC
ATCACCAACATGACGACCTCCTTCAGGAACGGACTGGCTTTCTGCGCGCTCATCCACAAG
TACAGACCCGACCTGATAGACTATGAGTCACTGAACAAGGAGGATGTGTTCGAGAACAAC
AGGCTGGCATTTCAGATTGCAGAAGAGAAGCTAGGCATCCCAGCTTTGTTGGATGCAGAA
GACATGGTAGCTTTAAGGATTCCAGACAGGCTGAGCATTCTGACCTACGTCTCTCAGTAC
TACAACTACTTCAAAGGATGCACTGCAGTTGGAGGGGTAAAAAGGCCAGCAGAGGGCTCC
AAAGAGGAGCCGTCGGAGAAGAAAAATCTGCCAGTTCTTTCCAAAACTTTTGTATCAAAA
AATGACTCTGAGAACTGTTCAGCTTTTTCTCTGCCGGATCAGACGTCATCCAAGGTGGGC
AGGGCTGCTGCTCAGAAGGTAGCTTTTGCTAGCAGCCAGAACAAAAATGGGACTCTAACC
AACAAATGTGTGGAATGTAAGAGTCATGTTCACCCGGTTCAAAGGCACTTTGTGGAAGGC
AAGCTTTATCACAGGAGCTGCTTCAAGTGCAGTGAGTGTGGCAGTGTGCTCCATGTAGGA



GGCTACCAACCCGGGAAGAATCCAGACACGTTTGTCTGCAATGCCCA
>CLMC2450Contig1
GCGAGGAACAGTCCAAGCTTCCCTTGAAGCCTGGGGAGAAAATATCCTCCTCCTACATCA
GGAAAAAGTCCGATGGCGGTCTCTGGCATCGCAAACAGAGTCTTCTCAGTTGCCACTCGA
AAGCGTCCATGAACTGACAGACCCACACCCTCTCCCATTGTTATGCCACCAATAAAAGCA
ATATATGGCTTCTTGAATGATCCTATGGTGTTATTTAGAGTATATTCCTCCCGAAAAAAG
TCCTGAGCAAGAGAGTCACCAACCTTCCCCGCTTCTGTTACCGCTCTAATGTCTCCGCCA
GCACAAAAGGCTTTCCCACCTGCTCCTTTAATGATCACAATGTCCGTTTCAGCATCATTT
TCCCATTTCTTGAGTTGTGGCAAAATTTGCCTGATCATTGTCAGGTTAAGTGCATTGAGA
ACTTTAGGTCTGTTCATTGTAATCACACCAGCCCTGCCCACTTTGTCCAGCAGAACCTCA
GGTTCTCCATGACTTGACATCATATGTGCCTGAATTCGTTGCAGTCTGTGAATGGACCTC
AGTCTGCAGGCAGACGTTAGAGACTTTAACATGTCCCACAATTAAAACGTGGACGCAAGC
AATACTTTTGCACAGCGTACTTTTCTCTTTACTTTGTTTTTACGCCTCCTTCCTGCAGGC
GTCAAAATTTTTCGCTGATTGGTAGCCC
>CLMC2454Contig1
GACCCGATTCTGGTGGATTTTACCCATCGCACACATAATCTCTCTGGCTGCCCTCTCTCC
TGCTTGTACGGCTCCCTCCATGTATCCGCTCCACTCTGTGGCCGTCTCTGTGCCAGCGAA
GAACAACATCCCCACCGGCTCCCTCAGAACTCCAATCCAGCTGCACAGATGTCTCATCCA
TGTCAGTAAAGTAGGAGCGAAATCCGGTGGTGAAATCCTCCTGATCACATGGCTTTTTCC
ACATCTCTGCTTTCTTCAGGAAACCCCCCACCTTGTCATACAGGTTCAGGATGCTGGTGT
CCTTGCCCAACGTGACATCCATGTTTTGTGGTGAGATGCCGCTGGAGGTGTACCGGCTTC
ATGCTAGCGTTGGCTAACTTCTCCCCGCAAAAAAAAAAACAAAAAAAAAAACACAGTGCC
TGGGGTGGGTCAGAGCTCGTGGACGTAAATCCCATTAAAACTTATTCTTCCATGTACTTT
CTGGACTTCGTCGCCTCTTGTTTTGTTTTCTTTTTCACTTGTCCATCTCTTCTTTCAGCA
GCATGGCTGCTGCGCTTTAACCACGCCTCCATAGTTAGTCCCCCG
>CLMC2460Contig1
TATGGCCGGGGGAATAGTAGCATAATTGACCACAGACAACAGGACATACCTGAGCTTCGG
CGGCGCCCGTAACTCTTATTACCTTTACTTGAACAAATTTCACACACTGTGCAGAACAAA
ACAAAAATAATGCTTCTTCGTAAGGTGAGCCAGTCCTCCGCCCTTTGCGGCAACATTCTC
AGGATTCAACCCGTGCTAGCACGAGGTCAGCCTCAAGCTGTGGTGTCCGTGTCAAGCCCT
CGTCTTTACGCCAGCCAGGCGGCTCAGGCGGTTCTGGAAAAGCCTTCTGCTGTCAGCAGT
GATGCTGCCACCAAAGTGGAAAAGAAGTCTGTCACTGCCGTACGTTTTTCTCTTCTTCTA
GTCGTTTCTAATGAGCTCAGAGAGCAGCAAACCTCTCTTGTAGAGCTTTCGTCGGCATGT
AGTTTACAGCAGAAAACGTGGGTTTGTGTTAATCAGAGGTCAACAACACGTCACCGATCT
GTGGGTCACTTGGAACAGGGTGGCACAGAACGAAAACAGAGCTTACATCATTTCTGATTC
TGAATGTTTTATTTTGAAACAGTGATGTCCCCTTTTTCCACACCTGTCTTTATTTTGGAT
TCATC
>CLMC2462Contig1
GGGGTCAGTGGGGTCGGCTGCTCGATTCTGAGGTCCGCCGCTGCCGGGGAGTCCCAAGCC
CATTCATGCAGCCGTTGTAGCGTTTGTTCAGCCCGCCGTTCAGAATGTCCTGGATGTGCT
GTACAATCAAGTTGATGGCCACAAGATTATCTGCTCCCCGTGGAATAATTACATCTGCAT
ACTTCTTTGTAGGTAAACAAAACTCCTCGAAGGCTGGTTTCACAAACGTGATGTACTGAG
TGAGCACCTGCTCCAGCTCCCGCTTGCGCTCAGTAGTGTCTCTCAAGACTGGAATTGGTG
ACAAAGTCATAAACAGGGATCTGCACCGTCTCCCCCTGCAGAATCTGCCTGAGCGTGTGC
ATGATCAGTTCACTGTCAAAAGCATCCGGATGATCAAAGTTGTACTGGCCCTTCAACGCC
TTGGCCTTCTGCTCTGGAGTAAGAACCTTGTAGAAGCTGTCCTGGCTGAGGATCACCACC
TGCCTCTGATGGTGGTCTATCTTGTTCTGTCCCAGCAGCTCCATGATCTTCTCGCAAACA
GATGACTTGCCACTGGCGGTGCCACCAGAGACACCTATGAGGAAAGGTTGCCGGACACCG
TTGGTGTTCTCGTCATGGTCTTTAAGAAGAGCCTCGCTGTCCCCGGCCATGCTTGCAATC
CCGGCCATAAGGCCCGGGT
>CLMC2463Contig1
CAGTTCAATGGAAGCGGTGCCAAGCATTCCAGGGCCAATCACCTTTCCGCCATCATCAGC
GCCACCGTCCTTAGGGTTGTTGTTCACAGCCATCTGGGGGTTCTCCATACTGTCAACAGT
GAGGGGTTTACCTTTCACTGGGGTTCCCTCACCCCCCATTGGTGTGACAGGGGTCAATAC
CCCCACAGGTTTGTCACCTTGAATTATTTCTGCAGGTGTGGCAGCTTTGCTTGTCATGTA
ATTCGGATCTAAGTTCTTGGATCTGCTTCTTGGGATCTCGCCCCGTTGCACGTCTTGCAC
ATCGATGGCGAAGTCGCCGAACTCCCTTTTGATGCGCACAGGACTCACGGTGGCGACCCC
GATGAACGTGTTACCGAAGACGGTGGAGTCAGCGCTGGTCTTGAATCCAGGATTTAGAAC
GAAAGTGGATCTCAGAGTCATGACAACGTCTCATCCTGCAGCTCCTCAATGGTTTATTTA
CACACAACTGCTTTCCACGTGAATCCTTTAGTAATGTTTAAGTCAACCTACAAGACCTTT
CCCGTTCCCTCCTCTAGACTAGTTTTAAAGCGCCGACTACAGCGCATGCGTCGTTTATTT
GATCCCCGGCCATA
>CLMC2465Contig1
CCCGGGCATTATGGCCGGGCAAGTCCATGAATGTAACGCCCTAATTGATTCTGGAGCTGA



ACACAGCCTTATAGATTCCAATCTCGTTCGTCGACTTGAATTACCGGTTGAAGCCCTAGT
CACTCCTGTTAAGGCCGCCGGTTTGGGGGGTAAATTACTTTCTAAGATCACTCAACGTAC
GGAATCTATCCAGCTTATTTCGTCCGGTAATCACCGCGAGTCCTCACCAATAACTTTGAA
CCATGAACAGTTCATCTCTCATTTCCACAATTGCTCTAAAAATAGAAGTTTGGATGGTGA
AAACTGCTACATCATCCTTTCGGTTTACCAGCAGTCACTCCCTAGGCTTAAAATCTTCAT
AAACAACCATTACGTGTGACATGGGCCCATGTTTTTACAAACAACAAACACTGGTGATTT
TGTCGTGTCTTTTTACAAACAACCATTTCCTGCGATGACATGATCCTTTGTTTTCATCTA
CACAGGATCATGTCCACATGTGAATAGATTTTAATGTCTGTTTACAAACAATGTCAATTG
CAATAAAGGAAAACTGTTTTTACAAACATCTTTATTATTAATTCAATAAAGTTCATTGTG
TCAAAAAAAAAGCANNGAAAAAAAAGC
>CLMC2468Contig1
CGTTTAACCCGGGCCTTATGGCCGGGGGCGGACAGCTGAGCTACCCGGCAGAATCACTGT
GGAGGAGAATGCGAATACGGTTTTCTTTCTTTAAATATCAACCTTAGTACGACACAAACA
TGCTGAATGGTGCCCAGTTTGTGGAGGCCCTTGGCCGTCTTGGTTACCCTAAAACCTCAT
CACTAAAGGCTGCAGAGTTTGACTGGCTATTTGACCGTTCACCAGAGAACCTCCACTTCC
TGCGCTTTGTGTGTCGGACCCTCAACCGAAGCAACGTTCTCTCCCCAGAAGAGGTCGTTG
CGTTTCAAGAGCTACAGAAGTCAGGCAAACCTATTTTAGATGAAGCTGCTTTAGGAGAAG
TTCTGAAGATTGCTGGACCTTCAGGTGGGAGCAGTGCAAACATCATTGGTCCCCTTTCTT
CTGTGGTTTCACCGTTTACCCGGGAAAAGGATTTAGCTGTTGAGGACTTGGAAGCAGAAC
TACAGGAGCTGTGTAGAGAAAAAGGGCTGAAACAGCGACGTTACAACAAGTTGCAGATTT
TAGCCGCATCCCAAGCAGATGTTGAGCTTAAACTCACCAGAGAGCTGGATAGCAGAACCT
GTAAACTGAATGAAGCCGGTGCTTCTATTAGAGCGG
>CLMC2469Contig1
TATGGCCGGGGNGACCAGACCCTTCTGATAGCCTGTTCGAAACGGATAGCCTCGATAGAT
GTATAGAGAACCAAAACCAAACCAAGATGCTGTCTGCCAGATCCTTGACCTCGGATTTCA
GTCAAGAAAAGCCTTCATTGAAAGTGATGTCCTAAAAGAAGATGATAGACCTACAAAGAT
TCTGGAGGCATATCCATGTTTCAAGGAGCTTCATCATGTGATGGAGGAGCTGCGGTGGAT
CCAGGATATGGGAAACGGCAAATTCAGATGTCAAGTACAGGACAGATGGGAAGACTTCTG
CTCACTAGTGCAGTTTTACAGAGTTTGGAAAAAAGTGTTGAAGCCTCCCATGAACTTAAG
TGGAGTTGAACACAACGTTGCACTCTTCAGAGCACTCCCAACGCTTTTCCCATCTCCAAC
TTCACCCCTTAAGAAACTGGCACATGCTAGTGAAGCATTGCTGCATGTTCTAGAGCCAAC
AGATGATCCTGCCAAATACCTGGAGAAGAGATCTTTCTCCAGCCCGGTGTTGCTCTTTGA
TGGGTCCTGCTGTCTCGTGGCAAGTGGAGAAACTCCCATCACCACCTTTGCCAAAGAAGA
TCTTGGCCATAGGTTGTTTTATCTGTTGGCTTACCACTACACCTTCCATCTTACCCATCC
CAAGTTTGTGGCAACCCTACTTTGTCAGTCAGACAGAAATATTGAAGGACAATATTCACG
AGCGGGACACCACAAGTTCATAAAAA
>CLMC2482Contig1
AGAAGGAATCAGTTTCCAAATCATCTTGGTTGGTCTTAAGATAGAAAAACATTTAAAAAG
AAAAAATATCTGTTATTTTTAACAAGGAAACTGCTTCATATTGTGCAAACAATCACTCAA
AAGTCATAATTAACATTCAACAGTCTTTTAGAGTATTGGTTACAAACTTATAATGTCGCT
CTGAGAATAGCTTTATTTCTGAGCGACACTCTTTGGCTTATTATAAACAAGGAAGTCTGA
GATGTCATGCCACACATTACTGTCGTGATAGAGGTAAGTCATGGAGGACTGCAGCGAGGG
CTGAAGAGTGTGAGGGTAATACTCAAACAACCACAAGACGATGCCCCAAACCAGTGTGGC
AAAGAGCGGGAATGGGTCTTGTTTTGGTGCTGGGATGACTCCTTTCTCTACAGCCAGCCG
AGACAAGGCGAACAGGATTCTGGACAGTAGGTACATGTTGATCTGACTATTAATGTTGTT
GTTTTCTCCAAATACCAACCACCCACCAATACAGGCAGCCAGGAAGGCATGAGACTGTAA
ACTTTTGCCCTGGATTTTCTCCTGTAAACCCTGAAGTCCTTTATAGGTGAAAACAAAGCA
GGCCAGATTCCGGGAGTGGGTGTATGTGGCCTTCAAAATGGCTTTGAGCTTCTCTTTTAA
ACTGCCACTTCGAAACAGAAATGTCATGACCAGGGCATGTGGTGCTCTGATCTTTGCTCC
ATATACGGCACCATTTCTGAATCCCTTTAAAACCGCCAAAGCTACTTTGTATTTCTCCTG
CTGCAAAAGATGATTGATAGTAAACACAAGAGTTTTCATCAAGTCGGATCCTGCCATGAT
TGGGCTGCAAGGACAGTGTCACACAAAAAGTCCTCCGCGTTGATGACCCCGGCCATAAGG
CCCGGGTTA
>CLMC2484Contig1
CCCGGGCCTTATGGCCGGGGGACGTGACAGGAGAGGAATTTGTGCTTTTGATGCGTGTAG
CGTCAGGTCTGCGAGTCCTGCAGACGGTAAACGGGCGGCAGCAGCTTGTGGAGCTGGTGG
TGGAGCAGGCTGACCTGGATCAAGCTCTTAACCCAGCAGACCCTGATGCTGTGGACCGAC
TCCTGCAGTGCACACGCCAGGCCCTCCCACTGTTTTCTAAAAATGTTCATTCCACCCGTT
TTGTAACCTACTTCTGTGAACACGTCCTGCCCAACCTCAGCACCCTCACCAGCCCTGTGG
CTGAGCTGGACATCCAGCTGGAGGTGCTGAAACTGATGGCGGAAATGAGTCCATATTGTG
GAGACATGGAGAAGCTTGAGGCCAACCTCACCATATTGTTTACCAAGCTGCTGGAATTTA
TGCCCCTTCCACCAGAAGAGGTAGAAAATGGAGAGAACTCTGCAAGCGAGGAGCCCAAAC
TGCAGTTCAGCTATGTGGAGTGCCTCCTCTTCAGCTTTCACCAGCTGGAAAAAAAGCTGC
CAGACTTCCTTCTTGACAAAGTGGATGGCGAGCGTCTCAAGGACTTCAAGATCAGGTTGC



AGTATTT
>CLMC2486Contig1
GCCGTTTAACCCGGGCCTTATGGCCGGGGGAGGGCATATGTGGCTTTAGCACAAACCAGA
CGTTCGGCAAAATAGCAGCGGAAAAAGACTGATGAGCCAGCATGTGGAGCAGGTCATTTC
AGTGACATGGACAAGTACGAAAACGTGAAGCAGATCGGGGAGGGCTCCTTTGGGAAGGCC
ATCCTAGTCAACTCGAAAGAGGATGGACGCCAGTATGTCATTAAGGAGATTGGCATCTCT
GGGATGTCAACCAAAGAGAGGCGGGAGTCTCGGAAAGAGGTGTCTGTTCTCGCCAACATG
AGTCACCCCAACATTGTCCAGTATAAGGAGTCATTTGAAGAGGGCGGTTGTTTGTACATT
GTAATGGACTACTGTGAGGGCGGAGACCTGTTCAAGAAGATCAACTCTCAGAAAGGAGTG
CTTTTCTCTGAAGACCAAATCTTGGACTGGTTTGTGCAGATTTGTTTGGCGCTCAAACAC
GTGCATGGTCGCAAGATTCTGCACAGGGACATCAAGTCACAGAACATATTTCTGACCAAA
GATGGGACGGTGCAGCTTGGAGACTTTGGGATTGCGAGGGTCCTGAACAGCACTGTAGAG
CTGGCCAGGACTTGCATTGGAACGCCATATTACTTATCGCCAGAGATTTGTGAAAACAAA
CCATACAACAACAAAAGTGATATCTGGGCTCTCGGCTGTGTC
>CLMC2489Contig1
CAAAGTCGCTCCTCATCCTCAGCTGAGCGGGAGCTCTGTAAGGCCCGGCATCCTCAACGT
CGATCTCTCTCCTCATGGATTCCACACTCTGTGAAATGGCCCTGATTGCACTGTTCCTGC
CGAACTTCTCTCCCCCTTTGGAGACCGACTCGGCTGAGTGCGCGGCGGTCCTGGCTGCCT
CTTCCATGCCTGCCTTAATCTTCTTCCCAATGTCTGTACGCCCGACCTCCTCAAAACTCT
CTTTGACCGTCTCAGCTACAGAGCCAAAGGTTTTCTTAAACACCTCAGATGTCTTCACTG
TCTCAGCCTCAATAGATTTATATTTCCTGCGAGCTTGCTGAAGGGCATCAGACTCCTCGA
GCCGTTTGGCCTCTTCTCTGAACTTCTTGATGTTGTCTTTCATCTCCTGGTTTTTACTGA
ACTCCTGGCGGAGGTTATTGACAAACTCTCCAAAGAAACCTTTACGTCCTGAGGCGTATC
GGACCTGTGCAGCAGCTGGGGTCCCGCGTAACCTGAAAACACCATTTCTTCCCACCACAG
ATGCCAGAGGCAGAGACCTGAACGCCAAAGCATTTCTGCCAAGTAGCTCGTAACACCGAC
ACACGGACGCTCCATCTGTTCTTCAACCCCCGG
>CLMC2490Contig1
AAACCCGGGCATTATGGCCGGGGGTGGAGCCTGGGAGAGTTTGTGAACGGGTCTGCCTAC
TTTTAAAACGATGGCTGCCGTCCGAGCAGTGGGGTCACAGCCGAATCCCCTCCACATCTA
TGGAGGTCGGACGTGTAATCTGTTGATGGCTGACTGGTGGTCAGACAGAAGTCCTCTCCA
TGAAGCAGCGTCCCAGGGCAGACTCCTCCTCCTCAGGTCGCTTGTTGCACAGGGCTTCCA
CGTGGACACGCTGACCATGGATGGGGTGTCTCCCCTCCACGAGGCTTGTCTTGGAGGTCA
TTATCACTGTGCCAAGTTCCTGCTGGACAGCGATGCAAAGGCAGATGCAGCATCAGCAGA
TGGCGCCACACCGCTCTTCAACTCCTGCAGGAGCGGCAGTGCTGCTTGTGTTGGGCTCCT
CTTACAGCACGGTGCATCCGTCCACAGCACACACCAGCTGGCTTCACCCATGCATGAGGC
CGCAAAAAAAGATCACAGAGAGTGTCTGGAGCTGCTGCTGGCCTGCGGAGCTCAGCTGGA
CACGGAGCTGCCGGAAGTGGGCTCCCCACTTTATTCTGCCTGTGGAGCAGGAGCTTCTTC
CTGTGTGGAGATGCTGCTGCTGGCAGGTGCAGATGTTGGCGTTGGATGCGGGCGGGACAG
TCCTCTCCATGCCGCCGTTCAAAGAGGGGATCCGGGTGTGGTGGAGCTTTTGCTGGACTT
>CLMC2493Contig1
CTTGTGATCTTTCGATAAAGAACCATGCAGTTGTCATCATCAAAGGGTAAATATCCACAA
AGCAGAGCGAACAGCAGAACTCCCATACTCCACACATCGGCCTCTGATCCTATATATGCC
TTTCCCTGAATGAGCTCAGGAGCAGCATAAGCAGGACTGCCACAACATGTCATCAGCTCG
TAACTCAATCCTCCCTTGGGTTTGGCACACAAGCCAAAGTCTATTAACTTCAAGTTTTGG
TCTTCGTCAATTAAAAGGTTTTCCGGTTTTAGGTCTCTGTGAGCGTATCCTTGGCTGTGG
ACATAGGCCAGGGCGGAAACAATTTGTCTGAAGAAGACCCTGGTCTCTTCCTCTGACAGT
CGATCCTTTGCAATGATATAATCAAAGAGCTCTCCACCGGGGCAGTACTCAAGGACCATG
AATATCTGCAAGGAGGTTTCGATGACGTGATAAAGTCGACAGATATGCTGATGACTCAGG
TTCTTCATTGCCTCAATCTCCAACTTTACACGAGGCAAGTCATCCCCAAGATCTTTTTTG
TTCATTATTTTAATAGCAACCTTCTCCCCCGTTAGAATATGCCGGCCCAGTTTGACTTTG
GCAAAGCCACCTGAGCCGATGGTTTCATACACCTCATAATATTTGTCAAGCTCTGCCGTT
CCACGGGGCTCCGTCCTTTCCACAGGCATCTCCCCTGTGTCGCTTTAAAAACAAACGACG
CTGTGTTTTAGTGAAAAACAGACCGAGAATTGTCAGTGGACGCCCAGCCTCGGTGGGAAT
GTTTTTTCCACCCCCGGCCATA
>CLMC2495Contig1
CCCCTTCCATGGTCTTCTTATGCCTTTGAAAAATTCTGGCATCCACATGGGCAGCACCAC
TGCTTCCTTTAGCAGCTTTTTGGCATCTTCTAAGTCTGCAATGTCGTCCCACTTCACGTT
GGGGTTCTGTGAAATGATGTCTCTCTCCAGAGCCTCCACCAGGTCTTTGTCATATCCCGC
CCCATCAAACCGTTTCACCTCCTTCTCCTTATCTTCCTTTGCTTTGCCTGCTGCTTCCTT
CTTCTCCTTGTCTCTGGGCGCTTTGCTGCGCTCTCCGGTGGGTCCTCGATGCGAGTGTCT
CTGTTGGGCCTTCACCGCCGCGTTCTGCCGGTTGTTGGGGGATTTGCTGTCTTTGTAGGG
GTTATCAGGGCGGCGGATGGGACAGGGAAAATGTCGCTGCTCCGAGTGCAGAGGCCTCAT
GTCCCAGTCCTCATGGTTACTGGCTTTAGCAGGCGAGGGCTCAATCTGATTTTTCTCCAG
AGTGGACAGTATACCCTGAAGGAGTTGGCTCTCTGCATTCATTTGCTGCCACAGCTGCTG



CCATTCCTGCTGAACGCTGCCGTCGCGGACAGCATGCTTGGTTCTTCCGATCTGGTCCAG
CAGCCCGCGGTACAGAACGCTGGCCGAGCTGTAGTTTCCCAGCAGGGCGTACTCTCGCGC
CAGCTTTATGTTCTCGCGGATCTCTCGTTGACTCATCCCTCTCACAGCGGCTCCCGACCT
CCTCCGACTCATAGAACCGTCCCAGAGTCCC
>CLMC2496Contig1
CTAGCTTCAAGAAAGACTGTTCCGGAGAATCGCCATATAATTCCTCCTGTTTGACATCCA
TATTCATGTCTGATATTGCGTTACTTGGAACAACATAGTTGTGCTCCTGCAAATTGTATA
TGATCTGTTCACGGGGGCACTGGTACTCTGCACTTTGCAGAGTAGGGTTTTCTAATGGTT
GACACTGCTCCACTCCATTTGTGTCATCAGAAACAAAGTCACATTGGACGGCACTGTCGC
ATTTTGTCGAAACGTCGCCGTCCACCTGAGCGGACAGGCTGTGTCTCGAGTGGCCATCCG
CAGTCGCAATCTGGATGCATCTCTTTTTAAGATCCTCGTTCTCCTTCCTCATCTGGGATA
TTTCTGTTTTCAGTTCATTCACCATGTTTTCAAAAAGTTTCGTGGTCTCAGCCACTGCGC
TCTTCAACATGCTCTCCATTACAGAGGCATACGTCTTGTGTAAATCCTCCGCAGACATCG
TTGACAGGTTCCCGGGGTCCCACGGGCTGAAGTTAGACTAGAGTACCGTTCTCAACGCGC
CCTAATTAAAACAAGAACACAGCGAGCTGTAACCAACATGGCTCCTCCATGAACGGACGC
CACGCTCTCTCTTTTGTGACGCAGGCAATCCGACGTCAGGATCAGACTCCAATATGTAAA
GAACAACACTTCTAACTTCAGCTCTTTTCAATAATGGATTCTTGTGTCCGTTTTGACTTC
CATCGCCGATGAATCGACGGACAGTTGACAAAGGAACAAACACACCCAAAGCAGCTTTAG
ACCACCTTCTTCCCCCCCGGCCATA
>CLMC2498Contig1
TTTTGCTTTGATAATGTGATCATATTCTACAGTTTACGGGCTTTGTAGCTGGAAGTTAAG
TCAACATGAAAACTCGGTTCACCACCGTGGATATCAGGGCAGCTATTGCCGAGATCAATG
CAAACTACGTCGGAATGAGAGTCTACAACGTCTATGACATCGACAATAAGACATATCTCA
TCCGTTTGCAGAAGCCTGATAGCAAAGCTGTTCTGCTGGTTGAGTCTGGCCTCCGTATTC
ATTCCACAGACTTCGAATGGCCCAAGAACATGATGCCTTCGGGATTTGCAATGAAATGTC
GAAAACACCTGAAGACGCGCAGACTGACCCACATAAAGCAGCTTGGTATTGACAGGATTG
TTGACATGCAGTTTGGCTCAGACGAGGCTGCCTACCACTTGATTGTTGAACTGTATGACC
GGGGTAACATCATCCTTGCAGATCACGAATACACGATTTTAAACCTGCTGAGGTTTCGCA
ACGCAGAAGCAGAGGATGTGAAGATCGCCGTGAGAGAACGCTACCCGGTGGAGAATGCCA
GATCCCCTGAACCTCTCATCAGCCTGGAGCAACTTACTGAAATACTGAGCAAAGCACCAA
AAGGAGAGCAAGTGAAAAGAATCTTGAATCCTCACCTTTCTTACGGAGCCACTCTGATAG
AACACAGTTTCATAGAAGCTGGACTGCCGGGCTCCATTAAAGTCGACA
>CLMC2499Contig1
CCCGGGCATTATGGCCGGGGATACGTGTTTTTATTTATATTTTATTCATCTTTGTAGCCG
ATGATTTAAACGTTTTGTATGTTTTAAATCTACAAATGTAGGCGAACCTGACAGACAAAT
CCTGGGTTAATACACAAACAAAGCTATTGCACTGTTCGTCCTGATGCTAGCTTCTTGTCC
CCAATAACCCGCAACAGACGAAAGGAACGACTGTGAACGATTTTTACTGGTAATGCGTTG
AGGCACAGATGGCATCGACAGAGCGTGCCACCGAGGGTGATCCTCTCAGGACAGAAGATG
GAGCAGAAACGGCACCACCGGCATCGGAGCAGAGGGATTCTATCAAATACGTTGATGTCC
CCAAACGGACCCACTGGAGAACAGCAATCTTTTTCCTGTCACTGTTCCTTTGCCTCACCA
TCGTGTTTGCCTTCTCCTTCATCCTCCCCTGTCCCGTAAGAGCCCAATACCTCAAAACCT
GGAACAGGACTTTCTCTGACGCAGCAACCTATGACTTCCTGGCTATTGAACATGCAAGCA
GTGATCATGTGGTGGATATTCTGTTTGTCCTCAAAAACACAGAAGGTTCAAAGAACAACT
CATGTGCAGATGCAGGACTACGCTCGCCATGTCTGTTTTTTATCGGGGTGGACGGCACAA
AGGGAGAGACGCTGTGGGAGACGCCGCTGGAAGCTGAGTTCTACTGGGCCCAGTGTGGTC
AGCAGAAAGAAGCAGAGAAAAGCTGGCACTGCCTCCTGTCTCACTCACACAACCTTACAG
CCATCGACAAATACACCGGTAAAGTCATTTGGCAGCAGCC
>CLMC24Contig3
TCTTGTTCTTCTTGGCCAACAATAGCTGGCTGTGTTCCACTCGGTTCAGAGTTGTTCAGC
ACTGCAGGCGTATTGCTGCTGCTGTTTGCGAACCGAACTTGCTTCATGTGATGCTCCTGG
CCACCACTGCTGACATTGTTCAGCTGCTGATTGTGGCATGGCATCCTATAGGGACGTTAC
TAAAATTTTAAAGTTAACTGGATTTACCTAATTCTTATGTCATTGGAAAGGCCTTAAAGA
GAGCTTTCCAATGACATAAAGATCATCCAGATAGCTCAAAGAATGAGAAAGTTATGCCAC
TCCAAGTCAGCAAATTTTGTCCGAAAATTCTGCCCCAGATAAACAGCAAAATTGTACAAT
TCGTGTGACCAAAAACAAGGATGAGAGGCTTCAAAGTGTCATAACTTTCTCATTCTTTGT
CCGATTGAAGAAAGGGAGGCATCATTACAAAGCTAGTGAAAAGAGCTACAAGAAGGAAAC
AGCAAATCTTCTGTCAAATCTATATTTATTTCCAAATGATCGCATAAACATAACTTTTCT
TCTATTATTTTTAACTTGTCCTGTCCAACAGCTGGGCAGACAGATGAGAGCTGAGGGCCT
CTTGTGTTGGACATATTTTACTTTAACAAGAGGGGTTATGAATCTTCAGACAAACCAGAG
GTATGTCTGAATAAACCCCCATCTGTAATCTGGGACTAACGTTTTTCATTTTAATAAATT
TTAAAAATCTTGGTGTTGGACTGGACGGAAAATGAAAGGAGGAAGAAGAAAGAGAGGGAT
GTTATTTTCAGCTTGACCAAAATGAAGTACAGGAGCACATAATCTGGAATGATAAAGAAC
GATACATGAATCACACTGCACCAAACATAAGCAAATATTATAAATTACGAAGAAGTAGAT
ACTATACATATTCACCCCACGTTCCGCAGCGTCTGGTGAGGGGATTAACTTAAAATCTGC



GAAGTGGTTTTTGACGACCGAAGTTTTTGCCGAACAAATTTCGGTGAACAACGCACGGTC
AAAAAAAAAATGGGATGGAAGTAAAACGACAAATATGTCGAGTAGGTTTTTAAAGAATTT
GCCCAACTTTAGACGACCTCTCGAGAAAGTTATGTTCGTTCGAACAGAGAGTGGTTCTGC
AGCTCATGCGTAGTCACGCCCGCTGTCCCCGGCCATA
>CLMC24Contig4
CGTTTAACCCGGGCCTTATGGCCGGGGGCGCGCCGGTCGGTGGGTGTTGGGCGTCAATAA
AGGTAATCTGGTTGTCGCGCTTTCTGCATCTCTGCGCGAGCTAAAGAAGTCTCAAAGATG
AATGCAGCTGTTGTTATCACTGTGACGGAAGAGCGGTGCTGAAAAATACGGCCTCCATCG
AGAGACTGAACGTAACACGACTGCAGATTTTTTCAGCATGGCTCCAAAGAAGCCTGGGGC
AATGGTTGAATTCATTACTGAGAGATATGGCAACATCCCAGATGCTCCACCATTGAGGAA
TGGGCATGTGTTAAGCATTTTCTTCCAGCAAAAGCGTAAAGTTACGCAGACCATCCAGGA
AATATCCAAGATCTTAGGATCAAATGTCGTAGTGAAACCATGGCAGATTAATTATTTGCT
GAAAAAAACAATAAGAAAAAACCCACATTTCACACGTGAAAGTGATAAGCAGCATTTTCA
GGACCTGTGTGACCAAGAATTTACTTGCCACACCTCAGCTCAGCCTTCACCTGAGGCCCC
ATCAGTTTCTGATGAATTTAAATTGTCTCATCCATCTACATCTCAGTTTGAGGAGGTCTT
AGCTCCAACTGTAATGCCTTCATCACCTCTAACTGTTTCTGAGGTAACTGCTGAGGAAGA
GCCATGTACTAGCTCCACTCCGCCAACTGCTGTGAGAACATCACAGAGAACCCCCTTAAC
CCCTGGTTGCAAAAAAAATCAAGAAGAGACTTGCGTTTGTAATGAAAACCAAATCGCAGA
TGAAAAANAAAAAAAAAAAAAAAAAAAAA
>CLMC2500Contig1
TATGGCCGGGGAAGGCACGTGAAGTTCGCGGAAGCAGCTCCTGAGGATTCAGTTGCAGTT
GAAGGATTTCAAAAGTTTGTGGAAAGCCCAAAGGAACCGACAGAAAGAACCTCGACAGGC
AGTGTGTGGATGCCTGTCAATACATAAGAGAGAGACAGGAGGTGAAAAGAAGCCGGAACG
ACTTGAAATCAACTTGAAGGACAAAGGAAAGGACTCCTAAAGGACCTGCAGGCTGCCAGG
GCTCTCACCATCATCACCATCGTCATAGGAGTGGTGGCTGTCCTCATTTCCATGGTGGGG
GCAAAGTGCACCAACTGCACTGAAGGGGAGGGGGTGAAAGCCAGAGTGATGATTGGTTCG
GGGGTGGCGTTCATCGCTGCGTCACTGGCACAGCTCGTCCCCGTTTGCTGGTCGGCAAAC
ACCATCGTTAGGGAGTTCTACAGCCCCATCATTCCCGCTGCGCAGAAAATGGAGATCGGT
GCATCGTTGTACGTGGGATGGGCTGCCTCAGCCTTGCTTCTGATTGGCGGGTCGATCCTG
TGCTGCAGCTGCCCCCCACGGGAAGATAAAGCAATGAGGTACAGCATTCCTCCTGTAAGT
CGGATGGCCTACTCCGCTGCTCCGAGGTCGACAGCTCAAAGCTCCTACACCAGGAAAGAC
TATGTATGAACAAAATGATAGAGGAGCAACTGTCATTTTTTTACAAGACCCTCATTTGTT
GTGTTTTTTTTTTTTTAAGTATCC
>CLMC2506Contig1
ACGGCCGGGGGATTGACATTTACAGCTTCATCATGTTTAAAGTTCCTCGTAGACTGACTT
AAGTTAGAGTCATGGGCAACGGAATGAATAAGGTGGTCGATGGCCTCTACGTGGGAGGTA
TCAAAGATGCAGAAACCAGAGAAAGTTTGTCAGAAAATAGCATCACTCACATCCTCTCTG
TGTACAACAATCCTCAACCTGTGTTTGAGGACAAGAAGTACCTCTGTATTCATGCAGTTG
ATGCTTCCAGCCAGAACCTAATACAGCATTTCAAAGAGTGCATTGGCTTCATTCACGAAT
GCCGCTTGACTGGTGGAGCTTGTCTGGTTCACTGCCTGGCAGGGGCATCCCGCAGCACCA
CCATGGTAGTGGCCTACCTGATGACCGTCACCCACTACACTTGGGAGGATTGCTTGTCTG
CAGTCAAGTCTGTGCGTTCCTTCGTTGACCCCAACCCTGGCTTCCGGGACCAGCTGCAAG
AGTACCAGGAGACGCGAGTGTCAGAGTATCGAGCCTGGCTAGAATCCAGCTTCCTCTCCA
GTCCATTCAAAGACTCTGACCAAGTGGGAGCTCTACTGAGTCAGCGCATGGAGCAATAGG
ATGAAACACACATGCTACTGAAGTCCACTGTGTCCTAACTAAAGCCTTAAGGGGGAAAAA
AACAGAAAAAAGTTTAAATTCTCACATGAAAGTC
>CLMC2507Contig1
AACCCGGGCCTTATGGCCGGGGAGATATATGAGAAGAAAACAAGCCGTGGTCGGAGCGAG
GGTGTAGCTCCGCCTATTGATCAAAGACCATCCTCCTCCCTTTTGTCTTTTCTTCACTTT
GTTAACCTCACTAAATGCCTCGTGGATTTCGGGCCAAAGCTCCTGGCATGCCTTCATTAT
TAGTGTCCGTGGGATCACTGCGCATCGGCGCGCTCTTAATCCCAACGAGACTCTTTCCTG
CTTTTCTTCTTTCCTCCTGATCTGTTTCATGGAGTGGAAGTGGAGATCTGTGGCAGCGGC
GAGGTCTGGAGCCATATGTGCGCACCATTATAAAGCTACCACAGGATGAGCAGCTATCCT
GTCAAGACCCTCGCTGACCCAACGCTCCAAAACAAAATGCCCTTATTTGACGGACTTTCC
AAAGCAGAATCCGTGCCCGGCCTCCTAAGTAAGCAGTACGGCGGGGCCTATCTTGCTTAT
GATCCTCGAGGAAAAGACTCCACAGGATTTACTCCTCCCTGGAGACCAACAAAGACTTCT
CCACTGGATGACAGGAGTCCCGTGAGTCACCTCTCCGGCATGGAGGCGAGAAACCACTTG
ATATACAGACAAGACAGCACTTCTCTAGAGGAAGTCCGAGCTC
>CLMC2510Contig1
TATGGCCGGGGCCTGTTTTCCTAGTGGCGGAAGAGAAAGCGCCAGCACTTTTGAAATGGT
TCAAGTTTTTTCGAGTAGGAGACAATTTTAGTGGAAAAATGTCTAACGTCACCGAAAAGA
CAACCGTAAATTTGCTCGGAAAGGAGGCTAATTTACACCAGCAGGTTCTGGCCTCCTTCC
CTCTGTGTGATGTGACAGAGGATGACCTGACCCAAAACCCTCGGTTCTGCAAACTACTGG
TCCTTCTGGCGCAGCACATGGACAGAACCGGCCTCACAGCCTCACTAAAGGCAGAGCTGG



AAAAGACGGAACAGAACCTGCAGAGTCAGAGAAGACAGTGGCTTCGCACCGAAGTCCTGC
ACAGGGGTCTGCAGGAGATGATCCAGGACCACCACGTCAGGAAGGCTCACGTCACTGAAC
CCCCTGATCAGAACATGTTCCACGAAACGATGGAGAAGTGTCTGCTGGTGGCTCAGTGTG
TCAGACAGCTGGACCCCAGCAGCGCCACAAACGAGGAGCAGCCGTTTGTGTTCGGCCTGA
CGCCCCGACACGTGAAGGAACTCACGCCGCCAGATAAGGACGTCCAGAGAATGAGACGAG
CTCTACCCAAACAGCTGGAGAATCATCTCAGGCAGAAATGTCTTCATCTGCTCTCCTACT
ACCAGCCTGAATGTGAGACGGAGAGCGAGGGTCTGAAGACCGTCAAGCTGTCTCATTTGT
CGGCCCT
>CLMC2515Contig1
TTAGCCTGCTGCTATCTACAATAACATCTACAGGAGCTTCGAGCAGATGAGGGGTTTTCT
TTAAAAATGAAGTGAACATGGGTTCACATATACGTTAAAAATATTTTTTTTCATATTCTA
ATGTAAAGAGGCGGATGGCCCTGACACAGCTTGCTTTCTTGGGGAAAACAACAGGCATCA
GTCTTATTCCATGAATGACTAATGACCAGTAATCCTTTTTGGAGCATGTCGACCAACCCA
AGTCGTAAGAGGCCTGATAATGAAGAGCAGAGTGGGCATGGAGAACAAAGAAGCAGTCCA
GCCCGGCCTCACTTTCCCAAGAAACACCTGCCCCCCATTCCCAAGAATACAGCGCCGGTA
ACCAAACACTCACCAGCAGGCACTCCGGCTCAGTCTGCCAATGGCGCACATGCTTCCTAC
GGGCCTTTTTATTTGGAGTACTCCCTTCTGGCTGAGTTTACACTCGTGATAAAGCAGAAA
CTCCCTGGAATTTACGTTCAGCCATCGTACAAGTCTGCTTTAATGTGGTTTGGAGTCATA
TTCATCCGACACGGTCTGTACCAGGACGGGGTCTTCAAATTCACTGTGTATATTCCTGAC
AACTATCCAGACGGACAGTGCCCCAAACTAGTATTTGACATCCCAGTCTTTCATCCACT
>CLMC2516Contig1
TCCCTCTGCCATCGAGTAGTGCTCAGTGTTTTTGACCTGGGTATGGGGTGCAGCTGAGTC
TTGTCTTGGGTACCTGCTCCTTTTTGCGTCTGCGGAATAATATTCGGGAGAGAAATCCCG
CCCCGAGTACACACTAGAATGCGCACCACGCAGCTCAGGCGACCCTGATTTTTGGCGTAT
ACATTTGTCCACATCAAGGCTTCTTGCAGCTCCATGATCCTCAAAGTAGTCCTCGTCCAA
GTTGGATTCCTGCTGCTTCTTTCTCCTCCTCTCCTCCTTCATCTCCTTCTCCTGCAGCTT
ACGAGCAATAGCCGCATCCTTCTCCTCCTGCAGCCGCTGAAGCTCTGCTTGTCGGATCAG
CTCCTCCTGGATTTCCTGTGCGATCTCATTATCCTGCCGCTCAATGTCTCCATGTTGCTT
CTGGCTCTTGATCTTGGCTTTCTCATCCTCCTCCTCCTGTAGTTTCTTGGCCACGATCAG
GTCCTTCTGCACCAGCCGGTTCTTGTGGACATTGGAAGCCAAGTGGCTCTCAATTTCTTG
TTCTTGAAGGTTGTAGGCCAGTGAGTGGTCCTCCAGCACAGCAAAATCGCGGCACACCTC
TTTCACTCCAGGTAGTTTATTCTGGTCGATGCTAACGTTACAATCAGCCATGATGTTGAA
GCCGATAATAAGTCAAAAAAATTTGAGGAAAAAAAAAAGCGTTGACCGTGAACTACACTT
CCGTGTTTCTTCCGACGGTTCAGGATTGATCGCCTTAAGTCATAAACCCGATTGATGGTT
CAGATCCTGCACGGCCCTTCTGATTAGTTTCGGGAGCCT
>CLMC2523Contig1
TTAACCCGGGCCTTATGGCCGGGGACCTGTGGTGAGTTTCTGGACACGGTTTTAGTGTGT
TTTTACGGGTTAAATTAAAGATCTATAATGATTTAAAACACACATACAAAATCTAAAGAA
ATAAGTGTGTTTTGATGAAAGCTGTACTGAACAAAATATTCGAGTAAATCAACGCTTTAA
GGCGAAAATAGAGCAATCATGGAGGGAAACGTGACGGACCAAAAGCTACTGTTTTTAGAT
ATTGAAGCAAAATCAGACAGCACCTCCCCTGTCAAAAGTGGGGCTTCGAATCCCCTCTGG
ACTCGCAGTGACAACTCCTTCAAATTCAACTTCTTCAGTGACAGTTCTTCAGGATCTCAG
GTGAAGACACCTCCATCAGACGGGAATAAAGAAGCATTAGGCCGGCCATCCTTCTCAGGC
CAGTGCTCTGATTTTGCTTTCAACTTTGCAATCTCCAAGGAGATGGATACAAGAGAAACT
GCCCACTCCTCTTCCCCAACCAACCAACCACAGGACCAGGAAGAAAAACCTTCACTTTTT
CCTAATGCTAGCACTCAATCTGAAGCGTCTGCACAACCGAAAAAAAAAAAAAAAAAAAAA
CATGTC
>CLMC2527Contig1
TATGGCCGGGGAAAGATGGCGGTGGTTCAGAGAGGAGTTCCACCTTCTCTATCAGCCAAA
GTGACAGGCTCATTTGCCTATTTGACTATCCGGGACAGACTGCCGACCATTCTGACAAAA
GTTATTGACACAATCCACCGCAACAAAAGCAAGTTTTTTGAGGAACATGGCGAGGAGGGC
ATCAACGCAGAGAAACAAGCGATAGCTCTTCTGTCAAAGCTGAGGAATGAGCTGCTGACT
GACAAACCTGTCATTGAACTGACGGATGGTTTGGAAGACGCAGACTCCTGGAATGAGTAT
CTGCAGAGACAACAGAGGCTGCAGGGCGACCAGGAGCCTGTCAGCTGGTTCACGTCTCCG
TGGCTTTATGTAGAATGCTACATGTACCGCAGGATCCAAGAGGCAGTCAGTCTGAACCCC
CCCATCAGTAACTTTGATGTCTTTAATGAAGGAAAGACTCAGAGCTTTTATGAGTCTCAG
AAGGCTGTGATGACTCTGTGTACTTTTCTGGAGGACATCCAAAAGAACGCAGAGAAGCTC
TCTCCGGATCGGTTGTCGGAGGATTTCAACAAACTGCTGCAGATCTCTTTGTGGNGCAAC
AAGTGTGATCTTTCCATCTCCGCTGGGCAAGACAACTCTC
>CLMC2532Contig1
TAACCCGGGCCTTATGGCCGGGGGGTCTCGCGATGAAGAGCCTTGGGAGCTGATGAAAGG
TGATTATTATTTTCCCTCCCGGAACGTTCAGGACGGGATCCCTGAGGGCCAGATGGATCC
AGGTTTCGGTAGATGGGTCACAGAACTCGACTGGATCCAGAGTTAATGAGACCAGCATGC
CGCTGCTGCGACAGCTCAGGCAACGGCTGTTCCTTTTGGTCGGTTTAGCCCTGGCTTGTC



TAGTGATGGCATCTCTGGTGCTAATTGGCAACGAACCGAGTAAACCTGTGGAGTGGCACC
ATGTCAGTGCTGAGCAGAAACAGCAAGTGCACAAGTACGTGCACAAAGTCCTGGAGGGAG
AATGTCGCCTCAGAGGCTCCAGGCAGAGTCTGCTGTCTTTACTTCCTGCCTCCAGTCGAG
CGATGCAGCCCTTCCTGTGGAGAGATAAGGTGTTACCCGACAACCTCTTCCAGTACCCTC
CCCCGTTTGGCTTCAGAGGGCTGGAAGGCAAAGTGGAAGACCTTCTAGACCAGCTGCCGG
CTGAGTCCGAATCCCAGTCAGAGGAGTCGGGGGAAAGATGTCGCCGTTGCGTGGTCGTGG
GAAACGGCGGCATTCTTAAAGGCCTGGAGCTCGGCCCTCTAATTGATCGTTTTGATACAA
TTATCAGGTTGAACAGTGGACCTCTGGGAGAGTTTGTCGCCGACGTTGGAAATCGAACCA
GCTTCAGGATGAGTTACCCT
>CLMC2533Contig1
GAAGCAAAAACAGTATCGATGTCAAGTTTTCATAAAAAGAACATTTTCTCTTGAAAGACC
TGGAACCAGATGGCATTTACTATCTTGCTGAGAACAAACAGAGGGAGAACCCAGAGTGCG
CTAAAGACAGAAGTCAAGAGGAACTCTAGCCAAGACCATACACTGCCATGAAGGGAGGGG
TCACCAATGATTTTTGCAGTGAGAGTCTGTAGCAGAGGAATAAACACCCGGTAGAACAGA
AAAAGACTGAGCCAGAAGACTCCTCCATTCCAGGCACAGCACTGAAAAATCCTGCTTGCT
ACCCTTGGATCATTGTCTGGTTTGTGTTCATCAGTTTGTACCCGTCTCTTTGCAAGGGCA
CCAATAGTTCTTTTCTTTCGTTGCTCCTGCCTTTTTTGTTGAATCCGCGAATCTAACTTA
GAAATTGTTCCAATCCCCAAAATGGAATCCTTGACCCCCGTAGCAACGTTGTGCAGAAAC
GTCCTGACACTGTCTGTCATCGTTGTCCCAGCAGTAGACCCATCAACTGTAGAAGAACGG
AGAGCTTTTGACTTGATATGCTTTCATGGCAGAGAGGGGTACACTCAGTGACCTCATCCG
GAGATCGGAGTTAAAACCTTTTCATTTGAGTCATTTGCGATGGCAAGACAATCGAATGAC
ACCAGAGGCCGTTGAAAACATCTTGCGCAACCC
>CLMC2534Contig1
CCCGGGCCTTATGGCCGGGGAGGAACACCTTCCCATTGCAGTGTTTCTGAGTTTAAGTTC
CTCGGAACAGACAAATGACGTGAAGCTCTTTCTCCCCTTTCATTTCATTCATTTTCTTTC
TTTTCGATTTTTTTTGTCAATTTTTTAAGTAAATGGATTTTGTTTTTTGAGAATCAAGAA
GGCAATGATGCTTGTTGATTAGCAGTTAATTTAAGCCATGCTTGTTTTATAGAAACTGTA
TAGAGGTGTAAAAGATGTGTAAATCTCTGTTGGATTTAGACAGGTACTTAATGGAGAAGG
CAGGTTTGAAATACGTCCACTTTAAATCTTAGTTCTCTATATAAAAAGCTGTGCGCAATC
TTCTATTTTTACACACTAAAGGAAATTGTGTGCTTGTGTATGTGTGTCTACGTGTAGTCC
AACAGGAGACCGTTGCTGCTTTCTGCTACTGCGTAGTTAGAATAGAGGCTGCAAACATTT
GCTTTCCAAATGTTTTATACTTCTACACAAAGTGAAGCGGTTAAATGGCTGTTTCCCCAT
CGATCCCACAACCTTCATGGCCACCAATGGTGTAAACGTGCTGACATGGGAAGAAGGCAC
TCCGGTAAACTTTTTCTCACCATCACAGGTGCTCAACGTTGGCAGTAGTGA
>CLMC2553Contig1
AAGGTCAACAGATGGAAAGAATAGGAGGCAGCAAAGGCTGAGGAGGACTCAGGAGCTCAA
GTCTCTGAAGGCTTTCCTCCATATCGAGACAGGCCAGTTGAGATCGCGGCTTGGTCATCC
CTTTTAGATGCCTCCTGAATGCCTCTTTCTCAGGTATTCCCAGCATGCCCCCAAAAGCCC
CAGGTAAGACACAGGACGGGCTGGAGGGAATATGTTTCGCAGCTGCTCTAGTAGCATCTT
GGGGCATTTCTCTTGCAGAACTGGAGTTTTCTGTGGAGAGGGGAAGTCTGAGCATCTCTG
CTTAGACTGCAACCTGGACTATCAAGGTTTTTAAAGGATACGACTTAAAAAGTATAAAAG
TTGTTTTTAGGAAAACCCGAATTAATTTTATGTGTTATAAAGGCTAAGAGAAAAATTGGC
CCAAGCATTTCAGTTGAAAAACAATTTCACCGTCTTACACCGTCCTCAGAGCGGTGTAAG
AGACAGACTAACGCTCTCTGCATCGACCAGAACCCACAGACTCTGAAGTTTCAAACTGTG
AGACTACCCCGGCCATA
>CLMC2561Contig1
TATGGCCGGGGCTGCTCCGTCATTGAGATGTTTACCCGACTGTCGAACATCGCCAACCGC
ACCATCCTGTACGACCTCTACCCTTACATTTGGGACATCAAGAGCATCATTTCTATGGTC
AAGTCTTTTGTCCTGTGGTTAGGGTGTCGTAGTCAGTCCTCAGCACAGTTCCTTAGAGGA
GACCAAGAGCCCTGGGCCTTTAGGGGAGGTCTAGCAGGAGAGTTCCAGAGATTGTTGCCA
ATAGAAGCGGCAAACGATCTTTTCTACCAACCGCCACCATCCCTGCCAACTTCCAAAATT
TACACTATCAGGCCATATTATCCCAAAGATGAGACTGCAGTTTATAAAATCTGTAAGGAA
ATGTACTGTGAAGGAATGGAGGATGAACTGTTCTCCCAGGAGGATCCTGACCTCATAGGA
GACAGGTTGGTCGGGGGCCTGCTAACGCTGAGCTCAGACTACGGTTTCGTGCTGGAGGAT
GAAGCTGGGATTTGCGGTTATGCCGTCGGCACAGTAGATGTGAAGCCCTTCATCAAGAAG
TGCAAACTGAGCTGGCTTCCCTTCATGCAGGAAAAATACAACAAACCAGACTGTGAAAAA
GATCTCACCGAGGCTGAAAAGATGATGCTGAGTTTCCACGAGGAGGAGGATGGTCTTCCA
GACTCTTTTCTGTCCAACTTTCCTTCTCTCATCAAAGTGGACATTCACGCCAAAGTCACA
GACCCTAGCGTGCCCAAGAGCATGATGGGATGTTTACTGTCTTCAC
>CLMC2567Contig1
TAGCACTTTGTTTATGGTCAATTCCACAGAGAATTAGCTTCTCAGTTCACCAAATGACAG
GTTTTCTGACTCATTACTTACAGGTGAAAGAGTAGAAGTCTTTAGGGGGGGGGTTTGGTC
TGTCTGGTTCAGAAACGGTTGCGGGCAGCCATTCCAGAAAAAGGTCAAAAACACGTGTGA
CCGCTCCAAAAACCGCTGAGCTCACAAATATCAAATCATATTCATACACTAAAACCCAAT



CACATTGTAATCCCACTCTGTTTTAGCACATTCAGAAAGACTCCCATGAAATTAGAGAGC
AGGTGGGGAAGCGCAGGAGCTCCAGATCTAAGACGGATTTTGTCTGACCAGCTGCTCCTG
AAGGGGGCGGGGCCAATCCTGGCTCTCATTCCTGGAGCAGGACAATGTCCACGTCGTCGT
GGACGCCCTGCAGAAGCAGCTCGCTCTGGAAGCTGATCACTTTCCTCTTCTTGGCGGCCT
TCAGGGTTCCCACCAGGGCCTCGAAGATGTTGGCACAGCGGTCGTCGTTGAACAACACCC
CGAACTTCACGCTGGTCTGCCCACTGGCATTTTTACTGCCAAGCCGCTGAATCTCCTCCA
CCAGCAGACTGATTTCATGAGCGACGTCCATTGATGCTTCTGGTTTTCTGATGTTTCCGC
CTGGAATTGGATGAATGACGACTTTCGAACGACAGTACACCGGTGAAAGAAGTGCTACGT
TCCCCCGGCCATA
>CLMC2571Contig1
TATGGCCGGGGGAGAGGAAACAGGAGAAGAAGATGGGACGCTGACGGGACCACAGCCAGT
GTGGCTATAACGAGCAAACTTAGTAACCCTTTTGGCTGGACTTTAATCACATTATTGTGT
GTTGTTGTTTTTAGTGAGAGTGTTGAAAAATGATTCTTACAGTAAAGCCACTTCAAGGGA
AGGAGTGCAGTGTTCAGGTGACAGAAGATGAAAAGGTTTCCACAGTGAAGGAACTTGTTT
CTGAGCAACTCAACATACCAGCAAACCAGCAGCGGCTGCTTTACAAAGGAAAGGCACTGG
CAGATGAACACAGACTTAGTGATTATTCCATTGGACCAGAGGCTAAATTGAACCTAGTAA
TCCGTCCTGCAGGAGAAAGATCTGCAGCCTCAGCAGTGACTGGCTGCAGCAGCAGGAACA
TGGGAGGACTGTGGCAGACTGTGTCCACTATACTTGCTAGACACTTCAGTCCAGCAGATG
CAGCAAAAGTTCATGAACAGCTTATAAAGGACTATGAACGTTCACTTCGACAGCTCAGCC
TGGATGACATTGAACGACTAGCAGTGCGATTGCTTCACCCTGACAGCGAGAGCATGGACA
CCTCCTACATGGACTAGCATTGGAAAACCTAAATCTACTTTGTATGAATAGATTTAGGAG
AAACTACATGTTTGGGAAAATAAATGTGAGGCCATTGAGAATACAATGTGTGCCTAATCA
GTGATTATTGATATTGCTGACTTGTGTCAGTGACTAATGTTTATCTCAGCAATAGGGCTT
TCTCATGTGTGTTTTCTCTTCTATTTTTAATATTGACACCATTTGTTGAAAGACTTAGTT
TTTT
>CLMC2576Contig1
TATGGCCGGGGGTTTCAGCAACGTGACGCCCGTCTTGAACGTGATGTACATGAGTTTCAT
CAGAAGACACAAAAAATGTCAGCATTAAAAAGTCAAGCCGAGAGTAGTTCTCTGGAAGAA
GAGCAGAAAAGGATACAAAACAAAATATCTCTGTCTAATTGTGGAGTGTGTGGATCAGAG
AAAGCCAAGTACAGATGTCCGGCCTGCCTCACACATTCTTGCAGCTTGCTGTGTGTGAAG
AAGCACAAAGATGACTCGGGATGCAGTGGAGTCAGAAATAAAACGGCGTTTGTGGCTTTA
TCCCACTTTGATGAAATGGCTCTTCTCAGTGATTACAGATTTCTGGAAGACACTGGGAGG
TTTTCTGATGGAGCCAGCAGAGACAGTCTGGTGAGAGTTCCTCGGACAACTTTAAAGTTA
AAGTTACTGGCTTCTCAAGCCAGAAAGATGAACATCACTCTAAGGTTTCTTCCTCTCACC
TTCACTAAGAGAAGAGAAAACTCCACTGTCTTCAATCCAAGAGAGAAAATGTTTCTGTGG
CACTTGAAGCTCATGTTTCCTCAGAGCAGCTCAGAGTTCAGTCAGAGGAGGGTGCCGGAC
AGACACACCTTGAAGCAAATCTTGACAACCTACATCCATCCCACAGAGTCAGACC
>CLMC2578Contig1
CCCAACGTGTGGTGTTTGAGTAGTGGTAGTTAACAGTAGTAGTAGTAAGTTAGGACTCCA
TTGCATCGTTGTTGGAGTTGTTGTCGGTTACCTTTTTTTCGGCAGCAATCAGATCATCAA
TGACCGCAATGTTCTTATGCAGCTCCAAGTAACGATCGATGAAGTGGGAACCTTCACGGA
AGCTGCTCTTGAGCATCTTCCCTTTCACGTTTTCGTGTGCGCCAATGGCCTGGTATACTT
TCACCATATCCTCAATCGCCAAGTTAATTGAGGCGTTGGAAACCTGACGACCATAGTCAC
ATACAGTGGGAACCTTAACACCCATAGATTTTGCGGAAGCATGGCAGAGATCTCGCATTT
TGATGATTTCCCTGCAGAAGTCGTCGTGAAATTTAGAGATAATCTTGTTCATTTCTTTCT
CTTGTTTTCGCATATTCTGCACGAATCGTTCTTTTGGTGAAGATATTGCCATTTTAACGA
AAAGGGCAATGTCTTCGTCTGACATGTTACGAAAAACGGCAGGGCTGCAATTGCTGAGTG
ATAGGGGGTTCATACTACTACTATGTTAAACTTACCTGGGTCCCCGGCCATAAGGCCCGG
GTTAA
>CLMC2583Contig1
CCCGGGCATTATGGCCGGGGGTTTATCGTAACGGATACAACAATGTACGTTTACTTAGTT
GTCTTCGTGATTTTATCGTATTTAGTATGCATACGATACATTTACCTCCAACATAGGCGG
ACGTTGGGGAAGTCTTTGAAATGTGTGATGAAAATATCCGCAGACAGAGAACTAAACAAC
GCTAACGTCACTGCCCTGATCGTAACTGCGCATCCGGACGATGAGTGCATGTTCTTTGCG
CCGACGATCATACGACTCAGGGAGTTAAATGTTAGCGTTCATTTACTCTGTTTATCAGAA
GGAAATTATTACAATCAAGGACCGGAACGTCATCGTGAACTTGTCAGCAGCTGTGCCGTT
CTGGGAATACCAAACTCCAGAATCACCATAATAGATGAGGAAAAACTTCCAGATGATCCC
AAAGCTGAATGGAGCACTGCATTGATTTCCTCTGTAGTAGCAAAGCATTTAAGAGCTCAC
ACCTTCAACCTGGTGCTGACTTTTGACGGGTCTGGAGTGAGTGGCCATGCCAATCATGTA
GCCATCTATAAAGCTATCAGACATCTCGTCTCCACCGGAGAAGTGCCCAACGAATGCACC
TTTCTCTCGCTGGTGACTGTTGGCCTTCTCAGGAAGTACTTCTCCTTCCTGGAGCTTCCC
CTCAGCTGGCTACTGCCATCACACTTCTGCGTCCTTGTTGGCTCACAGGGATACAAACAA
GCCAAAGCCGCCATGCTGTGTCATGGCTCTCAGCTCTTGTGGTTTCGCCGCCTCTACATC
GTCTTCTCACGCTACATGTTTGTAAACACATTCCTGGTGATTCCACG



>CLMC2586Contig1
TATGGCCGGGGAGGCGCATTTCTCTACACAGAAGCGAATACCTGCTGAGGAGCCTAATTC
GTGCGCTAAAACATAGAATAACAGCTTTAAATCATCAACATCGTGTTAGTTACATTTATC
CAGGAGACATGTTTGAAGTAGTTGTGGATTTTTACATTTGAAGAAAATTCTTCCAGCTGA
AAGAGAAGAGTTCCAGATACTTCAGAGATATTTGATCAGCAGCCCAGAAGATGGACTGGA
AGACTTTCCAAGCTCTCCTCAGTGGGGTCAATAAATACTCCACTGCGTTTGGGCGGCTGT
GGCTGTCAGTGGTGTTCGTCTTCAGGGTGATGGTGTATGTGGTGGCAGCGGAGCGGGTGT
GGGGCGATGATCAGAAGGACTTTGACTGCAACACCAAGCAGCCCGGCTGTGCCAACGTCT
GCTACGACCACTTCTTCCCCATCTCCCACATTCGCCTGTGGGCCCTGCAGCTCATCTTTG
TGACCTGCCCCTCCTTCATGGTGGTCATGCATGTGGCGTATCGGAATGACCGGGAACGTA
AGCACAAGGCCAAGTTTGGCGAGGAAAGCAAGCTTTACAATAACACGGGGAAGAAACATG
GCGGCCTGTGGTGGACGTACTTAATCAGCCTCTTTGTTAAGACGGGCATTGAGATTGGCT
TCCTTTACATCCTCCACCACATCTACGACAGCTTCGACCTGCCGAGACTGGTCAAGTGCG
AGGTTTCACCTTGTCCCAACGTGGTGGACTGTTACATAGGACACCCCACG
>CLMC2587Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTNTTTTCCAAACATCACAAATGTATTTTTATTTAA
CAAAACATTTATTTATTTTTGTATTTTTAATATAAACAACTAATCCAGCTGCATCACACC
TGTAGAGCTGCATCTGTCCTTGTTTTGGGTTTGGGAGCGTTTGGGTTCTGCTGTTTGTAG
AAAGTTTTCAGAATCTCCACAGCTTCATCTGCTCTGTGGCCTGAAATACACTTAAATGTG
GTCCCAGTCTGCAGCAGGTCGGCAGAGGAAATGTCCAGAACAGAGCCACAGCCTCCAAAC
CGCTCATTCCAGCAGCCATACACGACCACAGCCATGTTGAGCAGGCGCAGGGCTGCAGCA
CACATGATGCATGGTTCCACCGTGACGTACAGGACTGTGTGCTCACACACGCTTCTCAAA
TCCAGGTTGCTATTGCGACACCAGTCCAGAAGCTCATCCAGAGCGACCAACTCAGCGTGA
CGAGTGGCCATTTCAAACGCGCGAGACATCCATCTCTCGATCTCCTGATCGTTCGGACCG
AACTTCTCCATCGAGCCGAACTTTTCCATCGAGCCGAACTTCTCCATCGAGCCGTGCTGT
TTCGGGTTGTTTTCCACTTTTTTGCCCCCGGCCA
>CLMC2589Contig1
CCCGGGCCTTATGGCCGGGGAAAAATAAAGGAATTGAAAACCGCTGGTGTCAAAGCTGTC
TAAACGAAGAAATGCATTCTTAGTTTTTAGTTCAACGAATTCTTCATTTGGACATCGTAG
CATTAGACTCCCAGCGTGCCGCTCTAGCAACATCCACGAGAAATGAATGGAACAGTTCGC
CAAATTACCATAAACTCTAATCCAGGATTAGATTTCTTCCTGCGGGTGGACTGGGCTGTG
GATTTGGGTGCTGGCTTCACCTTAGCCCTCACCGATGGCAGCTCAGCATGGATTGGAGAA
GTTTCAGAAGATGATCTAACAAGGGAGGCCAGCGACAGGGGAATTGTAAGGGAGCGGTAC
GTCAGGGATCTTCTTCAAGCTCTAACAAAAACAGGCCTGGAACAAGGAAAGAGGAGAGGA
GAGGACAAGAAGGCGTATTCCTTTGACATCTCTCCAGATCATCGGTATCTCTCATACCAG
AAGATCTGTAACAACAACACGATACATTTGGGCTCTGTGGAACTCCAGCCGGCTCCAGAC
CCTGTAGAGCTTACCCGAGGGATGATAGCTCAGTCCCTGCAGCGCAGCACTGATCTAGAA
GCAGAAAACTCCATGCTGTTAGCAGAGAACCACAGACTGAGTGAGGAACACCTGAGAACA
GTTAAGGAGCTCAAACAGCAAGTCCAGGACAAGGAGAAGCTGGAGATGGAGCTTTACCGA
CGTTTTGTCATGGTGATGAATGAAAAGAAGGCCAAGATTAGAAGCTTACAAGATGCAGTT
CACCAGCTGTCCCACAGCGATGAGGATGGCAGAAGAGACGAGGGGATAC
>CLMC2590Contig1
GGGGTGGATTCCAGCATGAAGCACAGGTGAGTGGGCGGAGCAGCAAGGAGAACCAAAAAA
CAAGCAGAGCGTGTCAGCCACGGCAGAGAAAACACAATGAGAAGCTTCATATCCATGACT
CATGAACTGTGAGATTGCAGTGAGATGGAACATTTCTGGGCTAAAATGAGCTGTTGGGAG
TTGGTTCCACAAACCGCCATGGCTGTAGTTGAAGCCCCGAACTCCGGGGCCACAGACTGC
GTGACCAAGGTGGCTCTAAGCATCTCATGTGACAATCTGCTCGACAAGGACGCCTTCTCC
AAGTCCGACCCTATATGTGTGGTTTTTATGAACACCTCGGGATCCTACTGGTCTGAAATT
GGCCGAACGGAGAAGATCCAGAACTGCCTCAATCCTACATTTTCCAAAAGCATCACCCTG
GATTATTACTTCGAGATGGTGCAGACGCTCCGCTTTGAGGTTTACGACATCGACTCGGAA
GACTGCAGTTTGCAGACCGCCGACTTTCTAGGGCAACTGGAATGCACCCTGGGGCAGATT
GTGTCGTCAAGGCAACTAAGGAGGCCGCTCTTAATGAGAGACAAGACGGCTGCTGGGAAA
GGAAGCATCACTATCTGTGCAGAGGAGAAAACAGACAACAGGGTGGTGGCATTTGAAATG
GAAGGTAGAAAACTGGACAAAAAGGATTTTTTTGGGAAGTCTGACCCGTTTCTGGAATTT
TTCAAGCAGACCGAAACTGGATGGCAGC
>CLMC2593Contig1
TAAAAACTAACAGTGGTATGGGGCCAAGCCAATGCTTAACCTTTTCTCTTCAGCCCTCCT
CTACATGAGTGGATCTTCATCCTTCTTCTCTATAGTCCACATCTGGGAAGCAGTTCTTAC
AAGAGCACACACTTCTTGGGATTCTTTTTCGTGGCAGGATACAAAACGGCCCTGACGGCT
TCGGCAAACACCTCCCTGACGCCATCCTGCTGCAATGCAGAGCACTCCATGTACTTTACA
GCTCCGATCTGCTTGGCTAGGGCATTGCCCTGCTGGTGGGTGGTAGGGGCCAGACTCTGT
TCCTTTAGCTTCTTAACCGTCTCCGTATCACTTCTAAGGTCTTTCTTTGTGCCCACCAGC
AGTATAGGCACATTGGGGCAGTGGTGGCACACCTCAGGGTGCCACTTGTGCCGGACATTA
GCGTGGGAGGATGGGCTGCTAATGGAGAAGCAAATGATAAAAACGTTGGTCTGGGGATAG



GAGAGAGTGCGCAGCCGGTCGTACTCCTCCTGCCCCGCCGTGTCCCATAGGTTGAGGCTG
ACGGTGCGACCGTCTACGCTCATCTGAGCGCTGTAATTGTCAAACACTGTTGGAATGTAT
TCTTCTGGGAAGGCATTGGTTGTGTAAGAGATGAGTAAGCAGGTTTTACCAACTGCCCCG
TCACCCACAACCACACACTTAATGGTCTGCATCCTGCCAACGACCACTAGGGCTGCAGCA
CCGCCACTTAGCTTTCGTTCTTTTTTTGCCTTGTATTTTCAGTCATACCC
>CLMC2595Contig1
GCTTCTGGTTGGAGTTCACCCTCACACCACAATGCCACTGTGGCAACCAGCCTGGAGGTC
GCAGCGCCCAGAGAAGAAACTCAGGAGAGTAGTCAAATCTGAACATGTTGTCATCGTCTT
CCACATAGTTCTCATTGAGAAGAGTGTAAAGCTCCTTAAGCACAGCGGGATCCCCCAGGT
CGAGGGTGTCCCAGCTGAAGCCCTGCGGGAGGCTGTAGGGCTCCTCTCGAATGGCGTCCT
TATCAGGTTCAATAGAGCCATGAGACGTCACCGTCTCCCCTAGCTTGGGAACGGGCTGCG
TGTCCCAGAACTGGTAACTTCTCCGAGTGGCTTCCTCCATGGTCTTGGCTGGACCTTGGC
CCACAGAGAAGAGTTCGATGGCCTTTTGGATCTCCTGTAGCTTATCAGCTGGCAATGAAT
TCACCTTTGCAAGTGGGTCCTGAGTTGCTTCGGTGGCACCAGATTTCTTCTTCTTTTTCT
GTCTCTTTTTCTTCTTCTTGGTGCCGGTGTCGTCACCCAAACCCCGATCGCCATCGTCAA
AGGGATGCTCGTCATTTTCGCAATCGCTACAGTGTGCGTGGTCTTCTACATCTTCTTTTT
CCTGCTGGGGTGCTGTCTCATTCTCATCCGCCATCTTTAACCAGGAAGCCCCC
>CLMC2598Contig1
TATGGCCGGGGTTGGATCGGGGCATTATACAGCATATGGCAGCCACGAGGCCTGCTGGTA
TCACTTCAATGACAGCACAGTGACTCTGACCAATGAGGACACGGTGAGGAAGGCCAAGGC
CTACATACTCTTCTATGTGGAGAGGACTGCTGAAGTTCCCTCAGACAAGGTTGCCGCAGA
CGGGGCGGCGACGGGCGATCCTGACGTGGACGAGGCACCGACACACAGTGTTTCATTTGA
AATGACCCCTCAGGCCAACAGTGCAGCAGATTCGGCACAGACAGACATGGCTTTAACGGA
CGCAACTGCTGCACACATTGATACTTTGGAGGAGGAATGTGCCAAGCCATGGCAGGTTTA
AAGGAGGCTCCAACAGAAGAGCCGAGCTTAGATCAGACTGGAACAGAGGAGACCCTCCAA
GTTCTAAAGACGGTTGCACCATGATTCTGTCAGACTTCACTGAATTATGTCACTTTGGTT
TTTCCTAAACCACATTTTAAGGTTTTTTACAGTATTTTATCATTGTCATAGTTAATCTTC
CAGTTTAATGTACTGCATCTCTTGTGTTTATTGCTTAAAAAAGAAAAACATGTTTAACTT
GCTGCTTCTAATTGTTGTTTCTGTTTAGTTTGTCTTTAGATTTTTTTCTCAAAGACTTCC
TCTGCTGAGGTAGATGTTTGTGTATTGGATTTCAAAGGTGATTGTTAAAGGTAATTATGT
CGAGCCTTAGTTTTGTTAAATCTCTGTCTGTCCAATGT
>CLMC2600Contig1
TATGGCCGGGGACTTCTGGAGGGCGGTGCAGAGACACAGCTACGTGTTGCTGCGCAGCAA
CAGATAGAAAGACGAGGGAGGAATTCCCTCGCACAAACAGAAGCAGTTGTCAGGGCGTAA
CAGCTGCGGTGGCGCGTTAAATGTGTAGAGCTACAACAGACAGGATCGATACCTGAACCT
GGTATCAGCACCAGACCCCGCGGTCAGGATGTGAGGACAGACCAGCAACAAAGCAGAGCA
GATTTCAGCGATCAGACTCCCCCTGAATGACGGTCACCTTCTGAACATCACGCAAAACCA
GAGCCGCCTGGAGTCCAGGGGACAAAGGTCTGATGAAGCATCACTAAAGATGCAGAGTCT
GCGTTTTCTCGGGGAGGAAGACGACCTTTAAAACATGACAGGCCAGCTCCTGGGAGAAGC
GGTCGGCGGGGCTCACATGGATGACAACGCGGCCATCCGCATCAACGTGGGCGGCTTCAA
GAAACGCCTGAAGTCGGACACTCTCTCCCGTTTCCCCGAAACGCGGCTCGCGCGCCTCCT
TCAGTGCCGCTCCAAAGAGTCCATTCTAGAGCTGTGCGACGACTACGACGACACAGAGAA
AGAGTTTTACTTTGACAGAAACCCGAGCCTCTTCCCTTATGTG
>CLMC2603Contig1
ACTGCCCAGCACTGCTGGGATCGCACTGCAGCAGTCGCACAATGGAAGGGTCGTTCTTTG
CGCCCTCGACAAATTCCTCGAGAGACAGTTTACCGTCTTTATTTGTGTCCATCTGCCTGA
AGATCTTATCTGTGCGTTTCTCTGGTGTGGATTCGTCCTCCGGCATCTTCATCACAGAGG
AAACCATCTTGTAAATGGCCGTCACGATCTCCAGCATCTCTGCTCTGCTAATGTATCCAT
TCCCGTCCAGGTCATACATGCTGAAGGCCCACTTCAGCTTCTGGTCCAGCCGACCCCTTG
AGGTGACGCTGAGGGCGATGATGAACTCCCTGAAGTCTATAGTCCCGTCGCCGTTGGCAT
CAAACGTGCGAAAGACGTGCTCTGCGAACTTGGAGGCGTCGCCGTACGGGAAGAAGTTAG
CGTAGATCTTCTTGAACTCCTCCATGGAGAGGGCGCCGCTGGGGCAGTCTCGCAGGAAAC
CCTTGTACCACTCGGTGATCTCGTGCTCCGTGAAGTCCGTGTTGTCCATCAGGTCCTGCA
TGACGTCGGGACGCAGCTTGCTGTTCTGCTTCCCCATGACGGCGGCTGTTGCTGAGGCTG
TGGGAGATGTGAGAGCAGCTGCGCTTCCGACTAGCTTTAAATTTAAAGCTGTAGTTGAAG
GTTTGCAGAAAGTTTCCTTTAATAGTCCATTAGCTTACTTCTGTGAGAGGAAGCTCAAAG
TTTCTGGTAAACCGTTGAGGTGCAGCAGGAAGGAAGCACCGGAGAGCTGCAGTTTGGTGC
CGCTCGTAGTCCAAACTCCGGGCGCCTGTATCTGAGCCGCAGCTCACACTCCGCTTAGCC
CCCCC
>CLMC2605Contig1
GAGCCAGAAGCAGGAGGAGGCAGTGAAGGAGCAGCTCTCCTCCTGAGTCTCCATCCTGGG
GAAGACAGAAGACGGAGAAGAGCCAGCCTCAGCGGTCCTGAAGTTGCGATCTTCCATTGT
GAGCTCAAGAGAACATGATGTACAGCTGCCAACCTGAGAAGACTACCCACCCTCCAAGCT
AAGGGTTCTTCATTTGCTGACGCCGACATCTGCGACAGCCGGAGCTGCAGCCACCATCCT



GACTTCATAAAGTGTTTCAGCAAATAACATTTATATTCACAATGTAAAAAAAAAACTGTT
TTCAACCCCCATCCTCCAACACAGAACTGCAATTAATTTAAAACTTAAACTAAATTACCT
TCCTTTTATGAGCAGTTTGGTACCAAAGTAACACATTTGAGGTGAACTTCAATATAACGA
ATGCACCATAAAAAAATACATGGTCTACTATAAAGATTACTTAAAACAAGTGAAATTTTA
CCGTGAAATCTCCAAATGAACACAAACTAAAAGAAAAAGTGGGGAAAATCAGGTGTTGTT
TTTCGAGTAAAAGTGGCGTGACTAATAAAAACATTTGACT
>CLMC2616Contig1
AAGATATAAAAACCAGAAGCACAGGAGGGTTAACTGCAGAGGAGAAGTAAAAGCGTCAAA
TGTGGGTGAAAAGGGAAATAATGCCACAGAGACCTCTTGTCTTTCTGGCAATCACAGCAG
CTGTTGTTCTAACTGCTCAAGGATCATGGAGAAGAGACAACAAAGCGTCAGATGTCTACC
ACTCTAATGATCACTACATGTGGACGACATGGTTCAACGTTGATCACCCGGGCGGCCGTG
GAGACTATGAGCAGCTGGATGCCATTCGCTTCTATTACCGCTCCAGAGTGTGTGAGACTC
CAAGAGCTGTTGAGGCCAGAACCACAGAATGGATCCCAGCTCGAGAAACGGGGGAGATAG
TTCATGCAGACCCCTCAGTGGGTTTCTGGTGCCTCAATACAGAACAGAGTCCTGGTCGCA
ACTGCTCCAACTATGCAGTTCGTTTCCTCTGTCCTAAAGATAGCAGTCAAACTACCCAAG
GAACATGGGGTCCTTGGTCAAACTGGAGCCCATGCCCTGCCCTTTGTGGTCAAGAGGCCA
TGCAACGTCGTTATCGAAGCTGTCGGTCTCAACTGGTACCATGCAGTGGGCCTAAAACAG
AGGAAAAGCCATGTAATGGGCCAGAATGCATAAATGCAGATTGCTCCCTGCGCTGTGTGA
TGGGGAGAGTAAATGCAGACTGTGATGCATGCATGTGCGAAGAGCACATCCTCCTNGGTT
CCGTCCGCAGTGCGGGCGGTCTCATTGCTACAGGAGCGGCTATCCTGCGGGCCAACAAAC
TGCTTAC
>CLMC2617Contig1
AAGTGTAATTACAGCTTGTTACGCTTGTTTAAACAAAAGGTTATCCCATTCAGGAAGACC
AAGACAGCTTTCCTGAAGTTCCCTCTGTTCACAGGTAGTGTGACGTGACACATGACTCTC
CCCTCAAAGGTTAAAGGTTGTTGAAGTTATGTGAACAACAAACAAGTCTACGTCCCGACA
GAGAGATGGAGCATGCATCTTTCCCTCCGTTGTCCAGGGTTGCCATCTGTGGTGGCACCC
ACGGTAATGAGATGACTGGCGTGTACATTGTAAGAGAAATGCAGAAGAAAAAAGAGAATG
CTGCCAGATCTTTCTCCATAACACCTGTCCTCACGAATCCTCGAGCTGTGGACGTTTGCA
GAAGATATGCAGACATGGATCTCAATCGCTGCTTCACTGATGCCTTACTCAGTTCGCCTG
TGACAAACTCAATGCCCTATGAACTGAGGCGAGCGCAAGAGCTGAATACTCAGCTGGGAC
CCAAAGGAGGCAAAGAGGCTGTGGATCTGCTGGTAGATCTTCACAACACAACTGCCAACA
TGGGGCTGTGCCTCATCTTCTACTCTCTAGACTGGCTAACCCTGCACATATTAAAATACA
TCCAGAATAAGATTTCCTCTGTGCCGGTCAGAGCAATTCAGCTGGATATACCCCTCTCTG
ATGCTTATTCTCTGGAGGCG
>CLMC2618Contig1
TATGGCCGGGGGAAGTGCAAAAGTTGCATGTACAGTCAAGTCGGCTTCCGGACTGTTTAA
GGTGATGGCTGAGGAAAAACCATGGGCTCTATTTTCCGAGGTGGGCGGCGAGGGTTACCT
GGAAGGCGTCATTGGCATAATGAAACAGCACTTCCAGCTCATCTGCCATAAAGACTTTTT
GAAGAATCCACTCGTGTATGGCCCCAAAATCCAGGCCTTGTTTGTCTGGAACTGCTACCC
TGCAGCTGAACCGTCGTTGCTGACTTCCTTGCCGTCCCTGAAGGTGGTTGCCAATGGAGG
AGTGGGCATCGATCATCTGGATGTGTCGTACATCAACAGCCTTGGAGTGAAGGTGACCAA
CACACCGGGGGTGGTGAGTGCTGCCACTGCAGACATGGCCATGGGTTTGCTTCTGGCATC
TGCACGGAAGATTGTTGAAGGTCACTTAATTTCTGTTGATCCCAAGACCACATATTTACC
ATCAAGCCTGATGGGAGTTGAAGTATCAGGATCTACTCTGGGAATTATTGGAATGGGAAA
CATTGGATACAAAATTGCTCAGAGGGGC
>CLMC2619Contig1
AGCTCGGGTTCACTTTTTCAGAGCCCCTCTGAGCTGTGGCTTCTCCTCGAGTCCTCCCTG
CTTTTGCCTGTTTCTGGTACACCCGGGAGAACTTTTTCAGCTTCCTGTTCCGCTCCTGAG
CACCGTGGGTGTTGGTGCTGGAGGAGTCGATGCCGTAAACCTGAAGGCCATACTGGAGAG
ACAGGAAGGAGCTCAGGTAGCCCTTCCCTGAGCCCACGTCTATCACCTGTTTGACTCCAG
AGTGCCGGGCCAAACCGGCAACCACCTCAGACATGGACTGGACTTCGTGAGATTTCTTAG
AGTTCATAAATTCATCTGCTTCCAGTTCTGTAACAATCCCAGGTAGAACAGTGGACTTGG
ACCAGTTCCCTTGAAGCTCCAGCAGGAAATCAGATCTGCTCATGCAGACTTCAAGTCCAG
GGAGAGAGTGGGCCTTAGCGCCCTGCAGAAACTCGTGGGTATCGAGCAGACGGTTTGAAT
GACTGCAAAACCCAAACATGGTCCCAGATGGTTCAGTTCGTCTGCGCTCTGGCTCCATCT
TCCGGTCGCTGTTGGGCGTGACGGCTGACAGGACCTCCTCTGGTGACACCGCCATGAACC
GCTTCCACACATCTTGAGTGTAAAACTCCACAGTGTGAGCATTAGCGATAGGGAGTGTTA
CGGACAAAAACTGCATGACTTCATCTATCCGCTGTTGAATGTCCACGAGGCTGCAGGAGG
AGGGTTTCATGTTTGAAGGCACGCGGAAGAACAAGAAGGAGTCTGAACCGTCCCCGGCCA
TAAGGCCCGGGTTAAACGGCG
>CLMC2629Contig1
GTTCTTGCTCCTTCTCCTGCTGTTCTTCTTTTTCTTTCAGGATGCGTTCTTCTTCTGCCT
TCTTTTCCAGTTTAAGTCGCTCCTCTTTAGCTTTGCTCAATAACCATGTTTCCCACGCGC
TGAGAGAAGCTGCAGACGGCTGGGCTGCAGACGGCTGGGCAGCAGACGGCTGGGCTGCAG



ACGGCTCCAGAGAAAATTTAGGAAGCTCACATCTAGAAGAGCTGTCTGGAGACCCGGGTC
CCTGCAGCCGGATGGGGCTGGAGTTCAGCTCCTCTCCGTCGCTGTCGAAGCTGTCGTGGT
AGATGGGAGACAGCAGAGAAAATGTGTCTTCGTCTCCGGTAGACTCCCCGGCTATGAGCT
CCGTCGTTCGGTTGCTCTTAACCGGGGTTGAGCTGAACCCCCCCGACACGGACACCGGAC
AGTTTGGCATCCTTTTTCCGGTCAGTGGACCCAGATTTCTGCGGTGGAAGCCTCTAAATG
TTGCAAACTAGTGTTCAGAAACGTTACAAGAACCAACGAAAGCCGGAAAACAAACGCAGA
GCGGGATCAAAATGACGCTTTAGCTAGGCTAGGCTAACGTTAGCAAACAGTTAGCAAGAA
TAGCACGAGCTCGTATTTTCGCGCCACACAGATTAAGGTTTTATTGTTTTTCATCTCTAG
AAAGACCTATCTGTGTAGAAAAAACCTTCGGTCCTGCTCCGGACATTCAGCGGTGGATTT
ACAGAGGAAAACGGGAAACGTTTAAAAACTTTGTTATTCCTTTTCCCCGGCCATAAGGCC
CGGG
>CLMC262Contig1
TGGTGACGACACTGGGCTCTGCCTGTCAGGGCTTACAGGTGAGCTGCAGGTGGATCCTTT
GAATTTCTGCAACTCATTGCGAGTCGGTGATGACTTTCCGTTGGCCTCAATGCTCTTAGA
TGGTGAAATGGGGAACTTCAAACCACTAAATTTAGTTTCAAAGTCTCGGACGCATACAGC
CGCGCTGCAGGACTTCTTCCCCGCACTGTTTTCCACCAGGCATGTATAGGCCCCAGCATC
TTCAGGCAGACATTCTCTCACAACGAATTTCACCTCTCTGCCATCAAAGCAAGCTTTCCC
AAAATGGGCTGCTTCCCCATTGTGTAGCCACATCACTGTGATGGGTTGACTCCCTTTAAC
AACGCCTCTCACCACAATATCACTTCCTTCATCCACACAGCAGTCCTCCAAGGGCTCTAT
GAAGACGGGGGGCTCCAGACTTTTAAAACGAAACTCTGTTTCTGAGCATTTAACCGGGGT
CCGGGAATCGATGATTCTAAGCCGACTTGTTTGTGCAGACAATGCATTCGGGGGCTTGAT
GTGCATCCTGAAGGTTGACACAAAAAGCTTTTGGCTGCCATCGCCATTCATGTTTGTTTG
AGTCTGTAAGCAGAGCAACAAATAAATTACAAAGTCATTTCCTGGCCTGACTATCGCACT
TCCTTTCTCAGCTTCTGTGGTGTGGACTTCTGCCACTCAGACTCTTTTCTACAAAAAAAA
AACAAAACCTGTAACTGCCTCTGTCACTCTCTGCTAGCCCACTGAAGCTCTGTCTTCACT
CCTCACACAATTCTGTACATGTGCAACCTCTCCCCCGGCCATAA
>CLMC2630Contig1
CCTCCTCCTCCTCCTCCTCCTCTTCCATGCCAACAAGAACTTCAGGTGGGACTTTAGGCG
CTGCCTCTTGTAACCATGCAACATCCAGCGGAGGAACTCTTGGTTTGATTGCATCAATAG
TGTCAGTGAACATCTCTTGGTCTATAGAGGAGCATCGCCTGAATCCCAGTGCGAGGACAC
TTTTCAGGCCCAGTGGCTCTGACAGACTCTGGCTCAGGCGTGGCACCTGACAGGCCGGCA
CAGCTCGTGTAGCACTCAAAGCGATCAGGTGATTAGTCATGTGGTTTGGTCTGGCAGATT
TGCACACGAGCAGCAGGTGGAGCTCATTCTTCTCCAGAGCTTTAGTGACCTCGTTGATGC
CGATGGCTAGTTGCCTTCTTGCTGCAACATCCGTCCAGCCGTTTGTGGAGAGCTCACCCC
CCTGAGTCTCCTGGCTCAAAGATTCAGCTGTTGAAGGAGGTTTCTCTTCCTTCCTTTTCC
CCCATGATCGAAACACTTTCACCTCTTTTTTCTCCAGACCTGTTGAAATCATTTTGTCCG
TTAACGTTTTCAGGATAAAATGCATATCTTCTTGGGGAAGTTGGCTCCACTGTGAGGTGA
AGGGTGAGTTGAAGGAGGTCTTTGCTTGGATTCGCTTTTTCGATTCCTTCTTAGTGGCTG
GCTTTACAGAAGTTGCCATGGCTTGTGTGACTTTTGAAGCTAAACGAGTGTTTCATCAAA
CGTTTCCCTCTATCTTGTTAAACTGAGGCGCCGCCATGCTGTTTG
>CLMC2632Contig1
CTAGAGGCCAGGCGGCCGACATGTTTTTTTTTTTTTTTTTTTTTTTTTTTTAAGCAAAAA
TTTTTTTTTTTATTAAAACCCCAGGCGCCTTTGAAAGACGAGGGGATCTGAGAACAAACA
TCAAAACTGTCAGTGCTTTCAGTTTTCCAAAGCGGTACGGTTATGTCACCACAGCACCTT
GTGTTGCATAGAGATGAACAAATTGTTACTATTTTTGAGAGGTAACTTTTAGACGTAGCT
GCTATTTTAATGTGTGTGAAATTTGTGACAAGTGTTGAATAAATGGCTTTTAAAGAAAAA
AAAAAAAAAAAAAAAACCCTACAAAAAAAAAAAAAAAAAAAAAAAA
>CLMC2646Contig1
ACCGACACTCGAACACTAAACGAAACAGTTGTTACATGATGGATACAAAAATAATACTTT
TTTATTAGAAAGTAAGCTTGAGTTTACTTAAGCTTAAAATTGTCTTTCTATTTCACTTTT
TAGTTTATAAATTAGTCTATCGGGACTTATTCGCCACTTTCTGGAAAGAAGAACTCAACA
GTAGCAGCCTGGATGGATCCAGCTCTGCTTCGCGAGAGGGAGCTGTTTAAGAAAAGAGCT
CTCTCCACGCCGGCTGTTGAGAAGAGACCAGCTGCATCAGACTCTGGATCCCACAAGAAG
AAGAAGCCCAAGTTAGACAAGGAAGGCTCCTCTGGCTCCAAACACAGCACTGAGAGCAGT
AATGGCAACATCAACATCAAAGCAAGCTCCGGGTACAAATTCGGCTGCCTGGCTAAGATC
GTCAATTACATGAAGACCAGACATCAGAATGGCGACACACATTTCCTGGCTTTGGATGAG
ATTCTGGATGAGACCAAACTTCTGGACATCAGTATGAAACAGAAGCATTGGCTCATGACA
GAGGCGCTGGTCAACAACCCAAAGATCGAGGTCCGAGATGGAACGTACGGCTTCAAGCCC
AAGTACAACCTGAAAGACAAGAAGGCCTTACTGAGGCTGCTGGA
>CLMC264Contig1
TATGGCCGGGGACTGAGAACGAAAGCTAACACGTGCTGCCAACTTTTACTACTTTACCTG
TTTTCTTATCGATATTTGTCCTGTTTTTAAGTGGAATCGTTCAATTTGAACGTTTTCTGT
CCCGTTTAGTGATAATCTGGTTTGCTATATGGCGGACAATGGAGACGACGAGGATCATTA
CAGAATCAAAGAAGGCGACTACGTAGTTTTGAAAAGAGGAGACATCTATAAATCTGTGCA



GATACTTCCAAAAAAAAAAAGTGATTTTTGAGAAGCAGTGGATTTTCCTGGATAACGTGG
TGGGATGTTTGTACGGAAACACGTTCGAGATCCGGTCTGGAGGGGGTCTCCAACTTCAAA
ACACCAAGACCACCGAGAGCCCCCCAGACTCAAAGGTGGCAGGAACAGACAACAGGAATA
TCATTGATGATGGGAAATCCCAGAAACTCACCAAAGATGACATCGAGAAGCTGAAAGATC
AAGGTCTGAAGGGTCAGGAAATCATCCAACAGCTCATAGAGAACAGCGCCACCTTCAGTA
ACAAGACGGAATACGCTCAGGATAAATCCNNANNAAAAAAAAAAAAAAAAAAAAAA
>CLMC2653Contig1
AACCCGGGCCTTATGGCCGGGGGAGGGCATTGATGTGAGCGCAGAGGCTTCTCGGTTTTT
ACGCGCACTTCTTTTCCCCCCGTCTCTCACCCGCACGCACGGAGCACACGTCCACCTTGT
CACCTTTCTAGTTTAGCGCGCGCGTCTGCATTTCTTTTCCTCCTTTCTCCTCCTTTTTTA
TGAATGATTCTCTCTCGTAAAACCTGTACCAGCCTTTCCTCGGATACCGCACGTCCTCCT
CACATCGACACATCTCTCCTCAAGTTCAAACGCCACCAGGACTTTCACTGCAGCTTCAGA
CGCACTTTGGGGAAATATCACTCGACCAGGAAAAACCTGATCCTTTGCGCAGCAGCGGCA
GCCGAAGCGACGGTCGACATGAGTCTGAAAGCTGACGCAGAGCCGAACAACAACGTTTCC
ATCGAGGAGGAGGTACGAACCCTGTTTGTCAGTGGTCTTCCAGTTGACATCAAACCTCGG
GAACTTTACCTCCTATTCAGACCTTTTAAGGGTTATGAAGGTTCACTGATTAAATTAACG
TCAAAACAGCCTGTCGGGTTTGTAACCTTTGACAGTCGCTCTGGAGCTGAAGCTGCAAAA
AATGCACTGAATGGTATCCGTTTTGACCCCGAAAGCCCCCAGACCCTGCGCTTAGAGTTT
GCTAAAGCCAACACCAAGATGGCAAAGAGTAAGCTGATGGCCACACCGAATCCCACAAAT
ATCCACCCCGCTCTAGGACCACACTTCATTGCACGGGACCCATATGATCTG
>CLMC2655Contig1
AACCCGGGCATTATGGCCGGGGATAGTTGCGTGAACGAGGAGCCCAAGTATCAACTGAAA
CGTGGACGTCACGCAATTTTATCATCAAAACCAACAACGTATCGCAGAATTTATGGCCTG
AATGCCAAAAAGCAATAGACCAAATGTATTTTGCATTTTTAAATTAAAGAAAATACGAGG
TTCCAAGAATCGTGCAGCAATCTTTGGGCCTGGAAGGACGCTCCGCTAGTCAGTACTAGT
AGTAGCTCCTCGGCTAATATTAGCGCGTTTAACAACACCGCCCGGCTAAAAGCTACAAAA
GTAGCGTGTTAACCCGCGGATGTCTGGTACCCTTTTTGAGCAGATAAGAAGCATCAAACC
ATTGGCCGTGGTGGTGGAAAGGTTCGGTTCGATTAACAATGATAATAGAAAACCTCGATG
CATTTAAAACATGGCTGTCTGAAACCCTCGAGCCCATCTGTGATGCAGACCCTTCAGCCC
TCGCCAAGTATGTTGCTGCTCTGGTTAAAAAGGACAAAAGTGAGAAGGAGCTTAAAGCCT
TGTGCATAGATCAGTTGGATGTATTTCTCCAGAAAGAGACCCAACCGTTTGTTGACAAGC
TCTTCGAGGCTGTTAATAACAGGAGCTACCTGCCCCAGCAAGAGCAACCACCACCACCAC
CACCGCTGGTCAAGGTTGTGAAGGAGGAGCCAAAGAAAGATGAGACTAATCGGGAAGAAG
AAAGAGACAAGAAGTTTTCTCGAAGAGTGAATCATAGCCCTCCTCAATCAAGCTCTCGCT
ACAGTAG
>CLMC265Contig1
ATTATTAGAAATGCTTTTTTATTTTCATAGTGTAGTAACTGCATCAAACGACTCAAAAAT
AAAATGTAAGATCAATCCTTCAAAATGCTTTTTCATTTTCTTCTTGAACACCGCTCATTC
TGTCACTTAATTACAGCGATAATGCAAAGAGGGGATGGCATTTTCATTTTCACTTTCACC
TGCAAAAACTGTTGCATAATTCATTTCCAGTCAGCAGTTCCAGGGGGGAGATGACCTCAG
CGCTCGCTCTGTGTGGCCGACCGGCTTTTCGACATGAGTGAAGCATGTCTCTGATCAGAG
CAGCCAGACACGTAGCTTTGTTTTTGCGGTAAGCGGAGTAAGGGGAGGGTGCTGTGTTAT
GGCGTGCGCTCCAGACGACGCAGTCCGGAGAACCGTGTCTCCCGGAAGAACCGGGCCTCC
AAGCAGAGTAGCGGCTTTGGGATGGTTTTGGAGCTGGTGGAGGCGGCTTTGGAATGCTGC
TCCACACAGTCCTGCATATGGGACAGGGGCGTCTTTATCCAGGGCCACGAGTGGAGGGTC
CAGCAGCACGATGTCCGTGTTCTCAGTGATCACTCCATGGTACGATGTCTCAATCCAAGG
CTTGTGTTTGTTCACATGACAAAGGTGGATAAAGATGGAAAGATTTCATGTAATCCATGG
ACACCAGTGAAGATCACAAATCATTGAAGAAAAAAGGTTCAGAGCACGGTCTAGTGGGTC
TAGATGACCCAACTCCCAACGTTAAAGTGCCTAGGATAGCACAAGGGTTACACTGTTATT
AATTTTTTGTGCGTCTTCCTTCCTGTAACTGATCTACAGTTAACTTCTCCAACAAATCAC
AGAATGTGCCTTGATAGACGGCGAGTGTGTAGCACTCAACCACAGGGAGCGCAAATTTCA
AAACACCCTTAAAAAAAAAAACTCCAGATATGAATCAATGATGAGGACATTTCCAAAACA
CAGATTGTAGCTTTGAAGGTTTGAAACACTCCTTTGTATAGAACGCTCATTGTCTTTACA
GTGTCATGTGTGTATTAATTTATCTTTGTAAAAAGAATTGATGAATGTTCAAAAGCCTGT
TTATTTAAAAACTTTTTTGTATCAGAAGAAGATGAATAAAAGCCTTT
>CLMC2661Contig1
GGGGAAATGGAGGCATTTCTTCCCAAGAAAAATGGGTTGTACCTTAGTTTGGTTCTTGGA
AATGTCAACGTGACTCTTTTCACAAAACAGTCAAAGTTTGCCTACAAAGACGAATATGAG
AAGTTTAAGCTGTACCTAACTGTCATCCTGCTGCTGCTCTCCTTTATATGCTATGGTTTT
GTTAGCTACAGATTTCTAGATGCAATCCTCAATTTTCTGCTGGTTTGGTTCTACTGTACA
TTAACTATCAGGGAAAGCATCCTCATCACAAATGGCTCCAGGATCAAAGGATGGTGGGTT
TTCCATCACTACATCTCCGCCTTTTTGTCTGGTGTGATGCTAACATGGCCCGATGGGAAC
CTCTACAAGATGTTCAGGGGCCAGTTTCTAGCCTACTGCTTGTATCAAAGTTTCGTACAG
TGCCTGCAGTGTTATTATCAAAGTGGATGTCTGTACAGACTACGAACACTTGGAGAAAGA



CACAACATGGATCTGACTGTAGAGGGTTTCCAGTCTTGGATGTGGAAAGGACTGACATTT
CTTTTGCCCTTCCTGTTTTTCGGTCATTTTTGGCAGCTTTTCAATGGCCTGTCCCTGTTC
AGAATGGCTCGACTCCCAGACTGCAAAGAATGGCAGGTCCTGGTCTGTGGTCTCTGCTTC
CTGATTCTCTTTATGGGAAATTTCTTCACCACTCTTGCTGTCGTTCATCACAAATCCAAG
AAGAGAAATCAGAACTCAAAGAGCCAGTGATAAAAATTCTCATCTATGCTCTCCTAAC
>CLMC2662Contig1
CAGCCCTCCTTTGTCTCGTACGGTGTGGTCAGCAGCTTGGTCAGGTGGCCTCTCCATGTG
ACAAAGTCGACATCTAAAGCACGTGGCGAGTCTGCAGTCCCTTTTGATTTAAGCGTCTCT
TTGTTGGCTAAGATCCAGCGAAGAATATGGTCCAGCTTTTCTTTCACATTTTCATCTCTT
CTTACGTAGCGGTCCTTGTAACCGTCTTTCAGGTCAAAATTGGGATTTTTGTCCGGTTCC
ACATAGTATCTCATTTGTCGTCCGTCATTAAAAAATCTGCGCTGAGAGTCGAGAGAAAAA
CATCCCACTTCCACCGGCTGTCTGTACAAAGGAAAGTCTCTCTCGTAGAGGTCCTTCCTG
GTGCTCAAAGTCTGAGATCTTAGAGGGGTTTGCCCTGTTTTTACGTCTAACTGATCCCTG
TGGTGAGTTAGGGGATCACCATCAGAATAATTTCTTCTACCATGGCCTCTTTCTCGCCTG
TATGCTGAATGATGATGGTTGTGGTATCTGGAGTTGGGACTGCGGGATCTGTGATGGTCC
ATTCCTGTAGATCAGCAAACACTTCAACATTAAAAAAAACAACAGTTGCGTCGTATTTAC
ATGTTTTTCTAACGTCCACGAAAGCGACGTTGTGGAAAAAATGTATGCAAACGTTAGTAA
ACATGAGGCAGCTAAGCTAACCGGAACAAACGCTAACCAATACTG
>CLMC2663Contig1
TATGGCCGGGGATTTATTTTATTCAGGCATTTTGGAAGGTACCTAAATGCTCGAGCGTCC
ACAAGACTGAGGACCCAAGATGTCTATGCTAGCTGAACCCCGAAGGAAACAAAAGTGGTC
GGTTGACCCCAGGAACAGCACTTGGAGTAAAGATGACTCTAAATTTGGCCAGAAGATGCT
GGAGCGAATGGGTTGGTCCAAGGGCAAGGGACTGGGAAGGAGTGAGCAAGGTTCTACAGA
ACATATCAAAGTAAAAGTTAAAAACAACAATCATGGGCTTGGAACCAATGCAAGTCATGA
GGATAACTGGATCGCCCATCAAGATGACTTCAATGAACTTCTTGCTCAGCTGAACAACCA
TCATGGTCAAACCCAGAGCAGCGAAGCTCCATCCGAAGAGAAAAGGGGATTCAGCTTAGA
AGAGAAATCAAAGACTTCTAAAAAGAGGGTCCACTACATGAAATTCACCAAAGGAAAAGA
CCTGTCCTCCAAAAGTGAAACAGACCTGAACTGTATCTTTGGGAAGAGGTCGAGACTTGA
AAAAGACCAAGAGCAGTGTCAAGGAAGAAAAATGGCTGAGTATAATTTGGTGCAAGCCTT
GTTTTGACTCCTGAACCTCCAGTCAGACAGGGGACAGGGTGCGCCTGGCTCTCGGGTCAG
CGTGACCCCTGCTGCTTCTCCCACTCCCACTCCCACTCCTGCTCCGGCAC
>CLMC2664Contig1
CCCGGGCCTTATGGCCGGGGGAGATTTCGGTAGCTCCCAAATGTAGCAATATGCTAACGT
GTGCTAGCAGCGGTCGATGAGTTTTGGCGCAAGTAGCTAGTAGAGTTTAGCTTGTTTGCT
ATTTTGGGCAGAAGGATGTCTCTTCCCAAGCGGGAGGTGGAGGAGTTGAGACCGTGGGTG
GAGCGCACTGTGAAGAAGGTGTTGGGGTTTTCAGAGCCCACGGTGGTCACTGCAGCTTTA
CATTGTGTGGGGAAAGGATTGGACAAAAGGAAGACCACGGACCAGTTGCGTCCCTTCCTC
GAAGACTCAGCTGGTGGATTTGTTGAACGTCTTTTTGAAGCTCTTGAGGAAAGTAGAAGC
AGCCGTGGCAGCAAAGGATCTGGAGAAAAGAACCGGAAGAGAGAACTTAAGGATGTATTT
GGGGAGGAGCATGACTCTGGTGCAAAGAGGGAAACATCTGAGACAGCAGATGGGACGGTA
GTAAAGCGAAAACGAACACCTCGGTTTCAAGAAGTGGAGGAGCCTGAGGTCATCCCAGGA
CCTCCTTCTGAAAGCCCTGGCATGCTTACCAAACTGCAGATCAAGCAGATGATGGAGGCT
GCCAC
>CLMC2682Contig1
TTGGGCTGAAAGGAGCTTGATGCCCTTTAAGAAAGAGTCAGGTCCACCAACCCAGGGGAA
AACCAAACTCTTGGTCGGCTTGAAGAGCTTAACCCCAAACCTCTTAAGGGTTGCATTGGA
GATCTTTGTTATCTGGAACATAGTTTTTATGAGTTGAACTTCATCATCTGGAAGATCTGC
AAACAACACAGAGCTTGACCAAATCCCCTGGACCTCATTAAACTCTCTCTTCCTGTCCTC
CTGCTCCTCCACACTCTCTGCATACCGCATCAGAATATTAGGGCTGATGAAGCCCTTTCC
TTCCTTCTGCATCACCTCCAGACAGTCCTGGAGGTCCTCCCAGCTTCCTTCCGCCAGAGT
GTCTTTACACAGAAACTGTCCTGTTGTTTTGTCAATGAACATAGAAAAGCTGTTACTCTG
TGAGGGTGAATCTGTGAAGATACTTGCGATGTGTAGGCAGCTGTAGCCATCATGGAAGGG
AATATCTTTGGAGCGTAGATACTGCTTGATTTCTGTGACTGTGATGGGAGTTAATGGGAA
CTCTACATTAGAGTTTGTGTCTTTTTTATAAGTTCGGAGTCCATTGTGAGTCAAGAAAAA
GCCTGCTCCTTGAGCATTTAGTATATATGAAGAATTAGCAAGCCTGTGGAAACTTTGAAC
AGGAGATCTCAAATAAAAGGATGAAAAATGTCTTTGATAAGGAAACCTGGTGCCTGCCAC
CTGCCTGAGACAGGCAGTGCTCTCCAGCAGCAGGCTTCTCCACATTGGGTATCTGATTAA
CACATAATAATCCTGCTGGTGGAAGACTAACCTTTTCTCCCATGCACCAATGCTACCCGG
GCTTTTGGGTACCCC
>CLMC2685Contig1
AACCCGGCCATTATGGCCGGGAGTCTGTGGCAGGTCAACCAGACATCCTCCAACCCCAAA
CCCTACTTGAGCTGGCAGTGTCACACTAAGGCCTGCTGTGGCTTTGCCTTCATCACATCG
TCCAGTCTGATCGCCACAGCTGGACAGTCCAATGATAACAGAAACGTCTGCTTGTGGGAT
ACTCTGATTTCACCGAGCAATACCATAGTCCATGCATTCCCCTGCCATGAAAATGGAGCC



ACTGTGCTTCAGTATGCTCCCAAACAGCAGCTGCTGATTACAGGAGGCAGGAAGGGCTTT
GTGTGCGTGTTTGACATTCGCCAGAGGCAGCTGTTGCACACTTTCCAGGCCCATGACTCG
GCTATTAAAGCCCTCGCACTGGATGCCTACGAGGACTTCTTCGTCACCGGCTCTGCAGAG
GGCAACATGAAGGTCTGGAAGTTGGCCGGTCATGGGCTCATGCACTCTTTTAGCACCGAG
CACGCCAAGCAATCGATCTTCCGCAACATCGGTGCAGGAGTGATGCAGGTGGAGACGTGT
CCTGGAAACCGCATCTTCACCTGTGGAGCCGATGGAACCCTGAAGATGAGGGTCCTCCCC
GACAGCTACAACCTCCCCGGCAGCTTGGTTGACATCCTGTAATGCCGCCTCTGAG
>CLMC2686Contig1
TATGGCCGGGGGTTTTGACACACCGATGCCTTCATGCTAGCTGTTTTAGCATAAGGGAAA
CACAATTTGGACAAAACAGTGCAAAACAATCAAAGAAAGAATTTACATCTATATACAACA
ATATGTGGTATCATATTTCTTTGGAACATGAAATCTTACTACATCCACGGTATTTTGGTC
CAAATCTGCTCAACACAGTGAAACAGAAACTCTTCACGGAAGTGGAAGGTACCTGCACTG
GCAAGTATGGTTTTGTCATTGCTGTCACTACTATTGACAACATTGGGGCAGGTGTGATCC
AGCCAGGTAGAGGTTTTGTACTCTATCCAGTCAAGTACAAGGCCATTGTGTTCCGCCCAT
TCAAAGGAGAAGTGGTGGATGCTGTGGTCACGCAGGTTAACAAGGTTGGCTTGTTCACAG
AAATTGGTCCCATGTCCTGCTTCATTTCTCGCCATTCGATCCCTTCAGAAATGGAATTTG
ATCCCAACTCCAATCCACCTTGCTATAAAACAGTTGACGAGGACATTGTAATCCAGCAAG
ATGATGAGATTCGACTGAAGATTGTGGGAACACGAGTGGACAAGAATGACATTTTTGCCA
TCGGATCTCTGATGGATGATTATTTGGGTCTCGTGAGCTGATTTCTTTCAGCTGAGTGCT
CACCACCTGGGACAATTTATGTAGTAATAACTTCATGATTTATATTCATGTTATG
>CLMC2696Contig1
TATGGCCGGGGGCTGGTCCATTAATGTCTCTCATGTAATTTCCGTAACATCCTCAACGTC
TTTAATGTCTTAAATGTCTCTTCGTCTCTGCCCTCTGCCATGTGTTCATGTTCTGTACCA
CATTCAAGGAAGTGTCATCGTCAATGGGGAACTTGCTCCAGAAGGTTCCATGCAGTTCAT
GGTGTCCGTCCAGAACGAAAACGGTCATGAGTGTGGAGGCTTCCTCATCAGCGAGGACTT
TGTGGTCACGGCTGCTCACTGTGACAATGGTTTGAAGCACGTCATTCTGGGAGGACACAA
CTGGAAGAACAGCAATGTCAAGAAAATTGAAATAAGCAACCAATGCAAGCACAAAAATTA
CAGTGATGTTGGAAATGGTTATGACATAATGCTCCTTAAATTGGCCAACAAAGCTCCCAT
GGGACGGAACATTAAAACAATTCCACTGGCAAAAAAGAACATGAAATTGAGTGTAAATCA
GGTGTGCTCTGTGGCTGGATGGGGGAAGATGGTGAGCACTGGCGGCCTTGTGGATGACCT
GAGGGTGGTGAATGTGTCCATCATAGATCACAATGACTGTAAGAAGAGCTGGGGCAAGCT
TCCCCCCAATATGATTTGTGCAGGTGGAAAATATACAGACAAAGGATTTTGTCAGGGGGA
TTCTGGTGGTCCTCTGGTGTGGAATGGCAAAGCTGTTGGCATTGTCTCTTTTAACAAAAA
CTACAACTGCAAATACCCTGATGTGCCCAACGTCTACAC
>CLMC2697Contig1
TATGGCCGGGGGAACATGGCTCAGCTTCCGACTGCAACCAACCAGCAGTTTTATTCTTTT
CTTGCTGCCAATCAGGACATGATATTCATGCATGTGGACGACCCTGGAGACACTGGGATA
GGAGCTATCTACGTGTCGGACGACAGAGGAATTGTCTTCTCCAAGTCTCTGGAGCGCCAC
CTCTACACAACCACAGGAAGTGACACCGACTTCACCACCATCTCCTCGCTCAGGGGTGTC
TACCTGACCAGCATCCTCACAGAGGATGGTGTGGTGGAGACGGTGATCACGTATGACCAG
GGGGCAAAGTGGCAGACGCTGCGCAGACCTGAGAACAGTCAGTGTGGCTCTGACACTTCA
ACCAACAGAGCCAACACATGCAGACTTCATATCCACGCCTCTTACAGCACCACCATGAAG
ATGAACGTCCCCATGCTGCCTCTGTCCCAGCCCAATGCCGTGGGCCTCATCCTAGCCCAC
GGCAGCCTCGGAGACGCGGAGTCCACTCTCTTCCCTGACGTGTATGTGTCCGACGATGGG
GGCTACACGTGGATGCTGGCTCTCAAGGGCCCCCATCACTATGCCATACTGGACTCTGGA
GGCCTGCTGGTAGCAGTGGAACACACCAACGCCCTAGTCAACCAAATAAAATTCTCCACA
GATGAAGGCCA
>CLMC2700Contig1
CCTCAGCGTTAATTGCATCACCAGTGCTTTTGTCTATGGTGTCCAAGCAGAGACTGGCGA
GTTGAGGCTCATCAAATAACCTTGCCTGAGTCAGAAGCATGAATGCATTGTCAGCTCTTA
GATGTTTGGTGAGGAACTCCACACAGCGACTCTCCAACGCAGGGACAGCGTACTTCTTTG
CAGTATATAGAGTTGTCATCACAGTTTCTGGACCGATATGGACTTCATCAGAATACAGGA
ATCTGAGCAGGGCGAGGAAGGCTGCTGGCTCCACGTCGGGGAGTTCAATTTCAGCTGAAG
TCGTGGCCATCCCGCCGTTGAACATAGCGTCAAAGACGGCACTGCCAGCGGCCAGGACGA
ACTTATGGGCCGGTATCCGCTGGGCCTGCCTGCCTTTGCCCACGATGAACCTGACGTCGC
TGAGCAGCTCGTTGTTGAAGAGGAAGGCAAAGCGCTCCTTCAGGGAACTCTTCGTCGCCT
GCCAGTTGTACATCGGTCCTCGGTGGAGGCCGGGGCCAGGCGGGGAGGAGGACGGGACCG
GAGCAGAGGCTGGCATGTTGTGGCTGGACAGCGCGACTGCGGCTGCACACTGAATAGAGT
TGGACGCAGCTTCATGATTTGACGCCATACCGCCTCCGCTCCCAGTCGCCATCATGAACA
ACGACTGTGTGAATATTCCGTTTCAAGGAAAACAACGCGTTACGGTGTTCAACGCGGTCT
CCAAAAAGAAAGCGTTGTTCTTTATTTACGTGGTATCCATCCCGGCGAAGGCCTTAAACC
CACCAGAGTAAATGCTTGTTGCCCCCCCCGGCC
>CLMC2704Contig1
TATGGCCGGGGGAGAGCAAAGGGAGGAAATCCGGCAAATGGGCTTTAGAAATCACGTAAA



AATGATGTGCTGGAGTCGAGCTCTTCTCAGCAGCTGCGCTCTCCTGCTGATCATGCTGCA
GTCGTGTTTAGATGCAGTTCCGATCAGCATCGACAAGACGAAAGTCAAAGAGCCAGAGCA
ACAACCAGAAGAACCGCCAGCGAATGTGGATACTGGACTCCACTATGATCGCTACCTCAG
AGAGGTTATTGATTTTCTTGAGAAAGATCAGCATTTTCGAGAAAAGCTCCACAATACAGA
CATGGAAGACATCAAGCAGGGTAAGCTGGCTAAAGAACTTGATTTTGTCAGCCACCATGT
GAGAACAAAACTAGACGAGTTGAAAAGGCAAGAGGTCAACCGCCTGCGCACCCTGATTAA
AGCCAAGCAAGGCATAGAGGGCGGGAACGACATAGCAGTGGACCACCAGGCTCTTCTGAA
GCAGTTTGAATATCTAAACCACATGAATCCACATACGTTTGAGGTGGAAGACCTGGATCG
GCTAATTAAATCGGCCACAAAGGATCTGGAGAACTATGACAAGGAAAGACACGAGGAGTT
TAAGAGATATGAGATGATGAAAGAGCATGACAGACGGGAACATCTGAAAACTCTCAATGA
CGAAGAGCGGAAGAAAGAGGAGGAACACTATGAGGAGATGAGGAAGAAACATGCTGATCA
CC
>CLMC2706Contig1
GGGATTCCACTTGACTCATCGCTGTGTCATTCTGTCTCTTTGACTGACACGGAGAAAGAG
GCACATAAAAGTTGAACCTAAAGGGGACTTTTCTGACAGATCTGGACGGGAGACATGACC
AAGGAGACCGAGACTCTTGGATTGGTCTTTAAAAGCGAGAACTTTAGCTTCAACCCCTAT
ATAATGGACGCCTGGTCCTACCTGGACAACTCTGGAACTGACCCCAGTTTCTCCAAAACC
AAACTTCATTCAGGGGACAACCTGGCAGCCCTCACAATGCTCCAGGAGCACTGCAGGAAC
CAGAAAGAGCAGAAAGCTGCAGTATTCAACCGCAATGGCAACGTGTGCAAGCCAATAGAG
AGCCATCTGGCAAACGCAAACGAACTCCTGTCCATGACCCACGCACAGGAAGTTCTGGCA
CCAAAGCAGATCACCTCCATCCCCATATCTGCCCCTGCTACCTCAGACACCTACGCCACA
CTGACCAGTGTTGTGACAGACAACTTTGACAAACAGGAGCTCAACCACATCTTTGATTCT
TTGCTGCAGAAGTGGCCAGAAACTGGATCTTTCACTGATCCAAGTGCTGAGCCTCTTCCG
TACGGCAATCCATTTCCTGGTAACAACGCCAGCCCCGTCTACTCAGCCTCTTACACCAGC
TCCCCGGCAGAAAGGTTCAGGAACGAGTTTCAGTTTACG
>CLMC2710Contig1
GGGAATAAACAAACGACAAGCAGCTGTTTGTTCGTGTTAGTGCTCACGTGGAGGGATTTG
CAGCGTGAAGCGCACTGGAAGTGTCGCAGAAGCAACCAGATCGGATCTCAATGGAGCCTG
TCATAAAAATAAATCCAGGGGCGTCGAAATGGGACATACGTCAGAAAGTGTGGGACTACA
TAGAAGAGAAGAACTTGGCCAACTTTCCAAGGCCTGTCCACAACAGAATCCCAAACTTCA
AGGGTGCTTTTGCTAGCTGTGCCAAAGTCACAGCGCTGGCAGTGTTCTCCCAGTCAGCTG
AGGTGAAGGTGGATCCTGACAAAACTCTAGAGGGCGCAAGGCTGGCAGTGCTGCAGGCAC
ATAAAACATTATTGGTTCCGACCCCTCGTCTGCGTACCGGTCTTTTCAACAGGATCACCC
CTCCACAGGGTGCCAGCAAAGAGCAGCTGCGCATATGCTCCTCATCCCAGGGAGTAAGAG
ACTTCAGTGTGCCTGCTGGTCTGGATGCTAAGGTGAAGGTAGATTTGGTGGTGGTTGGTT
CGGTTGCTGTCTCTGAGAAAGGCTGTCGGATTGGGAAAGGAGAGGGTTTTGCAGACATGG
AGTATGCCATGATGGTTTCAATGGGAGCCGTGAATGAGAACACCGTGGTTGTTACTGTTG
TCCACGATTGCCAGGTGGTTGATATTCCAGAGGAGCTCATGGCCAGTCATGACTTGACTG
TTGACTTCATACTCACACCCACCAGAGTTATTGAAACTCACTGCAAGCTACCAAAACCAC
AGGGCATCATCTGGACCAAGCTGGATGA
>CLMC2726Contig1
AACCCGGGCCTTATGGCCGGGGGTGAAGTGAATGACGTCTCTGGAATTGTGGGCCGCCGA
CGCAGGGCTGGGTTTCCATTTTCATAGCGAGTTTCGGGGGGGATCGTTAACATGGAGCCG
GAGATGGAGGACAAAACGGTGGAACTGATGAACACATCAGGGATGGAATCGCAGACCCCC
GTGGATGATCTGTCACCAAAGAAGAACACTGTTCTCAAATTTACTAATGGCCCTGTCGTG
AGTTCGCGTAAACGTCCGTCAGAAGGGAACTATGAGAAAGAAAAGGAACACTGCATCGCC
CTCTTTGACCAGTGGTCTGAGGCCGACCAGGTGGAGTTTGTAGAGCGTCTGATTTCCCGT
ATGTGCCACTACCAGCACGGCCACATCAACTCCTACCTCAAACCCATGCTGCAGAGGGAC
TTCATCACTGCATTGCCAGCTCAAGGTTTGGATCACATAGCAGAGAACATCCTGTCTTTT
TTGGATGCACGCTCCTTGTGTGCTGCAGAACTAGTGTGTAAAGAGTGGCAGAGAGTCATA
TCGGAAGGTATGCTGTGGAAGAAGCTCATTGAACGTATGGTCCGGACCGACCCGCTATGG
AAAGGCCTGTCTGAGAGACACCAGTGGGAGAAATACCTTTTCAAAAATCGCACAGCAGAA
ATCCCGCCTAACTCCTACTATCACTCCCTTTATCCTAAGATCATC
>CLMC2729Contig1
TTATGGCCGGGGACAGCTGTCTAGTAGTCGGTCTTGTCAACAACAGTGCAACCTGAGTCG
GGGATAGCCAGTCATTTGGCTAGCTTAGTAAACTAGCTTATTCAGCCCCTGCGTTGGTCT
CAGCATTAATTAACTGTGACGTCTCTTGATTCTTTTTTGGATGTGTCTGGATTTTCCACA
ATTTTCTCGGAGACCAGAAGAGAAATCTTAGTTACACCGTTCGGTTTCCTCAACGTGTTG
CTTCTTTGTGCTATGACATAGTGGCTCTTCAGCAGGAGGTTGTCATCTGGATAGGGATGG
CTGCTCAAGTGGATGTTCAACCTGGAGAGTTGGGGTTAACGGTGGCAGCAGCAGGACTTC
ATCTGAGTCCACTTTCTGATTCCAGCAATAAGAGTTGCATTGAGATCCCATCTGTTGACA
AATCTAAAGTCATTGCATCTGAACCAAGCAAACCTGTCTCAACTCAAAAGGCTAGACTTA
CTCCCAAACCATTTGTTGTAGAGAGAAACCTGACTATTAAGCCCATAATTGCCCCTAAGC
CCCAAAGCAAACCTAGACCAGAGTCCACCCGAATGGCTGGGCACAAACCATATCTGCCAA



GTACTCCAAAACCAAACACAAAGCCTTTGTTAGCCAACTCCACTCAGCCGGCTCCTACCT
TCTATAAAACATCAAACAAGTTAAATTCTGCGCAGACAACAAAGCCAGTTGCCCAGCCAT
TTAAATCAGCCTCTCCATTTGATCCAGATGATCAGGATAAGCCGACTTCTTCTTCATCAG
CCAAG
>CLMC2731Contig1
TGACCGTCCAGACAGACCGACCGCTGCTCCACGATCTGGACATCGTCCTCGTCTTCCATC
TTAACTGTTAGGTTTTCGTCCTCTCCGTCCTCGGTGGTGGAGCCGTCAGCTTTGAGCTGC
TCGCTCTGCTTCTCCACCGTGGGAGGAAGCGGTGATGTCCTTGTGTTCACTGGGGAGTCG
GCCTGATCTCTGACGCTCTGGTCAGAAGGGATCGCCTGGACTGGTTCCACTGGAAGGTCA
TCGCCATGCGGGGGCAGCTGCTGCTTGTTGTTGTTATACTGATCTTTCTTTGGAAAACAT
TGTGACTTATTTGGAGTTTTCTCGGAACCGGACAATCCCTCGTTTTCCAGCAACTTGATC
TTACGGTTGAGCGCTACGATTTCGCTTTCTCTTCGGCGAAGCTCGACCTGCACGAGAGCA
AAGCTGTCCTCCCATAGTTTGTTGATCTCCAGCACGGCTGCTTTGGCGAGCATCTCCACG
ATGGAGGCTAACTTGCTCTGGAAAGCCACAGACTTCGTCATGTCTCCCATCTCCGGACCG
CTGCGACGCGGGTCACGTTCTCCGCACCTGGACGTCGAGGACGAGGCGCGCGCGGCTGCG
GCTGTTTCACATCACAGCTGCTGCTTTGGGTGAAAAACATGGAAGTGTGTTACAATAGGC
TCCGTGCACCCCCGGCCATAAGGCCCGGGTTAAACGGCG
>CLMC2732Contig1
GGGCTGGGAAAATGGCGTCAAACGTAGAGGCCCCTGAGCGCTGGTACCTCGCCCTTCTCG
GGTTCGCGGAACATTTTCGAACCTCTAGTCCGCCCAAAATTCGACTGTGTGTGCATTGTC
TCCAGGCCGTGTTTCAGTTTAAGCCTCCACAGAGGATCGAGGCTCGGACACACCTTCAGC
TGGGCTCCGTTCTCTACCATCACACCAAGAACAGCGAGCTGGCCCGCAACCACTTGGAGC
AAGCGTGGTTTATATCTCAGCAAGTCCCTCAATTTGAAGATGTGAAATTCGAAGCGGCCA
GCATCTTGTCCGAACTTTACTGCCAACAGAACATGGTGGACTCTGCAAAGCCTCTGCTAC
GCAAAGCCATCCAGATCTCCCAGCAGACTCCTTACTGGCACTGCAGGCTGCTGTTCCAGT
TAGCGCAACTTCATACATTGGAGAAAGACTTGGTGTCGGCTTGTGACCTTCTAGGTGTTG
GAGCCGAATATGCCAGAGTGGTGGGCTCCGAATACACCAGGGCCTTATTTCTTCTCAGTA
AAGGAATGTTGCTTTTGATGGAGCGGAAACTCGGGGAGGTGCATCCTCTTCTGTCGCTGT
GTGGAACCATCGTGGAAAACTGGCAGGGAAACCCCATCCAGAAGGAGTCTCTGCGGGTCT
TCTTCTTGGTCCTACAGGTTACTCACTACCTGGATGCTGGACAGGTCAAGAGTGTGAAGC
CT
>CLMC2739Contig1
GGAGTCGGGCAGGACCATCGTGACAGGAGTGCTTTTGATGCCAACTCCTCTCTCTTGCTC
TGTAAAGAGGATGTCTGTGTACCGGAGATCTACATCATCCCTCTTCCGGATTTCTGGGTG
TGTCTGCTCAATCAGACAATCTACAAAACAAGTCTTGCCATGATGAAGGTGACCACAGAG
TGTGACATTTCGGATCAGCTCGGGACCATCCATTAGATCTGCAAGAAATTCCATGTCGTA
AACTGTTGCAGGCAGCTCCTGTTCCATCAAAGCAAAACGCCTGTGCTTCACCGGCTTGAT
GATGGGCTCTGTTAAGGGTTGTGTGTCTTCCTCTTGGACAATAGTTTCCACCTCTGGCCC
ATAAACCTCTTCTGCAGTCGGATAATACTTCTTATCCTCATGGAGGACCACCTCCATGCC
TGGGGTATCATCCTCAGCATCTGCAGGCTCATCTTCATCATCATCATCACGCTCATCTAG
ATCTCTGTCCTCTGCCTCCACGTCATCTTCATCATCATCAGAATCCAGCTCCGGACCGAT
GTAGTTCCCAAATTCGTCATACAGATCAGCCTCCATCTTCAAATATCTTTATTTAAGGAT
AAAACTACTGCAAAATATTTATACAGCACAAAATAAAACCCTGTTCCGAAATTAGGATAA
ATTATTGTTCGGTTAGCGCCATGCGCATGACAAACTACTGCCGCTTTTCTTCTTCTACTA
ACACGTCACAACACTTGAGGATCGCCCCCGGCCATA
>CLMC2741Contig1
ACCCGGGCATTATGGCCGGGGAAGACTTCCGAGGGCATCTCGACGGACAGCACAACAACA
GTGCGAATGTTGGCAGGAAAGAGCCCGGGAGATGGGTTACGATGTCACCGATGATCGGTT
CATGCTCGACCGATACATTTGAAAAGTCGACGGAGGAGCCTTTTATCACTCGAGGACGGG
GCACCTACTTCGTGTGTGTGCGTGGGGTCGATGGTTGTCGGAAGCAGCCTTTCCAGTTAG
CTTTTATCCTAGCAGCGTATTACTCCTGAAAACAGCGCATCTCTCTCTTGTTTTCCAATT
ATGTACAACCGTTTCCCGAGACGAATGAGTCCGCTTCGCATGTGTGTAAAGTACCATACC
ACAGGGGTTTCTGGCTGGAAAGTGGGCGGCCTCTTCCCAGCAAACGGACTAGTAATTATC
AGCAGCTAGCCGAGCAGTTAGCATTGCTAGCTAGGCTACAAAATAGCGGGAAGAGTGAGC
CCACGATTAATGGAGCCCCGACGTGATGGTGTTCCTGCAAATCCCCAGAGTCCCTCAGAA
ATATCCATACCTGCTGTCGTTCAGACTTTAAAGGACGTCAAAATTTCACTTTTGTGTATC
AGCTAAAACGTTGAACCTGACGACTCGTATCTTCCAAGTTTTGTTCCAGCTAGTAGTGTT
CACGAAGAAGAGGGGCGGAGACTAACTGCTAATGCTGGACTTGCCTCGACATATGTGAAA
GTATCTTAGCTAAATGTTCCGTTTG
>CLMC2748Contig1
CCCGGGCATTATGGCCGGGGGAAAAGCTCTCTGACGTAATGGACCTCGTCATTCCTTCAC
AGCTTCAGGGAGACTCCAAAACTCTTATTTCGACATTTCAATTCACCCGGGTGAGAGTCA
AAGATGGTGCAGGAGTACCAGTCTCCTGTCCGGGTCTATAAGTACCCCTTCGAGTTGGTC
ATGGCGGCATATGTGCGGAGATTCCCAAAGTGCGCTCTGATCCCAATGTTTGTCGACAGC



GAGGTCATCAACCAGAGTCGAAGCCAAGACGGCTCGGTCCTCGTGACCGAGAGGCGCTGC
ACCATCGACGTGGACGCCCCCCGGCTTCTCAAGCGGATTGCAGGTGTAGAGTTCCTGTAC
TTCATCCAGAAGAACACTCTGAACTACAGAAACAGGACCCTCCATATCGAAGTCCACAAT
GAGACATTCTCAAACCGGGTCATGGTCCGCGAGTTCTGCAGCTACACGGTTCATCCAGAG
AATGAGGACTGGACGTGCTTTGAACAGGCAGCAAGTCTGGATATCAAGTCATTTTTTGGC
TTTGAGAGCACCGCAGAGAAGATAGCCATGAAACAGTACGCTAGTAGCATAAAACAGGGT
AAAGAAATAATCGAGCATCATCTCAGAGAGCTGCAGGAAGAAGGATTAACTCACATACCT
CGCTGGACCGCCTCCGCCGAAAGTGCAAGGCCGACCTTCTCTGCTGCCATCCCCGTGAAC
GCTGGCGGGGAAGGACAGGCGGGTAACCCAGCTACAGAGCTGGTGGCCGGTTCACCCGAT
GATAAATTGGATGCTGACTACATCAGACGTTAC
>CLMC2751Contig1
AGGGTTTAAATTATATAAAATTTGTATCATTGTTAGTTCACATAGAAATGATTTTTTTTT
CTCTTAACTTCACATAAGAGTTCTAGCGGGTGTCCGAGACCACCAGGTGTGAAAGCCACT
TTAGTACAAACTGAAATCTTTTTCAGTCACAGCGACTTGCAATGTCCTTTTTTTACTGAG
NTNGGAGTGGCTCTTTAGTTTAATTTTCTTTTTTGTCACTAAGAAAGTCTTTGAAAATGG
CTGACACTGAAGCACAAAGCAGGCAGTAACCTTTCCATGGGTGCAGCAGACGCGTTACTG
TCTACTCACCAGCATTTCAAAGCCTGGCCACAGTTATAGTTCACTGAAATTTGCTGCTCC
TTCAAATTAAAAGCTATGCACTTGGGTTTAAGAATGGATCGTTTTTTCTTTTTGGTTAGG
AATGCCCATTTTTATTCCAGTGGTATGATCTTTCAGAAAGTGGGAACAATGAAATGTCCA
TGTCTAATGTGATCAAAAGTGTATGTATCTGGTATGATCAGGTGTGCGCCTTTTTACCCA
CTTTTTTTT
>CLMC2754Contig1
GCGAGTGAGACCTCCTCGGATGATAGCTCCCACATTTAGGGAGGTCACCTTATCAGGATT
CTGGGAGATCAGGTCGCAGAGCTCGTGCCACAGCTGATAGTTGGATTTGCCCTCTTTGGA
CACAAAGTTCTCATCATTGACGATTGCAGCTAGCCGTACAGCTGCTTCGTCCAAGCGACC
AACAGTTCGCAAATACCCTATGTATTCTTCCGCATTCTCTGGAGACAGCTTAAGGTATCT
GCGGTATACTCGGACAGCCGTCTCAGGCACGGGAAGATTATGGACAAAGCGGAGATACAA
GGGCCAGATTCGTGGATGTTGAGTTACAGGAAGGGCTCTGAGAGCGCGGTCGAAAGTCCG
CCGACTTCTTGTGATTTTACACTGCAACACGAGGAACTGGCAGTAATCGAGCCATATTCT
AGGCATCTTGTGCATGAACACCAGAGCCCTCTCATGACAATTGTTGGCTTCCTCATAGGC
TGGTTCAGTGATGCATTTCCCTTTAACCTGTTTCCGCCTCTCTCTCAGGTAATTATACCA
CAACTTATAGCTTCCAGGTAGTTCCTTCAAAGCCCGCTCATATATCATGTTAAGGTTAGT
TTTAAGTCCATTTTGTTTGAATTCAATGTAACGCATCCAACACTTAACAGAGTACGGATT
CCTGATGATCTCCTCTTCGTAAGGCAGGTCATCATCTTCAAAAATAACATCAGCTTTTCC
GTTTAATGATGGCATTTCTACCAAGAATAAATGGCTTTTCTGGATATTTGTGATGCTAAC
TTTGGTAGGCTACAGTAGCTAGAAGACGCGGTGCGTGCGTTAGCTTGCGTAACTTCCTGT
TCCTGGTCAATCCCCGGCCATA
>CLMC2756Contig1
CCCGGGCATTATGGCCGGGAGCATCCCTGCTTTTGTAGGCGCCGTTTCTTTAGCCGGCGC
CCAGAACAACCTGTGGGCGGTGGAGGGAGGCAACAAAATGGTGTGTTCAGGTCTGCTAAA
GATGGCCAACGCTAACCTGCTGCAAGCGCAAGTCAACTCTATCTCCCCTGTCCCTTCAGG
GGATGCACTGGAGTACCAGCTGAACTTCACCACAGCAACAGGGACAACAGCATCTGAACT
GTATAACATTGTGGTATTGGCGACTCCGCTCCAGGCCAGCATTGGGTCTGAGCTCCAGTT
CCAAGGCTTCACCACGCCATTTGACCAACTTCCTGGCAGCTATCACAGCACCGTAGCAAC
CATTGTTCACGGATACCTAAACACCTCCTTCTTCGGTTTCCCGGACCCTCGGCTCTTCCC
ATTCGCCAGCGTTCTGACTACCGATACGCCCAGTCTGTTCTTCAACAGCGTGGCCAGTGT
TTGTCCCGTTAACATCTCAGCGGGTTTTCGCCGCAAACAGCCACAAGAGGCTGGAGTCTA
CAAGGTGTTCTCGCCACAAACGCTGGACAAACCAGAGCTAAAAACGCTCTTCAGGTCTTA
CTACTCAGTGCAGGTGACGGAGTGGCAAGCGTACCCTCACTATGGCAGCAACCAGAGACT
TCCTCCAGTGGAGCTCCATCCCAATCTCTATTACCTCAATGGTATTGAGTGGGCCGGCAG
TGCCATGGAGATGAGCTCTGTGGCTGCCAAGAACATTGCTTTGTTGGC
>CLMC2757Contig1
ATGGCCGGGGAATTTAGTGTGTTTAACATTGGGTGTGCTGTGGTGGCGTCGACAAACAGA
CAATGCGCCTCTAAAACGTGTTTTTTCCTCCATTCTCCTTATGTTGGAGCTAAGTAACTT
ATTTGTCGAATATAATCGATAAAGGTAAGGGTTAAGTTGTCCAAAACCCGAACATTTTGT
CTGAAATACGAAGGCCGGCTTCGAAGCTTTTAAGCTAACGCCTAACGTTAGCTATGGAGG
AGAAGAAGGAGGAGGGAGAGGCTGAAATTCAGGAGCACGGCCCCGAGCACTGGTTCTCCA
AATGGGAGCGGCAGTGTTTGGCCGAGGCTGAACAGGATACTCCAAACGAAGAAGAGACGG
AACAAAGTCAGCAAAAGCTGTGGCACCTTTTTCAAAACTCTGCCACTGCTGTGGCGCAGC
TGTATAAAGATCGAGTATGTCAGCAACAAGGCTTCTCTATGTGGGTTCCCTTCCAGAACG
CTGCCACAGCCGTCACCAACCTCTACAAAGAGAGTATGGACGCCCACCAGCGGAGCTATG
ATCTGGGAATCCACTTAGGCCATCAGAGGAGGAATAAAGAGGTGATAGCATGGGTTAAGA
AGCGACGAAGAACTATCAGAAGAGAAGACCTTATTAGCTTTCTATGTGGCAAAGCTCCAC
CTCCACGAACCGCTCGTGCCCCGCCAAGAGTTGCCATGGTGTCTTCTAGCCGATCATCTC



CCACAGAGACGGACAATTCTGTTGAGACCGACTTGCAGCCCTT
>CLMC2765Contig1
TAACCCGGGCATTATGGCCGGGAACCATATGAACTTTCAGATCAGTTTCCTGCAGCACAA
ATTTGCCGTCTCCAGAGGCATCTTTCTGCTGGAGAACACCAACAGGACCTGTTCCAAGAC
CAGCCAGCCATGTTTGTGTCCCAGCACTCCCAGCCACCCCCCCAGAGTCTGGTGGAGCTG
ATTCAGCTGTGTGGGGGAGCCGTTTGCAAAACTGTGCGGCAGGCAGGCATCTGCATTGGG
AAGTACAGTGGCCGGAGACCAGAGGGAAACAGGATTTTGTCTGAGCAGTGGATTCTTGAC
AGCATCACTAATCTGAAGGTATTACCATATGAGAACTACGACTTGGAGTAAGAGCCACAC
GGTATATTTTCTACAGAATGTTGATTTTTTTCTATAAAATAAATCAGTTTTTTAAAATTG
ATTTATGTAAAAGTTTTCAGTTTCCTAAGATTCTGTTGTTTGGATCTTAATTGTTTTCGT
GTTTCTAACAAAGGGTAGGAACCACTACTGTGAATTTTTAATTTCCTTTCTGAAAATGTG
ATTTATAAAGGTTTGAGCCAGTGGGACACCTCCTCCTTTAAGATGTTTTGTGATGTTTAT
TAATAAAATACATTTTTTTATAGTATCATTGAGGTAATTCTAATCCATTAAACTTTGTTA
AAGAAAATAAGATCAGCTGTTAAGGTTTCACATGTTCCAGGTCTCCAAACAGAAGCTTTT
TCTTTTTTTTTTTAATGTGAAAGAAAGTTATAAAAATCTTTATCTGTATGTTT
>CLMC2769Contig1
TAAACCCGGGCCTTATGGCCGGGGACTTCCACCGTGTTTTTACTAACAACCGCACGCGAC
TCTAAACGGCTAAAACTTCTGTTCAAGTCCTAATATTTCTGCTCCGTTTTTATTCAGTTT
TTCTTTTGCCGGTTCAAATCCTACTTTGAAAGAATATTATCTATTTTCCAAGCTGGCGAC
CAAAGCACCACTTGACTGTCTATAATGTCCCAGGCCACCAAACGCAAACATGTTGTCAAG
GAAGTTCTTGGAGATTTTGTCACACCGACAGAAAACCAGCAGATTGTAAAGGTTGTTGGA
AGTCGAGGCAACAATCTGCACGAAGCAGTCACGGCTCAGGGGGAGACTTTCCTGGTGAGC
ATGCCCACCAAGTTCCGGAAAAACATCTGGATCAAGAGAGGCGATTTCGTGATTGTGGAT
CCCATCGAGGAGGGAGAGAAGGTGAAGGCGGAGATCAGCTTCATCCTCTACAAAGATCAC
ATTCAGAACCTTCAGAAACAGCAGCTTTGGCCTGAGGGCTTCACGGAGAAGCTGCCACAC
AATAACGAAAACACGCGTCAGGAGGACGCGGAGACAAAACATGAGGAAGAGGAAGGATGC
AGCTCCGAGGAGGACGACAGCGACCTTTTTGTAAACACAAACCGATGTAACTACCAGTAC
AGCGAGAGCGAGGAGGACGACACTGATGAAGAGGACAAACCAGTGACTGAAAATGGTTCT
TAGCTGCAGCGATGAAGGTCGATGGAGAACTGATAATTACCACAGACTGACTGAATCTAG
GAAGATTTCAAATGTTGGCTTCTGTGCAGCAGCTCCCCCTGCTGGTCAGATTGTTGGCGA
GTTGATCTCATTCAGT
>CLMC2772Contig1
AAACCCGGCCATTATGGCCGGGGAATCCTAACCTAATTTACAGAGCAGCAGTGAAGTTGG
TGAAGTTAGAAGACGGGAAAACAAGACTTCGTGAACAGAACGGAAGCTTAACCAGCAAAA
CTACGGAGGCAGGCACCAACTAAGCAACCCACTATGGACGATTTAGATGCTTTGCTTGCA
GACTTAGAATCAACAACATCCCACATCTCAAAGCGTCCAGTCTTTCTACCTGATGAAACT
CCGTATTCCATCCCCACCGGAGGACAGTCCTTCCAAGATGTGTCAACACCACCACCTCTT
CCTCCCCCACCCTCAGCTGAGGCTCTGAACGGGACCCTGACTGATCGTCCAAACTCCCAC
CTCTCATGTCAGCTATCTGTAGGTTCAGCCCAGAAGAGCTTGTGGTCTAGGGACAGCAGC
AGTTCCCCCCTGTCTCACGCTGAAGAGGACCACGTTTACAGTTTTCCAAACAAACACAAG
ACTTCCGACTCATCTTCTGTAGCCATGACATCTGGCCTCGGCAGTAACCTGTCAGAGCTC
GACAGACTTTTACTGGAACTTAATGCAGTCCAAAAAAGCTCCCCTTCCTTCCCCACTACA
GAAGAGGCAGCTCCACCTTTACCATCCTGCAGCATCATCCACTTTGAAAATGGGGGCACC
CCTGAGATCCTTCTAAGTCCCCCATCTCAGGAGAAATCAATAAGAAACGGTGCAAAGTTG
GAGGAATCCCGACCCACGGTGAAGAGCCTGCTGGACGAGCTTGAAGGACCAGTGCCTTCA
CCAAGCCCTCCTGCTCGCCACAGTGATTTGGATACGCCCTCGCAACAACAAACCAGAATT
TCCGCTTCCTGTGCCACAAGGGAACTGGATGAACTGATGGCC
>CLMC2773Contig1
ACCCGGGCATTATGGCCGGGGACGTTCAATAAGTTTGTCTGTGGTTCATCTCCTGACCAA
AAAGTGCACGAAGACGGACAGCCATCGGCGCGTCTTCCAACATTTACGCACGCATTTTCT
CTTCATTTTTTCAACCCAGTTGGATTAATCAGAGCTCAGCATGCCTCGATCATTTCTTGT
CAAGAAGTATTTTTCGTCTAAGAAGCCTTGCTACAGAGAGAATCACCTGGAGAGTCAAAG
TGCTTTTGTCCCAGAGAGTTTTCCAAAGGCTGAACTTCCTACCCAGAACCACAGCTCTGC
TCTGACCTGCAACACCACCACCCCGTTCTGCACCAGCTTTGTCACACCTGCACCAGTCTC
CCCCATCACACCACCCTCTTCTATGCCACTGGCACCTCTGGACCTCAGCAGCTCTTCCTC
CAGCAGTAGTGGTGAAGAAGAAGAGGATGGAGGACGCTCATCAGACCCACCTAGTCCAGA
TGCAGTCCACCACATCTACCAATGCCTGCATTGCAATAAAAGCTACAGCAGCCTTGCATC
ACTCTCCCACCACCAGATATCCCACCAGCAGCTTGTTTCAGCTCAACAGACTCCCTCTCT
ATCCGGCGAAGCTTCCATCCGACCAGTCTTTCACTGCAAACACTGCTCAAAGAAGTACAC
CAGCTTGGGAGCTCTGAAGATGCACATCCGCTCTCACACTCTGCCCTGCGTGTGCCCTAC
CTGTGGTAAGGCCTTCTCCAGGCCATGGCTTCTCAGAGGACACATTCGCACACATACAGG
CGAACGACCCTTTGCTTGCCAACACTGTAA
>CLMC2775Contig1
ACCCGGGCCTTATGGCCGGGGCAGTAAACATCGGGTACTTTTAAAAAGAAGTTCGCCTCG



CTGGTCTTTTTTTCTTCGTTGGTTTTGTCGTCCAGCATGGCTTGGACAAAATATCAGCTG
TTCCTCGCGGGACTAATGCTGACAACTGGATCAATCAATACGCTATCAGCGAAATGGGCT
GACTTGTTTTCAGCAAAGGGTTGCCACGATGACCCAGAGCACGACTTCTCCCACCCGTTT
GTACAGGCAGTGGGGATGTTCCTCGGAGAGTTCAGCTGTCTCGTCGTCTTCTACATCTTG
CTGTTCCACGACAAAAGCAGGCCAGAACCCAGGATGAACCCCGGCCAGAGCTTCAACCCC
CTGCTCTTCTTCCCTCCTGCCATGTGTGACATGACGGCCACCTCCATCATGTATGTTGCT
CTGAACATGACGAGCGCCTCCAGCTTCCAGATGCTTCGTGGGTCGGTTATCATCTTCACC
GGCCTGCTCTCTGTGGCTTTCCTGGGGCGCCGCCTGCTCCCCAGTCAGTGGTTTGGCATC
TGCGTCACCATCCTGGGCCTGGTCGTTGTCGGGCTTGCTGACTTTATCAGCGGACACAGA
GACGACACCCACAAACTCAGCGACGTCATAACGGGCGACCTCCTGATCATCATGGCTCAG
ATCATTGTTTCAGTGCAGATGGTTCTCGAGGAAAAGTTTGTTTACAAGCACGACGTCCAT
CCTCTTCGAGCCGTTGGAACTGAAGGCCTTTTTGGATTTGTTGTCCTGTCGCTGCTGCTC
ATTCCGATGTACTTCATTCACGTCGGCAGCTTCAGCACCACCCCCCGGCAGGTTCTG
>CLMC2777Contig1
CCCGGGCATTATGGCCGGGGGAATTGCGTGCTGTTCGCTACACTGGTCAGCTAACATGTT
GGCCTGACCGCTAATAATAGAACTTCGAAATACGACCCAAGCAAGGGCAGCCTGCATTGG
GATATTTTCAGGGGTTTTGGGTGTTTGTGAAACCGGCAACTCTCCTCCATAATCCGTTCC
TCCAGGTGCTAACTTGTAAAAGAAAAAAACAACAACCAGGAGGATGCCACAGAAACGAGC
TTAGCTAGTTAGCCGAGCATCAGCACCGGCGGCAGTCAGAAGAGCAGCGGTTCATCATCA
CGTTTAGACTGGAAAAAAGTCATCTGTCCTCAATTGATGTTATGCCAGAGACTGTATCAA
GCTAATCTGTTGACAAACTTTGAGGAGAAATGTACCAACTTCCAGTGAATAATCTCTCAA
GAATCAGGAAAGCCAGGAAAAAGGTGAAAAAAACACTTGAGGACATTGGACTGCAGTTCT
GCAAGGAGGCTGCAGAAGAGTTTAAAGATTTTTGCCCAGATGAAGAAACTGTGAACAATG
CCCTCTCTCTTGACATCTTCTCTTGGGATCCATCAAACTCTAAAACACAAAAATACAGGT
CAAAGACATTTTGCTGCTCGGAGTGCTCTTTTTCTTCAAAATTTTACTCGGGCTACAAGA
ACCACTTTCGCCATGTACACAGGAAACTCCTTGACAATGGCATCCTGCTTAGCTGTCCAT
ACTGCGCATTCATTGCCAACAGAGGAACCCTGGAAACCCATGTTAAAATATTCCACGTAC
CCATTGCTGCCTCTCTGTCATATGGAAATCCACA
>CLMC2780Contig1
ACCCGGGCATTATGGCCGGGGGTTAAGCCCCTATTACCAGAAATCAGTCAGCCTTTTAGC
ATCTAGACTTCTCTAAGAATTAATTTAGAAAAAAAGCACTTATTAAACTTCATTTTCACA
ATGACAATAAAGTAATTAATTTATTTTCTCTCATTATTTATTTATTTATTTATTTTTTTA
AGTTCTTGTAATGTCTCTCTCACAGCAAGTTTTCATGGATTTTTTCATCTGTCCAATTAC
GTTGCTGAGTGATAGAAAATCTGTGATGGCAGATCTGGCAGGCAACTCAAGTCTGAGCAG
ACGGTCTACTGCACTCTGAACCAATTGGATGCCACAGTACCACTGAGTTTGGACAGGATG
GATTTCCCCAACTGGACAGAATGGGTGTACGCCACAAACAGCAGCTACAACACACTTGAC
AGTACTAAACTCCCTCCCAGCAAAATCCTTTTATCTGTAACCCTTTCTGCTGTGGCCATC
CTAACTACTTTTTTCAACTGCTTGGTGATAACAGCTATTGCGGTCACTCGCAAGCTGCAT
CACCCAGCCAACTACCTCATCTGCTCATTAGCAGTGACTGACCTGCTGGTGGCTGTGTTA
GTCATGCCCTTCAGCATCATCTACATCCAGAAGGAGAGATGGGTCATGGGTGAAGTGGTG
TGCACCATCTGGTTAAGTGTGGACATCACCTGTTGCACGTGCTCCATCCTTCACCTTGCT
GCTATCGCGATTGACCGTTACAGGGCCATCACAGATGCTGTGGAGTACTCTCGCAAGCGC
AC
>CLMC2788Contig1
TATGGCCGGGGAAAGGAGCGATGGTTTTCCCACAAGCATGAAACAGAAGAATGAATTGCC
GCCGTCTTTATAATAAGAACCGGTGAAGACCAGTTAATACAAGCCATGTCCTGCCGGGAC
ATCCACGCCACCAACGCCTTTTCCTTCATCATTGCTTTCGTGTCCGTGGCTGGGATCGCT
GTGGCAACGGTAATCCCACAGTGGCGCATAACAAGACTTGTCACTTTCAATCAAAATGCC
AAAAACATCAGCGTGTACGACGGGCTGTGGGCTAAATGCGTGAAACAGGACGGATACTCG
GGCTGCTACTACTATGATTCAGAGTGGTACTCTAAATTGGATCAGCTGGATTTGCGGCTC
TTGCAGTTCTGTCTCCCAGCAGGCCTCATGTTTGGCTTTTTAGCCTTACTCCTGTCCACC
ACAGGGATGTGTAAAACCTGCTGCTGCTCCGACAAACCCGAACCAGACATCAAGACCATC
AGATTCTTGGTGAACAGTCCGGGCTGTCACCTCGTGGCTGGGATGTTCTTTTTCTTGGGT
GGGGCCATCGCCATTGCGCCCTCCGTGTGGTTCCTGTTCCGCACCAAGGAGATGAACATT
AAATACGATAACATTTTCTCTGATGGCTTTGCCGTGTATGTATCCATAGGCTGTTCAGGA
GGCCTCATGTTAGCCGCACTCCTAATGTTCATGTGGTACTGCATGTGTAAGAAGCTGCCT
TCACCTTTCTGGTTGCCTTTGAACTCCATGTCTACCTCTACATCTACTCAGCCACTCA
>CLMC2791Contig1
ACCCGGGCCTTATGGCCGGGGGGAGAGACACTTCGTGTTCTCCAGAACCCTGAGACTCAC
CCAAACCTTTGGATTCTCCCGTCATCAGCATGAGCAGGATTGTTGGAGTTCTGAGACGTA
CCTTCGGATACGTGCGCGAGCACGTTGGAACAGACCATTTAGGAAACAAATATTACTTCA
TCCCAGAGCAGAAGTCCTGGACAGGGAAGCATCTCCGTGCCAAACGGATGGTGGAGGCAG
CCAATCCTTCAGAGTATGAATACGCAGAGGGCAGCATTCCGATGGAGTGGGATGCTTGGA
TGCGAGGCAGACGGAAAGATCCCCCCTCTATCCAAGAAATTATGATGAATTTATCTGAAA



GGGAGCAAATGAAGCTGAAGGCCAAAGAGGTGGAGGAGAAGGACCTGGCTCTGCAAGCTA
AAGAGTATGAGGAAGGTCTGGTGGCTCCAGCACAAACTGTGGCAAAAGGGCACGCAGCTG
CCGCTAACTTTGGCAAGCAGGAGATCAGCGAGGAGCCAGTCAGCACAGCAAACACATTCC
AGCCTGGTTCATGGATGCCCACTTCCAAAAAATAGACTGAGACGTAAAGTGGAACTGCAG
CACCCTGAAGATAAATGCATGACTGGAACAACTGTGTTGGAGTAATTAAGAGTTTTTAGT
GGATACTTAACTACAGAAAATGTCGTTTAAAATCAGTAATCCTATAAACTTGAAATTTCG
AAAGAACTGGTTAAAACGATCTTTATTTTGTCTTCAAGCAGAAAGTATTTATTTTTAATG
TTCATCGTATTATAAAGGGTCAGCTGTTTTCTTTGACTCTGTAAAATCCCCAGCTGACTT
CTTAGAAGTTCATTTAGTTT
>CLMC2796Contig1
TAACCCGGGCATTATGGCCGGGGGACTGTTGCTGGCGTAAGGACTCTGGGAACACAAGCT
AAGGCAGATGTAGGGAAGCAGAGGGATATAGCTTTCCTGGGAGGATTTATGGGAGCAAAT
TGACAGAACAAGAAGGAAAGCTGGTCTGCGCAGGGAGGGGTTCACCATGCAGGTGAATGT
CAACGATTACCTGGACATCTACTGTCCCCATTACAATGACAGCCAGCGCATGGTGGGCAC
CGGAGAGCAGTACGTCCTCTACATGGTCAGTTACCGTGGCTACAGGAACTGTGATCCCCA
GATGGGCTTCAAGCGGTGGGAGTGCAACCGGCCGCACGCTCCCCACGCACCCATCAAGTT
CTCGGAGAAGTTCCAGCGCTACAGCGCCTTCTCTCTGGGCTACGAGTTCCACGTTGGCCA
CGAGTATTACTACATCTCCACGCCAACCCACCATCATGGGCGCAGCTGTCTTAGGCTACG
GGTGTACGTCTGCTGTTCCACCGCATCCGACACGGACGATGAACCAGAACCCACAGAGCC
AGACTACACGCTACGACCCGGTCTAAAGATAGATGATATTGATGAATTCAACCCTTTCAT
TCCCAAGCTGGAGAAAAGTGTCAGCGGAAGCAGTCCATCCAGGGACCGCCTTCTCCTCAC
CGTGACAATGCTCTTTCTGGGCGCTCTCTTCATCTCCTAGCAACGGCCGTTCCATCAGCG
TCACCATGCCAACTAGCCTTGGGAAGGTGTACCCTATCAGTGGGTGGGAGAGTAGGGAGT
GGGTCTGGAGG
>CLMC279Contig1
TAACCCGGGCCTTATGGCCGGGGACTCTTAAACAATATGGCGGCCCGCCGGCTAACATGT
TTGGGGTTAAATGCCGTTTATTCTACAGTCTTCTCACCAAATCAGGCACTAAGAAGCTGC
TGGGGAGCTGTGGAGCAGATGAGAAGCTATTATGTTGACTGGAGGATGCTGAGGGACGTC
AAAAGAAGACAGATGGCCTTCGATTATGCAGATGAAAGGCTACGGATCAATGCATTAAGA
AAGAATACTATCCTGCCTAAAGAGCTTCAGGAGATAGCAGACAAAGAAATTGCAGCACTC
CCGAGAGATAGCTGCCCTGTGAGGATACGCAACAGGTGTGTGATGACTTCCCGGCCCCGA
GGAGTGAAGCGGAGGTGGCGACTGAGTCGAATTGTATTCCGACACCTAGCTGACCACAAC
CAGATGTCAGGGATTCTCAGGGCAAGGTGGTGAATGTGGTCTATTGGATTCGTCTGTAAG
ATTGTGTGTTAACAAAGCAATGCAGGTTGCAGATTTCTAGAATGTTGTGTGAACTTAAAG
AAGTAATGCAAATATTGAGTATTTAAGCTCGACTAAGAGTAAAAAAAAACAAAACATAAT
AAATATTGTTGTACCNNANAAAAAAAAAAAAAAAAAAAAAA
>CLMC27Contig1
GGGGAGGGTTAAGGATAAGATGGCAGGGGAGATAGGCAGGAGTAGAATGGAGAGAGAGGT
TGAAGTGGCCAAGGGGAGTGAAATTTGCTTTGATTCTAGCCGTCATGGTGCTACCCCCGC
CAGGTTGTTAGGCGAAGAGGTGAATGTAAGGCAATAGCATACACGGAGGTAGAAGAAGAG
GCTCAATAATGCAGAGAGGGCAGCTACGGTCGCAACTAGTCCTAATTCTTGTTTAGTTAA
TTCTTGAATAATCAGCCATTTTGGTAGAAAGCCTGAGAGAGGGGGGAGGCCGCCTAAGGA
CAACAGCATTATAGGGGCCAAGGCTGTAACAGAGGGGGTTTTAGCCCAGGATATTGCAAG
GCTGTTTATATCCGTTGATTTTAGTAGTTTAAAAGTTAAGAACGCAGAAGTTGTTATAAT
CATATACATCAAAAGTGCTATTGTTTTTACCGGGGGTTTCACCCTGCAGACCTTTAGCAC
CGCACAAGAAGCCACCTGGCTACTTCTGCCAGCATGACCTCTCGCAGCTATATGATACAT
CTCAACCCTCGCTGAAACCAACCGAGCCCCTTTTGATCTAACAGAAGGAGAATCAGAACT
AGTCTCTGGTTTTAATGTTGAATACGCTGGCGGCCCCTTTGCTCTCTTTTTCCTAGCAGA
ATATGGCAACATTTTACTCATAAATACTCTCTCAACAGTATTATTTTTGGGATCCTCAAC
CTATCACAATCTGCCAGAACTCACCACAACTTTGTTAATACTTAAAGCCACCCTCCTATC
GGTCGTGTTCCTTTGGGTCCGTGCATCCTACCCACGATTCCGCTATGATCAGCTAATACA
CCTAATTTGAAAAATTTTCTCCCCCTAACCTTAGCCCTGGGTATCTGACATCTTTCCCTT
CCAATTTCATTCAATGGTCTCCCCCCTCAACANAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAACAAAAAAAAAAAAAAAAACCAAAAAAAAAAAAAGG
>CLMC2801Contig1
TATGGCCGGGGGAAGAAGTTGAGTTCCCTTCAGCATTTCGAGGCGACACCAACAGTCAGA
GGAACCGAGCCGACGCCGAATTCAGCAGGAGGATGAGAACCTCCGGACGGGCAGTTTGTT
GAGCTTTAGATGCGATCCCCGCAAAGGAGTCCGTCATGATCGCCGTTTTCCTGGTCTGCC
TTCTGTCGTGGTGCCGCAGCAGCGCTGTGGCGACAGAGCTGCCCCCCCCACAAGACCTGA
CTATGGTGGCCATCAACACTAATTACACTTTAAGGTGGAACTACAAGCAGAGCGCTGCCT
TGCCCAACCAGGTCACCTTCACCACAGAGTTTATCTCGAAGTACATGCTGACAATCAAAA
AGAAGCCCCCGGTTTGGAAACCGGCATGTAAAGAGTCACCGGAGCACTCCTGTGAACTCA
CAAGCTTCGACTTGTATTATTTCAGCATTTACAAACTCCGGGTGCGAGCCAGTGTCAACG
GCAATCACTCTGCTTGGGCATTTAAGGAGTTCTGTCCTGATAAAGACACTGGAATTGGCC



CTCCCTCCTCCGTGAAACTGACCCTTGCTGGATATAGCCTGGAGGTTTCCATTGTTGATC
CCTTGACCAGCACCAACAGCTCCATGAAAGATTATATGGCGGACTTGTCCTACAACATTC
GTTACTGGGAACGGCATGAAGATGAGGAGGCTTTGATCATGGAAACCATCTCCACCAACT
CAAATGTGGTGGCTTTATCTGGCCTGGAGCCTCTGACCTGGTACTGTGTCAGGGTCCAGT
CATACACCAAATACTACAACCGTTCCAGCAGCTTCACC
>CLMC2803Contig1
GTCTTATGACATTCAGTAATGCTAATATCTTTGATGTGATATTAGTTTTTACATGATGTT
GTGCATAGTTCCCCCCCCACAAATTTTATTTTTCGGCTAAGTGTTTTAAACCAAATGAGA
TTCAACATGAGGGGAAGGTGAACATTGGTCTAATTGACAAGATCATAGGACAGGTCAAGC
TGTCGGTAAACACTGGAGAGAAGATAAAAATTGATGGGCGTGAGTACATGGGCAAACCAT
CTGGACTGTTTAAGGCCGTTATGTGAAAGTGTGTCATCTTGAACATTAGTCATCGTTTCA
CAACATAAACTGTAACCCAAATGACAGCTCATTGTGGTAAGGTTCTATGCTCTCTGAAGG
AAAATTTGGGTGGCCCTTAAAAGGACCGTTGTAGAAGTCTTCTGATCAAGCCGTAAATTT
AACCGCCGAATCCGTACAGGGTGCGTCCCTGTCTCTTCAGGGCATAGACGACATCCATGG
CGGTAACGGTCTTCCTCTTAGCATGCTCGGTGTAGGTGACGGCGTCCCGGATCACGTTCT
CCAGGAAAACCTTCAGCACACCGCGGGTCTCCTCGTAGATCAGACCAGAGATTCGCTTCA
CTCCACCGCGACGAGCCAAACGGCGGATCGCTGGTTTGGTGATTCCCTGGATGTTATCAC
GGAGAACTTTCCGGTGACGCTTTGCGCCTCCTTTACCGAGTCCCTTTCCGCCTTTGCCTC
TTCCACTCATCGTTAAGTATTAGGGTGATTTACTCCCCCCGGCCATAAGGCCCGGG
>CLMC2804Contig1
CCCGGGCCTTATGGCCGGGGGTTAGCTGACGTTATACAGACACTGGGATCGCTGTGACTC
TCCTATGCAGGACCTTAAAAGATCTCTGAAGATGCCGCTGTTTGGAAACTTGTTCAGTCC
GAAGAAAACTCTTTCCCGCAGATCTGCGTCCATGTCCAGCCTTCACACGTTGGATCATTC
GACCAAAGAACTAGAGCTGGGCTTAGAGTACGGACCTCCCGAGGCCAACATCGGAGGCCA
AATCTGGAAGTTTGAAGGTGGACAGTGGATCACAGAGTCCGTTGGGAACACGTCTAGTAG
GGAAATGCAGCGGCTCAAAAAGAAAAATCTCCAACTGGAGGAGGAAAACAATCTCTTGAA
ATTAAAGATTGAGGTTCTGCTGGACATGCTGACGGAAACTACAGTGGAGTATCATCTAAT
GGAGAAAGAAGTGGAAGATATAAAGACTCAACACAGAAGAAAAAATTAATCTTTTCTTTA
AGTGTCTTTTATTTATCTGTTGAAATGTGTTTTTTTTAAAATGATTTGAATTCTTTTTTT
ATGTCATTTTTTGTGGGTTTTCATCTTTTTAACATCTGTATTTTTTTTTAAATAAATTGA
TCATAATGGTAAAAAAAAAAAAAATCAGCTGTAAAATGAAACAAACTTTTGTTCGAGCAT
GAAATTTCACTCTCATTTGTCAAGGTAAAGTCTACAACCACAGCACAAGTTCTGCTGACC
TTTGACCTTCAAAAAATAAAAATAAAAACTCCTTTAGTA
>CLMC2812Contig1
TATGGCCGGGGACTCAGAGTTTTCGTGTGACCTCTATTGCAGTTGAAAATACTTGGGAGC
GGAGGCTGAATTCATTGATTTTGTTCGGCAATGTTCCTTATTCGTGTACGGATGCGGTGA
CAGGATCAACAGGAATCCTGCTTCATTTTAGTGCACGGCAATCGCTAGAAGGTCTTATGT
GCTCCTCGCCGCTCACTCTCCAAGGCAGGGTGCTCTGTGTTGCTGGGGTAGTCCGTTGTT
GCACTGCATCAACATGGGTGTGATCGGTGTGCAGCTGGTTGTTACCATGGTAATGGCCAG
CGTAATTCAGAAAATTATACCTCATTATTCCTTTGCAAGATGGCTACTCTGCAGCGGCAG
TTTGCGGTGGTATCAGCACCCAACAGAGGATGAGTTGAGGAATCTGGCAGGGAAACAAAA
AGGGCCGAAGAGGAAAGACAGGAAATACAATGGTCACATAGAGAGTAAACCATTAACAAT
TCCAAAGGACATAGACCTGCAGCTGGAGACAAAAAGCATCACAGAAGTCGACACTTTAGC
ATTACACTACTTCCCAGAGTTCCAGTGGCTGGTTGATTTCACAGTGGCAGCAACTGCAGT
CTATCTGATAACAGAGCTTTACTACTGTGCAGTTCAGCCCTCAAGAGAGATGAACATCAG
>CLMC2818Contig1
CCCGGGCATTATGGCCGGGGGGTACACTTTGCCGGCGTGCTAGCAGATGCTAGCACATGC
TAACGCTTACGTGTTCTGCTTCAGTGAAACACTTAAAAGTTATAGTTTTGTGTTGTTGGT
TCTGCTTAATAGCTACTTTTAACTTAAGGAAACACCAGCAGCTACAAAAAGCAGGAAAAC
ACAGTTCGACGAGAGAAAGACGGGAACTGTATTCAACATCATGACAGATAATAGAGCTGG
AGAAGCAGGTGAACGGCGATCCAAGACGAGGCTGTCCCTGTCCAAAAGTAAGAAGAAGGG
TGGCGTTAAAGCTGGGACCCCGACCAAAGCCACCATCACATCGTTCTTCGTCAGTCAGCC
TCCACCCAAGCTGGCTTGCCCCCTGTGTGGGAAGATGGTACATCGGTTCAAAATGAACGA
GCACATTGACTTGGAGTGCCAGAACTTCCAGAGCGGAGACAGCATTGGTTTCACCTCAGG
AAGTAGCAGTGCTCAGCTGTCCTCTCAAAGAAACTCTGATCGAGCTGTGGACCAAAAAGG
AGAAGAGACAAACACTAGCCCTTATTTTAAGAAGGGTGAAGAAGGTCACCAGGAAGCACG
AGAAATAAAAAGCAAGACTGTGGTGAGAACCATTGATTTGGGGAGTCTATCTTCTAAATT
ATCCAAACATTGCAACAAGACACCGGAGAAAACACAAACAGAGGATAAAAACACCTTANA
AGAGGTTTATTCTTCTGAAAC
>CLMC2821Contig1
ATGGCCGGGGAACAACAGAAGAAGAAGGGGGGCGGCAAAGTCCAAACCAAATAAAAACAA
ACCTGAAAACGGCGACAAGCGGCGAAACGACGTTACCATAGACCGGCCGAGGAAACGAGA
CGGAAACTGTGGAAACTGCGACCTGCATCTCAGGAAATGACGTTGGTGTGATTTTTAAAA
ACGACGCGTTTAGAAAAACAGACGCGCGTTGATGCAAATGAAACACCGACAAGCGCACAA



ACATCGAAAACTACAAAGTATTCACAAAAATAGCAATTACAGGGCAAAAAAACCAACCTG
AGTGCCGGAGCGCGCGCCAACACACGACGAACGCCACAGGAGAAACCCCTTCCGGTGCCC
AAATGCGGCACGCCTTCAAAATAAAGTTGCACTGAAGCGCTTTAAATAAAATTTCAAATT
AAAGTCCAGACAGAAGGAATTTAGATACACAGATAGGCAGACAACGTTTTTAAGAGCAAG
CACTTCACACCAAAAATGAATGTAGCTTTTATTTTTCAGTATTTTAAGCAGCAGATATGA
TGGAGTTTGAACCTTGAACAGGCCTCACACATCTCAGGTTTTATATATACAGAAAAGGAC
AAACAGGTTTTTTAAGCTTATTTACAGTCCACTTTAAAGGAACTTTTTTTAGAACTTGTG
CTTAGATTTCTTTGAGGTTTACTTCAAACCAGGGGCCTGTTTCAGAAAGGAGGTTCAACC
AACTCTGAGGTTAAACTTGAACTCTGAGTTGGTCAATCGGGAGATGAACAACTCTGAGTT
TTCTGTTTC
>CLMC2822Contig1
TCCTCTCCGTCAAAGAAGATTAACTGCAGGGTCAAGTTGGGGTTCTGGGTCTTGTGAGCT
TTCAGTTCTTCATCCAGCGCTCGAGCCAGCTCCAGCATCATAGCGCAGGGAACAGCAGAG
TCGGTGGCGCCCTGGAACTCCCTCCCGTGCCACTGAGGCGGGTAGTACTTGGAGTCATAG
TGGCAGGCTATAACCAGCCGGCGTCTGGCTGAAGGGTTGAGTGTGGCGATCAGGTTGGTG
AAGGGCAGGGGGCCGTAGGGTGTGTGCGACACAAACTTATCCTCTGTCACTTCCCAGCCA
GCTCCTAGAGAGCTGAGGGTTGTTTTTATGTGTTCCTGGACAGCTTGGCTGCCTGCAGAC
CCCGGGTACCTGGTAACCAGCAGAGGCATCAGGTCCCTCTGCCACATCTGCTCCAGATCA
GTGTGAGATAAGGCAGCTCGGATCTCATCGTCTGTCAGAGTAGCAGCTGTGTGGTGGAGC
TTTTCTTCAGTCCAAGGGACCCCGTAGGTGTGGAGGATGGATGTCACGCAGATAAAAAGA
GTGGAAAAGAAAGGCATTGTGGAGAGACTGTGGCTTCGGTCAGCTATCGATGCTGTCGCT
CCTTTCCACCCCCGGCCATAAGGCCCGGGTT
>CLMC2825Contig1
GACATTTGACGGCTAAGTTCAGATCAGCGGCGGCTCTATTTCAGCTCCCCACAGTCGGCG
ATGATGACCTTGGCTTTGGGGGTGCCGCTCTTCGAACCGTGTTTCTCCATGGCCTTGACG
ACGTCGATGCCCTCCAGGACGCTTCCAAACACCACGTGCTTCCCGTTCAGCCAGTCGGTC
GAGGCCGTGCAGATGAAGAACTGCGATCCGTTGGTGTTGGGGCCGGCGTTGGCCATGGAC
AGAGTCCCCATTCCCTTGTGCTTCAGCTGGAAGTTCTCATCGGGAAACGTTTCCCCGTAG
ATGGACTTGCCGCCGGTGCCGTCGTGGTTGGTGAAGTCTCCGCCCTGGCACATGAATTTG
GGGATGATGCGATGAAAAGAAGAGCCTTTGAAGCCAAAACCTTTCTCTCCGGTGCACAAA
GCTCGGAAGTTTTCTGCAGTCTTTGGGACGGCATCAGCTCGCAGCTCCATCACGATCCTG
CCCGCGTTCGCGCCGTCGATGCTGATGTCAAAGAAAACCTTCGGGTTTGCCATCTTTCGT
GCGAAGTTTGTGTGAAGCTTCGCTGTTCGGTAAAATGTCCGTGAACGCCTCCCCCGGCCA
TA
>CLMC2830Contig1
AAACCCGGGCATTATGGCCGGGGGAGCACACAAGGGGCGGACTGTCCCTGCTCATGTGGA
GACAGTGGTTTTGTTTCTTCCGGATGTTTGGCATTGTCTTCCTACCCGTTCAGAGTGGGA
GGTGCTGTCACGGCGGCTTCGGGAGCAGCTGGCTGAGAAGTTGTCGGCTGAGCGAAAGGA
GGCGGATGGAGAACAGGATGAAGAGGAGAAGGATGAAGAATCGAAGGACAATAGTACTCC
CACTCACTGGGCCAAACTTGATCCAAAATCAATGAAGGTCAATGATCTGCGCAAGGAGCT
TGATTGTCGTTCCCTAAGTTCAAAGGGTTTAAAATCACAACTTATTGCTCGCCTAACTAA
GCAGCTGAAGGTGGAGGAGCAGGTGGAGGAGTCCAAAGAACCTGAGAAAATAGAGACCAA
AGTTGTGGAGGAAGAGGAGCCCCCTCGATCTGAAGATGACAAGGAGGAGGAGGAGAGGAA
GAAACAGGAGGAGGTGGAGCGACAGCGTAGAGAAAGACGCTACATCCTCCCCGATGAGCC
CACCATCCTGGTGCAGCCCAACTGGGCCGCCAAGAACGGCAAGTTCGACTGCAGTGTGAT
GTCGCTGAGTGTGCTGCTGGACTACAGGCTCGAAGACAACAAGGAGCATTCCTTTGAGGT
CTCCTTGTTCGCTGAGCTGTTCAATGAGATGCTGCAGAGAGATTTCGGTTACCGCATA
>CLMC2831Contig1
GGGGGCTTTTTTCCCCTCTTTTTGTTATTGTTTCGTGTTACTAGAGAAGCCGGACGCGTG
AAGGAAAAAAGCACGACAGTCCTCTACGTGGTGTCATCATTTTCTTACTGAAAATAGATT
GATAAGTCCTAATGAACAGCATCTGTTGTCATCTTTTACAGAATTCTGACTTGAAGAACT
GCGAGACTTTGGAGGTCTTTTTTTTCATGCTGCCATGGACAACACTTGGCAGGTGGAGTT
TAGAAACGTGGGATGCAGTTACTTCCCTCAGAGCAGAGTTGACTGCCACTTCACGTTAAG
CGCACAGCACAAGTGGGCCAGCAGTGATTGGGTTGGGCTCTTCAAGGTGGGATGGTCCTC
AGTGAAGGATTACCACACTTTTGTCTGGGCTCTGGTTCCAGTTGACTATCAAGAGGGTGC
AGATGTCAACTGCTGTGTGCATTTCCAAGCCTCCTACCTACCTAAGCCCAGCTCCCAGGA
GTATGAATTTGTCTATGTGGATGCTCAGGGGGAAGTGTGCTCCCGCAGCCCTAAGTTCAC
TTTTTGTGCACCAAAGCCGCTTGAAGATCTGGTGACCCTCGAGGAAGAGTCTTATGGAGA
GGAGGAAGGCACAGATATGCTGCTGGTTGTACCTAGGGCTGAACTTCTGCAGAGCCGACT
GCAGGAATGCCTGCAGGAGCGTGCAGAGCTGCTCCAGCTGCAGGAGAGGACAACAAAGCA
AAGGGAGAAAGAGAAGGAGGAGTTCTGGAGGGCTAAGGAGGCTTGGGACAGACGATGGAG
AGGGTTGGAACGTGATATCAGCAGGCTGCAGGAAGATCTGAGGCAGAGT
>CLMC2834Contig1
TTTTTTTTCCTCCAGTTCACTGTGAACCGTATCGAACAACAGCAGTTTCTCACTCTCCCA



GTGTTGGCAAGCTGCCTGGATCTCACAGTCATACTTATTCTTCACAGACTCGAGACACAA
CTGCCTGTAGATACCTGCCACCTTGGTGCGAACTTGCATGTTCTCTCGCAACACTTCCAG
GGGATCGAGGTATTCTGTTGCCCGCCCGGCCTCAACCTCTGCAAGCTTACTGTTCACCTG
ATTGAGTCGCTCTCGGTACAACTGGTCTTTGAGATCAGTGAACTGCTTTTCCAGGTTAGA
CATTTCGTTCAGACACTCAACTCTTCTCCTTTCACAGTCCTCCTCGTCCATTTCAGAGCT
GTCTCCATCGTCAGATACAGAGAAGCTGTCAGAATCCTCCTCATCTAAACTTGATGCTTC
TTGCTCCTGGTCCTCCGCCTCCATCTCCTCAGCTGTGTTCTCCTTCTTCTCCCGGTCACG
GTGCACCGGCATGACACCAAATAAATCAGATTAACACCAAATAAACGAAAAAATACAGGT
TGATCACCAAAACTTTAAAAATATAGAAAACAAGGACATATTTCGTTAAATTTCTTCCTT
TTTGTCGATAAGAGCTTCATAAGTGACTAAAACCATGCTAAAAACAAATTCCCACAAGCG
CTCTCCCCGGCCATAAGGCCCGGGTTAA
>CLMC2835Contig1
AAACCCGGGCTTATGGCCGGGGCATATCCCAGTAGCAGAAAGTATAAATTCCATGGAACT
TGTTCCCGCTGTACTCGACATGTTGCATAAGAAAGCTTTCCTTTTTGTAAGAAAGTCGAG
CTTTTTTGTTTGGAACTTGCTGCTGGAGATCCTGCACGTTTCATTTCACTCTATAGAAAA
AGATGAGATCTTTGGAATATTTAGTTTGCCTGTTTGAGTTCAGCCAAGCTGAGCAGAAAT
GATCTATTCTGATCTTAAAAACATCTGATAAGTTTAAAAAAAAAACAGTCCTGTTAAAGT
ATATAGCAGTTGAAATCTGAATTTTAAAGATTTTCATCTAATTGACATTTTCTAGTCCCA
AAACTTGTAACTGGGTGGCCTCCTTTTATTAGAAAAAAATAAATATCATTAAAATAGTAA
ATTTGACTTAATTATTAATCAGTAATAACTTCAGTAATCAGAAGTCCGTTAAGATGAATA
AGCAAAATAAAACATTAAATAATATTTTTGAAAAACAGGTATTTCAACTTTCTAAGATAA
TTTGAAGGAGTTAGAATTGTCAGTGACGGGTTTGTGGCTGTGACAGTTTGATAATGGAAG
TTCTGTTTAATTTGTACATGTTCTATACGCATCAAATTGTCAGCTATAGTATTTTATTTC
ATATATAGACTGGTTTCCTTAGCATAATTGCTTCTTAAAGTAGAAATTCAAATACTAAGT
AAATGCCAAAGTGTCTTTGCTTGATAGAATTTTCACAATTCTCAAAGTTGCTGTG
>CLMC2837Contig1
TATGGCCGGGGACTGCGGTGCTCTGCTGCTAAGGAAGTAGCAGAAGTAGCTTGTTGTTGG
TCCCGCAGCGGCTGTTGTAGGCGTTCGCTGCAAGCTTACAAGCAGGCTTAGATGCGAAAA
GTTTGTCCATTTTTTTTTCTTTTCAACGATGCCGGGAAGAACTTGTTGTGTTTTCGGCTG
CTTTAACAGCAGTGCAAAAATACAGGCCTGGAATAAGACTGTTTGTGAAATTCACAAACC
TTTACTGCACCGACTGCCCGTGTGGCCTTATGGATTACACAGATAACCTGGTCGAGCGGA
GGACCAAGATGTGCGTCAAAAGTGGATGAAATACATAAACCGAGATGGCGTCACAGCAAA
CAAGAATACTGTGGTGTGTGGGATACATTTTCCTGACGGACAACCCAGAAGAGAAAATCC
CTATCCTGTGTTGTTCATGGGCTATGATTGTCGTGTAACTCCAGCTAGACCTCCACCCAA
AAAAAGATGTCTTCAGGCACTACACCTGAACTCAGCTATTGGACCAATGGGAACAGATGT
GGATGTTGGAAATTTGGAAACATTGCCTCTGCAAACATGTGATGTTGGAATCCAGTCGCC
AGATCACATGGACCACAACTACAGTTTCAGCTGTGGTAACAAGCCGATGAAGGACTGTGG
CACTCAGACTGATCCAACGCCATCAGTGTCAGCGAAAAATTTAAATAACAAAGACTTTAT
ATTTTATACAGGTTTATGTGCTGACAGTTTCTGGCTACTTTTGCGAGTCGTTTTGTGTTG
ATGAGATTGTAAGTATTTGTGCAGAGCTATGTAATTTGCAGCCTCTGTTAATCCATAACA
GTACTGAATA
>CLMC2843Contig1
GGGACACACTGTCTGAGAAGCTCCAGGTTTCTGACACACTGGATGGAAAATGTCTTCCAC
GGTCAAACCTGTCACGTCTTTCCTCATCGAGGACATTCTGTCCAATAAAGGCAGCACAGG
ATTTAGTGGTAAATTCAGCTCTCTGAAGACAGACAGATGCTCTCAGCGGAAGGAGGATTT
GGAACAAGTTCCTCCTCAGGAGTATGAAAAACAGACAGAGTCTGTAGACACATCCTGTTG
CGGCTCCCCACAGCTGAATTTAAACTCCACGGGGAAACAGAAGCGCTCCCGAGCTGCGTT
CACCCACCTCCAAGTGCTGGAGCTAGAGAAGAAATTTAACCACCAAAAATACTTGTCTGC
CCCAGAGAGGGCTCACCTGGCCACCTCCTTAAGACTAACCGAGACGCAGGTGAAAATCTG
GTTCCAGAACAGAAGATACAAAACCAAAAGAAAGCAGCAAACATCCGAGATGTGCAAGGA
TGCATACAAAGCAGACAGTTTGGGACTAAGAGAGGACTTGGTCAGATCATCACTGATTAC
CTCCTTCTATAAAGCTTATCAATACAAACCTTACCTTTGGGACTGCAGTGGCCCCTGGGC
TCCGGCGTTATGGTGAAAATGCCTCATGATTTATTGTATTAAACAAGTTGCTGGAATTTT
CTG
>CLMC2844Contig1
TATGGCCGGGGACGCACCTTGCACCCACAGCAGCAGCGTTCGCCTCCCCTTACCTGGAGT
ACAGCTCTGCCTACAGCCCCTACGCTCCCTCTGGGCTGGAGCAATTCCCGTACACCTCCT
CACTGTCACCCTCCTCTGGCTACTTCAACTACAGCTTTACACCCGGCACACCCACGCCCA
CTTTAACCGCATCTCCAACGCCTCCGGCCGCCGCCATCCATCCTCCTTTGGCTGCTCTGA
CCGCTGTGTCCACTGCACCGCAGGCCTTCCTCCATTACCCCCTTCAGCAGCTCGACCGCA
TGCAGTGAACTCCTCCCACAAGGCATGCTGCGAGTCCTCTACTTGACTGTCGACCTACAG
CATCATCAGAAAAGCACTGGATTGTTGGAAGAGTGTTGCTGTTAAAAGGGCTTTTGTGAT
GGTTCACTGTAACTGATAAGAAGGATTTGGCGTTGTCCTCAGCATGCGTCCCCTGAATGT
TCAGCTCCATGGGCTACCAAGGGAGGAGAAAACTCTGTTGAGGTTGAAGGCAGTGCTGCA



GGCCGAACACATGAAGACAATGAGAACATGTCCGCCTGATGTGACGCAACGGCTGCAGTT
TCTC
>CLMC2847Contig1
CCCGGGCCTTATGGCCGGGGGGAACCCTTTCTGCCAACACAGCGGGCTTGACTACGCATG
AGCTGCAGAACCACTCTCTGTTCGAACGAACATAACTTTCTCGAGAGGTCGTCTAAAGTT
GGGCAAATTTTTTAAAAACTTACTCGACATATTTGTCGTTTGACTTCCATCCCATTTTTC
TTTTGACCGTGCGGTATTCACCGAAATTTATTCGGCAAAAACTTCGGTCGTGAAAAACCA
CTTCGCAGATTTTAAGGGTTTGTAAGAGATGGAAACGGCTGGTTAAAGACCAAAGACTGT
GGAGAACAGTAGATCTGACTGCTTGGAAAGGGGTGACATCTCGCATCCTTTGGGTCTTGC
TGCGTCAGTACTTTGGTTGTGGACTGAGGTGCCTTCGCCTGCGTGGCTTGCTGCTTTCTG
CCCGGGGTGGAACCTTTCTCTCAGAGTCCTGGCTCAAAGCTTTGTCCACTAAATGCCCTC
GCTTGAGTAAGCTATGCCTTCTACATGCAGACTTGAGAACCTTACCCAACTGCCACCTCT
TGCCTCCTTCTCTACGTGTGCTGGAGCTCCGTGGTTGTGAGCTCCCTCAGGGCTTTTTTT
GTCAGGCCAAGAGTTCCTCACCTGCTTTTCCTCAGGACAGAGCAGTGGCTACTTCCAGCG
CTGGTGGTTCACAGCAAGGAAAAGATCCAAAAGTCAAAGGGCAGGCCTCGCCTTTAGGCA
TTAGTATTGAGAGTCTGGTTCTTAACAATGTGCCCTCTTTCACAGATCAGCACCTGCAGA
GTCTGACATCA
>CLMC2851Contig1
GGGGACAGAAAGCAGAGGTGAGACAGAAAAAAACGGACAGAAGACAGCAGAAAACCGTCA
GAAGATACAATCACGGACAGCGCAGGAGGACTTTTACGCTGGAACGTCTTCCTACTCCAT
CCGGGTCTTCACTTGTATGACTAACTGCCTCAAGACAACAGTGACTCAACTATGGAAAGT
TCTGTTGTTGCTTCCCATACAGGAGAGTCCCTTAAACCCAAACCAGCTTTAGCCCCAAAG
CCTATTCTGGCTCCTAAACCCTTCAGTTTACAAAGGAACTCAGTGGTTCGCCATATCCAA
GGTCCTAAGTCCACCAATGCTGGCTCTAAGGCAAAACCAGCTCAGAGTGTTAAACCGACT
ATCCCGGGTGACACCAAACCTACTTTGACCCCCCCAGCTGAAGCACTGACCCCCAACTCA
GCTTCTACAACAAGTACGGCAAGCAAAACTGGTGACACCAAACCTACTTTGACCCCCCCA
GCTGAAGGACCGACCCCCAACTCAGCTTCTACAACAAGTACGGCAAGCAAAACTGGTGAC
ACCAAACCTACTTTGAGCCCCCCAGCTGAAGCCCCAACCCCCAACTCAGCTTCTACAACA
ATTACGGCAAGCAAAACTGGTGACATCAAACCTACTTTGACC
>CLMC2852Contig1
TGGGTGTAGCAGAGGTACAGGGGGTTGGGGGCAATACGGCCCTGTTCCCCCAAAGTTCAG
GTATACGGGTTCAGTCAAGTCATAACTGTTCATCTGAGCATCTGAGGGCTCCAGCAGAGC
CAAGCTCTCTTCTGAGCATGTCAACAGCATTTCTTGCATTTGCCTTTTTTTCCTCCTCCA
ACTTCTTAGCATCCTTCGTGCCTCTTTTGTTTCTGCCATGCTCACTTTGCCTTTTGCTAC
GTCTTTTTCTCCCTTTTGGACATTTTTTCTCTTCAGTCTCCTTATCGGGATTTGTTTCCT
TTGTGATTTTGAGATTGTTCATTTGCACAGCCTCCTTCGGCTCCAGCCCACCATCAGGCT
TCACCTGCCAGAGCGCCTCCTCTTCTTTCTGTGCTGCAGTTGGTTCTTCTGATCCAATAA
CCTTATTTTCACTTCCCACTTCTTCACTGCTTCTCTTTTTCCATTTGGTATCCTCCCCAT
CCTCTTCGTCATGCCCTTGACCAAACTCTTTTTCATCTTCTGTCCTCTTCTCACTTATCT
TGTCTTGGGAGTTTCTAGTTTCTAAATCTTCCAGTTCTTCACACAGAAGGCTCGGGCAGT
CAAACGCTTCGGCCAAGTCGCACCCTTCATCCATGCCGAGGCCCCCGGCCATAATGCCCG
GGTTAAC
>CLMC2855Contig1
TATGGCCGGGGAGGAGCTGCTGATCTGTGAACCGAGCTGGGATGTTTTCTCGCTTTTTCT
TCTAATCATAGGTTCTTCTGAAATTGTCTGTTCTGCATCGACGGTCCAAGCACTTCCGGG
TCAGGACGTGGTTCTGTCATGTCAAGTAGAACCTCCATTTGACTTGACGGCTGAGACCTT
GGAATGGAAACATGGAACAGAGGATGTTCACGTGTTTCGGAGTTTGGGGGATGACCCAGA
CAATCAAGACCCGAGATTCAAAGGCAGAACCTTCCTCAACCACCAAAACCTGAAGGATGG
AAACGTTTCCCTCACACTGACCAACTTCACCATGAAGGATGAAGGGAACTACACCTTCTG
TCTTCGTATGCGGGATTTGCTACGATGTTCTAACGTCACCCTGACAAAGATTCCACAGAT
GTCCAAGGAGATAAACAACCATGCAGGATCTGCTCTGAGCTCTGGTGGTATCACTGCCAT
TGTTCTTGGTGTTCTTGCTGTTGTTGGGGGGGATCCCGGCTTTTATATACTGTAGGAGAT
TCTGCTTCCATCACTCTGAGGAGGAGGAGGAGGAACCAGCTGTGATTGGAACCAAACTGT
GAGGAAAGGGTGCTAACCACTACACCAGAGAGCAGCCCAGCTCCTACAGAGTGAAACCCA
TTGTCTTTGGTGGATCAATGTCTCTACACCCTCCCAAACTTGTTTCCT
>CLMC2857Contig1
GAGAGAGAGAGAGAGATTTTTCAGCAGCCGTCGTCCCACACGCTGCCATGGTCTCATCGA
CGAACACCTTAGCGAAAGCACTTCCTTTTTCTCCTTCGGGTGTCAAACTTTAAACAGAAG
AAGAACTCGCAGCGCTGCGGGATGCCACGACCCCAGTGAACAGGGCGACAAACAAGGTGG
AACGGAAAGTATCGACCGCACGGAAACCACAAAGAAGAAGAAGCAGCAGCAGTTGGTTGC
TCTTTTTTTCACCCTCGAAAGGAAAGACGGCATCCGGCCTGAGAAGAACAAGCTCCGAGG
TCGGGGACTCCGGTCGGAGCAGCGCCAATCGCTTCTGGCCTCCCCTTCCTGAGAGCTCCA
TGGAGAAGATGAAGCGCTTCAAGCGCCGTCTCAGTCAGACGCTGCGTGGCAGCCACACCA
TTGACGAGTCCCTGTCTGAGCTGGCCGAGCATATAACCATAGAGGAGAATGGTCTGAAGG



ACAACGAGCCTATAGTGAGGAACGGGCGTCCTCCATCGGCCCACAGCGTCCACTCTTTTC
TTCACCAATACGCAGGCTCTTTCAAAAAGCCTCCACTGCGACGGCCACAGAGCGTCATCG
GAGGGGGTCTGGGCTCGCTCATGGTCATGCCTCGCAATGGCAGTCGCCTTGATATCGTCC
ACGAAAACCTGAAAATGGGGTCAGATGGGGAGAGCGACCAAGCGT
>CLMC2867Contig1
GGGATTCGTCAGAATGAGGGACGCAAAGCGGCTCGTGGGCTTCGCACGTGTAGCGCACAT
CTAGAGGTTGCTTTGAGAAAAAGGTTGTCTTGTTCTTGGGTCAGAAGTTGATCTCAGACT
AGAAAAACTGTGAACACTTTCTTGGTTTTAGCGAAACTCTGGACCGAGGAAGAGTCTCAT
GTTCAGGTCCACAGTCTGACTCCATCTGTCCAGGACTAATGAGCAAAATGATGAAGTACA
TCCTGGTGACCGGTGGGGTCATCTCCGGCATCGGCAAAGGCATCATTGCTAGCAGTGTAG
GGACCATCCTCAAGTCGTGCGGCTTACATGTGACGGCCATCAAAATCGACCCGTACATCA
ACATTGATGCGGGGACTTTCTCACCCTACGAACACGGTGAGGTGTTTGTGCTCGATGACG
GGGGGGAGGTGGACTTGGATCTGGGGAACTATGAGCGCTTCCTGGACATCCGCCTGACCA
GAGACAACAACCTGACTACCGGGAAGATTTATCGGTCAGTCATCAACAAAGAGAGGAGGG
GAGACTACCTGGGCAAAACTGTTCAAGTTGTGCCGCACATCACAGATGCCATCCAGGAAT
GGGTTGTGAAGCAGGCCAAAGTGCCGGTGGATGATGATCAAGTAGAACCTCAACTGGGGG
GGACAGTGGGAGACATCGAGAGCATGCCCTTCATCGAGGCCTTCCGACAGTTCCAGTTCA
AAGTGAAAAG
>CLMC2868Contig1
TAACCCGGGCCTTATGGCCGGGGAGGCTGTAAAGGAAGGCGTGATTGGACCTGAACTACA
CAACAAAATGCTCTCAGCTGAGAGGGCTGTCATTGGCTACAAGGATCCATACACCGGAGG
AAAAATCTCCGTTTTTGAAGCGATGAAAAAGGGGCTGATTGAACATGACCATGCCATTAG
AATCCTTGAGGCCCAGCTTGCTACTGGTGGCATCATTGACCCCATCAACAGTCACCGCGT
ACCCAATGCAACAGCCTGCAAACAAGGACAGTATGATGCAGAGATAAATAAGATCATGGA
GAGTCCTTCAGATGACACAAAAGGATATTTTGACCCTAGCACTCAGGAGCCCTTGACTTA
TTCTGAACTAATTGCAAGATGCACCACAGACCCCCAGACCAGTCTGTTACTACTGCCAAT
CACAGACAAAGCTGCTCAGTGCTCCAGTATATACACAGAAGAAGAGACCAAAGATGTTTT
CAGTAAAACTACAGTCTCTGTACCATTTGGGAGATTCAAAGGAAAAACTGTGACAATTTG
GGAGATAATAAACTCTGAGTACTTTACTGAAGATCAGAAAAAGGACCTCCTCCGTCAGTA
CAGGACTGGCAAAATCACAATTGAAAAGATCATCAAAATTGTGATAACTGTGACT
>CLMC2872Contig1
GGGGGCTTGCCCCTCCTCGGAGCCCCACCCCGGCCTTACTGGAGCTCCCACCCATTGACT
ATGAGAATAAAACTGGAGCGGCTCTTCCACCGAAACCAGAACAGGTTCATGGCACTGACT
ACCGACAAGCCTCCCCAGTCCTGCAGCGAGTCACGACTGAGGTGGCTGACCCCATCGCTG
ACATGCTGGTAGTTCCCACCCCTCCACCCATACGGGCCCACCAAGACCTGAAAGCTGTGC
GTTCTGCTCCAGACGAACCCGATGGGCTTCTGTCTGATGACTGCATTCCTCCTCTTCTCC
TTGAAGTGATCCCTGTGCCCCCCGAGTTTTCGGAGGAAACTCCTGAAGTGGATTCTTCCG
ATTGGGAGAATGAAGAGCAGGCAATCTTTGATGGTCCAGACACACAGAACCACACAGCGT
TCTACAGCCGTGAAGGAACCGATCCAGAAGCAGGCTTCCATCCAGAACCCGAGGCCCATC
TAGAACAAGACTTCCGTCCAGAACCCAAGGTCCATCCAGAACTGAATGTCCATCCAGAAC
CCGAGGTCCATCCAGAACCCGAGGTCCATCCAGAACCTGAGGTCCATCCACAGGTGGTTT
ATAAAGAGGAGCACCTTCATCATTCATTGCCAGGATTTTCCCTTCCAGTTATCAAAGAAC
CATCGCCCAAGGAGGAACTTCAGGCAAACAATCGCACCAGTTACCATGACAACGGAGAAA
CTGCGCCTGAGGACCTCCAGGTTCAATCGAAGA
>CLMC2876Contig1
GGGACGTGAACCGGACGTTGACCTCGTGGATCGGGTTTTTCATCCCACGCATGCGTACTT
TTTCAATTGGAGTCGGTGAAACGGGATAAGGTTACTGGCCTGGAGAACAGAGACTTCCCG
GGATCTGAATGAGTCATGGCCCAATTCGGGGGACAGAAGAATCCACCGTGGGCGACTCAG
TTTGCTGCCACGGCGGTGTCTCAGCCAGGCCACTCAGGACAGTCTCTTGACCTCAACAGC
TTGCACTCTCTCGGTGTGCAGCAGCCATCTCTCCTTGGAGCGTCTCCCTCAGTTTACTCT
CAGCAGTCGGCCTTGGCTGCAGCTTCACTCAGCAACCAGTCCGCAGCAAACTATCAGCTG
TCTCAGCAAACTGCAGCTCTGCAGCAGCAAGCTGCTGCAGCGGCAGCGGCGGCTCTTCAG
CAGTCCCAGATCAATAACGCACTCCAGCAGTATCAACAGCAGCAGCAACAACAGCAACAA
CAACAACAGCAGCAGCCTCCCCAGCAACCCCCACAGCAGCAACTTTACAGTGTACCTCAT
CAGCTTCCTCAGCCTCAACAGGCACTTCTCTCACAGCCCCCTGTTGCCTTGCCCACAAGC
TTGAGTTTATCCAACCCCCAACAGACTGCCCAGATAACTGTGTCGTATCCAACTCCACGA
TCGAGTCACCAACAGCAGACGCAGCCACAGAAGCAGCGAGTCTTCACTGGTGTGGTCAAT
AAGCTGCATGATACGTTTGGCTTTGTAGATGAAGATGTCTTCTTTCAGCTTAGCGCTGTT
AAAGGGAAGACGCCTCAGGTTGGTGACCGGGTCCTGGTAGAAGCCGTGTATAACCCAAAT
ATGCCCTTTAAGTGGAATGCTCAGCGCATCCAGACCTTACCTCAGATGGCAAATCAGTCG
CATCAGCAGCAGCCGCAGCCTTTGC
>CLMC2882Contig1
CAGTCTTACTGGTGGAGGCAGCGTTAGCTTTAGAAACCGTGACTTTAGCTTTGGCCGCAG
GCTTTGCTGTTGTGGGTTTTTTTGCCTTCGGATGCATCAGCAGGCCCTCTTTCTTTTCCA



GTTTGGGCTGTACGGCCACTGGATGATGCAGATTTATGCTCAGGAGGATTCTGCTCCTTC
GTCTCCTTGGCAACACTTTCTTTTTCTGCGACAACAAAGATTTTAGTTCCTTTGATGTCC
ACATGTTTCATTTTCCTCAGCTTCTCTGCATCCTCCTCTTTCTCAAAACATACAACTGCC
TCTAATTTTGATCTGAAAATGACCACTGATTTGGTTTTCCCAATGTTGTCTATGGCAGAT
TGGACGTCGCCGTGTGAAATCATACTTGTGACCCCTGAGAGCTTCACCATGGTGGGGGGA
GAGGATTTACCCTCATGCTTTCCAGAAGAAGAAGATGGAGCTGAAGACGTCGAATCTAAT
GATTTCATTTTAGCCAATTCGGCTAACAGGGCCGGCGCCAGAGTTTTGACCATGGCTTCC
AGGTCGGAATGTTTGGACAGAGACTGGGCAGCTGTTTTCTCCAGTAGTTTCTTGGCCAGC
CTCTCGGTGCTGCTCGACCGCTGTCTCTGACCCGCAGACCTCTCTGGGGATGACCGCCTC
TCGCGGCTCCTCCTTGGTGACCGTCTCTCATCCCCGGCCATAAGGCCCGGG
>CLMC2885Contig1
TAGACCGATAGGAGATGGACTTGCTTTGATTTCTCTCATCTCTTCCTCCTTTTCTTCATG
GTTGCGGTCAGTTATGTCTTCCTCTTTTTTTTCATGGTGAATTGTCTCATCGGGTTGAGC
ATCTTCACTCTGGAGCACTGACGAGGACCGGATGACATCTTCAAGTTTCTCAGTTTCCAC
ATCATCAGTTTTCTCTGTGCCTTTTGATGCATTACTGATCTGCTCCTCTTCTGTGAGATT
TTCCTGATGTGATGCTTCTTGGCTGCTTTTTTCCTGATCTTGATCCAGCAGAGCCAGACT
TGCCTTCTTCTTCTTCTCGTACAGCGTATTTGAGTTATACTTGTACAGCCAGTGGGCCAA
ATAAAGGATAGGGTCCACGGGTTTCCGTTCAACCACTTCAGCAAGTCCTTCAGCCAAACA
TTTCCCCAGATGTTTATTAAGATACTCCGAATCCATCATGCTACACGTTTTCTGATTGTT
TATCTACAGAGCAAATATGGAGGCTCGGAGCTATTAAGGCAATAATGACGAACAAAAATG
ACCTGAAAGCGATTTTATGGATAAAACCTGCACAAATTAGCCAAAATTAACACGGAAATT
ACCGTATTTTACTGTTTTATGCGGACGGTTGCATCTCCGTGGTAACGGTCCCACACAGTT
TAAAGTCTCCCAACCGTTTTTTA
>CLMC2889Contig1
TATGGCCGGGCAGTCAGACTGCTTGACTGAAACTGGTCAATGTTGCCGCGGTTGTCTTTG
GAGAGCGAGCTGTAGCTGTCGACGTGGAGCGGGAAAATAGAAACAAACTGGAAATAAAAC
AAAACCTTTCAAAGGATTTTACACACAGCTTCAGAAAATGACTGCTCGGGCTAAATGGTG
CCACTTGTGGAAGCCTTCTATAGAGTGGAGAGCTGACCTACTCAAACAACAGACGCAAAG
ATGGATACCTTTACAGACCTGCAGCCTTCTCTTTACAGAGCTGGAGAAACGGAGGAGGGT
GGAGGACGCCTACAAGTCCGCTTTGAATGAACTAAAGAAAAAGTCACACTATGGAGGCCC
AGACTACGAGGAGGGACCCAACAGTTTAATTAACGAAGATGAATTTTATGATGCTGTTGA
AGCTGAACTAGATCGACAAGACAAGATAGAGGAGCAATGCCACTCTGAAAAGATCAGGAA
ACCTTACCTAAGTCCAGTTCCACCTGGTGATGTATTTTCTGTCATCGGCACACATAGATT
TGCCAACAAGGTGGAGGAGATGGTGCAGAATCATATGACGTACTCTCTTCAGGACGTGGG
TGGAGATGCCAACTGGCAGCTGGTAATAGAAGAAGGGGATATGAAGGTTTACAGAAGGGA
AGTGGAGGAGAACGGTATTGTGCTGGACCCCCTCAAAGCCACTCATAATGTCAAAGGGGT
GACGGGCCACGAGGTCTGTCACTACTTCTGGGACACAAATTTCCGAATGGACTGGGAATC
CACCATTGAGAACTTC
>CLMC2893Contig1
CCCGGGCATTATGGCCGGGGGAAGAAGCTCGTCGCCATGGCGGAAACAGAGCAGCCGTCA
GGATCGACTCCTGAAGATGAAGCGTCTGACGCCACAGCCGGAATCGCCTTCATGATCCCC
AAGAAGGAAATCAGCACGGTGCCAGACATGGGAAAGTGGAAACGGTCTCAGGCCTACGCC
GACTACATGGGCTTCATTCTGACTCTGAATGAAAGCGTGAAGGGGAAGAAGTTCACCTGT
GAATACAAGGTTTCTCAGACTGTAGAGAAACTGCTGGATCTTCTGGCCACTCTGGATCAG
TGGATAAACGAGACTCCTCCCATTGACCAGCCGTCCCGCTTCGGGAACAAGGCCTTCAGA
ACCTGGTTCTCCAAACTGGATCAGGAAGCAGACGTCCTGGTGGCGGCCATTCTCCCTGCA
GACAAAGCGGCTGCAGCCTCAGAGATCGCCGTCTACCTGAAAGAGTCTGTGGGTAACCCC
ACCAGGATAGACTACGGCACAGGCCATGAAGCAGCCTTTGCAGCCTTCCTCTGCTGTCTC
TGTAAGGTGGGGGCTCTCCGGGTAGATGATCAGCTGGCTATCGTCTTTAAGGTTTTTGAT
AGGTATCTGTCGGTGATGCGGAAGCTGCAGAAGACCTACAGGATGGAGCCGGCCGGCAGC
CAGGGGGTCTGGGGTCTGGATGATTTCCAGTTTCTTCCCTTCATCTGGGGCAGCTCTCAG
TTTGTGGATCATCCGACCCTGGAGCCTCGCCACTTCATCAACGAG
>CLMC2894Contig1
TTAAACCCGGCCTTATGGCCGGGGGATGTGAATGGGGATGGCTACATCTTCCACAGTGCA
CTGGAAAAGGCTTTAACCACAAAAGGTGAGAAAATGACAGCTGAGGAGGTGGACACTATT
TTCTCGTTAGCTGACGTCAACAAAGATGGCAAACTGGACTATGCAGAGTTCTGCAGATTG
TTTGCATCAACTGTGCATCAGTGCCAAACGGTTGCTATGCAGAAACTTGAGACTGATGGG
AAATTAAAGAGGCAAAACTTTGGCAGTCAATCATACAGCCTTCCTAAGGGCACTGCGTCT
ACACACCCAGCAGCAGTAGAAGTGGCAGCGGCTCACCATGCCGACTCTGATTCAACACTA
AAGAAAGACAGCAAGCCATCGTCCCGCCTTTCCTCTGCTCGCAGCCGACGCTCATCCCTC
TCAAACTCCGTTACCATGAGATCCAGCAGCACCAAGGCCAGCCAAGTCTTAGAACCTGCT
GGTCTGCAGGACTGGCACCACAGCTTCCGGAAGGGATGCTTCTTTGTCGAGGAGGATGGG
AGTATCAGCTCTCTGCAGTACCAGCTCCACGTCCCCCAGACGACCCGTGTCTACATCACC
ATCCGTCCACTCAACATCCACGGACCTGAAAAGCCTTCGTCATGGATGACAGTAGACACA



GCGCTTTTCAT
>CLMC2895Contig1
GGGGATGTCCGTCCGTCCGTGTTTCCCACCTGCACAGCAGCAGGGAGCGCGTGTCCGCCC
TAAAATAGATTACAATTTCACGCTTCATGGACGCAGACCTGTCCCACTTTGCGCTGCTTA
AGTTGTCGCCTGCAGTTGCATTTGGTCGCTTTGCAATTAGCAAAGCTGACGAAGATGGAC
TCAAAGCGAGAAAAAGACCAACAAGATGCAGACTGTGAGAAGATAACTGCAGTGCTGCTG
AAGTCGCGCACTGGGGAATTTGATCTGCAGTCCATCCTGTTCCTCAAGCTGAGGGGTCTT
GGTATTTGTGATCTTGGATGCATTGGAGAATGTGTTAATTTGGAGAGATTAGACCTATCT
GGAAATAATATCACAAATTTAGCTTCTCTGGCATCTTTACGGCTTCTCTCTGTCCTCAAT
ATTTCTGCAAACAGGATTACTAATTTAGAACCTTTACACAATTGTGAAAATTTACAAAAC
TTAAACGTTGCTGGCAACTATATATCCAGTGTCGAGAACTTACACTGCCTTGTTTCTTTG
AGAAAGCTGGAAAGCTTTCGTCTTAAAGACAACACGTACAATTACACAAACCCAGTCTGC
AGAAACTCCTCATATAGAACTGTTGTGCTCGAGATGTTCCCCAACATCAAAGTGTTAGAT
GGAGAACGAGTTGTGGGACGAGGGAGTGAGTTGTATCAGTTATGCAAGGATATCGATGAT
ACCATCAAAGCTGGTTCATACAAAAATGGACAGCTTGTCGAGCATCCTAGTTGTAAGCCA
TGGGTAGAAGATACATAT
>CLMC2896Contig1
CCGGGCATTATGGCCGGGGAGACCACAGCAGCAGCCTCCTCTTCCTCACAGAGATGACAG
GAGCTACAGAAGCCTCCAACCCAAAAATGGAAGCCAACGTTGTTGTTTTGGGCACAGAGA
GCGTCGGAAAATCAGCACTCACAGTGCGCCTCTTAACCCGTAGATTCATAGGAGAATATG
GAGACATAGAGTCGATCTACAGCCACAGTTTTATGTCAGAAGGGAAGGAAATCACTCTAA
ATATTTGGGATTCACCATTTTCTGAGGATTTGTCCAGAGAAACATCCCTCTTCCATAAGA
AGGTCCAGTGGGCGGACGGCTTCGTTCTGGTCTACAGCATCTGCGACAGGGCCAGCTTCA
ACACCGCCAGCCGGCTCATCCAGAACATCAGGTCCACCAAACACCACCACGGTGCAGAGA
AGCCCCCCGTAGTGATCGTAGGCAACAAAAGGGACCTGCACCACAGACGGACAGTGCTGG
CCGAGGAGGGCCAACTGCTGGCTCTCAGCACAGACTGCCTTTTCTACGAGGTGTCAGCAG
CAGAGAACTACCACGGCGTGCTCTCAGCGTTTCACGGCCTGATGGACAGGATCAAGGACA
CAAAGCTGACCTCCAAGAGGCCTCTGAGGTTCAAGGGCATAGTGAAAAGTATGTCTGCGG
TATTTGCCAGGAGACGCACTGACTCACTCTGAGGCGGAGCATGACGGAGGAGAAAAAAAA
ACAGTCACATGAGACTTTTGAGATGGACTTCATGTCGGATAAACTGTGAGAAGAAGAAAA
TAGCCATGAAG
>CLMC2900Contig1
TCCCGTCGTCAAAAAAGTACACTCCCTCAGAGCGCAGGTCGTTGATGCCCAACCACACGG
GCAGGTTCTTCGAGTGGAAGAAGGTCTTGACATAGTCAGCGAGGGCCTCCTGCTCCTTGC
GGTCACGAGGCATCGCCATGCGTCCTCCGCGTTCCAGGCACTTCCGGGATGCTCCGGCGT
AATCTTCCAGTCTGTTGAACACCAGGTAGCACTTGTAGCCCATCTTGCGGCCTTTTAAGC
AGCCTTCTAGTCGTCCAAGCTCCTTTCGATTGACTTTGCTGTGCTGGTGAACATCACGGA
TGCTGTCCTCCAGATCTCCGACTTTACCGTCCATCCTGTACATGTGGTCCATCAGCTGGC
TGACCTTAACATCCAGAGTGTAGTGACCAACGTTGAGTTTATGGATGGCCTCTTCTATGC
CTGCTAGTCTGGACAAGATGTAGTTGTAGGAGTTTTCAAAGTCTGACGTGGGACTGGTTG
GCTCCCAATCAGGTTCTGGAAGAATATCAGGAACATCACCTCTTGGCTTCTTCCGCTCCA
ACCCGGACGTCTGGGTTGATGCGGCGTTGCTCGTCCCTGTAGGAACACACACAACCAGGC
GGCACAAACACAACGCAGCGAGTGAGGCAGCAGCAGCCGGGCCCATTTTCTGCTTCCTGC
TAATGTTCCTTCAGCAGCTCAAACTCCCTCTCCCCGGCCAT
>CLMC2906Contig1
CATTATGGCCGGGCTTCCTCACCAGCAATGAAAAAGTCGATGACGAAAGAAGTGACAAAG
ACGAAACGGATGAATCAGAAGAGGAGGAAGAGGAGGCGAAGGATAAAAAGCACTCTAGGA
AAAATGGACCCATGCAGAACGGTCACACAGTTCACAACAACAACCACCGCAAGACGGAGT
GAGGAGCAAACAGGAAGGAAGGAAGGAAGGAAGGAAGGACTCGTATCCCTCAATGAGAGT
TCTGCAAGGGACGCATGGAAAATGAAGAGGGGATGTAGGTGGAGTGAGAGGGGACAAGTA
TTCCCTAAAAACTAAAAGCAGCAAGGAGGTATTTTTGGAAAAATTGACACTGTTACGTGT
TGACACATATGTATAAAAATACTCAGTAGTACCTTAGAGGGCACAGAGATCCAGCAGATG
ACACTACACTAACGGGCATGACCTGTTGCATTTTAGGCAGATGGGTCATTGCTGTTGTCT
TAACTTAAATCCCCCCCCCAAAAAAAAATTTCACTGCTAAACGTGAGAGAAAATGGAAAG
GAGGAAAACGCTCAGGAAGAAATGGGAGACGGAGTGATGCTGCTTCTACTTCAGCTTTCC
CGTTTCAGCTGTGTGCCTTAGAGAGCCAGCTGATGGCTGCTACGAAATCGTTTTAAGAAG
CGCCTGGCTTTAAAACTCTAACGCTTTATTCTTTTATTG
>CLMC290Contig1
GCCTGTGCTGTGGTGAGTCCTCCCTTCTGTACTAATGTCCAAAACACTGTGTTGTACAAG
TTATTTATATGACAGTCCGCTTGCCTCCAGCTGAGGTAGTCTCTAAGGTTACGGTTAGTG
GGGTAAAGAACCACACGTCCGTCGAAGCTTGGGGGGTAAAGGAGGGGCTGTTCTTCAAAA
TACTCCTTCCAGTAGAAGACATAGGAGGAGGAGAACTGGGAGGCCACGTGGGTCATGAGT
TTGCTGGCTCTTCGTTTGAACCAATTGGAGGTCCTCTTGAAAACAAAGCTAAACTCGTCA
CTTTGACCATAAGCAATGATGATATCCTCCAATTCTTCCATGACAGACTGTGCACTCCTG



GTCATGAGCCCTAAAGCTCTGTTATCATTGGGTTTTGTAAAACCATGTTGCTCTGAAAAC
TTGTGGAAATTGCGACCATCCAGCCTAACAACAATATAACAGTTCCGTAGGCATGTGTCG
TCCGTTTCAAAGCTGCGGACATACTCAAATTTGCTCTTAGCCATATTAGGAGAATTATAA
AAGTGACGAAAAAAAGGAACAAAATTGAAATAGGACCGTGGTCCACTAAAACTCCAAAGT
TTTCCAATCAACATCAAGCATTCCCGAGAGAAAAAAATTACAAGAGTAGAGATAAATATT
TTATAGTAAATAAACGTCTTGTATCGACGTCAAATCCATTTAAATGGTTAATGTTTAAAT
ACTTGTCTGCCTTTGACGTATTTCTGTGGTCCTTCACGTTGTTTTGAGTGCAGTCCGTCG
ATTCCCCGGCCATAAGGCCCGGGTTAAACG
>CLMC2912Contig1
CCGGGCATTATGGCCGGGGGAAATCCTCCAATGAAGTGAGGAGAATTTTACAGTTTTGTA
TTTAACTGGCGCGTGAGTAGTTGACGTTAAGTGTTCTACAGTTTAAGTTTTTGTCAGGAC
AATTTAAAGACAGTGAGTTTTATATTTGGACGAGGACCCTGTGAACCAGGAGCAACCACC
TACCTAGTTATACAAGTTATATGCTTCACAATATGGACAAACACCCTGAACCTGAAGAGC
AGGCTGAAAATATTCCACCTGAAGCCAAGACCTCAAAGTTGAAATTCCAGTCTACTGATG
TTGGGCAACATTTCAGGGAAGAAAACGGGCCCCCACCGAAAACGTGTGCCTGTTCTACCC
CAGCTACCGGTGAAAGCAAGTCTCGGTTATCTGGCGTACTCTCCACTCTATCGCCCATTT
TTAGGTACTTTAATATTGAAAATAAGCAATCGCCTCCTCAGTCTGTCAAATGTGCTCCAT
CTTCAAGCTGCCTAAAGTCAGCGGGAAAGTCTGCACATCACCACAACCTCAATTTTTCCA
CTCTTCACTCTGGGACTCCGTTAGCAGCCACCCATCGGCCTTACTGTTTGCTGGATTATG
AATGCTTGCCAGAAATGACTCTGCTTGATGATACCAACAATACAACGATGCAACTCACCA
CAGATGATTCTGCTTATCATCGGAGCGGGCCTCCTGCAGCAAAGCCTAATGCCATCATGT
GTGGGGAAAAAATCAATACAAGCTCCCCTGTGTGCCCTCCTCAACCACC
>CLMC2915Contig1
TATGGCCGGGGAAAGTGAAAAGAGACAGAAGAGTAGAAGGACCAACCGCAGCTCTGAGCC
CTCGTCATCACCCTGCTGATCATCCTCTTGTTTCTGGTTCAGGATGACGGCCCTCCTGCT
GTCCTTTGTCTTCCTCGTGTCTTTCTTGGGCAAAATGGATGCTGCAGAACCATCTGGTTG
CAAAATCCGTATCACCAACAAAGGATTGGAAAAGTTGAAGTCAGAGACTGAGAAGTTTGT
TGAAGAGGAGCTCTGCAACATCAGCATGCCAGAGATGATGGGCAAAGAAGGACGCTTCCA
GTACACCATCACTGATGTGAAGATAACAGAACTCATCCTGGCTCATGCTGAGCTGCAGTT
CATCCCTGATGTTGGCCTGTTGTTCGACATCAAGAATTCATCCATCTCGCTAAGTTTCCA
CCGACAGATCCTCTACTGGTTCTTTTATGACACAGGAAACATTAACGCCTCAGCGGAAGG
AGTCAACATCAACACAGCTGTAAACCTCATCCGGGACCACGAGGGACGGCTGAAGATCAA
CAACATCACCTGCGATGCCAAAATCAACAGGATGAGAGCAAAGTTCAGCGGAACTCTGGG
GAAAGTATATGACTTTGTGGCCAAATTTCTAACAACGGGCATGCGCTTCTTCCTTAACCA
ACGGATCTGTCCAGCTCTGAATCATGCTGCTCTTGTTCACGTCAACTCGCTGCTGGAGAC
GATTCCTGTGAAGACGGAGGTGGACAACTACATTGGAATTGATTATTCCCTGATTGAAGA
TCCTGTCG
>CLMC2917Contig1
ACCCGGGCCTTATGGCCGGGGGACAGGAGAACACAGGGGAGCTGACATGACGAGGTAAAC
AGGATTAATCAACCGCTCTGTAGTACAGGAAAAACACCGGAAGGCAGACAGGTGACTTTC
TCAGGTGCTGGTTCTGGCCCAGAGGACATCAGCAGAGATGACTTCTCCATTTTCCCCGGT
TCCAAAGCCTCGAGCTCGCTTGACGAGGGGCAGTCAGAGCTCCATCACCTCTCTGGAAAG
ATGCAACGGCTTTGAAAACATGGCTCCAGACGCACTTCAGCTGAACACAGGTAATGATGC
CCCTTCTCTTCCTGTCTCGTCTGGACTGAACCATGGAGTCTTACCCTCTTTGAAAGGCAC
AGCTGACATCTCTGTCAACAGCGTCCCATCTCAACCAGCGGTTGCCGATCCCATCCCAAC
TCCTTCAGCCCCCCCACCCATTGACTTCTTGGCTAACATCATCTCCACGCAGATACCTGT
ATTATCAAGTGATGCCAATGCAGTGGCAAATCCCTCTGCAGCTGCATTTTGCTCCGCCCC
TTCTACATCTGCACCTGCCATGAATCTGGAAAGCATTTTCACTTCGTTCGCTAACATTCC
TGGTTTTTCAGGGATTGTTAGTAGTGTTGCTAATCCAGTGAATAACTCCTCACCATCAGC
CCCACCCCTTGTTTCCAATGGATGTGGATCACCTCTGAATGAACCCAGCAACAACCACAC
AGATGTCGAAG
>CLMC2928Contig1
GGGAGAGGTAAAGTGCAGAAGGCTCTGCTCACACCTCTGGCCATGGATGCAAAGCAGCAG
AGATTCAGTCTTTGATTTTGAGGAAAGCTTTACATTTTAAAAGCCTCAGAGTCTATTATA
AAAATAAAAATAAATCACAGAAGAGAGGAAGATGGGCTGCTGCTCTGGACGCTGTGTGCT
GATCTTCCTTTGCTGTGTGCAGCTGATATCTGCAGTGGAGCGGCAGGCTTTTGACTTCCT
GGGCTTCCAGTGGGCTCCCATCATGATCAACTTCTTTCACATCATCGTGGTCATCTTGGG
TTTGTTTGGTGCGATCCAGTACAGATCACGCTACGTCATCATGTACCTACTGTGGACTTT
GTTGTGGATTGGCTGGAACGTCTTTGTGAGCTGTCTTTACCTGGATTTGGGCGGTCTTTC
AAAGGACAGCGATGTTCTCTCCCTGGGACTGTCTTCACATCACTCCTGGTGGAAAGACAA
TGGGCCTGGGTGTCGGAGCGAGAACCTTCCATCTCCCGCCTGGCAGAACCAACAAAACCC
AGAGCTCACCACAGTGCAGAGCTGCTGGCTGGAATATCAGTACATAGAAATACTGCACTG
TGGTGTGCAGCTCCTCATATCACTCCTTGGAGTAATTTATGCCTTTTTTGTTGCCAGCTC
ATTTGCCAGTGAGGAGGAGAGTTATTATAAATAGACACAAAAAGAAGATTTTCAAGAGGA



GCTGGGAAGCTGGAAAGGGATTTTTGTCGATTTGAAACATCCCTTTTTAGAAATCGCCTT
TAAGTCACCATCTCTAAATAATAGTATATGAAAAGACTTACAGTATTTTATGGCTTTAGT
AAAAAACCTGAATATGGATCTATATTTGAATGAATGACTGTTTATGAAGCACCTGTATCT
TTTTATATATGTTAATCAGCTGCAGCTTTTTTTGCTTTGCTTTGCAGAGTGTACTTACAG
TACAATAGACATGCCTCATCCCACAAAAAAGTGCCATGCCAACAGCTTTGGAGTGACATC
ATTTTTGGAACAAACTATATCTACTTAGTGTTGGTCGAAAAAATGCTGAT
>CLMC2931Contig1
ACCCGGGCCTTATGGCCGGGGAGTGTTTACTTGCTTAGATAATTGAAGGATTTCGTTTTG
TCCCTTTCCTTTTAATTAGGCAGAGTACACGCAGTTACTATTCACTATAACAGCACGCTA
CAGGAAAGGCTAATTCTTTTAGCGGCTATAAGTATCTGTTGTCCCGTTTTCAAAAATGAA
CCGTCACAGCACCGATTGATGAACAAACGCTAACAAACGACGAAATTATTGTTGTTTTCA
GATTCAATTAAGGTCCAATTCTTTGATTTTAGTGTTTGATCGAGCTGTTGAGTAAGAGAA
TTCACAAAAAAGGCGAGCCACACGATGCTAATGTTAGCTAACCGGTGGCAAACTTGCTAA
CGCTCCTGCCGTCGGCAGCAAAACCCGCGGGGAGCGGGACTAGACCGTTCTCCGGTGCTT
CTCCGAGAAATTTCCATGGAAACTGAGGAAATGGCTGGCGATGTTGACCATACTTTTGAT
TTAGAGAAAAAGAAATACGACGCAGAGGAAAACGTGAAGATAATATGTCTGGGAGACAGT
GCAGTCGGTAAATCCAAGTTGATGGAAAGGTTTCTCATGGACGAATATCGTCCTCAGCAG
ATGTCAACATATGCATTGACACTCTACACTGAGAGATCCCCTCATAATTTCCCCAAAGCG
TAACCATGTGTGAATAAATTTTGAGCTAGTAGGGTTGCAGCCACGAGTAAGTCTTCCCTT
GTTATTGTGTAGCCAGAATGCCGCAAAACTTCCATGCCTAAGCGAACTGTTGAGAGTACG
TTTCGA
>CLMC2933Contig1
TTGTAGCCTCTCCCTTGTCCGATATCCTTCCCCTCCATGTCTTTGAGAGTGGCTGTGCGT
CCTCTGGTGATCAGCACTGCATCGCCCTCCCAACGCTTGTGTTTCTTCTTGCTGGCCTTA
CACCACACCACGCTGAAGTAACGCACTCCGTCCTGACCACAGTCGGACCCTGGGCCTGCA
GTCCCGGGGAAACAACCTGCTTTTCCAGTAGGAGGAGGAGGTTTTTGAGGAGATCCGTGA
GTCCACTCGAAGCTGCTGTCTTTATTTTCATCTTCTGTTAAATCTCTTAATCCAGGGACG
GATTTGGTGTCAGCCTCGTTTTCTTTACTCTCAGTAGCACTGAGAACTCGAGCCAGAGCC
CGTGACAAAGCAGGGGCAGTTTGGCTGGTTTTAGCAGACACATTTATTTCACTTTCCACT
GCCACAGATAGACTTCTGTGGACTTTATCCAATGCATTCACCAAACCCGGTTTGGGGGCC
AAAGGCTTTGATTCAGTTTGAAGTAGTGAAGCTGGTGAAACAAATCGTGTTTTTTTCACT
GCATTCCCCAAAAGCTGACTGGGTGCTCCTGAACGCCTCATTCCTTATAAAAGGTCAATG
TGCCCCCACCGACGAGAAAATGTTATTTTGGAGAATTACTTAAATATCGTCCAATTCAAC
TTGATAAGTTTCCCACAGTGTTAGCGGAAAAGGCAACTTCCGAAACATGTCTCCCGCTCC
CCGGCCATA
>CLMC2936Contig1
TTAACCCGGGCCTTATGGCCGGGGAGGACACCCGCCGGGCCTTCAACAACTAGCAGGCGA
CGGTCTCCTGCAGACTAAAACAGGATACTTACTGCATTCGAGAAAGTATCGGAGATTCCG
GATAGCATGGAGGAGCAACAAAACTGGCAGCAATCTGGACCAGTGATGAGTGAGCCGGCT
GTCTTCCACATAAGGATCAATGTCGACTGTACCTGGATAGTTCAAGTCGCACTTCAAGGT
TAAAGAGGGATGCCATAAGCCCACAGACACATTCAGTTCATCATGGAGAAGCAGAAAGCT
GTGAATAATATTTCTGCAGCTCATTTCAGTGAGGAACAATGTAGCTTCATCTGCACTGAA
TGTGGGGGTGGCTTCAGTCAGTATGCCAGTGTGTTAGCCCACATGACCAGTCACGGGCCT
TTGGATTCATTTTCCTTTGATGGTTCATCTGACGGATTAGAAATCCCTCGGGAGTACGTG
CTTCAGGAAAATGGCACATTGACTGTTGTGAACGGACTTTCGCAGTCGCACTGTTTTAAC
TCTTTACAGTCGTCTGTGAAACCAGCTTCTTCTGGAGTGTTGCCGTCCCAGTTCTCAAAC
TCTGCTAAACCAGCGTCTCCAAGTTCCCGGCTGCAGCCCTCCCCTCACAAAGACCTTTTC
AAAACAGACTTGAACCCTGACAAGTCTCTTCAGGTCCATCACCGCTGCGAAATTTGTAGC
CGATCATTCACCAGCCTCCAGAGTCTGCATCGCCATCAGCAGTATCGAAACACAGAAAGA
GGCTACAAGTGCACTTTGTGCTGCAAGATCTTTGAAGATAGACTCCGGCTGAAGAAACAT
CTTGAGGAACACA
>CLMC2937Contig1
TATGGCCGGGGGCGGAAGTGTTTCGACAGTGAGCGGCAGAAGTTTACCCACAACTTTGCA
AGGGGAGTTTATTGACAAGAGATTAGTCTGATATTTTATAGTCGCTGTTTTAAACAAAAC
CACATAGAAACGCCAAATTTTGTCCAGTAGCCGCTCGTCAGGTAGAGTTTTTGAGGCTTG
TATTTGTGTTTATTGGTACTGTTTTTACTACCTGCAGCACTTAGTAGTTTACCCAAGGTT
GGGGTTGCTGCCAATATTGTTACAGTTGTTTTAAATCTAGTTATGATTCTACCTGAGACG
TGAGTGTGTATTTTACAAGGTATTTTGTGCAATGTTTGGCTTTATACAATACACGCGTAT
TGCTAGAGTAGCTACTAGCTTGTTAAGAAAACGAGTGCTGCGAAAACAAAATTGGGTTAA
ACCAAACAAAACTTTGTTCCTAGTGTCGACTCAAGCTGTTCTAATGGCTACACTGACGGA
CTTTGAACCCTCAACAAAGAGACAAAGGGTTGAAGCAGAAACTCCGTCTTCAACTTCCCA
GAAAGGCTCAGCTTCATGCAGTCATGGAACAAGTAATGAGACCCCAGACGAAGGAAAAAG
CGAGAACAAAACAGAGAGAAAGCTAGATATGCAACCAAAAACCAGAGCAAATGATTTGCG
AGGTGTGAAAGGAAATAAATTTGGAGCCAATTTTCAACAGAAGCCCTTAAACACTCTTGA



AGGTTGGTTGGTTAAGCCTTCAAAATGTGTTGCCACAGCTGAAGCAAGTCAAACTCA
>CLMC2938Contig1
AATGAGCATGCGTCTGTTTCTACCAAACTGGCAGCCCTTTGACTCTCTGGACGATGCATT
CATCATCAATTCTAAGATCCCAGGTTCAGTAAAGTGACTGGATTTTATTTTTGAGGGCTT
AGTGCTGTTAACATTTTGTTTGTGTGCATGTGAAGACTGCAAAATCTGAAGGACTACATT
AAGTAATTGCACATGTAAACGTTGTTGCCACATAGCAGCTAAAAAGTCCTTATGCTGAGC
TCTTAAAGAGCCCGTAGACGGAGAAGATGCAAACAAACTGAACATTACTTTAGTCTGATT
TCTGTGGACTTAGTTTTGATTGGAGTCAATTTAAGTGAACTGATTTTTATGGTCAAGTTA
TATTAAGGTAAAAGTTTCCTGCATTCTATTCTTCGTTTAAAGAAAATAAATCTCAAGCAC
ACAGTAAATAAAATAAAAATTCCATAAAGACAACCTACAGTGCCTTAAAAGTATATTGCT
GAAATCTCGTGGTAAACCAGGTTTTGATGGGGACACTTTCATTTTTGCATCAGCCCTAAA
CATCTTCAGTAAGGATTTGTTTTAAGTTCAGTCTTTACTTCTCAATGTCAGGGGAGTTGT
TTTGGTTTTCCAAATCAGATTTATCGATACTAAATTGACACACCCATTTCCTCCAAGCAT
TGTTTGAAGTTGTTGATTCTGTTAGGATGCCGATTCTCTTTGATCTTTTTCCTGATGAAA
TCCGCTGTACTTTGGATGTGGTTTTCAGACCTGCAGAAGCTTTGGAGAAGATCTTGGTTT
GCTTTAAGCTCCATTCCACACAGGAAACGCAGAAACATGTCAAACCTGCCGTCCTCAAAC
TCCAGGCTTTTCTCCACGGCCCACACGAACAGATCCGCCTTTTGCTGCTTAAGGAAGCCC
TTAATCTTTCCGTGCAAAGATTTAGACTCAAAAATGTCTTTATCGTGTTGATGAGACAGA
TATGCATAAAGAGCTGCGAGGTACTCCTGCATGGTTGGGTGGAGAAAGCTGAAGGCTT
>CLMC2939Contig1
CCCGGGCATTATGGCCGGGGCGGTTGAAAAACATCAGTTTTCTCGGCCTCCTGGAGTAAT
CTGGAGTAGCGAAAGGAAGAAACATCGAGTAACTTTTAGCAAAAGGTAATCATGAACAGT
ATACGATCCAGACCAGACATTTCCCTTTACGGGTGATGGCAGTACGTCTGCAGACGTTTG
AAAGTATCTTGAGTGAAACGGAAGTCGGAAACGAAAAGCAACCACCAGTCGAGTTTACAA
GTTTTACAGGGGTTTGTATTGAAAAGCAGCAGTTGGAGAACAATTTCTGCAGTGGAGACA
GAACAGTGGAAGATGAGCCTGCATGGTGCCAGTGGGGGGGGCTGTGAGCACTCACGTGAC
CGCCGATGTTCCAGTGATCGATTGAGGGATTCTTCACATGAGCGGGAAGGCCAACTCACC
CCCTGCATTCGGAATGTTACGTCTCCAACTCGTCAATACAACAGTGAACGTGAACGAGAG
GGTGGATCATCATCATCATCGAGGCCAAGTAGCCCAAGGCCACAGAGGGTCTCACCCAGC
GGCTCCAGCAGCAGTGGGGTGGTGAGCAGTCGCAACAGCAGCTTGTCCAGCACCGAAGGA
AACATTAAAAGCTTGGGGGTTGGAGAAATGGTTTTCGTCTACGAGAATCCTAAGGAGGGC
AGCACAAGTATCACTGTTGGAAGCAGAAACATCCGGACCTCAGAGAGAGTCACACTGATT
GTGGACAACACGCGCTTTGTAGTGGATCCTTCCA
>CLMC293Contig1
AACCCGGGCATTATGGCCGGGGCAGCACTAGATCTTACGTGTCAGCAAGACAGGACACCA
TTGGAAACTTCCAGTTCATATTTTTCACAATGGGAAACTTGGCATCCGCCAACTACGTTG
CTGATACTCTCAAGAAAAAGTCCTGGGGACAGCAGAAGGAGGACACAGTCAAGCTGGAGG
ACCTTCTGACTAAATATAAAGAGGAGCTCTGGAGCATCAACAGGAAACAAAGTTCATCCA
TGAAGAAATTGCACTTCAATCGCAGCATGCCTTACATGGACCTGGCTGATCAAAAGATGG
GAGATTTCCACATGTATGCAAACAATATGTTAAATCCTTCTTTTACTGGTGATCAGAACT
CATGAATGACTCTCACCGGACAGTGTGATCCCTGCATTGATTCAGCAAGAAAATGGCGAC
AGATGGGATTCTTCATTTTGTCACTTTGATGCTGTTGCCTGAGTTGTCTGCTACAAAAAA
GCATCTGCTTGGGCCCTCCTTTTTTTCCCTTGTAAGTGAGAACAAAAAAAATAGAACCAC
ATTCCAAATGGAGAGTGAATCCTCTTCCTTTTTTATTAACTTGAGGCACTAACCATGAAG
AAATAAGATGAAATAACTACATTTATGAATACAAGTGTTTGTTTCCAGTTTGATCATTTC
TTTCAACTTTATTGACATGATGAATATAAATGTATAAATGTAATTTTTTTTTTTTCATGT
TTGTGTGTGTTTTAAATATCCCCCATCGGGATGGAGTACATTCTCCACTTTTCTAATCAA
ACAAATGCCTCAATTTCTTCTTAATCTCAACATTTTTAGAAAAAACACATTTA
>CLMC2940Contig1
TATGGCCGGGGGATGCCAATGCGGAAATGATATCCAGTTCTCGTGTAGTCCTTGGGTTTA
TGTTGGAATTATGTATTTATTCTTACCTTTTACAGTAACGCACGGCAGGAGAAAATGCGG
TAAAACGGGTTATTGCTGCTAACCCACATTTGTCCGGATTTCGCCGCTAAAAGAACTAAC
GACTTTATCAGGAGCACAAACATTAGACAGATACTTAATCGACGCTGTCCGAACTTCTTC
GGCCAATGAAATACTGACTGGAAAAGTAGAAGGAAATGGCTCAAAAGGAATTTAAGGAGG
CCTTTGTCGCTAATCTCAATGGGACCGGTTTGGAGGAGGTGGTGCTGGGATCATTTCTCA
GCCCGCTTTGCTTCATCATCAGAGGGTTCCTCTTGATTCTCTGCTACCAGACCAGAGGGG
CTGTCGTGTTGCCTCTGCCGCCATTGTCCCACATGTTCCTTGATGTGTTCGTACTGGTGT
TTCCTCTGGTCCTGTCCTGCACAGTTCTGAGCAGCGTTCTTCACCAAGTCATTCTTAGCC
TAGCTTTCATTTCTGCTGGTCTGTTCTGCTGGATTTGTCTCAGCACTGATCGATCTGCAC
AGAAATCTGCCAGCAGTTTCCTCCAGACTCCCGTTCAGTGTGACCAGGTGCCCTTTGTGA
CTCTCTTTCGCG
>CLMC2944Contig1
AGGATGATGGTGATGACTGCCATGATGGGTTTGACAACGCAGAACTGGAGAGTTGCCTGT
TTGCAGAATCTTAAGAAGCCAATGGAGTAGCTCATACCAACGAGACAACACGTCCCGTAC



AGACAGCTGGACTGTATGGGTTTCCCTCGGATCTCCAACATGATTCCGCTTTCCCCTCCG
AGGTACTCGAAGGACAGGCTCAGGAAATTGTAAATGACAAACGCTTCGTAGCAGTCCCGG
ATTGAGTCAAAGTAGACGTAGTACTGGTCGTTGCTGATGAACAGAAGGCTGAGCCACGAG
TCAAAGGCATAGACGGGCACAATGAAGAGGATGCGAATGATGTAGCGCTGCTCATTAGGA
ACCGTGTAGGATCGAAGGTGGGTATAGATCTGGTGACATGTTATGAGCAGGGCGGACCAC
ACGAAGATCCCTGACAGGGCCTGAGCAGCCGCGGTGTTCAGGAACATGCCGTCGCTCTCG
ATGATGGAGCCGTTGCTGGTCTGGATGATCGTCAGGTTGGACATGTCGGACTTCTCGGGG
AGGATCGGCGCGTCCAGGTGGACCATCGAGACGTTTTCGTTAGAAAGATCCATGATCTCC
AGGGAGGTATTCATCTTGTCCTGGCATCAGGGGGAAGCAGCTTTATCCTGCTTAGACGTC
TCCAAAGAGCCAAAGGATTGTCACAAGCCAGCGTTATTGGATCAACATGGAGAATAAAAC
TTAGCGCGTTTCAAATCTCCCCACCGGCCGCATTTGTTGAATATTGAACCGGCGACGCTC
TCAGCATGACAGACTTCCTTCCTTGTTGTTTGAGTGAGAGACAGGTGCCGCTGCGAGGTC
GAAGTCCACGAGCTCGTTAAGAAAAAAACAACAACAACAAAAAAAAAACAACACACAAAT
ATTCCCCGATAAAACCCGGCCATA
>CLMC2951Contig1
ACCCGGGCATTATGGCCGGGGGGCGGAGGGCACAATCGACTTTCTACCAAATGTTCCAGG
GGTGGGGTCGTAACCAAGCAGCGCCGGTTTCTCTGTTAAAAATGTAGCGAAGATGCTGAG
GAACTCAGATAAGTATGAGGCAAATGTCGGATTTTTGTGTGTCCGCCTGTCACGGCGTGC
TGCGGCGTTTCTGAGCGGCCTTAGCAGGATTTATTTTAGAAATAACAACCAAACACCTCC
ACAGCAGCACTGCTGCCTTCAGGCAGTAGAACCAGCAGTTCTACCTCTTCAGCCGACACT
CTTCATGTCTGTCCTGTCGTGACACATCAGACAATTAGAAATATCGGTCCAGACCAGCTG
ACTTGGACTCATTGAGCCGGCGCCGGTCGTGAGGCTGATGCCGCAGCGGCTCACGCTGAC
GCTGCTGCAGACGTGCAGCACACATGGACCAAAGCCTGAAGCAGCATGCACAGTGTCTGT
GCAGGCATGTGCTGCACGGTCATGTATGTTGCTCATGTGCGAGCCGCTGACCAGTCCGTC
TCTGATCGCCCACATCAAAGCAGCCATTTTCTCCTGACTCCCTTCAAAATGTCAAACGGA
AACGAATACATATTTTCGAAATATTGAATAAAAGGTAGCAGTTTAAATAAAAATAGATGA
AAATTAAATCTGTGGGTAAATCTGTCATTTGTGGTAGTATTTGTGTAATCATTTCTGTTG
AAAGGTGCCTGGTTTCTGTTGAACCACCCCCCACCCCCCAAAAGGACAAACCCAACATGG
AAAACGATCANGCTTCAGAGGAGCTGCTAAAATAA
>CLMC2952Contig1
TATGGCCGGGGGGTAGCTTGACGGACTCAAGCGTCAATAAAACGTGGATTTGCTTTATCA
GCAGGTAACGAGCTCCGTTTCATTGTAATGGCGTGACAATAGTTCGCGCTGCTGCTACTT
TCTAAACCACTTTTTGAGCGGCCAGCTGGTGAACTTCCACCAGGGTGTCATAGTTAGCTT
CTTTTCAGCGATAGAATGAGCGAAGCCGAGGTGTTTCATGAGAAGCAACGGTTGGAGCTG
TGCGCCATTCACGCGCTCAACAACGTGCTTCAGGAGCGAGTGTTTACCAAGGAGACGGCT
GACGACATCTGTAAACGGCTGGCTCCACAGTGTGTGGTTAACCCCCATCGATCAGTGTTA
GGAACAGGAAACTATGATGTTAATGTTATTATGGCAGCGCTACAGAGCAGGGAGCTGGCT
GCAGTGTGGTGGGACAAACGCAGGACAGTTCAGAGCCTTTGCCCATCCAAGGTCCAGGGC
TTTATTCTTAATGTTCCATCTCGAGTATCTTTGGGAATCGTTTCCCTCCCCCTCCGAAGG
CGGCACT
>CLMC2957Contig1
TATGGCCGGGGCTAGTCGATGAAATGTGGATGACTTTTGTTTTCTCTCTCTTCAGAAGAT
GTTTAGTGGCAAAAAGCATGAAAGAGAGGACCGGAAGAAATGTGGAAAATGTTCAAATTC
ATTTGACGAGTAACTTTTTGTCCTTTTGTTTTACCTAAAAAGTCAAGAGATGACTGTCCT
CCTTACAACTTCTGCAAAGCCAAAGAGAAGGGTTTTGTGATTGTTCACTTGAGAAAGGTA
TTTGTAGTGAAGTGCAGCAGAATGGTATAGAAAAAAAAAAACGACAACAGCAGAGGAGTT
TGAAGAACTAATGACAGCTGCAATTCGTTTGTATTTTTTACTTTTCTGCTTTGCTACATA
AATGATGTTGATGATGAATCTCGTTTTGTGCCAGGGAAGCCCCACGGACAGGGGTAGGTA
AGGGCTGGTGAGGATAGTGTGGGGTGAGAGCTGTTCTGATGTTTATCTAATAAAAGCAAA
CGATACCAGAGTGTTTTCAATTTTCAATCTGGGTTGAAAAAAATCGAAATGAAACCCCTC
TGGCTCCTTTATGGATTGGCTTTGGAAAAGAAGCTTGAGTGTTTAGTAAAATGCCCTGAC
GCCTCACCCTCACAATGCCCTCTCCCTCAAATGGCCAACATGAAGATTTGATGATTCACA
TACTTTCC
>CLMC295Contig1
TGGCCGGGGACATTAAAGATGGGTGGTTTACGGAGTCGTGCGCGTTGTGGCCCGGGCAAG
CGATGAGCCTTCAGGTGGAAGAGGTCCTGTACAACAAAAAATCCAAGTTTCAGGATGTTA
TGGTTTTTAAGAGTAAAACCTACGGGAACGTGTTGGTCCTGGACGGAGTGATCCAATGCA
CCGAGAGAGATGAGTTTGCATACCAGGAAATGATTGCCAACCTCCCCCTGTGCAGCCACC
CCTGCCCCAAAAAGGTTCTGGTGATTGGAGGAGGGGACGGCGGTGTCCTCAGAGAAGTGG
TGAAGCATCCTCTGGTGGAGTCTGTGGTTCTCTGCGAGATAGATGAGGATGTCATTAATG
TATCAAAGAAGTTCCTCCCAGGCATGGCCAAGGGCTTCTTTAGTCCCAAGCTGACGCTCC
ACGTTGGCGATGGCTTTGAATTCATGAAACAAAACCAGGACGCCTTTGACATCATTATTA
CCGACTCCTCAGACCCCGTGGGACCTGCTGAGAGTTTGTTCAAGGAATCCTACTATCAGC
TGATGAAGGCAGCTTTGAGGAGCGGAGGAATTCTTTGCTCCCAGGGAGAGTGTCAGTGGC



TTCATTTGGAGCTGATAAAGGAGATGCGTACCTTCTGCAAAACCCTTTTCCCTGTGGTGG
ATTACGCTTACGGCACCATCCCAACTTATCCAAGTGGCCAAATTGGATACATGCTCTGCA
GTAAAAATCCTGAAACAAACTTCAGAGAACCGGTGAAAGCACTGTCAAAAGAAGAAATGG
AGACTATGAACTTACAATATTACAACACTGAAATTCACAAAGCCTCATTTGTTCTACCTG
AGTTTGCTAGAAAGGTACTCAGTGATGTATGACCAGCAACAACAGCTGACCTCCACGTTT
>CLMC2964Contig1
CTTTCATTGTTGCTTCTTTATCTGCTCTCTTCTGTGCCTGCTTTTCTTTGCGGGACAGTT
TGTAGCCCTCCCTGATAGCCAGGTACTTTAGGTACTTCTTTCTGGAGGACTTAGTCGTGA
GCTCGGACAAGGTTTGAAGCTCGTCTTCGGTCATTTCTTGAGGCACAAGCTTACCTGCTT
GTCGCCACATTGACACAAGTTCACGAGTTGCCTCCAGGGAAGAACTGTTCTTACAATCAT
CTCCATTTTCATCCAGACTCCCATCGTTACTTCCTTCCAAACCATCATCAACTTTTTGCT
CCTGGTATTTAGCTTGGGATCTCATGACCACCTTCCATTGGTCCAAATCTAGTGGTTCTG
CTTGCTCAGATTTATCTTCTTTGGTTTGGATAACATCTTTCTCCTTAGGATGTCCCGAAC
AGAGGCGGCGACAGGATATTAATTGTACTCCATCGCAGGTGAGAGGCAAGAATCTACGCA
CTTGACTCCTGGGTGTCCCTACTTGACAGCCAATCCGTAATCCATTACAGCCTTTGCTGA
ATAAATGTCGAAGCATTTTAAATGAATCACCTCACGTTATCCTTTCTTGAAAGGCACAAC
CGGAATACATCCACGCAATGATGATCCAACGTGTGTCAGTGTCCCCG
>CLMC2968Contig1
GCATGAGCAGAAGGCCGGTTGCCACCTCCAGGCTGTAGGAGAGGCACGCCGTGGCCAGTG
ACCAACCAAGCGACACCTGCACGAAGGTGAGGTTTTCAGGGGGCACAATCCGCTGGAACT
CCTCCATGGCGAGATTGGAGTATTTGATGTACGTGCTGACCCCTGACAGGGTGGAAACAC
TGCAGGTAAGGAAGTAGCATGCTGATGCGGCCAGCAGCTTGGGACTGCAGGCCAGCGAAC
TGACCAGTCCAAAGATCCATCCCAGCAGTAACAGCACCAGACTGAGAGGCAACATGATGA
CCACCACTCTGTGCAAGCCGATGAGATGCCTCTCTGTCTCTGACAGACTGGACATATTTG
CTGTGAAAGGAGTGATAACTGAACTCTTATTTGCTCCTTCATTGATTGTCCATAATCCAG
AGTGCGAGCTCAGGTCATCAGGACCCGTGCAGTTGGGTTTGTTTACATTGATTATGTACC
AGTAATCAGTTCCAATTGCAACAGCCAGAAGGATGAAGCTGAGCATGCCGGTGAGCCCAG
CGGAGAGAACCACAGGTCCGTACTTCATTAGTCCGCAGCGCAGGAAAACCTCAAGGATGT
GTTTCTTCAGCGCAGCAATCTGTGAAAACGCTCCACGATGCGTAAAAGCTCTCCAGCTGG
GCCCTTCCCACTAAAATGTTGCCTCTTCATCATCAAATTCTAGGATACAAACGGTGAATG
CCCCCGGCCATA
>CLMC2969Contig1
CACAAGGAAAATCTCTTTCTTAGCGAAACAACAGAGATCGCACTGAAAAGGACAGTTTGA
CCGTGTTGTCTTTGGGACAATATTACTAACATCCCATCTGATACCATTGCTAGGGAAAAA
CCTTTAGAAGATTACCAATATTTTGGAGTTTATTGTTTTTCGCCTGTTCCGTCCTGCTAA
GCTATTTCTCTGTTGCATCGCATACCCAAGCTAGCCACGGCTGGCTAACGCTTACTGCCA
GTTTCTCTTTCAGTAGCCTCGGTTGGATGAGAATGGCAACGTCGGCTTTGTACGCCTGTA
CGAAGTGTAACCAGCGGTACCCTTTCGAGGAGCTGTCGCAGGGCCAGCAGCTGTGCAAGG
AGTGTCGCATCGCACACCCAATAGTTAAGTGTACATACTGCAGATCCGAGTTTCAGCAAG
AGAGTAAAACAAATACAATCTGCAAGAAATGTGCCCAGAACGTCAAACAATTCGGAACGC
CAAAACCTTGTCAGTACTGTAACATCATTGCAGCTTTCATTGGAACCAAGTGCCA
>CLMC2977Contig1
GCGCCGTTAACCCGGGCCTTATGGCCGGGGGGTCAAGTGACTAAGTGCATGTGGTGGATG
CCTTGGCGATTACAGGCGACGAAGGACGTGATAGCCTGCGATAAGCTTCGGGGAGCTGGC
AAATTAGCTTTGATCCGGAGATTTCCGAATGGGGAAACCCACCTCGCAAGAGGTAACGTA
TTCTGAATACATAGGGATACGTGGCGAACCGGGTGAACTGAAACATCTCAGTAGCTCGAG
GAAAAGACATCAACCGAGATTCCGAAAGTAGTGGCGAGCGAAATCGGAGTAGCCCTCGCG
TTTTAGCAGTTGGCATATCAGAACGGAATGGAAAGTCCGGCCATAGCGGGTGATAGCCCC
GTATGAGAAATGTCGATTGTGGAACTAGGCGCGAATAGAGTAGGGCGGGACACGTGAAAT
CCTGTCTGAATATGGGGGGACCATCCTCCAAGGCTAAATACTCGTAATCGACCGATAGTG
AACAAGTACCGTGAGGGAAAGGCAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CLMC2980Contig1
CCCGGGCATTATGGCCGGGGGGTCCAGTTGGTGAGTGGAACAGTGGGGGAAACTCCACCA
CCAACACAAGCAGTAGCAACGGACAACTAGGAAGTGTTTCATGTTCAAATAATACAACAG
TAACAACATCCTCAGGAAGCGAAAGCTTGCTTTCCCCAGTGGGATCCATCAGCAGGCCCG
TGTCCCTAACTAGTAGTAGTTTATGTTCAGAGTCCAGTTCATCCAGTGTTCCATCTCTGA
TGTCTAACTATCCCAAAGCTCCGGGCTTTGAACGTGAGGATCAGATAAAGTGTAAGGGAC
AGACGGAGCAAAAATTAATGGACCAAGATAAGCAGATGCAAAATACTGTATTTTCTGCTG
TGAACCCGTTGGCATCAAGCTTCACGTCCAGCATCACATCAAGTTTGGCCTCCAGTATTG
GATCCGATAGTTCTTCACCCACCACCTTATCCACCATGAATGCAAAGGCCACTCCTTTCT
ATCCAGGGAGCAACACGGTGGAGTCCGTCATCGGTTCTGCTTTAGACCTCAATTTCAGCG
ACATCAACGTTGCATCTCTTGATAAGGAGTTAGAGGAGCAAGATAACAGTTTAGGACTTT
CAAGTCAAAGGGTGCTGGGTGGGTCGGCTCCCGTCAACATTCCCGGCTCCCTGGCGAGGT
CCTCCTCTTTTAATTCCTCGTCATCGCTTTCCACCTCTCCGCTGAGCTCCCTCTCCCAGT



CGCTGTCTCAGTCGCTGCTGTCTGGAGCAGTGTCTCAGCAAAACCATGCCGCCATGTTAA
CCAAGCAGGAACATGGCCTC
>CLMC2988Contig1
TTGTGTTGGTTTATTGCCAGGCAGATCACAGAGCAGTTTGTCTTTAGTTGCTGCAGAATG
AGGTTTGTATTTTTGATTCCCTGTCTTCTGATTGGAGGCATCAGCTGCTCTTCACCACTG
AGAGCTCTTTCCTACAAAAAAAAGATTGTCCCCATCTTGATCGATTTAACCCCATATTAC
AAGAAGGATTTATCACCGATAAATTCAGCTGCATCTCCAAGACTTCTCAGGAGCGCAGAG
GGTGAGGAGGCGGGTCGGCGTGGTGCTCCCCATGGCCAATTGTCCGGTCTTCTCAGTTTT
TTATCAGACTTTGGCAGTGAACAGCAGCCAGTTCTGACTAATGAAAACTCATGGAATCAA
GACAGCGCTGCCAGGTCTCACTCTCGCTACAACCAGAGGAGAGTCCTGTTCAGTCGGTTC
CACTACTCCCCAGCAGTGTCTTCATACGCTCCCAGAGCTCCGGTCCACAGCGGCTCCTGA
CCTGATGAGCCTCATCACTTACTGTGTGTCTGCCCTGCAGGTTTTCCATCCTGCAGGTCC
CTCACTCTCCAAACAGGACTGCAAAGACATCACTGGTCCACAGAGGTTTCCAGGAAGCAG
CCCACGACTGGTCCCCACAGTGACCTGT
>CLMC2992Contig1
ACTTTCCTGCACAGCAGGTCAAAGGGATTTCTTCTCAAATATGGGACTTTTTCTATGATA
CACTCCAGCTAAAGCACCCAAAATGGATGTTTCCCTGCTACATAAATTCTGTTGGATTGT
GGGTCTAACGTTTGTGATTCTGCCTCTTATAAATCCAGGAATGTTATCCGACTACAAGAT
CTGTGGAGATTCTGAGTGTGAAAGCCTAATGAGCAGGGTTCAGGCCATAAGGGACCACAA
GAGTAACGACTGCCGTTTTCTAAGCTTCAGACGTGGAGATATCATTTTTGTCTACCACAA
ACTTACAGGAAAGAGGGAGGATCTGTGGGCAGGCAGTATTGACAAACAGTTCGGCTACTT
TCCAAAGGATGCAGTACAAGAGGAGCAAGTTTTTGCAACCATGGAGACAGCAGTGGAAAC
ACAGAAATCAGATTTCTTTTGTATCGATGAGTTTGGCTACCCCATTGATTCGGATGATGA
CAATAATCAGGAAACCCCAAAACAGGAGTCCAATATCAATGTTATCACTAAATATTTGCA
TGAAACAAATCCTAAAGGCCCCCTGTCCTTTGATGATCTCTCAGCCGAATCATCAGTTCC
AGCACAGCAAATAGACGTCCCAAAGACATTTGGGGATGAAGCAGATCCACCTGAAGAAGT
GCATGAGATTCATGCAGCCTCGAGCAAACAAGGTGGGTCTGCCTCCTCTTCCTGGCTGAG
TTCCTCAGTGACAGGATGGTTTGGTGTGGAGCAACTGGACGAACTGCCAAAAGGAGAGGG
TGAAGATGAGAAGACAGAAAACAAGGATGAAATTTCACTCACCTCCTCTGTTAAAGGATG
GCTGGGTTTTGAGAGAAACAGTGAACAAGACAATGCAGATGAAAGTGTGACAATCCCAGA
CCAAACAACTGATACCATAGCCTCGACTGTGACTGGTTGGTTCAGTTTTGGGGGCAAGAA
AAGATCAGACGATGAAAAAAATAAGCACGATGGAGAAGAAACAGATGA
>CLMC2997Contig1
TTAACCCGGGCCTTATGGCCGGGGAGGAAGCATGGGAGGTAATTGGGAATGAGCTCCAGG
TGAGTCGACTAGCTGAGAGGAAGGATGGTGGCTCAGAGACATTAGGAGGAGGAAGAGGAG
TGGCGCAGGTGCTCCGTATTTTGCCTTGTTAAAAGGGGAGGATCCTTGAACAGCATGGCA
ACACAAGGCTATAAAGAGTGAGGCACACCCTGCTGTGGCAAAGCTTTAAGTCTCCTCTAG
CAGCAGCACCAGCAGCAGCAGCCATGCTCAGCCTCATCAAAGTCCCTCAAGTTCTCACCA
TCAACCAGGTCCCCAAAGTTTTCCAAGAGGACTGCATCATTTGAGGATACCGGCAGCCCA
GAAGCTCAGCTGTCGACTGCATCCGCAGCCTCTTCCAGCTGACCAATGAGACGCTCAACA
TCTGGACCCACTTTCTGCCTACCTGGTACTTCCTATGGAAACTGGTGACTGTGGTGCTGA
TGCAGACTGCATGGCAGGACTCCCTCACCTGGCCTCTGCTGGTCTTCCTCTCCTCCTGCT
GCATTTATCCTCTGGCATCCAGCTGCGCGCACACCTTCAGCAGCATGTCGACGCGGGCTC
GCCACAT
>CLMC2998Contig1
CCCGGGCCTTATGGCCGGGGGGACTCAAACCCAAATTTCAGTCATATCTACAAACCCCAT
ACACCCATCAGGTCAGTCTCCTCAAAGTCCTGAGGACAAGCCAGAAGCAGCTGACCTCAC
TGGAAGAACCAAAGAGTGTAGTCCATCACACACTTCAAGCCCTGTTTCTGTCATTGTCTC
TCCTGTCCAAGTGCAACTTAACGGGTCCGACCTTCCTGGTGATACCTTATCCAACAGCAG
CAGCAATTTATCTGCAATCCTCTCTACAAGTCTAAGTTCTAGCACTTCCACCTCCTCCCC
AAACTCTCCTCTTGGCTCACCAGAGCAGTCTTCTCCTAAGTGCCCCACATGTGCTGTAGA
CACAACAGAACAACGACTGACTCCCGACAGAGACAGCTCAGCCAACACCAAACCTCCTTC
ACCTGTGCCGGATGGATACCAGACACCCACTTTCCCAGTAGCATCCTACTATTACTCCTT
ATTAAATGTCCCTCATGTCCCGTATACTGGGTATACCGCCATAACAATTCCCGCCATCCA
GCCTCCGTTACCAGAGAAGAAGCGTCTATCCTCTACATCATCGCCATCCCCGAATGGACA
CAGTCCTACTTTCTGTGTCTCCTCTGCTTCTTCACCCACACATCATGTTACTTTTTCCCC
AACTGTGGGAGAGCAG
>CLMC3000Contig1
GGGGGAGGACCGGAAGTTCCGCCGCAGAGCGACAGACAAACGGCTTCGAGGTTCCGAGCC
GCAGGTTTTGACCCGGTTCTTTGGAGTTCTCCGTCTTCAGACGCTTCCTCCCAACCATGA
GTTACTCCGACTACGACTCGGACGGGTACCAGTCCCACGAGGATGAGGACTATGTCCCGT
CGGATGATAACCTCAGTGAGGACGACATGAACGAGTGCGAGAAGGAGGACCCTCTACATC
AGGAGGATAGCGTTCCACATCCTGGCAGGAAGAAGAAGAGGAGGAAGGATGTTCATATGA
GCAGGAAGCGCAGGAAGTCCGAGGAGGACGGCAAAGAACGGGCTGATCCACCACAGGGAG



GTGATGAAGATGAGGCCACGCAGAAGAAAAAATCTGATGATCTTTGGGCCAGTTTCCTGT
CTGACGTTGGATCCCGGGACAAAGCCCCCGCAGAAGAGTGTCCCCCCAGAAAACAGGAGA
CTCCGTCTTCAGGCCTGCAGCCTCAGGCTTCCACTGCACAAACGAAAACATCCCAGGCCG
ATAAAGTGGTCATCACCA
>CLMC3005Contig1
GGGGGGTTTTACAAAAGTGGTAACAGCGTGATGTGTGAATGACCCAGTCGAAGGGATGGA
TACCGACGCCGGAGTGAGTTTAATAATAATGTATGAAGACGAGTCAGTGGATGTTCGTTA
CAGAGACGGAACGCGGTTGCAGCTGTCCTCGTGCGGAAGTGAATTTTTGCTGGAGAAACC
CGCAGACCCTCGCGGACATCCTCCACAGCCCACAGAGAGAGTACGACAGAGGACCAGGTT
CACTGTCAGTGCATACAAGGAGCTGGTTGTTGCTGCCTTAGAATTTAGAAATAACTATGC
AAGTCGACCGTATCTGCCAGAAGAACTCATCTCTGCTGACAAAAAGAAGGGGTTTTTCTT
TGTGGAACAGTGTGTTCAATGGCCTGAGAGGTCATCCTTTCAGGCTGAGGACAGACCTGG
GGGTGAGATTGGGATTAAGTCGGAGGAGGACCGAGCCGCGTTGATATTGTCACCCTCAGG
TGAAACGTTCTCGGTGGAGTTCACATGCAGCTTGAGTCGGGATGAAAGTCAGCGTCCCGG
TTTGCAGTGTTTGGACGGCACAGACAGTCAGACACAAGCCTGCAGTCTGATCTTTAACAG
TGTAGAGGATTGCACTAAAATGCTGAGTCAGAGTAGAGTGAGC
>CLMC3008Contig1
TATGGCCGGGGAAACCGCAGCGTATCCCAACAATAGTTGTGGTTCTGCTTGTCTGTGTCG
CGCAACAGCTTCGTAAAAATGTCGCAAAACCGTCCAGAAAAAGACGACCCCGCGTTAGAC
GCTAAAAAGACAATCTCTCTGCCCATCTCTAGAGTCCGGTTGATCATGAAAAGCTCTCCA
GATGTCTCCAGCATCAACCAAGACGCTCTTTTTCTCACCACCAAGGCTACAGAGCTGTTC
GTCCAGCACCTGGCTCTGTCCTCGTTCAATAACGGCTGTGGGAAGGAATCGAACTCGCTG
TCATACAGCGACCTGGCGAAAACCGCAGAAGAGACCGAGACTTTCCACTTTCTCACAGAT
ATTTTGCCCAAGAAGATCTTGGCTCGGGATTACTTGAAGTCTTTGGAACAGATGCAAGAG
GAAGATGCGGATTTATAGGAATAAGCTAATCTGTTTGAATAGTTTTTACTCAAAAGGGGC
TTTCCCAAAGACATTTACTGCTTTTAAAATTACAAGTAGAGGAGTTGCTTCGTGTTCAAT
GAGGCTACAAAATCTCTGTATTTAACACAATCAATACAATATGAAGCAAGATGAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAANNAAAAAAAATTTAAAAAAAAAAAAAAAAAAAAA
AAAAAA
>CLMC3009Contig1
TATGGCCGGGACCAAAATGAATTGAAAATGTTCAATGGCTCTTAACATTGGGGCTCTTTT
CACTATATTTGTTGTATAAAACTACCAATACTGGACTGTCAATACACTTTCGTATGTCAG
CCACCTGGCACTGGTTTTTGTGCTACCCAACCAATCTAAAGGAACTGACTTCTGAATTTT
TTGACTTTTCTTTTGGATTTTTAAGCTAATTGCTGAGGTTTTTACCTCTTGCACCTCGCA
AGCTCTTATCTAAGTGCCCACCAGCTCATAATGTGTGTTGTTCATGGTCTCTCGTGGAAT
CCGACATATCTCAGTTTGTGTAGGTGTATTTTTTTTGTTATGTGTGATGGATACTGAAAC
AGCGAGGGAGAAAAAAAAGACGTTTTACTGTCAAATGTGACAATCGATGTGGAAACAGAG
AAATACATGATAATCTCTTCAGGACACCAAAAAAAACAAACAAAAACAAGCCGAAACACA
CAGCTCATTTTTTTCTCAACTTAACACACTTTTAAGTGCTCAGCGTCAACAGGTCCTGTA
GCAGAAGAGATCGGTCAGTCAGGAATAAGTTTGCAGAAGGTTAATATTAACAGTGTAACC
ATGTTTTACCTGTCATTTGTAACACGTGTAAACTGTGTCTGTCTCTTACACCTCTATTTA
AATGTTCA
>CLMC3011Contig1
TGGCCGGGACCGACCCCTCAGAATGACCCGAGATCTGCTCAAGTCTGAGACCTGCTGCGT
CCTCATCCCCGAGCTGGAGTTCGAGCTGGGCATGGGGGCTCTGGGGGGCAAATTCACCAC
CCTGGAGGGTCTGCTGAAGGACATCAAAGACCTGATCGTGGTGAAGAACCCCTTCATATG
CGGGGACAGCACCACGGAGGATCGACTGCAAAAGCTCACCCAGTTCGGGGAGAAAATAGA
CCAGATCGTGGCGGGAGAAATGAAAATCCACGTCATCCTGGACGACCCCGCCGGGAACAG
CTACCTGCAGAACGTCTACGCCCACGAGGAAGACCCGGAGATGACCGTCGAGAAATACAC
CCGCACGTTCGAGCAGAACGAAGACCTGGGCTTGAACGACATGAAGACGGAAGGCTATCA
GGAGGAGAAGTGAGGCCCAAAAGAATGAAAAAAACATCTTTATGATTTCTGTAGAGATTT
CCTTCCAGGTTCATCTTTTTAAGTTGCAGACTGGGAAGATGGTTGCTTCCAGAAAGACCT
CTGAACTGTAAAAACCTTTTAAGTTGATCGATTGTAAATAAAACGCAACGTGGAGGTAAC
TGGATCTGTTTGAC
>CLMC3014Contig1
TATGGCCGGGGGACACTCAGAAGCTGAAAGCCTTTGCAGCAGCTAGACGGACGTGAAAAC
ACCCTGAGGATTACTTTTCAGGAGACTTTTAAACTGCGTTTTTTATTTTTCTTCTCCATA
TTTGTTTTTCATTTCAACCGGAGTACAGAAAAGAGCTTTAACACACAAATGGGGACCGCT
TGGATTGCGGTTTTTGGAGTTTTTTTCTTCATTCTTGAGGTCTCAGTTGTGTCGACCACA
CAGGAGTCGCCATGTAAACCTGGATTTGAGTCAGATTTGTTAATATTCAAAGTGAACAGG
AAGCATCTGAAGGCAGGCACAAGACTGGGCAAAGTTGGATTCACTGACTGCACAGATCGT
ATAAGGTTTCTCTTCAGCACAGATGACAGTCGCTTTGTGTTCACTACTGATGGAGTATTA
ACTGTGAAAAGAGCAGTTGTTCTCCATGAAGGACATCTGGACTTTTTTGTCCACTCCTGG
GACTCACAGGGCAACAAAATGACTGTTCCTGTCATGGTCCTGCGACATGGACATCACCAT



GTAAGCAGAGATGCTGAGCGGCACCATGGAGGCCACAGACACCAGAACCATCACAACACT
GAAGTGGATTCTGCCGATACCAAAGAGACTGCAGGACATCCAGATGTGGCCGTCCTTTAT
TTTCCCAAGTCGAGTAAAGGACTGAGGAGGAGGAAGAGAGACTGGGTCATCCCTCCAATC
AATATTCCTGAGAATAGCAATGGACCCTTTCCACTTAAAA
>CLMC3016Contig1
CCCGGGCATTATGGCCGGGGCTGGTTAGCAAACAGTCACTATTAGCAGGCGGTCTGGACC
TGTGCAGGGCAGCTCGAAACAAAGGCCACCATGGTGCTGAACCCAGTCATCTCCAAGCTC
GCTGGTAAACTGGTTGTGCTGGCCAGCGCCTCCCCTAGACGACAGGAAATACTCCGCAAT
GCTGGCTTACGCTTTGAGGTTGTACCGTCATGGTTTAAAGAAACCCTGGATAAGGGTCTT
TTCAAAGCACCTCACGAGTATGCTGTTGAGACTGCCAAGCAGAAAGCCCTGGAGGTGGCT
AGGAGGATGCCATTTAAACACCTGAAAACTCCTGACATTGTGATCGGGGCCGACACAATT
GTTACGGTAAATAGTATGATTCTAGAGAAGCCAGTGGACAAACAGGATGCTTACAGGATG
CTTTCAAGCCTGAGTGGCAAAGAGCACAGTGTTTTTACTGGTGTTGCTATCGTACTCTGC
CATGAGAAAGACAATCAGGAGGTGGACTACCAGATGATAGCCTTCTACGAAGAAACAAAG
GTGAAGTTTGCTGATCTGTCAGAAGATATGCTGTGGGAATACATCAATAGTGGTGAACCC
ATGGACAAGGCAGGCGGCTACGGTATCCAAGCTCTTGGTGGGATGCTTGTAGGGTATGTC
CATGGAGACTT
>CLMC3017Contig1
TATGGCCGGGGGGAAGCGGTCTGCGGTACTTGTTGCCACGTCGGAGTAGTTTGTAAACCC
GGTCGATTCATTGCTAAGCGACCAGAAAACTGTTGAAGGGTTTTTGGGTTAAACAGCAGC
GATGGTCTCCGTTATTAACACCGTGGACACCTCCCACGAGGACATGATTCATGACGCTCA
GATGGATTATTACGGGACGCGACTCGCCACATGCTCCTCTGACCGCACCGTCAAGATCTT
TGATGTCAGGAACGGAGGACAGATTCTAGTGGCAGACCTCCGAGGCCATGAAGGGCCCGT
CTGGCAGGCGGTGACGGCCTTTTGGACTATTTTCCTGCATTCCATCATGAACCTTAGGCC
TCGGTGGTCTGAGCTCCTCGTTCAGACGACGGGCCTTCAGCGCCCAGGGGTTAGGCTCCA
CCAACTCAGCATCTTTGGTCCAAACCGGTTCCGTGGTTCTCTGATCTGCTCCTGTAGGTC
TAGAGGCGAACTTTTCGATGGTCCAGAACTTCCTGGATTGGACTGAAAGTTCTTGATTAG
TTTCCTTAACAGTGTAAATTCTGCTGCAAAGCTTTCAGAACAGAGGTTCTAAAACATCTG
GACCAGATTCTGGAGTTCCGTCCACTCTGGATGGTTTTCATGTTTGATGTGATTCAAATA
AATGAATAGAAAA
>CLMC3018Contig1
TATGGCCGGGGGTGCAGCTGATCGGAGTGAGAGTAATTCAAAAATGTCGACATGAAAACT
TCCGCTTCAATGTTTGTCAAAATTGAAAGCAATTTCGTCTCGTTTTGACGGAATCGTGAT
TCGACTGTTTTCGCTGAGGACATGTTTGGATGGTGGAGCCTAAATTAAACGTTATGGCTT
CTGAGAGCAGTGAGTCAAATCAATGCTACCACAATGAAAGTATCACCTTCTTTTATGCCA
ACGTCAACAAGACCATCAATGAAAACTGGACGCCGCGGGACATTACAGTCATCGCCCTGG
GCTTGACCGTATGCGTCATTGTACTCCTGGCCAACCTGATGGTGATGGTGGCCATCTTCA
AGAACCAACGTTTCCACTTCCCCATCTACTATCTCCTGGGGAACATGGCCGCAGCAGACC
TTTTTGCCGGCATGGCTTATGCCAATCTGATGTTGAACACGGGTCCCTGGACCGCGGAGC
TCTCCAAGAAGCAGTGGTATATTCGTGGAGCTTTGATCGACATCAGCCTGACTGCTTCTG
TAGCCAACCTTCTAGCGGTGGCTGTGGAGCGCCACCAGACCATCCTCACTATGCAGCTGC
ACAGCAACATGACCAAGCGGCGTGTGGTGCTGCTCATAGTCTGCATCTGGGCAGCGGCGA
TCCTCATGGGTCTGGTGCCCTCTCTGTTCTGGAACTGTGAATGCGACGTTAGCAACTGCT
CGTCTGTTGCTCCTCTCTACCACCGCCGCTTCCTCATCTTCTGGGCGATTCTCAATCTGC
TCACTTTCTTGATTA
>CLMC3020Contig1
CACTCGTCGAAATTTCAGGCTGCCAGTGTCTGGATTGATGGTGTAGGAGAAATTGACAAA
TCTGGGGCTGTTTTTGGGATCCTGAGGAAGCTCTTCGTTGTTGTGGAACCAGCGGTACTG
AGGAGCCGGGAAGCCTTCGTTCTCCAGGCATCGCAGCTCCGTCGACGTTCCTACAGTTAC
AGCCTCTGGCACGCTGCACCGTGGCACGACAGGTTTCACTCTAACTGCAAGACTAATAAG
TATCTCATCAAAGTCCCTTTGATCGTCGATGGCAGCCACCTCACAGCGGTACTCTGCAGT
GTCTGATCGAGTGGTATTGAAGATCAGAATGTTGGCTGGCTCTCTTAGCTGAGCTCTATT
CTCCAAGTCCCCTGCTATCTTGTTTTGAAAGTACACGTAACTCGGGATGCCATCTTTAAT
CTTTTTCCACTCAATCCTTGGGTTGTTTGTTGAAATGGACTCTATCAAACAGGTTAATTC
GATGGGCTCAAACTCATTTGCCCAAACAATCTTGTCCGTGGTTCGGAGGATTACTCCAAG
GGCTGATGGAATGTGGCCTAAACTGGAGTACAGCACAAAGCACGCCACGAGCCCCGCCAT
CGCCATCTTGCAAGCGTATCACTTTACGGCTACAGCTGCACGCAGTCACCACCTCCGAGA
GGTATGAGGATGAGGACGGAGAGCACTGGAGGATGCTGCCATCGACGAGTTTCCATAGCT
ACAAGCGTCCATTGTGTGGTAATGCCCCGAACGCTTTCTGACAGGCGGCGGCGGGCGGGG
CCACGTAGCTCCGCCTCCTCCTTTTTTAGCAAACACTTGCACTAATGTTGGCGCGGGCAA
GTTTGCGCAGTAACACCTATAAGGGCTTTTCCTTCACTTTTATCAGTTAAGACTTGGACT
TTTATGACAGTATAGCCCCAAACCTCAGCCGACCACTGGTTCTAACAGACGCATAGCTCC
AATGGGCCAGTACAGGATGTGCCTCAGCATCACAGGACAAACCACACATGCTTGCACCAT
CGTGGGAAACCCCC



>CLMC3023Contig1
GGCCCGTGGCCGAGACAGAGCATCTTCCAGCTTCACGCTCAGGACTATGGTGTTCCTAAA
ATGAAGCAGGGCCAGCTGTCTGACAGAAGGATCCTTACCCTGAACGGGGTGAAAGATGGC
CTGCAGCATGGAGAGAACATCGCAGAAAAAGAAGTCCCAGGTCTCAGCCAGCGAGTCGAG
CAGCTTCTGACCTTCATAGAACCTGATTTTGTCCCGTAGGATAACCATGCCTTTAGTCAG
CAGCTGGTTCTGAAGATATTCAGTGAAGAAGGACCCCAGCTCTGTCTTCAGAAGATGCCG
CACGCCTTCGTTGAGGGTGTAGAGTTCATTGTCAGCCAGGCCTTTCTTTTGGAAAACTGC
TATAACAGCGTTGTGGATGCTGTTCCAGGTGGCATTGGCTCCTGCCCTCTTCTGCTTTTC
CCCTCGGTCCTCTGGGGAACCTTTCTCACTTTTTGCAAGCTCACTGAGGCTTGGAGAGCT
CATCAACTTGAGTCGATGCAAAGTCCTCCTGATTGGATGCTCGCTGCTGCTGTCCATGTC
TGGGCTCGGGGGAGGAGCCGAGAAGGTGCTGAAGTTGAGGGAAAGGGGTCTGGGGGAGGA
CCTGGAGGCGTGCCTCCGCCGGAGTCCATCAAGCATCGTTCCTGATCCCGGTGCTGCTCC
CTGTAACATGAAACGATCCTGAAGAGCGGAGAGGAAAGCGCCTGTTGTTGGCTCATTAGC
TCATCCACCACAGATCCCACGTGG
>CLMC3027Contig1
CCCGGGCCTTATGGCCGGGGGTTGTAACGGGGGGAAATGACAAGTCAGCTGATGTAGAAT
CTGCTTATCCTCTACTTGGCTCTACGGCGGACGGCGTCGTTTCTTAGGGTGCATTCGTCT
TTTCTCCTTTGTCCCGCAAAAAGAGTCCAGCAGGGTTGAGTTACTGCGACGATGAAGCTG
GTGTTAGCTGCCGAGGCTGCGTGTTTGGCGTGTTTGGTGCTGCTGAGCCAAGCAGCAGCA
GCAAAGAATTCCGAAGACGTTCGCTGTAAGTGTATCTGTCCACCTTACAGAGGCTATGAG
GGACATATCTACAAACAAAATGTGTCTCTCAAAGACTGTAACTGCCTCCATGTGGTGGAA
CCGATGCCAGTGGACGGCAAAGATGTGGAGGCCTACTGTCTGCGCTGTGAATGTAAATAT
GAAGAGAGGAGCTCAGGGACTATAAAGTTTACCATCATCATGTACCTGTCCATTTTGGGC
CTGCTACTGCTCTACATGGTGTACCTGACTCTGCTGGAGCCCATGTTGAAGAGGCGGCTG
TTTGGACACTCGCAGCTTATCCAAAGTGACGATGATGCTGGGGACCAGCAGCCTTTTGCC
AATGCTCACAACGTTCTGAACCGATCACACTCCCGACCCAACATGCTGAACAAGGTGGAA
CACGCTCAGCAGCGCTGGAGGAGGCAGGTCCAGGAACAAAGGAAATCTGTGTTTGACCGC
CATGTTGTCCTTAGTTAAACTGC
>CLMC3032Contig1
TAACCCGGGCCTTATGGCCGGGTACCCTGATCGTGACAGAGACTCTGGAGGACTGGGAGG
ACTCTGTCAACATTGGCAGGAAGAGGAAGTGGTTTAAGATTGATGAAGCCATCGAAGAGC
TGCAGAGCCACAAGCCTGTCCACGCAGAGTACCTGCTGAGACTCGCAGACTCCTGTGGTC
CTTTTCGTGTCTATACCGCAAGTACCGACAGCTGTCCGTGCACTCGTGTGGCAGAAAACG
GTGCATCCCATTGCTTTGTTTGCTCCACACAGGGCTCTGATCTGGTCAACAGATAAGACT
CACTGCAGGCAGATCCACCGAGAGGACTGTGTTGGACTTCATGGTCTGAGATGATTGCAT
TAACCCTGCCTTTTAAAATGTACAGAATGAATTTATATCAAATCCAAGTTGAATTGGACT
AAAGAGATGTATGATTCTTTATAAATGTATTTATCAATTTCCTTAAATATTTTCCAACTG
CAGTTGAAGCCAAGCATCTACTTAAAATATCAGGTGGATTAACTTTGCTGTGCATATGCA
ATGTAAAGATATTACAAGAGAACTATATGTTGGGTTGAGCTGTCAGGGGTTTTCATAAGA
TTTGTACT
>CLMC3033Contig1
TATGGCCGGGGACTTCCGTAATTACAAATGACCTGAAATGTTGCGACTGCATTCTGTGTT
TATAATTAAAGCTGTACTTTTCTATATGTATATATTCTGAATATTTACGTGTCACTCAAA
TGTCTGAGACTAAAGTTTCCACGAGTGTTGCTAAAAAACAGCATGGTCGTGTGAATTGTG
AAAATGCCGGAAAGTGCGAGGAGGACTCTGCCGTAAACACTCCTGAGCTCGCGCCCAGTG
ACAGCAACAGTTGTTCGGACTCAAACGCGAGGAGCAGGGTGTTGAAGGAGGTAGGATTCA
CCAGCACCGCTTTCATTGGTCCAGCATTTCCTCCTCCATCATCATCTACAGCCAAACGTG
ACATTGAAGACTGTCTGGATGAGTTTTACAAAGAGCTAGAAAAGAGCGATATACCTGATG
GAGATGCTGGAAGCCGGGCACAAACAGGCAAAGAGTCTCAGGATGCGCTGAAAGAAAAAC
ATGTTAAATCAACAGATGCTGAAGAAACGGATCTCTACCTGAAGAACAGACAAAGATCCA
GACATCACTGGTATGGAAATGAACCGTACCAGTGGACAAGACCGAGGCCGGTGATGAAAG
GCATTTCCTCCTCTGACCCAAACCAGTGGCATTACCCTCAGCCACCAGACATGCCACATC
ATCTCCCCATGTACCACAGGCCACCTTTCCCTGATCACACAAAGCCATCAGAGGGCCTTC
ATCG
>CLMC3034Contig1
ACCCGGGCATTATGGCCGGGGACAATCGCCATTGTTTTGCTAACGTTAGCCGTTGTCCAA
ATTTAAGTAGCATGGAAAAGGCCACACTTTTTCACGCTTTCCTGTATTTATTGCTAAACT
TGGGTTTTGCGTTGTAAGCCAAAATACGTTGGATAGACACAGAAACTACGTAGATCGGTT
TGAAAACTAATGTTACCCGGACTTTAAGGTAGCTACAGACTGAAAGACCCGGCGGTGTTA
CGGTACGACATTTTTTTAAATACGAAATGGAGACAAAGTATCCCACCATGAGAAGGCCCA
AGAGGAAACTCTGCTATATTACAGACAAGGAAAAAGAATCAAAGCAATGGGAAATGCCTT
TGACAGTGGTGGATGTTGACAAGCTATTTGATGACATTGATTCATGCTGGACTGATCTTC
AGCCACCGGCTGCCTTGCTCGAGAGTTCTGATACTGAGGCAAATCAGAGCGAAGCACATA
GCTCCAAAGAAGACGACAAAAGTCTTTCCCCAAGACCAGCAAGTTCTAAACTGGACATTG



ATTTGAACTTTCAGTCTGAAACGCATGGGCCAATAAAGACCTCCAGCCCCATTGAACGAG
ATAT
>CLMC3042Contig1
ACCCGGGCCTTATGGCCGGGGGTGGGATTTTAAGTGTCCTGCTGCTTAATGATATTTTTT
TGGGCTGTGTCTGTAAAATTTCACCTGACAGCTTATTAAATATGGGAGAAAAGTTGCAAA
GTCAAAAAACCTATTCCTGCTCTTTTTCTGATTGCAAATCTACATTTGGTGAATCATGGA
AGCTGGAGGCTCATATGTGCAAACACACAGGATTGAAACCCTTTTCCTGTGGAAACTGTG
ACGAGAGATTCTGTACTCAACATCAGCTCACCAGGCATGAGTTAAGTCATAGTGATGAGA
AGCCCATCATGAAGAACCATGTATCCAACACCCAAGAGCTCCAGAAAAAACACTTTAATT
GTGACCATGATGGCTGTGGAAAGGAGTTCCACAAAAGAAACCAGCTGAAAACTCACATGT
GTGAGCATCAACCTCTGTTACCCTTTCCTTGTAGGTTTCCTGGATGTGCCAAAGAATTTC
TCAGCAATGGAAAACGGAGGCACCATGAGAGAGTGCATCAAGGTTATTCCTGCAACAATG
AAGTGTGTCCCTTTCAGGCTAAAACAT
>CLMC3053Contig1
CCCGGGCATTATGGCCGGGGGCCAGTCAAACTGGGATGAAGGTCACATTTCTCTCCCAAA
CTGAAGAAGAGAAGAGCTTCCGGTTAGATTAGTGATCAGACATTACGTAAGTCCGTTCTG
ATTACGGGTGTTTTGATTAACATCGAGGGTTGATTTATCCAAATTATTTATTCACAACGC
TTGTAAAGAATTTAAATCGCCGTTATCGAGTTAAATAATCACTTCCTGTTTTATATTTAG
TGTTTGTTTGAAGTGGGAAGCTAGCCTTTACTTTCCAGGCTAGCAGGCTAATTCTTTGGC
TATAATGGAGGGTAGCGCAAGCGTGAGGAGAGCGTTGTCCGGGACGCTCGTTCCCTTAGC
GATCTCTACAGTAGCTCTTCGTGAGCCCGAGCCAAAGGATAAAGGAAAGCTGAAGAGAAA
AGTCCTCGATGAAGAGGAGTACATTGAGAGCTTAGAGAAAATCATCCAAAGAGACTTTTT
CCCAGATGTGACAAAATTGCAAGCTCAAAGGGATTATTTAGAAGCAGAAGAGAATGGAGA
CCTTGAGAAAATGAGAGAGATATCCATCCGATTTGGATCTAATTTGACCAAATCCACCCC
ACAATCGTCTGCACCTTATGTGACCCCAGCCAGCTTTGAAACCCCAGTGGGCTGT
>CLMC3056Contig1
AGACAAGGACTGTGGACAGGCCGACTGCTGCTATAGTGTTTCTTTTTTATAGACAGGTCT
AGCACTCCATCTTGTTCACTGGACTCTGCAGGGTTTTTTTTGATGGTAAGGTCAAGAGGA
GCGTCCTGGTCAGCCATGAGGAGCTTGCCTAGGACGGGGTTCTGGTTGGGCGCTGTCTCG
GTGGCTAAAGCAGCAGGGCTGGTGAGAGGCGGAGCCCCTGAGAGCAAGGCTTGACCAGGC
AGGCTTTGGTCAGTGTGGGGCATTGGGTCTGGGTGACTGTTCTGAGGGCAGCTTGTTTTG
GATGTATACTCTCCAGCGAATTGACTAATCATTGTCTGAAGAATCTCTGCAGCCACTATT
GGAATGCGAGGGTCCGAGAAACTTGGTATGTCTTTTCTGCAGAAAACTGCATTGAGAAAG
TCTTCCGTTTGTTTCTCGAGTTTGCCGATTGCGATCTGATCTTTAACGAGGAGAGGCTTC
GCATTTCCTTTAAGTCTGCTCTTATTTACGCCCAGTAAGTGTTCTTTTACTTTACTTCTC
CTCAAACAGCAGAACAGGCAGTTTTCGTGGAATGACCAATCCGATGCCACATGCTTAAAG
TCCTTAAATAGTTTTAGGTCTTCAACCAGTTCCGGCCCAATCAGACCGTCAAGAATGTTT
TGAAAACCTACACAATGAATGAGTTTGTGCCGCCACGAATCAAGTTCCTGCCGAAAGCCG
CGCCTGTCGATTGTGCATTGCTGCGTTTCGCAAAGACTCGCCAT
>CLMC3059Contig1
CCCGGGCCTTATGGCCGGGACACCACGCCCACCTCGTCTCTGGGGGAAGGCAGCAGCCTC
GCCGTCCTGAACCCTTTTCCTGCAGCCAGCCACAACCAGTCACAAGACCCGGCTGTGGTG
CAGCAGGTCTTCCTCACGTCTCTTCCTTCAGTCGCTGCTCAGATCCCCGTTTCTGCAGTC
CAACTACACCCGATGGTCATCAGCCTGGATGCTCACCAGCCAAGGGACGACTGAAGGTCA
CGTGTTCTGGACCATCATGGAAACACAGCAGAAGTCTTCAGTGTGTGATAGACGAGAGGT
CACACGTTCTGTAGATGTCACCTACCCGCTCTGCTGCAGAGGATGATGGAGCTCCATGAG
GCCCACGGGACTGGGTCTGCATTCTGTGCTGGACCTGCACAGCTTCTTCTGGTTCTTTCG
GACCCTGGTCTTGTTTACAAACGGTCCTCCGGTGCGTTCGGGGGCCGGGTTAGCTGTAAT
CTGATCAGAGCTCCCTTGACTGCTGTGCCCAGCAGGACATTTGAGAGTTCATCAAGCTGG
GATTGGCCTTCATCCTGCTGTGGTGATGAAGAGTTTTGGTTTGAATCAAATAAAGCGGGT
CTGGTTTCTCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CLMC305Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTGGCTTTTAAGCAACAAGCCTGTTTATTCCAGCAC
ACATACAGCTCAAACAGCATGGAGGGTCACTTCAGCTTCCAGCCCTCTGACTCAAGGTTT
CACCCTAAGCTCCCCACTTCCCATGAGCCTTAGGGGCTGACCCCCAGGTCGCTACACTGC
CCCCACCTAAGAGGGTTAGTGTCCCCACAACCCTCACATAACTGCAGAACGGAACAACAC
AACACAGCAGCAAAATACTGGAACACACTGGCTGAAGACTCAGTTGCACAATCCTGGGTT
TCATCCGCCACCGAGTACAGTCCTCCTCTTAACTAGCCGGGTTAGCACATCTGCAACTGA
CACAGTCCCATGTCAGTATGTGCCCAGCCAGGAGAATCAGTCCCCGCCTCCGTGGAAGCA
CCGCCATCAGGGTGCACGTCACCATGGGGGAGTAGACTCTCTCCAAGTGAAGAGCTGCAC
ACCAGCAGCAGAAGGTCCCCAGGCATCCCAGGCGATCGTCGTCGTCAGTACGGCGGCGAG
ACTCCAGCTGCTGTAGGGTGTGCTTCGTCAAACCCTCCTCCCCAAAGCGAAGCTCTGCTG
TCCGCGCTGACAGGTCTCGCAGCTCTGCAGATGGGAGGTCCAGCAGTATAGCGCCGTCTA
ACGCCAGGCCTGGGTGTGTGAGAAGTCCCCTTCAGCGTCTAGCTCTCATGGCCAGTCGCC



AGGTTGACCTGAGCCAGGTGTGGTTCCAGCGTTGTTGAGCCATTGCGTCGTGAAGGTTCA
GCTGGGCTGCTCACCGTCATCACAGTCTAGTCCGGATGTTTTAGCGTTGGTGCCGGGCAG
GGCCAGGCTGCGGATGACGGTGGGTGCTCGATCCATCAGGGTGGTGTTATCGCCCTTACT
CCTCCCTTGTCCCAGACTGCCACCAGGATCAGCTGCTCCGTCTCACCCTCCATGGTGATG
CTCTCCACGGTGTAGCAGCGGCTAAGCATCCCACTTCTGACACCAATGTAACGATCCAGC
CAGACCGTCACTTTCGTGGGGTAGCTGAAACCAAATGCTAATTTAGATGGCTTCATTGGA
GAGCTGTCCGTGCCCCATACACCGCACGACCCCGGACAGTCTCAGGGAGGAAATAAACAG
GCAGAGCACCAGAGATTCCTTTCAGCACAGAGCCCGTTTATTCAAAGTACCCCCGGCCAT
AAGGCCGGGTT
>CLMC3060Contig1
AGATCTGCTCGCCACTTATGCTTTAAGTCTCATGTTCTCTTGGACAAGGTCTACATTTTG
AGAACGCAGGATCTTATTTGCCTCTTTCAGTTTGTCCATGTCCTGCTTTATTTGATCACA
AACATCTGTGGCTGCTTGCAGCTTGTTCTTCCATTCCTCTACAACAAAGTGAGGGACCCT
CTTTTCATCTGCTTCCACTGCATTTATGCTGGTAGGAAGCAATGCGGTCTTCAGCTGGGT
TTCCAGATTTTGAGTTTTGACTTTCAGCTCCTCGTTTTCTCTCATAAGCCCTTCGATCTC
TTCCTCATACTCCCGTAAAAGCAGCTCTCCTCTGGTTTTACGGAGACATTTTCTCATGGA
TGTGTTGTCACTGTGATCGCCTTCATTCGTCCCCCCGATGATCTCTCTGCACGGACTCTC
TGCTGTGATGGGCACTCTGCAGGTGGGACACTGGCCGGCTTTCTTTAACCACACTTCCAT
GCAGGACGAACAGAACACGTGGTAGTTGGCACAAATGACCGGCTGCCCGACCTTTCCGAG
GCAAATTTGACAGGAAATGGGCAAAGTTAGAGACAGAGTCGATGCCTGATAATTGAGCGC
CATCGC
>CLMC3067Contig1
GGATCCTTTAACCTGAACAATCCCTTTTCTCAAGTCCTCCATGTTGAGTGTTCCTTTGAG
CCTGAGGACATGGCTTCGTTCAGTCCAGGATTCAAGCCAAAGTCTATTCTTTGCTCGGAC
TCTGAGAGTGAACCCTTCCATTCTCAAATATATGGTATCAACCGGACGCAGTACAGGGCC
ATTCGCATTTCTCCCAGGACCCATTTCCGACCAATATCAGCTTCAGAGTTGTCTCCTGTT
GGAGTAAGTGATTCAGAGGCTGAAACTGACAAAGAGGAAGCGGGTTTTCCTGCCCTGGCA
CCGGTGGATGTCTTTGATGATCCTCAGGCAGACCTCAAACCTCTGGAGGAGGATGCAGAA
TGTGAGGGCCCTTACTACGGGAAGTCTGAACTGGAATCTGGTAAATTCCTACCCAGGTTA
AAGAAGTCTGGCATGGAGAAAAGTGCCCAGACTTCTCTGGATTCGCAGGAGGGTTCGAGT
TCCCTCCTGCCGATTGCTGAGCAAGAGACTTGCTTAGACTGCAAAACGGCAGCAGCCGCA
TCGAGTGCTGGAGGACAGACGGACGTTTCTGTTGGAAAGGTTCAAAGAGAAGAATCTGCA
GCGGAAAAGCAGTCCTGTTTGAGTTCACCAAAAGGTCCCATCCCCAAATACGGGATGGCT
TATGACTTTGTTGGTGATGTACCAGAGTTTTCCCTGTTAAATATTCGTGGACAGGGAGGA
ACAGAAAGCCAACAAAATGACTGTTGGTGGCAGAACACAATCTGCCCTCCCCCTTTTCCC
TGGATCCCAGTGTACAGGGAGCAGCAACATTTGAATACTCCAGTTCTGCAGAGGACGCCT
GTCTCTGAGAGCAACTCCTCCACTCTTGTGACTGGACATCTTCCAGGAAAGATTTAGGAT
CATCTGAGAGCTGGGAAAACTTGATGTAGGCTAATTTTCTGAGACATGTCTTCAAACCCA
AACAATAACCCTGTTGGGTTTCTTTTACTAACTTA
>CLMC3071Contig1
CGGGGACGACGTTTGCGTGACGTCACGAGGTGCCGTCAAGCGAAGCTTCTCCTAGCTTTG
TTTGTTGAATTTGAAAGGATTTTGACGGATTCATCCCTTCCGAAACATTTTTCTGTATAT
ATCGGGCTGGGAAAAATAGGTTATCTTAATTAGTCTCGCTACGATGACAAATGAACTTTA
ATAAGCCCCAGAAGTTATTTAGCTATAGTTAAAATGCTGCTAATTTAAAGATAATTGTTG
GATTTCCTGCGATTGTGGCACCAAAACTACTGTTTAGGTTTCTGTGGATTCAGTGGATTG
CACGCTAGTTTGGAAAACTTGATTAGCGTGCAATGTCCGCGCAAAAAGATTGTGAGTTTT
TGGTGAAAAAAGCTCGGGAGCTGGTCTCTGTTGATTCCTGTGCAGCCAAAGCGTGGCTAA
TAACCGCAAGAACCCTTTATCCTACAGATTTCAACATTCAGTATGAAATGTACACCATTG
AGCGCAATGCAGAGAGAACAGCACCCGCCGGCAGACTGCTGTATGACATGTTTATAAACT
TTCCTGATCAGCCCATTGTTTGGCGTGAGATCGGTGTCATCACTGCTGCGCTGCGCAGCG
ACTCCCA
>CLMC3074Contig1
TTATGAGATTAACAGCCACTCCCACAGCAGCAGTGATGAGCATGATATCTCCATCTATGC
TGAAGTCTTGGTGAACAGTCCTCTGAACCGCCTCATAAAGTAAAACACCAGTCAGGATGT
AGATAAGCACCACACTGAGCACGGCTGACACCACCTCAAGTCGATGCAGACCGAATGTGA
ATCTTTTGGTGGGCGGTTTAGTGGAGAGCCAAAGGGCCAGAAGAGAGAATAAGATCCCCA
CTACATCTGCTAGCATGTGCACTGCATCAGTCATTATGGCTAAACTGTTTGACACATATC
CACCTATAATTTCTCCAGTCATGAACAAAAAATAGAGCAGAGCTGCGATGACCAGCCTCT
TCATCACTCTCCTGTGTTTGATCCTCTCCCTCTTCTTGGTGCAGTTGTCACAAGGGTCCA
TGTTCAAGCCCGGACAGCCCGAGTTGGAGGACGAATCCAGCAGGGAGTCGTCATCGTCCG
CCACTAATGTGCTCACCGTCACTCCGTTGGACGGAGCCCCGGCTGCATAGTCCGTCATCT
CCCCGGAGACCACCACCTTCAGCTTGTTGAATTTGGGGGTCTCATCTTCCACTAGCTCGT
CGGAGAAGTCGAAGGGAGCCGCGTCGCTCAGGTCCCAGTCACTTCGCTCCCTCCTGAAGG
CTGAGCGCACTTTGCTCAAGAGGTTCCCACCTGACATCTTCACTAGTAGGCAGCGTCTGA



AGTGGCCGTCGTGTCGTGGTAATGATTCACATCTTCATAGGCCAGGGGGCGCCATGGAGG
AAGCGCAGTTCAAGTTCCTTCGTGATGACGCAGCGGTCACATGACGCAGTCTCCAGCGTT
GCTGCGACTCCCCCCGGCCATAATGCCCGGG
>CLMC3076Contig1
ACCCGGGCCTTATGGCCGGGGAGAGGGAAGAGGACGAGGAGGAGGAGGCAGACTGCTGCT
TGGATAAACCGCACAGACAGACAGGAGAAGCAGCGCAGAGGATGGCTACACTTGTAGAAT
CCGTAGAAATGGAGGTTCTGGGCAGCAGCATCGGAGCAGCATCCTCCAGTCCGTCCCATC
ACTTCAACGACGGCAAATTCTACCTGCTGGTGGTGATCGGGGAGATCACCAGCGACGATC
AGCTCAAGTGTGCCATTGCAGACATTGAAAAAGGAATCCGTTCCTGGGACACAAATCTGA
TCGACTGCAACCTGGACCAGGAGCTGAAGCTGTTTGTTTCCAGACACTCTGCTCGCTTTT
CTGCAGATGTCAAAGGACAGAGAATTCTTCACCATAAAAGTCCTGTCCTGGAGACCGTGG
TCCTGATAAACCCCTCAGATGAAGCCGTCAGCACCGAGGTTCGCTTGATGATTTCAGACG
TGGCCAGACACAAACTGCTGGTTCTCTCGGGGCAATGCTCTGAAAACACCGGAGAGCTGA
TTCTTCAGTCTGGATCTTTCTCTTTCTTCAGTTTCATTGACATATTCACAGATCAAGAGA
TTGGTGAACTGCTCAGTACCATTCACCCAGCAAATAAAGCCAACCTTACACTCTCTTGCC
CTGAGCAAGGCGACTGGAAAGATTC
>CLMC3077Contig1
GGCAAACGGGACGTGCTTGTGTCCCTCTTAAGCCAGGAGTGGCTGTTTGGAATAGGGCGC
TTTGATCATAGCTTTGCTTATGCTTCTCACTGCAGACAAACATGAGACCAAGATGAAAGG
GGTCATTTACTTCCAAGCCATAGAGGAGGTGTACTATGACCATTTAAAGAACGCACACAA
AGTAAGTCTTCTCGGTTTCTGCGGATGTGTGTGTATGTTTTCAACATCTGCCATCTTTGA
AACTGGCCCCTTTTAGTGTAAACACTGAAAAATCTGTTTGTCCTCTTCTCCTTCCCACAC
ATGCTTCTCTTTACATCTCCCTCCTTAATTACCTTCCTTTTATTCCATATTTTTTCCTTC
ACACACCAGAGCCCCAATCCCTCACTGACCTTCAGTGTGAAGACCCACGATCGGGTGTAC
TACATGGTGGCTCCGTCTCCTGAGGCCATGCGTATCTGGATGGATGTTATTGTAACGGGT
GCTGAAGGACACATGCATTTCATGGTGTGACACTTTATTTGGTTAACATTGAGCCCAATG
GGAAAACTTGCGGCTATCTGTTTCTATCGAGGTTGATGCCACGCAGAGTTGAGATGGATC
TATATCAGGTTAACTAAGCAATGAAAATACTTGAGAAGATCTGCCATGTTAGCCTTAAAG
ACCCACTCTGATCATCTTTTGATCTACTTTA
>CLMC3078Contig1
GCTGTCCAGCCAGCTCAGGGGAAGCAAATAAGAGCTGATTAACTCCAGATCCATCTGGAG
TAGCAAGAATGACCTTGTTTGGTGAGCCGTCCTGCTTGGCCAGAATCACTTTGCCGCTCG
AGGAATAGTCAGCATTTGCTAAGATAAACTGCTGCTAACCAGGGGAGGGCGGTTCTATGG
CAGTGACGATCTGGATCTTCTGTCCAGTCTGCTGATCGGTTACAATCTGGATTCTATGTC
CCAAAGCTATGCTGTTGTCTGAAGACACAAGCTGTATCCTTTGAGTCTGTCCATCCATCC
TGATTCTACACACACCTTCCTCTATTGCCCCTTCACATCAGTGCAACCTACTTCCTGAAC
GCAACTTTAATTACCGAGTTCTGGACGATGATGCTCCCAGGCTAAGTTAGCTCTTTGCTA
TGTTGTAGCTAATGGCAGCTTCGCTGCTGCGAAGCACCTTCCTTCCTGTTTACAGGCAGC
TCTCCATAATGAACCTCTCCAGGTTCCCCGGCCATA
>CLMC3080Contig1
CAGAGCACGAGGAGCACAGCAGAGTCGAAGTCCCGACAGAGGAGCAGAAAACAGTTGAAG
CCACGCCAGACAAGTTGCTGTGTTTTGGTTATGTTTTAAGTTTAAGAAGGCATTCCCTTT
TCACACCTGCCATATATAAACGGAAGAAAACCCATCTTGGCGTCTGTCATTCCTTGTGTG
GAGGTGTTTAACTGACTGGATAGTGGGAAAGGCTTCCATGAGTCCAGAACAGTGAAAAGG
GATACCGTTCGACAAACTTCTCAACCACGGCTGCCATCCCTGTTCCAGGATCAGCTCGAC
ACATGCAACAATATCAAGTTGGTAAAGACACAGCAAATCAACACAAACTATGGAGGAAGT
CGAATTAGAAGTTAGATCTGTGGCTTCACGATCGAGCAGATCTTCAGCGTCGAGCGTAGC
ATTAGCCGCGGCTACAGCACGAGCCAAAGCAGAAGCCGCACAGGCCAGAGCCGCTTTTGC
AAAGAAAGAAATAGAGATTAAATTGGAAAAAGCCAGACTAGAAGCAACACTTCATGCATT
GGAAAAGGAAGGTGAAGCTCAAGCTGCAGCTGCAGAAGCA
>CLMC3081Contig1
TTCAACTCCTGAAGAAGTTTCTAAAAAACCATGTGATTGAAGATGTGAAAGGTCGCTGGG
GTACAGAGGATCTGGAGGACAACAACATTCTTTACAGATTTCCTTCCACGTCTCCTTTAA
AGCCCATCCCCTGCTTGGCTCCAGCCACCAGTACTATTAGAAGAAGACCTTCACTCAGGG
ACAAGGAAGGTTTCTTTAAATTCAAATCCGTAAAGAAACATGACAAAGAATCTTTGGAAA
ATGTAGATCCTGCCCTCCAAGCATGTCATGGTGGTCAGAGTCATCTTGCAGATGAGCAGA
AGTGGCAGAGAAGAGAGCTGACAGCAGAGGATGAACAGGAAATCTGGAGAGACATCACCC
TGACCCACTTGCAAAGGATTCTGGGAGTTGTGTCCTTGAATGAGGTCTTGGACCCTTGCT
GCATCAATCCACAAAACATCATTCATAACATGACCAAAGTCAACAAACACGGAGTGGTTG
CTCTGGATGACAAAACCAACGACCTTCCTCACTGGGTTTTATCTGCGATGAAAAGTCTGG
CCAATTGGCCAAAGTATGACAGCGAGCAG
>CLMC3084Contig1
TATGGCCGGGGGAACAGGCGGAGAGCGTCGCGATACGAGGCGCTGCGTGAGCACAGCACT
GCCGCGATGGAATGAGCGCTCATCTGGACGTCCTTTTCAGACTGAAGCCACCGGAACGCA



GAGAGGGCCGGCAGCATCCACGAGACCTATGATCTGCACTGATTTAAAGAAGTAAAAAAA
CCGAGGATTTCCTTCTTCAGCTGCATCAGCACCTCCTCTTTCTGTAAACCTCTTTTCTGG
ACAACACTTGCATCCGTCCATCACTGGGCTGAGGGGAGGCTGATATAGGCATTTGATCAG
GAGGAAGAAGCTTCAGGAGACAGCAGGGGTGGCCAAGCAAGGATGGAGGCTCTGATTCCC
CTGATAAAGAGTCACCCAGGCCTGTCAGTCCTGGCATTCTCTCTTGTGTTCAGGCTGACC
CATTGGCTGCTACAAAATCTGCCCGTGCCCAAGGTGGTGAGGCAGGATGCCTTTCGCTCA
TGGAAGTGGAAGAATCTCTCTGTCTCCATGGTGCACTCCGTCCTGACTGCAGCCTGGGCC
CTGACCTGTTTTGTAGTTTCCCCGGAGCTGTTGAGCAACATCCGCTCGTACAACACACCC
CTGTCCTACCTGCTGGTTTGCATCTCCACAGGATACTTTGTGCAAGATGCAGCTGATATT
ATCCTGACAGGACACGCAAAGGGATCATGGGAGTTCTTACTCCACCATGCAGTGGTAATA
TGGTGTTTCTTGTACACCCTCTACACTCACCTGTTCATCGCGGGGG
>CLMC3085Contig1
AACCCGGGCCTTATGGCCGGGGGAGAAAAAAAACGGTTATTACAGGCCGAATGGTTACGG
TACCTACACCAACAATGTGGCTCCTCGGTTCTGTTCTGTTCTTGGTTCTGCCCGGTTCGT
CTGGGTCTGGAACATCAGGTCTGAACATCAATGCTGAACTTGGAGATGACGTCACTCTGA
CATGTAGAGATAAAAACATCACGGAAAGTTTGGTGTTTGAGTGGAGCAGACCTGACCTGC
AGGAGGAATATGTGCTTTTTTACAGGGATGGTGGTGTTGATCCAGACAGTCAGCATGAAT
CTTTCAGGAACCGAGTGTTTCTGAATGACAGTCAGATGAAGGATGGAGATCTGTCTGTGG
TTCTGAAGAACGTGACCAAGAATGACAATGGAACATACCAGTGTAGAGTTCTACAACACA
ATGGTTCACACAAAGAAGGAAAGAATGAGGATGGAGGAAGAGATGAAGAAGGACTGAGTA
CAGGAGGGATCATTGGGACTGCTCTGGCAGTTCTTGCTGTTGTTGTTGTCGTTCTTGTTG
GTTTCTGGATCTACTGGAAGAAAAAGGGTCCAAACCAAAGTTCCAGTGGTTCCAACAACC
AGCAGAATCCTGAACAGGATCGTCTAAACTCAGATTCAGAGAGAAAGACAACAAACTCAG
ATCCTTGAAGGTCTTTCCTGTTCCTGAAGTGGATCTTCTCTGCAGTTCAGACTCTAAAAC
CTTTCAGAATAAAAGTCCAAAGAGTCCAAAGGTCATAAGAAGCAGAAGTTGGATCTTCAT
GGATGCTTTGTTCTAGCATGAATGCTGCCGCTCACTCCTG
>CLMC3087Contig1
CCCGGGCCTTATGGCCGGGGACAGGCGGGATTTCCGCGGTAGTTGGTCGCTTAATAACAT
GGCGAAGACTTACGATTACCTGTTTAAACTACTTCTAATCGGCGACTCGGGCGTCGGGAA
GACCTGCGTGCTTTTCAGATTTGCTGATGACGCCTTTAACTCAACGTTTATTTCCACTAT
AGGCATAGACTTCAAAATCAGAACAATAGATTTAAACGGCAAGAAGATCAAACTACAGAT
ATGGGACACGGCGGGACAGGAGCGCTTCAGGACCATCACAACAGCCTACTACAGAGGAGC
CATGGGCATCATGTTGGTGTACGACATAACAAACGAGAAGTCCTTCGAGAATATCAAAAA
CTGGATACGGAATATAGAAGAGCACGCCTCAGCGGACGTGGAGAGAATGGTCCTCGGTAA
CAAATGTGACGTCAATGACAGGAGACAGGTGTCCAAAGAAAGAGGAGAGCAGCTGGCGCT
GGAGTACGGCATCAAATTCATGGAGACGAGCGCAAAGGCCAACATCAACGTGGAGAACGC
GTTCTTAACCCTCGCCAGAGACATCAAAGCAAAGATGGACAAGAAA
>CLMC3088Contig1
AAACCCGGGCATTATGGCCGGGGGGTCCCAGTGGAAGCATCTCATATGTTGGTGAGGAAC
CTGCTAAAAGTATAGACCAGCTGTAGACCACCCCAGTAAAGCTTAACCATGTGTGATGAC
GATGAGACCACTGCGCTTGTGTGTGACAACGGCTCCGGCTTGGTCAAAGCTGGATTTGCA
GGAGATGATGCTCCCCGAGCTGTTTTTCCTTCCATCGTTGGAAGACCCCGCCACCAGGGT
GTGATGGTGGGTATGGGTCAGAAGGACAGCTACGTAGGTGATGAGGCTCAGAGCAAGAGA
GGTATTCTGACTCTAAAGTACCCCATTGAGCATGGCATCATCACCAACTGGGATGACATG
GAGAAGGTGATCGCAGCACACACGGCAGTTGACCATCTGAATGCTGTAGTATTCTCAGCC
ACGCCAGCCGACATCCTTACAAACAGCGTTACTTTTAGATTAGGTGCTTTGTTCCTGAAA
CCTAGCTTTTGTTTATCTACCCAGCAGCTGTTCCTGACATAACTTCAGCTCTTTTTCTCC
CCCTGTGTCAGATCTGGCACCACACATTTTACAATGAGCTCCGTGTGGCACCAGAGGAGC
ACCCCACCCTGCTCACTGAGGCTCCTCTGAACCCCAAAGCCAACAGAGAGAAGATGACTC
AGATCATGTTTGAGACCTTTAACGTTCCAGCCATGTATGTTGCCATCCAGGCTGTTCTTT
CTCT
>CLMC3089Contig1
TATGGCCGGGGGACACCTGGAGAATAAAGACTCCTACATCAGGATGCTCTTTATTGACTA
CAGTTCTGCTTTCAACACGGTTGTTCCCCACAAGCTCACCCACAAACTGTTCTCCCTTGG
AATACATCCCATCATCTGTGACTGGCTCCTGGACTTTCTGACTGGCAGGCCTCAGTCTGT
CAGAATAGGGAACAGGACTTCAGCCAGCATCATCACAAACACTGGCACACCACAGGGCTG
TGTTCTCAGCCCAATCCTTTACACCCTGTTCACCCATGACTGTGGGGCCTCTCACAAGGA
CAACATCATCCTGAAGTTCGCCGACGACACCGCTGTGATAGGACGCATCACTGGCGGGGA
CGAAGCAGCCTACAGGAGGGAGGTGGCCAGTCTGGTGACATGGTGTGGGGACAACAACCT
CACCCTCAACACAGACAAGACAAAGGAGATGATAGTGGACATGAGGAAGGAGAGGAGGAA
CCCTCATCAGCCGCTTCTTATCCGGGGTCTGGAAGTGGAGAGGGTGAGCAGCTTCAGATA
TCTGGGGGTCCACCTCAGCCAGGACCTCACCTGGACACTAAACACGTCACAGCTGGTGAA
GAAAGCTCATCAGCGGCTGTACTTTCTGAGGAGGCTGAGGAGGTTCGGCATGTCCCCAAA
GATCCTCAGCAACTTCTACAGCTGCATGGTTGAGTCCATCCTGACCGGCTGCATCACAGT



GTGATACGGCAGCTCTACCGCTGCGGACCGCAAACGCCTGCAGAGAGTGGTAAAGACTGC
GTCCAAGATCACCAGGACTCCTATTCCCTCGCTGCAGAGCATCTACAAACGCAGGGTCTG
CAGGAGAGCTGCCTCCATCATCAAGGACCCCACCCACCCGCAACGAGGACTGTTCACTCT
CCTCCCCTCAGGACGGAGGTACAGGAGTGTGAAGTGCAGGACCACCAGACTCAAAAACTC
TTTCTTTCCCTCTGCCATCAGACTCCTTAACAGCTGACTGGAGTCTGGAAAAAACAAACT
GCACCTTTGCTTATCCTAATT
>CLMC3092Contig1
ACCCGGGCATTATGGCCGGGGGAGAAACATCAAGCAACCAGCGAGGATCCGCCGTTGTAG
GACTGCTCCAGCGGGTTGTACTGAATAAAGAGGAACTCTCTCTGAATTACGAGAAGAGAT
GGCCTTGTCTGGATGGGTGTGCGTTGTGACGGGTGCCTCCAGGGGCATTGGCAGGGGCGT
AGCTCTCCAGCTTTCGGAGGCAGGAGCAACTGTCTACATCACAGGGCGGCAGGAGAAGAC
CCTGAAGCAAACTGCTGCTGAGGTGAGTGAAAGAGGTGGGAAGTGCGTGCCAGTCATCTG
TGATTCTACAAAAGATAAAGACATCGAAGAGCTTTTTGAACGGATTAAACGGGATCAGGA
CGGCAGACTAGACCTGCTGGTTAACAATGCCTATGCTGGAGTTCAGAATATTTTTGAAAA
CATGGAGAAGAAGTTTTGGGAAACAGATCCCAGTGTTTGGGACTCCATCAACAATGCAGG
TCTCAGGGGTCACTATATATTCTCTGTTTATGGCGCCCGGCTGATGGTGGCTCAAGGCCG
CGGTCTGATAGTGACCGTTTCATCCATGGGGGGGCTGAAGTACCTCTTCAATGTAGCGTA
CGGTGTTGGAAAGGCAGCGGTAGGAGAAAGAAGGCTCATTGTTTCGCTTTTGCCCCATAG
AAGAGTGGCTGCAATCCTGCCTTGTTTGCTTCTTATCTCGTCACTCGTTTGTTTGTGTTT
CCAGTGTGACAGGTTG
>CLMC3094Contig1
ATGGCCGGGGGGACCAACAGCAAGGTTTGCGCATGTGCAGAGGAAAGTGGTTACGAAAAT
ATTACATCCAGCTCGTTTTTCCGTCGGAAAAAAGACTTCACAGGAGGCAAAAACAGAGGA
GAGGGGCAAAAGAATGGCAGAAGAGGAGGACGGTCAGGCTAAGGAGTTTAAACTCTTGGG
GATCTTGGATGTCCAGAGGACACCCTGTGCCCGAGACGCCATCTTACATGGAGCCGGAGG
TTCAGTAGCTGCTGGAGTTCTTTATTTTCTGGCCACAAGTAGAGTAAAGAGATCTTTCGA
TGTGGGATTTGCTGGATTTTTCCTCACCACTCTTGGATCTTGGTTTTACTGCAGAATTCA
CCATGCTAAGTTACGTGTGCAGCAGAGGCTGATTCAAGAAGGCATCAAGAACAAGGTTAT
GTATGAAGGAACTGCTCTGGACCCCACAAAGAACCCTAAATCAGAAGCACCTTCAGGACC
TTCCTGACATCCTGCACTGAACCTCACCTCCAGGACTGCAGCTGAACTCTCTCCCACTTT
AAATTATAGGGGGAAAACTCACAACTTTTAAGGAAGTGTTTTCTCTTGTCTTGGTTTAAC
ATGACTTTGAACTGAAGTGCTGAATAAAAACTGTCAGTTCGATCAGTTTCAGACTAAATT
ATGCTAAATTGTATTAAAAAA
>CLMC3095Contig1
TAACCCGGGCCTTATGGCCGGGGGCTATCCTTCCTGCTGCATCGACGCGCACACGCTCTC
ATCCGCTCCCCCCTTCCCCCGCACCGCACCGCGCCGCGCCTTCATCCCGCACGCAGCCGC
GCAGACTCTCTGGCGCTGCTCTTCACTGCCTCACATCTGTCTAAACCATCACAGCTGTCA
GCCATCATGGAGTTAGACTTTGGCCATTTTGATGAGAGGGACAAGGCCTCTCGTACACCT
CGAGGTGGCCGGATGAATGGTCTTCCCAGTCCAACCCACAGCGCCCACTGCAGCTTTTAC
CGCACACGCACCCTGCAGGCTCTCACCAATGAGAAGAAGGCCAAAAAGGTGCGCTTCTAC
CGCAACGGTGACCGCTACTTTAAGGGCATCGTGTACGCCGTGGCCAGTGACCGGTTTCGC
TCCTTTGACTCTCTCCTTGCCGACCTCACGCGCTCCCTCTCTGACCACATCAATTTACCA
CAGGGCGTCCGGTTCATCTTTACTATCGATGGATCCCGCAAGATCTCTACCCTGGATGAG
CTGGAAGAAGGGGAGAGCTATGTTTGTGCTTCAGAGAACTTCTA
>CLMC3100Contig1
GGGATATTGAATCTTATCTATTGACAGTTGTGTGTAGCCATAGAGGTTCAAACATTGTTG
AGACAAGTTATTTTGATGTGCGATTTAACTTTTTTATTTTCCTTTGAACAATGTCCTAAC
TGGTAGCCTTATAAAATCAAGTCATGGATGAAGATGAACGGCAAAGGAAGTTAGAAGCTG
GGCGAGCTAAGCTTGCTAGCTTCAGACAGAAGCGCGCGAAAAGCAACGCGGGGGAGGCGA
AAAAGACGCAGAAGAGGAAGGGTCCGACTGACCCGAAGAATGACAGCCCAGCGCAAGACT
GTCACGTAGAACAAACGCCTCCATCAGCAAGTGCCACAAAAACCAACCACAAGGACGCCT
TAAAGCCAGATGATTCAGATGTTGAAGGGGATGAGTCAAGTAAACAGCCTCCCACTCCAG
AGCGCAGCCCATCTCCTGTGGAAGTTTTGGGAGAGGGAGAGCTAGCTGCCCTGACTGGCA
AAGAACAGCTCAAGCAGTTGCAGTTGGCTGTTGAGAAGCGTAATGATATCATTGCCAAAC
TCAGCTCCAACCTCCAGGAGGCTCTGGCAAGTAGAGACCTGGNTCAACTGGAGGCCCACT
CTCTAGCTGAACAGATTCGAGCTCTGCAAAAACAACTCCAGCAGACGAGTGTGGAATTTC
AGCGAATCAAAGTTCAGTCAGGAGCTGAGGTCTCCAGTGTCAGTCAGCATCATCATTCAC
TTCCTTCACAAGA
>CLMC3103Contig1
CCATCAGCCCTTTGTAGAGCTCGGCTGTTTTCTCCAGCTCTTCCAGCCTTTTTACTAACC
CATCGTTACAGAGAATAGCTCTGCTGAGTCCCAGAGCGTCTGCTGTGCCTGAGCTCAAGT
TCTCCACCAGGCGGTGTTTGACTTTTTTCAACACTATATCCAGAGACTTCCCCTGTTTGG
GGTCAGCCTGCAGCTTGTTGTAGTGGATCACTGACTCTCCCTGGACAGCCTGAATCATCT
TGGCCACCTCCACCTTCGTTTTCCCCTTCACCGGTTTCCCGTTGACACCAGTGATTTCAT



CTCCTGCTGCCAGAGTCCCATCCAGAGCCGCTGGGGTGTTATCAAATACCTGGACGATAT
ATAGACAAGGACAGTATTGTGCTCCACCTCCTATACTGATGCCAATAAGATTATTAGCAT
CTTTCTTCAGAGTCACAGTGCCGGGTACTGTGGGGATTCCAAGTTTATCCTCTTCCAAGT
CATAGTCCATGTCTGTGAACATTACAGGACAGTCACAGCTGACCCGGAAATCTTCAAAAA
GTCTCGAGTAGCTTCTTATATCTGTGTCACAATAATTTCTGAAATTCTGCTTTTCCCCCC
TGGATAAAAGTTCTGGTCTTGCACTTTTATTGCGGTAAATTGTTTTTTACTGACAGTTCC
TGTTTACCTTATTTTGTCCCCCGGCCATAAGGCCCGGG
>CLMC3105Contig1
TATGTCCCAGGTGTTCATCATAATAATACAGCAGTTCAAAGGAGTCTATCAGTGAATCCG
GTTTAAGGTCTTTGATGATGGGGTTTTCTCTGACTGACAGGTGGAGCTGATACCCACTCA
GGATGAGTCTGTGGTTGATGGAGTCCCCCACCAGGTGGATGCTGGCTCCCATGACGAAGG
TGATGATGCAGAGGTAGACAGCTGTTCGAGAGATGGCTCTGGGACTCCGCTCAATCAGCT
TTAGCATCAGAAATGGAGTGATAACATTGTAGGCCATGTGGAAATAGTCTCCAGCACTGG
GTTTGTTCAGTGGAAACCAGTCCAGAGGAAGGATGATCATAACAATAGGCCTTCCGAAGT
CCAGTATCCAGTTCTGCACGGTCAGACAGAGCCACAGGTCAAAGTGGAAGCGCTGGCCTT
TCCTTTGTGGTCCTTTGTCCTCAGAGACATCAGGAGTGCTGTGGGAACTGTTGCCTCGAC
GTTTTCGCACATCCTGCATAGTTGGTGCCGCATAAAGTGCTCCTTCTTTCCTAAATTATC
CTCAATCGTGACTGACGTCCAAACTTTAGACAAAATCGGAGAAAGAAGATAACGGAACCA
AACGTCTCTGTCACGAGATGTTTCACTTCCTTGTTTCCC
>CLMC3112Contig1
GCTTTCCATCAGTCGTACAATCATGATGTAGTGGATGTCGATGTTTAAGCGAGTGGTTTA
AATGACACTGGTCACATGTCACTCGAATCATTTCTTTCTGCTTACACCCCCCTTTAGAAC
ATTTATTTGTAAAAATCTTTCTCTTTCTTTGTGCTGGGTCTGACTTACAGTCCCGATCGA
TGTGGTCACCGACTGTAATGTCAGGCATCTCTCCTCTTTTAACTGGGATGGGGGTGTTAC
ATAATGGGCAAACTGGGACCTGCACATCCTTTTTGTAAGCAGATGTACATTTGTGGTTTG
CATAGGTTATGTGATCTTTGCAGAAAATCTCTTGACAGGCGTCGCATCTCATGGGAAGGA
AATCAAGGCGTTTGCATGTTTTTTCAGAGCAGTGCTCTCCCAAATCAGGAAACTCCATGT
TAGATTACTGGGATGTACAACTGACAATCCAAAAAGATGATTCAAATCCAAATCCAGCTC
TTTTAGTAGCACAGATGTTCTGAAGGTGAAATATATATAAATATATATTTTTTACAAGCA
CACTGATACAAAAATATATATTTCTTGTTTCGTTCCTCTTGGTTTAAATGCTGCTTGTTA
ATCTTTGAGTAGCGATGTTTGCCCCCGGCCATA
>CLMC3113Contig1
TATGGCCGGGGAGACAAACGTGCATTGGAACAGATACATTGGTTCTAGGAACATCGTGTG
ACATGGATGCATATTTGTGATTTTTTTATTTTTTTTTTACGTTTGAGATTTCCTCCTAAA
AACTGCTGTCCAAAGGAAAAAAAAATAGGAAAAAGATAAAGGAATAATGAAGGACTTGGT
GCCCTCTGCCAAGATTGGTGTCTCTGAGCTGAAAGGACAGGTTGGGACCCAACCAAGAGT
CTGGATCAAGAATGAAGCAGCCCGAGTGGGACTTGCTGAAACCCTCAGCACCTATGTCAT
GATGGGCTGGAAACTGCTGGTGGTGGGTGCCTCTAGTTGCTCCCCTCATCGGAGGCGTCC
TGGGAGCAGGGGTGTACAAGGCCTTTGTAGAACTGCACCACCCACACCCCTCTGAACAGA
ACAGGGTGCTAGGGGAAGATGTGCACATTCCTTTGGGGAAAAGAGTGTAAAAGCTGTTCA
AAAGCTTATCAAACCTATGAAAACAAATACGTGCAGCTGTTAAGCTAAAACGACGATTAC
TGTGAACACTTGCTACCTTCTCCTATTAAAAAGGTTAATGGTTTTCATTAGTCTAAAATC
AAAACTAGAATTTCACAAGGATATGAACAGTGCTTTCGTGCATGGACACTTTTAGGAGAG
TCCTGAAACAATAAAACAAAAGCAGCTG
>CLMC3120Contig1
ACATTCAGACGTTACAGTGAGTTCAGGTTCTACAGAATCAGGGATTTCATCCTCAGAACA
ATGTCTGCTGTTCTGTCTCCATGGTTCTCCGTGGTTCTATTTCTCGTCTGTGGATCTTCT
GAAGGTCTGAAGATCACAAAGGAACCTGGAGAGGACGTCACTCTGACGTGTAAAGATGAA
AAGAAATACAGTCTGATTGTTCTGGAATGGAGCAGAGATGGACAATCGCCTAAAGAAGTG
TTTGTGTACAGAGGTGGAAAACCAACTCCAGCAGTTACACATGAATCTTTCTGGAACCGA
GTGTTTCTGAAGGACAGTCAGATGAAGGATGGAGATCTGTCTGTGGTTCTGAAGAACGTG
ACCATGAATGACTCTGGAATATACCAGTGTAGAGTTCTACATGAAAATGATCAACAGAGA
GAACCGATCCTGATCTCCACCATCCGTCTATCCGTGGATCCTCCAGGTGACCCGTCTCCA
GGTGACCCGTCTCCAGGAGAACAAGGAGGACTGGAAGGAGACCAAGAAGGA
>CLMC3125Contig1
TTAACCCGGGCCTTATGGCCGGGGGGTTGTTGAGCCTGAAAAAGGTTTTAGCTGTAAATG
TGAGATGTGTGTTGTTGTTTTTGTGCTTAGCTTCCAGAGCTCCCGCTCTTGCTGCCAGAG
CAGAGGGAACTTCCGGGTTGACTCAACATCCAGTGATAATCATGGCTTCATCTCTGTTTT
TGCCCATTTGATTGAAGCTCAGTCTGTCGTCTTAATTCTTTTTTGCCATAAAGTACTAAA
TCAGTTCATTTTGATTGACAAATTCATGTTTTGAATCACATCTCAACCCGACACATGAGC
AAATTTCCATAAAAAACATTATTTAAAAAGAAGAAACGGTTTAGAATAGGAAAAAAAACT
TTATTGATCCCAAAACAGGAACATTAATTGATGACGTTTGTTTTTCACACAACTAGTCAT
ATAAACTGAACAAAGATAGAAGCTTCATTCATAAAAATAAATAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAACAT



>CLMC3131Contig1
TGACGACAAGACCCGGAAGTGAGAGCAACGTCACGCTCAACATCTGAACGGTTGCGGCGG
CTTCTCATCTCCCAGTGGTTAGTTTAGTTGGAAGTCCGGTCACTTCTTAAACTTGCTTCA
TCTGCCACCATGTCTGTTTTGTGTTATAATAAAGGATGCGGACAGCGATTTGACCCAGAA
AACAACCCTGAAGATGGCTGCACGTATCACCCAGGAGTCCCGGTGTTCCATGATGCCTTG
AAGGGATGGTCCTGCTGTAAGAGAAGAACCACAGACTTCTCTGACTTTCTCAGCATTGCT
GGTTGTACAAAAGGTCCCCACAACAAAGAGAAGCCCCCTGAGCCGGTGAAACCAGAAGTG
AAATCGTCAGGAGAAAAGGCAAAAGATTTAGAAGACCAAAAACCGAAGTTCAATGAGTAC
ATCATCTCTGCACCAAAACCTCAGGAGGCAATACTCCGACCAAGTGCCGATGAGCCGATG
GTGAGAGTACAGCATAAAGTTTCTGCTTCTCTAAAGCAGGCACTTGAAAAGCTAAAACTG
TCTGAAAATACAACAGAGAAAAAAGAAGAAGATGAAGAGGAGCTCAAAATTGGTACCTCT
TGTAAAAATGGAGGATGTACAAAAACTTTTGAAGGACCAGAAAGTGACTCTGATATCTGC
TCATACCACTCNTGAGTCCCCATCTTCCACGAAGGGATGAAATACTGGAGCTGCTGTAAG
AGGAAAACTTCAGACTTCAAC
>CLMC3136Contig1
TATGGCCGGGGGAGAGCAGTTAGACACACCTGTTGAAGTGGAGCGGGTGACCGGAAACAA
AAGAAAATATTTGACGGGCAGAGTGGATTTTCAAGGTGTGTGGGTCGAGGCAAGGATCTG
AAAATGGCGTTTGATGAAATAAAGTCCACGGCTGCGCTGATCTATGATGAGTTCCTTCAA
AATGCAGATTCCAGGACAGAGAACTGGTTCCTTATGCCATCTCCTGTCCCCCAAACGATC
ATTATTGCGGTATACATCTACTTTGTGACTTCACTGGGGCCCAGAATAATGGAGAACCGC
AAAGCCCTCGACCTCAGAAAAGTCCTCATCGTGTACAACTTCAGCGTGGTGGCTCTCTCA
CTCTATATGTGTTATGAGTTTGTGATGTCAGGCTGGGGAACGGGATACTCATTTCAATGT
GACCTGCTTGACACTTCTGAGTCACCACAAGCTATGAGGATGGCAGCAACGTGCTGGCTT
TACTACTTTTCAAAGTTTATTGAAATGTTGGACACTATCTTCTTTGTCTTAAGGAAGAAG
AACAGCCAGGTGACATTTCTTCATGTCTATCATCACTCCATTATGCCCTTCACCTGGTGG
TTTGGTGTCCGTTTTTCACCAGGTGGAATGGGAACATTCCATGCCCTGCTGAACTGTATT
GTCCACGTGATCATGTACACATACTATGGGCTGACTGCCATGGGCCCCAAATACCAAAAG
TATCTGTGGTGGAAGAAGCACCTCACGTCTGTCCAGCTGATCCAGTTTGTCATGGTGACC
>CLMC3137Contig1
AAATAGTCGAGCAAAGCAGACATTCGATTGTTGAAAATGTTTTCCCTGCTACAAGATCTC
TAACCTGACCAGTTTGCCCTTTTCACGTACCATGACAGCGTAAAAAGCTTCACGGTTTCA
GTGGTTCGCCTGCGTTTTGACATGTCGGCGTTCAGTTCGTCCAGCAAACTGAATTTATTG
GTCAACAAGCTTCATGAATACTTGGCACATTCCAGTATTGAAGAAAGCACTGGCATGCAA
TCACGTGATGTATCTGGTCAGACACACACAGGGTTTTCAGCAGGAAACTCAACAGGCCAA
GGTGCAGAGATAGGCCTAGACAACAGATTCTCAAGAAGAAAACCTTCAGTTGTAATAAAA
CACTCTGGACTGGATGAATCTGGAGAGTCAAATGGAAGTGATGACTTTAATGTACTTGAG
AACACAAATGGTCGCCTTGATGTGACTCAGTTGCCTAAAGGTACAGCTTTTGTCAGACCT
GAAGCTGTGGACAACGGACGAGACGAGTTCAGGGGTCCCGAGTTTCGAAGCCGAAAACCA
AATGTGCTGCGGAAGGAATTTTCAAGGAAACGTGGAGGTGAACATGTGGGAATTGTAACT
TGTACTGCTTGTGGTCGTCAAGTTAACCACTTCCAGAGAGACTCCTTATATCAACATCCG
GTTTTGAAAGTACTTATTTGCAAGGCTTGCTACAAATATTACTCAAGTGATGAAATCAGC
AAGGATGGAGATGGAATGGATGAGCAGTGCAGTAATGCTTTTTGCAAGAAATGTATTCTA
CGAAAT
>CLMC3146Contig1
ATGGCCGGGGATCAATTGTGAGGTCAGAGTTCAATGTGGGGGTTTCAATTTTCCAAACTC
CTGTCGCCATGTGGCCATGGTTTACACGCGTTATTCTTTATCGTTGTAGAATTTTTTAGT
GTTTGTGGATCTTCTGGGGGGCTGTTTGAAACAAATAAATAAAAAATGGACGCGAGTTCA
TCAAAGCACGAACTGACGCAGCTGATCTACCAACACCTGAAGGAGCATGGCTTCAGTTCA
GCAGCAGATGAGCTTCGGAGGCACAGCCCACAGGAGGGCAAAGAAACGTCTGTGTCCTTA
CTGGATATCTACAAAGCATGGCGTAGAAACTCCAAAAGGAAGCAAAACTCAGTTAAACGC
TCCACTTCAGGGAAGAAAAAAGAAGCTCCAGCTGCAGACAAATCCACGTCACCAAGAAAG
ACGACTGGCAGTCCAGCAAAAAAGACTGTTAAAGC
>CLMC3148Contig1
TATGGCCGGGGGTAGCCTAACGCTGAACACCTCGATGTTTTAGCGTCTTTTTTCTTTTAA
AGTGAGTCTACTGGATGACAACCATGAAGGAAGAGGGGAACTACGCGAACCGGCCGAGCA
ACACTGCTTTCACGCAGCAGAGGCTTCCGGCTTGGCAGCCTATGCTCTCTGCAGGCGTTG
TCATCCCGGGCTTCCTGCTCATCGGCCTGGCGTTCATCGGGATTGGAGTGGGTCTCCTCA
TCACTTCAAGGAGTATCCAGGTGTTGGAGCTGGATTACACTGGAACTGAGACATCATCTC
CCTGTTATCAATGCACCATGTCAAACCAGAGTAACTGTGTGTGCAAGCTGAGTTTTTCCA
TTGGGACCCTGTTTAAGGGGCCCGTCTTCTTTTACTACGGCTTGACCAATTACTTCCAGA
ACCAAAGAAAATATGGAGTCTCAAAAGATTTTAATCAGCTCATTGGAGACGTGTCGTATT
TTAAAAGTCCCTCTTCAGACTGTCAACCTTATCAGCGTGTCAACGGCAAACCCATCGTCC
CCTGTGGGGCAATAGCAAACAGCATGTTCAATGACACATTCAAGCTGTATCAGATCATAA
ATGGAAAGGAAGAACTGGTGCCATTTGATGGAAAAGGAATCGCTTGGTGGACTGACTACA



ATATCAAATACAGAAATCCCGATTATACGCCTCTGAAAAATGCTTTTAATGACACAGAAA
AACCCGTTTTTTGGACGAAGCCCGCTTACGAGCTTGACACC
>CLMC3156Contig1
AGAATCCAGAGTTTTTCCAGCTCGTATACTTCTCTGGTCTCAGGCAACATGAAGTGGACC
ACAATTTTACCAAAGTCGATACACATCCAATCCTCTGCATCTTTTCCTTCAATCTTGACA
TTTGGATCTCCATCTTTTCTCAAAAACTTGTACACTTTGATTGCATACAGCGCCATTGCA
CGCAGGTGTCTTGGAGAAATGCCACTAACAACAATGAAATACTCTGCATATTTGATGTTC
TCGGGGACTTTGATCACACAGAGATCCACAGCGTTTTCCTGACGCAGAAGTGACACCAGA
ACATCCAGGTTAAAGGTTTCAGAGTCTCCGTGACCTGACGAGATGGTTTGGCTGTTTTTA
TGGTCCGTTTCAAGCGACAGCTCCTGAGAAGATGTGCTCCCCAACAGTCTGCTGTCAGTG
TCACCGCTGCACCATCTTTGTGTGTCAAATCGACTCCTAAGAGGCGTTGCGTGGTGGCAT
TGTTGGTTTAGACCGGACGAACGTGCGGCTCTAAACACACACTTTTGTTCCAATAAACCA
CAACTTCTGCACAACAACGATACAACCTTTCTGGAGCGACCAACAACATTCATAATTCCA
ACTCGTTCAGCTCCAGTAAAAATACCAGACACTAAACAGGAAGTAGGGTTACTGTCCTGC
TTTCTGATCCCCGGCCATA
>CLMC3159Contig1
AAACCCGGGCATTATGGCCGGGGGGTGGAGGCGGGGCCATGCAGTCATCTATGGTGGGTG
GAGGCGGGGCCATTCCTTGGTGAGTTGTGGGTGGAGTCATGCTGCTTTGGTCAGGCAAAA
GACTTTGATTTGTGTCTGTTAGTAGAAATGCTGCCCCCTGGTGGATGAGAGGCCCATGAC
AGATGTTTGATAAAAGCTCCGGCCACACAGCTGTTTTACTCCACCTCTCAGGAAGCAACA
TACAGATGTGGAAGTAAAACAGGGACCTCAATCCGGTGAAACCGCCACCGTCACTTCATG
AAGATTCTGACCAACCTGCAGCAGCACTTTACCTCAGGGGGGCGCTGCAGGCCAGAGGGC
CTGCTGGGTCTGGCTGGCTTTATTCTTGTGATGGCAGATAAATGTAAGAAGGGGGTGTGG
CCTCCAGACGTCGACTGATTCAAAGAATGATCTGATGTTTCGTCTTAAATAAAGCAGCTT
TGC
>CLMC3165Contig1
TATGGCCGGGGCACTTCTGAAAGCCACCTCTCTTCGACTGGATTCCACAGTGTTCGTTAC
GACACCAAAATGTTGCTCTCCACCTCAAACGGAGGCCGTACACGCAGATTATTTAGCATC
TCCAAAAAAACAAAAATGAAAAAAGCCCGGGACTAGCGTCTCACTGCTGCCCGTGACTGG
AAGCCGAGCTCGGCGTGTCCGAAAAGCTCGCGCTCGCTGTGCCGCGGCTCGCCTCCGCTC
CGCCTTTCATAATAAACACTTCCATAGGTGGACGTTTTTATACTTTCTTTTTGTCTTTTT
GTCGCCCCCGACGAAAGTCTTCGTCCGGGGGTGGAGGGAGAGCAGCGGGACAACAGGAAG
GGAAATGTATTTGCACCCAAAACGAGCTACATGTGTGACAGTCTTCGAGCTTCCGTCGTC
GTCTAGCTTATTTTCATGCTCTGCATCAAATCAGGCCGAGACAGCTCCAGACTCACTGCG
GCTGCCTTCCCATCCAGATCCCGCAACACCATCCGACGCNNAANAAAAAAAAAAAAAAAA
AAAAAAA
>CLMC3166Contig1
ACCCGGGCCTTATGGCCGGGGGAGATGGAACTTACGCATTTAGGCGATCAAATTCGTGTA
GAACGAACACTGGCGATCATAAAGCCAGATATCTATGAAAAAGCCGAGGAGATCGAAGGT
TTCATCCTTCAGTCGGGCCTCACAATCCTGCAGAAGCGAAGGCTGCAGCTGAGTCCAGAG
CAGTGCAGTGACTTCTACTCAGACTGCAGCGGAAAACCTTTCTTTCCGAGCTTGATGGCT
TACATGAGCTCCGGCCCGATCGTTGCCATGGTGCTGGCTTGTGAGGATGCTGTCACACGC
TGGAAGTCCATCATTGGTCCTGCCAGCATCACAAACGCCAAAGAAAGTCAGCCAGAGTGT
CTTAGAGCGAAATATGGAACTTCTGACCTGAAAAATGCTCTTCACGGCAGTGAGTCCGTT
CAAGAAGCTGTGAGGGAGATTAAATTCATGTTCCCAAACTCTTTCATTGAGCCTTCCCCT
TCAAAGCATGAAACCAAGGAATACCTGAGCAGGTGTCTGAAGCCGGTTTTGCTTCGTGGA
CTCACAGAGCTTTGTAAAGAAAAGCCCCTCAATCCTGTTATTTGGCTTGCTGACTGGCTG
CTGCAAAACAATCCGAATCAGCCTCAAACATATTTCTAACTCTTGGATGATATCAAAATA
AAAGACTCAGGAAGTTCCAGATGTATTCAATTTATGTACCACTTTCTATGAATAAACAAA
CA
>CLMC3177Contig1
TATGGCCGGGGTCTTCCAGTTTTCCAGTTATGTTTTTCTTTATTATGACGTCCTTTTTTT
ATCAGTTGTTGTATCTTGTGTGCTGTCAGTTGGAGCCTTCAGGCCTGAATCGTCTCCAAG
TCTGGTGTTGTTCTTATCCCTCCTTTAGAGTTACACCATGTTTTGGATAACACATGGCCT
CTTAACCTGCACTTTTTTTCTCATCTATTGACCTAGCATGTGCTTTCTGAGACAAACATT
GTTCCAAGATCCCGAGCTGAGTCTAGGGTTGGTTTAGTGAATAGTTCTGAAGCCTGGAAA
AAAGGTCCAACTAAGACTTTGAACCAGCAAAGGTTTTTCCTTCTATAGTAAGTTCTCACT
TAACTGTACCTGTTTTATTTATTTTATTTTTTTTGCCCAGAGTTTTCCAACAAACCAATC
AGTCTTGCTGGTTTTGAGCCAACTTCCTCATAAATTGGAGTGGGTAAAATGTTGTCCTCC
ATGGTGCTGCCACTTTGACTTTTTCCTTCCCATCGCTCTGACATGCAGAAATGTGACTGA
AGAACAGTCCAAACTGTTGGATGAGCCACTTTCACCAAAACAGGAAGAACTGTAACATCA
CGATGAAGATGCTTCCCTGGTTAAACTTTCACAAGAAGTTGAGTTTAAGTCTGAAGCGCT
GAGTGTTTTTTAATTTTTTTTTTCCTTTCTGGAGAGGTTTTTTCAGTGTGAATGCTTAGA
GTATCTTATATATTATACAAATTGATGTGTATTGTAACTGCTGAATTAAAGTGATT



>CLMC3183Contig1
ACCCGGGCATTATGGCCAGGGGTGGACTTTTCGGCAAAGGCCGGGCAAGTGGAACTACGC
CGGTGAATTCAGACTTTCAGAAGACTTTTCATCTACGCAGCAGCTGATGCTCCAAGAGGT
TTGACCAAAGAGTGAGACAAAGTAGTCAGGGCTCATTTAATTAGACCGCCCGCTTCAGCA
CAACAACAGTGGGACCGCTCGTGGAACGTCTCGCAATAGAAACTCTAAAAACGAGCGATT
TTTGAACGAAATCACCGAAGATTCAAGAGACAAACTGAACCGTTGATATCTTTGAAAGTG
AAGAAGAAAATCCACTCAGTAAAATACTTCAGTCACTTCGCCACAATGGATTCCGGAAAG
AAAATAACCTTTCCGCTGTTGATGAGTGTTGGAACAGCTGTCCTTGGCTCCCTGCAGTTC
GGCTACAACACGGGTGTCATCAACGCTCCTCAGAAGATTATTGAAAACTTTATCAATAAC
ACATGGTTGGAACGTTACCAAGAGCCCATCACCAAGGTCTCCCTCACGGCCATTTGGTCC
CTCTCTGTATCCATCTTCTCTGTTGGGGGCATCGTCGGCTCATTTTCAGTTGGACTCTTT
CTCAACCGCTTTGGAAGGAGGAACTCAATGCTCATGGCCAACATTCTAGCCTTCATTGCA
TCTGCACTAATGGGTTTTTCAAAGATGGCCAAGTCATGGGAAATGCTAATCGTTGGTCGT
TTCGTGGTTGGCCTTTATTCCGGCCTCTCCACCGGCTTCGTTCCCATGTATGTGGGCGAG
GTCTCCCCAACTGCTCTGCGAGGCGCCCTCGGCACACTTCACCAGCTGGGTATCGTCATT
GGCATCCTGATGGCTC
>CLMC3186Contig1
TGGCCGGGGGTAGAAGAAGAAAATACAACTCGCATGTGTTGAAGGCCATGCGCATTGGAC
TGCCAGCTTCAGAGACGCTGCAAGGTGGATTCTTAAAAGCTTTGGTTTTGACGGTGTTGT
TCAGCGTGTTTATGTTCCAGTTGTTGAGGACTGTTGGACTAAGGGCGTTCTCCATGGCAT
CTGAGACCTACTTGTCGGGCACTCACTCTGCAGCTTTCGTCACCTGTCCTAATGACACTG
TTGCTAGAGACCTGGCCAGAGGTATTGTGGAAAAGAAACTAGCTGCTTGTGTCAATATTG
TGCCAGCAATCAAATCAATATATGAGTGGCAGGGAAAAATTGAGGAGGATAATGAGGTTC
TTCTGATGATCAAAACAAGAAGTTCCAAGGTGTCTGCTCTTGCTGAATATGTACGCTCCA
ACCACCCCTATGAAGTGGCAGAAGTCATCAGTCTGCCTATTGAACAGGGAAACCCACCTT
ACCTCAAATGGATCGGAGACGTTGTGCCTGAATGAGTTGGACTGAGATACAATTGATTGA
T
>CLMC3187Contig1
CCCGGGCATTATGGCCGGGGATAAAAAAAAAAAAAACTCCAAGGCGGAGGTCAAACAAAG
TGGAGGGTTTTGACCAAACCAGCAGCGTTGAATTTCGGTTAGTTAGTTTGGGCTCCTGCG
ACTGAAACCCTACTTGGACTCTTCCTCCTCTCAGAGTATCGGGGTCAAAGTCCGTCAATT
CTTCTTCTTCTTTTTTTTCTAAATTAAAAATGGCGAAGTTGCTATTTTTTGTCATCTGTT
TGCAGGTCACGACGTCCTGCGTGGAGTCGTGTCACCTCCCCGGCTCAGTCTATGTCCTCG
TCCCTCAAAACATCCCTGTCGGTTACCAAATTACAAAAGTTCAAACCTCCGACTGTGACC
CTAAAACCCTGAGGCTGACCCTGAAGGACCCCAGCTTTAGCATCCGCGAGAACGGAGAGG
TGGTGGCCGCAGCCGCCGTGTCTCTACCGGACGGCGAGCGGACATTTTCCGTCAAAGCTC
AGGACCAGAATGGACCGGAAAGTGCGATGGAAGTTTACCTTTACTGTAAAAGAGCGCAGC
AAACAGACTTCAAAGGCCAAGCCCTCCTGAAACGAACCAAAAGACGCTGGCAGCCTCCAC
CAACCCAGATCTTGGAGAACGATCCAGGTCCATTCCCAAATGATGTTGAAACGCTGGCCT
CTGATTCAGCAAGCGTGCACGACGTTTATTACACTATCAGTGGACCTGGAGCGGATCTGG
ATCCAAAGGGAGTTTTCAGCCTGAACAGGGATACTGGGTCGTTACAAGTCCACAAGTCAC
TGGATCGAGAAGAGATAGAAGAATATAAATTTAGGATCAGCGCCTTTAAAAAGGCCACCG
ATGAGCCAGCAGACGATCCTATGACTT
>CLMC3199Contig1
CCCTCTGCATGCCCATGCGCAGTTGTTTCATGCGCTCTTCTGCATGGCCCTTACAGCTTT
CGAGGTGGGACGTCATCAAACACAGCTTATGGCCTTTGAAAATCACCTGTGCTACCAGCA
GGTTCCTCATCATCTGGGTTGTGGGGTAAGTTACAATCTCGCTCTCTAAGAATTTAACTC
GGGACTTCCTCAGCATCATCCCCGTGAAGTAAGCCTCTTCGCCACCTTCAATAACAAGGT
AGCTAACAGCCCGCTTTTTCAGGTATTGAACATAAGGTGGAATGAGCTCCTGTAGGAACA
CCACATCAGGAGTGTATAAGACTAAATAGGAGCAAAGGCCTCTGGCTCGCTCGCCAAGGT
TGTCCGTGTCAAGTCCGTCCACATTCCAGGAGATCAGAGACAGTTTTTTCTCATCATCTT
CTGCTGATTTACATGAAGTGGCAGGACTGTCTCCAGTCAAGTCTATGCAGTCGGCTGATG
GTTGCTCCTCTGTTTTCTGTTTTTTAGGTGTGGGGTTACTGTCATCTTCAAAATCTTCTG
CAAACACTCTCTCCATATCTGCCTCAAAGAAGGAGTTCAAAGCTCTCTTGCACCTTTTTG
CAAAAGACGTTTATAATTTTCCCTTTGACATTTTTCTTTAATAATTGACTTTGCGTTGTT
TAGTTCAGAGTTAATTTGCTAACGAGCGACCCCCGGCCATAATGCCCGGGT
>CLMC3202Contig1
CGCCGTTTAACCCGGGCCTTATGGCCGGGGAGAGGAATGTTTCTTAAGGAAACTGGGGTT
TCTCGGCGGACAGAGTGGCTTTCGCTAGTCCACGCCGCCCGTCGGTGACTTCTCGTCGGC
TGGAGCCCGAATGCGGCTGGTTTTCCTGCTGCTGTCGGAGACACGGTGGATGTGAAAACA
GCGCCATTTCTGTCGGCGTCCTCCATGATACGCGATGCTACCGCAGCGGATTCCAGAGCT
CGAGCTCGGAACTGCAGCGGGAGAGAGATAGCCGCTCCTCTTTCGCTGTTTCGCTCGACT
TCAGCCCACGGCATGAAAACGACATCTTCCTGGGATGGGAGAAGGGAGCTGGGAAAAAAT
GGGGCAGGAGCAAGAAAAAAGGAGGAACCGACCTGAGTCTGGAAGAAATGAAGAAGCAAG



CTGCTGTGCAATGCCTTCGCTCTGCATCTGATGAAAATTCTGGAATTGAGAGTCTGGTTG
AAGAGCTCTGTACTAAACTTAAGGACATCCAGAACAAGCAAAAAGAAGAAAAGCGTATTC
AGAAGAAATCTGATGGCTCCCAGTCTCCAGAGCGAGTTGAATCTCCATCTTCAAAGGACC
AGGTGGAAATGTACTATGAAGCCTTTCCTCCGTTGTCAGAGAAACCGGTTTGTCTCCAAG
AAATCATGACCGTGTGGAACAAGGCGAAGGCCAGCTCATACTCAAGTTCATCCTCTGCAG
CCCCACAAACCAGCACAGATA
>CLMC3203Contig1
GGGGACTGAAGTACCTGTGGATCCTTGCCTGTCAGCAGCACCATGGGGGGTTCCGCGTCC
AGCCTGCTGGATGAAGCCAAGTCCAACTACATCCGAGATCAGGTCGAAGCTGAGCTGAGG
GAGTTCAGTCCGTACTACAGGAAGCAGTTCTCTGGTGGCCAACGGCTTGCCTCCCAGCCC
ACTTAAAAAGGAGGTGCTACTCAACAATGCAGCTAAAGCTCCATCAGAGAAGTTGGAGCA
AGTGGCTGCTGGTCAGGAGAAGGAGGGGGAGCCATTCACAAGAGGTGGAGGACAGGTGGA
GTCTGGGAAAACTGATGAACTTCAAACTTCTGCTTCAGTAGAAAGTCCTCGAATTAAGAC
TCAAAACCAGAAGGCAGAGATTTCTGCTCCAACCAAAGACGCTCAAACAGCAGCTGAGCA
AGAACACAGTCAAGAACCCGTTACTCTATCAGAACCTGTTGCAGCAGAACCAAAAGATGT
GAGCCCTCCAGCTAAAGAACACAGATCCCTGTCTTCAGCCAGCAATGAGAAGACAGACCA
AAGTGAAAGCTCGAAAGATAAGTTAGAGGCGCCACCTAGTGGAGCAGATGCTGAAAACGT
TGCTCTACAACTGCAAGTGGAAAAAGCTGAGTCGGGTGCCATCTCAGACCCTAATTCTC
>CLMC3205Contig1
TGTTGGCATCATTCCATANCCCATAAGATAAAAATAAAGGAAGAAAAAAAATAAGAAATA
ACCTTTCTTAGAGAAAGAACTGGTGGACTTTGTAAGGCTTTAGGAAGTTTGAAAACATCC
TACTGGAATATTTCATCATTTAAAGACTGAAATTGTTATTTCTTCTATTCAACCAGGCGG
TTCTGCAGTCCAGTGACAGCAGAAAAACAAAGTCCCTTAATATATTTTGAAACAAAAAGT
AATCAAATTGAGGTGGAATTGTTTTGTTTTGGTGTTGTGGTTTAGTCGCCCTGCTCTACA
GTCTTTCCAAAGTATTCTTTCTGGAACTGCTGGAACTCCTCTTCTGTGAACAAAGATTCT
GTCTCTTCGGCCTTCTTGGCAGGGTTGTCGGGGCGATTTCTGGACTGTCTCCCTGCGTTA
TGGTTCTGGATCTTCAAAGTATCTGAATCTGTGGGTTTACTGATAGTTTCCATGAAGTAC
TTGAGATTGGCACTCAGGTTGCTCTTTCCCTGCTTCTTCCTGAACTCTTCAATAGCTGAT
TTGATCCTCTTGTCCTTGACTGTAGCTTTGCTCTTCCCAGGACCAAGGCGGCCCTGCAGT
CTTTTAACCTGCCTGCTGACTCCCTGTCTATTGCTGCCGATCTGCTCCATCACTGCGGCC
GAGCTGGGGGTCTTCTTCTTTTTCTTTATCTGGCTGTCATCTTTGATGTCATCACTCAGC
AGCTCCAGTCCTCTTCTGACCAACGACACTGACATCGCACAACAACAAAAAATCACGTTC
TTAACAAATCTGCAGTATATAAATGTAATATTCTGCCTCTAACACGTGAGTAGATCAACA
TCCGGTCTTTGTGTGCCCCCGGCCATA
>CLMC3217Contig1
TATGGCCGGGGACTTTTGAGTGAATCACCCAAATACCTAACGATGAGTGGAAGAGGTAAA
GGCGGAAAGGGACTCGGTAAAGGAGGCGCCAAGCGTCACCGTAAAGTTCTCCGTGATAAC
ATCCAGGGAATCACCAAACCAGCGATCCGCCGTCTGGCTCGCCGCGGTGGAGTGAAGCGT
ATCTCTGGTCTGATCTACGAGGAGACCCGTGGTGTGCTGAAGGTTTTCCTGGAGAACGTG
ATCCGGGACGCCGTCACCTACACCGAGCATGCTAAGAGGAAGACCGTGACCGCCATGGAT
GTCGTCTATGCCCTGAAGAGACAGGGACGCACCCTGTACGGATTCGGCGGTTAAATTTAC
GGCTTGATCAGAAGACTTCTACAACGGCCCTTTTAAGGGCCACCCAAACTTTCCTTCAGA
GAGCATAGAACCTCATTGCCCGAGTTTCATTATGAGATGATCACCTTCCGACATAAAAGT
CAATTGAACTTTTTTTTTTTTTTTTCAAATGGAAAAATATTAACTATTGGAAAATATCAA
ATAAAAATAACGAATGATGTAAACGCTGTTGCTCAGAGCAAGCGACATAGATCA
>CLMC3218Contig1
CGATGTGAGGATGAACTGAAGCTTCATGGACAGAATCTTGAAAATTTGCCTTCATGATTA
TCAGATGAGAAAGAAAAGACACCAAGCAGGCTGGTTTGGCACGATTCACTCCAGATGACG
TACTTTACCCCATCCACCTTGCTGAGCAACCCATCCACCAACCCGGTTGGTGAGGAAAGA
AGACAGGGCAGTTTGGACTTTACTCTTTAGTTCTGGAGCTCTTTTTGCAACATAGACCCC
AAAAGCCACTGAGGCCTTGATCAGCTGGAGCTCTGGAGCCACTTCAGCCGCCGTGGCGCT
GTGAGTCTCACACAACACCTCCACACTGTGGCTGAACGCTGCTTCTAGGGTCTCTTTGGC
TGCTGCTTCCTGCAGCTCAGAGAAAACGGCTCTGAAACGGGCTTCATCGTTGAGGGCATC
GCCTATAGCTCGGAGTTTTTCTGCTACCAAAACTGGATCAAAATCATCTTGTGGACCGTC
GGGCTCAATTTCGTTCGCACACATCCGCGTTCGAACTTCATCTTTGCCGGCGAACAGATA
AAAAACGATCTGATCCGTTTGGCTCCGAATTTCGGCGTCAGTGGGAGCCATGATGACTTC
CCCCCGGCCATA
>CLMC3224Contig1
GGTGGTGAGGTAACCTTGTCTGACACAATCCACAGCCAGGGCTCCAGCTACTGCATACAT
GGACACCACCTTGCCCCATGTTATACCTGCTGAGAAAATTTCTGTTGCCACACCAAGGAA
GGCATCTGAAACCACGTTCTCCATGGCAACAGAAATGTTGAGCTGCCGTGCTACGTTCCT
GTACAGACCAGGCTGTATGCACTCCAGCTCGTCTCCTAGACACAGAAGAACCATAGTCAC
CTCGGAGAGTGCCGCATTGGAGGGAGAGAAATTAATTTCGGCTTTGGACCACCCCATCCC
ATTTTGGTGGAGTCTGGACAGGATGTAGTCTCTGCACAACGCTTTCGACTGGGTCACCAG



CTCCTTCTCAGACAGCGATCGCTCAAACACATCCAGGACCTCAGCCGCAAAAACAGAGGA
ACGCCTCAGAACATCCATGTCCTCCCTGCTGGGGATGTGGGTCAGGGAGTCTGACCTCTC
AGGGATCAGCTGTGTAATCAAGAGCGTCCTCTTTTTCCTCTGGGATCAGCCAAGTCTAGT
GATGAGGGTCAAACGGCACCATCTGCATTGCTGCTCCTTCCAGATGGCACCAAAATAAAC
TTCATCCTTATTGATCCATGGGTGGAAAAGAAAACTCCCAGCAGTTCTTGTCCAAAAAAA
CAACCGATAAAAATGTTTGCAAATTCCTCTGCCTGGTTTGGGCAAATCAAACAATCTTTA
AAGGAAGTTCTGGTTCGGACCTAAAAGGTCCAATAGCTCCCGGAACAGCAGCGACCGTTT
GAAGCGAGCGAGTCAGCAGGAGGACGCCTACCTGTTCCCCCCGGCCATA
>CLMC3225Contig1
TATGGCCGGGGACTCATTGAAGGAGTCCGTCTGCCTCTGTGCTGAAAGCAGCAGTGATCT
CAGAGGCCTTTCTCCTCAGTATCACGCAGCAGAACTACATGTTCTGAAAAAGCTGCTTTG
CATGGGGAGTCAGCGGTGGGGGGCACACTACAGAGGACCATTAATGAGCGGATTCCAGAG
GATTCTCTCCTTCCCACAAACACCACAACACATCCATCTGTAGAGCAGTACAAAGGAGCG
GTGGCGGTTAGGGAGAAGCTAAGGAGCGGCCTGATGGAGTTTGTTCCGAACCAGAACCTG
ACCTCAGGATCCCAGCCTGAGGTCAAAGCCTGGGATTCAGCAGCACAGCCTGTCATAGCT
GTTAACAGATCCATTGTGGTTCTGGCCGCGTTGACCTTTGTCCTGCAGCTGTGCCTGGTT
CTGTTCCTCCTGCTGAGATGCTGGAGGCTGGACAGCAGAGCACGAGAGGCTCTGCAGCAG
CCAGACTCTCTAAAAAAAACAAGCGAACACAAATTCTTCCCTCCACACGTTTACAAACCG
CCCACCTTCTCACTATATGACGATCCTGCTGGAGCTCCATGGCCCCCCCTCGTCCCTGCA
GAGAAAGACTCCCCTGCTCATTCTTTGTGTGCACATCCCCCCCGCCACTGGGACCTCATT
CAGAGCGGATGGTCTCCTGATTCTAGAGTCTGGCTCTAAATGTCTGACGACATTTTTTGT
TTATGTAAAAAAAAAAG
>CLMC3226Contig1
TAACCCGGGCCTTATGGCCGGGGGCAGCACGATTAAAAAAAAGAAGCGTCCGAGTGGGAC
GGAGTATCCTGTTGGAAGAGGCATTCATTGTGACTGCATGCGTCCTCACCACTGACCATT
ATTTCATAATGTCCTATTGTAAGTTGCAGGCGGAATGGGACGATATAGACAACGAATATC
AGCAGTTACAGGAAACTCATAAGATCTACAGACAGAAGCTGGAGGAGCTCACTAGTCTTC
AGGCAACATGCAGCGGAGCCATCAGTAAACAGCGAAAGTCCCTGAAAGACGTGAGACGCA
GTTTAAGCAAGTGTGCTCAAACTTGTGATGAAAAAGAACTTCAATTACTAACACACATCA
AAACCCAAATCAAAGAAAGGGAGCATGTTTTCTTTGATATGGAAGCATATTTACCAAAGA
AAAATGGCCTTTACTTGAGTTTAGTGCTGGGAAATGTGAATGTGACACTCCTCAGTAACC
AGGCAAAATTTGCCTACAAAGACGAGTATGAGAAGTTCAAACTGTACATGACGATAATCC
TGATGTTTGGAGCAATAACCTGCCTCTTCTTTCTCAACTACCGAGTCACGGATGAAATCT
TCAACTTTTTGCTGGTGTGGTATTACTGCACACTGACCATAAGGGAAAGCATTCTCATGA
ACAATGGCTCAAGGATCAAAG
>CLMC3230Contig1
ATTTTATTTTGAAAATTGATTAAAATTATATGTCATAGTTAGTGTACATAGGCAAAATGC
TTCGAACTTGCTTGAAAAGCACATAAAGCAATCTTTATCAAGTGGCTAAACCAATCCCCA
GTAAATTAACCTGTAAATAACATATATAATATAATACGCAGCCTGGTAAAAATCCATCTC
CTTTCCTGGTCTCCCTTAATCTTTTGGTTTAATGATGTTTTTGGTTTACTACACCTTTTT
TTTTTTAGACAAAAAGGGGAATCCGCAGGAGTTTGGATCTGGAGAGCTTCAATATTCGTG
TGACCCCCACATCCAGCAAACTCAACCTACCAACCATCATAAAGCTGTATCCACCCACAG
CCAAACCTCTTCACATGCACGCCAACATGCCGCTCCGCTTCGGGAGGGAGAGCAGTGCCA
GTGATGACAGGGTGTCAAACTCTTCCCCCAACATGCCGCAAAGGTTCGGGCGGGCCTGGG
AGGTCCTTCGCATGTGTGGCGGCTGCCGGAGTGTCCGTGAAGCACCAAGCCCTGTGCTGC
CGCCCCCGGCCATA
>CLMC3231Contig1
TATGGCCGGGGACACTGACTGAGCAAACCCACACACTTCTTCATCTCCTGTGACTGAAAG
GAATAGCAACAGTTCTCTTTTTGAACAAAAATGAATCAGCCTAAAATCACTCGACCTGGG
GAGAGCCAGCCTGCACATGCTCTGTGGTTTGACAGAAAGAAATATGTCACTGTCAACTTC
TTGGTTCATAAACCTAAAGATGTTCAAGTTGATATCCAGATGGATAAAATGATTTTATGC
TGCAAAAATGACACAGACGATGTTTTCTACAACGAGTTGTACTTTTACGACCAAATCCAG
AAATTTGATTCCCGAGAGAGAGTCTATGACCGAACAATTAACGTCTTGCTGAGGAAGATG
AAACCTGATTTTGCGTGGCCTCGTCTGCAGAAAGATCCTGCAAAGCCCAGTTGGATATCT
GTGGACTTTGACAACTGGAGGGACTGGGAGCATGAAGAAGAGGAGGGAAAGGAAGAGTTT
GACAAATATGCAGATATGATCCAGGAAATGGCCCAAAATAAACCAGGAGGGGCACCAGAC
ATGGGAGATCTAAGTGATTCTGACTGATGCTACTCTTTGTCGCCTGGGGAACCAGA
>CLMC3236Contig1
TAACCCGGGCCTTATGGCCGGGGAGAGCAGGCTTGCCCGTTGCTAGCCACTTAGCTGCGT
TAGCCGCGTTGAGCAAGTTTGGCAGAAATTTCTTCTAATATCAGTCTGTATTGATCTTAC
TTGACGGCAGGCTTTCGATAAAGACATGGGGGGGATACAGGAGTCATGTCCGCCTCTTGT
ATCCTCTCCTATCTCCATCTATTTACCTAGATGTCAATGTCATAATTTGTAGCTAGGGCT
TAGCACAGCTAGCTTGTGCTTGACAAATACCAGGCCAAGGAAAGAGGGGGGGAAACAGGC
AGGCCTCCGGGTGGAGAGGAGGAGACAGGAAGTAGAACATCTGGTTTGGGATCAGAACAT



CTATTGGAGACTCTTCACCATCCTCCTCATCTCTGTTGACCTCAGATGAGCCATGTCTTC
TTCAGGGTGCTGCCAGCTACCTGGCTCCCTTTGTGATTATTCTGGGAATGCGGAATCTGA
CGCTTCTAAGGATTCCGAAGAATCTGACTCTACCACACAAGCCCAGTATGTTGCCAAGGT
TACAGCGAAGGATGGCCGCCCACTCTCCACGGTTGTCAAAGCAGTCAGCATGCAGAGCGA
TGTGGGAATGTGCAGGATTTGTCATGAAGGAGCTGGAGGGGAGACGCTGCTTTCCCCCTG
CGACTGCACTGGTACCCTTGGAAAAGTGCACAAGAGTTGTTTGGAAAAGTGGCTTTCATC
CTCCAACACCAGCTATTGTGAGCTCTGTCACAC
>CLMC3238Contig1
CATTCAGGAACTGGTAGAGCTGTCCGAGGTCCATGTGGTTGCCTCGGCTCCCATGAGGGT
CAAACATGGCCTCTTCAAAGGTTGAGAACTTTCGTAGGGAGTCCATGCCCTGAGCAGGCC
TGCCGTCGTCACCTTGACCATCAAGTGTGATATCCTCTCGATGTCGAATCATGATCTTTT
TCCACGTCAGAACTTTCACTCTTGACCAAAACTCCTCGCAGGCAGCTTGAGGTCCTTCTA
CACACACAATACCAGGTTTCCCAGGCATGCTGAATCCTGACAGGCCCAGCTCCTTAGACC
ACTCCAAGATGTTCTTCCTCTTCGACTTGTTGTAGATGTGGTGACTGTAGATCCACAGCC
GGCTGAACGCTTCCTGTGCCACCGAGGAGGGAGTCGCTCTTTTAGGAGAAATGGCTGCTA
ATAAGCTCTGCAGGCTGTCTTTCACCCAGTCCACTGCAGCAAGCACACAAACTTCCCCTT
GGCAGTTTTCCATAAGGTGTTTTTTTAGATCCGCCTGTAGCTGTGCCTGCTGGGCTCTGC
TGAGACCAGAACTCCGTACTGTGATGTCTGGCAACACACTGGGATACTCGGATGGATAAG
CGCACGACAAAATGATCTCCGTCCCCTCAGTGCCTGCAGAGCTCAACTTCTGCTTGATGA
GGAACTGGGGTCTGGAGGCAGGAGGACAGTCTGCCGGAGACTCCACGTAGCTTCTCAGCT
CTGCAAGCGCCAGTTGGTCGGTGAGCTCCAGCTCCTCCTGGCTGGGGAACATGCTGGTTA
ACAGCTCGATCTCTGCCACCTGAGCTTCTGCCCACTCCAAATAAGACATATTATTGGAGC
CCAAACAAACAAAAAAAAAGTTTACTAGCTTAAATAAAGTACCGGCGACACGTAATCATA
CTTCATGGAGCCAAATGGATCAAAGTGATGTTTTAAGGATACAATATTCACTTGAGAAAA
CAAAAGTAGAACTAAACTCCCAAGATGGATTCCCCGGCCATA
>CLMC3239Contig1
ATATTTCCCAGGTCACCTACATGCCGTTCAGAGTCTCCTGGACCACCGTGCTGCTTCCCA
AATGGATTATAATGTTCTCCACAACTTTTGCAGTCCTGTGTAAGGTCTCCTAAGGTGTGT
ACGTGGAGGCCGTGGCACCCGGGCTCCAATCCGTCAATGGTCCCATCGATCAAACAATGT
TTCTCGGACAACTGCAGGAAACGCACCACCCCCTGAATGGACCCTGCTCCAGACAGCATT
GCCACAGCCGCACCCAGGTTTGCTGGTTCTGATCCACCCATGCCCTTCAACACAGCTCTG
CGTCCGGTGCTTTCTATCAGAGCCTGGACTTCCGCAATGGTCAGAGCAGATTCTACCAGG
ACCTCCTCCCTCCTGACATCCACAGTGACTGAGGTCACTCCGGATTTTCCTTCCAAAGCC
GCTCTAACGGCGTCAGCACAGCTTTCAGATGTCATCTGCACTGCAAACTCCAGCTTGGAT
GGTCTTTTCGAGTCCATGTTGATCACGTAGTTCCCCGCTAGAGCGATAACGAACGAATTT
AGGAAGAAACTTCCCAGTTTTGTTGCGGCGGAAGCGAGCTAGACGGGCGCCGCCATCTTT
GAGTGTTTGGAATAAACCAATTGAAAGCCCC
>CLMC3241Contig1
TAACCCGGGCATTATGGCCGGGGGAAGAAATGCTGCTGAAAAATGACTGTTTATGGTCCC
TTTTAACCTGTTTTGCAGGGAGTGTGTGTGCTGTTCCTTCCTAAGATCGGAATCACTCTC
TTTATCATTTTCTACACCTTTGGAAATATCTGTGCTCTTGGCAGCACCATGTTTCTGATG
GGGCCGGTCAAACAGCTGAAGAGGATGTGTGACAAAACAAGAGCACTGGCCACCACCATC
ATGATTACGTGCCTTGTTTTGACTCTTTGTGCAGCGTTCTGGTGGAAGAACTTCGGACTT
GCTTTGCTATTTTGTATATTGCAGGTCTTGTCGTTTGCCTGGTACAGTCTGTCATACATT
CCATGTGTGAGGGAGGCGCTCTTGAAGCTGGTTTCTCTCTTCCTAAAGTGACCTTTCCTT
TGACGTGAAGGCTCGTGCTGCTTGAAATGTCTTTGAAAGAAAAGGACCAGTCATTTGTTG
AAGTTGACAATCTTCCTTTAGAAGACAAAAGTTGTTCTTTTATACACTGCAGAGTTTGTC
CATTATTATTTAACTATTTCCTTTGTGTCTCTTGGTGTTAAAATACATTTTTAAAAATCC
TTACTTTTTTGTGCCATATGTGTAAATACGTGTAATAAATGTACATATTAAAGATTTTAT
AAATC
>CLMC3242Contig1
GGGATCACTGAGCAGAACAAGGAAGCAACATGTGCTCCTCACAATAACTCCTAACAGAAC
ACCCGTACCGACAGGCGGGCAGCCACACCGAGAAGCGAGGAGCTTATCCACGGCACGGAG
AAGGACGCGGTTCATTAAAATCAAAAATGATAAAAGAGGTGAAAGCTGGAGTCGACTTCC
TGAGACGCCTGGCTGTGGCGCGAGGAAAACTGGAGGAAGCCAAAGCAGAGCTGTTTGCTG
AGAAGCTACAAAAACTGTTATGTGACAAATATGATGACCACTGGTACCCCGACTGCCCCA
GCAAAGGCCAAGCATACAGGTGCATTCGGATCAATAAGGGATTCCCCTGTGACGAGGTGG
TCCTTAAGGCCTGTGAAGAGAGTGAACTCACACCCAGCATGCTGGGGCTTCCTCCTGAGA
TCACAGTGTGGATCGACCCAATGCAGGTCTGCGCGAGATCTGGAGAGAACAGCAGACCTT
TCACGGTAGCTTGTTTTGACCACAATGAGGAAAATGAAGACGAGGACGCTTTGAACGGAG
ATGACCCCGTGAATCTGGACACGTCAGATTACCATTCTGCAACGTCTGACTGTGGTTCCA
CTGTATCGAGCGACACAGAGGAGGAGGCCAAAGATGGAGAGCTAGACAGCGAGCAGGACA
AAGAAAAGCAAGTCAAGATAAAGCAGGACGTGGAGGGGAACACCTACACAATAACGATGG
TTCCCAACATACGAAAATGGCACGAAGACGGAGCAAGTAGAAC



>CLMC3247Contig1
TGTGCATGGATGCGTACTCCCGAATGAAACTCTCACTCAGTCCACTTTCGTCTTGGAAAA
ACAGGTTGCCGTGACTGTTGTCATGCAGCATTCGCTGAGCCAGATACAGCAAGGCACGCA
GCTGGCACAGCGCACTGCAATAGGCCTCCATTTCCCCAGCGTTATGCGCTGCTCGGAAGA
AGATGCTGCGCCGGTTGGCTGCAATGTAGCGCCCCTTGTGGATAATGTGGAGAAGGCAGC
AACGCACCACCTTAACCAAAGAGCGGTAGCCATTAGCAGGGATGAGTGGATCAAAGTCAA
AGTGATGATAAATGGCAGCAAAGCCAGAAATGACAGGTTCCAGGCTGCGAGCATGTTCCT
GAATCAGCTTCATAGACTCGACCAATCGCTTTGCTGAGTCGGCCTGCGACACTTTGCCTC
CAGCCGAGAAGAACGTGGCATTTTCTTCACACACGCTGTAGAGGGCTGCAAATACCGCCT
TGGTGTCCATCACCACTGGACCCTCCTTGAGTTTAGAAGACCGTCTTCCATTTACACCTC
GCTCCAATTTGCCATTCTCTCCACCCTTTTTACTGGACGCCATCTTCTCTGCCTACTGTT
TTTACTCCCCCGGCCATAAGGCCCGGGTTAAACGGCG
>CLMC3259Contig1
CCCGGGCATTATGGCCGGGGGATATCATCAGCGGACCAGCTGCGGTGCAGGCGCCTGAAC
GCATCATCCAGACATGGGTTGCTATGATTGCTGTATGCGATGTTTGGGTGGGGTTCCATA
TTGTTCCCTAGTTGCTACATTGCTATGCTTCTCTGGCATCGCCCTCTTCTGTGGTTGTGG
ACATCAGGCTCTTACAGAGACAGAGAGAATCATTGAGACTTACTTTGCTCGTAACCTTCA
AGACTACATCACTCTAGCCTACATCATTCAGTATTTCCAGTATGTCATCTACGGTTTGGC
CTCTTTTTTCTTCCTCTACTGCATCGTTTTGCTGGCTGAGGGTTTCTACACCACAAGTGC
TGCCAAGCAAACCTTTGGAGAGTTCAGGAGCACCATGTGTGGCCGCTGCCTCAGCTCCTC
GTTCATAGTGATGACATATGTACTTGCTGTGTTGTGGCTGCTGGTGTTTGCCCTCTCTGC
ATTGCCGGTCTACTTCTTCTACAACATGGATGCAACGTGCCACACCATCGACGTTCTGAC
TGAGACCCCAGCAAGTATCAACCAGCTCTGTGTTGATGCAAGGCAATATGGCCTTCTGCC
TTGGAATGCAGTACCAGGGAAAGCTTGTGGGATGACCCTGTCTAATGTTTGCAAAACCAG
AGAGTATCAAATGACCTATAACCTGTACATTGCTGCCTTCGCCGGTGCGGGCATCACTCT
CATGGCTCTGGTGCACTGCTCCCTTCACTTGGCTGTGTACCAGCTGTACCTAAAGATGC
>CLMC325Contig1
ACCCGGGCATTATGGCCGGGGGCGACAGCATTGTAGCCGTAAAGCTCTTTATACAAGACG
GTGCTGTTGTTCGCAAAGCAACTTATTCTGTTGAAAATATGCTTTCGTTTTTATTCGCTT
GACGGTTTTTACAACTTAAATGTTGCATAGTTTGCGTTTTTATTCGCGTTTTCGAGCTCG
TTATTAGACAATATAGTACCTTGCTTTGATCAACACTCGTGAAAATGAGTTCCACCACAC
ACGTAATTCAGGTGACCAACGTTTCACCTAGCACAACTTCTGAACAAATGAGAACCCTGT
TTGGATATCTCGGAACCATAGAGGAACTTAAATTGTTTCCACCTGATGATTCTCCCTTGC
CTGTGACTTCACGTGTCTGTTTTGTAAAATTCCTTGAGCCCGAGTCAGTGGGAGTCTCCC
AGCATCTTACAAACACCGTCTTCGTGGACAGAGCTTTGATTGTGGTCCCTTTTGCTGAAG
GAGTCATTCCTGATGAATCTAAAGCTATGTCGCTGCTGGCTCCAGCCAATGCTGTGGCAG
GAATGATGCCTGGAGGCGGTCTTCTTCCAACGCCCAATCCTCTAGTGTCGATTGGAGCAA
CACCTTTTGGAGGCCTTGGAGCTGCAAGCCTTGATCCAATGGCTGCCATGGGACTTGCAG
GACCTGGCATGAACCCCCAGGCAATTTCTGCAGACTTGCTGAAGCTCATGCAGTCCATGG
ATCCTAAATTGAATCCATTGGCAGCTGGATTAAACTTGAATCTAGGTCTGAAGGCAGATT
CCTCCAACAAAGAGATTGAAGAGGCAATGAAGAGAGTTAGAGAGGCCCAG
>CLMC3266Contig1
AACCCGGGCATTATGGCCGGGGGTTCCACTGATATTTGAGAGGTGATGCATGGAGTTGCT
TGTTGGACAGCTTTCAGCCTCATTCCTTTTCTTCATTCTACATCCGAAACAAGGAACCAA
AACACGAAGAACACCTGATGAGCCCAATTTCATTATGAGAAGACCCCAGGATAATTTTTT
CCACCCCTAGAAACAAAACCTCCAAGTTTCAAACATCCAACATGTGACACAACCGCTACA
GTGGATCATGTATTTATGGCACTGAGAACACTCTGTTCAGAACAATTTGAGCAAACAGTT
TGGTAATTGCAAACTGTGGTGGAAATAAAAGGATTATTTTAATTGTTCTTTCTGAGCTGC
CAAAACTCAATCTGTAAAGCATCATAGTTCAATTCTTTCCTTCGAAATGCTGCAAAAACG
CAAGCTTCCTCTTCTACTAAAGTTCTTTGCAGCACTTTTGTCACTGTGGCTGCTTTCCTT
CGTCAGTCTGCTAAAGTCAGACTGGACCCCTGCCTTCAAGCTCCACTACGACTGGCTGGA
ATACACAGATGATGGCAGTCCAG
>CLMC3267Contig1
TATGGCCGGGGTCCTTGCTAATGAATTTCGTAGTCGCTACTATCTTTCCCGAGATAGTTT
TTCTTTAAATAATCTGGTAATATGCTTCTTTTTTGTCCTACTTGTGGAAACGTTTTAATC
GTAGAAGAAGGACAGAAATGCTTGAGATTCGCTTGTAACACTTGTCCCTATGTGCACAAC
GTCACGAGAAAGGTAAACTACCGAAAATATCCCAAGCTGAAAGAGGTGGATGATGTGCTG
GGTGGAGCTGCAGCGTGGGAGAACGTGGATTCTACTGCAGAAACGTGTCCCAAATGCGAG
CATCCTCGAGCCTACTTCATGCAGATCCAGACCAGATCAGCCGATGAACCAATGACGACT
TTCTACAAATGCTGTAATGCTCAGTGTGGGCACAGATGGAGAGATTGAGCATTTTATTTC
ATTCACTCATTATTTCTAGTTTAAATGGCAATCGAAGCACATGTAAAGAATGTTTTGGAC
CCATTATTATTTATAAATAAAATTTGCTTTTCAGAACC
>CLMC3268Contig1
AACACGAACGACACGGGCCCTTTGTGCGCGAGGAACGTCGGTTGGAGAAAATGTTTGCCC



TAGCGACCAAAAACTTTGTGGATGAAGTGGATAAAAAGGGTTTGTTAATCCCAGTTTCCA
GTCGGAATGACGACATTCACCTCCTGACCGTGGTGCTGAAGCACAACCGATTCTGGTTCT
GGAAGAAGCCCAATTACGTTCCAACTGATTTTACACTCAACGATGTGCTGACAGGAGACA
ATCCAATAAAAGCAGAAGTGACGGAGACAGACTTCCTCAACTACAGCGGAACATTTTCTG
ACTTGACTCAAGCATCCGTCAATGCCGAGTTGAGTAATGCCGGGGGCCGTAGTGTCACAG
GAAAAGGATCCTCCACACTGAAGTCCAGCTTTGGGGATTTGAAGAAAGAGGAGGTGGAGT
TACAGAAACTGCTGCATGACTTAAAAGACAGGGCTCTGGATATGTCACATGTTCTGATCC
GTCAGACCATGAAGAAGCACAAAACGGTTCTTGGGATTGTGAAGGAGCGCATTCTAACCA
CTACGTTGAGCTCAGTGGTAGAAGAGGAGGAGCGGAGCGGACAGTGTGCAGGGAGCCTGA
GCTTCTTTGGCTCCCTGAGCA
>CLMC3270Contig1
GTGTGGTTCTCCTCTGGGTACACAGGCCTGCACAGCATGGTGTCGCTATGTGTTGACTTC
ACAGTGTGCAGGAAGTGGGTGTCTGGCAAGGAGGCTACCAGAGCCAGAAGCCAAACCCCC
AAACATACACCTCGGCGGATCAACTTCCTGCGTTGGGCTCCTTCCTCTCTGGGCTGCAAC
AGACTAAAGTAACGGTCCACGCTCATGCACGCCAAGAAGAAGATGCTGCCAAAGAGGTTG
ACAGAGAACAGCAGGTGCGTGAGTTTGCACGCAACTTCCCCAAAGGGCCAGTGGCCGTGC
TGGGCCAGCGAGCTCACCCAGATGGGAAGTGTCGCACACACACACAAATCTGCAACCGCC
AGGTGAGCGATGTACGTGTGCGTCTCATGGCGAGGGGTGGAGTCGCTTTGAGCGCGGATG
TTCACCCAGAGGACGAGGGCGTTGGCAGCCAGGCCAATGACGAAGATGAACGTGTAAAGG
ACGCACATGGAGTACAGTAGGGCACTGCGATTGAATGCTGTGGCACAAACCATGGCCTCC
ACACTTGTGATGTTGCTGAAGGTTTCAGAGAAGTTCAACTCCCCGAAATTCTCCCACAGG
TCTTCAAACTCACTTAGACTCATTTTTCACCGATGGTAGAGGCACAAAGACCACTGGAGG
GGGTGCACAACCTGACTGGAACAGACCCTCTGTTTCCTTCTCTTTTCTTTGATCTTCTTC
TGTCGTCTGAAGGGCTGAAATGTTAGGCGGCAGTTTAAAGGCTGAAGCGTCACTCTTGCT
CCGCTCGAGCGTCAGTGTGGCTCACCCCGCCTCTCCCCGGCCAT
>CLMC3273Contig1
CCGGGGACAGCACTCAGGAAATTCAGTTCCTCAGCGGTTCTGTCGTTGGGAGTTTTGATT
AAACAAAAAAGGTTATAAACAGAACGAAGCAGCAGAATTCAAAATGAGACTGATCTTGTC
TTTGTTGAGACTTAGCTTCCTGCTTACGGTGTTGTCTGTACAACCGCTCTGGGCAGCACC
TTCATTCAGCCTGGACTATAACGCTGACTGCTTCCGTAAAGATGGCCAAAGGTTCCGCTT
TATTTCAGGAAGCATCCACTACAGCAGGATCCCCAGAGTCTACTGGAAAGACCGACTGCT
GAAGATGTACATGGCCGGGCTGAACGCCATCCAGACGTACATTCCCTGGAACTACCACGA
AGAATCTCCTGGCATGTACAATTTTAGCGGGGACAGGGATGTGGAATACTTCCTGAAACT
GGCCCAGGACATCGGCTTACTGGTCATCCTTCGGCCAGGACCCTATATATGCGCAGAGTG
GGAGATGGGCGGCCTGCCAGCCTGGCTTCTCAGTAAGAAAGACATTGTGCTGCGATCTTC
TGATCCAGATTACGTGGCAGCTGTGGATACATGGATGGGGAAGTTGTTGCCCATGATGAA
GCCCTACCTCTA
>CLMC3278Contig1
TATGGCCGGGGGAAAAGGGAAAAAAAGCACCGGGAGCTAAAATCCGTTTATCGCCAAGAA
ACACAAAAAACAGCTCCTCCCTCTCAGCTGCAGCATGACGCCCAATGAGGGGCTGTCCCA
CTGCAAACTGGCGCTGGCCTTTGCTGTCATCATGGACCTGCTGGGGGGGGCCGCTCTGCT
GGTGGGAGTCTTTGCCCGTCTGCAGATTAAAGGACAGGATTACGGAGATTTGCTGGTCTA
CAGTGGTGCTCTGCTCGTCGTGGTCTCCCTTGCCGGCTGGGTGCTGTGGTACAGTGGGAA
CATTGAGGGCCTGACCACAAAGAAGGAGCTCGGACATATCGGCAGCGCGGTGGACAGGCT
CGCCCGCACCCTCAGCCGGAAGATGCGCACGCGCAGAGAACGCCACTGAGCGCATCTGCT
CCACTGCAACCACCGTGGCTGACAGTGTTTTGTCTAAAAACTGAGGCCATGAGCATTCCA
ACGGTTTTGTTACAAAAGTGTTTTCTTTTTTACAAGTGTCAGATGTCAAATAAACTTTTG
GATAAAACCAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CLMC3279Contig1
TTAACCCGGGCCTTATGGCCGGGGGCTGGTCCATTAACGTCATAATGTCTCTTCCATATA
TTCTGGTGTCTTTGGAAAACAACAGACTGAAAACCAGTAACAATCACCTGCAGACTGAAC
TTTCAGGCATCAACAAAACTCTTTGGGATGAAATAAAACGGCTGAAAAATCAGACTGAAG
GTAAACGGTGTCCTGAAGGATGGATGAGATTTGGAAGCAGCTGCTACTATAAATCCACTA
AGAATAGAACTTGGGCTGACAGCAGGAGTTTCTGTCAGTTTGCAGGATCTGATCTGGTGG
TGGTAAACAGCAAAGAGGAACAGGAGTTTGTTTCTAAATTGAATCAGAATGCAGAATCCT
GGATCGGTCTGTCTATTGAATGGTCATCACAGAAACAGAAATATGAATGGAAATGGGTGG
ATGGATCACCACTGACAGAAACGTTCAGGGATGAGAGGATTTCAAAAGATCCAAACTACA
ACTACCATGCAGTGTCCTTAAATACTGAAGGGAAATGGACACAACTGCACTATACAACCA
TCAAAAACTGGATCTGTGAGAAATACATGACATTCTGAATCTTTCTGTTTCTGAGCTGTG
CATTGATTTAACT
>CLMC3283Contig1
TTTTTTTTTTTTTTTTTTTTTTTTTTTTGGAGAAAACAAAAACTTTATTAACCAAGGAAA
AGAATGAATGTTTTTCCAAAAACAGTGACACATTATTCTGGATATTAACTAAAATTTAAT
TTAACAATATTTTACATGAGTTCTGGCAGGGTCAGAGCCACGGCATCGGCTCAGCCGCTG



ACGGCGGCCTCGAACGGGTAGTGCTGGGGGAAGTCATGAATGACCTTCAGGGCTTCGTTG
TACAGCTCCAAATCAAAGGGGGTGCCGCGGTCTTCTCGCAGCAGGTTGTATGTGGCGGCC
ATCAGGACTCCTTTGTTGGACACTAATCCGATCACCTCCACCACGCCGCTCAGCTCCTCC
TCCAGACAGCAGTTGAGCTCCACGGTCACCGTCTTCCCCTCTCCGTCCACCGCCGTGAAC
GTCTTCCCGGAGGGATGAACCTTAGACACCCGGCACGCGAAGCAGACCGCCTGGTTGATG
TGCTGCAGCAGCATTGAGCAGTTAATTCGGGGTTTCGGAACATCTATGATTCCTGCCATC
TTCCCGCCACAGACACGAGACTGAAGCACCCCGGCCATAAGGCCCGGGT
>CLMC3293Contig1
TATGGCCGGGGCCAGTCTCGTTGTGAAACATTCAGAGCCGGCAGTCGGGTGCTTCGTGGA
GAACGACTAGGCGCAGAAGACGGATGCGATGCTGCTTCTCAGGCGCTGCCACGGCCTGAC
TCGCTTTGGCCACGTCCACATTCAAAGGCATCATCTGCCCCCTGCAGTGTTATCGCACGC
AGCTCGCCTCTGCAGCACCCATGATAACACGTCCCACAGGCATCTCAGCGGGTTCAGCTG
GAAGCACGGGTTGGCGGGGCTGCTGGCTGGCGCCGGGGCTGTAATCGCTTTTGGCCTACA
TCGGCACGAGGCGGAGCATCCGGCCGCCGCCGCCGCTGCTCAGACCGCAGAGAGCAGCTC
GTCTCTTCCCGTCTTCAGCCAGGAGGAAGTTTCAAAGCACCGATCTCTGAGCGAGGGCGT
GTGGGTCACTTTCAGGGGAGGCGTCTATGACATCACAGACTTTGTGGCCATGCATCCTGG
CGGGGAGAAGATCCTGCTGGCAGCAGGGGGGGCCCTCGAACCTTTTTGGGCGCTGTATGC
CGTTCACAACCAGGAGCATGTGCTGGAAATCCTTTCCGAGTACAAGGTTGGTTCTCCCTG
TTTTACCGAAAAACAACAAAATCGTATGGGAAAACAATTTTTGCAAGGATAAAAAATGTA
AAATAGGTTTAAAAAAAACGCAATTGAACAGAATTATTGTGTAGTTTTGTTCATTTTATT
TGTCCTGC
>CLMC3296Contig1
TTTTTTTTTTTCTCTTAAAGCACAGCAATTTTCTTTTATTCAACTACAAAAAAAGCAGCA
GTGAAAGCAGAACAGCATCCAGCTCTTCTCTGCCACAGACTGGACTTTGAGCCAAAGCAA
CAGGAAGCAGCACAGTAGGTTTAGAGATTCAGAGAAAGACGTACGACACCTTTAGAGTAC
ACTCGCACATGCAGGCAGAATGCAGCCAACTGTGAAACCCCAGCGGAAGCAGGACAATGC
TCGGATCAGGGCACCAGTCGGATTTAAACCACAAAACATCCAAGAAAACAAAACTAGAAA
AAGTAACTACTGAGAAACAAAAGCACGTCACACTAGGTATTAATAATATTAACTATCTTA
AAGAAAAACACAACCTAAAAATGTCTATTAAGGAAATGCATTGCACTCACTAGCTCGCTT
TGCTTGTTTAGGATTGTACAATCATGTGACCTTTCGTTGATTCTGGCCACCCGGTATTCC
CCCCGGCCATAAGGCCCGGGTTTAAC
>CLMC3303Contig1
TAATAATCATCTCTGTTAATCATCTGTGCATGTTTTCCTTCATCACCGTAGACTCTGCTT
TCTCAGGGAGGCTGTAGATGGTGATGGAGACGTTTGTGTGTTTGAAAACCTCCTCCAGGA
TCTCGGACACTTTTGGCCACCTCAATCGGTCCAGACCACACCCAATGCGAGGCATCGATA
TTCTTGTCACACCATTTGTTACGCAGTGAGACTTCATGTCCTCCAGGCTGCGTCTCAGAC
AGTCATAGGTCGGTTTCTGGTTAAATCTTTTCTTTGTTATCAAGTAGTAGATAAAACGTC
CATTTTTTCTTAGTACAGCGCACTGTCCGCTCCCTTTTTTCTGTTCCTTTAACTCAGGCA
CACCGCCGAACCTCTTCTTGAACGTGACCGCTATCCCTGCCCCCATGCGGCAGTCCTCAC
TGATGCAGTGGGCCAGGGCTTCTTCTGCTGGGCACGAGAACAGGTCCCCGCTGACATAAG
CGAGCCTCCAGCTGTCTTCTACATGCTTCCGTTTTCCAGGGCTGTATGGTGTCTGAGCTT
CCGACGACATGAAGAAGTAGAAATGGTGTCAATTCGATTCGGCGTTAAAGGTCTTTAATA
CACAACAGCGCAGGACTACTGATGTCTAAAATTACTATGAAAAACAAATACTTCTGTTTT
CTACTTAGATAGAAAGTACTTCAAAAAACGTAATAAAAAAATCAGTAGATATTGGCTAAT
CTAGTTTCGTTTCCGCAGCTCACAGCAGCGTCA
>CLMC3305Contig1
ATGCCTTGCAAGCTTGGTGAACAGCTGCACAGTTGTGGTCCCTGACAGTGACATATTAGC
CCTCCAACACTCTGTGGGGAGCAGCAGAAGGGCTTAAATGACCTGTCCGACTTGGGGATA
GTGGTGATGCTAGATTATTCCAGATGATCTGCGCATCCAGAGAAAGTCCATTTCTGAAAT
AGTTGAGCTTAAATTACCAAAAACTTTTAAAAGGATGGCTCCAGCAGTCAATTAAGCCAC
TCTTCTTGGCCATTATTCTAACTGCTCGATAAGGAAACGCTTATCTCGGGTACACCAGCT
GACAATCACGCCAATTCAGCAAATTAAAAGTACAAGTTTTGCGGCTTTCTCTGATATTCG
CCATTTTTGGAGTTTTCGTCATTAAGATGAATGGATAAACAGATGTGAAGCCCAGAGTGC
GCAGCGCAATTTTTTGTTTTGTTTCATCAGCGTTTCAATCCAAATAAATACCAACAAAAG
TCACTGCAATGCTAACTTACTCCTGAGGTAAGCTAACCAACCCGCTGCACGGATAAAGTC
CAACACTGCATTTCACTCAACACCCGTCACTGATTTTCGGCACCGCTTCAGTCGGACACC
TCAACAAAAAAGAGTCAAAAAGGACACAAGAAAGACTCCGTTAGTCCTCCCGCTACTTGC
TAACTGCTGTTCGCGTAGTCAGGGTTTTTCCACGACGGCTGTCGGTGCTGTTAACTGTGA
TGCTGAAGCTATTCATATCGTCCACTGTTTGTCCC
>CLMC3309Contig1
ATAATAAAGGCAGCCATTTAACAAACAGGCATCAGCAGTCAGTAAGCGGTTCTGGGGGGA
ATTCAACAGTCAGCTCTTCAAGGGTTTGTAGGAAGGCATCCAGCTCCAAGCTGTGATCTG
GAAATCTGCACCCTTTTGCAGGTGAAGGGTCTGGGAGAGGCTGAATCTTTTCCAGGTCTT
CCTCAAGAAGAGGCGAGGTAAAACAGGCCAATCCGGGTAGAGCCAGGCCACTGAAAGGAA



TGAAGTCCTCGGGTATGCTGTACTTCTCAAACTCTAGAGGGTTGTAAGGAATAAAATTTT
CCATTTCTGGGTATTCCTCCCCTTTGGCTTCAGAAGGATGCTCGACCTTGACTTCCTGGA
GCAGACAGAAGCCTCTGACGCATTTTCAGGGAAGAGGGACGGAGGCAAACATTCTCCTGT
TCGGTGAAGATGACATTTGCCATCTTGGCTTAGTGTTAGTAACCTCAAAGAACAATAGTT
CTTGGTCTCAATCCGAAGGCTTTATCGTCTTTATCCTGCTTTTTGTTTTTTATCTAGCTC
CCCGGCCATA
>CLMC3310Contig1
TATGGCCGGGGATAGAAGGAACAACTTCCGCTTCAGGTCACCTGTGTTTGTAACAGGTCT
TCTTGTCTGTGTGCAGGCCAGCCGTTCCTCTTCTCAGATGGAGAGATGGAGCCCCGGGAT
GGGATCATGAAGGCTTTCCCCAAAGTCAAAAGAGCCAAAGTGCTACAGGGACAGGATGCC
CCTCCGATGAAGAAGAAACCTGACGAAATAAAGGTTAAGGGGGGAAACCCTTTTAGCAGA
CTGACAGTGTACCTTCTGCCTGCTGGGATTGGAAATGCGAGGTGCCAGATATTCCAGAGA
CAAATTCAGCAGATGGGAGGACAGTTGGAGAGTTCATTGTGTGCTGCTGTCACTCATGTT
GTGGTGGATGACAGCATGGACGGAGACAGGGTTCTGCGATTGCTGAAAGTGGATGGCCTG
CCCTCTGGTGTTCATCTGGTGAAATGCAGCTGGCTGAGCATGTGCATTAGTGAGCGGAAA
CTCCTGGATATGGATGGATACAGCCTTCTTTTACCCAAGAGGAGCTCAGAATCAAAGCTG
GAAAGTGTGAGTGAAAAACAAGCGGATTTCAAATCGATTGCAGAAAACTTCCCAGATCCA
GAGACTCTTCAAACCAAGCAGGAGGAAGCTGCACTCACGCACAATCCCAGACACTAAAGA
GGAGGTGGGTGGGGAGGAAGACTGCGTCTCCCAGAGCGACCTTGTAGCTCTAATCACTGG
TCAGCACCCCGAAGA
>CLMC3311Contig1
GGAGCGGACACGTGCCGGACCGGCTCCTCCAGGGGAACGCAGCTGGATTTCCAACGATGT
GGCTGCTCGGTGCTGCCGTTCTCCTGCTTCGGTTCGGTTCTGCTGGGTCCCTGACACCAG
GTCTGAGGAACATCACTGCTAGACCTGGAGATGACGTCACTCTGACATGTGGAGACACGA
ACATCATGAAGAATCCAACCTTTGAGTGGAACAGAATTGACCTGGAGGAGGAAGAACGTG
TGATAACATACAGGAGTGGTGGTGTTGATCTAGACGGTCAGCATGAATCTTTCAGGAACC
GAGTGTTTCTGAAGGACAGTCAGATGAAGGATGGAGATCTGTCTGTGGTTCTGAAGAACG
TGACGACTAATGACACTGGAACATACAAGTGTAGAGTTCTACAACACAATGGTTCACACA
GAGAAATGAAGACGATCTGTGCCGTCCATCTGTCTGTGGATCCTCCAGGTGACCCGTCTC
CAGGTGATCCGTCTCCAAGTAACCCGTCTCCAGGTGATCCGTCTCAGGGTGACCCGTCTC
CAGGTGACCCATCTCCAGGTGACCCGTCTCCAGGTGACCCGTCTCAGGGTGAC
>CLMC3313Contig1
TCCGGTCTCTAGCTGTTACTGTTTGTTGTCACTGGCAGTGCTTGAAAACTGCGTTTTGTC
ATCAAGACACACTATTTCACCGAAGCTTTTTGCTGTTCCAACCAACAACCCGACTAGAGC
AAGCATTCAGCTGCTCCTCCGTTAGTTTTGCGTCCACGGAATCAAATCTATAATTGACTG
GAAGGAGGAGTCCAGACGGGGTTTGGAATCCCAGCAGTGCCAAACATTTGGAAATTCATC
ATGGAGGAGAAGTTAATAATTGCCGTTTGTGCCCGGCCGGAACTGTATGACACCAAGTTA
GTCATGTACCGGGATAGAGCGGTGAGGAAAAAAACCTGGTGCAGTGTGTCGGAAGAGGTT
GGATTACCACCGGATCAGTGCAGGAAAAGGTGGAAGAGTCTCCGGGACCTCTATATGAGG
GAAAAGAGGAAGGAGATGCAAAGAAGGAACAGGCCAGAAGGGGGTCCATGCAAAAGATGG
AAATACTCTGCTGTCCCATCCTTCCTGGACCCGTTCTTCTCCCCACGAGAGATGAACGGA
AACATGGACGCAAGTTCAGAGGACAATATGGTGGAATACGATCCTCAGGCAGAAGCAGCA
ACAGCGTCATCAGCAATGAATGACTTCAGTGAGC
>CLMC3324Contig1
TTAAACATTTTCTGGCTAGGTAACAGATGGCGTCATCCTTCAGCTGGCGGCAGGCCGTGA
GGTCGATGGACTGCAGCTCCCTGCAGTGGTCAGCCAGGCTGCGCAGGGACAGGCTGTCCA
CCCATTCGCAGTGCGCCAAGCCGAAGTGCTGGAGATGCATGCAGCTCAAGGACACAGCCA
CGAGAGAGTGTCGGGTGAGACAGGTGCAGCCACTCAGATCGACTTTCTGCAGATGCTGGT
TTTGGCCGACGACAGGCAGGAGCTCTTTATCTGTGACCCATTCCGAACAGCTCTGAAGTG
AGAGGTTCTGAAGAACTTTATTATCCTTCAACATGGAGCAAAAAGCTTCTCTGGGTATGC
ACAATCCAAGCGTGGACAAATGAAAAGTCCTGCAGTTGGAGAGGTACACCTGGATGAGGC
TGTGGAACTGCTTGCTCACGCGCTGCAGTCTGACCAGGTGATGCAGTGGCAGATAGCACA
AAATATGTGGAATAAGTACATCCTCCCAGGGCAGGTCTAAGAGGTGGAATGTCTGCATCT
TAGCTTCTTCGTCCATCACGAACCGGATATGTTACACAGCACATCTGAGGACAAGCTGTT
CTTCACATAGATGCCTAAACGAGGTCTTTTGCCTTAGCATCTTGTAAAGCGTTTAAGGTG
TAACCCAAACCTAATGCTCCCCCCCGGCCATA
>CLMC3330Contig1
TATGGCCGGGGACCGGTGACCAGACGGGTAGACAGAGCTCTAACTTCTGACAATTATAAA
TATTTTACAAGGTTATTGTTGTTATTAACATAGGAAGGCATACTCTGATCATAAATGCTT
TTGCAAAAAGTGACCCAATATTCCTGCATGCATGGATGGATCGGGTAGCTTCACAGATCA
AGCGAGATGCATGTCCACCACCTATAGTTGGAAAAGGCTTCTCATCAATTTTGTTCCAGG
GCCGCGTTTGGACGGAGCCTGTCGGGCGACAACGGTGGAGGCTCAATTAGGACGTATCAA
CATGGACAAAACAAATGGCGATTGACTTCAGGGCATTTGGCAATTACCACCACTCACATC
TGACCATAAACGGTGCTGCTGTGGAGAAGGTTGACAGGGTCAAGTTCCTGGGGGTGCATC



TCACTAGTGACTTGACCTCCTCCACCAACGCCACAATGGTCATCAGAAAAGCAGAAAAGC
GTCTCCGTCCCCTCCGGAGACTCAGGAAAGCAGGAATTCCAACACCTCACATCCTGAG
>CLMC3331Contig1
CTAGGTTGAGCATGTTTGCTTCCATTTTCCTATCAGCAATTCCCGAGAGTCTTTCCATTA
GTTTTTCTGCTCTCTCGTTGAACGTTCCCATTAGACCTCTTAGATATAAACTGCTGAAGG
CAGGGTCCATGATCCGGCGCTGTTTGTACCACATTTCGTGATCTCGTGCCGTTACCAGAC
CATTGCCTAAAAACCTTTGACCAAACAAACAAAAGAGCTTCTTGTAGAGAAATTTATCCT
TCGGGTGCTTTGATGACATCAGAACTTCCTTGGTGGCCTCTGGACAGGTCACAGTCACCA
AAACGAAATGCAGAACATTGACTCTAAAAACAGGCCCATAAATCTCTGCCCATTCCAAGA
ATTTGCCCTGCACAACGCCTCCGTCTCTCATGATCCTCAGAAATGTTGGTGAATGTCCTA
AAAGGAAACTGTCCCTCGGAGGTCCGGGAATGTGGTCATACTTCATGTGAGTGTATTTAA
TGTACAAGCAGAAACCCAAAAACACGACGAGAAGAACAATAAAAAGCACAAAAAGCGCAT
TCAAAAGCAAACCGAAAAGAAAGCTGAAGAACGCCATGACAGAAAAGGTAGTCCGAGCAG
CAGATGCTGGAGGACAGTTTGTGAAGTGTGTCGGACCGACGATCTGCCTTTTGTGCACCC
CCGGCCATAAGGNCCGGGTTTAACG
>CLMC3337Contig1
GGGCACGTCAAACTTGTGTGGTTGTTCAACCTGCTTCATTAGAGCTTCGAGCTACACATC
TCATCAAAGATGGCCGCTCGGACTCTAAAAGCAGTTAAATGCCCCACAGATGAACTGTCG
TTGACCAACTGTGCAGTCATCAATGACAAGGAGCAGCACTTTGAACCACACGTGACGGTT
TACAATGGGAAAGGGGAGTTTGTGTTCACCTTGAAGAAGCATCCTGAAGTGAGCAGCGGC
TGCATCGCTTTCAGCTTGCCACAGAGGAAGTGGGCGGCTATTGTTCTGGGAGATGACTTC
AAAGTAACAAACTACAAGTTTGATAAGTCTAAGGACTGCATAAGCGTCATGACCATGGAG
ATAGACTTCCTGCAGAAGAAGTTTGTGGACAGCAGCCCCTTCGATTCAGACAAGATGGCC
AGCGAGTTAGTCCAGCGCTTCGACAACCAAGCCTTCACTGTCGGCCAGCAGCTCGTGTTT
AGTTTTGCCGACAAGCTGTTTAACTTGGTGGTAAAAGAGATTGAAGCCATGGATGCCAGC
ATCTTAAAGGGAGAACGACAGGCGGGTGGATCCAAGAAGAAGGTTGGTTTGTTGCTGGCA
AACAGTCAGGTGATTTTTGAGAAATCAGATAATTCAGCTGTCGTGCTCATCGGGAAATCC
AAAACCAGAGAAAATCGCCAGTCCATTATCAGCCCAGACTGGAACTTTGAGAGGATGGGG
ATCGGCGGCCTGGACAAAGAGTTTTCTGACATCTTTCGA
>CLMC333Contig1
AATCGGCTCCTATCACTGCTCAGAGCGTTTGGTAGAAGGTAATATGAAGGAAACGGCATC
ATGATGCCGCTCTGGCCCTGCATGTAATGAATGGGAGCAGCAGGTGAGCGGCTTACCTGG
CCCGGTATGTTATAATGTTGCGCGTAAGATCGACAGCAGCCCAAACTGGAATAAAACACA
AATCCATCTTTGATTATTTCGGGCTGATTCCTCTTAAACCGTTTCCTCCTCCGAAGGAAG
CTGCCATTGTCAAACATGTCCTCAGAGGCCGGATCTAAGGACCAGTAGTTGCCTTTCCCT
GGATTTCCAGGCTCCCTGGGGATCTTGATGAAGCAGTCGTTCAGAGACAGGTTGTGTCTG
ATGGAGTTCTGCCACGCCGGGAACTTGTCTTTGTAGTAGGGAAACTTGTTGCTGATGAAG
TCGCAGATGCCGCTCAGCGTCAGCTTCTTCAGGGGGCTCTGCAGGATGGCCATGGTGATG
AGAGCGATGTAAGAGTAAGGGGGCTTCACCGTGCTGCTCTGGCCTTTGATGGGGGGCTCA
GTGCAGAAGCTGTTTTCGCTTTCCCCCGAAGAGTCCGGCTCCGAGGAATCACACTCTTCC
GCTGTTGATCCAGTGTCCGTGAGGCGCTCCTGTCCACACTTTCCTCGTTGGACTTCCTCA
ACTTCACCAACTATGTTAACTTTTTCTTCTTCCAGAAGCAACCCATTGTGAGAGGGCGTT
TTGAACTTGCTTGAAAGAGTCATAGTTACATTTAGTTTCTTTTTTTTTAAGTTGCGGCCT
TCAGCTTTTGTGCGTAAAGGCAAAGTGCGCGTCCTTCTGTGCGTAAAAGCGCAAATGTGG
TTTCAATGAGACTTAGTAGTCCCCGGCCATA
>CLMC3340Contig1
TTTTTTTTTTTTTTTTTATCCACAGAGGATGACTGTTTTTAATGTTTAAACACAGCAGAA
AACTTCCAACATTAAAAACATTTCACACTTAATCTGAAGTGTTATTTTGAGATGTGCAAC
AACATTTACTGGCCTGAAACACATGAAAACACTAATCATAAATATCAACAGGCTATAAAG
CACTGAGATTTGATTCATTTATACAATTTAACTTGCAGTCTTTTCAAAGCTTGCTACATT
GCTTGCTATATTTTTTTTTCCAAACAGTTTATTTGAATAAAGTCAGACATAATATTGTGC
TTGCTGCTCTTCGGTGAAGTTCACATCAATGTGCTTCATCTATAGACAATTTAAACCAAA
GCTAGATGTAACCACTGGGATGCTGCATGTAAAGACTATTTGAAGAATACCATTTGGCAG
ATTTTTGTTGATGCTAAAGGTCAAAGGTAATGTCAAAGGCTTAAAGTTAATGCTAACAAA
AGTAATTCAAAACTAATTTTCAGTAAAACAGATTTGACATCTAATTTACACTTAAGAGGG
ACAATAATTTAAGTCATGAATTTCTAACTCCAGGTTCTTCATGTTGTTTAAAGCAAACTA
TTGAATTTTAGCCCTGGGAGCCGGTTTAGCTCGTGCTGGTTTGCGGCACCTTCCGTCCGT
GAAACCAGGGTTCAACTCCGGGCTGCTCCCTGTTCCCCTCTCCACCCCCGTGCCAGTCTC
AAGCCCAGCTTGAGAAGGTTGCATCAGGAAGGGCATCGTAAAACATTGCCAAGTTTACCA
TGCAACTTGTTCACTGTGGCAACCCCTGATGGGAGAAGCCAAAAGAGGAAGAAAGATAAG
CTGCCACTTAGGGACATCATCAGAGATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CLMC3345Contig1
ATGGCCGGGGGTTGAATTTCCGCAGAAGAAGAAGAAGGTCCCACTTTGAAATGTTGTCAT
GAGTGGAACTCAAAGAAGGTTTCACGTAGAGCGGATTGTTTTATTAGTAAATTGTTTCTA



GTGTTTTTGTCGTATAGTTTTAAAGTCAAATTTTAATCTACAGTTCGTTGTGTGGGAATG
GCTGCAGTTGGAAGCGGGTAGCCATCAGTAATGTCGTGGACCGATCAGCGTCAGGGGAAG
GTTGGAGACCTGAGGAACCAGAGCAGAGAAGAACTGCAGGAGCTGCTGCTGCGACAGGAA
AAAATCCTCTCCAATAAGAGGTTATTACAGACTCTTCCAGACAAAGGGAAAAAAATTCAA
GATTTTGCAGACAACGTGCGTCTCGCCATTGAACAGCGCATCGAAGAGGAGAGGAGGCGA
GATTTACTGTCTGCTACAAGGAGCGATTTACAATCCAAGTACCAGCAAGCTTTCAGTTCG
CAACAACGTGGAGTCACCTCATCAGCACCTTCATACCAAAATGAGGAAGGAGAGGACTCA
CGAGGAACGGAAAGCACACCTGATTTAGCACCAACGAAGAAAGATGCCACTTTAGAAAA
>CLMC3348Contig1
TATGGCCGGGGGGGTTGGTGTAGACATTTTTGTATTTTCTTTTTCCGGAGGTTTGCAAAT
TGTTTTGGGAATTTTAACTGAACTGCGACGATGACTGAAAACACTTTTCCGGTTTGCAAC
GCGGAGGCCATCGTGAACTTTTATCGAACAGAGATTCTAACCGGCCAGGAGGCGAAACAG
TTGACTAAAGGAGACCTGACTCCGGTTCCCAAGCCAGAAACAGTCCAGACTTTATACATG
AGAGTTCTGCACCTGCTGTACCGTTTCAGGCCCGAGTGTCATTCCATGGTTCCAATGTTG
GAGAACATTCAGTATCCAGAGTACCATGAAGGCGCCACCGTCATCATGAGCGTGTACACA
CGCATGCGACAGTTCCTGCCCGTGTGCCTGGTGTACGATTTCTCTCTGAATGACCTGCTG
GCTCCCAAAAAGCAGAGGACCCTGACCATCCTAAGTGCCATCATGAACTTTCTGCACTTC
AGGAAGCAGCGGATGGAGATGATCATGGAGAAACAAGCCAAGTTTAGGGCAGACTTGGAC
AAACTGCAGACTTACACCAGAGGCAACCTGGAAGCTGAGAAGAAGATTGAGATGTTGACG
ACCATTCCACCCGAGC
>CLMC3349Contig1
AGAAATAGACAACCTTTATTAGAAAGTGTTAAAATTCCTATTCTAAAAAGACACGAAACA
TAGTTACCCAAACCATAAGGGCGATCATGCCCAGCCCACAAAGTCAGCTGCACCCAGCTG
TGCGCCCCTGTTGTGGCGCACCCGGCTCAATGCCACGCCCCTTGCGTCCAGTGGCAGTAA
CCGACGCCAGTCCAAGGTGGTGGGACACTGGCCTCAGGTTGTGCTTGAGGGATAGAAGGC
CGGAAGGAGGAACTCGCTCCGAAATCTGTCGACCCAGCTCCGTCACGCCGCTCGCCAATG
CGTGGATAGACAGCAGTCACTGACTCTGGACCACACACGATCCCCAAAATGCCGGCCGTG
GCACCGTACTTGGACCACGGTGCACCAAGGGGTCACCGGGTTGGGCAGATCAGTGATGAA
AACATGCAAACAGAAACAGCGGCACCCGGCTATGGTTAAGGCCCTACACACAGCCAAAGG
CTGCTGCAGCAGGTCTCTCCC
>CLMC3350Contig1
ACCAAGATCTCCGTGGAGTCGGCTGCAGACGCTGTAAATCCGTTCTGAGCTCAATCCAAA
CGTTGAAACGGAAAGGAAAGATGAGCCCAGGTGCAAAGATTTAACCATGAGGTTCCACGC
CCTGTCCCTTCTGCTCATCCTCTGCTGTGTCTGTCTCGCAGCGACACAAGTGTCCTACGA
TGACTGCTGTCTGAAGTATGTCAGAAAACTGAGCCGCGGCACTCAAAAACACGCCATAGC
TTACAAGATCCAGAAGGCAGATGGAGGCTGCAACATCTCTGCCCTCGTCTTCATCATGAA
GAGGGGTCGGATGATCTGTGCCAACCCCAATGAGACGTGGGCCGTGACGCTGAAGGAGAA
CCTTGATGCCAAGAGCGCCAAACAGATCCCCAGAGACTCCAGGAAGCTCCGCCCACTTTC
AAGAAAAGGCTGAGGGTGAGGGTTTACTGCAGCCGCCGCTGTTCATCCATCAACCCTCAC
TATCTGATGATTGAGCAACAGGCCGTTTGTTCTTGTTTTATGGCGTCTTTCTGGAAGGCG
GGTGGGGAGGCCGCTTTTGCTTTCACTCTGTAATAAAAGAGGTCAGAGGCGGGTCCAGAG
TCCAGCAGAACTTTGTTCCGGACTTTTGAAGCTCTCCTAACCACATGGCTGCT
>CLMC3352Contig1
CCCGGGCCTTATGGCCGGGGAGTCTGAGGAAGATGTCTGCAGGACTGCTGCTTCTGCTCT
GTGCTGCAGCTGTGCTGCGTCCCGCCGGCGCTCGCAGCCCCTACGACGAGCTGCCAGATG
CCTACAGTTCTGGAGTGGATCTGGTGTTGGAGCAGCTCAGCTCGCATGCCAGCGTGCAAC
ACCATTTCGTCTTCCTGAGGAGTCTGGAGAAGATGGAGATCGAGGGGAGTTTTGGGGTGA
AATACCTCAACCATCACTTCTACCTGAAACCCACCAAATGTGCCAAAGGGGCTTCAAAGG
AGCAACACTGCCCCTACAGGAATGACAGGCCGCTCATGGATTGTTTAATCTGCTACAAAA
CCATCTCTGGACGGATGGATTCAAACCCCAGACCTTACGTCCACTGCATGCAGAAACCCA
GGATCACCCAGGAAATGAAAGCGACCCGGTTGGCAGAATGCAAAAAAATAAGCTACAATC
CCGGAGCTCCCACCATCCTGGCTTTGTCAACTGGTTAAAAAGCAGCTGAGGACAAATGCT
TCTGTAGCAACAGTAT
>CLMC3353Contig1
AACCCGGGCATTATGGCCGGGGGTGCTGGAATAAACAGGCTTGTTGCTTAAAAGCTAATA
TTGCCTCTCTCTACGTTCCTTCCAACCTGAGACTGTCCGGGGTCGTGCGGTGTATGGGGC
ACGGACAGCTCTCCATTAGAACCTCTACATGAGCAGTTGGCTTTCGCTACCCCACTAAAG
TGACGGTCCGGCCGGATTGTTACATTGGTGTCAGAAGTGGGATCCTTAGCCGCTGCTACT
CCACAGAGAGCCACACCATGGAGAGCTACGCCGCGGGGACTGACGCCATTCTGGAGGCAG
ATCGGGAGAAGGAAGGAGAAAGGGCGACATCAACTCCCTGATGGATCGAGCACCCACCGT
CATCTGCAGCCTGGCTTTGCCCGACGCCAGCGCTAGACCATCTGGACCAGACTGTGATGA
CGGTGTGCAGCCCAGCTGAACGCACAACGCAATGGCTTAACACCGCCGGAACCACACCTG
GCTCAGGTCAACATGGCGACCGGCCATGCAGGCTGGACGCTGAGGGAAACTCGTCACACA
CCCAGGCCTGGCGTTAGAGGGCGCCACACTCCTGGCACTGCTGGACCTCCCACCTGCGGA



GCTGCGAGACCTGTCAGCACGGACAGC
>CLMC3356Contig1
TATGGCCAGGGGGAGTAACGGAGAGCAGAGAAGTCCACGTCTGACCATGCCGAGATTGGG
ACTACGAAAACTCTATGCAAAACCTCCAAATTTACGAGAATAATACCCATATAGGTGGTT
CTGTGAAGATCACGGTACGATAATGGGGAAGCAAATGATACCACTTCTTGTACTTGTGCA
GCTTTTCTGCAGCTGCATAGCGAACCAAAGGACGGGGAGGGCCACCTCCATGCAGTTCAC
CCACTCTGTTTACAATACCACCATATATGAGAACTCTGCTGCTAAGACTTACTTAGAGAG
TCACACCAAGATGGGAATCTATTCCACAGACCCAACATGGGAGATACGGTACAAAATCAT
TTCTGGAGACAATGAGAACTTATTCAAAGCAGAGGACTACCTGCTGGGGGATTTCAGTTT
TTTGCGAATAAGGACCAAAGGAGGCAGTACTGCCATACTGAACCGAGAGGTTAAAGACCA
CTATATGCTGACTGTTAAAGCTACAGAGAGAACCACAAATTTTGAATGTCGCACCAGAGT
TAAGGTTCAGGTACTGGACACCAACGATCTGAGACCTCTCTTCTCACCAACATCCTACAG
CATCTCCATACCGGAGAACACAGCCATACGCACAAGTGTGGCAAAGGTCACGGCAACTGA
TGCCGATATTGGTACAAATGGAGAGTACTATTATAGTTTCAGAGAGTGGACTGATATGTT
TGCTGTTCATCCAACAAGTGGTGTTGTGACCCTGACTGGCAAGCTGGACTATTCTGAGAC
AAAACTGTATGAGTTGGAGATCCTCGCAGTGGACAGAGGGATGAAGTTGTACGGCAGCAG
TGGGTTCAGTAGCATGGCCAAACTTGCAGTTAGG
>CLMC3357Contig1
GGGAGTACAGAACCGGTTGTTCCTGCAGCCTCACTGAGGACCTGCGGCTCAAAAACCCCC
CGACATCTGGAATTGCATGCAGCCATAAGCAGAAAATGTCCCCCGCTGTCTCTGGGTTGC
TGACAGTCCTGGGCTTTCTGCTGCTTCTGCTCGGAGGATCCCCTTGCAGCAGCAGCAAGA
TTCTTGTCGTTCCTGTTGATGGCAGCCATTGGGTCAACATGAAGGTGATCCTGGAAGAGC
TTCACTCCAGAGGCCACGAGCTCACAGTCTTGCGCTCCGCTAAGAGTTGGTACATCTCCA
GCAACTCCTCTTTTTACACCTCCATCAATGTGCCTATGCTGGAGGATGAGGCAGACAGAG
AGTTCTACCATAAAATGATCCAGGACGTCTTGGATTGTCGCAGACACCCAAGTTTTATAC
GGACATTTTGCCAACAGGAAGTGATGACATTTGCATTTTCAAACGGCCACAGGATTCTGG
CAAGAGCTGCCACAACTATTATAGAAGATCAAGCTCTCATGAAAAAGATCAGAGATACAG
AGTTTGACCTGATGTTAACAGACCCTGCTCTGCCTTTGGGAGTTGTTCTGGGAGGTTACT
TGAAGTTACCAATGGTGTTTAACGTGCGATGGATTAACTTNGGGGAGGGCCATTTGACCA
TAGCCCCCTCTCCTCTATCCT
>CLMC3358Contig1
GTGTTGTTGCTGAAGTCTTGGTTGATACTTCGTAGAGTTGGATTTTATCGTTCAGAGTAA
ATTAGTGTATTTTATTTTAAACCGCAAGAAGAAGAAGAAGTGATATGCTTTTTTAATTTT
AAAAGATTTTATTTTTTTTAAACAATGGCTGAAGCCGTTGCAGCTCGGCAAGGATTTAGG
ATCAGTCCCGGGAGGAGACACGATGCTAACAAGGAGAATAATATTCCGGTTCTGAGTTTG
ATTCAGTTTTCTAAGCATCCTTTTGTGACATTCGGAACCGTTAAGTTGGGGACCTCGAAG
TCGGCTGTGTTGCGTATTGAAAACCCAACCGAGGACGTAGAAGCAGACGTAACAGTTGAG
AAGATCGCATCGACTAAAGGCTTCTCTGTCAACCACAACAGGTTTACCATTGAGCCTGAG
GGATCATTTACTTTGACCATCACCTGGACCCCAACTGAGGAAGGTGGAATCAGGGAGCTC
ATTGTTGTCAACGCCAATGGGGTCCTTAAACACCAGGCTGTCCTTCTGGGGAAAGCAGAC
GCAACAAAGAAAAAGAAGAAAAGCCTATGGGACACAATCAAAAAGAAAAATGGAGAAGGC
ACTAAAACATCAAAAGCAAAGAAAGTGGACCCTCCACTAAAGAT
>CLMC3361Contig1
TTAAACCCGGGCATTATGGCCGGGGATACATAGAGACGATAGTTTCGTTCTCACGGTGGA
TGTGTACTTTTGGGCAGCTTCATTTCTTTCAACAACGGAGAAGGAGCGACACACACACAC
TGTGAAAAAGCCAACTTGGAGTTACAAGCTTATTTCAGACATGAGCACTGAGAAGACCCT
GTACACCCCCTCGCAGACGGGACCACATGCTTCTACCGCCTATCTAACGTTTCCAATACC
GAATGACATGAGCGCGCCTGTCCAACAAATGCCCAGAGGACCCGCCGCACCTGGTGCTGC
CTTCCCTCCACCACCCTATGGAATGATGTCCAGCACACCTGATGCAACCTTCCCTCCACC
ATCCTATGGAATGATATCCAGAGGATATGACAACCCGTGTTCTGAACCATATTCCTCACC
TGACCCAGTCTTTTCCAATACTTACGGAGGTGATGCCTACCATGGCGAGGAAGCCCCACC
GCCTTTCCATGACAATCAAGACTTTATGATCGGATTAGACAACAAGAGCATCAGAAGGGC
TTTCGTTAGAAAGGTGTTCCTGGTGTTAACGGCGCAGCTGATGGTGACATTTGCTTTTGT
GGCTATTTTCACTTTTGTGAAAGAAGTCAAGGCATTTGTCAAGGTGAACATTTGGACTTA
CAT
>CLMC3366Contig1
TTATGGCCGGGGGCGGAAGTGGGCACGTTGAACAAACTTGATAACTTCTAGCTGACTGGC
TAGGAGCACACTTCGACAGTACGTTAGCGACATGTGTTATGTCGTAATTTCACACATGTT
TCTCAGAATAATCGAGGTCTTTGCCGATAATTAGTCGGCAGTATCTCAACTGGCCACACG
AGTGGACTTTCAGCGGCTGCACTTGTTTCCACCGACCCGAAACCATCCATAATCGAAACT
CCGCTCCTGTTCGAGCGCAGCGCCGTGAACGCGGGAAAAGGACCGCTTGTTTTTAGCCGG
CTGTGTTGGAGGAGTCTTCGTATTTCTCCTGTCTGGGGGTTAACTTGTGCAGACTTTTAG
GAGCCAAGAGGCCTACAGCTGAGGAGTACTGCATGTGTGTGTGAGGACTGCCGTGAGCGA
CGACAAACTCGTTGAAGAACATGTCGGCCCAGGCACAGATGCGAGCGATGCTGGACCAGC



TCATGGGGACGGGCAGAGACGGAGACTCCATGCGGCAAANNNNNNNNNNAAAAAAAAAAA
AAAAAACAT
>CLMC3369Contig1
TATGGCCGGGGGGGACTGAATTCATCGAAACGCATCACCGACAGGCACTCGATTAGCATC
TCGCATGAATGGAGGGATATTTTAACGTCATGGCCTCAATTTAGAAAATGGAAACTGTGT
GCAAAGATTGTGTTTTTACTTTGTACGTAACACTTTAACTTTGCCAAAGTTATCTCGTCG
TTTGGATTTAAAACGTGTATCCGTTTGTTGTTGAGCGGAAGCTAAGTAGCCTTTAGCAGG
GGTGCCAGCGAGGCTTCGTAAAAGGACCGAGCCAACAGGATTGCAGCAAAAAATATTACC
TGCCAAGATGCTGGAAACCATACTTAATCTTCCGGTGGAAAAACAGATATTTTATGCTGT
TTTGGCTTTTTCGTGGACAGTGTATCTGTGGGAGGCCTACCTTTCTTACAGACAGAGGAG
AACATATAGATCAACGACACATGTACCTCAGGAACTTGGAAAGATCATGGATTCTGAAAC
CTTTGAGAAGTCACGTCTTTATCAGCTCGATAAAAGCAACTTCAGCTTTTGGTCTGGACT
TTATTCGGAGACGGAAGGAACGCTGATCCTGCTGCTG
>CLMC3385Contig1
GTGAACACCTCTTTCACATAACTTCAAAAAATCAAGTATATTAAAATGACAGTAAAAGCA
TAAAGTCAGATCTTCAACTTTGTCTTCTCTGTCTAAACTCCATTGCTTGTTCTATTGAGC
CTCTAAGTGTCTGTGTGCAGCTCTCAGCGTGTCCTGGAGATCTTTGTACCCTGCCAGTGC
ACAGGCTTCCTCCAGAGGGGCCCAGCGGTAGTCTTGGTGCTCATCAGACAAGGTCACTGC
AGTTACCGGATCCTTTAGTTCAGCCAGCCAGTACAGCACCTCTTTTGGTCTGCCTCGAAC
CTCATAGCGCAGCTCCTGAACAAACCCATCTATCACCTGGAGCTGCTCCGTCCCAAGCCC
TGCTTCTTCTTTGGTCTCTCTCAGTGCTGTGGTGAGGTCGTCCTCGCCTGGATCCACGTG
ACCTTTAGGTGGAGTCCAGTGATGTTCTCCATAGGAGGTCTGCAAGAGGAGGTACTCAAT
GTTGCTGGGTGAAGGCTTGGAGCCAAGAAGGCGGCGAAACACTATAAAACCACAAGCTCG
TAGGGCCATCTTCCCGTGACTTTCTGAGTGAAAACTCTGCTGCTCGATGCCGTTCTCCGG
AATTA
>CLMC3386Contig1
TATGGCCGGGGCAAGGGAAATTTGCGCACCGACAGAGACGGAGCAGACTGTCTTGTAGTG
AGAAATGAGATGAGGATTTATCCTTTAAGAGTTGGCATTTTTCTGGTTTGTGCTTGTTTC
CTGTCAGTGTCCTGGATCAAATCCTACGGGAGTGATGGTTCAAGGATGCCGGAGCTGCAT
TCGCTGTACAGGCGCCTGTTAGTTGCTGAGGAGTTAGGGGTGCAGGTCAGAAATGACCTC
AGCATCATTCTGGAACATCTGGTCAACAAGTCCAAAGGGGAAAATGCCACCTTCTCTTAT
GTCAACGCAACAGAAACCATCCCTCAAGCAACAGAGACACTCAAGCAGCTGAAGATCCAG
CTGGACCATCGGACGTTCTACCTGCCCAACATTTACCAGTACCTGCCCCACCTGAGGGAG
CATGTGGACAGCCTGGTTCCCAACGTGCTGCTGGGGCGGGGGCGCCATGGAGTGTCTCTG
GTTCTGGGCATCCCCACTGTCAAGCGTGAGAAGCAGAGCTACCTGGTCAACACGCTCAGC
TCTCTGCTCTTCAGCCTGACCGCCAGCGAGAAGGAGGATCTCCTCATCATCGTCTTCGTA
GCTGAGACAGACTCAGATTATGTGAACAGCGTGGCAAAGACCATCAATGACAATTTTTCC
AAAGAGGTGGAGGCCGGCCTGCTGGAGGTGGTTTCTCCTTCCCAGCATTACTACCCCGAC
TTCAGCAACATCAAGGAAACCTTCGGAGACTCCAAAGAGAGAGTCAAATGGAGAGCCAAG
CAGAATCTGGACTTCAGCTTCCTCATGCTCTACGCTCA
>CLMC3387Contig1
TTCATCCAGTTGTGCTTCTTTTCCTTCCCTGTCTGTCTCGCCTTTATTTGAAGCAGCCAG
AGCAACTCATCTCTCTGCCGGGGTTGAGGTGTGGTGAGATGGTGTCGGGTACCACAGATT
TCAGGATGTCATTTTCCGTCGCCATCATGTGCTTAATGAGAAAGTTTGCAGCTTCTTTTA
AGTTCAGGTTGTCCTTAGCTGATGTCTCAAACCAGCCTATAAAACCATGGTCCTTGCAGA
ACTGGTCCATTTTGAGGCCGTTGTTGGTTAGGTCTCTGATCTGGTCACACTTGTTGGCCA
GCAGGACAGTGGCTATGCTGCTTCCATTGGCCAGCATAGCTTTAGAATCCAGGTCTTCCT
TCCACTTTAGGACCGCCTCAAAGGTTGTGGGCCGTGTCACATCGAACACGATGAAAGCCC
CCATGGCTTCCCGATAATACACTCGGGTCATGTTCCCGAAACGCTCCTGACCTGCAATGT
CCCACAGCTGAAGCCGGACGGTCTCAGAGTCCCAGTTCAGCACTTTCAGGGCGAAATCCA
CTCCGATTGTGGCTCTGTAGTTTGTGGAGTAAGTCTGGTGCACGTACCGCCTGATGATGG
AGGTTTTCCCCACCCCAAGGTCTCCAATGACGAGCACCTTGTACAGGTGCTCTTTCTGCA
GACTCCGCATACCGTTTGTGCGTAATGGGTGATTAGCCATACCGCCTGGCTGTCCGACGC
AGAAGCTTCATGACACTCTGAAAGATGTTGTGTTTAGGTTCCGTGTGTGTCAGAAGGGTG
GGAACCGCCCTCTGTCCGGAGCCTGG
>CLMC3391Contig1
TATGGCCGGGTCAAAGGTGGCGGCGAGGGCAGTTGGCGCCTGTACGCTATAGAACGCCAC
TCCCTGTTTTGATTTAAGTGAGGACTATTCCTTCCTCACTTACGATGTCAGTCTTAGCTG
TTTGAGGAAGTTTTATCCAGCTGCTAAGAAACAAAATATAAATTTACATTTATTTTTTCA
AAATCTGTGATCATTTTCCTTTTTATATAATGTCTCTTACTTTTAAGAGACATTGTCATA
TTCCTGTTGAAATGGGACAGGCTAATCTTAGATGATTAAAAGATGAATATGCCGGGGTAA
CAAAGTTGGAGTACTTTTCACATGCTCCGTTTCGTTTGTGTGTTGTAGTATTTGTGAGTG
TATTTTACAATGATATTCACTAGAAGCTGTTTACATTGTACAGGCACATCTATCTAATAT
CTTCACACACAAAAAAAACTTGTAAGTTGATGATATGTTTGTGAAAATTCCCTTCTCTCA



TCAGATTGTTATGGAGTTTAAAATGTACATCTAACACATTTTGTACTTGCGTATGTCATG
GAAGGAGCAGCATGTGTTGAAATACCTCACATTGACAATAAACTCACTGTGACTCTAAAN
AAAAAAAAAAAAAAAAAAA
>CLMC3393Contig1
CCCGGGCATTATGGCCGGGGAGCTCCAGCCTTGTGTCTGCAGCGGAACGTGCTCCTCCGT
CTCCAAATGGCGACAGACATGGAACGATTGGCTACTTTCGAGGAGGCCTATTACGACCAG
TATGATTACTACAATCTGATCGATTATTCGTGCCACGCTGGAGGCAAAGGGCGATCCAAG
AAGGAAGTCGAGCTGAACACCAACCGCCATTGCCCCGCCGGCCACGAGAGGAAGATCGCA
GAAAAATTCCACAACAGCCAAATGAAACGCAGGAGAACTAAGAGCTCATCGACGTGACGG
ATCCAGTTGAATATCTGATGTCTACCATGACCAAGCTTCTTTGCCTGTCCTCGTCCTGCC
AATGGAGTGTTGTGACAGAAAGCATGTTATGCCTCCATTCCTGTCTCACCCTCTGCAACA
CAACCCTGCTCTCTCAAGTTTCAGCAGTGCCAGAATAGTTTGTGCTGAGTTAAATGTAGG
TCAGGAACCCTGTGCTTAGTGGTTGGAACATGCTTCATAAATATGGTCATGTCTGTGAGT
GACAAATAAATATAAAGTCTTTATTTTATTTCATTAAAGTTTCATGCTCTCTTAAAAAAA
AAA
>CLMC3397Contig1
CTGCTGTGCTCTACCTTGCGCTTGCTTGATTTTTCAGCTTTAGGTGAATACGTGTTCTGA
ACATAATTTCTCATCCTAACATCAGCAAATCCTTTCCCCAACACAGAAATCTCTGGAGGA
GAGGGGTCGGTTCGGCACAGATGAGAACTGCCATTTGTCGACCCAGTGACACTGGGTGCC
ACAACTGGCCCAGGTTCAATCAGTTTTTGCCAGTTTTTCAACAGTTTCTTTGCGCGCTTT
GCAAGATCTTCATCCTTGGTCTTCTTTCTAATATCATTGATCAGTTTTCCAAGTCGCGTT
TCCTCAAGTGCTTCTTTGGTGATAGGATATTTCTCCAGACAGTTAATTACTTCCAACACA
ATCACCATGTTGCAAATATTGCTCTGACTGTCGATGGCCTGGAGCAGCCGGTCCCTTATC
TGCTGCGGGGTTGTGGATACCGTGGTCATTGCCTGTTTGATGCGATCCGGATGATGGAGG
GAGGAATCCTCCAAAATGAAAACCGGATGACAACGGTGACTTCTTGACTGCTTCACGAAC
ACGATATGCACCCGAACCGCATGTTTCCCGGAGCATGGAAGGTAAAAGGTTCGCTTTCCT
CACATGGAGCTGGAAATGTGTGAGCGGGTTTGACCGTTTGTTCCAGTCTGACAACGGGCT
CCCACAGCTCACGCCCCC
>CLMC3403Contig1
GGGACATTTGCGACGTACATCTGATGATCCAGAACATGACGAGGACGAACAGGAAAAACA
ATTAGGAATATAATATTCGGCGGACAAGATAAAAGGAGTTTCAGGCCAAACGAGCTTACA
TTGATTGTGGAGCCATAAGAGGAGATACCAGAGCTTCATCCATCGTGGATGCTTATCCAG
AGAACTGCATCATGTGCCTAGAGAAATGCATAGAGTCCTTGCTCCCCACTATGATGAATT
CATTGAGGAAGTCAGAATGTGATGGGAGGATTGCTGCGCCAGGGTCATTTTACAGAGTAT
GAAAGAAGGCAATAAAGCCACCAATCAACAGGGATAAAATGGAAGCCAACTTTGCTCTGG
TGAAGGCCCTTCCCATTCTCTTTCCCCCAGTGGCACCTCCATCAAAGAAACTGGGGTGTG
CTAGTGAAGCTTTACTGCATGTTCAGGAGTCAACAGAAGATCCAAACGTCTTCATCCAGA
AAAGAGGCCTGTCAAGTCCAGTCTTGGTGTTCGATGGCAGCAGATGAATCGTTGCTATTG
GTTTGATGCCAGTGACGTTTGAAAAAGAAAAGCTTCACGAGGGTCTGATTTTCTAAATGG
CATATTATTACACACTACATCTGACCTACACAAATTGCGTGGCCACCCTTCTGTCATTCA
GACAGAGATCCTTCAGGATACAATTCACAAGTGGGACATCACCACCACATGAAAGAGCAT
TAAAGTAAAGAATTTGTTGGAAGATAAACTGCTTTTGCAGTTCAATGTTTATGTCTGTTC
CTTAGATGAGTATTCTAATTGTGTTGTTAAAGAAATAGTTGTATTCCTAGTGCCTTTGGG
TAAATTTGTATCACAAATCTCA
>CLMC3404Contig1
AAACCCGGGCATTATGGCCGGGAGCATATCAGAGCCATCACTCCAAACCTCAGCAGTCCA
CCAACAGATTTATGAAGAGGGATGCTGACAACAAATTTCATCAAGCTGTCCAACTGGGGC
CCCTCGTTGTGCTACCGTCAAGAAAAGTAGTTTCAGTGGCAACAAATTTTTCTACATGGT
CAGAAAAGAACACCTCCTGAGACCTGGAACACCTGATGGAGGAGTCTGAGTCCGTTTGAG
AGATTTGGTCTTGATGGACTAAAGAATTTTGCTGCAATCCAATAAATTAAGTTTCTAATG
GAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>CLMC3408Contig1
TGAGCGCCCGTTTAACCCGGGCCTTATGGCCGGGGATAGCTCACCTGTTAGGCCCTCCTG
TCCACACTGACGGGCGGGCGCTCTTTGGGACAAAAGGTTCTTTTAACACCTCCGAACCAA
ATTTTATTTTAATTAGATTTTTTTGGTTGGAAGACGACACCCTTTGGACTCACCTGTGCG
GCTGCGCTCAGGTACAAGCTCGTGTCTTTGGTAACCAGGCCAGCAGGTTCACCTGAGGGA
GGACTTCACTTCGGCTTGTTGTTGTATTTTTGAGGAATAAAACGGATTTGGTTCGAATTG
ACTCCGCGATGGACTACATGGCAAGTGGATCCAAGTACACTCCAGACAAGGGCAAAGAAA
TGGAATCCACTGTGCATTTCCTACCAGCCGCCGACAATGCAAAGTATGAGAAGAAGAAGC
GACCCAACAAAATCGGGGCTGTGATCGGCGTTCTGGTCCTGGCTTTGGTCATTGCTCTCA
TGGTCGGACTGCTGGTCTGGCATTTCCACTGTAAGTGGCCGCCTCTCCTTCGCCTCAGGA
GGTTCTGCTGAGGTGAAACTGCGTTTTTAGGTGCCTCCAAAAAGACCTTCTGCACATTAG
TAGACGTGAAAATGAACCGTTTTTTTTTTTGGTTGTTTAAAAGTCGCAAACCTTTCTGAC
TAAAAAAAAAAATTCAATAAATTTTGAAGCACANN



>CLMC3409Contig1
CTGGCCGTTAAACCCGGGCATTATGGCCGGGGGAGGAGTATTTCTTTATGTTTAACGTTC
TAAATGCCTTTAAAACGCTGCACAGAACAAGGATGGCTGTGTTTTAAAGATGACGAAGGG
GCGCTGACAGCTGCTAGGTTAAAGATCAATGAAGAGTTTAAGAAAAACAAAAATGAAACG
TCAGAAGAAAACATTCAGAAGATGATTAAAATGGGCTCAGATGTGGAAATTGTTCTTCGA
GAATCTGTGGTACAAGTGGAGCATATTGGACAGCAACGGCTCTTGCTCCGACCCAGAGAA
AACCTCCTGCTGGAAAATGTCCCCTATTCTGATGAACCCAGGAAAAAGTCATGACAGACC
TTTTTCATCCACTCCTTTGTCAGCCAAAAGACTGAGAGTTTTCCTGCAGTTTGTCTGACT
CAAACAAACCACATTTTCGACAAAGCCACTGGAGCGATCATCACTGCAAGACCAGAAGTC
GGATTCATTTTCAGAGAACATGTCTATGCGTTTAGTCTAACCACTCATTTTATTTTAACT
TGAGACTATTTCCTCATTAGAAATAGTTCAATTCATTAATTGCAATTTAAAAATTGCAAA
ATGACAGCATGAGTGCTCATGTGACTCTTTTTAGGTGGTGGAACAAAGGACTTGTATGTT
CTACAATACACTGGAAACATTTTCTTCTTTTAAAAAGCCAGTCATAAAGTTTTAAAAATT
GCATATTTTTTTTAGAGGTAAGGGGCGAATCACAGAGAATGGGACACAGAAATTAATTTT
TTCC
>CLMC3410Contig1
GTACGCCCGTNAAACCCGGGCATTATGGCCGGGGGGCTGCACGGTGGCGCAGTGGTTAGC
GCTCTTGCCTCACAGCAAGAAGGCCTCCGGTTCAAGTCCCGGCTGGGGGACATGAAAAAA
CACAAGATCAATGGGGGACCTTTCTGTGTGGAGTTTGCATGTTCTCCCCGTGTATGCATG
GGTTTTCTCCGGGGTCTCCGGCTTCCTCCCACTGTCCAAAAACATGCTTCATAGGTTAAT
TGGCAACTCTAAATTGTCCCTAGGTGTGAGAGTGAGAGTAAATGGGTGTGTGTTTGTGGA
CATTCTACCCTGCGACAGACTGGCGACCTGCCCAGGTTGTCCCCTGCCTTCGCCCACAAG
TGGCCGGGATAGGCTCCGTGACCCCGAAAGGGAAAAACGGTCAAGAAAATGAATGAATGA
ATGAATGAATGATTCTTTTAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>CLMC3419Contig1
TCACTGTGGCCAACTTGTACATGGAAGAAGATGAGAGAAGAGCTCTGGACTCATTCCCAT
GTACTACTCCAAGTCACTGATTCAGAAATGAGGACGACACTTGAGTCAAGATCAAATGCC
AGGAAATGGAGGCCTTCACAGATTGTATCAACGCGGTCGAAAATAACATCAGGTTCACCC
GGGAAGACGAAAAGAAGAACATCCTAGCCTTTCTAGACTTTGCAGTAATCATTGGAGATG
ACAGACAGCTCCAGGTTGAAGTGTACAGGAAGCCTACTCACACAGATCAGACCTATCATT
TGATTCAAACCACCCTTTACAACACAAACTAGATGTTATCAGGACTTTACAACACAGAGC
CCAAGAGGTGCCCACAAGCTCTGATGGAAGGAAGAAAGAGGAACAACATATCCGTCAAGC
CCTCCGAACCTGTGGACATCCCAACTGGTCATTCACCAAATCCCAGCATACATGGGAACA
AGAAAAAAAAAGAACAAGAGCAAAAAAAGCGAACAGTATTTCCATTCCTTCTATCTCGGG
CCTGTCTGAAAACTGAAAAGGATTTTCAGACAATACAACATCCCAGTTCACCTCAAACCT
GTTAATACTCTCTGACAAAAACTGGTTCATCCAAATGCCAAAATTCCCAGCTACAAACAG
AGCAACGTTGTGTGCTGTATGCACTGTAACTGCAATGAACAGTACATTGGAGAAACCAAA
CTACCTGTACCAGCATCTCAGAGCCAACTCAACCC
>CLMC3420Contig1
TCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGAGGACCGGAAGTTCCGCCGCAGA
GCAACAGACAAACGGCTTCGAGGTTCCGAGCCGCAGGTTTTGACCCGGTTCTTTGGAGCA
AATATTAAAAAGAGGCCGCGGCGGCGGAAGTGAGCAGGAGTTCTCCGTCTTCAGACGCTT
CCTCCCAACCATGAGTTACTCCGACTACGACTCAGACGGGTACCAGTCGCCACGAGGATG
AGGACTACGTCCCGTCGGATGATAACCTCAGTGAGGACGACATGAACGAGTGCGAGAAGG
AGGACCCTCTACATCAGGAGGACAGCGTTCCACATCCTGGCAGGAAGAAGAAGAGGAGGA
AGGATGTTCATATGAGCAGGAAGCGCAGGAAGTCCGAGGAGGACGGCAAAGAACGGGCTG
ATCCACCACAGGGAGGTGATGAAGATGAGGCCACGCAGAAGAAAAAATCTGATGATCTTT
GGGCCAGTTTCCTGTCTGACGTTGGATCCCGGGACAAAGCCCCCGCAGAAGAGTGTCCCC
CCAGAAAACAGGAGACTCCGTCTTCAGGCCTGCAGCCTCAGGCTTCCACTGCACAAACGA
AAACATCCCAGGCCGATAAAGTGGTCATCACCAAAGTGTTCG
>CLMC3423Contig1
CCGNTAAACCCGGNCATTATGGCCGGGGGACAGTTCTGTGTCAGACACAAGATATCAATC
ATGAGTGGAAGAGGCAAAGGAGGCAAAGGGCTCGGAAAAGGAGGCGCCAAGCGTCATCGC
AAGGTTCTCCGTGATAACATCCAGGGAATCACCAAACCAGCCATCCGCCGTCTGGCTCGC
CGTGGGGGCGTCAAGCGGATCTCCGGTCTGATCTACGAGGAGACTCGCGGTGTGCTGAAG
GTTTTCCTGGAGAACGTGATCCGTGATGCCGTCACCTACACCGAGCACGCCAAGAGGAAG
ACCGTCACCGCCATGGATGTAGTCTACGCTCTGAAGAGACAGGGACGCACCCTGTACGGC
TTCGGTGGTTAACTTTACAGCTTGATCAGAGAGAAACAAACGGCCCTTTTTAGGGCCACC
CAAACCTTCTAAGAGCATGGATCCAGAGTTCTTATAGTATTGATAAAAGCTTTTATTGCT
GCACACTTGGCATATAGCAACGGTTGCTAAATGTATCAATTGATTTCATAAACCTTACGC
CGAATGGTTTCGTCCAAAACAGGTCCTCTTAAAGAACACCACAAATTTTCCTATACGGGT
TCAAAGTTATTGTCCTGAGGCATGACTGCCGGTTGTATTCACTGTAATCTAAAAAAATGT
ACAGCAGTGTTGTGGCTAGCCCATTGAAGAATACCGTAATAACTGGGATTTAACTTGAAT
TTAATACTTAAACAGGAAGTTGTCTGGGTTTTTGAGCAAACCGGTCGTACGTTCCTGGAA



ATAAAG
>CLMC3425Contig1
ATGGCCGGGGGGGGAGAACACAAAGAAGCAGAGTGCTTTAGTCCAAGATTATCTTTTCAC
TTTTTTCAGTCAACAAACAGAGCTAAAAACAGTTTAAAAAAAAATATTTATTTTTTTTTT
CATTATTTTCGCCTTTCCTTCCCTCTGCGTGTCGTCTAGAATCAGACATTAATGTAGAAG
TTTTTTTTTCTTCCTTTTTTTTGTCAGCTCACCGCTAAAGCTAGCAATCTGAGTTAACGC
GACGAGTTTCTCAGTTCGCTTGTAGTCGCTTTCGGCTAACTTACTTTGTTACCTAATTTA
ACTGGCACTCTTTGTAGCGATGTCAATACATCCACCACACGAGAAACTGTCTTTTCAATT
AGCTTTGCAGTGATGTCAAGGTCACAATGATGGCGCAGAACTGAAAGATAATGCCATCAC
GATGAGTATCTAGAGAGAGTTTAACTTCTCCAATTGAAGTTTTGGTTTATGACAGATCTA
GCACAGGCCTGAGGGTATGTTGAGACGTCTCACCAGGCCAGATCAGAGGCGTTTAGGTGG
TTCGGACGGGGACTGAATGTGAGGAGGAAGGGAGAGGGACCAGTGAGAGAGACATGGGCC
AGTGCGTCACCAA
>CLMC3426Contig1
GGGATTAGTTTTCTTAGCTTAGCATGTATGAGCCTGCAGGCGGCTGTGTTGTGGATTCTC
CGCTGAATAGAGTTGCAGCTGCAGCAGCGATGTCTTCAGTTCAGTCTCTGAGAGAGTTTA
TCAGCGAGCGACTCACTGCTGCTGCTGAAGAAATCTTCAGACAGTTTGAAAAGACCATCG
TCCAGTATGAGGAAGAGATGGATCGTCAGCGCAGACTGCTGGATTACAGCAGCTGGAAAA
GAAACACAAACACAGCAGACCTCCAACAGAAACACACGTGGAAGCAGAAACAGACTGTCG
CTGACCAGCAGCTCTATAACCAGGAGAGGAGCTGCAGCCAGAACCAGAAGGAAGCAGAAC
CTCCACAGGTCCCAGAACAGCAGGAGGAAGAGGAGATGAGCTGTCTGCTGGAGAACATCT
GGGAACCAGAACTGGAGCTTCACAGAGCAGATCTCCAGCAGCTTCCTGTTTGTAAGGAGG
AGGAAGAGGAGCTTCTTTCTGAGGAGCATCTCTCTAAGTCTCCACACATCAAAGAGGAGC
AGGAAGAGCTCTGCACAGAAGAGGAAGGGGTTCAGCCTGAACTGAAGCCGGAATCTGAAA
CCTTTATATTCCCGTCATCCTCTGAGGAAAGAAGCCTTCATGCAGCAGAACCAACTTCTG
AGCAGCTGCTGCTTTCTGAGAGCCGAGATCCACAACAAGTCAAGCTGGAAGACTTTGAAT
CAACTGAAGCTGCAGGAAGATGGAG
>CLMC3428Contig1
GGGGGGCATCAGACAACGCAAGCGCAGTGACAGGAACACCCATGTCGTGGTGTTTGCTAG
GCAAGTTGACGTCTTTCTGCTTCATTGAAAGATATGGCCACCCTCTACGTGTCTCCTCAT
CCTGATCATTTCAGGAGTCTTCTGGCTCTCATAGCTGCAGAGTTTTCTCCTTCATCCCGT
CCACAGATCATCACAGAGGACCCACCTTCCTCCCTGAATGTCCACTCAAGACCAGCCCTT
AGACTCGGTACTGGTGTGAGCGAATCTGTCCTGTGTGGCGGGTCTGCCGTGGCCTGGTAC
CTGGCTTCTCAGGGGAAGAGGGCAGGTGTCGATCTGAAGCAGCAGAGCCAGGTGTGGCAG
TGGCTCAGCTTTGCAGAAAATGAGCTCACCCCATTGTCTTGTGCTGTAGCATTCCCTTTG
ATGGGAGTCACGGGAGTCGATAAAAAGATTCAGCAGAACTCCCGGACAGAGCTGATGGGT
ATTCTAAAGGTTCTTGATCAGGCGCTCGCACCTAGAACCTTCTTGGTGGGAGAAAGCATC
ACTCTTGCAGATATGGCTGTAGCTACAGCTGTTCTCCTGCCTTTTAAATATGCTTTGGAG
CCCTCAGACAGGAAGTTGATAATCAATGTAACCAGATGGTTCACAACCTGCATTAATCAG
CCCCAGTTCCTGGCGGTGCTTGGGGAGATACATCTGTGCGAAAGGGCTG
>CLMC3432Contig1
GCGGCCGTNAAACCCGGNCATTATGGCCGGGGGGAGCCTTGTTAATCAAATACCGATCAG
AGAACTCTGGCAAACATGGCGAATGACAAGGATCCTCTGAAACAGTTAAAAGATCTAACA
CAGCTCAAGAGTCAGTTGGAGGAAATCCAGAAGCGAGTAGAGCAGGAGGTCTCTGCAGGA
ATACCCCAGGGAGGCTCTGTGGTTGGATCTCCTCTGCTGAAGGGCTTCGTCGCTGGCTAT
GTGGTGGCCAAGCTGCGCTCCTCTGCCATCCTAGGACTACTGCTGGGAACGCTCACCGGC
GTTTATGCAGCTCAGAACTATCAGGTGCCCAACATTGAAATGACCATCAGAGAGTACATG
AACAGCCTGAAAAAAGGACCCAAATAATTGGGATTGACGTATATTTTATTCATTTTTTTA
AAATTTTTTTTGACCGGCCTTAATCTGACACGAGGACATGTTGTCGTTCCTGCTGGCTTG
AGACAAGACTCCATTCAAGATTTTGATCTTTGGTTGGATTATAGTTACAAAATTTTACTG
GAATTTCTCTTAGGACTCAAATTTACTTTTTTGTACTTGGTTTCAGTTGAATGTTGTTAC
CTTTTTTTTGACATTTCCATTATCAACACACTGTTCAAAGCATTGTGCCTACAACATTTC
TCTAGGTTTTTTAGACTTTACCAGAGCAGCTATTTGAAGTCAGAGTTCTGTGCCATCATA
TGTGTATTTCTCTCTTAGTTAAAGTTGCGTTTAATAATATTTTCAAGGATTAAAAACACA
AAAAGTTCATGTTTAACACTGATGTGCTGCTGTGTTGAGGATGATTGTGA
>CLMC3433Contig1
CTGCGAGCGGCCGNTTAACCCGGGCATTATGGCCGGGGGGGTCCACCGCAGACCCCGCCC
CTCCAGGTATGTCTGGGTGAGCATGCACAGGTGAACCCAGGGCCGATGATCACCTGAGAT
CATAGAGCTATGATGAGCGGCCACAGCGAGTAACCCCCTGGACCTCCGCCTCCGCCAAAC
TGCAGAGGGAGAAAGGCTCCCCCCGTGACCCATACAGGGGATCAGACGGGGAGCGTCAAA
AACCACAACTCCACCTGTAAACAAGTATCCAGTCAAAAAAGACACACGGCTAAATGGCCA
GGTACTGCTGTCGGTGGCGTAACCTGCTGCTCTGTGTGTGCACGCCTTTCTGCTGTCTGC
TGCTGTTCTTCACCTACGCGGCTGTCAACATAAGTATCAGCCTAAATGGCGGTTCGTCCC
GTCCCGAAAGGGCAGAGAATGTGATCCTCCCTGTGATTCCTACCACTTTCTGGGAACACC



ATAGCAGTGCCTTTTGGAACCAGCTCCAGAGGGCCGTGGACTACCACTTCAACCCCATCC
TGTACTCGGAGAGCCGGAATCGATCGGCGATTGTCCACTTAGGTGATTCCTTACTCAACA
AAAGTTTCTTTGAAGTTACCAACATGGGTCACATGAAGAAGAAACTTGAGGAACTGCCAC
CAGCCATGCAGAAGTATGTCAGTCACATGCAAAGGAGGAGCTACCCCGTCCTGATCCAGC
CAGACGGGGCGTGTGGGGCCAAAGCGAGGCGTGAGGATCAGACGCCTTTCATTCTGTTCG
CCATCAAGTCATCAGAACTGAACATCAAGAACCGACAAGCCATCCGAC
>CLMC3437Contig1
CAAAGATGGCGGGGGAAATCAATGAGAAGCGAACGCAGCAACTTAAAAGACGCGCCGGCA
GCATGGAAGCTGCATCAACGGAGTTGTGTGAGAAAGCCGTGGCTGCTGCTGGCCTAAAGA
CGACACAGCCCAACGCGGATACTTTTTTCCAGACGAAGCTACCGCCGGCTTCTGAAAGAC
AGAGCACCGGCAATAACAAACGGAAAACAAAACAACCAGCGAGGTGGAGAACGAGAGATT
TCGGTTTTTATTGAATACAGTAGAGCCACGCTTTGACATTCCCTCGCGGAAATACTGAAA
AAAGGATCCCTGCACTGTACGGCCAGACCAGAGCTACGGCTGAGATGGAAACGGAAGAAA
GAGAGGCATCCACGCCCTCAGACCCCCCCTTCTCCTCTAAGCAGAGGTAGACGAGCAGCT
TGACGCTAAAAAGCCTGTGGTTCTCCAGAAAAACATGAACATCTAAACATACATCACATG
CAGCTTTACCCAAACGCGTTGTTCACAAAGATGTTAACTTTTAGATGCACTTTAAGTTCA
TGGTTTTTATTCCTGGTCATTTATTTTGAAAGCAGTTTATGTCTTAAATAACTTAAAGGA
AAGTCCCTAGCTACTTGATT
>CLMC3438Contig1
GTGAGCGGCCGTAAACCCGGNCATTATGGCCGGGGTACATCTGATGATCCAGAATATGAC
GAGGACGAACAGGAAAAACGAATTAGGAATATAATATTTGGCGGACAAGATAAAAAAAAA
AAAAAGTGGTGGTGACATGGAAGACATGGACAAGGATGATGATGCTCCTGTGACACCTTC
AATGCCTCAAATGCAAAGCTCTCTGTCAAGTGACATGGACATGATGCCATACACAGAGGA
AGACTATAGACCACCGGCAGTGGGTCGTCGGGTCATGGAGCTCCTCAGGAAACTCTATGT
TTCTGTAATGAGACACCAGAGCAGGAAGCACCGATGCTATAGTGACTTTCTGGCTGAGAT
TCCTGCTGTGGATCCTGCTGCCCCTGAAAAACCACCTCTCAACTTTGAAATAATCCGAAT
GAACCTGGAGCGTGGTCGCTACAGGAGGCTGGACGTCTTTCAGGAGCACATGTTTGAAGT
GTTGAAGAAGGCAAGGAGGCTACACAGACTCAAAGATATTTGAAGATGCAGTGGAGCTGC
AGTACTTTTTAATCAAGACCAGGGATGAGTTATGCAAGAATGGAGAGATCCTAATGTCCA
CTGCACTCCGTTACACTTTGAAACACTTACAAAGTGATGTAGATCTGGAAAAAAGAGAGA
AAATTCCCAGAGAGATTGAGGAGGATAAGAAAAAAGCAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAACAT
>CLMC3440Contig1
TTAACCCGGNCATTATGGCCGGGGAGAGTCTTTTCTGTTTGCTCTGCAGGCTGAACAGAA
CTGACTCCTGCAGGATCACATGAACTTTCAGGAAAATCTCCAAACAGGAGAAAAGTTTCT
GTTTGGACCTTTTTTCTGGGATTGTGAGACTAGCAGATGATCGATCGGAGCTGCAGTGAA
GAGGACGGCGGTGTTTGTGGGAGTTGGAGCTGAAGATCGGAGCAGGAACCATGTCTTCCC
TTCAGTCTCTGAGAGAGTTGATCAGCCAGCGATTAGCTGCTGCTGCTGAAGAAATCTGCA
GACTCTGTGAAGGAACCATCATCCAGTACGAGCAGGAGCTCTGTCGTCAGCGCAGACTGC
TGGATGTCATCTGGAAACCACAGCTGCAGCTCCACCACATAGTCATCCCCCAGCATTGGT
TGACTGAAGATGAAGATTTCTGCAACCATCAGAGGAACTTGAGAGTTGAACTGGAGAAAT
CGGACCCTCCACTTTATAAAGAGGAACCGGAGGAACCAGAACCAGCACAGATTAAAGAGA
AGCAAGACTGGTTCTACAACAGTCAACTTGATCTGAAGCAGGAGACTGATACCATGATGG
AGAATCCTACTTAAGAGGAAGATGAGAACAGTGAAGCAGATCCAAACAATCAGCAGAGCT
TTAATTTAACTGATGAAGAAGAAAACCAACTTGAAGAATCAACATCAA
>CLMC3444Contig1
CCTCCACATGGAGGTATCTGGTGCTTACAGTCTGTGAGCGTAGGCGGTTAAACAGGGCCA
CCTTGGTTCCAGATGCTATACACAAGTCTGTGTTTTTTAAAGACTGTTTCTTCTTGGAGG
GCTTGGAGATGACTTTGATCCGTTTACTGAGGAAAACGCCGATGTTTGAACTGGTTCCAT
ACAGCATCTTAACCGACAGCATGAAGTGTTTCCTTTTGTCGGAGTCGCTGATGTACAGAG
TCTTAGCCATGCAGAAGTGCTTTCCCTCTAGGTGAAGTTGTTGCATGTCCAGAACGCTGT
TGCCAATCCCAATAAATGCAAAAGGTTGCGCTTCCTGCTCCGTGCAACCGTCGTTTGCCA
TTTTTTCCAACTTTTTCTTCCAGCCAGCCCCCATCAGATACACACACGGTGGAGGACAGA
AAAACCTTTTTTCATTTCCGTATGATTTCTGCGCCACTTTTGCATGCAGTATGAGCACCG
TCTGATCTTCTTTTTCCTTCAGATAACTCCTCATAGCTTCCCTTGTTAGATGCTGAGGTG
GGTTTGGCTCATCGAACTTCCCCGTAACAACGGGCGCCATCTTTCGAATAGCAACCCCCG
CCACCCACCTCTCTACACACGTAAACACGAGTACATGCAACGAAAACAAGAGGGCGGGAG
GAAAAAAGAGAAGAAAAGTCTAACAAGCGCGGAGTTATTTATGAGACATTTCCTCTTTCA
CCGCAAAACAGCAGAACCACAGTGCATGGAAGATTGGAGCGGGCCACGAAGGAGGTGTGA
CGGACGGGGCAAAGGGTTGAGAAGTCCC
>CLMC3445Contig1
GGGGAAGCTTAAGTGTGATTTCCTGACACCATGAAGGCTCTGGGACAGTTTCTGCTTTTA
CACGCTCTGATTTGTGCTGCATCACATGTTCAAGGAAGTGTCATCATCAATGGGAAACTT
GCTCCAGAAGGTTCCATGCAGTTCATGGTGTCCGTCCAGAACAAAAACGGTCACGTGTGT



GGAGGCTTCCTCATCAGCGACCACTTTGTGGTCACGGCTGCTCACTGTGACAAAGGTCTG
AAGCACGTCATTCTGGGAGGACACAACTGGAAAAACAGCAATGCCAAGAAAATTAAAATA
AGCAACCAATACAAGCACAAAAAGTACACAAAGGTTCAATATGGCTACGACATAATGCTC
CTTAAATTGGCCAAAAAAGCTACCATGAGAGAGAACATTAAAACAATTCCACTGGCAGAA
AAGAACATGAACTTGAGAGAAAATCAGGAGTGCTCTGTGGCTGGATGGGGGAAGACGGAG
AGAACTGACGTCTCTGT
>CLMC3447Contig1
CGGCGTTTAACCCGGNCATTATGGCCGGGGGGCGGAGGTCCTCTTCTCGTGATCCGCCAT
CAGGAACGCGCCTGTGGTGGATTGAACGCCAGGATGCAGATTTTCGTCAAAACCCTTACG
GGGAAGACCATAACCCTCGAGGTTGAGCCTTCTGACACCATCGAAAATGTCAAGGCTAAG
ATTCAGGACAAAGAAGGAATCCCTCCTGACCAGCAGAGGTTGATCTTTGCTGGAAAGCAG
CTGGAGGACGGCCGCACGCTGTCTGACTACAACATCCAGAAGGAGTCAACTCTGCACTTG
GTGCTGAGACTGCGAGGCGGTGCCAAGAAAAGGAAGAAGAAGTCCTACACCACTCCCAAA
AAGAACAAGCACAAGAGGAAGAAGGTCAAGAACATCAAACACAGCGGCAGCGTGACCTTT
GACGAGATCGTGGGCATCGCTCGCGTCATGAGGCATCGCTCCATCGCCAGAGAGCTTTCT
GGAACCATCAAGGAGATCCTGGGGACAGCCCAGTCTGTGGGCTGCACGATCGATGGTCGC
CATCCCCATGATGTCATCGATGACATCAACAGTGGAAAAGTGGAGTGTCCTTCTGACTAA
ATGGAGTGAAATAAACATGGACTAAANCATCNNANAAAAAAAAAAAAAAAAAAAAAAAAA
AACCGANNAAAAAAAAAAAAAAAAAAAA
>CLMC3448Contig1
AGCGCGCGTTAAACCCGGGCATTATGGCCGGGGGGAGCCGGTTTAGCTCGTGCTGGTTTG
CGGCGCCTTCCGTCCGTGAAACCAGGGTTCGACTCCGGGCTGCTCCCTGTTCCCTTCTCT
ACCTCTGTGCCGGTTCCAAGCCCGGTTTGAGAAGGTTGCGTCAGGAAGGGCATCCGGCGT
AAAACATTGCCAAATTTACCATGCGACTTGTTCGCTGTGGCGACCCCTGATGGGAGAAGC
CGAAAGAGGAAGAAGAAGATTATATCCAATTGTAGGTCTGAACTCAAACTAATGCATCAA
AAAAATAAATAAAGTATTGTTTCAGAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>CLMC3450Contig1
NTTTTNTTANCTACAAGAATATTTTATTTCAAGAAATGCCATAGTTGCTCTGTAAGAGTG
ACCAAGTGTTTAAATTAAGGCAGTTTGCCATTTCTCAGGGAATCTGAGGTTTACTTCAGT
AGCCCTTCTGTCCTTTGGATCCAGTCTTGGAGGATCCACCTTGTTTGCCTCCATCTACAT
CCATGTGGTCAAAGATATCCTGAGTGTATTTGGCATCAGAACGGAAGTCCCGAGCTCGCT
GATACCCGCTGCTGACCCGGACCACGTGGGATGAAGGGTACAGAGGACGCTGCTCAACAG
ACCCAACAGGAACATGCTCAGAGGTCCAGGCTTCACGAGGGAAAGGACGGCTGGGCCCGA
AGCTCAGGATTTCTGCAATGAAGTGAGCAATGGTGGCAAGCTGCTGTTCAAACAGGTTCC
CTTCTGATCCAGAACCAACACTGGAACCAGTGGAGTATCTGGAACCGCCAGTGCTGGTAT
AGCCAGAGTTATGACCAGCAGTTCCAAATCCAGACCCCAATCCTGATCCACTTTGACCTT
GTTTAGCAGGAAGACAAGCTCCAATGCTGAAGAGGAGGAAGACCATCCAGGAGACCTTCA
CAACACAAAAAGCCATGATGAGCAACTCTGAGCTGACGTCCACCAGGAGAGTCAAAGAGA
AGGAGCTGAAGTGCTGCTCCCCGGCCATAAGGCCCGGGTTAAACGGCGCGCTGAAG
>CLMC3452Contig1
TGAGCGCCCGTTTAACCCGGGCCTTATGGCCGGGGGGACTTGCGACTTAGCTCCAAATAA
CTAAGAATGAGCGGAAGAGGAAAAGGCGGGAAAGGACTCGGTAAAGGTGGCGCTAAGCGT
CACCGTAAAGTCCTCCGTGATAACATCCAGGGAATCACCAAACCAGCGATCCGCCGTCTG
GCTCGTCGTGGAGGAGTGAAGCGTATCTCCGGTCTGATCTACGAGGAAACCCGCGGCGTG
CTGAAGGTATTCCTGGAGAACGTGATCCGTGATGCCGTCACCTACACCGAGCACGCCAAG
AGGAAGACCGTGACCGCCATGGATGTGGTGTACGCTCTGAAGAGACAGGGACGCACTCTG
TACGGATTCGGAGGTTAAATCACTGATCCGCTGTCTACAGACAACAAAAGGCCCTTTTAA
GGGCCACCAACTTCTCTCTAGAGCAAAGAATCTACGTTCGTTTCTCTCGAACTTTGCTGA
ATTCCATAAACAAATAAGGTTCTCAGTAGATTTTTTTTTTTTTTTTGTCATAGGCACGCT
AAATGAACCTGCAATGTTAAACCAGCCAACTCCCATTTCATTAATTCTTACAGGGTGTCA
GATGAGCTTCCACATAACCACAGTCCAGTGGCCAATTCAGGTATTCATTAAACTATAATC
CTATCGTGTATTACTCGCATGTTTTCAAAATTGTGTGCCTTGTCTAGGCTACCCCACCTT
G
>CLMC3453Contig1
CACCCCCGNTAAACCCGGNCATTATGGCCGGGGGGTCACTTGAGACTTTGTTCCGAATAT
TTGAACAATGAGTGGAAGAGGAAAAGGCGGGAAAGGACTCGGCAAAGGAGGCGCCAAGCG
TCACCGTAAAGTCCTCCGTGATAACATCCAGGGAATCACCAAACCAGCGATCCGCCGTCT
GGCTCGTCGTGGAGGAGTGAAGCGTATCTCCGGTCTGATCTACGAGGAGACCCGCGGTGT
TCTGAAGGTATTCCTGGAGAACGTGATCCGTGATGCCGTCACCTACACCGAGCACGCCAA
GAGGAAGACCGTGACCGCCATGGATGTGGTGTACGCTCTGAAGAGACAGGGACGCACTCT
CTACGGCTTCGGAGGTTAAATCACCGATCCGCTGGCTGCAGACAACAAAAGGCCCTTTTA
AGGGCCACCAACTTCTCTCTAGAGCAGAGAATCTAACATCGTAAAGCTGTTATATGCCTC
AAATTTAGAATACAGAGGAATAAGAAAAGTAATTGTACAAAACTAAAATTATCTTCTAAC
ATGGGACGTTCACTGCAACTTCATTTCAGCCTCATTACTATTTTATACTCGAAATTTACC



TAATGAGCGTTCACATTATCGCAATTTCTCTTTAACTTTCATCTTATTTAAAACCCCTTA
TCATTTTCCAAANNAAAAAAAANAAAAAAAAAAAAAAAACAT
>CLMC3454Contig1
AACCCGGGCATTATGGCCGGGGGCAGAACCACTCTCTGTTCGAACGAACATAACTTTCTC
GAGAGGTCGTCTAAAGTTGGGCAAATTTTTTAAAAACTTACTCGACATATTTTGTCGTTT
GACTTCCATCCCATTTTTCTTTTGACCGTGCGGGATTCACCGAAATTTATTCGGCAAAAA
CTTCGGTCGTGAAAAACCACTTCGCAGATTTTAAGAGTTTGCCCCTCAACCCAAAGCCTT
TCCTGAACGGCCTGACAGGGAAACCAGTGATGGTGAAGCTGAAGTGGGGAATGGAGTACA
AAGGCTACCTGGTGTCTGTGGACGGATACATGAACATGCAGCTGGCAAACACGGAGGAGT
ATGTGGACGGAGCGTTGGCGGGTCATCTGGGTGAAGTGCTCGTCAGGTGCAACAATGTTT
TGTACATCAGAGGTGTAGAAGAAGAAGAAGAAGATGGAGAGATGAGAGAATGATGATGAA
GAGGAGCCAGCTTGTGTGATTGAACCCTAAAGTGGAGCCGTGTGTTTGTGTTTTCACCAT
GTGAAACAAATCTTTTTCCAACAACTTTAAGATGAAACTTTTTTTTTTCCTTCTTTTTAC
TGTTTGTGACATAACACAATAAAGTGACTGTTTATCATTTCAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTTG
>CLMC3457Contig1
CGCGTTTAAACCCGNCCTTATGGCCGGGGGGCGGCAGTTTAGCTCAGGCGGTAGAGCAGG
TCATCAAACAACCAAAAGGTTGGCGGATCAATCCCCGCTCTCCCCAGCCAGCTGTCGCCC
CCCAAGCGGCTAGTCTGCAGCTCACTGCTCCCCCCACAGGGATGGGTCAAAAATGCGGAG
AAGACTTCCCCCGGTTTTGGGGATAAATAAAGTATCAATCGTTCTAAAAAAAAAAAAAAA
AAAAAAAAAAAAAACCTT
>CLMC3463Contig1
TCTGTTTGCTCTCGAGGCTGAGCAGAACTGACTCCTGCAGGATCACAGGAACTTTCAGGA
AAATCTCCAAACAGGAGAAAAGTTTCTGTTTGGACCTTTTTTCTGGGATTGTGAGACTAG
CAGATGATCGATCGGAGCTGCAGTGAAGAGGACGGCGGTGTTTGCGGGAGTTGGAGCTGA
AGATCGGAGCAGGAACCATGTCTTCAGAACCTCAGGAAGGTTCTGTCAGAGAACAACTTT
CTGCTGCTGAAGGAACCATCGTCCAGAACGAGGAGGAGCTCTGTCGTCAGCGCAGACTGC
TGGATAGCAGCTGGAACCCGCAGCTTCAGCTACACATAGTAGTCCTCCCCCAGCATTGGA
TGACTGAAGAGGAAGATCTCTGCAACCAGCAGAGGAACTTCAGAGTGGAACAGGAGGAAC
CAGAACCTCCACAGATTAAAGAGGAACAGAAGGAACCAGAACCTCCACAGATTAAAGAGG
AACAGGAGGAACCAGAACCCCCACAGAATAAAGAGGAACAGGAGGAACCAGAACCTCCAC
AGATTAAAGAGGAACAGGAGGAACCAGAACCTCCACAGATTAAAGAGGAACAGGAGGAAC
CAGAACCTCCACAGATTAAAGAGGATCAGGAGGAACCAGAACCTCTACAGATTAAAGAGG
AACAGGAGGAACCAGAACCTCCACAGATTAAAGAGGAACAGGAGGAACCAGAACCTCCAC
AGATTAAAGAGGAACAGGAGGAACCAGAACCTCCACAGATTAAAGAGGAACAGGAGGAAC
CAGAACCTCCACAGATTAAAGAGGAACTGGAAGAACCAGAACCTCCACAGATTAAAGAGG
AACAGCAGAGCTTTAATGTAACTGATAGTCAGGATGAAGAAGGAAACCACTCTCACATGT
CAGCAGGCCTACACAGGGAGGTGTTGAGTCCTAGCTGGTCCAGCTTGTGGATGACCTGCT
GGGGTATGACTGTATCGAAGGCGGAGCTGAAGTCAATGAACAGCATTCTGACATGAGAGT
CTTTTGTTTCCAGGCCTCCCCCAGCATTGGATGACTGAAGAGG
>CLMC3466Contig1
TCCTTCGAGCCCCGTTTAACCCGGGCCTTATGGCCGGGGGGGGTCCTCTTTCGCTCGAAT
GGAGATGCAAAACAAACAAACACAACTCGGTTGATTAAACAACTATATTTTGCGATAACT
GAGTGGCTTTGTAATGTGCAGTAAAGTTTACTGTTACACTGACCTCAACAATTAGTTAAT
AATATTGTTAGTTGTGTTTTTAAGTAGAGAAGTAACGACAGAGCTCAATGCTAGCGTAGC
TAGCTTGATGTGTTGTCAGGCAGACGTACAGTTTTCATTTAAGGAATGGATGGTTATCCC
GCTGTAATCGACAGTGACTCTACGAAGCAACAAGAAAGACATTATTACCTCTTATCTGAG
CTCCAAACGTTAGTAAAAGATCTACCAAGCTCCTTCCAGCAACGTTTGTCCTACAATACG
CTGAGTGACCTGGCCCTGGCACTCATAGATGGGACAGTGTACGAGATTGTTCAGGGACTT
TTGGACATTCAGCATCTGACAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>CLMC3471Contig1
ATGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTAGGGCTGCAGATCTACTTTATTGCATT
TACAAAGGACAGGAAAAGGACAGCGGGCGCAGAAGGCATGTGAGTGAGCATCACAGCATC
ACAGACAACAGTACAAATGGTAGAAAGATTTTTTTTCCTCTTTTTTTTTGGTCATCAATA
AAAAACAGAATAAGAAACAAAGGCAGCCTTCACTAAAATTAACATGTAAGTTAATGTGAG
GGAAAAGTAAAAAAAACAAAAAACACAAAAGTTGGCAAACGGGTTAGCCCCTCGGCCTCT
AGAATCCCGGCCATAATGNCGGGTTTAA
>CLMC3473Contig1
GGATCTAAAAAGCTAGCCCAAAGCCTTAATTAAAGACCAAATATTACTAGTAATTAAGAA
CCCAAGGATATTAAATAAATCATTTTTCCTCCATAGTATGGGAGACAGAAAAGGACTAAG
GAGCTATAGACAAAGTACCGCACGGGAAAGCTGAAAGAGAAATGAAATAAATCAGTCAAG
AGAAGTAAAGCAGAGTTTAACCCTCGTACCTTTTGCATCATGAATTAGCCAGTTTAATCA
AGCAAAAAGAACTAGAGCATCAGAGAGAAGTTGAAAGAGAAAAGCAAAAAGAGATGCAGA
GAAAGAGGTGGCTGGAAATCGAAAACCTAAGGCAGAGGGAGGAAAAAGAACGACAGGGGC



AGTTGGAGAAAGAAAAAGAAGAGCTGGAAAGACTGAGAGAAATTGAAAGGGAAAAATTAC
AGGAGCAAAAGAGAGAGCAGGCAAAAGAGAGGCAAAGGGATGAAGAAAGGCAAAGAGAGT
TGGACAGGGAAAGGCTGCAACTGGAAATGCAACAGGAAAAACACAAAAAAGAGGAAGAAA
AAAGGGAGCTGGAAAGGCAACAGCTTGAACTGCAAAAACAAAAGCAAAGAGAGTTGGAGA
GGCAGCTGCTTGCTGAAGAGGCTGAACAATTTAGAAAGGTTGCACAAGAACAAGAACTTT
TAAAACTAAAAGAGCTTGAAAAAGAAAGGCAAAAACAGTTGGACAGGGAAAGGCTGCAAC
TGGAAATGCAACAGANAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>CLMC3474Contig1
TGGCACAAGCCAAACACACCAAAGGCTGCCATGTGCTCCGATGACTGCACCGGCTGGAAT
CCAACAAAAGAAATCTGCATAGAAAGGATGGTGCCCAGACAATAAACCGTGCAGTACGCC
ACATATATGCGGTGGGAAAATCTGCCTGTGAGCATCAAAACCAGGACATGGAGAGGAATC
AGGTTGATCAGGAACACATAGCCACCCCAGGAGGAAACCATGTAGAAGTATGCCAGCCCA
CACATAGATGACCAGTACACTGATCCTGTCTTGACAGCTTTGATCCACATGTAGTAAGTC
AACAACATGCAGAAAATGGCAATACCTTCATTATCATAGGAACCAGCAACAGAGCGGGAA
ATATAGCCAGGCACCACAGCAATCATGGCAGCCGCCAAAAGACCTGCACCTGCATCCTGT
ACGTATGCTCTAAAAAGTAGTAGTCAGCGGAGTGATTTTCTGCTCCACACAACCTAGATT
TAAAACAAAAAAAAACCTAGCTAACTAGGCTAGTAAACTAGCTAGCTGTTGCTAAATAAA
GAAAACGTAGCCGCACGCCAAATCCGACAAAAAATGTAATAGCTGGTTCAGAATAAACGG
GCAGACTAAAAGCAAACACCAACAGTCTTCATTGGAACTAGATGTGCTTTTAACGCCAAA
CAAAAAAGCAAGAACTCACCAGCTCCGCTTCAGCTACCTGCACACTTCAGACATATGGGC
CCCGGCCATAATGCCCGGGTTTA
>CLMC3475Contig1
CTGGCACCGGCCGNTAAACCCGGGCCTTATGGCCGGGGGCTTTAACATCAGCCATGTCTG
TTGTGGAAACTGCGGGTCAGATGGAAGTCCGTGGGTTTGGATCACGGGGTGGATTCATGT
CACGCGCAATGCTCCCATCGAGGCGCTAAATGAACTGACAGTGCGTTTCTTTGCTGACCA
TCATCATCATCATCATTACACCAAAGGGTGTTTCCTCCAGAGACCTGTCAAACAATACCG
AGGCTTCGATGTGATCCGTTCCTGGCGCGAGGACCAGAGCAGATCCTTCCAGATGATCTC
GGGAAAGCATTTCAAGGCTCACGAGGTGAGCTGCTGCATCAAGTACTTCATCTTCGGATT
CAACATTATATTCTGGTTCCTCGGTGTGGCGTTCCTTGGCATTGGATTGTGGGCATGGAG
TGAAAAGGGTGTTCTCTCTAACATCTCTTCCATTACTGATCTGGGGGGCTTCGACCCCGT
CTGGCTCTTCCTCGTGGTGGGTGGTGTCATGTTCATCCTCGGTTTTGCCGGTTGTATAGG
AGCGCTACGGGAAAACTCATTTCTGCTCAAGTTTTTCTCCGTCTTCTTGGGTATCATCTT
CTTTCTGGAGCTGACTGCTGGAGTCCTTGCTTTTGTTTTCAAAGACTGGATCAAGGATCA
GCTGAACTTTTTCATCAACAACAACATCCGAGCTTACAGAGACGACATTGATTTGCAAAA
CCTTATTGACTTCACCCAGGAATACTGGGAGTGCTGTGGGGCTTTCGGAGCTGATGACTG
GAATTTGAACATCTACTTTAACTG
>CLMC3490Contig1
TGTGGTATCGGCCGTTAAACCCGGGCATTATGGCCGGGTCCTAGCCCTTGTGTCACAGTT
CCTCTCTTCACCGGTCGGATACTGTTTGGCTGCCACCTCAAGAAGCCGATTTAGGGGTTT
TGATGGCGTTCTTAATTTGGACAGGTTATAATGTTTACCAGTAATTATTAAAACAAATGT
GGTTTCCGTCTGTTTTAAAATGACGTCAGATGGGTCTAACTATGCAGACACCACCTCAGT
GTCCCAGGATGCTCCAGTGTCTCTGGGGTCACAGAGCAGCTGAAGTAAAGAGAAGTGTCT
TCTGAACTCGGTTTGTGTTATTTTGTTATATAGCCCAGTGTTGTTCAACTGGTTTGCCAC
GGCACACTAGTGTGCCATAGGAGATGGTCAAGTGTGCCGTGGGAAATTGCCCTCATTAAC
TGATCTAAAAACATTTTCCATCTCCAGGAAATCAGCTCTGTGTTCATCCAAACATGCCCT
GATAAAACACTCAGTAGTTGGGAATATGAAAGATCATAAAATACTTTTTTCTTTGTGTTT
ATTTAATTCTATTGAAGACATTTTGATAAGAATGACGGTACCGCGATTTAGCTGTAACTA
AAGCCGTTTTCTGAAAACTCCCGCCCCTTTACCTGTCTCCACCACTCATTCTTGAAGGCT
TAATCACACGTCACCAGTCTGACCAATCAGAAGTGGTTAAAGTCTTCACTTCCTTGTTCT
GATTCTGCTCATAAAGTCTCTCAGTTCCAGAACATTTTAGAAACTGAAGCGGCTGGATAT
GGGACGGGCTGCAGGAAACCTGGGGTTGCTTTCTAGGACATGCAATGAGCCAAAAATCCA
GCGTGGTTCTCTAGGGGAGACCCTTCACACTGCTGCCTTTCAGGGTCTCCCTGTGCCTTG
AAAATACAGGACTGTGTCAGGAAGGGCGTCTCTGCATATCAGTGAAAGCTGATTGACTGT
GGCGACCCCTGAAGGGATGAACCCAGGGGTGAACAG
>CLMC3491Contig1
AAGTTTTTTTTCTTTTTTTTTTTTTTTTTTTATTTTTTTTTTTTTTTTTTTTTTTTTTTT
TCCCTCTCTGAACCGCTTTATTGACATTTATAGATATAATTTGATGAGTTCGTCGCTGAC
GGCGGACGGCGTGAGGACGCCCAGGTCCGTGAACAGGAGGGTGATGAGGGAGGGGGGCGT
GTAGTCGATGACGGGGTGCTCCTCCGACAGGTTCTGCCTCTTCTTCAGGGTGTCGGCTTT
GTACTTGAACTTGTCCGGGACGTCCTGCTGGTTCAGCGGGTACAGCCGCACAAACTTAAA
GCTCTCCGCCACCACGTAGAAGGGCTTGTTGTGAGCTTTGGAGCAGAGCGCCATCTGATA
GGTCCCGATCTTGTTGATGATGCCGCCGCTCTCCACCACCCCCTCTGCTCCAACGATGAC
CAGATCCACCTTCTCCAGGACGTACCCCACAGCGGCGTCCGTCCTCATCTGGGCCCTGAA
GTACTCCACCAGCTCTTCTTCGTTCATCTCAAAGATTTTTGAAGTTTGTTCTTCGATAAC



TTCAGACTAAAACAAAATGTTTTTTAGGTTCGTTTCAAAGGATTTTACTCATAAAACCCA
GAGAGAATTATGGTTATTATGCCTTGTGCTTCCAAAAAACAACAAAGCTGCAAAAAATAA
ACCAATTTTCACCCGAAAAAAACCTGTTTTGGCGGATGAAGGAGCTCGTGCAGCACCTGC
TTAGTGTTGTGTCGCCCC
>CLMC3493Contig1
AGCGCGCGTTAAACCCGGGCATTATGGCCGGGGAGAGAGAGTCAGACGTTGGTGAGGAGC
GGAGCTGAGGCTGAATGCTCGGAGCTACGATGGTTTTCAGAGTCAACTTTCTGTTTAGAA
ATGTGGAAACTGTTGTTATCCGAGTCTATCTGGACCCTGTGGGAGACCGAGCACACCTGA
GCTGAGCTGATTCCAACCCCCAGGCCTCAGAGATTCCCGCCTCCTCTGTCCCGCTGCAGT
CGGATACCGCTGAGTTCGCCTGCAGAGATTTTCTCCCGCCAACAGTTTCTAACCATCAGC
TACGTGAGGACGTGCACGGTTTTTTCCATGCTTGCTTAACAAGTGAAAAGGCCCTCTTTG
GTTTTTTGCCACAACGCAGCCGAGCATCGATCAGGCATGGAAAAAAAAAAAGACTAAACC
CTTTTCTTCACTGTAAGGAACTTTTTTTTCCCGACTCTTAAATGTGTGTGTGCATAGTCC
TCTAGTGACATGGGATGGGTATTACATCTGTGTGTTTAGTTGATGGAATCCATGTTACCC
AAAAACCTGGTGGGGAACAAATAATAAATGAATATAATGGAAGCAAGTCTTTCACTGCGA
TGTCGTTTTAGGGCCAAAAAAAAAAANAAAAAAAAAAAAANAAAACAT
>CLMC3494Contig1
CGCGTTTAACCCGGGCATTATGGCCGGGGGCAGCTTCCTGTGGAGGAACAGGCTGAAGGT
GCAGGTGAAGGATGGATCGACACAACACGAGGCCGCACTCAGGACGAGGACGATGAGTCC
TCAACATACTTCAGTAACAGGTCTGCACAGGGACAGAAGAGGAAGAAAGCTCCTTTTTTC
AAATATTCCAAGAAGAGAAAAGGATTTGGAAACGCAAGCTCTAATTCTAGAGGCAACAGC
AAGTCCTGGTCCTCCTCCAGCTCCAGAGGCAGCTCACAAGCTGCAGGTCGAGGGTCCAGG
AACTCAGCAGGAGATCCACCAGCGGGCAGAAGACCAGGAATCCTCGCCGCTCCGACGCCT
CAAAGCAAGCAGCGGCCCTTTTTAAAGCCCAGCTTTTCTCACCTGAGCTGATCACGCAGT
GCTGCTGAACCAAGTCATTCATCCGATTTTCCACTCGTGTGTTTTCGTGTTTCCTGTTGA
TTAATGTAAACTGTCTGTACAAATGTAGGGACCACTGTAAATTGTGAAACTTGTATTTTG
TAATAAAGATAAAATACTAAAAAAAAAAAAAAAAAAAAA
>CLMC3496Contig1
CGGCCGTTAAACCCGNCATTATGGCCGGGGAGTGGTTAAATGAAAATATAATGCTGTATC
ATTCAGCTAGCTAGCTGATGATCAATATATCTCTCCATTATACATGGATGTGTGTGCAAA
AACTAATGGCACATGCATAGTTGAGAGAATTGATCTTGAAGCTCTGCATATGCCAGAATG
TCTCCTGCTGCAGGATGTGCCTACACTTTTACTGTCAAATCATTAGTGCTTTGGATTACA
ACACCAAGGTTTGAAATCATTATGGGATGGAGACTGTTTGGCAGCCATTTTGTGATTTTC
AAAGCTGAAACCTCTGTTTCTTTAAACAAATATAACTTCAACATACTTGTAGCTAGAGAC
ATCGTTCAAACATTAAAATGATCACAAGGCTTTGGACTATTAAATACGTTTAGAAATTAT
TATGGGATGTCGACACAACCTAATGTTGGTTGCCTTTTTATGACAAAATCTGAAGCAAAT
TTTTGCTCCATTAAATTACATAGGGAATTCTTGTGCTTAACCTCTTTTACAGGTTTTCAC
CTATTTTAACCATTTTACTTTTAAAATGTTCAGCTCTGTTCAGCCATTTCTTTTACAAAT
TAAGCTTTCTTTTAGCAATACAGCATTCAACCCTGCATTTTCTTCTGGAAATGCAGCTCC
TTCTAGTTATTTATACTATCTTCCGCCGTTTTTTGACACTTAACTACTTCTACAGTTTTT
AACCGATTTTTACCATTCAACTTTTAAAATGTTCAGCTCTTTCAGCTTATTATT
>CLMC3499Contig1
GGGAGCCGGCCGTTAAACCCGGGCATTATGGCCGGGGTGAAGCTGAAGAAGAGTGTACAG
TTGATGAGGAAAATGGGGAGGATACTGGCTTAACTGAGGAAGAAAGACTACAGTTGCATA
AGGAATGGCTGGAAAGAGAGAGGCTGGCCCAGGAGGAGTTTAGGTTAAGGGTGGAGAGGG
AAGAAACTGCACGCAAAAAAAAGGAAGAAGAAGAGCGGATGATAAAGGAGGAATGGGAAA
AGCAAGAGGAGGAGAAGAGAGAACTGTCTGAAAAGACCAGAGTGGAGAAGTGCCACTATT
GGTATGCTGTTACTAAGGTTTAAGGTAGTAAGAGGCGCTGGTTGCTGTAGCCTGCTGTGT
TCTGAAACAATAAAATGGACTGTCATTTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAC
AT
>CLMC34Contig2
TGGGGGGGTGTACAGGAGACTGAGGTCCTGGTGTTTCTTTTCTGGCTGGCGTGTGGCACA
TCTTACGGCGTGGTAACCAGGGCCTTTGACATGCCACGGTCCACTGTGAGCGGCAGACCA
CATCCTCCAGCTGATGAGCAGGGTCACCCAGCATCCAGTGGGAATGACCTGCCATTAGTC
ACCTCTGGTTTTATAGCAGCTTGCTTGGTCTTCCACCTTCCAAAAGGTCGTGGGGAACAT
CGATGGCTGCCACATAAGAATAAAGGCCCTGAAGGATCCTTTTGGGTGATGGTGGGTATC
CCTGCATAGCTCATCCCATCATGCTGCTGACACCCTACAGGGAACCCATGAGGAATGCGG
TTCAGGCCCGTTACAACCAGCACCACGCCAAGGCACGCTCTTTGCAATGAAAATCATTGC
CTGCAGTTCAGTTCTGCAAAATCTGTGCATCAGCGAAGGGGCCTGCTTGGAGCCACAGAT
GTTGACCCAGTAGGCCCAGGACCCAGTAGCACGGGTAAAGTGGCGTCCGTCTGCGAGGAC
AAATCTCTGCTTTCCTTTCAGCTCCAACTGTGACACACATGACTATTTTTAAGTCCTCTT
TCT
>CLMC3502Contig1
CACTTCTGGATCGTCTTCTTCATCACTGGCAACATATTGCTGTGTAGAATCGCAAACAAT



AGAGTTGGTATCAAGGACACATTTTTTGAGGGCAAACCCACTGTTTCGCATCTCCGCCAT
TAACTCGGAGGGGTGCATCGACGGACCTGCTTCCTCCTCAGACGCCATGGAGCTGGCGTT
GATGCCTGACAGTCCGTACAGAGGACACTCTCTGTCTGTGTTCACGTGGCCCCATTTGTG
ACACTTGATGCACCTGACATTGCGCACCTGGATTCCAAATGGCTGATCTCTAATATTCAT
GTCATCTTTTGCATATTTCTCTCGGGGAGCAGTCTTCTGCCACTCAAACTTGCATTCCTC
CTGACCCTCCTCTTTTGTCTCCTCTTTGGAAGCGCCTGGTGGAGCTTCATACATGAAATT
GAGGCCATTTTTAACACGATCATCTCCCATTAACAACCTGTTGTTGTATGTTTCCTGCTC
TTTCAAATATGCCTGCATTAGATCCTCCTGCTTCCGCTTATCGAAAGTGAGTTTTTGTTC
GGCCATCCATACCTTTTTAATGTTAGATTTTGAAGCAGGATGGAAATCCTTTTTACACAT
ATAATTTGCGAAAGACTTCCCCATGATTCCAGATCAGATGTTGAGGTTTGACCCGCTCTT
TATCACATAATGAAGACGGGCCACGGAACCAGTACAGGTAAACCGCGAGGACCTCTCGCA
GTCAGCATTGTGTTGAGACTTAAATACCTCCGAAATCATTTTAAGCAATCATAAAGGATC
CAAATGTAATTGACATTTACAAAATCCTAAAAAACCAAATTAAAAAACCTAAATAATATT
CCCTATAGCGTAACATAATTTTTTTGAGCTCTTTAAATTGAAAAAATAAATTTTTTG
>CLMC3505Contig1
GGGGATCGGCCGNTAAACCCGGGCATTATGGCCGGGGGCTCCTTCATGCTCTGATGTTTG
TTCAGGAGACCTAAAAAACGCTGAAAAGGCCGGGACAATAAACGGAAATAATTTAGAATT
TATTCCAGCAGCCAGAATGGCAAAGGGGAAGAAAAATGCACTGAGAACCAACAAAAAGAA
AGAAGACTCAAAGGAGAAAATAGTCACTTCGCAAATTGGGTCAAAGAAAAACACCCCAGC
ATCTAACAAGACCTGCAAAGATAAAATACAGACATATTTCCAGAATCTGCGCAGTCCAAG
CAAACCTAAATCACCTGTGAGTGACAGTTCAAGTAAACTGATCCAAGAGGACAACGATTC
TGAAACGACTGACCCTTATTTTTTTTTTCTGGGGGAGGCTGACAGCAAAATCAAAAAAAA
CCCCCCCGAGTCCNATGAGAAAAAGCCTGATGAGCCTGGTCAGAGTTGTGGAGCAAAAGA
ACAAACTAATGATGATCTTGAAAAAAAGGAGTCTCCTAAACAAGCAGTTGGGAAGTCTCC
AACAGGCTGCAAGGTTTCAGAATGTGGGCATCAAAGCAAAGCCAGCCGCAAGCATCGAGC
AAAAAAGGTGGAAAATAAAGTTTCTCAAAACAAAAGGGTCACAGACTACTTCCCCATCAG
ACGGAGTAACAGGAAAACTAAAGGTGAAATAAAGAGTGAGGAACACAGACAGATCGATGA
TCTGATAAATAAAAACACAGAAGAAGGAATGGAGGTC
>CLMC3510Contig1
CATTTTATCTTTGAACTACATATGCTATAAGCAAGAAATGTAATAATAAATAATACCCCC
CTCCCTTAAAAATGGTTGTTAGAAAACATAGTTTGTGCCATTTTTAAGAAACTTTTAAAA
GTGTAACATGTAGGAAGCATACCTGTCGGTAAGGGTCGCTTCTTAGACTTTTAGACTTTT
TCACTGCCGTGTCCGTTCTTCAGTCTTGAGTCCAGATTCACTGTCTTCACTCCTTGACTC
CATTTGATGTTTTGATGAAGATGTTGAAGTCCCGAAGTCCAAATACACTGTCTGTTCTTG
TCAGGGGAGGAACCTCTGGCTCATCTGTATCTGACTGTTCTCGTTGGACACAGGCAATGG
TGTTGGCGTCTGGTTCCAATTCCCAGCTATTACCAACAGCATCTTCTCTTTCTGGGATGT
CTGAAGATCCAACCAAGGAGCTGCAGCTTTCAGTGGATACAGAGGGCCGCACAGGTGGAT
GTTTGGTCTTCAGGCCCTCTGTGTACCTCTTCTGGCACCTTTTCTTTTGCTCCCTAAGCA
TCTTCACACGCTTTTTAAATCTGAAGGTTCTTCTAGATTCCATGAAAAATCCTTGCCGTT
CTGAGACTCCAGTGGGTTAGCTGTCTGCACTGCTGCCTGA
>CLMC3516Contig1
AAGGTTTTTTTTTTTTTTTTTTTTTTTTTTTNCACAGATAGACATAGTTTTATTTCCCTA
ACAAAATTTCTAAAACAAAGTTAAGACAGATATCTGGATTCTCAAACTAGAAAGCCTACA
AATGCACAACAATTGTATTAAACTTGAGAACAAAGGAAAAAGTTCTGCAGAGAAATTTTG
ATCATGGCGGCCGGATCTCCTCCCCCTCGACGCATGGATTTATCAACAGCCGGACCGCCT
GCTTCAGCCGGACCATATTTGGAATTTGCGTCTAAATCTGCTCGGAGGGCAGATATTCCA
TAGCAAGCGCTGAAGTGAAAGGCCAGCCTCTTCTTGGCCAGTGGTGCACACGGGTGTTCT
GTGCGAAGGTTTATGAGGTCTCTGGAGGGGTCTTCTCTGTTTTCTGCCATTCTGGGTCGC
CTTTCCAGCAACATTGAGGCTATGTGCTGCTATTCTTCAGGAGTCAGGTCCTGGTCCACA
GGCCTAACAAACTGTCCTGTCACAGGCCACCTCACCGCATATCTCAGCATCGGGCACATG
TCCGAAGAAGAAAATGGAGAAACTCCAACGTCTGTGTGTCTGCTGGACAAACTCTGCTGA
CTGACCGAGAGCAGAACTCCTCCCTCTGTGTGTCTGTTTGTGGTCCCCGGCCATAA
>CLMC3519Contig1
CTTATGGCCGGGGACGCGAAGAAGAAGGAGGAGCTAGCTAGGAGGCAAATTGTTTGTTAC
TCACGAAGTTCAAGTTCTCAAGTGTTTGTAGGATTTTGCAGCCAGACAGTTCACTTTAAA
TGGCTGACAGACAGTTTACGCACATAGCTTGTATAAAATTTGAACCTTTCAAATGAACGT
GTTTTATATATCGAAGAAGTCGCACAACTGTCCATCAAAACAAAGTAGTTAGCCAGGGTG
CTAACAGATGTTAGCAAGGGGAGTTCTTTGTTTTATTTTTTAGGTGGAGGGCCGCGAGAC
CATGACGCAAAGTTAGTGTAGACACTCGTGAGCATTTATGATGTCTTTCCGATTTTAAAC
TATTTTTGTCAGTGGGGGGGGTTTAGTGACAAAGTTAAATAAGGACGGTCGGTTGACTAA
ATTTAGCAAACGAGAGCAACTTTAGCTGCAGTTTTGGTCTGCTTTGCTACATCGGTCAGG
ACGAGACTGGAGGTGAAGACAATGGGCAACTGTCTGAAGTCTCACACCTCGGATGATATT
TCTCTGCTGCACGATTCCCAGTCCGACCGGGCGAGTTTCGGTGACGGAGTGGATCCGGAC
CTGGAGCCCCCTCCACCTTACCAGGTGAAACAATTAAGAGTCGTGACAATTTTCA



>CLMC3521Contig1
CAGGCAGAAACCCTGTAGTAGCTATGCATGTTTTGATGAGCTTTGTTTTTGCAATAAGAT
ATTCCATAACACCAAAATCGAGCCCGAACAAGACGTTTGAAGCGAACCCGAGGCGGAAGA
CTTTGTCTGTTAAAGGGCAGCAGGAAGCAAGAAGCTAAACTAGCTATTTAGGAGACGAAA
CAGGATTTTCAATTCTGGATTTAGAAGACGCAAATTTTCTGTTAAGCGAGAAGAAGCTAC
GTTTACCACAGCGGTATCTTCTTGTTTTTTATTTTTAGATATAATTTGTAACAGTCAACT
AACCGAGGAGTCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>CLMC3522Contig1
GCCGTTTAACCCGGGCCTTATGGCCGGGGGAGACTGGGCAAAAGGAATCCGCATCTCCTC
GGTCTCCGCCGCCATCCGCGCTGTTCTGGTTCCCCGTCGCCGTGCTCTATACCCTGCGCG
GGACATGCTCCATCAAGTCTGCGCAGTCGCCGCGAACGCCTGCCTGGACGCAGGAGAGGA
TTAGGTTACCGGTGCCCGCAAGGGGGATTATTTGATTGGCCTCCTGTCACAGTAGCGGCT
TTTGGTGATCTTTTTATTTACAATCAAGAAAAAGAAAAAAAGCAGGGATGTCTTTCCGAA
GAGGTGTGGTCAGGCAGAGCAAGTTCCGCCATGTCTTTGCGCAGGCCTGGAAGTCCGAGC
ACTGCATTGATGACGTGAGGGTGTCCCGGGTGACGTGGGACGGCCCCCTTTGCGCCGTCA
ACCCCAAATTCATTGCGGTTATAATTGAAGCAGGAGGAGGAGGGACCTTCCTTGTAGTGC
CAATTAACAAGAGCGGCAGAGTTGACCAGTCCTGCCCTACGGTCTGTGGACATGCAGCAC
CAGTATTGGATATCCAGTGGTGTCCT
>CLMC3525Contig1
TGGGAAAACACATTCTCCCTTTAAAGCTGCTGGTTCAACTCTGACTGGTGTTTTTAAGCC
CCNCAGATGAAGACGAGGACAAAGAAAAGTCTTCAGCACCCAGCTGTGTGTCTATGAAGA
ATGACAAACCCAAAGACAAACATCTGGACTCTAGAACTGAACCTGGACCTTCAGACTCAA
AAGATCAGCAGCTCAAGAGAGTCTATTCTGCAGCCTTCAGCTGCAGTTCTGAGAAAAGTG
ACCGATCCAGAGAATGGACTCCAAACTTCAGAACTGAACCTGGACCTTCAGCCTCTTTTT
TTTTTTCAAGGNGGGGGNNNNTTGTCTGATTTGCTTAAACAGTTTCGTTTGATAGAAACT
CTGAAAACAAAGATCTGTTTCCTGGAGTTGTATTAGAGACTGAGAGCCGTTGAACCGGTC
AAACATGTTTTCTTCTTAGGATCAGTGATGTGCGGTGAGGCCAACCTGCCATCATGATAC
AATCGAAAGAGATAAATTAGGAAAATATTATTCTCTACTGATCTGTGTTAAATATATATT
TTCAGTCAACTTAACA
>CLMC3535Contig1
GGGGATCAAAGAGTTCAGTTCGAATTTGAACGTTGGAGGTTTTATTTCGACGACGGAGTT
GCACAAAGCTTTTAATTTCATATTATATCAGAAGTTGATCACATGGAGCCAAGCAAGCCT
CCTGACATCAGTGGGATGAAAGTCGCTGGTCTTCCTGCGCTTGGCAGAGGACTACAGCTT
GAGACGGTTTTGGGACGCAGTAGAGGATTACCGCTCGCTGCTGAGACGCCCAGTGTAGGA
CGAGCCCGGGGAGTGTTCAACCCAGGGGAGACTGTTCCAGGACCAGCTCCGTCTCTGCCC
ACAACTGTACCTGTGCAAGGTAGAGGAGTGTTGGCACAGCCCGAGAGTTTGGTATTGTGG
TCGGGCCAGAGGGGTTCTTCTACAAAAGGAGAAGCCAAAAGTGGGTGTGGCCAGAGGATC
TGTTCTGTCAAGTCTACAACTACAGGATGAAGGCGCCTCTCCTCCTGAAACACTGCTGAT
TCCATCAGGAGACACCCCAGCTTCAACTACAGGAGTGATTGGTATGCCAGGTCTTGCTCA
AGGGTCCACACTCGTGTCCATGTTTAGAGGAATGGGAATTGAAC
>CLMC3537Contig1
TTATGGCCGGGGACCGAAGCAGAGATAGTCGCGTTTCAGATATTTTTCCATTTGTTTCTA
GTTTCACAAAGCTTATCTTTAGTATTCAAACAATGCGTAATACATAAAAATATACTTTTA
ATAAATAAAATATCAATACGGAACATTTTATAACGATTGACACAAAAGTATGTTGCCTAG
CAACTAGTGATTCTGGCGTCATATTTTAGCAAGCTAGGCGTTTGGCTAACAAATGAGACT
TTCTTCAGACCAAAAATAGAGCCTAGATGCCGCTTAAAAGAAGAGGACCGTTACAACTTG
TCCAGAGAGAAGTGGATGAACTAAAAAAGCAGGTCGATCATATGGTAAAGGATGTGCAAA
GTAAGGTTGGATCTAATGAAGAGGCCTTTCGAAGATGTCAAGATCTGCAGATGTCAGCAG
AGAAGACACTAAAGACTTTGCAAAAGCTCACAAAGGCCGATGAGCCAGCTCCTGTGGGTA
ACTATGATCAGAGGAAACAGGAAGAAGAAAGACGGCTGCAGAAAATCGTGGAGCGTCTGA
ATGATCTTTCTCTGGATCTTTCACCACCTGGACCCAGTCGTGACACCGGTGACGTTTCAA
AGGATGACAGTCAAAGGGAGGCTAATGAAGATGAGGAAAGCAGTAGTGATGATGACAGTG
>CLMC3539Contig1
GCAACTGTTTTTTGTTACCAGTAGAGCAGAGAAGATTCATTATAAGTGAGCCAAAGTTTT
AGACAGATTTTGGATCCATCTCGGATCAGAGAGAAGTTAAACAGAAGTATGTGTTGGTGG
AATGGGGTGAACAGTAGTGTCACTGGAAGACGGAGTGGTAGGTGGGACACTGGTGGGATT
TCATGTACTTAATGGCAAACTTGAGCTCCTTGCTCTTCTTGTCCCACTTGTGAATGGACA
TGAGCAGCAGCTGCTGGTCCACTTTGCGACCCATGACGAGGAAGTGAGAGCCCAGGCTGT
CCAGCTGGGAGCACGGGCAGTTGGCACCATTCATGATGTACAGGGTGAGTTTCTTTAGAT
CCTTCTTTCTCAGCACTCCCTGCTTCAAAACCTTCTTCTTCTTTTGAGCTGCAATCAGCT
TCCGGTCACCCTTCTCCTTTTTCACCTCCTTGATTTTCATCTTCAGGACAAAGTCACTGG
CGCAGTAATGCTCCATGATGTTGTCTGTTTTCAGCTCGTTGTCACATGGTGGGCAGACCT
TCGGCAATATCCAGTTTGCAGTCGTACATGGAAAAAATGTGCCGCTTCCAACTGGGGAAC
GCCAGTGAGTGTCAGCTTCCGTCTCGTCATTTCCAGCAGCATATGTTTCATCCTTGCATC



TTGATTTTGTCCACATGCATTCACTGCGCCCC
>CLMC3540Contig1
AAGTTTTTTTTTTTTTTTTTTTTTTTTTTTTNTGAGTTAGAATGATTTAATTCACTATAA
GTAAGTGAATGGTGATTTCTGGGGGTGGCATGGTGGGGCTGGCTGGAGAGCGATGGCAGT
GAGAATCCGAGAGCGAGCCAACTGAGAAGATGGACGGCGACCGGGTGAGTATCCGTGGTG
GTTTTTCCTGTTGCTGGGACCACCTGTTCGTCATCGCCAAGCTCTGCCTCAAAACTCAGC
CGTAAGACATCTCCTCTGCTCCTCTCTGTCACGGACTTCCTCATTCAGGAATTGGCGTCC
CCCTCCCTTCCATGAACACTGGACTCTCCCCGGCCATAAGGC
>CLMC3543Contig1
GCTGGTGCTCTGCACATATCACCTGTAGCACGCCTAATGCAGGCTTGAACACCCCCAGCG
GCAATTTTAAAGCCCCCCCTGCACCGAACCCGGTTGAAACAGCCCCTTAAGGGGAACTTA
TACTCACCGCATCACCATGTCCAAGGACCTCAAACTTTTCTTTTTCCCCGCTGATTGGGA
CGCTTTCTGCCCGCTCGTAGTGGTTTTTGACTCGCCCTTTGAATGAATGGAGGAGGAGAG
CAGCAAAGACCAGCAGGAACTACAGGTCATCAAAAGATTGCTGGGATGTAGCCCTCCAAT
GGAAAAAAATGAGGTGAGATTTGATTCCAAACTAAAAGTGTTATTTCTCTGTGTGCAGAA
AGCAACAAAAAAACAAACAGTAGTTTTAATCAACGTTTGATAACCAATCCTTTCATGGCT
TCAAGAGACAGTGCTGAAAATAGCTTCTTTGTTAGGAGATGCTTTAACTGCTCTTCTTCC
CTGTGCCTGTGTCTGCTAATGCGTTAGTCAGTGTGCATGTGTGTCTGTTTGCCTGCAGCA
AAGCTAGTCCATGTGTGCTGGATAAAGGCACCGGATGTTAGTAG
>CLMC3549Contig1
CGCGTTAAACCCGGNCCTTATGGCCGGGTACGTCAAATAAAGTTTTTTTACTTCCAGGGA
AGAGACAGAGTTTTTGCTCTGGTCCAGATTCTGTCTGCTTGGTTGGAGCTGAGGTATCGT
GGAGTACAAGGTGTCTTCTCAGCTAACAGCCATGGCTTTTGTACATAACCCCCGCGGGTT
TCCTGGACCTGGTTGCTGTTTACCAATGGTATTGGTGTATCAGATGCCACAGGGGGTGAA
TATAGGCTACAAGCTGCCCCCAGAAACCTGGTTAACCATGTGGACGACTTCCCCAACTCC
CTCTCCTTCGATGAGGGTACGGAAGAAGTTTCAAAACGTAAGCCGTCCAGCCACTTCTAC
ACGAGCTTCAGCAAACCTTCAGTGACACAGCCACAGAACTTAGCTGTTACTGGACAAAGC
CCTCCCAACAAGCTCGGTGCTCCCAAAGAAAAAGCTGCTGGTGAGTCAATGAAATGGGAG
TCGAAGCATAACGAGCCAATTTCATTTCCCTCACGCCAAGACAACAAGGTCAGTTTGGTT
CCAGCTGCTATCCAGTATCAGTTGACTCCACTGGATGCTTTTACAAACAGAAAACCGGTT
TCTC
>CLMC3550Contig1
CCAAGAAGGAGTCTCTGATCTTTGTCAAGAGGATGATGGCTGTGGCTGTGTCCTCCATCA
CTTACCTTAGAGGGATTTTCCCTGAGTATGCCTACAGATCCAGATATCTAGCAGATATGT
GCATCAAAGTCTTGCATGAAAACGGCAACACCCCGGGTGCAAGTAAAGTTGTGAAATGGC
TGATGGGATCCTTTGATGCATTGGAGAAACAGTATCTGCAGGTTATATCCATTGGGGTAA
GTTCACGCAAACATGCAGCTTGTTCAAAATGATGGACAGCCAAAGCTGATAGCTTGTTAT
TGTTGCAATCAAGGTCTACACCGATCCTGAAAATCCTAATTGCATCATTGAGGCGTACCA
GTTTAACTTCAGATACACTGAAAAGGGACCCGAGATGAACATTCTCAGGTTTGGATCCTG
AAAGTATTTGCATCCACCGTACGGCGACTGACTAGAAGTTCTTATGCAATGACAGGAACA
AAAACGTGGAAATGCAAGTGACGCTGGAAAACACCAAGCAAGCCTCGGTGCTGCTCATCA
GGAAGCTCTTCCTGCTCATGCAGAACTTGGATGCCCTTCCCAACAAAGTCTACCTCACCA
TGAAGCTCTACTACTACGATGACATCACTCCTGCAGACTACCAACCTCCAGGCTTCAAGG
AAGGGGTGTACGATCACCTGTGGTTTGAGGGAATGCCTGTGCACTTCAAAGTGGGTGAGG
TGCACACATCTTATCACGCCTTGAGAGTCCAAGTGTCTGTGGAGCAAAGCCAGGTGGAAA
AACTTCAGAGAAGAGATTCCCTGAAGGAGAGCGGGCCACTTTCTGTGGATGAGGAAAAGA
AGGTTCCTTCAAAGAAAATGGACACTGAGGGGGATTTCCCTTCTGAGGATGAGTCTGCAC
AGTTCAAGAAACCTGCAAGA
>CLMC3551Contig1
GGNCCTTATGGCCGGGGAAGACAAATGTGTTACACTTAAAACCGTCCTACGCGCTGCTGA
TTTTGTGGCGGAGGTGATTAGGGTGTTTGTTTTTTAATTATTATCACTGTTTTTTTTCAC
CCCTAACATTTTATTATAGATCGTTGAATGATGGGAATGAGATAAAAAAAATGTCTGAAA
GTGAGTGGCAGGTCGCTCGGCGTCGAAAAGGGCAAACAAGGAAGTTTAAATCTCATGTGC
CTTTAAGTTCCACCAGCGTCCAAGAAGACCAGCTTGATGTCGAGAAAGTTGTCAGACGGA
TCAGGACCACTGTGACTGAGTTGAGATGCGAAGAGTTTTGGCACAAATGGAAAGATGAGC
TGCTGATGGCATCCACAGCATCAGCATCTGCAGAGAAGGACGTCACTGAGGAGCATCTGA
AGAACACAGGTGATCAGCTGGAGTGTGTGTGTTATGGCCTTGGCTCCTTTTCTTCTTGCA
CTGCAGCCCGGTATCAGCTTGCCATGCTGCTTCTGCTGCTGGAAGTATTACAGGTTTCCT
TAAGGGATTGCTTGGTT
>CLMC3552Contig1
CGTTAAACCCGGGCATTATGGCCGGGGAGTTCAAGTACGAGAGGCTGATAAATGTAGGAG
CCACGAGACTGCGCTGGCAATTCAGAGGTTTTGAACAAAGTCAATTTTGAGGAGTCCACT
TTAAAGGGGGACTTCTCGGGCTTGCCTGTGGTTTCGGTCTGTCTAGTTTGTGCTCTCCTG
TGAGAAGACATCAGACACCAACTGAAGAAATTGGTTTTGGGAACAGCAGACCATGTGTTG



GTGAACTACTGCAGAAAAAGGTTGCTGGTATTGAGTTGGTACTGAGACTCACTGGGTCCA
CATCCTTTGCCGCAGTCTTTGTGATCCTGAGGAGGAAGAAGGCATATTGTATAAGATATC
GAGGAAATGTGCAGTCTGAAGCATCACAATACGTGTTTGGATCCCCACCAGAGGAACATC
TTGGAGGTGAAGGAAGCAACACTGACTGACGATCAATATCACAAGTTTTTGTGCAGTTGG
AATAGACAACAGGTCCACAACCCACACAAGTGGTTAGCATGGAGGCGCTACCAGGAGGCA
GGCCGGTACATCAGGAGATGTGGAGGAGGCCGTAGGAGGGCAACAACCCTGCATCAGGAC
TTCTACTTCCTCCTTTGTGCAACCTC
>CLMC3553Contig1
GTGCTTGACTCCTACCAGAACCAGAGTAGTATAGACTCTGACAAGCCTTTTGTTTTGGAC
AAACACCTTCACAATATCGACAGGCTGTTCAGCGCCAGCAGCATGGAAGGAATCATGCAG
AACCTGAAGGCAGATGGTTCCGAATTTGCTAAGAAACAAGCCGAGGTCCTGTCTAAAATG
TCTCCCACATCCCTAAAGATCACATACAGACAGCTGCAGGCCGGTGCAACTCTGAGCCTG
CAGGAGGTGTTGGTGATGGAGTATCGATTGAGCCAGGCCTGCATGAGAGGCTGTGATTTC
TATGAAGGCGTTCGAGCTGTGCTGGTTGACAAAGACCAGAGTCCCAAGTGGAATCCATCA
ACCCTGGAAGAGGTGTCTGAGCAGAGTGTGGACGAGTGGTGTTCCTCTTTAGGAGAGAAG
GACCTGACTTTGTGACGTGCATCAGCCAGCAGTTGCTGTCTGTCTTCAGACAGACACACA
GCACTAAACCTAATGTAAACAGCCACTTCCTGCTCGCTCATCCTTTTATCGTCACACGTT
TTAGAGGCTTCTGCTTTGGAGAACGGCTGACCTTTATGACAAAACCTTCCATATATGTGC
TGTTAATCAATCTGGTTTAGGT
>CLMC359Contig1
CCCGGGCATTATGGCCGGGGACGGCGTGGCGGAAGTGGTAGCGATGACACCGCCGGTGTT
GTTGTGAGTGATGTAGCCCTGCCTCATTCATACGGTCACCGCCGCACCACCCTCCACGAA
CTCAGCCGGACCGTCACCTGTGTGTGCTGGCTTTCAACGTCAGAGGTTGTGGAATGCTGC
TGGACGAGACTCCACTTTTCGAGCCCTCTCTGCTTCAGGAGATCGACTGGTGCAACAACA
CCGTCACCTTCTCTCCCCCCATCTCACCGTCCAGTCCAGGAGATGGTCTGGTGCTCAGGC
CGCTGTGTATGGCCGATTTTAACAGAGGTTTCTTCAAAGTTTTATCGCAGCTCACCCAGA
CTGGTGATGTCACACCGGAGCAGTTTGCCAAGAAATTCGAACACATGAAGTCAACTGGAG
ACTACTATGTGATTGTGGTGGAAGACACAAATGTGGGCCAGATCGTTGCCACAGCCACAC
TGATCACAGAACACAAATTTATCCACTCCTGTGCAAAGAGGGGCAGAGTGGAAGAGGTCG
TTGTGAGTGATATGTGTAGAGGGAAACAGCTGGGAAAGCTGTTAGTCACTGCTCTCACTC
TTCTCAGCAAAAAGCTCAACTGCTATAAAGTGACCCTGGAATGTGCTCCCAGAAACGTGT
CTTTCTACCAAAAGTTTGGCTACGGCGCCTCCGATGAGACGTACATGCAGTGCAGGTTCT
TTGACTGAAGACGGATGCAGCTAGAAGGCTTTTTTTTTTCCAAAGGGGGGCATGGACCAT
TCAGATAGATCCAGAGACAATTTTTGCTTTACAGATGGATGCGACGGATCCTT
>CLMC368Contig1
ACCCGGGCATTATGGCCGGGGGGTCAAGCGACTAAGTGCATCTGGTGGATGCCTTGGCGA
TCACAGGCGATGAAGGACGTGCAAGCCTGCGAAAAGCAGCGGGGAGCTGGCAATGGAGCT
TTGATCCACTGATATCCGAATGGGGAAACCCCTCCGCAAGGAGATCCCGCGCTGAACACA
TAGGCCAATGGAGGCGAACCGGGAGAACTGAAACATCTAAGTACCCCGAGGAAAAGAAAT
CAACCGAGATTCCGTAAGTAGTGGCGAGCGAACGCGGAAGAGCCTGTATGTGTTATGGAT
TGAGTTAGTGGAACGCTCTGGAAAGTGCAGCCATAGTGGGTGATAGCCCCGTACACGAAA
ACGCATTCCAAGAACTAAGCATACGACAAGTAGGGCGGGACACGCGAAATCCTGTCTGAA
GATGGGGGGACCATCCTCCAAGGCTAAATACTCGTGATCGACCGATAGTGAACCAGTACC
GTGAGGGAAAGGCGAAAAGAACCCCGGGAGGGGAGTGAAATAGAACCTGAAACCGGATGC
ATACAAACAGTGGGAGCCTGGAAACGGGTGACTGCGTACCTTTTGTATAATGGGTCAGCG
ACTTACATTCAGTGGCAAGCTTAACCGAATAGGGGAGGCGTAGGGAAACCGAGTCCGAAT
AGGGCGTCTCAGTCGCTGGGTGTAGACCCGAAACCGAGTGATCTATCCATGGCCAGGATG
AAGGTGCGGTAACACGCACTGGAGGTCCGAACCCACTAGTGTTGCAAAACTAGGGGATGA
GCTGTGGATA
>CLMC395Contig2
TTTTTTTTTTTTTTTTTTTTTTNNTNGGCTTTTTTTCTTCTTTCACAATTTCATTTTCTT
AGCTTTAAAAAGGCTCACCATGATCTGACCAGCGGCAACGCGACCCTGGACAAACGTTGG
CTGGGGTGACGGCGTCCCTCTCTAACTGGACACTGTCATCATATTATTGTAGGTCTTGGA
GGGACTGGTACGGGAACCAGTGGTGCTTATATTGCTCTGCCAAAATGTCCTGTAAGCTTT
GGCTGAACGTTTGGACCTGTCGGTCGTTTACGTGTCCTTTCACCCTCAGAAATCTCGACA
AAAATCCGACGGCGGCGGTGATCTCTGGTTTCATCGTTCCTCGCGCACAAAGGGTATGCA
TTGAGAAAGGCCACGGCGACGATCCGTGCGCTTTTGTTGCTGTTTTCTTTACGTATTTTT
CCTACGGATCGTCTTTGCGTCCAGTTCTGAGCTGGGGTCCTTGTCTGCTGGCGTTGCTGT
GATGTCTCTTGGCATTTATTAGTCGAGGTAGAGGGAAGCTGACGTGGAAGGACGGTTTCA
GCGTTGAGGAAATAGACGCCCGTTGTTGGTAAATAAATGGCGGGGGGGCTGGGGTCTCTT
GGCGGAACCTCACCCGGCCCTCTCAGCTGTTTCTCCTCTGGAGTCCCCGGCCATAAGGCC
CGGGT
>CLMC399Contig1
TGGACCTGCGACTTCCTTGTCGTCTCCGTTGGTTTTCGGTGCCCTGCCCTTGTATTTTTG



CAGCTGCCTGTGATGGAGCCCGACCAGTGGGGACGTTTTCCTTTTCGGCACGAACACCAC
TCTGAGCAGAACTCTGGATTTGGCGAGGAGGCTGCCTGCTCCGCGGCGGTGTTGAGACCT
TTCCTTTTCCCTGTGCAGCCATGGCCAAAGGCACGGTCTGAACAGCCTGCTCCACCATCG
GAACTCTTCTACCTTGGCCCTGAATTCCTGGTATCAGGCCTAGTGCTGCATTGTACTGTT
GGTTGAGCAGAGAACTTGCAGCAAGCTGATTGAAGGTAGGCACCATGTCCCTGTACGGAC
TCCAGCGGGGATGATATCCAGCAGAAGGGCCAAGTGATGACTGAACAATAGCTGGATCTC
GAGGAAGTCCCATGTGCGGTTTAGGAGGTTCAGACACAGTTATGTCCTTGATGTCACTTC
CTCTGAATATTATGTATTCATAGATTTCATCTTTGGGTGGCACTGGACGGTCTGTGTGTC
GATCCTCTGTGCCATAAGACTTTACTTTAGCTAAAGCCACCGTGGACCTTTCCGTGTCCA
CAGAGGACAGGATGCCTTCATAACGAATCTGCGCCTTTGATATCAAACTTATCTTACTGC
CAATGTAAGGCGTCCCTCCTGTGGCACTCATATTTGCAGCAAAAGACAAAAACCGGACTC
CTGAAGGCGAGCGAGGATACGAACACCCTTTTCCAAAGACCCCCGGCCATAAGGCCCGGG
TTAAACGGC
>CLMC427Contig1
TAAACCCGGGCCTTATGGCCGGGGACAACAAAGATGGCTACCCCCTGTAGCAGTTCACGC
CTCCGGTATTTAATACATCTTGCACACGATAATGTGGATTTCAGGTTACCGGAAATTAAA
GCTTTGCTTGCTTTGAGGGGGAAACCATTTCATCCTTGTGAAAACTTCAACGAACAGTCT
CCTTTCTGGTGCTTGGAGGGTCTGTCAGAAGAGGATGTTCGCAGTGTCATGGCCAGATCT
GTTTGTGCAAAGTCGGCCTTTGAACTTTGGGGTCACGGACAGACAGATGGGAACCTCAGA
AGTTCTCTGCTTAACTACCCACCACAGAGCATGAGTCCATTCATGCACAAAGATTCTACC
TACAGAATTAACGTCTATACTTTCAACAAGACGTTGCAGTTTCAGGACAGAATCAAAAAA
ATTGATGCTTTGGACTATCTTCCGTTTGAGGGCACAGTGAGCTTGAAGACCCCTCAGCAC
ATCTTCTGTTTGCTGGAGGATTATGGCACAGATCCCAACAACATCCCGGAGGATCCCAAC
CACATCTACTTTGGCAGATGGATAGCAGATGGTCAGCGGGAGCTGATTCGCACCCACAGT
GTGAAGAACAGACACTTCATAGGAAACACCAGCATGGATGCTGGCCTTTCCCTCATCATG
ACCAACCACGCTAAGGTCAAAGAGAACGATCTCATCTTTGACCCTTTTGTTGGCACTGGG
AGCCTTTTGGTTGCATGTTCTCATTTTGGAGCCTATGTTTGTGGAACAGACATCGATTAC
AACACCATACACGGCAAAGGGCGGTCCAGCCGCA
>CLMC429Contig1
GCTGCAGCAGCCGCTGCTGCGGTAGCTACAGCGGTTGTTGTTTCCACCTCCGTCACTGCA
GCCAACGTAGCAGTGTTGTCTGCCTGCACTGTGGGGGTAGCAGCAGTTCCTGGGGTCACA
GCCGCCGTCTCTGCTGTTCCGTTCTCCTCTGCTTTGATCATAGCTTCGAGGTCCTCCAGC
TCTTTGGGTTTGGTCCATCTGGATTCCTTCGTTTGAGAATTGTAGTAATACGGCTTTCCT
GTGTCGGACTTGTACTCCTTCCAGTGGCATTTAGACAAAAGTTGCTCTGCAGGAGATTTG
AGATCGTCAGGTTTCTCCCATGTGGACTGTTTGGTCTCGGTGTTGTAATAATACGTTTTC
CCATCCAGGGATTTATGTTCTGTCCAAACAGACTTCTTCTTTGGTTGCTCTTCCTGTGAA
GCTCCATTTGTGGTGTTAGTTGTTCCCGGTGCAGCAACTGTTGTATCAACACCAGGCGGT
CCCGTTGGCTGTACAGTCGCAGCTGGGATGCGAGGAGCCATCATCATCCCTGGTAACATA
GGTGGCAACATGCCTGGCATCTGTCCCAATGGTGGGGCTGCCATAGGAGGCATTATGCCA
GGGGGCATTATACCAGGAGGCATAGGAGTCATGCTAGGTCGCTGACCCATAGGGGGCATT
CCCATCGGAGCAAAATGAGGTGGTATTCCTGGCGGTCCCATATATGGAGGAGGTATTGTT
GAGGGTGGTACAGCCGGATAAGCTGGTGCTTGGCTCGGGCCATTGTTAGCTTCTGTTGAA
GACATGTTGTCTCAATGAGCCTTCGACAAATGTGAGCCCCCGGCCATAATGCCCGGGTTT
A
>CLMC438Contig1
TATGGCCGGGGGCTTCGCTTGCGGAGGAATGGCAGAGCCTAGAGTGTTTTCGAAGAGCCC
GAGTTGTGTTCCGAAGTTCACCAGCACCGATGTGATGAATAGTGTGAAGATGCATTCGTC
CACTAAAGGAAACAAATTGGACAAGGGATATAAATTCGTCCACGAAGAGTTTATCCACCA
TTACCAAGAGCGCACATTATTCACAGCTGGGTCTGCAGGCTGCTCCACCCCCCCGGCCTG
CACGAGTGGCTTGCAAAGATGGCACAGACCAAGAGCACAGGGAATCCATCCTGAACCGGT
TAGTGAGCTGGTGGTGCAAAAGCCCAAAACAGTTGGCAGGGACGGTCAGAGGTCCACACT
GTACAAGGCATATACAGGACCACAGCCAGATCCATATCTGATGGCATCTGGAAGCAGATT
ATGCCAGGTGCAGCCCCAACCTCTCATGGCTGTGTTGGATGGGTTTCTGAGATGGAATGA
AAGAGAACTTGGATATATATTGTGGCAAATGCATGAATGCATACCTTAAATTACACTTAT
CTTGTCTTTAACAATCAGTTCAGCCTTCTGTCTTACTGTTGATCTGTAATGTTATTTTTT
ATTGTAAATGTTTGATGTTATTTGCATACCAAAAAATTAAATGAGGCACAATTTTAAAAA
ANAAAAANNAAAAAAAAAAAAA
>CLMC438Contig2
GTTCAGGATGGATTCCCTGTGTTCTTGGTCTGTGCCATCTTTGCAAGCCACTCGTGCAGG
CCAGGGGGGGGGGGGTGGATCAGCCTGCTGACCCAGCTGTGAATAATGTGCGGTCTTGGT
AATGGTGGATAAACTCTTCATGGACGAATTTATATCCCTTGTCCAATTTGTTTCCTTTAG
TGGACGAATGCATCTTCACACCCTTCATCGCATCGGCGCTGATGAACTTCGGAACACAAC
TCAGGCTCTTCGAAAACACTCTAGGCTCTGCCATTCTCCGCCAGCGAAGCACAAACCGGA
ACTAGGTTTACACGTTGCTCCCCGGCCATAAGGCCCGGGTTA



>CLMC440Contig1
CGCCGTTTAACCCGGGCCTTATGGCCGGGGAGAGGGGGTTCCGCGCAACGAGTCACGTGC
GCTCCGTGAAGGACAGAGGTGGTGGAAGCGCTCGCGGAGCTTTGCCTCGCGCCGGTGAGA
GGCCTCCCCGTTTTACCAGAGGACGGGACTGAGGAGGGAAAAGAGGAGGAGAAGATAAGT
GTCAATCTGTCGAGACTTGTTCGGGAATTTGAGGAAAGGAGGGGAGCTGGGGAGAGCAGA
AGGAGGCTGCAGGAGGGAGAAGCGACAAGAAATCCACGTCAACAAGGACTTTTCTCTGGA
GTGGGACCATTGAATCATTGAGGACTTAAAAAAGACAGTTAAAGGAAAAGCCGGTGGACT
TTTGTTTGGGAAAGAAAATGAGGGTATTTGCTGCTGTGTGACTCACAAAACAAAGGAATG
ACATTTTCAGAGTTGTGCAACAATCCCATGCCTTTTTGAGCTAAACTGAAACAAGGGGAG
ATCAGTTCTCCCCAGAACAAAACTTCAGGTGCTTTGGGTGTCACTATGGGCACCAAAAAA
AACATCTATACCCTCTTGGGGAATTTATCTAACATGGCAGATCACAAGTTTCTGCCAGGT
GGAAAAAGCTCCCGAGATCCAAGTCCCTTGCCAAAAACGACGTCCTCATTAGAAAGAGAA
AGGGACCCCACGCAGGAAAATTGGAGTACAGATCAAGAGAAAGCAGAACACAAAGATGTG
GGCACGTTCCCAATCAAAAAGGGAAGGAAAGAGCAGAAGGCAGAAGATGACAAAAGACGA
AACGGCAGATTTGATTCAAACTACGAGAGGGAAGATGATTATTNAAAAAAAAAAAAAAA
>CLMC456Contig2
CGGGGATACTAGCAAAAAAACAAGATGGCTGCTGCACGTAACGGAAAGAGCGGGCTTCTG
GAAAAGTGGAGGATCGATGAGAAGCCGGTGAAGATCGACAAATGGGACGGCGCCGCCGTA
AAGAACTCTCTGGACGATGCAGCTAAGAAGGTGCTGCTGGAGAAGTACGGTTACGTGGAG
AACTTCCAGCTGGTGGACGGCCGTCTGCTCATCTGCACCGTCTCCTGTCTGTTTGCCATG
CTGGCGCTGGTCTGGGACTACCTCCACCCGTTCCCCGAGTCCAGACCGGTGCTGGCATGC
TGCGTGGTCTTATATCCTTCAGAGCGCCGCCGCTTCACGGGCCTGATCTTTGATCCAAAG
GAATGAAAAGTTTTCATTTGTGAAGCCTGAGGCTCCGCCCTTAACTCCGCCTCCTTACGT
ACTTCATCATGATGGGCGTCCTGACCCTCTACACCTCCTACAAGGAGAAGAACATCTTCC
TGGTGGCCTTGCAGAGAGATCCTGCCGGCATGGACCCTGACCACGTCTGGCAGCTGGCCT
CCTCCCTCAAACGGTTTGACGATCAGTACAGCCTGAGGGTGTCCTTCACCGACGGGAAGA
CGAGACGCTCGCGCGAGGCCGACTTCACCAAGTCGGTGTCGGCGTTCTTCGACCAGAACG
GGACTCTGGTGATGGATCAGTTCGAGAAGAGCGTTTCCAGGCTGCACGACGCGCTGGCCT
>CLMC482Contig1
ATCCCATACATGCTATCGTCTGCATCTGTAGCCGTCACCTGGATCACCGGCGTTCCAACA
TCAGACCTCTCAGGTATGCTGGCAGTGTACACCTCCTGGCTGAACTGTGGCTCATTATCA
TTCATGTCCTGGAGTTTAATGATGAACTCTGTTTCTGGCTCCAGCTGCAGACCCGTCTGT
TTGTTGACCACTGTGGCTTTGAGCTTGTAAAAAGCCTTTTCCTCACGGTCCAGGCGCCGA
GTGGCGTGCAGGAACCCTTTGCTCTCATCAATGACAAAGATGGTGCCGGCCCCCTCGCCA
GAGAGAACGTACTTGACAGAGCCGTTGTCCGGATCCTTGTCAGACTGGAGCCTGCCAATA
TACTGGTAGTCAGTCCCGGTATACTCCTCCATCACGGAAAACTGGTTCCACATCCAGCCT
CGCTTTACTCTTTTAGGCAGCGTCTCTTCTCTGACTTCTGCCTTTCCTTCCTGTTGGTCT
ACATTCTGCCCTTTCAAAGACATTGCATCCACTGAAGGACAGAGAAACAGCCACACAATA
CCCAACGTAATGGTCCTCATAACTCCTGAGAACACAGATGGAGAATGATCCATCTCAACA
GCTTGATCTCTTTGAGTTTGAGCGGAGGATCACAGCCCGTCAGCTCATTTGGTTGCTGGA
ATCAGCGGGATGGACGCTCCTGCAGGCGGGGACGCACGCGGGACTCCCCGGCCATAAGGC
CCGGGT
>CLMC484Contig1
CCCGGGCATTATGGCCGGGGGAGCGTCGTCAGATTGAAGGACCCCTGTATGCAGCTGGCT
AGCCGTTAGCTTACTGGTCTTGTAAACACTATTCTTCTACAAAGGTTTAGTGCAAATAAA
AATGTAACGCAACTTTTTGAAAGCATCAGTGGACGCGAGAATTTATGGCCTTGTTTTCTA
TCAGAAGAGCAGGGGTTTCTGTGAGAGCGCTGGAAAAACAAACACTTTCCTAACGTCCAA
GCTGCGCAGTTTCGTTTCTGCGGAAACATCGACGGCCCGACCCAGGAGTTTATTCACTGA
AACCGGAATATTCCGCTCAAATAAGTTTTTAAAACTGACATGGGCCTGACTACAATATAT
CTGTGTCGCAACAAATAGTCACGATGAAAAGAAGAAACGATGCAACGCTTACTCTGCTGC
ATGGGAAAAAGAGATGTCTCGATGACAGCAGTTCAGATGAAGAGTCACAACCCACTCAAG
ACGGCAGCCAAAATGAGTCCCTCAGTGACCCGGAGGATTACAGGCCAGGGTTATCCTCCC
ACCCTGTCTCACCCTCAGACGACCCAGATCAGAGCGCCTCAAAGTTTTCTATGTACAACA
GCGTGTCACAGAAGCTCATGGCCAAGATGGGCTTCAGAGAGGGTGAAGGTCTGGGAAAGT
TCGGCCAAGGACGTAAGGAGATCGTGGAGGCTTCCACCCAGCGTGGCAGAAGAGGTCTTG
GTCTCACACTTCAGGGTTTCCAGGGAGAGCTTAACATTGACTGGAGGGACGAACCAGAGC
CCAGCGCCATAGAAACTGT
>CLMC495Contig1
AGCCCTCCTTGGTACCAGAGATCTTGATCTGGTTGCTGGGGTCGTCAGGTCGTGGGATCT
GGATTTTTGTGGCAGTTTTCAGCTCAAGCTCCTGAAGCTTCTCCCCATTTTTGCCAATGA
CAAATCGATGGTGCTCCTTTGGGATGGCAACAGTAGCTGAGGCCTGAGTCTGCAGTCGGG
ACACGATCTCCTTACGGGCCTTCATCACAGCATCCAGCTTCCCAGACACCATGATGGAGA
GACCCTGGTCTTTTGCTAAGGACAGTTCCAGGTGGGCTCCAGTCTTGTGCATGATGTCCA
CACAGACCTTAGCCTGATCTCCTTCCCCAAACTGGTTGATGTCCTTGTACTTGCGCTCCT



CCAGCGGCACATGAAAAACCTGGGTGATGATCGACGACTTGAGAGGGCGGATCTTGGTCC
AGGCGTTGGCAGTTTCCTGGGTCCCGTCAGGAGTGGCCGCCCTCTCAGGCAGAGGGGGGA
AAGCATCTTTATAGGTGGGGAGAGCATCCTCCTCCTCTTTACCACTTGGTCCTGCCACAG
CAGCTCCACTCTGCTCTGGCAACAGCCCACTGCGATGCTCGTTGAAGCTTTCCTGCGTAA
GTACAGCGACTGAGCTCATGGTGAAAATCCCACGAAAACACGGAGTCCGAGTGTGCCACA
GCAAAATGGTCAGTTACCAGATAATCCGTCCTGTAAAATGCAAGTTCCCGTCAGCCTGCC
AGCTTTTGTTTATTTATTTCCTCGTCTGCCCTGAAGGTGCAGAAGCTCAGATGAAATTCC
ACTGGCCCCCGGCCATAATGCCCGGG
>CLMC4Contig10
TTTTTTTTTTTTTTTTTTTTTTTTTTTTCNTAAACATTCATTCATTCATTCATTCATCTT
CTTAGTTTATTCCCTTTCGGGGTCACGGGGTTGCCAGAGCCTATCCCGGCCACTTGGGCG
TAGGCAAGGGATACCCTGGACTGGTTGCCAGTCTGTCGCAGGGTGGAATATCCTCAATCA
CACATCCATTCACTCTCACACTCACACCTATGGACAATTTAGAGTTGCCAATCAACCTAT
GAAGCATGTTTTTGGATGGTGGGAGGAAGCCGGAGATCCCGGAGAAAACCCACGCATGCA
CGGGGAGAACATGCAAACTCCACACAGAAAGGTCCCCCATTGATGTTGTGTTTTTTTTTT
TTTTGACATGTCCCCCAGCCGGGACTTGAACTGAGGGCCTTCTTGCTGTGAGGCAAGAGC
GCTAACCA
>CLMC4Contig15
TGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGGAATCATTCATTCATCTTTACCGTTTT
TTTCCTTTCGGGGTCACGGGGTTGCCGGAGCCTATCCCGGCCACTTGGGCGTAGGCAAGG
GATGCCCTGGACTGGTCCCCAGTCTGTCACAGGGTAGAATATCCTCAATCACACATCCAT
TCACTCTCACACTCACACCTATGGACAATTTAGAGTTGCCAATCAACCTATGAGGCATGT
TTTTGGACGGTGGGAGGAACGCATGCACGGGGAGAACACGCAAACTCCACACAGAAAAGT
GTGTTTTTCATGTCCCCCAGCCGGGACTTGAACCGGGGGCCTTCTTGCTGTGAGGCAAGA
GCGCTAACCACTGCGCCACCGTGCAGCCCC
>CLMC4Contig17
GAAATATGGCAGTTAGAAAAACAAATAGTCAGTAAAAATTAAAATTGTAATAAAAGTGGA
AGTAAAAGTACACGTCATAACTAAACAAGCAAACACCGCAGCAGTTTCAGCAGTCCTAAA
CTGTGTCATTCTATAGTCTAACAGCTGTTGGGATAAAGGACCTCCTGTAGCAAATCATAT
ATCAAAACAGCCAAAGTTTTTTTTTTTTTTTTTTTAGAAAAATTCCTTTACTCACTTTTG
CCTTCCTCTGATGAAATTACTTCATCAATATGGCATGGAGGCCATCAGCCTGTGGCTCTA
TGTACATGAAATTAAAGCTCAGGTTGCTATGGAGTTCATTAGAACATTGGGGTTTTACCC
CAGGAGTTTTTAGCATTAAAAACTCACTTTAAAATATTTAATTTTCTAAGATACAGACCT
TTTCTCCCTGTACAATAAAGTCATCTTCTGTGGTACAGAGGTTGAGAGGTCGACCTCTTA
TCAGAAAATTTTTGAATTTAGAGTTTACACTAAATCCTTACATTCATTCATTCATTTTTT
TAACCGTTTTTTCCCTTTCGGGGTCACGGGGCTGCCGGAGCCTATCCCGGCCACTTGTGG
GCGAAGGCAGGGGACAACCTGGACAGGTCGGCAGTCTGTCGCAGGGTAGAATGTCCGCAA
TCACACACCCATTCACACCTAGGGATAATTTAGAGTTGCCAATTAACCTATGAAGCATGT
TTTTGGACGGTGGGAGGAAGCCGGAGACCCCGGAGAGAACCCACGCATGCACGGGGAGAA
CATGCAAACTCCACACAGAAAGGTCCCCCGTTGATGTAGTTTTTCACATCCCCCAGCCGG
GACTTGAACCAGAGGCCTTCTTGCTGTAGGCAAGAGTGCTAACCACTGCGCCACCGTGCA
GCCCCCGGCCATAAGGCCCGGGTTAAA
>CLMC501Contig1
TAAACTTCTTGCGGAGGGTGCTGTTGAGCTGAAAGTCATCCTTCCAGCCGGACTGATAGT
CTTGGATCTCGGTCAGGGAGGGCAGAGCTTTAGTGAGCTTTTCTTTATCTTTGCCACCGT
GGTCCAGCTTGAACATTGCATCCGTCTCCAGTTTCTCCTTCTCCTCCCGTTCAGTGGTAA
GGATCTGCTCATTTTCAGCCATGTCCCAGCGTTCCTCCTTCCTGCATGCCCCGCTTACTA
TAAGATAGTCACATGTTGCTGGATCTGTCTGCATCTCGATGTAGTTTACACAAAGGTGGC
ACTTCATCCTAAACCTGTAGATTGGCGTGGTGTAGTAGGTCCCCACTTTTTTCTTTTCAG
CATTGTAACGAACGCCCATGCCAATGTGATTCTTGCAACCATCACACCAGATGTTGTAGG
GCATCTCAAACCTGATAATGAGGATGCCCTGGGACAGTTTTCTGGCCCTTTCCCGCAAAG
CATGAGTTTTATGGTAGCCATTGAGAGAGCCATGCTTAGCTGGGTCAAAGTCTGGAGGGT
AGTACTTATTAGTTCCTTTTCTTTCACCCATTGCGACACCTAAAACTTTACACTTTCTCG
GAATTCAAGCGAACTCTCGTTTAGTAGCTGCAATGCTAGCAACAAAATATCCCCCGGCCA
TAAGGCCCGGGTT
>CLMC505Contig1
CCCGGGCATTATGGCCGGGGAGGGCCCGTGGGCAACGTGGTTGGGCCCTGTAAAGCTATG
CCGTTAACTTAGTGGTTTTGGTAAAAAATAAAAAGAAATAAACTGCTTTGTACTTCGTTG
GTATCAAACGTTTATTCAATTGACAGATTTATATTGATTCCCTATCAGCCATGTCGACGG
AGGGAGCAGCCGAACAGACTGAGTATGTTCCTGAAAAGGTGAAGAAGGCAGAGAAGAAGT
TGGAAGAAAACCCATATGACCTTGACGCTTGGAGCATTCTGATTCGAGAAGCACAGAACC
AGCCCATAGATAAAGCAAGGAAGACCTATGAACGACTTGTGTCGCAGTTCCCAAGTTCTG
GGAGGTTCTGGAAACTTTTCATTGAAGCTGAGATCAAGGCTAAAAACTATGACAAAGTAG
AAAAGTTGTTTCAGAGATGCCTCATGAAAGTTTTGCACATCGACCTGTGGAAATGCTACC



TCGCATATGTTCGAGAGACCAAAGGAAAGCTTCCCAGTTACAAAGAGAAGATGGCCCAAG
CGTACGACTTTGCCCTTGATAAGATTGGCATGGAGATAATGTCTTATCAGATTTGGGTCG
ACTACATCAACTTTCTGAAAGGAGTGGAGGCT
>CLMC506Contig1
TATGGCCGGGGGACTCATGCTATAAGCGTAAAGACGGCACGTCATCTGCTACTCTTTCTT
GTGGTTTCTCAGAGAAGTAGCGAAAACCGGTGAAGTCTCGGAATTTTAGGTAGAATTAAC
TTATTACAAGCAATTTAGGTGGACGACCATGGCCTCGGGAGGAGACTCCAAAAATGATGA
TTTATCAACAGCAATCCTGAAACAAAAGAGCAGGCCCAACAGACTGATTGTTGATGAGTC
TATCAATGAGGACAACAGTGTAGTCTCTCTGTCTCAGGCCAAAATGGATGAGCTGCAGCT
CTTCCGTGGAGACACAGTGCTGATGAAGGGAAAGAAGAGACGAGAGACTGTGTGCATCGT
ACTCTCCGATGACACCTGTTCAGATGAAAAGGTTCGCATGAACAGGGTGGTGCGCAACAA
TCTGAGAGTCCGTCTCGGTGATGTCATCAGCATTCAGCCATGTCCTGATGTCAAATATGG
GAAAAGGATTCACGTCCTTCCAATAGATGACACAGTAGAGGGAATTACTGGGAACCTGTT
TGAGGTTTACCTGAAGCCATACTTCTTGGAGGCTTACAGGCCAATCCGCAAAGGTGACAT
CTTTCTGGTCAGAGGAGGCATGCGTGCAGTGGAGTTTAAGGTGGTTGAGACAGATCCTTC
CCCCTACTGTATCGTTGCTCCTGACACAGTCATTCATTGTGAGGGTGAGCCAATCCGGAG
GGAGGATGAGGAAGAG
>CLMC508Contig1
AACCCGGGCATTATGGCCGGGGAGAGGAGCGTGAGTTCAAAAAGTTGTTTGCTGTGTTTC
ATTCAGATATGCCGAAACGGCAAGCGAGTAGTCACAATTGTGTTTTTTTATTCAGTCCCA
CAGACAAACTTTAGCGTCCCGTATGAAGGAAAACTGACGGGATGACTTGTCAACACATCT
GGAGTTGCCTAATAATCGCGAGGTACATTCGTCAAAGCTGAAAGCTTTATTAGCATGCCG
CCTCCACAAGTCCTCCAACCGGTTCTCAAACTGAAGGTGGATGAGCTGTTCCTCAACTGG
TTGAGCGATCCTGAAACTCAGCTGGTCCTCAAGGAATACCTTGACCAGATCAAAAATGGA
CAATATAGGAGCTCAGGCGGGGAGAACAGTCAGGCTGACAAGTCATTGAGCTTCAACGAA
AACAACAACATTGCATCCCAGAAGAATCTGGTGGAGAAAAAGCCGGCTTCACTGGGCAAC
CCTTCCGGCTCCGCATCCAACAGTACCCTGCCATCCGGCAGTAACAGTAATTCCAGAGTA
CCAGGACCTGGTGGCAGATTACTACGCCGCTCCGTCAGCTCAAAGAAAGCCCAGGTGAGG
ACGGAAGTGCCGGTCACCACGGCCCAGAGTGAAAACATTCCCAAGTTCTACTTCCCACAG
GGCCGGCCCCAAGCCAACCTCAACATCGACGGCCTCATTTCCAG
>CLMC515Contig1
TTGTACTCAGCCAGCAGCAGACAGGCTTCATCCACCGTCTTCGAAAGCTTGTCTGCTGCT
TCCTTGTCTGTAATCTTTTCCAGCAGAGAAACGTCTTGAACCTCCTGTGGCAGCGAGGCG
ATCTTCTGACGCACGGCTGCATCACCTGAAGCAGCGTTCTCCAAGTCCTGTAAGGCCTTT
ACCAGCTCCTCTGTCAGCTGAGTGGCAGATGCCTCTGTGCTTCGCGGAGAGTTGTGACTT
CTATAGTCGTCATCATCATCTTCATCGTCTTCCTGGATCTTCTGATAGCTTCGTTTCACT
GCTCTCTTATCCTCTGAGGGCCTGGGGCTGTTCGAGTCCTCTATGGCAAGCTTGAGCTGC
TGAATGAAATCACTTCTATAAAGGCTCCTCTCCTTCCAGATGTTTAGAAGTCTTTCCATG
GGCCTTTTGCAGTTTTCATCTGCTTCTCTGGCAACATGGGAGCATGCATCCACGAGTACA
GACTCAAAGTCTTTGGTAAATTCTGGTCCTTTCTTCTTGCTGTTTTGGATAACATCATTT
GCCAGATAAAGAAAAGTCAGCTTCCGGTTGCTTTTAGCTTTCTTCAGTTCTCGGTGCCAC
ACTTTGACGATGAGACCCGAGTGTTTGCGGTGGTGGATGATCCACAGGGACAGCGTCTGG
ACGCTCTGCTGCGAGCTGCTCAGCTCCGACAATTTCTTCTCCAATGCCGACTCGGAGAAG
GACGACATGCCGACGAGTGTCCCTGCTCGCTCTACAACTGGCCTCGACCCTCAAATAAAA
AGCTACGGAGCTCCGCGCTGCTCCGAAGAAAGTCGCACGCTCATCAAACTGAAGTTGTCT
TGATTGATTTAGACATATGCAGCATGAAACTTCCTCCTGTAAACAACCTCCGTAACGAAA
CTTCTGTGTAGATCTCCAGGGAGCCTATTCTTGTTTGTTTACAGTGCTTGCTAACGTTAG
CAGAACAAGCTAAGCAGCCTCCGCGCGGAGACCCAAATCGAAAATAATCTAGGCTTTTAA
ATACCTCCCAGTTAAACAAATTCACTTCTCGCTGCTGTATTTAAAAGAAAATTTCACGTT
AATATGAAGTGAAAAATTGCACTTTAGCTTTGGAAGCCTGAACTAATTTAAAAAAAATGC
TCATCGAAAAAATGGCAGCTTGCACTTTCAAACCGACATGTGCGTCGCACAGTGATGA
>CLMC531Contig1
ACGTAGCCCACTCCAATCAGGAGAACATCTATCAAAGTCCAAATGCCCAGGCCTCCGAAG
CTGAACAGCTTGCCCAGACCTTCTCTCCACTGGCCCAGATAAAAGCGGTCTGCTCCAAAA
CCACCGAGAGTGATGCTGAGGGCCAGAGCTGTCGACCATTTATATCCACCAGTCCAATTA
CAGAAGAGACGTTTCTGAAAACGCCTTCGTCCTAAACAATGCACGTGCTCTAAGACGTCA
CAGGTGGCGTTGTAGCGCTGCCGTGGGCAGGAGACGGTCATGCAGTTGGTGGAGTTGGAG
CAGCGGTACTGAGCCGGGTCCAGCTGCCAGCAGAACTGACAGGTGATGGAGAGAAGAAAG
TGGGATTCCTGTTGTCCTGACTCTCCTATACAGTGAACTCCTTTTCTGGGTTTACAGGTA
AAAGCTGCGGGTTTGCCGTAGGTGCAGTTATGGTAATAATTACACTCAATGCACTCAGCT
GGAAGACGGCTACACAAACCACCACTCGGACATTTAGAAGTGTAGTTTTCTTTGTCTGTC
GGGGCCACGGATGCGGCGGAGGGGACCACCGGGCTGGTGATGACCGGTCCATGCTGGGCA
TCTCTGCTGTGGGGAGCCTCCTGACCAACATGGGGGGAACTCAAATATCCGTTGACTGAC
TGTAGAACCAAGTCCATGATCAACATGACCAATATTCCTTCGTGTTTGAAGGACCGTCCT



CGGTCAGGTCTCCATATTAGCCAGCTAGCAGCCATTGTTGCTGCGGAACCCGAACCCCCC
GGCCATAAGGCCCGG
>CLMC552Contig1
CCCGGGCATTATGGCCGGGGAGTGTTTTCTTGTGCTATAGAAGATTTTTTGTTTTCTTTT
GAAGCGTTGTTCTAAAAAAAAAAAATAGCTGCATTTTGACTACATATTATAAAATGGCTG
ACTACTGGAAGTCACAACCAAGAAAATTCTGCCAATATTGCAAATGCTGGATTGCCGACA
ATAAGCCGAGCATCGAGTTCCACGAGAGAGGCAAGAATCACAAAGAAAATGTGGCAGCAA
AAATATCAGAGATCAAAAAGAAGAGCATCCAAAAGGCAAAGCAAGGGGAGCGCATGTCCA
AACAGTTTGCAGCCATGGAGGAGGCAGCCGTCAAGGCCTACGAGGAAGATCTGAAGAGGA
TGGAGAGGGAATCCCAAGGATTCAGTTACCCGGTCAAAGCACCCACTTCGCAGCCGCAGC
CTTTGGTAATGCCACCTAAAGCAGCGCCGCAACATCAGCCCAAAAAACAGCAAAAAAAAA
AAGAAAAAATGAGCAGGAAACCCAGAGAGCAGCCCACAGCACGAGTTTGGGTGGAGGGAT
TCGCAGAGAATGGACACATGTATTATTATAACACAATAACTGGAGAATCTCAGTGGGAGA
AACCAGCTGATCCCCCAGGAGAACCTTCAACTTTTGTCCCGCCTGAGAGATCTTTCAGTT
CTGCTTGGATGCC
>CLMC554Contig1
ACCCGGGCATTATGGCCGGGGGAGCCGGGGCCACCGTCGCTCAATTCGTCTGGACTGCTC
GAGCTAACTTTAGCTACATGTGCTGAGGTCGAAGGGGAAGCCGATCCCGACTGCAACGAT
GCCCTCGGTTACTTTACCGCCCAAGGAGAACGCTCTCTTTAAGAGGATTCTGCGATGTTA
CGAGCACAAACAGTACAGAAATGGGCTGAAGTTCTGCAAACAAATCCTCTCCAACCCCAA
GTTTGCTGAGCATGGAGAGACGCTGGCAATGAAGGGCTTGACCCTGAATTGTCTTGGAAA
GAAAGAAGAGGCGTACGAGTTGGTGAGAAGAGGTCTGCGTAACGACCTCCGGAGCCACGT
CTGCTGGCACGTGTACGGTCTGCTGCAGCGCTCGGACAAGAAATACGAAGAGGCCATCAA
GTGTTATCGCAATGCTCTGAAGTGGGACAAGGACAACCTGCAGATCCTCAGAGACCTGTC
CCTGCTGCAGATCCAGATGAGAGACCTGGAGGGCTACAGGGAAACCCGGTACCAGCTCCT
CCAGCTGCGTCCAGCCCAGCGGGCCTCCTGGATCGGCTACGCCATCGCCTACCACCTCCT
GGAAGATTACGAAATGGCAGCAAAGATCATTGAGGAGTTCAGGAAAACACAGCAGATGTC
TCCAGACAAAGTGGACTACGAGTACAGTGAGCTGCTGCTCTACCAGAACCAGGTGCTGAG
AGAAGCGGGTCTGTACAAAGAGGCTCTGGAGCATCTGTCCAGCTACGAGAAGCAGATCTG
TGATAAATTAGCA
>CLMC557Contig1
AACCCGGGCATTATGGCCGGGAAGCGTCATCCTTTCTTGTGTGGAGCAGAACGGCGGCCT
TTCATCGCTGCTTTCCATTCCCCCTGGTCTGGCCGCTTCAACCCCTGTTTTGTTCTAGCT
CTGTTTACAAAACAACTATGGCAGGAAAGTCTCTGCTCTTCGGCGTTTGCACGCTGCTTC
TGGTGGCTCTCGGTTTGGAAGTTTCCGCAGACGGGCTGGTAAACGAGGACGTTAAGAGAA
CCGTGGACCTGGGCACTCATTTAGCCAAGATCACTGCGGAGATCGTGTTGTCTAACCAGG
GACCTTCCGCCGTCCAGAACTTTATATTAGCGGTGGAGCCTGACCTGGCACCCCGCTTGG
CTTACATCGGAGCTTCGGTTAAAGGAGATGAAGAGGAGGATGGCACTCTGGAACTCCAGC
AGACGTCCATTCAGGGCCAAAGGGGAGACTTCTACAAAGTGCAGCTGTCCTCAAGTCTGG
CTCCAGGAGCACAGCTGAAAGCGAAGGTGGAGATGGCCTTTAGCCACGTCCTCAAGCCGT
TCCCCTCGCACATCACCCAGGCCGAGCGCCAGCTGGTGGTTTTTCAGGGGAACCACTACT
TCTACTCCCCATATCCCACCCGCAGCCAGACCACACGCGTGCGCCTGGCCTCCAAAACTG
TGGAGAGTTACACCAAGCTGGGCAACCCAAGCAAAACTGATGAGGTTATCGAGTACGGAC
CCTTTCGAGATGTTGCACCATTCAGCGAGGATACAATGAAGATCCATTACGAGAACAACA
CACCGTTTCTCACCATCACCAGCATTGTCCGCACTA
>CLMC558Contig1
AATGGATTTCCACTACCTGATGGATTAACACCTGCAGGTAGGCAGGCATGCTGCTTCCCG
CTGAGGCCCTTATGCGGCCCCTATCTAGAAATGAAGTGCTGGGCATGTTAATCAGGTTGA
CCGTTTTCGGTGCTGTCACATACTACAGCATAAAGTGGGTGGTTGATGCTATGGACCCTA
CCACCAAACAGAAAAGTCAGTCCAAGAAAAGGGCAGAACAACTTATGAAGAGGATAGGTG
TCCAGGGGATAACACTAACAGATTACGAACTAAACATAGCATCTCATTTAGTTGATCCGC
AAACTATAAAGGTTTCCTGGAAGGATGTTGCAGGTCTTGAAGAGGTTATCAACGAACTAC
AAGACACTGTTATCCTACCTTTTAAGAAAAGGCACCTTTTACCTGGATCCAAACTCTTTC
AACCTCCTAAAGATATGTGGTACGGAGAATCCCAGAAGCTGACTGCCGCGGTCTTCTCTT
TAGCCGTCAAAATTCAGCCATGCATCATCTTCATTGATGAGATTGAATCCTTTCTGAGGA
ATCGCTCCAGCCTGGACCATGAGGCCACAGCCATGATGAAGGCGGAGTTCATGAGTCTGT
GGGACGGACTTGACACTTCTCTAACCACACAGGTGATGGTGATGGGAGCCAC
>CLMC572Contig1
TCCACAGGAAGTGCACCACTCCTCCACGCTTGGTCTTTGGCACCATAACATCGCTGCTGT
TCGAGCTCACCATGAATCCTCTGACGAAGGTGAAGCTGATAAACGAGCTGAACGAGCGCG
AGGCCGACCTCGGGGTCAACGAGAAGGTGTCGTGGCACAGCGAGTACCGGGACAGCGCCT
GGATCTTTGTGGGAGGCTTCCCCTACGAGCTCACAGAGGGGGACCTGCTCTGCGTCTTCT
CTCAGTACGGTGAGATCGTCAACGTCAACCTGGTGCGCGACAAGAAGACGGGAAAGTCCA
AAGGCTTCTGCTTCATCTGCTACGAGGACCAGCGCAGCACCATCCTGGCTGTGGACAACT



TCAATGGCATCAAGATCAAAGGACGCACCATTCGCGTAGACCACGTAAAAAACTACCGCC
CCCCCAAAGACGGCGAGGACATCGATGATGTCACCAAACGCTTGAGGGAGGATGGCTGCG
CCCCCACGGGCCCTGCCGCCCCCCCGTCCTCCTCTGAGGATGACGAGCAGCTCGTCATAC
CTGTGAAAAAACCCAAAAAAGGCNNNNNANAAAAAAAAAAAAAAAAAAAAAA
>CLMC578Contig1
GGTAAGACCTGCCCTGGTAGTCGTACATGTCTTTGACATGAAGAATGGTCTTCTCTTCTG
CCGGAGACTCTTCCTCCCTCTTTCCTCTCTTCTGCCTCTTAGCTAGGTATTCCTCCAGAT
CCTTCTTTTCTTCCTCTGTTGGTTTGGCCACATTTTTCTCATCTTCATATTTGGCCCACG
GCCCAAGGAAATGATCAATATCTGCAGCCTCTCCCCCCTTAACCTTCTTCCTTTTCTCTG
TCTTCTTCTGACCGCTTTCAAAAACGGTCAGTCCTTTATTTTTCTCAGCCTCATCCACCG
CTCCGATGTAGCTAGTGGTGGTTATTTGCTGAGCGTCAACAGAAGGGTCTAAAGCATAAC
CATAAGTAGAGAACGTCCTTCTTTGTTGTTCAAACATAAAGTCGTTGACGTGAGCTGGTT
CTGCATATCCAGATAACATGTTCCTGGGGGCGGACATCTGCTGCGTCTGAAAAGGGTTCT
TTGGTCCAAACTCAGGAGCAAACAGAGTTTCATATGTCGGGTTATAACTGACTTCTTTCA
AAGTGGGATCCAGGTGTGTACCAGTCTCAACAGACTCCTTAACAGCCACCTCCGGGGCAG
AATTGAGAACTGCCAAAGACATTATGCTACCAGATTGCAACGGTTTAAGGTGAACCATTG
CATCCGAGTCCATCGGGTCAGCTTGTTCTGTACTAGTATTTGATTCTGACTCGTTTTCTG
AGTCAGAATCGCTACCGTACGAAGCGAGGGAAGATATGGCGGCAGACATTTTGAATGTTG
TGAATTTACCGGAAATCCCCCCGGCCATAATGCCCGGG
>CLMC579Contig1
ACCCTCATTAAAGCCGTCCACTGCAGCGTGACCCAACAGTGCAATGATCCCGATGCAGAA
CAGGTTCTTTAGCCGGGCGCAGTACTCCTCAATCGGACGTCTGCTTTTCTCCTCGTAGTT
CAGGATGGTCACAAGCAAAGGCTCCCCAAAGAAACCATCTCCAACCACAACGGTGTAGAG
GCTGTGAAGGTTTTTGTTTCCACCACTTTTGGAAAAGTGTTTAAGGAAATTCTGTTTCTT
GACTTCTGTGAACTGGGGTTTGGCATTTAGGATCTCCATGTACTTCCTGAATTGATTTCT
GATGTTTTCCTCAACAGAGAAAAATTCCGTATCTATCCTGCTCTTCTTGATCTCCTCGTT
GATGCGCTGAATCTCCTCTGAGACCACATCCAGACGATCCCGGACCTTTTGAAACTGATC
CTTCATGAACGCAGCCTCGGAGCTCTCCACGTTGTCCAGAGCCAGTTGGACAAGTGGAGC
AGCGACGGAGAAAATGGGGAAAAGATCCCCAGCGATGCTGGCTACCATTTCAGCCCCTTT
CTCAAACACGTCCATCATGTCTTCAACAACATCCTTCTTCTCTGAGACGATCTTCTTCAG
CTGCTGATTCATCTTTGCGTGTAGATCTTTTCCACTCGAAGTTTGCGGAAGAAATCCAAA
CTTCCGTCCCCGGCCATAAGGCCCGGGTTA
>CLMC597Contig1
TATGGCCGGGGATGATCTAGCTGCGATGACGTTTCACAAACACGTTGAGCTAATTTGTAC
TTAAACCAAACGATTGACCATCAACGCTACGCTTATCACAAAGATGAGGTTTTTGTTTTG
TGTCTAGAGATTAAAAAGTGAACCATTCAGTCCAAACGGATGATATGGTGCTTTTTATTT
TGACAGGTCGCTGCATACGAGGAAAACAGGAAACCCCTTAGCCAGCCAGTTTTCATTTGA
ATGCCCATTTCTCTATTAGAAATGAAAACCACTTTATTACTGCTGCATGTTATCGGTTGC
TGCTCCCTGGTCGCTGCCACTCTTTCAAAAACAGATGCAAAGAAGTCCTTTAAAGCTGAG
GCTGAGAACTCTCCAGCCGAACTGTCTGTTTTGGAGAGAGGCCTCGTAGTCTCTGATCTT
CTGTGGAAAGACATAGTGAAAGAGGAGAAGAGGTACTGTGCTCACATCAAGAAGACCTTT
CAGGGACCCGTGCTGGGATACATCACACCATGGAATTCTCATGGCTACGACATCGCTAAG
ATCTTTGGCTCCAAACTCACATCCGTATCTCCAGTTTGGCTTCAGCTCCGTCGGCGAGGA
CCAGAAGCGTTCGAAGTGACGGGACTTCATGACCATGACCCCGGCTGGGTCAAAGCTGTA
CGCAAGTCCAACAAAAAAGTGCGGATGGTTCCTCGGCTGTTATTCGACGGCTGGTCCTAC
CAGGACTACATGAGCGTGTTGGGAAGCG
>CLMC5Contig12
GCACGAGGCGCTAGCAGCCTTAGCTTGTTAGCAGGCCAGCAGCGTTAGCTTGTGTTGAGA
GGACAGTGGTGTTTTGTTGGGACGTTTGTGAGGTTTTTGGACAGAAAGGGCGATACGTGG
TTCGTGTGGGAACTCTCAGCATTTTCCAAAGTGTCGTAAATGAGTGAAGAAGTGTTGAAC
GGAAAGACAACGTGGATTGCTGTGATTGTGAGACTAGCAGTATGATCGATCGGAGCTGCA
GTGAAGAGGACGGCGGTGTGGGAGTTGGAGCTGAAGATCGGAGCAGGAACCATGTCTTCA
GAACCTCAGGAAGGTTCTGTCAGAGAACAACTTTCTGCTGCTGAAGGAACCATCGTCCAG
AACGAGGAGGAGCTCTGTCGTCAGCGCAGACTGCTGGATAGCAGCTGGAACCCGCAGCTG
CAGCTCAACATAGTTGTCCTCCCCCAGCACTGGAGTACTGAAGAGGAGGATCCCTGGAAC
CAGCAGAGGAACTTCAGAGTGGAACAAGAGGAACCAGAACTTCCACATTATAAAGAGGAA
CTGCAGGAACCAGAACCTCGACATTATAAAGAGGAACAGGAAAAACAAGTACCTCTATAT
CATAAAGAGGAGCTGAAGGAACAAGAACCTCCACAATTTGAAGGTGAACAGGGGGTACCA
GGACCATCACAGATTAAAGAGGAGCCAGATGAGCTCTTCATCAGTCAGGATGAAGATCAG
CTTGATCTGAAGCAGGAGACTGATAACTTGATGGAGATTGCTACTTTTGAGGAAGATGAG
AACAGTGAAGCAGATCTAAACAATCAGCAGAGCTTTAATGGTAAAAGTCAGGATGAAGAA
GGAAACCAACATGAAGAATCAACATCAACTACAGATGAAGAGACAGACCCACAGAACAGA
GATCAGAGGAAGAGAAGAGACAGAAGTCATGTCCAAAGTGTGGACAGCTCTCACATGTCA
GAGAGTCAGTGTAAATTTGAT



>CLMC5Contig13
CAGGGCCGCTAGCAGCGTTAGCTTGTGTTGAGAGGACTGTGGTGTTTTGTTGGGACGTTT
GTGAGGTTTTTGGACAGAAAGGACGATACGTGGTTCGTGTGGGAACTCTCAGCATTTTCC
AAAGTGTTGAACGGAAAGACAAGGTGGCTGTGAGACTAGCAGATGATCGATCGGAGCTGC
AGTGAAGAGGACGGCGGTGTTTGTGGGAGTTGGAGCTGAAGATCGGAGCAGGAACCATGT
CTTCAGAACCTCAGGAAGGTTCTGTCAGAGAACAACTTTCTGCTGCTGAAGGAACCATCG
TCCAGAACGAGGAGGAGCTCTGTCGTCAGCGCAGACTGCTGGATATCACCTGGAACCCGC
AGCTTCAGCTTCACGTTGCAGTCCTTCCCCAGGATTGGGTGACAGAAGATGAAGATCTCT
GCAACCAGCAGAGGAACTTCAGAGTGGAACAAGAGGGACCTGAACCTTCACAGACTAAAG
AGGAACTGAATGAACCAGGATTTCTACA
>CLMC5Contig2
ATGGCCGGGGGGCATTAGCTTGTGGTGAGAGGTCGGCGGTGTGTTGTTGTGACGTTTGTG
AGGTTTTTGGACAGAAAGGACGATACGTGGTTCGTGTGGGAACTCTCAGCATTTTCCAAA
GTGTCGTAAATGAGTGAAGAAGTGTTGAACGGAAAGACAACGTGGATTGCTGTGATTGTG
AGACTAGCAGATGATCGATCGGAGCTGCAGTGAAGAGGACGGCGGTGTTTGTGGGAGTTG
GAGCTGAAGATCGGAGCAGGGACCATGTCTTCCCTTCAGTCTCTGAGAGAGTTGATCAGC
GAGCGACTAGCTGCTGAAGAAATCTGCAGACTCTGTGAAGGAACCATCGTCCAGTACGAG
CAGGAGCTCTGTCGTCAGCGCAGACTGCTGGATGTCATCTGGAAACCACAGCTGCAGCTA
CACCACATAGGCCTCCCCCAGCATTGGATGACTGAAGAGGAAGATCTCTGCAACCAGCAG
AGGAACTTCAGAGTGGGACAGGAGGAACCAGAACCTCCACAGATTAAAGAAGAACTGGAG
GAACCAGAACCTCCACAGATTAAAGAGGAACAGGAGGAACCAGAACCTCCACAGATTAAA
GAATTTTGCACCAGTCAGGATGAAGATCAGATTGATCTGAAGCAGGAGACTGATACCTTG
ATGGAGATTCCTACTTATGAGGAAGATGAGAACAGTGAAGCAGATCTAAAGAATCAGCAG
AGCTTTAATGTAACTGATAGTCAGGATG
>CLMC5Contig4
GGGCTTTTCTGTTTGGTCTGCAGGCTGAGCAGAACTGACTCCTGCAGGATCACAGGAACT
TTCAGGAAAATCTCCAAACAGGAGAAAAGTTTCTGTTTGGACCTTTTTTCTGTGATTGTG
AGACTAGCAGATGATCGATCGGAGCTGCAGTGAAGAGGACGGCGGTGTTTGTGGGAGTTG
GAGCTGAAGATCGGAGCAGGAACCATGTCTTCCCTTCAGTCTCTGAGAGAGTTGATCAGC
GAGCGACTAGCTGCTGCTGCTGAAGAAATCTGCAGACTCTGTGAAGGAACCATCGTCCAG
TACGAGCAGGAGCTCTGTCGTCAGCGCAGACTGCTGGATGTCATCTGGAAACCACAGCTG
CAGCTACACCACATAGACCTCCCCCAGCATTGGATGACTGAAGAGGAAGATCTCTGCAAC
CAGCAGAGGAACCTTCAGAGTGGAACAGGAGGAACCAGAACCACCACAGATTAAAGAGGA
ACAGGAGGAACCAGAACCTCCACAGATTAAAGAGGAGCCATAGGACATCTGCATCAGTCA
AGAAGATCAGCTTGATCTGAAGCAGGAGACTGATACCTTGATGGAGATTCCTGCTTATGA
GGAAGATGAGAACAGTGAACAGTGAAAAGTGGCGTTTGGAGGAAG
>CLMC5Contig6
GGGTCTGTTTGCTCTGCAGGCTGAGCAGAACTGACTCCTGCAGGCTCACAGGAACTTTCA
GGAAAATCTCCAAACAGGAGAAAAGTTTCTGTTTGGACCTTTTTTCTGGGATTGTGAGAC
TAGCAGATGATCGATCGGAGCTGCAGTGAAGAGGACGGCGGTGTTTGTGGGAGTTGGAGC
TGAAGATCGGAGCAGGAACCATGTCTTCAGAACCTCAGGAAGGTTCTGTCAGAGAACAAC
TTTCTGCTGCTGAAGGAACCATCGTCCAGAACGAGGAGGAGCTCTGTCGTCAGCGCAGAC
TGCTGGATAGCAGCTGGAACCCGCAGCTTCAGCTACACATAGTTGTCCTCCAGCGTTATG
CGAGTGAAGATGATCTGTACAACCAACAGAGGAATCTAAGAATGGAACAGGAGGAATCAG
AGCCTCTGCATATTCAAGAGGAACATGGAGAACCAGAACCTCCACAGTTTAAAGAGGAAC
ATGGAGAACCAGAACCTCCACAGTTTAAAGAGGAACATGGAGAACCAGAACCTCCACAGA
TTAAAGAGGAACATGGAGAACCAGAACCTCAACACATTAAAAAGGAACAGGAGGAATCAG
AGCTTCCACAGATTAAAGAGGAGCAAGAGAAACAAGAACCCAAAATGATTAAAGAAGAAA
AAACAGAAGAAACAGAACCTCTATTGATAAATCAGGGTCAAAAAGGGTTCTACATCAGTC
AGAATAAAGATCAGCTTAATCTGAAGCAGGAGACTGATACCTTGATGGAGAAAAAAAAAA
ATGAGGAAGAGGAGAACAGTGAAGCAGATCTAAACCATCAGCAGAACTTTAATGTAACTG
ATAGTCAGGATGAAGAAGAAAATAAAAAAAAAAAAAAAAAAAAAAAAAAAAACC
>CLMC600Contig1
CCGGGGGATGGCGGAGAATGGCAGAGTCTAGAGTGTTTTCGAAGAGTCTGAGTTGTGTTC
CGAAGGTCATCAGCGCCGATGTGATGAATAGTGTGAAGATGCATTCGTCCACTAAAGGAA
ACAAATTGGACAAGGGATATAAATTCGTCCACGAAGAGTTTATCCACCATTACCAAGATA
TCACTGGATGCAGAAAGTGCCAACCTGAAAGCTTTCTCCTGCAGTTGTGCGGCTGCTAAA
GGATTCTGCAATCACATAGTTGCCATCCTGTTCCAGAGCGCACATTATTCACAGCTGGGT
CTGCAGGCTGCTCCACCCCCCCGGCCTGCACCAGTGGCTTGCAAAGATGGCACAGACCAA
GAGCACAGGGAATCCATCCTGAACCGGTTAGTGAGCTGGTGGTGCAAAAGCCCAAAACAG
TTGGCAGGGACGGTCAGAGGTCCACACTGTACAAGGCATATACAGGACCACAGCCAGATC
CATATATGATGGCATCTGGAAGCAGATTATGCCAGGTGCAGCCCCAACCTCTCATGGCTG
TGTTGGATGGGGTTTCTGAGATGGAATGAAAGAGAACTTGGATAGATATTATAGCAAATG
CATGAATGCATACCTTAAATTACACTTATCTTGTCTTTAACAATCAGTTCAGCCTTCTGC



CTTACTGTTGATGATCT
>CLMC600Contig2
AACCCGGGCATTATGGCCGGGGGGCAGAGGAATGGCAGAGCCTAGAGTGTTTTCGAAGAG
CCTGAGTTGTGTTCCGAAGTTCACCAGCACCGATGTGATGAGGAGTGTAAAGATGCATTC
GTCCACTAAAGGAAACAAATTGGACAAGGGATATAAATTCGTCCACGAAGAGTTTATCCA
CCATTACCAAGATATCGCTGGATGCATTAAGTGCCAACCTGAAAGCTTTCTCCTGCAGTT
GTGCGGCTGCTAAAGGATTCTGCAATGACATCCTTTTGCCATCCTGTTCCAGAGCGCACA
TTATTCACAGCTGGTTTGCAGGCTGCTCCACCCACCCTGTCCTGCACGAGTGACTTGCAA
AGACGGCACAGACCAAGAGCACAGGGAATCCATCCTGAACCGGTTAGTGAGCTGGTGGTG
CAAAGGCCCAAAACAGTTGGCAGGGACGGTCTGAGGTCCACACTGTACAAGGCATATACA
GGACCACAGCCAGATCCATATATGATGGCATCTGGAAGCAGATTATGCCAGGTGCAGCCC
CCTGAGATGGAATGAAAGAGAACTTGGATATATATTATGGCAAATACATGAATGCATACC
TTAAATTACACTTATCTTGTCTTTAACAATCAGTTCAGCCTTCTGTCTTACTGTTGATCT
GTAATGTTATTTTTTATTGTAAATGTTTGATGTTATTTGAGTTGTGATTAATCAGTTGTT
GTTACGCATACCANAAAATTAAATGAGGCACAATTT
>CLMC620Contig1
TTATGGCCGGGGGATTCAGTGCTGGTGGATCGATGAGGTCGTTGTCGTAGTAGTCGGGAA
AGTTAATGTCACCGGCGCCGTGAGGGTGATGCCCACCTGTGCGCCCCCCAACAGGATGTT
GCTTGAAATACTTGTGGGCTTCCTGTGCGGCGTTTCCGCCACAGAAAAAGACATGGTTCC
CCCTCTGCCGCTGTTGCTGGTGTCCTTTGACGGCTTCCGAGCTGACTACTTGAACCGGTT
CCCCATGCAGAACCTCAAACTCCTATACAGTGAGGGCGTCTTGGTGGAGGAGCTCACCAA
CGTCTTCATCACCAAGACTTTTCCCAACCACTACAGCTTAGTTACAGGGCTGTTCGCAGA
GTCCCACGGCATTTTGGCCTCCAACATGTACGACCCCATCAGCCACAAGCACTTTAACAT
CAAAAATGACACCGACCCGGCGTGGTGGAGCGAGGCGGAGCCCCTTTGGCTCACCGCTCT
CGACTCCGGCTACAAGACGGCGGCTGTTATGTGGCCCGGCTCTGACGTGCTGATCGGCAA
CCGCACGGCCACACACTTCTTCCCATACAACTCTGATATAACCTTCCAGGAACGATTGGG
GAACGTGACAAGCTGGATGTTGGGAAACGGAACGGAGCCAGGAGTGATGTTTACAGCTCT
TTACTGGGAGGAACCGGACCGATCGGGTCACTTTTTTGGGCCTGACAACACCACGGCAAT
GGCTAAAGTGTTGAAGGAGGTTGACGATAACATCGGCCTGCTGGTGTCAGAGCTGAAGCG
AACCGGCC
>CLMC622Contig1
TATGGCCGGCAGGAAGCTGGATGAAGTGTTTGTCATCGTGACACATGAAAGTCACCGCTT
AATTTAACTGAGTGAAATCCAGTAGGAGGTATTTTTGCAATCTTCTGCCGCAGAACACAC
TCCTGTGTTCAATATGTACAAGAGGTATTTCACAGCTGATACGTTTGTAATGCAACAAGA
GTATTTCATAACGGGTTTAGCTAACGAAGCGTTGGACGTTTCGAAGGACAAACGTCAATA
GCTGGGGGGAAAACTACTAACAATTCGTCTTTTCGAGAAGTTGCAGCGTTAAAAAACAAT
CGGTGCTCGCTCACTCCTTCAAAGATGGCAAGGAACCTCGCTAGAATACTCGGAGGCTGT
GGGAGCCTCGTTCCATTCATGAAGACACCCGCGTGCCCTCCTCGCAACAGCAGCAGCATT
CCTCCTGCCAGGACTCTGGTGCAGATGCTCTTCTCCAAGTCCAGGGACTTCAGCCTGCCC
AACTCCTCATGGGGGGAAGAGATGATGCGACTCTATGAATTTTATAACGGCCAATCTGAC
GTAGAAACAGAAGGAGAGGAGAACCAGGGGAGGGAATGGAAGAGACTCCCAAGCTACAAC
CGTTCCCTTAAATATGCAACAGGTGGAGTTTATCTGAGCAAAATAATCCAGTCAAAAGCG
CGTCTCTTCACCCGAAACATTCGTGAACCTGGTGCTGCTTTTGAATATGTTCTCTTTATC
AACAAAGAAAAAGAGAGGTGTGTGTGCGTTTTCCAAGCGGGACACTTGCTGGAAGGACCT
CCANGACATGTCCACGGGGGGGCAATAGCGACCATGATTGACACAGTGACTGGAACTCAT
GCATCTGCGATTTC
>CLMC627Contig1
CCCGGGCATTATGGCCGGGGGTACCTGGAATAAACGGGTTTGATGCTCAAAAGGGAACAT
TGCCTTTCTTCCTGTTTATTTCTGCATGAGACAGTCCGGGGTCGTGCGGTGTATGGGACA
CGGACAGCTCTCCAATGAAGCCATCTAAATAGCAGTCTGGCTTTTGCTTGCCCACTAAAC
TGACGGTCCGGCTGGATCGTTACATTGGTGTCAGAAGTGGGATCCTCAGCCACTGCTACT
CCACAGAGAGCCACACCATGGAGAGCTACGCCGCGGGGACTGACGCCATTCTGGAGGCAG
TTCGGGAGAAGGGAGGAGAAAGGGCGACATCAACTCCCTGATGGATCGAGCACCCACCGT
CATCTGCAGCCTGGCCTTGCCCGACGCCAGCGCTAGACCATCTGGACCAGACTGTGATGA
CGGTGAGCAGCCCAGCTGAACCTTCACGACGCAATGGCTTAACAACGCTGGAACCACACC
TGGCTCAGGTCAACCTGGCGACCGGCCATGAGGGCTAGACGCCGAAGGGGAATTCTCACA
CACCCAGGCCTGGCGTTAGAGGGCGCTACACTGCTGGACCTCCCACCTGCGGAGCTGCGA
GACCTGTCAGCGCGGACAGCAGAGCTTCGCTTTGGGGAGGAGGGTTTGACGAAGCAGACC
CTACAGCAGCCGTAGTGATGAAGACGATAGCCTGGGATGCCTGGGGACCTTCTGCTGCTG
GTGTGCAGCTCTTCACTTGGAGAGAGTCTACTCCCCCATGGTGACGTGCACCTTGATGGT
GGTGCTTCCACAGAGGCGGGGACTGGTTCTCCTGGCTGGGCACATGCTGGCATGGAACTG
TGTCAGTTGCAGATGTGCTAACCCAGCCAGTTAAGAGGAGGACTGTACACGGTGGTGGTC
GAAACCCAGGATTGTGCGAAGGAGTCTCCAGCCAGTGTGTTCCTGTGTTTTGCTAATTGT
GTTGTGTTGTTCAGTTCTGCAGTTATGTGAGGGTTGTGGGGACACTAACCCTCTTAGGTG



GGGGCAGTGTAGCGACCTGGGGGTTAGCCCCGCCTTCAGCCCCTAAGGCTCATGGGAAGT
GGGGAGCTTAGGTGAAACCTTGAGTCAGAGGGCTGGAAGCTGAAGTGACCCTCCATGCTG
TTTGGGCTGTATGGTGTGCTGGAATAAACAGGCTTGTTGCTTAAAAAAAAAAAAAAAAAA
AAAAAAAAAAACCAT
>CLMC630Contig1
TGTCTTGAATGGTCCAGAGAGGCAATGTCGTTAAGATCAAACACGATCACTACAACCTGA
GCTCCTCTGTAGTAGGTAGAAGCGATGCACTTGAACCTCTCCTGACCCGCGGTGTCCCAC
AGCTGCAGGCTGAAAGGAACACCCAGCACCTCGAAGCGCTCCATCTCAAAGTCCACACCG
ATTGTTGCCTTGTAGTTCTTATCGAAAGCATCCTTGCAGAACCTATTAATCAGGCAAGTT
TTCCCCACGGCCAGATCTCCAACCACGATGACCTTTGAGATTTTAAATCCGACAGTGCCG
GTGCGCTGCTCCTGGCACGCAGTTTTGACCTTGTTGTTGAAATCACCTGTGATGTGGACA
GCTGCTTCCTGTCTGAAGGGCTGAGGAAGATGAGCGATGATTCGGTCCCGACGGACCGGA
GGAAGAACACTCATGCCGGATACTCTGATAGACATGGAGCCTAGAGGAAAACAGTTGCTC
ACCCTGCAGTCAGGAGACTTCTAGAAACCCGGTGGTCTCCTCCCCTCTTCTTCCCTTCTT
TTGCTTCAAGTCTTCTTCAAAAACACGGTTCTTGGGACAATCTAAACGAGTGACTATAAA
CGTCTTCTTGGTGCTGGAGAAGATCCCAGGAAGTTGAGGAGCAGCGGACTCGTACCACAG
CAGCTGCTGACTCCCCCGGCCAT
>CLMC636Contig1
CCCGGGCATTATGGCCGGGGGAAAAGAGCTGCGCCGCGCTGAAACAGGGCGGTACGCGTC
AATCTGCACCTTTACAAGTTAAAAAAAGGAAAATTAGCCCTCAGTCTGTCAGGCTATGCT
GACACAACACATTTGGTCTCTGGAATTTTCAAGGAGGACATCTCTTTTGTTCTTTTTTTA
TCCGTGTAGGACGTGGCGCTCGCATTGAAGTTTAAACAGACCTGCTTTTTAGTTTTTTAA
GCGCAAAAAACGACAAACTGCAACCTGGACGTCTTATGTGAAACAGGAATGGTTTATCCT
TCCGAAGGTTTATTCTACATCGAAATGGATCAAGCGCCACCAGCTCTTCCTCCCAGATCA
AGTAAACCAGTAATGTCTGGTATGAACAACAACTGCCTTTCTCTACCTGTGCACTCGCTG
CTGGATGCTGAGTGGTACTGGGGAGACATAACTAGTTCGCCAGCCAGATCAACCTGAGCA
TGGAGAACGCCTGGGGGATCCTGCGCTGCGTCGTCGACATCTGCCGCAAGCTGGACGAGG
GCAAATACCTGATCCTCAAAGACCCCAACAAGCAAGTGATCCGGGTCTACAGCCTACCTG
ATGGGACGTTCAGCTCCGATGAAGAGGAGGAGGAAGAAGAAGATGAAGAGGACGTGGAAG
AAGAAGAAGAAG
>CLMC641Contig1
TTATGGCCGGGGATTGCTAATTTGTTTTTCATATCTAAAATGGCATTTACTTTGTATTCT
CTAATCCAAGCAGCTATCTTGTGCGTCAATGCTGTGGCTGTATTACACGAAGAAAGGTTT
TTAAGTAAAATTGGCTGGGGGGCAGATCAAAGTGTCGGAGGATTTGGTGATGAACCAGGC
GTCAAAGCACAGCTGATGAATCTCGTCCGCTCCGTAAGGACGGTGATGAGAGTGCCACTA
ATAGGGGTAAATTCAGTCTGCATCGTGCTGCTGCTTCTGTTTGGATGAAGAAGAGTGGTC
GATCAAAGTGTTCTGCCGGATGCCCATGACCTCAGGAACCCCAGTGAAGAAACCTTTCCC
GACATCCCATTCACTCGGATTCGGATCTCCTGTTTTTGATTTATCTCGGTTATTCTTAAA
ATAACTATACTTTCTAACTGTAAAAAGTTATTGGAGACATTTTAAATTTACAAGATTATA
ATTGTATTAGGACTCAAACTTAGAATTTACTTACCAAACGCACAATGTTAAATGTAATTT
TGTTGTTGGAAAAAGTCAAATTTTTTTAAAGACTTTCGCTTATGTTACTGCTCAAAAAAA
AAAAAAAAAAAAAAAAAA
>CLMC644Contig1
ATGGCCGGGGACTTCTGCAACGTGCTGAAGAAAATTCACGTGTGCTAAATTCTCTTACAC
ACCACGTTTAAACTCGGTTTCCCCTGGAATATCTGTTGTTGTAAGTCAAAGCCATGGGTC
GGAAGTTGGATCCCACCAACAAAGTGAAGAGAGGACCTGGTAAGAAAGCCAGGAAGCAGA
AGGGGGCAGAGGTTGAACTCGCAAAGTTTATTACTGATGAGGATACTGGACCAAAGCGTT
TGTCAAGCAGAGCCAGGAAACGAGCTGCAAAGAGAGCAGACAATTCCAAAAATCTCAAGG
AAGTTCCAAAAAAACAGCCCAAAAAAGGTTTTACAGATGAAAACAGTAAGTGGTTGAAAC
CTACAAAGAGAAAGCGTAAGGCCGATGAGGCGGGAAGTGAAGACGACAGCGAGGAACTCT
GGGAAGAAAGTGATGGTGATGAAGATGAGGAGGAGAAAGTTCAGCTTCAGCAGAAGGGAA
GCAAAGGCCCTGCAAAAAAAGAAATAAAAGAAGTAGAGGGAGACGAGGATGATAAAGATG
ACAGTGACGAAGACATGGTTGATGACTATGGGGCTCTGGATGATGGGAGTGAAGATGAAG
CACAGGAAGAGGACAGCGATGCAGAGGATCTTCTTCCAATTGAACGTGCAGCCAAAAAGG
AGAAAAAGCTAAAGAAATTAATGGACCTTGGGAGTGAAGATGATGATGACGATGCTGATG
AAGAAGA
>CLMC647Contig1
CAGCCAGGTTTCCCNATGTTGAGGCATTGTTAAGCTGCTGAATCTGTTGCACCAGCTGCT
GCTGCAAGCCCCGCTGCTCCTTATCCCTCTGTGTGTCGGCAAACTTCACTACCAAAGGGG
AGGAACAACCCTCCATAGTTTGAGAGTGATGCATGGTTTTGATTGCATTCTGTGCCATTG
CTCTGGTAGCAAATGTGACAAACGCACAGCCTCTGCTCTGACCGTCTGGCCCCCGGAGAA
TTCGGCACTCTTCGATCTGTCCAAAGGACGAGAACATCATTCTGACCTCGTTCTCGCCGT
ACTTCTTTGAGACCATTCCAATAAAGAGTTTTCTGTCTTCCACCGCAGTTGTTTTCTCAC
TATCAGCAGGTTTCATCTGAATAGGGTGATGCATCCCACTTAAGGTCTTTATGTTGTGCA



GTGCATTCTGGGCCTCCAGTGCAGCTTTTCTTGTATAAAAAGTTACAAAACAGCATCCTT
TGCTCTGAGGAGGATTCTGGGCGCGATCACGTAGAATGTTGATCTGGTACACTGCTCCAA
AGGGTTCAAAAAGCTCTTTTAACTCAGTTTCTGTCCAGGAGCGTGGAATTTGTCCCACAA
ACATCTTGATCGCATCTGGGTCCGGCTGGTCCATATGCTCCAGTGACCCATTCATCTTGT
TGCTGTTGCCGTTGATTGTGTCGCTCGAAGTCAAGAGCCGACTTTCGGTAAGCGGGAGGA
AATCCAGATTGTACGTCGTAGTCATGCTCAAAACAACGTCGAACAACAATGAGGAGCGAC
GCCTGCACTGTGAGACACTTCAACTCCTGCGAGAAGACGAGGCAGAGCAGGTGCAGGGAG
GGGGGCGTCCTCCGCTCTCAAAGCCGCATGAGATATAGAGAAGGAGTGCGCGCGCCCCGG
CGAAGCTTCTTCCTCTTTATCTCTTCCTCCTCTCCGAGCCCCCGGCCATAAGGCCCGGGT
TAAA
>CLMC653Contig1
CGTACAGCGCATCAGCGTTAGTGGCGTCCATCCTCAGGATGTCGCTCGCCACAGACTGAG
CTTCTGGATAGCGGCCCAGCAAAGCGAGACACTCTGCTTTCAGTATTTTGAAGCGTTGGC
AGGTAGGTGCCAACGCTATGGCCCGGTCCATACAGTACACCACCTTTCTAAAGTCCCGCT
TATCGAAGCTGAAATCCGCCATCCGTTCATACTCCAGCAGTGTGGTCGCATTCTTTTTCT
CCTGTTGAGCCTCTTTGTTGCTGGGCTCCAGTTCCAGAACTTTCTGGAAGCAACGCGCTG
CCGCCATGGCGTTTCCCAGAGACAGGTGACACTTTCCTTCTCGCAGGTGTCCCTTCATGA
AACCGTCATCCAGACGCACGGCCTGCTGGGAATCTTCAAGAGCTTCCCGAAAACGACAAA
GCATCATGAGGGTGGCTGCTCTGTTGCCATAATAACTGGCAGTTTTGGGACTTGCATCAA
TGGCCTTCGTGTAATAGTTGAAAGCTGCAGGGTAATCTTTCTTGCTGTAGTATGCGTTTC
CTTGCTCTTTGAAAATTTCCGCCTGGCGATCCAGGTCATCTTGACTGCGGATTTGGGATT
CTGGTTCTACCGGCATGTCGATGTCAACAGCTGCCATCTTCTCTGGAAGCAGCCAACGAC
CCAGACGGCCCCCGGCCATA
>CLMC672Contig1
GGGGGATTTTGCTCGAATGTAGCTTCCGGAGGGCTTTTACGATTGCTTTCATCGACAGTC
AACTTTCTTTTTTTTTTACTACTTAATGTTTACGCTGTTGGTACAGTAATGTGCCGGGGT
GCAGGAGTATCTCCAGGTGGATTCCTGTAGGATAAAGAGACTCGAGGATCAGGAAAAACC
AGCAGCGAACGATGGCGGAGGTGGAGACGCCAGAGGAGCTCCTGATCAAGCAGCACCGGA
AGGAGAAGAAGGACCTGCAGGCAAAGATCCAAAGTATGAAAAATGCCGTCCCCAAAAACG
ACAAGAAAAGACGGAAACAGCTGACAGAAGACATCGCAAAGCTGGAGGCGGACCTGAGTC
AGAGACACGAGGAGGAACTCCAGCAACTTAAATCTGCACCGGACAAAGATGTGGAGGAGG
CTGCAAATGGGGTGGAGACTTTAAAAGTAGAAGCTGGAGAACAAGAGGAGGTCAAACAGC
CTCGAGTTACAAAAGCACAGAAAAGAAGGGACAAGAAAGCAGCTCAGGAGAAGGAGAGGG
ATAGCAGGATCGCAGAGGCCGAAGTGCAGAATCTCCTGGGTGTGAGGCACCAGGAGGGCG
TGAAGCTGGCTCAGAAACTGGCTGAGAAAACCCTTCAAATCAAGGAGATTTCCTCCGACG
GCCACTGCATGTACCGCGCTGTGGAGGATCAGCTGACGCAGAGGTCCAAGCCAGGGTTGA
ACGTTACTTTTAAAGAGCTGAGGTCCCGCACTGCTGAGCACATGAGGAGCAATCCGGAGA
ACTTCCTGCCCTTCCTCAGCAACCCCACCACCGGGGACACGTTCACGACAGATGAATTTG
AGAAGTACTGCAGTGAGGTGGAGCACACAGCAGCTTGGGGAGGGCAGCTGGAGCTCCGGG
CTTTGACCCACGTTCTCCGCTTGCCCATCGAAGTGATTCAGGCCGACTCCCCCACTCT
>CLMC679Contig1
GTACCGCCCCTGAACCTGTAGAACCAGGTTGCAGCCGTAAGTGTCCATGTGGCAGGGCGT
GTTGGCTCCCTTTGTACCGATCCAGACGGTGCTGTCGCTTCCATTTCTGCCCTCAAAACC
AAAGTCAGACCACTTTACATCCTCAAACATAGAAGGCTGGTCTTCAAACAGCATGGCGAT
GTATTTGTAGTCGGCATAGGCCCAATACTCTGAATAGGGGTACTCAGAAAAAGGCCCCAC
ATCAGTTTGACCCTGGGTCCAGCAGAGAAAGTGCGCGATCCGGGCCTGCACATAGGAGCA
CTGGGTCTCAAACAGAGGAGCGCTTGTCTTCTCTTTTCTTCCCAGTCTGAATCTGACGAG
TCTGTCGCCGAGGCGACTGGAGAGATGCTCTGCGGTCCAGAGGAGGACGGGCCAATCGCT
GGTCATGTTCAGAAAGACGGCAGGCTGCTGCAAGTGATCCAAAATTCCCTTGGCCTCTTC
TGAGGTGAAAGGTTTGACTGCCATAATCTGTAGGGGGCCACTTAATTATTACACAGCAAA
AATTTCCCCGTGAAGCTAATTCTAGTTAGCTTGGTGGTTTCAGTTCACACGACACGTGCA
GCTGAGTCTATTTCCGATGTAAACAAAACTCACATGACTCGATTTACATTTCAAGCAAGA
CGCTGCGAAGCTGCTCCATTTTGGTTTAGGAAGGCTTCAACAATCCGGTTCAAGCCAACG
CACACCCCCGGCCATA
>CLMC67Contig1
ATCTGTGTCACTGTCCTGGGCGTCGCCAGACTGGGCACCTCTTTCTGCAAGAGGCCACTT
CAGTGATGCACCATCTTCTTCTTCTTCTTCAGACTCATCAGAAGGCCCCTTAAACAACTG
CTCCAGGAGGTTCGCCATGTTCACAATGCCGATAAGCTCACTCACACTGTAGTGCGCCAG
TGGACTGTCAATTGAGTAGTCCTCAGCAGGAGGGGGGGCATAGGGTGCAGCAGACAGCCC
AGCAGCAGAAGGAAATGGCTTCTCAGCTCCTGCCTGGACCACTGTCGCCACATCTTCAGC
GTCATCAAAGTCTGGAGGGAGGTTTTGGATGAGGAACCCCCTGTTCATCATCTGCTGGAC
GAGAGCTTGTCTTGATGGCGCGTGTGGACACCATCTAAGCAGCTCCCTGTAGTCCCAGAC
TCTGCCCTGCCGGTTCCAGAGCTTAGCCGAGTCTTTGGCTCGTTGAAGCTCAGCCTGACG
CTCTTCTGGGGACTTGTCCTTCATGCAGACTCGAGCAAGGTGTGTTGCGAGGGTTTCCGT



GGCCTTAACACAGAGCGGGCAGTGGAGGATGCGACGGTCGGGCTTCTTTTTGGCAGACAT
CTTGTTTTCAAAATCAGGATCTTTTCTGCCAAAGATGAGCTCTTTGGAAGAATCTTTGAG
CAGACAAAGCAGTGCTGTGAAATCAGCAATCAAATCAATGAAAAATACGTTAAGGAGAAA
GATCTTGTCTGTAGTCAGCAGAAAGGTCTGGTAGAGTCAGCCGTGGATGGAAGAATGACC
CCGGCCATAATGCCCGGGTT
>CLMC680Contig1
CCCGGGCCTTATGGCCGGGGAGTCAACCAGTTTCACTGAAGCTGGAAGGTTTGTTTTTTG
GTTGCCCATATTGCCTGTTTTTTATTTTTTCATCTTCAATTGCTCCGTTCAAACTTTGGC
TAATTTTACATTTTTAGTTTGATTTTCTGGACCACAATTTTTATCGTCTGTCAAGATAAT
GTCCAACAGCAGCGGTCTGGATTTAGACAGGTACAGCAATTTGGATAAATCTCGTCGGTC
GGCCAGTCGAGAGCAGATCAGACCCAGGGCTAAACATGGAGAAGTTCTGTGCGATTTCTG
TACGTCGAGGAAGCAGAAGGCTGAGAAGTCCTGCTTGGTGTGCCTGGCATCCTATTGTGA
GACTCACCTTCAGTCCCACTACGACTACCCAACTCTGATGAAACACAAATTGGTCAAAGC
GACCGGTCAGATGAGGGAAAAGATCTGTGCTCAGCACGACAAGCTTCTAGAAGCTTTTTG
TCGTACCGATCAGACCTCAGTCTGTGTTCTGTGCATGATGGATGAGCACAAACACCACGA
CATTGTACCGGCTGGAACTGAGAGGACTGAGAAACAAAAACAACTGGGTCCCACACTGCA
CAAATCCCAACAAAGGATTGATCAAAGAATTAAGAAGTGGCAGGATTTGAGACAGGCTGT
TGAATCAGTAAAACACTCTGCTCAAACAGTCATGGAGGAGAATGAGCGGATCTTCTCTGA
GCTTCTGCTTTCCATAGAGAGGAAGTACAATGAAGTGAAGGAGATGATCCGAACTCACGA
GAGGACCACCGTGACCAAGGGTGAGTTGCTGCTCGACCGCTTGGAAGAGGAGATCACTCT
GCTGAGGAAAAGACACACTGATCTGGAGAAGCTCTCACGCACCGACGATCACATACACTT
TCTGCAGAGCTGGCAATCTTTGGCTGGGCCCTCTGGGTATGAAGATCTGAACAAAATCAA
GGTTGCGCCCCATTATTCTTTTGAGGCTTCCAAGAGAGCTGTTGCTGCACTGAGAGTCCA
AACAGAAGAGGTCATAAAAACCGAAATGTTTAAAATCTCTGAAGCAGTGAAAGAAGTGCA
CATCACACAGGAAGATGAGATTTATGCTAGGAAAGATTCATATCTGAGTAAAGAAC
>CLMC682Contig1
TTTTTAAAGACCGGGTCAGTGGCCAGGTGATCCAGAAGGTAGGTCAGGTCCATCCCTTCC
GTGTAGAAGTCCAGGTTGAAGGCCAGTTTGCCGTATTGCTCGATCAGGTCCATCTTTGAG
AGCACGTTGACGTGGGGGAGCTCCACGTGCAGCATGGTGGACAGAGAGGTGCACAGAACA
GAGATGAACTTAGCTGGGTCAGCGCAGCAGTGGGAGTCCACAATGTGCACTGCTGTCAGC
CGGAAGTTCCACTTTGCCAGCTGGGAGAATATGTTCTTGACTGAACTCTGGTGAGTGTAA
AGCTCCACCTGTCCAGGACAGTCAAACAGGAAGTAACAGTCACCGTGCCGCTTCAGCTTG
CTCTCCAGCCAGTCCAAATTGGCCTCCAGGTACTGCATGCAGTAGAGAAGGCCACCGTTG
GGCCCGAGCTTCAGGCTGTCCATCACTTCATCCAGAGTGATCAGCTCCGAGATGTCCACC
GCGCAGGGATACGGCATCTCCTCGTTAGCGGGGTCCATGTTCACCACCACCACCTTGCGT
CCCATGGTGCTCAAGAACTCGCGCATTCCTTGGCAGTATGTGGTTTTCCCTGAGCCGGGA
GGTCCGATGACCACCTGGCCAAAACGCAGAGACGGTTTTGCCTCCGCGGTTGTGCTCATG
GTTTCAGGAAGCGGCCGAAAATGTCGAGACGAAAACAACAAGCGATGCAGTTGTTGTTGT
TGTCACCAGTTCAGTTCAGTTAGCCGGCAGGTTACATTTACGAAGTTTCAAAACACTCCG
CAAAGTCCTTATATAACATTTTAAAAAGGGATTAAGTCCTTACATTTAGGTTCTTTTACA
ATAAAAACGTAAATATTGGCATAAAATTGTCATGAATCAACTTAAATTAGCATGTGTACA
ACAGCTGCTAACAAGAACGCTAATCGTGCTGAATTATACATCCGGGTCCCCGGCCATAAG
GCCCGGGTTA
>CLMC683Contig1
ACATGCTGGAAAAATATCCTGACTGGCAGAGGTAGACTTTGTGGAGGTTCCACTCCTGTC
CCAGAGCACAAATACGAATGTCGCTGTTTTCTCCATTCAGAAACAAAGTCTGGTAAATGT
ATCTTGAGGTACTTTTTAATTTTTTTCTGCGCGGTGTATCTAGTATAGAATCATCATCCT
CTTGTTCACTTTCACAGTCACAAGGAGCATTTCGTTTCCTTTTATTACACTCACAGCCAC
TCCTGTGGCTGGTACTTGCAACCTCTTCAGCATCTGGTTCTTCAGAAGGGGCCTGAAACC
TACTACTCAGGCTTCCCATGTCAGGGAGTCTTGTTGAGAGATACTAGCTTTCTGTAAAGG
GCTGACCCAGCTGATTATCTCTGACAAACGTTGACGAGGCAGCTGAGACAGGAGCTAACC
TTGCAGCTAGCTTAGCTTCCAAAATTCACAAACAAAAACTCGTTTTTAAAAAGCACATCA
GCTTTTTCATATTAGTTAACACACCAAACATGTTTCCAACCGTTAAAACAGACTTAGAGC
CTAGTTACTTTTTTAAATAACAAAAGCCATGAATTTAGAAACAACAGATGATGGTGTTTT
GCTCTGAAAATATGTGGCAGCTTTTGTTATTCTTCTTCTCTCCAAGGTTCCTAGCAACAT
TTGCTTACTTTCCCCGGCCATA
>CLMC684Contig1
GGGTGACAGAAAAACGCTGACGTCATTTCTATGCGCCGCGTGTGTCTCGTTTCTGCAGAG
GGTGGCGGATCAAGCATGGGGCACCTTGGATGTTTGGCTCTCCTGGTCGCGCCGCTCTTT
ATCCTTCAGATATGTGGTGAGGAATGGTGTAAAAAAGATGAGTTTACCTGCCGCAGCAGT
AGGTGCATATCAACAAAGCTCTTATGCAACGGTGTTGATGACTGCGGTGACGGGAGCGAC
GAGGATTCCTGTCAGAACTGCACCTCTGGGCTCTTCTCCTGCGGCCCATCTGACGCCTGC
CTGCTCAAAGACAAAGTGTGCGATGGACGAGCCGACTGCACAAACAAACGGGACGAGAGC
TGGGAGCTGTGTGGCTCGGACCAGCCTGCCGCTCAGACGGCGCCGACATGTCCTCCGTCA



GAGTTTCAGTGTGGCAACGGAGAATGCATCCGCCATGTGTGGAGGTGTGACAACACACCT
GACTGCTCTGATGGCAGCGATGAGGAAGATTGCAATCAGAACGAGTGTCTGGTCAATAAT
GGCGGCTGCTCTCATCACTGTGTGGACCTCCCCATGGGTTTCCTCTGCCAGTGTCCTGAC
AACATGAAGCTCGTCGACG
>CLMC687Contig1
AACCCGGGCCTTATGGCCGGGGAATGTCTTGAAGTTGGCATAACTGCAGACATGTTTGTG
GCGCTGCTGGTCTTTCTTAGTGTTGCTGTGCTCCAGTCTGCATCAGCTGGTGGAGCTTAC
TGTTCTAAAACTGCAGCAGCCCGTGCAGCTGCCTTGGGTTTGGAGTATCCTGGACTGCAT
GGAGCCCCTGATCTTTCTGGAGCTCAAATGATGTACCCCAGAAGTTTCAACTATGAAGTG
CCTGCAGCTGAGCCTAACTGGGCTTTCTACCAACAAAGTGTGCCAGGAGGAAGGTCTTCC
ATGGACATTTACCCTAGAAGCTCTAGTGGGTCCTATTTGAGCCATGGGATGTATCCACAA
GTCCCAAGTGACTACACCCATGACTACACCCCTGACCACATGCTCGACTTTCCTAAAGCC
ACACTATCTGACTACCCTGGGTCACATTTTAGGGAGGTCAAGCATGTTGCCCCACCAGCG
CACGGCTCTTCCTTTGGCCAGCCTGAGCTGCCGTTTTGGGCTCCTCGAGGTTATAGCCAG
CCGCACACGCATGTCTACAGCAACCAGCCTCTTGCTGTTGATGAAGTTGGCCCAATTAGA
TATGACACGTCTCTGGGTGGACTGACCCAACCCCG
>CLMC707Contig1
CATGTAGGCTTTGAGCAGCTGAATGTCACGTTTTTGTTCCCCTAACTGATGTTTATGCTC
CGCCACATTTTTCTCCAGCTCGGAAATCTTAGTTTGTTGCTGTTGGACGACGCTCCGCAA
GTGTTTGATGCAGTTGTGGCTGGGAAGCTCATCCTTCGGCATTTCAAGGCCACATCCTTC
CTCACAGTTGACAGGCCTTTTGGGGTTGTGCTCACAGTCTTTGAGATGAGACTGTAGCTG
GTCCAACCTCAGCGTAGCTGTGCAGCCATAACTGGCATTGTCGCAGTTGATCTGAAGTTT
GGACAGCATGTTGCGCATGATCCGGGGCACAGGCCGGAGATGAGCTAGTGTCACCACTGT
CCTGTCAACAGGACAGATCTGCTGCTGGGCAAACCACTGTGTTATACAGGCATTACAGAA
GGCATGTTCACAGTGTGGAGCCTGCACTGGTTCTTCCAACACTCCACTGCAAATAGGACA
GAGGAGGTCTTCATCCACCTCACCCTGGAACCTCGTAACATCGTACCCCATGGTACACTA
CCCACAACCTCTTAGGCATGAAGCAAAACAGGTCCTTGTCAGGTTTACAAATGTTTAAAA
ACGTTGTACCTTCGCTAGCAATGTGCTAGCCACGTCTTGCTACATCCTACACTTGAACGT
TGGNCCCCCGGCCATA
>CLMC710Contig1
GGTTTGTTTGGGTTGAGAAGGGATTGATGGGATCAGAAGTTGAACAGATTGATGAAATCT
TGAGGGGAGAGGGACATGGTGCAGTTTTCTGGGTTGTTGGCTGTGCAGGGATGATCCTTC
CAGAAAAGGAAGTGGCAGTGTGTGCAGAAGTGCAGGGTGTCGCTGTACTGCTCTCTGTGA
GGATAGCAGCGGCTCAGCTTGAAGTACATTTTTTTCCACTCCAGGTGGCCTTTATCCGAC
ACCATCAAACGTCTGCGAATCTGCCGATCTGTGAAGTGGTAATGGCAGAGTTTCTTCCAC
AGCAGCCGGTCTTCTGTGAGGACTCCCAGTTCTGGACACACTTGGCCCAGGCTCACCAGG
TCTCTGCCATCTGACAGACGATCCATAATGCTGAGCTGCAGACTGGCAGGCAGGTCAGTC
AGAGTCATGCCTGTGCATGTGGGCCTGTTTATCTGGATGCTGTCCAGCTGCTGCTGCCAT
TGCAGGATGTTCTCCATGCGGTACACCCACATGTTGATGTTTCCCACCAGGACAGACTTG
CCCATGTCCTGAACCAGACCACACAGCGAGACATAGAGCGTCTGCAGCAGCTCTTTGATG
GGACGGACGTTCTGCTGGTCATCCAGGACTTTTTGAACAACCCTCTCCAGAATATTCATG
TAGTTTTTCTGTGCCACTCCACTGAGCGAGGGGAGCTGGGACTTGGCGATAAGCTCCAGA
AGCCGGACAACGTAATTAAATCTTCTGGTGTCCTTGATGGCGCTGCAGAAATCCAAGCGG
TTGAAGGCCTCTCCCAGCGTACAATATCCATGGCGCTCTTTGGTGCTTCCCTTGTGAACA
TAAATCCACTTTTCCCTGTGGAAATAAGGTGCTTTGGTGTTATTGTTCATCAAGTCTTTT
CTCCTCTTCTTTGCAGACATTTCATAACCAAGAGAGATCAGCAGGTTCTCCTTGTTGAAA
CACTCCTCCTCTTTGACTTTACAGAAGCTCTCCATCGAGACTTTATTGTTCTCCTCTAAA
GTTGTCTTCTTCCAACCATCTTCGGTTTTGACCCAGTTTTGACCCGGTGACCTCCAGTCC
TGTCCCAGAAAAGGCATCCCGAATCTTTAAAAATAAAAATAAAAAAAGTAAAATAAAATT
CTGAAACTTATGTAGAAAGCGTCAGAGAGTAAAAGTGTTCTGGGACCGCGCAGTTTTATC
CTCGGTTTGTATCCTCCC
>CLMC711Contig1
CCCGGGCCTTATGGCCGGGGAGAGTTTAAGTGTAACAGAGACGACACGGAGCTGCACAGA
AGACCAGAGGTATTCTTGCTCCTCTCATCAAACCATGGGTGGCTCCTCTTTAAAAAAGGC
AATGTTCTGGAAGAAGAAGAAGAAGTCACCTCTGAACAAAGCCTTCAGTGAAATCAAAAA
GGCGCTACCTAAAAAAAAAAAGAAGAGGAAGAGCATCTTTCAGAAGCTGAAGAAAGACAA
ACAGTCCAAGAAGAAATTTTCCCTGACCAAAGACAAAAAATCCACATCGCCGCTGCTGAA
GAAGCTGTCTCTGGGTCACAAAAGGAAGGAGTCGCTTGATAGTGCTTCAGGAGATAGGAA
GGAAAAGGACAAAGGAGGGCTGGGTCGGGTGGGAGAGCAGATTAAAAAGAAATTTTCTCC
AGAGAACCAGAAAGAGACCAAAACTCAAGAACAGGTTTCTCCAATTGAGAATTCAAAGGA
GGACACTGACAAAACATTTAAGATGAAGAAGCTGAAGGATGTCATGAGTTTCAGTCGAAC
AACAGGAGCCAAAGAGGCCAGAAAATTATCCTGACGGCCTCTGAAGGATGAAAGACTCTG
GAAGAAACAGAAAACTTGAAAAATAAATACAAAGATATGTGAACCCAANNAAAAAAAAAA
AAAAAAAAAAAAA



>CLMC714Contig1
ACCCGGGCATTATGGCCGGGGGTATCTGTTACTGTGAGGACGTGGCTGCATTTCCATTCC
AAGCACCCTCTCTGCCTTCACACCAGTCTGACCATGGATTTGACACGCTGGCATTTGAAT
TCCACGCTAGGAAACGGGGAAGTGGACCCTTTCTATGATCCGGGCGGAACTTTTGGATAC
ACCAATGATCCATGGGACAAACGGATGCTGGTGTTCCAACTGCCTGTGAGAGATGTGTAC
CTATTTGGATGCTTGCTAATCGGAGTTCTAGCAGTCGGAGAATTTCTGATTTATCTGGCT
GTTTGGAAGCAGCTAACAGCAACAGACGCTTTGCTGGAGCTTTGTAGAAAGACACTCCGG
GAGTTCAAGACTCTGTCCGAGAGACAGTCGCAGCTCGAGCAAGAGCTCGATGTCTTACAT
GCACAACTGGACGTGGTTCTTGCGATCCTTGAACATTTGAGAAATATAGATGAGAAGTTG
AAGAAACTTTCTGCAAAGATCTGATGAAATCAAATCGCCAAAGAGTTGGGGATCAAGAAG
ATCGATGCCGCCACACAAGCGGACAAGACGAAAAATGTCTGCCAGCCGACAGTTATCTTA
TCAGACTCTCTCGTGCTGAGGCCTCGTTGCCCTTGGCTTTCTCAGAAAAACACTCCGCTC
TTGATGGCTTATGTTCTCTCAAATTTTTCTTAAATCAATAAAAAGTGAATCGTATTT
>CLMC717Contig1
ATCGTCAGCGCGGTAATGCTGGTACTCCGGCTTCAGCTCCCAGCTGCTTTTGTGTGCTCC
TTTGCGGTTGCATACTCCGATTTCCCTCACGATTTCTTTGAGGTAGGTCACGGGTTGTTT
GGTGATGTCCACCAGGTCCTTGAAGCTATAGTACTGGTGCTTCTCAAAAGCAGAGAAGAG
CATGTCCATCACAACCTGCCGCTCCGCCCTCACCATCTTCCCTTCAGACTTCTTCTTCTT
CTCAAACTCCACATTGAAATCATGGTTGGCCACAGGCTTGAAGACAGTGGTGATGGCCCG
GTCCAGCTGCTGCGACAGACGCTGGGGCTTGACAGACTCGCTCTGCAGCCGTTTGATCTT
CATGTAGTCTTCAGAGACGTTGGGTCTGCATTCCGCTCTGTGCACCACCGTTCCCTCCAA
GCTGATTCCATCTGTGTCGCTTTGGCTGAAGACAGCCATGGTTTGTCCGCCCACTGTTTG
CATAGTGAAGGGATGATCCCTGGGGACCTGCACTGATGCATCCTTCTCCTCCGCAGAGCC
CAGGGCCGCCAGTTCCTCACTCAGACTGAAACACACCTCAGTTTTACCTTGTTTTTTGCC
AATTGTGATTTTTCCAACTTCTCCCTTTTCTGTGGCTTTGTCCCATTGCTGTGATAAGTA
TTTGGGTACCTTAACGAGCCACACGCCTTTGCTCTGTCTGACTCCGGTCAAGTTAACCTC
CACTTTGTTTGACATATTTCAAACGACGAGGACTTTACTGTTAAACTATCTTTTTATCAC
ACCTGTGGGTTTTCACGCTTCCCCC
>CLMC726Contig1
ACTCCATTAGCGTACCCGATGTGGCCTCGATAGTACACGTTCTGTCCCGCAGCTCTCGCT
TTCTCCATTTTGGGCCAGACAGCAGCTCTTGCTTCTCGGTCAGCTTTACAGAAATCCTGC
TTGAAGAAGATTCCCAACTCTTGACAAACCCTTGCATCCTTAGAAACCTTCCAGAAGATG
TCGCGGTAGTGCCTCATGGAGAACTGGATGATAATTTGGCGGTGCCTCCCGGTTTCTTTC
CTCCCCAGCCGATGTACTGTATCCACAACCATTTCCAACACCGATGTGTGCTGTGGCGCG
ATCTTTGCCAGGATCTCCAGGACTTCTTTGCGGGTGTTTTCCTCGGTTTTTTCTTTCAAA
CCTTGTAACTTCAGGTTCCAGCGCCGTTTATATCGCTCCATCTCCACCACCCTCTCTTTT
AAGTCATCATTTTCTTTCCTCAGCACAGAAACTTCTTTTCCCAAATTGTGCACTTTGGAT
TTACAGTCCTTTATATCAGCAGCGTTTACCTCAGTGATCTTCGTCAGATTAGCCAGAATC
ACAGAGTTTTCCCGAAGTCTGCCGTCAAAGTCGTCAAATCTCGCAGTCAGTTTTTCGATG
GCGGCAGTTAATGCTGACAACTCGGCATCCCCCGGCCATAA
>CLMC727Contig1
ACCCGGGCCTTATGGCCGGGGGTACAGGAAGTAAACAGTGATTCACCTTCCGCTGGCGCG
GCTAAATCGGATAGCGGGAAACGATTAAGCATCAATTCCTTCTGTGCCACCTTTAAATAT
CATGGAGGCAATCAAAGAGTCACATTCCTCCAAGAAAAGGAGTCTTGACTGTCCTCCTAC
TCCTGTCAATATCAGCACTCCAGTGAAAAAGAAGAAAAAAGAAAAAGAGATTGTTTCTCC
TTCTGATGTATCGTCAAACTACAAGAAAAAGAGTAAAAAGAAAAGGAGGGCGGAAGAAGA
GGGCTTCAATCCTTTATCTGATTCTGATGAAGTGATAGACAGCCACAAAAAGAAGAGGAT
GAAGGAGGTCAGCATCACGTACCCTGGTGATGAACAGATGGGCAAAAAAAAGAAGAAAAA
GAATTTAACAGGCAACTCAGAGAACGAAAGGAGTGAGGCGGAGACAGGAAAAAGCAGAAA
CGACACAGAAATACTAAACCAGGAGGAGGCTGTCGAGGCAACGGTCAGCAAGCATAAAGA
CTCCAGCATCATCACTGCAGGCAACAACTCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CLMC728Contig1
ACAACAGGAGGAAGTGAGGGCTTGACGCTTGTAACATTGTGGTGATAGCTTACTCTCGTT
TATTAACAAATTCCCCGTTTCCATTATTTTTTTATTTATTTTTTTCGATTAAAAAATAAA
TTCAGACTCCAATGGTCAGCATGGAATAGTCAAAGGAACAGGGCCCAGGAAGAGGATGCA
TCGTGTGGACAAAGAGTTGCAGACATCAGCTCACAAGATGAGTACATCCTTGCTTTTCCA
GCTGTCGGCTCATGAGAGAGAGCTGGATTTGGTGTTTCTAGACCACAGCTATGCCAAACC
GTGGAATGCTCACCCAGATGCCAGCAGCGCACGCCCCACACGGACGCTTTTTGTTGCCCC
CCGTCGCCAGCCTGAGCCATCATTAGACTCTGATTCCCTGATAGATGTGGAGACGGTCAC
ACCCTCCCCAGTTCCTTTGTATGATAACCATAAAGCTCTTGGTGTGATGAAGGAGTGCGA
GCGACATGTTCTGTTTGCTCGAACAGTTGCTGAGAGCCCCCCACCCCCAGATGACTGGGA
GGAACATATAAACAAGACAGGATGGTCGGTGGCACAAAACAAATTGTTTAATAAAGTCCT
GAAAGCTCTACAAGCTGAGAGATTAGCACGTCTCGCCAATGAAGATGCTTCCAATGAACC
CATTTTAAGAAGGATTGCTGTGGACAAGTGTGCCAGGAAAGTTCGACAAGCACTCGCCAG



TATGAACTGGGACACCAAACTGACACAGTGGTTACACACCACTCTGATTGAATCTTTAAG
CTTGCCGATGCTCGCTGCCTACCTTGATGTGCTGCAGACTCTCAAAACCAAGCTGCCATC
GTTGATAGACAGAATGTTACTTCCGACTGCAAAAACTGGAGCTCCAAGTGC
>CLMC746Contig1
CCCTCCAGGAAAAGCTGTTTATCAACAGCTGGAACATGGGGGTGAGGATAAAAGTAAGGA
TGCACTCTCCGGCGCTGGCCAAGGCATTTGCCACCGGGCGTCTTTTATCAAAGTACATGC
CCAGCATCGTCACTGTAGGGGTCCATGTCAACGCGTAGCCAAAACCATTTAGGAAGCCTA
CTGTTAAGTAGAGTTGAACCAGGTTGTTGCCAAAAGACCCAAGAATGGCTCCTACACTGC
ATATGAGTCCGCCTGCTATCACTACAGAGCGATGGCTGTAGCGGGAACTCAGAGCCGACG
CCAACGGCGCTGCAACGTGAATGGTAGCCACGGCAATTGAAGTGATCCATGATGTTCCAG
CCGCTGTGGTTCCAAAGTACTGCTGGATCTCTACATAGAAGACACCGAAGGACTTGACCA
CCCCAAAGGTCAGGCCGAAGACAAAGAAGCACGAGACCAGGATGAACCAAGCATAACCGC
CGTCAGGTGCCACTGCCCGTTCCACCTGGACTTTTTTGTTCCAAGCTTTCCCTGGAGGGT
CCATGATGAATTGTTGAGTCTGAAATGAACATCTATCTGTTGAGGTCAGTTTGAAAGCAT
CCTGCTCCTCTTTTCAGGCCAGCAGCTCTCCAGACTCAGCCGAACATGCAGGTTTTCCCT
CACAGGCAGGCAATCAGGGAAGGGGTGGTGATGGTAAAACCACGCTCAGCTGGAGGTGCA
AGT
>CLMC764Contig1
TATGGCCGGGGACTTCCGGTATTGGTTCTAGCTACGTTCAGTAATATAATACAAGAACAG
GAGGAAGCATTTTCTGTGTTTTTAATTTTATTTTTTCTTAATTTTGCAAAGTTCTTTTCA
CATTTAATTGCTGGTGTATCGTATGTGATAACCTCATATTTAATGAAGGGGCAAAATGGA
CGGTCGCTGTTATTGCTGCGCATCCAAATTTAGTCTTTTCAAAAAAGAGCTGGGCTGTAA
AAACTGCGGGCGATCTTTTTGCCCCAGCTGTTTGGCTTTTAGTGCTGTGGTGCCTCGCTG
CGGAAACACTCAACAGAAGGTCTGCAAGCAATGTCACGGTAATCTGACAAGTGGAGAACC
TCCGAGCAGTGCCGGAAGATGGTCCCCACCAGAAAATTACAAGAAGCGTGTCGCCGCCCT
TGAGGCCAAACAGCAGGGACAGTCTGTGAAATCTGCTGCACATGGAGGGAGCAACAAAGC
GGGTCATCTACCATGTAAAGGTCTAAGTAAAGAAGATCAGATTATTGCTGAGCGTCTTCA
AGATTAAAAGAGGAGACTAGACCAAAGCCATCTCCCTCTCAGAGTGATCTTGAGTCTCGT
CTCGCTGCTCTCAAAGCACCCAGCCAGCCAGTGCCTTCCATAGAGGAAATGGAGGACCGT
CTGGCTGCTCTACGGGGTCAACCACCACCATCTCAAGCTCCTCCTCCTGTTCACCAGCTT
CCTGATAAACGGACTCAGACTGAACAAGCTAATGATTTGATTACT
>CLMC780Contig1
TTTTTTTTTTTTTTTTTTTTTTTTNTGCTTTAAAAGCATGTTTATATTCATTTAAATACC
CAGAAATGTGCAAAGTTTTGCTGAAGCTTAAATATTGAGTCACAACATGAAGCGAAAACA
TCTTGATAGGACAGATTTCTACAGAACCTTGGCACAGACACACTTTCCAGTCCAACAAAG
CCACAAAGTCCTCGACTTCAGTCCAGTTGGTTTCTTGTCCTTCATGGATTTTCCTTCAAA
GTTCCCAAGGAGCCCAGCTTCCTCCTGATCCACCACCTTCATCCGTCTCATCCAGCTTTG
GTCACAGAATGTCATGTTTGGGCAGGTTGAGCTCCTCCTCAGACACGGTGATGTTTCCCA
TGTACCAGAAGATCCAGAAGACCAGGCTGAGGAACATCAGCAGCGGTCCGGACAGAACAA
AGAAATCCCAGTATCTCAGGGGTGCAAAGATCCCGATGAAGAGGAGGAGGAGGCCCACAA
CATCCAGGAATACGGCGATGGACAGGAAGATGATGGTGTACTTTCCCTGCTCCATGGCTT
GTGAAGAGTCGGACAGGTCAACGTCGTCTGAGACAAAACCCTCCAGCCCCGGCCATA
>CLMC781Contig1
GGGAACTGGGCGAGGAAACTGCCAGTCATCGGACATCAGCTGTAGGGACAGGGACAGACT
ATCCTCCGATTCTTTGCTGTCAATGTACGAAATCCATTCTGGCTTCAGTTGGCCACTGCT
CACGGCATGTTTTCTCTGGTAGTGACACTGGATGTTGATGGACAGCTCTCTCCCCCGAGT
GATTGAACCGTCACCCAAAGGGCTGGGAGTGTAGATCAGCGTGAACATGTAGATGAATGT
GTCCTCAAACATCTGCAGTCGACTGCCACAGCCATGCAGCTCTGACTCAAAGATCAGGAC
CTGAGCCTCAGAATCTTCCCCTGTGGCAGTGCATCCTCCCAGAGTCACATCTGAAGCCAG
GACAGGTTTACCAATCCCCATCAAGTCTTTCTTGGCCTCCACCCGGACAGTGTTCTCCCC
GCATAAGACGTTAACACTCTCAGCTGGTGTGGGAACCCTGATCTCATAGTTTGGGGGAAA
GTGAGGCTCCTCCTCAGCTGGTGGGTTAGGGTACCTCCAGGTTAAAGGCTCACTGAAAGT
CTGTTTCTCTTGATGGAAAGCTTGTGGCTGTGAAGCATCCAACTGGGATCTTCTCTGAGG
TTGCATCCTGCTGTGGACAGCTCCTGACAGCATGTTCTCATTACCCAGCTGAGCAGTAAC
TACAGCTTTAAAAACTGCCCAAAACAGGCCAAACAAGCCCACTGTAAACCACATTATGTT
CAAAGTATGTAATTATGTCTGTAAGATATGAAACCCCCGGCCATAATGCCCGGGTT
>CLMC78Contig1
TGCTGTTTCGGTGCCGCTTTCTTCTTTACAGTTACGACTTGCTCTTCATCTGAGCTATGG
TCTGTGGATGTCTCCACATAATTAATGCTTTTCTTTCCTGTGTTCCTCTTTGATTTAATA
AGTGGGGTTGTTTTATCAGATGCCTTTGAAGATTTCTTCCTCTTAGGCTGTGACCTCCGT
TTTTTGGCAGTTTCACTCAAAGGCTCATCATCGTCAGAGCACTCATCATTTGACTGTGAC
ACTTTCCGCTTTCTGCCAGCAGATTTCCTCGGCGTCACTGAGCTGGTCTTCTTTTTAGGC
CTTCTGGTGCGCCCTTTCGCCTTTTTTATCAAAGGCTCACTATCCGAGTCATCCTCTGCG
TTGGAATCTGCATTCTTGTTGGTTGTGCCATAAGATTTAGGGGGGGTATTTTCCTTTTTG



TCTTCCGCTGCTGGTGAAAAATCCTTTTTCTTATTTATCAGCGGCTCATCGTCCGAGGAG
TTGTCTGAAGCTTCTTTTCTTTTGGATTTTGTGCTGGATCTGGGGGTCGTCTGGTGGCTA
TCCTGTGCCTCTTTTTCTTTACCATTTCTTTTCTTCAGAAGCTTCGCCAGGGGGATGAGC
TCCTCGTCGTCTGAGCCAGAACTGTCTGGCCCTGAAGACTGGTGCGCCAAGTTAGCGTGT
AGATCGGCGGTACCGCAGTCCATTCTGTCGGGCAGTGTCAGATATCTGTGCTCCAGAACC
AGATTGTGATTAGCTTTGTCTCCCCCCGGCCATAATGCCCGG
>CLMC791Contig1
TCAATGAGGCTCTAGCATCCTGCAGCTCAGCTTCTCCACACTGAGGTGCTGCTGCTTGAA
CACACCAACAGGGGTGAGTCCTCCTCAGCTAACCCGTACAAACCGACCGCTCAAGTTCTG
GAGCCGTCCATACGTACCTCAGCGGCACTGGGCATCAACTTCAGCGCCTCAACTGGTGGA
GAGGCTTTGAAAAAAGAACCCCAAGGAATACTGAAATTCAGGTCGCGACGCTCGGCGCGA
>CLMC798Contig1
CATGCAACATCGTCCAGCAGGTCCCAGTTAATTTTATCCTTCGTCTCTTCAGAAAAGCTG
ACAGTCTCTCCTCGTCCTGTTGTCACGGTGACGTGTGCAGCAGATCTTGACATTGAACAG
GGCAGCTCACCAGCGGACATGACAGACCTGAGCTTATACACATTCTGGTTTGGAATCGGC
AGATCAGTCATCTTGCGACACCTTGAGCGGGCTTGGCCTCTTTTGGCTGCTGTAGCGGAC
CTCACAAGGTTTCCAGTGCTGCTACTGCCAACAAGTGTCCTGCTCCTCGCTGGCACGTCA
GCTACCTTTGGGGTTTTTAAAAATAAATTCTGGGCTGATGTTGCTGCAACAGGGGAATTG
GTTGCCCCAACTCTTCTACTGGGGATTCTCCTGAGAGGTTGGGACATCTCCCGGGACTCG
CTCTTCATAGCTATAGACACTTCACTAGCGGAAACTTCACTCTCATTCAAAATGTCGCCC
ATTAAAGTATTCTTGAGAGAAGGAGGCATCTTCATCAGTTCCACCTTAAAAACCTTGTCC
ACTGTAGTTAGCAAGTTCTCCATTTTAGCCTCGAGGTCCTTTAGCCGTTCCTGTGCTTCT
TTCTCAAACTGCTGAATAAAAAAGGGCGAGTCTGTTCCGACGAATCTCCCGCCCCAGCAC
CTCTTTGTTGTGGAAGCTAGCAGCAGCCTTCGTCCGTTTTGGCGGCATCTCTTCCTCCTG
GCTCTTTTGATGATGTAACTCTGCACTGCTTCCTCCTCCCCGGCCATAAGGCCCGGGTTA
AACGGCG
>CLMC7Contig7
TTATGGCCGGGGGCACTTCTTCTTCTTGGTGTTTGTTGCTTTGCAGCATCAGATGAACAT
CTGGGACCATGATTTTACCACGATGGATGATCCTCCTCTGCTTTTCCCTGATCTCAGCTA
CGATTCAAAATGAGGGATGGCAATATTTCAATGGACACCTTTATTACCTCTCAACAACCA
CTGCAGACTGGCAGACCAGTAGAAATGACTGTTTGTCAAAAGGAGCAGACCTGCTGATCA
TCAATGACGCTGCTGAAAACAATTTCGCCGGAGGATTTAACCGCAAAGTCTGGATTGGGC
TGTACAAAGAAGAAGACACCTGGACATGGGTGAATGGAATACCCCTATACTTTGATCCTT
GTGTCAACTATTGGGCTAAAGGAGAACCTAACAATGTTAGGGACCAGGAAGATCGAGCGG
AACTACTTTTCTTTGACAAGATCGACAGCTTTGATAATGTCGATAGAGGTCACCTTGGTA
ACTGCTTAGAATTTTTCGGACGTTCTGAAAAAGTCAACAGCTGGAATGATGTACCGGGGA
CCAACAGTAACTACTGGATCTGTGAAAAGGAAGCTGTTTAGTGGAAACACTGGAAACTTT
CTGATCATTCAGTAACATTAGCTTGATGTTTGCTGAGGTTAAAACCTTGATGCAGATCAT
CTGCTCTCATTTCTGCTTCACATTTCAGACATAATGAAAACATATTAATCTGTGGGTATA
ACAGGGTTTATTAAGGAATTTAATCTTTTACTGCTACTGCATACTTTTCTGTGGCTCAAT
AAAGCATCGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CLMC800Contig1
ACCCGGCCTTATGGCCGGGGGGAGTTTTGGCCAATGACTTCCAAGACCGAAAAGTGGTTT
TGTGCTTTGCAAGGAAAGCTTGTGCTGATTGGTGGGCGGTTATAATGTAAACTTTACCAC
TTAAAACTGGTGAAGTGCAAACACATGTTCCTTGAGCATGTTTTTCTTACTTCTTTATGT
TTGTATCCAGAGTCCTTATCACTTTATATTTCCTGATTTTTAAAAACAGGACTTGACAAC
ATTTTATGTTCAGTTCAGACCAAAAAAAAGAGAAAATATAATCATAATTTTTTTTAATGT
GAAGTTCAAGATGCCTGTAGGTTTTTTTTTTCCCTTTTGAGCCAGATTTGTGAAAACTTG
TAATAAGAAGGGAGAAGCAGAGATGCACTGGACAGCCAGACAACATGTTGGTCTCCTACA
AGATCCTTTTGAATATATTCCGTTGTTTCACATATTTTCTTTTTTTTTAATATTGTTATT
TAAAAACTGTTTTAAGCTGTACCTCATCGTAAGCAACCACAAGTTGGGAATGACCCCTCT
GATTTCTGTCCAGTGTATTCAGTCTTAACAGTCACACTGTGGATGATAAGCCTTCAGTGC
AAGTTTTTGGTGTAGGCATTCCTCTGTTATGTTTAACTGTACTCTGGATATTTTTTTGTT
TAATTTCAATACCTCTCATGTCCTCGTGTTAAGGCCTGTGAAATGTTTATCATGGGGATG
CAGCTACAACTACAGATATCACTATCATTTAAGGTACCTGCATCCTGGACTCCCAGATTT
GTTACATGGGTTATGTTGGAT
>CLMC807Contig1
CCCGGGCCTTATGGCCGGGGAGACGGGAAACTGCTAGCATCTCCCAGCTGCATCTTTATC
CTTAAGGCAGTTTATGTGTCCTTTCTTCGTAAATGAGCGGGGATGAGTGAAGATGACGGG
ATCGGCAGCAAAAGGAGAGTTGCGTATGTTTACAGCGCACAGCTCCTGGAGACTTGCGAC
ACTTTATCCAAAGTACCGAAACGGGCCAGCATGGTGCACTCGCTGATCGAAGCCTACGGA
CTGCTGGACCACATGAGTACTGTGAAACCTCGTGTTGCCACCATGGAGGAAATGTCAAAG
TTCCACACAGACTCCTATCTGGAGCATCTTCATAAGATCAGCCAGGATGGGGACAACGAC
GACCCCCAGTCGGCTGATTTTGGACTTGGCTATGACTGTCCAGTCACGGAGGGCATTTAT



GACTACGCAGCTTCAGTAGGGGGCGCTACACTAACAGCAGCGCAGTGTCTGTTGGACCAA
AAATGTGACGTGGCAATCAACTGGGCAGGAGGGTGGCATCATGCTAAAAAAGATGAGGCT
TCGGGTTTCTGTTATGTGAATGATGCCGTGTTGGGAATCCTCAAGCTCAGAGAGAAATAT
GAAAGAGTGCTTTACGTTGATGTTGACTTGCACCATGGAGAT
>CLMC812Contig1
TATGGCCGGGGGAGGCAGCAGTGGATGGACGAGGCCCAGGCTCTGGACACCGCAGACAGA
TTCATCAACTCCAAGTGTGCCAAGTACATGCTGAAGGCTGGCATGATCAAAGAGGCGGAG
GAGATGTGCTCCAAGTTTACTCGGGAGGGAACGTCAGCAGTGGAGAACCTGAACGAGATG
CAGTGCATGTGGTTCCAGACGGAATGTGCGCTCGCCTACAAAGCCATGAACAAATTTGGA
GAAGCCCTCAAGAAGTGCCATGAGATAGAAAGGCATTTTGTGGAGATCACGGACGACCAG
TTTGACTTCCACACCTACTGCATGAGGAAGATGACGCTTCGCTCGTATGTGGACCTCCTG
AAGCTGGAGGACGTTCTCCGCATGCATCCCTTCTACTGCAAAGCTGCCACCACAGCCATT
CAGATCTACCTGAGCCTCCACGACAATCCGCAGACCGACGACAGCAAAGAGCTGCAGGCC
GACACCACTAACCTCTCTGACAAAGAGCTGAAGAAGCTGAGGAACAAACAGCGAAGAGCG
CAGAAGAAGGCTCAGCTGGAAGAAGAAAAGAAGAACGCGGAAAAAGAGAAGCAGCTGAAA
AACCAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CLMC813Contig1
CCCGGGCCTTATGGCCGGGGACAGCTTTACTTGGGACCTGACTGAAAACATCAGGGAAAG
TCCACCTAAAGCCACACCTGAGAAGAAACTACAAAAAGCCATCATTCTGAGTTGGTTCAC
TGCTTCAGCTTTCACGCCGTTTCTGTCCTTCCTTTGAAGACTACACAGGCATGGAAAAAT
ACAAGCCTCTGCTCTGCATCGTCTTTATGACTTTGTCTTGGGGATGTATTAGGGTCTTTG
CTCAGAATACTACGGATAGTTTGAGCACTACGCCAGCAGGAATGCCTTTACCTGTTTCCA
GTGACATTGTTACAACTTCTACCAAAAATTCTGCAATGACTACAACCCAAAGTGTGGCAG
CAGGTACAACCCAGAGTATGGCTGCAGGTACAATACAGAGCATGGCAGCGGGAACAACCA
AGAGCGTGGCATCGGGTACAACCCAAAGTGTGGCAGCAGGTACAACCCAGAGTGTGGCTG
CAGGTACAATACAGAGCATGGCAGCGGGAACAACCAAGAGCGTAGCATCGGGTACAACCC
AGAGCGTGGCAGAGGGTACAACCCAGAGTGGGCCAGCAGTTACAACCCAGAGCATGGTAG
GAGGTACCAGCCAGAGTGTGGGGGCAAGTACAACCCAGAGCGTGGCATCGGGTACAACCC
AGAGTGGGGCTTCAGGTACAACACAGAGCATGGCAGCACATACAACCCAGAGTTTTACGA
TGTCTGCAACTCAGAGCGTGGCAGCAGGGACAACCCAAAACGTGACAATATCTGCAATCC
CAAGCGTGGCACAAAGAACCCAAAGCG
>CLMC821Contig1
TCACTTTCCGTATCAGACAGTGAAGGTGGGCTTGACTTATCCCCAAATGCCCAGAGGTAA
TCCATGTATGTGTGGAGAACAAAAAGTCCTCTCCCTTTCATTTCCAAACTGGTCATCTCT
GACGTGGACACCGCTGCTTTGCCAACTGCAACCGGAGCCCTGTTGTTAACCAGTGTAACG
GAACAGCAGTCTCCCTGGTTCACCTCTGGAAGACCACGTGACGGCACCACCACTCCAGGC
AGCATGAGATCAGCTCCGCCGATTAACTTCTGAAGCACAGGGGGCCATGTTTGAAAAACT
GGAAGGAGGGCAGGGTAGCGCCAAAGCAGATACACTGTGGGATAAAGACGCTTGTCCAGT
TCAAAGAGCAGTGGATTTTTCTGCAGTACATAAAGAGTCACAGCTTCTCCCTTGTGTGCA
TAAATCTTCACAACGTTTAACTCTTCTTTGTTGGGTAGCAGCTCAGAAATGTCATCAGGA
GACAAAGAAGGAAACGCTGAGAGAAGGTCTGCTTTAAGTTTTCTCCTGTCGGATCCTTTG
ATGACAATGTTAGATTTAACCCGAAATGGTTTAGAGAACATCTTCAATCTTCTCTTCGTA
AAACAAACTAAAGTGTCAGCAAATACATGTGCATGTTCGTCTCGTAAATAATGTCGAAGC
CTCTGGACATATGAGTACACAATATTAAAATTTTATGCTCTTCACACGGAGAGTTGTTAC
TGAATTTACAATCAATTTAAATTTGCACAAGAAAATATCCCCAGTCCTCCCCCGGCCATA
AGGCCCGGGTTAAACG
>CLMC822Contig1
GATTGTTTCAAAGAACCAAACCCTTTTCATGACAGCAGATGTCATTAGCTGTTGTCTTTG
TCTGGAGGCTAGAAGGTGAAATCATTTCTGTCAAGAAGCAGAACCCAGACAGGTTTATTT
TCACCATCTAGCCCTCTAGAATGGGTTCACTTGATGAAAATGAACCCTAATGCATCAACT
TCGGCTGCTGACCTGACCTGAACCCCAACACAGACTCCAGAACCAACATCTACGTCAGTT
TGGGTTGCGAAAGGCTTTCCACTCATCATATAGGCGTCAAAAGTTCGGTTCTTGGTTGTT
GTGAATTGAATGCGACCCAGATATTCTCCAGCATTGTTGGGCCAAAGAGTGAGAGAGGAA
AAACGCTCTCCTTCCTCAAACTCAAAAGAAAAATGATTATCACCGGGTTTTGTTTTTTTC
CCATATGTGTTTTGAGCATCGTCAGACATCACTACCGTTATACCTCTCACTTGTTCTGGT
CCGACCCACACATCCAGCTTTTTAAGCAAACTTCCTGCACTACGGAATGTAATCGGGTTT
CCATTGTGTCCACCAACCATTTGAACTGGGAGAGTTGCTTGTGACATGTTGTCGTTGACT
TGAAGCTAAACGCCTGAGCTTGTTGCAAAAGGAGGAAAAGTTTCTTTCCTTAGACTTCTG
GGAGAAGTTGTTTCCTCTGAAGACGGTCTGGAGCAGGACCAGACAGAGCAGCTGAAGCTG
AAGTTCTCCCCGGCCATAAGGCCCGGGTT
>CLMC825Contig1
CCGGGGAGGAGTCTAGGGGAGCAGGTGCAAACACTGCCTGACACTGCTTCCATCTTCTCT
GTAAAAGGCATTCAGCTTCAGAAGGATCCTGGGAAGAGATCCTCGGTCCATCCAGAATCA
ACCCAGGGAAAGAGCAGGAGGCAGAGTGTGCTGTTTTAGTGCCAGCAGGAGCGATGAGAG



GAAGACAGCGAAACATGGAGAAGCCACGGATTCACTGACCCTGCCACACACACACAAATG
CGCACACGCACACACACAAACGGGAATACTGAAGCACATCCTGCCACTTAAAAATACACA
CACCTGTGAAAAAGGCAAATCAAACCGAAAACCACACAAACGTAAACCTTAAGGATCAAG
GACTCTGCTCCACCCTGAACATGAATCGGAAATGAGGTTGTTCAGAGTGCCGGAAGAAAA
GTGGGAGAATGAGTCTCCTTGCTGCTGCTGCTGCTACTGCTGCCCAGAGGAGGGCAGCAC
TAGGATGGGAGCTGACTTGGTTTTGAAGTATATTTTACTGTATCAGTGAGCTGTAAAGAA
GGAGGAGCCGAACACAAGCCAAAGGCATGGAGAGAAATAGGTTCCCCCCATCACTCTCTT
CTGTGTTTTTTTATTGTTGTGCTTAAATAGACTGAGCTATAGAACTGCTTCTGTTTCTTA
ACAACTGAA
>CLMC827Contig1
TAAACCCGGGCATTATGGCCGGGGGAAGAAAAAGCCGCAGTCCATTCAGAGCATGTTTTC
GTCACTTCGTCCACGTGAGTTTCTGTGCCGCTGCAGTAACAATGTCTTCAGATGAGTTTT
CTAAAGACTTTATCGACGCCGTGTTAAGCGATGCTGCTGAAAAAATAATCAAACGCTTTG
AAGAAACCAGCGTTCACTACGAGGAAGAGCTCCGTCGACAGAGCAGACTGCTGGAAGTCG
TCCGTGATCCACAGACACAACCTCAAACTTTACTTCTACCCCAATATTATCTGAGGAACT
TTCTGGTGAAAGAGGAGGATGCAGAACCTCCACAGATAAAAGAGCAACAGGAGGAGGATG
AGGAGCAACTTCATCTGAAGCAGGAAAAGCATACCTTGATGGTGACTCCTACTTCTGAGG
ACAATGAGCATAATGAGGCCGATTTTCACTCTCAGCAGCTGCTCACTTGGAGCTTTGATG
CAACTGATGGTCAGAGGCACGAAGGAAGAGAGCATGGAGAATCTAAACAAACTACAGATG
GAGAGACAAACCCACTGAAAAGAGATGGGAGGAGCAGAAGTACTGTCAGAAATGTGGACA
GCTGTCACAGATCAGATCAGTCTGACACTGAGTCAGAGAAAATGTTAGAAAAACATGCTG
TTGAAAACAAGCAAAAAAAAAAAAAAAAAAAAAAAAAAA
>CLMC832Contig1
TTTCTGTAGTTAACGAGCAGGGCCAGAAGAACGACAGCATCGTACCCATGCTGCCCCCTG
CTGGACGAATCAGACAGGATCTGCAGAATGGCTTCAAAGATGCTGTTGATCATCACATAC
TCCAGTATGGTGTTCTGGCTGATGTTGTCTGTGACCGTCACCAAACACAACAGCAGTTTG
AGACAGAGGCTCTTCAGGCTCTCTGAGCTGTCTCCACAAAGAAGACTGTCCAAGCGCTCC
ATCAGGTCCTTCATCCTTTGCTCGGCCTTGTCGAACCCCATCAGCATGTTGATGATGTCG
AAGCCAGACGCCGACTTGTTCTTATGGTGGACTCCTCGGAAAAGTGCACAGAGAGTCTGC
AGAGCGTTGACCACCTTGATCTGGTGTTCCTCTCCCAGAGCCTGAACGCAGTGGTGAAAC
AGAGAGTTGACGTTGTCTTGAATACACTGGGCGTCCTCTCCATCGATGCTCTCCAGTTTG
GACTCCAGGTACTCCAGGTTCACCTTCATGAGAAACAGCTCATCCCAGAAGCCAGGGTTG
TTCTTGGCTGGATCCTCCGGAGCAAATACCCCCCACCACATCAAGACCACCTTTTCTTTC
AGAGGTTTTTTGGAGGACGATGTCCTCCTCAGCAGCCCTGCCTTCTTCTCAACCTGGGAC
ATGTCTGCAGAGCCGTATTCAAACAATCCCAATTTAGGGCGTAAATGTTTGATTCATGAG
TCCTTTAGAACAGAACCTGCTAGCCTGCTTCTGTTAGCATCCTGCCGGGCTTCCGGGTCT
TAGCGCCCGACAAATAAACATCCGTCGGTCTGTGTCAGAGGCTCGTGCACGTGCCCCCGG
CCATA
>CLMC837Contig1
CCCGGGCATTATGGCCGGGGGTGTCCGGTGGAACATGTCGGTAAGGAGAGAACCCAGTGG
AGGAACTGCGGCGTCGGTGAAACGCACACCTGACACGCGAGCTGAGCGATAAAAACTCAC
GACAAACGGTGGGAGTTTCGTGGACGTTTTTGGGGGCTACGCCATCACAACAGAGAGGGT
CGGTGGAGGACGAATGGAAGGATAAAAGAAGACATCCGTGGCTAAGTTGATCTGACTGAC
TGAAGACTCGCTGGCAGGTGAACGGACGCAGAGGGAAAAAAGGGGTCAGCGTGCGCTCTC
ATCAAGACGGAGCTTTTCTTCGCTAGGGGATGTTATCCGTGCTATCGTATGGTAGACTGG
TAGCCAGGGCTGTCCTGGGCGGACTCTCTCAGACTGACGGTCGGGACTACAGCCTGATCA
CCGCCAGTTATGGCTTCGGCAAAGACTTTCGGAAAGGTATCCTCAAGAAAGGGATGTGCT
ATGGGGATGACGCCTGCTTCATAGCGCGGCACCGGACTGCTGATGTTTTAGGTGTCGCGG
ATGGTGTAGGCGGCTGGCGGGACTATGGTGTTGATCCGTCTCAGTTCTCTGCCACGTTAA
TGAGGACCTGTGAACGGCTGGTAAAGGAAGGACGCTTCACTCCGAGCCACCCGGTGGGCA
TTCTGACCTCTGGCTACTATGAACTTCTGCAGAACAAAGTCCCATTACTAGGCAGCAGCA
CGGCCTGCATTGTGGTTCTGGATCGTAGGAGTCACCGGCTACACACCTGTAACCTTGGAG
ACTCGGGCTTCCTGGTGGTACGAGGTGGAGAGGTGGTCCATCGCTCAGATGAGCAGCAGC
ACTATTTTAACACGCCCTTCCAGCTTTCCATTGCTCCCCCTGGAACTGAGGGAGTGGTCC
TCAGCGACAGCCCTGAAGCAGCTGACAACTCCTCTTTTGACGTCCAACTCGGCGACATCA
TCTTAACGGCAACAGATGGCCTTTTTGACAACATGCCAGATTACATGATTCTTCAAGAGC
TCAAAAAACTCAAGACGTCCAACTATGACAGCGTCCTGCAGACTGCTCAGAGCATTGCGA
AACAAGCTCACGACCTTGCCTACGATCCCAACTATATGTCCCCTTTTGCACAGTTTGCCT
GTGACAATGGCTTGAATGTAAGAGGAGGGAAACCGGATGATATCACAGTGCTGCTGTCCA
TTGTGGCTGAATACACTGATTAAGTGTGCGTGTGCATGAGTGTGTTTTCTTTGGAGCTGA
TTCATTCTTCCCATCTGCCAGAGTCTTCCGTTTTATGTCTTCGCAACGTGAACTGCAGGC
CAGCAGAGGATGCTCGCCGTCACAAGTCACACTCCTTGTAGAGTTTAGTTTTCTTCCACT
GCTTTTATAGCTGGAGAGGTGGTGGGAAGCCAGGTCGCCTTTCA
>CLMC847Contig1



TAAACCCGGGCATTATGGCCGGGGGGGTGAAGAAGACAGGAAAGAGGACGTGACCTGCTT
GCCGGTGATTGACATGGCAGCTAATGGAGCGAACTGTGAACAGCCTCAGAGACGGACCGG
GACTAAAGATAAACTCAATGGCAAGTCTGCAGAACTGTCGGTAAGAGAGAGGCGGCAGAA
GGACAAAGAGGAGCGTCTTTCCCTGGTGTTGTGGAGAAGACCAGTAATCACTCTGCACTA
CTTTGTTCTGGAGACACTCATTAAACTAAAGGAGTTGACTTTTAAGCTTTGGCAGCGGAG
AGGCATAGTGTTCTTACTCCTGGTCTTATGTACTGTCTTCTATATTGCGTATTCCTCCGA
GGGAACACACCAACATTATGTTCAGTACTTGGAGAAGAAGTTCCTCTGGTGTGTCTACTG
GGTAGGCCTTGGAATTCTCTCCTCAGTCGGTCTAGGAACTGGTTTGCACACATTTCTTCT
TTATCTGGGCCCTCACATAGCATCCGTCACCCTGGCAGCCTACGAGTGTGGCTCCATCGA
CTTTCCAGAGCCTCCTTACCCTGATGAGATCGTCTGCCCAGAAGATGGCAGTTTGGCGAG
CAACATCTCCCTCCTCACAATCATGTCAAAGGTCCGCCTCGAGGCCTGCATGTGGGGTGC
CGGGACTGCCATTGGAGAGCTGCCTCCGTACTTCATGGCCAGAGCAGCTCGCCAGTCTGG
AGCTGATCCAGAAGATGAGGACTATGAAGAGTTTGAAGAGATGCTGGAGC
>CLMC849Contig1
ACCCGGGCCTTATGGCCGGGGACAGAACATGCTTGAGCAACAATACAGGGAGGCTGCATG
GTTTCTTCAGCTGCAAGGCAAGAAAACCCTTCAGATGAAGTCAAAGCATGTCGGATTCAT
CGGGGAATTTATGAAAAGTAAAGCAAACTGAGAATCGTCTCAATGGATTTCTCATTTCAG
AGCCTCCTCTGGACTGAAGGAAGCTCACAGTCCCGCTGGGATGCTGGCCATTCAGCACTT
CAACTCCTCTGGCGCCACGGTCCCGTCTAACGATATGGCCATGCTCCACAAACTTGAAAT
GAAGGGCTTAGCGTCACCAAACGCCACCGCTCCGCGGAGCCCCACCTCCGCCAGCCTCAA
CATGACCCTGGGCATCCTGTTCAACATGGTGGCCCTCATCATCCTGGTCAAGGCTTACAA
CCGCTTCCGCCGCAGGTCAAAGGCCACTTTTCTGCTCTTTGCCAGCTCGCTTGTGGCCAC
AGATCTGGCCGGACATATTATCTCCGGATCCTTGGTTCTGAGTAGATACTCCGCGAGCAC
GAGCTCCTCCAACAACGGGACCTTCTGCTTCCAGGGGGACCCAGACAATCCAGATCCCTC
CTGTCAGTTTCTGGGAGGCTGCATGGTGTTTTTTGGTCTGTGCCCACTTTTTCTGGGCTG
TGCCATGGCTGCGGAACGCTGCCTGGGCATCACCATGCCTTTGCTGCACGCTCGCCT
>CLMC860Contig1
AAAACCCAAAACCCGCGGAGGAGTACAAAAGGGGGGGGGGGGGGGGCGCTGTCTATCTCT
GTTTAGCCCAAGACTTCTGAAAAATGTCCAAAGCTACAGCCAACGTGGTTTTGTTCCTGC
CCCCTCTTGATGGAAATCGTTTCAAACTGGCTCGGAAGGGCAGATGTGAGGAGAGTTGAC
CAGTTTCTGTCCGCCGCCGCGAGCGCTTCACTCTCCCTGGGAACTTTAAATTAACCTTTC
ACGCTCCCCCACCACCGACGGTGCTAACAAGCCAGCCGTTGGCGACAAGCATAACGCAGA
TCCGCTTTCTTCTCCCACTACAGCAAACTGCAAGTTAGAAAAAACAGAACAGAAAAAGTT
TCCTTCTCTCCCCCGCCCCGGTGAGAACCCTCCCTTCCCGGCTATCTCCATCTATCGTCC
CCCCGGCCATAAGGCCCGGGTTA
>CLMC862Contig1
AACCCGGGCATTATGGCCGGGGGAACGCCCGGTGTTGAAACCCAAACATAAAACACGTTC
CAGATCCAGATTGAATGAGTTGTGAAGACTTGAAAACTCAGCTATGCAGACCATCAAGTG
TGTTGTCGTCGGTGACGGTGCGGTGGGTAAAACCTGCCTGCTCATCTCTTACACCACCAA
CAAGTTTCCCTCTGAATATGTTCCAACGGTCTTTGATAACTATGCTGTAACTGTAATGAT
CGGCGGTGAACCCTACACCCTGGGCTTGTTTGACACAGCAGGTCAGGAAGACTATGACCG
GTTACGTCCTCTGAGTTATCCGCAGACAGATGTCTTCCTGGTCTGTTTTTCTGTCGTGTC
GCCGTCCTCCTTTGAAAACGTCAAAGAAAAATGGGTTCCAGAGATCACCCATCACTGTCC
AAAGACGCCCTTCCTGCTAGTCGGGACTCAGATTGACCTGCGGGACGACCCCTCCACCAT
AGAGAAGCTGGCCAAAAACAAGCAGAAGCCCATAACCCCAGAGACGGCCGAGAAGCTGGC
CAGAGACCTGAAGGCTGTGAAATACGTGGAGTGCTCCGCCCTCACTCAGCGGGGGCTGAA
GAACGTTTTTGACGAGGCGATCCTCGCCGCCCTCGAGCCGCCCGAGACTCAGAGACAAAG
GAAATGCTGTGTATTTTGATCTTTGTCTGCTGCTGCATCATCTCCCTCCTCTTCTCTGCA
TTCATTAACCCCTTCCTGTTTCATTCCTTCATCCCGATTTTAAGTATTCATG
>CLMC865Contig1
ACCCGGGCATTATGGCCGGGGGATTTTGAATCACCGTGTGCAAAGAAGCCCACCTAAGCT
GCACCGGCGTTATCCGAGTAAAATTTTAAATACCTCCAAAACGGCGGATCCTCATCGTGC
AGCCAAGTTTTATTTTGCATGATGTCTGAAGAAATGGCCACGGATCAGGTGAACGGGAAC
GGAACGGAGGAGGCTCAGGAGCCCATGGACACCACGTTAGCAGCTACTCGGTCGGAGCAT
TTCCAAGCTCTACTGGAAGCTGGTTTATCTCAGAAGGTGGCCGAGAAGCTCGATAACCTT
TATGTAGCAGGCCTGGTAGCACGCAGTGACCTTGATGAGAGAGCCATTGAAGCTTTGAAA
GAATTCAATGAAGAAGGTGCGCTGCAGGTGCTGGTCCAGTTTAAAGAGAGTGATCTGTCA
CACGTACAAAATAAAAGTGCCTTTCTTTGTGGGGTGATGAAGACTTACAGGCAACGAGAG
AAACAAGGGACTAAAGTTTCTCGTACTTCCAAAGGACCAGATGAGGCTAAAATCAAAGAA
CTCCTGGACAGAACCAAATACACACTTGATGTTACAACAGGTCAGCGAAAGTATGGCGGA
CCCCCACCTGAGTCTGTGTACTCAGGTCCACAGCCAACTGTAGGAACTGAGATCTTTGTT
GGGAAGATTCCCAGGGACTTGTTTGAAGATGAGCTGGTTCCTCTCTTTGAGAAAGCTGGA
TCTATTTGGGACCTCAGGCTCATGATGGACCCCCTAAGCAGCCTTAACAGGGGTTATGCT
TTTGTTACATTCTGCGCTAAAGAAGCAGCACAAGAGGCGGTCAAACTGTGTAATAACTAC



GAGATCCGCCCCGGAAAGCACATCGGTGCGTGTATATCTGTCGCCAACAACAGGCTGTTC
GTTGGCTCTATTCCCAAAAGTAAAACAAAGGAGCAGATTGTTGAAGAGTTTTCAAAAGTC
ACAGACGGCCTGAACGATGTGATCCTGTACCATCAGCCCGAC
>CLMC867Contig1
ACCCGGGCCTTATGGCCGGGGGGTTTCGGTGGGAGTCCACAGATTCACGGGGGCTTGAAC
CTGCTGCCAACGAGGAAGCGCCACGGAAAACAGCAGGAATATCCAGCTTTTCTGTGCTTA
TTGGCCCTCGTTTTCCCCCAGTCGTTTGTCTTGGTCTCTAAGGTAAACAGGTCAAAATGT
CGACGATGGATCTGGAGAAGCTGAAGATGATGGGGGCTGGTCGGGCCATGGCAGTGCTGA
CTAGCGGTGGAGATGCACAAGGGATGAACGCCGCGGTCCGGGCTGTGACCAGAATGGGCA
TTTATGTGGGGGCCAAAGTGTATCTCATCTACGAGGGATACCAAGGCCTGGTTGATGGGG
GCGATAACATCAAATTAGCACACTGGCATAGCGTGACCAACATCATCCAGCTGGGTGGGA
CCATTATAGGTAGCGCCCGCTGTAAGGCCTTCACAACCCGCGAGGGACGGCTCGCCGCTG
CCTTTAACCTCGTGAAGAAAGGCATCACCAACCTGTGCGTGTGCGGAGGCGACGGCAGCC
TCACCGGAGCCAACATCTTCCGCAACGAGTGGCGCGGTCTGCTGGATGAGCTTGTGAAGA
AAGGAAGGATAACGGACGTCTTGGCAGAGAAGCACAACCACCTGAACATCGTGGGGCTGG
TGGGCTCCATAGACAACGACTTCTGCGGCACCGACATGACCATTGGGGCCGACTCTGCGC
TGCATCGCATTATGGAGATAATCGATGCGATCATGA
>CLMC875Contig1
TTTAACCCGGGCCTTATGGCCGGGGACATTCAGTCTCGTCTTTCTCTCCAAGACTCGACT
TGTCGTCCAGGATGGCCAGAACCAAGCAAACTGCCAGAAAATCCACCGGAGGAAAAGCTC
CCAGGAAGCAGCTCGCCACCAAAGCTGCCCGCAAGAGCGCACCCGCCACCGGAGGAGTGA
AGAAGCCTCATCGTTATAGGCCCGGTACCGTTGCCCTCAGGGAGATCCGGCGTTACCAGA
AATCCACTGAGCTGTTGATCCGCAAACTTCCCTTTCAGCGGCTGGTGAGGGAGATCGCTC
AGGACTTCAAGACCGACCTGCGCTTCCAGAGCTCTGCTGTCATGGCTCTGCAGGAGGCCA
GCGAGGCTTACCTGGTGGGGCTCTTCGAGGACACCAACCTGTGCGCCATCCACGCCAAGA
GGGTCACCATCATGCCCAAAGACATCCAGCTGGCCCGCCGCATCCGCGGAGAGAGGGCTT
AGGTCAACTAGATGTCCTTCACAACCCAACGGCTCTTTTAAGAGCCACTGACATGTCTGT
TTGGAGCTCCAAGTCTCTCCATTTGTACGACGTTGCGTTACACTTGTGAAATCGATCTTT
TAATTAATTTAATTTTTTTTTAAATCTATTAATGTCTGACAATCTGACCTAATTAAAGCG
CAAATTAAAAGGCTAANAAAAAAAAAAAAAAAAAAAAAAAAAAC
>CLMC881Contig1
GGTATGGAAATCCTGCCCCACGAGCTCAACTCTGCCGGGAAGCAGATCCTCAAGGTCCTC
TTCATCCTGCTCGGCTTCACGACCATGGCAGCGTTGACGTTTCTAGGTTGAGAAGCTTCC
TTTGCAGTCAACATGTCTGCCGGGAAAAGATCGAAGGGTTTTGGTGCCGCCCACTAAAGT
CGCCCGCCATTGTTGGTGACATCGATGCAGAAACTACTTTCAGCAGAAGTGAAACTGCAG
GGTTTGCTGCTGCACTGTTACATCAACGACCCCGATTTTCATTTTAAGTCTTTTTTTAAC
AGATTTCAATGCAGTCAGAAGCTCTGACATGATTTGCACATGTAAATTTAGAGAAAACCA
TTTCAGAGGACAAACAATGTGTCCTCACATCTAACTGACCTTGTTTTAAAACTCTCTTTC
GGTTTATAGATCTACTGCTTTTAACTAAAAGGAAATCACTGGAACAAAGGGCTTGGTTGT
AAATATGTTCTTCAAATATATACAATAGCATCTTAAAAGGTTGCATGACATCTACAAATC
AAGAAAGAGTTAAGACATTTTATTTTTTATTACTTTTTTATTTTTTACAAAAACTGAGTG
CCTTGTCACCTTTGTAACAAAATACTTTACTGGTACTATTTTTTTTCTTAGCCTCGGCTG
CGAGGTTACTGTAGCACATTCCACTGTTTTTTTTGTGTTTGTCTTATTTGTCATTTTCAG
TCTTGTTGCAGTTTTTACATTTGTTCAGTAAAATAGAATAAATATTTGACCGACTGGTTT
ATTTGAGTTCAAACACAAATGAGCCCTTTTCCATATTTTTTTATTTTACAACAGTAAACA
GTGCTTTGAAACACCTTAGCACCTTAAAGCAAGGCATTTTTTATTTACACACTGTAGACT
GAAAATCAGATACATTTGTGTGTTGCTGTTTCCCCTCACATGGATGTGTTAAGTCTATCG
GATTTTGTGCATTAAGTCTTTATAACTCCAGTTTGAGTCTTTCATGCATTCGCCA
>CLMC893Contig1
CTGCCTCCTTGAGGAAAGAGAATACAAGAAGGATTCCAGACCTCTTGCCCCGTTTGCCCT
TGGTAAAATAATTGGACACCACATCATCTCCTTGTTGTATGGTGGATGGAAGTACATTTT
CTCCTGCTGACAGTGACACAAAGAAGGCAAAGGGGATCACCCACAGGCAAATAGTGAAGT
ATGCCAGCACCTCAGAAAATGGATAATACTCCTGTGCAAAGTACTGGAAGGCCATATAAT
GATTCACCACCACCAACACACATGAAAGGATAAAATTCGGAGAGCTCAGCATTATGTAGG
GGAACGTCTGAAGGAGCCCAAAATACACCAGATTTGTGAAGAGGCCAACTCCCACCATTA
TTATGGGGAAACCTTCAAAAACATAGAGACCTGCCAGTACTCCTGTGGAAAACAGAATCA
TGTACTTTATTATTCGGCTAGTGGCTACTGTATATTCTTCTATGAGTTCGGCCAAGTAGT
ACAGGCCAGCAGCAATTGCAAGAGTGACGAAGGATATTTGAATCACCAACGAAAGCCAAC
TGAGCAAATAAATAAACCACATCTCTCTTCATATGCCCCAACACAGAAAACACAAGAAAA
TATTTCACAAAAAAACTGCTAGCCGGCTGCTAACAAGCTGGATCAAAGTTCCCCCGGCCA
TAAGGCCCGGGTT
>CLMC902Contig1
CACACATTTATAATTCAGTCAGAACATTTGGAGCCTCAGGTCAATGTCAGAGATACTTGG
AGGATTGTGATGGTAAAATAACAAAGTGCTGAAGTTTTGAATTATAAAAATTAAATTAAC



TTAATACTTCAAGTTATTCCTTTTAATCAGTCAGTTTTCCAGTTTGTTCAATCATGCATC
TGCAATACCACATCACTACAGATTGAGATGTCATTCATACAAATTGAACTGGGAGACTAA
CCACTCCGTTTGAGCTTTGTTATTCCGCTAGATGTCACCGTTTCAAATAGTCCGTCATTA
AATTATGTTTCCTAAGCTTGTGTCAGAAGTATGCTGAAGTAAACATTCACAAACTTGCCT
GATTTCACTCGAGTCATTGATTTATCAAAATATAAGATCGATTTCATAAAAGAATATTTG
CTCGTCAGTCATGTGGGTGGTCCTGAAAAGGACCGTTGTTTGTTTTTTGTCCCCCCACCC
GCAAAAAAAAATCCGAATCCGTACAGGGTTCGGCCCTGTCTCTTCAGAGCGTAGACCACG
TCCACGCCGGTCACAGTCTTCCTCTTGGCGTGTTCAGTGTACGTGACTGCGTCGCGGATG
ACGTTCTCCAGAAAGACCTTCAGCACGCCACGAGTCGTCTTCGTAGATGAACCCCCAGAT
ACGCTTGACGCCGCCACGACGTGCCAGGCGACGGATGGCGGGCTTGGTGATTCCCTGGAT
GTTATCACGGAGAACTTTGCGATGACGCTTGGCGCCTCCTTTCCCCAGACCTTTGCCGCC
CTTGCCTCTTCCGCTCATGTTGATTTGATATCTTACGTGAGTCTAGAGTACTCTCCCCGG
CCATAATGCCCGGG
>CLMC904Contig1
AAAACCAGGTGCAAAGCTGCTGCCATAATCTGGTTCCCCACCAAAGTCTGGATAAGCCAT
GCTCTGCTCACGCCCACCAAATCCGGAAGCAGCATATGCAGACTTAAAAACAGAGCCGTT
TCTCTGGAAGCCATTTTGGTCTAGAGGGCATTCTTTGGACCAGTGGCCTTCCTGCCCGCA
ACCATAACAACCCGAAAAGTCTCCCATTCCCGGCGCAGTACGCAGGCGGCTAGTGGAAAG
CGGCACAAAAAACAGTCTCCCTTTAAAAGCAGTGTTGTCCAATTTATTTATAGCCTCCAT
GGCATCTTCCATTCTCTCCATGTGCACAAAAGCATAGTTTTTTACGATGTCACACTCCAG
CACGGCGCCAAACTCTTCAAACTTGGCTCTCAGCTCCTGGTTGGTACAAGCAATGTTACC
AACGTGGAGTTTGGTGGATCCTCTTGATTTGCCGCGGCTCAATTCAACATTCATAGGCTG
GGCGTTCAGCTCGTACTGGTGAAGGTTGCGAATGGCCTCCTCTGCCTCGGCTTTGCTGTC
CATGTGCACAAAGCCAAAATTCTTGACGATGGAACATTCTGCAATCTTCCCATACTGGGA
GAACAAGGAGCGAAGTTCTTCTGTCGTCGTTTCAGGGGCCAAGTTGCCAATGAATATTTT
CACCATCGTTAGGCCTCCACGTCACTGTAAGCAAAATGGGGCTCGGCGGGCCTGAACCTG
CGAAGAATGAAATGGCGAACGATTCGAATGGATCGTCCCTATCTGACGTCACGCGTAACT
GACGTCCCCGGCCATA
>CLMC909Contig1
AATACGTACATCTCTGTAACGGAAGCTTTCCCCTGGTGGCACCTTGCAACCTTTGNAGGC
ATTGTTCGACTCCAAAGGCAGGCCACAGGTGGGGTTGGTGAGAGCCATCCCATTTGGAGG
ATGGGGAGCATTGTGTGCTTTGGGGTTATGGTCTGTGGAGCTCTCATTAACAGGGAGACA
TGGCTCTCGGCTACCGTAAAATCCACAAGTCAGAACACAACAGAGGAGAGCCTTGCAGCT
ACTCCATCCCATAGACGTGCAGGAGCCGCAAGACGGCCTGTTCACTGGCGTGCTGTCTGC
TGACCCCGGTATAAATCCAATACTCTGGGAGTTCCGACACACACCATTTCGAGATTGGCT
TTTGCTCCGGCTGGTCTCTAGGTAGCGGGGGTGGTGCATGTGGCGCTCATGTAGATGCTC
TCCATGGGGATCCTTGTAGGAGTCTTGGCTTGCCGTGCTCTCCCTGGATATAGTTCGAGT
TTGTCTGTACTTGTCCAGCCTGGAACTTGAGGTGTGGTTTCTGTCATGGTAGGACGGCTG
TGGGGCCTCTGTGCTGCGGCCAGGCATGGCTCAAAATGCCGGAGACAGCATAAGAAGACA
CAGCGGCAGTCGCGGTTACTCTCAGACAACTTGTTCGGCGAGCAGCACCGCGGAAGTCCC
ACGGGAAAAGCCCGCAGAGAGCGCTTGTTCAAGCATCAGCGGGCGGGCGGACGGACGGTG
GACTTCTAGGTGGTTCCGAGAGTTCGATTGGAGTCCGGTTCCGCGACCGAACCACGCAGC
GCGACTCATTGGCGTCGCCCTACTCTTCCTTTGTGTGTTGCCTCCCAATGTTTGGCTATT
ACCTGCGGCTACGGCTAATCCCACAGGTGAGCCCCCGGCCATA
>CLMC913Contig1
GAAGAATCCTTCTCTTGTTGTGATAGGTGATGTAGACGATGGCCACCAGGAAGGCCAGAA
TGACCAGGTGAAAGAAGAAGTGGGAGTCCTGATCTTCAGCATTGTAGTTGTCCACTTCCT
CAATGTGTATCAGATCTTTTTTCTTGTCAGGTTGCTTGTCAGCCAGATTTTTGCTGATGT
CAGTAAGGAGATCTTTGTCCTCATCATCACCTTCTTCTTCATCGCCGTCTAACGTCTCTG
TCGCGATGGAATCAAACTCAGTAGCCAGATCGATGCTCGGCAGGGCTGAAGTGTGGGGCA
TCGTTGGTGGGGCGTCCGACTCAGATTTTGGTTTTGTTGTATCTTTTGTTGTTTGAGTAT
TCTTTACAGTTGTGGCTGGAGGTGTTGTAGGACGTATAACCGGTGTTTTGGTGTCAATTG
CTGTTTTGTTGTTATCAACAGCAGAATTTACATCCTTCTTGTTGTTTGTTTGCTGGTTTC
CTAGCATTTCTGCTGTAGCATTTGCAGGTGGCGGTTTTTCTGTGCCATTATGAGAAGCTT
CAGTTGGATTTGCCGGCGTTGAAACAACTGGGTCTGCTGTTTTCTGTTTTGTGGTTTCTG
AGGAACCTTTAACGTCTACAGGCTTAGGGGGATTGATTGTTGGACTTATCGTTTTTTTCC
CCTCCTCTGCTAAAACACATCTGGTGAGAAGCAAATGAAGAACCAAAAGGGAAAAACAGG
CATAAACGCCGCTGCTTCTTCGCTGTGCGCTTCCGTGCGTCGCCATGTTGCTGCGTGGCT
GCCCCCGGCCATAA
>CLMC914Contig1
TATGGCCGGGGGTCGCTGTGAGAGGCGCGGGTGCTAGCGAACGTGCTGCCTGACCAACCG
GTGCGGCTTTCACTATCAGCAGCTTGATTTTTTATTTTATCCCGATCAAGTTCGGTAATT
CGTTGACGTCGCTTAGCTATCATAACACAGTACACATATTATTTGACGGTGGATTCGAGT
AAAGGTGAGAATTGCATCAAAAATGTCCGAAAGTACTACCTGCGCCGAGCAGCGGGAAGA



GAATACTGAACTTGAAGAAGAACAAGAAGCCGGGGGAGCAGAAGAGGAAAAGTCTGACTC
TTCAGATGCCGGAAAGGAGTCCTCCTCAGATGCTGGTCCTGATGGACAAGATGCATCCTC
CTCCTCATCGACCAAAACTAAAGAAGATGCTCCAGGTTATGAAGAGAAGGTGCAAACAGA
CCGGACCAACAGATTTGAATATCTGTTGAAGCAGACAGAGTTGTTTGCTCATTTCATTCA
ACCGGCTGCACAAAAGACCCCCACCTCCCCTCTGAAAATGAAACCAGGCCGTCCTCGGAT
CAAAAAAGACGAGAAACAGAATTTGCTGTCTGCTGGGGACAACCGCCATCGCCGCACAGA
GCAAGAGGAGGACGAAGAGCTTCTCAACGAGAGCACAAAGACCACAAATGTCTGCACCCG
CTTTGACGATTCCCCCTCATATGTAAAAGCTGGAAAAATGAGGGACTATCAGGTCCGTGG
TCTCAACTGGCTAATTTCTTTGTATGAGAACGGAATCAACGGCATTCTTGCAGATGAAA
>CLMC919Contig1
ACCCGGGCATTATGGCCGGGGGACAGATAAGCAGTGACAGTTGGAGGAGAAGAATCCCTG
CTGGGACTTTGGTTCAAGTGCATCTGGTCTTCGGTAACGTTTCTCCTGTGTGGAGTTTCC
AGGCTTTATTGCATTGAAGCGTATTGATATGTGGGCATAAACAGCCAGTAAAATGAGTGG
AGAAAACAAACTTTTCGGAGTCACTGTGGACGGCTCCGGGTCAGGAATCTCTGCTAAAGG
AACTGCAGATGGAAATATTGCTGCGAAAACTGGCTTGCAAGCAGATAATAAAATTGTTGC
AGCCACTATAAACCTCACAGATCTTTCTGAAGATGAAGTGGAGAACATCATGAAGGTCCT
CAAGCCTTATGAAAGCAACATGAAGGTTCTGACCAAGAAGGACTTAGGTGCCTCTGCTGA
CCTGGATGCATTGGGATTGGGTCTAAAAAACTCTGCTGGGGTGTTGTTCGACAAGGATCT
TTCACTTGACGCATCAGCTAAAGCACCAACTGTGTCTCTTGATGGCCTGACTGGAAAGCT
CAAAGGTGGGACAGGGGGTGAAATAAATGGTCCTACTTTCAATGGAACCCTTCCAAAGCT
TGGCCTGAAAACCCCATCTGGTGATGGTGGCGCTTCAGTCACTGTCCCTTCCGCAGATCT
AAAAGCAGATCTAGGTAGTAATATCAGTGCACCCAATGTCAGCGTCCATACTCCCAAAAT
GAATGCACCAAAAGCGGCACTCAATCTTAACGTGCCAAATTTACAGACGGAACCCATGAA
CGGCAAGGCCCCAACATTTAAAATGCCAAAGTTCGATCTTCCTCAGTTTGACCCGCC
>CLMC924Contig1
ACCCGGGCCTTATGGCCGGGGAAGGCCTCAGTGACAGAAAGCAGAGACAGCAGAGGAGGG
AGGACAGGCGCAGAGTCCAGTTTTAGAGCCTCAGTGGATTATATATATTGAATTTTTTGG
TCTTTCAAGGAAACTCCAAGGCCCGAATTGTCAGGGCTTCTCCAAGAGACGGAGAGATGT
TGGAACCCCGTGAAATACCGAGCCACCCTATCGCCCATGCTCCAAATCCCCCACCAGTCA
ACCCCCCACCATATCCTGGACTCAGAGCAGCAAATGGTGTAAACGGCGGCCCTGATATTT
CTTTCCTGCGAGCAGAGAGAGAAGTGGGCATCCTCAATCACTGTTTTGATGACATCGAGA
GTTTCATGGGCAAGTTGCAGCAGACTGCGGATGCTGCCCTGGTGCTATCACAGAGGAAAA
CCAAGAAGAAAAAGAAAAGTAAAAAGCAAAGTGCTGAAGATGAAATGCTTGCTGCAAAGG
CCCAACCCCCACAGGCGGAGGAATTTGTCGAAATCTTTCAGAAATTCAAATATTGCTTCA
GCCTCCTGGCCCGTCTAAAATCAACCATCGTCAGTCCTTCATCAGAGGAGCTTGTGCATC
ATGTGTTCAAACCTCTAGATATGATGGTGAAAACAACAGGGGGACCAGCCATGGGAGCTG
CAGTGTCCAGCCCTGCCATGACTAACTCCGCCATTTCCCTGCTGCAAGAAACCCTGAATG
AGGAGGAGAAGCAACTGTGGACGTCTTTGGGCCCCAACTGGACACACCCCCGATCTAAGC
TCCGAGGACCTGTTGCTCCATACACTCCTGTGTTCTTGGATGGG
>CLMC936Contig1
TATGGCCGGGGACGTGGACGAGGACGCCGAAAACCCACCGATCGAAACGCTGCAGGAGAA
GATTCCTGTCGCAGATATTAAAGGCTTACTGATCGGGAAAGACTGCCCGCACATGAAGGA
GAACAAAGGCAAGCAGAACAAGGAGGTGCTGGATCTGGCTTTCACCATCACATATGATGT
AGAGGAGTACAGCTTAAACTTCATCGCTCCCTCCAGGACCGATTTCTGCCTGTGGACGGA
CGGACTGAGTGTCCTCCTGGGTCGGGAGATGAGCAGCGAGGCCATGCGCAGCGAGCTGGA
GATCCTCCTGTCGATGGAGATAAAGCTCCGCCTCCTGGACCTGGAGAACATTCCCATTCC
CGACAGCGCTCCCGTCGTTCCCAAACCTCCCAGCAACTACAACTTCTGCTACGACTTCAG
CCAGACGGAGCAGTAGGGCGGCAGAGCCCGGCGATGCGTGCACGTGTAAATAATGTGTGT
GTTTCTGTGCCCTGACGTGCACTCATGCACTTACTTGATGTAACTCAGATAAACAGTTTA
TTTTGCCTGGGGGGGGGGTTAACGCCCCCTGCTGCCTGAATTTTCATAGTA
>CLMC945Contig1
GCTGCTTCCACTCTGGATACTTCTGTCCTGCCTTATGCACACTCTTCAGGACCCGTGGAG
CAAGGACCTGAGACGCTTTGTTGACCACCCACTTTGGGAGAGAGCCTTTGGGATCAGCTT
GTGAAAGGTAGATAAAGGTGCAGCTGTTCGGTCCAGTGTTCTTGATGTAGTAGCCGGTCA
ACATGGACACGGCCCTGACCAGGTTACCTTGAGCGGGGTATTTCGGATGTTTGACTGAGA
AGTTAATAATAATGTACTCGTCATCCTTAACCTGCCAGGAACGCAGAGTTACAACATCCC
TGTTTTTTAATGGCTTTGGACAGTTCCATGAATAATAGCCCACATCTGCATTGTCAGAGA
GCCTGGCAATGTCGAAACTGTCCAACATGTTGGGATCCCAGGTCTTCCTGTACTCGCCGT
CATGGATTACATCATACATGGTTGCAGCAGACACGTCTTTGATTGTCATTTTACACCTGA
TTTTGTGGACCTTTGGTGCACTATTTGGAGGTGGATTTTCGATCCACACCTGCATGTCAT
TTTTGTTGTATTTGCTCTGCCAGCAGTTCTCGGCTGATAAACACTGCCTTCTGAAGTCAG
CAAAGACCTCGTCGTCGGGTAAAATACTTGCTCGGGTCATGTTGAGACTCTAAAACAGAA
GCGTCCGTCCTTTCCGCCTGTTCTGGCTGTAGGTGGGAGATCCTCCGTGCGGCTGCTTTA
AGGCTTGTGCCCCCGGCCATA



>CLMC947Contig1
GCAGTCATCGAGGCCCTTCAGTTTCAGCTCTAACAACCCTGATGCTGCGGTAAATTTGAA
CTCTGTAGATTTGGTGAAGGAGAACTGGACCTCACATGGCAGGGAATCAAGGTCATCTGC
CTTGATGCAGTGAGGTAAGCCTTCCGTGTACACATGCCAGCGATAATCCTCCTCTCGCTC
TTTCAGCTCCTGCTCCCGACTGTACCTGCCCAGATGATGCTTGTCATCTAAGACCCTCAG
AGCTGTAGCTTCCCTGAAGCGGTGCACGCTTTTGTCACTGATCCAGCGGTGGACGGGAAA
GGTAAACGTGTCTCCATTAGGGGATTTCACCTCCACCTTGGCGAGGAACCAGGAGTCTTC
TAGGAAACCCAGAAAGGCCTTTTTGTCCACCTCTACCAGAACCAGTTGTCCAAGAGAGGT
GGGAGCAGAAACAGTGAAGGAGGACACAGCTCCACTCATGAAGGCTTTGGCCCCTTTGAG
GCCTATGAGCCACTTGCGTTCACTCTCTCCTTGAGTGCCGACCAGCTTTATGAAGACGTG
GTTTAAAGTCCCAGCAGCGACTCTGTTGTCCGTATATAAAGTGACTTTATAATCCGCCAT
CTTTATTTCCAGAAGCAGAGGAAATTTCTGTGATTGAGAAGTTACAGAGAGTAAATGTTG
C
>CLMC974Contig1
GATGCACTTTCCACAGTAACGCTCTGTGCTGTGCAGAGCGTAGAGTCTGGCTGCATGGCT
CCAAAGACTGCTGCTGTAGCTCGCCAAGACCCAACTGAGGCCAGCAGCCAGCAACAAGCT
CAGGGAGCTGTGGAGAGCCCCCTGATGGAGGAAAGCTAAAGTGCAGAGGAGGCTGCAGCC
CAAGGAAAACTGGCACTGAATGAGAAGCAAATCCAAACTTCCGACACCTGCATTCAATCC
GGCTGACATCCAGGCAGAAACAGCTCTGAGCAGAAACTCAAGCACTATGAGTGAGGATAC
TCTGGAGCCAACCACAGACAAAACAAAAGACAGACTCCAGAACTGAAGAGCTGCTCTCCA
GCTGCTCCTCAGGGGGGTTTCTGGTGAGGAGGGCTTCTGTTCACTCTCACCTCCAGATAT
TTCTGAATCCCTGCATGTTTGAATGAAATGGTATACTCTCAGCAGATTGTACAGAACGGA
CACTCCACAAGCGCTGACTAGTCCTCGAAGAAAGCAGTCAACAGGATTTGAGTCCAAAGG
TGTCCATTCAAAAATTCCCCTGATCCAAGAGAACAGGAAGAACATATCTGCACTTTCCTC
CCAAATCTACTGTCAAACTAAACCAGATGTTGGTGCCACTTCACTCAGGACCTCATAAAA
CCGGATTTTAAAGAG
>CLMC978Contig1
AATTTGGCGCAGGTTAACCCGGCAACAATGACAAAAAAATCATTAAGAAGTGTTGTTTTT
CATTTCGTTCTCCCACCATTATTGCTCTTTGTTGTTGTTTTTCTTTAAACCCACATAAAC
TATTAGTTTTAATGTGAACATGCCACGCAGACGACAGAGAGCCATGGCCGGGAGTGTGTC
AGACGGGACGGAAGACTCTGACTCTTCTGCTGAAAGAGAACAGACCCACAGCTCAGAGAG
TGATGGAAACATGCCTAAGAGGCAGCGCCTCACCCGAGCCTCCACCCGCCTCAGTCAAAG
CTCTCAGGATACACCAGACCTGAAGCGAGCCGCCGACCATGACGAATCTCCACCCCTGAC
CCCCACGGGAAATGCCCCCTCATCTGAATCGGAGCTGGACATCTCCAGCCCAAACGCCTC
TCACGATGAGAGCCACACCAAAGACCAAGCCAGCAGAGATTCAGATAAAGACCTCTCCCA
TCGACCCAAACGCCGCCGCTGTCACGAAACCTACAACTTCAACATGAAATGCCCCACCCC
GGGCTGCAACTCACTGGGCCATTTAACAGGGAAACACGAACGCCATTTTGCTGTATCAGG
GTGCCCTCTTTATCACAATCTTTCTGCAGATGAGTGCAAGGTAAAAGCCATCAGTC
>CLMC988Contig1
GGCTTGGANCNNTAAACCCGGGCATTATGGCCGGGGCCGGTTCAACCGATACACGGATTT
TAAATTTCTTTTAATCGTCTCTGGCCGGCTGTTCCCATTAACCAACATATACCCGATTGC
TTAATGAACATTGCTGAAAAGACGCGTAATGGCTGCTGGAACAACAACAAGCGATTATCG
AATCACAATGTGCGAGTCCAGCGATGAAGACTTTGACCAGTTTTTGGAGCAAAGGTTCAC
ACCTCAAGCTAAGGCTAAAGCGACTTCACAAAAGCCTCGCAGTGCAGCTAAACCACCAAG
CGTGGTGCTTGTGGTGAGCTCAGATGATGAAGATGACGCTCCTTTTGAAACATTTCTACA
ACGAGTGAAAACCCCCACTACCAAACCCAAGAGAGCAGAGACTCACAGTGGGGACTGCCT
TAAAGACTTTATTGTAGATGACAACTCATCTGATGAGGATTTTATCAAGACAAAACCATC
TCTAAGGGGTCCTAAAAAGGGCAATACTCCAGCTGCCCAGCACTCTGTCAGAAGACCGCT
GTCTCAGCTCAACTCCCCTGTCTTTGTGAGTGACAGTGAAGATGAGGATGATAATATTAT
CATCAGGAGCAGTTGGAAACTGCGTCACTCCAAGCCCATCCCAAAGGTTCAAAACCATGA
TGGAGAAGATGGAGAGGAGCAAAACGTTCCACCTTCGCCTCCTCTGCCTCCCAGTCCGTC
TCTTTTTCTCCCTCGCCCTCCTGGAAAGGCTTCGGCATCCATCTTCTCGCCAAAGCGCAC
CTTTTCTGCACCTTCTCAACTGGAGGAGTCCAGCAGTTCCGAGGAGGAGTTTGTGTCT
>CLMC999Contig1
ACGCAGCTGTCATCCTTTCTCTGATTACACTGGAATCGACAGTGAGCCAAAAAAGGATAC
TCGTTTTTGAAAGTCTCGTTACATCTTTCACATTTGAACTCTTCATTTAAACCTTTTGCC
ATGTCTGTGAAGCCCAGCAGGTGGGTCAGCTCTTGGTCGTACCACACCAGCAACTCTTCC
TCCGGCCGGATTTCCCGGGTTGTCCGAACATAGAGCTGACCCGCTTTCAGAAAGGCCTCT
GTGTTCTTTTCCTCTTCGTTTCGCGCAGCTTGTACGAGCCGCAGCCACGACAGTACCAGG
GCTGAGTTGCACATCGCCTCTGGGTCAATCCTGAAAACATATGATTTGGCTCTTCTGTCG
GAGGATTTCTGCGCTATAAAGGCGATGGTGTCGTAGAAAGTGTTTTGGAGCAGGCATGGA
CCAAAGCACGCGCCTGCGGGGATGCTGCGCGTCACGACTACGCTGGCGTATAGATCCGAT
GGATGCTGGACGAATTTGCAGTCACTGGTCCAGGCGGACCGAGCCAGAAGAGCATGATCC
ATGGTTAGACCGCCGGACATGAAAAGGATGTGGGTGATGCGCGGCAGCAGCTCACAGCAG



GTGCAAGAGTTACCTCCCCGGCTCGAATCCCTCCTCACACTGTAGTCTCTCTCCTCTTCC
TCTTCCACTTATCTCCCTCCCCCCCGGCCATA
>D89297 ID   D89297     standard; mRNA; EST; 669 BP.
TTGATTTTCCATGAAGAAGCAGGGAATACGAACGATGTAAACGCACAACAATGATTACCC
TTCTTTTGCTGATTTTTGTTGGAATACAAAGAGCAGTGGCAGTGACTCACTCTCTGAAGT
ATTTCTACACTTCATCCTCTGGTATCCACAATTTTCCAGAATATGTGTCTGTCGGATATG
TAGATGATGTTCAGATAAGTCACTGTGACAGCGGTCACAAGACCTCTGTAGCTAAGCAGG
AATGGATGAAGAAAGTGACAGACGAGTACCCAGATTACTGGAAGGATGAGACAGAAACAT
GTAAGGAAAAGCAGCAGGCCTTCAAAGAGAGCATCAGAGTCACAAAAGATCGTTTCAACC
AAACAAAGGGTTTCATGTGTTTCAGAGGGTGTACGGATGTGAGTGGGATGATAACACTAA
AGAGGTCAAAGGTCTTGAGCAGTTTGGTTATAATGGAGAAGACTTCCTTGCTTTTGACCT
GGAGACAGAATCATGGATTGCAGTAAAACATCAGGCTTTTACACCAAACAGAAATGGGAT
CATTCGAAACATATTGCACAATATGAAAGAAATATCTCACTAAAGTGTGTGTCGATGGCT
GCAGAATACTTGGCTATCAAGAAAATCTCTCATGAAACAGTTCTTCCTCAGTGTCTCTCG
TCAGAGTCG
>D89302 ID   D89302     standard; mRNA; EST; 658 BP.
TCACGAGCAGGACCACAGACTTTATTTTGGATTATAAACATCCTTTTACAAGGAAGTAAG
AGCATGCCAAGGTTTTATTTTAATGTAAACAAAACTGTGCTTTTAGTGAGTGCCTCTTGC
CAGTCGCCGTGTCATTGTTTTTGCATTGCCAGTGCTGTTGAATGTGCACTCTGCTGTTGC
ATTTGCATCCGTGCATTCAGTCCTGTCAAGTTAGCCTCTTAGTGGTCGCAGCCAAACAAC
TCCAGGGAAATTCTGTGCTGCTCAGGAAGGGCCCTGGCAGCTACAAAGGTTTTGGGGCTC
TCAAAGTGGTAGTAGTGGTTTCCTCTAAACACTTTCACTCCTCCGGGACCGCACATGGCG
CCGTCGACCTTCTTCAGGATGGAGATAGGACGTTGTTGGTTGCAGTGCGAGGGGTGGCAC
TCATATCTACATCGTACATGTGCCGATCTTTGATGATGTGGGCAATATGGCGGTCCTGGC
AGACAATGCAGCATCGATGGGGCCCTTAATGCCAGCTCCGCCTGCACAGGTTGGGATAAC
CTGGCCAGGTGGGTGTGCGGCTCACCGACTCTGTAAACGAAGAGCTGATCATCTTGATCA
TGTAGAGGTGACTGTTGTAGGAGAAGACAGCGTCCACTCGTGTGCAGCTCCTTGAAGG
>D89306 ID   D89306     standard; mRNA; EST; 549 BP.
TCGGACGCACAGACGACCGGGTGACGTCGAGGCGGCAGAGGCGGTCCGCGTACAACGTGG
GCATCAAGTGTGCCACCATCACACCAGACGAGAAACGCGTGGAGGAGTTCAAGCTGAAGC
AGATGTGGCGTTCACCCAATGGGACCATCCGCAACATCCTGGGGGGCACCGTGTTTAGGG
AGGCAATCGTCTGCAAGAACATCCCCCGCCTGGTGTCCGGTTGGGTGATGCCATCATCAT
TGGCAGGCACGCCACGGAGACCAGTACAAAGCCACAGTCTTTGTTGTAGCCGGTCCTGGA
AAGGTGGAGATCATATACACGCTGTGAACGGAGAGCCAGTCAAGTATGTTGTGCACAACT
TTGAGGGCACGGGGGTGTGGCTTAGGGATGTACAACACGGTATAGTCATACAGGACTTGC
CACAGTACTTCAGTGGTCTGTCATAGTTGGCTTGTACTAGACCAGACACATCTGAGAGTA
CGTGACGTTAAGTATTCAGGGATCTACGGAGATACGTTAGTTTTGGCAAAGATTGTACGG
CACCGCTAT
>D89313 ID   D89313     standard; mRNA; EST; 528 BP.
GGGCACCACAAGAGGAGATTTTAGCGGCCATGTTAGCAGGAACGTGGTCCACGCTAGTGA
TTCACAGGAGGGAGCCAAAAGGAGACCCAGCTGTGGTTTGAAGCGAAAGAACTGCTGGAT
TGGGATTGCTGTGACCAGATTTACACCATTGAAGTGTGAGGAACCTGCAGCGTTTCTCCT
GTGGGTTTAGAGTCTGTCTCTGTTTGACCACAACCATTGAAATTATGAGCAAATTTTAGT
GCAGAGTCTTCTAATTTATATCATCAAGCAGATTCAAAACTTAAAGAGTTAAGCTGAAAA
TGTAGATTTGAAAAGGCTTAGCTGCCAATATGTCCAATTGATCTGTTGCTGTTTTAACTG
CTCTGAACAGAAGAAAGTAACTAAACCAACAGATTATTGTTTATAAAATACCAAATTCCT
TTCATGGATTGATGTGTTCAGATGATTCTAATATGTGGTGATTAATATTGATACGCTAAT
TTCTCATATTTCTGGCTTCTTAAAGACTTGAGTAGCGGCCGCGAATTC
>D89320 ID   D89320     standard; mRNA; EST; 507 BP.
TCTAAAGTATGAGCTATGCTGTGCACAGTAATATAAGGCTTTTTACAAATGCGCTTATGA
CAAAAAAAAGCATTAAAATTTAAAAAAGGAAAAGCAGATGTACATGCGCTGCGCTGGGCA
ACATAAACACTTTAGAAGAAAAGAATGGGAATGCTGCTGAATTAATCATTGAGCATTCCA
GAGCTTTACCCCACTAATTGCAAATATCAAGCTTCTGCAACGTAATACTATAAGACATTT
GGCTTAAAGGGTAAAAAAGTGAAAAGAAATACGTTTTTGGGTAAAGATCAATCAGATTTT
ACAGCAGTGTTTGCAGTAAACTTTTTAGACTCTTCATGGCCATGAGCAACATTTGCAGCT
ATCCTGGAAAACTAAACCATGGGGGCATGTGCGGGCCTGGTATGCCATCGCGCAGTTGTA
AAAGAACCTGGAGCATCTGGTTTGGCGTAAACGCTCCAATCTTTGTGGCACAGAAGTGGT
GTCGGAGCTGTTGGTCTGGATGGGTTG
>McF0001MGR-1A04bd1
GGGTGTCGAGACTTGTTCGGGAATTTGAGGAAAGGAGGGGAGCTGGGGAGAGCAGAAGGA
GGCTGCAGGAGGGAGAAGCGACAAGAAATCCACGTCAACAAGGACTTTTCTCTGGAGTGG
GACCATTGAATCATTGAGGACTTAAAAAAGACAGTTAAAGGAAAAGCCGGTGGACTTTTG
TTTGGGAAAGAAAATGAGGGTATTTGCTGCTGTGTGACTCACAAAACAAAGGAATGACAT
TTTCAGAGTTGTGCAACAATCCCATGCCTTTTTGAGCTAAACTGAAACAAGGGGAGATCA



GTTCTCCCCAGAACAAAACTTCAGGTAAGATTTTTACTTTTTTTATTTTAATTTTAATTT
TCTGTGTGCTTCCTCTGATATAAAGTCAGAATTGTATAAACAGCTGTAGATTCGGTGCGA
AAGGTCTTACCTGTGTGTCATATCTGTGCATACTGCCCTGGCAGGGTGTAAACCTGTTAC
CTAATCTCGTTCTTTGCATTTACATATGATAATTTTGCTGTTATCTAACTTTGATCTAAA
ACATTTATCTAAAATGACAATATATTGCCCTTTTCCAGGTGCTTTGGGTGTCACTATGGG
CACCAAAAAAAACATCTATACCCTCTTGGGGAATTTATCTAACATGGCAGATCACAAGTT
TCTGCCAGGTGGAAAAAGCTCCCGAGATCCAAGTCCCTTGCCAAAAACGACGTCCTCATT
AGAAAGAGAAAGGGACCCCACGCAGGANAATTGGAGTACAGATCAAGAGAAAGCAGAACA
CAAAGATGTGGGC
>McF0001MGR-1A17bd1
AGCCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGTCAGAGCACACTCTAACTG
CGTCACTGCTGTTTGCACCTGCCGCTAGCTCTTCAAACCTGTAAGTTTTCGACCTTTATT
AGCAAGCCAGACCTGACGAAGGTTCGACACAGAACCGAAACGTAGTTTTTAGGCTTGTTT
CTATCTGTTTCTTGTCAAGTTGGACAATAAAAACAGACCTTTTTTGTCGAAAAACGTCTT
GTTTTTTATCAGCATAGCCCCTTAAGCTGAGGTCCTAGCAAAGGGTTCTTTTGAAGCTAG
TTTTTACGGAGAAAATCCGGCCTCAAGATGGCGTCCCGCTTCGAAGACGACGACTGGACT
GTTGTTAACTACAACAGGGGCAGACGAAGATTCCGCCCGGTGAATTATCGTCAGCCTCCG
GTTCCACGATGGGGAAGCTATCCTCGGAGAGACGGAAGCCGCAGCTACGCCTCTGCGGTC
AGACGAGGCCTTAGAAGAGACGATGAGGTGGATGTTTACCACCAACAGCGGAACAGTCGC
TCATACGGTTGGCGTTATAACAACCGTAATGCACCGCGCAACGTCTCCGGCGGCGATCCG
CGCTACTGGACCGGACCTCAGAACCGTGAGTACCGCGGCCCCAGACAATCTCGCTGGTTT
AATGTAAACAACAGAACACCGCGTCATATGAACCAGCCACAAGAGAGACGTTCAGATGAT
CCGGACTTTGCTGCAAAAGTCCGCATAATCCATAGACTTTTAAAAGCCGTGCATCATCTG
CAGAACGTCAACCAGGAGAAGCTTCCTCCTTCTCTGGACAGAATCACGCAGAACCTGGCC
ACAGTAATTAAACCAGCAAATCCCACCAGA
>McF0001MGR-1A19bd1
TAACCCGGGCCTTATGGCCGGGGACTGACGTCGCTTCCTCTCGTCGTCCCGGCACGTATT
TTTCATTCAAGCAATATTTGAAA
>McF0001MGR-1A22bd1
GCCTTTAACCCGGGCCTTATGGCCGGGGAGCTGCCGAGGCGGATGATGATGATGGCGGAG
CTGATTCAGGGACAGGCCTCGGTGGCTCAGCCTGGAACGAAAGATGATTTTGCAGACATG
ATACGCCGGGTCCGACAGGTGGCCGCCAAAATGGGAGGAGACCAGATGCCCAACATGAAT
TCGTCTGCAGTCATAGACCCCTCCCTCTATGGCTTTGTTAGCCAAAACCGTTCTCTTGAC
AATGGAGTTGGGAACCATCTTGGTGCAATGGTACATCAAAGGGCTCTTACTACAGAAGAC
TTCAAAGTGCCTGATAAGATGGTGGGATTTATTATTGGAAAAGGAGGAGAGCAGATCTCT
AGAATTCAGCAGGAATCCGGTTGTAAGATCCAGATCGCTTCAGACAGTGGAGGCATGCTG
GACAGACCCTGCACTCTGACCGGAAGCCCAGAAAACATCGAGCAGGCCAAGAGACTGCTG
AGCGAGATCATCGAACAGTGCCGCTACGGTCCCGGCTTCCACAACGACATGGACGGAAAC
GGTTCCATCCAACAGATGCTCATCCCTGCCAATAAAGTTGGCCTGGTCATCGGCAAAGGC
GGAGAGACCATCAAACAACTGCAGGAGAGGACAGGTGTGCAGATGATGATGATTCAGGAC
GACCCCATGCCCACCGGAGCCGACAAACCCCTGAGAATCACCGGGGATCCTCTCAAAGTC
CAGCAAGCCCGTGAACTTGTGGTGAAACTCATCAGGGACAAAGACCAAGGAGACTTCCGG
ACTGGAAGGGCAGAATTTGGATCCAAAATGGGTGGAACTAGTCTGGATG
>McF0001MGR-1A24bd1
CCGGCGCGCCTTTAACCCGGGCCTTATGGCCGGGGATGGTAGCGAGGAAAACTGCAACAC
CACCAGCAACAACTGCACCTACCAATGCCTGTGTGGCCACACGTACCTGATGTCTGTGTT
GGCGTTCAATGAAGCTGGGAGCAGCCCTCATGGAAAGGTTATCAACTATACCACAGTACC
CTGTTGTCCAGAGAACGTAGCCGTCTCTGCAGTGAGCACTGACACATTGGAGATCACATG
GACGGCCTCGCTGGGAGCAGAGTTGTATGAGACCACAGCCGCAGACGCCCTGGAGGTCAT
CCTCTGCAACGACACGGCTCCAGTGTGCGCTCTCTCTGACCTTAGCTGTGACAGAGCCTA
CAGTGTGGTGGTGACGCCCTGTAATGACATCAGTGGGTGTAACCGTGCTTGTAAAGCCCA
CACCAAAGACACAGCTCCCTGTGCGCCGTCCATTCTGCAGCTCACTCTACAGAACTCCAC
TGTCAGTGTCAGCTGGACAGCAGACAACAGAAAAGCTAACTACACAGTCACAGCAGACGG
AGATGGTGGTAGGCACATCTGCACCACCAGTGGAAACAGCTGCAACGTCACTGACCTTTC
CTGTGGCTCCATCTATGAATTCAGTGTGTCAGCAGCCAGCGCTGCCGGTCCGAGTCTACC
CAGCTACACCAAATCACATGAAACAGAGCCCTGCTGCCCGATGAACATCACAGTAGATCA
GGTCACTGAGGCAATGACAAACGTCACATGGTCCCAGGCTAAAGGAGCCCACTCTTTCAT
CACCTCTCTGACCTCCCCCCGCGGTCACGCTCGCTGCCACACGCAGGACTCACACTGCCT
GATGGGCTGCATCACCTGTGGCACCAACTACTCTGTTACCATGGAGACCTACAGCCCCAG
TGGGCACATG
>McF0001MGR-1B05bd1
ACAGCCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGACAGTAATTGCTCGGGG
TTTGTTTGTTTTTACAGCGAAAACCCCAAATCGTCTTATGGGTGTTTAGATCTCAACGGT
TTTTCTGCTGTGTGCGGGAACTTGTTTGGACAGGCGAAGCGCTGGATGTAGCTTTATGCT



TCTTCTCTGCTGGTGTTTAGTTTTATCTCTCCGTAGTTTTTCTCTCAAACTTGACGCCGG
AGACCGTCCGCGCGGTCCTGTGAGACGGGTTCTGCTGCCGCCCCGTCACGGATCGGTCCT
CTCATCTGTTGAGTGTGAAGAGGAGGGGAAGCAAAGATGCCCAAACCGGTAAACGTGCGC
GTGACCACCATGGATGCAGAGCTGGAGTTCGCCATCCAGCCCAACACGACCGGAAAGCAA
CTCTTTGACCAGGTGGTGAAGACCGTGGGTCTGCGGGAGGTCTGGTTCTTCGGCCTGCAG
TACGTGGACAGTAAAGGCTACAGCACCTGGCTCAAACTCAACAAGAAGGTGACCCAGCAG
GACGTGAAGAAAGAAAACCCTCTGCAGTTCAAGTTCAGAGCCAAGTTCTTCCCCGAGGAC
GTCTCAAAGGAGCTGATCCAGGAGATCACGCACAGGCTCTTCTTCCTGCAGGTGAAAGAG
GCCATCCTGAACGACGAGAACTACTGTCCTCCGGAGACGGCCGTGCTGCTGGCGTCGTAC
GCCGTCCAGGCCAAATACGGGGACTACAGCCGCGACGTCCACAAGCCGGGGTACCTGACG
CATGAGCGGCTGCTGCCTCANAGGGTTCTGGAGCAGC
>McF0001MGR-1B14bd1
TAGCCTTGAGCGCCCGTTTAACCCGGGCCTTATGGCCGGGGCCCCTCTCTCCGATAACTT
AGCGTTGGCTCAGTTCATTATACAGCCCTATATTCTCCCTCCATAAGGGCATCTCTGCCT
TTAGACTCAAGATCCCAGCAAAGCCCGACAGAGAAAACTTTAGCCTGCATATAAGGGGAA
GATGGACATGAAAAAAAGGATCCATCTGGAGCTAAGAAACAGGACGCCGGCTGATGTACG
CGAACTCGTCCTTGATAACTGGCGATCGATCGAAGGGAAAATCGAGGGGCTCACAGCTGA
GTTTGTCAACCTGGAGTTCCTCAGTTTGATAAACGTTGGCTTAATCTCAGTGTCCAACCT
ACCAAAACTAGCAAATAATAAAGAAGGATAAAAAATAATGAGAGCT
>McF0001MGR-1B22bd1
GCGCACGTTTAACCCGGNCCTTATGGCCGGGGGAGTCTTACGTCAACAGACCAGTTTAGA
ATGTGCCGGATGCTGTGGACATTGGACGATGACAGACTAACTTAAACCAGGCAGAGCAGG
AAACTGTTGGAGTTGTTGTTCCCTCTGTGGCTGTCCTCTCTCCTCTCAGACCTGTTCAAC
CCTTGTGGGACATCAGAAAACCATGGCCAAGACATTAACATTTATGTACTGATCTATGCA
TGTCTTCACAGCAGGATGTAACAAAAACTAACAATGTGAACAGATCTCATCTGCCTTACA
AAATACTGCACCCCTTAAGAAAATAAATGGCTAATAATCAACACTAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAACAT
>McF0001MGR-1B24bd1
GTAAACAAAGACATANTCTTTGTCCTTCATGGTGCTTCGTGTCTGTGGAGAATACAGATA
TGTAAATAATCACAAATATTATAACAGCTGATGAACATTTTGATTTGGCTTCCAGGAAGC
TCAAGCTGGACACAGTGTCTTACACCTGGAATCTCACCACATTGGGAGGCTGAGGTGGGA
GGATCACTTGAGGCCATGAGTTTGAAACCAGCCTGGGCAACATAGCAAGACCGTGTCTCT
ACAAAAAATTTTTAAAAAGTAGCCAGTCGTGGTAGTGTGTGACTGTGGTCCCAGCTACTC
AAGAGGCTGAAGTGGGAGAATTGCTTGAGCCTGCAAGGCTGCAGTGAGCCATGATCATAT
ACCACTGCACTCTAGCCTGGGTGACAAAATGAGACCCTGTCTCAAAAAAAAAAAAAAAAC
AAAAACCAAAAAACTAAAACCAAACAGACTCAGATCTAAATTTGTGGCAGGTGTGTAAGT
CATTAATGACTGCATATTTACCTATATTCATGGTACCATGTCATTCCCACCCTGTTATAA
CTTTCTTCTTTCATTTTAAATT
>McF0001MGR-1C02bd1
GGGGATGTGCAATGTTCAGGTGTGTATGGCAGACTCCATGATACGAGGAGCATGTGCTAC
GTCTTTCTCATGTGAATAAATGTGCCTGTTATGCACAAAAGAGAAAGTGGCTCTACGTTT
CTTCATCAACACGCAAAGAGGACACGGAAGCAGACACCGTTCCCTCCATCCCTCTACAGG
TTATGGGCCCAGGCGGACATTTTCACCGGTATGTACGGAGGAATGAATGAACGCTGAGTA
TCAAGCGGATTCCTTAACGTCTAACGGACTTGCTACGTATTCAAGCTGCCGTTAAGAAAG
GTGAAATTTGGAGAAACGAAAGAAAGAGCTAAAGACAAGTTTGCTAAAGAAAAGAGCACG
AAAAAGGCGCGAAAAGCAAAGAGCGAACTAACAACATGGCTAACAGACTAGCAAGCCTTC
AAACAGCCCAGCTAGTATTTGACGGTTCAGAGGAAAGATATGAACTGTGGGAAACACGTT
TTCTCGGACATTTACACAGCTTGAAGCTTAAGGAAACCATCCTAAATGAACCTGTGACTG
AAGAGCAGCTAGCTAATGATCAAAGCAAGAATGCCGACTGCTATGCGGAGTTAATACGGC
TAATCGACGATAAGAGCTTGTCACTCATCAGACATGAAGCCGCGGACAAAGGCAGAGAAG
CTCTGAAGATTCTGAGAGACCACTATTCGGGGAAGAGTAAACCCAGAATCATAAACCTCT
ACACAACGCTAACGAGGTTGAAGATGGCCGAAAATGAGTGCGTGACGGATTACATGATAA
GGGCGGAAAACACGATCACAGCTCTACGTGATGCCGGGGAGAATATGAGTGACGGACTGC
TCATCGCCATGATCCTAGGTGGACTCCCCGACTCATTTAAACC
>McF0001MGR-1C05bd1
TTACCCGGGCATTATGGCCGGGGAGTGGACGTGGATTTTTGATGCGAGTCCGATGATCGA
CCCTTTCCTCCACCGAGGAATCACGAGATGTAGCAGCCAGAAACACCTTTTAACGACGTC
GGGATTTGGACATTTAGCGGAAGCACGAGGCAAAGAAGAAGAAGAAGAAGTGCTCTTCTT
ATTCCCGGTTTTTGTGTCAACATCATGGAAATGATGGGGGTGGGATACAGCGGACTTTTC
TTGGCCAGACGGGTTCTGGACAGTTCTCCTTTGGAGGTCACGAACATGTCCGACATTGAC
GACGCCGGTCCTCACGGCTGCGATAACGGAGCTCTGACGGACAGGTTCGGGGTTCTGATC
CAGGGACTGCTGGCCGTCGTCGCCTTCAGCACTCTGATGTGTGCTCTGGATGAGGCTTTG
GATTACATCCATGACTTAGAAGCCAAGTTCCTTTGCTGGAGCCAGGAGACGATGTCATGG
CGGACAAAAGTTCCTCGTTCAAGACCTCCTAACTGACATTGGATCTAAGATCATCATTCC



ACCTTTTAAGCTTTCAGCTCAATTCAGCAAGGAGGAAACAGAACANACCGCAGCCATCAC
CCGCCTCAGAATTATGGTGGAAAGAGTGATCAGTAGGATAAAGTCCTTTCACATCAGGAA
CTCTCTGTGCCGCTCACACTGATGGGCA
>McF0001MGR-1C09bd1
GGGAGCACGGCTCCCATATGGAGGAAATCCCATAGCCTGTCGCGTTGCTATTGCAGCACT
GGAGGTGATGGAGGAAGAGAAGCTGGCGGAAAATGCTCAGAAGTTGGGAGAGGTGCTGCG
GTCAGAGCTGAGCAAACTGCCCAAAGACATTGTGACCACAGTCAGGGGGAAAGGCCTCCT
CAACGCTGTCGTCATCAGAGAGACCAACGACTACAACGCCATGAAAGTCTGCTTACGCCT
TCGTGATAACGGACTACTGGCCAAGCCCACCCACGGTGACATCATCCGCTTGGCCCCTCC
TCTCATCATCAATAAAGACGAGATGCAAGAATGCATCGATATCATTCAGCGAACCATAAT
GTCCTTTTAAATAAGGATTCGTTACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0001MGR-1C10bd1
GGGCTCTTGGCACGTGGGAATCTCGCTGACACTCCTAAGAGGGAGGAGCCTCTCGGGGGC
ATCTGTTCACCAGGAGCTTCTGACCTGCAGGGGGCAGTATCTGCACAGTGGAAGCTTTGG
ACCTTCAACCGGTGGAGCTGCTCTTCAATCAAAACAAGAATTTCAATAAGTCCCATTTTT
GTTTTCTTCAGTTTTCCTTTAAATGTTTGTTTTTTGGTGAAAATAAACTGTTTTAAATTA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATAAAAAAAAAAAAAAAAAAAAAA
AAAAAAACCTT
>McF0001MGR-1C16bd1
AGCCTTGAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGCATTCTGATCCAGGACAGA
GCCAGTCAGGGGGTCCGCATTTAAGTCTGGATATCAGAACGGCGTTAGAACCCATTGACA
TTTGAAAGGTCTGAGACCTGCTGCACACCGAAAGTTTAGATGAGAAGAACGTGAAACACG
ATCTAACCCGGAGGATTCCCTGTTGACGATGCCTGAAGATTGGAGCCAAAAGAAGATTTC
ATTTCAAAATAACAGAACTGATATGAGACAGACCAGAGACCTGTCCAAGGATGTACCCTG
CCTTCGCCGACGAGGATAGGCTCCGGCAGCCATGTGACCCCGAAAAGGACAAAACGGGTT
CAGAAGATGAAGACTGAAATGAATGAATGATATGAGTAAATAAAATCAAACATCCAAGTT
GTGCACTGAGCTTAAAATAAACGTAAACTAAAACGACCAAAAAAAAAAAAAAAAAAAAAA
AAAAAAACTT
>McF0001MGR-1C17bd1
ATGATGAGATTCAATTTCTTACTGTTTACTTCTTTTGGAATAACCGGCTTCGCAGTCTGT
AT
>McF0001MGR-1C19bd1
GGCATGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTCGGAAAAATCTACTTTAATACACT
TTGAAACAAGAGTCCAACAAAATAGAATATACTTCAAATGTTGAATATACAAACGGTTCA
GTCTGAACAAAAAACGTCTTCCCTTCTTCCAAATAAAATAAAGAAACGTCGGGGCAAAGT
CGATGCGGCAAACCGGCCCGACGCGCTGACCTTTGTGTAAGTCCGTGTGAGGCGACCGGC
CGGCCACAGCGGTCCCAAACTTTTGCGGCCGGAAAACCTTTAGTCCACATGCGTCCGCTC
CCAGACGGGCTTTCCACACATTCCTACTTCATCCGACAGCATCAGTTCAAAGCCGCGTGT
GCTTTCAGGCAGCAAATCGCAGAGCAAACGTAAAGAAAGACACCTTTTTTTTCACATTTA
AACCTGAAACGCTGAGCAACACGCTGCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCT
T
>McF0001MGR-1C22bd1
GCCCGTTTTACCCGGGCCTTATGGCCGGGATCGGTGAGGTTTTTATTTAGATTTTAGATT
GTTGGTGGTGCAGCGTTTGTGAAAAGATGACCCAGGAGAAACGTTACATAATTTTCACCA
GCAAACTACAACATGTTTATTTTTTCATTGTATTAAAAAACAAAATTGGATCAAAAACAT
GATTCAGAATTGTGGGTGTTAGCCCAGAAGGAAGTCAAATTTATTTTCACTTTTAAAGAC
ATGTTTAGATTTAAATGCTTTAAAACTGAATCTTTTCTTTTAGCACTTTAGCTCTGAGAC
TACAGGGAATGAACTCAAACTGTATTTATGCAGCTCCACTTACTTGATGCTTTCATCCTG
ATGACACTGTCCTGACGTTGACATTTCCCACCAACCTTAAACCTTGAACACACCTGCAAC
TGAACTACTGTTATTGTTGACCATGGCTCTGTGAAGTCTGAATAAAGGAAACCTTTTGTG
ACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0001MGR-1C23bd1
GCCCCTTTAAACCCGGGCCTTATGGCCGGGATCAGAATGTCCTTTTTTTTTTTTTCAGTT
TACTTGAAAACTCTGGAGTCCTTCTAAGATGAAAATGTGCAGTTACGTTTCTCTGTTCAG
GCCCCCCCCCCTCCCCCAATTCCCATTCCTGCACTACTGCCTCTGCATCTCCTGCTACAA
TACTACTACACCCACTACAACTGCTGTCTACCCCCACATCCAGCGTTTTAATTGGAAATG
AGCAAAAGGGGGAATATTTATTGGATTTGTTTTGTCTTTCAGGTGTCAGGGTTTGTCCAT
ATGGGGGTGTGCTGTTGTGTTTTGAATAAAGTATCTGCCTTTTCTGTCCACTTTTCACCA
GTCTCCTTCCTCCTTTTGTATGGGGGCTGTCTGTTCCCAAGCTCCTCGTACAACTGGAAG
CGTCACTTGAAGCGTCTTGTTTTTGCACTCTGACCACTGTGAAAAGCAAGCACTTTCAGT
GTTTATTTTTGTGTGTGTGAAGCTTAACCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAC
AT
>McF0001MGR-1D05bd1
GCTGGGGCGCGCGTTTAACCCGGGCATTATGGCCGGGGGGGGGGGCTAGAGCCTGCACCG



GGAACTACCTGTGTGGCCCCCGCATGGAAGACCGTGGGCAGGGATGCGTTTGATGGAGCA
GTTTTTATCCGAACCTTGAACGCCTCCTCGCCGGTTTATTCGAGCATGCCGACGTTACGA
CATTTCACTGACAACATAAAACAAGGCTTGGCGCGTGCCAACTTTTTTCTGTGAAAATGC
CTTTGGGAAAAACTCAGGCTCGTCACCCTCGCCGGGATTCCCCGCAATATTTTCACCAAG
AGACGAGGAAAAGAAAAAGAAAAAAAATCTGCCAAAAAAAAAAAAAAAAAAAAAAAAAAA
AACTTG
>McF0001MGR-1D08bd1
ACGACCTTCAGCGCCCGTTTAACCCGGGCCTTATGGCCGGGGGGGCAGGGACGGGTGCTC
CGTTACGGCGTGCGCTCCGGAGGAAGCTGCAGACCCTAGGCCATCCAGCTGCTCTGAATG
AGCAAGCGGCTGGACTCAAGAGAATCGTGTCTCTGAGCAGAAGACCGGCTTTAGGACAAT
GTGTGAGCTAACGGTTGAATGGGGAAATGCTGCTCCACGCAGTCCTGAGAAACCATGATC
AGAGCTAACGCCCAAGGACTACTGCTCTTTACTGATTCCTTAATTTAGAAAATCCCATCA
TTTCCTGACGGTACTTCTCTCTAACAGGCTCTGCATCACCTGGTTGGATTCTGCATTGAA
GCAGGCATCAACTAACAGAGACACATCTGAATAGTCACATCTTTGGCCTCTAAAGACTCA
ATGATCAGCCTGGCGTCTCGTCTTCCTGTCGTCTTGTGCACAACTCTGTTTACATGGTGT
TGGCGCCACTGAAAAAGTCAAGATGGAGCAGTTCTTGCCACAGCCAACCGAGGACGCCTG
GAGAAATATTGCTCAGGGCCTCTGGGAAATTTTTCCCCCCCGAACTGCCTCCGGGCAATT
CTTCAACTACAAACATACTATTCCATTGTTCTTTTAGTCTTCGTGGATTCTCAGCAAAGA
TTTCAGACCATTCAGGTGGGGGACTTTAGAAGGGCAAGCTCATGACTTGGTATTTATAGG
ATCTGCTCTCGGCAGGGGGGGCAAAGGGAAAAACTCTACAAGTCCTGGCAAGTGGCTCTC
TGGAAATCCACAAATGATCCAATTTGTCATTTGGATTTGGAAATGTTATTTTTCAAA
>McF0001MGR-1D16bd1
GGGAAAACGGTTGAGACAACCCTTTCCCAGAATCAGTCGAACTCTTCGTGACGACTGTTC
TGCTCAGAAAAACAGGAGTAAACGGAGCAACAGTAAAAAACAGAGGAAGCCTGTGGATTA
CACAGTAACTGGACAATGTCGCTCAGCAGCAGGGTTGTCCACAAAAGGAGGGAGACCATC
ACTGCTCTGCCTCTCTACTTTCAAGGGCGCATGCAGAAGAAACGCTCCAAAGATAAGGTA
GATTTCAAGCCCTACTATGTGGAGCTCAGAGGAGATTCTCTGTTTCTGTACACAGATGAC
ACACAGGAATCATACACTGAAAAGATGGACCTGTCACAGCTGAAAACCATGCAGTTGGAG
TCTTCCTACAAAAAGGAGGAGACTGTCTTTAGACTCTCTCTGCCCAAAGAGGAGGTGCAG
CTAAAGATGGAGAATGCCGACACTGGGGAGGAGTGGAGGGGCTACATCTTGACCATGGCC
AAAAGAGAGCTTCCCAACAAGCTGGAACTGATGCCGGGTCAGAGAGTGAAACTGGAGGAT
GCTCTGAAACAAGAGAAAAAAAGAGTTTCACACCATTCTCGTCCAGCCCTCCCTCCCCGA
CCATCTTTCCTGCAGTCTGAGTCCATGACCGATTCTCCTAAAAGCACAAAACCGGGAATG
CCAGAATGCTTCTATGATGTGACTCGAAAGGAGGCTGAGCAGATGCTGGAGGAGAACCCA
CAAAACGGAGGCATCATCCTCCGCCCATCAACCCTGCCCAACAACTACGCCCTGACCCTC
AGACAGCAGACGGCCAGTGGGTATGTCAAAAAGAACTACAGGGTGACCTCCACAAACTCC
GGGTTCGTCATTGAGCTGGACACACCAGTATCTGTATCCTC
>McF0001MGR-1E07bd1
GGGACTGCCTCAGCTGGGAGAAAAAGTTTTTATTAAAATGTTTTTAAATGTATTTTTGTG
CAAAAGTACATAAATGTTTATTTTGTATGCTATAATTAAAGCCCATTTAGAAAAATTCTA
TTAATATAACTATACAAAAAAAAGTGAGTCATCACACTTTTGTATTTGCTTTAAAAACAA
AGAATTGAAATCCATCCGCTAATAATCTTTGTATTTAGGGAGTTTTGCAGGTCCAGTCTT
GTACGCTGAGGATTAGTCATCGTTGTGTATTTTCTGATGTTTCAGGTTCAACAGGTTATA
TTAGGATTTGACTGTTATTTGGAATTGCATTATTTCATTTTCCTCCGAGTCTGGTAACCT
TTAGGCTTTAGGCTTGTTTTAATCTCAGAATTTTTTTTCTGTTGGAATACAACGGTGGAC
TACATGAGGATTTTAAGCTATTTTCTGGTGCCATGAACGCCACTAAATACCTAGCGCTGA
TTGATCCAGGAACAAATATTTAAACTATGTGGGGCATGTTGGTGTTCCAGCTAGAGGTCT
GTTGAGATGCTAAATGGTCAAACTTTTGCAAAAATTTTTGCTTACTTGAATACATAGACC
TCTCCTTAAATTCTTTTAACTTAAATTAGTGCTTTTGGCTAACCCATGTAAGCAACTTCT
GTTTGATTCTTATTCATTCAATTTGACTTTTAGCAAAAAAAAAAAAAACTTCCTCTGCTG
TGTTTTTAGTTGTTTGTTAAAG
>McF0001MGR-1E08bd1
GGGGTAGTCCGGAGAGCGCAGAGAGTGCGTCCACTTCTCGTGCGCAACAGCGGATGCGGA
GATATGGAGTTTTCCGGACATGCAACAGTAGTATTATAGAACTGATTCTTTTATCTTAGG
TGGACAGCTCTGGGATATTTTTGTGCGCATCAAGCGAAAATGCCTGGCTTTGGAAGTGTG
ATTAATGCCGTCTGGATTTTGCTCTTTCCAATGTTTTGCTTGTCTTTTGCGAATTATTCT
GAAGATCAGTGCAGCTGGAGAGGAAGTGGTTTATCCCAGCAGAAGGGCAGTGTGGAGCAG
ATATCCCTGCACTGCTCAGAGGGCACGTTAAACTGGCTGTATCCCAAAGGAGCCCTACAC
CTCACCCTCTCCCCACGCCTTCCCTCTGTGGCGGTGGGGCCTGGTGGCAGCAGCAGCGGT
CTCATCACCACCTGTGTAAAGCCCTCTGAGCAGTTCCACGGTGCCCAGCTTTACTTGGAG
AAAGACGGGGTCCTAGAGCTTCTGGTGGGAGACAGACTGGAGTCGTCCCCTCCTCCGAGG
GTGCGGTGCTTCAGTCGGCTTCCTGGGGAAAAAGTAGCCCTCTTCATGCAAGCTACGCCC
CATCAGGACATCAGCAGGAGGATAGCTTCCTTTCGCTATGAGCTGAGGGGGGACTGGTCA
GCTCGCATGTCTCTGGACTCCAACTCCATCAGCAGTGAGGATGCCTGCAGACCTTGCAAC



AACACAGAGATTCTCATGGCTGTCTGCACCAGTGACTTTGTGGTGCGAGGAAACATCCGA
TCCG
>McF0001MGR-1E12bd1
AGCTTGAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGCTCACTTGACAGCCGTTCG
ACGAGAGAGGGTTGGCTTGACACCAGTGTTTTACTGGTGGTTAGTGTACAGTCTTCCTGT
TAGAACTTCTTGAAAAACGAAACAAACGAAAGTAAACCCGTTTCCTTTCCTTTAGTTTAG
AGCTGCATCTTCGGCTGCAGAGCGCTAAGGAACCATGGCGGTTCAAAAGCTGCTCCTTGA
ATCTCTGGAGCAGTTGCGCACGGTTGACTTCCAAAAGTTTCAGTGGTACCTCACAGAAGG
GGTCCTTCAAAGCTTTAAATCAATCCCTCGGTCCCACCTGGAGCATGCATCCAGGCCAGA
AACAGTGACTAGGATCGTTGAGAGATACGGAGAGGATAAAGCAGTGGAAATCACTATTCA
GATCTTAAGGGAGATTGGAAACAACAATGAAGCAGAGAAGTTGATGAAGGCCCACTCAGC
ACAGGTGTATTGATGGCTTCATCTTCCACCACCCCCTCCTCTGTGACGGCCCCTGCAGCT
CCAGCTACAATGGTGGCTAAGGACAAAAGCGCGATTGTTGCCCCTACCATCAGCAACAGC
ACCATCGGAGAAATAAATATAACCTTTAGAAAACATAGCTGAACAACAAATCCTGATAAA
TTCCTGACTTAATGCATTATTTAGGTTGAAATAGAAACCAAATAGTTTA
>McF0001MGR-1F06bd1
AGCGCGCGTTAACCCGGGCCTTATGGCCGGGGGACGTCATGACGACGTTCTAGGCCTCCT
AGCGCAGAGAGGCGTTTTGCTCCTTTATGCAGCGCTTCGGGAGAGTTCTGCAGACCTGCT
ATGGAACCGGGACCCAAAAGAAAGTTTTCACCCACGTGGGAGTATTTTGACATGATTTCT
CCCACCAAGGTGAAATGTCGAATTTGTGACAAGGAGGTTGGTTACAACAACAACACGTCG
TCCATGATCAGACATCACCGGTCCTTCCATGAGCCTGGAGACAGGCCGAGCAAAGGCTGA
ATCGCAGCGGCGTCGCGGACAGAGTTATCTCCTCCTGAAACACCGGGAAGTGCATCACCA
TATCGCCAAGAAGCCTGAAAAAAGGGGGACTGGATCAAAAAGTTTATATTCTTTTTTTTA
CTGACGAAGAACAAAAGTGCTATTCAACTGAGCGTGCTTCAGAGGAATCTGATTGCATAA
ACACACATGGGATTGTATATTTACTTGTTAATAAATACACTGGATTGCTGAACCNNNNNA
NAANNNNN
>McF0001MGR-1F18bd1
GGGGGGACAAAAACCCAGATTGGGATGATATCCTTCCAATTTGCCTGTATTGTGAGGGGA
GCTGCTCTTGTACAGAAAAGGCAGGAAAAACAGGAGAAGACTACAAAGTATTGCAGAGAA
ACAAGGCAGTGGAAGGAGAACAGGGTAAACAACAAAATATAATTTCCAACAACCAGATTT
ATGGTACCACCACCCATAAAGCTTTTAATAAGAGAGATACCTCCAGTCCTAACGGGACTA
AAAAGCAGACAGATGGAAGAGCGTTACTTGTGAGTATGCTTGAAGCAACGCAGGTCAATG
GTACAGCAAAGGCAACTGATGGTAGAGGGCCCCAGCCCACACCCATGTCAGTAACCCCGA
CAAAGCCTTTCCCTGTCCCACGGAAACCCAGAACAGCTGCTCCGGTCCACCAGGAAAAAG
CGGTGGGGGTGAGGCAAAACACAGCAGTGGAGAAAGAGAGGGAAGTAAATGCTAAAGAGA
GGAAGATGCCATCAGACGGAAAGGGTGGCTCATCCCTTTCTGTCAGTGCACCTGAGCGAG
GAAACAAGCAGCAGACCCAGCCTGCCCCTCCGCCTAGAAAAAAGCCTTTTCTGTCTGAAC
CTAAAAAAGATCTCAGCTCTGCTCCTCAGACCAAAGAGGAGCCGGGGGAAGATACCAGCT
TCTACGACATGGAGGTTTCTGTTGACAAGGAGGACAATGGAATATTTCAGGAAGGAGCAA
TTCAGGAGGTGGGTGGCTTCCTGCTGGGGAGTTTGCG
>McF0001MGR-1F20bd1
CTGAGCGCGCGTTTAACCCGGGCCTTATGGCCGGGATCCCAGGAATGGGAGTTACATTTG
TCTTACGTTTGATTAAATAAAAGCAAAATTTGCTTTAAGTTGTCTGCCGTTTGTACTTAT
TGCTTTCCTTAAGTACGGGGGGAAAAATCTGGAAAAATCGGAAATCGAATTAAAAAAAAT
AAAATCGGAAATTTTTAGGCCAGATCGCCCAGCCCTAGTTAAAGTTATTTTTTTAAAATA
AAGGTCCACCTTTGTTTGATTTATATCAATAGTTTAATACTCTTTTTAGAACTGCAAAAA
TTGGTTTTGATTCAAATTTACAGAAAAGAAATTGATTTTTAAAGACCCACTCCAATAAAA
ATCGCACTTTTCTGATAATGGAGGACATATATAAAGCTGCAAGCCTCCTGCTCTGCTCCA
TTCTGATGCATCCACTTGTAGATGATAAGATCCATGTACTGTACGTCATGATGTTCCTTA
TCAGAGCTGGAATCTGGTTCAAACTCCGACATCGCTTCTTATTTTTGTTGCAACGGTAAG
GTTAGGTTGGAGTTGTTAAGGGCTTTAAGCTAGTGGGAGAGAGTGTAAACAAAGGAATGA
TGGCAAATGAGGGTAAACTCACTTAACGCCACTGGTCCCGCCCACAGTTCAGAGGTGAAG
AGTGCTGCTCTACAGACACTATGTCCTAAAAAAATAACAAAGGTTTTCTGATTT
>McF0001MGR-1G01bd1
GGGGCTGAGAGGATTAAAGCGAAACAAAAATATGGTCTTTTGAAGGTTTACGTCCACCAT
GGCTAGCCTAAAGACATACCAATGGATTCCTAAACATTCTTAGGTTGTGGTGAAGGTGAA
ATTGCTGCGCCGTTAACGAAATCTTGAGGATATTTTACTTTTTTTTCCCTTTGGACGTCT
GTTTGTTGCTCTTCTCGGGTTTAACAAGCTAGCGCTAGCCTCTATCCTGGTTAGCTTTTT
ATTTTTCTTTTTTTCTTTTTTTCTTTTGGCTGCGATGGTCGTTGCGACTTTATGCGGATG
TCTTCGGACCTTAAATCCCACCAACTATTACTAATGGGACTACCCAGCATCCCCCAGAAA
CATTGCGACATAGATTAAACGTTAAATATTTGGATATCTATTTGATTTACTTGGAAATCC
ACCAGAGACAGAGAGGATTCACTGGATACTGCAGCAGCAAGCTTTTTTTTTTTTTTTTTC
CCCCCCTTCTTGTCGGATTTAACACGCTGACATTCTCCCACAACCATGGAATCGACTGTT
GATGACGATGCAATGGCAGCGTGAATGAAGTTTGGCGTGGGGAGAACTGAACGATGCCCA



AAGGTGGGGGTTCCAAAACCCCCCAACTGGACCACTTCCCACTCAACACCGACATGGTGG
AAAAACAGGGTGGGAAAAAGGATAAAGTGTTGTCTAATAAGACTCCCAAACTGGATCGCA
GTGATGGGGTCAAAGAGATGAAAGAGAAAGCCCCCAAAAGGAAGCTGCCATTCACTACTG
GAGCAAATGG
>McF0001MGR-1G02bd1
GCCATGTTGGAATGTGTGTTATGGAGTGTGGAAACTGTGACTGCGTTTGCTTTAAATGCT
TTCAGATGCGCGTTTTTTGGAGGTGTGCTGGAAGAAACAGCTGGCTGCTGCGACTGCTGA
TGTGCTGAGGCTGTAAAAGGAACCCCTGAGGAAGGATTCAGTCGGGATGCGGCCAGAACA
CCCGTGTTGTTCTTTTCTCATATATTCGAATGCAATTATGAAGATCCCCATGGCGTATGA
TCAAGCATTTCCAGAGAGCAACTCTGATTTTGAACAATGTGTGAAGATCAGATGTTAAAC
TGAATTGTCTCTAAGAATTTGATGAAACATCTTTTTTGATTAAATGACATGTCACAAGTT
CTTGTTCTGTTGTAAAAAAAATTGTCAACGTATTTTTAGATACATTTTTTATGATTAGGT
TTTAATAGGTACCCCTTGCTGGTACAGGGTTGGACCCTTTTGCCTTTAGACCTGTCTTAG
TGCCATAGATTCAACAAGGTACTGGAAAAATTCCTTAGAGGGTTTGATCCATGTTGAAAT
GACAGCGTCACGCAGGTTTGTCAGCCTCTATTGTGTTAATGTCAGAAGAACAAACCACTG
TTCATACAAAAATTCAAGGTGCTTTTATTCTTTATGTAATTTTCAGGCAAAATGTGGGAA
AAATGCATCCACTGGTTAACACTTTGGCAGGGAAGCAGCCTACAATGCAGCAATATGGAA
GCCAGACAACA
>McF0001MGR-1G03bd1
GGGAGGGAACAATCTCGCACGCGACCCATCTCGCCCAAAGAGATTGAGCGCATGGTGGGA
ATAATCCACCGTAAATTCAGCTCCATCCAGATGCAGCTAAAGCAAAGCACCTGCGAGGCT
GTCATGATCCTGCGCTCCAGATTCCTTGATGCCAGGCGGAAAAGGAGAAACTTCAGCAAG
CAGGCGACGGAAATTTTGAACGAATATTTCTACTCCCACCTTAGTAACCCATATCCGAGC
GAGGAAGCTAAAGAGGAGCTGGCCAAGAAATGCAGCATCACTGTTTCCCAGGTATCCAAC
TGGTTTGGCAACAAAAGGATCCGATACAAGAAAAACATTGGCAAGTTTCAAGAAGAAGCC
AACCTGTATGCCGCCAAGACTGCCGTAAATGCAGCGCACGCTGCAGCTGCTGCAGTGCAG
AACAGCCAGGCCAACTCACCTACCACTCCTAACTCTGGTGGATACCCTGCGCCATGTTAT
CAGTCAGACGGCAGGATACAATGATGCCCTGGGTGGGAACCCCATGTACAGTCAACACAA
CTTAAACGCTAATGGAGGATGGCAAGATGCAACAACTCCGTCTTCTGTAATATCTCCCAC
AGAAGGACCTGGAAGTGTGCATTCCGATACCTCAAATTGATCCGCTATAAAAGCATCTTC
GCCCCAAGCTGGCCATGGACTTTTTCAAACAGGCTTGACCAACGGCAGAGGATACAAAAC
ACACACCCGGTTTCCCCAAACGGATTGGTTTTCAAGTACTCCGAAATTTTTCCGGGACTC
TTCNGCGCACAC
>McF0001MGR-1G06bd1
GATAGGCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGATGAGGGGGGAGGAA
CGACGAGCGTCCTTCAAGAAGACAGAAGTCATCAAGCTGCCAAGGAGGAGGAGCTGGAAG
CTGCTGCAGAGGAGCAAGCGGGGTTCAGGGCAGAGGAGCCTGAAGGGGAAACGGCGCCGG
AGGACGTGAGCAGCAGCGACGCTCCGGATCCCCCTGCAGGACGGCCAGCCGGCGCTCCGG
CAGAACAAGCAGAAGCAGGGCGGCGAAATCCAGCAGAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAACAT
>McF0001MGR-1G10bd1
GAGCGCCCGTTAAACCCGGGCATTATGGCCGGGGAGTATCGGCAATGTAGGCGACACAGN
CTGACTGTAAAAAAAAAAAAACCTTGAAAGATCTTCATTTTGTAGCCTTTGTTCGTTAGT
TTTTCCTGTTTTTTCTTATTTGGGTGCTTTATTTAAAGAACACTGATGTCACACAGATTT
CCGACGTGGCATTATGGGATGTAGCAGAGGATGCAGAGCTGTGACCTCTGGACTGTAAGT
TTTTGTCCTGGGCAGCTGAGCCAGGTTGTCCTGAATGGCGTGCCCGCTTCAGTTTGTCTG
CCGGACGACCCGCACCGTTGGGCTGGTCCTCTTTTACTATGTCTTCTCTATAGGCATCAC
CTTCTACAACAAATGGCTGATGAAGGGTTTCCATTTTCCGATCTTCATGACGCTGGTCCA
TTTAGCCGTCATCTTCGGCCTGTCGGCTCTGACGCGGTCCATCTTGCAGCTGTGGACTGG
GAAACCCCGCGTTGTTCTGAAATGGGCGGTTTACTTCAGAAAAGTGGCTCCCACAGCCAT
GGCAACAGCGCTGGATATCGGACTTTCCAACTGGAGCTTCCTCTTCATCACCATCAGCTT
ATACACCATGACCAAGTCTTCTGCGGTGCTCTTCA
>McF0001MGR-1G14bd1
CTGTGAGCGCCCGTTTAACCCGGGCCTTATGGCCGGGGGCACATGCAGGGATCATGCAAC
CGCAGCAGGGATCATGCGACCGCAGCAGGGACGGCCTTCATGTCAGTTCGGGACTGAACA
TGATGTTTTTCTGAGCAGCTAGCTGACTAAGTACACAGCGTAGTGATGATTGTGCAATTT
ATCAATCAACATGCACCGTATGAAGGGGGCGTGTGGAAGGTTCGGGTGGACTTGCCAGAT
AAATACCCCTTCAAATCACCGTCAATAGGGTTCATGAACAAAATCTTTCATCCCAACATT
GATGAAGCGTCAGGGACAGTGTGTTTAGACGTCATCAACCAGACGTGGACAGCTCTGTAT
GACCTCACCAACATCTTTGAGTCGTTCCTCCCTCAGCTGCTCGTCTACCCCAACCCCATC
GATCCTCTGAATGGGGACGCCGCCGCCATGTACCTCCACCGGCCAGAGGACTACAAACAC
AAGATCAAAGAGTACATCCAGAAATACGCCACAGAGGAGGCTCTAAAGGAGCAAGAGGAG
GGCAGGGGCGACTCCTCTTCCGAAAGCTCAATGTCAGACTTTTCGGAGGACGAGGCTCAG
GATATGGAGTTGTAGTGAAGGGGGAGCAGCCTTCACCTCACAACAGACTGTCATTTCCTA



AAGAGCAGAAACTCAGTACTCTATTCATATTTAAACAAGACTATTTTTTACAGCAAAACA
AGGATTTTTATTGCTACACAAGGGTTTGCAGTATAAAAAAGATAAAATCTCATATTCTGG
GAAATTCATCATGACCTGCCTATCTCCCTCCTCTTCATCACAAAACCAGTTTGTTT
>McF0001MGR-1G15bd1
CATAGCCTTGAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGATTGCCTTGATTCAAA
GTAGTTAGAGCAAAGACCTGATGCGCAAGCGTCAGTGCTTGTTCAACCCACGGTTGAACA
AGAGAAGCCCTTTTGTTGGGTGTCGGGACGTGAATAGCAGCGAAAGCAGCTACCCGGTTA
CCTGCGCGCAAGCGCAAAGACAAATCCGGGTCCCCTTCGTCTAGAGGCCTAGGACACCGC
CCTTTCACGGCGGTAACAGGGGTTCGAAATAAAAAAAAAAACAAGGACGAAAAGAAAAAG
AAGCGAAACGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0001MGR-1G17bd1
TCGGCGCCCGTTTTACCCGGGCCTTATGGCCGGGGCTCTTACGTGCACAGCTGAAGTCCC
AGAGTGGTCAATGGGGTCGATCAGGATGGAGCAGCTCCAGAGCAGCAGTGGTTACAGAGA
GGAAGGCAGGCTCTGCTTTCACCTCAGCACTACTGGTGGCTGATGAGTGACAATGAAGCC
TGGCACACTGGTTTGGATGTGTACAGAGTTGCACGATTTCTAGAGGATGTTTAACTGACT
CCACCATGATGTTGCTGAACCTTCAGACTATCGCTTTCAGACGGGTTCTGTTGATCTGGG
ATCTGCTCGCTTTCACCGTGGCGATCACCTGAAGGGCTGAGCTGTCGGTGGGGGTGCTTA
GGCACAGATCAGGTTTGAGGCTCTCCTCCAGAGGATCTGGTGAAACGGAAGCAAGAGGCC
GCGAAGCATCATCTGCCTGAAGATGTTTCTGCACTGGTGACTCTTCAGAGACGTGGAGGG
GTGAAGATGTGAAACCAGGCAGCATTAAAGGTAACGCGTATCCGTCTGTTGTCATGACAA
CTGTAAGACAAAACTGAGGTAGCTCTGTATAGTGATGAAGAGTTGAGCATCTATGGAAAG
CCTGTCTTCAGGGTTGGTCATTTACCAAAGCTCTCAGGATCCTATGTTCCTGATTTGCTG
TGGAGTTGACCACAAAGCANACGTCATTCCTGTGGGCTTCTGGGTCTCCAGAGGACTCGC
ANGAAACAAGCCCTGCTTCCACC
>McF0001MGR-1G21bd1
GTATACCCGGGCCTTATGGCCGGGGACCTTTCACGGCAACACGGAAGGGTGCGGGGGCTT
TCTCCTCCAGTGCCAGTTACTCTTCCAACAAGCTCCACGATACTACTACTCCGATCACAG
TAAGATCACGCTAGTCATCAACTCTCTTCGCAGTAAAGCGCTACAATGGGCTCAGGCTTT
CTTAGCCGCCAATCCTATATCATACTTACCTTTTGAACGATTCATTAATGAATTTAAGTT
GGTGTTCGATCAGCCCCGTAAGCAAGACGAAGCAGCACGCAAGCTCCTTTCACTCCGACA
ACGAAACCGCTCCGTTAGTGAGCATATCATAGACTTCCGCATCCTGGCTGTGGAGGCTGG
ATGGTCGGATCCAGCTCTCCGAGGGGTCTTTTACCAGTCCCTCAACGAAGCTATCAAAGA
TCATCTATGTACCCAGCCGGAGGCTAACACTTTCGAGGAACTAGCGGCTGCCGCCTTACG
TTCCGACATCAGGCTACAGGAACGTAACGGGAGTCGGAGTCATGTGACCAGGAAGACTAC
TACGCTAACCCCCCTCGTCACTCCCATGGACTGTAACACCACTCTTCGGTCTGATACTCC
TCGCACCATCCCAGAAGAGCCTATGCAGATCGGGCATTCAAAAATCACCGCCGAGGAGCG
GCTTAGACGTCGCAACGAAGTCACTGACAGCCATGCTCCAGTCACATCGGACGAATTAAT
TTCACCCTCAAGAAAATCACCAAAAAAAAGATGGACAACAGGAGTTTTCAAGACAGGCTT
TCACCATTTCATGAAACATAACTGGAATTCACCTGAAGCTGGAGGAACCCCTGCTCTCCC
CGCTTGACT
>McF0001MGR-1H01bd1
TAACCCGGGCCTTATGGCCGGGAGTTTCCAAGAGTTCAAAATTCATGCTGGTGAGTAAAC
AGCTGCTCATCCAGTCAGCAATGTCTGTTTAGGTCGACCAAGCGTTAGCATTAGCTGTCT
TATGGGAAATTCCATTATATGTTAGCATCAAGCTAGCAGACTTTGGCTTGGGTCCTGTCA
TACATCACAGTAAAAGGAAAGGAATAAAAGATGGAGCTTTGCCTTTATGGATCGATTATT
GATCTACTAAGCTTGGATCGATTTGATCAACCCAAGCATATGTTGGTATCATTTATATTT
GACAAACCTTTGTAGAACCACCTGGTTTGTGCGGACTACTACCTGTACTAGTACTACAAG
AGCTAAGCTCAGAGTTAAGTTCTGCAGGAACGCCTCAGGCTCACTGGATTCAAAAATTCA
TAGAAATGTTATAGAAATATTGAATAAAACATCAATTAAAAATGCAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAACAT
>McF0001MGR-1H10bd1
GCGATAAACCCGGGCATTATGGCCGGGACCAGAGCTGGTCTCTGGTTTCCTGAAGCTGTC
TCTGTGCCACGACTTAAAAGTCTGCAGGAAAACGTAATCCTGCTTTTCAGAATAAAAGCC
TGGCTATCAGATCCACCTGTTTCAGTCAAAACGTCTGAAATAATAACAGCAGAAGATGAA
GACCTCCTCCACCATAATACTTGCTCCATCCAGGGGCAGCACCTCCTTCTTAAAGCTGGT
TTCAAACCCAAACTACCTGGAGCCAGGTCAGTTCACCAGGTAACCACTGGGGGGTTGTTC
CACGTGAAGTCCGCCTCCATTCAATATGATGTGAAACATCCTCAAACTAGAAAAGTGAAT
CAAAACAAACATCTTTGGAAAGTTACTTCATGCAGAAAAGAACCGCAGTAGAACAGGAAG
AACCTTCACTTTCAAAATAAAAGAAGTCTGTATTTAACAGAGTCTTCACTGGAAAGCCAC
TCTGCATAGCATGGTGACCGACTCATGAATGTTATGATGATGATGCTGCTAATAAAGTTA
TAAACCGCNNANAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0001MGR-1H11bd1
GTCTCTGAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGAGCTGACAGGTTTGTTTTG
CTCGCCGGAGCTCGTCTTGATATAAGACTCGGCCATAAACGGAAGCGACAACACCAAGCC



GCCTGTTAACTGCTGCTAGACCGTTTTATTTTTATTTTTAAAACAAAGAACTAATTTGCA
CAGCAGCCACCAGCACTTTATTGAGAAGATTATTCTAAGTTTTATCGTCTCGCCACCTCT
GTGTTTTGCCTCCAACTGTTTGACGCAGTATGCCTTCGGAGAAAACGTTCAAACAAAGAC
GGACCTTTGGTGAGTGTCGACTCTGCTGGTTGCGTTTTGTGTAACGGTGACGTCAGGGCA
GCCCGCCGAACCAGTCCCAACAGCAAAGTGGACCTGAAACGGAGGCCCGGCTCGGTTCCT
GCCCGAAAAGAGGGTCTGCGTTTGTTGGCCTCGTGCTCGTGTTTACAGGGATGATGGGAA
AACAAAGTGGTGTCGAAATGCAGAGCTGCCAGTGGCTAGCAGAGCTGCAGGATTGGGGGA
TGGGACTGTTTGAGGAGAGGACTTTAAAAGGCTTAAAACGGTCCAAACGTGCTGACTTTA
CCCCAGTTTCCTTTTGTGTGCAGGCCAGGCCACAAGCCTGCATGCAGGTTCTACTTTCAG
TTGTTCTTTACGAGCACTAAAACACAAGGTCAGCACTGCTTTGTACCTGCATTAACCTTC
CTTCAGTTTATGTTGACCCATTTCTGCTTTTTCTCNGTAATAGTCATACATTTGA
>McF0001MGR-1H15bd1
GGGGGGGAACATATGGGTCCCTCCCCCAGTTTACTGAGGATCATTCCGAGCTACACTGGA
GCCAAGATGGCCATGTCTCTTGTCAGAAACTTCCTCGTTGGAAACCTGATGCCAGAGAAA
TGCTACGAGCAGATTTTTCTCACAGGCAACGTGCACGGTGAGTTCCGTGCTTGAAGTTTG
TGCTGAACAGAATCGCTGGATTCTGGATCATATTGGACACGTTTTTGGTGCTTGGGCGGA
AAGGCTCTTTACTCTGTCTCAGACAGCAGCCATCCTCTTCCTCATCATGCATCATCAGGG
TAAAACCCTCAAAGGTCTGCTGCTGCTCCTGGTTTTTGGTGGTGTGATGCTCCTCCTGGC
TCGCTGTGCAGCTACTGCAGTTGTCTCATTGATGCAAGCTTCCAATCTAGCAGCTGTTAA
TGCAAGCAAGGTTTTCCAGACTATAACCAACCACCAAAATGGCCACACGGGTCAGCTGTC
CACACTGTCTGTGTTTCTGACGTGGACTGGGTCTCTGGGACTCATTGTTGTTTCTTTGCA
GGAGTCGGGCAGCTCTTTTACCAGCCTGTTGCACATACTGTCCTCAGGCCTGAGCTTTGT
CCTGCTGCTCCAGGTCTGCTGCTCAAAGAGCAGCACTGCTGCAGCTGCTGCTGCGAAGAA
GACAGATTAAAAGAGAGGAGGCTGTACAAAAAGTGTTTCAATGTTTTATAGGTAATATGG
GTCAATGCTGCTTTAAAGTACCTTAAATTGTATTTCTGTGAAAACTACGTGCTAGGTTTT
AACTATTAATGTTGGATGTTTTTGTAGAATATATAAATAAGTCCTT
>McF0001MGR-1H17bd1
GGGAGGTTCTGCGCCTGCGACGCGCGCGCCAGGACCGTTGGAGTTGGAGCGTAGGAGCAA
ACGGGACGGAAAGTGATGGAAAAGTTGCGCTGATCTCTGTCCGGCGCTACTGGATGAGAA
AGGAGAGTAGGAAGTCGCAAAGTTTGCGATCTGAACTGGGAGTGAAATAATGTGAGCGGG
AGCTGCGGCGCTTCTCTGCTCTGTCTGCGGATTTATGACTGTTTTTGCGCAGAAGGACTA
CATTATTCCAGGCTGTTCGCCTGGATGAGCAGTGAGCGCAGCGCCGGGATGCATTCAAAG
ACAGACTAAAGCTGTGCTCAGACTCTTACTTTTAGTTCAAGCACACTTCTGCTCAACTCC
ACGTGTTAGAATCCAGGGCTTCTTGGACTCGTTTTTTCCTGTTTTCCTCACATCTGATTC
CTCCTTTCCCTCCTTCATCCAAAAGGAAGTCATTCTCATGAACAATTTCAGCAAGCAGAC
AGTTGGAATGTTTCCAAACTCTGGATTTTGATATACATTTTTTTATATTTGTCATGAAGG
AGTGGATGCTTGAACTGTGTTTTTAGTAATCTGGATTATACTAGAACATTTCTTACAAGA
GAGACGCTGAATGATGTCTGCAACTTCAATAGGATTTTTATTTCTGTTAGGAATTCTCCA
TGTGTGCTCAGGATCTCGTCTGCGGCAAGAAGACACCCCACCTAGGATTGTAGAGCACCC
ATCAGACCTGATCGTTTCCAAAGGGGAGCCTGCCACACTCAACTGTAAAGCAGAAGGACG
GCCAACCCCAACGGTGGAGTGGTATAAGGATGGAGAACGGGTGGAAACGGATAGGG
>McF0001MGR-1H20bd1
CCTTGAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGGGTCTTGATTGATCTTTTGT
GGAGCAGGATGTCTTCGGCGGACGTGGAGGATTTTATTCAACAAAACCGAGATGAAGCTG
AGCGAGTGGAGACGTTTCGGGGTTATTGGGAGAGCTGGAAACACTGGGAGCCCAGGAGGG
AGTTTATCCTGCGAAACATGAGTGACTTTGAAAGCGGGCAGGTGGACCATCTGCTCTCTC
TGTCCATGGTGTGGGCGAACAATGTCTTCCTCGGCTGTCGGTACAGTTCTGAACTCCTGG
AAAGGGTGAAAGCCATGGCTGAAGGCATTGTGGTGGATGAAGCTCCCATTTTCAAGACTA
GAGATGAGATTATGAAGAACCAACAGGTCCTGCCATCGACTGACATCACAGCCAGCAAAC
CATGGAGTCCGCTCGACTTCCTGTGGTTTTCAATAAAAGATAAAGTGAAGTACAGGGATG
ATGAAGAGTGTGATGAAGAGGACAGCAAAGAGAGTAAAAGCTTTAGACGTCCGACCAGCT
CTGCTCCACGATGGCCGTCACCCTCTTCTCGTACTCCCTCTTGTTTTCCTGATAGAGCTG
TGCGGCCTGACTGTTGGCTGGGCTGTTGGGGTTTGGCTCATCCAGCANAGACTGCAGCAA
GAAAAGCTCTTTATCACACCAAGAAACAGGATTCAATGTCGCCAGGCTGTTTGG
>McF0001MGR-1I01bd1
CGGCCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGAAAACAAGATGGCGAAC
GAACTGGACAGAGTACGAATCTCAGCCGCGGAACTACGAGCTGAAGCTTTGAATTCATCC
AATATTACTGAGTGTGTTGCAGTGGAGCATCAAAACCATCAGGTTCAAAAACAACACAAG
AAGCGTGAAGGCAAACGTCCGGATCTTCAGCGTTACCAGCCTGCAGCTGGAAGTGGACGC
TCTGCCCTGGATAGTGAGGAAGGAGAAACTCCTCCAAACCACCTCCTTCCACCCGACTCT
TCAAAACTGGATCAGTCAATCGGGAATGAAAAGAAAGGAGACGCGGGAAAAGTCTCAAAC
AGACAAGGGTGCACTGATTGTGAACCTAGTACCAAAAAAGTGGAAGAAAGCACTATGAAA
GGCGATGGCAGTAATAATAAAAACTGCAGAGAGGGCAGCCGGTCACAGCCTAAAGGAGAT
GCGTTTAATGAAGAACATCAAGAAGTAGACAAGATTGCTAAGACTGTGAAGAAAGCTCGA



AAACCAGACAGAGAATTTTATCAACCCGGGACTCGCAGAAATATTCAGGGAAAGGACTTA
AATGTTGGAAGAGATCAAGAAATCCCTCCAACTAGGAAGCCTGAGCAAAACCCTGAGCCT
CAGTCCCAGCTGAGTGCAAAAGCAAGAGAAGGGAACAAAGATAAAAATATACAGAAACAG
AGAGGTATAGATAGAGCTAAGTCGGGACAGAATGTGGATATTACTTCCAAATGTAGCGAG
GTAAATAGAGAGCATCAAAGCCGAGATGTAGAAAAGCCTGTGTTACCCATCGACTCATCT
GTTAAGAACATTACAAGC
>McF0001MGR-1I08bd1
GTCTCTGAGCGCCCGTTTAACCCGGGCCTTATGGCCGGGGCCTCACCTTAATTTTTCCCA
TGGAAATGTCTTTGATAAAAACTCAAGATGGTTTATAACACTTTGTTATAGTGCCTGTAA
TTTTTTTGTTCTTATTTTAGCCGAGAAAATTAGATGTTGAGCCTTTTTCTCAACTTTAAG
CTAGGCTATTCTCGCGGCTAAACAGACTTTCATGCTAAATCTGACGGATGGAAGTCACTC
CAAAACACGAGTATTCATCACCCTGCTGCCCAGAAGAGTCAACCCCCTCGGGATACAGAG
AAGAGAAATGTTTTTCAAAGCTCAGCACTTCGCTGAGGGAAAGATTGAAAAGATCCAGAC
GCTCCTTTGTTTCTCCTGTCTCTGTGGCCAAACGCCTTTGTGTGGACGATGCAGAGGATG
AAGGGCCACACATGTCAGCAGACTCCAAGGAGGCTGTCAGGCAGCCTGCAGAAATCCCAC
TCAATGACAACAAAAGGGAAGCCCAGTCAGGCAGCGAGCAGACGCCTGAAGCCTTTTTAC
AGCACCTCAGGAAAGAAGTCAAAGAAAAAACAGAGACTCTACGTCGACTCAAGATGGTAA
AGATGTACAGAAGCAAGAATGATTTAACCCAGCTTCAAACTTTGATCGACAAGTGGAGGC
GTTGCTCCCAGAACGCGCTGTATGAACTCCAGTCAGATGTCACTGTGGACGGACGAAGGG
CGAATCTGTCTGAGCTTATAGACCTCTTTGGTTTGGACGATCACTTTCTGCACTTTGAC
>McF0001MGR-1I09bd1
GGGGGACAGCAACATGGCGGTCTCCTTGCGCCTGGGTCGTCAGGGAGCTCTGCTTGGGCT
CAGATTCAACCAATTTAAAAAATCAATATGTCCCACACATTATTTCCAGGACCGAGTTCG
ACAGTTTTTTCATTCACCATGGGCGCTTGGTGTCACTCCACTCAAAGTGCAAATGCCAGC
TCTCTCCCCCACCATGGAGGAAGGGAACATTGTTAAATGGCTTAAAAAAGAAGGTGAGAC
CGTGGAAGCAGGTGATGCTCTCTGTGAGATCGAGACTGATAAGGCTGTGGTTACCATGGA
ATCCAGCGACGATGGGATCCTGGCAAAGATACTGATGGAAGAGGGCAGTCGCAATGTGCC
CCTTGGCACTCTCATTGCCCTTCTGGTGGAGGAAGGACAAGACTGGAAGCAGGTTGAGGT
CCCCTCACCAGATTCTCCATCTGCAGCTCCCACGATTCCCCATGAACCCACTGGCTCCTC
TGTGACCCCCGCATCTCCTCCTCTTTTACCCAAACCTGCGACGTCAGGGCCGTTACGTTT
AAGTCCAGCAGCACGACACATTCTCAACACCCATGGTATTAACCCAAAACTGGCCACACC
CTCTGGACCAAGAGGACTCATTACAAAAGAGTGAGTCTTTAAACTGGATCACACAAAAAA
ACAAAAATTGGATTAAATGTTAAGGCGACAGTGAAACTAAAT
>McF0001MGR-1I24bd1
ACGGCCGGGTGCCTGGCAATGACCAGACGTCAATCTGACGGTCCTTGGCACAGTAGGCCC
AAATGGGGAGATGGCAATGTGCAAAACTGCTCTTGTGGGGTTTCAAACCCTGACCATAAA
CATGACAGTTTACCAGTGTAATGGCAGTTCATAGCAATCGTAACCAGCTTCTAAATTTTT
CAGGCAGTCTTCAAATTATGTAAACTAGTTCTAAACAAATTTGATTTCAACCAGTGAAAT
GTGTTCAGTTGAAGGTAGACTTTATTTCAAGCCCCAAGTTTTCCTTTAGTCTTTGAAATG
TCCTTCAGGAAAGTCTACTCGAATTGATTTGAATAAACATCCCTTTTTCACAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAACAT
>McF0001MGR-1J08bd1
GTGGGCGCCCGTTAAACCCGGGCATTATGGCCGGGCACTGACATTTCTACATGATATGTT
CGTTTCAGCGACAGAAGTTTTTAGCTCTTAGTCTCGTTTTCTGTGTTGGTTTTTCAACAC
GCTTTGCTCTTCACTCTAGCCGTCTGTTTAGGGAAACTGAAGGTGTTAGCACCGGTGCTG
CTTTTGCACATCATCTATGGAGCCTGTTGCAGAAATGGACCGATGAATCAGATATGTGGA
ATGTAGAATTCCTGGCGAACTCGGGTGAACTCTGCCTTTGCCCTGAAGTAGCTGGGATTG
TATCCAGCAACCCCGTGATCCTGCACAGGACTAAGCTGGTATAGAAGATAGATGGAATGT
AGAATGTGTTAGAGAAATATACCCTGTAGTTTTGCTTNNNAAAAAAAAAAAAAAAAAAAA
AAAAAACAT
>McF0001MGR-1J09bd1
GAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGACGGAGGCGAACTTCAGGTTCCTGC
AGGATCTGCACCGGGAGCTGGGCACCGCTCACTTCAACGTCCTGGCCTTCCCGTGCGGAC
AGTTCGGGACCACAGAACTGGGCCTGAGTCGGGACATCGAGGCGTTCGCCAAGAACACCT
ACGGCCTCACCTTCCCGTTCTTCGGCAAGATCCGAACCTTTGGCTCTGAGGCGGAACCCG
CCTTCAAGTTCCTCACAGATTCCGTGCAGAAAGTCCCCAAATGGAATTTCTGGAAGTTTC
TGGTTGATCCAGAGGGCAAAGTAGTCCGGTTCTGGAAAACAGAGGAGCCCATGGAGAGCA
TTCGACAAGAAGCCATATCGCTGGTCCGACAGATCATCCTAAAGAAACGAGCGGAGCTAT
GATGCATCTCATGAATGCAAACTGGACTGCTGTCCACTGACTGTTTTCCCTGAGCTTTGA
CTGTCAGGAATGGCTGCCCTGTAGTCGTTATCCAGTAACGTTCAGGATTACCCACTAATG
TCAGCTGCAGGCGTGAGGCTGGACAGAGTGAATCTGTTGTTGATGTCTCTATGAAACCAG
ATGTGACGGTCATCACTGAAGCGAAAGGAATCATTCCTGGAGTTTGCATGTGACTTTTTC
TGATACTTTTCCCAAAGTTTACATTAAAAATCTTTTCCTCATGATGACCNNNNNAAAAAA
NNNNN



>McF0001MGR-1J12bd1
TGAGCGCCCTNTAACCCGGGCCTTATGGCCGGGGAAAAAAGAAGCACGCTGCCTTCGCAG
TATCCGTTCATGTGCTGTTGACGCGTGTACATCCACCGGCTGCATCAGAAGTAAATCCGC
ACATGTAATGAGACAGATTGCGTCAGTTAGGCTATTATCTTTTTATTTGAGCCGAGTGTC
ATTATAATCTTAGCTGATACGCGTCTGGGAAACTGCTGAGTGCGCGCACTGGATGCTTGG
GTGAACAGGTGGCGCAAACCCCAGTCTCTTCAGTTACCAGAGCCCTACCGATCGGACTTA
ACGCCCGCACGCACCCCACTCCACGCTGAGCATTTATCTGTTCTTTAAGGCGACTGAGAC
TGGAGCTCCTAAAGTGGACACCTGTCAAAGGAGGTTTGATGGCAGTAGCGGACAGAGACA
TGGTAGTGGACAACAGCCACCCGTTATGTGAGGGGCAAACCCCAAGCAGCGCCGAGGACG
AGGGCGTCCTCCCCGTTACCCTATTAAGTCCCGCAGAGGACATCGTGAAAAACTTTTACC
ACACCAAACGGGTCGGGAACTACCTAATAGGAAGGAAGCTGGGAGAAGGATCGTTTGCCA
AAGTTAAAGAGGGTCTGCATGTGTCAACAGGGGAAAAGGTGGCAGTGAAGGTCATCGACA
AGCGGAAAGCCAAGAAGGATTCGTACGTAACCAAGAACCTGCGACGCGAGGGCAACATCC
AGCAGATGATCCGCCACCCCAACATTGCACAGCTGCTGGATATCCTGGAGACAGAGAACA
GCTACTACCTAGTGATGGAACTGTGCCCAGGCGGAAACCTCATGAGCTGCATCTACGACA
AGAAACATCTGGACGAGAGGGA
>McF0001MGR-1J16bd1
GCTGTGGGCCGCGCGTTTAACCCGGGCCTTATGGCCGGGGTCGTGACCAGTTATGGACCC
ATAGAAGCTGACAAAGAGAACATCAGACAGGAGAGAAGCCTATTTCTTGTAAAGAATGTG
ATAAATGTTTTAGTTCTGTATCTCATCTCAAATATCACATGAGAACTCATACAGCAGAGA
AGCCATTTTCTTGTAAAGAATGTGATAAATGTTTTAGCTCTGTATCTTATCTCAAAGCTC
ACATGAGAACTCATACAGGAGAGAAGCCATTTTCTTGTAAAGAATGTTACAAATGTTTTA
GTTCTGTATCTTATCTCAAAGCTCACATGAGAACTCATACAGGAGAGAAGCCTATTTCTT
GTAAAGAATGTGATAAATGTTTTAGTCAAGTATCTCATCTCAAAAGTCACATGAGAACTC
ACACAGGAGAGAGGCCTTTTTCTTGTAAAGAATGTAATAAAAGTTTTAGTCGTTTATCTC
ATCTCCAAGCTCACATGAGAACTCATACAGGAGAGAAGCCTTTTTCTTGTAAAGAATGTG
ATTCTAGTTTTAGATATTTGTCTGGTCTCAAAGCACACACTAGAAATCCCACAGGAGAAA
AATTTTTGTCTTGTAAAGAATGTGATAAAATTTTTAGTTATTTAACTTGTCTCAAAACAC
ACATGAGAACTCACAAAGAAGTGAAACGTTTTTCATGTACAAAATGTAAAANAAAAAAAA
AAAAANAAAAAAAAAAACAT
>McF0001MGR-1K07bd1
ACCCGGCCTTATGGCCGGGGAACACTCAACACTCACCAACAACAACAACAATGAAATTCA
CAAACGGATGCGACTGCTGCGGTGACAACTGCGACTGCACCACCTGCGGATGCGCCACTT
GCAAGTGTGGAGGCAATGCCGCTCAATGTACCTGTGAAGGCGAATGCTCCTGCAAAAAGA
AGGCCGCCGCTGCTGCTGGTTGCACTCGATCCGACTGTGGCTGTGGAAACTCGTGTGGAT
GTGGCACAGACTGCAAGTGCTAAACTACTGTATTAAAACTCTTTATTCAGTTTCAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0001MGR-1K08bd1
GGGGCGCGAAGAAGAAAAAGAAAGGACGCTGTATGCGGAAAAACAGGGAGAAAGAAACAC
GAAAGTGATGATGTTTTAGCGAATGAAAAGGTGACAGAACTTCTGGATCAGATCATCCAG
AGAGGTCCCACGGCAGCACAAAGTCTGCTGGAGCTGCTGAAGGACCAGGCTCTCCAGGAG
ACCTTCCCACTGCTCGCCTCTGTTCAGGAGCTGCAGGCCAACTCATTGTCTCCAGAAGTC
GAAAACAACGTATCAAAAAGGCGAAAAGGAGCTCCTGAATCACAAGATCCACCTAAAAAG
ATTTGCAGCAATGGCTGTGCCTTAGTGAAGGAGAAGCAGCTGATGATGGTCGCCCAAGCC
ATCGGCAGGTCTTGGAGGGAGATTGGACGACTGGCTCTGGGCGTCCCATCTGTGAAGCTG
GAGCAAATAGAGGAGGACCATTCTCAGCATTCGGAGCGAGTCTTCCACATGCTGCGCTAC
TGGCGCCACAGTCAAAGAGAGGAGGCCACCGCTGCTCGCCTGCACTCCCTCCTCAGTCAG
AAGAACTTCGATCTCGCTCCTGAAAATATCGCCTTTCTACTGGAGACAGACGAAGAACAT
GTTTAGAGAAATCATGTTTATCTTCACATCAGAAGTTCACCAGACTACTTACTTGACATT
TGCTAGAATACAATTTATTATGACATTTTTCTCGACTTGTATACATGCATTGAAAATGCA
TGAAAGCCGTAATTTCTCTCTACGTATTGTTTTGGGTACAAAATTAAAGATTGTATGATA
AAACTGTATTTTACAGGCAATTTTCTACATTTAAAGTTTTCCTTTTGATATCACTGCTTA
ATTAGAGGAATAAAT
>McF0001MGR-1K20bd1
GGACAGACGTCTGCGGGAGGAGAAGGCAGAGGAGCGCTGCTTGACCAGATCCGACTAGGG
AAAAGTCTCAAAAAGGTGGAGAACTCTGATCCAGCTCCACCTGCGGCGGCAGAACCGGCC
CCGGGCATTGTGGGTGCTCTCATGATGGTCATGCAGAAGAGGAGTAAAGTCATCCATTCC
TCTGATGAAAGTGAAGATGAGGGAGGAGATGATGATGATGACGATGAAGAATGGGATGAC
TGATCTTACGTTGATGGTTTTTGTGTCTTCTTTACTTTTTAACTGTTAAATACAATGAAT
TCGGCACAGACTCGCGTATTTCAAACTGGACTATGACTCATGTATATGTACTCACATTGC
CAAAAGTATTTACTCACTCATTGCAAAATTAAATGTAGGTGTTTTTAGCCATTTCCATGG
CAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0001MGR-1L07bd1
GGGCTTCTGGGTAGAGTCTGCGCGAGTGGGAGTGGAGTGAGTCGCTCAGTCTCGGCGGCG



TTCATCCATTCCGTGCGGCACTCCCCGTACAGCTCTGTGCGTCCTCGGTGCGAACCAAGT
GCTCCGGCCGGACGGCGATATACTGGACGAAACAAAGCAGGACGAGACGCGAAGCCTGGC
GGAGTAACCTTGAGCAGAAACCTGCGTCGACACACGGATTCCCCTCCGTCAGGGGGAGAG
CATGGAGTGACGGCGAGCGGGAGGAAGGGGCTTTTTCCGAGGACGGCGTGCTCCGCTGAA
ACCCAACATGGCGCTGCTGCGAGGTACAGCCGAGCTGAATTAATTTCTCCGCCGACTTCC
CCACCTGTGCCGTCCTTTGTGGCTCCAGGCTCACGTTGCGCACTGACTTACAGGACCTCT
ACCGGCTGGATTTCTGCCTTTTCGGGATCTTTTTTTTTTCGTATTTCATGGAAGTGACAC
TTTTAGCTCCCAAAACTTCCAATTCAGGCTGACAGATGAAAGTCGGACACCCGAATCGGC
TCCAAAGTGAGATTTGTTTCATTTCAAGGGGATAACCAAACCTGTTAGACACTTTTACTT
TTTTCCACCTCGCCCTCCACCCTTCTGCTTTTGGTCGTCTGTCTCCATCAGACAGGACCG
TAACCGGGCCAGTCTGCGCACGCACGCACGGACGGACCGCTGTCCTCTTTAATAACTTGC
GCGGGAGGGAATGAACAAGGCGTGAGTAGGAAACCACGAGTGGAGCTTTCAGCGGTCAAC
CAGGGCAACATCTGTTCGTGATGTCGATGCTGAGGCACAAACTAACCTGGAACTAAGAC
>McF0001MGR-1L16bd1
CGGCCATTTTTGCCGGGGGACACAGAGAACGGAGCTCCTGTGAGGTTCCTGTCTGCTAAT
AACCACACAGGTATCCTTTGGGGGAAAGCACCAACCAAGAGTGCCAAACAATGGCCAACT
TTGGAGGGCACGCCATTCCTGGCAGTTTCTTCCTGTTCTATGGCTTTTGCTTGACGGTCA
AATACGTCCTTTTTCACAACTGGAGGAAGAGCCAGCCCAAAGCAAGGCAGATCTTGCCGC
CACTTTTTAAAAGGATAAACTATTTCGAGGGAGGACTGCAAGTCTTTGCGTCATTTGTTG
GTCAGCTCTCCTTTCTAATCTCTCCGCATCATCTCAGCTTGGTGCCTGCCTCCTTTATGT
GCCTACTGCTGTCCTGTTTTAGGTATTATGGTGGAGCAGTTTGTGGTGGATGGGCCGCAC
GCACATCTGTATGATAAGGAAAACAAGTCCTGGGTCAAGCTGATGAACTGGCAGCACAGC
TCCATGTATCTGTTCTTTGGGATTTCTGGAATAGCCATGCTTCTCAGCACTTCATCCAAA
CTGGTGCCAGCTCGTATCGACAGAGTAGCTCTCTCCTTGGCTCTATTTGTTGAAGGATTT
CTCTTCTACTTTCATGTGCATGCCAGACCCCCCCTGGATGCTCACATCCACTCCCTGCTG
CTGTTTCCTGTCTTCGCTGGGTCAGCCAGCATCATGCTGGAGTTGTTCATAAAAGACAAC
ATCCTTCTGGAGCTGTTCGGAGCGTGCTTCTTCATCCTGCAGGGCTCATGGTTCTACCAG
ATTGGATTTGTG
>McF0001MGR-1L20bd1
GGGACACACTCTGAGTGAGGATCGGCGCAGGCGTTGCACACAGACAGTAATCATGTCCAG
TGGAGATTCCAAGGCCAAGGCTTCTTCCCAGACTGATGGGAAAGCTGCTCAGGGCAAGAA
GTCTGAGATGGGAATGATGTCCTACAGGATGTATGTGTTCGATCAGGAGAATTTCCAGGG
CCGCATGATTGAGATCAACAACGAGTGCATGAATGTGTGTGAGATGGGCATGGACCGCGT
GCGCTCCCTGCGTATTGAGTGTGGACCCTTCGTGGGATTCGAGCAGATGAACTTCTTTCT
CCTCCACAGTCCTCCAAGACACAGAAGAGGGAACACAACACCTCTGTTTTACACTCATGA
TTTTCGGCTCAGGGTTTGATACACCATGGGAAACCATGGACCATGGACTCCTCCTACCTG
CCCTCGTGCACGCCCGCTCTACTGTACAGACTCCTGGCCAAGTTTTCAATAAAAAGGAAA
ATCTGGATTTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0001MGR-1M01bd1
GTCTTTGAGCGCCCTTTAACCCGGGCATTATGGCCGGGGGGGGGGGGGGGGGGGCATTAC
AAAGTGCTTCAAGGTGAAATTTA
>McF0001MGR-1M04bd1
TGCGCCCGCCTTTAAACCCGGGCCTTATGGCCGGGGACAGCTGTAATCAGGCAGAGGGTG
GGGGTGCATTTCTGGAAGATTCTGCAGGAATCATTCGAGAGTGGACCCCCTTTCATCCGT
TTATTCAGGGGACTGTTTATGTCTCCCGGTTGGGTGGTTAACCTTTCAAGTAAAGCCGCA
ACACCGTAGTGGGGTGACTGAAGGTTTCGGGGTCTGTTTACGCTCTGACCTGTTGAAGTC
ACTTCTACGGAAGCCGTCGGATGCAGTGATGAAGCTGAAACGTCTCCAGCAGGAAATGGT
TCTGCTGCCATACAAAGAAAAAATAAACTTTCCTCCCTAATTCTAAATGTCTCTCTATGC
TGATGAGGCTGCTTTTACAGCAGTTAACCCTAAAATGTGTTGAGTCACATTTTGTTCTTG
TCTGTTTTGTAAATTGCTTTGGATTAAAGTGACGCTTAAATGACATAATAAAAGGTCAAG
AGCTGATTGGACAAAACAGTCAGTCTGAAGGTTACAAAGCTGATTTTGATGCTATGAAGC
ATCGTAGAACCACAGCGAGACTCTTCATCCTCACCTGGAGAAAAAGGGGGAAGAGAGGAG
AGAACTTTTCCAGGACCGACTCACCTCATCCTGGAGGTTCTCTAAGAGGAAGCAGGAGAA
CACGGAAAGGAAAGCACGCCGTGCTTGATTCACTGAAGGTCAGAGTTCTGGATGCAACAA
TCGGAAAGAGACTTTTGGACAAAAATGGATCCATTGGAGAGTTCAAAGAGAAACTGCTGA
GCAAAGAGACTCGTTTCATATTTGAATGCAATAAAGAACGGATCTGGATTATCTCCAAAA
C
>McF0001MGR-1M12bd1
GCGCCCGTTTAAACCCGGCCTTATGGCCGGGGGTCAACCAGGAGCCCACATCCGCTAGCT
AATCAATCCTTCACAGAGCCGCAACCATGGAAGAGGCAAAAAAAGAAAGAAACTAAACAG
TCTGAAAAGACTGACGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0001MGR-1M14bd1
CTGAGCGCCCGTTTAACCCGGGCCTTATGGCCGGGGGAAGAAGAACATTTTCACTTCAGA
ATACCCGTGATGGCAGCGGTTCAGAGAGGTGACCTTTCTGCCACCTTGAGGCAACAAGAA



CTTCTTCACCTCTGATACTTATCCCTCAAGAAGCTCTTTCCGTCCAAATGGATGAAGAAA
CTGCTACAGATTCCTCCCCTGGGGACGCAGTGTCTTCCAGAGACCCGGGGGAGTTTGATG
CGGATGAAGAAATTCACGACTCTCATCGACCATCTCCCGATCTGGGAGAGACCCCTATGG
ACACCCTGGTTTGGTATCATGTGGACCAGGCGTTGGCTCCAGCTCAGAGCTACACATCGA
TGTCTAGTCAAGGGGAATCTGATGTGGATGGAGACAGTGAATCCATTACAGGGGTGAAGC
TGGACAGAACCGGTTCGTTCTCCAGCTGCTACTCTTATGACAGCGATGACTGTGAGAAGA
AAACAAGCAAGTCTAGAAGTTCAGATGACTCCTCAGAGAGCCCTAAAACAAATGAGTTAA
CCCTGGACGAGAACGAGTTCAAGCATCCGTCTTTAACAGTGGCTTTCACTTTCACGGCTA
TATCTGACACCCTTAGGAAGCTGTCAGACTTGGAATATTTTTTCAAGAGGGAACTGTGGC
TTCACTTCCCACAAAAATTCAACATGGACATGGATGTGGTGAGCGTTGTGGACAAGCTGC
TTGAGTCCTTCAGCCTTGAAAAGTCTCTGCGGATTGTTAAAGCCATTCTTATAAAAATTG
AGAGGGACAAGTTGGTCCAGTATCTCCAGGCTAGATGTACAAGAAATGAAGTC
>McF0001MGR-1M17bd1
TGTGAGCGCCCGTTTAACCCGGGCATTATGGCCGGGGACATTCACTGTCACTCAGAGAGC
TGGACGTTTACCCTCCTAGAAATGCCAAACAAGGAGCAGCAGAGGAGCTGTGATGGACCA
TTTCCATTGGAATTACTTGAAATAACATCAGGAGCAAATACAAATTAGGACAAAAGTAGA
CCGTTCTTCTTAATCCTGCCTGGATTTCAAACCCAACTAACTAAACAAGCAGAAGAAACA
AACAGAAGCTGTGAGGGCGCCAAACAAGAGCGTTGACCTGTGACCATCTGAGCCTCAAGA
TAAATGGCGGACAAGCAGATCAGTTTGCCTGCCAAATTGATCAATGGGGGGATCGCTGGC
CTGATTGGAGTGACCTGTGTCTTTCCCATTGACTTGGCTAAGACTCGCCTGCAAAACCAG
CAAAATGGATCCCGCCTTTACACCAGCATGTCAGATTGCCTTATTAAGACCATTCGGTCA
GAAGGGTATTTTGGGATGTACAGAGGAGCTGCTGTGAACTTAACCCTGGTAACGCCAGAA
AAAGCCATCAAATTGGCTGCAAATGACTTCTTCAGGCAGCACCTCTCCAAAGATGGAAAA
CTCACTCTGGTCAAAGAGATGCTGGCTGGCTGTGGGGCTGGAACATGCCAGGTTATTGTA
ACAACTCCTATGGAGATGCTGAAAATCCAGCTCCAGGATGCTGGAAGGATTGCTGCTCAG
AGGAAACTCATGCCAGAGACGGTTGCAGCTGGAACCGTGGAGACAAAGTCCCCCACAGCC
ATGCAGCTCACCAGGCAGCTACTGCAGGAAAAGGGCA
>McF0001MGR-1M21bd1
TAAACCCGGCATTACGGCCGGGAGGCCGGGCGTGACCCGCTCCGGGGACAGCAGAAGCTC
CTCAGGCCGGTGTGGAGCAGGGTTGTCCATCAGACTCGTGTTACATAATAAAGGACTGGA
AGAACTCANAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0001MGR-1M22bd1
GCGCCCGNTAACCCGGGCCTTATGGCCGGGGGCTGACAGGAAGTTGTGTCTGCCATGTTC
GGCTGCTTTGTTACAGAGCTGAGCTCCGGAGCTACGATGGAGCCGAGCTGGAGCTCGTTT
TTATTCCAGCAGACCAATGAGGCATTGCATCATCAGCATCAAGTATCTGGAAACAGTCTC
CTGCCTCTGCTAAATGCAGGCACAGAACCACCAGATCAGAAACCAGTTCTGCCAATCCTT
CTGGACCAGAAACCCCCAGTCAGTGCTGCGGATCTTTTGAAAGAAAACGTTGCCAGTGGG
ACAGGAGGAGATGGGGTTGGAGGGGGCAGTGGTACAGGAGCAACTTTGGTTGCTGTGGTA
AAAAAGGAGCCGAAGTCAAAGACGCCCTTCATCTGTGGTTACTGTGGTAAAGCTTTTAGA
GACAGCTACCACCTGCGGCGGCACGAGTCCTGCCACACGGGCATCAAAATGGTTTCCCGG
CCTAAGAAGATTCAGATGGCGCCCACCATGGTGCCACTTATATCCACTGTCACCCGTGAG
AACAATGGAAACCCTACCTATGTCACTACGGTGGCAGGCATCTTGACCACAGCCACCACA
TCCATGGGGAGCGGTGTCATGAGCGCTGCACAGCAGCAAACCGCCCCCAAGAAGCCCCCA
AAGCCAGTAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0001MGR-1N03bd1
GGGGATGTTTCCCGCTGAGCATAAGAAGCCACCTGTGTGACTGATGTCTAATTCAATGGA
ACCTCCTTCATATGAGGAGATCAGTCAGCAGCCACCTGCTCTGGTGATACCAGTGTCAAA
CCCTCCCGCCTACACCCCCCCATCACCTTCAACACCTCCTCCCGCCTACGGAGATGCAGT
TCAGTCAGACCCCTTTCCTTTGCTGACGACACCTTCCATGGTTGTGATTTCATCCCCACA
ACCTCCTGGAGTCATCTTCCATCAAGTTACACAAATTGGTGTGAGAAGGACCGAGGGTCA
GACAGTAGCAGTGGTGTCTCAGCCGTCACCTGTTCCGATCATAGTGTCCTGTTTGAGGGA
AAGTCCTGGTTTGGTGGTTTGTCCTCACTGCCAAGAACTTGTGACCACCAAAGTCAAACA
CGTGGCTGGGAAACAAGCTTGGGGCATTTGTATGACCCTTACCTTGTTGGGGCTGTTTTG
CGGTTTCTGTTTGATCCCCTTTGCTGTTCCTCACTGTCAAGATGTGGCTCACTTCTGTCC
TGGTTGTAAAAAAGAAATCTATGTTTTTGAAAGATGACAAAGTCCTCACATTTAGACAGT
CTTGGCTCCATAATTTTTATGAACACTTTTCTTCTGTTGTTGTTTTTTTATTTTTTTATT
AAAACCATTCAACTTTATATAGACCAAGAAACCCAGCCAGGACCTGAATCAGTCTTATTG
CTGTGAGGCGGCAGTGCTAAACACCAAAG
>McF0001MGR-1N04bd1
GGGGTTGTCATGACGATTGCTACGACTCTTCGGTTCGTCTTTCGTCTCGCAGACAATGGA
AGAATACATCAACCCTTTGATACTTAGTAATGATAACAAGGTGTCACGGTGAACACGATG
TTCTAAAAAGTTTTTTTTTTATTTAAATTAATTTGCTTATCCTTAACTTTTAATGGTCAA
CGAAACTTTTCAGTGAAGGGAAACTGTGTGAGTGAGTTCACAGTTGAGATATTTAATAAA
ACACTTCAACTCAAGGATTGCACCTTTTGTTTTACAGGTCAGCTGGACAAAAAAGCGGAG



AAATGGCAGCAGCTTGCAACCCAGAAGAATGCACAGTACCTACTGTGGAACTGGAAAGTG
TCACGCAGTCTCCAGAGAGCACCAACTGCATAGCCTGCACAGAGGACGGCAGGTACCTCT
CTCTGGGTCACTGCAGGGGTTTGTCTGTGTGGTGTGCATCATCTTTTGTCCGAGTTGCCG
AATGGCTGCAAGATCAGCTTGAAATAACCTTCCTGCAGATGACCAGAATGGCTAAGATGA
CCTATCTGCTTGGTTCTGTTGATGATATGGGTTGGTGAAGTCTGTGCATTTAAAAATGTT
CAATTTTGTGCCAACTAAAACCTCTAATTAAAATGACCCTACAGCAAANNANANANNNNN
>McF0001MGR-1N13bd1
GACCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGATGAAGGACGAAGAAGCT
CAGCGGTTGATTGACTGGGAAAAGGACACATACAGCCCCGATGAACACCTGTGGGCGACT
TTACAGAGGATGCCACAAGTTCCTGGATCTCTGCCTTTCAACAGCAAGTATGATACATCA
GACATGCTGGCATTTGCCCGAGCGGTGAAGTGGGTTTATCATACAGGAGATGTGAGAAAA
GGAGCCCCTTATCCCCCATGCACCGGGACCTACCGGCGAGCGGTGTGCGTTTATGGAGTC
GGGGACCTCCTGTGGCTTCTCCAGACACACCACCTCTTTGCCAACAAGTTTGATCCAGAG
GTGGATGATATTGCCATCAGATGTATGGAGTCAATTCTTCGTTCTAAAGCTTTAGGTCAT
GACCCCATGTCTATCCTGGGAGATTCAAACCATATGTGAATTTTGAAATCAGTAAAAATT
AAAATCATTCTTCGTATCTATACTTTATTCTAGCTTATTCATCTATTTGTTTTTATCTTG
GCTGTGATCTTTGGAGCAGCTGTTTTCTCACTCCACCCTGATGCAATAAAAAACAAAAGT
CTTGAAATGTATAAACTATAATATTTCTGTTTTGGTAATGCTAAAAATGTTGAGATGTTT
ATGAATGGCAATGTAACATTTAAAAACCACATATTTGTAGTTTTGAGTTATATACTTTTG
TTTTCCTCCTATTGTGCTTAAAATGAAGGCA
>McF0001MGR-1N18bd1
GGAGGATGTCGTCACGCACCTTTTCAAGATCCTCGGAGGGTCTGAGGGAAAGCTCACTGT
GGTTGCCCAGAAAATGAGTGTGCTGTCCGGTATTGCTAGCTGCAGCCACCACGCTGTGTC
AGGCACCTCCAGCCAGACGCTCAGCTCTGAAATTACTGTCATGTTCATCCCATATTTACA
GCAAGAAGTTCACGAGGGCACCTTGGTCCACGCAGTGTCAGTTCTCTCCCAGTGGAGCAG
CCGCCTCACAGTGGAAGTTCCCTCAGCTTTGATGGATTGGCTGAAGAAAGCGTTCACCCT
TAAGACGTCCACCTCTCTGGTGCGGCACGCCTATCTCCAGACCATGCTGGGCGCCTTCAA
AGGTGACACTCTAGTCCAAGCATCGGGTTTTGTGCCTTTGCTCCTGCAAACGGTTGAAAA
AGCCTCTGCACAAAGCTCCCAGCATGCTCTGCTTGCAGAGGGCGTGGCAGCGTCTGTTCT
TTTGAGTAGACTGGCGGTGCTGGAGACACAAACAGAGGCAAATTTCTGCAGCTTCTGGAA
TCTGGTTTTGGATGAAAAGAAGCCTTTATTCACCACAGAGAAATTTCTCTCCCAGACAAG
TGAAGAGAGTAAGACCATTCAGAATAAACAGGATTGAGCTAATAATCCAGANNAAAAAAN
AAAAANN
>McF0001MGR-1N22bd1
CGCGCCGTTTTACCCGGGCCTTATGGCCGGGGCTATTAAATGAAGTGTTTACAGCAGAGG
GATCTCCTTCCCTAAAGTCTGTCCTGGTCTTAGAGTTGGAGTTTCAGAGGATGAGAACGA
TTCCCGCATTGTTCATAGCCAATCACTTTCGATAGTAATGCGCTTAAATTTTCAGTGACC
AAATGTTTGTTTTTGAGCTTTATTTGTTGGAAAGCTCTTTATTTTTTTATTTTATTTGTA
CATTGAATTTTTACAAAAATAATCCTTTTGTGTGAGTTTATTTTTTCAAATTTTATAGAT
GCATTTCTTTAAATACAAATACCAATTTCTGGACAAAATTTGTTGTGAATTTAATTTTAT
TCTCTTCTGCCGTTCATTTCCAGCCAGTAGAGGTATCTTCTTACTTTACTTTGCACTACA
GAATGCGGCTCTCAGTGGAAACGCTTTTCTTTTAAGGTTAAATGACTGCAGGAGGAAAAA
AAACTCTGCCATCCTCTCGGCAGCTGCTCCTTCACTCACTAAAGGATGTAGAGGGGAGGA
TGTTTTTGCACTTTGATACTTCACTAACTCTACATCCACTAACTGAAGTTGTTCATTTGA
GTTGTTTTTGTGGTTGCAGCTGGCGGGAGCATGATGGGAAATGTGCGTCATGACTTTTTG
TTTAGAGATGCCCGTACTGCTTCATGTGACCATGAGACCATTTCTTTTAAGTGTTTACTG
TTGTAACTGTGAATGCTGATAAGTATTATTTTTCATGTGATGACACCAAGGATCTATTTA
TTGCGTTGTTGCGAATACATTTAAACTTAAATAAATGTTATATATCTACAAGCNNNNNN
>McF0001MGR-1O05bd1
GGGAGACTCCTGATCTTCAGAAAGAAAAACATGAATTTCAAAGTTGTGATCTTCACCCTC
TCACTCTCAACAACTTTAGCATACCCTTTACAAAATGAGTCCAGAGGAGCAGCCTGGGCT
GATACAAAGACCAACCAGGCTCATGACAAGGCCGACCAGACTAAAGACATGGATAAAATC
TACAAGAGCATCATTGACAACAGTGCTCTTTATAACCATGAGGGCGAAGACACCAAAAAT
CCTGTGGCAGAGGAAATGCAGCAGAAACTGACCATGGAGTCAGAGCGTCTCCGTGCACGT
CTCCGCCAAGAGCTGGCTGAGCTGCGGGAAAGGTTGTCCCCATCTCCAGCTCATCTCAGT
GCCACGTTGGCTAGCATAAGGGAGCGCTTAACTCCTCTGACTCAACAGCTCCAAAGCTCT
CTTAGCAGCAACGCCCAAGATCTCTGCACCCAGCTCAGTTTGTATCTGCAGGGCCAGGAA
ATGATGGAGACTCAAGCAGAGGCCAGCCCAGCTCTCCACCAGGAAGCTTTCCAGTGGCTC
AGCCAAACCTTGAAGCGCAACAGCCTTCATTTGGCCAACATGATAAGTGAATTTCGTGCA
GCTGCCACTGGCGTGATAGAGGATTTGAAACAAGGAGGTAGTCCTGAGGAAGATGTAGAT
AATTCAAAGATGTGGCAAGACGTGACCTCTCGTCTGGAACAGGAAGTGAGTTCCCTAAAG
GAGGAGGCACAGAAAAGAGTGGAGATTCTAAACGCACAGCTTGCAGCACTGCAGGAATCT
GTTAAGCCCCATACAGCTGAAGTGAAAGGTGCTGTGGAACGATTCTGTGAGAA
>McF0001MGR-1O10bd1



GGGGAAGCGCTACTGGACTCCAACTGCTAGCGGGCTAGGGCGTAGCTAGCAGCTGAAAGT
AGGATTTTTGGTCCATTTCCACAAGTTATGCTCCGGTGCGAACAGCACCCTTCGTCGGGG
AAAAGGGACTCTTTGGGGGTTCGCCTACAGTTTTAAGCCCCCTCCGCGGCTTCTTGTTTC
TGTCGTTGTTTACAGAGGAGAGGCTGTGTTACTTTCGGTCCCGTTAGCTCTTCTCATAAG
CTAGTCTGTTTCCATCCACGGAATTCTGCCGAGAAACGACGGAAATCTGGAAACATGGAG
TCAAGCGGCGCCGCGTTGAGCTAATCGACTCCCTTGGATTTTTTTAAACTTAGAAACACG
GAGACATATCGACAGATCGAAGAAAAAACGGTGTTGCACATATTTTTTTTAAATATATAT
TTTTAAATTGTTAGCCACCTCATTGTTTTGAACGGGAGTTTGCTTACTTTGCACTCACGC
AGCAAAGTTTTTTTTTTTCCCTTCTTCGTGCTGAAAGCGCTCGTCTGTTTTGTTAGCCGA
CTAAAACCAAAAGCTTACCAGCTTTGAGTACGATTTTTCTTTTCTTTTTTTTTTTTTAAG
CCGAAGTGATTTTGATATTCGAACTCCCTTCTTGTTTTGGAGTCTCGCGCGTGCAGCGTT
AGCCGCAGTTGTTTTGCTAAACTGCATGACGGTCCGTTTCAACTACTTTATCGACCGACT
CTCATGGTCACGGGAGAGTCGCCCCTGAACGCCGCATACGAGCAGGTAACAACAAATGGG
GCAGCAGGAATTTCCAGCATCTTGAAATATATTTTTTTTAGACACTTTGGCCAGTCA
>McF0001MGR-1O16bd1
GGGACTGTTCTCCTTCACTGCGTAACTCCAAACATGAACGCGAGCCCCCAACACCCGTGC
ACGGTGGCACGCGCTCATTCCTCTTACACACGCAGTGCCCAGAAACACAAACACATAGTC
ATTATGCAACACCTTAATAGTTAGTTCATTAGTTGGATAGTTAGTACTTAGTTGTCACTG
TTATTTGTTAATAAAGAAAACTGCGTTGTAATTATTACTTATACCGGTATTCATTTGCTT
TGCCATGGAGAAGACGGGGTTTATTGATTTAATTAATACCTTAGACCCCAGATATGAGCT
GTATTGTTAATCTTTTAGAAAATGCTGATACTCTCAAGGTGAATGTTTGTCTCCTTTTAG
TCTAGACTACAAAGTGTGACTTAAAACACAGCTGGGACTTTCATTCCAAGAGTGTGTTCA
TTTATTTATTATTCATCCCAGAAATGGGGGTTACATTTGTCTTGCGTTTGATTAAATAAA
AGCAAAATTTGCTTTAAGTTGTCTGCCATTTCTACTTATTGCTTTCCTTAAGTGGGGGGG
GGGGAATCGGGCAAATCGTAAATTGAATAAAAATAAAATAAAATCTGAGATTTTGCAGAC
TTGATTCCCGCCTCAAAGTGTCCTTAGGCAAGACACTGTACCCCACCCTGCCTCTGGTGA
AGCAATCGGTGTATGAATTTATGCGTAAATGTAAAGGTGTATGGGATTGTGACTTTAAAA
ACTTTGGGCTTTAGCCAATCGATTT
>McF0001MGR-1O17bd1
CCTGGGCGCCCGTTTAACCCGGGCCTTATGGCCGGGGGTGGGTGTCATCATTCAGACACC
GGTGGCGTGGTTTTTCTCTTGTCAAATTTGTAGAGTATTACCGTCTTTTCTTTTTACCAA
CAGCAGAGTGACGAAGAGCAGATACATTTGCCGAAAATGACGGAGCGAAAAGGAACAGCA
AAGTTGGACTACCTCAGAAAGATTGAATTAGATATTCAGGAGAAATGGGAGAAGGAGAAA
ACATTTGAGAGGGATGCACCAACAACAGTTGGAGAAAGTTCAAACAAAAACAAGTACTTC
GTCACCTTTCCCTATCCTTATATGAATGGCCGTTTACATCTTGGTCATACATTCAGCTTG
TCCAAGTGTGAGTTTGCTGTTGGTTATCAGTCTCTCAAGGGGAGGAAATGCCTTTTCCCA
TTTGGGCTGCACTGCACAGGAATGCCAATCAAGGCTTGTGCAGACAAACTGAAGAGAGAG
ATGGAGCTGTATGGGACACCTCCACAGTTTCCTAAAAAAAAAAAAAAAAAAAAAAAAAAA
AACAT
>McF0001MGR-1O22bd1
CCGGGCCTTATGGCCGGGGAGTGTCTTTTCTGTTTGCTCTGCAGGCTGAGCAGAACTGAC
TGCTGCAGAATCACAGGGACTTTCAGGAAAATCTCCAAACAGGAGAAAAGTTTCCTGTGA
TTGTGAGACTGGCAGAGGATCAAAGCTGTAGTGAAGAGGACGGCGGTGTTTGTGGCAGTT
GGAGCTGAAGATCGGAGCAGGAACCATGTCTTCCCTTCAGTCTCTGAGAGGGTTGATCAG
CGAGCGACTAGCTGCTGCTACTGAAGAAATCTGCAGACTCTGTGAAGGAACCATCGTCCA
GTACGAGCAGGAGCTCTGTCGTCAGCGCAGACTGCTGGATGTCCTCTGGAAACCACAGCT
TCAGATCCACCAAATAGTCCTCCCTCAGCATTATGTGAGTGAAGAGGATTTTTGCAACCA
ACAGAGGAATTTGAGAATGAAACAAGAGGAACCAGATTCTCCACAAATTAAAGAGGAACA
TGAAGAACCAGAGCCTCAACACATTAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0001MGR-1P04bd1
GGGGGTGGTGTGGTGGGGGACCCATCGGTGGGTGTCTAAGAGGGTGCTGACCCTCACGGC
CAGGGTGCGCCATCTCACCAAGCATCCGAGCATCGCCGTTGGCAGGTCGGGGTCCGTGGC
TGAACGCCTGAGCTGGGTCTTTGTGGTACACCTTCAGGCAGGAGTGAGCGGCGATGTTCC
TGACATCTGCTAGTTCGTAGTACATGTTCCGCATGTCGTCTTTGACGTAAACTGCAACGC
TGGGCGACTCCAACATCTTCATGGTGAGTTGCTGTGGGAAGGCACTGACGAACAAAGCTC
TGATTGTGTCGATGCTGGTGATCTCATTCGGCATGCGGATCTGTTTGGTCTCATCCCCGT
ACTGCAGGTACAGAACACCTAGCGAGCGGTCCTTCGTCTGGTTTGTCGAGCGCACAACAG
GCAGACTGGCACGAACCCGGCTCCCGCGGGTGAACGCCGTGGGCGCCTCTGCCTCAGACA
TGGTGTCCAAAGATTCTAGGGAGGCCAAAGATAGATGGTCAACCTGGTCACCGACACTGG
GCTGAGGGCTGGCGCCGTGTTTTGGGCTTCTGCCCTTTGTTGGCTCTGACCGGACGGAGC
GCCGCCGGTGTGACACATGTATTCCCAGTCTGTGCGCNNAANAAAAAAAAAAAAAAAAAA
AAAAAACCAT
>McF0001MGR-1P07bd1
AACGTCCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGAGACAATTTTGTACATT



TCTGTTTTTATTAAATAGAAAACTTGAGTGACTCAAATGGAGCCACAGAGGAGGTAGTCT
TCATTTTTGCTGGTATATGTATGAAGGGCAGCGGTGTCCTTTAAAAAAAAAAAAAAAAAA
ATCAGATTGGGATTTCAGTCTATTGTACACACAACTGTTTTTATGTACAAGTGTGTTGAT
GTTGTGTAGAATGGACAGCTGAAGGCCGTCAAAGAGGATTCGGGTCTTTTCTCTGCTGTT
GTCTCTGCTGCACTAGTGAAAACCATTTAGACGTGAATAAATGTGAATCATATTTATTTG
TTTTGTTTTCAGGAATTTTTGTAAAAAATTTTTTAGACTTGTCTTAATATAAATGTGGCG
TCTCGCTCTCTCTTTTTTTCCCCTTTTTTAAGTGGCTGCCCTTTACCTCAGTAGCATGGT
GACATTGAGAGGGGGAGGCGGGGCTTAATTTTGTTTACATGTTCTTATCTGACAGATTAT
TTTCCAATCGGAATGGAGTATTTTCTATACTGTATTAGAAATAAATCATTTTTCCTGAAC
AGTGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0001MGR-1P08bd1
CCACATTGTACTTTGCTGCAGTACAGTAAAAACAACGATTGGTTCTTGACTGTTGGAACC
AGTCAGGGATCAGTGCACACACTGACTGGTTTTACTTTGACCACAAAATCCACGGTTGTG
GTGTGTGACTCCTTCAAAGTCGACTTACTTTTAATT
>McF0001MGR-1P09bd1
AAGGCTGTATAATGAACTGAGCCAACGCTAAGTTAGTCGGAGAGAGGGGAAACCATGGAG
GGAAACGGGACTGAAACAAAATACATGCTCAACAGCGCCATCTGCGTCCACAAACGCCCA
TCGCGCCTGAAAGGCCATTGCAGTCAGAAAACATGACGCTGCTGTGCTTCAATGGATGTT
TTTCAAACGTTGGGCTTTTTTTGTGCAAATTATTTTAAGTAGAAATATATATACATTGTG
AAACATTATTGATCATTAAACGCTTTCTTTTTTCATTACAAACAAACACGTATCTTACAA
TATTTCTGTTATTAACTCTGATAAACAT
>McF0001MGR-1P15bd1
TCAGCGCGCCTTTAACCCGGGCCTTATGGCCGGGGCTGTTGGGTTTTCTGCTGTTTAAAC
CAGGAAGATGGATTTGCTGTCAGATAAATGGATAGTTAATGTGGTATTTTGCTTGCTCTT
CGTGGGTGTCGGCTCTAACTCGGTGGGAAACAAGATCTACATAGACCTGAATGAAACGTT
CCCGTGTGTGCGACTTCTTAACGCAACGCATCAAATAGGCTGCCAATCTTCCTTTGGTGG
TGATGTGGGTGTGGTCCATCTGCTCGAGTCGGAGGAAAATCTGGACTGGGTCCTCAGCTC
CGGTCCTAACCCTCCTTACATGGTTATCCTAGAATCCACACTCTTTACTAGACCCATCAT
GATGAAGCTGAAGCATGGCTCGCAGCGGGTGGCAGGTGTAGTTGTTGTGGAGCCGACCAC
AAATCCACCAGACGGCTTCTCTCCACACACGAGCTGCCCCAATGAGAACACGGGTGTTTA
TTCGGAGAGTTATGGCCCCTCCTACGCCCACTGCAACGTGACGGTGTGGAACCCTCTGGG
GAACGGCCTTTCCTACGAGGAGTTTGACTTTCCCATCTTCTCCATGAAGGACAGTAATGA
CACTGAGGTCATTCGACGGTGTTACAGGGAGCATAACCGTGCGGTGAATGGCAGCACTCC
TCAGTACCCTTTGTGCGCCATGCAGCTCTTCTCCCACATGTCTGCTGTCACGGACACAGC
CACCTGCATGAGGAGAAGTGAAATCCCCTTCAGCCTCACACCAGAATTCGTGTGTGACCC
ACTGGGGGACGAGAACATTTGGGCTTCCACAAAACCTCTGAACA
>McF0002A10-MGRbd1
GGATTTACAGTGGCCTTTTCTTGTGGCCAGTCTAAGGCACACCTGTCCAATCAGTATCTT
GATATGGCACACCTGTGAGGTGGGATGGATTGTCTTGGCAAAGGAGAAGTGCTCACTATC
ACAGATTTAGACAGATTTGTGAACAATATTTCAGAGAACTGGTTATTTTGTGTATGTGGA
AAATGTTTCACATCTTTGAGTTCATACCACAAAAAATGGGAGCAATAACAAAAGTGTTAT
TTATATTTTTGGTCAGTGTGTATTTGATTAGAACCTGAATGTAACAGAATGATCAGGGTG
GTGGATGCACCATACACCTGTAGACGTGTAGATTCTATTGGAGGCTGACATTTTCACCTT
CATGAAAATACTCGTGCTAACCGCAGCAGGGTTGCAGGGGTGGGATTATAATTTTGCTTC
CTTCCACTCCCTTTCAAGCAATATTTAATTNTATGTCTAATTATTCCAGGTTTGATTAGT
>McF0002A11-MGRbd1
GGGTATTAATGACATATAGATTGTCGATTGTTGTGGTGTTAGGGCATTGTTTTTTAGAAT
TCTGTTAAAGAACTACAAACTAACGTTTAGGAGGACGTCACAGCCGCACCAGGCGTGTGC
CACGTAAAGAGACACAGAAAAACATGGAAGCGCTTTCAGCTGTGTGAAAGTTCACGTTCT
AGCAAGTAAGGACTTTTTGTCTGTTTGATAACACGACAATCGTTGCTTTACTGTCTCCGC
TGCTCATCTGTTGCTACTTTCTGACCGTGTTTACATCACGTGGCCGTCTTGGTGCAGTTG
TTCTGCTCCTGCCACGGAGCCTATTCAATCTGAGGATGTATTCAGACTGGACACATTTGA
ATTCTGAGCCACCAAGCTCCCTTCAGGACCCACTGGAATGTTTATCATCACAATTCATAT
CAAGCGGCTGTAATAGTCTGAATAGAAACAAGGCTGCTAATTTATCAAGAAGCGTCAAGG
TTTCAGCATTTTATTGGCTTTTTAAATGTCTTTTTATGCTCAAGCAAATGTCAACTTCCT
CAGCCATTTTAGCATTTAGCAAATTGCTTCAGCATTTTCTCCAACAAGCTTCAGCCCACA
GCATTCACACTTAAATCATTACAGGTGAACATTTTTCTAGTTAGTAATGTTTGAGTGATT
GTCTCTTTTCTGCCAGCCTGGATGTGGCCCGCAGGCTGCCATCAATCATTTACATTTTTT
AATACGTAACGTATTTAAACACGTGAAGTGATTTCATAAAACATAACAGGNNGAAATTAT
A
>McF0002A15-MGRbd1
GCTATCAAGAGAGAATGCGAGATGGGGAAAGGGGCTGGTTTCCTGCCAGTTGTGCCACAG
AGATCACCAACCCCACTGCTATGGAGAGTAACGTGCAACAAATGAAACGTCTGCGCAAAG
AGACCAACGTTTGACTCTTCATGGCTGTACTTTGGTGCTGCAATTTGCCAGGATGAATTT



TTTTTTTTATTGCTCGTGTGGCCTTAGCCCTGTGACCTGTTCCTCCACTACAATCCCAGT
GGATACACCAGATAACTTACCAGAGATAACAGGGTCACCTTCCACAGCATAGCACACGCA
AATCACCATAATGGCTTTACTCAACTCTGAGGCCTTGGATAAAATGTAACCATTAGGTTT
CCGCAAACCAACATTTGACTTTTTTGTCACTGCAAATAACAGACATTTTAAAAAGGTGCA
AATCTTACTTTACTTCTGCACCAGTTACATTTTTCCATATCCATGATTTGTGAACCAAAT
TTCCTTAAGCTGAGGCTCTAATCCTAACAAGGAAGTTGAATTAACGTTGCAGTGTCAAAT
ATGTTGGAATGTTTGTTTTAATGCTCATGTGATCTAATTACTTTCAACCAGCTTTTATTA
ACACTTAAATGTTTACCTTGGTCTATTAAACCAAATGCCCCAGTCTGATGTATTTCTTAC
TAAGAATGAAAACTGGACAACCTGTATACTTGAAAATAAAAACCACCATGTC
>McF0002A17-MGRbd1
ATTATGGCCGGGNGACAAGCAAGACTCATCTCGAAAGTTAAGCTCACACGCTTAAAAGGT
CCCGGCCAGATTCGTTGTCTTTTTCGTTGACGGTGAAAGGATGTTTCGAAACTTTGGAAG
TCAGGGAAGAGGGAACCCGCCATACTCAGGTGCGGTCTCTGGGTCAAGCTCCATATCACT
GGGAGGCGTCAGCACTTCGACCACGCAACAGGAACAGGTATTGGTACTGTTCTGACATTA
TTTAATGGAATTATTCTGAATGATTGAGGGATTATCAAAATTAGTTTCATTATTATCATC
AATACGAAAGGTTATACACTAGTTTTGCTTTACCTGTATATTTTTAAAGCTCCTGTTTTC
TGTTTCACAATAACAATAGTTGGACCTTTCCTATTCTAGTTTAATTACACAACTCAAAAC
ATCTATAGGGTTTTTCAGATCATAAATGTGTTTCAAAGTTCTTCTGTGT
>McF0002B19-MGRbd1
TAAACCCGGGCCTTATGGCCGGGGTCCGGGCGAACTCTTTCTGCCAACACAGCGGGCGTG
ACTACGCATGAGCTGCAGAACCACTCTCTGTTCGAACGAACATAACTTTCTCGAGAGGTC
GTCTAAAGTTGGGCAAATTCTTTAAAAACCTACTCGACATATTTGTCGTTTTACTTCCAT
CCCATTTTTTTTTTGACCGTGCGTTGTTCACCGAAATTTGTTCGGCAAAAACTTCGGTCG
TCAAAAACCACTTCGCAGATTTTAAGGGGCTTCTTCCCAGTGGCGGTCGGATTTATAAGA
CGGGTTCCTGTCCTCGGATCTTTGCTCCGTTTACCAGGGATTAGTGCACTGGTGGACAAA
ATCGGTGAGAGCAACACGATGGTATAACTTGGAGCGGTTTCTGCTGCTAAGGACAGATTT
GGTTACTGATCAACACTCCTGACAGTGACTGTGTTTGGGTCAGTGACACGTCACAAATTC
CCCGAAAAAGCCACAAATGGAGGCTTGGAGGCTCCACTGACATCCTGGGGATTTTTCTGT
CTGAATGCCATCAGACAGGAGATGATTGTTTATGTTTTCTCTTTTGATTTTTAAAAAAAA
TCTTTTATGTGTGATATTTATGAACTGAATTCCTGGGACCACTGGACCAAATCAGAAGAT
CATGTTCTGTCGACAGCATCGTCCTCTCCAGACTGAGATCTGGACAGNGTTTTTTTTTTT
TTTTTACTGTAACTAAAAAAATGAATCATTTAAATACATTTAAGAAAGCATCTGAATGAA
ACTTGAC
>McF0002B24-MGRbd1
AGTCGCTGCTGCATCAGCTGTGCCACATATCACACTATGACAAACAAGCTATGAAAGGAC
GAAAACACAACTAAATAATGGAAGGCACGCTGCACAAATGGACAAATTATATAAGCGGCT
GGCAGCCTCGCTGGTTTGTACTCGATGGAGGAATTTTGTCATACTATGACTCCCAAGAAG
ATGCCTGGAAGGGTTGCAAGGGAAGCATTAAAATATCAGTTTGCGAAATCCAAGTCCATA
CTTCTGACTCTACACGAGTTGACCTGACCATTCCGGGAGAGCAATACTTTTACCTCAAAG
CCATCAATGCAGCAGAGAGGCAGAAATGGCTGGTGGCCATGGGAACAGCCAAAGCCTGCC
TCACAGACAACCGAACCAAGAGAGAAAAAGAGCTCCAGGAGAACACAGAGGCATTAAAAA
CCAAGATGTCAGAGCTTAGATTATACTGTGACCTTCTTCTCCAGCAAGTTAACAAGATCA
AGGAGAGTGATGAGCTGGGCCAAACAGTGGAGACTGGATTAGACACTGGAAAAATGGTGA
AATCAACATGCACTACTTTCCTAAAGACTCTGGAAGAATGCATGCAGATAGCAAATCGTA
CTTTTAGCACAGATGTGACTGCACACAGTCCACCTGGAACTCCTCCATTAGCTGCCATCA
AACAAAACAAGTCCATCAAGCTTGCCAACCATTTAAATCTGAACCTTGGAGAAAAGAGAA
AAGATGCATCACCTGAAAGATCAGGACAAATGAGTGACAGCCAGAGTTTACAGTCTGGAG
CAGAGGAACCAGAGAAACCTGA
>McF0002C03-MGRbd1
CGGCCATTATGGCCGGGGAACTGGACAGCAGATACGGCCATGAGGATGCTGAAATATTGG
AGTCCTAGGTTTCTCCCTCTTGGTCCGACAGAGGGAGTGAATGAGTAATTCAATCAGGTC
CCTCGCCCCCCTTGTCTTCATCCAACAGAGGGTGGTAAAGAGCAACCTAGTCTTAAGGTT
TGATTTTAAAATGTCATTTCTTTTGGGTTTTATTATGGTTTTCTGACTTTCATTTCAATC
ATCCCCATTCAGGTAGCTCTAATCCCAACCATGGAGTATATTTTCTAACCCTAATTTGTG
ATTTCTGATCCCCAGCCAGGTGAATTAATTGCTCTAACCCTAACCGTGTGTAATTTTTGC
CCCCCCCCAACCCTAATTTGTGATTTATGACCCCCAACCAAGTGACTTAATTGCTCTAAC
CCTAACCGTGTGTAATCTACTTACCTGCAGCGGCCACCAGACCGATCTTTTCATGAGCGG
GATGATCCTGAAACACAAGGAAAACATTTTATTCAAGGGGGATGAGGGTGGAACCATGGT
GGGGACAGAAATGGCCAGTGCCTCAGGGCCCCGTGCTTACAGCGTGGGGTTCTTATTTTT
CATATTCCTAACCAGCCCGAGCCTTCTGCTTCCTCGCTAGGTTCTTCCTCTTCTCCTCAG
ATCTTCCAACTCCATTCAGGATGACATGCTGTAAAAACGCAACCACCTTAAATTTTGAAA
AAAATGATTGTGTAAACTGTTTTATGTTCCTATTAAGGT
>McF0002C06-MGRbd1
GCCCGCTTAAACCCGGGCATTATGGCCGGGATAAAATGGTTGCTATGGAGATAAAATTAA



CAAAAAAGCCGCCATTTTGAAAAAAGTGTTTTTTTCAGTAACTTATGACATATAGCTCTC
ACCAATGGAGGAATGTGTTTTTCTGAGTCAGTTGATGATGCTGCTCGCTATGCTAGCAAT
TTTAGCCACATTAGCATAGCTAGCATAGTTAACATAATTAGCATTTTAGGTAATATGTTT
TTCCGAGTCAGTTGATGATGCTGATTGCTATGCTAGCACTTTTAGCTATGTTAGCATAAC
TAGCATAGTTAGCATAATTAGCATTTTTGGTAATGTGTTTTTCTGTGTCAGTTAAGGATG
CTGATCGCTATGCTAGCACTTTTAACCACATTAGCATAGCTAGCATAATTAGCATATTCA
GTTTTGACTAGCCATTTCCAAAAGTGGGCGGTGAGGGCGGGGGTGCGTAGAGTTGGGCGT
GGAAGGCGGGTTGCGTCTGCGGGCCATACAACGCCGCTTGCGGTTTTAATTATTATTCTT
CTCGCCTACTAACGGATCCGTTGAGCTCAAATTTGACCCCCGCCACATACCCGAAAACTC
ACCAAAATTGGCACACACCTAGGATAAATTGAAAATGAATTTTCGGCAAAAAGAACGTCA
CCCCCCCGAAGTCGATGACATCACAGCGAGCGATCCCGTAAAAACAATGAATGGGCCGAA
ATCTGTTTATG
>McF0002C10-MGRbd1
GNGGGCCAGTGATGGTGATGAAAGAGCTGATCCGATGTGATGAGGAGACACAGAAAACCT
TCCTAAAGTAGGATAAAGTGAT
>McF0002D03-MGRbd1
GGAATCTCAAGCGTCTGAAATGAATCACCTTAAAGACTTCAGCTCTATAAACGAAAGACA
>McF0002D10-MGRbd1
CAGGAGGTTGAGCAGGTCGTCCAATGATCCTCGCTCCCCCTAGTCAACTGTCGTCGTGTC
TTTGAGCAAGACACTTCACCCTCCTTGCCTCTAGAGTTGCTCCACTGTTGTGTGAATGCA
TATGAATGTCCTGGTGATGGTCGGAGCAGTCCTAGGCGCAAACTGGCAGCCAACTGGCAA
CTGGGGCTACAACAGTAGCTACCATCACCAAGTATAAATGACGGGCGAATGAATAATAAA
CACACTATAAGATATAATGAAATATAAATAAA
>McF0002D11-MGRbd1
GNTTTCCCCCGTTGCATTTCCCAAACCANNNAAAAAAAAAAAAAAAANNNNNNNAAACAT
>McF0002D12-MGRbd1
GGAGATGATGAGGAAGAAATTTTTGACAGCATTGTGAATGAGGAAGTGCGCTGTCCTGCT
AGCCTCTCTAAGGAGGCCCAATCCCTCATCCAGCAGCTTCTGCAGAAAGATCCCACTCTG
AGACTGGGAGCGGGAGAAGAGGATGCCTCTGAGATCAAAAGACACCCTTTTTTTCAGGGA
ATGAACTGGGATGCTCTGTTGGCCAAAAAGTTGAAGCCCCCCTTCCAGCCCGTCATCCGG
GCGCCGCAGGACGTCAGCAACTTTGATGAGGAATTCACTCAACTGAAGCCAGTGCTCACG
CTGCCGCGGACGCCCTGCCCGCTCACCAGTGAGCAGCAAGAACTCTTTGCAGACTTTGAC
TTCTCCGCCATGAGCTGACCTCTGGGGCTCTGTCCGCTTCTGCTGGATCAGATGAGCTGC
AGCCAAACATTTCTGCAGCTCAGGGATCTACACCCAAGGTTTTACTGACATACATATTAC
ACCTAACTTCCTGCAAATGCTCCTGTTTTTACTTTTGTCCTAAAGAACACTATGTTTACA
CCAGAGCAACCTGTTTGTGAAACAACCATAGCGCTTTTTTCTGTCCAGAATATTAAAGTG
TAAATACTTGAAATCTTAAGTTTTCTACTGAAGACATGACATTTTAGATCAACCTTTGTT
GGAATGTAATGTAAACACATTTTTCCTTTACATGTCCTTGATTGTTCTAAATATTCAGAG
TTGTGTAGTATAAGCCAATATTTAAATCTTAAATGTCAATGAATAAATGCTCAACTTCAA
GAGTGAAACTCAATTG
>McF0002D16-MGRbd1
AGTTATACACACACACACACAACCACAGCGCATTACAACCCACACATTCAACAGAGGTGT
CGAGCGACGCGTGATAAGTGACATCTCCCCCAAAAATCTCTCCGTCCTGGGGGCAAAGCT
GCAAGAGAACCGAGGAGCCTGGAAGATCTTCACTGTCTGGTTTGTTCAAGGAAGCAGATG
GACTAAAGCGCCGACCACAGACCATCTTCCCCTCAGCAACTTGGAGTGAAGCAGTATATA
AAAAAAAAAAAAAAAAAAAAAAGGGGTTCCTT
>McF0002D21-MGRbd1
GGCGATCCGAGTGGACGAAGCAGGGAAGGGAGGTCGCGCCAGAGGAGGATTTTCATCAGG
CCCGCGCGGTGGACGCTTCAGGGGATCAAGGGGTGGCTACAACAGCGACAGAGGCTACGG
AGACAGAAGTTATGGCGACAGGAGCTTTGGAGGCGGAGACAGGAGCTTTGGTGGAAGCGG
TGGCGGATTCAGAAGTGGTGGATCCTCATCCAGCGGCTACAGAGACAATAGGGGGCAGGG
AGGATATGGTGACCGATCTGGGTCTTACAGGGACGGCTATGACAGCTATGTGACTTGACG
TGATAGGGGACAGACTTGATCTACCGTGTGATGAGGCACAAGTAGTCTGTTACGGGGAAA
CCGGGCCTGAGCCGTACCTGGTCTGGGATGCGATGTGATGGCTTCACGCAGTTTGAAGGC
CTGTAGTGGCCTGCAATGGATGGTTGAAGATGGCCGCAGTGACAAACTGCAAAATAAATG
CTTTTTATGTTNNAAAAAAAANAAAAAAAAAAAAAAAAAAACAT
>McF0002D24-MGRbd1
TAACCCGGNCCTTATGGCCGGGGACTATGACGAGGGCGCCATCGTCTCCAGCGGCAGCAT
GGCCTTCTCCAACCCCCGCAGCGAACAGTGGTCCCCCGATTATCGCGGCTCTGTTGGGAC
GTACAACAGCTCGGGGGCGTACCGCTTCAGCTCAGAGGGGGCTCAGTCATCGTTTGAGGA
CAGCGAGGACGACTTCGACAGGTTCGACACGGATGACGAGCTATCATATCGCCGCGACTC
CGTCTACAGCTGCGTCACTCTGCCGTACTTCCACAGCTTCCTGCACATCAAAGGCGGACT
GATGAACACATGGAAGCGGCGCTGGTGCGTGCTGAAGGATGAGACCTTCCTGTGGTTCCG
GGCCAAGCAGGAGGCTCTGAAGCAGGGCTGGCTGCACAAGAAGGGCGGGGGCTCGTCCAC



GCTGTCCCGCCGCAACTGGAGGCGGCGCTGGTTCGTGCTGCGGCAGAGCAAGCTCATGTA
CTTCGAGAACGACAGCGAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0002E07-MGRbd1
CCATTATGGCCGGGTAGGAGGACTTGCACTTTTGTCTATCTTTGTACTATGCACTGCCCT
ATTGATTCTAGACCCAATAATATATTACTTGAACCCATCTACAGAAACAGGAAATCTCCA
CAAGCATTCACTTTATGTGTATGTAAATAACACAAGAAGATACCAACCACTGGAAAAGAC
AAAAAAAAAAAGTATGTGACGAAAAAAAGAAAAGAAAAGAGCATCCATCCCGATGCCGTG
GTTACTCCAGCAGATGATTTCAGAAAAATCTGTCCCCCAACCATCTGTTCTTGTGGCTTT
GCCAGTCAAGCTTGGAGTGTCATCAACAGAAATAAACATTGTGTTCTCTGCTCTCTCTAT
CTATCTCTCGTCTGGATGCATAGACTGAAAATTAAAATGTATTAAAAAAAAAAAAATTCA
CAAAAAAAAAAAAGCTTGTAAAAAGATCATACAATTACCTCTGATTAGTTGTAAGCGTAA
ACTGTTTCTTTTTCTGAATGAACGGAGGGCTTTTTATTTTCTTACTTAGGTTACATTGTT
GGAGAAAGAAGTCTGTACGAGAATCAGCTCTTTACTGACACAAGTTCCATTTGTTATAAA
TGAATTCTATTAAAAAAATGTCAGTG
>McF0002E11-MGRbd1
CGGCCGTTAACCCGGGCATTATGGCCGGGGTCAACCTGTCGGAGGAGAGTGCCCGCATCC
TGGCAACCAGCTCCGAGCTTGTTGGCATGGTGACTCGTTCCTGCAAGGACGAGGCCTTCC
TGTCCACCCCGTCCCTTACCAGGATAGCCCTGGAGATCGGTAAAAAGTTTGGTGTCAGCG
AGCTGGGCACAGACGTGATCAGTTACATTTCTCATGCAACCCAGCAGCGACTCCAGAACC
TGTTGGAAAAGGTCTCACAAGTGGCTCACCACAAGAACGTCACCCTGAAGGAAGATGAGC
GATGTGAGCAGGTCAGCGATGTCAGAGGACAACTTAAGTTTTTTGAGCAGCTGGACCAGC
TGGAAAAGCAGAGAAAGGAAGAGCAGGAGAGGGAGATCCTCTTGAAGGCTGCTAAGTCTC
GGTCAAGGCAAGAAGATCCGGAGCAGCTCCGACTCAAACAGAAGGCCAAAGAGATGCAGC
AGCTGGAGCTGGCTCAGATCAGGCAGAGGGAAGCCAACCTGGCAGCCCTGGCAGCCATCG
GCCCCAGGAAAAAACGCAAAACGGACTCTCCTGTGAAGGGGGCGGGCGCAGACGGCTCAA
GTTCGGGTCCCTCTCAGCCCGGAGGCTCCGGAGGAGCCGGCTCCAGACAGTT
>McF0002E13-MGRbd1
GCCATCAGGTTTTACATGTTCATTCATAACTTCAATTTTTAGCTGAAAATTTGACAAAAT
CTGAAATATTTGCATTTGTTTTGGGGTTTTTTGTTTTGTTTTTGTTTATTTTCATCAGTC
TAAAGTTGCTCAGAAGGCGATGTAAATATAAATATTTAATTTTCCTTTTTTTTTATATTT
CCAAACAAAGAAGTAAAGAATTTCACATTGCTGTGAAAATTCAGATATTTTTCCACAAAA
ATCTTTTCTGTTCTGATTGGTTAGCGCAGATTGGATTAGGCCACTCCCATTTCCTTCAGA
TGTTCAGCTCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0002E15-MGRbd1
GGCATTATGGCCGGGGGAGATCTCTGTTGAAGGCATGCCTCTCCATTCGGTGCTGAAGAT
CCTGGGGAGGATGACGGCTAATAAAGTCTTGGAGCCAGGAAGCTCCACAACGCAATCTTT
ATGTGAAAGAATTCGGGATGAAGCAGCACTGAAGAAGGCAAAGATCCATCCATT
>McF0002E17-MGRbd1
AGGAAGCAAAATGTCGCTAGAAGACCCGTTTTTCGTTGTGAAGGGGGAGGTGCAGAAGGC
GCTGTCCCGTGCCCGGAGTCTGTTTGATAGATGGGATCATCTGAAGCGGACAGGTACATA
GGATACTATAGAGGAGCTGGATTGGAGTGCCAATGAGCTGAGAAACTGTCTGAGGGCCAT
AGACTGGGATCTGGAGGACCTCAGTGAAACCATCAAGCGGCAGGAGTTCATCAGAAATTT
GGCAGAACTGTAGGTGCGGAGCCACCATGCCCCCTCGTTTCTCTC
>McF0002E20-MGRbd1
GGCCGTTAACCCGGGCCTTATGGCCGGGGGAACTTGGCTGCTGTTGTTCTGCATCAACTA
AAGTCTTTATTCGGTCGGGCCGGGGACCATGGAGACCACTCAGGTGTCCCTTACAGTCAG
GGGGGAGACATCTCCAGGTGAGGTGATTGCAGTTGTTGGCAGCTGTGAAACTTTGGGATG
TTGGGGCTACCAACGCGCTGTCACCTTACATCCTCTTGGAGATGAAGCACACACCTGGAC
CGGAACCGTCCCAGTTCCTCATGGCGTCGAAACCAAATATCGTTATTTCAAAGGCTTCTT
TTTGGAAGCGAAGAGTGCAGGTGATCCCTGTCAGGTGATAGTCAATATGTGGGAGACCCA
TCATCGCCCCCGGACGATGAGGCCCACAGCACCAAACCAGGAAATAGACGACGGCCAGTT
TGGACTTCACAACGGGGACACTTGTGTCGACTCAGGGTGGCTGACGTGCCAGACGGACGT
CCGCCTTCGTTTGCACTTTTCCAAGCACGCTCCCGTGTCCGTGACCAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAACAT
>McF0002F08-MGRbd1
TNAAACCCGGGCATTATGGCCGGGATTCTAGAGGCCAGGCGGCCGAATGTTTTTTTTTTT
TTTTTTTTTTTGGTTTTTTTCTTTTTGCTTGTGGTTTTTAGCTGCTCTGTGAAGGATGGA
GGTAGAGACGTGTATCTGGGCTCTCTGCAAAACACCAAACTGCCTTACATCAAATACAAA
TTCTGTTTTGTGACTACCTGTTGTCTGTGAGGAAAGCTGCAAACGGCTGATGAGATGGGA
GAGGAGCATTTTCTCTGCGTTATTTTGAGTCCTGCAGCTGTAGGGAGGCCTGATGTCGAG
TGCAATAGATTAAAGCGAGTCTCACCCCTGTGGGCACCTTTCCTCTTCCCTGTTTTCAAT
CTTTATCCTCTGTAATTTCTAAATCTGGATTAAATTTAGACAGCCAAAGGCGTCTAACTC
CTGTTTAGCAGCAGACCACCCTCCTACACTCTCTGCCTTTCCAGAGGATTCACTTAAGAT
TGGTGACATGGTACTGTCCTATCTGCCGCTGTTGTGGCAATCTTAAAACGGGTAGAACAA



GACAACAATTGTATTGGATGTTCTTAAAGTCAAATAGTTATAACCTGTTTTGAATTGTGC
CCCTACCATAAAAACACTAANGCNN
>McF0002F11-MGRbd1
GGGGACTTGAGGTAATGGTTAACAGTGACGCAGGGGGGGCTGAACAAACAAAGAAGCTGG
TAGGATTTGTATTTTCCTTTCGATTCAGTGGCTGTAATGTTCATCTCCAAATATGAACTG
TTTGTGTTTCATCTTCTGTTTTCACAGCATATTAATATATTCACTTCCTTCACTCTTCTT
TAGTGGAAATAGCGGCTCTATTTTTCAATAAAAAGAGAAAGGTGGTTAACTGCTAAAAAA
AAAAAAAAAAAAAATAAATTCAT
>McF0002F18-MGRbd1
AAGAAACAGAAGCGCGGATGTTTGCAGAGGTTTCGATTAGCCAAATCTCGTAACGTTTAA
AACCTCCTTCGCA
>McF0002G03-MGRbd1
AACCCGGCCATTATGGCCGGGGAGATGTTTAACTACCAACATGGCCAAAACCAAAGAGCT
GTCAAAAGACACAAGAGACAAAATTGGCCTTTTACCGTTTGCTGTCGTGGGCAGCACAGA
GGAAGTCTGCGTCGGCAACAAGATGGTGAAGGCTCGCCAGTATCCATGGGGTGTTGTCCA
GGTGGAAAACGAGCAGCACTGTGGCTTTGTGAAGCTGAGGGAGATGCTCATCTGTGTCAA
TATGGAGGATTTACGTGAGCAGACCCACTCCAGGCATTACGAACTCTACAGGCGCTGCAA
ACTGGAAGAAATGGGATTCAAGGACACAGACCCAGAGTGCAAACCAGTGAGTGTGCAGCA
GACCTACGAGGCCAAGCGTCAGGAATTCCTGCTGGAGCTGCAGAGGAGAGAAGATGAGAT
GAGGCAGATTTTCGTGCAGAGGGTGAAGGAAAAGGAAGCCGAGCTTAAGGAGGCTGAGAG
AGAGCTGCAGAGCAGATTTGAGCAACTGAAGCGTCGCCACGCAGAAGAGAAAGCAACTCT
GGAGGAAAAGAAACGGCTTTTTGAGGAGGACCAGAGCTCCTTTAACAAGAGAAAAGCTGC
TAC
>McF0002G05-MGRbd1
GGGAGAGCCTCGAGGCGCGCGCAACAGTTTGAATTTCTCTTCATCTGGCAGATCACTAAT
GGTGAAGAAGACATTCCAGACGAATCCGTGAAGTCACAGGAGAGTAAGCTAAATTACAAA
CCCTGAAGAAGTCCTGCACAGAGAACAAGTTGCTTTGTGATTCTATAGTGACAGACAAAA
AGCACGACCCTCAGGCCAATAATGTGTTTTTTGGAATGCTCCTTTGTACTGTTTTGTACT
TAAAACCTATTTCATGGTGATGACACTTTGTATGCTGCAGACATGTATCATATTAAAGAT
TGTTGTTTT
>McF0002G06-MGRbd1
CGCTTAAACCCGGCCATTATGGCCGGGGTCCTTCATGAAAGTGAACCGCGCGCCGAAGCG
CTATGTCAGACGGGCCGTCCCTACCTGACGGGCTATTTGTTGATTACATCAGGTCTGAGG
AACATCACTGCTGGAGATGACGTCACTCTGACATGTAAAGATACAAACATCCCAGAGAAT
TTGGCTTTTGGGTGGAGCAGAACTGACCTGGAGGAGAAGGAATATGTGCTTTTTTACAGG
AATGGGGGTGTTGATCTAGACAATCAGCATGAATCCTACAGGAACCGAGTGTTTCTGAAT
GACAGTCAGATGAAGAATGGAGATCTGTCTGTGGTTCTGAGGAACGTGACCATGAATGAC
TCTGGAATATATGAGTGTAGAGTTCTACAACGAAATGGTTCACACAGAGTAATGAAGACG
ATCTCCACCATCCGTCTGTCCGTGGCTCCTCCAGGTGACCCGTCTCCAGGAGAACAAGGA
GGACAGGGAGGAGGAGAGGATGGAGGAGACAAGAAAGAAGGTCTGACTCCAGGAGGGATC
ATTGGGATTGTTCTGTCAGTTCTTCTTGCTGTTGCTCTTGTTGATGTTGATGTTGGTGTT
GGTGTTGGTGTTGGTGTTGTTGTTGTTGTTGCTGCTGCTGGTCTCTGGATCTCCAAGAAG
AAAAAAGGTCCAAACCAAAGTTCCAGTGGTTCCAACAACCAGCAGAAGTTTGAACTTGAT
CCTCTAAACTCAGATTCTGATGCAGAGAGAAACAA
>McF0002G15-MGRbd1
CAGAAGGGGGAGGCCTTTGAGCACCACATGTACACCCACCCGCTGACAGTGACCCCAACT
TGGAGTCGGTTTACTCTCTCTGCGAGAAAAAAGCTCTGATTGCCACAGAGGTCCGAACGG
CCAAACGAGAGCTGAAGAAGGCTCGCACCGTCCTGCAGATGGATGAGCTGAAATGCCGGA
AGAGGGTTCTGCGGAGACTCGGCTTCGCCAGTCCCTCCGATGTCATCGAGATGAAGGGGC
GGGTCGCCTGTGAAATCAGCAGTGGTGATGAGCTTCTGCTGACAGAGATGATGTTCAACG
GCCTCTTCAACGACCTGTCAGTGGAACAGGCCACCGCTCTGCTGTCCTGCTTTGTCTTCC
AGGAGAACGCCAGCGAGATTCCCAAACTGACCGAACAGCTGGCAGCGCCGCTCAGACAGA
TGCAGGAGTGTGCG
>McF0002G20-MGRbd1
TAATGGCCGGGTGGACCGATGAGCAGATCCACCTCCTCCTGTCTACTGTGGCAGAACTTC
ATCAGAGAGTGGCCTTTCTGGAGAACGGGTCCGAACGCAGCGTGCAGAATAATGGAACAG
AAACTTCACCAGAATTTAGCCAACCTTCAGACAACAGGATGCTAAAGGATGCTCCTACAA
CCACAGCATCTCCTGAGTCCGCTTCACCACTGCTGACGACGAGCAGACGGCCTCGCTTTT
TAACTGTACCCCGGCACAAGAGGAATGCGGGGGTAAAATGTTCAAGGAGGGTGTCCCTGC
GAGGTGTCAGTTCTCTGAAAGATTTAGAAGACCTGTTTGAGCGAGCCGCTGCAGAGCCTC
ATTCTCCCGGTCTTACCTACAACGACCTGAAGGAAGTGTTGCAGACGTCGGCTCCCAGCG
AACGCACCATGGAGTGCTTCGACAGCAACGGGGACAAGATGTATTCCCTGACAGAGCTGA
GAGTGGCCGTGGGTTTTTAAGCACACATTCTATCAGCAGTGAACAGTATTGAAACCCAGA
CAGGTCTGGAGGGCTGCAAGTTTTTTTTTCTGAAGTTGCTGCATTTTATTTTGTGAATTG



GATTTTTGTCATGCTGAATGGGGGGGGGGCAGNGCTGA
>McF0002G23-MGRbd1
AACCCGGCATTATGGCCGGGGGACGTTAAGTGTTCTACAGTTTAAGTTTTTGTCAGGACA
ATTTAAAGACAGTGAGTTTTATATTTGGACGAGGACCCTGTGAACCAGGAGCAACCACCT
ACCTAGTTATACAAGTTATGTGAGTTATTTCAGGCCCACACTTTTTGTTAAAGACCCACT
CCGATCTTTTGTGTTTTAAACATGTTATTGTTTTCCCATCCATGTATTTATAAGGGGAAA
AAAGTAATTATAAATTGAACTTATTAGTATTTCTTTATTCGAATTGTGGTGAATAAAATA
CAGTTGGTAAAGCTTGTAGGACCTACAATGAAAAGCCAAAAGCTCCCTGCTCCGCTCCAT
GCTGATGCCTAATCACTTGCACACAAATGGATCCATATTTTTCTTTGTTTTCCTTGTCCG
AGTTGGGTTCTGGCTCCAAACTCTGCAGATGGATAGCTTCAATGTTGCTCGCTATTTTTG
CGCTCCTAATGTTAGGTTGAGGGTGTGAGGGGCTGTAAGCTAGTAGGAGAGAG
>McF0002H01-MGRbd1
GCATTATGGCCGGGGTGGAGAAACTTAACCAGCACAAAGCAGCCGGCCCGGATGGCGTCA
GCCCTCGTACCTTGAGGACCTGTGCCCACCAGCTGTCTGCGGTTCTCCAGCATCTCTTCA
ACCTGAGCCTCAGACTGGAGAAGGCGCCCCTCCTCTGGAAGACCTCCTGCCTGGTCCCCG
TTCCTAAGAAGACGTCTCCATCTCAACTCGGGGATTTCCGTCCAGTTGCCCTCACTTCTC
ATGTGATGAAGGCGCTGGAGAGGCTGGTGTTGGCTCAAGTGAGAGCGGTGGTGAGCTCTT
CTCTGGACCCCCTGCAGTTTGCCTACCGGCCGCGTCTGGGGGTGGATGATGCTGTCATCC
ATCTGCTGCAGCGAGCTCACTCACACCTGGATGGTGGCGGAGCCATGGTGAGAATCACCT
TCTTTGATTTCTCCAGTGCCTTTAACACCATCCAGCCTTCTTTACTGGGTGATAAGCTGC
GGCTGATGGGTGCTGGCGCGTCCACCGTCTCCTGGATCACTGACTACCTGACAGACAGGC
CACAGTTTGTCCGACTGGGCGGCGTCCTGTCTGACGTGGTGTTGAGTGGTGTGGGGC
>McF0002I12-MGRbd1
CTGCAGCCAGTAACGCATGTGAAGAGAATGAAGGTGCGGAAATGGAGGAAGAAAGCAGTT
TATACAAGGTAGAGAGGAAGACAGAAACGCCAGAGTCAAAACGGAGGAGCATCAAAGTTT
CTACCTGTGAAGTGAAGAATTATTCGAAAGTTCTGCCTTTAAATCAGAAGCAGAATCAAC
TGGAAAACCACCAGGAAACGAATGCAGAACGTCTGACCACCGAAGATGAAGAAAAGAACC
AGGCGGGAACCTTTTTGGACTCAAGACCTCATGACCCGAAGAAGGCTGATGTACACCCAA
AGTCGGGTTCTGGCGGGATTGCAGATAAAATCAGCATCTTCGAGCGGCGTCGGCTTGATG
GGAGTCCCGCTCGCACCCCAAGGAGCGCTGATGTTTCTCCGACCAGAACGCTCACAAACA
GGTTTAAAGCAGACTTGATCTTCTCAGAGCAGAGGTCAAAATCGGCTGAACGACACCGGG
AGGACAGGTCGGGTTTCTCGTCACCATCCAGGGAGAAACCGATGACAATCAAAGAGCGAA
CAAAAAAGTTTCTGGAAGCATCTAAATTAGAAGCTGAAGCAGCTCAGAAACAGGTGGCAG
CTAAAGCAGCAACGTCTCAAAAGTCCACTTCAAAAGTCCTCACTGGTCTGACAAAGTCTC
CAGAACCAGACGGTCAGGACAAACTGGATATTAGAGAGCAAACGCATGCAAACTCTGAGA
TAACATCGAAACCAGAAGGGGGGGGCTCAGATGCTAATGATGGGCAGTTAGACGTTTCAG
AGGTTCAACCAGCTGACTCTTTAACGAACGAAACAGAAGATCAGATTACTG
>McF0002I14-MGRbd1
AAAGTTCTTGAGCAAGCCGACATACTGGTCATCAAATATTCTGTTGCCGACAAGCTGGCC
TTCCAGCAGGTCCGAAATGGCTATGCCCCGAGACTCCGACCTCTCCTAAGACACTGGGGG
GTGCCGGTCATCCTCGTCGCTGTTGGGGCACGGCTGAATGGTGAGGAAGGTTTGAAGCAT
TCACTAGACTGAGTGACCCCCCCCCCCCCCCCTAAAAAAAANT
>McF0002I20-MGRbd1
GCCATTATGCCCGGGGGTTCAACAGTGCCACAACTCAGGTGGGACCAGGAGGAAAGTTCT
GCTCCGCGATCAGAATGTGAGGTTCGTTTCAGAGTGGAGCGGACCGCCTGTTAACGTCAG
CTGAATCTCAGAGCAGAACCGCAAACGGTGGAAACCAGAAACACCGCGAGGCGAAAGTTT
TCAACAAATGGAAACTTTTACGGAGAGAACCGAGCGAACCCGAGTACGCGCTGCTTAGGA
AACTGCTCATCAAACTACGACAGCAGGTCAACATAAGCGCGCGCGCACCAACAACATGCT
AATACCGCGAAAAGACATTTCCTTGGGTTTTACCTGCGAGGGTTGTTCCTCATCTGTACT
TTCTGCGTGTTCTCCATGCTCCCCGCAAACTCTCCCGAATGTACTCCGGACGTAAACGGA
CTCCCAGCTCACTGGAGCGGCTCTGCTAC
>McF0002J05-MGRbd1
TTAGGATTTCAGAGTTTTAATGGTCATTTGTGTTTTTAATTCTTCTTTGTTGACTTACCT
GGTGACCAACAGGTTGGATGAAGGGTTTTAGTGTCCTCTACATCCTGAATGAACACCAGT
TCATTGACTCCAGTCTAGATATCAATCACCATTTCCTGACTGTACTTTTCTGCACATGCT
CATTACATCATACCTTCATAATGTCCTCAAAAATAGGCCATCTATTTTACCCTGCCCTAC
ACATCCTACCTTTTCTTAGATGACTTGCAGTATAAAAATTCGCACAAAATTGCTTGGACA
CTCGTAACTGTCGTGACAACACAAAAAGCTTGTAATCTTGGCCCCAACGTACCACACACG
GAAGTTCACAAAATGCCTCCAACAAAGGTTTTCTCAGGTTTTATTGAATCTCAAAGAAAG
G
>McF0002J08-MGRbd1
GGAGATACGAAAAATGGCAGAGTCAAAGAATCGGAGTTTCTGTTGTGTTCCTGGCTGTTC
GTCATCCAACCAAAAACAACCCTACCTTTCATTTCATTCTTTTCCTGTGGATCCAAACCT
GAAAACGAAATGGATACAGGCGATTCGAAGAGATGAAGGGCATAGTTTTACTGTAAAAAC



AGGTAGCACCTTTGTTTGCAGCCGGCACTTCGCTCCGGAAGATTACATTGGTGGCTGCGT
CGTTCGTCGCCTGAAGAGTGGTGTTGTCCCGAGCCTATTCCCTTGGAACAACTTTACTGC
TCCTTTGAGAAGGGAGTCAGTGTATGACAGAACTTCCAAACGGCAGTCTATGCAGCTATG
CTGTGCAGATAGCGACATTGAAGCTAAGGCAGTAAAGATGGATCACGACTACGTGTCACA
CCCACCTGCAGGTGCTCTGGACGAGGCTTTGGATTACATCCACGATTTAGAAGCCAAGTT
GCAAAACACTGGTCTACCACCCCCTACTCTCTTCAGCCGGTACTGTGCATCAGACGACCA
AATACGTTTCTACACCAAATTTCCATCCGAGAGTGTTTTTACTATTTTTTGGGAGTCGAT
TGCACCATCTGCACATAGACTGGTGTACTGGACCAAAGCACAGAGGGCGGGTGAGGAATG
CTGCGAAGAGCCCAGCCCACCACGCATCATGCCATTAATAGATGAGTTCTTGATGTACTC
TATGCGGGTTGCTGTTGGCATGAAGGAGCAGCTCATTGCTGACATGTTTAATGTG
>McF0002J10-MGRbd1
CGCTCCAGGCCTAGGCGCTGGCGGAGGAGCAGAAGAGGCTCAACCCGGACTGCTGGAAAC
GCAAACGGGCCAACTCTCAGGGCTGGGGGGGAGACTGAGGCGTCTGAGACGACGCTCAGA
GGCTGCAGCCGCTTCCCTCCCTCCGGTTCTAGTCCCTAAAGGAGCCTGCCAAAGGAGAAG
AGTTCTGTTACATCTCCAGGAGGCCCCGGCGCCTTTGGAAAGAGAGGCTTCCCTTCGTCT
CACATGTGAGGTGCTGCAGGGGCGTTTCAAAGATGCAGGAACTCAAACACTTCCCAACCG
TTTTCCGGCAACGTGACAGTAAAAACGAAGAGATTCTGATTCCTCTCAGCTTCTCTTCTT
ATGCTTGAATCAGGTGGAGGTTCT
>McF0002J15-MGRbd1
ATATGCTAAGGGATTTAATATATTACTAGCCAAGTGTGACCTAAAGCACAAATCATTTTT
CGTCCAAACAGCGACTTGTCTTTCGGCTTGTATCCCTTTCTGTTGATCCCAACTCAGGGA
AGCAGCCTGGATCTCTGTCTCCCACGCAAAAAAAAAAAAAAAAAAAAAAAAAAATACCAT
>McF0002J24-MGRbd1
GGGGAAGCCGCGATGGATGACGACGTGGAGTTTCTGCGCTGGGCACGCAAGGGCATCGAG
GCTGCGCTGCGCTCGCCGCGCAAGACGAATCCGCCTAAAGGGTGAGGGTGGTGAGAGGGC
GATGGCCGCGGGCTCGGGCGTGTGCCGGCTTCGTGGCATTATCGCGGCTCGTTTCATGAG
AGCCTCACGATGCATCCGAGCCCCGAAAACACCCCGTACGACATGCTAGGCGGCGACGCC
GCGGTGCGCGCCCTGGTCGATCGTTTCTACGATCTGATGGACCTGGAGCCCGAGTTTGCT
GAGCTGCGCGCCTTGCATCCGGCGCATCTGGATGAGTCGCGCGACAAGTTGTACTGGTTT
CTGTCGGGCTGGCTGGGCGGGCCGGACATGTTCGTCGAGCGCAAGGGCCACCCGATGCTG
CGCGCTCGTCACATGCCTTTCCCGATCGGGGTCAAGGAGCGCGACCAGTGGCTCGCCTGC
AT
>McF0002K05-MGRbd1
GGCGATTCTGGAATTAAGCCCCAGAGTCCGAGTGTCGGTTCTCATCCCGTCTTTACGGCG
CGTTCGGATACCTTTTCATGTCGGCTCTTCCTGCAAACAGAACAAGACAGCTTGTATATA
TGTGCCTCTATGGNATCAGACATGTTTTTAAATGAATACTCCATAACTCTAGACAGCGAA
AAGTTTTGATCAAACCTGGTTATCGACCTCATTTTTAACGACCGTGTTTGCTTGGTAAAC
AGTAATGTGGTGACAACAGTTCTCGTCTGTTTTTCTTATGTTAGTAATGTGCAATTATAT
TTTTTAACAATGTGAAATATTTTTTATGGCTCTGAGAATTTTTGTGCATCAAAGCACTAA
TAAAGCCTTTTACTGTTAAATTTGTAAAATTACCCACCTTGTGCACACCTTCAAAATAAA
AGGTCATGCTGCTTTTGACGATCAATAAAAAAAAAAAAAATGTTGATTGC
>McF0002K06-MGRbd1
ATGGCCGGGTGGTGTGTGTGGAGGCCTGGCCGATGCGAGGGGGAGGCACCCGCCTGGGAG
ATGGAGAATGCATCTGCGATCCAGGATACTCTGGTCAGCTGTGCCAGAACTGTGCTGATG
GCTACTACAGAGAGAAGAGCTCTAACGACAGTGCAGGAGCCTGTGCAGCCTGTTATCGCT
CATGTAGGAAATGCTCGGGCCCAGAGGACTACAAGTGCCTCGCCTGCAAACCCGGCTGGA
TCCTTCATGACAACAAGTGTGTGGACATTGATGAATGTGGCACAGAGCTGGCTCGTTGTC
CTTCCAACACCTACTGTCACAACACAGAAGGATCTTATGAATGCAGAGGCTGCGATCAGG
CATGTGTGGGGTGCATGGGCAGCGGTCCCGCCCGGTGTAAGAAATGTGCACGCGGCTACA
GGCTGAAGGGAGCCAAATGTCTCGACATAGATGAGTGCAATGAACGTGCGATAGCATGCC
CAGGCCTCAACGAGGCCTGCATCAATGAGGAGGGTTCTTTCCACTGCGACTGTGCCGATG
GATTTATAAGAAGGGATAGCATT
>McF0002K20-MGRbd1
CCGGGGATTCAGTTGTTCTGTCCGCGTGATCAAAATGCCTGAACCCGCCAAGTCTGCCCC
TAAGAAAGGCTCCAAGAAAGCCGTGACCAAGACCGCCGGCAAAGGAGGCAAGAAGAAGAG
ATAGACCATGTAGTATAGCTACCCCATCTACGTCTACAAGGTGCTGAAGCAGGTCCACCC
CGACACCGGCATCTCCTCCAAGGCCATGAGCATCATGAACTCGTTCGTCAACGACATCTT
CGAGCGCATCCGCTCCGAGGCGTCTCGTCTGGCTCACTACAACAAGCGCTCCACCATCAC
CTCCAGGGAGATCCAGACCGCCGTGCGCCTCCTGCTCCCCGGGGAGCTGGCCAAGCACGC
AGGGTCTGAGGGCACCAAGGCCGTCACCAAGTACACCAGCTCCAAGTAAACTGTTGGTCT
TAAGCCGAGACACAAAGGCCCTTTTCAGGGCCACCCACTCCTTCATTTGAGAGCTCTGGT
TTCTTGTACCAAATTACTGTTTTGTGGTGCTTATTAGTCATATGAAAGTCAACTTGGCGA
TGCCTAAAAGTTGTCATTTTGACGAGCATGCTTAAAAAATAAAATGTCATAAATAAAACG
TCAATCCGACACTTTAAAA



>McF0002K23-MGRbd1
CCCTGCTGCCCCACCCCGCGCAGAAAAGCACTGCAGAGATGGTCTTCGGCCGCCTGCTGC
CCCTGCTGGAGGAAATACCAGAGAGTTAAGAGCTCAGTTAAGAGCTAAGAGAGATCCAGT
ACATAAATACATTTTTTACTGACGTACTGAGCACCACGATATAACTTCTTCTCACTGCAC
AGCACAGATTACCACGTTCTT
>McF0002L04-MGRbd1
TATGGCCGGGATGCACACACCTCCCTCAGAGGAACTCGAATTTACCCCCCTCCCCCTCAC
GTGCACACCTCCGTCTTTGTACCAAAAGACATCAGACTGTGGAGTTTCATCTCCATGGAG
ACAGATGGACATCTGGATCCAGATGGCAGCTGAGCTGTAGTTTCACTGGTGTGAAGATTC
AGGGAAAAGAAACATTTCCATTAAGATCTGCTGTAGAAGGGCGTTCAGCAGGATTTGAGC
CTGAGAGGAGTTCATGGTTCCAAAACCGTGGAAGGAGGGCCTGCATTAACATGCGTTAGG
TGAAGGAGGGGGTCCTAGCTTTCATGTGTGCCAGAACTTTAGCTAGATGGTTAGTGAGTG
TAGTTTAGATTCCTAATTATCGACTAAGCACTCTGGAGAAAAGGCCGCCCCCCCCAAAAA
AAAAACAAAAACATCTCCAGTTTCCTTTACTTCAGTCTGTGGGAAAATCTGACCCTGTGA
CCTCCCACAACCTAAAATCGGAATATATATTTATATTTGACTTTAAAAAGCACAACGTTC
AAAAAGTCGTTGGGCTTCAGACATAAAATGTTTACAATTCAGGTTTACTTCATGGATGTT
TAGACACTGGAAAACGGAGGAAATACGTGTTTGATCGGTTCAGATAATGTGTTCATAAAG
ACGAAGCGTAATCACATCGGATTTTTACAGGTT
>McF0002L10-MGRbd1
CTGAGAGGCTCCAACGTGAAGGGCGCCATCTTCGAGGAGATGCTGACGTCCGATCACATG
TCATTTATCTTGCTATGTATCGGATTATGTTGGATTGCATCGCCCAACCGTGTATGCACT
GTTGCGATTCGTCGATGGGTGGCTTTTATATATGGGATGCGGTTCCTCCATGTGCAGCAG
AAGATGCTATAAATGCTGCTAGAACGTATTCGTATATGATGATTGTCAGTTACACTATTA
GGTGTGTGATCCTTGGCTGTTGTGGCACTGATTGCGTTAGTGAGTCTTGCCTTTTCTTGC
TTGACGTTTATGTTTTGATATAACGATTTCTTGGAGTTATAACCCACAGAGTGCAGGATT
AGTTAAGAAAACTAATAGCACTATTAAATCAAAATTAAAGAAATGCATGGAAGAAACGGG
CCGACAGTGGCCTGACTGC
>McF0002L11-MGRbd1
AGAGATCAGTTGTTCAGCTCACAGCGACAGAGACATCTGAACCCAGAAGGACCTGGACTC
TGATCTGAACCCATGAAAGACCAGGATTATTTACTGTCAGTAGTGAGGATAAAAGCCTGA
GGGCTCGGTTCTTTGAGCTGCTGACGACTCCTGAACGGAACCGAGTTCAGACACTTTCTG
ACTTTTTGGCTGTTTGTTTCCTATGAACATTCCTTACATACATGTGAGTATCTGTGTGGC
AAAAATCAGCTTTGTGGTGAAAAAACAGCTTCTTAATTGTAGAAAGGAGGATGATGTTTA
GTTTTTTAACAATTCCTGCTGTGGTTCCACCTCACAGTTTGGCTTTCTGACCACTCAACC
CAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0002L15-MGRbd1
CGATGATGAACACGGAGAGCCAGAAGCAGAAGGTTCTGGAGGAGCGGGAAAAACTGAAGC
AGGCGAGGGTTATCTGGATGACCAAAAAGGACTAGTTGCTTGTATACTATAACCTCACCA
GGAAGCAGCAGGGCGAACTTCTAAGGAAGAAGCGCAGAGAGAAAGACGGACACAAAGACC
CCCTTTTGCAGGAGATCAGCCGCCTGCAAGAGGAAGTCATGGTTCAGATATCCAACCTCC
GCAAGGAGCACGAGGCTGCAGAGAAGAAACGCAGCGAAATCGAGAAGGTGGCGCTCATTC
TTGGCCTGAATCCGTCAGACCGTCCTCGCAAGAGCAGCAAACCCACCGAGGTCCAGCAGC
AGGAGCCACCACAGAAGAAGCAGAGCAGTCCTGAGAACCGGCAAGCGGCCAGCAGCTCTA
CAGTGAAGACCANTNAAAAAAAAANAAATAAAAAAAA
>McF0002L16-MGRbd1
GGCCATTATGGCCGGGGGTTGTATTTCAGCTCTAGAAGCTCCGACAATGTCTGGAAATGA
CGGCGCAGACAAAGCTGAGTCTGGGTTCACGCAGGACTTGAAAAGCGTTCTTGTTACCAG
CGTTTTAAACCTGGAAGAGCTCGACATCGACCTGTACAGGGGAACACATCACTGGGTGCC
CCGCACTCAGAGGCTCTTTGGAGGCCAAATCATTGGTCAGGCTCTGGTGGCGGCAGCCAA
GCCTGTTGGCGAGAACCTATACG
>McF0002L18-MGRbd1
NNCNGCNNNNTNNCAACACGNGCCTCCACTTCCTGCAGGGCGGTTTTCGATATGAGCTTT
TTCATTAGAAGCGCCCTAAAACGGGAATTGGAGGCGTGCCATCGGGGCACCGAACTGTGC
TGATATTTATGCGCTTTGTAAACTTACTTCCTATTGGGGTTCGATCTTCCTACGAGGATG
CGAGTGGCACGCTTTAGCACATGCCTGGAACTCGCATTCATATAGGATTATGCCGTTGAG
TTCTGCACTTTGGCGCCCTGCACCTCATGACACTTTTGCCGACGGATGTCCTGTAGCCGG
AGGTGCTTGAGGATATACTCGAGCTGTTTACCCGCATC
>McF0002L19-MGRbd1
ACGCGGTGCGCCAGGTTGCCCGATAAAGGCGGGTACACGGTCCATCTTGTCTGCAGCCAA
GTCACCTGATCGGTTCCCACATCCCTTCCTCTTTTTGACCAACATTGGGACAGTTCGACA
ATGTTATTTAGATTTACTTCTGTAATTCGTACATTTGTGAAATGCGGCCATGTGTTCTGA
TTTTTCACATGTGCAGTAGCAGTCCCGATCCTAAACATTTCTTTTTATTGGTCAACATTA
AAATAAACTTTTTGATTATTATGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAATGGTTAAAAAAAAAAAAAAAAAAAAAAAAAAACCCTGGGGGCCCCCC



CCGCCCTT
>McF0002M03-MGRbd1
GTCGGAGGAACACATACACAAACTGCAGCCTTATAAAGTACATGGAAAAACATAAAGTCA
AACCAGACAGTAAAGCATTCCACTTGCTCCAAAAGCTTTTGACCATGGACCCCATCCGCA
GAATCACTTCTGAGCAGGCGATGCAGGACCCTTACTTTTTCGAGGAACCCTTACCCACAT
CTGATGTGTTTGCCGGATGTCAGATTCCTTATCCCAAGAGGGAATTCCTGACAGAAGAGG
AGCCAGAAGACAAAGCTGACAACAAAAAATGCTAACATAACAAACTTAAAACATG
>McF0002M11-MGRbd1
ATGGCCGGGGGCAAGCAACTGTCCCCTAGAAGGATAAGGTCTCCATGCCGCTGGAAGCTC
CGAGGAAGGTCCCTCCTGGGCTCCTCCGTCAACACTTCACCATGGGACTGCGGAAGCTGC
TCCAGGATTTTCTCCAGCGGCCCTCCCGTCCTCCCTCTGGCTTTCTTTGGCTGCACAGGA
CTTTGGAGGTAGTGGCAACACAACCCCCCNCANGCAANGACGGCAACACGGCAGGCAAGG
CAAGCAACGCGCGGNAAGCAGCNGNGCCCACCAGACNCCAGACCAGNGCGCCGGGGGGGG
AGNNNGCAGGGGACAGGACGACAAGGNGCACCAGGCCGGACGGCANGCTTTTTTTTTTTC
GGGGGGGGGACGTCTTTTACTAAGCACAAGCTCCGATCAAGAAATCCTCTGGACTGTAGA
CTGCTCCTTTAAGATAAATACAATGGCACGTGGATTAAAATAAGTCTCAAACAGATATAT
CGAAGACAAAAATGTATGCTTAAAATTTCTGACTGCAGATCATGTGCTAAGTGCTAACTA
ACAAGTTATAAAACTTTATGATTACTTCAACTCCTGTGCGTGACAACTCGGCACACGAAG
ACAAGGAACCCCGTCCATTTAACGGCAAACGAAGCCAACA
>McF0002M14-MGRbd1
CCGGGGATTGACTTCGGACATGCACGAGCCGAAACAGATAGTAAAACTTTGAGTTATACC
GCTTGTAGTCCTGAAGAGCTTTCGCCTTTTTTTAATTCCATCTCAGTAAAAGAATTATGT
AACATAAACCAAAATAAAAACATTGTTATATATTTCCACTTTTCAAGCACAATGGCAAGA
GGAGAGGACGCCACTTCGTCGACTTTGCAAACAGTCAAACCTCAAAAAGACATCAGCGTG
AAGGAGAAAAAGCAAAAACCTCAGCTGTCTGTATGCAATAAACTTTGCTTTGCTTTTGGA
GGAGCTCCTTATCAGATTACTGGTTGTGCGCTGGGATTCTTCCTCCAGATCTTCCTGCTA
GAAGTGGCACAGTTGGACCCCTTAAATGCCTCCATCATCTTGTTTGCGGGGAGGGCCTGG
GATGCCATTACTGACCCAACTGTGGGGTTCCTGGATCCTCTGCTCCACTCCGTTCGCAGT
GTTGACATACTTCTTGATTTGGTATGTGCCGCCTTTTGAAGAAGGGAAGGTCCTCTGGTT
TCTGGTATTTTACTGCCTCTTCCAGTCTATGCAAACGTGCTTCCATGTGCCATATTCAGC
CCTCACCATGTTTATCAGCACCAAACAGGAGGAGCGGGACTCCGCCACAGCATATCGTAT
GACAGTGGAGCTCTTGGGGATCCTGTTGGGCACTGCGATCCAAGGACAGATTGTTGGTAG
CGTCTCGACGTGTCCTGTTGATGATGACAATGATGATTACAAGAACAGCACAATCCCACC
AACAGTCAACAGAACCATAACCTCACTAGAGGAATCAAAAAAAGCACATATGATTTCTTC
AGGAGTCATCTGCATCATCTACATCCTGTGTTCT
>McF0002M22-MGRbd1
TACAGTTAAACGTATAAAAAGCCTAAATGAAGTATACATTTATCTGTATAAAATGCTTAT
TTCAGTCAGACAACTCATGTAGTAGAGAATGCATTGCTATCATATTTCTTTTAATTTGGC
ATAAGGCTCCATTCAGAAACAATAAAACAAGATATCCATAGAAAACTTCAGGTATAAAAC
TACCTGTAATGGAGCTCACAGGTGGCAGCCGGGGAGAAGGGGTAACAAACGCAGCACTCG
CAGAAATGGATTAAGAGGCGTAGAGTGCACAACTGGTTCTTAAGTAGGACGCGGAACCGT
TGAGTTACTTGGGCTGAAACGCCCATAGGGAGGTGTAAACAGGTAAACGCACTGCTGAGT
TGCCTGTCTGGAATTCTCCCAGGGTCGTTCATTTATTGTAATATTAGATATGAATTAGCA
GAAATGCAAATTGCTGTAACTGTAATTTACGTAAAAAAAGACAAACATTTAGAGTACATT
TTACCGTAAAACATTGAATAGATCATGTGATTTCACTCAAATTATATAATTTTAACAAAC
TTAGAGACATTTGTGTGTGAACAGACATTTGGTGCTGACCTGTTTTTACAGTACATACAT
TGAACTCACCTGTTTGCTCCATTGAATGTCTGTATGGTT
>McF0002M23-MGRbd1
GGGATACCTGGGCCTGCTGTCAACAGGGTGCAGCTTCCCCCCTCCTTCACAACGCTGGAA
AAATCCAGAACATTCCAAATAAAACAGCAGCATCGTGTTGTTCGTCTTGCAGACATCCAT
TTCCGCTATAGCAAGGCTAACCCTGTGACCGTCAGCGCCGGCGTGTTTGCAAAGAGCAGA
CAGGAAGGGGTTGTGAGGAAGTTGGAGGAATTTCCCGCTAGGAGACGGTTTGTGCTGCAA
GACTTGAACAGGACGACCTGTGCCTCCTCCGTCCCCCCCGTGTCCTGATGCACGGCAACT
CCATACCTGGGCCTGCTGCCAAACATCACCATGAGGAAGCTGGTGCTGCCGTGCAACCTA
CGAGGAAAAATCCACCTCTATGTGACTCAGAGTTTCCCTGGCTTTTCTGGGGAACAGTGG
CACCGGATCAACATCAACGCGAGACTGAGGTGCCTTTGGGAGGTTGAACCAGAGACCCAG
CGTTTTGGGTTCTCTGACCCCTGAAGGCCCCCCTTACAGATCTGCTGGAAGAAACAATTG
CACTGTTCTAAGCCAGCCTGAAGACGGCAGCGTCCTCCAGAGAGGAATTTATCGAAGAGT
GGATGGGAACAGTTTCTGCATCAGCCGGGTCAGACTTTAGGGAATCTTTAAGAAAG
>McF0002N10-MGRbd1
NNNNNNCNNNGNNGNNGNNNACAAGAAACTCACTCCAACGAGACTGANGATTTGTTGGGG
GCCAGGTCAGTGGGGAGATAAGATCCTTTTCTCTCATGGCACCAATCGGCCAGCAGGGGT
CGCTATACTGCTGAATAATTTTTCTGGCAAGCTTTTAGTTACAAAAAGAGATGGTTCTGG
TCACTGGTTGATTTGCGTTTTTATGAAAGATGATAAATTTATTATTCTGGGAAATGTATA



TGGATATAACTCTGCAGCGCAAAACAAAATCATGTTTTCAGATTTTACAAATTCTGTTAA
AGAGCTAAACCAAAGATATCCTAGCAATAATCTCATCATTGGAGGTGATTTTAATATGGT
GGAAAATGAATACCTTGACAGATTTCCCTCAGCATTTCAAAATCATCATTATAATCCAGT
TCTTCTTCATTTATGTAGAGATTTAAATGTTTCTGATGTCTGGCGCCGCGATAATCCTGA
TGTTCGAGCGTTCACCTGGTTTAAACCGGACGGATCTGCCAAATCTAGGTTGGATTTTTG
GTTAACAAATGAAAATCAACAGAATTTTACATCAATAGCCAATATTTCTGCTGCACCATT
AACAGATCATTCTATGATTAAACTTATTATTCAACCTCGCAATAATCCTATAAA
>McF0002N23-MGRbd1
TTAAACCCGGCCATTATGGCCGGGGAGAGGAAACTGCAATAAGCACAGGAGGCGTGTGCG
GTATTCTATCTAAATAGGACAATAAAGTGAAAACGGCTTCAATGCTCTAACGATGGATTT
GTCACATCTGCTTCTCCTCAAAGTTTTACTCCTCGTGTGCTTGCTAAACTACACTCACGG
ACATTATAGGAATCCTTTGAACAAGTACATCCGTCACTATGAAGGCTTGTCCTACAACAC
AGAGGCTGTTCACAGCAAGCATCAAAGGGTCAAGAGGGGTCTTTCTCATGAGGACAAGTT
CCTTCATTTAGATTTCCATGCACATGGAAGGCATTTTAACTTAAGAATGAAGAGGGATAC
CACGTTGTTTTCCCCTAATCTTAAAGTGGAAGTTTCAGGAGAGGAGGTTCCATATGATAC
GTCTCACATTTACACTGGAGAAATCTATGGTGAGAAAGGAACTCTGACTCATGGTTCCAT
TGTGGATGGCAAGTTTGAGGGCTTCATACAGAGTTACCAAGGCATTTACTATGTGGAGCC
CGCTGAGAGATACCTGGAGGACAAAGATGTGCCCTTCCATTCTGTCATCTACCACGAAGA
TGACATTCACTATCCACACAAGTATGGCCCAGAGGGAGGCTGTGCCGACAGCTCTGTGTT
TGAAAGGATGAAGAAGTATCAAGCCTCTGCATTAGAGGAGCCGCCCAAGCAGGAGCTCCA
CGCTGAGGCGGATGCTGATGGTCCTGTTCTGCTGAGGAAGAGGNAGATGGCCCAGGCTGA
AAAAAACACGTGTCAGCTTTTCATTCAGACTGACCACCT
>McF0002O13-MGRbd1
GGGGAATCCATGTACTGAAATAATGGAAATCTGCAGGAACCATGGAACAGCCGGATTATA
TGAACCACCGAGTTGTGTCGAAGATTTGACATTTCGTCTCTTTTAAAGGCAGTTTGATTA
TGACGGAGTACTGTTATGGTTTTAGAAGAAAGGAGGGTTGGGTAGCTAATTGTTTTATTT
AGCTAGCAGGCTAGCGTTAGAGCTCTGGTATGTTAGCTTGTATGCTAGTAGGCTAGCAGA
GATCAGGGGGAGGGGAGAGTTCCTCTGCTTTGAAATTGTTTCAGATCAGCTAGCTGACGT
TAGCATTAGCACACCAGGGACTAACATTTTAGGATGAAGTTTCTTTTTAGTTCTCGAGTT
GGCATTTCTTATCGCATTTAACTTTCCCAACGTTGTATTCAGCGATAGCCTGGCCATGTT
ATGTTAATGCGGACTGTTTGATGTTAAAGATACTGGGGTCGCAAGCTTGTGGCTAACCAA
ATCAGACAATACATTTCAAATAGGATTGATGAATCGAATAGCTATAAGCCTACAGTTGAC
GCTATCTGGCTGCCTGTCTCACGTTAGCTTAGCTTCTAGGTTAGCAGTGGCTAGCACCG
>McF0002P14-MGRbd1
AGACTGTGCTGGGGGCCATGCGGGCCTGAAAACGCAGACCCCCCCACACACAGATCAGTA
GGAGGGGCTCATTTAAAGCCATCCTACAGATTCATTTCACAGAAAGGGCGGTGGTTTGTC
CAACAGTGTGAGAGGAGCATCTGGACTTCGCAGCTATTTCAGCAGAAAAAACTTTTCTTT
GTTTTGTTTAACACACAACGTTTGAATAACATTTGAAATGATGGGATGTTTGTCTGTGAC
ATCAAGACTGATGGCGTTTTGTCGCTCATCATAAATCCTTTCAAACACCTGAGCGTCGCA
GACAGAAAATTCTAACTGGAAAATGAAAATGTTCCTTTCTGTTTGCTTCCAGTGAAAGTG
ATGCATTCCAATGCAAAAGCACAGCAGAGGTGGTATCATGTTAAGTCTGACGGGACACAT
TGCAACCACAGTTTCTTCTTTGATAATAACAATTATTCTTTCCAACATTCACTTTTTTTT
TA
>McF0002P17-MGRbd1
AACCCGGCCATTATGGCCGGGGGTCGGTTGCATGGTGCTTTGGCGGCTTCAGCGGCTCAG
CAAATGCAGAAAAGGGAGCAAAGTTTCGGTATACAAATGCTTTCCGTCCAGCCGGACACC
AAGCCAAAAGGCTGTGCCGGCTGCAACCGGAAGATCAAGGACCGCTACCTCCTGAAGGCC
CTTGATAAGTACTGGCACGAGGACTGCCTGAAGTGTGCGTGCTGCGACTGCAGGCTGGGC
GAGGTGGGCTCCACGCTCTACACCAAAGCCAACCTGATCCTCTGCCGGAGAGACTACCTA
CGGTTGTTTGGAGTCACAGGAAACTGTGCCGCCTGCAGCAAACTCATCCCGGCCTTTGAG
ATGGTCATGAGGGCAAAAGACAACGTCTACCACTTGGACTGCTTCGCATGCCAGCTGTGC
AACCAGAGGTTCTGTGTGGGAGACAAGTTTTTCCTGAAGAACAACATGATTCTTTGCCAG
ACGGACTATGAGGAGGGGCTGATGAAGGATGGCTATGCACCCCAGGTTCGCTGAACCTTT
CAATCCAAGAGGAGGAGGAGGAGGAGGAGGCCAGGGAGAAAGAGACAGCCTGAAGGAGAG
CATGCAATCACACAGCAAAATGCACTATTGCCTCCCGCGCTGCTCCTGTACCCCCACATG
TACATAACCGAACAGGCCTCCTCCTTTGGGGGCCGCTGCTGTACAGAATAGCCGTAGAGA
CGATGAGGCGGGGGGGGGGTCCTAGAG
>McF0003A02-MGRbd1
GGATGCGCCGTTAACCCGGGCATTATGGCCGGGGAATCAAACAAGTGACTTTTTGGGATT
ACGACCTTATTCCGTGGAATTTATTCTTTATATCTAATTGTTGTCACAATGTCTCAAGAC
CTTTGGTTACAGAATTATGATGCCACGTGCCGTCTAGCACAGGAAATAGCAGAAAACATT
CATGAGAGGAACAGACAGCAGAGAACAGGGGGAAACCCTTCTAAGATAAACATGACATTA
CGGGCTTCACTCCAGAAACTGAAGCAGAATAACGCCCAGCTTAAAGACAGCTTGTTGCGA
ACATCTTCATCTCGGCGAATAATGCAGGCAGAAGCTGACAGAAGACAGAACCTTGTTGAT



GACCTGCTAACCAGAGAAAAGCAGCTGAATGCAAGTTTCAGAGGAGACGCCACAGAGCCT
GAGACTACCAGGTCCACATTGATGGCTGGAGGGGCAGCGGCCAGTGGGGGCAGTGGGGGC
AACCCGTGGCTGATCAATGAATCAGAGGAGACCAGGGGGCTGACCTTTGGAGAGATCAAG
CAGCAACAACCNANAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0003A04-MGRbd1
CCCGCTAAACCCGGNCATTATGGCCGGGCACTCGGATGACATCAGTGACCCAACTGACGG
CTGCATGCTGGGTTACAAGGAGAAGTTCCTGCGTCTCAGAAAAGACTCTGTTTGCTGGAA
CGGGCGTGATTATCAGGTCGCGTCACAGCCGACCCCTTGTGCTTGCACTCTAGATGACTT
CTTGTGTGACTTTGGATACTACCGGGAAGAAAACAGCTCCAAATGTGTAGAGGAGCCAGA
TCTGCAACACAAAGTGTTGGAGCTCTGTCTACATGGCAAAGAGGAGCAACTGGTGACTAG
TGGGTACAGAAAGATCCCTGGAGATAAATGTGTAGGAGGACAGACGCCAAAGCGTGAAGA
GATTGACCTCAGTAAAAGGTGTGTCAGTGACATGGTGGAGCTACACACTTTGATCGGAGG
TCATTCTTCAAAGTCTGTAGCTATAATAGTAGCAGTTGTCGTGATTATGCTGCTTAGCAT
TGCAGGTGGAGTGGTCTTTGTGAGGAAGTATGTGTGCGGTGGCAGGTTTTTGGTCCACAG
GTACTCTGTACTGCAGCAGCACGTCGAAAACAATGCCACTGATGAGATGGACGACGAGCT
TGAGATCAACCACACTCAGAACGGCAAAATAGAGTTTCACGATGATTCCGATGAGGACAT
GCTCGAGTGACATCAGTCCTCTGCGATGCAGCTCAGT
>McF0003A08-MGRbd1
CTTAACCCGGGCATTATGGCCGGGGACTACTGGAACTGGGGACGAAGGCAAGACAACAGA
ACATTAAAGATGACTGCTGTTTTGATGGCACATGTCTTTACCTGGACAGGTAAGATAAAC
TTTTCCTGACCATCTTTGTTCATCTAAGTTTGACAATTCATTATGGTGACTCACATTTCA
TAGAGTTTTATTAAATTTTGTGTCTCTGCTTCTTTTCTTCTCTAAAAGCTCCAGGCTTAG
GGAGATGCGGAATTTCTGAGGATTGTGCTCTTGATTTTGGATTTGTCAGTTTTATTTTAT
TTGGTATAATGTTCTGTTTTAAGCTTATCCCCCTGTCAGTCATACCAGGTTTAGGTTAAT
GATAATTCAAAGCTAACTATATTCTAGTTAATCGCCTTTGGTCTATATAAGTGACTGGTT
TTCATTTCTTCTTTGTTCTGCTTAGACATGACAAAACCAAGGAAGCAACAAAATAATGTC
TAAGTTTATGTATTACATGTCTGAGTTTCAGCCACCAAGCCATCTGCATTTTGGATCCTA
CACTTCCAGTTCCTGACAATTTCACTGTAAAAACTGATTTCTTAAAAGAAGCTTAAAATA
TTTAGAGTATGGGTGTGCTTATGGGTGTTTTGTGTAATATAATAAACAAAAATCTGCCAA
TGAAGCTGGTAAAATTTGTGTTGGTAAGATTTCTTACATGAAGATGTGATGTTCTGCCCC
TTTAAGGCAAAATTAAATCTTGAAACTAGATTTAAACACTCATATTTAGGTGTATTGCTC
T
>McF0003A17-MGRbd1
GAAGAGGATGAGACTTGCTTGGGACCAAGAGCAGGAGAGCAGCAGCAGTGCCTCCCTGAG
CGAGATTGAGGAATACGGAA
>McF0003B06-MGRbd1
GTTAACCCGGGCATTATGGCCGGGCCAGCTGAAGAAGCTGGCTATATAATGGGAAAGAGG
CAAGGAGGGGGACTGGAAGCCAATGAAAGACCAGAAACACACGCACACAAGTGTTGTTTT
TTGACGCGATCTTCCTCATCTGATCTGTTGGGTGAAAGCGCCTCTTCCAAATGTGAGAGA
AGGCACCGCGAGAGCTGAGACTGCAACGATAAGCTGTGGTACTCCACTCATGAAGCTAGA
ACTGCGAGTGAAAACACTATCGTTTCTCCTCGGTCTTTCTGGAGGTGTGCCACGTTAAAT
GAGCTTTTTCCTAGAAAGCGCTGGTCCCTCGAGCACTGCTGAAGTAGCGTTGAGAACATT
CTGTCACCTTTGCCCTGTCTCTGCTGCTCTGTTTCTCTGCCACACACACACACACACACA
CACACACACACACACACACACACTCCTCCCCTCATTTATGCCCACATGCTCATCAGACAG
TCCATTTTCATAAGCTCCCAGCTGGGCTTGCATTACCTGGAACTGTTGATGAACAGGCCC
ATGTGAACTTGGAACTGGAAACAGATGTTGGAACTCCATAACCAAGTCACTTTGGCTGCC
ACAGTCTATTGATTTGATCCANAAAAAAAAAAAAAAGANAAAAAAANNCC
>McF0003B11-MGRbd1
GTTGTACGGCGCTTAACCCGGGCATTATGGCCGGGGGCGTTCATTTAAAAAATCAAAAGA
AGGCAGCAAAAGCGGCGAGGTCTATGAGGTTGTACTGACGTTTGGGGTCCAGCTGGGGTC
TGCAGGATTTAGCGTATAGCTTTGATGGGCAAGCGGGGGGGGGCTGTGCCAGAAGGTCAT
GACTTCATTAAAAAAATGGTTTTGTGTTTGTGACAGCCTCCACTCTGTTTATCAGAAAAC
AAACAGCTACAAGCTTACACCTTTCACAATAAAAGTTTGACGAAGGGCATATCACAGAAA
AAATAAAAAGTCATGTTGACCAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0003C03-MGRbd1
AAGCTGTCTTTGTTTTTTTTACCTCTCACCAGCCTAAGTTGTGTGTGTGTGTGGGTGTGG
CTGCGTGTGCACATGCATTCAGAGACATGTATGTCTACACTCTGCTCACAATGTGTATGT
GCAGAAACATTAGTGTGCGTGTGTGTGTGTTTGGTAGTTGTACGGCCACTTACAGGGAGA
AAAAGTGAGACGTTTTCTGTTTACCATGACTCATCAGTTCATATTTTCTCTACAAGAGAT
CGATTTCTTCGATCCGAGCCCCCCCCCCCCCGGGTTTTTAAAAAAAAAAGCTGGTTTTTT
TTT
>McF0003C10-MGRbd1
GGCGTTAAACCCGGGCATTATGGCCGGGAGAGCTTCAGAAGCAAAATCAGCGACTTCTGG
TGGCCCTAAGGGAGCTCAGTGATTCCCAAGAGAGAGAAGAGTTTGAAGCAACCAGTGATA



AGCGTGGAGAGCTGGAGCAGAGGTTTGACAAAGCTCAGTCAGAGTTGGAGTCTTTGAAGG
AGCAACGCAACCAGCAGATAAAAATGACTGAGTCCATTGTGAGGCAGCGGGACATGTACC
GGATGCTGCTAGCTCAATCAACTGGAGTCAGCTTCACCCAAGGTGTACCCGCTGAGGAGT
TCTCTCTGACCTCTACCCCACGACGGTCACACGCAGCCACACCCACCAGCGGGACTTCCG
CCGCTCTTGTTTCCATGGCAGCAGAGTCTGCTGAAGCACTAGAGGCCAAAGCTGCTTTGC
GACAGTTACAAGAGGTTTTCACCACCTATAAAAAGGAGCGACTGGAGAGTGACAAGGCTT
TGACTGAGCAGAATGAGAAGCTTCAGGAGCAGCTGTCAGAACTTCGCTCTCAGAATGCCA
AGACATCCACTCAGTTAGAGTTTGCTTCCAAGAGGTATGAAATGCTGCAGGACAATGTTG
AAGGTTACAGGAAGGAGATTGCGGCTCTTCGGGAGAAAGGGCAGAAAATGGCCGCCGACA
CACAAAAGCTTGAGCAGACAGTCAACACACTACAGGAAGATCTGAAGACTGCAAAAGAGA
AACTTGCCATGGCACAGGCCCGTGCTGAGAACCTACGCAAGGAAAGGGACATGCTGAAGC
TTTTGGN
>McF0003C22-MGRbd1
CATTATGGCCGGGGGCTGGTCCATTAATGTCTCTAACGTTTTCATGTCATAGCGTCATTT
ATTTCTTGGATGTTTCCATGTTTCATGCCATGCCACGCCACGCCACAAAAAGCTGGGCAA
TCAGATGGAGGACGGTGCCAACGTTACCCAGACAGTAACGGTGTTCCCCAGTGCGGCGA
>McF0003D01-MGRbd1
GGTCAGGGATGCACTTCTAGATTCTGATTGGCTCAACAGTCTGCACATTATTTTCTTTCC
TTGTATCATACCTGCTCATCACGCGGTCAGGAAAGGGAACTACGGCTTGTTCTCCTGCCG
CGTCTAAGTTAATCGTTATTTATGAATGTTATGGCTCCACCTGATTGACGAGGTGAAGGA
AATACGTCTGTTCACTTGTAGCAAAGCATGCTGGGAGAGCCACACAGGTCAACCATCCTG
AAGAAGAAATAGATGTTTCCTGATACTTGATGTTAAAAAAAGAAGAAGATGATTATAGAA
CAGCTTCAAATGAAACTCAATCTTTAGACCAATCGTGTCTTTTATTTTATTTCTGTGCTG
CTTTACAACAGAAGTGTGAAAATGCTCCCAAAGAATAGGAAGGAGGACCCACAAGGAATC
AGGACAAAAAAAGACGTAGAAAATAAAGTGTAATAAAATATATTCAGAGGATTGTTACAA
CTTGTTGTATTCTGTGAATGCAAACAGTTAATGTAACCCTTTCGTTCCATTGTGTTCATG
CTGTAAAATATGCAAAAAACAGTGTTTCACTTTATTTTGTTTTTTAGTGTTTTGTCTATT
AGTTCATTTTGAAAAGACATTTTGTGCACTGGAAAGTCTCACTGATTTATATCAATATAA
ATATATAGAAAATTAAAATATTTTATACAAANCCNANNA
>McF0003D03-MGRbd1
GATGTGTGTGGCGTACTGTCCCGAGAAGTACATGACCTTACTCTCTGCGTACCCCATCAA
AAAGGATTTTGATTACTA
>McF0003D05-MGRbd1
GTCTACCGTTAAACCCGGGCATTATGGCCGGGGAGCATGTAGACTCTATAATGCCAATGC
TTTCAGAATAACATTCCTGGGGTTGATCAGTGGACTCTACCTCGTAGCCAACATGTTGTG
GGGGTGCCTCTACCTCAGGATTGTGAAGAGACAGAAAAAGTTGGAGCTGAGGAAACAGGC
CAAAGAAAGCGCACTGGAGGGGAACGCTGTGAGCAACGGACACGCCAACATTAGCATTGC
CAAAAACAAAGAAGACACAAATGATGAGAGCACTATTTAAGGTGTCAGCGGGATGGCCAT
GCCCATGGATTACACTGATGACTGCATGGCAATGCGGTGCTGCGTCTCAACTGGACCCAA
TGGTTTAATGGTACAGTGTCAGCACTGTTCGGTCTTTCCGTCTCCTTCACTCTTTTTTTT
TGTGTTTGTCTGTAGTAAGGAACGTTTTCACCTTTGCCGTTTTTCTGTACAATATTAAGA
GTAAATAAATGTAACATTTTGGGTTTTTTTACTTTCTGAGTCTGAACAGCTTTAGGTCAA
GAAATGTCAGAAATGTCTGCAGTTGCTCAGCACTGCCAGTCTGCCAACTGGTCAACCGGC
AGAAGATCCAAATATGAACACCGTAAAATTACAAAAACTGCAATAAAGCAAAGGTTCTGT
TCATCCAAAGAAGAGAAAAGAGATTTACGGAGAAACATAGTTACTGGAAGTAAGGAAAGC
ATCCAAATGTTTGCATTTCCTAGACTTTTTATGAACTTCAATAGGTCATTTCACAGTTTT
TAATCTGGATTATCATAAATGGAAGCATTTAAGTGGAATTGGTCTGTTTTTTAGACATAG
AAAGCCCTTCCT
>McF0003D16-MGRbd1
NGCTTAACCCGGGCCTTATGGCCGGGGAAACCAAAGTTTTTGGGTTCCGGGGTTCCAAGC
TGTGGTGGAAACCATGACTTTCTGAAACTCCTGATTTTCTAATTGGTTTGATTCAATCTG
TTTGAGATTTTCAAAATGTGGCTTTAAAAGTTTGAAGGTTTTCCAGCTGAGTTTCTGCTG
TGAAGTGTATTTTTGGTGAGACTGGAGCTTTATTTAGATAGAGGTTTTATGAAATCATTA
TTGGATGGAGAGAAATGTTTCTAATCGGCAGTGAAGGCTTCATCTGGACGCACCCGTCAG
CCTCACATGACATCTGCTGGAGTTCTTCATGTTTTTCAGAGAAGACTTTTTATGTTGCCT
AAAATAAAGCTGTTTTATGTCTGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAGGAAAAAAAAAAAAAAAAAAAAAAGGGGGGAAAATGCCGACAAAAATA
>McF0003D17-MGRbd1
TCGAGCGCGCGNTAAACCCGGGCCTTATGGCCGGGGGCAGTAATGGAGGAGCTAAGCGCA
GATGAGATTCGCAGAAGGCGACTGGCACGACTGGCAGGAGGGCAGACTTCTCAACCCAGT
ACCCCTCTTAGCACGCCGCTGACATCTCCACAGAGAGAGACTCCTCCTGGATCCCTCCCT
GGACCCTCAGGTGTTGCACTCCAGCCTGCGCCACCAGCTGCTTCTCAATCATTGGGGCTT
AATGTCCACAGCGGTACTCCAGCAACTTCCCCCATGGGCAACTCTGGTGTGGCATATGGC
AGTCAAAGCAGTGAGGGTGTGAGTTCCCTCTCCAGCTCCCCCTCCAACAGCTTGGAGACT



CAGTCACAGAGTTTGTCCAGATCACAGAGCATGGACATTGACCCTGCCTCCTGTGAAAAG
AGCATGTCCCAGGTGGATGTGGACTCAGGGATAGAAAACATGGAGGTGGATGACAGCGAT
CGGAGGGAGAAGAGGAATCTGACTGAAAAGGACACGTGTTCCACCTCAGATGTTAATGAA
GAACAGGCCCTTCAACTCATCTGTAAGATACTCCGCGTATCGTGGAAGGAACAGGGAAGA
GATGTCATCTTTCTCCCTTCGTTAGCTGCAGAATTCCACCAGAACTCTAAAGAAGTGTTT
TCTGACTTCAAAGACCTTATTGGTCAGATCCTGATGGAAGTCTTAATGATGTCA
>McF0003D20-MGRbd1
CGCCCGATTAACCCGGNCCTTATGGCCGGGGGAGGAGTTTGTAGAAGACGATTGTCATGA
AGACGAAGAGGAGCGGGTTTGTTCAAACCTTCAACAAAATAAGTTGATTGTTTGATCACA
TTTCCTTGATGGCGTCAGTTCTGGAGGATCCCGCCCTGGAGAGGCACTTTAAGGGCCACA
AAAACGCCGTCACCTGTGTCCACTTCAATCCCAACAACAAACAACTGGCATCAGGATCAG
CAGATAAAACCGTGATGATCTGGAATCTGGCTCCTAAGGGGAGGGCTCTTCGTTTTTTTG
GCCACCAGGATGCCGTCACAGGGGTGCAGTTCTCTCCATCCGGCAAGCGGGTGGCTTCTT
CCTCCAAAGACAGGACCGTCCGATTGTGGACTCCTTCCATGAAGGGGGAGTGTGCGGTGT
TCCGAGCCCACACAGCTGCTGTGCGCAGTGTGGCTTTCTCTGCTGACGGCCTCAGACTGG
TGACGGCGTCTGATGACAAGTCGGTGAAGGTGTGGAGTGTGGACCGGTAGAGCTTCATCT
ACTCCCTCAACCAGCACACCAACTGGGTTCGCTGTGCCAGGTACCCTGCAGCTGGGGGAA
GTGTACGTCTATGATTATGAAGCAATGCCCCCCACCGCAAATGAGAACAAAAGTCACAGT
TTGAAACCAAAATGTCGTTGATTGCAAAAAAAGTTCATTTCTAAAAAAAATACAACTTGC
TGAGTNNCNNANNANAAAAAAAA
>McF0003D24-MGRbd1
CCTTTAACCCGGGCCTTATGGCCGGGGATTGTTTTTCTTTGATCTGCGACGACACTGCTA
GATGACGAGACATCGTGCTTCTTGAAAAAATCAAATGCAGCTTTGCAGTGATCCAGACAC
TGGAAAATCGTTTTAAGGATTCAAGACAGAGTGTGTTTGAATGAAAAGATATCTTGGCTG
GTTTTTTCCACGTGCTTCAAGGAGTGGACCGAATTCCTCCGGATCTACGCGGAATTCACG
CTTTTGCTGTGGCTCCACCTGAACTCAAGCTTACCTGATTTTCCCAGACTTACAGCTTCG
AAACCAAAGGAGTGGTAAAGCTTCATTTCCCGTCTCAGGACGTGCAAGTATTATTTTTTC
CAATTTTTCTAAGTGCACTTCTTTTTTCCCCCCCACCTCCATTACTGGAGTCTTTTTCAG
TTTTTTCTATTTTTTTCTTCTGAGATCTCAGAATTTAAGGACTTTACTCC
>McF0003E03-MGRbd1
GTTCCTCAGCATCAACCGCAGAGTCAACGTGGTGAACGAGAAGCTGGAGCACTGCTCGCA
GCTCACAGACCTGATGAGGAGCCACCTGAGCGAGAAGCACAGCCTGAGGCTGGAGTGGAT
GATCATCATCCTCATCACCATCGAGGTCATGTTTGAACTTGCCAAAATGATCTTCTGAGG
ACGCTGAAGATGGTGAACGTTTGTCCACAAAACAAACCAAATCTTTCTGCTGGACTTCCA
ACCTTCAAAATAAAGGTCTGCTGACTTGGACGTGTCGCAGCCGCAGTCAAAGCTGCGTCT
GCGTGACCATCGGGGGAGGGAAGACACCAGCGGGATGTGCCGTTAATAATTTATTAAGAT
CAACATTGTTTCTGCTCAAGCTGAATACAGGAGAGAGTTTACAAAAGTTAAATGTGGATT
AGAAGGAGAGACCAGAAAACGCTGCATTCAGGTGCTGCAGGAAAGGGCAGCGCAGGAATC
AGATTAAATGCTTGTTGTCATTGGTTCATCATGCCTTCTGGGTAAAAACGAGAAGCTGGA
AAAGCACTGATCCTGTACAGTTCAAATCTGCTGATCCAGCTTCTCCTGCAGGAGTTGAAG
GCTTGACGTATCTACATGCAGACGCTGTGATGGGAGCAGTTTGTTAAAAAGGAGATCTGT
ACGGACATCAGCGTGAAGAAACAGATGAGCTCCTCCTGAGAAGATCTG
>McF0003E15-MGRbd1
CGGCCGNTAAACCCGGGCATTATGGCCGGGGACCCAGGGAAAGCACTGAACTGCGTCAAC
AATAGTTTCTTCTAATCATTTGGATTTCCGCTGGGCTTCAGAATGTCAGCAAGCAACTGC
TGAATGATTAATGGCACTGATCTTGGATAGAACTTCATTGAGCAACAACATGGACACATC
AAATTTTGCCCACGTGGTCTTCCAAAATGTTGGGAAGAGTTATCTGCCCCACGCAGCTCT
GGAGTGTCACTACACCCTGACGCAGTTTATCATACCACATCCAAAGGACTGGGTTGGCAT
ATTTAAGGTTGGTTGGAGCACGGCGAGGGACTATTATACATTCTTGTGGTCTCCTCTCCC
CGAGAACCATGTGGAGGGAACTGCAGTCAACCGAACCGTGGTCTTTCAAGGATACTATGT
GCCAAACGACGACGGCGAGTTCTACCAGTTTTGTTACGTGACCCACAAAGGTGAGATCCG
TGGCGCAAGCACGCCGTTCCTGTTCCGCGCCAGCAGCCCCACAGAGGACGAGCTGCTGAC
GGTGGAGGACGAATGCAACTCGGACATCCTTGTAGTCACCACCAAAGCCAGCTTCCTTGA
GCAAAAGGTGGAAGAAGCACAGCGAGAGAAAGATGAGCTCCTCAAAAACATGGCTGTCCT
TGAGCAGGAGAAAGAGCAACTGCAAGCTGAGATGGAAGCCCTGCAGAAGGAGTGTGAACA
ACAGAAGGAGACCTGCACCCAGCTGAGAAGAGAGAACCAAGAAGTGCAGCATTCTTCCAA
>McF0003F01-MGRbd1
CGNTAAACCCGGGCATTATGGCCGGGGAGGTGTGTTTTTTTTTTTTTGACTCCTTTGAGG
CGGGTGGGTTTTTATCTGCTGGTTCCTCAATCAACTACTGTTTAAAAACTTGAAATGGAG
ATTGGAATTTGTATTTTTTTATAAATTATAATATATAAATGTGCGCCTGTTGTACACATG
TACTGTATGCTGACAGTGTTGACCTCTTTACACCTTTTTTCAGATTGTAATAGGAACTCT
TCTCTTTTTCTATCTGAATGACTGGAGTGCAGATTGGAGCTGTAATGCAGTGCGAGGCAC
ATATGATTGAAAATAAAATACGTTTAAACTAAAAAAAAAGAAAAACAAATAAAAG
>McF0003F03-MGRbd1



GGGTAGCGCGCGTTAACCCGGGCATTATGGCCGGGGATTTTTTTTTTTTTAAAACCAGTG
TGACACAGATGGAGAATCTGAATTCTGTCGTCAGTTAAGCAGACAGAAGAGGCCTTCACG
ATGCACGAAATGACACATCTGATGGTTCTTCTGGTTCTGGGTTCTGCCAGGACCCAACAA
GTTCCAATTGTCTTGCAGGAGAACTTTGAGTTAGAGAAGTTTATGGGGAGGTGGTACGAA
GTGGCGGTGGCGTCCACATGCCCGCACTACATGCAACGGAAAAGGGAAAACGCTGTGATG
GTTGCTTTGAAACTGGAGCATGTCCCTTTTGGGAGCAACTTTACCATGACAACCGCTACC
TCAAGGAACAGCTCCTGCGTAGAGACCTCCACCAACTATTTCCTCACTAACACTACAGGA
CGATTCTTCCATCACGTCTCTCGATTCAGAGCAGACATCGATTCATTTGTGCTTCACACT
GATGAAGATGATGGTTACACAGTGATGCTGCAGCTGAGCACAGAGAAGCCATCAGGAAAC
AAAACCAGTATAATCAAACTCTACAGTAAGGGAACTCAGACCTCATAATTAACATGCAGT
CAACTGTTAGGTTGATGTGATATGAAACATGCTGCTTTATTTATTGTTACATTGTGGATT
ACATCACTTTAAAATATTAAAGTTTACATCAGAGGGGATCAAATAAATAAATGCAAGAAG
GAAAACAAAACAACAAAACAACAGCACTTAAGCTTGCAATGCATGGCTGCATTTTTACAA
CAAGAAATGCTGTTATGCAGCTCAAACTCTACTTGGAA
>McF0003F07-MGRbd1
CGGGGGCCGCCGTTTAACCCGGGCCTTATGGCCGGGGAGAGAGGATAAAAGCCTGAAAGC
TTATCAATCGCCCCAGCTATCGGTTTTCGTTTGGATTTACTTTCTGTTTGCTCTGGTCTG
GACCATCGACTTTGGGGGCGAAGATGAAGCTGACTTCATCCTATATTCTGTGTCTGTCCC
TTCTTCTGTTTCACACCCCGTTTTCACAGCCCAAGAGGGGAGGTGGAGGAGGTAGAGGAG
GGTTCGGAAGGAAATCCCACTCTAGTAAAAGCAATACGGGCTACAAAAGAAAGAGCACCG
GCACTCAGGAAAAATATTCACACCAGCCCGTGCATCACAATCCCCCACAGATGGGGGGAG
GTGGTTACCCCAAACAGCAGTATCCAGGAGGAAGGTTTGAGGGGAGTTATGGCAGTTACC
CACGTATACAAATTAATCCAGAAAACAAAATCCGGAGCCCTCACTACAGCGGTAGCTTTG
GCTATAGGGGGTACGACACCCAGGACAGGTCTCCGTTTTACCAGCAAGTAAGGGGGATGA
CCCCAGATGCCAGATCCAGAGGATTTGGACGCAAAGCGGTGATGGCAGCAGCTGGGGGGG
CTGTGGCGGGAATGGCGTTTGGCTACGGCTTAGGAAGATTTCCATCTCCCCATTTCCAGC
TTCGCAACCGACAGGAGGAGTATTACTACAACCATTACAATCACAGGAAATCCAAAGAGC
GGCCTTCTGACACTAAACACCACAACAGAGAACAGTTCAGGCCCCCACCGCAGGACTACA
GCAGATACATGGACTTGTGCATGGAGAGGAGCGACCTGTTTCCGGCGGAGAA
>McF0003F11-MGRbd1
TGGGTACGGCCGNTTAACCCGGGCATTATGGCCGGGGGCTCCTGGGATGAACTGCAAGTT
ATAATCAGCGCGCAGCCACTTCCAGGGCCGCGTAACCGATCCGGGATGGACGCGTGGGTT
CGTTTCAACGCACAGAGTCAATCCAAAGACAGACTTTTCAGGGCTGCACAGTATGCCTGC
ATGTTGTTAGGGTACACGCTGCACAAGAGCAAGGCAGCGGCAGACCTCCTCAAAACGCTC
AGTGACCTGGAAAAACACCTGAGCCTCACCAGAAAATGTACTACCTGTTTTCTCTGCTCG
TCAGCCTGACTCGAGACGTGTATGAGCTCTGCCTCCTCATGGACAGCGATGCGCGCTACC
AAAGTGCCAAAACATCTTCATCACCTAATCCCAGCCACGACCCCCCTGCTGACTGCCTCT
CCTCCCCCATCACCAGCAGCCGCCCCCCCCTTATGTGGGCGTGGCTGCTCAGACACTTCC
GGCAGGTGATCACGGTGCTGCAGAACAACCCCCCATTGCTTCTGGACCTACTGAAGAACA
GCTGCGACATCTTCATTCCTCTGGACAGGTTAGGGATTTACCCAACAGGGCCAGGCTTTG
TGGGGGCATGTGGCGTCACCTCCTCCGTGCTCGCCATCCTCGCTGTGACCCACCCCTGGC
TCAAATTGAAACCCTGAGGCTTAGGACACTTTGACACCCCTGCTAGAGTGCACAAACTGC
AGCTGAGGCGTTAGACTCAGCAGTTTTTGGATCCACGGGATCCATGTTGACATAACAGTT
TAGGTCAGAAATGATAAAGCTTTGAAATGTGAAAG
>McF0003F19-MGRbd1
AGCGCCCGNTTAACCCGGGCATTATGGCCGGGGATGTGCTGGTGGTTACACACAGATGTA
GAGATGCTGATCCAGACAAAGATCTGTGTGGAGAAAAAGAAAACTGCTTTAAACAAGTCA
GACTTACTTGATTCTGCTGCTGCCTTCCAGCAGGAAGAGAAGACAACAAGTAGCAGCAGA
AAAAACTGCTCAGAGATGGCAGTCTGTGGTTCAGCTTCCAGCAACAGAACCGTCAGAACT
CAAATGGTCCTAGACTTTATTAAGGACCCATAAAAGACCATAAAAGGGTTTAAGTGGAAA
ACAAGAGTCAGCCGCTGAAGGACGTCCATAAATGATTTGATAAATATC
>McF0003F23-MGRbd1
TAAACCCGGNCATTATGGCCGGGGGCGATGGCGATGGGAAGCGCTGGACCCAGTTCACAA
ATGCTTCTACAGAAATCTGATTACCTGATGAACCAATGCATGGACTATTTGGAGAGAGCA
AAGATGTTATCTGGGAGTGGGGGCTCGTCCATGGAGGCCAATAAATGTTTGGAGATGGCT
GCAGAAGGCATGAGGCAACTTCATAGCTGCGCCAGAGACCTGCAACTAATGGGCATTCAG
CACGATTATTTCAGACAAGTGGAATACTTCCAGGACGTCCACAGTTCTTTACAGCAGAGA
ATGTACAGCAGTGGCACCATGAAAGGGAACAGAGGCAGTGTGGGGAGTGATGGAGCGCGC
TTGTTTCAGGACGCCATGGCCTGGATTGCTCAGCAGAAGCGCATGATCGAAACCGCTCCA
TGGGGAGAAGATTCCCAGGCCATCGAGAACCAGATTATATCCCACAACAAGTTTCACACC
TCCATTCAGAGAAGTCAAGAAGTCAACCGGGCCATGGAGGAAGTTATGAGTGACAAGAAC
CTCTCCCTTATACTGGAACAAGAATTTGACAGCCTCAAGAAAATGTCTCTCAATCGGTTG
ACTCAACTGCGGGATCTTCAAAACATCATCGAGGAGATCTTCAAAGCCATCATGTGGGTA
AACGAGAAGGAAGAGGAGGAGCTTATGTTTGACTGGGGGGACAAGAACATCGACCAGTAC



ATCCTCAAGAAGCAGGAGAGCTACTCGAGGCTGATGAGGGATTTGGATGAGA
>McF0003G01-MGRbd1
GGGGGTTGACAGCCACCCTCGTGGATGTTGTTTCTACCTTGGCCATCATGAATAGCGAAA
GGGGGGCACCAGGGGTCAGTGTGGACATGAATAACGTATATGAATGCTGCTAAGATCGGA
GAGGATGTTCTTATCACGGCACAGGTGCTTAAACAAGGACGGACTTTGGCATTTGCCACC
GTAGATCTCACCAATAAGGCCACTGGGAAGCTCATTGCGCAAGGAAGACATACAAAACAC
CTTGGCGGCTCTTGAACTGTCTTTGTCTTTGTAAATCACCATTATCTTCTCTGTTTGACA
TCAAGTAAAAAAGAATGTACATGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0003G02-MGRbd1
TAATGCCGNNTAACCCGGGCATTATGGCCGGGGGGTAACGGGGGGAAGAAAAAGGAAAAG
AAGAAGCAGAAAGTGGAGGCCGTTAATGTGCAGCAGTCAGAGGTGAAAGCAGAGCAAACT
CCAGTACCAAACAAGAAGGAAGCCCCCACTGCAGCAGAAACCAACGTTTCTGATGCTCCC
AGTGGAAAGAAAAGAAACTCTGTCAAGAGGCAAAAGACTGAACCTGTAGACGAAGCCCCC
ATTTTGGCGAGTTCAGCCGCTTCTGCAAACCACCAGGCTGCTCATAAGGAGGATTTACCA
TCCAAAGGATCTGGCAAGAAACACAAGAATGAAACGGATAAAGAGAACGCTGGGCTGAAG
CTGAAGGAGCTGCTTTCTGGTCTGTCCAGCCTGGTTCTGTCAGAAGCAGAAGCTGTCAGT
GTGCTGGCTCTCATTGGAGAGAGGAGTCCTAATGCCTTAGATGCCTGGCACAAATCATCA
AGCAGGCCTGACCCCGCCGCCCAGGAACGAGAGAAACTTCTTACCACTCTGCAGGAGGAA
GCTTCCATCGCCAAAGACAAAGTGAAACAGCTCAGCCAGGAGTTTCAAGTTGAGAAGCAA
AAGACTGGGCGAGTGGAGGCCATGATGAGAGAGCAGCGAGCAGCCATGGAGAAAGAGCTG
GGGAACATGCAGGCGAAAGCACAGGGAAGCTACCAGGAGCTTCAAGCCATGCAGATAAAG
TTTCAGCAGGTGAGGGAGCAGCTGGAAAGCCAGATCTCACGGCTGCAGCAGGAGAACAGT
ATCCTGAGGGACGCTGTCAGCTCAGCCACCAACCAGATGGAGAA
>McF0003G06-MGRbd1
TAGCGTCGACCGNTTAACCCGGGCATTATGGCCGGGGGTCACCGTTTGAAGAGCCGTCGT
AGTTCAGTCGTGCTGCCTTTTCTTTTTTTCTTTCTTGGACTTATCATGAAAAAGTTGTGT
GCATTACTCGTGTGTAGCGTAAGTTAGTCAGTCTCTGTGGAGTTTTGCTGCGGTTTCAGA
GCAACAGGTCGTCGGCGAACAAACTTCGTGCAGTCGTCATGTGCCCCCGTTTAATCTCTG
GCTTTCATCCTGGAAAAGGAGCATAAAAGCCGCCAGAAAACCCCGAGGCGGTGGGGCATT
TCAGAGAGGTGTTTAGATAAACATTTTATCGAGACTTTGTTAGATAAACGACAGGTTGAG
GAATTAGTAGCCATTCCGCAACAAATTTTCCTTCGGGGTGGCATTAGTACTAGTAGTGTG
AAATAGGAAATGAGTCACCATGTTTCAATTTTTACGACAGTTTCTTCCCATTTTCTTCCT
TTTTTTTCTTTTTTTTTTAAACTAAAAAGTAATAACAATCCACCCAATAGTTTTATATTA
ACTTTATTTAAATTAACAGTTTTTGTGCACCCAATATTAGATTGCTATCTTAATTTAAAC
TAATAAAACTTATATTAACAAAACTTCACATTAGTGAATAACGAGATTTTTATTACTTCT
TGCCACTGTTTAAGAAATTATTTGTCATTGTTTATTGAGCTGTAAGAGCAGATTCTTTGA
GTAAAAATTAAGTTTTTGATCTAAAAATGAATTCAACATGCATTGTTATTAATAATCCGC
TTTTACGAAGTAAAAACTCTATACGAAGGCTTTTAATTTAG
>McF0003G09-MGRbd1
GCGTTTAACCCGGNCATTATGGCCGGGATTGAACGCTGGCGGCAGGCCTAACACATGCAA
GTCGAGCGGCAGCACAAGGGAGTTTACTCCTGAGGTGGCGAGCGGCGGACGGGTGAGTAA
TGCCTAGGGATCTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCAT
ACGCCCTACGGGGGAAAGAGGGGGACTTTCGGGCCTCTCGCGATTGGATGAACCTAGGTG
GGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGTTCTGAGA
GGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG
GGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCT
TCGGGTTGTAAAGCACTTTCAGTAGGGAGGAAAGGTTGTAAGTTAATACCTTGCAGCTGT
GACGTTACCTACAGAAGAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAG
GGTCCAAGCGTTAGTCCGAAAGCC
>McF0003G12-MGRbd1
ATCTCTGACACGCAGATCAGCCCGGTCCAATCACAGAGGTGCTGCTGCCTCTATCCTGGA
CCTGTGAGGTCAAGCTGGTCCAGAGACACGAAGGTTCTGTTCAGATCGGGTAAACGATGA
CGTTGTTGTGCACATGAGCCTGACAGACAAAGCTCAGGGTGAAGTGTTGCCACCACTAAG
AGTCCTGTTGTGGTCTCCATGGTAACCAATGGAGGGATGGCCAGTGACCTGCTGATGCAT
TTGGATCAAACCTTCAAATCTGTTTAAATCTGTGTTTTCTGTAAAGTGGGTTCTTGTTCT
CCATCCATCAGAGATCCGCTCGTTCTGAGAACAGAACCATGACGTTATGAGGAGAGGAGG
AGTCAAATGAAGAACAAAAACCTGAACATGAACGCTGCATGAAAGCTGTGAGGATGATGA
AGGTCCAGGAAGAGGATGCTGGTGCTTTCTGGAGGATGGAGCTCTTTTAGGAATGTGATT
GACCATGATCCTCTTCAGGTTCTCAGACTGTTCTCTGGTCTCTGCTGCAACATTCCATTC
TGACATTCAGGGTTTTATGCTTCTGGACACAGGAGGAGTCTTTTTAGATAGACTCCCTCT
GAGCTTTAACTTCAGTGTCTTATTGTGTTTTATGTTCAGTGTTGAGCTGTGGGGGGTCAG
ATGGGTGGAGGGGGGTACAGAACACACAGATTGCCTGGTTGAAGGTTGGGTTCCACCAG
>McF0003G17-MGRbd1
GGCGCTAAACCCGGGCCTTATGGCCGGGGAGGACATTGGGGGTCCGTTGAGGTGGTGGAA



GTTCCACGCCGAACAGGTTTTGTTTTCTTGTTTTTGTTTGGATTATTTCCGGTAAAGACC
ATGGCCGGCACCGCATTGAAGAGGCTCATGGCCGAATATAAACAGCTGACGCTGAACCCG
CCTGAAGGCATCGTCGCAGGTCCGGCCAATGAGGAGAACTTCTTTGAGTGGGAGGCGCTC
ATCATCTCTGACCGCAGAGGATTGTGGGAGTTTTGTCTCCCCTCATCATCGTGTTCTAAA
GGGGAAAATTAAGGAACGTTAAAGCTCTTTTCTTTGCTGAATCAGAACATGTGAACCAAA
GAAGCACAGTTGGAGACGGGGATGATCTGACAGGATTTTGCTTTTTCCGCCTCTCATCGT
TTTCTGTCTGTGATTTTTATTTTTTAATGTCTCGGTGTGCTCCGGATGCTGCTGCTGGAG
GAGGAGCTCCCGAGCTTCGTGTTAGTTTCCATTTAAAAGCAGAACGTTTGGGTGTTTGAT
GTCGGCTCAGAGCTGCGATCTGAACAGAAGTGAAGTCATCAGCGGCGATCAGCGCCGGCG
GGACAATGACTCGTCGACTGCCCTTCAATTGAAGCAGCTGCTTGCCTGTTGATGTCACTC
CCCACGCTCTGTCATTACCTGTTGTTACACATCCAAACAGGAGGAGACGTGATCGGACTA
GAGCTAGCATCTACCGTCCTCCTTGAGGGCAAAAGAACTCTGAGAACTTGTCCAAAGATT
GTCTGCGTGGAGCTTCAGGCCAGAA
>McF0003G21-MGRbd1
ACTGGTTGCGGCGNTTAACCCGGGCATTATGGCCGGGGGGCAGTCCTGTTCTTTGAAACA
AGGAACAGGAAAGTCACGACACTAACATTGTTTTGTGTTGTTCAGCATTTTTGCACTCAA
ACCTTTAGATATAACTTTTCATAGAGCCACAGATATAACCTTTGTCCTGAAGTATCCTTT
TCATATATGGATTTTTCCGTAACCTTTGCTCCAAAACCAACAAACATCAAAAAAAAGTTG
GGGTTTATAATGCTTGATTTGATAAAAGTCATTTTTTTTCTCAGTGTTGTAAAGTTTGTA
GACACATAAACTGCCTTGATTTTTCTCAGAAAGCTAGGAGGACAAAAGGAGTCCTTGCGA
GGAAGGGGAGGAGGGAGGAACCTGAAGGAACATCTGGGGAAGTTCCTTAGACCACTCCCA
CAGGCGCATTTCTCTACACAGAAGCGAATACCTGCTGAGGAGCCTAATTCGTGCGCTAAA
ACATAGAATAACAGCTTTAAATCATCAACATCGTGTTAGTTACATTTATCCAGGAGACAT
GTTTGAAGTAGTTGTGGATTTTTACATTTGAAGGTAAGCGTAAAACTCGCATCAAATGTT
GGAAAAGTAAGTTTTGTGGTGCCGACTGTGCGTCTCTGTCTGTCAGAAGTGATTCCACAG
TCGTATACGGCGCGGTGTTTCGTGGGCTAAACTGTAAAAAGATTTTATTTATATAATTTA
GGTATTTATATGAAGAGCGAAGGTTGTTCCAAATAAGCGTAAAAGTTTTAGTAAACGACA
CCCACTCGTGCGTAAAACTAGTAAACGGGCTTTGTC
>McF0003H02-MGRbd1
AGCGCCCGTTTAACCCGGGCATTATGGCCGGGGGGACTGGTTGTGTAGCTAAGGGCTAGG
CTACAAATCCAGTCGACATGGAGAGGAAAGTTCTAGCACTCCAGGCAAGGAAAAAGAGGG
GTAAAGCAAAGAAGACCAACAAAAAACAGCCGGCCAATCACAGAGCTCGACATCAACCTC
AGCAAGAACCTTCGCCTCAGGAACCAGAAGAAACAGAGGAGATCCTTGGTTCTGATGATG
AGGAGCAGGAGGACCCCAATGACTACTGCAAAGGTGGCTACCATCACGTTAAAGTACTTC
AAGGGCTGGACTACCTTCACTCAAAGTGCCAGATCATCCACACCGACATCAAACCGGAGA
ACATCCTGATGACTGTTGATGAGCCTTATGTGCGAAAGCTTGCAGCAGAAGCTACAGAAT
GGCAGCGTACCGGGGCGCCTCCTCCCTCTGGTTCTGCGATTAGCACTGCACCAGCTCCAA
AACAGATGGTAAAAATGTCAAAGAACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0003H12-MGRbd1
TGCGNGCGCTTAAACCCGGCATTATGGCCGGGGGCCTTTTGAAATAGCTGGAGTACACTC
AGCCTCAGGACAACAACATCACCGAAATCGACTAGTTTTATGTTGTCTATTTATAGTCGC
TAATTCTTTTACTTGACGTTTTTGTGTATCTTTTAAACCCCGAATATATCGTATTAGCTG
TTAGGCTGCCATGTTGCTCCCTTCTGATGTGGCCCGGCTTGTTTTGGGATACCTGCAGGA
AGAGGGACTGCCAGCCACCAGCTGAGCTTTTATTCACGAGAGCCCAAACCTGAAGGAGTA
TGCCGAGCACACTATTGGAGATGGGACCATTCCTGCATGCGTTTTTTCGATTTTTGGAAA
AGGTTTAACAACTATTTTAAATGAGTACGTAGCTGCCAAAGCTAAAGAATCCTCTCAAGA
AGTGCCTCTTGTGATGACCTCATTGTGGAAAAAGTTGGACTTTACTCTCAACCAAATAAA
GTCATTGCAGAATTCTCCTGCTATATCAGCAAGTCAAAGAACGCGTTCACGCATCGGAGT
GGCCAACATGGCAAGGCAGCGGGCCTTGACTGCCGGCTCTGTTGGTGGGATCATTTGTTC
TTCTGCTTCTGAAGCGAGCTCCATCATCAGCCCTGTGCACACCCCCCACAGCATGCTCGG
TCACTCCACTCCGGTGTGCATC
>McF0003H13-MGRbd1
GGATGCGCCGTTAACCCGGGCATTATGGCCGGGGATTTCAGAACGTGAACGTAGGCTGCT
GTGCTGCTGGAAATGTGTCTGCTGCTCATCTAGAGTCCATGTTGAGAAGAACCACCACGT
TGGACAAGGAGCTAAATCAAAACTCACAAGCCTTTCATTATGGAAGAGGGCACGAAAAAG
GACCCAGCCCAGCACACAGAGAAAGCCCTCCTGGGTAAGGCCGGCTGGGTGAAGAAGGCT
CACGGAAGAGTTTTGACCAGCTACAAAGACCGATACATTCAATTGGAGAAGACAGACGTT
GGGGTTTATGAAAATGAGGACCTGCAGAACTGCCTAGAAAGGCTTGACCTGGAAAATTAC
GATCAGTGTCATGAACTGAAGAGCCCATTCAAAAAGAAGCACAGACTGATTCTCATAAGA
TCATCAAAGTGTGGAAATAAGGTGAGTTATTAGATCCTTCACAAGTGCAACCTGTGGAAA
TGCAGCAGCAACATGAAAAATGAGCTTCTCAGTTTCTTCCATATGACTATAAATCAAGTA
TAACCCTTAGTCTCATTTGTCTAGAATTATAACCACAGTTCAGTTTATTGTCCTAAATAA
AATAAAAAGTGCTTACCTAATATTGAAAGTTCTATGTATGCCTGTGTGGATCATTCCCAG
CACTGCTCATCTTTGTTTTCCTTTTGTTTTAATGGCAAGGGCCTGTTTTATTTCTAAGAA



AAGTTAGATTTGCTGTTACCAAATTAAACTCAACCAATAAGCTTCAGCATAAGAAAGCTA
AAAAACAAAGTAGACGAAAGAAACGCGGCTACTCAGATGGACCTGTC
>McF0003H14-MGRbd1
GACGCTAAACCCGGGCATTATGGCCGGGGGGGCTAAAGGAACATACCACCGATGAGAAGC
TCAGAGAGCTGAGAGCTACAGCAGATAAACACAAAAGAGCAGCGGAGCGGGACGCCAGGA
AGGCTAAAGTTAAACAAAAGAGGTTGCATGGTGAAAAAGAGGCTCTGCTGACAGCTATAC
AGAACCGAGGCATAAAGCTCCTCCAGTTTAAGAAGCCTCACCTGAAAGGTTCAAAAAGTG
AGGATGAATCTTCAGCAGCCATGGAGCAGCTGAGGTTGGACGGCCTCAGTTCTCAGGAAG
TCA
>McF0003H19-MGRbd1
TGGGATCGGCCGNTTAACCCGGGCCTTATGGCCGGGGTTTTTTTTTTGGAGGCAGACGGC
CCAGCGCATCAACCCTGCCAGCCGAGAGGAAACAGCTGTCAAATGCCTTGTGATGCAAAA
AGTGCTCACTCTGGAAAATCTGCTTCGGAAAATGATGAAGACATTTCAAAGACAAATTTC
TCAGGAGGATAAAAATTGGGAGCAAAACATCCAGGAGCTACAAAAGAAGCACAGGATAAC
CGACAGGGTCCTGTTGGTGAAGTGTGTCTCCGTCCTTGTTGTGGTGATATTTGTGTTCTT
TCTCAACTCCTTCATTCCCAGCATTCATCTGGATCTTGGGTGGATTGCCATCCTGGGTGC
CCTTTGGCTTCTGGTTCTGTTTTACATCCAGGACTTTGAGATCATTTTGCACAGAATGCA
ATGGGCCACACTCTTGTTTTTTGCCGGTCTCTTTGTTTTGATGGAGGCAATAGCTCAGCT
GCAGCTCATCGATTTCATTGGTGAGCAAACGGCGCTTCTGATAAAAGCGGTGCCAGAAGA
CCAGCGGCTTGCCATTGCAATCATTTTAGTGATGTGGGTCTCTGCTCTGGCTTCCTCTCT
CATCGACAACATTCCCTTCACTGCCACCATGATTCCAGTTCTCATTAACCTGAGTCAGGA
CTCTGATGTGAACCTTCCAGTAAAACCTCTCATCTTTGCCTTGGG
>McF0003H22-MGRbd1
ACCGTAAACCCGGGCATTATGGCCGGGGCTGCACGAGGTTCCAACAGGAGAAGTGTGGGT
CCGCCTCGACCTACAGCTTTACGCTAGCCGATAGAGGGGTGGGCTGAACTAACGCAAAAT
ACTGTGTCCTCCACACGGGCACCAACATAGGAGCTGTTGACCAAATAGGAAGGCTGGTTG
ATTTCCAAACAGGAAGGCTGCTTTTTTTTTTGAAAAAACCACCCCCAAAAGGNNNCATTC
ACTTAAACAATGAGGATTATGAGGAGAAGCACATNCCACTGTTTCACAAGCAATGCCTTA
ATACCTAGTACTAAGGACGTTTTTTTTCTGATTTCATTCATATTCTCAGCCTACACAACA
TGAATATATTTTTTTTTGGGGGGGGGGGN
>McF0003I01-MGRbd1
CGGCGTTAACCCGGGCATTATGGCCGGGGAGAACGGCGCGAGGCGCTAGCAGGCTAGCGG
TGTTAGCTTGTGTTGAGAGGACGGTGGTGTTTTGTTGGGACGTTTGTGAGGTTTCTGGAC
AAAAACAGACGATACGTGCAGATGATCGGAGCTGCAGTGAAGAGGACGGCGGTGTTTGTG
GGAATTGGAGGCTATAGATCAGAGCAGCTGCTGTAAAGATGTCTTCAGAACCTCGATGGG
AGTCCGTCATCGAGGAACTCTCGGCTGCTGCCGCCGCCAAAAAAGGCTCCAGACACCCAC
ACCGTGAAGAAGGCACCATCGTCCAGAACGAGGAGGGGCTCTGTCGTCAGCGCAGACTGC
TGGAAATCGGGAAAAAACAACTTCAGCTCCGCACTATAGTCGTCCCCCAGGATTATGTGA
CCGAAGAGGAGGATCTCTGCAACCAGCAGAGGAACTACAGAGTGGAACAGGTAGAACCAG
AACCTCCATATATTAAAAAGGAACTGCAGGAACCAGAACCACCACAGATGAAAGGGGAGC
AGGAAGAACAAGAACCTCCACTGATTAAAGAGGAGCAAGAAGATCAAGAATCTCCGCTGA
TTAAAGAGGAGCAAGAAGAGTTTTGCATTAGTCTGGATGAGGAGCTATTTGATGTGAAGC
AGGAGACTGATGCCTCGATGGAGATTCCGTCTTTTGAGGAAGATGAGAGCAGTGAAGCAG
ATCTAAACAATCAGCAGAGTGATAGTCAGAATGAAGAAGGAAACCAACATGAAGAATCAA
CATCA
>McF0003I03-MGRbd1
GAGCGGCCGCTTAACCCGGGCATTATGGCCGGGAGCGGCTGAGTAGCTCGGTTGGTAAGG
TGAGCAGCTACCATGCAGGAATCCAGGGTTCGATTCCCGGAGGGGAAGAAACAATGGTAC
TGGGGGCAATTACCATATCAATGGCGAGCAGTTAACATCACTCAGTGAGGGTCCTTAGGC
AAGGCCCTTAACGCTACCGCCTCCCGAGCGCAGCTCACCGCTCCCCCAGGGGATGGGTCA
AATGCGGAGAAGAATTTCCCCATTGAGGGATAAATAAAGTATCCTAAAAAAAAAAAAAAA
AAAAAAAAAAAAAACCTG
>McF0003I08-MGRbd1
AGCGGCNGCTAAACCCGGGCATTATGGCCGGGGCAGTGATCAGTGCTGCAGCTGCGTTGA
CTCGGTGAAGGAGGAAGGTGTGTGTGAGTTGATGTGGATCCAGTGAATCCAGCACCATGG
ATCAGGAGGGAGCCCCTTCCTCTCTAAGCAGAGATGGTAACCATGACAACCAGATCAAAG
CTCAGAGGAACCAACCTGGACCTGGACCTGGACCTGGACCTGGATCCATCTGTAGATCCA
AAAGGAGACGTAGATCAAGGGGAAAAAAAAGGTCTATAGATTTCCATTGCAGTTTAATAA
ATCTGTTAGAATTTAGTCTTAGTCCAACATAGATTTTCTACTCATCAATATTGTTCTATG
AATACAAAGAGTTGATCCATGAGGACAGAAACTGAGGCTGAAAATGAATTAGTAAATCTG
AAGAATGACTTGATGGAAATTGGAGAAAACAAGCAGAATCCTGCTGATCTGAAAGTCTGT
CCTTCAAAATAAAGTCCCTGGAAATGTCACACAAATGATGAGCTAAAAAAAAGAAGTCTT
>McF0003I13-MGRbd1
ATGGGAGCGGNCGCTTAACCCGGGCATTATGGCCGGGGGGTAAAGACTTCACATGTTTTG



CTGTAAAGGATCTTCGGAAGGAGGAAAGATCGATGGAAATCTTCTTAAAGCAGTAGTTAA
ACTTCCTAAGAGGCGGAGTACATGATGAATGACAGCTCTGACCAGGAGAGAGCCTCCAGT
TTGGACCAAGCAGAACCAGAACCTCCACAATTCAAAGAGGAACCAGAGGAACTGTGCATT
AATCAGGAGGAAGAGTCGCTCTGGCTGAATCAGGATGCTGATGTAAATGCAGAATTAAAG
TCTAAATGTGAAGAGAATTTCAGAGATTGTAAAAGGATTATGTTTCAGTTCAAGGAACTG
TCACATTATCAGTACTGCCTGGAGATCAGAAATGCTGAGACAGACTTACACAAAACAGGT
ATGTGAAGTATAACTTATTAGATAAGTTTCTGTTTTTTTTATTCTGTAAGTGAATTGGGT
TAAAGCACATCTGTGTTTATGAGTATCTGTAGGAGCAATTGTTAGTCTAAAGAACACACA
GTATTCCTCAAATGTAATTAAAATAGGATTGAAACAACANANAAAAAAAAAAAAAAAAAA
AAAAAACCTTG
>McF0003I14-MGRbd1
CGCGCGTNAAACCCGGGCATTATGGCCGGGGGTTGCAAAAACATCTAAGAAGGGTCAGGA
TGCGGCGTGCTCAATGTCACCGAGTTTTACCAGCCACCTCCGACATAAGAACCGATTTTA
AAGCAGCAATTCTTTTCCATTCAGAAAATTAGGATATTCTTCTGTGAGCCTCCCACTCTC
CCCGACAGCGTGGAAGCTGCATGGCCTCTTCGACCATGTCCTCTCACCTTTGTGGAGTCT
TGGAGCGGATGATGCGCTCCTCTTGCTGCCACATCATTAGAAGTAGATCTTGTTTGGGAC
AAGCGGTTTTGGCCCCAGCAAGTTCTTCTATCTGTGTTCATGGGGCTCCTTTGCTACATA
GAAGGGCATACAGCCTGGACCCATTAGGTCCTGGTCGACTGTCACTTGCCGCAGGCTCCC
AACAGCCTCGGTCAGACAGGACACCCCCCTCTCCATCTCTAACTTACAGAAACCTGTCTG
CCGCTGCTGTTAAGGGGCAGTTTCGACCACTATCTCGGTTTGACTACCTGGATCTTGGAA
AAGTAGAGGAGAACATACGACGTGCTCAGGCTTGCAAAAAAAGAAGGCACTTCATAGTTA
ATCCAGATCTGGCTAATGTTGTTGCACGCCATGTGGCACCTGATCCACTAGATACCAAAT
CTGTTATCTTCGAATGTAACCCAGGTCCTGGAGTGTTGACAAGAACACTATTAAATGCTG
GAGCTCAGCGGGTTGTGGTCCTTGAAGGAGATCGATCTTTTCTACATGATCTACATGAGC
TGGAGGGACATCTTGATGGGCAGCTGGAGGTCGT
>McF0003I22-MGRbd1
GCGAGCGGCGCTTAACCCGGGCATTATGGCCGGGCCTCCATCACCAATAAGCCTCCCCCT
TGCCTTGCCCCCCAGACAGCATCTTTAAATATGGACCACATTGAAGAAGCAAAGAGGAAG
GTGACTCAACAGGCTAACATACACACCATCAAAGAGCTCACTGAGAAATGCAAAATGATT
TCAAACAGCAAGGAGGAGATGGCTATTGCTAAACCCCATGTCTCAGACGATGAAAGCTGA
GGACTTCAGCTCCTGAATGAAGAAGAAAAGCGTTGAGCTCCGGAGAGGAGCTGCTTTCCT
TTCATTTTACCCCATTAGCCCGATGACTTCTTGGACTGTAGACCCGCCCCCCCCCTAGTT
GTTGCAGATCATTGTAGAGGAACCTGCAGCAGTCACTGCCCCCCCCCCCCTGGTTCCCCA
TTTTCCTTTTCTTTGGATATGTGT
>McF0003I23-MGRbd1
GCGGCGNTAAACCCGGGCATTATGGCCGGGGAGATGGAGGGGCTTTAACCCTCATTATTC
ACTCTATCAAAGTAACCCTATTTCACAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTTG
TGGGCGGCCTGGGCCTTTTAAACCTTT
>McF0003J15-MGRbd1
GTTAACCCGGGCATTATGGCCGGGGCACACGGGGAGATTCACAAACGAGAACGGGATTTT
GAATGCACAGTCTGCAGTTCGAATGATCTGAAGGATGAGAAGGAATATGCACTGAAACAG
ATTGAAGGCACTGGAATCTCCATGTCTGCCTGCAGGGAAATTGCTCTGCTGCGAGAGCTG
AAGCACCCCAACGTTATTGCCCTGCAGAAGGTCTTCCTGTCCCACAGCGACAGGAAGGTG
TGGCTGCTCTTCGACTACGCCGAGCATGACCTGTGGCACATTATCAAGTTCCACCGCGCC
TCCAAGGCCAACAAGAAACCCATGCAACTTCCTCGCGGGATGGTGAAGTCCCTGCTGTAT
CAGATTCTGGACGGGATCCACTACCTCCACGCCAACTGGGTTCTCCACAGGGATTTGAAA
CCAGCAAACATCCTGGTGATGGGAGAAGGTCCGGAGCGAGGAAGAGTCAAAATAGCTGAC
ATGGGTTTCGCCCGACTCTTTAACTCGCCCCTTAAGCCGCTGGCAGACCTCGATCCGGTG
GTGGTGACCTTCTGGTACCGCGCTCCTGAGCTCTTGCTGGGTGCCCGGCACTACACCAAA
GCTATTGACATCTGGGCGATTGGCTGCATCTTCGCAGAACTGCTGACGTCAGAACCCATT
TTTCACTGTCGCCAAGAGGACATCAAGACCAGCAACCCATTCCACCACGACCAGCTAGAC
CGGATATTCACCGTTATGGGTTTCCCC
>McF0003K03-MGRbd1
CCGATTAACCCGGNCCTTATGGCCGGGTTCGAGACATAGACTTTGTGTGAGCTGTGGATA
CAACGTTGTACAAGACACCATACAATAAAGCAGATCTTCATGACCAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAACAT
>McF0003K05-MGRbd1
GGGAGCGCCCGNTAAACCCGGGCCTTATGGCCGGGAAGGGCAGGATATTCGAGGTTTCCC
TCGCCGATCTCCAGAAGGATGAGGACCACGCTTTCCGCAAGGTCAAGCTACGAGTCGACG
AAATCCAGGGCAAGAACTGCTTGACCAACTTCCACGGCCTCGACTTCACCTCGGACAAGC
TCCGCTCGCTCGTCCGCAAGTGGCAATCCCTCATTGAGGCAAACGTTGTCGTGAAGACCA
CCGACGACTACCTCCTCCGCCTCTTCGCCATTGCCTTCACCAAGCGCCGACCAAACCAGA
TCAAGAAGACCACGTACGCCGCTTCATCACAGATCAGGGCGATCCGCAAGAAGATGGTCG
AGATTATGTCGCGTGAGGCCAGCTCATGCTCTCTCGCCCAGTTGACCCAGAAGCTCATTC



CCGAGGTCATTGGCCGCGAGATCGAGAAGGCTACCCAGGGCATCTACCCCCTCCAGAACA
TCCACGTGCGCAAGGTTAAGCTTCTCAAGGCACCCAAGTTCGACCTTGGTGCTCTCCTCG
GTCTGCACGGCGAGTCAAGCCAGGACGACTCTGGCCAGAAGGTTGAGCGGGAGTTCAAGG
AGCAGGTCCTCGAGAACGTGTAAGTGGCATGATTGAACAGGCTAGGGGTCTCCTATAGGG
TCTTTTCAAATTCTTCGACATGAGTATGGGCATCAAAAGGTGTTATGTTTACAAATGAAT
GGTCAAACATAACTCTTCGTGAGTCCCCGGCGACTGTGATGGCGTGCATGGGTGCAACGA
TCCATACGATACCACGGTGTTCACGTGGCGGTGCTGGAAAAGTGCAAAGGAAATGACATT
GGATTTGAATTACC
>McF0003K10-MGRbd1
CGCCCGCTTAAACCCGGGCATTATGGCCGGGGGGAAGCTTATGGGACCTAAAGGCGTGGC
TGTGGACAAAAATGGACACATCATTGTGGTCGACAACAAAGCCTGCTGCGTCTTCATCTT
TCAGGTCAACGGGAAGCTAGTTACCAAGTTTGGCAACCGAGGAAATGGCGACAAGCAGTT
TGCAGGCCCTCACTTTGCTGCCGTCAATAACAACAATGAAATCATTGTGACCGATTTCCA
CAACCACTCTGTCAAGGTGTTCAACACTGAAGGGGAATTCCTGCTGAAGTTTGGGTCCAA
TGGTGAAGGCAATGGGCAGTTCAACGCCCCCACAGGGGTTTCAGTGGATGCCAATGGAAA
CATCATAGTAGCAGACTGGGGCAACAGCAGGATACAGGTGTTTGATGGCAGCGGCTCTTT
CCTCTCCTACATCAACACATCAGCAGACCCGCTGTACGGGCCGCAGGGACTGGCGCTCAC
CTCTGATGGACACGTCGCCGTGGCCGATTCTGGCAACCACTGCTTCAAAGTCTACCGCTA
CCTGCAGTAGCTCATGTCATTCTCTGTGAACCACCTGTGCTGTGCTACAGTCAACCACTC
ATCTTCATATGGAAACTGTTTAACGTCTTAGATTTTTCTTCTAATATTTGGCTTTTTGTG
CCAAAAACAACTGAATAATGCCAGGTAATGAATAATCTCAGACACCCACAGCTTGCTGAT
CATTGATGCACTAATGTAAATTTGTTCACATCCTAATTATC
>McF0003K21-MGRbd1
CGCACGATAAACCCGGGCATTATGGCCGGGAGGCTGTAGATGGCACTGTTGCACACAGTC
TCACTGTCAATGGGGACTTGATGTGTAGTTTTGCAACTTGTGGAATTTAAAACAATAAAA
GAGCCACAAGTTGAGAAATGGAAATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0003L05-MGRbd1
TGGGAGCGCCCGNTTAACCCGGGCATTATGGCCGGGGCTTCTTTTCGGGACAATTCCGTG
TTTGGACCCCTCGGTGACAGAACCGATTCGGTCTGGAGCTGACTGCTAACCTCTGCGCTT
CCGCCACAGACGGAGCTCCAACAGCCGGCTGGCTTTTGTGTAGCGGACCGAACGAGGACT
TCCGGGCGTGCTTGACATCACCTTGAATGTGCGGAGGCCCGGCACGACCTCCGACACACA
CGCGCGCCAGAATGCAGTTCGAGCCCCGGCCCTGGAAGACGCTCCAAACTTAAGTGCCAT
GTCGGTGGCGTTCCCACGAGTCAGCCCCGCCCCGTTTCACTGCAAGGAGAAGAGGACGAT
GGCGGAAGTCAACGCCTCGCCGCTCAAGCATTTCGTCACAGCCAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAACTT
>McF0003L09-MGRbd1
GTACGGCCGNTAAACCCGGGCATTATGGCCGGGGAGAGCAACAAAAAATACCAGCAGAGG
AGCAACAAAGGCAATTTGCCCAAAAAGGGGAACAGAAAGGAGAAATACATGTGCAAAAAA
GGAGATGTGTCCTGGAAGAGCAACAGAGAAGAGCAGAAGAGGAGCAACAAGGGAAACTTT
TCCAAGAAAAGCAACAGAGAAAGGCAGCAGAGGAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAACAT
>McF0003L16-MGRbd1
GCCGGCNGCTTAAACCCGGGCCTTATGGCCGGGGATTCGGCACAAACGCAGCAGAGCAGA
AAGGAGCTTGAACGCCATGGCGGCTGATGCCTGACCTGATACCGACTCCTCTGCGTCACG
CCCTCATCATACCAAACCCACAGAGTCGCTGAGAGCCGCCAGGCCATCCTTCAGCAGCCT
TCTCTGCCCGTCTGATGCAGACACGCCGCACCTCCTCCTCTCCACAAAGGACCTCCTCTG
ACTGTTTGGCACGCACCTGATCCCTGTTCCTTAGGAGCAAAAAAAAAAAAAAAAAAAAAA
AAAAAAACCTT
>McF0003L19-MGRbd1
GATGTTGCGCCGTTAAACCCGGGCCTTATGGCCGGGCTCCTTTCTTTGACAGCAGGTCGT
TCAGAGCTTCATTAACAGACTTATCGTTGTGACTCTGAACGGACCTCAAGTACGGACTTG
CCAGCTTCAGTTGGTTCATCATTGCTCAAAGAGTTGACTGCTCTTCTTGGCCAAACTCAT
CATCTCAAAGCTTCTTGCTGCCGCCCTACACGCTATTTAATGAGACTAGCATGACATTAA
TCAACCACTAGTACTACAAGTACTAACCTTCTTTCCTCAACATGAATACACATTATACTG
ATGCTTGCACTGACAGCCTCTTCAAAGACATAATTGCTAAGGTCCCTGTCGGCCGGCTGG
ATCATCTATATCTGTATTTCTTCT
>McF0003M06-MGRbd1
GTGGGAGCGCGNCGTTAACCCGGGCATTATGGCCGGGGGGGGATGTCTTTCATGTAATTG
TAGCCCCGCTCACAGTGGAGAGCAATATTTCCTGTCAGCTCCAACTGTCCCACAAATGGC
TCTAGAAGACTATGATTATTGTTAAGATGTATACAAAATAAATGTTAAATATAAGATGAA
ATTGTAAATATTTACCTTTGATGTTTATGAGATTGTTAATGTTATTTGAGATTGTTAAAA
ATGGCTCAGGTTTAAATAACACATGTAATTAATTTATTTCTGTTCATGCATTTATTAAAA
TAATTGGAAAAATAAAAAAAAAAAAAAAAAAAAAAAAAAAATAAAAAAAAAAAAAAAAAA
AAAAAAAAAAACCTT



>McF0003M11-MGRbd1
TGGATGCGGCGTAAACCCGGGCATTATGGCCGGGGGTGCCAGCAGCCTTATTTAGCACAG
GGGGGTCTTCCGGTTAAACTGTTCTGACTGGAGGGGCATCGCGTGGAGTCGTGAAATCTT
CCCATTCTGCCAAAAAAGCATGTGTTCATATAAATATTAAAAATTATCTTAAAGTTGTTA
AAACTATGAGTTTGAAAGGGTGATTGATTTTAAATCAATATTTACTTGAAATAATGATTC
ACAAAATCAATAAATCATGTTTTTTGTCCTTAAATAATAGTTCATTTTTTTAGTGGAACC
ATTTAAAAAAAAACATTGTTTTTAATAATGACATTTTCCTTTTGTTTAAACTTAGTTTAA
AACACCTGTAGTATAAACAATCTCTTTTACAACCATCAAATTGAGTTTTTTTAATGAAAA
CGTAAAAAATAAATCATAGAATTAATTTATGAATTGAAAGAAGTCTTGACTTTATTAAAC
CGAAAACAACAAACATTTACCCCCCCCCCCCCCTTAAAAAAAAAAAATTGATTGTTTGAA
AGTAAAATAAGTTCAGTGAGGGTTGAAAAAGCCATTTGAACCCAAAACTCAGTTTTACTT
TAGCATTAAGGTCTTTCTGGCTTTTCATTTTCAT
>McF0003M18-MGRbd1
ACGCCCGCTTAACCCGGGCATTATGGCCGGGGAAGCCAACATCCGTCGTAGACATGGCTG
GAGCCACTTCAAGACACTTTAGAGGAGCTGTGGATTTCCTACAATTTGATAGAAAGACTT
AGAGGAATTCAATCCTTCAAGAAACTAAAGGTCCTCTACATGTCCAACAATTTGGTGAAT
GACTGGGACGAATTTATGAGACTAGCCGATCTTCCGTTGCTGGCAGACCTGGCTTTTGTG
GGAAATCCTCTCCAGGAGAAGTGTGCTCCGCAGTATAATTGGATACAGGAAGTCTCTAAA
AGGCTTCCTCATCTAAAAAAAGTGGATGGAGCACACATCGTGAAAAATGAAGATTAAGAA
GAGGAAAAACACGTACATTTGTAATTGTCGTTTTTTTTACATTTAGCATTACTGGAGAAG
TAAAAAATGTTAATGATCTTTATTTAAGGGAAGAGGTATGTCAAGCATTTAAACTATACC
ACTATAGTTTAAATTCATTTAAATGTACTACTTATGCTCCAATTTTTGTGTCTCTGCATT
TTCAAGCAGAAGCCGCAGCACAAACAAGCACAGCAAACTTCTCTCACGCTGTATTTTGTT
GAATTAAATTCTTTTTTAATTATTGCNNNNNAAAAAAANNNN
>McF0003M20-MGRbd1
GGGGCACTTAACTGCAGAGACCAGACATCCCTCTCTTTATCTCCGAGTTACAGACCAACA
GCCACTGAAGAATGAAGCGCAGACGACTGCTGTCCTTGCCGCTTTTACCCACAATAACTG
AAGCCCTGGAGGACTTGCCGGCCCATCCCTCCTCCTCCCAGTCTTCACAAGGTGCCCACT
CCCTGAACGACTACATGACAAGCATCCAGGCTCTGGCACGTCCTGTGGGGGTCTTCAGCT
GCGGCCCTGTCAGGTTACAGCGGTCGCCAAGGCTGCGGCAGTTCTCCAAGCCTCAGATGA
AGTTGCCTTCCTCCATTTCCCGCGTGTCCCCTCTCACACAAAGGACTTCAAGAACATGCA
GTCAAAGTCTGAGCAGGACTGAGGATTTTTCCCTCCCGATGAGGAGAGAACAAGACTGTA
AGGGCAAAGACCCTGTTGACTGGCTCTTTGGCCAAATGCTGGATTAGACAGAGACTGCTG
GCTGAAAAGCCTCGTGGGTATTGTGTTGGAAAAACATCTACTGCTGGATTAACCTCACAA
CAATGTGAACGGCGTGTGGTGAAAATCCACATTTATTCCTGTCCTATTCGAACTCAGGTC
TACATGTTTACATGTTTATAGAGATTATTTTGTTAAGCTGTGAAGCATCATGTTTCTAAT
AAAATGCGANNNANAAAAANNA
>McF0003M21-MGRbd1
TTGGTACGCCCGNTTAACCCGGGCATTATGGCCGGGGTTGAGCGTGGGATGCTGCGGCGG
TCCTGGAAGAAAGTGTGGCGAGCCATAAGCGGCAAGAGGAGCGAGCAAAGAGTGGATGAC
TGCATGACTTCAGATGAGCTCAGGAACCTGGCTTTGATGTCCTGCTACATGTTCTGAGGA
GCATCCCTTATCTTATTTTTTTCTCCCAGCAAAAATGTGACACTTGTTTGTTTGTTTATG
ATTATGAAACTTTGCCTACCTGTGAGCTATTAATATTTGTGACTGTTGCACTTAAAAGTA
CCAAAAACTGACAAATATGCACAATTTACCACTAATTATGCACCAGTATTTCCTATTTAT
TGTGTTTTTTATTATTATTATTGTTGTTGTAAATCAATGTGTTTTTTTTTAATTTTGTAT
TTAAAGATGAATAAATTAACGTTTTGACTTANAAAGAAAAAAAAAAAAAAAAAAAAAAAA
ACCTT
>McF0003M22-MGRbd1
TATGGCCGGGGACACATTTTCTCCAGCGAACGGCTCTAGTACATCAGAAAGGAGATCTCG
GGGCTTCCTCGCGCGCCTCCGCACGCGGAAAACACCGTCCCGCTGATTTACGGACGCTTT
TGGGACCGCGTTTCCTGCCGACTCTTGTGTTTCGGCACTCGACAGAGGCGAATGAGAATC
GATGAAAACATCGAGGTGGCGGAGCCAAGAAGGGAAAACACACCGAAACAGCGCTCTGCA
ACGCCTCCCATTTTTTTTCCTCTTCGTAATACGTTTGCAGTCGCTGTGAAAGGACGCGAG
TTTGAGGGACATTTTCCCCCCGCTGCTAATTTAATCAGTATGATGTATTAGTTTATTTCC
GATTCAGAGACAGCAATCCTCCACTTCACTTGTCCAGAAACTTCAAACAGACATTTCATG
TCTGCGGGAGCAGACGGGCAGACAGCGTGTTTACCAGACCAACTGAAAATAATCGATGTG
AGTTTTTAGGGAAGCGTTTCCCCCCCAAACACACACGTTTGTGTTTTAAAGTCTTTTCCC
AACTGAGGAGCACGGATGAAGAACCGAAGCGCGAGACTGGACTGATTTGATTTGGAAGAT
TTTGATGTCCTGCAAATTGTGTCGTCAAAAAAGGCTGGCTGTCAGCTAAGACTTCTTGTT
TGTTTGGGCCAGACCCGCCCAGTGAGCTGCCCTTGCATGGAAACCTCTTGGAATTTTTT
>McF0003M23-MGRbd1
ACTTGGACGGCCGATAAACCCGGGCATTATGGCCGGGGGCAGGCGCGAATGGCCGGTTCC
CTGCAGGTGTCGTTGGACAAGGTGGAGGTGGAGGACAGGTGTGGCAGTTTGCCGCTGGTC
TGGGAGGCATCGGAGGGACGCTGTACTGCAATCAAGGCTGTGCTAACTCATGGCTGGCAG



ACAAGTTCTGTGATCAGGCCTGCAATGTGCTCTCCTGCGGATTTGATGTAGGCGATTGTG
GCCAAGAGCACTTTGGAGAGCTGCACCGTGTCATCCTTCGCAGGAACCAGACTCTGTACG
TTCTTCCTCTGGGAGAGACCAAACCGTATTTCAGCTTTGAGAAGATAGCTCGCCGAATCT
CCGAGGCTCACGTCAGCGACAACCCAGTGGTCCGCCACACATCCGTTGCCAACAAGTGGA
AGACCATTCACCTGCTGATGCACCCCGGCCACAACGCCACCCAGATCCAGTACAACATCA
CCTTCCAGAGAGACGATGAGACCGAGTTTGTGATGAGCTTTACTGTAGCTGTCGACACAC
GGGAGGTTTCTCCAGCCAATGCATCCGACACCGCCAGCAAAGAGGCCGGTAAAGAGGCCA
CACCGCCCTCCACTCCTGAGCCCGTCTTCCCGTTCTCAGATATCCCCAAGGAAAAACAAG
GACCACATATAAAGAGGAGACATCCCGTTGAACCCGAGGCTGTCATAGAGGTCCCGTCTT
TAAACGTGTCCCTTTTACCTGCTGTCGTT
>McF0003N03-MGRbd1
GGCAAGGCGGTGAAGGGACCGAGGGGTTAACGGCCATCAGGTGACGGACCCGTCTGCTGC
CCGATGTGGAACAGAACCTTTTAAATGTGGCATTCTGTTTGCTGACCAGCAGGGGGCGAC
GGTCAGACTGTGGAGAAACGTTGGCTAACTGCTCATCTGCTTTGGAATAAAAACTTTGAG
GTTTTCTTTCAGAAAGTGTCTCTGAAAAAAATCCAGGACGAGTCTACTTTAAAAGAAAAA
AGAGTTCTGATTCTGAAATCTTTATGATTTTGAAGGAGTTTGGGGTTTGAACCAAATCCT
CGTAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0003N06-MGRbd1
AGACCTGTACATCATGAACGGACAAGGCTTCATTCTGGTCTACAGCCTGTTCAACCAGCA
TTCAT
>McF0003N09-MGRbd1
ACTTGCGAGCGCGCGTTAACCCGGGCATTATGGCCGGGGGTCGTCTCCCAGGGTTACCAT
CAACAGCGCCTTTATCCACCATTGCCCTATCGTTCGTAGGTTTTAGACATACACCGTTCA
TTCTTGGTTGCATTGTGTTTGTGTGTATAAAAGCTTTGCCATTGCGTTTCACTGAGGAAA
CCATTAAACAAACTAAAACATCGGTTAATGATCCAGTGGTTAATTAGCCTCGAACACATG
CTAGCATGCTAGCATGTTCTACAACTCCACAATCGTAACTCAATTATCTAGGTTTTTATA
ATGACACATCAAGAGGTTAGAACACTAGCTTACCCCAAAAGTCCTAAAGCATCTAAAAGA
ACAACATTTCAGGATGAACTTCAGGCTGCGGTGTCTTCTAGAGCCAGCAGAGCTAAATTG
GAGCATTATGATTATTATGATAATGATGAAGATGATTTTTTAAATGAACTCATCAACTCC
AGAAAAAAGAGGAATGCTTTCAAGGCCAGGAAGAATAAAGGCAAAATGAATAACTTTGAG
CTATCGGATGACGAAAGCAGTCAAACCACAAGAAAAAAGGTCTCCTTCTTGAAAACCCAA
ACAACCAGCTCCTCATCGAACCACACAGAAACCCCAGAGTTGTTAAAAAATGAGCAGCCG
GTTGACAATAGTGGCTCTTTTTCCTCGGAGCAGTCGACCCATCTTGGGGAAGAAACCATG
TCATCTAAAAACAGTGCCTTGGAGTCCACAGAACCGGAGATCGCTAGAGAAG
>McF0003N13-MGRbd1
ACGTTGAGCGCCCGCTTAACCCGGGCCTTATGGCCGGGGTTTGTGTGTGTTTGATACATG
CTTGTTGTACTGTAGGGTCAAAGGTTAAAGTGAGAACTGACTGAACGCCTCATGCATTTC
CTCCTGTCCGGTCCCTGAGCTGTGGAAAAACCAAGTCTACCTTAAATGAGGCGGAGCTGT
GCTGGCGGTTCGGATGGTCGCACGCCGTCAGCCGCTCCACTTTGATCTTGTTGTGAAGTT
TAAAAATGAAGCTTTTTACTTTTCAGGCGCACGACGTGAAGGACTTTGATACGGCAGAGG
AATGCGGCCCCCACTAAAAACAAAAACATTGTAAAAAGTACAAGAGATAAGAAACGCTAA
ACTTGTAAAATAAAAAAATAAAAAAGGAAAATTTGCGAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAACAT
>McF0003N14-MGRbd1
GTCTGGCCGNTAAACCCGGGCATTATGGCCGGGGAGGTGAGTGTGGAAGATGGACGTGGG
ATGAGTCTGTCTCTTGTACTTTGACCTAATAAGTAGAAACTTTAAGGGGCATCTTTTTGT
ACACACACACACCGGTTGCAGATTTCTGAGTTTAAATGTTAACTTTTAACGGCGTTTGGC
TGTGGTTGTCTGCATTCACTTCGAGTCACTATATCTCACTCGGTTGGAAGCACGTCTCTT
TACGGACATAATTTACACCTGTTGGACCCTTTCCTGATCATGTCGCTGCTGATTCGACGG
TATCAACCAAAGGACAAGGACGTAGTGTTGACCTTGTTCAGCGATGGCATACGAGAGCAT
ATCCATCCATGTTTTCAAAATGCCATGACCAGCCCTCTGTACATATTCATCAGCCTAACT
CTGTGTGTTGTGGGTTACCTCCTCGGCTCTTTGTTCGTGGCAGTGCTGTTTCCAGCAGCG
TGGGCAACTCTCATCTACTACTGCAGCTACAAACTGTTTGACGACTACGTCCAGGAAAGA
CTTCGGACAGATATGCAAGACATCATTGGGAACTACCTAAGCAGGCCAGGTGACTGTTTC
TGGGTTGCTGAGGCCGAACAGGATGGGAAGACCCAGATTCTTGGCATTGTGGCTGTAATG
GCCAAGCAGAGCGGAAAAGAAAAAGTAGGGGAATTATTTAGAATGATAATTTCACCAAAG
TGCAGACGCATGGGCCTGGGCAACAAGATGACTCAGACTGTGATTGACTTTTGCAAGGAT
CAAGGCTTTTCT
>McF0003N17-MGRbd1
GGGATGCGGCCGCTTAACCCGGGCATTATGGCCGGGGGTGTTCTGTTGGCGCTACTACTG
AGAGAGGGTTTCGGAAAACTATCACGCCTATCTCTTTGTTGTGTTATTTAACAAAACATA
TATTTTTTCATTTTGTTTTAAATTTGATCTGACTGTTTGTAGTTGACGGATTTTCAATCC
GAGACGCAACTAGGAAGGTTCTCAGGGCACATAGGGGAGGAGGAAAACAAAAATCCGAAG
TGCAAGTGGTAAGGTTAAACTAATTTAAAGTGACAGCTTATTTACTGAAACACTATTCAA



TGTGTTTATTTCTACGTAGCTTTACGTTCGTGTGTCATGTTTGATTCATCTTTCTTTTTT
CGAGTTTGAAATGGTTTTCCTGTCAGTGCTGGTAGTGGAAGATGGTGAACGAGCTAGCTA
ACTAACCAACCTCACTTCTTCGCTACCTGCTGCATGCATCTACTCTTAAGCCGAAACATG
TTTATCTAAACAGCCAAGCTAATTACAATTTTGCAAGATGTTAGTATGAATGTCTGAATT
CCTGATACATAGAGAAACTTGTTGGAATTAGCTTAAAATGTTGTTTTGAATTTGCTAGCT
AAGCTTGACTTGACAAGCTAATTAGTTGTGCATGGAGTTTCTTCTTCTTTCATTCAAAGC
TTCACCCTTCCAATATCTCTGTTTTTAAAAAACAATAAAACGTAATTAATTTGACCATTA
AAAGTGTTTTCATTATAGTTATGTCGTTCTTTAGAATATATAGA
>McF0003O04-MGRbd1
TAACCCGGNCATTATGGCCGGGGGACTTGGTGTCACAGACTTCCAGCCGGGCACAAACAG
CAATTATTCATTTCTCTTTCATGATTCATTTTTAAGGTAAAATGGACGCCACCCATACAT
CACTACCAAATCCAAGTCCCTGATTGGTCAAAGTTTAACCTGGTTTAACTTGCAACGCGC
GTTCAATTGTTTTGTACGTAGAGCCCAAAAACTGTGCGAGTGCAAGTTTTGAACGCAAAA
AGCCCAAACACGCATATATGGGCGTTTACGTTGACTTTTCATTGGCTTGAAAGCATCTTA
GCGGGGTCCGTGTGAACCTAGCATGAGACCACAACTTCCCCTTTAGTCTAATGATTAACG
GCGTGTAATACTTAGAGGTCATTCCAACCCAATACAGCCAAACATGAAAAACAAACACAC
AACGTCTGACCAAACCAAGAGTCCTCAGTACGAGACACAGTGGCCACAATTTGTCAAAAC
GAAGTCGCACGCCTCATTCAAAATGTAAAGCAGTATGGTACAGCCCCAGGATCTGGACTC
CCAGTAGCTGCCGAGCTGCCAAGCTCTCCACTGGACATCAGGGTCGTGCAGAACCGGTCA
ACTGCTACAAGAACACAGACTGTAGAGAGAAAAGCGGCTTGGTCTTTCATGGCAGATCTG
AGGACTTACTAATGTGAACTGGTCGTAGACCTGCATGAGGTCCTCCATCCTGTACTGCTC
CAGCACCACGAAGTCGTCCAGCGTGGCGCTTCCTTTCCTGGCGCAGTCCTGGCAGTGGAC
CACGTACGGCTTCTTGGACAGGAGCTCGCGGCGCACAAACAGC
>McF0003O06-MGRbd1
AGCGGCCGNTTAACCCGGGCATTATGGCCGGGGACAGCGGGCTTGACTACGCATGAGCTG
CAGAACCACTCTCTGTTCGAACGAACATAACTTTCTCGAGAGGTCGTCTAAAGTTGGGCA
AATTTTTTAAAAACTTACTCGACATATTTGTCGTTTGACTTCCATCCCATTTTTCTTTTG
ACCGTGCGGTATTCACCGAAATTTATTCGGCAAAAACTTCGGTCGTGAAAAACCACTTCG
CAGATTTTAAGCTGCTGGCCTGTACTACTTGGCCGAACTCATAGAAGAATATACAGTAGC
CACTAGCCGAATAATAAAGTACATGATTCTGTTTTCCACAGGAGTACTGGCAGGTCTCTA
TGTTTTTGAAGGTTTCCCCATAATAATGGTGGGAGTTGGCCTCTTCACAAATCTGGTGTA
TTTTGGGCTCCTTCAGACGTTCCCCTACATAATGCTGAGCTCTCCGAATTTTATCCTTTC
ATGTGTGTTGGTGGTGGTGAATCATTATATGGCCTTCCAGTACTTTGCACAGGAGTATTA
TCCATTTTCTGAGGTGCTGGCATACTTCACTATTTGCCTGTGGGTGATCCCCTTTGCCTT
CTTTGTGTCACTGTCAGCAGGAGAAAATGTACTTCCATCCACCATACAACAAGGAGATGA
TGTGGTGTCCAATTATTTTACCAAGGGCAAACGGGGCAAGAGGTCTGGAATCCTTCTTGT
ATTCT
>McF0003O08-MGRbd1
GGAGCGGCCGTTTAACCCGGGCCTTATGGCCGGGGATGGGCGGGATTGAACCAGGCCGAA
ATCAGACATGGCGGCTCCTGAAGATGAAGATTTTGAGTTCAATAATCAAGACTATTATTC
TCTGCTCAATGTCAGAAAAGAGGCTACTCTGGAGGAGCTGAAGGCGTCGTACCGAAGGCT
GTGCATGCTCTACCATCCCGACAAGCACCGAGACCCGGAGCTGAAGAGACAAGCCGAGCA
GCTTTTCAATCGAGTTCACCAGGCTTACGAGGTGCTAAGTGATGCTCACTCCAGAGCCAT
CTACGACCTCTTTGGGAAGAAAGGACTGGAAGTGGAGGGCTGGGAGGTTGTGGAGAGGAA
GAGGACACCAGCAGAAATTCGGGAGGAGTATGAACGACTACAGAGAGAAAGAGAGGAGAG
GAGGCTGCAGCAAAGAACTAATCCTAAGGGCACGATCAGTGTCGGTGTGGATGCAACAGA
TCTTTTTGACCGCTACGATGAGGACTTCGACGAGCTACCAGGAGGAGGTTTTCCTCACAT
AGAAATAAACAAGATGCATATTTCCCAGTCTATAGAGGCTCCTCTGACAAACAACGACAC
AGCAATGCTGTCAGGTTCTCTGTCCACGCACAATGGAAGCGGAGGGGGCAACATTAACGT
GACCGTCCGCAGAGTCCTGTCCGCTAAGGGATGGGGGGAAGTTGAGTTTGGAGCTGGAGA
CATTTTAGGACCTCTCATTGGATTGAAAATGTTTCGCAACATTACTCCGCGGTGTTTCCT
GACAGCTCAGTGCGGTCTGCAGTTTTC
>McF0003O16-MGRbd1
CGGCGTTNAAACCCGGGCATTATGGCCGGGGAGAGCTTCTCTCATCTTCTAACCTGGATG
TTGTCTCGTTCCTCTTTGGTGTATTTTGAGGGAATTTGAGGCCTGTGAATTTTTTTAACC
CAGGCAGTGATAACTTTAACAGTAAATTGTCAACATTGGCCTCTTTTGGGCCCAAAAGAA
GCTTTATTTATCTGGATCTGGATTTATTTAGAGTAAGACCTGTTGAAGGAGTGACGCTCT
GAACGATTTGAGCTTCAAGATTAGGATCTTTGTTCTTTATTTTTGGGATTTTTTAATCTG
ACTTCAGGTTAACAATATGAGCAAAGCAAAAACCAAAAAAAAAAAAAAAAAAAAAAAAAA
AAACTT
>McF0003O22-MGRbd1
GGTGCGGCNGATAAACCCGGGCATTATGGCCGGGGAAAAAAAAGTTACTGAGCTGGCAGC
TAAATTACTCTACAATAAAAGTAACTATATGCTTCACTGTGTTTTTAAATGATCAACTGA
AATGTGTAAAATAGACATGTACTTGTGTATACACCAGTGGTGGGCAAACTACGGCTCAGG



GACTGGGATTAAACTATTTCATCTGTTCTGCAAATCTGGAATAAATGAAGTTGATAATCC
GTAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0003P02-MGRbd1
CTGGGGTCGCCCGTTTAACCCGGGCCTTATGGCCGGGAAATGTTTCCATCCAAACTTCAG
CACCAACACAAACCTTTACTTACCTTTGACTGACCCCCCTCCCCCCAAGCAGCACAGAAG
AGTGTGCATGAGAGCGTGCACGTCAGGGTAGAAGG
>McF0003P05-MGRbd1
GGGACTGCTCGGAAGGGTTCCCACTCAGTAACACTTGTAAAGTTTGATTTTATCCAAGCG
ACGTGACGTGGATGTCCCGGCTCTTGACCGCGCAGAAGTAGCCGGCGGCTAGCCTAGCTA
AGCTTGTTTTGAACATCGAGCAGTTGTTGTTTTTGTTGACTTGTTGTTCCAGCTGACAGC
CCGGAGGCTAGCTGCTTGCTCGGACAGCTAGAGAGAAGTGCTCGGGCTTTGCTGGCTCGT
TTGGAAGAGCTCGAACTGTTCGTCGACACTAATTTAGCCGTAAAGTTAAATAATTCCTTG
ATGCCAAGTCATAAAACCGTAATTCTCTCGCGAGCTTCTTGACACCAGTTTAGCTAGCTA
GCCTGTTAGCATCATATTTACTTGCATATCTTTCAGGGAAATCGTTATTTTATTGGTTGG
TGCTGCCTATTTATTTATTAAACGTTTACTTATCATGCAATATTTTATGTTTTGCCGCAT
AAAAGCCGAATGACTTTTATTTTGCTAGTGTTATATAGTTGTTAGACATTTTTTGTTNCC
NNNNAAAAAAAANTAAAA
>McF0003P08-MGRbd1
ACCCGGGCATTATGGCCGGGGACCAATAAGGAGACTCTGGGGTCGCACCTCACAGCTGAT
TGGTTGTAGGCCTCTGTTCAGGTGATGAGCTCAACAAATGGCGAGTTGGACACAGATGAT
CCCACAGCTCGACACGCCAACGCTCCCATCACTGCTCCCACCGAGGTGGAAGTGGCCGAG
GAAACAAAGTGCTGTTGTTGTTTGAGAAAACCAACGCGGAAAGCTNTNCAGAGGCACAAG
NAAAAGAAGATCAGAGAGAACTNGAAACATTGTGGTNACTGTNAAGTTTTAAATGGAAGC
AACTACACGAACACACACGCACACACACAAACCCTATTCCTTTTCCTGTTCCAGNTGTCC
TTTTTTTTTTCCTGCGGTGGCACCACCATCCCCACAAAAAAACTCCCCCCCTCTCATTTT
CANTGCTGTNNCCNAATTGAANGAATGTTGCAGTCCTACTGACAACACAACAGACTCCTG
ATTCCTTTAGACCAGAATAGACCTATCTGCTTTACAACATTGGGGCGCGAGGAAAAGTAC
AAAAGCTGTAACAATGAAACTGAAACAGTGGAGTGAAAAAACAACAACAATGGGGTTGTA
TCACAGATGACATTTGAACATGTATTCTTTGAACAGTCAGTTAATCAGGGGAAACCATTC
AAGTAAAAGAAATCTGTTCAGTAGGAAATTGTTAATTTTCTTTTCTTTGGTGTGTTTTAT
TTTGGGGGTGGGAGTCAAGGTAAAGAGGAAAAAGGTGAGAAATGCTGATGTTTAA
>McF0003P11-MGRbd1
GATCTTGATCGGCCGTTTAACCCGGGCATTATGGCCGGGCAAACAACAAAGCTTAACAGC
ATTAGGGTTTTTTTTGCGCTCAGTGGAGGACCACGGTGTTCCTAATAGGGTTAGAGCAGA
CCAAGGTTGTGAAAATGTGGACATAGCAAGATGGATGTTTGCAGTCCGTGGGTGTGACAG
AGGCAGTTTCATGGCTGGCAAAAGTGTTCATAATCAAAGAATTGAACGTTTGTGGAGGGA
TGTGTGGATGTCTGTCACAGTCATCTACTACAACATTTTTCACTGTTTGGAAGAAGATGG
ACTGCTGGACCCGTCTGACAGTCGTCATCTCTTTGCTGCGCATTATGTGTTTTTGCCACG
ACTGCAAGCTGACTTGGAAAGTTTCATTTCCACGTGGGACAACCACTCCCTTCGCAGTGA
ACAAAATTTAACCCCCAACCAACTGTGGGCAATGGGCCGAGCTCAAAGTCCCATCAATCC
TCCTGTCTATGCGCAGGGTTCTGTGGACATTGGACAACAGTCTAACTCAAACCAGGCCGA
GCAGGAAACGGTTGGAGTTGTTGTTCCGTCTGTGGCTTGTCCCCTCTCTGACTCAGACCT
GTCCCAACTGTCCCAACTTTTCAACCCTTGTGGGACATCTGAAAACCACGGCCAAGACAT
CTACATTTCTGTACTAAACTATGTATGTCATCACAGCAGAATGTAAA
>McF0003P13-MGRbd1
ACTGCAGCTGCTTTGAGTCTGAGGATTATGACAAACATTTACGGACTGAAACCCTTCACG
TTTGATGATTCTCTACCTTCCACACTCAGGCTGCACCATATGATGAAAACTTGTGATGTT
CCATATTAACGATCAATATTGCGATGGCAATAGAACTTGCGATACATGAACCTAAAGCAA
AACAACCAAAAACAGAATTCCCATTTCCCATTTAAAAAGGGGTAAACATAACTTAAATGA
CACTCCAAATGACCCCCGTCTGCATAGGAGGTGAACATCTAAGCGAACCAAACGTCTCCA
GTCTGGACACACCCTTGGAATTTGAGACCATCAGCCTGCCCTCCCCTCTGAACTCAAACA
GCCTCCATGTTTTTGTGGGCACGGATGTTCGTGAGCAGCAGTCAGAGAGGCACTCAGGTC
TCTGCTCCGGACTCAGGCATGTATCAGGGGCGAGTTTCTATGCCCTTCAGCAAAACACGC
CACCACGAGCATGACCAGGTCTGTCAATCATTGGTGGTTTGGTTTGATAGATGGCGGTGG
ACCTGCAGTCATTTTCTATATTTTTGTTTGTTTGTATGGAACTCTGTGAACTGAAAGGAG
GCTTCCAGAACAAACGTGTTCCTTAAATTCTAAAGATATAGACTTTAACGGTTTAAAAAC
ATTTAGACACAAACTGATGTCTGTAGGAATAAAGAGAAAAAAGTTTTCTGAGATTACAGA
CATCGAGCCTTCATTCATCAGGACTTTCCTCTTTGTCTTC
>McF0003P14-MGRbd1
TGGGATCGGCCGNTTAACCCGGGCCTTATGGCCGGGGGCCTGAGGCGGCCGGAACAACCG
TTTAAGCTAACAGCTGTTTGAGACATGAGGTGCAGCTCCGCGTCGTCCTCCCCACTGGTG
CTTGGTGCTTAGATCCACTGTGCTGAAGACGCCAGAAGCTGGGAAGGATGGCGCCTTATA
TGTCATGACGATCCTTACCTGATGGGTGATGAGTTTGGTGTGGTTCCGCCTTCAGCTGAC
TTTTAAACCCGGTCTGTGATGCCTTCTGTCCGGCATTTGTCTTTGTAAAAGTGATAGTCA



TGGCTCACTGCAAGGTAGAGGAGCAACAATGTGACGCCCAAGATAGTCCTCCGGTCGCTG
ATGTGCATTCCCGCTGTCTCATCACAGAAGACGTTCAGTCTGATCCGATAAATACAACAG
TCAAATCTCAGAAAACTGGGAGATTCACGAGGACCGCTTTGACGTTTTTTGGAGTTCGCA
AAGGTATCTGTATTTTACCGAGCTTTTTTGGTGGGCGAAGTAAAAATCAAAACATATGGC
ACTCAAAGAAAGGAATTAGCAAAAGCAAAACCCATGATGGGTTGAGTAACATCAGCCACA
CAGACCATCTGGGAAGTGTGTGCGCCTTGACTGATGCTTCATAGTATCACAGTCAAAGGG
AAACTGCTGCAGAGCTCCAAAGCAGCTGTCACAACGAATGTAGTCACTCTGCTGATCAGC
AGATATCACTGACACTCGGTCGACACA
>McF0003P18-MGRbd1
GGCCGNTTAACCCGGNCATTATGGCCGGGGATGGTGGGGAAGAATTTTACCAAAAATGCA
TCAAATCTTCCTTCTCAATGAGTGGAGACTAAAGGCCATGGCTGTGGTGTGTAATTACTC
TGTGGCTGTATGCGAGGCTGTTTTTGCACTGAGCGTGTGTGGAGAGCTGATCCTAAAAAC
TGCACTTGTTCTAATCCACATCCTGGCTACCTGCCTCTCAGTCCTGCTGAAGCTCAACAC
GCTTCTCAAGGTGACACTTGCAGGTGTGATCTTTTCACGAGGGGACTCGGATCAGAGGGA
CTGCGCCAACTGCTCCACCTGGCCTTCAGCGGAGAACTCAGACAGCTGCTCCCTCCTGTG
CAGAAAAAAAAGAGCCATTCAGCGGCTGCAGTCACTTAAGACGGCGCTGCACGTCTTACC
AGCTATTTACCAACATTTGCTGCATGTTTCAGTGACCATCCTGCCTGTTCTCCATGTGGC
TCTGCCAGTCCTGTTCAACAACATCAGGCCCTTCTTCTCCACCATTTTGGCTTTACTGGA
TTACAGTGGAACCCCATCAGTCTTCCACATACTAGGACTTATGTGCAACATGAGAGCCAA
AACAGCCAAAAGTGCATTCCAACTTTAAATAGTTATCTACTTTAAAAACTTTTAACTTAA
TAAAGCCTTTTAACTTCTATAANAAAAAAAAAAAAN
>McF0003P20-MGRbd1
GGGGAGCGCGCCGCTAAACCCGGGCATTATGGCCGGGTATCTGGTTGATCCTGCCAGTTG
ACATAGTGCTTGTGTTCAAAGATTAAGCCATGCAAATGTAAGTATAAGTTATTTTAGAAA
AAGAATAGACGAGACTGTGAACGGCTCATTAAATCAGCAATAATTAAATCGGTGGATATT
GGAAGATGGAGACGGATAACCGTGGGAAAGCTATAGCTAATACGTGGAAAGAGAGATATT
TACTGGGTAGAGGAGTAGATAGGGTGGATATTAGAAGAGTAGACAGAAGAAGAGGAAGAG
TGATTGATAGTATGTGAACGGATCGTAGAGAAGAGACGAGAGGCCGAACAAATTTCTGCC
CTATCAACTGTGGACGGTAGCATAGAGGGCTACGGTGGTGATGACGGGTAACGGAGAATG
AGGGTTCGATTCCGGAGAGGGAGCAAGAGAAATGGCTGCCATGTCTAAGGATAGCAGCAG
GCGCGTAAATTACCCAATCCTGGGACAGGGAGGTAGTGACAACAAATAACACGGGTCGGT
AGATTGGTAAAACAAAGGCCGACTGGGGTGGAATGAGAACAACGCAAAGTCCTTATCGAG
TAGCAATTAGAGGGCAAGTTCTGGTGCCAGCAGCCGCGGTAACTCCAGCATCTAAGAGTT
TATACGAATATTGTTGCAGTTAAAACGCTCGTAGTTGGAAGAGAAGATAATTTAAAGGAG
AGATTTTTTAAATTAGAGAAAAAAAAAAAAGATA
>McF0004A22-MGRbd1
GTGGGATGCGGCGTTAACCCGGGCCTTATGGCCGGGTGGCTGTGTGTTTTGGATTGTTGT
CCTGTTGGAAGACCCATGACCTGCGACTGAGACCAAGCTTTCTGACACTAGGCACCACAT
TTCTATCCAGAATGCCTTGATAATCTAGAGATTTCATTATACCTCGCACAACTTCAAGAC
ACCCTGTGCCAGATGCAGCAAAGCAGCCCCAAAACAGAACTGAGCCTCCTCCATGTTTCA
CAGTAGGGACAGTGTTCTTTTCATTGTATGCTTCATTTTTGAGTGTATGAACACAGAAGT
GATGTGCCTTACCAAAAAGCTCCAGTTTGGTCTCATCTGTCCAAAGGACATTTTCCCAGA
AGCTTTGTATTTGCATTTTTGCAAATTCCAGTCTGGCTTTTTTATGATTTCCTTTCAACG
GTGGTGTCCTCCTTAGTCGTCTCGCTTATGAAGTCCACTCTGGCTCAAACAACGACGAAT
GGTGTGATCTGACACTGATGTTACTTGATCTAGGAGTTCACCTTTAATGTCTTTGGAGGT
TGTTCTGGGCTCTTCCAACTATCCGTCTCCTCAATTTTCCTCTTCCGGCCACGTCCAGGG
AGGTTGGCTACTGTCCCGTGGGTCTTAACCTTCTGAATAATATGTGCTACTGTCGTCACA
GGAACTTCAAGCTGCTTAGAGATGGTTTTATAGCCTTTACCTTTACGATGAATGTCTATA
ATTTTGTTTCTAATGTCCTGGGACAATTCTCTCCTTCGCTTTTCTGTGTCCATGTTCAGT
GTGGTC
>McF0004A24-MGRbd1
GGGAGACGCAGCCGCTCCACGTCGCGTCGGCGCGCGGGAATTTGTTCTGGCCCGACGTGG
ATGCTTTAGTCAAATGTTTTATTTTTAGCGGTTTGAATTGGTTCTTTTTTTATCCTCTAC
GCATGGACCGGGGATTGTTTCAGAACAGCTTTGCTGGATTTTTTAAAGGTGGAATGCTGT
TTTTCCTAATTCTGACGGAGCACATGCGCTCTCTCTGTCCCGCTGGACTTTTACCTGCGT
GCTCCCGTTACCAGGGCGACCCCTCCAGCCTTCGTTGAGATCATTGCTTTTGGGGTGAAC
ATACATGCGCGGGACCATGGTGAGGCTCTCCGCGGGATTTTTTTTCTTCCTGCTCCGCGC
GCTTTGCGCCGTCAACGCATTCGGGGATGAGATGGAAGAGATGACCTGTGACCCGATCCG
GATCAGCATGTGCCAGGGGCTCGGCTATAATGTCACCAAAATGCCAAATCTGGTGGGGAA
CATGCTGCAGTCGGACGCAGAGCTGCAGCTGACCACATTTACGCCGCTCATACAGTGCGG
CTGCTCCAGTCAGCTTAAGTTTTTTCTCTGCTCAGTTTATGTCCCCATGTGCACGGACAA
AGTTCCCATTCCCATCGGACCGTGTGGGAGCATGTGTCTGTCTGTCAAGAGAA
>McF0004B03-MGRbd1
TGGAGCGCCCGCTTAACCCGGGCATTATGGCCGGGGGGGGAGGTCACGTGTTTAGACCGA



CAGGTGATCCTTTCTGGTGGGGAAAAACCTTCATGGCTGGAAAAGGTTAGCATCAAATGA
AGGAGAACCTTTTCCATCCGTGTCCAAAAAGCCTTAAAGCAGATTCTGGAGGTATTTGAT
GTGTTTGCTGCCAAACGAGTGGAGGAGGTGATGAAGGAGGAGATGTGTTGGATTTACACT
AACGCCACACCAGCTTTGTCTTTTTTTTTTTTCTTCAAACTGAAACTCCTTTTTTCTTTC
TCCTCCGTCTGTTTCGAAAGAAAAACAAATAAAAGATTTTGACAGAGACAATTTTTTGGT
TTGGGTTTGATGCAGAAAATAAAAGATTTGGACGTCATCAGTCGATATTTTCAACAATTT
GCTTAAGCATCATTTTATTAAATATTAATATACGTTCAGTTTTTAGCTAATAGCACTATT
TGGGAATCCTGCATGCACAGAGATCTTTCTTATTACTAATTTTTCTTCATCTTTTTTTGA
ATGAAAATATTCTGAAAGTGGTTAAAAAATACTAAAAGAGAAATCCAAAAACGCNNNNNA
AAAAAAAAAAAAAAAAAAAAANCCTT
>McF0004B22-MGRbd1
GCGTTAACCCGGGCATTATGGCCGGGGATTGAGAACATGGCGGCCTCCTCGGGATCAGCA
AGCGCTCCCGACTCCGATTTAAAAGACCTAAATTCGGTTGGTTCTGACATGGGCAGCTCC
ACCATTCAGTACAGCATGGTTCTGGAGCATCTCATTGGAGACAAAAGGGCCGCGAAGGAC
CTCAACCCCGGCGTGATGGGGGGCCTGCCGGTTCCTGCTAAGAGCGACGAGCAGAAGATG
ATCGAGAGAGGAATGGAGAGCTGCGCCTTCAAGTCTGTGCTGGCCTGTGTGGGAGGGTTT
GTCCTCGGAGGAGCGTTTGGCGTTTTCACAGCTGGCATCGACACCAACGTTGGCTTTGAC
CCCAAAGATCCTTTAAGAACGCCAGCAGCGCGAGAAGTCCTGAAGGACATGGGTCAGAGA
GGGATGTCGTATGCCAAGAACTTTGCCATCGTGGGAGCCATGTTCTCCTGTACAGAATGC
ATCATAGACTCGTTGCTGGGTGTTCCAGCGGGGCCAGTGGTTACGATGCTGCAGCTGAGC
AGCCGTCTGGACCCAGCGTCTCCACGGCACGCGGCTCTCAACCCTCCAGCAGTGGACGCG
TCCTCACCGATGCAGTCCTTGAATGCAGAGGGAAGTCAGTAGTTCAATCAGAGAGGTGGC
CAATGAGTTGGGCGAAATCAAGATCGCCCTGACTGAAATAAACTGCACGATGAGGGAATT
CTTAAATAAATAATATTTTCCACACCTCANAAAANAAAAAAAAAAA
>McF0004C05-MGRbd1
CGGCAANGCCGCAGAAGCGNNNCNACAGACAGCGAGCCCATGCTAACCCAATGGCGCACC
ACACGTTTGAATATCCGGTATGTCCTCAGGAAATGGACTGGTCCAAGCTGTATCCAGACT
TCACGACTGGCAACACGCCTGACAAAGCAACCCCTCGAGTGGAGTTTGCAGACATCGGAT
GTTGATATGGAGGACTTTTGGTGGAATTATCTCCACTCTTCCCTGACAAACTCATCCTGG
GCATGGAGATCCGGGTGAAGGTGTCGGATTATGTGCAGGACAGGATTCGGTCGCTGCGTG
CCTCCAACCCAGGGAGTTATGGGAACATCGCTTGCCTTCGAAGCAATGCCATGAAGTACC
TGCCCAACTTCTTTTTCAAAGGGCAGCTCAGTAAAATGTTCTTCCTCTTCCCTGACCCTC
ACTTTAAAAAGACCAAGCATAAATGGAGGATCATCAGCCCCACTCTGTTAGCAGAGTATG
CCTACACGCTGAGAGTTGGGGGTTTGGTGTACACCATAACAGATGTGGAGGAGGTCCACC
TCTGGATGGTGAAGCACTTCACTGAGCATCCACTGTTTGCACGTGTCACGGAGGAAGAGC
TGGGA
>McF0004C11-MGRbd1
CGTTNAAACCCGGGCATTATGGCCGGGGACTTGAACGCTGCAAAACACAGAGCAGGCCGC
AATACTGATAGTCTGGGTAGTAGGAACAGGAACATCTTCAAGATGTCGGACATGGAGGAT
GATTTTATGTGCGATGACGAGGAGGATTACGACCTGGAATACTCCGAAGACAGTAATTCT
GAGCCTAACGTGGACCTGGAAAACCAGTACTACAACTCCAAAGCTTTGAAGGAGGACGAT
CCCAAAGCAGCTCTCAGCAGTTTCCAGAAGGTATTGGAACTTGAGGGAGAGAAGGGGGAA
TGGGGGTTCAAAGCACTTAAACAGATGATTAAAATCAACTTTAAACTGTTTTTGTATTTT
GAAACGTCACAGACTAACTTTCCAGAGATGATGAACAGATACAAGCAGCTCCTTACATAC
ATAAGAAGTGCTGTCACCAGAAACTATTCAGAGAAGTCTATCAACTCCATTCTGGACTAT
ATATCTACCTCCAAACAGATGGACTTACTACAAGAGTTTTATGAAACCACTCTGGAGGCT
TTGAAAGATGCAAAAAATGACAGATTATGGTTTAAAACCAACACAAAGTTGGGGAAGTTG
TACTTGGAGAGAGAAGAGTATGGAAAGCTCCAGAAGATCTTAAGGCAACTTCACCAATCA
TGTCAGACAGATGATGGAGAGGATGACCTTAAGAAAGGCACACAGTTGTTGGAGATTTAC
GCCTTGGAAATCCAGATGTACACCGCACAGAANAACAACAAGAAACTGAAAGGCCTGTAT
GAACAGTCTCTTCACATTAAATCTGCCATTCCTCACCCACTCATAATGGGGGTCATA
>McF0004C17-MGRbd1
CGTTAACCCGGNCCTTATTTCCGGGCACATAAAAAAGGGGTCTCGCTTCACTAGTCTCTC
CATGACCACCATCAGCCACTGGCTGGCCAATGTCAAGTACCAGCTAAGAAGAACAGGCAG
AACAAAGTTCCTGAAGAACCTGGACTCCGGTCAGCCGACATTCTTCTGCAGTGACTGTGC
CTCACAGATCCGGACCCCGGCGGCTTACGTGTGCCACTTGGAAGCCCACCTGGGGTTCAG
AATCAAGGACCTGGCCAAGCTGTCCCCCAAACAGACTTTCAAAGACTCCACTGCCCTGAG
TGAGAAAGTCCTTCCCCTGGAGTCCCTACTGTCCCCCCAAACAGAGGAGGACTGCAACGG
ATCCGTGTACCGCTGCCAGCTCTGCGTCCGCAAGTTCGCCACCAAGCACGCCATCAAACT
TCACCTCAGCAAGAGCCACGGCAAGTCTCCGGAGGACCATCTGCTGTACGTGTGTGAATT
AGAAAAACATTAAGCTCTTCTAGGCTGTCGACATTCATGAAGACGTCCCTGATAGGACCG
TTCAAAAGAGTCTTTGAATGCAGCCAAACGCACAAAGACGCCACGAACTACTGTTACAAC
ATGTCAGCACAAGCTGTTTACGTCTGTTCGGCCTGAAAGCATTTCTGATTTGTGTATTCC
AAAATGTTTCTTTCACTCCAGAGTATACTGTGTGTCAGCGAGGCTCCGCTGTTGAGAAAT



GGGAGGCGACAGATGTGAATCTTTTGACTCGAAGGTCAGCGTCAACTTGAAATGTATTAA
CTTTATTGTATTTATTTTG
>McF0004C20-MGRbd1
GGCCGCTTAACCCGGGCATTATGGCCGGGACCGCACAGGTAGGTGAGGAGAGATGAGCCC
ACCGGAGAGGTGCTGTCCCTGGTGGGGAAGCTGGAGGGGACCAAGATGGGTGACAAGGCT
CAGAGGACCAGACCTCAGAACCTGGAAGACAGAAGAAACAAGAGACGAAAAAGAGATGAG
GACAGGCATGACATCAACAAAATGAAAGGTTTTACCCTTCTGTCTGAAGGCATTGATGAA
ATGGTGGGCATTGTGTACAAGCCTAAAACCAAAGAAACCAGAGAGACTTATGAAGTGCTG
CTAAGCTTCATCCATGCAGCTCTAGGAGATCAGCCACGTGACATTTTGTGTGGAGCAGCT
GATGAGGTACTAGCGGTACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0004E03-MGRbd1
TTAACCCGGNCCTTATGTCCGGGGAGGTGCCGTCATGGCTGGAGGAGTCGGCGTTCGGCG
CTCACGGTTCCGCCGCCTTCAACCCTTCGGGAAGGACGTTTGCCTCCACGGACTCCAGGA
AGGGTGGTTCTTTCCAGGACAGCAGTGTGAAGACGCAGCCTGCAGCGCCCCCTGCTGCTG
CTGATGAAGATGACTGGGAGTGAAGGCCCCGCCGCGTCAGCTTCCTCCTCCACTGAATGC
CGAAGCGTTCCGATGTTTTTTTTTTTTTTTTTTAAGGCATTTGAACTTGTGTTAAAGTAG
AAACTGGGAGGGTGAGTGTCCGACCGCCCACGTTCAAGTCCGGAAGAAGAGGATCAGAGG
AGCGTTCTCCTGACAGAATGACTATAGAGAAAAGTTGGTATTGTTGTCCTTCAGCGGTTT
TCTCCTAATAATTAAAAGTTTTCAAAAAAAAAAAAATAAAAAAATAAAAAAAACAT
>McF0004E14-MGRbd1
CGGCCGTTTAAACCGGGCATTATGGCCGGGGCTTTTCTCTCGGCTCCCGCCCCGCTCCGC
CATCATGAAGCCCTGAACAAAAAAAAAAAACGCCCGAGAGTCGATTAAAATGGGGATGAC
CCGACCCAGCGATGAAACCCACTAACGGCAATCGCGAAATGACACGGCGGAGCGGAGCGG
CGGGATTGAATGAACGGGTTCTGCGCTGAAACCGTCGCAGGCGGCTCCTGGCGTTACGTT
ATTCGGGCTAGCAGCGCCGCTAACAGCAGCAGCAGCCAGCAGAGTTAGCCGTTGATTTTT
CTCCTGCGGACAGCTCTGCGCTTTCAGCTGGCAGGCGTCAGTCAGCCCGCTGTCAGCTAG
TCTGGGTGGCCGGTCCTCCGCTTGTGCCTTGTCAGGCAGCAAAGGGGAGCCAGCCGACTG
GGAGCATCAGGATGGCGAGGAATTCTAGTCAAAAAAAAAAAAAAAAAAAAAAAAAAAACC
TT
>McF0004F09-MGRbd1
GTGCCGGCCGNTTAACCCGGGCATTATGGCCGGGGGAGTTTGTTTTGACCAAAGCTGACA
CTCAGCTGAGTGAGGAGGAGAAAAAGGCCTATGAAGAATATGAGAAAAACGTGAAAGACC
TTAGCCAGAAGAAAGAGAAGTACAGAAATTCTTTGGAGAGTGAAGTAAGAAAACTGATGA
AATCCACTAAAGAGGGAACAGAAGGCTTTGATCAAGCTCTGTGTGAGCTGTTGAAGAAGA
GGGTCAAATGCACAATAGCTATAAAGCAGGAGGAACTCAAGATGGCCTACCTTGTTGATT
CAGTGCTAGAGGACGAAGCAATGAGGAATCGAGAGCTGGAGCTCATGAGTAAACGAGAGG
AGATGCTGGCTCACAAGGTTGAAACTGGGGAGGAGGTGAAAACACACCAGGATGAAGTGC
AGCGGTTTCAGGAGATGTATGACAGCCTTGTGACGGAGGACAAAGACCTCGACAAAGATT
TTAGAAAGAACTTTTGCAATGTTCCAAACAACCTGGTCGATCAGCTCTACAAACTGTTCA
AACGTAGGCCCAGGGGCCAAAGAGTAAAGACTCCGAGCCAAACCCCCGATGTCCTCAACC
AAATGCTCAAAGCCATGGATGAACTTGATGAGCCAGAAAAAATGCCATTTGGCTTAAACC
CGTCTGTGTGGCAAAGATTTTGTCTTGTTCGCAGAAGCAAAGTAGAGAGTGAGCAAAAGG
TTAAAACACAGGCTTTAATTCTTGCTGAGATGCAGGCTTTTCTGCAAAAGAGGAGAGATG
AGGACAACGCTTTCCAGGGAGAAATA
>McF0004F11-MGRbd1
TCTGGGAGCGCGCGTTAACCCGGGCATTATGGCCGGGGGCTTCCAAGTTATCGCGAAGGC
GGCTTCAATTGGTTGCGGAGTCATGAAAGTGTTTGTAAACAACTCAGTCAGAACGTAATT
TAGATGCTACCTCACTATAATATTTCTACCTGCTAACTCTTCAATGTGTATCAAACTGGA
TTCCAACCAAGACACATCTTTGACGTTTAAATCATCCTCAAAAGTGTCCCTCACTCTGGG
ATACGAAAGATGTTTGAACTCGCTGTCTTTCAATAACTTCAAGTCATCTGGATGAAACAA
CTGTAACATGAGGGATTGACTTTTAACTGCCCAAAAACAGAAACACTTCTGCTACAAAGC
TTCCAGACCTTTTTTGTGTCTGTCTACACGCACCAACTCAATAAAAAAAAAAAAGAATAA
TATAAAAAATACAT
>McF0004F14-MGRbd1
TAAACCCGGGCATTATGGCCGGGGACTTTGAACCAGACCCTTCTGATAGCCTGTTCGAAA
CGGATAGCCTCGATAGATGTATAGAGAACCAAAACCAAACCAAGATGCTGTCTGCCAGAT
CCTTGACCTCGGATTTCAGTCAAGAAAAGCCTTCATTGAAAGTGATGTCCTAAAAGAAGA
TGATAGACCTACAAAGATTCTGGAGGCATATCCATGTTTCAAGGAGCTTCATCATGATAT
GGGAAACGGCAAATTCAGATGTCAAGTACAGGACAGATGGGAAGACTTCTGCTCACTAGT
GCAGTTTTACAGAGTTTGGAAAAAAGTGTTGAAGCCTCCCATGAACTTAAGTGGAGTTGA
ACACAACGTTGCACTCTTCAGAGCACTCCCAACGCTTTTCCCATCTCCAACTTCACCCCT
TAAGAAACTGGCACATGCTAGTGAAGCATTGCTGCATGTTCTAGAGCCAACAGATGATCC
TGCCAAATACCTGGAGAAGAGATCTTTCTCCAGCCCGGTGTTGCTCTTTGATGGGTCCTG
CTGTCTCGTGGCAAGTGGAGCAACTCCCATCACCACCTTTGCCAAAGAAGATCTTGGCCA



TAGGTTGTTTTATCTGTTGGCTTACCACTACACCTTCCATCTTACCCATCCCAAGTTTGT
GGCAACCCTACTTTGTCAGTCAGACAGAAATATTGAAGGACAATATTCACGAGCGGGACA
CCACAAGTTCATAAAAAAAGTTTTGGCAGAGTGAAACGTTTTTACTGAGTGGTAGAGCTC
TCACGG
>McF0004F15-MGRbd1
ATTATGGGCGGGGCATCGTCTCACTTCCCCAGGTCTTCCAGACACGTTGAGCCACAGAAG
CCCAAATGTGCACTGAACATCGTCTGAAAACGCACAGCGGGAGCTGCTCACCATGGAGCT
AAACGGATCAGTGGAGGCACCCAAGGAGAACCCAGCACCTCGCCGGAGCCTCAGCACCAG
CCCGGGGCTTCAGTACGGCGCTCTTGTTAACAGTGTTACTTCACTCACAACACCTGAGTC
CCAGAATCCACCTATTTCAAACAGACAGGCCTATGTGACCATGGCTGTTCTTTGCTACAT
CAACCTACTCAACTACATGGAGCGGTACACAATAGCAGGTGTTCTTTTGAACATCCAAAC
TTTCTTTAAAATAAGGGACAGCACAGCAGCACTTCTGCAAACAGTTTTTATCTGCAGTTT
CTTACTCCTGGCACCTCTCTTCGGTTACCTTGGTGATCGCTACAACCGCAAATTCATCAT
GATCGGTGGTTTGTGTGTGTGGCTCCTGACTGCAGCTGCCAGCTCTTTTGTCACAGAGTC
GTATTTCTGGCTCCTGGCTCTGCTGAGGGGTTTGGTTGGCATTGGCGAGGCCAGCTACTC
TACTATTGCTCCCACAATCATAGGAGACCTCTTTACTGGGGGTAAGCG
>McF0004G11-MGRbd1
GCGGCGTTAACCCGGGCCTTATGGCCGGGGGAAAAACACATGCAGGAGTGCAGTCCTCAA
GGGTTGGATTTGCCTGGTTTATTCTGCTTTTGGATGCAGGTTTTTTTTAGTCTCAGTTCC
ATCCCAGGTGGCGCCGTCTGCCTAATTTTCACTTCAAACATGCTACAGGCTCAGCTCGCT
GCTGCAAAGTCCACTTCCTGTCCTGTTTAACAGCTCATGAGCTTCATGCTCTCCACGCGT
CTCCCCAGCACCACCACAACGACAGGCACCAGGAGAACAACTCTGAGCGTGTCACTCCAC
CCGTCTGAGAGCGCTGCCGCCTGCAGGAGAAAGACCAAACGCTCCTCCTAGATGATGTTT
TCCTTCCGTTTCATTGGCACTGATGCATCAGTCCACACACATGCCGACCGGTGTGCCCAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0004G18-MGRbd1
GATCTTTTGATGTTGTTCATAGAGTCTCAGGCCTGACGTGGGAGAGCGTCTCCCCCTGCT
ATCGATGGATGGCCCCCTTCATGGACACGCTTCAATCTGAGCCCACAGCCCAGCTCAAAA
ATTTCCCTAAGGTCAAAGCCGACGACAAACACAACATCCAGACGCACGTGGCTTATCTGG
ACCTACTGAGAAAAGCTCAGGAGCGTCAGATCGACAGCCACGACTTTCAGATGTCGCCTG
TTGCTACGGCAGCCACCTTGACTCCTCCCAGCAGTACAGAGAAACCCACCAGTGTCTGAG
GAGCGAGTAACCATAAAGTCCAGCTACCTCTCTGCTGTCCAACGGGGCGCCATCGCTGAC
TTCCTGGGATGCATCGCTGTGGATGGCGCTTTTTTGTTTTCATTTTTTTGCTTCCCTTTT
GTTTTTTGTTTTGTTTTTTCCTCATGAACACTAAGTTCAGGTTTCTGGGACCAAAGAAGG
TTGCCAGACTATGAATCTTTTGCAGAAATTGCAGTTTACAGTCAGATTGGCCAATTTTAT
TCAAAATGTTCTTATTTTAATTGAGTGTTGATTTAGGTTTTTACCACCATCAGTTTTACT
TGTTTCTGGAGGAAGAGGTGAAGGCGGTAAATGTGGCTTTTAAGTATAAATATGAATTTC
TGCTGGTTGATCATATTGTCTCAGAACTTCACTGGTCATCTGCCAACATTGATTCTTCGG
TGCTT
>McF0004H03-MGRbd1
GTAGCGCCCGTTAACCCGGNCATTATGGCCGGGAATATAAAAGTGTGTTCCCCCATTTTT
TAGGTCTCAGTAGTCCACAAAATGCTCGAAATGCGTGTTGAATAATGAAGTGGCTTTCTG
CGGTTTTAGAAAAATAGGTTCTGTTGTATTTGTCGGGTGTATTTCCTGTTAACCCCTAGC
ATTTACTGTATGTTGCAGACAGACGGACCTCTTGCACTATACCATTTGAGATTAATAATC
CCACTACCCACCCCATCCCATGTTTTGCACATCCCATGCCCCAATACCGATCCCTTCTGT
AACACAAACGTCTCTTTGGTGCAATAGAAAGCCAGATGATTGATCATTTTGTAAAAAATG
ATTTGATTGCTGACAGACGAATGGATGTACACAATGGCCTGGGATGTTACTGTACTTCTT
TTTTTGTAATGAAGTCATTCTGGGTTTAAAAAAAAATCTGTTTTAAAAATCAGTTTTCTC
ATCCGCTTTTCTTTCCTTAAAAAAAAAACTAATTTTGATTGAAGCATTATTCTTATGTTA
GCATTATTAAAGTTTTATGTTCTGTTTTTTTTATACCCTGTACTGGGGCTTTGTTAGATC
CACTGCTGTTGCTTATCAGTTGTGTCGTAGCTGAGGCCGGACATTTAACTAATTCAACGC
TAATCTTGGATCTATATGCTACTTTTTTGCTCTGATAGATCCCAAATGTCTGGCTTTGT
>McF0004H05-MGRbd1
GCGCGCTAAACCCGGGCATTATGGCCGGGGGGCGGATGTTGTTGTTAGCTTCGGTGGAGG
ATGTCTGAACTTTTCCCGCACACACTGAGATGATTCAAATGTTTGCCTCTGCACAGTGAT
GAGACCCGCCTGCTCAGGATGGAGGGGGACAGGAAGTGCATCCTCTGTGAAATCGTCTGC
GTTTCCAAGCAGGAAATGGACGAGCACATAAGGAGCATGCTTCACCACCGGGAGCTGGAG
AAGCTGAAGGGCCGGGACTGCGGACACGAGTGCAGAGTGTGCGGCGTGACAGTGGTAAGC
CTGACCGAATACGCCAGCCACATTTCCAGTTCCTGGCACAAACAGAACGTGGACAAGAGT
CCTGGGGGGGGCGAGCTCAGCCAGGAGAACTTTGACCAGGCTCTGGTGGACCTGATCCAG
AAGAGGAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0004H21-MGRbd1
CGTTAACCCGGGCATTATGGCCGGGGACGTCGACCCAGACGTCGTTGGACTTTGCAGACG
GCTGCAACGGACCGGCGGGGAAGTTTACCACGATTCTCCACGTCACTGTGATTCCCTGAG



GTGAGTCCCGTATATTGTTCCTGCAGGTCATTCTATCTGATCGACAAACGTCACCAAATA
TGGAAAAGTTAAGCAAAGTAAAGCGCAGGGTCGAAATGAACGGATACCAGGACCGTGCTA
TGCTGCGCTTGCTAACCCCAGCACGCCCCCCATCACGCTTTTGGTACAGTCCAAAGTCCG
TCCAGTTCTGAACTTGATTAATTGTTTGTAGTTTTTAACTCTTTATTTAACGCAGATAGA
GTGATTAGACATATTTATGCATGTTTTAAAATAATTCGGCACATAAACTTTGCGTCTTTT
AAGGCCCCTATTTGGATTATTCTTTATTTAGTTACATAATGTAACGATGGTGGAAAAAAG
CCAGACTTTTGTGATCCAAGAAGTTTTTTTTAAATTCATAATTCAATGTATTATGCAATC
GTCAATTGACAATTCAATTTGCAATTTGATCATACAATTTGAAAATGCATTTTTCAATTG
ACAATTATATATACAATTCAGGCCTGGAATATGAAACTACAATTTGTAATTTAGGATTCA
ACATTAAAATGTACAATTCAGCATGACAATTTAAAAAAGAAAATATTAAATAAAAACAAA
ATCATTTGTCTTTTAAATTGTCATGGATTTTTGATGTCATAATTTAAATGACCATGCGTT
TTGCAATT
>McF0004H23-MGRbd1
AACCCGGGCATTATGGCCGGGGGGGGGCGCTGGCGCCTGGAAATGCTCTTCAGCTGCTGT
GGAAGGGAAACATCACCTTGCACGTCTATTGGCGGACGGATCAATGATGAGCAAAGGGAA
AGTTTTCCCGGCTCCGGAACGCTGGATGGAGTGGATCATTGGGAAGAACATTCCCGTGGG
CTCAGCGTACGCTCTGGACAGGGTGACCTTCATAGACGTGCCGTTATCACAGCTTCTGAT
GAACATGGAGGTTGAGGAAAACACGCCACACTTGCGCCTGGAAG
>McF0004I03-MGRbd1
GCGCGNTAAACCCGGGCATTATGGCCGGGGGGTGCCCCTCGCTACCAACTCCACAGACAT
CGTGTTTGATTCGCACTTCGAAGGCAATAACCTGGAGAGCCAGGTCGTGTTTGGTCACCT
GGAGAGCACGCTGGCGGTCCGCTGCCTAGCCAGGAATGAAATGGCCACTGTCAGCAGGGA
GGTCAAACTGGTGTCTAGCGGCCCCCACCCTGAGCTGACTGTGGCTGCTGCCGTACTGGT
GCTCCTGGTCATTGTCATCATCTCACTCATTGTCTTGGTTGTCATCTGGAAACAGAAGCC
ACGATATGAGATCCGCTGGAGGGTCATAGAGTCTGTTAGTCCAGACGGCCACGAATACAT
CTATGTGGACCCCATGCAGCTTCCCTACGACTCTAGATGGGAGTTTCCCCGTGACAGACT
TGTGCTTGGTCGTGTCCTGGGCTCTGGAGCATTTGGGAAGGTGGTTGAAGGAACTGCCTA
TGGACTCAGTCGCTCTCAACCAGTCATGAAAGTGGCTGTAAAAATGTTAAAACCCACAGC
CCGCTCCAGCGAGAAACAGGCCCTCATGTCAGAACTGAAGATCATGACTCATCTCGGACC
CCACCTCAACATTGTGAACCTTCTGGGAGCATGCACCAAGTCAGGCCCTATTTACATTAT
CACGGAGTACTGCTTCTACGGAGATCTGGTCAACTACCTGCACAAGAACAGGGAGAACTT
CCTCAGCCTGAGCCCGA
>McF0004I05-MGRbd1
GGGATCCGCCCGCAGAAAACCCCAAAAACGGTCCTAAAAAAGCTGAGGACAGCAGACCCC
CCAAGCATGTGACAAATGGTGGTCCTTTGAGTCTTCAGAAGATTAAAGGTGATGCAGAAA
CTCGAGGTCGGCCGGAGCAGGAACCTGTGAGCAAATCTCATCCCGCTTTTCCAGCAAACG
GGACTCCACCGCAGCAAGCCAAGGGGAAAAATAAGAAAAACAAAAACAAGGGAGAGAAAT
CCAGATGATGTTTTTCTCCCAAAAGATGTTGATCCCACCGAAATGGATGAAACTGATAGA
GAAGTGGAGTACTTTAAAAGGTTTTGCCTCGATTCTGCTAAGCAGACCCGCCAGAAGGTA
GCAGTGAACTGGTCAAACTTCAGCCTGAAAAAGGTTCCCAGCAGCGGAGCGCAATAGCTT
GAACGAGTGCCAGAAAAAAACTCTTTCAGTGCAGCCCTGTTTGGTCTGAGGCCTTCCCAG
TTTTTGTTCTCCTCCTTACAAAAGCCAAGGGACCCTGGTTTGACATTCTACTCTCCATTC
AGACGACTGACATGACTTATGGCTCACGAGCCGGACAGCGTTCTCAAGGCCAACTATACC
TTTTGCTATTACTGCAATGTTCACTGTTCAATGAGACTTGCAACAATCTGTTGAATCAAC
TGCATCCGTGTGCTTACATATGTAGTATGTAAACAATTACCATACATGAAATAAATGGTT
TTTATCCCAAAAAAAA
>McF0004I10-MGRbd1
GGTACCGGCCGCTTAACCCGGNCATTATGGCCGGGGGGGGGGGGGGGGGCCTATTTCATT
CCGGAACTATTGGGGGGGGGCCACTTGCAAATAACTTCTTCCCCCCAAGGGGATTGGAAA
ATGAACCTTCCCCCCCCAAATACCCTTTTTAAAAAATTTTAAAAGGAAAAGGGTAATCGG
GGACCACTTGGAAAATTTCCCCCTTTTTTTTTTTTTGAACTTGTAAAAAAAAATTCAAAA
TTTTGGGGGATAAAACCCCGGTTTTTGGATTAATTTGGGCAGGGGAGCCACTTTTTCCCC
GGGGGGGCTTTTTCCAAGTCAAAAAAAAAATTTTAAAAAAAAGGCCTTGGGGTTTTTGGT
TTTTTAC
>McF0004I16-MGRbd1
GATCTGGGTCCGCGCGTTAACCCGGGCATTATGGCCGGGCAATCTATACAGCAAACAACT
ATCTACCTCAGTGTTTTGGTGAAATTCTGTTATACTGCAAGCTCTTTGCACTGCCGGTCT
GTTTGCACTCGTTGTGCCGGCACGCCTTTGCTTTTATCATGTAACTAATGTAAATGTTTT
TTCTAACTCCTTCAATGAGTTTGGAGTCAATTTCCATGGAATACCTACTGTGAGGGGCAG
TGATTTTCTAATTTAAAAATGTAATTTTTTGTTTCATTCGACTCATCTTTTATTTGATGG
CTCAGACAAAGAAGAACAAGTAGGTTTTGGCAAATGTTTTCCTTTTAATGTTTTGTTTTT
GATCATTTAACCTTGTTAACAGACTCCCCTTTAACTGCAAATTTAAAAAGATCCAAAAAA
CCTTTTATTACTTGAACACACCTCAATCCAATTTTGTTTGGATCTGATGGTGTGAGGGAT
TCTAGCTGACAGAATGTATTGTAACGCCAGAACTGAACCACTACTGCCTAAAGCAACATG



TTATGCATTTGCACTAATATTTTTTGTACTTTATTGTGTAAAGAAAACTGCCTTAAAATG
TCCTTTTCTTTATGAGTGAATATTTGGCAAATTATGTTGCAAGTGTCTCTAGAAACTAAA
CTGTTATGAGGAACTCGCCTCATGTTTTTGTTTTTTATACAGCTCATGTCATGTTCGCAA
GTTCCAACCTTTTTTAGAGTTTACAATAAAACACGGCTTGTTTTAGAA
>McF0004I17-MGRbd1
CGTTAACCCGGGCATTATTGCCGGGGCGGTTCTGAGTCAGGGCTCTGGTAGAAGCATTTA
TGTGTGTTTTTTCCCGTTTTAAATCGATATTCAGAGCGTTACTATGGTAGTTGCTGACCC
AAACACTTTGACAATGTTTCGGGTCAAAGGGTCTTTAGAGTTAAGATGTCATCTGGACAG
CACAGAGGCATCTCACATTCAGAAGGTTTTGTCAAGAGCTTTTGAGAGCCTTCGCACTCA
GATGAAATCAGAGTCCTGTGTCTTTACAGTCTGCGACACTCCTGTCATCATTTGGCCAAA
TAAAGGTGTTTTTGAAGACATAAGTCCAGACTCACCATGCGGTGATGTACTTCAAAGGAT
ACAGTCAGATGAACCAGAAAGTGGTGGCAAGAGAGCAACAAAAAAGAAAAGCGGATAAAA
AAAATGAAAAAAAAAAAAAAACCTT
>McF0004I21-MGRbd1
GCGGCCGNTTAACCCGGGCATTATGGCCGGGCAACCCTCCTTTTTTGTTAATAACAGATC
CTTTTTAAGTGCTTCTATGGTTTATAGCTCATTGAAATCACATGTGTGTCTATTACCTAC
ATATGAAAACCATCATGAGCCCAGTCTATGTGGAAGTATCCTTTTCTGTTTTAGATTCTA
CTGCCAGTAGAACAAGATGTAACCGAGATGCTGCTTTTATTTTGAAGGATGACGATGCTG
AATAAGTATGGCTTTGCTTTGCTGGTTGAACAGTTACAACAAAGCAAAACCATGGGAATG
CTCACAGATGTATTTATACAGCTGCATGGATTAACGGCAGTGGGAGGATTTTTAGACTGT
GATTTGGGGACAGAATGAAATTAAAATTTTGTTCTGAAACCTTTATCCCTTATTCTCAAG
CACTTGGCCACATGTTATATTTAAAAAATAGTCAATCTAAAATAATTCTTAATAAATAAA
GTTTGAAATGCTANAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0004K04-MGRbd1
GTNAAACCCGGGCATTATGGCCGGGAATCCCAAAAAGCAAATGTTAAAAGGTGTGCAGTA
GAAGATGTGGAGCAGCAACACTATGCTGAAGGACAGAGACCAGAGACTGTTTTGTGGAAA
AATGGGGAGTTATTTGAGTGTGGATTATTAATTTTACCAGTTTATCAATGTCAACAGCTA
CACAGCTGATGGAGTCAAATTAGGAGCCCCATAATCCTCTATTGCTGCACTTTACACCCT
CTAAGGGTCATAACTCAGCGATGCATTAGGATGTTTCTGAGTCATTATGACTTAAACTTC
TTGAGCGTTACCCTTATTTATCTGTTTTGAAGGTGGTTCTGCCTGCATTTCCGATGGCAG
TTTTCCAAATGTACGCAAACACAAATTAAAAAAACTCTTCTTCCTGTAGTTATCAGTTGG
CTGAGTAATTTTCTGAAACTATGATTTAATTGTCTTGAGACAGCTTGGTACACAAACGTT
AAGTGCTCTGGTTCATCGTGCTTATTTCCATTTCTCTTTATTTAGATACATATATGGAAC
TGAGCGACATGGTTTCCAAAACTGAATGTAAACTCAAATGTGCCTCTCATTGGATGTGGT
TGTTTTTTATGTAATCAAAGCTGGTGTTGGAGTGCCTTTTGTGTGTTAATGTATCAGCTC
TGCCTTAAAACTGTCTTAGACGTTTTGTGACGGCTAAATGGTCAAAAAATCCCTTAGGTT
CAAGTAAAGCCATTTAAGGGATGAATGTATAAACTCCCAGCAGGTGAAAAGGGTCCAGTT
CTGAGCATGTGTAGGTTCAGAAATGATGCTGCTTTATT
>McF0004K09-MGRbd1
AACCCGGGCCTTTTTTGCCGGGGGAAGACGTTGAAAACATTTCCGACAGCATGTGAAGCC
TCCATCGTGTTAGCCCACGCTGCTCGATAGTCATTATTTGGGCTCTTTGTCCGTGGATAT
CGCGTGTCTCAGAACTGCAAACTGCTCCTAAAAGAAGACCAGGGCTGGAGGTTTCCAGCA
GCTCGCTTCCCGGCTCCCCGTTTCCCCGTAAAAGCTTCCCTGTTGCTGTTTAATCCACTG
ACTCTTGACATGGGGAGTAAAATGTCCTCCAGCGGAGGAAGCAGTGAGCAAAATACAAAC
TCTGACTTAACTTCTGCGGCACTCCTCCCTCGCAGTTCCTTGCCTGACTCCTCGGAACCC
AAGCAGATTCCTAAAAACTGCGGTGAGGAAGACCTGGATGAGGAAGATAAAATGGGAGCC
AAAGATCTGAATGAAACCCCTAATGAACCAAACTCTGATGAGCACATTAACTCTGAAACT
CTCGGCAGAGCTGATCATCAGCAGAACGAGAATGGGCCGGCAATGACGGACTCAAACCCC
CAGGAGAATTCAGCGACCGGCGGCGATGACAGACCCGTGCAGGTCAGCAGGAAGCGTGGG
AGGTCGCGCAGAAGAAAGCTGCTGGTTAAGCGCAAGAAAAGGGCTTTTGACGCAACAATT
CCTTTACCAGATAGTTTGATCAACCACAGTGCTGACGCTATGCAGAATTCTGTTGAGGAC
CACAGTAGTTCACCTCAGACAGACCCTCCAGACTCTGGCCGAAATGATAAGACAGACTTC
TCGTTAGGGAAAAAACCA
>McF0004K13-MGRbd1
GGGTAGCGGCGTTAACCCGGGCATTATGGCCGGGGAAAAACTAAATTANCACAACCAACT
GTTCTCGTGCTTGGATTTTTTGCTTTTTTAGTTTGGATAATTTGGGATAATGGAGTAATT
AGAGAGGATGGCACAGATTTGTCAGACAATTGATGAGCCAAACAGACTGAGAGAGGAGCT
GAGCCTCATGCTGGTTGGTGATGGAGCAGTGGGGAAGACAACCATGATAATCAGCTACAT
CTTTAATGGCTTCAACAGCGAGTACAAGCAAACAGCATTTGATGTTTTCACTGGTCTAAT
TCATGTGAATGGAGTCCCTGTCCGTTTGAAACTAATCGATTCTGCTGGACAGGATGGTTT
TGGCCACCTTCGCTCTCTGTGCTTTCCCCATGTGGATGTTTTCATCCTCTGCTTCAGCCT
GGTCAACCCACGCTCCTTTGCCAACATTTCCTCCAAATGGATCCCACAGATCCGCGCAGC
CAACAGGACTTCTCCCGTTGTTTTGGTGGGAAGCCAGTCAGACCTCTGTCACAACGTGGG
CATCCTCATTCATCTAAACCACCAGAGAACCAGACCAGTGAGCTTTGAGAAAGCCAAAAG



ACTTGCTCACAGAATCAGAGCTCACAGCTTCCTCGAGTGTTCAGCTNTAACTCAGCATAA
CCTCAAAGATGTGTTTGATCATGCTGTATATGCTGCCATTGAACACAAAGACTCCAAATC
AAGAAAGTTCACCCTGGTTAGACGTTTGAAGTCTTTTTTGTACAGTT
>McF0004K17-MGRbd1
GTTTAAACCCGGGCCTTATTGCCGGGTGATTTCAAAATAAGAGGCAAAAGAAAGATCAGC
TGAGAGGATGAAAAATGGTCCCTGATCTTAATCTCCACTGAAAAAACAGTTTTTTTTCTT
TCTCTCTGTTTTGTGTTTTTGTAACATCAGAAAAGGTGGAATTTGTTGCTACACAGCAAA
GTCCTCCGTGTCACATCTTCAGTCAAACTGATCCGACTCTTTCAGAGTTATTACAACAAC
AGCAAGTGAAAAAGACTTGTTTGCTCTTTTTTGTCTCCAGGAAGTCATTATCAGATATCA
AAATAAAAGTTCTCTTTTCAGAGTTTTTGCATAGGAACCATCAACTGTTGGTTGTTGAGT
CTCCACAGGCTGTTCATGACAACTTCTGCTTATACAATCTTTAACTAGAAGTTGTAAGAA
TTCCATGATAAAAGTATGAAGAATGGAGTTTGTATCAATTGGTTTGAGGTTCAAAGCTCC
ACATTACATTTGCCAAGTGTCAGTATTAATGCTCGGAGTTAAAATGACTCTGTGGGGCTT
ATTCAACACTTTTCATTAGGGGGGTGTTTTGGCAAGAGTCTGGCGATACGATAAGTATCC
CAATACGATACAGGAACACTTGTTTTTTTTTTTCTTAAGTATGACTTAGAAAACTCTACC
TGAATTTCAATACGTCTTT
>McF0004K18-MGRbd1
GGGATCGCGCGTNTAACCCGGGCCTTATGGCCGGGGGTGTTTTCCAGCTGGTCCAACTCA
GGAGCAGGAGTGGGGACTGCAAGAAGATACCTCTGCACTTTTTTTTTTGTTGTTACACCA
TTTCATTTGCAATCAAGGCCGTTTGGTTTCCAGATGTCATTTTCCTGCAGCTCTGTGGCA
GATTTGTCCCTTTCAGACTCAGACAGCAATTTCTTCTGCTATCCTCCGGAGGAGACCTTG
GCTGCAGAGGTCGTGGCCCTCATCACAGAGAGCCTCCACAACGCATCACCCCTCCTGTGC
TGCTCCAAACTCCTCATACCTGAAAATCTCATGCAAATCATCAGTGAAGAACTGCTGCAC
TTAGCTGTCAATGAACCCTGTGGCCTGAGGGGGGCGCTGATTGAGCTGTGTGTGGACAGG
GGAGACCAGGGATCACTGTGCGAGGTGGATAGAATTGCAGTGGATCCCACCCTGGTTCCA
ACCTTCCATGTGACTTTGGTGTTGAGGCTGGAGTCCAGCGGACTTTGGCCCAAAGTTCAG
AAGCTCTTCAGGAGCGGGAAGCCTCGGGGATCACCGCGGCCCCACAGCCCCCTGAGGCTG
AAATCCAGCTTCAGGGCCATCAGGAGGAAGCTGTACTCTTCAGGGGAGCTGCTGATCGAG
GAATGCTGCTGAGGATCACAGGGCTGCCTGATCAGATGAACATCACCACCATACAATGAA
ATGCACTGACAAGATGAATTAACAGTCTCACGTTCGTTTAACAAGAGGTTAATGGAGACG
TTT
>McF0004K22-MGRbd1
GGAGACGAGTGAGAACTCACACAGTAGGTCTTGAAGGAAGAAACACGCCTAGAGGTAACT
GTTTAACACTATTTTTTTTTACTATTATCATGATTTTTATTTTAATTAAATGTAACAAAA
ACCAGCAGTGTGTCTGAAGCTGGAAAAATTGCCCGTCTGAAGCAGCTTTAAACTGGAACT
GTTTGCGTTGTGGGAATGGGTTCCCTTCCTCGGTATTCCAAATGGAGAATAAAGGGAGCG
ACGAGGTGGAAAAACTGAAGACTAAGTTCTGTTCAGTGTGGAACAATGTGAAGTACAGTT
GGGCTCTGAAATCAAAGACTTTATTCAGTAGAAATTCTCCGGTGCTGCTACTTGGAAGGT
GCTACCACTTTAAGGCTGACGATTTAGGTGTGGACTCATTTTGGACAATTATATAGAAAA
CAAGGATGTTACTCAATGCTGAGACTGTCTTTTTCAAGAATTCAACTGCTGCCCAGAATG
ATGGCAGTGCAGATGAAGCTAGTTGCAGAGAACCAGAGGAAGGCTTCAGCATGGGGAATG
TGGAGGCTTTCCGGAAAGACTTCACCTCGCGTGTGTGGCTGACCTACAGGGAAGAGTTCC
CCCCGCTGCCGGGCAGCACTCTGACCACTGACTGTGGGTGGGGCTGTTTGCTGAGGGCCG
GTCAGATGATGCTGGCTCAGGCTCTTGTTCTGCACTTCCTAGGCAGAGACTGGACCTGGT
CCGAGGCGCTGA
>McF0004K23-MGRbd1
TCTTTATTTGTACAGCATCACTTCTCAGTCTTTGCTTTACAATGAGAGATGAAAAGTTGT
CAGTCTCTGCTCTTGTGTGCTCAGTAACTGCTCCTTCTCCTTGAATTAGACTCTCTGTTT
GTAGAATGGCTTCATTTTAATCCTTCTCTTCAAATGCTTCTCTTCTTCTTGTCTCTTGCC
GTATATTTTCAAGAGGCAGAGATCTCAATGTGAAGCCCTTCAACTTTGGCACAGAGTGCT
TTCATAGCCAAATGTTTGAGTTTTTTCCATTCAAAATGATCTATCTTTATAAGCCCTGAA
ACATGTATTTTGTATAAATACATCACCCAGTGGGTTCTGCTTTCCTGACCGCCTTTCGGA
CCCTCCGCTCCTCTCTGTCTGCTAGAGGAGCTTCATTTCAACATCCCGTTATGTGCGCGA
TTGGATTTCTGCGGAGCCCTTTAGAGCCGGCTGGCTAAGCTGCTCAACCAGCTTTGAATT
AAGCAGCTCTAGAAGATGCATCTGTGATGGGGCACTACAGGCTTTGATGGACAATGCTGT
GACGTTTAAAATAAGACCTGACAGTCTGTCAAATCGAGGAGCCAGTTTCTATTCTGATTG
TTTTACCAAAGAGATCTTGATTATTTGGAGCAGATTGTAGTAAATAAAAGTCCTTAGTGG
TATCGGGGT
>McF0004L01-MGRbd1
GCGCCCGNTAAACCCGGGCATTATGGCCGGGAGCAGTGGTATCAACGCAGAGTGCCCATT
ATGGCCGGGGGAAAGAGGCCGGGAATTATTGAGACATCCTGCTGCCTTAGAAACAGCACA
TATTTCCTCTTCCAGAGTGGCTTCGTACTTGAAAGCTATTCAAGTCTTTGGATCAAAGTG
TCAAGCCGGATGACTTTGCTGAGATGGAGTCTGTATGGCTGCTCACTCATGCCTGGAACA
TAGGGATACTGCTGTATAATTTGACTCAATACGCAGAAGCTGAGAAGTGGTTTGGTCTTG



CAATGAAATTCGTCCAGTATCTGGGATCCCTGCAAGAGAGCTACGCTAAACAGATGTCTG
GTCGCTACAGTGATGTCCTGGACAGACTGGACACAGCAAAGAGAAGCTGTTACTGAAGCA
AAGACCAGCAGGTCAGCTGTTCTGTCCGTCCTCTGCTCTCAGCTTGTTGCAGTTCAACTG
TTGCAGTGAACGGATCAGATGTTTTAGTCGGTGGTGGTTCGACTGTTGTCTATATGGTTC
ATTTGCCCTCTTATTAATTGATGTAAAAATGCAAACAAATTCCTTTAGAAAGAGAGTTCT
CGTCAAATCCAAAGACCTTCTGAAGAAAAATAAAACACATCANANA
>McF0004L12-MGRbd1
CCGTTAACCCGGGCCTTATGGCCGGGGAGAAGGGGGAATGTCGGTTTGTGAATGATCTGC
GTCTGAGGCGGCGGGGAGAGTTTTCGTGATGGCAGTGAATCCGGTCTGGGCAAGTCGACG
CTCATCAACTCGTTGTTCCTAACAGACCTTTACTCGGCAGAATATCCCGGACCTTCACAT
CGAATCAAAAAGACTGTACAGGTGGAGCAGTCCAAAGTGCTAATAAAAGAGGGCGGAGTC
CAGCTGCTTCTAACAATAGTTGACACCCCAGGATTCGGAGATGCCGTCGACAACAGCAAC
TGCTGGCAACCGGTCATCGACCACATAGACAGCAAGTTTGAAGATTATCTGAACGCAGAG
TCGCGGGTCAACCGACGACAGATGCCCGACAGCCGGATCCACTGCTGTCTGTACTTCATC
GCTCCGTCAGGACACGGCCTGAAGCCGCTGGACATCGAGTTCATGAAACGGCTGCATGAG
AAAGTCAATGTCATCCCGCTGATTGCCAAAGCAGACACCCTCACCCCAGAGGAATGCCAG
CAGTTCAAGAAGCAGATCATGCGGGAAATCCAGGAGCACAAAATTAAGATCTACGAATTT
CCGGAGACGGACGACGAGGAGGAGAACCGGCTCGTGAAAAAAATCAAAGACAAGCTCCCG
CTGGCTGTTGTTGGAAGTAACACCATCATCGAAGTGAACAGCAAGAGAGTCCGAGGAAGA
CAATACCCCTGCGGGGTTGCAGAAGTGGAGAACAGCGACCATTGTGACTTCACCATCCTC
AGGGACATGCTCATCAGAACTCATATGCAGGA
>McF0004M02-MGRbd1
GCGGCCGCTTAACCCGGNCATTATGGCCGGGGAGTTTTAGTGGTGATACTCTCCCCCACC
CCCTCTGCTCATGCAGGAGGCATTACAGACGAACTAATGATCTTATCAAGGGTTCAGGTC
TTTCCGTCATACCGGATTCTACCTCCATGTCCGGAAAATGTGGTGGTGAGCTGTGAAAAT
TTGAAAATTACTGTCCGATGGGATTGCCAAGGACGACAACCAGAAACCAGTTTCAGAGTG
AAGATGATGTCATACAGCACAGTGACACATGAGGCTATCACCAAACACAGCGAGTACGAT
CTGAGCCACTATGTTTGGAAATCCAAAGACATCAGCTTGAGCTTCCTCTATGTTACCGTG
ACAGCCTTGCACGGTGGAAACCAGTCAAAAGAAGTGGAATCGAACACTTTCTCCTTTAAC
GCTTTGAGGACCATCGCTACATACTGTATTTTAGAGTTCCCTCCCGTTTTTCTGGTTGTG
GATAAGACGAGCGCTGTGGTGAAGTTCCCTAATCCATTCCAATTCTATGACGAAATCAAG
CAGGCGTACAAAACTTCTGCTGATTCTCTGCTTAAATTCACAGTGACTTCAGGGATAAAC
TTGGAGAAGGATGCATTTTGCAGAAAGGCTGAGCCCACCTGCACAACTGAGGTGACGTTC
CCTGACAGCAGGGAGAACTGTGTCACGCTGAAAGGCTGGTTGATTGATGACCAGGGGATT
GACGAATTACCGATCAACCAGACTCAAAAGATCTGTGGCTCTGAAAAAAATGGAAATGAC
GTCACTCTTCTCATCATTCTGCTGTGCATCTTTGGCATGATATTGAGCGTGGCAGT
>McF0004M03-MGRbd1
TGGGATGCGGCGTTTAACCCGGGCATTATGGCCGGGGCTCTGTTCAGTGTAACTTTTGAA
ATTTCTCAAGTTTTTTTTTTAGTTAGTGGTTTGTGACTATCAGCCATTTAATTTATGGTG
CTGTATTCTATCAGGTACAAAAGACAAAGGTTACTTAAAAAAACGTGCTTTTATTAATAT
GTTGAATGTATAACTAACTACTGCCAATAAACTACAGACATATTGAACTCAGGCAATTTA
CTGGTTAGTTTTTCAGCGATATAACAGCATGTAAAGTTTGAAAGTATTACTGTGATCATG
TTTCTTTGTGTAAAGATCTGCTCCTTTTCATAATAAAAAAGTCAGTTTTGCAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAACTT
>McF0004M04-MGRbd1
NCATTATGGCCGGGCAACTGCAGAGCTGTTTACAAGCATCATGTATCAGATGTTTAGTAT
GAACTACACCTTTTGGAGTCTCAAAGCCAGTCTGCCAGATTCCTACACACAAACTGAGAT
GATTGGAGTGCGTTCGTGGCTTGTATCTCACATGCACTGAATGTTATTGACTGAATTACA
TTTTGCATGGTTGCTCTGTGCATTCAGACGAACTTCTACTTTATTCTGGCGAGAAATCGG
CATAATTTCCTGGCAGAATCCGTAAAATTCTGTTTTTTTGTTGTTGTTTCATTGAGCATC
AAGTTAAATTGTTATGCTGTCATTGTACACATTTATACATGTACTGTATGTTTTATATTG
ATTTGAGACAAACATTTCTTGTTATTTATATAATGCAAAGTTTATACAGAATGCAAACCC
ATGTGTGAAGCATGACGTTATTCAAGACTTATGCCCTTTAAGTGTATAAGAAGTTGTGTT
GCTTGAAAGTGTCATCATTGATATGAAGAATGTGTTCTAGTAAAACAATAAAATGTATGC
TTTTTTAAAAAAAAAAAAGAAAATTAAGCTTAATTAG
>McF0004M06-MGRbd1
TGTGGTAGGGCCGCTAAACCCGGGCATTATGGCCGGGGGTCAAACTGCTAATCCAGCCGC
CGCGCGCACAAACGCACTGTACGTGTCGTGTGCAGCCGCTCAATGAGCAGTCACGCGGCT
CTGACACTTTTGAGGGAGCACACGAGAGGAAAAAACAGCGTTTTAGGCAGAGAGCCGAAA
AAAAGAGGAGAGGCCCAGCGTGCAGCTAATGGCCGTCCGGCTGACAGCTCCATCACGGAC
TTAAGCGGCCGCCTAGCTCGGCTGCTTTGCATCCGTCTGACAGCTTCGGCGCTTCTGCCT
AAAAGGTAGATTATGCAAACGTTCGGTTCACTGGCCGCCTTCACCTCCAGCTCCACCCTG
ATGCTGCTCCACCAGAAACCCCCCTCCTCTTTCAGGTTGTGCCATCCTGGTGTTTCTGTG
ATTGGAGGCCTTCCCGCGGGGAGCCGACAGAGGCCGGAACCCCGCAGAGATGCTCCCCTT



CTCCTTCAGCAAGGACACATTCACGGCTGGAGTCCCGATCCCGCACCGAGGTCCTACGTG
GAACCAGACAAAGAACCTGCAAGACAATGAAACCACAAGATGAGAGCTGACGCTCTGAAA
TATTTATGAATGCTGAATCACTGGATGCGAGCAGGAAACTCCTCATCGCATCAGAGGGCA
GAGAAGCAGCTTCCAAAAACCTCAGCCTCAGAAAAGAGCCCGTCTTTGCGAAACGAGAGC
TCGTCAAGGTCGAAGTCTCATTCTGACTGTTGCACCAGGGTGAACGCTCAACAGCCACAT
CTTTTTCTTTTAAAGGGCTATGCAATCTTGTTTTTTCAAATAAAGCTA
>McF0004M09-MGRbd1
TAACCCGGGCCATTATTTCCGGGGGCAGTTTGCTGTAGTGGGAGAAGAATTCGGATCTGC
GTTATGCTTGTCGCCAACGGCTGGCTTGTTAGCACCGTCGGTGGTGGGGGAGCGTGAAAG
GTTAATTTAAAGTTCCCAGGGAGAGTGAAGCGCTCGCGGCGGCGGACAGAAACTGGTCAA
CTCTCCTCACATCTGCCCTTCCGAGCCAGTTTGAAACGATTTCCATCAAGAGGGGGCAGG
AACAAAACCACGTTGGCTGTAGCTTTGGACATTTTTCAGCTTTGGACATTTTTCAGAAGT
CTTTGGGCTAAACAGAGATAGACAGCGCCCCCCCCCCCCCCCTTTTGTACTTCTTCGGGG
GTTTTGTGTTTTTTGAATG
>McF0004M15-MGRbd1
CGCCCGTTAACCCGGNCCTTATGGCCGGGTTGACAGCAGATACAAAGTCCTTCCTGATCT
TCATGGCGCCCTGAAATCCTCTCCCATCCCTGTTCGCCAGGAGCCACTGAGGAGAGTTAG
CTCTCCCCTGAGGATTCCACGACCAGAGTCTGATTCTGAGTCCGATAGCACCTCACCGCC
TCTGCAGAGGCATAGCACCTCCCACAGTCAGGAATCCCTCAGCAAATACAGGTACAGATG
AAGGTCCTCCAAACCTCACCCCTTAACCGAAACTCAACAAGAGCTCGTCGAACGGAAACT
GAACAAACGACAATCCTTTCTCAATGTTTACCATACCTAATCAAAAGTCATTTGTTTAAA
AAGAAATTCTTGATACATTTTTTTGTCTCTTTATTTTTGTTTGTTTCCAATTTTTATGGA
TTTGATCAGGTTTTTTTATAGATTTTGTTTTTTAATTTTTGTTGTTGTGGGTATTTTTGA
TTTGTATATTCTGTTTGTTGACGATTTGTTAACCCTGAAATAAAGGTGTTTTTTCATTGT
TAACCAATGAAATAAAAGAGGCTTTTCCCTGANAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAACCCTT
>McF0004M24-MGRbd1
CGCGCCGTAAACCCGGGCCTTATGGCCGGGGACACCAGTTTTGCATCTTGAGCAGAGACA
CCGCCAGTTTCCTGAAAGAAAAGTTTCAAGGAATTCACCATGGAAGAAAGTCAGCAGCCT
CGTCTAGTTAACGGTTGTTCTGCTAGGAAAAGAGAAGATTACCTGGAATGGCCAGAGTAT
TTTATGGCTGTTGCCTTTCTGTCAGCACAAAGAAGCAAAGACCCAAACTCTCAGGTGGGT
GCATGCATCGTGAACCAGGAGAACAAGATAGTTGGCATTGGTTACAATGGAATGCCCAAT
GGCTGTGATGACGACCTGCTGCCCTGGTCCCGCTCTGCTGACGATCGTCTGGACACTAAA
TACCCTTACGTGTGCCACGCAGAGCTGAACGCCATCATGAACAAAAACAGCGCGGATGTG
AAGGGATGCACCATGTATGTGGCTTTGTTCCCATGCAACGAGTGCGCCAAGCTGATCATC
CAGGCAGGTCTGAAAGAAGTGATCTACCTTTCTGATAAGTACCACGACACACCTGAGATG
ATGGCGTCCAGAAGGCTGCTCAACATGGCGGGAATACAATACAGGCAGTTCCAGCCCAAG
AGGACTCAGATTGTCATTGATTTTAATTCCATTAACCAGGCTGGAATGCTGAATGGGGCC
CCCCACTGAAAAAGACGCCTCAAGGATTTGCTGAACCTAAGAGAACCTGGAGCTGGGAAA
ACTCTATAGAATACTTTAAATGTTTTATGTTTATTATTATTATGACATTTTTTTGGCTGC
AGGAGCAG
>McF0004O06-MGRbd1
TTTAACCCGGNCATTATGGCCGGGGCAGCATTGCAATCCTAGCCTGGATGGAAAGATGAT
GGCGTTTCATAAGGTGAAGGTGAATATCGTCTCCGTTAATAGCGTTACTGCCCTCAGTCG
AATGGTGACTGCAGAGAAGTGTCTCCAAACTGTTCGCTGATCGTAAATCAATCGAGTCGC
CTTGTTTTCACAGAAATTTAGCTGCGTCATCTTGACTTTTGGAGTTCGTTTTCTAGCTTC
CTCCACTTGTGAATCATGGATTAATTCATCTTGAATTTTCTGCAGCTGCTCCCATGTTCC
ACCTTGTAGATGATAGCTTGCAGTTTAAATCGTGCTACAGGGTTAGATAACTGCCTGAAT
AAAATGTATGCTGATAAAGTACATTTTAAATGCTTTAAAAAAAATATTAAAACAGAACAT
TTAGTTTTTAGTATAAAATTACTATTTTGAATATTACTTTTCTTTCTTTTTACTTTGATT
TTGAACAAGAAATTTGTCTTGTTGGATTACTTCAAAATACGTTGCAGTTTCAGGGCATTG
ATATCGAGTCCCTCGATTGAAAACAAAAATGTGTATGCATAGTTTCTACAACTAGAGATA
GAATGTCAGGAAAAGAAGATGCCTGCACAATGGAAGCAATCAAACACTGATGAAGTTTAC
ATGCTTATAATTTTTTGTGGCATTAATTTATTCATGTAATGTAAATATAGAACATTGATC
AAATGTTTAGATATAATCACTACCATCCTTAATGTCACAGCAGTGATGTCCTTA
>McF0004O09-MGRbd1
CGTTAACCCGGNCATTTTTGCCGGGGCTTCCTGTCTGCCATCCAGACTGAAGTTCTTCCA
CTTTTTGTCATCGAGTTCCTGCACAGAGTTGGAGATACATTCTTGGTAGTATTGATTTCT
TACCTGAATGTCTTCTTTGTGATAAGTGTGTGCCAGATCTTAAGTGCTTCTAGTCAAGCT
CTAGGAATAAGTTTCCTTCTTGCTGCACTTTCATGATTACTTTGGAGAATGTTCAGAAAC
TGTAATCAAGGATAATGTAGTGATTGTTTACGAGCTATTGGAGGAGATGCTCGACAACGG
ATTTCCGCTCGCCACCGAGTCCAATGTCCTCAAGGAGATGATAAAGCCTCCCAACATTCT
GCGGTCAGTCGTCAATACACTAACAGGAGGTAGCAATGTTGGAAACACTTTGCCAACAGG
TCAGCTGTCTAATGTTCCATGGAGAAGGGCTGGTGTCAAGTACACAAACAATGAGGCATA



TTTTGATGTGATCGAAGAAATTGATGCAATTCTCGATAAATCAGGTACTTGAAAAGAAGA
GAAGAATAAAGCAGTTGGTGGGAAATGCAGTTAAATGCACAGTAATACCGGTGACTTTGT
TTACTGAACAGGGACAACAGTATTTGCAGAGATCCAGGGGGTCATTGAAGCTTGTGTGAG
GCTTACCGGGATGCCGGATCTCACTTTGTCCTTCATGGTGGGCTCATTTCCCCCCATATC
TGTATTTAGATCATCTGTGCACTTTTGTTCAAGTCTAAATTTTGCTCATTATTGATGTAT
TATTGACAGAATC
>McF0004O13-MGRbd1
GTTTAACCCGGTTATTATGGCCGGGGAGAGTCAGACGTTGGTGAGGAGCGGAGCTGACGC
TGAATGCTCGGAGCTACGATGTTTTTCAGTCAACTTTCTGTTTAGACTTGTGGAAACTGT
TGTCATATTGCCAAGAATTCCTGGGAAAATGCTGAGTTTGCCCCTTGAATGTTAGGCCCA
CAGTGGAGGAACTTTTTCTCCATCCATGGCTGCAATGATGACACCATCCATCCTTGAAAA
CTGGAGGCATGAAGAAAGAAATTCAAATATTTATAGAAAACAAAAGAAGATGTAAAGAAG
AAACATTCTGTATGTGGACTTAATACCTGGTGGGGAGGTTTTGTGGGGGCACCGGCCGAT
GGCCTGTATAGGTCCGGTATGACGGTGTCCCTGCTTAGCTTCTCCTTTGGGTGCAGTTTG
AGCCGAACTTCTCCAAGATCTTCCAGCAGTTCCATTTGACTGGAGCTGTTCTTGTTTTTG
TGAGCTCTCTGGAGATTGCCAAGAATTCCTGGGAAAATGCTGAGTTTGCTCCCACATGTC
AGGCCCACAGTGGAGGAACTTCTTCTCCATCCATGGCTGCAAGGATGACACCATCCATCC
TTGAAAACTGGGGACATGAAGAAGGAAATTCAAGATATTTATAGAAAACAAAAAAGGATC
TAAATAAGAAATCTTCTGTATGTGGACTTCATAGCCAGTGGGGGAGTTTTGTGGGGACAC
TGGCCGATGGCCTGTATAGGTCCGGTATGACGGTGTCCTTGCCTAGCTCTT
>McF0004P09-MGRbd1
GAGCGGCCGTTTAACCCGGGCATTATGGCCGGGGGATAGCAGCAGTAGAAGTAGAAGAAG
AACGCTGTGGCAGACCGTCGTTTCGTCGCTCTCTAGGCAAATGGTTCGGTTGGAATGTTT
GTGTTCTGTTGGACATTTACTTGTTCAGGAGTCGAACCCATTATCCTGTCCAGGAATGAG
GGTCCGCAGCACCGACCCGCCGCGGCATGACTACATGCTAATCTATGCTAACGCTCAGGA
CCGACTGAGCACGTGCACGGAAGCCGCGAGCTCTCCCAACCCTCACACAGACAAAGTAGA
TGAGGTTCTGGGAAGCAGACACGGTTCTGCAGCCTGAGATCTTTGGACCAGGGTCAACAG
AACTGTACCACAGGCACCAGAACTGATGGGTCATTCCAGCATCATGCTGCTGGCAGAGGG
ATTTCAGGTTCCTGCTACTGAACGCTCCAGCAGCAGGAACCTCCATGCACCAAATGGACA
GATTTCATGGTGCCACTTGACTTTGTGCTGTGCAGGTAAGAACCGCTCTGTTTGCCACAC
CTTTTGGTTTGGAGGTGATGTCAAAAAAGGCCGTCTGAAGCTCTGCCTGCAGCAGCATGT
TCACAGGGTGAGGGCTGTGATCTTAACTTGGCGAAGCGTTTTCTGATCCAAGTGGTTCTG
ATGTCAGCAGACCTCACAAGTGTTCTCCCCTTGATCACTGTTCTGTCAATATTTCCCTCA
GGAGAATCTCTGCCCACTGACCCGCCGAGGCCCCAAAATGCAGATGATGATCACAGATGT
ACCATCAGCTCTGCTAAAACCTGCTG
>McF0004P13-MGRbd1
CTGGGATCGGNCGTTAACCCGGGCATTATGGCCGGGGAGCGTTGGCATGTGTTGAGAGGA
CGGTGGTGTTCTGTTGGGACGTTTGTGAGGTTTTTGGACAGAAAGGACGATACGTGGTTC
GTGTGGGAACTCTCAGCATTTTCCAAAGTGTCGTAAATGAGTGAAGAAGTGTTGAACGGA
AAGACAACGTGGATTGCTGTGAGTGTGAGACTAGCAGATGATCGATCGGAGCTGCAGTGA
AGAGGACGGCGGTGTTTGTGGGAGTTGGAGCTGAAGATCGGAGCAGGAACCATGTCTTCA
GAACCTCAGGAAGGTTCTGTCAGCAAACAACTTTCTGCTGCTGATGGAACCATCGTCCAG
AACGAGGAGGAGCTCTGTCGTCAGCGCAGACTGCTGGATAGCAGCTGGAACCCGCAGCTT
CAGCTACACATAGTTGTCCTCCCTCAGCATTATGCGAGTGAAGAGGATCTGTGCAACCAA
CAGAGCAATTTAAGAATGGAACAGGGGGAACCAGACCCTCCACAAATTAAAGAGGAACAC
AGGGAACCAAAACCTCCAAAGATTAAAGAGGAACTGCAGGAACCAAAACCTCCAAAGATT
AAAGAGGAACTGCAGGAACCAGAACATCCGCAGATTAAAGAGGAACTGAAGGAACCAGAA
CCCCCACAGATTAAAGAAGAACCAGATGAGCTCTTCAGTCAGGAGGAAGATCGACTTCAT
CTGAAGCAGGAGACTGAAACCGTGATGGAGATTCCTACTTATGATGAAAATGAGAACAGT
GAAGCAGATCTAAACAATCAGCAGAGCTTTAAATGTACTGATA
>McF0004P15-MGRbd1
CTTAACCCGGNCATTATGGCCGGGGGAGAAGGGAGTTTTGATGCAACCTTGCTCCTGGCT
GTGTTGTACATTGAAGTTCTTAGTAGTGTTCTGTGTTCAGGCCCATTCTATGTGGTCTAG
TTTTTGGTGTTAATTTTAAAGTGAAGCTGTAGGAATGAACTGCCATTTTCTCTTATATGT
TTCTCCTGTTTCTGTTAGCCCAGGAAGGTTTGTCATTGTTTTACCTTTTCTTTTGCAGGC
ACCACGGAAGATGAAGTATGGCACACGCTATCAACCACCATATTTGGCTACTCTCCCAAC
ATCATTATATGCAACAGCAGTTTTACAACTCAGATACAGCAGTGTGGTCGGCCCAATGGG
GAACAGCGTTGGAGGCGTTGCACTTGGTTCTTAATAGTGTGTTGGTCTCACATGCAGACA
TGCAGGCTGCAGCTCTCTCAGATGATGCCCCCCTGCATACTCGGCTGTGGAGCTGTGTTC
ATATGACGGCGTGTGATCTCATGATAAAATGAATCTTAAATGTCTTCACTCAGTGGATGC
CTGGGATGATTCTCTTTGACTTTCACTCTGTCTCTCATGGATTGTATGTTTTTTTCTTTT
CTCTACTGCGTTGGAGGATAGATAATGTTCTGTGGCTGTGCGTCATCCCTAAAATCATGA
CGTCAGAACTAAAGCAGATGC
>McF0004P20-MGRbd1



GAGCGCGCGTTNAAACCCGGGCATTATGGCCGGGGCAAACAGATATCATTATAGGTCATT
AAGTGTCTCAGAATTAATTAGGTTATTAAGGAAACAGTACATTTTTTTTGTTGGTTAAAG
AATATTAAGTAGGGTGTCACTCGGTTGCTAAGCAACACGACAACACCAGGCAGACATGGC
GGAAGCCGGTGAAACAGCAGACATCCAGAGGAAAATCCGCGCAGCCTTTCACGTGTTTGA
CCACAAAGCTGACAACACCGTGGACGTCCGTGAGGTCAGCACCATCATCTATTCGCTGGG
ATGTTTCCCCACCAAAGCAGACATCCATCAAAAAAAAAAAACAGAAAAAAAAATAAAAAA
AAAAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0005A05-MGRbd1
CCGGGCCTTATGGCCGGGGAGAGGAAGACTTTTCCAACAGATCATGGAGCTTTTTGTGGA
GAAGGATGGACGCATGGACTCAAAAATGAACAGAGTCTTCAGACCAAAAGCTCAATCCTT
TGATTCCAGAAGAGCTGCAAGTTTTCCTTTCTGCAGAGCTTGTTTTGTCCACCAGGCGGC
GCCGTTGGTCTTCAGACAGTTGCCACAGGTTTTTCTCACACTTTGAGGAATGAACTGACA
TGTGACTGAGCTTCATGCTTCATCATTAGCAGTGGCGTTGTGGATCCCACACATCACCTG
GGTGCGTTTTTGTAGTATTTTCGGAAAGCACCTCCGATGAAGAAGCTCGCTGCTTTTCGT
CTGGCGCTCTGCGGCTGTCGTTCTTCCGTGAGCAGGGATGGATTGAGGCCACTTCCTCTG
AGAGCAGTGTGGGCACTGAAGCAGAGCTGGCCAGTGGCAGGAAGGAGCGAAGTGTACTGA
CGAGCCAGACTGTCTGCCCACAGTCCCTGAGGCCCCTGATGACTCTGCAAGCAGCTGCTT
TGTTTTGCTGCGTAAAAGTCAGAAGGAGAGTTGAGATGAAACCTGATCTGGTGTTGCCGT
CCTCCTTGCTAAACGTAAACACGTATTTTAGCTCTAAAGCCATTTTAACCTCTGCTTTAC
TCCAGCTAACTGGAGCGTGACGACTCGCCGCAGGGCCCTCTTGG
>McF0005A10-MGRbd1
CGGNCATTATGGCCGGGGGGAAACAGAGGAGCCATTCTTACATTCAGCGTAGATTTCCTT
TATTTTACACACGTTTTTGTATCTACTTCTTTATCTTTGCATCTTTACTTCTACTGGCGG
ACCTGTACGTAAAATAATCTACTTAATAATGTCAAGTACATTTATAAAAACAGAAGGGCT
GTTTTTCTCAAAGTAAACGAAACTGATAAAACGCATGTTGTTCCGTCCCTGGACTCCACT
GACTGTGTAAGTTGGCAGCTTGGAGTCTTATTTATGCCTGTTAAGAGTTTTTATCTCTTA
ACAGGCAGAGGTAGAGTTTGACTCTACCTTGTGTTACTTAGGTGTCTCTGCGTTGTTCAT
TTTTGAGGGGGAAATGGGAAAGAAGCGGGGTAAAGACAGAAGCTCCACAGGGGAGGACGA
CGACATTGAACTAGCTGTTCCATCCTGCAGGCACATCAAGACAGCAGCAGACCAAAGTCT
GTTAAAGAAGCTTCCTTGGATCTCTGATTGGACAAACTGTCAGGACTGTAAGCATGAAGA
AGACACAACTCTGCAGCAAGAATCTGAAGAGGAAAAGGAACCTGCAGGGATCTGGATGTG
CTTGACATGTGGCCATAGGGGATGTGGAAGACACTCTGAGAACCAGCATGCAATCAAACA
TTATGAAACTCCACGGTCAAGTCCGCATTGCCTTGTGATCAGTTTGGACAACTGGAGTGT
TTGGTGTTACATTTG
>McF0005A14-MGRbd1
GGGTGCCGGCCGNTAAACCCGGGCATTATGGCCGGGGGTAACGCAGGTGTCCAGCGCAGT
CTGCATCTTAATGTGCCTCCTTGAGATGGTCTACCTCATCTGCAAGCGTATCATCAAAGT
GGCAAAGGTCCGGCACGAGAACGACAGGATCCTGTTTGCAGAGCAGCACCAGCTCACGCC
CCTCTCCCTGCCCAGATCACAGTTTCAGAGAGACCCGACACGGGCAGAGAGTAAGACGAG
TCTGATCAGGAGGGAAAAAACCCAGGAGGGGCACAAAACCACAGTGCTATAGAATCCACT
GCATCTCCACCCCGTGTGATGGGATGGCTGCTGGCCAACAGGAGCAAGGACAAACAGTTT
TTGGTTGTTTCTGTGTGGAGTATTTGGAACTTCTGAAATGAAACAAAGTTAAAGATGAAC
ATTCATATGTTTTTTTACAGCGGTTTGTAAAAGTTGTGCACAGCTTGATTAGGATTGTCC
CCAGAAATGGAAACCAGACCTTTCTGCATGAGAGTTTACATGTTTTCCTCCATGCACACT
TGCGTTTTCTTCATTTTTGCCATCAACCTGCTTCGCCAGGGTGTTGTGAGCGTGCCCGGT
TGATCCTTGCAATACTGTGATGGACTGCTGACCACCATTGATCCACTTCTGGCTCACAGA
CAGCTGGAATAAGCTCCAGACGCCCTGGATGCAGGGATAGATTGGTATCTGCTGCACTAT
TAAAGCCCCAGTCTTCCNNAATANAAAAT
>McF0005A23-MGRbd1
GTCTGGGATCGGCCGTTAACCCGGGCATTATGGCCGGGGAGTTCCTCGTATTGTGGCAGG
TTTCAAGGATCACGACGGGGTCGTCGTTTCCACGGAGACTTTCCTCGTCTCTAAAGTGTC
CCAACTCATCAAGAATGAATACAACTGCTGGAGGCCCACCGTTTGCATGAACTTTTGCTG
CGACTTCCTGTCCTTTGTAAAGGCGATCGTCACAGAAAACGACCACAGCCTGGTGTATTT
GTTTTCCTGGGAACCCTACAAAGACGTGACCTACTCTGTGCACAGGGACTCCCAGTACTC
CTTCCTGCCACGCTGGTTCATGGATGGGATGAGCGGAAATCAGGAATCACATCACTAACA
CACCAGCTCTTCCACAACTCTTAACTGTATGAATTTTTTAATGAGTTTTTAATAAACATT
CTTAATGTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0005B04-MGRbd1
CTGCGGCGCTAAACCCGGGCATTATGGCCGGGGCTCTGTTATGAAACTACGTTTAAGGTC
TTAACACGCACAGTTACGCGGATCGTTTTAACGCCGAATTACCCCCGGTGTCCACAGACC
TTCGACAAGATAAATAAAAGTTTCGTTAAGAAGGTGGTTCATTGTGTCGCGAGGAAGCTA
ACCTTAAAGCGGGAGATTTGCGAATGGAGTCTGGAACGCCTCGTTCTGTAATCATTCGCT
AAACATGAACGCAAAGGGCGCGTGCGTGCGTGACTCACCGTGAGCTCCGTATGCACCAAG
TCCAACGGCGGAGGCTCCGGACAGCGCCGCGACCCTTCGTACAACCGCGGACGCGGACAT



GTTCGGACACTTTTCCACCAACCGGAAGTTGATGCCGAGCGCGGTAACAAGACGAATCGA
AACGGAACAGCAGGACCCCAAAGACGTCATTATTACACACCGCAAACTGTGCTTTGACTC
TGAAACGGGACGTGTGCGGAGCCGTCGTGTTTGAGAATGTCGGAGGTGTCAATCGTTTCT
CCAACGTGGCGCTCCGAGTTTCAAGGAAATCAGAGCCACTTTTGAGAGCTGAAAGCATTG
GGCTGCTTCCCCACTCCCCCATCTACCATAAGATTTCAAAAGCCAACGAGATTTCTAAAG
GTTTTCCATTAACCCTGACATGTTGTGACGGCTGCAGCCCTTCAGCTCGCTTGGAGAATC
GCAGCCCGTTAACAGCGTTTTTCACGTCTCCAAGATGTTTAGTTGCGAACACGCGT
>McF0005B10-MGRbd1
TGCGCGCGCTTAACCCGGGCCTTATGGCCGGGGGGATGTAACGGTCACAGAGTTATCTTT
ATCTGCACTGACGCACACAAGAAAATTGCTAAGTTTGTAGATATGTCTGGTTTCTTCAAC
TTTAATTATAAAATCCACTAAACAAGAGCTAATGGCAGATTAAGCAGCTGGCTCTGCTGC
TAGTCCTACAAACACACATTCCTTCATTCCAAAGGAAAAGAATTCCACTTTCCTAAACTA
TGGCATTTACTGTCAATGATCATTGCAACAATGAAATGATCTACCAAAAATACGTTTCCA
GGAAAAATTTCTTGGGGATTTTCTCTCTAAATCTTTTATTATTGACTTTGTTTTTGTTGA
ATCTTAGACTAAAACAAAACATTCCACTCATGAGACCATCACCAATTTTGTCAGGACTTC
AAAACTCCAGCAAAATACCTCGTCTTTGAAATAAAGTGTGAAAGTGAGAAGGGGTAAAAA
AAGACAAATCTTTCTTTCATTTTTAATTGCACTAACTTCCTCTTTTCCAGCCAGCAATCA
CTGCTATTACCGGGCCTGCGTGATGTGAATTATGATAGTAGCCAGTAGGTTCTGGAAGCA
GATTAGCCCACATAGTTTTAAGGACAGCTTCAAGTTGGTGACTGTAAACCAGACAACTAG
ACAGAGTGACCCCTTCCCCTCACATTTCAAACAGAAAGTATTTGTTGGTTCCAAGAAGCC
GAATTCCCATAGACTTCTATTGAGAAATAAACAGCTATTTCTCTGTCATTCTTTTGGTCA
GAATCACCACTATTGCTCTGCTTACCTTTTTTTTTAAAGTTCTTGTTAATCATTACTTTT
TTTTCT
>McF0005B23-MGRbd1
AAAAAACGCTACACTCACACGTTAAAAAGAGCAAAAACAGGATTTTCATCATAGTGAGTC
TTTGAAGGCTTTTCATCATTCATCTCTGGTATACACACAAAGAAGGTCTTTAAAAATAAA
GAACAGTCACAAAACGGACAGAGTTAAATGCCCGGAGCACAACCCAGCTGGAGTCTGTCT
GTTTTCTGTGTTTGTCTCGATGGATGGGTTTGTGGAGCAGTGGCCGCACCAGCATGACTC
TGCCTGCTCCTAAAGTCAACCTAACGCTGCATCAGCAGGTCAAAATAAACATAACAAGAC
AT
>McF0005C02-MGRbd1
TGCTACGCCGNTTAACCCGGGCCTTATGGCCGGGGAAACTCTGACGTCACTTGCAGAGTT
TTGGGGAGCAACATGACATCTGTCTGTCTGTCTGTCGGAGAGTTCCGGGAGATGGCGGAG
TGAGTGGCGGTGTTTGAGGCAGGGTCTGGAAGAGAAACTAATTTTTGTGTCCAATAAGGA
ATTTTGGTGAGACCAACCCCGGAAGTGTCAGAAAATCAATAATAGGAAGGAAAAAAACTA
CGGATAACTTCTAGAGATATTTTTCACGTTTTTTCTCTACTGCTTGAAGAATGGCTAACC
CAAGGCAAGCTAACGTTAGCGACCATGATTATGACCTCCGGGCTCTTGAAAACAGTTGAA
AACAGTGAAAACAGTGCAAATGGAGCAAGCAGTTGCTGAGGATGTGAATGACCCGATCTG
CTTAAACAGCCCAAACCCAAAAAGAATGAAGAAACGAGGAGCCACGAAAAAACAAGATGG
CGCTGGTAATGCTAGCCTCACTCATGCCAAGCAGGCTATTCTAACCAGATTTGATGGCCT
TGATTCACGTATGGATGAAATCCAAACAGCTCTGAAAAGATTTGACGACTTGGAAAAGAA
ATTGGAAGGCATAGAGAGTCGGATGGATGGGATTGGAAAATCTACAAAAGAGAACACAGA
AAATATTGTGAAGCTGCAAGAACGTGTGGAGCATCTCTCATTAGATAACACAGAGTTGAG
AGAGACATGTCTGGAGAGTGAGAGATACAAGAGGAGATGGGACCTGCTGCTGATGGGGGG
GCCTGAGAAAGACAAGGTA
>McF0005C07-MGRbd1
GCCGCTAAACCCGGGCCTTATGGCCGGGGGAGGAACATTGTCTGAGTGGAGGAAATGCCC
TGTCTTCTTGACGAAGAGGGACATGCAGACTCCTGCAGACTTTTGTAGACTCTTGCAGAC
TCCTCCAGACTCCTCCAGACTCCTCCAGACGCCTGCAGACTCCTGCAGACTCCAGCAGAC
TCCTCCAGACTCCTCCAGACGCCTGCAGACTCCTCCAGACACCTCCAGACGCCTGCAGAC
TCCAGCAGACTCCTCCAGACTCCTCCAGACTCCTGCAGACTCCAGCAGACTCCTCCAGAC
TCCTGCAGACTCCTCCAGACTCCTCCAGACGCCTCCAGACGCCTGCAGACTCATCCAGGC
TGCTGCAGACTCCTGCAGACTCTTGCAGACGCCTGCAGACGCCTGCAGACGCCTGCAGAC
TCCTCCAGACGCCTGCAGACTCATCCAGGCTGCTGCAGACTCCTGCAGACTCTTGCAGAC
TCCTGCGAAATCCTCCAGACTCCTGCAGACTCCTCCAGATGCCTGCAGACTCCTCCAGAC
TCTTGTAGACTGGTGCTCTTCTGCTGGAGCTGTGAAGCATTTTTCTGTGCAGCATGAACT
GAGATCTGTCTCTGAATGTGTAGGAATCACTGCGATGTTCGCCAACAGCCTTTCAAGCCG
CCACATGTAGAAAGGACTCGCCATAAGAACAAGTCAATCCTGTTATAACAC
>McF0005C08-MGRbd1
CGTGGTGCGGCGTNAAACCCGGGCATTATGGCCGGGCTTTTTTTTCTGTTTGGACTGCAG
GCTGAGCAGAACTGACTCCTGCAGGATCACAGGAACTTTCAGGAAAATCTCCAAACAGGA
GAAAAGTTTCTGTTTGGACCTTTTTTCTGGGATTGTGAGACTAGCAGATGATCGATCGGA
GCTGCAGTGAAGAGGACGGCGGTGTTTGTGGGAGTTGGAGCTGAAGATCGGAGCAGGAAC
CATGTCTTCCCTTCAGTCTCTGAGAGAGTTGATCAGCGAGCGACTAACTGCTGCTGCTGA



AGAAATCTGCAGACTCTGTGAAGGAACCATCGTCCAGTACGAGCAGGAGCTCTGTCGTCA
GCGCAGACTGCTGGATGTCATCTGGAAACCACAGCTGCAGCTCCACCACATAGTTCTTCC
CCAGCATTGGATGACTGAAGAGGAAGATCTCTGTAACCAGCAGAGGAACTTTAGAGTGGA
ACAGAAGGTACCAGAACCTGCCCAAAGTGAAGAGCAACAGAAGGAACCAGATCCTTCACT
GATTAAAGTGGAACAGGAAGAACCAGAACCTCCACAGATAAAAGAGAAGCAAGAAGAAGT
CATCAGTCAAGATGAAGAGTTGCCTGACCTGAAGCAGGAGACTGATACCTTGATGGAGAT
TCCTACTTATGAGGAAGATGAGAACAGTGAAGCAGATCTAAACAATCAGCAAAGCTTTAA
TGTAACTGATATTCAAGATGAAAAAGGAAACCAACATGAAGAATCAACATCAACTACAGA
TGAAGAGACAGACCCACAGAACAGAGATCAGAGGAAGAGAAGAGACAGACGTCATGTCCA
AACTGGGCCTGATGAAAGATATTTTGCATGTA
>McF0005C12-MGRbd1
GCGGCCGCTAAACCCGGGCATTATGGCCGGGGTCATTCGTCTAGTTGATAGTTTACTTAG
AAGCCAGAAATTTTATTTAACCTGAGTAAACTTGGTCACCATACACCTTTGACATGTAAA
CTAAGGTTATGAATGTAGTTACATGCACTGAAACCGTATCATCTTTTACCGCTTATTTCT
ACTTTCCATGTCTTCTTTGATGGGTCTCTCATCTTATCAGCACTATTTTTGTGAAAATGG
TTTTTATTTCTGCAGTAATTGACTTAATTTATGCCTGGTATCAAAGTGATGTGCCTTTCT
GACTTGGCAAGATAAAAGCCTGGAACTTGAAAAAAAAAATAAAAAAAAAAAAAAAAAATC
TTG
>McF0005C16-MGRbd1
AGCCACCCTAGTACCGCTTCAATTTTTTTTACCCATTAAGTGTAATTTTTGTTGTTACAT
TATTTATAAATATACAGTTGGCAATCCCTATCCGAGTGTTCCTACTGGAATATGATGGTC
GTTTTGACAAATATCATTGAAGAACAGGATTATATCTACTCTATCTTGCCTACCTTCTTG
AAATGGATGACTGCTCCAAATATGACCTGGATGTTGACAATTATCCTGCCATCCTGTACA
TCTTCACTGAAGCCTGCACCAATGAAAACTACATAGATCCATGAAATGACTTCATGAATT
GCTCCGATGAGGACCTACATAGGCTGCTGTCTCTAGTGGAGCATGAAGAGGCAAAGAGGA
AACACCACATCCAGCTTCTAAAAGACCCGATGAATGTAAATACTGCCTTCAAAGCTCAGG
ACTGCTTCCAAAGAATCGATCGTAGACTTCGAGCAACCCTGAGGCGTAAGCAGATACCTA
TGGGAACACTTGAAGTCCTTGAAGGAAACCTTCTGAACTTTTTACAGGCAGAGCCTCGCT
CAGATTACACAACCAATCTCAGCAGCAGTTTTGAAAGACTGCTGCTTCATGCCATCTGCC
AGTATATGGACCTCCTTTCTGCAAGCT
>McF0005C23-MGRbd1
AAACCGGGCCATTATGGCCGGGGGAGAACAGGGAGAATGTGGGGAACAGGGAGAATGTGG
AGAACAGGGAGAAGGTGGAGAACCAGGGAGAAGGTGGAGAACCAGGGAGAAGGTGGGGAA
CAGGGAGAAGGTGGGGAACAGGGAGAACGTGGAGAACAGGGAGAATGTGGAGAACAGGGA
GAACGTGGAGAACAGGGAGAATGTGGAGAACCAGGGAGAAGGTGGAGAACGTGAAGAACA
GGGAGAATGTGGAGAACAGGGAGAACGTGGAGAACAGGGAGAAGGTGGAGAACAGGGAGA
ACGTGGAGAACAGGGAGAACGTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0005D02-MGRbd1
GGCTACCGGCCGNTAAACCCGGGCCTTATGGCCGGGGGTGCAGCGCTTCACCATTAGAGG
CGTGCGTCCTGGTATCCAGCTGGACCGCTTCATCCAGGTGTGCACCCAGCTTCAGACCAT
GACGCAGCAGTTCAGAGAAAAAGACACAAGCATGACGGGCAACGTCCGGCTCAGCTACGA
GGACTTCCTGTCTGGTGCCATGACGAGGCTCATGTGAAACCAGTCTTTGTCCCAATGTCG
GGGAGCAACCCTCAAGTCACGTCAGATACGGTTTTTCTGTTTTGCCAAAAGTGCCTGCTG
CACTGACTATGTTTAAGCACAGCCAACCCACACCCCACAAAGCCCTTCCTGCAGAAAGAT
GAGCGTGAAATTCATCATAGACAGGTTGTTATTACTTTCTAATATTCATCACCTGAAGGT
GTTAAGTAAGAGTTAGTGGCCGACGAGGTGTGCATCATCGCTTTTTGGCGCACGCCATGG
AAGCCTGAACCGCGGAGGACGCTTGCTTCTGCGAAGTGCGTTGAAAGGTGGTGATGCGCA
CTTCGTCGGCCATTAACCCGCTTATACCATGGCCGCTTACAAAACAATAAAAATATTGAC
CAGTTTTTAGTCCTTAATTCTCGTTTTTTTCCGATTTGGATCGCTTTTCTCACAAAAAGT
AACAAATAGTCTGCGTTGCGCCGCACCACCGCTGCAGTCAAGATTCGGCTATATATTTAT
GCTGATCATCACGATGAGTTGAATAAAGCATCAGTTCAGAGANGAAAAAAAAAAAANAAA
>McF0005D03-MGRbd1
GGAGCGCCCGNTAAACCCGGGCATTATGGCCGGGAGCAGCGTGACCGAGAGGAAGCCCTC
AAAGACTTCAAAGAAAGTCGGGTTCGCATCCTCGTTGCCACGGATCTGGCCTCCCGGGGT
TTGGATGTGCACGACATTACACACGTCTTCAACTATGACTTTCCTCGAAATATCGAGGAG
TACGTCCACCGAGTGGGCCGCACAGGTCGAGCGGGGCGATCCGGTGCTGCTGTTACATTG
GTAACGAGGGAAGACTGGAGGATGGCGCCAGAGCTGATTCCCATCTTGGAGCGATCAGGA
CAAGAAGTGCCTCATGAGCTGGTGCTCATGGCGGAAAGATATGAGAAACACAAGAGAGAG
AAGCTGATGTACGGTTCAGGAGGAGGAGGTTATGGAGGAAGAAGAGATGGAGGAAGAAGA
GATGGTGGAAGGGGAAGCAGAAGAGACCAAGCTCAGAGCTGGAAGTTCTAATGCTCTACA
TTTGCTCAAGTGATCAGAAACTTCCAGTCGTCTCATGTTTTATAAAAAAAGTTTGTTTTT
GCTGTTCTTTTGTTTAGTTTTTGTCAATTCATTATTTTGTTCTAAGAGAGGTTGTTTTTT
GATTAAGGATTTGCTGTTTCAGCAGCATGCATTCTTCTAAATAAATGGTTTTTCTTCAAA
AAAAAAAAANNANAANAAAAAAAA



>McF0005D12-MGRbd1
TCTAGGCCGNTTAACCCGGGCCTTATGGCCGGGGGTTGAAGCAATGATGGCGGCAGCGGG
ATGCGGATCAGCAACCGCGGCTGCCGTAGGAGGCCAAGGTGGAACTGCTACGGCCAGAGG
TCGTTTCCCTGGTCGGCCATGGTCTTCGCGTAGTCGTTTGCGTTCCGAGAAGCGATGGCA
ACTCGGAAGATCAGGCTTTGAAACTGACGATGTGACTAACGGAGGGCCAAGGCCCGCAAA
CCTGGTTCTGTCGTTAAACGAAGACCAGTCTCACTTGCGCTTACTGGGGATAGAGGCAAG
TCACAAGATCCTTGGCCAGGCTGGATACAGCTCTAGTGAGAGTGAAGAGGGGGAAGACTT
CAAAGGATTTGAAGCTGAGAAGAAATGCTCCAAAAAACCTGTAATAGCTCAACAAAATTC
TTCCAAAGGGGTTGGTGTCAAAACCAAATTGAAGCGACCGCGGGAAAAGACGCCAGCGGT
GGAGGCAGCCATTCCCCCAGACCTCATAAAAGAAGAAAACTGTTTGGAAGAAATATCTAG
CACACCTCTCGAAGTGGCACCAGCAAAGAATTTGAAGAAGGGTTCAAAAGGAAAAAGCAA
TTCAGATCATCAGTCCACTAAGAACAGATCTTCAGCAGCACCAAGGATAACCATAAAGTT
AGTGGCCAAAAAGCAAATCAGAGCCATAAAGAAGCCTCGGAAAAAATCTGTGAAGGAGTT
GAAGATTACGGAGATTCATGATGAGCCTAATGCCCAGAACACTCAGGGTGAGCAGATTTT
AAGTGAT
>McF0005D14-MGRbd1
GCTTACTGCCCGCTAAACCCGGGCCTTATGGCCGGGGTTTTCCTTTAAAGAAACACTATG
CTGAAAGTGAAAACAAACGGACCATACATTATCAGCAAAGATGAAAAACTGGTGTTTTTT
GGTGCAGAACTTCTCCCAGATCAACTTGGTTAAAGGTTCTGATAATGACCTCGCTCTTCA
GCCAACCCTGAACAGGAGTGTTCATCTTCTGTCAATCTGAATCTGTTAAACTGTCAGCAG
CAGCTTTGGTTAAAGATGAACTTATCAGCTGTTGTCATGTAAATATTCTGTTCACCTGTT
TCTCTGTAGGTCTTAGTTGTTGTTTTTTTTTTACATATTTATAAAAAAAGCCAATTTTAT
ATCGGAGTGTAAAAATGCTTTACCTGTGTTCTCAGAAAATTAACTAACAGGAAAACGTGA
TATAAACATCAGCAAATTAACTTTTTTATTACTGTCGTCAAAATATTTGTCTAATTTAGT
TATTCTCAGGGGGAATATTTGTAGTGGGTCACTATAATGTCAGCTGTTACTGAAAATGGA
AACTGAATTGATCAGTTTGACAAAACGAAGAGATTTAGAAAAGTCTACATGTTGTCATTT
TAAAGAGGAAACAACATTTTTCTGTATCTTTCTAATCAAATGTGAAGAAAATCCATGCAA
AGACATCAAGTGTGTTTGCTTGGACATTGAGTGGAAGACGTTCTTAATGGCATAATTTGT
AATACCACAAAACACTACTTTTTTTGCTTTAGCTGGAGCTGATGTATCCTGTAGCAGAGT
AAGCAGGCAAAGACTCACTTTTGCAGCTATATGGTTTATTCCTTTGTCTG
>McF0005D17-MGRbd1
CTGCCGNTTAACCCGGGCCTTATGGCCGGGAATCGAGCACAGATACAGATGGTAATAGAT
GCAGGTTTGCTGCCACCTCTCATTCACATCCTTCAGGTGGCGGAGTTTCGCACGAGAAAG
GAGGCAGCATGGGCCATTACTAATGCCACTTCTGGAGGTTCTGGAGATCAGATTAGGACT
CTTGTGGAACTCGGTTGTATAAAACCTCTGTGTGATTTGCTCACACTAATGGATTCCAAA
ATAGTTCAAGTGGCTCTAAATGGTCTTGAAAACATCTTGCGACTGGGAGAAATTGAAGCC
AAAAGAGGTGGTGGAATCAACCCTTACTGTGCCCTCCTGGAGGAGGCCTACGGCCTCGAC
AAGCTGGAGTTCCTCCAAGGTCACGAGAACCAGGAAATCTACCAGAAAGCATTTGACCTG
ATTGAGCGCTACTTCAACAGTGAAGATGAAGACCCGTCTCTGGCCCCGGCCGTGGACCTG
CAGCAGCAGCAGTTCCTCTTCCAGCAGTGTGAAGCCCCGATGGAGGGCTTCCAGCTATAA
TGTTAACCCTTCGCTCCTCCTGAGCTCCTCCGTCATTCCCACCTATGTTCACTTCTGTCA
ATCTCTGCCCGCTGGCAAGATCAAGGGTGGTGTTAGCTTCCAGCAGCCGCTCCTCAACGT
GCTGTTAGCGAGGTGGGATTAATCATAATTGCATTTATTTTAAAAAAAAAAAAANAAAAA
AAAAANN
>McF0005E07-MGRbd1
CGCTTAACCCGGGCATTATGGCCGGGGACAGACAGATTTACATTGGTCCTCCTGACATCA
AAGGGCGAGCATCCATCTTTAAAGTCCACCTGCGTCCTCTGAAGCTGGCTACAGATATGG
ATAAAGACGCCTTGGCTCGGAAGATGGCTGCCCTCACTCCTGGATTCTCAGGCGCAGACA
TTGCCAACGTCTGCAACGAGGCCGCTCTGATCGCGGCTCGTCATCTGTCCGACAACATCA
ACCAGAAGCATTTTGAGCAGGCGATTGAGAGAGTCATTGGAGGTCTGGAGAAGAAGACCC
AGGTCCTGCAGCCAGAGGAGAAGAAGACTGTGGCATATCATGAGGCCGGTCATGCAGTGG
CTGGATGGTTTCTGGAGCATGCAGACCCTCTTCTAAAGGTGTCCATCATTCCCAGAGGGA
AGGGTCTGGGTTATGCTCAGTACCTTCCCAAAGAGCAGTACCTCTACACCAAAGAGCAGC
TCCTGGACCGCATGTGCATGACCCTGGGGGGTCGGGTGTCAGAGGAGATCTTCTTTGGAC
GGATCACCACTGGAGCTCAGGACGACTTACGCAAAGTGACGCAGAGCGCCTACGCACAGA
TTGTTCAGTTTGGGATGAACCAAAAGGTGGGTCAGGTTTCCTTCGATCTGCCCCGGCAGG
GAGAGATGGTTTTGGAGAAACCGTACAGCGAGGCCACGGCCCGTCTGATCGACACGGA
>McF0005E18-MGRbd1
GGGGTGCACCGTCAACTGCATGATAACACAAGAGAGGAGGAATAATTGAAATAGAACAAG
TTGAACCTTCCAGCTGCTTAACTTCAGTGTCAACATATTCCAGAACCTCAACCTTACACA
CAAGTTTTCATCTTCCTGAGTCTACTTTTAAGACCCAATGTTGCCACGGGAAAAAGCAGG
CAATCTGAGGCCCAACGCTCCATGAACGAGTGGCTGAGAAAAAATACCTATACTAGGAAG
AAAGAGAACCATTTAGCATCATTCTTGAGTCGCGGATTGCAGTAGATCTTGGCAGCCAGA
CCGTTGCCATGTCGACCTCATCGCTACGGCGACAAGTAAAGAACATTGTGCACAACTATT



CAGAGGCTGAAATCAAGGTCAGGGAGGCGACGTCCAATGACCCATGGGGTCCCAGCAGCT
CTCTTATGTCAGAGATTGCAGATCTCACCTACAACGTTGTTGCCTTCTCTGAAATCATGA
GCATGGTGTGGAAGCGGCTGAACGACCACGGCAAGAACTGGAGACATGTATACAAGGCCA
TGACTCTTATGGAATATCTGATTAAGACGGGCTCTGAACGCGTAGCCCAGCAGTGTCGAG
AAAACATTTACGCAGTCCAAACTCTCAAGGATTTCCAGTACATTGATAGGGACGGCAAAG
ACCAGGGTCTGAATGTGCGAGAGAAGGCTAAACAGCTGGTGACCCTGTTGAAAGATGAGG
AGAAATTAAGAGAGGAGAGGATCCATGCTCTCAAAACCAAAGAGAAAATGGCACAGACCA
GCAGTGCCTCCTCGGCTCCATCAGCACCCAGCCTGGGAGGCAGTC
>McF0005F02-MGRbd1
GGTACGCCCGNTTAACCCGGGCATTATGGCCGGGGTCAACGATAACTGTGCTTTTCTGTT
GGGGGTGCTGCTCTGCTGCACATCCTCTAAAACCAATGATCAGCTGAGATCTAAGCGTCC
ACCCCCACAGTGGCAAACAGGACTCCCCCAGATGGACCAGTTCCTGCAGGAGCAGCTTTT
TTTCTTTTCGTTGATTTGTATCTTTTTGTGTTTTTTGAAAATGTATTCAAATGTAAAAGT
GGGGTTTGTGCTGTTGGGGGGGTAGAGTTCCTCTGGACTGACCATCAAAGTGGGGAGGGG
GCTGATGGTTAACTAACAGCTACTGTAGATTATGTTTTTATTGATTGAATTGACAATAAA
ATTTTGGTNGGACAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0005G04-MGRbd1
GTGGGCTCGGCCGATAAACCCGGGCCTTATGGCCGGGTGGAGCAGATTGCAATGATGAAG
CCCAAAGGTCAGACGGAGCACGATGAAGGCATGCTGGAGTATCTAGAGGACATCATCGGT
TCTTGTCGTCTCAAGAAGCCCATCCAGGTTCTGGCTCGCCGCATTGAGCTCCTCAATGAA
CAAAGAGGAGAAAAGCTAAACAGAGTAAAGTTAGTGGAAAAGGAGAAAAATGCTTTGGAG
GGAGAGAAGAACAAAGCTGTGGAGTTCCTGAAACTGGAGAATGACATCTTCAAACACAAG
AGTCAGCTCTACCAGTATTATGTCCACGACCTGCAGCAGCGTGTGGTGGATAAAGAGCAG
GAGAAGCAGAAGATCCTGGAGGAAACTAAAGAGCTCACAGAAAAAAATGCAAAGATATCG
TAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0005G08-MGRbd1
ATCTGGGAGCGCGCCGTAACCCGGGCCTTATGGCCGGGCTCGGTGGAGGGTTCGGACCCG
TCGCAGACGATGGTTATGGCGTTTCATACATCATCGTTGGTGAAGATATGATCAACTTCC
ACGTGTCCTCTAAACACTCCTGTGGGGAAACGGACTCTCACAGGTTTGGAGCTCAGATCG
CCAAAGCCCTTCAGGACATCATGGCTGTCCTCTCCGCCGACACGGCGTCTTCCTCCAAAG
GGCCGGCTCAGCCGCAGTCCAAGAAGCTCCTCTAAACGGGCCGAGCCCCGCATCCCAGAA
CCCCACCGCCCCAATGTGACCCTCCATCAGTCCGTAACTAATGAGAATTTCACACAAGCC
AGTATCCTCGCATTACCCAGACTTCGGCTGGATTCTCCCTAACCGCTCAACCGCCTGATG
GCCTCAGTTTTTACAGACTTCTGCTGGGAAACATTCTTGAAATCTGAAAAGGGAAATCTA
TGTGTTGTTTGGAGATGATGATGGTGAGAGCCGATGTAGTTGGAACAAAAACTCCTTCTG
TCAGCTCCATGTATGACTGCGTTTCCACGGAAACTGGGCAGAAGAGACGGCAGGGAGATT
TCCAGAAGAGCTGTGTGAGAATACAGAGTGGTACTGTTGAGCATCACATGCCCTGACCAC
ATCTCCTCAGTTTCTTAACTTCTGATTGAGCCGTACGTCTTTATCTGCGGCGTTAAGCTC
CTTTTGGATGATGCTGGTTCAGGAACTCTGTGGAATTTCCCGCTGGACGCTGTCCTTTGA
CATTTAGGTTAGACCTCATCCACTAAAAAATGCA
>McF0005G11-MGRbd1
CGCGGCCGCTAAACCCGGGCCTTATGGCCGGGCAGAGGCAGAACTGCAGACAGGTGAGTC
CAGTGGTGGGTGGAGCCGACTTTTGGGTTCTTCATCTTGTTTCCTCCTCCAGCTTCCAGC
AGTCGAGGAGCAGAGGTCACCATCCTGCACCATAGTGCTGGTTTCGTCAGACGAGGACGA
CGTGACGCTGCTCAGGTCTCCAAGTGCGGCTCCAACAGCTTCAACGGCCAACGCCGCGCC
CAACCACAGCGTGGGAGGTTCTAATAGGGAGTCTTCACCCAGGATGACAGGCTGCTGCTG
TTCTCCACCAGTACTTCTTCATTTTTTTCAATGAGGAGCATCCAGACCAGGAGGAAAGGC
AGCATCACCATAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0005G14-MGRbd1
CGTTAAACCGGNCATTATGGCCGGGCAAATGGAGCAGAGTGAAGCTGCGTCCCAAACTGT
AGCAGGTAGTAGATGTAAACCTGTAGATGATTCTGGGCCCGGTCCTGGTTCTAACACACG
TGTTTGTCTGCAGGACCTGCAGTTTTTAAAAAGACCGTCAATAAAGTTGTTTGAATCTCT
AAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0005G17-MGRbd1
NCATTATGGCCGGGGAGAGAAGACGACTTTAGAGCCATCTGAGAGTCCATGTTTCTGGTC
ATCTGTCCAGATGACACGTCCAGGATTTTCCTGAAAGGATTCCGCGTTGAAAAACGTCAG
ATGTTCCAGGACTAAATGATTTAAATGATGAATTGTTGAATTGAGCCCTTTGGTGTCGGC
CACTATCAACTTGATTCCATGAGAATGGCAGAGCTGGCCGAAACGCTTCTGATCATCCAG
CGAGGAATCAGTGAGAACCACGATCTGGAGGGAGGATGGCAGACTTAGCCGACGCTTTCA
CAGTGAAACTGCGTAGAAGCAGCTCTTCGTCCAGAGGGCCGGTGTGTGCTGACACTTCAA
CGTGAGGGTTCAGCGAGGACAGCTGCTGGAGGGAACATGAGGCCCGGTTCTGTCCCAAAT
GGCACTCCCCCAAATAAAACTTTTTGGGAGGAAGAAACANAAAAAAAAAAAAAAAAAAAA
AAAAAAACCTT
>McF0005G23-MGRbd1



GCGATTAACCCGGGCATTATGGCCGGGGACATGAAAGCACGGGTTCGTGTAACGGCGTGG
CACAATAACAGACAACACTGTCAGCTCTCTCGTTTTTTTACATTTCTGCATCCAGGTGAG
GAGTTTGTATATCAAAGGATTGAACTATTGGGAAGGATTTTTGAGTGTCTCAACAGAGAC
TCAACTGTGTTTTTTTTCTGTTTTTACTTTTGTGGTAAGAACACAGTTACAGCATATCAG
TTTATTGGTTAATTTTACTTTTATAAATGAAATTAGTTGAAATCTGAACAACAGACAGCT
ATGCAAGTCCAGGAGGAATAATATTTAAATTACAGTTTGTTTTTTTCAATCATCCATCAT
AACTTCAGTAGGTTTTTATTTCAAGCTTAGACACTTAAACGATATCTATGTTATGGAGTA
AATAAACATTATATTCTAAGATTGAAAAAAAGTTTAGTGGAACATGTCAGATCTCCACAG
TAGATTTTATTTCAAGGTCTTAATAATTAAAGAACTGTTCAAAAAAAAATAATTGAAGAA
AATAAAAAGCTT
>McF0005H04-MGRbd1
GGCCGGGGAAGCCACTGCTTGCAGTTCTCTCCGACCGCGTGCGTGGATCTGTCGGGAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0005H10-MGRbd1
CCGTTAACCCGGGCATTATGGCCGGGGGAGAGACGTCGGCTGTGGGTGACGACAGAGGCA
GACAGCAGAAGCAGACGACACTGGAGCCGGTGGTGTAACCAGCTGAGTGGGTTATCCCCA
GCAAAAGGGTGCTACAAAGCAACATATCCTCAGAGGCAGGGCAAGGAGCTCTGCCGGAGT
GTGAATACCGCCCTCCTGTCTTGTGGCACCCCAAAGCAACAAAGTTTGGCTGGGTCTTCT
TCAAAGTACGTGGATGCTGGCAAGATCTATTTTTATATTGCAGGTGGCTGTTTTAAGGAC
TAACCTGCTGCACCTTTGAGTGGACTTTGGTGGCTCAGGAAGACCAAGAGAGGACTGTGG
CCTCCTGCAGGATCTGCCTCCCCCTGGTGTTTGATGGACAGTTTTTCCATTCATTTTTAT
TTTTGTCAACACATTTTTCTAGGGTTCTCTTTTATTGGGTTTTAATTGCTTTTTTTATCC
TTTTTAAACGAATTGTCGTGGTTTTAAGTGTTTTACTGGGCTTGCTGTGATTTGCATGGT
TTTATCTTGATTAAATTGCAATTGAACCCCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
ACAT
>McF0005H17-MGRbd1
GGTACGGNCGTTAACCCGGGCATTATGGCCGGGGACAGGCCTCCGTCACATGGTGCGCTG
CTGGTTTTCATCCAACACTGACAACTGGATCCGCTGAGGCTGAGGAGGGTACCGGGAAGT
TCGGCATTTTATCCCAAAAAGACAAAAATCTTCGCCATATTCAGAGCAACACCCGGAGCT
CCGCCGTTAGGGTAGTAAGAACAAGACTTGCAGAAAAGTGTGAGTTTCCTCTTTACTACT
AAAGAGGAACTGCTTAATGCAAACGGCTTAAATTGCTCTCTAAACGCTGAGTGCTGCTCT
GACACGTTCTTGGATTTACGTTTGGGTTTAATCCTAACCCGCTGATTTCAAATTTTTAGG
ATTATATCACCGTGCGGGCTTTTTTTTTTTTTCTTCTATTTTTTTCCCCCCTGCCCTGAA
AGGTTGAGTTGTATCCCGGAGTAATGACTCTGAGCCCCGTGGGGGCTTGCTGCCTCAGCC
CGGAGGCCAAAGAGGCTCGCAGGATCAACGACGAGATTGAGAAGCAGCTCCGGCGGGACA
AGAGGGATTCCCGGCGGGAGTACAAGCTCCTTCTGCTCGGAACTGGTGAAAGCGGGAAGA
GCACTTTCATTAAACAGATGAGGATCATTCACGGTCGGGGCTACTCTGAAGAAGATAGAA
GATGCTTCACCAAACTTGTGTTCCAGAACATTTTAACTGCCATGCAGGCCATGATCCAGG
CCATGGACAAGCTGCAGATCCCCTACAAGTATGAGCACAACGAGGCGAATGCCAGCATGC
TCAGGGGAGTGGACGTGGAAAGGGTCACCACCTTAACAAACCCTCAAGCCGCTGCCTTGA
AGA
>McF0005H20-MGRbd1
AGGCGCGGCCGATAAACCCGGGCCTTATGGCCGGGGGTAGAGGAGGATGGCCTTCTCAGG
TCCTTAAAAAAATTGTCTTCAGGCAAGAATTGAAGTTTAATGCTAAAAGGATCGGTCTCA
AACACAAACCTCAAGCCCTGCTGTGTTCTACACCTCTAATGAAGTTAAGCCACCATTTAT
AGAAATCTGCTGTGCTTGGTACCACATTTGCTTTTTTTGTTAAAATATTTGGCTTCAAAT
CTAAAGGTATTAGGAAAAAGTGCTTTGTTTGTTGACTTTTGTTTTGAATGCAGATGTTCT
GTTAAAGAGCAACAATGGAAGTGGAGCTCACAGAACATTAATACGCCCTTACATGTTTGC
ATGAGAATAGTATTGAATGTTTTCTCATAAATCCTGTTTTTTCTTGCCTTTAATTGTAAA
GTTCTGGATTAATTTGGGAAATAATTATTGAAAAGTTTTCTAAGGATTTTTAAGTTTTGA
TATATTATAAAATGTCTTTTTTGTTTTCTTTTTAATGTGCTTGTTTGTATGTGGATTCTG
TTGTAAAGTAATATGAATTTTGCTGTTATTTGAAATTATTGTGAACGAATAAATAGCTTT
AGTTCTATTAGTGCCAAATTATCGTTGATGCTGCTTGTGTTGGTCCGTGTATGTCAAATA
AATGTATTTTTAAAANNGCNTNNNANACCA
>McF0005I14-MGRbd1
TAACCCGGGCATTATGGCCGGGGTGTANGNCTCACACGTGCTACAATGGCTGGTTCTTCG
TCTGCTGTTCCTTCAGTATCCTTATAGTCCTGTTACAGAGGGAAGAAAATTATTTTAAAA
ATAAATATAAAAAATCGTCTACGTTTTGTAAAGGAACCTTCTCTATGGAGGGAAAAACAG
CTATCAGATTATACTTTGTACACATGTCTAATCTTGTAAAAAAAATGCTAAGATACATTT
TAGAGAGAAATCTGAAACTAGATATATTCTGACACCCTATACTGTATGTGCAAGGAACGT
TTCTGTTGGTGTTTTTGTTTTTTTACAGACCGCAACCAGGTTTATCAGTGTTTCTCTGAA
CTTGTTTTAGTAAGTCAATATTTTATAGTTAATCAATAAACAGATGAACTGTAAAAAAAA
AAAAAAAAAAAAAAAAAAAAACGT
>McF0005I17-MGRbd1



GGGTCCGGCCGNTTAACCCGGGCATTATGGCCGGGGGAGTCGATTTCCAGTAAACATCGA
TGTGCAGGAATATGTCTGTGGTCACGACATAACAACTAGAGCAAGAAAGAGAGCTGGCAA
AGGAGAGACAGAGTAAAAGGGATGAAGAGAGGCAAAGAGAGTTGGACAAGGAGCAGCAAC
ACCTTGAAATGCAAAAGCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0005I18-MGRbd1
TGGACTTTGCTAAAGCTCTGAACTGTAAGAGCGTCTTGAATCTGTTGATGATCCGGTCAA
GCCCACAGTCGTCTCTCCAGAGCCTACATCACACGGCGCTCTGTGAACAGCCAGGAACTT
TGGAGGCTAACCCAGACTATGGAGGGGATCAATGATGGTCTCCTGGCTGGTTGTTAAGTG
AAGAGTCCTCCACCTATTGAACCAAACTGAGAATGTAATGACATCTGGAGAACATCTGTG
CAGGTGCTTTGAGTTTAGTAGATGATTAGTATAAAACATTCATGGTCTGCAAAATGTTGG
CATATTTCTCCACAGTATTCTCATTTTCTCCAATCTTATTGTAGATTTTATAAAAGGGAA
CCCCAGTTTATTTAAAAATAAATTCTTGAATTCACCAGGAAATGATCTTC
>McF0005I20-MGRbd1
GCGCCTAAATGTGAAGCGATTTTAAACTGTTTTTTTAAACCTATTTTAACCATTTTACTG
CGGCTATGTTAAGATCTTTCAGCCTAATCCTTTCAGCTATTACTTTAGGTCTTTCAAATC
CTTGAACCTTTCAAGGATT
>McF0005I21-MGRbd1
TTGATTTCCTATTTGTCTCTTAAGCAAACGGGTCTTGTAAGAATCTGGAGTGCTACATGG
TTCTTCTAGAGCCGGAGAAGAGAGCCATCGGCTCCATCTGCTTCCTGGCAGGTCCCATCA
CCCTGATGGAAAATGTTCTTATTCTGGGAGTCATCGCCAGCTCGATCAGTTTACGGCAGC
GCCCTTCTTATCTGTTTATTGCCAGCATCGCTCTGGCTGATGTCTTTGCCAGCTGCTTTT
TCACCATCAGCTTCCTGGACTTTCATCTCTTCCGCCGCAGCGATGGCCCAACTGCCTACC
TGTTTAAGCTGGGCGGAGTCACCGTGGCCTTCACCGCCTCAGTTGGTAGCTTGCTGCTTA
CCGCTCTGGACCGTTACATCTGCATACACCAGGCTTCCAGCTACAAAGTGGTGCTGACTC
GCCGTAGAGCTCTGCTAAGTCTCCTGATTCTCTGGAGCACCACCATCTTCATTTCCTTTC
TGCCTCTGATGGGGTGGCGGTGCCCCACAGGCCTCACCCCACCCTGCTCTCGCTTGTTCC
CGTACATCAACCGGACTTATTTGGCTTGTTGGACCAGCTTCATACTGATGCTTCTGGCCA
TCATTTTAGGCGCTTACACTCTCATCCTGTGGAAGGCCCACCGCCATGAATCCTCCATGG
CCAGCCTCCAGGGGGTAGCGGGGAAAGGTCAGGCCCGCATGAGGATGGACATCAGACTGG
CTCGCACC
>McF0005J01-MGRbd1
ACCGCGGAGCTTTTAAATTAAACAATAAATACCGCCAGAAAGCGATTTTATAACAAGTTT
TCGTCCAACAACGAGTACTTTTGTACGATTTAAGCGAACTCGCGAGAGCTAAAGTTGTAG
TCTCGTGGGGTTTTTTCCCTCGGCTTTTTCTTTGACGCGCTCTTTATCAACCGTCTTAAA
TGCAACGTTGTTTGATCTTTGAAAAGACGATGGCAGCCGAGACGAAGAACGGCGGGAGCT
CCCTGAACAACAACAACTGCAAAGACCACAGCAGGAGGAAGCTGCTGGTTGGAGTGGACC
TGTTCTGCCTGTTTTTAGCCGGCCTCCCTTTCTTGGTCATTGAGACCAGCGCTGTTAAAC
CTTACCGTCGAGGGTTTTACTGCAGTGATGAATCCATCAGATACCCGGCCAAACACGGAG
ACACCATTAGCGACGGTGTGCTCAGCGGCGCCGGCATTCTAATCACCATCCTGTCTATCA
TAATCGGAGAGAGTTACAGGATCTACTTCCTGAACGAAGGATCCAAGTCGTTTGTAGGAA
ACCCCTACATTTCTGCCCTCTACAAGCAGGTGGGGGTGTTCATCTTTGGCTGCGCCATCA
GCCAGTCGTTCACGGACATCGCCAAGGTGTCTGTGGGTCGCATGCGTCCTCACTTTCTGG
ATGTTTGCAAGCCCGACTTCTCCACCATCAACTGCTCTCTGGGCTACATCACGGAGTATC
AGTGTCAGGGTCCAGAGAGCCACGTACAAGA
>McF0005J16-MGRbd1
ATCGTAAGGCCGCTTAACCCGGGCATTATGGCCGGGGGCTTCTATTTTGGCGGTATTGCA
AAAAACATGGCGGACAATTCGACAGATAATTACAACAGATGAAGCAGAGAAGAGGGGCCA
TTTATACGACCGCCAGGGCTCCACCTACCTGTTTGACCTCGACTATGTAGAAGATGTGTA
CACAGTGGATGCTGCTCACCAAGGAAATATCTCCCACTTTGTCAACCACAGTTGTAACCC
TAACCTGCAGGTCTTCAATGTATTCATTGACAACATTGATGAGAGGCTCCCCAGAATCGC
TCTGTTCTCAACGCGATCTATCCGGGCAGGGGAGGAGCTTACCTTCGACTACAAGATGCA
AATTGATCCAGTGGACACAGAGAGCACCAAAATGGACTCCAGTTTCAGCCTGGCTGGGCT
CCCCGGCTCGCCAAAGAAGAGGGTCCGGGTTGAGTGTCGGTGTGGCTCCGAACTCTGTCG
GAAGTACCTCTTCTGACTGCAGGAATTCTGTGTTGAGATGCTTAAAACTGTACAGATTCC
TTTTATGAATTTTTATATGCGACCGTGAGAAAGTGTCAAGATTTTAAACATGTTTTTTTA
TAAGCAAGAAGAAAAAGAATCAGCATTTTCCATGACTCAGAGGTGCTGAGTCAGAGCCTC
ACTTCACTCATTCTGACATTTACACTGTGTGACGACACCCAGAGAACCTGCCAGATGGAA
CATTCGCCGGAATCAAACCTCAACTTCTCTATGAATTCTTGCTGTTGATCGATGTCATGT
CAGTTTTTCTCTCTCCATCATTGTGTGAATGTCACGCCTGATGTCCCCGG
>McF0005J24-MGRbd1
CCGCTTAACCCGGNCATTATGGCCGGGTCCATGAAGCTCATACCAACCCCATGAAGACCA
TATTTGAGGTTAGGTATGACAGCGAGCCCGAATGGAAGTACTACCTGGAGCTGCTGGTGG
ACTACAAAAAGGGCTGGCTTAAGATAGAAGACTAGCTTCTGAAGACGCACCCTATATGAA
AGTTCTGCTCTCCTTACAGTGTGACCTTGAAGAAAGAATGAAGCTGGACCAGAAGTCGCG



AAGTCATCCCATCATTTCATGCAACGTTCAGGACTTCTGGTGCGTTTTTGAGATGAATTC
AAATGCGACGTTTGCGTTATTATATTAAGTGAACGCATTCCTAAAGAAAATGACCAAGAC
AATTCAATAAACTGCAGGAGACAGGCGACTTAAGTCCATCTTTATAAAAATGTGACATCC
GTTTTATATTTTAATAGTCAATACTGTAACTTTTATGAAACTGTTTTGTAAAGGGATTGT
GTGTTTACAGTCATCTTTTTGTGCACGTCACTTTTTTTAACCCCTATAATGGCTGTGTTC
AAGCTGCTCAAAGGTTTGAAATTGAGTTTTTACCCCAAAAACTAAACCTTTTTTTTTATA
AAAATATATTAAAACGTGTTTGTCTTAAAGGTTAAAAAAAATAAGTCCTTAT
>McF0005K02-MGRbd1
GGATCTGCCGTTTAACCCGGGCCTTATGGCCGGGGGCAGACATGTAACGCTGAGAGAAAC
CGCTATAAACATCGAGCCGACATGCATTAATGTGTCGGAGTAGCGACTGAAAGGTAGTGT
TTCCATATTTCATGATGCTTAAGATTCGAAATAATTAGTCCTCTCCTGCTAGCAAACAGG
TGGTGACCGCTGCAAAGTTCACGTGAAACGCGAAATCGCTAAATAATAATATGGAACCCG
TTATTATTTCTACAGTAAACGCAATGAATTATAGTTGTGACGAAGTGTTGTTGCTGCTTG
TTTCCATCCAGGTGCCGTCACGGTGCTTCCCCAGCCGGCGGCTCTGCTGCCATGGAGGTG
GGGAGCCTCCCCATGGAGTTGTGGCGGGTTATCTTGGCCTATCTCCCCCTCCCTGACCTG
GGCCGCTGCTGCCAGGTGTGCAGGGCTTGGCGGGAGCTCATCCTCTCCCTGGACAGCACC
CGCTGGAGACAACTCTGCCTCGGCTGCTCCGAGTGTCGGCATCCCAACTGGCCCAGCCAG
CCTCACCTGGAGCCCGCCTCGTGGAGAGAAGCCCTGAAGCAGCACGCCCTGGCCAGCCGA
ACCTGGACTCGAAATGTGCCAGAGCTCCAGTCCTCTGCCTGTCTTCACTTTTTCCGGCGA
CGCAAAGACCGTAAGGTCTGGCACGTCGGACCCGGTTGTGAATTTGAGAGCCTGCGTGGG
GCTCTTGGGGTGACGGGACCCTATGACCGGGTTGTTCTTCATCCA
>McF0005K06-MGRbd1
CGGGCGTTTAACCCGGNCATTATGGCCGGGGGCACTCCGCTGCGGCATCAGGCAGGATGG
GATGCTCCACCAGCTCTCAAACGACAGCGGTTGATACTACTCTACCCAAACCGGAGGAAA
GTAACGGTGCCAGCACCACTGGAGCAGCCAATGAGAATGGAAAAGTAGCTGAAGACGCCG
AAACTCTACCAGACCAGGCGCCTGTGGAAGGCGGTGATGTGAAGCCGGACAGTGAGCCTG
CTGCAATAGCCACGACTGCAGGCAGCACTTCTGCTAGCCCACCAGCAGGAGAGGATTCTC
CGCCCTCAGCAGATATTCCACCGGCAGAAGCACCACCAGGAGCCCCACCAGCAAGCTCCT
CAGAGTCTCCAGCTCCCGAGCAAGAAGCTGCTGCGGCGGATTCAGAGCCAAAAGAGGAGG
CGGCAGATCCCAACAAGTGAAGCATGGCATTCCACTGAAAAACTCCCTCCCTCTTTCTGC
GTGTGTGAGCGATACATGACTGTGCATGAATGTGAGTGTGTGTGTGTGATAGACGCCGTC
TTGTTGCCAAGAAGCTGACTCTGTGGTGAGCACCACGAGTCAGTTCTTCAGTCACCACTG
TGCCTTTTTCCCCTGAATGGAGTAAGCTGTACATGGATCTATTGTGGGGGGTTTATTTTG
ATAATAGCACATTACCATCTAAAAAAAAAAGATTGGATTATCAATAGAAATGTCTATTTA
TTGTCTGAATGTTAAAATCCAAAGGTGTATGTCACTTAAAGGGTTCCTTGAAGAGTTATT
TCTGACTTTTACTGTATTTGAATAAAAACCAAAGCCAACTTTTATTTTCATTATGCTAGT
TTTAG
>McF0005K07-MGRbd1
CGTGGCTCGGCCGATAAACCCGGGCATTATGGCCGGGTCGGGTTTGTGCAACTCACAATG
TTGCAATGAAGATTGATGAAAAGGCTTTGGGTTATTTCCAGTCTTGCGACTCGCCAGTGG
ACAAGGAAGGGTATCTTTACAAAAAGGGTGAGATCAAAACTTCCTATCAGAAGCGCTGGT
TTGTGCTGAAGGGAAACCTCCTCTTCTACAAGGAGAGGTCTGCAGACCGAGACGTGTCTG
GAGTGATTGTTCTGGAGGGCTGCACCGTCCAGCTGTGCGAGTCGGAGGAGCAGTTCGCCT
TCTCTCTGGTGTGGAGCGAGCCGGGGCTCCGGACCTACAAGTTTGCTGCAGAGGACCAGG
CCAGTCAGGAGAGCTGGATCAAAGCCCTGCTGTCTGCCAACCACAGCTACCTGGCCCTGC
TGGTACAGGACATGGAGAACAAATACAAAGATACTTTAGCTGAGCTTTCCGGTAAACCAA
ACCAACCATCCACAGCCCCAAACCTGCGTGCAGATGCGCAGTATTCTGCAGCCGTCCTGA
GCACTCGCGCGTCCACCCTCTCTGTGCTTCCACCACAAGCTGCAGGAGCAGGACTCAGTC
CGCTGGTTCCATCTTCAGCCACTTTGCCGAGTAAAAGGTCACCCAAACTCTGGCCCAAGA
AAAGCACAAACATGGTGTCCCACAGCACTCCTGCTATGTCCACGGCAGACTGGGTGGACT
ACAGCTCAGGCCCCGTGGAGGATTTCCAAACATTGCATGAAGAATTTGGGAAGGAAGTGA
AGAAACTGATCACCGTTTGGGCAAAGAGAACGGGTTTAGATCAAAACGTCGAGGATGATT
TGATCAATTTTGAATAGTAAAAATGAAAGTTGCAAACTTTAACCA
>McF0005K12-MGRbd1
NCATTATGGCCGGGGACGAGGAACCGGAACCAAGCCCGCAACGCCTGTCTGCTCAATACC
GCGGGTTTTGCGCGCATGACACGCAGAGTGGAATAACAATGCTTAAAAACCATGTCTCTG
AAAGAAGATACAAGAAAAACGAGCTCTCACCCAACCAATCTGTATACTAGCCTCCCTCAG
ACATGCCTACCCATCGTGTACCACCCAGACTACAACATCACCTTCATGGGCTTGGAGAAG
CTGCACCCCTTTGATGCAGGAAAGTGGGGAAAAGTCATCCACTTTCTAAAAGAGGAATGC
TTTCTCACTGATGCTGACATCGTGGAAGCCCGTGAAGCCACGGAGGATGATCTGCTGGTG
GTTCACACCAAACACTATCTGAAAAGGTTAAAGGTAGGAGCTTCTCTTCATGGTACACTT
ATAGCATGGCCATGTGGCACACCTTAACCCTGGAAAACCCACGGGTTAACATTTGGCTGA
TGTTTTTCTTTTCTTTTCTTAAATGCTACTTTCCAAAATAACCAAGCAATTGTTCTTCAG
TTCTCCAGGTTAAGAGATGTGTACTGAAATGCATGTTGGGAAATGACTGGCTCCATCATG



ACCAAAAGTTTTAAATGTATTATAAAACATGTACCTAAAACTGTTACATAAATGTCTTAA
GATGACATTTCAAAATTAAAAACTCTAAGGTTTTGTTATGAAGTATCATGTGTACTGTGC
TTCTGCTTTGTTTGGCGGCAGTGGTCGGTCGTCGTGGCAACCATCACAGAAATCCCTCCG
CTCTTGTTTCTGCCGAATTTCC
>McF0005K13-MGRbd1
CTACGTCGGCCGTTTAACCCGGGCATTATGGCCGGGGGTTGTCGGTCTTTTGAGCAGCGG
TGACAGCCATGAGCCGCTGCGTGTGAGAGCTCACCGGTTAAGTGTCAGGATGGCTGGGGT
GTTCGACATCGACTTGGAGACGGAGGACGTCAGCGACACAGAGGACGATGTCTGCGACTT
CACTGTGACCGAGCCAGAGAATGTTCAGACGGAGGAGGTGGAGCTGACCAGCGAGATCGT
GAACAGGGACAGCGAGAGAGTTGGACCGGACTGCTTTGAGCTCCTAACGGTTCTGGGAAA
GGGAGCCTACGGCAAGGTCTTCCAGGTGAGGAAGGTTCAAGGTCTTCAGATTGGGAAGAT
ATTCGCCATGAAGGTCCTAAAGAAGGCTAAGATAGTGCGAAACGCCAAAGACACAGCCCA
CACGCGAGCGGAGCGGGAGATCCTGGAAACGGTGCGGCACCCCTTCATCGTGGATCTGCT
GTACGCCTTCCAGACCGGAGGAAAGCTCTACCTCATCCTGGAGTGTCTGAGCGGAGGAGA
ACTGTTCATGCAGCTAGAGAAGGAGGGCATCTTCATGGAGGACACGGCCTGCTTTTATCT
GGGTGAGATCACTCTGGCTCTGGGTCACCTTCACTCCAACGGGATCATCTATCGAGACCT
AAAACCAGAAAACATCATGCTCAGCCACCAAGGACACATCAAGCTGACGGACTTCGGTCT
CTGCAAGGAGTCCATTCATGACGGATCCGTCACGCACACCTTCTGCGGCACCATCGAGTA
CATGGCTCCAGAGATCCTAACCCGCTCAGGTCACAAC
>McF0005K18-MGRbd1
GTGCGGCCGTTTAACCCGGGCATTATGGCCGGGGACAGTCTGAGCGAGGAGCCCAAGCTG
GTGCTGCTGCTGCTGCGCTCAGAAAATGGCCGACAGGTTTTCTAGGTTTAACGAAGAGCG
TGATTTTCAGGGCGGAAATCACTTTGACCAGTATGAGGAGGGCCAGTTGGAGCTGGAGCA
GGCGTCCCTGGACAAACCAATTGAATCGGATAACATTGGACATCGGCTGCTCCAGAAACA
TGGCTGGAAGTTGGGGCAAGGCCTTGGCAAAACCATGCAGGGACGCACTGACCCTGTACC
CATTATTGTTAAATATGATGTCATGGGAATGGGACGGATGGAGATGGAGTTGGACTATGC
GGAAGATGCCACAGAGAAGAGGAGAGTGCTTGAAGTGGAAAAAGAGGACACGGAGGAACT
GCGGCAGAAATACAAAGACCAAGTGGAAAAGGAGAAAGCCATTGCAAAGGCTCTGGAAGA
TTTGAGAGCAAACTTCTACTGTGAGCTTTGTGACAAGCAGTACACCAAACACCAGGAATT
TGACAACCACATCAACTCCTATGATCACGCGCACAAGCAGAGGCTGAAAGAGCTAAAACA
GAGAGAGTTTGCTCGTAATGTATCGTCTCGTTCTCGGAAAGATGAAAAGAAGCAAGAAAA
GATGTTGCGGCGACTGCATGAGCTGGCTGAGCAGAGAAAACAGGACAAGCAGAACAGGAC
TCCAGGAAGTGGACCAATGTTCAAAACAACCACAGTGGCCGTCGATGGAGAGAAGTTAGA
AGATGGCGATAACATGGCAGTTGAAACCCCTGTTTTGACTGATGCTATTCTGGAGG
>McF0005L07-MGRbd1
ATCGGCCGNTTAACCCGGGCATTATGGCCGGGGACGCCGCCTCACCTGCATCTACTACCT
GAACAAGAACTGGAACGTGAAGGAGCACGGCGGCGTTCTCCGAATCTTTCCCGACGGGAA
GGCATACGTGGCCGACATCAAGCCGCTGTTCGACCGGCTGCTGGTGTTCTGGTCCGACCG
CAGGAACCCGCACGAGGTGCAGCCCTCCTTCTCCACCAGGTACGCCATCACAGTTTGGTA
CTTTGACTCCGAGGAGCGAGCCGAGGCCAAGAGGCGCTTCCAGAAAGTGACGGCGAACAC
ACACAGCCGGACTGCAGCCCCCCCTGACTGTGAGAAGACACTGCCACCTGGTGTTTGAGA
TGGGGAACAGCGTCAACTCCTGGCTCTTGATCTTCCCACGCAGACGTGGGCTGGTGTTTC
CCCGACTCAGGACGGGATTTCTGCTGTGTCGTGATCCTGGACAGTGACCCACCTGAAGAC
TGCCCCGTTCTGACGGGGGTGGGAGGGGTCCTGAGAGGTTTGCGCAGAGACGATGCTTTC
AGGCCTCAGCGTTCTGCAGAAGGCCGGTGCCGGCACACGGTGCCGTTCACTGAAGGCACG
GATGAATGAGACTTGAACTTGGAGCTCCTGAAGTGCAGACTCCGCCTCCACCCAGAAGCC
GTTCATGAAAGCTTCTCTTCGTGGTCAGACGGNGACGTGGACTCACAGTCTGCTTGTTTA
CACACACTGATGGATTCAAGTGTGATGGAAATGTTGTTTGTAGTAAGAAAGCCTTTTTTC
TGAATTTA
>McF0005L10-MGRbd1
CAGCGGGTGAAACATCCAAACAGTCGAAACTTAAACCTTGAAGGAAAAATAGGGTTTGTA
TTTGTGAGCCAAGACTGAAAGACAGGAAGAAACGGAGAGGCGTTAGTCCAGAAACGAGGC
CGCGTCCCCCCGTCTTTCGCAGGCATGAGTGTCGGCACTCCGAGAGGCCTGGCCAGTTCG
GGGCAGAAACCCATCACGGAGATCCCCCACCCGTTGTCCGCCGCTGAAGAGTCGCTTTCT
CCGGGGCCGGATGTCAGCATCAGCCCCGGAGGAGACAAGGATCCGGAGCTGACCAACGGC
ACGCTCGTTGATGGCTCCAGTCCCGCCTCCGCCTCCTCCACCTACGTGTTGCTCAGCAGG
CTGCAGGTGGAGGAGAACTCCGAGGCAGACGCCGCAGAGCTTTACGCATCCACGGAAACC
CGGGACCTCTTCGTTACAGTGGACGACCCCAAGAAGCACGTGTCCACCATGGAAACCTAC
ATCACCTACAGAGTCTCTACCAAGATAGTTTCCACGCTGTGATCATTAAATTCTTCCGGA
ACAGGAAATAACTTCCCACTTTTACAGGACAGAATAAAATCCTCTTATTACCTATAAAAT
GTTCAGAAGATGAGCAGGAGATGGGGACAAAACCTGCAAAACAAGAAACAAAATAAAGAA
AAAAAGTAGAA
>McF0005L11-MGRbd1
GGCCGNTTAACCCGGNCATTATGGCCGGGGGCCATGGAGGGGTCAGCTGTAAAAAAAAAA



CCAGGATTTGGACAAAACAAAAAAGCGGACTGCAGCAATGCTGAACCTGCTCAAGCAAGG
AAACTCAGCGGTTCCTCAGCAGAGGCACCAAGCTACCAAAACCTACACAGAGAACTGCTG
CTTAGCCATAAACGGGGCCTCCTGCTGGAGGAGAAACCAGAGCTGAAACGAGTGTTGGAG
CAGCGCAGACTGGAGCGGCACAAGGAGGAGGAGATGGCACGACAGGGGCCGTCAGATCTA
GAGATGGAGCTCCGCAAGAGGCAGCAAAAGCTGCAGGAGTATGAGCAGGAGGAGATCAGA
CAACGGGAGAACCAGCAGAAGATCCCAGAGTTTGTCCGTGTCAGGGACAATCTGAGGCGC
ACGCAGACGTTTGATCAGCCGTGAAGCGTTCCATCTGTGTGTGCATACTCTCACCATAGT
GGCCCTAAATATTTATGTTGAATGCCTACTACAAGACACATTAACAAAGAACAACTCTTT
TTTTTATTATGGGTGTATGCATGCATAAACCAAAATCACAAGTCTACTTTGAGCTGGATT
CCTAAACTGTTTCTAGAGAGAAAAAGAAGTGCTCATTTTTTCTGGAGACAGGAAACAATG
CTGTAAGGATGAATGTTTTTTTTAATTATTATTTTTATGGTTGCTGAATGATTGTAATCT
TTTGCAAGTTTTGATTTTCCCTCTGGCGTTCTTGGATTAAAAGACATTGTTACTGCTGNN
>McF0005L12-MGRbd1
TAACCCGGNCATTATGGCCGGGGACACCAGAGCTACCCTGTGCTCCAGAGACTCCTGGAG
GATGGAGCCGTAAATCCTGCAAACAGCAGCACTGGGCAGTGGGCCTCCAGGGCAGCCTGC
CCAGTTTACGGACTTCAGCGGAGCATTGGTTTTGGATTTGGGGTTGGAGACTGGTTATCA
ATTTTGATAGTTCATTATAATAAACTGGGGAGTTTTTAATTAAAAAGTACACATTTCCTG
AGCCCCTTTCCCAGAAATCTTGACTTAATTGATCTGGAATGGGTCCTGGCATTGGTTTAT
CTTATAAAAGCCACCCCAGGAGTTTCCAAAGTGCAATTGATTTTGGCCCCGGGCTGGAGG
CTGAATTGTGAAAGCACAATTTAAGAGACCTTCGTACCTAACAGGTGAAGATTTCATGGG
CCTGGAAGTTGGGCTTGCNNAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0005L14-MGRbd1
ACTCATCGCCGNNTAACCCGGGCATTATGGCCGGGGTCCGAGCATGGCGCAGGAGAAGTT
GTGACAACTGGCCTGTGGTGTAAACAACAGCAGTTTATCAATTGGGCGCATATTTGACCC
GAAGATTGGATTCATTGGACAATATAACCACATTACGATTCAGATCATCATGCCTTCCGC
CTGCGACCCCGTGATTGAAGATATTGAGGACATGGTGTCTTCCACGGACCCCACCCCCCA
TGAAAGACAGTCTGCGAGAAAGAACATCATACCAAGGCCCAAGAAGAAGAAAGAGCTTCT
AAACGACGAAGAGCTCCAAGCTGACAGTGTAATTCCTGGCATGCAGAAAATCTGGATGAA
AACTTGGGGCTGCAGTCACAACAATTCAGACGGAGAATACATGGCGGGACAGCTAGCTGC
CAGCGGCTACAAGATGACTGATGACCCAGCAGAAGCAGATCTTTGGCTGCTCAACAGCTG
CACAGTGAAAAACCCCGCAGAGGACCACTTCAGGAACTCAATCAAGTACTGACCCCACAC
AAAATGCAAACTCAGCACCTGACGTTTGAGGTCTAGAACATTGTACACATTACTGAAACT
GGACAACAATTACTCGATTAAAAAATAAAATTAAGGTTCTCTTTTTAAAAGCNNNNNANA
AAAAAATAAAAAA
>McF0005L15-MGRbd1
GCCGTNAAACCCGGGCATTATGGCCGGGGGAAACAGGCCGACTCAACACAACTGCACACA
TAAGCACTTACTAATAATAAAGTCTCGTTTTCATGGAGCTCTACCGCTAACACATATGGA
GTGTCAAGAGGAAAGGCCAATCATCTATACCATGGAAAACAAGCCGATTGTAACATGTGC
AGGAGATCACAACTTGTTCACATCTCTTTATACATCATTGGCTCAACAACTTCCCAGGGA
GCCAATGGAGTGGAGGAGGTGAGCTCTGCAATTTTCCTTCATGACAAAATAGCCGACAAT
GCGAGGACATTTTCATCAAGAACTGTTTCGATTTTTGAGTGATAAGAAAGACAGCCTTGC
TACAGACTTAAGGGAGTTAAATGTGGGTAAACGCAGCTTAAAGCAATGTATTTAAAAAAA
TAAAGAATGTTTGGGTTTCATAAATGATTACAAAAAGAGGAAGTGTTGGATCCATCTAGG
AAGAGGCATTCTTTTTTGAGTTTGAAGCTTTGAGACTTTTAAATCTTCAGTTTTTTAGTT
AGGCTTTTTTTTCCCTATGTTATTACTCTGAAATCTCCCAGATCCACTATTTGCTAGAGA
CAGAAGCAGGACATGTAGAAATGGATTATGTTCGTGGCGCTTCAGCAGATTGTTACTGTT
GAGAAAATATACCTTCATTATAGAAACGCCCTGAGTGTCCTTGTAGCTTACAATGTCGTG
TTCTTCAGATCGAGCCTGGCACACTGTGATCACATGATGCTCCAGTTATGCCTCATGTGC
CAACTGTTCCTTTACTTTAAGATTATGGTTCATACAGATCACT
>McF0005L16-MGRbd1
AACGCAACGCCGCTTAACCCGGGCATTATGGCCGGGGCCTTCTGCAATGTGAACTGATTT
TCCAACAAGCCCCCAGGTATTATCAAGCCGATCACACTCGTATCTCACTAATCGTGAACT
CTCTCCGTAGTAAGGCGCTGCAATGGGCTCAAGCTTTCCTGGCCTCCCATCCTATCTCGC
ATCTCCCTTTCGAACGCTTCCTGGGAGAGTTCCGCCTCGTCTTCGACCGGCCTCGAAAGC
AGGAGGAAGCCACCCGACGGTTGCTAGGTCTCAGGCAGGGTAACCGTCCGGTGAGTGAAC
ATCTCATTGACTTCCGGATTTTTGCTGTCGAGGCTGGATGGCCAGATCCCGCACTCAAGG
GGATTTTTTACCAGTCACTGAATGAGCGCATTAAGGATCATCTTTGCACCCAGCCCGAAG
CAGGCACTTTCGAAGAACTTGTCACGGCCGCCCTGAGGTCGGACATCCGCCTCCGGGAAC
GCCTCGCTGAGCAGAAATGACTTAAACCTATTGGATCCTCACCTGGTCGCTGTCCTCCTA
CGCTGCTGTCTATCCGCCTCAAGAAACCTCCAGCCAGCCGCCTCTCCTCGCCATGGTTCA
AGCCTCGCCCACGCCGCAGAACTCCCTCAAGGAAATTCCTCCTCAAGATTTCTCCAGCTA
GCCTTAGCTCTTTGACTAGAGATAAACCTGTCAAGACCTATTTCAGATTAAACCACTTGA
AACCNNNNNAAAAAAAAAAAAAAN
>McF0005L20-MGRbd1



TGTGGCAGCTGGAGCTGAAGTCTTCCTTGTCTTCCCTTCAGCCTCTGAGAGAGTTGATCA
GCGAGCGACTGGCTGCTGCTGCTGAAGAAATCTTCTGACTCTGTGAAGGAACCATCTTCC
AGAACGAGGAGGAGCTCTGTCGTCAGCGCAGACTGCTGTATGTCGTCTGGAAACCACAGC
TGCAGGTCCAAGCTATAGTCCTCCCTCAGCATTGGGTGACTAAAGAAGAAGATATCTGTC
TCTAGCAGAGGAATTTCAGAGTGGAACAAATTATCCTGAATTTACACAGACTAAACAGGA
ACTAAAGCAACAAGAACCTCTACAGATTGAAAAGGAGTAGG
>McF0005L23-MGRbd1
GTCGGCCGTNAAACCCGGGCCTTATGGCCGGGGAGTGGAATGACTGCGGTCTCAGGTTTC
CATGTACAGGCGTTGGCATTCTCAGTAGAGTGTTTCCATGTCTCTCCAGCAAAGGCCAGT
ACATTGTCAGCGGCTCAGACGATGGCTCCTTCTTCATTTGGGAGAAGGAAACGACTAATC
TGGTGAGGATCCTGCAGGGGGATGAGTCCATAGTCAACTGCTTACAGCCGCACCCCAGCT
ACTGCTTTCTGGCCACCAGCGGTATTGACCCCGTGGTTCGGTTATGGACCCCAAGACCAG
AGACTGACAGTGAGAACGGGCGTGTGGTGGAGGACATGGAGGGAGCCGCGCAGGCCAACC
AGCGGCGCATGAACGCCGACCCTCTGGAGGTTATGCTGCTTAACATGGGCTACCGCATAA
CGGGCCTGCGCGGGGTGGGACCGGACGGCTCGGACGATGAAGACAGTTCAGAAGGACAGG
TGCAGTGCAGGCCGAGCTAAACCCGTCCGTTCCTTTGGATGGAGTTAGGAAGCAAAGCGC
CCTCCCGGCTCCTGTGTGGCCCCTCTCCCCGCCTGCCTGACAGAGCGCTGAGTCCATCTC
TGCACTATGCATCACTCTCTCCTCTCTGAAGCCAGGACTTGTGGAGACCAGGTTAGGGAG
AGGAATTCACGCAGGATGACATCCTTCATCCTTTTAATGCACCTACGAAACCTCAGCTTC
TCTCTCCAGCCTCTGCTGGCCGGGGAGCTTCTTTGAGGAGAGCGCCTTTGTTTGTACTCG
CTACTCCTCAGGTTTAGGTTGAAGGAACGCATAG
>McF0005M02-MGRbd1
GTGTGGGTACGGCCGTTAACCCGGGCATTATGGCCGGGCAAAACAAAGGAGTTTGGGACG
CAGCCACAGCTACAGATCCGAGGTGTTGGGTTTGATCGAGGGTTGGGGGGCTTTGAGATG
GATCTTCGACTTCGAGATCATTTGGCAAAACTTTTTAATGAGCAAAAGAAGAGCAAGAAA
GATGTGCGAGAAAACCATCGAGCTATGGCTAAACTATTAAAAGAAGCCCAGAGGCTTAAA
ACCGTTTTGAGTGCAAATATGGAGTTTATGGCCCAGGTGGAAGGTTTGATGGATGACATA
GACTTCAAATCTAAGGTAACCAGAGCTGAGTTTGAAGAGCTTTGTTCAGATCTCTTTGAA
AGAGTTCCTCGCCCTCTACACGATGCTCTGGAAACTGCAGACTTGAAGCTGGATGATATT
GAGCTGGTAATTTTGGTGGGCGGTTCTACTCGTGTCCCCAAAGTTCAGGAAGTTCTGCTG
AAAGCTACAGAAAAAGAAGAGTTGGGGAAAAACATCAACGCGGATGAGGCAGCAGCAATG
GGAGCTGTGTACCAAGCAGCCGTACTCAGCAAGGCTTTTAAAGTTAAACCATTTTTAATT
CGGGATGCTGCTCTTTTTCCTATTCAGGTGGAATTCACTCGTGAGGTGGAGGAGGAAGGG
ATTAAAACCCTGAAGCAAAACAAACGGATTCTGTTCCAGAGGATGGCGCCCTACCCACAG
CGGAAAGTCATAACGTTCAATCGTTACCAAAGTGACTTTGCATTTAACATCAACTATGGA
GACATGAGCTTTTTGACTCCAAATGAACTCAGT
>McF0005M12-MGRbd1
TCTGGGTGCCGGCCGTTAACCCGGGCATTATGGCCGGGGGGGGCGGGAACTCTCAGGCGG
ATGTTGTTGTTAGCTTCGGTGGAGGATGTCTGAACTTTTCCCGCACACACTGAGATGATT
CAAATGTTTGCCTCTGCACAGTGATGAGACCCGCCTGCTCAGGATGGAGGGGGACAGGAA
GTGCATCCTCTGTGAAATCGTCTGCGTTTCCAAGCAGGAAATGGACGAGCACATAAGGAG
CATGCTTCACCACCGGGAGCTGGAGAAGCTGAAGGGCCGACGGAACCGGACCAGAGCAGA
ACCATGCCAGTTGGACACGAATGCCAGAGTGTGCGGCGTGACAGTGGTAAGCCTGACCGA
ATACGCCAGCCACATTTCCAGTTCCTGGCACAAACAGAACGTGGACAAGAGTCCTGGGGG
GGGCGAGCTCAGCCAGGAGAACTTTGACCAGGCTCTGGTGGACCTGATCCAGAAGAGGAA
GGACAAGATCAGGAAAGAAAAGGAAGCTGCTGCTGCAAAGGTGGCAAAAGAGGAAGAGGA
GCGACGTTNAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0005M14-MGRbd1
CGCCGTTAAACCCGGGCATTATGGCCGGGGGGAACCCTTTCTGCCAACACAGCGGGCTTG
ACTACGCATGAGCTGCAGAACCACTCTCTGTTCGAACGAACATAACTTTCTCGAGAGGTC
GTCTAAAGTTGGGCAAATTTTTTAAAAACTTACTCGACATATTTGTCGTTTGACTTCCAT
CCCATTTTTCTTTTGACCGTGCGGTATTCACCGAAATTTATTCGGCAAAAACTTCGGTCG
TGAAAAACCACTTCGCAGATTTTAAGTAACGTCTCTAGAGGATCGATCGGAGCTGCAGTG
AAGAGGACGGCGGTGTTTGTGGGAGTTGGAGCTGAAGATCGGAGCAGGAACCATGTCTTC
CCTTCAGTCTCTGAGAGAGTTGATCAGCGAGCGACTAGCTGCTGCTACTGAAGAAATATG
CAGACTCTGTGAAGGAACCATCGTCCAGTACGAGCAGGAGCTCTGTCGTCAGCGCAGACT
GCTGGATGTCATCTGGAAACCACAGCTGCAGCTACACCACATAGCACTCCCCCAGCATTG
GATGACTGAAGAGGAAGATCAATGCAACCAGCAGAGGAACTTTAAAGTGGAACAGGAAGA
ACCGGAACATCCACAGACTAAAGAGGAATCAGGGGAGGTCTTCATCAGTCAGGATGAAGA
TCAGATTGATCTGAAGCAGGAGACTGATACCTTGATGGAGATTCCTACTTATGAGGAAGA
TGAGAACAGTGAAGCAGATCTAAACAATCAGCAGAGGAACTTCAGAGTGGAACATGAGGA
ACCAGAACCTTCACAAACTGAAGAGGAACAAGGGGAGCAACAATTTCAACAGATTAAAGA
G
>McF0005M16-MGRbd1



TGCGGCCGTTAAACCCGGGCCTTATGGCCGGGATTTCTAATATGGTCACAGAAATGGAAA
TCTGTTTTAGGCACAACAGACAAATCCTACACTACCCGCATTCCCAATGTATGAGGCCAC
AGAATGAAGATGAGATTCATCTTCTTTAAAGGATGTAGCTAATGTTCGGGATAAGCAGTC
TGGTTTTATTTGCTGATTTCTAATGTTGCCGCACAACTGTTGAAAATAAAATCCATGAAG
CTCCCAGCTTATAAAGGCTAGAGAGATTTTTTTTATCCTCCAGCTGAAAAATCTGTAAAT
GAGAAATGTCATTTCCATTGCACCTCTTAAAATAAACTTCTCTTATATGACATGAAAAAA
AAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0005M18-MGRbd1
GGACCGCCCGTTAACCCGGGCATTATGGCCGGGGGACACACACCAGCGACGCAGTTTTAG
GTGTTTAATTTTGTTATTGCATTTAAGATTTAATGGACAGCGAGACGCAGAAAGATACTG
AATTAGAGCCGCCATCAATTATCGACCGATACTACACACGGTGGTACAGAGCAGATATGA
AGGGGCAACCATGCGAGGACCACTGTATTCTCCAGCATTCAAACAGGGAGGTCAGTTTCT
TACAGATTTTGCACCTTTGTGTAGAATTACATGCACAGATGAGACCAAGTATACAATCTA
CAGCTGCATCCGCGGCCGTCTGCTGGAGGTCAATGAGAATATTTTGGAAAGACCAAATCT
GTTACTAGAAAAGCCGTCAACTGAAGGATACATCGCTGTCATCCTCCCAAAGTTTGAGGA
AAGCAAGAGTGTGACAGAAAATCTGTTGAGCAGGAAAGAGTTTGAGAGCATCGTCTCCAA
GCGTGATCAGCAGCCACAAGCGTCCTGATGAAAAGTGCCATCTTCAAGCTGGAACAGCAG
TTTTTTGGGTTTTTTTTCCTCCCCATCAGCTCAAAACACATGGAGTACAGACTGAATGGT
GCATTGAAAAATTATGTATTAATCAATACTATTGTTGATTTTGATTCTAACAGGCCTTGC
TTTTTTTGTGGTTGTTAAATTACTTTTGGAGAAAATAGTGAGTCGTTCATTTTTTTGTTG
TAAAAAAAACAACCAGTGACTTTTTTTAATTAAAAAAAATATTGTTTATTTCTAAAAA
>McF0005N02-MGRbd1
ATCGGCCGATAAACCCGGNCATTATGGCCGGGGGCAGTAGCAAACGAGACAATGCAGATT
GAAAAAGAACCAATCCGTGATGGAGAAAATATGCTACACACAAGTTGTACCATGGTTCGG
GTGAATACTTGATTCTGATTGGCTGCTGGGTGTGGATTAAAAAGTGATAACCGCACGTCT
AAAAAAGAAGTTCTGGTCACATAGCTTAAGTGTTCTATAACACTGCGCCCGCTTCTTTAA
CCCTAGAACACTTTTGCGATAAAAAGTGACATCATCACTTTTTCCGGTGTGGGAACCGGA
TCAACTCGGCTGCCAGAACTTCCACCAATGCTGACGTCACCCTACAGCAACACCAGTTAG
ACAAACTACTTAGCGATTTTACGTTTCCTTTTGTAAAGTTTTTCTCACTCATAACTAATA
ATGCCATTTTTAGTTTTAAGGTGTCAGACATAATTGTTTATGTCGGACATTATTATTTGT
TTCACCAAATGCAAACTGTACTTTAATCATTAACATAAGCATTAATTGAATTCCATACGA
TGGAATTACAGAACTTCATTGGATTTAACAGTTATGATTGCAAAGTTTATATTTCCCGTT
TAAAACTTGCAGAAAGTATTAAAAAACTAATTACAAAAAACAGCACACTTTTTTTCTCAA
TTTTTATTTGTTCTTCATGTTTTATCAAAACANACAACCAANAAAAAAAAAAANNAN
>McF0005N08-MGRbd1
CGCCCGNTAAACCCGGGCATTATGGCCGGGGATGGACTTTAGGATATTTTGTTCCCCTCT
TTTTATTTCTGCTGTTCAGGTATTTGAGCAAAAGCAACAGTGAACCTCTAGCTCAACAGC
TAACTACTACTAATAGTACTACAAAAAGTACTGCTTTATGTACCACTGTTTTGTGCGGCA
AGTCTGTTTTCAAGTTTTTCCGTCTGCTCTCTTAATGTGTGCTTTTTCTGAAAATGATTA
CATTTTTTTCGATGAATGGGATCTTTCCCGGTAACCACAACAGCAGTGAAGTGGCAGCGG
GCAATGCAACTGTTTGTTTTATTTTATTTTTCTGTGTTGTTTTTATGACGAGTGAAGAGG
TCTTCACCTTTTCTGTATTCTAGATTCTTGCCTATATACTCAATATGTGTTTGTGTGAAT
ACTTTTATTTTGAATCTGAAGTTAATAAAATATCATCTTTCTTAAATGACANANAAAAAA
AAAAAAAAAAAAAAAAAAACAT
>McF0005N10-MGRbd1
CCGGCCGTNAAACCCGGGCATTATGGCCGGGGACGTCATTCCATGATGGCTGAAGATTCC
GGCGGAACATTCTTTAATTCTTACCATATTTTTCTTACTTTCTTTGTATCTACGCTTGTC
ATAGAGACATGGCTGGACTTATAGAAAAGTTAGACATCTACAGATCTTTGGTATCGACAT
GCCCAAGAAAGGGAACCGAAAACGGCTGAAATTTAAGGCGGGGGACGTTTGTTCGGAATC
AGTGACCGTTGCTGATTATGCTGATGCCGACCCAGCCATTGTGAAGTCTGGTAGGGTGAA
AAAGGCTGTTGTCAATGCGATTGAAAAAGAAGCAAAACTACTTTGCGGCCTGGAAGCATC
TCAGGGTGCGGTGGACGAAGTCCTCTCATCTTCAGTTGGTGTCAAGGAGGATGCTTTGGG
CAGCAGTGAAGACTGTGAGCCTGGAGAAGAGGAAGACGGAGAGACTGAAAACAAAGTAGG
CCGCANAAAGAAAAACANAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0005N11-MGRbd1
GTGTGGGAGCCGGCGTTAACCCGGGCATTATGGCCGGGGGCATTGTTTGCTCTTCTCAGA
ACACATAACACTTGTTTGTTTTTTTGCCCCTACAGGTAAAGTCGAATTACACGGAAAGGT
GATAGAAGTAGACTACTCTGTTCCAAAACGACTAAGGTAGGCCCACGAGCTTACAAACAC
GCACTCTAGTCTAGCATATGCCTATACTGTGTGGTGCCCCATGGCAGACTGTGTGTGACC
TGTAGGCTTCCGCTGAGAAATATAGCAAGCACGTTTGGCCGTTTTTATCGCGTTTTTCGC
CGTTTCCTCCTGCTTGTTGTTTGGTTGCGTGGCACAGAAAAGTTGTTTTGTGGTGGCGAA
ACAAAAAAAAAAAGGAGGGAACGATTTAAAGGAGCGGTTAAAGTCTACATCCGTGAAACA
CATGGCTTCTGCCATATCGCCTGATCTGCAGGCCTGTCTCANAAAAAAAAAAAAAAAAAA
AAAAAAAAAACAT



>McF0005N17-MGRbd1
GTACCGACGNTTAACCCGGGCCTTATGGCCGGGGGCTAGGCGTTTAACTTGTACTGAAAC
TTTTACCTTCTAACGTTACGCCTCTCTAAAGTCAGTCATTCTCATATTTTAAGAGTGTAT
CGCGAGTAGAATATACAAAGTGTGAAGTTTTATCGCCGTGTGTATCCCCCCCCCCTTAAA
ATGTTAATTGGCACGGATTATTGGGTTGTTTACATTGTGAAACAGCTGACAAGCTAACTT
TAGCTGTCCTAAAACGCGAGTCGCATGACTTGTTAATTTATCACGGCTGTCCTCAACGAT
GAACCGTAAACTTTTGCGAAACCTCTAACACGGATTTATTTGGTTTTCTCGTAACGAGCC
GTTCAGTCAGTGTTTCCTCCATGCGAAGTTAACGTTAACCCGTGCATATTTATTACCCTG
GTCTACAGTGGTAACTGTTAGGTTATTAGTTAGTGCCAGTTGAAGTCAGAAGCTAAAAAA
AATGCCCTGTTCCTGTGGGGACTGGAGAAGATGGATCCGGCCGTTGGTCGTCGTGTTATA
TATTCTACTGTTAATAGTCGTCCTGCCGTTTTGCATCTGGGAACTACAGAAGTCAGGGGT
GGGCACTCATATTAAAGCATGGTTTATCGCTGGGATATTTGTCTTGATGACTATTCCCAT
TTCTATGTGGGGAATCCTCCAGCATCTCGTGCACTACACCCGGCCAGAGCTCCAGAAACC
CATCATCAGGATATTATGGATGGTCCCAATCTACAGCTTGGACAGTTGGATTGCACTGAA
ATACCCCAAT
>McF0005P12-MGRbd1
CTGGGTACCGGNCGTTAACCCGGGCCTTATGGCCGGGGGTGTGGCGGTGGACGGAGGAGG
TGCAGGAGGAGCCAGGAGGATTAGAAAGTAGTGGAAATAAGAAACAACAACTCTTTACTT
CCTATCGGCTCTCAGGCGGCCTGGCCCTTCTTAACAGTCGTCTTTCGCTCCTGACTGCAC
ACATACATGAGCTAAAAGCAGAAGCGGCCCCACAATTTGTTTGTCGTCAGTTCCAGCATG
GCCGGAGGTTCGGTGTCTGAATGCAAGGAGTATCTGTTCAAGGTTCTGGTTATCGGAGAA
CTGGGGGTCGGCAAAACCAGCATCATCAAACGCTACGTGCATCAGCTTTTCTCGCAGCAC
TACAGGGCGACGATCGGGGTCGACTTTGCTCTCAAAGTGATCAACTGGGACAGCAAGACA
CTGGTCCGGTTACAGCTGTGGGACATCGCAGGACAACATCAACGTGGATGACGCAGCACG
TTTCCTGGTAGAGCACATCCTGGCTAACGACAAAGGTTTGCCACAAGAGGAGAGCAACGG
AGACCATTTCAAACTGGACCCAAAGACTGCTGCTGCCGAGAGCAAGTCAGGCTGTTGCTA
ACACTCTGTTCACTCAGATTAGTTATCTGCCTTCCATTGGCAAGGTCCAGTGAGTTCACT
CAGCCTGTCGCTCTAGTTCTCTGTTGTACCCTCAAGGAGGAAAATGAACTTTTTTTGGGG
TCTTTTAAGCACCAGGGACTTCTTTCTGCACCCATCACGATTTGAACTGCACATCCAAGT
T
>McF0005P14-MGRbd1
GCGCCCGNTAAACCCGGGCATTATGGCCGGGGACAAGTGAATAAGTGCACATGGCGGATG
CCTTGGCGATTACAGGCGATGAAGGACGTAGTAGCTTGCGATAAGCTGCGGGGAGCTAGC
AAACAAGCTTTGATCCGCAGATTTCCGAATGGGGAAACCCACCCTTTTAGGGTATCACTC
ACTGAATACATAGGTGTGTGAAGCGAACGCGGCGAACTGAAACATCTAAGTAGCTGCAGG
AAGAGAAATCAACCGAGATTCCCAAAGTAGTGGCGAGCGAAATGGGAAGAGCCTGTACGT
GATAGTCGTTTTGATAGTGGAATCCTCTGGAAAGTGGAACCATAGCGGGTGATAGTCCCG
TACACGAAATCAAAGCGGTGGTACTAAGCGTACGACAAGTAGGGCGGGACACGAGAAATC
CTGTCTGAATATGGGGGGACCATCCTCCAAGGCTAAATACTCGTAATCGACCGATAGTGA
ACCAGTACCGTGAGGGAAAGGCAAAAAAAAAAAAATAAAAAAAAAAAAAAAACAT
>McF0005P22-MGRbd1
GGGAAAAGAAGTGTAATTCTATTCGGACGTAGTCTTTAAAAAAAAAATGAAGGTGCCAGA
GGCGGAATTAATGAGCGACATTCTGAAGAGGCTGACGGGAGAGTCTGCTCTGCCGCTGTA
CTGCTGCATCGAGAAGTACAAGCGCGAGAGGAACGGCCTCTACTTTGTCGCCGAGGATTT
CACTGAAACCGTCAAAAAAAGAGAAATGGTCAACGCCAAGGAAAGACTGAGAATAAGGAA
CTTGAACACAATGTTCTCCCGACTGAAGCGCATGCTGCCTCTAATGCAACCAGACAAAAA
GCCGAGTAAAGTTGATACACTCAAAGCAGCCACTGAATACATTCGACTTCTTCTTGCTGT
TTTGCGGGACACTGAAAATAACAACACTGGGACGGATTTTCTAAAGAATGCAATCACTTA
TGGTCAGCAGGATGGCTTCGCCAATGACCTCTGGAGAATGGACGATTTCTTGAACCTGTC
AGATGATCACATGGAGGATGGGTTCACCATGCCAGCAGAACCTGCAGCAGAGGATGGAGA
CATGACTAGACTGGTGTTGCAGCATTGTGTGATGCCTGCATACCAGTTCATCATCCAAGT
AGCGCCCGATCAAGCTTCGAGGGATTAATTAGCCACCGCCTCCCGACTGCACATCCCAAC
CACTGACCCGATGTCCTTGCTATCTTGGACATTGATGACTTGCACTCTTTTTCC
>McF0005P24-MGRbd1
GTGAGCCCCGTTTAAACCCGNCATTATGGCCGGGGGTGAAACCTTGAGTCAGAGGGCTGG
AAGCTGAATTGACGCTCCATGCTGTTTGGGCTGTATATGTACCTGGAATAAACGGGTTTG
ATGCTCAAAAGGGGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0006A21-MGRbd1
CCGNTAAACCCGGNCATTATGGCCGGGGTTTTTCCTGGGGCTTGTACTCAGCGGTACAGC
GGAGGGTTATCATGAGTGTTTCCAACCAGAAATCCTCCGTTATTAATTCTTTGGTCGATT
CGCCGTGTCGTGGTTGTTTCTAACACCACGGTGACGGAAGACAACAGGCCTGCTCGTCCA
GGATGTAAAAAGATTCGGGGAAGTTGAGCCGTTGGTGAGCTGCGACTCTCCCCCTTTGTC
TCACTGTGCACCTGCATGTACTGTGAGCAGTCCCGACCCGTTGGAGAGGTGCTGTGCTCG
GTCACTGTGCTGCACTGCAGGAACCCATGGCTTCCGGCCTGCCGACTCCCCTCTTAGGCT



GCAGGCTCAGGCTGTTGGAGTTTCTAACTGGGGCTGTGCTGCTGATGCTGGTGTCCGGTA
TTGGGCCAACGTTTTGTCAGAACATATACACCAACACATGGGCTGTGCACATACCTGGAG
GTCAGGAGGAAGCAGACCGTGTTGCTGAAAAACATGGCTTCATCAATTACGGACATGTAA
GTGACCTTTGTAGCGCTCATTCTGGTGTGACTGATGTCCAGAAACGGTTATCAGGCCAAA
GCAGAAAAGGGCCATACCTTTTCAGTTACTCAGTCAGAATAGATTCATGTTTTACCCAGA
CCCTTAGAATAAACCTTTTTTTCCTCTAAANNAAAATGNAAAA
>McF0006B07-MGRbd1
ACCCGGGCCTTATGGCCGGGGGCCACCACCCTGATTAAACTTACTGCACCCCTTAGCTAG
CATGATGAGAGCAGCATCCCTCCCTGCTTTTCAGAGATTAAAACCCATCATCATTAGCTC
GGCTGCAGCTTGCGTGAACATAAACGGGTGGCTTTAACCAGGCTCATCAGAGCGCACTTT
TGTGTCAAATTTGTTTATGACCCAAAAAGTTACGTCTGGAAATTGCTGGGTGGGTGGTGG
AAATGATGCCCTGGCATTTTTTTTTTCACACATCCTAAAATTCTAACAAATCATCCAACC
AAACCTACGTTTTTAATCAATGTATACATTTGTTTTTATCGTTCCTATACGACTTGCGGT
CTTATAACAGGCCCGTTCTAAGGGAACCACTAACTGAATTTGGTTGTTCTAGGCTGAGGG
AGAT
>McF0006B09-MGRbd1
CGCGTTAACCCGGGCATTATGGCCAGGTGACCCAACATGTTCACCTTTTGTTTTTTTTGT
GGGTCCGTGACCCCCCCAGCTCTCCTTTTTAGTTTATCTGGAAGTCAGACTTGTGAGAGA
TCTTCTGATCGTTCAGGGAAACCGTCTCCACACACTAACTTATTTCTATAAAAGGTTCTC
CGTTTGGAGGAATCTCGTTTTCTTCTAGCGACACTCGGGCCGCTTTTCTGTTTGTCAAAC
TAGAACTTAGAGTCCAGCCCAGAAGGCCGTGCTGCCTTCAGGGCCTCCGGTGGACGGAAA
ACTGAAGACTTTGGTTTTTGCTCTGGGAGCTGCTTGTTCAGTCGTTTGTAGGACCAGATT
TTAATGTAAATGTTTTTTATATCAAACTGTTTGTATTAAAAGTTTGAGAAATTCAAAAAA
AAAAAAAAAAAAAAAAAAAAAAACTT
>McF0006B16-MGRbd1
CGGCCGNTAAACCCGGGCATTATGGCCGGGATCAACTGCAAAAGTAAAACAGTGTAGAAT
TTAAAAAAAATTTAACAATAAATTCAAATGCATGTTTAAATTTTTCAAATTCTGGGCCCT
CAATGATGACTGACCCATACACAGGGTCTTGGTTGTCCTGTGTTTCATTGGGAAGGACCA
AGACAATCTTGAAGCGATTAGTTCAGTCCTCTTTCACTGCTTCTCGGCTGACATCCTGAG
AAGAAAAAAAACTGTAATTAGAAATAATTAAGAATAGATCTCAAGAAAAACAAATGGCCA
AGAGAGTAAAAAATGTTAAAATTAAAAGTATACTTAATTTAGTTTCATTTAAACAATATG
ACAATTTTTTTTTTATTTCATGTCACACAACATTGTTCACAGGGGCTGACCCTGAGACAA
AGACATGTTTGGGGGCCATACACGCCAAGAGTCAACACCCACAACCCTGGCCTGGGCACA
TAGTGGTGCAGAGCCCTCCAGTCACCAGGCTGGAGCTGTCAATGGGACAGCAACTGTGAT
GGTAAACCAGAACTATTCCTAGTGTGAAATGTCCCGATGGGAGGAAAAACACTGGAGCCN
NNNAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0006B21-MGRbd1
CGTTTAACCCGGGCATTATGGCCGGGGGACAGAAATGCGCATGCACGCGCGGCTGTTGGA
GACGAGGGGCTGAGCTGAGCAACACCATCGATCAAAGAGCGAGAGGGAGGGAGAAAGAGA
ATGCAGTGTGTTTCGCCCAGCAGACCTCTCCTTTCCCTCCTCCTCCTCTGTCTCCCTGCC
AGCTAATGCTGAGTGGAGGTGAAGCAGTGATTCTCCTTGCGCGTCATCCACGGGGGAAAT
CTCTCCACATCCAGGCTTGACTGAGGCGATGACAGCGGAGCGAAGCTGTGAATTTAGAGA
GACCAGGCCGGCAGGACGCGCGTGAAATCCGGGAGCGCAAAGTAACACGGAGAGAGGAGC
AGCAACTTCTCTTGGTGATCTGCGCTCAGCTCCGGATCTCTAGGCACCGGTAAGGGGGGG
ATATTGCGCAGCGCGCAGCAAGCAGCTGCATCTCCTGCGTGGGCTTGCACGGAGGCGGCG
TGACCTGGACTACCACGGCGCGTGTGCTCTGTATACGTTGATCTGCTGAAAG
>McF0006C01-MGRbd1
TGGTCGGCCGTTAAACCCGGCCTTATGGCCGGGGAATGAATGAAACAAAGATTTTTTCCC
CCTCTGTGTCTCTGGGCCTTGCTGCTCTGCCCTTTCTCTCCAACTTGTTTTGAGGTTTTG
GTCACTGACCGCAGCACTGTGCCGTTCAAGACTGCTAACAGGCCTCCTCTGAGCCCCCAG
CATGGTAGAATGAAGCAGAACTACTTCACGATGAAGAATTACCGCCCCTGCATGGATGTT
CTCTTCCTGTCAGGGCTCTGAAGCTGTGGATGCTATTTGAAGAATGTTGAAATGTTCTTG
CTGAGATGCACATGCTTCCTACAAGTGTCTCATCAAGCCGTTCCTTTGACTCATGCTTTC
GTAATGCTCAAGTGTGCCTTGTAGCCTCACGGGTGAAGCTTTGCACAAAAAGCCCTATTG
ATTTCTGTGCCTTTCCAAAGCCACTGCAGGCAGCTTATTCTTACTGGAAGATCAGGGTTG
CACATTTGCTTGACTCCTAAATCAAAAGCTTTTATTTTTTTCTCTCAATATTGTGTCTTG
AATAAATTCTTTTTTTGAATGCTTTTATTTTGTAAGTCACAGACGGTTTACATTTTATCT
GCTGAGCTTTATGACTACAACCAAAATGAAGAAAAGGTTCCTGTCTAAAGTGAAGATATA
GTACATACAATGACTTCCTAAAAACTGTAAATAGTTTCTGTAAATGTTTTGTAAAAATTC
TTTC
>McF0006C06-MGRbd1
GGGACGGCCCGTTAACCCGGGCATTATGGCCGGGCGGGTCAGTGGCTTGTTGAAGAGGCA
GAAAAAATCAAACTGGTGGCATTGGAAAAAGAATGGATGAGATTTAAACAGCTGGAAAAA
GAGAGGGCAAGGCAAAAAGAACTAGAGCATCAGAGAGAAGTTGAAAGAGAAACGCAAAAA



GAGATGCAGAGAAAGAGGTGGCTGGAAATTGAAAACCTAAGGCAGAGGGAGGAAAAAGAA
CGACAGTGGCAGTTGGAGAAAGAAAAAGAAGAGTTGGGAATTGAAAGGGCAAGGCAAAAA
GAACTAGAGCAAGAAAGAGAGCTGGCAAAGGAGAGACAGAGTAAAAGGGATGAAGAGAGG
CAAAGAGAGTTGGACAAGGAGCAGCAACACCTTGAAATGCAAAAGCAGAAACAGAAAATG
GAAGAAACAGAGAAAAAAGAGCTGGAGAGGCAACAGTTAGAACTGCAGAAAAAAAAAATA
AAATAGAAAGAAAAAAACGT
>McF0006C07-MGRbd1
ACGGCGCTTAAACCCGGGCATTATGGCCGGGGGAAGGTGGCTGAAGGTGGGGTTGAGGAC
GGAGGCCTTAAAGATGCCAAGAAGTCCAAAGGATTTGTGGAGACTGTGAAAGTAGAGAAA
GAGAAAGAAAAAAGAGAAAAAGATAAGAACAAAGAAAAGGAAAAGGCCAAAGGAGAGAAA
TCTTTGGTTAAAAGTGAGTTTAAGCAGCTACTTTGTCCAGATTCTGCAGGCTCCTCTGAG
GATCGCTCGGACTTGGAGACGGGTCCAGACAGCACCAAAAAGAAAGACAAACACTCCAAG
GAACTGTTGAAAAAGTCTAAGAGCCACACTGAACCCGGAGAAAGACCAAAACTGAAAACG
GAGAGCGAGAAGGAAAAGGCTAAAATGGATCAAGACAGCCAGAGGCCACAAAAGCCGAGC
TCCGAAGCTGATCCCAAAAAGGTCAAGTCTGCAGAAAAAGGAAAGATCCCAGAAAAATCC
AAGACTAAATCTAAAGAGGAGACAAAGATTCCAGTCACACCTATAACAGACAAGAAAACT
CCAAGTCTAGACGTCCGAAACGCTGGAGTTCCATCTGTGAGCAAACTGGANGCNNTNNAA
AATAAAAAAAATATAAAAAAATCCAT
>McF0006C08-MGRbd1
CGGGNCGATAAACCCGGGCCTTATGGCCGGGGGAAAGACCTTGTGATCTCACGGTGGACA
ATGCTTTCTGTATTCCCAGTCCAGGCTGTCGGTGTCCTCTCCCCTCAACCAGATAAAGCT
TGCTTCTTGAGGTTAGTCCAAAGAAAGCCAAGGGAAATCTGTTCTGTCCTCTGCGTTGGC
CGATGTTCATCCCAATTTAATCTGTTGCTTCACTTAATTACAAAAACTGTTGGGTGTATT
AGGCTTTATACTGAGGTATGTTCCACCGTCTCCAACTGTATGCTTTCTAAATTGGATTAA
ATTCCGCTACTTCAGTGGCTTTCTCTTTGCTGTCGCCTTGCACCTTGAAAGAAAGCTCTC
CTTTATATTGAAGCTGTTGCTGGTAAATATGTTGCCCTCGGGGCATAAATCACTTAAGTC
AAAAGGAGATTAGATCAACTTGAAGTGAAGTTGTTTTCTTATCTGTAAAAACAGGAAAAT
AGAAATTGGGATGATGGTTTTTAAATATTCCTGCTTCATTTGAATTGCCTTATCTGTTCT
TTAACAGCAGTATTTAAAAAAATCCTTTCTGTTACAGACTTTTAACTGTATAATTATAAA
CTTGGCATATGGAAAAATCTAGAAGGGTGTGTAAATAATAATTACAAAATTAAACTGATA
TATTTAAATTATAAAACTCTAATCTTGGTGAAAGACATGTGTATCCCCCTAATTGCAGGA
TTCTGGGATTGACAAAAAAGACTCAAAAAGATCTCCCACACATTCAATCTNCTCCTCCAG
CAAAGCCATCAGTCACT
>McF0006C12-MGRbd1
NAAACCCGGGCATTATGGCCGGGGACTCCCAGAAGCAAGCATGTCCGACCGCGGGACGTT
CGACACCAACGTGGTCACCGTGACCCGCTTCGTGATGGAGGAGGGACGGAGGGCCAAGGG
CACCGGGGAGCTGACCACGCTGCTCAACGCGCTGTGCACGGCGGTGAAGGCCATCTCCAG
CGCCGTGCGCAAAGCTGGGATCGCGCACCTTTACGGCATCGCCGGCAGCACCAACGTGAC
GGGCGACCAGGTGAAGAAGCTGGACATTCTGTCCAATGACATGGTCATCAACGTCATCAA
GTCCTCCTTTACTTCCTGCGTTCTGGTGTCTGAGGAAAACGAGAAGACCAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAACAT
>McF0006C20-MGRbd1
CGTTGAGCGCCCGTTAAACCCGGGCATTATGGCCGGGGGGCTGCACGGTGGCGCAGTGGT
TAGCGCTCTTGCCTCACAGCAAGAAGGCCCCCGGTTCAAGTCCCGGACCTGAAAAACACA
TCAACAGGGGACCTTTCTGTGTGGAGTTAGCATGTTCTCCCCGTGCATGCGTGGGTTTTC
TCCGGGATCTCCGGCTTCCTCCCACCATCCAAAAAAACATGCTTCATAGGTTGATTGGCA
ACTCTAAATTGTCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0006C24-MGRbd1
TCGCGCCGNTAAACCCGGGCATTATGGCCGGGGGGGGGGCAGGAGTGAAAATGGCGGCCG
AGCAAAGCTCCAAATGCACGGCACAAAGGAAAGGGTTTCGGCGGGAACTGGATTCTTGGC
GACACACACTGATACACTGGGTCGGCTTTGAAACAATTCTGGAGGGAATTTATGGCCCGA
TGCTTCTGAAAGATCTCAGTTTATTTGTTGATTGCGAGCCTGAAGAAGTGGACGATTGGT
CCCCAGAAACAAGCCGTAGTCATTGTTCATTCTGCAAACTGCTGCTGGAAAAACTCAGTG
ATCAAGAAGCTGCCCCCACGTCTCCTCTCTCTCCCCCCTATCATTACTCCTGTTGACAGG
GTCCAACTATATCTGACAGCAGCCATTCAGCTCAAAGATTTCTTCATGCTGTGTTTCACA
AAAAAGATGTGACCCCAGATTGTGACTCGAGCATACCTCTGGATGCCCAGGAGCTCATGA
AGAAAATGATCCATCATTTTGCTGGGGAGCATGCATCAAAGTGCACAAAGGTCAATTATA
TTTCAAGGGCATCCTCCCCCTCATCGGAAGCGTCCGATGCCCCTC
>McF0006D02-MGRbd1
TGGGTGCCGCCGTAAACCCGGGCCTTATGGCCGGGGGGGATAGTTTCCCCAGTCTGTCCC
AGCTTTAAAAACTTACTCTGAAATTCAAGGATTTCATTTTTTCCTCATCGATAAGGCTGT
TAATTAGGCCAAGAACTTGGTCTCCATTTTCCATCTGGGAGGTCTTATTAAATGTAACTT
AAGAAAACGTGTTGAAACCCGGTAAGACATATTTAGAGAAAGGGGTCCATGTTGACTTCA
TGTCAAACTCCAGATGAGCCAGAAGATGAGAGAAAAAGCAAAGTTCCCCAAACAAAAGAC



CATCCATCAGTTTGGAAAGAGTTTGGGCTTCTCTAGGCTAACTAAAGTGTAATATTTGGG
ATGCATGTTTCGATCCCGCTGGAGTCAGAGTCGACTCCCCTGTTGGAGGTGGGAACGGGA
AGCCACGCGGTCCAAAGGTCTTTGCACGTGTGCAGTCATCAGCTGCTGCCACTGACTGAT
TAAACTGAGGTTAGAAAACTGCCGAACGGAACTGCAGATAGATGTTCCTGACTCACTGTG
CGACAGGAACAGAGGAAGTGATGCAAGACCGTCTCTTTCTATGTGATCGTTCCATCCAAA
CGGGCTGCTCTGCTGCTTCCTCTGACTCAAAGATGAATCACGTAGTTTCTTCGTAGTTTC
TTACTTTGGGTTAAGCAGCTGGCAGATTGCTGTTACTTTAAAGTGAGGTAAAGGAGCATT
TCTATGTTTCAATGGATCTACATTGAAGAGTTTGTGACTGGTCAGTTTGATTTACTT
>McF0006D09-MGRbd1
ATAAACCCGGGCATTATGGCCGGGGAGAAGACGTACTTTCTCGCCGCGCACCGGACGGTC
CAGTGTCTACTAAAACTCGCCAGAGACGCGTCTTGGTGACACAGCCCGATCCACGCTGAG
CGAGGGACACGCACTCAGTGGGAAGAAGAGTACCACTGAGCCAACAGACATCAGGTGCCT
TTGTCTTCGGGGACTCCCTGTCATCTTGGCGGATGATTCTTCTGCCTTCTTCAGAACATG
CTCTGATGTAACTGACAAGGACTCGTACAGTGAAACTTCAGTGGGAATTCTCTGCCTTGG
TCAAGAAAATACCCAGCTCAACCCATCCAGAGTAGGGATCATCTTGGAAGGGTCTGTGGT
AATGGATGAACTGTTGAACCTACCACAGGCCTTCTGTGTCCTTTTTGGCCTGATCTATGC
CCTACACCTGGACTACCCCGAGTGCATGAAAAACACTTTAAACTTTATTCAGCAAGTAAT
GCTCAAACTGGGTAAAAGTGAACTGGTACCCAAAATTCAAACTTTGAAAAATCAGCTGGA
AGCATAAATCGTGTTCAAAATGGCCCTTCTACTTTTCCAGATTTGTTTGCCACAGTTTGT
AATGTTGGACTTTTATGAAAACATGTTTATTGTTGTGTAAGGTTTAGGGTACATGTGTTC
TGTGGTTTTTGCACTGATTTTTGCACAGGTTTCCATGACACAGGCTTTAAAAAAATTTCA
TTTCAATTGAGTTTGGTATTTTAGTTACAATACCAACTAAAAGCTAAAACATTTT
>McF0006D11-MGRbd1
TAACCCGGGCCTTATGGCCGGGGGACGCGAGAAGGCACCTTCCTGGGCCGTGTTTCCCCT
CCTCGTCCCACCTTTCTGACTCGGTCCGTCTTCGTTTTCTCCGGTTTTACTTTTTTTGTT
TTTATTTTCGACATTCTCCCCACCAGTGACAGTCACTTCGCGGCGTTCTTCTCGGGTTTC
GTGTCGTGTGACATGGTAGATTATCACGCTGCCAATAACCAACCGTCAGGCGGGCCACAG
ACCTACATGGAGCAAGAGAATGACTGGGACCGGGACCTGCTTCTGGACCCGGCCTGGGAG
AAGCAGCAGAGAAAGCCTACACCCCCTCACCCCCCTGACCTACGGACATGGAAGTGGATG
CATCAGAATGGAGTGGAGCAGGGAGCTTGTGGTCCGTCCAGCGTAACAAATGCCATCTTC
TTCAAACTGCATTTTTTTTCCATCTGCTCCTGTTTCACAACAATTTGAATAAAGAAATGA
TCAGATTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0006D20-MGRbd1
TGGGATGCGCCCGNTAAACCCGGGCCTTATGGCCGGGGGGCTGCACGGTGGCGCAGCGGT
TAGAGCTCTTGCCTCACAGCAAGAAGGCCCCCGGTTCAAGTCCCGGCTGGGGGACATGAA
AAACACAACATCAGTTTCTGTGTGGAGTTTGCATGTTCTCCCCGTGCATGCGTGGGTTCT
CTCCGGGGTCTCCGGCTTCCTCCCACCGTCCAAAAACATGCTACATAGGTTGATTGGCAA
CTAAATTGTCCATAGGTGTGAGTGTGAGAGTGAATGGATGTGTGATTGAGGATATTCTAC
CCTGCGACAGACTGGCGACCAGTCCAGGGTATCCCTTGCCTACGCCCAAGTGGCCGGGAT
AGGCTCCAGCAACTCCGTGACCCCGAAAGGGAATAAACGGTTAAGAAGATGAATGAATGA
ATGTAAAAGCAGCAGAATCTTAAAAAGAAATTATGAAATAAAGAGATAAAAAAATTTATA
TAAAAAAAAAAAAAAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0006D21-MGRbd1
AGCGCGCGNTAAACCCGGGCATTATGGCCGGGGGGGCGCAACAGAAAGGATACGTTGATT
TTTCCAGACTTTCTGTGAACTAAATGTAGTATATATATATATTTTTTAAAACATTTTCTT
TCAAAGAAAAGGATACTTAGTATCGGGACCTAACGCTTTTTAAAATGAAGAGCCTCAAGT
ATCGATTGAAAAGGCACGAAGTCACCATTTCAAACACGGACTGGAACAAGTACGATGATC
GGCTGATTAAGGCAGTGGAGCGTGGAGAAGTGGACAAAGCTGCAGCTGTTCTCAGCAAGA
AAGGCATCATCCCCACCAAGCTTGATGTAGAGGGACGCTCAGCATTTCATCTGGCAGCAG
CACGAGGACACCTGGAATGTCTCAATCTCCTTCTGGGACACAACGTTGATATCACAGCAA
GCGATGCCACTGGCAAAAGTGCTCTTCATCTGGCCTCGAGAAATGGACACTTTGGGTGTG
TGCAGAAACTGCTGCAGCACAACTGTCCAGTTGGAAATGTGGACCTACAAGGACGGACTG
CTCTACATGATGCTGTTATGGCAGGCTGCTGCTCCTCTGTGACACTCCTCTGTGACAGTG
GGGCCTCTGTGAATGCCAGTGATCTAGAAGGCAGGACACCTCTGATTCTGGCCACACAGA
TGTGCCATCCACGCATTTGTCAGCTGTTGCTGGAGCGGGGAGCTGACATCAAACTCAGAG
ACAAACAAGACAAGACGGCTCTGATTTTGGGCTGCGAGTTCAGGTGC
>McF0006E05-MGRbd1
GTAGTCGACGNTNAAACCCGGCCTTATGGCCGGGTGTTCTGTTTGTTAGCTTGCTAAAGT
GAGCGTTGCATTTGGATGTTGACTGGGCAGACCCCAGACTCCTTTACACTTTGTATGTGC
AAAGTAGCTGCAGCGGTGGGTTGAGGCGATAGCACATCGCTGCAATAGTCGCCTTAAGGC
GGAGGATAGCTTCCCTTTTTCCAGGTGTCCAACGACAGGTAGCTATGCTAAACATTAATG
TTAGCTAATGCTAGCTAACATCGCGAGCTGATTGCTTGCATTCAGTTCAGGCCTGTTAAC
ACCGCTTCCAAGAAAACAAATGTTTGAAAATGGCTGACAAAAAGGGAAAAATTGCCACTC
CAGTCAAAGTGCTGACAAAAAAAGAACAAGAACAGCTAAAGAAAAAGGAGGAAGAGAAGG



CAGCTGAGGTGTTTGAAGAATTTTTGGCATCATTTGAGAGCAATGATGATAGAAAAGTGA
AGACTTTTGTCCGTGGAGGAATTGTTAATGCAACTAAAGAAGAGGAGGCGGCGGAGGTCA
AAAAAAGTAAGCTCTACCGACCAGCAACAAAGTTTTCCCCCGTGACTCATCACGTCTCGG
CCTCATCATCTGCCGAAAGCAAAAAAGCTGCTTTCAAAAGAAAGGCAGATGAAAAGAGGA
AGAGTAACCTGGAGTTGTTCAAAGAAGAACTCAAGCTAATACAAGAGGAGCGTGAGGAAA
GACACAAAAGGAAGAAAAATGACGCTGGTGGAGGGGCTGAAGGAGGAACATGTGCAGATT
TGGACATTCCACTGTCTGGGAGATCCATGCTATATGATGACCTAACAGTGCCGGTCACCA
CTAACCTCTACATCAACTGCATAAGCCCAAAGATGAACG
>McF0006E07-MGRbd1
CTAGGTCGGGCCCTTAACCCGGGCCTTATGGCCGGGGGATTGTGTCGTATGAACACAGCA
TAGTCAGCTCTCACAGCGACTTGTGGCCTCACATTCCATACTGGTGGGCCAACAAATGCA
AAGCAGAGGCTCTCATCGAGGAGTTTGAACGCAGGAAACAGCAGGGAAGACCAGGAGGTC
TCTTTGTCACAGGAATTAATCTGACAGAGGATCTGAGGTACATCTGCACGCACCCCACAG
AGTCTCTGAAGGACGTGGTGCTGTCCACGTATCCCACCCTGCTCAGCTGGCTCCGAGAAC
AGACTCCCGGCTTCAGAGTGGGCTCCCTCAACATCATTGCCGGGGACTTCATCACCGAGA
GCCACTTTGTACCAACTGTCGTCTTGCTCAATGAGAAACTCCTAAAATGGCCGTTATGAC
CTCTCGCCAGCGAGGCGGGCGCCATTGTTCTGCAATACGAGGGAGTAGCAGCATGAAAGT
CGCACAAGTCTTTTTTAAGAGTAGCTTGAAAATACTTTAGCACCTAAATTATTCATATAA
GCAACAAAAGCACTTGCTGAAGGCAACAACTGATTTACTTTTGTCTTAAAGTTGATGGGC
TATTTTTTTTTGAGAAGGTTCTACCTGCACTTATGTTTATTTCTCTCATTCTGCAAAGTA
CTGTAGCAGTTTATAGTAAGGCTGCTGGGTGCCCAGTTTTCGTTTATGCTCACTAAAGCA
AAAATGTGCTACCACATTCAACTAAACAAAGGCATTTTAGATGAATAAGCACAAAACATG
ATAGTCAGTGAGCACATGTGACTTTAAAGCAGAGAA
>McF0006E17-MGRbd1
TACCGGCCGCTTAACCCGGNCATTATGGCCGGGGGCGAGCAGCACCGCGTCCACTTGGAT
TATGTTTACACTCACATGCACTGAGTCACTAACACCCCCCCCGCCCCACACACACACACA
CACCACCCACACACAAACACACACACACTTCTTTATTTATTGGGCCTGGTGGGGTTGAGC
TAAACCCCTGCTAACTTTCTGGCTGCTGGGATGCAACACCTTTTTTGCCATCTAGGGGGC
ATATAGAGGAACTGCTTCACACCAAAATGGGACACGTTGAAGTAAAAAAGGGTGACAAAA
AAAGCATTTTCTTTTTTTTAACAGGAAGAATACATTTTTTTTTACAAAAGAAAGGACACT
TTAATTTTTTATTTATTTCAAAAAGCTTACCTGAACAAAGGCATTTTTTTTCTTTTTTTT
AAAAAGGCAG
>McF0006E18-MGRbd1
GGCTGACGCCGCTAAACCCGGGCATTATGGCCGGGGAGCATTGTGGGAAATACGTTTTTT
ATCCCCTTTAGGTTGAGAATCTGATGGCACGAAAACTTCAGTTTGGAGATAATTAAATCA
AACAAAATGAAGAGTGTTTTTATTCTTGCCGACAAGGCCTGGACCGGCTCCAACCTGCTT
TACAAATGGCAAAAAAGTCTTGGTAATTATATTGCTGTTGCAGGACAGGACAACTCGGTA
AAAATATTTGATCGGTATGGACATAAATGGACTGAACTCAACCTTCCAGGGCGCTGTATG
GGGATGGACTGGGATAACGACGGCGACATTCTGGCCGTTATTGCAGCAAAATCCGTCTCC
ATCTACCTGTGGGACGCCAGTGTCAATAAAACATCACAGATAGACAGTGGCCTGAACAAA
GATCAGATGTCCTTCATCTTGTGGTCAAAGACCGGCCCTCTGTTAGCTGTAGGGACCGCC
AAAGGAAACCTGTTGATTTACAACAGACAAACCTCACGCAAAATCCCGGTCTTAGGGAAA
CACACCAAAAGGATCACCTGTGGATGCTGGAACTCTCAGAATTTATTGGCCCTGGGGAGC
GATGACAACACTCTCACCATCAGTAACCATGAAGGAGATACCATCTCACAGGCTGCACTG
CGTGGAGAACCTGGTGACATTTACTTTTCATCGATGAAAACAGATGAAAGATCATCTCAC
GGAGAGAGTACTGTGAGTGTGATTGTGGATAAGAAATCCCTGATGCTCTTCAATATCAAC
GACCCAGAAAACCCAATAAAACTGGCTTTTCAGA
>McF0006E22-MGRbd1
CTGACGGCNGTTAAACCCGGGCATTATGGCCGGGGCAGGAATGGAGCTTGTAAAGTGTTT
ACTCGGTCTGCTCGGTGATTTTATCGTGTCCTTCACAAGTCAACGGCCTGATGTGTGACC
AGTAACCCACAGGAGGGAGAGCCGTTTAAAGACCCACTGTGACAGGTTTTTGATGTTCTT
GTGTAGGGCTGCACGATATAAGGAAAACTCACAATATGCGATATTAGTGTTTAATATTGC
AATGACAATATGATTTGCGATACTTGAACAAATAGCAAAACAACCAAAAATATCATTACC
ATTGCAACATTTTAATTTAAATCAGTCAACATACCTTATACCATGGTCCGGGTGAAAACT
CAATTCTGATTGGCTGCTGGGTGTGCATTAAAAAGTGATAGCACACAGTGATAACTGCAC
GCCTAAAAGAAGTAGTTCCGGTCACGTAGCTTAAATGTTCTGTGTCACTGGCTTCTTTTA
ACCCTTGTGCTATCTTGTAGGGTCATCTGGACCCCATGGATAGCACGAGGAAGAAGAAGC
TTTATTACAGACTTAAGGTCCATTTGCCACAATATACACAAAACAAATAAAAGACTTAAG
GATAAAAATAAAACACTCAAACAAGTATAAGAACAAAGACATAAAAACTATTTAAAAAAA
ACAACAATGTAATAAAAGTATAAAAATCAATGACATAGGAATATAAAAACAATGNCNNNN
N
>McF0006F03-MGRbd1
TATGGCCGGGGCCTTCCAAGCAGCGATCTGACCTGTGCGAGCATCAGCAGCGACGAGTCT
CTCTTCGAACTAAAGTTGCTTTATCGGACGGGTGCCTAAAGTCGGGCAAATCTGAGCTTA



ACAGCATGCCTCCAAAGAAGCCTGGGGTCGTAGTTGAATTTACTGCTGAGAAGTATGGCA
ACATCCCAGATGCTCCCCCATTGAGGAATGGGCATGTTTTACACATTTTCTTCCAGCAAA
AGCGTTCAGTTCCTCACACCGTTCAGGAAATATACAAGATCGTAGGATCAAATGTTGTTG
TGAAAGCAGTTCAGATTCATAAATTGCTTAAAAAAAAAAAAAAAAAAAAAAAAACACCT
>McF0006F04-MGRbd1
GCTGCGGCCGTTAAACCCGGGCATTATGGCCGGGGGGTTGTTTTCCGGTTGTTGAATAAA
GCAGTCTACAGCACAACCCGTCCCGGAGCCTTCTTGGAAAAGCAACATCACGACATGGTG
ACAGAAGTGGGATGCTGTTGGACTGACTGAAAAAAAAAAGACTCCACGCAGGGTCCCACT
ACCTCTCATGGGCAAAGTGAAGGAGGAGATAGACCGCATGGAAAAAATGGGCGTCATCAC
CAAAGTTGAAGATCCCACTGAATGGTGTGCAGGGATGGTAGTGGTCCCTAAGAAATCAGG
TGCAAGCAACACCTCTACAAAACGGCTACAGTCCAGCTGAGCTGTTAATGGGGCGTCGAC
TTCGCACTACTGTTCCTGCCCTTCCGTCCCTGTTGGATCCAGCTCTGCCTGACTACCACG
CGTTGGGAGCCAAAGAAAGGGAGAAGAGGTGGAGAGATGCAAGAACCTTTGACAAGCGAC
ACAAAGCAAGAAACCTTGAACCACTGGTTCCTGGGCAAGAGGTCTGGATCACAGATGCAA
GAGCTCAAGGTACAGTGATTTCTGCGCATGAGGCTCCTCGCTCGTATCGCATCAAAGTGC
CTCAGGGCACACTGAGAAGAAACCGACACCACCTGGTGTCAATGCAGACCGACGGCGAGG
GAGTCGAACCTGTTGATGAACCTGTGGGAGAAGATACACCTACTCCAGCTCCAACAGACC
AGACACCACACAGTGGAGAAAATAAC
>McF0006F05-MGRbd1
TGGGAGCCGCCCGNTTAACCCGGGCATTATGGCCGGGGGTCTGAGTCTGGAAAACGAGGA
GAAGTGCAGAGATGGAGCCAGAGACCCACACCGAGCCCGTTGGGGATGAAGAGCCGCTCT
TCAGCAACCTGGACCTCTTCCTCTTTTCCCTCATCATTGGCCTTGTCGTTTATTATTTCA
TGTCCCGTAAGAAGCCAGAGCCCATCCCAGAGTTTAAAAAGATCGACACACCACAAGTCT
CACAACGAGAGACGAGTTTCATTGAGAAGATGAAGAAAACTGGGAAGAACATCATCGTGT
TCTACGGCTCCCAGACGGGAACAGCGGAGGAATTTGCCAACAGGCTGTCCAAAGATGCTC
AGCGCTATGGCATGAAAGGAATGGCTGCTGATCCAGAGGAGTACACCATGGGGGAACTGG
CCCGTATGTCTGAGATCAAGAACTCACTGGCTATTTTTTGTATGGCCACTTACGGTGAAG
GCGACCCGACGGATAACGCCCAGGACTTCTATGACTGGCTGCAGGAGAACGATGATGAAG
ACCTCTCTGGACTGAACTACACTGTGTTTGCGCTGGGAAATAAAACGTACGAACACTACA
ACGCGATGGGGAAATACGTGGACAAAAGGCTGGAGGAGCTTGGAGCCAAACGCATCTTTG
ATCTCGGTTTGGGAGACGACGACAGCAACCTGGAGGAGGACTTTGTTTCGTGGAGAGAGC
AGTTCTGGCCGGCCGTCTGCGAGCACTTTGGGGTGGAGGCTTCAGCAGATGAACTCAGTA
TCCGGCAGTATGAGCTGAAGCTCCACAACGACGTCAACATGAACA
>McF0006F11-MGRbd1
TGGATGTGGACCCCAACAACCTGCAAGCACTAGACATGCAGGGACACATCTGCTATGAGG
TGGGAGACACACAGAAAGCCAAAGGAGTTTACCTTCGTGCAGAGGAGCTGATACCAGATG
AAGGCCACAGGAAATACATGTACCTTGGACAAATCCACACCGGATTGTAGGCTGTAGGTT
ACTACACTAAAGGGATACAAGTACTACTGTCAACATTGGAGAAACAAGATA
>McF0006F14-MGRbd1
NTTAAACCGGNCATTATGGCCGGGGACATGCGCCGGTTTGTTTTTAAAAGAAAGCCGCGC
GGGGAGATTAAGCTAATCAATTTTATTCTTTTATCAACTCACCGATGCCTTGTAAGGTAT
TCACGATGTGATTACTGTACTTTAAAACGAAGCCATGCCGAAAGTGAAGAAGTCCAGCTC
TGTTCAGACCTCCATTAGCAGATACTTTGGAGGGGAAAGCAACACAAGCCTTCAATTTTC
TGGAGGAAAGCTGAAAATTTCCTCTGTTGATGAACTGCCGGCAAAACGAGCAAAGCTTTC
TGAGCAGGAACTGGACAGTGAACCTCCATCATCATGTTCTCAGAAAGAACCAAATGTCAC
TTCAAATAGACGTGGAGGCAGCTTGTGTTCATCCACTTTAGAAAAGCTAAAGGGTTTCAC
CTCTGCGGCCAAACCCAGCGACAACACTGACACACAAGAAGACATAGGGGTAAATACTCC
CGGCAGCAGCAAGGACATCTGTCAAAGACGAGGAGGTATACCTCCACGAGAAGCCCCTGA
TCAACACAAGTTCATAGGACTGCAAAAGCTAGAGGGGTGTGAGGATGAAGAAAGAAAGGA
AGATGCAGCTGAACAGGTACCATGTAAACAAACCCTCTCCATCCTGTGTCGTCACTAGTG
TAGCAACGTGTTTCAAGACGACAACTTAAAGCCTTCGATGAAAGTAGCTATCCTTGATTT
TCTGCATTAGTGCATTCTGACCTATATATTAAATATTCAGTTTTTGCTTTAGTTTACATT
TTTTGATGTAA
>McF0006F18-MGRbd1
TGCGGCNGNTAAACCCGGGCATTATGGCCGGGGCAGAGCTGCAGAGGAAGTGAGAGGAAC
CAGGAGGAGCTGCTCCCCCAGGAGGACTCCTCCTCCTCAGGAGGAGCTCTGATAGCATCA
GCGCTCGTCTGGTTCTCTAGACGGGTCTGGACCTGCAGCCTGATCAAGACACACCTGGAC
AGAACTGCTAACATCCCTGCTGCTGGACCGGTCCAATCTGTCTGAAGGAGGACCGGCCAA
CAGGTTCTGACCCGTCTGAGAGCAGAACTCCAGCAGAACCGGGAACACCTGATGAAGCTG
CTAGGATGAAGAATGAACCGGTTCAAGAAGACCAGATACACAACTGAACTTCAAGGCATG
ACTGGGATGAGTCTTCATCAACAGTCCAGCATTGGTCCCTGACTATGATGTTGTATATAA
TAAAGGAGACAGACCCTCAGTCACTGCAGTGATCAGACCTCATCAAGTCCTTCACAATCA
GCTGAACTTCCTTTTCCACGTCCAGCTGGTTTCATTTGATCATCCAGACATCAACAGACC
TCTTTTCCTCTTCCTCTCCATTTTCTAGCTTACTGAGACGGTGGCAGAGAAACCAACAGT



CCTGACACCATAACCTGTTGTCTTCCAGACTCTGAAGCCCCGCCCCTTAAGCCCAATCAA
AAGATGGCCAGAGCAAGGTTTACTTTCTATTGATGAACCCTGACCTCAAAGGGGAGGGGC
ATAGTAAAAAACAAAGTGTGTACGTTTTCCCTAACAGACAGGTGTGATGAGTGAACAGGT
AGACTGACTGGAGACACAAACCTCTCCTCTTATTTCTTTCTTGG
>McF0006F20-MGRbd1
GGGCTGCGCGCGATAAACCCGGGCATTATGGCCGGGGGCCTTTGTTGTTTTTATGTAGCA
GGTAACATTTTTCTTTAACCTATCTTACTCTACAACAGTTAGCTACGCCAACGTGTACTC
GTGAAATGAGTACGATTACTTATTAACGATTGTTTTTCATCCCAGAAGTGGGATTTTTTT
TTATATTGTTGCGCTTTCGGAGTCGCCGCTGAAGAAGAGGAGGTTTACAAAAAGAGCACA
CATGTCATCTGCGGCAGAAACGGTGGAAAATGCCTCTATTATCTCTGAGAACACAGCACA
TGATGGAAATCGCTTGTGGATAGGGAACATTGATCCCAAAATCACAGAATATCACCTAAT
AAAGTTATTGGAGAGGTTTGGCCAAGTTAAGCAGTTTGACTTCCTGTTTCATAAGTCTGG
GCCTTTGGAGGGGCAGCCGCGGGGCTACTGCTTTGTCAACTTCAGCACCAGAGAGGAGGC
AGAGAGAGCGATCCAGTGCTTAAACGGAAAACTCGCCTTGTCCAAAAAGCTTGTTGTTCG
CTGGGCACACGCTCAGAAGTTTGAAGGTTTCCGTAATGACAAGACGATGCCTTCGAGCCT
GGAACCGTCCAGCAGTGGTTCAACAGAGGCAGGATCCATAACCACCAACTACCTCAGCAC
AAGTGCTAAGATACGTGCCATCGAGGCCAAGCTGCAGATGATGGAGCAGAACCCAGACGA
CACCAGTTTTTCAGGCCCGC
>McF0006G03-MGRbd1
TGAGCCTGTGCCGTTAAACCCGGGCATTATGGCCGGGGGGGTCATTTCTCAACAGAACAT
TGTCATCATCAATGTCTACATCTCAGAGCTGTGATTCTGCTTCTAGGAACGTCTCAAAGT
CGATTGCTCGAAAAGACAAAAACACAGCCTTAATGCACACTCCTAAACTCTCAAAGCTAT
GAGATCATTCTAGACATTTTGCTATAAAATGAATCCATTTTCTTGCAATCATAGATTCCA
GATGCTTTGAAGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0006G09-MGRbd1
TGGGTGACGGCGNTAAACCCGGGCATTATGGCCGGGGTTCTCGGACAGCGGGTGCTATTT
TGGCGCAGTTTCCTGTCTATAGGCGTTCAGTTATTTATTTATCGTCGATTTTTTAAAAAC
TGTTTGTACTCTTGCATTCAAAATGAGCACAATTAACGTGAAAAAGCTGAAAGTGAACGA
GCTGAAAGACGAGCTGAAGAAGCGTAATCTGTCGGACAAGGGGCTGAAGAAAAGGAAGAA
CGGCTGAAGAAAAGGAAGAACGACTGAAGAAAAGGAAGAACGGCTGAAGAAACGGAAGAA
CGGCTGAAGAAAAGGAAGAACGGCTGAAGCAAAGGAAGATCGACTGAAGCAAAGGAAGAA
CGACTGAAGAAAAGGAAGAACGACTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0006G22-MGRbd1
CCGTTAAACCCGGGCATTATGGCCGGGGAACAAACACTCACTGTTCGCCTCAGAATCAAC
TTTCATTCGAAGACCCGGGATGGAAGAAATAACAATATGGGACCAGCAGACAATAACTCT
GAACAAAGACCCCAAACTGGGTTTTGGTTTTGCCATATCAGGAGGGAGAGACAAACCTAA
CCCAGAAAATGGAGAAACTGCTGTGGTGGTGTCTGATGTTCTGCCAAATGGACCAGCCAT
GGGACGACTGTTTCATAAGGATCAAATTACCATGGTCAATGGCATACCTATGGACAACGT
CCACTCAAACTTTACCATTCAAACTCTCAAAACATGCGGAAAGACGGCAAACATAACTGT
GAAACGTTCTCGAAAAATACAAATCCCAGCAACCACAAAACCAAAGCGGGCAGTGTCCCA
GTCCAACCTGCTGGATCAAGACTACCCCAGACGAACCCGCCGCTTCTCCGACAGCAGTGA
TCCCCGGGATGCAGATCGCTACCGTTCCAAACCCCGCAGCACGACACCTGACCGTAATGG
CTATGGAAACAACTCGCCAACTCTGGTGTCCTCTAGCTACAAGAGGCTTCCAAAAAGCAC
TGCTTCAGACAAACCTATCAAAACCACTTTGATCAAAAAGAAAACCACAGATGAATATGG
ACTCAAGTTGGGCAGCCAGATTTTTATAAAGCACATGACTGAAACTGGCCTAGCTGCAAG
AGAAGGTTCCCTGCAGGAGGGAGACCTCATTCTCAAGATCAACGGCATGACAACAGAGAA
TCTATCTTTGCTGGAGACCAAACACCTGG
>McF0006H08-MGRbd1
GCTAAACCCGGGCATTATGGCCGGGGAATTCAAGATGGCGGAGATGGACCAGCTGTTAGA
CGAGAGTTCCTCGGCAGAGGCTCTCGTCAGTCTTAAGGAAGGAAGTTTGTCCAACACTCT
AAATGAAAAGAACAATTTCCCAAGAACTCACAACACCAGAGGAAGACATTCCTCCCTCAC
AATGGATACGCCAACACGGAGCTCAAAGAGGAGCCGTCTGTTCCGAGATGAAGAGGAATC
GCCTCAACAGCGTCTCCCTTCCAGATCCCCTCGTCGGAGCCAGAGGGTCACTATTACACC
GCAGAAATTTTCAAATGTTGTCACACCAGACAAAAAGGCATCCCAGAAAATAGGGCTGAG
ACTAAGAAACCTTCTTAAACTTCCCAAAGCTCACAAGTGGTGCATTTATGAGTGGTTCTA
TTCCAACATAGACCGACCTCTTTTTGAGGGTGACAATGAGTTTTGTCTGTGCCTCAAAGA
GTCGTTCCCCAATTTGAAAACAAGAAAACTGACGCGAGTTGAGTGGGGAACAATCCGACG
ACTGATGGGGAAACCTCGAAGGTGTTCTTCAGCATTTTTTGCTGAGGAGAGAACAGCGCT
GAGACAGAAGCGGCAGAAAATGCGTCTTCTGCAGCAGAGAAAACTGTCCGATTTGTCAAA
CTGCAAAGATCTTCCTGAAGAAATCCCTTTGCCTCTTATCATAGGAACCAAAGTCACCGC
TCGACTCCGAGGCAACCACGATGGCTTGTTCACGGGGCAGATTGATGCAGTCGACACAAG
CGCGGCCACCTATCGTGTCACCT
>McF0006H14-MGRbd1
GTGCGGCCGNTAAACCCGGGCATTATGGCCGGGGCGGCTGGGTAGCTCAGTTGGTAAGGT



GGGAAGCTACCATGCAGGAAACCAGTGTTCAATTCCCAGAGGGGAATGAGCAATGGTACT
GGGGCAATTACCATGTCAATGGCGAGCAGGTAACATCACCCAGTGAGGGTCCTTAGGCAA
GACCCTTAACGCCACCGCCTCCTGAGCACGATTCAGCTGCAGCTCACCGCTCACCCCCCC
AAGGGGATGGGTCAAATGCGGAGAAAGAATTTCCCTTTGTGGGATAAATACATTGTATAA
TAAAAAAATTCAAAAAAAAAAAAACATGTCGGACGACATAGCATGTCTGCA
>McF0006I06-MGRbd1
NCGNTTAAACCCGNCATTATGGCCGGGGGCTGCGAAGATACGGAAAATGCTACAGCGGGT
TTGAAGGAAACACTAGCTCGGGACTTTTTTAAAAATACATTTTTACCGTTTTTTAAATAT
AAAAATATTGCTTTTTTATGTGAATATGTTTTTACGCACCGCGTTTTTGCTCCCGACGCT
TTTATTTTTGACAACTTTGGAGTCATCAGGATGCTTTCAGACTGTGGTCCAGCCGAGCAA
AGGCTCCACTGTGACGGTGTCCACCACGCTGCCTTTGGCTCAGTGTGCGGTGTGCACGGT
CAGTGGGGACAACCTCACTTCCTGTCACTCCATCCTGTCTCTGGTGCCTGAAGCGGAAGT
TAAACTGCTCTTCAACTGCTCCCAGCCCCTGGATCAGTCGTTCACAGTGACGGTTAATCA
TTCCATTGATTGCACTGACAAATCGTGCCAGCCTCAGACAATAGGAGTGCAGTCATCCAT
CCTGACAAAGTTCCCCAGAACCTTCAACTGGGAGGTGACAGCCCCTGAGGAGACCGTCGT
GACCCTGGACATCCTTGGAGAGGGGCTCAAGGAGACGTCACAGCCGTGCTCCGGTGGTCT
GGAGTACTCTGTGGCAGCATCCAAAACCAACAACAAAGCCCTGACTCGGTACTGTCAAGC
TGGGGACGTGACGCGACTGAACCTGCTGGATCAAGCTCTTGTGTCTATTCACGTAAAACC
AGAGACCGTTGTGGAGTCTGTGCTGTTTCAGGCCTCCGCAGGACCCCTGGAGGGGCCCAA
AATGGACATAACGGTTGGTCCAAGTTCAACAGTAGTCCTCATGAATAACCAGA
>McF0006I12-MGRbd1
TGGGTGCGGCCGTTAACCCGGGCATTATGGCCGGGTGTAGTTGTAGTGTTAGATAAGCTA
ATTCTTGTCTAAGAGTTGTGGTACATCCCCTGTCCGTCCTGGGGTGGATCCCTCCTTCAT
GTGAACACCCCTGAAGTTTCTTCTTGTTTTTACCGGAATCCGTTTTTTTAGGAGTTTTTC
AGGGATGCCCAGTTTAGCTTAGTCTGTTTATTTATAGTAGTAGGTTTAAGGTTGTCATCT
GGTCTTGGTTTTTAAAGTTGAAGATGTTTCACCTCTTATCCAAAAGGCTTTGTCATTTCG
AATCAACTTGGATGAATGAGAGTCTTCATAGAGATATTTCTTCTGTTTATTTAGTTTAGT
TTAGAATTTACCTGATGAATTCTATGACTTCATGTTTACTATACAATTATCTGTATGAAG
CCCATTGAGACGGCCATTGTTATAATGTTGGGCTATATAAATAAAATTGAATTGAATTCA
ATCCAATGGGTAGATTTCCAAAAATACACAACTACAACGAACGGGAAAGGGCGTTTAAAA
CTCTCAGTATGAATAATGCAAAAATTTGTATTGCCAAACACTGGAAAACACTTACAGTCT
AATCATAACCCAATGGTCCCAGCAGATGTTGTCAGGTGTCACTTTAGAAAGAAATTGATA
TATTTTAAAAAGAAGAAGAATTTGAAAATAAATGCCAACCATTCATACATGTTAAGAATA
TGGACCCTTTAGAATAGAAATTTGATCATTTTTTGTATGGTATAACAGACTTCTGTTTTT
ACTTTGAAGTTTGTTCAGTT
>McF0006J02-MGRbd1
CCGTNAAACCCGGGCATTATGGCCGGGGCAATTTCATTGACGAAGCCATGCAGATCGATT
CCGAGAACGGGGAGGAGGAGGACGACGACGACGACGAGGAGTTTATAGCTCCGGTGATAA
ACAGATTCATCAGGAGAGCATCAGTGTGTGCTGAGGCATTCAATCCTGATGAGGATGAAG
AAGACAAAGAGCCCAGAGTCACCTACCCCAAAACTGACGAACAGAGACAGAGACTACAGG
AGGCATGCAGGGACATTCTTTTGTTCAAGAATTTGGATCCTGAAGAAATATCTCAAGTGC
TGGATGCCATGTTTGAGAAGTTCTGCACAGAAGGAGAGCACATCATTGATCAGGATGATG
ATGGGGACAACTTCTACGTTATTGAAAGTGGGACATTTAACATTTTCGTGAAGGTGGATG
GCATTGAGAAGTTGGTGGGCTGCTATGACAACAGAGGCAGTTTTGGAGAACTAGCGCTGA
TGTACAACACCCCCAGAGCAGCCACAATCATTGCCACCTCGCCTGGAGCCCTTTGGTGCC
TGGATCGTCTGACATTCAGGAGAATCATAGTGAAGAACAACGCCAAGAAGAGGAGGCTTT
ATGAGGCATTCATCGAAACACTACCACTGCTTACATCTTTAGAGACATCAGAGAGAATGA
AGGTGGTAGATGTCCTCTCCACCAGGGTGTACAACGATTCACAGCAAATTATTGCTCAGG
GTGACTTGGCAGACTGCTTCTACATAGTTGAGAGTGGCCAAGTTAGAATCACAATGAAGA
NGAGC
>McF0006J03-MGRbd1
TTGAGCGGCCGNTAAACCCGGGCCTTATGGCCGGGGGGGCGGCCATGGTGTAGCGGTAGG
GTGGTCGACCCATGATCGTAAGATTGCAGGTTCGACTCCCGCCTTGCACGCCCATGAGTC
GAAGTGTCCTTGGACAAGACACAGAACCCCACCTTGCCTCTGGTGGTAGGCAGGCGCCTG
TGTTTGGCAGCAGGGCCGCCACCAGTGTGTGAATGTGTGTGTGACTGGGTGAATGTGTCT
GTGACTGTAAAGCGCTTTGTCCTTGTAGGTAGAAAAGCGCTATATAAGTATACATCATAA
ACAAAAAAAAAAAAATAGAAAAAAATAAAAAACTT
>McF0006J06-MGRbd1
GGGGGGGAGGATGGTAAACTTTTGCGTCTTTTGTCACTCACCCACAAAACAGAGGGGGGT
TTTCTGCCTAAAGATTTATGAGATCTCGGTGGGTCTGCCCCAAGGCTTGGCATGATATTT
TCAATGGTATTACCCATGTTCAGTCTTCACCGTCTCCAACACCGTGAGTTGATCAGTAAT
GAAAACCAGCAAAGATAAAAATCCCTAAAATTTTCTTTGTCCGATATGACGGACATGGAG
CAAAGTCTTTGGTAAATATATTGTATTACATGCATTCCGACCGCTAATCATTCACTCTTA
ATCAAAAAATAAAGACAAATTGTTTTGACTTACCATTAAGGACTGTTGTTGCCCTACAAA



AAGAATTTGGAGAAGTGCTAAAAGCAACAAAATCCCACAATTTAAGCTTTTCCTTATTTA
ACCAAAAACACAATTCACACCCTAAAACACAGACAATCAATACAAAGACAACAACTTTTA
ACCGTTTTTGCAAAAGACATAACACAACAAATTAGGTACCTTACACAAACAAAAATAAAC
CATTTCACTGAAATGAATCGGTCATAACTAGCGTTTTAACATTCATGTTTCCTCTTCTCC
TGTTCTACCAGAACCCGCACTTTCATACCACACTTTTCCATGCCCACAGACCCTCCATTT
TACTAACAATGCCTTTTAATTTCTCCTGCTTGTCACCTTACATTTTTTGTCT
>McF0006J11-MGRbd1
CGGCCGNTAAACCCGGGCATTATGGCCGGGGACGTGAGCAGGGCGCATAATACTGCGCGA
TGTTATGGCAGTGGGAAGAAAACCGGAGCCCTGGTCTGGCCATACGATGCAGATTATATG
CTGGTTACCCCCACTTTCTGTGAGGGGAGACCCGACTTTGTAGTTTGCCCACCAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAACAT
>McF0006J21-MGRbd1
GGAGTCTTATTTTACCGCTGAACAACAAAAAACTTCAGTTGCATAAGTTAACACTTTAAC
ACTGAAGATGTCTTTGGCGACATCTACACACTCTTTGATCTACCGTCACTCTTTGAGCAT
TTACACTATCAGTGCAAATCGGCAGATTCTGACACAGAGAAAAGTGACTTGATTTCATCT
TTACATCAATATCCTCCTCAACAGAATCAGCGGATTTATGTTAAACATTTAAGCACCTCA
CTACTATAAAGTGTTGCATATCATTGCAAAGCCTCTTTTGATTTGCTTCAGAATCCAATG
GAATTAAGCTAATTGCATGAATGGTTGAAGAGTTATGGTAGTCAAAAGAATATCAATCCT
GAAGCTAAGGCTAAAGATCCAGTGTTGATATATAATTAAAGTGCTGTTAAATGTTCATTT
TAATCAATGTAAAACTTTAAAACTTCATAAATACATTGAAAGTAAAAAATGAAAACATTT
AAACAATACCTAGCAACAAGATTACAAAAAACATTTTGCGACTAAGGCACACATAAATGA
TAAACATTCAACTTGCTTTAAAAATGCTCAAATTACCTTCATAATGTTTAACAACACTTT
CATAAAGGAAAAAGACTGCATTAGTAAAACAACACAGAAAAGCCGAGCTAATTTGGCCCC
ATATTGTACATTACAAAAAAATGAACGAAATCCATCCTAACTCTAATTTTATTGACAGCA
AT
>McF0006J22-MGRbd1
AACCCGGGCATTATTGGCCGGGCCCCCTTCCACGTCCCTCCGCGAGCCACATGTTCGATT
CCTTACTTCTGCACTGCATCTCCACCATG
>McF0006J24-MGRbd1
TGGGAGCGCGCCGNTAAACCCGGGCATTATGGCCGGGGGGGGGGCTCTGTGCCTAATAAT
ACATGGAAGTGTTTACCTGCTGAAAGTTCTACACACTCTTTTCCCTCCTGCATCACGGGC
GCGTTCAGTAGACCTGTGACATTTTTTCCAAGTTCATGCAGATAAATTGCACTAAGGAGA
GCGCCGTTTTAGCGCCGTTTCATGAGAAACAGGCCTTTGGTGGGAGGGGCATCACAGAAT
GTGAACGGAGCAGAACCAAAATCTTTTAGAACTAACCTGTCAGACATTCTCCTCTGCTTT
TTGTTTTGTTTTTTTGTTGCAGCAGTTTTCTTTTCATATCTCGATGGCGTGAAAAACCTG
CGGTACAGACAAATCTGTGGCGTTTCTCTTCTTACTTCCTTTGCAAGTGTCTGCACGGTT
AAATCCTCAGATTGAGGAAGATTAATGAAATGAATCTTTTTTTTCTTCATTTTTAGAAGT
GACATTAAAGGGAAAAAAAGTCATTTGGTTTGTGGTGATGCGTTACATTTGTTCATTCGC
TCACAGAGGGTCACCGATTGTACATATGTCTGTCTGCCTTCTGCATACCTTTATGCATTA
TTCCTGTGCTTATCTATGCTTTATAAATCTATAATTGGGT
>McF0006L03-MGRbd1
GGGAGCCGCGCCGNTAAACCCGGGCATTATGGCCGGGGCAAATGTGAAGAAAATGTTTTC
AATTCTCTGTACTCAAACAAAATGTCTTATTTTACACAACAGCTCTATAGTTTTTATATA
AATGCTAACAATAATAATAGCAACTAATAATGTGGAATAGGCTTCATGAAAATATATTAA
AAAGGTATTTTTATTATACTTATGGGGACTGTTAAATGTAAATCTGCTGTCATCTTTATA
AAAGTGAAAATAAATATGAAAATAAATTACTATCCTGTAATCAAAAAGTCAATTATCAAT
AAAGAGTGGTTTAGACAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0006L12-MGRbd1
CTGGGAGCGGCCGATAAACCCGGGCATTATGGCCGGGTGAGCATGTTAAAAGTGAGGCTT
CACTTTTCATAAAAAGCCGTTTTAGGACAATCTGTTCTTCAACTTTTAATGATATAGTAA
ATGCTATTCCTAGTATATGTTCTTTTCTTTTTGTGTTATTGATTAAAAAAAAGATTTAAG
CTCTTTCTTCTTACACGATGTAACTTTTATCTTGTATATAATCCTAAGTATTACTTTCCC
CAGGGAAAGGGTAAAGTGGTGCAACAAAGCCTAAATTTTGCAGCAGAAAAGTCTCATCTG
GCTCCTAAAGTACAGAAAAAGCCACCATCCAGCCTGCTCTTTGGTGTTAAATGTCAGCTG
TTGTTGTAGAAATCTTTCTTTGTAACCGTAGAGTGATTTTGTCCGCAGATCTGTACACTG
ATTGTGCGTCTGTGTGTGCTCACAGAGAGAATCACGTTTTTGTCCCCNAAAAAAAAAAAA
AAAAAAAAAAAATGAACCAT
>McF0006L14-MGRbd1
GGGCGCCCGNTAAACCCGGGCATTATGGCCGGGGATGGTGATACCATGGAAGAGCAAGTC
CTCCCCTGTAGGCATGCGCAGAGTGGAGTGGTTTGGAGATGGGATGATCTCAGAGACCAA
CACAGAGGGTCTTCTTCCTTTTAGTACCTTTTCCAAGTCCTTTTGCAAAAACTCCTATGC
CAGTTTGCCCATGTACAAGAAAGCCATCTATGAGATCCTGGAGTTGGCAGCCGAGCGATC
CAGGAAATCCTTCGCTGATGCTGAGGGCGACAAGGAGAAGGAACTCAAGCTGATGCTGGA
GTGGGCCTTTGAAGGTTTTTTTGCCCACAGGTCCAGAGGGATTTGCACCTCCAAGTTTCT



CTGTACAAAAGGAACCGTCAGAAATCTCTGAGGACTACCCGCCAAAAAAAAAAAAAAAAA
AAAAAAAAAAAACCTT
>McF0006L16-MGRbd1
TGGGTGCGCCCGNTAAACCCGGGCATTATGGCCGGGGGAATCCAGGATATCGCTCATTCC
GCTGCCCGGAGAGGACACAGCCCCGGGAGAGTCCTCAGGCCGTTCACGCTTGGCGGAGGG
GGTGGTGGTGGCGGTTCTGGGCTTCACCATGTTGCAGGTATTAAAACACTCGTCGATGAA
ATTCTCCAGGTCCTCCAGGCTGACAGAAGCTTAATACTCTTAACAGGTTATGTTAGTTAG
CAGGAAATGTTTTAATATGGCGGAAAAATGAAACAAGATCGAAAATGTTTGTTCAAATGC
TTACGCGCCGCCAGGTCGACTCACCACACTCGTCTCGCTGGGTCTCGCGATACTACAGCA
TCACTTAGAAATATAACTATATAAGCAGTTTTGCTCCTCATATCAGGTGTTGCACTCCAG
TGCAATTTCTGTCTCAATAATTGGTGAGGGCGGCACAGAGGGGACAGCTAATATTGAATG
GTTAGGCAGCTGTGAAAGAGGACCGTCAGCTACTACATATGAAGTTTTCCTGTCAATCCA
GACGGACGTTTAACCGCCCAGTATTATCATTCCTCCAGTGGGTTAATGCTCAAAACTGGG
CCAAAGACAGACGGAAGTAACGTTTAAAACGGCCGTAACCCAGTTGAAGTGCACCAGGAG
AGACTACACACACAACAGAACCGATCCTAATCAGGACTGAAACAGAACCAATAAACGAGT
AACAAGACGTGGGCTCTGTCCGAATTCGCATACTACTCCCTAACTACTAAAATCGATATA
ATGTAGGACTAT
>McF0006L22-MGRbd1
GGATCCAGAGTCTGTGACATCAGAGCATCTCTTAAAGCAGGCCTGTGAAGCAGTGTGCTG
CCAGCTCGGAGTCAAGGCGGCACCCATTTGGAGCCATGTGTCTCTTCAAAGGGACTGCAT
ACCTCAGTATTATCTGGGACACTCCCAGAGAGTCGAATCCATGCGGAGCTTCATCAGGAG
CAGGAATCTCCCTCTGTCTTTGGTCGGTTCCTCCTTCGATGGCGTCTCGGTGAATGATGT
CATCTTTAGTGGACGTGCAGCTGTGGAGGAGCTGTTTGGAGTTTGATGGTCATGACCATG
AACGCAGCAGCTCGTGAAAAAGAGGAATTATTACCAGATTTTAATATAAATGATGTCAAT
AAGGAGAATCATTTTTCTCACCTTGTAACAAGAGAGATGGGATTAATTTTTTTTATCAGC
CTTAAATTATAAACCTTTGTGCCTACAATAAATCATGAANAAAAAAAAAAAAAAAAAAAA
AAAAACCTT
>McF0006L24-MGRbd1
CGTAAACCCGGGCATTATGGCCGGGAGAGATTTCAGAGTTGTAGCACCTTTTATTAAGAC
GTTTTCATTTGAATAACTGGTTCAGTGTGCAACATGAGCTCAAAACAGGGTTAAAAGCAC
TAATTGTTTTATTCCTTTCAAAAATGACAAAAACAAAGGGATTCCGATTCGTCAAACTGT
TACAGCTGTGCTTTAGCAATGGCACCTGTGTTTGCAACCGTAATTTAACCCTTAACACGA
TCAACGTGAATTGGCGTATTCTGTCGCTGAGAAAAGCGACTTTGCGCCAGTATGCAACAC
TTGATACGCATATTGGTGAAAAGCCGCTTAGAAGTGTTGCTTACCGGCGCAACGCCGCTT
TTCTCTGCCGATCAGCTGATTTCATCGCGTAAGGAGTTGGTCAGAGCAAAGCAGGCCTTG
ACATCTCCAGTGTTAAAGTTTTAAGGCTAAAAGCTGAAAACCCCCCGTAACTGTTAGGCT
CGCCTTCTAAATTAGGGTTTTTGGACCATAAAAAGGGGAGTAGATGAAGAAGAGACGTGA
ATTCCGCTTTCAGACTTCCAGCTCCATGCTGTTGTCTGCAACCAGGTCCTACTGAGCAGC
TTTGGCTGTCAAAAACACATTCATTCATTTTTCATCCATCCTATTTTCCAATCCGTTTTG
TCCCTTTCGGGGTCACGTGGCTGCTGGAGCCTATCCCGTTCACTTGAGGGCGAAGGCAGG
GGGCCATCCTGGACCTCAATCACACACCCATGCACACCCACATTCACACCTAGGGATAAT
TTACAGTAACCAT
>McF0006M12-MGRbd1
GTTAACCCGGNCATTATGGCCGGAAACTCTTGACAGCATCAAAAAATACATGGACCAAAT
GGATGAGGAACTGATGAGCACCAATGTCGGGCAAAGCTTTAGTCAAACGAAATTCAGCGA
GCCCAGCTCCGAGAACGCTGCCCCTCGTTCTCCAGAAGGCGGAGCATCAGAAGAGATGGA
GGAACCACAGCCTTTGGATTTGGACGTCAATCTGATGGCCAACCTGCTGGAGTCTCTCAG
CTGTCAGGCTGGGCTGGCTGGGCCCGCTTCAAACCTGCTGCAGAGCCTCGGCGTACACCT
ACCAGCTAACTCTGACCCCTCATAAACAACAGATTTAGGTCAGAGGAAAGGAAAATCAGT
TCAGCTGATAATCAGCCTAATCAGCCACACAGCAGAGTGTGATGTCAAAAGAATGTTTTC
AATATTAAATGTCCTGTTAGCACAAACGGAAAAAGCTCACAATCCCTAAAAAAGTGTTGG
CTCCCCCTGGAAATGTAGATGTGGTGACTATTTTATTCCCGAATAAAATGTGTGTGATCA
CAAGAATAATATA
>McF0006M14-MGRbd1
GACCGCCCGTNAAACCCGGGCATTATGGCCGGGATAACTGCCTTCAGTGCATCTGCTGCA
GGAAGAAGAGTGCAAGAAGGCAGGAGGCCAACTCGCCTTCATACTCCAGAGCCGCCACGT
TAGTGCGGGCATCAAGGGAACATCTGGAGCTGCTGAGGCCCTATCATCCCGAGGACTCTG
CTCTGCAGGGGGAGCGGATAACGGCTTTCGATGAAGACATGATGGAGGCAGCCTGAGCTC
AAAGACAATGACCCTGTAGAAACACAAACTGCTGCTGTTTCTCCTCAGAAGGGCATCCAG
CATTTTTCTCTGCAGTGCACGCTCACCTACTGACTTCTCAAATGTTTCTACTGGAGATTG
TACTTTTGAGAGTCAATGCAGACACTAAGAGGGCACCACAAGGGCCCCCGCCTACCCAAA
AATGTAGCATGTGAGAGTATGCAACCGTGTACAAAGAGTGTACTTCACAGAGCAGAGCTG
AGCCAGGTGTGTGGGACATGTGCCAAGTGTGTGTGAGGCCAAACTCTGAGCAGGTCGCCC
TCACTTTACTTCCTCTCAGGGTCTCCCGTCTCATGTGTTTGCATATAGGATAAACTACTA



AACAAAAACTGAAAAGTGTTTCCCAAAATGCCTTATGTTGCATGGTTGCCTTAAATAAGC
AGTAGATTTAATGTGAAAGAACAAACAAATGGACTGTTGGGAGGGGTTTCCGTTAAA
>McF0006M17-MGRbd1
CGTGCTACGGCCGTTAAACCCGGGCCTTATGGCCGGGGGAAACCGGTGCTCGCGCGATGC
AGGAAGAGAGGTGGGAGAGCGCGAGTGAGGGTGTGGAGCGCATACACGCGCGGTCAGTCG
CCGTTTTGGACTTAAGGAAAAAGTCACAGCGGAGAGTTGAGGTCCAGCGAGAGCATCTCT
ACTGAAAACCATCCCAGCAGCAAGGACCCATGTTTAGCAGACGATCCCGAGCTCTGGGAT
TTCACTCTGGATGGGATTGATGAGCAGAACATTCCAGCGTGCGGCTCGTCTCCCAAAGGT
CTCGCGCCCAGCACTCCCAGTAATCACCAGATGCAGACTCGCAGTAAGACGCCTCAGAGA
GCTCCAGGCAGACCTTCCGGATCTTTGGTGGACAACATGGCACACAACCAGGCTCTGTAC
AGACCCCAGCATCATCAGGGAAGACCAGGTGAATACAGTCCACACAGAAACGGGCAGCAC
ATGAAGAAACGCAGACTCGACACGTGAGAGCTTCAGTCGCTGATCGGATCTTGTTTTTTT
AATAATACATTCATGTTTTCACTGTTAATGGGTGCTGCAATGTGTTTTTGGTGAAGACGT
TACTTGTTTTATTTCTCCCCTGAAAAAATAAAAACAATTTGTAAAAAAAAAAAATAAATA
AAAAAAAAAAACC
>McF0006M22-MGRbd1
GGCNGTTAAACCCGGGCATTATGGCCGGGGATTTTACTCAATCAACCACAGCAGACGTGT
GCACTGCACTGAGCTCAGCTCAGTGTAAAGGTTTGTTTGTGCCACTGTGCCTTCCTTACC
GAGCTTTATATCTGGACCTGGTCTACAGTCTACTGACTCTGCTTGTATTTTGACCATCCC
ATCTATCCTCTGATGATTTCATGCCTGTTATCGACTCCTGCCTGCCTGACCATGATTTAG
CTTTGTGGACTTTTGAGCTACTAAACCTGCTGCATTTGGAACCAGGGAAAGTTTCATCTG
AAAACTAAAAGGACAGCAGCTTTTTCCTGCTCCCAGCCCCCCTTCAGTAATTAATCCAAT
CAGATGAACTCTGGTGCGGTTCACCTAAGCAGGAGTGCAGACAATCTGTCCATGAACCAT
GGAGAGGAAGAACACCAAAGGAAGGAAATGGCACACACTACATCTTGATGGTCAAAGAAG
TTGCAGCATATTCCAGCTGAGGTCAAAGTTCTCCAATAAATAAACCTGCTACATGCNCTT
TAAAGAAAAACTAACAAAAA
>McF0006N06-MGRbd1
TGGGATCGCCCGTTTAACCCGGGCCTTATGGCCGGGTGGGATCTCTCTCAGCTTCAGGCT
GTGATGGGACGTCACTGGAGGAGTCCTCAGCAGAAGTAGATGGCTGCTCAGCTCCTGCCT
GGACCACTGTCGCCACATCTTCAGCGTCATCAAAGTCTGGAGGGAGGTTTTGGATGAGGA
ACTCCCTCTTCATCATCTGCTGGACGAGAGCTCGTCTTGATGGCGCGTGTGGACACAGTC
TGAACAGCTCCCTGTAGTCCCAGACTCTGCCCTGCTGAGTCCAGAGCTTGGTTGAGTCTT
TGGCCCGTTGAAGCTCAGCCTGACGCTCTTCTGGGGACTTGTCCTTCATGCAGACTCGAG
CAAGGTGTGTTGCGAGGGTTTCCGTGGCCTTAACACAGAGCGGGCAGTGGAGGATGCGAC
GGTCGGGCTTCTTGTTGGCAGACATCTTGTTTTCAAAATCAGGATCTTTTCTGCCAAAGA
GGAGCTCTTTGGAAGAATCTTTGAGCAGACACAGCAATGCTGTAAAATCAGCAATCAAAT
CAATAAAAAAGCCGTCAAGGAGAAAGATCTTGTCTGTAGTCAGCAGAAAGGTCTGGTAGA
GTCATCAGTGGATGGNAAAAAAAAAAAAAAAAAAAAAAAAANACCCTT
>McF0006N09-MGRbd1
GTGTGGGAGCGGCCGTTAACCCGGGCATTATGGCCGGGGTCGGGTTGCGGGATCACGTGA
GCGGCGGACCGGTCGCTACGGTCTGGATGCTTAGTTTCTGCGCTGATTTCAGCCCAGACT
CGTTTCTAACACACATGTGAGGAAAACGAACCTGCCGATGCGTTCAAGGAGCCAAAGCAG
ACTCAGTAAAACGTAGTTTGTGTCCACGAACCGGTAACTTTCCAGAGAGCCGACCCGCGA
GGGATCGTTGAGGTTGCAGCGGTCCGGTCATGGACATCGACGCCGTGATGAGCCGCTTTT
CTGGACCCATGTTTAGCCGCTACTGGCAGCACTACCATCAGGCCATGTCCTGGCAGCAGA
GGCACAGGCGCGCCTACTGGAAGGCGATGGAGGCCGCCGGCGGGCCCCTCTGCTGGCAGC
AGCAGCGTCCAGACGGCGGGCGGCAGCGTCCTGACGGCGGGCGGCAGCGTCCTGACGGCG
GGCGGCAGCGTCCTGACGGCGGGCGGCGCTACGAGGACTGGCACGTCGAAGACGAGGAGG
AGGACGATGGAGAGGACAGCGGCTCGGAGATCGAGTGTGACGTCAGCAACATGGAGATCA
GCCAGGAGCTGCGGCAGTACTTTGCAGAGACGGAGAGACACCGGGAGGAGCTGAAGAGGC
AGCAGCAGATGGAGGCGGAGCGGCAGGACAGCTACGTGCCAGCGGACCAGGACCTGCACG
CCGCCTCCTGGAGACGCAGCGCCGCCCC
>McF0006N12-MGRbd1
GGGTGCGGCGTTNAAACCCGGGCATTATGGCCGGGGTTTTCCTGGACTACCCCAAAGGTC
TGCTCATTTTCTATAACGCAGACGACATGTCCTGGCTCTACACCTACCGGGAGAAATTCT
CCACCAAGGTCTTCCCTTACTTCAGCCCCGGCCAGAGTCACGCCAATGGCAAGAATGTGC
AACCACTCCGCGTCAACACCGTCCGTCTTTAAGAATCACACCTCTACAATTTCAACATCC
GTACGGATGAATCTAGCATCCACAAAGGTTCCAAACGTATTTAGAGTGCTTGAAACGTGC
GTCTCTTTCAGTTCAGTGTTAGGAATCATGCTTAATGTTGCTGTCGTGAATTTCCAGTTC
CTTTTTTTTTAATTTAAACCTTAAAATGATGGCCTGTTCTTTTAAAGCACAGCAAAGAAC
AGGGAGCTGGATGCTAACAGAACCTTCCTCCTGCCAGGCTTCACTGATGAAGCTGAGGGC
GTGTCAGAACCGCCCAAACGGGTCACAGAAGAGCTTGTCCTCTATGGGCTGCAGCCTTGC
TTCCTTTGTGGAATGTGATTGACAGCAGTCCTTTTTTTATTATTATTATTATCAGCTTAT
GATGTACTGTCCAAGTCTGTTTGACTGTTCGGATATTTATCTTTTATTTAATATTACCAT



ATAGGCTGTGAAAAGCCTAAAGATAAAGAGGCTTTTTTTTTCAAAAGTACCCTTTTGAGA
CAAAAAAACACAATCCATTTTTTCTTTTCTGTTTT
>McF0006O04-MGRbd1
TCGGCCGATAAACCCGGGCATTATGGCCGGGCAGACTCGTAATTGTTTACAGCTGTTTTC
TATTGTGTAACAGCAGTTAAGTCAGAAAACCCAAATGTGTGAAAGCACAGTCGGGTCTTT
ACATGCATTAGAACTGGGGGGTTAAAAACAGTGTTTTGAAAATGTTCTTTATACTTTTCA
CTTGTCCTCAAGCGTTTTTAATTGGCTTTTCAAAACCTTAACATTTTGTTACTGTATTAT
TACACTGTGCTTGAATCTCAGAGTAGCATTTTAAATTCCTATTAAAGACATGATCCAAGT
TTAGACTCAGACGAGTCTTCTTCACCTTTGAAAGGTAGTGTTTTTGTACCACCTAAAGGA
CTTTGGCTTGTGGCAAAAAAACAAAACAAAAAACTGGACCAGTGGTTGGACAGCGGTTCT
CTGGGGCACACGTGTGTCTTTTGTAATGCTTCAGTGACCGTGCTTTTGTAAGACTGTCGT
CTTGAGGGAAACCATTCTGTATAAAAGTGAGGAAGTGTGCGTGTTTTCGCAGGACTGTGA
AAAAGCCTGAAGTCGTACCTCCATTTTTGATACTAAAATCTCAGTATTTCTTTTTTAATC
ATTGTCAGCGGTTGTTTTTTTTTGTGTGTGTCTGGATTGTGTTTCAAAGTCTTTACTGCA
GATACTTTTTATATTTAAGAATTCTCAGAGTTTTTGTATTTTTGCTCATCTATATCCGGC
AAAGAACCGGTTTCTTAATGCACCTTTTGGCCTAGCTTGTCGTCTCGTAAACATAATTTA
TTATTTGAATTCAACATATTGGAAGCCTAAAA
>McF0006O07-MGRbd1
GGCTGCGGCGTAAACCCGGGCCTTATGGCCGGGATCTTCTTGTATGCTACAAGTCCAGGT
ATCTCTGACTTCAGCCTTTCTTTCTGCCTGGTAGAGTTCACATCAGGTATGTCTGTCCCA
AACTGCTCTAGTCGCTCTAGTGCTGTATCTTTTCTCAATGACATAGGTCAGGAGTTCAGA
AAAGACCAAAGGAAAAACATCTTTTTCTTGGGATGACTCGAGTGTTTCTTTGTTCTTTTG
AGCAATGTGTGCCCTCTCTCTGTTATACAGAGCAGTCAAGCAAGAGCAATGGTATTTCAG
TTCTAAGGCCACCACGTCTCCACCACTCAACAGAGCCAGTCGTCTACCATCATTGAGGTT
ACGGGCACATTCATTGAGCCTCTCATTCAGTTGCATGGTCGTGGCTTGCCGCAGTTCTGA
AGCTCTGAAGAACTACACTTATATCGTGTTGGAGGAGACTTCAACTCCTCTTTTGTGTCT
GTCTGACAAAGGCAAAACTTCCCCCAGGCAGTCTTGGCTCCACTACTCAATGGGTCATTC
GCAGACATCTTGCTTATACAGTTGAAGGCCAAGGGGCTATCCTTTTACCGCTTAACTGTA
AAAAAAATAAAAGCACATTGAAGTATAGGATACAACTAGATTCAGGCCTTTGTTGCTCTA
CACCTAGCCAGATTGTTCATCCAACGCCATTTAGATCCTGTGCGATCTGTACACCTTCCA
GGTAACTAAAGCCCCGTTACCCTTGGCTCAGCTCTCCCGCGCTGGCACACCCTGTCAATT
CAAGTGCGGCTATCTAACAACTACACTACAATTAACTACAATTCTAGTTGAGATGCATAA
GTGGCTAAT
>McF0006O17-MGRbd1
TGGCGAGCGGCGNTAAACCCGGGCATTATGGCCGGGTGGGAAGATTTTATGTTGTAAATT
ATGTAAAATCTTTGATCAAACTCATGTTTTTTTACCATGAATGCAACAGTTCACACATCC
AAGAACCCATATATTTATTTAAAAGAATAGTTTTCCTGGATATTCAGACTATTCTGAATA
AAGCAAAAATATTAAAATGGCACCATGTTTTTATCAAATAAATTAAAAATATTTCAATGC
AGTAGATACTAGGAATGTAACGGTACGCTAAAATCTCATTTCGGTTCGGTTCAGTATTTC
ATAGGGCTCGGTTCGGTACATTTTCTGTTTGGTTTTTTTTGTGACAAAAAAGTAAAAAAA
AATTACTTGCAAAATGCATTTATTGGTTTTATATAACAATAAATAAAGTGAACCTATGTA
GGTGATCTGCTAGATAAAATAATACAACTATTAGTTGCCAGGAACCAAAAACTTTGGATA
ATTAACACTGGCCTGAAAAACAAGTAGTTTTTTTTTTTTACTTGCACACTTTTTTCTTGT
AGACCTGATTTTTACAGTCGTGTGATGTCATTAAAGTGTGTTGGGTGTACACGCTATTTT
TGTGCAACAATGTCGACACAGCATTCGACTTGTCCAATTGTCTTTTCCCTTCATTGATGC
TCACAACAAAGCCAAAGTGTTCCCCCCACACAGGAGAGCGTAAGGAGATGGGGGGGGGGG
GGGGGCCTCAAATTCTGGGCTCACA
>McF0006O18-MGRbd1
GTAGCGGCGTNAAACCCGGGCATTATGGCCGGGCAGATGGCGATGAACTGGAGCTGAACG
TTGGCGACATAGTTCTAGTTCTGGCTTTTGACAACCCAGATGAACAGGATGATGGCTGGC
TGTTGGGCCTGAAGGAGTCGCACTGGTTGCAGAAGAAAAACATTTCAGCTAAAGGTGTTT
TTCCTGAGAACTTCACCCAAAAAGTTTGAGGCACAAAAAAAGCCTCCTGTTCTCCAATTT
TTGCAGATTTTATTTGAAACTAATAATGTCCACCAAAACAAGTTATTTTCAGCAGAAACT
TGTACTGAAAAATTACATCTTATTTGATAGAAAATAGTTGGAAACAGTGCCTGTTGGTGA
TCATGCAAAGTCAAAAGGTTATCCCATTTTTTATCTTTTTTTTCCTTTCCAGAATAAAAG
CTGCATTTGCTTTCTGACACTGTTGTTCAAGAGTTGATGCATCAGTTTTTAAGTTCTTAT
GTCTGCTTCAGGTTTAATTGGTTCACATTTTTTCACATTGTGTGTTATTCACTCATGGGA
ATTTGCCTCAAGTTATTTCAAAACAAATGTTCGGAATTATGAAAATTTTGTTATGCAAAT
ATCTGTACTACTTTTTCAAATCATGCAAACGTTTTATTTTTGTTTGTTTTTTAGAACAGT
GGCAGACATCACGAATGGGTTAAAAAAACAAAAAGTTTATAACCCTGAATTATATTTTTT
CAACCA
>McF0006P17-MGRbd1
TGAGGCGCGTTTAACCCGGNCATTATGGCCGGGCTTCGGCACCAGAGTAGCGGTCAGCAA
TTCTGTGAAAGAGCAATTTATATAGAAAATTGTGGTGGTACTCATTTCGAGACTGTTGTG



TGCGTAACAGATCCACAACAGGACCGCTGTGCTGGCTGCTGTGCCTCTGCCAACAAACAA
CCAAAAACATATTACATGCGTTCACATGAAAAGGATAACATTTGTTCTACAGAAATAAGA
ACTACTTCCGTAATTGACGAGAGCAAATGTATTAAATTTACTTCTAAATATTTGTTATGC
CAAAAAAAGACAACAAACGGCAAAAAAGCTTAAAGGAAAAATCTACACAGAAAACGAGAG
GGAACGGTTAAAGCATGTCATCCGAGAGAAATATTTTAAAAATAAAAGTTACAGACAAAA
AGTTATGGTAACAAATAGGAGACATCACAAACTTAGATATATGCNNAAAAAAAAAAAAAA
AAAAAAAAAAAACCTT
>McF0006P21-MGRbd1
GGGGGTCGAAGTTCAAAACAGAAAGGAAGGTATTTCAAGCTGATATTTATAATTGTTTCC
TATATTTAAACAGTTCCAGAGTTCCACCATGGAGTTTGGTGAGGAGTCGTCCCCTGCACT
GGCGTTTGAGAAGGACGCTTTTGAGCTGACGGTCGAGGATGTGTATGACATTTCGTACGT
AATCGGGCGAGATTTGTTAAAAATAAGCAGCGCCGGTGAAGAAGTGTCGGATTTGCAGTT
TAGGATCGTCCGAGTCCTGGAAATGTTTGAAACTTTGGTCAACAAGTACAATCTGTCTGT
GGAGGAGTTAAAACTGGAACGGGACAACTTGAAGAGTGAACTGGACAGGATCATCAAAGA
GGGCTCGTCTGCGGGACAGGGCACGCACACAGCGGGAGCCAATCAGCTGGTGGTGGACCT
GACGGATCCCAACAGACCTCGCTTTACCATGCAGGAGCTGAAGGAGGTCCTGCAGGAGAG
AAACCAGCTGAAGGCTCAGCTCATGGTGGCTCAAGAAGAGCTCCAGCTGTATAAGAGTGG
AATTCTTCCACAAGCTGAACCAGCCATGGTAGAAATAAATCTGGATCCTCCAGCAGCCAC
AGAGCACAATCCAGCCACGATAAATGAGAAGACAACCATAGGAAAACTGTTTTCATTCAG
GCGGAAATAAAGCAAAGCACAGGACCAGAAACGACCATTGAAGAGGCAAACAGG
>McF0006P22-MGRbd1
GCTCCGGCCGNTAAACCCGGNCATTATGGCCGGGGGGGGGGGGGGGTCAACCTGCTTCCG
TTTACGCTCGC
>McF0006P23-MGRbd1
TTTTATTATGGCCGGGAGGAGAGAGAAGAGTGGGGCATGGGGGGGTGGAGGACAAAGCTA
ACTAGTGACGTATGTGGAGTACAAAACACAAATCCTTTCCATCTCATTCATATCTGCTGG
TGTTGAAATGGGGAGGGGGGTGTTTGAAGATCATGTTTGAAAGACTAAACTAGATTTAAC
CGTTTCTGATTTCCTGGCTTCAGGAATAATTTTTTTTTGTGAAGTGATGCTCTTCCTGCA
GCGAGGATCTTTGTTTCCTGACAGACTGCTGACATGTTTTTCTGTAGAAGCTGTAACGAT
GTTTGCTGTTAAAAGTGGAATAAAGACTTCATCTGCAAAAAAAAAAAAAAAAAAAAAAAA
AAAAACCTT
>McF0007A09-MGRbd1
GCCGTTTAACCCGGNCATTATGGCCGGGGATCGTTCTCTGTTGTGGAACTAGACAGGAAT
TATGCCTGAACCAGCCAAGTCCGCGCCCAAGAAGGGCTCCAAGAAGGCCGTCACCAAGAC
CGCCGGCAAAGGAGGCAAGAAGAAGAGAAAGACCAGGAAGGAGAGCTACGCCATCTACGT
CTACAAGGTGCTCAAGCAGGTCCATCCCGACACCGGCATCTCCTCCAAGGCCATGAGCAT
CATGAACTCCTTCGTCAACGATATCTTCGAACGCATCGCCTCCGAGGCATCTCGTCTGGC
TCACTACAACAAACGCTCCACCATCACTTCCAGGGAGATCCAGACCGCCGTGCGCCTCCT
ACTTCCCGGGGAACTGGCCAAACACGCCGTGTCTGAGGGCACCAAGGCCGTCACCAAGTA
CACCAGCTCCAAGTAATTGGACTGTTCTAATCCAAACAACCCAACGGCTCTTTTAAGAGC
CACACACGTTATCTCAAGAGTTCATGTTTCCTTGGTTTGCTGCAAAATCTTTCCCCATGT
AGCCAAATTACTGAATAGTAAAGCTGAACATAAATTGTTTGTGCTGTGATGAAAACCTGG
AAGAGTGCATTAATTTTTTTATTTTTATATAAACCTTCAATTTGCTGATTGCGTTCAACA
GACGAGATTAATATAGCCACCATCCAACCAGGAAACAACACTGTCAAGTGCCAAATTCTT
GAAATAGTTTCAGTAGCTGCAAAAACAGACGTATATTAAAAAATGAACTGTGCTATAGTT
GGAACAATGTAAACACCATTTTTAATAAATTTCTTAATATAATTGTATTTTCTATTCAGC
TAAAA
>McF0007A10-MGRbd1
GAGCGCCCGTTTAACCCGGNCATTATGGCCGGGGCTCATGGGAAGGATCACCAGTATCTT
AAAGACATACGCAAAGAATTATCACAAAAATGAGGAGGATTTGATTGGAGAGTTGAAAAT
TTGTGAAACGGTCAACACGGTAACCATGGCGATGACACTGACCCCCTGCTCCCACACCAT
CTGCCAGAAGTCTCCACAAGTGTTGGCTAGAGGGCCTTGGGTTGCTATGTAGTGCCACTC
CTCACCCCTGATCATGACCTAGGAAAAAAAAAGTGTTCAGACATCTGTAAATAGGTCAGT
CAATCAATAACTACATTTATATTTAAAAACAACAACATTTACATTTTGAGGTAAACTTAA
AGACTGACCAATGACTGATTCTTCATGAAACCACTAGAGGGCAGTGTAACAGGCACAGAT
TTTGACCTACAATATTTCCCTTTTACCATTCTTTTATTTTATGCATTTGTGTGTGGTTTT
TTTCTAATAAAATTTGAACAGACCNNANAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0007B19-MGRbd1
TGAGCGCCGTTTAACCCGGNCCTTATGGCCGGGGGTCTGACTCCGTATCATTATGTCAGC
ATAAGCATTTCCTTTGAGTTTGTTTCTGCTTGTTTGTCTCAGAGCGCCATGACGCCCTGT
ATGTGGTGGGCTCTCTTGATGAAACATTGGAGCTGAGGGGGATGAGGTATCACCCCATCG
ACATTGAAACGTCTGTTATTCGGTCTCACAAGAGCATCGCTGAATGCGCCGTGTTTACTT
GGACCAATCTCCTGGTTGTGGTGGTGGAGCTGGAGGGATCAGAGCAGGAGGCTCTAGACC
TGGTTGCCTTGGTGACCAATGTTGTCTTGGAGGAGCACTACCTCATTGTGGGGGTGGTGG



TGGTGGTGGACCCCGGAGTCATACCCATAAACTCCAGAGGCGAAAAGCAACGCATGCACC
TTAGAGATGGATTCCTGGCTGACCAGCTGGATCCCATATATGTAGCTTATAACATGTGAG
GCCCAGTAGCAGGAAACACACAGGAGAAAAATACAAAAATGGGGGCTTCCTGCAGGTTCA
GACTGTGGCAGACCCCATGTTGATCCTCGCCTCAGCAAACAATGTTTTTAAGGGCATTTT
ACATTTTTTTTATTGAGTTTCTGATGTTTGGGGGGGAAATAATGAATTTTTGACTCAGAA
CA
>McF0007B22-MGRbd1
GGAAGGACATTTTCAAGCAGGCTACAGAAGATAGGCTGACGAGTGCCAATGAGCTGCCGT
ACTTCGAAGGAGACTTTTGGCCTAATGTACTGGAGGAGAGCATTAAGGAGCTGGAGCAGG
AGGAGGAGAAAAGGAAAAAAGAGGAGAACACAGCCTCTTCTGAGACTACAGAGGGGGCCC
AGGCTGACAGCAAGAATGCAAAAAAAAAAAAAAAAAAAACATGTAGGAACTTG
>McF0007B24-MGRbd1
GGGACAGCAGAGCTGCGAAGCCAGAACCTTCTAGAAACCCCGAGCCGAGACCCCCGCGCT
GCTGCACGAGACATGCGGTACGAGAGCCAGTCCCCCGCGCACGCCTCCAACAGCCAGCCA
GAAGCCTGCTTCATAATGAAACAGACATCTTCTCCTTTTGACAGCAGCTGCTTCACTCAT
GGTTCCGGCCCCCGGATAGTCCGCCGGATCTTCACCAACAGCAGGGAGCGCTGGCGGCAG
CAGAACGTGAACGGAGCCTTCGCCGAGCTACGACGCCTCATCCCCACACACCCGCCCGAC
AGGAAGCTCAGCAAGAACGAGATCTTGCGCCTCGCTCTCAGATACATCCGCTTTCTGAAC
CAACTCCTGTCAGAGCAGGACCCCCAGGATGGGGACCCAGCAGAGGAGGAGCACAGACTG
CAGGGCGAGCTGTCACCTAATCTAAGTTCCATAAATTCAGAGGTGGCGGAATTTGACATA
ATGTTGGATGAGCCGCTCCACCTGCCGCACCTCCACCTGCCAGCCATGTACGACTGAGGA
CAGAAAGAGGATTTCCTCTGAGGAGAAAGCCCCCTGTGGAGAAAACTGAGCAGACGTGAC
TCGTTGCTCAATCGTAGACTTCTTCATGTCATGTTCAGGGTCTTGGACCTCAGCTGTTTG
ATCAATTCTAATCCCAGCTGGAATGAATGACTGATTATTGATCTAGATTAATGCAAGGAA
TGTCAAAGGTCAAACAGCTCANACACACATGACACCAATGAAGAAAATCCAAA
>McF0007C01-MGRbd1
GCGTGGGTGCTGGCGTTAACCCGGGCATTATGGCCGGGGAAAACAAGCTGCTTCATGTCA
GCACTAGAGCAGCTCTACACCTCTTAAGATAATGTTTTTTACAGGGATTTCCTCGGTCTA
GGTTCAGAACATAAAGAACCCACCCCAGGCAGACTCTAGACCCTTTTCTTTAATTTGCTT
GAACTTCTGTCACCTTCAAGGCAGCAGCCATGAACTGGGCTGCCCTACAGGCCCTCCTCA
GCGGAGTTAACCAATACTCCACCGCCTTCGGCCGGGTCTGGCTCTCCATGGTCTTCGTCT
TCCGGGTGATGGTGTTTGTCGTGGCGGCTCAGAAGGTGTGGGGGGATGAAAGCAAGGACT
TTGTGTGCAACACCCAGCAGCCAGGCTGTGAGAACGTGTGCTACGACCAGGTCTTCCCCA
TCTCTCACATCCGCCTGTGGGCCCTGCAGCTCATTTTTGTCACCTGCCCATCACTGATGG
TCGTTGGACATGTGAAGTATCGAGAGAAGAAGAACGCGCAGTCCACTGCCACAAACCAGG
GCAAACATCCGTACCAAAACCCAGGAAAGAAACAAGGAGGTCTCTGGTGGACATACCTGG
TGAGTCTTATCTTCAAAGCAAGCTTCGATGCAGGCTTTCTCTACATCCTCTACTACATCT
ATGACGGCTACGACTTACCTCGCTTGACCAAGTGCTCCCTGGAACCTTGCCCTAACACAG
TGGACTGCTACATATCCCGTCCAACAGAGAAAAAGATCTTCACACTGTTCATGGTGGTTT
CCTCTGCCATCTGCATCTTCATGTGCATCTGTGAGATGACTTACCTCATCTGCAAACGG
>McF0007C02-MGRbd1
GGGAGGAGTGGAAGACCATCGCAGAGAGGGAAAGGGAACGGCAGAACAAACAGGCTGAAG
AGAAAGCCAGAAAAGAGGAAGAAGAAGCTAAAAAGAAGGCAGATGATGATGCAAGAAAGA
AAATGATTCTATCCAACTTAACTTTTACTGGATACAAGGCTGCACTATGGCAGACACAGG
GTGAGACAAAGAAGCCAACAGAAAGAGAAAAGAAGAAGAAGATCCTAAACGATCGGCGCA
AGGAGCTCAACGTTGAACACATGAAAGAAGACCAACTCAGAGAAAAAGCAAAGGAGCTTT
GGGACTGGATTCGACAGCTGGAGGCAGAGAAATATGAACTTCAATCTAAACAAACAAAGC
AAAAGTATGAGATTACAGTACTCAGAAACCGGATCAGCGATCATCAGAAAATTTCAAAGG
GAAGAAGGAGCAAGCGGGGGCTGAGAAAATGACATCTGACATTCGCTGAAGGGAAACTGG
CACCATCAGACATCCAAGTCTCACTAGAAACGCTGGAAACTGCATACTAATGTCTCTGAA
TCGTTAAAACATGCAGAGAACCAAGTTCCCATGGTTCAAATATCACTGCTTGTTCTCCAA
AAGTTTATAATTGAAAAAGCCTGAATGTTCATTCAGTCTAGCCGTTTTGCAAAAATGTTT
CTGTATTTTGGCAAAAACTAAATAAAATAAGTATTCNNAANAAAAAAAAAAAAANAAAAA
AAAAACCAT
>McF0007C05-MGRbd1
GGTCGCNCGNTTAACCCGGGCATTATGGCCGGGGGCTAGCAGCGTTAGCTTGTTAGCAGG
CTAGCAGCGTTAGCTTGTGTTGAGAGGTCGGTGGTGTCTTTTTGGGACGTTTGTGAGGTT
TTTGGACAGAAAGGACGATACGTGGTTCGTGTGGGAACTCTCAGCATTTTCCAAAGTGTC
GTAAATGAGTGAAGAAGTGTTGAACGGAAAGACAACGTGGATTGCTGTGATTGTCACAAT
CACAGCAATCTGTGAGACTAGCAGATGATCGATCGGAGCTGCAGTGAAGAGGACGGCGGT
GTTTGTGGGAGTTGGAGCTGAAGATCGGAGCAGGAACCATGTCTTCAGAACCTCAGGAAG
GTTCTGTCAGAGAACAACTTTCTGCTGCTGAAGGAACCATCGTCCAGAACGAGGAGGAGC
TCTGTCGTCAGCGCAGACTGCTGGATAGGAGATGGAACCCGCAGCTGCAGCTCCACGTGG
TTGTCCTCCCCCAGCATTGGATGACTGAACAGGAACATCTCTGCAACCAGCAGAGGAACT



TCAGAGTGGAACCAGAACCTCCTCAGATTCAAGAGGAACAGGAGGAACCAGAACCTCCAC
AGACTAAAGAGGAACAGGAGGAACCAGAACTTCCACAGATTCAAGAGGAACAGGAGGAAC
CAGAACCTCCACAGATTAAAGAGGAACCAGAACCTCCACAGATTAAAGAGGAACAGGAGG
AACCAGAACCTCCACAGATTAAAGAGGAACAGGAGGGACCAGAAAC
>McF0007C06-MGRbd1
GGCAAGGCAATACGAGCAGCCCTGAAGCTTGGACAGATGCTCAGCATTCAAGATGATGCC
TTCATTAATCCACACTTGGCCAAGATTTTCGAGCGCGTCCGACAGAGCGCCGACTTCATG
CCAATCAAGCAAATGACAAAAGCACTAAACAGTGACTTGGGTCCAAATTGGAGAGACAAG
CTGGAGTTTTTCGAGGAGCGTCCGTTTGCAGCAGCTTCCATTGGGCAGGTTCACCTGGCG
AGGATGAAGGACGGCAGAGAGGTGGCCATGAAAATACAGTATCCCGGTGTGGCTCAGAGT
ATCAACAGTGACGTTAACAACTTGATGACCGTGCTGAATATGAGCAATGCTCTGCCTGAA
GGTCTGTTTCCTGAACATTTGATTGACGTCATGAGAAAAGAGCTGGCGCTGGAGTGCGAC
TATATTCGAGAAGCCCAGTGTGCAAAGAAGTTCAGAGAGCTGCTGAAGGACGATCCCTTC
TTCTTTGTACCGGAAGTAATCGATGAGCTGAGCAGCAAACTTGTCCTGACTACAGAGCTT
GTTCCCGGGTTTCCCTTGGACAAGGCTGAGAGCCTCTCACAGGAGCTGAAGAATGAGATC
TGCCAGAACATCTTGCTGTTGTGCCTGAGAGAGCTCTTTGAGTTCAGATACATGCAGACC
GACCCGAACTGGTCCAACTTCCTCTATGACCCTCAGACTCACCGGGTGGCACTGCTGGAC
TTCGGAGCCACAAGAGGTTTT
>McF0007C16-MGRbd1
ATCGGCCGTTAAACCCGGGCATTATGGCCGGGGGGAAGCAAGTTTATATCACAGGATGGG
GGGCCTTACGAGAAGGAGCAAATCAAGCTGCAACTATCCTGCAGAAGGCCGAGGTTCGGA
TCATAAACCAGACGGTGTGTAACACCTTAATGGGAGGGGAAATCACCAACCAGATGCTTT
GTGCCGGAGTTCTTCAAGGAGGAGTTGACGCTTGTCAAGGCGACTCTGGCGGTCCTCTGT
CCAGTAAAGAGGGGAAACGTATGTTCCTGGCTGGAGTGGTCAGTTGGGGTGAGGGCTGTG
CTCGCAAAAACAGACCTGGCATTTACACCAGGGTCACCAAATTCCTCGGCTGGATCAAAG
AAAAGACAGGAGTGTAGTCGGCATCGAAATGGTCCAAGGTGACCAAAAAGGGACTTGGAC
TGTGACGACGTGTACAGACAAACATCACCCCGACTGCAGACGCAGTGGCCTTGGCTACTT
GATGTAGAAAAAGCACTGGTTCCTCCATCTTTTACACGTTTCAGTGATTTTTATTTTATT
TTTTATTTTTATTTTTTATTTCCAGAGCGGGGGTTTGCCAAATCTTTTAAATGTAAATAA
ATGTTTTGAGTTTGTTTTTGTTTTTTTGTGCGTGTGTTTGAATGGAGAAACGTAGATGCT
GTGCAGGAAATCAATGTTACACGTGTGAATGTCTATGCATGAACTGTTTATTCTCACTCC
ATTGTCTGTCGTTTTATGTCATGTTTAGAAATATTGACAGTGGATATTTGTTCTGATTTA
ATTGAGTGAAACACAAAATTAACTCAAACATTAGCCTGAATTATTTTCAGGATAT
>McF0007C17-MGRbd1
GGGAAAAACGAAGGAGCTGGAGTTACATTTGGCTTAAAGAAAGGTTTAAAGAAGGAAAAT
ACAGTCTGGTTCTCACGCAGTAAGCTCAAGATGGATGTGAGGAAGGTGAAAACAAAAGTT
CTGAGTGTGGAACAAGCAGAAGGAGTTGGTGCTCGAGTCCGCAGAAGCATTGGCAGAAAG
GAGCTGAGAAATCTGGATCCTTTCCTGATGTTGGATGAATTCAAAGTGAGCAAACCAGCA
GGTTTTCCTGACCATCCCCACAGAGGATTTGAGACGGTCACATATGTTCTACAGGGAACC
ACAGCTCATGAAGACTTCTGTGGCCATTCAGGAGTACTGAAGCCTGGGGATTTGCAGTGG
ATGACTGCAGGGCGCGGAGTGGTGCACGCCGAGATGCCTGTGTCAGATGAGCCAGTGGTT
GGCTTGCAGCTGTGGGTGAACTTGTCAAAGCGAGATAAGATGGTGGAACCAGCATACCAG
GAGCTGAAAGGGTCGGAAATCCCTAAACCCAGTGCAGGAGGAGTGACCGTTGCTGTGATA
TCTGGAGAAGCCTTAGGAGCCAAGTCCAAGGTCTACACAAGGACACCAACCATGTACCTG
GACTTCAAATTGCAGCCAGGGGCCGTGCATGTACAGCCAGTTCCTTCTGGATGGACTGCC
TTCATCTACACTCTCACAGGAACCCTTCATGTTGGCCCTGATCAGGAGCAGAAACAGGTG
GAGCCGCATCACACTGTGGTGTTCACAGATGGAGATTGTGTCAAGCTTGAAAACAAGGGT
TCTGAAGTTTCCCACTTT
>McF0007C22-MGRbd1
GNCATTATGGCCGGTTGATGAAAGGACCCAAAACCCCACGTGGTTCAGTGAAGAGTCCGG
GTCTCATCAAACGCAGCAAGTCACCCACTGAATCCAGTGAGTCTATTATCTTGAGCACAG
TGAATACTGACATTAAGACTGCTTTTTAAAAATAAAAATAAAAGGAAAAAAAATAAAAGG
ATGCCGATAACAATGGGGCACAATACAAAGTGAACAGAACATTAGATATGAAAGTAGAGG
GATGGAGCTCACCTTTGACCTTTGTCTAAGGGGGATGGTGAGGATTGGGGGATTATTCCT
ATTCAATAATGAATGAAAATAGATGACTGACTTGGTTAAAGATCCGCTCCATTGAAAATT
CTTAACATGTTTTTGTGGCTTTTTTTTGATGGACATGTATAAAGAAAATAAAGGTCAAAT
TTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0007D01-MGRbd1
CTGGGATCTGCCGTTAACCCGGGCATTATGGCCGGGGGCGGACGTGTTGGACCTTCATGA
GGCGGGAGGAGAAGACTTTCCTATGGATGAGGATGGTGACGAGAGCATCCACAAGTTAAA
GGAGAAAGCCAAGAAGAGGAAAGGACGAGGTTTTGGTGCAGATGATGGGGCCCGGTCCAG
AGCCAAAGAGGACTATGATACTGTGGAACAGGACGGAGATGAGCCTGGGCCTCAGAGATC
TGTAGAAGGCTGGATCCTGTTTGTGACGGGCGTGCACGAGGAGGCCACAGAGGAAGACAT
CCACGATAAGTTCTCAGAGTTTGGGGAAATCAAGAACCTCCATCTTAATCTGGATCGCAG



AACTGGCTATCTGAAGGGCTACGCACTGGTGGAGTATGAGAAGGACCGGTGGGCGGAGAC
GCAGCAGAAGTCCCGACAGGAGGCGGCGTTAAACACCATCTTTGGCGCGTGATAGTTGGA
AAGTTTTTGTTTTGTTTTGTCACATCTTCAAATGGAAATTTCAAAGTCATTGTTGTATGT
TTCTTAGTATCTGTGCTTTACATCCACGTGGAAGCAAACACCAGGATGATTTGTTTAAAA
TTGGATTAAAAACTGGGTTTTTGTGCATCTTTTGGCCAACTTTTGTTGCACCATGTCAAT
TTTTTTTCTTAGTTTGCTCTTTGTGACCTGGATTTTATTCCATTTTTTTATTGGCTTGAA
CTGTATTAAAGTTTTAAAGTGGAAATACANAAAAAAA
>McF0007D04-MGRbd1
CGGCCGTTAAACCCGGGCATTATGGCCGGGGATTTCTTAAAAAATCCTCCCATAATCCAT
GAGGTGACTGCAGACGCGTCTGAGTCTAACTTCACAATAAGACAAAAATGTTCAGCATTC
AGTCTACAGTTCAGGCTTCTTTAGACGTTATTTTGAAAACGCCAAAATGTCGGTGACCGA
TTTTCTGTGCAGTGATGAAAGTGAGAAGTGGGATGATCAGAAGGGGCTCGGCTTAACGAC
TCAACATAAATACACATTTTAGGGACAAACTTCTAAAAATGATAACACAATAGGTAAAAC
CAGTCTAAGAAAAAGCAAAAAAAATCTGCTTTGACGGCACATTTACTGCTCTGTGTGACT
CACCTGCATTTAGACTGAAGAACACCTGAGAGACGAACAACATCCATCATGAAGATAACT
GGTTTATGACCCCCCTCTGATGAATGGAACTGTAATGTTGTAATGCAATAAAGAAAAACG
CACGGNAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0007D09-MGRbd1
CTTGAGCGCGCGTTAACCCGGGCATTATGGCCGGGTGGAGGGAGACTGTGATGAGGTTGT
CCTGGAGACGGAGATCACCAACAAGTCGGCGCTGAAGCTCTACGAGAACTTGGGTTTTGT
CAGAGACAAGCGGCTCTTCAGATACTATTTGAACGGAGTGGATGCGCTGCGGCTCAAACT
TTGGCTTCGCTAGAGGACCCAGAGAGGGTGGTGTGGGGTGGGTGGGGTTGGCAGCACATG
CCTCAGGTCTGCCCAGGACCCCTGTATTCACACACACACACACACACACACATATAGACC
TTTATCGCCAAAAGAATGGCATCATTTCCTTGGAGGAAGTTGACAAATGTCATGCACTTG
GAGGCGGAAACGCTTTGATACCAGAACTGTGTTGTACGTCCGTATGATGCTTGATACTTT
TATAGGATGGTGGTATTTTCTCTTGTGTGGAAAAACAAACGAAAGTGGACTAAATAAAAG
ATTTCCTTTCCAAAACGAANAANAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0007D15-MGRbd1
AACCCGGGCATTATGGCCGGGGACTCTTTCTTTGGCACCACCTCCCTTTCTGGAAGTAAT
GTGCTCCAGAAGTAACTACAGCAGCGACAGCGACCTGGAGCTGTCCACGGTGCGCCACCA
GCCGGAGGGGCTGGACCAGCTGCAGGCTCAGACCAAGTTCACCAGGAAGGAACTGCAGTC
GTTGTATCGAGGCTTTAAGAACGAGTGTCCCAGTGGACTGGTTGATGAGGAGACATTCAA
GTCCATCTATTCTCAGTTCTTTCCCCAGGGAGAAACGGCTCCATCCGCTTTGAGGACTTT
GTCATTGGCCTCTCAGTGCTGCTGAGAGGATCTGTCACCGAGAAGCTCAACTGGGCGTTC
AACCTCTACGACATCAACAAGGACGGCTACATCACCAAAGAGGAGATGCTGGCCATCATG
AAATCGATCTATGACATGATGGGGAGGTACACCTACCCCTGTGTGCGGGACGAAGCCCCC
TCTGAGCACGTTGACAAGTTTTTTCAGATAATGGACAGAAACCGGGATGGCGTGGTGACG
ATTGAAGAATTCATTGAGACCTGCCAGAAGGATGAAAACATCATGAACTCCATGCAGCTG
TTTGAAAATGTAATATAGAGGATTTGGATGAATTTCCTTTATCAGCTCAGTTTGCAAACG
AACATCAAGTCCAGCTTGTCTGTCCTCGAAATTCCCACAGAAGT
>McF0007D16-MGRbd1
CGACCGNTAAACCCGGGCATTATGGCCGGGGATTCAGGCGGAGTAAACAGCCCGGTAGCC
CAGAAAACCGCAGTTGAAAACCCATGGAGAGGATTTACCAGATATTTCGATAGTGTTTAA
TTCTTTAGACAATTTAGGTGAGACAGAAAGGTTGGCTATTTCAAACATTGGGATCTAAGC
GAAGGAATTTAAATCTGACCTGTGCTAATCGGAAAACATGGCGTTGGCGTTCTCTTTATC
TTCTCCATATGGATGTCCATCCGACGAGGAGGAAGAGATGGCTGTGTTCGAGTCCACAGC
AGCAGAGCACGGATGCCTGACCAGGCCGCGTCTGCCTGAGCTCTCGGTCATTTCTCCTGG
TCTGGAGCCTCGATCATCTGTTGCAGCTCAGAAAGTAGTAAAGAAATCTGGAATCTGTGA
TGAAGGGAATATGGAGAAGGTGAATGTTTTCCTGCGTATCCGACCGCTTACAGACTTGGA
GAAAGAACAGGGCGAAGAGCAGGGCAGTGTGACTGTCCAAGATGATGCCACCGTGCTGCT
CAAAGCTCCAAGAGAGTCTCAGAATTCAAAGACGGCAGAGAAGGGAGTCACTCAGAGCAT
TCACAAATTCAGTTTCTCCAAGATCTTTGGTCCAGAAACGACGCAGCAACAGTTTTATGA
TGCCACGCTGAAGAAAATGATAAATGAAGTTCTTAAAGGAGAGAACAGGCTTCTGTATAC
ATATGGTGTCACCAACTCTGGAAAGACCTACACCATCCAAGGCAGCGGTCAGGAAGCAGG
CCTCCTGCCTCGAGCTCTAGTATCCCTGTTCAGGAAGCTGCAGGGCCGCCTTTACAGCGC
CATGGACCTGAAGCCTGTGATGTCTCAGGATGTGAGGCAGCTCGACTC
>McF0007D17-MGRbd1
NGTTAAACCCGGGCATTATGGCCGGGATTGATGGACTGTCCTTAGATCAGACTCACATGG
TTGAGAGGTCAGAGTGCATCAACAAGTTTGCTTCCGTTTTTGGAACCATGCCTCTGAAGG
TGGTGGAGCACCGCGCCGACCCAGTGCTCTATAAAGACGACTTTCCGGAGAAGCTCAAGA
GCTTTCCCAACATCGGAAGCCTCTGACAATCCTGCAACGACTGTGCGGATCTCCTCGCAA
CACTTAAAGACATTTCACCAACACAGTGCTTCTTCGTGTCAAGATGCCAGTATTTAGTCT
AAAAACGTCTGGAGTTGTCTCCGTTCGAGTGGCTGCAGTTTAGTTTTTACACATTTCATA
TGGAGAACCTTCTCTCAAGTGTTTCAAATCACAATTCGCACGATAAGCAGGACATGTTAC



AGGACGAAGGTCATCTGATGATTGATGGGCCGACTGGTTAACCTGTCTTTGTTGCTGTTT
CACTGCTGAAGAGTACAAGCACTGCTCCTCCGGAAGTGTACATATTATGCAGCAGTGCTG
TATGATAGGGATAATTTATGACCTCTCAGCAAAAATGTCTATATATTTTTTTTTTGCTTC
TCAAAAAGTGACACTATAAAATTCTGTTTATAAAGAAAACTTCTATATGATGACACACAT
CTATGCGTTGATTGGGAGTAGTACATTACATCACGTGATCAGATCAGAACCGTAGACGAC
ATAGTGAGCAACCGCTGACTTTGAGTGATTCTAAGCTACTGTTTTAATTCTCTATGATTT
TATACTTCCT
>McF0007E03-MGRbd1
AACCCGGGCATTATGGCCGGGGATTCGCGGAATGCGGTGTGTGATGAAAACGTGTTAGTA
AGTAACTCCCTTTCTGCCAATAATAATCATATGAAAGTTGTTTGGACGCCAAATCACAGC
GTGGACTTTTTTTTTTGTTTCATTACTGGAAACGCGTTCCGCCGGTGCCATTTACGCACG
GACCATGCCCGCGCGACGCTGCGTTTCCATGCGCCGGCAGCCGCGCTCGAAACTCTTCAC
AGAGTAGGTGTTCAGCACAACAAGAAGAGCCGAATTACAACAATCTTAATGCGAGAGCAG
AGGGCGGACACTTCGAGAGCAGAGAGAAGAAAGTTGGTTGGAGATCGCGGAGGTTTGCGC
AGCGCTCTTCATCTGCGGGAAAGGAAAAGAGCAAAGAAAAAAGCTGAGATCGGCGCTTGA
TCAGTGTGAGAGCTTGAGAGATACTCTTGCAAGAATGGACTCAAGAAGCTGACATTCCCC
TGTAGTCAAGATAAGCTTTGGCTTGGCTAACAGAAGGGGTTAAACCGTATCTAAAGGGAG
TGTGGAAAAGCCAGCCTTTCTTCCCCGTACGGATCAACTCATTGGGTGGGAGCTGAGAGA
GAGACAAGAGTCCCCAGCAAATCAGGAGCTAATTGATTAAAGAGACTTCATTTGAATAGG
AGGGGGGCTGGCGAGGTGCCAATCGCCTTTCAAAGAACCCCCCCTCCCTCCCTTATGATT
AATCGTAGAGCATTATTGATAATCATAANCGGGCACATGCGCG
>McF0007E04-MGRbd1
CGGCGNCNGNTTAAACCCGGGCCTTATGGCCGGGGGTAATGGCGACCGTGCCGTAGATGT
GCCTAGGTTTGTGAAGATGAAGCGAAGAAGAAGTTATTTCTTTTAAGTAAAACGCCGAGT
TTCCCCCGAGGACTACTTTGCGTCTGCAACCATCATCCTTGAAAGAGGTTTTTCTGTGAA
TGAATGTGCCCATGCCCTCCCTTTGAAAAGGATAGGAATTGCTGTGTGCATCTGAACAGA
ACTGTGGAAAGTGTCTTGCATGAGCACGGTGATGTTGTGTCTCACGCACTCGAGTGACCC
GATAATGACCGAACAACAGACTTGTGGTGAAATCGTCAGGCTTGTTTTTTTCTTTTTCTT
CATTCTTCTTTGTGGTGTAGTTGATGTCTTTTTAACCCGAATGATGGAACCCTTCAGCAT
TTTTTTCCAACTCCAGTAGCCTTTTAAGTGTCTACTGTTTCTCTTCATTGAGAGGCCAGC
CAAGCACTACAGGTTTCACTTCTTAGAGTATTGAATACATTGTACAGAGTACAGGAATGT
CAAAAAAGAACCACCTTTATCCTCTGTTTTTTACCTCCTTTTGATCCATTTTGTTTCTCT
TTTTTTATGCTTTCTTGTGACTACAAAGTCTTCCTCCACATACTGAGGTGGTAAAAGTAG
ATTTAAGCATCTCTGACGTTGATAATGGCGTACATATCACTTTAAGTTATTTAAACCCCA
TGTCCACATTTTCCTCTTCACATTCAGTTTTGGTTGAAAGCAATTGTTTACATTGTGTTC
TCAACATAGCACATTTTGTTTTAAGAGGGCGCGTTTTAA
>McF0007E06-MGRbd1
TTGAGCGGCCGTTAACCCGGNCATTATGGCCGGGGTCTCTTTTTTTGGCAGGTCGTTGTC
GTTTTCCGGTGACAGTCGAGAGAATGATAACATCTGATATGGCCCTAACCCCGTTTATGC
TGAGAACAAATATCGACAAAAACTTAGCTAGCTTCCATGCTAACGTCACTTCTGGACTTT
TCCGTCTCGTAGTTTGACAGATTTAGAACTTCTCGGGATCCTGTGTTTGGGGAGTTAGTA
ATTCATGTGCCACTGGGAGCTCCAGCAGAATGGCAGATGACAAAGACGTGCTGAGGGATG
TCTGGTTCGGCCGTATACCCACCTGCTTCACCCTTAACCCGGATGAAGTCACTGAGAGAG
AGGCAGAGCCATACTATCTGCTGTTGCCCAGGGTGAGTTACCTGCCTCTGGTCACAGACA
AGGTGAAAAAACACTTCCTTAAAGTGATGAGGACAGAAGATGTGGAGGAGATGTGGTTTG
AGCATGAAGGAACACCTCTCAAATGGCACTACCCGATTGGAGTTCTGTTCGACTTCCATG
CCTCAAACACGGTCTTACCCTGGAGCATCACGGTGCACTTTAAGAATTTTCCAGATGTAG
ACCTCCTTCACTGCCCCACCAACTCCATGGTAGAGGCCCACTTCATGTCCAGCATCAAGG
AGGCCGATGCCCTGAAGCACAAGAGTCAAGTGGTTAACGACATGCAGAAGAAAGACCACA
AACAGCTGTGGATGGGCCTGCAGAACGATAAGTTTGACCAGTTCTGGGCCATGAACAGGA
AGCTGATGGAGTATCCCACAGAGGAA
>McF0007E09-MGRbd1
GTCTCCCCGTTAACCCGGGCATTATGGCCGGGGAGCGCTGACTGAACGGACAGAGAGCTT
TGTGCCGAAAAACTAAGCCCAACCTGAATCAGACCAATGAATTAAAACGGCCCAGAGGCC
AGTAGAGACCGTGTGGACTGAGCATCAACAAGCATGGAGTTCGCGCAACAGCAGAAACCC
ACGGGGGACGGGAAAGTAGTCTATCCTCCGGGAGTGAAAGAGATTACGGATAAAATCAGC
AATGACGAGGTGGTGAAGAGATTGAAGATGGTTGTGAAAACCTACATGGACATGGATCAG
GACTCAGAAGAGGAAAAGCAGCAGTACCTTGGCCTGGCGCTCCACCTCGCCTCCGAGTTC
TTCCTAAGGAACCCAAATAAAGATGTCCGGCTGCTGGTGGCCTGCTGCCTCGCTGATATC
TTCAGAATTTACGCTCCCGAGGCTCCTTACACCTCCCACGACAAACTCAAGGACATCTTT
CTCTTCATTACCAGACAGCTGAAGGGTCTAGAAGACACCAAGAGTCCTCAGTTTAACCGT
TATTTCTACCTGCTGGAGAACCTTGCATGGGTTAAGTCATACAACATCTGCTTTGAACTG
GAGGACTGTAATGAGATCTTCATCCAGCTCTTCAAAACGCTGTTCTCCGTCATCAATAAC
AGCCACAATCAGAAGGTGCAGATGCACATGATGGACCTGATGAGTTCTATCATCACGGAG



GGAGACGGAGTCACACAGGAGTTGCTGGATACAATCCTCATCAACCTCATCCCTGCACAC
AAAAATCTGAACAAGCAAGCATACGATCTGGCTAAGACCTTGCTGAAGAGGAC
>McF0007E12-MGRbd1
GGGGTCGGCGTTTAACCCGGGCATTATGGCCGGGGAGTGTCACTCCTACCTGTCCGGCTA
CATCTCCCTGCTCCTGCGGGCCGAGCCCTACCCCACCTCCCGGTTCGGCTCCCAGTGCCT
GCAGAACAACAACATCATGGGCATCGAGAACATCTGCGAGCTGGCGGCCCGGATGCTGTT
CAGCGCCGTGGAGTGGGCCCGGAACATCCCGTTCTTCCCGGACCTGCAGGTGTCGGACCA
GGTGGCCCTCCTCCGCCTCACCTGGAGCGAGCTGTTCGTGCTGAACGCGGCGCAGTGCTC
CATGCCCGTGCACGTCGCCCCGCTGCTGGCCGCCGCGGGCCTCCACGCGTCCCCCATGTC
GGCCGACCGGGTGGTGGCCTTCATGGACCACATCCGGGTCTTCCAGGAGCAGGTGGAGAA
GCTGAAGGTGCTGCACGTGGATTCGGCTGAGTACAGCTGCCTGAAGGCCGTCGTGCTGTT
CACCACAGATGCCTGCGGTTTGTCGGACATGGCGCACGTGGAGAGCCTCCAGGAGAAGTC
CCAGTGCGCGCTGGAGGAGTACGTGAGGAGCCAGTACCCCAACCAGCCCAACAGGTTCGG
GAAGCTGCTGCTGCGCCTGCCGTCCCTGCGCACCGTCTCCTCCTCCGTCATCGAGCAGCT
GTTTTTCGTGCGCCTGGTGGGGAAGACCCCCATCGAGACCCTCATCCGGGACATGCTGCT
GTCCGGCAGCAGTTTCAGCTGGCCTTACATTCCCAATCTCCAATAGAAGGAGACGCGCTC
GGCGAAAACATCT
>McF0007E13-MGRbd1
TAACCCGGNCATTATGGCCGGGCAAGACCAGGGAGGAGCTGTTTTCTAACCTAAACCTTA
TTGAGGACTGACTGAACAAAATGGGAAAATCTGCCTCAAAGCAATTTTCGGAGGAGCTGC
TGCGATGCCATAATGAGTACAGGAAGAAGCACCAGGCTCCTGAACTGAAGCTGAGCAGCA
AGCTGAGCACAGAAGCTGCCCGCTATGCAGAAAGTTTGGCCAGTATACGGATCCTAAAAC
ACAGTGAGGCCTCGGCTAGAGGAAGCTGTGGAGAAAACCTTGCATGGGCCTCCTATGACC
AAACGGGTAAAGACGTGACAGATCGCTGGTATGAAGAAGTGAAGCAGTACAACTTCAGCC
GTCCAGGATTTACCACTGGCACTGGGCATTTCACAGCAATGGTGTGGAAGAACACCAAAA
AGCTGGGTGTGGGCAAAGCCGTGGCATCAGATGGTTCTTCCTTTGTGGTGGCCAGATATT
TCCCAGCAGGAAACATCACCAACCAGGGACACTTTGAGAATAATGTTCTCCCAGCTAAAG
CCAGCTCCTGAAGAGAATATTGATCTCCTGAACTTGGCTTGGCCATACGGCAGTTACTCA
GGGGTTGGGGGTGGGGGTGGTTGACTGCCTGCCCACCTCCCATGGGATACAGCTGGGAAA
TCTTATCTCAGCAGAAATCCAAGCGCCTCCCACATAGGTTTTATACTTTTTTCATAACAT
GCTCAAACCCTGTGCTTTTTTCAAGTTACTAGTAAAATCTTCATGTGAGTCAGATCTTTT
TAATTCAGTCAATTGT
>McF0007E19-MGRbd1
CTGTGATCGGCCGTTAACCCGGGCATTATGGCCGGGGGTTTGTGTGATCGGAGGGTCTCC
GCCTGCGCTGCTTCATTCATTGGCGAGAGGAACGACGGGATAATAAGACCAGCGAGGAAA
ATGCCGTACGAACTCAAGCACGTATTTGCCAGCCTCCCACAGATGGAGAGGGGAGTTGCC
AAGGTGATCGGTGGCGATCCCAAAGGAAACAACTTCCTCTACACTAATGGGAAATGTGTC
ATCATCAGAAATATTGACAACCCGGCCATTGCCGACATTTACACTGAGCACGCACATCAA
GTGGGCGTGGCCAAATATGCTCCCAGCGGATTCTACATCGCATCTGGAGATGCATCAGGA
AAAATCCGTATCTGGGACACCACCCAGAAGGAGCACATGCTCAAGTATGAGTACACCCCT
ATCTCAGGGAAGATCAAGGACATTGCATGGACAGAAGATAGCAAGAGGATTGCTGTTGTC
GGAGATGGACGAGAGAATGTGGACATAAGGCAGAAGCGTCCGTACCGCCTTGCTGCCGCC
AGTGATGACACCTGCGGATCTTTCTTCGAAGGACCCCCGTTCAAGTTCAAGTTCACACTG
AGGGACCACAGCCAGTTTGTCAACTGTGTCCGCTTCTCTCCGGATGGAAATCGCTTCGCC
ACAGCCGGTGCTGATGGTCAGATTTTTCTCTATGATGGAACGACTGGTGAAAGTGTTGGA
ACTCTTGGGGGCGAGAAGGCTCACGGTGGAGGAATTTACGCGCTCAGTTGGAGTCCTGAC
AGTTCCCAGTTGATCTCCGCCTCT
>McF0007E21-MGRbd1
CTGAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGACTACCACCTCTCTTTTTAACCG
GGACAACATGGCTACTGCGGCGAGCCGCTACTACAACGAGGACGGCAGGGCAACTAAAAG
ACAGAAAACCGACGGAATGGCCACAGGATACGAAGACCCACACAAGACCCTCCCCTCAGT
GGTGGTTCATGTCCGGGGGCTCGTGGATGGCGTCACCGAGGCTGACCTTGTGGAGGCCCT
GCAAGAGTTTGGAGCCATCAGTTATGTGGTGGTGATGCCAAACAAGCGCCAGGCGCTGGT
GGAGTATGAGGACATGAACGGTTCATCCACAGCCGTAACCTACGCCGCAGACAACCAGGT
GTACATCGCCGGCCACCCAGCCTTCATAAACTACTCCACCAGTAAGAAGATCTCCAGACC
GGGAGACTCAGACGATTCCAGAAGTGTCAACAACGTCCTTCTGTTCACAATCATGAACCC
CATCTACCCCATCACCACGGTAAATGAGCCCTGGGGAATGTGGCGAGCTTTTGTTTCGTC
CAGACGTGACGATCTTCGGCGTGTGCTTATCCGACCAATCCAAGCGACAAAGCATCCATG
GGACAATAGTCATTAAATTCATGGTTTAGTGAAATCTCTGAAAGAATGAAGCTGACGAGC
AGGTCATTCACAAAGAAAAACAATCAAACTCATCAACATCTCTTGTCTGCTGTTTGCATC
CTTTCCCTGTCAACTTTAATTGAACTGGTTTAGGCAAAGAGTTCAAAGAAGGTTTTACAC
AGGAGGAGAGAGCAGCTGGGAAATTATTATAGTTTAAACCAACACTGGAGGCTTTT
>McF0007E22-MGRbd1
AATAGGGCTTGAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGCTGGAGTCCGCGCT



GCTGCTGCTGTCATATGACTTCCATTTCCTGGTACAGTCGGTCTCTAGTCATCTGCTGCT
GACTGAGCGTCCTTCTGCACTGTTTTCATTCTCTTTCCTGCGATTGAAGCCCAAACCAAA
CGGCGACAATGTCCAGACACTCTGCAGTTGTTGGACTGTTTCTCTCATTTGGAATCGCGA
TCCAACTGTCGCATGGAATTGAGGTGAATGTCCTGCAAGAAGATGGCCAGTTGTGCCTCT
ATGCCAACCTGATGCTCAACTTCTCTGTCACCTACCAAGGAGACGGCGAACAGAAATTGT
CACTGTGACCCAGAAGGCTCAAATTTCAGAGATTGACTTAAACACCTGCTACTCTTGTAA
AAGTCAGGACATAATCCAAGCAGAAGGAACCACCATGACGCTGTGGAACGTCCTCATCCA
GGCCTTCATCCCTGATGGCAGGATGAGTCAGGACATAACCCTTTGTGCTGCAGATGCTGT
CACAACCACCGCTCCAACTACCACAAGCACAACAACCACCGCTCCAACTACCACAAGCAC
AACAACCACCGCTCCAACTACCACAAACACAACAACCACCGCTCCGCCTGTCACAAACAC
AACAACCACCGCTCCACCTACCACAAACACAACAACCACCGCTCCGCCTGTCACAAACAC
AACAACCACCGCTCCGCCTGTCACAAACACAACAACCACCGCTCCGCCTGTCACAAACAC
AACAACCACCGCTCCGCCTGTCACAAACACAACAACCAC
>McF0007F03-MGRbd1
NCATTATGGCCGGGGACTTCTCAAACCCGGAAGAGAGCCGCTTTTACAAAAACAAATCAG
CTTTGGAAGAAGCTGACTAAACAACGTACTCTTATCGAGATGGAGGGTATGTCTCTTTTA
ACAGACACTTTAAAAAAAAAATCTAAACAGAAATCCATTTGTTTTTCTCCCTTTTCGGCT
GTTTCCCCGTAGAAAGGTAAAGTTAGGGTTAGCATTTTAGCTTGGGCGTTAGCCTTAGCC
TAGCCAATTGATGAAGGTGTAGCTGTCAAACACCTTCTTGTTGTCTACTCGGTCGTAGAG
TTAGAAAAACTTTATGGTTCCATTACTGAACTAGTGTTTGGTTTAGCGTTTCGTGTTTTG
GTTCTGTAACTATTTTCTTAGTTGATAATTTTAATGGTAATAGGAATATTCTCCATCAGA
ATTTTGATCAGCACTGACTTCCTGGCTGAACGTCTTTGATTTCAACCCTGTATCATGCAT
ACAATTCACTTGTGAATTAAATTGGAGTTTGATTTTATTTTCCTAAACATAGAACATTTG
GTCATTATAATTATTAGTTATAATGGTATGATAAGTAAATAAAAATGAATTAAAGAACAT
TTTAATTTTTTATGTCAAAGAATTCTTCCTTGCTTTTTCACGTGTATTGTTTTATAAAGG
CTTTATGGTGGTGCAGTGGTTAGCCATTTTGCCTCACAGCAGCTGGGGGACCTGAAATAG
GACACCAATGGGGGGGCTTTCTGTTTGGAGTTTGCAAGTTCTTTCCATACATGCGTGGGG
TTTTTCTGGGGACTC
>McF0007F04-MGRbd1
NTAAACCCGGGCATTATGGCCGGGAGGGACCAAGTTCCCCGTGAAGTGGACCGCACCAGA
GGCCATCCATGAGAACAGATTCACCATCAAGTCAGATGTTTGGTCCTTTGGCATTTTGCT
GTATGAAATCATGACATTTGGGCAGGTGCCTTACCCAGGAATGTCCAACATTCAGGTGAC
TCAGAGAATCACTACAGGCTACAGGATGCCCTGCCCCCCCAACTGCCCCAAGCTCCTGTA
CGACATCATGTTGGAGTGCTGGAAGGAGAGCGACCAGGAACGGCCTACGTTTGAGACCCT
TCAGTGGAAACTGGAGAATTACTTTGAAATGGACATGAACTCTTACGATGATGCTGCCCG
GTATTAGAAATGAAGCTCTCCGAAGGCCTAATTCAACTGCCCTGAACGTGGAGCAGGTTC
AAATCAAACACCTCTGGAAATTTGAGATGAAGGATTTAAGGATTCCTGCTGAATCTGGCA
TACAGAGAGCTGAATGCAGTTATAGGCCAACAGTGTCTTTCTACATACCTGGAGTGTCTC
TCCATCCGTAGACCTGGAGCGACAGGTTCTGTTGGTTTCTGGCATTTTGCACATTCTTTC
CACTGGTGACGAGTCAGACGGCTTCAGGAAGCCTTCTGAGAGAATCACAGCAAAGTTCAC
GTTAAAGTTCACCCTGTTTGTGCACTGGCTCTGTCCTCACGAAAGCATGAAGGAAAAAGA
ATCTCTTGAACTGATGTTAACTGAACAAGAAATTCCTGATAAATTATTCTATGATGATGC
ATTAAAAGGAATCATGCGGATGTGACTCT
>McF0007F19-MGRbd1
AGGTACGCCCGNTAAACCCGGGCATTATGGCCGGGCAGTGACTCTGAGAGCTCCTCCAAG
TCCTCCTCTGACTCCGAAATGTCAGAAAAAGAATCAAAGAAGCAAAAAAAGAAAGCAAAA
AAGCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0007G07-MGRbd1
AGTGGGCTCGGCCGTTAACCCGGGCATTATGGCCGGGGGAGCTTGTTTTTTGAAAATATT
GGCGCTGCTGTTTGTTGTGCTAACGACTGCTTGCTGTCCATCTCTCGGACATTATTGGCT
TCATTGCTATACCCATGTCTGATGTAAATAAAAGTAAACGGACACCGGCGTGAAATGAAA
AACAACCACTAGTGGAAAAGAAGATACTCTCCAGCAACTTCAGGATCCACAATGGCAAAT
GATGTATGTAGCCACGTTAAGGTGGTTGTTAGGGTGAGGCCAACCAACGACAGTGAGAAG
CGGGAGAACTTCCGGAATGTGGTCCAGGTTGTGGACAACCATATGCTGATTTTTGACCCT
AAAGAAGAGAACCTGTCGTGTTTTGGACCACAAAGAGTTCGGAACAGAAATATCAACAAA
AGAGCAAACAAAGACCTAAAGTTTGTTTTTGACCGTGTCTTTGATGAGAACTCTACGCAA
GTCGAAGTTTTTGAGAATACCACTAAAGGAGTTTTGGATGGAGTAATGAATGGCTTCAAC
TGCACAGTGTTTGCTTATGGCGCAACTGGAGCAGGCAAAACACACACCATGATAGGGTCA
CCAGATGATCCGGGGGTCATTTATCGGACCATGAAGGAGCTGTTCAAACGCATGGAGGAT
GTCAAGGAGGAAAAAGAGTTTGCTGTTACTTTCTCATACCTTGAGGTTTACAATGAACAG
ATCAGAGACCTGTTGGCTAATGCTGGGCCTCTTAATGTCAGAGAGGACAGCTCCAAAGGA
GTCGTCGTTCAAGGCCTCACACTGCATCAGCCCAAATCAGCAGAGCACCTTCTTGAAGCT
T
>McF0007G12-MGRbd1



GCCGTNAAACCCGGGCCTTATGGCCGGGATAACCTTGAAATGAGAGAGATTTTTTTTAAG
TCCAGGGAGCTGCGACGTGCCAGTTTAGAGTGCGTGGGAGCCTGTAGCCCTTCAGGTCCT
TCTTGAGTCCTTGTCGTTGATGGCTATGCCTTTGCCCTTTACCATTTCAACCCTCTCACC
TTATTTGAATATATATTTTTATCAGTTTTTGCATTCTCCTCCTGTCTTTTTTTTTATCTA
AATCCTCCTTTTTCTTTCCCTTTTCATGCTAGTTCAAAGGATGAATTTATGACATTTCAA
ACCACATCTTGGTTCTTTTAATACTTTAGGTTTATCCTAGACTTTTGTTTTTTTCTTTGC
CAAATACATCCATGATCGAGATGCCAAGATTAGCGGTGGTCCTGCATTTTTCTTTATTTA
AAGAAAGCTTAATTAGCGTTACCAAAATAGATCTAAAGCTGTTTGACAATTCTCAGGCAT
GCTGATTTTGATAAGGTTTAGGTCGTGGGAATTGATGTTTAATAATGCAAGTATGCTGGG
AACCAAGTGGGTCCTTCTTCAGGCCAGCTGCAGGGCAGACATAGATTTTCAGTGGTGGTA
TTTCTGTTAAAGAATATTGATCAGAGCTTCTCACCACATTCTCAAAGTTCAAAAGGTAAC
ACACACATTTCTAAGACGATGCTTGAAAATTGACCTTGAAATATGTTTTTTGCTTTCTCC
CTAAAGAAATGTATTGNAGACTAAAGCAGGAAAGTAGGG
>McF0007G15-MGRbd1
CTGCCGNTTAACCCGGGCCTTATGGCCGGGGGGGACACGGCGCAGTGGCGCGGAATCTCC
GCCGCTGTGGCTCCATAACAATGCAGCAACAGGGAGAAGTTGTTGTGCTCCCGGGGAAGC
TGCTTGACGCACATGTCTCCCCGCTCCTGGAGGACCACCGTTTGAATCCAAACGCATCTG
CAGTCCGGCCATTTTCAGCCTTTTTAATTAAGGTGCCACGCAAACAATGCGCTCCTCTGT
TACGCATGCGACACAGGCACACGGCCTTGTTTCAGACAAGCATCCAACGTGTTCGAGCCC
CTCTGGAGAGCTCACGGCGGTGCTGCGTCCCAGCGTGGACAGCATGACGGTCCACGCCGG
GCTAATGAGCGGATGCACTCGCAGGTGTGTCACAAACGTGAGCAAAATGCATGACCGGAT
AGTGTCCTCGTCGGCACTACAGACACACGCCTGTTGACGGGCAGCTGGAAACGCTGCGTT
GGTGGAGGAACATTCACCCGGTTTGGATCAAAGGACATCTTTGAGCGTCTTACCGGCGAG
CATGACAGATGCCTTCCGAGGTCTCCGTGGTCCTCTACGACAAGACGAGGCTGAGAAACA
CCATCATTGCGCGAGTCGACGACAGCAAATCCGTTTGAAAACAGAGGTTTTGTTCATCAG
ATGGACTCCAAAACGAAAAAGGACGAACAAAACGGCTCCGCGTCCCGACTGTAATTTACA
CGCAGCC
>McF0007G24-MGRbd1
GGGCTGTGTTGCTCTCAATGGGTGATGACAGATAACCTTGGCTTGGAGCGAATGGCTTTG
CCTCTTTTATTGAGAAGCTTCAGCTAATGAGGAGGAATAGTTGCTGGGCAAGATGACTCC
ATGTGGAGCCCAGGTTTAAACCCACAGCGCCCTCTGCTGGACGCTTTGTGTGATATCTTT
GTATCGTCATGCATCAAAGTGCTGTACATTAATTACCAAATGCATTTGTTTATTTAAATA
TTATTGTGCAAAAACTTTAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0007H02-MGRbd1
GGGCGCGCCGTNAAACCCGGGCATTATGGCCGGGGGCAACTGTGTGCAGCAAAACCCTCT
ACATGTGACCCAACAGCAGATTCATCGTGCTTCTTTCTTGGTGCCCAGAAAAAGGGTGAT
AACTTTGAGTTTTCACTCTCAGGACAGTCTGATGGCTACGTTGCAGCCTCTGTGCTGAGT
CCTGTCATTGGGAAAGAAGTTGTTTATATCTGTGCAAATAACAACAATAAAGTGAAGTTT
TTTGGTGCCATTCTGGAGAGCAACCAACTAAATTTAACAACTCTCAGCGTAAACTCTGTG
AAGGGTAAGGTCAGAGGCAGAACAATCCAGTGCACATTCCTGGCCACAGTACCAGACCCA
CTTGTTCCAGCAAGCAAGAGAGCACGCAGAGCTACAGACGTCACCCTCTCTGTCTCAACT
GGACCGTACAACGCAAGCTCTGACAATTTAGGAACACCAACCCCGACAATAAGGGCAACT
GTTTCTGACCTGGCAAACAGTAATACCACTGTTGTCAATGAGATTAGCAACTCAACAAAT
ACAACCACACCACAAGGAAACTCAACAACACCAGGAGGAAACTCAACAACATCAACAGGA
AACTCAACAACATCAACAGGAAACTCAACAACATCAACAGGAAACTCAACAACACAAGCT
CCTGCATTTTCACCAAACACCTCAGTGGAAGCTCTTCCAACAAATCTTTCCAGATCTGAG
TGTGGAAAGTCACAACTGTGTGCAGCAGAGCCCTCTACATGTGACCCAACAGCAGATTCA
TCGTGTTTCTTTCTTGGTGCCCAGAAAA
>McF0007H03-MGRbd1
TGGGGACGCGCCGNTAAACCCGGGCATTATGGCCGGGTCTTTTTGAAAAGAAAAAAAAGT
TTTTGAAACCAAATAAAAAAGATTGAAGGCAAAAAAATGTATATATTTTAAAGCAGAGGT
ATTTGAAAGCAAATATTCAATATTTTCATTTGCAACTTAGAAAGCTTTGTTTGCATAAAT
ATCTGGTGTCCTCCTTTACGCTGACGCTGCAGTCACTAAAACCAAACAGAAGGGGGCAGC
AAAGCCTCATGAAGGGTTTTGGTCTCTGCAGAAAGCAAACAAGCTGCTTCTCTTTACTGC
ATTGATGTTCACGGTGATTTAATAAACTCTTCATCCATCTTCTAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAACTT
>McF0007H04-MGRbd1
CCGTNAAACCCGGNCATTATGGCCGGGGGATTTCTAGAGTGTTTTTGTGGGGGGCAGTGT
GCACATTTGTGAGAGGCACTTGTTGTGCATTTGTGGAGCATTTGGTGTGCATGTGTGAGG
CACGGTCTGTGTGTTTGTGGGGCGCAGGGTGTGTATTTCCGAGTTTGTTTTTCACGTTTG
CATAGAATGGCGTTTGTGGATCGGGGCGTGTGCATTTGTGGAGCCGGTTGTGTGCATTTC
TGATTGTTGAGACTGAATTAACTCCATAAAACTGGATTCATCAAAGGCAGACACTCTGAT
GACAATGTCCGCAGACTAGTTAATATAATAGACTTTGCCACCATTGAAAACCAGGAAATG
ACGGTACTATCGCTGGATGCTGAAAAAGCCTTTGACAGAGTAAATTGGAAGTTTAAATTT



AAGTTTGGTTTTGGAGAAGCATTCATCAATTGGATCAAAATATTATATCACAACCCCAAT
GCATCAGTTAGAACTAATAAACAGACTTCAAACAGGTTTTTTCTTGGAAGAGGAACCAGA
CAGGGCTGCCCACTCTCTCCTTCTCTTTTTGCCATATTCATTGAGACTCTAGCTGTAGCA
ATAAGACAGAATGAGAGCATTATAGGAATAAAATCCAAACACAGCCATCATAGAATTAGT
CTCTATGCAGATGACATATTACTGTTTTTAAGGAATTTACATTCTGTAAATGAAACAGCA
ATGATCGTTAATGAATTCTCTTCCATATCAGACTATTCCATTAATTGGAATAAGTCTGTG
TTATTACCGCTCAACAGGAATATGGAACAAAGGCTCACAATT
>McF0007H10-MGRbd1
GACGCGCGTTAAACCCGGGCATTATGGCCGGGGGTACTAGGGTGGCAAAACATGGCGAAA
AAGCAAGTTTCGATTTTACCTGCTGACTGAAACCCAACCATTTGATAGCATCGCCAACTT
ATAAAGAAAAAAAGAACTGGACGCAAGGAGAGCGACGTTTAACTTTAAGAAGTGGAGTGC
TCCAGCCAGCAAGTACGGTGTCTGGGTGGAAAAATAGTGCCTGCCTGTTCGTCTGTGTTT
TCCCCGCAAGGTTGGCAGTGCCTAGGCGCGACTGTAAACAGAAAATGGGCGAAGAGGGAA
AGTTTTTTCCCCACCGTTCTTTTAAAAAACAAAATACAACATTCAAAAAATAATAATTTA
GCTTGTTAGCTTAGCTGTTAGCTGGCCCGTTGAGGTTGGATGTGTTAACGGCGCTCACCT
GAGTTTGGGATTACTTCGCGCTTCCGCTAAAATTAAGGAATTATTCAAGTTTGTAAAGTG
CTGACGCAGGAAGCTGTGTCTTTTTGAACGAGGATTTTATTTTCAAGGAAAACCTATTTA
TTTTCAGAGCAGCAAATGTTACGGCAGGAATGACAGCTTGACGTTCGGTTCTGGTGCTGG
ACGGACCCGGACGCCATCACATCAGATGATCGCTAGCGCTGCGTCGCCTTCACGCTGATT
TTTTTTAACCTTATAATAATAATAAGCGTACTAACGAAGCCGCCAGCTGGGATTTAGCAC
GATTTTTTTCTCGACATGGATAGTTTTGACAAATGAAACTCTGGTTG
>McF0007H11-MGRbd1
TTAACCCGGNCATTATGGCCGGGCAGACCTGAAGATTTTGTCTCGGAGAAGATACAGCGG
AAAAGGGTGTGCGTGTTGGAGAGAGGGAGGACACTCTTCCTCCAGGCTACAGGTTCAATA
AGGAAGATCTAAAAAAGCTACCTGCACCCGAACCTGAGCCCTCTATGGAGACAGGTGATG
CTCTGGACATTTTATCAGGTGACTTCATGACCTCATCAGCTGCTCCCACTGTTCAAGCTC
CTGTTGTGTCCTCATCCGCTGCACCTGTACAGAAAGCTCCTGCTCCTCCTGCTGGTAAGA
AAGATGCAACAAAAACCTCTTCTGGTGATTTTTCTCTGGAGGAAGGACTGTCTGCTTCTA
CTGCCAAGAAAGTGAAATCTCATGCGCCTCCTCCTGTGGCTGTGTGTCCCATTCCTCCTG
ATGCTAAAAAAGCAGCAGGAGGGAAAGCAAAGCCTGATAAGGATGACTCTGATGCTTTCA
GCGCTCTAAGTGACACGTTGCCAGCAGCCGATAAACCAAAACCTGAACCCCCCAAACTCA
AACCTAAGGATGTTGTGAAGGAGGACATCAAGGCGACGGAGGGTGTGACTACTGGAGGGA
ACAAGTGTCCTCTCCCTCCAGGTTACAGGTTTGATAAGGAAGATCTCAAAGACATACCTG
CACCTGAACCTGAGCCCAGCCTGGATCCAGGTGAGGCTCTGGACTTTCTGTCTGGAGACT
TTACCTCATCCTCGGTAGCTCCATCATTCCAGGGCTCTGTAGCCC
>McF0007H12-MGRbd1
GACTGGGTAATTTATAAAGAAAAGAAGTTTAGTTAACTCACAATTCCACAGGTCTGAGGA
GGCCTCAGGAAACTTACAATCTTGGAGGAAGGGGAGGCAAACATGTCTTTCTTCACATGG
CAGCAGGAAGGAGAAGAATGAGAGCCAAGTGAAGGGGGAACCTCTTATAAAACCATCAAA
TCTCATGAGAACTCACTAATCATGATAATGGTATGAGCAGCATGAAAGTAACCACCCCAT
GATCAAATTACCTCTCACTAGGGGCCTCCCACTACGATTCTAGGTGACATTTGGGTAGGG
ACACAGCCAAACCATATCATTCCACCCTGGCCCCTCCCAAATCTCATGTCCTCACATTTC
AAAACGCAATAATGCCCTTCCAACAGTCCCCCAAGTCTTAACTCATTCCAGCATTAACTC
AAAAGTCCAAGTCTAAGTCTCCTCTGAGACTAGGCAAGTTCCTTCTGCCTATGAGCCTAT
AAAATCAAAAGCAAGATAGTTACTTCCTAAATACAATGGGGGTATAGGCATTCGGTAAAT
ACACCCATTCCAAATGGGAGAAATTGGCCA
>McF0007H15-MGRbd1
GATCTGCCGTTAAACCCGGNCCTTATGGCCGGGGGTCACACGTGCTGTCTGTACTCCTTC
AGTGTCCCAGCTGCTCTCCAGAAGGAAACCTGGCCCGTAATGGAAAACTGGAAGCTTCAA
CTTCAAGAGAAAGTGGAGCAGCAAAGCATCTTCAATGATCTGACGATCGCTTTGTCAACC
GTTACTTTACCTGCAGTCTGTTTGTGATTCTCATAAAAGTTCTTTTAATAAACTGGTATT
TTACTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0007H24-MGRbd1
CCGNCGTAAACCCGGGCCTTATGGCCGGGAAGTTCTGGTGAGTGTATGTTCATTGTCTTT
TTTTTTTTTTAACTTAAAAGTATGTTTAATTGAATCAAAATCCAGAGTAAGTCCAACTAA
GCAAACTTTTAGATGGTTTAGGTTGTCGGCCAGATTACTGTAGAAGATCATTTTCATCTG
TCAATCAAGATGCCGCCCCTGCCCCATTTTTTTCATTACCTGATCAGGTGTGTTTGGCCA
TTTAGAAGCCGCAAGCACGGGAGTAAATAAACACAAGCCAGGCTGAAGAACCAGACTTTA
TGAGTTGGAGAAACCAGTTGGCGAAACGAAGAAAAAACACAAAATGACAACAGCTGACTT
CTAAACCCTTAAAGATGACTTACAATTCTCGGATTTTGGGACTAAACTCATGAAGATCCA
CAAATGTTTAGCCTTTCCGTTGCTTCTCGTTTGCCTGTTCATACGTGTGCATCTCACAGT
AAGACGCTTCCTGGTTCGGTTCCCGGCTGAATCCTTTCTTTTACAAACGCTGCAGTTCAC
AGCTCCACGCCCGAGTGAGTGTGACGTCACTCTTGGGAAATGGTTCAACTTCCAGCTCCA
ACCAAATGGAGTTCATTCAGTGAGCTGGTTGGAAGTCCACACCCCTACCACTTTAATGGG



GACTCAGGAGAATCTGTCAATCAAGGGGACCAGCAAGCACCACCTACTTTGTTAGGACAT
CTGA
>McF0007I01-MGRbd1
CTTCGGACGCCCGTTAACCCGGGCATTATGGCCGGGGAGTCTTTTGGTTTGATATAAACA
TTGGGCTGTTGCTTTGCTCGCCGCATTTTTCTTTTAACTGACTTGTCGCTGAAACGGATA
TTTTCTGTGGCGTTTGTTTCGGCAAGACAAGATAAGTAACGATGTACATTAAATCAATAA
TTATCGAAGGATTTAAATCTTACGCACAGAGGACAGAAATTAACGGCTTCGACCCGCTAT
TCAATGCCATCACGGGACTGAACGGCAGTGGCAAGTCCAACATCTTGGACTCGATATGTT
TCCTTTTGGGGATTTCCAACCTCTCACACGTTCGAGCTTCAAACCTTCAGGACTTGGTTT
ACAAGAACGGCCAGGGTGGCATCACCAAGGCCACTGTGTCTATTACTTTTGACAACTCCA
ATAAGAGCCAGAGCCCTCTGGGGTTTGAAACCCACGATGAGATCACTGTAACCAGACAGG
TTGTCATAGGAGGCAGGAACAAATATCTGATCAATGGGGTCAATGCCAACAACACCAGGG
TGCAGGACTTGTTCTGCTCTGTTGGCCTCAACGTTAACAACCCTCATTTCCTCATCATGC
AGGGAAGAATAACCAAGGTTTTGAATATGAAACCACCAGAGATTCTTGCTATGATTGAGG
AGGCAGCAGGCACCAGAATGTACGAATGTAAAAAGATCAGTGCACAGAGAACAATTGAGA
AGAAAGAGGCCAAGCTGAGAGAGATTCAGACTATTTTGGATGAAGAGATTACTCCAACTA
TGCAAAAGCTGCAAGAGGAAAGATCCTCCTA
>McF0007I02-MGRbd1
GATCTGCCGTTAACCCGGNCATTATGGCCGGGCATGGATTTGGTAGTCTGCAAGTTCCAG
AGAATGTTTTTATCAGGTACTGTTACATAATCGTGTTTTTTTGCTTGTACCTCAGCAGTG
CTGTCAGTGTGTTTGTTGGTTAAAATCTGGAAGTATTCATGTCCAGCATGTCAGCCACAT
TGAGTACGCCACGGTTCATGTACTTAATGCATTTAATATTTGAAAAAGTGTCCAATACTG
CTACCACAGTTCCAATGCTGTACTGATGATGGTGCTGCCCAAATAAAGTGTAAAGCATTT
ACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0007I10-MGRbd1
GGGCTTGAGCGGCCGTTAAACCCGGGCCTTATGGCCGGGGTCTGTCCTCCCGGGAAGGAG
ATGGAGCAGCTTCTCTGCATGCAGCTGAAGTTGCCAATCTGCGCATGGCTGCACCCCTTA
CCAAAAATAACCGCAGCGGCGTGCGCGCGTGTGTGCGTGATCTCGGGCCATGCCTTCGAG
TTCGTCCTGGGAGCGCTCTAATAATAGAGGAAACCGCCCGCGCCCATAAGACCCCCTTTT
GTTGCATTTTTAACCACATATCGTAACGAAATGGTCATCAAAGTTTTCCTCGCCTCCTCC
TCTGGATCCACGGCGATCAAGAAGAAACAGCAAGATGTGGTTTCATTCTTGGACGCTCTG
AAGGTGGATTACACAGAGCTGGACATCGCCTGCAATGAACAGAACCGCATGTGGATGAGG
CAAAATGTCCCAGAGGAGAAAAAGCCTCCCAACGGCATCCCCCTCCCTCCTCAAATTTTT
AATGAAGAGAGCTACTGTGGGGTGAGCATGGATGCAGGCATAACAAGCGGCTGCTTTTAT
TGGCCCGTGATCTGCTCCGGGGTCATCAAACCATTCCAGAGGATTTGGCTTCAGAGGCAA
ATGTTCTTGATGGTGAATCATCTGCAGAAGTTTGTTTTTGAAGGTGGCTCCTTTCTGTTT
GATGCAGGATTATGACACCTTCTTTGATGCTAAAGAAGACAACGCAGTGTACA
>McF0007I11-MGRbd1
TGCCGNTAAACCCGGGCATTATGGCCGGGGACTTTCTCGCAGCAACCACATTCGTTTGCC
TGCTTCTTCCTCTCAAACCAAAGAGGCTACACTTAGCCGGCTTATAATAAGTCCCTTGTC
CTGCATTTGTTTTTATTTAAGCGATGTAGGATGGCGGCTGCTTTTGGAAAGATAGTCGTT
GGTACGTACGTGGAGATAAAGCGGAGTGATGGACGTATACATCAGGCAATGGTGACCTCC
ATGAATGAAGACAATGAAAGTGTTACAGTGGAGTGGATAGAAAATGGAGACACAAAAGGA
AAAGAGATTGACTTGGAGAGTATTTTTGCACTTAATCCAGATGTAGCCCCCGACGAGGAG
ATTGCACCGAGTCCAGAGACTCCACCAGCTCCCACGCCATTAGCAAAAGTAAACAGAATC
GCAAAGAACCGAAGGACAATAGCACCAAGTAAAAATGATACTCCATCCAAGGACAACAGA
GCTATTTCAACTCGAGCAAGACCTCCACCACCTCCGCAGCCAGAACCGGCTCCACCTCCT
CCAGCTCCACAGCCGGCACAGCCCACTCAAGCCCAGACGCAACTGCAGCTACAGAACGCG
AGGAGGAAGTCCAACTGTGTGAAGGAAGTGGAGAAATTGCAGGAGAAACGAGAACGGCGG
CGACTTCAGCAGCAGGAGCTCAGAGAGAAGCGAGCCCAGGAAGTGGATACCACCATCCCC
AACTATGAAATATTGTACATGATTCGAGATTTCCGGGCTAGTCTCGACTACCGGCCTCTG
ACTACTGCAGATGTGATCGAAGAGCACAGGATATGCGTTTGTGTCAGAAAGCGACCACTA
AACAAAAAGGAGCTGACCA
>McF0007I13-MGRbd1
NCATTATGGCCGGGGACCCGCAGGAAGGCGCGCGGCTGAAGAACTCTTGGACAGCTGGAA
GGCCGCAGGATCACGGTGAAGGCCTCTTCTGTATAGAGGACGGGGGCGGAAACGTCACGT
GGTCTCCGCAGAGACTGGTCAGTTATTTGGAGACAACATGCACAAATAGTTCCTGGACTG
ATCTTCTGCTAACTTTGAGATGGAGAAGCTGTCAGGTTCATCTGTTTCAGGGTCCTGCAT
GCTCTCCCTCCATGTTGGCTGTAGCAGTGGATGGAACTTGCTAAATGTACTGTTTTGAGA
TCCAACTGGGCTCAGTGGTTATTTGGAAGATGCGTTTTTGACCAAAAACACTGTGGTGAC
CTCCTTTGTGAACTGCATTCATGGGGAAATAGAATATAATCCTGGAGATGGGAGATGTGG
AGCAGGTAAGTTTGTGGCAGCACCAGAGTCCTCCAACAAGTCTTCTGGCAAAGTAAATGA
GGAAGGATCGCAGTCTGCCATCGTGGAGTTTTGCTGAAAGGCCTGAACACGTTCCATCCA
TGCATCCATATTCTTCCATTCATCAGGAACCAGGTTGTGAGGGCAGCAGTCTAAGCAAAG



ATGCCCACACTTCCCTCTCCTCCAGCTCCTCTTGGGGGACCCCGGGGCCAGCTGAGAGAC
GTAGTCTCCCCAGCGTGTCCTGGGTCTCCCTTAGGGCCTCTGCCCTTATTCCTGTTGGAG
TTTTTTTCTAACCCCTTATGTTTC
>McF0007I18-MGRbd1
TCTGCCGTTAAACCGGNCCTTATGGCCGGGGTTAACTCCAACTAACTCTGACGGTTCAAA
TATGGGGAAAGGGGCAGAACCGAATGAAGCCGTTTTTCCCCTTTTTGTCCACGGTTTATG
CTGGTCCACACATCTCCATGCTAATGCTTACCAGCTTTGGCTAAAGTCTCCAGCTCCCCA
ACGCAGCGGTGGACTAATATTTGCATCAAGAATCTTCAAAGTTTGGATTATTGGTGATGG
TCAAGTCTGTCGGGCATCAGAAAGCTCAATAAAGCCATCACAGGGACTTGGGCGTGATGG
CCATCCACATCTGCTGGGTCCAACGGCGGTGCACAGGATGAAAGAGGATGTCCAGAGGCT
GCATGATGCTGATCCCAGCACTGTGTTTACTCGACATGAATGTAAAACAATTCAATCACC
CCTTTGCTTTGTGGCAGACAGCCATCATGTCAGGTGATTGTTTAAAAAAATCCCTATGCT
TTCCATAAATCAGGGGATTAAATGTACTGAGTTGTTAGTGGTTAATGCTTTTGATATTTT
GAATAATTGATCCGGTTTCAAAAATAAATACATGTTGTACAGACCANNNNAAAAAAAAAA
AAAAAAAAAAANANCCAT
>McF0007I22-MGRbd1
GGGATGCGGCGTTAACCCGGGCATTATGGCCGGGCAGGAAGGTTCGTCCGCTGAGGGTTA
GTCGGGAGGTCTAGAGATAACTACTCTCCTCCAGCATCCCGGCGCTCCCGAGGATCCTTT
AGCTCAGACGAAGAGACCAGCAGCAGAGGAAGACGGGGAGGTGGAGGCTGGACTGAGTAT
GAGCCTGGACAAAAACCAGGACCAAGGAGGAATGATCCATACTCTGTAAGACAATCACTG
CTCTAGCAAAGTTAGACATACACAGCGACATCATAGGCTCTTAAAAAAATAAACATCCAT
TGTGAATATCAGTTGTTATTAAAACATCTGAGTTTTGATATTCTCTCATATAGTTAATCT
AAAGTTGGTATGTTTCTCCCAGGACAAGAGCTCTCGCGGTGGCACAAGCATCGTCATCTG
AGCCTTCCAGCTGTGGAACGCCCTGTGACCTTTGTTTTGGAGAACATGCACAACTTAGGA
ACCCTTGTTAGCCGCCTACTGGAGATTTTACCCATTTTTATCTTTTAAAAGGAGTCATGT
AAATACTTTTGTAGCCCTTTTTAATGGATAAAAAATAAAATGATTTAAACTTTATTAAAA
TGAGAGACTGACAATTCAAGGATATACTTTTTTTAGTATCTGACAAGTTACAGGAATACA
CTCCGTCTCCTGATTTGTCTGAAAGTATTTTGCACTTCTAGGAGGGCCTTGGTGTTACTA
TTATCTCTGTGTGGTTAAAGGCATGACGTTTATTATCAAATACAAGTCATTTGTATGTAA
CAAGGTTTTAAAATGCATAAGGCTAAGAAGAG
>McF0007J02-MGRbd1
GGGCCGCCCGTTTCCTTTCAGGGGGAGTAATCCAATCGGCACAGTCGTCAGTCATTCAGT
CCCCACAGCAGCAAATTGTACAGGTCCAGGGTACAGATAGTGAAGACTCTCAGGACTCAT
CAGACAGCGGAGTAACAACCCAAAAGACCAGAGAAATACTTGCAAGAAGACCATCGTACA
GGAAAATCCTGAATGAGCTTTCCTCTGAGGAGGTTGCACACATCGAAGCAAAGGACAGCA
GTCCCGCATCTACAGGAGGGACAGGTGTTACAGTACCAACCACACAAATCTATCAAACCA
ACAGCGGCCAATACATTACCATCGCTCCAAATGGGGCAATCCAGCTGGCATCTCCAGGCT
GTGAAGGCATTCAGGGACTGCAGACTGTCGCTATGGCCAACTCTGGAGGGGGACAGCAGG
GCACCACCATCCTTCAGTATGCTCAGACGCCTGACGGCCAGCAAATACTTGTGCCTAGCA
ATCAAGTCGTTGTACAAGGAGCGGGAGGAGAAGTCCAAACATATCAGATCCGCACAGCCC
CCACATCTGCTTCTCTCTCTCAGACTGTTGTCATGACTTCTCCTGTTGGACTCTCCCAGA
CTAAAAGTGATGATCCAACACTCAAAAGAGAAATCAGGCTCGCTAAGAACAGAGAGGCAG
CTCGAGAATGTCGGCGGAAGAAAAAGGAATATGTCAAATGCCTGGGAAACCGCGTAGCAG
TGCTTGAGAACCAAAACAAGACTTTGATTGAAG
>McF0007J05-MGRbd1
CCGNTTAACCCGGNCATTATGGCCGGGGAGTGTCATGTTTACAGAACAGTGTTACCTGCC
ACTCGCTAAATGTCTCCGGTTTCTCGCCTTTTTCTTTGTCATTTTGTGCGTTTGTAGCTT
TTGCTGCAATGACGTCATTCCTTCGTGTGATCTCATCGGAGGAAGAGGAGCTGTACTTGC
TGGACTGCATGGCTTATCTCATGCTTTTCATGGCCGTCTGCACTTTAGTTAGTTTGCGGT
TTGAAAACGTCCCTTATGGCCGTTACGCCTCCAGCAAATATGGTTTCCCGGTGAACGTGA
AGCTCGCCTGGTGCGTTCAGGAGCTGCCGTCCCTCCTGATCCCGTTATATCTGACGGTCT
CAGCGACCTCCGTCAAAACCTCCGTCCTGCCAAACCAGCTCCTCATCGCCATGTTCGTGT
GTCACTACATCCAGAGAGCCATCATTTATCCCTTTCTGATCCGGGGTGGGAAAGGGACGC
CGTTTGTGTCCTTCGCCTTGGCCTTGCTTTTCTGCTTGTATAACGGCTACATGCAGGTCA
GATATCTGAGCCATTATGCCGACTATCCTCCGCACTGGGTCACACATCCACTCTTCATCC
TTGGGTCTGTTCTGTGGCTGGTCGGCTGGCTGTTGAACTTGCATTCTGACCACATCCTGA
GAAACCTGAGAAAGCCTGGTGAGACTGGTTACAAGATCCCCAGAGGAGGGATGTTCGAGT
ACATTTCTGGGGCCAACTTCTTAGGAGAAATAACAGAGTGGGTGGGCTTCGCTCTGGCTG
GATGCTCTNGTCA
>McF0007J06-MGRbd1
CTGTGGTGTTACAAGTCCCTTTTTGACAAGCTTCCAACACTTTGCGTTAGCGGCAGCTGC
>McF0007J23-MGRbd1
GNTTAACCCGGGCATTATGGCCGGGACAGCAAGAGCTCTTTCCTGCTTTCCGGCATGCAG
ATGGGGGCAGTTTGTTGTGAAAGGACAACCTTAAAGCGCTGAGCATCTTCAGGGAACTGA



CTCTTTGTAGGAAATTTGATTCCACTAGCCTCCGACTGACTTCCCACCGCTCTGCTGCTG
GCAGGAGTGTGTGGGCCGGTTGCCACAGTGATAGAGCCAAGAGAAGGGAGGGGCAGGGAC
TGCAGGGTCAAAACACCCCCGCTACAGCAACAAGCAAACAAACATAGAGACACGGGAACA
GACCTCCTCCTCCACACGTCTGCCCATGTGTGTGTTCCTGTGTGCGTGTGTGTTTGCGTT
CACATGCTCGCTTGCTTGCGCTCTGCTAAACCAACAGGAAGCCCGGAGCGAAGAGTACAG
ATGTAAATTTAGAACAGAATCGTTTTTGGGGCGAAATTAAAATCGTCAAAATTCGTTAAA
AGAATTTTTCGTGTTTGCGAGGAGGAGCTGAACATATTTTTTGTAAACTCGTTTCTTCAG
GCGAGGTGAAAGTGTTTGATATTGGAGCAGCTTCAGTGTGCAATATGTAATCAATCATAC
CTGGTTATTTAAGACCAAACATGACACTTTCAAATTAAAACTCATGCTGGTTTGGTTTTC
TGTTATAATCTTTGGAACTNNNNNAN
>McF0007K01-MGRbd1
GCCGTTAACCCGGNCATTATGGCCGGGGATGGACCCGGGGAAATCCGGGGAATTCCGCCT
GTCGCTCCAGAGCAGCAGCGGGACTGGCCGCAGTGTGACCATCACTGAGTTTGATCTGAA
GGCTGTAAACTATGAGGTGAAGTCACCAAAGTGCCACGAGCTTGTTCTGGCGGCTCCCCC
GCATGACCGCATTCGCTTTAACTTTCGCTGTGAGCAGGAAGCTGAGGAGTGGGCTACCGT
CGTGATGTCTTCGCTTAAAGAAGCTCACAGAGCTGCACCTCAGGAAAATGGCTCACAGCA
CTTTTCAGATACCAGTCATGTACACAACACCTTGGCTCTGCAACAAACTGAGGAGGCTTG
CATAGAGCTGACTCGAGCCATCGAGGCAGGTGACATCAAGTCCGCTTCAGTCTTCGCCGC
CCAACTTGCCGGCCAGCACGTCTCGCTGAAGATCCTGCCCACTGCTGACAAATACGGAGA
TGCAGAAATCAGCCTGGTTGTTGTGGTGGAAGATTCCACATCTTCATGCTGCATCACAGT
GAAGGTCTTCCCTCAAATGACTACTGAATCATTAAAACAGCAGATGTTTCTGGAGTACGG
CTTTCACCCTCGGGTTCAGCGCTGGATCATCGGCCAGTGCTTGTGCACTGACAAGCGGTC
TTTAGCTTCATATGGCGTCCAACAGGACGGAGACACGGCCTTCTTGTACCTATTGTCAGC
TCGTCACGCTCGCCTGACTCATCAAGTCCTGCAGCAGGACCAGGAGAGCGCCCTGCTCCA
CAGCCCTCC
>McF0007K17-MGRbd1
GTTTAACCCGGGCCTTATGGCCGGGGACCGGGGAGAATTGAACGGTCATCCACACAATTC
CACGAGCGCTCGTAAGTTAAAACCCAACGAAAAACAGCCAAACCAAGCGGGGCGCGTTTA
CGGTCTGAATGGCGAGGGGGGCTTTCTTCTGGCGCTGTTCATGATGGGATGTCGGACTCG
GGTGGCGGTGACGCGTTTCCTGGCTGTCCGCCTTTTCGCCTGTAGCTAACCAGGACTGGG
GCGATGTTTTTTAGCTAGAGCTTAGCCAACCTGCTAATTCTGACAGCAGTAAGCTGCTTC
TCCACCCAGATCTTCCCGGTTGAGTCACTAGCCTTTTAAACGGTGGGGAGAAGAGAAAAA
ATAATAAACTAATCTAACAAATTAAGTTCAACTTGAAGGACAACACCCGGCGCAATGGTT
TATTTATGGGAATGGTAAGTTAACCGAATCAATCTCTTGTTTCAATGACGTTAATTGAAA
GGATGGACGGGCTAACGCCGGTTGGGACCGCCTGTCTGCGGATTTCTCCGTCATGAGAAC
TCGTGTTCTGTGTGATCAGACCTGATGGGATGTGTTGCAGCGATGGCAGCTCAGTGTCTC
GGTCTAAACCGGATAATTGAGCTTTTAACGCCTCTATGCATTTCTGTCGACACCCGCCTG
CTTCTCTTTAACGCAGCACANACTGCCACCGTTTAAAAAGGTCTCGTTTATCACGATTTA
GTCATTTAGATGTTCTTTGCACAACACATACACCCCCCCCCCCCCCCCCACATT
>McF0007K20-MGRbd1
CTTGAGCGCCCGTTTAACCCGGGCCTTATGGCCGGGCTGCTGGCTTTTGCTGAAGACATC
CCTGCATCCGAGTGGAACAGTTTTGTCAAAAGTGGACTCAAGTATCGCTACAGAGATTCT
TGTTTCCTGAACACCTTGAGTAGCCTGTTAGCAGTGATGTATGGGGAAGAGGAAGTCCAG
AAGGATTTATTACCTTTATCCACGCTACATCTGATGATCAGCAGCCATTCTCAGTTCTTA
CCAACCATGCTGGGCTGCGGGGAAGAACCAGATAAGAGTCCCGAGAAAGAAGCGCTTGTA
TCTCTTCTTCTCTGTGTGGTCAAAAAATGCCCAAAAGTCTGCAATATAAGTCACTTTGTT
GTTCTTCTGGGAGCATATAGTGCCACACTGTCCACTTCAGATCAGAAACTTTTACTACTT
CTTCAGGAATATGAGAGAAATCAAGCTAGCCTCCTGAAATTCCAATCTTTCTTGTGGGGC
CCTGCGGCTGTGGAGCATCATAAGACCAGGAAAAGTCTAGGAGCTTCTCTGTGGAAGCAG
GCGAGCTCGGATGAGCTGCTGGCTCTGCTGAAGACTGACAGGATGCTCAAGACTATCTCC
CAGTTTCCACAGCAACGCAGGATCATCCTGCAGGATGAAGTGGAACAGCTTTACAGTAAC
AAAGCAGTGAAGGACCTCAGTAATCTGTATGATCCCTGTTTCCTTTTACCGCTCTTCAGC
GTCATACTAAGACCAGAATCCGTCATTGACTGCCACAAGTTCATCTCCAGTCATGCTCTG
GGATTCACCATAATGGCTC
>McF0007K23-MGRbd1
TTAACCCGGNCATTATGGCCGGGGACTTGCGACTTAGCTCCAAATAACTAAGAATGAGCG
GAAGAGGAAAAGGCGGGAAAGGACTCGGTAAAGGTGGCGCTAAGCGTCACCGTAAAGTCC
TCCGTGATAACATCCAGGGAATCACCAAACCAGCGATCCGCCGTCTGGCTCGTCGTGGTG
GAGTGAAGCGTATCTCCGGTCTGATCTACGAGGAGACCCGCGGTGTTCTGAAGGTTTTCC
TGGAGAACGTGATCCGTGATGCCGTCACCTACACCGAGCACGCCAAGAGGAAGACCGTGA
CCGCCATGGATGTGGTGTACGCTCTGAAGAGACAGGGACGCACTCTGTACGGATTTGGAG
GTTAAATCACTGATCCGCTGGCTGCAGACAACAAAAGGCCCTTTTAAGGGCCACTAACTT
CTCTCTAGAGCAAAGAATCTAACATCATAAAGCTGTTATATGCCTCAAATTTAGAATACA
GAGGAATAAGAAAAGTAATTGTACAAAACTAAAAAAAATTTATCTTCTAAAAAAGAAAAA



AAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0007L04-MGRbd1
CAGCCAGGCTCTTCATAGAGTGTCTGCATGGCTGTCTGCACCTGCTTACTTATAGGGACT
GTCAGCTTCTCAGGAAAAACCATTGGAGTAAGTACCCCCCACTCACTCCTGCTGGGAATG
GCCCTCAAGTGATTGTCCCTGGAGGGAAAGAAGCACCAGTTGGGTTGCACTATCTCCATT
CCTATGACTCCAGTTTGCTTTCCTTTTTTTTTTTTTTTTTTTTCGACACGGAGTCTCGCT
TTGT
>McF0007L07-MGRbd1
GTTAACCCGGGCCTTATGGCCGGGGATCCAATGGATTCCTAAACATTCTTAGGTTGTGGT
GAAGGTGAAATTGCTGCGCCGTTAACGAAATCTTGAGGATATTTTACTTTTTTTTCCCTT
TGGACGTCTGTTTGTTGCTCTTCTCGGGTTTAACAAGCTAGCGCTAGCCTCTATCCTGGT
TAGCTTTTTATTTTTCTTTTTTTCTTTTTTTCTTTTGGCTGCGATGGTCGTTGCGACTTT
ATGCGGATGTCTTCGGACCTTAAATCCCACCAACTATTACTAATGGGACTACCCAGCATC
CCCCAGAAACATTGCGACATAGATTAAACGTTAAATATTTGGATATCTATTTGATTTACT
TGGAAATCCACCAGAGACAGAGAGACTGTTGATGACGATGCAATGGCAGCGTGAATGAAG
TTTGGCGTGGGGAGAACTGAACGATGCCCAAAGGTGGGGGTTCCAAAACCCCCCAACTGG
ACCACTTCCCACTCAACACCGACATGGTGGAAAAACAGGGTGGGAAAAAGGATAAAGTGT
TGTCTAATAAGACTCCCAAACTGGATCGCAGTGATGGGGTCAAAGAGATGAAAGAGAAAG
CCCCCAAAAGGAAGCTGCCATTCACTACTGGAGCAAATGGAGACCAGAAAGATTCCGACT
CAGAGAAACCAGGTCCAGAGAGGAAGCGTATTAAAAAGGAACCCACTAACACCCGGAAGG
CGGNGTTGCCGTTTG
>McF0007L10-MGRbd1
CGGGGGAAAGCATTAGGCAAAGTTAAAGCTAAGCCAGGGACTGTGGCAGAGACAGGGAGC
TCGACTTTGCGTTTTTCGTGTGTGATAATATAAAAAACAAACCAGCTTTTTTTCCCTCAC
CACTAAAGATGGGCTGTTTAAAAGCCCGCGTGAAGGCCTAAATGTTGAAGTTTTGGTTAC
TTAGCATTCTGACGTCGTTAGCCCTCGTTTCTCGCCTCCCCCGCTGGTGTTTTAGTTTGT
CAACAGCAGAATAAACCCGGACTGGACTCTCTCTTTTTTTTTGCCACCTCTTAATTCTAT
GTCCTCGTAACGTAAACTTGTGTGAGCTCGCGGCAGGGAAGGTAAGCTAACTGTAGCTAG
CTGTTTAAACACACACACACGCACGGGAATGTTGGTTAGCTACGCTACAGCTATACTCAG
TCAACATCAAGGTGACGCTATGATGGCTACATGACAGGAGCTGAGTCAGCTTCAACAGGA
ACCATGGACGGGTTTCAGCATTCTGCAGCTAAACAGCCTGAAGGAGTAAATGGCTATTTC
GAGCCCGCGTCCCCCCAGGACACGGCCGATGTTCGGTGGAAACACCCAGAGGGAGAGTCT
GCGGGCTCTGACAGCTGTGGGGAGACAAGTGGATTTGAGCTGACAGACGTGCAGGAGTTA
AAAACCAGGGAAAGTGATGACGAGGAGGGGAAGGAGGAAGCACC
>McF0007L13-MGRbd1
ATCGATATCATGCTGCACTNNNGGATCAGACTGTACAAAATAAGACCCAAGAGAACACGT
CCCCAGGCTCTTCTCTTCCTCTGCATGATTCTACTTCTGATTGTCCTACACACCAGCTAC
ATGATCTACAGTCTGGCCCCACAATATGTCATGTATGGCAGCCAGAAATACCTTGTGCAG
ATACCATCTGGAAATACCACTACTGATACCACAAGGACATGTGATGCTGATGCACCAGAG
GACCAGTGCACCATGACAAGAACGTATCTTTTCCTCCACAAGTTCTGGTTTTTCAGCACC
ATCTATT
>McF0007L17-MGRbd1
GACCCCGTTTAACCCGGNCATTATGGCCGGGCAATAGAAGCCGTTACAGCATGTTACTCT
TTAATATGACTTAGAATTTAGGCAACCCACACAGAGATCCAAGTCATTATCGTTGTGTTG
AGGCATAGGAACGGTGTCACGCAATGCACCATGGAAGTGGATCGCAGAATATGCAACGAC
AACTTCAAAAATCCAAGTCTGTCAGTGGGTCAGAGGAGCAGCAACAGCCATCCTTGGCAG
CTACACAGCAGCAAACAGTTGCCCACCCTCAATCCCCTGTGACCACCTTTTCCTCGGCTG
CCAGCCCCTCAGCCCCCCAGTCACCTAATTATCAGATAATCATGAGCCGGAGCCCTGTCA
CAGGACAGAATGTAAACATTACATTACAAAATGTGGGGCAGATGGTGACTGCTAACCAGC
AGATTACTCTTACCCCACTCCCTATCCAGAATCCAGCGTCGCCTGGTTTTCAACATACAG
CACCTCAGTGGAGGTTTGAGCATGGTCCGTCCTCTTATATTCAGGTGACATCACCTGTAC
CCCAGCCCATTCAACCACAAAGTCCCACACAGCATAGTCCCATTCCAATACAAGGTGTTA
CAAGGCCAGGTGCTCCCTCAACAGCATTGGGTGTCTGTGGACAAAGTCCAACACGATTTG
TGGATGCTGGCATGTTAGTTCGACAAATCAATTTAGGAAGTCCATCAGGAGGAGGACACT
TTGTCTATCAGGAGGGGACAGGGTTGGCCCAGA
>McF0007L21-MGRbd1
TAAACCCGGGCATTATGGCCGGGGGCAGACGGGGGACGTGCACTCCAGCCCACGCGCACA
AAAGTCCAAACTCGCTGCTGGGATCGCAGTTCTCCGTCGTTCCGAACCGGACCTCGCCGC
TCAGGAGGCGCGCGCGCGCTCGGCCGTGACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAC
CAT
>McF0007M09-MGRbd1
GTNAAACCCGGGCATTATGGCCGGGCACAGGAGAAAAGCCTTTTGCGTGTAAAGAATGTG
GTAGATGTTTTAGTGTAGTATCTCAACTTAAAAGACACATGAGAACTCATACAGGAGAAA
AGCCCTTTACTTGTAAAATATGTGAAAAATGTTTTAGTCAAATATCTAGTCTCAACACAC



ACATGAAAACTCACACAGGTGAGAAGCCTTTTTCTTGTAAAGAATGTGATAAAGGTTTTA
CTCAAATATCTGATCTCAAAAAACACATGAGAACTCACACAGGAGAAAAGCCCTTTCCTT
GTACAGAATGTAATAAAAATTTTAGTTGTGTATCTAGTCTCAGAACACACATGAGAACTC
ACACAGGAGAGAAGCCTTTTTCTTGTAAAGAATGTAATAAAAGTTTTACTCAAATATCTA
GTCTTAAAACACACATGAGAACTCACACGGGAGAGAAGCCTTTTTCGTGCAAAGAATGCG
ATGCAAGTTTCAGCGACGTATCTAACCTCAAAAGACACCTAAAAACTCATACATGAGAGA
AGTCTTTTGGTTGCCAAACAATGTAATAAAGGATCAAGTGTAAACTCTAAACTCAAGTAA
AGTCAGCAAAGAACTTGTGTAGTAAAAGACAATAGGAGAAGGGAGAAAGATTGTAAATAA
CATTTCTATTCCATACAGAAAAGTTCACCTTTCGACAAGAAATAGGAATTTTATATGAAA
CTATTACATTTAGATTGAAATATTTTAAGCCGTTTTATTTTACAGACTTTATTTTACAGG
TTAAAAAAAATAGTTTGATCTCAGAAAATTTAAAAAACTACAAAA
>McF0007M11-MGRbd1
ACCCGGGCATTATGGCGGGGGATTGCTGAAGTTGCTCCGATGCGTCGCCTGTGATCGCCG
GACGGCGCTGCGGACTCGCGGCGCAGCTTTGCGGCAGCTGAGGCGCCAATTCCGGCTGGC
TGAGGATTGCACAGTCTGCTCTCTCCAAAATGTCATCTCAGGCTAAAGTCAAGAAGGACA
AAGAGATCATCGCCGAGTATGAGACCCAAGTGAAAGAGATCCGTAACCAGCTGGTGGAGC
AGTTCCGATGTCTGGAGCAGCAGTCCGAATCCCGGCTGCAGCTGCTGCAAGACCTGCAGG
AGTTCTTGCGTCGAAAGGCTGAGCTGCAGCTGGAGTACTCCAAAGGCCTGGATAAACTTG
CTGACCGCTACTCAGCAAAGATCCGCACCTCCAGAGAACACCAGCACTTCAAGTGAGTCT
CAGCGGTTAAGCCCTCTGACAAACCTGGCAGACGGGTAAACAACTATAACAAATGTGTCA
CACTGACCACTGGCTCTGCTGAGGCAGAGGAAAACAGAGAAAGGATAATAGGTGCAAGCA
GGAGGAGGAGTTAAAGCAGAAGAAGTGACCTGAAATGAAGCCAGGCCAATGAAGCTTGTG
GCTTCAGGCTGCTGGGTTTCTCCTAACTAGGTCAGACTTCATCCACCCCTTTCTCTTTTT
TGCTTTGGCTGTCATTTCAATATGATTCTGTAGCATAATTAAGAATAAAAGTCAAAACCA
GAAATGCTTTTTCATTTTCAAAATGTAACTGCATTTTTTGACTCGA
>McF0007M12-MGRbd1
CGCCGTTAACCCGGGCCTTATGGCCGGGGGAGTCGGCTCGTCTGTGGAGTGAGCGGCGGC
GGGTCCAGTGTCCGTGTTTCTCAGGAAAATATCGGGACATAGTTTCTGCAGAGCGGCAGG
AGTTCAGTAGAAATTCACCTCTGAGCTGTGGGACTGTTTTCATGGGCAATCCCGCACCCA
CTTCCCATCATCCATCTGTTTACATGCCCTCTTGCTAGCTTACAGCCCCTCACTCCCTCA
ACCTAACATTAGCGGAGCAGCGAGAATGGCAGCAGTATCGGATCTATCCATCCGGACTGG
ATCCAGACTGGAAAACCAAGACGTTCATGGATGTGTCTGCAGGTGGATGATCAGAATGGA
GCAGAGCAGGAAGCTCAGTGCTGCTGCTGTAGGTCTGACGTCACACCTACAGCTTACCTC
ACCTGCCCCCCTGATTCACAACCATTTAAATGAAGAAATACTCACAAATGTACTTCATCC
ATTGTGAGAAAACGCTACAAGAAGATGTTAAAACACCGGAAAAACAAGAGGAGGAAGGCT
TTGCATTGTGATTGGAGCGGCTTAAAGAAATCTTGGTCCAGTTAACGTTGCAGTAGCTGA
AGACGTTGAAGCTGAAATATTTCCTTTAATTTCTTTAAAATGTACACAAAAGATTTGGGC
AGGCTTTCATTTCCTGTTAACCCGGATGTCTAGAACTAGTTTCCCGTCACTGCTGGTTCC
AGATCAGAGGGCTGGCCTTGAATGTGGACCGCCTGCTTTGACCCGTTCTCACCT
>McF0007M13-MGRbd1
CGNTTAACCCGGNCATTATGGCCGGGGAATAGTTTCTTGGTTGCTAGACGACTCCTGTTA
GCAACACAGCTGTGAAATCAGTAACCTTTGCTCGTGGAGACAACAGCTCTTTGGAGGACT
TCTCAAAGTGGTTCGAACGGGCCGTTTTTTAGCTCGCGCGCGGGTCACTCTTTTGCAAAT
ATGCGATGTTCTTTACGACACATTTGCCTTTTAGCATAGCTAGCTTTCTGTTTGTTTTCC
TTTTTTTGTTTTGTTTCCATGATATTAAGGAAGAGGACAAAAAAGACGCTGATAGCCGTT
TAAAGGCAAAAATGTTATGTCCAACAATGAAACGTTTATGTATTATTTAGGCCTAAAATA
TAACAATTTTTTTAGCAGCTACGTAAGTTATTCTGCTGAGATGTCTCAGGATGCGAGTGA
TGACGTTCAGACAGATGAAGACTGCGAGGAGCTGGTTGAGGAAGATTTCTCTCTGCCTGC
TGATATTTCCCAAAAGAAAACCTGGAGAAAAAAATCCATTGGCAAGTCTCCACATTCTCC
AAGGTCTCCATACCTCTCCAGTCTGAATACGAACCCCAGAAGAGCTGCAGTAAGAGCCTG
GAGACTTCCTAGGGGCTCTTCGGGTGAAACCAGAGGAGACACTCCTGGGACGGCAGGACC
GCGTCATTGCACGTCCCTCAGCAACGGTTTTGGTTATTTTTTGGGTGGATGTGACCATAG
AGACAAGGAGGACATGCATGACGAGATAATTCACCTCAAGAAGAGCCTCCAGGCTCTAAA
CTCTGACAAACTGCAAATGAAAGCCAA
>McF0007M14-MGRbd1
GGGAGTCAGGAAACAGAACAGAAAAAACCCCATACTGTGTCAGAAACATCTAGACAGATG
CAAGTTTGCTCCAGGAAGGAGAGGAATGAAGGTCAAGAGCAGCAAGAGGGAGTTTTTATG
TGTAAATGAAAGGAACTCGAGTTGAATGGTGAGGTTACAGGATACAAAAGTGAAGAAGAT
GAAGGACTTAAGCTGCAGCGCCCTGTTCTCAGTGCTCCTGGAACGGAAACTCCATCCGGA
GCAGGAGGAGTCAGAGGAGTCGGATGTCTGCCGCAGCCGGCTGCAGCTGTTCCACCTGGC
AGGAGGAGCCAGCAGGACTGACCTCAGAGGGTTAAACCCACTAGTAAAGACTCTGGACCG
AATCCATTCTGCAGATGCAGTCAACGATAACCTCTTACTTTTCCTCCTCAAAGATGCTTT
AACGGGAAATAACCGAACGTTTCTAATTTACTGCATTAATCCAGCAGGTCTTCTGGATGA
TGAAACCCCTGCTGCTTTGGATTTGGCGCAGAAAACCAGCAGACTGGTAACTAAAAGCTC



CACAGGACGCTGGAGTCCTAAAGCAGCTGAGCGGGAGATCCGTGAGCAGATCCTTGATCT
TCAAAACACTATTTTGTCACGGAGAGAGGGAGAAGTTTCCAACATTTACAAGCTGGCTGA
GCTGACCCAAATCCTACAGGCTGTTAAAAATCAATCCTGGGGAAAAAGGAAAGAGGAATC
TGAGAGGATAAAAATCCAATTCAAGGTTTTGATTGTTTAAGAGTTCTCCCTCATTTTGAT
ATTACAAATCTGAAGGGCATTTTTTTCTCCAGATTG
>McF0007M18-MGRbd1
GATTTCAATCCTGTGGTATCCTGCCTCGGCTCGGTTCGGTCATGTCCGGCGCGCTCGCGC
GCCTGTTCTTCTATCCAACTTTGAGTTACAATGTGATTATGGAGAAGTTGTCCTCGCGCC
GCTGGTTCGACCGCGTGGACGAGACCGTGATCCTGGGGGCTCTGCCGTTCAGGTCCATGA
CCGCACAGCTGTTGGAGCAGAACGTTCGGGGAGTCATCACCATGAACGAGGAGTACGAGA
CCAAACTCCTCTGTAACTCTGCCCAGCTGCACTGCTGGACTCCAGAGGAGGCGTGTCACA
AACTGAGATCCGTGCGCCCTCACATCCTAGTGCGCCCAGCTCAGCTGGATGTCCTTAGAA
AATACTATTCCCAGGTGTGCAGACAGGTGGACTGAAGGAGAAAGGAAGCTCTGGCCTGGA
CTGGTTCCTTCATGTGGACATGACACATGAAGGAGAAAGGAAGCTCTGGCCTGGACTGGT
TCCTTCATGTGGACATGACACATGTGGACACGTGGAGCCCGCTGCCCCAGTGGGGGGAAG
TTCCTTAGGAGCCCTCACAAGGCCTTGGGTCTATCTCTGCAGAGGTTAGGAGCTGCCCCC
ACACAGTAACCTGCAGACATCTGACCTCTGCTGGTCTGTTGTGGAGAATCCGTCTAATAA
AGACCTTTGACATGAAGGATCTGCATTTATTTGACTTTAGCTGAACACTGATGT
>McF0007M20-MGRbd1
TAACCCGGGCATTATGGCCGGGGACACTTCAAATGGATTTCCACTACCTGATGGATTAAC
ACCTGCAGGTAGGCAGGCATGCTGCTTCCCGCTGAGGCCCTTATGCGGCCCCTATCTAGA
AATGAAGTGCTGGGCATGTTAATCAGGTTGACCGTTTTCGGTGCTGTCACATACTACAGC
ATAAAGTGGGTGGTTGATGCTATGGACCCTACCACCAAACAGAAAAGTCAGTCCAAGAAA
AGGGCAGAACAACTTATGAAGAGGATAGGTGTCCAGGGGATAACACTAACAGATTACGAA
CTAAACATAGCATCTCATTTAGTTGATCCGCAAACTATAAAGGTTTCCTGGAAGGATGTT
GCAGGTCTTGAAGAGGTTATCAACGAACTACAAGACACTGTTATCCTACCTTTTAAGAAA
AGGCACCTTTTACCTGGATCCAAACTCTTTCAACCTCCTAAAGGTATAAACTGTTTAAAT
ATACTGGAATCCAGAACAGAAAATGATTGGAGTCATAGTCAAAATGTTTCTGGAATTTTG
AAATTTCCTTAAATGAATTGTATTTGGTTAAAATATCCATATTTGTAGCAATTTGTGGGA
AATTTTTCAATTACAGATGGAACTTATTTTCTTCTGACGTTAGTTTGTATGTTCTCAACA
CTTGTGTTGTATTAAGTAAGCAGAAACTTTTTGCTAATTAAAGTGACTTTCTCCATGTTA
CTAAAATGTAAAGTGNANAAN
>McF0007N09-MGRbd1
GCGTTTAAACCGGNCATTATGGCCGGGTTAACTAAAGTACTTCAAGAAGCCTATGATTTT
GGGACACTCCCTGAAAGTTTTAACCAGGCAATAATATCATTAATACCAAAAGGTGACAAA
GACTTAACGGACCCAGCCAATTACAGACCAATAAGTTTAATAAATGTAGATTGCAAAATA
CTATCAAAAATATTAGCAATGAGGCTAGAGAAGGAGTTGCCAAAGATTATTCATAAAGAT
CAAGTTGGTTTTGTCAAAAATAGACTGTCAGCTGATAACATGAGGAGATTACTACATCTT
CTATGGATGAATAAACATAGTTCGAACCCCGTAGTCGCAATATCCCTCGATGCCCAAAAG
GCTTTCGATAGGGTTGAATGGAATTTTTTGTTTACAGCACTAACAAAATTTGGATTTGGA
GACAACTTCTGCCGGTGGATTAAGACATTATACTCGAGACCAAAAGCTGCAGTTTTCACA
AATGGGGTACTATCTCCTTTTTTTGATATCTCTAGATCAACCCGTCAGGGATGCAGTCTC
AGCCCGCTCTTATTCACAATATTTTTGGAACCCCTGGCTATCCAAATCAGGGAAGACCCT
AGAATTAAGGGCGTATATGGAGGAGATAGGGACCATAAACTATTTCTGTATGCGGATGAT
ATTCTAATACTGAGCCAAGACCCCGCTAACTCCATACCAACTCTACTTGAGGTTATGAAT
GAATACTCCAAACTTTCTGGGTATAAAATAAATTGGCACAAATCAGAGGCAATGCCAGTA
T
>McF0007N15-MGRbd1
TAACCCGGNCATTATGGCCGGGGGACCCAGTCCACTCACCATGGGACCCCAGGACACTTT
ACCTGTTGCAGCTGCATTCACAGAAACCATTAATGCCTACTTCAAAGGCGCCGACCCCAG
CAAGCATAACTAGACATTTTGCCAGTCACCCAACTCAACCCATCCTCACTTTTAGCATCA
GCAACTACAATCGACTGGAGCAGGTCCTTCCCAACCCACAGCTGCTGTGCTGTGATTCCA
CGACAAATGTTGTGGGCACCAAGGAGTTCTGGGTAAATATGCCAAACCTGCTGAGTCATC
TGTTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0007N18-MGRbd1
GGGAGCGGCCGTNAAACCCGGGCATTATGGCCGGGGGAGTTTCTCCAGCGCGGCTTTCTT
GTTGCGGGCAATCTTGTCCAGTTGCTCCGGAGACAGAGGAGAACTTTGCGGTTCTGGGTC
CACTGCAGCGATCTTCGGTTTCTTCTGGATAATTTTAATATATTGATAAGAAAGACGAAC
CGGCATGAAACTTGATATATGCAACGAACATTTATTAATACCCAGAAAACACAAAGGAGA
TCAAATCCTACTTACCTGAGAACCACCAGTGTTTTTCTGCAATGATGGAAAACGGTGTTC
TTCAAAGGCAGCATAAGCGTTTATGCACAAAGAATTCCCCTGAAAGAAGGGAATGGAAGA
TGATGAAACTGCTGAATGATGACGAGGGCATACAAGAGGAAGATGGTGACACTAAACTAG
GAGAGTTCTCCCATCCTGTTCCCTGGCAAAAAATAGAGGCAGAGGGACTCGACTGTGATT
ATGCATTGATTTTCTCTAAAAAGGAAGCCGATGAGCTGTTTAAGCATTTGGAGGAGGAGG



TGGTGTACTCTACAGGAGAAGAAGCAAAGGTCCAGGTGTATGGAAAGGTCTACAACATCC
CAAGAAAGCAGGCAACGTATGGAGACACGGGTTTAATGTATACTTATTCTGGAGTGACCC
GTTTAGCCTGCCCGTGGACCCCCACTTTGGAAAACATTCGAGATGCAGTCACTAAAGCAA
CCGGGCAGACGTTCAACTTCGTTTTGATAAACAGGTACAAAGATGGGCTGGACCACATGG
GCGAGCACCGCGACGACGAGAAGGAGC
>McF0007N21-MGRbd1
NTTAAACCCGNCATTATGGCCGGGGGTGGACGCCGTTTTCGTCAAGCATCCTCGCTGTCC
AGAACGCACCCAGCCAGCCAGCAAACCGGGGGGGTGAAAATCTGGTACGTCGAGCACGAA
TGAACTACTTTATTCGTTAGCCGCGGACCTCCAAGGAATGTGCTCCTTCTGACGGTGGTT
AATCCCGAAAAGAGAGGAAGAGGAAGAGAAGAAGAAAAAAACCGCTTCCAAAAATCTGTC
TACTGACTCGAAGAGGTTCTTTAAAAGCGTAACATGGTACTCTCCACAATCTCGCATTTC
CCCCAGTTGTCCAGTTTAGCCCGGTTGCCACACACAGGCAGCAGGGCTGAACTGCCGCGA
AAGAGCCTATCTGTCCAATCGCATTACTTGGAAGGAAGACGGCCACATCTGCCTATCGGA
GAGCGACGGCCCCACGTGGGGCGCAACGGTACATGACATCATCCCGCAGGATCCACGAGG
CATCGGCCGCCCGTCCCACCGTGGCCGTGATTTGCGAGCTAATCTGGGTTTGTCTCCCCT
GATTCCAAGTCTTCCGCTCCTTGGGGAGCCTGCTAATGGGACAGTGGAGCAGAGCCACCA
TGCAGCAGAAGTCCTCTCAGCTCACAGCGCTGACATCCATCTCCCTGATCACACAGAGAG
GAAGAACAATGCTGACTTTATTTTGCTGCGTGCTCACTCGTGCAGGCATGCACGCACACC
AAGCAATCCGCACACATTTGGCAAGAAGAAAATGTCGAATAAATTAAGTGTTGCCTATGA
AAAAAAAAAAAAAAAAA
>McF0007N24-MGRbd1
GGAGAGCCGTTTGGCTTGACAGCTACGATGGAGTTAAAGTCGCGATATATGTGCTAATGC
GGAACTGACTAAAGAGTCCTTTTTTTTTTTTAAAGAAACTGTCTTTGAGGTGAAACTAGA
TCAACGCTCTCCACACGGTTGTCGGCTAGTCAGTGTTAGCTTAGGGAAACGCTATCTAGC
TTACTAACTGCGGAGCTTCTACCTTAGCGATCTTCTTGACATTTGTTGCGTGCTGTTGCT
AAAAGTGGTCGTCATTGACAACACGGAGTTAAGACAACGTGCGATTGTGAGACCCCCCAC
CAGCTGCTAGCTTCGTAGTCAGGATGAGTTGGTTCAACGCATCTCACCTGTCCAGCTTCG
CTAAACAAGCTCTAACATCAGCTCAGAAGTCAATCGATCGCGTCCTGGACATTCAAGAAG
AAGACCAGTGGGGTGACACCGTTGTAATGCCATCTGATGATGTTTCATTACCTGGAAAAC
TCTCGTTAAGTGGAGGATGGGGGATGACTCAGTGGGAAGCACCTGCAGAGGAAAAGCCCA
CTGCTCCCCCGCCCTCATCGGGGGCCATTACTACCCCTGTCACCCGTACTGTTGTGGATG
AATCGGAGAACTTTTTCAGTGCCTTTCTTTCACCCGGGGATGTCAAAGTCAGTAAAAGCC
CGGTTGTGTCTGTACCCCCTACAAAGTCCCCACG
>McF0007O20-MGRbd1
GGGGTTCTTCACGGGGGCAGAAGCGACGAGCGTCAGCGGGAGTTGTTCAAAAGTTGACCC
GTATTCCGACACCCGTACGGTCCGGCACGGCACGGACGGGGCTGCTTTTTGACACGAGGG
GTTGGTAGAGAGAGGTTAAACGTTCAAAAAAGGTATTCGGCTGTTGTTGGCGCTGCTGTT
TTCTCACGGCAAACATTTGCGAAGCTGCTGCTAGCCTGTCGGCTAACGTTTCCATCTGAG
CGACAGAAGATTTCTTTTCTTTTTCTTTTTTTTTTTGTCTTTAATTTACTTTCATTTCTC
CGAACGTCGTCTCTCAGCACAATGACATCAAGGAAGAAAGTGCTGCTTAAAGTCATCATC
CTTGGGGATTCTGGAGTTGGGAAGACCTCATTAATGAATCAGTATGTGAACAAGAAGTTC
AGCAACCAGTACAAAGCCACAATAGGTGCTGATTTCCTGACAAAAGAAGTCATGGTGGAC
GACAGACTCGTCACAATGCAGATTTGGGACACAGCCGGTCAGGAGAGGTTCCAGCCTCTC
GGCGTGGCGTTCTACCGCGGAGCAGACTGCTGTGTTTTGGTGTTCGATGTGACGGCACCC
AACACTTTCAAGACCCTAGACAGCTGGAGAGACGAGTTCTTGATCCAGGCTAGTCCACGA
GACC
>McF0007O22-MGRbd1
GTGGGACGCGCGTAAACCCGGGCATTATGGCCGGGGTTAACTGGAGCGTGAAAATCCATC
TGGGGTGAAGCTCCAGTCACGGCTGACGTCAGCGAAGAAACTTATCAGTCCCTGCATTAC
TCTACTGGATAAGGAACCCACTTAGATGAAGGGATATCTATGAATTACAGAGAAGAAGTA
TTTGTTTTCAACAGATCAAAGTGAGGCTGACACTGCAGGCAGATATCCTACGTGAAGACG
TGTGTCCAAATGAGACAGAAAAAGAGTACAAGTGGTAACAATTTCCAAAGGGTTTTGGGG
TTGGAGAACAGGTTAGAACATCAGAGACTCCGAAAAAGTCTGACTTTTTTTTCTCCCTGT
GAGGCCACAGCTCCCACATTTCACAAAACCTATTCAAAAACATCTGAAAATATTACTCAG
ATAAGCTAATAATGATGTGACCCGGTAAATATTTGTGACTATATTCTTTATTTCTGATGC
TTTTGTTGACTGAAATGCATTTATACAGTAGTTATTTGTTCAGGTTAAACCACAATAAAG
ACTATTTTATAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0007P06-MGRbd1
GACGGCGTTNAAACCCGGGCATTATGGCCGGGGAGTGTAGTGCGGAAAACTTTCCATGAT
GAAACGGGTTGCAGTGTTTGTATGGCTCGTAGTTCAGTTTGGGTTTGGATTTAGTTCCCA
CAAACATCTCCATGAAGATCATTTCAATGGAGATCAGCACAACCCTGACCATGACATGGC
TGTACTACTGGGAGATGAGACCACAGAAGAAATAAAAAAACTCACTCCAGAAGAGCAGCG
GAAGAAACTGCTGGAAATTGTGAAGAAAATTGACACAAATGGGGACAACCTTCTGGGTGC
AGAGGAGATCACGCTGTGGATTCAGCATGTTTACAGAAAATACGCTCTGGAGGATGCAGA



GGAGCGCTTTCCTGAGTTTGACGTAAACAAAGATGGAGTTTTAACATGGGAAGAATACAA
CACTGTTGCTCATGACCAGCTGTTTACTTTTGATGAAAGCACTGTTCTGGAAGACCCAGA
ACAAGATTCGCTTAGACAGCTTCACTTGAAAGAAAAAAAGCGTTTTGATTTTGCAGATAT
AGATGACACACCTGGTCTAAGTGTATCAGAGTTCCTTGCCTTTACTCATCCCTCTGAAGT
GGATCGCATGGCTGATTTCACTATCCAAGATGTATTGACTGAATACGATACAGATAAGGA
TGGTTTCATCTCATTGAGTGAATTTATTGGAGATGTGCGTGGTGAAGATAATTCTCCTTC
AAAGTGGGAAATTGAAGAAAC
>McF0007P07-MGRbd1
TTGGACGCGCGTTAACCCGGNCATTATGGCCGGGGGCAGTCACACCAGTTTTGCATCTTG
AGCAGAGACGCCGCCAGTTTCCTGAAAGAAAAGTTTCAAGGAATTCACCATGGAAGAAAG
TCAGCAGCCTCGTCTAGTTAACGGGTGGGTGCATGCATCGTGAACCAGGAGAACAAGATA
GTTGGCATTGGTTACAATGGAATGCCCAATGGCTGTGATGACGACCTGCTGCCCTGGTCC
CGCTCTGCTGACGATCGTCTGGACACTAAATACCCTTACGTGTGCCACGCAGAGCTGAAC
GCCATCATGAACAAGAACAGCGCGGATGTGAAGGGATGCACCATGTATGTGGCTTTGTTC
CCATGCAACGAGTGCGCCAAGCTGATCATCCAGGCAGGTCTGAAAGAAGTGATCTACCTT
TCTGATAAGTACCACGACACACCTGAGATGATGGCGTCCAGAAGGCTGCTCAACATGGCG
GGAATACAATACAGGCAGTTCCAGCCCAAGAGGACTCAGATTGTCATTGATTTTAATTCC
ATTAACCAGGCTGGAATGCTGAATGGGGCCCCCCACTGAAAAAGACGGCTCAAGGATTTG
CTGAACCTAAGAGAACCTGGAGCTGGAAAAACTCTATAGAATACTTTAAATGTTTTATGT
TTATTATTATGACATTTTTTTGGCTGCAGGAGCAGATGAGCCAGAATCTGTTAAACCAGC
TGCTTAATATGTTGGATATATTTTAACATCTGTAAAGGTGATAAACTGAAGAATCTCAGC
ATAGATTG
>McF0007P08-MGRbd1
GTTAAACCCGGGCATTATGGCCGGGGGAGAAAAATATGTTCTGCCGGCGTGATTTGACAG
GGCTTGTCTTCCTTGATCCGTTCCTGAATGCTGTGTTTCTTGACTGGCCGCAGGTATTTC
TTCACCTACCTGCTGCCTCACCAGGCCCCGCCCAGGCTCACACACCTGGTCGACCACATC
ATGAACACCACAGGCGAACTGACAGCTGATGTCAATCAGACGCTGGAGGCCTTCGAACAC
ATCCTCCACCTGTATAAATCAGGACTACACCTGGACAACATACCTCCATCCATACTCAGA
GACTACACTGTGATGCGCGGTGTGGGAACCTCCGGGAACGTGGATTACCGCTGCTGGCCC
TCCTACAGCCAGCACGGCTGCGTACTGTCCGTCCACGGTGCCAAAGAGGCAGCTCATGTC
TGCAACTCCCACTCTCAGTGCAGCAGCTTCACTCTGACGGGGCAGAAGACATGGACAGGT
CGCCTCCTCGCTTCTTTCAAGCGCAGCTTTAGTCACCTGGTGCCCGATGATTCATCAGAG
GTATACGTGAAGAAATCTCTGGAGACTCCTTCATTGTGACGCATCGCAGACCAAACGGGA
TGAGAGCCAGCTCTGCCATTGCAGCAATGCCCCCCCGCACCCCTTTTGAATTGCAGCTTG
CTTCTAGACTTTTATTTTTTTTAAGCGAGCGAGTGAATGTGAAGTTTTTATAAGGCTGAC
TGCCAGCTTGCTCCTCCGCCAACCAT
>McF0007P14-MGRbd1
GGGTTCACGAGTCCGGGTCTTTCTTTGTGGATCTCACTGATGTAGTCTTGTAAAGGCTTC
CCAAGGTCATCTTATAAAAAGATTATTTTAAACAGTTCTGGTTTAGGGGTGGTTTACATG
GATTACTGCTTTATTTTTATTTTTATCTTAATTCAAGCTTGGCTTACTGTAGAAAGAGCC
TCGTTTAGGTAGATCAGAACCACGCTGATGCTGGGAAGGTCTCTGGGATAATTCTTCAGA
CATCTAAAGGTACCTGTGATCTCGCATGTCTGGAAGCTTCCTGTCAAGTGGAAGTTGATT
GCTGAGGAAGGAGTTGTATCCGTACAGCTGGAAAAGAGCTTCGGCCTCCTTCTGCTCCTT
TTGTGACAGACCGTCGCCCCATTTCGCGAACAGGACTGAGTTTGGATACAGCTTTGGAAC
CACAATCTTCGGCTTTTCTTCAACCACTTTTGGAAAAGCTGGATGTGCAAAACTCTTCTG
GCTAGATTCTTCTATCAGCTTAGCTTTTTGAGGAGATTTGAGAACATACAGATGTTTTAG
AGTCTTATTCTGGGCAGACTTTGATAGAACAGATTACTAGTACTTGAACCAGGGACTTCT
TTCATGGAGTGCTGACCACTACACCACCACGTAAATTGCTGTTCCAAAAATTACTGTATT
TTTTCTTTTTTGCACATGATTCTATCTGCACAGATTCTGATTTTTTAAACTGGCTATTGA
GATCAGAAAATAGGATTTTTTTTCCATGACCATATCCTAAAAGCGAAGCTGA
>McF0007P15-MGRbd1
CTTGCGCCGTTAACCCGGGCATTATGGCCGGGCATGTTTTTTTTTTTTTTTTTTTTTTTT
TTTTTTGGCTCAACCCCAAAGGGCTCAAAC
>McF0007P19-MGRbd1
GGCAAATCCTTTGAAGTACAGAAAACTAAATCAAATAAGCAATATGCAAACCTTCTTTTT
TTTTTTTTTAAACTGACAATATTTGGGAGAATTGTGGTCATTTCTTGAAATTTTCTACAG
CACAGTGGTGCTTAGTAGGCATTAGGCCATAAAGACAGTTTTCCAGAATATATTAACCCC
TTTATTGAAGTAAGAAACTGTGATTCTTATTATATTTGCACTGTTAAATGCTCATGATGG
TTACTTCTCTGTGCTGATAAATCAGAAATTCACTCAAACAGCTGGTCTGTATGTGTCCAA
CCAGTCAGGATGGAGCGAGTACTCTGAAAGCAAGAGCCTTATTTTTAACACTGCTGTTGT
TAGAGTTTATTATGTTCAATGTTGTAAAGCAGGTGCATTTTCTTGGGTGCTTTTGAGTGA
AAGATTCATGTAAAGAGGTGTTTAAAGTAGGGCAGCTGATAACATTTCTGCAAGACTACA
CGGTTCCATTCAAATCTTTCAGATGAATATGCAGAATGGTGCTGATTCTTTTGCATTTTT
ACAAAAACTTGATGTTTTGCANNNNAAAAAAANAAAAAAAAAAAANA



>McF0008A07-MGRbd1
GCGTTAAACCCGNCATTATGGCCGGGAGTCCAGGACACAGGAATATCAGATGCAAGTAAA
TTCTTTTGGAGAGTTTTCATCTGTATTGATTTAGACTGCAAGAATTGATTGTCCTGCTGT
ACTGAGCCACATGTTTGCCCACTTTTTTTGTAAAAATGAGGATTACTAGCTGTGTCGGAA
CGCATTTACCATGTAAAGCTACACTTTTGCACGTTAGCGGGTGTTAGGGGATGTTTTTTT
TTTTTATCACAAAAGTATTTACTGACTTGAACCTTTTAAAAAAATGTTTCTAAGTGAATC
TGATTCTCGATGTAAGCTGTTGAACCACATAGGGAAATAAATGCAGATTCTTGAGTGGAT
TTCTTCAAAATAACATCAATATCTGGAAGGTGTTAGCAAAATTGTTAAATTTCTTTCACT
CAGCCATATTACCATGTAGGGCATTGCTGTAATATTTAACTGTCTTTTTAATTTTTTTGA
TTAGTCAAGAAAACATCGGCTTACTTGAAGGGATCCTTAAGTATTTGTTGTAACCTTTGC
AGAAAGAAATGTTTAGCTAGATTTTGCTCTTAGTACACTTGTCTCACTTCCGCCTTTTTA
TACCNNNNNAAAAAAN
>McF0008A08-MGRbd1
CGNTAAACCCGGGCCTTATGGCCGGGGGGACGACTGGAGAACCACACCCCACGGAGAATT
TCACTCAAGGTTGCCGAACTAGAGCAAAAACAGCTCTTTTAAGAGCTTTCCTCATTTCTA
CTACACTTCGATCTTCGACGCTCCAGACCAGCAAGGAAGACCACCGGATCCCCAGTGAGA
AGAAGGAGGAGGTCTTCAACTTTACTCGAGAGTTTTGCTCTGAGGGATCTTCCACACCAG
TGGCTGACCATTTCTGGACAACAGAGAGGAGCTGTTTGCTGGTTTTTCCAGAGAGCCTTT
TGTTTTGTAAGCCAGTTAAGAGTTTGGTAAAGATGCCACGAAAGAAGGGATTTAATATGC
GTCGCACCAAAGTGTGTAAGGTTCAAGAAGAAGGTAAAACTTCTGGTTGTGTGTGTCAGG
AGCAAATACAGAAGCCTTTGATTTCTGGAATGAAAGTAAGATTAACACATTCAAGTGATA
GTACAACATCTCTTACATGTTGTGTTGTGGCTGCAATCAACCATGTTGTTGCTCCAGTGT
GTACATGGAGGGACGCTGATGTTGACAATATTAGAAATGAAGGTGTGCAGTTGGTTTGTT
CATTTAATGGAAGTGATGGATGTGTGAACAATTCCGAAAAGTTATTCAAGGTTTCTGAAA
AGCTCAGTGTGTTTGGAAGAATCTGGGATGTTGCTATCAATGAGCCTGTGTATTCTGGTG
ATTCAAA
>McF0008A09-MGRbd1
GGGACAGCTGGAGGCCAACATAAACAACAGCTGTGGCCACTTACGTTCTTTATTTCCTTA
CATTGTTTTACGCCGTTACCAAATGCTGAGTTTTCTCGCGCAGGATACAATCACACGCCT
CACAGAGCTTTTTGGGACTCACAATGTGGATTGCTACTGTGGGTTAGACATTTTGCATGT
TGTTGGAGCCTCCAACTGCCTCTCAACTGGACAAACCAAGGATTTACCATCTTGAAAAAT
TCTTGCATGAGCCTGCGGGTTCCTGTTATAGCGTGGAGGTCAGATGATGCAGTGTGGCCT
CTTCTTCCTCTCTCCTCAGCTGAGCGCCGGATCCCCCTGTAGTTTTTTTTTTGGGGGTGA
CAGAACGAAGAAGAAATCCAAGAACCTGGCCAAAGACATGAAGAACCGGCTGGCTTTCCT
GCGAAGGAGGAATGAGTCCCCAGGAAGCACTCCTGCCAACAAGTTAGACAAATCCATGAA
GTCAGTCAAGCCCACCCCAGAGGAAGCACTAAAATGGGGAGACTCACTTGACAAACTGCT
GGCACACAAATATGGCCTGGCAGCCTTTAGAGCTTTCCTGCGCACAGAGTTCAGCGAGGA
AAATCTGGAATTCTGGCTAGCATGTGAGGAATACAAGAAGATCAAGTCACAGTCCAAGAT
GGCCTCAAAAGCCAAGAAAATCTTTGCAGAATACATTGCTATCCAGTCTTGTAAAGAGGT
GAATCTGGACTCCTACACAAGAGATCACACTAAAGACAACCTGCAGAATGTGACGC
>McF0008A12-MGRbd1
GTTAAACCCGGGCATTATGGCCGGGGAGAAGTCAGAACAGCGGTGTGGCGCTCCAGCTGT
TCTCACCGCTGTCCGCCTCCCCGCCGCTGCTTGGCCTCATTTCATTTCTGGCGCAGCTGC
GACGATGACAGGCATCGCGGCTGCGTCTTTCTTCTCCAACGCCTGTAGGTTCACTGGCTG
CGGACGCCACTTTGACTCCCTGTGCGACCTCATCGTGCACATCGAGGACAACCACATTGG
TTCATGACAGATGCTGCCAGGAGAGACCACGACAGCCTCAGGAAGAAAGTTCAGCCCAAG
CTGCCTCTGCATCTGACAGGCAATCTGTCGCGCAGCGCCGTGCCAGCTCCACCCCGCCAC
ACGGGTGGAAACCTCACCCCTCCGGTCACGCCACCAATCACCCCTTCCTCCTCCTTCCGC
AGCAGCACGCCTACAGGAAGCGAGTGTGATGAAGACGATGTGGACTTTGAGGGATCTGAC
AGTGACGAATCGTGGACCACAGAGAGCGCCATCAGCTCCAAGTCCATCCTCAGTTCTGTG
TGCATGAACGGAGGAGAAGAGAAACCATTTGCTTGCCCTGTTCCAGGATGTAAAAAGAGA
TATAAG
>McF0008A15-MGRbd1
NTTAAACCCGGGCATTATGGCCGGGGACCAGCCTCAGCTGTCGGCTCCCTTTCCTGACTT
CCCCACCCTGCCCCCGGTGCCATGGCGTCCAGCGAGGAGGACGGCACGGTTGAGGAGAAG
GAAAACAACAACAAGAAGAGAACGAAGAGCGCCCTCACCACCGCATGGCTCACCTTCTAC
AACATCGCCATGACCGCCGGGTGGCTGGTTTTGGCCATGGCAATGCTGCGCTTCTACATC
AAAAAAGGCACACATAAGGGTCTGTACAGAAGTATAGCAAGGACACTCAAGTTTTTCCAG
ACGTTTGCTTTAGTTGAGGTGGGACATTGTGCCATTGGAATTGTGAGGACTTCTGTCATT
GTCACCGGGGTTCAAGTGTGTTCGAGGATTTTCATGGTTTGGCTCGTTGCCAGTAGCATC
AGACAGATCCAGAATGAAGAAAGCGTAATCCTTTTCTTGGTCGTGTGGACGGTGACAGAG
ATTACCAGATATTCCTACTACACATTCAAGCTGCTCAACCACCTGCCATACTTCGTCAAA
TGGGCCAGGTGGAGTTGCAGTTAGCGTGGCTGTGATGAACCTCATAACTGTGTGTGTGAG
AGAGAGGCAGCATGTCGGCTTGATCTGATGATTTCACCTCTGGCGCGGTTCCCTTGCTGG



CTCCAGACCAGTTTACTCACCCGGAAGCGTCACAGCCTGATACAACTTCTTCATTGTCTT
GTACCCACTGGGAGTCATAGGAGAGCTGCTCAGCATTTATGCTG
>McF0008A18-MGRbd1
TTATGGTCGGGCGACAGGCGAGTGGCTGGCTGTGGGGATGGAGAGCAGCAACGTGGAAGT
CCTGCACGTCTCCAAACCCGACAAGTACCAGCTGCACCTCCACGAGAGCTGCGTCCTCTC
CCTCAAGTTCGCTTACTGCGGTAAATGGTTCGTGAGCACTGGAAAAGATAACCTTCTGAA
CGCATGGAGAACGCCGTATGGATCCAGCATATTCCAGTCCAAGGAGTCTTCATCGGTTCT
CAGCTGTGACATCTCACCCGATGACCAGATCATTGTCACGGGATCCGGAGACAAGAAGGC
CACAGTCTATGAAGTCATCTACTGAACTCTGCTTGATAAAAACCAGGGGGGGCGGTTTCT
AGGCTCCCTGCTGCACCAATGACTGTACAGAACATCGGCGGCGTGGAAACCAAGAG
>McF0008A21-MGRbd1
GGCNGTTAAACCCGGGCATTATGGCCGGGGATTCGGCATTTGTCTTTGATATATCTCTTG
CAGTTTCTCTCGGGGGCCTGTCGAGGCAACAAGGTAATTTTTTTTTTGTTCTTTTTTTTT
TTTTTTCCAGGGTCTGAAATCTACCAAGCTTGTTGTTAGACAAAACAGATTTGCTAACTT
CCCCTACATGGACAAGACAGTCAAGAAGGACACAATGAGGTGGACAAAGAGGGAACTAAA
GGAAACAAAAACTACACACTAAGATTCAAGAAGTCACATGAGCAGTCACAGGAACTGAAG
ACATGATTTTCAAAATCTTCTCTGGCTTTGCAATGTCAAAACAGGCAGCTTTTATGGTAG
CCAATTCATTATGTAAGTTGGTCTTTGACAGGAAAATGATGAAAAGGCAGGACTAGTTTT
GTAACACAATGATCTGAATGTAAGCCGTAATGCAGACACAATTATGCTTTCACAACACGT
AGCAAAAATAAATAAACTGTAAATCGTGAGGACTTAGAAATCTAGACAAGACAAAGTTGA
CAAAAAAAGAGAGCCAAAACAAAACAATAAATAAAAAAAATAAAACATCAGATCATCTAA
AAAATGAATGAAGGAAAAACGGTCATACAAAGTTCATACATTCACTGCTCCTTGCAGGAT
GGATTTGGATGAGCAAAACCTTGTAAGCAACTTATTTAGAGGGGATCAAATAATTACCCA
AAGAGTGCTACAACTGTTTAAGTCATTAGACTGTGTGGTGTCTTGTTA
>McF0008A24-MGRbd1
AAGCCGACACAGCCCAGCGCGGANACCNNNNNCCAGACGAAGCNACAGCCGNCNNCNGCG
AGACAGAGCGCCGGCAANAACAAACGGAAAACGAAACGGGAGGNGGAGAACGAGGGANNN
CGGNNCNAANGAANGCANNAGAGCCACGCNNNGACANNCCCGCGCGGAAAGACAGAAAAA
AAGAACCCCNCGCNGNACGGCCAGACCAAAGNNANAGNNGATATGGAAACGGAAGAAAGA
GAGGCATCCATCAGAAAGACCCCCCCTTCTCCTTTAAGCAGAGGNAGACGGGCAGCTTGA
CGCTAAAAAGCCTGTGGNTCTCCAGAAAA
>McF0008B04-MGRbd1
GGTGGAGGACCCAAAATGCAGGAGACCAGGATTGGTGACAGGAAATAAAACGTTTAATTA
GCAAACTGAAACATGAAAAAACTATGAGGAGAAACAAAACTGTGACAAAACAGAGCAGAT
GACCTGACCAGGAAGAACAGAAACCAAGACACTTAAATAGGCTGAGGATAATTAACTGAA
CTGAAGACAGCTGTGGATCATGAACCTGAAGGTGGAGTGACTGACAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAACAT
>McF0008B16-MGRbd1
AAACCCGGGCATTATGGCCGGGGGACTCCGGACGTCTCCATCTGACCTTCAGACTAACTC
TGGACGGTGTTCCGTCTCGTACGGAGCTGAGAATGAGCTCGGCCTCATAAAAAATAAAAA
AGATTGAAATGCAAACCTTCGTGAGCAATTAGGACGCTGCTCGCCTGCTTTTATACTCCT
TAAAAGAAGGTTTTTTGTTCACTGACACTGTTGTCTGCCTTAATTCAGTAAAAATACTGT
AATCTATGAGAACTGATTTATAGATTTAGATGATTAAAAAATGGGGTTCTTCAGCTTCAC
TACAAATGTGGGGCTGATTTGTATTTTTAAAATATAACAAAGTGTGATGGGATTACTGTT
GGATTATTTCGAAAAGCTCTGGTATTAGGATAAAAAGGTTATTTAGAATGTAATTTTTTT
TTTATAAAATGATGTCATGTAGAGTTTCAACTTCGTCTCTGTTTTTATAAGGTAAGATTC
GGAATCGCTGTTTGCTGAACAGGATGTTCTCTCAAAAGCAGCAGAAAGGTGTTTTTGCCT
TAAGTCACCAAAAAAGACAAATAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTG
>McF0008B19-MGRbd1
ATGCTGGGATGCGGCGTTAACCCGGGCATTATGGCCGGGTAAGCTTTGGCTGTGATGCCC
TTAGATGATGGCTGCTTTCGGGATCTTAAGTTACGAACACCGGCCATTAAAGCGGCCCCG
CCTCGGTCCTCCGGACGTTTATCCCCAAGATCCAAAGCAAAAAGAGGATGAGTTGACTGC
CCTCAATGTGAAGCAGGGCTTCAACAACCAGCCAGCTGTGTCTAGTGACGAGCACGGCTC
TGCCAAAAATGTCAACTTCAATCCCGCAAAGATCAGTTCCAACTTTAGCAGCATCATCGC
AGAGAAGCTGCGCTTCAACAGCTTTCCCGATACAGGGAAACGTAAACCGCAGGTTAACCA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0008B21-MGRbd1
GGGGATCCCTCTGAGCCAAAGCCCCCCCCCCCAGAGCGCTTTGGGATCCCATCAACACGG
ACAGTCTGGCTGCTCTTCCATAGTTTTTTTTTTTCTCTGCAAGCGATGGAACTTCTCAGA
AGTAATGTAGCCTTGTTTTAAAATGGGAGGAGCTTAGGAAGGAGCACAAACTGGAAGTCT
GTGATGTCATGAAGGTTGACTGTGGGGCAATAGTTGGCACATTTCTTACAAAAGTGCAGC
ATAAATTAGAAGGCATACAAATGCATTTAAGTCAATATAAACTATTCAAATGCAGTGATT
GACATAGGAAAAATGATGTCAAGTCAAACCAATTGACCATTAAGTACAAACACATTCAGA
ACTGCATCTGTACATCCCATCCATCCAGATCTACGGTGTGACTGGAGAGATTTCTGATTC



CCTTCATGCAGTTTTGTCCGGGTTGAAGTGAAATTAGAACATTTAGGCAGCACTGAACTG
CTGAACAGGAAGACTAAAAGTAAGAAGGGAAGATGGGCTTGGCTGCAAGTCTGCACTTTC
ATTCACAGACTAAACTATTAGTAGCTGTTTGATGAGATTCAAAGGGGAATTTAGTCCTGT
TTTGTTAGGAAATAATATTTCTAATGGA
>McF0008C15-MGRbd1
GGGCAGCAAAACATTTTTACCGTCTAGGCTTTTTATTATTAGTTTTATTTTATTTAATAC
CAACTGCAGCCTTGGAGAGGAGATTCTCTGACTTTAAAAGATGCGCAGACGAGGAGTGCA
GCATGCTTCTCTGTCGGGGGAAAGCGGTTACAGATTTCTCAGGACCTGATTGTCGGTTCC
TTTCCTTCAAAAAATCAGAAACTGTATTTGTTTATTACAAGTTATCAGGAAGGAGGGCTG
ACCTTTGGGCAGGAAGTATTGGAAGCAACTTTGGCTATTTTCCAAAAGACCTTCTTGCAG
TAAACCACCTTTACACTGATAAAGAACTTGAAGTTCCCACAGAGGAAACAGATTTTGTCT
GTTTTGAAACAGGATATGATAAGTTTGAAACCTATGACATAGATAAATTGTTAGGTTTCT
CTGCAGAAATAAAGAATGTTGAATATAATGCAACTTCTGATCAAATCCACGAAGAAGATG
TTGCTCAGAAGGAAATGCAGCCTTCAAAAGACTTGGTGGAAATCAAAAAGGAGCCAGAGC
ACCACAGCACCACAGAAGTCATCAGAAACACAGAAGTACCACAAGAAGTATTGACGTCTT
TACCACAACTGGACACATTTACTGAGTCCACGTTAAGGGCTGATGTAGAGTCTAATTCAG
AGTTGGTGCCAAATGCGACTGAAAGGAACAACTTTGCCCTTGAGCCTTCTCAAGAAAATG
AAACCAAAGATTTGTCCACTAAAGCAGAAGTGGAGTCTGTGCCTGAAGAGGA
>McF0008C19-MGRbd1
GGCGTTAAACCCGGGCATTATGGCCGGGATCTCGGGTCCAGGCTGGCGGCCAAACAGGGC
AGCAGCTAAAGTGTGGGCGGAGCCTGAGCAGTTCTTTCCAAATAAACATATTTACTAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAATGTGGGCGGCCGGGGCCGGTCAAAAAAAA
>McF0008C21-MGRbd1
GGGATCACTGCAGACAGAAGAGGGAGCGGGTTGATCGAAGTTGCCTGGGTTTGGAAATAC
GAAGATGACGACGACAGCGATGAAGAGGAAGCTGCAAAGAGAAGACAGAGAGCGGCTTCT
CCCAGCTACATCCAGGAGCAGCGGGAGCCAAAGGCCAGGTGAGCTGAAAGCTTCTACAGG
CGTCCAGCGCTCCTGCTCACTCTTTATTGACAGAAGTCGACGCTGCTGACAAGGAGGATG
AAGGACATGAAGTACTTAAGAGACTACTGGAACAACACGCAGCTGGAGGAGAAGGAGCGC
TTCCTCCGAGACTATGTGCTTAACAAGGGCTACCTGAAAAAAAAAAAAAAAAAAAAAAAA
AAAAACCTT
>McF0008D08-MGRbd1
GGGGACTCTTTTCTCAGCACCAATCATCTCATTCCTCTGAAAACAATGCATGACTTACCA
GACTGCTTTAACAGGATTGTTTTGTACTCAACAGTTTCAAAAAGCTGCAGCTATCAGATA
TCAGATCTAGCAAAGGTATTCCCTATATGAACCCACAGGTTGTGGCCTTCCTAAAGCGCG
AGGTCTCACTAATTATTTCAAAATAAAATTGGAGGGGGGTAAAAAGTGTGGCTCTTCATT
GTTATTTGCTATTGTTTGTTTCATTGGTGCATTTTTATGCATTTTTGTGTTTTATTTGCA
AACGTGAACTCAGTACTTTTACTTGTAATCATTTTTAGGGTATAGTGTTGTTACAAAGCA
GATGAGCTGCATCATTAAAACACGAAAAGGTTTTTTGAAAGCTTTTATTTTTTTGGAGGA
AAGACTGACATGAGTTGTACTTTCCTTTCATGACAAAGAATTCTGAAACCTGCAAGATCA
GAATGTGTTGACATTGTGAACGTGTTGTTTGTTGTGTTTAATATAAAGCGGATAGATTAC
GGAATGCCAATAGAAAGCTGTTGAATTTTAAATGTGACATTGAATGGGCTGATTGGGAAT
TATGGTCCAGAATTACAGTTATTCAATTTGTGGTCCATCACCATGACACAACATCTACAC
AAAAGTCTAACCTTTCTTTTTGTAGTCATTAGCATGTCATGTATTTGAAGTAAGAAATGT
CTGTTAATTAAACTTGATTACTTTTGNN
>McF0008D12-MGRbd1
GGGCGTTAAACCCGGGCATTATGGCCGGGGAGGAAACTCACATGGGAAAGCCGTCCACTA
CTTCAGGGAAGGATTGTCTAAAAATCCCCAGCATTTCATTCACAACATCCACTAACACAT
CTGCTTTCTTCACTTTTTAGTGAGACAACTCTCTGAGCCATAAACCATGTAGGATGAGTA
AACCATCCTTTTGAGGCCTTTATGTCAAAACCAGAAGTTATTACCGTATTACAGAGAAAA
ATATTATTTATTTTGTGCTATAGCATAATTTAAATTGGCACTGATACTAGGGCAATCATA
TATCTTCTTATTCCGCTTCTACTAAACTCTTAGGATAGACTTTTTCGTGTTATTTCCAAC
AGTGTGGTTATGACTAAGTTTGTTGCAGAGCAGTATCACTTTTGCTACATACACTGTAAA
ACTAATAAAATTGACATTTCTCACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGT
NAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTTG
>McF0008E01-MGRbd1
TGCGCCGTTAAACCCGGNCATTATGGCCGGGGCTAAAATATAATCACTTCCATGTCATAG
AGTGTATTCTGTTCATGGTCTTGTAGCACTTATAGAAAACACTGCAGCTCCAAAATATTA
TTATATAATGTTTTCATTATTTGTGAATTGGGGCAACAATTATTAGATGTAATGTAACAA
ATAAAATCTCGTACCTGCACTTTATATATTATATAATAGAGGACCTAAAGGCTATGAAAA
CAAGTCTTTGCTTTAATTTTTTCTTAATTTTAGCAACAGATTATGTTTCATTTTAATATT
TTGTCATTTTGGGAAAAAAGCATTATTAGGTAATTTTATATTTGAGACTTTTAAATGTTG
GTGCCTGTTTCTACAGTACAGCATTTAGAATGATAAACCTTCATCACTAAGAAAGAAAAC
AGGATAAAAAGGAAAAAAGAGAAAACAAAAGAGTCAACTTTACTGAATGGTACTTCTTTA



ACTTTGAAGCATGGGGGTAGATTAACCATGGTGTGGGTTTAAGGGTTTAAAACAGTGTGA
ACCTGTAACTTTCTAACAGAGACAACAAGCCGATTTAATGCATAATAGACCTTGTGCAGT
GCAAGCTGAAAAACCACTGTTTAAAACCAATCAAACCTTTCAAGAAAAGTTCTGGATTTA
CCTTTAAAAAACCAAAATGTCCTCACTAAAACTGTTAATTTTTAATTTCAGGTGTTACAG
TTTGTGACAGAAGTGATTCAGAATGTTCCAAACAAACACTGAGAGCACATCTG
>McF0008E14-MGRbd1
GTTAAACCCGGGCATTATGGCCGGGTTAACAAAAGGACGTGTTTGTGCATGAGGGATGCA
TGTCCACCGATATCATTGATTTTTTGCAAAGATCAATGCTAAACAAACCGACAGCTTGTG
ACAGTCTAAACCACTAAAGAGTGAACAGAGGTTCATTTGAAGGAATGGGTTAATACCAGA
ATTACAACAATCTTGCTTTTTGCTGTCCACCAATTATAATCCTTTTGAAATGTGTTTGGT
TATGCAACTGTAGAATCATGCTGCAAATGCTTTTGTAGAGGAATGCTATCATGCTACTGT
ATGTCTTGCTCTAAAATGGAAAGGGTTCGGACAGGGGTCTGCAACCTTTAACGCTGTCAG
AGCCATTTGGTCCAGTTTCTTACAGACCAAAACCCAGTGAGAGCCGCAAAGTCCCACTTT
GTTTAAAAATAAAACAAACTTTATTATTTTTTGTGATTATTAAGCCATTCATTTTTTTAA
ATGTAGTTTTAGACATTTACATTAGTTGAATTAGAATAGTGTTATTTTTTGCTATAAAAC
TAATTTAGCTTATTATTTTTATTGACCTCAGACACGTGCAAGTTCCTTTCAAAATAAAAT
ACATGCTGTATCAAATCCGATCCTCCTGCTGCAGCAGATTTACTTGAAGCAAAAAGAAGA
AGAAAAAAGTCAAACATTACATTTTCTACCATTTTGTTTTTGGTCTGCCTGCATCTTTTT
>McF0008E15-MGRbd1
CGTNAAACCCGGNCATTATGGCCGGGGGCCTCCCACTCACTCAACCGTCTTATCCACTGC
TCTCCTTCACCAACGCTGTCAGTTGTTTTGCTCCTCGGGTCTGTTGGTTTTCTGCTGAAC
TGCTGGGCATAATCTGGATGAAAACGAACTAAATCTGAGCTGGGAGCTGTGCATGGAGAC
TGGACTGCAGACGAAACATTGGAGGATTATAGAGGGAGTTCCCAGCACGCCAACTTTCAC
TATTTTTTTAGAACATATTTTTGAAGAACTTTTAAAGTAGAAACATGGGCTGCTCTCCTT
CAAAGGGCAAGTTGTTTTCAAAAACAGACAAGCAGGGACAACAGGAAGATCTGCCAATTG
ATGCGCCTCTTTTTCTGTGGGGGTCTAGGCCTGCAGAGGAACAAAAACCTCCCCTGATNA
AGACTGATGATACAGAAAAGGAACTTCCCGTTCTTGATGAAGATGCTCACTCCCGAGAAA
TGACCACTAACACAGCTGTGGAAAACACAGGGGATGTTAGTGACGCACAGGTGGATCTAA
AGCCTCAGGAAACCCCAGCTGAGGTCATACAGGCCGATAACATCAGGAACATCGAGAAAC
AAAAGAAGAAAAAAAGCAAACGATTTTCTGAGAAGCAAAGGAAGTCTTCTGCTCTCCACA
GAAAGGTGGATTTCCCATCCCATATGGTGAGGGCTCACCAGGCTGCTTACTCTTTTCTGA
ACCCTAACATCTCCAAATATGAAACCCTTCTTGGCCTGTTGGACCAAGCTGCCC
>McF0008E18-MGRbd1
GGCGTTAACCCGGNCATTATGGCCGGGGGACGACATATTTAAGCGACTTGTAGTTCATAT
CCTGCACAAGTTTTTAGCTAAAGGAACAACAACAAAAAAACAACAACGATTATCTTGTTT
AGTAAATGCAACGTTTAATACCTTAAAAGGCACATTTATACGTCGTTACAAAACGTTTGA
CCTCAGGGGATAAAACTACTTTAAAAAGCAAAAGATTTGTTAACACTGTAGCACGTGATG
AAGCTGGAGCTTTCCCGTGTGATACAAGGAGGCGCTCGTTTGGGTGTTCTGCAGGGAATC
GGGAGGACTGGTCAGCACTCTCTTAAGGTCCCGGGATGTTTGCTGTACACACACTTTGGC
ACCGTCCCGCACCTCACTCAGGACGCCCAACAAACTGTCAACAACCTCTCTTCTGTCACC
CAGGTCACTTTGTCTAACATAGCAGAGCACCAAGAGGTGCTTGAGGAGTTTAAGGAAGGA
TTCAAGGCGTTTGCAGGGCTCCACAATACAGTACTTTACTGCTCACTGCATGACCCTGCA
ACACGCAGCCCGACGGGTTACGCCACCAACAAGACGGTGTCCGTGTGGGGCAGTGGTGGG
CGGATAGAGCTGACAGCGTCCAAGTTCATGGCTCTCCTGAAGACGGTGAAGCCCGACTGG
TATCAGAGCATGGCAGATGGAGAGACCTGGCAGACCAACACTTCTCGAAAAAGGATCCGG
AAGTCTGTGGATCGAACTTTGGCTTACTTGGATGAATGCCTGTTGNTGCAC
>McF0008F01-MGRbd1
GGGATCCCCGNTTAACCCGGGCATTATGGCCGGGGGAGTGATGGAGGGGCAGGGTGTTGG
AGGACACAGCATATTCATCCTTTTGTACAGACGAATTCTAAAAACATGATGGCTTGTACA
GAGTTTGTCTGCTTGTAAAGGGGAGTTGAACCGACATGCAGCCTTCTCAAGTGTTAGTTT
TACACAAAAAGGTTCACTGCAGGTTATCCTCATATAGAGTTGTCCATATTAATCAGAAAC
TAACCAACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0008F11-MGRbd1
GCGTAAACCCGGNCATTATGGCCGGGGGAACTGACAATCGGTGGAATGACATTTACCACG
TTTGACCTGGGTGGACATGTACAAGCTCGGAGAGTTTGGAAAAACTACCTGCCTGCAGTG
AATGGAGTGGTCTTTCTTGTGGATTGTGCGGATCACGATCGACTTCCAGAATCAAAAGTT
GAGCTAGATGCTCTTCTTGGAGATGAGACCATCGAGGATGTTCCTGTCCTAGTGTTGGGC
AATAAAATTGACCGTCCAGAAGCCATCAGTGAGGGAGGACTGAGAGGAGCATTTGCTCTG
GATGGTCAAGTCACTGGAAAGGGAAACATCCCCAGGAAGGATCTGAATGCTCGCCCGCTG
GAGGTGTTCATGTGCAGCGTGCTGAAAAGGCAGGGCTACGGGGAAGGGTTCAGGTGGTTA
TCGCAGTACATTGACTGACACGGAGACGCTCAGCTAAAGAGCTTTACAAAGAACCACAAC
AAAGATTGTAAACCTGAGCAGGTTTTAGGGACAATTGTTGCAAATTGTGAAAACAGTTAC
CTAAAAGTGTTAGCANANAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0008F22-MGRbd1



GGTGACCAGCTGTGTGATGAATGTCAGGGCACTCGCTGTGGGGGGAAGTTCGCTCCTTTC
TTTTGCGCCAACGTGACCTGTCTGCAGTACTACTGTGAGTACTGCTGGGCGGCCATCCAT
TCTCGGGCCGGACGGGAATTCCACAAGCCGCTGGTGAAGGAGGGCGGGGACCGGCCGCGA
CACATCTCTTTCCGCTGGAACTGAGGCGAAAAGAGCCGCCGCACGATAAGGGGGAGGGAC
CAAGAAATTTGGGAAGGAATTTGGGCTATGATATGAAAAAAAAAAAAACATGCACTTTTC
CTTTAAGTTAAAAAAAATATTAATTTATTTTTATTTTTTACCTTTTAAATTGGGACTTCT
AAATGAAGTAAATACAAAGAAGAGTGAAATCCCATTTATGTTTTGACTTTAGGTGTGCAT
GAGCATTTATGGATGCATTGCTTTTTGGGTTTTGATGTTTTCTCTTTCTTTACTTGACTG
TACTTTTTTGTTTTTAGTGTTAGCTGGCTGAGCTGCTTTTGTTTTGTTTTTGTTTTTTTG
TCAAGAGTGACATAAAATCGAAGTGAGATGCATTATATCTACATCAGTATACAAACGTTT
TGAAAGTCGGGGTGGCTTTTTCTTACCTATTTTTTTTTCTTGCAGGATTGGAGAAAATCT
TTACCAATTTACCAAAC
>McF0008G07-MGRbd1
GCAATGGCCGNTAAACCCGGGCATTATGGCCGGGGAATTTCTACAGCAACTGACGTCAGC
GCCACCATCAAGAGAGACGACGTGTTGAGAATAGTGGTACGCCGTGGCAATGAGGACGCC
ATCCTCACCATCATGCCAATGGAGATTGATCCTTGATAATCCTAACTTCACTCCAAAGGA
GTCGGAATTAAGTTAAACTTCTTTCTAGTGGACCTGAAATAGGAGGGGCTTCCACTGACA
AAGCCCTCTTCCTGTCTCCAAAGGATTATAAACTGTAAATTTCTTAAAGAAACTGCTCAA
CAGAAGCTACAGAAGCAGTGCTGCCTTGTTGTTATCCATGTGACTAGTCACTTTTAGTTT
TTAAAAGCTTTGATTAATACTAAACTACTGTTTGTTTTCAAACATGAGACTTGGATTGTT
GTTTTATCAATTTTTTTGTGCCTTTAAATGTTTGCTCGGTCAGACATGCTGCCATTGTTG
GCACGTTTTAGACTCACTTTTTTTTTCATAATTGCTGTTTCTAAAAACTTTAATCAAGTA
CTGTAAAAGTGTTGTTTAATGTTTTTTTTGTTTTTTACTTCCTGGTGTATTCTAAAGATA
AAATAAAATGTGTTTACTGAAAAAAAAAAAAAGAAAAAAAAAAAAAAAAAGGCCNANAAA
AAAAAAAAAAAAAAAAAAAAACCCTT
>McF0008G09-MGRbd1
TGGCNGTNAAACCCGGGCATTATGGCCGGGCCGACATGTTTTTTTTTTTTTTTTTTTTTT
TTTTTTTTAGGATCAGCCACTTTTAATAGAGGGAATCCTTATAGTTTCGCTACACCGCCG
GAGGAGGCTGTGCTGACGATGGCGCTCTTTAACACACATCCACTGACCCCCTTGTTTACT
GGAACAACTTCTACAGGGAAGCACTGGGTCACATAATACAAACCGAATCACAGCGGCAGA
AATGCGCGCGTGAACCTTTTTCTACCAAAGACCACTGGGTTGTTCTGCAGTGCGAAACTA
TAAGGATTCCCTCTATTAAAAGTGGCTGATAGTGTAAAAAAAAAAA
>McF0008G15-MGRbd1
TTATGGCCGGGGGCTTGTCCGTCTAAAGATGGCGGAGTATGCTAACCTGGTTCGAAGGGC
TTTGGGCCAAATAGGAGGTCATGGAGGAGTCCGAGGATTTCTCCTTCAGCTGTTCAGAGT
AAATGATGTGAAAACAGGCACTTTGATCGGTGTGGACAAATATGGAAACAAATACTATGA
AGACAGAAAGCATTACTTCTTTGGTCGCCACCGTTGGGTCATCTATACGACGGAGATGAA
CGGGAAGAGGACATTATGGGAGGTGGATGGCAGCATGGTTCCTGCTGAATGGCACCGCTG
GCTGCACTGCATGACCGATGACCCCACCACCACTCACCCTCCAGAGCCCATTTTTTTTTT
TGTTGGGGGGGACCAGCTCAACGAAAAAAAAAACCCCCCCCTGTNNGTGTTGTTCCCCAC
CACTCGCAAGAAGATCCACGAGTGGGTCCCCCCAAAAGCTGGAGCCCAGTGACTCCAGAT
GGCCGCCACCTTTCCCATTCTGTAAAATATGGTTTTCCTACCTGTATCTAAAATAAATTC
TCTAGACCCAAAATA
>McF0008G18-MGRbd1
CGGCCGTTAACCCGGGCATTATGGCCGGGGGAGACAGCGCTGCATCCAGGCGAGAGTGAG
TGGAGTCCAGCGGTCTCAGCTGGAAAAAACATCGTTTTCGACATGGCGATAACAGCGGAC
CACATCAAGAACAAACTTATTAAGGAGCTTTCGGCAGCGCATGTGGCTGTCCATCACCCC
GAAACCCAGCAACAGCACTGCAGCATCCATCATGACTGCAGCGCGTCGATGCATAATGAC
GTGCTGGTTTTTGCAGGACGTGGAGGACACCTCGCCCAACAGATGTGCCGCCAGCTTCAA
AGTCCTGGTGGTGTCGCCGCAGTTTGAGGGCAAAGCGCTGCTGCAGAGACACAGGATGGT
GAACTCGTGTCTCGCTGAGGAACTGAAAGAAATTCACGCCTTTGAGCAGAAGACGCTGAC
TCCAGAGCAGTGGGACAAGCAGAAGTCGCAGTGATGCTCCTCTCCCTTTCTCATCTTTCC
AGTCATGTGAGAAGCAGCTGGAGGCTTTGTACTGTTTGAAATCCAACCAGATCTGCTGTA
GTTTACTTTCAACAATAAAACCCAGACCTTCCAAAANAAAAAAAAAAAAAAAAAAAAAAA
CCTT
>McF0008G21-MGRbd1
GTACGGCGTTTAACCCGGGCATTATGGCCGGGGGATTTCGCAACCATACTTTGATTGGTC
CGAACCTCGGCAAATGCCTGCCTTCGATAAGCCTTGCATCGTGTTTTGTATTTTCAGGAC
AACAAAAAAACGGCGGATGTAACGTGGAATAAAACGTTAACCAACGACCCAAGACCAAGA
TTTTCTCAAATGGAAAAGAGTCAAGATTTCACCCTTTGTGGGAAAGATGTTGTGACTGAA
GCTGGTCTAAGAGATGATTACTACTGGAAGCTTGTTGCTGACTTTATCGGCCCTCAGTCA
GGAGAAGAATTGACGCTCGAGAAAACATCATGTAAATACAGGGTTCTGATTCAAATTGGA
CTTCTGAGAGAGGACAATAACTTTCCCTGGATCGCCATCATAGAGTGGCTCAAAAAAATC
TTCCCCAGGCATCAGTCTGCTGACTTTCGGCGACTGATTGAGAGGGGCATCGCAACTACC



TTGAGTCTTGAAAGTGATGCACGGCTAACTTTCCTCGAGTCAGACGTCAACTTCAGCTTT
GTCGGCCCAATATGTGACAGCATTGGTGTAGAAAGGGAAGACCTTCTGGAGCTCACAAAT
TTTTCAGAGCGAGCTCAGTCGATAGAGGTCACAAATGCACTGATTCTTGAGCTGAGCGAC
TTTATCGCTCGGGAGAAGCTTTCTCCAATTGTCATTGTTACTTGGCTGAGAAACTTCAAC
CCTGAGTTCTGTAAAGACGGGGACATTCAGAAGGCATATAAAACCCTGAAGCCTAAGATA
AAGA
>McF0008H01-MGRbd1
AGCGCCCGTAAACCCGGGCCTTATGGCCGGGGGACGGAGCCCAGATCCCGGGGTGGGACC
GGACCCGCGGATACCCACACACACTGGACCGTTTTGTCGGCGTCGTTGTCAGAACCAAAC
AGCGGACTCGTCTTCTGCTGTTTTGTCCCCCACCATCATCATGTCTTGGTGCCTATATCA
AATAATCCAACCAGCTTTTGGATCATGGAACCAGGATCTTCCTGCACTCATGAAGGCCGG
CAGCGAGGAGCGGTGGGCCTCACAGCAGACCGACTGGAATGTGGACCATATGCAAGAGGC
ATCCCAGGAATGTACCTCGGCCTCGCTGAACTGACCAACCTAAAGACAGTGAGAGCGGAA
GAGGATAAGGAGGATACAATTAAGGTGGTGCAGCAAAGAGAGTTTGCCTTGAAGCCAGCT
CATAGCAGTCTGTTGGTGTCCCTGTGCCAAGCAACAACCACTGAGGCCAAAAGCTGAAGC
CAACACGGAAGAAACCTAAACATGTTTTGACAAAGTGAGTTTTTCTGTAACTCTTAAAAA
AAAAACTCAAAGTTGTTGTATCTTTGGAGTTTATTGAGGATCTTTGCTGTAGTTGAAACG
CAGACTATTTCTAGGCAGCGAACAGCAGACCTGTATCCAAAAGCTTTAAGCAGTACTCTT
TTGTCTTCCCGTACCTGAAGAATG
>McF0008H07-MGRbd1
ACGGGCGTTAAACCCGGGCATTATGGCCGGGGGAGGGAATAGTGGAACGGCTGTTTAAGT
GGGCTCAAGAGGCCGAGCAGCCTCTCAGAATTTATGCCACAGGATTGTTGGCAGGTGCCA
TGGAGAACCAGGACATTGCTGCCAACTACAGAGAGGAGAACTCTGTTTTGGTTCCTTTGA
TGCTGCATCGTTTGCGTGAGCTTCAAGATAAAGATGCCGAGAACAAGAGGGAAATCAAGC
GAATTAGCCCAAGGAAGAGTCTAAGTGCACCTTTGTTACCTTTAGACGAGGAAACTGTTG
ACCGAAGCTTTGAAGAGAAGCCCTTCACACCAAGTAGAAATGGAGCTGACAAGCAGGGGA
TGGGACCAGAGGAAGATCGGGAAATTTCTTTTTCGCCCAACGAGCCTGAGAACGAGCTTT
CATTCCATCTCAACTCTCCTCACAAGACGAGCAGCCGCGTCAACTCAGCCGTTAAAACCA
TGATGAAGCCCATGTCCGCCTCAGGTTTATCGACGCACCCAGGTTTGCCTGACGGTAGCA
GTTACCTGAAAAGAAGGACTGAAAGGGAGACTGCAAGGACGTCAAAGCAGAAGCATAGTT
TCTCTTTGCCTGAGCCAGAGAGGAGCTTCAGTGAGCTTTCAAACAGCAGCTGGTCTGAGA
TGAGTCCCTGGGTGATCGGCAACAACTATCATCTGTACCCTTTAACCCCCGAGATCGAGC
AGAGGCTTATCCTGCAATATCTTACTCCTTTGGGGGAGTATCAGGAGCTGCTGGCAGTGT
T
>McF0008H18-MGRbd1
GCGGCGTTNAAACCCGGGCATTATGGCCGGGGGACTGCTCCTCTCTGCTCCACACATCGT
CTTCCTGATGACGATGATGAAGAAGAAAAGTCTTCCTCACTCTGTTATGGCTTCTGTCTG
TGAAGTAAGTGGGTGGAAGGTGACGGCGAGCTCGCTCAGCGCCTCTGTCTGGTCCACCCT
GACGCCTGCCTGTTCCCCGTCCTGTTTCTGGTTCCGGTCGGCGTCTTTGCCCCCCGGCTT
TCCTCCAGCTGGGAGGCTGAACCTCAGGTGGATCATGAGCCGATCTGCTGCTGATGTCGT
AGCTTCTGGACAACCTGAACCCCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0008H19-MGRbd1
CCGTTAAACCCGGCATTATGGCCGGGGACACCAGTAGAACGAGCCAGATGTGAGAGCGGG
CTCGTGCGCTGCGGGCTCGTGCGCCTCGTCCGTTGGGGGCTTGTTCGTGACCGACACGGT
CCAGGGCGGCTCGTCTGTTGAACGGAAGTCTCGGAGTCTCCTTCGAGGAGGGCTGTCCCC
CTTTAAAGAGGAGTTTCCTCCCGCACGCGCCGAAACCTGTTGGACATGGACACCTTCTCC
AAATCAGACCCAATTTGTGTTCTCTACACACAAGCCATTGGAAACAAGGAGTGGAGAGAG
TTTGGGAGAACAGAAGTGATCGACAACACGCTTAATCCAGACTTTGTGCGGAAATTCATT
CTGGACTACTTCTTTGAAGAGCGTCAGAACCTCAGACTTGACTTGTATGATGTGGACTCC
AAGAGTGCCAACCTGTCCAAACACGACTTCCTGGGCCAGGCTTACTGCACCCTCGGAGAG
ATAGTGGGGTCATTGGGCAGCCGCTTGGAAAAACCTCTTGGGGGGATTCCGGGGAAGAAA
TGTGGGACCATTATTGTGAAAGCTGAGGAGCTGAACAACTGCAGAGAATCTGTGATGATG
CAGTTCTGTGGGAACAAGCTGGACAAAAAGGACTTCTTCGGCAAGTCCGACCCCTTTCTC
ATCTTCTACAGAAGCAACGAGGACGGCACATTCACCATCTGCCACAAGACAGAGGTGGTG
AAGAACACGCTGAACCCCGTGTGGCAAGCCTTCAAAATCCCCGTGAGAGCTCTCTGTAAC
GGGGATTACGACAGTCACGACTTCATTGGGGAGTTCAGCACCAGCT
>McF0008I04-MGRbd1
GGGATCGGCCGTTAACCCGGGCATTATGGCCGGGGATTGCCTGAAATGTCTTTTAGAGAT
GAGGAGGGGAATGAAAGTCTTAAAAAGAGTAAAAAGAAGCTGAAGGGGGAAAGTGCTTGG
AGACCGGAGGGACCCCGAGACCCATTTGCATTGCTGGACTCTCTGCCCGAGAAGAAACAG
CAGGAGATCCAAAGAGCCCTTCATCTATTCTCCTTGGGCAGGAGTCTGCCAAAGACTTTG
CAAGAGGCCAAAAAACACACCTACCGCTTCTGGGGCACACAGCCTGTTCCCAAACTAGGT
GATGATGTCACAGCTCATGGTCCGATAGAAGGAATTGAAGCCAGTGTTAGGGATGAACCC
TACACTCTGCCTCAGGGTTTTTCCTGGGATACTCTGGATCTGAGCAACCCCTTTGTTATG



AAAGAGCTGTGCAGTCTGCTAAATGAGAACTACATGGAAGAAGATGACAACACTATCAGA
CTCGACTTTTCCTCCGAGTATCTGCAATGGGCTTTGCAACCTCCCAGCTGTCAGTCACAG
TGGCACTGTGGAGTGAGAGTGCAAGCCAACAAGAAGTTAGTGGGCTTCATCGCCGCTGTC
CCTGCAGATGTTCGCATTTATGAGACGGAGAAGCAGACGGTTCACGTCAAGCTCCTTTGT
GTTCATAAAAAGCTTCGGCAAAAGCGGATGGCTCCAGTTCTGGTCCGAGAACTCACCAGA
AGGGTAAACCTGCAAGGTCTCTACCAGGCCGTCTACACAGCTGACATCGTACTCCCAACA
CCGCTGAGCTCCTCCAGAC
>McF0008I07-MGRbd1
TGCGTGCGGCCGTTAAACCCGGGCATTATGGCCGGGGGGGATACCGGCTAAAGAAGAAAC
CTATTAGAAGCAGGTGGAATCTGTGTCCTACGAGACCTGAGCAACCATCTTTTAGATTTG
AATGGACAAGACAGCCAGAATTTTGCAGCCCAGCTAGTAAAATCCAATAAAAGTTCCATA
ATGCCTGTGAAGAAGAGGAAGCTGCCGGACTCTGATGATCAGAAGCACAAGTGTAAAATT
GCAAGTTTTACTCGACCACAGATCCGCGGCGTGAAGCCAATCAGCACCGAAGCCCTGTTT
TCCAGTAAGAGATGCTTGGCCTGGTTCCACAATTACGCCGGCCCCGACAAGGTGTTTGGT
CCTGAGGCCATGGAGAGGTTTTGTGAGGACATCGGCGTGGAACCAGAGAATATTATCATG
TTAGTTTTAGCTTGGCATCTAGAAGCAGCAAATATGGGATACTTCACAAAAGACGAGTGG
CTTCGAGGAATGACTATATTACAATGTGACTGCACAGACAGATTACGAAGCAAACTGGAT
TACCTGCGTAGTGAGCTCAACGATCCTGTAGCCTTCAGAAGTATTTACAGATATGCCTTT
GACTTTTCCAGGGACAAGAATCAGAGGAGTTTGGACATGGACACTGCCAAATCGATGCTG
GCTTTGCTGCTGGAGAGACGATGGCCTCTTTTCCCCATTTTCCAACAGTTCCTGGAGCAG
TCAAAGTACAAGGGGTTAAATAAGGACCAGTGGTATAATGTTCTGGAGTTCAGCAAGACC
ATCAACACAGACCTCAGTAACTACGATGAAGACGGAGCGTGGCCG
>McF0008I09-MGRbd1
TGCGGCCGTNAAACCCGGGCATTATGGCCGGGGGATCCTCAGCTGATCACCTTTGACCTC
TGGAGCCTGTTGAACTCCTTGGTTCCTACCGTCTTCAGGAACGTTCAAAAGCAGGGTTTA
CACTCAGAGGGGGGTTCAAACTTTATGCCACTCTCAAAGAAGACGTTGTTGCACAGCTTC
ATTACTGTCAAAACAATCATGTTTAAACTCAGAAATTCTCACGTCATGGATGTGAGTGGG
GCACGGCCGTGTCTGATAGCAGAAGGTTTTCAGGTATTTCGTGTTCATTGACATAAAACA
GCTTTTATTTAGTTTTTGAAGAGTTATAAGCAAACTCATTTGGTGTTGATGTCCTTATGC
TAAAGCGATTTAGTTTTTCTGAAACTAAAACGGCTGTTTTTCTGGCTTTTATCTTTTAAA
ACGTGAAAAACCGCTTCAGAAAACGGAATCTTATTTTCATGAGAGCATCCTGAAAATACA
GATCAGAACACACTCGTACCAACTATGGTGTCATGTTTGCTCTGACAAACGGACCTGAAT
GTTGTTGTGGAGCAAAACATTTGCCGCTGTAGTGCTGTTACTGTGCTGTCTGCCCACATA
TATACTGTAACCTGTACTCTGTGTAATAAATACTCCAAACATGAAAAAAAANGANAAAAA
AAAAAAAAAAAAAAAAAAAANACCTT
>McF0008I10-MGRbd1
TGCGGCGTTNAAACCCGGGCATTATGGCCGGGGCCCCTCACTCGGCACGGACTCCCGTCC
GCCTCTCCATTTTCAGATCGTCCGGACGCAGGTCAACATGTCGACTTTGGACGCGCTGAA
AAGTGTCACGGCGCTGGTAAACGTGGACGACACGTCGCTGGCTCTGCCGTCCCGCCACAA
GCAGCTGACGGGGGAGCAGCGGGTCCGGGAGCAAGTGCTGACGGTCAGGAGGACCAAGTC
CAGGCTCCTCAGCAGCAGCAGCAGGAGCGGATCTGCGCCTCTGTCCCCAACCAGCCCTTT
GGATGACTCTGTGTTTGTGGATTCTGCAAAGTCGATTTCTTTCAATGGAAGCCTCTTTTA
TGGCAATGGATACTCAAAAAGTCACATGTTTGAGAAAAACATTAACAGACAGATAGCCAA
CAGTGCCAAAGTGTCCGCTGCCAAAAAATATGCGTCTGCCTATCACCATGAGAGACGCTA
TGGCCCTGGGGATGTCCCACCAGTGGGGCAGAGAAACACCAGTCGCAGCGAGCCGGATCT
GGTCTGCCGGCGCTCCGTGGTACAACCCACTGTTCCGCCACAGAGAAACGTCTCCAAAAC
CAGCAACTACTTGGCACAGAGGAGCACCAGTCAGTATATCACTGGCTCCATCCCACATCC
TCAGCCTCTGCATCTTGCAAACGGCTCTGCTAAGACCAAAATGAATGGCCAGTTCATTTA
CAGTAAGACTAACGTCAACAGAACACAGTCAAGACCTTCTGTGATCGAATCTACGTCCAA
GAGCAAAGGACACTCTTGGATGAATGGAA
>McF0008I15-MGRbd1
TTATGGCCGGGGAGATGGGAAAGACACGAAGAAGAGGAAGCAGGCGGAAGAAGAAATCAC
AAATCAGCTGTTAAAAACTAAGTGACTTAGATGTCAGCAAAGAACTGAAGAAAGAGATGT
TCGGTTTCGCCTCACTCTGAGGGTTAAACCCCCGTCAAGATGCCCGCAGTGTCCACAGAG
GTGAAGGAGCTGTATTTATCCACATCTCTGGGCGAACTCAACAAAAAAGCGGAAATCAAG
CCCGACAAGACCAGCACCAGGAGTTATGTTCAGAGTGCCTGCAAGCTCTTCAAGGCAGCA
GAGGAATGCCGTTTGGACAGAGATGAGGAGAAAGCGTATGTCCTTTACATGAAATATCTT
ACGGTATATGACATCATTAAGAAAAGGCCAGACTTCAAGCAGCAACCGGAGTATTATATT
ACTCTGCTCGGTCAAAACAGCTTCAAGAAAGCCATAGAAGAAGCAGAAAAGCTCTCTGAA
AGCCTTAAACTTAGGTATGAAGAAGCTGAGGTTCGAAAAAAGCTTGAGGAGAAGGAGCCN
ANNAAAAAAAAAAAAAAAAAAAAAAAC
>McF0008I16-MGRbd1
GGACTGCGATGCGCCGTTAACCCGGGCATTATGGCCGGGGGGGGATAGTTTGCCCTTCTG
AATTAGTGTTTCTCTGATGGAGTGGACAGCAGTTAACCTGCCTCACAGAGTCCTCTAATG



TCTGCACCAGTCTGCTCAGGAAGGACGGGGTGCCTGCTGTCCTCTCTTTCCTCTCCTTCC
CTCCATCCCTGCCTTGTTCCATCCTTCCCTCCCAACTGCAGGTTTTATGAGCTCCCCTGG
GCTCTCATCCATCTCTGTCACACACAGGCCCCATTATTGGAGCTGCTCACAAACTGGTTG
GGCTGCAGATGGGAAGGGCCTGCAGGACATATATGGTTTCTGCAGCCCGGACAAAGACCT
GCAAGTCACACCACAAAAAATATGTGTTAATCTGGGTGTGTCTTTAGCGTGTTTGTAAAG
CTGCAAACGAAAAAGATGTGAGAATGTTAATTGGTGTGTGCATGTGACTGTGTGGGCTGG
TTCAAACTTAGGGAAATTCTTGAACTGGTTTAGCCACTGGGAATTTAAAGCAGCGCATTT
TAATATGAAGGACATGATAATCCAGAGGCCATCTGGTCTGCTGGTCTCATCTGACTGAAT
AAACAACAGATGTAATCTGAAAACACACACGAGGAGGTTTGGAAAGAAAGAAGCCAAAGT
TTAGGAGTGAGCCAGAGAGCGTGAGAGGCAGAGCGCAATTTTAGGCAGCGGATATTTGAT
TTAAATGGCAATAAGAATCCTGGCTCCACACACACAGACAGCCATGAATAATGAATCATC
AGGCGTCTGCTGACGGAGAGAAAGC
>McF0008I18-MGRbd1
CGGCCATTATGGCCGGGGACCACTGAGCACCCTGTTTTGGTTCTTTACAGTCGATAGCTT
CATTGCTTAAAAGGTAATGTTAAATTCAGGAACATTTGAGAGCAGCAGCTAAAATAAAAG
AGGAGCAGATTAAAAACACGGATAAAGCAGTAACTGTACGGGCCGGCCAGCTATGGGGAA
TGGTGGCAGCAGGGTGAACTCAACAGCTGTCGGGATAGCTGTGGGTTTTGGGATCCTGAT
CATTCTTTTCACCATTGGAATTGTGCAGTTCTGCTGCAAGTACAAATGCAAAAAGTTGAA
AAAGTGCTGCAAGAAGAAAAAGAAGAAGCAGAAGATGGAGTTTAAAGACAAAATTCTCAC
AGTTTGGAACGACGTGCAACCTGCGAATTGGCGTCCCCTGCAGCTGCATGCGGTCTTGCC
TGTGAGAAGGTCCCGCAAATGCAGTGAAGAAAATCAGTGGGAGGAGTGGACGGTCCAGGA
TGCTAAGTGAAACGGCGCACATAGCGAAGCCTCGATTGCGCAACACCTGGATCATCGCAT
GCCTTCAGATTTTTCAGCTTATGCTAAGAATGTTATTCTTTATTAACTAATGTAGACATT
TTTATTACATCTCTTTCTTTTCCATATTAAATGTATTTTATGGAGAGCAA
>McF0008I19-MGRbd1
TATGCNGNTTAAACCCGNCATTATGGCCGGGGGTCGCGGAGCCTTCCTTTCCTGCACACG
GTCAGAGCGTCCGTCCGTGCGAGCCGTCCGGCAGCCAGCAGCAGCCATGGTCTTCGAGGC
CCTGGTCAGCGACACGCTGAACAGGTTCATCGGGGACTATGTGGAGAACCTGGACAAGTC
CCAGCTGAAGATCGGGATCTGGGGAGGAAATGTTGTCCTGGAGAACCTGAAGGTGAAAGA
AAATGCTCTGAGCGAGTTTGATATTCCCTTCAAGGTGAAGGCTGGTCAGATTGCGAGGCT
GACCCTGAAGATCCCGTGGAAGAACCTCTACAATGAAGCGGTGGTTGCCTCCATGGAAGG
GCTGTACCTGCTGGTGGTTCCTGGAGCCACTGTGAAGTACGATGCAGCGAAGGAGGAGCG
CTATCAGCAGGAGGCGAAGCAAAAGGAGCTGCGGCGCATCGAGGAGGTGCTGCAGGTGGC
CACCAGCAGAAACACTCCTAAGGCAGAGAAGAAGGACACATTTGTGGAAAAACTGGCCAC
TCAGGTGATCAAAAACCTGCAGGTGAAGATCAGCAGTATCCACCTGCGCTATGAAGATGA
TCTGTCAGACCCACAGCGCCCCCTGTCCATAGGACTCACACTGTCGGAACTGAGCCTGCA
AACCACAGATGAAAACTGGAAGTCTTGCATCTTAAACGAAGCAGCAAAGATCATTTACAA
GCTGGGTAGTCTGGAATGTCTCTGTGCCTATTGGAACGTCAACAGCGTCATGTTCTACAA
GGAATCATGGGAAAATATTGTGGACAAGCTGAAGCGTGGGATCAGCACCAAAGAGCAGGA
GTTGCC
>McF0008I23-MGRbd1
GGCCGTNAAACCCGGGCATTATGGCCGGGGAAAATGAAGGGGGATTAATATGTTCAGAAG
ACTTGCTTAAGATAAACTAGTAGAGCCAACACGTTATATGCTGTTTTATAACTTATTTAT
TTTCATAATGATGGCATAAGGAAGTGTATCACAAAAAAATTAATTCTATTTATTGCATTT
TTGGGATACCCTTTGAGTATTTTCATATTCTGACAGACCCAGCGCCATCTTGTCACATTT
GCGACGTACATCTGATGATCCAGAACATGACGAGGACGAACAGGAAAAACAATTAGGAAT
ATAATATTCGGCGGACAAGATAAAAGGAGGTAAGCTATATTAAATTATATGACATAGAAT
AAATCACCATTACGCTCCACGCAGCTGGTAAAGATTATAAAGTGGGTTTAAACATCTTGA
GAAGCAGGCTAACGGAGCAACTAGCTAGCTTGCGCTAGCACTATTTTAGCTACTCCGTCA
CTTTTTTGTAAGTATCCTGTATACATCATAAGTATACTTTAAAATACAATTAATGAGATT
TTGGTTCTGTTTAAATATGTTAAATTAATTTTTTGTTTAGTAAAAATGTATTTCAGTGTT
AAGAAGTATGCTATTGTAGTAAGCTAACTTGAGTTATTGCTAGTCCAATACTGCTCAACT
GTAACTCAGTTTTATGCTAGGGTTGCTAGATTGGGCAGTTTCCCACCCAAATCGGCCAGT
TTGAAAGACTGTTTGTCATGTATGCTTGATGATCTTAAAGTTAGAATGAAAACTTGCTGT
TATCAAAAATTGTGACTTTAACATTTT
>McF0008J03-MGRbd1
GCCCGNTAAACCCGGGCCTTATGGCCGGGGAGAGGATAGAACAGAATCAGGATGAGAGGA
CTAACATTATTCTGTCTGTTTGGATGCGTTCTGACAGCAGCTGGAGCTGCAGTCATTCTA
TCTGGGTGTCCGGGATGTCATCTCCCACTGGAGGTAGAGAACGGGACTTTCTTCAACTCC
TCAGAGGTTTTAACTGAAAATACGCCTAACATCATATCAACACCAGAAACAAAAGTGGAC
AAAAATCAGTTGGTCTACCTTGACAGTGGGGTGGGTTTCCCGCCCCCACCACCAAAGGAG
GACCAGGTGAAGCTCGGCGTGAGATTTTCAAAATAAAACCAACAGGACATTAGAAAGGGT
TTAATGTTTCAGCGGGCGGACAGAGAAAAACATTGATTTGCTGTTTTCGTTTCTTCCCAA
ACAGAAGAAAAAGTGAAGTCGGTCCGGAGAAGCTCAGCAGACGGAGAAAACTTTGAAAGA



CGGAAGCTGCTGCTGTTTCAGCCTTTAAATAAAGATAATTCTGATCTCGTGCNNNANAAA
AAAAAAAAAAAAAAAAAAAAACCTT
>McF0008J19-MGRbd1
GGGACTCACTGATGAGAGTTTCTACAGCTATGAATACCATGGATGAGTGTTGCTAGCAGC
AATCTTGTTTTTAGTACGGATGAATTTCTATACAAACTGCATCAATGGACGGATGGATTT
GATCTGCTGTTTTTCTGTTTAGTCATCACATATTCAACAGAAATTTTCTAGGTCAGAGCG
GGCACACAGCAGATGGCAGTAGTGGGTTTCAAACGCCTGGCGCTGCAGAATGGCTTCATG
GTTAGCGTGGTAGTTATCGCCTTAGCTGGGTCCCGTGTGGCTCTGTGGCAGACTGGTGAC
CCGTCCAGCTGCCTGAGGACAGCTGTGAACAGCTGCAGCCTCTAACGTGATTGAAAAGAA
GTGACAATAGATGGATGGAGCTAAACATTACTTCCTCAGGGAGGAATACATTTTTTGGGG
GGATACATTTGTTTAATCAAATATCCATTTGGAAATGATTCTGGCTGAACTAGAAAATGA
TCTAGTGGTCCTGGAACAGCGATTTTAGATAACCTAGTCTGTCACAGCCACTGACTTCAT
GCAGCGTGTTTCCAGAGCCGCAGCTCATTCTGTGATATTTCACAGTGCACGCATGGATAG
ACGGGGGGGTGAGGTCACTGATTTGATGGACTGTCTGGATAATGAGCTGTCATTAATGTC
TCCCAAAGAGTGAAAGTGCAGCATTTCCTCGTCACAGCAAATGAAGCTGAAAAGGAGGTG
CAATAATGACTCGTGTGCATCCAGG
>McF0008K02-MGRbd1
TCGCGCGTTTAACCCGGGCATTATGGCCGGGATGGGTTTTCGCAAGAAAATAAGAGCCCG
CCGGTGCTGAGCCACGAGTTCGTGATCCAGAATCACGCCGACATGGTTTCGTGCTTGGCA
ATGATTATCCTCCTCGGACTGATGTTTGAGGTCACAGCAAAGTTTGCCATCATGTTCATC
ACGGTCCAGTACAACGTCACTGAAGTCCTCGATGAGAAAAGCGAGCCGCTTAACTTTTAC
CAATACGGCCCCAAAGACGTGGCAACTGTGTTTTTCTACCTGCTGATAGCGGTCATCCTT
CACGCCTTGATACAGGAATACATTCTCGATAAAATAAACAGGAGGTTGCATCTGTCTAAA
ACCAAACACAGCAAGTTTAATGAGTCTGGACAGCTGGCAGCGTTTTACCTGTTTTCCTTT
GTTTGGGGCTGCAGCATCCTGACAGCGGAGGACTTTGCAAAAAAAAAAAAAAAAAAAAAA
AAAAAAACTT
>McF0008K07-MGRbd1
GTTAAACCCGGGCATTATGGCCGGGACTCAAAGGAATTGACGGGGACATCACACACTGGC
ATAATTTGCACTTTTCTACTCAGCACTCATTCTTTTTTGTGATCTTCATTCCCATTTCAC
TGAAAAACCTGTCAGTCAGAAACAGATCAAACTAAATTAAGCAGAAAATTCCCTTTTTTG
TGTTTTCTAGAGGGAATGTGAATTTGATCCCAGTCGTTCTTCACTTTCAGCTTTAGATGA
TCGATTAGGAGAGCAGGGTCAGTCATTAGGTCTGATTACGGAACACTCCAGATAAAAAAA
AAACCACTTTGATATGAGTACTAATCTCAGATATATGTATATTGGTATAAATGAGAATTG
TTTTCGCCTTAAGTATTGGAAACAGTCTTTTATCAGTGAGTCTTACACGTTTTTTTTTTT
TTAACAACTCCGTATTTGTATGTTGTACAGCAAAAAAAGGTGCTAAGGGCCTCAAGTATG
CATTTCAATGAAGTGAGGAAGATGTGAGGAAGATGAGTTGTGTATTTGCGCCTAATCTGA
CACATTCAGACTGTATTTATGACCGTATATGATCATTTTAATGCAGTCTTTGAGGATATG
TGTTCAACTCTTTTTGGCACAAAATAGTTTTTTGGGAATTCTCATAATTTTACGTAAAGC
TTGTAAGTAGTTTGAAGACTTGAATTCTCAGCTTCACAATTTTTGGGGGCTTTCACACTG
AGGTAGTGGACTCTGTTGGAATGAGCAGGAAGTAG
>McF0008K23-MGRbd1
TTTAAACCGGGCATTATGGCCGGGGGAAAAACCCTCAAACCCTCAAAGTAAACCCCTGTT
TGTTGAGTATCTCTGTGGTGCTGGGATGGACGGGTTACTCCGTCTGCTGAAGACAGGTGG
ATATTTTTCATGGAAAAGATTAAATTACTTAGTTTTGTCTGAACGCCAGAAGTCTAAATG
TCTGAAGATTGTTTTTAAAATTGTTTTGTTTAGAAACATTTTGTTTAAAATATCTTTTTA
TTGGAAAACTTTGACAGAAATGGGTATCAACAGGTTTTTATTGTAGAGTGTGGCTCCATT
TAGTTTGAGACTTTGTGACTTTTATTAACTTTTTCGTTGCATAGAAGTGTGATTGTACTG
TAAATACTGTAGTGTGTTTATTTTTTTAAGGATGAACATAAAACATCTTTTCTAATTCTA
CATGATAATAACCAGAACATCATGGAAATAATTCAAATTAAGTTTGCAGCAAATTTGAAA
TCCAAAATCTCAAAGCACTTTAGTGAATTTCAATACAAATTTAAGTAGCTTACTAAAAAA
ATCAGTTCACTTTGATGTAGAAAAAGCTTTTAATTGTTATTTATTTGAAAATTTCTAAAG
AACCAGAAGTAAACCCTGAAGTTCTATGAAGGATGTCCAGCTCAGAACTACAGTCCAGAA
CATGTTCCTGTAGTAAAGAAAAGGAAGGAAAACAAAGATGATTACAGCCAAAGGCGTCGA
CGCAAAATACCTGAGATTACAGGTTAGTTTAGGATGTTTTCCATCA
>McF0008L05-MGRbd1
GGGAATTCTCGTCTTGTACTCTTATATTTGCTTGCAGAAGTGATTTCATCAAACTTAATG
TGATGAAACCGCAGTTCTTTAGCTCTTCGGTTCTGGATTTCTCCGTTAAAGTTGCATGAA
ACAGTGAAACCGTGCCTGAAGTTAGGAAACTTTATTTCTACATGTGGAAATGACGAGATT
TAAAACAGACACTAAACATCGGAGCTGGGGAGCCCTGGAGGTTCGGATGCTCAACTGACG
CTTTGGTTTCCTGTGTTTCGTGTCAATGTTATGGAACAAATAAAGTTTTTGTACAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0008L13-MGRbd1
CCGTNAAACCCGGGCATTATGGCCGGGAAAGAGCTTATTTGTGACGTAGAAAATATGCTG
AGGAGGCCACAGGGTCCCTGCAACGCTCCACGATGGGAAGGGGGGGTGGGGTTGCTCCCC



ACCAATGGTCCCATTCACAAATAAGAGTTGAATTTCTAACTACTACCACTGTGAAGAAAT
TGTCTTAAAAAACAAAAGTTTATTTTTTGCTTAAACGTCACAGCCTTAATTCAAAGACAG
CTGGGAATGCTTTTTAAATCGATCAAGATTATTGAAATGACTTTTTTTTTTTTTTTTCCA
GTGTTTTTATGTACTGATCATGTATTCAACAGCAGCCTTGTCAAATAAATGTGTGGATTA
AAAGGTTTAGTACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0008L15-MGRbd1
CTTGAGCGGCCGTTAAACCCGGGCATTATGGCCGGGCAAAATATCCACACTTTGCTATAA
TCCATCTGGTATGTTTTCCCTTTTAGTCTATTAGCATTTAATTGTCATGCGCAGGAACCT
CTTAAAGGTTTCTTGTAGAATGCAGCAGGACCATTATTTAAGGGTTTGTAGCAAATAAGC
CATGGTACAAGTGTGACTCTACAGGCAAAGAATAAAAAAAACAGAGTGATAACAACCCAG
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0008L17-MGRbd1
GGCCGTNAAACCCGGGCATTATGGCCGGGGGAAGGAACCATCGTCCAGTACGAGCAGGAG
CTCTGTCGTCAGCGCAGACTGCTGGATGTCATCTGGAAACCACAGCTGCAGCTACACCAC
ATAGTTCTCCCCCAGCATTGGATGAATGAAGATCAAGATTTCTGCAACCAGCAGAGGAAG
TTCAGAGTGGAACAGGAGGAACCAGAACCTCCACAGATTCAAGAGAAACAGGAGGAACCA
GAACCGCCACAGATAAAACAGGAACCAGGGGAACTCTGCATCAGTGATGAAGAGCAGCTT
GATCTGAAGCAGGAGACTGATACCTTGATGGAGATTCCTACTTATCAGGAAGATGAGAAC
AGTGAAGCAGATCTAAACAATCAGCAGAGCTTTAACGTAACTGATAGTCAGGATGAAGAA
GGAAACCAACATGAAGAATCAACATCAACTACAGATGAAGAGACAGACTCACAGAACAGA
GATCAGAGGAAGAGGAGGGACAGAAGTCATGTCCAAAGTGTGGACAGCTCTCACATGTCA
GCAGCCCTCCCCCAGTGTTGGATGACTGAAGAGGAAGATCTCTGCATCCAGCAGAGGAAC
TTCAGAGTGGAACATGAAGAACCAGAAGCTCCACAGACCAAAGAGGAGCAGGAGGAACAA
GAACCTCCGCAGTTTAAAGAGGAACAGGAGGAACAAGAACCTCTACAGATGAAAGAGGAA
CCAGGGGAACTCTGCATCAGTCAGATTGAAGATCAGCTTTATCTGAGGCAGGAGACTGAT
ACCTTGATGGAGATTCCTACTTGTGAGGAAGATGAGAACAATGAACCAGGTCTAAACAAT
CAGCAGAACGTTTATGTAACTGATGGTC
>McF0008M23-MGRbd1
GGACGCCGTTTAACCCGGGCCTTATGGCCGGGGAGCACAAGGGGGAGAGGAGGAGAGAAA
AGACTCGTCGCCGTCTCCGCGGCAGCTACAGCTGTAGCCCCACGTTTGGTCTGTTGGGCT
TGTCCATTAGCTAGCATAGCATCGCCTGCCTCCGCCTTCCCGCCGCCGAGAACTCCGGGG
TTCTTATCCCAGCGCCATCTGCGTCCCGACTGGAGTTGGATCCTCCGTATCCGCTTAAAG
ATGATGAAGTTCAGGTTTCGTCGGCAGAGCACCGACCCGCAGAGGGAGAAAATAAAACAG
GAGCTTTTCGCCTTCAAAAAGGTAAAGTAACGGGACTGGAGGGTGAGGTGCACGCGAAAT
CTTTCGTTGTGCCCCGCAACTAAAACACGGCTAGAATAATCAAAATAAGCGAACCTCAAC
GAAACTGGGAAGTGAAGCGGCTTATCCGCTTGTCTTCGTTCGCCTTTCTGTCCACGGAGA
GACTCAATTAGCCGGGAAGGACTTCGGGTCGCTGGGGGAAAAGCTGGAGACTGGAGTCAG
ACTCAGATGCGCTTTTTGTTGAGATGATTTCACGGCGTGGCTCTGCATTCAGATGAGGAC
AGAAAACAAAACAATAGAAACCACTTTCATGTAACTAACCAGTATAAACAACACGATAAC
TCTGAAGGGAGATGCATCTTANAACTGTAAATAACTTTGCGTT
>McF0008N01-MGRbd1
GGGGGCTTGCTGTAGCTGCTGCTCTTTTAGCCTTCATCATTGACAAGTTGTACTGAGTTC
TTCCTCTAATGTAGCGTTAACTTTGGGACAGAAGACGTTTGTATCTTTACAGAGAAATAA
TGATGTTTTAATTCAATTGTAGATATCATTTTTAGGTTTTTCCTCAAAATCTGCAACAAA
CTGATGGATTTTCTCTGAAAGCTACATTCTTTGTTTTGAAATGTCTTTATTTTATTTTTT
TACATCTTCGGAACAGTTCACAAAGAAGCTAAACAAAACTCAACATCGGGGGGTTTTGAA
GGTTGAAACTGCTGTGCAGCTAAAGAATGCATCCGTATTTTATTTGATTACATGTCCTTT
CTCTCTCAAAGCCCTCAGTTTTGAGAAGGACACAGTCCGAATATTTTTGAGAGTTTCTAT
CATCTGTGTTGTTTTATTGTGTTTAACTGCCGTCTAAAAAGTGTTTTGTGTGATGCAATA
AAGATTGAAAAAATCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTTTGGGCCGTC
TAGACC
>McF0008N07-MGRbd1
TGGGTGCGGCCGNTAAACCCGGGCATTATGGCCGGGGCCTCTAAAGAAAACAGCAAAGGC
TTTGGAAACTACCATTTTATTGGCCACACAGCTACTGCAATTACTCTCAAATGGTTTCAG
GAAGCAGCTAGAAGAATCCAATCCAAGGAAGGGGATAATGATGGAGGAAAACAGACAGAC
AGCAAAGACAAAACATTTTAAAATTCACAGTTTTATGGACACATTGGCTGGACAGAACCA
ACACACGCCTTTAAAAACTTGGATATCATTACTGTCCAACAAAAGGAAACTCCTTCAGGG
GAGTCAGACATGAGACTGAAGCTATCAAATCTGAATGGACATCAGCCTCACCTCCAGGAA
AGCACAAACATCTGAGCTCTGAGGGCATCAAGCAAAAAGAGACAAGGAAAAGATGGGACA
GTATGCCAGCCCTGCACTATCCACCCATCAGGCACCACTTTTTGTTTGCATGGTGATCAT
TTTTCTGTCTGACTGAACGTCTTATTGCCTTAGCTAATAACTGACTTTGTCTCTCAGTCC
GATTTCTTTTGGTCTCTATAGAGCCAAATAGCCAGCCAACTTTGCCTCATTCATCCTGTA
ATTATCTGTGATGTTAGGTCAAGATTCTATATTTTAGGATAAAATGTTTCTGACAAAGTA
CTGTGATATATCATGTGACTTAAATGCTGGGACCCTTATCTTGAAACAGGTACTGTATTT



AAAATGTAAAAACAACTGTTCTGAGCTTGATTAGATTTTTTTTTAATGTTGAAAATCAAA
ATGGATGGTGTTTTGACTACTTCTGTGGCAGAGTATTTTTAT
>McF0008N09-MGRbd1
GGGGGGAGTTTCTTGATTCTTTCAACTTCGTATTTAGTGTATGTCAAGACTGCCAGATAG
CCAATAGAAAACAATTTTAAGAAGGCGGATATATCTTAGAAAAACAAAACGCAACATTAG
TTCGTCCCTCAGGGACGCAATTTTTGTGAACAAGCTTCCTGAAAAGTCGTTAGAGACGGA
GAACGTGGACGCCTGAAATCAACTAAGATGTTAGCTTCAAGCCTGTCCGCTAATACCAGC
GCCGAACTTCGTAATGAACAAGTACAAAAAGTGGACCAATTCCTGCAGCAGTTCATGGTG
TCAGATCAGGCTGTGATGGATTTGTCCCTGAGGTTCAGGCGCGAGATGGACAAAGGCTTG
TGCAGAGACACAAACCCCGCGGCTGCTGTCAAGATGCTGCCCACATTTGTGCGCTCTACT
CCCGACGGAACAGAACAAGGGGAATTCCTGTCTCTTGACCTGGGTGGGTCCAACTTCCGA
GTTCTCCTGGTGAAAGTCAAGGCTGATGGCGAGCAAAAGGTGGAAATGGAAAACAAGATT
TATGCCATTCCTGAGCACATCATGAGAGGCTGCGGGTCCGGCTTATTTGACCACGTGGTT
GACTGTCTGGCTAACTTTATGGAGATGAAGGGGATAAAGAATAAAAAACTTCCTCTGGGC
TTCACCTTCTCATTTCCATGTCTGCAAACCAAACTGGACGAGAGTGTCTTGTTGTCTTGG
ACCAAAGGCTTCAAGCTAAGTGGAGTTGAAGGAAAGGATGTGGTCAGCCTTTTGAGG
>McF0008O10-MGRbd1
GGGGCTGGTCCATTAGTTTAGTCATGGTTTTTTTTTTTGTCTTCCTGTCGTCATGCCATG
TTCCATGTTTTTGCCACGCTCATGTTTCCATGTCCCTCGCCACGCCACACTTGGAGAGTA
CAATCCTTTCTTCAGAGATCTCGACAACGAGGTGGCAGAAGCTCAGCCCCCACCTGTGGT
TCTTTACCCACATTCTCCAGACCACTCACAGAATAACGGGGCAAGCCAGTACTCTCAAGG
TGGTTCTGTTATACGACCCATTGAAACTCCACCCCCTGTGGAGCGCAGATATCCTCCCCA
GTACGAGCCCAGGTTTCCTGACCAGCAACGCCCGAGTCAGACTGATGGGAGATTAATCAA
CCAGCCCAGTGATGGCAAATATGCTGTCACTCCACAGCGCCGGCCCAACCCACCAGTACC
AGGGCCTGTAGAAACATCAACGTTAGGGTTGCGTCTTATTGCGTTGAACACCCCTCAAAG
TGGTAACATGAAAGGAATCCGTGGGCCAGACTACCTTTGCTTCGAGCAGGCTCGTGCTGC
AGGTCTGAGGGGAACCTTCAGAGCCTTCCTGTCCTCCAAGGTCCAGGACCTCCACACCAT
CGTCCGCCACTCAGACCGAGAAAAGCCTCCCATTGTCAACCTCAAGAACCAAGTGTTGTT
TGACAGTTGGCAGTCAATCTTTGGTGAGAGTGTCAGCAAAATGAGGAAGAATGTCCCCAT
CTACTCCTTTGATGGT
>McF0008O15-MGRbd1
ACCTTCTTCAGCTGTTCAGGGGGGCCGCGTTGTTGTCATTGTTGTTTACCAAAAATGACT
GGACATGGCGGCGCGCCTGACTCATCACGCACGGAGCGAGCCTGGACACCATAAGCAGCC
GTGAGAGAGCGAGACACAAATCATCTGAATGAAAGTCAGAAGTTGGGTTGGATGGCCATG
GACCCATTCAGCCAGCTCATCCTCACCATCTCGGTGACCAGCTTCCTGACCTTCCAATGG
CTCTTCCACAGAGTCAGCCCCTGGATATCCATACGCATCAGCCCAGGCTTTCTTCATCTT
ACAGACAAGCAGAGGGTGGCGTGTAACTTAAGGACGGTGTCGACGTTCCACGCGCTTTTA
GTGAGATTGATCTGTCTCCACATCTTGTTCTTTGACGATGCTGTCAATGAAAACCCAGTC
TGATGAGATCCTACTCTGGCGAAGATTAATGTTGCAATCACAACAGGCTACCTCATATCT
GATCTGCTGCTTATATTTTACTATTGGAAGGCGATAGGCGACATG
>McF0008P07-MGRbd1
CGGCCGNTAAACCCGGGCATTATGGCCGGGGATGATGAGAGTAGCAGTCTGCGTGTTGTT
TGCTGCTCTGGATGGGGCTGGGATGCAGCTATTTTGGAAGAGGAGCGGGGCAGCAGGGAC
CGCCAGCATCAACGCCGCAGAGCCTGACATGGATGATAAGTGAACGGGCTTTTTCAAGAC
ACTGAGGAGCTCCGGAATGTGCTCAAGTCTGCTGGGCTTCACTCAAGCTGCTTCCAACGA
CATTTTGGACATCTTGAACCTGAATCCACACAAAAAAACCTGCAAGATTTATGATTAATT
TGAATTATTTATTGCTTTTTTATCTTTGACCATTAAATATTTTTTACATATTTGATTAAG
GAGTTTTTTTTTTAAACATTTTTTTTTCCTGGGCGTGTTTTCCTTTTGTGAATCTTGGAA
GACAAACTTCTAACCATGGCATTAATTATGGAGCCAGTGAGCAAGTGGAGCCCCAGTCAA
GTGGTTGACTGGATGAAAGGTCTCGATGATTGCCTGCAGCAGTATATCAAGACCTTTGAG
AAGGAGAAAGTAGGGGGAGACCAACTGCTGCGAATCACCCACCAAGAGCTGGAGGATTTA
GGAGTATCCAGAATTGGTCATCAGGAGCTCATTCTGGAGGCTGTGGACTTGCTTTGTGCT
CTGAATTATGGGCTGGAAACTGAGAATCTGAAGACGCTCTCTCATAAGCTCAGTGCATCT
GCAAAGAACCTGCAGAACTTCATTACAGGTCGGCGG
>McF0008P09-MGRbd1
CCGNTAAACCCGGGCATTATGGCCGGGGGTTGCAGGGCTCAATGGCGGACAGAGCAGGAT
AGTCGTGTTGATACCGAGGACAAAAACGTTTCGACTGGGTGAATTCTTTGCGTGGGCTCG
GTCCCCCGCTTGCCCCCGGGTAAAACGGCCGAACGATCTTCTTTGTGCATGAACATTTGA
CACAAAGCCGACGCAGGTTTTTTGCTTTTGTACTCACCTTAGCCCTCTTGAGTTCCTATC
CCAAACGGAGAAGTTAAAACTGCTCATGGCAGCTCGTTAGAGGGAGCTAGCCTATTTTTT
TCCCTAGCCAACCATGGGGGAGTCGCTCGAATTGATCGGGAAGCGTCTGCTTTTGCTCCT
TGACGACTTCTTGTCCGGGGGGGGGTCCGAGCCGGAGCAAAAAAAATGCGCCCGGGACTG
GCTCCGTGGAACGGTTCGAGCTGTTAGCTTAATCGGCCTTAACGCCTCGGAGGTTGGCGG
AGAAGAAGCGACAACAACAACCACTTCTGCAGGGCTGACGGTATTTGTTGAATTTGAGAA



TGCATCGCAGCAGTGCTCCTGGGTGCAGGTGTATGACGAGGGGGTGAAGGCCGTGCTGGT
GGAACACTCCATCGTATGGGTTAATCGGAATGATGGTAACGCGACAGCTGGAATTCCTAT
GTCCGTCACAGCCTGGCCTGCTTTGGTTTTTCATTCGCTTGTGGATAGAGTGGGCTTAGG
ATCCTTGGGTCCT
>McF0008P17-MGRbd1
GGCCGTTAAACCCGGGCATTATGGCCGGGGGACAGTTGTTATTCTCGCGGGAGAGGTGTT
TTCATCTCCGTGACGGCCAAAAGAGATTGCAAGTGACGGAGTCAAATAAATAAATAATCG
GGCGACGCGACAAAGTAGTGGTTGTCTTTGCTTCTCTTCATCAACCCCTCCGTCCGGACC
ACGGGAGACGGATCCTATTCCTAACTTTGTTTCTTTATTCTTCCTCCTTGTACCGCCGTT
CATTTCTCTCTGCTGGATGCCACATCACTAATTCCAGATGTTTGAGCTTCCAGTTCCAAA
TGGTAGAAGTGGGCCAACTACCCTGGGTCAGTTTGGAGGTTCTGGCATAGATGAGAGGAG
TGGGTCTAGTCCATGGGGACCAGGAGAAGAAAATAGTCCATCCTTCACCCAGGGAAGAGG
TTATGGAGAAGACGGCCTTTACAGCGAGCGGGAGGGCCTGGCCTCTGCCCCTGTGTTTGG
ATCAGGGCTTGTGGGAAAGGCTGATCGGGGGCCGTACCCATCATTTGGAGCTCAGCCGGG
TTTTGTACTCGGTGAGATGCCCATTCCCAGTCCCGACAGCATCACCTCATCTGCTGTTAA
GTCCAGCTCACAGTTTTATTCATCCTTTGATGGCAGTAACCATCGCAAGAGATCCTCACA
GGACTCAATNNGANAAAAAAA
>McF0009A07-MGRbd1
GGGATGAACATGTAATCTAAACATGAATACAAAACTGTCTTTTACTAATCCTACTGACAT
GTCTAGAAAAATAGTTTTTGCTTTGTACAGAAATGGAAGAGAGGATAAAATGTACGGTAG
GATTCAGCTCTTTACGCCGTCTGCATTTCCAGATGCTCTTTTTATCTGTTACACTTTTTG
TTTCAGGATCTTTACCTCCACAGTTGCACCGAGAACTTGTGCCCCAAAACTATGCCGCTC
TTTAATATGTTAAAGTATATAATGCATGTTCATCAACTGAAACAGCTTTAGTGTTCGTGA
CACTTGGTTTTTTCATTTTAATTTGAGCTATTTGCATTTTCCATATTTTTTTTCCTCATT
GATGACCTTTCCGTCCTTAAAAAAGGCATCACTATACTGAGAAGTCTTGTGTTATTTTTC
CCTGGTACTGTAGCAGCTCTGAGGCAGATCTAACGTGTGAAACCAAAGATGAAGGATGAA
GATGGACTTGTGTAGTTGTTTTGAGAGAACTGAAACAAACTTAGTCGCCACAAAGAAAAG
AAAAAACTAAATGCTTGAAGATAGTTTTGCTTCAGGGAAGTTTACATCTAAAAATGGATG
GTCATTATCAGGAATCCCTCTCACCATCCTTGCTATACAAGCCATTAAAATGTTCTCAGT
TTTCTCTGCATTACCTTAAATAATTCACAAAATGTGTTCAAGCTAAAGTTCCTCAATGCA
GCCGACACTGATTCATCTGCTGGTTGTGGTGTTTAATTTGGCTCTGTCGCTGTAAATG
>McF0009A20-MGRbd1
GCCGNTAAACCCGGGCATTATGGCCGGGGGTCTGTAATCCCCTCTGTGGCTATAGATCTA
TGCGGCCGACTCAGGCCTAGCTTTCATCCTGCAGCTTGTTCGGCATGCTCTCCCTCTATG
TCCTGGGAACGTAAACTTTTGCACTGTGGCCCCGGTGCAGATCGCAAGGATCTGCTGGCT
TATTACCTCTTCATTAGCGTGCTGCATCTTTGGCTGCCAAGAGGATCAGCTGATGCACAG
AGTCAAACTGCAGGCTGCTGTGGACAACTGGACACAGCAGCCAAATGGACAGATAAACTG
CTGGAAGCACGCATCTTCAGCCTAAAGGTCTTTACTTAAATATTTCTATTTGATTTTTTT
TTCATTTCACAGAAATACAATTTGATTAATATAATCTGTAATTAATCATAATCCTTTATC
CTAAGTAAGATATTCTATTTGTCACATTTCTAAATGTTAATTCTCTGCTGAACTGTAGTT
ACATGATATTTGTTAAATTGGGCAAAATTATGCTCTAATTTCTATTAAGTTTCACTTTCC
TTTTTTTAAGACTTAGTGTCACATGTGTCACCTATATCTTCTGCAAAATGTTTTGAGTTA
CCTTTGAATTCTGTTGCCAGAAGCCAAAAGAAGTTGTGCGTTTCATCATTTGCTTTCTGT
TTTCACAATTCATAGAATGCGGGATGATTTGGAGGAA
>McF0009A22-MGRbd1
ACCGGGGCATTATGGCCGGGGGGACCTGCCTGACCCCGGCCTTGTCGTGACCGGGACCAA
ATGTGGAGAGGGCAAGGTGTGCAGAGACCGCAGATGCCAAAATGCCTCTTTTACGGAGCT
GCAGGCGTGTATTGGGCGTTGTCATGGCAACGGGGTGTGTAACAGCAACGGGAACTGTCA
CTGCAACAGAGGCTGGGCCCCGCCCTTCTGTGAGAAGTCCGGACTCGGCGGCAGTGTGGA
CAGTGGTCCTGTGCAGTACGACAGTCAAGTGGGCCTGGTGGTGGGGTTGCTGTTCGCCTT
CCTGGTTGTCCTGCCTGCAGTTCTCCTGGTCTTCTACTGCTACAGAATCAAAACCTCATA
TTTCCATAAGTGGCTCATACAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0009B02-MGRbd1
ATTCGCGNNNAAACCCGGGCATTATGGCCGGGGGCTGCTGCAAATTCTAACCCAACAAGT
CACCTGGACCCCGGCCGGCGGCGGAGTCGAGCGTTTATGTCCCCATAAGATCAGCCCGCA
TGGATAAGATGCAGCCGAACCGGGTGAAGATCACAGAGCTGAACCCGCACCTCACGTGTC
CGCTGTGCGCCGGATACCTGATCGATGCCACCACCATCGTGGAGTGTCTGCACTCCTTTT
GTAAAACGTGCATCGTTACCTTCCTGAAGACGAACAAGTTCTGCCCTCGCTGTGACATCC
AGGTCCAGAAATCGTGTCCGCAGCTCAGCATCAGAGCCGATAAAACTCTACAAGACATCG
TTTATAAGCTTGTTCCGGGCCTCTTCAAAGATGAGATGAAGCGGCGGCGGGACTTCTATG
CAGAGAACCGCGTGCTGGAGCCGGGGGAGGTGGTGGAGACCTTCAACATAGCAGAGGATG
AAATCATCAGCCTGTCCATACAGTTCTACGAGAGGAACAAAAATAACGAGAGGCAGCGGC
CGGAGACAGAAGGAGACAAGGCCAACGGTAAACGCTTCCTGCAGTGCCCAGCAGCCATGT
CTGTCATGCACTTAGCAAAGTTCCTGAGGAGCAAGATGGACATCCCCAACAACTACAGGG



TGGAGGTGTTGTATGGAGACGAACCCCTAAAGGACTATTACACACTAATGGATATCGCCT
ATTTCTACGAGTGGAGACGAGTGAGTGATCGGTTCATTCCTTCACAGTTTGG
>McF0009B06-MGRbd1
CTTCGCGCGNTTAAACCCGGNCATTATGGCCGGGGCCTCATTACTTTCCTTTTGCTTGAA
GAATTGAGACTGACGGCTGGGTTCTTTCAAAATGTTCAGATTTTACAACAAGGTGACGCA
GAACAAAGTCGCCACAGCAACAGTGCTGGCGGCTCTTGTCGTGGTCGTTTATGTGGGTTT
TTTCCAGAACATACCAAAAAGAAAATTAACATTTCGTGAAGTCAGTGTGAGGAAATATGA
AACTGAAACAAAGCCAATCAACACACAACACAAGTATACATACTCGTGGCCAAAATGCCA
ACGAAACAACACTGTTACCAAAATCCCTGACTTCAACTCTTTACCTAGTCACATTAAAGA
CTTTCTATACTATCGCCACTGTCGGCATTTTCCCATGCTGCTTGACCTTCCAGACAAATG
TGGAGGACCTGAGGGTTCTGCTGATGTCTTCCTGCTCCTGGTCATCAAAAGCTCACCTGG
GAACTACGACCGCAGACAGGTACTGCGTAACACCTGGGCCAAAGAGAGACTTCAGAACGG
AGTGTGGATCCGGAGGCTCTTCATCTCAGGAACACAGGATGATGGTTTTGAGAAAACAAG
ACTAAATAGACTTTTGGAGTTTGAGCAACGCAGGCACAACGACATTCTCCAGTGGGACTT
TCACGACTCCTTCTTCAACCTCACTTTGAAGCAGATCCTCTTCCTGGAATGGATGGAGAG
AAACTGTCCTCATGTCCACTACCTGCTAAATGGTGACGATGATGTCTTTGCCAACACCGA
CAACATGGGTGTGTTTCTCCAAAAC
>McF0009B11-MGRbd1
TAGGGTCTCCCGNTAAACCCGGGCATTATGGCCGGGGGCTGTACCTATGAGTCTCCAAGT
AAATGAAAAGCATCGGCAGACGCGCTGATTATGCCGAGATAAGGAGCACGTGATCCGCGC
TCCGTCCGATAATGGCATGCGATGGTTCCTCCGCGGTTGATTTCCCGGACAAAGTGGCGT
TCAGAGCGACTCCCTGTACGTGCGGCGAGAAGTGCAGAGGTCAGGGCAGCAGTATGGTTT
TCTTGGGATTCTTCCTGCTGTCGCTGTGTCTGCACGCAGTCACCCTCGTCTGCTATCTGG
ACCTGCGCTCCGAAGTCAAAAGGGAAAAGGTTCTCCATCAGAGACGAGAGTCTGTGATGA
CCCTTACCTGGAGTGACCCGGTAGGTGTGCTTCCGCCCGGGGGATACCAGCGACAGGACT
CCCGCAGCGGAGAGAACAGACAGGAAAGATTACAGTACAGAAATGACGGCTTCCGCTCCA
CAGAGGACCACAGGGACATAACTCAGCGGGTGAAAAGGAGTTCCAGCAAGGAGACAGAAA
TTGAATCAACTGGAAAAGAAAATTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0009B19-MGRbd1
AAATCCAATGGAGCGGACCCGGCAGGCCTCGACGATTTCTCGGACTTGGACAACTGTTTC
TCCGGAGAGATCTGCAGCTTCAAGTCGATGGAGGACCTCGTTCACGATTTCGACGAAAAG
CTGACAGATTGCTTCCGAAACTTTAACACCACAACGGAAAACATAGCTCCAGTCAACCCT
ATAACGGAGGAAAACTTCCTGAAAGACGACGAGGTGTGGAACGCTCTGACCAACAACTAC
GGCAACGTGATGCCTGTGGACTGGAAGACTTCCTACACTCGTACCCTACACCTTCCATCG
CTCAAGCTCACGCAGAACGAGAAGTTGGATAATCAGTCGTTGGATCCGTCTGATGATGAT
GACGAGGAGCTGAGGGAACAGCTGGACATGCACTCCATCATCGTCTCCTGCATCAACGAC
GAGCCGCTCTTAACCGCAGACCAGGTAATAGAGGAGATTGAAGAGATGATGCAGGAATCT
CCAGACCCTGACGATGATGAGAGCCCCTCCCAGTCCGACTTGTCCATGCTCTCTCAGGAC
CTCCAGGGTTTGAAGCGGGCCGGCTCCAGCTCGAGCTACGAGGAACGGCTGCGGCAGATG
TCCATGTCAGAGCTCTCCCAG
>McF0009C02-MGRbd1
GGCATGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGGGGTGGGCCCCACTCCAACTGC
CCCTTAGCA
>McF0009C07-MGRbd1
CGCGCCGTNAAACCCGGGCATTATGGCCGGGGAGACCGCAATCTGATCAGCATGGGGAAG
ATTTACCAGGTGGTCGTCCACGGTCTGAGAGGGGAGAAGATGGTGATCGATTTGTGTAAC
ACCGAAGAACAAATGCAGAAGATGACAGTTCTGCAGCTGAAGGAGAAGATAGCTCAGAGA
CTCCCTGAAAGCGCAGGAGAGGAATCTCTGCGTCTGATCTTCACGGATAAGATGTTGGAT
ACAGACTCCAAGCTGCTGTCCGAATATGGAATCCAGAACTTGTCTGTAATCCACATGGTG
ATTAAAGTTCCTGGAGGACTTTAAGTGTCACTGCAAGCATCTGCACGTTGACCTGCTGCT
GCTTTCATCTGCCATGTTCTGGACTCTTTTTGGTTTTGTTTCATTGTCTGTTCACAGTTT
TTAAAGTATTGTTGCTCAAAATAAAACANANNAAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0009C12-MGRbd1
GGGATCTCCCGNTAAACCCGGGCATTATGGCCGGGGCTAACAACATTAGCTTTGGGTGGC
GCTGCATGCTGGCTGCACGTAAACATGGTAACATGCAGCGGTGTGAGCTGGTGATGGACC
AAGTGACAGAGGCCAGAGACACCATGATGAAAGTGCTGGACCACAAGGACAAGGTGCTGA
AGCTGCTGAACAAGAACGGCGCCGTCAAGAAGTCTTCCAAGCTGAAGCGGCCAGAACGGG
CGTGAGGGACTTCGACGTCCTCGACCACCACCACCACTGGCCCCAGCCTGAAGGGGCAAA
GGAGCTGCTTTTATTTTGGTGCTATGATTTGCTGCATACAATCGTGCGCCCCCTCCCTGA
CTGCCTGAGAGCAGGCGTTTTTAAGTGACAGGGAGGCTACAACGAGCAGACAAAAACCGC
TCACGAACAGAAGGGAGGTGGAGGTGTATTTTTTTTGTTTTTTTTGAATAAGAGTGGCCT
ACTAGAGCACCCCCTCTTTTTCATTTGTCTCTGACAGAGTTGATGAAGATGACACTTTGT
TTTGCTGATGTTTGGCACAAACTGGAGGCTCAGTGAATGATATGCTGAGCATGCCCTCAA
AGGAAGAGTTAATGAGGGGAAGGTCAGTGCTGAGTCATCCTTAAGTCAACTNTAACTTCG



TGTCTGACTTTTACATCAAACTCATTTTAATTGTGGTCTTTTCAAAAGCTTGTACTTTGA
TTTTCTCATTACATA
>McF0009C15-MGRbd1
GGGGAGAACTGGACGATGTGACTGTCAAAATCACCATTCTTGCTCTCCTACCTTTTTTTT
AAAACGTTCATGATAATCCTTGTTTTTTTCCAGGATATATTTTTCTTTATTGCAATTTAT
TCAAATTACAAGCTGACCAATCAGATGCCTGAGTAAATGCATGTGGTGTCTTCTGACCTC
AACCTTTGATTGACAGATTCTTCTGAGCTGGCTTTCAGTGGAAGGGGCGTGGACTTTCAA
CAAGCTCACTCCTGATTGGTGACAGTAGTTGCCATACCTCGTCTGACTCCAACGCTGCGG
TGGATGTATTGCAAAAAATAAAAAGCGACTGAATTGACTTAATTTGGTTGGAGCTGACGG
CACACTCGCTCAGTCCAGTTCTCAATTACAGTCAAGATGAAAAAAACTAGTCAACAAAGA
TTTATTCATTTAGCTTTTAAACCAATTTTCTTTCCCTTTTGGGGTCATGGGGCTGCTGGA
GCCTATCCCGACCACTCGTGGGCGAAGGCAGGGGACATCCTGGACGGGTCTCCAGTCTGT
CGCAGGGCCTTGAACAAAGATTTCACAGTAAATCATCTGACAGGCAGTCTGCGTTTTCTG
CACCTTCATCAAGAGCCACAGACGTCCAACANAAAAGTTTGTTCAGAA
>McF0009C22-MGRbd1
ATGCGGCCGTTAAACCCGGGCATTATGGCCGGGTCAATTGGTCACACCTCGTTGAATTGG
GTTTGTTCAGCTTGGGTTTGTGTGATTACCTAACACAATTTATGTTGATATAACTTGGAT
TTTTGCTTTGGTTTTATTTGTGCATCTGACATTGATGATGTTTTCCATAATTGCATCCAA
TGGGACTTTTGATTTTTGTATCAAGGACATGAATTAAGCAGTAAAGTCCCACATCACAAG
ACAGGAGCTCAAATACCACAAATTCTGTCTTAGGTACCGGAACATTGACATTTTGTCACA
CGAGGGGGTTGGTCATCATCCTCTCCCACACTCTAACTCATGGTGCAGAAAAAAAAGAAC
CATATCAGTTTAAATCACTAGTTAAAACAGAGTAAAACAGCTAGACAATAAAACCCATGG
ACAAAAACTCACACTTAGACCCCAATCTGCCCAGATAGACAAAGAAAATGCTATCCCACA
ATTCCTTGCAATTACTAATGTATGAAATATTAAGGGTATCATGTTGGATCAACATGATTG
AAATTAGTAACTTTTAAATGGATTATTTTTATGTATGATCGACATGATTAATTCACGTAA
GATTTACAAACAAAAATTTTCTTTTTGAAATGACAAGTTACATTTTCATAAAATTAATTG
GCTGGTAATTTCCTTTTTTTGAGTGTGCTTTATCACTGTGGCGGTGTTGCCTTTCTTCTT
AATTATATATTTTACCTCCTCGTATGCCTCCTGGCTGCACG
>McF0009C23-MGRbd1
GTTTAACCCGGGCCTTATGGCCGGGGACAGAAGAACCGGAACCGTTTGACCCAAGCCTCC
TCCTCCTCCGTGGACTCTGGTGGGAATGGCCGATGCCGATAAGATCCGGAAAACGGCGGC
CTCGGTGCTGGGCTGCGTGGAGAAAGTCTCCTCCTTCGCCTCCTCCATCGATCCCATCTT
TGGAATCGTCTCCTCGCTGGTGGGAGTGGCTCGGAAGGGCCTGGTGAAGGACGAAGGCCA
TCCTCTGGACAAGGACTTTCAGGAGATCTCCAGCAAGCTGGACACCATCTCCCGGAAGAA
CCAGGAGTGCCTGAAGAAGATTCTGATCAACGAGGTGAAGGAGACGTACGGCACCTACGA
GAAGTACATCCGGCACCAGTACCAAAGCTTCCTGGACATGGTGGCCAAGGTCAAGACGGA
TCCAGAAAACGCCACGGCCTACATGAAGAAGTTTGAAAGCATTTATGAAAGAGACAAGGC
GGACATGAGCCTGGACGTCTTCTACCGCGGCGTGATGGGCAAGGGCATGACCTTCGGGAG
GCCGCTGCTGAAGGTGTACCTGGACAACTGTGACGGCGACCGCGACACCATGGAGCGCCA
CTGCTCCTACATCGCTCACCTGTTCCACATGGGCCTCATCGCTCTGATGGGCTACACGGC
GGTCACGGAGGACGACGAGGACGAAGTGCGAGAGAAGTGGGCGAAGAGGGTGCTGGACAT
CCAGGAGAAGATGGAGGAGGTGCTGAGTCAGTGCTCCTCCTCCTCGTGAGGAGGAGAACG
TCCAAAAGATGTCAAAGTCATAAACGCAA
>McF0009D02-MGRbd1
TGCATTCACTGGTTCCGCAAGGGACTCCGGTTGCACGACAACCCAGCACTGATGGCAGCT
CTCAGAGACTGCAAGGAGCTGTACCCGCTCTTCATCCTGGACCCCTACCTCTATGACCAG
AACCGGGCCGGCATCAACCGCCTGAGATTCCTCATTAGTTCTCTTCAAGACCTGGACTGC
AGCCTGAGGAAGCTCAACTCCAGACTGTCTGCCGTCAGAGGAAAGCCATAAGAAGTTCTC
CCCAAACTGTTCACAAAGTGGAATGTCACAAAGCTGACCTATGAGTACGACACAGAGCCG
TACAGCCGGAGCAGAGACAAAAACGTCACCATGCTGGCCGAGGAACAGCGAATTCAAGTC
ATCTACAAAATCTCCCATACGCTTTATGATATAGACAGGATCATTGAGGAAAACAATGGG
AAGCCTCCT
>McF0009D13-MGRbd1
CCGGCCGTTAAACCCGGGCATTATGGCCGGGGACATTTGTACTGTGATCCACCCATGCAC
CCATGTCTTCACACAGCCTGCTGATTGTGTGTGTGCGTGTGAGGGGTATACCAGTCAGCA
CAGCAGTCCTGCTGCACACCAACTCCAAAAAGCTCCATTCTACTGACTAAGAGGAGCTTC
CTTTTTTTTTCTTTTTTTTCCTTTTTGTTTTATTTTGTTAGAACTTTGTTGGATTTGAAT
TGATTTCTTCAAAACCTGGATTGGATTACTGTTTCCCCACTAAGAGGATACCTGTTACTT
TCCATTTTGGGGCTAATTGGAGAGAACGCCATTCCGGATGTACAGAGGCTACAGTGAGAC
TCGAGCTGCTGATGTATGCGAAAAACTGGGCCCTAAAGGATAAGCAACTTGCCCTGTTTT
GCTTCCCGGAGGATAGGAGAACAGTTGTTATCTTCTTCAGGAAAAGGACCAGATCTAAGG
ATTAATGTGCACTCTGGCTCAACAAGGGAGGAGAGGATCCTGGGTTACCTGAAGACGCAG
TCGACACAAGTGAATAGGCCTGGATTGATCCGGTGGCATAGGGGATTGACATGGCTCAGG
CCAGCTTTGTGTCAACGCATCATCCCTGCTGAGCATGATGGCAGAAAGGAGCCTTTCCTA



AAGCTTCCACCATCTTACGTACGGATCCATATATGGCGCANANNAAAAAAAANA
>McF0009D14-MGRbd1
AATAAAACTGCAGCGGATCTTTATTCTGATCAGCCTCGGCACTTACAACTGCTTTATCGG
TAGGGGGCAGGCAATACTATAAAGGCATGGACAAGTACACACTGCTCCTCAGCATCCTCT
TTGTGACTCTGTCTTGGGGTTGAATGAGGACACCTGCTCAGAACAACCCAAACGCAACAG
CAACAGGAGGAAATGCAACGGCACCAGGAGAAAATGCGACAGCACCAGGAGGAAACGCAA
CAGCGGCAGGAG
>McF0009D19-MGRbd1
CGGCCGNTAAACCCGGGCCTTATGGCCGGGGATCCCAGCATGAAAACCAGGAGGAGCAAA
GCAAAAGTTGTGGATTCCTGCAGGACGTCAGGAAATTCAACCCCAAAGACGTTTTCACAT
GGCAGCTTGCCAAGACGCTGGGCATGGGTCAAGGTCTGGCGGCTTTCATCTGCGGGACGG
CCGTCTCCTCCCAGTACCTGGCCTCAAACTTCCACGTGGACACGCCCATGCTGCAGAGCA
TGTTGAACTACATGCTTCTGTGCGTCACCTACACCAGCCTGCTGCTCTGCAGGACAGGGG
ATGGCAATATCTTGCAGATTCTGAGGAAGAGGTGGTGGAAGTACTTTCTGCTGGGGCTGG
TGGACGTGGAGGCCAACTACACTGTGGTGAAAGCGTACCAGTACACCACCCTGACCAGTG
TGCAGCTGCTGGACTGCTTCATCATCCCCGTCCTGATGCTGCTGTCCTGGTGGATTCTGA
AGACCCGTTACAAAGCGGCTCATTATGTCGCCGTGGGCCTCTGTCTGCTTGGAGTGGGGG
CCATGGTGGGGGCAGACCTGCTGGCAGGACGAGATCAAGGCTCCACCTCAAACATCCTGC
TGGGCGACGCCTTGGTCCTGCTCAGCGCGGTGCTGTACGCCGTGTCTAATGTGGCTCAGG
AGTACACAGTGAAGAACCTGAGCAGAGTGGAGTTTCTGGGCATGCTCGGCTTGTTCGGCA
CCGTCATCAGCACCGTACAGATGGTCGTCCTGGAGCGAAAGGCGGTTTCTACCATCAAGT
GGAGCTGGGAAGTAGGACTCCTGTTCTGTGCATTTGCTCTGTGCATGTACGCTTTGTACA
GCTTCATGCCCAT
>McF0009E07-MGRbd1
GATCTCCCGNNAAACCCGGGCATTATGGCCGGGGGGCAAATCACTCCTAGAGGATCCTCT
CCTCCTGTGAGGCTGGTTTTCTTTGGCACAATCTCTGGATTTGGATCTTGCTGCCTCTTA
ACCATGGATTTTTCCCAGCCGGTGGGTCTCTCCGTCAGATGGATTTATGTTTTTTGTTAT
CTGGATATTGGATACTGAACCTTTTTGTCTTCGGGAACACTCCATCTCCATGGATATCAT
CAGGTGGATGTGCGGTCTTTTGGATGTTCTTGGGACAATTCTTCCTGCGACAGCTTCTGA
TTAAAAAGAAAAGAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0009E09-MGRbd1
TTATGTGCGGGCTGTCAGGCCCACAAGCACTTGAGGGGGGAGCTCAGGCCGCTGACACTA
ACGTGAGGCTGTGGGGCAACGGTTATAAAAGCCAACATGCAGTACTTTATCGTGACAGCG
GGTGTGTTTGTCCAAGCTTTCAGACATGTTGGCAGATGGTCTGCTACATGTTTTCATTAT
GGAAAATCTTTGGGGTTTTTTTTAAGTTTCAAGAATTTACACTTCTGTGAGCCACAATAT
TTTATTTGTCTTAAGCAGACTTTGAAAAAAAAATGTTTTAATCTGCTTAAAAAATTATCT
GTAAAAAGCTACAAAACAAAAAAAAAAAAAAAAAAAAAACCTTGTCGGCCGCCTTTTTTT
T
>McF0009F13-MGRbd1
ACCCGGGCATTATGGCCGGGGGAAGAAGAACTCTGTGGAGCGCTACTTCCGTCACTGAGG
TGCAAAGACCACCAGGAAGAGCTTTGCCATCATCCGCTCACATGGAGTCACAAGGTAAGG
TGCACCAACGCTTAACCATGAAGCCACTCATTCACTCCTTTTAATATTAGTGCTGCAGCA
TCATATTAACAGCATTGATGTTATAATATTTGATGGTTTTTATGAAATATGAAACCACAG
ACTATGGATTAGAAGGACAAATGGATCCATGAACGTCTTTGTTTTCCTCGTCTGAGCTGG
AATCTGGATCTAAGCTGTTCGGCGGGGTGTGGCTGCCATTTTTGTTGCACCGCTAATGTT
AGGTCGGGGATGTGAGGGGCTGTAAGCTAGTGGGGGAGAGTGTAGAGAGGAGGGGAAGGG
CGGGGTGAACTGTTGCCGCTCTGCAGAAACGATGTCGTAGAACAGTGTTTGTCAACTGTG
GGAAATTACTCAAAGCGTCTACCATCGCCAACACATCAGCTCTTCAGCTGTTTTTGGGAA
GTCCCGCCCCTTCATCTGTCCCCGCCGATCATTCCTGGGGGCGTAATCATATGTCATCAG
GCTGACCAATCATCACAAGTGGTTAACGGCCTCACTTCCTTGTTCCGACTCGGCTCACAA
AGTCTCTCATTTCCAACAAAAATAGCAGCTAAAGCTCGTGTTTGGCGGTGTAGCTTCCCG
CGGGATCCAAATGATTCAGCTCA
>McF0009F15-MGRbd1
GGGAAACCATGACGGAAGCACTGACCAGTCTGAAAACGTTTGGGATTCAAACAGGAACAG
TCCTGGCGATGGCACAGAACTCCGTTTACCTGGCCACAGCTTCAGATGACTGTACCATTG
TGCTGTGGTGTTTAAGTGACCTGGCACTTGAACGCACCACGTATGCTCATGCGGTGCTGA
GAGGTCACAAAGGTGGAGTCACTTGTCTGACTTTTAGTCCTGATGAGTCACAGCTGCTGT
CTGGTGGAAAAGATCAGTCTCTGATAGTTTGGCAGGTGAACTCCTCTCCTCCGGTCGTCT
CCAAGTCGCTCCCTCGTTCCCATAGAGACTGGATCACAGGCTGTGTTTGGACATCAGA
>McF0009F18-MGRbd1
CCGGCCGTTAAACCCGGGCATTATGGCCGGGGACTCCTTCGTTATCTCATCTTGCAATCA
AAATGCTTTCATAAAATATAATGTAGACATAAAATTCTGCAATTCAGGAAGACATTTGTA
AATGTTCGCAGATGACTATCAGTTCATCAAACTGCAGCTTTTCTTCTCCGCCGGAGGAGA
AGACGGGTCTTTAGGATCATTTTTTATTTGGATCCAAACTTGATGGTTCTGTTTCCTCCA



ATATGAAGCCTTCGACTGATTTAAAAATAAGCCGTCAAAACAAAAGGTCCCCGCTTGTTT
AAACGTTATAAAAATGTCAGCATGAATTTGATAGTTCATCTGCCGGAGTTGTATTTGGGT
GGATTTTTCCGTGCTGGGCTGATCAGAGTGGGAGCAGTGGGAACCGATGGAACGCTGCAG
AGTGATGCTCCGTGGATCAAGTGCTGAACTCTGGTCAGCGCGGGGAACTTTGGGCCGCCA
CAACCTGTAAGAACGATGGAGCAGCAGCTGAACTCCTCCACCTCACTGTAAATTGCTGCA
GTGGTTTGCAGTCTGCACCTTATGGATCACCAATACCTTTATTATTATTTTTTTTTGTGT
GTGTGTGTTTGTTTTCTTGAAACTATGTGTTTCTAATTGTAGCTCAGTATCTGAATAAAG
TGATAGTCTGGTCCAAANAAAAAAAAANAAA
>McF0009F20-MGRbd1
GNNCATTATGGGGGGNGCAGCACGTGGTTTGTATGTTATGTTTTAAGAGTGTTTTATATG
TATGTGCTTCTTTGTCTCTGAGAATCCATACTGCAGATATACAGACGTTCGCCCACGGCA
GATAGATTTCCCAAAGAAACAGAGCTGACAGTAGCTATGAGCAGGTGGTTGTGAATATTG
TAAAAGTTTCTTTTGTCTTTTAAGAAAAACAAACTCGGCTTTCAGTCTGATGTATTTCCC
TGTGAAAGCACTCCAGGTTCCCGAGAATGAATGCACTGTGAAAAAAAAGTCTTGCCTTCA
TCTGCTCTATAAATGTGGAAATACACGCACCTGCTTACTGTAACTGGGCAAAAAACAAAA
ATGTATTTTGCTTTTCTAAAGTGACTGAATCGGACTCATCTCATCCAAAAGCACTTTGTT
CTCCTGCCAGTGCTCACCTTAGCGATTCTCCCTTTTGATCTGTCTTTCAAAGAGCAGGTT
AAATTGTTGTGGCTGTACAAATCACTGCAGCTTCATGCCTTTGTTCAGTGTGCCGCAGCG
TCGCACCTTCCTGGCCTTTCTGGGTTGGTGCTGTCATTTCTTCTGCCTTCGTGCTCACAT
GAAATTCACATGTTTGCGTGGCCTACACGTATCCCCAAGCCTTAAACATGCTATGTGTAC
TCCAAAAGACGCCACTAAAACTGTGATCTCTTCATAGAAACATT
>McF0009G14-MGRbd1
GCGGCCGNTAAACCCGGGCATTATGGCCGGGGATCGAACTGTACCATCACGCAGCCGGGG
TCGGCGACAGTGAGAGGGTGATTCAGGATGGTGGACCAGCCTCTGTGGGAGCAGATAGGA
TCCAGCTTCGTGCAGCACTACTACCAGATGTTTGACTCTGATAGGTCGCTGCTCGGATCC
ATATATGTGGGTGTTTCTGTGTTTGTTGCTGTGTGTTTTCCTTAACTAAATCAACAATTT
GTGAAATACTTAAACCTATGCTAGGGTTTTCCATGCAAAGATGAATAAATAACATTAAGC
ATACGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0009G17-MGRbd1
NGTNAAACCCGGCCATTATGGCCGGGGGCGTGCAGGAGCGGATCCAGTTAGGAGCATCTC
GGAGCAGCAGAGAACCGGGAGATACGGAGAACCAGGAGCGGCGCTTCTGCCGGATGAGAG
GAGTGCGAGACGGGAGGACGACGCGTCAACACACCCTGTCTCTACCGGCTGTGTGGGATT
CTCATATTTACGGACAGGAGCCGAGCGGTAGGAGCTGACCGTTAGGAGCTGAACGAGGCG
TTGAGGGATTCCGAGCATCCGTCTAATGGGAAAATTACCGTCAGTGATCTTACTATGCTT
TAATGGACTGCATATCATCCTGCTTTTATGTTTAGATTCTGCATTAACCCAGAGTAGTAA
CGCTGAAGAATACATGAAAATGACAGAGCACTGAGATTCTGCATTTAAGTGACTACAGAG
GTTGTTGCCTTCATCGAGAAGATATAATCTGGATTTCTGTCTCATGTCATAACACAGAAG
CCTACCATGTCAAAAAACAAGAGCAGTGAGTCAGTGAAGGTGGTTGTACGATGCCGTCCA
TTGAACCGGAAAGAGGAGTCCTCTGGGCCTGTGGGGGGGATTGTGCAGATGGATCTGCGG
CTCGGACAGGTGATCCTCAGAAACCCCCGCGCCTCACCAAGCGAGCCCCAGAAAACCTTC
ACATTTGATGCGGTCTATGACGGGAACTCTAAACAGCGAGACCTGTACGACGAAAGTGTG
CGGCCGCTGATAGATTCAGTCCTGGCGGGGTTCAATGGTACCATCTTCGCCT
>McF0009G19-MGRbd1
GCCCGNTAAACCCGGGCCTTATGGCCGGGGGAGACTGAGGGGGAGTTAATGAGAGAGGGA
CCTGGGTTGCTCTTCGGAGTGGAATCTGCATACATGGTGACCTCTGGTTCTATGGGACTC
AGTTCTCCAAGGGAAATGGCTTGTTTTGTAATATTCCTACTCTACCACCTGCTATATGAC
TCCAGCTGCCTGTGAAGAGCCTGTCACTTGTTTATGGGAACTATAAGTGTGTTTGTTCTC
CAAAGGATTTAACTCCCCCCCTCCCCCCCAAGACTACACTTTTCTATTTGACCCCACTGG
CGAGTCAAAGCAGCAGTGCTTTGTATAGGACTGGGCACCAATAAGACCATGGCAAACAAC
TCGTACAGTGGGGTAAAGAACTCCTTGGTGGAGGCCAACCACGATGCAGAATTTGGCTGC
ACCCTTAAAGAACTGCGCTCCTTAATGGAGCCGAGAGGCGCTGAAGCAATTAGCAAACTT
GGAGAATCTTATGGGGATACTCAAGGACTTTGCAATCGTTTAAAAACATCACCTGCCGAT
GACTGTGGAAAAGCGGCTGGTGGGGTGGAGGATGAGCACGAATCTGAAGCAGGCTGGATT
GAGGGTGCTGCAATTCTTCTGTCAGTTATCTGTGTAGTGCTGGTGACAGCTTTCAATGAC
TGGAGCAAAGAGAAACAGTTTAGGGGGCTCCAGAGTCGCATCGAGCAGGAACAGAAGTTT
ACTGTT
>McF0009G20-MGRbd1
AACGGGCCATTATGGGCGGGGAAAGGCCTCAGTGACAGAAAGCAGAGACAGCAGAGGAGG
GAGGACAGGCGCAGAGTCCAGTTTTAGAGCCTCAGTGGATTATATATATTGAATTTTTTG
GTCTTTCAAGGAAACTCCAAGGCCCGAATTGTCAGGTAAGAAAGGCAGCTGGTGGACTTT
TAAACGAAAAAATCTTCTGAAAGTCTTTTAGTTAGCACCTTGAAATTTTTGCCCTTGAGC
CTGAAAAGTTAGACATTTTTTACTTACAATAATGTCAATGATATAATAATGTATTTAAAA
CAGTTTTAAAGTCATAAATGTTTGCATTCAATGATACAGATATGATCTAGCACAATTGGG
CTGTTTGCTCTTCTGTCCATGGATTAAGGTCACAGGGGTTGAATTTCATTGAGTCCCATC



ACGGACAAAGGGAGGTAATTGTTTGAGCAGCAAAACAAATAGAAGATCTTCTCAAACTGT
TCCAAATGCTTTATACATTTGTGTCTCTTATCACTTAAGCCAATCTGTGAAGGGTGGCGA
TGGGATGTCGCAAAAAAGGCGTTTTTCAACGAAAAGCTAACTTGTAATCCAAGATTCCAA
GAGAAATTCTTTTCCCCTCTTTAAGGGCTTCTCCAAGAGACGGAGAGATGTTGGAACCCC
GTGAAATACCGAGCCACCCTATCGCCCATGCTCCANATCCCCCACCAGTCAACCCCCCAC
CATATCCTGGACTCAGAGGTGAGAAAACCGGACAAATCAGCCTTAGACAGAT
>McF0009G24-MGRbd1
TCTGGGATCGCCCGTTTAACCCGGGCCTTATGGCCGGGGCTACATTGAGGCGTGCGGGGA
GGACTGCGAGGATGCTCTGGTCATCGACAGGGTCTCCTCTGAGATCCTCCTGTCCGGTAG
GATCCCCCTGCAGACCCCAGGCCAGAACCTTCTGCAGAACTAGAGCGAGGACCCAAATAG
TTACAACTCTTCCCTGATGAAAACACATTATAATTAACCGCGTAGGTAAATGTAAAACAT
GGTGATGATACCTCAGGCTTAAAACAATCCCACACCAAAGACAAAGAACCTGTGCTGTTT
TCTCGGTCTAGCAGTTGTTAGAAATTCACCTCTGAGTTGTGGGCAGGACTTGTTCCAGTG
CAAGCCCACCACCATTTCCCATCACCCATCTTTTGACATGCTCTCACACCAACTTGCAGC
CCATCACAACCCCAGCCTAACATTAGCGATCCAACAAAAATGGCGGCGAGCAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAACTT
>McF0009H01-MGRbd1
GGGATGAATGAATGATGAAGCCGAGGTTCGCTTGCTGCGCTGCAGTGAGTACGCTGGTTA
CAGTTGCATTGTGGGAAATGTAGTATTGGTGCGTGCAAAACACCAGCGGGCGGCTACAGC
CTGCGGGCCGGTTCTAATACTAATCAAATATCATCCCGGGGGCCATAGATAACTCATTCG
CGGGCCGGATTCTGCCCGCGGGCCTTGACTTTGACATATGTGACTTAGACGTTTCAAATA
TGGGGAAAGGGGGCGGGGCCGTATGATGTCGTATTTTCCTTTTGTTTCCGTCCACGCCCA
GATTTACAGGGCTCCGCGCCCCTCCATGCTAATGCTAAGCACTTTATCTCCAGTCTCCAG
CGGTGGGCGAATATTTGCATCATGAATGTTTATCGGTAAGTGTTTGCTGTTTTTTTCACA
TGCCAGTAGGGATGGGTATCGTTAAGGTTTTAACGGTACTACTACTCTTATCGATACTGC
TTATCGATCCGGTATTTTAACGGTACTCTTATCGATACTTTTTGAGGGCNNAAAAAAAAA
AAAAAAAAAAAAAAAAAAACAT
>McF0009H02-MGRbd1
CCAATCACCAAACCAGCGATCCGCCGTCTGGCTCGTCGTGGTGGAGTGAAGCGTATCTCC
GGTTTTTTGTAAAAAAAAACCCCCCGCGTGTTGAAGGTTTTGCTGGAGAACGTGATCCGT
GATGCCGTCACCTACACCGAGCACGCCAAGAGGAA
>McF0009H09-MGRbd1
TGAGGTACGGGCCGTTAAACCCGGGCATTATGGCCGGGGGTCCTCTGGAGACGCCGGCCG
GGGTTCTTCAGGAGCAGAAAGGGAGACGCTGGGACGCATCCTTTGAAGTGCTGGCGGCCT
CTGAGGCTTTCAGCATGGAAATGTGATTAGCTCGGCTTTGGGTGACGTTTGGGGCAAAAG
CTGCGTGCTATATAAGCTTTGGGGCATCAGTCAGCAGAGGCGTAGTCCGGAGCAGGCAGC
AGGAGAAGCCTTCAGCCAAAAGTCATGGATGCACCTCAACATCTCCTCCTCCTCCTGACC
TTGAGCGGCGTGCTGAGCAGACCCAGCGACCACAGAAACCTCTTCACGCAGCGAGCGTGC
TGCAGGAGGCAGAGCCATGTTGTGTTCATCGGACAAGACATCTCCGGGGGTCCTGTCAGC
GTGGATGTCGGCCTGTGCAGGTCTCACTGCGGAGCAGCGGGAGGATCTTCACAAGCACGA
GGCCTGCAGGAGCAGTCCTGGTCCATCCTGGACTTCCTGAGGAGCAAGAAGAGGAGGGCG
CGTGGCCCCCCTCCCCCGGAGAGCACGCCGCCGCACAACCAGCTGCCCTCCTGCGGGATG
AGCCAGGTGTGCGCGCCGGCAGGCGTGCG
>McF0009H17-MGRbd1
GGGGAGTTTCACTTTTCATCAACAACAGCTATATGTTGATGTATTTAAGGGAGGTTTTTA
TTTTATATATATTTATTTTGGCTAAAACGGCATAATCAGAACCAGTTTACCACTGGGAAT
GCTTCGAAAACAGTTGAAAAGATGATTGGAGTGGGACTTTAAAAATGTGAAAGTTGAAGT
AACTTAGGCAAAGAAGGTCTTTGTGAAGGAGTTTTAATCCTTTTTTGTCTCTTGCTCCTG
CAGAACCTGAGCATGAGCTCTTTCTGGTTTATGGCAAAGGCCGTCCTGGCGTGATAAGAG
GCATGGATATGAATGCTAAAGTCCCGGATGAGTACATGATCCCAATCGAGAACCTGATGA
ACCCCAGAGCTCTGGACTTCCACGCTGAAAGCGAGTTCATTTACTTCGCCGATGCCACCA
GCTACATCATTGGTCGACAGAGAATAGATGGAACTGAGCGGGACATTATTCTAAAGGAAG
GTATGGAGAGCTCAGAGTGTGTCTCAATAAGGAACAAACGGTTTAAGCCAGTGCGGCACA
GAATGGCGGCTTTCTCTCAGATCAGTCCAGAGCATATTTGTTTTTGTCTCAGGGATCCAC
ACTGTGGAGGGGATTGCTGTGGACTGGATGGCTGACAACTTGTACTGGACGGATGATGGA
CCCAAGAAAACCATCAGTGTGGCTCGGCTGGAGAAAGCGTCACAGACTCGGAAAACTCTC
ATCGAAGGCAAAATGACTCACCCTCGTGCCATTG
>McF0009H20-MGRbd1
NNCGCGGNTCGTCTCCTGAAGCAAAACAGGAAGCGTCCCGCGCCGGTGCTTGTTCACCTG
CGAGCTGTGTCCTGCCTGCCGGAGGGCCGTTGAGCTGCGAGTTATTCCCAGGGCGGACAC
CTCCGACACTGAACGGCTCCATGATGAAGACGCAGCAGAAATAACTTTTTACGGCGTCAC
GTACTTTCTTTAGCGACCTGACAGCAGGGAGAAACAGAAAGATGCAGTGTCCCAGATGCT
TCTTGCGTGGCCCTTATGAGGAGCAGCGAAACTGGAAATAAGAAGCTTTGGGGAACAGCA
GGTCCTTATGGTTGAGTTGGTGTCACGTACACTTCACCATGCCTCCTGCTATGACCGACC



TTGTGGACATATGGGCAGCCCACTCGCCGCTGGATGGACAGGCGCCAGTCCATGTCACCA
TGGACTTTCTGCTGCCCACTGGAATCTACATCCAAATGGAGGTCCCACGAGAGGCCACGA
TTCAACATATCAAACTACTCTTATGGAAGCAGGCCAAGTCATTCCCTCTATCTTCATTCC
TCGGCGAAATGGAGAGCCACATGTTCGAGTG
>McF0009I12-MGRbd1
CTATGGAAAAGATGGCTGACGAATACGGACGAAAGTGGGACCGCTGCCTTGCAGATACGG
CTGTCAAAACAGTGGTGTCCTCCTTGGTCGTCTCCCGGGGAGGGGGGTCTGGCTCAAACA
ACCATGAATGTGACGGGCCTCGGCGTCGGCGTCGTCTTCTCCGTCCTTTTCCTCATACGT
CGCACATGGCCCCCGTCCTTCGGGTCAGGCCTGGGTTTGGGAATGGGATACAGCAACTGC
CAGCATGACTTCAGGCTGCCGTATCGGATTCACGGTCGCACGGGGTGGGACCAGTAATGA
AGGACTGAAGAGGAGGTTTTCAGCTGCTCCCATCACTTTGTTTTTCGTCTGTTTCTCCGG
CACTAACAGAAAAAAAACCCACACATTGTGTAAATCAAAGAGCGATTCCATGTATATGTA
ATAAAAAGGGATTTTGGAAAATAAAAAAAAAAAAAAAAAAAAAAAAAAAACCC
>McF0009I13-MGRbd1
GAGCGCGCCTTTAACCCGGGCCTTATGGCCGGGGTCCCACAGAAGCCCCGCCTGAGAGCG
AAAGCGCGGGATGTTTGTGGATTGTTGGTAAACACGGGAAAGGCTGGAGGGGCGCGTGGC
ACTTCTGCGTGGGAGCTGCGTGACGTAGCGGTTCCGATGGACGTGGACATCCTGGAGTTC
CGGGTTCCTATGGAGAACGATAAGCGGCGCTGGACGCAGTTTTCTCGAGCTTTGGTCCTC
TCTACCTGCTGAAGGTGACCCCTAATGCTCGGCTGCAACCCCCCGGCTTCTTTGCTCTCA
TCAAGTTCTACTTAGCAGCTCACGCCGCCAAGGCCCAGCGCTGCACCGATGGTCGGCCGC
TGCTGAACAGCCCTGCCTTGAAGGTGAAGCTGAGCTCCAAACACACTCCTCATTTCCTGT
GTGGGCGGTCCATACCTCTGAGCCACACCCGCTGCCTGGAACTGGCCAATCACTTCTTGG
GTTTTAATGGGTGGACCTCTGAAATCATCACTCTGAAGGAGCTGACTGTTGAAGAGGAGG
AGGAGGAAGGCCCAGATGGTGGAACCAGTTGCAGGACGCTGCGCTTTGGCTGTGTGTTGC
GTCTTTCCTTCCCCCAGCATGGCTTGACCACACAAGGTTCTGCGGTTCTGGAGGACAGCT
CCTCCTGCACAGGTGACGGGAAGCTGATGGTGGCGGTGAAACCGAGTCCTGATTGGGCAC
AGACTGAAGGTCCTGACCCAGTCGTGCAGGTAAACGAGGCGTCTTTGCTGGGTTGTTGTG
CTGATGAAGAGGAGGCTGAAGATATAGGGTGGGACCTATC
>McF0009J16-MGRbd1
GCGNNAAACCCGGGCATTATGGCCGGGGAAGTTAAACACGTTCAGGAGGCGGAAGAGCGG
AGCTGTGGTCGGTCCCGTATCTTGAGGAATTTTGATTCGTCTGGACTTCTGGGAAGTTCG
GGAGAGACGGCAGAGACAGTCACGTGGGCTTCTCCCCAAACGCGAGGTCACCCGGTAACT
TAAGGCGAAGCGCCGCTGTCCATCCGAGCTTTTTTGACCACCGGAGGCTCCGTCATCATG
TTCAGTCTGTGCCTCGTGCTCGTGCTGGCGGCCTCAGTCCTTTCTGAGTCGGTCAGGGAG
ACGGAGACGTGGATGCCCATGAAGTCAACAGCAACGGTTGCCATGTCGATACACCTTGAC
AGCCTGGAAGCATCGGGAGACTCTGAAGAGGGCACTGACTTTAGCTTCACAGATGATGAA
GACTATGACAACTATGACTTCTCTGGATCTGGCGATGAAGCAACACCTGAGCTTCCTTCT
GCAGAGTCACGGCCTTCAGTGAGGCCCGACATAAATGACAATAAGATCCCTGAGCCTAAA
CTGCCAGTGCTCCCCACCGTCAATGAGGTTGATGTGATCAGGGAGAGCAATGAAATCCCC
GGTTTAAGGAGTAATTTCAACTCCTTAGAGGACCCGTCCGATGTGAAGATGTCCCACGCT
GGAGAGGACAGCATCTTCAACAAGACAGAAGTTCTTGCAGCTCTGATTGCGGGTGGTGCC
GTCAGTCTGTTGTTCGCCATCCTCCTCATCCTCCTTCTAATCTACCGCATGAAG
>McF0009J21-MGRbd1
CCGNTAAACCCGGGCATTATGGCCGGGAAGCGGCGTAAGGGCACCATCCCTGCTGGTCCA
GCTCCTCCACAACGCTCAGACGGCAGGAGTGTGTTCAGTAAGTTCAGCCCTGGAGAAGAT
GTTTGGCTGAAGTGAGGAGATTCTTGACGACCCTCGAACGACACATGCTGATCTTCATTG
GGAGTTCTCAGAGTAACAGAAAAGGACATAGTATTTCCTTGATCCTGGAAAGTGGAGTTT
TCCTCCTAAAATAAGCAAAAGGAAATCTTCAATTAGAGCCAATGCCTGCTCAAGGGAATT
CCGTGCAGCTGACGCAACACTCTGAAAGATGGTTCGGCTCCAAGTTCAGAAAAGAGCAAC
CTGCCCTAAATAAAGATTTTCCAAGCAAAGCAGTGATGCACTTCTGTAAGAGACAGGGCG
GACACGAACAGGCACCAAAGAAAAGACAACAAACAAGCTGGAATCAAAAGTTGGCAGCCC
TGTAAGCTGTGTGGGTCTAACACAGCCAGAGAATGAATGCACCTCAGGGCAGTTTTCATA
TCAAATAACATTGGTTATGCATGAGATGACTCTGAGAAAGATACTGGACTACAGCAACAG
TGGTGCTTGCACTTAACGTCAGAAAGTACGCTAACCACCTTATGTAGTTCACAGTATCCA
CAGTAAAGAATATCTTCTTCTTTTGGTTTTGAGATAGTTCAATAAACGTTTAAACTCGAA
AAAAAAAAAANAAAAAAAANAAAAAAAC
>McF0009J23-MGRbd1
GCCGTTAAACCCGGGCATTATGGCCGGGGAGGGGAATGGAGAAGCACAAAGTGCTGGACC
AGCTCCTGATGGAGTTGCACCGCTTCATGGTCCTCTTGGACCGGGAGAACCTGAGTGGAA
ACGCCACCATCCAGAAGGGTTTGCTGGCTGAACTGCTGCAGACCTACAGAACCTTAAACG
GTGCAGATGAGGAGTATATCTATATGAACAAAGTCGTCGTTGGCGGAAACAAGGACAAAG
ATGAATTATCAAAACTGGAGGTCAATGGAAAAGCAGCGAAACATGTTCCCGTCCCGCAGA
AGAGCCTTCCTGACCTGCCGCCCCCCAGAATTGGTGTGGTGAGCCGGGAGCCGTTCCCTT
TGCCTGCTATTCCGTCTCCAGCCACCGTCGAGAGTTACTATGAGGAGGCTCAGCCCTATG



AAGAAACTGCAAACGATGATGGAGAGGCAGTAAGCAGTTCATACGAGTCGTACGACGAGG
AGGAGGTAACCCGAGGGAAATCGGCCCAGCACCAGTGGCCGTCGTCGGAGGCTTCGATCG
AGCTGATGAAGGACGCTCGCATCTGCGCCTTCCTGTGGAGGAAGAAGTGGCTCGGCCAGT
GGGGCAAACAGCTGTGCGTCATCAAAGAGCATCGGCTGCTGTGCTATAAGAGCTCCAAGG
AGCAGACCCCCCTGCTGGATGTGAGTCTGCTGGGCTGCAGCGTGATCTACAAAGAGAAGC
AGCTAAAAAGAAAAGAGCACAAACTGAAGATCATGCCGGTGGGAGGAGAGGCCATTGTAC
TGGGCCTTCAAAGCAAAGAGC
>McF0009K05-MGRbd1
TATGGCCGGGGACCAGAGAGTTTCTGCGCGTCCGTCCGTCCGTCATCTCTCTGTGAACAC
CGGTCAGAGTCGCGCGCTCGTTCACCTGCAGCCGATCTCCGAACCAACATGGGCTGGGGG
CGCGCGTGGCAAAAACTCGCGCCGCTGGCAGGAAGGGTTTTCAACCCGGCATCCATGAAC
GCACCCCCTTTGCTGCGCATCCCCTCCCCCGTCCCCGGAGGCTCCACCAATGTGGCGTAC
TTTGTTCTGTGTGGCGGGGGCCTCACTGCTGCAGTCGTCTATGCCTACAAAACCGGGGGT
GATGACAGTGAGCGCTACGAGGAAAGACTCGCCAACATGAGCTCCAATATTTTTTTTTTA
TCGGAGGCGGNGCCAGAGGAGACAAAAAAAAACACCCCCACCCGCCTTGGAGGACTCCGC
TCCTGCAGCAGAGTCCCCTTCGGAGGAGTCCGCTCCTGCAGCAGAACCCGCCTTGGAGGA
GTCCGCTCCTGCAGCAGAGTCCCCTTCGGAGGAGTCCGCTCCTGCAGCAGAGTCCCCTTC
CGAGGAGTCCGCTCCTGCAGCAGAACCCGCCTTGGAGGAGTCCGCTCCTGCAGCAGAGTC
CCCTTCGG
>McF0009K07-MGRbd1
TTCCTGTGCTTCTGCATCTTGATCGAGTACAACGTCTTCACTTTTGTCAACCTGTCCATG
TGCATAGAAGACTAGAGCTCAGCAGCATGCCTTGAAAACCAAACTCTCAGCACTCCATCG
CAATGTTTTCAGCCAAATATGGGACCTTTCCGCTGGCTGCATTGTGTTTTTTTGCTTGCA
GTTTTTTTTTCTCTTTTGAAAAAAAAAAAAAAAAA
>McF0009K10-MGRbd1
CTGGGTCCGCCCGTTAAACCCGGGCATTATGGCCGGGGCAGAAGCCCGTCTTCGCAACAA
GATCAGAAGGAGCCGCCAGTGAGACGGGAGTAGTCGCCGCATTAAAACACCGTCTTTCTT
CCACTATGTCTGAGTTCGACAGCGAGGGATTCGCTGACCCCGTGGACGTGAACCCCTTCC
AGGATGTCTCTGTCACCCAAGCCACCAGTGGAGCCACTGAGAGCATCGGGGGCTATAACC
CATTCTCTTCCACTGAAATGACAAAGTACTCTGGAACCACCATCCCCATCTCTGCAGCCT
CCTCCCAGCCCGCCGTTCTGCAGACGTCTGTAGAGCAGAGCCCACAAGCCACAGCAGCAG
CTGCTCAGGCTAAGCTGGAGAAGCAGCAGGAGGAGCTGGAGAAGAAAGCAGCTGAGCTGG
AGCGAAAGGAGCAGGAGTTGCAGAACAGAAATGCAAGGAGCACTGGAGGAGATAAAGAGA
ACAACTGGCCGCCTCTCCCAAGGTTCTGCCCCGTGAAACCCTGCTTCTATCAGGATTTCG
AGGAGGAGATTTCTGAGGACTACCGCCAAATTTGCAAGAGAATGTACTACCTTTGGATGT
ACCACAGTGCCACTCTCTTCCTGAACGTGTTGGCCTGCCTAGCTTACTTCACAGCAGATC
CTGCTTACGGTGTGGACTTTGGCCTGTCCATCCTTTGGTTCATGCTCTTCACCCCTGTGT
CCTTCATCTGCTGGTACAGACCGGTCTACAAGGCCTTCAGGTCTGACAGCTCCTTCAGCT
TCTTTTTCTTCTTTTTTGCCTTTTTCTTCCAA
>McF0009K14-MGRbd1
GTNGAACATACTTGATGTGCTGGACACGGCAGGCCAGGAGGAGTTCAGCGCCATGAGGGA
GCATGTACATGAAGACAGCCCACGGCTTCCTCATCGTCTTTTCCGTCACGGACAAGGCCA
GCTTTGAGCACGTGGACCGGTTCCATCAGCTCATCCTGCGGGTCAAAGAGAGAGAGGCCT
TCCCCATGGTGCTGGTGGCTAACAAGGTGGACTTGGTGCATTTATTTTTTTTTACCGCAG
AGCAGGGCCACGAGATGGAAACAAAACACCCCATAACCTACATTGAAACCAGTGCCAAGG
ATCCTCCGATGAACGTGGACAAAGCCTTCCATGAACTGGTCCGAGTTATAAGGCAACAGG
TTCCAGAGCGAAACTAAATAAAATAAAAAAAAATGGAAAA
>McF0009K16-MGRbd1
GTGGGATCGGCCGNTAAACCCGGGCATTATGGCCGGGTGAAGCTGAAGAAGAGTGTACAG
TTGATGAGGAAAATGGGGAGGATACTGGCTTAACTGAGGAAGAAAGACTACAGTTGCATA
AGGAATAGCCGAAGTAGAGACAGGGGGTCTAAATATAGGGATAACAGTGAAGAGGGAGAC
TGTGGAGATGAAGAACCTCACACAGAAGCAAGAGCAAAGTTACGAAGTACAAGCAGAGAA
AGGAAAAGGAAGAAGCGAAGTAGAGACAGGAGCTCAAAGAAACCAGATAAAAGTAAGAAA
TCGACTGCAGATGAGAACACACCGAGCTTCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
CTT
>McF0009K20-MGRbd1
CTTGAGCGGCCGTTAAACCCGGGCCTTATGGCCGGGGGCGGTGGAATGTGATGGTTTGAT
TTCCAAAAGACCAGGGAGGGGAACATCCGAGAGGGGAGGAAAAAAAAAAAAAGACCAACG
AAAGAAAAGTGAGTGAAAACGGGAAATCGAACAGGCTCCCCCCTCTCCTCCCCCCCGTCG
CTGTCAGAAAATGTGGACCAACTTGTGCCGCGCGCCGTGAACCGGACCGCCCGCGTGAGC
CTCGACCCGACTGAAGTTGTGGATTTAAGCGTTCTCCGAGCCGGCGGTGTCTCTCTGAGG
ATGGAGAATCTGTGGAGAGGAACCTGACCTGCTGTGGAATACCAGATGCAGCTTAAGAAA
AATGACAGACCTGTCTGCTAAACACCACTCTGAGGAAACTTTGAAGTCTTAAGGAGACAC
ACAACAAGACCAACGGCCAAAAAACGGACGAGCAAAGCATTTCCTTGAAAGCCTTCAAGT



CTTTTTATCACTGCCACACAGATGTGGAACCCCCATCGCTCTGTCATCAAATAATCTGGA
CTCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0009L04-MGRbd1
GGGAGCCTCAGAATGTGGAGAACCGACCACAAACGACCAAAGTTTCTGAAGTGAACCATC
CCATCGGGATCAACGTCCCCAACGCAGAAGACCAGGTTCTCTGTGGAGAGGGGGAGGAAC
CGCTCAGGACTTTATCCTCTCAGGTTGGAAATCCTTCAGAACAGGAGCAGGATGACAGAA
GCTCCAGAAGAAAGCAGCCTGACCCAGAGGTATCCCATGATGCTTCACAGCAGGACGGAA
CAGGTGACATGTCTGTGCAGCCTGAAGGAGAACAGGCGGTGCCGGAGCGAGTCCCTCAGG
AGGACAAACGTGGACCTCCGGAGGACAGCGCCTCAGGAAAACCCCTATCGTAAACGGAGC
TCAGCCGTCCAGAAGAAATGAGAACTCCTTTCTTGGCGCCACAGCTCCATAACATCAAAG
AAGAGGCAATGGCCCACGAAATCGGCTTCGACGCTCCAGAAGGCAGCGAGTTCAAGGAGA
CCTTCCCCGAGTCAGAGGAGTCCAGGCTGGAGTACTGCTGCATCTTTTGTGAGAAGGACT
TCCACGGGTGCCGGGTCGTGGCCCACGCCATGTTCCATTACCGCAGAGACGAGTGCATGT
TCTGCGGGACCGTCTTCACCGACGACCTGCTGGCCATGATCCACCTGTCCGACCACATTG
AGAAGCTGAAGAGACTGAAGGCGCCTGCAGCGCCGGACGACGACGCCAAAGATTCACCCG
CCGAAGCCAAACCCTC
>McF0009L05-MGRbd1
ATATACGGGGGAGCCTCTTGTGTCAGTGAGCCGCATGGGTAACAGTGCTCCTGCTATTTT
TTCCGAAACAAGCCCCCAGGATAGATCCAGCCCAAATACAGGGACGTCTGTCAGCGCCAA
GGCCACCAGCCTGTCTGGTAACGAACCTAATTCAGCAAGCAGGCTTTCTACCTTTGACTA
GTGAGGCCCCTGCAGGAGCCATTTCACCATCTTGAAGCTCTTTTTTTTTGCATGGTAGAG
CGAAAAGCAAGAAAAAAAAACCCCCCCCTGGGGCGGGTCGTGATGTTTCAAAAAAATGTA
ATGAAATGCCTACTTTCTTTAAAAAATGTCAAAATTGTAATAGTTTTTTTTTAAGTAGAT
TGATTGAGTTCACCCCCACAGAGTCTTTGCCTGCTGCTGCATTCATGCTATAGCTGT
>McF0009L11-MGRbd1
CGACCGNTAAACCCGGGCATTATGGCCGGGGAAACGCAATGGGGAATTTTATTATTCTGC
ACACCGCTGTTGCTCTGGAGTCCTGCATACCAGTCATGACAGATAGACGAGTCTAAAACG
TGCAGGCTCAAGACGTACTCAATGTAAGATGAATGCGGAGGACAAGCTGGAGGGCATGCT
GCTGAGGTGTGGGAGCGGGGGCATCGATGGAGCGGGAGAAGGCCCGGGATCCGAACTACA
AGGCAGTGTGCGATGTGAGCAGCTCCATCAGCTGTTCGAAAGTCTTCACTTCAAGGTGGG
GTCGAGGATTTGGACTCCTGGGCTCAATTTTTGGAAACGACAGTGCACTGAACCAACCAA
ACAGTGTCTACGGAATCGTCTTTTATGCATTTCAACTTCTACTAGGAATGACTGTCAGTG
CAATGGCCGCCCTTTTTCTCATGACGACATCCATCTTGTCGGTGGTTGGTTCGCTCTACC
TGGGCTACATCCTCTACTTTGTCCTAAAGGACTTCTGCGTCATCTGCATCACCACGTATG
TGCTGAACTTCATTCTCTTTACTCTCAACTATAAGCGACTGGTTTACTTGAACGAGGCCT
GGAAGCAGCAGCTCCAAGCCAAGCAGGACTGAGCTGCAGAGACCGGGCAGGAAAAAAACA
ATACAACAACAACCNCNNNANAAAAAAAAAAANA
>McF0009L16-MGRbd1
GGGCCGNTAAACCCGGGCATTATGGCCGGGGCCGGATTTGTGCCTGTCTGACGTCATGGG
GAGCCACAGACCTCTCTGACATGATCCAGAGACGACGAGCGCCGGGTGGACTCCCATCAA
CATCCACAGCAAAGACCGAGGCTGGGAGATGCCGAGTAGGCTTTGTGTCATGGACTCCCC
GGTGAAAGCCATCGATTGACGGACATCGTTTCTGCCATTGGAACCCCCCCCCCCCCCTTT
TTTTTCTGCGCTTAGTGACTCCTACGGCGCCTTTCTGCTTCCAAACCGGGGGCACCGTTA
GAGATAAGCAGCCAGGGAGCGAGGACTAATCCCCGGGACGGTCACATTCACGACCCGACA
GAAATGGACAGGGCAGCACGAACTGGATTAAATGATCGGGAATAAAGGGACGGAGCGGCT
CTGACTGAGGTGCCCCGTTACGCCGCACGGGGTTCATTTGACTGGAAATGGGAGCTTTAA
CGAGCAGACAGAACATCGGCGTGGAGGAAGGGGATATTCCGTCCAACTCCGTGTACCGAT
ACCCCCCGAAATCCGGTAAGAAATCCGACAACAGGACGGAGCG
>McF0009L17-MGRbd1
TCTGCGATGCGGCCGTTAAACCCGGGCATTATGGCCGGGGGGCGGCAGTGGCTCAGGCGG
TTGAGCGGGTCGTCCAATGATCGAAGGGTCGGCGGTTCGATCCCCACTCCCCCCAGCCAA
CTGTCGTTGTGTCCTTGGGCAAGACACTTCACCCTCCTTGCCTCCAGTGTGGCTCCACTG
GTGTGTGAATGTGTATGAATGCCCCGGTGATGGTCAGAGCTGGCAGCTACGCCTCTGTCA
GTCTGCCCCAGGGCAGCTGTGGCTACAACAGTAGCTTACCATCACCAAGAATAAATGAGG
AGTGAATGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0009M16-MGRbd1
GGCCGNTTAACCCGGGCCTTATGGCCGGGGACCGCTAAGCACGCGCGCAGCCCGCTCGTG
CGCTCTCTAGTCCTGAATATGGTGAATGAGCACGAGGCCAGTGGTGCCAGGGAAACACAC
GAGTGGTACCGATGCTGCCCAGATCTGCTGGGAGAATCCGTCCGGCCTCTCTTCATCCAA
AGCCACTTGGACTCGGACACCACGGATTTTCTCAACAGGAGCGCACAGAAGTCCGGCTGG
CTGTTCACGCAGCTCTACCACTCGCTGGTGTCCACCGTCCTAAGCCCCGTTTTGTCGCGC
ACCTCCATTAACGGGGTTTTGGGGAGAGGGTCTATGTTCGTGTTTTCGTCCGAGCAGTTC
CAGCAGTTGCTCCGGATCGGCCCAGACTGGACGGCAGAGAGACTCCTGGACCTTGGAGCT
GGTGATGGAGGGGTCACAGAGGTGATGGGAGTGCATTTCAGGCAGGTCTTTGCAACTGAG



GTGTCTGTGCCAATGAAGTGGCATCTGCAGAGGAGGAACTACAAGGTTCTGGGTATAGAC
GAGTGGCAGCATGTTGGATTTCAGTATGATCTTATCAGCTGTCTGAACTTGCTGGACCGC
TGCGAGGAGCAGGTGACCGATCTGTCCAGCGAGGTTTTCCCGCGGGTGGGGTTTGAGGTG
GAAGCGGTGACGCGTCTGCCGTACCTGTGCGAGGGAGACATGTACAATGACTACTATGTG
CTGGATGATGCGGTTTTTGTTCTGAAGGCCTNCGGCGACTCGGAG
>McF0009M17-MGRbd1
GGGGAGGAAGTAAACTTAGATTAGAGTCAAAAGCAGCTTTCACAGCTTCTCGCTGACTTT
TGGTGTCTTCAGGTTTTCCCACATGGAGTTCACCGTCCTTCTGAAGCTGCTGCTGTGTCT
CGAAGCGGCTGCTCGGTTCGGGGTTGACGGACAGCAGCAGTGGCCCGTACCGTACAGACG
CTTCGATCATCGTCCGACTGCAGACTCTTATTGTGAAGCTCTGTACCCGTTCTGCCCAAC
TGGAGACCGAGATGGTCGCATACCTTACATGAGAGAAGATGACGTCATCTCCGTGTACAG
GCTGCAGACGCCAGTGTGGGAATTCAAGTATGGCGATCTGCTGGGCAAAGTTCACATCAT
GCACGATGCCATCGGCTTCAGCAGTTCACACACAGGAGCCAACTACACCATGGAGTGGTA
CGAGCTGTTTCAGCTGGGCAATTGCACCTTCCCTCACCTCAGACAGGAGGCGCCCGCACC
ATTCTGGTGCAACCAGGGAGCGGCCTGCTTCTTCGAAGGCATCGATGACCTGCACTGGTC
GCAGAACGGCACCCTGGAGAAAATAGGAGAAGTCACAGGGAGTCAGTTCAACCACATGGC
TCAGTGGGTGCAGGATGACAACCGCACTGGGATCTACTATGAGACCTGGACCGTGCGCTC
TGACCCCGCCCCCAACTCCACGGTGTGGTTCGAGTCCTACGACTGTTCCCAGTTCGTCCA
CCGAACCTACAGGAAGCTGA
>McF0009N09-MGRbd1
GGCCGTTAAACCCGGGCATTATGGCCGGGGAGGACATTGACCTTCCGGAGGACCTGGCTA
AGATGGTGGATGAAGATGAGGAAGAAGAGGAGAGCAACGAATCCTTCCTCAACCAGCTGC
AGAGCATGGATTTGGATGCACTGAAAACCAAGGCCCAGTCCACCATGACGGAGATGAGAC
AGACGGCGGAGGAGAAGTGCAGCATCATGTGAAACACTAAGAACCAGCATAAAGGCTCTG
ATAAAACAAAAAAAAAAAAAAAAAAAAAAAAAGANNNGGGGGGCGGCCCTGGCCCT
>McF0009N16-MGRbd1
GGGACAGAGAGAAAACTCCACGTAAATAAACACGTTAAACGTGAGTCCACGAGAGGCAGA
GAGGTGGGAGTGGATAACTTTTTTCCCCACGAACGGAACATAAACGTTACAGCATTTTCT
GGATTTGCTTTTTTGTTTTTAAAATCTTTTTATTTTATTTTATTATTTCTCTCTTTTTCG
GGATCGGAAGGGGGGATTCTTAGACCATGCCCGCTGAAGTGAAACAGGAGCAGAGCCCCA
TTAACACCACACCCCTGGCCATGATGCAGGAGCCGCAGGAGGTGGTGGAGGAGACCGTTA
CCATAGAAGAGGATCCCGGCACTCCCACTTCTCACGTCTCTGTCGTCACATCCGATGATG
GAACTACGCGGCGGACAGAAACTAAGGTGACCAAGATGGTAAAGACTGTGACCACCCGGA
CAGTCCGTCAGGTACCCCTTGGCCCTGATGGTTTACCCCTGCCTGAGGGCACATCCCCAT
TGGGCAGCTATGCAGATTCCATTGATCGCAGATACATGAAGAATGGAAGTGAGCGCTATA
TCACCCCTCAAGCAACATCCACCTTGACGCGAGGCTACAACAACTCCTACAATGACTCCT
ACGTTGAAACGCCGGAAAGCCAGTATGTGCGACACTACGGCCTTCACGATGGATATGCAG
ACTTGACGGACAACTATGGCAGTCTGTCACGTGGTGTTAACTTCAGGCCGCCGCGCTACC
CATACATGCCCAACAGTTATCGCCCAGAGAACAGCTACACACTAC
>McF0009N23-MGRbd1
GTGTGTCGAGCGCCCTTTAACCCGGGCCTTATGGCCGGGGGTCAGAGGACCGTCTGAGCT
CCCAAAGTGGATGACTTCTCCGAATCTAGTGTTTGTATTACTGACTGAGATAAAAGAAAA
TTTGGTTTGCGTCTCCGTCCCAAGTTAGGACGTGGTTTTTGTGGGAGAGAATGCCGGCGA
GTACGAGTAAAAACTCCGATTTGGAGTTTGACTACTTGCAACCGTGTTTCTACCCGGACG
AGGACGACTTCTACTTCTGTGGTCCTGACTCTGCACCACCGGGGGAGGACATCTGGAAGA
AATTCGAGTTGTTGCCCACTCCGCCCCTCTCTCCAAGCCGCGCAGCGCTACAGGGAGAGC
CGGTGATCGGCTCTCCGGAAGCAGATCCGCTTGGCTTTGGATTGGGGGACCCGCTGGACT
GGGCTTCCGAACTGCTGTTCCTGCCCGAGGACGATATTTGGGGAGCATCGGAGGATGGAG
ACCTGTTTGGGTCCGTTTTGGATACAAACCCCAACAGCATCATTTTACAGGACTGTATGT
GGAGCGGCTTCTCTGCCAGGGAAAAACTGGAAAGGGTGGTCACGGAGAAGCTGGGCAAGG
TGATTTCTACGTCTTCAACGGGCGGGAGGAACGTGTACATCAAGGCGCAGGAGGAGGCGA
GGGGCAGCCCGGTGTCTGAGTGTGTGGACCCCACAGTAGTGTTTCCCTTCCCTGTCAACA
AGAAGAACAGCAGCAGGGACACACCTGGGACCGTTATGATTGCCGCAATCACCGCGAGCG
CACACAGTGACTCAGAGGAGGACGATGATGATGAAGAGGAAGATG
>McF0009O02-MGRbd1
GGGATATTTACAGTGAAGAGATGATCATTGCTGCTAAAGCCATCGTCGCACAGGTGCTCC
TGCAGACGCTAAACGGCACATGGGAATTGGTTTCAGAGCAATAAATGACACCAAATCTGT
CTGTTCTGCAGTGTGTGGCAGACAGTCTTGTGAACATTGAAGAAATTGACACTGAAGTCG
TTACTAAGTAAGTCTCATATTTTACTCCTTGACATCTCAAAGACACAATGTTCCTCAAAT
AGAAAAATACACAAGTACCGGTAATAGAATTATCACAGATATGACTGATCCAGAGTTTAT
TCTAATGAGTGCTTAGCCATAATCTTGTCATGGCTCTGTTATTTTAAGGCATTTTTCATA
GTTTAGATCCTGTTAACGTTGAATGTTACACATCATAAACTCATTTAAACAAATCAATGC
TGGCATGTCAGTCTGCTGACGTTTTCAAAGCTTTAACACGATTCTATGCTCATACTTTCT
TTTGTTGCCATTTCTCAAAGTTCCAGCAGATCAGACATAATAAAAGGAAATCATTCATTT



CTTGCATCCTCAGTTTTTAAAGTTTTTACAGCTTGATCTTTGGTTAAATGGTAACCCCAC
GAGGTTTAAACACTAACCTTGGAGTCAGGCCAGGTCACCAGGTAACCACTTGTTGAACAA
GAGGTTCTTGTCCACAGCAGTGTGGAGTGGCCCACCTTTGTAACAGAAATACATGCATTT
ATGATCTGCTTTCAAAAACCCCTCACAGTCAAAATGGTGAGCCTGGTCTTTGACATATGT
TTGAAAATGGGCGA
>McF0009O06-MGRbd1
GGATGCTGCCGTTAACCCGGGCATTATGGCCGGGAGTCTTGCTGCATCTGTGAGAAGAAG
CAGAGGCACATAAACATGAAGAGACCTCACCGCCAGGACCTGTGCTGTCGCTGTAAGGGG
ATGAGGCTGTCCTGTGACGCCATTTACAGTTTCAAGTACATCATCTAAGCTGCTCTTAGA
TGGCTGCAAAGTGAATGGATGTGTCTGAAGTACCTTTTTACAAATGCCAGCTGCAACTGT
AAAATGTTGACCACACATGCCGTCACATTTGCTCTGGTTTGAGGGAATTCTTTAAAATGT
GGGGCATCTTCTTTGACTAGAGTGGTTTACTGTTGACAGAGGAATTTTGTAAAGAAATAA
AGTATATGAATTGTTAGTTGCNGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0009O19-MGRbd1
GGGGAAGACTTGAAGTCAGAAATCTGTGCGTCTCTGAAGAAACCCAACGTTGGAGACCAG
GATACTCAGCCCTTCGGGGACGTGCCCCGCAAGCTCCGCATCCAACTGAAGCGAGCCTTC
ATCGCTGCACGCACGTTCGTGCGCGGCCTGAAGCTCATGCCGGAGGTTTTCAATAAAGTC
TCCACGGTCAGTGCGACCCCCAGCTGCGTGCGAGCCGCCACCAAGATGCTGTACTGTCCG
TACTGCTCGGGCCAGGTGGCGCTGAAGCCCTGCCAGAACTACTGCCTGAACGTGATGCGA
GGCTGCCTGGCCAACCAAGCGGACTTGGACACGGAGTGGAACAACTTCCTCGACGCCATG
CTGAATCTGGCAGACAGGCTCGAAGGCCCGTTTAACTTTGAGTCAGTGATGGATCCCATC
GACGTCAAGATTTCTGAGGCCATCATGAACATGCAGGAGAACAGCATGCAAGTCTCTCAA
AAAGTTTTCCAAGGATGTGGGACGCCAAAGTTGAGCCAGAGCTTCCGCAGCAAACGTTCT
CTGAAAGAAACGGGCTTCACGGGTCGGTTCCGTCCCTACACACCAGAGGCCCGGCCCACG
ACGGCCGCTGGAACGAGCTTAGACCGACTGACGAGTGAAGTGAAGAAAAAGCTGAAACAC
GCTAAGAAATTCTGGTCCACGTTGCCCGAGACGGTGTGTGCAGATGAGAGGATCGCCCCC
GGCGACGAGTGCTGGAACGGTACAGCAAAGAGCAGGTAC
>McF0009P12-MGRbd1
CTGCCAACTTTGAGAACCATGCCAATAAGCTGGGAGCCACGGCGGGGAATGCGGCTGCTG
TTGGCACGGCTAACAAAAGCACAGTGGAGGGAATCCAGGCTGCCTGCAAGTCAACCAGAG
ACTTGACACCACAAGTTGTATCTGCTGCTCGGATTTTGCTGAGAAACCCCGGCAACCAAG
CTGCTTATGAACATTTTGAGACCATGAAGAATCAGTGGATCGACAATGTCGAGAAAATGA
CAGGTCTGGTGGATGAAGCCATCGACACAAAGTCTCTGCTGGACGCCTCAGAGGAAGCCA
TAAAGAACGACTTGGA
>McF0009P13-MGRbd1
CTGTTCCCTAAAAGCCTGTTTAAGAACCTGCGGTTTGTCCACACCGAGGCTGCCGTAACG
CAGCCTTCGTATCCGCCTGTAGTCACTTCCCTAACCGCTAAGAGCAAGTCCGCCAGGCTG
CGACAGATCGATGAGCACATTCAAAAGATACGCGCCTCTCCGGTGGAGGAGAAACTGTCG
CTCATCACCCGCATCCAGCGGCAGAAATTTGTGATCTATCCCCAGACGTTAGCTCGGAAC
TCGGATCGATGGGACCATTACTTCACCAAGACGGCGTACATCCCAGGTTTACCCGAGAAG
TTCTCTGTGGACAGCGGGGAGGGGAGCTCTCCATCACCCGCGGATCAAACCGAGATCATT
GGCATAGACGGTGATGCGTTTGCGGAGATCCGCGCCCTGGTCACCCGTGTGATCCTTCAG
GAACACTGCCACATGAATAAGAAACGCAAACCTTACGTTTACAAACATCAGGAGCAACTG
ATGGGACCTTTTCTAAAAAATCTGGTGGCTGAACTCACATACAGTTTGGCCAAGTATAAC
CCGCTGCTCCTAACCTCCAGTCTCGATTTCTGTCCACAGGTGAATTTCTACTGGCGGAGA
GGGCAGAGAATTATACCAAAGGGGCACCGTAAGGGCCGGCTGGAACCATTCCGGTTTCAG
ATTGACGACAGCCCTCACAGTCAGATCCGGATAACTCAGCAACTACCACAGTTTATTCCA
A
>McF0009P20-MGRbd1
CATTATGGCCGGNACGTTTTTTAGTGTGGAATTAAAAGTATATTTTTGGCTTTTTGAGGT
TTTTCTCTTTAATTTTGTTCTTAATAAGCTTCAATCGTCTTTCTTTACCCAAATTCTGCC
TTTAAAATAAAAAAAGAATAAAATCTAGGAGAGTCAAATTATCAAATAGGATTAATTAAA
ATGTGAAAGATATATATATATATATGTTAGCACCGCAAAATCTAAACTTTTTTTAAATAA
AACTAGATTTGAAAATTCCAGACATAAGCACATACAGAGAGAAAAAGCACAGCAAAAGCC
AATGTACTGCAAATTTATTTTTTAAAAACAATAAAAGCCTCCCAAAAACAGACTTATTTG
GCTGTTCACCATGTGAACGTGTCTTTATATCTTTTCTATCTTAGAAGAGACAGAAACTAT
ATTTTCCAAGATAAACTCCAACAGCAGTTTTATCATTAAAAGTTTCGATATGTGGGCTAT
CATTGTGTAATCTCAGTATGATAGGAAAAACAACAAAAAACAAGCAAATATAGGATCAAC
AGCATTGAACAGCCCTGTTATTTTGCTTAGGCCCCTCCATCTGCTTTCCTCTAACTTTCA
CAGTCGGTAATAAGCTGGCACAGCCTCAGAGTAGTCCATTCACTTAGTGCGAAGGTTGGG
GATTTAATTATTCAGTATCAATATTTTGTGAGCATCCACTGCCTAT
>McF0010A08-MGRbd1
GGCAGCAGCAGCAGCATGCACAGCTGAGGCAGGACGTCCCGCCGTCCCCCACCGGGGGTC
GGGGCGGCCACTACTACAGCGAAGCCGCCCGGGGAAGAGCGGACGGCTACAAGGACGACC



GACAGCCCGACCCCAGGCGAAAGAACGCCATGATAGCCCCGGTGTGAAATGCCCCAGACA
TCAGGTGTGTGTATATTTATGAAGCTGAGGAAACGAGCTTTACTTTTGATAAAGATCCAT
CTGTTTTGGGGTGAATTTACTAGATTTACTATGACAAGGTTTTAGAATATAAAAAAATGA
AATAAAAAACGATGATATTTAGGGGTCAATGTTGCACAGAACTATATACAATAACACTTT
GTGCCAAATGTGTAAAAATGAAGGTAACTTTAGCATTAAATGTAGAGCTGACTTGCATTT
TGCACGAGCCGATCAAACAGAAGAAGAAAAGCCTTTGATGTTTGTGGCCTGACCTTTCCA
TCCGTCCTGCTGCAGCTTTTTCTCCTCCTCCTCCTTTATTGTCATGAATCTCCATAAATC
AGCGTAACCCGGCGCCTGCTTTATATTGTCCCTCAATGCAAACTAGAAGCATGGAAAACG
GGTCAGCCATGTTTGATTTAAAAACACTGAATGATTTGTCTTTTTTTTTTATTTGTTTTT
GTTTTTTCTACTAATACTTTGCAATAAACATTTGGAAAANAAAAAANNAANNAA
>McF0010A16-MGRbd1
CCGTTTAAACCCGNCATTATGGCCGGGCACAAAGTTTGACCTTATCTACAGTCCTGTCGT
GCCCTGCAGCTTGTTGTTTTCTTCTCACACAGAAGAAGTTGGTCTTTTTTTGTGGAAAAC
AAGCTGGATTTGAAGGTGGAAGAGGTGGTGGACTTGTGTTATTTAAAAACTACAGGAAAT
CCGACACACCGGTCGTTTGTCTTCCAGCTTCTCTGAGGGTCCTTCCCAGCAGGAGCCAGT
TCTTCCAGTACGAGTCTGTCACTCTGAGCTGTGAGCTTCATGGAGACCTCTCTGGGTGGA
GAATCAGGAGAAAGACCGACCTGGTAAACCTAACCGAAGACTGTCCCTCCCCCTCGAGCA
GAAATGAATCCGTCTGCTTCATCAGCATGCTGTACTACATGGACAGTGGAGTCTACTGGT
GTGAGTCTGCAGAAGGAAAGTGCCGCAGGGAAGTCAACATCACTGTGACAGGGAAAGCCG
ACAGACGCGTCTCCTACATCGATGTGACGATCATACAGGATGTGAAGCCACAAAGGATGC
GAGTCATGGAAGACACCTCCACCTTCTACTCCATGCTCAACCCGGCAGGAAGCTCCCAGC
AACTGGACCATTGCTGAAACCAAAGGAGAGTGATGAGCAGGAATAGAAGGAGGGGATGTT
CCGGATCCGGGCCTGCTCCTTCCTGGTCCTGGAGATCTACCACCCTGTCTGCTTTCCGGC
TCTCTCTGCTTGCTGCTGATCACCTGGACCAGGTGTGTTTCTTCATT
>McF0010A19-MGRbd1
GGCGGCCGTNAAACCCGGGCATTATGGCCGGGAGAGCTGTAAATAGAAGATGAATCTATT
TATTATTGTACAAAGGCGTTTTAAAGATGGACCTTTTGTATATTCATTTTAATTTATTTC
ACACATTAGCGAGGGTAAACATACACTCCCTATTCCGAGCTCACATCTATGCAGCGTTGT
TCGGCATGCTTAAGATCGGCCTGTGCTCAGCCACACTATTAACTGTGTTGCTTCTGCAGG
TCAGCAGAAAAATACAACAATTCTCCTTTTCACACAGAAGTGCCAAACTGGGATTTTAAT
TTCTTGTTGTATTTAAAATTAGCTTTTGTTCTGGCAAGATCAAAAGCTACGTTTTGGCAT
ATCTTTGTGAAAAGGCGATGGTATTAATAAAAGATGATGAGCAATAATCTGCATGGTAAA
TACTGTGGATTGCAAGAGCAGAATGGCTAATAATCAGGTGATTCATTAAGTCCCGTTTTC
CTAATTTTGCATTCATCCATTCATTACACTACAAAAGATTTGATTGTCGATTGCCATTTT
CAATGCTAGAATTTTACCAATGATATACGTAGTTCTTGATTTGCTAGCACACTATGTGAT
TCCGTTTCTATTCTAACATACGTCGTTCATTTATACTCACTTGGTATTTTAAGATTCAGG
TCGCTCCGCTTC
>McF0010B04-MGRbd1
CGGCGTTAAACCCGGGCATTATGGCCGGGGAGAGTGGGACTTCTGTGTTGTTTTGTGGAT
TTTTATGTGTCTGTCTCTGTTGATTACTTTCAGGTGTGGTGCTGGAAAGGGTGTGGCTCC
CATTGGACCCAAGCTGAAGGAGGGAGCCTTTAAAAGCACTGCACCACGGAAGATGAAGTA
TGGCACACGCTATCAACCACCATATTTGGCTACTCTCCCAACATCATTATATGCAACAGC
AGTTTTACAACTCAGATACAGCAGTGTGGTCGGCCCAATGGGGAACAGCGTTGGAGGCGT
TGCACTTGGTTCTTAATAGTGTGTTGGTCTCACATGCAGACATGCAGGTCTTCCCTTTGC
CGTGCTCCGGCAGGCTGCAGCTCTCTCAGATGATGCCCCCCTGCATACTCGGCTGTGGAG
CTGTGTTCATATGACGGCGTGTGATCTCATGATAAAATGAATCTTAAATGTCTTCACTCA
GTGGATGCCTGGGATGATTCTCTTTGACTTTCACTCTGTCTCTCATGGATTTTATGTTTT
TTTCTTTTCTCTACTGCGTTGGAGGATAGATAATGTTCTGTGGCTGTGCGTCATCCCTAA
AATCATGACGTCAGAACTAAAGCAGATGCCCTTTAAAAAGGCCTATTAACAAAGTTT
>McF0010B10-MGRbd1
TTGGACGGCCGTNAAACCCGGGCATTATGGCCGGGGGCAGATCCCCGGTGGAGTCCCTGT
CACAGCCCGACGTTAGCTAACCTGTGTGACACAGCTGATCTGCCGCAGACCACCTCCTCC
GACCAGACGTCCCTTCCCTTCAGTGAGACGTTTACAGACAGGTCCAGTACCAGCCATGGC
TGTTTGGAGGAATATGTGGTCCAGAAACCTCCTGACTTTCTGCGTCTGCGTTTTCCTGCT
GCTCCATGCGATAAACGCACGCCCAGCCAACATGTCCGCCTCCAAAGATAAGGTTCCTGT
CAGCAAGGACAAAGACGAAAATGAGATTCTGCCTCCGGACCACCTGAACGGGCTGAAAAT
GGAGCGGGATGGTCACCTCAACAAGGACTTCCATCAGGAGGTCTTCCTGGGAAAAGACAT
GGAAGAGTTTGATGAAGACTCTGAGCCAAGGAGGAACAGGAAGAAGCTTATCGAGATCTT
TACCAAAGTTGATGCCAACAAAGACCGGAGTGTCAGCGCCAAGGAGATGCAGCGCTGGAT
CATGGAGAAGACCGAGGAGCACTTCCTGGAAGCCCAGACGGAGAACAAGAACAGTTTCCG
TGCCGTGGATCCGGACGGCGACGGTCATGTGACCTGGGACGAGTACCGAGTGAAGTTTCT
GGCCAGCAAAGGCTTCAACGAGAAAGAGGTGGCAGAGAAGATAAAGAAAAACGAAGATCT
GAAACTGGACGAGGAAACTCAGGAGGTGCTGGAGAGCCTGAAGGACCGCTGGTTCCAGGC
GGACAACCACCCCACGGATCAGCTGCTGAACGAGCAGGAGTTCCTG



>McF0010B14-MGRbd1
TTAACCCGGNCATTATGGCCGGGGAGAGGGAAACAAACTGCAGAAGCTGGAAGCGGGCAT
CAGCAACAGCCGACGAGATCTCTTTGGAAACTTGCACCAAACCCAAGACATTCCTCTTCC
TTCAGCTGAAAATCAGATGGAGACCACTCCCAGGAGGCAGAGCAACCCGTGATATCTGCC
AGAGCGGGAACGCTGAAGAGGAAACAGCAGGTGCGCCACTTCCTGGAGACCCTTCCCAAA
GACGACATGAACGATGCTTTCAGCTCGACATACATGCGGAATAAACGGTTCGAGGTACCT
TCCCTGTGTTCGAGTGATGATCATGACTCCATGCTGGGGGATCTGGAATACCAAACTCCA
AAGTCGACCTGTTTCCCCGAAGTCAAGACTCCTCAGTGTTTGCACATCACCCCCGGCATG
ATGGGATCCCCAAACACGAAAAGTGATGACAAGTATGTCTATCAGCTGCAGAGAAGGATG
AAAAAGAATCAGTTTAATGTTCAGAAGAACCCGGCTCCTTCAAAGAAGTTCATCGCCACA
CCAGGAGTGAAACGGGTGATGAGGCGATGCGGTGAAACAGAAAATACTTCTTTCGTTGTT
TGGGAGATGTTTCCCGGAAAGGAGGAAGAGTCGCCTGAAAGTGGAGAGGAAGAGGATTAC
TACTTCTCAGATGACTGAGTTATTCAAAGTTGAAACTTTTTTTTTTCTTTTTTTTATGAA
TGCAACANAAGCCAATAAAATACAGGAAATC
>McF0010C18-MGRbd1
GACGGCCGTTAACCCGGGCATTATGGCCGGGACTTTGAGTACACCATCCTAATATCTAAC
GATGAGCGGAAGAGGCAAAGGCGGAAAGGGGCTCGGTAAAGGAGGCGCAAAGCGTCACCG
GAAAGTTCTCCGTGATAACATCCAGGGAATCACCAAACCAGCGATTCGCCGTCTGGCTCG
TCGCGGTGGAGTGAAGCGTATCTCTGGTCTGATCTACGAGGAGACCCGTGGTGTGCTGAA
GGTTTTCCTGGAGAACGTGATCCGTGACGCCGTCACCTACACAGAGCATGCTAAGAGGAA
GACCGTTACCGCCATGGATGTCGTCTATGCCCTGAAGAGACAGGGACGCACCCTGTACGG
ATTTGGCGGTTAAATTTTCGGCTTGATCAGAAAACTACAACGGCCCTTTTAAGGGCCACC
CAAATTTCCCTTCAAGGAGCACAGAACCTTAACACAATGAGCTGTCATTTAGGTTACAGA
TTGCGTTGAGAAACGATGAATAATGTTCAAGACAACACACTTCTAAATAGAGGTCTAAAC
AGCCCAGATAGCTTGCCCATGTACTCACGCCCATCAAATTTTATAATTCTCTCTAGTGTT
TACCGACAGCTTGACCTGTCCTATGATCTTGTCAATTAGACCAATGTTCACTTTTCCCCT
CATGTTTTAAACTCATTTGGTTTAAACACTTGGCTGAAAAAGAAAATTTGTGGGGAAAAA
AAACAATGTACAAAATTATGTAAAAACTAATATCACATTGATGACATTAGCACGACCGTG
AATGTCATAAG
>McF0010C20-MGRbd1
GAGCGCGCCGNTAAACCCGGGCCTTATGGCCGGGTCAAATAAGCAAATCTTTAACGCTTT
TCCCCAAAGTGTTCCCAGTGGGTTTCAATTATTGTGCCATTTTTTTTAGGACATAGCTTT
TGTAGACTGACAGGGTTTCATTAGAAGTTCAGCTCTGAAATTCTCTTGAGTTGGCATGGA
GCAACCCCACCCCCCTTCCCTTCTTCTTTGATCTTCTGACCTGCCCTCTGCATCACAACT
ACAAACTTCTTCAAGCTTCCTTTTTTCGCTGCTCCTGATTCACAATGATTTAATAAAGAA
ATACTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0010C22-MGRbd1
GGGACGACAGCTCAGATCATTAACGTGGTACCGCTACTCCAACTAAGCACACGTCTGATT
ATTATTATAATTTTTTATTTGAAGGGAAATTAATTTTAATACAATTTATATACTTGCATA
TCTCCTTCTTATAAATTTGCCTGACTTGTTTAACTTACTCAAACAAATTTTTGTTGTAAA
ACAAATAATTTAGTATATATATATATATTTTTTTATTTACATCCATTTCTTTACTGACAA
ATCACTGTGACCAAAGTAAGCAACCTTGTCTACTTGATCATTTAAAAAATGTTGTTTCTC
TTTCGGCTTTTTCCCATCAGGGGTCGCCACAGCGAACAATCATTTAAAAAAGAAAAAAAA
ACAAAAAAAAAAACAATTTGCCTATTTGCAACTATTGCATCCATATTTTTGGTAGTTTCC
CGTGATGTCATTCTTTTAATAAATAAAACTGCACAAAGTCTCAATGTTTCTGGAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAACAT
>McF0010C23-MGRbd1
GCTTGGAGCGGCGTAAACCCGGGCATTATGGCCGGGGCAGGCGGTGAGAAACAGTGACTA
CGCCATCCCCAAACTCAAACACCTCAAAAAGCTTCTGTTGGCTCATGGCCATCTCTACTA
CGTCCGTATAGCTCACCTAGTGCAGTATTTCTTTTACAAGAATCTCTGCTTCATCCTACC
ACAGTTTTTGTACCAGTTCTTCTGTGGATATTCTCAACAACCTCTGTATGATGCGGCCTA
TCTGACCATGTACAACATCTGCTTCACCTCTATGCCCATCCTGGCTTACAGCCTGCTGGA
GCAGCACATTAGCATTGATGATCTCCTGGAAAATGCCACCCTCTACAGAGATGTTGCAAA
GAACGCCATGCTGCAGTGGTGGCCATTCCTGTACTGGACCGTACTTGGAGTCTTTCAGGG
CTTACTCTTCTTCTTTGGTGTTCGGTGTTTGTTCAGCAACCCAGCCCTGCAGGACAATGG
CCAGGTTTTCGGGAACTGGTCGTATGGGACTATTGTCTTCACTGTTCTCGTGTTCACTGT
AACTCTAAAACTGGCTTTGGACACTCGGCACTGGACGTGGATCAACCACTTTGTAATCTG
GGGCTCCTTAGCTTTCTACGTGTTTTTCAGCTTCTTCTGGGGAGGAATCATATGGCCTTT
CATCAGACATCAGCGTTTGTACTTCGTGTTTGCCAACATGCTGGGCTCCGTGTCAGCCTG
GCTGGTCATCATCTTGCTCATCCTTCTGAGCCTACTGCCAGAGATTCTGTTTGCAGTGTT
CCGCA
>McF0010C24-MGRbd1
GGGCATTTTTGTATCTACATTTCTTTATCTTCAATCAAGAACAGGCGGTCAATTAATGAA
GTCACTACTGTGAGAAGGAACCCCCCCCCCCTCTGCTGTAGTAGAGCTTGCAACGGAAGA



TTGTTACAATTGTGAAAAGGATGCAGTGTTGTTCCCATTGTAATTGGCTTTTCATTTTTT
TATGATCCGTTATGCAGTTTTAACATAGTCCTTGGGATTGTGCCAGAATCCTCTATCAAA
GCTGCTAAGACGTGTGCTATGTAGTAACAACATGACTTGATTTAATCACTTGTGATACAA
AAATGACGGAGACAAATCAAAATGCAACCACAATAAAATTAGAATTCAGTTTGAGCACAA
CTGCTTAAAATGCTCTAAAGACAGACACAGACAATGCGGGGACTAAGAGAGTTTGTGCTT
AATCACTTATTCAGTTAAAAGTTACCTCCTTCATTCAATTTAAGGCCTGGATGGGTTTTG
CAGCCAAAGTGTCCTCACAGAAACACAGCTTCGGGGAAATGGAGCGATGTGTGCAGGTGT
GTGTATGTGCATCAAACAGCTGGGTCTTACATCAAGGTGG
>McF0010D03-MGRbd1
GGGGGCTGCACGGTGGCGCAGTGGTTAGCGCTCTTGCCTCACAGCAAGAAGGCCCCTGGT
TCAAGTCCCGGCTGGGGGACCTGAAACAGAACATCAATGGGGACCTTTCTGTGTGGAGTT
TGCATGTTCTCCCCGTGCATGCGTGGGTTTTCTCCAGGATCTCCGGCTTCCTCCCACTGT
CCAAAAACATGCTTCATAGGTTAATTGGCAACTCTAAATTGTCTGTGAGTGTGAGAGTGA
ATGGATGTGTGACTGTGGACATTCTACCCTGCGACAGACTGGCGACCTGTCCAGGGCATC
CCCTGCCTACGCCTAAGTAGCCGGGATAGGCTCCGGCAACCCCGTGACCCCGAAAGGGAC
AAAGCGGTACAGAAAATGAATGATGAATGAATGATCCTCTAAAAAAAAGAAAAAAAGAGA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0010D14-MGRbd1
CGCGAGCGCCGNTAAACCCGGGCCTTATGGCCGGGGCAGGTACGGCATTGTCTCCAGAAC
AACCAGAGTTTTGTGTTTGGTTCTGTTCCTGCAGTTGTACTGGTTCACGGTAGAGTTCGG
CCTCTGCAAGCAGAACGGAGCGGTGAAAGCCTACGGCGCCGGGCTCCTCTCTTCTTACGG
AGAGCTCGTTTACGCTTTGTCAAACGAGCCGGAGTATAAACCCTTCGACCCAGAAGAGGC
GGCGGTCCAGAATGCAACAGTTTCCTACAAATGTTTCTAAGATGTGTTTCAAGATGTTGT
GCAGAATTACGCAATTGTTAATTGATCTTTTGTGAGTTAGAGAAGGAGAAACTATCAAAT
ATTGACAATAAATTGTGACTGAATGGGCTCTTCGAAAGAAATTTTTAAAAAAAAAAAAAA
AAAAAAAAAAAAAAACCAT
>McF0010D17-MGRbd1
CCCGGGCCTTATGGCGGGGGGAGGGACGCTGAGCTAGGAGGCTCTGAAGGAGCTACTCTG
GAGAGAGGCTCATAAGGAGCCGCTCCAAAGGAGCAGGCTCGGAACAGGTTCTGAGAGGCG
CTAAGCAGACGAGCTCACAAGCGAGGAAACGGCAGGGTGCTTCTTCCAACGACTGGTTGT
ACGGACGGCTGACCAGGAAGAGCCAGACTAAGCAGCAAACCCACAGGATTGCTGCAGGAA
AAGCAGACACCGGACCGACAGCAGAGGAGTCCCCTCAAATGAACGCTCACCAGAGAGGCT
CCTGGCTCCAACGAAAGGACAGAACCAAAAAGACTCCGCCAACATGCCTCCCCTTTTTTT
AAAATAAACTCTTTGTGCTCCCCTTTTGAACTGGGTCCTGGGTGTCCTGTCTCCACACAC
ACATCCAGATCTCTGTGTGGATACAGACTCCCTGGATTGTAGGTGGGGGTGACCTATAAT
CTTTTTACTTTATGTTCAAAGGCGTTTGCGTTCATCACCGCCGTTGGGGAGTGCGTGTAC
AGAGAGGCGGAGAAGTTCCCCTTCTGTGCAGAACGGAGGAGGCCGATGATGGCGTGAAGG
GAGGAGGGCAGAACTGGTCCTGCAGCGTGAAAAAAACAAGAAACTGAAAACCAGAACTGC
CGATAAAACAACCATCATGAAGACAAAAGAGAGAGAAAAGACAAAAATGATGAGCAAATG
GGGCAACAGCCTACCTGCAATTTCAAGGCTGCTGACGTTTTGAAATCCAGA
>McF0010D24-MGRbd1
GGGCTTTTCCGACCTGCCTCGTGTCTCACCACATGCCGTGAGGTCGCCACGTTTACTTTA
AACAAGTCTAAACGTTTCCTAGAACTTGTGACTAGAAAAGTTTTAGATGATGCCAGAGAT
GGAAGGTTCTTCAAGAGTTGGTGACTAAGTATTACCGGTAGTCATCATTTCTGATAAATA
CAGGTTGTTGGTGAGACTCCTTTGTGTCGAGTGGGTGAAGGATTGGCACGCATTTTTATT
GTACCAGCTGTTCAACTGTTGCAATTATTTGTAAAATTTGAGGTTTACCTTTGAGCTTGG
TTAAATTGTAATATATCCCTTGACTGTCAAAATAAACTTGGATTTCTGAAGCGAAGGAGA
AAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0010E06-MGRbd1
CCCGTTTAACCCGGGCATTATGGCCGGGAAGTGCAGGAAGGAAACGGAGGATAAAGTCAT
TAATGACATAACAAGATTATCTCAAATATGTCCAGCAAATCAAAATTAACTTCACTTCTT
TACAAAATGAACTGGAAGAGCTTTAAAAAAATCATGCCGAAGGCGCCTTTGTCAGGACTA
AAATGCCTGGAAGAGGGTGAAATTCGGTTTTGGTTCTTATTTTTGCGATGCAATAAAACT
ATTACACAGTAATGCTAAAATATGGTTCCTCTCCCCGTTTTAATGTTAAAAGAAGAATAC
CACAGGGTTGCACCATCTCTACTTGCATTAGCCACTCAAACCTTGGCAGATTTCATAACT
ATAAATAATTTGAAAGGCATCTCTGTCTTTGACAAAGAGATTCTTATTAGCCAATTAGCT
GATGATACCACCCTTTTTTTTTGAAAGATAGCAGTCAAAATCCTCGAGCCCTTAATCTAA
TAAAAGCTTTTTCTAATGTCTCTGGACTTCATCGTAACATTAAAAAATGTGAATTAATAT
CTATCAAAAAACAGGATCCAGATGTGAAATTCCCATCAAAGAAAGTGTAACATATCTAGG
GATTACCATCACCAAAAACGACGTGGAGAGAAGTTCCTTAAACTTCTGTCTGTAACAGAG
AAAACCAGAAAACGTTTGAACTTCTGGCTTCA
>McF0010E08-MGRbd1
TTAACCCGGGCCTTATGGCCGGGGACGGAGACACCGAAACGGATAATTTTCAGGTGAAGA
AGACATCATGGCAGCAGCTGACTCTGAAGCTCCTGTGAGGCGCAGACACAGTAATCCACA



TCTACGACCAAATATGTCTGAGCTGAGGGTGGTTCTTCTGGGGAACAGATGTTCTTTGAA
GAACTCAGTGGGGAACATGATTTTAGAAGGGAACCTTTCTAGAGAACCAGACTACTGTCA
GAAAATTAGCACAAAAATTGACGACAAAAAGATCTTTCTGATAAACACTCCAGATCTTCA
GCATCCAAACCTGTGTGGAGAAAAACTAACCAAGGTTGGAAAAGACTTAATGAGACTCAG
TGATCCTGGACCTCATCTGTTCCTGCTGGTTCTACAACCTGAGAATTTCACTGAGGAAGG
GAAAGAGAGACTCCAGTTCATCCTGCAGATGTTTGACTCTCCGTCCAATCACACTCTGAC
ACTGATTTCAACATCCAAAGAGGAAACCTCAGATGTCAGAGAGAAATATCTTCAGGATCC
ACTGATAGGAGACTTTCTGTCTGAATGTAAACATGAATTCATTCAGAATGATGAACTTCA
ACGTTCCAAGCTGTGGAAAACCATTAACCAGATTCTAGAGGAGAATCATGGAAAGAATGT
GGGTTTTCAACAAAATACATCTGCACATTTGGAGTTACCCAGTTGTCATGGAAACCAGAA
GCAAGATAAAAA
>McF0010E10-MGRbd1
TGAGCGCCCGNTTAACCCGGNCCTTATGGCCGGGTCTGTATGAGTAGTGTGAGGCCTGGC
AGTGACAGTGGAGGAGCATCTTAGCTTGCTGCTTATCCAGAGAAAGCCGTCACTTAAATC
AGCCCCTCTATTGTCTGTCCACACCCCTCTCCTTCTCCCCTGACGTGATTCTCTATAATC
CTCGAACCCATTCTCGTTAGAAGTCCCTGAGAACTATTTTTATGTTTTTTTTCCCCTCTT
CCTTCCATTTAAACATTAATGGTTGTTGCAGATGAAGAGAGGGATCCCTATGAGGATGAT
TATAATGTCACTCCACTGATCTCCCGCCGCCCCGAAATAATTGTACATCATCACTTCGCA
GCGCGTCAGAGGGACACGTTGGTGGCGTGCAATTAAAACCGCAGAATATAATACACCAAA
TTACTGCCTGTCAGGCCCGTGAACAACATGCGCGGTATTTGAGTTACACTTAATCATCAC
GTACATTAGTGATTTTGCTAAGATCTCTTCACCCCGCCCCCCCTGCTAATGCAGCAGGCC
TGTGAAACAAACTGCTCCATGCAGGCTGCTGAGGGAATGTGTCATGTGACATCAATGCTC
CGCGCATTTAGGTTCCTGAAAAATCTGTTTGGCCTAAATGGGTTTGCCATGTTCTACTGG
AAGCCNNNNANAAAAAAAAAAANNNN
>McF0010F02-MGRbd1
GGGAGAGGAGAGCGATAGAAAATGGCGAGTCTTTGCGAAACGCAGCAATGCACAATCGAC
AGGCGCGGCTTTCGGCAGGAACTTGATTCGTGGCGGCACAAACTCATTCATTGTGTAGGT
TTTCAAAACATTCTTGACGGTCTGATTGGGCCGGAACTGGTTGAAGACCTAAAACTATTT
AAGGACTTTAAGCATGTGGCATCGGATTGGTCATTCCACGAAAACTGCCTGTTCTGCTGT
TTGAGGAGAAGTAAAGTAAAAGAACACTTACTGGGCGTAAATAAGAGCAGACTTAAAGGA
AATGCGAAGCCTCTCCTCGTTAAAGATCAGATCGCAATCGGCAAACTCGAGAAACAAACG
GAAGACTTTCTCAATGCAGTTTTCTGCAGAAAAGTGAGTCTCAAGACTTTCAAGTGACGA
AAGATCTGCAGTCCACCTCCACGCTGAAAAAGTTTATGGCCAAACTCTGTCTGCACCATC
AACGGCAGATAGTAGAAGCCATTGGTTTTCTTCAGATGGAAGTCAAAGCCCATTCGTCCA
CCAATGCACAGAAAGCCTCTAACAAAACCTCAGGCTGCCATGAAACTGCTTCTTCCACAG
TCACGCCGGANAAGTCATGCCCTGAGGTAACGTTGCCCAATGAATCTACTCCCAAAGCAG
ACGTCCATTCTATACCAAGTAGCTATGCAACAAACAAGATTCCAGAG
>McF0010F22-MGRbd1
TGAGCGCCCGNTTAACCCGGGCCTTATGGCCGGGGAAGTCAGAGGAAGTTGCTTGGAGCA
GCTGTGCTAGCATGTAACCTTTCACGAGTGAGTTGGAGCGTCGCTACAGCTGATAGGAAG
GCAACGGCATTCATGGATATTGTGGACCCCCTAAGCCAGTTAATTCCCAGTGATCAGTTG
GATGAGTCCCTGGTAATAGGTCAGAACTTGGAATCCGACGCCAGTAATGAGTTACGACCA
GGATATAGACCTGAAGATTCCCTGAAGAACATGCTCAGTGACAAAGATCCCATGTTTGGA
TGTGCAAATACTCAGTTTAATCTGCTGGGCAATGAGGATCCTGCTTTTCAGATCGCGGAT
TCAGCAGGTCCAGACAGTGGCTCCACATCTAAAGACATCACAAACTGCAGTGGCCCAAAG
CCCAGAATGCCCACTAACTCCTTAATTCGAGGAAAACCAGGAAGAAAACCAGTCAACAGG
CTACGCAAGTCCTTTCTTATTGAAAAAGGAGTTAAAGGGCCTAAGCTTAAGCAAGAGCTG
GCTCTGGGAGGGCGCATCAACATTCATGATCTTGATAGTGGGTTATGGTTGTATCCAACA
GTTGTGTTGAGGCGACTGACAGTCACAATTGGAGGATTTAAGATTGAGTTGCTTCCAGGA
CCTTCTTACATGCAAAGTGGCGATACCAACCTGTCGGGAAGCTTGGATGAGACCATTTAT
GAGTCTGATATTGGTTT
>McF0010G04-MGRbd1
GGACAGAAGGGTCGTCATGATGCCCAATTTATGAGCCCAGATTAGAAAAGTGACGGATGC
GCCGGTGAGGATTACCTGCGACACGCCACGCCTCTGCATCCTGGATTGCTCCGCCCTCGT
TGTCGGGGTGACGTCGGCATTCCAAGCATAGAGTTGCGTTCCCCCTTCACAGCTCAGGCC
AGCCGCTCTGCAACATGCTGCAAACATCCACCAGTCAGAGAAATGGATTCTTTTTGCAGC
GTTCTTGTTCAGTACTGGTATCCAGCTTCAATCTACGAGCCATTTTGAAATGAATAAAAT
AATCTAAATGTGGGCCCTATGGAGGATTATTTGTTTATTAAATTTCAAAAAAAAAAAAAA
AAAAAAAAAAAAAAACCTT
>McF0010G05-MGRbd1
GGGAACCAAATGCACCAAGAAGGTTTATTAACCAAGGAGTGGGAGGGTTAGTCATGATGG
TCACCCGCCGTGTTCCTCTGGTTTTGTTAGCCTGCGGCTCTTTTAATCCAATCACTAACC
AGCATATGAGGCTGTTTGAGCTGGCCAGAGACCATCTGCACGCCACAGGCCAGTACCAAG
TGGTGGGTGGCATCGTGTCTCCGGTTAGTGACGGCTATGGAAAGCAAGGCCTGGCGCTGG



CTAAGCATCGCATTGCGATGGCAAAACTGGCACTTGGGACCTCCAGCTGGGTCACCGTTG
ATGAGTGGGAGAGCCAGCAGCCGGACTGGACAGAGACTGTGGAAACCATGAGGTATTAAA
CACAGCTCTGGGGTTCTAAAATGACCATTTCTGAAATATAAATGTGCCGGGGGGAAAGAG
GAGATGCAAAATGATCTAAAGATATTATCATAAATCTAAAGTTTAAAACCGTTTTCCACA
NNANAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0010G10-MGRbd1
GGGAATCCACAATGGCGGCCCCCGTTGCAACGTTAAACTGTGAGGACTTCTCGTTATTTC
AGGAAGTCCTAAAGGTGATGCGCACTATCGATGACCGAATCGTCCACGCCCTCAACTCTA
CGGTGCCTACAGTTTCCTTCTCTGGAAAAGTAGATGCCACACAAACTTGCAAGCAGCTCT
ATGAGTCTATGATGGAGGTTCATTTGAACAGAGAAAAAGCCATTAAGGCCTGCATAGCTC
AAACATCTGAGGTGGTGGAAAAGATGCGTGAGCAACGAGCACAAGACAGTGAAAACCTGG
GACTAATAAAACAGCTCCGAAAGGAGCAAACCAAAATTTTCAATGAAAGGTGCAGGATCC
ACTATACTCCTCCCAAGGTGAACTGAAGCTGGGACCCAGTCCAAAAGTCCAAAAATCTGA
CCAGAACAGGATCCCTGAGCTCCCGGCGAGTCCGGGCTGCAGGCGGCTAACTGTCCCAGA
CCTCTTGGACCCCCCTCCCTCTCAGTCATGTGATCATTGTACTGCATTACCATCTCTGTA
TGAGTCTTCTGTGTGCTTCCTGGAATAGAAATATTGTACAAAGCCGTTTTTTTTAAAAGA
CAGTGAACTAAANAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0010G13-MGRbd1
TTCGAGCGCCCGTAAACCCGGGCATTATGGCCGGGGGCTGCACGCTGAGGATCCGGGAAG
GCTGTTGACCGCAGACGAAGAGGAGCACGCTCTCCACAGCCTCCTTCATCGCATGAGAGC
GCACGGCGCGCATCCACGCTGAAACGCACGAACTCCAAACTGTGAGGGAAATTCAACAAG
AAAGCAGGCACCATGATTCCTGTGATGGAATTCCGGCAGTTCTCTGAGCAGCAGCCCGCG
TTCAGAGTCTTGAAGCCGTGGTGGGACGTCTTCACCGACTACCTGTCTGTAATCATGCTC
ATGATCGGCGTCTTCGGATGCACCCTGCAGGTAATGCAAGACAAAATCATTTGCCTTCCT
CAGAGAACATCACCCCCGAATGGCAGTGCAGTGGAGCTGAAGTCACTGTTGCTAATGCAA
CCCAACACCTCATCGGGGCTTAGAGAAATGTCTGGCCTAAAAACGAATCTGGATATTCAG
CAATACACGTTTATCAATCAGATGTGCTACGAGAAGGCTCTGCATTGGTATGCCAAGTAC
TTTCCTTATTTGGTTCTCATACACACGCTTGTTTTCATGGTGTGCAGCAACTTCTGGTTC
AAATTCCCGGGCTCCAGCTCTAAAATAGAGCATTTCATCTCAATGCTTGGGAAATGCTTT
GATTCTCCCTGGACCACACGAGCTTTGTCCGAGGTGTCTGGGGAAAATCCAGAGGAGAAG
GAGCAGAAGAAGAGTGGGACGTCTCGGTCCAGCAGTGTT
>McF0010G16-MGRbd1
GGGGCGAGCAATGTATTGGAGTCGGCCAACGCAGCCACAACCTGTCAGTCCCTTTCTTGC
CCCAACCATGAGGGAAAGGTCATGGAGTTTTACTGCGAGTCATGTGAGACAGCCATGTGT
CTGGAGTGCACAGAGGGAGAGCACAGGGAACATGTGACCGTCCCTCTGAGGGACGTGTTG
GAGCAGCACAAGTCTGCTCTCAAAAATCAGCTAGACACCGTTTGTAACAGACTGCCACAG
CTGACTGTTGCCATTGAGCACGTTAATGAGATCTCCAAGCAGTTGACGAAAAAAAAAAAA
AAAAAAAAAAAAAAAAACAT
>McF0010G18-MGRbd1
GATCGGCCGNTAAACCCGGGCATTATGGCCGGGCACAAACAGCAATTATTCATTTCTCCT
TAATGATCAATTTTCAAACGGTTGGCACTTGGGTGAATTTAAAAGGACACTACCCATACA
TCACTACCAAATCCGAGTCCCTGATTGGTCAAAGTTCAACTAGTTTAACTTTCAATACGC
GTTCAGTGGACGTGCATTTTATGCGTAGAGACTAAAAGTGACCAAAAAAACCGTGCGTAG
CGACACGTGAACATGAGAGTTTTAAACGTGGAAGCCTAAAAGACACATATATGCACGTTT
CTATACACCTTTCATGGAAGTAGTCGCTCGCTTGAATGCGCGTTGCCAAGGACGGTGTGA
ACGTAGCATTCGACAGCACAAAAGTTTGAAAGAAAACCACTGTAAAGTAGTCTCAAGTAT
TTACTAGTTTTTGAGTCACACACTTCACTATCAGGTGAGGCTTTTTGTACAAAGCAGAAC
AAAAGGTATTTTAAATTTTGTACATAACCTGGCTGTAATCATTTTTGTAAAATTGAGAGA
AAGGGGTTGCACAAGAACCAGAGGGGAAAACGAGTAAAGCAAGAAATTCTCATGGAGACA
TTTATTTAGAATAGTAGCAAANAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0010G19-MGRbd1
GTCTTCGAGCGCGCGTTAAACCCGGGCATTATGGCCGGGGGTAATACGGAGGGTGCAAGC
GTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTGGATAAGTTAGATGTGAAA
GCCCCGGGCTCAACCTGGGAATTGCATTTAAAACTGTCCAGCTAGAGTCTTGTAGAGGGG
GGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAA
GGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATT
AGATACCCTGGTAGTCCACGCCGTAAACGATGTCGATTTGGAGGCTGTGTCCTTGAGACG
TGGCTTCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGCAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAACTT
>McF0010G21-MGRbd1
TCTTCGGACGCGCGTTAAACCCGGGCCTTATGGCCGGGGGGGTGGCAGTTTAGCTCAGGC
GGTAGAGCAGGTCCACCAACAATCGAAGGGTTGGCGGATCGATCCCCACTCTCCCCAACC
AGCTGTCTCCCCCAAGCACGGCCTGTCTGCAGCCCACCGCTCCCCCCAGTGGATGGGTCA
AAATGCAGAGAAGAATTTCCCCATTGTGGGATAAATAAAGTATCAATTATCAAAAAAAAA



AAAAAAAAAAAAAAAAAAAAACTT
>McF0010H08-MGRbd1
AACCGGGGCATTATGGCGGGGGACACCTGTGTGTGCTAAGAGCTCGACCTGTTGGACTGC
AGCAAACCATGGAGTCCACAGTGAAAAAGCTAGAGGTTACCTACAACCCCATCAATGAAA
GGAACACCTTCACAAATGGAGACTTCATGACAGGACAAGTCACCCTGGAAATGGGTAAAG
ACTGCCAGATCGAGTCCCTGTTTGTTAAGTTCAAGGCAAAGGCTGATGTTACGTGGTCAG
AGACGTACGGTAAGACTACCGTTGTGTACCACTCCAAGGAGAAATACTTCACCATGAAGC
AGTACTTCATACAAAGCAAAGACTCTAAGGATGGTGAATACGTCCAGCTGGTAAACCGAA
GCTCAGAATATTCCAGTGTTGTGGCCCCAGGAGTCCATGTCTATCCATTCACCTTTCAGT
TTCCTGCCCAGAATGTTCCATCGTCTTTCAAAGGTCCTCATGGTAAAATTGTATATTCAT
TGGAGGCCTGTTTGAGCAGATCCATGAGGCCTGACAAGAAAGAATCCACAACCGTCAACT
TTCTGTCAAAAGCTGACCTCAGTGACATCTCTGCGTTACAGACACCACAACGCATGTCTA
TGGACAAGAAAATGAAGGTCTTCACCTCAGGGTCTTTGGCTATGGAAGTAAATCTTGAAA
AATCTGGCTTCCTTCAAGGTGAAGGAATAAAGGTGGTGTCATTCATCAAAAATGGCTCCT
CTCGTGAGATCAAGCCCAAGTACTGCATTTACAGAAAGCAGAGTTTTTTTGCAAAAG
>McF0010H11-MGRbd1
GGCCGTTAAACCCGGGCCTTATGGCCGGGGACTTCTCTCGCTTGTCCTTCCTGGTCACTG
ACATCAACAGTGATGGCGGCTGCCGTACGATTCTTCATCCGAGGTGCAAACTCGAGACTC
TCCGTCGGTACCGGGACTAGTGGCTCCTTAGGAGCAGCTTTGCTCAAACTTTCTCCGAGC
TGCAGCTCTCGTTCTAAAACACAACGGAGACATGCAGCCCACTTTACCTACCAGCCTGAC
CCCGTCCCGACGCAGTATGGTGAAACTCAGAAGATGAACTTGTTCCAGTCGATTACAAGT
GCCTTGGACAACACCCTCTCCAGTGATCCCACTGCAGTTATCTTTGGTGAAGATGTTGCC
TTTGGCGGAGTCTTCCGATGCACTGTTGGCCTGAGAGACAAATACGGTAAGGACAGAGTC
TTCAACACTCCCCTTTGTGAGCAGGGGATTGTGGGATTTGGCATTGGTGCGGCGGTTGCA
GGGGCCACTGCCATCGCTGAGATCCAATTTGCAGACTACATCTTCCCAGCATTTGACCAG
ATTGTCAACGAGGCGGCCAAATATCGCTACCGCTCAGGCAACTTGTTTGACTGTGGGAAC
CTTACCATTCGGGCTCCATGGGGTTGTGTTGGCCATGGCTCTCTTTACCACTCTCAAAGC
CCTGAGGCCTTTTTTGCCCACTGCCCTGGTATCAAGGTTGTGATACCTCGTGGTCCAATG
CAGGCCAAAGGGCTGCTGCTGTCATGCATCACTGACCAGAACCCATGCATCTTCTTTGAG
CCCCAGATT
>McF0010H15-MGRbd1
GGAGCGGCGTTTAACCCGGGCCTTATGGCCGGGGGGTGGCATGGTGTGGTGCTTTAGGTG
AGAATTACGACTGATGTGAAGTAATGACAGTAACATAATTTGTTCTTGTGCGAAAAATAT
TTATTTGAGATTGTGAAGCTAGCTTGTGGCGAACAATGAAGACTGCCTCTGGAAACACGA
GCATCATGGATATGTTTGAAGAGGGAAAAGTGGTGAAGATGTGTGCCCCAATGGTTCGAT
ATTCAAAGTTGGCCTTCAGGTCTTTGGTCAGGAAGTACAGCTGTGACGTGTGTTTCACCC
CCATGATCATTGCTGCAGATTTCTTGAGATCCGTCAAAGCCAGAGACAGCGAGTTCACCA
CCAACAAAAGTGACCGGTCTCTAATTGTCCAGTTTGCTGCCCAGGACCCAAAGACTCTGG
CTGATGCAGCATGTGTGGTGGCACCCTTTTCAGATGGAGTTGACCTCAACTGCGGATGTC
CTCAGAGATGGGCGATGTCAGCTGGCTATGGCGCTTGCCTCATCAGCAAGCCTGAACTTG
TTGAAGACATGGTGAGACATGTCAGGAACCAAGTGGA
>McF0010I01-MGRbd1
GGGGCGCGGCTGTAAGGCGTTTGCCCTGCATGCTGTGGGAACAATGATTCGAAGGCGGAG
AATAACTGTTTTGTCCAGACAGAAAGATGATGGTTTTTAAAGCTATTGGCTTATATAAAC
AAAAGAAAGAGAAAATGCAGAGCAATAAGCAAACTGCGATGTAAGAGACGAACGCACTAT
TTTTTTCAGTTTTTTTAAAATATTCAATTCACCGTCGTCGAAATCCTGCCGCGGACAAAG
ACTTCTCAACAACAAAAGGAACCAAGGTCTGGTGGCTCAGATTTGCAGCAGTGGGCGGTT
TCCTGAATATGAAGAGAAGATTCAAGATCCAGCTGTACAAGGAATTTTGGAGTTTGGAGA
GTGTGAACGGAACCCCACAGAGGCCTTCAAAAGATGTGTGCTCCTACCTCTTCTAAACAT
GAAGCCTCCTCAGCAGTCACTTTTCCTGCTTGTTGATTCCATTGATGAGGACTATCAACT
TGGGGAGGTTGAAAAGAGGTCTTCATCTAGTACACCCAGGACTATTGCTGAGCTCTTAGT
CAGTCATCATAAGTTGCTGCCTCCTTGGCTGCTACTTATTTGTTCTGCACGCAGGCAAAA
TAAAGCCATCACCAAGCTTTTTACAGGATTCCGTAAAATAAACCTGGAGGATTTACGTAA
GGCGTACATCGTCAAGGATGTCCAACAGTATATCCTTCA
>McF0010I02-MGRbd1
GGGGAGAAGGGGGAATGTCGGTTTGTGAATGATCTGCGTCTGAGGCGGCGGGGAGAGTTT
TCGTGATGGAATATCCCGGACCTTCACATCGAATCAAAAAGACTGTACAGGTGGAGCAGT
CCAAAGTGCTAATAAAAGAGGGCGGAGTCCAGCTGCTTCTAACAATAGTTGACACCCCAG
GATTCGGAGATGCCGTCGACAACAGCAACTGCTGGCAACCGGTCATCGACCACATAGACA
GCAAGTTTGAAGATTATCTGAACGCAGAGTCGCGGGTCAACCGACGACAGATGCCCGACA
GCCGGATCCACTGCTGTCTGTACTTCATCGCTCCGTCAGGACACGGCCTGAAGCCGCTGG
ACATCGAGTTCATGAAACGGCTGCATGAGAAAGTCAATGTCATCCCGCTGATTGCCAAAG
CAGACACCCTCACCCCAGAGGAATGCCAGCAGTTCAAGAAGCAGATCATGCGGGAAATCC
AGGAGCACAAAATTAAGATCTACGAATTTCCGGAGACGGACGACGAGGAGGAGAACCGGC



TCGTGAAAAAAATCAAAGACAAGCTCCCGCTGGCTGTTGTTGGAAGTAACACCATCATCG
AAGTGAACAGCAAGAGAGTCCGAGGAAGACAATACCCCTGGGGGGTTGCAGAAGTGGAGA
ACAGCGACCATTGTGACTTCACCATCCTCAGGGACATGCTCATCAGAACTCATATGCAGG
ACCTAAAGGACGTGACCAACAACGTCCACTACGAGAACTACCGCAGCAGGAAGCTG
>McF0010I05-MGRbd1
CCCGTTAACCCGGGCCTTATGGCGGGGGGCTGTTTTTCTTCTGTTTCCACGCGCAGAGAG
ACACTTTGAAAATGGAGGAACACATCCAAAAAAAACGAGACACGTTACAGTTTTAATCGA
CGGCGACAAGCCAACGCCGATAAAACAAAACAACGTCTTCTCATGTCCATTTTGCTGTTG
CAAGATGGATGCAGAGCATGCAATGGTCCTCCACATGGAAACTCATTCTTCTGTGAAACA
CAAAGTACGTTCTGTACATTGTCACGGGAACTAAGTGCGATTTCAGTGAGGAAAGGAAAA
TATGTAGCAAATTAGGAGACGGTGGTGTCTGTACCTAATAACAAACTTTCCAATGCCGTC
TGAAGAAGAAGGAATGCAGCCAGAAAAAGGAGGAGCGGAAACTCCAGGTGAAAGGAGGTC
ACTGAATTCATGAGGCACACATTTAAGCTCTTCTTTGAGGCTGTTGTTAATCCCTCTGCC
ACTTTTAGGATGAAGATGCTTCACTAAAAAGATGCATTCTGAATCCATCTCAGAAGGGGA
AGGTGACATGACAAGCAGTGGGACAGGAAGGAATGAAGAAGATGCTTTACTGCACGGCAC
CATTGAGGCAGCCCCATGGTGCCAGTTGCAGTCCTTTAAAGGAAGATGTTCCCTGCCAGA
TGTTTTGAAGGTGGATCAAGAACAACAGAAGGAGATTCTTAAAGAGCTGCAAACCTGCTG
ATGAGAGATTGATGGAACTGATGGAGCTTTTCACTTTTTCTTTCCAGTTT
>McF0010I11-MGRbd1
CCGGGCCTTATGGCGGGGGGTGACCTGATTTTCCACAAGCTCCCAGGTATTATCAAGCCG
ACCACGCTCGCATTTCTCTAATAGTAAATTCTCTCCGCAGTAAGGCGCTGCAATGGGCTC
AAGCCTTCCTAGCTGCTCATCCCATCACGCATCTTCCTTTCGAACGCTTCCTGGGAGAAT
TCCGCCTCGTCTTCGACCAACCCCGAAAGCAGGAAGAAGCCACCCGGCGGTTGCTAAGTC
TCAAACAAGGCAACCGCCCGAAGCGGACACTTTTGAAAATCTCGTCACGGCCGCCCTAAG
GTCGGACCTCCGCCTCCAGGAACGCCAAACTGAGCGGAAAAATTACATTTCTGCTCACTG
AAGATCCATACTACACACCAGGAAGAAAGAGGAGGAAGAGGAGGAGTAAGGAGCTTCTTC
CCTCTGATCGTTTTTCCCTGTACTCCTCCCTGTCCTCACTCTCCGGAGGACTGACTGTAT
TCACCACTGACTTTGACATCCAAGGCGTTTCTGCCATAGTGGAGGACCACACAGCTGCTG
ACAAGGTGACCCTCCTCCATGTGGAAGCTGATTCAGAGCTGAGCTCTGATTACTCCTTCA
GAGTTGACAGCTCAGTCAAGAAGGTCATCCTGCATATCACTGGTACTTTGGTTGAGTGCA
TCCTCACCAGCCCATCAGATCAAAGTCAGTCTCTTCTGAGTGGGAAAGGCCCTCTAGCAG
AGCTGGAGCACTCCCAGGGTCTGTATCGCATCAGCCTGCTGCTGCCTGTACAGTCTGGTC
AATGGAAACT
>McF0010I13-MGRbd1
TCTTGAGCGCCCGTTAACCCGGGCCTTATGGCCGGGGGGGTTATTTAGTGAGGAAATGCT
TTTATCTGCTGTTTTGGTCTTTGGAAGTTAAGAGCTTAGATGATAGATGAGTGCAGATCA
TTTCAAGACCCCTGCACGCATATTCAGATGTCCTTGGAGCGGCTTTCCTTTAAAGCTTTC
GGTGAAGCTGCATCTGTAAAATGGTGAAAAATAAATGCTCCGTTACAAAAAAAAAAAAAA
AAAAAAAAAAAAAACCTT
>McF0010I22-MGRbd1
CTGGGATGCGGCGTTAACCCGGGCCTTATGGCCGGGGGGTTTAGCGGCGTTAGCTTGTGG
GCATCACGCATAGCTTTTCTCCTGCTCTGTCGCTGAATTTGTCACAGAACGCGCGAACAT
GTCGTACCACGAAGAAGAAGAAGTAGTATACGACCCATACGCCTACACGACCACCACCAC
CACCACCACCACCACCAACGACTACGACCTACACACCGGTGACCCCAAAGCAGGTGGAGG
AGCACCTGAAGAGCGCCCAGTACAAGAAACCCCCCATCACAGTGGACACTTTGTGCTTAA
AGTGGGCCCCTCCCAAGAACAAACAAGCCAAACTGTCAAAGAAGTAAAGCATTGAGACCT
CCAACACCTCCTGTTTCGTCACACACCGTGTAAATGGTTGTTTGTAGCATCTGTCAGTAT
TTTCTTACAATAAATGTGTTCATAAAAAATAAAAAAAAAAAAGAAAAAAAAAAAAAAAAA
AAAAAAAAAAAACCTT
>McF0010I23-MGRbd1
GCGCGCGTTAAACCCGGNCCTTATGGCCGGGGATGTCATGTACATAGTTGGGTTTTTTTC
TCTTTTAAAAAAACTGTTTTAACGTTAAAGAAAATATGAATTAATGTGTGAAGAAGGAAA
ACTTAACATTTTATTGTTACAACAGCAAATGTCTATTTTCCAACTCTAAGTTAGTTTTTT
GTGATTCGCCACATAACAGTAAATAAAATACCTGAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAACTT
>McF0010J06-MGRbd1
AACCCGGGCATTATGGCGCGGGGACATCGCTGAGCTGCAAGAGCTTTTCATGCAGATGTC
AGGGCCAGGCCAGGAGGGACCAGACCCTCCAGCCCCGTCACACCAGTAAAGGCTGCCTTT
CCTTGTCACCATGGAAACCTGTGGCACATCAGGACTAATGCTTTAAAAAATGTGGCTGTG
TGAGCTTGTTTATGACATAAAATGTTTTATGTATTGTACATACAAGTTAACACAGAATCA
TTGTGCCGTGGGACTTTGGTGTGAAATTTATACATTTATTCCCATGCCTGAGTGAAAGCT
GTACCTGCAACAAGTGCAGTGAGCACAACCATGCCGTAGCCACCTGTTTATGAATTTATC
CTTCAGACTGCATTGATGTTCACTTGAGTAGCTCCTTACTGCCCCTTGTGGCTCTAGAAG
AAACATTAGCAGCTGTTCCACCATCTGGCCACATAGGATAGTGATGAATCTGAATGTGAA



TATCTGAAAAGATTGAGAAATACCTGAACAACAATACATTATCATAAACTGGCTTTCTAT
TGGCACCAGCCATTTGCTGNGTCAAGGCAAAAACCACTCCATACCTGTTTGGTCAACAGG
AGCTGTAAACTGGAACCAGAAGGTAGTTTATGTTTGGTAGGAGAGGGGCACCTTTTTTCA
TGCACAATTTTAGTTGAAAATTAGATTATTTTAGCTTCACAAACCTCCAGCATATCCTGA
AGTCTTAAACTATATTTTGATATTTGATCTGATGAGA
>McF0010J10-MGRbd1
TTAAACCCGGGCATTATGGCCGGGGGACATGACTGACAGCTATGATGTGTCTGCAGTTAC
TGAGTGCGCTTGGCTACCATGTGCTGGTCCCTGACTGCAGAGGTTTTGGAGATTCCACGG
GAGAGCCAACAGAGTCCGGTCTGACCACGGATGCCACCTACTTGTACAACTGGGTCAAAG
CACGCAGTGGAGACAGCCTTGTTGTGATCTGGGGTCACTCTCTTGGCACTGGGGTGACCA
CCAACACTGCAGTCAAACTATTGGATCAAGGTGTGGTCTTTGATGGCGTGATCCTGGAAG
GAGCGTTCAACAGCCAGCGACAGCAGATCCCATATGATCCCTTCACCTGGTATTACTGCA
GATTACCAAGTTTGGAAAGCCTCTGTTACTTGTTTGCGAAGCCACTAGCAAAAGATACCA
TCATGTTCCCCTCTGAACAAAATTTGAAGAAAATGAAGAGCCCAATACTTTTCCTTCATT
CAGAGGACGACCATTTAGTTCCCATAGAAATCGCCCGTCAGACGTATGAAGTGGCTGCGA
ATGCGCAGAGTTCCAACCGAGTCAGGCTGGTGACCTTTGACGGTTCTCTGGGATATCTGC
ACAACGGCCTATACAGAGACCCCAAACTGCCAGGCATCATAAAGGAGTTTGTTCAGTCTT
TATAAAGTTGGACAAAAGCGACTGAAGAAGGAAAAGTCCAGACTGCCGACTGACATCGTC
TGA
>McF0010J18-MGRbd1
CGNTTAACCCGGNCATTATGGCCGGGAGAGGCGAATTTCTGCAGCTTCTGGAATCTGGTT
TTGGATGAAAAGAAGCCTCTATTCACCACAGAGAAATTTCTCTCCCAGACAAGTGAAGAG
ACTCTGCTCACAATGCTGCAGCTCTGTGAAAGGCTGTTTTTGGATCATGCACACAGATTA
AACACCAGCAACTCACAGATGTACCACCATGCCGTGGTTGTGATTCTGCTGTCACGAAGC
TGGCGTGTGAGGAGGAGGTCCCAGCAGACTGTCAAGAAGCTGCTCTCCTCCCTGGGTGGA
TCCAGTCTGGCCCACGGCCTCCTGGGAGAACTCCGAGTGGTTATCAACAAACACAAAGTT
TTGCCTCAGGACGCCCTGATGTCCGAGTCTGGAGAGCTGACAGAAACGGGCCGCAGCTAC
ATCCCCCCTAGTGTCCTGCTGGATGCTCTGTGTACTGTTTGCTCCTCTGCCAGTCAGTGG
GGTGACGCTGCTGAAGCAGAGAGTTTGGCCATGGAGATCCTCATCGTCAGTCATCATCCC
TCTATTGTAACTGCTCGCTGTGGCCTCTGGCCCATCCTGCTCTCCTCCATGAAGATTAAA
GCTGAAGACTTCATTGAGAAGAATCTTGAGGCGATTCTGCCTCGTCTGCTAGAGGTCAAC
TCTGACAGCCAGGCAGTGAAAAATGCGGTTGGTGCCCTATGTGGTCTCTCCCCCAACAAG
CTGCTGCCGCAAGTGATCAGTCACGTCGTGGAAGGCCTTTCCCAGCCTGCATTGC
>McF0010K06-MGRbd1
CCGNTTAACCCGGNCCTTATGGCCGGGATATTAGCTCACATGCTAACTTAGTCGTAAGTC
TCCCCCTGTACAGACTGTCCGGGGTTTTGTTTTGAGTCTGTAAGTGATGGCTCTTCAGTT
AAAAGACAAAGAAGCGCACCAGCGACTTAACTACCTTTACCAGGCTGCTCATTGTGTTTT
AGCGCAAAACCCAAAGAATGTGGAGCTGGCTCGCTTCTACTGCTTCACACAGAAGACGAT
TGCTCGACGTTTGGTTCTCAGGCAAGACCCGTCTGTGAAGAGGACGTTATGCAAAGGCTG
CTGCACGCTGCTCATCCCAGGAGTCACTGCTACAACAAGACAACGCAGAAAGAAGAGAAA
GACCAGCTTCACTGTGGTCAGGTGTCTCAGCTGTGGTCAGACCAAGACTTTTCAGAATAA
CCCGGATTACCGTCTATGGGTGGAGCGTCCAGAGGCGCAGTTGGAGCTGCAGGAGCAGCT
GGATCCAGGCACGTCTGCGAAAAACCAGCCCAACATCCCAAAAACCCGCACGCCGCAGTC
GTCCAAGCCCGCTTCTGGTCAGTGTTCAGGCAGCACGTAACAGCCGGACGCCACCTTTCT
CCAGTGCTCCTTCATTCTAGGTGTCTGTTTCGTCTTTGACTCCACATTAAGTTTCACTCA
TTATTTGATAAACACGCTGGAGATGTTTCTTAAATATGGTGTTATTTAAAATCAGAGACA
AGAATGGATCCTTTGACCAGNTTTC
>McF0010K22-MGRbd1
GCTCTGAGCGCGCGTTAAACCCGGGCCTTATGGCCGGGGTACATGTGTGTGTGACCCGAG
ATGACCTTGTACATAAAGTCTATTTGTACATTAGCAGCCCCAGAGCAAGAGTTGGCGCCT
CCTCAGCTGGCGGCTGACGACAATATAGAGAAAATCGCCTCAGTTTTTTCCCCTGAGGGT
CCATCTTCTTGAAGGAAAAAATAGAATACAACCTAAGACATGCAAATAATGCCAACAGTA
CATATTTGCAGCAATGCCATTTAGTTTTGGGATTATTGATAATGCTACTTTAACACGTCA
ATGTCTTTTCCGCCTTCCTGCGAGGGCTGCAGTCTTGTGTTGCAGCACAGACTGTGATAA
GTCCTCACCGTAGCTGTGAGCAGAGCTTTTTGTTTTTCCTTCTTTATGCCCCACCTTCAT
CTGTCTCCAGGTCACTCGCCACCCTCATCACATCGCTGGTTTCTCATTTCATTTTCATAA
AATAGGCTTTGTTGTTGCAGGGTGGCCTCCTGTAGTCTGTCCATAAAGTCCACATGGTGT
CAGTCACTGCATGCATGGTGTGGAAGGGGGAAGTCACAGTGATGGATAGTTTAAATTTTT
TTTATTTTTGTGCATTAG
>McF0010K23-MGRbd1
GCCCGTTAAACCCGGGCCTTATGGCCGGGATTCAGACGGGGGAGCTGCGCACCAAAATGT
CGCAGTCCCATGAAGACAGTCTGACCAGCGTGGCCTGGAATCCTGACGGCAAACGATTCG
TCACCGGAGGACAAAGAGGACAGTTTTATCAGTGTGATCTTGACGGGAACTTATTAGACT
CTTGGGAAGGGGTGAGAGTGCAGTGCCTGTGGTGCCTGGGCGATGGCAGGACAGTGTTGG



CCTCAGACACCCACCAGCGAATCCGAGGGTACAACTTTGAGGACCTCACAGACAGAAACA
TAGTTCAAGAGGACCACCCTATCATGTCCTTTACTGTTTCAAGAATGGTAGATTAGCTTT
GTTAAATGTAGCAACTCAGGGAGTGCACCTGTGGGATCTTCAAGACCGGGTGCTGGTGAG
AAAGTACCAGGGTGTGACCCAGGGCTTCTACACCATCCATTCCTGCTTCGGAGGACACAA
TGAAGACTTCATCGCCAGTGGAAGTGAAGACCACAAAGTGTACATCTGGCATAGACGTGG
AGAACTCCCCATTGCAGAGCTCACAGGTCATACGCGCACAGTTAACTGCGTGAGCTGGAA
CCCAGCCATCCCTGGACTCATGGCTTCAGCCTCAGATGACGGCACCGTGCGTATCTGGGG
TCCCGCCCCCTTTCAAGACTCACAAGAGGCAGATGGACCCCATGAAAATTGCAGNTACAT
GGACAGTTGATGGTCAGTAACAGCCGGCATCTTTCTTTGACAACAATCC
>McF0010L03-MGRbd1
TGGGTACTGCCGTTAAACCCGGGCCTTATGGCCGGGGTTCCGGGGACCCGAACGTTTGTG
CTTTCATAACGCCTAAAAGGGTTTTCATACCTTATGTAACAGGGAAACTCGTTCAGCATC
AGACAGAAATGACCGGCCTGAAGAGGGTTTTTTGTAAAAACCCGCGCTTGACAGAGCTTG
TGCGAAATGGGCTTTGTAGATGTTTCCACGCTGAACACGTAAGACCTTTAGGGTTTTCTG
AACACTTTTAATGAATGATTAGGTAATAGGTGTGCCTGTTTATACCTCACCTGTGAACAG
GTGAGGCTCGAGTCCAGTGGACTTCCCATAATTCATCACAGCAAGTATGTATGCGAGCTC
CCAGCCAACCACAGGTTTCCAATGGGCAAGTTCCCTCGGGTTTTACACTTTTTGCTTAAA
GACCAAGTTATCACAGAAAAACAATAGGTGTGGGTCCCTGAAATCGCCTCCAGAGATCTG
CTGAGCTGCGTGCACACGGAGGACTATCTGAACAAGTTCCTAAGTGGGAAAACAAGTGAG
CAAGAACAGAGGAGAACAGGCTTTCCCTGGAGTGAGGGCATAGTCTCACGCTGTCGATAC
GAAACGGGTGGGACCGTTCTGGCTGCTGAAGCTGCTCTGCAGAGAGGTCTGGCATGCAGC
ACAGCAGGAGGAACCCATCATGCTTTTCCTGGCTACGGTTCAGGGTTTTGTCTGCTCAAT
GACTTAGCG
>McF0010L07-MGRbd1
CCCGGNCATTATGGCCGGGGAGAGAAGACCCGAACTCGCAGTCCCGAGAGGCCTAACTCC
TCCAAACGGAACCGTCAGCCCGGCTCAGATTCCGTCAGGACAAACGGCAGAGGCTTTGAC
TCCTTTTCACGGGTGGGAAGAGTTTGACTGACCCACCTCCTGGTCCTGCTAAAGAAATCT
ACGCCCGAACACAGCAAGAGCCAACATTTTTGGCTCCTTCGGTTGCTGAGAGTTAAATAG
TAAACCAGGAGGAGAACTTCGGGAAACTTCGGAAAGTTTTGGCAGAAATTGCGGCACAAA
CGCAGTCAAACCGAGTTCGTGGAATGAGCGCCTAAGTTTGTGCTTTGAAGAAAGAACGAT
TTTACGTTTTTACTTTTTAAAGTTCCTGGGGGGAGTTGATTCATTTCCTCTGGAGACCAC
ATTTAACAGACAGAAGTATCACTTACTTTGCTTTTCACTTCAGCAGACAGACCGTAAGCT
GGTCCCTTGTTAAAATTCGTCATTTTCTCGGTTCCGAATCGGAGAAAGTTCGACCAGACG
GAGACCGGTTCAGTTCTCTCCGAACTGAGGGCAAAAGATTTGGTGAGAAAATCGACGAAG
CAGCCCGAAAGCATCCGAAAGAGGAGAGACTTGAGCGAGTTTGAGCTGCGTGGAGGGCAC
GTTCGCTTAGCCTTGTGTGACGTCACACGCAGAGGTCCAATGATCAGCGGCCCGAATCAA
AGCAGCGGACTTTTCCGGTGTGAAACGGGCTCTTTCACTGGCTCTAACGACAGAAAATAC
ATGCAGCTGTCTTATCTTCGAA
>McF0010L18-MGRbd1
CAGTGGTCGCGCGTTAAACCCGGGCATTATGGCCGGGGGGGGGGGTGCCACGACTTGTGG
GGGTCCCGGAGTTCCCATTGCTGCAGAGACAGGACATTAAAGGACCGCCCCCCCCCAATT
TTTCCAAAGTTTTGTCCCGGTTGCTGGGGTTTTTACTGATGGGGGGGGCCAAATTGGGCT
GTCATTTTTAGGACATGGGTGGGCACCTGACCCGATGACCTTTTGTGACCTCAAAAAGGG
CCTTTTTAAAAGAAAAACTTGATTTTGTAAACCTACCTTCACCCAAATGCCGGGTTTTAT
TTAAGCCAGGGTTCAATGAAAATAGGGGGTTTTTTACGGGTTTATAAAATATTTTAGGAT
AATATTCATTTTTTTTAGGGATCAATGCCAAGAAAAACAAATCTTTTTTTTTAAAGAAAT
GAAAAGCTCAATTTTCCGCCTTTTTGAATGAAAACCGGGTTTTATTGGGGCTGAAATTTG
TTCCTTAAAACCACTGAAAAAGTTTTCCTGTTTGAATGCCGAAACTGGAAAAAAACTTTA
GTCACTTTAACTGTAGACATGAAAATGCTTTTTTGATGGAGCTGGGCCCCAAAAAAAATA
AAACCCAACTTTTTTTTAAAAAAAAAAAAAAAAAAAAAAAAAAAACATGTGGG
>McF0010L24-MGRbd1
ATCTGGGATGCGGCGTTAACCCGGGCATTATGGCCGGGGTGCGTGTGTGATTGAGTGAGG
TCCTTTGCTGTGTGTAAAAATACACAGCTGGTCTAGATGCCCATTCTAGTATCTGGTTAA
TATTGACAATATAGTGGTCTTGATTTCACCTGTTCTGGGTAAATGTGAATGCCTGGCATT
ACCAGAAATAAAAAGAATATCTCTCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0010M10-MGRbd1
GGGAGAAGAGGCAGAAGTCTTGTCCAAAATTTGGACAGCTCTCACATGTCAGAAAGTGAG
CGTTACTCTGATGGTAGTAGAAAAGATGATTTGGTTAAGAAACGCAAAGAATCTTCAAAA
CAGAAAAGACTTTCCTCTTTCAAGGCTGGCGAAAACTCAAGAATAGCTAAGAAACCCCAA
AATGTAAGATTTCATACAGTAGAGAAGCGATTTTCATGTAACGAATGTGATAAAAGTTAT
GGTCAGCTATGTCATCTCCAAAGACACATGAGAATTCACACAAGAGAAAATCTCTTTTCT
TGTAAAGAATGTGACAAAAGTTTTATTCAATTATATGATCTCCAAAAACACATGAGAACT
CACACAGGAGAGAAGCCTTTTTCTTGTACAGAATGTGCTGAACGTTTTAGTCAAAAATCT
AGTCTCAAAAAACACATGAGAATTCATACAGGAGAGAAGCCTTTTTCTTGTAAAGAATGT



AATAAAGGTTTTAGTGATTCATCTGTTCTAAAACAACACATGAGAACTCACACAGGAGAN
AAGCCTTTTTCTTGTAAAGAATGTAACAAAAGTTTTAATCGTACATTTCACCTTAAAACA
CACATGAGAACTCACACAGGAGAAAAGCCTTTTTCTTGTAAAGAATGCGACCAA
>McF0010M17-MGRbd1
CGCGTTAAACCCGNCATTATGGCCGGGCAGAAGGTGGTGAAGAAGTCTGCGCGGCGGGAG
CAGCTGGTGCGAGAGGAGGCGGAGCAGAGGAGACTCAAGACGGTTCTAGAATCCTTTGGT
TGTCAGCTGTAAGCCCCTGACCACACCCTTTCTTTCTTCATTTACCTTTTAAGTTTCTTT
TTATTTGTCTACAAAATAAAGCGTGTTGGATTAGGCATCAACACCTGTTTTTAGTCCTAC
AGTGTGTTGCTATGGCAACAGTTGGCCCCACAGTCCAAAGGTTTATAGTGAAGTTTGTGA
GGACTTCATGCATGAGGATGCAAGTTTTGTGTAATGATTCTTAGAATGAGCCGTCCCCCC
TCAAGGTTAAGCGTATCCCGCAGTCTTCGGTTTGCAGTTCCTGTCGGTGCATGAGGCCTG
TGGACGAGGACCATTCTATGTCGATTGAATACTGATGGAATTATCATTTCCGCTTTATTA
AAAAAAGTCNNANNAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0010M24-MGRbd1
GGGGCTGCCTAACCAGTCCGCCAACGCCGCCTCCAGCCCCAAAGCCCTTCCTACCAAGCC
AAACAACCAATCAGACGGCAAAGACGCTCCAGGTTGTGATGTGGAGGACGCTGAAGGAGT
CGACGTTCCAGATGGAAAAAGAACGAAAAGCTCTCCTTCCTCACAGAGTCAGTCGGACTA
CAGCTGCTCTGCTCCAAACTCCCAGGATCTCCTCTCACTGTCACAGCCTTCCTCCTCCTC
CTCCTCGCAGGAGAAGCTCTGGACTCCAGAGTCGCAGCCCTGCTCTTCCTCACTATCTTC
AGACGTCAACGAGCTCCTCCCCTCTTCGCCTACAGCTCCTCCTCCCCCTCAGTGCCTCCC
CGAGCTGGAGCGCAGCGTGTCGGCAGAGTGGCGCCTGCCGGACTCCTGCCTGGACCCGTG
CCTCATCTGTCAGTCGCGGCCCAAAAACGGCTGCATCGTCCACGGACGGACGGGTCACCT
GATGTCCTGCTACGTCTGCGCCCGCAAGCTGAAGAAGAGGAACAAGCTGTGTCCGGTCTG
CAGGATGCCCATCCAGTCCGTGGTCCTCACCTACCTGAGCTGAGGCGCCGTCTGCTCAGG
CCACACCTACCTCAGCTGACGCACCTTCAGCCCCGCCTCCTGGTGGTCCTTAGCGATGGA
AATAAATAAAAGTTTTGTTTGAATTACAAAANANAAAAAAAA
>McF0010N16-MGRbd1
TCTGGGAGCGGCCGTTAACCCGGGCCTTATGGCCGGGGGTGGTTCAGCGCTGTCAGGAGT
ATTCATCAGGACGTCTCTTGCCTGGACTTCATCTGCTTTGTCAGGGGACCCAAAGCTGAT
TCTCCTCTCTTCACTATTTTTGGACAGGTCTAAACTGACCCTCCAAGAGTAGAGATGGAA
GCAACAGCCTGGATGAGAAACAAAAAAGTGTCCGGTCTCGGAGCCGCCAAGAGCCTTTTC
TTTATTTTCTGTCTGCTGACTCTGATCTCCCAGACGAGCTGCAATTTGGACAAGCAAGAA
CTGGCCAAGTTGAAACAAGGTAACCAGTTTCTGAAAGAGCAACTGGAAGCATTGAAGGCT
GATCAGAAGTCGCTGAGCAACATTTTAGAGTTTGTAGCGATACCAGACCAGTGGATGAAA
CGCCTGACGGATTTAAAGGACAATTTACCCAACGGTTCTCCGGAAATAACCAAAGTTGTG
AAACATTTTGTTCAAACGATTGAGAATACAGACACATTGGTGAAGGAGTCAAAAGAGAAA
CTTATTGAGTTGGAAAAACAAAGTGCCGCCATTGAAAATTGGTTTAATGAAAATGCCATG
CTTTTCGATTTGATTGAAAAGATGCACGATGAATTTTAATTTTTCTTTTTCTCTTTGTTC
TTGTTTTGCCTGATCCTAAAATGTTTACTTCTCAGCTTACCTTTTAATGGCTATAGCAGC
TGCCAATCAAAAACTATTTTTCTATAGTAATTACAATGTGAAGATGCAAATTGGTTTGGG
ATTACAAAAGAGACAGGATCTCAGTAGTTCAGTTCAAAAGCTGCATTTCTGCTATAATCT
GTTT
>McF0010N17-MGRbd1
GAAGACTCTGAGCGCGCGTTAACCCGGGCCTTATGGCCGGGGCCGGCCATCTGCAAGGTC
GGTGGCGACAGCGGCCTCCGTAGAGAGGAAGCAAGTACCGGCTGCAGGAGTTGATTTTTA
AGCTAAGAAGAGATGGAGAGCTTCGGTGACACGCTGCGAAAGCTCCAAGAGGCCCATGAT
CGTGAAGTGGAGGTGTGGCAGGTGAAATTCAGGGAGCTGTCCAACAAAAAGGGCTGTGAC
ACAAAGCGGATGGAGGAACTGTTCAGCAGAAACCAGCAGATGAAGGAGCAGCAACGGTTG
CTCACAGAGAACATCAGGACGCTGGAAAACAGACTGAGGGCGGGGCTTTGTGACAGATGC
TCAGTGACCCAGGATGTGGCCAAGAGACGGCAGCAGGAGTTCGAAGCCTCGCAGATTCAA
AGCCTCCAGCACATTTCCATCCTGGCTGGAGAGATGACCAACCTGAAGAAGGAGATCCTG
AAACTCAAAGATGAAAACAGGGCTTTGAGAGCCGCCCTCAACAGAGGATCTGGAGAGCCG
AGCAGCAGCACCGACCCCAAAACCAATGGCTCCCCTGACCAGTCGCCCAGATCCAGAACC
ATCAACCTGATCAGCCCGCCGCCCGGCAGAACCAGGCAGCAGCCAGCAGATGGCGACGTG
GTCGTTAAAAAAAAAAAAAAAAANNAAAAANAAAAACAT
>McF0010N22-MGRbd1
TCTACCGCCCGTTAAACCCGGGCCTTATGGCCGGGGCATTTCCTGGAAAACCCTGTCATT
TTACTTTTCTGTAGTTCCTGGNCCAACGCCGCCCTAAAGGCCGG
>McF0010N23-MGRbd1
AAGTCTGTGAGCGCCGTTTAACCCGGGCATTATGGCCGGGGGCTTTTTAAAACCCAGAAT
TTTACATAGTGCAGCACTACATGGTGTTAAAGTATGTAGAGATTAAGGAGGACATTTGGA
CAGAGCCTTTAAGGACTTTCGGGACCGTGAGAGTTAATGTTTACAAGCTTCACGTGTTTA
CATGGCTTTGTTTGTTACACGCGGGGGGAGCAGTGGTCCACGTCACCTTCATCTCCATAG
CTGTCATCCTCATCAGAAGAACTGCCAATATAAATGACTCCAACATAACTCGCCTGTAAG



GATGAACAAAGAGCTGATATCCTGGAGATGGAAATCTTTTTACATCAGTTAATGAGGGTG
ATTTCCCACAGCACACTTGACCATCTCCCACTGGTTGAAAAACACTGATTTAAATGCTAA
AAATGAAACTGGACTGAGTCAATCCACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0010O02-MGRbd1
AGGTGCTCCNGNTAAACCCGGGCATTATGGCCGGGGCTGGTCCATTAACGTCTCTCCCCT
GGCTCCCTGCTGCCTTTTGTTCATGCTAAGACCACACTATGGAGTTTCATGAAAAGCTGC
AAATTCTGGCAGCAAAGGAGGGACTGAAAGGTTCCAAGGTGTGCCGAGCTGTGGAGAGTT
TTAGCTGGAACGTGACCATTCTGAAGGGTCAAGCTGATCTGCTCAAACACGCCAAAGCTG
AAGTTCAGGAGAACATGAAGCAGGTGCATGACTCCGCTCTGACAGGAAACCTCACCAAGG
ACGGAGTAGGGCTGAGAAGAGTCCGCTCGCAAACTCGTCAAAACCACGGTGACAACACAA
GTGCTAGAAGTCGCCCGGTATATCAAGCAGATGACCAAATTTACATCCTACTTCTACAAA
ATCCAGACCTAATAGAAAAAGCATTACAGTAAAAGATTTTTACAAAGGCAGGATTGTTCA
TGAATGTCATCTCAACACTGGAGATATAAGAATCAGGATGCTGATAAGATGAATGTAGTA
GGACTTAAAGCCAAGGTTCAGCCTGTACTGATTTAAGATGTAAATACACCAAATGTTGAT
CATTTCCATCTCACGTGCATTTTCCTTCTTTAGATTTGAGGGCGGTTTCACTGTTGTGCT
GGTTAACTGACACCTCAAATAAAATCTTTTTCCAACTGCGAAAAANNAAAAA
>McF0010O03-MGRbd1
AAGACTGTGAGCGCGCGTTAACCCGGGCATTATGGCCGGGGATGCAGGTTGATTCCATCA
TAGCAGTGATGAGGAGAACCTGCTCCAGCTGAGTGCAGCAACAATAAATGCTGAATGGCT
TGCTGGCTCTTTGCTGGACCAGCCCTGCCAAGGCCAGCGTGACTCTGAATCAGCCTGCAG
AGCGGACTGCGCCGAGCAAAAACCGCCACCAGAGGGCAACAACGCGCAGAAATCCAAGGT
GGAGGCAAAAGGCACTCAGTGATGTCACCAAAGTCCCTGTTCATCCTAGAATTCAGTCTG
TCTAAAGCACTAACATCCAAACAGCGGCGTTCCTGCAGCGTTCCTGCAGCGTTCCTGCAG
CGTTCCTGCAGCGTTCCTGCAGCGTTCCTGCATTTGAAACCTTTGCTTTGTGTCTCGGCC
AGGTGTCCAACAAGCAAAGGAAAGAGCAGCAGCGACAAGAGAAGAAGAAGCGTCAGGAGG
AGAGGCACCGGCAGAAGTTCCTCCAGAGCAGAACAGCCCCGGACAAGAACCAGAACGTGC
CGGACGCTGTGACTTTAGTGCCAGCTCTCAACACTCTCAGTATTTAGACTGAAGTCTCTC
CAAGTGTTCCTCCAGAGGAAAGTTCTACAGTTTAGCACATGTCTAAGTCCAGCGGTTCTG
TTGCAGCAGACGCTCCTCCTAAAGCGAGTCCCATAGTTTCCTTCAGCAGCAGGACGTGCG
TGGAAGCGGTCGGGACCGGACTGACCACTGATGCTTCTGCTGGACTCTGACCAATCCCGG
TTTGTAGGATTCCTGATTGGTTCTTCTT
>McF0010O04-MGRbd1
TGTGGACGCGCGTTAACCCGGNCATTATGGCCGGGGGTAAAACGTGTCAACCGCCCAGCA
GTCGGCACATTGCAGACAGCTGCAGAGTTCTTGGCAATGCTCGCCAGGCGTCAAGGCAAA
TTAAGAAAAGGAGGTCTGCCAGACACAGACAAAGCACTGAGAGATCCCCTCATAATTTCC
CCAAAGCGTAACCATGTGTGAATAAATTTTGAGCTAGTAGGGTTGCAGCCACGAGTAAGT
CTTCCCTTGTTATTGTGTAGCCAGAATGCCGCAAAACTTCCATGCCTAAGCGAACTGTTG
AGAGTACGTTTCGATTTCTGACTGTGTTAGCCTGGAAGTGCTTGTCCCAACCTTGTTTCT
GAGCATGAACGCCCGCAAGCCAACATGTTAGTTGAAGCATCAGGGCGATTAGCAGCATGA
TATCAAAACGCTCTGAGCTGCTCGTTCGGCTATGGCGTAGGCCTAGTCCGTAGGCAGGAC
TTTTCAAGTCTCGGAAGGTTTCTTCAATCTGCATTCGCTTCGAATAGATATTAACAAGTT
GTTTGGGTGTTCGAATTTCAACAGGTAAGTTAGTTGCTAGAACCCATGGCTCCTTTGCCG
ACGCTGAGTAGATTTTATGTGACGGGTGGTGACAATGAGTCCGTGTCGAGCGCTGATTTT
TTCGGCCTTTAGAGCGAGATTTATACAATAGAATCTGGCATGAGATTGGATTGCTTTTAG
TCAGCCTCTTATAGCCTAAAGTCTTTGAGT
>McF0010O05-MGRbd1
GCGTAAACCCGGGCATTATGGCCGGGACACGAGCAAACGCTGCCAGCAGCGGTTGTTTAT
CCGATGTAAAGTGTACAGCTACGTTAAAAACTCTCTAACTAGCCTGACGGTCTGACATGG
GGGCGATATTCCGGGACCTGGACCTTTTACGGACGCCGGAACGGACTATGTAACTGCATC
TCTGGTAGAATTAATACCAGCGGTGGAAAGACAGGGCTTGTTGAGCACAAAAGAAACCGC
CGAGAAGAAGAGACGATGGACGCAGCGGGAGAAAGAAGAACGGATCACGCATCCGCCAGA
GTTGTGGTTCTCAGAAATCAACAATAAGTTTGAAAGGGGCTAATGCTGGAAAACATCCGC
GATGTCGGATCCGAGTCAGTGGTCTGCGGTACCGAGCCAGAAGTCCAATTTCCTCTCTCG
GACGTTGCTAAAGCGCTCGAAAAGGTACCCGTCAGAAGGTTAAAGCTACTTCAAAATGTT
GCATGCTGGACTTTTTTGGGGGTATCCTTTCTGTTTTTACAGCTAGCTTTATGTCAAGCT
CGCGCGACGTTAACGGTTAAGAGTCCTAGCATGATAGCTGCTGTTTTCATAAAGTCGATT
TTAATCCCTCGTTTGTTCATCATGAATTTGTTTTCAAAAAACCGCCAGTTTTGAAACGCT
GAAAGACTGATACAGTTGTTTTCTCAGACGAGTGAATCAGTTTTATC
>McF0010O11-MGRbd1
CCCGTTAAACCCGGGCATTATGGCCGGGGACAGATGTCGAGAAAACACTCCAGAAGGTTG
ATGACATGCTTTCAAGAATCATCAGTGGAAGAAAGGAGAAAGGGACTTCTGAAGATGAAA
AGAAAAAAAACAAGAAGGTTGATGACATGATTTCAAGAATCATCGAAGAAAGGAAGAAGA
AAGGGGCGTCTGAAGATGACGAGGAAAAACTCCGGGATGTTGATCGGATGATTTTGATGA
TTTTAAGAGAAGTAAAAGAAATAAAGCTGTCTAAAGATGAAGAAAAAAAACTCTGGAAAG



CTTATCAGATGATTTTGAGGATTTTCGGAGAAAGGGAGGAAGAAAAGGCGTCTGAAGCAG
GTTCTGACCTCACCAGCAGTCCCATAGATCCAGATGAAGAACCTCTGAACTCATCTTCAT
CCAGATTGGAAGTTGAATATCCAGTGTGACCTGCTGCAGAACAGGAAGACTTTCATGTTC
ATCAATTTATCTGATGAATCTGCATATCTGCTGGAAAAGCAGAACGACTTTATATAAATA
GACAATTTTTCTGTTTCCTTTTTATGCATTTATCCAATGTAAAAAAGCTAATGACGTTAC
GTGCAAAAACAAAAAGTAAAATAAAAGATGGGTGTGATGCTTCTTCTTTTAAAGAGTTGT
CAGCCGTNNAAAAAAAAAAAAAANAAAAAG
>McF0010O12-MGRbd1
CGNTAAACCCGGGCCTTATGGCCGGGGGCCAACAGGAGAGTCCGAGCCGGCTTCCCCCCG
TCGTGCTTTTCCCTCGATGTCTCTGTCCGCGGAGGCAGCGCCGTTCGTTCCCGAATCGCA
GCTTAGCTGTCTGTCGGAGGCTGAGAAGCATTTTTCTCGGTGCTCTGCAAAGCTCCGAGC
CTTACGGGCAGACAGCGTCCAGCTGAGAGAGCAGCTGAACCTGCTTTTCGACCAGCTGCT
GTCCGAGAACTACAACAAAACCCTCGATGCCAGCGTCAACATACGATCAGAAGACGTGTG
TTCTCTGCTGAAGCACACAAGCTGTCTCGTTCCACTGAGTCAAGAACATTTAGTCGTCAA
ATTCTGCCAACTGGTTCATCATCTTCTCAATCAACTAAAGGTCATCATGGACGAACAAAC
TCTCAATGTGCTCCTGAACTACACAGTCACTGCTCTCAAAGACTGCAGTGCGTGGACTCA
CTCGGATGTCCTGCTGGCACTCTCTACAGTGGTGTACGGCAATGGGCCTCACTGTCAGCA
GCAGGTCAGCTGCTTGCTGAGTGAAGGAGGACTCCTGCTGCAGTACAGCTCGCTGTCGCA
GCAGAGCATGGAGCTGCGCCATGTTGCCCTCAACTGCATGGCCAACATCTGTCTAAGGAA
TCCCGGTCAGCCACCTTTGGACGAGCAGTACAGAAACACTTGTTTTCAAGTCTTCCTGAA
GACGCTCCTGTCTCTAAAACCTCCCGACACAG
>McF0010O17-MGRbd1
TCTGTGAGCGCGCGTTAACCCGGGCATTATGGCCGGGGGGAGAGCGGGGACCGGTTTCTG
AGGCACAGAGACCCGAGCAGCGTCTCCCCGTAAGCATCAGCGAACAGCCGCAGCGCTTTG
GAGGCGTCCGGGCCGGAAAACACGTGACCTTCCGCCGCAGCCGAAAACACGCACTGATCG
GGGAAACTCAGCTGCTGGTGTTGGACATCAAACTTCTGAAAACCAACATCCTTACTGAAG
CAAATGGCATCGAACAATGATCCGTTTGAGTTCCGAGAGTTTGAAGAGGATGGGAATCTG
TTGGAGACCAACAGAGAAGCTACAACCATCAACATTGAAGATGAGGATGTGAAGAGACAG
ACGAAGGCTCCTGGTTTTGTTCATGATGCTGAAGATGAATATTCAGCCCATTCCGATGAC
AGGGAGGAGCTCCTGTCTGGACAAAAGAAAAGTGCTCCTTTCTGGACGTTTGAGTACTAT
CAGAAATTCTTCGACATCGAGACTCATCATGTGAGGGAGAGGATCCTCGGATCACTGCTG
CCTTGGCCCAGAAAGAACTTCATTCAGTTTTACCTTCGGAAAAATCCTGATCTCTATGGA
CCGTTCTGGATCTGCACCACTCTTGTGTTTGCCGTTTTCATCAGTGGGAACATTTCCAAC
TTTATGGCTGGAAAATATAATCCACAGTTTCGGAAAGTAACCATAGCTGCAACCATGATC
TTCAGCTACGCCTGGTTTGTTCCTCTGGGCCTCTGGGGGTTCTTGCTGT
>McF0010P04-MGRbd1
TGGCGGGGGNCTCCACCAGGTTCCTCCTTGGACCGAACGAAGCACAGAGTGCCGGGAGAG
GAAAAACGACAAAAGTCCACCGTGTCTGAGAAACCGCCGTTTCTCTTGACGAACGAGGGG
GTCTTTGCGAAAACACCGGCTCAAATCTGGATTTATAGTCGGATTCAAAGTGAATGTGCG
TATAGATGTGTGTGAGCGGAGAGTGCCAGGACAAGCCCCCCGCCCCCCCTGNCAGGATGA
GCAGNCAAGGAGGAGGAGNCAAGGACACCCAGNCAGCCAATCACAGCTCTCGGCCGGGGG
CATCCGAACCGGAGGAGAAAAAGTCCAGAAACAAGATCATCTCCATTTTTGCCCTTTATA
AAGGAGGCAGGAAGAAGGACAGAGACAAGGACAGACCTGAGATCTCCTCCCCGTCAGACT
TTGAACACACCATCCATGTGGGCTTTGACTCTGTTACAGGAGAATTCACTGGAATGCCAG
AGCAATGGGCTCGGCTCCTTCAAACCTCCAACATCAGTAAGTTGGAGCAGAAGCAAAACC
CTCAGACTGGCCTCACCATTCTCAAATTCTACGACTCCACCAGTGGAAAGCAGAAATACA
TCG
>McF0010P09-MGRbd1
GTTGATCGCCCGNTTAACCCGGGCCTTATGGCCGGGGGGAATCTGCAAGCGGGAGAAGTG
CAGAGAACGAGAGACTTTTGACGAGCGCTTGTCGTATTTTTTCTGCGTTTTAACAATCCG
TGGGATGAATCTATAACATTTTCTTTGCTTGTCTGGAAAAGATTCAAGTAAAATGTTTGA
AGTTTGTACGGTGATCTAAACTCTTTACATGTGAATTTGTTTGAATCACAACCCCTGTTC
CTCCACGCTGCCATTATGGAAGTCCTACCTGGAGGAACATTTGCAGTCCATTGGAATAAA
TGGAGTTGTATGAGGATCTAGGGTTCATAGAAGAGGCTGACTCACTGCCAGCTTAGAGAC
CTGTTCAAGCCCGGATATCTTTTTTTTGGGAGGGAGGTTCGTCATCTTCCAAAAACAAAC
GCCTGTACGTACATTGACTTGGAGGACAGCTTTGAAATTCCATGGAAAATGATGAAAGCA
AGACGTTTTTCCAGACTCTAAAGGCTGCAGACGATGGTAGGAGAGCAGAGTGGCTGCTCA
GAAGAGATGAGATGTTAAAGAGACGCTCTTTCTCCTGCTCTGCTACTCTAATGAGGAGGA
TGCCATGTTCTTGGAGAAGATGCAGACGAGCTGCAGCTGCAGCAGGACAGTCTTGCTTTT
CCCCAGGAGGTTCATGCTGAGTTTGGACCGCTCCATCGTACAACAACATTGCAGCTCTGT
GCCTGATGTTCAGAAG
>McF0010P10-MGRbd1
GATCGCCCGTTAAACCCGGGCATTATGGCCGGGGGCATTTCTCTTTATTGAGACTTGACT
GAAGTAAGTAAACTATTAGATGAATGCAATAGAAGCACAATATTTGAATGTGAAATGGCT



AATTCTTGGTTTATCATTTTAAAAAGGTTCGAGTTTACTTCAAGTTAACAGCGGAAGGAT
AACCTCAATTGCTTTTACATTTCACCACTATTTTTTTTTCAAACCCAATCCCCGTGGAAA
CAATGGCAGATAGAAAGTTTCAGCAGGAGTTCTTGGAGACCCACAATGCCTACAGAGCGC
TGCACGGTGCACCACCACTGACTTATAACAGCAAGATGTGCGGTGAAGCCCAGAAATGGG
CTGATGAGTGTTTGTTTTTTTTTTCTGGGGGGGGTAGTGAAACTAAAGAAAAAAACACCC
CCCCCTTTANGTCNGGCNGTCCATCCGTCNGCNTANCAGGAAAGGATGCTGTGGATGCAT
GGTACAGTGAGATTAAGGACTACAACTTTAAGAAACCAGGATTTAAATCTGGAACTGGAC
ATTTTACTCAGGTGGTTTGGAAAGAGTCCAAGGAACTGGGTCTGGGAATGGCCACGGATG
GTAGAATGGCCTTTGTGGTTGGTCAGTACCGCCCCCCTGGCAACTTCAGCAACCCCTGGC
AGTTTGAAGCAAATGTCCTACCAAAAGAGT
>McF0010P12-MGRbd1
GCGCGTTAAACCGGNCATTATGGCCGGGGGCTGACGTTGAGGCTGTGAAGTGACGATGGC
GTCCACAGATCAGTCTCTTCTGGATCTAACAGACAAGGAGACCCGAGAGAAACTCTCCTT
ATGGGACCGTCGCACGGACCCCACCGCCCCCCTAACGGAGAAGCAAATGGACTCTGTTCT
GGAGATCCGAACCGCCGCGGAAACTCTTCCTGTCCCCTCAGAGCTGCCCATCGAGGACCT
GTGCAGCCTGTCGTCTCGGTCCTTACAGTCCCCGTTCACAGCCCCCGTCCCCGCGTCAAC
AGAGGACGTTCTCCTCAAAGGATTTCAGATGCTGGAAATGGAAAATGACAGGATAGAAAC
AGCTCAGCAGTTTTTTGCCTGGTTTGCCAAGTTGCAGGCCAACATGGACCAGGATGAGAG
CGCAAAATACAAGTGCGTTTCCCACTGTTGATGTCATATTGTGTCTGTCCACAAGTGTTG
TTTCTAGCAGTACAGTTAAATGGAGTTAAATATTTGTCAAAGACATATGTAAAGAGTACA
AATTCTTAACTAGGAAACAGTGGATTGTATATTTACTAAAAAAAAAAAAGAAGAAAAAAA
GTAATATGGCCAAGTAATCAAAAATGATGCTAATGCTTTACTACATTTTCAAGCCAAAAT
GTAAAGTTATTAACCTAAATATAAATAATTAAACCTAATTAAAGACTCAAAAAAAAAAAN
>McF0010P19-MGRbd1
TGATCGCCCGNTTAACCCGGNCCTTATGGCCGGGGGTAATGGCCGCTCTCCCAGCGCTGT
GCGGGTTCTTTTCTTTTCTCCGCTGATTCAGTTGCATCAAACCGAAAAGCGTTCATTGTA
GACTGTGGTAGGGCACCTCAGAGGGAGGGGCTGCCGTTACAGCATCAGTGGCTTAATTAA
AAAAAACTTTAGTTTTGAAAGGTGATTGAGAATCACGCTTGTTAGCGCTTTTAGCTTAGC
TGCTCAGAGATAGGCTGTGAGCGGAAAGATGGCGAAGAGATGCCGCCTTGTCGCACCGGT
GCTTGTGCAGCTGCGAGCAGGCTCTAATGTCGCTTAGCTCTCCGGTGTCCGTGCGTGTAT
ATGTGTATAAGAGTATTTTGCGTCTGTTTGTTTAGCGGTTTAGGTCTTTTAGCTGGATCT
CCACCGTCGTCGACCTCGAGGCCTACTAACTTAGTTGGCAGCTAGCTTGCTAGATATTGG
ATGCGTTAGACTAGTTTGTTCCACCTGGTTTATGGCCAACTAGTTATGGACGTTTTTGGT
GGGTAAATGTGCAACACTGGAAGTTTATCTGCTGTCTTTCGTACATTTACAGCCCGTTTT
TCTTGCTAAACGTGGTTGTAGCATGCGCTACATTGGTTCTTCTAGTTGAGCCTGGCTCTG
TCTGTCAGTGTAGCCTGATAACAGTTTCGGAACTTAGCCTAGCGTAGC
>McF0010P24-MGRbd1
ACCCGGGCATTATTGCCGGGGCCGCTGAAATTAAAGTTGAAGGAGGATTCTAAACCTTGC
GACAACAAGAAAGTTGAAACTTGTCTTCGCACAACTGACCTGCGTAAGAAGTTGATTTTT
TACAGACATCCTCTCAGAATGGAAGCTGATGAAGAAAATTGTGTTTCTGCCAATTTAAAG
AGGCAGAGAGAACCTCTCTCTGATACAGAAGAGAATACAAAGTTTACTGCAGAGAATAAT
GATGGACAGAAGCGGCCACGTCTAGAATTAGCTGGTCGGGAGAACCAAAGTCCTAAATCA
TCTTCATCTAGACGTCTGGCTGAACTCCAGACAAAGCCAGATACGCCTATAGTCCCTTCA
GTCCGATCACGGGTTCAGCTGTTCACACAGAGAAAAGAAGGAGGAGCTGCTGGAGCCTTG
CGGTGCCTTTCAGATCCTGGATCTCAAGGATCCTCGTTCATCCACCATGACAAGAGTGTC
AAACAGCATCTTCTTGCTGATGGAGAATTTACCCAAAGAATGGAACGCTTTAAGGCACCA
GCTCTGCAGGCCAGCCCCACCAACAGCGAGAGCCCAGCCAGCTCCTGTCAGAGATCCTGC
TCCAACTTTGTGTCTGACATTCAGCAGAAGCTCCAGAGCACAACAACGCCCAGCACCAAG
CAGGCTTCTCGCATCCGCCAGGAACGAGAGCTGGAATTGAACCAACTGCCCTTCAATCCA
ATTAGTGAAAATGCCTGGCTCAAAAGAAGCAGCTCTGATTCCTCATTGACTCAGCAGGTT
CATGGAGATGCTGACATGAAAGACGGCAGCTTTGTTGAAGCGTCTACATCT
>McF0011A10-MGRbd1
TCGCGCGTTAACCCGGGCCTTATGGCCGGGGATCCAGCGCTCGCTCCCTCTGGAACAGCA
GCTTTATCAGCCCCTGCAACAGGAAACATGGCAGGATGAAGAAGTGGTCTTCCCGTCTGC
GGCCTCTGCGCGTGAGCGGCTCCTCACCGTGTGATGGTCGGCGTGCAGGTGCGAGACGAA
GACCGTGGAGATCTTGGACAGAGCCTCGTCCACGTGGTCGCCGTAGTGGCGGCAGAGCTG
ACCGAAAGTTCCCTCGCCACAGTCCAGCAGCAGAGACTGAGTCGGGCTTCAACAGCAACA
AACAACCATGAGGAGCTGAGGAGCAGCGGCCGTACGAGGTGGTGATGAACCCCAGCAGCA
GTTCCTAACTCTTGAACCGTCTCCATGACAACAGCAGCAATGGAGCTACTTTAGGCCTGT
GGATGTCGACTGAGACGGTGCCATTTTTGAAGTAAACGAGGCCTTTTTTTTTTTACCAAC
TTGTTAAAAGTGTAGAAGATATTAAGATTTTTAAATTAAATAATCAAATTACCTTAAAAA
AAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0011A12-MGRbd1
CTGTGGATGCGCGCGTTAACCCGGGCATTATGGCCGGGGGCTACTACACCGTAGGACCGC



GTTGGGGCAGTGACGTGGTGGCTGATTACTAAAGTACATCTTGGACAGTTGACGCTAATT
AAGGTGTGGTTCGGTTATCTGAGCCGTTCGCAACTTACCATCAAGCGTTAATTAATTTGA
AACAAGTGATTCTATTTGCTTTTTTGACCGGAAATTTATCGCTCACTGCTGATTTGCCTG
ATTTGATCCGAGGGATAAAAATGAAACTCTATAGCCTGAGTGTCCTCTACAAAGGAGCGA
CCAAATCAAATCTGTTGAAAGCGGCCTTTGATCTGTCCTCCTTCAGCTTCTTCCAGCGTT
CCAGTGTGCAGGAGTTCATGACCTTTACCAGTGCCTTAATTGTTGAGCGAACGTCACAAG
GGACCCGTGCCTCTGTCAAAGAACAAGAGTATTTGTGCCACGTCTATGTGAGAAATGACA
GCCTGGGTGCTGTGGTCATCGCAGATACAGAATACCCACAGAGGGTCTGTTTCACATTGC
TTGACAAGGTGTTAGATGAGTTCTCCAGGCAGGTGGACAGTATAGACTGGCCAACTGGTA
GTCCTGAAAAAATAAACTACAAAGCCTTGGATATTCACCTGGCTAAATATCAGAACCCAA
GAAGCAGATGCGATGACTAAAGTACAAGCAGAGCTGGATGAGACAAAGATCATTCTGCAC
AATACTATGGAAAGTCTGCTGGAGAGAGGAGAGAAACTG
>McF0011A22-MGRbd1
GGGGAGCTGAATTAAACTTTAATGAGTAACAATTGTAAGCATGCTGAGAGCAAAGAGGGG
GGGCAGTGGCAGGGGTGAGCTGTTGAGTCTGTAGAGGGGTGAAAAAATTAAAAATAAAAG
AGCTGGGAGGCTGTTTTGTCGACCCCTGCTCATTGTATCAAAGCTGAGGTGACACCTTTC
AGGCTTCCCTTTGTCTCTCTGACTGGAGGCCTAAAATAGAGACAGCGCTTTTTGTTTGGA
GCCACCTTCTGCTCCGTGTCAAGCAGGACAGCTCTGGCCTCCCTGTGAGGAAGCAGGAGG
ACAAGTGACTACATTTGGGAGCTGCAGGTGATCTGCGTAGCCATTTTTAGCCTGCGGCAC
CCCCTAGTGACTTGACTCGGCGGCAAGCATGGCAGCTGAGCAAATATTCAAATGGCTCAA
CTGGAAACTGATGTATTCTTTCAGAATAAAAGCCNANNAAAAAAAAAAAAAAAAAAAAAA
AACCTT
>McF0011B05-MGRbd1
CTGCCGTTTAAACCCGNCATTATGGCCGGGGATCTTGCAAACAGAAGCAGGCGCTCTCTA
AGGCTCGTGCAGCTGAGCTGGGAACATCTCCAGAAGGAGAAAAGCTCCAAAGTGACAGCG
GGGTTTTTCTGGACTCCTACAGCCTGCAGGACAATCAGCCCAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAACAT
>McF0011B06-MGRbd1
NAAACCCGGGCATTATGGCCGGGGACCATAGAAGAAGTCCTTCCTCCACACGTGGCTCAA
AAGCACAACATGACGAAGCGAAGACAGAAAAATAACTTCTTTACGAAACTGTCCAAAAAG
CAGAAGAAACACTTGAAGGAATTTGGAGAGGAGCACCCATTCCACGATGTAGTTACCGAA
GGATCTGAAAGGATGGAAATAGTAGAACTGCCACCTAGCCCAGAACATTCACCCGTAGAC
CCAGAAGAGCAGGAAGATGGGCAAGAAGACAAGGAACCAGAAAAGAAAACGCCCTATCAG
AAGCTACTTTCAACAATGAACCAATGCACACCTCATGCAGAGGAGGAAAGCTCAGAGGAT
GAAGAGGAAATTCTAAGTAAAGATATGTTCCAGCAGCATTTGTACACAGAGCTCACTGAA
GAAGATGTGCAGAAGATAATATCTGGCAGCAAATCAAAAACACAAACTACGTTGGCAAGA
ATGGGAACGCTTCTCTGCACCACTTTCCTTGAGAAGTTTGGGCAAGTTGACCTGCAGAAA
GATAGAAATCTCCCCGTTTTCCACCCATTTTTGAAAACCAGCTGGAAGGATCTGAACCAA
CTATCCGACCCTAAAGAAACACCCGAGGAGATCAGCCCTCTCCAGCTGGAGTTACTGACC
CTCATGGCCTCCTACAAGGATTTGTGTTACTCAGAGACCTGTCCACTTAAGCTGCGTCCT
CAGGTCCGAAGTGCATACTGCCTCCATGTGCTTAACCACGTTCTGAGGGCCAACTCTCAA
GTACTGTTGCACAATGCGCAGGTGAGGGAGCGGAAAACAAAATCTACAGT
>McF0011B12-MGRbd1
GGCGTTTAAACCCGGNCATTATGGCCGGGGGGATAGGACGGATCAGCGGCGTCCCTGAAA
CGGTGGCTGGGATCGAGCTGGACCAGGAGCTTTCTGCTGGAACAGACGGCAGCTACCTCG
GGGAGCGACGCTTTCGTTGCCCTGCCAACAAGGGTCTGTTTGTGAAGCTTCGTAACTGTA
GGCGGGATTCCAGATTCCCCGCCCCTGAAACGCCTGTCAATCAGGTGGAACGATGCAACT
CCATAGCCTTTGCAGAGTGGGGGAGCAAACGCGTGGAGGAGCACACTCCTCCTGTGGATG
GAGATGAGGCCAGGGAGCTCTACCAAGGCTGGAAGAAAGGCATCCAGGGGCACCTGAACT
CCTGCTACCTGGATGCTACCCTGTTCAGCCTGTTCTCCTGCTGCAGCTCGGCTGACTGGC
TGCTGTTTTGGCCGTCTGACCCTGAGGAACACCGCAGCGCCGTTCAGGCTCAGGACCAGC
TGCGCTGCGAGATCGTCAACCCGCTTCGAAGGAACGGTTATGTGTGTGCCAGTAAGACCA
TGGCTCTGAGACGCATGCTGGAGGCTGCCAACAATGACGCCAGCTTCACCAGTCAGGAGA
AAGATCCAGAGGAGTTCCTGAACAAGCTATTCCAGCTCCTGAGAGTGGAGCCGCTCCTCA
AGATCAGGTCGATGAGACTTGACCCTCAGGAGTGCCACCTGTACCAGCTTTTCCCGCCAA
CACACCCACCGTCTCCGTCCTCTCCCACCTCCCCCGTTGAA
>McF0011B15-MGRbd1
TCTGTGAGCGCGCGTTAACCCGGGCATTATGGCCGGGGCCTTAAAAACAGAAACTAGCAT
TTTATGCAAAATTATGATTTTTATATTGAAATATTTTGAACCTTGGTTTTATGTTGCCAT
ATACGAATGGGATATAACAGTTATGTACCATCTTTGAAAGCCAGAAGTACCTAACAGTCA
CATTCACTGCCACACACACACATCCATTCACACACCGATGGCAGCTGTGCTGTCTCACAT
TGGCACCAACCTATAACCGCCAGGATCAATGTGGGGTTCATTTTTGTCCAATGACACTTT
GACACATGGACAGGCAAAGTGGTAGTTCAACCTGCAATCTTCTTATCAGAGGTCAACCAC
TCTACCTCTGCAGCACAGCTGATGACTGAGTTTTATTGCTTTTATTGACAAAAATTGTAA



AATTTTCCGAAAAATGAATTATTTCAGATGTATCAGTTAATAGAAATGTGTTGTTTTGTA
TTATTAGAGTGAAATCTTGAACGGATTCAATGTGGCAGTTGTTTATGCTGAGATGATTAT
GTTGTTCATGTGTGTGTTACCATGACAACACAAAAAAAGATTTTGTAGATGTCTTTAATT
CTGACACTTTTTTTGTGATGAGTAAATATTTGATTATTATTTTTTTCAAANNANAAANN
>McF0011B16-MGRbd1
TGCGGCCGTTAAACCCGGGCATTATGGCCGGGGATGACGACCTAAACACAATGTCCACGT
CACAAAACGAGGAAAGAAAAGAGGCAAATCCTTCCAATCAGGGATCAATTGATGATGACT
TTTTGTTTGAAAATGAACAAAGTAGCACCTGGAGCGATGAGCAGGGGGAACTAGGAGACG
ATGAGGATGAAAAAGACAGGTGGGAACAGGAACATGAGAGAATTGAGGCTTTCTACAGGT
TTTATAATGACAGCGAAGAGGACGACGCGGTAGAAGAGAGACAAACAAAAGTTCAGTTTT
GTTCAAACCCCTTATCCCAAGTCATCCACTATGACAATGAAAGTAGTGACAGAGATTCAG
ACACCAGCTCTTCAAACAGAGATGAGGATTTTGACTCTGCAGGAGGATCAGAGGAACTGA
TAGAAACAGAAGACACGCTTCAAATAGAACCTGCATCTGATCCCCCGACCAATCAGCAGC
AAGAAAGAGCAGCAGATGTTAGCAACACGCCCACCTGCACAGAACACCATGAGGTGCGCT
CTCCATGTCTGGACTGAAGGTCCCATCTAAATGGTTGCTCAAGCTTAGATTAACCTGTCC
TTTTTCATGCAGAGTCCCCAGTTCCTGAAGCTGCTTTTGAAGATGATTGTGGTAATGGTG
ATGGGCCTGCTGATGTTCTATCTGACCACAGACCGGGCGGACTGGTTCAGTCAGTTTTTC
TTCCTTTAGGACACCGGCTAATTTTGTTTTTTAAACTTTTTATATGTAATAAAAATTATG
TTGACATTGATGACTTGTATAGAAGTAAGTAACTTTTTTAAGCTATTTTGACTTGAAGTT
GAGTGAATGTTTGATCCTTCCTTTGAAATAACACTGACTG
>McF0011C01-MGRbd1
CTGGGATGCGCGCGTTAACCCGGGCATTATGGCCGGGGGGGGGGAGGGGTCACTCATTCC
AGTTCTCCTATTCAGTCAATGGACAGAGCCAGCAGTTGCTCTGGGCAAACTTCCGTAACT
CCAACACTGAAGCATTTGATGTTTCTTTCACATGAACGCTTTATTTCTGTCTGTTCTTCC
TCAGCTTTTAGAATATTTCTGATGTGTATTTCTTGTATTTCCTGGGTGCATGCTCTTTTG
CTCTGTCTTCATCTGACTCAGTGTTTCTCTGATCCAGTACTGTGGTTTGTTGTCAACAGA
TGCTTTAAACTGAACCGAGTTGAACATGAAGCTCTATGTTTGAGTCTTTCAGAATATTCT
GCAGAATAATAATAATAAAATAAAAATAATTAATTGCAGAGATTCCTTAAAGAAGCCCCT
TTCACACATGCCATTTGACATGTCACTTTTTCTGATAACTGATGCAAATATAACAGGAAA
AATAGTCCATGGAGGGTTTTTAAGGCAGTTTAAAAATAAGTCTTACCCCATTAGTAGATT
TTCTTTCAATAAGCACAAAAGAAATCTACCAATGGGATCAGAAAAATGGTCTTATGAATA
ACTTTTATTTTAAGAAAAAAATCTCCATTCACTATGACTCTTAAACAAGATTATTTTTTT
ATTGAAAAACCTTTTAAAATACCAAAACATTTTATGGTTGAGAAATATTTATAAGATATT
TAAAGATC
>McF0011C02-MGRbd1
CTGAGCGCGCGTTAACCCGGNCCTTATGGCCGGGGTTTTTCACCAGAGATATGCCTTGAA
AGCAGAGATGGTTAAACACTGCACTCTCAGTTGAAATGTGTGGATCCACAGACGTTTCCT
TATCTTGCGCCCCCGTTGGTCGTGCAGCTTTTTTGTAGAAGTAGGTTTTTCTAACGTTTT
CATACAGGACGTCCCGACTGCGGATACTGTCTTTATTTTAGAAGCAAGTTCCTTCTCTTG
TGTACAAGAGGAAGACACAACACGGGGTTTTTGCTTGAAGATGGACCTCACAACTGAACT
CCGGTCAAATGGAAATGGGGGGGGGGGTATAGAAAATATACACCGCTTTTCAGTTTAAGG
AGACTTCCTACTTAGAGGTCAGGTTTTTCAGATGTCTTATTGTCAAGCTGTAGGTCATTG
TAGTCCATCTGAAAAGCACAACAATCATAATACCAGAGAGATGTGATTTTTGT
>McF0011C09-MGRbd1
CGCCCGTTAACCCGGNCCTTATGGCCGGGGGGACATTTGCTTCTTTTGTTTGGATGAAGC
CATTGTGTAAAGGGCTTGGAAGAGCATCTGTCTCCCTGTTTGTTAAGAAATAATTTAATC
CACTGTGTTTTGAAAACCTGATCGGTGTCCCGCCCCCTCCAACACTTATCCTGGCTGAAA
AGAAAAAGATATCCAAATTATTTTTGGGGTTGGCAAAGGCATGAGGTTCACTTTTTTTCT
TGTCACCTTTGACAAACCAGTTTTTCGGTTCCATGGCTTCAAGGAGTGAATGAATGTCGG
ACTGAAAGTATGAACTTATTAAAGATGAGAAGCTGTAAAATATTAAATGGGATATTTTCA
ATTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0011C13-MGRbd1
CGGCCGTTTAAACCCGNCATTATGGCCGGGGGTGAGATCCGGCAACAGATGGCGGTGACA
GGACGGAATACTTGAAGCATAAATCTGGCTGGATGGAGGTCCAGATTGAGGAAACAGTCA
CTACAGTCGGTTATCTATTTTTTATTACGTAGAACGTCAAACCAGCCAATCGCCACAAAT
AACATTTGCTTTATATTTAGCGTGTTTTATAACCATTCTTTTTTTTTTAACTTGGGTGTT
TCTTGAAGGCCGCAAAATCCCCGGGCTCGATTTGAGGACACGGGGAACCAAGTGCGGTGG
GAATGTTGGAAAAGTCGCATTAAATGGTCGTTGGGACATTTTATGCTCTCAGGTGTTATC
TTTGATAGTTTTGTAGCATTCTGGTTTGTTTGTAAAAGTTTAATAGTTTTAAAGCAAATA
AAAGTGGAACTAGTTAGCTAGTGGATATGCTAGTCTGCTAGCGTAACTGACGGATTTTGA
ATGAATGGAAGGGCGAGTTACTATTCTCGCTTAATAACTACTTTACGCTGAGTATCACAA
GACTGCGCTGGTTTTCTTCTCCCATAATAACCCGGTCTCTGAAACCGTGTTTGACTGCTG
CACTTTTTTTAAACCCACAAATGGACAGGAATACGGCTCCTGGGAGTTGGGCTGCGGCAG
TTTAGCACGCAAAGATAGCGCTGTGCCTGCTGTACTGGCCGGCGAACGGTAATGGTTACA



ACAAGGCGGGAGGACGCTAACTT
>McF0011C16-MGRbd1
GGGGAGCGGCCGNTAAACCCGGGCATTATGGCCGGGGCAGCGCAGAGTATGAAGCCAACC
TCGGGACAGAAGTTTTGACCCGGACGGACCAGGACTGCTCCCTCAATCTCTAAGACCTCC
ATGACAAGACGGGAGCGACTCGGAACCAGCCAGTAACGCGGATAGAGCGCGATGGAGAAC
AACAACAAGGGCTTACTTCACTGTAAGATAGTTGTTGTCGGGGATTCGCAGTGTGGCAAA
ACGGCTCTCCTTCATGTCTTTGCCAAAGACTCTTATCCAGAGAGTTATGTCCCCACGGTT
TTTGAGAACTACACAGCCAGCTTTGAGATTGACAAACAGAGGATTGAGCTCAACATGTGG
GACACCTCAGGTTCAACCTACTATGACAATGTGCGGCCGTTGGCTTATCCAGACTCGGAC
GCCGTGCTCATCTGCTTTGACATCAGCCGTCCAGAGACGCTGGAGAGCGTGCTGAAAAAG
TGGCTCGGTGAAACACAGGAGTTCTGCCCAAATGCCAAAGTGGTGCTGGTCGGCTGCAAG
TTGGACATGAGAACGGACCTCAACGTGATGCGAGAGCTTTCCAAACACAGACTCATCCCC
GTCACCCACGAGCAGGGCACCAGCTTGGCGCGGCAGATCGGAGCTGCGGCATACACGGAG
TGCACCTCAAAGTACTCGGAGAACAGCGTCCGTGATGTTTTCCACATCACCACGCTGGCC
TCCGTGTCCAGCATCCACCGGCCGCAGCTGAAACGGGCAGATTCCCGGCACGCCCTCAAG
CGCGTCTCACAGCAGCCTCCTCGGACTGAGATTCACGACCACCCGCCTCCC
>McF0011C18-MGRbd1
CGCGCGTTAAACCCGGNCATTATGGCCGGGGACTCGGGTCAGACATTGGTCTGCAATGAA
GAGGACTTTCAGATGTTCCTCCTCCTCCTCCTCCTCCTACTGCTGCCAGTGCGGGACACA
GATCACGCATTTTGCGCGTGGAGCTCCACCCTATGAGCTACAGTCCTGATTTTGGGCGCC
AGGACGCAGGAGATCCACGTTCTTTCTATCCGCTCCACGCCTGATGTTCATGATCTCCAG
GCCTTTAGCTCCCGGAACTTGCAGGCACTCCTGGCTGGGTGTCCATCTGGACTTTTGCTC
GCATATGGATGTCAGCGAGGCCAAAAAAAAAAAAAAAAAAAAAAATGTAGGCCGT
>McF0011C22-MGRbd1
GGGAGTCGACGGTTGTGTGTTCCGTCTGACGTGACCTGCAGGTGTGGAGGACCGCGCCGT
CCACACAACGACCTTTACAGACGCACGCGGCTTCTGTTTGCTCGCGCTGAACTTTGGGAT
TCCTGCTCGAGGCCCAGCGGAGAGAGAGCTCAGCTCCCAAAAAGTTTGTTGTTATCACGT
GACTCGACACGAATGTGGCGATAAAACTTTTTTTTTGTTTCGTTTTGTTTTTTTCTTGCT
GTCGTAAAACTTGGTGGCGTTCTACGGTTAAATTTTTCTTCCCCCAGCGCCGTTTTCACC
ACAATGCCGCAGCCAAAATACAGGAAAATCGCCGTTCTGGGTTACCGGTCCGTAGGAAAG
TCTTCTCTCACGATACAGTTTGTGGAAGGGCAGTTCGTTGACTCCTATGACCCAACCATT
GAGAACACCTTTAACAAAATGGTGAACGTGAACGGTCAAGACTTCAACCTTCAGCTCGTT
GATACAGCTGGACAAGATGAGTACTCAATTTTTCCACAGTCCCACTCAATGGATATCCAT
GGTTATGTTCTCGTCTATTCAGTTACTTCAATGAAAAGTTTTGAAGTCGTGCAGGTTCTA
CACGACAAGTTACTAGACATGGTTGGGAAAATTCAGGTTCCCACTGTTCTTGTAGGGAAC
AAAAAAGACCTCCACATGGAACGTGTGATCAAACCAGAGGAGGGTAAAAAGCTTGCTGAT
TCCTGGGGG
>McF0011C23-MGRbd1
GATGACTTGGAGCGCGCGTTAACCCGGGCCTTATGGCCGGGGGCGCGCGCTCCTTTTTTT
GTCGGCTTTTCGCTGTGCGTCTCTCAGTCACCGGACAGAGCTGCTGCACTCCAGGATTTT
TAAACCAGGACTTCTCCATCAGTGGCAATGGTGACTGACAGATGATCTGACAGAGGAAGA
CATCAGACAATTATTATGGGGTGTTCCTGTTGCAAACAGAAGAAGGCTGCCAAGTCACTA
GGCGGAACATCCGCGGCAGACAATAGAGATCTGTCTCCTAGCAACACAGATGGAGGGTCA
TTCTGTCCGAGTCGCTACTGTCCCGACCCCACTCAATCCATCCCGGACTTCAACCAACCC
AACACCATGTTTCCCAGCACCAACATACACCAGCGGCCCGGATGCATATCAAGTGGGGGG
GTCACCCTCTTTATAGCTTTGTATGACTATGATACTCGCACAGAAGATGACCTTACTTTC
CAGAAAGGAGAGAAGTTTCAAATCATCAATAACACTGAAGGTGATTGGTGGGAAGCTCGT
TCTTTGGACACCGGAAAATCTGGTTACATCCCTTCCAACTATGTAGCCCCTATTGACTCT
ATACAGGCTGAGGAGTGGTATTTTGGGAAGATGGGGCGGAAGGATGCAGAGAGACAGCTG
CTGGGTCAGGGCAATCCAAGAGGAACTTTCCTCATCCGTGAGAGCGAGACCACCAAAGGT
GCTTACTCTCTGTCCATCCGCGACTGGGACGATACCAAAGGAGATCATGTCAAGCATTAT
AAGATTCGTAAAT
>McF0011D05-MGRbd1
ACAGTCTCTAAACCGCCGTAGTCCAAACCTGTCAAGAACTGTTGTCTTATGAATGGGTCG
GAGCATGTCACCCATCAAAGATGTGGGGGGAGAGAAACAGATGAATAAGAAACGGAGAAA
ATCTTCCTCCTCTTCTTCATCGACATCTTCTTCTTCCAGCAGGAGCCGGAGCAGGTCGTC
TAAGAAAAAAACTCACAAGAAGAAGCAAGATTTAAACACTAAAAGGAAAAAGCGCAGGAC
TCGCTCATCCTCTTCATCCTCCACATCTTCCTCCTCGTCATCCACCTCCTCCTCCTCATC
GTCGAGTGATGAGAGGTCAAGGAATAAAAAGATGAAAGCGAATAAAAAGAAACTGATGAA
GAAAAAGGCGGAACTTAAAAAGCAGAAGAAAATGGAAAAGAAGCAAAAGAAGATCAAGAA
GAGGGAGAAGAAGATGAAGAAAGAGCTGGAGGTCGGAACCGTGCCGATCCCAGCAGAAAA
CCAGCCTCCATCCTACCTGGAGGTTTGGCAGAACGACGAAGAGGCAGTGGAGCTCGGGCC
TGTAATGACTGATGAGCAGAAGGCCAGGCTTTCCACGAAGAGGCCTCTCACCAAAGAGGA
GTATGAAGCCCGGCAGAGTGTCATCCGCAGGGTGGTGGACCCG



>McF0011D08-MGRbd1
GGAATGTGACTTTTTGTATTTTTATGTGTGACAAAATTACACAGGGGCCAAGACAGTTTC
AACTGGAAAATATATGAAATATATAATGTAGAAAATTGATCATAAAACCGCAGCAAATAC
GACGGGGTGGGACTGGGTGGGCAATGTTGTATCATGTTTCATTCCTGCATTTTAACTTAA
ATTTTGTAATTTATTGTAGCTAGAAATCAACTTCAAAAGTTTAAAAAAAAAAAAGAAAAA
AAAAATTCCTCCTTAATTCAACAAGCACACAGACGTGTACAAAACACTGCTCTCTTGATG
AATATGATGTACTTCCACGTCTAGAGCTTCCTTTTAAGCAAGTGTGTTTTGCCATGTTTT
TCAACTTTTTTGCTAGCACTGTATATTAATGCATTCTAGGCTACTGTGAAGTCTGTTTCT
TGTTAATGAGGAGCAGTCTCCCCCTTCTAGCTCCAACTCCCTTATGTGTTTTATATGTGG
TTAAAAATTGTAGACTATTGTGATATTGCCAAACTTGTGCTAAATATTTATACATCTGTC
TTTTTCATGTTCTTTTAGACCAACATTTAAAAAAAAGCAAATTTAAAACCCATTGAGAAT
GTAGAGGTATGGTAGTTCATTGTCATATTTCTGTTTAAACACACACTTGCGCTCACTGAG
GAAAATTTTGTAACATATCAACTATAAATAATGTATTTATCTCTGAAATTTTGTATATTG
CTTTTCATTATCTATGTA
>McF0011D13-MGRbd1
GAGCGCGCGTTAAACCCGNCATTATGGCCGGGGGTCGCCGCGGGACTCTGCTCGGAGCTG
AGGGTGCGGGTTCGACTCTCTGACGGCCATTTGACCGAGGAGGTCCTGGAGGCGGACAGC
GAGAAAGACTTTATATCACTGGAGTTCAAACAAGGGGACGGGACACTCATCACCTTCATG
GCGGACTTTAAACAGGATGTGAAAATATTTAGAGCGCTGATCCTGGGTGAACTGGAAAGA
GGGCAGAACCAATACCAAGCCCTGTGCTTCATCTCTCGCCTCAACCGCAATGAGATCATC
CCCAGTGAGTCCATGGCTCGTCTCAGACAGAAAAATCCTCAGGCGATCCGCTTGGCAGAG
GAGCGTAGGGGCCTGGAGCAGCTGACGGTGAGCGTTGCTGTTAATCTTAGTAGAGCCTGG
CAGCTCAGTCCTCACATCCACAACATGTGCAGTGAAGCTCAGGAGGCCATTTACACCAGG
GAGGCCGATGTAAAATATTGGCTGGACAAAGGAGTGGACGGGTCTGTATTTGAAGTCCTG
CCCGAAGCAACAGAACTGCCGAGCTTGCAGGCCTGTCATTCCACTAAAGACTTGTGGCAG
CCGTGCGTCTGCACATACAGCCTGCGTCTGGAGTGGTACCCGTGTCTGCTGAAGTACTGC
CGCACCCGGGACGCCACAGGCAAAGGCTCCACCTACAAGTGTGGCATAAAGAGCTGCAGC
AAAGGCTACTATTTCACCTACTATGTTCCCCAAAAACAGCTCTGTCTATGGAATGAGGAG
ACTTAGCGTTGT
>McF0011D14-MGRbd1
CATGCTGCTGCTTGCACGTGCACATGTTGGCGTTGGATGCGGGCGGGACAGTCCTCTCCA
TTTGTGTGTAAAAACAAACCCCCTGGGTGTGGTGGAGCTCTTGCTGGACTTTGGGGCAAA
CGCCTTTTACGGAAATTCAGAAGGAAGGACTCCTCTGGATCTGTCTGCACCAAACAGCTC
TGTTACATTTGCTCTGCATATAATAGGTCCGTACTCTCTGTCTCATTTGTTTCGCTTCTG
CGTCCTCAAACGTCTTGAACAAAAACAACTGCACCGAGCCCCCAGCCTTTCCCTGCCTCC
CAGGATGCAAGACTTCCTCCTCTACAACTGATGCACCACCTTTTGTACTTGCTGCAGACC
CATAAATGTGAAAATCAATCCATCTAGACGTGGAAAACGGGGTTATCATAATACAAGACC
AGTCCAACGTGCATTTACATTTTAT
>McF0011D17-MGRbd1
CGNCCTTATGGCCGGGGATTCGAGACGAGGGAACATCTATACGAGCATCTCGACCCTATT
TAATAGCAGCAGCTCCGTCTTTCTCCCTCACTTATGGTTCACGATGTCTGCAGCAGAGTT
CTCGTCTGTTTCTGCTTCTTCTGTGTGGATTTCTACATGTCTGTGGTTCTGGTTCTGTTC
ACATGTTGAAGGTGAACCAATCATTGCTGCTCCTGGTGATGATGTCATCCTGCCGTGCCG
CCTGGACTCTCAGGAGGATCTGCAGGATCAGGCAGTGGAGTGGATCAAACTGGACATGAA
GCATTTTGTGTATCTGTACTGGAGCAGGACGATCATAACTGAACACATGAACGAGTCGTT
GATCCCGAGAGTGTCTCTGAACCAAGACGGACTAAAACGAGGAGACGTGACGTTAAAGAT
CAGGAACGTGTCGCTCCAGGATGAGGGGAAGTACAGCTGCTTCATTCCTGGGAAGAACTT
CAGGGAGACGGTTCAGCTGGTTGTTGAGCCAAACGGAGTCAGAGCTCCAACCATGGAAAC
ATCCCAGGTTGACATCATCTCCACTCCAGATCCAGGAGGAGACCGGATCTGGATCAGTCG
CTCCAGACCGGCTCTCTGGATCCTTCTTGGACTTTTTACCTCAGTGATCCTCTCTGCTGT
TTGTGTTTGTGTCTGTCAGAGGAAACAACCAGAAGGTCAGAAACTTATGGAAACCTTTAA
CAGACCCTGAACCCACACAGCCTCTGGC
>McF0011E12-MGRbd1
GTTTAACCCGGNCATTATGGCCGGGGGGACGCCAACGGGTGGGACAGACGTTACCGAGGA
ATTATTTAGTTGTCGAGCTCTTTTTGGTCTCAAACTGAGGACGGATTTGAAGTCAGAACC
TTTTTTTTCAAGCGGAGTTAAACAGCGTCAGAGGTTTTTGTTGTTGTTTTTTGGTTTTCT
TCAGCCCAAAACCGCTTCCCCTTTTTTTTCACCCTCCACGGCAGCCCGTTCGAAAAAGGG
CGTGTGTGTTCGGGGCGGTTTTGATCAATTTCCGTGGTTATTTATGGTGTTTTAGATAGA
CATAAATATATTTTTTGACACAATCTGGGTCTGAAGGACACCGTCTGAGGATGGGGTGCA
CGTTAAGTACCGAGGATAAGGCGGCGGTGGAGCGCAGCAAAATGATCGACAGGAATCTGC
GGGACGACGGGGAGAAGGCGGCCAGGGAGGTCAAGCTGCTGCTGCTCGGTGCCGGAGAAT
CAGGAAAAAGCACAATCGTCAAGCAGATGAAGATCATCCATGAAGCCGGATACTCAGAAG
AGGAGTGTAAGCAGTACAAAGCCGTGGTCTACAGCAACACCATCCAGTCCATCATAGCCA
TCATCAGAGCCATGGGGCGCCTCAAGATCGATTTCAAGGACTCCAGCAGAGCTGAAGATG



CACGGCAGCTGTTTGTGCTGGCGGGCTCGGCGGAGGAAGGCTCCATGACAACCGAGCTGG
CCGGTGTCATCAAGCGGCTCTGGAGCGACGACGGAGT
>McF0011E13-MGRbd1
NTTAAACCGGNCATTATTGCCGGGGGGCTCCTGACCCCTGACCTGCTCAAGCAGTTGCAG
AGGGAGTGGTCCAAGGAGCACAGAAGGCAGGACGACAACCAACTGAGCACGCTCAGTGCA
GACCATCACGAAAAGAACAGCAAAGGGAAGAGGAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAACAT
>McF0011F16-MGRbd1
TGCGGCCGTTTAAACCCGNCATTATGGCCGGGGAATGAAATTAACGGGCATTTGCTGATA
AGCAAATAGAGCCCTCCCTTCGGCTTAATCCTTCCTGAGACTGACCGGGGTCGTGCGGTG
TATGGGGCACGGTCAGCTCTCCAACAAAATCATCTGACAGGCAGATATACGTTTGATTCC
TCGCTGAAGTAAGTGTATGGCTGGATCGCTGCAGTATGTTCCGAATCAGACCATTTGTGT
GAGGGAACGCGGGTGTCTGTCCGCAATCGAGTCAGGCTGAAATCCCGGATAATCAATTGG
TGAGGTATATTTTTCTGTTTCGTTGATTTACTATTTTGTGTGTGGAAACTATGCTTGGAT
TGTTAAATGGAAAATAGAAATAGTTAAGCTTTATGGTTCACAAATAGTAACTTCTATCAA
GCAGATTTGTTAACAGCCGTGGCTCGTACCGAACCGTATGGAGCCGAACTCTGAATACAA
CCAAATTATTGAGATTTTTAGCTTATTTTTACACCCCTAATAAATATAGATGGATATAAT
TTTGCTGGATGTGACATCCATAGTTTCAATTAATAACGACAATAGATTTGTTTTCTTTTC
AAACTAACTGACGCAAATCACAGAAGAAAACCCCCTCAAGCCAGGTGAGGTACTTGTTTT
ATTTTTACAATTTGTTGTGTGTGGAAACAAACTGTAGTTAGATAAATTGTTTGTTAGATA
AATATGCTTTCAGTGTTTTTCTTTGCCAATTGTACAATACAATGTAAGCTAACCACTCAG
>McF0011F23-MGRbd1
AATAAACTTATCTGTTATTGGAAGATGGATCCACAGAAGACCCTGAAGACCATGCCGGAC
TTCTAGACCGA
>McF0011G09-MGRbd1
GCCGNTAAACCCGGGCATTATGGCCGGGGATTGTGACTTGGAGGAAGGAAGGAAACGGAG
AAAAGTTGGTTCGCTGCGTACAACTCACTGCCTTTCGTGAAGAAGGTAGCACAGTTTTGG
ACTCTCATATTCACACCTTGACGCATTTAGGAACGGTGACTAAAGCTTGGTACCCTCTGT
GATATTTCACAATGTTGAGTTTGTTAGATATGTCGTCGCTTATTAGCTAGGTGTTAGCAA
CAGGACTTTTTCGGTTAGCTGCGCCGTAGACGAGAGCTCAGCTAGCCAAAAAAGCTACAA
ACTTGGGAGGAAGTCGCGTAAATTCTGGTCTAGC
>McF0011G12-MGRbd1
CGGCCGNTAAACCCGGGCATTATGGCCGGGAGTCAAATGGTTTTTTAAACGTTCGGCCGA
ATTGACAACAGGATTGATTTGATTCGTGCAGTTGGTTATATGTACACATTTTGACCTTAT
TTTGAAAGAAAAAACCGGTTATTGTTGAATTAGCTTGTATCTGAATGGACTTCTGTGCAG
CGCTGTCAGACTGTCCGTTTTCACCAATGCAATGCGACGGACAGCAGCAGGTTTAGCTTA
GCCCTGCAGCTTACTTGTTGGTTTGGGATTTAATGTCTTTCAGAAAATTGTTGCTGTCGT
TTTAGACTTACACGCTCAGAATTCTTTTAACCGTAGCGTATGGCTTATATGTGCTGTTGT
GGATGACTGACGGAGCACAAGAAATGTTGTTTGCTAATTAGCCTAGCGTCTGCCTCGTTG
TCACCTTCGGGGTCATATTGTTTCGGAGCGTGTACGCCGTGGAGATGTCCTGTGTGTCCA
CATGGCACGAAGAAAAGAGGTTTTTCAATCAAAAGTTCTCCAAAAGCTTTACCCTGCCCC
ACCTACGTTGGAGAAAGAAACCAGCGCGCCATCTACTGAAGCCTTAGCCAAAACAACAGA
CTGTTGTTTTGATTAAAGTTGTTGTTTCTTCAAANNATAAAAAANN
>McF0011G14-MGRbd1
CGCGCGTTAACCCGGNCCTTATGGCCGGGGGGAGCGAGGTAAGGAACAAGACACGGATCT
TCCCTTCCACTGTTTGAGTGTAAAGGAGTTTCCTTCCTTCTCCTAAGCTCCCATTTAACA
GATTTCTTTCTTGGTGCCAATTCAAAGTTTCGTTATGGAGTACAACTTTTTCTGTCAGGT
ATGCTGTTCCAAGTTTACAACAGTAACACTTTTCAAGAAGCATTTGTTTTCCTTTGAACA
TAAAAAGGAAATGGGAGCCTTGTTTCAACAAACTCCATTTCAGAGCTCTGGACTCTGCCC
TGCATTGCTTTCGTGGATCCAAATCTCAAACACAAAATGACGAAACCAGTTGTGGGCCTG
TCCATGCTGACTCTGTGTTTTAGTACTCTAAGACACAGCTCTTTTTACCTGTGCCACATT
TGTGAGAAAGTCTGTTCACTTAATAAGATTTTGGATCACATTTTTTCTGACAAACATTAC
AGTAACTATTCGAGCAACACAAACCCAGATGATCAGAATCTTTCCTGGATCCCCAACATG
GATATGAAAGAGTTTCTTTTTCCAAAGCTCAAACAAGCGGATACTACATCAGTGCTGCAG
ATTTTGGACCTACCCAAAGAACTCTTTGAAAAACTCTTATTTAAACCATATTCTGAAGTG
ATGGCCACTTTAAGTGAGAACTTGAAGCTTTACAACATGTTAAAAGATTTCCAGCCAAGA
AGAACAGATATTCTTGCGAACCAAAATGACGGCAACAGGAAGCAGCCACTTGTCGAGAGT
CAGACTGCCAGTGCCAAATCTCCATCATTAAAAAATGTCAAATGCAAACTTCGCTGCCAG
>McF0011G17-MGRbd1
ACGGCAGNTTAAACCCGNCATTATGGCCGGGGTTGTACTCAGTTTTTAAGTCGGAAGGAA
AGTGCAACTGAAGTCCTAGATAATAGAAATGTAATTTTAAACTATCAATAAAGCTGGAGG
AGCACGGGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTTG
>McF0011G19-MGRbd1



CTTGAGCGCGCGTTAAACCCGNCATTATGGCCGGGGGGGCGGCAGTTTAGCTCAGGGGGT
AGAGCAGGTCGTCCGACAACCGAAGGTTTGGCGGATCAATCCCAGCTGTCGCCCCCAAGC
CCGCCTAGTCTGCAGCTCACCGCTTAAAAAAATTAAAGGCTACAGGAAATGTTAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAACAT
>McF0011G22-MGRbd1
GCGCCCGNTTAAACCCGNCCTTATGGCCGGGGGGAGCTGCCGGCGCACCGAGCCTTGACC
GGCTGCGTCTTGGCTCTGCTCATCATTTGGACACTTTTAGGGAACTTCACTGTGTGCGCC
GCCGTTTCCCGCTACCGCCATCTGCGCGCCAAGGTGACCAACATTTTCATCGTGTCTTTG
GCTCTGTCGGATCTCCTAGTCGCCGTGCTGGTGATGCCATGGAAAGCTGTAGCCGAAGTG
GCCGGATTCTGGCCGTTTGGAAGCTTCTGCAAGACCTGGCTGGCCTGCGACATCATGTGC
TCCACTGCCTCCATCCTCAACCTGTGCGTCATCAGCGTGGATAGATACTGGGCCATTTCC
AACCCGTTCCGTTACGAGAGGAGCATGAACAAGAAGGTGGCGTTCGTCATGATTGGGATG
ACCTGGACTGTTTCCTTGGTGATCTCTTTTGTCCCGGTGCAGCTGGACTGGCACCGGGCG
GAGATCGGTGACCTGAGCGGTCAGGGTTTGATGCCACTGGGTAAAAGCGCAGATGGGAGC
TGCGACTCCAGCCTGAGCCGCACTTACGCCATCTCCTCCTCCCTCATTAGCTTCTACATC
CCTGTTGTTATAATGATTATCACATACACCCGCATCTACCGGATAGCCCAGACTCAGATC
AGAGTGATCTCCTCCTTGGAGCGAGCTGCGGAGCACGCGCAGAGCTGCAGATCTCACATC
CCTGAATTATTTCCCCACATGTGCACCGAACTTGGAGCGAATGGAAACTCCTATCAGT
>McF0011G23-MGRbd1
TAAACCCGNCCTTATGGCCGGGGAGAACATGACGAGGACGAACAGGAAAAACAATTAGGA
ATATAATATTCGGCGGACAGGATAAAAGGAGGTGCCTAGAGAAATGCATAGAGTCCTTGC
TCCCCACTATGAATTCATTGAGGGAGTCAGAATGTGATGGGAGGATTGCTGCGCCAGGGT
CATTTTACAGAGTATGAAAGAAGGCAATAAAGCCACCAATCAACAGGGATAAAATGGAAG
CCAACTTTGCTCTGGTGAAGGCCCTTCCCATTCTCTTTCCCCCAGTGGCACCTCCATCAA
AGAAACTGGGGTGTGCTAGTGAAGCTTTACTGCATGTTCAGGAGTCAACAGAAGATCCAA
ACGTCTTCATCCAGAAAAGAGGCCTGACAAGTCCAGTCTTGGTGTTCGATGGCAGCAGAT
GAATCGTTGCTATTGGTTTGATGCCAGTGACGTTTGAAAAAGAAAAGCTTCACGAGGGTC
TGATTTTCTAAATGGCATATTATTACACACTACATCTGACCTACACAAATTGCGTGGCCA
CCCTTCTGTCATTCAGACAGAGATCCTTCAGGATACAATTCACAAGTGGGACATCACAAC
AACATGAAAGAGCATTAAAGTAAAGAATTTGTTGGAAGATAAACTGCTTTTGCAGTTCAA
TGTTTATGTCTGTTCCTTAGATGAGTATTCTAATTGTGTTGTTAAAGAAATAGTTGTATT
CCTAGTGCCTTTGGGTAAATTTGTATCACAAATCTCA
>McF0011H01-MGRbd1
ATCGCGCCGNTAAACCCGGGCATTATGGCCGGGTGAGCTATTAGCTCCAGCCTTGGTCGT
AGCTAATGCCGAAGCTGACTTCAGGGGCAGTGAACCTGCAGGAATACGGTTGAATAGTCT
TTCTTTGTTTAGGAAGGTTTCTAACAAAGTGAAATGACCCAGAAATGTCAACCTTGATGA
AAACATGTCAAACTCTCTTAACGCAGTCAATAAGCTTCAATGCTTACTTTAAATTCTTCT
AGCATAGATGGACAATCCATGTGAGAGAGAAAAATCCCTTTTCATATTTAGAATTCACTT
TTATACGGTTATTTTATTTGAGCAGAAATATCTTTTATGAACTATAAAGTACTCTTTCTT
TTTAATATTTTATTTTTCCCTACTTTTCCTTGAAGATTTGGTGTTTTCTGTCGCTGTGAA
ATAAAACTGTAGAAACATTAAAAAAAAAAAAAAAAAAAAAAAATAAAAACCTT
>McF0011H05-MGRbd1
GGGGAGGTGACTTTCAGTCGGCTTACAGTAGTGGGGTTAAGTCAGCGTCGACAAACACTT
CAACATGGCTCAGGCAGTGCAGAAGTTGGTTGCTAAAGTACCTAGTCTCGTCGGCGCCGC
TGTCACCAATTCCAAACCTCGTCTTGCAACCTTCTGGTACTACGCCCGTGTGGAGCTTGT
GCCCCCCAGCCCTGCTGAGATTCCCAAAGCCATCGAGGGAGCTTCAAATCTGATCAGGGG
TTTCCAGACAGGACGCCTTGGTCAAACCACTGTGAAGGTTTTGGAGTCTTTGGGTGAGGC
TGAGGGTTCAGAACGGAAAAGAGAACCCCGAGGAAATCTCCCGTGCGTTTCTGACCACGT
TCGGAAAAGAGAAGTCATCGCGCAGGAAAGGTTCAACACTTGGATCAAACTGTTCGGACA
GCACAACGTCTGCAAACACTTCCTCATTCAAAACTCAGAGAGAGAACATAAGACGGCCGA
CCAGCCCTCATTTTTACTCCCCCATGCATCCCCTCAGGAGCGCCCAAGGCAACGCCTCCT
TCCGTCGCCGCATTGCCTCCATGACAACCGCAGTCACAAAAGTCCGAAAGAGGTCCGCGG
AGGGCGGAAATACTGCTACGTAGTCCTCAGAACGTCTACGTTTGATAGTTTCAGCATTGT
ATAGTGTAAATGCAAACATCAGATA
>McF0011H09-MGRbd1
TGCCGTAAACCCGGNCCTTATGGCCGGGGATTCACTAAAGTGGTTATGAGGTGTTTGGAT
TGTAATTATTACTGAATGGTTCTTTGATATGCAATACGAACATCATGTTTCTTTTTATTT
TGGTTGGTTTTGTATTAAATGGGGTGTTGATTACAATCTTTTTCTTTCTTTCACTTCCTG
AATAAAGACCCATTTTGTTTGGACACAACTGGGCTGCAAAAGTTTTCTTTCTTTATCTGA
TCTCCTGCTTACTCTATACTTACTCTATACTATACTATACTCTATACTCTATATCTTCCT
CATAAGCACATTTAAAAGTTAGTTTTTATTTATTGGTCACTTGTTTAAACCAATTTTACG
ATAAAAAATTAAAGTATTTTGTGACAGTTAGGCTAATTAGAGAAATCACAACAGTTTGTG
ATTTCTCCAATAAAGCAGTCTTTAGTTTTCAGGGACATCTCTTGCTGTGCTTTGAAACAA
GCTTGGTTGGGAATATCTGGTGCTGGATGAAATAAAACCTTTTCTCAAAAGGTTTTGAAC



TTGTTCCAGCACTGAGGTTTATGTGGCTAAAACTGTGATTTGATAGTCTTTATTTTTGGA
TTTAAAAAGCTCTTGGACCACCTTAAACCAAATTTTCAAGACTAAAAAATCCATTTCAAG
ACCAGGATTGTAGTTTAAATTTATTTCAGAAGTTACTTTTAGAAGTATTCATTGTGTGTG
TGGTCATGTGTGTTAACAGAGGGGCGTGGGTTGTTTTTTTTCTTTTTT
>McF0011H10-MGRbd1
CCGNTAAACCCGGNCATTATGGCCGGGGGGACCATTGAATGCCACGTGATGCAGTCTTCT
GATGGCCATAGCGGCTCACTCGCCATCTCCCTGTCCGGGCCTGCTGATAACCTGGGCAGC
ACTGATGCCAGGCAGGTGACTGAAGAACTTAGTACCGCGTTTGTGAAAGCCAAGAAGATG
ATGGACGCGAAGCTGGTGCCACAGTGTGCAAGAGTCTTCTACAAGTGCAGCCACTTACTG
GCACAGCAGATTGTTACAGGACTTGAAGAAAGCTTGAAAAGCTCCTTGTTAGAGTCCAGT
CCGTCGGTGGCTTTGGTCCCTGTCCTGGACTTTCCCGACTCCAAGATCCTCCACCTGTCT
GGCTGGTTCAGTTCATAGAAACAAAGTTGAAGTGAACGGACATACTTGATCTGCCTACCA
GAAGATCTAAGGGGACCAGAAAATAAGCACCACCTATTAATGTGACCCGCTTGCCGCTTT
TAATTGGTTAAAATTGAAAGTACACATGTATCCAAGTTGTTTAGATGTATTTATTCCATT
TTATTCCGTTTTAGATCGAAGGGTTTTATACCAACAAGAAACTCTTTAATCTCCCACAGC
AGCTGTCCCTTCAGCTCACAGAGAAGACTTTTGGAACATCTGCATACCACAGAACTTTCC
TCTGCAAAGGAAGACTCCAGCAGTTCCTCACTCCACCAGGCAGCACACCCTGATACCCCG
CTGTTTGTGGTGGAATCTTTCTTAACCTGCATCCTTTGTACAGGCTGAGCCACCATCTCT
GACGCCATCAGTTG
>McF0011H11-MGRbd1
GGAGCGGCCGNTAAACCCGGGCATTATGGCCGGGGCTTCTTCTTTTCTCCCTGAGCCCTG
GCAGCTCGGGCAGCTGCCTCTGTGATTAGACGTCTGTTGAGCAAGCTTTAAGGCAAATGG
TGCCAGGCTCTGATCAGTGGTGAAACCTCCACCCTCCTTTGAGCGAAAACAGCCCCATGT
CCTCAGCGTGCAGAAACCTCTGTTCCCAAGTTGCCTCTCCGCAGAAAAGCTAGATCTGGA
TCTCAAATGAAGCGGCATGTCTGCGTGTAGAGACACGTGGAGCAGATAAGGTGGCGTGAT
GTTAGGCAGGTGCTGCCTCACCTGAAGTAAACAGACGGTTATAAAGCCGGCGGTCTTTTC
ATCAGCACCATTCAGCCGCCTGCACCTGCTCGCCGCGTGCAACCATAAAGTGAGGTGTAG
CCTCTCCCTGCGCCTACGTACGTTTTCACCGATGGAGAGGATGAGGAGCTGAAGAAGAAA
ATTGGGGGTCATGCAGTCAACACCAACTGCTCCGCAGCTCACAGCCGGCAGGCCCTGTCC
TGCAAGATGGCGGTTGAATACGACAAATTCATCGAATCAGGAAAAAAGTGGTTCTGCCAT
GTAGACGATGACAACTATGTGAACGTTCGGGCTCTGGTGAAGCATCTGTCTCAGTACCAG
CACACCCAGGACATGTACATCGGTAAACCCAGTCTGGACCGGCCCATAGAGGCCACAGAG
AGGGCTGGGGACAATAAAATGAAACCGGTCAACTTCTGGTTTGCAACGGGAGGGGCAGGT
TTCTGTGTGAGCCG
>McF0011H13-MGRbd1
TCTGGGAGCGGCCGNTAAACCCGGGCCTTATGGCCGGGGGTTGGTCCATTAGTGTTCCTG
TTCTGGTGTTCTCGTCTTGTCATGCCAAGTTCCTTGTTCTCTTGCCACGTCACAGTGTTG
TATGATGGACTCTGTCCCATTTGTGTGACAGAGATCCGCTTCCTCCACTTTCTGAATAGA
AACCAGGCTGGGAAAGTGGATTTTATCGACATCGCCAAGCCGGGTTATGATGCAGCAAAA
TACAAGGATGTCACCTATGAGATGGCTATGGAGGAAATGCATGTGATCGATGAGAAAGAC
GAGGTTCATCGTGGGGTTCCAGCATTCGCAGTCATGTACGGCGCGGTGGGCCTGAACTGG
CTGGCTCGCCTCATGATGTGGTCACCCGTGAGGCCGCTCATGGACAAATCATATGCAGTC
TTTGCCAGGAATCGGCTCAAATGGACAGGACGTGGGGATGAATGCACTACTGGTCGGTGT
GAAAAGAAAACCAACTGACTGGCAACCACAGAAAATAAAGCATTTGTAATGGCGGTCTAA
ATACTACAGTCAATTAAAAAGCAACACTGTATGAATTTTTTTTTTTCTAGTATCAACATT
TTTTGGTCAGTCATTAAAAGAAATGTAATTATATTATGCATACAACATTTTCTTCATGTA
CAGCAATTCTCATTGCAAATGTTTCAAATAAATACTTTCAGCCN
>McF0011H17-MGRbd1
GCGCCCGNTAAACCCGGGCCTTATGGCCGGGGACGGAAGTCTTTCTGTTGTTCATCCGCC
AGTAATCCACCTCGTCGTGTGAGCAACGATGGCTACCTCTGGGGCTAAACAAGGCACCAA
AATTGTGTCCAAAACATCAGCGGGAGGCGCCGGGGCTACGGCAGCCAGCGGCGGGGCTCC
CATAATACCCCTGGCCTCCCCGCTCATGGGGAAAAAGAAGAAGCCGTTCCTGGGCATGCC
CGCTCCGCTGGGATATGTGCCTGGTCTCGGCAGAGGTGCCACTGGATTCACCACCCGGTC
TGACATTGGTCCTGCTCGAGATGCCAATGACCCAGTGGATGACAGACATGCACCCCCAGG
GAAAAGAACCGTGGGAGACCAAATGAAAAAGAATCAGGAGGAGGCAGATGCTATATACGC
AGCCCTGGACAAGAGGATGGACGAAAGACGCAAAGAAAGAAGAGAGCGAANAAAAAAAAA
AAAAAAAAAAAAAAACTT
>McF0011H23-MGRbd1
GGTGCCGCTTCCAGCACGGCCTGCCCAGCATGATCCAAACCTCTGGTTCCGAGTCCCCTC
ACAGACCGTCCCCACGGAGCTCCTCCATCTCCTCCTCTCCCTCTCCGCCTCCTCTCGACA
CCCCCTCCTCCGAGCCCCCCCACAACGCCTTCACCTTCTCCAGCCAGCACCTGAGTGACC
TGATGGTGCCGCTGGCCCTCCACCTGCAGCAGCTGGAGAGCTCCAAGGCCCAGGAGATCT
GGGACCAGAGGGCTCTCTGACCCACACTTTTATTCTTTTACCCTTTTTAGTTTAGGAATT
TATTTTTTTTAAGCCAACGTTGTTTTAAAATTGTTTAACATTAGGTTAACACTTGTTGAT



CTTTATTTGTATCTGAAATCCTGTCATGAATTTAATATTTCTTAATAAATTTGGATGCCA
GCNAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0011I10-MGRbd1
ATCCGGCCGTAAACCCGGGCATTATGGCCGGGGATTTTTGCGTTTACGTTTTACGTCATT
GTCCACCACGCAACAGACATGTGAGAGGACACGGAGACGCAGAGCCTGGATTATTCAATT
TATCAAGAGCATGGTTACATTGTGTGATTTTACAAAGTATATATTTATAATTTCATTCAG
CAGCTGACAAGAAAATGTTTCGGCAAGCACGAACCACGCTCCAGAAACTACGATATGTAG
GTTTTACAGGACAGCAGAAAACATGGAGGCTGAAGAGCACAACAGTAAGAGAGAAGGTAC
TTCAGCTCCAACTAGGCCAGAAGATCCACGGCTTTACAGTCAGAGAGGTCGTGGAGGTTC
CCGACTTGTTTCTCACAGCCGTGAAGCTCAGCCACGACCAAACTGGAGCTCAGTACCTGC
ACGCTGCCAGGGATGACTCCAATAATCTCTTCAGCGTCCAGTTCAGGACCACCCCCATGG
ACAGCACTGGGGTTCCTCACATCCTGGAGCACACGGTGCTTTGTGGATCGCAGAAGTATC
CGTGCAGGGACCCGTTCTTCAAGATGCTCAACAGGTCGTTGTCCACCTTCATGAATGCCT
TCACAGCCAGTGACTACACCATGTATCCTTTCTCAACCCAAAATGAAAAGGACTTCCAGA
ATCTTCTCTCAGTGTATCTGGATGCTGTTTTCTTTCCCTGCCTACGAGAGCAGGACTTCT
GGCAGGAAGGCTGGAGGCTGGAGAACGAGAACCCCACAGATCCCAGCTCCCCCCTGGTCT
TCAAAGGCGTCGTGTTTAATGAAATGAAGGGAGCCTTTTCGGATAACGAGCGTCTGTTCG
CC
>McF0011I11-MGRbd1
TCGGCCGTNAAACCCGGGCATTATGGCCGGGGTCAGTTAGTTTGATCTCTAAAGATGTCC
ACACAAACTGAAGCTGCAGCAGATTGGAGAGGGAAATTTAGCAGAAATCTTCATCCAGAT
GGAAGAGAACAAAGTGAGGTGGAGATGTTAGATGATGAAGAGCAGCACTCTGATCATGGA
TTACAACAAACTGGCATCAACAAAACTCTTTTGGATGAAATAAAACAGCTGAAAAATCAG
ATTGAAGTCTTTGAAGGGAAATGGTGTCCTGATGTATGGAGAAGATTTGGAAGCAGCTGC
TACTATAAATCTACTGAGAGGAAACTTGGACTGACAGCAGGGATTTCTGTCAGTTTATAG
GATCTGATCTGGTGGTGGTGAACAGCAAAGAGAAACAGGAGTTTGTTTCTACATTGAATC
AGAATTCAGAATCCTGGATCGGTCTGTATGCTGAAGGGTCATACCAGAATTATAAATGGA
AATGGGTGGATGGATCACCACTGACAGAAACGTTCTGGGATGAGAGGATTTCAAAAGATC
CGTACTACAACTATGCAGTGTTCTTAAGTGCTGACGGGAAATGGACACGACAGGACCAAT
GGAACAACTACAAAAACTGGATCTGTGAGAAAAACCTAAAATTCTGAATCTTTCTGTTCC
TGAGTTGTGCGTTGATTTAACTGTTTAGTAATGTAACTACAAACATGTTTTATCTTT
>McF0011I20-MGRbd1
GGACGCCCGTTTAACCCGGGCATTATGGCCGGGGGAGGCTCTACAGGACTGCTTTGCCAC
CACTGACTGGAGTATATTCAAACAAGCAGGCATCTATAATGACATCACTGATCACCAAGA
GTACACAGAGACTGTCACATCCTACATGAGGATGTGCATTGACGATGTCACAGTCACCAA
ACCCATCACCCTTCAAGCCAACCAAAAGCCATGGCTGACAGGAGACGTCCACAGACTCCT
GAGGGAACGGAACGCTGCCTTCAGAGCTGGGAATGAGGCTGGTCTAAGAACAGCCAGGGC
CAACCTGTCACGAGGCATCAGGGTGGCCAAGAGGGAGCACTCCAGGAGGATGGCTGACCG
CTTCACCAGGAACCATCACGGATAACAAGCCCGCCCCACAGGCCTGCGACAACTCAACCC
CTCTGCTGGACCAGCTAAACACCTTCTTTGCCCGCTTTGAGGCAGACAACAGCATCCCGG
CACAGAAGACTCCTCCCCCTCCCCTCCTAGTGACCTGGTGCTGAGGCTATCACGTGACAG
CGTGAGGCGCTCACTGGGAAGGATAAAACCACAGAGAGCCCCAGGACCTGACAACATTCC
TGGCTGTGTCCTGAGGAACTGTGCTGATGAGCTGACAGATGTCATCACCGACATCTTCAA
CTTCTCACTGAACCAGGCTGTCAGAGGTTCTCAGAACTCTTGTCACTTTAACCATCTCAT
TGCTCTTTTGCACTATTCAGATGGCTGTTATTCTCCTCATTATAACTGTTAGAGGAAAGT
AACTTATCTGTGCTGTATTTCATGTGTATGCAGCATATTTGACATTAAATCTGACTTTGA
>McF0011J02-MGRbd1
GCCCGTTTAAACCCGNCATTATGGCCGGGATTCTGGCGATTGCCAATTACGAAGACCGTT
TCGTCGTGCCTTCCTCTCATAAAGAAATGGTGGAAGACAGCTTCAATGAAAAAGGCAGCT
GCGGCTTCACGTTTGGCAATGGTTGCAGTGGCGGCACATCCGACGGCACTTTGTTCGGCC
GCAAGGCAGAGGGCAGTGTGATTTTTGTGGATATGCCGAAGTCGCGCAAAAAAGCGCTGG
CAGATCAGGGTTAATCAGGAGGCTGAAATGAATATTTACCGCGTCATTTCAGCGCTGCTC
AGCTATCCGGAAGCGGATATGCTGGCAGCCCTGCCTGAAAAAAAAAAGGGTAACAAAGGA
AAAAAAAAAAAAAAAGAAAGAAGAGCAAAAAAAAAAAAAAAAAAAACCTT
>McF0011J19-MGRbd1
TCTATGAGCGCGCGTTAAACCCGGGCATTATGGCCGGGGAACTTCTTTGAACATGGTTTC
TGCATGAGCTCATCAGGCAGCAGACTAAATAAAAGCACAGCTCATCTGTCTCTTGGAGCT
TGAAAGAAATTCACACACCTGCAGGAAAATGATAACAAATGCCAAAAAAAAAAAAAAAAA
AAAAAAAAAAAACAT
>McF0011J20-MGRbd1
GCCGNTAAACCCGGNCATTATGGCCGGGGGAGTCCGACAGTCGTAGAGTGAGTGAAAGGA
GCAGGTTGACAACAGTCCGAGATTTCTTAGCTCAAAACAGTTGTTTGCAGGTTACAGCTG
GACTTAACGCACAAGCTGGTGAGGAGCTGTGCTTGGTTTGTTTGATCCTCGAAATTTCGA
AGCGTTTTGACGCAACGCAGTTGAGAGACGCGCGTGATTTCCCGGCAGGGTTCTCCTGTT



CAGCGAGAAAACGCGTTAGTACCGCGGTGTTAGCCGCTGGCTAGCTGCTGCTCTATTGAT
TGTAGTTTACACATTTCAATTTACTGGAACAAACAAACCAGCTCGCCTTTACTTTATCTA
ATAATTATTACTATATACCCTAACATTACGTATATCTCAGAGTTTATAATTAAAATCCAA
AGTAAACGACAATCGAGAATTAAGCTAGCTTAGCAACACGAAGCTAACGTCCTTGTGTTT
GGTAGTTAGGAGTCCCGGGTGTCCTCGCAGTTTTCAGGTTATAAATAACATATTAAACAA
CATTGTCGCTAAAAATGCAATCATTTCAGTTTGATTCTTGATTTTTCTCACAGTGAAAGC
TGTGAAAAAGGCACATTTTTCTGTCTTCTGGCTGCATCTCCTACATTTTAATACCAATGA
ATGAATTCAAAGCTTTATTGCATTTATTTGTGTGCAATGACACACTTCATGCAAAAAGGA
AACATTTAGAGTTTATTCCTTTAGTTTATAATCAAAAGTT
>McF0011K08-MGRbd1
CCCGTTAAACCCGGGCATTATGGCCGGGGGAGACGCACGTGCGCTGTTCCACCATGGCGG
ACCTACAGATGAAACTGCTCCGTAAGAAAATCCAAAAACGGGCCGAGAAGAACAAAGAGC
GCAAACTGAAGAGTATCCAGGCAGAGATCCAGGAGGAGACCGGTAAGAGATCCGGCGGCT
CCGGTTTTACGGTGTTCGTGTGTCGGTCGTTGAGCTTTGTGGTACTTTAAGTTCTGAATG
CTCTGACGAAATGCGGGCCTTTCAAACACACACATGTGTGTGTGTGTGAACTCTCTGAGA
CTCACATATATCGACTTAACAGGAAAAGTGAGCGAGCTGTAACCGCCCAACATCCGAACT
TTTTTCTACCCGGAGGCCCGCGTTGTTTGGCTTGTGTGGGGCGACTTCGCAGTGTTTGGA
CCTCCTCGGCCTCCGTCCGTCTGTGGAGCTTGTCTGTCCGCTGAACTGCTGTCCGTTTAG
CTCCTCACCTGCTGTGTTGCAGAGGGACTGAAAAGAGGCTCCGACCGGCTGGAGGAGGAG
CTGCGCGCGGAGGAAAAGGGCTCCAGTGTGGGGCTGAAGAATGTCGAAGGGCCGGAGGAA
CATGCTGTGAAGGAAA
>McF0011K10-MGRbd1
TGGGATGCGGCCGNTAAACCCGGGCCTTATGGCCGGGGCTTGGCTAACTGTTGCAAGCTA
ACTAGTGCGCAAGACGCGCAAGCTCTCGAATTCAGATCAAGAGGCATTGACATCCACCCT
GCAGAGCTTTCAGCGCCGGTTCTTACTGAAGACGGCAGTTATTACGGCTCTCCATCTCTA
ATGGCTCCCCCATTGCGTCACAGGTTACTGCGCATCTTTGTCAACGATGACCGCCATGTC
ATGGCGAAACACTCTGCCATCTATCCAACTCAGGAGGAGCTGGAAAATGTACAGAACATG
GTTTCTCACACAGAGCGGGCCCTAAAGGCTGTCTCCGACTGGCTGGATAGACAGGAAAAA
GGGACCTCCAAACCCGACTCTGACGCTGCAGACGCTGAGAAGGAAATTGATTCCAAAGAC
CCTGCCACTCGCACTCTGCGTGGCGTAATGAGGGTGGGCTTGGTTGCTAAGGGTCTGCTG
CTAAAGGGGGATCTGGATCTGGAGCTGGTGCTCCTCTGTAGGGAAAAGCCCACCACCGAT
CTGCTGAGGAAAGTGGCAGAAAACCTTTCTGCACAGCTAAAGCTGATAACGGAGGAGAAG
TATGTGGTGACCCAGGACATCCAGGAGGCCAGCATTGTCATCCAAAACACAAAGGAGCCC
CCGCTCACGCTGACCATTCACCTGACGTCCCCGCTGGTCCGCGAAGAGATGGAGAAGACC
ACTGCTGGAGAAACGCTTTCAGTCATCGATCCCCCGGATGTTCTGGACAGGCAGAAATGC
CTAACTGCCTTGGCATCTCTA
>McF0011K21-MGRbd1
CGTNAAACCCGGGCCTTATGGCCGGGGGAACATGGCGGACTTCGTGGAGCGGCAGAACTT
GTTGGAGGACGATGACAGCTCCCCCGCGGAGCGGCGCTCAGCCTCAGGAGACGATAGACC
GATGTCCGCCATCTGCGACCCCAGCCGCCTTCCCCACCGGGCAGTCGTTCTGGTTTTCAT
GTGCTTCCTGGGATTCGGAAGCTATTTTTGTTATGATAATCCCGCCGCACTTCAAACCCA
AGTCATCCAGGACTTGAACCTGAACACTGCAAAGTTCATGCAGCTGTACGCCTGGTACTC
CTGGCCAAATGTTGTCCTCTGCTTCTTTGGGGGATTTCTGCTCGACAGGGTTTTTGGAAT
CAGACTGGGAACTATCATCTTCTCCCTCTTTGTCTGCGTTGGACAGGTAATTTTTGCTGC
TGGAGCTTGGTATGATCTCTTCTGGCTGATGGAACTTGGACGTTTTGTTTTTGGCATTGG
AGGCGAGTCGCTGGCTGTTGCCCAGAATACATATGCAGTCAATTGGTTTAAAGGCAAAGA
ACTCAACCTTGTGTTTGGCTTGCAGCTGAGCATGGCTCGACTGGGCAGCACAGTCAATAT
GAACATTATGGGCTGGGTGTACAACAAAGTTGCAGTTATCGTTGGTTCACCTGGACCCAC
TACGCTTGGTGCATCACTCATGATAGCTGCAGTGACCTGCCTCTTTTCTTTAGT
>McF0011K24-MGRbd1
GGAAGAAGATGGAGAGGAAGAGGAAAACCAGAGACGTTACGACTTTAGACAGAGGAAAAC
TGTGGTTCGCTACCAGGCTCCACAGGATGAACCCAGAGAGCCCAGGAAGCGCAGCATGTA
CTTTAACGACCACTCGCCCCCCACCAGACGGCGGTTCCGGTTCAGCTCCACGGCTCCCAG
GAGCCCTTACAACAGGAGGAGATCTAGCAGGAGGAGACATGCTATCCACAGCAGCGACTC
TACGTCTTCCTCCTCAGATGATGAGATATTTCAGAGGCGCAGGATCAAGAGCAGGAGCAG
ACCAGTCAACAGATGTCTTCCAATGAACCTCATTAAAGAAGACCTACTGGGGATCCACAA
AGACAGGATGAAAATTGGAGCGAGCCTCGCTGATGTTGACCCCATGCACATAGACAGAAC
AGTGCGGTTTGACAGCATCGGAGGTTTGAGCAGACACATCCTAGCATTGAAGGAGATGGT
GGTGTTTCCTCTTCTTTACCCAGAAGTCTTTGAGAGGTTCAAAATACAGCCCCCCAGGGG
CTGTCTCTTTTACGGGCCTCCAGGAACTGGAAAAACTCTGGTAGCCAGAGCGCTGGCTAA
TGAGTGCAGTCAGGGGGAAAAGAAAGTGTCGTTCTTCATGAGAAAAGGAGCTGACTGTCT
GAGTAAATGGGTGGGAGAATCTGAGAGACAGTTGAGACTGCTGTTTGACCAGGCTTATCA
GATGCGTCCATCCATCATTTTCTTTGATGAGATAGACGGTTTGGCTCCAGTCAG
>McF0011L06-MGRbd1



TTAAACCCGGNCATTATGGCCGGGAAGACTCGTGGTAAAAACGTGCTCAGAAACTGATCT
GAGAGCTGCTGGGCCAAGCGGAACAGCCACCACCTCTGATTGGCTGTTAAAACTGATCTG
CATGAGGGGTTTGGTGGACTGGGTGATGCATTCAAGCATTCTAGGACATTTAAAACTTTG
TAGATGGAAATAAATTAAAGTTATTAATGGATTTATTTTAAATAAAGAAAATATCCAATA
AAAACTCAGTTCACAAGAAAAGCTTCCTATCAACCACTCTGATCAATCCCCTGCCGCTGG
ATTCCTCTAGGCATTATGGGTAGTGTAGTCAAATCAAGTTCATGACAGCTTTTTTTGCTT
TATGCACGATATAATTTGTTGGACCTCTGGGTCTGAAAAATACAATACAAATGTTGTAAA
ATCAAATTTTTCACAAATGTTTTAGTATTTTTCAGATTGTATTGATTCATATGTAAGCAC
CAAAAAGTAAACTAATGCTAAAGTTCCATGCCGTGTAACTTAGCAACAGACTGTGACATC
ACTGATATCACAGAGCCCCACTTTATAAGTTGCTTAGCAATACGGTTAAACCACAACACT
CTACGATCTCCAAAGTAAAGCACACATTTTGAGACTAAGGAAAGACTTTCCGATTTCCTC
AAGTTTTTGTGTAATAAACGAGGAACGATCATGGACAAAGACTCTGCCATGGACAATCCA
AAACATACTGGTAAATGAGAGTCCCGGCAAAACTTTTAGTTACACGTTTGCTTC
>McF0011L20-MGRbd1
TGGGGAGCGGCCGTNAAACCCGGGCATTATGGCCGGGGGGTACAAGGCAAAGACCCTGCT
CTGGACATCACTCAGGATCCCATCGATGAATCAGAGGAGGACCACTTTGAGGAAATTCCA
GAGACAAGCCACTTGGTTGAGCTCCCGCCATGTGAACTAGGTCGACTTGAGGAAATCGCT
GACCTGGTTACCTCTGTTCTCTCCTCACCCATTCGGCGCGAAAAACTTGCACTGGCTCTG
ATGAGTGAGGGCTACATAAAGAAACTGCTGGGTCTCTTCAGAGTATGCGAGGACCTGGAC
AACAGAGAAGGCTTGCATCACCTCTATGAGGTTGTGCGGGGAGTCTTGTTCCTCAACAAA
GCTGCCCTTTTTGAGGTGATGTTCTCGGATGACTGTATCATGGATGTGGTAGGTTGCCTT
GAGTATGACCCAGCATTGGTTCAGCCTAAAAGACATCGGGAGTTCTTGACCAAGACCGCA
AAATTTAAGGAAGTGATCCCGATTACGGACTCTGAGCTGCGGCAGAAAATCCACCAGACC
TACAGAGTTCAATACATCCAGGACATAATACTGCCTACACCCTCAGTGTTTGAGGAGAAC
TTCCTGTCCACCCTCACGTCCTTCATTTTCTTCAACAAAGTGGAGATTGTCAGTATGTTG
CAGGTAAGGATCTAAACCAGGCTAAAGTGAGTGTAAGTTTCAGTTTAATGTATTTAACAA
TGTAAATTAAAATGTTTTCTATTAAAAGGGATTCTTTTAAGATGTAATCAACATTCTGCA
CATTGACTGTTGGACAGTCTGTATCTTCTGTT
>McF0011M16-MGRbd1
GGCCGGGNGGAGGAAGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTTGTCGGGCCG
G
>McF0011M19-MGRbd1
CCGTTTAAACCCGNCATTATGGCCGGGATCATGTTTATATGCAACTGTTTTTGTTAGCAT
TTCTAATTATCTAATTAAGTAATGAATCGAATTGTCTTTGTTTACTTTGTGTTATTTGGT
ATCAACTCAAACACAACAGTGGCCTTTTTTTGTTTTTATTTGACCTAAATTAAAATCGAT
GATTCTGGCTCCCCTCCAAAAAAAAGAGAGTAACAAAACGGTTTTGGACAAAGTAAAACA
GTTTTCCTCTTCATTTTTAAGGCTGAAAATGTTATTTTCAGTGCTACTTATGACATATGA
AAATCATAATAGGGAAATCTGTTTAGTTTAAAAGGCTCTATAGATCCCTTCTTCTTTTTG
TGCTGATTAGGACCGCTGTATTTCTTTTTTTTTTTACAACACTGTGGGGTGTTTGGAAGA
ATCCTGATAATGCTGCTTTCATTTATCAAACCTATTGTTTGTGGCAATGATGGCCCAGGC
TACGGTTAACAACAGTAAACATGTTTGTTTGTTTTTCTTATGTTTTTGTGGTTCTGTAGT
TAATATGACATTAAATGTGCAAACTCCATTCCGCGTTCTTCTCTGAAGTCCAACGCAGTG
GTAGTTCTGTGCCTTGTGTTAGTCAGTCATTTGCACTGTTAGAAATTCTCTGTTCAGCCT
GTTGAAATTGTGTACGTTTGTGTACATTCACAGTATAGTTGTGGTTATCTCAATTTTACA
CATTT
>McF0011M23-MGRbd1
GCCCGNTTAACCCGGNCATTATGGCCGGGGCAATCACGTAACGGGGACTAAAGGGGCACC
AAATTTGTATTTTGCGGAACAAACTGCTTCGCTTCCAGGGCAATCTTGGTGCACTAAGAT
GATGGATGCACTGTCGGTGGTGTGTCAGCTGCGGGATCTGGCTTCGGAACCACAGAACCG
AGAGGCGATAGTCCAGGATCAGGGCTGCCTGCCCGGGCTGGTTCTGTTCCTGGACCACCA
GGATGCAGAAGTGCTGTTTGCAACTTTGCAGACCCTTCGGTATTTGGCGGAATTGACTCC
AAACATCACCACAATGAAGAATGAACTGGGTATGATGGTGAGCTTGGAAAATCTTATTGG
AAGAGACGATCTGCCCGTCGACATCACAGCCTTAGCTAAAGAGGTTTATAACATTCTGAG
TCAGCCTGCTAATCCTGCACCCCGCACACCAGAGCGGCAGAGGAGAAAAAAGCCACAGTT
TTTTATCAACTCCTCCAGTAAAAAAGCCAAGTCTGTCACGCTGCACATCCAAGGCTTGGA
CAGCACACACCAGCGAAGCTTGTGTGAAGAGGCTCTGCTCACGGTTAAAGGAGTGATCAG
CTTTACTTTCCAAATGGCCTCCAAGAGATGTACGGTCCGCATTCGCTCGGACCTTCCCAC
CGAGAACCTGGCAACAGCAATCGCTGCCACGAAGGTGCTGTCAGCCCAACAAGTGGTGAA
GAATGAGACTGGAGAAGAGGTTTACATCCCTCTGAATCCTGCTGGGACAGAGGTAC
>McF0011N01-MGRbd1
GCCCGTTTAAACCCGNCATTATGGCCGGGATAACAAAAACTTTGACACCAATAACAAAAA
GTTGGTGTTGTAGGCAGCTAAACTATTCGCAAAAGCAAATTTGTGGTTTAAAAATGTAAA
AATTCACAATAGAACCCCTCTAAACATTATAATAGTTGAAAGCATAATTTATTTATGGTA
ATTTTTTTGCATATTTTTCTTTTGCCTTATAAATATGTTTAGGAGAAATTTGAAGTGTCA



AGAGAGAAGTGGAACTTTTTATATGTTTGTAAAGAATAGGACAAATACTTGTTACCAATA
CTGATGAAAGGAGGAGATATACCACACTGTGTTTTTTAATCCAACACAGAACCAATTGAT
TATAGCATTGTGATCAGAGTATTTCTCTGTGTAAAGATATGAAGAAAAAGTGATATTTCA
AAGTAAGGATTCCCTTAGAACTTCCATTTGTGATTGATTTGTGTGATTACTTGTGGATTA
TTTTGAATTCAAACCATCATACTGCAGAAAAATAGATACAAAATCTTGACTAAACAATGT
GAATTTATGACTGTTACACGACATTTTACTTGAATCATGTGCAAGAAGCTAACTCTCAGT
CTTTATATTTTGCTCTTTTTTTTAAAGGCTGTAGTAGTCTTTCTAGATGGTTGAGCATGA
AAGAATCTCTTGTTGCAGCCCTGCAGGATTCAAGGCCTCACAGACTAAAACCCCCAAACC
ATCGCACCTCAGTACTGCTGTCTCAGTCATGAATTATGCATTTGAGAGT
>McF0011O03-MGRbd1
GGAACTGAACAACGTACTGATTTAAATAAAAAAGAAATAGGAAAAGAAGAAAAATCCAGA
CAAAACAGAGGGAAGAGAGAAAAACAAAAATAGAAGGAAAAAAACACTACCAGCAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0011O08-MGRbd1
TCTGTGAGCGCGCGTTAACCCGGGCATTATGGCCGGGGGATGGAGCCTGCTGTGACATCA
GCGCCACAGACAGACAGACAGACGGCCTGCGGTCAGCTGCTTGCGGTCGGAGGAGCAGCT
TCTCCGCCTCACAGTCGCATCCACGACAGGTGTGCGCTCAGCGGCCGCCACTACACCCAA
CCACGCGGATTTTCTTCACTCATACGTCGGCTTTACCTCCCCCGTGTGAATCCCAACCCC
CCTGTAAACGCGTACTCTGCCTTAAATAGGGGTGGAACGAAGGCGTGAAGGGAACAAGCT
GGTGTAGTTACCGCTGAAGACCATGGCCGCGGGGGCTCCCATCGCGGCGGGGAGGGGCGA
GTACTCGGGGCTCTCCTCAGAGGACATCCTCGCGCTTCTCTCTCTCGGGGCGATGGCAAC
GCTGCGGGGCGGACTGTCTTCTCTTTGCGAGGGGGAGTCCCCTGTCCCGCCGTCTGCTCT
CGGCAGGTTTAAGGGGAAGGACTGTGAGGACGGCAGGAATGACTCTGCCAGCGGGAACAC
CGGTGTAGAAGAGGAAAATGGCGAAACGGGAAAAGTCACGTGACCAGCCATCCCGGAAAG
ATCCAATTCCACTGGAGCAGGTGGGCTCCGCTCAAACAGCCGTCTGTTCCCCAATATTTA
CGACAACGTTAAATGTCATTAAAAATAAATTGAANAAAAAAAAANAAAANA
>McF0011O13-MGRbd1
TCTGGGAGCGGCCGTTAAACCCGGGCATTATGGCCGGGGGGAAGATGCACTTCCGTTTGG
CAGATCTCGCATCTTGTCTACAAACAGGTCGATCTCGCAGCTCGGTTCGGCTAGTTTCCT
GTCACCCGGACGGGTTTTCGTTGTCCCGGTTCGTGTCGCTGACCCGGCAGGCATGTCCTC
CCACGAGCCTGTCAACATGAAGCTGCCCCCGATCCAGTCCACGGCGGGGGCCGTGCCGGT
CCGGAACGAGAAAGGCGAGATCTCCATGGAGAAGGTGAAGGTGAAGAGGTACGTCTCGGG
AAAACGGCCAGACTATGCACCCATGGAGTCCTCGGATGAGGATGAGGAGGACTTCCAGTT
TGTGAGGAGAAAGAAGAGGCCAAAGCGGAAAAGCAAAAGAAAAAGGAGGAGGCCCGCAAG
CTGAAGGAGGAACGAGAAAAGGAGAAACGCGAGAGAAAAGAAAAGGATGAGCGTGAAAAA
CGTGAGAAAAAGGAAAAAGAAGAGAAAGAAAAGGCAGAAAGGGTAAAAGCAAAAGAAGAG
CTGCGGAAGTCTAAGATAGAAGCAAAACTTGAAGAAAAACGAAAGAGAGAAGAAGAAAAA
CGAATTAAGGAGGAGGAGAAACGGTTGAAAGAAGAGAAGGATCGCCTGAAAGCGGAAAAG
GCCNANNAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0011O18-MGRbd1
CTGTGAGCGCGCGTTAACCCGGGCATTATGGCCGGGGGCTCACTTCCGAGCAGGGGCAAC
ACAGGAGCGCGGAGGCTGGGGGGGGGATCCTTCATTGGGTTTTTGTTTTCTCTTTCACGT
GCATGACCGACACCGCGGAGCCCTCACGGAGAATACTAGCGATGTGGACCGACATCGGGA
AACTCGTGCTGCTTCATTTATTACTCCTGGAGCTTCGCGTCGCTAAAGGAACTCTTACTG
AGTCGGAGTGTGAAACAGGGCAGTTTCAGTGCAGCAACGGAAGATGCATCCCCAGCCTTT
GGAGGTGTGATGATGATGACGATTGCTCAGACAACAGTGATGAAGAGAACTGTCCAAAAA
AGACCTGTGCCACCACAGACTTCACATGCAAGAATGGGCAGTGCCTCCCCTCGAAGTGGC
GCTGTGACGGAGAACCAGAGTGCGCCGACGGTTCTGACGAGGCTGATGCAATCTGCAGCC
GACAGACTTGTCCCCCAGAGAAGTTTGATTGTGGAGGGGCTGCCAGCAAATGTGTTTCGT
TGTCATGGCGATGCGACGGAGAGAGAGACTGTGAGAACGGAGCAGATGAAGAGCAGTGTG
CCGCAGCGTTAATCCACGCCGCCCGTTTTCCCTCACCTCTGATCTCACCCCACCCTCACC
CCCTTCATCCGCCGCCACACTGGGAGGACAGCTAATGTTAATTAGGGCTTCTAATTGAGC
ATAT
>McF0011P06-MGRbd1
CTGTGAGCGCGCGTTAACCCGGGCATTATGGCCGGGGGAGAAGGAGCAGAAGCGCGAGCA
GCTGAAGCAGCTGAAGAACCTGAAGAGGAACGAGATCATGGAGAAGCTGAAGCAGCTGCA
GGAGCTGACGGGAAACGAGCAGCTGGCTTTCAGCCAGGAGGACCTGGAGGGAGACTTTGA
TCCGAAGCATCACGATCGGCTCATGCAGAAATTCTTTGGCGATGAATACTACGGCGAGGA
GGAAGAAGAGAAGCCGCAGTTTGAGGATGATGATGAAATGGAAGATCGCTGGAATTGGGA
CACTTGGACTGGAGAAGACCAAGAGGAGGACTATGCAGAGGAAGACTACAACGGGGAGGC
GTCTGGACCTCACTGTGATGACGAAGACTTTATTATGGATGCAGACTATGACCCCAGCCA
ACACTCTGCATCCAAGAAGATTAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0011P10-MGRbd1
GACCCGNNCATTATGGCCGGGGAAGATCATCAGCGTGGAGGGAGGCTGCATCATTTGGCT



TCAGCTCTCTTGGCACACACATCTGGAATAGGACAAACATGGCCCCTCATTGGAATGCAG
CTGGCATGGGAATAGTTAATCTGCTCACTCTGTACATTTTCTGGCACATTCACTTGACTT
CTTCTTGGTCGGTGAATAACTTTCTGATGACTGGGCCGAAGGCTTTCCTGACCTATGCCA
ACAGCGTTCAAGTTGGCGCACGGATGGGAATCCACGAGTGCAAACATCAATTTGCTTGGG
AAAAGTGGAACTGTCCAGAGAAAACACTGCAATTATCCACTCACATCGGCCTTCGAAGTG
CCACAAAAGAGACGTCTTTTCTGCATGCAATCAGCGCCGCGGGAGTGATGTACACGCTCA
CCAAGAACTGCAGCATGGGGGACTTCGAAAACTGTGGCTGTGATGACTCCAGGATTGGTC
AAGCAGGGGGAAAAGGGTGGATTTGGGGAGGCTGCAGTGACAATGTAGAGTTTGGAGAGA
AGATCTCCAAACATTTTGTGGACGCGCTGGAGGGTGGGCATGACTCACGCGCAGCTGTCA
ACCTGCATAACAATGAGGCGGGCAGACTGGCAGTGAAGGCGACCATGAGGAAAGCGTGCA
AGTGTCACGGCGTGTCAGGAAGCTGCAGCATCCAGACTTGCTGGATGCAGCTGG
>McF0012A04-MGRbd1
CTGTGAGCGCCCGTTAAACCCGGGCCTTATGGCCGGGGGGGGTCCACGCGCTCACAGCCA
TGACAGCAGGAGTACTTTGGCAAATGCTGTATTTTGACGTCGAATAGACAACACGGCCTG
CTAATTTGGTTTAAATAGGACAGATGAAATCCTGAATTATGTTTAAAACAGCTGCCTCTG
CGTTCGCGCGACATGTGCGTAAACTTCCCGGATCTGGGTCGTCCATGTTTTCAGCATTGG
TTAAGAAGTCACCGGGGGTCGTGGCTTTGCCAGGAAAGCTGGATAGTAGGTCACAACACC
GGGGGGAGCTCCCAAAGACGCCAAACGCCAGGTTCGTGTCCCTGTCCTCGAAAACAGACG
CGGACTCGGTCGATCCAGCTCCAGGCCCACCTGACCGGGAGAGCTTTGGTTCCTTGTCTT
CCGAGTGGTCCTCCAGGACTTCGTATAAGAAAAGCAGCCCGAGTGTTAGGGATGCTGTTG
CCATGGACGACGAGGAGGATGTACATCAACATTTGAGGAGGCCAGGAAGGAGAAATACTA
CTTACTGGTACTTCTTGCGGTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0012A18-MGRbd1
CGNCATTATGGCCGGGAATCCAGAAGGAGGTGGCAGGAGAAGGAGGACCTCCTGACTCAG
CTGGAAGTCCAAGTGAAGGGGATGAAGGAAAACTTTGATTCCAAAGAGCGCCAACTGCTG
GAGGAGAGAGATAAAGCTGCAGACGCACACAAAGCGGCCCTGCAGAAGCTGCGGCGTGCA
GACGACGCCTTCCGCGCTCAGCTGGAGTCCGTCCACGCTGCACATCGGGCAGAGCTGCTG
CAGCTGGCAGACGAAAAGCAGCAGCAGACCGAGCGAGCCAATCGAAAGGTCCTTGAAGTG
GAGGAGGAGATGCGCCAACTCCTGCAGGAGACGCAAACCAGCAAGAGAGTCATGGAGGAG
AAAGTCAGACGTCTGAGCAGCGTTCTGAAGGACTTTCACTCATGAAGACACCAGAGACCC
TCTGGACGTGAAAATGCCTTGTATGTCCTCCTGTCAGTCATCTTTACTTTACCTTTTGTG
ACAAAACCAAAACATGAAGTTAACAAATCTGTTTACAACATANAAAAAAAAAAAAAAAAA
AAAAAAAAAAACCTT
>McF0012A21-MGRbd1
GAGCGCGCGTTAAACCCGNCATTATGGCCGGGGTGCGGTTACCGTAGTAACCTGCCTTTT
CTGATCTTTAGCCAAAACCGAGGCTATGTCCGAATTCCCTCACTACTCCTAAAATCTATA
CGGTGTGGGACAATCTAGTGCCCTGGATTTTAAAAGCCATTCAGACCCCATACTCACTAC
TAACGACGTCACCGATTCCCAAAGTAAAAATCTAATAAATACGAAGATTACAAAGACTAT
TTATGAGAATCCTCTGTTTTCTGATGATGAAAACCTGGATTAAAAAAAACAAAAAAAACG
ATTAAATACTTTGTTTTCCCACATGAAAAGCGCAATGCATTGTGGTCTATGATTGCCAAT
TTAGAGAGCATTGATGCAAACTGTTTTTTCGCAGAGACTTCTGGGAAATTTCTAGGGCAC
TGTATTTTGGAATTGCAGATACAGACATCCCAAAAACACAGCGGATGCCCTAAATAGTGC
ACTAAAGTAGTGAAGAATTCGGCTACAACCCCAGAGATGTTTGGGGTGAGTCAAGATCAG
CAGTAAATATTCACTTATGTGAAAGAATATTCACCAAGCCCATGCTTTTTATGAGCCGTG
TTTGAGGCTGCAAGAGTGAAAAACGGAGCTGGAAAAACAGGACTTTTGGATTTTGTTCTG
ATTAAAAAGCGAAGCTTAACAGTGAGAGATTTAACTGTTTCTGGTTCTTTACTTGTCGTC
TCATCATTGATGCAGGAAAATTCCAAGTATTCGGATCTGTTTGCATTTGCTTTTTGTTTG
>McF0012A24-MGRbd1
GGCGTTTAACCCGGGCATTATGGCCGGGGTCATCAGCGCTAAGGTGGTGACGAAGACTTT
GTGGGCGTGACTGACTGCCTCGACCGGTGCTCCCTGTTTCGCTCTCGTTAAGAAAGTCCA
CGTAGGAGACTTCCTGGAGGGCGCCCAGCCTGTGCAGAGGCATCATGGCTCCAGAAGAGG
AGCGATTGCCAAAGCGAGAGCGCCGATTGTTTATAGACCACCTCCCACATGGTCTCTTGA
GCATCTGTAGAAAAAGAGTAAGATGATGGCAAAATGTTGCAGAAATGTTTACATTTAGCT
GGAAGTCATCTTAAAAGGAGTTTAGACAGAAACTTCTGGCTAAAATAGGAGCATGCATCG
GATATTATGGTTTTTTTCTGGGGGGGAAGCAAAAATGGGAATATAAAAGGGTCACCTGCA
GAACTTTGCCTCGTAGGAGGAAATCTGGAGTTCAGACTCTCTCCGGGTGGAAGGGAGAAG
TATTTCTGGGACTTGGGCACGATCTGCTGCTGATAAAGTTAGGAAACAATTCACATGGTT
GTTACTGCGTTCAAATAAACTAAAACACTCTTTTTATTTCTGGAAAACCGTAGGAGAGCA
TGAGGCTTGTGTTAACAGTTATAGTCTATAACCAAAGTAGAAACAGCAAACGTGTCCAAA
GTCCGATTCACGTTCAAATTTATACAGACCCCTGGGCTTCTGTCATAAAATCAATAATTA
CATTTCTAAGAACTACGAATTCTTGATTGTGATTGGCTAATTTAAGC
>McF0012B05-MGRbd1
GAGCGCCCGTAAACCCGGGCCTTATGGCCGGGGACGACTGAATGAAGATGTCCTTAAAGA
AGCTGGTGTCGCTGTGTGCCGCTGCTGCTCCGGGACTGACGGCAGGAATGAGCGAGGCGA



AGAAGAGGAGCTCCCAGCCGCTTCTGGACCTGAATGAGTTGCCGTCTCTGTACACCGTCC
CTGAATCCAAGCCTCTAGAGGCGGAGCGGGAGGCGGGGCCGCTGGAGCAGACTGTGGCGC
TGCTGAGGAAGTGGGCGGAGCCATACACAAACCACTGTCAGCAAAGTGTGCAGACAGGAG
TGGAAAAAGCTGAGCAGGCCTACGGGACGGTGGAGCCTTACATCCACGCCGCCGTGAGGA
CGGCCACAGACACGTACCGGTTCCTGAGTGAGCCCCCCCCTGACCTGTACCCCGGCGTGG
CGGTGGTGGGATTCTCCGGCTTCCTGGGACTTTACCTCGCCAAAGGCTCCCGGCTGAAGC
GGCTGCTGTTCCCGGTCGGACTGATGGCTCTGAGCGCCTCCATGTTTCACCCCCAGCAGG
CCGCCGCCTTGTTGAAGACGGGTCGGGACTCGGCGCTCACTTGGGCTGAACAGGGCCGCG
TTACCGTGGAAACGCTGTGGAAGGATCCACCGTTCAGCAAGAAAAAGCTGAAGAGTTCGG
AGAAGACAGAAAAAGAGAACGACAGGAG
>McF0012B08-MGRbd1
TTAACCCGGNCATTATGGCCGGGAGGAGCAAGGTTTCCGGCTAATATCGGAGCAGGTGTC
CCATCATCCTCCTGTCAGTGCCTTCCACGCAGAGGGTTTGGCTGGGGACTTTGCTTTCCA
TGGTTCCATCTATCCCAAACTCAAGTTTTGGGGAAAGAGTGTTGAGGCGGAACCTAAAGG
GACTATCACACTAGAGATCATCAAGTACGGCAATAAAAAGCGTAATAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAA
>McF0012B13-MGRbd1
ACCCGNCCTTATGGCCGGGGAACAGATGAATGTGGACCACTCAGTTTCCACAGGTACCTG
TGATCCTCCACCTCTGTCACATCTCTACCCAAGGTTCTGAGGGGCTGGGAAGCTTGTCGT
GTTCTGGTGAAGTCCATCAGCTGTCCACGTTGAGCAGCAGGTGAAGGTTCAAGCAGCCAC
ATGGGGGCGCTAGAGACCTGCTACTGTGACAACCCTTGGACTTCATGCCTGAGAGCTCCT
TCATCTGCCCACTGGATGTTCAGCTCCTCAGTTTCCTCCAAACAGCAGGTTGAAGTTGAC
GGTTGGGATCCGTCTGACTTTGCTGCAGTCGTCTCCTGGATTTCAGGAGCTTTGTTTCTG
TTCTGCTCAAATGCCAGCAGAGGTCCTGCTGCTAGATCCAGACAACCAACTGGAAATGAA
AGCTGAAGGTTTTTCCTGGACGGACTCTGGAATGATGGAAGTGGAGACACTTTTCTGGTG
TCTAGTGTGACATCGTCCTCTTTTGGAACACCAGAAGACCCAATCAAAGCTCCAACATCT
TCCTGACTATTTCTGACAGAAGATCAAAGCAGAAAGAGGGAAGTGGTTTCCATGGAAACG
TCTGTCAGCTGCTCCTCCATCCAGAGGAAATGTAAACCAAACAGAGCAGCATCTTCTCAG
GAAAAAAGATACAGACCATAAATGCAGGAGGGTTCATCTTTTTATTGATTTGATAGTT
>McF0012B15-MGRbd1
TCTGGGAGCGCGCCGNTAAACCCGGGCCTTATGGCCGGGGGCACTACGTCATCAGCCCGC
GTCGGAGCTAGCTGTGCAGGAATAAAGCTGAGAAAATGATGCAAGAAAGTGGGATTGAGA
CGAGACCTCTGGAGAACCTGAGTGCTGCCGTCAGCGGAGCCTCAGCCTCCGTTCATTCGT
CTTGTCCGCCTCTAGCTTCTTCCATCATACCACTTACATCTGCTGGCGCGGTAGCTCCTC
CCATTGGGATTCCTGTTTCTAGTTTCTCTAAGAGTACAGGATATGACATCACACGGGGTC
ATGCCAGCCAGGTCCCTCGGACACCAGCCGTGCCAGCGTTCTCCTGTCCTGCAACCATGC
CAGGAGTTTTGTCTAATCCGATGGTACAGCAGCCCGTCATGACTGGAGCCATAGAGGCTG
GATCTTCAATAACATTTCCAGAAGACCAAGAGGACCCCAAAGAGTCTGAACACATCAACA
GTACTGGAGGCATTTGGGGTTTTTTTCAAGGGAGTTGCAGGAAACCCTGTAGTGAAAACA
GTCCTGAATAAAACCAAGAACTCTGTGGAATCTATGATCACAACTCTGGACCCTGGCATG
GCTCCATATATCAGGTCTGGTGGGGACATTGACATTGTGGTTGCATCAGACAAGGGTTAA
AAGAGGTTAAGTCTCCGTGCCTCAGTGTGGGAATGGGACGCTACAGTATTGTGTGGCTCT
TTCGAAATGACATTTAAAAATATGTGGCGTTTATGGCGT
>McF0012B16-MGRbd1
AGCGGCCGNTAAACCCGGGCATTATGGCCGGGCAACAACGATGATGACGACGACTCTTTG
TTGGAGTAAACCTTGTGTTGCCCACAGCGATGGGTAATTCACGCACCTTGCAGCCTTCTT
TGTTGACTGGATCGTGCACGGAAACGCTGCAGGTCCAAGCCTCAGGTCTGCTTCCTTTCT
ACAACAAAAACAGGTGTTATCCTGGAAGATGCTATTTTTGTTAATGTTACCACTGAAAGG
GTTGTTTTTTTGGGTTTCTTTTTGACTGGTGTTGCTTTTTGTGGAATCTTTCTTTTTGTC
AGTAGAGGGAGCCAACAGCCTATTGAAGTCCTGCACATCCTGATAGCTTTTGGATTCTCA
TCAATGTATTTCTGCAGCTGTGCAGCTACAGGATTTATTTTTCTAATGGCTACAGGAACT
CAACCAAAACCCGAAATCTGAGTTTTTAGCAATATTTGTTGGTTAAATAAAAAAAAAAAT
CAAGTTATCAGGCTACACAGGTGTTGATTTAGACATGAACTTCCTGCCGTTGAGGCTGTG
TTTGTACACCATGTATACAGAGATTACCGGTACCTCGACTGTGATGAATGTTTTTACTTT
GATTTTACCAAATCTTAGTGGATGCCTAAGATAACTTCAAAAAGGTAATTTTATACTAAA
TATTGACACTTTTTAAGCACTTTTCTGCATCTGT
>McF0012B20-MGRbd1
GGGTCAGCTCCGTCTCCTGGCTCTGCTTGAACTTCACCTCCAGCTCTAGCAGAGACTTGT
CCACGCCGGAGAAGGCCTCGCTGATCTGGGAGATCTCCCGCTGGAGGAACTTCCCGTAGC
TGTCCTCTCCGTCCAGGTCGTGCGCCACGGTGCGCCCGATGCTCTCCAGCAGCCGCGCCG
CGTCCTCCGCCTGCAGTTTGCTGATGACGAAGTCGTCCCGCACCGCGGCGTCGCTCCCCT
CCTCCGCGTGCCCGCACGGATAAACGTCTGAGAATTTAAACAACATCTGGCACTGCTCCG
GATCCACCGTCTCTTCATAATCTCCGTCCGGGACAAAGAAGTGATGGAACGTGCCGTTGG



AGATCTCCGGCTGCAGGGGGCCGGTGTACACCGCTGAGCCAAACGGCATGAGTGTGATGA
GCAGCAGTAGAATGGGAACCATCATGCACCCCCTCACCCTCTTTGGTGAGCTGCATCTGA
TCTGGACTGACCGCCGGATACAGCGTGGAGTTTTCATTCTGACTCAGGTTACAGAGCCCT
ACGTCACCTAAAAGGCACAGATTAGGGGCCCCGTGGCCCCTGCTGATGTAAACTCAAGAT
GCTGTGTTTTATTCAAATCATTTATATTTGTGCATAAGTTGTTTCTGAGATCACAATTTA
TGCAAAAATACTTTACTAGAACCACATTTCCAACTCTACCTGTTTGTGTAAAAGTGGTTC
CCATATCTAATCTTACTTATTTGGCTAATAATCAGTTATGTAGTGTA
>McF0012B23-MGRbd1
GGGAGTCGACATAAATGCGGAAGCAAATTGTCTGTTTTGCAGTCAGTTGTCGAATATATT
TTATTTATTTTATCAAATAAACCAAAGTTCAAAATACATAAACTGTTTCTTCTGAGCTTT
AAAAAAAAATCATGGACGAGCCCACAGCATCTGGCGTGTTCTGCAGCAGAATGCTGAGTA
TGGTTAACTCTGAGGACGTGAACGCTATCATCCAGGCTCAGAGACACATGCTCGATCGGT
TTGAAAAAACCAACGAAATGCTGATAAACTTCAATGGACTGTCAAATGTGAGGCTGCAGC
AGATGAATGACCGCTTCCTACTCCACACCCGCACCCTGGTAGAGATGAAGAAAGATCTGG
ATAGCATTTTCAGAAGAATTAGATATCCACGAGTCACCAATCTCAGAAGATGAAGATGAC
GAATTTGACCCAGTTCCTCCAAGCGTTGCTACAACAACCACGACAGCCACTTCAGAGCAA
AGCACAGAATCCTGTGACACAAGTCCGGATGTGATTTCACCCACTGTGAGCAGATGTTCT
GAGGACCTCTCTCAGGAGCCACCTGACACACCCACTTCTGATGTCCAAGAGACAGCAGTT
CTTCAGGATGAGGGTCCTGACTCTGTACCTGCTGAGTAAAAGCAACAGAATGGACATAAA
GTTCACAGGCCATGCTCTGTGTTTAAACAAATTCTTTTTTTAGTGGGTACATCTGTTTGT
TAAAGGTCAAGTTTCTCTTTTATTGTCTAATACTGACTTGATGTATGTCTGCATAAAATG
TAAATAATGG
>McF0012D01-MGRbd1
GGGGCAGGTTGTTTTGACATCCGGTGCATCACATGAAGCTAAATTAATGTGCGAGGAGTG
CTCTGAACCTTTAAACAGGGTTTTAGCAAAAGATTGAAGACCACACTTGACTGTCATCGT
GTGCAACGTCAGTCTCTTACTGCTGTGCCAACAATGAACTATGGAGAGCCACTGCCAGTG
AGTGAAGAATGGCGAGGTTAAGGCGCAAATCTTTCATCACGTTGATCGCTTTAGTGCTGC
TGCTACTCGTCGTCGTATTGATCCTAAAGACGCTCACACCTGAGGATTCTCCTTCCAGCG
ACTCAGGAGGCATTGAGCTGTTTAAAGAAAGAAAGAACCATCCGGAGATGCAAGAAGACA
AAAACGACAAACAGGACCAGACCAAAATCATTCACCCGGCTCTGATAGAAAAGGACCCAG
AACTAGAAAGCATTCTCCGAAAGCTCCCTCCTCCAAATTACTATCTCCACGCTTTCTACT
ATATATGGTTCGGAAACCCAAAGTTTGATGGGAAATACATCCACTGGGACCATCTGCAGC
TGCCGCACTGGGACTCCAAAGTGGCTCAAGGATTTCCACAAGGAAGACACAGCCCACCTG
ATGACATTGGCTCCAACTTCTACCCCTCTTTANGGGCTTACAGTTCCAAGGACCCCTCTG
TTTTACAAGCTCATATGCAGCAGCTGCGTACAGCAGCTATTGGTGTCATTGCTGTT
>McF0012D03-MGRbd1
GGGATGCGGCCGGTAAACCCGGGCATTATGGCCGGGGGGGAGCGCGTAGGGATTTAAAGA
CAGTCGACACTGCCAGGTTATTATTGATATTTACGAACCAACACTTGAGCCGAAGTGAGA
AGACAGATGAGAGTACAGGACCCGCCGCCACCGCGGGGAAAATGCACTGGGAACAGTTTC
TGCGATTTACCAATGGGAAGGTTAAGATCGACCGGCTGGAGGTGACTGGACTTGGCCAAA
CACCTCTGAATGTCTCTTGTGGGACAGACGGCTCGTTTTCCACAGCTGAGGATGGCACCC
CAGACCCTCAGCGCACCAAGCAGGTCATTGCCCAGCTGCAGCAGAAGATCCTCAAGCTCA
CGGAGCAGATCAAAATCGAGCAGACAGCTCGGGATGACAACGTTGCTGAGTATCTCAAAC
TGGCCAACAATGCTGATAAGCTGCAAAGCACACGGATTAAACAGGTATTTGAGAAAAAGA
ACCAGAAGTCGGCACAGACCATCCAGCAACTGCAAAGGAAACTGGAGCACTACCATCGGA
AGCTGCGTGAAGTGGAGCACAACGGCATCCCGCGACATTCCAAGGATGTTCTGCGGGACA
TGCAGCAGGGCCTGAAAGACGTCGGGGCAAAGGTTACTGGCTTCAGTGAAGGGGTGGTGG
ACAGCGTCAAAGGAGGCCTCTCCAGCTTCTCACAGGCTACCCACACAGCTGCCGGAGCTG
TCGTCTCTAAGCCTTGGGTGATCGCTTCTCGTATTCGCAACANATTTGGCAGCGCCGACA
ACATCCCTTCCCTCAAGGACTCGTTGGATGACCCATCAATAGAGGAAGGTGTGACA
>McF0012D04-MGRbd1
GGGGCAATCTGGACGACGAAAGAGAAGCATCCTGTGTTCATTGCTGTGGCATTTTCTTCT
GTTCTCAACAGATTGGATCCAGCTGTCGGCCTCCTCCTCATCACACGCACCTGTATTTAA
GATGGCTCCGGTTCACTACTCACCGCCAGCTCGTTGCCCTCTATGGGATCACGCTACCTC
TGGTGCCGACCTGGACCTAATCATCAGATCCTCTGCCTCACGTCCTCAAGATTCCAAGCC
ACGATCTCACTCAAACTTCTTCCAGCAACCACGTCAAGCCGCTTCGCCCAACACCGCGAC
TCGCAGGCCACATCACGCCCGGCGAAGGAACCTCCGAAGGAACTCACCTCTCTCTACGCC
TCACGTCTCCAGTGACGGCTCCTCAGCCAGCCTCTCGTCTGATCCATAGACTCTGTATTA
AATCCTGAACTCTCCTCCAGTGTTTGTCTTTCCGGGTTTCAGCACTTGGGTCTGTTCGGC
ATCCTAGCCAAGCATGACAATCAGATTGTGATCATGGGATTTTTTTCAAAAGTAACTCAT
TTATTTTAATGCTCAAACAGATTATTTTGAAAACTAGGGACTTGCATTTAACTCCAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0012D07-MGRbd1
GGGAGCCGGCCGTTAAACCCGGGCATTATGGCCGGGGAAGGCGCGCGTGGGTGACCCGCT



GTTTACATTTCTCGAAGTTATAGCTTTTCTACTGACTCTTTTTGTATCAATAAATGAAAA
TATACCAGAAACTTCAAAAATGTGGATATTGAGCCCCCTGGAGAATGGAGGTGAAACCCA
CTATATTTTCTGTGGTAAAGAATATGTGGTGGGCCGCAAGAACTGTGCCATCCTTCTTCC
GAGTGACCAGTCCATCAGCAGAGCTCATGCTAACCTAACTGCAACTGACCAGACTCTCAC
TCTAAAAGACTCTTCCAAGTACGGCACGTTTGTCAGGAACCAGCGTGTGACATCACCCGT
GAACCTAACGCCGGGAGACGAAGTAACATTTGGGGTTTTTCATAGCAAATTCAGAGTGAT
CCATCAGAAACTTGTGGTTTGTTCATCATGCTTGGACAATGACGGGAAGGCATCTCTAAC
TGAGGCGCTCTTGGCTTTGGGTGGGAAGCTGGTGAACTCGTGGAGTCTGGACTGCACCCA
CCTGGCCATGCCCACTGTTAAAGTGACCATTAAGACCATCTCAGCTTTGCTGTGTTGTTG
TCCCATCGTGAAGCCAGAGTTCTTCTCAGAGCTCAACAGTGCTGTCCAGCAAAAACGTCC
GCCTCCTAAACCTGAGAGCTTCAATCCTGAAATCGACGAGCCCGTCTTGAGCGACGAGAA
TGTTAATCTTGGGGCGGTTTCAGCTCGTAAACAACTGTTC
>McF0012D14-MGRbd1
TGGGTGCCGGCCGTTAACCCGGGCATTATGGCCGGGGGGTCTTCGAGGTTCATTTGGGCG
GGGTTTTTGAACTGGGCGGAATTGAAGCCACTTTTTTTTGGTAAATAAAGCTGAAAGAAA
ACTAAACAACTCACACGAACAAACCAAGCAGAAAGAAAATGGAAGAAGTAACTTTGAAGT
CGGCTTTGCTCAGCATCATGGAGGAACTGGATGAGGAACAATATGAGAAGATGTTGCTGC
TTCTGGGAAAGATTCCAAGAAGAAAGAAGACAGGATCCAGGCCGCAGATGGTTGAAACGG
TACTCCAGGTTTATGGAGAGAAGGAGTCCATCAATGTGGTGGATAACATTATGAAAAAGA
TTCCCAGGAATGACCGTGCAGTCCAGGACCTGCTGAAGCCCTTTGTGGGGAAGAAGAAGA
CAGGGGAAAAGAGGAAACAAGAGGCTGACCCCGAACCAGAAGAGAGGATCCTGCAGCAGA
AATCTGCAGCTGGCTCAGAGAAGAACCAGGTGGTGGAGGATTCTGCTGGCAAAAACAAAG
ACAGAGATCATCTGAAGAGCCCCCAACCTGACAAGGTGACACCATCATCCCCGTGGGTAA
GAGAGATCCTTCAAATCCACATTTTCCTTCTTTTCTTCTTCTTTTGCTCTTAATGCATCT
AAAATCTGGATTTCTGCACAGAGGATAACTATTGCAGAGTTGAAGAGTGGCGTCGACCTT
GGCCAGAAAAGCGTTGTTGGAAAAGTTGTGGAGAAATCTGCCCTGCGTACATATAAAACC
AAGGACAATGAAAAGAAG
>McF0012D19-MGRbd1
TGAGCGCGCGTTAAACCCGGCATTATGGCCGGGACTGATGAAGAGCCGAGTCAGTGATGC
TCCTGAAACGGGATTCTGAATGATCCCGAAACAGCAGATTGTCAGTGTTTTTCTTTTCAG
GTGCTTGTTTTTCTCAACCACCACCTCTTCACAACAACCACTTGTTTTTTTGTTCTGCAA
ACATGTGAAACCTCTGGTTATTTTAACTTTTTATTCTGTTTCCTTTCTTTCAAGTGGCAT
TCATTTGCCTGTAAATATTTTTCTGTTACTGCTAAATAATGAAAGTTTTATGAAACCTTT
TTGTGTTGAAAATGGAAAAATAAATGTTTATGCGCCATCTTTAAATGAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTTG
>McF0012D24-MGRbd1
GGGCCAGCTGCAATCGGATCTGCGCACAGCATGCTCCCTGACAAGGACGGGCCAGATGTT
GGAGGAGGTCAGAGGTTACCGGACGGAGAGGACCCCTCCGTGATTCTGTTCCGAGAATAC
CTGCGCCTGAAAACGGTCCACCCAGAACCCGACTACGATGCTGCTGTCAGATTCCTGAGT
AGAATCGCAGTGGAACTCGAGCTTCCTCTGAAAAAGATTGAGGTTTGTCCAGGAAGGGTT
GTGTCCATCATGACATGGGAAGGAACGGAGCCCCAGTTGAAGTCTGTCCTGCTGAATTCC
CACACAGATGTTGTACCTGTTTACCAGGAACATTGGAAGTACGATGCTTTCAAGGCTTTC
AAAGACGCAAAGGGCGACATATATGCTCGGGGATCACAGGACATGAAATGTGTGACGATA
CAGTACATCCAGGCAGTCAGAAAACTGAAGGCACAGGGATGGAAACCAGCACGCACTGTG
CATTTGATGTTTGTTCCCGATGAAGAAGTTGGAGGTCACAAAGGAATGGAAACCTTTGTG
ACGCAGCCGGAGTTTCAAAAATTAAACATTGGTTTTGCTCTGGATGAAGGCCTGGCCAAT
CCTGGGGAGGCATTCACTGTGTTTTATGGAGAGAGAAACCCCTGGTGGATTACTATTCAC
TGCCCCGGAAGTCCAGGTCATGGGTCACGGTTTGGTGGAAACACCGCTGCTGAGAAGCTG
CGGCAAGTCATCAATTCTTTT
>McF0012E02-MGRbd1
GGCTATTGCTGGCAGTAGCGGGGAGTTAATGTTTCTGATGACATGGCGGGACTCTGACCC
ATCT
>McF0012E03-MGRbd1
GTAAACCCGGGCATTATGGCCGGGGGCCGCTGGATCACCTGCACCAGCGCCAGGCTGACG
CTGCCCGGCTCCCTGTGGGTCAACACTGAGATCTGGGACCAGCTGCCCAACCAGCCTGAG
GACAGTGACGAGGACTCTACCCAGAAAGACACAGAGATGAAGGACAGTCCGTCCACAAAT
TCCCAGTCAAGGCAGTCTGGTTTGAAGGGAAAATTTGAAAACCTGCGGCGAGTCTTCAAA
GGCGGCGTGAAGCAGCAACAAAGACACAACTGCTGAGCGCGCCGCCGCATCTGGAACCAC
CTGAAGGACTATCATCAAAACCTTATGGATAATCACGCCGGCGAAGGCAGGCGTGCTGAA
CAGCTACCGGAGACGACTTGTTTTCTGGAGATCTTCAGACAAGGAGGACATGTTGGTACA
CATGACCGGCGCAGACCCACATATGTTCGGCCATAAAAAGTTTTACAGTCTAGAACTTCA
CTGTTCTGGACTGTCTGTGACTGCATTTTTCTACGTAATCCAATAATTTATTGTAAATAT
TGTCTGATAATTTATATAGACGCCGCTTGTTCCTTTGTGAATCGTGTTGTCAGATGTGAT
CTAAGGTCTAATCCAAAACAAGAGGAACTGGAGGATCTCACTTTATTGATCAAAGAATCC



GCTTTATTTTCTGCTGGATGGTCTTTATGTACATTTTTAAGTTAAATAACAAACATCTGT
GAAGGAAGTGGGACATGAAGAAATATTTCTGACATGCTCATACGTATTACCGATTCAAAT
GGTCTCATACTG
>McF0012E15-MGRbd1
CTGGACCGGCCGGTTAAACCCGGCCTTATGGCCGGGGGCAGCTGTGCTAACCGCCATCCC
GCGAGCCTCGGATTGATTTCAAAACCTCCAGACCATTTCCTTCTCCCTTTGTTTTAAGAA
CAGGATGAACATGTGGGACTTTATTCAGTTTGCGGGAAAGTCGCTGCTCGTTGTTTACAT
GGCGGAGGAGGCGGAGCTTAGAGGCGAATTGTAAAAATTGTGTGACACCTGAACGCCTCA
TCCTGGAGTCACACCATGCAGGTGTTGCCCATCTGGGGACTCGCCATTCCTCTGCCCGCA
GTGATGATCATCACCGTCAGTCTCTACATGGTTCTGGTGGGGGTTGGGTTTTGGATCCGA
TGCTGTCTAAAGGACCGCTGTTCTTCAAAATGTGGCGGCTGCTGTCCGGAAGTTTCTCTG
TGCGAGAATTGCCTCCGATTGGCTGAAATGTGTAACTGCCGCCTGCCAGCCGTCGGCGCG
TTCCTGCCTAATCCGTGCCTTTCACCCAACTGTGTCAACCTGGACTGTGCCTGCACCTGC
CAGCCTCCCGAGTGCGAGTCCTGCAACTGCCTCTGCTTCGAGATCCGGATCAAGTAGACG
ACTGAGAGAACGCTGAAGTGGATCTGCTCCACGTCTACCATATGTTGACCAACTTCTCTG
CATGAATGTTAGCATACAGTATTTTGAATAAAAAAATCTGTCGNANNAAAAAAAANNNN
>McF0012E16-MGRbd1
GGCGGCCGTTAAACCCGGGCATTATGGCCGGGCATCACGGCCTTGATCGACTTTTACTTT
GAGGCAAATATAAACTCAGAGGAGTTTGACAGAGGCGTAAAACAGGCTTTGGTCCATGTC
TCCAACAAGATGTCCAGAGGACGATACCATGAGCTGAGGGGGCTGGTGTCCTATGAGATG
GCGGAGTACGTGGAGAAGAGGTGCAGCTCTCTTAGCGACGCTCAGAGGAAGCAGCTCTCC
GTCGACGAGGACGATATAATATTCATGCTGCCAGAAGACATCTCTGTGGTCTTTGACCAG
TCCGGGAGAAAATTCTGCTTTGTCGTCATGAGATTTTGGCTACTGTCGTCGCATGAAGGT
CCTGAAGACCCAGAAGGTTCAAAAATCTTCAAAGTGGCTCCTAGTAAAGAAGCAGGAGGC
CAACAGAAAAAAATTGCAACTGCAGTCTATGAATTCCACAGAGAGGTAACCAGCGGAGCT
TCTCCAGACTGGAGTATCACGACGGTTTGGCACTGGAACTGGGGCCCCGCAAAGTGATCC
GTCTACAAGGAGCTGTTCTTTTTAAGGGGGCTAGAGAAATGGACTCTTTGGACCACATAA
AAACCGGAGCTGTTTGGACCTGTACAGACCTTAACAGTTCATGAATAAACCAAGTGTACT
GTCCGAGTGTTCTCCAGTGCC
>McF0012E22-MGRbd1
TCTGAGCGCCCGTTAAACCCGGGCCTTATGGCCGGGGGGAGAGCAGAATGTGTAGATCGA
CACGCGTTGTTTCTCTCCCTCTTCAGTCGGCACACCAGCAGACATGTGTTATTTATTGCT
GAGCTGAGGGAGAAGACGAACGTACAGTCAGCTCCGGGGGAAAAAAGAAAGAGCGCGGAT
TCCAGGAAAGCGCAGCGTTTCTCCAACAACTCCAGTGAAGGCAGGACGCGAAGCGTCTGG
ATTTGGAAAACCGACACGAGAATGGCGAGTCCGCCTCACGCAGGCGATCAGTCGATATTG
ATCAGTAACACGAGCAGCGGCGTCAAGAAATGCGGATACTTGAAGAAGCAGAAACACGGA
CACAAGCGCTTTTTCGTGCTGAGGGAGCCGAGTGAGGGCTTCCCCGCCCGCCTGGAGTAC
TACGAGAGCANAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0012F08-MGRbd1
GGGGGAGTTGATTCCACAGGTATTGTTCACCCTAAGACACCACGGGATAAGAGTTATCGA
ATGACTTGACCTATTAAAAAAAGCTTGTGGGAAAATGTCTTTTGGCCAAAATAAAAGCTC
GTGAGCTTTTGACTTCATGGAGTCAAAATAAAAGCTCGTGAGCTTTTGTTTTGACTCCAT
GAAGTTAAAACTTTTTCCCAAAATATTTTAGCAAATGTTATCATGGTGACAGTAAAATAT
CACACAGACAGTGTTTTCTTTAGGAGAAAATCAAGGACTTCTCCTCCTGAGTGGAGCCAC
ACTTTGTCATGCACCATGAATACCCATTATGGAAAAATATGAGATTAAGTCGGGAAAATA
CTGGCTGTTTTTAATTTATGCATGTTGAGAAACTTCAATAAAGATGGATACCGAGTCGCA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0012F24-MGRbd1
GCCCGTTAAACCCGGGCATTATGGCCGGGGGACGTCTCAGACGAGCAGCTGAACGCCGTG
ATTGACAGCCAGCGAGCCAACGAGTGCTGCACCCTCATCTACACCTCTGGAACCACCGGC
AACCCTAAAGGAGTCATGCTGAGCCAAGACAACATAACTTGGACGGCCCGTATTTCTTCT
GGCTTGATTTGTAAAAACTACGGTCAGGAGATCCTGATCAGCTACCTGCCTCTGAGCCAC
GTTGCAGCCCAGATGGTTGACATTTGGATCAGCATGAGTTTTTCAGGAACCACCTACTTT
GCAGAGCCAGATGCCCTCAAGGGTTCCCTGGTTAACACGCTGAAAGAAGCTCGACCAACT
TGTTTTCTCGGGGTTCCCCGAGTGTGGGAGAAGATGCAGGAAGGGATGAGAGCTGGAGGA
GAGAAGGCCTCCCCTCTGAAGAAGAGGGTGGCAGACTGGGCCAAGTCAATTGGGCTGCAG
TACAACTACAGTGCAATGGAGGGGGAGAATTTGGTCCCTTGGGGCTTCATGTTGGCCAAC
AATCTGGTTTTTAAGAAAGTGCGTGCCGCCTTGGGCTTGGACCGCTGCAGGTACTGCTTC
ACGGGGGCGGCCCCGATCACCAAAGACACTTTGGAGTACTTCTTAAGCCTGAACATCCCA
GTGAAGGAGCTTTATGGAATGAGCGAAAGCTCCGGCCCTCACACCGTCTCCATTGATGAG
TACCGCATTGGAAGTTGTGGAAAAGTAATTCCAGG
>McF0012G05-MGRbd1
GGACCGGCCGTTAAACCCGGGCATTATGGCCGGGGAGGCGGGTGCTTGGTTCCTCCCGGA
GAGAGAAGCAGACAAAGGCAGAGCGCACAGACGGCGTGCCGCTATCCTTCCTGCTGCATC



GACGCGCACACGCTCTCATCCGCTCCCCCCTTCCCCCGCACCGCACCGCGCCGCGCCTTC
ATCCCGCACGCAGCCGCGCAGGTTACCTGCCTTCAGGATTTCTTTGGGGACGATGATGTC
TTCATCGCGTGTGGACCAGAAAAGTTCCGCTATGCACAGGACGACTTCTCTCTGGATGAG
AATGAATGCCGGGTGATGAAAGGACCCAAAACCCCACGTGGTTCAGTGAAGAGTCCGGGT
CTCATCAAACGCAGCAAGTCACCCACTGAATCCACCAATGGGACCGGCTCCAGCAGCCAG
ATCTCCACCCCAATTTCCAAGAACTCCCCCACATCCACCCCAACTAGTCCAGGTCTGAAC
AACAAGCAGAAGGATCTCTACCTGCCCTTATCTCTGGAGGATGATGATTCCCTTGGTGAA
TCCATGTAGACTCTCATCCTACGTTTGGCCTGAAACACTGAATTTTTTTTTCCCCCCTCT
GCTGCTTTCAACCTTCCCTCACAGTGCCACTATTGAGGACAACCAGTTTTTGTTTTTTAA
GGCCTTAAACACCATTCACTGCTCTGCAAAAATCTCTTTTGATCACATTAAAATCCTCTT
TCGATTTCCAGAAAGGTTTTTTGCAGAATAAACAACTTCTTTCTTACTAATGTCACAGTT
TAGTCACAGATT
>McF0012G17-MGRbd1
GGTCAGGGTGCAAATGATGCGAAACAACAGGCCTCTTTTAGTCTGCATATTGACACTGAA
ATTTAAGAAGGTGCTGGCCCGCCACGACCTGAGGCTGCTGGCTGTAAACCCCCCTGCAGC
CTCACCCGAAGGGCCACGTTCAGAGGAAGCAGTGAAAATGCTCAGTCATAACTTTTTCAG
TTTGTTTTCCTTGTTTTACAGGTGACAAAACAGCCTACAGAGTGAGACAATTGAATCAAT
GACAGGTTTCCATATGAGGAGTTTGTTCTGTAGCTTCTTCCTGTAATGGGAATGAATGTT
TTTCCATCTGTTTTATGGATTATTTTTTTATCTTTTAACATTTGGAAATAAAATTAATCC
ATGTCTGTTTATCTCTAGCATTTTAAATGGATATCGTGATTGGATTTACATTTGAAACTT
GTCGAGTAATGTGTATGGTTTTTAAAAATAAAATATGTATTTAGCCCAAAANAAAAAAAA
AAAAAAAAAAANAAAAACAT
>McF0012H18-MGRbd1
GAGCGGCCGNTAAACCCGGNCATTATGGCCGGGCTTCCGCGGCGCCGACATCAACGCCAT
CGTCAGACTGTTGAACTGATCCGGACCGCAGCTGCTGTGGGTTTGAGGAGAACCGGACCA
CAGTTCTGCTGCTCCATGACTCGCCCCAGATTACACCCAGAAACTTTGCTGGAGGGGTCA
CCGTGCACGTGTGTGCACGGCGGAGGAAGACTTCTGCTCCTGCAGGAGCTCCTGAATGAA
CACTTCCTATAAGAAGACGACTAAATAAAGTTTTTCTACTAAAAAAAAAAAAAAAAAAAA
GCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0012H20-MGRbd1
CTGCGAGCGGCCGTNAAACCCGGGCATTATGGCCGGGGTCTCTTTCCTCGGCAGGTCTAG
CTAGTCGTAGCTATCTGTAGATAGTTTTATCTCTAAGTGAATTTTTTAAAGCTATTTTTT
CCTCTTAATAATTTCAGACGTCATTAGCTTGCTATATATATGTATGTGCAAAGAATGTCA
GCGTTTTGCCTTGCCACTTCCCGTAATAGCTACTATGTGCTGCTTAAACAGATTTGTCCT
TCATGTAAACTGTTACTTAAAAATGTGCACTTTAATGCAAAGGTCAGGACATTTAACAGG
GAAGGTTCCATCTTAAATCTCACTCGGTTGTTGTGCTCGAAATCCCACAATCCGAAGATA
CCGAGGGAGCCAACATGGGAGCCAGTATCAGAGGACCAGCTTCCTCTGCCTGCACAAATC
CCTCCAGACCTGGTGGACAAGCTGGAGCGACTGGCCCTGGTTGATTTCCGTACCAAGCAA
GGACTGGAGTGTTTGGAAAAAGCTATACGGTTTGCAGACCAGCTTCACGTTGTTGACACT
ACAGGGATTGAACCAATGGATTCAGTTTTGGAAGACAGGGCCTTATACCTGAGGGAAGAT
ACGGCGGTGGATGGTGGCTGTGCGGAGGAGCTGCTTAAGCTCTCAAGAAAAACAGTCGAA
GAATATTTTGTAGTACCACCAGGAAACATTCCTTTGCCTAAAAAAGAGGAGCGGTCTTCC
ATGCTCAAACACTCAGAGCTATGATGTGTCTGCAATAAA
>McF0012I04-MGRbd1
CTGCCGGTAAACCCGGGCCTTATGGCCGGGGACGTCATCAGTAGAAGCCGAACAGATCAT
GACAGATTCCTTCAACTGAGCGTTCTTGACCTTTTAAACTTATATCATTTAGTTGGGTCC
AAGTCCTTAAAGTAACGTTCAACAGAATCATCATCATGTCAGTCAAACACGCTTCAGTTC
ATGCCAAGTGGATCATCGGCAAAGTAATAGGAACCAAGATGTGCAAAACTGCCAAAGTGA
GGGTTACAAGACTGGTTCTTGATCCCTACTTGTTAAAGTACTACAACAAGCGGAAGACCT
ACTTTGCCCATGATGCTTTGCAGCAGTGCACTGTTGGCGATATTGTCCTTCTCAAGGCTC
TCCTGGAACCCAGATCTAAGCATGTGAAGCATGAACTGGCTGAGATCGTGTATAAAGTCG
GTCGGGTAACCGACCCTTTGACTGGAAAAAGTGTTGCAGGAACAGAGTTTTTGGAGCCTC
TGACTGATCTACAAATCGAAGAGGGGACGACTCTGTCAGAAAGATTGCAGGAGCTGAACA
TCTCTGCTACTTCCAATGGAGGGGATTCCACATCAGCGCAAACTCCCTCATTATGAGAGA
ATTCTGACTCTTTGTTTCCTTGTAATATTTTTGTTTGAAGGGTTGAAATAAATACATTTA
TAAACAAAAAAAAAAAAAAAAAAAAAAAAACCCT
>McF0012I06-MGRbd1
AACCCGGGCCTTATGGCCGGGAGAGAAGAAGAAGGAGGAAGTTTCATCTCCGACGTCTGT
GCAAAGCAGCGCCTCATTCCCACCCACAGACACCAAGGAAGCTGCGGAACAAGAAGAAAA
TCCAAAAGAAAACTCTTCAGGAATCGATCCTCCCGTCTCTAAGGAAACCGCTGTTGTGTT
GCCGGATTTGACAGAAAAACAGAAGACCGACAGCTCACATCCTCCTCCTGTGGCAGCAAA
GCCAAGCCGAGCCTCGTATATCAAGAGAGTTGACAAGAACCCTGCTGGTGAAGAAGATTC
AGAGAAGAAGAAGGAGGAAGTTTCATCTCTGACGTCTGTGCAAAGCAGCGCCTCATTCCC
ACCCACAGACACCAAGGAAGCCGCGGAACAAGCAGAAAATCCAAAAGAAAACTCTTCAGG



AATCGATCCTCCCGTCTCTAAGGAAACCGCTGTTGTGTTGCCGGATTTGACAGAAAAACA
GAAGACCGACAGCTCACATCCTCCTCCTGTGGCAGCAAAGCCAAGCCGAGCCTCGTATAT
CAAGAGAGTTGACAAGAACCCTGCTGGTGAAGAAGATTCAGAGAAGAAGAAGGAGGAAGT
TTCATCTCTGACGTCTGTGCAAAGCAGCGCTTCAGTCCCACCCACAGACACCAAGGAAGC
CGCGGAACAAGCAGAAAATCCAAAAGATAACTCTTCCGGAATCCATCCTCCCACCTCTGA
GGAAACCGCTGTTGTGTTGCCGGGGTCTGATGTAGTGGGAGATGAGCATGAACAGCCAAA
GTGTAGTGCTGACACCAGCGTTTCTGCCCCTGCTGAGCCACCCGCTTCACCC
>McF0012I12-MGRbd1
TGCGGCCGTNAAACCCGGNCATTATGGCCGGGGTCTGTTTGCTCTGCAGGCTGAGCAGAA
CTGACTCCTGCAGGATCACAGGAACTTTCAGGAAAATCTCCAACCAGGAGAAAAGTTTCT
GTTTGGACCTTTTTTCTGTGATTGTGAGACTAGCAGATGATCGATCGGAGCTGCAGTAAC
TAAAGTGAAGAGGACAGCGGTGTTTGTGGGAGTTGGAGTTGAAGATCGGAGCAGGAACCA
TGTCTTCAGAACCTCAGGAAGGTTCTGTCAGAGAACAACTTTCTGCTGCTGAAGTAACCA
TCGTCCAGAACGAGGAGGAGCTCTGTCGTCAGCGCAGACTGTTGGATGATAGCAGCTGGA
ACCCGCAGCTGCAGCTACACATTGTTGTCTTCCCTCAGCATTATGCGAGTGAAAAGGATC
TTTGCAACCAACAAAGGTATTTGGGAATGGAACAGGAGGAACCAGAGCTTCCACAAATTA
AAGTGGAACAGGGGGAACCAAAGCTTCCTCAAATGAAAGAGGAACATGGAGAACCAGAAC
TTTCAAAGATTAAAGAGGAACATGGAGAACCAGAACCTCCACAGATTAAAAAGGAACCAG
AACCTCCACAGATTAAAGAGGAGCCAGGGGAACCAGAACCTCCACAGATTAAAGAGGAAA
CAGAACCTCCACAGATTAAAGAGGAGCCAGGGGAACTCTTCATCAGTCAGGATGAAGATC
AGCTTGATCTGAAGCAGGAGACTGATACCTTAATGGAGATTCCTACTAATGAGGAAGGGT
AGAACAGTAAAGCAGATCTAAACAATCAGCAGAGCTTTAATAAAACTTATAGTCAGGATG
AAG
>McF0012I19-MGRbd1
GAGCGGCCGTTTAAACCCGNCATTATGGCCGGGGGCGGTCAACCCGGAAGTTAGTAGCGT
GCACCTCGAATGACAACATTCGTGTTTTGCAGTTACATTTTAAACTATTATTTTTACTAT
TGCGGTTATTTTGTTACTGTAATTTTTTTTTTTGCTGGTGCGATTTTTGCGTTTAACAGC
GATGGATAACGAAATGTGCAGTTTGAAGAGGCAGCTGGAGGAGAAAGAAAAAGAGATTGC
TGCTCTCAGAAGTAAACTAGCACGAGTGGAAAAGGCTTCAGAATTGAAGATACAGGATAA
AGTGACCACTTTAAGTCCCCTGACAGCCAAGCCTTCACTCAGCAACGAGGACATAATGCG
GTACAGCAGGCAGCTTCTTCTGCCTGATTTAGGTGTTCAAGGGCAGCTAAAATTATCCCA
AACATCAGTGCTGGTTGTGGGCTGTGGTGGATTGGGGTGCCCCCTGGCACAGTATTTGGC
AGCAGCAGGAATAGGGCGCCTGGGCCTGCTGGACTACGATGAAGTGGAGCTCAGTAACCT
CCACAGACAGGTGCTTCATGGAGAAGAGAACCAGGGCCAAGCCAAGGCTCTATCTGCTGC
AAGATCAGTTATAAGGTGCCTAATCAGTGTTCATTAGTCACATAACAAACTTAATGGATG
TAGGTTAGAAGTCACTAACAATCACGGATCAATCCCGACTTTTTAAATGAAGATGCTTAA
AAGCTTGTATATCAATCTCAAAGTAGCCCAAATAAAGA
>McF0012J17-MGRbd1
TGGGAGCGGCCGGTAAACCCGGGCCTTATGGCCGGGGGAGCTGAGGAAGCTCCGGCCCAG
GAAGGCAGCAGGACCCGATATGGTGTGTCCACGGCTTCTGAAGACCTGCGCTGCTGAACT
CGGGGAGCCGCTACAACGCATCTTCAACCTGAGCCTGCAACTTGGGAGAGTGCCCACCCT
ATGGAAGACTTCATGCATCGTTCCGGTCCCCAAGAAGAACCGGCCCAGCGAGCTGAATGA
CTTCCGACCGGTGGCACTCACATCACATCTGATGAAGACGTTGGAGCGGCTCTTCCTCAA
GCTCCTCAGACCTATAAATATCTTGGGCTGTGGCTGGACAACAAGCTGGACTGGACGAGC
AACACGGGGCAGCTGTACAAGAAGGCCCAGAGCAGGATGTACTTCTTGAGGAGGTTAAGA
TCCTTCAACATCTGCAAGAAGCTCCTGGGGATCTTCTATCAGTCTGTGGTCGCCAGTGTA
ATAACCTACGCTGTGGTGTGCTGGGGGGGGAGCACCTCAAAGACAGACTTCTCCAGGCTG
GAGAAGCTGATCAGGCGGGCTGGCTCTGTGGTTGGCACAAGGCTGGACCCTCTGGCTACT
GTAGCAGAGAGAAGGACACTAAAAAAACTAACGTGTATCCTGGACAATACCACCCACCCT
CTGCACACGATTATCAGTAGCCAGAGAAGCACCTTCAGCAAGAGGCTGCTCCTCCCAAGG
TGCAG
>McF0012K03-MGRbd1
GGGGAGACTTGACTGAGTGCTGCACACTGCTGTGAACCAACAGGTCAGAACAAATAATTT
GATTTTTTTTGTTTTTTATTAAAAAAGAAGAAGAGAAGAAGACGGTCAAAGATGGAGCCT
ACTGAGGATCCTTCAGAGTACTATGACTATGGAGAGAACGCAAGCTCCTCCATGTGTGAC
TATTCAGAGTGGTCGCCGTCATACTCTGTCATCCCTGTGCTTTACATGCTTATTTTCATT
CTGGGCCTGTCTGGAAATGGAGTGGTCATATTCACTGTGTGGAGAGCCCAAGGCAAGCGT
CGAGCCACTGACATCTACATCGGCAACCTGGCCCTGGCGGACCTCACCTTCGTGGTCACC
CTGCCTCTGTGGGCTGTTTACACAGCCATGGGGTACCACTGGCCCTTTGGGACAGCCCTG
TGCAAGATCAGCAGCTATGTGGTGCTCCTCAACATGTACGCCAGCGTCTTCTGCCTCACC
TGCATGAGCTTCGACCGCTACTTGGCCATCGTCCACTCCCTGTCCAGAACCCAGCTCCGC
ACTCGTGGCCACATTCGAGGCTCTTTGATAGCCATCTGGCTGCTCTCCTGTCTGC
>McF0012K14-MGRbd1
GGTAAACCCGGGCATTATGGCCGGGTGAAGAAGACCAGTTTGAACACCTCAATCAGAGCC



TGCTGTTTGACCAGCTGGTGAACAGCACGGCTGAGGCGGTTCTCCAGGAGATGGACAACA
TCACCAGCATCAGGCAGAGTCGGGAAGTGGAGCGCCTGCGGATGTGGACCAGAGACACGG
AGGAGGAAAACATGGATATGTACTCCCGGGTGAAGCGCAGGAAGTCTATGCGGCGGTGCA
CGTTCAACATGCCCGCACACCACAAAGTCATGGGGAAAACGAAAAAAAAAAAAAAAAAAA
AAAAAATAAAACAT
>McF0012K21-MGRbd1
CGGCCGTTTAAACCCGGCATTATGGCCGGGGCTCCTCGAGTTACTCAGCATTTCAAGCCA
ACGCCGGAACGATGTTGATCTAAAAAAAAAACAACTTTGAAACTTTAGAAGTTTTGTTGT
TTTTTTCCTGCAGAAGGAAGGACGAGGACAGCATAAAAAGAAAGCAATGCTTCATCTGGG
AAACTTCACCCATTTCCATCTGAGCTCCAAAGGTTCAGAGAGCGCACAGACCCCAAAGCA
GCTGACAACCCTGCCTGACTTTGTGAAACATGTGATGAAAGTCACTGGACTAAGAAAGGA
AGATATTTTCTGTAACCTTCGAGTTCCAGACCAGCCTCAAACATCCAAAGATGACATCAA
TATTGTGATCCTCACAGGTCAAGGAGTTTTCTGCATAGATCTGAAACCCTGGAAGGGGAC
GGTATCCGCTCACAACCCAAAGTGGCATGTGCAGGTGAAAGAGGAGGACGGCGACCTGAT
CAATACCTGCATTGAGCAGATTGAAGATCCCCTTAAAGCTCTCATGAGTAAAACTATGAA
CCTATGCAGCCATTTAAAGAGGAGTGGAGTTCCAGTGCACCACAGTCTCTTCTTCTCCAG
GATAGTCTTCCTCTCCCCAGAATGCAATCTAGAAGAGGAGTTGATGAAGAGGAAGGAACT
GGTCTTGCACAGCCATATAGACGAATTCCTCCAATCTTTTAAGGAAAGCTACATGACCTG
GATTTCAGATGCCTTAACTCCATCCTGGATCTCAGGTCATCTGTCGTACAGGCAGATGGA
GGCAGTGCGGGAGGTCCTGAGAAGGGTGGGAACCTGGGA
>McF0012K22-MGRbd1
TTAAACCCGGGCATTATGGCCGGGGGAAGAAGAACCGGTCTGTTTGGCTGCTTTTTCAGT
CCACAGGATGGTTCAGTCAGACTCCAAGGTGTTGGTGCTGGGAGCGTTAGCTGGGATTGC
TGGCGTCAGCCTAGCAGTGGTCTGTTATAGGTATAAAGGTTTTAAGGTTTTATTTAAAGA
TTCTAAGTCACAGCAGAAGCAGTCCTCCCCTAGATCCTCCTCTCAAAGAAACGCTAAAGG
GGATCAGAACCTCATGTCGTCGTGTGGTTCCAGTCTGCCCAGAGGTCAGGTGGAGGTGTT
GGAGCGTGTTGAAGCTCTGTTCCAGTGCATATCAGAGTTAAAAGAGGAGATGAAAGAACT
GAAGAATGTATTGCCAGATTTGCAGGAACAGGTCAGGGAAGAAATGAAGTGCTGTCGAGC
CTGCTCTCTACAGAGGACAAGATTAATGCAGAGGAAAAGACCTTCACGCACCATCATCCC
AGAGGATTGGAGCTCAGAGGACACGGAGAGTGAGGGCGGGTACATGACTGCACTGACAGA
CTCTGAGGAAGAGGAGCCGAATGAAGGAGAACAGGGGGATAAAAAACAAGCAGAAGATGA
ATTAAATGTCCTCCTTAAAGAGGTTGACCGTTTACACGAGGGAACAGAATTCGACAAAAG
GGAAAGTCTCAACATCCTTTTGAAGCAAGAAGCAGAATTTGGACAGGACT
>McF0012L03-MGRbd1
AAACCCGGNCATTATGGCCGGGGACTGCTCGTACTACGCCTTCAACGGAGAACAGACAGT
TTGGATCCAAGATGACAGACTCCAAGTACTTCACCACCACCAAAAAAGGAGAGATCTTTG
AGCTCAAAGCGGAGCTCAATAGTGACAAGAAAGAGAAAAAGAAGGAGGCTGTAAAGAAGG
TTATTGCATCCATGACAGTTGGCAAAGATGTCAGTGCTCTTTTCCCAGATGTGGTAAACT
GCATGCAGACTGACAACCTGGAACTGAAAAAGCTGGTCTACCTTTACCTGATGAACTATG
CTAAAAGTCAACCTGACATGGCTATCATGGCTGTTAATACTTTTGTGAAGGACTGTGAAG
ACCCTAACCCTCTCATTCGAGCGCTTGCTGTTCGTACGATGGGTTGCATTCGCGTGGACA
AGATCACGGAGTATCTGTGTGAACCTCTGAGAAAATGTCTGAAGGATGAAGACCCTTATG
TGAGGAAGACAGCTGCTGTGTGTGTAGCAAAGCTCCATGATATTAATGCCCAGCTGGTGG
AGGATCAAGGTTTCCTGGACACCCTGAAAGATCTCATCTCTGACTCCAATCCCATGGTTG
T
>McF0012L07-MGRbd1
GGGGCCCACAATGTGGCGCTGCCACCTGCAGCGAGCAAAAAGGAGGTTTACGTGGAGCTG
CACCTGAAAAACATCGATCAGAAAAACGCTGCGGAGTTCTCCAGCGATGACGAGGATGAG
ACACGAGAAGCAGCACGAGAGTCTTCTGGTTTTGAACACAGCAGGGATAAGGATCCAGAG
GTTACACAAATGCCAGATCCAAGTGACTTAACAGACGAGTATCTGAGGGAGGCACTGCTC
AAACATGGGGTTAAAGCTGGCCCCATAGTAGCCTCAACCAGGACCCTGTATGAGAATAAG
CTCAGGAAGCTGCTTCTTCATTCTAATGGGGATGATGAATTGTACTCGGATAGTGAAGAA
GAGCAAGAGAAAGGAGATGATATAGAATCAGCTTGCTCAGTTTTAGAAGAACAACAAAAA
CCTGAAGAAGCGAAGAAGATTAAAGGTGAAAACGACAAGTTACCTCAGGAATCTGGGAAA
CCTATTTTAAAAGACCTTTTTCCAGACACAAAGCCTACAACCACAGGGATTTATGTTACT
CCAAGAAGACCCATCAAAGGCGCAGCGCAGAGACCTGTCCAGTACTCGTACTCGTACTCG
TACCCAGACACTCTTGTCAGTCCTGTGACTCTGGAGAGACGAGAGGTGGAGCGTCGCCTT
GTTTCTATCCACATACAGATCTTGTTTTTTTTCTTTGTGGCATGCATTCTTTTCTATATT
TATGTGAATGTTCAGGACAGCACCGTTTT
>McF0012L20-MGRbd1
CGTNAAACCCGGNCATTATGGCCGGGGACGGCTGTTGAGCTCTGTGGCGGCCATAGCAGG
TGGAAGGTTGTATGTAGTTGCTGGATCCTGTGGAGGAGGAGGAGTGGTGCCATATTCCCC
TTTTGTCCTCTCATGTCCCCTCGTGTGTTACCCTGTGTATTAGTGACCCCAAACCCCCAC
CCACCTCCTTTCCTGAGCTCTCCTGTTGTGTTGCCACTCAAGTCCTAAGCCCCCCTCATA



CCCCATGCTTGGGACAAAGCTGGCTCACTGCAACACCAATGACTGCCTGGATTGTCCTGC
CTGTCAGCCTGGCTGCCTTCTCCATCACAGGAATATGGATAGTATATTACATGGCTGTGA
TGAATCACCATGTGTGTCCCGTGGAGAACTGGACCTACAATGCTACGTGCACAGAAGACT
TGCCCCGACCAGGCTTCCCGAAGGCATGCTGCACCATCCAGGACATTCCTCTCATCAGTA
AATGTGGCTCTTACCCTCCTGAAAGCTGTCTCTTCAGCCTGATAGGGAACGTTGGAGCCT
TCATGGTGGTGATGGTGTGCTTCCTGCGCTATGCTCAGATGATAGAACACAGTCACCAAG
GTTTGGTTAACACCAGTGCGCTGGTCTCTGGCTGCATCAACGCCATCGGTTTGGTCATGG
TGGGAAACTTTCAGG
>McF0012M08-MGRbd1
GGTCCGGCCGTTAAACCCGGGCATTATGGCCGGGCAATACAGGAGGTAACAGCTCATTTC
ACAGAGGATTTTCTATTTAACGCCGCCATCTCTCGTCTGATGGGACTCACCAACACGCTG
ACTAGCGCCCAGGTTGGAGTTTTGCAGCACAGCGTTGAGTTTGAGGAAGCTCTGGCTGCC
CTGGTTTTGATGACTGCACCGATGGCTCCTCACCTGGCCTCTGAACTTTGGGCAGGTCTG
TGCCAGATCAAAAACCCCCTCAGTTCTGTACTCCTGCGGGGAGGCGAGGTCCTCCAGCAG
TCCTGGCCCATTGTGGACCCCCAGTATCTGGAAGTTCCTGACTTTGTGGAGGTGTCTGTG
CTGATTAACAATAAGCCCTGCGGGAAAGTGGCGGTCCCTCTGCAAGTGTCCAAAGATGTC
AGTCGGGTCCAGCACCTTGTGTTGGAGAGCGCCGTCGGGCAGAAACATCTGAGCGAGCGC
AGCATCAAGCGAGCCATTCTGTCTCCAAGAACTGCCCTCATCAACTTCCTTGTTGAAGAA
TGACCTCTATGCTTCATTCCTTTCCCAGGACTGAAAACAAACACATAGCACACACTCAAG
AGGTGGAATTTGTATTTTTTTTAGTGTCCTCAATTGTCATTCTGTTTGTGATGTTGTATT
TATTTGCCTCAGATTTTATTAAAAACACCNNNNNA
>McF0012M17-MGRbd1
GCGGCCGTTAAACCCGGGCCTTATGGCCGGGGTCAGAAAATCATCGATTGGAAATGACGA
AGGTGAAGAAGGAGAAATTGGATGCGGAGGAGCCCGCCGGCGTCCCGGAGCGCTCCTACC
ACGAACTGATCGCGAACCTGAACCCGATCGCGCAGCCGCTGGCCTCCAGGAAGCTCAGCA
AGAAGCTCTACAAGTGCGTGAAGAAAGGTACGAGTGCGGGACGTTTCCAAGTTATGGATC
AGTCCGGGTCCGACTGGGACCGGGTTGGACCAGAACAGTATTGAGCGTTTTTGTGTTTCA
GCCGCCAGAGTGAAGAACATCCGCAGAGGAGTGAAGGAGGTGCAGAAGTTCATCAACAAG
GGAGAGAAAGGGTGAGTTACGAGCCGGAGTTGGTCCGGAGGAGGAGGAGAAGCATGTTGG
TGGATGAAGCTTCTCATGGATCCTTTGTGTTGTTTCTCTAGAATCCAGATATTTTTTTTC
GTTTGTCTCATCAAATGAACTGTGCTGCCCTTCATTTCTCATTTTTATTGTCTGGAGCTA
CAGTTCTTTAAAAACTTAATGATGAGAAACTTTGCAGAACTTTTCGATCAAGTTCTTTTT
TGTTGTATTAGTTGGGGTTTAGTCAAATCGACTGAGTGACGTTGGCCAGTTCACAAATAT
GACTAACATGCGCGGGGTCAAATGTCAAGGCCTCATTGGACGGCTAACATGATGGTCTCT
AACCCTAGCCTTGATGATACATATTCAAAGTTAGAATAAC
>McF0012M19-MGRbd1
GCCGGCCGTTAAACCCGGGCATTATGGCCGGGGGCCGCTTTTCGGCCCTCGGTACTAGCA
GAGGGGAATGCCCGCCGTTTCGTTCCTTCAAGTCGGAGAAAGAGCCGAGGAGCAGAACCT
TCCAGATCTTTATGTGAAAACGTAACCTTTTCGGGCTCCAACGTCTCGTTAGCTTCCTTG
CTAGCTCCCAAAGTTGACGCTACCTCGCCTCACACTCACCGCTGTGTGTCCCGTCGGAAG
TTAGCGGGTTTGTGGGGAAGGAAAAAAAATTAACAAAAACCCGCAGAGATGGCGGAAACC
AAGATAATTTATCACATCAACGAGGAGGAGACGCCGTACTTGGTGAAGATACCGATAGCT
GCCGAAAACATCACTTTGTTGGATTTTAAACAAGTGTTGAACAAGCCAAACTACAAGTTC
TTCTTCAAGTCTATGGACCAAGACTTTGGGTCTCTGCACTTTAGCCACGGTGTGCTGTTA
CCTGGCTGGGATGGACCTGCTCCACAGGGTCTCCGTGCTCCCCGATAAGGTGGACGGCTC
TCTGGGGTGGTCTCTCTATCTGGCTCTGGTTTCCTCGCCTCTGCACATGATGGCGGCGGC
GCTGCTTCTGTGGGCGGCGCGCAGCCACAGCCAGAACTACTACCGCATGACCGCCTACCG
TGTGGCGTAGACGACTCACAAACCCATTATAACTGAACTTTGACGCCAAGATGATTTTTT
TTTCCAAGTACATCTGCATGTT
>McF0012N01-MGRbd1
NNNAACCCGGGCCTTATGGCCGGGGGAAGCTAGTTTGTCGGGTCTGCGCAGTGCTGCTTT
TTGTTCGTGATGGCGCTGAGTAAGACGTTTGGTCAAAAACCAGTGAGAACCCTCTGCCAA
CAGTGGAGATCGCCATCAGAAACACCGGTGATGCTGACCAGTGGTGCCCCCTGCTGGAGA
CCCTGACGGATGCAGAAATGGAGAAGAAGATCAGAGACCAGGACAGAAATACAAGGCGAA
TGAGACGATTGGCCAACACAGCACCAGCATGGTAGAAGATGCAGACCAATGCCCCCCCCC
AGCCCCCCAGGAGAGTGTCAGATTGCCGATCTCTTCCTTGAAGTCAACAGCAGAGATCCC
TCTATTTTTTTTGGAATCCTGTCTGCTCACCTGGAACCCAATCAGTTTTTTGCCATATTA
TCTTTAATTATTGGTGAACTCCTGTTTGTCAAAGGCTCTGTTAGACCCCCCCTCCTCACC
CCCCAGAGTGGAAAAGTGGATCTCTTTGACCTCCAACTCTGACCAGAGAGGGTGATAAAT
GCCACTCTCAGATAATATATTATGTTGCAGCTGTTGTCTTTTTGTACATTTTAATAATTC
TTAGAAAATAAAAAATGAAGGTAATAGTTAAAAAAAAAAAAAAAAAANAAAA
>McF0012N03-MGRbd1
TGGGACCGGCCGTTAAACCCGGGCCTTATGGCCGGGGGCTGTTTGTAAAATGGATGCACG
TGGGAGAAGATCGCTCCAGATTTATGTTTGAAGAGACTTTCTTAAAAGAAAATGGCGTCG



ACGACGTTCCTGGGCATTATTTTGTTGTTAGTTTCTCCACAGGTGTTCATGTCAGGCGAT
CATTCAGTGAAGGTCCTTCCAGTCGTGTTGGGAACCAGCGGCGTCCTCCGTCCAGATGAT
GCAGTAACGTCCATCATCAGCATAACATGGAGACATGACGGTCGTGTTGTTGCAAACTGG
TTTGAAGGGAATCCAAAGTTCTACTTCCAATGTATCGGTCGCTGCAGCTTAAACACCACA
ACAGGAGAACTGACCATCAATCATGTGACGCTGGAGGACAGAGTCCCCAAACCCACCAAT
CCTGAGGAAACCAGCTGGAGCCTCAACTCTCCGTTCAGCAGAACGGATGTTTTCAAGACT
CCTGATGACAGACGTGTAAATGGCACTGAGGACTCAAAGGAGGAGACGTTTGTCAGCAGC
CTGAACAATTCTGTTCTTCTGCCAAAGACTAATTCATCAAGTGACACAAGTCATTACTAT
ACTTACTATCTACTGACCGTTGGGCTCCCAGTTGGTCTGAGTGTTCTGATTGTGGTTGGA
CTGGTCTGGATTTTCCGCTTCAAAGGTCATCAGAAGATTTCCAGGTTTGTCAGAGGAAGG
A
>McF0012N09-MGRbd1
ACCGGCCGNTAAACCCGGGCATTATGGCCGGGGTCCACTGTCTGCAAATATGGCTGACAA
GAAGCCTCCCGTGTCTGATGCTCCCATTGCAACCAGGATAGATCCGACTAAAGAGGGTCT
TTCACGAGAACAGATGCACTTTATCAGACAAGTAGAGATGGAACAATGGAAGAAGAAGAC
GTCAAAGCTCCGAACACGGAATGTTGTGACGGGACTTGCTATCGGAGCTATCGTGCTCGG
AATCTATGGCTACACATTTTACTCGGTTTCCCAGGAGCGAATCATGGATGAGATCGATGA
GGAGGCCAAGCGAGCAAAACTGCAGGGACCCAAGACTGGTGCCAATTGAGACAAATGTGC
TGCTGGCCTCTTTATGGACCTGTGTGTTTGTCCTGAACGTAAACAGGCAGACTCAGATGA
TATTGCTTACTTATTCCATTACTGTCTGCTTGTTTTACGCAGACAGAACTGGACTCTGTT
TGAAAGTGAGGAAAACGTGTTTTTCTTCTTTGAAATAAAAATATACATATTTTTATTATT
TCATTTAAGTTAAGAAAAAAAAGGACAACACTGGCCTTCATATTTCACACCAAAAGGCCC
ACAGTGAAATTTATCACCATCTTGTTTTTTTTTGTTTGTTTTTTTTTTATTCTAAATATG
TGACATTGTGACAATGAATGCATTATAAGATGGCAAATAAGTTTAAATCTAAAGTGACCT
TTTGCTAAAGGAACATGCTATCAACATTGAGGTAAAATTAATAAA
>McF0012N10-MGRbd1
AATTGCGCGTTAAACCCGNCATTATGGCCGGGGTCCTTTCTTAGTCTCGGTTCATGATGG
CAAGAGTAACAGCTGCATTCTGGATTCTTTGTTATTCTTGTCTGGTGAACCTGTTATTCA
CAGTGATCTATTACTGTCTACATGTTGAAGAGCCAAACGGAGTCAGAGCTCCAACCATGG
AAACATCCCAGGTTGACATCATCTCCACTCCAGATCCAGGAGGAGACCGGATCTGGATCT
GTCGCTCCGGACCAGGTCTCTGGATCCGGCTTGGATTTCTTGCTTTTTTGATCCTCTGTA
CTGTTTGTGTTGGTGTCTGTCAGAGGAAACAACCAGAAGGTCAGGAACCTCTGTACGCCT
TTAACAGACCCTGAACCCACACAGCCTCTGGTGGCTGGAAGTGTTCATCAGTGGATCCAT
CAGTGTGAATGAGACTGAGACTGGAAAACACTGGAGGACAAAGTCAAACAGGAAATGGAT
TTACTTGAACAACACTTTTAACTCAAAGGACCAAAGTATTTTGGTTCCAAACAGATGAAA
TACTATTTCTACTGTGATCTATTTTCCTAGTGCAATAGTTTGATTAAATCACTTTTTTGA
GTTAAAATTAAAATCTGTCGACATCTTTGTGACCTGCTCTTTGTGAATGAAATCAGATTA
AATCAATCTTGTAAATGTGNNANAAAAAANNA
>McF0012N14-MGRbd1
AGAATAACACCGAGTCTTACGTCAACAGACCAGTTTAGAATGTGCCGTTTTCTATAAGGG
CCGTTGTTATGCATACCATAACAAATGACGGCAGGAATACTGAGGAAGTCTACAACTTCA
AGATGCAGGCCCCAATGACGTCCCAGTGTGATGCAAAGGCTGTCTGGCAGGCTCATAGAC
ATCTCCTGTTAACTGAAAGAGAAGCCTTTAAAATAGTTGTCCATTTCGACCACACTGTCT
GCTTCCCATTTCTCAGTGTCTGCACAAAAACAGTGACTTTTCCACCTCAAGTCTTTTGAC
GAGTTTTAAAAACAGTTATTTTCATTTATCTGAATTGTGGTTCAGAATTTCACAGAATCT
AATACACTTGACTATGTGTTTCAAAGATATTTGCAAAACCATCAGTCTTTTGTACAAAAC
ACATTCAATGGTCAAACATTAAAAAATGAAGCTTTACAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAACTT
>McF0012N18-MGRbd1
AGCGCGCCGTNAAACCCGGNCATTATGGCCGGGGCGAGCTGTGAGTTCATGTTCGAGGAA
ACCAGAAACTACGTGTTGCAGCGGAAAGCGTTCGGCAAAACCATCGCCCACTTGCAGACT
GTGCAGCACAAACTGGCTGAACTGAAGACCGAGATCTGCGTGGGACGGTCTTTTGTGGAT
AACTGCCTTCTTCTCCTTGCTGAAAAACGTCTGGATCCATCCACAGCCTCCATGGCCAAG
TTTTGGGCATCTGAGCTTCAGAACAAAGTGGCCACTCAGTGCCTGCAGCTTCACGGAGGC
TGGGGATACATGTTGGAATATCCAATCGCCAAGGCATTCGTGGACTCCCGTGTTCAGCCC
ATCTACGGAGGAACCAATGAGATCATGAAGGAGCTCATCGCACGCAGCATCGTCAGCCAG
AAATGAGGACATGAGGGGTGGAGTAATAGAAAAAAAAACAGTTTGATTAGGTTTGATTTT
TCATTTTGTGAAACTTTGCACACAACAATGAATGCAGTCTGTGTTTCGAAACGGAACAAA
AGGGGGTTTCTCACAAGAAAAACTAAATGTCATCAAATACAAACTTGAACCATTCGTCTC
AAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCCT
>McF0012O02-MGRbd1
CGATGCGGCGNTAAACCCGGGCATTATGGCCGGGGGAAACTGCAGAGACAAGCAGAAGGA
GCTGACAGAATCACTCTTCAGTTCTTTCTTCAAGTCGTCTGGGTTTCCTTATGGATTACT
GAGGATCTGTTGGTGCAGTTCTGCAGGAATGCTTTGAGTCACAGTGCACACATACACACC



TTCAGCTTCAGGCCAGGTTTACAGCCTCGCAGGACGAACGCCGTTTGTGCAAACGGAGGA
AGAGGAGAACACAACAACCAGCAGGAAGGATGAAATGAAGATGGACGGAAACTCCACGCA
ACACAATGAGACCATCGTGGACAATGCAACTGGCACAAACATGGGCGCCCTCATCCTGGG
CCTTGTCTTCCTCGTGGGATTCCCTGGAAACATCTTTGTCATCTGGAGCATCCTGGCTCG
AGCTAAAAAACAGTCCATCACAACCCTCCTCATCCTCAACCTGGCATTTGCTGATGGTTC
TCTGATGGCTCTCACTCCGTTCTTCATCGTCTACCTGATCATGAAGAACTGGATGATTGG
GGAAGTGATGTGCAAGATCCTCTTCTACCTCTGTTTGCTCAACATGTACGCCTCCATTTA
CCTCATCATGCTGATGAGTATCTACCGGCTGGTGTCGGTGATTTGGCCCCAGCGAGTCAG
CAAAATCACTGGGAAGAGGATGATCAGGCGGGTGCTCGCAGCGACGTGGGTGCTCGTCAT
GGTCGCTTCCATTCCTGCGCTTATCTTCCGACAAGTTAAAAAAGGACATTACAATAACTC
AGTATGCGAATCATTTCATAAAGATGACAAATATGTTG
>McF0012O04-MGRbd1
GGCCAGCAAACAAAACAAAAGGAAACAGAGCTGAAGCAGCCCAAACAGAGTAACAGAAAC
GCGAGAAAAAACAAACGAAGGGGGGGGGAAAACAAAAAAGGCGCAAACAAAAACACCAGA
CGAGAACGAGCACGCCAGAAAAGGACGCAGCGTACGAGCACGGACAAAAAAAAAACCAAG
AAAAAAAGTACAAACAAAGGAAAAATGAAAAGAGAAACCCCCAGACCGGAAGAGCCAAAA
AGAAAGCCAACAGGGGCCCGCGCGAAAAAACAACAAGATCAAGCAGGAAAAAAAAAAAGA
CAAACAACAAAAAAAAACTCCAAAAGAGAGCAATAGACAACACAAAACCCAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAACTT
>McF0012O07-MGRbd1
GGCCGTTTAAACCCGNCATTATGGCCGGGGGATTCTAGGATGGTCAGAGACGGTCTTAAC
AGGACAGCAATACAGTGCCAAAAACAGAACAAGCCAGCTGAGATAGAAGGCCAGAGTCAA
GCCCCCGAAGAAGGCACAAGTCCTGAACAATCGGAGAACCCAGACAGGCAACTGGAGCCT
CTGTGGTGGAACCAACCTGTGGAGGAGCCCATACCATGGAGCCAGCCTGTGACCGGAGCT
GAGGCCGACTTCTTCACGCACCTCCGTCCATTCAGCAGTCAAGAAGCATATAAACTTGTG
AGGCACACGTACCAGCAGCTTCAGCACAGCGGCTTCTACTGGGGTCCAATGACAATGGAG
GAGGCCCATGAAAAACTCTCCCATGCTCCCATCGGAACCTTCCTCATCAGAGACAGTGGG
CAGCCAGATGTTTTCTTTACCCTTAGCTACCAAAGTGAAGATGGCCCCACAAGTGTCCGC
ATCATCCTGGAGAACCTCCTCTTTAATCTGTACGGCAGCCTCAGGACTTTTTCCTCGCTG
TTTGCTCTGCTGACGTACTATACAAGCTCATCGTGTAAGCTGACGGAACCGTATCGCAAG
CAGCGCCCGGAGCGCCTAAAGCAGATGTGCAGGAGGGCGGTCATACGCGCGTATGGATCT
GAATGTACAAGTACCTTACCTGGTCTGAGTGTTCAAATGAAAGCTTATGTTCGTGCATAT
CCTCACTGTATTTAGACACACCTGCTGCTTCAAGATGTGTGTTATAACTTATCGTTTTTA
TAGATGTACCGTATAATTTATTG
>McF0012O14-MGRbd1
CTGGGAGCGGCCGNTAAACCCGGGCATTATGGCCGGGCCTCCCCCTTCATCACTCAGGTC
ATTCTGCTCGCCAATCCTCTGAAGGAAAAGACCCGGATGAGATACAAACTCTATTTCACG
CTGGAAGAACAGCCGCTCACTGAAGTGGGGGAGGTGAAGGAGTTTCCCCCCGCTGACAGA
TGGGGTGCTCTATAGTCCAGCCCGCCGCTTCTTTCAGACTCTTTTTGCAGTGTCGTTTGT
CGCTGTTCAGAAAAAAGTTCTTCCTGTCCGTTCTGGCACTACTACTATCATAAATAAAGC
AGAAATTCAAATGTAGGAGTTTTTGTATCAATACCTAATTCCTAACGGATGGTAACATCA
TTTTTTGTCACTAAAGAGAAGCAAACTAATACAGACAAACATATATACATCATGCATTCA
CTCAGAAGTCTGTTTCGCTTAGCTGACTATCTAGGTTTATAATACAATATACATCAGTAT
CTGTTACGAGATAGTAATGTTTTTATTGTCTCCATGATGGCGTGAATGTATCATTTTTTA
CTTTTTTTTTTTTTTAGTGTTACATGCTGTTTTAACTTATATACTTGTCTTACAGCAGAT
TCTTCCTTGTATTGTCTAACAGAGAATATAAAATTAAAATTAAAGTAATTAAATTTTCCG
TTTTAAAGATACAATTAGAAATAGTTTTTAGGATAAAAATTACTTTTTCAAACCGAAAGG
CTATCATCAGCAATGTATTTTGGGCCAGGAGAAGATGGAGAAGCT
>McF0012O22-MGRbd1
GCCCGNTAAACCCGGGCCTTATGGCCGGGAAGCAGTGGTATCAACGCAGAGGGCCCATTA
TGGCCGGGGCAAGTCAAAGCCAAAGTTACCAAGGATGAGGGCAGAGGGGCAAAAGAGGAG
AAGAAATCTTCAGGAAGAGAGGAGGAGAGAAGAGGGGAAAGAGAGGAAGGGCGAGGAGTG
ACAGGGAAAGAGGAGAGAGCAGTTGAGAGCAGAGGAGGAGGACAAGAGGGGAGTCGTGGC
CCAGAGCCCAAGCGACAGCGCTTATGCTCCGACCTGACACGGGAGACGGATGAGGCGGCC
TTTGTGCCCGATTACAGTGAAGGTGAGGGCTCGGAGGCGGAGGGGGGGAGGAGCGGCAGG
AGCATCAGCCCCTCCCTCAGCCAACTGTCAGTCAGCCAGCCGTCCCGCAGCCCCACCATG
AGCAACCACAGTAGCTCAGCCACCACCACCACCACGGACAAGAAGAAGAAGAAACACAAG
AAACACAAAAAACACAAGAAGCACAAAAAGCACAGCAGCCAGGACAAAGAAGGAGAGCCC
AAAACGCACAAACACGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0012O23-MGRbd1
AGCTTGGAGCGGCGTTAACCCGGGCCTTATGGCCGGGGGGAACTTCCCGTACCTGTGCCG
GAGCGCCGAGGTCAACCTCTATATCCAGATTCACCTGCGGCAGTTCCACGGGACGAGATT
CGCCGCCATCAGTCCTGACATGATCAACGCCGAAGAGCTGGAAGTCCACGCCAGCCGCCA
GGACTCTGACGACGACCAATGAGCCGAGGCGCCGCCTCCTTGCAGCAGGAGCTTCCTGAC



AGATGATATTTTTACTGGACAGAAGATATTTTCATATTTTTGCTTTACAAACTCTCAACA
CTTTGCCTTAAGAGAACTCAACCGCGGCGGCGGCGAACCGCGGCGGTCTGTCGCTGCACT
GACCTGATGCTGAACAGGAGGCGTCGGGACGAGCAGCAGATTCTTCTTCTCTCTTTTGGA
AAAGAACCTTTGTTTGATCTTCATGTTTTCTTTTACGTCTCGGGTCCAAATGCTGGACAA
GAACCTCTCAGCTGCTTCCTGGAGCCGTTTGGGAAAAAGCAAATCCCGCCGCCGTCATTT
CAGAGGTTTTATTTATGATTGTTGTTGGAATAAATCACGGGTTCTCCGGGCAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAACAT
>McF0012P04-MGRbd1
GNTAAACCCGGGCATTATGGCCGGGATAAGCGGAGAGGCGTGGAGGGAATATTTCCCTTG
TTTAACTTTAAAGCTGCTGAGATCTTTTGACGCGGTACCAACGAACCCAAAGAGGCGTCT
GCGCCTCGATGCTTTTCAGGGAGATCCGTCCTGGAAGACGTGCGTTCCAAGAGCGTTTAG
ATCAACAGTTTTATGTTGCACGGCTGTCTGTCTCTTTGGGGCATTCAAATATTGCACTTT
TGATGCTCAACTGGTTTGAGAACTTACAAAAGTGTATTTTTTTTTATCTTTTGTGCCTTG
TTACAGAATTTTTGATACTCCTCGCTTTAGCATCTCACCTCTTCGTGGGATGCAGATCAG
ATATTTTTCTACATTTCCGGTAGTGTTACACACATACATGTACATGCAGAGAGGGCTGTT
TGTAAAGAATGTACGTTTTTCTTGTTCTTTCGAAAGCTTTCACGGTCAAATCTCGATCGT
CTCCAGTCTGAGTTTGTGCCTCGACGCTGGGAGGGGCTCCGCCGGCCGAACGCTGTTCAC
GCGGTTCTCCTTGAGACCTTTTCACGGTGAAACGACAAACAAAGAGGCAGAAACAGACGG
GTGAATAATTGGGGAAAAATGCCTGAAATACTTGCCAAGGTTTGTGTAGACGTTTGGTAC
TTCAGAGCAGAATTTAATCAGCTCAGAAATGTTTCAAGGAAGAAAATAATCCAATGTTTA
GTTTTTCCA
>McF0012P10-MGRbd1
GGGACCGGCCGTTAAACCCGNCATTATGGCCGGGGGGGGGGTTGTTAAATCCTGCATGAG
GTGAGCAGTTTTTGTTCTCCTTCCTTCATGAAACGTTGAAACTGTGATTCTGCAGAAAAC
GCTGAACAACGAGCCGCAGCTTTAAATGAATCGTGGGAACGGCAGGAAACCAATAAATCC
ACAATTTTTGTCATTTTTCTACAATAAGCAACGACTGTTTCTTTTATGGAAAAGGACCAA
ACTGTATTTCCTGTGTTTATTGGCAATGCTGGGTTTAAAACATTAAAGTTACTTTTTCAA
TTCAAAGACACTAATTTTAAAAAATTTTCACTGATGGGACGCCAGCAGGAAATGAGCTGA
GGGTCAATATACGAAAACTGCTGCAAAACCTGTTTTTAGCTGCTGCTTCAGGCAAAAAAA
ATCTAAATCTTTATGGGTTGATAAAATGTTTGAGCATCAATAAAAATTAAATTTTTCCCT
CAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0012P15-MGRbd1
TGCGGCCGGTAAACCCGGGCCTTATGGCCGGGGGGAGGTGATTTGGACGGGATGGAGAGC
TGTGCTGGAACCAAACTGAACAAGCACACAGCTTTTAGCTACAGGAGTTTTGAGAGTCCG
TCTGAGTTTACTGATGAATCGCCGTCAAATGACAGTAAACAGGATTTGAAGCGCAAATAT
GATCCCATCCAGTTGAAAGACATGTCCTCTGGAAGCTCAGAGATGTCGGACCAAAGCTTC
TCCAAGCTCAAAGAGACAGACGAGGAATGCTGTAGCCCGGAAACTCCTGTGCAAATATAC
AGTGTGGCCATCGTCATTGCAGTTGGCGTAACCATTGCTTTGTTTCTGCAGATTCATCTG
GATGCAAGCTTGGTCACGATAAAAGGCGTGCTATCGGATCACGACCGCTGCACCGTGCTC
AGTGAAGGAGTGCTCCGCGATGGTGGGTCCAGTGTAGATGCAGCCATCGCCGGTGCCCTT
TGCTTGGGCATTGTTCATCAGCATGTGTCCAGTGTAGGGGGAGGGGGGGTGATGTTGGTT
CATGACATCAAAAGGAATGAAACCAGGGTGATAAATTTTCAAGGATCTACACCTGAATTA
TTAAGAGAAGAGATGCTGCAAAATCCTTCAGAGATGAAGGCAGGTCTCCTTGTGGGAGTG
CCGGGAATGCTAATGGGGTTTCACCGTGCTCATCGGCTGTATGGAAGTTTGCTCTGGGAG
GATGTTGTCGGCAG
>McF0012P17-MGRbd1
GCGTGCGGCCGNTAAACCCGGGCATTATGGCCGGGGTATGTGTCTGTGTGGGGTGAGGTC
CGGCTGCAGGGATCACTCTTTTTTTTTTAAAGTAGGAGGAGTCTTCAACAAAGAAGCCTT
ATCCTGTCCACTGGAGCCTGCAGGCTAGAAGCCTACTCCACTCTTGTTTTTTGTGTCCCA
TTTCCCAGTTGTACAACTAGCAGTCTGAAAGTCCTGTTATATCACTTCTTCATATACCTA
ATAGACAATAAACTTAAAGCAATTTTTGGAAAGGGAAAACAAACTAAATTCAACTTTGTA
AATGTTGGTTGTATGACAAATCTGACTGTCTTTTCTCAGATTTGTCTGCATTCTTTTGTT
TTGGTGTTCATCTAGAACAATGACTTTAATCTTTCTACTCAGAGTGACATTTTTATCAGG
TGCTGGTTTGGAGCAAATGTTTATATTTAAGTCTTTGTTGGAGTTTTGAGTTTTGATTTG
TATCAGTACCGGACAATGCTAAGTTAATCATATTTTAAAAATAAAACTAAAAAGAACCTG
AGAATACTAAGTGAATATTGTACCTTAAATCCAGTTTTAGGGTCTATTTTCTTTGATACT
GCAGCTGCTTTGTACTGGGAACTCCTCGGCTACATTGTTCTCATGGAAGTTTCTCCAGAG
GCCAAATGGGGAGAAAATAAG
>McF0012P18-MGRbd1
CGGCCGNTAAACCCGGGCATTATGGCCGGGGACCATAATTTTGAAAATCAAAACTGCTAA
TCATGAGTGGAAGAGGCAAAGGAGGCAAAGGGCTCGGAAAAGGAGGCGCCAAGCGTCATC
GCAAGGTTCTCCGTGATAACATCCAGGGAATTACCAAACCAGCCATCCGCCGTCTGGCTC
GCCGTGGCGGTGTCAAGCGGATCTCCGGTCTGATCTACGAGGAGACTCGCGGTGTGCTGA
AGGTTTTCCTGGAGAACGTGATCCGTGATGCCGTCACCTACACCGAGCACGCTAAGAGGA



AGACGGTCACCGCCATGGATGTGGTCTACGCGTTGAAGAGACAGGGACGCACCCTGTACG
GCTTCGGCGGTTAAATTTACAGCTGGATCAGAGAGAAACAAACGGCCCTTTTTAGGGCCA
CCCAAACCTTTTAAGAGCATGGATCCTGAATACTTGTAGTATTGATGAAAGCTTTTATTG
CTGCACACTTGGCATATAGCAACGGTTGCTAAATTTGTCAATTGATTTCATATCCATTGC
ACCGAATGGTTTCGTCCAAAACAAAAGGTCCTTAAGGAACACTAAAAATTTTCCTCTACA
GGTTTAAAGTCATTGTCCTGAGGCATAACTGCCGGTTGTATTCACTGTAATATAATTATA
AAATGTACAGCAGTGTTGCGGTACAAGTGTTGCACACTTGGCATAAAGCAATGGTTGCTA
AATTTTGCTAATTGCATATCCATTACACCAA
>McF0012P21-MGRbd1
GCGCGCCGGTAAACCCGGGCATTATGGCCGGGGATTCCTGCCGGAGACAGCCTCCCTGGG
TTCCTGCACCTGGAAATGCAGCGATGTGGATGTCACCACTCCAGGTCATACAGCCAGTGA
GCGTGTGACTGGGGTGGAGGCGAACTGGAACGGAGCGCATCGCTCCAGTTCCTTGTGATA
TCCCCCACTGACTGGTTCTGGATGCCGGTCGGATCCGGGCCTTTGCAGAACCCTTGGTGC
TGATGCAGGATCAAAACAGCATCTTCTTCAAGATGGTTCAGCACACGGGCAAACAGGAAG
CTTCAGCTTTACATGAAGCAGCCAAACGGGTCAGTTCCACAGGAGACACCTCAGAGGATC
CAGCAGAGTTCTGGCAGAACCAAACCGGGCCTTTCCTCCTGCAAGCTTTCAACAGCAGCC
ACCATCTCGCCGCGCTGACGAACGGACACCTAGAGACGGCGGACGGTCACCTGGTCATCT
TTGAAATGGCTCTGAGTTCAGACACGCTGCTGCCTCAGAACGGAGGAGTCCGGCCCGAGA
GGGTCCAGCCTCTGATGGAAGCACTTACCTCCAGTTGGGACGCTGCTCCACAGCCGGCAT
CAAACGCCACAACCATGCACAAAGCTTGTTCAGCCAGAGAGAGAAAGAGAGCTGAAAAGT
TCTCCTCTTCCTCACACGCGAGCGTTGCTGAGATGAAGAGTTTGTTTCTGTAAATACTTT
GCTGC
>McF0013A06-MGRbd1
GGTCGAAAAGAATCAAAGCTATGAGGCAAAGGTACGACCCCTCCTCCACAAGAGTTCCCG
ACGTCTGTACTCGCAAGCCCTCAAGTTAAGGAAACATGCCAGCCATCTATTCTCAGCTCG
AGTGGACCTGGACCCCGGTTCAAGTATTTGGTACGATTCTCTGAAGGAGAAGATCCGTCA
CCAGCAGTCCAAACCTGTCTGGGTGTCTGAAATCACGTTGGAGAGTGGAGGAGAAGCTGA
TCTAGACACTTTAGACCAAACCCAGACAGACTATCTCAGTGCTGCCAGTGACCTGGAGGA
CACTGATGGTGAGATCTACACTGATGGAGAAGTCTACACCGACAACGAGGACCTAGAGGA
GGCCTTTCCTGGCCAGAATGCACCTTTGCTCTCTCGAGACTCCAGGGGCCCTGGAGCTGC
CTTAGCTCGATCCTCTGAGCCGGCTTTTGGCCACCATAGCCCGGTAATGGATGACGAGCC
AAGTGATGACAGGTTTACACCCAGAGAAATCCCGCCGCTGATGCTTGTGCCAGAGCCTAA
GTCGCCCTATCGGGAGCAATACAGCCCACGCCACAGCGATGGGGAGGACAATCTCTCTAA
TCGCAGCTTTTCAGACTCAGATTTTGGTGCTCTCGATCAGCCAGCACCAACCACTCCATC
AGATGGACCCCCAGACTTTGTTGCCCCCGCGCCCTCGTCTCGATACTCAATGGATGAGCC
ATCGGATGAGGAAGTCCAGCAGGAGAACCCCGAACATGC
>McF0013A13-MGRbd1
CCCGTTTAACCCGGGCCTTATGGCCGGGGACTCAGGATAGGCTGCGAGCGGAGGAGCAAC
GCTGTCTGTCAACGGGGTTTCGACTCGATTACCTACGCAACCAGGGGGCGGGAACCTCGG
AGCTGGAAAAAGTAGCTGTCGTCGAGGTCAGGCTTTGGGATTAAAGGGATCGCTGGTGGT
TTCACCGTTTCTTCATCGAAACTGCCAGGGAGGATTCATGCCGAGAGTCGGTTAGCTAAA
TCAATGCGGTACGAAACTAAAATGATGCCGATGTTCTTGACTGTATACCTCAGTAACAAT
GACCAGCATTTTACTGAGGTTCCTGTGACGCCCGATACACTGTGCCGGGATGTGGTGGAT
TTGTGCAAAGAGCCCGGGGAGACGGACTGCCACCTGTCTGAGATGTGGCGCGGCTCTGAG
AGGCCTGTAGGTGAAAATGAAAGGATGTTGGATGTTCTTCAAAGATGGGGGCCACAGGGG
TCTGAGGTCCGGTTCTTCCTGCGTCACAACCGACCTCCCAGCAGGGAATCGGGGGGACCA
AGAGGCTCTGATTCGAGGAGAAATGGGGCGAGGGCTGCTCCCGAAAGAAGAACGGAGAAT
GGAGTAGCAACGCCCCGAATGGACATGACACTGACCGAACTACAAGAAATGGCTGCCAGG
CAGCAACAACAAATAGAAGCTCAACAACAGCTCCTCGCTTCAAAGGAGCACCGACTACGC
TACCTGAAGCAGCAGGAGCAGCGTCAGCAGCAGCAGGCCTCTGAACAGGAAAAGCTCCAG
CGCCTCAGAGAAAACATTGAGAATCANGAAGCCCGGCTCAAGAAGGTCAGGGC
>McF0013A17-MGRbd1
CCGGGCATTACTGGCCGGGGGCAGAACCACTCTCTGTTCGAACGAACATAACTTTCTCGA
GAGGTCGTCTAAAGTTGGGCAAATTTTTTAAAAACTTACTCGACATATTTGTCGTTTGAC
TTCCATCCCATTTTTCTTTTGACCGTGCGGTATTCACCGAAATTTATTCGGCAAAAACTT
CGGTCGTGAAAAACCACTTCGCAGATTTTAAGGGTTTGTAAGAGATGGAAACGGCTGGTT
AAAGACCAAAGACTGTGGAGAACAGTAGATCTGACTGCTTGGAAAGGGGTAGGACTGTGG
TTTCAGTTCCTGAATATTAAGTATTAATATTAATTCTTCTGTAATCGAATGGACACAGTA
ATAAACATGGATAAAAAATATGTGATGTTTGAAACAACCGTGCTAAGGCTTTCTTTTGTT
AGTTTATGTCCAATTTTTTTAAACCTTCACTAAAAACAGTGACAAAGGTGCACTTTTTTT
CTTGTATTATTATTACTACTATAATTGGACACGTTATTTAAAATGTTGTTAATTGTGCTT
TGTTAGGAAAGTAAGTCCCAAAAAAAAAATAATAGGCCTCCTTTTAGGTTTCTGATGTGC
ATGTGTTTGAGCTTATATCTCATTATTTATTTAATCAGTTTTCTCCTCGTTATTGTCACA
TGGTCTCTTCTTTTTTCTTACATCAGGTGACATCTCGCATCCTTTGGGTCTTGCTGCGTC



AGTACTTTGGTTGTGGACTGAGGTGCCTTCGCCTGCGTGGCTTGCTGCTTTCTGCCCGGN
GTGGAACCTTTCTCTCAGAGTCCTGGCTCAAAGCTTTGTCCACTAAATGCCCTCGCTTGA
GTAAGCTATGCCTTCTACATGCAGACTTGAGAACCTTACCCAACTGCCACCTCTT
>McF0013A21-MGRbd1
ACCCGGGCCATTATGGCGGGCGGCCGACATGTTTTTTTTTTTTTTTTTTTTTTTTTTTTT
TTTGCAGACACAAAGCTGACACTAAAGAAG
>McF0013B04-MGRbd1
AAACCCGGGCATTATGGCCGGGGGACGCTGACTGAGAGTCGAAGAGGAGCATCATATTTG
AGGCGGAAGGGGACACTCAAATATAGACATTTACAAATGTCACTTTTTGACTTCTAACTT
GAAACTTCTAGAAACCCAGCAATGAAAGTTTTTTAGACGTTCCGTGGAAACAAAACAAAC
AAAAAAAAAAAAGATTTTCACGCCGTGTTTAAGCGCTCACTGAATGGGACTCAAGAGGAT
ATTCCCTCTGTTTGGGTAAATCCTGTTTTTTCCGCTTTAACCATCCTGAGGAGGCCAGCA
GAATGAAGAGCATGCTTCCACAGAAGAGCCCAGTGTCTGCTTTAGCCTACAATACAGACT
ATCTGAAGTTTAGCAGTGACTACAGTCATGCAGTGGTGAGGGGTACGAATAGTGCCAGAG
GCATGAGATCAGCCTCCGAGCTGCGGGACTTGATGGATACCCTGCAGCGCAAGAAAGTTG
CCCTGGAAAACAGCCTGAGAGCAAATGGGAACGCTAATCCCTCCTACTTCAGCATGACAC
AGTCACCCCCCACCTCACCTGTGTCCAGTCCATCCACATCTTTTAATTCTTATCAAGAGC
AGACGAGGTGTTTTTATGGCTCCGACCGTCCTCCCCTTTCTATGAAATCTGCCTCCTCTC
TTCCACCTGGACGACGGTCCGACCCTTCGTTTTCTCATGCCTCCCGCTCTTCGGTTGGCC
GTAGTCAGGACAGCGGTGGCGGACTCAGCGACAGTCGACGACATTACAACCAGGGTTCAT
CACCTCTACAATCTGCGTGGAAC
>McF0013B05-MGRbd1
CTGGGTACGGCCGTTTAACCCGGGCATTATGGCCGGGGTATATTTAGATATTTATAGAGA
TTGTAGGATTCTTTTATATTTTTTGTCTTTGCTGCTCCATCTACCATCATTATTATTATT
TTTTAAAGAATCAAGAGGAAAACTGCAGATTAAATGTGTAATAAATGCTTTCAAAACCCC
AACTGTGAATATTGTAACACACGGTGAAAATACAAGTTGTTGCCGGGCAGATTTCCTCTC
TCGGCATCTCTGTGAATGCTGTACTGCAATACGCTAACAGCCGAAGTCAATGGTACTTAA
TGGTTTCAATTCTTTTTCACCTAAATCGTTGCATTTTTTTTCTTTACAAGAAGCACATCT
TTACCGAATTTGCAAATAATCTGTCATAGTTTCCATCTGCGATGCTCGGCATTCCTTCCA
CCTTTCAACATGTTTATTTCTATAAACAAACTACACAAAAAACTTTTTTTAATGGCTGAA
AAAAATCCTATTCATGTCAAATTTCAGAAACTGTTTTTTCTGCNNAAAAAAAAAAAAAAA
AAAAAAAAAAAACCTT
>McF0013B08-MGRbd1
GCCGNTTAACCCGGGCATTATGGCCGGGGAAGAGCAAAGGGTGCCACAGCTGAAGTTTGT
AGGAGTACGACAGAACTAAGAAATGCAAGGACTGACTGACCTTTTTTCACATTCTTCCTG
AAGTATTGAGCATTTTACAAAACATCTAAAAAAATAAACTCTTCAGAGATGGAGTGGCAC
AAACTACCTTATAAGAGCTGGACTGAATCTGAAGTGGGCTCCTGGCTAAAATCCATCGGC
ATCAAAGAAGTATACATCGCAAAAATGGTTGAGGAGGAGGTGACCGGACCAGTTCTATCA
ACAATACAAAGAGAGTATCTCAACAGTATCATTGGAATGAAAAGTGCACAAATTGAACAT
CTATTACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0013B12-MGRbd1
CGCCTTTAACCCGGGCCTTATGGCCGGGGGCCAGTAAACATGGCGGACGGCTAACGTTGC
ATTCATACACATTTAGCCCTAAAGTGTTGGGTTTTCTTTCGGTTGTGGCTTTATTTTTTT
GCTTTAGGTGTCACGGAGAGCGTGACAAACCCATCGTGGTCCACCAGGTTTTCCTGAAGT
AAAGGTTAAACGAGACTGACCGCAACAATGGGGCGACGTTCAACCTCCTCCACCAAGAGT
GGGAAGTTCATGAATCCCACCGACCAGGCCAGGAAAGAGGCGAGGAAAAGGGAGTTAAAA
AAGAACAAGAAGCAGAGGATGATGGTAAGAGCAGCAGTGTTGAAAATGAAGGATCCCAGA
CAGATCATCAGAGATATGGAGAAGCTAGATGAGATGGAGTTTAACCCAGTTCAGCAGCCT
CTGCTGAATGAGAAAGTACTGAGGGACAAGAGGAAGAAGCTGCGTGAGACATTTGAGCGC
ATCATCCATTTGTACGAGAGGGAGAACCCGGAAACTTACAAGGAGCTGCGCAAACTGGAA
CTGGACTACGAGACCAAGCGAGGCCAGCTGGCTCTTTATTTTGATTCAGTGAAGAATGCC
GAGTCAGTGGAGGTCGACAGTATTCCTTTACCTGACATGCCCCACGCTCCTTCAAATATT
CACATCCAAGACATCCCATTGCCAGGGGCGCAGCCTCCCTCCATTCTGAAGAAGACCCCT
TTTGGCAAGCCACTCCTTTCTTCATCCACTGGACCGGTGATGGCATCAGTACCTGGTGTC
CCGCGTTTACCTCCAGGAAAGAAGCCA
>McF0013D14-MGRbd1
GACTGGGANCTCCCGTTTAACCCGGGCCTTATGGCCGGGGGGAGACGTGGTTAAGGCACA
GCAGCCATGCTGCTGAAAGTACAGATGGACAAATGAAAAAGAAAACAAAACAAGTGGCGA
CGAAGGCCAGAAAGTACATGGAAGAATATGTTTTAAAGGGATTTACGTCCACGAGCTCTG
ACCCACCCCAGGCACTGTGGGGTTTTTTTTGCCGGCAGAAGTTAGCCAACGCTAGCATGA
AGCTAGCGCTCCTCCAGCGGCATCTCACCACAAAACATGGATGTCACGTTGGTAAGGCAC
CAGAGTTCTTCAGGAGAAAACTTTCTGATTTCAAGTCATCCCAAGCCACAATTAAATGAT
TAACGATTTTTGTAATGATCACATTAAAAAATGTGCCTCTGTCTAATAATGACACCGTTT
GCTGCAGAATAGATATCATGGGCACAGACATTATCGAACAAGTTGTGGGGGAAACTTGGC



GACTCATTTTCACTGCAGCTGGATGAAAACACAGATAAACGCTATCAGCTGGAAATCCTG
CAGCAGCGTCTGCACAGATGCGGCTGCATCAATGACGGGCAGCGCGAAAGGCCTCATAGC
ACGGATCATTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0013E04-MGRbd1
GCCGNTAAACCCGGGCATTATGGCCGGGGACAACAGCAGGAAGCAGGCGGGGGCAGCGAT
GGGCTGGGAGCATGGAGGCTAATATTGACTTCTACAGACACTTCTCCTGGCTCCGAAAGG
TGAGCGCTGAGGTTCTGGCTCAATTCAGCCTTTGGATTTGCCGTACGTGTCTGTCCATGT
TTTGCATTCCTGCATGAGATCGCTGTCTTTGAGAGGACCGTTTGAGAGCAGGAAAAAGGC
AAACTCCACTCCCTCCTCAGAGAAAAATGTGGGACCACTTTACATGCAAGTCATTGTCTT
CGCCTTTTGTGACATTTCTTGGCAACAGATTGTTTTCTGATGTAATTTCCTTGAGCTCAG
CTGCACTGAGTTCTCCCTCATGCTGCTGAGGTGTCACAAGTGGTATCGGGATGGAGGCGT
TATCCATCAGCTGATGCTTGTCAACAAAGCGGTGGCTGATACTGCAGGATTTAATCAGAG
ATGGACAGATTTTATCTCAGCTCACGGCGGTGCATCAATCCTTTAATCCACAGAAGGATA
ACAGGCAGATTCACTGAAATACTCTGATTAGCTTTTGGACAAAAGTCATGAGACACAAAC
AAAGGAGCCTCATGAGTTTTAAGATTTTATTTAGCTGAGACAATTTCTATTTGCAGCAAA
NNAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0013E11-MGRbd1
GTTAACCCGGGCATTATTGCCGGGGCAGTTAATGAAAGTATCAGCTCGGTTGTTGGTTGT
CGCTGTGCGGTTGTTGATTTTAACAGTGTGGTTACATTCCTGTAGCTTAAGTTTCAGCTC
GAGTGTTTGAGTGTGTGTTTTGGGGCTTTATTGTAGATTGTTTTGACTGCGGACCTTCGC
TGTAACACGGGAGGGGAAAACAGGAGAATCCTACTGGACCTAAAGACTGTGTTGGAGGAA
GTGCAGGTAGAGGTGAAGAAAGAGGAGGAGAAGAGGAGTGAGCTCCAGCTGCAGTACACC
CGAGACAGATGTGCCTGGGAGCTAGAGAAAGCGGAACTTAAATGCAGGATTGCACAGTTG
GAGGCAAGAGAAGCGTCGAGGTTGGTGAGTGGAGGCCACCAGTCGGCAGCAGGTCTTGAA
TCGGTGGTGTCACGGAGTCCTCGAGAATTGCACGGTGAAACCCCAACGCTCTGCAGAGAA
AGGGAAGAACAGCGGAGGATCCTGGCAGACACCCAGTCGGCAGCCATGGACCTGCGCACT
CGTCTGGAGCACAGCGAGAAGGACTGGATGAAGGAGAAGGCTGAGTTGCTGGAAAGATTT
GATATGGAGAGGCAAGAGTGGGAGAGCCAGCTGAGAGACATGCAGAAGAAAATAGAAGAC
TTGTGTTCTGAGGTCAGAACCAAGCGAGGAGGAGCGGGACTGACTGGGAAGAAGCAGGAT
GAAGATATGCATCGACTCAGCATACGTTCAAGCAGCACTGGCTCCAGTTTACTCAGTGAC
AACTCCCGCTCTGATCTATTCAGCAGCAGCACTCAGTCCGAAC
>McF0013E19-MGRbd1
ACGCCGTTAAACCCGGNCATTATGGCCGGGGGTATCACGTGACGCGCGGTTCCAGTTGCA
CTTCCTGCCTACCTTCCTCCTGGTCTTGGGGTTCTGAGTTATGGCGGCTTTGGTTTGGGT
TCAGCGGACCGCGTCTCTGAGGAATCCCGGGAGTCTGCGCCATTCCCGGAGCCCAGTTTT
GCGACTTCGCTGCCGGTTTCATGACGGCAGGAAATCCTGTTCCTCCGAGCTCCTGCACCG
GAGCGTGGTTCCGTCCATGCACTACCAAAAAAGTCTGCCACGACTACCCATCCCCAAACT
GGAGGACTCCATCAGCAGATACCTGGCTGCCCAGATGCCTCTGCTGGATGATGATCAGTT
CAGAACCACGGAGAAAGTAGCTCAAGACTTCCTGAAGGGGGAGGGCAGACAGCTGCACGA
GGAGCTGGTGCTCATGGACAAGAACAACAAGCACACCAGCTACATTTCAGGTCAAGGATT
TGACCGTCACCTCTTCGCACTGCGCTACCTAGCTACCACTCAAGGACGGCCGCTGCACAC
CTTGTACACAGACCCCGCCTATGCTGCCATCAACCACAACATCTTGTCCACCAGCACCCT
CACCAGTCCTGCTGTCAGCCTGGGGGGCTTCGCTCCAGTGGTGCCAGACAGGTTCGGCGT
CGGCTATGGCGTCCACGATGACTGGATCGGCTGCAATGTGTCCAGCTATCCAGCACGTAA
CGTGCACGAGTTCCTGCAGTGCGTCCACAAGTCTTTGGAGGACATCTTTAGCGTTCTGGA
GGGGAAGCCGCTCAGCTGAGATGGAGTCATCAGACTTTGCCTTGAGGGTAATGATTGTAA
GA
>McF0013F07-MGRbd1
ACTGCCGTTTAAACCCGGCCTTATGGCCGGGGACTTTTTCTTGACAATTTAAGGATTTAG
TGTAAACTCTAAATTCTAAACTTTTTCTGATAAGAGGTTGACCTCTCAACCTCTGTACCA
CAGCAGAAGACTTGATTCTACAGGGGAAAAGTTCTGTTTTTCAGAAAAATCAAATATTTT
AAAATACGTATTTAATGCTTAAAACTTCTGGGGTGAAACCTCAATGTTCTAATGCAGTGT
TTTTCAACCTTTTTTGGGCCACGGCACACTTTAACCTTGACAAAAATCCCGCGGCACACC
AGCATCCAAAAAAAAAAAAAAAAAAGGAGAAACTCATCGTCTGTATTCATCTAAAGCCCT
CTGCAATCTCACATGCATCTTTGTGATAATTGTGGCAGAAAAAGCTGGAAGCTGCAGCTG
TTTTTTTTTTTTTTTTAATAAAACGTGTAATAGAAGGTAAGTTAGAAGATTTAAACACTG
TTTGACGTGAGTTCGTTGTTTCAAGACGTTAAGAGGAGAGGCTCATTGTGCACCGAAACT
TTTACTTTAACCCAATGCATCATGGGAGATGTAGTGAAAGAATCCGCCGAATGCAGAAAG
ACTAACGTATCTGAACTTCATTGTTTTGTTCTCTTGTTCCACGGTCTGACACCGGATTCT
AGGGAAAGCTACACCGCTAAAGACGAGCTTTAGCTGGTATTATTGATAGAACTGAGCGAC
TTTATGAGCTAAATTGGAACAAGGAAGTTGAGACTTTAACCACTTCTGATTGGTCAGACT
GATGACATGTGATTGAGCCTTCAAAAATGATTGGCGGAGACAGTTA
>McF0013F15-MGRbd1
GCCGTTTAACCCGGGCCTTATGGCCGGGGGACTTCCGGTTTGTACATCACCGGGATGGCT



GTGTAGTGGGAGAGCTCCCGACTGAACCAGAGAAATCGGTCAAAAAAAGCCCCGGGAACG
GCGAAATCAACTATGTAAGTTGAATATAACATCGAGGGCAAAGAGAGAACACCAAAGACC
AGTGTTTTGCAGCGAATTGGTGGAAGCAAACTGACTTTGAAACGGGCTAACGTTAGCTGC
TAAAGCTAGTCACCGCAGGCTTACCACCTAAGTTAATGTTTGCTAACACAAGCGAAATGG
CAGAATACAGTATACTGCTGCAAGAACTTGGAGCGTTTCGCCAAGAAAACAACGAAAAAT
TGGAGAGTATTAAAGAAGACATCGCTAAAGTGAATAACCGAATGGAAGAAGCTGAGGGGA
GGATTGAAAAAGCAGAGGAGCGAATCCAAACAATGGAAGACGTTATGGTGGAGCTAATGC
AGGTACACGTGAAGCTAACAGACAAGCTAACGGACCTGGAAAGCCGCGAAAGGAGAGAAA
ACATCCGGATTTATGGTGTGCCAGAAACATCTGAACGAGATTCCCCCTCAATGAGTGCTT
TTGTGGAAACATTACTTCGTGAAGGTTTGAAGCTAGAGGGCGCGGAGAATATAAACATCG
AATGAGCCCATCGCTCACTAGGGCCGCCCCCCCCTAACGGAGCCTCACCACGCACTATTC
TGGTGAAGTTTTTAAGCTTCAAAACCAAAGAGCAAATACTCCGCAAAGCATGGCAACAAA
AAGGCTTTACCTGGAAAGGTAAACAGATATCTTTGGACAATGACTACCCTCCACTCATTC
TCAAGAAAAGAAGAGAATATGC
>McF0013F22-MGRbd1
TGCTATCTGGCGTAAACCCGGGCATTATGGCCGGGGGAGTCCTTGCGTTTTCTCTGGGGC
GCGCATCACTGTTTCCTCGGCGTCGCCAGAAACTTGCGGCCACATGTGAGCGAAACTCCT
CACCTGTCCCGGTTGAAACACCCATACAAGTTGATTTTAAACCACACAGAAGAGGAAGTA
CGCGCCCGAAGTTTGGCTGTAGTGATGCTGCAAGTGGAAATGGTCCTCTTCATCTGCCTG
GTGGTGTTGATGTGTGTATTTAGCCAAGAGCCCGGCTCCAAGGTTGTGGCCGACCGCTAC
GCCGTCTTCTGGAACCGGACCAACACCAAGTTCCACCGTGGAGACTACCACATCGACGTG
TGCATAAACGACTACCTAGATGTCTACTGTCCTCATTACGAAGACTCGGTGCCTGAGGAG
CGGACAGAGCGCTACGTCCTCTACATGGTCAACTATGATGGTTACAGCACATGCGACCAC
ACCGCCAAGGGCTTTAAGCGCTGGGAGTGCAACAGGCCGCATTCCCCAAACGGACCTCTC
AAGTTCTCTGAGAAGTTCCAGCTCTTCACTCCCTTCTCCTTGGGCTTTGAGTTTAGACCG
GGCAGAGAATACTACTACATCTCCTCCACCATTGCTCAGAATGGGAGAAAAACATGCCTG
AAGCTGAAAGTTTTCGTCCGACCATCAAACAACTGTGTGAAAACTATAGGCGTACATGAC
CGTGTTTTTGATGTAAACGACAAAGTAGACAATACATTAGAGCCACGAGATGACACCAGC
CATGAAACGGCTGCACCCTCCCGAAGTGAAACAAATGCTGCGTCGCACCTGCATAAAACA
AGCCCA
>McF0013G03-MGRbd1
CGGGCATTATTGCCGGGATTTCTAAAACATCAGGACGGTTCTGTGTCAGCGCGTGGCTAT
GCTGTTGTTTGTTGTTGTTTAGACCTCGTCTGGTGTTGTTTGTTAGCAGCATTTGTTCTA
TCACTGTATTTTTGTTGTCCAAATGTAAGCTAATGTAAGACATCTCGTTTTGTTCGCTTC
ATCTTCTCTCCCTCCAACTCCTTCATGTCTGCCTTTCTGTTGACTCCACCTCTTCCTCTT
TTCGTTTTATTTTTTTCCTCCCGGTTTCGTTGGCTTCTGTTCTTCCTCCTGGTTTTTTGT
CGCCCTGTCCTGTCTCCTCAGATCTGTATAAGAGTCTCCAGTCAGGGTCTCAGGTTGCTC
TGCCTCCTCACTTGCAGCTCGCTTTCTCAGATCTGGGTCAAAGTCAGGGGGGAGACGCGA
AGAGGAAGACTCTATGATCCCACCGGATTTCAAAACTCATCCGACGCTCTTTGAGGCGGT
CCAGCTCGGATCGATGGATTAAGTCACGGATGTCACCTAAAAGGGCCTCAAATGGATTTC
CTTCTAAACACCACAGCTAAGGAACTTTTATTACACAAACACCTTCATAGAACTGTTAAA
ACGGCAAATGTTTACAAACAGACCTTTATCACTGTGGACTGGGGGGGGCGTGGCATTAAC
AGGGCAGTGAGTATGTGTGTGTGTGTGTGTGAATGAGGGACCGTGCTTTTTTGTCTCCCA
CTCTGATGCATGGTCAGTGGTCATTTGGTGCTCCTTTTTATCTTAATGTAATTATCACTG
ATTACCTGTATGAATTGTAAACAAGCTTATTGTTAAAATCCCA
>McF0013G14-MGRbd1
TTGAGCGCCCGNTAAACCCGGGCCTTATGGCCGGGGCACCCAAACTCAGCCAAGACATTT
AGGCGTGTAATGAAGCAGGACTCTATGGAGAATCAGCTCCGGAGGGTGGATGCCACAAGG
ATTGACGCAGATGACATAATAGATAAAATCCTGCAGGGCCAGGATTTCAGCCATGGCTTC
TTGGATTCCAGTGCAGAGGAGGAGGGGCTCAGCTTGTTTGTTGGTCCTGGTGGAAGCACG
GCCCTGGGAAGTCAGCACACGAGGGTTGCAACTGGAGCTTTTGAGCAGGTGGTGATGAAG
CGATAGGCTTTAGGAAAAACGGGTCTGACACCAATGACCCAAATTTTCTTAAGTGAAGGG
GCCAAAAAGAGTGAGAGGTGGATATGCCCTAAAGCTTCACTCCTTTTTAACTCAAAGAGG
TATTTTTCTTTTATGTAATGCCTTCTCATATGACCCTGAGCATATGTTGACCGTGACACC
CCCCTTGTGTCCAAAACGTTGAATGCCACTTTAATGTAGCGTGTTACAGACTGTTCAATC
CCTTTTATTAGACCTCAGCTAATCCGTTAACTCACTGGATTCATGTGTTGCACTCTATTT
GTAGTTAGTTTTTTATTTTTAAGTATTCAAAGGTATCTCAATTCTGTATATGTTAAATTT
TTTTCACTTAATATAATAAGCTATGTTAAATGTTCTGACTAAAACTTGTCTACTTTGAAT
ATTTTTTGTTGTTTCACTGAAATAAGTTGTTGAAAGTGTCAAACATAATTTAAAGATGTC
TGGTTTTTTTAATGCAAACTTTGTTTTTTCAAAGCAGTTTGCCTTT
>McF0013G17-MGRbd1
TCCGTTTAAACCCGGCCTTATGGCCGGGTGAGGTGAAGAAAAAGCTGCTGGACTCCTTTC
AAGAATTCATTCCCATTACTCTGTGACTCCCATAGCTGGAAATTCACATCAAAACTTTTT
AAAGGCAAACTTGTTTTCCTTCTATATGGCTTTGTGTTCTACATCTCTAAAGTTTAGAGA



AAGTTTTACAGTCATAACATTTTTAATCCTTTTAAATGACTGAGTGTTGTAGGTAAATAT
CAAACTTCTAGCATACAGGAAACACTGCAGGTTTATAGTCTTGCAGAAAAATAGATGCAA
CTTGTTATTTGTTTTAACGTTAAATTTACAGATTGATGACGTTCACACGATGTCCTCACC
ACTTCATACATTTTTGTTAACCTTAAATGTATTCTAGGATTAACTGGAATACTGTGTGTT
TTCTAAAAGTGCTTCCCAGTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0013G22-MGRbd1
GCATTATGGCCGGGGGTGCGCACGCGGGTGCACGTGAACCTCCGGGATGGCCAGCGGTGA
AGTGGTGAAGAAAATCGTGCGCTTCAAACTTCAGCTATCAAACGCTACAGAACCTGCAAC
GGTTCTAAAAATTTTGCAAAAATTAAAGGACCTTGATGTCACTTTAGAAATTCTTGCTGA
AACTGGTATTGGAAAAACTGTCAACTCCTTTCGGAGGCACAAACAGGCTGGAGAGGTTGC
CAAGGCTCTTGTTAAAGGCTGGAAAAACCTGGTCCCAAAGGAATTCACTAGCTCTAAAGA
AGATGGAGTTTGGTCAGAGAAGAAAGGTAAAGAAGAACAAAGCTGTCCCAATGATGAAGA
GCCGCCTTTCGGGGATGAAAATAATAACTCAACTTCACATCTGAAGAACAAGAACTCGCC
TGATGAAGCTCCTTCCACTAAGAGGAAAGACGGTTCAGAGAAAAGACAATGTGAGCAGCA
GAAAAAGAAAAATGAAACCAAAAAATGTGACCAAAGCAGGTGTTGGAAGAAAAGCAGCTT
TGAGGTTCAGGAGGACAGTGGTGACAACTTTGCTGCACCGACAAAGAAGAACAAAAGCTC
GGACACTTTGTCTGGAAACAAATGCAAGGAAAGAATTGATGAGAAATCTGAATTTGACTC
CAAGGAAAAATGTAAAGTAGACTCAGAGAGCAGACAATTTGGATTGAATAGTAGATCAAA
ATCAATGCCTTCAAAACACTCATCGACGGAAGAAGAGTCTTCTCCAGCTCCTGGAAAATC
CTTCAAAACGATCAAAGCAACTACAGATGAGGGATCTTCAGGAAAGTCT
>McF0013H06-MGRbd1
CCGTTAACCCGGGCCTTATTGCCGGGGCTGTTTGTCTCAGCTTAGTTTTTTTTATTTGTG
CAACACAATATATCATAAAAATGCTCCTGGTCTTCCAAAACTCAGTTCTGTTATTTGGAC
TTATTTCTTTTCAAGCCTGTGTGTCTTTTTAAATGATTTAAACTTTTCATTTCACTTTTT
ATTTTGCTACATTTTTGTTCAACTATTGCCTCAGTATGTTATTTGAGGTTGTTGATTTAG
CAGTTTAGGGGGCCCAAGCGAACAATAACATGGGGCCCTCTGGAGGAGTTATTATATTAT
TTTTTTTTTATAAAAAATATCCTTACCTATGGGGTTAAATGTCAAATAACTTCCATACTG
GTCAATTTTTAGACAGTCAATAATCTTAAAGAATGTGAAAACTGAAATACATAAATTATT
TTTACTTGGAAAAACATTGTGTGATAAATTCAATAATTTGTTAATCCCTCACTACCTAGT
AGGAAAAAATGTGTTTTTCAGTTTTTTTTTCTTTAATTTGTCAGGTTTACTAAAGACAAG
GCTTTTTATTTTGTTTATTCTCTTCTTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCT
T
>McF0013H18-MGRbd1
AACCCGGCCATTATGGCCGGGGACCGACACTTGTTTTGAACGACGCATCACGCAAGCTGC
TCTTACACAAGCGTCTGCGCAGGGAAAGAGGAGCAGGACATGGGGAAGAAGCACAAGAGA
AAAAGGCAGCGGGAGCCCAACCAGCAGAGAATCCAAGAGGGAACTTTAAAATCTGGAGCT
GATCCTCAGGCAGCAATGTTCAAAGACAAAACTCCTCAGAATCCCAGAGCTGACAAGTGT
AAGAGTAAAAGAGGACGAGGATTAAAGAAGCAAGTCTTTAAACCCTACATGACATTGGAG
GATGTTTCCCACGGTCTCAAACGAGGAGAACTCATTCAGGGTCAGCTAAGAATTAATCCC
AAGAAGTACCATGAAGCTTTCATCCCATCTCCTGATGACAAGTGGGATATTTTTCTGGAG
GGGGTTGAGGCCCGTAACAGAGCCCTGAACGGTGACATAGTGGTGGTGGAACTTCTGCCT
CAAGAGCAGTGGAAGGTGGTAAAATCGGATGCAGACTGCGATGGAGCCAGTGAGTCAGAA
ACCTCAGTGGAAACGACTCGGAACAAGACCCGGGTCCCGAATCCCGATCCCCCCTCGGAC
AGCGATTGTAATGAGCTTGTCGACAAATGTCAAAAAGTAGCTCTCGTGGACACAGCAGGA
AAACCTCAGGAGGGTTCTTCAACACCACAGACTAATGAAAAAACACTCCAGAAAACGGCT
AAGGTGGTTTACATTGTTGAGAAGAAACACTCCCGTG
>McF0013H23-MGRbd1
CATTATGGCCGGNGATAACCACACATTTGATTTTCACGATATACATTTTACATTCTGTGG
GTTTTATATATTAACAATACGAGGGTGCCATTTCTTCTCTTTTAAAACAATGAAAGGGCA
ACTATCTCATGTGACCCGGAAGAGATCGTTTTGACACACCGATGCCTTCATGCTAGCTGT
TTTAGCATAAGGGAAACACAATTTGGACAAAACAGTGCAAAACAATCAAAGAAAGAATTT
ACATCTATATACAACAATATGTTTTATCATATTTCTTTGGAACATGAAATCTTACTACAT
CCACGGTATTTTGGTCCAAATCTGCTCAACACAGTGAAACAGAAACTCTTCACGGAAGTG
GAAGGTACCTGCACTGGCAAGTATGGTTTTGTCATTGCTGTCACTACTATTGACAACATT
GGGGCAGGTGTGATCCAGCCAGGTAGAGGTTTTGTACTCTATCCAGTCAAGTACAAGGCC
ATTGTGTTCCGCCCATTCAAAGGAGAAGTGGTGGATGCTGTGGTCACGCAGGTTAACAAG
GTTGGCTTGTTCACAGAAATTGGTCCCATGTCCTGCTTCATTTCTCGCCATTCGATCCCT
TCAGAAATGGAATTTGATCCCAACTCCAATCCACCTTGCTATAAAACAGTTGACGAGGAC
ATTGTAATCCAGCAAGGGTGATGCTGCCAACTTACTGATTTAGTGTATGATGGTGTTTTT
GAGGTGCTCCAGTGGCTTCTGTTTCTATC
>McF0013I03-MGRbd1
CCGTTTAAACCGGNCATTATGGCCGGGGCTGCCCGAGTCTGGGCAGCCCAGGCGGCCTGG
GAAGCCGCGGAGCCGACAAAGGCTATCCCTGCAGCATAAATCTGCTCTCCAATAACAAAT
GCAGTGTGAAGACGATGGATGAAGATGTCACCAGGCTTGCAATACATTCTGAAGAGCCTA



AAATAATATTACACGGATCGGATGAGGGTGGTGCTGGCGGGCAAGAGTTTGTTGTGGAAC
TTCAAGAGACTGTGTTGGTGTCTGAGGGCGAGGGCGAAGGCATGGCGCTTCACAGGTTTG
CTCCAGATGAGCTAGTCATCCAGGATGCTGTTGAGGATGTGGTTTCTGAGTATGTGCACT
GCGATGAAGATGAAGACGTTGCTGTAGAAACATGCGTGATGGCTTTGGAAGGTGAGGAGG
AAGGTGTTGCCATGGGAGACATCCCAGAAGATGGGTTGGACCCAGATCAGCAAGAGGACG
ACCAGGATGGCTGTGGAGACTATCTAATGATATCCTTGGATGAAGCTGGTAAAATGGTGT
CTGAGGATGGAACAGAGGTCACGGTGGAAGGAGCAGTTGAGGACTAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAACAT
>McF0013I04-MGRbd1
CCGTNAAACCCGGNCATTATGGCCGGGGAGTTCCTTCCAGGAAGGGAGAAGCGCGTTCGT
GTGACGCTGAAACCGGCTCCTCCGATCCAGATGCGAGTGCGCCTCCGCGGACGGACGGAC
GGACATGGACCCCCGCTTCCAGGACTGGATGTCAGCTTTGCCCGAGCAGCTGTGGGACAT
CCCGCTGAACCAGCTGGCCATACCCGGACAAAACCATTGAGGAACAGCTGTCGATGGGGA
TTCGGTACTTTGATCTCCGCATCGCGCACAAACCCCAGGACTCATCCAGTGACCTTTACT
TCACACATGTCATTTACACACATGTAACCGTTTTGGAGACACTTCAGTCTGTTGCTGCTT
GGCTGAAGCTGCACCCCAAGGAGGTCGTCATCCTGGCGTGCAGCCACTTTGAGGGGATCG
ATGACCGATTTCACGAGTCGTTCATCGTCTGCTTGAAGAATCTGTTCGGGTCAAAGCTGT
GTCCACGGGAGGTCAGCTACGCCCTCGTACAGGTAAAGAACTGATTGAAAGATGGGTGTT
GCTGACTGTACTCCACCCCGCCACAGGAATCGGATCTGAGCCTGCGGAGTTTGTGGAAGT
CCGGTTACCAGGTCATCCTGTCCTATGAGTCCCAGCTCATAGCCAGGCATCCAGAGCTGT
GGCCTGCCATCCCTTATTGGTGGGCCAATAGTAACACAGCCCAAGGAGTCATCAGCTACC
TGGAGTGGCACAAAGATCAGGGACGTCCAGAGAGCTTCTTCGTGTCCGGCCTTAACCTCA
CAGCTGCCAGGTCGTACATCACCAAGAACCCGAAGGAGTC
>McF0013I09-MGRbd1
NTAAACCCGGNCATTATTGCCGGGGGGATCACAGGTTTATTCCATCCAGGAGAATCCTTA
CAAAGCCTTTATTCAGAAAATTCTCAAACGACTGTGTGTCCACCTTCCAGGTGGACCTGT
GTGCAAAGCCTCTTTCACACAGGCCCTGTTCAAGATACTGGGGGCCCTGCAGGATGATGA
AGCCAAGTTGACAGCTGAAATCAAAGATTCACTGAAAGAGATAGAGGACATTGTGGCCTG
CAGGGAGCAGGAGCAGAATCAGGTGAAGCTGAGGAAGAGGATTAAAGAAGCTGTCCCGAC
ATGCGAAGACGAGGAGCAGAGGGTAGAGGCACAAGGAGTTGGCCCATGAACGATACAAGG
CTCTGGAACAGAAACTGCAACAAAACCCAGTTCTCCGTCCTCACCTGAAAAAGTGATGTC
TGTTTGCAGGAGTCACATGACACTGATACTTCATCCAAATTTCCAAAAACTTCAAATAAA
AATGATCTTTGATCTAAACAAGCNAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0013I14-MGRbd1
TTGTCTCGCCTTTAACCCGGGCCTTATGGCCGGGGGGCAGCAAGAGCACCAGCCACAGAG
CCTTTCCTTGTGAGGCTGATCATTGTGTGGGTTCTTCATCTCAAACGGTGCAGGATGTTA
CTGTTGCTACTCTGCTGTTGGTCCTTCAGTCTGCTTAGACTTTCATCTTCCCTCATTCAT
GGACACATGCCGGTGGGCCAGGGCCCAATTTCCAGTCACCGAAGTGATGCGCCGTACCTG
CCGGACATCGAGAGAAGCCGTGTTCCTGATTCTGTGTTGGACCCAGACCTCCTTTCCGCC
GATGCAGTAGAGGATCACTTTGTAATGGAGCCAGGTTCCTACGAGGAGGACTCGTCTGCA
GGCCTGCAGCTGCAGGGCCGGGCCATGCGCTCGTCTCGCCGCTGCATCCCTCACCAGCAG
TCCTGCCTGGGTTACCCTCTGCCCTGCTGTGACCCCTGCGACACCTGTTATTGCCGCTTC
TTCAATGCCATCTGTTACTGCCGCCAAATAGGCCACACCTGTGCACCCCGGCGCACCTAA
CTGCTTACCTGATGGCTGAGCAGCGACGTGGATCTGTTTGCTTGTTTGTTTGTTTTTTCG
CTTGTTTTTTTTTTGTGCTAGATAGATATTGTGTGTTTTTATGAAATAAACATTATAAAT
AATCCCGANNAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0013I16-MGRbd1
CTTGAGCTCCCGTTTAACCCGGGCCTTATGGCCGGGCCTCTCTCTCTGTCTATGCTTTTT
TCTTTATTATTCTTGCCCCTCTGTGGGTCTAACCACATCCTTCCTATGTCAAGAACACCG
CCTCTCGTTCCTCTGCAACCATCTCTATCACTTCTGTTTTGAAAACTATGACTTATCTCA
TTTCTTTCTGGATCTCTCCATCTATGGTCTCCCCTTTCCTGCTTGCCAGCCCTCTGTCTA
CTTGATTTCCTCTCCTCATCACTGTCTCCACGTCGCCTCTCTTCTCTAAGAGCATCTACA
TCCAAGTCAGAGTCCAGCCAGAAGTGAACACATGTCACAATAAAGAATTGAAATGAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAGTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACC
AT
>McF0013J06-MGRbd1
ACCCGGGCATTATGGCCGGGGACAGTTATTTTTTATTCACAGGAAGGGGGAAAAACACAG
CTGTTGTTGAAAAAGAAAACATCAAAAATGCCTGCCCCAAAGAGAGACGCATCTCCCCCC
GATTCTCAGCCCAAGATAAAGAAGTTGGATGAGGATAACGAAGATCTGCCGTGCAAGGCC
ACAACAGCTACCGATTCCTCCAAAACGGGAAATATGCGAGAAAAGACAGTGGAACCCCGG
ACTAAGAAAAAACGCTCGTCTTCGATGGAAGGGGAAAATAAACCAACAAAGATATGTAAG
CAAAATTCCCCTCCAAAAGATTTCAGCAAAACATCAGACCCACCTGTCAGAAAAGCCAAG
CTCTTGATAGCCACAAGTGCCTCCTCGTGTGGTGAAACTCCCTCACTGAACGCAAACTCC
AAAGCTCCGTTAAAGCGAACTGCCTCCACGGAGTCTGAAGACGAATTAAGTAGTGATGGC



AGCAAAGTTGACTTCTTCAGAGCAAGGGATAGTGATGACAAGTCGCGATGCATCAAAAAA
TATTCCAACAAGGTCAAAGCTAAGCGTCTGGCTGACGAGTCGTCGTCTGGTCCACAGGAG
TCGAGCCAGAGTTTACTCGATGGAAATATTTACCCTGTACAGATAGATCACAATTATGGT
AAATTTTCTGAAACCTCCTCTCTTCAATGCCAAGATCAGACGGATGAAACAAAATCTGCT
GAAGCTTTCACTGACCCAGAGAGGCAAGACATTTCAGGGGATGTATCACAAAAGGTGTCA
CTAGATGCCTCAGTTTTACAAGAAGGGAGCAGTAATGAGAACACAACATGTGAATCAGCA
GCTGAAGTAAGTGTATCTGTGGG
>McF0013K04-MGRbd1
ACCGGNCATTATTGCCGGGAACAATGTAAAACACTGTACCCCCCCTTACCCCTCAAGTGT
TAAGCTACTTCCTTTAGCTAGCTGAGTGTTGGCCCCTCCCCTTTTGGGATGTAGAGCAGG
GCGGGAACCTTTTGTGGGGTTTCCGTGGTGACGTACAGACATGGGCACAGGGCAGGACAG
ACTTGTTGGTAGGCATCGGTGTCGCCTGGTTGATCCATAAAGCTCTTCCATTCTTATTCC
AAGTAACAAACCAACGGGGATGAAGACTTTCTCAGAAGTCTTTGCTGCTTCTGATGTATC
TAAGCACTATATAATTTGTTTGATTTATGCTGCTTTTGTATGATTTTTCTTTTTTTTTTT
TTTTCTTTTTGAGTCTAAGGCTTGCACCAAACGGCCTCATTCACATTTTTCTTTTCCCCT
GAACATAATCCCACCTTTAATTTGTTTTATATTTTTGTATTTCCCTTTTTTGTCATGAAA
GACTTCATTCTTTTGTTACTTCTTGATCTAAAACAATTATAAGGGAGTTTTTTTTAAAAT
GCAGTAACTGACATTTATCATTCCAGCTACTATATAATGTGTATGAATTGAAAAGAAAAA
AAATTTCTCTACATTTAAAAGAAACAAGCTTCTGAAGGCTGAAAGGCCATGAACCACATG
TTAACGGGTGCCTTCATTTGAAAAAAAAAAAAAAAAAAAAAAANCCAT
>McF0013K18-MGRbd1
CCCGGNCATTATGGCCGGGGCTGGAGAAGAAGCTGCTGCAGGTGAATCATGGCGCAGGTT
TGTCTTTCCTGCAATATCTAAACCATCCAATGCACCTAATGAAGCGATGAGCTGCAGGGC
TGAGTTGTCTCGCATTGGGATGTTCTCCATGTGTTCACTTTCTAAAACTTTAAGTCATGC
AAAAATGCAAAGCACATCAGTTGTGTGTTTAGCTTTTTTCTTTTTTTTTTTTAGAAGTGG
ATTCAAATGTTTCCAAACTAAGTTAGGCTGTAAATGTGTAAAGAGTTTGATTCCTCACCT
GTCATTCCTTCAGTAGCTGCTGCTGTGGATGCAGTCTTTGGTGGATAAAACCCGGATGAA
ACACCAAGACTTCACACACACACACACACACACGCACCCCCGATGCTGTCTTAAGTCAAA
GATTGTGGTCCAACATCATCACATTTTGGGAAATGATTCCAGAAACTTGTGACCTGAAAA
TATGCAGCTTGGTAAAATATGCTTTTATACACGAGCAAATTAACTTACGAAAAACCCATT
ATTGTCCAAACTAAGTGTACCCTTGTAAATTCTGTATAGCTGCTCAGCATCCGTTAATGA
AGCAGACACATCTATGAATGCAATATTGTATCTTTACCTCTGTTTACAACTGTCTGGTCT
CACTTTGAGTTTTGATCCAAGCCATCCACTTGAATTGTAACATTCCACATTGTGTTGTCT
TCATCTTCAGTGTATTTCCTGACCTTTTTATCTGTAGTTCAGAGACTTCTTCCAGAT
>McF0013K19-MGRbd1
NTAAACCCGGGCATTATGGCCGGGGAACACAACAGCAGCAGTGTTCCGATGCTAACGATG
TGTCATCAACACAACAGGCGAGAGTAAACCGCTGTCCTGGTCGCTGAAGGAGCTGCTCGA
CGGGACTTGGACGTTTGTCGTCGGGAATCACAAAGTTCACGCGCCGCCGGACGTGACCGG
AAGTCTTCTGCCGCGCCTTTAGCAGGAACTAAGGCTAACTGTCCGACCCCTCGTCTGCTG
GATTCCCGACGGGATCGGCCGGGCGGCAGGGATGTCTTGCAGCTTGCTGGAGTTTGGTCG
GCTCCAAGAGCTCAGAACCGTTCGGGACTTTTTGTTCCAGGGTCAGAAACCCGATGCGGC
GGAGGAGCGGAACCAAGCAGATAATGAACTTTCCTGGGACACCTCAGATTGGGAATCAGC
ATGGGACACTGAGAATAATAAAGTGCAGGAAGGTGCTTCTTCCACACAGGACTGTGCAGC
ACCAAGTGGACCCTGGCTCCATGACTGCATCGTTTCCCTCTCTCCCTGCTCTGACCTGCT
GGTGGTGGCCCGGGAACAGAAGGCGGTTTTCCTCTCGGCCAAGTGGCGTACAGATGAGAG
TGGCAGAGAGGAGATGACCCTGGGGCTTTCTTGGAGTGGAACGCTCAGCACTGAGGAGGG
GTCCGATTGTTTATGTTCTTAGTAGTTTAGCTTCTCCATCATGTCAAAGACCAACCCAAG
CTTTAGTTTGGCTCTCAGTTGAAGCGGCTCTTTGACTGATGGACTCTGTTATGTACTGTA
GTCCTGTTCTAATCTCACTGTATTTACAAAATAAGCAAAGCTACGATT
>McF0013L01-MGRbd1
GGNCATTATGGCCGGGGACTGCTAGCAACCAGGAGACAAAAGCAACAAAGTGAAGCCCCC
TCCGGATCAATCAAATGTGTCATATTTAACCGTTTCGGAGCCGAAACCCTGTGATCCCAC
CGCTGGATTCGAACAGTCGTGTGCAAAGTAGTTGAACTGATACAAGTCATAAATGGGACA
GAACAAGCAAAATCTCTATGTCCTGGACAGCAAAAGTATCAGTACGACTCCTGCTTGAGA
GCCGCTTTATTGATGAGTATACCTGAAAAGAAGTTGCTACATCTGACAAAGCAGACCTGA
CTGACGGAAATCCTTGGGTTGCTGCCATGGATGGAGAAGAAGAGGTTCCCCACATGAGTG
AGGATCTAATTATTGAGTCCAATGGCCTCATCGAGAGTAAGAAAAGGGAGGCAAAAGCCA
CCTGCCTGAAAATCGAGGGGCAGGACGGCTACGTCTTCAAGTCCTACAGCATTCACCCTC
ATGACGATGAAGACCCAAAGTCACTTGCTTGCTCCTCAACACTGGATAAAGACATACTCC
CTTGTTTCCATTTTACTTCTCAAATGGACAAACGCTTGGAGATAGACCTGGCATGCAACA
CGGGTCCATCTTCTCCCAACACTGATACCGAAGGAAATGCAGAGACTGAGAAGTACGAGA
ATGGAAATGAATCGAGTGAACTTGCCAGAGAGGACATTGAGGATGCTAACGAAATGGAGG
ACGAACCGCAGGACGATGAACGGCTAGCCTTTGGCAGCTCGATTGGCCCCTTTGCAACAA
AAGATGTTGATGATTATAGTAATTTACTCAGCGGATACACCAGCACTCTTTACGATGTTG



CCA
>McF0013L10-MGRbd1
GNTAAACCCGGGCATTATGGCCGGGCGCTGTGATCACCAGACACTTCAGGCTTTTCCTTG
TACCCGATAAAGGAGCCATCGGTCTTTAAGATGAAGTAACGTGGACGCCACGTCTTAATG
TATTCACCTCTCTTGTGGAGCCATCCTTTTTTAACAACACTAACTTCATTCATGCTGGGG
CAGAAGACAGTCTGGGTATGCAGGGGGCTGCAGACGAGCTGAAGGAAATTGTGGAAACCG
TTCTTGTTGGTCCAATGCCTGACAGTTGCTCAGATGTTGAAAATTGTTGTATATAAACAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0013L20-MGRbd1
CGGCCGNTTAACCCGGNCATTATGGCCGGGGGCTACAATTCTGCAGTTTGGCTCACATGT
GAGCCTGCCCGCCGGTTCGGCTCGGCTAATGGTCATGCTAATGCACCGAAAGTAGCGATA
TAGTGTCAAGATGTCAGCGGAACGTGTAGATGTGTGAGAGGCGAACATTTGTAAAGATGT
CAACTTGATAACCAGATAAAGTTAGATTTACTTGATTGGCTGCCCCCTCGTAACTACACA
CTTGGACCGACTCCAATCTGGGTCCGAACTCTGGCTAATCCAAAATCCAATAACTTTATT
TTGTTAGCTAAACTGTTAGCTAACTAAAAGAAAGTTTTCGGCTATCCATTATGTCTGGAA
GTGAGGATGACAGAGATGATTATGGAGCCCGAGACGACCGCCTAATAATGCAAGATGATG
AGGAAGAGGAGATCTCGGAGAATGAGACTCCGAAGGTGAGGAAAAAAAAAAAAAAAAAAA
AAAAAAAAAACCTT
>McF0013L21-MGRbd1
GCGNTTAAACCCGGGCATTATGGCCGGAGAATTTACACATGGAAAGGAAACAGTCAAGAG
TTTTGCAGTCAAAAGGCATTTTACTTTTAGAAGATGTCAAAAGTGGAAGAACTGAAAAGA
GAAGTAAAAACTAAATAATGTGGATATGGAACTGTTGAGGCTCGTTTCCACTGAGCAGTA
AGGTAGTGTCCGGTCCGGTCCAGTCCAGTCCAGTCCGGATTAGGCAATTCAGAAAAGTCC
AGCTCCTATGTAATTTTCTACGACTACAACCCAGTTTTGGAGACATCATCCCCAAAACGG
ACAGCAGCGTGAAAAGAGCAGCGTTCATTCAGCTGCTCCAAGTGAGTCTGAATCCTGACG
GAAGGATGGAGAACTGGGACTGGAAGACAATGAAGACTTGGTGGGAAGATGCTCTGAATG
GAGCAATGTTGGTTTCCTGGAAGAAAAAAAACAGAAAAAAGAAACAATAAAGACATGCAG
ACCACATCTGACTTCCAAAAATGGGTTCCATCATGCAGTAAATGATGGAATGTTTTTAAG
TGTCCAAGTCAGCCCAGTTTAAACTGGAACGGTCCCGCCTGCTGCAGCTCTAGAGAGTTA
GGATGCTTGGACTCCATCCCCACTGTCAGGTCAGGCTTACATGCATTGCAGATGACTCTC
TAAAGGTGTTGTTCCAGTAGCTTAGGTGATTCCGATGAATAAAAATGAGGAAACTGAGTC
AAATTATAGACTAATTTCACTACTATCAGTTTTTTTAAATCTTGAAAAAACTGTTTGCAA
TTAGATGTGATGCCTTTTTAAGTAAATGTATTAAACGAGGGTCAATATGGATCAGGAGTA
ACTGTT
>McF0013M03-MGRbd1
AACCCGGGCATTATGGCCGGAGGTCACAGTGAATGTTGAACATCAGCTAGTTTCTCCTGT
TGATTGAAACCTTGTTGTACAGATGGAACATTGGCTGTGGATTCTTTTTGCTGCTCTTTT
CTTTGAGTGTAAAGGAGAAGACAAAGTGATTCAACCAGGAGGAGAAGTCATTGCTGCTGA
AGGAGACTCTCTCACAGTCAACTGTACCTTTGAGACCAGTACAGTCCCATATTTGTTCTG
GTACAAACAAGAAGTGAACAGTTACCCAAAGTACATGTTGAAACGTTACTCAAAAACAAA
AGAAAACGCTCCAGAGTTCAAGGAAGACAGATTTGATGCTGAACTCAAAGACAAATCAGT
TCCTCTGAAGATCCAGAAGCTTCATGTGTCTGACTCTGCTGTGTACTACTGTGCTCTGAA
GCCCACAGTGACAGGAAACAGCAAAACTCTGTACAAAAACCTTTAGACAACTCAGTATCC
TTAACAACCACCAAATGTCACTATAATCTAATAAAAAGGTGCATGCCAGCAAAAAAAAAA
AAAAAAAAAAAAAAAAAAACTT
>McF0013M07-MGRbd1
GGGCCCTCTTGGCAGTTGCTGTAATCGTCAACAGCTAAATATTACTGCGCGTGTGTTACT
GATTCTCTTAAAATAACAAAGCTTAGCTATTTTACACGTTCTCGAAACTACGAATTTAAT
CGACTGAAGCTTCCCTTGTGCCACAGAAAGACAATGTTTACCTCCCAAACATCGTCGTTC
CAAGATTCAATTGACGTGGAGGACAGAGATGACTTTGATTCTGAAGAAATCTCTGGCTAC
AGCCAGAAGGCTCAGCTTTACTGCTATTACGCCATCTACCTTTATCAAGGCTCAAGCCTG
ACTCTGATTGACAGCAGCCTGCCGTCAGAGGCAGAACCAGAGTTGCGGACCTACATTTCA
AGGAGGCTGAGCAAAGGAGCTCTTCTTGGAGGAATGGGCAACATTGCTACAGTGGAGCTT
AGTATTCCAGAGCAGGCAGTCGGCTGCTACTGCTGTCTCCTTGAGCAGGAAAAATCTCCA
GAACAGCCAGATGCTGATGGAAACGGATATGTCATCTGCTTCTTGGGGGGGTCAGAGAAA
GGACTGAACTTATTTCGATTGGAGCTCGACAAATATGTGCAAGGACTGCATAGCAGCCTT
CAGACCCCAGAGCTGCAGAACCTGGAGACAGAAGTGCGTCCCTATCTGAGCCGGTGGTAC
GAGGAGTCGGTGATGCACATTTATCGATTGGTGCAACTGGTCCAGAACAACATTACCTTT
CTGTTGCATGCTGCTCTGAGTCACACGCATGTAGAAGTCATCAATTCAGACGAGAAGACA
AAAGCCGATGTGTTTAGTTTCATTAAAGCAGCCAGTTTGCAGGGCCTGT
>McF0013M10-MGRbd1
TTCTGAGAATGAAAACAAGATCCTGGATCTGAACAGTGAATCCCGAACCGCTGATCAGTC
CTGACATTCACTTTTCTATTTTCTTCCTCTCTTGTCTTTTTTTGTGGTCCTCTGTGGGAT
GCGTTGACAAAATTCTTCTTTCCAATTTCTTGATTTGAATGATAAAATAGTATTGACAGA



CCCCTGACTGGGGGGGGGCTGGAAAGAAAACCACCTCTTCCCTGCAAAGTTAATAAAAGA
GTCAATCTTTTCAAAGGCTGAACTACAGAATTCGTGAAGTAGAAAAGATCGTTGGGTTTC
TGTTTCACAAGTTCTATACTCTGCCTTGTTAAGCAAATGTGAGGAAAGTTTTTGGATAGT
TTAAAAAGTCACCTTTCAATTTGTATTTTTCTGGTTTTGATTGGTCAGGTTCTTTTTCCC
TTTAAATGTCTGTTTTTGGAAGTTTTTAATGATGTCCCACAGCAGTCCTGGTCTGCAAGA
ACCGTAATGTTGTCACAATCTTCCAACTGCCCCTTTGAGCAAACATTTTGCCCCCGCCAC
ATACTCAAAAACTCCCCGACATTTCCACAACCCTTGTAAACTTCACAAATGACTTTTGTG
AGTAAATGACGTCTTCCTTTTCCTCATCTGAGCTGGCACCTGGCTCCAAACTGTACATTT
CATCATTCGTCATTTTTGTTGCACTGGTAATGTTGGGTAGGGGGTGTGAGGGGCTGTAAA
CTAGCGGT
>McF0013M13-MGRbd1
TTATTGCCGGGGAGACTCACCATGGACGTCTGACCCGAAGGCGAAGTTTGACTCCTTCCC
TCATTATTTGTCACCAAACATTTTTGCACACCTCTCCAGGAAAACTTTCGGTGGTTTTAT
GTCCAAAAAACAAGCATGCAACCCCCGCCGAGAAAGGTCCGGGTCACGCAGGAGCTCAAA
CAAATCCATGGCGAGCAGATGAGCCAGTTACAAATCAACCATCAGACACAATGTGACCTG
CTGGAGGATCTGAGGACGTTCAGCCTAAAGAGGGTGGCCGTGGAGAAAGACTACGCCCAG
CTTCATGATGGCTCCTTTCACCTGCATGGAGAGCTCCTTTGACCGCATGTTGTCTGTTCA
CAGCAAAATCTTCCAAATGCAAGCACGAGTCCTCTAATCAACTCCAGGCCTTTTATCTGC
TTCACTCATAATTACATAACAAGGGAATTGCCCACACTTGCCCATGCAATAGTATGGAAG
TCAATTGTCCAATTACTTAGGAGCCCATGAAATGAAGGGATTGTGTTTAAAAAATGCTTT
AGTTTTTCACATTTTTATGCAATATTTTTGTTCAACCCATGGAATAAAAGCTGAAAGTCT
GCACTTCAATGGCATCTGAGTTGTTTTATGTAAAATTCACTGTGATAATGTACAGAAACT
ACATTAGAAATTAGAAAGTTATGGTCCTGACTATGAGTTTGCTTCCTTCCACTCCCTTTC
TTTGATTTAATGTCTACTCATCTAAAAGTTGATACTTATTTGTATGAATGTATAACTGAT
GATTGNATATGTTTTT
>McF0013M14-MGRbd1
GAGAATGAATGAGAATAACATAAACAACTTAATTTTCTATTTTTAAAATGCCATAATTTT
TTGTTTACATGTGTTGCTGCAAATAAGCAAAAAAAAAAGAAGCTTAATGTAGAGACTGGA
AAGAGCCTTAAACCGCACTCATCCTCATCCTGCCGTTCTGTGCCGCCTCAACAGCACATG
TATGTCAAATAAAAATCGCACACTTTACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAC
AT
>McF0013M20-MGRbd1
CGGTGCGGCCGTNAAACCCGGGCATTATGGCCGGGCAATGTCCAGGTCGAGTCCGTGGTC
AGTGAGGTGGTCCAACGACTGTTGCAAGAGATCTCGTCCAGCGAGGTCAAGATAGAGCAA
GAGCGAGTCGCCGAAGAGAAACGCAGACTTGAAGAGGCGAGATGGAGGCAGGAGCACGAG
GCTTTCCTAGCTCAGTTCAGCTCTTCTCTCTGCACTGAGATCATCCATGAAGTATTGGAC
GAGACCATACAGGAGACAGTGTCCTCTGAGATCCAGGAAGCTGTGAATGAGAAAGCAGAG
CGTTTGGCCAAATGTACAGAGCAGATCTGCAACAGTTTGGTTGAGGAGACTTTGAATACA
GACATTGCTATGTTGGTCGATGACCTTCTGGAAGCCGAGTTGCAGCGAATCTACAAGTAC
ATTAAAAGATGGCGTGATGTGGTAGCAGTTCGTCGTCAGCTAAAGAGACAGATGAGAGGG
TTTCCTGCAGCTCCCTGCTGCGTTGACCCTTGTTTTAAGTTGAAGGCCCTGGCTCCCAGC
GCCCCCACACAGCCCTCTCTGGCAGATTTGGCTCGTGGGATGGTCAACCTGGGAAATGCC
GGCTCCTTAACGCTGTCCAGCACAAGGTTGTTAGAAATGAGACAAGAAGTCACGCACCAG
ATGAGAGTCCATTACTACTTTCAGCAGCTGCTTGAGAAACACGTATGGGCGCCACTCGAC
CTGGTATCACTGGTGACTGAAAATATTCCCATCGCACACGACCGGATCTTCTGGGAAGCT
CTTCTCCTCTTACCCAGT
>McF0013M22-MGRbd1
GCAGGAAGAAGCCACCCGGCGGTTGCTAAGTCTCAAACAAGGCAACCGCCCGGTAAGCGA
ACAGCTCATATACTTTCNAATTCTTGCTGTCGAGGCCGGATGGCCGGATCTCGCGCTCAA
GGGAATTGGTTACCAGTCTTTGAATGAATGCATTAAAGATCATCTTTGTACCCAGCCAGA
AGCGGACACTTTTGAAAATCTCGTCACGGCCGCCCTAAGGTCGGACCTCCGCCTCCAGGA
ACGCCAAACTGAGCGGAAAAGACATTAACCTTCCGGATCCTCACCTGGTCGCTGTCCTCC
CACGTTGCAGTCACGCCAACCCTGAAACCTCCAGCCAGCCGCCTTGCCTCGCCTTGCTTC
AAGTTTCGCCCACGCAATCTCAAGTAACCTCCAGCCTGCGCCTCGTCTCGTCCGGATTCA
AGCCTCGCTCTCGCCGCGGTTCACCCTCGAGGAGATTCCCGCTCAAGATTTCCACCAGCC
TGCTCTCGCTCTCTCTGCCTGTGGAAGGAAGCCCTGTCAAGCTCACGTTCAGATTAAACC
ACTTTATACTTACCGTTGTGTCAAGTCTCTTTCCGGGTTCCAGCATCTGGGTCATTCCTG
AACTCTCGTTCGAATCATGACAGCTGCAGCAGCAGAGATGACTGAAACTGAGATTACATT
TCTGCTCACTGAAGATCCATACTACACACCAGGAAGAAAGAGGAGGAAGAGGAGGAGTAA
G
>McF0013N13-MGRbd1
GCCCTTAAACCCGGGCCTTATGGCCGGGGGGACACACACTTGTTGAGAAGCAGAGACTCA
CAGATGGAAGGTCTGAGCATTCAGAATGTTAACCTGGAGCATTTCGAAAACCTTGAAAGG
CACAAGACACAGGGCTTCCTCAGTTCAAAGGCTCTGGTGGTGCGAAGAGGAGAACCGTTC



AGAATCACCGTGTATTTGAGGGGCCGACCTTTCAACCCCAGGACTGATTCCTTGAAAATC
AAAATTATGCTAGGTTGGCTGAGTTTGACGCTGCCGGTCACGTCCTCCCAAAACTCACCA
TTGTCTGATTGGAATGCATATTTCGATCCAAAGAGCTACAACTTCCTGAACCCCTCCATC
TATATCCGTCCCTCGGCCTCTGCCCCAGTGGGCTACTATGAGTTTCAGTTGTTTCTTGTC
CCACAAATTGGCCTGGGAAGTTCTACTTTCAGCGGCTTTGTCCTGCTCTGCAACCCCTGG
TGTTCACAGGATTCAGTGTTCCTTCCGTTTGAAGATCAAAGAGAGGAGTATGTCCTGAGA
GACTATGGGTTGGTGTTTATGGGGACACCTATGAACACCGTGTCAAGACCATGGTCCTAT
GATCTGTATGAGTCTGGTGTTTTGGAGGCATGCATGAATCTGCTTGAAGTCAGCCCCCAG
CACCAAAGGAACCCAAATATGGACTACCTGGACCGAAGCGACCCTGTCTACATAGGCCGG
GTTGTGTCTGCCATGGTTAACAGCGAGGATGATCGAGGAGTGGTAAAAGGAAACTGGTCA
GACAACTTT
>McF0013N22-MGRbd1
TTATGGCCGCGGGAAAAAGCAACATCACGACATGGTGACAGAAGGGGGATTCTGTTGGAC
TGACTGAAAAAAAAAAAGGGTTAAAGGAAAAAAAAAAGAGAGCGGGGGAGCACGGCAACT
TGAAGGCATGTCGGAGAAAAAAATGGCAGCCCCGCAAGCTACCCCGTGTGCTACGTTTAC
CATACAACCTCCTGAGTCGTTTGACTTCACAAAACCACAAGAATGGGAGCGATGGATAAG
ACGTTTTGAGCGCTTTCGGCTCGCAAGCAACCTAAGCGCGACGTCGGAAGAAAACCAGAC
TCCACGCAGGGTCCCACTACCTCTCATGGGCAAAGTGAAGGAGGAGATAGACCGCATGTA
AAAAATGGGCGTCATCACCAAAGTTGAAGATCCCACTGAATGGTGTGCAGGGATGGTAGT
GGTCCCTAAGAAATCAGGTGCAAGCAACACCTCTACAAAACGGCTACAGTCCAGCTGAGC
TGTTAATGGGGCGTCGACTTCGCACTACTGTTCCTGCTCTTCCGTCCCTGTTGGATCCAG
CTCTGCCTGACTACCACGCGTTGGGAGCCAAGGAAAGGGAGAAGAGGTGGAGAGATGCAA
GAACCTTTGACAAGCGACACANAGCAAGAAACCTTGAACCACTGGTTCCTGGGCAAGAGG
TCTGGATC
>McF0013O02-MGRbd1
GGCGNTAAACCCGGGCCTTATGGCCGGGAATGGACCAGAAAACAACAAAAAACCATGCAG
CCTCTGCACAGGGCCTATCTTCCCAAACGCTGGGCCAACCCCACACACAGTGCCCTCCTT
CAGCCAGTAGAACAGCCGTCTCTCAAAATCTTCTTCCTCCCCAAAGAAAGGAAAAGCCCT
TCTGCTGTATGAACTGTATACAACAAGGTTTAGAAGATTGCAGTCACTGTTTTGTTTGTG
GAGAGCCAGGCCACAGGGCTATTGGTTGCCTAAAAAGAACAAAGAAGCCTTTAAACTAGG
AGCGGTCTCCGTGGAGGGACAACAAGAGGCCGTTTCACAACACAAGTCCCACAGTACCAC
CCCAAGAAGTAACCGCACTCACTCAAGCAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAC
CAT
>McF0013O06-MGRbd1
ACCGGGCATTATGGCCGGGGTTGAAAGAATATATCAAGCTTTTTTTTATAAAACGGTGTG
CTTGTTGCAGAAAGCCGCACATCCGTGGAAAAATGTTGCATAACCAGTACAGGTACAGGT
GCGTGTGACTTATCTGACAGAACCGAGAGAGAGTGAAGAATGTGTGCCGGAAGTTTTCCT
GAAATTCCTACCATCCCAGGAGATTGACTCTTGAAGACACTTTAAATCCAAATAAACTTA
TTTTAGACTGTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0013O10-MGRbd1
TAACCCGGNCATTATGGCCGGGGGCAACCGGAAAAGATTTCCACGTGTGACCGTGTTTGC
GGGCTCTCACACCTGTCTGGAGACGGGAGCTGCCATTGGTGCGGAGCAGCGGTTGAATGA
TGTCACCTGCAGACGAGCAGCTGTCTCTGAACCTCTGCACAGATGTTTCTTCACCGCGTC
CACCTTCCAGCAGGAGGAAACATCTGACCACTCAGCAGAGATGGGCATCAAAAAAGAGAG
GAGACAAGAAGAGCTTCACATCCTCAGAGGATCAGACCAGGTTCTCCTTCAAACAGAGGA
AACAGAAGCTGCCTTCCACAGAGGAGGGAGCAGCTGCACCTTCTGCAGACTTCCAGAAGA
AACCGAAAGCAGAGAAGAAGAGGAAGTTCAGCTCCGTCGAACACAAGAGTCAAGACTTTG
CTCCTGCAGAGGAAGAGAAGGAAGGAGCTGTTTCATCTGAAGACCTTCAGGCTCCGCCCC
GAAAAGTGAGAGAAAAGTCGCCACAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0013O15-MGRbd1
AGTCTTGAGCGCGCGTTTAACCCGGGCCTTATGGCCGGGGGGAGTATGGTTGCAAAGCTG
AAACTTAAAGGAAAAGCGGAGAAGGGCAGACATCATTTCTTTCTCAGCGTCTCAGGACCG
GCCACACAAAGACACGTAGAAAAAAATTGTTTCTAAATAGGACCGTAGCTATTTAAATTA
TTTAACTAAATCAGAAATGGCCGATACAATTGTGGACTCTACCGCTACTACGGAGGTCTC
AGCAAAGGACTTGAAGGAGAAGAAAGAAGTGGAGGCGGAGGAGAAGAAGACCGAAAGCGA
GGACGCACCTGCCAATGGCACAAATGGAGCCGATCACACAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAACAT
>McF0013O17-MGRbd1
ATTATGGCCGGGGAGAAAAAAAAGAGACACGCAGTTGTCCTCGCGGATTGGTATGCTCTT
GCAGTGCTATAGGAATGCCCAAGGAAAAATATGACCCGCCGGATCCGAGGCGGATGTACA
CAATTATGTCCAGCGAGGAGGCAGCAAATGGGAAGAAGTCATACTGGGCTGAGCTGGAAA
TCAGTGGCCGAGTAAGGAGTCTCAGCTCAGCCCTGTGGTCCCTCACCCACCTCACTGCCC
TACACCTCAGTGACAACTCTCTGTCACGGATCCCGCCAGACATTGCCAAATTACACAACC
TGGTGTACCTGGATCTCTCATCCAATAAGATCAGGAGCCTGCCAGCAGAGCTCGGCAACA



TGGTGTCTCTCAGGGAATTGCTTTTAAATAACAACCAGTTGCGGGTTCTGCCATTTGAGT
TGGGGAAACTTTTTCAGTTACAAACTCTTGGGTTGAAAGGAAACCCACTTGCACAAGAAA
TAATGAGCCTCTACCAGGAACCCGATGGCACACGAAGACTGCTCAGCTACTTGTTAGACA
ATCTGGCAGGTGCTATTAAACGCATACCAACAGAGCAGCCTCCAGCCCGGTCATGGATCT
CACTCCAGGAACCTGAACGAACGCGCTCCTCAGCTTTGTTCTCTGTGATGTGCTACAATG
TGCTGTGCGATAAGTACGCCACCCGACAGCTGTACGGCTACTGCCCCTCCTGGGCTCTAA
ACTGGGAGTACAGGAAGAAATCCATCATACAGGAAATTATGGGCTGCAACTCAGACATCA
TCAGCTTGCAGGAAGTTGAG
>McF0013P03-MGRbd1
TGGGTCCTGGCGNTAAACCCGGGCATTATGGCCGGGGTTTTTCTTTTGCTAAGCACGCGG
CGTGGATGGTGTTGCTGCGCTGGTGTCCTCAGCATTTATGTGTAGATTATAGTTTATTCC
TTCGTTCATTTTGTAAACAAGGTCTAAGATGATGCCTTGGAACAGATACCAATCAAGAGT
CAAGCAAGTGAGTACAGATTGTACGAGCGAAATCCTGCCACAGACACGTTCTGCTTCCCT
GCAGCGCTGTGTGACAGACACGTGGTGGTTAGGCTGACTAGAAAACTTTCAGCACATTTT
TTACAACGAAACGTTAAAAAGAGATTTTTCATAAACTTTTTTCAGGCTAGTAACTGCTTT
TGTTTTGTGTTTGAAATTTAAGAGTTTATAAGTTACTATTGAAACCTCCAGCTGTACTTA
GTGTGAATATGTAGTCATGTAAACCGTTTTCAACATTAGGTAAAATTAGTTTTTAAAATG
TAAGCCTGACAAAATAATAGTTTGTCAATTGTATTTTGCGTTTTGATATTAATTTCCAGA
AATCGGTTTAAATCGCACACATTATTATATTATTTCATTGTTTGTTTCCCCTCTTTTCTA
CATTAATTGAGAATCCACAGCCTTAATTTACAGATCATTCAAATCTGCTGCAGATTCTAC
AAACCACTGCTTTGGCAGAAAGGAAAGATTTCCTAAAAATGTTTTCACAAGCAAGGCACA
TGGACACGCCGAAGCCAAAGCTTGAGTTTAACTTTTACATAATTTAAATTAACTTGTAGT
AAAGATGAGGTCAAACTTGGACAACTCAGTTACAGCCGCTACGTTTACAAATCCAGGGCA
CTAGAAAGTCCCGCT
>McF0013P12-MGRbd1
GCCGNTAAACCCGGNCATTATGGCCGGGGGAGAGCGGTTTGGAGCAGAAGGGTTGTCTGT
TTCCAGCTCTCCTCGTGAGAAATCGTACTTGACTCTCGGGGGCTGCAGAAGGACAAGCCT
TTTATGATGATCACAGGCTTTGAGACAGGAGGCCCTTTGGAAATGTCAGCCAAACGCCAT
GCCGCCATAAAAATAACTCCCAAAAAGGTAAACATCAATTGCATTCACTGTCAAAGTTAG
ACAAGTTGATATTGTAATTACAGCTTTTCTCAGCTGCATGTTTTTGACTGTGACAGGACA
TGTGTTTACCTGGATAAAGCCCAATCAAGCAAAGCCATTAGGATCCTGTAACCCTTGTGC
TATCCTTGGCACTTTAACGTTGGGAGTTGGGTCATCTAGACCCACTAGACAGTGCACTGA
ACCTTTTTTCTTCAATGATTTGTGATCTTCACTGGTGTCCATGGATTACATGAAATCTTT
CCACCTTTTTCCCCTCTGTTATGGTAGGGAGAACACGCTAATGCAAGGGTGGGGTCATCT
AAGTTAGCACAAGGGTTTTAAAGAGAAGTGTGGCCCTGGTCAAACCAAGAGCTCAGTCTT
TTCCAAGGGTTCATTCCCAAAGTTTTTTCAATAGACATTAAAGCCTTTGAGTGTAGATAC
ATTCTCTCTCTTTATTATTTCCAAAATTAACCAAAAAACTAAAAAGTAACTGAANAAAAA
AAAAAAAAA
>McF0013P22-MGRbd1
GAAAAAGGCACAAACGGAATAGTGATCAACATGTCCAAACTGATCAAGGGACAAACTCAC
CTGCTGCAAAATGGAGACGTCATCTACTTTGTGTACAGGAAGAGTGAACCACATTTTTTT
ATTGCTTATGTTTACCACACTATCAAGATAAAACAACCCCCCTCACTACACAGCTATGTC
ATGCAGAGTTCAGCCCAGAGTTACTCAGCTGTTCCAGAGTCGGAGATGATTCTCTCTGTG
GAGCCACTCATCCTCACAAAGACTCCCAGAGACTTGTCCCAAGATGAGCCAAAGCCTTCA
ACTTCTGCTTCCCATTTCTGCATTGAGAATCCCTCTTCTTCTGGCACCACAGTGATCACA
ACTTCTTCATCCTCTGGCCCACCTAAACATGCAGCTCCTGCACAAAAACATGATACAGAC
CATCTGGAACCTAAACTTAAGATGA
>McF0014A02-MGRbd1
CCCGGGGNACCTCTANAGTCTTCCTTTAAAATAAAATTCTTCCTTCATCAAATTGTCCAC
AGATCTGCTGCAACAGTTTTACAAATTCAGATTTACAGCTTATTCATTTACA
>McF0014A03-MGRbd1
CTTGGATCTAGCAGGTTCTTATTGTGGCACATCCATGCACTCAAAACTTCCTAATACGCC
GTTTGCCTTTAAAACCTTTTGAGAGAGAACCTCAGATGAAGTGTGCTGTTTGATATTTAC
AAACTGCAGTCCAGTCATGACTCTCATGAGGACGAGCGTACAGAGGAACTTCAGTCCGTT
TCTGCAGAAATTCTTTGATTATGGCAGCAGCTGAGGCGGATGTAGGACGACCTCAGAGTG
TAAGATCCTGGATGTGACGGTTCTGGCCTGGTGTGTGTATCATTCCCCACCACGTGACTC
AACATGCATCTTGATGCATAAAAGATTCAACTAGCTGCTGATATGGTACAATCTAATTCT
TTTACCTGAAAGGATATGATCTATAGATAATATTTATTTGGCATTCAAAACTATCAATAA
ATAAAAATACATTTGAACAGAAACTTTTTTTTCTGGCA
>McF0014A05-MGRbd1
ACTTTGATGTTGAGAGCGGCATTAAAATTGGTGTATTAGGGAACAGTGCAAGGGGCAAAT
CCATCATCTTTGAGATCTCCAACAAGAACGAGCCCCAGGTTTCGTTGATTGGCCGTGCCA
AACTTCAGGCCATGGCTGATGGCATGCTGCAGGTGCAGCTAGTGGTTCCCTCACTTAAGA
CTGATGCCACTCTCAGTGCCACTATGAACAAAGCTGAAGGACTCACCCTGCAGTTGAAGA



GTGACATCAAACTCCCAGAAATGGCTTCTGTTCAGACAGTCACCTTTAAATATGGGGAAG
AACAGGCTGAGGTTCAGCTGATGTCCAACATGAATGCTGACACTGAGGTTCCAGTGCAAT
ACTCCAAAGCTCTTCAGGCCTGGACCAAGACATTTGCTGAGGAAATCATGAACCATCAGG
TGGTTAACACGGACATGAAACTACGGCAAATCCTGAACAAGGGACTTGAGGCTGGCAACA
TCTGGCTTGACAAGATCTCAACTGATGTTCCTTACATTAAGAATCTGAGGAACAGTATTT
CCACAGTGGAAATGCCATCAATGCCTGAAAACCTTTTCGTGAACCTTGAAAGCACACTGA
AATACAAGTTCAACCAGAACCGCTTCACCATGACCATCCCGCTGCCCCTCGGAGGCAAAT
CGTCAAAGGAGCTGAGGATACCTCAA
>McF0014A06-MGRbd1
CTCTAGATCGATCGAGGTGTGGATTATTGATGATCCGGTTTTCCATTCATTGAAGTTAGT
TTAGCGGGTTTCTTCTGGGCAGCGCAGATGTTCTCAGCGCGGATCTGAAAGCC
>McF0014A11-MGRbd1
GGGGTGAAAATTGTTTAAAGTAATGTTGTCATGTTTTCTAGCTGGAGCGTGCTGAAAGGC
TAGGGTGATTACTTGTTCAGTTGTCATGACTACTCTTTCCCAGTAATAACAAGAGTGTAC
CACAATCCATCAAGCAATTAAAATGCAAATTGTTTGACAAGCCAGTCTTTTTTTCTAGCC
ACTTCACCAGGCTGAGCGAGAGCCTGACAGAACATTCCTAATTTGATATGAAAGAAAAGA
ACACGGACATACTGATGGATGTTCCAAAAACATGTTGATTTGAGCTTTTTAGATGCGTCA
AAGAAGAATGGAAAGAGTCATTTTTCAACCATTTCAGTTTGGCCTGAATGCATGTCAGTG
TAAACAATTCATGAAATATCAATTAATTAGTAAAACAAACAGAGGCTGCATTGTAAATTC
TACAGTCTAAATAGGATTTGGAGTGGAATGGGTTTATCAAGAACAGCTACTTATTAATAA
ATTCGTCTAGATGGCCTGAAAGCAGATTCTTAGGATGTCATCTAATAAATCTGTTGTTTT
TTTGGATTTGCTTTAGTGGCTGTTAATGGCTCAGATATGACAGGAAATTACTAATCACCT
GGTTGAATCATTTTTACCAACAGTTCTGCTGTTTATAATGGTAAAAACACAAAAGCAGGA
ACTAAATCTACTTTAAACAAAGTTATGCAAAATAAACTATTAAAAGCATTAAAGAAGAAT
GTTTTTTACATCCTCTCATTGAAAAGATCACGTTAGAGGGGATAAGAT
>McF0014A20-MGRbd1
CGGTTTGGGAGACACTGTTGGATGTTTGTCTGGATCCCAGCGACTTGAAGGAAACCTGTG
ACGGCTTTCTTGGGACGGGTCCATACATCACTTTAGATTCCGGCCGGTGGTGACGTTTTC
AGGCTTGCTGGACGTCTAAAAGTGCGGGAAAAAAAAAGAAAACCGTCGTCTGAAGAAGAG
CTGGACTTTTCCCGTATGTAGGTGTCACCGCTGATGCTTCAGAAGGAAAACATTCCCATA
TCTTTATGGAGAGCAGACAGGAGCGTTTCTGCCGTTCTAACCAGGAATGGGATCCAACCT
GGGAGTGACGTTAGTGATGTTGCTCCGAGCTCAGCGCTCGCCGTTTTGAGCGTACAACTT
TGAAACGTTTGCGTGCTCGAAATGTTAGGTTGCCCCTGAAACAGGAAAATGCTCTGGAGA
CTCAAAAAACACCTGCAATCCAAACCATTTTCACCCGAAATGGTCAGAAATTCTTCCAAT
GGCGCACAAGCCGGATTGGAAGAATTTCTGACCAATCAGCATCCAGCGTCATGCCTGTGA
TTGGCTGTTTTTTATGGACTGTTTGTAACACGACACCTTGCTCTGTTTCAAACGTAGAAG
AGAGAAAATTTCTATTTTTATTTGCACATATTTTTTTGTGCGAAAATCGTTTTTT
>McF0014A22-MGRbd1
GGNTCCTCTANAGTCTCCCGTTCGGTTAAAAGTGTGCGTGTGTGCGCGCGCAGACAGACG
GCCTGAAGCGCGCTCTTAGTAAGAGGCGGGGCGTTGCGCACCCCCAACAACAGGTTAGAT
GACAGAGGCCATTGGGCGTCTCTACCTGGTGCCTTCACGGAGCTTCAGTACATAAGAATC
CAACAGCCGCTCAGCCTAACGTCGTCCGCTAATATATATTCATGAGATATTCATGGCAGC
ACTGATCCCGCGGGGTTTTTTTCTGCCGCCCGCAGCACAATTCAAACCGCCCAATCCCGC
GAGATTTGGGTTGGGTCCCACGGGACCCAATCCCAATGCAGCCCTCTAGTTCAGATACAC
AGTAAAACTAGCAGGGTGAAGTAAATAGACTTTATTTCAACCCAAAAGACTTATGTATTA
ACAAAGACGAAAACGAAGTATTTTTTGGGGTTAATATTAGTTAGTTTCAGTTAGTTTTAT
ACACACAACAAACAGTTTTAGGTAGTTTTCGTTTTTTTTAAAACTCTCGTTTTTATTTTT
ATTT
>McF0014B03-MGRbd1
GGGCCGGGCCGTTAAACCCGGGCATTATGGCCGGGCATTCCTTCGTACACACAATCCTGA
AAGACTCTGTGGAGAGGGAACGTTTCTTCAGAGAACAGTTTCCAGTAGAATATGGCCCAA
ACTTTGACAAAGAGCTGGAGAAACTGCTTTGGGAGTTTCTGATTCGACTGGACCTGCTGC
TTCCGGTTCCCAACCTCACTCAGACGGTGTCATGGCTCAGTAATGCCCCCCCTGTCTTGG
AGGAATGTGCTCAAGCAGCAACGCAGCCCCAACTCCTTAAAATCTTGCTTGAGCATCAAT
CCTGCCTCGGTCATCTGGAGTCAGCAGCCTCCCTGCCTCCAAACATGGGAGACTCCATCC
TGACCTCTCTCTCTCTGCCCCCGTCCGGAAGAACTGCATCAAATCCATCAACAGAATCGA
GCAAATTTCCCTCCAACCCGTCAAGACAGCAGCCGGCGGACACGACTCCATTCATCACAC
CTGTTATTGGGCTCATTTCAAACGAGGAGGTACCAGCCATGATCTCAGCCAGAAAAAAGT
CCATGCAGGCCGACGAGGGGTCCAGGTCGAAAGATGCAGCAAACAAACAACGGGGTCCAA
AAGAAAGCCCTAAATTCACCTTGCTTAAAGAAAAACTAAAACCCAACGATGACCAAGGAC
AAGAAGAGGACGGGAGGAGCCCGCTGAATAAAAACACCAAACGAAAACGCAAGCAAGCGG
ATAAAACGGAAAGTGACTCGGATGACGATGAGGTTTTTAATGTTTCCAGATCTGCGAAAA
AGAGGGAAAGCACGTACATGCACAGGGAAAGAGACCAGGGAGCAGATGAGGACAAGGAAA
AGGGAGAAGGA



>McF0014B16-MGRbd1
CTTTAACCCGGGCCTTATGGCCGGGAGCAGTGGTATCAACGCAGATTGCCCATTATGGCC
GGGGTCAGTTCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCAGG
GTTCGATTCCCTGACGGGGAGAGCCCTTTTCTAGTTCAGCCTTCAACTGGCTCCTAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0014B18-MGRbd1
GGGGGGCTGCACGGTGGCGCAGTGGTTAGCGCTCTTGCCTCACAGCAAGAAGGCCCCCAG
TTCAAGGCCCAGCTGGGGCCAACATCATCAACACAACATCAATGGGGGACCTTTCTGTGT
GGAGTTTGCATGTTCTCCCCGTGCATGCGTGGGTTTTCTCTGGGATCTCCGGCTTCCTCC
CACCATCCAAAAACATGCTTCATAGGTTGATTGGCAACTCTAAATTGTCCATAGCTGTGA
GTGTGAGAGCGAATGGATGTGTGATTGAGGATATTCTACCCTGCGACAGACTGGCAACCA
GTCCAGGGCATCCCTTGCCTACGCCCAAGTGGCCGGGATAGGCTATGGCAACCCCGTGAC
TCCGAAAGGGAATTAACGGTAAAGAAGAAGAAGATGAATGAATGTTTAGGCAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAACTT
>McF0014C09-MGRbd1
CCGTGGAACCTCGNCATTATGGCCGGGGGAGGGGTTTGGTCTGGGTGAAACAGAAGAAGC
AGCAGCTGCAGTCTGGGTGTGGGCCTGTTTTTCATGTGCTGCATTCCTTCANTCAAAGTT
CTGGTTCTGGTTTACTTTTTCCTCCAGAGGAGTTTTTAAATCAATTTTTCCTAAACACTT
GAAGTTGGAGTAAAAAAAAAGTCAAAAACGTCTCAAACAAGTTTAGTCTTTAAGAGTTTA
GCAACGGCCACAACAACTAAAGTTATTAGCTGGCAACAAGATGCACAACAAAAACAATGA
TGAAGACAACAAAACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0014C11-MGRbd1
CTTACAAAGCCTTTATTCACAAAATTCTCAAACGACTGTGTGTCCACCTTCCAGGTGGAC
CTGTGTGCAAAGCCTCTTTCCACACAGGCCCTGTTCAAGATACTGGGGGCCCTGCAGGAT
GATGAAGCCAAGTTGACAGCTGAAATCAAAGATTCACTGAAAGAGATAGAGGACATTGTG
GCCTGCAGGGAGCAGGAGCAGAGTCAGGTGAAGCTGAGGAAGAGGATTAAAGAAGCTGTC
CCGACATGCAAAGACGAGGAGCAGAGGGTAGAGGATGAAAACTCGCTGGAAAGCTGGAAG
GTTTTGATCAGCAAGAACCTGGACGCAGAGGAGGCCAAGAGGCTGTATCACAGCCTCCTG
GAGGAGTTCAAAGACAAAATGGTGGCACAAGCCAACCTCCTCCAGGAGCGTTATGAGAAG
GACACACGGGAGTTGCATGCAAAACAGAACCAGTACCGGCGAAACCACCTCACAATGACT
GAAAAGCAGCTGGAAGAATACCAATGCTTCTGCTCAGAAAAAACAACACAGATAAAAGCC
ACTCAGATTCGCCTCAACAGGCACAAGGAGTTGGCCCATGAACGATACAAGGCTCTGGAA
CAGAAACTGCAACAAAACCCAGTTCTCCGTCCTCACCTGAAAAAGTGATGTCTGTTTGCA
GGAGTCACATGACACTGATACTTCATCCAAATTTCCAAAAACTTCAAAT
>McF0014C12-MGRbd1
AGAGCGCCCGTTTAACCCGGGCCTTATGGCCGGGGGGTTGAACCAGACCATAATGTGACC
GAAGCAACGCCGTCTACGTCTGCTGAGGGCGCAACGGGACGAGACAACGAGAGCGGCGAC
CCCGCGGACAAAATAAACGTCTGCTCAGACAACTTTGATCCGCTTCTGGCCCTGTACTCT
TCGACTGCGCCGCCGCTTCCTTTCCCAAACATCAAGTGCTTCAACAATGTGGCCGAGTAC
GAGAGCTTTCTGAAAGGCGGTCGGGGTCGAGCAAAACCGGAGAATGTCGAGAAAAGGCGA
CGAAAAGCGCTGAAAGGAGTCGCGGATCCGGAGCGCATTGACAGACTGAGGAAGCTGATG
GTTTCCTCCTCGCAGGAAGGAGAGGGTAGCACCGCGAAACCGAGGAGGAAGCAGAAGATT
CTGAAAAATGTCCTGACCAGGATGCCCCTGTGCAAGGGGAGTCCTTTGGGTGAACTGCAT
CGCTGCATCCAGGAGCGGATAAGAATCAAAGTTCACATCAGGACCTTCAAAGGAATGAGG
GGCGTGTGCTCTGGCTTTCTTGTGGCCTTTGACAAGTTCTGGAACATGGCTATGGTGGAT
GTGGATGAGACGTACAGGGAGCCGCTGTTCGGGGAGGCGTTGTACCACGAGAAGGCGCTC
ACCATTTCACGGCTCTTTGAGAAGCTGAATCTTCANGAAAGCCCAGGTGGGACTGACGTC
CAG
>McF0014C14-MGRbd1
GNNNAACCCGGGCATTATGGCCGGGGCCATTTTGATGAGAAGACGCATGCACGGAGCTGA
TCCTCGTCAGTATGATCGCTTCTCATGTTTATTCTTAAGCCAGCCTGAAGAAGACTAAGC
TTGTTCGAAACGGGGCAACCTTGGCTTGTATTATTTTTTTATTATTAAACCGAAGTTGAT
CGGTAAATCACGTTTCCTAGTTTATTATTAGCATAGCCTCCTAGTATTAGCATAGCTTCT
TAGCCACGTGTGACGGAGGTACCTTCTGCAACGGGCCTAAGTACACCAGGACCACAGTAA
GCCATGCCACCGCGCCCACACGACGACGGATGGATACTGGTGCAGTCCAGAGGAGGCAGA
CGGAGGGAACGGGCCTATGAACGCGACAGGCCACAGAACAGACGTGCAGCTGCGGATTTT
TCCAGCTACCCACGCCGAGACGGACGCCGATCCTATGCGGACGTCACCAGAGAGGGAGCC
CATTTTCTGGAGCCGACCTTCTACGGCAGACAGCAGGTGAGACATCGCCCTGCACCGCAG
CCGTTCTATAGCGGGCCGCGCTACCCATTTCAAGATGGCGCTCAACGTGCGCCAAGACCT
AGGCCACGCGGTCCCTCCAACCAAAATGGCCGCTACGTCTTTGTACCAGCAGGTGCTCGG
AATGAAGCCCCCCCCCACAGGGTACAGTCTAATGACCCTGATTTTACAG
>McF0014C20-MGRbd1
TGTCAGAGATTAAACGGAGGGAAAAAGATGCCGATCTGGCCCTACTCAGCCTCAAGAAAA
CCGTTATCAAAGCCAGACTTTTTCCTGAGCATATGGCAGCCTCCTCTTTGGGTAAGAAGC



CCTCTGAGCCTAAATCATCCGCTGAATTGAAA
>McF0014D10-MGRbd1
TCAGGCACCGCCCGTTAAACCCGGGCCTTATGGCCGGGGGCTCTTCTCCGCTCGCGGGAG
GGAAGGAGGCAGGCGGAGGAGTTTCCTCCACGGCGGAGCTCGGTGTCTGCGTCCGGCAAA
CGGCGTGAAGAAGCACAGGAAGGTGGAAAGCGCTCTATTTTTACCTCCCCTCCGTGGATA
TATTTAGGAGCCGAGAGAGGGTGACAGTTGGACAAACCTCCTCGGAGCAGCCAAGGCGTT
AGAGGCGCCGGTGCCCCATAGAGAAGCAGGAAGACGGAGGACGATTTCTTTCTATTTAAT
CGGCAACCAGGAGAGACGCGAAAGATGCCTAAACCGATCAATGTGCGTGTCACCACCATG
GACGCTGAGCTGGAGTTTGCCATCCAGCCCAACACAACAGGCAAACAGCTCTTTGACTAG
GTGGTGAAGACGGTGGGTTTGAGGGAGGTCTGGTTCTTTGGCCTGCAGTACACAGACAGC
AAAGGCTATGTGACGTGGCTCAAACTAAACAAAAAGGTAACTCAGCAGGACGTCAAGAAG
GACAATCCACTGCAGTTCAAGTTCAGAGCCAAGTTTTTCCCTGAAGATGTTTCAGAGGAG
CTCATCCAGGAGATCACACAGAAACTCTTCTTCCTGCAGGTGAAAGAGGCCATTCTGAAC
GACGAGAACTACTGTCCTCCAGAGACGGCCGTGCTGCTCGCCTCCTACGCAGTCCAGGCC
AAGTACGGAGACTACAACAAAGACGTTCACAAGCCCGGCTACCTGGCATCGGACCGGCTA
CTTCCACAGAGAGTTCTGGAGCAGCACAAGCTGACCAAGGAGCAGTGGGA
>McF0014D11-MGRbd1
CCGNTAAACCCGGGCCTTATGGCCGGGCAAAGCCACAGTGCAGCAGCTAAAGTGGCCACC
AGCAACGGGAACGGTGCTGTCATCAGCACCAAAGCCGTCAAAGAGCGGGACGAGAAAGAG
AAGAGTGGGAAGGAGAAGAAAGAAAAGAAGGAAAAGGCATTAGGTAGCACTCCAGAAACC
AAGGCAGAGAACCGCAGAGAGAAGCAGAGAGACGAAAGGTTAGGGAAGGAGGAGCGAGTG
GCTCGCGAGGGTAAGGAGAAGACCCCCAAGACAGACCGGGAGAAAGTGAAGCCAGAAGAG
AAGATCAACAAAGAAGACAAGGTCAAAGCTGGAAACGGGGATGCCACGGAGCTGTCCAGG
GAGCGAGACGTCATCAAGGAGTCCAAGAGCAAGGAGAAAGGAGACAGGAGCGCTGCAGCT
GCAACCCTCAAGTCACCAACTCCCAGATCTGACTCTGTTGAATCTGAGCGGGATCATAAA
AGGCGAAAGATCGACAGCCACTCTTCCCCATCCCACTCTTCATCTGTTAAGGACAATAGC
AACGAACCCAAGGAGTCCGCACCCAAGCACCACCCCAACTTTAATTCAGTTGCCCGGTCC
AAGAGCCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0014D13-MGRbd1
CGCGTTAAACCCGGGCATTATGGCCGGGACAGGAAAGCCGTTTCATTCACAACTGAGCAG
TTTGCTTCCAGATTCTTAATTCCATGTGTTGTAATGAAATGGTTCAGCGTTAAGGTAAGC
ACATCATCCTGGATCATTTATGGCCTCTTTTACCCAGCAGTCTGAATCATTGACAGCTCA
TGATGATGTCTGTGGGCGAACGGCCGCTCAGTTTCTACTCTGTGTTCAGTCAGTTCGGCA
GAAAAGCCACTGGCTGTGTAACGCCGTATTTTCCTGCTTAGGGGACTGAAATTTGACATC
ATGGCTTTATGATTACCAAAAGAAACCTGAAAATATCAAAAATCCTCTTTTAGTTGTTGT
AGATAATATTAGTCCGTACTGACAACTGAGAAACAGCAAGTACCAAAATAAGTGTTGGAA
GTACTGCTGTGGTTATAACCACACTGGAATTCAATTAGGTCAAGTTGCTCTTTGTCAGGA
AGATGGATTTTAAAAACATTGGACATGAAATAGACCTACAGAAATTTATCGTTATTGCGA
TATCAAGCTGTACAATATGCATATAACAAAAGACGGCGAAAATTGCAAACAAATGGTTAC
CTTAAATGTGCTAAAACAATCTCATCTTATCTTTGCATTTATTTTCTTTTGTTTCAATGT
AAAACACTTTGTTATTCTCTTATATGAAAAGTGCTTTATAAATAAAGTTTGATTGATTGA
TTAACATTGACATTAGATTTTCGCCTCCAATGGACAGGAGGGTCGTTTGGAGT
>McF0014D21-MGRbd1
GGGAAGGCATTTTAATTAGAGCCAAACTTCCTCCCCCTACACAACCAAAATCCAGAGCAC
TCACCTCTTTTTTCAAACATTTGGATTGGATTTGCAGCCACCACAACAAAAATGTGTTTC
CGTCTCTATGCAGGGGGAGCCCCCACTCTCAAAACTGCATTTATATTATCTCCTGCTCCA
CCTGTGGGATACAGTACGTTGGGGAGACTGGAAACACTCTCTTAGTTAGATTCACCCAAC
ACAGACACAACATTACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0014E05-MGRbd1
GGGGGGAAAGAGAGAACAAGGACAGCATGATGAGTTTGCCGACACAATGCCGGTGTCAGA
GCAGGAGTTCATATTTATCAGATTATGTGTTCTGAGGGAGTATTTGGAAAGAGAGCTTAC
CATGGCCAGTCTGCCATTTCCCTTTGACTTTGAGCGCAGTGTTGACGACTGGGTCTTCAT
GTGTTTCTTTGTTGGGAACGACTTCTTACCACATCTGCCATCCTTAGAAATCAGAGAGGG
AGCAATAGATCGTCTGGTCAACATTTACAAAGATGTTGTTCACAAAACTGGAGGCTACTT
AACCCAAAATGGCTATGTCAACTTGGAGCGAGTCGAGATGATCATGCAGGCTGTGGGCGT
GGCTGAGGACAACATCTTTAAGAAACGCAAAGAGGATGAGGAGAACTTCAGAAGGAGAAA
CAAAGAAAAACAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0014E06-MGRbd1
ACTTTGTATGTAAATATTTACCTTCATAGTAATCTGTACCTCTCAAAGAGCCATTTGGAT
CAGTCTCCCATTGAGATGAAGGCACAGGGAGTTGCAACACTAGGTGTGTTAGAAAAATGT
TTTCACAGATACATCGCAATAGCTCATTTGGCAATACTTGTATTGCTTCAAAAAGCTGTC
AGGATATTTATTTAATTATTTAATTTAATTATGTTGTATTCTCTATGAACGTGATGTTTC
CTTTGATATTTTGTCCATTTTCCACAACCTTTCACAGACTTTTCTGTCTGTCAAACACCA
GAGTTCAGATGAATGAGATGATGGAAACAAATTCACTTTGATGCAGACTCCTGTCTATTT



TTTTTCGTTAATTCCAGTAAACCCAATAAATTATATTAATCTTATGGATGACAGCTATTT
TTTATTAGGAAGCAGCTGTTAGTTTGTCTGGAATCATAAGCGGTGAGTCTAAGCCCCGCC
CCTGCCTCTCTACCGGTTCGTTGTTCCCCTAGCGCACACTACACTGAAATACACAAGCGT
ACTAGCGTATTTCATGCTGAAGAGCATTAGCTTCTAAGCTAGTAAAAGTACTTCCAGTGT
GTTGGCTAACCAAAACAAAAGAAACAAACAAAATCACAAAATGAGAAANAAAAAAAAA
>McF0014E12-MGRbd1
GCCCGNTAAACCCGGGCATTATGGCCGGGGCAGCTGCACCGATTCAAGCGTCAGTTTAAA
TGCCCACACTGTGACAAGATTTACACCCGGAGGTCTGACGTGAAGCGACACCTGTCCACT
CACAGCGGTGAGCGCCCGTTTCAGTGTAACCAGTGCAGCAGGCGCTTCTCGCTCCGCTTT
ATGCTCACGAAGCACCTCAGGGTTCACACAGGCGAGCGACCTTTCCAGTGCTCCCACTGT
CCTAAGAGATTCACCCTCGCATCCGTGCTGGCCAGACACGAACGGATGCACACGGGGGAA
AAGCCGTTCCTCTGTTCTCAATGTGGCAAAGGCTTTTTGTCGCAAGGAGAGCTGTCCAAG
CATCACAGGTCGCACGTGGACGACAGGCCTTACTCCTGCCCTCAGTGCAACAAACGATTG
AAGAGCAAGAAATCCCAGCAGGAGCACATCCTCTCCCACACGGGCGCACGGCCGTACCCG
TGCTCCTACTGCGGGAAGGGCTTCACCAAACCGTACGCATTGACTAGACACAACCTCATC
CACACGGGAGAGCGCCCGTTCCCCTGCGGGCACTGCGAGAAGGCCTTCCTCACCGTCAGC
GAGGCTCAGCTTCACCGGAGAATCCACACAGGGGAGAGGCCGTATCCCTGCGACGCCTGC
GAGCTGAAGTTCAAGAGCTCCTCCGAGCTGGCGCGACACAAACGCTGCCATTCTGGTTTC
AAGACCCCAAAGCTGTTCTGCCG
>McF0014F15-MGRbd1
CACNTTAAACCCGGGCATTATGGCCGGGTTGCTCTTCCTCCCTCTTTTCTTCCTCTCTTC
TTCCTCGGGGGGANNANNAAAAAAANA
>McF0014F17-MGRbd1
TTAACCCGGNCATTATGGCCGGGGACCAATCTTCACCTTCACCAGCCATGGATAAACTCA
AGTCTATGATAGGGTCAAATCCTGATGCCGTCGAACAAGCCGGCAAGAAAGCAGGTCAAA
TGGTGGAGCAAGCGGTGAAGACTGCTTTGAGTGGGAAAGACGCAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAACAT
>McF0014F20-MGRbd1
CTTTTGNTTTGGAAAGCCGCTGATCAGCGGCCGCCATTATTATTCCTGGCTTGACGTCCG
AAATAAGACGGTTTAAATAGTTTTCAACGTTGTAATTGAGGGGGAACTGTTTTATTTGTT
GTGTGTTTGTGTCCGTCGATACATTTTCTTCTTGCGTTAGCCACGCAAATTAGCAGAGCA
TGGACAGACGGTCCAGTAGAAAAGGTGCTAGGAGCTCCCTTCCACTGGCCTCCCTCCGTC
TGATGGCTTCTCCTCTTCAACTTACATATTCCTACATGTGGCAGGTCATACGACAGAAAA
ATGTGAAGCATTATGGGAAAGTGGAAGAGTTTGTGACTATGGTGACTCAAACTGTTCCTG
AGCTGCTGAGTTTCAAGCAGACTGCCCAGCTAATTTTGGGGTTGAGAGCCAGGGTTATCT
TGGAGCTTTTTCACAAGGAAGGCCCACCAGATCTGAAGGCTATCCAGATGCTCATCAACA
AGTTGAGGGTCACCACCACATCTTCTGGGAAGGATAATGAAGTGGACAAATCACAAACAA
ACTTCATG
>McF0014F21-MGRbd1
TAAACCCGNCATTATGGCCGGGGGGACGTGGCAACATTTACAGACCTTCTACACTATTCC
TCACACTCGCGTGCCAAGTGGATTCCCGTCTTCTCACGTAAACATAGCCGTCTTCTAGAA
AGTCCACTCGAATTAAGGCTGCAGAAGAAGGCAGGACGATGAAGTTCCTGGTTTTTATTT
CCTGGGTCCTGGTCAGCTGCCTGAGGACACACGCAGAGGTTTTCACCTCCATAGGCCAAA
TGACAGACCTGCTGTACACAGAGAAGGAGCTGGTTCAGTCTCTCAGGGACTACATCAAAG
CAGAGGAGTCCAAGCTCGCCGCAGTCAAAAGTTGGGCCAACAAACTGGATGCTCTGACCA
GAGTCTCCACCTCCGACCCAGAGGGTTACCTGGCCCACCCAGTAAACGCCTACAAACTGA
TGAAGAGGCTCAACACGGAGTGGTCTGAGCTGGAGAGCCTGGTGCTGCAGAACCCCTCTG
ATGGGTTTATCTCCAACATGTCTGTGCACAGGCAGTATTTCCCCGATGAGGAGGACCAGA
CGGGAGCGGCCAAGGCGCTGATGCGCCTGCAGGACACGTATCAACTGGATTCTGAGGCCT
TCTCCAAAGGAATGCTGCCAGGTGTTCACTCCAACGCCGTGCTGACAGTGGACGACTGCT
TCGACATGGGGAAGACGGCTTACAACGACGCAGACTACTACCACGCCGTGCTGTGGTTTC
AGCAAGCCCTGAAGCAGCTGGATGACGGAGAGGAAGCAGCGGTGTCCAAAG
>McF0014G14-MGRbd1
CGGCAAATCCCGGGCCTTATGGCCGGGGGCCGACATGTTTGTTTTTTTTTTTTTTTTTTT
TTTTCACCACAGCTGAGCCTGAACGACTAAAGGGAACAAAGTTTTGGATTCTGAACAGAC
CCCAGTTTTGCCTGCGGATCGGACCGGAGCAAAAACTCGTGACCCAAAGCTGCGGGGTCA
TCCGACTTTTTTTGGGGGGAAAAACAACCTTTAAAGGTGTGGAAAACTACTGACATGAAC
GGAACCAGGTCCGGTTGTTTGTGGGACGGTCCGTATTGAAGTGCCTGTTCTGGAACCGCC
GGGCTGTTCTCCACCTGACGCTGTGGTTCACAGACCGGACGTGTGGAAACTGTGAAATTA
AAAAAAACAAAAAAACTACTAGCAACCAAGCCATACGGGG
>McF0014G16-MGRbd1
CAGCCCCGTTTAAACCCGGCCTTATGGCCGGGGAAGTTAGTTTGTCCCTCAGCACACGTG
AGTGTAAAAAGAAGGCGCTGTGTTGGTTATTCATCTTTACATTTCGTTTTTTTCCATTAC
TTTAACCCCTTTCTGTAATGAAGACGAAAAAGGAGTCAAGTGAGGAGATGTTTGTCTCTG



GCTCATGTCATGATGAGGATCAGCCTGCTTTCCCAACCAAAAGGAGCAAACCCGAGGTCC
CGTCAGAAGAGATTGTCTATCACCCAGTGAAGCTGTCGAGAAATGACCTCTACAGGCCTC
CGTCAGCAGAAGAGTTGAACCAGTTGAAAGAGGCTGAAAGCTTATTTCATTGCAGCCTCC
TTAAAATGCAGATGGAAGAGCTGCTAAAAGAAGTGGTCTTGAGTGAGCGGAGGAGACAGC
AAATTGATTCGTTCATTGAAAAAGTCACCAAGTGTCTTCAGGCTGTGCCGACTTTGCCAA
AAGTAGAGGTAAGCGACCTGTCTTGGCTGTCTGGTCCAGTGAAAGTTCCTTTTCTTCTGA
TGCCCAAAGCAACAAAAGGAAAGTTCTACATGACCCCACCAGCTTCCATCAATGTGATTG
GTAGCTACCCTCTTGGGACATGTATTAAACCCCACATCAAGGTAGACCTGGCTGTCACGA
TTCCTGCTGATGTTCTTCAACCAAAAGATTTTTTAAATCAAAGGTATCCAAGGAAGAGAG
CTCTTTACCTTGCAGGCCTTGCCCAGCATCTCTCATCCTCCTCTGAAGTTGGTACCTTGC
GGTATTCCTGTCTTCATGGGAACCGCCTCCGACCAGTACTTCTGTTGACTCCTCCANGTA
AAGACTCCAGTTTTACGGTACGTGTTCACGCTTGTCCTCCTCCTGGATTCTTC
>McF0014H02-MGRbd1
CCTCCACTTGTGAACCATGGATTCATTCATCATGAATTCTCTGGCAGCTGCTCCCATGTT
CCTCCTCGTATCTGAGAGCTGGTAGTTTAATCTTGTCTCTTTGCATTTTCACGGTTTCCA
AAACAATGTTGTTCTGCTTAATGCACATACCTGCACTTTTCAGGCAGGGGTTGAGAGGGG
A
>McF0014H08-MGRbd1
GCCCGTTTAACCCGGGCCTTATGGCCGGGAACGCATTTGTGAACGAGCAGATCAGGACTT
TAGAAATTCCCCATAAACTCGAAGCAACAAGAGAATTTATTAATGCTGTCCTTTCCTCCA
TCAAGAGCTTTATGGAACACCTAAGAGAAATCAAAGTTGCAGAAATAACAAAATCTGCAA
ATGATCTACTTCAAACTACGGTGTGGGAGCTTCTGAAGAAGCTAGCTGAGGACTTAAAAA
AAGAAATCAGAATACTGGAGGTGAAGACCAAAATTTCTTTTTTTCTAAACTGTGTGCATA
GGTTTTACACAGAGATTGTGTCCAATTTGAGTGATGCTTTCACTCGTCTTTTTAAAATAT
TAAATGAGTGGTTACCTGACCAGCCGATCATCACAGAAATCCAGCAAATCTTTGAAGGGC
TTCTTAATGAACTGAAGAAAGCTGAGATCAATGTTCCATCATTTACCATTCCTCTTACAG
ATCTAGGTGTGCCTTCCACAAAGTTCAGTGTGGACATTTTGAAAAACTATAATCTGCCCT
CACAGTTGGAGATCCCTGAATTCACATTTATTGGTCTGTATACCTTTAAAGCAACCACAA
TTTCTTCTGATGACATCAAACAGAAAATGATGGATTTCATTGATTTCATTGTCAACTTTG
ACATCCAAATGCTGCCAGAGGATTCTTTTTTTGGAGATTTGAGGATGAATTACTTTCCAA
CCTTGCCAGATTTCACCCTACCAGAATTCCCCTTTTCAGATATTACATTCCCCTCCATCC
CAGTAATCCCTGCAGAGAAACTTGTTAAGTCTCTTGAG
>McF0014H09-MGRbd1
CCCGTTAAACCCGGGCATTATTGCCGGGCGTGTTAAAAAACAACAGCAGAGGTGACCTTA
AGCAGAAACACCATTTTCATCAGAGTGGTTCTCTAACATGGGGTTTGTGACGACTAAGCA
GACTTTTTATGGTCTTTGTGAAAGATGACTGCTTCTTTGCACTATAAGAGATTCGAGATT
GAGTGTCTTAGTAGAATGACATGTAATAAATACAGGATGGGGGGACCAGGCCTGAGAAAC
ACTAGTTTAGGTCCTTAAATGTTTTCAGCATTAAGGAGACGATTTTCCCCAGTCACACAG
TTTTACTTTTCTTTCTTTTTATTTATTTTTTTGTAAATGAGATTACTTTTGTCACACTTT
GATTTTGCGAGCTGCCCAATTTAAATGATGGGAGAGAAGTCGGGATTTGTTCCGGTTTCG
TGCTTCAGCCCTCCAGCCTGTGAAATCTGGGTCGCCTGAAATGACGTGCAGACCTTTGAT
GTCCTGTTTACTGACGCCAGCTGTGGAGCTGATGCCTGTGCTGTGTGTCTGTGCGTGTAG
GTGCTGTGTGAAAATGTGACCAAGGCAGACATCCACGCCGTGATCTCAGACCTACTGAAG
CTCTACGACATGGAGGCCAAGTGCGTGTAGGACGCACGCGCCTGCAGGAAATCCACGTAG
AAGTGCTGCCCGTGTTTGTGAAGCACGAAGGTGCTGCTGTTGCTGCACACGTCCG
>McF0014I06-MGRbd1
CCCGCTGATCGGGAAGCGCGGTTATATCATGCGAACATGTCCCTTCTCAGGGTCTGCGCC
TTTGCCTCCCGCCTTCGCGGCACGGTGGGGGACTGTGCGGTCCGCGCGGGAACGGCGGGG
CGCTGTGAGCTGTGCGTGCGAGCGAAGAGTCGCTTCCCAGGAAGTTCTTTGCACCTTCAA
AGAAGAACTCTTTCAACGGTGATTCCAAAGTCGGAGGATGTGAAGAAGCGAGTTCTCGAA
CAGTGGCAGCTGCTGGATGTCCTAGAAGCCCGGATTCAGCAGCTTCAGACCGACGTGGCT
TCAGACGTCCAGCATGCAAAGGTGCATTTCGTTAAAGTTCCTCCTTTGGGAAGAGCCTTT
TCATCTGGAGGGACTCACAAAGGCTCTCCTCAGGAGAAGCCGGACGTTCCTAAACCGGGA
CAGACATCTTCCAAAGGAACCAAGAAGTCTGAGTTCAGTCGCTAAANAAAAAAAAAAAAG
AA
>McF0014I10-MGRbd1
TTATGGCCGGGGAGAAGAAGGCGTGGAAGACACCGAGGAATCCGCCAGCCACGTCCCGGG
CATGTAACTCTGCTGCGGCCGGCCGTCCCGTCAGTCAGCATGCGGTCCTTCCTGCGCTCA
GTGAGAAACCCGGCTTCTGAGAACATCCACATCTCATCTCTTCCTGCTGGCGTTCCCACA
GACCGGGAGCCGGAAGAACCCACGCAACAAGAACATCTAGCATGATCTGTTCCTCTGATG
GATTCATTCCTGATCCTGAACATCCCAAAGAGAACCTCAACATCTTCATCTCTGCTACCT
CCAGATGTGCATCAGTCAAGAAACCAACAACATGGCTGCTCTCACCAGTCTTCCACACTT
TTCCTGTCATTCTTGATGACACTCTATGGTCACACATCACACCTGAAACCTTCCTCCATC
CGCTCCAACCTGCTTGCAAACTCCTCCCCACCTCTTTCCACTCTCTATTGTTTTGAACAG



TTGGCCCTGAATACTTAAAGTCCTAGTAATAGATGTTCTGTCTTGTTGCCGATGACCTTC
GTTCATATCCTTTTCTCTGTCAAAGTCCCTGCATTCAAAGTTCCTACTGTCTGCAAACAC
ACCATCCTCCTCTGCTTCCACCAACAGGACTTCAGTTTTCATCAGCACCCTGTAGGTCAA
CAGCACTGATGGTTATGGTCGATAACCCCATCCACGACCGATCCAATATCAAATCCATCA
TGATATGCATGATCGCTTTGACTTTGGTTTTTAAGTCGGCAGCTCTTCTAAACACAACCT
TCTGCGTTGACC
>McF0014I24-MGRbd1
ATTTTAACTTTTCAGAGCTCTTTTCAGCTGCAGCAGATGGAATTAAAATGGGTTTGGTGT
GCTGTCCTGCTTTTATCCTTTTATTACTTAATATAGACATGACAACATTGGTGTAGAATC
CATGGCTTTAACGTTACACATAAATGCAATCCATAATAAATTATTCTTAGTAGACTAAAT
GTTTTACCATCATGTCAAAAACCTGAACATAAAGGACAAAAGTCAATGAAATGAAACAAA
CCTAATTATTTTTTTAAATACGCTTTTTTTTTTTCCGCCGGGGAGGAGCCACAATGGAGG
GATGGATGTGACAGCTGCAGGTTTCAGAGCCAAGGAGTAGTGATTACAATTATTAAAGAT
AGTTAAAATGATTGATTTCTAATTAAATTATTTCACTTGATCCAAAAATTCATGATTTTT
GATGTTTATTTTCTGATAGAGTTATTTTTTAATCATAAACATGATTTTTCTAATGAAATT
AATCTGAATGTATTTTAGATAACTGATCTGTATT
>McF0014J10-MGRbd1
AGCGCAGCAGCCATGCTGCTGAAAGAAGAGATGGACAAGTGAAAAAGAAAACAAAACAAG
AGGCGACGAAGTCCAGAAAGTACATGGAAGAATAAGTTTTAATGGGAGTTACGTCCACGA
GCTCTGACCCACCCCAGGCACTGTGTTTTTTTTTTTTTTTTTTGCGGGGAGAAGTTAGCC
AACGCTAGCATGAAGCCGGCACACCTCCAGCGGCATCTCACCACAAAACATAGATGTCAC
GTTGGAGAGGAAGTTCCTGGGCGGATCTGGTCAGATCAGCGAGGGCATGGCCAAAGAGCT
GGGTGAGCGGGTGAAGCTGGAGTCACTACGGTGGAACCATGGTGATTGAGGAAGAGGGTG
CTCCAATTGGACTGACACTTGATGACACAAAGCCAGATGGGACTGTGCCTGCTATTATGG
GAGTTCTGAGGGAGCCGGTGGGGAGGTTGTTCTTCGCTGGCACAGAGACGGCCACAGAGT
GGAGCGGATACATGGAGGGAGCCGTACAAGCAGGAGAGAGGGCGGCCAGAGAGATTATGT
GTGCGATGGGTAAAATCCACCAGAATCAGGTCTGGCAGCCGGAGCCTGAGAGCATGGACG
TCCCAGCACTTCCGTTCCACACCACCTTCTGGGAGAGGAATTTGCCTTCAGTCGGCGGTC
TGCTGAGGTTCATGGGGGTCTCCAGCTTCCTGTCTGTGGCCGC
>McF0014J22-MGRbd1
CCCGGNCATTATGGCCGGGGAGATGTGAGGACTTTGGAGGAGTGGCGGCTGGAAAATGTC
TCAGTACTCAGGAAAGATCGTGCTCTACGAGGGAAAATGTTTCACGGGGAGGAAACTGGA
GATCTGCAGCCAATGCGACAACTTTCAGGACCGAGGGTTCATGAACCGCGTGAACTCCGC
CCGCGTGGAGAGCGGCGCCTTTGTCTGCTTTGACCATCCGGACTTCAAGGGCCAGCAGTT
CATCCTGGAGCACGGAGAGTACCCCGAATTCCAGCGCTGGAATGCCCACAGTGATCACAT
GGGCTCCTGCCGGCCAATCAGGATGCACGGACAGCACTACAGGCTGGAGCTGTACGAAGG
CGAGAAGTTTGGTGGTCAGTGTGTGGAGCTGTGCGACGACTGCCCGTTTCTGCAGGCACG
AGGTCTGATCAAAGACTCCATCAACTCCATCCGGGTTTATGGAGACGGAGCGTGGGTGCT
GTATGAGGAGCCAAACTACCGCGGTCGGATGTACATCGTCGAGCGAGGAGACTTCTGCGT
GCCTCTGGACTGGCAGGCAGAGAACCCCAACATCCAGTCTGTGCGCAGGGTGGCTAACTA
CTTCTGAAGCTAGCTCCTTCTGCCGCGTGCAGCTGACAATAAAGACAAACAAATGTTGAC
GGTGTTCGGCTAACTCTGTACTGACAATAAGGTAGTGTACGTAGAAAACACCTACAGTCC
TTTTCTGTGAATATTTTCA
>McF0014J23-MGRbd1
ATTATGGCCGGGGACCGGAACTTACATCAGAGGAAAACGTAAACACAGAAACGAAAAGAA
AATAAAGTTTAATGTGTTTTTATTTAAATTCAACGTTTACTTTTGCTAAGAATATCATTT
AAACAAACGGTTAAACATTTACATTCTACGTGTGTGTATTTGCAGATCTGCGAGGGCTGA
TCTGGCTGCTGGTGGCTTCACACACAGCGACGCGAGCAATGGCACCCGGTGGTGACACAT
ACTTTGAGGATGATGATATATATGGACAGTCTGTTGAAGAGTATGACTGTATATCACCAG
CTACAGCAAATCAGTTCCTGTACTCACGTCAACAGAGGCAAGTATCTAAAGAAGAACCTC
TAGAGGAGGAAGGATATGAAGCTGAAGATGTTCTGTCACCAACCATCGATCCCAGTCTGG
ACCCCTTGGACCAAGCCAAGCTGTATTCCTGCCTTGACTTTATGCGGACTGTGTTGGGCG
AAGCAGTGCCAGAGTCGGTCCTCACCCAGGCAGCCATAAAACATGGATTTGACCCACAGA
GAGCACTGGATGCTGTACTGTCGGAGGACACCAAACCAGCTCCAGTTCTCAAAAGTGCAG
ATGAAGAAATGTCCTCAGCAACCTGGTTGAGTGAGGAGAAGGCGCCACTTCCACAAAGAA
CCAAAAGGGAGAGTACGGCAGATAGAGGTAAGGAGCCTTTTTGTCTGCTTTTCACACAGA
CACTAATACACAGGCACACAAACAAGCACGTGTGCCAAATTTATGTGAC
>McF0014K03-MGRbd1
NNNAATCNAANTAAATCATCTAAAAAGGGAGGAAGTATCTGACTGTTTCGACGAAATCTG
TCCCTGAAATATAGTTCACCACAATGAACCTGGAACGACTTCCAAACGAAGAAAAACTTA
TCCTGTGCAGAAAATATTACTTGGATGTAAAGTGGTCAGCAGTGGGATTGCTGTTTTGGG
TGGCGGTTCTCACCACATGGATTACCATTTTCCAGCACTTTAGAGCACAGTGGGGTGAAG
TGGGAGATTCCCTGTCCTTCACAATTCCACTTGGCACTCCATGAGACATTTTTTTCCGTA
GCACAAATTAAAAAAAAGAACGATCTATTGTTGTGGACCAAAAGAGGGAGAGAAAAAAAA



TCGTTTTTAAGTGCAGTGAAACATTTTGGTCTGTTTATCCATTGCAGCTCATTTGAGAAG
CTGAATCATATTTTAACTAGCTGTCACATTTTTGAAAAATAACGTTTTTGTTTTCTCTCT
GCCAAGACACTTATGAGAGTTCTTTAGAGGCTAATTCATCTTTTATATGTTAGAATGGTC
GAGCTGGGTGTTCAGTCAGGCTTCTTCAACACTGTTATTCTCTTTTTAGGATATGATAAG
ATGACTGTGGGCCAACATGGAAGACAAAAAAAAAAACATTTTTATTTGTGAATTTTGCTG
AATAAAGTCTTCTCTCATCCNNAAAAAAAAAAAAAAAAAA
>McF0014K09-MGRbd1
ATGCTTAATAGCTATGTCTTAAAAGGTGGATTTCTGATTAGATACTACGATGTCGTCTTA
GTCTGTCGACCATTCCCTTCGTCACCACTGTCGTCCTCCATAACATTGAGATGACTTAGT
TTTCTTTTTGTTTCTCTGTTTTGTTGATCTATTTAGTTCAATGGTTAGTATGTAGAGGAG
TCGGCGTAAACTTTCAATGCATTGTTTTCTGCAAAGCGTAGCTGTATACATCCTGTCAGA
TGCATAGAACACAGGGGTAGCGTCACTAGAATACATATTTTAGGAGGAAAAAAAAAAAAA
AAAAAAAAAAAAAAAACCTT
>McF0014K12-MGRbd1
ATGCGAACGTTTGTTCACGAAAACCCGAGACAGCAGTCCGAGAACTAGCTAACCAATGCC
GGCCTTCTGCGAGGTCCGAGGCGGTCCGCCCCGGTTCTGTAGTGTGTGGACCGAGGCGGT
GCCGCGCCGGTTCTGAACTCAAACATCAGCTGCAGTCATCGTCGCCGTTCTGTTCTCTCA
GCTGGCTGTCTTCTCTCTCTCATTGGAGGAGCTATTCTTTGTAGGAATGCCAATCCAACA
GCCCTCCTCATTAGTTAAACCCTGATGTCCCACCGCACAGAGTTTTGGGTAATTGAGTTT
ATCGAGGATGGACGTTTTCAGGCTGTTTCTGTGTGCAGGCTGCACTCTGCAGAGGAACTT
CATGGTTTTGCTCACGTCGTTACGTCCCTCAAAGGCAAACGTTTGTTTAATTTCCTTAAC
AGACGTGACATGTTTGTAGGGTTATGTTGTAACATGACACCTCTAGACTACAGTTTCACG
AAGAGAATCTCTCTCTTCTTGTCTGAATAAGTAATATCTCACAAAAAACGTGTTCTTTGT
AAATGTTAAAATTTTG
>McF0014K15-MGRbd1
CGGCTATTGTTCTCTCACAGTGTCCGCTGGAAAAGCTACCTGTAGAGGACAAACCCACTC
AGCTCAGCATATAAGCGGAGAGACGGCCACATGTTTGCCACCAAGACGAGTAGATGGCCC
TCCTCATCGTTTGTGCGCTTTTCGCCCTGTCCTGCTGGGTGGCGTTCTACTTTCTCTTGT
GCAACGTCAACGGGCACCGCAGCTGCGAGTGGAACTGCCGCCTCGTCACCTTGGTGCACG
GCATCCTGGCGGTCTGCATCACTGCGTACATAGGGCACCAAGAACACCCCTCTACAGATA
AGTGCTTTGGTGCTGAGCTTGGGCTACTTTATTTTCGACATGGCCTGGTGCGTGTACTTC
CGCACAGAGGGGCCCGTTATGCTAGCCCACCACACCATGAGCATCCTGGGAATCCTGTTG
ACTCTGTGGCTGGGGGAGTCGGGCATCGAGTCCTGCGCCGTCCTCTTTGGCAGCGAAATC
ACCAACCCCCTCCTGCAGGCACGCTGGTTCCTTAAACAGACGGGCCGATACGGGACTCGG
CTGGGGGACGTGGTGGACGTCCTGTTCGTGCTGCTGTTCGTGACGATGCGGATCTTCGTG
GGAGGCACAA
>McF0014K17-MGRbd1
GGGACCGGCCGNTAAACCCGGGCCTTATGGCCGGGGGGGCAGGACAAACCGTACTGAACG
GAACAAGCAGCGATGGTTCTCATCAAGGAGTAGACTATAAACCAGACGAGGATCCTGCTA
AGTTCAAGTCGGCTAAAACTGGCAGAGGTCCTCTGGGACCTGATTGGAAGAAGGAGCTGG
TGAGCAATGCTGAATGCCCAAGGATGTGTGCCTACAAACTAGTTACAGTCAAGTTTAAGT
GGTGGGGTCTGCAGACCAAAGTGGAGAACTTCATCCAAGAGCAAGAGAAGAGGATCTTCA
ACAACTTCCATCGCCAGCTCTTCTGTTGGATTGATAAGTGGGTGGAGCTAACAATGGACG
ACATCCGACGAATGGAGGCAGAGACGCAGAAAGAGCTGGAAGAGCTTCGCAGGCGGGGTG
AGGTCCGGGGAACGAGTGCTGCAGACCAATGAGAAGACTCAACGTTTAAGACGCCCACCA
TGACAGCAGTGACGGAGTCTGCTAAGAGGCCTCCACTGACGCCACTTTTAACCTTAGATG
ATGCCAGCCGCGGGGAAAGCGAGCTCATCTACCTCCAATCAATAGAGCAGATCCCTGACC
TGACCCCAAACAGGAATTGATCTTTTTTTTTTTTTTTCTTGGTGGGGGGGGTGGAATCCA
GCACGATCCTAGTTGATAA
>McF0014K18-MGRbd1
CAAGGGAGAACACCACATACAGTGTCTCTACTGTCAGTCAACAAGAACAGAGTATTGAGA
CAAGTAAAGAACTGAAAAACATCGGTTAAGTATTTGTTCTGCTGCCACGTGCTGCGCCAC
GCTAAACAGTCGAGAAAAGGTGGTTTCACTTACGCTTTACACATCGACGGGTTATGTGTG
GCATTTTTAAAAAGCCCCGAGTTGCTGTGATTTCCTGGATA
>McF0014L05-MGRbd1
CGCGGGCGTTAAACCCGNNCATTATGGCCGGGTAACGATTCATATCGTAATTAGTGGTTG
ACGTTCTGATTCATAGTTGATTTTGGTTTGTGTTGAACGACCACTTTGAAATCCAAACTT
TCTACCAGTGTTGCCATGGAAACGTTCCCCAGACTGACATAAACGTGAAGGCAGTGAGAC
CCGCTAAAGTTTTCCGTCATGCAGCAGAAGACTTTGCATCTAACTTCCCGCTCCAGGCAG
GTTTTTCCTGTGAGAGGAGCTTTAAGTCCTGCAACCACTTTATTAGAACCAATTTGTGTT
TCGTAATCTCTTCAAGAAACTCAATTACTTTATTTTTAAAACTGGATGACGGAGAAAGAA
GAGATTTAACTGCAGAGATATTTAGACAAACAGCTTTTGTATGTCGTTGTTTTTCTCAAA
GGCTGTAAATGATCACAGCTGATAAGTTATGGATTTGACAGAAATCTGTGTGTTTCTTAC
AAACATTGTACAAGAATGAACAGAATACTTTAAAAATAAACGGTTGGGAAATGTTGGAAG



ACACANAAAAAAAAAAAAAAAAAAAAAAAAAAAACCATGTAGGAAAAATAAAAAAATATA
AA
>McF0014L16-MGRbd1
TTGAGCGCGCCTTTAAACCCGGCCTTATGGCCGGGGTTTTTATTGTCAGAAAAAAAGATT
GCCTAATTTCTGCTTAAAGACTGACCAAGAAAACAGGACATAGGCAGTAGCAGGTGCAAA
AGGCGTTAGGAAAATCTTGACTTTTTTTCTTCTTTTTTCTTTGCTAGTTGCACAGTCATT
GCAGCCCAGCTCTGCCTCTTGCGTCATTAAAGCCATGAGGCTGAGGCTTACTTGTGCTGA
TTGATTTCACTGCCTTAACTGAAACTGACAGATGTGCCAAATTATCATTTTTGAGCCAAA
AATAATTTCAGCGCTGCGACTCGCTTGGGAGAGGGAGCCTGACGGAGATGTTATTTCGTT
TGTGCAGGTAATGGGTTTGAACATAGTTTTAGATTCAGAGTCGCGGGTTAAAGTCATCAA
AATAAATGTTCTGAAGTGAAAAATCCTGTTGGAAGAGGAGAAAATGAGTCTGCAAAGCTG
GATGTGCATCACTTACACACTACACATTTCAGTGAAGACATTTCAGAGGTTTGTTTTGTG
TGAATGAATTTTTTGTGATATGCTTTATTTCTTTCTGTACTCGAGATAACCTATATTTTT
CAATAAAAGAGAACCACGATTATTTTTTCTTTTTGAAAAAAAAAAAAAAAAAAAAAAAAA
AAAACCTT
>McF0014M02-MGRbd1
TCCTCTAGATCTCTCCGGAGGGATTCAAAGTTGCGTTTTTTCATTTCAGAAGTGGAAGAA
GATATAAATTTACCTAAATATTTAAAGCCAGTTTCCACTTGTTTAAAGGGGGCTATTGAA
TGAGACATCTCCCTGGCTGGGGGATTTAAAGGAAACTGCTCACTTTTTGTTACATGTTGT
TTTTAACAGTATTTTTGTTTGATATGTTTGGAATTTGGTCTTTCTTAGTCAATGTCCATG
CTTCCAAATTGCAAATATATATATATATGTTCTTTTTCTTTCTCTTTCGGCTTTTCCCAC
CAGGGGGCGCCACAATGAAACATCCTTCAGTTTTTGTGGAAGATTCGCATGGTTATCACA
GCAATGTTTTTATGCTGGATGCCCTTCCTGATGCAACACTCTCAATTTAGCCGGACTTGG
GACTGACACAGAAGTACAGAAGGGAATACGGAGTAGCCTGGAGTCCAACCCTGGATCCAT
GGACAGAAGGAACCGTAACCCAGCATGAGCTAAACCGGCTCCCATATATATATATATATA
TATATATATACATACATATAAACACTCCTTTTCAGAATCACAA
>McF0014M23-MGRbd1
CTATTGTACTTAAAAATAAAAAAAGTCATTGTTCTGAAGGAAATTGTTTTATTATCATTG
TTTAAATGTATTTAGTTTAATGGGTGGTAGGTGTTAACTCANATTGACCTTTTTAGAAAA
CAGTTGTGTGTTCATTCATCTGCTTCTCATCCCCA
>McF0014N05-MGRbd1
GGGCACGCGCCGNTAAACCCGGGCATTATGGCCGGGGGGAAGTCACCTCAAAAATTAAAC
AACAGAGGTTTCCTCGGTTGGAAAATGCTCACATCTTTGTAAAATTCCCACTTGGAGCGG
CCTCTGGTTTTCATCGGCCAGAATGGAAAATGATGAGCAGCTGCGCTCGATGATGTTCCT
TCTCACGTACTTGTTGCTGAAGCGAAGAAGAGACATTAATAACGTAAACATCCAGACGCG
CCATGAGATCCAGCGGCGCATCCGCCACCGCCAGTACTTCTTGCAGAGACAGAGGAGGAT
GCTCATGATGCTGATAGCTGAAGGTATCCACTCCAGCGTCCGTATTCGCACTCGCCCCTG
GACCACCACTCCCAGTTCTGATTGGTGGGAGCGGGTGGTGATGACAGAATTCCAGCCTTC
GGATTGGCTGGACAAGTTCCGAATGAGTCGGGAGACTTTCTTCTACCTCTGTGAGAAGCT
GCGGCCGCGTTTGGCTCGCCAGGACACCAGCTTCCGCTTGGCCCTGCCGGTGGAGAAGCG
CGTGGCTGTGGCGTTGTGGCGACTGGCATCAAACATTGAGTACCGCACCATCAGCTCCCT
GTTCGGGGTGGGGAAGTCCACCGTCTGCAGGTGTGTTAGGGACATGTGTCACGCCATCGT
GGCTCTGCTCAGCTGTACGTACCTGCAGCCCCCCAATGAACAGGAGCTGGAGGATTCAGC
TCGGCTCTTTGAGTCTTACTGGGGGTTTCCTCACTGTGTTGCTGCCATAGCAACCCTTCA
CACAGCCATCATCACTCCATCAAACAATGCGTTGGACTATGCCAACCCTGCCGGGCT
>McF0014N10-MGRbd1
GGGGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGGCCACCTTAACGGTTGGCGGGGCG
CT
>McF0014N17-MGRbd1
CTACGTGATAGCTGGAACGGTTTCTATGCATTGAGCGACATTTCTGCTTTAAAGAGCACA
CACACCGGCTTTGGCGGTCCGAGCTCCTCTCGGAGACACAGTTCCACCGGGAAACACAGT
TCTCCTGAGTCTGGCAGCTCACCCACAGACAAAGCACACCCGCAAACACAAAGGGGGGAG
TTCGGCTGCTGTGCTGACAGACAGGGTTCACTGGCGCGGAGCAGCCGGTCAAAGCAGTAG
TGACCCACAATCAGAATGAACTGTTTACAAGCACAACGGTTGGATCGACATAACATTAAT
CGGCATAACCCACCTAAATCGATCATGGGTCGACCGCTCTACCGCTGCACCACGGGGCGG
CCGTGCAGCGACCTATGAACATCTCAACTAAACTGAAAACCCCAAGCTAGCAAAGTCAAC
AAAAGCAAAAGAGTCAAAGA
>McF0014N19-MGRbd1
AGTGACAGTGTTGTGATTTTTTGATGATTATGATTAATTATCTATGGGAAGACTTTTCTG
TCCGATATATGGTTCTATGTTTATCCTGAGCAAATAAGAGATTGCGTTTATCAAACAGCG
AGTGAGCACTGACTGAAGATGTAACATTGATGATATAAAAACATACACCGGATAAGTCTT
TGAAACTTGGCTTTTTATGTCAGTCTTACTTTTTATTTTGAAGTCGTGGTCAGATTTTGT
CGATGTTTTAAGATGTGAGTTTTTGTTTCCAACCTTTGATTCGGATCAAATATTAAACTT
TGTCTTGAGTTTTCTGAATTATGAAATAAAAGAATCTTTATTTTTATCTGTAAAGCATAG



TATGGTTTTGTTGTTTTCCATCTATGGCATTTGCGTTTGAATTGGTCTCTGTTGCTGTCA
AGAATATTTCCCAATATGTTTTATGAAGAAATTCATGTTTGCACAGCTTCTAGTGAGGTG
AAAATGTGTGTAGTGCTGCCCTCATGTGGTCAAACTGCTGCATTGTTGTGTTGCAACAAT
TTTTAGCTCAAAAGCAAAAAAAAACAACCCATCATTACATCTGAGGGATTATGCATGTAT
GGAGGACTTTTACTGAGTCCATAATTGTAAAAAATATATATATTAATATCTGCTGGAGAA
ACGTCAGACCTGTG
>McF0014N21-MGRbd1
NTTAAACCCGGNCATTATGGCCGGGGATTAGTTTCACTTTCTCCTGTCTCAAAACGCATC
GAAACAGGTAAATAAAAACGGACAAACTCGAAGCTCTTTCTCCAAAGACTGGAACAATGT
CGACTCTACTACATGAAATAGGAAGCTACGACGCATGCGCAGCTTCTAAACTGAAAAAGG
CAGGTTTCCAAACTGACTCAGAGATCCAGACTCTGACCCTGGAAGACCTGCATGAACTGT
TTCCTGGACTGGAGAAACTAAAGCTGAGAAACACAATCTTTAAAATAATTCATAAACAGA
TGCAAATTGATCCGTTCCTGGAAAAACTTGAAGATGTTTCCCAACGAGACTCTCTCAGAG
GTGATGTGATAAAGGAGTGCCTTAACAGGATAAAGAACATAAAAGAACAGCTGGATGAGA
AGCAGACTGTCCTTAAATTTCACAATGATTTTCCAAAGGACATCTGCAAAAGTCTGGATT
CTGAAAAAGAGGTGGATTTCCAGACTGACTCTGTGGTCCAGATTCTGTATCCAGAAGAAC
TGCGAGAACTGTTTCCTGGACCAGAATATCTAAAGCTGAGAAGGACCATCTTTCAAATAA
TTCATAATCAGACGCCAGCACATCTGCTCCTGGAAGAACTTAAAGGTTTTACCCAACAAA
AGTCTTTTAACGACGTTCCTGTAGACAGATACCTTGAAAGGATAAAGAACACAAAACAGC
AGTTGGATGAGATGCAGTTTATCCTTGAAGCTCATAATAATATGCGAAACGATAGAAGCA
AAAGTCTGGATTCTGGG
>McF0014N24-MGRbd1
ACCCGGGCATTATGGCCGGGGGACAGAAGAGGCAGCCGTTCAGAGTCTCTTTCACTTTTA
TTTCTCCTCATTTTTTCTCCCCTGGACTCTATTGACTGTGAGCCTGGGGTTGTCACATTC
AAAAAACATCAATTTGAAGTCTTTACACTCCGGCAGCATGAGCAAGAAGAAAAAGGACTG
GAAGACAGAGAAAGAAAGACTGCTCCGGCTAGACCGGGAAGTAAGACGCAAGGAATACCG
TCGTCAAGATTTTATGCCTTTGGAGAAGATTCCGACCTGGAGAGAAGAAAACATCACCAG
TGACAAAGAGGATGTGGAGCTGAGTGGAGGAGGAGGAGCAGGAGGACTGAGCGATAAAGT
ATCTCTGTATAAGGGGGACATCACCATCTTAGAAGTGGATGCCATCGTCAATGCTGATTG
ATTTTCCTCGATCGGGACGGCAAGGTGTGAATTAATGAGCCCCAGACCTACATTTCTCCT
GGCAAAGACTTTACAATTTGAAAGTCTTCTTTGAAAAGGATGTCTCAGATTTGATCAGGA
TGGGTTATGCTTCTGATCTTAATATGTGTCTTTTGCAAAATCACAAAATAAAGTCGAAAA
TGTCAAAAAAAAATTTAANAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0014O04-MGRbd1
TATGGCTCNNGGAATTGCTAGTCGAGGCTAGAATCTTAAAGTTGTACAGTAGTTAATTTA
TTGATGTAAATCAACAAAAATAAACATATTTTGGATATTTTTTACTGGCATGGCTACAGA
AACAAAACCCCACTGGTCTGATACTCTGAGCAGAAGACTAGCAAACTCTGAAAAAGAAAA
TAAAACTGAAGATGAAAGGAAAACAGAAGAAACTGCTCTTTTTACCAAATATTACACGCA
GTTGAAAGGGAGAGGCGCTGAAGATCATGAGTCCTACAAGACCATTCCACGATTCTACTA
CAGGAACCTGTGGTTTCTACTGGACAAGCATCAGGTGCCTCCGTTAAGTGGAGAAGAGGC
CATGATCAATTATGAAGCATACGTGCTGGTTCGACAGAAGGCTGGGCCCAAGTGCAGAAA
ATTCTTTACAGCTAAAGTGTACGCCAAACTGCTGAGCAACGATCCATATGGCCGAATCTC
CATCATGCAGTTCTTTAACTATGTCATGAGGAAAGTGTGGCTCCATCAGACCCGAATAGG
ACTGAGTCTGTATGATGTAGCAGGACAGGGCTACCTCAGAGAGTCGGATTTGGAAAACTA
CATCTTGGAGCTGATACCCACTCTTCCTCAGCTGGATGGACTGGAGAAGTCTTTTTACTC
TTTCTATGTTTGCACTGCTGTTCGCAAGTTCTTTTTCTTTCTTGACCCCCTCCGAACAGG
AAAGATAAAAATCCAGGATATTTTGGCCTGCAGTTTTTTGGATGACCTGCTGGAGTTAAA
GAGA
>McF0014O09-MGRbd1
GGGGTTTTTCTTCTGTTTCCACGCGCAGAGAGACACTTTGAAAATGGAGGAACACATCCA
AAGAAAAACGAGACACGTTACAGTTTTAATCGACGGCGACAAGCCAACGCCGATAAAACA
AAACAATGTCTTCTCATGTCCATTTTGCTGTTGCAAGATGGATGCAGAGCATGCAATGGC
CCTCCACATGGAAACTCATTCTTCTGTGAAACACAAAGGTCTGAAGAAGAAGGAATGCAG
GCCAGAAAAAGGCGTCGGGAGGAGCGGAAACTCCAGGTGAGAGGAGCTCATTTAATTCAT
GAGGCACACATTGAAGCCCTTCTTTGAGGCTGTTGTTGTTAATCCCTCTGCCACTTTCAG
GAGGAAGGTGCTTCAATAAAAAAGATGCATTCTGAATCCATCTCAGAAGGTACTATTGAA
GTTAGAGCTGTTGTACACATACATAGTTTTCTCTGCTTTCAGTCTCTGATAGATTATTGA
GGTGACCTGAGATGCCCCTTCAAATATAATATAATATTGTGTTTAGCCAATAATCTTTCT
AGAACTAGGCGAACATGATGTTTATGCTGGGAGGAGCTGCTCTCCCCCTCCCCTGCCTGC
TCTGCTCCGGACGCGACCAGCTGTCTCCACTTACCCTCATCACCACCATGGCCTCTTAAG
GAGTTCCTGGACCTCCACTCGACGCCAGTTCG
>McF0014O18-MGRbd1
GGGTCTGAGCTACGACCGCCGCCGCCTCGGCCCTGGCTGCTTCCACGCTGCTCTCATCCG
TCAAGATGTCTGCCAGGCACAGAATCCCGTCCACCTGAAGGTTCCTGGAGTTTACCATCC



AAGAAGAAACCATAAAATTAACTCATCACCTGTTCGAACCACAACTATGATCTATGGAGG
AAAAGAAGCAAGCGTTGCTTCCGAAGCAGAGGCTCAGCCGCCCTGAAAACACCGGTTTAT
CCATAAACATCTGAAGTGGAGCAGACTGTCAGCTCTGAGGCAGCTACACCTGTCAGTCTC
CTCTGCATGACGAGCATCAGCTTTACAGGCACGTTCCCTATTTTTGTCTCTGTGGACGTC
AGCAGCAGCGAGCGGCCCACTGACGTGGAACCATCAACTCTCTACACCCCCGTTCATCAG
ATTCCCCCTCCTCCTTCCACAACTTTTTTTTTCTTTCTTCCAGCTGGACCTTTTTCTTCA
CTTAGAAGGTAGAAAGAGATCTGGTTTTGTTTGGTTCTGAGCTCCTCGTCATAAACGGAT
CCTAGAAAAGTTTTTCTTCAAAATAGGAATTAAC
>McF0014O19-MGRbd1
GGGGACATGGCATGGCGGAGAAGGAGGAAAGAAGCATCGGAAAAGATCAGTCTTTCATCA
AAAAAAAAAGGTGGTGACTTCATACTGAGCTTCGTTGGATGAACACATCACACAGGAAAT
ATGGTTGTCTTCCTATAAGGCTTTTTTTTCTTTCTCTTTGTCTTTTTTTTTTCTGACACA
GGCGTCCTGATGTCAGCCCCTGCAGTTTGAAACTTTTCCCTCGGTTAGTAGTGGTGACCC
GACTACGGTCAGCTTGCTGCAGGGCCTTTCCTGAGCAGCAGCAGCTGCGTCCTGCTTGCT
GACTCCCATTCCTCCCCTGCTTCCTGTCCTTGGTCAGACAAGGCTAGTCTTCTCACTCCA
CCCTCATCTCTGTCCACTCACTTGCTTTTTTACACTGCTTGTTTGATTGATCAAGCCTTT
GGACTGGTTTTAGGGTACCATCATTTTTTGAATACTTTTGGACGGACGGAGGGTGACCGT
TTACCCCACGCAGCTCTCTGATTTGGGCTAGACTACATTGTGCAACATGTCGTCCATGTC
TAGCCTCTTTTCTTTTACAAGCCCAGCAGTCAAACGGCTGCTTGGGTGGAAGCAAGGAGA
TGAGGAAGAGAAATGGGCAGAAAA
>McF0014O21-MGRbd1
TGCGTAAACAGTTGAGATGGATCCTTTTTGGAGTCTAAAGCTTATGTTTTCTTTAATCCT
ACCTGCCACTGGTCTGGTATTTTTAAATGATGCTGGCTGCTAATTGTATTTTAATTTTAA
TTTTTGCCCCCCCCCCTGTATGTTCGAGG
>McF0014O22-MGRbd1
AGACTGAAACTGCCCTCCAACTGGGAGGCGAAAAAAAGCCCGACTGGAATGGGAGCTTGC
CGCTTAAAAAAGATAAAATAAAAAAAAAAGGGGGG
>McF0014P05-MGRbd1
CGNTTAACCCGGNCATTATGGCCGGGGATTGTACGTAGGCATTGTGCTTCAGAGGTCTTC
TCTGGACCTGGAAGCTGGCTGGACGGGCAGACAATCAGAGCTGGCAGCTTTTTTCATTTG
CAAATGAAGTCAAGCCGGACTTTTACTACCTTGAAGACCAAGATAAAGAAGACGACGTGT
GCTTGGCCACAAGCTTTACAAGACATAATGCTGTGACATCACAACAGGATTTCAAGGGTT
TCAATGAAACAAAGCCCACAATGATAACAGAATTTGGAGGGGTCTACAACCAAGTGGCAT
TTCTTAAAGAGCAAGAAAAAGGAAAATGTCAAGCTCTCTCTACAAGTGAACCCTGTACTC
CTAAACCTGACCCCATAGTGAATCTAGCATCTCTGACCATCCTCGGCCTCAGGGTGATCT
TCTTTAAAACGGTCGTCTTCAACGTCCTGATGACGTTGCGCCTGTGGAGCAGACAGTAAT
CTTGTCAGACTTGATCAGAAACCTCACTGTGAAGATGAAGATGAAGACAAAGATGAAGGC
GTGTAAATAATCAAATGAGCTGTTTGCTGTTGCGTCTGTGAGAATCTAGCTGTCCTACAG
AGAATGTGCTAAAGATGATCAAATAGAAATGCTAGTTTTGTGTTGACCGCATGAATAACT
GTTGATGTAAATATGACAGTAAAATGTATTGGCTTGATTATGTTATTTCTTATTTTAATA
AAATCTCTGAAAAAGAAAAAAANANNNAAAAAAA
>McF0014P06-MGRbd1
GAGGCGCGGGCCGTTAAACCCGGGCATTATGGCCGGGGTAACGATAAGGGAGAACTCTTT
CCAAATGCTGACCTCCCTCGTCATTTCACTGATTCTACCCGAGCAATCCTGGTGGACTGG
ATGGTACAGGTTCATGAGCTGCTGCGTTTCCAAGAAGACACCCTGTATTTGGCCATTCAC
CTCCTCAACCACTCCCTGCGACAGCTCAAGGTCACCACAGCAAACTTGCAGCTCCTCGGA
ATGGTTTGCCTCTTAATTGCAGCGAAAAAAGAGGAGAGCCTCCTCCCAGAGGTGTCTGAT
CTCTGCAGCTTAATGGACCATGCCTACACGAAACGCCAGCTGCTGCGAATGGAGCGCCGA
CTCCTTTGTGCGCTGAAGTTTGATCTATCTCACAGCCCCCCTTTGCATTTCCTCCTCCTC
TTCGCCGCGGTTGCCCGCTGCAGCGCCATGATGGTGTGGATGGCCCGCTATCTGCTGGAG
TTGTCTCTCCAAGAGGCCCAGTGTGTGGTGTTTCTACCCGCCCAGCTGGCTGGAGCAGCC
CTCTGCTTGGCTCGCCATGTTCTCCAGGAGTCTCCAACCCCTGAAGGAGAGGCTGCCTGG
TGTCTGACCTCCAGCATTCATGTTGGCAGTCAAACCATTCTTCTAAGGATCATGCAGATT
CTAGCCACTGCTGCTTCCAGGGTCCAGACCCATGAGAACTCTGCTACTTTTATTAAGTTC
TCCTCCCCAGAGAGGATGCATGTTAGCAGACACCCAGGTCTGAGGAATCCTGCTGGTCTG
TTAGGTGTATGCTCTTCACAAGCCCCT
>McF0014P07-MGRbd1
GGAGCGCCCGTTTAACCCGGGCCTTATGGCCGGGGACTGGATGCGGAATCGGCGTACCAC
GGCTTTTTTAATGAAATAGTTGTATGATATATATAGTTTGACTCTGCAGCGCCTGGCTCT
CAGGCTCAGGAACTCTTTATACACCCAGACTTAAATGTTTGGCGAGTTGTTGTTAAAAAT
AACTAACGTTAGCCAACTCTTATGTAATAGCAGACAGCTGCTACACTGGAGAAAAAAGGC
ATCTGTGGTGCTGGAGCTAGCTAAGCTAACTACACGGTTCCCCGCCACGCAAACCATAGA
GGTCTGCGTAGATGTGTGAACTAGCTTAGCTTGAAAATCTCTGATTTTTCTGGTCCTTGG
GGCATCCTCACTCGTCTCTGAATGACAATGACCACCATCGTCCACGACACCACAGAGGCA



GTCTGCTTGTCCGCCGAGTACAATTTGTACCTCAAGCCGATAGCTAAAATGACCGTCAGC
GTGGCCCTACCCCAGCTCAAGCTGCCAGGCAAGAGCATCTCCAACTGGGAAGTGATGGAG
AGGGTGAAGGCGATGGTCGCTCCTGAGCAGTTCTCCGCCCTCAGAATCTCCAAGAGCACC
ATGGACTTCATCCGCTTTGAGGGCGAGGTGGAGAACAAGACTGTGGTCAAAGGCCTGCTA
AGCCGTCTTGATGGAAAGACCATTAAACTTAGTGGATTCACCGATGTGCTCAAGGTTCGG
GCAGTAGAAAATAAGGTGGAATTCCCCACCCGCCATGACTGGGACTCCTTTTTCCGTGAT
GCTAAGGACATGAATGAGACCCTGCCTGGAGAGA
>McF0014P09-MGRbd1
AGCTGCTGGACGGTCATGTGACTTAAAAGTTAGGTTAGGTTCGGCAGGTGTTGGAAGCTT
TGCCTTTGGCCCCTCGAGAACAGAAAAGGACTCGCTCTGAAGAAACGAATGACTGAAAAG
GAGTGAAAGAAGTGTAAATACAGAGCAGCCGGGTTTAGATGTCTCTAAAAGAGGCCTTAA
CAGTACACCAGATTTTTACATGTCAGAGTATCTCCTAAATGTTATCAAAAAACACACAAG
ATAGATGTTAAATTGTAAGAAAAAAATGTATATTAAACATCATTTCTTAGTCTTGTGGAA
ATAAAGACTGCCAATATTTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0014P14-MGRbd1
GCGCGTTAAACCCGGGCATTATGGCCGGGATGACATCACAGAGACCGGCCATTTTCTAAA
AGAAGACCTACTCTGATTGAAATGTTTGCTGTTTCTGCAGAAAACGTCGAGGCGCTCTGA
ACGCCAAGCAGCTGCATTACCTCGAGGAATACAAATCCAAGCTTTGCCTGCGCTTGAAAG
ATGCTAACGGTCAGAGCTGCTGTATACAGTAGGAAGCTGACACAAAATAAAAGGGAACTT
TTAATCACATTTTGTTCTCCTGCTCGTTTTATAGCTTCACCAAAATATGTAGCAAACTCC
CTGAAATGCTTTGCATGTTAAAGTCGGAGGATAAAAAACATCTTTGTTGGTAAAGATATA
TGTTGAATCCCAAAGATTTCCTCTGTCAGTGAACATCACAGCTGCAGTTTGAAGCTCTGC
CGATGTTTTTCAGAGATTCAGTTATGCTTTTCCTAGAACCCATAGTTCTTCCAGTACTGA
ATAAATAGTCGGCATTATATGGCACGGAAAAGACAGTTCCTTTTTACATCATCCCCTTTT
GTCATTTTTGTTTTTAAGTTTTGTAATCAATGTTTTAATAAATAAAGCCTCCATCCCACC
AAACTCCAACATTTGCAGCTCCACCAAAAGCATCTGATAATCTTAAAAGAATGTCCAACA
TTAGCAAAGTGCAGCACTTGTGCTATATTTAACCAGGATGACCTCTGCAACCTGCATCAT
GTGACCATTTACTACATTATATATACATATATATGTTAGTTCTGCAACAGGGAGTAAAAC
ACGATGCTAATATGATATAATAATTTGTACAACCTGGTTTATTATCAAACTGCAGCTCAT
AG
>McF0014P23-MGRbd1
GGGAGCCACAACGAAGAGGAGATGCTCTCCGAAGAAGAAGGGCAATCGCTGCTCTCAGCT
CGCACAATGTACAAGAGCAGAGCAAACAGCGCACTGCAGGATGCAAAGTCAGAATTCAAA
ACCATCCTGCACCTCCTGAAGACTAAAACCATCCTGCTTCTGAGTCCTTGCATGGCATAC
AGTGGCCTGGAGCTGGCATTCTACAGTGGGGTGTATGGAACCTGTATCGGAGCGACTACA
CATTTTGGAGAAGCAGCCAAAGGCTTGATCGGGATCTCTGGGATTGTGGTAGGCGTTGGA
GAAATCGTAGGTGGCGGCCTCTTCGGTCTGCTGTGTAAGAACAGCCGCTTCAGACGGACC
TCTGTGGTGTTTCTGGGAATGGTCGTCCACTTCATCGCTTCCTATTTGATTTTCCTTAAC
ATCCCGGCTGATGCACCCATCGTCCTGGAAACCACCACGCAGCTGAGCCCGTATCTGAAC
CCAAGCGTGTCCATCGCTCTGCTGTGCAGCTTCCTACTCGGACTTGGAGACAGTTGCTTC
AACACGCAGCTCTACAGTATTCTAGGCCACGTCTATGCCGAAGAAAGCATGCCGGCTTTC
GCCATCTTCAAATTCATCCAGGTAATCCGCGCTCGCCTTCCAGAGATGTAAGCTGAGCCA
AGCAGAGCTCGATCAAACCACTCTGCTGCCAGGAAGGAAATAAATTCACCTGTAGCCTTA
TCAAAAAG
>McF0015A04-MGRbd1
GTTTAACCCGGNCATTATGGCCGGGGAGGACGCTGTGGAGCAGCTGACGGCGCATGAACC
AAACCCTTAAAGAAACTTAAGATGCAGTTCTAGTCAAACCCCGATCACTCATGTTAAAGG
CTTGATCAGCGGAGCTGAAATCAAAAAGTTGGCCTTTTTTTGGAGCACAAATTTTTATGG
TGGATTATTCTTCTTTGAAAATGGGTTTGAAAAGATTTGACACAAAAGTGCCGGGGACTG
TTTTCTCCATAGTCCGCTCGTTCTGCCGCGTTATCGGGCTCCTAACGACTCTTTCTCAGC
CTGTCTGCGAGGCGTTCAACCTAGACGAGAGGAACCCAACAGTCTACAGCGGACCAGAAG
GGAGCTTTTTTGGATACGCCGTTGACTTTTATCTGCCTGATTCAGCCAGTGCAAGTGTGG
TGATTGGAGCCCCCAAGGCCAACACAAGCCAGATCAACATTACAGAGGGGGGGTCTGTTT
TCTACTGTCCATGGAGCCCAGGCCAAACTCACTGTGACTCCATTGAGTTTGACACAGAGG
GTGATCGTTTTGTCTTCCTCAATGAAACAAAACACAAGATTGATTTCAAATCCCATCAGT
GGTTTGGTGCCACCGTTCGTTCCCATGGCGACACGGTTCTGGCCTGTGCCCCACTGTACT
CCTGGCGAACAGAAAAAGACACTCCCCGCTCTGATGTCACCGGAACCTGCTACCTCTCAG
TCCAGAATTTCACCAAATTTGTGGAGTACGCTCCATGTCGG
>McF0015A16-MGRbd1
GCGCCGNTAAACCCGGGCCTTATGGCCGGGGAGGTCAAAGGGACGAGCAAAGATGGCGGC
GTCGTCCATAAAGGTGTTCGAGCTGTTCGTGTCGAAGGTCCCGTGGACCGCAGCCAGCAA
GGAGGTGCGGGACTATGGTGGACAGTTTGGCTTGGTCAAGAAGTGTCTTCTGCCATTTGA
TAAGGAGACCGGCTTCCACAGAGGCTTCTGCTGGATCGGCTTCACAACAGAAGAGGGTTT
GAACAATGCCCTGCAGAAGGACCCTCATGTTCTGGAGGGAGCAAAGGTAAAGCATTATGG



GTAATGGAGTCAAATAGAAGTGAGCACTACGTGCTAATAAACCCCTGAACTCAGGAAAAT
GACTGTAAGGAAAGAAGCAAAGTAAGAAAGCTGGATGTTGTCTGTGGAATTTGTTTTTTT
GACTAATGCCTCTGCTTTCAGCTGCAGGTTCAGAGGAACAGACGTCCGTTCGCAGGACAG
AAGTCCAGCAGAGACGCCGAGTTTGACTGAAGCTTCCTCTGTGGTTCTGCAGAGAGGAGA
GGAGCTCCCTCTACCTCTTCTTGTCTGAAACGCTGGGTGAAACCAGTGGACCATGTTTGT
TCTATGGAATCAAAATCCTTAAATTCCTCTGTTTTGGTGTTGTGAAACTGATATTTGTTG
ACAAATAAAATCTTTATTTATTNAAAAAAAAAAAAAAAAAAAAAAAAANAAA
>McF0015A23-MGRbd1
CGACGCNCGTTTAAACCCGNCATTATGGCCGGGGTCTTCCTGTTTAGAAATTTTAAGGAA
GCTGCAGCAACTGGACTGTCGCAAAACGCATATGGATTCTTCCTAGTCACCCGTGGGAGG
GGAGGACCCATGCTCTGTCATCTTTGTGCTTCCACCATAACTCTGTGCATACTGTGGATC
ACCATGGCCCAGGTTTCTGGCCAGGAGGACAAAGAGAAAACCACTGCTCTCAAAGACTTG
CTGTCAAGAATTGACTTGGATGAACTAATGAAGAAGGATGAACCTCCTTTTACTTTCCCC
AAAACACTGGAGGAGTTTGAATATGCTTTTGACGAAGATGGCCAGCTCAGACACATTAAA
ACTGGTGAGCGCTTTGTATTCAATGCCAGAGAAGATCTTCACCGCTGGAACCAGAAGCGC
TATGAAGCTCTTGGAGAGATCATCACTCAGTATGTTTACAAGCTGTTGGAGGAAAAGTGC
AAGCTGAGGAAAGAAGTCATACCAGTGGATGCATCGGATGGTGAACCTACTAGTTTTATT
TACATGAGCTCAGATGCCTTGACTAATCCATCCAAGTTGCTGATCCTGATCCAGGGAAGT
GGTGTGGTACGAGCGGGTCAATGGGCACGCAGACTGATCATCAACCAGGACCTGAACTCT
GGAACCCAAATTCCCTTTATTGAGAGAGCTATGGAGGACGGCTATGGCGTCATGGTCCTG
AACCCCAACGAGAACTTCTTTGAGGTGGAAAAGCCTGCAAAAATCTCCCC
>McF0015B01-MGRbd1
AGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGCACACCGAACTGCAACACATTCGTC
TAATCAATTTTTTAAATGACCGGTCGGTTTAGATTGAGAAAGGTCGTTGGTTCATTTCCG
CCGCGTCTACCAGAGAAACTAGCTTAAGTTGCTGTTAGCCGAGTCACGGAGAACGTCAGC
AGGGAAACATTTCATTGAACTTTATTTATTACTCTGCTGGAAACAACCGCCGTCCAGAAA
CGACTCCGTTTTTATGAGGTCGATACACTCCGGCTGTTGGTCCCAGGATGAGGAGGCTGA
CGAAGAAGAAGGCTCTGACTCTGGTGAAGGAGTTGGATGCTTTCCCGAAGGTCCCCGAGA
GCTACGTGGAGTCCACGGCCAGCGGCGGGACAGTGTCTCTGATCGCCTTCACCCTCATGG
CTGTCCTCGCCTTCCTGGAGTTCTTCGTGTACACAAACACGTGGATGAAGTACGAGTATG
AGGTGGACAAAGATTTTAGCAGCAAGCTGAGGATAAACGTGGACATCACTGTGGCTATGA
GATGCCAATACATTGGTGCGGATGTCCTTGATTTAGCAGAGACAATGGTTGCGTCTGATG
GTTTAAATTATGAGCCAGTTAATTTTGAATTGTCACCTGATGAAAGATTATGGCACATAA
CTCTTCTGCACATCCAGGAGCGCTTGGAAAGTGAGC
>McF0015B05-MGRbd1
CCGGCCGNTAAACCCGGGCATTATGGCCGGGGCAACATAAACGCTAGGTTGCTAGAATGT
GATGCAGTCTGGTGTCATGTCGAAACGTCCATTTTCATATCTTCATACCTAAAACTATCA
TTTTTATACTCGTGAAAAGGTCAGGCTTACCACCCGGAGACCCGCAGCTGGTCTCAATGA
TCGTGAACCATTTGAAAACCCAGGGTCTGTTCGACCAGTTTAGGAGGGAATGTCTGGCAG
ACGTTGATACAAAGCCAGCATATCTGAACCTGAAACAGCGAGTTGACAACTTTGTCTCGA
ACCACCTCTCCAACCACACATGGAGCCCCCATTTGAACAAAAACCAGCTGAGGAACAACA
TCAGGCAGCTTGTCCTGCAATCTGGCATGCTGGAGCAGGGGGTCGACAGGATTGTGGCCC
AGGTAGTGGACCCCAAAATCAACCACATCTTTAGACCCCAGGTGGAGAGGGTGGTCCGCG
AGTTTCTGTCTCCGGGCAGCTTCTCCGACGAGCCAACGACCCCTTTGCCCCCAGCAGATC
TTAAGGTGGACACTGGCATGCTTGAGCAGGGTGCAGGGAAAATGGTGAGCAGTACCAGAG
CTATCGAGCCGTACAGTGTTGATCCAGATTCCAGCTCGGTGGAGGAAAACAAAGACGTTC
ATGCCTCATCTTCAACTCCAGCCACCTCCACCACTAGTGATGCTATGTCGATTCTGGACA
CCATAAGTTCCCTCAACCAGGAGGCCAGCGTCAGGTCCAGCTCGGCTACGGAAAAAAGTC
GGAAAAGCCTGGCTTCTGATGACGGCGCTCTGCTGGTCGAAAGAGA
>McF0015C16-MGRbd1
CATTATGGCCGGGAGAGGAACACCAGCAGAAGCACAGCGGACCGAAGGCACAGAAAAAGA
AGAGCTGAGAATGATCCACGAGAAAATGGAGGCCAAGAGGATTGCACGCATCGCGTTGAG
GGAGATCAGAGTTCTGACTGCTGAGGAGGAGGAGCGGAGGGAGGCTGACTGGACTCTGAA
GATGAGGAGTCTGGAGGAAGCTCAAGAGCATCTGAGGAAAGAGAAGGAAAGGAGTGAGAG
GGAGAAAGCTGAGAATGAAAGGCTGGAAAAGGAGAAGTTGGAGAAGGAAAGGCTGGAAAA
GGAGAAGTTGGAGAAGGAAAGGCTGGAAAAGGAGAGGCTGGAAAAGGAGAGGCTGGATAA
GGAGAGGCTGGAGAAGGAGAGGCTGGAGAAGGAGAGGCTGGAAAAGGAGAGGCTGGAAAA
GGAGAGGCTGGAAAAGGAGAGGCTGGAGAAGGAGAGGCTGGAAAAGGAGAGGCTGGAGAA
GGAGAGGCTGGAGAAGGAGAGGCTGGAAAAGGAGAGGCTGGAAAAGGAGAGGCTGGAGAA
GGAGAGGCTGGAAAAGGAGAGGCTGGAAAAGGAGAGGCTGGAAAAGGAGAGGCTGGAAAA
GGAGAGGCTGGAAAAGGAGAGGCTGGAAAAGGAGAGGCTGGAGAAGGAGAGGCTGGAAAA
GGAGAGGCTGGAAAAGGAGAGGCTGG
>McF0015C17-MGRbd1
CTAGGTACTCCCTTTAACCCGGGCCTTATGGCCGGGGTCCTGTGGATATGTATGTTTATG



TGTACAATGCTCTGGTTTGGCTGTTCGTGGAGGGAAAATTAAAGTTCCCACTCATCAATG
AGATGCCAAGGAGGTAGACGAGCGCTCTTGACAGGGAGCAGTTGGGCTCCTGGCTGGGTT
TGAACTGCACACACCGGTGCCTCTGGTTCTCCGGACTGCAGCAGAGGAAGCACATGGAGG
AACAGCCCGGTCCAGCTCATGGGCTGGTGACGGATGAGGCCGATGGAGGGATGAGGATAT
AAGAAGAAGAGGAGGAAGAAACGGAAGTGGAAAACAATTGCTTGGAAATTTCTTCTTTTG
TTTCAGTAGTACGTTGCGCTCTTGTACGGGACCGACTGCTGTCAAAAGTACAGACACCCT
CTTGCTCACACGTTCCCTTCCCCCTCCATCATGTCCTCCCACTTCAGTCCACCCCTTGTC
ATCCTCCCCTTCATCCTTGTCCTCTCCTTTGGCTCCACCTCTCCTACCTCCTCCTCCTTC
TTTTCCTTCTCTCCCCCGGAAGGAGGTCTCACTCATTTGGTGGTCCACAACAGAACTGGA
GAAGTCTATCTGGGTGCCGTCAACTGGATCTACAAGCTTTCAAGCAACCTCACCAAACTG
CGAAGCCACGTGACTGGTCCCGTCACGGACAACCCTCGGTGTTACCCCCCCCCTGGTGTG
CAGTCCTGCCCCCACGAGCTGGTGCAAACTTCAAATGTCAATAAACTTCTGCTGCTCGAT
GCG
>McF0015D01-MGRbd1
GGGATGCGCCCGNTTAACCCGGGCATTATGGCCGGGGTCGTCTTATTTGTGTTAAACTGG
TGAAAGGTGGCTGGTCCTCAGCCATGATTTAACTGTGTCAAGCCAAACATTTTTTATTTA
TTTAACAGAAATCTTCTCAAGAGCGGCTGGCAGTAACAGAAACTGATATGAATAAGCTTA
AAGATGAAGCCGAGAAAGAAACGGGCGTCTGGAAGTCAGAAATTGCTGCATCGCAGCAGC
AGCTTGCAGGACCAAGCGCTGTTTGCAACTTTTTGAAAGAAGCGCCAGAGGCAGCGAGAA
ATATGTGCCCTAATAAAGAAGCCCCCAAGCAAGAGGCCCCTAAACAAGAGGAGGCCCCCA
AAAAAGAAGAGGCCCCTAAACTTTAGGAGGCTCCCGAAAAAAAAAAAAAAAAAAAAAAAA
AACCCCT
>McF0015D11-MGRbd1
CTGGTACTGCCGGTAAACCCGGGCATTATGGCCGGGGGCTTATTACAACTTACCAAGAGA
TCTCGGAAAGAAGGTCTATCGAGCGACCATGAAATTCGAAATTTGCAACTACAGCGGATA
CAAGATCTATCCCGGCCATGGCAAACGTGTTGTTAAGATCGACGGCAAGGTGCACATCTA
CTTGAACTCCAAGTGTCAACGATCCGCTGACATGCGCCGCAACCCACGTCGCGTCACATG
GACCGTGTACTACCGCCGTAAGCACAAGAAGGGTGCCGCGGAACAAGAAATCAAGAAACG
TACTCGCCGCAACGTGAAGTTTCAACGCGCCATCACCGGCGTGACCTGGAATGAGATCCT
TGCTAAGCGCAACCAACAACCCGAATTCCGCAAGGCACAACGACAAGATGCCATCAATGC
CGCCAAGCAAGCGAAGAAGGTCAAAGCTCAGCAAAAGAAAGCGACTCAACCGTCCGCTCT
CAAGACTGGCAAACCAGTGAAGAAGCCCGAGAAGATCCAAAAGACCGTGCCCAAAGCTGC
CCCGAAGAAGGGCACCCAACGCTAAACAGCTTGCCCGTTGTTTCTGCAGCCGCCCCGTTT
TCCTTGCTATCTTGTAGCAAACGTTGCGTGCATTCACTGACCGTGTCTCTGTGTGTCTCA
TCTCTTTTTTCTACGTCATCATCAGTGAACAGGATGAAATAAACAGAGAAGAAAAAGACG
ANNNANAAAAAAAAAAAANAAAAAAANNACC
>McF0015D22-MGRbd1
GCCCGTTTAACCCGGGCCTTATGGCCGGGGAGAGAGGGGGAGGGCTGTTCGCGGGAAAAA
TGGCGGAACTGTGCGTGATGGTAGTGTTTTGATCGGAAAACATCCTCAGTATCGTTTCTT
TAGTCTTTTTCTGTGTGTGTCTTCACATGAAACTCTAAGCTTTTTTTTAAAAAAAAACTT
TATTATTTTGAAATGGACATCAAATGACAAAGATGCAAAGTGATTCAACTCAATTTGTTA
CTTCTGAGCCCAACAAGGAAGTCTGCAAATTTGCAGCACAACCGACAGTCAAATCTTTCC
AGTGTGGTAAATGTACTTTAGTCTTCAAATCCAAAGTTTATCTTTTTGAGCATCTAAACA
ATGTGCACGACTTAGATGTGCACACTGCTCTCCAAGATGCTGGCTTGAAGTATGCAGAGG
CAGACAAAAACTCAAGCTTGGAAAAAAAGCATTTTAAATGCCAGCACTGTGATTTTAAAA
CTTGCCACCAGGATCTTTTTAAAAAACACAAGAAGCAGTGCCACCAAAATGAAAATGCAA
ACTTGACTGAAGCTTTAAGCGGCTCTGAAAACCATGAAGCGGCTGGCGTTTCAGCTGACC
ATCACAGAGAAGCTGCAGAATTGGAAGAGATTCCCTCGGTTCTGTCAGCTGCATCTACCT
CAGAGGCAAAATGCCTCCTTGCCTCATTGAAGGACCTAAAAACCTACAAGAGACCAGCCC
AAACTAATGAAAACCTTTTCAAAAATCCACCTGGATTAAACGGGACAC
>McF0015D24-MGRbd1
GAGCCGCGTTTAAACCCGGCCTTATGGCCGGGGAGTACTTTACGCTATTATCCTCCCCGC
GTACCGCTTTTCCCAGCCTTAGAACCTCCAGATATGCGGTGGTTTGTGTCTCCAAAAATG
GTCTAGCTATATGTTGTGAGCGGTGAAGCATCAACAGTCTGGTACAACTGAGCCAAGATG
TCCAGCAGCTCGGGCTACCCCCCCTCCCAGGGGAGTTTCAGCAGCGAGCAGAGCCGATAC
CCACCCCACTCTGTCCAGTACACGCTTACGGGCTCACGCCACCAACAGGAGTTTGCCGTC
CAAGACTATCGTACTCACATGCAGGATCCACAAGGTCGGAGAAGGTTGTCTCTACTTTCT
GAATCCCAGACGCAAAGCTAAGGAGAGCAGGACACGGGAATATTACGAAAGACAGTTCCC
TGAGATCCGCAAGCAGAGGGAACAGCAGGAGCGCTTCCAGCGAGTTGGACAAAGAGGAAC
TGGTTTGTCTGCAACAATTGCAAGAAGCGAGCATGAAATTTCAGAAATCATAGACGGTCT
CTCCGAGCAAGAGAACAACGAGAAACAGATGAGACAGCTGTCAGTCATCCCTCCCATGAT
GTACGACTCTGAGCAGAGGAGGGTGAAGTTCATCAACATGAACGGCCTGATGGATGACCC
CATGAAGGTGTACAAAGCCCGGCAGTTCATGAATGTTTGGACAGAGCACGAAAAGGAGAT
CTTTAAAGAGAAGTTTGTACAGCACCCCAAAAACTTTGGCTTGATCGCTACATATCTGGA



GAGAAAG
>McF0015E07-MGRbd1
GGGATCGGCCGTTTAAACCCGNCATTATGGCCGGGGGGTCTTTGGAGAAGATACCGGCTG
AGAGAAACGCAGAAACAACAGAAAGGAAATTGTAAAATCGGGCCTTTTTCATCACGGATA
ATTGCCAATCTCCGCGCTTACCCATCGGAAGGTTATTTTCGAGCCCAAACCTCGATGTGG
AAGCTGAGCTGAAGAAAGAAAGGGACCCGCTGGGAAGGCAACTAGCTGAAATAACCAAAA
ACCGAGCTCGTTGAGAAGGAGCCTAGTAGTTGCCTCCCTAGCGACGCTTTAAAAAGAAAG
GAAGAAACGCAGACATTCAGCCTCTGAAGTGGTGAAAAATGGACTATGACTTTAAACTGA
AGCTGACCGGTGAACGAGAGCGCGTCGAGGACCTGTTTGAGTACGAAGGATGCAAAGTGG
GAAGAGGCACCTACGGTCATGTGTACAAGGCGAAGAGAAAAGATGGGAAGGATGATAAAG
ACTACGCCCTCAAGCAGATAGAAGGCACTGGCATCTCCATGTCAGCCTGCAGAGAGATTG
CACTGCTGCGGGAGTTGAAGCACCCCAATGTCATCTCCCTGCAGAAGGGTTTCCTGTCAC
ACGCGGACCGTAAAGTATGGCTGCTCTTTGACTATGCGGAGCATGATCTCTGGCACATTA
TAAAGTTTCACAGAGCATCCAAGGCCAACAAGAAGCCGCTTCAGCTTCCCAGAGGAATGG
TGAAGTCTCTGCTCTACCAGATTCTGGATGGCATCCATTACCTCCATGCCAACTGGGTCC
TACACAGAGACCTTAAACCTGCTAACATTTTAGTGATGGGAGAAGGGCCTGAGAGGGGC
>McF0015E13-MGRbd1
CCGTTTAAACCCGNCATTATGGCCGGGGAATCAGCAGGGGGTTGTTTTTTGTTGTTTTTG
AAATAATAAAATGATTCAATGTNCGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0015E14-MGRbd1
TGGGACCGGCCGNTAAACCCGGGCATTATGGCCGGGGGTAAGCAACTGTCCCCTAGAAGG
ATAAGGTCTCCATGCCGCTGGAAGCTCCGAGGAAGGTCCCTCCTCAGCTCCTCCGTCAAC
ACTTCACCATGGGACTCCAGAAGCTCCTCCAGGATTTTCTCCAGCTTCCCTCCCGTCCTC
CCTCTGGCTTTCTTTGGCTGCACAGGACCCTGCAGTGAAACCAGGAGAGCAGGATTCATG
CAATGACTGCAACACGGCAGGCATTGCATTCAACGCTCTTTATTCAGCTTTTCCTACCTT
TCTCCAGACTATTTCGCCGATACTCGAGTTTGCAGGGGACTGGACGTCAAGGTGCACCAG
GCTGGACTGTATGGGTAACAGGACCGTCCCATCCACGTCTTTTACTAAGCACAAGTTCCG
ATCAAGAAATCCTCTGGACTGTAGACTGCTCCTTTAAGATAAATACAATGGCACGTGGAT
TAAAATAAGTCTCAAACAGATATATCGAAGACAAAAATGTATGCTTAAAATTTCTGACTG
CAGATCATGTGCTAAGTGCTAACTAACAAGTTATAAAACTTTATGATTACTTCAACTCCT
GTGCGTGACAACTCGGCACACGAAGACAAGGAACCCCGTCCATTTAACGGCAAACGAAGC
CAACAACCAANAAAAAAAAAAAAAAAAAAAAAAAAAACCCT
>McF0015F05-MGRbd1
CTGGGATCGGCCGTTTAACCCGGGCCTTATGGCCGGGGGGGAGAGTCTTGGAGACACTGC
TGTAGGGCTGAGCTCACCTTTGGTTCCTCATGGCGTATGCTGCGTACTGGATGAGTCTTT
CGCAGCCGAGTCAGGCAACACCCAAACCGACACCTCAGGTCTCTGCTGGGAAGCCTGCGC
AGTTCGAGAAGGCATCATCAGGATCTGCCATGGCTGCAAAGCCTGGGATGGTTGCCACAG
CAACAGGCGATGCTACAGGAAGTGGGCCGGCAGCAGGGAAACAGACGGCTAAAGCTAAAC
CAGAGGTTCAGGTGGAAGTTTCTTCTGCAGCACCAGTAGCCAAACAGGCTCCTGCTGCAG
ATCCATTTGACGCCTTGGCCAGCAGCCTACCAACATCTGACCCTGTTACCCCCTCACAGC
CTTCTTTTACTGGGCCAGAGGTCAAAGAGCATGACATCACACCTGAGAAAGGTCAGAGGT
GTGGAGACAGAGAGTCCACGCTGCCTCCAGGCTACAGATCTGAAAATGTGACTCCACCTA
CTGCAAATATTCAACAACAACCCAAGGATGTGCCTAAACCATTGAGCACAGACGACGCCC
TGGAGTCTCTTTCAGCGGGTTTCACGACATCCACTGCCCCACCCGCAGCCCAAAAGCAGG
AGAAAAATGTAACTCCTGCTAAAGCTTCTCCTGTTGCTGTGTCTCCTTCACCTCCTGCTG
ATAAAAAACCCAAGATGGAGAAAGTTTCAGATAATTTCTCACTGAAAACTGCAGAAGCAT
CACCTCCCGTTGTGAAAGCTGCTCCTCCTGCTGTTTC
>McF0015F09-MGRbd1
CTTGAGCGCGCGTTTAAACCCGGCATTATGGCCGGGGTGGCGCGACCTACTTCAACACAA
AGCAGCTTCGTGTTTTCGTCTCCAAACCCCCGCATTTGTTTTTATACTAAAACGTCATGC
TTCATGCAAACATTTTGCCTGTCGTGGGTTTATATGTTAGCTAAATTTCTGCAGGACGTC
GATTTGTTCTCTCTCTTTTTGTTATTGTTTAAAATATAAAGCCGTCGTATTAATTATCAG
GAATGTCTCAACCAACACAAACGTCGCTGCCCGCCGCCCCTGACAGCCCCGCGCTGGTGG
TCACAGCGAACGTGCAGAAATTCGCCGTGAAGAAAAAGAAAGTTCTCACCGCAGAAGAAA
GTGAGCTGTTCGAGCTGACCCAGGCTGCAGGCATCACGGTGGACCAGGAGGTGTTCAAGA
TCATGGTGGACCTGCTGAAGATGAACGTGGCCCCTCAGGCAGTTTTCCAGACCCTGAAGG
CGATGTGTGCGGGTCAGAGAGTGGCAGACGGCTGTGGCGGCGAGTCCTCAACCGCCTCCC
ACGCGGCGAGCGCCAACACGGCACCTCCAGAGCCCAGAGAAGAAGAGTCTTTGGTTTCCG
GAAAGAACCCTAAAGCACCTTCAGCGCCCCCCCCGGGGTCCGGCCCCAGAGCCCAGAAAG
CCAACACGAAGATCGTGGTGTACAGCCCCCAAGACACTAACTCTTCTCACGCTCAAGCTG
TTCGCAGTAAATCCGGAGCGACTTTCAATGAGAAGACCTCCAGCCAGCGGGTGCAGCG
>McF0015F24-MGRbd1
CTTCGAGCCGCGTTTAAACCCGGCATTATGGCCGGGTGGGGGAAGCAGCCGGCGATGAAG
CTAGCGGAGACCATGACGTGCTAAAATACGAGCCTGTAGAAACGGTTCCTCCTGCGAGTG



CAGAAACCATCACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0015G08-MGRbd1
GGCCGNTAAACCCGGGCATTATGGCCGGGGAGTGGCGGGGATGTTTGACAGGCGACTTAC
GTTCGGGAGCCAACGGCAAAGTCTTTGCTCTGCAACGCCCTGCACCACTGAGACGTCAAA
TCTACGCGCGCTTTTGTTATGCTTTAACTGATTGACATACGTGAAATGTGTCCACTCAAT
CCAGAGTTTGTGTGTCAACTCAATGCTGCCAACAAAGAAGCTGCTGAGCCTCCCACTGCT
GCTACTGACAAACATGCAGCACATCCAGCAGTCTTCCTCAGCTCACCCTGAGACCATTCA
TCCGGATCTTAACCCGCCAACCAATCAAAGTTTCTGGTTCTGCAGCTCCTAAACAGCACC
GCAGAGGGAATGATGCCAAACCGGCGCCATCGGTGCCTTTTCTACCCCAAGATGTTTTCG
CCCATCTGAACTACAGGAACTTTGCTTATCTGGATTCGTCTGTCTATGTCAGTTTCTTTG
AGATCTACAATGGAAAAGTGTATGATTTGCTGAACAAAAAGACCCAACTCCAGGTTTTGG
AGGATGGCTGTCAGCAGGTTCAGGTGGTTGGACTGGAGGAGGTCTGTGTGTCCACACCAG
AAGATCTCATCAAGGGTTTACAGACAGGCTGTGCATGCAGAACATCAGACCAGACGTCAG
TCAATGCCAAATCCTCACGCTCCCACGCCTTCCTCCAGATTGTGGTGCGGCGCAATGATC
GTCCCAAAACCTCACATGGCAAATTCTCATTGGTCGATCTTGCTGGCAATGAGCGTGGAA
CGGATGTCAACTGCAGTGACCACAGCACTCTGG
>McF0015G13-MGRbd1
GNCATTATGGCCGGGGGAGGGAGACGTGTGCGGCGGCTGTTGCTAGCCGCTAAGCTAGCA
ACTACTGGCGAAGGGTGGAGGAGCCTTTTTTGTAGTCGTATGTTTTGGTCAAAGAAGGCT
GTTGTAACATGGCAGAGCTGCATATTATAGGACAAATCCTCGGGGCCAGAGGCTTTCCGC
AAAATAGTCTATTTTGCAAATGGGGAGTTCATACTGGAGGAGCATGGCGGCTTCTCTCTG
GGCTGAAGGAGGGCCAGACCCAAGTGGACATCCCCCAAACGGGTAATATGGCCTACTGGA
GTCACCCAATCGATCTACAGTTCGCAACTAAAGGACTGCAAGGTTGGCCGAAGCTACACC
TCCAAGTGTGGCACCAGGACTCGTTCGGGCGCTGCCAGCTGTACGGATACGGATACTGCC
ACGTCCCGTGCAGCCCCGGAACCCACCGGATAGAGTGTGTGACGTGGAGGCCGCTCGGTT
CCTGGCAGGAACAGATCACCCAAATGTTTGTCGGCGGAGGTCCACAACTCCGCAGTCCGG
ACCTCATCTACAGCGGAGCGGACAGATACCGACTGCAGACCGAGGCCATGGGAACTGTGG
AGCTGGAGCTCGGTGTAATTATGAGACACTTTGACAAATATGGTGTCGACAGCTGATGCG
TGACATGACGGAGCAACTCCGAAAAACCCATGACATTTCAACTGGCACGTGCTTTATATT
TACACATGACGCTTCTCCACGTTTTTGTACGTTTCAAATTGCAATTATCACTCAA
>McF0015G19-MGRbd1
CGNTTAACCCGGNCATTATGGCCGGGGCCGAGGTCTGCTTGGAAGACGTCGAGATGAACC
TTGATCAGTTGCAGTCAGTTAGCGATACTGTAGCCGAGTATTTCTGTGAAGACTCCAACA
AGTTCAAACTGGACGAGTGCTGCTCCATTTTTCACTCTTTCTGTGAGAAGTTCATGAAAG
CCATGCAGGAAAACAAGGCCAGAGAGATGACAGAGATGAAACAGAAGCACAGAGACCGAT
TGCAGAACCCAGCCAAGCGCAGATCGACAGCTACCTGCTCCAGCAGAGACAAGGAAATGA
AAGGAATTGCTTTAGAGTACGTACTGCAGAATTTACTCACAGACCGCATCCCTGGAAGGA
AATCTGGAAAGTTCTCGCCGGCTAACGGAAGCCCAATCAACGGGAGCATATCAGAGATCT
CGTCTCTGACAGAGCTGCCCTCTGAAAGTCATAACCAAAGAGACACTTATAGAGTTAAAG
GAATGTGCACTAAAGAGTGGAACTCTGCAGTCGACCTGACTGGGAGTTTCTCACAAAAGG
AAGAGCGTAGACATCTGAGTGACACTAAGGTCAAAGGTCAACGTTCTTATGAAGAAGAGG
ATTCTGAGGACTTGCCACACCAAAGAGCCCCCAGCATCACTTCCTCAGCTAGGTCTTCTT
CAACCACACCCAATGAGGAGAATGATCTGCAAGACAACAGTGAGGAAGAGGCACAAAAGT
TACGGGAAGCGTCTAAAAAGGTTTGGCATTTTCAGAATGGCGTCTCATCCGAGGACCTCT
GTCTTGAAAAGCCGAAGGCTCCCCCTGAAAAATCCACCTTACGCCGCCATCTGACCTTTG
ACGAGGAAACGCAAA
>McF0015G24-MGRbd1
TGGATCGGCCGTTTAAACCCGGCATTATGGCCGGGGGTTTTTTGTCCGGACAGTTGTGAG
TCTCTGAGAGAGTTGATCAGCGAGCGACTAGCTGCTGCTGGTGAAGAAATTTTCCGACTC
TGTGAAGGAACCATCTTCCAGAGCGAGGAGGAGCTCTGTCGTCAGCGCAGACTGCTGGAT
GTTGTCTGGAAACCACAGCTGCAGGTCCAAGCTATAGCTGCACCGCGGGCTTCAAAGGGA
GAAAACACTGCAGAGGGAAGTCAGGATGCAGCGGCTCAAGAGCAGTGAAATACACCTGAG
TCACTATTTGTCTGACCGTACTTTGTATTTTTTTAATAATCATTTTAAATTTTCTCCCGT
TTAATCCAATTACTCTCGGTTTGCGGTGGGCGGGGCTAATCTCCGCGATTTGAAGCCTTC
TGTTCACATTGATGATTAAAGTTATTATTTGACAGTACAGTACAGAAGATATTTGTTGAA
AAACCTTTTCTAAAGTACTTTTTTTTGTGAAACAAATGCTTGAGCCTGTAAAACGGTTTG
TTCTTTCTTTTCAATGTATAATAGAGAATTTAATTGTATAATAATTGTTAAAAAAAAAGG
TTTCTACTTCACGGATTTTGCCTATCACGGGTTCTTTTTGGAACGTAACCCCCGCGAAAA
ACAAGGGTTTACTGTACTACGTACAATTCTTTTTTAATAAATAACAGTAACAACTAACAA
CTACATATCTAACTGGTGAATTAACTATAGGTGTTGTAGATTGACTGTTTGTG
>McF0015H17-MGRbd1
CGNAAACCCGGGCATTATGGCCGGGGTCAGCTGGAGGACTTTTGCGACTCAAATCTGTAG
TTTTGCTCTTTTTGTGTTGTACCTTTTCATTTTGTTGCTTAGTTTTCCATATTTATCTCG
GGTGGTGTCGCGGTAAATTGACGAAGTTATCATTCGTGGAAATTAGCTGGCAACGAACAA



TGCAGTATGGAAAGCAATAAACTAGCATAATGCCGTTTGACTTTGACGAGCGACTCGTCG
ACTCCAGTCAACTCAACGAGGGAGTCGGTGAGAGGAGCAGAAGGAGTCGTATCGGACTTG
TAATTACAGGAGCGATTGGCGGCTCCTTGGTCGCTTTGTATGCAGTGGCTGCTCCGTTTG
TGGCCCTTTCGTTGAGAAAAGTCTGCCTCCCTTTCGTCCCAGCCACTACGGCGCAAGTCC
AGAATGTCCTCCAGGTGCTGCGGAGAAGATCAGGGACCCTGGTGGACATTGGAAGCGGAG
ATGGACGGATAGTGAGTGTCGTCACGGAGATCTTCTCATCCGTTTTCCATGTCTGAATCA
TAATCACAGGGAAAAAAAAATAGAATTCATGGAAAATAATTCTATTTAAAACAAGTAGCT
TTCGTAGAACATAGATGCGCTGTTAAATTGATTTCAAGTGTTTATTTTTACATTAATCGG
CATGGAGTGCTGTGAAGAATTTACCATTTTGGTTCTCAGGTTTTGCAAAAAAGATGGGGA
CAGACATTATGGTCAATCAAAACAGTGTTTTCAAAAGTAGATGTTCATCTTTAGTA
>McF0015I14-MGRbd1
NAAACCCGGNCATTATGGCCGGGGGCCAGTTCATTAGCCTTCTCTGGATCTTCCATCATA
TGTGCCGACCTGATTCCCACTCATCACGGAACATTTGCCGCTGCCACGTATCTCCTGCGC
TTCGCGGCCGGGCGTCTGGTTCATCTCAAGGACTCAACCCCCAGCCACGCCACGTCGCCA
TCCCAGGCGGCCATTACCACAACCAACCAACAGGACAAGCCGCTCCCTCTACTGCCGTAA
CACCACTAAGGAAAGCAAAGCCTCCCTACTCACCTGCTTTGTGCTGATATGAAACACGTC
AGAACCCAATGGAATTTTGTTGATCGCGCAAATGGTGAAAGAGTTTTGGTAATTCAGCGA
GGATGTTTTACTTTAATGTCGCCGGCAACATCTCCAGTGTTGATGTGGCTGCTTGACACC
ATAGACTGTAGAGAAATGGACAAAGCCAGGTGTGACATCATGACATCACCCATTGAAAAA
GCCTTACCTCCAGCTGCAGTGAAATGAAGCGAAATGAGTCGGTCCGAGTCACATTTCATG
AGTGAACTTGTTGGATTTCAACATCCCTTCCATTGAAAGCGGTTCAGGAGAATCTGTCGA
TGAAATGTAGGAGGTGGGGGCCAGTGGGCACCACATGCTTTTAATGAGCCAGCTGACTGG
TCAGTTCCTAGCGATATAGAATAATTCATGATATTTTTATCATGAATATCATGGATATTA
TGATAGTGGGATACAAAACTCAGATT
>McF0015J10-MGRbd1
TCCGCNGTCCTCTGTGTTCACTAAGGAAGACGTCGGGCTTCAGGAAGTACTCGGACTCTT
TCTTACGCATTAGGCATTAAGCAGGACTCCTGCACGCGGACGAGCCTGCCGGGGCAGCTT
TTTGACTGGATGCTTTGAGAATTTGGATTAACGAGATTGTCTGTCGCCGCCCGGCCGGGC
TGACGGGGACACAAAGCCCTTTCGGCGGAGGAGCTTTACAGTTTTCAGCACACAATAGGT
AGGCATGTTGTTTTTATTTTACTTATTTATTTTTTAAATAGTTTACCATAAAATTCGAGC
TAGATCTGCTAAGGACAAAAGCATTTTCCCTACGACAGCAGGAACCATGCGGCAGAATTC
TCGCATTCATTGTGACCACAGTGTTCGCAGACGACGTCAGAGAAAGGACGAGCGAAGCGA
ACGTCGTCCACATGATCATTAATGACTATCTTTAGGAGAATGCCCTGAACCGCTTCAGAG
GGAACAATAAACCGAATGTTTTCCCCCATTCAGAGAAATGGTTTTGTTTGAAACACAAAG
CAGCCAGCCTTAATGTGGAAGCTACGCCCGGATC
>McF0015K17-MGRbd1
AACCCGNNCCTTATGGCCGGGGGAGAACATGAAGGCGCTGAGCATGAACAACCTAGATGA
AAGCTGTAAGCTCAGCAGCTCATCGCTTTTGGATACCTGTCAGGACGGCTGGGGTGGTTC
TTCCTCTCATTGAGTCTTTTGTTTCAGCAGTTGGCAGTTCCTCCAAACAACCAGACCTTC
TTCCTGTCAATCGAGATTTTTCAAGAAATGAAGACGAGCTGTCTGAAAACAGTGGTGACA
GACGGGACTCCGCCTCCACCATCGCTCTGGACGACGCTCTGCCCTCCCATCAGTCAGACA
CGGAGCTGGACGTCTACCTGACTGACACAGACTCACCCACAGCCCCCGGCTGGACTTGAT
CACTCTTTGTGTCCCAGCATCCACAAATTGAGGATCCCTCTGAACATGTGAACCCCCACC
TCCAAAAAGGAGAAGACATTAAGGTTAAAAACTACAAGCAACAGCAGACGGGCTCTGGTC
TGCCGGCTCCAGTCTGCATCTCTTTACCTTCCTGTCTGAGTCCTTTTCATCATGCCAAAT
CATCGGAGACCCAAGGAATGAATGAAGAAATGATCCCACGAAGTTCTGGAGGTTTTATTT
ATTGTCTCGATTCAGATCTATGAAACACTGCTGAAATGAAAACACTATGAAGCTTGTCCG
TCCTTTTATGTTTGTTGCTTGCAAATATTTCCTTAAATAGCATGCATATTATCCAATCTG
TTCATTTTTTTCTGATTCCTTTCTTTGTTTGTAGAAAAAAAAATTTCCGGCGGCTGGATC
CCTGAAAACACAAGTTTTTA
>McF0015L08-MGRbd1
CCGNCATTATGGCCGGNATTCTCCATATAATCACACCACCACCAGCCTGAACTGTTGATA
CAAGGGAGGATGGATCCATGCTTTCATGTTATCGGCGCCAAATTCTGACCCTACCTTTTG
AATGTGGCAACAGATATTGAGACTCAGACCAGACAACGTTTTTCCAATCTTCTATTGTCC
AGTTTTGGTGAGCCTGTGTGAATTGTAGACTCAGTTTACTGTTCTTAGCTGACTGGTGTG
GTCTGCCTGTCGCTGTAGCCCATCTACCTCAAGGTCCACCGCAAGGTTAGACATGTTGTC
CGTTCAGAGATGTTCTTCTGCAGACCTCTGTTGTAATTGATTTGAGTTGCCTTTCTGTCA
ACTGGAACCAGTCTGTCCATTCTCCTCTGGCCTCTACAAAGGCATTTCCACCCACAGAAC
TGCCACTCACTGGATATTTTCTCATTTTTCAGACCATTCTCTGTAAACCCTAGAGATGGT
TGTTGGTGAAAATCCCAGTAGACCAGCAGTTTTTGAAATACCAGACCAGCCCGTCTGGCA
CCAACAACCAGGCCACGTTCAAAGTCACTTCAGTCACCTTTCTTCTCCATTCTGATGCTC
AGTTTAAAATGCAGCAGATCATTGAGCTGCTGCCTTGTGATTGGCTGATTAGAAATTTGT
GTTAACGAGCCCTTGTACAGGTGTGGCTATTTATGGGGTCAGTGAGCTTATATTACTAAT
CAAATAAAACAATTAANCTTAACTTGTTGCTACAGGCCATTATGGCAGAGGGAAAGCAGC



>McF0015L14-MGRbd1
CATTATGGCCGGNGGATTTTGAACTGCAAAGGAATGCTGGAAGTTAGCAGGTGTGGCCCT
GCCACTGCTTAGTTCAGACTTCTGTCTACAACTAAGTTTAATTTGGTTAAAATACCTGTG
GACGGCGATTTTGCAGCACGGGGAAGGCGCAGACTGAAAACCCCGATGGAGTCTTCTGTG
ATGAACCTGAACAACCAGTTCCAGAGTCTCAGAGCTCAAGTGGAAGCTCTGAATGAGAGC
GTGGAACCTCAGTTCCTCCAGATGGCCGTCCATTTTGAGGAATGCAGAAAGAAGTGGCTG
TTGGCGGGCGATGAGCTGGGTTCCTGCAAAGAGATGCTGGCCAAGGCAGAGACCGAAAGG
GGGGCGCTGGAGGTCAGACTGAAGCACGCTCGAAACCAGGTGGACGTGGAGATCCGTCGA
CGGCAAAAGGCAGAGGCAGTCTATGAGAAGCTGGTCGGTGTCACATTTTATTGAGGAGAT
ATTCATTAAAACGCCCATTTGCATTTAACACGATGGACCTCTGTTTGTCTCCATCGACCT
GCTTGCCTTGTGGGACTTGAAGGAGCGGCAGCTGCAGCTGATCCGGGATCTCCTGGTTTC
TGAGAACAATGGAAGCAGTGTCCATCTCAGTGAAGAGCAGCGCTCAGCTTTGGCCTTCCT
CAGTGCCCCACTCGCAAGCAGCACAAGGAGCTAAAACAAACCT
>McF0015L20-MGRbd1
ATTATGGCCGGGGAGGGAGAAACCTGAAGGTCACAGACAGCAGCGTGATCCGCTTACACC
TTCAGGTCCTCTATGGGATTTCTGTGAAGCGTCTGGAGAAGAGAAAGGAGAGGCTGGGGC
TGAGCGGGGCAAAGGTCTTTGGGGTTCCGTTGGAGAGCTTACCTAGACAGTACCTGCCCG
AGTTTGGGCTAGTGCCGTGCTTCTTGGTGGATTCCTGCTCTTTTCTGCTGGAGCGTGCCG
GGAGTGTGGGCCTGTTCAGGAAGTCGGGCTCTCTGCCTCGCATCAAGGCGCTCAGGGTAA
ACTACTCCTTTATTTGAAACTACTCATTCTAGTGGGCAATCTGACTTTGTTTCAAATAAA
AACGGAAGCAAAACAATTATAAAAAAAGTTTTTTCACGTTTTAAGGTAAGTTCATTGTTC
ATTTTGGAAATGCTGTTTTTGTTTCTCTTTAAATGATGGCATTTCTGTAAGGAACGCGTT
TGTGGGATGAACGGCAAAGCTGAGGATGTCCATAAAATGGTTGTCCAGTCTTCCCCGCCA
CACCATCACACTACCACCACCAAAATATTGGTGCTGTATTGGAGCAGCAATAAGGATTGA
GATCTGGGTTCTGTCTGCATCTTGACCTGCTCATCATCCTCATTGGACATAACCGTTCTC
CCACATCTTGTGGTTCGATGACAGGCCCCCTCTCACTAAACACAAACAATCAGGTTTTTA
AAATGCATAAAATAACATTTTTAC
>McF0015L23-MGRbd1
GNTTAACCCGGNCATTATGGCCGGGGGACTTTGAGGATGAGGAGGAGGAGGACGAGGAAG
ATGTGGTGGCTGAGGATGATGATGAAGATGACGACAGCGCAGACGATGAGGACGGAGAGG
TCAACGGAGATGGGGACAGCGAGGACGAAGACGAGGATGAGGAGGACGAGGATGAGGATG
ATGAAGACTCGTCTCCCGTCAAAGGAGAGAAGAGAAAGAGAGACCCTGAAGACGAGGATG
AAGAGGAGGACTGAGCTCCACTGGATGCCCACCTGACCTCTGACCCCACCCCCCTCTGGG
CTGCATCCCGTCCCCCCTTCACACCTGAACCGAAAAACATTTCAATCTTTTTTACAAACA
TTTAACCTAATAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0015M03-MGRbd1
AACCCGGNCATTATGGCCGGGCGAAGAGTCTGTGCCGCCGCTCACACGCAGCCGCAGAAG
AGTCAACAGTATTGATCCTCAGGAGAAAGTATCTTCCGAAGAGGATCACGTGGATGTGGA
GAACGCACCAAGTATTCCCAAAACCAAAAAGACGAGCAACCGAACATCCCGATCCAGAGC
TGCTCGGGACCCTCCCCCCATTGCAGCGGTTGACACGATCTCCCCTTTGCCAAGTCCAGC
TGATCCTCTGCCGCGAGCTCTCAAGAGGATCACAGAACAAGACCTCCCAACCACCAGCAG
GAACCTTAGACGAAAGCGTGTAATGGACACGGTTTTCACTAAACCCGTCACTCGGAGGAG
AAAAATGTAAGACGTTTCCTGGTCGTTGTCAACCAGAGAACCTCAGAGAGCCAAAATGCC
CTTTAGCTGAAAAAAAACGGCCCCTCCCGCGACCTTAGAATGGCTCTGCTTTCTCACATG
CTACATAGAGCTGCTATTTGTATTTGGACTGAAGAAGAAAACGTTTTTGACTGGAAGGTA
TATTTTTGGCAGGCAACTAATCATAGTGTGATAAAGCAGAATTTATTTTTGGAGTTTACA
TTTCTCTCTTGTAAAAGCTTTTACTTGATGCATCTGGACTGGGTTTGCGTTGGACATTTC
GGCTACAGATTGGCTCAGAAAAAGGCGATGGATCTGGGTTTTTATTGGCTCTAAACCAAG
AAGAGACTCGTCCTAACGTTCTTCTCTCCCTAAAGGTGGTTTAACATCCAGTTTTAAATC
TGTTTTTAAGAATCAGAAGAT
>McF0015M05-MGRbd1
GCGTTTAACCCGGNCATTATGGCCGGGGAGTTGAGGTTGGAGCGACAGAGGGAACTGGAG
AGACAGAGGGAAGAAGAGAGACAAAGGGAAATAGAGAGAAAAGAGGCTGCCCAACGTGAA
CTGGAGCGTCAGAGAAAAGAGGAGTTGGAGAAGAGGAGGCGAAGTGACCTGCAGAAGAAG
AAGGAACAGGAGCAGAATGAGATTATCAAACTGAAGGCTAAAAAGAGGAGTTTGGAGATG
GAGTTGGAGGCTGTGGGTAACAAACACCGACGGATCTCAGATCGACTTCGAGACATTCGG
AACAAGAAGAAGCTTCAGAAGACTGAGCTGGATCTAACCAACCAAAGGAAAGAAACGTGC
CAGCAGGACATTACCAGTCTACAAAAACAAATAGAGGAGTTTCAGAGGAAACTGTCTCAG
CTGACCCCGGAGCAGAAGAGACTGTCAGAGAAACTGAGAAACATGGCTGTGAATAACCTG
CCTGTGTCATCCATAGCCACAATGAAAGTGACTGCTGCAGAAAAGAAAGGGACCTGTATG
AAACTGCGGGAGCAACTGGAAGCTCTGGAGAAAGAGAGTTCCACCAGACTAGCAGAGATA
GAGCGCTACAACAAAGATATGCAGGATCTAAGAGAAAGCCAGAGAAAGCAACAGGCAGCA
CTTGAAAATCTGCGGAGAATCAAAGAGGAGAAACAAGGTGAACTGAAGAGAAAGCAACAG
GAAGAGCAGAGGAAACGGCAGGAAGAGGAACGGAAACGGAGGGAGGAGGAAGAAAGACAA



AAGCGTATTCAAATAGAAAAG
>McF0015M06-MGRbd1
AGGGGANGAAGACAGCAGCGCGACGCTCAGAAGGCAGTGAGGAAGCACATGGTGTAAAAA
AAATGCCAACTAACTTCACTGTAGTCCCGGTGAAGGACAACACCCGCAAGGCAGCAGAGT
GGAATGAGGAAGAGGATGACATCAGTGAGCTGAAAGAGGAAGATGCCACAGGTGATGGCG
TCCCAAAGGAAAACAGCCCCTTCATCAACAGCACAGACCATGACAAGAACAACAGCTACG
ATGGCACCAACATGGCTCTCTTTGAGGAAGAGATGGACAGCAATCCCATGGTGGCATCAC
TTCTTAATAAACTGGCAAACTACACCAACCTCTCCCAGGGAGCCCAGGAGCACGAGGAGG
CTGATGAAGATGAAGGGCCAAAGAAGAAAGCTGTTNNGGAAAAAAAAAAAAAAAAAAAAA
AAAAAAAACCTT
>McF0015N04-MGRbd1
GGATGCGGCGTTAACCCGGNCATTATGGCCGGGGTGGGAGCCATTGTGAAGGAATGGTCA
AGCGTTTCGTTGAGGATCGTCTCCGACTTGATGCTCCCTAGAGTCGTGAGTTCGAGACCT
ACACATGCTGAGACGCTGGTCAGAACCATACGTCCTGGGTTAAGGAGTTCAAGAGTGAGA
AACACACAAAGCTGAGACCTTCCATCTGTAATATAACACACGGTTATGAACCATCGGTCT
AGAAAATTCGTGTCTAAATAAAGCAGAATTAAATAAAAAAAAAAAAAAAAAAAAAAAAAA
AAACAT
>McF0015N12-MGRbd1
NTAAACCCNNNCATTATGGCCGGNCATCTAAGCGTGAAGCCGGTCCGAGTTGTACGGAGC
TGCAAAGGACGCAAGCACAGCAAATACTGGCCTGAGGAGGGAAACCGTTATGATGGCATC
TACAGGGTGGGGGAGTACTGGCCAGACAAGGGCAAGTCTGGCTTTTTGGTGTGGCGGTAC
CTGCTGAAGCGCGATGATGATGAGCCCGCCCCTTGGACCAGAGACGGCAAGGAGCGCATC
AAGAAGCTTGGTCTGGTCATGCAGTATCCTGCTGGTTATCAGAAGGAAAAAAAAAAAAAA
AAAAAAAAAAAAGAACTT
>McF0015N14-MGRbd1
AACCCGGNCATTATGGCCGGGGGGCCCTTTCTCGAAGTGTGCTTTATGGCGGTCACGGAG
ACTGCGGGAGGTGAAGCTCTGAAGATGGAGAATGGACAAGGCACAGGCTCCAAGCTTGGG
CGGCGGGGTCTCACTCCAGAGCAGCAGGAGGCTCTGCAGAGGGCAAAGAAGTATGCTATG
GAACAAAGCATTAAGAGTGTGTTGGTGAAGCAGACCATTGCCCATCAGCAGCAGCAGCTC
ACCAACCTGCAGGTGAGATGTGTAAAATTTTAGGTGCTCCTCCAGACCATGTTTGCAATT
CAGGGTGTGGGCACTGTCTTGATTTTAGACAGAGTATCTTTGCCTTCTTTGCATTAGTAA
CTCTTTCAACTATCTGAAGTTGGTTTAGTTCTCGTGTAGGTGTTGGTGCCTTTTTCTCCC
ACATCCTGTGAAAAGATCACATGTCCAGACCATGTGCCTTTGCTCTTTTTCAGATGGAGA
TCATCATCCTGAAGGCTTTGGTTTTCATGTTGAATGCTTTTACTCTTTTAAGAGGGGAAT
TGTTAATGCAGATTGCTGTTTTGGTGATTTGTAATTTAGTGACGGGAGGTAAATCCTCAC
AATGTATGCTGTTTAGAGGGAGGGTCTGAATACAGTGTTAGCTGTACCGCTTTCGTCTAT
CAAAGCGNA
>McF0015N19-MGRbd1
GTAGGACCGNTAAACCCGGGCATTATGGCCGGGGTACCTGCTAGCGGCTAGCTTCGTTCT
TCACGGGGGCAGAAGCGACGAGCGTCAGCGGGAGTTGTTCAAAAGTTGACCCGTATTCCG
ACACCCGTACGGTCCGGCACGGCACGGCACGGACGGGGCTGCTTTTTGACACGAGGGGTT
GGTAGAGAGAGGTTAAACGTTCAAAAAAGGTATTCGGCTGTTGTTGGCGCTGCTGTTTTC
TCACGGCAAACATTTGCGAAGCTGCTGCTAGCCTGTCGGCTAACGTTTCCATCTGAGCAG
GCGGCCCCCTCCCAGCTCAATGAAGCAATGGGGTCTTTTGCTTCGCTTGAATTATTAAGG
TGTTTTTTCCATCGAGCCCATGGGAGCTGCTCTGACGGAAGCAGCAGGAAAAACTGTGAG
CCCCCGATTATGTCATGTGAATGATGCAGAGTAGTGGATTTTTTGTTTCCCTCCTTCTCT
CTGTATAGTGCTTTTAAAAACAACATTTTGTGTGTTTTGCTACGCCGTGTTTTCAGGTTG
ACATAAATAATTTTCAATAAACCTTAACTTTTTTTCCCCTTTGGTAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>McF0015O17-MGRbd1
CGTNAAACCCGGGCATTATGGCCGGGGGTGATGCCCATCTGCTCAAAACACAGCACTCAG
GAAATTCAGTTCCTCAGCGGTTCTGTCGTTGGGAGTTTTGATTAAACAAAAAAGGTTATA
AACAGAACGGAGCAGCAGAATTCAAAATGAGACTGATCTTGTCTTTGTTGAGACTTAGCT
TCCTGCTTACGGTGTTGTCTGTACAACGGCTCTGGGCAGCACCTTCATTCAGCCTGGACT
ATAACGCTGACTGCTTCCGTAAAGATGGCCAAAGGTTCCGCTTCATTTCAGGAAGCATCC
ACTACAGCAGGATCCCCAGAGTCTACTGGAAAGACCGACTGCTGAAGATGTACATGGCCG
GGCTGAACGCCATCCAGACGTGAGTTCCTCTCTGCACTCGGAAATCTGGTCTGTGAGTGG
CTGACACACTTTTTTGGGGGGGATTATAAATGTCAGGGGTCAATCTTTGGATGCAGGTAC
ATTCCCTGGAACTACCACGAAGAATCTCCTGGCATGTACAATTTTAGCGGGGACAGGGAT
GTGGAATACTTCCTGAAACTGGCCCAGGACATCGGCTTACTGGTCATCCTTCGGCCAGGA
CCCTATATATGCGCAGAGTGGGAGATGGGCGGCCTGCCAGCCTGGCTTCTCAGTAAGAAA
GACATTGTGCTGCGATCTTCTGATCCAGATTACGTGGCAGCTGTGGATACATGGATGGGG
AAGTTGCTGCCCATGATGAAGCCCTACCTCTATCAGAACGGCGGCCCCATCATTACTG
>McF0015O24-MGRbd1



CGTTTAAACCCGNCATTATGGCCGGGCCCACAGAAACGGTGGCGCAGTGGTTAGCGCTCT
TGCCTCACAGCAAGAAGGCCTCCGGTTCAAGTCCTGGCTGGGGGGCGTGAAAAAGCTACA
TCAACGGGGGACCTTTCTGTGTGGAGTTAAGACTTAAAAGGCGAAATAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAACAT
>McF0015P20-MGRbd1
TGGAGCGGCCGTTAAACCCGGGCATTATGGCCGGGGGAAAGTGGAGCAAAGGAAGTTTGC
TATAGTGTTGCAACCGAGACTGTCACAACGGTGAAATACAAGTATGGTCACAATGTAGGC
CAAGCCACTTACACTGCTCTCCAGTCAGTGGCAAATATTGGGCTGACCGCTTACAACATT
GATAATTTGAGCTTAAAGGCGTTCATACAGAACATGAGCGAGAAATCTGCCAATAAAGTG
CTCCACGTCAAAGACGCACAGTCATGCGAAACGGAAAAGGAAGAAATGCTGAAAGCTGAA
CTCCGTGGACAAAAGGAGAAGGAGAGAGGGCAACAACAGGCTGAAGGGAAGGATATGGAG
AAGCCAGAGAGTCACACAGGAGCAGATCCAAAACATTTGCAGAGCAAAGAAAAGGAGGAA
AAGAAGTAATTTCCAAAAGGAATATATATTCATTTGGATCTCTTAATAACTTAACGATGA
ACCCACCTTTTCTTTAAAAAAAATTATAATATTTAAGTTCTAAGTTATTCAATAGCCTCC
CGGTTGTCTTCTATTTTCTTTTGTAAATTCCCACCAACTTGTGTGATTTTAGTATGTTCT
TTTGTTATGCAAAATGTGTAGCATCCTTTTGAAAAGTTGTGTAACTGTTATTACACTCAA
AATACCAGTCTGTTTTTTGGGCATTATGAGCAGTGTTGAAAATGTGATTGGTACTGTACA
CACTGTCTTATGTGTATTCTGTACAACAATACATTTTGTGAGGTTTTAAATTGAAATTGT
TA
>McF0016A05-MGRbd1
ACGGCCGNTAAACCCGGGCCTTATGGCCGGGCGCCTCGGATTGGACCCCCCCCTCTCTCT
GGTTCCTCTGCTGTAGCCTCGTTTGGTTCAGTGTTGGTTTACATGTTCTGCGACCCAAAA
GGCCTTTCTAGGCCGGGGGCATAAAAACTAAAAAGTTTTCTGTTTGTTCTGTTTTTTTGC
TGCTTTTTTTAAAAAAATAAAGCGTAAATTTTTTTCATTTTAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATTAAAAAAAAAAAAAAAAAAAAAAAAAA
AAACCTT
>McF0016A09-MGRbd1
GGGTACCGGCCGNTAAACCCGGGCATTATGGCCGGGTCTCTCAGGAGGTGCTGGGATGAC
AAGGGAAGGAGATTCCTGGAGTAGGAGCGACAATTAAAGGCTAAATAATTCACAGAAGAG
TCTGAATCTATTGGAAAGCTGTGGTAGATTTTCATACATGTTGCCAGGTTGGACACAAAC
AAGTCAACATCAGCAACATTTTAAGGTTTATTAACAGCTGGCTATTTGTTCCTGATGGGG
GTTGATTGACATCCCTGGCTCCACTTATGCAAAGCTAAGCCGTTTTGTCACTTCATGGTG
TCTTTAACATCAGTAAACAATTGAATCGGTTAGTTAAAAAGGGGCCCAAGTCCAAGAGGG
TTGTTTCTACCATGAAATGATTTTACATTGCAT
>McF0016A15-MGRbd1
GCCCNNNAAACCCGNCCTTATGGCCGGGGGTTCAACACAGCAGTTGGGAGGACGCGGGCG
GCAAACATGGCGGAGAGTTCTTCTGAAAGGGATCAGTCTCAGCCCATCTTGTACCTGAGA
AGATAGCAGAGAACAGCTGTGCAGACACCCACTTGGCCTTCTTCAGTGACGCTGTGAACG
TGTATGGATTACCTCTGAGGGTGAGAGGAGATCACGGAGGACAAAATGTGGGCATAGCTG
AGTTGATGCTCACAGTACGTAGAACTGACACAAACAGCTTCATTGCAGCAAAAGTGTACA
CACAATCAACGGATTGAGCTCCTCTGGTGTGATGTCTTCATGACTGTTACTGGTTTATAT
TACAACATCCTGCACTCTCCTGAGGACCAATACTTGCTCAATATCGTGACGCGTGGGACA
CCCATCCAATCAGGACGGAGCAAAGCATGACACCAAATCAGCTGTGGCAGTTGGGCTTGA
CCCAGAACCCTGTTTCTGATCCCCGGGGTATGCTGCTTCCAGAGAATGAATGGGAAGAGA
GTGGATCCATGGCTGAACCTCATCCTGGGATCAATGTCCTGGTATGGGACAGTCCCCTTT
TGGGTCCACAAATGTTGGAACTGCAAGACGACATCAACCCATTGTGTAATTCAGACCGTT
TGGGAGTGGACCTACATCTTTACTGTCCCGTTTGTTTAGAACTTAATTTAGGCGACATAA
TTACATACAGAAGAAGAGAGACTGAGGGGAGGAAGACAGAGTTCAAATAAATACTGCTGT
ATTGTTCAAGGGACTTCATTGTATGTAAGGATGTTATGAAAA
>McF0016B14-MGRbd1
GCAACCCTAAGCTGCTCAACCTCTGATCGGAAGAGATTCGATTCCCTCCTTGCCCGCCCA
CACATTGAATTTTACCTTGCCTCTGGTGGAAGGTCGGCGCCAGTGTTCGGCAGTGGAACC
ACCATCAGTGTGTGAATGTGTGTGTGAATGAGTGAATGGGCCTGTGACTGTAAAGTGCTT
TGGGCCCTCGAGGAAGGTAGAAAAGCATTATACAAGTAAACCATTTATCCTATTTTTCTT
CTGCTGTGGACTCATCGTAAGGTCTAACAGCTCCCGATTCACATTCAAGCAAAGATATAC
TCAGGAATGCAATTTAAAACTTAATTTTCTTAATATATGTCCTCCATCATCAGAAAAATG
CCTCGATGTTAAAAACACTAAACAAAATATCCATCAGAGTAGATCTTTAAAGGGATATCC
TCATGTTTCCTCCTGTGGTAAATGATTATTGCTTCTGTTTTGCTTGAAAACCTGA
>McF0016C07-MGRbd1
CNNNNAANCCNNNCCTTATGGCCGGGGGTTTTCCGGTTTCATGAGGTTTTTGTATGCATG
GAAACCTCGTTAGACCGTAGGTAAAACATCCAAAGATGTCAGAGAAGCAGCGCGCGCTGC
CTCTGTGGATGGGGGAACAAAAATGTGAGGAAGAAGACGACACCTCTGAAGAGTCAAAGA
AAAGGAAAAGCTGCGAGGGTGCTTTTCTACTGCATGAATGAGGCCGAGCTGGTCGAAGCA
GCTGTTCGATGTCTAACCAGCGGTTCCCCAATTCACCAACAGATTTCTAAAAAGGGAAGC



AACGCAAGAGAAAAAGTAAAGAACCCTTTGACGTCACCCAAAAGATTAAAGCAGATTTCA
GAAGAAAAAGACTGGGACTGCTGCGATTACCCGGAGACGACCTATGTTTCTGAGACGGAC
TTGGACGTCACAGAAGTGGAAACGCTGCCGTACACCAGGAGCCCTGAGGCTGAGAGGTCA
CACCAGAATCAACGGACTGTGAGGAACGCCGATGCTGAAGCTGAGGGAGAACAGGAGAAA
CCAACAGAGGATGCAGCACATCAAGAGGACGAGGCCTTACAACTTGTGCGGGACATTTTT
TTCACCTGATCACTGTTGTTGTAAATAAAATTTCTTTAAGGTAAAAGTAAACTGAAATCC
TCAACATGTCATGAAAATATTGAGGTAATCTTAATGTAAAGACAGCTATTTGACATTAAA
GTTTAAGTTTAAAAAATATCTTACTATCAGAATTGACTTCAAACTTAAAATACAATAGAC
CTCCA
>McF0016C14-MGRbd1
AANCGNNCATTATGGCCGGGGGGCTGCACGGCGGCGCAGTGGTTAGCGCTCTTGCCTCAC
AGCAAGAAGGCCTCCAGTTCAAGTCCCAGCTGGGGGACCTGAAAGAGAACATCAATGGGG
GACCTGGCTGTGTGGAGTTTGCATGTTCTCCTCGTGCATGTGTGGGTTCTCTCCGGGTTC
TCCAGCTTCCTCCCACTGTCCAAAAACATGCTTCATAGGTTAATTGGTTAATCTAAAATG
TCCCTAGGTGTGAGAGTGACTGGGTGTGTGATTGAGGACATTCTACCCTGCAACAGACTG
GCGAACTGTCCAGGGTGTCCCCTGCCTTCACCCACAAGTGGCCAGGATAGGCTCCAGCAG
CCACATGACCCCAAAGGGATAAAACGGAACAGAAAATGAATGAATCAAAAAAAAAAAAAA
AAAAAAAAAAAAAAACAT
>McF0016C24-MGRbd1
GGTTCTATGACCAAAAAGAACAGACAGTGGTACTCCTCCCCAGATCCCCCTCACCATCCA
AGATTTACTTTTTTTTCCCTCTGGACTCTCTGGAGGAAGAGTACCGGATACGCTCTGCTG
ATGATGGCAAGCTCTTCAGAGAAGAGTTCAATTCACTGCCATGTTACTTTCGCCATGGGT
CCTTTGAAGAGGCGAGCAGAGAGTACAACCGAGAGAAAAACAGATACCCAAACATTTTAC
CATACGATCACTCCAGGGTGGTGCTGAATCACCTCCATGGACATCTTTGTTCAGACTATA
TTAATGCATCCTACATAGACGGATTCAAAGAGAAGAACAAATTCATAGCAGCACAAGGTC
CTAAACCTGACACACTAGCCGACTTCTGGAGGATGGTCTGGGACCAGAAAACTACTACTA
TACTAATGCTAACAAATCTGAAGGAACCAA
>McF0016D14-MGRbd1
GGGGAGACTTCTTCTGACCGGATGTGTGTTCGCCCGTGTCAGCTGACGTTAGCATGGGAG
CTAACACTTAGATTTCGTGGTTGTGAGAACTTTCGGTGGACGGTCTCTCTGTCAGCTACC
ATAAATGCTGATTCAATGGCAAAAACCGAGCAGGGCAATGGACTCGAGATGCGTGGCGGC
TCCCAGAAGTTGACAGAAAACGGGAACGGCGGTTCTTCGGCCCCTGACCCAGAGGTGAAC
GGAAACGTCACTGAGGACAAGCAGGTGGACAAGTACGGGTTCATAGGAGGCGCACAGCAG
ACCTCCGGAGTGCTAACTGAAAAACTTCCCATTGAGGTTTTGAGGCAGCGAGAAGCAAAA
TGGCTGGAGATGCTCAACAGCTGGGACAAATGGATGGCCAAAAATCACAAGAAGGTAAAA
GAGCGTTGTCAGAAAGGGATCCCCCCATCTCTCCGGGGTCGGGCCTGGCTCTACCTCACC
GGGGGAAAAGTGAAAAGAGAGCAGAACAAGGGAAAGTTTGAGGAGTTAGACAACAAGCCT
GGAGATCCAAACTGGG
>McF0016D18-MGRbd1
NAAACCCGGNCATTATGGCCGGGGATCATCAATCATGGCGGCCGAAGTGGAAGTTTAACT
CGCGTCTTCCCTCCCTTGTCGACCGAGGGGAGGATTTTTCGCAAATTTTTTTTTTTTACT
CCAAAAGAAGGAAAAAAAAATCAGCCTCGCGCTGATTCCGATATCCTTTCGGAATTACTG
CACATCTCACCGGGGAGATACCATTCATGTCAACGCTGCAAAATGCAGCCACCGCCGCGG
AAGGTCAAAGTGACACAGGAGCTGAAAAACACTCACACAGAGCAGATGACAAGGCTGCAC
TTTAAACATCAGACTGAATGTGACCTGCTTGAAGATATGAGAGGGCTGATCCAGCTGTTT
GGGAGCAGATTGCTTCAGTGCTGCAGGGCTTTTGGGAAGGGAACAAGTCTCCAGACCCAC
TAGTGGGAGAGGGTGAAACCTGTAAACATAAGCAACCACAGTGTGTGTTAGTTCTTCCTG
TCAGTTAGAGATTAAGCTTCGATGAAAGGTTTACAAATTGCATTTGTGATCTTCAACATT
AGAAGCAGCAGCTGCTGGGAGTGTTTTCTCAGCATGATGTTTAGGTGTTTAATGTTTAGT
AGTTCTCATTTTGGTTGAATCATGGGGCATTAGTGTGGTATCCAGTACACTTACACTTTT
TAGGCTGGTGTCGATGTCCTAATTCCTAAACCTCTATTTTTATTTACTGAAGATAGTTTC
AAATAAACAG
>McF0016F16-MGRbd1
GNNAAACCCGGNCATTATGGCCGGGGGACGGTTCAGGCTTCCACGGTGTGCGTTAATTTC
CAATAATGCACACTTCGTCGACCATTGACCCTTAACTAATGAGAGCCGAACAGAGCTTAG
TTTGCACACTCCATACCAGGTTTTTTAAATGAAGCACTTTTCCACATTTTTTTGTAAGTT
TTTCACTAATCAGCTTCAGATTTCATCAAGATGGAAGCTTGCAGCCATAACAAAAAGTTT
ATATGAAGTACCGGTAATTAAATCGTTTGGAACAACACTACTGAGTAGTAGCACTAACGG
CAGCTCTGCTGGTTGAAAGAAATCCAAGTCATGCCTGGAAAATGATTTCCTTATCTCAAG
TGAACACTCTGATTGGTTCATGGCACCAGTGAAAGATTTCTCCTTCCCGTCTAAGTCCCC
ACTTGTCTGTGCTTTTAACCTTCAAGTGGCAGCCTTACAGCGGTTTAAGTGTTTCCTTGG
TTTTGTGTTATTTAAGTTCAGCTTTAGTACAAAAGCAGGGCTAAAAAAAACTGCAAAAAA
ATGCAATATTCCTTCAAGTGACTTGAAAACTGTTTATCAGCTGAAATTCATAACTCCTTA
AAATACTGAGTGATTGCTAGAGTGGAGAAAGTGCAGAATGGTTTTCACCTTTTATGTACA



ATGATGGGTTTGTTTTGCAGAGTTGATTAATCCTCTTTTAATTTTGTTTTTGAGGAATAC
GTTTGTAAATAGATAACATTTGCTGCTACAATAATTTCAAAATAAAACTTGTGTTTTTAT
CCATAAA
>McF0016G07-MGRbd1
GTCTGTTGAACTTGTCCATTAGCTAGCATAGCATCGCCTGCCTCCGCCTTCCCGCCGCCG
AGAACTCCGGGGTTCTTATCCCAGCGCCATCTGCGTCCCGACTGGAGTTGGATCCTCCGT
ATCCGCTTAAAGATGATGAAGTTCAGGTTTCGTCGGCAGAGCACCGACCCGCAGAGGGAG
AAAATAAAACAGGAGCTTTTCGCCTTCAAAAAGACGGTGGAGCATGGTTTCCCCCATCAG
CCCAGTGCCCTGGCCTTTGACCCCAAGCTGCAGCTGATGGCCATCGGCACAAAGTCAGGA
GCCATCAAAATGTATCCTTCAATGCCTCTTTGATTCTGTGTGATTTAAAACTTCAACCGT
GACGATTAAAATAAAAATGAACATGCAGCTGCATAGAAAAAATATTTTTTATTTTTTTGA
TTCTTATTTAAGTTTATTTGAAACGTGCTGGAATGAAAGTACCTAAGGAAACCTTCAGAG
TCTAGAAATC
>McF0016G10-MGRbd1
AGGAAAAGGCGGCAGTTTGTCGACCTGAGAGGATCTTCGGCGAGGGATAAACTCAAATCA
GTGCTGAGTGTCGAAGAGGCGCGGGGTGACAGAACTGTTATGCAGGGAGTGTGTGTGCTG
TTCCTTCCTAAGATCGGAATCACTCTCTTTATCATTTTCTACACCTTTGGAAATATCTGT
GCTCTTGGCAGCACCATGTTTCTGATGGGGCCGGTCAAACAGCTGAAGAGGATGTGTGAC
AAAACAAGAGCACTGGCCACCACCATCATGATTACGTGCCTTGTTTTGACTCTTTGTGCA
GCGTTCTGGTGGAAGAACTTCGGACTTGCTTTGCTATTTTGTATATTGCAGGTCTTGTCG
TTTGCCTGGTACAGTCTGTCATACATTCCATGTGTGAGGGAGGCGCTCTTGAAGCTGGTT
TCTCTCTTCCTAAAGTGACCTTTCCTTTGACGTGAAGGCTCGTGCTGCTTGAAATGTCTT
TGAAAGAAAAGGACCAGTCATTTGTTGAAGTTGACAATCTTCCTTTAGAAGACAAAAGTT
GTTCTTTTATACACTGCAGAGTTTGTCCATTATTATTTAACTATTTCCTTTGTGTCTCTT
GGTGTTAAAATACATTTTTAAAAATCCTTACTTTTTTGTGCCATATGTG
>McF0016G17-MGRbd1
GGACAATCTACTGCCATGCAAAAAACCTGTGAGGTTTGCCCGATCTGTCACGCATCTTAC
CCT
>McF0016G23-MGRbd1
CTGACGGCGGTGTGTGGGTGTGTGTGTGCATTGAACTGAGCTCACATGGGGGCTTGGGCA
ACAGCTTTTCCTGCTTCTTCATTTGAAGTCCTCTTCCTGGAGCCAGGAGTCTACAAGCAT
CTGCAAGTGTGTGTAGGCTTGTGTTTATGTGTCTGTGTGTGAGGAAAAGGGGCCATGCTA
AGTCACCGACCCCGAATGATTGCTGCTCCAGCCAAGACGGGGACAGTTTTCCTGTGTGCC
GGAGCCCACAGTCCTCTGCAGGAGCACATGCCAGCATCTATCTGCTCCCTCAGCAACACC
TCCTCATCCACACATCATTGCAAACACACCGTTTGCATGGGCTCTGGCCTCTGTCACTGT
CAGTGCTGCAGCCTGGCACAAAACCCTTTGGCGTTCGCAGACATGGACTCTGCTCTACAG
TCTTCCACTGCATCGTTTTCTTCCTCGGGAACTGAATGTTCACCAGTGTACATTAACTGG
ACTGGAGCCATAAACATGAATCACACCTGACCAGCAGACCAACATGGACACACCTTGATA
TTATTAACCAACGACCGATGGTCATTATCTGGCTGCTGATGCACATAGTTCCCTGTTTTT
CGAGGCAAACAGGTTTGAATACCCTGCTACAGATGAGAGAAGAATGAATAAAGATAGATA
GATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATA
>McF0016H10-MGRbd1
NNCCCNNNCATTATGGCCGGGTCTATCAGCGGTCCTACAAGGTACAGACAAAGATTCTGA
CCCCAACATCTTCAGAGAGCTCATCCCGTCTGTTACAGCTGTTGATGAGCTGGTCACTGG
GTGGTGCGAGGAGGAAGACTCAAAAAGAACCCACAAACCTCCTTGTCCCAACATCACAAT
AGCAGCACGAGATGAGCTCCGCTCTGTCTTACACTCCTTGTCTTCTGCTCCTTTGAGTCT
CCTTGGAGCAGGAGAGAGCAGAAGTTCAGTAGATTCTAAAAGGAGTACAGGTAATGTTAC
CAAAGAAAGAGCGGATACCCGCTCTACTGTTAAAAAGCAAATTGTTAGTAAGGTTGTGTA
CACTTTTTCTCAGGATGTGTCCTGTAGTGGAAGCCCACACTGGGTGTGATTCTGTATTTG
AGTTGTTTTAATACATTTTATTTTTACAGATCCTATATACTCGGATAAGAACAATTGCTA
GACTTTGGGAATAATCTTGTATCACATGCATTAAGTAATTGAAATGCACCTCCATGGAGC
ACTCGTAAATGTATTTAGTTACACTGCTAACTTTATAAGTTAGCAGTGTAAACATCAATA
TTTATAATCAGTTAAAATATATATTTAGCAAAAGAGCATAAGCCAGACCCCCACTTACCA
GTTTGACTAATAACAGTAATTTGCGGTTATGGAAATTGTACAATGAGT
>McF0016H15-MGRbd1
TCATCTTTACCTGAGTAACCGCAAATCTGCTAACGATTCCTCTCAGCTGAAGGTAAACAA
GATCACCTGCATCATCAACGTCAGCGAAGCCAGGAGCAGCTGTCCTCCTGGGGTGGATGA
GTACGTGCACATCCCGGTATCAAATTCTCCACTGTCCAATCTCCGATATCTCTTCTACTG
GGTCGCAGATAAAGTTCGAGTCACGGCTGACAACGGTGGTCGGACGTTGGTGCACTGCAA
CCCGGGAGTGAGCCGCTCGGCCGCGCTGTGCATGGCTTTTCTGATGAGGCACCGGGGCGC
CACCCTGCTGGACGCGCACGCTTGGCTGAAGAGCTGTCGACCCATTATTCGGCCGAACCA
CGGGTTCT
>McF0016H16-MGRbd1
ATTATGGCCGGNGGTTTTTATGTGTATTTGAGAGAAACTTTTACAGAGAAGGAGAGAGAG



CTACAGGGTGAGGGAGACAAAGAAGGAGAAGACAAACAGAGTGATTTTTTCCTGGGAGGG
GTACTGGACATCAGCCAAGATGTTTAAGAAAAAGGACTCCAAGCCCCCCTCTGTAAAGAT
GAGCATGTCTCAGCCCGCCATCTTTGCCCAGCTGATTCCCATAATAAAAAAACACGCCAA
CGTGGTGGAGAAAAATATCCTCCAGGTTAAAGAGCTGCTAACTATGGATGCTAAAAATAG
CAAAAAGAAGCATCAAAAAGAGGTCTCTGATAAACTTGGTGAGGGTGGGGAGCTGATGAA
GGTCCTTTTCCAGGAAATGGGCAAAACCAAGGAGCTCAATCATCCACAGGCTCAGGTGAT
TGAAAGAGGTATCATCCAGCTCAACAAGCATTGGCTGTCGGTCTGCTCCTTCTACCAAGA
TGTCTATGAGAAGATCGACGTGTCACCAGTGGATAAAACTGCCTCGGGGCCTGTGGTCGT
TCAGAATGAAGAGAGGAACGAACAAAACCGAGCTGACGAACCGCCGCCAACAAGCCCTTC
ACTCCCGACACTCTTCAGAAATATGATGGGAGCAAACAACCAGATCAACATGTTTGATGA
TGACTCCTTACTGGACTGGACGGAGATTGGCAAAGGAGGGTTTGG
>McF0016H18-MGRbd1
GGCCGTTAAACCCGGNCATTATGGCCGGGGATATCTAGTGAAATGTGTTCATGGCAAACG
GCACATTGTCATGCAGTGTACACTAATGTAAGAAAGGAACATTAATAATTTATGGTTTTC
TTTTAAAGGTTTAACTCATGGATCATCGAGTGATCTTCCTCATTTTTGCAGGAGCAGTGC
TCAGTGTTTCCTTTGCACAGACTCGTCAGTTCTACTTTGTGAACACTCCTTTAAACTGGA
CAGATGCTCAGAGTGTCTGCAGACAGAACTACACTGACCTGGCCACCATAGAGAATACAA
CTGATGTTGATGCAGCTATTGTTGCATTATCAAGTTATACAGGGAAAGCCTGGATTGGTC
TACGCGATGACACGGTAAACAGTTGGAGGTGGTCTTTGAGTGACAGCAGCTTTTATGGTG
TTGGAGAGGCAACATTTCGGTATTGGACCTCTGGCGAGCCCAACAATTATAATGGTAAAC
AGTTGTGTGTCCGCCTTTATGGTAACAACGCTGATTGGGATGACGATGAGTGCACTAACC
CACGGCCTTTTGTCTGCTATCGTGGTATGGTTGCTGGCACCCCCAGTTACATTCTAATTA
ACACCCCATTGAACTGGACAGAAGCACAGAAACACTGCAGGCAGAATTATGTGGATTTAG
CAAGCATACGGAATAATACAGAAAATAACATCATTAAAGCTCTAGTAGGAGCAGTTACGG
TCTGGATTGGCCTGTATCGCCAGAAAGTGTGGTCTGATGGGAGCCAATCTGTGTTTCAGT
ACAACATAGTCAGTCAACAAGGCTCTTC
>McF0016H22-MGRbd1
TGGCATGCGGCGNTAAACCCGGGCCTTATGGCCGGGCTTCACAATCTCTAAATTTAGCGG
GTTGGGCCTTTTTCTTTTTGCTGCCGCCACTTCATTCCACCATGCAGAGCGCAGATACTG
AGGAGGAAATCGTGGAGGACGGGTCCGTTTTGCTTTCATGTTAAAGCTGACATATCACTG
TTCTGGTTTAGTTCTTCCTAAGCAATTAGGAAGGTGATTTGAAGGTTTGCAGAGTTACTC
ACTGTTTGAATAAAGTGTTTAAAATGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGTAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0016J21-MGRbd1
NTAGACCCGGNCCTTATGGCCGGGGCCTCCAGACGGGGGCGTATCAGAGCAGAAGTGTGA
GTCGGAGTAGCTGAAGGACGGCCGGTCGCAAATGTTGTAATTTTTTTATTTTTTTTTCCA
GCAGAAACAGCGTTCCGGTTTTTTTAAGCTTATTTATGGTTTCTTCGAATTTCCCGCACT
CGCTGCAGCTCAAGTCAGACAGCAGCTCAATGTTGGCGTTACATTCAACAATAAAAAGCC
ACCGTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACATGTCGGCGCGCCTAGGCCCT
ATAAAACTAT
>McF0016K18-MGRbd1
CGGNGACCTGGGCCAAACCGACCCGAAGGGACCAGACTGAGGGATTTGGGGATAAAGAAA
TATCAAAGGGATCTCAATTTTAAATGTAAATAAATTGTGGCATATTTTTAGTTCCACGTG
TGATTTTTTTTTTTTGGCACAAAAGCGGCCCACCAACTGGTAATTGTCATCAATCCTTCG
CTCTGTGGGACAAGAAGAGCAGAAATGGAAAAAATGAACGGTTTCTCGCGGAAACGGAAC
ATCCTGTGCCTGTTTGACGTGGACGGCACCCTGACACCGCCGAGAGAAAAAATCGACCCA
AAGCTTGATGAATTTTTTCAGACTCTGAGAAGAAGTAAAGATCGGCATTGTTGGAGGGTC
AGACTATCCCAAGATTGCAGAGCAGCTTGGAGAAGGAGATGATGTCATCCACAAGTTTGA
CTATGTGTTTGCTGAAAACGGAACAGTTCAATACAAAGATGGAAAACTTGTCTCTAAACA
TACCATACAGAATCACCTTGGCGAGGAGCTGCTGCAGGACCTGATTAACTTCTGCCTCAG
CTACATGGGACTCATCAAGCTGCCAAAGAAACGGGGAACTTTCATTGAATTCCGAAATGG
AATGATTAACATTTCACCCATTGGTCGGAGCTGCACATTGGAGGAACGAAAAGAATTTTC
TGAAATTGACAAGAGAGAGAAGATCAGAGAGAAATTTGTTGCTGCAC
>McF0016M02-MGRbd1
TAGATGCATAAAAAATACAACCACAATTTGATTTGAAATGTGTTTTTGTCAGGAATTACC
ATTGCTGGAATGAGTGCTACATGTCTAGGCCTGACCTCCCCCAGGGCTATGGCGGCTGGC
AGATTGTGGATGCAACTCCACAGGACACCAGCGATGGTATGTACAGATGTGGACCAGCAT
CAGTCCATGCAATCAAACACGGAGAGATATGCTTTCCCTATGATGCAGCCTTTGTGTTTG
CTGAGGTTAACAGCGATGTGGTATTTTATTCCCGAAGGAGAGATGGGACTTTGGATCTTG
TCAAAGTTAATCGCACTCACATAGGGCG
>McF0016M09-MGRbd1
NCATTATGGCCGGNGACTGCTAGCGAAAGCTCGCGACCGCCGCAGCCTCTGGAGAAAATG
ATGCGCCGTCTTGCAAAGTTTTAACCGACTTCAGTGCCTTGAGCCTGAGGATACTGGTAT
GGTTTCCCAGGATGGAAACGGACGACGTGTCGGTTCGAGAGCAACTTTTTCACAACCGCG



TCCGGGAAACTATAATCTGCATTCTCCTCTTTACATGCCTCTATATGGTGTGTTACCTTG
TTCTCACCCACTTCAAGAAGACTGCTGAGTTCCTCACAGATGATATTGAAGATGCTACAG
TCAATAAAATTGCACTGTGGTTGTGCACGTTCACCCTGTCTGTCGCAGTGTGTGCTGTGC
TGCTTCTCCCCATCTCCATTCTGTCAAATGAAGTCCTGCTCACCTTTCCGCACAGCTACT
ACATGCAGTGGCTCAATGGATCTCTCATACATGGCTTGTGGAACCTAGTCTTTCTTTTTT
CCAATTTGTCCCTGGTTTTCCTTATGCCCTTTGCTTATTTTTTTACCGAGTCAGAGGGAT
TTGCAGGGTCCAAAAAGGGAGTAATGGCAAGAGTGTATGAAGCGGTTGTGTTGCTCCTGC
TGCTGGCTCTGCTTGTGCTGGGCATTGTGTGGGTGGCTTCAGCTCTCCTCCATGACAACA
TAGCTCGAAAGAGCCTCTATGACCTGTGGGAATATTACCTTCCCTACCTGTACTCGGGTA
TCTCTCTGTTTGGAGTGCTGATGCTTTTGTTG
>McF0016M22-MGRbd1
TGGCCGNNNAATANTTAGCAACAGTCTGTGGTGAGATGTGACCAATCGTCACATTATTTG
GAGGACTATTCATGTTTTAATATTCCGGAATTTATGCATGATTTTCTGAAGGTGTGATAA
CTCCAGTTAAAGAGGGTGTAAATGACTTACACGGAAATTTAAAGACATGTCGGAGTCTAA
CTTCCTCAAAGCTGCTACGTTAGCACACATCTCGTGTCAATAGTTGTCAAAGTGCAACTT
TGACGACATTTTTTTAAATAGATTTAAATTTTCCTGCTGCGCGGATATTGTAGAGTTTGT
TCAGGCTGTAAATCATAGTTTCATTAATATTTTTGTCTTATTCTTCTTCCTTTTTATACA
CGTGTGACCTTTGACCCTGTGTTGATGAGCCTTAAAGATAATGGATTTTTTTTTGTACAG
AAACCTCTGCCTGCAAGGCTGCACATGGCTGTGATGAGGCTGCACACCCTGTCACTGCGA
GCGCTGCTGCTCTTGGGGTTCTGGCAAACTGGGAGGAGAAGTTTAGCCTCAGTTCCTGAG
CTAAAAGAGCAGCCCAAGAAGATAGGTAAACCTGTTTTTACCTGTAAAAAACAACAATTT
TTCACAGCTTAAAAAACAACAACTTTTCACCGCATTCATGGATTTTTAGGTCTTGATCTA
TGTGATAAATGCTAAAAGGTCTTACTGCTGAAGGGATT
>McF0016N12-MGRbd1
ATGGCCGGNGTCTACCAGAACTGCAGTTTTCAAGCTGCCAGCTTCTGGCATTCAACGACC
CCAAATGAGCAAAATGGCCGCGCTCAGCAAACCAGCATCCGCTCTCAAAGGACTGCGGGC
AAGGAGCAACTCACAAGTATTGGCAAGGGCTGACAAACCTTGTGAAAGTAAAGACGCAGT
GAAACAGCTGTCATCAACTGAAGCAAACAGCAGAATCCTGAACCAGCCTGCAGTCAGGCA
GAGATCTTTGCTCACTAAAGCCCAGAAACATGGTTGTGCCAACTGCAGTGCCCTCGAGGA
GCAGCTCAAAGTCAAAACACAAGAAATCGAAAGACTTCAAGAAGAGCTCCTCAAGTACAC
AAAGAAAACCTAAAGATCCATTTTGACTGGAAATGAGTTGACGTGACGATATGCAACAAA
ATATTTAAACTTTTCTCTGACTTTTATTATAAATCTATTAATCCATCCTCCTTTACTTTT
ATTAGTCTGTTTATATTTGAGATGTACATGACAAATAAAAACTTATAAAAAAAAAAAAAA
CCAAATAAATC
>McF0016N21-MGRbd1
CCGNNCATTATGGCCGGGGGAAGAAACGAGCTGGATTATGAGAGAGGTATCCAACCACAT
GGCTTTTACTGAAACCGAGAAACCTACTGAGATGTCTGCAGAGAAGAAGGTGAAAAAAAG
GAAAAACTGGAACAACAAAATCCAGTTTCTGCTGAATAGGAACCCCCAGCCCAGACTGGC
CTTGAGGAGAAAAAAACCATACGGGCCAAGTGTTGATGACGTGAACCAATGGGCGCAGTC
ACTAGACAAACTACTCAACCATAAATATGGGAAAACAGCCTTCCGCCTATATCTTAAGTC
AGAGTTCTGCGAGGAGAATATCGAGTTTTGGATGGCCTGCGAGGACTTCAAGTTGCTGAA
AACACGCAGAGAAAAAGTGACGAAGGCCAAAAAGATGTATAAGGAGTTCATCAAACCCGA
CGCTCCCAAGGAGATAAACCTGGATTATCAAACGAGAGATAACATCATTCAGAGTCTTGA
TGACCCCACAACAACAAGCTTCCTGGCAGCTCAGAAGAAGGTCTACAGCCTCATGGAGAA
CAACGCGTACCCCAGGTTCATCCATTCCGACTTCTACAAAGAACTCTTTGCAGCTGCAAG
AGCAAAGGAAGAGCATATCAAGTCCTAGTCAAACATACTCCCCCTCCTGAAGTCATTTGT
TTACTGCTGTGAAACTGAAGGGGAATGGGGTTCACTCCAGGCCCTGGCTCAGGATAGCAA
GTGTGGAAAATTTGAACGTGAAGCCCCTAGCCGAGTGTGGGGTTTTAGGTGGAGTGGGT
>McF0016O01-MGRbd1
CATGATGGCCGGGGGCTCCAACTCCCGCCGCGGTCAGCTGTATGGAAACACTTCTACCTG
TCGCCCGCGGACAATTCCAAAGCCGTTTGTATTCATTGCATGAATGAGTTCAGCAGGGGG
AAAAACGGAAAGGACCTCGGGACAAGCTGTCTTATCCGTCACATGTGGAGGGCCCACAAA
GAGGTTGTGATTGAGGAAAACGGGCAGGGCAATCATATTCCCCCGCCCTATACAAACCCA
CCCTCTCTGTTGTCCCGCACACAATTGCTGGATTCGTTTGAAGTGAAAAAAGAATCGCCA
CTTCTTCCATCCTCGCCAGAAACCATAGCCGATGAGTTACCCCAAAGCATTGAGGAAAGC
ATGGATATTAAGGAGGAGTGTGAGGAGGTGATGCAATTCTCAGGGCAGGAGTCCTCCCTC
AACTTCTTTAAAGCTCAAGAGGAAGACACGCCCCTGACTTCCTCTCCATGCGAGCTCTTT
GACGGGCCTGGCTTAAGTCAGGATCATTCAGTTTTTCAGCNNANAAAAAAAAAAAAAAAA
AAAAAAACAT
>McF0016O04-MGRbd1
TGTTGTGCCTCTCCGATTCTGGTTTGGATGCTGGAAAGGATGGCTCCGGAGGTGTGGGTT
TCCCATTAGGCCACCACGCATAGGACCGATAGGCCCACCGCCTCTTCGCTGCTGGAAATG
GTTCATTCCAAGGCCGCCGCGATTATTGTTGAACCGAGACATAATACGGAATCGATGGTA
CCTATCAACGCAGTGAAATATGGAAATATATTTATCAAAAACGAACTTTCGTGAGGATGC



GTACACTGTCAAAATGGCGACTAACGGTCGGACAAAAAAAAAAAAAAAAAAAAAAAAAAA
ACCTT
>McF0016O06-MGRbd1
ACAAGAGTGATGGAAGGAGTGAGTGAAGGAGAGCTTCCCTTTCACTCCTTCCTGCTCCTG
CCTGCCTCTCTTCTTATCCATTCCTATTTGCTCGCGCCTCTCCAACCCCCTCCTCCCCAG
AGATGCACATTTGCTTGGACTAGGAGGGTGCACACACCTGGGTGTGCTTGTCTGTGTGGA
CTGGTTAAAAAAAATGGCAGAACAAAGCAGAAGCGTCAAACATGCATGTGAGGTTGCCTG
GGATACCGCATCCTGGTACACCTCTGCTTTTTTTTCTCTGTAATGCTTACTTTCTTACTG
TTTTTTTTTTTTTTTAAATTCTATTTTCTAATTTTATTTGAGAATTTTTGGTTCTTAGTG
CAAAAATCATACTAGACATAGGCTTCTCTCGTCCCCTTCTTTGGCTCTCTTACTGGCTGT
TTCCTTCTTTTCTTCATCTGTCCCTTTCACATCATCTTCCTCCCATCATCTATGTGCTTG
CTTTGGTTATGAGAGAAGCTGGAATTCAAGAGCTCAATTTTAGCTGTAAACTGAGTTGTC
TTGTCAAAAATTGTGTTGTATATTAAAATGATTTTTTAAAGAAGAAAAATGACCTTATTG
GTGAATAAAGTACTTGACA
>McF0016O13-MGRbd1
NAAANNNNNNATTATGGCCGGGGACTGCATCTCTGCCTCGTAGCAGCAGACGTAGTCTCC
CTCCTGGCACTCAGTCAGGTCAGGAACACGGCGGAACCTCTGGTGGTAGTAGACCAACTT
GTTTTTCGACCGAATGCTGTCAACAACATCTAGGTAAAGAAATAAACAAGTTACGAGATC
ATGGATGCTTAAAAACTCCCGGGCAATACCTTCCAAAAGCTGGGAGGAGAGCTCTTCAAC
AACTCTTCAAGGATCCGCGGCCCTGCTTGACTTCACCAACCCCAGTCTGGGGGGAGTCTG
AAGAGGGCCCAGCAACCACTAATTGAGAGAGGAAGCATGACTTACCCTCTCACCCTCCAC
CCACCCCACCGGCCGGAAACCAAGGAAGGAGGTGCATGAGTCTCATGAGTCCTCCATCAT
GGCTTGATCCTCTTATCTTTGAAGCCACGGATGAAGAAGGAGCTCGTCTAGCGTGGGCCT
GTTCTCTGGAAGTGGAGCTAAACACTGTTCTAAGAAGTTCTTGCATTCTGTGAAGAAGAA
CATAAAAGAATGAAGCACACAGATGCAGAGATCCAGCCACTCAGCCAACTCTTTCAAACC
TTGGACAATCTGTTCCATAATGATCTGAGGAAGACAGGAAACACAGAATACTCTGAGAAG
AAGGACATGGAGGAAGACCTCCTCAGAGGGAGAAAGAGAAAACAAAGACATGCTGATTAA
GTCGTCTTCCAGGTCGTAGAAATCCAGCAGG
>McF0016O15-MGRbd1
TTGTCTTTCTGGGTCTTCAGACTTGGCAGATATGAATTCAGCAGGGGCCGGATCTTTTCT
TCAGGGGGGGGCAGTTCGCTTCTGTCCCGGCCAGGAGATTCTTGGATCTCTCCAGGCTTT
TGTTGAGGAGCGCCGACTTCAAGCACCATTCATCATGACCTGCGTGGGCAGTGTCACTAA
GGCGACACTGCGACTGGCAAATGCCAGCGCCACAAATACAAACGAGGTGATTCATCTCAC
TGGACATTATGAAATTGTCTCCCTGGTTGGAACTCTTAACAGAGACGCTCACCTCCATAT
CAGCCTTTCTGACGCTGAAGGCAAGACCATTGGTGGCCATGTCCTGGGAGATCTGGAGGT
GTTCACCACAGCTGAAGTGGTCATTGGCGAGGCTGCTGACTTGCTGTTCATCAGGGAGAT
GGACGACCAGACAGGTTTCCCAGAACTGGTTGTGCGACCACGTTTAACAACAAAATAATC
CATTCAACAGAGTTTATTTTCAAAATCACCCACAAAAGTGATTAACAACCACTAGACACA
GTGTTTTAGATGATCACTTAATTAAAATATTTAAGAAGATACCTTTTATTTTGCTCCGTC
TTGTAGAGTTGTG
>McF0016O18-MGRbd1
GGTACGGCGNTAAACCCGGGCATTATGGCCGGGGAGTGCTGCCTGCCGGTGCCTGGTGGT
TAGAATCCGCTGCAGCGCGACAGTAGGACCGGACCGTGAACCCGGAGACGGTACACACTG
AGGAGAAAGAAAATACAGAATGGAGCGGATGTCTGAGGAGGCGCTTAGACTAAACCTGTT
GAAGCGAGGACTAGAATCGCCCAGCGAGCGCGACGAGGCGCTGGCCAAGCGCTTGAAAAT
GGACGGTCACGAGGCGATGGAGCGCCTCAAGATGCTGGCTCTGCTCAAGCGCAAAGACTT
GGCGGACCTGGCGGCCCTTGAGGTCCCGGTGACTCTGGGAGACGGGAACGGCTCTGTCGC
CAGCACCATCCACCACCAGAACCTGATGAGCGCCGTGTACGAGGAGAAGCTCAACGGCAG
CCTGCGGTTCGGAGGCCACAGCGCTCATGTTGGATCTAGCAAAAAAAAAAAAAAAAAAAA
AAAAAAAAACCTT
>McF0016P04-MGRbd1
TCANAAAAAAAATCAGTGCTCCTCTTCCTGCCTGCTCCTCTGTTTCCTTTGCCACCTTCC
CGTTTTTTTTTCTGCGTGGACCACCATAGTCCATGCTGTGTGCCGCAACCTGACTGCAGG
GGTGAGGATGGTGATGGAGGGGGTGGGAGTCAACGTCCCCATCAGTGAGGGCGGGTGTCC
AGAAATCCCTCCTGTAGATGATCCCAGATGGAGGATCGGTATCTTCATCTCAATCATCTG
CCTCTTCTTCCTCATAGCGGCAGTTTTGTTTCACTGCTGGAGATCTAAAAAGCGTCGCAG
CAGCAAACCTTGTTTCCAGAAACTAATGAAGAGAGGCGGAGCCACCAATAGTAGCACTAT
TGAAGAGGGAATGACTTTACCATAACCTCTGTCACCCATGGCAACCATGTACCAGTACCT
AATGAGCTCAAAG
>McF0017A08-MGRbd1
GGGAATAACATTAGCATGTGATCCATACAAAAACAGTTGTCTGCTCAGTGTTCAGTGAAA
GTGGGGAGTGCTGGTTTTAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0017A12-MGRbd1
TTATGGCCGGGGGTCCAATCGACCCCGCTGCTATCATCAAGAAGAATCCCAAAGACAGAC



GACATCAGAGTACAGTCCTCCTCTGTCTCCACAGAGGGCTCCACCAAAGGCTCGGGGGTA
GAAAGAAAACACACGAATCCAGCAGAAAAACTGGAGGCTTCAGACAACCAGTCATTTCAA
GAAAGCAGGGATTTGAGAACGGAGTGTGACGACAAAAAGAACAATGAAGAGTTAGAGCAG
AATGAAGGTCTGAAAGAAAAGGACGAGAAAGTGAGAGTAGGTGATGTGTTGAACGGGATG
TTAGTGAAGGTCATAGAGAGACGTCAGAGAACAGAAGAGAACCAGAACGTGTTTATAGAA
GGAAAGTCCAGTGTGGGAGAGCTGCCTGCTCCTTCAATAGTTAGCATTTCCTCCTCCTCA
CCTCCACCTGAATCCCACCTTCCTCATCCTCCCTGCACTGGACAGACCATGGATGCTACG
TCAGGGCAAGTTGTATCTCCAGAGTCATTCTGGCCCCCACCACCCCCACCACTGACACAA
ATAGGAATCAGCGGGTCTGATGAGGCATACCTCC
>McF0017A17-MGRbd1
CCCTTTAAACCCGNCCTTATGGCCGGGCGTTGGTGGGGATCTTTTCTTTATTTTTCCCTC
TTTCTTATTATAGCACCAACGGCGGGATGACTAGAAAATAAAGTCTTAAAATGACAATAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAC
CTTTTCGCC
>McF0017A24-MGRbd1
GCGTTTAACCCGGGCCTTATGGCCGGGGAGAATGTTCCGCATCTCACAGAACCGGGTCGG
GTATGACTGCTCCTGGTTCCTACAAGGTTCTCCAGAACTTTCTAAGGAGCTCCAGTATAG
AGCGCAATCACTGCCAGGCTGGAGCCGGTCCTCCTGGACTGTTTCTGGCTAAAGCGGTGA
CTTAGCGGCGCGCGCTCGGACTGACATCTGGAGTCCCTGCGCGCGCGGACACCAGCCAGG
TGATCCGCACATTCAACTTGCCACGAACTTTTCAGACCATTCTGCTTCAGATTTAAAAAA
ATCCGGGTCGGGACCACCCAGTTCTGACCACCCTAACCTGGTTAAGGTTTCCGGTTTACG
CGGAATTTACCTGCTGGAGAGCGCAGCGCGTGCACCTTCTTCAAGTCTACCAGAAGTCCA
GCAGACTCCGAGCCGAACTTCAGAGCAGAACCAACCTCAGACCGCTGGACGGGTTCAGAG
AGCTGCTCGTCCCCGCTGCCCTGCTCACGCGCACTGCCGAAGTACTCCTCAGCCGACCGC
CTTTGCAGCATCTGCTCCACTGAGGTGCAGCGCGGAGGTTTGAGCCCCAATTTACCGGAG
TCACTTAACCACCCCTCACCGCGCTGCTTCCGCTCTGCGCCTTCAAAGTAAAAGCCAATC
TTCAGAAAATAAAACTCCCCGAAACCTGGAAAAGTTCTGATCTTTATCACCCTAAAAATG
TAAAGCATTTAGCTAAATACTGAATAACAAACGCATTTCGTTAATTCGATAATGTTGTCC
GTACAATTATTTGTTTAACCATTGGCTGCTTTTATGCAATCTTTGATTCATTTGTTTTGC
AGTGTAACATGTATCTGAACTG
>McF0017B03-MGRbd1
GGGAGACCACGTGAAGCGGGATATTCTGTCAAATACCGGTTTTATCCCCTGTCTAAAAAA
GTGAGCCATGACGGGCTTTTTGAGGAAAGCTGGTCTGTTGGGTTCGGTGTCGGTTGCTTT
TGGTTCAGTTCTCTGGTCCCAGAAGAAAACCCAACCAGATGCTTCCAATTCCCTGTCTGC
GGGTCATCCATACGAGCTCAGGCTGGTCCAGGTGGTGTTCCGGCACGGGGCTCGAACGCC
ACTCAAGACAATCCCGGACGTGATGGAGGCTCGGTGGGTTCCAGCGCTCTTGGATCCTCC
ACCGCACACCCACATCGACTACGTGGTGACGGATCTTCAGGGTGGACCCAGGCCTCCAGC
TCCAATAGAAGACAACTACAGAAAAAACATTCTCACTGGTGGCACGTTCCCCGGTCAGCT
GACCACGCTGGGCATGCAGCAGCTGTACGATCTGGGAAGCAGGTTAAGGAGGCGATACGT
TGAGGAGCGTTCGTTTCTGAACTCCAGCTTTACTCCTGCAGAGGTTTACGTACGCTCTAC
TAATATTGTGAGGACCATTGAATCCGCCAGGTGCCTGATTGCTGGGTTGTTTCAACAAAA
ACAAAAAGAAACCGTGCTGATCTTGACCACGCCGGCTGAATCTGAAATTCTCTACCCAAA
CTACCACGGCTGTAAGCTGCTCAAAGCCCGTTGCAGCCATCGCTGGGCCGAGTCG
>McF0017B10-MGRbd1
AAGACTGTGAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGCGCTTTTTTTTTTTCA
GCGTGATTACATCACGTTACGTCACAGGAAGTATTTTGAAAATCTAGCATAGATAGTTGT
TGCGCCAGCTTTTAAAGGTTTAAAAAAAATGGGCGTAAAGGGTCTTCAAAGTTTCATGGA
GCGCTGCTGTCCGGAAGCCTGTGTCACCGTGAACCTAAGAGAAATGGCCAGACGACAAGC
TGCTCAAACACAGCAAGATCCCACACTTGTTGTGGACGGCATGGCCTGCCTGTGCCACTG
GTACTCGTGTGAGGACTGGGTGTGTGGGGGACAGTGGAAGGAATATGTGGATGTCCTGAA
GAGCTGGGTGGATGCATTTACCTCTGCAGGCATCCAACTGGTCTTTTTCTTTGATGGGGT
AGTGGAGCAACGAAAGAGGCAAGAGTGGATAAAGAGAAGACGCAGAGTAAACGGGGATGT
TTCAAAAATATTTCGACACATAAAGGAACACGGAGAGAAACCTCACAAAGAGCTTTTTTG
TCTGCCGTCTGCTCTGGAATTTATTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AATTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0017B23-MGRbd1
GACTGTGACGCGCGTTTAACCCGGGCCTTATGGCCGGGCAACACTATAGTGAATGACCTG
GAGCCTGACTCCCTGTACTCCTTCAGAGTTCGAAGCTGCAGGAACTCCATGTTCAGTCCC
TACAGCCCTGAAGTGGCCTTTACACACCGCCTGCTCCTGTTTTTGGGTTCCTGTTGAGTG
ATAAATGTGGCTTCAGCGCCGAAAGGCTGGTTCTTAACAAAAGACGAGACGCAGTCGAGA
GTGTGGCAGGCGCAGCCTTTCTCCTCGCAGCTGAACGCGTGCAGACGGGTAGCTACATCA
GCCTAGACTACATCATTGGAGATACGGGAATTTCTCAAGGAAGGCACTATTGGGCGTTTA
AGGTGGAGCCGCACTCCTACATGGTTAAGGTGGGAGTGGCTTCAGATACAAAGATCCTTG
AATGGTTCCACAATCCAAGAGACACCAGCAGCCCAAGGTACGACCATGACAGTGGACATG



ACAGCGGCAGCGAGGACGCGTGTTACGAAGTCTCCCAACCCTTCATCCTCCTCACACTCG
GCATGGGCAAACTCTTCATCCCCAAGGCCTCTTCCTCCACCGCCAACCCACCGGCCAGCG
ATCCCGGCAACCGCGTTCTCCCCATGCCCCAGCGCCTGGGCATATGCTTGGATTACGACT
CCAGCCGAGTCTTCTTCTATGACGCAGACACCATGAGGTGCATTTACGAGAGGCAGGTGG
ATTGCTCGGGAACAATGTTTCCAGCTTTTGGCCTCATGGGCAGCGGAAAGGTTCAGCTGG
AGGACTTCATCACGGCGAAGAGACTGACTTTCTGAGAGAGGAGGGCGATTGTTGGCACAA
CTGGACTGGCCTTTCTTTCATTTTTAGCTTGCTTTGT
>McF0017C13-MGRbd1
CTCTCAGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGGCTACACGGTGGCGCAGTGGTT
AGCGCTCTTGCCTCACAGTAAGAAAGCCTCCGGTTCAAGTCCCGGCTGGGGGACGTGAAA
AAACTACATCAACGGGGGTCCTTTCTGTGTGGAGTTTGCATGTTCTCCCCGTGCATGCGT
GGGTTTCTGTCCAAAAACATGCTTCATAGGTTAATTGGCAACTCTAAATTGTCCCTAGGT
GTGAGTGTGAGAGTGAATGGGTGTTTGTTTGTGGACATTCTACCCTGCGACAGAATATTG
ACCTGTCCAGGGTGTCCCCTGCCTTCGCCCACAAGTGGCCGGGATAGGCTCCAGCAGCCC
CGTGACCCCGAAAGGGAAAAACGGTTAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACT
T
>McF0017D02-MGRbd1
GCGCCCGNTTAACCCGGGCCTTATGGCCGGGGACAGCCGTCCATGTCAACCAGAGCCTGC
TGGCCCCTCTGAACCTGGAGATCGACCCCAATATCCAGACTGTCCGCACCCAGGAGAAGG
AGCAGATCAAGTCCCTCAACAACCGCTTTGCGACTTTCATCGACAAGGTTGGTTTATGCA
AGTCTCTGTGAGCTGTTATCGCTGTAGGCCATGTTATCTCATACACCCACATTTACCTAT
GTAAACTGTCACATGTTCATCTTGTTTCTTTTAACTGCAATTATAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAACTT
>McF0017D03-MGRbd1
TCTCCCTTTAACCCGGGCCTTATGGCCGGGGGTGGACCTGGAAGTGTTCCTGCGCCGTTT
AGCTTGCTAGCTTCCAACAGCACAGAGCACTAAAAGTGTGCGGCAATAAAGTTTATTTTT
AGTCAAAATATATAAATTTGGAAGCAGTTTGGCTGTATAAGTCATATGTAATTTAATTAA
ATGTTTATCAGGCACTTTGGTTGCTGACAGGTCGAACGGGAGAACTGTAAGTTAAGAGAA
TCTATCTTGTCGTTGAGTTAGCATCTTTTCGCTAATAACAGGCTAACGTAAACACGACCA
CTTTAACTTGGGGGGGTACAAACGAAAAGTTATTAGTTTGTTGTTTATTTGATATTCCGA
AAGACACGTAACATAAAACTTGCCAATTTAATAGCATAAACTTAAAATTAGCCGCAAAGA
TTTCGTCACGAGCAGAACTAATATTCAAAGTTACACAGCTATGTCAATTATCCTAATAAC
TAAGAAGTTTTGTAGAGCTGCGGCTCTGTGTAAATCTCTAAACGTAGCTCAAAAGTTAAG
AGAGTTTATTTCCTTCATTCCAATATGGCTCCCTTGGAATATTTTATATTATAAAAACGC
CTGGTAATTGTACAAATCTATGGTGCCACATTTGTTAGAAAAATGTGCATTTGTGTTATG
AGCAATAAGTTAGAAATTCTGCTCTGAATTCTTATATTGCTATTGCCATTTAAAAGGAAA
ATAAATAGTCTTTCCTTTCTACACAGGAAAATAATCTACCAAAGACAATATCGGAAAAAA
GTAATTGCATTTTTAAAAAATTATTATTGAAAATAATAAATGATTCAAACATGATTAGGT
TTTTAATTTTTTAATTATTTTTTT
>McF0017D08-MGRbd1
AGACTGTGAGCGCGCGTTAACCCGGGCATTATGGCCGGGGGCAGGAGTCAGGAAATCACA
GGCTGTCACGTGACGTGACTGGGCGGAGCTCTGCGTCTCCACGGGCCAATAGCACCGCAG
CGTTGGTCTAACAGATCTATGGGAGGAAAAAAAAGGAACCCAGGAGAAGAGACGCGAATA
ACGGTGCACTCAACAACATTTATGGAGCCGATTCCCGGTTTTCCCCCGCGCGCGGGCCCG
TGAAGAACGCCTGAACAAACGTTCATGCGGCTGGATGCGATGAAGGCGCTTCAGAGGTGA
AGAAAACAAGCGGTCCTCCATTGTCTGCGTAGACACGAGAATGGCCTGGTTGTGGAAGAG
GAAGTCATTCATCGCCACCAGCCTGGTCGTGGCTGTAACATTCCTCGTGGTCGTGGTAAC
CAACTCGGAGAAATCCAACTTCCTTCAACTTCCCGTGTTTGGTCAAACCTTCAACAGCGA
CTGGATGTTCTCCAAGCAGACCTACAAGGTCTTCAAGCCTCACCAGGGATACACCAGCAT
CCCTAAAGAGGAGCCCCTGGAGCTGCACTGTGACCTGTGCACCATAGTCTCCAGTTCTGG
GCAGATGCTGGGCCAAGGTGCGGGTCCACAGATCGACCGCTCGCCTTGTGTCTTTCGGAC
GAACAACGCTCCCACTGCTGGGTTTGAGATGGATGTCGGCAGACGAACCACTGTGAGGGT
GGTCTCCCACACCAGCGTCCCTCTGCTCCTGCAGAAGCCTCAGTACTTCTTCGGACAGGA
AAACGAAACGACCTACGTGGTGT
>McF0017E03-MGRbd1
ACTCTCAGCGCGCGTAAACCCGGGCCTTATGGCCGGGGGCTGACTTCAGCCAATGACGTT
TCCCAATGTTGGGTATAGTCTCCTCTAAGTCTGCTAAACTCTAAACAAGGACCCTGCTGT
CCTCTTCTTTACCCAGGTGTGTAGGTGGAGGTACAGCTTAAGATCTGTATGAAAAGGGGG
CTGAGAGTCTGTCTGAGCCGTTTCTTGTAGAGCATGCCTTCTAAAGATTGTATGACAGCT
GAACAGTATAAGCCCTTTTAATTAAATCGTCTCTTATTTCTTTCAGGTTATTGGTCATCT
GAAAAGAAAAGGGACAAGTGATCAAGAGAAATTTAGCAACTTTCTAGTATTTCTTACCCT
TAAACAGTATTTGTTTTTAGTAAATACTTAAGAAAAAACACTAATATTACTGTACTCACT
ACCTAATGTTCAATTATGGGTCAGTTATGCAAAGAATTTTTAAAATGTCACCTATGAAAC
AGTAGTATCAATGCTCTNTGTGTTGTAATGTTTTTTGTATTAATTTGTCCTATTTTTAAT



AATAAAATAAATGTTTAATTATGG
>McF0017E07-MGRbd1
GGGCCGAGCATACGAGCGCCCCCTGGTGTCAGGGGGTAAAGTTGTGGGCTGGTACACCGG
TTGGAGACCGGACAGACCCTTCGCCACAGATATGGCAGGTTTTGCCGTGAATCTTCAGGT
CATCCTTGCAAACCCGCGTGCGCAGTTCAAGCGGGGAGGCTCCCAGCCCGGGATGCAAGA
ATCCGACTTTCTTAAGCAGATCACCAAGGTGTCCGAGCTGGAACCCAAGGCAAACAACTG
CACACGGGTGCTGGTTTGGCACACTCGCACAGAGAAACCTCACCTCGCCAATGAGGCCAA
ACACCGGAAGGACTCGGTGCTCATCGAGGTGTGATCCTTCCACGAACAGCAAAGACCGTT
CTCCTATCCATGCAGGATGGACTCAGAGGAACCGATTGGGTTCACAGACTGGAAGAACTC
GGAACATCAGTTTTCAACGCACTGATATTTGAACTGAACCAGAAATGATNAAAAAAAAAA
AAAAAAAAAAAAAAAAAACCAT
>McF0017E17-MGRbd1
GGGGATCGCTTCTCGGCCTTTTGGCTAAGATCAAGTGTAGTATCTGTTCTTATCAGAGCT
GTCCTTGCATGTTGCCAAACGACAGAGACTGTGATCACTCCGACGGTTGTTGATGCTCGT
CTGTTGTGACTTGCCATCGTACAAACTACTGGAGATATCGGTGCTGCGCAATTGAACGTT
TACTTTTCCTACTGAACTGTCAATGTCCTTTTTCTCTTCAGGTGTCCTGGAGCAATCCAA
GTTAAGGTAATTACTCCTGCCAAGCTCACCACAGCGTCCGGTTTACCTTTCAGGAAATTG
AAGGTAAGGTAACTTACATGTCCAGGCTTGATTTTTCAAGGAACTTGATCCAGAAAACCC
TAGGTTTCAAACCTGAAGACCTGAACTGTATCTTGACCTTACCATTGAACAAAGGTTTTG
ATGTAAGCTTTCGAACTAGCTCTACTCTCAGCGAATTCTGGACTCGTTTTGAAAACATGA
AATCCCATTTTGCACTTTTCACAGTAGAAAAGCTTACAGACAATTCAATGAAAACCGTCA
TTGTCAAAATGTTTAATGAAACTGTTAATGCAGAAGACATTTGTGTGTTGTTGGGCAGAT
ACTGTTCTGTAAAAGGTCAAGCTGTTAAGGTTAGGGATGTAGACGGTATTTGGAACTGTG
CCTGGCGAGTGCCTGTCAATCTAAGACAAGACCCACAAGGTTTCCAGGGTCTAAAACATC
TCCCATCCCTGATAGTGCT
>McF0017E20-MGRbd1
GCGTTAAACCCGGGCATTATGGCCGGGGTATGTGAACGGCCTCTAATCCCATTCATCTGT
TTATGAACGCCTTCGTGAAAGAGGACAGCCCTTTTCATCCACGTAGCATATTACTCTGTT
TAATATCATGCTTGATTGGCGTTGTGTAAAATTTGAAGCCTTCATCACGCTGCCTTAAAG
ACCAGTTTCTTTCCTCCCCAAACGAGATGTTACTGGGCAATTATTAGTTTTTGCTGTTTT
AACGGTACGTCACAAAGGCTGTGACAAAATATTCTCTTTGAATGTGGAACATTCTGGTAT
GCAGCCCCTTTCTTCTGCCTGTGCAGCAGCAGATGACACTGTTCTTAATCCCATCACTTC
CATTAAACATTAGGGT
>McF0017F12-MGRbd1
TCTGAGCGCCCGTTTAACCCGGNCATTATGGCCGGGGTGGGATATTAATGATATAGATTA
TTTACTAATTTTATTCAATTTTTTAATCAGAAAACTGATTTGTCCTTGTCTACGGAGCTG
TATTGTTTTTTTTTTAAATCATTTGTTGTTGGATGAAATATTTTAACATTTTTCTAAGCA
AAAATAATTGCTTTTTTTTTCTTTTCTACAGGTTTTAGGCTAGTCTTTTTTGTCTCCTCG
TCTCTCGTTGGGTTATTTCTATTATTCTTTAAGGAACAAAGCTGCTTTGTACATTTTCTC
TGAGGTTTTCTCTGCTGGAATCACACATACAGCAGTAGGATTTTAAAGTTTTTGACCAAA
AAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0017F13-MGRbd1
GCCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGCGCGTGCGCTGTGTCGCGC
ACGGAGGAGCTGAGTTGGAGGATCATGGCGGATCGCAGGAGGCACAAGAAGAGGGTTCAG
GAGGTCAGCGAGCCCTCCAAGGAGGAAAAGGCGGTGGCCAAGTACCTTCGCTTCAACTGT
CCCACCAAGTCCACCAACATGATGGGCCACAGAGTCGACTACTTCATAGGTGAGTCTGCT
GTGGCCCCTCCCATGTGTCTGCTGCTCCTTTGGTTAGTTTGGGCGCCGTTTGGTCGGCAG
GTCGTAACTGTTTAGGAGCTGCTGCTCCTCCTGGAGACACAGAACTTTACCCCCCCCCGT
TTGTTTGAGGGTCATCCTGCTTCCTGCTGACACACGTTGCACCAAAGCTCATCCATCACA
CCAGAAGAGCTGGAGATGAATCAGCGGCTCCTGTAGTCTGATCTGTAGGATAGATGATGG
GATTAGATGATGGGATTAGCGCTCCCGTCCTGCTTCGCATCAAATTGCTTTGGTTCAGAT
GCAAACGGCTGCCTGACAGATTGTTGGACGTCTGAATCTGTGAGGCGGTGGCCACAGAAA
TTCTGCCGAGGAGCCGTCTCCTCCACAGGACAGTGATGGAAGCGTAAACGGATCTCCTGT
GGTCGTCTGTTTCAGCCTCCAAAGCG
>McF0017F22-MGRbd1
GGGACAGAAATTCGTGTTTATTGTTCGTATATGCACGGACTAGGATCGTGGAGGTGGATT
TTAGCCCAGCGGGGCGTTGTAAACTCAATGTTCCACATTCATTGCAGCGCATAGCAAGAC
GAGGAACTCTGACTGAACCACTACACCTCAGCTGATAACCCACCACGGCGAGATATCTGG
TTTGTGCCTCACGAAGACGTCGCCAGAGGAAAACTCCTGCCGCTTCCTCCCCCTGACAAA
CAAAGCCGACTAGTAAAGCCTGTGGATGGGATCTGTGAAGTGATTGTTATTGCCATACGT
AACGTAGCGGATAATCTCCGAAAGCGGAGCACCTCGGAGCGACATAGAGCCACAATCTGG
TGGCCTGGAGTAACATCCTCAGGATTTAGATGCCAGCCGACATTTTACCATCAGGTTCCC
GATAGGACGTAACTTGGATTATCCTGGACAGTGTTTACATGTCCAAAAACAGGGTTGGAG
GCACTAACCCCTAGTTACCCACAGAGCATGGCTCATGGGTGGGATTCATACTTTCCCAGC



CTTCAGCCTCGGTCATCAAATCCTGGGACTGTAAAGAGGGCAGGAAAAGAGTCGGAAGGA
GCCTTTTCCCAGCATTCGGAAAAGTACATGGGACATCACAATTTCTCAAGTACAGGTCCT
GCTCAAGAAGCTCCAAACTCAAACTCAAACCACACAAACTATTACTATAATAGCAGTAAT
GATAATCCTAGCACGGA
>McF0017G01-MGRbd1
GGGACACCACGGACGATTTTGCAGCAGCAGAACAGCTCCTTTCAGTATCTGGTATATTTT
TTTGTGAAACGTTTTTTAACAGAAAGGTCCGCGATGGTTTCTCGTTAGTTTACGATCATT
CCGTGACTATTATGATCTCAGGCTGATGACTTAACTAGCACGCTAGCTAGCCGGGAACGT
TAGCCATGTTAGCTGCATGCTAATTGCCATGGATCCACTGAGCACCGTTGTGGACGAGGT
TGCTTTGGAGGGGCTGGATGGGATAACTATTCCCACTCTTTGGATACGATTGGGGACCGT
ACAGCCCAAGTTCCCCCTGAAACTCGACGAGTTGACCAAGGAGTTTATCTGGAAGTCCCT
TGTGAACAACAGAGACTTGAGGTTCTATGAACTTCCGCAGGAAAGACCAGACGTGCAGCT
GTTTAACAGGTTTGGGGAAAATGACTCAGACATTAGTCTTGAAACTCAACTGAGTAGTGC
TGATGACTACAAAGACATCTATTCTCTTCATGTCATACCTGAAAACAAGGATGGGATCCA
GGGTTCATGCAATTTCTTCAAAGAGAGGAAAGATATTACAAAACAAATCCGCTCCGTGTC
TCTTACTCCTCTTGTCAGCTTGGAGGAGGCTTCAAAAAAAAAAAAAAAANNNAAAAANAA
AACCA
>McF0017G02-MGRbd1
TGAGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGGACGAGTCGTCTGGCTGTCTCGACA
TGCAGGCATGTTTTTTTTGGGTAGTGTTAGAGCTTGTCGACTTTATTTAATAGTTAGTCG
TCGTTTCTCCGTGTGAACGTGTCGGACGACAGAAGTCTGCACCTCCTGTATATAAACAAA
ACGCGGCGAGACGCTTTTTTAAGGTGGAACGAAAAAAAGAAAAGGGAGACTTTTTTCCCC
CCCAAGTTAGAAAACTTCGTGTTAGCTGCTTCGTCAAATTATGGATCCAGCTTTCCCGTT
TTCGTAGGAGTTTAACACTCCGAAAGGTGTTCGTGCGAACATGAGCGAAGGGGACAGTTT
ACTACTGGGAAGCCGGCCCATGGCAAGTGAAAGAGGGGGAGAACATCCCTGCAGCTGCCT
CCGCTTCACAGAGGAGAAAGGAGCCGCTAACGAGGCTGACCTGAGCCCTCCTGGTCAGAC
TTCCAGGCTTTAGTTTAGGGAAAGCCTCCTTTCGACATGGAGACGGTGGGGAAATTCGAG
TTCAGTCGGAAGGACCTGATAGGACATGGCGCATTTGCTGTCGTCTTCAAAGGCAGACAT
CGAGAGAAACACGACTGGGAGGTTGCAGTAAAATGCATAAACAAGAAGAACTTGGCCAAA
TCTCAGACACTACTGGGGAAAGAGATCAAAATACTCAAGGAGCTCAAACATGAGAACATT
GTTGCGTTACTGGACTTTCAGGAGAC
>McF0017G05-MGRbd1
GGGAACGTGAGCTGCTAGAAAACGAAAAGACTGCAGAAGGAGAAAAGGCCAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAACATGT
>McF0017G06-MGRbd1
TTGAGCGCGCGTTAACCCGGGCATTATGGCCGGGGGACGGAGCGCTGGTGTATGAGAGGA
AAATGTATCGTCTCGGCCAACTGTTTATTTCCAAGATCGCTTTCGATTGCTTTTTATCTA
CCGTGCCGCGGGAACATTTTCACTTTACTAGACAATACAATAAAAGCTGGTCGTGTATTG
GCTGATTTTTGATCACATTTAATTTAAATCTGCACAGAAAATGCCAAGGACCAAGAAGAA
GAAAAGCAAGGGTAAGTTGCCGCTTGGCCGCAAGCTTCGGCCTGGATGCTAAGGGGTTAG
CTTGCTTGTGGTTATTGTAGTCCGTTTATAATAGTCAACCTATTGAGTTCGGGTAGAAGT
GTCTATATGAGAACTACAAATGTTGGGTATTGGCCTACGTGACTACGCCAACAGTTAACA
AAGAATAACTAATAATATTACCGCCCAAATATAGAAACGTTTGACATTTTATGTTTTAAG
GCCAAATTTTTTTGTTTAATGATCGTATCTTTATTTAAAAGAAACTGTTGGCTAATAGCA
TTAGCCACTCCCCACCGAACATGTGGTTGCTAGGTTAGAATGTTATGTAAAGATGCACAT
ACAAATATAAATATTTATACGTAGCAGCGTTTTTAAATGCCCAGTTGCCAAATGTGACCT
ATTTAAGAAGTCTGTCGTAGTCCGTTTGTGGTCGACTAGTTAGCTTGACGTCAATTTGAG
GCTTGGCACACTTTGTTCTCACCGGCGTTCGTCGTG
>McF0017G10-MGRbd1
TGAGCGCGCGTTAACCCGGGCATTATGGCCGGGGATTCAGACCAAGATAGCTTTAAGAAA
CTTCAGAAATTGTACACTTAAAAAAACTTTTATTAAAGCTCCTTTGAAAACAAAACAGCA
TTAATCCTGGAAATCAATCTTTAATTTATTAAACTTAAAAAAAACGTACAGTGAAAATAT
TTTAAGATTTGTCAACCAAAGGGGTTACATGATGTTTAAGGGCCATTGACTGTACAAGAA
AACTCTTATACAGTCCATAGTAGGGGCCAACAGTGTTTGTCCCTTTGTGCCCCCTCCAGG
CTTCTAGATCCTTAACCCCCACACCCCCAAACATGCCGCATAGGTGAACCGGTGACTGTG
AGGAGCAAGGCTGATTGTCCAGCCTATGATATCTGATAGAGTCCTTAATCCCTTTTACCG
TGACCTAAATTAAAAGGTTATTTATTACAGTGAAATTTACAACTACAGGTAAAAGTTATC
AAACCTAATGGTTTTACATATACTTGTTTCCCATTTCAGAATTAGAAAATAATGCAAACA
TAATCCAAATGCTATCTTCTACTTAAATCTATGCTAATAAATGACCAACTGGATAATTGT
TTTCTCATTTTAGGAAAAAAAGAGTTACGATTTCCGATTACATGTTAACGCAGCACCAAA
ATTGCCTCCATTTTGAGCCGTTTCGCTGGTTTCCGGGTTTCCANNNNANAAAA
>McF0017G13-MGRbd1
TTAAACCCGGGCCTTATGGCCGGGGAAAAGAAACATGAATATTTCAAGCACCAGTAGCTC
CAACTGGTGCTTGGTTCGGGGATGTTTTAGAATGTCCGTCATTATTGCTTCGCGGCTGTG



TAGATGCAACTCGGCGTCCATCTTCTTCGCTGATGAAACTGGTTGGAGGCCAGTTGGGGC
CACAACATGGAGAAACGAGCAGCGGATGAAAACTACGTGTCCTTGAACCCGAGGAAAGAC
AAACAGGGTCACGTGGGTCGGCTGAGGGCACATCCCAGCCGTCACTGGGTGAAAGGCAGC
GTACACCATGTACAGGATGTCATAGGACTTATGAGAATCCCACACGCATGATTTAACTTC
TTTAGAGAAATTACAAACATGGAGAAAAGGCCTCAAAAGGCCTCTAAGCATGTAAGCTGT
ATGTTTAGTGTTTATCAGACTTTCACAATAAAAGCTGATGGACGAGATGAGATCCAAAAC
ATTTTATGACATTTTTACTGCAAGTGGAATTTGTTGTTGTTTTTACATTCTTTGACTTAT
CTTATCTATGTTTCAGGCTATGTCATTACACTCAGTAGTTGTTATTCATGAAATGATGTT
AACATGGCTCCTTAAAAGTTGAATGTGAAACTACAAAATGTTTTACTTTTAGAATAAATA
CTTTTGGGCTAAAACCAGTTTCTTTCACACAATTTCTACACAAAAGCACCAGTAAATAAA
ACCCGTTTGAGTTATTATTGGGTAANAAAA
>McF0017G14-MGRbd1
TTGTACTGCCGNTTAACCCGGGCATTATGGCCGGGGGAAAAATCGGCTTTTTTTACGCAC
GCGAAACTACGCGCGAGCTAGATAAAGTTACAGGAGGTATATCACCAAATGATTTAAAAC
AGAAACTTTTAAAGCGTTTTTTGTAATGTATTGTCAAAAGATTTAAGGTGAAAAGAATTG
AAGAGAAGGACGGTTCGACTTAACAGACTCAAGAGGAGAAGCGGGAGTCGAAACGAGCTG
TTTTTCTCTTAAGCCTTAACGAGGCTAACGTTTAACTAGTTGCAGGAGTCAGGTGGGAAT
GTTTGGTCCAGCTGGTCGTTGGGATAATGAAGTGTCCACAAATGTATCTGAGAGCGACTC
AGAGGACGAGACTAAGCTCCCCCTCAATCAGTTCTATCCGTACATCCGTTGTGGCCTCTG
CTGTGGATTCCTCATCGATGCCACCACCATCACAGAGTGCCTGCACACATTTTGCAAAAG
TTGCATCGTGAGGCATTTCTTCCACAGCAACCGGTGCCCCACGTGCACCATTGTGGTCCA
TCAGACACAGCCTCTGTACAATATCAGACCTGACAGGCAGCTGCAGGATATTGTTTACAA
AATGGTTCCCTTCCTGGAAGGACTTGAAAGACAACAAATATGCAGTTTCTACAAGGAAAG
AGGTCTTCCTGTACCAAAACCAGTGGTCCTCTCCCCTCAGGGTCCCGGTGTGGTGAAGAG
ACAGAAAAGGGACAGCTTTCCTCTGTCCGTGTTCACCATCCCCCCTGAGCTGGATGTGTC
GCTACTGCTGGAGTTTGTCGGAGCAGAAGAGGGAAT
>McF0017H03-MGRbd1
AGACTTGGAGCGCCCGTTTAACCCGGGCCTTATGGCCGGGGGTTAAAGCTGATCTTGGCA
TTTATTTCCTAAACTTTCATAGTGATCCATATTTGTCCAGACTTGTCCACATGGCTGCAA
ATCAGGCTATGCCGGCATGGGAGAGGAAGGCGCGCGTGTTTCTGTGTTTCTTCGGCTTGG
TTTTATCCGTGTATGCCCTCCACGTCGAGCTGTCCCGTGCGAGAGACCCAAATTACAGGG
CGATGTGCGACCTGGGGGAGGCTGTCAGCTGCTCCAAAGTTTTCACCTCTAGATGGGGAC
GTGGTTTTGGTTTGGTCCAGTACTTTGTGGGCACAGATAGTCTGTTAAACCAGCCCAACA
GCATCCTTGGCATCATATTTTACATTTTGTTTCTGGGGCTGGGACTATCTCTGTCTAAAA
AAAAAGCGCTGGCCTTGGTCCTCTCCTCCTGGGTGTCTCTGGCTGGCTCACTCTATCTTG
CATCTATTTTGGCCTTTGTTTTGGGAGATTTCTGCATGGTTTGTGTGTCAACGTATGTTG
TCAATTTTGCACTGTTCTACACAAACCTAAAACGAAGGAGAGCGGTGGAGGCAATCAAGG
AAAAAGCTGGATAAAATGGGAAAAAATCAAATTTCAAAACCTGATGAAGCCAATCTGCAG
TGAGCGTAAAATGAGAAGTATCGGTTTTGCTGAATGATTTTATTATTTGTTTTGTTTTGT
TTTCAGAAAAGGCAATACAGTTACATAT
>McF0017H08-MGRbd1
GACGCGCGTTAACCCGGGCATTATGGCCGGGGCCCATGAGTGGTGAGGATTTTATTTGAT
TCATTTTAGCTTGGCAAGTCACTGAGGAAGAACTCCCTTTCAACAGGATATGACCCTCAG
CAGATTCAGAGAAAGCAGTGATCTGTGGAAATTAGTTGGAGGATAATTTCAGATTTTGGA
TAAAAGTTAATTGCATAGGTGACTCAGGGTGACTTAAAGAAGCCCTGTAACTTTACTAAA
AAGAAAAAAAAAAGAAAAAGGAATTTATTTGAGAGGGATGCTTGTTCCTGAAGCTAAACT
TTGAGCAGGCTCCATTAGAGAGAAGCCTGACAGATGAAGGTTCAACCTCCCACTCCGTTT
TTGGTACAATAAAGAATGACAGAGACGCCTGCAGTCCAAGAGAGAAGAGTTCTCTCTGAG
ACTATAACACTACAGAAACTTTATAAAAGACAGAAACTCGATCAGCAAGTGGCATGATGG
GTAAAAATGAAAAAAACAGAGGGACTTAAAATCTCGCTCAGCTAAACTACGTTTGAGATG
TCTGCTAAAATATATAAATCATGTCTGATAAGTAAATATAACTAAGCTGTATTTTGATAA
AAGCTATGTTTGTGATAGAGGAAGCACATATTAACGTCTGCTCCATGATCAATTTTCAAA
CAACCGGCACTTCCGTGGATTTAAAATTATGCACGTTTTCATACTTTTCATTAGAAGTGG
CTTCTTGAATGCTCATTGCAGAGGGCAGTGTGAATGTAGCTTTACGCAGTCGAACACCGC
TTCATGCCACATGTTAGCCTACACTAGCATTCACAAAAACTCACAATC
>McF0017H20-MGRbd1
GGGAGTGGACCTGTGGAGCCTGGGCGTCATCCTGCTGGAGATGTTCTCAGGGAAAAAGCT
TAAAGACACCGTCCGCTCGCAGGAGTGGAAGGACAGCAGTGCTGCGGTTGTAGACCAGAT
CTTTACCAGCAAAAGCCTCCTATGTCCTGCCATCCCAGTGTATCACCTGAGAGACCTGAT
CAAGAGCATGCTTCGGCACGACCCCAAACTGAGAGGCGCAGCTGGCACCGCCCTGCTCAG
CCCGTTCTTCAGTATTCCTTTTGCGCCTCACATTGAGGACCTGGTTCTTCTGCCCTCTCC
TGTTCTTCGTCTTCTTAACCTGATCGACGACAGCCATCTGCACAATGAGGAAGAATATGA
AGACATCATGGAGGACATGAAAGAGGAGTGTCAAAAGTATGGCTCTGTGGTTTCCCTTCT
GATCCCCAAAGAGAACCCCGGGAAAGGACAGGTGTTTGTGGAGTACGCCAACTCCAGCGA



CTCCAAAGAGGCTCAGCGCCTGCTGACGGGCCGGACCTTTGACGGGAAGTTTGTGGTGGC
CACCTTCTACCCTCTGAGCGCCTACAAAAGAGGTTACTTCTACCAGACGGTGCAGTGAGG
TCCTGCCGCTGCTCCCTATGAGGAAGACGTGTTTCCCTCTGGGGGTTCAGCATCCTTCAT
CGTCTTCCTCACCTGCGTTTAAACACTGGTATTTTCAACAGCAGAGCATTACCTCCTACT
GCGAGGGCTGTGCATATC
>McF0017I24-MGRbd1
CGCGCGTTTAACCCGGGCCTTATGGCCGGGGAGGAAGAGCGGCATGGAGCAGAAGGAATA
ACCTTGACAAATTGGTCCTTCGAGCCGGATTCCAAAACTGAAGGAAGATCCAATCGGGGA
GAGGACCTCGTGAAGACCGTAGCCACGAAGGGTGTGCTTCAGTAAGCAGCTGCTTGAGAC
CCTTTCCAGGACGAGATTTCCTCTCACCGACTGGAACCCCAACAGTTGACGGAACTCCGA
GGAACAGACAAGAAGTGATGTGCATGGACTCCCCTCATCTGTCTTCTACTGACACTGAAG
CAGAAACAGCTGACGGAGCTGCAGGGAGGGGCCTGACTAATTGCTGGAAACAGCTCCTCC
AGTTCCCGTGAATGAGACTGATCATCAATCTGGCTGAAAGGAATAGAGAGTTTGTTCACA
TGCACCTCAGAAAATTGTCTAACAGTGAAGCTGAGACGCTTTTGTCTTTCCAGGTCAGAT
AGAATCACAACTTTGGAAATCCACAAGATCTTAAAAATGAATGAAGAACAAAGGGGTTTG
ATGATGCAGAGTTATAGATTCTATTGGATTTTTATAGAAATATTGTCGGATTAATACTAT
TAAACATGGTCCACTTGGAAAAAAAAAAAAAAAAAAAAAAAAAANNNACGGGCC
>McF0017J12-MGRbd1
GTCTGTGAGCGCGCGTTAACCCGGGCATTATGGCCGGGGCTAACCAGGCAGTTGGGAACG
CGGCTATGCAACATTTGCGCAAACGCCTTGAACCGCTTCAGTCTGTATTGGATTTAGTTT
TTGGTGGACTCCACTCGTTCAATCTGTCCAGATACAGAATGACAATCCTCAGACGGGAGT
GTATGTGAACGTAGCACAACTTCGCAAAAGTATTACGGAGTCTCCGCCTTTGGTTTCCTC
TCTCTGCTCTCTGTCCCACCTCAACGAATGGGAGGTGCATGTTGACCAAGAGAGTGGACA
GGAGTACTACTATCACACTGCCACAGGGCGCACAACCTGGGACAGCCCCTTTTTAGACTC
CCCTACAGACGCTCAACAGCTCTCCTCTGAGGAACTCCAGCCTCCATCGCTTCCACGTTC
TCCTGGCAGTTCTTTGTCCTCGCCCCTGCCCTCTGGGTGGACTTCAGATTGGGAACAGTT
GGTGGATGAAAGCAGTGGTCGGCCATACTTCTACAACCTGATGTCCGGGGAGACGTCCTG
GGAGCCTCCAGAACAACAGAGCCCCTACCCCCCTCTGATGGATTCCCTGCACAGGTTTCC
TGACGATGGACTGCCTCCTTTACCTGTGGAGGACTATCCCCCTGAGGATTACCCAACTGA
CGATAATCCAGACAGTTCAGAGGAACACCTTGCCACCGAAATCCCCAGCTTTTCCAATGA
GTTCTCCTTCAGCCATGTGACCCGGCCCAACATCCCCCGGGCCAACCTGGACCGCAGCAC
TCCGCC
>McF0017J13-MGRbd1
GTGAGCGCCCGNTTAACCCGGGCCTTATGGCCGGGGGGAATCCAGCAAAGTCACAAGATC
GCTTCCTTTCTCCTTGGTGACAACATGCCTCCAAAGAAACCCACCAAGGGCAAGAAAACG
AAGGTCCAAGTGGTCCAACCACAGCAGGTGTCTTCATCGGATGAAGACACAGGAGCAGGG
GGGTGGCTGGAGGGGGCTGTCTGAAATCAGCCGATCATCAGACCATTTTGGGGACCTTGA
AGACCCTCAAAACAGTCAATTATCACCTGGTTCCCGCCTGTCATTGGACTGCCACCTTGC
GACCTCCAAATGTGTCTTGGCGCCACTAACCGATATCCGGTCCTTGTAAAATTTGAACCT
TCTCTTAAAACCTCTACGGTCACTGCACGGCGTGTAAAAATGCATCTGCTGCCTCTCATT
TACAAATGCCGCAACGCGACCACCTGCCAATTTTGTTGAATACCTTGCATTTAGGTTGCA
GCAGGGTGGCATTTTGGGATATGTGACCGTATGTAGAGCAACTTTTAAAAAAAAAACTTA
GCATCAACTTCATACAATGTTAGTTTTTTCCCACATGAACAAAAATTCACTTATTCACTG
CCAACCCCAGCATCTGTTGTCATCACTCTTGAAACGATCTGTTACACTGCGGCGAACATA
CAAGATGCTCAGATTGAATCTGAAAGCAGGAACAGAAGCAGCAGAGCTGCTGGTAAATAA
GTTCAGCAGGTAAACCGTCACTCACAGCTTGTGAGCTGTTAGCAAAACGGCACAA
>McF0017J16-MGRbd1
GACCTCTGAGCGCCCGTTTAACCCGGGCCTTATGGCCGGGATCCGCTCCGCAGCGTTTTC
TCAACCTCATCAACCAGGAGAATTTTGCTCAGATCAGCCAAGAAGAAGCCGTCAAGCAGG
AGATCATTGCCACGTTGGAGGCGCTGTGCGGCATCGCTGAGGCAACACAGATAGATAACG
TAGCCTCGCTCTTCTCTTTCCTCATGGACTTCCTGTCCAGCTGTATTGGCCTCATGGAGG
TTTACAGCAACACGCCTGAGACCATCAACCTCATCATTGAGGTTTTTGTGGAGGTGGCTC
ACAAGCAGATCTGTTACCTGGGGGAGATGAAGTCCATGAAGCTGTACGAGTTGTGTCTGA
CGCTGCTGCAGGTCTACTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0017J18-MGRbd1
GGCCGGGACACACACACACACACATACACACACCCCCACACACACANCCCGTCCTGCTCT
GTCATTATTGTAACCTCACTGTATTTTAAAGATTGATGCAGAGCGTGTATTCAGAGTTTT
ATATAAAGAATAAATGTTTTATAATCTTTATTTGCAGGCTTGAACCCCCACACTTTGTTT
GCCAACACTAAGGCTTCAGCTGGATTCAAGCTTAGCGTGTGGAATGTACCCATGAGCAAA
CACACACGTAACTGTAGGCAGGCGACTGTATCATGAAATGAATCCACTGGAGTTTCTCTC
CGGCGTTCACCTGCCTTTGTTTTCGCACGAGGAGGATGATGATGATGATGATGAGACCAT
CATCCTTCAGTCTGCAGCTGAAGGGACGTTTTGTTGGACTCTGGTGGAAGCAGGTTCCTC
CTGAACACCAAGAAACCCGTTGACTGTTGGAAACAAATAGAACGAGCTGGAACAGTCACC
ATTCTACCACTTTGGGCATCATCCATTCATCATCAAATGTTTTTGTTTTGGCTCCCACAA



AAAATGAGAATGTAGAAAAACCTCAAACCAAATTTACTGGAAAACTCGGACTTGTTTGGC
CGAATGAGAAGCCGTCACCATCCTCCTGCCGTTGCTCTGGTTCCTCCTGTTCACCCTTCC
TTTGCCTGCTGCAGAATTCACCTGTACATAGAAATGTGGAACCACCTGATTTCCAGGTGT
CTTCCTGCTAACCTCTACTGTCCTGCAGTTCCTGTGCTCCTCCTCTAG
>McF0017J23-MGRbd1
GGGGTTGAAGCAATGATGGCGGCAGCGGGATGCGGATCAGCAACCGCGGCTGCCGTAGGA
GGCCAAGGTGGAACTGCTACGGCCAGAGGTCGTTTCCCTGGTCGGCCATGGTCTTCGCGT
AGTCGTTTGCGTTCCGAGAAGCGATGGCAACTCGGAAGATCAGGCTTTGAAACTGACGAT
GTGACTAACGGAGGGCCAAGGCCCGCAAACCTGGTTCTGTCGTTAAACGAAGACCAGTCT
CACTTGCGCTTACTGGGGATAGAGGCAAGTCACAAGATCCTTGGCCAGGCTGGATACAGC
TCTAGTGAGAGTGAAGAGGTGAGGTCCCAAATCGACCCAGGAGGGGAAGACTTCAAAGGA
TTTGAAGCTGAGAAGAAATGCTCCAAAAAACCTGTAATAGCTCAACAAAATTCTTCCAAA
GGGGTTGGTGTCAAAACCAAATCGAAGCGACCGCGGGAAAAGACGCCAGCGGTGGAGGCA
GCCATTCCCCCAGACCTCATAAAAGAAGAAAACTGTTTGGAAGAAATATCTAGCACACCT
CTCGAAGTGGCACCAGCAAAGAATTTGAAGAAGGGTTCAAAAGGAAAAAGCAATTCAGAT
CGTCAGTCCACTAAGAACAGATCTTCAGCAGCACCAAGGATAACCATAAAGTTAGTGGCC
AAAAAGCAAATCAGAGCCATAAAGAAGCCTCGGAAAAAATCTGTGAAGGAGTTGAAGATT
ACGGAGATTCATGATGAGCCTAATGCCCAGAACACTCANGGTGAGCAGATTTTAAGTGAT
CATGTTAAGTTAAAAACCGAACCACTGGAGGACAAGTG
>McF0017K02-MGRbd1
CCTTGAGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGCTGGTCCATTAACATCTCTTCC
ATGTCTGTCTCCCACGAGCGGGACATGCAGTTACTGGAGGCCTACTGCCTAGAAGCAGAG
CGGACCAGGGCATCCTTGGATTTTGACCTACTCCAGTTCTGCACTCCTGCTATGGAGGGG
AGCCGTCTTACCATGGGGGGGTCATCATCGCCGCCGCCATCCCCTTCAACGTCCCATTCC
TGTTCCGAAGGTGGTCCAGGACACACCACAGCCTGTTCCAGTGGTGGTCCTGGATGCACC
CCGACCCATCCCTGCTCCCAGGGGGGTGCTGGCATGCTCACATGCAACTTCATGCTCACT
AGCCCTTCCTACCTGACATCCATGAGGATGTTGCTCCAGGTCTGAGAGAGCATGAAGGCC
CCCTCATCCGGGTTCATGGAGGTGTGGTCTCGCTTTTGGATCTCCACCGCCAGGATTTCT
GAACGTGACCCATTAAAACTGGATACCGTGGCGTAGAAGCAGGTGACGAGGATCATCGCC
ATCAAACCCACCGAGACGACACACCAACGGATCATCAAACCGACAACAGAGACTGAAACA
GAGGATTTCTGCTGAGTCAGATTGGATATTTGAGTCTTCAGAAATTTGACCTTTTTTTCA
GAAAAATAATCCTAATGTTTTTATTAATCTCCTAATGGACTGTGTGCACCTAAGGGGACT
AAACGTTTCTCATTTTCTAAATAAAAAAGGCATATCAAAC
>McF0017K09-MGRbd1
GGGACGATTTTAAGACGTATTTCCGGAGGCACGCATGCACGTGCGCGAAAGACTGCTGCT
GTGCAGTCTTTGGTGTGTTTTGAACGTCACTAGAGAAACAAGTTTGGATCCTTGCCGTTG
CCTGAACAAGTGTTGAACAAGTTGAATGTAAAAAAGAGTGTGTCAACTACATTTGCGTTT
CTTACACACGATTGTATTCATACAATCTCGCCAACGCTTTGCTTTAATGTCTGATTTGGA
AAGTCCACCTCCTCCTGCCCTGGCCGGAGAGAAAAGAACTTGTCCAGAAGACGAGGAGCA
AGACTTACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0017K16-MGRbd1
CCATTATGGCCGGGGGGACAGCCACAACAGAAGAGACCTGCGTGCGGTGCAGTTATTGGG
CCTTTCCTGAAGGACTATAGTTGGGATCTGCTGCTGCCCGACTTGGATGAAAAGGAAGAT
GCAATGTTTTGCCATGTGGATGACGTGTGCCTTCCAGAAGAACTCAATACAGAGGACGTG
AATTTGACTCCTAGTTGTTTTAGTATGCAGGCATTAATGCCTTTCTACAAGAAAGTTCAT
GCTAAGTCTGGATTGAAACCCTGTGCAGGCCAACAATGCTTCCCACATTTCTCTGCTATG
CATGATCTTCGCAAACTACTAGAGCTTCAACATCCACTATCCATCCACCGGAGCTGGCAT
CAACTTTGGAGTTTCTACAGAGATGCTTTTTCTACATCAACCCAGAGAGAGAGACCAGAG
TGGACAAGAAGGGCAAATCTCGTCTCACCTTGAACCCAAGAGTCCTAACCTTGATTCAGG
AACGGTCAGATTTTGAGTGGAGAGGCGTGTAAACACTGTAAGCAACATTGCAAGCATAGT
TTTAAGGTTTCTTTGTTCTTTGTTAATCTCTTGCAAAAAAAGTGATTACATAGTTTTCTG
TTTTAGGTGCAATGTTTTTTAAAAATGTTTTATCTACAAATGATAAACATTTGCTGTGTT
TAGAGGCAAAAGGTTGAGTAAAATAAATGAATGTAAAGACGTCNAANAAA
>McF0017L11-MGRbd1
CGTGTGACGCCCGNTAAACCCGGGCATTATGGCCGGGGGCTGGTCTATTAACGTCTGTAA
CGTCTCTTAACGTCTTCATGCCTCGTCATCCCTTCATGCCTTGTTCCATGTTTCATGCCA
CGCCACAAATCCAGGAGATCAATGCTGTCCAGGCTCTTGCTCCTGTGGATGCGACCCTTG
ATTCGCCGGAGTGATGGCTTGCCCTGAACGGTGCTCGCGGAGGAGCCTGCAGTGATGGAG
CCGGCGGTCGGACTCGGGTGAATCCTGACACCGGCAGAGAAAAAGGCGGAAAAAGAAATG
CAACTGTGAAATGCAACTGTAAGACTGCCATGAGCTGAAATGTGGAGGAAAACTTTGGCC
TAGCTGCTTTGCAGAAGGCCACAGGAAGCTGCTGGATGATGGCATTTAGAAACATGTGTA
TTAAATGTCAGTGGATTTTATTTTCCCAGTAATGGAAATGATGAGAGGTCAGTAATCACT
GCAGCATTAGAAGAGGAAGCTAAGTCATGGTGGTTTGATAGAGTAGCTATATGACGTCCT
TAAATGGAATTCATGGAGCCCTGCTGAACACAATAAAACCCCCACGGCTCCAGCTATCTT



TCTTCTATTTTATTTCCTAAATTGATCCATACAGGCAATGACTGAAGAATGTTAATAACC
TTTCACACTCTTACCTATGTTTTCTAAACTGAATGCCGTTTCAGTGAGAACTTTTTATTA
ATTCAGCTTTAATATAGGGTAGAAAAAAGGAATACTTTACAAA
>McF0017L16-MGRbd1
AGTCTGTGAGCGCGCGTTAACCCGGGCCTTATGGCCGGGGACATTTGCGACGTACATCTG
ACGATCCAGAACATGACGAGGACGAACAGGAAAAACAATTAGGAATATAATATTCGGCGG
ACAAGATAAAAAGAGTTTCAGGCCAAACGAGCTTACATTGATTGTGGAGCCATAAGAGGA
GATACCAGAGCTTCATCCATCGTGGATGTTTATCCAGAGAACTGCATCATGTGCCTAGAG
AAATGCATAGAGTCCTTGCTCCCCACTATGATGAATTCATTGAGGAAGTCAGAATGTGAT
GGGAGGATTTCTGCGCCAGGGTCATTTTACAGAGTATGAAAGAAGGCAATAAAGCCACCA
ATCAACAGGGATAAAAGTATGTTTATGCCTTTTTGATACATGTAGTTAGATGCGTGAATG
CTTCTTCTCAGAAAACACTAGGGCTGTGTCCGAATTACCGCCCTAACCCCTAACTACTAA
AACCCTATATAGTGCAGCACTATATAGTTCTCTATATAGTTCTCTGAATTTTCAAAGCAA
TTCGGACACCCGTGCTCACTAGTTTTCTCTTTCGGGTGTTTTCAAATGGCGCTTGGCACG
AAAACAAAGTGGCGCATTACCGCCACCACCTGGTCTGGAGGGGAACTACTTCTATTTAAC
GCGGAGAATGACAACCATTTATCAAAGTAAAAATATAATAAATATGAACATTTTATGAAG
ACTATTTATGAATCTGCTGTGTTCTGATCATGGAAAACGTGGCTGATTTATAAATAATAA
AAT
>McF0017M07-MGRbd1
ACTTGAGCGCCGTTTAACCCGGGCCTTATGGCCGGGGTAGCTTTTTCGAAGGAATGGAGC
CTGCGTTTTCGAAATAGGCGTCGTCGACACTGCGGCTAGCTAACCAAAGCAACAAGAATA
GGCCGACGGTTTTACTGCAAAATGTGGCGTCCAGCCTGGAGAGCGGTCCATGTGGGACGT
GGACTGGCTCAACTTCACCGTCCAGATTTAAAGCTTTCGGTTCGGCATGTCGATACAAAT
GTGACGTTTTTCTTGTTGGCAGATGAGCCTCATCGAGGACAAATGAAAGCCTCCCCAACA
GAGGAAGAAGGAGCACGTCAGCGGCGACGGGCGTTTTATGCAGCTTGAATGCGATTACCA
TTCTGGCGAATCCGTCTATTTTTGGACATTAAACTTGCGAGCTCCGAACAATAGCAAGTT
GTGAAATCCTGCAGTCGAAGCGTGTTTTTTCTCGTCGCAAAATGGAAGCTAAATGTGAAT
CTTTTAGACCGTGACTTAGAGCATTAAACTGGATAAACATAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAACAT
>McF0017M08-MGRbd1
CTGTGAGCGGCCGTTTAACCCGGGCCTTATGGCCGGGGCTTTGTAAATTAAATTAACATT
GTAGATTTGTTTAAAAGAAAATTATTATATGAATTCAGATTTACAGCTGGGCCAGTCCAG
AAGGACTTTAGTACAGACAGGTCTGGTCTGGTCCAGTCCAGGTTCAGACACTAAGACACT
TTTAATCTCTCATGGGAGAACACAAATGAGCTGTGCCCCCCCCCCACACACACACTTTTG
GGCTGACCCAGCAGCTGCCCGCTGCTCTGTGACAGGTGTCAGGTGGCGTCTCTGCACCCA
TTTGTAGATAATGTACAGTTGGACCGCATGAGGGCTGTTGATGCTCTTTTCAGCTGAATT
TTTTGGTGGTGGTTTGGATTAATTTAACCTTTTTAAAAGAGATGTGTTTGTGTATTCACG
GCCCAATAGTTTGTTTTAACCCAAACCAAAGTGTTGTTTATAGGATATAAATGTGTATGT
ACAGGACAGGTGTTTATCTGTGTGAGCTGGGACTCTTCTTGCCTTACCATTTCTTCTTTT
AGTTGTGCATGAAAAAATTTGGACCGCACACAATCGCAGAGCAGCATTTAAGG
>McF0017M21-MGRbd1
GGGACACAACTTTTCGGCGGTCAAGATCAAGAAGAATGGCTTCCAAGTTCTACAGCCTCA
CCGCTAAACTGTTATCCGGAGAAATATTCAATTTCTCGGTCTTGCAGGGGAAAGTTGTCC
TCATAGAGAATGTGGCGTCTCTCTGAGGCACGACCACCAGGGATTACACCCAGATGAACG
AGCTCCACGAGCGCTACGCCAGCAAGGGGCTCGTGATCCTGGGAGTTCCCTGTAATCAGT
TCGGCCATCAGGAGAACTGCAAGAATGAAGAAATCCTGCTGTCCCTGAAGCACGTCCGTC
CCGGGAATGGCTTCGAGCCAAAGTTCCAGCGATGACCCCGCACCCCTGATGACCGACCCC
AAGTTCATCATCTGGAGCCCGGTGTGCAGAAACGACGTGGCCTGGAACTTTGAGAAGTTT
CTGGTGGGGCCGGACGGGACGCCGTTCAAGCGGTACAGCAGGAGGTTCCTCACCAGCGAC
GTGGAAGGAGACATCAAGAAGCTCCTCAGCCAAATGAAGTAACATCTTCAAGCCATCCAG
TGCTTCCCTCCAGAAGGGGTGTCCCTCCCTCCCTCCAACTCCACCTGTGCTTCCCTGCAT
TCGATGGCTGCTTTGTTCCTTTACTACATGAAGACATCCTCTGAAAGCGAGTGAGGAGGG
CGTCTGATGACATGGAAAGGTTCAAACGTTTTCTGCTGCATTGGCTGCATG
>McF0017N05-MGRbd1
AAAGTCCTTGAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGTAGACTTCACAGGCTA
TCCAGGTCCAGGCAGAGGCTGTCCTCCACCCACACAGGTAACCAACAGCTTTTAAAGGAG
AAAGAGTGTTGAAGAAAAAAATACATAGCGTACACCTAACAAAACATTAATCAGATATTT
ACTGGAGATAATATCCAACAAGATGCAAGAGAGGGATCGTGTCCATATATGATGTTTTCA
CATTTCCTCGGTTTATCAGTGCTGCCTGAATCACTAATACCATGTTTTCAGTGGACATGG
AGGCTCCAGAACCTCAGACTAGGCTCTTATTTTGTGTGACAGCTGATCTAATTAAAGCCT
GTTCTCCAAAGACGCACAGCTAACCAACGGTGTTGAAATTGTTTCACTGATTGAAAGGCT
GTTTGGACGAGTCATTAAAATGCAAAAGCAGCATCTGCGTTCTCTGCACAATCACTGAGT
TTTGTGTAAGGATTCGTGTGTAGGTGAAGATTCTAGATGCTCCATCATGGCCGATTTAAC
GCAAACATTTTCCCTATTTTATTTCTAAGTAGGCTATTTAATGTGATAAAATAAAGTGAT



GTTTAAAAACTTTAGTACAATAAAATGGAATGTTTGCTGTTTGAAAAAAAAAAAAAAAAA
AAAAAAAAAAAACCCT
>McF0017N17-MGRbd1
GTCCTTGAGCGCGCGTTTAACCCGGGCCTTATGGCCGGGTGAAGAAAAAGGTTCAGAGCA
CTGTCTAGTGGGTCTAGATGACCCAACTCCCAATGGTAAAGTGCCTAGGATAGCACAAGG
GTTAGAGCTAAAGAGCCACAAGAAATGAAAAAAACAAAAACCATGTGGCTCCAGTGCCTC
GGGTTGCAGACCCCTGTTCTGTTCAAGAGTTGTGCTAAAGTTTATCGATTCTCATCGTTA
TTAATGATCACTTGGCACTTTTTAGAGAATCACTTCACAGTGAACCCAACTCCTCCAGGA
CATGTTGCGTCAGGACACCTAAAGCTTCATCAAAACCAGAACGGTCTGCTGCGTGATTTG
TATTTTTGGGGGAAATGTCTGACCAAGTGGGATCCTAAATAAAATGCTGTGAAATGGAAA
AAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0017N24-MGRbd1
CAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGAAGAAGAAAAGCCAAACTTCTAAA
ACAAACCTTGAAAAAGAAGTCAGAACCAAGAGGTGAACCGGGACTCTATCAAATGTTTGT
CTGCGGGACGCTCTGTCGGTCTTCTGCTCTGCAGCTCTTCAGAGTGTTTTCCACCAAAAC
TTTACCTACTCTGACTCTCTTCACCAAGGACCCTTGCTCTCTGTGTGATGAAGCTAAAGA
AGTGCTGGAGCAGTTCAATCACAGGTTTGTTCTGCAGCAGGTGGACATCACTCTTCCAGA
GAACCGGTTGTGGTGGGACAGGTACCGCTGGGACATACCTGTGTTCCACCTGAATGGCCA
GTTTGTGATGAAACATCGCGTGGACGTCGCCCTGCTGGACAAACTGCTGCAGGACATTGA
GTTGCAACAATTTTAAGGGCTGACGCCTCGCTAATCAATAAATGTCACCGATCAACCAAA
AAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0017O08-MGRbd1
CCGTTTAACCCGGGCCTTATGGCCGGGGAAAAGCGACAGGTTTTTTGCTTTGAGGCTCTG
AAGTCAGGTCACAAATCCTCAACGTTCAGGTATGGTGAGATGAGGGGACAGAGATTAATT
TATTTTTTTTTGCCCCTGCATCAATATCCACCGCCACTGGGAGGATGCATCAGAGACGAG
CTCTCCCAAATGCGTGGTGCCTGTTGAGAAGGAGTCTTAAGGAGGAGAAGCCTCCTCTGC
TGATGCAGATTCTCTTGTTGGGCCAGGAGTCAGAGACGGTCCAGCGCAGACCCACAAGAA
GGGAAAGGAGCTGCGATGCACCATGTGGATCTTCAAAGGCTCCATGAAGCTAGAAGCACG
CGCTGCTGGTTCTAGGGGTATAAGACGGTTTACCCAAGTGGATGCCCTTTTCTGCTCTTC
CTGCAGCAGGCCAACTAAAACAGCAGTGCAGCAAAGCCCGCAACAGCAGAGGGGTTAGGA
CGTGTGCGCACGTCAGGGCCCATGCTCTGGGAGGAAAAGACTGACTCAGCAACCTCTCGA
CCTGTTTAAATGTGAGAGGACGAGCACGGATCCCTGAAGACAGACCGGAGTGTTTCTCAG
TGGCTCTGCTCGCCCTAACTCGAACGCATCAGACCGCCACGGACTGCAAAAACATGACAG
AACAAAACAAAAATAACGAATGTTGATATTCAAAGAAAACTATGGAGAAATTGTGGTTCG
AAAGGAGGACGGAAATATTGTTTTTGTC
>McF0017O14-MGRbd1
CTGTGAGCGCGCGTTAACCCGGGCCTTATGGCCGGGAGCTTCTTTCTATCCTTAAATCTT
TCTTTACATCTGGTGGAGTGGTGTCCATCTTTTCTGTCTTTTCTTCCTTATTTTCTTCTT
TCATTTCCGAGTCCCCAGGTTTGACCTCTGACCCCTCCGTTTTAGCCTCTGCAGGCGGCT
TGGTTTCCTCTTTTCCCTCTGGACTCTTCTCGTCTCCGCCTTCCTTCTCGGCCTCCTTCT
CTTTGGCGCTCTCGGCGTCGCCGTTGCTCCGCTTTTCCGTCTCCATGGCCTCCACCAGAT
GTAAAGAAAGATTGGAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0017O15-MGRbd1
AACCCGNCATTATGGCCGGGGAAGGAAGAAGAAGAACTTGCGGAAGTTGATCTTCTCCTT
CAGTTCCTGACGGAAAAGTAAAAAAGAAAACAAAAAATAACCCAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAACAT
>McF0017P06-MGRbd1
ATCGCCCGNTAAACCCGGGCCTTATGGCCGGGGAACATCCGTGGGGGGAAAGACACTGGA
GCGACGTATTTTTTGTAACAAGCATGGACACCGAAGAGCATAAACTCATCGAGCATCCTA
CAATCTGCAGAGGATCGTCCTTCCCCCCTCTGGAGAAATGCACCAATTGTTGCTCACCAG
CACTCTATCACTGCCCCTTTTGCCCTCCGGAGTGTTTCGAACCTACAAGGCGAAGAAAAC
TTCTGCTGCATTTGGAATCTCATAGAAAGTTCGCCTGTTCCATTGGAGGTATTTTTACCC
ATCTGTTTATTATGCTGACCCTGAAGTGCAAATCACATCAACAAACCACTCCATGCAAAA
ACATCACGACAAAAAAAAAGCAAAGCTAATAAGGAAAAATAGCATTATGTTTTAGAAATC
AAAACAAAGTTAGACTTTAGGATTTTGCCCCTCCCTTCTATAATCACCCACCTATTCCCC
CTCCTCTCTAACATCCCTCTCTCTTATTCTCTCCTGTTCTTTTTTAGTCTGGTCCAACAA
AAAACGTACAAATATAATTAATGTGAAATACGTTTTAATATACATTACAAAAGGGGTTTA
TTCAATTTTACACCTGGTGTGTCAGAAGATTCATGACCCCTCTTGTGAAAGTAAAATATG
TCCAACACAAGAGGCCTTCGGCTCTCATCTGTTTGCTCAGCTTTTGGACAGGACAAGTAA
AAAATAAATAAAGAAATACTAAATGAAACTGGAAAAGGAAGGATCTTTGGGACATCTCTG
ATTGGATGATGACGTTTGTCCATCATATCAAACACAAAGTTATTTGGAATGAAGTGATGC
TGGATTTGTTCTATACTTATCATATAACTTTT
>McF0017P17-MGRbd1
TGAGCGCCGTTTAACCCGGGCCTTATGGCCGGGGACACAGATCAAATCCCAGGTCTTCCG



CTGCGAGTCCACTTTGGCCGTCAGAGTCGCTCAGCGCCCCTTCATCCTCGTCTTCCCCGA
CCATCCTGAAATAGAAGCAGCCGTGAAACGTTGACAGCAGGAATAAAAGGGGGGAGAGAA
AGGGATCCGAGGGTCAAATGAGGGCAGGAAGGAGAACCACCTAAATCAAGAGACATCAAC
ACAGCAGGAAGTTTGGTGAAGGAGAAGACATTGAAACTGGACCAGTGAGCAAAAGCCGCA
AATCTCCAAAGATTCCTCCAGGGAGGAGATCGACCAAGATACAATCTGGGACTAGATGTG
GCCCACTTCTCACTTGGGCTGTCGTGCTTTATTACTAACAAATTTCAGGATGTGACACTA
AAGCTAAAAATCAGAGGAGGGACTTTCAGAATAGTAGAAAAGTTGTTTTTGTGAGGTTTT
CCATATTTTTTTTAAAAAAAAAGCCACAAGGGGTGTTTGAAAAGCACACAAAAACCAACT
CTACATAAACATCATCATCCCTGACCCTGTTTATAGAAAAGGTCAGGTGTCACGGGAGAC
GGGAAGGCAGTGGGAGGTTGAACAGAGATGCCAAATCTACCGCCTGCTGCTGAAAAACCT
GCAACACCAGATACAGACAGTCACGATGACAAAAGCAGTTCAAGAAATCTCTCTTTAAAC
AAGCCAAGAGGAGGACAGAACATCTTTCCTAACAGCAACTGGCTCAACATTTACAGCTTT
GTTTGTTTTGCATTTAA
>McF0017P18-MGRbd1
TTTAACCCGGGCCTTATGGCCGGGGGATTTGACATAAGACTACATTTCCCAAACTTAAAC
TAAGACATGTTACGTAATGACCCTTTCCTACTGCCCCGTCTCCGCCTTTCACTGTTTCAC
CTCTGCCTGCTAAGGAGATTTCCGTAGATGTAGACGCAGTTTCTTTTTAAATTAAATTAC
GTCCCTGTCCGAAGATGTTCCCCCTTTAGACTCAAGACTGCAACCATGTTCGGGCGCTCT
CGTAGCTGGGTCGGAGGACAGGGTAAAGCAAAAAACATCCACTCCCTGGACCATTTGAAA
TATATGTACCATGTTCTGACAAAAAACACCACTGTGACAGATTACAATCGTAACCTACTT
GTAGAAACCATCCGCTCCATCACAGAAATCCTTATCTGGGGGGATCAAAATGACAGCTCC
GTCTTTGATTTTTTTCTGGAGAAGAATATGTTTGCCTTCTTCTTGAACATCCTGCGTCAG
AAGTCTGGTCGCTACGTCTGTGTCCAGCTCCTCCAAACCCTCAACATACTGTTTGAAAAC
ATCAGCCATGAGACTTCCCTATATTATCTTTTGTCCAACAACCATGTCAATTCCATCATC
GTCCACAAGTTTGACTTCTCAGATGAGGAGATCATGGCTTATTATATTTCCTTCCTGAAG
ACGCTGTCGCTCAAACTGAACAACCACACCGTTCACTTCTTCTACAATGAGCATACTAAT
GACTTTGCCCTGTACACCGAAGCCATTAAGTTTTTCAACCA
>McF0017P20-MGRbd1
TAGCCTTGAGCGCCGTTTAACCCGGGCCTTATGGCCGGGGATTGTTTCGTGTTACTAGAG
AAGCCGGACGCGTGAAGGAAAAAAGCACGACAGTCCTAATTCTGACTTGAAGAACTGCGA
GACTTTGGAGGTCTTTTTTTTCATGCTGCCATGGACAACACTTGGCAGGTGGAGTTTAGA
AACGTGGGATGCAGTTACTTCCCTCAGAGCAGAGTTGACTGCCACTTCACGTTAAGCGCA
CAGCACAAGTGGGCCAGCAGTGATTGGGTTGGGCTCTTCAAGGTGGGATGGTCCTCAGTG
AAGGATTACCACACTTTTGTCTGGGCTCTGGTTCCAGTTGACTATCAAGAGGGTGCAGAT
GTCAACTGCTGTGTGCATTTCCAAGCCTCCTACCTACCTAAGCCCAGCTCCCAGGAGTAT
GAATTTGTCTATGTGGATGCTCAGGGGGAAGTGTGCTCCCGCAGCCCTAAGTTCACTTTT
TGTGCACCAAAGCCGCTTGAAGATCTGGTGACCCTCGAGGAAGAGTCTTATGGAGAGGAG
GAAGGCACAGATATGCTGCTGGTTGTACCTAGGGCTGAACTTCTGCAGAGCCGACTGCAG
GAATGCCTGCAGGAGCGTGCAGAGCTGCTCCAGCTGCAGGAGAGGANCACANAGCANAGG
GAGAAAGAGAAGGAGGAGTTCTGGAGGGCTAAGGAGGCTTGGGACAGACGATGGAGA
>McF0017P21-MGRbd1
GCGTTTAACCCGGGCCTTATGGCCGGGAAAATGAAAAGACTGTAATGACTGAAAGTTCTG
CTGCGGTCACCTGTATATGTTTTTATTTTTCTGTCAAAAGATTCCCAACGCAACTTGACC
TGCAAGAAGTTACTTCACTGTGTCTGTAGATGAAACACTGAATTGTCCTCAGATTATCAG
CGATTGACAGCTATCACAGTAGTTTTAATGTAACTTTGCGCGCCCCGTTTATAAGATGCT
TATTTAAGAACTTCTTTTCACTAATAAAGGTCATTATTTGTGATTTTTTTTTTTTTTTTT
TTTTTTCCCCCCCTTTGGGTAAAATGGTGGGAAAGTACCGGTATATTTTTCTGTATGTCT
GTCTAGTGCATTTGTGTGTTGCTTTGGATGTGGAAAGATTGGTATTTTTCTTTTGCTCAT
TTTTGAACAGTGCTACATAAAGGTTTATTTGGTTTTGCATTGTCAATGTAGATTCCATTA
GCAGGTGTAAGGTTCTTTACAGTGTTGTGAAGCAGAGGTTGTTTCAGTCTTTGGCATCTA
TACGGTGTGTTAATGTGCCTCCCGCTATGCCGCTGAGTATTTGTTTCTCTTCCACTTTAG
GCAAATGTAACCTAAGCATTCTAATAAATGGACCANC
>McF0017P23-MGRbd1
CCGCCTTTAACCCGGGCCTTATGGCCGGGGGAGTCTTCAGGTTCTTTGCTCATCCTTCCT
TGTTTCTTTCCAGAAACAAACTGCAGGTCAGCCCGCAGAAAAAATCATGGCCCAGGCTAA
GTCATGGGTTCTGATGAAGCACTTCGATGGCTTCCCAAAGGCTAGCGACTTTGGTGTCAA
AGTGGAGGAGCTTCCTGAGCCCAAAGATGGAGAGGTCCTGCTGGAGGCAGTATTTCTTAG
TGTGGATCCATACATAAGGCTGTTCAGTAAGATGTACATGAAAGAAGGAGATGTCATGAT
TGGAACTCAAGTGGCAAAGGTGATCCAAAGTAAAAACTCCGCCTTTCCCGTGGGAAGCCA
TGTGGTGAGTTCTTGTGGTTGGACAACCCACTCCATCTCAGATGGGAAGGACCTCACTCC
TGTCATGGCTGACTGGCCTAAAGATGTCTCTCTGTCACTGGCACTGGGAGCTATCGGCAT
GCCAGGCCTGACTGCTCTGTATGGGGTAGAAGAAGTTTTGGACCCGAAGGCAGGGGAAAC
TCTGCTGGTGAATGCTGCAGCAGGAGCCGTGGGCTCTGTGGTGGGACAGATTGCCAAAAT
CAAGGGCTGTAAGGTGGTGGGTTCAGCAGGATCGGAGGCAAAAGTGGCGTTTCTGAAGGA



GTTGGGGTTTGATGAAGCCTTCAACTACAAAACTGTCTCTTCCCTGGAGGAGGCTCTGAG
GAAGGCTTCTCCTGATGGATACGACTGCTTCTTTGAAAATGTTGGAGGACATTTTTCANA
TGTGGCTTTTCAACAAATGAAGAACTTTGGAAGAGTAGCTGTGTGTGGTAGCATCTCCAT
ATACAATGATTCAACACCACAGA
>McF0018A08-MGRbd1
AGCGCGCGNTAAACCCGGGCCTTATGGCCGGGGATCTGACAGAAGAACTGAGACCAGAGA
CAAATCTGACTGAGAATCCTCTCCAACATCTGCAACCATCCAAAGATGAAGAGCTTCATT
GTTGCTGTTTCTCTGGCTGTTCTCCTCACATGTGTCTGCTTTCAGGAGAGCTCTGCTGTT
CCAGTCACTGAGGTCCATGAGCTGGAGGGAACACTGACTGATGACAGTCCACCTGCTGCC
GATCAGAAGATACCAGTGACCTCATGGAAGACGCTGTATGACATCAGGAACAAGCGTGAC
GCCAGCGCTGCAGGCTGTCGTTTCTGCTGTGGCTGCTGTGGGATGAGTGGATGTGGAGTG
TGCTGCCCTTTCTGAGACGTCCTGCTTCAACTGGGATGATCCACCAAATCTTCACCTCAT
GCCTTTGCCAAGCAAATGGATAAACTAACAAGACAATAAAAGTCACTCACTCAAAAAAAA
AAAAAATTAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0018A11-MGRbd1
TGTTATTTGATGCTCGCGGCCACAGAATACTCCCCTGTCCAGGCGATTTGTGCTTACTTT
TAGTACCGAAAAAGGAATACGAACTTTCATATATATTTTTAGAACGGGGTTTTTTGCGCC
TATGTTATGAATGTGTGTAGTTCGACACCGACAAACATCTCCGGTAAAAACCCCTTTCGG
AATATTTCGTTTTTTAAAATGAGGATTTGCAAGATGGCTGATGACAGCTAGCCCTAAACA
AGGGCAGAACCGCGACGTCCCCTTTAAGATTTGGACGGTATATTTTTGTATTTTTTTATG
AGTGAAATCTACAAATATGGCGGACTCTGAAAATTATGCTTATAGCTAATGCCAGAATCG
ACCGTCCTCGTCTGAATACGGTCTCCCCGTGGCGTTAGCGTGTACCTGTGCTTCGCGAAA
AAATGGTGAGGTGACGTCTGAGGCAATTTACGCGATTTAATCGAGATAAGGAAGTAGATA
AATATGTTGTTGGTTGAAGGC
>McF0018A19-MGRbd1
CGCCCGTTAAACCCGGGCCTTATGGCCGGGGGACCATGTCTTGTTTCATGTCAGCTCTTA
GGTCACGGATTTCTTTGCTGATGGAGTCGAGTCCACAACGCATGGTTTCAGCTAGCTGGT
TAGCACCAGCACGTTCGTCTCCGTCTTCTTTGGCTTTATCTACATTTTTTCCCTTCATCT
GGTCTTGTCTTTTCATTTTTCCTCTGGTTTCGACTCCTCCTTTCATTGAGTGCTTATCTT
CGTTTGTTAATAGTGGATTCTTAGGAGTCTATTTTCCTGTTTTGTTGGGAGCATCGAATT
ACGCCGGCGACCCGTCCGCCATCTTCGAAAAAGCCCGGCTCTGCAGCCTGACTCTGAAAA
AGCTGGTCGTCCTGAAAGAGCTGGATAAAGAGCTGAACTCCCTCTCCATAGCTGTCAAGA
TACAGGGTTCGAAGCGTCTTCTCCGATCCAACGAGTACGTCCTCCCTCCCAGCGGACTGA
TGGAGACGGACCTGGAGCTCACCTTCTCACTACAGTACCCCCATTTTCTTAAGAGGGATG
CCAACAGACTTCAGATCATGCTGCAGAGAAGGAAACGCTACAAAAACCGAACCATCCTGG
GCTACAAAACGTTGGCGGTGGGAGTTATCAACATGGCCGAGGTGATGCAACACCCAACAG
ACGGAGGACAGATTCTGGGTCTCCATAGCAACGTGAAGGAGGCACCAGTCCGCGTGGCAG
AGATCAGCGTGTTCTCTCTGTCCAGCCAGCCCATCGACCACGA
>McF0018A23-MGRbd1
TGAGCGCGCGTTAAACCCGGNCCTTATGGCCGGGTGTATATTTTGGAAAAGTCAAAAGAT
CTGATGCATTGTATATTTTTAGTGCTGTGTGGTTTAGTCTTTCCTGTTTTCATTTGAAAT
GAATTCTGCTTTTTAACTTTTGATTTTCTCCTGCCTGTCCTAAAGTAGAATTTAAGATTG
ACCAAATGTATTTCTTTGAATGTCAAAGCCATCTTTTGGTACTGTAAACATGGTTAATTG
CTCAGAAGTTGACCTCAGGATAGTATAGTCTGCTGACGTCACAAGTTTGATTAGTTCTGG
TTTTGCTTACATTTGGGTTTCTTAGAATAAAAAAAAAACTTTCTTTTTTATCATAGTGTA
GTCTATTGCCTTATGTGAAGTCTTTGCCTTCTGACAGGACTACACTTTCTTCATCACTGC
TTCATTGAAGTGTTATCAAGCTTCACTTGTATTTCCTGCTGCAATTGATGATGGATAACT
AAATCCATTCCNNNNN
>McF0018B14-MGRbd1
GTTAAACCCGGGCATTATGGCCGGGGAAGAGAAAGATGGACGTGGTGCGCTTTACACTTC
TTGACGGGACAGTTAACTTATTAAAACTTTATATTTTGATTACTAGATTTGAACGTTGGG
AACACCTTTTGCTTGTTACTTTGGTACGGCGGAGGCATGCTGCAAGGCGGTTAGTGGCAA
GGAGACGTGCCATGTGTGCTTTAACTCAGAGGATGCTAGCAACTGCAGTGATGAGGAGCC
ATTGGGTATAAGCCTGAGGCAACGAGGCCAGCGGCTACAATTACAATGACGGATGTGAAA
GAACTGGGTCGGCTTCGCAAGAGATCTGCCCCTGGGATGAGAAGACCCGCCAGAGCCCTG
AATCAATACCAGGACACATGCACGGGAACGCACGCATATGCAAGGTTCGCATGAAAACAT
TTACAAACCAGACAGCAAACAAAAAAACAAGAAAAAAAAATGTGCTTTAAACCGCAAGAA
ATGAAAGTGAGCAAATACTACATGACAAATTTGACGCATTTACTTGTCTCTTATGAACGT
GCAGAAATCAGCGTCATCCAAAATTCAGATGATTCACTCTGTCTGCTTCTTACTCAGTGA
CATTAAGAGGCCCATGCATGTTCGCAGACACGCACACAGCATATCTCTCAGAGCTTTAAT
CCAGGGTCAGAAACAGTACAAGCTGATATTTGTGCAGGGCTGTGAAAGCCACACATGGGT
AATGTACCACTCCTGTTGCTGCATGCCACTAAATATTGACACATGCTCTTACCTCTAGCA
G
>McF0018C06-MGRbd1



GGGGAAAACACGGTTTTCCCAAAAGTCCAAAATGCGTCTAGCTCAGCACATTAGTAAGAG
TTAGGCGAGTAATCATAATTCTGTCGTAAATATCCTGTAACCCTTGTGCTATAGGCACTT
TAACATTGGGAGTTGGGTCATCTAGACCCACTAGACAGTGCGCGGAACCCTTTTTCTTCA
ATGATTTGTGAACTTCACTGGTGTCCATGGATTACATGAAATCTTTCCACCTTTATCCAC
CTTTGTCATGGTAGGGAAAACACGTCAATGTAAGGTGGGGTCATCTAAGATAACACAAGG
GTTAAAGTTCTACTCCTGCAGCATCAATGTTTATCATTAATTTGATGCAGGAGCTTAAAT
TTAAAATCTTTCTTTTGGGTCAATTTCTTTGGAGCAGGTGGCGAAGAGGCTTACTTCACG
GGGATGATGCTGAGGAAGTCCCGAGTTAAATTCTTAGAGAGCGAGATTGTAACTTACCCC
ACAACCCAGATGATGAGGAACCTGCTGGTAGCACAGGTTTGTCCAACTTTACGGGTTCAA
AGA
>McF0018C10-MGRbd1
GGGGAGCTTCAACGAGCTGCCGGACACGCCGTACGATTCGGATTCCGGGGAGAGCCAGAG
CAGCTCTGTACCTTGCTTTCAAGAGCTGGAAGACCCCATACTGCTCCAGAGCTAGACGGA
ACCAGCACCCCCCCTCCTCCACCCCCACCCCCCCTTCTGCTGCTGCGCTGCCAAATTCAA
ACCTGCTGCATCCTTCTCCCCCCTTTTTCTCCCGAGAAAATGCAATTTGCACAGTGTGAC
CGAGAAAAGTTTACAGATTATTTTCTCATATCCACACTCCATTAAAGAGTAAAAATTGCA
CATACTGACACTAAGATGGATCTATTTTCATATATAACTAGGTTTTTCTCCTTTTTATTT
GGAATATTTGGAAATTGACCCCCCTTTGTAATGCAAATTTCCCAAACCGTTCTCGAAAAG
TCCAAATGGGCTCGTCAACATTCTGTCTAGATTGGAATAAGCTCGTGCTGATCAAAAACA
ACAAGCTGAGAGGCCACGAAGGCTGGAAGGACGGCTGCACTCGCTTCTGTCACTGTCATG
CAGCAGACTATTGATGTGCTTTTAGTTTACTTAGACAAAAAAAATCATATTTTTAAATGG
AAAATATACTCCATACTTTTAGTCAGATGTTAACCTGTGAAATCTGAGATGATGCTGTTT
GAACTGAATGACTTCTGTAG
>McF0018C16-MGRbd1
CCTTGAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGGCCTCTCTGTGCGCTCTACT
GTTTGCATTGTGTCTGAACTGCCGGCGAGCTTTAAAAATATTTTAGCAGCGCGGAAATGT
CGGGCAGGTCGGTCCGAGCGGAGACCCGGAGCAGGGCCAAAGATGACATCAAGAGGGTCA
TGGCCGCCATCGNGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0018C21-MGRbd1
TAACCCGGGCATTATGGCCGGGGGAACAACGGGACAAAAAATACAACATAAACTGGATCT
GTGAAAAATAAAATTCTGGATTTGTCTTGTTCCTGAGATGTGTGTTGATTTAACTGTAAA
TTATTGATTAAGGGAAGGTTGTAATAAATTAAATGTAAAGGAGCTAACTTAGAGCAGCAT
ATCAGACTCAGGTTTGGTCTATAGCAAAACTGGAAAACAAGCCCACACCATAATTCCTCC
TCCACCAAATTTAACACTCGGCACAATGTTGTCCCAAATGTACCGTTGTCCCAGCAACCT
CCAAACCCACACTCGTCCATCAGATTTCCAGATGGAAAAGTGTGATTCAACACTGCAGAA
AAATTGTTTTTTTTATCAGATGATAAATATGCAAGGATAAAAAATAACTCCCAATAAAAT
ACCCATCCTGCTCTAGAGTCCAATGGCAGGATGGTTGGATACAGAGTTTCAGACCTTTGA
TTAAGAATAACCAATTAAGCTAAGGAGCCAAATTATGTCTTAATTTTCTGAAGGGTGAAC
TGAGACTTTGTAACTCCTACTGGGTTGTGGTCAATGAGAAATCAGCCCAAATGGCTCTTT
CAGTGTTAAAGGTTGCAGACCCTTGATCT
>McF0018D01-MGRbd1
GGATAGAAACTTTATTTAAACTTTTTCAGGTTTTGTAAATCCCAGGTAAGGGGCCCTTTA
CAGGCTGTTGGTTTGTGTCCAGTACATTGTCACGTCTCATCTCTCATTCGTCAATCATCA
CAAGTGCCCGCATTCGTGGTCAAGTGCCATCATGCTCTTCCTCCGTCTGCGTTGCCACCT
TCACATTCCTGTAAAGGAAGAGGGAATGCGGTTCCCAGGTCATATTTTATTTGTTTTGTG
TGGACTTATGTGAGTTCCTGTTGGCTTTGTGTGATCAGAATGTCTCACTGCTCGTTTGAC
AGCCAAAATAAGACGCTGTGCCAGCTAACAGGAAACCCCCTTTATTCAAAAATAAAGTGC
CTCGCTGGAAGGTTTTTAATGAATTCCCCCAATCTTTTATTTCACTCCACCATCATCCGT
TCCCATCCGTCATGTTCACTGTTTTGCTNGANNANAAAN
>McF0018D05-MGRbd1
GGGGTCCCTGATGATGTAAAAAGCGGAACTGACCGGCACGTCGATCTATTACCATCAATG
ATCAGCGACAGTCTTATTATCTGATCCATGTCGACTTTAAAAGCTGCTGGGATGGAGCCT
CACACAGACTTCATGTTCTGCTGCGGGGCCATCACGGAGGTGCTGAAGTTTGGCCCTCGC
CAGCTCCACCCGGAACATAAACGAGTCTTCCTCCTCATCCCAGGAAACCCCGGGTTAGTG
GGCTTCTACAAGACCTTCATGCAGGAGCTTCACACCCAGCTGGGACACGCGTACCCAGTG
TGGGCTGTGAGCCATGCAGGTCACTGTGCTGCTCCGGACTGCATGGACATGGTGGAAGAT
GCCCGTGCTGCAGCCGAAGATGACGTGTTTGGTCTGAACGGGCAGATAGAACACAAGCTG
GCCTTCATTAGAGAACACATTCCCAAAGGAAGCAGTTTGGTTTTGGTGGGACACTCTATC
GGCTGTTACATCATCCTGGAGATGATGAGGAGGAACCCTGAGCTCAAGGTCCTCAAGGCT
GTAATGCTGTTTCCCACCATTGAAAGAATGGCCGAGTCCCCCCAGGGGAGAAGAATGACC
CCACTGCTGTGTCAGATGCGTTACCTGGCCTACCTGCCTGTCTTCTTGCTCTCTCTGCTG
CCGGACATCCTCAAAGCCGCTCTCATCAAACTTGTGTTCAGCAGCATCACCTCTCTGGAC
CACTGCATCCTTCAGCCCACCGTGCAGCTGCTCAGGGGAGACTCTGCAGGTTTGACACTT
TCTGGGTTGGTTACAATCCCATTGGTTGTCACACACCGGGGCGTGCAAAATTG



>McF0018D23-MGRbd1
CGCTGCTGCGCAGACGGACACAGACAGCATCCCCTTCATCATCTTCATCACTCCAGAAAC
ACACCGCAGCCTTCGAAAAGTCATGGAGAAGAAACGAACCATCAACTTTGGCGCCGGACC
CGCAAAACTGCCTCAGTCTGTTCTCCTCCAAGCGCAGAAGGAGCTGCTGGACTACAACGG
CATTGGTGTTAGTGTTCTTGAGATGAGTCACCGATCGTCAGACTTCAACAAAATCATCAA
CAAGACAGAGACTC
>McF0018E05-MGRbd1
CCGGCCGTNAAACCCGGGCATTATGGCCGGGGATAGCAACCTCTAGACGATCACGGCAAA
TGGGTTATCGTAGCGCTTGAGTTCAACTACCTACCAATTTAGCGTACTGCCGGATAATAC
GTTCGTGTATTTTGATTATAGGAGTCGTAAAAGCTCGACGTGGCATCTTTGGGAAACATG
ACGTCACTTCAACCTACGATAGACTCTGATGAAGAGACTGAGAGGGGAAAAGGAATAAAT
AACATTTTTGTCACCCAATCAGCAGACACCAGGGAGGTTACAGAAGAGGATGGCAATTGT
CCTGTTGCATCAGAGACATCAAGAGCTGTTCTACAAGCAGGAGTGACCACTTTAAAAAAG
AACATGGTCATAAGAAAAAAGGCAGAGCTGGATGAAATGGACGTGCAACTTGCACTTAAA
CGGCACGAGTTTAAACGTTGCATGGGGGCGTTGGCTACCAGGAGATCCGAGCTGGAAACA
AAACAGCAACAGACACAAGAGAGGATGGAGAAATTTGAAAAGTTTGTTGGTGAAAATGAA
GTCAAGCGCTGCAAAGCTCTACAGAAGTGTGAAGCTACACGTGAGCAGAACTTTTTAAAA
CAAAGAGAGATTGAAGATTTGGCAGAACAACTTAAACAGCTAAGAACCAGGAAGCAAGTT
TTAAAAGAGAAAATGGAAAAGTACAAAATCTATGAGGACTATTTAATGAAAACTCTGAAT
TTTCTTCCTAGAGTCCACCATGATGATGGGTATGAATCCCTGGTCATGCCCATTATACGG
CGCCACAAGACTCTGTCCATCACCCACCAAGAGCTTCAACAACGT
>McF0018E07-MGRbd1
ATGCTGGCGTTAACCCGGGCATTATGGCCGGGTGGACTTTGGGGAAAGTTCCTGCTTCTC
ATCATGTTGCTAATAAGGGGCTGAGGTGAAGAGCAGATGCGCCTCCGCGTCTCAAAGGAA
CAACTAACGGGAAAGTCTGGGAGCGCGCGCTCCGAAAAGTTCCCCCCGCGCAGAAAAGCA
GGACGAAGCGCGCGAAGTTGAAGCTCGAGGACGGAATCGAGGCCAGACAGCGGGCGGATG
TGGCTTCACCAGCTTCACCTGAGCACCTGCAAAGGCCACACTGGGCAAAATTAAACGATT
AGAGCAGATTATCAGCTGTGCGTCTTTCAGCCTCTGAGCTGCAGCAGGACACGCGCTGTC
CATATGCTGCGCGCGCGCTCCACATTCACTCAGATGAGATGAGAGGGGTTTGAAAAAACA
AACGAGGGAGACAAAACAACGATACCTGAAGATATGCAGCAGAAAAATGAGAAAGAAGAA
AAAAATACACATTTAACATTTTGGCTTAGAAAGGACAGTAGCATAAATAAACAAACCTAT
AAAGCTACTGATCTAAATATTTGAGTAAAACGTTCTTTTATCAGACTTTTTTAAAATAAA
GCTTCTCAAAAACCCACTCCANAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0018E11-MGRbd1
CTGCCGNTAAACCCGGGCATTATGGCCGGGGGGACTTTCAGAACTTTTACACCAGGAACC
TCTACATGCGCATCAGAGACAACTGGAACCGACCCATATGCAGCGTTCCTGGAGCCAAGA
TGGACCTGATGGACAGAACCTCCCATGACTACAACTGGACTTTTGAGTACACAGGTCGCA
CAGTGAAGGATGTGATTAACTTGGGCTCCTATAATTACTTGGGCTTCGCTGAGAATACTG
GACCGTGTGCTGACTCTGCAGCCCAGGTCGTCCGGACATACGGCATCGGAGTCGCCAGCA
CCAGGCAGGAAATTGGAAACCTGGACAAGCATGAGGAGATGGAGAAACAGGTGGCCAAGT
TTCTGGGGGTGGAGTCGGCCATGGCGTTCGGAATGGGCTTTGCCACCAACTCCATGAACA
TACCAGCACTGGTTGGAAAGGGATGTCTCATTCTGAGTGATGAACTGAACCATACTTCCC
TGGTCCTGGGAGCCCGACTCTCTGGGGCCACCATCAGAGTCTTTAAGCACAACAATATGC
AGTGCCTTGAAAAGTTGCTGAGTGAAGCCATCATCTATGGTCAGCCCCGAACCCACAGGC
CGTGGAAGAAGATCCTGATCGTGGTGGAGGGCATCTACAGCATGGAGGGCAGTATAGTGC
GCCTGCCCGAGGTCATCACTCTGAAGAAGCGGTACAAAGCCTACCTTTACCTGGACGAGG
CCCACAGCATCGGCGCCCTGGGTCATAGGGGCAGAGGCGTGGTGGATTACTTTGACCTTG
ACCCCCGTGATGTGGATGTGTTGATGGG
>McF0018E12-MGRbd1
CGTTGGACGGCNGTTAAACCCGGGCATTATGGCCGGGGTCCTTCAGTCCTTGTGCCGTGA
AAATGTCTCATCAGGGTCTCCGCCGCAGCTCGGACCTACTTCTGCCCCCCTCACATGTGT
TTTAAATCGAAGAAGAAGAAGACGTGACCTGAACCTGACGAGAGCTGAAACAACCAAAGA
GCTCGCGGAACTCTCTCAACAGTCGCCGCGCGGAGATTTTTTCTTCAAGAGGGAAAAGTT
GTAGCGTAAGGAGAAAACATGGGGAACGCAGGGAGCATGGACCAGACCACTTACTTCAAG
GGCCACGGCGTGCCAACCAAACTGCCCATGCCTGAGTCAGGTGAACTGGAGGAGAGGTTC
GCCATCGTTTTGAACTCAATGAATCTTCCTCCAGACAAGGCACGACTGCTGAGGCAGTAC
GACAACGAGAAGAAATGGGAACTAATCTGCGATCAGGAGCGATTCCAGGTGAAAAACCCG
CCACACACGTACCTCCAAAAGCTGAGAAGTTATCTGGATCCAGCTGTTCCAAAAAAAAAA
AAAAAAAAAAAAAAAAAAACCAT
>McF0018E15-MGRbd1
GGATTCTAGAGGCCGAGGCGCCGACATGTTCTTTTTTTTTTTTTTTTTTCTAATAACCAG
CGTTTTTAGCTGAGCCCAGGTTTTTACAGGGCTTCTGGTGCCAACATTTAAGGAATGTTC
CCGTTCCAGTCGCAGACCTGAGCTCCCACCAGCACTCGTGGCATACTTCCTCGCGCCGGT
TCAGGTGTGAGCCCGAGACACGAAGGGAGTGGTGCTTTTTCTACTTCATCATCTCTGCCG



GGCGTCAGTTCCGCCTTTCGCTGCCGGCGAAGCCATCAGAGCTCCATCCGAATCGACCCG
GGGACGCAGGATTCACAGAAATCAATAAAGACGGACAAGTGCACTTATTTAAGAAGAGGA
GGTCGTCTGGGACGCCCAGATCGAAGGTTTTAGAGAAGGAAGATCAGACAGATCTGGTTC
TGACATTCCTGCGTTTACGGCCAAATCCCCATCACCAACCGTCACCAGGAGGAGCGTTTC
CTGTTTTTTTGTTTTGTATTTTTCCAAAACACATGGCAGCATTATGAAAAAAAAACTGTG
CCTGAGCCCTAAATTCTGTTTTGGGGGTTATTTAGAAAAGCACTGTTGCATCTAATGTAT
ATTTTAAAAAGAAAAACAAACCAGAAAAGGACAAAAAAAGAAAAACTGCCTCAAAACACT
GTTTGGTCTCAGACTGTAAAGTTGTACAGCTTGTGAATGTCGGACACTGACTGACATGGA
TTCCAGTGTATT
>McF0018E17-MGRbd1
GGGCCGTCACTTCCGGTAAGGCATGATGGCGTTTTCCTTGACAGGTCCAGCACATTGATT
TCGACTGAAGATCATGGCTCTTCACAGACTGTCTCTCAGGCTTCGGCCAACGGTTGCACA
TGTAAGGTCCATCCATACCAGCAGATACGGACGGCAGCAAGAGGCTGCAGCTGTGGATTC
AGAATCTGAACCCATATCAGTCTTCAGAACTCAGGAAAATGACCCGGCCAGCCAGTCAGA
AAAACAAATTGGACAGTTTTATACTTTGCCTGCTGAGCACATCCGCCTTTTGTTTCCTCA
TGGCCTCCCCAAACGTTATCAACAACAGGTGAAAACTTTCAACGAGGCCTGCATGATGGT
CAGGCAGCCCGCTCTGGAGGCCATCTCTTACCTAAAGAAAGCAGACTACAGCAAACCTGC
TTTAAGATACTTATTCTATGGTGTTAAGGGAAGTGGCAAGACGATGTCTCTTTGTCACTC
GGTCCACTTCTGCTACACACAGGGCTGGGTGGTGCTGCACATTCCTGACGCCCACCTGTG
GGTGAAGAACTGTAAGGAGCTGATGCCGTCATCCTATAAGTCCTCACGCTTTGATCAGCC
GTTGCAGGCGACATCATGGTTGCGCAACTTCAAAATCACCAATGAACCTTTTCTTTCTAA
GATAAAAATTAAGCAGCGCTACGTGTGGACAAAGAGGGAAAGCACAGAAGAGGGGCGT
>McF0018F02-MGRbd1
CCGNTAAACCCGGGCATTATGGCCGGGAAAGTACGTTTAAAATTAACATGTTCCGCATGA
AAGAACCTGGAGTTGATGTCAACATTTGTCACAAAGACTATTTGGAAATAATGGGCAAAA
AGTACTGTGGAGAAATGTCGTCTTTGTCTTTGACCAGTGATACCAACATACTTGAAGTGA
AGTTTCATTCTGATGAGTCTTACACCGACAAAGGCTTTAATGCACGAGTACACGGCCTAC
GATCCCAATAACCCTTGTCCCAAACAGTTCTTCTGTAACACCAGCATTTGCATTTCAAAT
GCCCTTAAATGTGACGGCTGGAATGACTGTGGCGACATGAGTGATGAGACGGATTGCAAA
TGTGATAAACATCAGTTCAGATGTGCCAACGGTTTATGCAAACCTGATTTATGGGTGTGC
GATACCGTGGATGACTGTGGAGATAGAAGCGATGAAGCACAATGTGGTTGTGAGGCGAAT
CAGTGGCGCTGTGCAAACGGTGATTGTCTGCCCCAGGATGTTATTTGCAACGGAAAGAAG
GACTGTGAAGATGGAAGCGATGAGTCCTCCTGTGAAAATGCTAGAGGTGTGTGCACCATT
TTCAGCTNTAAGTGTGCCAACCAGATGTGTGTCAACAAAGTAAACGCTGAATGTGACCGT
GTCATGGACTGCTCTGATAACTCGGATGAGGAACACTGCGATTGTGGCATCAGGCCCTAC
AAGCTCAATCGCATCGTTGGTGGGCA
>McF0018F06-MGRbd1
GGGATTATGGGCGGGGGTACTTTCCGGGAAATAAAGACCTGATCTTTACGGACAAATCGC
TTTCCGGATGAAAAAATGGATGAGATCCTCAAGGCGGCGGTAATGAAATATGGGAAAAAC
CAGTGGTCCCGCATCGCCTCCCTGCTGCACCGCAAGTCTGCCAAACAGTGCAAAGCCAGA
TGGTACGAGTGGTTGGACCCCAGCATTAAGAAAACGGAGTGGTCCAGAGAGGAGGAGGAG
AAGCTGCTTCATCTGGCCAAGCTGATGCCGACGCAGTGGAGGACCATCGCTCCCATCATA
GGACGTACTGCTGCCCAGTGTCTGGAGCACTACGAGTACCTGCTAGACAAAGCTGCACAG
AGAGACAATGAGGAAGAGGTGGGAGATGATCCGAGGAAGTTGAAACCAGGAGAGATCGAC
CCAAATCCTGAGACCAAACCTGCCAGACCGGACCCCGTGGACATGGACGAAGACGAGCTG
GAGATGCTGTCTGAAGCCAGGGCTCGCCTGGCCAACACACAGGGCAAGAAAGCCAAGAGG
AAGGCCAGAGAGAAACAGCTGGAGGAGGCCAGGCGTTTGGCTGCCCTGCAGAAACGCAGG
GAGCTGAGAGCAGCAGGAATTGCTGTTGCGAGGAAGAGGAAGAAGAAGCGAGGAGTGGAC
TACAATGCTGAAATCCCGTTTGAAAAGAAGCCCGCTCCGGGTTTCTA
>McF0018F14-MGRbd1
CGCCCGNTAAACCCGGGCATTATGGCCGGGGACAGTTCGTACACGGATGCAGAAGTGTCA
AAGCTCCAACCTGGCAACCTGACAGTTTCTTCTGGAGCTGACAGGGTACGCGGGTAAACC
AACACATTTGCTTTTGGTTCTGTGGCTGTTTGGATCCAGAATACACAATGAAGACGGTGT
TGCTTGTAGTTGCCGCCATTCTGTGCTGTTCTGCAGTTATGGGTAAGTAAGAGCCGATGA
AAGTAACAGAACTAATGACACTGGGATAAAAACTCCAATTGCACTAAACGAAACCAATAA
AACTGTGGTGGAGGTCTCTTCAGTGCTAACAAACCAGAGTGTAATAGAAATAACTAATGG
AGCAAAGAATGAGACAACTACAGCGGGCCCACAGCAAAAAACAAAGGACGAGGAGTCCAA
AAACAAAGACCAGGTAACTGAGGAAAACGAGGGCGTCACCCCAAATGAAGAGGAGGAAAA
CAAAGATGAGGTTACCGAGGAAATTGAGGGCACCACAGCAAATGAAGAGGAGGAAAACAA
AGACGAGGTAACCGAGGAAATGGAGGGCGCCACACCGAATGAGGAGGAGAAAAACGACGG
CGTTGCAGCAAACAAGGGGGAGACAAAAAAGACACCCATTGAAAGTATCAAGGAAAGCGG
ATTTGAAGAACCGGAAAGCAGCCATTTCTTTGCATACCTTGTTTCTACTGGTGTGTTGGT
TGCAGTGCTCTACGTCACTTATCACAACAAGCGCAAGATAATCGCCTTTTTTTTGGAGGA
AAGAGATCCA



>McF0018F18-MGRbd1
GGGAGATGCTGCTTTTCTTGGAGGGGGCACTTTAACACAAAATCATGCAAGTCAGGCCGC
GGCTCGGGCCAGGGGTCGGTCGGGTCAGCAGTCGGCTGCAGCCTCCAGCCTCACTGGAAT
GAGCCTGCAGGAGGCCCAGCAAATCCTCAACATCTCCACGCTCAGTCCTGAGGAAATTCA
GAAGAAATATGAGCACCTTTTTAAAGTCAACGATAAGTCAGTGGGCGGGTCCTTTTACCT
CCAGTCAAAAGTGGTGCGAGCAAAAGAACGTCTGGAGGAGGAGCTAAATATCCAGTCAAA
AGATCCAAATCAGCAGTCACAGAATACGGAAACATGAAGTCAAACTGGCCCTACCTGCTC
TGGGTTCCCACCGCCCCCTCCTCTGTAAATTATACCCCAATAAAAGCTCTTTTTTTGTCT
CTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0018F19-MGRbd1
CTTCAGCGCCGTTAAACCCGGGCCTTATGGCCGGGGTCTTACTGTGTAGATGTGGGAGAT
GGTTTAAAGCGCTGGAAATGCCGGATGTGCGACAAGTCGTACACTTCCAAGTACAATCTA
GTCACACACATCCTGGGCCACAACGGGATAAAACCTCACGCCTGTCCTCACTGCGGGAAA
CTTTTCAAACAGCCCAGTCATCTTCAGACCCACCTGCTGACTCACCAAGGCACTCGTCCC
CACAAGTGCACCGTCTGTAAGAAGGGCTTTACACAGACGAGCCACCTGAAGCGACACATG
CTCCAGCACACCGACATCAAGCCCTACAGCTGCCGCTTCTGCCGCCGAGGCTTCGCCTAT
CCCAGTGAACTGCGAGCGCACGATGTAAAGCACGAGCGTGGACGCTGCCATGTCTGCTCG
CAGTGCGGCATGGAGTTCCCCACTTACGCTCATCTCAAGCGACACCAGACCAGCCACCAG
GGCCCCCACACCTTTCAGTGCACCGAGTGCAACAAGTCCTTCGCCTACCGTAGCCAGCTG
CAGAACCACCTTCTGAAGCACCAGAGCCCGAGGCCTTACACCTGCTCCCAATGCGGCCTG
GAGTTTGTGCAGCTCCACCACTTGCGTCAGCATTCACTGACTCATAAGGTTTAAATGTTA
CCTGTACAGACTCATAAACAGAAGATGATGGTAAAACGTAAGGAAATAAAGAGAGGCCTT
GCATTATTTTTTTTCTCCATCTGTTGTGGTCCCACAAAGATCTAGC
>McF0018G02-MGRbd1
GGCCGTTTAAACCGGGCATTATGGCCGGGTACACGTTCATGGACAAATTCAACGAGAGCG
TGTACCCCATTTTCAGCCCCTGCCTCACCCATGACGGCAAAAACACAGCTCCACTTGTTC
TGACGCACGTGAAGCACAGCTGAGGCCGGAGAACAGAGAGACCATATTCTGTGTTCTTGA
TCAAACAAGTACGCTTGTCTGGGAAATCTGTCACCTTTGACTCGCTTGTTTGCAAAGCCA
AAAAACTTTGGAGAATGAGCAAAACTCATTTTGCTCTACTTTCTTATCACACTGTGGATT
GATGTAAACACTGAAGGCAACCGACCAACTGAATGTTTAGAAAGTGTAATATGTCAGAGG
GATCCATCGTCTGCGCTTTTGAGCGATGAAGAAAATGGGTGAAGAAGCCTGATGGACACA
GGAACTAACTCCATTATTAACTCTAATAGTCCTAACTTTTGAAGAAAACTTTACTTTTGC
CATGTTTTTCTACTGTGTAAGATTTTATTTAGCTGCAGCTGTCAGGTTCCTGGTCAACGC
AGACACCCATCCAGGTGCTCTGCAGGAGCGGCTGCAGCTCGTCTTTGTGAAGGGCTTTTT
TTCTATACTTATGGATGTGGATGTTTTTATATGAAGGAATAAATACTGTAGAAACTCACT
GAAATTCATCAATAAAGTTTATCTATTAGGATGTGAAANNNNAAAAAAAAAAN
>McF0018G10-MGRbd1
CCGTTAAACCCGGGCATTATGGCCGGGGAAACCGACAGATGAAAAACTCAGAGAACTGCG
AGGGGCAAAGCTGGTGATTGATGTGATTCGCTACGAGCCGCCCCACATCAAGAAAGCTCT
CCAGTACGCCTGTGGCAATGCTCTTGTATGTGATAATGTAGAAGATGCACGAAGAATCGC
TTTCGGAGGCCCTTACAGACACAAGACCGTCGCTCTGGATGGAACTCTGTTCCAGAAGTC
TGGAGTCATCTCTGGAGGAGCGAGCGACCTGAAAGCCAAGGCCAGACGCTGGGATGAGAA
GGCAGTCGATAAACTCAAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0018G18-MGRbd1
AGCGCCCGTTAAACCCGGGCATTATGGCCGGGAGGAGCTGACAGACGTTACCCCTCACCA
AGCAGATCAAGAGGACTGCCCCGGAGCTACAGCGAAGAGTCACTGGATGGGAGGAGCCGA
GGTAGATCACGAGGAGGCATGAACCCTCCTCGCTCGCGCTCCAGGGATGACTTGTTTGAC
AGCAGGTCTAGAGATAACTACTCTCCTCCAGCATCCCGGCGCTCCCGAGGATCCTTTAGC
TCAGACGAAGAGACCAGCAGCAGAGGAAGACGGGGAGGTGGAGGCTGGACTGAGTATGAG
CCTGGACAAAAACCAGGACCAAGGAGGAATGATCCATACTCTGTAAGACAATCACTGCTC
TAGCAAAGTTAGACATACACAGCGACATCATAGGCTCTTAAAAAAATAAACATCCATTGT
GAATATCAGTTGTTATTAAAACATCTGAGTTTTGATATTCTCTCATATAGTTAATCTAAA
GTTGGTATGTTTCTCCCAGGACAAGAGCTCTCGCGGTGGCACAAGCATCGTCATCTGAGC
CTTCCAGCTGTGGAACGCCCTGTGACCTTTGTTTTGGAGAACATGCACAACTTAGGAACC
CTTGTTAGCCGCCTACTGGAGATTTTACCCATTTTTATCTTTTAAAAGGAGTCATGTAAA
TACTTTTGTAGCCCTTTTTAATGGATAAAAAATAAAATGATTTAAACTTTATTAAAATGA
GAGACTGACAATTCAAGGATATACTTTTTTTAGTATCTGACAAGTTAC
>McF0018G24-MGRbd1
GGGCTGAAGCACGACCTCCTCAGCAGAAAACAACACCAAGTGGAGGTGCTGCGCTGCATT
CGCTTCCCTCTGATGTCCAAAAGCTTCCTCCTGAAGACTGTCAAAGCCGAGCCGCTCATC
ACGGAGAGCATGGACTGTGTCAATATGCTCTTGGATGAGTTCCAGATCAACTTGCTTAGC
CCACCAGACCGTTTGGACCTGGGAGTGATCAGTCGACGTCGACAGCTGAACAGTATCAAC
AGATTTGCTGTTTTTCAAACTTCCATTCGTCCGTCATGCCGATTTTTCAACCCAAAGGAC
GACAGCTGGACAGAAATCCGCTGCTCCTTGCAGCCTCGGCAGGGCGCCGTCGCCGTCTTC



TGGGATGGTGAAGTCTACATCCTGGGTGGGTCATGTATCATCGACTGCTACAACATCAAC
AGGGACTTCTGGTACTCAAAGCTTGGGATGCTGCAGCCTCGCAGCGGCCTGGCTGCCTGC
TCCACCCAGGGGAAGATCTACACCTCAGGCGGGGTCGCACAAAGTGAAGGCTCGACTGCT
CTGGATCTTTTTGAGTCTTATGACATTAGATCAGAGTCGTGGCAGGTTGAAGCTAGCATG
CTAACGCCCCGCTGTAAGCACGGGTCGGTGGAAGTTAAGGGGCTCATTTATGTCTGCGGA
GGAAGGTCGAACGATGGTCGCATTCTAAACAACTGTGAGGTGTACAACCCCA
>McF0018H03-MGRbd1
GGTCTGTGAGCGCGCGTTAACCCGGGCATTATGGCCGGGGGGATTAGAGGATCTGCCATC
CAGTGGTTTAAATCCTATATATCCGATAGGTACCAGTTTGTTAATGTAAATGGACAGTCC
TCTCATTGCAATCGAGTCCCACAGCGCTCAGTTTTAGGACCCATCCTGTATGTGCTTTAA
ATGCTACCCTTAGGAAACATAATCAGGAAACACAGCTTTAATTTTCACTGTTATGCAGAT
GATACACAGTTGTATTTATCTATTAAACCTGACCAGAATGACCAGATAGAGAAACTGATT
GCCTGCATCAGAGAAATCAAGACCTGGATGACAATTAATTACATTCTCCTGAACCCAGAA
AAAACTGAGGTCATTATACTAGATCCTAAAAAGCTCTCAGAGATGCTCTGTCTGCTCAGA
TGGTCTCCCTGGATGGTGTAAGTATAGCCTCCAATTCCAATGTTAGAAACCTTGGGGTTT
TATTTGACCAGGATTTATCATTTGAGGCTCACATATCTCAGGCGTGTAAAACTGCATTTT
TTCACCTGTGGAATATAGCTAAGATCAGAGATATACTCTATAAAAGTAATGCTGNNNAAA
AAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0018H09-MGRbd1
ACCCGGGCATTATGGCCGGGGGGGGGAAAAATGGCGGAACTGTGCGTGATGGTAGTGTTT
TGATCGGAAAACATCCTCAGTATCGTTGGTTTAGTCTTTTTCTGTGTCTGTCTTCACATG
TAAGTATTAAATACGAAGAGTCAAGCTTTTTGCAGCTGTCTGTAATTTTCTTTAATCCCG
GAAGACGATTTCTTTGGTGGGGTTATTCTGCTAGAAACCGATTTTCCTCCTTTTTCCCGT
TTTTAAAAAGCAGCGAAAGTTAAACTTTAAACGTGTTCATCGATTGTTTTAATTCACCCC
CTCCCCCCATGGATAATATCATTACAGATCGGAATTTATTTTNCAAGAGAAACTTGTGAC
TGTACCAAAATCCCAACAGATTAAGGAAACTCTAAGCTTTTTTTAAAAAAAACTTTATTA
TTTTGAAATGGACATNAAATGANAAAGATGCAAAGTGATTAAANTAAATTTGTTATTTNT
GAGNNNAACAAGGAAGTNTGNAAATTTGNAGNAAAANNGAAAGTNAAATNTTTNAAGTGG
GGNAAATGTACTTTAGTNTTAAAATNNAAAGNTTATNTTTTTGAGCATTTAAAAAATGTG
CACGACTTAGATGTGGACACTGGTNTNNAAGATGCTGGGTTGAAGTATGCAGAGGCAGAC
AAAAACTCAAGCTTGGAAAAAAAGCATTTTAAA
>McF0018H16-MGRbd1
AGATTCAGCTGAAAATCTTTGGAGATTTTAGTTGAAACTACACTTTTTAAGCGGAGAGGA
AACGTTTTACGGAGCGAGCGAGAGAGGAGGACTTCAACTCAGAGACCCGGGATGGAAGAA
ATAACAATATGGGACCAGCAGACAATAACTCTGAACAAAGACCCCAAACTGGGTTTTGGT
TTTGCCATATCAGGAGGGAGAGACAAACCTAACCCAGAAAATGGAGAAACTGCTGTGGTG
GTGTGTGATGTTCTGCCAAATGGACCAGCCATGGGACGACTGTTTTATAAGGATCAAATT
ACCATGGTCAATGGCATACCTATGGACAACGTCCACTCAAACTTTACCATTCAAACTCTG
AAAACATGCGGAAAGACGGCAAACATAACTGTGAAACGTTCTNGAAAAATACAAATCCCA
GCAACCACAAAACCAAAGCGGGCAGTGTCCCAGTCCAACCTGCTGGATCAAGACTACCCC
AGACGAACCCGCCGCTTCTCCGACAGCAGTGATCCCCGGGATGCAGATCGCTACCGTTCC
AAACCCCGCAGTACGACACCTGACCGTAATG
>McF0018H21-MGRbd1
AAACCCGGGCATTATGGCCGGGGACTTTGTGGATGGAAAGGTTCTGCTAATGTGCGGCCC
AGCAGTCCGGAACCTCCACAGCATGAAGACGCTAACGTTTGGACTAACTCTGGTTCGACA
TGGCGAAACACAGTGCAACAAAGAGGGCCGTTTACAAGGTCAGGCCATAGATTCTCCTCT
ATCTGAAACTGGGCTGCAGCAGGCCGAAGCTGCAGGACGTTACCTACGGGAGGTCAAGTT
CAGCCACGCGTTTGCCAGTGATATGCTGCGCGCCAAGCAGACGGCTGAAACGATTCTGCA
GCACAACAGCAGCAGCTCCGGTCTACAACTCGCCGTAGACTCTTTACTCAAAGAAAAGAA
CTTTGGAATTGCTGAAGGAGGACGCGTTCAGGAATTCAAAGACATGGCCAGAGCGGCGGG
TAAGTCCTTCATGGACTTCACCCCCCCACAAGGGGAGACTCAGGAGCAGGTAGGACCACA
GATGGCGACGTCCCGTCCTCTGCTTGCCGTCCTAGTTTTCCCTAAATGCATGTGAGCTCA
GCCCACGCATCCGTACGTTTGTCTACCGCCTCTGCACGAAGCCGGTTCCACGCATGAAGC
AGAGCGAGGTGATCTCCACCTAGTTTAGAAAGAACCAGATGGAAGTGAAGGGCAAAACGC
AACATGTGAGCTGTGGTGAG
>McF0018I09-MGRbd1
CGCTTAAACCCGGCCATTATGGCCGGGCTTCTTCTTCTTCTTCTTCTTCTTTGACGGTCT
TCATGTCCATCGATTGCCGTGGGAACCGCTCGCAGGGAGAAAAAGGTCGTT
>McF0018I13-MGRbd1
GGGGCACTGTGTGAATGTGGCAATCGAGGTAGGCAGGGAGGGGTAGATTTTATGACCACA
CCGGTCAATTGCCCCCCCTTGCCCTCTCTCCTAGATATATATACATATTTTTTTCATGTC
TTAACATAGTGTTTTCTTTTTTAAATCACGCCACGGCGGTGTTTGGACAGCAGGAAAGCC
GGCGACGGCTTTATTTTTGGGACTAACGGCTGTCGTAAAAACAGTCAAGAAGAAAGAAGG
AAAGGAGGAAACAACATGGGGCGATAATACGAAAATGTGTTGACCGACGATGACTCCGTG



GGAAGACCCGTGAAGCTTATTTATTTTTATTTATTCCCCCTTTCCCCCCTCATTTGTTCT
CTTTACATACAAAAAAAAACATATCTACCCCCCTTGCTAGTTTGGGGGATTGAAGGATGG
AGCAAGCCGGCATCCTGAGAAAGTTTATCCAAGGGGTGAAGGCCATGAGTGAAGGGGACA
AGGAGAGGGGAGAGGACAACTTTGGTAGTGACTTTATGCGGTTGCGGCGGCTATCAACCA
AGTACCGAACAGAGAAGATTTACCCCACCAATGTTGGCGAGAGGGAGGAAAATGTCAAGA
AGAACAGATACAAAGATATACTGCCTTTTGATCACAGTCGGGTGAAACTTTCGTTCAAAA
CAACCAATCAGGACACAG
>McF0018I16-MGRbd1
GACGCCCGTTAAACCCGGGCATTATGGCCGGGAGCTGGTTCCTGGTGGAGTCTTTTTGTC
ATTTCTGAGGAAGAAGAAAGATGAGCTAAAGACAAAGCAGCTGCTTCGCTTTGCTGCTGA
CGCAGCGGCGGGCATGGCGTACCTGGAGGGTAAAAACTGCATCCACAGGGACCTCGCAGC
AAGAAACTGTCTGGTTGGAGATGGCAGTGTGTTGAAGATCAGCGACTTTGGGATGAGTCG
CCAGGAAGACGACGGTGTTTACTCTTCATCTGGACTCAAACAAATTCCCATCAAGTGGAC
TGCGCCTGAAGCCCTAAACTATGGCCGCTACAGCTCGGACAGTGACGTGTGGAGCTACGG
CATCCTGCTGTGGGAAACCTTCAGTTTGGGGGTGTGTCCTTATCCTGGAATGACCAATCA
GCAGGCCAGGGAGCAAGTAGAGAAAGGTTACAGAATGGCTTGTCCCCAGCGCTGCCCCGA
TGAGGTGTACAAGGTGATGCAGCGCTGCTGGCAGTACAACCCAGAAGACCGGCCAAAGTT
CTCTGAGCTGCAGAGAGACCTCGCTTCCATTAAGAAGAAGTGAGAAGACCTCGCCAGACT
CGCTGCTGCAGCACTTCCTGTTTGGGTGAAGGAACTTCAAATTCAGAAAACTGACCCAGA
AATGTGTTGTTGCATCACAGCACTGCTGGCAGACTGCAGATGATGTCATTACAACATCCT
GTCTGGTGAGCGAGGGTAGGCGTGCCGTCTCACCTTTGACCTGGCGACACTTTGGCCTTT
GCAGTTTATTAGACGATCCTACAAGTGGAAGAAATGCGG
>McF0018I18-MGRbd1
GGGGACCCTGAAGGCAGCATTTCAAACGACAGCACTAGCTGTTACGGCGGAGAAATAACT
ATCGAGAAACAGCGGCGGTGTCGTTAAAACACAATAATCTTCATCATGTGGTGGATATCA
TGCGTGTTAATGTGGACAAAGTGCTGGAACGTGATCAGAAACTGTCGGAACTGGATGACC
GAGCAGATGCACTGCAAGCTGGAGCTTCCCAGTTTGAGACCAGTGCTGCTAAGCTAAAGA
GGAAATACTGGTGGAAGAACTGCAAGATGTGGGCCATCCTGATAGCTGTCATAGTCATCA
TCATCGTCATCATCATTATTTGGTCTAGCACGTAAAACAGCCAGCGGATGAGACGTGGAG
GCCATGATGAAGAGCAGAGAAATGGGGCAGTGTGTGAACATCATGCCACATAAATCACAA
AGAATATCTCACATTGGTGGCTGCTGACCTCCACACGAATTATCTGCAGGGGTCTTCATT
CCTTGTCCTGCTTTGTTTTGAATTTATGTACGTGTATTAAGGTTGTGCCAGAGTTGAGGT
TTGCCAAAGTTCCACACCTTTAAAAGAATGCACCATGGATGACATCAGAACATTTTAAAA
TAAANNAAANAAANNAAAANN
>McF0018I21-MGRbd1
TGTGAGCGCCCGTNAAACCCGGGCATTATGGCCGGGGGCAGAGGACAGAGTGACGAAGCC
TTGCAGGGAGTCAGCTAGACTGCCAGACCTGCAGTGTAAACAAGGCGATGAATTACATTA
AATCCTGCTGCCTGGGAGGCTGGGTGGGTGGCTGCACAGGCGGCCTGCGATTGCGGCCGT
CACCCAGCCCACCACAAGGGGAGGCCGCTGTGATGAGGCCCAGCCCATTCATTAATGTTA
TTAGAAGGGTACGAGGTCCAGTGATGAAGCTCCAGCAAAGAGCTGCTCGTCGCCGTGGCC
AGCAGCCCAAACTGCTCAATAGCCCCGAAGACAGCCTCTACTACAACCAGCTAAATAGAA
CTCTGGATTACCAGGGGAGCAAGAGGAAGCCGAGAAAACTTGGTCAAATCAAAGTGCTGG
ATGGAGAGGACGAGTACTACAAATTACTGTCAACCGTGGAGTCGATCCCAGAGGAAGAGC
TTGTGACCGCCCCCTCTCCCGCTCCTCTAGTGGGCCCGTCATCAGTCAGACCTGAGCCTC
ACATCCGTGTCAGCCGATTGCCTTTTTGATCAAAACCATTTCTGCAAAAACACCCGACTC
CGACTGTAAATAAATGTGTATTTATTTATCAGTACATGTCTGTTTTCTATGAGTCAAATA
AATGTGTTCACAGTCCTTTTCGAANAAAAAAAAANAAAAAAAAAANAAAAAAC
>McF0018J06-MGRbd1
AGACGTTGAGCGCGCGTTAACCCGGGCATTATGGCCGGGGAAGGTAATCTGGTTGTCGCG
CGTTCTGCATCTCTGCACGAGCTAAAGAAGTCTCAAAGATGAATGCCGCTGTTGTTATCA
CTGTGTGACGGCAGAGCGGTGCTGAAAAATACGGCCTCCAGTCCATCAAGAGACTGAACG
TAACACGACTGCAGCTGACTCTGCCACGAGGCTCGACAACTTCTTGCATCAACTGTGATC
GCTGTGGCTGCCAAAACATCCAAATGTAAGACGGGCTACAAAGATTTCAGGCCAAAAGAG
AACGCCTCACATGTGATGAAGTGTCTGTATTGGTTGGAAAAACCAGCAGCCCTCCAGTGC
TTCAGCAGCCGTCCAACCATCAACCGTTTCAGACATCCATCCTCCCACCACTTCAGCCCC
ACAGCCGTCCACCAGTGTGCCAACTTCTGACATTTTACTATCCTGGTACAATCTTATTTT
TCTGCACAGTTAGCAAAAATATGTTTTTTAAGATATTCCTGTGTTTTTTTTATCCTCAAC
AAATGTTTCTCCAAAGAAATGTGAAAATACAGAATTATTCATCTGGTGGTTATTTTTACA
CTTTTCCTCAAATCTTTAATAAGAAAGAAATAATTCAGTTCAAGTTTACTTTAGCTTTTC
TTTTTAATGGGCATTACAGTTGATATAAAACATATAACATGCAATTAAAATGCTTTGTAG
TTAAAAACATTTTACACACTATTAAAAGATTCTATAAAATATTATTTAAAAAGAATCCTT
TCCAA
>McF0018J09-MGRbd1
GGGGCAGCCGGCATGAGTAACATGCTCAAATTTTTAAAAATTATTGGACAACTTAAAAGG



GTTCCGCGGACCGGCTGGGTTTACCGGAAGGTGAAGGAACCCGAGAGTGTTTCTGACCAC
ATGTATCGCATGGCCGTCATGTCCTTGACCATCACCGACCCGGCCGTGGACAAAGACAGA
TGTATCAAACTGGCTCTTGTTCATGACATGGCAGAGTCAATTGTGGGCGACATTGCTCCA
TCAGACAATGTCAGTAAAGAAGAGAAACACAGAAGAGAGAAGGAAGCTATGAGACATCTG
ACCAGTCTTCTGCCAGAGGGACTCAAAAAGGAGATTTATTCTTTATGGGAGGAATACGAG
TTCCAGAGCAGCTCAGAAGCTCGGCTGGTGAAGCAGTTTGACCTCCTGGAGATGATCCTG
CAGGCTCACGAGTACGAGGAGCTGGAGGGAACACCTGGAAGATTGCAGGAGTTCTTCGAC
TCCACTGCCGGTCGCTTTCAGCACCAAGACGTCCTCCAGCTGATCAGCTCTTTAGATGAA
GAAAGGGGTCGTCACACGGCCAAGGAGGAGGAGGAGGAGGGCAAAAACAAGCAAAAACTC
CCTTCAGAAAATGTTCCGACTTGAAGACCAAAACGTTCTCAATGGTTGATGAACCGACAG
GTCACATGACCAGACTCACAGACTCTGAAAATACAACTGTTGACGGTTTCAAACACATTT
TTTATTATTAAATGATTATACACATCANANNANAAAAN
>McF0018J10-MGRbd1
TCGGCGTTTAAACCCGGCATTATGGCCGGGAGGGGAGAGAGGAGATTTTTACACACGACG
GGAGGGGAAGGTCAGTGCTGAGTCATCCTTAAGTCAACTTTAACTTCGTGTCTGACTTTT
ACATCAAACTCATTTTAATTGTGGTCTTTTCAAAAGCTTGTACTTTGATTTTCTCATTAC
ATAAATTGATCAAGAAAACATTTAACCTAGAGGAAAATAAAAGTGATTTTATTATGCCCA
TACTAGTTATTTTGATCTTTATATTCTGTAAAAGGAATATCTTTACTCCACATTTATACA
AATTATAAAAAAACAAAGTACATTTAAGAAAATATAAATTTAATGAATGCAACAAGAAAA
GGTTCTGAAAAGGAAAACTTGTATTTTCTGAATGAAAGTTGGAAACGCTAAGTTAGCATC
GTTTTATAGCATCATCAATTCACCTAAAGACAAAATAACACATTTCCTCAGTGACTTGAG
GGACTGGAAGGAGGTACAGGTAACCAGAGGGAGGGCAACAATCCCTGTGACCACAGCTGT
GTATTCATGTAAATCACTGTAAATGTGCTTTTGGTTTTCCATTCATTTGGTTCTGTTCAA
GTTTTTGTACTGTGTGCAACAAACCGTTTGTGTTGTGTGTGTGTGCGCGTGTGTGTGCGC
GTGTGGACGCCGCTTCACGTTGCAATGCGTAAAGCGAGACGGAAACATCCAGTTATTGTA
CATTGGTTTTGTCTGTAATTATAGTAAAGACTGAGAAAAATNNNNN
>McF0018J12-MGRbd1
GAGCGCCCGNTAAACCCGGGCATTATGGCCGGGGGATCCGGGCCTTCACCCGGCTCCGCT
GGCGACGCCCTAAATACAAGCTACCACCATTCGAACCGTAGAATAGAGCCTAACCGCACA
GAAACATCAATGAAAGCTCCACTCGGCACCGTTGTGAATATTAGGAGATCGGATAGATTT
ATATTGCAGCTCGAATTGTAAAAAATGAGTAAATTGTCGTTTCGGGCACGGGCGCTGGAC
GCTTCCAAGCCACTACCCGTCTTCCGTTGTGAGGATTTACCCGACCTACACGAATATGCA
TCAATTAACCGGGCTGTGCCGCAGATGCCTACGGGGATGGAGAAAGAAGAGGAATCGGAA
CACCATCTCCAGCGAGCCATCTCTGCACAGCAGGTTTATGGCGAGAAGCGGGACAACATG
GTTATCCCAGTCCCCGAGGCAGAAAGCAACATCACGTACTACGACTCCATCTACCCCGGG
GACTACAAGATGCCAAAGCAGCTAATTCACATACAGCCTTTCAGCTTGGACACAGAGCAG
CCAGACTATGACCTGGACTTGGAGGACGAAGTCTTTGTCAACAAGCTGAAGAAGAAGATG
GACATCAGCTACCTGCAGTTTGAGGAGATGATCGACCGGCTGGAGAAAGGCAGTGGACAG
CAGCTGGTGAGTCTTCCTGAAGCCAAACTTTTGCTGAAGGAGGATGACGAGCTCATCAAG
GAGGTCTTTGACTACTGGAGCCGCAAGAGGAAA
>McF0018J22-MGRbd1
ATTATGGGGGGGTTTAGAGAATATATAGGGAAATCACTTTATTCCTTTTTACTCGATGTG
AAGGAACGTGTTGGAACCTGGTTTAACTTGCTTTTTTAGTGGAAACGGCGATCTGCCAAA
CGTCAGCAAAACGCTCCAAGACTCTGAGGTGGACACGTGTAACATAAAGGCCAGAACTCC
CGTCAGCTTTATAAACATCATCGCAGCAGAACTCTGAGGATCACCTTTTAGAGAACGCAG
GCATAGACTGCAACCACATGGTTTTGGAACTGTTAAAGGTCACGCCACAGCTGCGAGTGA
AAGCCATAACCTCACCTATGGCTGACATTTCTTTACTGTTTAGCAGCCCGCTGTTGGCTA
ATGATGTGAATGACTTGCAATATGTTTGAAGAAATACGGTGTGATGTTTTAAGTCACATT
TAAAATGTGGATAAAAGGAAAAAAAA
>McF0018K04-MGRbd1
GACGGCCGNTTAACCCGGNCATTATGGCCGGGGGCATTCAAAAAGAAGAAAACGACAAAA
GGGACAAGGCATCGTTGAAAGTCGAAGGTTGAAGCTGGGGGCTATGGCTCGTGGGCAGCA
GAAGATTCAGTCTCAGCAGAAGAACGCCAAGAAGGCGGCAGAGAAGAAGAAAGCTCAGGC
AAATGTGTTTTTAGTTCAATATTGTCAAATTAAGTTCATAATACTGAAGTCCTCTAAGTT
ATTCTATTTTAGACTTAAACATTTTGCTGTTAAATAATTTCTTTGAGCCAAATTGGAAAA
TAAATGTGGCTCCGCCCATTAAGCGTCTCTCAAACTGTGATTGATGGAAATAAGTTTATG
TCCATGTGGGTCTCTGACTTAAAATCTACTCTTTACTTGTACTTTTAGGTTAAGATATAA
ACTGTTTCTTTTTTGATGCATTCTTCAGAGATTTAACAAACGAAGAGTTTAAACTTGATG
TAAAAAAACCAAACAAACTGTGCTTCTTGCAGTGCTGTGCATTGACATCAAAGAAACATA
CAGATGTGGGAAAAAACAGAAGCAAATATTTAGTTTTTAACAATTTTAACGCAATAAAAA
AGATTNANAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0018K06-MGRbd1
GGGTCTGCACGTCAACAAACTAGCATTAGCAAAGCTGCAACAGAATTCCAGAGGTTTGCT
ACAAATATATTAAAACAATACAGGTATACCCAAAGGACCACCTTCAGGGGACTTCGGGGT



CCAGACGAACCGCGATGTTGAACTCTGCCAACGGCGACCCAGGCCACGTCGTTGTGAATT
ATGTGGAGGAGTATTTGGATCTGGTGGAGTCACTGCCCTTCGACCTGCAGAGGAGTGTGT
CCCTCATGAGAGAAATAGATGCTAAATATCAAGATGTTCTGAAGGAGCTTGATGATGCGT
ACGAGCGATACCGCCGCGAGTCGGACTCCCTCCAGAGGCGGAAGCTGCAGTTATCCATCC
AGAGGGCGCTGATCCGGAGTCAGGAGCTTGGAGATGAAAAGATCCAGATTGCTGGTCAAA
TGGTGGAGATGGTTGAGAACCGAACACGGCAGATAGACTGGCATTCTGAGCTTCTGCTTT
CCTCTCAAGAAGTTCCAGAAAGCCACGTGTCCACGCCGGCATCCCTGACAACCACTGCAA
CATCCCTGATGTCCTCTTCGTCTGCAGCAGTCACCCCGGGCAAACCCAGCCACTATGAGA
AGAAACGGGAGGAGGTGACTCCTGGCTCTGGTAGTGTCGACAAAGCAGGAGGGAAACGCT
CAAGACGGCAGAAAAACGGAGAAAACCGCGAAAGTTACGCAGGTCTGGATCACCCTGAAG
ACGTGGGAGCTTCACGGGGAAAGAGGGCCA
>McF0018K09-MGRbd1
CATTATGGCCGGGCTCAAGCCGCTGTCGAAGAGTCTGTGGCAGGAAGGGAAGAACCCTTT
CATCTTCTTGGTTTGACCCAGGGCATCGAAGATGACCAGCACCAGAGTGACTCTCCACCT
GAAGAAGCTCAAGCTCAGGATGCTGCTGAGCAAGAGGAGGAGTGGGAGGATGAAGATGAC
GGTGAAGAAAGTCATGAGTTCTCTGGAAAGACCCCAGCTTTTGTCAAAGAGAGAAGAACC
TTTTTTGAACCTGATTCTCCAACTTTAACTCCTCTTTCTAAAAATGTTCAACTCAGCGTC
ACAAACAAAGTGGTACCCCCAGCTAAACCAAAGCAGGCGAGAAAGAAGAGAACAAAGGTC
TCTACAGGGAAAGGTGTCCTTCCTAAGGCCTATCTTATGAGTGTCTTCAGACACTTTTCC
AAAACAAAAGTCTCTCCAGACGTCTACCCCGTCCTAAATGAGATAATGAATAAGTTTTTT
GACCGGATGGCTCAAGATTTGGAGACCTATGCAGCCCACGCTAAGAGAAAAACTATTGAT
GTTGAAGATGCCATACTCCTGTTGAGAAGGCAGGGCTATGTGAACGACAAAGTTCCAGTG
GAGGTGCTCATTGAAAAATATCTTCGAATGGAGCAGCGGAAACTTCTGATTCCGATCGCA
ACCAGCGGAAATGTTGTCGTCCCTAAAAAGAGAAGGTGAATGTTCTCGAAACAACTGCTT
TCTGCCATCCATTCCAGCCACTACAGTTGTTTTTCAGGAAGTGTTTT
>McF0018K13-MGRbd1
ACGGCNGTTAAACCCGGGCATTATGGCCGGGGATGTTAGCTGCTTCGTCAGCTGACTCAT
TCACATGACTCCCCGTTTCGCCTCTGTCGGTCCCTATTTTCGATTCTGCGGAGATAAGGA
AATAATTTAACACCGGTTAAGATTAAGGACCGTTTAGAGGAGATAAATGGCTAAAAACAC
CGGACTGTAAACAAGAAACTAGCTATGCTAACGAGGAGGCAGTAAGGCACGCGGAGCCGG
AGCTGTTAGCTAAAATAAACGTCCTGAGTCTTGGTCATCAGAACTCTTCCAACATGAGTC
CAGAGGGGAAGAAGCTTTGGAACATCATCGTCCTGGGCTTTGGCTTCATGTTCATGTTTA
CTGCTTTCCAAACATGTGGAAACATAGAGCAAACGGTTATAAAAAGCTTCAACAGCACAG
AGTTTCACGGGAGCGGATACACAAGCATGGCCATCATCTACGGGGTTTTCTCTGCCTCCA
ACCTGATCGCTCCGTCGGTCGTGGCAGTCATCGGGCCTCAGCTCTCCATGTTCTTCAGCG
GCCTTTTATACAGCTGCTACATTGCTGTGTTCATTTACCTGTACACCTGGAGTTTCTACA
CAGCGTCTGTGCTGGTTGGAGTCGCAGCAGCAGTGCTGTGGACGGCTCAGGGAAACGTTC
TCGCCATCAACTCCTCTGACAGCACCATCGGAAGAAATAGTGGCATTTTCTGGTCGCTGA
TGCAGTTCAGCTTATTCTTCGGGAATCTGTACATCTACTGCTCCTGGCACGGACACGTCC
ACATCGCGGACCTCGA
>McF0018K16-MGRbd1
GGAGGACAGGATTTGGGTGAAACTGTGCCTCTAAATTCATGCCTCATTACTGACGAGTGC
GGCCCTGACACCAACCCTGTTGTCAGAGAAACTGAATGGGCCTGACAGCTGGGGAGCGGG
AGATGAGGAGCTAGTAATGAGGAAGAAGGACTTCATGTGATGTACTGAAAGACCCTTGGA
AGGATTGGAATCAGCTTGTTCTTTCAATCGTTGCTTGTTTCATGTGGAGGATCAATTGAA
ATTATGTTCAGGTTTCTGTCTGCAAAATCAGTGTTTTTTTTTTTGTTTTAATTAACATTA
GTAAAAGTCATTAAAACTTAAGCTACTAATATGGAGAAACAGCATCACAATAATTAGAAA
ACATTGAAAAGATGGCAGATCTTATTAAAAAAAATGTACAATTTTGAGATGAGCATATTC
AGAGGCTCCAGGGATTTACAAGCTACCNAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0018L02-MGRbd1
GGAGCCGCCGTNAAACCCGGGCCTTATGGCCGGGGCTCAACACCACACACTTCAACCCCA
AACGGCAGACTTTTGTGTTCTCTGCCACTCTGACGCTGACGCACAGCCTGCCCAGCCGCC
TCCTTCAGAAGAAGAAGAACTTGGAGAAGAGGAGCAAACTGGACATTCTCATCGAAAAAG
TAGGAATTAAGTCCAAGCCTAAAGTCATCGACCTCACCCGGAAAGAGGCAACTGTGGAGA
CCCTGACCGAGACACAGATCCACTGTCAGAAGGATGAGAAGGACTTCTACCTATATTACT
TCCTGCTCCAGTATCCTGGCCGCACCATGGTTTTTGCCAACAGTATTGATTGCATCAAAA
GATTGAATTCTTTGCTGGTTATCCTAGAATGCAATCCACTGCCTCTACATGCCAACATGC
ACCAGAAACAGCGCCTGAAAAACCTGGAGAGGTTTGCAGAAAGAGAAAGTGGGGTCCTGC
TAACTACTGATGTGGCGGCAAGAGGCCTGGACATCCCAGATGTGCAACACGTTATTCACT
ACCAGGTTCCAAGAACATCAGAGACTTACGTCCATCGGAGCGGCAGAACAGCAAGAGCAA
CCAAAGAGGGTCTGAGTTTGCTGTTAGTTGGCCCGGACGACATGATAAACTTGAAAAAAA
TTTACAAAACTCTTGAAAAAGACGAGGAAAGTCCAATGTTCCCCATTGAGACCAAATGCT
TAGAGGCCATTAAGGAGAGAGTAAACCTGGCCAGAAAAATAGAAAAGATCGAGTTCTATA
ATAGTAGAGAAAAGCATCATGATTCCTGGTTCAAACAGGCTGCAGAGGCTCTGGAGGTGG



ACCTGGATGATGATCTCCTGCTTGGTGG
>McF0018L03-MGRbd1
CTCTGAGCGCGCGTTAACCCGGGCCTTATGGCCGGGGAACTACATCGGTTCGAAGAAGAT
ACTTTTTTTGCCGCCCAGTAAACGGCTGTAAAGTGAAACTAAAGGTAGCGTTTTAATTGT
TCTTCAAGAAATGATTAAAATAAGAACGCTAAGTTACAACGTGGACAACCCTGCTCAGAT
GTTTCACTCGGTTGGGATTTCCTCCGTGCCTGAAAACATACTGATATCTGCAGATATAAC
ACTGAACGACAAACTGAAAGAAGCGCTGAGACGCCTGAAGAATTTTCTTGAGCCAAACTC
TGCAGAGTTGGCCAGTCCGGCTGTACACAAGAAAAAAAAGAAGAAAAAGAAAAGCAAGTC
TAAAAAGTCAGAGAAGCAAGAGGACCCCAACGATGAAACCAACGCGTCTTTAGCTAATCA
GGTAACAACATCCCTGGTGCAAACAAGTTTGACTGGACCACCTGTCCAGGAAACGCATGT
CAAACCTTCCCAGGTCAAAAATGGCTGCCCATCAGTAAGAGGTGGAATGAAAAACTAAAA
CGGCTCGCAGAGGAGAGCAACGTCTGCAGGATTGGGAGCATCACTTATGTGAATAAGGCT
GAATTCCGCATCTCTAAGGGGAGCGACGGCACCGAGGTTTTCTTGGGGCTGAGAAACGAT
GGGACAGAGGTTGCGATCAAGAGGATGTCTAAGAGTAACTATGAAGTGCTGAAGAACGAG
GAAGGAATCCTGCGGCTGCCAGAGCTCGATCACCCATTAATTGTGAGGTACATCGACGCA
GCGGAAGAACCAAACTTCGGT
>McF0018L08-MGRbd1
GGGCGGGCGGGAACATGAGAAGAGTTTACTGGAGTTTTCTGATGCTCCGTTTAATTAATG
TAAACAAAGAAAACACGAAGCTACAAGAAAAACTGGACTGTGTGTTGGGAATGGCAGGTC
AATATGGAAGTACATGATCCAGCACGTTTACTCACAAAGGAATGTCAGAATCATGCGTGG
CAACCTGCAATGGTATCCTTTGGGCTAAAACGGTTATTTTAAAGCCTATATGAGATGTAA
GGCAATGTCTCATAGATTCAGTTTTATTTCTGCCACTGAATCTGAAAAGTGTCATTACAT
TTCTTAAGAGTCAGTTTTGTACATTTATTTAAATTACATGGGGGTGTACTGTTCACTTAA
GATTAAATTCTGTCCTAAGTGATCTGTTATTCTTGGCTGGGTTTCTGTATGTATTTCTAG
TTTATCCAAGGCTTTGTGTAATCGTATAGTCATGGTTTGTTGTAATCTTCCTTACTAAAT
GATGTCTAAGGTATCAAGCACTTCAAGACAAAGAGTTGAAAAAGGCGGAAGGCCAGAGCG
AGGCTGCAAAGCGCAGAGAGCTTCAAACGAAGATTGAGCAACTCCGATCTGAGATCATTG
TTGTGGACTCTCAGATTAGAGGAACGGAGGAACAGCTGGCTGCACAAGAGCGATCCATCA
GTTGCATCAAAGGCCAAATAAAGGACAGTCAGTGCAGAGAGCTGATCCTGCAGGCTTTTA
GACAACGCTGCTCTTTGGGTCGTCAAATACTTTCTGATGACGTAAAAAAAATTGATGGCC
ATTGCCAAGGTCTG
>McF0018L21-MGRbd1
TGGGATCTGCCCTTAAACCCGGGCCTTATGGCCGGGCAATCTTCCTCCGGGAACCCAAGC
GAGTTCTTCACGCACTGAAGATTCTCGGGTTCTGTCCAAAAAGTGGTCAACCGCTGCTCC
GCTCAGCAGGCCTCACAGTGTGTCCGTCAGTGGCAAAAGGGGAAAAGCTCGGCTCCACCC
GCAGACACACTCTGTGGAAAGACCGCCTTCAGAGGATCTCCACAGACGACTGGGACTTCA
TCGGCCTGTGACTCTTTTACCAGGGGACCGACTGTCTCAGGTGACGAGACGCGGCATGCT
CAGTAAGACGCTCCCTAAAAGTGATGCAGCCAGCCAGAATGAAACCAGAGACGATGGACA
CCAGGGAGAAGCTGGACTGAACCAGACATATTCAAGAGGGGGTGCTATATACAAAAGGAT
TCACAGGGAGCTGCCTAAAGTGGAAGGGAGAAGAGAATTGGACAGTTCAGGACCTCATAG
ACCGCAGAGGCTGCAGCGGTCTGACCTTGTTCTCACAGAGCTTGTGGATGAGGAGGAAAA
TGATCCCCGTGGAGTTTCAGGGATAGACTGGCTGGACAATCTGTCTGAGAGTGCAGACAG
CTGCCTCAGTAAAATAGACTGGGCAGCTATAGAGAGAATGGCTGCTGCAGAAGAGTCAGA
TGTGGACTCTTAAGCAACACAGGAAGAATAAAATGTCTTGTCAAGTGCCTATACTAATGT
AATATGTTATATTTTAATAC
>McF0018M07-MGRbd1
TTAAACCCGGNCATTATGGCCGGGGAGTCTGAGTGATCGAGCACGACGGTCCCCACGGAA
ACTTACCACTGCCCTGAAAGAAGAGAAGAAGAAGTGGGTGATGCCAAAGTTCCTGCCTCA
TAAATACGACGTGAAGCTCATCAATGAGGACAAGGTGATCTGTGACGTCCCAGCTGACAG
CCTCTTTAGAACAGAGCGTCCTCCAACCAAGGAGATCATGCGCTACTTCATCAGGCACAA
TGCTCTTAGGCTGGGCAAAGGAGAAAGTGCTCCGTGGGTAGTTGAGGATGAGCTTGTGAA
AAAGTTCAACCTTCCTAGTAAATTCAGTGACTTTCTCCTCGATCCACACAAGTTTTTGGC
TGAGAATCCCTCCACAAAGCGAAAGAGATTGGGGTCCTCAGAAGGTAAAGCAAGTAAGAA
ACTGAAGAGCGACGCTTCAGGAGAAGATTCTGGAAATGAGAAGGGGGAGAAGAAAAAGAA
TAAGAAGGATTCTTTGGGCATGCCACTGAGTCCCACCATCTGGGGCCACATGCAGAAAAT
CAAAATGAACGGTTCCCCACTCAAAGTGAAGAACTCTGGGACGAAAGGGGAAGAAAAAGG
CTCGGCTCCCTCCACTCCAAAATCTGGCAAGAAGAGCACGGNCNNNAAAAAAAAAAAAAA
AAAAAAAAAAAACCAT
>McF0018M12-MGRbd1
GGCCGTTAAACCCGGGCATTATGGCCGGGAGATTCAGGTCCTACCCCCAAACCTTCCCCA
GCCTCAAGATCCCCAGGTTCAGAGCTTTCCTCCTCTTTGGCCTCAGAACCCCCAGATTCA
AGTCCTACCCCCAAACCTTCCCCAGCCTCAAGATCCCCAGGTTCAGAGCTTTCCTCCTCT
TTGGCCTCAGAACCACCAGATTCAGGTCCTACCCCCAAACCGTCCGCAGCCTCACGATGT
TCAGATTCAGAGCTTTCCTCCAGTTTGGCCTCAGAACCCCCAGATTCAAATCCTACCGCC



ATACTTTCCACAGCCTCAAGATCCCCAGGTTCAGTCTCTTCCACCATTTAATGCAGCTCC
TCAGGATCCTCCTATTCAAGTTTTGTCACCAAATCTTCCCCAGCCTCAAGATCCCCAGGT
CCAAGTTTTACCACCTGCTCAAGACCAAAACAAAATTCAGTTTCCATCACTGTTTTATGA
CATGCCTCAGGTTCCGCCTCAGAGCCCTCAAGTTAACGTTCCTCCACCAGTTTACAACCT
TCCTCAAGGTAACTTCTTTCCATACCCGTTTTTCCCTTACTTCTATGGCGTGGCACCTGA
TGCAGAAAAGTTTTCCAAGTATCCACCTTACTCTCATCTCCAGTTCTCTTTTGGCCAAAC
TTCAGTTGCAGCACCAGAAACAACTGCAGCACCAAAAGTAAAGCTTACCCAGGATGCCTT
CTTCTCACATTTCCCCATGTCCTATGGCCACTACCTCTCAGAATTGGCTCCTGAAGCTCA
ATATCCAGAAGTGAAGACAACAGCACCTCCAACTACAACTACTCAGACTCCAAAAAATGT
TCC
>McF0018M14-MGRbd1
CCGGGGCTCGCGGACGAGGAAGAGGATGACCATTTGAACAAAACCCTTCGCGTTGAGGGA
GTTTGAGGGAGATTTGTTTTATTTTGATTCGATTTAAACGAACAAGACGTCGTAACGTAG
CGTAGCAGCGATCCCGCACCTCCTAAAAATGCTCCAGTCACTCGCCAGCAATTCTTGCGT
TCGTTTAATTCAAAATCACAAATCGATGTGGTATTTTTTATCGCTAGTTTTAGGCTATAT
CCTTTATCTAATTTTCGGGGCCGTGGTCTTCTCCTCGGTGGAGCTGCCTTATGAAGACCT
CCTGCGTCAGGAGCTACGGGCCATCAAAAGGCAGTTCCTCCAAGAAAACGACTGCCTCTC
GGAGGAGAGGCTGGAGAGGTTCCTGAAGAAAGCCCTGGAGGCCAGCAATTATGGGGTTTC
CATCCTCAACAACGCCTCTGCCAACTGGAACTGGGACTTCACCTCTGCCCTGTTTTTCGC
CAGCACGGTGCTGTCCACCACAGGATACGGTCACACAGCCCCTCTGTCCGATGGTGGGAA
GGCCTTCTGCATCATTTACTCTGTGATTGGCATTCCCTTTACCCTCCTCTTCCTCACCGC
TGTGGTGCAAAGGATCATGGTGTTCACCACGCGGAGGCCAGTCGTGTACATACACACTCG
CTGGGGGCTGTCCAAGCCACTCGTGGCCATCGTACACGCCACTCTGCTCGCCATGCTGGC
CGTCTCCTGCTTCTTCCTCATCCCCGCTGCTATTTTCTCTGCGCTGGAGGAGAACTGGAA
CTTCCTGGAGTCCTTCTACTTCTG
>McF0018M15-MGRbd1
GGCGTTAACCCGGGCCTTATGGCCGGGGAAACCCAAACATGAAGTTCCTGGAGCTTTTCG
GACGCTTGAAGTCGGTGGTTATCGGAATGATTCACGTCAAAGCGTTGCCAGGTTCCCCTC
TGGGACGCCTGACGATGTCCCAGATTGTGGAGGAGGCGTGCCGCGAGGCAGATGTCTACC
GTGAAGCAGGGGTGGACGGTCTGATCGTGGAGAACATGCACGATGTTCCTTACACGTTCC
ACGTGGGTCCTGAGGTGTGCGCCTGCATGACGGCGGTCTGTGTTGCCGTCAGGAGAGCCT
GTCCGTCTCTGCCGCTCGGGGTGCAGATCCTGTCCTCTGCTAACCGGCAGGCCCTGGCCG
TGGCCCTGGCGTCAGGTTTGGACTTCGTCCGGGCAGAGGGCTTCGTCTTCTCCCATGTGG
CGGATGAAGGCCTCCTGAACGCCTGTGCCGGCGACCTGCTGCGGTACCGCCGGCAGATTG
GAGCAGAGCACGTGCAGATCTTCACCGACATCAAAAAGAAGCACAGCGCTCACGCCCTCA
CGTCTGACGTGACCACGGAGGACACGGCTCGAGCCGCCCAGTTCTTCCTCTCAGATGGAC
TCATCCTCACTGGAGCAGCTACCGGAGACCCGGCGGACCCCCGCCAGCTCAGAGATGTCA
GCCGTGCGGTGAAAATCCCCGTTCTGATTGGCTCTGGAGTGACGTTGGACAACGTCGACC
GCTACCTGGACGCCAGCGGCTGGATCATCGGCTCCCACTTCAAGGTGGGGGGCCACTGGG
CCGACGCCGTCGACCCCGACAAAGTCAA
>McF0018M18-MGRbd1
AACCGGGCCTTATGGCCGGGGACCAGGCTGCGTGGAATCCGCGCACGCGGGTCATGCTGC
GTTTGTTCGATCTTCCAGGTCGACCAGGTTTATTCAAAGTTGTTTTGAGGCAGAGGGTCA
GTAAGGAGCCGTAAAGATGTCCGCCTGCCGCGCTCTTCCCTGGACGGAGGCTGCGATCCT
TCTCCTCCTGAGCGGCTCGCTCTGCGCAGCTCAGCCTTCTCTGACCCGGCAAGGCAGGAC
TTCCGAGCCTTTAGTGATACCTCGCCATGCGTCCACAGTTGACCTCAGTAAAGAGGAATT
TGAAGAGCTGCACTTCAAGCACGACACCCGCTTCATCAAGCTCTCCGAGGGTAATGAAGC
TAAGTTTAACTGCTCCATCGACATTCCCAGCACTATGTTCGAACTGAACATAATGTGGAG
CAAGAACGGCGAGGAGCTGCCCGAGAACATCCACAAAGTCAGTGAGCTGCGGACCGTCGC
AGATGGCGTCTCAACTATTTTCTCCTTGGTTTCCACCAATTCAGTGCACAGAGCTGATGC
TGGAGAGTACCGCTGCAGTCTGAGTATCAACAATAAAACAATAGAGTCGCAGCCCATTTT
TCTCCAAGTGGAAGGCCTGCCAATGTTCACAAAACACCCAGAGGACGTGAACGTCACGAG
AAACACGCCTTTCAATCTGTCATGTGTGGCAGAAGGACCTCCAGAGCCCGTTCAGATCCG
TTGGCTTCGTGATGGAATGTTATATAGTGACTTTCAGGACTCTCCCA
>McF0018M24-MGRbd1
GACGCGCGTTAACCCGGNCATTATGGCCGGGGATCACACGCATTTATGAAGAAGGATCAG
TCACAAGTCCTGCACGGGAAGCCTCCAGAGAGGAGTCGAGGGGGGCATCAAGTTGCAAAA
ATGGATCTAAGTCCTCATCCGCTGTCAGAAACTGTCCAAGCCGCAAAGAAAGACCGGGAG
GACCGGAGCTCCGACCAACACTTGCAGACTGATAAGAGCGCGAGCCAAGCCGCCAACAGG
AATACTAAGGAATTCAAGAGTAAGTGCGGTTCTAGTCCTCAGATCCGCTCGCATGGATGC
TGGATGTCGACTGTACTGGTCGTAACGTGGACTGCATCTTCCTCTTTTGGCTCTCTGCGG
AGAGTCGACCTGTGTGTCCTCCTCCCCTTATAATAAAGCAGGCCTCTGGTGTCGGAGCGC
ACCTCCGAGCCACGAAGTCCTGCCTCCTCTGTTTCACCCGGGACCTCCTCCTCTCCTGCG
CCAAGACCTCTCCAAAGCCAACTCCGCACCCCCACAGACTCTCTGCGCTCCACTAAGTCA



GATTTCTCTCTGGAACCTCACTGGACTCCTCATCTCTTCACGAGGACACCCTGAGCGCTC
CACTTCATGCGTCTGAACTTGCGCACTCTGAAAAGGTCTTTGTGTGCAAATGTAATGACA
GAGGGAGAGCGGGTTTGCTCTTTTGGATCCAGTTTCATCACCAGCGAGCTTCACGTGTCC
CCGCGTGGGTTTGTTCATTTAAAACAGATAAAAAAG
>McF0018N10-MGRbd1
GGCCGTTAAACCCGGGCATTATGGCCGGGGGACACGGCAGATTTTGATTGCGAAAGATGG
CATATTTCACCCGTTGTCTACAAGGTCTCCCGAAAATCGACGTGAACGACATCTACAGGA
TTGTCGACCAGTGTTCATCTGCACCCGGTTGTAAGCGTGAAAAAGGATTTCGATTGTACA
TTTCAAGTTACATCCACAACTTTGAAGGTGGGTCTGAAGGACTCCATCCCTGTTGAGCTG
GCCCATCACAGCTGTACATGTGTAGCTGGATCAGTGCTCTGTAACCATTGTGTGGCTCTA
CTTTTCCAGTCTGCACATTATTCTCAGCTTGACATTCCAGTTGTTCCTCCAGTGCTGAGC
TGTACGGAGAGTGAGCAACAGTGGCACAAGCCAAGAACCCTGGGTGTTAAACCAGGTCCC
GTCGAGAAGATGGCTGTGATGTCTGCCAAACCAAAGCAGAGGACCATGATCGAGGGAGTA
AAGTGAGAATTTGACTAGTAGTCCACATTGTACAAAGCCATCAGTGGAGAGGTGCTGGAC
CTGTCCACTCTCAGTGTGTCAGAGACCTACAAAGAGTTCACCCCTGTTTCTGCACCAACC
ATCTGTACAATGGGTATCACCTGTGAGGTCCCGCTAGTGGACTCTGCACTCGGTTTGGTA
CAAGCAGGCAGTCCCCTGTCATACCAACAACCCAAGGCAAGAAGTGGCCCTTTTGCTCAC
ATTGATGCTCCACCACGCCCAGATTTGCCATTGGCTGGATGCAGACTGGAGACATCATGC
AGTATGTTTGTTTTCACTGAGCATCAACAGCTGCAC
>McF0018O01-MGRbd1
GGGGCAGCAACAGGAGACTGCTTGAGGGTCAAACTGTGGGCTACTGGGCAGACTATCTCC
TAGATTGTGAAGAAGGACAGAGTCCTGTAACATTGGAGGATGTTTTAATGTTTGCCACTG
GGCTAACATCACTTCCCCCTTCTGGATTGGACCCACTGCCAAGGCTACAGTTCCTCGACA
ACTCCATGTATCCGATGGCAAATACATGCCTAAACACAATCAAATTGCCTCTGCTGGAGT
CGTACACTCTGTTCAAGTCACAGATGGACTTTGGGATTCAAAATTCTCCGGGGTTTGGCT
GCTCCTAAGCCATTTTACTCAAGGTTTAAATTCTTGTTAAGTTGTTCTTAAATCGTTTTA
ATTGCAAATTTGACGTTTAAGGCAGTTCTTTTCATTTAATTTATTTACAGCTGTTTATAG
CTTTTATTTATAGCTGTTTACTAGGTCGCCTGCTGGGCAAGCGAGCTAGGGACCTGCTAG
TGGCAGTGGAAAATCACTGGGTCTTGCCTTTTTTTAAATATATAATTGTTCAAAATTCTG
TTACATTTTAATTTTATTTTTAGAAGTACAATATGCTTTTTGGGGAGCTTTTTTTTTTGT
TGTTTTAAACTTGCGCAAAGTTATTTTTGCGTCTTTTTTTTTATTTAACAATGTTCAGGA
TCTTTAATAAACAATGTGCAATATTTCACNN
>McF0018O05-MGRbd1
GCAAGTGACAGAACACCAGGAACAGATTTGGATGTGAGAAGCCACAGATTTAAACACAGC
AGCCTTTAAAGGGGACCACTTTGGAAAGTTGACACCAAATCCAGCCACTGAATTCATTCG
AGTGTTTGATCGTGCTGGAAATAGCCTGAGCTGCTGTCACTTGCTAGTCGTTGTGTGTCT
GCGTGTGTGTGTGTGTGAGTGTGTAAAACAGATGCCACAAAGCAAAGCGAATACGTGTCG
GAGGAAGGAACTGTACAGTACTCAAAGGGTTACGTTTCAAGCAAATCAACTTCAAAACAA
ACAATAAATGTGATTTCAATTACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0018P05-MGRbd1
GGGGAAAACACACGTTTTTGTTTTGATCCATTCGCCAGGAAAAATCGGCGACTTGGTGTA
ACTGAAATAGCCACCAGATCTCACCATGGTACATACATGCGTTGCTGTTGGCTGCCACAA
CAGAAAAACTCCAGATTCACGCCTGTCGTTTTACCGATTTCCGCGGGATAAAGACAGAAA
ACAACGATGGATTGCGGCAGTCAAACGGGCAGGGTGGCAGTCCACAGATGCCAGCAGACT
GCAGTGAACATTTTGTGTCAGGTAAACAGAGCAAAAACCAGTTTTCCCCCGATTATATTC
CATCAGTGTTCAAGCATACCCCATCTCTGGAAAAGAGAAAACATCTTGCCGAGCTTGCAA
ACTTTGAGCGGAGACGAGAACTAATAAGGAGCAAGCGACAAGAACAAGAGAAGAGGACGG
ATGTTGCAGTTGCTCTGCTTGAACTTCAAAGCATTCACCCAGTCAATTCTGCAACAACAG
ACGCTGTGTCCGATGCTCAAGACCAAAATCCAGTGGTTGAGCACCTACATCTGACAGTTG
CAATCAGCAACCTGACTATGCAATGGAATGCAACGCCCTCAGACTTGAAGTGAGCATGCT
GAAAGGTCAAGTAGATGCATTATCTATTACAGAAAAGTCTTTTGAGACGGATGACAATAT
AGTTAGGTTTTATACGGGATTGCCAAATTTTAAAACACTGAACACAATTATTTGGGTGAT
TCACTCTCAAATCAAAGTAGAGAAACTGTCAAAGTTTCAGCAACTAG
>McF0018P19-MGRbd1
CTGAGCGCCCGNTAAACCCGGGCCTTATGGCCGGGGCATCCTGCATGTTCTGAATTCTCT
ACACCACTCGCCTGCAGAAGGGAATTTAAAACCTCTGAGTTTATAAATCACTTAGTCCTT
CAGTCCGAAATCTAGGTTTTTAGGAGATTTGCTGTGACAAAAAAAGCTCCACCTTCAAAA
AGAACACCAGCTCTCACTTCAAGAACCAAACGTACATTTATTCTGACAGTTGGTGCTTAG
ATATGAACTCTGCTTTCAAGTTTTGTCTTTTTCCTTTGTCAGACCGGACCAAAACAAAAC
CCAGTCCTCTGATAAAATAAAATAGAAAATGAGAAAGGGAATCCTCACTACTGAATCCAG
ACTCCTGCTTAAAAAAATGACCTTTGGATCCAAGATGTCCAGACAAGACGAGTCTTGCAG
AATCCCCTCCAAGGATGGTACAGCTTGGGTCTTTGACCTTTGCACTTTTTTGTGGGGTCC
AGATGACCCCACCCTTGCATTGACGTGTTCTCCCTACCATGACAAAGGTGGATAAAGGTG
GAAAGATTTCATGTAATCCATGGACACCAGTGAAGATCACAAATCATTGAAGAAAAAAGG



TTCAGCGCACTGTCTAGTGGGGTCTTGGGAGTGGGGTCATCTGGACCCCACAAGATAGCA
CATGGGTTAAGGAAAGTCCAACAAGGAAAAAAAAAAAAAAA
>McF0018P23-MGRbd1
TGCTCCGCTCCAGATCTACACCGCTGCGCGCGGATCATCTGTGATTTGAAGTTTTATAAA
AAAAGCGAGGAGGGTGTCTTCTATCAGCTGGAAGAGAAGACAGGCTGTGAACGAGCCTCG
TCATGAACTGGGCATTCCTCCAGGGCCTCCTCAGCGGAGTGAACAAGCACTCCACAGCCT
TCGGCAGAGTCTGGCTCTCCATTGTCTTCCTCTTCAGGGTGTTAGTGTTTGTTGTGGCTG
CACACAAGGTGTGGGGGGACGAACAGAAGGACTTCAACTGCAACACGGGCCAA
>McF0019A02-MGRbd1
GGGACCAGCCTAGTGGCAAAAGAGACAGTTGGCCAACAGTATCGACAGCGTCTTTATGTT
TGCGTTTGAGGTGCTCAGCGCAACTTTGAAACATTTTAGTCGTCAGACAGAAACTGGAAG
AGCTCCGCGTGACGCGTGCTGTGACTGAAGAAGGTGTCCGGTTTCTTCAGTCTGAGGGAT
TGCGATGCCCTCTGACTTTATCTCCCTCTTCAACGGGGACCTCGACCTGAATTCCCCCAG
TACTTTGTACTCTAAAGGTAAACACTTCACTCAGTGTCTTTACACTTTTACCTGTTGCTT
TAAAAAAAATGGTTTTCCTACAACTTAGTGGCAAAACTGTGCTCATGCGCGGCAGCGTTC
AACCTCCTGGTGTCTGTCAAACTACCTCCTCCTGTCACATGCCTGTCTATAATCCGTAGC
TAGTTTTTTTTAATGTTTAAAGCTGAAACTCATTGTAAAATGATGCTCTCAGATGCCGCG
TGCGCACCGGTCAGACCTGTTTACTATCTCCCTAACGTAAAANGAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAACAT
>McF0019A08-MGRbd1
AACCCGGGCATTATGGCCGGGAGGACAAAGACATGAAGGCTAAAGCCCTGTTTGTGGCCC
CAAAACAGATGAGCTCAGCTCTTGGCTCCCTGATGTCCAGCTATGGCTCCATGAGTGAGA
GTGAAAGTGGTGATGAACCAGAGGTTTCACCGATTCAGAGGGCTAAAGAGCTCGTCCAAG
AAAACCAGACCATATTAAACGGGGCAAACTCTGGGGGCAGCGGGTCATCCAGATGTGTGG
AACCCATGACGGAGACCACCCGTGCCGAGTGTGGCCTCAACATGCAGAGCAGAAGAAGTG
ATAGTGGAGCCAGACGAGGAAGAGGAAGAGGAAGAAGGGGTAGAGGACATTGTGAGGCTC
CACGAATACGTCAACCTACATTACTAGAAATGCTGCTGGCCCCTGATATCCGCCACGAAA
GGAACGTCCTCCTTCAGTGTGTGCGCTTTGTTGTCCGCAACAACTTCTTTGGGCTGGATC
AGACGGCAGTAAAAGCCCCCCCGGCTGCAAGGCACCATCAGCGCGTTGAAGAAACGCCAA
GTAAAGTGAGCAGCGAGTCAGCCGTTCTTGCTGGTGAGGATGGACTCTCCACAGAAGGAG
CTGAGGCTGATCCACTAGCTGTGAACAATCTANAAAAAAAAAAANAAA
>McF0019A15-MGRbd1
GGGGAGTGGTGACGTCACCAACGGGCCGGAATCTGCAAGCGGGAGAAGTGCAGAGAATGA
GAGACTTTTGACGTGTTTTTCTGCGTTTTAACAATCCGTGGGATGAATCTCCAACATTTT
TTGCTTGTCTGGAAAAGATTGGAGGAAAATCTTTGAAGTTTGCACGGTGATCTAAATTCT
TTCGATGTGAAAATGAGTGAATCAGAAGCCATGTTTCTCCACACTACCATTATGGAAGTC
CTACCTGGAGGAACACTTGCAGTCCATTGGAATAAATGGAATCGTATGAGGATCTAGATT
CATAGAAGAGGCTGACTCGCTGCCAGCTTAGAGACCTGTTCAAGCCCGGAAACGTCTGGC
TTTCTGGAAATTGAAATACCAAACGCCAGAGAAGAGCACATCATCATCTGTTGAGACCTC
ACCACCACAATCATCATCACTTTTGTTATTGTCACCAAGGAGTTCATCATCCACATCTTC
CAGAAGCCGAGGACCGTTGACTGGGAGGACAGCTTTGAAATTCCATGGAGACAGTCTTTC
TTTTCCCCACGGAGGTTCATGCTGAGTTTGGACTGCTCCATCGTACACAACAACATTGCA
GCTCTGTGCCTGGTGTTCAGAAACAT
>McF0019A18-MGRbd1
TGGCGGTGGTGAATGACACGGTGGGAACGATGATGACCTGCGGCTACGAAGACCCCAAAT
GTGAAGTGGGTCTCATTGTTGGCACAGGGACCAACGCCTGCTACATGGAGGAGATGCATA
ACATTGAAGTGGTGGAGGGCAATGACGGACAAATGTGTGTTAATGTGGAGTGGGGAGCTG
TTTGGTGACAACGGCGAGCTGGATTGACTTTCGCACCCAGTT
>McF0019B06-MGRbd1
ACAGATGCACCTGTACCCAGCGCTGCTCATGATGACAGCATTCTCAGGCCGAGTATGAAG
CTGGTTACATTTAAAAA
>McF0019C03-MGRbd1
AACCCGGGCATTATGGCCGGGGACAGTTTTGTAGATTCACATGCAGTCACTGCAATGGCC
AAGACACACCACTTCATCACTGGATTATTGATTTTTTTCTCATTGCAAAAGGCATTATGC
ATTTCAGTGGACGAACTTGAGGCTAGCTACTGGAACAACAAGGCTAAAGAAGCTCTTAAT
GCTGCCATTCAAGTGCCACGCAACCTTGAAAGAGCCAAAAATCTCATCCTCTTCCTTGGA
GATGGTATGGGCATGGCAACAGTGACGGCAGCGCGGATGCTTAAAGGCCAACTGGCAAGA
CAATCTGGAGAGGAGAGCAGTTTGGTCATGGATACTTTTCCTTATGTCGCACTATCCAAG
ACATACAATGTGGATGAGCAAATGCCGGACAGTGCTGGAACAGCAACAGCTTACTTATGT
GGTGTAAAAGCCAACTATGGCACCTTGGGTGTCACTGCTGCTACCACAAGGGATAACTGT
CTTACCTCCTTCGGGAACAATGTCTCTTCTATCTTGCACCGGGCCAAGAGAGCAGGAAAA
GCTGTTGGAATCGTCACAACCACGAGAGTTCAGCATGCATCCCCTGCGGCAAGTTATGCT
CACTCTGCCAGCAGGGACTGGTATTCAGACTCAGATCTCACTGAGGAGGCTCTCCAAAAT
GGCTGTAAAGACATAGCCTACCAACTGATTAACAACACAGAGATAAATGTCATTCTTGGG



GGAGGCCGTCAGTACATGT
>McF0019C15-MGRbd1
GGGGCAGGAGACAGAGTGAGGAGCGCGACGTCTTTTTTTGACCATGTACATGTTAATGTT
CAAGTTCATATAAGAATAAGAAAGTAAGTGGATTTTACGTTTGTTGTTTTATTTTTATTT
TTGTGGATGTTAATAAAGCAAGGAAACGACTGCAACTGGATGACATCCTTTTTTCCCCCC
ATTTCTTTCGCACACTTCCACCATTTTGTTTGTTTTGCTTTTTTTTTGTGGAGAACATGC
GTCAGCCACACGCTCCCGCCCTGATAGGTTTATTGGAAACCTACAGTACTTATAAGGTCA
AGTCTCTTGGGCATATCATTTCGGAAGACTTGTCAGATGACGCAGACATCTTCAGGCAGT
GTCGTGTGTATATGGCCAAGCCAACACTCTTTCTCGAAAGTTTGGTATGTGAACAGAAGG
AGTCAAGGTGACATTATTTAAAGCTTTTTGCATTCCTCTGTACACAGCTCATCTTTGGGC
GAATTATAAAAGTGCCAGTATGATGTAGCCCAGGTGGTTTCACCTACTTTGTTTTGCCTT
AACCGTCTGTTAGTTTCCTTTCTGCGCATTTTTTTTTCAACTTTATTGAACAAAGCATAA
ACATACAAAATCC
>McF0019D01-MGRbd1
GGGATGCGGCCGTTAACCCGGGCATTATGGCCGGGGGAGGGAGTTGGAGAGTAAGTTGAA
CCATACAGTGGCTCTATTGGCAAAAATCGAGAGGGACTTGCCCCACTCTCGGAGTGTTCA
GAAGCTGAAAGTGACAGAGGAAGTATACCAAGATTTAGGTTGTCTTCCAGATGACAAAGC
TGTAGAGAAGGTGAAGGCTATGGTGAGGAAAAAAGACCCTGCAGACGCCGCGTCCTCTTC
AGTCTGCAACGCAGACGAAGTTTCAGATCCCTGTGAAGTTTCAAGCTCAGACGATGTGCA
AGCTCCACAGAGCGAGACAACAGGAGCTTCTGATCATGACGCCCCAGATCTTAACAGTGG
AAGTCTGCATCAGTTAGAAGACGACCAGATAGCAGGAAAAACTGTTGATAGAGAAATCGA
GTTCCAGGCAGGTATATTCAGCAGATGCCAGAGTTCAGATGAGATTCATTCAAATGTGAT
TTTAAATCAAAGTGATCCAGAGACCATCCCATCACCTGTTCAAGCTGAAGACGCAACAGA
AACCTCCCAGCTGGCAGAGTTGGAGCAGGATGCAGAAGTTTTGCCTCAAATTGCACCCAC
TCCTACTGTTAGGAGCTATGGTCTGTTTGTTGAAGCTCCAAAAGTAAATATACATGAAAC
ANANNANAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0019D15-MGRbd1
CCGGCCGTTAAACCCGGGCATTATGGCCGGGGATACTGCAGGCACCAGCAGCGAACACAA
CTCCTGGTTTCTTGGCTAAATTAATCAGCAGTCTTCAAGAGCGTCTGAAGCCATCTTCAC
CTGAATATCCGTTCATTGATTGCATCATGGCCAACCACCCAAACCACCATGAAGCGGCCT
ACTTGTCCCTAACTAGAGGTTTGAGAGAACTGGACCTCCGCGGTCCTTGTGCACCCAGTG
ACCTGGTGCTCATTGGGGACCACGCTTTTCCTTTGGCGATGAACAGCCAAGGCCAGGTCC
CGATGGCTGCCTCTCTGTATGGCAAAGGAAGAATTGTAGTTCTGGGTCATGAAGACTACC
TGTTTGCTTTTCCTGCCCTGGTGGAGAACGCCCTGACCTGGCTGAGAGGTGACGGATCAG
ACAACCTCTCTGTCGTGGTGCACAGAAATGTCAAGACTCTTGCTGAAAACGTTGCCAGAT
CCGGCTTCCAAACCCAAGTGGTAGAGGAGTTTAGCAGTAAACTTGGTTTTGGTGTGTATG
TAACCGATGCATACAGCGTGGGTGCCGACCCAAAAGCGCTTGTGGCATTTCTGATGGCTG
GAGGTGGGGTTCTGATAGCAGGCCAGGCGTGGAGCTGGGCTGCAGATCACCCTCATGAGA
ACGTCCTGCACCAGTTTGAAGGGAACAGGGTGGCTGGTGTCGCAGGGATCTACTTCTCAG
GGAATGTGGGGGAACTGGAGAACCTGCCTGTGTATCCTCAGATCCCGACCTC
>McF0019E09-MGRbd1
GGGAGGAGCCGCCGCGCTCAGGGAGAGTGAAGGAGATGCAGCAGGCGAGGCTGAGCTGTC
CCATCACGCCACTGGGTCGGGCTATGGCTTCCTTCCCCGTCTCACCTCGCTACGCAAAGA
TGTTATCCCTCGGGAAGCAGCAGGACTGCCTGCCGTACGTCATCGCTGTGGTGGCAGCCA
TGACTGTTCGGGAGCTTTTTGAAGACCTCGACAGACCTGCAGGAAGTGAAGACGAAAGCT
CCAAGCTGGCCCAGCGTCGAGCTCGACTCACCCAAATGAGGAGGTTGTGGGCGGGGCAAG
GAGCCTCGCTTCTTCTGGGTGACCTCATGGTTATGTTGGGTGCTGTCGGTGCTTGTGAAT
TTGCTGGCTGCTCTCCGAAGTTTTGTGAGGACAATGGACTGAGGTACAAGGCCATGGTGG
AGATCAGGAGACTTCGAGGTCAACTCACCAACGCCGTCAACGCCGTGTGTCCAGAGGTGG
GCGTGTTTGTAGATCCTAAGATGACTCCTCCCACAGAACATCAGGTGGTTTGTTTGAGGC
AGATTGTCCTGGCGGGACTTGGTGATCATCTTGCAAGGCGTGTCCAAGAAGAAGAACTGC
TGGACCCTAAATGGAAGAATGGGTACAAAACTCCTCTTTTGGATGATCCAGTGTTTATTC
ATCCCAGTTCTGCCCTGTTCAAGAAGCTGCCAGAG
>McF0019E11-MGRbd1
AAACCCGGGCATTTTTTCCGGGGTGTGCATCCTTGATTATTGTTAGTGTTTTTCGGGTGA
GGCGGGTGATGTATAAGTCCTGCAGGGAGAGGAGTGGTGTTCCAATGATTCTCCTGGCTG
TGTTGACTATGCGCTGCAGGGCTTTCCTGTTGCTGTGTGTACAGCTGCCCCCCCACACAG
TGATGCAGCTGGAGAGGATGCTCTCGATGGTTCCTCTGTAGAATGTGGTCATGATGGCTG
GTGAAGCACCTGATCTTTTTAGTTTCCGCAGGAAGTAGAGACGTTGTTGTCCTTTCTTTG
CCAATGATGTGGTGTGGGCGGTCCAGGAGAGGTCCTCACTGATGTGAACCCCCAGGAATT
TTGTGCTGCTCACTCTCTCCACAGCAGTACCATCAATGATCAGTGGCAGGTGTTGAGTGT
GGCCCCTCTGAAAGTTGACAACAATCTCCTTTGTCTTGCCGACATTTAGCAGGAGGTTAT
TGTCTCTGCACCATTTTGTCAGCAGATCCACCTCTTCCCTGTAGTTGGTCTCATCGCCCT
TGGTGATGAGACCCACCAGGGTTGTGTCGTCTGCAAATTTCACAAGGTGGTTTGTGCTGT



GGG
>McF0019E12-MGRbd1
AAACCCGGNCATTATGGCCGGGGCATTACCTTGAAGAAAACAGAAAGAAAGGGTGACGAC
CTGAATGTTTCATTCCTTTGAGTGATTTTATTTTATCATGTCTTCCGTGCGCGTGGCTGT
TCGAGTCCGCCCTTTGAATAAAAGGGAACAGCAATTATCATCCAAGAAAATGGTTCACAT
TAGGGGGAACGCAATATCTATTCAGAAGTCTTCACCTGTGCGAGGGGAAGAGGTGAAAGA
CAGAGAGAAAACCTTCTCCTTTGACGTTGTTTTTGACTCCATGGACACAGAAAGTTCCAC
ATTTGCATCCCAGCAGAAGATTTTCCAGGAATTGGGTTGTGGTGTGTTGAAAGCTGCATT
TGAAGGGTTCAACGCCTGCATGTTTGCTTATGGGCAAACGGGCTCAGGGAAATCCCACAC
TATGATGGGTCTGAAAGATGATAAAGGTTTGATCCCTCGGATCTGTGAAGGTTTGTTTAT
GGAGATGTCCGAAAGACGCAAAACTGATGCCGTTTCGTTTCATACGGAAGTCAGCTATCT
GGAGATCTACAACGAGCGAGTTCAGGACCTTCTCAAGAAGAAACCCTCA
>McF0019F05-MGRbd1
GGGGTTTGAGTCGTTGCGGTAAACAGAGAGTTCTTTTCTAACGGGATTTAGTAAAGAAGA
AATGTTCCAAAATCTTGGATAACGCCGGCGTATTCTTGCTGTAAACTGCTGGATACCGCC
GTTTCTGAAGTTTTTTTTTGTTGCTTTATTCACAGATATCTGTTCTCCAGAGCAACTAGA
CTCTAGGTTGTAGAACTAAAGGGAAAAGACTTGAACGAGCAGCGATCATTCCTGGTCAAT
AATCTAGTCCAGATGCGCTGAAGAACAGATCATCGTGGTATCATTTATGATATTTTCATA
ATTACTTGGTTCCTCGGACACATTTTAAACGTTGTTTTCAGAGTCGCGTGACTGCTTCAC
GTGCCGTCTCCGTCCGCAGGTCATGTTCCTGACTTTCTTCACCGTTTTCTATGTCCTCTT
TGGTTCTTCCTGTGGTTTTCAGAGAAAAGAAGTGTGCTATGGGCGCAGTGTAGATATAGA
TATTTATCCAGATCCTTTTTACAAAGGGCCTCTGTATTTCTATCCAATAGCAGGAGGAGC
AAGGAAATTACTGATGGATAATCGACAGGCCATGGATGCGCGGCTCAAAGTGCGCTATTC
CAAAGTAAAATTGACACAGTTGACTGAAGCGGATAATGGAAATTTTGTTATTACAGGCAG
TGATGGGAAAAAACTTAAATCTATTTTCACTGA
>McF0019F06-MGRbd1
GGCATTATGGCCGGGGACGATTGTCATGAAGACGAAGAGGAGCGGGTTTGTTCAAACCTT
CAACAAAATAAGTTGATTGTTTGATCACATTTCCTTGATGGCGTCAGTTCTGGAGGATCC
CGCCCTGGAGAGGCACTTTAAGGGCCACAAAAACGCCGTCACCTGTGTCCACTTCAATCC
CAACAACAAACAACTGGGATGCCGTCACAGGGGTGCAGTTCTCTCCATCCGGCAAGCGGG
TGGCTTCTTCCTCCAAAGACAGGACCGTCCGATTGTGGACTCCTTCCATGAAGGGGGAGT
GTGCGGTGTTCCGAGCCCACACAGCTGCTGTGCGCAGTGTGGCTTTCTCTGCTGACGGCC
TCAGACTGGTGACGGCGTCTGATGACAAGTCGGTGAAGGTGTGGAGTGTGGACCGGCAGA
GCTTCATCTACTCCCTCAACCAGCACACCAACTGGGTTCGCTGTGCCAGGTACCCTGCAG
CTGGGGGAAGTGTACGTCTATGATTATGAAGCAATGCCCCCCACCGCAAATGAGAACAAA
AGTCACAGTTTGAAACCAAAATGTCGTTGATTGCAAAAAAAGTTCATTTCTAAAAAATAC
AACTTGCTGAGTAACAAATTAAAAAATTAAATGTTTGGNANAAAAAAAAAAAAAAAAAAA
AAAAAA
>McF0019F09-MGRbd1
GTGGGTCCGCCCGTTAAACCCGGGCATTATGGCCGGGGCGGTACCAGTCTTTCGGCGAAC
TTGTTGATACAGAAATATCCTTGAATAACTGGCGTCAAGATGGGCTTTCTATTGTCTAAA
TCCATGGATGCTAACTTTCACAAGCAGCAGGAGTTCATGCTTCATAATTCTCGGCTGCAG
TTGGAGCGTCAGATCATGATGCAGAACCAGATGAGGGAGAGGCAGATGGCCATGCAGATC
GCCTGGTCCAGAGAGTTTCTCAAATACTTTGGCTCCTTCTTCGCACTGGCTTCAGTGGGA
CTCACAGCGGGTGCCTTTAAAAGAAGGAAACCCACCCTGTTGGCTCCCATCATCCCCCTG
GGCTTCATATTTGCTTACCAGATGGACAGCGCCTACGGGACCCTGCTCCATCGCATGAGA
GGGGAAGCTGAGAGTATCATGGAATCAGAGCGGGACCGCCTGAACTTACCGCAGGGTCTC
CCCACCTTTGAGAGCATCGAGAAGGCCCGCCGCGCTAAAAGCGGCCTCATGTCCATCCTG
GAGAAGTGATGCAACTGCGGCAACGCAACCAGAAACCGTCCAGCCGTGAGAACGACCTTC
ATTTCTATAAACGCCTTCTTTTGTGGACGTTGTTGGTCATTGCATCGTGGATCTGGAATG
ATCCAGTAACAGTTTAGATCAGAACAATGACTTTTTTTTTACTATTCTGTTCTTTGCTTT
TCCAGAGTATAAACCCAAATGAGTTGGTTACTTTGTTATATCATATTTATAAATG
>McF0019F13-MGRbd1
NCATTATGGCCGGGGAGGATTTTTAAGGAGAAAGAGAACAGGAGGAGATGGCTACGGGAG
AAATCACAACACTTCCCTCCCCAGCTGAAAACAGCAGAAGCGATGGCTTTCCTCCAGGGA
ACTACAAGGATCCTAAGAGGCTCTACTGTAAAAATGGAGGTTTGTTTTTGAGGATTAAAC
CTGATGGAGGAGTGGATGGAATCCGGGAAAAAAAAGATCCCCACGTTAAGCTTCGCCTTC
AGGCTACCTCAGCGGGAGAGGTGGTGATCAAAGGAGTTTGTTCAAACAGATATCTGGCGA
TGCATGGAGATGGACGTCTATTTGGAGTGACTCCCCTGTGCATCTGGCAGTATCATCTAT
CCATTACTACCTGAGCTTCAATAAACTTCATTTATCTTANGAAAAAAAAAAAAAAAAAAA
AAAAAAAAAACAT
>McF0019F18-MGRbd1
CTTGCCGCCGNTAAACCCGGGCATTATGGCCGGGGCGACATGGATCCTGATGTTGCTCGG
AGGCTGTTTGAGGAAGGAGCCACGCTGGTGCTGCTCGGTGTTCCTCGTGGCACAGAGCTT



GGGATAGATTGCAAAAGTTGGCAGGTTGGTCCTCGCTTCCGGGGAGTTAAGATGATCCCC
CCAGGTCTTCATTTTCTCCATTACTGCTCTGTTAGCTCCATTAATAGTGGAGGAGAGGTG
GGCCCCAAAACAGGCGTCTTCCTCACCCTTAAACCCAGAGAAATCCTCCTCGCCAACTGG
GATCCCACTGCAGAAGACCTGGACTTTTCAGCCTCCAAGAATGAAGAGGAGTTGACTCGG
ATCCGGGAAACTCTGCAGGAGCTGGATCCTTACTTGGGGCCTTACCCGTATGAGGTGATG
AGGAAGTGGGTGTCCCTCACAGACCGGATCAGTGAGGAGCTGGCTAAGAACCTGCAGCCT
CTCTCAGGGCGAGTGTGCGCCTTCTGTGATGTTATTCCTGAGCTGCAGCTTAGACACACC
AAAGACAGGGCAGAGCAGCCGAGAAACGACACCGCCTGTCAGAGCATGAAAGAGGGACTG
GACAGACTCCCCAAGATGAAGCAGAGGGAAGGGACAGAGCTGCGCTTCTCCACGATACCC
CAGAAGACCTACCCTCCTGGAGCAACTCCAGCCGAGATCACCAAATGCAGCATGGACCTG
AGCTATGCTCTGGAGGCGGTGCTGGAGAAGAACTACAAGGTGGAACCTCTCAACCTGCTN
CGTGAGCTGCAGTT
>McF0019G04-MGRbd1
GCCGTNAAACCCGGGCCTTATGGCCGGGCAAAGAGGCGGTATCAACGAATATACGTGAAG
TTTCTGGAGAACGTCAACAAGAAAGACTATGTGCGAGTGTGTTCCCGAAGGCCGTGGCGC
CGAGCTCCTCCAGCCCTCAGAAGACCGTCTCTCCCCAGACTGGCATCTCCTCCTGCCACT
CAGGTGCCGCCAAAAACCGGGGAGAAAGAGGAGCGAGTGAGTCCGGTGCTGCAGCGCGAA
CAGAGAGAGAAAACAAAAACGGCAGCAGCAAAGAAACACCGAGAGGGAAACGAGGTACCA
GCTGTTGTGCCAAAACCCAAGGAGAAGGAGGAAGAAAGGTATCCTGACAAAGAGAGGGAG
GACGAGGAGAAGCCGGTGCAGCCCCAGCAGGATAAGGTGGAGAAGCGGGTGCAGCTTCAG
CAGGAGAAGGCGAAGAAGCGTCTGCAGCAGCAGCAGGAAAAAGCAGAAAAGCGCATGCAG
CTGCAGCAGGAGAAGGCGGAGAAGCGGATGCAGCTGCAGCAGGAGAAGGCGGAGAACCGC
GTGCAGCAGGAGAAGGCGGAGAAGCGAGCGCAGCAGCCGCCTCTTGAGAAGGTGGAGAAG
CGATTACAGCCACTGCAAAAGGTGGAGAAGCGGGTCCCTCCGAAGCAGGAGAAGGTGGAA
AAACGCGCAGGCGCCACAGAA
>McF0019G08-MGRbd1
GCGCNGTTAACCCGGGCCTTATGGCCGGGGGGGGGGTACTGTCATGGGGCCACTGTCAGA
CTCCTCCCCCTCCAGGTCTGGTTCACTCTGCTCCTGATTGCCACCAGCTGCTGGCACTCT
TCTCATCATCTCTCCTGCTCTTAAGGAGCTCCAACACCTCAAGCCGACGCCAGATCGGTA
ACCCTAACGGAAACCACTTTACGAGTGACGCCAGCGTGGATCATCTGCTAAGCCGTTCCT
GTGAGCCGGAAGACTCCTCGCCTTACACCGACCGCGTTAGCACCTCCAGCCATGCCACAA
GCCATCTTCACATTCAGACCTCGTCGGGACTTAACCTCAGCCTTTCACGGAGAAGCAATA
AACCATTACTCACCTGCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
CTTG
>McF0019G09-MGRbd1
GCGTTAACCCGGGCATTATGGCCGGGGGACATCGGCCTGCAGCTCCTCACACGGGGAGTT
TTGTGCACACAAAGATTTTCGTGGGTCTGGACCAAACATTGGCTTCATTCAACATAAAGG
AGAAGGTTGAGGGTCCAGCTGGCTCATACCTGAGTCACATCCAGACAGAGACGGGCGCTC
GAGTCTTCCTCAGGGGAAAAGGGTCCGGTTACATAGAACAAGCTTCAAAACGCGAGTCTT
TTGAGCCTCTCTACGTCTATATCAGCCATCCAAATGCAGCTGGATTGGAATCTGCAAAGA
AACTCACAGAAAGTTTACTAGAAACCGTGAGAGCTGAACATGCCAGAGTGATGTCAGCGT
ACGCCACCGCAAGCACGCCTCAGACATACGCAGCACATGGATTTCCTCCCAATAGCAATT
ACCCTAACCAGTCCTCCTGGTATAACTACCCGGCAAATGGTTATGCTGGCGGCTACGCAG
CGTATCCAGGAGCCAGTGGTTACTGGAGTAATGCAAATGGTCCCCCCAGTCAATCTAACT
TGTCGACAACCCCTCCATCTTCTCAGGCAATGGTTCAGTATCCAGTGTGCCCTCGGAAAC
CACACCCCTTTCTTGTCCAGGCTCCGGGTAGCAGTGAGACTGTGGAACCTGAAGGATCTC
TAACCACCCCCCCTGACTCAGGAAGTACCAAACAACATTCCCAGGAGGGGGCTAAGGATG
AACAGCCCAGCAGCTGCTCCCCAGAGGGTCCTGCTCACCTGGAGTCCACCCTTCCTGTAC
CAAGTGCA
>McF0019G12-MGRbd1
CGNTTAACCCGGGCCTTATGGCCGGGCGGCCGACATGTTTTTTTTTTTTTTTTTTTTTTT
TTTTTTGGCCCGGCCCTCAGCTCTTATTTGTTTGCC
>McF0019H04-MGRbd1
GGGGGCCACTGCTTCAGAGGGAGGACTGTCGCCCGCACAGCCCCCTTCATTCATGGGCAG
AGCCATGAGGTATGTGATGTTGGGTGAGGCCTGCTACCCGCTTCAGAGCTGGCTGATGAA
GGCTTTCCCAGAGGAAAGGAGCCGGAGGAAGAACCACGCCGCCCTGACGCAGAGGCAGCA
GGTGTTTAATCAGCAGCTCAACAGAGCGCTGCGCGTGTCTGAGGAGGCGCTGCTGAGGCT
GAGAGCTCGCTGGCAGTGCCTGAGCAAGAGGAACGACTGCAGGCTGGACGTGGTGCCCAC
CATGATCCTGGCTTGCTGCATTCTGCACAACATGTGCGAGTCCCATGGGGATGCTTTCAA
AACCGAGTGGCAGGTTGAAGTGGCTGAGACCGAGAGCCCTCAACCTGACCACAGGCCTCT
CACCTCAGCCAGCATGGATGAGAGAAACTCCGAGGAGGTCAGAGGTCTCTTCTGTGACTA
TTTTCAACAGCAAGGCAATGATTTCACTCAATAAAAATACCAGAAATATGCTTTCCGAAN
AAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0019H09-MGRbd1



CGCCGTNAAACCCGGGCATTATGGCCGGGGTCAGACGCTTAGGAGCTACAGGAGGAGGAC
ATGAGGAGCGCTGTCCGTACGGCTGCTGGAGGAGGCTTCCATAACCCAAAACACAAGAAC
AAAACATGGCAGGAAAACCATTCCGAGCCACCTTTATTTGGACCAGCATCATTTCCAACC
TGCACACCCAGGTGGAGGTGAAGCAGCGGCGCCACAACCTGAAGTCCTACCAGGACTGCT
TTCTGGGCTCAGAGGCTGTGAATGTGGTGTTGGCCCACATCAGTTCCAACCGTTTCTTCG
GTGACGAGACGGTTCCCCGCTTCAAGGCCGTGCGTCTTTGTCAAGCCCTCATGGACTCAA
AGGTTTTCGAGCCAGTGGGGGTCAAAGTCTTCAAGAAGGATAAGAAAAAAGCCGTGTTCG
AGGACAGCAGTCACAGTTTGTATCGATTCTTGGGTGCAGCCACCACCTCTCCACCGACAC
TGACCAACACCAACTGCAACGCTACTATAGAGACCAGCTATGACCCGTCGCCCATGGACC
AGAGCAGCTATACAGAGGAAAGTCAAGAAGTACGGAGCTATACTCCTCACTTCCCTGTGA
AGGAACTGAAATCAACAGAGGACAGGCTAGGAACCCTCAGCCTCAGCTCCCCCCTCACCC
CTCGGATGATCAACCTCGGCCTCTCAGAAGAGCGTCTGCATGAACTCTGGCACCAGCAGG
CCATCACCAGATTGCTGCAACTGATAGAGCTCCCTCTACTGG
>McF0019H12-MGRbd1
CGCCGTTAAACCCGGGCATTATGGCCGGGGGTTGTGGGTGTGTGAGCGTCGAAGTAAAAT
GGCGGACTTGGCAAACGAAGACAAGCCTGCCATTGCACCTCCTGTGTTTGTTTTCCAAAA
AGATAAAGCTCAGAAGCGATCTGCAGAAGGCTCGAGTGCAGAGGATGGAGAAGATTCAGA
TAAAGATGAGGGAAGTTATTGTCCTCCTGTGAAAAGGGAAAGAACCTCGTCATTCCCGCC
CCCACATTCTGTTCCCAAGAACAATGTATTCATGCCCTCAAGTTTCTGCCAGTCGCCCAC
TGGGAATTCAGACTCTGAGCCAGAAGAGAAACCTGTGGGATTCCGCTTAAAGCCACCGAC
TCTAATACACGGACAAGCCCCCAGTTCAGGCGTCCCAAGTCAGAAACCCAAGGAACAGCA
ACGCAGTGTCCTCCGCCCCGCCGTTCTCCAAGCTCCACCCTCCAAATCACATATAGAGTC
AAATTCCAGTTGTGGAACCAATGGCGTGAAAAAGACATCAGATGGAGCGTCTGTGACTCC
GTCCCTCTTCTTGAATAACAAAGATCATTCACCCCCATCGGCCAAGTCACTGAAACCTGA
AAATCAGGAAGATGGAGAGAGTGGCAGCAAAGACGAAGACGGGAGAGAAAACGAGAAATC
TGTAGCTCTATCGTTTG
>McF0019I08-MGRbd1
TGTACGGCGTTAAACCCGGGCATTATGGCCGGGTTCAGTGGGAATCGCCGTTGAACTTCT
TTACTTTGCCTATTGCTTTTGTTGAACTGTAATAGGTGTCTGACTTGCGTAGGGATAGTT
AGTTTCTTTGCGGGTGATGTGTCCTGTCATAATGTATGGTTTAATACTTCTATAACACAC
AGGCTGTTCTATAAAGATGAGGAAGTTGACGCATTTAATCAGCTGTTGGATGATTCTGTT
AAAGCTAATCCTCCAAATACTGTTTGCACCCCCACTCCTCTGCCCTTCTTTTATATTTAA
ACTTGTCTGTCAGACATTATTATAGGAATTATTTTTTCTCTCAAAACAACTCAATAGGGT
TGGATTTATTTTTTTCTTGCTCTACTTTCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
CCTT
>McF0019I21-MGRbd1
TCCTCCCCCCTTTAAACCCGGCCATTATGGCCGGGGAGCGGTGACGGTGTCTGGACTCGG
GTTGACAGGTGGAGCAGATGAGAAGTGAACTCCTGCAGGAGAGGGCTAGCAGACAGGACC
TGGAGTGTGACAAGATGGCTCTGGAGAGACAGAACAAGGACCTGAAGGCCAGAGTGGCTC
ATCTAGAAAACTCCCAGAAGTCCAACAAAGACGGTTTGGTGCCCCAGCTGGAGACTCGCG
TCCAAGAGTTGGAGGAGAGGCTGGAGGGAGAGGAAAGGGAGCGAGCCAACCTGCAGCTGG
CCAACCGCAAGCTGGAGAGAAAAGTGAAGGAGATGATAATGCAACTTGATGAGGAGCATC
TGACAATGCAGGATCAGAAAGACCAATTGAATCTGCGTCTAAAAGCCCTGAAGAGGCAGA
TGGACGAGGCTGAAGAGGAGATCGACCGTCTGGAGCACGGCAAGAGGAAGCTGCAGAGAG
ACCTGGACGAGCAGCAGGAGGCCAACGAGCACCTCCAGAGCCAGCTGAAAGCTCTGCAGA
ATGAAATGAGGCGCAAGACCGCCGCTGCTCCGCTACTCAACAGCCTAGATGAAGATGATG
ACGATGACGTCAGCACTGATGGGGAGACGTACTTCAGCTCATCGTCCAGCTACAAGCGCT
CGAATCCGAAAAGCATGCAGG
>McF0019I23-MGRbd1
TACTGCCCTGTCATCTGAAGAAGTAACCTGAATCCAGCCGAATGAACAGAGCTACTGCTA
AGAAGCTAATAGAGCGGTACTTTCAGCAGTTGACTGAAGGCTGTGGAAACACCAGCTGCA
CAA
>McF0019J02-MGRbd1
GGAGCCCCGTTAACCCGGGCCTTATGGCCGGGGGTGGTTGGAGTGCTTAAGGCTCTCGGC
CGCGATGATCTGACAGATGAAATAACGAGAAAAAAAAGAAAGAAAGCGAAGGCGGCCGTC
GTCCCTCCGACAGACCATGTTCCCCAAAGGCAAAGGCACCCCGGTGCCGTCGGACAGCCA
GGCCCGAGAAAAGTTGGCTCTATACGTCTATGAGTATTTGTTGCACATAGGAGCTCAGAA
GTCTGCACAGACCTTTTTATCAGAGATCCGATGGGAGAAAAACATAACACTTGGAGAACC
CCCGGGGTTCCTCCACTCCTGGTGGTGTGTTTTCTGGGACTTGTATTGTGCTGCACCTGA
GAGGAGGGAGACATGTGACCACTCCAGTGAAGCAAAGGCCTTCCATGATTATGTGAGTGA
AGCAAAGTGATCTGTTCTATCTTCATTTAGCCCATTATTAAAGTAAATTATATACAGTCC
ATTCCACTGAAACAAACCAACTAAATAAAAATTCATTTTTTTAAATCTAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAACA
>McF0019J05-MGRbd1



GGGAAAACTGAAGCAGACGAAGAAGAAGACGTGGACATCATTGTGTTGAGCGTGGAAAAA
GGAAAACAAAAACCTTTCACTGTCATCATATTCGGAATGTTGTCGGCGACCATGTTGGCC
AGAACAGCGCTAAGCAGAGGCATTACTGCCCAGCACCTCTGTAAAAACGTGACCCTGTAT
ATGAATGAACTAACAGCTACGGGTTCCGGAAGTCCGACCACCAAACCACTAATGTTGATG
TTGCCGTGGTTGGGTTCACGTCCACAAGCCGTGGATAAGTATTGTGAGATTTACTTTCGC
ACCGGCTTCGACGTCATCGTGGTGGAGAGTGAGGTAAAGGATTTCCTGTGGCCTCGATGG
GGACTAGACCGTGGGAAAACATTGCTGGATTTGCTTCTGAGTGATCGCTTTATGTCCCGG
CCTCTGCTTGTCCACGCTTTCTCAATTGGCGGCTACACATTTGCCCAACTGCTTGTTCAT
ATGTCGCACGACCAAGAGAAATACCAGGAATTTGCCAATAGGATCAAAGGTCAAGTTTAT
GACAGCTTGGTGGTAGGCTCATTGGAGCAAATGGCCACAGGTAAGTGGGTTCAAGCATCA
AGTACTGAATGGATTTTTTTTTTCTTCAATAAATTATGTATATAAAACCAGCTTTTTTTA
TTTTAGGTAAAAAATAATATTGGATGTCTTTGTTTTTTTCCTGTCTGTCTGTTTAGGTCT
TGGAAA
>McF0019J16-MGRbd1
TTCGGACCGNGTTTAAACCCGGGCATTATGGCCGGGGGTTTTTGTTTTGAGAGATGAGTT
GAGGGCTCTGCTAGCTAATAGTTAGCTACAAATGTCTAAGTACTTTTTTGACCCAGCATT
CTTCAAAATGCCACAACGAAAGGACGGGTGCAGCAGGGGTTCAAGGTCCAGCTGTTGAAT
GTGTTGCACGGTCGCTATTCATGAGGGCAACTGTTAGGACTGGATGCCAGAGATGACCGA
AACACAAACACGACTTGGTCATAAACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0019J18-MGRbd1
CNTTAAACCCGGGCATTATGGCCGGGTGCCTTGGCATCAGGAGCCGATGAAGGACGTGAT
AAGCTGCGACCACTCAGAAAGGGGAAGAACCAACATGCGGTAAATATTTTGGTATACTTC
CATTTGCTGTTGCAAAACTATAGGTTCAATCATAACATATTTATATTGTATATGGGACAT
AAAGGGTTTCAACTTTGTATATTTTTGCTATTTACTCACTAGAAAACAATTAGTTTTAAA
AGCTTGACTTATTTTGACTAAAACAATCATAGTCTTATGTTGGATGTGTTTTAAATCGCT
TAAAGAGATTTAATTGTAAATTATTTTTTACTGCAGAACATATCCGGCTGCATGCTATTG
CAATCTGTTTGCCGTCTTGGTACTTTTGATTAGTTTTTGCATGCAGCTCTGTGCTTAGCA
GGACACTGAGGTGTTCTTGTATTATGTCTGTTTCTGTCTGAACTCTGTACGGCTGAGTGA
GCACTTCAGTTCTCACGCCTTAAGTGTCCTTTCTCTTTAGCACTGACCCCCTAGAGGAGG
GACAGCTCAATAAAATTAAAAATAAATTTAGAAAAACCTATTTTCCTCTATTCTTAATAT
TGTTTTTTATGTTCAACCTTCATTTCAGTGGAAATGAGCGTGAAATTTTAGTTTGGTCAG
ACAGTGTAAGAACAAACTCCTCTCTCTGGACTAAAGTAGTATTTACTGACATTGTAATGA
AAATGCACATGAATGCTGGCCTTTGTTTAGGAACTGGATTTTAT
>McF0019J24-MGRbd1
CCGTTTAAACCCGNCATTATGGCCGGGGGGGGTCATTTCGGAAAAGGGCTCGCGCTCGCA
GCCGCGATGGCGTCGCCGCTGGAGATGACGGAAATGTACGACAACGCTCTGCTGGGGATC
CTGCAACACGTCGGAAACATTCAGGACTTCCTGAGGGTCTACTTTGGGTTTTTGTACAGA
AAGACGGACTTTTATCGACTGCTGTCCGGTCCCGACGACAGGATGGGCTTCCCTCCTGGA
GTCGCAGAGAAGATGGTGCTGAAGACGTTTAGGCTGTTCGAGCAGATGGCGGATCAGGAC
CGGCAGAGGGCGCTGAGCCAGCTGCAGAACGCGGAGGAGAGCCGCGGCGTTTCTCCTGCA
GTCCAGGAGCTGCAGGTCTCCTCTGAGCCCCCAAAGGCAGAGGAGAGGAGCAGCGTGGAG
GCGCCACAACCGGAGAGCGCCGCCAGCGAGGCTCCAGACGCTGCGGCTGCTGCCGGTGAG
GCTGCGGCCCCCAGCGGCAGAGGAGCTCCGTCGTCTCAAGGAGATGAAGCGGCGGCGGCG
GGAGAAGGGAACCAGGACATGTTTCAGGCCAACCCCGACAGCTACAACGGAGCACAGAGG
GAGAACTACAGCTGGTCTCAGGACTACACGGACGTGGAGGTCCGGGTCTTCGTGCCGAAG
ACGGTGGTGAGAGGCCGACAGGTCAGCGTCAGTCTGCAGCCCAGCGGCATCAGAGTGTCC
ACGA
>McF0019K07-MGRbd1
GGGGGGGGGAGCTGAGCTCCTGAGAAGCATTTTCAGACCATAACCCTGCTTGCTTGGAGC
TTGGGTGCTTTACATTTAGCACAATGTTCTGGCAACAACCAAAGCCAGACCAGATGAAGA
AGCATGATTCATCTTTTCCAGAGAACTTTGCAGCTCCATTCCACAAAGCCGTCCATGTTT
TGTTCTTTCGTTAATCTGAAAGACACCGGAGGTTTGGAGGTCTAATAGTTGACACTACAG
AAGGTGGTGACCTCTGAGTGCCATGCACCCACCCGGCTGTCAGTGTCACACAGCTTACCA
TTTTGTGCCTTTTCACACACATTTTCACACCAACTTCTCATGTAGAGTACAGACCAAAGG
TTTGGACACACCTTTCCATTCATTTGAATGAGAAAAGGTGTCCAGGTGGTCTGTACTGTA
CATGGACGCATGCGTAGGGACCCTCTCCGTGTCACATATTGACGCTTCTAGTGAGCCTAA
CTCGTCGTTTTACGACGCGCTACCTGTTCCGATTTAATTACCTCAATAAAGTTTCACAGA
TTCTGACTTCCGCGTTAATGATAATAATAATAAAAATAATAACATTTTAAAAAAATGGAA
AAAACTTTTTCCCTTCATATAGTCTAAAAGCAGCACGGTAAAACAGAAGTGAAAGTAAAT
TTATTTTTTATGTTTCAATATTCATTCATTCATTCATTTTTTTTTTTTTGAA
>McF0019K09-MGRbd1
AAACCCGGGCATTATGGCCGGGGGAGGGAAGGGAACCTGTTTTTGCTGTTGATGATATTG
TAAAAACGGAGGCTTTTTATAATTGGCGAACGTGCGCATAAATACTGGGGGTTTGACGAT
TCGTTTACATTCGATGTGTGGTTCATAGTCGATATTGGTTTATTTTGAACGATCCGATTC



CCTGACGTAATCGATCCAGGACATCTTTAGCCAAAACCTCAACCAGTGTGCCTCAAAGAG
AAATACCTGGATACTGAACAGTGAGCGTGAAGACTTGTCATGGGGAAAAGCTGTAAAGTC
GTGGTGTGTGGTCAAGCTGCAGTTGGAAAAACTGCCATACTAGAACAGCTGTTGTATGCC
AACCATGTTGCAGGTTCGGAGCCAATGGAAACCCTGGAGGACATCTATATTGGCTCCATA
GAAACAGACCGTGGCACCAAAGAGCAGGTGCGCTTTTATGACACTCGTGGACTCCGCGAG
GGGCTGGAATTTCCCCGGCATTACTTCACTTTTGCCGACGGATTCGTGCTCGTCTACAGC
ATTGACAGCAAAGAGTCGTTTAAGCGAATGGAGGCGCTTAAGAAGGATATTGATCGTCAA
AGAGACAAGAAGGAGGTGACAATCGTTGTGCTGGGAAATAAACTGGACAAGCCAGACGAG
AGGAGAGTTGACCCCACCTATGCCCAGAATTGGGCGAGAAATGAGAAGGTCCGTCTGTTT
GAAGTGTCGGTGGTAGACCGTCGCACACTCATCGAACCCTTTGTTTATCTGGCCAGCAAA
ATGACTCAACCACAGA
>McF0019L18-MGRbd1
GGTCCGCGTTAACCCGGGCATTATGGCCGGGGGATCTGCTTGCGTCCCAGTTAGCAGATC
TCACAGTGCCTGGATGAGGCTGACGCCTCTCCTTGTCCTTCGGTCATGAGCGCTGCAGGC
TGTTGGAGCTCGGAAACGTAGCCGTTCCTCGATGCACGGGGCAGCGGCAGCAGCTGTCAT
GTGAATCAGCTGGACGAACAAGGAAGGAGACAAACCACAGAACGATCCACAAGTCTGTTA
ATTTGAGGTTGTAGCAGGTGAGGTGGCAGGATGGCGGGAACAGGGGTATCCAGCCCTGCA
AACCCCACCTGCAAGATTATGACCTTCAGGCCCACGATGGAAGAGTTTGAAGACTTTAAC
AAGTACCTGGTCTATATGGAGTCCCAGGGTGCACATCGGGCCGGCTTGGCTAAGGTCATT
CCCCCTAAAGGGTGGAAACCTCGGCGTACGTATGACGATATTGACAACTTGATGATCGAC
GCTCCCATCCAGCAGATGGTGGCCGGCCAGTCGGGGCTTTTCACTCAATACAACATCCAG
AAAAAGCCTCTGAGCGTGCAGGAGTTCAGACGGTTGGCTAACAGTGACATGATGTGGAGG
AGTGGAACATTGGCCACCTGAACTCCATCCTAGACGTCATCGAAGAGGACTGCGGGGTTT
CCATACAGGGGGTCAACACTCCGTATCTATACTTTGGCATGTGGAAGACCACCTTCTCCT
GGCACACTGAAGATATGGACCTGTACAGCATCAACTACCTTCATTTTGGAGAGCCCAAGT
CCTGGT
>McF0019L19-MGRbd1
GTTAAACCGGNCCTTATGGCCGGGGAGACATAAAGAACTGATGAAAAGGGAGAACTTGCC
TTCAATTGTCTCACGTCACGGAAAGAGTTACTTTGTTGTAGCGCGCTGAGAATCAAGGAG
GAAGAAAACAACAACAATAATAGTGGCTCGTGTCGACGGTCTACTGAGGCGGACAGCTTG
TTTTGGTCGCTCTTTCTCCGTGGAGTGGAGACGCGCAGGGAACCTGTTTACGAGCCAAAC
GCATCAAGTTTGTGCGTGAGGAGCAAAATGCGCCGGGATACCATCACCCATCCCTCTGTT
CTTCCTCACGCCGGACATACGCTCATCGCGGGTTGTTTTCGGGCCGCGCGATGAGAAGCG
AGTCTCTGGGCAGTGGATGATCCCTTTATTTGAGGAGGATTACACTCACCATCAAGGTTT
TATATATATATTTTTCGGTGAAACCAATAGTGGTATGTAATGTGAATGGAATCATGCTGT
CACTACTTTAAACTAAACTGATGGTTTAAAAGGGCTTCCGGTGTTGGGAAAAATGTCCCT
GTTTTGACTGTCTTCTGAGCTCTCACAAGTCCTCTGGTGGTGTTCCATCCAACACAGCAA
CTGTGCAGTAATAGGAGATGAGTTTAAATATTACAGCGAGTCACTAACACGGTGCCCTCG
TTATAATAATTTAGGCACTATGCACATGTAGAGATTCTTGGACCCTCTGGAGTGTCAGCA
TGTCTGTGAAAGCCGTAGCCCTCTACACTTTTTTGAGTGAAA
>McF0019L22-MGRbd1
ATTATGGCCGGGGAGCCGAGGGCGGAGGATCAGAGGAGAGGGATGGCAGAGAACAGCTCC
GAGACAAGCGGCTCCGTTTCCCGGAGATGCATGGCCCAATCTTTGGGGGAAAGAAACAGT
TCGGCCGGTGTCGGGGCATCGAAATGGATACGACTAAATGTCGGTGGAACCTATTTTTTA
ACAACAAGACAGACGCTATGCCGAGATCCCAAATCATTTCTGTACAGACTGAGCCAAGCT
GACCCGGAGCTCGACTCCGACAAGGATGAAACTGGTGCCTATCTCATTGACAGAGACCCC
ACATACTTTGGGCCGGTGCTGAACTATCTGAGGCATGGCAAACTGGTGCTCAACAAGGAC
TTGGCAGAGGAAGGTGTGCTAGAAGAAGCTGAATTCTATAACATCACATCATTAATAAAA
CTTATCAAGGACAAGATTCGGGAACGGGACTGCAAAACGTCACAGGTCCCAGTAAAGCAT
GTGTATCGAGTGCTGCAGTGCCAGGAGGAGGAACTAACACAAATGGTGTCGACCATGTCT
GATGGCTGGAAATTTGAACAGCTGGTCAGCATCGGTTCCTCGTACAACTATGGAAACGAA
GACCAAGCCGAGTTCCTGTGTGTAGTCTCCAAGGAGCTGCACAATCAATCATACGGGACC
AACAGTGAGCCTAGTGAGAAGGCAAAGTTGGCGCAGCTGCTTTAAGAAAGTACCAGATGG
ATTTTTGACACGTGATCGAGCATCAAATGGTA
>McF0019M04-MGRbd1
GGGGCGAGTTAAAGAGGAAAGAGCTGGAAGACTTCAAGGAGCGAATGCGTGTCAGAAAGG
AGCAGCGAATGTTAAAGACTTTTGCTGTGGACTCTGAGAATTGATGATTGCGAAAATTGT
AAAAATACAGGGATTTCTCATAACAATAAGGTTACAGGGCAATAATAAGGCATGGTCAAA
ACGGGAAAATCAACACAGACATCCATGTTCTAAAGAAGTTCTGGACATTTTCATACTTCA
CCCAATATTAAGGATGTATTTCAATTATATATATTTTTTGCAAGATTTCTTTTAAGTGAC
TAATATTTTGTTTCTTTAAGATTTACTGATATAGTTTGCTGTCATGAAAAAATTAGCTGC
TTGTGATGTAACAATGTCTTGTTTTTTTAATGTGGAGTAAAGTAAAACACAGCAATATTG
TTGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACATG
>McF0019M07-MGRbd1



CNGNTNAAACCCGGGCATTATGGCCGGGGGAGGGGTGACCGAGAGAAGCAGAGTCCTGGC
TGAGATCAGCGAGGAGCTGGACAAGGTGAAGCAGGAGATGGAGGAGAAGGGCAGCAGCAT
GTCGGATGCAGCTCCGGTGGTAAAGATCAACCAGAGTCTGACGAAGCTGAAGCAGGAGAT
CGTGCAGATTGACTTGAGGATCGGCGTGGTGGAGCACACCCTGCTGCAGGCCAAACTCAA
GGAGAAGTCCAACATGACGCGCGACATGCACGCCACCAACATCCCTGAGCCCACTGCAGG
GCCCTTCGCTTAGCAGCACTCACGGACCGGGTCAAACCGGAGCCAGTTCTGATCTGAAAC
AAAATGGTCGTTCTTTCAAATCAGTTACAAATGAAACATTTATTGAAATTTCAAACATTT
ATTTTTTTACTACCTTTAATAAACAAATAAACACACCTGAACTGCAAAAGTCTAAATCAT
CTGGACCCAGAAAATGTTTACATTAATTGGAGCCAAATGAACACTAGAGGTCACTGTTAC
TGCACTGAAATCCAAATTCGTTGAACCTTTACTTTGAAATTTTTGAAAAAACATGTACAT
AAACTGTAGTTTTTGTCAGAAATGACAAACATATTTAAGAAGCAGGAAAATAAATCATCG
AGAAGTACAAAGAGCTGCTTTAGTGTTCTAGTAAAATGTCGAAAGAAATCCCAGTTAGTT
ATTTAGCAAGTTATACCAACACTTGTCAGGGCACTATTCCTGAGCCCTTATCCTGCCTTT
AAAATAAACAAGGATTTTAATTTTTTTATTTTTTGCTTAG
>McF0019M08-MGRbd1
GTTAAACCCGGGCATTATGGCCGGGGGAGACCCGACTGGCATGGGGACGAGGGGACTATT
TGGGATGAGTTTCCCACGCGGACACCATCATTTATGAGGGCATACGTTTGTGTTTACTGG
AAAAACAGTGCTACGACTATAAGTTGGAACAATTGAGGACCTTGAAGGCTGGATTTTATT
CATAAAGGAGAAGGCGTTTCCCGCCTGCCACCCTCATCATCCGGAGGAAAACGAGCTTCC
TTTTGGGAGGATTCCTTCAAAACAAGTCAGCTGGAAGCATCAGCTGACTTTTGCAAGATC
AAAGTTTAATCGGATTTTTGGAAGGCATCTATTATTATTATTATTATTATTACCATTAAT
ATTCGTAATGTGAAGAAACACCGGGGCTAGTGTCCACTCTTTCCTGGCTGGAGAAAGGCC
AGAAGTCTGGATCTCCATCCATCATCATCGGTAAATCCCGGACCAGCCCGGTTCCGTCAT
CATGGTTGACGCGCAGGGACAACGGGAGGCGTTTTAAACGCGTTCGAAGGGAGAGTCGGA
ACGCCGACATGGACAAACTCACCGTGATATCCGGTTGTCTGTTCCTGGCTGCAGACATTT
TCGCCATCGCCAGCGTCGCCAATCCGGACTGGATCAACACGGGAGATTCTTCCGGATCCC
TGAACGTTGGTTTAGTCCAGCAGTGCCAGACCATCCACGGGCGAGATCGGACCTGCTTCC
CCCCTCAGCTGCCCGGAGAATGGGTCACCACGCTCCTTTTCATCGTCCTGGGCATCATCT
CT
>McF0019M11-MGRbd1
GCCCGTTAAACCCGGGCATTATGGCCGGGTACCATCGTTATTATCGATGGCGTGACGCAG
GAGGAAGACGGAAAAGGAAAGGGAAAGGGCCTGAATGACCTTTTTTTGTATATACTGTTT
GGAATTTTTCTAGTCACTGTGCTGCTTTTTCCTCTTTACTATATGTATGTCAACCAGTGC
TGTATGCGATGGAGATGTCAATTTCCATGCGGGAACCTCCCAAATGGATAAATAAAGTTG
TCTATCTATCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAATTTAAAAAAAAAAAAAAAAAAAAAAAAAAAATCTTTTGGGCCGCCTGGGC
>McF0019M12-MGRbd1
GGGTCCTCCAGAAGATGACTTCATGCTTTGGAAGGGAGCAGCAGCTTTGAGGACTACAGT
GTAGTGGCCACACTATGTTTCTGTGAGATCTCTTCCTTGCAGTAATGTGGCGCCTGACCG
TCGGGGGGAGGAGCAAGAGTAAAATCGCTGTGAACTCTGAAGTCCCGTTCTCAAAGAGGT
ACCTGAAGTATCTCACCAAGAAGTACCTGAAGAAGAACAACCTCAGGGACTGGCTGCGGG
TCGTAGCCAACACCAAGGAGAGCTATGAGCTGCGCTACTTCCAGATCAACCAGGATGAGG
AGGAGGAGGAGGAAGATTAAACCAAATATGACTTTACATAATAAAACATCTGCAGACCAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0019M15-MGRbd1
ACACTTGCGGATGTACTTTGTATTTCCAGCTCCAGGAGATGAACCTCAGGGGCCATAGGG
ACCAGTAGCACTCTCAGCACTGGCAACTCAAATACAGGGGAATCGTCAGGAAGAGCTGCT
GTTGCAAAACCAAAAAGATCACATGAGATTTGAGAAAATCTCTGTTAACTAAATCAGGGT
AAATTATGACCACGCCAAGCAGTCAGAGCAAATTCCGACCCATCCTGGTCACTGTTCTCC
TTCTGGGAGGTTTCATGACTTTTCTGTTTATGTACATCAAGCCATCCCCACAATGGTTGT
ATGAGCCAGTAAAGTCTGTAGTTTGCTCTGACCAGTTTACCTCCACTACGGAGCAGGTCA
CCTCCAAAAATATACAGTCCAACACCACCAACGGGCAGGTCACTCCTGCCAAGAGCGATG
AAAAGAAGACCATCCTGTTGGTCTGGTTGGTACCTTTCGGACAACAAAACGACTTGAATT
TCTGCAAGTCGCGTTTCAACATGGATTACTGCATCATCACCACCGATAAGAACATGTACA
GTAAAGCAGACGGGCTTCTGTTCCATCACAGAGACATCAGGGGTGACTTATCTAGCCTGC
CACAGACGCAACGACCACCGTACCAGAAATGGATATGGTTTAACATGGAGTCACCTACCC
ATTCAGG
>McF0019M22-MGRbd1
TTATGGCCGGGGGAGCAGCGGACCCGACTCTACCCGGACCTCGCGGCAGGAGTGCACCAG
CTTCAGAAACAGTTCGACTCAGTTCGAGAGGATCTGCGCATTTTGGGGATAAAGCACGGA
GGGATCCACCCAGCAAAGTTACTGGTGACCTACGAGGGGAAGACGCACGCCTTTAAAACA
CCGACAGAGGCTCGAGAGTTTCTCAAGAAGATCCAGAAGAACTCTGAGTGAAAGTGATTC
TGATCTGAGATACTATTCTCTCAACAGTTGTGAGAAACAGGTAACATGACGGTAAAATTG
ACATTCCAATATGGAAACATCTGAGTGACGTTTTTTCTTCTTCCCTTATTTTTCTTTTTC



TTAATTAATAATATTTTTTTGAAACAATTTTTACAACTGTATACATTAAGTGAAAATTAG
CAGCGTAGTAAAATTATTTTTGGGCAAGGCACGACCAGCAGTGGCGTTAATGTTCGATTT
GAGTGACATGGGCAGACTGTTCCTACCAGAGAGAGGATCAGGCACGTGCCATGGCGGGAG
ACACAA
>McF0019N10-MGRbd1
TGCGAGCCGCGTTAACCCGGNCATTATGGCCGGGGGTTTTTGTTTTTGTGCACGTGACTT
CCTGTCAGCTTGTCTAGCTTAACGGTAGATCCACGGTGCTGCATCCTAAAAAGCCTACCG
AACCTCACCGGGACGCAGTCGTTTTCACTGTGGACCGCTATCACCCTGTGCTGATAAATT
CTCCTCTCCGCGGAGCTAAAACAAAGATGGATCTGCTGCCTGACCTCTGGAAACAGGAAT
ACTGGCTTCCTCCTGGTGTGACCTGGAAAGACATGGAGCAGCTGGCAGACTCAAACAGAC
CTGAACCCCAGGATCTCCTCGTAGCTCTGCCCCTTTCCTTAGGCTTTGTTGTCCTGCGTC
ATGTTTTCGAGAGGTTTTTGGCCCCGCCCCTCTGCAGATACTTTGGGGTAAAGAAAAGAT
CACGAATGCCGGCTGGGTCCTTCCCACAGCTGGAGGTATTTTACAGCCAGAGAAGCAGCC
ACCCAACACAGAAGGAAATTGCTAGTTTAATGCTGCTGTGCGGGAAAACCCAGCGGCAGG
TTGAGATGTGGTTCAGACGTCGCAGGAACCAAGACAGACCCTGTCAAACCAAGAAGTTTG
GAGAAGCTGCCTGGAGGTTCTTCTTCTATCTTGCTGCATTTGTCGCTGGATTTTTCAGTT
TAATTGATAGACCCTGGTTCTGGGACCACAGGGAGTGCTGGAGGCAGTATCCATTTCAG
>McF0019N13-MGRbd1
GGGAGTCCCACGTCGGTTTTGGGGTGCAGGCAGGAGCACAACACCGAGCCTGGTCGTTAG
CTAAACTTTAAAAACAGAGCGGTTAACTAACTGTGAGACTAGTTTAGAAAGTGCCAGCAC
CCATGTAAACAAAATAAACAGCCTTATTTGAAACCCAGAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAACTT
>McF0019N21-MGRbd1
GGCAGCCTCAGTTTCAGAAAAAAGTCTTCCTGTGCATCAAGAAGAGCAGATACGCTGGAA
ATGCCATCAAGACTTACAAGTACAACGTCCTGACCTTCATCCCTCTCAACCTGTACGAAC
AGTTCAAAAGAGCTGCCAACCTTTACTTCTTGGCTCTGCTCATCCTACAGATCATTCCAC
AAATTACCACTCTGCCTTGGTACACCACTCTAATTCCTTTGGTCGTGGTCTTGGGGATCA
CGGCCATCAAAGACCTGGTGGATGATCTGGCGCGCCATCGAATGGACAAGGAAATCAACA
ACAGGAAATGCGAGGTGCTGTTGAACGGCAGCTTCCAAGACTCCAGATGGAGGCAGATTC
AAGTCGGGGATGTGGTTCGGCTCAAGAAGAACGATTTTATTCCGGCTGACCTCCTGCTGT
TATCCAGCTCCAACCCAAACAGCCTGTGTTATGTGGAAACGGCTGAACTCGATGGAGAAA
CTAACTTGAAGTTTAAGATGGGGCTCAGAGTTACGGATGAGATGCTGCAGGAAGAACGGC
AGCTGGCAGATTTCGATGCCCTGATCGAATGCGAAGAGCCCAACAACCGTTTGGATAAGT
TTTTGGGAATGATGCAGTGGAACGGCGAGCGCTATCCCCTGGAGCTGGACAACATGCTGC
TCCGAGGCTGCAAAGTCAGAAACACGGACGTGTGTCACGGGCTGGTCATATTTGCAGGAG
GGGACACCAAAATCATGAAAAACAGCGGCAAAACGAGGTTTAAGAGGACCAAGATCGACG
AGCTGATGAACTACATGGNTTACACAATCTTTGCTG
>McF0019N23-MGRbd1
CATGCGCCCGTAAACCCGGGCATTATGGCCGGGCAGTCTACGAGGAAGTGCTTCTTACTG
TGCTCTTGGAGGTGGAGATGATCCTTAACTCTAAACCTCTGGGCTACGTCTCTGCGGACG
TGGCAGACATTGACCCTGTGACACCTAACAGTCTCCTGATGGGGCGGCCTGACGGATCGC
TGCCTCAGGTGGTCTATCCAGACACTGAGATCCTGAGTCAGAGACGTTGGCGGCACTCAC
AGGTGCTCGCCGACCACTTTTGGGCAAGATTCCTTCGGGAATACCTCCCCACCTTGCAGA
CCAGGCAGAAATGGCATTCAGCCACCCCAGAACTCTACATGGGTGCAGTGATCATGTTAG
TTGATTCTCAGCTGCCCCGAGCTTCCTGGCCCATAGGAAGAGTTGTTAAGATTCATCAGA
GTGATGATGGACACATCCGGTCGGCTGATGTTGAGATAAATGGACATGTGTACACCCGAC
CCGTTGCTCGTTTAGTTTTGTTACCTGCATTGCCATCTGGGGAAGATTAGTTTCAGTTTG
CACTTTGTTTATTTGAAGCAAATGTGCCTTGCACATTTGGGGGCGGCTGTTGTGAAGGCT
CAGCCCATTGTTGATGACATCACAGGAAGTGATGCCGAGTTCCTTTTCTTCTTCGGTGGT
TTTTCTGGATTTGTTGAGCTAGTTCCTGTTTCCATGTGCTCTGGACCAGCAGCAGAGAGA
GAGA
>McF0019O05-MGRbd1
GGGGCTGCACGGTGGCGCAGTGGTTAGCGTTCTTGCCTCACAGCAAGAAGGCCCCCAGTT
CAAGTCCCAGCTGGGGGACATGAAAAACTCAACATCAATGGGGGACCTTTCTGTGTGGAG
TTTGCATGTTCTCCCCGTGCATGCGTGGGTTTTCTCCGGGATCTCCGGCTTCCTCCCACC
GTCCAAAAACATGCCACATAGGTTGATTGGCAACTCTAAATTGTCCATAGGTGTGAGAGT
GAATGGATGTGTAATTGCAGATATTCCCTTGCGTACGCCCAAGTGGCCAGGATAGGCTCC
AGCAGCACCGTGACCACAAAAGGGAATAAACAGTTAAGAAGATGAATGAATGTATAGGAA
AAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0019O18-MGRbd1
CCCGTNAAACCCGGGCATTATGGCCGGGAGGGGATGATGGTCTAAATGAACCACAATCTC
TGCTATGCACTACTGATTCTATCATTTTAGTCCTACTAAAGCTGAGTGGCCTTGGCTAGC
TCCACGTTAGCCGTCCTATCTCAACGCAGAAATGTGTGAAAGGGTAAAGTTTGTGGGGTT
ACGACTCCCACACCGCTGAGATTTCCCAGCAATCGTCTCAGATTTACGTTTTCACGCCTC



GGTACGGAGAACAGAACATCGTCTTTCCCCTCTGGTGTTTCTTTAGGTCCGTCTTCCACG
TCGTTGAATGTCTGCTCCTAATGTCAATACTAAAGTTATCCTCAGGGTGTACAGATTATA
AATATACGGGTATTGTTGTAAAAAAAATGATTTAAAGGTGCGGCTGAGCGAGGATGATCG
GACTGCTTTTGACTCTGTACATAAAATGGATTAACTGGAAAAATGAAACCTCCTGATTTG
TTTTTGTAATCCCATTCCCACCAGAAATCTTTTGTAAAAGTTGCATCCTTGTAGAAGCTG
TTCTTTCAACAAAACTGGTGATCTACTTTAATATTTTTTAGGTTTAGCAGCAGCAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0019P02-MGRbd1
GGNCATTATGGCCGGAGAATCTGACTTCAAGATTCAACGGAGGAGGCTGCCGCGGATGCT
GCTGGATCTGATGGATACTCGCCTTTTTCCCCGGCCGTGAATCAATCAAAAATAGGACTT
TGTGATTGCCTCCTCCTCGTACCCTCCCTCTTCTCCCACACACCTGACTGCTAGCGGCGA
AGATTCCCGACGTTTGATCGCGCGGCGCAGCGCAAAGGGAGGAATGGAGGTGCTGGTGGA
GTTCGACTACGAAGCGCTACATGATGACGAGCTGACCCTGCGGCCGGGGGACGTCATCAG
GAACGTGCGCTACGTAGAGGAAGATGGCTGGATGGAAGGAGACCTGAACGGGAAGAGGGG
AGTTTTTCCGGACAACTTCGTNNAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0019P08-MGRbd1
TTCGGACCGCCGTTAAACCCGGGCATTATGGCCGGGCCTAATTCAAGTTTTCATGTCCTG
TAGCTTAGAGGGAGCAGTGGATAACCATTAAGGCACGTGCCGGTACCAGCGGATCATCAT
AAGACATGCCGTGAGGGCGGCCCCCGCCAGGCAGGTCATCACCAGCCCTCTGACAACTGT
TGTAGCCGGACGGATGGGATTCTAGAGACAAAAAAAAGCAATCAGGCATCAATTTTAATA
GCAGAAGAGGACTGACTACTGCTAGACACTTACGTTCGGCGGCTCCTCACGATAGGTCGT
GTAAGTAAGTCTAAACAAAGTGGACAATGAAGTTATCAGTTAATACAAAATAGTCATTCC
AAAATGATTCACCAGAACAGGGCAGAGGCTTGTGACACATCTGATGTTGTTCACGCCCTA
ATGAATCAGTGAAAATGAAGACACGAGGACAAACAATGTTTGGAGATATGTTTGTATAGA
TTATAGAAAACAATAAGTAAAGATATGGAAGCGATTGTAAGGTAAAGTAAAAACCAGAAA
TGCTTTTTCCTTTTCAAAATGAAGCTGCATTTTTGACTCAAAATTAAAATGATAAAGTAA
TCCGCCNNNNAAAAAAANNNAAAAAAAAAAAAAAAAAAAAAACAT
>McF0019P10-MGRbd1
GCGTAAACCCGGGCATTATTGCCGGGGACAGTTCTCTCTCTTGTGAGAGCGCGGGCGCAG
CATGGCTGGAGAGAGAACGGCACCTTTACGCCAAAGGACGCAAACTCGACCTCTTCAGTG
ATCCATGCTTCCAGCAGTTCGGAGAGGAGCTGAACAAAGTCCTAAAAGACTGGCAGCCCA
GTGTGCTTCCTGATGGCTCACTATGGGGTCGAGTGGAGGAGCAAAGTCTGTGGAGCAGCC
AGCACCTGGGGGAGCAGAGTCCCGCCACGCTGCTGCGCTCCCTGGTTTACCTGAACACCA
AATACTTTGGCCTGCGCACCGTGGAACAGCATCTCCGCCTCTCCTTCGCCAACGTCTACG
GCCCTGACACGGTCCATCCTGTCACCAAGGAGAGCACGGTCTGCATCCGCGTGCCCTCCA
TCAGTCAGGATCACCATGTGCAAACAGAGTCTAGGAAGAGGAAGCGCAGCCTAAAGGATG
GCGAGCAGGAGGACGAGGACACGGGCAGCTCCTCAATACGGTGTCCTGTAAAGAAACACG
AGTGTCGTCTCTATGAGATCTACAGATCCAAATGAACGCAGGTGACATACAGCAAGGAGC
AATAAACTGTACATCAATTGTTCAGAGAAAACGCCTGGGGGGATACTAACACGAAATAAA
CTTATATTAAACANAANAAAAAAAAAAAAAAAAAAAAAAA
>McF0019P19-MGRbd1
TGAGCGCCCGTTAAACCCGGGCATTATGGCCGGGCTGGAGGAAGAAAAAGAAAAGGACAC
CGCTGAGGTCAAAGAAAAGGACGCAGAGAGTGGCAAAAAAGAGGAGGAAAAAGTTGACAA
GAGAGTCGCTAAGAAAAAAGAAAAAGAGGACAAACTAAAGAAAAAGGAAGAGGAGAAAGC
AAGAAGGAAAGCAGAGGAAGAAGAGAGGGCTAAAAAGAGAGAGGAAGAGAAGGCCAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0019P20-MGRbd1
GGCATTATGGCCGGGGGGAATGACAGAGGAAGCTTTAATCATATCATAGCTTTGTGCAAG
ACTAGAACATACAATCATGTATTTTTTTTGACGATCTGAAAATGGTTGTGGTGTCTTCCT
ATGAAGCTGCCAGATTCCTCCTCTTTGAGTTTGATGCGGACAACACCATCTTTGGCTTGG
AAAGGGAGTTTGTTGTGGCCAGTGCAGCAGCCTCCATGACTGCGTTGGTGGTGACGGCAT
TCATCATCTGGTGCGTGTGCGCAGCCAAGTCCGGTCGTCAAAAAGACGGCTTCCATCGCC
TGCGACAGCACCGTGAAGATTACGACGACGACGAGATAC
>McF0019P24-MGRbd1
GCCCCGTTAAACCCGGGCATTATGGCCGGGGGAAAACATGTAAGGAGCAGCACACGGCTG
CTGGTCAGGAATCTGACAGGCTGAACTGCAATCCACAACATAAGACCGTTGCTTCATTTG
AAGGCCTCCCATTGTTCAGGAAATGTAGGAGTGACTTGTGTTCTCTCATGGTGTTATTTC
AGGGATATCAATAAGGTCGATGACCTGATGCAGGACATTACGGAGCAACAGGAGCTGGCT
CAGGAGATCTCGGACGCCATCTCTAAACCTGTAGGTTTTGGAGAGGAGTTTGATGAGGAC
GAGCTGTTGGCAGAGCTGGACGAGCTGGAACAGGAAGAGCTGGACAAGAACCTTCTAGAG
ATCGGAGGACCGGAGAATGTCCCTCTCCCCAACGTGCCTTCAACTTCATTACCTTCCAGA
CCTGCCAGGAAAGAAGAAGACGAGGATGACATGGAGGACCTGCAGCGCTGGGCAATGGAA
GCAATGTAACCCCAGCTTCTCCCACAGTGTTCTGAAGAAGGAGCAGTTATTGGAAGGCTA
TGGACTGATGAGATGTTCAGTGTTTTTGTGTCTGAGGAGAGTTTGCTGTGTACTTCATGT



AACACTACAAATAAGCAACAATGCTGTAGTCCTCCTTTTCTTGTCCTTTATTCCAGTCTA
GGCTCGTGGTCGCTCAGAGCACACATGCCAGAGGGGGTCATTTTGTTTCAACTCCGTTG
>McF0020A08-MGRbd1
CATAGCAGTGGCGGCCAGGGGGTACATCTGCTTCTCGTTCAGGTGCGGCAGGATGTTCTT
GAGCGCGATGAAGTTCTCGGACTGACCGACGATCATGGAGCTGATGGCGTTGAAAGACTC
CAGCTTGCCCATGCCGTTGATCTTGGCCAGCACGGTACCGATGCCACGGATAACCAGCGG
CAGCGGACG
>McF0020A09-MGRbd1
AAAACTTTTCCATGATTGAGTTTTAATTATTTTCCCCCATTTGGGTCTGAACGATCACAT
GGTTTGA
>McF0020A23-MGRbd1
CCCCNNNNAAACCCGGCATTATGGCCGGGGTATCTGGATAGGCGGCTGTCGCAAGAATCG
CGGTCCAGTGTCCATCAAGAATGAATGAGCAGGAGGGAGGGGTGGTGTCCTTTGACGAGT
ATGTGCGGCAGAAGGCCCGCACTGTGCCTCAGCACCGAAGGAAGGAGTTCCTGGAGTCTC
TCGCCAAGGGCCCAGAGGTGCTGCAGGAGTTCAGCCAACAGGATGGGGCTGCCACCACAA
CCACCATGGTGTACCAGCAGCAGGTCGCCAACTGTGTGTACACTGACAGCACAGAGGTGG
CTGGATCTCTTCTGGAGCTGGCATGCCCAGTGCAGGTGACGTCAGCAGAGATTTCACCTC
AAATGTCAGCCCATTATTTTTCTGAGCAACAGCTCCAGGTGCAGGTGGATAAAGGTGGAA
AGATTTCATGTAATCCATGGACACCAGTGAAGATCACAAATCATTGAAGAAAAAAGGTTC
AGAGCACTGTCTAGTGGGTCTAGATCAGTGTTTTTCAACCTTTTTTGAGCCACGGCACAG
CTCAGTCTGTATTGATCTACAGCCGCTCCGCAACCTCACATGCATTTTTGTGATAATTGT
TGCAGAAAACCCTGGAAGCTGCAGCTGTTTTTTCTAAAAGATGTATTAAAAATTAAGTCA
AAAGAAAAAAAAAAAAAAAAAAANN
>McF0020B03-MGRbd1
GGGGCTAACCCTAAGAGCGTTTCGTTGTAAAGTAAACAAGAAAATGGCGCTCATTTGCTG
CATAAATGGTTGTAAAAATCGGTACTCGCCAGGCAGTCATATCAAGTTTTATAGAATACC
ATCCGGGTCTCGAGTGTTTCAAGCCGAAAGACGGCAATTGTGGTTAGATGCTATCCAAAA
AGCGAACGGCAGCACCAAGAAGCTAAACCAGCAGAGTCGGATTTGTGGCGCTCATTTTAT
CTCTGGAGAAGCGTCCCCTGACTACGACATGCCTGACTATGTGCCCACTGTGTTTACATG
CACAAAGCAGAGGCCGAACTCAAAGAAAAAAAGAGTGGAATGGATTTACCGCTCCAGAAA
AAAACGCCGCCGTCGGGCCAATGCAGGGACGGAGAGTACAAGTTTTTCTGGACAAAACAC
CCCTGAAAAGGCGCCACCATCCCCAATAGTGCAAGAGGAGGTGGAATTGCAGACTGAAGA
GATTTTGACTGAAACAGTTTGCCTGCAAACAGCATCAAACCTAAACACTGTATCACCATC
ACCAATGGAATCCGTACCACAGGGAATGAGTCCTGTTGTCATCCTTAAGTCCATTCTGTC
ACCAGCAGGTGGCTTTTTCTGTGATCTATGCCATCAGACCTTCCACAATGTATCAGAGCT
CATAAACCACCACCGGCTGCACCACGTACAGCTG
>McF0020B06-MGRbd1
GCAGCGGCCGTTAAACCCGGGCCTTATGGCCGGGGTGGAAAGTGTTTTTAGGAGGACTGA
CTTTCATTTTGATATATCTTTGTCATAGTTGTGTACCAGACTCACTTTTGTGTCAAAATG
TATTCGAAATATATTTACCCTCTTCTCTTATTCCTTCAAAGAACATGATTTGGTGTCAGT
GCATCACGTTCATCCACCAGCCTCACATCTGGTTTGTATTGTTCTATAGCTGGAAAAATA
TTGCTGACATCAAGTCATGGCTCTGATCTCTGCTGATTTTTAGAACATAATTATTATCCT
GTGGCGATCCTCAAACATTTAGCAGCGAAAGATGAATGTTGATTATTTATCTGATAAAAA
TTACATCATTTTTTTAGGAAATAAAAGAAATAAAGTTGTAACTGTTCACATCAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAACTT
>McF0020B12-MGRbd1
TAACCCGGNCATTATGGCCGGGGACAGTCTGAGCGAGGAGCCCAAGCTGGTGCTGCTGCT
GCTGCGCTCAGAAAATGGCCGACAGGTTTTCTAGGTTTAACGAAGAGCGTGATTTTCAGG
GCGGAAATCACTTTGACCAGTATGAGGAGGGCCAGTTGGAGCTGGAGCAGGCGTCCCTGG
ACAAACCAATTGAATCGGATAACATTGGACATCGGCTGCTCCAGAAACATGGCTGGAAGT
TGGGGCAAGGCCTTGGCAAAACCATGCAGGGACGCACTGACCCTGTACCCATTATTGTTA
AATATGATGTCATGGGAATGGGACGGATGGAGATGGAGTTGGACTATGCGGAAGATGCCA
CAGAGAAGAGGAGAGTGCTTGAAGTGGAAAAAGAGGACACGGAGGAACTGCGGCAGAAAT
ACAAAGACCAAGTGGAAAAGGAGAAAGCCATTGCAAAGGCTCTGGAAGATTTGAGAGCAA
ACTTCTACTGTGAGCTTTGTGACAAGCAGTACACCAAACACCAGGAATTTGACAACCACA
TCAACTCCTATGATCACGCGCACAAGCAGATGAAAAGAAGCAAGAAAAGATGTTGCGGCG
ACTGCATGAGCTGGCTGAGCAGAGAAAACAGGACAAGCAGAACAGGACTCCAGGAAGTGG
ACCAATGTTCAAAACAACCACAGTGGCCGTCGATGGAGAGAAGTTAGAAGATGGCGATAA
CATGGCAGTTGAAACCCCTGTTTTGACTGATGCTATTCTGGAGGCAGCACCGTTAGAAAA
AACGGGTCAGTCCTCTCCAAAACCAGGC
>McF0020B24-MGRbd1
AACCCGGGCATTATGGCCGGGGAGAAGATCTCTGGAAAGAGTAAAGCCGCACGAAAGAAA
AGAAAACTCAACATGGTCTCAGTTTGATGTTCAGGCCCCTTAAGCTGAAAGGATGCAGCA
GAAAAGAAATATCCAGATCATCGAGTGGGAGGACCTGGACAAAAGGAAATTCTACTCCTT



TGGGCTGTTCATGACGATGACCATTCGGGCCACCGTCTACCCGGCCACCCTGATCCGCAC
CCGGCTGCAGGTGCAAAGAGGGAAATCCCTCTACAGCGGCACGTTCGACGCCTTCTTCAA
GATCCTTCGGGCGGAGGGCGTGCGGGGCCTGTATCGAGGCTTCATGGTCAACACCTTCAC
GCTCATCTCAGGACAGGCGTACATAACCACCTATGAGCTGGTGCGGAAGTACGTCTCCCA
ATATTCTGATGACAACACCGTCAAGTCGCTGGTGGCGGGGGGCTCGGCCTCTCTGGTTGC
TCAGAGCATCACCGTGCCGATAGATGTGGTGTCCCAGCAGCTCATGATGCAGGGTCAGGG
GCAACACCTCACCCGCTTTCGGCTGACTTCCAACTCAGAGACTGGAAAGCCGAAGAAGGT
CTTTGGCCAAACAAGGAACATTATGGCTCAGATCTTTGCTACTGATGGCCTGCCTGGCTT
CTACAGGGGATACGTGGCCTCACTACTCACTTACATCCCAAACAGCGCCGTCTGGTGGCC
TTTCTATCACTTCTACGCTGAGCAGCTCTCTAAACTGGCCCCCAGTGACTGCCCTC
>McF0020C01-MGRbd1
ACCNGCCTTATGGCCGGGGGAGAACTTAACCTATCTTCAACTGAAGGCCAGATGTACCAC
AGATCCCCAAACAGGTCTAATTCTCCTGCCAATCAAAGACAAAAATAGGCCTAAATCTCC
TAACGAAGAGCGCACCAATGTTCTTCGCAAGAGGCGAGTTGTAATTGTTGACCCAGACAC
TGGGCTGGAGATGACAGTCAGAGAGGCCTATCACAAGGAATTGATTGACTATGAAACCTT
TCTGGACTTGTCAGAGCAGGAGAGCGAGTGGGAAGAAATTACCATCAAGGGGTCGGATGG
CTCTGCACGCTTGGTGATTGTGGACAGAAAAACGGGAGCCCAGTATGATATTCAAGACTG
CTTGGATCGAGGTGTCATTGACAAAGGTTTTTTGGATCAGTATCGCAGTGGGAAACTCGG
CCTCACCCAGTTTGGTGAGGGAATTGTCAGTAGAACCAATAACCCTGGAATGATCATTGC
AACCAGCAGTGTTGATGACGTGGTCACCTGCAGCAGTCCTACCCAGGCCAGACCATCATC
TCCCACTGTCCGTAAACGCTTCAACAGCATATCCATTACTGTCTCGCCCCCACCGATGTT
TGATGACCACAGTCCTGTCGGAGCTATTTTTGACACAGAGACCTTAGAAAAGATCACCAT
ACCCGAGGCCCTCAGAAGAGGCATAGTTGACACTCTCACAGCACAGAGATTGCTGGAGGC
CCAGGCTTGCACGGGTGGCAT
>McF0020C08-MGRbd1
CGGGCGTTAAACCCGGGCATTATGGCCGGGCGGCTACTACCTGGCTGAGACAGAAGCCCA
AGCGGAACGCTTACAACTTAATTATTGAGGGCTAAAACCAGCTAGCATTAGTTAATATGC
AACACAATATTTTTAAAAATAGCCAAGCAAATGCGACTTAAATGCTACCACCATGTATGT
CTCCTCTCTTTTTGTTTAGCAGAAATAGTCGTAGCCCTCCAGCTAGCCTACCAGGCAGCT
AACTTTAATATTAATGAACTATGAAGCTTACGCCAAAATAATGTTAAAGTAATAGTATTA
ATGTTGAAGTATAAGTTTTCACCTCGCTGTTAGCGCTACATATCAACGGGTAGTCCCTCA
AAAAAGACGAAAAATGTTCACGAGAACCAATGTTCAGTTCTCAAACAAACAGCAGCCTTT
TGTTTTTGGCACAGACACTCCACTGACAGAGCTGCGCCGGGTCCGGGTTCCGCATTACGT
CACGCCCAGGAAAAAGGGATTGTGGGTTACGTAGTTCATCCACAACTACGTTTTTGTCCA
TTAACTTGCAATTTTTAAACACTTGTTTTTTCAACGAGGCATCCTCGTAAAACCCCTTGT
CTTAGAAATTGGTCATTATCTTTAAAAAACTTANAAAAAAAAAAAAAAAAAAAAAAAAAA
CCAT
>McF0020C13-MGRbd1
GGGGAGAGGACGGGTGTATCGATAGAAAAAGAGAAGAACAGGGAAATGAAGTTGTCCGAC
GAGCTAGCATAGTAACTCTTTCTGCTAAACCAGGCAGCTTACTGAAGCGTCAAGTGTAAA
AAAAAAAAAAAAGCCCAACTACAAATAAAACGGGATATAATCGCTATGGTTACCATTAGT
TAGTTAATGTCGGACCGGTCTCCGATAACGTTACATACTTTTTACAGTAACGTTACGCTG
AATCAAGAAAGTGGAGAAAAACTTGCTACTCTGCTAACTAACCTCGAACAACTACCAAGG
CTTCGTTCACTTCCGAGCTGGTCTCTATTCGTGCTTTGATCGATCCCAGTCATGCCTTTT
CCCTTCGGAAAGTCTCAGAAGAGCCCCGCTGAAATAGTGAGGACGTTGAAGGAGAATGTC
GCCGCCCTGGAAAAACTGGATGCTGGGGACGGCAAAAAGAGCGAAAAGATTGCAGAGGAA
GCTTCCAAGAACCTGGCTTCCCTGAAGGAGGTGTTATGTGGAACCGGCGACAAGGAACCC
CAAACCGAAGCCGTGGCTCAGCTGGCACAGGAGCTGTACAACACCAACCTGCTGATCGCT
CTCATAGCAAACCTCCAGAAGATCGACTTTGAGGGAAAGAAGGATGTGGTTCAGTTGTTC
AGCAACATCGTGAGGCGCCAGATCGGCACTCGCACACCCACAGTTGAATACATCTCCACG
CACCCAGAGATCCTCTTCATGCTTCTGAAAGGATACG
>McF0020C14-MGRbd1
GCCCGTTTAAACCCGGCATTATGGCCGGGGGCTCCAGTGTGAGAGATCATGTGACTCTTG
AGAGTGGAGGCCCGGCTGAAGCGTTTTCCACATTGTTGGCAGGAGAAGGGCCGCGCTCCG
GTGTGGATCACCGTGTGGGTTTTGAGAGTGGAGGTTCTGGTGAAACGTTTCCCGCATTCC
GCACAGGAGAAGGGCCGGGCCTCCACTCTCAAGAGTCACATGATCTCTCACACTGG
>McF0020D07-MGRbd1
CTGGCTCCGCGCGTTAAACCCGGGCATTATGGCCGGGGGTTGGTCAAAGTCGCGGGAAAA
ATGTCCACGGCGATGAATTTCGGGACGAAGAGTTTCAGGCCTCGCGGTCCGGACAAAGGC
TCGTTTCCTTTGGACCATTTCGAAAGGAGACAGACTCTGTTCTAAAGACTCTCAGGGCCT
TTCTGAATGCTGGAAGAAGACGAGGGAACCCGGTTTCCTGTGATGAAGACGTCTGCACTG
ATCTGAAGACGCTGTAGGTTCTCCTGTCAGCGCTTATGTTATAAGGATATATTATTTTAC
TTTAGTGAAAAGTACCTCTCTGAGGAGCCAGTAGATGTCGCCATTGTCTCAATCATGAGT
TCACAGAGCGGGCCTGGAGCCTGTGTGGAGCGTCCGACCCTGAAGCCTCACTCAGCTGAT



GCAGCGTTGCAGCATGTGATCCCAAAGACAACACCACAATCCTGCACTGTACTTGTATTG
AAGTATTCCTGAAGTATATGTATGTATTCTCTGAAAAGTGCACTTCAAACAATAAAGAAG
AGGGTGACCTCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0020D08-MGRbd1
TTAACCCGGCCATTATGGCCGGGGGAGTTGAGGAAGAGGCGTTGAAAGGTAAATTGAAAG
TAGAAATGGCGCGGTAAGCTAACGCCGTGACTCTAGCGCTGGCAGGCCGCGGAGGACGCC
TCCAGCTCGGATCGACAGCTTCGCTCTAGGGAACAATTGTGAATTCGCCTACAAACAGCG
GGAGAGTCGGCGGCCTCCAGCTCACACCGACCCTGCCGTTGTTTGTTCCCCAGGTTCCAC
TTCACAACACTGTCAGACCCGTCCGCTTCTCTGTGGAGTTCGCTTTCATCCTAAACAGAA
CCCGCTGCTCTGAAAGCATGGGAGATGTCCTCCAACGGGAAGATCATACCTCACACTCCT
CTGGCCGTAGACTTCTGGCACGTGCGGAAGTGTCCGAGCGCGCGGCTGTTCTTCCTGTCT
CACATGCACGCGGACCACACGGTGGGTCTGACCTCCACCTGGAGCGGCCGGCCCATCTAC
TGCTCCCCGGTCACCGCCAAACTGCTCCACCTCAAGCTGAAGGTTAAAGAGCAATGGATT
CATCCTCTGGAGATCGGGGAACAGAACCTGCTCCCATTGGATGACATAGGCAAGGAGACG
CTCACGGTCACCCTGATCGATGCAAACCACTGTCCAGGCGCTGTCATGTTTCTGTTCCAG
GGCTACTTTGGCTCAATCCTGTACACAGGTGACTTCAGATATTCCCCTTCAATGCTCCGT
>McF0020D21-MGRbd1
TATGGCCGGGGCACAAAGAAAGACGGACAAACAGGCTCCGGACGGGACAAAGATGGTTCT
GTTCTTGTACAGACTTCGGGCAAGGCGGCCTGCAGCTTTCAGCTTCACCCAGCAGGCCTT
CTGTCTAAGAACCGTACTGAGCAGATCCGGTCCGGTCCAGTTGGACAAACCCTGTGCCGC
CGCAGCGGCTCGTTTTTACAGCTCCCAGCGAAAGGAGCAGACCCAGAAGGTGGTGGTGGT
CGGCATCCCAAACCCTTTCATCTGGTTCCGGACCAGAATTTACTATTTTCTTATTCGGAC
CTACTTTGACAAAGAATTCAACATCGAAGAGTTCACAGAGGGGGCAAAGCAGGCCTTCTT
TCACGTTTCCAGGCTGCTGTCTGAAAGCCGCTTTGATGCTCTGGATGGGCTCGTCGCTAA
AGATCTGATCGGAAAGCTGGAGGAGAAATGCAACTCGCTGCCGTCAGACTGCAGGAAGGC
GCTGTCAGCGGATCCTGATGAGGTCATGTACGCCACACCTGGAGACGTGGGGATCTACTA
CGACGACAGCGGGAGAAAGTTTGTCAGCATCCTGATGCGGNTCTGGTATCTGACCAGCGT
GCGGCTTCCCGACGACAGCGTGGAGGGAAGTCGCATCTTCAAAGTGGCGATCGGAGACAA
AGAGGAAGAAACGGAAACCAAG
>McF0020E02-MGRbd1
NTTAAACCCGGGCATTATGGCCGGGGACTGTCAAGAATTGCCAGAATAGGCTCCACTTTC
TGTCGAAACAACTCTCTAATACTCTCTAGAAGCTCACAGAGGCGGGGAATCGTTTCATGC
ATCGACCCCTCTCATGGACTCACAGATGAACAGAAAGAGTTTCAGAAAGTGGCCTTTGAC
TTTGCAGCCAATGAAATGGCTCCACACATGGCGGACTTGGACCAAAAGGAAATCTTCCCC
GTGGAGACGATGCGGAAAGCGGCCCAGTTGGGATTCGGTGGGATCTACGTTCAGCCGGAC
GTCGGGGGATCGGGCCTTTCTCGACTGGACACGTCCATCATCTTCGAGGCGTTGTCCACC
GGATGTGTGAGCACCACAGCTTACATCAGCATCCACAACATGTGCGCCTGGATGATTGAC
ACCTTCGGCAACAATGAGCAGAGGGAGAAGTTCTGTCCCGACCTCTGTTCCATGGAAAAG
TTTGCATCCTACTGTCTCACGGAACCAGGCAGTGGGAGTGATGCCGCCTCCCTCCTCACA
TCGGCACAGAAGAAGGGCGACCACTACATCCTAAATGGCTCAAAGGCCTTCATCAGCGGA
GGAGGAGACACAGACGTGTATGTTGTGATGTGCAGAACAGGAGTGAAAGGACCTAAAGGC
ATCTCCTGCTTGGTGGTGGAGAAGGGAACGCCAGGCCTCAGCTTCGGCAAAAAGGAGAAG
AAGGTGGGCTGGAACTCTCAGCCCACCAGGGCAGTGATCTTTGAGGACTGTGAAGTTCCA
GAGACCAACCGGCTCGGCGAGGAAGGACAGGGCTTCAACATTGCCATGAAAGGT
>McF0020E03-MGRbd1
CCCGCGTTAAACCCGGGCATTATGGCCGGGGGGAAACCGGAGGAACCTAAACGAAGAAAA
ATTAGAAGAAGGGACCGGTTCGTGTGGTCTTTTTTTGGGGGGGATTGCGGGTTTTTGCGC
TTTTGTTTATAACCAGTTCCTATGCCCTTTAGAATAATCGATGGCACAGTCGTTTATGCA
GATTCCGTCAGAGGTCTGGAACCATGTTTTTACCTTTCTGCCCGTGTCGGACAAGTTTTG
CGTCAGGGCAACGTGTAAGTACTTCAAAAAACTTATTGACCACTGGTCTCTCTGGAAAGG
CTGGAGCGTCGTTTTGAGTTTTAGGAATGGCCCCTACAGCAACCAGTTTTGGGCTAGTCT
TCGTCGCAGAAAAGTAGCCAGCGTGGTGATGAGGAGCAACAAGGCGAAGCACTGGAGTCA
GCTCACCCAGGGTCTTCCTGGGGTCAGCACGGTCGTCGTGGAGGGAACCCCGCGGACCAA
CTTCCGCTTCTTGGAGGAGCTTCCCCACGTGAAACGCGTGGCTGTTAGAAGCACCTTTCT
GTTGTGTGACGCAAACCCAGCGGCTTCTGCACAGCAGCTGACCCACCTCAGCTTGTGTGG
CATTAGCCTCCCATCAAAGGATGTCTTCAAGGCCGCACTGTCCAAATTTACCAACCTGAC
GTCGTTGGATTATCATCTGGAGCCCATCGGACCACCAGTTTCATGCTTGCAAGTCTTAGT
TGACAGCCTGCCCAAACTGAA
>McF0020E04-MGRbd1
GGCATTATGGCCGGGGGGAGGGGGACTGTGGGCTGACATTGACTGTAACAGCCTCCAACG
TTTTCTTTGCTTTAGTGTTACAGAGGAAAACAAGAAAAACTACGTTTTCATCAATCAGAC
GATGTCGTGGAGTTCTGCTCAGCAGTACTGCAGAGAAAACTACAAGGACTTGGCGATGAT
TGAGAACCAGGAAGAAAACACGGAGGCCAAGAACGCTAAACCATCCAGTGATTTAGTCTG
GATTGGTCTGTATCGAGAGCCCTGGACCTGGTCTGATGGAAGCAAGAGCTCCTTCAGAAA



CTGGTTACCAAACACTGGCTTAAACAACATCGATAAAAACCAACACTGTATTACTGAGAA
TCCCCAGCATCAATGGGCTGATGAGTTCTGTAACATCCCATGGGTCTTTGTCTGCCATCA
AGATTCAAAGAAGAAGACCACTTTGAGGATGAAATTCAGCTCTGATGCTGACCTGACAGA
CCCAAAAGTCAACGCCCAGATCCTGCAGCAGCTTCAAATGATGACGAGCAGTGGTGGAAT
GACAGACGTCAAACTGAAGTGGACGATTCAACCCAGTAATAAAACGTTGGTCTGATTCAC
CCATTTAATCATTTGTATCATTTTCATGAAAAATCTCATTTATGAATCAACGCTATAATA
ATTTCCTTTGCTTGATTTGGGCTACACTTGCGACCAAA
>McF0020F09-MGRbd1
CGTAGCGGCGTTTAAACCCGGCATTATGGCCGGGGTCTCTTGCTGCAGCAGCAGAAAACT
TCCAAAAAGCTTTTTCTACCGGGACGCCTCGGCACGGCCAAGCTCACCTGGACTCCAGCA
GAAACCTGATCTGCACAGGGAACCACTGAAAACTTTTCCCCAGTAAGTGTTTTGTATGTT
GACCTGTTATATATGCGGCTCAGGTGTTTTACTTTAGAAACATCCATTTGCAGCTTTTAT
GGATTTTGTTGGCTGAGAGCCATGAACTTCAAACAGCCAGATGGGTAAGGTAAAGTATTT
ATTCACATTTTAATAAACAAAGATCAGAAACCACTCAAATGCAGATATTGATACTCTTGT
TACTGTTTTGGCTTTTCCAAAATTGTTCTTGCATAAAAGCTTTAATGCAGCATTTTGAAC
AGCAGTTAAGGCGTCTTTTTTTCATTTGCAAACATCTTTTTTGACTCATAACGTGGTTGA
ATAAATGTGACTTTTTGCCTATTTTAAAAAGAAAAACCCTCCAATATAACTGACTGTAAG
GACTTTTTGAATGTTTTGTTTTTCTTTTGTTGCAGCAGTCTGGCTTTTGTCACTGTCATT
TGAACAACATATTTAATAGTAAAAGTTCTTGAGACAGGAAGCCACGTGCTGGATGAGTTT
ATCTGTTCCAGCATTCATCATTTCCTGTCATTTTTAAAAACAAATCAAAACCTTTTTTAA
TGAGTAGTTCATTCTCTGAGATCACTCTCAATGAGTTCCAACATGAGAGAAATTCTTAAC
TTTTCCAAACAAGTTTGAGCCACTACTAGTCATGGCTTTTAAAAAAAAAAAGTGTTTTTG
GCTCAG
>McF0020F12-MGRbd1
AAAAGCCATTGTGCGCTCCCGCACCACCACCACCACCACCAGATCCACTACAACTCATAG
TCCATCAGTCTCCCCTGATCCCAGTGATCCACGAGGTGGTGGAAACTCTGTTGGAATTGG
CCTTGGCATTTTTGCAGCGGTCGTCGGGGTTGCCGCCCTTGTCACCTCTATCATATTATA
CAAAAAGAGAAGCGCACAGAGAAGTACGGACAGAGAGACTGCAAAAGATGGAGAGAATGT
GAGACTTTCGTAAACGTCGCAACGTTACTGGTTCAGCGTTACTTGCTGTGAAAACGGCTT
CTGAGGAGAAGGACGTCCCCCAAGGCAGTCTCTGAATGCATGTGGAAATGACCCTGACCT
CTCAGAGGTTTGCCCCCAAGTCTTGGTCAAAAACTCATCACATAGTTTAAACATGATTAG
TTTTATTTGATTCTTTCACAAACCCAAAAAAATCCATAAGATATTGTTTAGAAATGTCAT
TTACAACTACTTCCTGTTTGATTTTATTGTTTTTTATCTTTCAATGACTAAACTTAACTT
TTTCAGGTGTTTAAGTGCAGCTTAGCTTCTGTAAAACCAAAACCCAGCCTGTTTCCATTG
TGTGTGTTGTCCTAGAGACTGAGGAAGAATTCAGATGAATACAATCCCAGTTGCACTGTG
TTGCTTACTGCTCTAACA
>McF0020F19-MGRbd1
CAATGCAAAGGCTTGGATGACAAAAGCGCTCAATGCTGGATTGGTTCAAAAACTGTTTTA
TCCCGCAGGTCAAGTGTTATTTGAGAGGAAAGGGACTAGACTTTAAAGTGCTTCTGCTCC
TTGATAACGCCGGAGGTCATGCTGATGATTTGGCATATGATTGTGTGCAAATCAAATTTC
TGCCGCCAAACACTACATCCTTGATTCAGCCCATGGACCAAGGCATCATCTTTGCTTTCA
AGGATCTCTATACGCGCAACACCCTGCGAGATGCTTGTGAGACGCTATGAATGCGAATCG
ATAGNACCCACTAAAGGACTACTGGCGTGGATACACCATCGCATCATGTCTCCAAAACAT
TCAGAGGGCCATTCAGGAGATGAAAACTGAAACTTTGAATGCCTGCTGGAAAAAACTCTG
GCCAGAGGCAGTGCAAAACCCAACCGGAGGCTCGCTTGACGAGGTCCATCACTCTGCCGT
AGATGCAGCTGTGAATCTTGCAAAAAAGCTTGGAGGAGACGGCTTTAATGACATGTGTCC
GGATGACATAAATGCCCTGATTGATGCAGACGCACATCCGCTGACCGATGCAGACCTGGC
AGAAATGACAACCGCAACAAAGCGACGATGAAAGAGAAGAGGAAGAA
>McF0020G04-MGRbd1
GGGGAGAAAAGATGGCGGCGCCCCGCAAAGCTGCTGTGATTCTGAAGGCTGTGAAGAAAA
TATCGGTTCAATTTTGTCCCTTTGAGTCCAATGTGCGGTCCACACGAGAGTTTCTGGCCA
TGGTGGGCTCAGAAAAGGTGCGAGCAACCAACATGAACTTGGATGGAGAGAGACTGCTGA
TGAAGGGAGCAAAGTTGACCAGCGCTGAAATGCTGAGTGCGTTCCAGTCCCGCTGCACAG
CCAAGGACACACAGACAATAGGTGGAGGAAAGAAATGACCACACGCCTGTTGACGCAGGA
AGTTGTTTGTATTTATACATGTACAATAAAAGAACTAAGTTGTTGCACANAAAATAACAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0020G15-MGRbd1
ACCGCCGNNNAAACCCGGCATTATGGCCGGGGGGGTTAGAGTTGCTGACGCTGCCACATG
GACACCAGCTGAGGCTTGACCTACTGGAAAGGTTCTTCACCATGTCCATCATGATGGCTG
TGGACCTTCTCGGCTGTACAGGAAGTACAGAGGAGCGTGCAGCTCTGCTCCACAAAACTA
TCCAGCTAGCGGCCGAGCTGAAGAACAACCTGGGCAACATGTTTGGTTTCGCTGCTGTGA
TGAGAGCGCTGGAGCTGCCACAGATCTCCCGCTTGGAGCAGACGTGGGTGACTTTACGGC
AGAGACACACAGAGGGCGCCATTCTGTACGAAAAGAAACTCAAGCCCTTCATGAAGAACA
TGAACGATGGAAAAGAATCTAGCGCTCTTTCCAACACAACCTTCCCACACATCCTGCCTG



TGCTGTCTTTGTTGGAGCGGGGCATGGCTGTCGGTGAAGTGCTGGAGCCGTGGGAGAGCA
CAGAGGTGGGGGTGGACGTGGTCATGTTCCACCTAGAGGCGGCTCGGACGATAGCTCACC
ACGGAGAGATCTACAGAACCAACGCAGAGAACAAACTGCAGGGTTTTCAGGAGCGGCCAG
AGCTGGGCGAGATCTTCCAAACGGAGTTTCAGATGCGCCTCCTGTGGGGCTGCCGCGGCT
CTGAGGGCAGCCAGTCGGAGCGTTACGAGAAATTCGACAAAGTCCTCACCGCTCTGT
>McF0020H10-MGRbd1
CGGGGGCATTCTTCCATCCCGGTTGACTCTACCAGACCTTTCTGCTGAGTAAACACAAGA
TCTTTATCCTTGACGGCTTTTTCATTGATTTGATTGCTGATTTTACAGCATTGCTGTGCC
TGCTCGAAGATTCGTATAAAAAGCTCATCTTTGGCAGAAAAGATCCCGATTTTGAAAACA
ATTTGTCTGCCAAAAAGAAGCCCGACCGTCGCATCCTCCACTGCCCGCTCTGTGTTAAGC
CCACGGAAACCCTCGCAACACACCTTGCTCGAGTCTGCATGAAGGACAAGTGCCCAGAAG
AGCGTCAGGCTGAGCTTCAACGAGCAAAGGACTCGACTAAGCTCTGTACTCTTTAGGGCA
GAGTCTGGGACTACAAGGAGCTGCTTATATGGTGTCCACACGCGCCATCAAGACGAGCTC
TCGTCCAGCAGATGATGAATAGGGGGTTCCTCATCCAAAACCTCCCTCCAGACTTTGATG
AGGCTGAAGATGTGGCGACAGTGGTCCAGGCAGGAGCTGAGAAGCCATTTACTTCTGCTG
CTGGGCTGTCTGCTGCACCCTCAGCCCCCCCTCCTGCTGAGGACTACTCCATTGACAGTC
CACTGGTACGTCGCTGCTCACTGGTCACGTCAATGCTGAGGCAATGCTACCTTTTTGGTA
AAGGTGAAAGTGTCT
>McF0020H16-MGRbd1
CCCCTCTGTGTCATTGTTAACATTTTAATTTTAAGATCTAATCCATAATGTGAAGGATCA
TCATTTAGAGACCAGTTTACACCTCGAGGTCTGCGGAGCTAAATGAAAAAA
>McF0020I07-MGRbd1
CGNNNNGAGGTGAGGAATCTGGACCCAAAATATCCAAACTCTTCAGACCAGCTGAGAAAC
ATTTTTTTTTTTTCGGGGGGATCGNCTTCAAGAACTAAAAAAGATCGCCGCAGTTAAGTC
TTATCCCTTTGACGCCCCCTTGGTGGTCTCAACTGAGCAGCGTCCGGTGAAAACAGGCGT
ACAGAAATGGATTCAGCAGTATTCAGAGTCCTTCATCCAACCAGAAAAACTCCAGCAAAA
AGTTGACAACTTTATGCAGAGCTACGACGAGCGTAAGGAAAAGGA
>McF0020I16-MGRbd1
TGGCACCGGCCGTTAAACCCGGGCATTATGGCCGGGGGGTGGCAGTTTAGCTCAGGCGGT
AGAGCAGGTCATCTAATAACCAGAGGGTTGGAGGATTGATCCCTGCTCTCCCCAGCCAGC
TGTCGCTTGCCCCGAGCGCAGCTAGTCTGCAGCTCACTGCTCCCTCCAGGGGATGGGTTA
AAATGCAGAGAGCAATTTCCCCATTGTGGGATACAAAAAAAAAAAGGAAACTAAAATTAA
AAATGCAGTAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0020J03-MGRbd1
GTGGTACTCGGCGTTAAACCCGGGCATTATGGCCGGGTGGATTATTTATAGCAATGTGAT
TCTTTGAGGCAATCAAGGAAAATGAAGAAAATGCACACAAGTTCAAGCATTACTACCACT
GCATTTTGTGGCTTCTGTGGAGAAGCTTTAGTAGTAGAATTTACACCAAATGTTCTACTG
ATACTTTTACATAAGTTTTGTAGTAGAGGCTCAGACAGCCAAAGTTGTGTTTGCTCTGGT
TCAGGCTAAAGAGGAAGCAGAGTACTTCTTCTCTTTAATCAGTTAAGTAAGGTCCAGAAA
GATGAATTTTTATTGAAATTACATTTCAAAGTTAAATCCTACCACTGTGATACCCGAAGA
GTCACCAAATGAATTTCTAGCATCATGTTTCAGTGTATTTAATGGCAATTAAAGTCAAAA
GGATTTAACTGTAAATTTCATAAACCCGACAGACAAGCAGTGAGGTGTTAAGCATTGTTG
CGATGTAGTCTGTTTTAGTCTAGTGTAATGCAGTAGCGGTATTTACTTCTCCACAGTGCC
TTTCACTGACACGGCTAGGCATGGTCAATCTGGAGACACACAGGAAGGCAACAAACTAAA
ATTGGTTAAACAAAAAAATTAGCACTACTGGGGAATGTATCAAAGAGCTGAGAATGAATG
TCGTGTCATTAAAATGTTGAACAGTCGCACACAAATGCAGTAAATGATTGTAACAGCTGC
TCTTGACCATGTTTGCAACAGGCCGGTTTTAGTTTCTCCACAGTTGAACTAATCTTAAGC
CTTCAAACAGCCTTGATTTCTGCAGTAAAAGTCCCAAACTGCTTGTCTTTAAATCTGAGC
AAGCCTG
>McF0020J05-MGRbd1
TTGCGCGCGNNNAAACCCGGGCATTATGGCCGGGGTCCTTTTTGGGCTGTAGGACTGTCT
GCTTCAGCTGAGATGAATTTTTGGTTATAGAATATTACAGCTCGATAAACCTGTTATTTT
TTCTGTTTGTTAAGATGGAAAATTTAGCAGATTTCTTCACAGATGCATTTTCAGAGACTT
CTGTCCCATCGTTCCGCGATGAAGATCTGGACTTTGAGAGCCTAAGTTTTGATGATCAAA
GATGGAGAGAAGAGACAGAAGACACGACGACAGGCAAAGCTTTGCTCCAGGAAGCAGCTG
CTGAGAGCGGAGCTTTGTTAGACGAAGCGATAGAAGATGTTTCTTTTATGGCAGGAAGAG
TTGACGAAGAGAAGGATGGCGATGAACCTCCTGAGGTGAATTTGAAAGGTGACACACCAG
AGAGAGATTGCACAAGCTCGGATGGAGATTCGGACCAGGAAGGTTCCGTCTCTGGAGAAG
CTGAAGAGGTTGGATCGGGGACAGCAGAGGAACCAGGGGAGTTGCTGATGGAAGCTTGCT
GCAGTGAAAAGCACCTCAGCGCCGATAAAGAGGACAAGATCTTTACTGAGGGACGACCTT
TAGACCTTCAACACAATGAGGTTGAAGGGGATGAGGATGTGGGCTGTTTTGGTGGCATCC
CTGAACGAGGCAGTGAGATGACGATGATGATAACGATGAAGGAGGATGNGCNNN
>McF0020J12-MGRbd1
TGAGCGCGCGTTAAACCCGGGCATTATGGCCGGGGCCAAAAGACAAAGCAGCTAATGCGT



GGAAGACTCCTGAAAGGAGGGAAGGGTCAGTACCTGACTCCTCACATGGAGAGGAGGAAG
AACACTCGTCATCGTTTCATCATTTCAATCAAAACGTGAACATTGTGTTTTCAAATTGCA
AGTTAAAAGCTGACATTTTAACCAAATGTGATGCCTGGATGAGTGACTGGCCTCTGTAGA
GAGGCATGACTAGATCAGAGATCAGATCCATCATGTGTTCATCATGATCCTCACCACACT
TCAAGGTCAGAACAACTGATCGTTCTTCAGAGGCCAGACTTTGGTTTCTAGAAAACCAAA
CGTGATTCTTATTTTTGCAGTGATCTGTTGTGTTTCTGGATTTTTGCTAAATTCACTTTT
GAACAATGCAGTAATGAGTAAATGCTCCATTCTGCGCAAAAAAAAAAAAAAAAAAAAAAA
AAAAAACAT
>McF0020J24-MGRbd1
ATCTTGCTGCCCCCCCTGCATTCCATCTGCGCATCTGCCCCCTACATTGTACCTGCGCAG
CTGCCTCTGAACCCCCTGCATTCCGTCTGCGCATCTACTGCTGCCCCCTGCATTCTACCT
GCGCAGCTGCCTCTGAACCCCCCTGCATTCCGCCTGCGCCGCTTGCGACTAGCCCCTGCA
TTCCGTCTGTGCATCTGCTGCTGCCCCCTGCATTCTACCTGCGCAGCTGCCACTGACCCC
CTGCAC
>McF0020K11-MGRbd1
TATGGCCGGGGAACACAAGAATATGGCTGACGAGAGGGGCGGAGGAGACAACAGAAACGA
CAACATGGGAAACCAGCTACAGCTTCTACCAGATAACAATGGCGAGGAGGAAGAAGATGA
CATGGAGACCGAGGACCGAGACAGTGACGAGGCAGACAAGCCCAGCGCCATCACCTTTGA
CCCCAGCCTTCCCACGTCCCATGCTTACCTGGGCTCAGACATGGAGGAGTTTCACGGGCG
CACAGTCCATGATGACGACAGCTGCCAGACCATCCCTGTGCTTCCACACACGGCTGTGAT
GCTGGTCCCCGGCCAGACTCTGCCGCTGCAGCTGTTCAGACCGCAGGAGGTCAGCATGAT
GCGGAGCATCATCCAGAGAGACCGCACCTTTGCTGTGCTCGCACACAGTGAAGCAGGTGA
ACCGGAGCCAGAGTTCGGAACGACGGCTGAAATCTATGCGTATCGCGAGGAGCAGGAGTA
CGGCATCGAGACGGTCAAAGTGAAGGCTGTGGGGAGGCAAAGGTTTAAAGTCCACGAAAT
AAGAACTCAAGCAGATGGCATCCGACAGGCCAAAGTGCAGATCCTCCCAGAGCGAATCCT
TCCAGACCCCCTCTCCGCCGTGCAGCTCAGCCCCCTGTCCCGGCTCCACATGCACGCCTC
CTCTAAACCCCCGTCTCAAAGCTGCAAGCAGACGCAGTGCTGGT
>McF0020K12-MGRbd1
TAGTTTCAAAACATTCGTTCTCATCGATCGACCATTTTGGATGGATTGTCTCGTTCTCTA
CGGGTGGTTTAGACAAACAACCCCCAGCTAACTGCGGCAGCCATAGCTCGGTCACTGACG
CCGGAGGTTAGGAGGTTTTTTTCCAGTAAACTTAGCTCCGTCAACCGGCGGAGGGGGGCT
AGCCAGCTAGCTAACC
>McF0020K14-MGRbd1
GGTTAATTGCGGATCGCTTCACGGATCCCTCATCTGCTCCACCTGTCCGCCGGGTCAGCC
GCTGGGCAGTGGCATCTCCGCTCCCCAATCTGCGGCTACTCACGTGGCTGCGTAGACGCT
GTGACTT
>McF0020K16-MGRbd1
CAGGCNCCGTTAAACCCGGGCATTATGGCCGGGATGGAGTGGGGGGTGCACTGGGGTCAG
GCTACACCGTCTTTTCGGCAACTCCCGCCAGAGCCGTGGTTACTATGGCAACAGGTCGAG
CGGAAGCAAAGCCTCCCTCGACATATCCTATTAGGGTGGGAGAGTGAAGCAGGCTGGGAT
GAAGACGGGAAGAGTTTTGGAGTTTGGAGAAGAAAGTAGGGGAGGAATGTGGACAGAGAA
AGGCACAAAATAAAATGATTACAATGTGTTTGTTGTTAGACATTAATGGGGACCAAAAGA
TGACAGCACATCGGCTTTTGGGGACCTTGTGTGAAGTGGGGACAGTTTCTAAAAAAAAAA
ATAGTTAAGACACACATTTAGATTAAGGTTAGTTCTGGTCACAGAAAACTCTTAGAACTC
TCTCTTGTGGCTCTTTGCATTACAGTTCAGACCAGTTTTTCTGTCCCTTTGGCTTAAAAT
AACAGGAAACCCCCTAACTGACAAACACTTTACCCTCATACAGAGATATCATTATTATTT
ATCAGTTTTTATCTTTGAGTCCCCCCTTTTCTGTCTCTGCCTCAACTTCTTTCCCTTTGA
TTTCAACAAAAGTCGTGCAAGCTGAGGTTAAAAATGATAACCATTTCTTTATTGTTTCTT
CTATTTTAATCTAGAAAAGATTTATGCTTTGAGAGCAATGTGTTCCTGAACAACATGTCT
ACAGACACAAATTGGTATAGACACATTTTGCTTTCACAATGAAAAATTATAAATGACATA
ACAGTAAGCACATATAG
>McF0020L07-MGRbd1
ATTTGCAATAAACTGAAGGCGATAGACGGCGTTTTAACTGCTAATTTATAGTATAATACC
AAAACTGTCTGTGAAATTTTGTATTTGCAGTGTATAATAGCCCAGCTGACATGAGTGGCC
TGTTTGTTTGCGAGGAACCGAACATATGGAGGAAGGTTTATGACAAGTACTGGAATGTTG
TTGAGGCCAAAGCTCAAGGAAAGAAACATGGGAACCTGCTTAAACTTGATAAGTGGTACC
AAGAGGAGCTTCCTGTTCAGATTTCAAGTCGAGCAGAAAAACACATCACTCTGGCGGAGC
TTGTGAAACTAATGCAGTGGAAGTTGACAAGAGGGAAGTTTCGGCCCAGGCTACAGCAGT
TGGTGGCCTCCAACAGCGAGGATACAGTAGAGAAATGTTCCAGAAATGCTTTTAACCTCC
TGCCTGATGTCCAGGCAGCGATTGCAGAACTCAGTTTCCTGAAAGGAGTTGGTCCCGCTA
CTGCTTCTGCTGTGTTGGCTGCAGGAGCTCCAGAACAGACTGCATTCATGTCTGATGAGG
CCATGGAGAGTGTGCCAGGACTGCCGCCCAACCAGTACACAGCCAAGAACTACACTGTGT
TCCTGAGCAAGAT
>McF0020L10-MGRbd1



TGGCCGGGGGACTGACGACTGCGCCGTTGATACAAAAAGAGAGAAGGAAAACACAAGGAA
AATCTCTTTCTTAGCGAAACAACAGAGATCGCACTGAAAAGGACAGTTTGACCGTGTTGT
CTTTGGGACAATATTACTAACATCCCATCTGATACCATTGCTAGGGAAAAACCTTTAGAA
GATTACCAATATTTTGGAGTTTATTGTTTTTCGCCTGTTCCGTCCTGCTAAGCTATTTCT
CTGTTGCATCGCATACCCAAGCTAGCCACGGCTGGCTAACGCTTACTGCCAGTTTCTCTG
TACGTCCTCAGCTCTTAGTTTTAAAGGGATTTTTGGACGAAAACAGAAAGCTGCTGTTGA
TCCGCTGACTTGCTGCTGGACTTTGCTTATCTTCTTTAGTTCAGTAGCCTCGGTTGGATG
AGAATGGCAACGTCGGCTTTGTACGCCTGTACGAAGTGTAACCAGCGGTACCCTTTCGAG
GAGCTGTCGCAGGGCCAGCAGCTGTGCAAGGAGTGTCGCATCGCACACCCAATAGTTAAG
TGTACATACTGCAGATCCGAGTTTCAGCAAGAGAGTAAAACAAATACAATCTGCAAGAAA
TGTGCCCAGAACGTCAAACAATTCGGAACGCCAAAACCTTGTCAGTACTGTAACATCATT
GCAGCTTTCATTGGAACCAAGTGCCAGCGTTGTACAAACTCAG
>McF0020L14-MGRbd1
CCGGCATTATGGCCGGGAAATATGATGTTTCCACCTCCGTGCCTGACAGTGGGTGTGGTT
TTCTTGGGATCACAGGCAGCATTTGTCTTCCTCCAAACACAACGGGGTGGAGTTGATGCC
AAAGAGCCCCTTGTTGGTCTAATCTGACCACTGAATTATGAAGGTGTTCATTGGTAAACT
TCAGGGGGTCTTCACCTGTGCCGTCTTCAGCAGGAGGACTTAGTGGGTCCTGTAAAATGT
TAAACCATTGCAGAGTCAAGTATTCCCAAAGAAAAGAAAATAAATTCAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAACTT
>McF0020M08-MGRbd1
GTTAAACCCGGGCATTATGGCCGGGATAGAAGAAGAAGTGGCATGGTGGATGTAGCACAA
CGTGGCTAATAAAAGAAGTGACTGGAAGCTAACTGCTCTTTCATCATTTTGGAAACACGA
ACATTACATGGTACCAGGAGTAAAACTTAAAGACGACATGGATTTGAAAACACCGGAGAG
TTTGAAACTGACGGGAAATGTCGACGAGAACTGGCGCACCTTCAAGCAGCAATTCCAGCT
GTATGTTGCAGCGATGGGACTGGAAACGAAGCCAGATGCTAGAAAGGTAGCGTTACTGCT
AACGATAGCAGGGCCACAGGCCATTGAAATATTCAACACGTTCGTGTTCGACAATCCTGG
TGATGAAGAAAAGTTGGATGTTGTTATGGGCAGATTCGACGCGCACTGTTCTCCAAAGAA
GAACGAGACGTACGAGAGATACGTGTTTCGGTCGCGGACACAGAGGGGACAAGAGCCGTT
TGATAGCTTCCTGACCAACCTCCGTTTAAAAGCGCAGTCCTGTAATTTCGGGACTCTGAA
GGACTCCATGATTCGGGACCAGATTGTTTTCGGCGTGGAGGATAACAAGATCAGAGAGAG
GCTGCTTCGAGAGACTGAACTGACGCTGCCGGGGGCCATTAAGATTTGCCAGGCCAGTGA
GTTGTCCCACAAACAAGTAAAGACGTTTAATGAGAGGTCTGCGGTTGCCTCAGCGCAGGT
GAGCGACGGTGCTGCAGCAGTCGGAGCAGTGACGTTT
>McF0020M10-MGRbd1
GCGGCNGTTAAACCCGGGCATTATGGCCGGGGGAGGGGGAGTGGGAGGGTGCTGGTTTTT
GTGTTTGCTGCTTCCGAGGACAGAATCCATATTCATTCCCGAAGGACAGGCAGAAGACGG
TGGAGCGTAACCTGGCCAGAGTGGCGGAGGTTTGGCTGGATGAGTACAAGGACCTTTTCT
ACGGCCACGGGTACCAGCACTTGCTGGATAAAAGTGTCACCGATATCGGCAACCTTACAG
AGCAGATAGAGCTGAGAAAGAAACTCAAGTGCAAGAACTTTAAGTGGTACCTGGAGAACG
TGTACCCTGAACTGGACGCGCCATTAGTCAAAGCAGAAGGCCTGGTCTTCAACCAAGGCT
TAAGAAGATGTCTTGCCATGTTTAAAGACTCTTTGTCATTCGAGACATGTGACCTTAATA
AGCAGAGTCAGCACTTTAGCTATACGTGGTTGAGGCACGTTCGGCAGGGGGACCTCTGCA
TCGCTCCCCAACAAAGCCTCAACAGTTTTTCTGTAGTCTCCTGCGACAACGCGAAAGCTG
AGCTCCGCTGGTTCCACAAATCTTCTAAATCGACTCTTGCGGATCACTTCATAGCGGAGT
TCGCTTCCCAGCACATGTGCCTGGAAGCAGAATCTCGAGACGATTCTCTTCACCTCAGCC
CCTGTGACTCCAACAACAGCTTCCAGAAGTGGCAGTTCACACACTATTATGCTTCAGTGT
GAGGGTGGAATGTGTT
>McF0020N12-MGRbd1
GGGGGGATACATAATGTCTCCGAAGGATGCTAACTATTGCTAATTTACCAGGGAAAACAA
CGAGTATATTTTACGTTTTACTATCTGTTCTTCCTTATTTGTTTCGTTTTTTATATATAT
ATCAGATATATGTTTTTATTAACATCAATAGAATCTAAACATGTCAACGAGAACCGAATG
CAGGGTGTCCAGTTCCACGTCCAGTTCCACGTCCAGAACGGACGAAAGGAGGAGATCAAG
CAGCAGAGGACGTGAAAAACGGAAAAGGAAACAAAGTCGAAGTAGATCTTCCTCTTCGTC
TTCATCCAGTTCATCCTCTTCTTCATCCTCGTCTTCGTCGTCCTCTTGTAGCTCATCACA
CTCGTCCAGCAGCTCTCGGAGTAGCTCCAGTAGCAGCGATTCACACAGTAAATCCAGAAA
GCAGTCCAAAAAAAGAAAGGAGAAGAAGCACAAAAAGAAGGGAAAGAAGCAAAAGACTCC
TAAGCATAAAAAAGATAAGCGAGCTAAAGGAGAAGAAAAGTCTGGACCTGTTCAGATCTC
AAAGTACTTAAAGGACAGAGATAAGGGCAAGTACAGTATGATTTCAGGAAAGAAGATTAA
AATGAAACTAAAGAAGTCCAAAAAAGATAAGCAGCGGGATAAAAATCGAGCAGAACTTTT
GGAATTTTTGAACTCGACCCTCTGAGGCCACTGCAAACTCAGCAAAACCCCTCTTTTTTT
GTTGTTGAAGACACTTTTATGAAAGGAAAATATTAAAGGCAGGTTTTCTGCCCCAGAAGA
CGGAAACTAAAACTAATTTAACCCATAGAGCTGAATT
>McF0020N13-MGRbd1
GGGGGTTCTTGCATGAATTTAGCTGCATGCTTATTAGTGTTTCCTGCAATTTCACATTAT



GAAGATAGTTACCTGGAACATAAATGGAATTAGGACTTTTAAAGGGGGCATCAAACGTGC
CCTCGATTTACTAGATGCAGATATTATATGTGTACAGGAAACCAAAGTCACCAGAGACTT
GCTCGATGAAGGATCTGCTATCGTTGACGGGTACAACTCCTATTTCAGCTACAGTCGAGG
ACGCAGCGGCTACTCAGGTGTTGCAACTTACTGCAGAGACAGTGCTACTCCGCTGGCAGC
AGAGGAGGGTCTCACTGGCCTGCTGACCAACCATGACGGTGCTGTGGGTTGCTATGGAGA
CCAAACTGGGTTTTCAAGCGAGGAGCTGCAGCTTTTGGACAATGAAGGACGAGCCATGAT
CACAAAGCACAGAATCATGTGTCAGGACCAAGAGGAGAAAACACTCGCTGTAATTAACGT
ATATTGTCCAAGGGCTGACCCCGAAAAGCCAGAGCGAAAGCAGTTCAAACTGCAGTTCTA
TAAGTTGCTTCAGCATCGGGCTGAGGCCGTACTGAAAGCTGGGAGCCATGTAATAGTTTT
GGGTGATGTGAATACATCTCATCGCCCAATAGACCACTGTGACCCCTGTGAAACTAATGA
GTTTGAGGATAACCCTGGGAGAAAATGGCTGAATGAGTTTTTGCACAACGGCAGTCCAGA
AGACGTTTTAGATGAAGACCCTAAACAAGA
>McF0020N20-MGRbd1
CCGCCCGTNAAACCCGGCATTATGGCCGGGGGATGGGTGGGGTCAGTCAGCGCACCTGTG
TGGGGTGACCTACCGTAGTAGGTCTGGTCGGTGGGTTCGGGCCGATCGCGCTACGGATGG
ACCCTCTGAGAGTCATAAAACGGCCCCGCTGCCTGGCTTCACGGGACACCAAGGGCGCGT
CAGCCGCCCGTGATCATCCGGCCGCCTTACCTGGGACACATACCGGCTCAGAAAACAACC
ATTCACAGAAATACAAGAAGACGATTTCCGATTTCAAAGCGAGAGACCCATATTTACCAC
GGCACATGAACTCTGCATCAGAGGACCAAACACAGAGCAGAGCGCACCTATGACGTCATT
CTGTCCGACCTGAACTACGACCCGAACATCCACTCCAACAAGGCTTCTTCGACGGTTGCC
CTGGTAACGCTGCTGCGTCTCCATGAGGAGGCATCTGCATGCTGCTTCCTTTTCTTTGCC
TTTTAGCTGCTCCCTTCAAGCGACAACCACAGGGAATCTTCTGTCTTCATCTAGTCCTGT
CCTCTGAGTCCTTCTCTCTTGCTCCAGTCCCCCTCAGGTCCTCCTTCTCTGCATCTGTGA
ACCTCCTCCTCAGCTCCAGAGATTGTGAGATTGTGCTCCCTTGTGGTTACATTATTCATA
ATTTTCTCACATTGCTATTTATTAACTATCATACTTTTTTATTTATTTAAGAACTTTATT
AAAGGACAGAATAGTAACAGTATTTACTAAAAGTGATGAGCCACAATGATATTTTCAATT
AA
>McF0020N21-MGRbd1
TCGGATCCGTGTCGTGAAAAGCCCTTTCCCGATTGTTCTGCTTCTTCTTCTTCTTTGTTT
TATTTTTATTTTTTTATGAACGCAGCGTGGGAGTTGTTTAATAATAAGGGACGGTCTAAT
CCAAAGTTAGCAGACATCGCGCGCGGCCTCGAGGATGTTCACGCTGCTGTCGGGGTTGTA
TAAATTCATGTTCCGAAAGGACGAGTTCTGCGTCCTAATCCTGGGCCTGGACAACGCCGG
GAAAACGACCTTCTTGGAACAAACCAAAACCAAGTTTAGTAAGAACTATAAGGGTATGAA
TCTGAACAAGATCACTACTACCGTAGGCCTGAACATTGGTACCATCGATGTGGGCAAAGC
TCGCCTCATGTTTTGGGATCTGGGAGGTCAAGAGGAGCTCCAGTCTTTGTGGGACAAATA
CTACGCAGAGTCCCACGGAGTCATCTACGTGATTGATTCCACTGACGAAGAGCGTCTGTC
GGAATCCAAGGAGGCGTTTGGGACGGCGTGAACGAAGGCATTGAGTGGATGGTAAAGTGT
GTGGTCAGGAATATCCACCGGCCACCCCGACAGAAGGACATCACTTAAGACACTGAAATC
TCTCTGGACCAAACAGACTGGATTCTTTTGCCCATGTGGCCGTCTAGATTCACTCCGCTC
TCTTTTTCATGACAGAGTGAGCAGAGATGAGGCCCCTGAATCTCCTACCAT
>McF0020N23-MGRbd1
AACCCGGNCATTATGGCCGGGGGACGGCTGTCCCATCAGTTCTCTGACCAAAGAACAGTT
CGGCTTATTTGAAAAGACATGTCCGTTCATGTTCTGTAGAGGCTTTGACATTGGGCAGAC
ATGTCTGTGTTGAGATATGACAGTAAGCATGTGTGTCTTGCAAAGGGTTTTGACACATTT
GGAAAATGAAAACTAGAATTTAGTTTTGTTTTTAAGCTCTAAAATTAACGATTAAACTCT
CAATATATCCTGCAATTCAGGTAATCTCTTGAGTCCATTAAATCCATCTCTTAAATGCAT
TACCCGCCTTACCATCTGGCCGATTCGCTGTGGCCCGTCGCAGTTCCTGTCAGGAGGTTG
TGGTAATTTGGCCCAAATGTCACATCCTAAAAATTTGGTATTTTTCACCTTCTCCATTTA
GAGCTTAAGACCCGGCTAAAGTTCCAGCTACACACAAAGCTGAATGTAATGCTATGAGTG
CTGATCATCACTTAGTAGCATTAGAAGGGATGATAACCTGTGGTACATACAGATAGACTT
TAAGTAGAGGTGAGTCATCCTATTTTAAAGAGTTGTACAAGCAAGCTGTTGCAAAATACT
ATCGATTTAAAACCACTTTATCAATATAACTAAAGCCCAATATATGTGGTTTGTTGCACA
AGGATCAATATTAATCTTGCACTTTTGACATTTTTCTGGAGGTGTCATCTTCACCTTCCA
CAGGACAGTCTGTTTGCATTTTCATTTGTGGCTCTTTTCTGATCTTTTTGTTCACCGATC
>McF0020P16-MGRbd1
GGATTCTAGAGGCCGAGGCGGGCCGACATGTTTTTTTTTATTTTTTATTTTAACCTAGAT
CCGTGGATATGAGAGGCAGAATTGTATTGTATTTTATTTAGACAGACAGACAGACAGACA
GACAGACAGACAGACAGACTGACAGGGTTGTATTGCCATT
>McF0021B10-MGRbd1
AAATGAGTTACGGCTTCTCTGCCATGCAAGGGTGGCGGGTCTCTATGGAGGATGCCCACA
ACTGCATTCCAGACTTTGATGTGGACACAGCCATGTTTTCCGTGTATGATGGACATGGAG
GTGAAGAAGTGGCTCTGTACTGTTCTAAGTACCTGCCTGACATAATCAAAGAACAGAAGA
CATACAAAGACGGTAAACTACAGAAGGCACTGGAGGATGCATTTTTGGCCATTGACGGCA
GGATTACCACAGCGGATGTCATCAAAGAGCTGGTGCAGATTTCTGGACGACTCANGGAGG



ACCCACCTGCTGAAAAGGTTGCAGAAGAAGATGACTTGGACACAGAGGAAGCTGCTTTGC
TGCACGAGGAGGCCACCATGACGATTGAGGAGCTGCTGGTCCG
>McF0021B12-MGRbd1
GAGCTTCCCCGTCACCTTGAATGGAAAGCCACCAAACAAGGTGTCCAGACAGGAAGCTGG
CTTTANTGAGGACAGGTCTCTGTACGACAGGTGGAGAGCTCAGCAGTTTAAGATGAGGGA
GACTCATCTGCTGGGTCAATGGACAAGGCGCCCGCCTACCAAAGGCAAGGTACAGAGACT
TATTGAAAAGGAGCAGTGGCACTCCAACTGCCCCTCAGCAAAGTCCATCATTGAGAAGTG
GCAACCTCCAAAAAAAGAAGGAGTGGAGTCCAATCCAAAAATGAAGAGACTGGTAGAAAC
ACAAAAGTGGAAATACCTGGTGGTGGTGGAACCATCTCCCAAGGCTGGCAAAGGCAAAGG
AGTGGTGATCACAAAAAACTTTCCTAAAAACGCCATCCTTTGCGATTACCATGGAGAAGT
CATCTCTGCTGCTGAAGGGAGGAAAAGAATGGCTGCAAAGACAGACGGGATGGGCTACGT
ATTTTTTTTCAAAGACAGAAATGAGGACCTCTGTGTTGATGCCAGCAACACTTCATGTCC
TTGCCACCCAGACATGGAAACCTTTGGGCGTCTCATCAATCATTCCAAAAAG
>McF0021B14-MGRbd1
AGTGGAGGAGCAAAGTCTGTGGAGCAGCCAGCACCTGGGGGAGCAGAGTCCCGCCACGCT
GCTGCGCTCCCTGGTTTACCTGAACACCAACGTCTACGGCCCTGACACGGTCCATCCAGT
CAGGATCACCATGTGCAAACAGAGTCTAGGAAGAGGAAGCGCAGCCTAAAGGATGGCGAG
CAGGAGGACGAGGACACGGGCAGCTCCTCAATACGGTGTCCTGTAAAGAAACACGAGTGT
CGTCTCTATGAGATCTACAGATCCAAATGTCCACCGTCATTGTGGGAGCATCATGGCGTC
TTCTACATGCAGCCGGATCCAGCCTG
>McF0021B15-MGRbd1
CCGGCCTTATGGCCGGGGGTCTGTGCGGGACAGGGATGACAGGACAGCTTTGGAATGGGA
GGCATTCGCTTTATTTGTGCTTCCACCTCATTTCATCAAACATGGAGCCCAATCTGCTGA
TTTCTACGTTCTCCGGGCATGGATCTGGCAACACGACAGTCTTCTCAAACTTTGTCATGG
CGGCTCCTCGGTCCGGACAATCTACGCCAAAACTCTGTTTGTAAAGGCTCTGATTGACAG
GTGGCTGTAACTTTCCGTAACGTGTCGTGATGAAGTAACATGGTTTCCCCGCTGCTGCTC
CTCGTCTGGTTGGCTTCANTCCTGTGCGGAACCAGCGTCCAGCTGCGGGGCCAAAGAATT
CCCCTCCAGAGACGGACAGTGCTGCCCGATGTGCAACAAAGGATCGTTTGTGAGCAGAAA
CTGCTCAGAAGGTGTGGAGACCAAGTGTCTTCCCTGTGAGGAGGGGACCTTCACGGACCA
GCCCAACGGGCTGAAGAGCTGCTCCAGCTGGTCTCTCTGCACAGGTCACGGGCTCGTCAC
CAGGCAGAAATGCACCAGGACGTCAGACACGGTCTGCGGCGTCTTGGACGGATACTTTTG
TCTGATTTTGGAGAACTCGGGCTGCAGTTTAGCAGAAAAACATTCCCAATGCAAACGCGG
ACAGCAGACGAAGGAACCAG
>McF0021B21-MGRbd1
ATCTGCGACGACACTGCTAGATGACGAGACATCGTGCTTCTTGAAAAAATCAAATGCAGC
TTTGCAGTGATCCAGACGCTGGAAAATCGTTTTAAGGATTCAAGAGAGAGTGTGTTTGAA
TGAAAAGATATCTTGGGGTTTTGTCCGACCTTGTTGGAGGTGTGTGTGAATCTGTCAGTG
AGACTGGGCTGCAGGAGGAGAGGCTCACTTCAGCTTCAGAAGGGTTCAGACGGTGCAACT
ACCTCACAACTAAAACCCTGGAAAGCAGTGTCTTATTAGGAAAACTAATATTTGTGTATT
TTTTAGGAAAACCGCATGAATGACCTAGGGTTGTGCCGATGGACGATATCATCGGCCATC
GTGATGGGTGACTGACATCCCGATGGAGAGACCACCATCGTGATGCCACGCCCCCGCCAC
GGTGCGCGTCGACATCATAAGCCGCGGGTACATGATGGGATCAATGGTCGGATTAGAATC
CAACCGTGTACATGGGTCCAGAAAAATGTTTTTAGAATATAAAAACGTTCACTAAGGTCA
CACTTTC
>McF0021C05-MGRbd1
CAGAGGCGTTGTCATGGCGTCTACGGTTCACGTTAAGATTGGAATTATTGGAGGGTCANG
ATTGGATGATCCTGATATTTTGGAGGGAAGAACGGAACGCTATGTGGACACGCCATATGG
AAAGCCATCAGATGCTTTGATCTTGGGGAAGATCAAAAATGTGGAATGTGTGCTCCTTGC
AAGGCATGGAAGGCAACACACCATAATGCCATCCAACGTGAACTACCGGGCCAACATCTG
GGCTCTCANAGAAGAAGGCTGTACACACCTGCTGGTCACTACNGCNTGTGGATCGCTGCG
AGAGGAGATCCAGCCGGGCGACATTGTCATCATAGATCAGTTCATTGACAGGACGACCAA
GAGACATCAGACCCTGTACGACGGGCAGCCCTCCAGTCCTCCGGGGGTGTGTCACATTCC
CATGGCTGAGCCCTTCTGCAGCAGAACTAGAGAGGTCTTGGTGGAAGTGGCTCGAAGTCT
GGGGGTGAAGTGTCATCATCGAGGGACCATGCTGACCATCGA
>McF0021C08-MGRbd1
GGATGCTGGACCAGGACCGACAGCTGAGCGGACTCTGAACATCCAACCGGGACGGCCGGC
GTAGCACCGCGAACTCCTGCCCGTTATTTTGGGGTCTTCACTGCTGACTGATGAGCAGAC
AATAGTACTCCCCCTCTACCAAGTCCCTCAGCCATGCAGCAGGTGATGGATAATGCAGGT
GAGCCGCCCACCTCCACGGCTGTGAAAGACATTGATCTGCTCTTCCTGCGGGGCATCATG
GAAAGCCCCACTGCTCATGAGCAGATGGAGGAAGTGAAGTTAGAAGCAGTGCAGGACAAC
AATATGGAGCTGGTGACAGAGATCCTGGGTGACATCAGCAACCTGAAGGTGAAAGACGAC
AGCGCCGCTGAACTGTCCAAGATCCTCCAGGAGCCACACTTTCAGTCTCTTATGGAAGCT
CATGACATGGTGGCCTCCAAATGTTATGAAGTCCCTCCTCCTGCCGAGCTGTCCAATGAG
GCAGCAGTGAACAGCGCGCTCATGCAGGCCGACGCGGTGCGCATGATCGGCATCCGAAAG



AAGGCCGGGGAGCCACTGGGCGTCACGTTTCGAGTGGAGAAAGACGAACTGGTCATCGCC
AGAATCCTTCACGGCGGAATGATAGACAGGCAGGGCCTGCTCCACGTCGGAGACATCATT
AAGGAAGTGAACGGGAAGGATGTCGGCAACAATCCGACTGAGCTCCAGGAGATGCTCAAA
GACTGCAGCGGGGGCATCACGCTAAAAATCCTGCCCAGCTACAGAGACGCC
>McF0021C19-MGRbd1
CAGCAACCGGAGAATGGATACTCTGAGATACTGTCAGCTGTACAGACCCTGGTGTCTGCA
CTTCAGCAAAATCTACAGCAGAGCCAAGCTGCAAACAGGGTGAACCAGGGACCTGGTCCA
GTAGTACAGCAACAGATGGCTACTCCTCAGCATAGCCAGACACCACACCAAAGTGATCAG
GGACAGAGTCAGAGTCTTTTAGCACAGCAACGGACCACATCTGTACAGCAGGAAATGAGC
AGGTCTTTTCCAGCTCTCTTCCGGAGGCAAAATGCTACTGGAAAAAGACGTTTTCCAAGT
GCCTCAAAAATATGCAAAATGTCCAAGTTAATGAAAGCGTTTTCATGCAACTTCTGCTTG
CTCAATACAAATTTAAAGTACACCCCCTCTCCTTCAGAGGAATTACAACTTTTTCAGGCT
GGACTAGGCAAACGAAGCATCAGTCTTTCAGAGAACCTAAGTCATTCTGAGCTGCAGAAC
CTGTTGCATGAAGCATTTCCAAAACTGGAGGCGTTAACAGGAGGATGGCTGCTTCATAAA
TCCTCAGGTGGCAATGGAAAGAGACAAATGATACTCATAGCTCCAGATAGCGAAGGCTAT
ACAGGGGCACAAATAAAGATGGTCTCCCTCAGTGGTAAAGC
>McF0021C21-MGRbd1
TTATGGCCGGGGTACTCGGACTCCGCCCAACAAAACAAGCGTCAAGATAATCCCTGAAAA
CATTACTACATGATTTGCGAGAGTTTATTGTTCGCTGACCCCTCANAAAAAGATGAAGAA
GAGGAAGGAGCTGAATGCCTTGATCGGACTCGGGGACAGTAAGAGAAAAAAGACCAAAAA
GGGGTCCGGTCACAGACTTCTTCGTACCGAACCACCGGGTTCAGAGTCCGATTCGAGTTC
AGAAGACGACTTCAATCATCTGAACAGCGGAGCTAACTTTGGAAAGAGAAATTACAGTCA
GTGCTGCAACGTGTGCTACCCTTTGTTTCTGTTTATCATCCTTGCTGCTTGTGTCATGGC
CTGTGCTGGACTCATATGGATGCAGATTGCTTTGAAAGAAGATCTGGACTCCATGAAAGA
GAAGCTGCACAGCATGGAATCCACCCAGAAACTGGCATCAAGTGAAATCCTAAAATTAAA
CGAGGACCTGAAGAACAAGGAGAAAAAGCTGGAAAACATTGAGAATGGAGACAACGGGTT
AAACAAGCTGTGGTCTAACCTAACAGAAATGAACCGAAAGATCAGTGTGCTGGACTCTG
>McF0021C23-MGRbd1
TCACTCCCTCTTTGTCCAACAGAGGGAGCTTATGAGTAACCCAATCAGGTGCAGTTCCCT
TTCTGTGGCCATCCAGTAAAGGGGTTTAAAGAGTATTTAGCCCTAATGTGAAACCATCAT
TTGGACTCACTATAGCTTTCTGGCTTTTATTCTAATTATTTCCTCTCAGATCATTTTAAC
CCTAACCAAGTGATTGAATGTTCTAACCCTAACCCAGTGATTTTTGGTTTTCTAACCCTA
ACCCAGGCTTTTTTTTCCTCACCTTAACCAAGTGAACTTCAGGCCTTAACCCTAATCTGC
ATAATTCATAATCCCTTAAACACATTCACTTCTCTGGACCCAAAATTAGGTATTTATTAC
CTTTACTTACCTGCAGCGGTCACCAGATAGACCTCTTCAGCAGTGGGAGAATCCTGAAAC
AGAAGAAATAAGCACAATCCACAGGGGATGAGGGTGGAGCCATGGTGAGGACAGGGAAGG
CCAGAGCTTCAGATCTCCATGCGCCTCGCATGGAGAACTTAATTTTCTCACTTCTAACCC
GCGCGTGCCCCCTGTCTCCTTGCCTGGGTTCTGCCTTTGCTCCTCA
>McF0021C24-MGRbd1
CCGGNCATTATGGCCGGGGATCTTCTGCTTGGAGATCCTGTGGGTTAAAAAGGAAACTAG
TTTCTGCAACCATGATCAAACTGTGGACCATTGCTCTGGTGGTGACCTTTGTCTCACCAT
CCTTTGGAAATCACCATCAATTAAATCCAGTTCACCCGAGCAGTGAGCCCTCTAAAGCTT
TCAGAGAAACAAGGTCCATTTTTTCCTCTGAATACTACTGTTGGACCCAGTGGTTTGACC
GAGACGATCCTTCTGGAACTGGAGACTGGGAGATCTTGAGCAACCTGACGACAGAAAACC
CAGGGAAGATCTGTGAAACTCCTCAGTACATCCAGGCTAAAGCCAAATCCTTGTTAGCCT
CCTTCATAGGGGATAACATCTACATTTATAACCCAACCCAGGGCTTTGTTTGCCGCAACG
AAGACCAAACGTTCAAGAAGTGCTGGGACTACAAGGTCCGGTTTGGATGCTGCTAGTGAG
CCTTGACTCCAGGCTGATGAGGAGAGCATGAAGGATCCTCTCTGTTCTCTCTGTCCATCC
TTGAAGCCGACATCTCTTTTAGTGATTTTTTTTCCAACTATTGATTGACTATTAAAAAGG
TTAATTTCTTCTGTTTTCTTCCCTCTGTGAGCTAAAAATCAGAAAAATAAACGTGATTGA
AGAGCATAAAANNNNN
>McF0021D08-MGRbd1
TTTGACTTTGCACATCACATGACTAACTTAGTGTTGTGAAAAGCTTGAAATGCTTTTGTA
TGTTCTGTGTTGGCTTTGGGGTCAAGATCTGGAGGTTCCAGCTTGAATTTAGTGTCTCAG
TGGTTACAGTGGATCATTTGTTTCTGCAAACTTTTCTATGGAATACTGTTTTCCTCCTCT
GAGTTCTCAAACTTACAACTGGACGTCCTTATGTTGTCATAACAATTTATTTAAGATGCC
ATCTGCTTTGAAGTTTTTCTGTAGCCAACACACTGAAAAACAATTCAAGCCAATTCAAAC
CAAATGAATTAGAGTCAAACATTGAAAGAGTTTGGGTGGAGCGACTTTGCCTTCAGCAAA
AAGACAGGCTGGCTGCTCAGTAGAATGTGGTCGATCAAGTTCATCTGCTCTGCTGCTCTG
GTTCGCTATTAAGTTAAATGTTCACAAACAAGTTATTTTGTGTCTCCAGCAAGATCAAAA
GAGGTTTTAAAGTTTACAACAGGAAAGATACATTTAAGGAAATTATTTTCTCTTTAGGGT
TGTATGGTGGTGTACAATTAGGCCTGGTACAATTCCAAGCTGCATTGTTTTTGTGTG
>McF0021D20-MGRbd1
GGGACAAGCAGGAGGAGGAGGAGGAGGATTGTTCCTGGGGAAGGTAGTCGTTTGACTCGT



CTCGCATGAAAAAAAACGATGTATGTGAGTCACAGAAAGTAAGACTCACTGGAAGAAGTA
AAGAAAAAGGAAGTAGGATTAAGAACGAGCAGAGGTGTCGATAGAAAAGTGCGCAGGATG
GGCGAGAGAAGCGACGCTATAATGTTTAAAACAACAGGATCTAAGTTGCTTCTGCCTGTC
AGTGAATATCTTGGTTTCCCTCTTGACCAGGTGAACTTCATAGCATGCCAGCTGTTTGGC
CTGGCTGTTGCCTTCTGGTTCCGCCTCTACCTCAAGCCCAGTCACTTTAAGCCGCTGGTC
AGGCACACAGTCGCCACGCTCCTTGGCGTTACATTTCTAGTCTTTTGCTTCGGATGGTAT
GCCACTCATATACTGGCCATCGTGGTTGCAATATATGTGATCATCCTTAAAGCTGACATT
AACCATGTACACAGGCAAGTCCTCACAAAAACAAGACTCGACCCCGACTCACCTGTCATT
AACTGACTGCATTTCTTCCCCACTGATCGGACTGATCACATTGATTGATCTGACATTTAA
AAAAAAATGTAACCAGATTATATTCTGTTTGATCTGATGTCACCCGCCCTC
>McF0021D24-MGRbd1
AACTTTACCTACCGACGGAGACAAACTATCCAGCTGCTCATTGAGATCATCTGGCCCCTG
TTCATTTTCTTTATTTTGATATCAGTCCGGATGTATTACCCACCCTATGAACAACATGAA
TGCCACTTCCCCAACAAAGCCATGCCCTCTGCAGGCACCCTGCCATGGGTTCAGGGCATC
ATCTGTAACGCCAACAACCCCTGCTTCCGTCATCCCACTCCGGGAGAGAGTCCAGGAGTT
GTGGGGAATTTTAATGACTCAATAATCTCTCGTTTATTGACTGATGCCAAGAAGATCCTG
CTCTACTCTCAGAACGATAAGAGCTACGAAGGCTACAAAGGACTGCTGAGGGCCCTCAGG
AAACTTCAGAAGAACACTGCCCGTTTCAAGCTGAAGGACTTCTTACAAGACAATGAAACT
CTTTCCCATTTTCTGCACCACAATGCATCTCTTCCTCACCACACGCTAAGGCACATTGTG
GAGGCCGAAGTCAATCTTGAAAAGGTGCTCACCAAAGGTTTTGGGTTCCATCTTCGCGAC
CTCTG
>McF0021E05-MGRbd1
GGCTCTATTTGTTTGATGAGCAGACCAGCCTCCTTGTCCTCATACCTGCTGGGATCGGCT
CCATCATTGAAGTGTGGAAGGTGAAGAAGGCTCTAAAAATTCAGGTTTTCTGGAAAGGAG
GCAAACCAACATTCCTGTTTGGAAAATTGGATGAATCGGAGAGAAGAACTGAAGAATATG
ATACTCTGGCCATGAAATATCTCTCATACCTGTTGTACCCGCTGTGTATTGGAGGGGCAA
TCTATGCTTTGATATTTCTTAGATATAAAAGCTGGTACTCCTGGTTGATCAACAGCTTGG
TGAATGGTGTTTATGCCTTTGGATTTCTCTTCATGCTTCCCCAGCTGTTCGGCAACTATA
AGCTTAAATCTGTGGCTCATTTACCTTGGAAGGCTTTCATGTATAAGGCGGTCAACACCT
TCATTGATGATGTGTTCGCCTTCATCATCACTATGCCGACGTCACACAGACTGGCCTGTT
TTAGGGACGACGTGGTCTTTCTGATTTACCTCTACCAACGATGGCTCTACCCAGGGGACA
AAACCAGAGTAAATGAATACGGAGTTTCATACGATGAAAAACCCAAAGGGAAGACTCATA
AGGACTAGTAGAAGTG
>McF0021E07-MGRbd1
GGGGGCAACAAACTACGGTGCCATTACCAGTCTTTCACATCCCACTCTAAACACACTAAC
ACGGCATTGATGGTAATGTATGCAAGGAAACAACCGAGACTCGGCGATGGGTAAACACCT
TTTTAAACATTACTTATTCTGATTTTTGCCTCGTAGCTTCGCTTTGACAAGCCGCCATTT
TTATGGGGGCAAAAATAAGTGTCTGGAAACTCGCCCTTTCGACTAGTGCGGCCCCTCTAG
GTATGTTTGAGCTCGGACATTACAAGTTACTCACTGCTGCATGTTTTCTCTCTTTTTTTG
CAGGTGCGACCGAAGAGATTCTCAGCCCTATCAGGTACGTGTTAGCCAGCTTGCTAGCTC
CAAATAAGATTAAAATGGACACTCCAGCTCGGGCTGTAGTAGAGCTCAACAGGCCCAAAC
AGTGCGGCAAAGAACGCGAAAAGTAGTACAAGCTTCGTCACAGCTATGCATTCAAGCCCA
ATAAACAAACATAATGCATGTTTTTGTTGACGTATATAAAGTAAACGAGTTTTATTCGTC
GACTTGGACGCTTTTGTAAACG
>McF0021E08-MGRbd1
GGGCCTTATGGCCGGGGACATTTTTTTTTTTTTTTTTTTTTTTTTTTTTTNGGGCCGGGC
TTTTGGATTTAAATTAAATTTTTAAAAATGAAAGTATTTTTTTTATAAAACAAGTGAAAT
GGTGGGGGTCTGAATAAAAAATACTAAACTTTGAACTCACAAGGGTGTCATGTAATTAGA
CTAAACAACTCATAATCCAATGTTGGAAAAAAATGTTAAACTATAACCTTGAGCACGATT
AGCACCAAATGCTTAAGTTTAACAAAAAGAAAAAACTTTAAGTTAAGATTAGGGTTTAAC
TCACAAGTTGGTCATATTTAGCCAGAGCATCCAGAGGAAATCTTTTGAGACGGTTTTTTC
TCCTTGCCGCCCTGGGATGCTGCATATCTGCTTGTTTTCGGTTTGATCTCACGAAAACGG
TTGAATTATTGCCAACAGGACCATGGACAGTTTCATATTCAAAGCCATTTTCAGTAAGGG
GTAAAAAAACTGCTGAAAAAAATTCCTCCT
>McF0021E14-MGRbd1
GTTTAAACCCGGCCTTATGGCCGGGGGACACATCAGAACATCGTGAACCATAGAAGAACA
CCGACGCTAAATAGGGAAATAATGGCTTCGTTTCGTTGTTGATTTAATCATAAAGCTGTC
TTTATCTGCCTCATCTCCATACGTTAAAAATATGAGGCGGTGAAAAATCACATGTTTTGT
TTTTTATTGTTTATCTGAGCTCTCGGGCTACTATAACCAGACATCGGCGCTTGGGTCGAG
CTCCTCTGTGGCCCAAAGATGATCAAGTTTGTCCTGATGGTGAACCAGCAGGGTCAGACC
CGGCTGTCCAGGTACTACGAGTCCGTGGAGCTGAGCAGGAGAGCGGCTCTGGAGGCCGAC
GCCGTCCGCTGCTGCCTGAGCCGCAAGAAGGACCAGTGTTCTTTTGTGGAGTTCAAGGAC
TTCAAGCTGGTGTACCGGCAGTACGCCGCCCTCATCATCGTGGTGGGAGTCTCANACGGC
GAGGTGAGGCTGCAGGACGTCAGACACGTTTCCTGTCCTCCCTTCTGTACTCCAGACCAT



TTGTGTCCCCCACAGAATGAGCTGTCCATCTATGAGCTGATCCACAACTTTGTGGAGGTT
CTGGACAAACACTTCANCAGGGTGAGTGAACTGGACGTATCCTTTAAGATCAAGTCAACA
TGAGGATGAAGAGGAGTTTTCAGTGACATCATCACAGCAGAGAACGGTTCCTTCACCTGA
AACCTCCTCAGATCATGTTTAACCTGGACAG
>McF0021E16-MGRbd1
GCTGAAGCAATTTCAAATTAAAAGCTCCAAGCTTCCTCTTTGAACATAATATGTAGCACA
TTACGTGTAACGCCTCAGGCACGGCAAATCCCCCCCCCCATGAAGGGCCGCCCTGGGGGA
CCGCGCNCATCGCCTATATCAAAAACCGGCACTGGGAACACTTACCCAAATAAATTAGGG
GGCCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACATG
>McF0021E19-MGRbd1
GGGCCTTATGGCCGGGCAAGAGAGGCCTAATACCTTTTTCTAATCCGGGTCATTCGAGCA
TTTTATGTTTTTGCCAGCAGGTGGACGGAAGATTCATCTTTGATTCAGTAGAAATTCGTC
GATAACCTCTAACATGTACTAGCAGCATGGCTCTCGTGGTACCTGCAGCACACAGCACAT
GTTTATGAGCTACGTTAGCAGTGTAGAAATTGCAAAAAAATCAAAGTTTTCTTCATTGCA
AATTTGTGGCATCAAAAGAGAAGCTGAAGATGCACCTGGCCTTAAATGATTGCAGCAGTT
ACAGATGTTAGTGACACTATTCTCAAATATGGATGATCGTTATGTTTAATTGGTGCAAAT
AAAAATTTTAACCTGTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0021F03-MGRbd1
AGAAGGACTTGCTAGAAGAGAAAATCGCAACGTCTCACTTGGCTGACTATTTTCCAGAAT
TTACTGGACCTCAACGCGACGCAGAGGCGGCCAAAAAGTTCATCCTGAAAATGTACGTGG
ATCGGCACATCGGCCGCCACAAGCCCCTCTACACGCACTACACCTGTGCCACAGACACCG
AGAACATCAAGGTCGTCTTCAAAGCTGTGAAGGACACACTCCTCCAAGATAATCTCGAGA
GGTTCGGCCTCGAGTGAAGGAGTAAATATAAAGCTGGCCCTCGGCCCTGCGGGGTCACGT
CTGACACTTCTAAGGATGTGTTAAAATGTTAAATTCTGTAATTTATTATGAAAGGCTGAT
AATAAATGCTTTTAAATGTATTATTTTTATTTAACATGAGATAAACAAAAAACCCACTTT
TCTCGGAAAGCTCTGGAATTCTTTAAAGTCTTTAAATGTTCAGATCTTTTTAGATGGGTT
TCACTGTAACCTGTCTTTTAAAAAATGCTGCAAATCCAGTTCTGTCTGAAGAGAAAAATG
AAAACCTCGCAGACGACAGCCATGCGTCATTCCAAAGCT
>McF0021F07-MGRbd1
GGCTTTTATAGGTGTGGTGTGCTTGTTAATTTACTTGTTTGCTTTTACTTTTGTGTTTTT
GATTTGATCCTGATTGTGTGTGTGCAAGAATACGTACTGTCACCATAACTCTTAGAAACT
CTTGTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAAAAAAAAAAAAAAAAA
AAAAAAAAAAAACCTTG
>McF0021F08-MGRbd1
GTTACCATTTTCCTCCCTTTTTCTTATTGCAATCCTTTTTCTCCTCTTTGACTANAATGC
CTCCTACTCCCCTTCTGGGGGATAACTGTTTCTCCTAATAACCTTTTTGGGATACCATTC
TTATGCTCTTACCTGGCCTAATTACATGACTCAGGGGGCTGATGGGCAGAATAAAAAAAA
AAAAAGAAAAAAAAAAAAAAAAAAAAAAAAAACTTGTCGGCCGCTGGCCCTTTAACTA
>McF0021F13-MGRbd1
CAGCTGCTGGAGGAGAACAGCATACTGAGGGAGCGAATGAAGGGACTAAAAAGTTTAGGT
GATTTATTGGAGGAGTCTCANTCCNAGGCGTCGAGGCTCAGGCAGCGAGTGGAGGAACTT
GTNAAAGACGGCGAGGGCTTAGAGTCCTCCANCTTTGCTGCNAGCCTGTGCATGGGAGGG
CCAGTTCACACTGACACACAAAGTAAACTCTGCTTATACCCAACTCCAGAGAAAGAGGAA
CAG
>McF0021F14-MGRbd1
AAGGAATGGATGTAAAACCTGCTTCAGTTTCAAAGCCGCAAGTGAATCGCGCAGCTGGTC
GTGCGCGCAAAACTCCCGGTATTATTGGAACTGCCTCTGTTTCTGGGATTCACGCAGTGA
AGACGAAGATGGATGTTGTAGAAGATGTCCTTGTGGGCGGGGCTTGCCCTCAGGTGATCC
AGGAGCTCCCTCATCTTCGCCTGAGAGGTGGGCTTCGATCTGATCAAGTTATAAGCCTCT
TGCTGGATGGCGTCTTCCTGGAGAAGCTGATCTAGGATGGGTTCAACGCAGGTGACTCTG
TCGATCAGCTGGCTGAAATGTGGAAACATCCTTCGGTTTCATTCCAGCATTTAACTCCTC
TCCAGTCTGGACACGAGGTCGGGGTGCTGCTCCTTCAGGACGGAGAAGAAGATGTTCTTC
TTGTCTTCGTCCTGCAGGTCATCACAGAGGAGCGCGCTCAGCTTCTTCCTCCTGGTCGGC
AGCGCTTTGATGTTCCTGTCCCGCTCTGGCGTGATGACGCCTTTGTTCAGGAGC
>McF0021F17-MGRbd1
CGTTTAAACCCGGCCTTATGGCCGGGGCTCACGTGGAGTACGACTCGAACGTACGTCACT
ACGCGCACGTTGACTGCCCAGGCCACGCCGACTACGTCAAGAACATGATCACCGGTGCTG
CCCAGATGGACGGCGCGATCCTGGTTTGCTCGGCCGCCGATGGTCCGATGCCACAAACCC
GTGAGCACATCCTGCTGTCCCGTCAGGTAGGCGTACCGTACATCGTTGTCTTCCTGAACA
AGGCTGACATGGTTGACGACGCAGAGCTGCTGGAATTGGTCGAGATGGAAGTTCGCGACC
TGCTGAGCACCTACGACTTCCCAGGTGACGACACTCCGATCATCGTTGGTTCGGCTCTGA
TGGCACTGAACGGCCAGGACGACAACGAGCTGGGCACCACCGCTGTCAAGAAGCTGGTAG
AAACTCTGGACAGCTACATTCCAGAGCCAGAGCGCGCTATCGACAAGCCGTTCCTGATGC
CGATCGAAGACGTGTTCTCGATCTCCGGCCGCGGTACCGTTGTTACCGGTCGTGTTGAGC



GTGGCATCGTTCGCATCCAGGAAGAAGTCGAGATCGTTGGTCTGCGCGACACCGTCAAGA
CCACCTGCACCGGCGTTGAGATGTTCCGCAAGCTGCTGGACGAAGGTCGTGCTGGCGAGA
ACTGCGGCGTTCTGCTGCGTGGCACCAAGCGTGACGACGTTGAGCGTGGTCAGGTTCTGG
CCAAGCCAGGTTCGGTCAAGCCGCACACCAAGTTCACCGCAGAAGTCTACGTTCTGAGTA
AGGA
>McF0021G19-MGRbd1
GGGGAGAAAGTCGCAAACATGGCAGACAAGATAACACTTTTGGAGACCAGGCTCCAAAAA
AAGTGACAAAGAAGTGCTGGAGCTCCGGAGCAACATTCTAGGTCCACGGGGGGGTTTCTC
TGCTGCTCTCAGGGATTCTGGCTCTGGAGACATTGGACCTTTTACCACTTCTACTCCACT
TAAGTATAAAAAGATTTTCTCCAACTATGGCAATTGCTACAACCCTTCCACAGGAGTCTT
CACTGCAAAGGTCAACGGGGTGTACTTCTTCAGATTCTCCATGTTTAATAACGTCAGTCC
CACTCCCAACTCTGTTGGTAGTCTTAAAAAGAATGATCAGCTGTTGGTGTCTGTCTGGGA
CACCAGCGGAACTGACAGCCATGACATGGGAAGCAACGCTGTAGTCATCCCACTGAAGGT
GGGAGACAACGTCTATGTGGAACTGGCAGCAAACAGGCTCGTCTTTGATGACGGAATGAC
CTACAACACCTTCAGTGGCTTTCTGCTCTTCCCTGAGTAAATAGAATTTCACACCTTCAA
TTCATTTTAAAAGGATTATACCTAATGGTGAGGGTTTTGATAAAGGATGTTTTAAAAATT
AGCCTTTTAATGCAAGGATTTTGGTTGTAATTCAG
>McF0021H03-MGRbd1
GCCGGGGGTCTAGCACCGGAGTTCGGAATAAAGCTGCAGATTTTAAAGAAACGTCTCAGT
TTTCAGCAAAAATAGCGGGTTGAAAGATGGGAAGAGAGAAGTGTGTGAAAGGAGAGGAGA
AGGCCAAAGGCAGAAAGCTGAAGAAGCTGGATGGCGGCGAGAGCGCAGGTGCCTTTGGAG
ATCTGATCAATCACAGCACAAAACCCATTAAACTCACAGAAGAGGCGAACAATGAAAAGT
CTCAAAAGAAGGTAAAGACGCCAAAGACGGAAATCCAGCAAGTCTGCATTTCCAGTTTTA
GTGATGCTTTGAAAGAAGAGTCCCTGGAGGATTTTGCTACTAAGAAGAAAAGCTTGAAAA
GGAAAAGAGTGAAAGATGAACCCAAGGATGGCTCGTCACTCTCGGTTTCACCTCGTTTAA
AGATAAAAACCGATCAGCCTGATGAAAGTGAAGAGGAAGCTCATGAAAGAAACTCAAAAA
AAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0021H06-MGRbd1
TTACGGACAAAGATTGTTTTTTCTTTATATGCTCTGAGAAAAGTATTTAAAGCCAATTTT
ATGCTGTTAAATAACTATTTTATACATTAAATGTTGCAGTCTTTANTNNNNNNNAAAAAA
AAAAAAAAAAAAAAAAACAT
>McF0021H16-MGRbd1
TTTAACCCGGGCCTTATGGCCGGGGGGCGTGAGCCTGGATGGAGCAGTCAAACAACTGAA
GGAGAAAAATATCAAAGCCAAGTGTGTTTACCCAGCGCCGCTAAAGCTTTTCAGGGAGGA
AGGAGAGAAGATGGACTCATCACTTTCAGCTGCTGCCCCATTGGTGAGGGCGCTTGGAGT
TTAGGTCCGAGTAGACGAAAGAGAGAAGATGGAACACGAGCTGGTTCGCTAGAGGGAATA
CTGTGGGAGGAAAACACACAAGAGATGCAGCGAAGCTAACCAGTGCCGATGCTAAAGCTT
TTTTCAGTGGAGATTAATGACTCATCAAATCAAATCAAACTTTATTTCTAAAGCACTTTT
CATATAAAAGTGTAACACAAAGTGCTTTAGATTAAAACAAAACAAAATAAATAATATAAA
AACAAGCATGAAAATTAAAATAAACANGCCCANNNNNNAAAAAAAAAAAAAAAAAAAAAA
ACGTG
>McF0021H19-MGRbd1
AACCCGGCATTATGGCCGGGTCTAAGGAGGCAACATTATTTATAGAAGTTACTTGTCAGG
TAGAACAGATGATTGTGGTGACAAAATTAATAAAATAAAATAAATACTTTGACTGAAATA
TTTGATGATACTACTATCAAAAAACGTCTGTAAAATGAAAAAAAAAGCTGATCGCTCACA
ATTTTAAACTTTTTCAGAAAGTTTTTTTCCTATAGCTCTGCCTTTATTTACACAGATATG
ATTATTGAAATGAAAAAGTTGTCAGATTTACTAGAATCTGCTTCTGCACTCCATAAAGAT
TGGTTTGACCAGGTGTTCCACTCCTTGCTATGCCAATTTGTTTTTTTAAAGAAAACCAAA
TATAACTTTATCAAGTCTTTTTATAATCCTCACTCTTTAATTTTGTTTTCTAATCCTATA
CCCGTATTTTTCTGAAACATTTTCATTTAATGTTATTGGAATTTTCTCATTTTAATCTGG
CATGTGCATCTATTACTTTTTGGTATAGATCATCTTTATTTGTATTCCCGTTTATTACTT
AATCCGTATAATCTATTCATGGAATAAATTTAATAGTTAGGACACTGACCCAACTTTAAA
AAAATCAATTACAAACTAAACTTTGAACGGTATAATTAACTTACCATTTGATTATGCTGT
CACAATTCTAAATGCTAAACAGATCTGACTATTTAG
>McF0021I01-MGRbd1
TTAAACCCGNCATTATGGCCGGGGACTTGTTTTGAACGACGCATCACGCAAGCTGCTCTT
ACACAAGCGTCTGCGCAGGGAAAGAGAGAAATAACTTTTGAGGATTCTGTCATGGATTCC
CTGCATCCGGGCGAAAAGCCTAACTTTAATCGAGAGCCGAAGCGCAACCAGATTCCGTTG
CGCTCTCCCCGTCAAAAAGACGCCTATGCCCGGCTCCTTAGCCAGCATCGCACTGGCAAG
TTCAGTGCGTTTTTAGAGGAGTATGCCAAGGACTCTGTGCTCAGAAAGGAGGGGGTCGCA
GTGCTTGAAGATCAGAGTGGGAGCGTGACTGTACCGCCACAAAAAGTGGAACATGTACCT
CGCGATTACTCAGATTCCACTGACTTCTCGCCTCCCTTTGTGAAAACCAAAGAGTCCTTG
TCTTTATACATGAAGAAACTGACCACTAGCATCGCTCAGGAGAGTGAAAGACAACCAGGT
GTCCCTGACGTGCAGCGACATGGACAGAGAAGGGACACGGCCACCAGCCAGGATGCAGAT



ATTGAGTCTGGGGAGGAGCTCGGCTCTGTAAAACCCTCCCACACAAAAAAGCACCAGAAG
CAGCAAAAGAAAAATAAAGAGTCAAACAGAGATGCTGCACCGAAGGAGGTTCAGCTCGCT
GGTCCGAAAAAA
>McF0021I02-MGRbd1
GCATTATGGCCGGGGAACCTTTACTACAGCTTGGCACTGAACATTGAACCTACATGTGTA
GGATAGGTGGGAGGCTTTGAAGGCGTGACGCCAGTTGCGCTGGAGCCGTCCTTGAAATAC
CAGGCTTGTATGTTTGATGTTCTAACGCAGGGCCCTGAATCGGGCTCGCGGACAGTGCCT
GGTGGGTAGTTTGACTGGGGCGGTCTCCTCCCAAAGAGTAACGGAGGAGCACGAAGGTTG
GCTAATCCTGGTCGGACATCAGGAGGTTAGTGCAATGGCATAAGCCAGCTTAACTGCGAG
ACGGACAGGTCGAGCAGGTACGAAAGTAGGTCATAGTGATCCGGTGGTTCTGAATGGAAG
GGCCATCGCTCAACGGATAAAAGGTACTCCGGGGATAAAGTGTAAAGAAGAGAAAACAAA
ATAAAAGGAGATAAAAAAAAAAGTAAAAAAAAAAAGTAAATGAAAAGAAAATAACAAANC
CNANAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0021I13-MGRbd1
ATTTACAGTTCTCTTGTGGAACAGATCCAAAGATGAATCGTTGTGGTCTGCTTACTGCCC
AGAAGAACCCAGTTCCTCTGAAGAGCGTGGAGGTGGAGCTGCAGGTGAAGGACCATGTGG
CTACAGTCATCTCCACTCTGAACTACCAGAACAAGGAGGACAAACCCATAGAGGCGCTTT
TTGTCTTCCCTCTGCCTGGAGATGCTGCTGTGTGTCATTTCAGTGCTGACATTGGACAGA
CACACATTGTAGCTGAGCTGAAGGAGAAGCAGCAGGCTCGTGAGGAGTATGACGATGCAC
TGAGCTCAGGGCAGCAGGCCTTCCTGTTGGAGGAGAGTGAGCAGAGTCCTGATATCTTCT
CTCTGAGTGTGGGCAGTCTGCCTCCAGGGGAGAGCGCCTCCATCAGGCTGCAGTATGTCA
TTGAGCTGGCTGTGGAGGCTGATGGGGCGCTGAGGTTCTGTCTGCCTGCTGTGCTCAACC
CTCGCTACCAACCTCAAGGTAGTGAAGGTCCTGGAGTCCCGGTGAGCTCAGTTCCAGCCT
CTGAGATTCCCTACAGTCTGTCCTTTTCTGCACGAGTGTCCTCTCCTCGTCCAGTTTCCA
AAGTAGAGTCCAGCTGTTCTCTGGAGCCTCTTCAGTACCTGAACACTGATCACACAGAGG
CTGCTGTGA
>McF0021I20-MGRbd1
GNCCTTATGGCCGGGGACATTTAAACGGCTTTGGAGGCAAAAGTCTCCGTTCCGTTTTCC
TCAAAGCTCTTTCCAACATGTTTTTCTTTGTTCTGCAGCATCTTCANCTGCTTTGGGCCA
TTTTCCTCTTTTCTATTTGTGTAAAAATTAACTTAAAATGAAAAAAAAAAGATCAGAATT
CTGCAGGCTGGGAAATTTGTTTATGGTGTCTTAAAAATGTCATTTCAAATACTTTTGGGA
ATAAATAAAAAAATAATAAACATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0021J08-MGRbd1
AACAAAACCAGGGACAGAGACAAAAGCAAAGAGGTAGAAGGGCCAAGAGAAGCAGAAATC
TACAAAGACAGACACAAGGATAGGGAGCGAGAGAAAGACAGACACAAGGACAGGGAGCAA
GACAAAGACAGACACAAGGACAGGGAGCAAGACAAAGACAGAGAGAAAGAAAGCATCGAG
GACAAAACTAGAAGTAGAGACAAAGACAAGGGAAGAAACAGGGACAAAATTAGAGATGTA
GACAAACCGGGAGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0021J15-MGRbd1
GCCGTTTAACCCGGGCCTTATGGCCGGGGGTGTACCCAACGCTAACTCCATCAAGCAGAT
GCTGCTCGACTGGTGTCGTGCCAAGACTCGCTCGTATGAGCATGTGGACATCCAGAACTT
TTCATCCAGCTGGAGCGACGGCATGGCGTTTTGTGCCTTGGTGCACAGTTTCTTTCCAGA
TGCTTTTGACTACAGCTGTCTGAGTCCGAGCAACCGCAGGCACAACTTTGAAGTGGCCTT
CAGCGCCGCAGAGAAACTAGTGGACTGCCCCCAGCTGTTGGATGTGGAAGACATGGTGAA
GATGCGTGAGCCAGACTGGAAGTGTGTGTACACATACCTGCAGGAGTTCTACAGGGGTCT
GGTGACAAAGGGCCTGGTTAAAACCAAAAATTCCTCCTAGAACTGCACCCTTCCTAACAG
TGAAGCAATGGACCTGTGTGAACTGCATGCCTTTGCTGGAGGTGGAAGACATGATGATCA
TGGGAAACAAACCCGACTCCAAATGTGTCTTCACCTACGTACAGTCTCTGGTCAATCACC
TGCGGCGATATGAGATGTCCATGGGCCGCTCCTCTGACCTCTGACCTGGGATTAGTCTTT
ATCTGTCCAGCTCCATCCATCTTTCATCCCTAAATTGCCTCTCTACCGCCTGATAGAGAT
>McF0021J20-MGRbd1
GGCCGGGCCTAAAAACACAGCCCTTATAACGGGGTTATTGGTGGTCGCCGACCAGCGTTA
TGTTCCCATTTCACAGGGACATAAATACTTATATTGTTTTGGCTTTATTTTTGTGTTCCA
CAACCTACCTTTTTTTTCTCATGTCTAAAGGCTTTGCTGTTTACATGATTAAACGGCAAA
AAAAAACAAAAAACATCTAAGCCTTCCATTTAAATATAGTTAAATTGTGAATTTGGTTAA
AATAGTATTGTCATGGTTTGAATCTAAATGGTTCAGGCTGCAAGACATTAACAACAGCAT
GCAACTTTAATAATTTAAGTAGACAAATATGACTTTGTGCACCATGTGCCTTCTAGAAAA
GCTGTGTGGTTTTGGTTTATTTTTAAATTAATCAAAAAATCAAGTGCTTTGTCACTACAA
CTAAGGAATGTACTGTACTTGTACATTTCTTGTTAACTCTAGACTGTATTTAGCTGTACT
TCTGGTCTTTGGCTGTATAAACATGTCTCCTGCAAAATTTTTAAGGGCAATGTTTCATTT
TATTGTATGTCTACACATGTATGTAGCCAACTCTTAAACCTTTTGCTTTAAGAAGAGGCA
ACTTATGCATTTAGTTTTCTGTTTTTCACTTCC
>McF0021J23-MGRbd1
TTTAAACCCGGCATTATGGCCGGGATTGAGGCATCTGGTTACACAAAGTATTGCCAAAAA



ATTGAAACTGATGTCTTTATAACTAGTATCTTTAGACAGATTTAAATATATTGGTTATTT
TTTTTCTTTGGTTTTTATAATTGTTGCTTAAAGAATATAAAATACAAAGACTGTTGTAAA
AATTTAGAATATTATATCAATCCCATGGAAAAGTTTTTTTTTCAGCTCATGTCAGTCTGT
TCTGTTCTGAGTGAAAGTTATAGATTTTTATGGAAGTGTTTGAAATCTTCTGTTATATCC
AACGTGTTTCTGGAGACCTCTAGCGGTTGCGCCAGGTACTGTTGTTCAACACATTTATTT
GAATAATCTTTATTGAAAAGTACACATGTACAAACAGAAAGGATTCGCTAGCATGCACGC
ACTTGGTTTGTCAGTGGAAAGAATGTGCTGCATATGTCTCAATTCAGAGGTTACCAAAAA
CTAACCCTTGAAACTTGAAAAAAAN
>McF0021J24-MGRbd1
GGGGGTTGATTGGTTTTTAGCTAACCGTTGTCCGGTCTTTATGAAATAACTAGTTAATAT
TTCTTCGTTATTGCTCTAGGTATTGCGTATTCTGAGAATCTTTATTACATTCATTAAAAA
TAGTAACAGTTTATTGTCTGGCTATATATTATTTTTAATATAACAGTGGCTTGTGATTAC
GGTATGGTAGCGTTAGCCTTTAGCTAGAATCGCTCTACATCATTCACTGAATGGAGCGGC
GCTTTTAAATGCACTGGTTCGTGCAGACAGGTTTAATAGCATATAAGACAGAGAGATAGA
AAAAACATGGCTACTGGTGCTGATGTTAGGGATATTCTTGAGCTGGGCGGAGGAGATAAT
GACGGTCCTATCAGCAAGAAAGACCTCATCAACTCAGATAAGAAAAAAACAAAGAAGGCA
ACGGAAACACTGACCTTCAAGAGGCCAGAGGGAATGCACAGAGAGGTCTATGCTCTTCTC
TACTCGGACAAGAAAGATGCCCCCCCTCTGCTACCCAGTGATACAACTCAGGGCTACAGA
ACTGTCAAAGCCAAGCTAGGCTGTAAAAAGGTACGACCCTGGAAATGGATGCCTTTCACA
AATCCAGCCCGAAGGGATGGAGCCATTTTCCACCACTGGAGACGAGTGGCAGAAGAGGGC
AAG
>McF0021K10-MGRbd1
TTATGGCCGGGGGAAGCTTGACACTGGAGCGCTGTGGGATGGGATCAGAGGAAGGAGAAG
CGGAGCGTTCTGCACACAGCCCCACCAAACCCGAGCGGAGCGAGCGCATCAGGCGCGAGC
GCTAGCCCTGACGCACACCTGGGGTCAACAGAGGACGACTAGGAGCGATGTTCTGGGCAA
TCTGACTGGAACAGTCTCAGGAAAATCCATCTGCGCTAGAATTTACACTCCTGCTTTTGC
AAGCGGGCCAAGACGCAGCCTCCGGACCAGAGCCGACATCCTGGCTTTGAAGGACATTTT
GCCATTAAGGAATAGAAAGGTTGTAATATAGAAATGATGGCAGGGGGGAGCGCATCCGCC
TTATCTCCGTCCCTATGAGCTACACTGGATTTTAAGGGAATTATTGGAGTTTTTAGCATA
GTG
>McF0021K14-MGRbd1
GTTTAAACCCGNCCTTATGGCCGGGTCTTGGTGTCTAGCAACGCTATGTAATGACTTACA
CAAAGTAAAATCGCCCAGCAATGTTTTTATTTCCAGCAGTTTTTAAATTTGTTTGAAAGT
ATTTCCACATTAAAGGGGTTGTAAAAGAAAAACCTAACCCTTTTTAATGTCATGTGTGTT
TACATTGTCTGTACAAGATAGGGTCTTCTCTGGGCAATCTGGCTTCCTTCCAGCATCCTA
AAAACATACTTCATAGGGCCAATTGGGGAATTGCTCTCAGCAGAGCATGTGAGTGTGTTT
GTGACTGTGTGGTTCTTTAACAGACTTGAGACCTGTTTGGTGCGACTCTGCCATCCCCCA
ACAATAGCTGGGTTGGATCCAGTAACCACTAGACTCCAAATGGACTCAAAAACACAAAAC
TCTAAAATTCAAGTTGACCTTTACACTAACAGGTCCTTTTTCACTGTCAATGGGTCGTTC
AAAAACCAGTCTCTGAATAGTGATTGTATAACAAAAGAGTCTGATCACTGAAACCATCAA
GCACATAAATTGGGTGAGTTTGTCCAGAAGCTAGGTCTTTCTTCAACACAGACTCAACGT
GGAAGCAAGCTGAGGTAAAGTTCATGACAACACCTGGAAGAAAAACATCCTTTTTCTATG
TGTCTTGCTTGGG
>McF0021K18-MGRbd1
TAACCCGGGCCTTATGGCCGGGGGGAAGCAAGCACCGTGTGACGTTCGACAACAACAACA
ACGGGAAGCATCTGACGGGCTGATAAGTAGTATTTGAAAAGTGACAGAGAACATGGACTC
ATAAAGTTTGCTGCTTTTGTGGTCTGAGACTCGTCGGCGAAGAAGGAAGATGAGCATCAA
CGGAAACTCGCATAAAGTTCTCCGCGGTGGTGAATCAGCCGGTTATTCAGAATCCAGTGA
CACTACACCTTTGCTAGGAAAGAAATGGGTTGGTGCAAAGCAGGTCCACGGGAGCATCTT
TTGCCTCCTCTGTGTTTAACCTGATGAATGCAATTATGGGCAGCGGTATTTTAGGTCTGG
CTTATGCCATGGCCAACACAGGAATTATCAGCTTCTGCTTTCTGTTGATGTTGGTGGCCT
GTCTGGCAGCATATTCCATCCATCTCCTTCTGAAACTGTGTGACCAAACAGGTGTCAACT
CCTATGAAGATCTAGGAGGTAGAGCTTTGCAAAAACCAGGCCAAGTTCTTGTTGGCGTTA
CTATCATCGTCCAAAACATTGGTGCCATGTCATCCTATTTGTTCATCCTGAAGTCAGAGC
TTCCTGCAGCCATCAGAAGCTTCCTGAGCCCCGG
>McF0021L10-MGRbd1
AACCAGGTCAATCAGCTGAAGAACCGCTACGCAAACATCAAAAATCAGCTGCAGGGGAGG
GTAGCTCTCCTACAGCGAGCAATCAACAGAAGTCGAGACTTCCAGAATGCTGTTTCTTCA
CTGGATTACGCACTGTTAAATTTGCCGAACAACTCTGCGAATAGTACCGATGGTGTTGCT
CAGATCATCACCAAGGAGAAGTCCCAGAAGAAAGTGGTGGAGGACATCGAGAAGAAGACG
AAAGATTTAGCCCAAATAAAGGCCCTTTCCAAAGATCTGCAGAGACGCCTGAACGAATAT
GACATGAAGTCAGGGACTTACCGGAGGAGTCTGAACAATGAAGATGACTCTGAGGAGGAC
CAAGAGGAAGAACAGGTCATAACAAAG
>McF0021L14-MGRbd1



CCTTATGGCCGGGGTCATTTGGAGGGACAGTCTGTGCTGGTGTTTTTGGTGCCAGTTTTG
ATCGCCATTGTTTCCTTTTGTTCACGTAAGGAGCTGCACTTGTGCTGTCCGCTAATGCCG
CCATGTTCTTTAGCGCTCTTTAAAGAAAAATCCACAGATCAGCTACTGGAAGTGGACACT
GTGTTGTTGAAGGAGGAAGTCGACGTCACGCCCGACTTTCTTCTCATTGAAATCGGTTAA
CAAGGTGATCGGGATTTTTAATGGTTGCTGTTAAATGTCAATCTGTATATTAAAACAATC
AAATGTATAAATGTAATGTTTTTTTTAATCAAAATCAGCTAATCAATAAAATTGAGGGTT
TAGGCTTTTATTTTGATTCTACATGTGCAGGAAAATGTAGGTTAATGTGGAGCCACTCAA
GCACTCCTGTTATTGTTGCAGTGAAAGACCAAACAAACCTGAGATCACTGTAAAGATTTC
AAATGGGACATTCCAGTGGATGTGGTGCCTGGAGATGTCGACTGATGTCATTCGCTGGAA
AGTAGTAATTGACTCTAGTCAAGGTGGAAGAGTAGCAGCTCTTTAGCTCTGATTTTCTGC
TGCATTTACCACCTTAAATGTTCTGGTGAATCATTTTGGACTGACAACTATTTTGTATTA
ACTGATAACTTCATTGTCTACCTTGTTTAGCTTCATCTACCAGCGAATCAGAAGACAGCG
GACCAGAAGTGACCAGACAGCAACTGGATGCTGA
>McF0021L19-MGRbd1
GGGCAGCAGTAACAGCCACATGTGTAATCTGAGCTGCAGTCCAAGTTTGCACAAAAGACT
AGGAGCTCCTCTGTTGTTATCATCAACATTATTGTGTGGTATTTACACATAATATTGGCT
GGTTACTGTTGATGCCTGTGAGGCGAGAGCAGCATCAGTCATTTCACACAGAGGCGTTCA
TTACCTCTGTTTTCTATTACCCATGTTGGGTTAACCTCTATATCTTAATTGCAGTATTGT
GTACTGCTACTTTGTGTAGTTAAGTAGTCCCTGTATATGCTTAGACTTTTTTTAACAACC
CGGACATTTATTTTAAAATATTGTATTGTGCTGAGGAACTGTGGCGATTATTCTCCAGTA
TCTGGAGTGTTTCAATGGTTTTCTGTCCTAATACTGGCTTCTCAGGGATTATATGAGCTG
ATCCTGGTAGTAACTACCGTGGGACCCGACGGTGGTGACTGAGAACTCTGAATAAAATAC
ATAACCACTGAGAAATTTCCCTAANNNNNNNN
>McF0021L23-MGRbd1
GGGAGTTACCTCCAGGCTGTAAAGGACTTCTGAACCTTATCCAAAAGAAGCTTTCTTCTG
TATTTTTGGGGAGAACTACGAACAAAATCCCACTCACAAAAATGGGAAAGGTGCTGCTTG
CTGTTGCTGTTGCTATTGCGTCTTTCATTGTTGCCGAGTCCCTGGTCTGCAACAAGTGCA
CCTTTGGTCTACTGGGATTCTGCATGAATGCAGAAAATCAAACCTGCACAAATGCTACCA
ATGTGTGCTTCACCTTGAGAACAAATTTCCCATCACTCAAAACCTTCCAGGGTTTTAACA
TCCAAGGCTGTGCGCCGGACAACACAGGATGCGGGACTTTCCTCAATGACACGTTCCTAG
GAGTCGGATACAACACTAACTACACTTGCTGCAATGCCACAGACAGATGCAACACGGTGC
TACTCAACGCCGCCCCATCCAGTAAAATGGCTCTTTCTGCAGCCATCGGTGCCTCCATCC
TGGCTTTCATGTTTAGCATGTGATGACATCGCAACAACCAACTTTCCTTACAATCCTCTG
AAATCTGTCCTAATCAAAATAACAGCTGTTAAAATATAAAAATAGATGTGCGCCCTTACT
CAATGTGTTATGGCAAAGTTAGAATGTATGTTTCAGGATGTGTTCATGCAATGTATGTCA
CGGTAATCTCTTGACAGCAATGTCTGTGATTCTGCTACTGAGCTGCACATGTGCAATTCA
TCAAGTACACGG
>McF0021M04-MGRbd1
ACCCGGCATTATGGCCGGGAGTGGACTCCTCATGTAGTACATGATATGCTGATTGTTTTT
CCCTCTTGGAGGGAAAACCACATTGAACCTTTANCAGAGGACCCTTCTTTTGACCCTCCA
GAGCTGAGGGACGACGGCACATTTTTGAAACGCCACGCAAAGCTGGAGTTGGACGAGAAG
AGAAGGAAAAGGTGGGATATTCAGCGAATCAGAGAGCAGCGCATGTTCCAGCGTTTGCAG
CAACGAATGAACAGGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0021M08-MGRbd1
CTTATGGCCGGGTATATACAAGAACTCTAAATGAATATTTTGTATAGACTGAAATAAGAA
AAACAGTTATATCAAAGAGGTAATATATTGCTCGTAAGCATATGGTATTACATCATTGAA
TGGGTGAAGTAACAAAAACTCAGTGCTCATCTCAACGTTTTATTTTCCTCACTGATCCAA
TCCAGCAGGACAGTGACTATAGCGCAGAGATGTTCGGACAGGAGTGCCTCAGCGTTTTCA
TGTCGAGACCGAACATTTACTGGTAAGTGCTAGCATCGGGCTTTCGAGGGTTTTCATGAA
AAACAGCTCCACGATGTCACTCAAATAGGGTAATGATGTCATACTGGTATTTATGTTGGT
TTCCACATTCAGCAGAGGGCTGAAGGATCAGTGTAGCTTTCTCTGTGCAGACTTGGTGAG
AATGAAGAGTTCCCGTGCGAGAAAACCTTCGGAATGTAGCGAGACACGACTGTACGACAA
CAAACGGGCTGAATTCAGTGGAATAGGTGTGTCACGCAGAGCACTTTATGAACATCCTAA
GCCTTAATTCCCTATGACATTGTCC
>McF0021M11-MGRbd1
GCCTTATGGCCGGGGTGCGGCGTTCACTGCAAGACGCCGACCCAGCTCCAGGGTCACATG
GGTACCCACAGCAACAGCCAGGCTGCGCCGAGCCCCGTTACTTCCAACGTGGCCGCCAGC
AGCTCCGTCTCCCTAAGCAACATGGTGACAGCTCCCACTGTGTACGTGACGGGTAATACA
GTGGTGGACCTGCTGGTGACAGACTGCTCTAGCATCGCCGCGCCGCAGACCCACAGTTAG
CAGCAGAGAGCGGACTCTGAGCAGAGATTGGAGAAGGTGAATGCTGATTCAGCTTCAGTT
CAGATATTTTCCCACTTATTTTGTAGGTAAAGTTAGGTCTAACTTTTGGAAAGATGAGTC
TGACTTCAGAGCTGGAACACTGGCCTCAGAGGAAATAGCATTCAAGGTATGAAAAGGACA
CTAATGACGGATGTTCCTAAATGCACATGTGCGTTCAAATCTCAGACGAAAGCGTTGTTT
TTCGAGAGCATCGAACGCATCCCTCTTCCCTCTCTGCCTTCTCTCTCTCTCTCTCCGTCT



GTCCTTCAGCTCTTTTGGCAGCAGCTGCTCTCCACAAGTGTACCAAGTACTGTATATCTC
ACACCAGCTCTGATCTTTACCTCCATTTTTGCAGCTCATGTGCAAAGAATCCAGAAGGCG
TTGGAGATGTTGCAGGGAGGGAAAAAAAAATAATAAATTCAAAGAGGAAGTTGAGTGTTT
GGACGTTAG
>McF0021M12-MGRbd1
GGCACGAGGCGCTAGCTGGTTAGCGGGCTAGTAGCGTTAGCTTGTTTATAGAGGACGGTG
GTGTTTTGTTGGGACGTTTGTGAGGTTTTTGGACTGAAAGGACGATACGTGGTTCGTGTG
GGAACTCTCAGCATTTTCCAAAGTGTCGTAAATGAGTGAAGAAGTGTTGAACGGAAAGAC
AACGTGGATTGCTGTGATTGTGAGACTAGCAGATGATCGATCGGAGCTGCAGTGAAGAGG
ACGGCGGTGTTTGTGGGAGTTGGAGCTGAAGATCGGAGCAGGAACCATGTCTTCAGAACC
TCAGGAAGGTTCTGTCAGCGAACAACTTTCTGCTGCTGAAGGAACCATCGTCCAAAACGA
GGAGGAGCTCTGTCGTCAGCGCAGACTGCTGGAAATCAGGAAAAAACAGCTTCAGCTCCG
CGTCATAGTTGTCCCCCAGCATGTAACTGAAGAGGAAGATCTCGGCAACCAGCCATGGAA
CCTTAAAGTGGAACAGGAGGAACCAGAACCTTTACAGATTAAAGAGGAACAAGAGGAAGA
AGATCTTCCACAGACTGAAGAGGAACAAGAGGAAGAAGATCTTCCACAGACTGAAGAGGA
ACAAGGG
>McF0021M17-MGRbd1
GGGGCGCGCGTGGAGCGGACCTAGCACGAGTTTGGAGGACAGGACCGGGATGAGAGCGGG
GGTGTGAGAGCTCAGCTCAACTCTGCTGTGGGACGACTTCATGACCANAACAGAAGACAG
AAAGTGACTGCTGCGGCAAATTATGGGGTTCCATGAAAAGACCATAATGCGCTGGACGAG
AGCCAGCCGTGTCAGGTGGTGGTAAGAAGGACTTGCACACCTTCCAGGGAGCTGGGATGG
GACTCAGTGGGGCTGTANACGTGAACAGAAACCTCCATGATGCTCCGTCTAAACGTCAGC
CCTGGACAGCCCTGAAGCTTTTTGTTTAAAATCTCTGTGATGTTACAGAGGCAGCCGCGA
GCTGCCAAATCTAACACGACCCATGGAGGCTTGGCCTCAACTTCTCCATCACTGCGGCCA
CTGGTAATGCCAGCCAAGTGAACAGCGATGCCGTCCAAGGTCTCATGCCTGTACTTGCTG
ACAGTGGTTTGCTGGGCTAGCGCCCTGTGGTACCTCAGTGTGTCCCGCCCCTCATCCTCA
TATGTCAGCCAGATGGCCTTTCCAGTACGCAAGACGCCCAAAGAGAACAAGAACGCAACT
TTAAGCAACATCCGCACACGTTCTCTGAACCCGCACGACTTCGGCTACCTCATCAACGAA
G
>McF0021M18-MGRbd1
GGCCTTATGGCCGGGACTAGAAATTCACCTCTGAGTTGTAGGTGGGATTGTTGGTGCACA
GAAAGCCCGCCCCCATTTCCCATCATCCATCTTTTAACACGTTCTCCCATTAGCTTACAG
TCCCTCACAGCCCCAACTTCACATTACTGTTGCAAAAAAATGGCAAGCAATATCGGAACT
GTCTAGGTGTACAGTTTTTCTGCCACATGCCAGGTGAGAAGAATGTGGACATAAATGGAT
CTGTTTGCAAGTGGATTCATCAGAATGGAGCAGAGAAGTGGAGCTTGTAGCCCGCCCAGA
GCAAATTTTCTACATCACAATGTTTTCGTCTGCTCCTTATTCACCATGATTTAAATAAAA
AAATACTCAGAAACGCAATTTTATACTTCATTTTCTTTATACATGTCCTCTAAAATTAGA
AAAATGCTACAAGAACATGTTAAAAACACCAATTTCCATCAGAGTGAGTCTTTAAAGTAG
ACCGACTGATGTTCTTCTTATTTTTTTGTCCTTCTAAGTGCTGGCACATCACTTNNNNAN
NNAAAAAAAAAAAAAAAAAAAAACAT
>McF0021M23-MGRbd1
GTTTAAACCCGGCCTTATGGCCGGGGGCTACACCCATAATTCCCCGCGCCGGGACAGGAT
GGAAGAAAGCAGCGACCGAAGGAGAACAATGTTTTGGCAATAAAACCCTCAGGCGGCGAA
AACAGAGTGAATACGTTCACGTTTCGAACCCGATGCGGTCATGCGTAGGATAGTCTGCTC
CTGCATTCCTTTTTAGATTAATTGCCCTCCTTCCCACTCTATAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAACAT
>McF0021N02-MGRbd1
CTGCCTATTTGGCATCAGTTTTTCTGGGATTTTCTTATTCTGTTAGTTTGTAAGTGAACG
GTGTTTTCAACTTCGTGTCAGGGGAGTTATTTCAAAGCAGCTGTCAATATGATCTCCCTC
ACGGATTCACAAAAAATTGGAATGGGGCTGACGGGCTTTGGGGTGTTTTTCCTCTTCTTT
GGAATGGTGCTGTTCTTCGATAAAGCGCTCCTTGCTATTGGCAACATCCTGTTTGTCTCA
GGCCTGTCGTTTGTCATTGGCCTGGAGCGCACCTTCAGATTCTTCTTCCAGAGACACAAA
GTAAAAGCCACCAGTTTCTTCCTTGGTGGAGTCCTTGTGGTTCTGATTGGCTGGCCCATC
ATCGGAGTTATCCTAGAAATTTACGGTTTCTTCCTTTTGTTTAGGGGC
>McF0021N09-MGRbd1
AGGACTCAGTGCTCTGCCAGTCATTCATGAGGCAGAGCTGAGTGTGTCTGGCAGTAGTGG
AGGGAAACAGCAGAGAGGGATCCTCTACTTCCAGATTTCCACTCATGGTGCTAGGCATAG
ACCAAGTCCTGCGAATGGGTCACACAATGAAAAACCTGGCTGAAATGGGCTTGTTGAAGA
ACCGCGTCTGCTTTCATCTGCAGGCCCACCCCAGAGGAAGCACTAAAATGGGGAGACTCA
CTTGACAAACTGCTGGCACACAAATATGGCCTGGCAGCCTTTAAAGCTTTCCTGCGCACA
GAGTTCAGCGAGGAAAATCTGGAATTCTGGCTAGCATGTGAGGAATACAAGAAGATCAAG
TCACAGTCCAAGATGGCCTCAAAAGCCAAGAAAATCTTTGCAGAATACATTGCTATCCAG
TCTTGTAAAGAGGTGAATCTGGACTCCTACACAAGAGATCACACTAAAGACAACCTGCAG
AATGTGACGCG



>McF0021N11-MGRbd1
CGGCCTTATGGCCGGGGGACTCAACACTTCCGGTCCACATGTGTGTACGGAAGCCCGGAG
AGCAACGACGCATTAAACAAACGCGCACAGCTGAAAACAGCCCAAAACTGCCTTAATGAT
CCAGCGTTAATAAGGTTTCCAACCACGATGGAGCTTTCTTATCAGTCCATTAAAATCGCC
CATCAAACTCGAGAGGCGGATGAGCTGAAGACTAAGATGAGGAAGAAGAACCTTTTAGTA
TTGATCCACCATCATTTGCTTGGGCAAGGCTTTGCAGCTGCAGCAATGGCCTTGGACCAG
GAGACAAATGGAGGTCTGAGGAGGTTCGAGGTTTGTGATAACATCGATCTGGAGATGGTG
CTAATGGAATTTGAGAGTTATCACTATGTCAAGTTCCAGAAATATCCCAAACTTATCAAG
AGATCGTCAGAAACAGGCGATAGAAATGTGAAAAGTGGGGGCAAGAGGATTTCCTGCTCG
GCTTTAAAGAGTCTTCCTAGAATTATTTCCAGCTCAAACCTTCAGTCAGCCAAGAGGACC
ACCAGCAATGAGAATGGGACCTCAGTGGATCCGGACTCATTAGAACTTGGGATGAGCATT
TCACCCCTTAAAAGTGGACCAGCTGGACGTGGTGACATAAACAGAAAGTTGACTGATGGA
AAAACTGTGACTCATGACGCTTCCAGA
>McF0021O12-MGRbd1
TTCACAGAAGAAGGGCCGTGCTTTTCTTTTCTTTGTAAATTTCTCGTCTTGCTCGGTTAG
TCTTTGCTCTGAAACTAAGGGCTCANGTGTGAGAGTTGCACCGGATATTTGCCTTCGTTC
CTCTGAACAGGCTTTAAGGAGGACGGTGAGTTTTAACTATTTTCTCTCCTATTCTTGAAG
TGTATCTTAAATAATTTGATCGACTTTCAACTTTTTTTTTTCAATGTCACTAAGGGTCAA
CTTACCTGTGGCAGTTTTTTGTGGTAAAATGTCTAAAAATGGTTAGTATTAAAAAGTTCA
TTTGTTTATTCTGATAGAATTTGTCCCACTCAGTTAAAAGTGCAACAAAATATTTAAAAA
GTGTTTTTTTTTGAAAAAAATCAGCACTTTTTTGCGCCTATTTCTTATCTTAGGAACAAC
CAGTCAGCAGATCTTGGTTTTTTATGTTTGGTTTGGTTTTCTCCCATCACTCATTGCGGC
TTTATACTCAGCATGCGCCCACTTTGCCCTCAGACATGGTTCCTCCTGATGATGCTCCTC
AGAATAAAACTGAAAGTGCCACAGTTCATCGTCCCAACCGCTTTCAGATCT
>McF0021O13-MGRbd1
GGGTCAACTGGTGTTTAAAGGGGATGCGTATTACTGCACAGGAGACATCTCAGCCTGGAC
TAAGTGCGTGTTCAAAACTGCAACACCCCTGCGCAAAGACTGGATCATCCCGAAGGAATT
CCATGAAGTTCCATTTTTGAAAAAGTTCAAGTTCAAGCGTCAAGACCGAGTTTATCCCAA
AGAAGCTCCGACCCAAACATTGACAACAGCTAAAGCTGAACCTCTGGCGAGTGGATCTGG
AGCCCTGAAGGAGCAGCTGCCAGAAGGAGCACCTGCAGATAAACCTCTGACTGGAATGAA
GCTGCTGGCTGTTGGAAAACTGTCCAAGAACAAGGAGGAGCTGAAGGCTGAAGTGGAGGA
GATGGGTGGAAAGATCACCGGCTCAGCCAACAAGGCGTCTCTCTGTCTCAGCACCAAGAA
GGAGGTGGAGAAAATGGGAAAAAAGATGGAGGAAGTTCGGGACGCTGGAGTGCGCGTGGT
CTCTGAGGATTTCCTCCTCGACATAAAGTCTTCAGGCAAAGCTCTTCAGGAGCTGGTCTC
TCTGCACGCCATCTCAACATGGGGCGTGGAGGTTAAAGTAGAGCCACAGGCTCCAGCTGC
AGCCTCAAAGTCTGGAGCTCTTGCTGCAAAGAGCAGCGGCAAG
>McF0021O14-MGRbd1
GGCAAACGAGAACTTTGAAGACTGGAAGAGGAGAAGCGGCAGCAGGAGTTGATGGCAAAG
AAGAAGGCAGAGGAAGAAGAGCAAGTTCGCAGAGCGCTTGAGCTGAAGAGGGAGCAGGAG
CGTGAGAGGGAGCTGGAGAGAGAACGGCAAGCTGCTGCTGAAAGGGAGAGAAAAGAGAAG
GAAAAAGCACTTGCCCTGCAACGAGAACTTGAGAGAGCGGTGAGAGAGAAAGAAATGCGG
GAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0021O19-MGRbd1
GGGGTCTGCATACAGAGACCTTGTGCACAGGATCACCATCTACGGAGAGGACAACGACCT
TGTTCTCAACGTAGAGAAAACAAAAGAGATAATCGTGGACTACAGAAGGAAAGCACCGCC
ACATCAACCGCTCATCATCAACGGGACTGTGGTGGAGCGGACCGACTGCCACCGGTTCCT
TGGTCTGCAGATCACAAACAGCCTCAGCTGGGAAAGAAACACTGCTGCCACAGTGAAGAA
AGCCCAGCAGAGGCTGTACTTCATCAGGCTGCTGAAGAAGGCCGGTCTCAAGCGCCGGAC
CCTCACCCAAGCCTACAGGGGGCTTGTGGAAAGCATCCTCACAAGCGGACTAACAGCCTG
GTTCGGTAACACCACCTTAAAAGAGAAGAAGATGCTGCAGAGGGTCATTAATACAGCTGG
AAAAATCATAGGTTGCAACCTTCCATCCATGGACACCATCTACAAACAGCGCTGCAGGAG
GAGAGTGACTAAGATCATCAGAGACAGACACCACCCTGCTCATGGACTGATCCAATGCGT
GGACTCAGGCCACAACCTCAGGCGTCGCAGGCCTGAAAGCATCCACGCACACACCACACG
CTTNCACAACAGCTTCTTCCCAGCTGCAATCAGAATGCTGGCTAAGGACATCAGAGAGAG
AAGACTGGACTAAAATACTAAGTGCAATAAACAATAATATGTGCAATAATTCTATGT
>McF0021O20-MGRbd1
TAAACCCGGCATTATGGCCGGGGGATGGGAGGGAAAGGCTTGGGGGCTGGCAGGAAGATG
GAAGCAACCGTGGAGGAGGATGGGACAGAGACAGGGATCGCGACAGAGACCGAGATCGAC
ATGAAGAAGGAGAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0021P11-MGRbd1
GGCGCACACAGATGCAAACACTCACACAAACACACACAGATGCAAGCACACACAAACATG
TGCAGGGCAAACACTGGCTTGCATTTAGCAATGCATATGCGTACACACAAACACTGCCAC
ATGCAAACACAAACAGACACACATGTACGCGCGCACACGCGTGCAGACAATCGCTGGCAG
ACCACCAAGCGCAGACACATGCACGCCGGCAGATCTTTTTGTACGAGCTGCAGAGGGATG



GGGCTGGGTATCCATGGTAACGGGGCTCAGAGGAGGACACAGGGACAGCCACCGCTCTTC
TGTTTGCCCGCGTGCTGAGCTTGGGGAGGAGGACTTTCCATCTCATGAAACCTCCTGTAA
ATGAAGAACGGAGGATGAGTCAGCGTTTGGATCAAACCCCAGACCGGCCGGAGGCGGCCG
CTCTCGCAGCGTTCGCTCTGGAGGCATAAAACAGGCACAAGGTTCTGTTCAGAGCAGCAC
CGGAGCTTCATGCCGTCACTGTCAAGAGCTGCTTTGCAGAGTTGCTATTGTCTATGCCGT
CGCCTCTCTGTTCTTAAAGAGTTGGTTTTCTGTCCGTGATCACATGACAGCAGCTGGACC
AATCAGGGATGATCCCAGCCAGAGGGAGCATTTAGGTCAGTTT
>McF0022A01-MGRbd1
CATTATGGCCGGGGAGCACAAAGGCTAGGAAAGCGTCGGGCCCAGATGGCATCAGTCCCA
GGCTCCTCAGGACATGTGCAGAGGAACTGTGCAGCGTTATGCTGTACATGTTCAGTCTGA
GCGTGAAGCTGGGGAAGGTGCCACAGCTGTGGAAGACATCCTGCGTGGTCCCGGTTCCAA
AGACATCCCGGCCGACTGACTTCAAGGACTACAGACCGGTGGCGCTGACCTCTCATCTGA
TGAAGACGATGGAGAGGCTGGTGCTCACACATCTTCGTCCCATGGTCAGCCAGTCAATGG
ACCCGGTGCAGTTCGCCTACCAGCCCGGCATCGGAGTTGAGGATGCTGTCATCTTCCTCC
TGGACAGAGCTCTGTCACACCTGGACCAGACTGGGAGCTCTGTGAGAGTCATGTTTTTCG
ACTTCTCCAGCGCTTTCAACACCATTCAACCGCTGCTGCTGAGGGACAAGTTGGTGCACA
TGGGCGTGGACCAGCATCTGTCTGCATGGATGCTGGACTATCTCTCAAACCGACTGCAGT
ACGTGAGGTCTCGCCACTGTGAGTCTGACATGATTGTCTGCAACACAGGAGCACCGCAGG
GAACAGTTCTGGCTCCGTTCCTGTTCACTGTCTACACCGCAGACTTCATGTCCAGCTCAG
CATT
>McF0022A04-MGRbd1
CATTATGGCCGGGGAAATACCACTTCACTAAAGAGCACAGACATGTAAGCCTTGTGAGAG
TAGAGTTTTCCGGGTTTTTCATGGTAATGGGGGAGCACACAATATGGAGGTGTTTGGCAG
ACTAATTGAAGTTTTACATGAAGAGCTTGTCTTCTGAATGCAGTAGGACAACAACTTCAA
GGACACCTTGCCTTTCTGTCATTCAATTACACCAGCAAAACTTGGACTGAAAAGTGAAAA
AATCTTTTTTTTTAACTTATTTTACTTTTTGAGCATTTTCTCTCCGTAGAGAGGCTTCAT
TACCAGATGATGAGGACAGACCATAAAGGCCGGAGTGCTTCCCCCCACAGGATAACCTAT
AAATCCGACTTCCGTGCTATCAAATACTCATTTGACACAGGAAACATTTCACACGGGTCT
TCTGCTGCCTCCCATCGCACTGCTGCACATCCAGACAAGCTGTTTTCTACCATGTCGGAT
TCCATTATGTCTCACACCAACACCGACAGCGGCGGCAGAGGCAGGATCCAAAGCACAAGG
GGGACAAAAATCCGAGAAAACATCTTCCTTCAAATGGACAATCCACATTCGAGACAAGAT
GGTGCTCCGGTCCAGAGTTCAGGCTCCACGCCTCTCCTGCTTGTCCCAAAGCCCAACTCC
CTATCTC
>McF0022A08-MGRbd1
GAGGATGGCTNCACAGTTCTGTCTGGGGGGTCAATACCTGGTGGAGTCCATAACCCAAAA
GAGCACACACCAGGCTGCTCCACAGCAGCGTCCCAGGAGCCAGCAGACCCTTGAACAAAG
AGCAGAACACACAGTTTACCCTGAAGGCTGATGACCCAAAATACCAAAGAACGCATGGTC
GTACCTGCTCCATGTAGAGCCAGAGTGTGAGGAAAATGGCCACCGAGGACATCTGCTGCC
CCACAAAGCCTGCCTCCTTCACCACAGCCCAGTAGCGGTACTGCCGGATGCCTTCGTTCC
>McF0022A13-MGRbd1
GGGACAGGGAAGAGGAGGCAGCACAGCTGATTGACAGGAGCTTTCCAAACGTAACGTTTG
TACGAGAGACGATCACGGTCACGGGTTTCTGCTCAGATGCTGTTTTCAGAGGCTATCAGG
CTCCTTCATCCCTAACAACAGTGAACTGAGGATGATGATGGTGTGAGAGCAATGGAGGAG
CAGAGGAGAGCAATGGAGGAGGAGCAGAGGAGAATGGAGGAGGAGCAGAGGAGAGCAATG
GAGGAGGAGCAGAGGAGAAGAGAGAGGGAGGAGGCGGAGAACAGGCGTGCCAGAGAGGAA
TTCAATCGCATCGATGAAAACAGGGCGTTAGAAGCCAAACGAGAGCAGGAGCTAAGGGAG
CACCAGGAGCGGCTGGACCGTCAGGCCTGGCGGCGGCAGCAAGCACCTCAGGGCGGCTGC
TCCATTCTCTGATGGGAGGGGCTTGATGCACATGACAGCTGCTTTAAAACTAAATGAATG
AACCTGAAGATGTAAGGATTCTGTGGTTCCACCTTCAGGTTCCTGA
>McF0022A14-MGRbd1
GGATTCTAGAGCCGAGGCGGCCGACATGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGGA
GACAGAACATATTGCACACTGAACATCTTTGTCCTTCTTTGGCTGGGGGGGACCAACCAA
GCCTGTGGTTGTCATTGTGCAACACAAAAGTGTCTTGAATGACTTGACAACTTCCCACTG
AAACGTAATGTCACAAAAGTCAGTAAGTGAACCACAAACTCAGCAGGAAACAGCAGCTTT
TTGCAAAAGGCAAAAGCTTCATTTTGGATTTGCTTTTTGCATATACCTTTTAAATTTCTG
AAACGTTCTTTTCAAAGCTACAATCACCGACTTTAAAAGTCCCCAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAT
>McF0022A17-MGRbd1
GCAACCAGAGGGACCTTGAGCTTCACTGCACCCTCAGCAGAGACGAGAGCAAAGCACCAG
CTGTTCCGCTCTCTCGTCACCTGCTGTGCACGTACACGGACACCAAGGGGACGGTGAGCA
TCAGCCTGCCGGAGGTTGGCGTGTACCGGCTGGGGCTCTATGCTCGCGTCGGTCCCGGTG
GAGAGTTCAGCCCCATGTGTGACTTTGTTTTGAGGAACAGCTGTGCTCTGCCTGGCCCGC
CATTCCCCTGCCTCTATTCGGCGTGGAGGAAAGGCTGCGTCCTTTTCGAGCCTCGCGCAG
GCCTGCTCGACCCGCTCTCCAGGGTCCACTTCAGGGTGCGAGTTCCCGGAGCCCTGAGGG



TAAGTGTGGTGGGAGAGACAAGAACTGATCTGACACTGAACAAAAGCAGAGTCTGGGAGG
GGGAGGTTTTCACTGGAGATGCCCTCCAGCAGTTGAAACTGGCAGCCTGTTTCAGAGAGT
CTGACGATATGGCTGTTTTGATGACTTTTGACACAAAGCAGCTGGAGAGCAAAGACTGAA
ATCAAACAGTGACTTCATGAAAGCTGCTGATAAGGACAGATACACGTCAGTCTGTGCTTT
AGAGTTTCTGCTAAGAACTTAAACGG
>McF0022A20-MGRbd1
GAGGTGGCCACTTTTTGTCAAAGGACTTCCAGGATGTAAGGAACACGCTACAACCTTTAA
AACAGAGCAAATCGATGGGGAGGCCTTTCTCCTCCTCACACAAGCAGACATCGTCAAGAT
CCTATCAATCAAGCTGGGACCTGCCCTGAAGATCTACAACTCCATCCTCATGCTGAAGAA
TGCCGATGAAGACCTTATCGTAAAAATCTGCCAAAAGAAGTATGTCTGGCGTGACAACAG
AGAGGGCAGGAAACCAAATCATCTCAAAAACATCCCAAAACTTTTTGTCTCCCATTGACA
CAGATGTCAATTTCCCTGAGGTTCCCCTAACTTTTGTTGTGTTTCTATTATATGTATATA
TAAAATAACAAGCACCTTCCTAATACTGTACAATATAAAGGACATTTCTGTTTTGTTGCA
TTTCTGGGTTTATCTGGTGAAATCCTGCGATGGGTTCAGAGCAGGTGGAACAAATATATT
TGTGTTGCTGTTTACTTGGTGGAACAGACTTAGACTTTTAAAAAAAGCTGCAAAATACAA
TCTTGAGGTGAGGGGGGACAGGTTTTTAAATGTGAAACCCACAGGAGAAGCATTATGTGG
GTACGCC
>McF0022A22-MGRbd1
GGGCGGAGGGAAGAGGTTGAAACTTAACAGGAGACTTTTTTGCCAGCATCGGGCCTAGGT
CTCACACACACCCCAGCAGAAATGTGGGCTTGTGTTACATGACTGTTTTAGAGGTAAAAT
TATTGATACAGATGTATTGGTCATTAAGCCAGTTAGATCTGACATCTCGGCTTGGACACA
TCCAAAGAAAATAACATCAGCACTCTCTTGGAGAAAAGTTCCACTCCAAATGCAAGCAGA
GCTGCACTGTGGTGATTCCAGATTACGGTCTGTGTATATGGGTGTCACCTTAAACATGCT
GAGGAAAGGTCCAACTGCACGAACTTCAGAAACCTTTCTCATTCCATGATCAAATGGGAC
TCGAGCGGGAGACGTGATGTGGTGCTCTAACAACCACAAAACCTTCTTTTACTTTTTAGT
TACGTTTTATTCGTTGTTTGNCCCNNNNNN
>McF0022B06-MGRbd1
CCTTTAAACCCGGCCTTATGGCCGGGGGAAGCTGCGCACTAAGTATGCGCCAACGGTAAG
ACGGAGGATCTCGTTTTTATTTTAGCACTTTTTTTCATATTAGCAACAAAAAAAAAAGAG
TGTAAAACTTTTTCAGTAAGTGTAAGCTGGTGTATAATTTAATGAATGGAGGAAGGAAAA
TAGTTAAAGCCCGGAGACCCACTAAGTTCTGATTCTTGAATTCATGACATTTCGTGATGG
CATCAGAAGATGAAGTGAACTTGCTGGTCATCGTGGTGGACGTGAATCCGATCTGGTGGG
GCCAGCAAGCTCAGCGTGAACCAGAGGTGAAGGAGCCGGTTTAGCTCGTGCTGGTTTGCG
GCGCCTTCCGTCCGTGAAACCAGGGTTCAAATCCGGGCTGCTCCCTGTTTCCTTCTCTAC
TTCTGTGCCGGTCCCAAGCCCGGTTGCTTTGAGAAGATTGCGTCAGGAAGGGCATCCGGC
GTAAAACATTGCCAAGTTTACCATGCGACTTGTTCGCTGTGGCGATCCCTGATGGGAAAA
GCCGAAAGAGGAAGAAGTTTCTCGTAGTTGAGGTTTTCCCTATGAAGAAAATTACAGGCC
TCTCATTTTTTTTTGTGGTAGAGCTTGGTGGCTGACTAAATACTTTTTTGCCCCACTGTA
TGTTTTCATGGTGACTAATAACACCTTAAACTAACTTCACTAAAGAAGAATTTCAAAACC
GCT
>McF0022B07-MGRbd1
GGGAGAGCAGTATTTTTGAGGAAAGTGCAGACAAGCACCAGCTGCAGCTCAAACCCCAAA
TCGGCCTGCATCTCTACACCAGCCATTTTCCTGAGGGAACCACTAAGAACTGCAGCTTCC
AAAGCTCCCTTAACATGAAGACCACCACGAAGCTTCAGTATCACACCAACGGCGCTCTGG
TCCCCATAGTCTACCTCGACCCCAGCTTATGGAGTGCTAAAGTGTGCTGCCTCTCCGAAA
GTAACAAGTTGTGTCGCTGGACTGTGACCGGGGTTCAAGGGGCTTTACTGAGCCACTTCA
TCCAGCCTCTTTACATCACCAGCATGGTGATAGGAGTCTCAAACATCTCGATAACAGACG
TGTCTGATATCAACAACCAGCTGGGTGATGGCTGGCAGAGCTTTTTGCCCTCGCCCTACA
AGAGACAGAGCATCCTCTTTCTGTGTGCTGAGCGGGCGGGACCTGAGGGGACGTCTCCAC
TCCAAGGCAAACTCAGCATCAACTGGTGCCTCGGAGACGCGGACATTGAAGTGCTGGACG
CCAGCAAAGGCAC
>McF0022B19-MGRbd1
GAGGGAATTTAAAATATCTGCGACGTTGGGGAACATGTCCTTCCATTTCTAAAATTATCT
GCCTCCTATTTGTAATTACCGAGTCACGTGACCACCCACTTGTGTCATTTGCTGTTATTA
ATTAAACTAAAACAAGGCCAGACCACAGAAGCAGGTGGCGAGTGCAGAGATCTTTGATGA
ATCTGGAAGCCGCTTTAGCCACAGTTTATGCAGGGAAGGCTTTGTGCTTTTGGGTCAAAT
TTGAACACATAAGCTCCAGCTTGTGTTTTATTATGTCTTCAAACTAAACAGCTTTCTAAT
GTGGGAAGAAAGGGAAATGTTTGTTGATAGAAAACAGGATTTAATGTCTGTAAAGGCAGT
TGCAGATGTTCCAAAAAGTAGACATTTAAATATAAAAAAAACACTGTAAGCTCAGACTTT
ACATTGACTGAAGAAACCTGGAAAGAAAATTTAAANN
>McF0022C01-MGRbd1
CGCAGTCTCTCCTCGGAACGGACCGGAACGCTTCCATCGATATTTTACATTCTATAGTGA
AGCGGGACATCCAGGACACGGATGAGGAGGCGGTCCGTGTCAAAGAGCAGAGCATCCTGG
AGCTTGGGGGGCTGCTGGCCAAGACGGGGCAAGCCGCAGGTACCCAGAACATGATGGCAC



CGGTACCGCAGTGGTCCCTGACCTTCTTTAGGCCGCGGGCCGCTTTCATGAAGTGGCAGT
CTGATTGTTTTATTTGAATTGCTGTTTCTGTTAAGTTTTGAGGATGAAGGTTATCTTTGT
CCTCTTTACCTGTGCACTAACTTTATGGAGGAACCTTTAAAAGGTGTTCTAGATTTTCCC
CTAAACGGTTGAAGTGGAAGCTAAAGAAATCAGACGCCAACTTCAGCCCCGTCTGACCTT
TAAGGAGCGACGGATCAATACTAAAAAAAACCGTCAGTGAAAGTAGTATTTTCTACATAC
GTAATTCTACCATTGGAAAAACTTGATTAGCAGCATCCTTGTAACATCAGACAGCCA
>McF0022C02-MGRbd1
ATTCCCTCCAAGAAAATGGCTCATATTCCTGTGTACACTGTGGGCTTCCAAAGCCCTCCA
AAGAAAACTGGACTCCAAAACCAAGTCTACAAATCTCTGAGAACTCTGTCCCGTCACTCT
GTGGAGACGGAGTTCCCTCACCTATATGCTCATGGCTGCACGCTGCGTGACGTCTGCGCA
GAATGCACCAAATTCGTGGCTGGCATCATTTCCTCCAGCCGCCGGAGCGTGGACATCCTA
TACAACACTCCCAAGAAGGAGGCCAAAGCTGCTGCTGCTGCCGCCGCTCAGAGGCCACAG
CTGCAGCGTCAGTCCCACCTCGAGGCTTTTCCCCAACCAAACCCCCAACTTCCTCCACAA
CCCCAATGACAGCAGCTCCACCCATCCAGAGGACTCCTGCTCCGACCCCCACATGGTGCA
CCCACCACCAAACCAGGTCTTCCAAGACCTGCAGCGAGCTCGGCACAGCTGCAGACCAGA
ACAATCTGCCTGGGTTAATAAAACAT
>McF0022C14-MGRbd1
ATCAAATGCATAAGCAACGGATGATCATGTTTCTGGATGAGTTGGGGAACGTTCCTGAAC
TCCCAGAGACAACAGAGCACTTTAGGACAGACCTGCCCCGAGACCTGGGTGCGCTGCACG
AGGTCTGTGTCGCACACTCGGACGAGCTCCGCACCCTAAGTAATGAGAGGGGAGCCCAGC
AGCATGTGTTGAAAAAGCTGCTGGCCATCACAGAGCTCCTCCAGCAGAAGCAAGCTCAGT
ATGCCATGTCCAACAGTAACAGGTAGTACTGCATTCCTCCTCATAACATCTACCCACGTC
GCCCGGAGTGCAGCCCAGAGACCTAGCATGCCCAACCTTCATCACCATGGCAACCCATCC
ACCAGTCCTCCATCATGACCGACCCGCCCATCCCCACCAATCATCATGTCTCGTTCAACA
CAAAAAAGCTATGCAACATCAGCAGGTGATAACAAGCAGTGCAGTACTCGAAAACAAATA
AACAACAAGTGTCCATCAGTGACAGCNNAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAGAAAAAAAAAAAAAAAAA
>McF0022C17-MGRbd1
GNCATTATGGCCGGGGGAGGGTGTTTGACATTGTCGTTCGCACTGCTTGCAAAGAAACAA
CTTCTCAGTACTTCTTCATCACACCAAAACTGCTCCAAAATCTTCAGTATGCAGAGGAGA
TGAGTGTTCTTTGTGTCCATAACGGCCCTGAGATGCTTCCTCCCACTGAATGGAACAAAA
ACGCTTTCATTAGACGACGTCTTCAGAGGAAAGCTCAGGCCTAAATACTTCTGGCCAAAA
ACAGAACAGACTTTGACATTCATTACATGCATCTAAAATCTATTTGGATAAACAGTCTTG
TCATTTTTAAAACTGTATTGTTTAAAAGAACTGTATTTTCGTATTTGTGTTCTTCCTTTT
GCACCTTTTGGTTTTTGTTCAACACTGAAAAAATGTTTTGATAAAACCCCAGAGATTTTT
TTTTTCCTCCTTTCAATAAAAGCTGCTGTTTATTGTTTCCTANNNNANAAAANNNNNNNA
AAAAAAAAAAAAGGGAAAGAAAAAAAAAAAAAAAAAAAAAAAAAACCATG
>McF0022C23-MGRbd1
ACTTTGGCCTTCAAAAACTCTCTTTGCTCAGAGACTTCTGCTTGAAGACTGGACTGCAGT
TGAGACTCAGAGACTACTTCCTGGAAACTCAAAGCAAAGCCCCCATCAGTCCAGACGACA
TTCTGAACATCTTCCCTGTGGTCAAACACATTCACATGCCGACTGAGGACGCCGTAAAGG
CCTTTCGTGCCGCACAGAACTTCCTTCAGAAAGGTCTGCTGGAACAGGCCCATGAGAAGT
TGAAGGAAGCAGCATACCTCTATGGTAGGGTGTGTGATGACCTCCACCCTGATGCCTGTT
TCTGCAACAGCATTTTGGCAAAGGTGACCTTCCTGCAGGGGAAATCAGCAGAAGCTCGGA
GCGTGCAGCTGAAAGCAGTGGTCATGAGTGAAAGAGTACTAGGCTTTGACCATCCCAACA
CCATTCAGCAATATGCCCTCCTGGGAGTGTATGCATATGCTGGAGGGGAAACAGCCCTGG
CTCAGAGATGCTTCTTCAGAGCTCGTCTACTCATCCTCACAATCCACGGTGAAGACCACC
CATACACTGC
>McF0022D04-MGRbd1
GGGCCTTATGGCCGGGGAAAGACGCTGCGTTTGAACTTGCTACCGGAACGAAGCTAGCTT
TAGCTGAAAAAATGGAGTCTGTGAGAAAAGTGGAGAAGGTGGCAAAGAAGAGATCAGCTG
CTGTCTTCGAGGAAGGAGCGGATGAATGTGCTGCTGGGAATGAGGTTCAGTCTATGTTGG
AAAAGTTTGGGGCTGATATCAACAAGGCGATGCAGGTCAAGCAAAAGCACCTGGAGTGTC
TGACTAAGAACCACATGACAGGAAGTCAGCACAAACTGGAGCAGCTGTGGGGCAACTACC
ATGGCCAGAGGAAGAAGACAACGCAGCAGTTCTCTCAGCGGGTGTCTACTGCCTTTCAGC
AGTGGGAGGCTGAAGCACATCGCACCGAAGAGCAGGAGGAGAAGCTCAGCAATTTGTTCC
GGCAGCAGCAGAAAGTCCTGCAGCAGGCCAGAGTTGCACAGAACCAGAAGCTGAAAGTAG
TCCGAGAGTTGTATGATCAGTTTGTGAAGAACATGGAGGAGATGGAGAAGAGTCAGAACG
AGTTCCTGCAAGCAGCACAGGAAGAACTGAAACGAGAAATGGCC
>McF0022D06-MGRbd1
GAATCTGCACAACAGGACAGCTCTGACGACAGCCAGGATCACAGCAGCTCCAGGTCCTGC
ATAGTCTTTCAAAGCCTCAGTCAGCCTCTAGCCGATCCCGAAGGACTCTCATTAGAGACG
CAGCCGGCGGG
>McF0022D22-MGRbd1



ATCGACCCCTGCCTGTACATCCCGCGCTGTGCTCACATGCTGGAGTTTGGGCTGAAGACT
CACGAGGTTTCCTTGACAGCTCTACGCCTCCCTCAGAGGATGAAGAGAGACTGGATGCAC
ACAGGGCGGCGTCCTTCTGGACTGTGTGGTGCAGCGCTCCTGGTGGCCGCTCGAATGCAC
AAGTTTCGTCGTTCAGTGAAGGATGTGATCAGTGTGGTGAAAGTCTGCCACACCACCTTG
ATTAAGAGGTTGACAGAGTTTGAGGACACGCCCACAAAACACCTGACAATTGATGAGTTC
ATGCGGGTGGATCTGGAGCAGGAGTGTGACCCCCCCTCCTACACTGCTGGACAGCACAAA
GTAAAGATGCTGCAGCTTGAGCAAGAGCTCACCAAGAAGCTGGATGAGGTAGAAGGAGAA
ATCAGCTGCTACAAAGATGAGATTGAGAATGAGCTGGAGA
>McF0022D24-MGRbd1
AGGAAGGCGGTGTTTATCTGGAAAGAATAATCAAAGCGCTGAACACAACGAGGCTTACTG
TCACGGGTTAAAGCAGGCTCATCCTCTGAAAACACAGACAGTTTAGTAAATAATGTGTCT
TGTATTTTATAGTCTTTTATTGCACTGTAGTCGCGCGTCAACGAGTTTTTATCCGTGAGA
GAAAAACATCTGTTTGCGCTCTGGATTCTTCCTGTCGGTGAAAATTCGGGACTTTTAACG
CAGCGATGGATATCATCAGCATAGAGCAGCGGAACCCCCTCAATGCAGAACGGAACGACG
AGCCAGGCAGTAGAGCCAGGGACACCCAGACAAAGACGGGATGTTGGGAAAAGCTTCACC
AGTCGGTTCCTCAGTACATGCTTCCAAAAGAATTGCACAGCGTTTATCTGGAGAAGGCCA
ACTGCTTCCCACCCCCCATCTTCATCATCCTCATCAGCATTGCTGAGCTGGCAGTGTTCA
TCTACTACGCTGTTTGGAAACCTCAGAAGCAGTGGGTGACCCTGGATGAAGGGATCTGGG
ACAGCCCTCTGACATACCGACCTGATCACAGACAGGAAGCGTGGCGTT
>McF0022E02-MGRbd1
CGNTTAAACCCGGNCATTATGGCCGGGGGTAGTATTTGAAAAGTGACAGAGAACATGGAC
TCATAAAGTTTGCTGCTTTTGTGGTCTGAGACTCGTCGGCGAAGAAGGAAGATGAGCATC
AACGGAAACTCGCGTAAAGTTCTCCGCGGTGGTGAATCAGCCGGTTATTCAGAATCCAGT
GACACTACACCTTTGCTAGGAAGAAATGGGTTGGTGCAAAGCAGGTCCACGGGAGCATCT
TTTGCCTCCTCTGTGTTTAACCTGATGAATGCAATTATGGGCAGCGGTATTTTAGGTCTG
GCTTATGCCATGGCCAACACAGGAATTATCAGCTTCTGCTTTCTGTTGATGTTGGTGGCC
TGTCTGGCAGCATATTCCATCCATCTCCTTCTGAAACTGTGTGACCAAACAGGTGTCAAC
TCCTATGAAGATCTAGGAGGTAGAGCTTTGCAAAAACCAGGCCAAGTTCTTGTTGGCGGT
ACTATCATCGTCCAAAACATTGGTGAAATGCTTGGTATGACGATGGAAGGTTGCTTCTGG
TCTTAATTGCAGTTTGCATTATTCTGCCTTTAGCAATGCTGCCGAGGATTGGCTTCCTGG
GCTACACCAGCAGCATCTCCTTCTTGTTCATGCTTTATTTTGCAG
>McF0022E14-MGRbd1
GGGGCCCAAAGCCAGATCACTAATGTCACTGATGAATCTTCGTTAACCTTCCAGACTGCT
GCAAGTCATGCAGCAGCAAATAACCAGCAGAAAAGGGGTGAAAGCCTATCGCACCCGCTG
TCTTCTGTAAACCCAGCAAATACAGCAGAGCTGGGCAACCGCCCGCTTCTTTTGTCCACG
GCGCAGAGTTTCTCCACTTTAGCGTGTTTCAGAAGGTGACGTTAAGGAGCAACTGCAGCT
GCAAAGTCCCAAAGTCCTTCAACAGCAGCAGGTCAATCTGCAGCAGCATCAATTGCAACA
GAGCCTTCAGCAGTATCAACAGATGTCTCAGCACCAGATTATGCAGCAATATCAGCAGCA
GGTTCTGCAGAAACGGGTGTCTCAGCAGTACACTTTTCAGCAATATCAGCATCTCGTGCC
TCAGCAGCAGATTTCTCAGCAATATCAGCAGCACATGCAACAGCAGGAAGAACAATTTCA
GCTGCAGCAGCTGGTGCAGCAGCAGCAAGTACCTCAGCAGCAACTGCTTCTGCAGGATTT
GTTTCAGCAGCAGCAAAGCTGTTTATGGACAGGCTCATGGCAGAGCGGACAGTAACCGTT
ACTCTTTTAAGT
>McF0022E16-MGRbd1
CGGGCATTATGGCCGGGGGTTTGATTGGATTGACACCAGTCCGACTCACACAGCTGGACA
AGATCTCTTGAAGCTGTAGGTTTTCTGAAGATCTTTCGAGTTTACCTCTTCACCAGAACT
TGAGAAAATGGAAAAGCAGGGGCCCCCTACTGATATCCCAGCGCCACCCTACCCTGGCCC
ACCTTTGGATCAGAGCACATCAACCAGCCAACCACAACCGCCCTCTTATCCAGTTTCACA
ACAGATGTACCCACCACCCCAATCGGCATCATACCAGACAGCTCCTCCCCAAGTTCAAAC
TGCACCATACCAGCAGCCGCAGATGCAGATGAATCCTCAACTTCAGCAGCAGCCTCAGTT
TCAGCCGCAGTTTCAGCAGCAGCCTCAGTTTCAGCAGCAGCCTCAACAGCAGCCGCAGCA
TCAGGTGGTACAAACCGTGAACCATATGGTGGTGGGTCAGCCGCATCCCACTGATTGCCC
TGGACAGATGCGGTGCCCCCACTGCCAGAACACTGTAGTGACGAAGACCGAGCACAAAGT
GGGGATGCAAACCTGGCTCATCTTTGGTGTGCTGGGAATCATCGGATGCTGGCCCTGCTG
CCTCATCCCCTTCTGCGTTAATTCCTGCAAAGACGTGCAGCACTCCTGTCCCTCCTGCAA
CAACGTGCTGCATGTGCACAGACGCATGTGATGACCTGAATGCCTTGCAGTCTAAATCCA
ATCAGCTTCTCTC
>McF0022F02-MGRbd1
TCCGTGATGTCATCGTCTTTGAAGGGGTGACTTTCATTTTGTGGGAAATTCATTTTCAAT
TCATCTGAGGTGTGTTGACATTGTGACATTGTGGTGACTTTCTGAGTTTGCGGCCGGGTC
ACATTTTCGCTGAAAGGCCTCGAAATTGTTCCAACTGTCAAAACGATCCGGTCCGTGCAG
ACAGTGATGCTGCTGATGTGGGCCATAAAAATCAGTTTCAAATCAAGAGTACTATTTAAC
ACAAAGGTCAGATTTACTAATTGTATAGAATATCATTATTTTATATTAATTGCATTTTAA
TAAACTGGAGGAACAGACAACTACCTGGGCAAACTTTCAATTAATTTAGTTGAAAATTCT



TACTGAAAACTATGCAAATTTTAGGAAAACAGCTGCAAGGTTTTTGTACTTTATTACCCC
AAAAAATGCATGTGAGATGGTGAAGAGACTGCACATCCACAAAGACAGTTTCTCTTTTTT
GTAC
>McF0022F06-MGRbd1
TTAAACCCGGGCATTATGGCCGGGGGTGTTCAGTGTCTGTAAAGCTGTATTTTATATTTA
AAATAAGGAGCTCAGAGACACGTTTGGGTGTAGATTAAAGCCACTTTATTTTCCTTTTCA
TTCACATACCCAGAAGTCCATTCGTCACATTAAGTCATGTAAGTGTCATGCATATAAGAC
ACACCAAAGCAGAAGGAAAACAGTGTTACCCCTCCTTCAGATAAAAAAGTCTCGTTTTAA
TACAAAACAACAAAGTTAAATGAAAATAGTCTGTTATATTCGCACAAGAATGTTGAAAAT
GCCAAAAACTGGCCCTCTTTAGATGGAAGCAAACGAGATATTCATTTCACATGACGTAAT
ATCATTATTCACCAGGACTCCAGTAGAAGCCACACTACAAATAGTGCAGGAACAGTTAAC
AGCAGACAAATCACTAAGGAAACGCACAAACCTTACAGTTAATGACATTACACAACTCCT
CCAGTTAATTACTACATCCACGTATTTCCAATACCGCAACACAATTTACAGACAAAAAGA
AGGCTTTCCCATGGGCGACCCACTATCAGCCACAATGTGCAGCTTTTTCATGGAGGACCT
GGAAAAGAGAGCAATAACATCCGCACCAGAGCACTGCCGTCCAACCTTGTGGAAACGCTA
CGTCGACGACATTCTGGAAAAGATCAAAGCAGGACACACGCAGGAGATCACAGACCATTT
GAACACGATG
>McF0022F24-MGRbd1
CCGGGTCCTCAGCGTTCCGTCAAATATCATTTCCTCACACGTTTTACCGTCAGCGACGCC
GGCCGCAGTGTCCAAATGGCCTTCACAGTGACTCCCAACCCAAAACCAAATGAGGTCCTA
TTTTTCTATATTTCTGGGAGAGGAGCACAAATCAGCTGGCAGCGCAGGACTGTAGAAATG
CAGAGATCATACAAACAAAAAAAGGCAAATATTTCTGTACAGGTAACATTTGTAAATATT
TGTAAAAAGAGAAGGATTTTACCTGTTTGACTTTGACCTGTCTTGTTTTCTGTTTGAGAT
CTGTGTTATTTGTTATTTTACTTTTTTCATTTTTTTAATTCAATCGAGGCTCAACTTCAT
ACAATTTGACTTCCTTTTAGAAGACAGAAATTATCTGAAAATAGACTGTTTATAATGGAA
AACCAATATATGTAATTCAATGTCGCAATATTGTGTTGTAAATCGAATTTATTTGTAAAT
AAATTCAAGGGGAAAAACACATTTTGTTTGATAAAATTTTATACATTTTGAGGGGGAAAA
AAACCAACAACAGTAAAATACAAAGAGACAGCCAAAATTAAATGTATATCTTAATTCCAA
AATAAAACAAAACATGTTAGCTGG
>McF0022G02-MGRbd1
TGAGCCAAGATGTCCAGCAGCTCGGGCTACCCCCCCTCCCAGGGGAGTTTCAGCAGCGAG
CAGAGCCGATACCCACCCCACTCTGTCCAGTACACGCTTACGGGCTCACGCCACCAACAG
GAGTTTGCCGTCCAAGACTATCGTACTCACATGCAGGATCCACAAGGTCGGAGAAGGTTG
TCTCTACTTTCTGAATTCCACCCTGGGATTGAAAGGCCTCCAGAGAGGCGTCATGGTTAC
GAGCCCCAGTTCCACTCCATCTCAGCCCAGTCTGAGCATGAAGCCTTGGAGGCTAAACGC
CCTCGCATGGAGCTCGTTCCTGAGCCCCATATCTCACGCACCCCTCCCACTTCGGGTGGC
CTTGGACCGCCCATGACACACTCTGGACAGGACAGTTTACGAGCCACTG
>McF0022G03-MGRbd1
GAGGTTTTATTCGTGGAACCGGTGGGGGAGAGTGGGTGAAGTTGGACAAAACAAACTCAA
CTCATTCGATACGCCTGAGAAAGCTGTCAAGGACTTTGAGAAGAAGGGTAAGGACAAGAC
AAAAAATGACTGGAGCAACAGGAGCAACTTTGTCACTCATCCTGGGAAATACACTCTGAT
TGAGGTGGAAGGAGAGCAGGATGCCGAGGTCAAGGTTGACAGTGTTGATGGAAAAGCCGG
CAAAGTGCCTAAAAACACCCTGCCTTGTACCCTCGATGAAGCCACTCAGAAGCTCATTAC
ACTTATTTTCAGCAATGACATGTTTAAGGAAGCAATGGAGTGTATGGACTTAGATATCAA
AAAGATGCCCTTGGGCAAACTAAGTAAGGTTCAGATTGCAAAGGGCTTTGAGGTTTTAGA
GGAGATTGGAGCAGCCTTGAACAAACCCAACCAAAGACATCTTCTAGAAGAACTTTCCTC
CAAATTTTTTACCACAATTCCTCACAACTTTGGCCGGAACAGGCCCCCAACCATCAACAC
CAAAGAGATCATTGAGCATAAAAAACAGATGCTTATGGTCCTGGCCGACATTGAGCTAGC
TCAGACTCTGAAGTCTGAAACGGAGAAGGCTCAGGAAGAGATGATCGAAACAGTTCCTCA
TCAGCTGGACCAGGACTACATGTCTCTTAAATGCAAGCTTTCTTTACTGGACAAAAAGTC
TAAAACATTTAA
>McF0022G04-MGRbd1
GGGCTCTCAAAACGAGCCTCCGGGATCTTGTCATCAACGACGTGTTTTCCTCTTTTATAT
TGGAATTTTGTTTGAATTGTTGCACTTTATTTTTTTAAAACCAAAAAAATGACGACAGAA
ATCCCGGAGATCTTCAGGGCTCTGCTTGAGCACCCCTTCACTCTTCCAAACTTTGAGGAT
AATGGTGCACGGCGACAGCCTGGTAACCCGTTCAAGGTGCACCCCACCTTCGACCAACAG
CAGCTGGGACAGGCTCCAGCGACCCCGTGACCCCTACAGGGATACAGCCGGCTCAGAAAA
TGGTCAGTTTATGACATGCATATGAGCTAATGATGTATAGATTTTAATACACGTCCTGCT
TCGAATGTTGAAAATGTTTTGTGTAAAACTCAAAGAATTTACAACATACATTGGTCCAAT
TCTGCAAAACGAAGTGTTTTTTGTGGTCTTGTCTGGCAACGCATGCTTCAAAACTGCAAA
CAGCAACAGAATCTTTTTTTCAGCATTAGTTGCAAGAAATTAATGATTCTAAATATTTAA
TGCTTTTCTGCAGAAGCTG
>McF0022G05-MGRbd1
GGGAAGCCATACAGGTTGAATGAGTCAGCAGAATGTGAATAAGTGCGCTCTTTTTTTCAC



CGTGACTTTGTATATTTTGCAGGGTTTTTTTCAAAATTAAATATGTTGCGCAGAGAGTGA
GTTGGCCCATCATTCTGAACCGTGTAACATATTTTGGCGAGCCAGCCAGGAGGAGGGCGC
CAGTGAGTGAAGACCATCACCAACCACCCTCCTTCCCAAGAGACGAACCTTCATCAGCCA
GAAATGGATGCGACACAGTTTCTGCGCGACCAAGTGAGTACAGCTTTGTGGCAGCTGGAG
CGAGAGCTTCTCGTAGACGTCTGCAGGCGACTGAAATGTTCCGGCCTAGACAGCGGAGAG
ACTCACAGCCAGACAAAGCGGACACTCATTAAAATGGCAGAGAGCATGTTCGATGAGATT
GAGGGAAGTGAAGCTGATGGAGCAGAACAGTTTTACAAAGATCTATCCACGTACATTGAG
AGACTAAGTAAAGGCGTGAACCAGTCGGATGAGGAGCACCGCGTAGAGGAGCCTACTCCA
AAAAAAGAACCAAAGGAATCATCTCTACTTGCCGCCC
>McF0022G14-MGRbd1
GTTTAAACCCGNCCTTATGGCCGGGGGGGAGCTGGTTTAGCTCGTGCTGGTTTGCGGCGC
CTTCCATCCGTGAAACCAGGGTTCAACTCCGGGCTGCTCCCTGTTCCCTTCTCTACCTCG
ATCCCAGTTCCAAGCCCAGTTTGAGAAGGTTGCATCAGGAAGGGCATCCAGCATAAAACA
TTGCCAAGTTTACCATGCAACTTGATCGCTGTGGTGAGCCCTGATGGGAGAAGCCAGAAG
AAGAGGATTTCTTTCTCTACCAGGCTAAAACACACAAAGCAACTAAAGTTGGTTGATGAT
CCTTGTTTACGAGGAAAGTTAAAGAGAGGGTATAAGCAAAAAAAAAAAAAAAAAAAAAAA
AACTT
>McF0022G22-MGRbd1
AGAGAGCCGTGTATGGAAGAGGAGCAGACTGGATCCAAAATTCCACCTACCGGTACCTCA
AATCCAATTCATCCAGCTGAATGTCCAACCACACTCTCTGATCCAGTAAGAATGGATTTG
TTGCAAAGAGATCCTTTTCAGACCGATAAAGACTCTGACTTTCCCAAACCCCTCTCATTG
AGCTGTTGTTCTTTATTTTGGATTGTTTTATCGGTATTAGAAAAACTATCACGTTGCTGT
TTTTAATAACTTGGAGTTTTGTGAATGTCATTTGTTGAGTGCCTAATGTTACATTAAAAA
TATATATCTATCTAANNNNNNNNN
>McF0022H07-MGRbd1
ATGGCCGGGGGACCGCTGTGAACGAACCATGTGGAGGTCTTAGCGTTTGTGGCGAAGTCG
ATATTTTACTCTTCGGATGTCCTAAAATGAGGAAAACTGATCACATGGGTTACATGGATT
TAATGTATTTGTCGTTATTTTGATTTATTTTAAAATTAAAACCGTCAACGGCGACTTGAA
TCATGGGTAAATCAAAGACTAAGAACCAGAAGAAGGCCCGAGTCGAGGCCGACCATGTGG
CCGAGGAAGCCTACTCCACTGTGCCGCACTCGTTCGTCTTCCACCGGGGTCAGGTGGGGA
AGAACGTGGGTCAGCTCATCCAGGACATGCGCACTGTGATGCAGCCTTACACCGCGGAGT
CTCTGAGGGTTCGGAAGAAGAATGTCCTGAAGGACTTTGTGGCGATGGCGGGCCCTCTTG
GAGTAACTCACTTTATGATCTTCAGTAAGACTGACAACAGTGTGAACATGTATTCTCTTA
TCAAAGATGTAGTTTCATCTCAGAAGAAGCATCGGATGCACGAGCAGCAGTTCACACATC
ATCCGCTCATCATCCTCAGTAACTTTGGAGTCGACGGAATGCACATAAAGCTCATGTCCA
CCATGTTTCAAAACATGTTCCCCTCCATAAATGTCCAAAAGGTGAATCTCAACAACATCA
AACGCTGTGTGCTTTTTACCTACGACCCGACATCTCAGGAGATTCAGTTTCG
>McF0022H11-MGRbd1
CCGNCATTATGGCCGGGGACATCCTCTTTTGCTTCATAGGATGGCCAAAGTGTCAGCTGG
AAAGTTTTACTCTTAACCTTTCGGAAACTGAATCACTGTATAGTTCTGCCTGACTGTGTC
TCCTGAAGTCAACTGAACAGGTGTTGCTCAACATGGAGGGCAACAAGTTGACTTTTTTTG
AGAAGTTGCGTCTCAAAACAAAACTGCCCAACACAAAAAAGCCACGCAAAAAACCTCTTG
CCAAGCAAGGAAGGAATATGCTTAATCGGCGAAGTATGTCTGTACCAGACCTAACTTTAG
TGCCAGGTCTAGCCCTTGCTACAGAAAGCTCTCTCACATCCAAGGCCTCTGATGCAATCT
CCTTTAGTATCTCTTCTGGTCAAAGTGATACCGATTCAGTGGCGAGCTGGTCAAACACTG
ATGGGCCTCTGAACACAGACAAAATCAATGAACCGGTGCCAGAAATTACATTTAGAACTC
ATCCAAATCCTTCAGCTGCAGCTCTGAAAAGACTGAGTGCACCAGTGGAGGTATTCAGTT
ACTATGAAGAACCAAAAATCACAACAAATTCAGATTTAGACAACAAAATGGCTTCAATTC
CAGAAAACTTGTACACACAAGTGAACAAAAAGAGGAACATACCTATTCCTATTGACTCCA
GTTTTTTACCAAG
>McF0022H14-MGRbd1
GACAGCCTGGAGAAGAGGGACAAACTCATTGAGCGAATCCTGCTGGATTCTGAGGAGCGG
GACCGCCTGCCGACGGAGCTGCAGCAGAACCTGCAGAACAAACGGGAACCCGTGACGGCC
GTCAAGCACACACTTTGAGGTGCATGGTCCGTGCACGCTCGCTGCACAGACTGGATACTC
TGCACTGTCTGCACCATTGTTTCCCCTTCTACATATATTTATGTTACCAGCTAGGTTTAT
TTATATTTGTTCTCCAGTTAATGAGGGATTTGCACACCTGCTGTGTTCTGGAGGAGTAGA
AGGAATGCAGTTTTTCTGACTTTTTTTTTTTCATGATTACTACTGAACTCTCTAAAATGA
ATCAGGAAGTTCAAAAAAAGAGAGTCAACCCTAATGCTTGCAGAGCTCCATGTTTGGTAC
TTGATTACAAAGTTAGTGTACTGAGGTTATTTTGAACGGTGCTGCTTCCTTTCATTCATT
TGGAGTGTTTCTAACGGATGGAAAAGTTAACAAAACTTTATGCAGGTCAGCTGGGATGTT
GCTTTAAATCTAAACTTCACTAAAGGGGAACTCAACCTTCTGCAGGTGA
>McF0022H15-MGRbd1
TTTAACCCGGGCCTTATGGCCGGGGGTGTCTTATGGCGTGGATGAGGAGGACAGAGTCCG
GATCCTTCGCGGAGTAAAGCTGTCAGAAGATGTTCTTCANAGGATGCGAGGAGTAGCCAA



CATCAGTCAATCGTCACTGTCCTCAGGCCCTCAAAAAGACAAAGGTTCCTCTCCTGGCTC
TAGCTCTGCCTCTCAGTCCAGGCAGAAGCCAGAGCCCCGAGCGCCGGCCAGCAAACCAGC
GTCCACTGCTAAAGAAGATCAGAGAAGGTTTGAACGGCAGCAGGCGATACTGAAGGAGGA
GCTGGCCAAGATTACCCAGAGAGAAAAGGAGCTGGCAGACGAGAAGACCAAAGCCTCCAT
CCAGGAACGACAACACGCCCGCCAGGAGTCTGAGAAGACTAAACAACTGATCCCAGTCTT
GCGCTTGTGGACGCAGAGACGTTCCTGCAGGAGACGGGATGAGATCCAGTCTTCTGTGAG
GAGGTGGGCCTAGAGTGTTGAACAAAGGTGCGAAGAGATGGACGAGGAGCGCTCAGGACT
TTTTGGCCTTTTGTCAATCCAGCGCTCTGCATCCTCAGCCACACATTCAAACAATGATCT
GCTATTTATGAGCTTCATTCTTCTGGTGGTCTTTCAAATCCCTCGCTCACTTCCTGCCGG
CTTTTGTTCCCTTCCCGACGAACTGCTTGATCCCTCCATTCCTTCATCCCTT
>McF0022H17-MGRbd1
ATTATGGCCGGGACAAAAGTGGCTTGTTTTCCTGCCCCTCTGACTCCCTTTATTGTCGAT
GCTTTTGTGTTCAGCATTGTAAAACACCTCAAAGATAGAATTTATTCCATCCAGAAAAAT
GCCACCCCGAAAGCAAGGCTGTCGTGCAGACTAATATTTTAGATATACACATATATATGA
ATACAGGTTTCCTACATTTTTCTGAAATTCCTTGATGTGTGTTTTTCATTTTGTGCTGTG
GTATTTGTAAAATAATTGCATCATCCTGAAAGATGTATATGATAGCTTCTAAATGAGTAA
ATCCTTTTAAATTTAAAGGTTTCAAAGGTGTAGGCTCTGACTAGATGTTGATTCTTTCCG
GCCAAATTTAGACTTAACGCATCCATCCTGTGTTAAAAGGGAATCTTTAAGGCATCGCTG
TTAAAAAACAACTAGCAAACGGTGTC
>McF0022H18-MGRbd1
GGTGTTCGGCAGCAGAGCCGCCATCAGTGTGTGAATGTGTGTGTGCATGGGTGAATGGGA
CTGTGACTGTTAAGCGCATTGGTCCTTCGAAAGAGGGTAGAAAGCGATATATAAGTATAC
GCCATTTACC
>McF0022H21-MGRbd1
GGAGATCCAGCCAATAAAACTTGGAAAGAGGTGCTATCTACCAGCTACAGCAGTTCAACC
AGCGGCAACTGTAGCTGGGATGCCAGTGACCAATCGGTGCCATCGACGCCTTCTCCACCA
CTTTCCAATGATAACAGCAAGAGCTTCCTCTCGTCC
>McF0022I03-MGRbd1
AGGAGGAGATCAGAGAGTATGAGCAGTCTCTGAAGAATGAAGCGGAGAACCTGGCCCAAG
AGAAGCAGCTCCAGCTACACAATGACTATGCAGAGAAGGAGAGGTAAAGCTGCTGTGGAC
CTTTGTTTCGAATGAGAAACATTTTACATCAGTGTCACCTCTCTGTCCTTTAGGAATTCT
GTGTATTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0022I07-MGRbd1
TTAAAACGCCCCAAGTAAATGGAAAACCTGCCCAGGCTCCCGGCAGATCTGCAAAGTCGC
CCGGAATTACAGCCAGTGCTCGAAAGATGATGAGAAAGAGGAGGGTTTAGGAACTCCTTC
AAAGACTGGAGCTTCAAGTAAAACCTGAGGATTTTTTTTATTTTTTATCACTTTGTGTTA
TCCTTTTTTTTTTCTTGTTGATCGCATTGATCACGAATTGTGATATGTTCACATATGTTT
AAAAATAAAGTCAACAAAATGTTGGTGTTGCAATGGTCGGTTGTCACACCGTTTTATCGC
AGGGTAAAAATGAAACATTTTACAACAGTGTGTGCTTTTCTGTTAGCTTCACATTTGATT
ATTTTCATCTTTTAATTATAATTATGCAGTTTTAACCCCAAATCAAAAAACCTTTGTCGC
GTTCTAGCACATAGTTTCTGCAGAGTGGCAGGAGTTCGTTAGAAATTCACCTCCGAGTGG
TGGGCGGGACTGTCGCCCTCAACTGAGAGCTCTCTGTTTGGGCTCTGTCCCACTGGCTTA
CAGTCCCTCACAACTCCAAGCTAACACTGGCTGCTATCTAGCCATGTATTTTTGAGCCAG
ATGCCAGCTTTTTCAATAGTTTTCAGGTTCGAGTTCTTATAAAGTATTTTTAGGAGCCTT
CATGTGACAGTTTAAAAG
>McF0022I11-MGRbd1
GGGGTCACAATTAAGGGTGTTGACTACTGTCTCCTTTCTCGGGCTCTCTTCGAGTCAACG
CGCATGATTGTGGCGCACTCGGAGGTCACGTGGTACCCCCGCGCATGCGCGGTACGCTTT
GTTC
>McF0022I18-MGRbd1
GGAACCTTTGAATTAGTAGTTTTCTTGTTCAAGTTAGCTTCCAAGTTGGAAAATATATAA
AGAGGTAAAGATGGGATTAAAGTTTTATTTTCCATTTCTGCCCATTGTGGGGCATTTTTT
TTTTGTAAAATAGTATCTTACAGACCCAAGCTGTGCAGCCCAGTAATACTACATTATATT
AGGGCATTTTAGTCCTCCTTCACTGTAAGGCAGATGGAGGAGCGATAGCCTTATTTTAGA
TTTTTTATTTTTCCATATAAACAAATAATCATTTGTTTTATAGTTTTGAATCAGCCGTCA
AGCGGTGGCAGGGGGATATTTTGAAAAACATACAGTAGTTTTGGGAAAATGTTCATTTTG
TAGACATTAATTTGACCAATCAGTGATGTATTAAACTGCATCCATCTAAAAAAAAAAAAA
AAAAAAAAAAAAAAAACAT
>McF0022I20-MGRbd1
AAAAGGAGGCAAAGAAGAGAGAAAAGCTTGAAAAGTTTCAACAGAAGAAAGAAATGGAAA
CAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCGTG
>McF0022J03-MGRbd1
TTTTCAGGAGGGATCATCCGCGCCGGGGACTGTACCACACACCTACTCAAACCAAAAGCT
CGGCGCATCAGCTGTATCTGTCGATTTAGTCTGTTTGAGCCTGGGGAAACAACATGCTTC



CTCAAGACTTCTTTTCGTCAAGCGTCTGCTGAATGGTGAGTCGTTTCAAAGTTTACAGCT
CTTGGTAAACGAATCACTCTAGCAGACAACCTAGCGCTTTCTGACCCCAAGAAAATGTCC
TTTTTTAGCGTCATAGCTTTTATCCATCTTGGGGTTTTCTTTCCCCCACGGGGGAAACGT
TTTCTGTTAAACATTTAGAGTATTTTAGGGGCTGATGGGAGTTTAGCATGTGCTCGCCAC
ATTGACTGCATCTTTTGCTAAAGCGCCCACCAGAATCCAGCTATAAATCAAGTTAGCTTT
AGCCAAAACTTCACATGTTAATTAGCAAATGTGGGAAAATCAACGTGAATAATATGTTTT
ATCCCCCCCACCTTTTTACCACCACAGCTTGTAATCTCATAGTCATCTAAAGTCTGAAAT
TTATCTTAAAAAAAAAAGTACAAACAAACAGTCAAACAAATCATTCGATAAACCTGCACG
CAT
>McF0022J04-MGRbd1
GNCATTATGGCCGGGGCAATGTCAGGGTGACAATGTGGAGCTTGAGGAAAGACAGGAAGA
GAAAGTTAAAGCCTCTACGGAAGAACTGGAAGACGAAGAGAGAAAACCAATTGAAAGAGT
TAAGGATGCATTGGTGAAAACAGAAGGCATGCAAGATCAATTACCAAGAAAATACAAAAG
AGATGAAAAAAAGGGAGAGAATAAAAGAAATGAGAACACCAGTTCAAATAAGGAAGAGGT
ACCAATTCTGGAACCAGGGTTTGAAAGCATCCCTTCACACCCCAGCCTCCACACCTCCAC
CTCAGTCAACTGGTGCTACTTGAAGTATGTCAAACCCAACCCATGTACCCAGAGGGACCC
TAGTACCTCAGTTTATTCAACATGGAGCATCAGTGCTCACAATCCCAACTTGCCAGGCCT
AAGCACAAAGGTGGCCCTGTCTTTGCTGTGTTCCAAACAGAAGCACTGCTCTGAGACATA
TACCATGGCAACAGCTACAACAGCAGCCAAACTACAACTGTCCCCTGCAAGCCAAAAGAC
ATCACTCTCTGTGTCTGAGGTAAATGATACTCCACCCAGCACCCTTATCGAAGTAAAGAC
ACANCANANAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0022J11-MGRbd1
GCGTTAAACCCGGGCATTATGGCCGGGGAGTGACATCACTGGTCTCTGTTTGTTTCATTG
GAACAAAGTGGTGGGGCTTCTGCTCGGGAGATAAACACCAGGAGGGGTGGAAATGGAAGA
GGAGGTGCTGCACAGCAAGGATGAAGAGGAAGGATGAAGAGGAGCAGATGTTCATCAGAT
CATACGAAACTATGACATTCCTCTTCGTGGCGGGAAGAGCAGAGGAGGCGTGGCTCTGAC
GTGTTGTGCTGAGTCATGCTAAGCTGGAGTCTGTGACGACCCTCACATGGCAAATAATGC
ATGGATCCAAGTCCCAGGAGCTCACGCCAGGGACGAGGTCTCGTCTGAGGGAACTCTCTC
CTCTGATTGGATCAAACAAACAACTATTGATCACTTCAGGCATTATTGATTACACTGACA
GCTGAGTGCTGCTTAATATTATTGTCCCGTTGATCTTCTCAGCGCCGACTGAGGCTGAAA
CTGAAACTCGTCGCTCTTCAGCTCTGTCAGCCTCTTCAGGAGGACGAGTTTTTATCTGCG
CATGAATCATTTATCGGGTATTTTCCCGTCAACACAAACACGGACAACAGCGGCTGTTGG
GAATTGTTTTGACGGGAATTGTTTTTTCACGATGCCTGAAACTCGGAGTGAAAATTTTGG
CGGTAAAAATGAATTTTTGAAAAACATGCA
>McF0022J23-MGRbd1
GGGAGCTTCACGGTCATAGTAACCAGCTGTGGTATTTTGGTCCAGGCGAGTTACGAAAAT
GACAACAAGGAAGTCGGGCTCACGACTCGAGACCGAAATTGAGCGGTGCCGTTCAGAAGG
ACAGTGGGATAAGAGACCGGAGCTGGTGCGTCAGTTGTCGGCTAAACTCATCTCCAACGA
TGATCTTGGTGAGCTGCTGTTGGGAGAATGCAAGCTCCAGGTTTACTTGAAAGAGAATCC
TATCAAGCAGGGTTCAAGTCCCAGAGGCCCACGGCTCAAACTGGTGGAGGTCAGGAAACA
TCTCACTGCTGCTCTGGACAGAGGAAACTTAAAGCCTGATTACCTCCAGGAAGCCAGTCT
GTTGATGGCAAAACTCTGTTATGTTGAAGCAGAGTTCAGAGAGGCTTTAGGTCACTACGG
TAGGGTGAACCTGGATGAAATGCAGCTGGCAGGTGCTCCTGTCTACAGGTTGTCCATGAT
AGCAGAAGCTTATGCCACCAAAGGCTTGTGTCTGGAGAAGGTCCCAGCCGGCTCTCCCTC
TTTATCCAACAAGAACAGCGGCTCTCCATCATCTAGTAGAAGCACAACCGATAGGGAACA
GGAAATCATCACCTGCTATGAGAAGTCTGGAGACATA
>McF0022K10-MGRbd1
GGGAGAAGCAAAATGGCCGACAGTAAACTAACCGATCCTACAGCGTCTGACAGTCATCAA
GGGTTTATGCATGTTTTGTTTACAGCTTGAGAACTACAGTCGCTCAGAAAAGGATTTTCG
CCTTTTTTTCCTTTTTTACAGTTTAGATTTGGCCTACTTGCGATGTTATTTCACATTCAA
TTTAGCCTTGGAAGCCTCGAAGAACTAGCTTGTTAGGCTAGCTTCTTTGCTAGCCTGCTA
GCGGTGGGTCTGCAAGAATTTTTGCACAGCTGCACTTTATGTCCTGTGTGATTATCGAGA
CTAGAGAATCAAGAAGGGGAACAGTAGTTCATGGAAGACAAGAAAAAGAAGAAAGAAGAG
AAGAAGAAAAGGGAAACTTCTCAGAAGGTGCCAGAACAGAAAAAAGGCNNAAAAAAAAAA
AAAAAAAAAAAAAAAAACCTT
>McF0022K16-MGRbd1
GGGAGATCCGCAGAGCTTGGGGAGCGAAGCGCACGCGAACCTGCTCTCGTTTAGCTTAAA
ATAGTAACCGGAAAAATGCTGCGAATACGTACTGTTTTACTCAAGTAAAATGGAGGATAG
TTTTGATTGTGACTGTGGCGAACTAGAGCCACCTGATCACTGAGGGTGGATCTTTTTTTT
TCCCCTGTAAAGATTAGGTCAGGCCCATTTCCATTTGACAGATCAGGTGAATCAATAGGA
TAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0022L03-MGRbd1
GNCATTATGGCCGGGGCTGTTGTTTTGCACATGCTGTTTAACATTTCCGAGACTTATCAA
CTCATAAAATTTAACTTAAAAACAAATGAGGTTAGTTAGAAACTCTCACAAAGAATGAGT



AACTCTTTTGAGGATTCAATTTGTAACATTTATTTGACATGTACAGAAACGGGTGAGGTG
CCACGACATACGGTTCCTGACAGTGACATTTAGCCTCCACCTTCTGTTCCCAGATCTAAA
GCAAAACCTAAATTAACAAAAGCTGCAATTCCCCAAAACATCACTGGAGGCTGGTTTCAA
AAAGAAGCAACTTTCTATTGACTCCTATGTCCAAATGTCTATTAAAAAATAATGCACGGC
TCANAAAATAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0022L05-MGRbd1
GGGAGAGTACTCTAGACTCACGTAAGATATCAAATCAACATGAGCGGAAGAGGCAAGGGC
GGCAAAGGTCTGGGGAAAGGAGGCGCCAAGCGTCATCGCAAAGTTCTCCGGGAGAACATC
CAGGGAATCACCAAGCCCGCCATCCGTCGCCTGGCACGTCGTGGCGGCGTCAAGCGTATC
TCCGGGCTCATCTACGAAGAGACTCGTGGCGTGCTGAAGGTCTTTCTGGAGAACGTCATC
CGCGACGCAGTCACGTACACTGAACACGCCAAGAGGAAGACTGTGACCGCCATGGACGTG
GTCTACGCTCTGAAGAGACAGGGCCGAACCCTGTACGGATTCGGAGGTTAAACTGCAGCT
CCAGCGACAAAAAAACAAACAACGGTCCTTTTCAGGACCACCCACATGACTGACGAGTAA
AGACCCTTTTCAGCCAGTCCAAGCTGTACAATTGAGACAAGTCAATACATCATCGATGCA
GTCTTTAAAACTGGTTATGAATATAATGTAATACTATATATTACAAAAAAGTGGTTATTA
ATCAGAAAACATTCATGACTTCAAGAGTAGAATGACACATCACGTGACAGATATAATACT
CTGTTAAATTGA
>McF0022L10-MGRbd1
CCACAAGACCAGAATACTTTAGTCCCATTATAAATGATGACAGATCAAGTACTTTGTTTT
GGGTTTCTATGTGACCCTGTACCAGAGGACTGGCCAAAACACACTAATGGAGGAGAATTG
GTTCTTGGAAGAGATCAGGTTGTTTGCAAGAAAAGAGACAGACACCCAAAGAGAAAAGCA
GACAGAGAGATATTAGATGTAGGTGTTTGCCTTACTGATTGTTTGGAAATAAAGTCCTGC
GACAAACCTGATTATTGTCTGATTATTGCAAAGGACAAGATGAAAAACAAATGTAGAAAT
GTTCTGCTCTTCCCCAACAGGCCTTAAGTTACAAATACAATAAAGATTGATGTGATCTCT
CTTTCGGACACAGACGTGTCAACAAAAAAAAAAACTTTCCAACATAAATGAAACAAAGGC
AATAAGACAGTCAAAAAAAGCACCAAAAGAATATTTGATTTAAGCTTTTATGAACAAATA
GCAATTGGGTTTAGTTGCTGATTTTAAACATGATTTTACATATTTGTTTCCAAAAATAAT
AATGAATAACCACCAATAAAATTTAATGTTCTTTTGTATTTTAG
>McF0022L13-MGRbd1
GGGCATTATGGCCGGGGAAGGTGTCCGTTTTTATTTATCCGCAGTTGAAGAATTGTGTTT
TGTTGCATTTTGTTGCACTTTTGTGTTAAAAACCTCAAGAACCACGAGCTGTGATTGTGA
GGGAAATTCAAAAACAAGGGTTTTTTGGCTTACACGCAGCCCACCCCCTTGATTATGTTT
TTGTTCTGTTCCAAATGTTATTTATTTTGTTCGGCTTAAAAGATAAAATGACTAAAGACT
CGGTTTTTTTTAGTATTATTTCAGCCCATCTCCCAGTTGTGTGAGGGGAGAAGGTTGGTG
CAAAGAGCTCGATCCTTTTTAGCCCAAAACGCAGAGGAAGCAGCAGTCAACCGTATTTCT
GTTTCTGTTTCTCTGCTACGAGGAGGTTTTTATTTTCTCTGGCGAATGTAATTTCAGCTT
TTCATGCAAATCAGTTGCAAAGAAGGAAACATTAAGGTAGTTTTTAAACGTTTTTATTTT
TTAATATTAAAGAAAACACAAACCATCTTTTTCGATGTCAAACATTCCATGCTGCTCCAG
TCCGAAGAAATAAATAAAATAAATGAATCAA
>McF0022L16-MGRbd1
TCAAGCCTTGAAAACGTCTGTAAATCGAGCCCCGCTCCAAAGATGCTGGGAAACGAGGTG
TGCAGCGTCTGTGGGGACAAAGCCTCTGGTTTCCACTACAACGTGTTGAGCTGCGAGGGC
TGCAAGGGCTTCTTTCGCCGCAGCGTCATCAAAAGCGCCCAGTACTCCTGCAAGAACAAC
GGCCGCTGTGAAATGGACATGTACATGCGCCGCAAGTGCCAGCAGTGCCGCCTGCGCAAG
TGCCGGGAGGCCGGCATGCTGGAGCAATGTGTGCTTTCTGAAGAACAAATCAGACGGAAA
AAGATGAAAAAGCAGCAGGAAGAGGAAACGGCTCGCACGTCCACTGTGGTCACTCCCACG
CCTCCACAGGAAGCAGCAACGCTTGATCCCCAGCAGCAGGAGATGATTGAGAAGCTGGT
>McF0022L17-MGRbd1
GGCCTCCTCCTTCTTTTACATTCCACCATCCATTTTAGAAGAACATAAACACTCACCTGA
GCACAGGTGTTAGCTCACCTTTGCACTAATAGTTTGCATTATTGAATGAGTGAAAGATTT
CACACTAGTTGGTTTAAAGGCATAGGTATGCGTTCGTGAACACTATCTGTTTTGTGTGCA
TGCCGACATGTGGACATTTTTGCGGCTAGCAGGTGTGTTGATAATTTTTGAGTGTGTGTG
AACAGGCCCCGCCCTTTTTGTACTACATTTGAACCGTACCGTAACGATAAACAACCAGTA
AACCTGTCTGCTCTATGCTGCTTCATGGTCTTACCCCCCTTCCCCTCCTATTATCACCCT
CCTACCCCCCCCTCTCTCTAATAAAGTTTGGCCTCAATTACAAAAGGGGTTTATTCAGAC
ATACCTTTGGTTTGTCTGAAGATGAATAACCCCTCTTGTTAAAATAAAATATGTCCAACA
CAAGAGGCCCTCAGCTCTCATCTGTTTGCCTAGGGAAGGTGCGAACAAGTCCCTGATATG
AGATCATGTTTGTCATCTGGAGCCATAGAACAGGGTTCATCATGAGTCATCAACTTACCT
TCGCCGACAGTGAATTCAGCAGTAAGCGCCGT
>McF0022L18-MGRbd1
GGGGAAGTCTGACATGTGCACGCAGGAGGAGCGCACAACCAGAGCTGGTGGTCCAAAACA
GGTAGGAGGGAGGAAGTTCAGAGCCAGAACTCCTGAACCCGCGCTCACGAGCGAACCGAA
CCTTTTGAGTGTCGCTTGGCTGGGAACTGTTCTCTTTCTCTGTCTTTTTTCCTCCCTCCC
CTGAGCTTCACACGTTCACAGAAATCCTCAAACCAGCTCACCCTACTTATCTTAGATGCA



ATCACCCCTTTCACGGGAGGACCTCCGTGAAAACAGAAAAGAGGCGTGTCTCAGACTCAC
AGCGCGTGAACTTTCAGTGCTCGTTCTGAAGACAGGAATTTTTGAGTTTTGCTGTTTGTT
GAAATTCTGGTATTCAAATGTTTCACCAGAAGCTTTTGCGTGCAGCTCAGAGCAGCCTGA
TTTGTGTTGTGTATAAATGATGGGTTTGTTGGTTACAGTTTCAGCTTATTTTTTTAATGA
GGTGATCTTTTAATAGTAAAATAAACTTGTTTTTCACCACTGCTGACATGACACTCAAAA
AAAAAAAAAANAAAAAAAAAAAAAC
>McF0022L19-MGRbd1
TACTGTATTTTCCGCTGCATAGGGCTCACCGGATTATAAATTGCACCGTGAATGAATGGG
ATATATACATACATGCATACATATAAACATAAACACACACACGCATATATATGTATAAAT
GTATATATACACACACACACACACACACACACACACACACCCATACATATATACATATAT
ATACATACATACTTAAGGCGCACCAAACTAAAAAGGCTCATTTAATGAGATAGGTCAGAG
GTAAGTTTGTCAGGCGGTCAGACTTTATAAATTGCGATCACAGTAACTAAAACTTGTTTG
TAATACGCTACATGTTTGCTACGTTACAGACATTATCCTCGGTAGCATTTTCCCAATACT
TGGAACTCCTAACTCTGTTAGCAACACATAAAAAAACACACTATCCTATCTTACACTGCT
ACACGTTAGCGCGGGTGGCGTATTCACAAAAACGCCCTAACTTGTTTTGAACTTGTAAAA
AATACAAACTGACATTTTGACAGAGTGTCTTGTATCTCATCA
>McF0022L21-MGRbd1
TTAACCCGGGCCTTATGGCCGGGGGACGAACACAAAGCAGCATCAACTTCCGGGCACAGT
TAGCTCGCTGTCCGTTCAACATTTCTGCTCAGGGATTTACTGCACATTTCGCTGAGTTAT
AAGTTACCGGGGTATGCTGTGATGTCGGCGAGCTCCAAGAGGAGACGAGCCTCCTCTCCC
TGCAGCAGCAGCGCTGCCAGCGGAGGCGCGGATTTGGACGATGCCTCGACTCCTGGGAGA
AAAAGAAAGAGAACTTCAAATATTCCTCCCCCTGTGGATACAATTGCTGTATGTCACGAA
CTGTTCCACGCTGTCAGGGACTATAAGGATGACCAGGGGGGGAGGCAGCTTTGTGAGGTT
TTCCTTCGGGTACCAAAGAGGAGGAATCAGCCTGATTATTATGAAGCAGTTTCCCAGCCC
ATCGACATGACAAAAATCCAGAACAAGCTCAAGTCTGAGGAGTATAACGATGTGGAGCAG
CTGACTGCCGATTTCCAACTGATGTTCAACAATGCCAGATCCTTCTACAAACCTGACAGT
GAGGAGTACCAAGCAGCATGTAAGCTGTGGGACGTGTATCTGCAATCAAAGAATGAGTTT
GT
>McF0022L24-MGRbd1
GCATTATGGCCGGGGGCGAAGCTACCTCGTCGCCGCTCTTCCGTCTAGTCAGTCGGCTCT
CAGACACGCAGTGCTCCGTTTTCACCGCCGCTCGAGTCTCCTCTCACCTGTAAACAGATC
CGGGAGCATGGGGACCGGGTGCATGACAGCCAGCAAGTACTTCCTGTTCCTCCTCAACCT
CATCTTCTTTCTTTTGGGAGGCGTTATCTTGGGTTTTGGACTTTGGCTCCTCCTGGACAA
TCAAAGCTTCATCGTCATCATCATATTTTACCTGCCTCCTGGTGATCCTTGTTGCTCAGA
TTGCAGCCGGCGTTCTCGTGTACCTGCAGAAGGAGAAGGTGAATGAGCAGATGTCCAAGA
TTGTCGACAAGGTGCTGGGCAGCTATGCAGGAAACAGCTCCAGGACTGAGCAGGCCTGGG
ACTTAATCCAGAAGAAGATGCAGTGTTGTGGCTGGATGGGGCAGGAGGACTGGAACAATA
ATGCCGTCATCCTCAACAGCTCCCAG
>McF0022M07-MGRbd1
GATTCAGAGGCCGAGGCGGTCGACATGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGGA
GAGAAACCAAATTCCAAGGCTAGATAGACATGTGGGCTGACGAAAAACGGGCTGCAGAAA
AAAATAAAGGCGATTTGATTCTGTTCCACCGTGATCTGGTCTGCATAATTTCCATTTAAG
CAGCGTAAATTCAACATTTCACTGACTTGCATCTTAGAGACTTACTAATCTCTCGTGTAC
ATACATGTAAAATACATATATACATACACTGTGCAGCCTGAAAAAATGCCTAACTTCTTA
TATTTTAGGTTTTTGATGTTGCTTCTTCAAGGAAGAGCTAGTGTTACCTGGTTGAGTCCA
AAGTCTGATAGGATTAGAGCGGTGATGCTCAGATCAGGAAGGGCGGAGGTGATGTTCTCC
TTTACAGAGCGATATCCCATGATGGCGGGCATACACGTTTTTTCCGGTCCATCTAATAAA
GAAAAGGGAGAAATGGTGCTCTTTCTTAAACCAGAGTT
>McF0022M09-MGRbd1
CGGGCATTATGGCCGGGGCAGCTGCCCATGGCCTTGAAGCGGTGCAGCCATGATCCAACT
CAAAAACCGGGTTAGATACAGCGCGCCAGGTGTAGCGGCAGCCCGCCTCTTCTCCTCTGG
GCCCTGCTGGAACCCGCTGGGGTTTTTGGACATCGAAGCCGACAGCGAGCCTCTCGGAAG
GATCGTTATCGAGCTGAATGCTGATGTCGTGCCCAAAACTGCTGAAAACTGCAGAGCTCT
GTGCACAGGAGAGTATGGCTTTGGGTACAAAGGCTGCGTGTTCCACAGGATCGTACCTGA
GTTCATGTGTGCAGGGAGGAGATTTCACCCACAACAACGGCACAGGAGGGAAATCCATTT
ATGGGAAAACCTTCAAGGATGAGAACTTCAAATTAAAACACACCGGTCCCGGAACCCTTT
CAATGGCTAACTCAGGACCTAACACCAACGCCTCACAGTTTTTCATCTGTACGACTAAGA
CAGAGTGGCTTGATGGCAAACATGTGGTGTTCGGGCAGGTGAAGGAGGGCATGGAAGTGG
TCACCAAGATGGAGTCCTTCGGTTTGCACGACGGGGGAGTGCTGAAGAAAGTAGTTATTG
TTGATTGTGGGGAGTTAAAATAACCCTTGGGGCCAATTATCAATGCAAAACTGTAAAAAT
ATT
>McF0022M15-MGRbd1
CATGGAGACCTCGGCCAAGAGCAAAACTATGGTAGATGAACTCTTTGCCGAGATCGTTCG
GCAGATGGACTACGCTGCCCAGCCGGACAAAGATGATCCCTGCTGCTCCTCGTGCAATAT



ACAATAGCCCCGGGGGCCTCTGGGAAACAAGCCTGGAAACAAAAAAATGTGTGCTGAGAG
AAAGCTCCCCTCTTGTGTAGGAAATACACACACTAAGACAAACAAATGCCAACAAAACTG
AGTGAAAGGTAATGGTTAAACACAGTGGATTTGAATTCATAGCAGCATTAAAGTTGCAGT
AAAAGCTGAATGGAGAATGCCAGGAATTTGCCACAAGAGAATTTGATGCATAACAGAAAG
GAACATACCCTCGCAAAATATCACCATCTTCTATTGTTTGTTTTTGTCTTTCCACCTGTA
GAGACATGAATCGTCAGCAAAGAATTAGACCTTTTGGGCTGATGAACTGCTTGTTCTGAG
TATTATCATTTTGTGTACTTCCACACGCAGCACTGATAAGCATTTCTTGTTACCATGTCT
GCATTTCCACAACACTCCAAATCCAGCAGAGCTTTCTAAGGAACCAGTGCTTTTAAATAG
GAG
>McF0022O02-MGRbd1
GGGGTTCTCCGTTTGTTGACGCGAAGCCATGGCGAACCTTTTCTAGAACTTCCAAGTCAA
TTCTCCCAACGTCCAGTACACTGACGAGCACATCATTTCACAATACGTGGAGTGATACTG
CTCCTAAAGTCACTGTAAAGGGAGATGGGATCACAGTTGAGCCCGTCCAGAAAAAATACA
ACTTCAAGACTGAGCGAAATATTGGAAAGGTTGGTGTCCTCTTGATTGGTTTGGGTGGAA
ACAATGGCTCAACTGTCACTGGAACCATCATTGCTAACCAACTCGGTTTGGAATGGAAAA
AACGTTCTACCACTTACAAGGCCAACTACTTTGGTTCTTTGACTCAAGCTTCCACCATCC
GTATTGGTTGCCAAGAGGGACAAGATATAAATATCCCTTTTAACAAGATTTTACCCATGG
TGAATCCAAATGACTTGGTTATTGGTGGCTGGGACATCAATAACTTCAATCTTGCTAAAG
CCATGAAGAGAGCCGACGTTTTTGATCATGATTTACAATCAAAACTTGAACCACATATGG
CCAAAATCGTTCCAATGCCATCCATCTATGAACCTGACTTTATTGCTGCCAATCAAGAAG
CACGAGCCA
>McF0022O05-MGRbd1
GGGAAAAAAAGACATTCTATTAAATGTTTACATCAAAAACATTTAGTGATCATGTTTAAC
CCTTGTTCTATCCTAGGCATTTTAACGTTGGGAGTTTGGTCATCTAGACCCACTAGACAG
TGCGCTGAACCTTTTTTTTTTCAATGGTTTGTGATCTTCAATGGTTCAATGGATTACATG
AAAATGTTCCACCTTTATACACCTTTGTCATGGTAGGGAGAACACGTCAATGTAAGGGTG
GGGTCATCTAAGATAGCACAAGGGTTACAAAGTGTGTTGTTTCCTTCCTGTCAGCGACTG
CTTTGGTATTGGAGGTGTAAATTATCTGTCAGACTGGAGGATTGATTGTATTTTGCACCA
TCCCACATTGCCAAAATTGCCTAAATCTTTTTCAAAGACTATGATGTTACTGTTTGATCA
ACCAGTAAAGTTCCCTGAGCTGAATCCAATGAATAAATCTATGATCTGTTAAGAAGAGGA
AGATGAAACACCAGGCCTAATGATAAAGACGACTTGAAGGAAGCTGCTGTTTGTTGGTTC
TCTGCTGGTTCCATAGCTGGACTATGTTCCAAAAAAGCAGAGTATGAGACGTACCGGGGT
AAGTTTAAGGGTAAATTAATTGATGTTTTGG
>McF0022O09-MGRbd1
CCGGGCATTATGGCCGGGGGCAGAAATGGCGGCGACGGCAAGCTGTTCAGCATGAATTTC
TTGGCCGCTTCATGGATCGAAATGTTTGAATGCCAAGAACCGTTTGGAGAGCTGACAATT
ACGATGGAGTAGAGGACCTCTTGTAATTGTCATTACAACCCCATAACGCCTTCCTAGAGG
AGTTTTCGTCTTGCGGAGGAGAACATTCTCACTGGGAGCATGGCTTCTCACAGTAACCAG
GTAGCTAAAAGCTATTTGGCTAATGTTAGCTAGCAAGGAGCAAACGCAGCGTCACTTTCG
CTTGCAGGTTTACCAAAAAGAGTTGTTTGTGCGTCAGTCTTCAATAGTCAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAACTT
>McF0022O12-MGRbd1
TATGGCCGGGGCATCAGTGAGAGGCTCAAGCCAGACGAGGGTGGTGAAGTTAGACCTCTC
TCATCTATAGTGGAAGAGCTGTTGGACCATTGTTTGGCTCCCGACACATCTGGAGACGGT
ACAGGATGTGACAACATGACCTGCATCATTGTCACATTCCAGCCACACCCCACTCAGTCG
GAGGACACAAAGAAGAGGAAGATTCAGGAGGAGGCGGAAGAGACGGACAAGAACGACAAT
AATGGCAAAAAGGCAAAAATTGATTAAAGAAGGAGTGAACCTTTCCCAGATGGGATACTG
TGTCCCACATTGCTCTAGATACTCCAGAGACGCATTCTGTCCAAATTTAAACCCTTACCT
CATAAACAAAGTGTCACCCTGAAGCAGGCATCACAAGGACTGGATGTGTTCGAAGGTCCA
CTGATCTCGGATCATTTCTATAGTTCTTTGTGTTCTGTTCTTGGTGATTTTTTTTCGACG
ATAATTCAACCCTCTGTCATTTTTGCTAGGCCTAAACGGGGGGATAAAAAGCTGTACAAA
TTTTAAGCTTAAAAAAACGGAAAATCATATTTGCTGCCTTGATAAAAAGCACTGCAGTTT
CCATTCATTAGTCACTAAAAGGCAACAGGAGGAAGCAGCAATCATTTGGAATAATTACA
>McF0022O19-MGRbd1
CCGGGCCTTATGGCCGGGGAGAATAGTGCGTCGAGATTGCCACTTGGGACGATCCCCTGT
CTTCCTCTTCGTTCCTATCTTCTTTGAATTGTCCAGAAGGGATACGACGGTGCAATGGAC
GGTCGCGGTTACGGTTCTAGTTACTCCAGCGGGGGAAGTGGAGGTCTGGGCAGTAGAGAT
TCAGGTGGCTTTGAATCGTATGGGGGAGGTTATAAGGACTCCATGTCTGGCTCCGGGGGC
TTTGGAGGAGGCAGCCATATGAAACGAGGAATCTCTGGTGGATCTCCGCTTTCATCTGGA
GGCACACATGCGGATGCAGTCATTGCCAAGATTAACCATCGCCTGGACATGCTCAGTCAG
TTCGAATGAGGATTTAAGGGGCCCCGGGGAGATGGGTAATTACACTTCTTTATCTGCTTC
ATTCCATCTCCATCAGATATCGTTTTTACACATCCATCCCATAAAACATTCACTTCGTAT
TCAAATTTAGCAAAACACTTTTGGAAAATTTAATATATAATCATAGATAACCCCCAACTA
AGTTTTAATCATATTCTGGGATGCTTTTAATTATCAAAAAACAATCAGATAGTT



>McF0022O21-MGRbd1
ACTGCGGGAGAGAAGATCCCGCTGGAGTTACATCGCCCCCTCTGCACCTCTCTGTCGACT
CTGCAGCACATGTGCAGGAGGACGCTAAACGACAGAGGCCTGGTGGGGACAGGGACTGAG
GACATCCCCAGCACGCTCAGAGACTTCCTAAAGGCGTACGATGCTCCAATTTGACTGACA
GGAACTACGGATGAAATGTCTGACAGACAGCACAGAACAGCCGCCGCCAACATTCAGTAG
AATTTCGGCGCCATTACTGACTGACCAAACTGAGCCTGAGATACTAAAGTAAGGCCAGTT
TTTCTTAGTGGCCAGATTCAGCCAATGGCAGATCTTTGTAATGAACGGCATAAACTTTCT
ACCTAGAGTCGTGGAGAAGGAGTGCGATTTGGGTAACTGGTTGGTCTCTCTTCAGTTCTG
CCTTTGGAAAAACGAACACGAGTGGCAGATGAAGGCCAGAAGGCCATCGTTTGTCTCGCT
CAGACGCAGAGCAATGCCTCGTAGAAGATTAACCCCGATTG
>McF0022O22-MGRbd1
CCAACAGGAAAAGGCTGGCTGAACCACGATGAAACATGGAGGAGTTACTTCTCAGATATT
CATTCTTTTCCCAACGCCGTGTACACCCACTGCTATGACGACTCTGGCACAAAGCTCTTT
GTAGCCGGCGGGCCGCTCTGTTCAGGCCTTCACGGAAACTACGCAGGCCTGTGGAGTTAG
CTTCTCCCATCGATCCGTCACAAAGTTCTCCTTCAGCTCTACCTATCCTATCCCTCGGCC
TCCCTCAACTTCATCTACATCACTGTCCAGAAAACCTCCTCCTCCTGCTTTAGGCGGGCG
TTCAGCCCACACGTGGACTCAGGAGCATGATCTTTCCTCCTTTCAATATGATTGTCGGCT
GTGTTTGTGTCTCTATTTACATCATACTTTTCTACATCGCTGTCCTAACGCACTTTCCCG
CTTTTTAAGTAATTTATACAAATGTACAGTTACCTAATAAATTAAAGAGCTGCTAAGTGT
GCCACTGAGAAACTCAGATGGGGTTTGAAAAACATTAAGAATAAAAGTAAACTTTTTTAC
CGTCATGTATACATCCAATCTGCAG
>McF0022P01-MGRbd1
ATGGCCGGGGGTGCTGCACTTTATCCAAGACTGTGTGTAAGGGTTTGTGATATGGGGCTT
ATGTTGTTCAGAAACCCTTGACTGTGTAGGTGTGCACTGGGTTCAGCAATGTACAGTGTG
TTCCTGTAAGCCACATGTGGGTGTTTGCCAACATGTGACGCAACATGCCTATGCTGATCA
CACTGCTCTGTCCACAGAACCTGCAGCTCGGCCTGCATCTTTTCCCTCTGCTCCTGCACC
CGTGACGCCTTCACGCTGCTGTCAGAGGTGTCGTCGTCTCCTCTGGTGGACGTGCAGCAA
AACACAGCATGACATTTGCAAAAGATTATAAACCTAAGAAACCAAACAGCTACAATACTC
TTTTTTAATAACAGCTGGCCTTTCCTGGCAGCTTGTTTAGAAGGAACACTGCAGTAGTGT
ATTCGACTGCTTTTCCACTGTGAGTCAGGAGTTTTCTGTATTTTGTTTTTAAATCTGCCA
AAGCCATTTATAAATATAACCAAGCTGCAAGTTCTGTGCTCTGATTTTAACTTTTTCCTC
ATGTCAACACAAATGAAACATCCTTTTTGTGTGAGAAAACAAAAGCAGCCACATACTCTT
TTTTCTTTAAAGAAACTTTCTTTTTGACAGCCTTGAAGACGTCTGAGTATTTCTGCATCA
GCTCCTCTTCTTTTTTCTGATACTTCTTTTCAAACTCTTTCATCTCCCGCTCCTGACGCT
TGATGAC
>McF0022P08-MGRbd1
AACCCGGGCATTATGGCCGGGGGACCTCACTTCCTGTGGTATGTCTGTCTGTGTTATAAC
TGACCCCGGACCAGCCTGTTCGAACTGACGGTCCAGCAGAGTCGCACGTCGGGTACTGAT
CCCGGAGCAGTTACCGGAGCGGCTCCACTGAAGCGGCGCCACTTCCGGGAGCTGCATCTC
TGTCAAGGTCTGAGCAAAGATGAGCGCGTTTTACCAAAGCCTGCGGGCGCTAAACCCGCA
CAGGTTCAGCGGCAGCTTCACGCAAATTTTTATCCGTGGAGCAACGGGGCTTAGACCAGC
GCTGTGCCCGCAGGGA
>McF0022P09-MGRbd1
GGGATTCTAGAGCCGAGCGGCCGACATGTTTTTTTTTTTTTTTTTTTTTTTTTTTTCAAT
CGCACATAAATGAGGAAATCTCATGCAC
>McF0022P10-MGRbd1
TAAACCCGGGCATTATGGCCGGGGATTTTGTTTATGACTCCAAAATAGTTGTTGCAGCGG
CATCACTTTCCGTGCGGCGCCCTAACGTTTAACGGCAGCGAACACGGCCAGGCAGGCGAA
GACACGTGGAGACTTAACAGTCACGAGCTTAAGTAATGACAGAAAAACACGGCCTCGCTT
CGTGCTTTCGCTCGATAAAAAAAGAAGTTATGGATATTTGCTAAAAAAAAAAAAAAAAAA
AAAAAAAAAAACCAT
>McF0022P12-MGRbd1
GGGACCGCTAACCCGAAGCTGGTAAGGATAAACTGCTCATAGCAATTAAAGGGGAAATGT
TGCACGAATATGATTACACTTTGGTCTTAGAATTGCATGCAGGCGAATTCTAAACACCCA
TATTGTACTATATCAATACAGACTTTAGGCAAATGGCACACAGAACGTTTTTCTGTTGAT
ACTAACTCGGATCTTGCACTCATCGCATGGCGAGGGACAGGAAGGGGTTAATTTTTTCCG
CCGCCGACATTTTTGTTAGGCGCTCAACACTACAGCAACTTTTTTTAAACTTACATGTGA
AGGGGATGGGGCTGTGATTTACAAAGCCGCGTCCCGTTTTAAGCATCAGTGTGAGGACAC
TGTGTCTTCAGATGCATTCAGGTCGCTCTCTGGATCGGCAGTTGGTCGTTGTTGCAATAA
ACGAACAGCTTTTGGTCATCGCTGCATGCATGGGTCGGCGTTTGCTAGCATTACATTAGC
CTCACGAAAACACTAACTGCCTCTGCTCAAACATAAACAAAAAGCTGCAGCTATCGCTGT
CGGTTCACGACCTCAAAAGCTGACAAACATCGTGTTATGTATTATGCAGACCATG
>McF0022P13-MGRbd1
GGGTCCTCAACTTCTGCATGAAAAATGTCGGCGTCCATATGCCAGGCATGCCATGTCGCT



TGTTGTGCAAACGGCACTCCAAATGTTGTTTCTTGGGGTCACGGGGGGATCATTGCTTTC
GGCACGTGCAGCTCGGTCGCTCTTTACGACCCAAAGGAGAAAAGTGTCGTGTGCATGCTG
AATGGACACACAGGCAGAGTGAATGCTCTTCAATGGGTTCACAGCAACAAACAAAGTGCT
CCGGAGTGTCACCTCGTATCGGGAGGCTCGGATAATCTGCTCATTCTTTGGGAGGCTCGA
GATGAAAAGTTTGCCAAGTTGATGGAGCTGAAGGGTCACACGGAGGCCGTGTGTGCGGTG
GATGCCGTCTACATGGATTCAGACATCCTCGTTGCCTCCTCTGCATCCGACTCCTCAGTT
AAATTGTGGCTCTGCAATGACCGGAAAGAAGCTAAGTGCCTCCATAGTGTGTCTTTTGGC
AGCGGTTTTGTGACGGACGTTTCTTTGGC
>McF0022P17-MGRbd1
AGACCAGTTTAGAATGTGCCGGCCATTGTTATGCATGCCATAACAAAAAAGGGAGGAATA
CTGAGGCAGCTACGACGTGGATGTCTACAACTTCTTTAAGATGCAGGCCCCAAAGACGTC
CCAGTGTGATGCAAAGGCTGTCCAGCAGGCTCACAGACATCTCCTGAGAGATGAGAGAAG
CCTTTAAAATAGTTGTCCATTTTGACCATGATTGCATTGACAACATGCCCAGGCACACTG
TCTGCTTCCCATTTCTTAGTGCCTGTACGAAAACAGTGACTTTTCCACCTCAAGTCTTTT
AAGGAGTTTTAAAAACAGTTATTTTAATTTCTCTGAATTGTGGTTCAGAATTTCACAGAA
CCTAATGCACTTGACTCTGTGTTTCAAAGATCTTTGCAAAACCATCAGTCTTTTGTACAA
AACACATTCAATGGTCAAACATTAAAAAATGAAGCTTTACGAAAAANNNNNN
>McF0022P18-MGRbd1
CAGGAGGCTTTGAGTAAAACAGAGAAAGAAAGGAGGAGAAGGCTGGAAAACAAGCTGGTC
GAGGTGGAGGAAGAGAACACCAGGTTANAGAAGGAGGTGAGACTGATGCGGACAGTTGGA
GATAAAGATAGGGAGGCTCTGGGAAAGGCTGGAGAAGAGTTAAAAACATTGAAGGACAAC
CTGGTAAAAAGTGAAAACAAAGAGAGGGAGCTGGGAGAAACGGTGNGANANNNNNNAAAA
AAAAAAAAAAAAAAAAACAT
>McF0022P19-MGRbd1
CTAAGATGGTTGGAATAAACTCATTGCTGTTATTTAGACCCCCCCTCCCCCAAAAGTCTG
GATCTAAAAAGACAGTTATGTTTTTCTATTGTGATGCTTGTCCAGCATTATCCTAGATTA
ATAAAATGTGAGTTTTCCTAGTATTGTCCTAATCATTCACAGCTAGGTGTGCTTATTCCA
CGAATGATGGCTTTACCTTCAAATTTACAATAATAAATATTTAAATCTGTTACAAGGAAA
TAGTTGTTGATAGATTTTTTTTTAGCTTTTCTTTTTTGGCAGAAAAATGTTTTTAACAGT
TCATTATATTTGGTGCCGTGCATCACTGATGCCTGTTACACGTTTCACTGTTTTTGTGAG
ATTTGGCAGTGACAAACTAATAAAAGATCAGCAGGACTTTTAGACTGAACGGGAGAACCT
GCCTTAACTGATTGAATGTGGGTGATAAATCAAGATATTTATTTTCA
>McF0022P21-MGRbd1
CACGAACTGTCAAGCTTTTACAGTTTCACAACGGAATCTATTTGCAACCATGTATCACCA
GCGACCCCAGCAACCAGGTTCA
>McF0023A23-MGRbd1
GCCCGTTTAACCCGGGCCTTATGGCCGGGGTCTGCTACGCCTCTCTGGAGCGGAAGGGCT
CTGGGAATGAGGCCCGGCTGGGTCACAACGGCCAGTCATGGGTGCTGTCCCACTACGATG
GAGACTACTCCTACTGCCATGCAGGAAAGAAGGTCCCCCTGCAGGTGGTGAAGAGGCCGC
AGAAGATCGGCTTGCTGCTGGACTGGCCGAGTCAGACGCTGCTATTTTATGAGCCGGACT
CTAACGCTGTGCTGTACTCCGTTACACAGCAGTTCAACGCCCCCTTACTGCTAGCTTGTG
CTGTTACTGATGACAGCATCACTATTCTGCACGGAGCTGGGAGGGAAGAAATGTCTAATG
TGAGATAAGCAGAAAAGACTTGTGCAATAATGAAAACTCCAAATATTTCCAGTTTGTATT
TATTTTTTTAAAGATTTTTCTAATAGTTTTTTAGGCTCAAATTGTTAAATATGATAATCA
TATAACACATGTTTACTATATAATACCTTTCAAAATTATTGCTTTTTTATAGAAAATGAA
GAATCTAATTGAAGAGTTCAATGTGTGTAAAGCAGCTTGCAAATATTACAAACTAAATTA
TTAGAGATGATAGCAATGATTTGCATGTTTTGGAATAAACATCATTTTTATCACCAAANN
ANAAA
>McF0023B12-MGRbd1
CGCCGTTTAAACCCGGCCTTATGGCCGGGGCCCATGAATGCAGCCATTGTGACGTGTTTT
TGTTTTATTGTGCACTATAATTGGACAAACACCTCCAAATCAGAGACTCGTTGTTTAATT
GACACAGACGGCGGTTATCGCCGTCTCTCTGCTCTTCTGGAGCCTCATCCTCTGCTTTGT
TCGCAGCCAAGCGGGGCCTGCCGTTCATGCGGCAGCTGCTAAATCCTCTGTGTAAGACGC
TGTAGATGGCAGGATGCTGGAGAAAACCAGTGAGAAGGCGCAGCATTCTGGGCTCTGCTC
AGACTGTGGTTGCAGTTTCATCCCACTTCAGCCGGGCCCCGTTCCAGATTCCACCGCCTC
CGATTCCTCCCAGCACCCGTCAAGTAAAACAGACGGTCCCTCCAAATGCCCGTCCTGCCA
GGCGGGCGGCGGTGGGAGCAGCAGCAGCAGCCCCCCCAATGGACAGCGACCCCACAGGCG
CATCCGCCTGGATCCGCACAGCTGCCGCCTGTGCTCCACAACGTTCGTCTCATCGGCCCA
TTTGGCTCTTCACCTGGCCTCCCACAGCAAAGAGAGGAAGTTTCAATGTGGCCTCTGCAA
CAAGTATTTCCATCAGTCCTCCCACCTGGTGGCCCACCAGAAAATCCAT
>McF0023B23-MGRbd1
GGCCTTATGGCCGGGGATTCCGTTCTCAGTTTCTCTGTTTGTGTGGCTGAAATTTTTCTG
TTTTCCCCTGTTTTAAAAAAAGGGATACGGTTTAGACAGACTTAAAGGATTCTGAAAGCC
AAAAGAGTTCATCTGTCTAAACATTATTTGTGTTCCATCATAAGACCATAAGACACAGAC



ATGGGGAAAGGTGCGAGTGACGACTGGGATGAGAAGCCCCACAATGTGCAGCAGACACAG
CCACAGAAGCATGAAGATACCAAGCCTAAGAAACAGGAGGAGAAGGAGAAGGACAAAAAG
AAAGGTTGTCCAAAATGCTGCTTGAAGGTCAGGGACTGCATGATGAGCCCGGAGTGCGGC
AGGGCGCTTCAGATCTCCAGTGTTGTGGCCTGGTGTGGAATGTGCCTCAACATGTGGACA
TAACTGAACAGTGGACTTCCTTGTTTCCTGAGCAACAAACTGAGCTGCCGTCAGACGCAC
CGTCAAGTCATCCTTTATTCTCCTGGTCTATAACGAAAAAACACTTAGCTTTAAAGTTTC
TCATCGCCTATTTATTACTTTTCTATTACTGTTGTATTTTTAG
>McF0023C04-MGRbd1
GAGAAGGCGACAAGATGGGATTACTGTCCTGTTTGCCTTCAAAGGAAACCCATACCAGGA
AACCGACCCCCTACTCTCCTTCACATACATCCCCGTCTCTGACACAGCTGTTACAGCCCC
CCCCCATTAAAAACCTCCTGGACTTCATGGGGTTTCCACCTGGTCTTTAAAGGGCTTCAA
CACTATTTCAACCAAACCCCCACATCCTCCTTCTTTCCGTTTCATTCCCATTAGTTGATG
TATTTTTTTTTGTCTAATCATTCCACAGCAGCTTTAAGCGCTTTTTTTTTTTGTTTTGGT
TTAAAGTGAGCTATATTTTTGTAACCGCTTTATTTATGGTGAAGTAGAGTCCAACCGCTG
CTCGTGTGCTGTGCGTGTGAGAATCAGTCTAAATCTCCCCGCTGCGTTACAAAACTAAGT
GTTAATATGTATAAAAATAACAAAAAAACCTTTTGTTTTTTTATTAACTGTAAATAGCTG
GGCCCAGTGTTCATACGTTCCATCATTAAATGTAGTGTATTTGACCCCCCCCCTGCTGGT
C
>McF0023D04-MGRbd1
GGCGACTGTTGTGCAGAAAAAGACCGGAAAAGTTACCAAACCCGTAACGAAGACCGCGCC
CAAAGCATCTGCATGCAAAACTGCTGATGCTGATGCAAAGGCCTCAGCCAGAACTCCACA
GACGCTTAAACCTGCATCTCAGGGCTCTGCTGGAGCAGAGAAGACGGTGGAAGAAACACA
GAAAACTGAGACTGAATCTGCAGGAAGTCCTTCAGGTGATGCCCAGACTATAAAGTCTGA
AGCTGTCCAGATCCTAATCATTAATAATCCTTTGAAGCCTCACGAAGTGAAACAAGAAGA
ACCCATGGAGGTCGAAGTGCCTCCTGGTATCAAAGAGGTTAAAGGCTTTGGACTCCTCCC
CCCCAAACCACAGAGAAAACCACACCGGATGAGCCTCCCACACCAGACAAAGGTTCTAAA
GAGCTCCATCAAAGATCAGATCCACCTAAAGGAATGGAAACTGAGGCTTCACATGAGAGT
TCTAAAGTGGAACCAAAGCAGACTGATGCTGAAGGAAAGAAAGAGGCGGCACCCAAAACG
TCTGTGGATACACGAACCACCTCTGCTGCTGCGTCCACAAGTTCACTGATGTTTGAAGAC
AAGATTCCTAAAATCGATGAGAACGTGTACAAGGCTTTCACCGCAGTACTG
>McF0023D07-MGRbd2
TTGAGGAGGAAAATGATTCAGTCTTCAAAAGAATAGAATGAATGCGTGATTTGGCAGATT
TTCTGGGCAGAGAGCACGGCCTTTTTTATATTTCTCTTGAAAAGACACAGGGAGCAGACT
AATAAGATTGTATTTTAAGCTGAGTTGAAGCGACAGTTGCTAATGTGAGCTAGCTTGATA
CAGCGAATTCCTGTGTTGTTTTGATTTGTTTACAGGATGAAATGTCCCCGCGACTATGGT
TTAAACACTGCTCATCAATGTTAGATTTAGCGTATGTTAGCCATCAGGTCGTCAGAGGAG
GAGTCCCCTGAGATTGAGGAGATGGACACCTCCGAATCCAACTGGTGCTGGTTCTACCTA
GCCGAGTGTGGAGTATGGCATATGTTTGAGATTGATCCAAGTGCAGCCTGTTCAGTGACG
AGTGCTCAGATCGAACAGTGCTACAACAGGAACCAGCGTGGGATCATGGAATTTTACACC
GCCAAGTACACGTACAGACTCGACTTCTCAGTTATGCGACAGATAAACGTGACAACGGGA
AAGCAGAGGCCAATTAAACGCTCCCTCCATTC
>McF0023D12-MGRbd1
GGGTCTGGGAATCCGACCAGCGAATCCACGTGCTGGATGTTGTCAACCACGAAGGAAAGC
GTCATCTGAAAGAGAGACTCGGAGAATCGGAGGCTTCCCTCCGCGCGCGAGCACTGATCG
GGGAAACTCAGCTGCTGGTGTTGGACATCAAACTTCTGAAAACCAACATCCTTACTGAAG
CAAATGGCATCGAACAATGATCCGTTTGAGTTCCGAGAGTTTGAAGAGGATGGGAATCTG
TTGGAGACCAACAGAGAAGCTACAACCATCAACATTGAAGATGAGGATGTGAAGAGACAG
ACGAAGGCTCCTGGTTTTGTTCATGATGCTGAAGATGAATATTCAGCCCATTCCGATGAC
AGGGAGGAGCTCCTGTCTGGACAAAAGAAAAGTGCTCCTTTCTGGACGTTTGAGTACTAT
CAGAAATTCTTCGACATCGAGACTCATCATGTGAGGGAGAGGATCCTCGGATCACTGCTG
CCTTGGCCCAGAAAGAACTTCATTCAGTTTTACCTTCGGAAAAATCCTGATCTCTATGGA
CCGTTCTGGATCTGCACCACTCTTGTGTTTGCCGTTTTCATCAGTGGGAACATTTCCAAC
TTTATGGCTGGAAAATATAATCCACAGTTTCGGAAAGTAACCATAGCTGCAACCATGATC
TT
>McF0023D23-MGRbd1
CATTATGGCCGGGGGCTATGGGAACGAATGTTAACAATGCTTGTTGTTGGGCTATGATTG
CTGCCTTCCTAAAACACGTAAACGCCACCCGACTTTCTGTGTTATCTGAGCTGCGTAAAC
AATGCCACCCAAAAGGAAAAGTACTAGCAAAAAGTCAGGAAAGCCAAACATGCAAACTCT
GATCAATGGACGCACCAAGGAAGAAACCACCAAGGAGCAGATAGAAGAGTACATTGCTCA
CCTTCAGGAAGAGCTGGACAGGGAGATGGAAGAGAGAAACTACTTTCAGCTGGAGAGGGA
TCAAGTTCACACGTTTGGGAAAATCACTGCCAAAAAACTGGAGGAGGTGTTGGCTGAGGA
GAAAATCCTGGAGAAGGGGTTGGAGGAGGACGAGGAGCACCACCTCATAGAGATCAAAGT
GTACAAGCAGAAAATAAAGCATCTCCTCTGTGAACATCAAAGCACAATCTCCGAGCTGAA
GGAGGAGGGTTTGGTCTCCATCAAGAAGCTTCAGAAAGAGCTGGATCAGCTGGAGATGGA



GTTTCATAAGAAAATCAAAGCTGG
>McF0023E15-MGRbd2
GGATTTCACGGCACTGGGATGTGGCGGCCTAAGACTGTTTAAGAAGCCCACGCTGTGCAG
CAACGTGACTTCTGGAACCCCAGTCTGCTTTTCTAATGGGAGGGGTTGTAAACATGCTCC
AGGTGAAGTGGGCACAAAATCTTTATAAAGGTGGAGTTTTAATATTTTCAGGTTCTTCAG
TTTAGGTTTATAAATGACCAGTTTGAGCATGAATGGGATTATGGCAATTTATATTTTCCT
TTTTATGTATATTCCTGTTATAGAAGCGTATACGTTTCAATACTGTGAGTTGATGACTAG
CTGTGGGAAAATGGACGTGATTGTCCTGTGAGGGTGTTTCTGATTGCTTAGTGCCCTCAA
ATGAAGCCACATTCCTGCCTTTATATAGACATCAGCACTGCTTCATAAGTATTCTTTGTC
ATGAAAACATCAATACAGAAATAAAACGTGTGGAAGTTTGTCCAAAAAAAAAAAAAAAAA
AAAAAAAAAAAACCAG
>McF0023F03-MGRbd2
CATTATGGCCGGGGGGGGAGAAGCATGCTAAACCTATTCTTCGCTTGGTTGAGAGAAGAA
GAAGGAGAGATCTGGTGCCGCTTATAGCTCACCATGTTAAAGTAGGCTCTACAATAATAA
GTGACGAATGGCGGGCTTATCACAATGCTTTACCTGAGCTAGGTTACACTCATTTCACTG
TCAATCACAGTGTGTCATATGTCGATGCCCAAACAGGTGCACATACTCAACACATAGAGA
GGGCCTGGAGAACAGTTAAGGAAAATGTGTGGAGACTCAGGGGAAATCGTACAGAAGAGT
TACTGTTAGACCATCTCAGAGTTATTGAATGGCATGAGTGGCTTGGCCGTCAACATCGCA
AAGGGCCGCTAGGACGGGTAATCCATGACATTGCTGTGATGTATGGACATTAAAAGATCT
GTTTGACCAGCGTTCTGCTCAAAAAGTTCTAAAATTCCATTTTATTCTGCTGATCTGCCA
TGTGACGACTCAGTATGTGTGGAAAAGGAATAAACAGTGTTCAACACGTAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAACAT
>McF0023F06-MGRbd2
TTATGGCCGGGGATTATCAGTCGGATACAGTAAAATATCACTGATCGTCAACTCTCTACG
CAATAAAGCCCTCCAGTGGGCCCAGGCTTTCCTCTCCTCCAATCCCATAAGCCACCTCAC
TTATGAACGTTTCCTCAGAGAGTTCCAGTTAATTTTCGACCAACCACGTAAACAGGACGA
AGCAACCCGTCGGTTACTCGCGCTCAGGCAGCGTAACCGCTCGGTGAGTGAACACGTTAT
AGATTTCCGTATTCTGGCGGTCGAGGCAGGCTGGCCCGACGCAGCTTTGAAGGGGATCTT
TTACCAGTCTTTAAATGAACAAATTAAGGATCATCTGTGTTCTCAACCCGAAGCCCGGTC
ATTTGAGGAACTGGTTTCTGCGGCACTCCGCTCTGATGTTCGCCTGCGGGAGCGTCAAAG
GGAACGAGGGCCCGTTTTCCAGCGTGCCGCAACCACTACATCCTCCAACTTCTCACACGC
TGTTCACGCCACCCCTCTCGACTCCTTCAGCCCCTCTAGACCTCCAGACGAGCCTATGCA
GGTTGGACACTCTCGAC
>McF0023F08-MGRbd2
CAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGCTGCACGGTGGCGCAGTGGTTAGC
GCTCCTGCCTCACAGCAAGAAGGCCCCCGGTTCAAGTCCCGGCTGGGGGACATGTAAAAC
ACAACATCAGTGGGGGACCTTTCTGTGTGGAGTTTGCATGTTCTCCCCGTGCATGCGTGG
GTTCTCTCCGGGGTCTCCGGCTTCCTCCCACCATCCAAAAACATGCTTCATAGGTTAATT
GGCAACTCAAAATTGACCATAGGTGTGAGTGCAGGAGTGAATGGGTGTGTGAGGACATTC
TACCCTGCAACAAACTGGCGACTTGTTCAGGGTGTCAAAAGAGAAAGAAAAAGAAAAAAG
AAAAAAAAAGAAAAAAAAAAAAAAAAAAAACAT
>McF0023F13-MGRbd1
GCCTTTAAACCCGGCCTTATGGCCGGGGATTTTTGTTCCTTGGGCAACAGGAAGAGAAGA
TTAGAGTCGAACCCAGACGAATCCTGAAGAAAAACCCGCTTGAGGCCCAGAAATATGACG
GCCATCAGCGCGCCCCGAGACAAATACAATGCGGTCTGGATCATCTTCTTCATCCTGGGC
CTGGGAACTCTCTTACCCTGGAATTTCTTCATGACGGCAACACAGTACTTCACCGACAGA
TTGAAGGTTGAGCCGGTTTTCAGCAACCTGACAGCCAACGGAATGAGCAATGAGACCGCG
GGCGAGCCCGGATCTCCAAGTCTTTTGGAACTGAAGTTCAACAATGTGATGACGTTGTGC
GCGATGGTGCCTCTGCTCATTTTCACCTGCCTCAACTCCTTCATACATCAGAGGATCCCT
CAGAAGCTGAGAATCTCGGGCAGTCTGACCGTCATCTTGGTCGTCTTCATGCTCACGGCG
GTGCTTGTCAAAGTTGAAATGGATCCCGTGCCCTTCTTCACCTTCACTATGATCAAAATT
GTCTTCATCAATTCATTCGGGGCGATTTTCCAGAGCAGTCTGTTTGGGCTGGCAGGGATT
CTGCCCGCCTCGTACACCACTCCCATCATGAGCGGGCAGGGGCTGGCGGGCACTTTTGCT
GCTTTTTCCATGATCTGTGCACTGGCCAGTGGATCAAAGCTGCAGGACAGTGCTTTTGGT
TACTTCATCACAGCCTGTGTTGTTATTGCTATGGCCATCGTGTCCTACTTCATTCTGCCC
AAAATGGAGTTCTTTCAGTA
>McF0023F14-MGRbd2
CGCGCCGTTTAACCCGGNCCTTATGGCCGGGGTTCTTTAGTTGTTAACTTGTCATTTAAA
TGTCGTTTTCTGGGGATTCCGGTATTCATTAAGCGCATGCGTACAACCCGTCAGTGCTGT
CAAAATGTTAGGGTGGTAACGGGATCCATCTCGGAGTATACTATCTTTGTCTAGCTAAAC
AGCTGGGTGGACCAGCGACGAAATTTTGCTTCAATGACATTTTCCTTAGTGATGGCAGTT
GGAGTGTGAGACCAACCTGATTTAGTAGCAGGGTTTTATCTTCACAGCTGTGCCATGGAT
TTCAATGTAAAGCGGTTCGCCGCAGACGCCGGTACTTTTCTGAGCCGTGCGGTACAATTT
ACAGAGGAGAAGCTCGGCCAGGCTGAGAAGACTGAGCTGGACGCTCACCTGGAGAACCTG



CTGGTCAGAGCTGAGAACACCAAGCAGTGGACAGAAAAGATCATGAAGCAGACAGAAGTC
CTCCTCCAGCCCAACCCAAATGTCCGGCTGGAGGAGTTTGTGTACGAGAAGCTGGAGAAA
AAAGCCCCCACGCGAATGAACAACCACGAGTTGCTGGGACAGTCCATGATCGAGTCAGGA
AGTGAATTCGGCCCTGGAACGGCGTACGGAAACGCCCTGATAAAATGCGGCGAGACGCAN
AAGCAGATTGGCGGGGCCGAGCGCGAGTTCATCCAGAGTGCCGCCATCAACTTCCTCACA
CCTTTTCGAAATTTTCTGGAAGGGGAT
>McF0023F17-MGRbd2
TTAACCCGGGCCTTATGGCCGGGGGGCGTTCCCAGCGATGGTGCACTTGAATTTTAAAAC
GAAAGCGTCACACTTACCTTGACATAAGTTTTTTTTGTCTTTGTCGAGCTAAACCTCACA
GCGCGTGCAGCAAGTGGTTCCAGAGAAACTTCAACATGGAAACGCGTGGATGGAGCTCTG
TGCACTTTGGTTTCGTGGTGTGTGGATATTTGGCGTTTTTCTGCGCTGAGTTTTTCCCAG
TGGCGGAGGCGGGCTGCAGGGAGAGGATGAGCCCAAATTGCTGCAGCGGCCGAAACAACG
ACTGTTATGAGTCTAGCAGGAGGAAAACCGTGTGCTACTGTGACACCTACTGTCAGAAGA
CCGGCGACTGCTGCGAGGACTACCGGGGCGTGTGCCAAATATCTGTAGCCATTGACTGTG
TGGTGGGTTCCTGGGGTGCGTGGTCCTTGTGCACATCCAAGTGTGGAGTTGGCAGCACAG
AGAGGAGTCGTCAAGTCTCTGTCCCCCCCAGGAATGGAGGTGCGCCATGCCCTGACCTCA
GACAGAGAAGAGGTTGCTATGGAAATGCTGCCGTATGCAGCGCCGCTAAAGAGGTGGCAA
AGATCCTGCCTGATTCTTTCAAGAGGAACTTCAAGGACCCTTGGAGACGACCACATATGA
TGATCAAGGAGGAGAA
>McF0023F18-MGRbd1
CCGNCCTTATGGCCGGGGAAAAAAGACGTAGAATCATAATAATATTCAACATGTTTAAAA
ACGAATATTTTAAAATGCTGTTTTAAAATAATGAACAGGTTTTTAAAGCAAAATGAAATA
TATTGAATAATATAGTGGCTAATTTAAAATCTGTGTGCAGGTTTCTCACAATTTCATGAT
CTTTATATATATTTATGAGAGATTTATTGCTTGATTGTGTATTTGCATGAGGTCATATTT
ATTTATTTAATTGAACATTTATTTGTCTGGTTATGAACATTATAGGACTCCATACAGGTG
CTCTAAGTTTTTGCGTTTAGCACTATGTTTCCTCCCAACTGGTACAAACCCTCCCTGTAT
GCTTCCCGTCTGCTGGGGAGGCGCTGGGGTGTTAACTGGGTTAGCCCTGGTAGCGCGGCC
TGCGCTACGAATAACAACCTGGTTAGCCAGGTTGTTACTCGGTTCTAATGGTTCTAAAGA
TGACTGAGGTAATAAAGTCCTTTTTATTTCCAATATTGCTAACTGTAACTTCTCCAGTAC
TTTCAAGTGGAGTGGGAAA
>McF0023G06-MGRbd2
CCGGGGGGCGGTTTGAAACCCTCCAGGCGGCTAGCGGCTCTAACAGCGGAGAGAGGAAGC
AGGATTGTCGGCTGCTTTGAGAACCATGCGAGAGTACAAAGTAGTGGTTCTCGGTTCCGG
GGGTGTCGGCAAGTCAGCACTCACCGTCCAGTTCGTGACGGGATCCTTTATAGAGAAATA
CGACCCAACGATAGAGGATTTCTACAGGAAGGAGATCGAGGTGGACTCTTCTCCGTCCGT
GCTGGAGATCCTGGACACGGCGGGGACCGAGCAGTTCGCCTCCATGCGAGACCTGTACAT
CAAGAACGGCCAGGGTTTCATCCTGGTTTACAGCCTGGTCAACCAGCAAAGCTTCCAGGA
CATCAAACCGATGAGGGACCAGATCACTCGGGTGAAAAGGTACGAGAAGGTGCCGATGAT
CCTGGTGGGAAACAAAGTGGACCTGGATGCGGAGCGGGAGGTGTCGGCCGGTGAGGGGAA
GGCACTGGCGGACGAGTGGAACTGCCCGTTCATGGAAACCTCAGCCAAAAATAAAACCTC
GGTGGACGACGTGTTCGCAGAAATAGTCCGACAGATGAACTATGCGTCCACGCCAAATGG
CCACTCTTATTTTTATTTGNTTCCTCCTCCTTTT
>McF0023G08-MGRbd1
ACCCGGCCTTATGGCCGGGATTGGAGTGCCCTTCATTGGCAGAGCGCTAGGAAGCTGCCG
CAGGTTGTGGAGGCCTCTTCCCCGCTTGCGGAGGTACGGCAAGGTGGGTCGACGGCCCCG
CAGCTGGGGGTCCACGCCGACCAGAGAAACCAAACAGGGAGCGACCGGGTCCGTACAACG
TACAGCTTTCAGTTTCACCAGTAAACCGCTACGTCTCCCTCGCCGCCTGCGCCGCCATCG
CGGAAGCGGAGCACGATACAGTCTGAAGACCACCCTAAAGAAGAAACTGTCAGGTGACGT
GATCAATCTGTGAGGAATTCCGCTGTCTGGAAGAGATGTCCACCGTGTGGCCTTCTATCT
TCAAACCGGCGGTGAGGCGGTGTCAGCCGTGGACCTGAGCTTCACTATGATGCAAGATGA
GAGCTTGCGGTTGCTGTTGCCCTACCTGAGCTGTCTGCCCAAGCTGACCACACTTGCCAT
CAATGGAAACCGCCTGACATCAGCCATTCTGAAAGACCTGACGGACGCAGTGAAGGACCC
TAAGAAGTTCCCCAGCCTGGCATGGATCGACCTGGGCAACAATGTCGATGTCTTCACCAT
CCCACAGCCACTGCTCGTGGCCCTGCGCCGCCGCTTCGGTTTACGCAGCAGCCTGCCCAC
CATTTATGAATACAGAGAGGAGCAGGCTTTCGGGAGCTACAACCCAAACATGGAGACGTC
AGTGGAGGAGCCCAGTCAGTATGAAGAGGCAGAGGAAGACGACACAAC
>McF0023G13-MGRbd2
TTAACCCGGNCCTTATGGCCGGGAAGCCACTAAATACAACCTTCAGAGAGATTCTGTTCC
AGAGGTCCTGGGAGCAGCGAGAGGGAAATCATGCAGCTTACACTCAAACACACAAGAAAT
GGTGATCCGCAGCTCAGTCACTCTCTGATGAGCTCCAGTAAACAAAACAGAACAGCTGAT
CTTAGGCTAAAGCTCCTACCAGAGAATTGTTCACCCATGGCAGTACAGTGTTCCCTCGTT
TATCGCCTAAGTTGCGTTCTAAAAATAATCCACAAAAGGTGAAATCTGCACATTATACAA
TCAAAGTTGTTTTAAGGCTGTAAAGCTGCTCGCTACACACTTTATGCTTCTCCATCACAC
AGACATGAACATATTCTCTCCCGCTGAGACTCTCAAAGTTTAAACCTTCATAGAAAAATA



AGTCCAGTATTATAGAATAAAAACAAAGATCTGATCGCGATCAACGGTCTTTGTAATTCT
GGTAAGCTGCATGTCTCTGTACAGGAGACACGGCAAGGAGGAGGTTGATTGACAAGATCC
ACAGCCAATCAGAACAACAAAGCATGAAAGATTGCTCTGAAAAATTCTGCAAAATGGCGA
GACCGTGAAAGATGAACCGCCATGTAGCGAGGGAACACTGTAAGACCATTTCATCCTCCG
TCTAAAGGAGGACGTCCTCGTGTTGAGCTTGAAGGCTGACTCATTTTGATTCCTGATCCT
TCCAAAGCCATAAAGTGTTTCAGGACAGCAGTCCAG
>McF0023H03-MGRbd2
TGGACCGCCGTTTAACCCGGGCATTATGGCCGGGGATAGCTAAAAAAAAATCAGGCGAGG
GCGGCAGAGCGGAGCAGGTCTGAGCCTCCGGAGGAGCAGGACTTTTCGGAATACATGAGA
CGCTGTGAGCCGGCGGAGGAAAAACACTCAAACCGACAGCAACGACATTTGAATTTGCTG
TCAGACATTTGGAGCGGTCGGCCGCAGCCTGTCTGAAGATGTCCGATAATGGGGAGGTTG
AGGACAAGCCTCCAGCTCCGCCCATGAGAAACACCAGCACCATGATCGGTTCGTGCAACA
AGGGCGCCGTCCCGCTCAACCACGGCTCCAAACCCCTCCCACCAAACCCAGAGGAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0023H07-MGRbd2
AAGGTGAAGATGATAAAGATCGGAAGTGTTTCAGATGCGCACGAGTTTCACAGCCTTTCA
ATGGAGGACAAATACCTGGAGGAGGAGGAAGCATCCAGCCACCTGCATCTTCTGAAAAAT
GAGCCTGAAAGTATTGACTTTGATGAAGAAAATCCTGCCAGTCCAGGTTTTGTAACAGAC
ACCATCAGCCTGTTAATGAAAATAGAGCAACTTCAGGCTC
>McF0023I03-MGRbd2
NAGAGNGATGGGGGCTATGCTNCAAACCATGAAGCATGCGCGATCAATTACCAAGAAAAT
ACATAAGAGATGATGTCGAGCGCGAGAATCCTATAAATGAGAACACCGGGTCAAAAAAGG
AAGAGCGACCATGTTCTGGAACCTGGGTTGGATTTGGACTCCACACGGCTCG
>McF0023I11-MGRbd2
GGGTGCTCTGTTATTGTCATCACGACAGACTTTATTCTGGTCCACAGTGGTCCTGAACTG
TTGATTGCCAAATCTCGCCACGCATCCACTCCTGGTCCGGCCCTTCTATCAAATTTTAGA
ACCCTTTGTGGCCCACGAGTCAAAAAGTTTGCCCACCCCTGGTGTAGCAGATCAGGCCCC
TGTTGAAGGATTGCACTTCCCAGCAATGCTTACCAGACACTGCCTTGTAAGAACATTGAA
TGTATCTGTGGAGAAACGTCAGCTGCATTAGAAACGTTAGTTGGGGGAGTTAAGGGCTGA
ACTACAGAAGAAGTGGGAATTGCCAATCCCAAAAAGAAGAATACATCTCAGGCATTAGGG
ATATACGTACTGCTGGCCAAGAAGCAAGAGAACCATGACCTTCCAGGAGCTCGAGACAAC
AATCAATGGATTCCCAGTTAAGAGGCACAAGCCTGGAGGGAATCCACCCAAGCGGGTTTT
GGCAGGAAGTGTGATCCATGACACAGAAGACAGCAAAAGAAGCAGCCACTTCCATCGAAG
GCAGGGTTGTCAAGGTGTCAACACATCAGCAACAGACCACATCAGGGAGCTCACGAACAA
AGAAGCAAGCAGCTGGAGAATTAAGTTGGAAGCAAATGTGAAGAGAGGTCATGTGGNTGG
TGCCAGTGTCCAGCAGTGGAGCTGCCATCTGTGTGTGAAAGAGTGTG
>McF0023I14-MGRbd2
CCCGGNCCTTATGGCCGGGAACAGCCTGAGAGACTAAATGGAACCGCGTTCAGACACTCA
GACGAAGCGCCAAAGGTCCCGCGTACGAAGGAGCCGCTCCCGCCTGCATGTCTGTCTGAG
GTTCTTCTGCAGAGAAGGTCCAGGTTTTATCCTCCCAGCAACAACGGAGTTAAAGTCGAC
GCGCTCAGATATGGTTAAGGAAAGGGCTCCTCTGAAGCCTTCAATCTGAGCCTTTAGTTT
GAAAGTCGAAAGAAAAGGAAACATTGAAGAAAGAAATCACTTGAAGCTTTAATTTGATGC
AAAATTTACTCCAGGTATTTGAGAACCAACACTTAACCTGGTTCATGAACCCACACAGAA
GGAAAGATGTCCCCGTTTTTGAATGAATGTGGTCAGGAAAACCGTCAGTCTCACTTGTGA
TGTTCGCATAGGGACTTGTGTGTTCATCATCTGTGGATGGTGGTGGTTCTGCACTGAACA
GGGTACGGAGCGAGTTACAGGGTACGAGTCCAAATCCCCCCCCTCCAGGTCCCTAAAAGC
TTCTGCAAGTCGGGAGTCAACCTCAAAAAGAAAAGGAATACCATCTAAAGTTGCGTGGAT
TATCTGGAGCGTCT
>McF0023I15-MGRbd1
AACCCGGGCATTATGGCCGGGAGATCCCACGTTACTTGAATTCCTTTTACCTTGGCACTT
TCCCCCTCCTACTATGAAAACAGGACTACTCCATCCTTACAATGCCACTTCAGTCTCGCC
ATCATAGCGGCACAGCTTTTTGTAGCCCGTTTGTCTAACGTCCAAAACCCCCACCATGCT
GCCGCTTGTCTGAACATTTTCTCTTCTCAGTGTTTTGAAAAACTTTATTTGTAATAAAAG
TGAAGAAAGTTCCAATAAGATGTTTTTTTAAAGATGAAGTCCTTGTACATTATTCTATAG
TATTGTGAAGCATTAACTCTTTAATGTCCGATCTTTTCATTAGTGCAAAAACGTGAGGAT
GTATGTGTTTGAGTGTGAGTACCCTCCAACTTTTTTAAAGTAATGAATGTTAGTAAAAGA
AGAGGCACCTCTGTGGTGTTTTCACTCCTGCTGGGGACACAGTGGTGGTTCAGACGGTGT
TGTACAGTATGTATACTATAGTGTGATGTATGGAAATAGAAAAAAAGACATTTAACCAAA
ANANAAAN
>McF0023I21-MGRbd2
CCGTTAACCCGGGCATTATGGCCGGGGAGGCAGTATGGCGGACAACGAAAGTGATTTGGA
AACATACGGACTGGAATTAGCTCTCGACACGCTCTGTCTAAGATACTGCAGTAAGGAGTC
AACTCTAAGCAGCAAAGACTACTGCTCTAAGTTTTGTGAGCTAGTTGAGGAGTACACAGG
TCAGTGGCAAGTTCCCCTCCCTCAGCTGAAGGTGCTGAGGACTGCGATCTGCTGCTTCAC



CAGAGCCACAGCCGGCTTTCCAGACGACTGTCAACACATCCAATATGTTCTCAGTAGTCT
GGCGTTGAGCTTCTTTGAGCTGATGCTGTTTTTTAGCAAAGAGGAGTTTGTGGAAGAGCC
TTTAAAAGACATTCTTGATTCTTTTCAGGAATGCCACTTCCAGCTCCTGAGACATAGGAA
CATCTACCTACAGCACGTGAAGCAGGTTATTAAAGGAGGAGGCCCGTGGGAGAATCCGGT
CCTTCAGGGAATCTTAAAGGAAGCAGATTTGCCACAAAATGAGGTGGAGGACTTCTTAAG
CTCAGAGCCGCCCATTTTCTTGGAGCTGCGCGTTCGATATCTGCAAGCTTGTGAACGCAT
CCAGGAGGCTATGACCCTGGCTAAAAGCTGCCTGGAAAATCACGAAGCAGCACAGCATCT
GTACTTCCACCAGGCCTACCTGACCTGTCT
>McF0023J17-MGRbd2
AACCCGGGCATTATGGCCGGGGAGCCACCTCTTGGAGCGTCCTCTCATCTCAGACCAGCA
GGAGAATCTCCACCACTGTTTAAGAACTAAGAAACGTGAAGAAACTTGAGACGAGGACAT
TTTTGTTTCAAAAAATGCCATATTCCTGCACTTGTTTTTCAGATAAGTCTAGCTTCTTAG
CATGTATGAAAATTACAAGTCTAAAAAAAGTCCCATAATGATAAAAAAGATGATAGATGG
CATCTATAAAAAAGACAAAAGAGGATATCTATCTATATATATATATATGGAAACACTGGA
GGGCCTGTCTAATGTTTATGGTGTTTTATGCATAAGTAATCTTTTTATTTTATTCATATA
TTTTTTTATGAATTTCTCTTTTACTTTTCATTAACTATTGTTATTTTTGTATACTGCTTC
TTAACTGGTGTATTCTTGACATGCTGCTTTTTTTCAATGTAGTGGGTCTGGGTACTTTTA
TTGATTGGACTACGAGTCTGGAATAAACTCTAACTGTCTGTCCGTCCGTCTAAAAAAAAA
A
>McF0023J18-MGRbd2
CCACGGGGGTCACTCTGCATGCCCGGAGCTCACAGCTTTCTTTACTGAGGGATCAGGTCT
TTCAGGTCATGGCTGCTTTTTTTGAAACACCTTCTTCCTGAAAGATGAAGACGTGTTCTC
CATTATTGTTGGAATGCAGAAAAAAAAGAATCTTTTTAAGGTTTTAAAGACGGTTAAAGT
GATTGCATGCCCTGCGACGGACTGGCGACCTGCCCAGGATGTACCCCACCTTAGCCCAAC
AGTAGTCGGGACAGTAACTAAACTAACTGGGTACAGTGTGGCAGTGGTTAGCACTCGTGC
TTCACAGTGAGAAGGCCCTGGTTCAAATCCGGGTGGGGTCCCTTTGTGTGGAGTTTGCAG
GCTCTCCCTGTACGTGTGGGTTTTTACTGGCCGCTTCTTCCCATGTCCCAAAACAGGCTT
CATAGGTTCATTGGTGACTCTAAAGTGTCTCTAGAGTGTGTGGCCCTGCAACAGACGGGC
GACATGTCCAGGGTGGACCCCGCCTTCAACCCCCCGACCCTGAAAGAGATTCAGCGGGTT
CTGAAGATGGATGGA
>McF0023J19-MGRbd1
GGGGTTTACCAGAACCAGCAGAACAGAGTTCCTATCGGACCGGTTCTGGTCCGGGTGCGA
CATGACGGTGAGGAAACGCTTTATACGCGGAAGCTAGCAACATGTTAGCTAACAACACGT
TAGCATAACTTACCAACAACAAACAATGAAGCCATTATAGACATAAATCTGGGTTTTCTC
CGTCTTTCTTGGTTTACTGAAAACATCTTCTGGTTCATCAGCTGTTTAATTCAGATCTTT
AATAAATGTCACATGAAGAACTCTGCTTCAAGTATTCCATCAAATACCTAAAACAGACTT
TAACATCGTTTCAAAGACAATTCCTAAATGTATAACTGTGTTCTTCAAAAGTTCATCATT
ACAGAGTCCGCCTTTATCACCAATTGATCCAACTAAAATAGAAATAGGACAAATGTGTTT
TTCTTCATGGAACACAAACTGCTGTATTTAACGCTCAGTCTGTCAGAAGGATGAGGTTTT
ATTCTCTATGTAGTTCCTATAATTATGTAGTTTACTAAGAATGGAATCTACCACAAAAAT
ACTTTTAACCAATAAAGTGAAAGAAATCTGATTTCAACTAATCCATAAATTGTACCGATA
TCTGCAGAGGTTAAAGAAAGTATTGATGGATCTGCTCTGTTTGTCCAGATCAGCCTGAAG
ACGCTGAACATTTATTTATGTCGTGTCTGGTTTCCACTAAACTCTGCTCTAAAGTTTCTC
CTTTCATTTCCTCCACA
>McF0023K11-MGRbd1
GGGAGGAAGAGCAGCTGGAAGCTGTTGAAGGAGACAGCACTGGAGCAAATGTGGCTGGAG
CTGCAGTCAGCGTGGATGTTTGGAGGAACAACCCACTGCGTCTTTAAAGGTGCAATAGGT
GGACAAAGAGAAGACTGTGGCTTCCTGCAGGACCTGTCTCCCTGGTGTTTCATGGACTAT
TTCTTTTTATTTTTTTAACAATATTTTTATGAGGCTCACACGGGGAAAAAATCTCAAAGG
AGAACCAAGCTGATGCCGTTCCAGCAGTGCTGCAGCCCAACAGCGACAGCTGCACTCAGA
GATCCACCATATTGACATCCAAAATGAAGGAGCCCCTCCTCCTCCCTCACCTCCACCTCT
GCTCAGTGAGCTTTGGAGACACAACTTTGGGGGTGTCAAAGGAAAATACACAACCAGCAG
GGTCTAACAAAGCAGACACTGTGCAGGGAGAGGAAAGCTCACAGAACAGCATCAACCTGT
GAGGCTCTAATGGGAGACAAGGGATGTAAATGCATGTCAGAAAATGCACTTTGAGTTCAT
TTTTTAGTGTTTTTAGGAATTTTTCTATTTCAGTGGTGGCTTTGAAAAACAAAATTGGAG
AAATCAGTAAAATGAGCAATTCATCCATATATTTTCCAAACCTGCTGTATCCA
>McF0023K13-MGRbd2
TATGGCCGGGGGCCCCCGGGAACATGGCGAGGAGCGCAAACGGAAGCGGCCTGCCACAGC
TCAATCACAGCGGGATGAAATGGGACGATTCCGGGAAAAACGGATATCACAGAATAACCA
CAGAGAAGCTCGGCGCCGGCATCAGCACGGCCTCCAGGCAGAACAAACAGGAGTCTTTTG
AACAGGCGCCCATGTATGTGGCTGTCTGCACCTACATGGGCTTTGGCATCGTCACCCTGT
TCGGGTACTTCAGAGACTTCCTCAGAGCTGTGGGCTTGGAGAAATGCAACCTTGCCCAGG
AAAGAGAGGAGCAGAAGGATTTTGTTCCTCTTTATCAGGACTTTGAAAACTTTTACACCC
GAAATTTGTACATGAGAGTACGGGACAACTGGAACCGGCCCATATGCAGCCTGCCCGGGC



CCGTCTTTGACCTGATGGAGAGAGTGTCCGACGACTACAACTGGACCTTCAGGTTTACTG
GAAGGACGATACCCAACGTCATCAACATGGGCTCCTACAACTACCTTGGTTTTGCTGAGA
ACAACGCTGATTTCCTCAAAACGGTAGCAGACAAAGTGCAGCAGTACGGAGCTGGTGTCT
GCAGTACAAGACAGGAAATTGGTAATCTGAGCATCCATGAGGAGCTGGAGCAGCTAGTGG
CCAATTTTCTGGGAGTGGAGTCCGCCATGACTTATGGGATGGGTTTTGCTACCAATTCAA
TGAACATCCCGGCACTTGTTGGCAAG
>McF0023K15-MGRbd1
CTTATGGCCGGGGACACATCCACACGCGCCGCTGTCGCAGCAGAAGATCCGGTGGTGTTG
TGATTTGGTGGATTTCAGTTGAGTTGGCTTTTGAGATTCGCCATGCCAGGAAGATTCCAG
CCAACAAGGCGGAGTTGGTTCAACTCTACCAGGTCGGTGAAGTTCGTCCGTTTTACGAGG
AGCTTTGTCCTCGCTGCCAAGCCCCCACGAATTACTCCCAGTGGGTTAACAACCATGTGA
GGGGGATAGGCACTCTGGAGGTTACGTACACACTTACCTGGGTGGACCCTTGGGAGCCTT
TCTACATTGGACCTCGCACAGTGCCCCTCTATAATGAGAACTTCAAACAATACGGCTTCA
ATCGCATTAGCCAGGCCTGTGAGCTCCATGTGGCGGGATACAAGTTTTCTGTACTGAGCT
CTGCCTTCGTCGTTCACCGTGGCTTCAAGATCCAGGGGGAGTTTCATGCAAGGAAAGATG
AAGAAAACAAACATAACCGGGTTCTGTTCCGGAGCTTCAAAGAGGGCCTGAAAGCCAAAT
ACCCATCCTCCACGCGACGATGTTGAGAGAAAGACAAAAACTCGATTTCCTGTGTTCTTT
CATATGCACTGAAGCTCTCCCTGCTCAACTTTCAAACGTCCCCGTTTTCTTGAAGAATCT
GATGATGCTACACATTCGGGAGTTTTAAATAGTAGGTTCA
>McF0023L03-MGRbd2
ACGAAGAACTAGAGGAAAGGCAGTCCGTCTTGTAAAGGTTAATTATGGAAAAAAACGGGA
GCGCCCGAGATACAGCTTGCAAGTTGTGCAAAGAGCGCTTCAAGCTTCCCGAAAATGAAG
ATGAAGGAAACCTCCCTCGCATTCTCGCATGTGGCCACATCTACTGCACAAATTGTCTGC
TATCCATACAGTCTGATAATGTCATTAGATGTCCCGGCTGTCAGGAGGAGTCCACCCTTC
CTGCAGGTGGCGTGTTTGGTCTCCAGGAAGAAAGCAGCATTATAGGTGTCATCTACACTG
CGAAAATAAATGAGAGTTACAGGAGGAAGAATAAACTCCAAGAATCCCAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAACAT
>McF0023L10-MGRbd2
CTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGCGCCGCCGGACTCGAAGCTCA
GACGCAGCGCTGCTGTGCGCCTGGTGCCGACGCCGCCTCAGCCAAACAGATCCACAGCGT
CAGGAGAGGTTCGGCGCATTGATCAGACATGGTGGACACCCAGCAGCTCCTTGCTTGGCC
TGTTGGTTTTAGTCTGAGCACCGTGGACCTGCCAGAGTTCAACGACAGCTCCCACTGCCT
TGACATGAAACATTTGTCCACATCAGACTACGCCTCCATTTCCTCCTCTTCCATACCTTC
CTCCTTGTCTCCCCCACTTGTGTCTTCGATGTCGTCCACTGGCATGGCCTACGACCCTAG
TCCGCCACAGAGCGAGGACCACCTGACCAACATGGACTATACAAACTTGCACAGCTACAG
GACAGAACTAGACACCCACAGTTCAGTCAAGTTGGAGCCAGATTCACCCCCTCAGTACTC
GGACAGCCCCGTGTTCTCCAAGCTGCCAGAAGACACGCCATCATCATCGTTGAACATCGA
GTGTAGAGTGTGCGGGGACAAAGCCTCAGGGTTTCACTATGGCGTTCATGCCTGCGAGGG
CTGTAAGGGTTTCTTCAGGCGCACTATTAGGTTAAAGTTGGTGTACGATCACTGCGACCT
TCACTGTCGCATTCACAAGAAGTCCCGCAACA
>McF0023L11-MGRbd2
ACGCGCGTTTAACCCGGGCCTTATGGCCGGGGGAAGCCGTCCCGGCAAAGCGCCGCTCCG
CTGCCAGGATCTGCAATGTAAATACAGACGAGAACTGTCCACCCGCCTCAGGTCCCAAAC
TCAGACGTCAGACGCTCTCCAAAAGCAGACTGGACCAGAAGTTACACGAGTCACAGAAGA
GAAAGGAAACTAAAGTTTAAGTGTTTACTCTTTACAAGACCTATGCTTCCAAATATTCTT
TTTCCTTATCAGTAAGTTTTAAAGCAGCCAATTTGTATTTTGCTGTATCTTTCTAGCTGC
ACTGAAAATCCGTTTCAATCATCTCCGTCCTGATGGATACGAAGTGTTTCTCCTTCAATT
GTGTTAATAGTTTACAAAAAGCAAAAGATGCCACTTGCCAGTCTGTGTAATCCAGTTACA
CGTGTGTAAAATTAGTATCTCGTGTGTGTTAACAATTTTTATACCACTTGAAGTGTTTAT
GTTTTACATTTATTCCATGATGTGTTTTTTTTAACCAATTTGGTAAATGTACAATCATGT
ATAATGTTAACAGGGCTGAAATAAGGAAGTTGAGGTGTTGCAACATCTGTGTTTCCCTAA
AAAA
>McF0023L14-MGRbd1
TTATGGCCGGGGACACTCGCTCAAACCATCCTTTCTCTCTGGCTAGAATTCGGTCTTCAC
AGTCTTCGAACGAGTGGTTTGTGGCCTTCANGTGGAGATGCACTGCAGACTCAGGTCCAC
TTGGGTTGGCTCTGCAATGTTGGTAAAGCCGCTTGTGTAGAGGTTGTTTGGTTTCTCCTA
TATACTGTTCATTGCAGTTCTTTTTGCAGTGGATAGAGTACACAACATTACTCTGTTTGT
AGCTGGGAATTTTGTCCTTTGGATGAACCGGTTTTTTTCTGAGAGTATTAACTGGTTTGA
GATGAACTGGGATGTTATGTTGTTTTTCAGACAGGCCTGAGATATACGGAATTGAAATAC
TGGTCTGTTTCGTCTCTTGTTCCTTCTTGTCTTGTTTTCCTGTATGTTGGGATCTGGTGA
ATACCCACTTGGGATATCCACAGGTTCGGAGGGCTTGGCGGATATGTCGCTCTTCTTTCT
TCTTTCCGTCAGAGCTTGTGGGCACCTCCTGGGCTCTGTGTTGTAATGTCCTGATAACGC
CTAGTTAGTGCTTGTAAAGGTGGTTTGAGTCAAATAACAGGTACTGATCTGTGTGAGTAG
GCTTCCTGTACACTTCAACCTGGAGCTGTCTGTTCTCTCCAATGATCACAGCCCA



>McF0023L18-MGRbd1
GGGGGAGTTCCGCAGCCCCAGCAGGTCTGTCCAGCCCCACTACCAGTGCAAACTGTGCTC
ACTGTGTCGTTTGCAGCATGACATGATCGATCATGTGAAAGGATGGAAACACTGCTTCCG
ATACTTGAAAAAGGCCCACCCCGACAAGGTAACCTGCGAAGAAGAGGATGTAATCAAGGA
CAATGCTGTCAAAAAGAACGTTAAAGCAATGGTTGCTGAGGTGGAGCAGACGGAAGGAAG
GGGACAGATCAAGGTCATCTTGACGGAGCCCTTTAAAGTCCATGCTTTTAAAGGAATGCG
TTCTGCTCTTCCAAGATCTGGGCCTCCACCAGATCCAGGGATGGGATCAAGGGGTCCCCC
CTTTGGTCCGAGTTTTTCCAACTCAAGGTTTCCTGGGGAGTTTTCTGGTCATGGTGGTCC
TTTCACGGACTATCAAGACAACGAATATGGGGATCCCGAATATGAAGACTACCAATCAAA
TGAAGATTATTCTGGCCTTGGCATGGATTGTGGACCTGTTGGACATCCCTCATCTGTGGG
TGGAAATGGTTTTAACCCTGGTGGAACTGAAAGCTTCAGGAGTGGACCACTGAA
>McF0023M08-MGRbd1
TATATCCAGGCAGTCACAAAGAAAAAGGCTCTCTGCTGATTTTCTTTGATGCTAGATTTG
TGAAAAAACTGAGATTGAGGGGGGTGACACTCACAGTCATTACTGTACAATCTGAAAAGC
CTTCAGGTGAAGCAGAAGAGTCCTCTCATGCTTTTCATCTAAAAAAACGTCCGAAGAAAG
TCTTAATGGACCGGGACGGTTACGTTGGAGGCTGGTGCACAAATGAAGCCAAAAACTTTA
CAGCGGGTTTGAATGTAAATGTGGTGGAAGCACAGAATGTAGGGACGTTTCTTTCAAAGT
TTATTGTTTTAAATTTTATCAAAAAACAATCACCACAGATATGCTAACTTTGGCTGTGTC
AAAATCTAAGGGCTGCGTTCTTCTTGGGCTCCATTTGAAGGCCGCTTACATCACGGCACT
GCGATAAGTTC
>McF0023M20-MGRbd1
ACCCGGCCTTATGGCCGGGGACTGTTTCAGCAGCACCAGCACTTCAGGTCTGGTTGTTTA
CCTGGGAGAGACAGGAATATACAACAGTCCTAACTCTGTGAGCAGGACGGTGTCCCGGAT
TATTGGGGGTGCAAACTACGACAAGCTAACTCAGGACAACGACATTTCCCTGGTGGAGAT
GGCCTCACCTGTGACCTTCAACGACTACATCAGCCCCGTTTGTTTGGCGGCACAGGGCAG
CGACTTCCCCGGCGGGACCACCGCCTGGGTCACCGGCTTTGGGCAGCTTTCATTTGAAGG
AAGTACGTCTGGGGGTCTACAGGAAGTGAGCGTTCCCATCGTGTCCAACGCTCAGTGTAG
CGCTACTTATGCTGAGATCATGGCGATCACCAGCAACATGATGTGTGCTGGTCTGACAGA
GGGAGGGAAGGATTCCTGTCAGGGAGACTCCGGTGGTCCACTGGTCAGTAAAGACCAAAG
CAGGTGGGTCCAGGCTGGAGTGGTGAGCTTCGGAGAAGGATGTGCTCAGCCAAACTTCCC
GGGAGTCTACACCCGGGTCTCAGAGTACCAGACCTGGATCAGCAGCCGGGTCAGGGGCTC
CCAGCCGGGATTCGTCACCTCCATCCCCTCCTCCAGCATC
>McF0023N06-MGRbd1
TAAACCCGGNCCTTATGGCCGGGCAATCATTGACTGTAGACGGGAACTGGACCAAGTTTG
ACATCATCCATAGAAGATGGGTCACTTCCAGCTCCAATAAAATAAAGTCCATATAGTTTC
CATTTATTTTTTGTAATACAGAGCCGCCATGTTGGAGCCAGGCAACGTCAGTGAGCAGCG
ATTGGTCCAAGTCATTGTTTCTATGGCAACCACCCTCGCCAATCAGGAGTGAGCTTGTTG
GAAAGCCACATGAAATCTGTCAAACGTTTCGAACGTGAGACAAAATACTTTTTTTGAGGC
ATCTGATTGGTCAGTTTTAAATTTGAATAATTTGCACTACAAAAAAAAATATTTTAAAGA
AGTTGAATTAGACTCCTCCCCCTCTGACATTCTAGTCAGTCCAGTTTTCAAGGGTTCCAA
CTATACCCTGAAACCGCTCCTCTGTTATTCATGTTTAGTTATGAAGCATTTGTGTAGAGA
GTACCAGGAATTTAAAAAAAAGCTACAAATTTGAGGAATAAACCAACAGTTAAGCCTTAT
CTGCCTCGAGCATTAAACCTAGAAGTGATGTAACTCGAAGGAGGCAGCATGAGTGCACAG
GAAAGAACTTCAAACTAGAAAGAGAAATGTGAATATAAAATATATTAGAGTGTATAAACC
ATTAAGTTCAAAACTTTAAAACAAGGGTTTAACCCTTGTGCTATCTTAGATGACCC
>McF0023N07-MGRbd1
TTTAACCCGGNCCTTATGGCCGGGGGTTTGCCTTTTACTCGGATACAGTTGGTGGTGCAT
GTTTATCAATAACATTCAGTAACTCAGTGGAAAAATAGTCCCAAGCTTCATTCATGAAAG
GAATTAAGTTAAGTCTAGCCCAATTAATATTAAGCAAATCTTCAATAAAGTTATCAATAT
TTAATATTTCTGTTTGTCGAACTTTGACCAATTTTGGGGGAAGACGAGGAGTTTTAATTT
TCCAAATGCAATATATGATACAGTGGTCACTGAAGCAATCTGATAGGACACCAGAGTCTT
GGATTCTGTCTGGATGTGTTACTAGAATCCAGTCAATAAGAGATTTAGAGTTAGTGCTAA
TTCTTGTAGGTTTAGATATTAACTGTGAGAAATTAGAACTATTAAAAAGAGTACGTTCAG
TAGCAGATGACGGACATAACCAATTTATGTTAAAGTCTCCCAACAGGATCATTTCACTTT
TACAACCCAAGGATGTAGCAGTAGAAAGAATGTTTTTAACTGAGTCAGAGGGTGAATTAG
GGGGTCTGTAAATATTACCAATTATCAAATGTTTATGATCATGCAAAATTAATTTAATAA
ACAGGCCTTCAAAACACAATGGTGCCACTTTAGGTAAAATGACATGTGACTGTATGTTTG
AAGACACATATGTAGCTACTCCACCTCCTCTCGA
>McF0023N12-MGRbd1
AAACCCGGCCTTATGGCCGGGGATCCTAAAGGTGATTGAGGCGTACTGCACCAGTGCCAA
AACCAGACAGACTTTGAACTCCAGAAGAGAGACGGGCCTGCATGTGATCATCCCAGGGGA
GGACAAAGTTTTTGTGGAGGATCCCAGTCGGAACGGACCAAATGCCCTGGAGGAAAAGAG
CCTAGTGGATGTGGTGTACGCTCTGAGGGACGAAGTTCAGGAGCTCAAACAGGATAATAA
GAAGATGAAGAGGACGCTGGAAGAAGAGCAAAGAGCTCGAAAAGACTTGGAGAAAGTAGT



GAGGAGGGTGCTGAAGAGCATCAACGACCCAACCTGGGATGAGACGAATCTGTGAGGCTT
TGCTCCGGATCACCTGGAGCTTCAGGAAAGAAACTAGGATGGACTTGGATGAATTCAGGC
TGGCTGTGTGAGCTTGTGTGTGATGTGTCTCTACAGCCACGCCCACTGCAATGCATTCAG
GTGCTTTACAGTCTTTTCTGAAATGACATTCCTGGAGCGCAGAGGAAAGGGGATTCTTAA
CCAGAACTGCTTCTGGATCACTGTCCAATGGTACATGGGTGGTACTTTGAAAGTCTTATC
CAAGTGTGAACTTGAAACCTGCCATTTCATCATTTCTATTTAAGTTTTATCGAGTTCTTT
TTACTGCCAATGTGTGAACACGTGTATGCTTGCTGTATCTTAGCCCATATTGAGCCTCC
>McF0023N13-MGRbd2
TTTAACCCGGNCCTTATGGCCGGGGGCGGGATCAGTGCTGCCATGAATATCTCATGAATA
TATATTAGCGGACTACGTTAGGCTGAGCGGCTGTTGGATTCTTATGTACTGAAGCTCCGT
GAAGGCACCAGGAACCTGCGTGTGTGGGGAGTGCAGCTGTTACGATGTAGATCCCTCTGG
GGACTGGGGGGACATTCACGGCAACACCTGTGAGTGCGACGAGAGGAACTGCCACGCCAC
CTATGACCGATACACTGATGACTTCTGCTCAGACAGGACATGGCCAGTGTAATTGCGGCA
GGTGTGACTGCAAGGAAGGGTGGACGGGAAAAAAGTGTGAGCATCCAGTGGCATGCTCCA
TGTCTTCAGAAAGCAGCCTGAAGAAGTGCAGAGGGAAGTCCAATTTGCCCTGTTTTGGAA
GAGGTCAATGCCAGTGTGGTCAGTGTACTTGCCACCCACCCGGAGACAGCCGCGTTCACG
GCAAAAACTGTGAATGTGACGACCGCCAGTGCGAGGACATTAATGGAGAGGTCATGGTTA
CTGCTCATGTGGACGCTGCATCTGTGAAGAGGACTGGTTTGGGAAATTGTGTCGGTTTTC
CAGGTCTTGCGACATGAGCGATGCCCAAAGCAAAGAGCTTTGTGAGACTGCCGATGGAGT
TGTTTGCA
>McF0023N14-MGRbd1
AGGTTCTGTTAGCGTTAGCTTCTCTGCAGAGGACGGCGGGGTTAGCTGTGAATATTCACA
GCAGCTGCAGTGAAAATGTCTTCACTTCAGTCTCTCAGAGAGTTTATCGGTGAGCGGGTA
ACCGCCGCTGCGGAAGAAATCTTCTCTCACGTGGAACAAACCATCTTTAAACTGTAGGCG
CAGCTGGAGCGGCAGCGCACACTGTTGGACATCTTTCTGTGGCCACACATGCGCAGTTCC
GACAGGAGGGCTTCCCCCCCACTTCCCCGAGGACCAAAAAGGACCCAAAGCTTCACCAGA
TTAAAGAGCAAGAGGAGGAGATCTGCATCAGCCAGGATGAGGAGCAGCCTGGTCTGAAGC
AGGAGGCCAATACCTTGATGGAGACTCATTTTTATCAGGAAAACGACTTCAGTGAAGAAG
ACCTCAACAGTCAGCAGCTCCAAGCTCAGAGCTTTAATGATGGGCAGGATGAAGAAGATC
ACCAGGAAGCATCAAGCACAGATAGAGAGGCAGGACCTCACAGCAGAGAGGACACAGACA
GGAGTCATGTGGGAGAAA
>McF0023N23-MGRbd1
GGGATTGTTGAAAGCGAACTGCAAACGGTGTATGTTGACGGGATTTTCAGAGAAACTTCG
GTGAAGAAACTTGGTCTGCCAGGTGAAGAACAGCTCCACACCTGTGGAGCGGGTGTGTCA
CTCTCCTCCAGACCTCCAGGACTGGCATCCTGCTGCTGATTACCTGCACCAGCTGTTTGT
GAACCATGGCTGCCAGCTCCACGTCTAAAGAGCGTCAAACATCCAGGAACAGCTTTATCC
CAGAACTGCAGAGCATGATGTTTGCTCTGGGCGACGCTCGCCGGCCCCAGCACGACACGG
CTGCACTGGTGGAGGATATTGTGCACACGCAGCTCATTACCATGGTAACCTGCTGCAGTT
TTCACAATGATTCACTGCAAATGAAAGAAAAAAAACGTAAAAAGCAAACATACTTCTCAA
ATATGAATTTAAATAAATTGAATGAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0023O12-MGRbd1
GCCGTTAAACCCGGCCTTATGGCCGGGGAGTGTGCGGGTGGAGGAGTGGTGGGGGCCAAG
TCTCCCAGTTTGTGTTCGGTTTGTGAGGAAGTTGTTAATCCAATTGCATGTGAGGGGTGG
GAGGCCAAGAGTGAGCAGTTTATTGCACAGTCTGTCCGGGATTATTGTGTGTTGAAAGCA
GAACTGTAATCCACAAAGAGCATCCGGACGTAGCTCTGTTGCTGCTCCAGGTGGTTCAGT
GCGGAGTGGAGAGCCACGGCTACGGCGTCCTCTGTGGATCTGTTCTTGCGACAAAAGCTG
GCAGGCTGACGGGAACTTGCATTTTACAGGACGGATTATCTGGTAACTGACCATTTTGCT
GTGGCACACTCGGACTCCGTGTTTTTCGTGGGATTTTCACCATGAGCTCAGTCGCTGTAC
TTACGCAGGAAAGCTTCAACGAGCATCGCAGTGGGCTGTTGCCAGAGCAGAGTGGAGCTG
CTGTGGCAGGACCAAGTGGTAAAGAGGAGGAGGATGCTCTCCCCACCTATAAAGACGCTT
TCCCCCCTCTCAACTCGTCGATCATCACCCAGGTTTTTCATGTGCCGCTGGAGGAGCGCA
AGTACAAGGACATCAACCAGTTTGGGGAAGGAGATCAN
>McF0023P16-MGRbd2
GNCCTTATGGCCGGGGTTGAGATTCGGGTCCCAGTCCCCAGTGATGCCGATTCACCCAAG
TTCAAAACCAGCACAGGGAGTGCTAAGTATGTGCCTGAGAAGGACCTGGTGCTTTGGACC
ATCAAGTCCTTTCCTGGAGGAAAAGAGTTTCTCATGAGAGCTCACTTTGGGTTACCCAGT
GTTGAAAAGGACGAGCTTGAAGGCAAACCTCCCATTACTGTTAAATTTGAAATCCCATAC
TTTACAGTGTCAGGAATTCAGGTTCGGTATATGAAAATCATTGAAAAAAGTGGCTACCAG
GCTTTACCCTGGGTGCGCTATATAACACAAAGTGGAGATTACCAGTTGAGAACAAATGCC
TATTTTTAGCCTGCAAGATGCTTTACTGCATATCTCCAGGACTTCCAGAAGAGCACAATG
AATTTTACCTTTTATCTGCACCTGAAGAATTTCTTTAATTTACTTCTTTTTTGTGTGTTT
TAACTGTTTTATATTAAATCTCCATGCAATTTGATTTTATTGTCACCTTTTCAGATCTTT
TTAAAATTG
>McF0024A01-MGRbd1



GGAGTTTCGTACCGAAACAGCCCGGAGCTCGGCAGGTGACCAGACAAGCTCCTCCCCAGC
TTCTTCAGAGACGAACCTGTGTTCAAAAGCATAAAAGGACATAACCGGACAGGATGGACA
CTTCAAAACTTCCTAAAGTCCAGGATGAGGAGCGAGAAAGCCAGTTTGGATTTGTGCATG
GAGTTTCAGGACCAGTGGTGACAGCAACTGCCATGGCTGGAGCTGCCATGTACGAGCTGG
TTCGGGTGGGACACAGTGAGTTGGTGGGGGAAATCATCCGTTTAGAAGGTGACATGGCAA
CCATCCAGGTCTACGAGGAGACTTCTGGTGTGTCTGTCGGAGACCCTGTTCTCCGAACAG
GGAAACCCCTCTCGGTGGAGCTGGGTCCAGGGATCATGGGATCCATCTTTGATGGGATCC
AGCGCCCACTCAAAGACATCAATGACCTCACTCAAAGCATCTACATTCCAAGAGGAGCTA
ACATCGGAGCTCTGAACAGAGACCTCAAATGGGAGTTTTCTCCTGGTCAGAACCTGCGGG
TTGGGAGTCATATCACAGGTGGAGATATATACGGGTCTGTATTTGAGAACTCCTTGATCA
AGCACAAGCTGATGCTGCCTCCCCCGAACCGAGGCACAGTCACGTACTTGGCTCCACCTG
GGAACTACGATCTTTCTGATGTAGTTTTGGAGCTCGAAT
>McF0024A06-MGRbd2
GTTAAACCCGGGCCTTATGGCCGGGCACACAACTGAACTGGGTTTGATGGCCGTTCCTAA
GCTGATGTCTAAGCTGCCCGATGGGGAGGGTCCTTTGATGTATTCCGAACAGACCAGGAT
GGCAGTGCTCAGCGCCCTCTATGTGATATTAGGCCAGAGTCTTGAAGCTGCCAAAACCCT
GCTCCCAAAAGATTCCAAGAAAACACAAGAAGATCCCAAGAAAACACAGGAACTCTATAA
ACTGGTGCAACTAAAAAATCCTGAGTCAAAAAACAGCAACCGATATTCAGAGCGTGAGGT
TCGGGCAGCCAGCTTGGTGCTGCAGAAACTGTGGGATCACAAAGGACTGCGTCGTACTTT
ATTGAAGAACAAGTATAAAAAGACTGACTTTGAGTTGACAAAAAAACCCCCAAGCAACAA
AAAATCCAAAGGAAGTTCTGAAAAAGAGCCCCCTAAAGAAAAGGTCCCTGAAGAAACGAC
TCACCTATTAAACGATAGCAAAGATGAGCCAGGTGACAGGAATTTTGAAAAAGGCTCCAC
ATCTAACCGAGATGGCCAGTTGGACACTGCTGCCACAGGTGCACAGGGGAACGAATAACT
GATTGCATCTTGACAACAGAGAGCCTCTATCAACAGGCCTTGCTGAAATGATGATGGCAA
TCACCATGACAACTATGTGAC
>McF0024A07-MGRbd2
GCCGGGGACAACTAGAGACACATGGAGTAGGATAACACTCAGTTGAGTCTCTGAGAGTAC
ATTTATATTGACACTGGACTGCATTGCAACTCTGATTATTTTGGACTAACTTTTCCTACA
CTGGATTTACTGTCTTGGTTGGAATATTGACTTTTTTTTTTAATCATGTGGTTGTCCCTG
GAGAACTTCAGTCCCAGTTTTACTCAAGTAAAATGGAGGATAGTTTTGATTGTGACTGTG
GCGAACTAGAGCCACCTGATCACTGAGGGTGGATCTTTTTTTTTCCCCTGTAAAGATTAG
GTCAGGCCCATTTCCATTTGACAGATCAGGTGAATCAATAGGATAGGAAAACAAATTCAG
ATATATATAGATATATATATTAAAGAAACAAAAACAAACAAAAAAATCATATGAAGCTGC
TCAGGACCAGTCATACACTGAATGTATCTGCACTGTGAAGATGCAACTACAGACTTTTAT
AGTTTAATATAGCTTTCCCCTTTTTCTTTTCTTTTGGTTTATTTTTTACTTTTTAAATTG
GCCTCATAATTCATTCCATTGCCGTCTA
>McF0024A13-MGRbd2
CCGCGTTTAACCCGGGCCTTATGGCCGGGGGGGTTAGGAATGCAGCCAAGTTCCTGTTCA
GTCTCCATGTGAGCCTCCTCCAAACATTTGTCTTAACCTGCTTCTCCTGGTGGAGGTCGC
CTGAAGGCGGAGCCGCCCAGAAGGCGGAGCCAACCTTCCTCTTCAGACTAACTAAAAGTC
AGAGCTTCGCCTCCCACGAATTGCATAACCGACTTGGCCAGAACGCCACGACCGGCAGAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0024A16-MGRbd2
CCGGGCCTTATGGCCGGGGCGATAAATTACACCACTGAAGTAACATTTACTGGTTTTAGC
TGATTGTGTCAATAATCAGTGCAAATTATAGCATAATTTAAAATAAAATTTTCCGGATTG
TTTTCTAAGGAGACTTTGCCTTAATGAGACGTTTATAATATTGTTTCTTTCTTACAAATG
TGGTTAGAAATCGGTCCTTTTTCTGCCTTCGGTCGCTATGATGCATTAGCGAAAGCTAGT
CTTTCTGCTAATTGCAGAAGTCATGAAGGACATTTTTAGGAGAATACACAGCGTGTTTCT
GAAGGTCGCTCTCTTCCCGACTTCATTCAGCAGGTCAGGTCCACGGCCAGCCGCCTCCGA
GGTGTTGACCTGCCACTTGCTGCAGCGTAACCTTCCGCCGTGGACCTCATTCTGCGTCCG
CTACAGCGCCATCCACAACGACCAGTTTGGACTGTCCAACTTCAATTGGGGGGAATCCCG
TGTCTGGCCTACGGTATTGGGTGCTGGATGGTGATAGGAGCCAGAGAAACCGTCCAGACG
AGCGTTGGACCCGTCACAGTATATTTTGCATACAAGGAGGAGGAGGGTGCACAGTACTGA
CATCGCTGTTGACCACAGAGTTTAAACCATGTCAAATGATTACTCACTTTTATTATACTT
ATTTTACACCACCTG
>McF0024A22-MGRbd1
CCTTTAACCCGGGCCTTATGGCCGGGGGGGAAGTTGATATGTCCATGGAGTTGTGGAAAC
ACGCTCTTGGGGTTTGCATGGTTAAAGTCCCCGGCCAGGATGAGGAAGGCATCAGGGTGT
GCTGTCTGCTGCGGGCTGATGTGCTGGTGTAGTTCATACAGAGCCTCACTCCTGTTGGTG
GTGGAGCTGGGAGGGATGTATGCTGCTACCAGCAGTATGGAGCTAAATTCTCTCGGCAGG
TAGAATGGCCGGCATTTAACGATCATAAACTCAGCCAGGGTGGAGCAGTGTTGGTAGACC
ACTCTGGCATTCCGGCACCAAGCATCGCTGATGTAAAAACACAGTCCTCCACCGCGGGTC
TTGCCCCCCTCGACGAGCATCCTGTCGGCCCGGAAGCATGCTAACCCGGCTAGCTGGATG
GCACAGTCCGGGACGTCGTCCGTTAGCCACGTTTCCACAAAGACAAAGACGCAGCACTCA



CTCGCAGTCTTGGACGATGTGCGTAGCAGGCGGATATAGTCCAGTTTATTGTCCAGAGAT
CGTACGTTGGCCAGCGTGATTGTTGGGATAGTTGGCCGGTGAGGACTAGCCGCTAGCCTA
GCACGGATGCCTCCGCGCTTCCCTCTCTTTTGCTTCCTCATGCAGCCCCTGTGGCGCCTC
CTCTCTGTCCGGAGCAGACCACAGTCACGTAGTTCAGCCGCTAAGTTCCTCAGAAAATGG
TCCGAA
>McF0024B08-MGRbd2
CGCGGTGGATAACAGGCGAGGAAACTTTAACAGCGTGCAATATGGACCTTTCCCCTTTAC
AACACTAGACGAGACTGACAGATTAATCTCAGGAGGAAGTCTGGATTCCATTCAAAGCTG
CTTGGATCCCTCCATTCTTTCCATCTTTGAAGACACGCCGACAGTAGAGACTAAAGACGA
GGAGAGCGAGACTATGCTGCTGACGGCTTTAACGGAGATTCTTGACAATGTCGAAGATGA
AAACCTGTCGCCCTTTGACACACTACCTGACTCAGAGCTGCTGTCTACTCAGAAGGGCAG
AGAGCACTCTCCGCTTAGGAGAATGCTGTATCTGTCTTGCTCCCCTCAAGAGAAGGATTC
ACTAAATATTGCGCGACCCTTGTCGACTGGAAAGAGTCTACCCAGAATGCAGGGGATTTT
TGTCCAGAGGAGCGATGGGGAGGAAGAGGAGGATGGCTCAATCAATCGGAGCCCAATTAT
AGGAGAATCCTCATCACCTGATGGGGACTTGCCAGACTGGGAGGGGCTGACTCTCCCACT
TCCCATCACTTTTCAGCAGGAAAGTGAA
>McF0024B11-MGRbd2
GGAGCACGTTTCATCCACAAGAGAAGCTAGCAGCGGTGAGGATTGTTAAACTCTTCAGAA
ATAATGTTTTGTCCATATTGTGGGATAAACCTTGAGAGGGTCCTCTCCTACTGTGGCTCT
TGTGGCAGAAATATCCAGTGTTTAAGAAGTCTTCAATCCGAAGCAGGTCCTGAAGAAAAT
ACCATGGATGAACTCATCTACAAATATTTCACAGATGGTCATACCTCTGATATAATAGTG
GATTTACTAGCAACCAAACACAACATTTCAACTAGCCTCAGCACAGTAAAAAGAAGATTA
AAAGAAGCAGACTTAACCAAGAGGACTAACTATACTCCAATTATTGCGGTTCAGGCAGCT
ATTTCAGAGGAGCTTCAGGGACCTGGGAAGCTTTTAGGTTACCGAGCAATGTGGCAGATT
CTGAAACAAAAGTACTCATTTACAGTAAGAAGAAGTGATGTGATGAAGCTTATGAGAGAA
CTTGACCCATCTGGAATAGAGGCTAGATCTAGGAGAAGATTTGCAAGAAGAGCATACCAT
TCAATGGGACCAAACAAAGTCTGGCATGTCGATGGCTATGACAAACTG
>McF0024B16-MGRbd2
CGCCGTTTAACCCGGGCCTTATGGCCGGGGAGCGTACACGCTGGGACCCGAAAGAGGGTG
ATCTATTGGTGATCAAGACAAAGTCAGAGGAAACTCTGGTGGAAGTCTGAAGCAATGCTG
ACGTGCAAATCGCTTGTCAAAGTTGTCAATAGGGGCGAAAGACTAATCGAACTCTTTAGT
AGCTGGTTCTCTTCGAAATTTCTCTCAGGATAGCTGAAGCTTAAAAAAAAAAAAAATAAA
TAAATAAATAAATAAAAAATGAATAGTTTTATCAGGTAAAGCGAATGATTAGAGGTCTTG
GAGGTGAAACACTTTCACCCTATTCTCAAACTTTGAATCAGGTAAGTAAAGAGAATAATT
CAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0024B24-MGRbd2
CAGCATGAGTTTTGAGATATCTGTCGCCATCCACACCGAAGCTCAGGCAAGGCAATGCCT
TTTCACCATCTGGAGAATAAATTAAAAGCTCAGAAACGTCCCTAGTGGTCCTGGTCTTCT
TCAGTGGTTTATCTGCGTGTTCAAGTGGGAACATAACAGTGAAAAGGCAGCATTCAGAGC
TTCATCGTGGTCAAGATGGCAGCCAGCAACAGATCTACAACAAATGCATCGGGGGTCACG
TCTTCCTCTGCGACAAGCGCAGCTCGTGCTCGAGCCAGAGCAGAAGCAGCTAAGCTCCTG
GAACCTCCGCTGTGTGTGACCGTGTTATCTCCGTGGAGCCCTTCCCTTCCCGGCAAGCGG
GCAGAAAGACATTTGACGAGAGGCGCCCAGTTACCGTAGGAGGAAACGTGTGGCTCCTCA
TGAGAGTCCCACCA
>McF0024C08-MGRbd2
CCGGCCATTATGGCCGGGGGTTTCAGAATTCTTCCGCTTTGAAGATTGTTGAAGTGTAGA
TTCAGTTGCTAGTTTAAGTAGGCGACATTTATCCTAACTGAAGCATAATTTATGCCTTCC
TGGAATGTTTAAGAAGTTTTAAGATGGATGCAACATTTCCAAAAGAAGAGGAGGATAAAG
GATTAGATCAGGAGTTGCCTGTGCAGATAAATGAGAATGCAAAAGTAACAGGAGATTTTC
ACCAGGAATTATTAGTGCCAATAGAAGAGGAAGAAAATGTCACAACCGTGACAGATAATA
GGCTGGAGTTACCAGAACAGATGGAAGAAGATGAGACTAAAAGATTAAGTCAAGAAAACC
ACCTGGAGGTAGAGATGAAAGAAGGGGGGCATGAAAGAAAAATTGGGGAAAGTGATCAAG
TGTTACCAGGGCAGCTAAAAGGGAAGGAAGAGATGAGATTACTCGTGAACAATGAACGAC
TTATGTTAAAACAAAAGGAGAAAGATGGAACATTGAGAGAAACTGAGCAGGAATTATCAG
TGGTGGAAAAAGAAGAAGAAGAAGAGGAGGAGGAGATGGAGGTTTCTGTGGCAAAACCAG
AGGCAAATCCCATTATGACCCTTAACAAGGCCACACCCCCATATTCAGAGACCCGTCCTG
>McF0024C12-MGRbd2
GGGATAACAAAAAAACGGGAAAAGACCACACTTGCCACTCGCCGCACAGATTCAGACGGC
CAAGGCAGATGAGAAGGCCTGGACAGCTCCTGATCTAGCGCCGCTGACAACCCGAAACAC
CGCAAAACGCTCACCCACCGCAAGCGATGCGAACGAGCCGGGCACCGCTACCCGCCTGCT
GAATTGCCGCAGAAGGCGAGGCAAATGCGGCAAAACGAAAGCCCCCACATCAGAAAAAAG
TGGGATCGAATGGAATGACCAGGAACCCGCAATATAAAACCGGATGCCCCCTCACGCAAA
TACAGTCCCACGGAACGTGCCACCACCATTCTACCCTCCACCTGTATAGTTGGAAATCTC
ACGTGGGACGTGGAAACCAAGGTCCAGCAAGCCTAAGGTGAGGAACCTGATCATCCACCT



TGTCCTAGGGGCACCCTGTTCGTACCATCATCAATCAGGTACGATGTCATGTCATGGGGA
CACTCATCCTGGGTGGCGTGTCATGGAGGTGTGCACCGGACTCTAAATCTCATCCGGAGG
AGGTTCTTCTGGCCCTCTATGGAGAAGGACGTCCAAGAATACGTCTCCGCCTGTGCCCGT
TCCAAATCGTCATCCTCTGCCCCAGCTGGACTCCTTCATCACCTATCAACTCCTAACCGT
CCCTGGTCTCACCTGGCTATAAACTGTTACTGGTTTACCTCCTTCTCAAGGTAATACTGT
CATTTTTACCATATTCTATCG
>McF0024C19-MGRbd2
AAACCCGGGCATTATGGCCGGGCTACAGCAATACCAGGCTCTGAAGATAAGGGCCTCTGA
GAACTTTCTACCTCCTGTTACCCGATCCCCATCTGTACCAGACTCTGGTTCTGTGTGGGA
AATGCAGAACCCTCCCTCTCAGGCTTCCTGCACAGCAAACCTCCAGCCAGCTCCTCCAAG
CACATGGGACGGCAGCAGTGTCTGGGATCTACCGATAGACTCCGTGGCGCAGGCTCCGAC
TATTGAGCAGATGCAACAGTTTGAGAAGACAAAGTCTGCTAAGCTGGAGCTCGAGAGACG
CGAAGCTGAAATGAGAGCAAAACGGGAAGAAGGAGACAGGAAACGCTTGGAGGAAGCCCT
CAGAGCTCGACAGGAGGAGGAGCACAAGCGTTTGGAGGAAGAGGAGCTGGCGCGGCAAAA
ACAGGAGGAGGCACTAAGACGGCAGCGAGAGCAGGAGGAGGCACAGCGCAGGCNNNNNAA
AAAAAAAAAAAAAAAAAAAA
>McF0024D02-MGRbd2
ACCCGGGCCTTATGGCCGGGAGCCATTGCGCCTTGTGCGAATTTTGCGCAGCACGGTGAT
GGCGCGAGTAGGAGGAGGCTGGATGGCTCTGGATGAGTTCTTGGTAAAGAACGACCCCTG
TCGTGCAAAAGGCCGGACCAATGTAGAACTACGAGAGAAATTCATCCTCCCAGAAGGAAC
TACGCAGGTGATGGCAAGCTTCCGCTACAGAGGACGCAGGTCTCGGCCGTCGTCCAGGGG
AGCCTCTCCCAATAGATCCACCTCCAGTCAGAGTTGCCTCATCCCGGTGAACCAAGCAAC
AACCAACACAGGCGAGACTCCCCAACACATAACCCGCAATTATGATAAGCCATGGCTTAC
AAACAGCAAACCCTCCACTCCTCTTAAATCATCAGAGTCCTTTGAAAGCCAAGGTTCATC
CTCTGAGAGCACAACAGTACAGGGCAGCAAACTGCGTCTTCCTGGTTATTTATCGGGGAA
AGGGTTTCAGTCAGCTGAGGAGGGAACCTTGATCAACGCTGCTGTGCTGAAAGCTCGAAC
ACAAATGGCGGGAGAGCCCAAGAAAAGTTCAAGCCGACCA
>McF0024D05-MGRbd2
GGGGAAAACAGTCTTTTTTTTTTTCTTCGTCACCTCAGTCCCACTGTTTCTATTGTTGTT
TTGTTGTTGTTTTCGTTTTCCCTTCTATCTCTTTTTTTCTTTCCTTTACTCTCCCCCCCC
CCTCTCCCCCCTCATTATATGTAAATCACCTGGAAGCAACTCATCCTCGAATTTACTACA
CTGGACAGAGGATGGTCAAGATGGGTCTCAGTAACTCAGACATTTGCGAGCACTGGGATA
ATAATCTACCCGACAGCTACATGCACGCACTGGGGGTCTGCACTCCTGGCAGGGCTCTCT
GGCAGCAGGCATCAGAAGATGGAACTACTTTGCTGCAGAACAGCTTCTAGTCTACGACAT
TTCAAAATATCGCTGGTGTGAAAATGTGGGCAGGTTTCACAAAAGCAACAACATAATGAT
TGGTGGGGATTTAAAAGCAGGAAGTCTGGTACCAGAAGTGTCACGATCCGGACTGCAGAA
ACTTTAGGTCTTCAAGTTACCCACTCCCACAGGAGATCTGCATCAGCTACATCTTGAACC
TGGATGAGGAG
>McF0024D06-MGRbd2
AACCCGGNCCTTATGGCCGGGAGCTGTATTTTATGTGATACTTATACGACGGTCTGAGTG
AGTCTGATTGGCTGCTGGGTGAGGATTACAAAGTGATAATGGGCAGTGAGCATGTAGACA
TAAAAACGAAGTTCAGGTCACATAACCCAAATATTCTATATCGCTGTGATTGCCTCAATG
CCAGTTGGTATTCCAATTATTAACATGTTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
CAT
>McF0024D08-MGRbd2
ACTTGGAGAGAAGACTTCCTCGCGCGGTGAAGCCTCCATCCGAACAGACCTGGGAAAACT
ACAGGACGGAACACTTCCTGAGCGGACTCCGAGGTGGAAAAGTGTGGGGATAACTAAAGC
TCGATTCTCCGGCAAATTTTGTGTAAGGCTGACGCTCGCTTTTGGCATCCAGAAGACTTG
GGAGAACTAGCGACAGCAGAATCCAGCTGTGATGGACATAATGATTGCGGTGCAGGATGC
CTGCGTGTCTGGTCAGTGGCTTACCGCGTTCATTCTTAGCCTGTGCTGCTTTCTGCCGTC
CTGTTTGCCCGCTGGACAAACTGTGGACTATTCGTCGATTGAAAGTGTGGTCAGCAGACA
AGGCGACACGGCTCTTTTGAGGTGCTATCTGTTGGATGGGATCTCTAAAGGAGCCTGGCT
GAACCGCTCCAGCATCATCTTCGCAGGGAGCGACAAGTGGTCCGTGGACCCCCGGGTGTC
CATAGTATCCAGCGTGCGAGACANACACGAGTACAGCCTTCAGATACAAAAAGTGGATGT
ATTCGATGACG
>McF0024D09-MGRbd2
TAGTTGTTCAAGCGAAAGGGCGGAGGAAAGGAAAGGGGTCCACCGAGTGCACTGAAAATG
ACAGTGTGACTTAGCATCCGTTCCTCTTTCAGTTTCGTAATGCATGACTTTACTGAAAAC
TAGTCTACGTTGACGTGTGGCCAGAAACGAATGGCTGAAAAGGTAAGCCATCCGGGTGGG
CACCCACACAGACCAGTGAGTGTGCAGCTAGCGCGCTGTTCCAGCTAATAGAGTAAGGTG
TACAGCTAAGCAGTTAGCTTAAGACTTAGAGTGCCGATAGGAGAAATTACGTATGTTTAC
CTGTGGCATTTAAAGGTTTCCAGTGCTTTCATTTTTTTTATTTTTTGGTTGCGGTCAAAG
CAGGCCAGTCCGGGTTTTTTCCCCCCCTCCCGTCAATCAGTGTATGAAAGACTGATTGTC
ACGGGCTGCCTGCGTGGCTAAATCCGGGTCGGAACGAATTAGCCGTATTTGTGATGTTTT



AGCTTTACATGTTTGGCCCCATTTGGCTTAATTATCTCATGTTATCTAATCTCGTCCGGG
AACTGTTTGATAAAGTCTGTCCTCTCATTGATTTTACTAGTTTTATCGGTTGCTAATAAA
TATTTTA
>McF0024D11-MGRbd1
TTAACCCGGNCCTTATGGCCGGGGAATACTAGGTGGGGGGGGCTGTCCATTCAGCAGTAG
CAGCATGTTAACGGTTAGAAGAGTTAGAACATTAGAGTTCTGTAGTCCGGGCTGCCAGAC
TTTGGACATGTTCACATTTTTTTCTTTTTTTTTTTTAATGTTCTTGCCCCTTTTAGGTAG
CAGCTGGAGGCGCCGGCCTTCGTCTCTGAAGGTCAGTTCGGAGCTTCGACTGTAGAGTAT
TTGTAAAGGAGTGCTGCTGTTCACTCGACTTTATGACCCGTTCAGTCCTGCAGATATGAA
ATTCCAGAAGCTAATAAACTGCATTTGAGAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAA
ACCTT
>McF0024D13-MGRbd1
GCGCGCGTAAACCCGGGCATTATGGCCGGGGGGTTCTGGGGGGTTCTGTATGTTTTCTGT
GAAAGGAGGAAGCTGGGTTTTTGTAAAATAGAGGAATAAACTTTTAAAAAAAAAAAAAAA
AAAAACAT
>McF0024D15-MGRbd2
GCCGTTAACCCGGGCATTATGGCCGGGGGTTTCACCTTTACTCTGAAGTTTAACCGTGAA
CTTTTGGTAAACTTTGGGGCATACATCTGCACGGACAGTACCTGAAACGAAGTCCTCAGA
TGCAGGCGGGTGGCCCCCTCAGCCGCTTCCCCCTCCAACAACTGAACACAGCTGCAAGTG
GAAGTGAGAGCTGGCCTCGACCACAGAAACACGAAGTGAGCACCGTGAGTGTCTGTGATT
GGTCTGATGAAGTCATGAGACAAAAGGCCCTTTCTCCACATTATGTGTTGGCTGCTGCTG
ATGTGTTGTCACTTGTCTCTGCGGCTGTGGACAAAGTGAGCTTTCAGATCCGTCCAGCAT
GAATTCCATGATGATATTCTACCTGCTCTACTTCCTGTGCCTGTGCTTGAGTGTTGCCTG
TGTCATCTGTTTGTGCGTGTGGAACAGCCTGTGGCGCGGCGGTTTTGCCTGGGATGGCTC
ACAGCTGGAGTTTAACTGGCACCCCGTCCTAATGGTTACCGGCCT
>McF0024E01-MGRbd2
TAACCCGGGCCTTATGGCCGGGGGGGGCCTGCAGACTGTTTTTAGTCCCCTTCTGTTCCG
GGGGCTTTTCTCCTTCTTCACTTGGTGGATTGCCGCCTGCCTGTTCTCCACCTCTCTGTT
TGGCCTCTTCTACCACCAGTATCTCATGGCAGCATAGCATCAACAGTCCAGCAGGGGCAT
CTAAACCACCACAGTGCTACCATACTCAGGCTAGATGGAGAGAACTGTGTGTGGAGGGGA
AGGGCACTGATAACTCTGCTGTACAGCCCTTCTCTGCCCTCCTCCGTGGTGGACGACCTC
CCAGTGACTGAACTTATCAGAGCTCCTGGTTTTATTTCCAGTGCTTCCTCTACAGACGAC
TGTGAACTCCTGTTTGTGTTTTACTACCATGCCCTTTCATTTGGGTAAAAAAGCTCTAGA
TCTTAATAAGAAACTTTATCATAAGAGGAGGGTTTATTTCTTACTCTCCAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAACAT
>McF0024E02-MGRbd2
GGAACACTTCCTGAAATGTCTGAATGAACTGGTTCCAGAAAACCTGCTGGCCATTTTTGA
TGAGAACGAATTGGAGCTGTTGATGTGCGGCACGGGTGACATCAACGTGCAGGACTTCAA
AGCTCACGCTGTGATTGTTGGAGGATCGTGGCACTTCAGAGAGAAAGTGATGAAGTGGTT
TTGGGCAGTGGTGTCCAGCTTCACCCAGGAGGAACTGGCACGTCTGCTGCAGTTCACCAC
TGGCTCGTCTCAGCTTCCACCAGGGGGGTTCAACACTCTGTGCCCCTCCTTTCAGATCAT
CGCTGCCCCGACACACAGCACTTTGCCCACTGCACACACCTGTTTTAACCAGCTGTGCCT
CCCTACATACGACTCCTATGAGGAGCTGCACAAGATGCTGAAGCTGGCCATCAGTGAGGG
GAGCGAAGGCTTTGGCATGCTCTGACTCCTGCCACTGTGCATCATCCAACCTCCTCCAGT
TTCCCATTTCTTACCAACACAAAACAGTCAAACATCTCGGCACTCTCGATGTGTTCCTGC
ATCAGCTGTGAGGAAGCTGTTCAGATGGGCTGACCTCACAGTGGGGCTCACATGGACTCT
AGTGCTACAGTATGTACATAAAGTTATCTCACTTGTTTCTTAACAAAAAC
>McF0024E04-MGRbd1
AAGCGGGGCTGCCGCTCAGGCCTGCTGTAAAGACTGAGGAAAACCCCCCACAGGCCTCCT
CTTCCGAGTGTTCCTTGCCAATGCACGATCGCTGAACAACAAAATGGACGAGCTGGAACT
AATTCATGGATGGAAACCGCTACGTCCGTGACTGCTCTGTGTGCTGGTTAAATCAGAATC
CTGGCTACACCCGCAGATTCCCGACGCGGCTATCCAGCTAACTAGCCGCGTTGTTCACCG
CAGCGACCGGAACAAAGAAGGCTCGGGTTGGAGCAGAGGGGGAGGCCTGTGCATGTATGT
ACACATTAACTGGTCAAAAGACAGCCAAATAATCCACAAACACTGTTCGCCAGACGTAGA
AGGCTTTAAATGCTGTCCATTCTATCTACCCAGAGAGCTAACCGCCTTGCTAATCACAGC
TGTTTGCATACTACCCGATGCTAAGGCTAGCATAGCTCTCTCACTGCTAACAGATGCTAA
CGCTAGCATAGCGCTCTCACTGCTAACAGATGCTAACGCTAGCGTAGGTCTCTCACAGCT
AACAGATGCTAACGCTAGCATAGCTCTTTCACTGTTAACATACACAATACACAGACTACA
AAGGATTCACCCTGACGGTTTTCACGTAATATAGCT
>McF0024E18-MGRbd1
CTTATGGCCGGGTTCAAATAAAAGCAGGAATATTGCTCTCTAGGCCTGGAGTTTGACACC
TTTATGAAGCATGCATTTAAACTTTAGGAAGAAGGCGGAGTGTCCGGAGAACACTCCGCC
GCAGGCACGGCGAGAAAGATCCCAGCAGGGATTTTCATCCCCAAATATGTCAAATAAGCT
TTTTAAGTGTCACCAGAATTCTAGGTCTTGTAGAATCAGTCCTAATTCTGCAGATTAACC



AAACGATGACCCTGAAAATTTGCCACTTTATGCAATTTAGCTTTTTAGAATTTTTTTTTT
TTTTTTTTTAAATAAGTGTATGTTCTTGGTAGAAATCTGAAGCATGTTTTGATTTGTACA
CTTAAATAGGGAATTTCAAACACAAGTTTCAGGGCAAATTAGTATCATCAGCTCTCTGTA
AATTAAATTA
>McF0024E24-MGRbd2
GAATACTCCATTGCTTCCTATCGGCTTCATTTATGGAGCCCTTTTAATTCCCGCAGCCAG
GCTCCTGCACCCCCTGCTGTTCAGGACGAGGCCAGGACCAAGCACCTGGAACTGACTCTG
CTCCGGAGCAAAAACCTGGAACTGCAAACCAGATCACCAATTTGATTTTCCCGCCCTCAC
AAAAAAAAAGAAAAAAAGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0024F10-MGRbd2
GGGACGCAGGTTCCGCTTCAGACAACCAGCTAATCGGTTTCCTGTTTTGTTCATTTGCAA
CATTTTGATCCACATTTGTCCTTGAAATCGTTAGGTTTTCGCTGCCATGAAGGGAATCCG
TCTTTTCGTCGTTTTTTCAGTCCTGTTCGCGTTTGTGCTGTGCTCAGCTGAAGCGGGAAG
GAGCAGGACCAGCACCAACAGCTTCCGAAGGGTCGCAAACGGAATTTATCAGACGTTGAG
CAGCGTGTTTGGAGAGGACAACATTAGAGGCTTACACAAGTTTTTCTCCAAAGCAACCGA
GCGTTTTGTCCATGGAGTGGACTCTTTTCTGGAAACGATCTGGAAAATCTGGTCCGATTT
GCTGGATGTGATGGGAATTGATTCATCAAACCTCAGCCATTACTTCAGCGTCACGTCTCT
CACCAACTTCCCAGCGCGTGCCCTCCTTCTGGTCGCAGCTGTTCTTGTGGCCTACTGGTT
CCTTTCCATGTTCCTGGGAGGGTTCTTCTACCTTCTGCACGCCATCTTTGGGCGCTTCTT
CTGGCTGGCACGTGTCACGCTCTTCGC
>McF0024F14-MGRbd2
TAACCCGGGCCTTATGGCCGGGGGGCTGGAGATGCTTTTGGTCCTCGCTGTTTCAGAGGG
GACATCATGGGCTGCGGCATCATGTTCCCACGAGGCTACACCCTGGATGGAGAAGGCGAT
GCAGATGACTGCGAGCGGCAGGAGATTCGCCCAAATGCAGCGGCCGTCCAGAACGTTCTG
CACCTCAACGATGAGGAAGAGGAGGAAGAGGATGGGGACCGGGAAAGCCGGACGGTGACG
GTGTTTTTCACCAGAAACGGGAAGCTCATTGGCCGAAAAGACATGGTAGTTCCACGTGGG
GGCCTCTTTCCGACTGTCGGGATGCTGAGCAGGGGTGAGAAGGTCAAAGTGGATTTGCAT
CCTCTGAGCGGATGAGCCCCGAGAGCCGCACTGGACCTACAAGCAGCTGGCTGCACTGTA
GAGCTTCTCAAGTTTAGCCTAGCATGCTGCCAACAGCAGCCCCTTCTCCTCAGTAGCACA
CATGCATGCCGCCGTCATCGTCCTCCTCATTGCATGGGATGTCCCTCACGAAACCTGTCA
ATTTTACAGAAAAGTGCTGCTGCAGAATACCGAACCAGAACCTCCTGAGAAGCATCCAGT
GGTGAACTCTATGCAATCTGTCCAGCCAGTATCCCCTCATGTAGCCTCAGCCTCTATGCA
CCATGACTCTGGAGCAATCTGAGCAGTGAAATCCCTTTCATGCGGTCTGGCACACTTACT
TTATTTC
>McF0024G04-MGRbd2
GGCCGGGGGACGTGGAGGATTCCCGGCGGGAGTACAAGCTCCTTCTGCTCGGAACTGGTG
AAAGCGGGAAGAGCACTTTCATTAAACAGATGAGGATCATTCACGGTCGGGGCTACTCTG
AAGAAGATAGAAGATGCTTCACCAAACTTGTGTTCCAGAACATTTTAACTGCCATGCAGG
CCATGATCCAGGCCATGGACAAGCTGCAGATCCCCTACAAGTATGAGCACAACGAGGTTC
TCTGCAGCCCGATGAAGCCGTCGTCGGTGTCCCTGCAGCTGTTCGCTTGAATCCTTTCTT
CACCAAAGACAAGACTCTACGTCTGTGTGACGCTTCCGTCACACAAAAGGAGGAGCACTT
TTTTTGGCATTTTCAACGGTCCAAAGCTAATATAAAACACTATTTTCATTCCTCTTTATT
GGTTTATGCTGAAACGGGACATTTCATCTGCAGGAGGGGGCGTTTGTAAGACTGTTTACT
TCCGCATTGGTGTTGGGATGACAGGTTCATGACGTAATGAGACAAATGAACTTCAGAAAA
TGTGAATGAAAAGGAGAATAAAGGC
>McF0024G07-MGRbd2
TATGGCCGGGGCAGCCCAAGAAGCCCAGACATCATCCACAGCTGATGTCCAGGACTCTGC
TAATGAGAATCGGGCAGAGGAGCTCAAATCAACTGAGGCCCCGCAACCGGTGCCCAATTC
CCAAGAGGCCCCTGTCGTCAGCCCTAAAAAAGATGATGGTGATGGTGACAGGGGGAGGAA
GAAGGCAAAGTCAAGTAGACGCCGCAGTAAAAGCTCCTCCTCGTCCTCCTCCGGGTCCTC
GTCAGACTCCTCTTCAGGAGGAACGAAGAAGGCAGAGGCAGGTCTTCACGGAGCGAAGGG
GAACATAAAGATAGAGATGGGAAGGACAAGAGACGCTGATGTGATGTGAGGTTCTGATTT
TTAGAAAAAAAAAAAAAAAAAAAAAAAAGGAAAAAAAAAAAAAAAAAAAAAAAAATAAAC
CTT
>McF0024G10-MGRbd2
GTTTAACCCGGGCATTATGGCCGGGGAGTTGATATTAATGAATGGTAGAAAAGTGAAGTG
GCTGAACAGCTATAAATGTGCTAAAATAAGTTAGCGGGATTTGTTTGTTTGTTTTTTTCA
AATCACAGCAAGAAAATTGGTTGTCCCGCGACTAGTGTTTGCCGTTGAGCTAACTTGCTA
GCGGGCGTTAGCACTTGTCATAACAGTCCCCCAAGATGGACACAACGACGTGTTTGAAGT
CTCTGCTGCTGGCTATCCAGCAGTACAGAGACGGCAGGACGGCGCAGCAAGCAGCACAGC
TTCAAAAACAGGTGGAGGAAGTTTGGGGCTTGAAATGCGAGCAGCTGCTGACATCTGGCA
GCGCTCTGACCAGCGAGTGTGTGAGCATGTTGGTGGAGCTGACTGCAAACCCGCACACTG
AGCCCAGCCTGAAAAGCTCCATCATCTCTCTGTTGGCGCAGTTAGCCTCTGACAACTCCA
CCCGGGAGCTTCTTCACAGCAGCTACAACCTTACCAGCACCCTGGCTGCTGTCATCCACT



GCTACAGCAGCACTCCAGGAGAGCCGCTGGTGCTGCAGTGTCTGCAGGTGCTGCAGAAAC
TGACCTACAACACTCGCGTCTTTCAGTCCAACAGCTGCATCCACCAGCTCCTGGAGTTCC
TCATGACCA
>McF0024G12-MGRbd1
GGGGCCAATGTTGCCTAAGAAGACAAAGTTAATGAACGACTTTGCACGCTTTATTTAATG
TGCAACTTTTTGACCAGTATTTTGTCTCTTATCACCCCCCCCCCCCCCCCCCAACCAAAG
GGAAGCCGCATATTTGC
>McF0024G15-MGRbd2
AACCCGGGCCTTATGGCCGGGGGCTCTGTGAGAGCTGCTGGGGTGGGGAAACGTCCATCT
GTCGGTAGCCGTCCTTGTTCAGAGCGGCTCTGGGCTCTGATGTGGGCTGAGCGGGGAGCA
GCTGATGGGAATTGTGAATAAATCCACAACTTCCGCCGTAGAGGCATGGGCGCCCCTTAT
AGAAATGGTGGCAAAGGTTCGTTCGCAGGTCTCCGTAGCCGTGGGCGTGCCGACATTTCC
CTCCGTACTTGCAGACACCGTTCTTCGCGAAGAACCAGCACAATTTAGTCTTGTAATTGG
CGGAAATGTTCAGATAGTCAGGTTTCTGCTGCGGCATGCCGCCGTCTCTGTAGCAGCCCG
ATTTGCTCGTTTTGTTGGTAAGGGCAGACGTGGGGGATCCGTGATGGTTGATGAAGCGAG
AGGATGTCCGGCTCTGTGAGAGCTGTTGGGTGTTCAGAGCGGCTCGGGGCTCTGATGGGG
CCAGAGCGGGGAGCAGCTTATTGGAATTGTAGATAAATCCAACCATTTTGTTGGTAAGGG
CT
>McF0024G23-MGRbd1
AACCCGGNCATTATGGCCGGGGGAAAAAAAGGCTGAATGCTGACATGTACTGTTTTCTGT
TAAAATCATCACGTTTGTCAGTTTCAGCACATACAGTGCATGTGAAGGGGTACATTGTCA
ATGGAAATGAATCATATAAAACAAATAATTGCTGCTGAATTAAATATTTGTTATATAATT
GTAATATCTTAATTTTTCTACAATTAAATCTGACTCTGAATCAATATTAAAGGTTGTTTA
AACCANANAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0024H07-MGRbd1
GCGTTTAAACCCGNCCTTATGGCCGGGGGGCTGCACGGTGGCGCAGTGGTTAGCGCTCTT
GCCTCACAGCAAGAATGCCCCCCGGTTCAAGTCCCGGCTGGGGGACATGAAAAACAGAAC
ATCAATGGGGGACCTTTCTGTGTGGAGTTTGCATGTTCTCCCCGTGCATGCGTGGGTTTT
CTCCGGGATATCCGGCCTCCTCCCACCGTCCAAAAACATGCTACATAGGTTGATTGGCAA
CTCTAAATTGTCCCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATTAAAAAAAAAA
AAAAAAAAAAAAAAAAAACCAT
>McF0024H19-MGRbd2
CCCGGGCATTATGGCCGGGGAATTCTGGGTGTTTTTCGATGAACTGCGCCCCCCTCCAGC
CCGTCCTGGACAGTTTGAAGAAGCTCACTGGCTGCAGGATGGAGACACGGGGGAGGCGTT
AAGCTTGCTGTCAGGAAGTGGAGCCAGTGGCGGCTTTGAGGAAGTGACACTGCCAGAGCT
GGCAGATGAAGACGACGGGCTGAAGATCCAATCAATGAAGAGCCGGTGCCAAAGGAGAAA
AATGGAGTCCCACAGAAGCTACAAGGGCTCAGTGGGCGTGTCCAGAGCCGCGAAGAGCCT
GAACAACCTGTACGCTCATATTAACCCCGCCCACTGTGAACCAGGGGAGGGGAACCAGGA
GAGGAAAGAGATTGAGGACAACATTCAGCCAGATCAGAGCGATGCATCATGGGATGACAC
AAGACACCTTACAGATGAAAAGGAGGAGGGATCTGATGACAAAGATGAAGAGCACAACAA
TTTCAGGGAGAAGAAAACTGAGGAGAGCCTACCTTCATGTTCCTCTTCATATGAACCTTC
ATTCTCTGCTCCTCCTG
>McF0024I06-MGRbd1
CCCGGGCATTATGGCCGGGGACTGCGCTTCTGTCTACGGTACTGGGCGGTGCATTAGCCG
AGGGAGAGGAGACATCGACGGAAAACCGAAGGCAGGCTCCGGATTCATTCTCCGCTTTTG
AAACCAAACGTAGGAACAAAACCTAAAAAAAAGAAAGATGAGCACCAAGAGGAAGGCCGC
CGGTCACCCGAGGACAGGAGACCGAGTCCACATCATGAAGTCCAGAACCTCTCGGCCGGA
TTCCGAGAGAGACTCCGGGTTCTCCGATGCCAGTTCAGAGCAGACGAGCTCCATGGACAC
CACCGACTCCGAGGATTCCCCTCATCCAGCGGTCAGACAAGGTCACCGGAGTGCCGGGTC
AGTGTCCTCTGGGTTGGCTGTGGTGGGGGGGTCCTACTCCAGCCTTTCTCCAATGATCAT
CATGAACAACGTCCTTCTCACAGAGGCATCGAACTGCAGACCGTCTGAGAAATTTTGACG
ATTTTTGCCTACAACAAACTCGAGAGGCTCCACAAAGCAGCTGGATGTACATTTACAGGA
AACGTTGGGATTGACTGGAACCTCTGGAAAGAAGAGAGGAATCCTGCAGGAGTGGAGATC
TCTGACCAAACACAGGAGGTTGTTTTCTTTCCACCATAAATGCCTGTTCTGCCCCCCCAT
CTATGC
>McF0024I19-MGRbd2
TGGCCGGGGGAGGTGGGCGGACCGTGGAGCTGTTGCTGCGACGCTGGGAGATTCCATAAA
GTGTCAAAAAACAGACAACTAACATCATGGCTGAGTTGGACCTTAGCCTGAGCGACGCGC
TAACGGACAGTGTTCCTCAGTTGGGCCAAGAGAGCCAGGTGAATCAGGACTTTGTGGCTA
AGCTGGAAGCGGAAACCTTTGTCGATCAGGTGAAGGAAACGGTGGGAAAGACAGACTTTA
TCCCCTTGTTGGACAACGATGACAACACGGCAGATGTGAGTGCTGGATTGGAGAATGGAG
AGCAAAAGCCCAGTGTGTCCCAGCCTGGAGATAGAGAGAAAACCATGGAGGTGGGACCAT
CCCCCCTCCAAGCAGGGAAGCCCCGAAGCATAGCAAAGCCAACAGATGTCCCCAAGGACT
CCAGTCCAATGCCTGAACCTTTTTGCAGCTCTCTGTCTCCAGGTCTCTTAGATGACTCCT



GGACAGACCAGACTGGTATCCTATCAACAGCCCCACCTTTCACTCCAAGTGTCTCAGTTG
TGTACGATAAACAAACTGACAATCATGCAGCAAGTTCAGAGGAGCCACCTGATTCCTGGC
CTAGTCATGAAAGTGCTGTCTATGGAGGGGGTGAGGAAAAGGATGGTGCTGCATCAGATC
GAAAAAAAAAAAAAAAAAAAAAAA
>McF0024J14-MGRbd1
GGCAACCCATCTCTCCTCACGATCACCCACTGAATTTAAGCATATTATTAAGTGGAGGAA
AAGAAAATAACCATGATGGTGAGAGTAACAGCGAGTGAAAACACCAAGAGTGAGTCCAAC
ATGAAAATCTCACTTGCACCTTGTGAAAGTGAGAGTTGTAAGTAACAACAGCACGGCGTC
TCAGTTGCAAAGGAAGGATGGAAATTGCAGTGAAACATGCAATCACAGAAGGTGAAAATC
CTGTGTCCATCATGAAAAGGCAACAAAGGGCTGATGGTGTTTGAGAGTCGAATTATTTAG
TAGTATAATTCCAAGGCGATATTAAACTTTATCCAAGGCTAAATATGAAAAGGATACCGA
TNGCGACAAAAAAAAAAAAAAAAAAAACACAAAAACCTT
>McF0024J16-MGRbd2
AACCCGGGCATTATGGCCGGGGTAGCGGCAGCCCGCCTCTTCTCCTCTGGGCCCTCCAGG
AACCCGCTGGTGTTTTTGGACATCGAAGCCGACAGCGAGCCTCTCGGAAGGATCGTTATC
GAGAAAACTGCAGAGCTCTGTGCACAGGAGAGTATGGCTTTGGGTACAAAGGCTGCGTGT
TCCACAGGATCGTACCTGAGTTCATGTGTCAGGGAGGAGATTTCACCCACAACAACGGCA
CAGGAGGGAAATCCATTTATGGGAAAACCTTCAAGGATGAGAACTTCAAATTAAAACACA
CCGGTCCCGGAACCCTTTCAATGGCTAACTCAGGACCTAACACCAACGCCTCACAGTTTT
TCATCTGTACGACTAAGACAGAGTGGCTTGATGGCAAACATGTGGTGTTCGGGCAGGTGA
AGGAGGGCATGGAAGTGGTCACCAAGATGGAGTCCTTCGGTTTGCACGACGGGGGAGTGC
TGAAGAAAGTAGTTATTGTTGATTGTGGGGAGTTAAAATAACCCTTGGGGCCAATTATCA
ATGCAAAACTGTAAAAATATTGCTACTTTCCCTGTCTTCCATTACATATTTATGCAATTT
TTACATAGAANATCAGAAAAGAGGTCA
>McF0024J17-MGRbd2
TTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGTCGACTGGTTCGCTCGTTTGTGG
GCCCTTGAAGTGAAATTACGGCTGAAAACCTGGAAAACCTTGCAAAACTATTACCTGACT
ACTGCACTTGTTACAACTCATCTGACCTAGCCGCCCTGAATGCCTCGCTGCTGTACGACG
ATCATTCAGACACTGGGGAGCTCTGGAAACGAGACGACCTACAGAAGCCTCTCCCCCCCT
TGCTCTGCTATCATAGATGCTTTGTCCAATGGCCCATGTGAGGTCTGCAGAGACAAGCAG
GTCTTTGCTGTTTGTCAAGGCCTGTCTGAAAGTGTGGATCTGCGGATGGAGGGTTCATCA
AAAGGAATCAGGATCTCCAGATGTGCATGCGATCAGCTGGCCAGCAAAGCTGAAATTTCA
GCGCCTGCTGGAAGTGAACACTGGTCTGTCCCCGCCGCTGTCCTCCTCATGAATCGCTTC
AGGAAAAGCGATCAGAAGATGAACAAGACCCAGAAGCTGCTGCCTTGAAACCTCTGAACG
GTGGACAGCCCATAGATGTGGTGACAGTGAATGAAATCCCAAACGGATGTGGTTGATGAG
ACGTGCAGCACAAAGCAGACACACCGCAGCCATTAACACAACTTTAGGTTCTTT
>McF0024K06-MGRbd1
TTTAACCCGGGCCTTATGGCCGGGGCCTCGTGAAGGGCTCTGCATGCATTTTTGGCATTT
TTGCATGGAGAGAAGGGATCTCAGAAGCCCTGTGGATCCAAAAGGATGGGGTCAGTATGT
CTGGAGTCGGAAAACTTTGCTCAGGCGGGACGTGGCGCTGGAGTAGATGAGGAAGGAGCC
TTCATCTGTGCGGAAGTGCTCCCAGTCTCTGCAGCCGAACGTGGGGAGACTGTGGACAGG
GACAAAGCCCTCGTAACCCTGCCACCTGCAAAAGGCACACAGCAACAGTCACGCAGGCTC
GGCAGGCACCTGCAGGTTGGTTCCAGCAACCCAGTGACCCCGACAGGCATTAGCGGCTTC
TGAAAATGGATGATGGACCATCAGCACTTCAGTTGAAAAAAGACCAGCAGGTGTCAGCAT
TGACTCAACATGAGCATCATAAGGGGGCAGCTGAATATCCACAAACAGACTTTAGGCGCA
AGAACTAACCTTTTTATGAATGTGTCCATTTAGCTACACTTGTAATCTAA
>McF0024K09-MGRbd2
GGCCGGGAGGGGCTTCTTCTTTTTAAAATTTTTCTGTTGTTTACTAGCACATGTCCAAAC
TCTTCCACCTACAGCTGGAAGAGTTTGGGGATGAAATGTTGAAACGATGGAAATCTTGTG
AATCTTACTACAGGCTTTTTCTTTCACAGCTCTATTCCAATAAATGAAAGACTTGGCCTC
TTATAATTCTGGCTGTGCAGAAAAGAAAAAGATGAATTTCTCCTTCATGATCATGTTTAC
AATGGTTGGCACTTTCGTGGTTTTTAAAGGACACTATGGACCCTGACTGGTAAAAGTTCA
GCTGTTTGAAATTCAAGCAGTCGAGAGTTCATCTGGTTAACTTTCTATGTACGTTCAGTG
AACAACCGGATTGTAAAGCCTGATAACGGACTTAAAATCTTGCGTAGTGACACTTAAACA
TGAGGGTTTTGAACGCAGAAGCCAGAAACGTGGCTTTACGGCAGTTCACGTAGACTTTTC
ATTGAAAGTGACTGCTAGAAGCGAGAAGCAGGTGTGACTGTAGCGTAAGTGCTAACCCTT
ACACTACCCTTAAGCCCCCAAAACAGTCTTTTGGTTTATTGTTTTAAACCTTCTTCCTTT
TTAAATAGCTTTTAGTGAAGCATCATTTAGGGTTACCATCCACAACAGT
>McF0024K11-MGRbd2
AGATGGTTAAAAAAACATTTTCAGAAACAATTTAAATTGATAGAATATCTAGAAGACAAA
AATGGGAAAGGAAACGGTTGCGGAGCTGAAGCCAAAATGCAAATCCAACTATAAAGTTAT
GGTATAATTATAAAATACTGCAAAAGCGTATTTTACAATATTTTATTGCAGCTTTACAGT
GACGGAGTGACAAACCAGCCAGAAGTCCAGTTCTGTCCTCTGAACAGAGCCACAGAAGAG
TCCTGGCTGAACTAACATCTATGGTGGAGCGCGAGTCCCACTCACTGCAGGACCCCCCCA



TCTACCCTAGAGAACACCCTCTGAGACAGACGGATCTTTACTTCCCGCAAGTCAGAATCT
ACAATAAACATCTGTGACCGGACGCTTTCATCAGAATTATCCCCAGAATTTTGACCCTAA
ACTGTTGGAGTTTTGAATGTTTTATTCTTTTATTTTAAATAACGCCCAGTGACAAACTGG
CGAAACGTTTCAGGGTTTAACCCGCCTTTTTACAACTGCTTCAACAAGGACATTTCCCCT
TTGAGAAAACAAATAAAGGTTTTAGAAGAGAAATAGAAAAAGAAGTAGAATAGAATAAAA
AAGAGAGAGAGAAGAATAGAACTTTATTTATTCCACAAAGGGG
>McF0024K14-MGRbd2
GCCGTTAAACCCGGGCCTTATGGCCGGGGTCTTCCCCCATCGTTAGCTCGTTAAGCTAGC
CACTCTGCTAACTTAGCTGTGGTACTTTGAACCGTCAGTTTTCGGCTTCGCAGCTAGCCT
GCGGTCTTTGACGCCCCGGTGACCATTTGAGGCGACTCCGTCACTTTCAGAAGCATGTGT
AAGTGACGAGCACAAGAAGTGGGATCTCTGAGGCCCCGCCCCCCTGCTGGTGGAGGATCC
TACACATCTATCCAGAGACCCCGTCATTCACCTCAAAGGATGCGAAGGTTTGCCTACTGC
AAGGTGGTTTTAGCCACTTCCCTGGTCTGGGTGATGCTGGACATGTTCATTCTGCTCTAC
TTCAGCGAGTGCAACAAGTGTGACGACAAGAAGGAAAGAGGACTGCCTGGGAGAGCCGAC
TCCCTGTCCAGACCGCGAGACGGACCTGGTGAAGGTGGGAAGCCAGTGGTCATCCCTAAA
GAGAACCAGGAGAAGATGAAGGAAATGTTTAAAATCAACCAGTTCAACCTAATGGCTTCT
GAAATGATTGCTCTGAATCGTTCGCTGCCTGACGTCCGTTTGGAGGGGTGCAAGAACAAG
CTATACCCTGATGATCTTCCCCGCACCAGTGTGGTGATTGTCTTTCATAACGAGGCTTGG
AGCACACTGCTGCGAACCGTCCACTCCGTTATTGACCGTT
>McF0024K16-MGRbd2
GGGTCTCAAAAGACACATGAAAGCTCACACAGCAGATGTGCCCTTTTCTTGTCAAAAAAT
TTAATCAATAATTCCCTGTCCCAGCTGAACAACACAAAGTTATGGTGACATAGTTGTTTT
GCAATGTTCTCCAGTGACACAGCTTAGTAAAATATTTACACCATTTCCCCAAATATGCAT
TAATGAACAAACAAATAGACTGATGTTTTCTCTTTTGTTCATGTGATTTCTGTTTTCTAG
TAGAGATCAGAGATGTTTAGCAGTTCTATGTAGTTTTCAGTGTTCTGTCCCAATCCTTAA
TGTGCAGAATAAAGTGGCTGTGAACACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACT
T
>McF0024K19-MGRbd1
TAGCGTACAAATCGCACTGCAAGAACGTAGTGGTCAGCGAGGGGGAAAGTGGACGCAAGT
GCTCCAACATCTCCATTGGAGATGAGGTCACATTTAATATCAGCATCAGCATCCAAAGGC
TGTCCCAAAGGAGGCACGGCGGAAACCATCAAGATCAAGCCTCTGGGATTTACCGAGGAG
GTGGAACTCACCCTCAACTTTATCTGTGAGTGCGAGTGCCACAACGACGGTGAGAAGAAC
AGCCCCAAGTGCCACTTTGGGAACGGGACGTATGAGTGCGGAGCCTGCAAGTGTAACGAA
GGCCGCGTGGGCAAACAGTGCGAATGCAGCAGCAACGACGTGGCGACTGAGGACATGGAC
CGCACATGCCGCAAGGACAACAGCACCGACATTTGCAGCAACAACGGCGAGTGCGTGTGC
GGCACCTGCGAGTGCAAGAAGAGGGAGAATCCCAACGAGAGGTACAGCGGCCTGTACTGC
GAGTGCGACAACTTCAACTGCGACCGCTCTGGGAACCTGCTGTGCGGAGGGCACGGAACC
TGCGAGTGCAGGGTGTGCAAATGTGACCCCATGTGGACGGGAAGTGCCTGCGAGTGTTCT
CAAGACAACCGGACGTGTTTGGCCAGCAACAAGCAGATCTGCAACGGCAGAGGAACCTGT
GAATGCGGCGTC
>McF0024L01-MGRbd1
ACAAGGTTGTACCCGGTGGTTAAATGTGCTTAGCTAGGTTTAACATATGTTGTCACTGTA
AAAGCAGATTTCTTTTCGGATAAAAACTGACTTGTTTTGGTCCGTAACTTGCACACAGGG
AAGGCTGAACTTAACCCCTCCAGTTTGTTGGAAGGCGTCAGCCTGCACTGATGACGGCTG
AGCAAGACGAAGACTTTCTGGAAGATCGACAGGAAAATGGAGTCGAGACAAACCATTACA
GCTCCATACCTCCTTCCCCCTCCCCTGAGGACCAGGACGAAGCCTTCTCCACATACTTTG
AGCAGAAGGTGCACATTCCAGATACTGGCAACCAGATATTTAGTTTCCGTAAACTCTGGG
CCTTCACTGGACCAGGGTTTTTGATGAGCATCGCTTATTTGGATCCAGGGAACATCGAGT
CAGATTTACAGTCTGGAGCCAAAGCTGGCTTTAAGCTCCTATGGGTGCTTCTTGGAGCAA
>McF0024L03-MGRbd2
ACCCGGGCATTATGGCCGGGGGGAACATTTGGCGTCACGTTTCCCGAACTGGACTCTTCC
CTTGGACTTTGTTTGGACCATCGGACCCGGATCTGAACCTCGGGGCCCCCTCCCTTCGCT
AAGTTGCCCGTTGCTGAGACGAGAACAGGCCCGGATAACAGTGAATCTGTCAGACGTCCT
GTTGCTGTGGAAACGAAGCGGCGCCAAGAAAATGAGGATGACGAGGAGGCGTTCCGGCAA
CTCCTGTTTGACTCCCCGCAGCAGAGCCATGAGGTAGAGAAAGGTGGCGGCGGTATTCCC
CTGCAGCGCTGCAACACTCGCCCTGCTTCATGAGCCAGCAGGATGAGGCTGAGGTCCTCG
CACTCTCCGAGCGCCTCCTCATAGCGGCACACAAGGGCCAAGCTGACAATGTGGTCCAGC
TCATCAACAAGGGGGCAAAGGTAGCGCTCACAAAGTACGGCAGAAGCCCCCTGCACTTGG
CCGCCCACAAAGGCCACCTGGAGGTGGTGCGCATCCTGCTGAAAGCTGGCTGTGACCTGG
ACATCGAGGATGATGGAGAGCAGACGGCGTTGCACCGAGCTGCTGTGGTGGGAAACACTG
ATGTCGTCGGAGCTCTCATCCAGGAAGGGTGTGCTCTGGACCGGCAGGATAAGGATGGAA
ACACGGCTCTGCATGAAGTGGC
>McF0024L06-MGRbd1
GGGCACAATGTCTTGGTGGCAGAGGTGACTCAGCAGCTGCGAGCACGTTTTCTTCCAAGC



CCTGTGGTCATCAAAAAACGGATAGAAGGACTAATAGAAAGAGAATACTTGGCAAGGACG
CCAGAGGATCGTAAAGTGTACACCTACGTTGCATAAAAAGGAACTATTGAGAGTGGCAAA
AGTTTTCTTTGACTCATCATCAATGTTGCGCATGGACCGAAGCTGTAGCGACAGCACTGG
GGATCGGTTTCATCATCCTTTGCAAAAGTATATATTAAACACCGTAAACATACACAAGTG
GGAAGGAAAACAGACGTGAACATCCACCAGATCTTTTCTGACTTCGAACGAGGCCAAGTC
TTCCTGTTCCCTGTGAGTTTTAGCACGGATGGATCCGGCTTCAAGCTTTTCACTGTTTTA
CCCTTGTAGAGATGGAACTTGCAAGGAATCCCTTGGGAAAATGTGAACGAACCACCTTAT
TATTTTTTTTTCAATAATGTATCATAATAAAATTATTAAACAGCAAANNANAAACA
>McF0024L16-MGRbd2
TTCCAGNTTCAGCCTCCAGTGCAGCAAAAATCCCGAAGTTTCTTTCCAACAGTTGATTGT
CATTTCATGAAATGACGAGTACTTTAAAAGGAATCACCCTTAAAGGAAGCGCGGAGCTGG
TGGCCGAGTTTTTCTGTATGTTTCAACATTTGTTTCTGTACTAGCCGGGCTTTTCAACGG
CTCTTCCTCATTTGTTGTGTGCTAGCGGGCGGTCGGGTCCGCGTGCTCGGTTGTTGTGTG
TAGCCAGCGAGTGTATTTACGGTGGCTCCAGACCGAAGGCAGAGCCCTAAACCGTCGCAG
CATTTTAAAAGCCTTCCTTCTGAAGCCAACTTCTTAAAGATCGAATGGCTGCTTCTGGTC
GATGTTTAGGCTAATGGCGGCTCTCTAGCACCGCCCACCGCCAGGTGTGCTGGTAAAGAA
GCCGAGCGTCACCAGAGTTAAAGTAGGAATGCTAGATTTCGGGTTGAACAGACACAAACT
ACTTATCATCGGCTGAGTAACTAACGCAGGGTAGTGTGGACG
>McF0024L17-MGRbd2
CTGTAGAATCCCTACAAAGTTTTACGGAAAAAGAACCACCTTCACCAGAATCCCAAAACA
ATCCAGAGCACATGGAGCCGATGCCTGATTCTTTTCCTGAGTCCAAACTGTTGAATCTGG
GCGAAATTAGCAGCGATTCTAATAATCTATTGTCTGAGAAGGATGAGGAGAGACGGGCTG
AAGTAGAAGAACCACCAGAGGAACCTGCACATCATCAAATGGTCAATCAAGTGTTGGGAG
AAGATGTTTTCAGCAGCACAGATGTTGAAAAGCATAATATTGAGCTTACTAAACCGATTG
AAGACGAAAATGAAGTTTTAACGCATCCAGAGAACGAATCAAATGTTCAAGACCGTGTTA
CAGACCAGGTTCCACTTGGTACTTCAATCGAAAGCAACACTGTAACTGATCAAGAGTCAG
TCGACCCAAAACACGAGAAGGATCTAGAAGTTCCTACTGACGGAGGGGAATATAACGACT
CCAATGTTCAAGGTCACAATGTCGTTAGTGACACATCACCTGATCGCAGAGAAGATCAGT
CAGTGATGGATGAGGAAATTAATAGCAGTTCTGCAGAATTAGCTGCAGAAAAACCAGAGA
CCCAC
>McF0024M03-MGRbd2
CCGGGCATTATGGCCGGGGATGCCAGTTTTAGTCGAATACCTACTCTAAAAACACACATG
AAAACTCATTCAGGTGAGAGATAGTTTTTATGGCTGATAAATGGCTCAGCCACAGATGTA
ATCTAGTAAAATGCATTAGAGCTCACACGCGTGAGAAGCTTTGATTTTGTAAAAATAAAT
AAACAGTTAACAGTTACATCAGCCTGACCTTTAATTACATGTACACACCCCCAAGCTGGT
GGCCTCAATAACACAGACATTGATGTTGTAAATCAGTTCAAAGGAGGCGTTAATTACATT
TTCTACCTGTCGTATTATTATGAGAAATGTTTTGTAAACATCTTTAAGATTTGTTGTCAT
AATTTCAGTATTGTTTTAGACTAAAAGAAGGGACTGCAGTTTTAATTTGTCAAGGCATGT
GAGCTAGTAACCATTAAGTGAAAAATGATTTTCCCACATTCTTTTAAATCCACTAACTAA
TGTAATCAATATGAATCAGCTGATGTGGGTGAAAGTGAAATTTCTGAAGGAGTTTTCAAG
CAATAAATCANACTCTACTTATACCTCA
>McF0024M09-MGRbd1
GGGGGCTCAAAGTTTAGGCTAACAGGAGGAAACTTTTTTTTCGGGGCAGTGAGCGGCACA
GATTTGCGCTGAGTCTGCCTTGGAAAATTCCTGGGGAGGAAAAAGTTTTGAAACTTTTCC
GAAATTGGGAATGCCGGGACTTCTTTTTACTGCCTGAACTTTGGTGGTGTTACCTTTTTT
TTTTTTTCACCAACTTTTGCGGCACTTTTTTTTCTGAAGGGGGGGGGAGTAAAAGCTGGG
TCCGGACGACAATACAGATTCCAGAGTGGAGCAGATATGCGCTTTGTTTTATGTACAAGT
ATGTCAGCTGGGAAAAGCCAAGGAAAGCGGCCTTTCTCTGCTGATTTTGACAGCTAACAT
CGTTCGAAAACAGCCTCGCGGCGGTCCGCTCGAAAAAGTAGACCGACGTTAAAAAGTCAT
GACTTTGCAAAACTTTTACTAAGTTTCGTTAGAAGTTAAAGATTTGACAAAAAAAAAAAA
AAACAAAAAAAAAAAAAACATG
>McF0024M10-MGRbd2
TAAACCCGGGCATTATGGCCGGGCATATAATCTCATGGCCCCATTTCCCCCACAGGTGTT
TATCCCTCTGACCTCTCACTTGTGCGTCTTTATTCACCCTTACATACTTGATCTCTTCAT
TCCCTGTCGGTTCTAACCCCAATACAAGCCCCAGCACTCTCCCGGGGATTCGGGGCAATA
CTGGTGTGGGTGGAGACGCATGAGGCGGTGAACTGCTGATTCAGGAATCTGTGTCACCAC
CAGCTGAGCTGCTTCTTTGGATCCTATCATTTGTAAAAAGGTCTTACAAGCTGGCTGGTG
TTGAACAGTATTACTGTCACTTTGAATGCCACGGTGACACAGGGGCTGACCAGGATTGGT
AAAATGAGCTGCTAGAGGAGCCACTGGTGTCAGTTACCAGTGTCATCTTCATGTTCTGTT
GTTTGACANANAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0024M17-MGRbd2
GGATAGATGGTTGTAAATATAAATCATTTTATTTCCTAATTTGTAATTAGTGAAGCTGCA
AAAGGAAACCTAAGAACTGGCAGACTAGCAGCACATTTATCTGTGCAAAAATGATACCGA
TAGTCCTATATAGGCATTTTGTAGCAACTCTAATGGAGAATCTGGACTTCAATGTCTAAA



GTTTTTGAGTTCAGATTTTTTTTCTTCACGCTGATAGACTTGATTTGTTTTTTTCAAAGG
GAAAGAAAGCATTACAGCAGGGCTGGCCAACTTTTTTCCTTAAAGTCTGCCTCTCTGGGT
GTGTTGTCGTTCTCTCTACACTACTTCCTGTTGACTTTATACCTTAAGTGTTTCCTCTTT
CTAATTCGAACACATCTGATCCAGGTAAGGACAGTTAGAAAATGGACAGGGTGGTAGATC
TCAAGGACCAGGGTTGGTCAGCCCTGTGTTAAAGCTTCAGGCAGTATTTATCTGAAAATT
TCAGTGTTGTGGTGCTAAACTATTTTGTGGCAAGAGCACTTCACTTTTTGAATCTAAATA
TTGCACACCGCCATATTCCAATCAACATTTTCCCTCTTTTGGTTGGCTGGAAAGATCAGG
GAAAATCAAAGACTCACCCATCATCAGATTTCGATGCTTTTGCTCTCGTCAAGTCACATT
GTGTCATATGGTT
>McF0024M21-MGRbd2
GGCTCTCAAGTCCGCTTCCTGGTTCTGGATGAGTGTGACGGCCTCCTCTCAGCAGGCTAC
ACAGATTTCATAAACAGGGTTCATAACCAGATTCCCCAGGTGACCTCCGATGGCAAGAGA
TTACAGGTCATCGTGTGCTCGGCTACGCTGCACTCGTTTGATGTGAAGAAGCTTTCGGAG
CGCATCATGCATTTTCCCACGTGGGTGGACCTGAAAGGGGAAGACTCAGTCCCAGAGACG
GTGCACTACGTGGTGGTTCCCGTCAACCCTAAAACCGACCGGCAGTGGGAGCGTCTCGGA
AAAGCCCACATTCGGACAGATGAAGTCCACGTCAAAGACAACACCAGGCCAGGAGCCAAC
ACTCCAGAAATGTGGTCCGAAGCCATCAAGCTCCTGAAGGGCGAGTACACAGTGAGGGCC
ATTAAAGAGCACAAAATGGACCAGGCCATAATCTTCTGTCGCACAAAGATCGACTGCGAC
AACATGGAGCAGTACTTCATCCAGCAAGGAGGAGGCCCAGATAATAAAGGTCACCAATTT
TCCTGCGTTT
>McF0024N14-MGRbd2
GGGTCTGCAGGAACAGTGGAGATGGATCCTGCCAAGGTCAGCGCAGTGATGGACTGGCCG
TCTCCTGACAGCCGTAAGAAACTCCAGCAGTTTCCGGGGCTTGCGAACTTTTATCGACGC
TTTATCCGGGGCTTCAGCTCCATTGCTGCGCCCCTCCATGCCCTCACGTCTCCACGTATG
CAGTTCCAATGGACACCGGCGGCCGAGACCACCTTCCGAGCTCTGAAACCCCGCTTCACA
TCGGCTCCGCTGCTTACCCTGCCTGACCCACACCGGCAGTTCGTGGTGGAGGTGGATGCG
TCCAATGAGGGGATCGGAGCCGTCCTGTCCCAACGGTCTGAACAGGATGGGAAGATGCAC
CCCTGTGCTTTCCTGTCTCGGCGTCTGTCATCGGCAGAACGCAATTATGATGTCGGCAAC
CACGAGTTGCTGGCGGTCAAGGTGGCTCTGGAGGAGTGGCGGCATTGGTTGGAGGGGGCC
GAGCACCCCTTCATCATCTGGACGGACCATAAAAATCTTGAGCCGGGGTCCAAGAACGTC
AAGCCGGATGCCCTGTCTCGCCGATTCGACCCCGCGCCTGTTGCCAAAGAACCGGAACCT
CTCCTTCCGCTGACTTGTGTGGTTGGAGCAGTGTCTTGGCAGATAGAATCAGAGGTAAGG
CAGGCTAACC
>McF0024O01-MGRbd1
CCGGNCCTTATGGCCGGGAATTTCCCGTCGACTATCCTTACTCCCCTCCTGCTTTCCGCT
TCCTCACCAAAATGTGGCACCCCAACATCTACGAGAACGGAGACGTGTGCATCTCCATCC
TGCATCCGCCCGTGGACGACCCGCAGAGCGGAGAACTGCCCTCAGAGAGGTGGAACCCCA
CGCAGAACGTCAGGTGAGGAGCAGAGCGTGGAAAATCTGAGCAAACCTTCGTCGACCAGG
GATCCGTTTTCAAGGCACATGAAAGATCAGCTTCACCAACATTCCTATAATAACCCAGAT
GATTGTGGGATTGAAAAGACTGGAACTTTCTGTTCATTCATGCAGCATCTGCTTGTTCAA
TTTTAGCAGGAAATCAGGTTTAAAAAATGAAACCCAGCTACCCGAAGCAGAAAAGTGCTT
TATTTGAAATAAATTTAAAAACACTGCATCAATGCATTTATTTTATTTACAATTTCAGTT
TTATTCATGTGTCAGTAAACATCTGTGAAGAGTTTTTAATCATTTGATTTGTACTTGTTT
TGAAGCACTTTGTGTTGCTGCTGTAGGGAAAGTGCTTTATAG
>McF0024O09-MGRbd2
CGCGTTTAACCCGGGCATTATGGCCGGGTAACCTTTATGATGCTGGGTGCGTCGTAAAAA
CAACTTAGAAGCAGAGATGCTAAATAAATTCAGCCTCCACTTAAAAAAAAAAAAAAAAAA
AAAAAAAAAAACCTT
>McF0024O11-MGRbd2
GGAGAAACCGGTCGGGAAAGCAACGTCATTCCTCTTGACTATCGACTCGACATAAAGCAG
CCGATAGAGAACGGAGTGGAGCGGTGTTGTCCGTGGCAGGTAAAGTAACGGTTCCGATTT
TCCCGACAAAAATCGCGTCGGGAAATCTATGTTGGATTTTAATGTAATGTTAAGAAAGTA
GGTCGTATTAGATAAGAACGGGGTGTGCGCTGGGGCCTAGTAGACAGCAGGCCTGGTGCT
ATCCACGTTCTGTGCAAATAGGCAGACTACAGCTCTTCCCTTACAGCTTGTCCAGCTGCC
CAGCTCTGGTCAGGTGTAGCAGCGGACACGGCGCCAGGGGTTTGAAGAGGTACAGACTCC
AGATAGTTCAAAAAGAAGCGCCATATTAACCGCGGCTGTGTCCATCGACACATTTCCTCC
TTCGTCTAATTCCCTTTACTTCTTTTTACATCTTTTCAGGTGCTGAAGCGATTACAGCAG
AAAGATGGCGGACGACCCCAGCGCGGCGGACAGGAACGTGGAGATATGGAAAATCAAGAA
ACTGATCAAAAGTTTAGAAGCTGCCCGCGGTAATGGCACCAGTATGATCTCACTGATCAT
CCCACCTAAGGACCAGATTTCCAGAGTGGCCA
>McF0024O12-MGRbd2
ACCCGGNCATTATGGCCGGGGACTGAACTGCGTCAACAATAGTTTCTTCTAATCATTTGG
ATTTCCGCTGGGCTTCAGAATGTCAGCAAGCAACTGCTGAATGATTAATGGCACTGATCT
TGGATAGAACTTCATTGAGCAACAACATGGACACATCAAATTTTGCCCACGTGGTCTTCC



AAAATGTTGGGAAGAGTTATCCTTGAGCAGGAGAAAGAGCAACTGCAAGCTGAGATGGAA
GCCCTGCAGAAGGAGTGTGAACAACAGAAGGAGACCTGCACCCAGCTGAGAAGAGAGAAC
CAAGAAGTGCAGCATTCTTCCCAAGCCCTGCTGGAGGAGAAAGAGGAGGTCAAGAGGAGA
CTGGAGGAGGCCACAGCTAGAATTGTACAGTTAGAGGAAGATCTCATTGGGGTCACTCAG
AAAGGCCTTCAAAAGGAAACTGAGTTAGACGGCCTTAAAGATAAAGTGAAGAAACTCACA
ACAGAGAAGGAGGCTCTTGAAATTCACCTAANGAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAACTT
>McF0024O16-MGRbd2
GAGGAGGATCCACATGAGGGAAAACTCTGGTATCATGGAAAGATCACAAAACAAGAGGCT
TACAACCTTCTGATGACAGTTGGTCAGGTGTCCAGTTTTCTCGTCCGGCCATCTGACAAC
ACTCCCGGAGACTACTCCCTCTTTTTTCGCACCAATGAAAACATCCAAAGGTTTAAAATC
TCCCCCACACCCACCAATCAGTACATGATGGGTGGGAGATACTACAACAGTGTTGATGAC
ATCATCGACCATTACCCANAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0024O22-MGRbd2
CGGCATGTTGGTCAGGCTGTATGAGAAATTCGGTCACAGTCTGCGATTGTATTCCGAAAA
AACAACATCCAGCCAAGTTGGATCGTAGTTCTACCCCGCGGAGGAGTTCCGGCAGCCGGA
CGNGAACTATTCGACGGGCCTTGACAGACACCGGGGCGAAGCGAAAGGGCTGCCGTTCAG
CGACTCCTCGTTTTAAACTGTTCGAAATTTGGAAGAAGCAGAGGTTTTTTCTTCAACAAT
TTTTCTTTTGGAGTTGCAAGAATAATTAAGCCGTTTCTTCAAACTTAGGCTTCCGAACCA
TGGAACCGGGCCCGGCTTAGCCAATTTTCAACCTTTAAAAAAAAAAAAAAAAAAAAAAAA
AAACCTGGCGGGCCGCTTGGCCCTT
>McF0024P01-MGRbd1
GTATATTTTGTTTTTAGCATCACTCCATTGCAGGAGGCCCCGTTAATAAACAGATTATTT
ATTAAAGAAAATGAATTCATACTTCTTAGCATGAATGAAAATAAGTGAATATTTAGATTA
ACATGTTAATTTTAAGAAACTGGCATGAAGATAGGTTTTTTCCTATGTTAGCGTTTAGTG
TGTGAGTGATGCGTCGTTTCTCGCGTGGTTTGCTGCCTGCTCATTTGTTGGGGGTAAAGA
TGTCAGCCGGGATTGTTCTGCGGCTGGGAACAGCAGAAACAAACGCGTTCAAGAACCTCT
AGAAGCGTGGAAGGGGAAGAACATGGCGGGAGTCATCCGGCGGCTGGACGAGACGGTGGT
GAACCGCATCGCTGCGGGAGAAGTGATCCAGCGTCCCGCAAACGCGGTGAAGGAAATGAT
TGAAAATTGTTTGGATGCAAAGGCCACAAACATCCAGGTGACCGTGAAAGACGGCGGCTT
GAAGCTGCTGCAGATTCAGGACAACGGAACCGGAATCCGGGTGAGTTCCGTTTCCGGTCT
GACCATCAGGTGGACCTGCNGGCTCTGTACCTTCACCCTCACCTTTACACTGAAGGACTG
CGACGGACTCAGACTGACAANACATCCCCTATTGAATCCATATCCAGTTATTTTCGGACT
TGAGACTCATTTGTTTCCAG
>McF0024P02-MGRbd2
GGGAGAATTTAGCAGCCGTCGTGTCGATGAGCTGCAGCTGAACGCGAATTCATCACGCAA
GCTTTTGACCTGTGCGCTCTGGGGTACGCTCACGCACAGTCGTCCGGGGGCTCACGGTCG
TGCACGGTGCGTTTACCGCGGGTTTGGGTCGCCTGAAATGTTCGCGTTTGCTGAAAGCTA
GCTGAGGAGCTAGCTGTTTTTTTTTTGTATTTTTTTTACTGAGCAGAGTTTTTGATGGAG
CCTCTCCCTGGGATTGGCTGAGAGACCGGAAGAGGCGGAGCTAACGCACAATATTTTGAA
GCTTGAGAAGAGCAGACACACGCGGCGCACGTGCGTTGTTGGCGCGCGGATACGACTGCT
GATTGGACGGTCAGGCGGGTCAGAATGTCTCTGGACCAAGAACCCGTTCCACGCCCTGAG
GGTCCAGTGAACCTAAGCCCCGCCCCCGCCAGCCTACCAGAGCCCCCGTCTGCTCCCTGG
AGCATTTTCAGGAATGTTTGAAAGTGTCACAAGATGAGG
>McF0024P03-MGRbd1
AGCCGCGTTTAAACCCGGCCTTATGGCCGGGGCCCGTTACTATGCCATTTTTTCGGTGAA
ATAAAGAAACGAGGGGAGACAAGTATCCGGAGAAGGCGCTGCCGAAACATCAGCGATGCC
TCTCTTCACCACCAACCCTTTTGACCAAGATGTCGAGAAAGCCACCAGTGAGATGAACAC
GGCCGAGGACTGGGGCCTCATCCTGGACATATGTGATAAGATCGGGCAGTCCCGCACAGG
TCCTAAAGAATGCCTCCGTTCTGTCATAAGGAGAGTGAACCATAAGGACCCCCACGTTGC
TATGCAAGCCCTGACACTTCTCGGCGCTTGTGTCTCCAACTGCGGCAAAATTTTCCATCT
GGAGGTGTGCTCCAGGGAGTTTGCCAGTGAAGTCAGTAACGTCCTCAACAAGGGTCACCC
AAAGGTGTGCGAGAAGCTGAAGGCCCTGATGGTGGAGTGGGCCGAAGATTTCCGCAACGA
TCCCCAACTCAGCCTGATTTCAGCCATGATCAAGAATCTGCGAGAGCAGGGCGTCACTTT
CCCCATTGTGGGGTCCCAGGCTGCTGAGCAGGCAAAAGCCAGCCCGGCGTTGGTGGCGAA
GGATCCCGCCACGTCNCCNNNNNANANAAAAAAAAAAAAAAAAAAAAACAT
>McF0024P07-MGRbd2
CATTATGGCCGGGGAACGGCAGGTTTCTTTTGATTGTGGGAGAAGGAGTCGTCAGCTGTG
AGTGTCTCCGGCTGTTTAAGAGGATCTGTTTCGGCGTACAGACCCAAAAAAGAAGAACAG
ATTCTCGTCTACAAACTGGAAAATGGATAACAGTAAACGGAATGTGGTCGTGACAGGTTT
GGCTTTGTCTTTAGCGCTCTTGTTCTCATGTTTGGTGGGCGTCTGAAGAAGAGCGACTGA
AGTGAAGGAAAAGTTGCAGAGATGACAGCTGCTCGTTCGTTAATGGCGTCAGTCTGCTCT
GGGCTGTTGTTGCGAACAGGAAGAACATTTTCTGTTTTGTACGTAAGCTCCGCGTAAAAC
TTGTACGCGGACTTGGTTACCTTTTGAGTGAAACAGTCGCTTTTTGGTATACTTTTTTCA



GCCATGACACAAAGGGGCGAAGTTAAAATAATAACATTAGATCGAAATCGATTAAATCGA
TGTTACATTTGGTAAAATAGAGCATAAAAGTGAAGTTCTAAATACAATACACAACCTCAA
TCACAATTTAAAGTAAACAAAAGCTTTAGCTAGCTTAGCTTCAGATTCCTGTGCTAACTT
TTATGCTAACTGTTATTATTGATGGATTTATTATTAGTAACACAGCAGTTCTTTTCTCAC
TCGAC
>McF0024P09-MGRbd2
GGACAATAATATGTCTCTTTTTTAGCTGAGTTGCATCAGAACGAGCCAGCGCGACCTGAT
TGTTACAAGCACTTTGTCCCTCGTCTGAAGACCTCCTATCTTGATCAGACCATTGTACCA
CCGCAACCACGAGAAGAAGGCATCAAGCTGAAAGCAGTGATTGGTTATAACGGCAATGGA
CGCAATAATATGGTTTGGAGCCCTGACCAAGGCTTATTTGCATACACTTGTGGCTGTATG
GTGGTGGTGGAGTACCTTCATACAGGCAGTCAAAGACATTTGCAGGGACACACCGAGGAA
ATCTCCTGTCTTGCGATCACAAATGATGCCCAGATCGTAGCGTCTGCAGCTGGAAGCGGT
GATGGAGACAAAAGTCTCATCTGCATTTGGGATGTTCAGAATGGAGCTTGTAGCACAACG
ATTTCATACCACAGGGGGGCAGTACAGAGTCTCGCTTTTTCTAGAGATGACCGCTTCTTT
CTGTCTGTCGGAGACTTCTCAGAACCTGGGTTGGCTCTGTGGAGCAGCAAGAACTTTCAT
TTGTTATCCAGTGCAAATGTCTCTGGACCAATCCATGATGCAGCCTTCAGCCCCTTCAC
>McF0024P14-MGRbd2
CAGCGAGTACAGCTCTCGCTGTGTCACTATTTATGCTTTGTTTCTCCACAAGGAAGTTTT
ATTTGTTTTGTTTTTCATGGTTTTGCATCAGAATACTTCTGATTTTAGAAGATTGCACAC
TTGTATGGCTTGTAAATAGGAAATAATTCCGACTTTGGTGTAAAATGTTGGGTTTAAAAT
GTAATTTATTACGTTCCATCTATTTTTTTTTTTCTTTTCAGGAATGCTTTGGTTTAAAGA
TGTTTGGCACAGGAGAGTTTGTAAGAGAAAATGAGATCAGAAAGCAGTTTACAGTCTGTG
TGAAGGTGGCTTACAGTGCCCAGGGTCCATTCACTCAGCCGTTTACATGCTTGCAGTTTA
ACAAGTGCAATTTTCTGTACATATGTGATTTTTTCGCACCTGGCTGATGTGAGAAGCCTG
TTTTTTAATTGTCCGCTTTGATCACCTGAGCCTTGAAGTGGTTAAACAGGTAAATTTTAC
AAATGAAATGTAAATGCTTTTTTTTTCTTAACAGACTTGGAGCCATTCAAAGGCAATAAA
TTCTTTTAGCCATTTTACTGTTTTTAGGTACTGATTATTAATTAAGCCTCACTTCATACT
GGGTGACAGAAATAGTG
>McF0025A02-MGRbd2
GTCAAAACAAGGAAGAAAAAAGGAGATTGACGTTCATTATGGGGAAAAGGGAGCCAAAGA
AAAACACAAAACTCACTCTTCAGTTGTAGAGGAGAAGCTAACGAAGAGAGAAGACATGAT
GACACAATTAGAGAACAATAACATATATATAGTTGGGGTAGTAGTTGTAGCTGTTTTTGT
GGCACCACTTACGGCGGAATCTAAGCTTGCTCTTCATCACCGGAAGCACTTGGCTTTGAA
GATGGATGAGGCGCTGCTGACGGTCAGCAATGAGCTGAACTCCAGCGTGCTGGTCTCCTG
GAAGTCAGAGCGCTGCTACCAGTGTTTGTACCAGCAACTCGGAAAGGTGGATGGAGCGTC
CAGCCCCGGCCAGCCGAGTACGGCCAGCTTTACAGTGAAAACGCAACATGCAGTGACGCT
ACAGCTCAACAATACTAGCAACAAAAATGAGCTCTGCAATGTCCAGTTTCATTTTGGGGA
ACATGGAAACTACTCTCTGTGGATAAAAAATCTGAATGGTTCGGCTCAGGCCAATTGCTC
CGTTGTGACAGATGCAGTCCCGCTGAACAGCTACATACCAATTTTGGTGGC
>McF0025A04-MGRbd1
AGCTCGGTTAGACAAGAAGGAAAAGACAAAATTATCTTTGTCACCAAAGAAGATCACGAA
GCTCCCAGCAATGCTGAGCTTGTAGAAGAAGATCCCAATGACCCCTATGAGGAGCAGGGT
CTCATCCTTCCTAGCGGTGACATAAACTGGAACTGCCCCTGTCTGGGTGGGATGGCCAGC
GGTCCCTGCGGGACAGAGTTCAAGGATGCCTTCTCCTGCTTCCACTACAGCAAGGAGGAA
ATCAAGGGTTCAGACTGCATGGAGCAGTTCACAGCCATGCAGCAGTGCCTGCAACTCTAC
CCAGAGCTGTACCCTCAAGAAGATGAAGCCTCACCCAAACAGAGCTCCAAAAACTCTGCT
GCTGAAGGGCCTTCGGCCGCCAACTCAACCCCTGCTCCAGAGCAGGACTCTGATACCTCA
GATCCCAACACAGAAAGCTCACCGGGGAGCTAATAGAAGTCCAGTATGTGT
>McF0025A05-MGRbd1
GAGGGGGTTTCCATCATGGCGTCGATGCAGAAAAGGCTACAGAAGGAATTGTTAGCCCTG
CAAAATGATCCACCCCCAGGAATGACCCTCAATGAGAAAAGTGTACAAAACACCATCACA
CAGTGGATTGTAGATATGGAAGGAGCGCCTGGGACTCTGTATGAAGGAGAGAAGTTTCAG
CTACTGTTCAAATTTAGTGGTCGATATCCTTTTGATTCACCCCAGGTGATGTTCACAGGG
GAGAATATACCTGTTCATCCGCATGTGTATAGCAACGGCCACATCTGTTTATCTATTCTG
ACAGAAGATTGGTCACCAGCGCTCTC
>McF0025A06-MGRbd1
AAGACACAAAGGTCCACTTTTAAATGTTTACTCCAACAGAGAAGAAAGAGCCGAGAACAA
ACAAGACGATCCATCAGAAGGAAAAGAGGAGATCTTCCTTGAGGCAGAAATCATGGAGAA
GAATGATCCAGTGATCCGTGTGCCAGAATCCGATGCTGGCTGCAACAACACCTTTCAAGA
AAATCACGAGGAAGAAGACGGGGAAGCGGAACTGATTGAGACTAAAGATGATAGCAACGA
GAGCATCCATTCACTCTCATCTTGTGACGAGAGCATCATCAAGTGCAGCGAGGAGCACAG
CCCTTGTGAAGAGGCCGAGGACCTGATCCAGGCTGTCAGCATCTATGAGAAGACATCTAT
GGAGGTGTGTTCAGAGGTTGATGCATCCTGCATGAACATGTTGGACCTTCACGTGAACGG
CTGCATCCTTGAAAAAGTGAGCCCAAACAATGAGGACCTGCAGCTTGTAACAAACATGTG



TAACCCCCCAAATGTTGAGCCAGCTGTAGCCTGAGGGAGATTGGACTGAAAACGCCGACT
TTAGCATCTTCGGAAGCA
>McF0025A16-MGRbd1
TATGGCCGGGGGAAACTGAGACAAGCGAGACCTCTGAGTGAGTGACGTACGAGGACGACA
AGTTTCAGTTCAATTTTATTATAGCCCAAAAAACTGAACTGAACTGACTAAAGTAAACGG
GGCATCCCCAAGTTTCTTCTCTGTTCTCGGCGTTTTCCTGTCGTGACCTGCGTGGATTTC
ACCGCATAGCTGAGCTGAACATAAGCAAAGGATGACACACGAACGAAGCAGGATGAAGCT
GAAGTCTGGATTCTCCGTGACGAGAGACAGTTTGTTTTCACAGAAAACAGCCTTGAAAAC
AATGGGCGCTTAAAAAAAACCCCACCAGGACGACCGCAGAGGAAGATGAAGGGAATCGAA
GGAGGAGGATGTAAAGTTCATCAACGGCTATGCGGATGGATCGTTGCAGATAAAACACAG
ATGGACTGACTTATCTTGAAGGAAAGAAAACATTTGTTAAAGATTAAAGAGTCACTTGAN
AAAAAAAAAAAAAAAAAAAAAACCATGTC
>McF0025A19-MGRbd1
GAGCTGACTGCTTTCATCAGGAAACAGTGAAGTCTGCTCAGTTAGTTTGATCTCTAAAGA
TGTCCACACAAACTGAAGCTGCAGCAGATTGGAGAGTGAAATTTAGCACAAATCTTCATC
CAGATGGAAGAGAACAAAGTGAGGTGGAGATGTTAGATGATGAAGAGCAGCACTCTGATC
ATGGATTAAAACAAACTGAAAATCAGAAGCAGAAGACTCTTCAAGCTGAGAGAAGAAACT
GTTTCAGAGTTTTCACGTTTTCTCTGGGAGTTTTCTGTTTCCTGATTCTGGCTGCACTCA
TGACTCGCCACATGGTGGTCTACATTAACACTCTGCACGATGGAAGTGAAGGAGCAGCCT
GGACTCGAATTCTGG
>McF0025A23-MGRbd1
CATTATGGCCGGGGAACTCCCACAACAATTTCTGTCGCTTCCTCACGCATTGTATGGATC
TTCCATCACCTCTCTGACCCGTTTGTGGAGCCGGAACCGAAGAATGGCAGCCGGATTCGG
CTAGAATGAGTCTTGGGAATGTATCGACACAAGGATGAACGGTTCTGAAGAATTATTTGT
ATTCAATGCTAGCGTTTGATTGTGACTGACTCGCCGAGAGAGGGAGAGAGAGGTGGCGGG
GGGGTATATCATGGCCGCTCAGGTCGCCAGCGCTGCCACTCTTAACACTAGCCCGCCTTC
TGAACTCAAAAAGCCGGATCGAGACC
>McF0025B18-MGRbd2
AAACCACCGGAAGACGTTACAGATAATTTTCCATCACACAAACTGAAAAAAGCTGACCAA
ATCGAGGCAGACTGTGGAATAAAGAAAGAGCGCATCTATAGAACCTCTAGACAAAAAAGT
GAAGACCCAGACTGGAACAGCACCCCGTCTCCAGGACATCAGCTGCTCTCTCACCACGCA
GAAGAAGACTTCACAGAGGCTCCTCAGAAAGATGTATCACGAAGCGATGAGAAAATTAAC
CCAGATCTTGAGCTGTTGGTCAGGAGAACACAGAGCACACAAGTAAACATGACAAACGCA
CATAATATAGAAGAAGAGCAGCAAAAGAGATGGACGGAGGGCAGAATTAAACAGGTATTG
TTACCAAATTTAAGTCTCTCCGGAGGTCTATGTAAAAACCTTCACAATCGTAAGACTTTG
GAATATGGTGTTTGTCAGGACTTGGAGCCT
>McF0025B19-MGRbd2
GCCATGTTCCATGTTCCTCGCCACGCCACACAGAGAACGTTGAAAAGCTTGACAGCTGAA
ACTGTGCTGTACAAGCAGAACAGCATGACGTCTGTGCTGGCTGTGAGACAGAAGACCTGG
ATGGTCTTCTTCGTTGGGACGGCGGATGGACAGCTAATTAAGCTTGTTGTGAGCCAAAAC
TATAAAGTCCTCTGCCCTGAAGTGCTCTAC
>McF0025B20-MGRbd2
GGCACAGCTGCAGCACGCATACACATGNTCTGTTCAGAGATTATGACGCCAAGCTGAAGA
ACGAAGGAGGAGATCTTTCCAGCCGGCTGGATGAGGCAGAGCAGGCGCTGGGGCTGAAGC
AGGACCTGATTGACAAACTGAAGGAGGAAGTGGAGCAGCTGAAAGGCTCTCTGGAGACGG
TGCCTGTCCTCACTGCGCAGGCTGAGATCTACAAAGCAGATTTCCTCGCAGAGCGAGAAG
CCCGCGAGAAACTGAACCAGAAAAAGGAGGAGCTGCAGGATCAGCTGAATCAAGCGCGGA
CTGAAATCGACAGACTCAACTTGGAAGCAACATCACGAGCACGCATGGAGCA
>McF0025C01-MGRbd2
ATCTCTTGGTTCGAACTAAAAGAAGATGGGTCTTATCTACTATTGAACTTGAGGAGGAAA
TGATAGTGAACTACCCGTATTTTATATCAAAGATGTATAATGACAAGATACAGGGAAAAG
ACTTTAGGTTTGAAATAACCGGAGAGGCTGTGACTGAAGGGTATTTAACCATTAATGAAA
ATACTGGAGAAGTCTTCGTGCTCAAATCTATTGACAGAGAGAAGTACCCCTGCTTCCATG
ATCTCTGGGTGTGGAAGTGATTGCTCAAGACATAGATGAGAAGAATACAAAAAATTCTAC
GTTCAACATCACTGTGGTTCAACAGACTCCACTAGAGCCCAATATCCAGGCAAAATGGAT
TGATGAAAGAACTGTTCATCTTAACTTCACTGGATGTTTTGATTATGAAAAAGCAAAGGA
GTACAAAATTACTCTTGAAGCAAAGGATCATGGAACGCCTCCACTGTCAAGCACGGCAGT
TATAACGCTGAATGTTAGAGACACAAACACACATATGCCAGAGTTCAAGAAGAAAGAGGG
CTCCC
>McF0025C04-MGRbd1
AACCCGGGCATTATGGCCGGGGTATCTCCACCCAAGTTTGACTTGGCTGCCACCAACTTC
CCCCCTCTTCCTGGCTGTGTTGTCAGCACGCAGGGGGAGCCAGTGCTAGAAAACCGAATG
TCGGATGTTGTACGTGGTTTGTACCGGGACAAGGCGGAACAAACCAATAAAGAAACGACT
GTAAGCGCAACTTCAAGCCACGTCCCAGGCACAGAAGAAGCTGTGGCTTGCTCAAGTCCT



GCCCTGGCGGCTCCAAAATCTGCCATCCAAGCACCTGGACCGCCAGCACCCACCAGTGTC
ACTAGTCATGAGACGAAGGCTGAGCGAGCAGAGCTCACGGTTTCCAAAGCAGCTGCACGC
ACATCTGTTCAGGCTCCTTTCAAGCCCTCCTCCACGCAGCCTGGGCTGAACTCCAGAGCT
CAGCCGTCTGCGACTCCCACGTCAGGGACGACCAACACTCCGTCTCCTGCACCTGCCCCA
CCTGCACAGGAAACCCGGAAACTCAGCTACGCTGAAGTGTGCCAGCGGCCGCCCAAGGAC
CCGCCCCCTGCAGCCCCTGCTCCATCTTCCTCTG
>McF0025C12-MGRbd1
ATTATGGCCGGGGGTTGTCGAAGCATTTGAACCAACCAAACATCCAACTGTTGTTCCTGC
GTCAGTGCTGGCTGAGTCATTTCAATGAGAACAGATTTTAGTTGAGTTCAGCAAATGCGG
GACACTTTTATTCCAAGAGTGATTTTCATGTGTAAAAATAAAAACTGTTACAAAGGTGTA
AGAAAAACACACAATGCTTCAGAGTCTAATCAAGTCCTGCAGGATGACCCAGTCAATACA
AACCAGTCTAAACACGTTCAAATCAGACCCAAAATATGGGAAGGAGACTCTAAAAAGACT
GCAGGGGATCCAAAAGTATATTTTATTGTGTAGAAATATTTGTTGGAAAATAGTCTTGGA
GGCAAATTTTGTCTTTGGATCTTTAGAGAAAGACGTTTCCAACAAAGCAGGCTCTTTTAG
AGGTTAAGCCGTGTATAACAGGAAGTGACTCTGCACGTCTGCCTGACGGGGTCATGACCT
GGCTGCAGGAATGCCGATGCTG
>McF0025C22-MGRbd2
GGTGGCTGGTATCAGCTCTCATGTAATAGTGACTGAGCGGGCAAATCAAGCCAGAGACCA
CCTCCTGAAGAAAGACCTGATGGGATTTGATGGTGTGGTGTGTGTGGGAGGCGACGGCAT
GTTCAGTGAAATACTTCATGGCGTGATCGGGCGGACTCAGCAAGAGGCCGGCACTTGTGA
GAATGATCCTGGTGTCACTTTGCAGCCTTGCCCGCTTCACATTGGTATCATCCCGGCAGG
ATCCACAGACTGCGTGTGTTACGCCACAGTGGGAGTGATCGACCCCGTTACCTCAGCTTT
ACACATCATCATCGGTGACTCTCAACCTTTGGATGTGTGTTCAGTCCATCACGGATTTGC
TTTAGTGCGCTACTCAGTGTCTCTCCTCGGCTATGGCTTCTACGGGGATGTACTGGTTGA
GAGTGAGAAACACCGCTGGATGGGACCGCTCAGATACGACTATTCTGGGTCAATGGTGTA
CTTGAGCAACAGAAGTTACACCGGCACAGTTCAATATTTACCAGCAGACCCGCTACTGTC
CAGCCCAAGAGACAACACACGC
>McF0025D07-MGRbd1
GGAGGCAGTGAACGCACCACAAGGCTTGTCAGACTGGCTAGGGGAGTCTGGGTGACGAGG
ACACCTGTCCTTCCTGTCTCCAGCCAAACCCGGTTCAGTAGGAGCACGGCAGAGCAACCA
ACGGAGCCATCAGAAGATGAAGACTGTCGGCTCTTCGATTCCACTGCCCATACTGGATTC
GGTCTCTCGGGCCTCCGACCAGACGCCTCTGCCAACTGTCCAGCCCGACATCATGGATGC
ACAACATTTCCCTGTGGGGTCCTCCTTAATGACAGCAGACCCAGAGATCCTTCAGGGTCA
CATCCCAGCTGGTC
>McF0025D13-MGRbd2
CATGCGTCTGCTTGCTCTCGCTCAGTCCACTCATGAACATGGCTCTGAAATAGGAGCTAC
ACGTGGCCAGGACCATCTTGTGACAGGGGAACTCTGAGCCCTCCACCAGCAGCACCACGT
CGGTGAGCAGCTTCTGTTCATAGAAGAACTTGAGCTGCTCCAGCAGGGAGACGGCGTAGT
CGGCGTTCACCGGCCTGCGCTCGCTAAGATCCGACATGGTTGCATCCCATGAGTTGCGCC
CCAGTTTTGAAAACTAACACAGCCGGCCGGACCGGACCAAAAAAAAAAAAAAAAAAAAAA
AAAAAAACCAT
>McF0025D22-MGRbd2
AATGCAGTCCATCAGCTGTTTTGGACACCAGCTCAGGCGTACAAAGCGCGTGGGGTCTCA
GACACGGAATTCGATCGTTTAGTCACCGAGTTGATATCTTTGAGTCCCTTATTTTTATGT
GCCAAACCGCGCCGGAGGAGAGGAGTGCTGTATTTATCTGTCTGTTGTGGACACTCCATC
AACAGAACTAGCCCAGACATGGGTAGTGTGAATGTGGTTTTCTGGGACCAGTTGCAGGCT
GGCAGCTCCGAAGTGGACTGGTGTGAAGGCAATTACCTTATTTACCCCGGCATCGCAGAA
TTTTACAACACGATCAGCAACATACTGTTTTTCGTTTTGCCGCCGATCTTGATGTGCTTG
TTCCGCCAATACGCCACGCATTTCAACAGTGGGATCTACCTCATCTGGATCCTACTGGTC
GTTGTCGGAATAGGATCCACTTATTTCCACGCCACCCTCAGCTTCCTCGGTCAGATGCTG
G
>McF0025D23-MGRbd1
ACTCAGAAATGTGTTTGTGCAAGTCAGCTGTACTTTGCCCTTCCCCTTTTTTAAAGAAAT
ATTTGTTCCAGGAAACCTAATTAGCTTTTTTTGGGGTAGGCCTTTGTGAAGGCCAGTTCA
GCTGTGAAGCAGTTACACTTAAGATTAAAATGTTTACAGCAAAGCATATGTATTAATACA
TTAACCAACAGTTGCTCTTATGGCAGAACTAGGGCAGAGGTTTTTCTCTAATCAGTGGCG
AACTTCAGACCGGCTTGACGTGTTCTGCCAGAAAGGAGGACTGGAACCTTCTGGGTGGAA
CATCCTGATCCACGTCAACAGGTTTCACAACAAACAGTTCCAAGTTTCAGCTGACCTTTA
TACCATGGAACTGGTGAAACACTCAGGCAGCTGCC
>McF0025E04-MGRbd2
GACATTCGCAGGGTCGAATCCTGCTCCCATCCCTTTAACTTCATCATTCTTCCTCATCTC
GTCCAGCTCCCTCTGGTTCCTGACTGGAAGAGTGAATTTCCTAACAGCCCTAACTGTCCA
CACATGTGTGCCTACAAGCTGGTCACTGTGGAGTTCAAGTGGCTGGGACTTCAAAATAGA
ATAGAAAATTACATCCAAAAGGTGGAGAAGCGGTTGTTCACCCACTTCCACAGACAGTTG



TTCTGCAGCATCGACAAGTGGATTGAACTGACAATGGATGACATCCGCAGAATGGAGGAG
GAGACCAAGAGGGAGCTGGACGAGATGAGGAAGAATGATGAAGTTAAAGGGATGGGAGCA
GATGATTGACAGAAAGTCACGCGATCTTGAATACAGAAGGAGTCTCCTTCTTCTACTGAG
CTCAGACTCCAGACCGGAACAACAGCTGCTTTCTAAGCTTTGTTCAGAAAAAAAAACACC
TTTCATCCTAATAAATGTTCTGCTCTTAATAAGAGCTCGATCCTGGGAGGCAATGGTGCA
TATTTATGTACAACTGTTGAATAAAGGTACAGCTGCTCTGGATAAAATACT
>McF0025E09-MGRbd2
AGCAGGAGGATGTTAAAGAACGCTTGAGACCGATCCTACCCATGTAAACAGCTTTAGGTG
GTGCTTGTGCAGGAAGAGAGAGAGAAGGCAAGAAGGAAGGAGGAAATGGAACTGCCAAAC
CATGCCAAACAACTGCTGCTGCTACTCAACCAGCAGAGAGCCAAGGGTTTTCTGTGTGAT
GATATCATTGTGGCGGAGAATGCACTCTTCCGTGCCCACAAGAACATCTTGGCGGCAAGC
AGTATCTACTTCAAATCTATGACTCTCCACGATAACCTCATTAACCTTGACACAGAGATG
GGCAATCCCTCTGTATTTAGGTAAGATCTGGACTTTATCTACACTGGAAAACTCTTGTCC
TCATCAGACCAGAGGAGAGATCAGAATTTTAGATCCCTCTTGACTGCAGCCAGCTACCTC
CAGCTCCATGATCTTGCAGTTCTGTGCAGGAAGAAGCTTAAGCGCTGTGGTGGAAAACCT
TTGCCATAAAGACCCTGCAACGCTGAGGCAACATGAAAAAAAGTCACTGTCTAACCAGGC
CCTTCCCCTGCAACATCTGCGGAAAAATGTTCACTCAGAGGGGAACCATGACACGCCACA
TGCGCAGTCACCTAGGCCTCAAGCCCTT
>McF0025F02-MGRbd2
GGCCGGGGACACCGTTTTGGAAACACTGAGAATTCTGCAAAGAGACCCGCTTATGAAGCT
CAGTTTCAAATGCAAGTTATCAGCTACGCGGAGGAACATGGGAATCGAGCAGCTGCGAAA
GAATTCAAGGTGAATGAATCCATGATTTGCAAGTGGAGGAACTAAGCTGGAAAACAAACT
CTGACAGTTAAGAGATGCAGCTGAGTTTCCACGGAAACAAGGCAAGGTTGACTTAGTTGG
AAGACCTGAAACTGGCCGGCGGATTACAACGAAAAGCTGTCCATCTTCCGCTCCTCATAC
TGGGAGGCAGCGCCAGGCGGCATCATTTATGAGGAGGCGCACGGCAACTAGACGGACTCT
GACGATGACCAAAGGGAAGCCGGCGTGTTTGATAGAAATGTAGCCCAGCTGTTCATTCCA
GATGCAGAAGATGACTACTTTAATGGAGTTCAGGATGCTGATTGATGACTGAAAAAAAAA
ACACAACCAACTCAGTTTTGCTTCCTCTGCCTTTTTAAAACACGTGCATGTTTTACCGGT
ATGTGTTAACGTAAAACACCCATAACTGAAACTGCACCCTTTATTACATCCAGGGCTGTT
GTATTGTAAGGAGAGGAGT
>McF0025F10-MGRbd2
TATGGCCGGGGATGAGCTAGAATTTCAACGTCTACTTTAAATCCTTCTCACTTCCCCTTG
TTGGAGAAAGGGTCACTGTTGGTGAGATATGGTAGATACACACTCCACCTTTCCTTTGTG
GCATGATCAGTGGCCCTCGAGACACCCCCCTGTGGATGCAGCAAGCTAGTTTGTGCCTTC
CCCTCCTCATTTTTTGGGTACCTGCTCCCCTCTGAAGTGTATGCTCTCCAATCTTGTGTG
TCACTAGGAGGATTGCACTGCTCTGTCATTTTTGAGGGTGGCTGGGGATCATTTTGTGTG
CTGTTAAGTTATAATAAGCACAAATAGAATAAATAAAATGTTGTGTAAAGCACGGTTTTG
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0025G05-MGRbd2
ATGGATGCCCACCCGAGTATAGGTTTCTGTTTCTTTTTCGGATCCTAAAGCGAAATGTGT
CGCACCTGCGCTTGAGGAAGCACACGAGGAGAACAGGAAAGCCTTTTAAAAACCAAACCT
TCGTGTTGACGGAGACTAAAAAGTTACGTTAAAGAAGTTTGGACTGCGAGGAGCTTCTTC
TTAACTTCCTGGTTTCTTGTGTATGATTATGCCCGTTAAGTGTTGGAAACGCTGCGGGGA
CTCAGAGATTTTTATCATTTAAAGGACACATGGCATGTAACAAGGCGGCTAGAACGTTTA
AACCGAGAGCAAATTGTTTTCTTCAAGGAGGAATGAGGGAAAGGCAGGTTTCCTGAGCGA
TGGAAAGTGGAAAAGTTGGTGCCTCGTGGAAAGGTGTTTTAATACCCGTGTCAGAATCTG
CGGACATATTTCGGAATACCATCTTGACTGCTCTACAAAGTGCACACCTGTATGAAGAGT
CAAAGCAGTTCTTCAGATACAAATCTGCAGTTCTAGTAAAGAATCCTGCATTGGAAGAAA
AGTACAATGCCTTCCGAACAAACAGGAAAAATGCAGGATACACAGAGGACGAGCTCAAAG
AATCATATGGATTTCTGCTTTTCGACGATGCCAGCAAGGCTAA
>McF0025G10-MGRbd2
TTATGGCCGGGGCATTTTAAGCCTTTCTGCTAGTACTATTGTTGTCTAGCTCTTTTCTTT
CTCTTCAGTTTCTTTAAAAGGAGGAAATTCCACCTGCCTGTCCATCTGCTGAACTTAAGT
CAACTGAATGTCTGCCACATGTGGCCAATATCTGGTCTGGCGTGAAAAAAGACTGGACAC
CTGCTGCTTCCTTTGATCTGTTGTCCACTATCTACATCCTTGACTGGACTTTTTCATCCA
CTGAACAAGATTCTACCCTCCTACAAGATTGCCCATGGGTAAAACAGCCACTGCTCAACA
ACAGGGAGTGGAAGGGAGGCGGGGTTGCTCTGCACTAACAGTGCCGCCCACAACTCAGAG
TTTGAGGTGAGGTGAGGGACGAATGCAGAGATGACCAGATCCACAAAATCTGCCTCGAGA
TCTCGAAGCCCCTCCAGATCCAGGTCAAGGTCCCGGTCCTCATCTCAGTCCAGAAGTCGC
TCCAGGTCCCGGTCCAGGAAGCGTCATTACAGCTCCAGGTCTCGGTCCAGATCTCACTCT
CCGTCTTATAACCGTGACAAAAAATATCCGAA
>McF0025G17-MGRbd2
NNNNTTTTTTTTTTTTTTTTTTTTTCTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT
TTTTTTTTTCTGGGGGGGGG



>McF0025H01-MGRbd2
GGGTGATACACCAGCTCTGCCACTTTAATTACTTTTCTCGCTGTCTCCGCTCTTTTGTTG
GTTAAAAAAAACACAATTTTCCTTTCTGTAAATTTCTACCTCAACTGCAGTGATGGCGGG
TAACTTTTGGCAGAGTTCTCATTATCTGCAGTGGGTCTTGGACAAACAGGACCTCATAAA
GGAGCGCCAGAAAGACCTGAAGTTTCTCTCGGAGGAGGAGTACTGGAAGCTTCAGATTTT
CTTTGCAAATGTTATCCAAGCTCTGGGCGAACATCTGAAGCTGCGCCAGCAGGTCATTGC
TAC
>McF0025H11-MGRbd2
GGTACTACAGTTGTGCTGTTGGGAACATCAACATAGTAACCCGGGGAGGGAGACTTCAAA
GGCAGCTCTGGGTGACTCTTTGAAATACATATGCCTCTCAAATTCGGCATCTTTTAGCAC
TGAAAGCGCCAGAGTATTTCTAAATTTCTCATTTGGAGAAACTTGTAGTTTATTTGGCAC
AGCTGTTGGTAAGCTTTATTGCTAATGTCAGCTGGCTAATGCTAACGTTAGCAAACAGAT
AACGGCGAAACTGAGGAAGTGCAAAGAAGTTCTTAACATGAGGACATCGGCGACAAACTG
GACTTCTAGACACACGACATCGTTGCCCTAAGGTGAAAGGGAGAAATGAGGAGGGGCAGG
AAGACTGATGGGCCTCCGAAAAGCTTAACTCAGCTGTTTACTGATAACAATATCACCACA
GAATTAACAACTGCATGGAGAGGTTTGGCTCAGTCCAAAGCTGGTCTTAGACGCATAGAA
AACCACATCGAAGCCTCTTCTGGAAGTGGTGTTCTTCTGGACTCTATAGCTGTTTCCCCA
AAGAGGAAATCTCCAAGAAAAGTAAACAGTGATGCAGATCAAATCGCTCACCCCGGAGAA
TCCTCAAAACCCAGAGCGAGGAGTCAGCAGAGCCCAGCAAAGAGCAGCTCACGCAGCCCT
TTGAGAAATGCCACTCAAGACA
>McF0025H17-MGRbd2
TTATGGAGCTCGCGTAGCTTCCCTCACTCTGACCTCACCTGACCTCTTCTCTGAATGGAA
GGAGAACGTAAAGACCATGGCTGACAGGGTCTTGCTGATGAGGGCTCAGCTTCGAGCAAA
ACTTGAAGTTCTGGGTACACCAGGGACCTGGAGCCACATCACAGACCAGATAGGCATGTT
TAGCTTTACAGGCTTGAACCCAAAACAAGTGGAGTACATGATAAAA
>McF0025H18-MGRbd2
AGCAGCCGTGGGACGAAGAACGATCCTGCAACTTTCCCCTCCCGGTAACCGCGTTGCAAA
TGTCGGAGAGAGGGAGGAAGCCCCTTCGGGATCCGATGACGAACAGGTGGAGGAAATCAA
CGAGTTGTTTTACGACGCCAAGTCCTCTGCCAAGATCCTCCAAGACCAACAGCATAAATT
CATGAAATGAAACGGTCATCTCCAGGACCGATGTTTATGTTCTTGATCCAGACAGCATTC
TTTTCCCTTTTGTTCCCAACCTTCACACTGGTTTCCTCATTTGCTGATGTAGTTTTAATT
TTTCAATTCAAAGTTCTGTTTATGCTGACTTGTTTTTCAATAAAAAAGGTTAAAAAATGC
TGAAAAAAAAAAAATAAAATAAAA
>McF0025H21-MGRbd2
GGGGAGATGGAGGGGCTTTAACCCTCATTATTCACTCTATCAAAGTAACCCTATTTCAGG
CACATTTCCTGGTTAAAGTTGAGGGGGGAGACCATTGAATGAAATTGGGAGGGAAAGATG
TCAGATAACCAGGGCTAAGGTTAGGGGGAGAAAATTTTTTCAAATTAGGTGTATTAGCTG
ATCATAGCGAGATCAGGAGGAACATGGACGCCAAGCAGGTGCTAGAGATGGACTGGTCTG
ATAAACAGGAGGCTTACAACCTGGACGAGCGCGGCGGCGGACACAGCAACAGGAGTCCTG
ACACTCAGCTTCATCCCAGCTCCGCCGCCAATCATGAGCAAGTCTGCAACCCAACCACAT
GGACAAAGTTCACACAGGACAACCTGCTCCAGGCCGCACAGGAAGAGGAGGCGTCCAGAA
GGCTCAGGGCGCTTGTGGAGGAAATGCTGCGTGAAACCACTGAAGACCTTATTAACCAAC
GTTCCACGGTGGATGGAGCTTTCAGCCAGCGCTGCCAGGAGCTGTTGGAAGCAAAGACTG
AGCTGCAGATAAAGCTCACACAGGTCCTGCAGCAGATTGGAGAACAGGAAANAAAAAAAA
AA
>McF0025H22-MGRbd2
ATCCTGGGTGACCACGGCCAAAGGTAATGAAACGACCACGAAAAAAGCTGGGACCGACAA
CACCGCGACTGTATCCAGCGAGTATCGCATGGTTCCAACACCAAGTGACAACGGGAAAGA
CATCATCTGCGTGGTGGACCACAGGACCCTAGAAAAGCCAGAAAGCTTCAAGATGAAGCT
GGCTGTTCTTTTTGCCCCTGAGGTGTCAATATCAGGGTACGATAATAATTGGTATATGGG
TCGCACAAGCACAGAACTCATCTGTGAGGCTAAAGCAAACCCTGTTCCAACTTCTGTTCT
CTGGAAAACCATGTCAGGAGAGATGCCAGACACAGTGCTGATCTCAGGCAACCAGCTGAA
GGTGCTGAAGGTTGATGAAACTGTCAACACCACTTTTGTCTGTGAGGTCAAGAATCGCTT
GGGGACCAGCAAGAGTCAGGTCACCATTGTGGTTAGAGGAACACCTCTCCCAGCTGAAGG
TCCCACCACTGGCAGCATCATTGGAGCCATCATTGGGGTCATTATAATCATAGCAATCAT
TGGAACAGTCATTGCAGTGTTCCGCAAGCACAAGAACACCATCATGAACAGAGACGGTCC
ACCCAAATACAAGCCCCCTCCCCCTAAGAAGACTGTAAATTATCAGTCCCAGCCAGTGAA
CACGATCTACACCAGTGA
>McF0025I08-MGRbd2
GATCGTCTCCATAGTCATGCATGTGGGCCTAATGAACGCTTTCTCAGGACCAGAAAAGTC
TGGATCCGGCCCTAGGGGGGTGGAATGTGTCCGTTTAACTTCACATGCATGCCCAAGACC
TGATCCAACAGTTAGCAAACTTTAAAGGTGATCACGTGAAGGTGTTCGGCTTGACAGCAG
TCTTTCCGCTACTGGGGAGGGGCTGTGGCCATGTCGGTGCGGGGGGGTAAAGCGTCGCTG
AAGCAAGTTAAGACGCGTGGCAGTCTCCCTCACATTCACCTGTGACACGTGTCCCACGCG



GACGTGTCATAACCATGCTATCGTTTGTTTCCGAACGTCGAGCTCGCGCAGGTTCTACAA
CTACAGCAGGCAGTGTCGGCCACGTGTCGCCGCGCGCCGGCAGACCACGCGC
>McF0025I15-MGRbd2
GAGGACATCAACGACATGGAACAGCTCGCCAAGGCTCAGCAGGAGAATTTAAGGGTGACC
GGAGAGAAGTCAAAGCAGCTGATGGTCCAGATCGGTCGGCAGTTCCAGGAGATGCACCAG
TTCTTGAGAAAGAGAGAAGATGAGATAAAGAACGAGCTGAAATGCCA
>McF0025I17-MGRbd2
ACTGCCACACCTGACGTGCCATTGATTCAAGAAATGACGGAAAAGGCTCTTGATGTGGTG
GTGGTTGGCTCCTGCATGACCGACTTGGTGAGCCAGGCACCCAGGCTGCCCAAGGCCGGC
GAGACCATTCATGGCCATAAATTCTTCATTGGCTTTGGAGGAAAAGGAGCCAACCAGTGC
ATACAGGCTGCCCGGCTGGGGGTTAAAACTGCCATGATCTGCAAGGTTGGTAAAGACTTC
TTTGGAAACAATTACATCCAGAATTTCAAGGACAATGAAGTACTCACAGACTTCGTCTCG
CAGACCAGTGATGAAGCTACAGGAGCAGCTTCCATCATCGTAAATAAAGAAGGTGAAAAT
GCAATTGTGATTGTGGCTGGTGCCAATATGCTGCTGGGAAAAGAAGAGCTACAGGAGGCG
CTACCAGCCATCAGAAGAGCTAAAGTGTTGCTTTGTCAGCTGGAGATCAATCCACAGACA
TCCTTACAGGCTCTG
>McF0025I21-MGRbd2
CGCCTTCACTCGTCAGTATTCTCCCCGCCTGTCTGGCCTCAGNCCCAGCTCTCCTCGTGG
AAGACCCCGGAGCCCTTTGAGCTACCAGCGTTGCCCCCAGCTGGGTCTGCTGTCCTCAGA
TGCGAGCTTGACGTCCGACAGCGACAGCACCTGCAGCAGC
>McF0025I24-MGRbd1
TAGCAGCAGAAGCATTGTTACGTAGGTGAAACGCTTTTTCGTGCGTGAAACTTGTAAAGA
CTTTGAAAGCTGGTTTATGTGTGAAGGCTGAACACCGTACCAATGCTCAGAGTTTTACCG
TGAAGAAAGCAGAGCAAACTCAACTCCGTGGACCCGGCGGCCTGATTCAGAACGTGTGGT
CAGACGACGTTGAAAGAACGGCTCCACCATGGCGGATGTTACCGCTCGTAGCCTGCAGTA
TGAGTACAAAGCGAACTCAAACTTGGTGGTGCAAGCGGATCGCTCTTTGATTGACCGCAC
ACGGAGAGATGAGCCCACCGGAGAGGTGCTGTC
>McF0025J04-MGRbd2
ACTTAAACAGGAAAGCTATGAACTGGAATAAAGGTGGTTCGGGTGTGAAGCGGGGGTTTG
GTTCTGGAGGCTTTCCCCTGGCATGCAAGACACAGGAGTCCAACCTTCCTCACAAATCTC
ACACAACATTTGGGGGCGCTGGATCCACTGGCGGATATGGCAAAGGCCACCAACTCACGT
CATTCTACAAAATCCGGCACTCAGCGACCCAATTCAGACAAGGGACAAGCATGTTCAGCA
CATAACGCAGAAGAGTCCAGTCTCTATGGGGCTCTGCCTTACACTCCAGCCAAGACTCCA
CTGAACCTGAAGCAGATGAAGGCGAGCAGGAGCTCACACACACCACATAACCCGAGGGAT
GCACTTTATAGCAACTGTTACGAGCCGACCAACTAAACACATACAGCTGCTGGAGGAGCA
GGACCACTGAGAAAACAGCTGAAAACCCAGACGTCTCAGCCGACCCAAGCC
>McF0025K06-MGRbd2
GATGAGCCCACACAGCTGCCTGCTCTTTGGATCGACACCAGTGGTGCAAAAGGCAGAGAA
CCTTTTCTTTCTCTAAAGACATTTGTGGATTTATATGTCGGTTCTTGAGGTTTGAAATTC
CTCTGTTGTCTGCGTGCAGAAAGTCTCAGTCTATAACATATCGTCCTCTTTTTACTCTCC
AAAGTCTTCATGTTGTTACTTTTAAGTGTCCATTGAAAACTGTGCAGCGGTTTCCTGTTG
ATTTGACTGTAACCACGTTTGACAAACACTGAGGTCTAACAGCATCACTCTAGAACTAGA
AAATCCAGCTTCCAATATGTCTGTTTTGCTGCACATCAGAGGAAATGTCTGTTGATAAGT
GTGATGCAGTCCTGTGTGAGAGCGTGCGACATACAAGCAGAGCTGTTTGAAACAAACCTC
TGTGTTTGAGGCTGAGGCTTTGGTGCCAAAATGACCCTGCAACTGTCTTTAGCACAACAT
TGCTGTCTTAGTCGAGTTCCAGCAGTGCTCATACGATGCAGAAGCCTCTGCTGCAAATCC
CAGTGTATTTTTCTAAAGTGAAGATGCTACAAAAAAATTCCAGTTTCATTACTGATGAAG
AAGAACTGTGCTTTTTCCAACAACGACCACCGCGT
>McF0025K09-MGRbd2
TCTGCTCCTGCTCCCAATAAGCAGAAACCAGAGAAAACGGGGGGTCCTATGGAGCAACAC
ATCACACCTGACGGCCTCCCTGCTTTACCACAACAAACAAAACCCAAGGAGAAGAAGGAT
GACTCTGATGCTTTCAGCGCTCTAAGTGACACGTTGCCAGCAGCCGATAAACCAAAACCT
GAACCCCCCAAACTCAAACCTAAGGATGTTGTGAAGGAGGACATCAAGGCGACGGAGGGT
GTGACTACTGGAG
>McF0025K11-MGRbd2
GCCGGGGGCAGTCGACCTTTTAACACGCCTTAGTGAAGTTGATCATGGCGACGACCGGCT
TAAAAAACGTTTGGATCTATTTTATACTTTTGGCAATAGGAACATTGGTACCTAGTACGA
GTGCCAACATTCAGGTCCCAAATGCTGGTGTTTGTGCGGATGGAAACTACACACACGACG
GTAAAACGTGCTGCCTCTGTGCTCCTGGTCAGAGAGTCCTAAAACATTGCACGGACAGCC
CAACTAATGGTGAATGTGTCTTCTGTGAAGAAGGCAAAACATACAGAGAGGAGCCAAACA
GCCAACTGTGGATGTCAGAAGGGCTACTATTGCGACAGTGAGAAGGGAAGCTGTGTGGTC
TGCCAGTCCTGTGATATATGTGAATCCACTGGCATCAAAATAGCCTGTAATGGTACCAGC
AACACAGTGTGCAATGAAAGCCAAGGTATAAGTGGTGGAGCAATTGCTGGAATCGTCATC
GTTATCATTTTGGCGATCCTAGCTGCTGGGGTTGTACTTTGGTGGAAGAAAACAAGAAAG



CCAAGCGATGGAGCTGAACCAGACAGCGAGGAACTTGAGTATCTCAACGAAGTGGACATC
AAGCCTCACCTGGCTGACATCGCGCAAATTCTGGGATGGAA
>McF0025K22-MGRbd2
CGTTAAACCCGGGCATTATGGCCGGGGGGTAAAATGGGTCAAAAGAAGGACTTGACAGGC
TCCGAAAAGTTAAAAATAGTGAGATATCTTGCAGAGGGATGCAGCTCTCTTAAAATTGCC
AAGCCTCTGAAGCGTGATCATCGAACAATCAAGTGTTTCATTCAAAATAGTCAACAGGGT
CGCAAGAATCGTGTGGAAAAACCAAGGCGCAAAATAACTGCCGTGAACTGAGAAAAGTCA
ATCGTACAGCTGACAAGATGCCAATTGCCACCAGTTTTGCCATTATTCAGAGCTGCAACT
TTACTGGAGTGCCCAAAAGCACAAGGTGTGCAATACTCAGAGACATGGCCAAGACAGGTT
TCTGGGGTTTGGGAAACTCCACAGTCAGGTGTTTGCCATGTGATTGTGACATTGGAGGAG
CGCACAGTACCAGGTGTTCACCAGAGGATGGGCAGTGTCACTGCTTACCCAACATGATTG
GTCGACGTTGCTCAGAGCCTGCCCATGAACACTTCCTACCTCCACTAAACTACTTTCTGT
ACGAGGCTGAGCTTGCTTCACCACTACCTGAAATTAGGTTGTCTCCTCCTATGCCTCCTT
CCTCCTCTGTGGNTAGTATGATGTAGTGCAAATGGCATCATAAGTCAATACTCAACCTGT
TGACAGGGGTGATCTA
>McF0025K23-MGRbd2
CTCCACAAATGAGCACGATGGCGATGATGAATCCTCCCACTATGATGCACACCATGCCCG
TCATGAGGCCACCCAACCCCCTTGGCTCTGTGTCCAGCGCTCAGATGCAGTTCATGTAAT
TTGAAGGAAGTGGTCTCTCAGAAGATGAAGCACTTAGCAGCAAAACCTTGTCCTCGTTGC
AGTCTAACTCTTCAGAGTAACACACACACACACCCACATACACACCTCCCCCTCCACATA
CACACACACACAATCCAGACAAGAACCCAGTGCGGCAACAGCAGTCAAAAACCATGGCAA
CTATGTCCAAACGCCATTTGACCGCAGCTCAGACCTATAATTCTGAACTAACTCGCCCAA
GACATCGAGTGATGCTGCTGTCCAACCCCCCCACCGTGAAGAGGACCGCTATGTGTTCCA
CAATGACGTCTGCACAGATGAAATGCGTATGGAGGAGTCGCTGGCGTTGGATTGTAAAGG
CTTTGGCGTTTGGGGAGGGAACAAAAGAAGAGCAGTCCCGCCCCTTTCCTTATCGAATCA
TCCGTCGTC
>McF0025L04-MGRbd2
AGGTCCAGCAGATAAAACAGAGACTGACCGACTCAGAGAAGAAACAAGAGAAGGGGCAGT
CCTGGAAACCAGTGCTGCTCAATGTTGGTGTGGGCGCA
>McF0025L06-MGRbd2
GGGAGATCCACCAGGATGACTGCGGACATGTTTGAATCGTCCTGCTGCTCACAGGCCGGA
CTTCAGGCGTGAAACAAGACAGAAACAGACAGGAGCGGGAGGTTTTTCTGCTGCTGTTTT
GGGACAAGGGCGGAGTAGCATCTCGATATGTCTGACAAGAGTGAGTTAAAAGCTGAATTG
GAGAGGAAGAAGCAACGGATTGCCCAGATTCGAGAGGCGAAAAAAAAAAAAAAAAAAAAA
AAAAAAACA
>McF0025L21-MGRbd2
GGGAAAACAAAAAAAAAAAAATAGAAAAACGTGACTAGGCACCCAAAGCGTCCTGTTATG
CAACAACTGACCTACTAACATACATTTAGAGACTCGAAGCGAGAAGGAGCGCGCGGGAGG
AGGAAATGGAGAGAAAATAGAGCGAGGGAGGGAGGAATTGGAGCGACACGAGGAGCGCAC
CAAAACAAGACGCAGCTTTCACAGCGTACCTGCGTGGACACGGGAGCTGGTGTTTTCAAG
GTGTGTGGGACAGGGGCTGCGTGCGCGCAAAGCGGATTGTGGGACAAGAAAAGGACTGTC
TCTACTCTCTGTGGATTAATCAAAATCTTTTCAGTTGAAATCATCTGTGGAGCAAAGGAG
GAGCAAGGCTTTCCAAGGCCCTGACATGCTGAGCTAGACTGGCTGACCTACATCCTTCAG
TTCCTCTGGATTTCTAGGACACTTCTCCACCTGCTTTGTTCGCTGTGCTGTTTTAAACAA
AACCTCGAAGACACAATAAAACAAGAGTACAAAGAAAGGAATTTGATGCACCTAAATAAT
CTGTTGGACTCCGAACAGAAAAAAACTGCAAGT
>McF0025M02-MGRbd2
ATTATGGCCGGGGGGTTTGAGGGCGGCGCTGTGGCATTTTTTCCCGTCCGTCGTTTACTT
TAGTTTACAGCATTCCTTTTACCAAACTCTTCCCCGGGAAACGCGGTGTTGTAAAAGCAA
GGCTTTTCGGGTATAAATTTACTGGGAAAGTAGACGAAACTCTCCGGAGCGGGAGCTGCG
CAACAATGTCTAATCACTGTGATCTTATGTGGCTACTGTTTCTGGGAGGACTCGTCCTGC
CAGAAATGGAAGTGTCTGCAATAGAAGTTCATACTCCAAGTGAGGTGGTTGCGGTCAACG
GGTCAGATGTGAAGTTGAGCTGCACATTCAAGTCCACTCAGCCGGTGTCGGATCAGTCAG
TCACTGTAGTTTGGAACTACAGACCTCCTAATTCACAAGCTGAAATCTCGGTTTTTTACC
ACCAAGGCACCCCATATCCTGAGGAGCAAGGGCTCTTCAAAGGCCGTGTTGTGTGGTCAG
GCAATGTCGTGAAGCGGGATGCCTCCATCACCTTGCAAAAGGTTTCTCCAACCTTTAATG
GCACCTACACTTGCCAAGTGAAGAATCGACCCGATGTGCTCGGCAATCATGGAGAGATTG
AC
>McF0025M19-MGRbd2
TTTGGAAAGAGGAATGCCAGCGACCCTTTATCAGGACCCCCAAATGAGTACACAATCTAC
AGGATCGCCAGCTTGTCCAAGATTTTCCCAACGCTGATGTTGTACAGACTGTGGGAGGAT
GGAAAAATCGGCTCCTTGGACGATCCTTTAGAAAAATATGTGGAGAACTTTACCATAAAA
AACCCGCTGGGGAAGACACGAGACTCTGAGCTGAAGTACGTGACGGATGGTCTGATATTC
CTGGACAGCGGGGAGGTTCCCATCCGCTCATCTTCAGTCACGCTGCGCAGGATGGCCAGC



CAGCTCTCAGGTTTACC
>McF0025M22-MGRbd2
TTATGGCCGGGTGTGGCAGACATCTTTGACCACAACATCCATGTTTTAGAGTGGAAAGAG
GCAACATGCTGACCCGTGTGAAGACTGTAGAGGTGGCGTCACTATGCGACAACATCGAGG
TTGAACCCGAGTCTGGTGACCTCTGGCTTGGCTGTCACATCGACGCAAAGAAGGTTTTTC
TATTTGACCCTAAAGACCCACCTGGATCAGAGGTTAGTCCACACACTTCATTTTGGACAG
AGTGTGAGATGCTTTTTAATGAATATGTTAATGTCTGCAGGTTATCCGCATCCAGAACAT
CCATTCTGATCAGCCAGTGGTGACTCAGGTGTATGCAGATGATGGGCAAGTCATAATGGG
CTCCTCTGTGGCGACGGTCTATGGGGACAAGCTGCTCATTGGAACTGTTTTTCATAAGGC
GTTGTGCTGTGATTTCAAGTAAACAATGGTTTCCTTTGTGGATGCATTATAATATAAGAG
AAGATTTCCCTGTTTCTTTTCTTTTAACTCAAAGTATGACTGTGACAGGAAGAACGCCAT
GCTGTTAGAAAAATGAACACGAGGAGCTCATCACAGGATCAAAGTTCTGGTGCTAGTGTG
CTTAGAAAGGG
>McF0025M23-MGRbd2
TATGGCCGGGGTCCCAAACAGAGAGGAGTAGTGATCCAACTTTTTATCTAGGAGGTGTAA
TTATAAAAAGCTGTAATTATCTCCAACTCCTGGTCCCACCTTACAGTCCACCATTGTTGT
GAGAAAATCCGAGTTCGGCCGCGATGCATCTTGGGATGTGGACAGCATAGCAGGATACAC
CAGACTAATCCTTGAAACCGGGGACCAAAAAAGCCGTATTCGTTGGCCGCATTCAGAGGA
GTCGTTGAATTTGGACAGCACTTGTTTCGGCGCGGCGCTGTGACGTAAGCAGCCTTCAAA
CGCAGCCCCGGAAGATCTCAGCCCTCCGACGCGGACACCGCCCGTGTCTCCCTCCACCTG
CACCCTCTACATCCACTGTCTTAGTAGCCTTTGTGATTGAGAGAGGAGATCACGGCCTCA
CTGACGTGCCTTTTTAACGCGCCTCTAACTCTGTGCTTTGGTCCGCTAACCATGCCGGCT
TCATGTGAGATGTTCATCTGTAAAACTAAATGTGAGTCTTGTTGCATTTATTACCAGGGA
GAGGGAAGTGTGTGGGTTCTGCTTCAAGCAAAGGTTTTTTTTTGTCGGTTTTGTTTTTTC
>McF0025N14-MGRbd2
CTCAACTCANAAGAAAAGAAAAATCTGAAAGCTCGCAGCACAAAAGAATTCTGCCTGAAG
GAAGCGTTCGTCTAAAACTCTTCTGCGGTGTTTAGTAGCGTTGTCGGGATTCCAAACAGA
CGTAAACTTGTACATACGGTTGTCATGGTCAGGGTGGGATTCGTTGCTTTAGCGCTAAAG
AAAAAAGGATGCGCATGACGTGTAGCGACCCCATCCATCTCACAGTGGCGTGCTGAGCGT
ACAG
>McF0025N18-MGRbd2
TTATGGCCGGGGGTGTTGGGGTGAGCCAACACTTGGACCAAAGGAAGCGTATTGGTGCAG
ATGTGCCCCCACATCTCCATGGTGTTGGATGTGAGCTTCTCTACAGTGCCATGCCTCACA
GATCATAGCAATAATGAGAATCCACCGTGCTGCGATGATTATTTAGAGCACATACGCAGT
TTGTGTGACGCTGCAGGTATTTATTTGACTTTCAACAGGGTTATCTTGTGATTTTAGCTG
CACCTGTGTTTTCATGTGAAGGTGATCATCAGATCAGCTGAATGTATCCTGTTTAATGTC
AGCAGTGCAATAGTCAGATGTTCATGCTGCTCGTGGTAAAGCCACGCCTCCTCTGAGGGG
GAGGGACAGAATATTTAAAGGCGGTTGCAGGGGTAGTCGGCCAGTAAAGGAGAAAAATAT
CGTCATTGATTTGTGCCAGTCTTTGAAAATGGGCAACACAAGCAGCCTTACCGTCAACGC
ACACACGCCCACGTCTGTCCGCGTGTTCTTCACTGCCGTGTTGAGACTTCGCACACGTAT
GTTCATGTCAGCGCCACCTCGCAGCTTCTGAAGCTTTTAGCGGTCTGTCCCAGAGGAGCA
GTGAATGAGATTTTTTTAGGGTTTCTGGGAAACTGCAGAATGATCTT
>McF0025N24-MGRbd2
ACCCGGNCCTTATGGCCGGGGACCGCAGGGAGCTCCGGCCGCAGGACCGAGCGGTACACG
CCTCCAGGTGCAGACCTGGGCTCAGTCTCTGGTTTACACCGTGGAAGAGTTAGAGTGTAA
AATCTGCTACAACCGCTATGACACTCGCAGCCGAAAACCGAAGCTCCTGGGCTGTCTGCA
CAGAGTCTGTGCCAAGTGTCTGAAGAAGATGGTGGACATGGGAGAGTCTTCCCCCTCAGT
CATCAGCTGTCCTTTCTGCCGCCACGAGACCTACGTCCCTGACGAGGAGGTGTGGCTGAT
GGAGGATGACCGACACATCCTGGCTGTTCTGTCGTGTCAGGATCGAGCCCAGAGACAGGA
GGGAGGCAAAATGGAGGTGGTTCTGAGTCCCTCAGGTCTTTCTGGAAGAGGGGCAGAAGG
AGGTGGGGAGACATCCCAGCACTCTTCAGACTGTTTAGTTATCACCATCATGGAGCTTCC
TGATGACTCTCCTTCCTCAGACTCGCTCAGTATGTTCAATTTGGTGGGACTGTACCGCCC
CCCCAGCCTGGATTCTCTGCCATGCAACCTGCCAGCTCACAAGTTTCATGCTTGGAGTTC
CCGCAGCTTCCCCCGGTGCCTG
>McF0025O01-MGRbd2
CCAATTGCAGCCGCTGTTCGACCTTTCACCCCAGAGCCTCAGTCCTCCAGCCTCACTAAG
CCACAGATTGTAGCAGCCAGCTCCATTTATTCCATGTACACGCAGCAGCCTGGTGCAGGA
AAGCCCTTCCCATCTGGCTCCCAGAGTTCTCTCAGCAGGCCTCAAAATCGCAACGCTGGA
TTTATCAGCATGTATGGCAAACCTTTATTTATAACAGTCAACTCAGGCTGAAAGCAGTGA
TGTATGAATGATTGACACACTGAATAAAGTTACACCTTTAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAGAACAAAATAAAAAAAAAAAAA
>McF0025O10-MGRbd2
CGGGCATTATGGCCGGGGGTAGTCGTGATGGCGGTGGATTTGACTCCTCGATTTAGAAGG
TTGAACAGCCAAACAAGAAGTTTTCGTGATAATATACAGCATGATTTCTCAGGACCCTTT



GGAGCCACCCAGCTGTGGCATAATATCATCCATGCCCTGCAGTCTCAGGTAGAGGTGCAG
CCGTGCAGGAGACACCTTCGCGTTCATGCGGAATGCTTCACAGGCTCGGACGCCGTGGAC
ACAGTGCTCAGCTATCTGATGCAGAACGTCATGTTCTGCACAAGCGACTTGTCTCGCCTC
AAAGCTGCTCGACTCTGCCAGGCTCTGATGGAGGCTAAGGTGTTTGAGCCAGTGGGAACA
AAGCTGTTTCGCAGAGAGAAGGAGGTCACCTTTGAGGACAGCAGCTACAATCTGTACCAC
TTTCTGGAATATAAAGGGGTGAGCAGTTCCACCGTGAAGGAAGGCAGTGTTGATATAGAA
AATATAGAGCCTGAAGAACATGGGGCAAAACGGAAAAAGATGTCACGGTTTGATGAATTG
TTGACAATCTCCAATCCATTGGCAGTAAAGCCATCAGAGAGAATGGTTGAAAGGCTTTTG
AGGACCATTAACCTGCAGCCATGCTTGTCCTTAGCTTTGAAAAAGCCAACCAC
>McF0025O21-MGRbd2
TTGTGTTGAGAGGACGGTGGTGTTTTGTTGGGACATTTGTGAAGTTTTTGGACAGAAAGG
ACGATACCTGGTTCGCGTGGGAACTCTCAGCATTTTCCAAAGTGTCGTAAATGAGTGAAG
AAGTGTTGAACGGAAAGACAACGTGGATTGCTGTGATTGTGAGACTACTAGCAGATGATC
GATCGGAGCTGCAGTGAAGAGGACGGCGGTGTTTGTGGGAGTTGGAGCTGAAGATCGGAG
CAGGAACCATGTCTTCAGAACCTCAGGAAGGTTCTGTCAGAGAACAGCTTTCTGCTGCTG
AAGGAACCATCGTCCAGAACGAGGAGGAGCTCTGTCGTCAGCGCAGACTGCTGGATAGCA
GCTGGAACCCGCAGCTTCAGCTACACATAGCAGTTTTCCCCAAGCACTATGTGACAGAAG
AGGATTTCTGCAACCAGCAAAGGAATTTCAGAGTGCAACAGGAGGAACCGGAACCATCAC
AGATGAAAGAGGAGCAGGAGGAACCAGAACCACCACATATTAAAGAGGAACAAGAAGAAA
CAGAGCCACCACAGATTATAGAGGAACCAGAACCTCCACAGATCAN
>McF0025P04-MGRbd1
TTCGGAGGGTCGCGCAGACAGACGCTCGACAGCGCATGATCTCCAAGGATTAACGCCGCT
GCAAAGGAGCCTTTTTTTGCGCGTTTTTACTCGCCTATTCATTCTGGATATCATCGCACT
AAAGCAATAGAGAGGGGATTAGTAAAAGGCCTGAGCATCCATAACCATGGGTGGGGTGAG
AACATTTGCTGTGTTTAAGAAATTCCTGGTGCTGCTGGTTCTAGGCACCTCTGCAGTTGC
AAGACCAACCATCGCCCCAAACCTAAAGGAACTTTTTCTACAACCTCACTCTTTCCTCAA
CTTGACCTGCTTTGGGGAGAGTAAAAAAGTCTCCTGGGTCAAGCCCCTGCCAGAAAACTC
CATAGTCATTACAGGGAACAACTCAGCCACTCTGCTCATTTCCAGAGTCACTGTGGGGAA
CACAGGCTTTTATGTGTGCAATTATGAAGAGCAGCAAGATAGTGAAGTTGACATTTATGT
CTTTGTTACAGATCCCAGCAACCTGTTTGTCCCCGAGTCTCCAGAAAACATTCATCTCAT
CCTCTCCCAACACATGGTGGAAATCGC
>McF0025P12-MGRbd2
TAAACTAAAGGACTGTTTATTTAGACAACACAACATTTTTGGCGACGAGGATTATTTTTC
AAAGGACCCCATGAAGAAGAAGGACGATTAGGATTTACGTGGCAGCCAAGGAAGACAGAA
AAGAAAATTCAGCGATGTCGTCTGACGAGCAGCACCAAGGATCTGCACGAGCTGCACCAG
GACCAAGCTATGCTCAGCTTTCCCCGCCGGTTCCGCTGAACCTTAGCGCATCAGACTTAT
TCACGGAATATAACCTATGGATGGACTCCTATAGATTTTTCGAAGGTGCCAGTGGTACGA
TTAATGCACAAGATTCGGTAAGAAGAGCCACACTGTTGCATTGCATAGGAGCGCCAACTC
AGAGGATTTTCGCCAATCTTCCTGGAGACAAAGGTACGCATGCTCAGACTGTTGCTGCGC
TAGACGCGTATTTTACTCCGCGGAGAAATATAGTTCTGGAGCGACACAAGTTTCGGCTCC
GAGCTCAGTACCCGGATGAAACCGTTGATGCGTTTGTAAATGCATTAAGAGAGCTGGCAA
AGTCATGTGACTTTGGCGCACTGGAGAATGACATGCTACGGGATCAGATAGTGGAGAAAT
GCGCGATGAAACGGCTACACAACAAGTTANTTACAG
>McF0025P20-MGRbd2
AAAGTTTTCTTAAAAGAAAAGGATCACAGTAAATAAATCTCCTTAACTGACCACATCAAT
AAACCAGGAGCTCTTTAAACCTAT
>McF0026A04-MGRbd1
AAAACACGCAGNCTCTGAGTTAAGGATTAAGTAATTGACCTTTTTCGCTATCTAAAAGAA
TGATGCGAGCAGACGATGCCCCTGCATATAGATGAGAACTGACCCGGTTGGATGAGTTGG
TGAAAATCTGAAAATGTCCTGCAAATCCACGAAAGTGCCCCCGAGTGTTGATTTTGACCA
CAGCTGCTCCGATAGCGTCGAGTATCTGACGCTTAACTTCGGCCCGGTTGAGACTGTCCA
TCGATGGAGAAGACTTCCACCATGTGATGAATTTGTTGGT
>McF0026A09-MGRbd1
AGGAGCAGCCGTGATTTGGGTTCGGCAGTATCGCAGTTCCTGACAGAGAAAAGTAGATTT
TAGAAGATTTGCGCGTGTCGAATTAAACTTTTCCACCTTTTCGAATATTCCGATACTTGT
ATAAGTCACTAATAATTTCGTACTTTTTATTTTAGGTCACGCTTGGTGTTAAAAGATTGA
AATGTTACAAACTTACTAATGAAAGCTAACCACCGGCACAAATAGTCAACTCTGGGAACT
GAAAACGCGCCCCGGTTGAAGTTCAAGTAACTTGTTCAAATCGAACAGACTTGAGAAAGC
CCGAAAAAGATGACGAGTTTACGCAGCAAGGCGTTATGCCAAGCCGAGAGGATATGTAAC
CACCTCCCCGGCTTCCTCAACACCTTCCTGGTTTTCTCCATCACCGGGGAGGTGAGTTAC
CTGGTGCTGGTGGAAGCTCCGCTGGAGGCTGAGCAGCAGAAGTCTGAATGGTCCGGCTGG
TGGAAGGCAGTTCACCTGCTGAGCCAGTACTTCATGGCTGCGAACATCTGCTGGAACGCG
CTCCTCTTCGTCAAAACCAACCCCAGCATCAAAGGAGTGTTTCTGGGTGGAGATGCG
>McF0026A15-MGRbd1



GGGATTGACGAGCAGTCGGTGGCATCTCAAGCAGAGAACAGCCTGATTGTGATCAACTCC
TGTGCGCAGAGAGAGCACACCTCGAACCGGGACTGCACTGTGACTGACTCTACAGTAAGT
TTCCAACGCGAGAAGCGCCCACTGCCCCCTCCCTTCCTGGACACCCCCGGTCCATTCTCC
ACGTCATTTTTCCCTCCTCCCTCGCCGACCGAGGAGCAAGGTTTACGAGGGATTAATTCG
ACCAGCAAGACACACATTTGAACGCCGGGAAAAATGTCGTGCAGCGAAGAGGACAGGGAA
GACTTTGGACTCGATGATGAGAATTCACTTCTGCACGATGAGGATGAGCCGGAAGATGCT
GTGTCTGACGTAGAGGAGGTACCCAAGTCCAAGAAGAAGAAGAAAGCCAAGAAGAGCAGC
CGAGAGAGTAGGAGCAGCAAGAGACAAAGACCCGTCCGAGAGGAGTTGCCAGTCAGCTCC
CCAGAGAGCCTGATTGGAATTGATGTTGGAGAGGGGGATGCAGATGAGTTTGGTGTGCGG
TCAGAGAGCGAAGGAAGTGATTATGCTCCTGGGAAGAAAAAAAAGAAACGCTCAAGCTCC
GCAAAAAAAAAAAAAAANNAAAC
>McF0026A20-MGRbd1
NCCTTATGGCCGGGATTCTACATCCGAGCTGCTCGGATCTTCGTCCCGCAGAGCCACGCC
ACGCCACGCATCCCCTTTGATTCAACTGTCACATAAATGTAAAGCAGCCGAACTGAGTGT
AAATAACCTTTGTAAAGAGTGAACATCCGCTTGTTTAACGTCATCGGCTCCGGTTCGTGC
CTCACGTGCACGGTGGACGGCTCCCGCGCTGGGACAGAAAACAGGAGCTCCGTCCATGTC
CGCCCAGAAAAGAGAATTATTGCTTCCCGGAAGGTTATAGGAAGAAAAAAAAAGACTTTG
TATAGTAAATAAATTATTTAACAAGCTTAAAAAAAAAAAAAAAGAAAAAAAAAAAAAAAA
AAAAAAAAAAAAACCAT
>McF0026A21-MGRbd1
GCGACGTGTTTTCTGTTCTTTACTAGGGTTTATGCAGCTTAAAATATGTGAATGTTTTAT
GGCACAACTTAAAATGTTGGGTGAAGAGTCCATTTGTTTACCAAATTACACACAAGTCTA
CATTAAATCAGATTACAGAAACCATTCTAGATTTAGGTTTACATGCAGGAGTTATTTATA
TAGTTTTGCTATCGAATCCATAAATATATTTATATTTTTGAAAACATGGTTCTGTTCTTG
TTAATCCACCTCTAACTGGTTTGAGTTTTTTTTAAAACTGAATTTCCAATGTGAGCGATC
TATCCTTAGTTAACAGTTTATACAGTAAAGCAGGAAAACATAGTTCCACCCATTTCTTTA
TACACATTCCCAGGAGTTCAGACTCTGTTTTGACTTATACTCATCTGTTGGCACAGATGT
GAAATATAGAAATATTTTCTGCAGTTTGACCCTGTAGTTCATAGTCACCTGCTGTGGCTT
TCCCTTTAACTGAAGTCACTGTTTTGCTTTGTTTTCCTTTTCTTTTTTTTTTAAAATCCG
ATTGCTGAAGACATTTCGTAAATCTTCTCTTCTTTTCCTCTTTTC
>McF0026A24-MGRbd1
TACTGTCCCACGCGCGCGGTTCCCAGACCAAAGGCGCGTGTGACCCAGGTTAAATGTGAG
CGTCCGCAGAGGGGTCATTCCGGGAGAACGGCCGTTTTCCAGGCGCGGGGAGCAGGAGGA
GCCGGATCACCTTCAGCCTCGGAGGTGCGTTCATTCCTGACCTGACAATAACACGAAAGC
TTCACGCGGAGGTTTACCCAAGCTGTAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0026B02-MGRbd1
TTACTGCGATACCACAGACAGATTAGTTAATCCGAGGAAGTGACGGTGAGGAGGGCTACT
GCGTACTAGTAGTACACAGCCAGAGGGGAAGCTGTCCCGTATCCATATGGCTAACGCCGA
CTTTTAACTTGTGGCGGCGGCAGTGTTCCCTGCTGGAGTGTGGATGACATTGCGGAGACT
TTTGGACTTGTGGAATTTGCTCGCTTAGCCTACAGCATCTATTGATTTTCTTTTGTCAGC
AGCACCTTTCCTCCCTTCTCCCTTTTCCTCTTTTTGGTTTGGTTTTTTGCCCAAGTCCTT
TTGGTGGAACAAGAACTCTGCAATCAGAGAGCTGTAAAAGGTGACTTTGATGGTCTGGGT
TTGAGGGTCTGTACCCACTGACAGACACAAACCCTGTGGGTCAGATCACTCTTGGAAAGA
TGAGCACATCCAAGCCCAGTGGGATCAAAGCACCTAGCAAGATAGCTAGGCCGCCTGGAC
CTGGAGCCGCCAAGACCGCTCCAAGCACAACTAAAGGTGCTGGTGCAGACAAATCCGCTG
TAAGTGCTGTTGGAGAAGATAAAAAGAATGCAGAGGAAAGCTTCCAGGTCGGGGAGCGAG
TCTGGGTGAATGGAAATAAGCCCGGGTACATACAGTTTCTCG
>McF0026B11-MGRbd1
TATGGCCGGGGAGAACTTTATGCTGCTTTCTCTGAGGTGACCTAATGGGAACCTGAAAAC
GGCTGATTAGTTCAGAATAAACACTACAAACTAGCACCACCTAAAATAGCATGTGAAGTG
GACGTTCTTGCACAGCCTCAATTATTCCAGTCCCATGCTTCAAAGTGTTTGAACTGTACA
TTCCTGGCCTTCGCAGCTTCATTGTTTGCTGCGTGTGTTTTACAAAGCTAGGAACAAACA
TGTAACGCATGTTGGTAAATTAGTCTCACTTAGTTCTTTTAAAGAGAACATTTGCTCGTT
TTTTTAGGAGAAAAACGGATGAGGGAGTTGCTGTTTTAACAGTTATGGTGAATGTGGACA
CTAACAACACACAAACACTAGTGACCTTCTTAACAGGGTGTTTGAGAGTGTTGCTTAATT
AGCGGTGCAAAATTCAGAGTTTATTTCTGAAAAATTCACAGTTTCTTTACAGGAGACTTT
GAAGGAAGGAAAACTGGCAAAGAAGAACCAAGAAATCCTCACGTGCAGCTAATTTCTTGA
TTGTAGTGCAGTTAGGTCATCTTTTAGCCGGACAAAGTCTCTGCTGCATTTCACAACTGC
TTTACAAAATATATAATATAGATATTTTGTGATGATTTACATCAGTAATTGGCCAGTGCT
CCCGTATACCTGAATGT
>McF0026C07-MGRbd1
GGGAGTCCAGTGTTATCTTTTTCGATGAAGTTAACTAGACTCCAGCAGGAACTGTCCTCG
ACGGTCGACGGGTTTCAGTGATTATACAGTAAACTAAACAGCAACACAGTTATGGGGAAT
ACTAGCAGCGAGAGGGCTGCTATGGGCCATGGTGAGAAGTCTCAGCGGAGGGACAGCCGA



GGAATAAAAGAGGGAGAAAGACCTAAAATCCTAATGGACAGCCCAGAAGATGCAGATATT
TTTCATGGGGAAGATATCAAAGCTCCTTCGGAAAAAGATGAGTTCCTTGCCTGGCAGCAA
GACCTAGAAGCAGAGGACAAGGATCCAAATCTAGATCGGCCCACAGTCTTTCGCTGGACT
GGAGATGGAAAGGAAGTCTTTGTGTCCGGATCCTTCAACAACTGGGCCAATAAGATTCCT
CTAATTAGAAGCCAGAATACTTTTGTGGCTATTGGTGATCTACCTGAAGGGGAACACCAG
TACAAGTTTTACGTGGATGGACAGTGGACTCATGACCCCACTGAGCCTGTCATAACCAGC
CAGTTAGGGACGGTGAACAACATCATCCAGGTGAAGAAGACTGACTTTGAGGTGTTTGAT
GCTCTCATGGTGGATTCACAGAAATCTTCAGATATGTCAGATCTGTCCAGCTCTCCTCCA
GGACCATACCATCAGGACCCTTATGTTCCCAAACAGGAAGA
>McF0026C11-MGRbd1
CTGTATCCCCTCGGGACTTTGAATTCATCCATCTGACCATCCGTCCAAGCTGACTGGTCT
TCATTTCAGGAGAATTCCAGGCTGTGTTGGCCTAAGCACACTCCATTAGCAACTCAGGGG
TCGAGAGAAAACATTGTTATCAGGCCTGGCTCTGATAACCTCAATTGGCTTTACTCGGAC
TGATAAAAGGTCCTCTAAGGCCACGAGACGGGCCCTTGGGCACCCCCTCACTCCCTCCAG
AGCATCTCATCCACAGAGTTTACTAAGAAAACTTGTTTAGTGCTACC
>McF0026C13-MGRbd1
AACAGAGACGCACCGCAGATGGAGCAGTGTTAATTTGGGAAATCAGGTGAGGTCAGTGCG
GCCGTGCTGAGCTCTGTGAGGACCAGC
>McF0026C14-MGRbd1
TTTTCGGCGCGACCTACTTCAACACAAAGCAGCTTCGTGTTTTCGTCTCCAAACCCCCGC
ATTTGTTTTTATACTAAAACGTCATGCTTCATGCAAACATTTTGCCTGTCGTGGGTTTAT
ATGTTAGCTAAATTTCTGCAGGACGTCGATTTGTTCTCTCTTTTTTTGTTATTGTTTAAA
ATATAAAGCCGTCGTATTAATTATCAGGAATGTCTCAACCAACACAAACGTCGCTGCCCG
CCGCCCCTGACAGCCCCGCGCTGGTGGTCACAGCGAACGTGCAGAAATTCGCCGTGAAGA
AAAAGAAAGTTCTCACCGCAGAAGAAAGTGAGCTGTTCGAGCTGACCCAGGCTGCAGGCA
TCACGGTGGACCAGGAGGTGTTCAAGATCATGGTGGACCTGCTGAAGATGAACGTGGCCC
CTCAGGCAGTTTTCCAGACCCTGAAGGCGATGTGTGCGGCTCAGAGAGTGGCAGACGGCT
GTGGCGGCGAGTCCTCAACCGCCTCCCACGCGGCGAGCGCCAACACGGCACCTCCAGAGC
CCAGAGCTGTTCGCAGTAAATCCGGAGCGACTTTCAATGAGAAGACCTCCAGCCAGCGGG
TGCA
>McF0026C23-MGRbd1
TTGAGGTGTTTGTGGGCGTGTCTCTTCAGTTCTGACCCGCTGTTGTGAATGTGGCGATGG
ATCCGACCAGCGTCACAACGGCGAAAACGGAGCTGCAGCTCTGTGAGCACACAGACGTCA
TGTCTGCTTCATGAATTCATGTCACCATCACGGTTTTGGTCATTTCCTGCCTCAGATTGA
CTTAGTTCACTGCATTTAAACCCTTAATCAGGACTTCCTTTTATATTTAGGCATTTAGTC
CAGGCTTTTATCTGAAATGACTGATAAATGAGGAATAAAACGAAGAGAAAGCGAGNAAAA
AAAAAAAAAAAAAAAAAAAAAACCAT
>McF0026D09-MGRbd1
GGGGAGACAGAGCCCTGTTGTTAGAGTGATCTGCGCGTCCTTCAGGGGATAAAACTATGA
CCTCACAATGGCCGATAAAGGTCCTCTTTTAACCTCTTGTATCATCTTTTATTTGTCCAT
CGGAGCGGCCGTTTTCCAAATCCTCGAGGAGCCCTACTGGATGTCCGTCAGAGACAAATA
TATCCAGCAGAAGGAAAACATTTTGAAGACCTACCAGTGTCTGACCCTGGAGGATCTCGA
TGAGATCCTGGAGGTTATGGAAATGTTGCTCCCAAGACAAAGGGGGGCCGTGTGTTCTGT
ATCCTGTACGGTCTATGTGGGATCCCACTCTGTCTGGTGTGGCTCAGTGAACTGGGCTCC
TTCTTTGGAGACCGAGCAAAGCGTTTATCTCAGGTTATGATTCGGAAAGGCATTTCAGTG
AAAAAGGTCCAATTTACCTGCACAGCGGTGTTCCTCTTATGGGGGCTGCTGGTGCACTTG
GTGATCCCTCCTTTTGTTTTTATGTCAGTGGAAGGATGGACGTACTTGGAAGGGATTTAC
TTCTCCTTCATCACACTCACAACAGTTGGCTTTGGTGATTATGTTGCAGGTGTAAATCCG
GACATCCAGTACCCCCGGCTGTACAGAGTGTGTGCA
>McF0026D16-MGRbd1
GTTCTACGAAGGCGAGGCGCCGACATGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTCAG
AGGGAGAAATGATCTGTTATGCTGCAATCACACTAAACATGATCCGCGGGGGAAATTCGC
GTTGGACGCCTCTGTATGGAGTTAATTCAGTCTCAATAATCAGAAATGCACACAACCGGT
TTTACAGATGCACACGCTCCGATTCACAAATGTCATTTTATGCAAACGTGAAAAATAAAT
TCGGAAATACACACCCTGTGTTTCACAAACACACAGATTGTGTTTCACACATGCACACTA
AATGTTTTACAAATGCACAATAAGTGTTTCTCACAAATGTGCACACTGTTTTTCACAAAA
ACATTTTAGAAATTCACAATAAATGTATCAGAAATGCACAGTAAGTGCTTCACAAACATG
ATTTTTAGGTACACATGTGATGTGAACTCACAGATCATTCGAACTGCAGAATGTGCATTC
AAAATCCCGTTCTCGTTTGTGAATCTCCCCGTGTGTGTGAGAGATTTTTCTACGGTGAAT
ATTGAGACTCATCTGACGGAGCGGGTCGACTAATCTCACCATTGGCTAGTGAATCTGTCA
ATCAAACTCATTG
>McF0026D17-MGRbd1
GACAGCCGCTCAGAACCCTTTGCGGGTCAAACTCTAACCGTAATCCTCATCTTAACGCTT
CCTCTGGGTCGGGCCGGCCCAGAAAAAGGTCCAGGACTCCCGCAGCTATTTTGAAAATTA



CGTGCCAATAGACACTGAATTGTTTTCTTTAAAAAAAAGTTACATAAAGGAAACTTTGAG
TCGTCGTGTTTGGGCTTCGTGTTTACTACTCCGATCACAACACAGAAACGGCATGTGCGC
ATCCGCAGTTTGTGACGTTTGAATTCCGCG
>McF0026D18-MGRbd1
AGCGCGACTGTTTGGGTATCATATTGTTTCTTGCTAAACAGAAGCATTTTTAATAGTAAA
GACCAGGCCGAGTAATATCGGATGTGATGTCCAGCTCGCCGCTGTCCAAGAAGCGCCGCT
TGTCAGGAACAGAGACGAAGACGGGATCCCACTGCTCCTCCTCTAACTCTGTCAGAACAG
ATCTGTCCCACACACCTGCCAACTTTTACCTCCGGGAGCGAGGTTTGGGTAAGAACAGGG
CCGAGATGAGCCAGCTCCGCTTGGCTGAACTGAACAACTATGTTCCCGTGACGGCCTATA
CCGGAGCGCTGACCGAGGACTACCTGACCAAGTTCCAGGTGGTAGTTCTTACTAACTCAA
CTCTTGATGAGCAAAAACATTTTGGAGATTTCTGCCACAGTAAAGGAATCAAGATCATAA
TTGCAGACACACGTG
>McF0026D19-MGRbd1
TGAACTGATGAGTGGAAAAACAGAGCAAGAACTCTCACCTCAAACTGGTGCTTTGAACCA
GAAAAGAGGCTGATTGGTTTGGACAGCGACAATGTTTACAGAGTTCTGTTTTGGTGTGCA
GGCGCCCAAAGTCCAACAGGGTCAGCTTTTTGTGGGACTTGGCTCTTATTTTGTAAAGTT
CAGTGATCACAGGAAATAGAAATGTGCTCTTTCTGCTGTCTGCTTGTGTTGAAGGACGAC
TCGCTGTTTCTTTAAGTTCACACATAACTTCAGCAAAGTTGAAGAACATTTTTAATGGAA
AATTTTTCAAAATAAAAGTCTTTAGTTCTTTTTAATCATCAAAAGGACAATATTTGTTCA
ATAATTGATCAAATATTCTCTTTCAAATGAAAAAACCTTCTCCATAACAAAGTGTTTGTG
TGACTAGACACATTCTGGCTTTAGGAGGTGAGCTTGTGGTTTCATGTTAGGAAGTGTGTT
TTTTTTTGTTGTAGAGGCCGGTTGGGCGTTTGTGTTTTAACCCTTGGAGTTTTCCTGCTT
CCTGTCTGTCCCTGCAGGTTGCACCTTACCACCTTCTGCCTGGAGTACAGGCCCACGGTG
GTGGCATGCG
>McF0026E10-MGRbd1
AGAGTGACTGACTTGCACTTGGAAATGAAACGGACTCTCCTATTGTGGATCCTACTTCTA
AATGCCTCGCTCAAGGCCTCAGACAGCCACAGTGTTCAGGTGCAACAGGAGAAGGAAAAG
GACTATGAGGTGGTTCGGCCTGTCAGACTGCACACATTAAGAAAAAGAGATGCTGAGCAC
TCCAGACCCCCCGTGATTAGATATGCAATGACTGTGGGAGGAAAAGACATTGAAATGCAT
CTCGAGAAAAATAATAAACTTCTCACCAAAGAATACAGCGAAACGTACTATCAAGAAGAC
GGAACTCGAGTCACCACAATCCCCCATGACATTGATCACTGCTACTACCAAGGAAAGATC
GTCAACGACAGTGAATCATCTGTCAGCATTAGCACTTGTGATGGACTCAGGGGCTATTTA
AGAACATCTGCCCAAAAGTACGTGATCGAGCCCTTGTCTGGCAGTGATGAGGGAGACCAT
ACACTGAAAACCTTCAGTGAAGAAACGGCTCCACCTCCAGTGTGTGGAGTTACCAACAAC
AGTTGGAGCGAGGACTTCGAACCCCCAACAAGCCGAATTCAATCCAGATTCGGGGGTAGA
TCTATCGTCCAACAACAGAAGTACATCGAGCTCTTCCTTGTTGCTGATAATCGAGAGTAC
CTGAAGATGAACAAAGACATGCAAAAGCTGAGGCAGAGGGTGTTTGAAATCG
>McF0026E22-MGRbd1
GCTTCTCCTCCATCCTCCTCCAGACCAGACCATGATATTACATCTCATCCCTCACGCTGT
GCTGCTGGGCTGCTGTGTTGTGGTGAGCGCTCTAATCGATGACTCCACGTTGGCCGAGAG
ACCTTACGAAGCCCTGCGGAA
>McF0026E24-MGRbd1
TGTTGGCTGCGAACAGTGACTTCTTTCGTGGGATGTTCACCCTGGACATGAAAGAGTCCC
ATCAGCCGTGTGTGAAGCTCCCCTACCTCTCGGAGACAGAGCTGGAGCTCATCATCGGCA
GCTCCTACACCGGGGTTCTTTCTCTCAGCTGGAGGTGTGTCTTTGAGATCACCAGCACAT
CTCTGCAGCTCCAGTACCAGCCTGCCCTGGCCTTGTGTTTCATCTTCCTGCAACAGGAGC
TAAACCCTGACACCTGCCTGGATGTGGTGTCCTTTGCTCAAGCTTACCAAATCCCCGATC
TCCTTGAAATTGCTGACGATTTCGTGTTGAGGCAATTTCAAAAGGTAGCGTGCACGTCAA
AATTCAAGGACTTGCCAGCCAGGCAGCTCCTGGGGTACCTGAACAGTCTGTCCCTCTGTG
TGCCATCTGAGCTCGTCGTGTTCGAAGCAGTGGTCACGTGGATCCTCGCGCAGCCCAGGA
AAAGGCTCAGACTGGCAAAGGAGCTCATGAAAACTGTCAACTTCCCCCTGATGACATTCA
AGG
>McF0026F03-MGRbd1
GAGTCTGCATTTCTGCAATATTTTTCCAGTATAGCGTCAAGTGCAAATCATGAGATGGCA
TTCAAAGGCAAAGCGGTCGATTCAAAGACCGTGCTGCTCAATCTCCTGCTCTGCCTGCTG
ATATTTTATTCTCTTTTCTATATGATCGGGAGCGTGTGCTTCGGCGCGTTCAGATTAAAT
CACTTTGACGGTCTGATTCCATTTGACTTTAAGACTGAACCTGCTGATTCTAACTCCAAA
TACCTGGTTAACCTCTTGTCCCTGGAGCTCACTTACTTCTGCAGGGGCCTGTTTTTTGCT
GCAGTGGTTAAGAAGCAAGTATGGGATTATGCCCTCACTGTCACACTACTTCATATAATA
ATCACCAGTTTAGTAATGTTGGAAGTTCCAATGGTGTGGCAGTGGTGGCTGGCTTTGGGT
AGTGGTCTATTTCTGATGATTTGCAACGGTCAGCTGATCTCCTACTTCATGTGTCAGAAT
GATCAAAGCCATGCGACCTTCAGCCTCTACTGAAACGATGAAGGCAATCCTGTTTATAGT
CTCAAAGCAGGCTTGTGAAGTGAGACAAAAAGGATCAGAGCAGATGCTCTTCTCCCTGAG
ACGGCTATTAAATTCTCCACAGTGATAGATTTTCTCTGTTTG



>McF0026F09-MGRbd1
CACTGTGCCATCTTTCAAAACTATTTTCCTGAAAGCCACATAAAAGCGGTAACTGTGCAG
TCTTCACACGCATTACAACAATCCCACTTCATGTCTCATCTGGACCGCTATTCTGAAAAG
ATGCAGTTTTCCACAAGAAAGGAGGCGCAGN
>McF0026F24-MGRbd1
GGCGTCACCCCGCCGTCCACAGGAGACCCCTGGATTTTCCTTTCCATTTCCCCGCTGGCT
TGAACGCCGTTCTCTGAATGTATTTTTTAACTTTCCTGTTGTGGTGGGGAGAGTCGTGAT
TCTGGACTTGAGCTGCGGGATTGTTGTCGCGGAGTCGGCCCATCATCATCCACAGGCTGT
GGAAGTGGGACAAGCGAACAGATGGTGCTTTACGGACGCGGGCTGCAGAGCTGCCCACGT
CCCTCACGTCCGTCCATTTAAACTATGAACTTCTAATCAGTGACATTAACACTTGACCTT
TACCACCGTAAATAATGTCTGGGTCTCAAGGCTGAGAGAGAACGGAGAAATATTTATCTG
CCGATTAAATTGTCGG
>McF0026G03-MGRbd1
AGGAGGGTTGTGTTCAAGTTAGAGAAGGTGTTCTCTTAAATCTTGTCAACAAAGTCCCAT
GGAGTGTTTTTACGGCCTCTTTTAAATGGGCCCTTCTCGTACGGGATATTTTCACTTCAC
CGGCAACAGCAGTAAGAAACTGTTAAGTGTTGTGAATCATAAATAAAATGCTGCAGCTGC
CTGGACGAACTTAGCTAGCAAGGAGAAAACACCAGTGAGTTTGCCAGAAACGCTAGCAGC
TACCTGGCAAACGACGGATCTGTGTAAGGCCCAGGAGACGGGGTGGCTCGAGATCCAGCT
GAGTGATACCACAAACAAAAATACATGTCATCGATCTAAACATTGAGACCTGGAACCCTC
CAGCTCAGAACGTGGTTTATGTTTTGAGGTGAGGCCATGACGACTATCAACATAACCAGG
GAAATCCTGCACAGGCAGATAAGTGATAAGAGAGCGTCAAGTTTTCAAAGGTTCCATCAT
GTGACCGATCCTTTCATTAAAAGACTTGGACTGGAGGCAGAGCTCCAGGGCCACACCGGC
TGCGTAAACTGTTTGGAGTGGAACGAAAAAGGAGATCTTCTAGCTTCAGGTTCAGATGAC
CAGCATGCCATCATCTGGGATCCCTTCAAACACAAGAAACTTACAACTATGCACACAGGT
CATGCAGCANATATATT
>McF0026G06-MGRbd1
GACAGAGAGAAACCGCCCCCCTCTCCTGTCAGCTGCTCCTTGGCTTCCATGCCTTACACA
AACGGCCAGTACATGCAGGCACCGTGGAATAGCATCCCGACCACCACAGGCAGCAATGGG
TCGCGTCCTCAGGACGTTTCTGTGTTCCTAGGAGGGCAGAATGCCTCATCTGCAGACCGC
ATCCCAGGGCCAAAATACAGGCCTGGGGCAGATGCTGCCCCC
>McF0026G13-MGRbd1
GGGAACCAGACTGGGATTCGAGGATCAGGGACAGGAAGGTCTCCATAGTGTGTTTTGTAT
CTCATTGTGAAACTTTTGGAGGTTCGGTTTACACCGGAGAAAACGCCCAGCTTCTCCTTT
GCACTTCCAAGTTTGCTTGTTTTCCTGAACACCCCCAGCTTTTGCTGGCGCTGAGAAGTT
TTTTTCCAGCCCAAGCGTCCAGTTCCTTAACAGATGTGGATTGTGGAGGGCAGTTGTATG
TTACCGCAGGTCAATGGGGGACGCCGTCTTAGGAGTTCAAACGGTTGAAACTTCAACAGA
ATATTCATAAAGCCACTGCTCAAAAAAAAAAAAAAAACAAAAAAAAAAAACCAT
>McF0026G19-MGRbd1
CATTATGCCCGGGGACTGACAGCTCATTTCTGAACTCCATCTACGAAGCATACGTCAGCC
GATTCGCTAACAGCTCCAGCAGCAAGTACTGATGACTCTTCACACCCTGTCTGCAGTCAG
TCACACTCCATCTGTTCTCAGATGTATTCTGACTCCAAAGAAGAATGTACTGCATCCATT
TTTAAAATCACTGTCTCTGTGTCAGCCTGCCTCTATTTGCCCCAAATAAAGCTTTTTCTT
CTTCCAAGAGAAAAAAAAAAAAAAAAAAAAAAAAACCAAAAAAAAAAAAAAAAAAAAAAA
AAAAACCT
>McF0026G22-MGRbd1
TATGGCCGGGGCACGTGGTTTTAGCTTAAAGTAGAGATACTCTAAAAAACAACAAATATC
AGTACTTGTACTTCACGGATAGGCCTATAATACTACCAACAAAATGCCGAAAGTTAAAGC
GGAGAAGAAAAGCAGGCAGCACCAGGAGATAAAAAATCAAGGCATCGTGTTCAACACCGG
GATTGGTCAGCACATCCTGAAGAATCCTCTCGTCGTGAATGGAATCATTGAAAAGGCAGC
GTTGAGGCCAACAGATGTGGTTCTGGAGGTTGGACCTGGTACTGGTAACATGACCGTAAA
ACTGCTGGAAAAAGCTAAGAAGGTGGTAGCCTGTGAGCTGGACACCAGATTGGTAGCAGA
GCTCCAGAAGAGAGTTCAGTGCACACCAATGCAGGCAAAACTTCAGATCCTGATTGGTGA
TGTTTTAAAAACAGACCTTCCGTTCTTCGATGTCTGCGTGGCTAACTTGCCTTACCAGAT
TTCATCTCCGTTCGTCTTCAAGCTCCTGCTGCACAGGCCTTTCTTCAGATGTGCAGTGCT
GATGTTTCAAAGAGAGTTTGCCA
>McF0026G23-MGRbd1
GACAACAACTTGGACTTTTCGGCGTGCCTCACTGGGATTTTAAATGAGAAACATAGTCCT
GAACATTTGCGGGGGCTAAAAGCGTTCACTGCTGCACTACGCGAGGAGGAATATCGCGAT
GCTGTGGAGAAAGAGGTCTTCTCCGGGCTTCTCAGTCTCTTCATCCAGCTGTGCATAGAG
CTGCAGTCTGCAGACATGGATGCCGAGGGCCTGCAGACTGCGACCCTGCAGCTGCAGCTG
ACTTCAGAGTGCTTTAGAGCCCTGAGGAACTCCTGTGTTCACAGATCACGCAACCAGAAA
CTACTCAGGGATCTTGGTTTCATTGATGAGTCCTTTAAACTCTTACGGTTTCTTCTTCAC
AACCTAAATTTGGGAATAGACGCCATTTTTGAGCCTCTTCGTTGTGGGATCCAGTTTCTT
GGTAACCTGGGAGTGGGAAACCCCTCGTGTCAGGATGACATTTGGAAGCTAAGCTTCCCT



GATGTTTTTTTGCAGC
>McF0026H01-MGRbd1
CTCCGGGGACCTGGAGGGGGATTAGTTTACAGTGCTGGCAACATCTGCAATCACTTCTTC
ACCAGGACCTTTCTGCAGGATGTGGCAGAGAAATTTGAGAGTCAACTGAAGCAACACGTT
GCTGTAAAGAAAGTGCCATATGTGGACACTCATGGCAACCAAGTAACTCCCACTAAACCC
AATGGCATAAAGATGGAAAAATTTGTTTTCGATGTCTTCCCATTTTCAAGGAACTTTGTA
GTGTTTGAGGCCATGAGGGAGGAAGAGTTTTCCCCCCTGAAAAACGCAGACGGTGCAGCC
GCTGACAGCCCGACAACAGCCAGGAACTCCTTTCTGGCTCAGCACTGTCGGTGGGCTTTA
TCAGCTGGAGCCACACTACTGGATGAACATGGGAACTCCATCCCAGCCACAGCCAGGGGT
GTATCATCAGGGAAGAGCCCTCTGGCCTTATGTGAAATTTCCCCCCTGGTCTCATACTTT
GGAGAGGGCCTGGAGCCTCTCCTGAAAGGGAAAAAGCTGGCGACTCCGTTCATTTTGAAC
AAAAAAATGGCAGAAGAGCTACAAAACCAGTCCTGAGAGTTGCAGTGGTTG
>McF0026H09-MGRbd1
GAACAGAAAGTGGGTCTGCAGAAGCCGTGGAGTCCCAGCCGAAGCGNGACTCTGTGGACG
ATGCGGCTGTTCAGCACATCTCAGAGCTCCTGCAGAGCTCCAAAGCTGGGACTCGGATGG
CTGGACGGGCTCGACTGTCTCTGTCCCACACGGGCCTCCTGTCTCTCACGCTGCTGTCGG
AGCGGGTCAGCTACCGGGCAGTGTCTGACCGCTTCCAGCTGGAGAAAGGAAACATCCACC
GGATCTTCTTCTCTTTCTGTGAGCGCATCAACAGGCTGGAGGAGAAGCTCATTAGATGGC
CAGTTGGCAGTGACGCCGCGGAGACGCTTGTTCCATTTTCCAGTCTGCTTGGAAAAGGCG
AGCAGGAGAACGGGAAAGGGGTTCCTCAAGTTCTAGGAGTGCTGGGACACACATGGATCC
CAATCCGGCTGCCAGTAGGCAAACGTGTCATGGAGAGGGCTAAAATGAAGATGGAGACGC
ATCCTGGCTCCT
>McF0026H15-MGRbd1
ATTATGGCCGGGGGAGGACTCGGTGAGTTTGTGCTGAAAATGATGACAGTAGCAGTAAAA
CAGAACAGTCGGGGGGGTTTGTAGAGACAGCTGAAACTACAGATGATGTTCAGTGACAGA
GCTTCCCTCCTCATCTGTAAGATCCACAGAGAGGAGCTGCCTCCCAGCAGTCACTGTGTC
AGACTTTCAAACACAGAGTCTGCTCAGCAGCTGGAAGGAGCACAAAGCGAGGAGGACCGG
TGGAGTCGGCCTCTCGGTTGTCTGTCTGTGGACAAGCTTTTTTATGGGAAAACCAAAAGA
CTGCAGGACACAACAAATCTTTATTCTGATGACAAGAATAATTATTGGTTTACATTTTTC
CCTCCAACATTTCCTTTATTCGAAAAGGCATCAGGTTTCTACGTGTCAGAAATTTATAGA
TCCAAATACTTAAACATTATTGGACCTTTGCATTTAGTGTCCATTCCACTGCTCACATTG
TAAACTTTGGACTGAAAATAAAAAAACATCNNANAAAAAAAAAAAACAAAAAAAAAAAAA
CAT
>McF0026H21-MGRbd1
GTGAGGCTGGAGCCGGCCGACGTTCACCTACTGCTTAACCTCATCGGAGCCTCGTCTGCC
TTCCAGCCCGGAGAGATCTGGACTCCCATCTGCCTCCCTCTCTTTAACCCGGACTGTTAC
TTCTACGCATATATTTCTTATCTTGATCCCCCAGAATGCACTGTGTGTTTGCTGCTGCTT
TCGACAGACAAGGAGGCTTTCTACGCTGTAGCTGAGTGCAAGAGGAGGATAGAGGAGGCC
ATGACAGCCCAGAACTCGCTAAGCCTCATCGCCAAAGCCCAGTCATACAGCGTGAGCCAG
GTCGGCGGTTCCGACCTCCGGCATTTCATGTATAAACCCTTCGACGTGCCAGACAACTAC
CGGCAGCTCACTC
>McF0026H23-MGRbd1
ACACAGCGGTGATATGCGAGAGTGGCAGCATGCCATACATTGACCGGCTGAACCGCGTGT
GCGGCTTCCTGGACGTCGAGGAGAAGGAGAGCAGCTGCCGCTTCCAGAGACGATACTTCA
TCCTAGACACCAAGGGAAATGCCCTGCTCTGGTATATGGACAATCCCCAGAACCTGCCCA
GTGGAGCCAGTTCTGTTGGAAGCCTAAAATTAACCTACATCTCCAAGGTGAGTGAAGTTA
CAGCAAAGCAAAAGCCAAAGACAGAGTTCTGCTTCGGCATTAACGCAGGTTCACGGCAGT
ACTTCCTCCAAGCCAATGATGTGACTGACATGAAGGACTGGGTGGCTGCTCTAAACCAAG
CCAGTAAAATAACTGTCCCCAAGTCTTGCCCCCCACCAGTGAGACCTGATGTGACCCCTG
AGATCAACGTGACTCACAAAGGGAAGAGGCAGCAGGCCTACAAGACTGAGATCATTGGCG
GCGTGGTGGTCCACACTCCCATTCAGAATGACGCTGAAGAAACAAATGGGAAGGAGAGGA
AGGGGAACAGGCCTGGTGTGTT
>McF0026I06-MGRbd1
CGTCACTGCCGTGCTTTCCATTGTCCACACCATAACATGAAGTAGCGGGGAGCCTCGAGC
CTTTCCTGCAAAGTCTAAATGGACCGCAGCTTGAAGAGGCGGCAGGGGAAGCCGCTCGCC
GCTTCGCTCTTAGATGCCTTGGATTATGACAGCTCAGACGACAGCGACTTTGAAGGGGGA
GATGCTTCAGGGTCGGACGGCACAGGGAATGGCAGCGATGAAGAGGGGTCCAAAGTGAGC
GCAGACGGTTCAGACAGTGACTCTGAGGATGCGACGTGTGCAGATAATGGGATGGATGAG
GAGGCAAAGAGCCTGCCTGCTGAGGACCCCTCAAATGAGGATGAGGAGAAGATCAAAGAG
CAGCTCCCTTCCGACATTCGTGACGCCCCCTCTGCTGCCCCCAGCAAAGGTAAACGAAAG
AGCAAGAAGACCTCTGAGCTGGAGCCTCCTGTCGAACTGGCTGCCTCCCCACCCTCTGGA
>McF0026I10-MGRbd1
GCTCAGGAGTCGAGCTTGATGTCTCAGTGTGCCTCAGACCCGCCTTTGACTCCTGCCAAA
GAGGAGTCCGGCCTGCTGCCCCCTGATGGGGGGGCCGTCTCTAAGGACTCCTTGGAGGTT



TTTCCTAGGGACATCTGCTCGCCCTACCCTTTGGGCAGGCCTGTCCCCGGCATGGGCCAC
ACACACATGCAGGGTTCCTTGGCTGCTGGTATGGGGGTGGGGCCCTCTCAGGTGCAGCAC
CAACTGCAGGCCCCTTCAGCTCCACAGCAGCAGGCCCTGAACAACATTTCCAGATACCAG
CATGGATTTACCACTTATCCTCGCTCCGACATGGACAGGTTCCTACTGGACCTTCAGAGT
GCCCCCCCACCTCAAATGAATGCTGGCAACTCCTCTACCTCCACCTCCCCTCAGAGGGAG
ACTGTGGTTGG
>McF0026I14-MGRbd1
GCCGATTGACCTGGCACGCCGCCGTGTGTCTCACCAATAGCTTTGTCAGTTCTACTTCCT
AGCTTGTCACTGTACCTGCATCTTGATACACAATGGGAGAGCGAGAAGATTTAGTTTATC
AGGCAAAACTCGCCGAGCAGGCAGAGCGATATGACGGTAAGCCACATTACCGTAAGGCTT
CCTTTCTTCCTTTCCTCGCAGCGGATTTTCCCCCCTCTAAATTAAGCTAAAGGAGCTAGC
TCTGTTGGCCACGGCCAGCTAGCAGGCTAGCCCACTTTACACCGCTTTTGCCAACTTCTT
ATGTATTGACATAACACGATGTTGTCTGGTGGCAGGAATTGTCATCGTTTCAAACTGATG
TGAAGTGCTCGAAAGAACGCCAGTTGGTCTGAAACTGCAGGGACGTGACTCATATTAGCT
AACGTTAGCGGTGGTGCTACAACAAAATGGCGGATTAGTGAAGCGTGAGCTGTCAGGAGT
TGCCTCCCCTCACCGTGC
>McF0026I15-MGRbd1
TACTACCTAAGGTCGGGGCACAGGGAGCGCCGATTAATGACTGTCCAGTCTGGATCGGGT
TTGCGCAAAGACCAGGCCCGGGTTCAGGATGAACTCGTACTTAGATTATCCTGTGTGTAA
CCATGGAGGAGCAAACATTTTCAGTGCCAAGGCCGGATACCCCAATTTAAACCACGGATA
TGTGTCATCCAACTCGTGTCCAACAGCTGACAATTACGCACAGGACGGTCGGTTGGTGGC
TGCAAATCCTGCGCCCCTTCATCCACCCAGTCTCCACCAAACTCAACTGGATCTGCAGGT
TCCGGTACCAGGAAACCCAATGTACGGCTCCCCGCTGGAGTTCGGACACCACCAGTATGG
CCTCGCTCCAGACCAGGACCGGAGTTTCATTCACGCACAGCTTTCCCCAAACATGGCGCC
GTTTTCTGGAGATGGCTGCGGGCCTGC
>McF0026I16-MGRbd1
GATAGCAAGCAAAGAGAAATTCTTCCTGTGACGAGCCATGTTTTCATCAGTGTCTTTTTT
TGCAATGCTGTTTAGTCAGATTGTCAGATTGCATTAAACTTGCAGACCGCCATGCAGCAG
GACCTGTTAGATTTCTTTTGATACATCTTTGCCTTTGATGCTTTGCAGTGCATACACTTC
CCTGTGATCATGTCTGGAAGCTTACCGTGTGTGAAGCTAATACCCTGATAACTATGTGAT
TGTTGGTTTCTTTTGTGATTCCTGGGAGGTTCCAGGATGATAAATGACTCAGAGTGACTC
TAGTATGTTGTTGAATCCGATAATAACTGTTCTCTTTGTAATGTAGGAGACGCATGCCTG
AACTGCCATGTTTTTTGATGCACACAGGATGTGGAATGGTGTGTTTTCATTGCCCCAACC
TGCACTGTCAATCAGAAGAACTTGGCCATGTGCAAGTTCACTAGTACCACAACATTACCG
ATTCTACCCACACAAGTGTAAAGCACCCACATCCTTCCACTGTGCGTCTATTTCTGTCTA
TAAATATGTAAACATCTCTCTAAAACAATTTTTTTGCTGCAGAGTCTGGCAGCGCCCGGC
TGTGTCTACAGCT
>McF0026I18-MGRbd1
TGGCCGGGGTTTTCCTCGGAGCAGGAAAAATGCTGCCTATGATCCCGGAACACTATGCCC
ATCAAACATGGAGTAAGCTGAAAATTGGTCGTAGCTGGGTCTTCCAACATGAAGAGGAAC
CACATTAAGGTCCTGGAGTGGCCCAGCCAGTCTCCGGACCTCAATCCAATTGAAAATCTA
TGGAGAACTGAAGATGAGATCTCTGTACAGCAGAATCAACCTATGGATTATCTTTGGTCA
TGCAGCATTCATCGACAGCCAGCTCTGCAAACCCTGTTGATGTACAGTAAAGCTGCAACT
TTCTCAGCAGACCACCATGCATGATGTTCCAATCACTAACCAGATAGTTCCTGGCTCTCA
GTTGCAGCGCCCCATCTATGTTGACCAACTTTTTAAATAAAAGTGTTATAATGAAAAAAA
AAAAAAAAAAAAAAAAAAAATCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0026I19-MGRbd1
GCAAAGCTTAATTTTGTTGTTGCTTAAATGTATACTTTTTTGTGGCACTGTTTATGCCGT
GTTTGAGGATCAAGTTGGAAAATTTGATTGGAGGCAGCAGTATGTAGGCAAGGTTCGTTT
TTGTCATTTTGATGCACATATGCAGTCATCCAAAAAAGTTCTACTAGCAACGGAGAGTAA
TGTTTTTGCTGCACTTAATACCAGGACAGGGGAAGTCTTGTGGCGGCATGTGGACAAGAC
TGGCCCAGAGGGAAATATTGATGCTTTTCTGCAAAATGGGCAAGACTCTGTTTTAGTGGT
AGGCAATGGCCGCGTCCTGCGTTCCTGGGAGACCAATATTGGTGGTTTAAACTGGGAGGT
TGTGCTTGACTCCGGCAGCTTTCAGTCCACTCGTTTAGTAGGACAGCAAGGAACAGTTAA
AAATGTTGCTGTTCTGAAGAAAACTGCCATCTCTCTTCATTACTTGTCTAATGGTCATCA
AAAGTGGATTGAGAACCTTCCAGACAGTGATACTG
>McF0026I23-MGRbd1
GACAGAGAAGCATCCTGTGTTCATTGCTGTGGCATTTTCTTCTGTTCTCAACAGGATCAA
AAGAAAGCAAACCCCTGTGACTGTTTAATGCGTTTGGATATTACAGCAGCAAGTCTTCAG
ACTCCCATCTCAGGCTGAAGAAAATGAACACCAGGAGATGTTTATATTTCACAACGTGAC
CATCACAGGCCCAGAGAACTTCACCCAGTGCACCACCCACGGCAGCTTCGTCCAGCGCTG
GCAGGAGACGCTCTACAACATGTTCACTTTTGTGTGCCTCTTTCTGCTGCCTCTAGTCAT
CATGATTTTCTGCTACACTCGAATACTTGGTGAGATATCAAGCCGCATCGCTCGGAATAA
CATGGTGTCCAGAGATATTCATCTTCGTCGCTCTCACAACAACATCCCCAAAGCTCGGAT



GAGGACTCTAAAGATGAGTATCGGTATTGTGACTTCATTCATCATCTGCTGGACTCCGTA
CTACCTGCTCGGTCTGTGGTATTGGCTTTTTCCGGAGAAAATGGAGGAGACCGGCTCTCA
TTCACTCACCCACATGCTGGTTATCTTTGGCCTCTTCAATGCATGGCTGGACCCCATCAC
CTATGGCCTGTTTACCATCCACCTGCGTC
>McF0026J03-MGRbd1
CGGGTGACAGAAGCAGAGGTATGCATCAAAAAACTCTTCATATCCCTAGAGTTAGGCTCC
ATTCACACTGAACGGCGGGGCCCATCAAATGCAATCAGAGGTCCTGGTTCGTTTTAGGCG
TAAGGAATGGCAGTCAAAATAACCAAACCCTGATCTATCAAAATCATCCTTGTCTTCCAT
GTAGCAATAAGGCAGCAAACTTTGGACACTAGCTCCTCCCACATGTGGCGAGATCATCAG
TTTAAGAACAGGAAGGCGGCAAGCGCAAATTTTTTTTTTTTCAAATTTATTTTTTATTGA
AAAAGCACAGGATAAATTGTACATTGTTTTGACGTGTANCAATGTTCATGCTTTCTCAGT
TTTTTAATTGAAAAACAAAAAAAACAAAATAATAATAAATAAAAAAGGAACATGTGAGGA
AGCAGGGAGTTTCAAAACATAAATGATATGACATGATTTCAGATGAAATCTGATCTTACC
GGCTTAACATATTCTGTCCATATAGACCAAGTAGCGTAAAAAACATCCAGCTGTATTTGT
AAAGAGTGTGAGATTCTTTCCATTATGTAAATTCTTTGTACCACATCAATCCAGTCCT
>McF0026J13-MGRbd1
TGCTTTATGTTCTGGTTACTTGTAAACCAGCTCCTATAAAATGGGGTATTTTAAACATAT
TTAGCATAATTTAAAGTATGAAACATAGAATAGTCGGATAGGGGTGGATATATTCGTAAA
CACTGAAAAGTAGGAGAGACGACTGGAAAGATGGAAACTTTGATTCCCACCATCAACCGG
CTGCAAGAGGTCTTTCAGACGGTCGGGACAGAGATCATACAGCTGCCTCAGATAGTCGTG
GTTGGGACTCAGAGCAGTGGAAAAAGCTCAGTGCTAGAGAGCCTGGTCGGAAGGGATTTT
TTGCCTCGGGGATCTGGAATAGTCACAAGACGACCCCTTGTGGTGCAGCTCGGCAATGTT
GCTCCACAACAGGAAAGGCTGAAGAATGAGCATGGAAATGGGCTTAAACAAAATATTCAA
AACAGCTACACAGGTGTCAAAGCTGAAGAATGGGGCACATTTCTGCATTGTAAGAACCAG
ATCTTCACAGATTTTCTGGAAATTCGTAAAGAAATCGAAGCAGAGACAGAGCGCACTTCG
GGGGACAACAAAGGAATCACTTG
>McF0026K08-MGRbd1
TATGACGTTCTGTCTCCTGGGGAAATGCAGCGCCTCTGTTTTGCACGGGTTTTCTACCTG
CAGCCGCAGGACGCTGTTTTAGACGAGGCCACCAGCGCTTTGACTGAAGACGCGGAGGCA
CAGCTGTACCGGACATGTAAGCAGCTGGGGATGACGTTAGACAGTCTTGGACACCGCAGC
AGCTTGGAGAAGTACCACGACATGCAGCTGAGGCTGTGCGGAGGAGGCCGCTTGGAGTTA
ACGAAGTTAAAAGGAGCTGGCTGGAGCTCTGACCACACTGAAGAAGACGGTTGACCTCAC
TAAACGGGCAGAAAACCTCTCAATTCATCTGCTAGAATATTCAAGTCCTTCACCTC
>McF0026K17-MGRbd1
CGNGGCGAATGTCAACGAGTATGAGGTGGAGTTTCTCTGCAACTACAAGAAGACTAAGGA
GGAAGAGGAGTTCTACTTGGTGAAGTGGAAGGGCTTCCCTGAGTCTGACAACACCTGGGA
ACCCAAGAGGAACCTCAAATGCTCAAAGCTGATAAAGCAGTTCCACCTGGACCTGGACCT
GGTGCTCAAGAGTCAAAAGAGGCGTGCCATACCCAAAAAGGTAGATAAAGAGGTCGCCTT
GTTCCTCATTCAGAAAGCCAAACTCCGTCAGAGTCTCCAGCGCTGGCAGGACCATCTGAA
TGACACTCGCAACCACCCCGGTCGCATTTTTGTCACAAATGACGTGGACCTAGAGGGCCC
TCCAAAGAACTTCACCTACATTAACAACTACAAAGTCGGCCCTGGCATTGTGTTGAATGA
GATGGCTGTAGGTTGTGACTGTAAAAACTGCCTGGAAGATCCAGTGAACGGCTGCTGTC
>McF0026L03-MGRbd1
GGGAGGACAGAACAGGTCTTCTACAGGCATTTAAGTAATGGGAGATATCCGCTGGTTGCT
CTAATTTCCTGAAACTGTGAGCACCGCCTGTCTGAGGAGGACACAAGAATAATATATATA
TTATAGCTCATCTGGCTGTGGTCTGGGTTATTTGCCCAAAAGGAGCCACCTTTAGGCAAA
CTGGAAAAACGGCGCCTCCTCCATCGTCACTCAGTCAGTGGATGCAGGGATGTTATTTTC
TGTCTGATGACTTTCTCTCCTTAGGGGTTTTCAATCACACCAACAAATCCCTCCATGCCA
AAAAAAAGCTTATTAAATATCACAAAAACAATTAAAAAAAAAATAATAATTTGAAAAGAA
ATTACATTTTAGATACCAGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0026L04-MGRbd1
AACTTTAGGAGTGAACCAGACATCATCCTGGAAATAAAATCGTCGCCTTATTCTTCCCCT
TCTGTCAGTCCACCACCAGTTGCCTCCCCACACAAACCATTCTCACACAGATTCGGAACA
TCGAAAAAGTCACTGCACTCGGCCAGAACCAGTCCCCCACAGACAGCCCTGGGTTCCTCG
GGGGCCTCCACCTCCACATCTCCTACTCTCACTCCAGCAGGGCGGCCAAGGAAGACCAAA
GAGCAACTGGATGTGTTGAAGCAGCACTTCTTGCAGTGTCAGTGGCCCACAAGTGCAGAT
TACACTGAACTTGGTAAACTTACCGGATTACCCAGAGCAGATGTTATTCAGTGGTTTGGT
GACACGCGGTATGCTGTCAAAAATGGCCAACTGCGCTGGGTCAAGGGCGTCCGCGATCAG
TTCCTGGCAGAACTTGCAAATCAACAAAGCAGCAGCGGTTTGACAAACAAAGGTGGGACG
ACCGCTA
>McF0026L10-MGRbd1
TGGTGGGGCTTTTGCTGAAATTGGAGGCTACAGTGCTCTCCTGGCCAAATACGGCTCTGC
TGTGCCCCATAACTACACCTCTTTGGACCCCCAGCGCTACAACATTTCCTCTCAGTGCTA
CACCCCAAGACAGGATGCCTTTACTCTGCTGAGGAACCCCACAACCGGAGACCTACCCTG



GCCTGGAGTGCTCTTTGGGATTTCAGGATCAGGGATCTGGTACTGGTGCTCTGACCAGGA
GCTTCCAGACCAGCAGACAGACTACGTTCCTCCTGCATGTAGGGGGTCTTTCCGGGGACC
TTTCCCAGTACAAGACTCCGGAGCAAGTTCCCAGAGAAGCATCTGAACCACCCACAATTG
GCCTCTCTAAATGTAGGAGAGTGGCAGGTCTACTCCAAGCTTGAAGGTAATTGTGCAGCG
GTGCCTTGCAGCTCGTAGTCTCACTCATGTGAAGGCAGGCTGCATCTTGTGTGGCTACCT
GAAGCTGCTCCCCATGTTCCTCATGGTGTTCCCCGGGATGATCAGCAGAATCCTGTACCC
AGATGAGGTTGG
>McF0026L13-MGRbd1
CNGGAGCAGTGGTATCAACGCAGAGTGGCCATTATGCCGGGGGGCCGGGCTGCTTTGGGG
GGGCTGTTTGTAAATGCCTATAAATATGTTTTGTATGTAAGCCTTTCCTAACGATCTGGA
GAAGATAGAAGTTATTTTTATATATTGCAGCAGATTTTTGTAAGTATTTTATACTTTTGA
TATGTTCTCTGTAAGACAAGAGTATTATGTAAAATATAGTTCTTTAGAAGCAAAAAAAAA
AAAAAAAAAAAAAAAAAAAACCTT
>McF0026L16-MGRbd1
CCCCTGCGGAGCTCAGGTTGGTCCTTCTCATCAGCAGCCATGGCGTTCTCCTGTGTTGCA
GCTCTCCTTGTTGTGCTGGCGGTCACTCATGGCGGCGGCTCTGTGCGAGCCTGGGGTTTT
GGACGTGAAGGCTGAGGAGGATGACGAAGGGGCAGAGGGCAACGTCAGGGCCGGACAAAC
TGTTCAAGGCTCAGAGCCTGCAAGCGAGCAGAGAGCACAGCTGTGAGTTTCCTCTGCAAG
GTCAGCGCTGCTCTGATCGCGTTCAGCCGACACGCCGCAGATTTCATCGATTCTAAGGAG
ACGCACGGCTGTGAGTCAACACTACACCTGCTGGTTTAACCAGGAGACTCACTGCAGAGA
AGAAGTCCAGTTGTTTTTATGCCGCCCCGCCTCAAAAAAAAGAAAATATTTCATTTCTTT
GGAGAAGCTGCAAATTCATTTTGCAGATTTCTGTTCTGCAGAAACAGGACCGGGCGGATG
AAAACTACTTTTAATCGCCTCCATCAACTCTGACATTTGTTTATTGACAGATTTTTGCAG
ATTTTTTTCTCAGATCTAAGTTAGAAAAACTGGGGGGCAGGG
>McF0026L19-MGRbd1
CTTTGATGGGCAGATCGACTATCTTGAACAGGTTGGATCCAGCAATTTTAAGGAGTCTGC
GCTCAGGAAGCAGGCTTTGTACCTAAAGGTTGATCCTTTATTGAGAGAGAGTCCAAAGAA
GCCTGCAGGTCCTACTGCCTCCATGCATGTTCCACCCCCTTCTGCCTTTGCCTCACGGCT
TGAAAGTCAGTCGGCTAGAAAAGAGCTGGTAACGGTCCTTCCAAACTATGACTGTAAACT
GCTGGAGGATGCTGCAGCATTAACTCCTGTCCTTGAGAGC
>McF0026L20-MGRbd1
GTCCTCTCACAAATCTGCAGCAAAGTGGATGAGGAAGGTGTTGAGGTTGCTGTGTGCCGT
CATGGGGTCTTGTTGAAAGGACTCAATATGTTCCGTGGAGAAATTTTTGCATATCCTCTC
TTTCTCCAAAAAGAACTTGCTGCTCAGAATGTAGGGTTTTTCTGCTCCGATGTGGTGTGC
AAATATTGGCCATATCTGCAGAAGGTTGTGCGCCACTGTCCTGAACTACAGGGGTTGGTG
ACAATGCATCCTTTCCTCTCAATCATGCATGCTAAAGCACATTCCTGGATGTGTGAGTTG
CAGTGGGGAGGTCGAAACCAAGAGGGAGCAGGAATAACAATGGGGGAGGAGGTTGAGCAA
GTGAACAGCTTCCTGTCTCGGGCAGCCATATGTTCTAAATACATGTCCAAAGCTGTACGC
ACAGATATCCTTACGATACAGGCTATTGGATGGAACAAGCGGAAGGTGGAAAAGCTTGAC
CAGATTCTAGCAAAAAGATACATCAAGACCGCACAAAGGATTTCTGAAGCATTGGCAGAT
CTTGATCAACTAACTAAAGAGCTGTCGATACAAGAAGACACTGTCCAGC
>McF0026M03-MGRbd1
ATTATGGCCGGGGTAAGTGGATTAATGTTATTGGTATACGAGTTGTTTTTTTGTTTGTTC
CTCCCCCCTCCTGGGTGTCCTGTTCCCCAGTTTGTCTCGGTGATGTCTCCATCGAGCTCC
AGGCTTGGCTGCTAGCTGGAGGCATCGCTAACTAGCCTAGCATGCTAGATTAAACCGATA
ACACCCAGACATTTTGAGCGAACTAAAGGTTAGGTCGGTGCTGATGCTTTCATTAATCAA
ATAAAAATGTTTTACAGTTTTAAAGGCGAAAGACAAGCTAGTAGCAACGCTTAAAATAGA
TAAATCACTCGCACTCAGAGATGCCCAACCGAACACAGCTTTGATCGAACTTTTTCAAAG
CCAAGTTTTGACACAAGTGGTTAAACTCCGATAGTTTGGTATCTTTAAGCTCAGATAATA
TTTTATTCAAAAAAAGTGACACGTCTGTAACAGTAAACGATAAACACAACATCGGATTTC
TTCTGAGTACGGGTAAATATAATTTATTCGACAAAAAACCTTTCACTAGCTTGGTA
>McF0026M06-MGRbd1
CGCTGGTTTCACTCGGGAGATGTTTGTTTAGAAGCGGGTCTGTAGCTCAGAGAACCATGA
CTGCGACTCAGCCGTACTGCTCAGTGGTGCCCTCCGGCAGCAGCGCGTGAACGGAGACGA
TCTTTACTATGAGCAGACGGGCAAAGGAAAGCATGCTGTGCTGCTCATACCGGGGGCTCT
GGGAAGCACAAGGACAGACTTTGGTCCTCAGCTGAAATGTCTGAACAAGGAACGCTTCAC
TGCAGTTTGCTGGGATCCTCGTGGTTATGGACAGGCCCGTCCCCCGGATCGAGACTTCCC
CCCTGACTTCTTTGATAGAGATGCTAAAGACGCAGTGGATCTGATGAAGACTCTGGGCTT
TGGCAACTTCTCTCTGCTGGGTTGGAGTGATGGAGGAATCACTGCTCTGATTGCAGCGGC
AACAAATCCTTGCTCTCATCAAAAAATTGGGTGTTTGGGGATCTAACGCCTTCGTTTCTC
AGGAAGACCTCAAACTTTACAACATGGTACGG
>McF0026M13-MGRbd1
GTACATCTTTGCTCGGGTGTCACTGTTCCAGAACTGCTTTGAGCTGACTCCTGCCTTCAA
CCAGCTCACTGCCAGGCCGCTCANGCTGCACATCAGACCACACGAATACTACAACCAGGA



ACAGCCTAGAGATGAGTCTGGGCAGCCAAACCAAGTGGTGAAGGACATGCCAGAGATGGC
AAATCTTGTGTACAACATGTACATGCACATGATGCATCGCTCCCAGAAGTACAGACAGGA
GCAGCAGCAGCAGAAGATGGCTTTGCCACCACAACAAACCAAGACGGATGCTGGAGCTGA
GGAAGCACCAGACAACTCCCAGAAACCACAAGATGACACCCCCATGGAGCAAGACACCCC
AGGAGACACGGGCTCCGAGCCAAACACAGGAGACACCAGCGAGGCCCCG
>McF0026N03-MGRbd1
TACCATGGAGACCTACAGCCCCAGTGGCCACATGTCCACCTGCACATACCAGGGCTTCTC
TTCCAGCCCTTGCTGCCCGTCGGGCG
>McF0026N08-MGRbd1
GGNCATTATGGCCGGGGGAGTGTGGAGTTGGGATGCAGTGAAGGAGCGCGTGCAGAGATC
CAGAATGGCTTTGGGGATTGTTGGTGACGCTGTGGCCGCTGTCGGGGGCCTCATTGCTGG
GGTTCTGAACTACATGACTGACATGTTTCTGTCAGCTCCCTTGAAAGCCACGCTCAACCA
TCTGGAGGACACGGAGCTCAAAACCTTGACGGGCGAAATCAAGACTTTCAAGGCCAAGTG
TCTGTGGGAAAAGGCTGGAGCTGTCATCATGGCAGTACGCCGTCCTGGATGATTTTTGTG
CAGAGAGGAGGCTGCTGAGCTGTCCTCTCTGAAACCCCAGCTTGACCAGCTGGGGGTCTC
TCTGTATGCTGTTGTGAAGCTGACTCTTATACACAAGTAGCGTCCTGAACGGAACCTTTC
CCGTTTTCCAGGATCTGATCTTCCATGTGACCTCCTAACATGGTAACGTTCATGATAACT
TCTGCTCTTCATCGTGCGGCCGACTGGGCTAAATCTGTGTTCTCTTCGGCGGCGCTGGGT
GATCCTCGCCGTACTGCCCGCTTGGTTAACGTCGCCGCCCAATTGGCAAAATATTCTGGT
AAATCAATAACCATCTCATCAGAGGGTAGTGAAGCCATGCAGGAAGGCG
>McF0026O01-MGRbd1
GCTCGCAACCCCAAGAGAAAACCTCGTCTGATGGAGGAGGACGATCTCCCCAACTGGATC
TTAAAAGATGACGCCGAGGTTGAGAGGCTAACCTGCGAAGAGGAGGAGGAGAAGATGTTC
GGCAGGGGGTCCCGCCAGCGGAAGGAGGTGGACTACAGCGACTCGCTCACAGAGAAGCAA
TGGCTGAAGGCCATCGAAGAAGGTAATCTGGAGGACATGGAGGAAGAGGTGCGCCACAAG
AAGACAACCAGAAAACGGAGGAGAGATCGGGACCACGACGGTGGGTCCTCCTCGCTGGGC
TCCAGCAGCCGGGGACGGGACAAGGATGAGGAGGTGAAGAAAGCCAAGAAACGAGGCCGC
CCGCCTGCAGAGAAGCTCTCCCCCAATCCTCTGTCCCTCACCANGAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAACAT
>McF0026O17-MGRbd1
CTTTTAAATTTTCTACGCGAGAACATCGACGACAGGTTTTCTGAGGTCACCATGGCAACC
ACACCTCAGGGTGCGGATGAGGAAAAGCAGAATCTGGGCCCCAGTGAGCACCTCACGAAT
GCGTGCAGGGATTGGTCCAAAGATCTGACAGAGGAGGTTAAAGTGAGACTGGATGGTACA
CTCCAAGAGTTTCTGCAGAACTACAAGAGCAGGGAGGAAGACCAGAGCAACAAAGATTTG
GTCGAAGAGTGTTGTCGTCAAGCCGGGATCTACTATTTTAGGATTTTGAAGAACATGATG
GAGAGGCGGGTCATCAGTGACAACTCTGGACTTTTGTCAAATGGTTTCCACCGTTGTCTG
GTGGCGTGCTGTCTGGAGGTCCACATAGCTTCAAACCACCTACCGTGTGATTTCCCCCAG
CTTCTTCGCATCCTCCAGCTCACGCCCTACCACCTGGTAAAGGTGATTGAGCTTGTGAGG
ACGCTCGATCAGCACTATCATGTCTGCAAGTCCCTCTCTCAAGTGAAACAACAAATCCTG
GAGAGCTTGGCCTGGACC
>McF0026O21-MGRbd1
CTTTGGCTTATCGAAGAAGATCTACAGCGGGGATTATTACCGGCAGGCGAGAATTGCCAA
AATGCCCGTAAAGTGGATTGCAGTGGAGAGTCTGGCTGACAGAGTTTTTACTGTAAAGAG
CGATGTGTGGGCGTTTGGAGTGACCATGTGGGAAATTGCCACACGCGGCATGACGCCATA
CCCCGGAGTGCAGAACCACGAGATTTATGACCATCTCATTGAAGGGCACAGACTCAAGCA
GCCACCAGACTGTTTGGATGAACTGTATGAGATCATGTATAGCTGCTGGAGAACGGACCC
GATGGACCGCCCCTTGTTTACCCAACTGCGGGAAATGTTGGAGAAGTTGGTGGAGAAGCT
TCCGGAGACAACCAGCAGAGAAGAAACCATTTATATCAACACCAGCTTTCCTGAGGAGGA
CCCCGACGGGNACGCGCTGTTTGCTGAGCAGCCAGTCTTAAGCTCCTCCCCTTCCTGCAG
CCATAAGGCAGCAAAAAACACTGTAGTCA
>McF0026P09-MGRbd1
GACTCCCAAACTTAGCAGAGAATTTCACTTTGCTCCAAATATAACGTATTCCGTGTTAAT
CTTGTGGTTGAGAAGTCTAAGAAGACGTAGGAAGGAAAGGAGGGAGAGGAGGAGATGAGC
TCTCTGAGGCTGAAGGAGTTGTCCACTTCAGACTTGTACAGACGGAGACAGGAGAAAGCA
GACAGCTATGGGAGTCTGGGACAGGACAGCCTCAGCAACATGGCCAACGCTCTGGCAAAC
GCCATGTGTGAACGCTGCAAGAGCGGCTTCGCTCCAGCCGAGAAAATTGTGAACAGCAAC
GGGGAGCTTTACCACGAACAGTGCTTTGTCTGTGCACAGTGGTTCCAGCAGTTCCCAGAG
GGGCTCTTCTATGAGTTCGAAGGCAGGAAGTACTGTGAGCACGACTTCCAGATGCTTTTC
GCTCCTTGGTGCCATCAGTGTGGCGAGTTCATTATCGGCCGTGTGATCAAGGCGATGAAC
AACAGCTGGCAT
>McF0026P22-MGRbd1
AGTGCAGACAGCTAACCGACTGGAGTTTCACAACGGGAACGATTTTTCATGGAATCTAGC
AGAACCTGCAGGTTTAAAAAGCGTCTGAAGATGCTTAGGGAGCATCACAAAAGGTGCCAG
AAGAGGTACACAGAGGGCCTGAAGACCAAACATCTACCTGTGCAGGAATTGGAACCAGAC



ACCAACACCATTGCCTGTGTCCAAAGAGAAGAGTCAGATGCAGATGAGCCAGAGGTTCCT
CCCCTGACAAGAACAGACAGTGTATTTCTCACTAAAGACTACTGTACCAAGCATGCCATC
GTTCAAGATCTGTCAGACGTCCCCTCAAGCTGCATAGAAACAACAGGTGATGACGATGAG
TACCTCCCACCAAAGATGCAGCACAGTAGTTCTGACGAATCAATAGATTTTCCAACAAAA
ATTCCATCTAAAAGGAGGCGGGGGAAAGCTCAGAAGTCATACAAAAGGCAAAAGCAGAGT
CGTACCCCTTCTGATGACTCTAACCACTCAGAACATGAGGAGCCATCTTTGAACTCGGAA
AAGGTTTCTGTATTGAAACTGAAAAAAAAAGGAAATGGTGGTAGAGTCTATAATAAACGA
CATTATTGTCTTTATTGTCCTGTTAGCTGCTATA
>McF0027A03-MGRbd1
AGAGGAATGGCAGACGTTAGAGTGTTTTCGAAGAGCCTGAGTTGTGTTCCGAAGTTCACC
AGCACCGATGTGATGAGGAGTGTAAAGATGCATTCGTCCACTAAAGGAAACAAATTGGAC
AAGGGATATAAATTCGTCCACGAAGAGTTTATCCACCATTACCAAGAGCGCACATTATTC
ACAGCTGGTTTGCAGGCTGCTCCATCCCCCTGGCCTGCACGAGTGACTTGCAAAGACGGC
ACAGACCAAGAGCACAGGGAATCCATCCTGAACCGGTTAGTGAGCTGGTGGTGCAAAGGC
CCAAAACAGGTGGCAGGGACGGTCTGAGGTCCACACTGTACAAGGCATATACAGGACCAC
AGCCAGATCCATATATGATGGCATCTGGAAGCAGATTATGCCAGGTGCAGCCCCCTGAGA
TGGAATGAAAGAGAACTTGGATATATATTATGGCAAATACATGAATGCATACCTTAAATT
ACACTTATCTTGTCTTTAACAATCAGTTC
>McF0027A06-MGRbd1
ACGGATTGTTGCCCGGTTAGTTCTAGCAAGGTTTGTGTCGCACTTTCCAGCCGGCAAAAT
AAGTCTTGGTGCACGGAGGCCATCTGTGTAAGCGCTTTGGCTTGATGCTCCAACATGACG
CCCTGTTGTTTGACTGCCAGGCGGAGTCCTTCCGGGTCAGCTGGGTCCGGATGATGGCCA
GTTCGTTCTGTCATGGTCAGAACACGAGACGGACCCAGATGCTGGAACCCAGTACGAGGA
GACAGGTGTCTGGAAGGTACAGAGTGATGGTGGAGAGTAGCATGGCCAGCTCTGATGATA
TTAGCTTTGAATGTGGCGATGTCATCCAGCTGCTGCATGAGGAATCGTCAGGAATGTGGA
GGGTAAAGAATATCAGTCGTGGTGAAGAGGGTCGTGTTCATCCTGAGGATTTGCACAGGA
TTCTGGGAGAGACCAGCTGAGAGGCAATCATAAGAAATGTATGATGACACAGTGCTTCTG
ATGAGTGCACTCTTTTTCTGTTTGTGTCACTTATTTGGCCCTCTCGTTGCTCGAACACCC
CATTGCGCTCACAGACCTCCATATTCCATCAACATGCTAAATAAATGTGGGC
>McF0027A08-MGRbd1
AGAACAGGAAGGAGCAGTTAAAAGAGCTGAGAGAAACAATGTCGGAGCTGCAGGAGGAGC
TGAGGAACCACCGACATCGACTCAAGGTTCTGGAGATGCAGGGTGGCCACTAACTCCCTG
AAAGCCCACAGCTTGTTAGGGCCGGACGACATCGTCTGGTTCTCCTGGAAGGACTCGGAT
TTCTACTCTCTGAAGGCGGTGACCATGATGATACGGCCACGCAGCTTCAGGCCACGCGTC
TCACCATAAGGACGCAGAATCATCCGTTATCAACTCATCATTGCTTGTTTTGCCAAAAGT
CCTGAACACATGGAAATGATCACCCATGGCATTTAAGCCTCGATGTTTTTCTTTTTCCTT
TTATCAAAGGGACAAATTATCCAGAGGCT
>McF0027A16-MGRbd1
CCCGGGCATTATGGCCGGGGACTCTCTGTTCGAACGAACATAACTTTCTCGAGAGGTCGT
CTAAAGTTGGGCAAATTTTTTAAAAACTTACTCGACATATTTGTCGTTTGACTTCCATCC
CATTTTTCTTTTGACCGTGCGGTATTCACCGAAATTTATTCGGCAAAAACTTCGGTCGTG
AAAAACCACTTCGCAGATTTTAAGGAACCATCGTCCAGAACGAGGAGGAGCTCTGTCGTC
AGCGCAGACTGCTGGATAGCAGCTGGAACCCGCAGCTGCAGCTACACATAGTTGTCCTCC
CCCAGTGTTGGATGACTGAAGAGGAAGATCTCTGCATCCAGCAGAGGAACTTCAGAGTGG
AACAGGAGGAACAAGGACCTGCACAGATTAAAGAGGAACCAGACGAACTTTTTAGCAGTC
AGGATGAAGAGCATCTTGATCTGAAGCAGGAGACTGATACCTTGATGGAGATTCCTACTT
ATGAGGAAGATGAGAACAGTGAAGCAGATCTAAACAATCAGCAGAGCTTTAATGTTAAAA
GTCAGGATGAAGAAAGAAACCAACATGAAGAATCAACATCAACTACAGATGAAGAAACAG
AATCAACATCAACTACAGATGAAGAGACAGAATCAACATCAACTACAGATGAAGAGACAG
ACCCTCAGAACAGAGATCAGAGGAAGAGGAGAGACAGAAGACATGTCCAAAG
>McF0027A20-MGRbd1
GGCATTATGGCCGGGGGCACTGTTCATCTGTGTATCTCTGAGCCCGCTGCTGTCGTGCGG
TGATTTATTTTTCAAACATTTTTGTTGTTGTTTTTCTTTTGCCCTCATGGATATGCTCCG
CGCTTGCGTCCTGTGCGCCGCTCTCCTCAGCCTCTCCAAGGCTTTTACGCACCAGGATAT
GAAGGATGCGCTCCTGCAGAAACTCGGGCTGGATGAAGTTCCTAAAATCCAAAAGAGGGA
TTTGGAGAACCTGGTTGTTCCAGCTCATATCCGAAATAAGTATGTGTCCATGCTGAAGAT
GCACCACAGCAGGAAGCGCAGGTCTTTGCCCAGTCTGGCTGGCATTCTGAGAGGAATCCC
TGGCAATGCAGACATCTCCGGGGAGTTTGTGTACTCTGACACGACTCGGCATCGCATGTT
GTTCGACATGGAGG
>McF0027B04-MGRbd1
ATGGCCGGGGGGCGGCTGTTTAGCTCAGGCAGTAGAGCAAGTCGTTCAACAACCGAAGCT
TCGGCGGATCGAGCCCTGCTCTCCCCAGCCTGCAGTCGCCCCCCCCCCGAGCCCGGGTAG
CCTGCAGCTCACCGCTCCCCCCAGGGGATGGGTCAGATGCGGAGAAAGAATTTCCCCATT
GTGGGATAAATAAAGGACATTTAAAAAAAAAAAAAAAAAAACCCNAAAAAAAAAAAAAAA



AAAAAAAAAAAACCT
>McF0027B05-MGRbd1
CAGATGGGGGGACGATGTCGGTGTCTGCTGTTAGGCCTTCATCCCCTCAAACCCAACCAC
CGGGCCAGTCCCAGGCTCAGCCTCAGAGACAGGTCAGCGACGTCTACTCCAACACTCTGC
CTGTCCGCAGGCCCGCCCCCGCCAAGAATAAAAACCCAGTGGGCGAGACAAGGACCCTGC
CAAGGTCCAGTTCCATGGCAGCGGGACTGGAGAAAAACGGCCGCTCCCGTGTTCAGGCCA
TCTTCTCCCATGCTGCAGGAGATAACAGCACCCTGCTCAGTTTCTCAGAGGGAGATGTCA
TCACCCTGCTAGTGCCTGAGGCACGCGATGGCTGGCACTATGGAGAGAATGAGAAAAACA
AGATGCGCGGATGGTTCCCATTCTCCTACACGCGGGTGCTGCCTGAAAGTGACGGCGACA
AGCTCAGAGTGAACCTACACCATGGGAAAAGCAGCAGCACG
>McF0027B10-MGRbd1
NGGAGCGCAAGGTTTCCTACGCAACGTTCATCGGCGTAGGGTGAGTCGGCCCCTAAGGCG
AGGCAGAGATGCGTAGCTGATGGGAAACAGGTAAATATTCCTGTACCGATCAATAGTGCG
ATGTGGGGACGGAGAAGG
>McF0027B16-MGRbd1
ATCTTTTTAACGTGAAGAATGTCCTCTCTGTATCCAGTGAGTCTTTCAAGCTGTGATCTG
TTTCGAAGTGTCTGCAATGATGGAAGTCACTTCAAACTGAATGGATGAGTGGCTTGGATG
CCTGAAAATACCGAAGCCTAAAGGCTACACAGAGTGAGGCCATGGTGCAGAAGTCCCTTG
GACTTCGCGGATTGGGGGTGGAATGCAGAAAAATGTCACACCTGGATGCAGTCTGGTCTG
TTTTCACACGCAGTCCTCTCAACAGCGAACCAAAGACCAAAACAGATCAAACCGCCCAGA
AAAATCTCACAGTCACAACAGCTGCTCTTTCAGGGAGGCACCAGCCGGGACCGGTACTGA
TCAGAACAAGAGAAAAGCAGCTAGTCCTGCAGGTCCTTTGACTACCGGGTATTCAAAAGC
ACCTGCACTACATTGTGTTAACCCTCAAAATACCTTCTCCCCCTATTATAATTTGTATTT
CTTCAGGTTCACTCATTTTTCCCCCACTATTAAGGCACAACACTTACCTGGA
>McF0027B18-MGRbd1
TTACTTTGGAGAGCTGAACTTCAACAGAAACTTCTGTAAAGACCATCCGGGATGTCAGCT
GTGACAACTGTGCTAAACCCAACCAATATCAGATGAAGAACGTGACTGAAGATGTCAAGA
AGATTGTGAGGTTTGTCCAGGAGAACTGTGAGAAAGTTGGATCCAGGTTTGGCAAGACAG
CTCAGCAGAATAGACTGACGCTAAACATGCTGGTTGACATCTTCATAGGGTCTAAATCTG
CCAAAATCCAGACGGGGATGTTTGGAATGGGAGGAGCTTACTCTCGCCATAATGCTGACC
GGCTTTTCAAGAAACTGGGTCTGGAAAACATCCTGGGGGAGGACCTCTACATCACCAACA
ATGGCCAAGCCGTGGCTTACATCTCTGCTGGACCAAAAGCAATGAACGTGCTGTCAGG
>McF0027B23-MGRbd1
TATGGCCGGGGAGACACTTCCTTTCTCGAGCTGTTTGTTTACTTCCTGCGTGTATTCAGT
CAAACTAAACTAACTGAAGTGAAGTTCCCGGTTGGAGTTCAGGAGAAGCGCCATCGTAGT
CCGCGTGTGGCGTTAGCTTAAAACGCTCGCATGTCTACGTTCATGGAGGACTCGCTGTTT
AAAGACAACCCGCTTCTTTTGCCTGTGAACGAGCAGAAAACGGTTTATGATGGATTCATC
TCTGTGCAGGACAAAGATCTACGAATCCGGATAATTCTGCCTCCAGATTTGCAGCTGAAG
AAGGCCAAACTGCACTGCGGTTGGGAGCTAAGACACCTGCTGCGGGGATATGAGGCCATC
GTCAAGCAGCGGCTCCAGCAGTCGGCCGATCTCTCCGGCTTCATTCTAGAGTTGAAGACT
GTGCTGGAAGTGGGTCTGAAGAGCCGTCCTGAGTGCTGCTCCATCCCTCCTCCTCAGTAT
TACGCTCAGATAATCTCTGAGATGGAGACCCTTNGGTGGGACAAGATGGTCCACATAGAC
ATGGAGTTCCAAACACTGAAACTGAAGGCAGAGGA
>McF0027C01-MGRbd1
ACTGGAATCCCATCAGATGTGTGGCGGGTCTATCTCCTATATGTTCGTCCAGAGGGGCAA
GATTCAGCTTTCTCATGGGCTGACATGGCCATGAAGAACAACTCTGAACTTCTCAACAAC
CTGGGCAACTTCATTAACAGAGCCGGCATGTTTGTTACCAAGTTCTTTGAAGGATGTGTG
CCCGTGATGGAGCTCCAGCGCGAGGACAAGGAGCTCTTGGCTGTGGTGGGCTGGGAGCTG
CAGCAGTACATTCAACTTATGGACAAAGTCAAAATCCGGGATGCCCTCAAACACATCCTT
AATATCTCTCGCCATGGAAACCAGTACATCCAAGTCAATCAACCTTGGAAGAAGATCAAG
GGAGAAGAATCAGAAAGGCTTCGCGCTGGCACTGTGACTGGTGTGGCTGTGAACATTGCC
TGCTTACTGTCAGTGATGCTGTTGCCGTACATGCCACTGGTCAGCCAAACCATCCGGGAT
CAGCTCAACGCTCCTCAGTCTTGCGTCTACACCATGTT
>McF0027C02-MGRbd1
CGGGGATTTCCTGGTTGCATAAAAATAATAACAGTTGAATTCGTAGTTTTTCCTATGCTT
CCACTTTAAACTGTTGATTTTTCTTTGAGCCCAGAATGTTTAAAGGGTTAGGAACGTGGT
TGGGTCTAGAGAACCTGGCGCAAACGAAGACGCAGGAGGACGCAGAAGAGCAGAATGTGG
TCCAGGAAGTGAAGGAAGAGGCANAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0027C05-MGRbd1
ACAGAGGTGTAGACTTTTGATCATTTTTACGCATTTCTGAGACCCTGCAGCATCCATCAT
CCTCACAACAAAGTGCCTTTAGCCAACTGTGTTCTGTTTTTTTGTAAATGATCATACATC
TGACTTCTTTTTGTTTGTTTCTGATTGAAATTGCTCGTTTTGGAGCAAGTTTTGTCTTAA
AATTGAACCCTCCNGGGTACAGAAATTATTTTCATAAGAGAAACCATGTATTTTATTTAA
ACTCACGTTTGAATAAAAGTCGATTGTTTTGACAGCNNAAAAAAAAAAAAAAAAAAAAAA



AAAAAAAAAAAAATGGTCAAAAAAAAAAAAAAAAAAAAAAAA
>McF0027C21-MGRbd1
TCTAGAGGCCGAGGGGGGCAACATGNTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGGGCA
GCTCATGCACAGACAGCTTTG
>McF0027C22-MGRbd1
AGTCCCGCACACATCGCGGCTCCCCACTCCAGCCTCCTCTCTCTCCCACCTGTCCGCAGA
ATCGGCGCGCGCTCAGCTCACCGTTACGCACCGGAACAATAAGGTCCGTTTTCACATTGG
GGATCATCAGAGGCTGACTGTCACAATGGACCTCTGTCTTATCAATGCAGCCTTTCATTT
TACTGTGAAGCTCATAAACAAACCCAGTATACCTAGCTAGCAATAGATGTTGTTTTTTTC
TTCATTTACACTCTCAGATTGGAGCCAAAGTGTTATTTTTTATTTTTATAGCTTCTTTAA
AAGAGAATTTTACCTCAAACCATTAAAAAAATAGTTCATTTTTTCCCCCAGTCTGAAACT
ATTTGAAGTAGTGATGGATACGACTACCCTGG
>McF0027D03-MGRbd1
CGGGGCAACAAAACCTGACAACCAAGAGAGTGGCTGTAGATGGAGGGGGTGTCAAAGCTT
GATGCTAAGGAACGAAAAAATCTTCCTAAATGTTTGTTCTGATTGTTTTCCTGTGTTTTT
TTCCCTTCATAGTTAATGCTTGGATGATGAGAGGGTTATCAGCCACAGACACGATCAGTG
TTGAGCCCACCTCCCCCTGGAGGAGGAGAATCTGCAATGAGTCTCGTCTACAGTGGGAGG
TGGAGGTCTGCGGGGAGGACTTCAAGCGAAACATGGCCCACATAGATCCACAGCACTGGT
GCAACCTCACGCACTTCATCAGTGAGTACCACCTCTTCACCCTCTGTACAGAGAATAAGT
CCCAAAATGTCAACTGCTACTGGCCCAATCCCCTGGTGGAGAGCTACATCATCCGCATAC
ACAAGCACTTTTTCTCTAACTGCACCTTGGAGCAGGTGGTGTGGTTTGACCCCCCGGACG
ACACCCTTGCCATCCTCATCCTCATCCCGGTTTTCCTCACCTTAGCCATGATAGCTCTGG
TTGTTTGGTGCAGCAAGAGAAGCGATATTCTGGCTTAGCTCACCAAAGAGGACAAGAGAG
GGT
>McF0027D05-MGRbd1
GGCTGGGAGACCAGTTTTATTACCTCTTTGGCTTCTTGTTCCTGGTCTTCATCATCCTGG
TGGTGTCCTGCTCTCAGATCAGCATCGTCATGGTTTATTTCCAGCTCTGTGCAGAGGACT
ACAGGTGGTGGTGGAGAACGTTCGTGGTGTCAGGCGGCTCCCGTTTCTACGTTCTTATTT
ATGCCATCTTTTACTTTGTCAACAAGCTGGACATTGTGGAGTTCATCCCCTCCCTGCTGT
ACTTCGGTTACACCGCCATGATGGTGATTTCTTTCTGGCTGCTGACGGGCACGATCGGCT
TCTACGCCGCCTACATGTTCATCGGGAAGATCTACGCCGCCGTCAAGATCGACTGAGGCT
CCCCGCAGTTTTTGATTTTTCTCACATTTAGGTTTTTGTATTTTTTTATTTTGCACTCTT
>McF0027E03-MGRbd1
TTATGGCGTTTGCAGGGACAATGATAGGCAACAGAGTTTTTGTTGTTTTGCTTATTTTAC
GGTTAAGTTTTTGCCCGTGTTTAGTTGGGGGGACAAACGAATATAAAAGACAGTTGACCC
TGCAGTTGAACCCAAACTCAACATCAGTGCCACCTGGTGGTGACTTGCTGCATGTGCGAG
CTGTGGGAGATAACGACACGCTGCATTTCCTGTGGTGCAGCCAGGGGGCGCCAACGTTGC
TGATAGTTCACACCAACACAAGCAACTCTTTAGTTCAGGTTTGACAGTAGTGTATTTTTT
TATGAAGTATTTGTAGTATTAATGATTAAATTAAGGAAAAAAAAAAAAAAAGAAAAAAAA
AAAAACCTT
>McF0027E09-MGRbd1
TTCTAGATGCCGAGGCGCCGACATGNTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT
TTTTTTTATCTTTCCTTTTTTATTATTATTTTTTTTAGCCAGTTAATCCACTGGGCTAAT
AAAGTCTGAAAAAGTCTAAGAAAAACTAAACACATACTGTAAAAGACAAAATAAGTCTTC
GTTTAAGGTTTTAGCCATACACAAGGTTTTTTTTAAACAACAGTATACATATTTATATTG
GGGTTTGGA
>McF0027E14-MGRbd1
AACGGTTCCAGCTGTTTCTCATCTTTATTTGTGAAGCAGATGCTGAAAGGCTTTTCAGAA
ACGAGGCCTCTGGTCTCAGGTGTTCGGCCTGAAGACGGCGGGGGCGGGTTCTGCCCCGCA
CGGCCGAACCCGGCGCTCCCCGTCAAGAAGCTGTTCCTGACACAGCTCCAAACGTCAGAG
AGGTACTGGACTCTAATCTCTAAACTCAGATCTGAATGATGATGCCACCTGATTGGCTCT
TTCCACTCTGGAGAAGCGTCACGAGTGGAGGCGGTTCCTCCTCTTCCTCGTGTCGGTGAC
TGTATCTGAGAACTGGACCGGGTGAGCTTAGAAAACGGCTCCGACCACATGAAGTCGCTT
CAGTCGCGGATGGCACCATGTTGGAGCCAGACGTCATCGGTAAGCCCCGACGGGTCTAAG
CTGGTCTCATTGGCTCATTGTTTCTACGGCAACCCCTCTGGCCAATCAGGAGGGAGCTTG
TTGGAATTCCACACCCCTACCACTTGAAAGACACCTACTTTTACTGCTGAGGCGTCTGAT
TATAACTTGCACTGC
>McF0027E19-MGRbd1
CNGGGCAGTCCACACCATCAGCACCAGCAGCTCAGTGGACACTCACTGGGAATGACACAC
TCCCCTGCCATTTCACAGGGATATGCTCCTTCCCTCCAGTCTGACTATCAGCCAATGGGA
GGGGGTATGCTGAACAGTGGATCGGTGATGTCATCATCAGTGGACTACCACCAGCTGGGT
CGACACACTCCCAACCACCACCCTTCTTTGGACTGGAGCACTGATTACCATGGCAACGGG
AGCCTGCAGAGAGACAAGCCCCTGTATCTGAGCTAATCTCAGGATGAAACCACACCAAAC
TTCAACCCTTCCACTGCCACAACCTCCCGCCTGGTCCTAACCTCAAACCCCATGTGAACA



GAAACACACACTGGGCACTTGCAGACAAACCTGGGGCAGAAACCTGAGTTCAGCACTTAA
AAAAAGACCTAAGCGGAAGAATTCTAGAACAATTTCTGTCCTTAAGGTAGAACAGTGTCA
AGAAGGGATAAAAATGTCTGTTTTTGGCTGCACGTTTTTCACACGCTCGTGTATATCTAC
CACTTAAAAAGAAACTGTCCAGACCCACCAAGAGATGGGCAGGTCCTGTGCTGTGATCCA
TGCCGATGTACATACTCCAAACTTTAAGTTCTTTTCTGCTCGCATTTTTTAATTATTATT
ATTATGTAAGAATGATGTAAACCATCAGTCCC
>McF0027E20-MGRbd1
ATTTTTCACAGATCCCGAGCACTGAACAGATTTGCAAAATGGAAGTCAGCAAAACAATGA
CGTCAATGTGTCAATGATGGAGAAGTCCTTTTCACGTGGAAGGCAGGATGTTGTCGTAGA
GGCACCCATCATTCCTGATTTCAAAACAAGGTGGCCAGCACTCCTCAGCGTGGGTCAGTT
GAATGCAGAGTTCCAGAGAATCACAACAGTCCAGCTGCACTCAAAGTTCTTCATGGAATT
GGATGATCTGTCTCCTCGTCTCTTGAAGGTGTATGCCAAGAAAGGTGGTTTACAGGGACA
GAAGCTGGTACCCATGACCCAGAGTGATGACACAGATGTAAGACCTGAATGCATCCTCAA
GCGGCTTTGTGTTGACATGAACCAAGATCCAGAGAGGCTGGTGAGAGAACACAAGAGTGA
TGAAAACACAGAAGAGGCTCTGGCAGATACAGTCTTGGGGATCTTTGCCATCCGACACAC
TGGTGCAGACCCAAGTGATGACCTTGAGAATGTTGGGATTATTTTGGAAGGAGTGAAAGT
CATAAATGACTTAAAATATGTAAGTCTTGCAGTATTACGGCTG
>McF0027E23-MGRbd1
TGCTGTGGTCGACCCTTGTTTGTGTTTAACACACACCAACTGTGGAGACTCTGAGAGCGG
CGTGCTGGGAGTCCGTACGGCTGTTTTTGCCTCTTGGGTATAAAGCAGGATCACAGCAAA
ACACTCGAAAGAAGTAAACTGCAAAAGAGCAGAAGTTCACATGCAGGCGGCTTTGCTAGC
AACTGTAATGATGCTTTAAATACAGGCTATAGTTCAAACCCAGAGCTGTGTTCAGTTTAG
CCATCAGCCGATGTTTTGACAGTCGCCGGTTCGCCTAAATTGGATTAAAACTCCACGTCA
TTCATATTTACCGACAAGAATGCTAGCTGTTGCGTTTTGCTTTTGCTAAAGAGCTTCCGG
CTAAAAACGTCAGCCGTTTGGCGTCTGCTTTACTGTCAGAATCTGGGAGCGTCGTACGGC
CTGCAGTTTCTACGGCACATTTTCACAGAGCCTTGCAGTTTTGGTCCGGTTTTAGCAGGT
TTCCGAATTTGAAAACTTGGCGCAGTAGCGCATCGACATGATCTCACACTTC
>McF0027F05-MGRbd1
TATGACTCCAGAGGGAAGCACGATTTCATCGGCGAGTTCTACGCCACTTTCAGGGAAATG
CAGAAAATTTCCAGTGGAAATAAGGTGACATGGGACTGTGTGAACCCCAAATACAAGCAG
AAGAAGAGGAATTATAAAAATTCAGGGGTTGTCATCCTCAACGACCTCAAGCTCCACAGA
GTGTACTCCTTCTTAGATTACATCATGGGAGGATGCCAGATTCATTTTACGGTTGCTATT
GACTTCACAGCCTCCAACGGAGACCCAAGGAACAGCTGCTCATTGCACTACATCAACCCC
TACCAGCCTAACGAGTACCTGAAGGCGCTGATAGCCGTTGGTGAGATCTGTCAAGACTAT
GACAGGTGTGTCAATCTTCTGTTTCTCAGAAAAGGCTCTGTGGAGCCTGCGGGAACTGTG
AGTGTCTCTTTTGATGCAGAGTACAGTTACAGAGTGCTCCACGTTTGCCATTTCGCTGGA
CTCTCTTCTCACTGAAATGAGCCACTCCATCCATACCACAGCAAAAGGACCATAATGGGA
AATGTGGAGTGCAAATACAGACTCCTGCAGCATATTGCATTTCGGCTTGCCAGGGT
>McF0027F11-MGRbd1
CCCGGCCATTATGGCCGGGATAATAGTTTTGAGCCTTATATTGAAGTCCAAAGCCTTGCG
AACATTTCAATGTTTGAACTGTGTCTCTACCTACAAGTATGTGGAAGTTATATTGGTTGA
AAGAAACTACAGTTTCAAATTTGAAAAACACAAAATGGCTGCCATGCAGTTTCCATCCCA
TAATGATTTCAAACTTTGATGTAATATTCCAAAGCACTAAGAATTTAACAGTGAAAGTAC
GGTCACTTCCTCCAGAAAGGGGCATTCTGTCTTATGTTCAACCTCATGACTAATTCTCTC
AACTTTGCATGGGTCATGAATCTTAGCATACTCATCCATGTATAATTGAGAGCTGTGCTG
ATCATCAGCTAGATAGCTGGATGACACAGCATTTTATTGTCTTTGAACAACTAACGTGTG
GCGTAACAACATGATAGTCAATTCTCGTAACAGCCACCTAACTCATGGTTTGGGAATCAA
CACTTCCCATGAGCCTTAGCGGCCGTGGGCGACGCTTGTTCACAAAATGGCTGAAGCACA
TGTTTGAACTGCAGCTTCCAGCTACGAGGAG
>McF0027F13-MGRbd1
TAGCAAAACTATTTCCTATCTGTGTAACATAGACAAAATAGAGAAACCCCAAAGTGTCTC
TAAAGCTAAAAGTTGAACGCTGGTATGCCCCCTTCCCACCCACACTCTATCATGACTAGA
ATGCTGTCTTAATACACCTGCCTTTTTGTTTTAGTTTTTTTTGTTTTTCACTTTACCACC
ATCTCATAGCACACATACCCTAATAGCTGGTGCTGTCTCCGTCTGGCTCTTGGAGCTGCT
GTAAAATCTCCGGCGTGTCTGACTTTTTACAAGGAAGGATCAAGAACAGGGGCAGCACAA
ACTGAAGGATAAGCGTGTGGTAGGGTTGGTCATCATTTTCAAAATACTTACTATTAATTC
CAATGGCCTAAATCTAAAACCGGTTCTTTAACAATATATTTTTTTCCAAAAAAAAAAAAA
AAAAAAAAAAAAAAAACCTT
>McF0027F17-MGRbd1
GCACGGACAGACCGAAAAACAAGCCGAGTTGGCTTCTTAGCTTAGCCGTGTAGCTAAGAG
TTACAACCATGTGGTTGGAGTATAGCCAAAAAGCGGAAACCAACGTAATAAACCCATCAA
CATCTTACAGATGTTACTTCGAAACTACATTCCAGGTGGCCCGTCTTTGCTCCTGTCCTT
GGCCGTGGACCTCGCCTCTGGTTCGTTTCGCGCTCCCAGCCGTCCCCCAGTACCATCTGG
ATGAAGCCTATTTGCTACACTATTCAAACATACCTACCATAGAAAGAAGACCAGGAGCAG



AGTGCTTGTGCTTGAAGTTTTCATCTGCAAAAGGTCCTCTGTAGATACTGCAGACGCCGG
TTCCATCCCCCTGCAGAACAACTATTCTCAGCAGAGCTCTTGAGATGTAATTCAGCTTTC
AACCACAAGAGGGAGAAAGCTTTCCTTTCCTGCCATCATTAGATTTCAGAGCAACATTTA
ATTGGGTATGTCCTGAACATAGCTTAATGATGAGGAAAAGAGAAGCTACTCAAACTGAGA
TGTTTCAGTTCACATTTTTGGTTAGTTCTGCTT
>McF0027F23-MGRbd1
CGGGTTTTCGGCTGTTGAGGCTCAACGTGGTGACAATAGTGGACCCAAAGCCTTTATAAT
ACACCTGTGGGACCATAAAATACCTGCGTGGGCTTTTCTCATCCCAGCTTTGACAGCTGT
GCACTTACACTTTGAAATCTTTTTAAAAAGCAGGTCAACAATCAAGACTTTTTCAACCAC
CGCACACCAAAATGGTTCGCCAAAGAAAATTTCTCTCCAGGCGAATTAAGGCCCGCTCCA
CGTCAGGCCACCCAGAGGGACCATACCGATCCGTGGACCACTTTGATTCTCTCGCCGCGG
AGGATTTCCCAGGGAAGGACACCCTGGATAAGTTGTTCAGGCATGCTGTGGAGCGCTTTG
GACCAGATCCTTGTCTTGGGACCAGAGAGATCCTGAGCGAGGAGAACGAGACTCAGTCCA
ACGGTAAAGTTTTCAAAAAGCTGATCTTGGGGGAGTATACATGGTTGTCCTACAATGAGG
TGGAGTCTATAGTGAACGA
>McF0027F24-MGRbd1
TGGTGAGGCCACAAACCTTCCCAAACCCAGACACTCTTGTCTCGGCTACAAGTGGCCAGC
AAAGTCCCTGAAGGGCCCACGCCACGCATTTGACCTCGTTTTCATGACCTTCCAACACAG
TTAAGCTCTAGAAGACAAGAAAAGAATGCATGTCGTCGCATCGAAGCTGGCGGAG
>McF0027G02-MGRbd1
ACCGCCGCCTACAGGGAAGAACTTTATCATATTTTACGACTTGCAGGCCCACTGAGGATC
AGCGATTGCTAACAGCCTTTCTCAGATCGTCATCTGTCTGCTGTTGTTTGGTTATATCAG
ATGGAGGAAGCTTCATGAGAAGACATGGGGAGGCTGGACCACCAACTGTCTGCAAGACTG
GGGTTCCTACATGAAGCTGGCAACCCCTAGTGCTCTGATGATCTGCCTTGAATGGTGGGT
GTGGGAGATCGGAGGGTTTCTTGCAGGCACAGCTGCGAGCTGGAAAAACTGTCGTTTTGA
CAACAATGTGTCCTGCCAGTACAGTGACTGAAGTGATGCTGCAAGACGTTGGTGACATCC
CAGACATGGCCCAGTTGAACAGTGAAGCAGCTCTTAAAACAGATGGCTACGGACCTGTCA
GCACTCAGGATCAGGGCGTGACAGTGGGTCCTGAAACTGAAGAAAACAACATCCATGCTG
GAGGGACTGAGAAGGATCCTGAGCAGAACAAACACACGTCAAGCACAAAATCGGAGAAGC
AGCTCCCTGTCTCAGAGCTGATCAAGCGCAGAGGATTGACATTATTGAT
>McF0027G11-MGRbd1
ACATGGCCGTTGTTTAACTTAACTTACTTATGACGGAGAGCAATCAGTAGCCAAGGAAAC
GCTTACATTGAAATGTATTAACATTATAAACGAATCGCTCTGCATATTTCTACTCGTGCA
CGGATTTTTTTCCCCCGCTTCTCGTTGGTTCAGTTTAATCGATTTTAGCCAGGCTATTTC
TTTAGCTAGTTGTTAGCTTGCTAACTTGTCCAGAACCATGACAGCGACCTCTGAAGGTAG
CAGTGGCTGTAATGCTGCGAAAGGACTGGACATAAGTCTCGCTGCTCTGCAGCGC
>McF0027H09-MGRbd1
TAAAGAACGTGGGAAGCAGGCGCTCCTTCCACACCCACTCTGATTTCTTAACCCCTCATG
GTGTGGACGGGGACGGCAGAGGCCGTTCATGTTGTCCCTCAACACTCTTTTAATTGTTAC
TTAGTTTATTTTGTACTTGATTACTCTTAAAAATGTGTCTCACTTAAGAGAGCCAGTGGA
ATCATCTCAGGATCTGGCGATCGGTGCCAAGTAGGAGAACGACGGTCCAGTTTTTCGCAT
GAGGATGAAACCTGTGCCCTTTTGCTGGCTCCGCGCCTCCATTTACACAGCCGCCATCCT
TTTGCGTGCATGTTAGTTAACAGTGGCAGACAGTTGCAGGTACGTTTTTTATTAAAGTAA
CTCCTGGCATANAAA
>McF0027H15-MGRbd1
ATGGCCGGGGAGACAAAAACAGCTCGATAACCACATGCTCAAAAATCTCTCCTCTCCGAA
GGGCCTCCGTCCCACACCCGGGTGNGCTTGTATTGTGAGGAAGAGGAGGATGCGGAGTGG
GTCTGGATGGAGGATGTGGTTCTGCACTTTCCGCCTCAATCAGCAGATGGGCTCGGCTCC
CTGTTGGAGTGGACGGAGAAGCTCCTGGAGCCGGTCCCCTGTCGGCGCCCTCCGCTCTTC
CAGCCGTGGTTCGCAGACGGCCGGCTGCCCATCAGACCTGCGAGGCCGGCTCCTGTCATC
CCGGCGTCAGAGAAGCTCTTCCCATCGACGCAGCCTGGTGCTGAAACCACCTCAG
>McF0027H22-MGRbd1
ACAGGCAACATCAATGAAGCAGGGAGCAGACATGGATCCACAGCTCAGCAGGCCCACATG
GAGCAAGCAGATAGAGTTCACCCTGGCTGGCATCGGCTGTGCCGTAGGTCTGGGAAACGT
TTGGAGATTCCCTTACCTCTGCTACAGGAGCGGAGGAGTCTCCACTGCCGGGGCAGAGCT
GCAACAACACCTGGAACACACCGAACTGCTCCGATCATGCCACCAACAGCAGCTACACCT
CCACAG
>McF0027I03-MGRbd1
NGGGGAGAGCTTCATTTTCTGATCAGCTTTTGTGTTAAAATGGAGGTTGGCCTCTCGCCC
TGAGTCGATCTCCTTCCTGGCCAAGGTTTAAATGTTGAAATGCAATAAATCCGAAGAGAG
GATGGTTGTGGACGCACCCAATTCCAACGNGCCTTTTCAACCGGTGGCTCTCTTGCACTT
CAGAGGTATGTGGGGACAAAATATTCTTCCTGTGTTGTGCTAGCGAATTAGAGCGAAGTG
GTTTCGCTCCTCTCCACCGGTAACTGCTGAATTAGTTCGCGTTCGGACGTTTACGGTCAT
ATCGCTTTTTTCCCTTATATTGAAAACCGTATCGTTTTGTTTTATTAAATCGACATGCTC



GCTCTGAGTCTAACGGCACGAAGCCGTGAGAGACGCAAGAGCTGTACAAGAAAAAAAAAA
TCTGGTTTTACTAGCTAACTGCTCGTTGCCCATCCCCCCGCCGAGCTAGTGATGTCAAAG
GAAGTGAGCTCATAGCTAAGAGCTGGGTTTCTCCTCACTTCGTTTACATTTGCAACATTT
TTGCACTGTATATGTTTACATTTTGATTTATTATTCTTATTACTATCTTATACACAAGAT
ACGGATTCATAACAACCAATATTAGCTTGTGCACCC
>McF0027I07-MGRbd1
GGAGAGTGTAAACATGGCAGTCTGAGTCTCGCACCTTCTTCTTCTCTTGACTCTCTTCGT
CGTCTTTCACGGACAAACTGAACAGGTAAAAAATGCCGGGAGGAAGCCAGGAAACTTTGA
TATGAAATTTCAGTCGCACGTGCAGATGTTCCGACGCTGGATCTGCCTGCTCAGCCTGCT
GAGCCTTCCGCTGCTGTTCTGGTTCGGACATTTGATCATGCGGGAAGACGATTATCCATC
GGGGCAGAGCTCCGGGCTCAGAGGCTACACGAGGATCCGACCTGATGGCAAATCCCAGTT
TCTGGACATTCACTGTGACAGCTGTGCCTTGGTCTCCAGCTCCGGTCAGATGCTCAACGC
CGGTGCTGGAGAGGAGGTCGACCAAATCGGTTGCGTGATCCGCATGAACAACGCGCCCAC
CAGCGGGTTCGAGAAGGACGTGGGGAGCCGCACCAGTGTTCGGGTCGGGTCCCACACCAG
CGTTCCCCTGCTCGTGAAAAACGAGCAGTATTACTTCCGACAGGAAGCAGACACCACCTA
CGTCATTTGGGGGCCCGAGAGGAACATGAGACAAGATGGCAAAGGGCCCGTCTTTAACCT
CCTCCTGGAAATGGCCACCAAGTATCCAAAAGCCAGAATCTTTGCCATAACTAGGGAGAA
GATTCAAGACT
>McF0027I14-MGRbd1
TCTCCAGGTTTTGGAGTAAATTACAGCCCGAAAGAGGTCATTAAGCAAACATCAAAAAGA
TCCTCGGAAAGCTACTGCTCAGCTCCTCCAATCAAATCTCCCCGCGCCGACTCCCCATCA
CTTACAACGCAAACGACAGATGCCGGAGAGGAACAGTCAGAGAGGAACAAACAAGATGTC
CACACAGAAAATGATGGAGAACCATCAGTTCCTAGCCAGAGGAAATCCTGGAGGAGAGCC
ACCATAAGTCGACGTTCTCTGCCTGCCCCTCCAAACCCACTCCAGGTGGGCATTAGACAG
AACTCAGAATTCCCTCCAGACAGGACCAAATAGCTCCATTGAAACTTTTCAAAAACAAGG
TGAGCACATCCAGAAAGAGTGGAGCGGCTTGGCTAAAAGCGTTTATGATGAATCGCATAG
AGTTCCTTCAAGTTCAACAAGTGAGACTGACGTGAAAAGACTTATAGAAGATGTCCAGAA
AGCCACAAACAGGCTCAACGAGGAAAATC
>McF0027J01-MGRbd1
AACAACTGTTCCAGAGGTTGTGTGAACCGAGCAGCTTTTCCAGGGTCCACCGATCGGCCT
CCGAAGAAATATCCAAGCACTGCTCACCTGTCTGGTAGACAGGCCGTCTCAATGCATTAC
AGAGGACCGAAAACACCGAGGCGATGGACGTGTGCGATTTGTTTAGCAGTTGCAGAAAGG
GCGACGTTTGTAGAGTCAGATACCTTGTTGAACAAAGAGATGTGGACCTCAATGTGAGAG
ACAAATGGGACAGTACTCCTTTGTATTATGCCTGTCTCTGTGGTCATGAGGAGCTGGTCC
AGTACCTGTTGGCTAGTGGTGCCAAGTGTGAAGCCAACACGTTTGATGGTGAGAGGTGTG
TCTACGGCTCCCTGAATGACTCCATTCGCCGCCTGCTAAAAGATTACAAATGCGTCAGCG
TTCGTGCCATGCAGCGAAATGATTTCAACTACTTTCTGCACATGTTATTAGAGCAGGG
>McF0027J03-MGRbd1
GAGCTGTGTTTCATTTCTATTGAGTTTTAGTAGAACTCTGTCACAGTAGTTCCACTCTCA
GAAGGATGAAGCTACACGTTTAAGGATCCTATAAATCAATGGGTGGAATATGGTTCAAAG
CCAAATACCCAAAGTTCACTGAGGCTGGAGATCAACTTTCTAGTCTTTAGATGTCAGAAG
CAACAAAGACGATGAAGAACAATCCTCTCTCCTGTTTGAATCCACCACTACTTCATCCGA
ACTCCCCCTTGTAACATGCGTCTACCTCCTCTAACAATCCTGGTACCTTCAGACCTCCAG
GCTCATCAGGCTGTGGATCTTTCACCTTTTCTGCAGCTTCTTCCTGACTTTGCTGCAGTT
TTCGGTGATCTGTTCCTTTAAGTGCTCAGCCTGGACTCAGTTCATGACTGTTTTACTGTT
TCTATGAACAAACACAAAGGTTTGGTTGGATTTTGCTTCTACTTTCTTTTTTAGGTCTCC
TTCGTCCATAGAGATTATACTGCTGCAGAAGGGAATTCCTGAGAACTGTACGGTTCCTAA
CAGTTTGCTTTTATTAAAGATATTTATTTCCCCAAAAAAAAAANNNNN
>McF0027J23-MGRbd1
CGCTGGCCGTCAGCATCCTCACACAGTTCTACTTCATCAATAAGGCGCTGGAGTGTTTCA
GCTCCAACATTTTTGATGCCATCTACTATGTGGCGTTCACATCCTCTGTGATTTTTGCGT
CTGCGATTCTCTTTAAAGAGTGGACTGCACTTGCTGTAACCGACTGTCTGGCCATGCTCT
GCAGTTTAACTGTGGTGTGCGTCGGTGTGGTTTTACTACGCATTTCCCAGGCCGCTTTGA
TTTCCTGGAGGAAGGAGCCAACCAAGGATAAGATGAACTAATGAAAAAATTCATTTTTTT
TAGTGAATTTAACTTGTATGTGTTTTCTACTTGCTATTATTAGCTTATTCCTTTATTTCT
CATCAAAGATTATCCAGAAGACTTGCAGTTATGATGTCAGCCTGAGCCATCTCTGGCTAT
AATCACATATGTGGTAAAACGTAGNTAATAATTTAACTGTCTCTCCTCTAAATAGCCAGC
GCTTCCCTCANAGCTTTAAGAGGAAGTCTCTTTCTCCCAGTGCCCATCTGTCTTCCTCCT
CCACTTTGAT
>McF0027K03-MGRbd1
GCATTATGGCCGGGGGGGGCCTTCACGAAACGAAAACAATACGGACGATGCGTTATTTTT
GTGTTTTACATTTATATGCGCCTGGCAGCTTGACTGGACGCGGTTTGTCTGCAGGTTCTA
GTTAAATAGATGTCCTGCAGACCTTCTGATGAGGCGCAGATTTCCCGGCGCGGGTGGCTT
AGGGAGCGTCTTTAAAGATCCTCGAACGAAAATAAACGTGGAGTGAAACTGGAAAAATGC



GTGCTGCGGAGAGCAATCATGCGAGGCGCGGTCTTTCCTCTCTCAACCAGCAGAGGGCGA
CGGGGAGGTTTTGCGATGCAGTGCTGAATGTGGGACAAGGGGAGCTGTACCTGGCCCACC
ACAGCGTCCTGGCCTGCTTTAGTGAGCTCTTTAAGCCGGCTGACAACCCCGCTTCTCTGT
CCATCGAGGTGTCGCTCAACGGTTGCCCCGGTGACGGGCTCCAGCTGCTCCTGAACTTCA
TCTACACGGGAAACCTTAAGTTGGACCCCAGCAACCTGGA
>McF0027K10-MGRbd1
AATCCAACGGCGCGCAAAGTGATCGCAGCCGGTTTCAAGTACATTTGCTCGTTTTTCCTC
GATAAAAACGTAGTTTTTGAGGAGTGTTTTAAAGTTTTAAAGTTTTGTATCACGCGCTTT
CTTCGACTTAACGACGTCGAGCTCACTTTTTTGCCGCTAACGCTGGCGACCGTCATCTTT
ATTTTCGTGAAAGTTAAGCTAATGTTTTGGTTTGTTTATTAGTTTAGCTCCTCGTGGCTT
CAACTATAAAGTTAGAACCAAGAAAAGCAGAATGGCGGGACTGTTAGAGCATCCTGGATA
CGACGAGGAGAGGCTGAAGAGAGCCGCAGAGCAGCTGCCCTGCAGAGAAGTTCAGGCTGG
GATGTTGCTGTCCCTTATGGGAGAGCCACACCAGTACTGCTACCCCTCAATCTTCATCTA
CGGTCATCGGGCTTCAGGAAAAAGCCATGTAATAAATGTTCTGATGAAGGAGCTGGAGCT
TCCTCACGCCACGCTCAGCTGTGTC
>McF0027K14-MGRbd1
AGAAGAGTGTGACATGCTTGAGTCTTCTTACATTAAAAAGGTCAAAGACACGTGTAATGA
AGAGGAAATGGTTATTCAGACAACTGTGAAGACAATTGTAGCATCTCAGCACAACAAGTC
CATCCCTGACCCGAAAACGCGTGCGGACTTCCTCAAATTCGTCTCTCCGGTGAGTTTTGA
TCCCAACACAGCTCACACGTTTCTCCGCCTGACCGAGGAGAACAAGAAGGTGACGAACAC
CACCCCCTGGCAGCACCCTTACCCCGACGTACCGGATCGATTCGAGCACTGCCGGCAGGT
CTTGGCCTCGGAGAGCTTCTACCTGAACCGCCACTACTTTGAGGCAGACATCAGGGGGGA
GGGCACGCACATTGGCCTGACCTACAAAAGTATTGAGCGTAAGGGCGACCCGAGCAGCAG
CTGCATCAC
>McF0027K17-MGRbd1
GGTTGTTTTCCGGTTGTTGAATAAAGCAGTCTACAGCACAACCCGTCCCGGAGACTTTGT
GAAAAGTAATAACACGACATGGTGACAGAAGTGGGATACTGTTGAACTGACTGAACAACA
ACAACAACAACAAAAAGAGACCGGCGCAGCACGGAAACTTC
>McF0027L07-MGRbd1
CTGGAAAGCTATCCAGCAGCAAAAAGAAAAAGCTATCTTACTGGTTTTGTAAATGTGAAG
GATTTGAAGAGGAGAAGCAACAAATTGTTTGGTTGTAACTCTGCCCGTTAGAAGAGGAGC
TCATTTTACATGTTTAAGTTTGACAGATAAAATGCTCTTGTCAGATAGAAGCCAGCGAGG
ATGAAGACAAAAATTTGACTCAAGTCTTGCTTTTTGTAACCCCTTATACCAGGCCAGTTT
TATGGCTCACAGCTTCTTTTTTTTTAATTAGTTCTGATTTGCAGTTTGAGATTGACATTT
TAAAAAAATCTTTTAGCCTGTTGAAAAAGGTTTGTTTCCTGTTTGTTTTTCTGTGCTGTT
GGTTCTTTGTTTTCTTTTTTGAGCAAAGCCAAACTGTGTGTGACGTGTTGTTCCATTGTG
TGTAGTGAGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGCGTGTGCATAAACACAG
GGCTGGTCTCTGATGGTAAAAGAAATGAACTCTGTGTTTGCCTTTACTGGTTTAATGCTT
TCAATGTTTCTTAGAAAATACTTTAACACCGTTACAGTTTATATTCACTTTATAGTCACA
CGTTTTTTTTTTTTATAAAGAAAATTTGTAAAGCTGACAAATGTGATGCATGTGATGATG
ATTG
>McF0027L10-MGRbd1
ACTGAGCACCCTGTTTTGGTTCTTTACAGTCGATAGCTTCATTGCTTAAAAGGTAATGTT
AAATTCAGGAACATTTGAGAGCAGCAGCTAAAATAAAAGAGGAGCAGATTAAAAACACGG
ATAAAGCAGTAACTGTACGGGCCGGCCAGCTATGGGGAATGGTGGCAGCAGGGTGAACTC
AACAGCTGTCGGGATAGCTGTGGGTTTTGGGATCCTGCGTCATTCTTTTCACCATTGGAA
TTGTGCAGTTCTGCTGCAAGTACAAATGCAAAAAGGTGAAAAAGTGCTGCAAGAAGAAAA
AGAAGAAGCAGAAGATGGAGTTTAAAGACAAAATTCTCACAACAGTTGGCATGAAAAAGT
CAACTCCTCCTTTCTCGATCAGCGGCTCCATAAAATAACAGTGTTGTCTAGAAAGTCAAC
CCACGCCACATACATTGCTCTAGCTAAGCAATTGTTTCCAGAATATGTGTATTTAGGTGT
TCTTGCTTTACTTCATTTTTATGTTTAAACTTAATAACTTTTAGTTTTTAACTTCTTGTT
TTTGCAAGAAGGTCTGACACTAAACTAGAGACTTTATTTGCCAAAGCTGGTTTTTGGGTA
TGTATCCCAAACATACCCTTTCTTGAAACAGGAAAAAAAAACATTGATTACAT
>McF0027L19-MGRbd1
ATGCCCGGGATGAGATGCCTTTTCTCTATGACCTCCATCTTTTTCTTGGAAGGCCTGTGC
AGTTTGCTACACTTGACCACACACAAGAGTGTGATGGCGTGCTTGCAAGAGTCCCTCAGA
ACATTCTGGACGATGAAGGTTCCAATCTGATCACAGCTCATGAAAACTCCCTGGACCTAC
AGAATCTGCATCGTGTCTCGGAGAACGCATACAAGCAGTACCTCAAGTCGAGGCCCAACC
CCTCTGCAGAGTCCATCAGACGAGTCAAAAACCTGGATCTGTCCTGCATGGCTGTTCATC
CGTTTCTCGGTTGTGGTCTGGAGAAAATGGAACTCGAGCGGCTTCAAATAGGCGATGCTA
TCAAAGGCTACAAATCTAAATCAACCATCTTTGAAATCAACTCGAACAGTAAGACAACTG
CCAGTGAGGTGATGCGAGCGAAACGCTCCAAAGACACACCTTTGATGGACAAATTCAGCA
AACGGAAAGAGGATCTGGCTGCAGAG
>McF0027M11-MGRbd1



CATTATGGCCGGGGAGAGGGTCAAACGAAGCTTTTACCTCTCGCAGTTTCACGTCGACCA
GGACCTTCTGGTGTCTGTGTTGGACGTCCTGACTCCAGAGGACGTCCGCGTGCTCGCCGA
GAGCGAGGACGAGCTGAGCCGCAAGGGCGACTTCGAGCGCATCTTCCCGTCGCCCTCGTC
ATCGCGGTACCTCCGCTTCTTCGAGACGCAGAGATACTTCAACATCCTGCTGGACCAGTG
GGAGCAGAAATACTGGAACGACTGGACGAAACGTATCGATCTGCTGAAGGCTCTGTGTCA
GGAAAGAGTCCATCTGGGAACCAGTGACCCCGCCCACATGTGGTCAAAGTGCAGCTACGT
CTCCAGGTTTCAGCCTCAGGGACGAGAGGAGACCGGCCCGCTCAGACCCAGCGTGGTGGT
CACCTCCCAGCACGACTCCCTCGACGAAGACTGTTCGGACTGTTCCAACCCTGAGCTCAG
CTCCGCCCAGAGCCTCCTGCTGCAGCGGCTGGCCTCGCTCTGACCCGGTAACCCCGACCA
AACACCGCCTCCACGCGCTTGAGGCGATATCTCCGCGTTTACATCCTCAAACGAAGCTTC
CGCTGGTC
>McF0027M14-MGRbd1
AGGAAAGACAAAGACTGGAAAGGGAGGAAGAGGAGAGGAAGGAAAGACAAAGACTGGAAA
GGGAGGAAGAGGACAGGAAGGAAAGACAAAAACTGGAAAGGGAGGAAGAGGAGAGGAAGG
AAAGACAAAGACCGGAAAGGGAGGAAGAGGAGAGGAAGGAAAGACAAAGACTGGAAAGGG
AGGAAGAGGAGAGGAAGGAAAGACAAAGACTGGAAAGGGAGGAAGAGGAGAGGAAGGAAA
GACAAAGACTGGAAAGGGAGGAAGAGGAGAGGAAGGAAAGACAAAGACTGGAAAGGGAGG
AAGAGGAGAGGAAGGAAAGACAAAAACTGGAAAGGGAAGAACAAGAAAGACTGGAAAGGG
AGGAAGAGGAGAGGAAGGAAAGACAAAGACTGGAAAGGGAAGAACAAGAAAGACTGGAAA
GGGAGGAAGAGGAGAGGAAGGAAAGACAAAGACTGGAAAGGGAAGAACAAGAAAGACTGG
AAAGGGAGGAAGAGGAGAGGAAGGAAAGACATAGACCAGAAA
>McF0027M22-MGRbd1
CTGTGAAGATCAGGAAAGATCTCACCACTTTATTGTGAGTTAACCCCTGAGCGTCCGTGT
CTTCCTTTAAAGGATACAGGGGCACCATCACAGGAAGTGTCATGGATCTCGGAAAGAAGC
TCAGCACTCCAAAAGACATCATGTTGGAGGAGCTATCGCTGCTTTCCAACAGAGGCTCTC
GCCTGTTCAAAATGCGGCAGAGGAGATCAGAGAAATACACTTTTGAGAGTATTCAAAATG
AAACAAACGCGCTGCTGACTAATGATATTCTAAATCGAAACAATATAGATTTTATGGTGG
ATCCGTCAACTCAGGGAGACCAAAATGCAAACAATCCTGCTTCAGATACGAGCCAAGAAA
AATCAGACAGCAAGGGCGTGCACAAGACCTATCACACGCCATGGGAGGAGGCCATCCTCA
GTGACCCTGACCTTGCTGAAACCATCAAACTCAGAATGCCAGAACCAAACCCACAACCAG
AGCTTCCCCAGTTCAGATGCTTTAATAGGGTTGCAACCCCTTATGGTGGCTTTGACAAAG
GTCCCAGAGGAATCACTTTCAAGCTCCCCGAGGTGGACCTGAACCCACCAAGATTCCCAG
AGTTGAACGAGTCAAGGATGAAGAGGCCCACCTTT
>McF0027N09-MGRbd1
GCCGGGGTTGACGGGACTCACAAATGGAGTGAAGGTTGAAAAAGGTGAAGATCTAAACAA
AGGCACCGGTCAGTTAAATGGAGACTTGAAAAAGGAAGATTTGGAAAACGAAAAGACTGG
AATCAAGCCATACAGGCAATGCGCCAAGCCATACACAGAGACGCCTGGTCAGAACCCACC
AAGAGCAGAGCAGGCTTCCGCCACAAAGACGAGCGCAGAATGCAATGGAAGCGTGGAGCA
GAAACCAAATGTCCAGTTGGAGAACCCCCAGACTTTGGCCAATGCACCGCCTCCCCAGCC
TGTAAAGCCTGTAAGGAAGCAGGGCTTCCACAACCCTAACCGATTCAGCCGAGAGCCATT
GTACAGGGTCATCAAAAACCAACCGCCTCTGGTTCTGTCCGTTAATCTCGACCACAACCC
GTTTAAGTGCAGCGCTCCAGGATGCACAAAGTCATTCCGTAAGGCAAAGCTTCTGCATTA
CCACATGAAGTACTATCACGGCGAGGAGCAACCTATGGAGGGGAAGCACAGCCCCACCAG
GAGCGTCCAGACCAG
>McF0027N11-MGRbd1
TCAACTGGAGCGAGCTGCGAGAAAAGAAGATGATTTCCCGGGACGGAGCTCTCATACCAG
CCTCCGGGGAGCCCTGATTTTTGTATAGTTTACATACATCGAAGGTGGAGCCTGTCACTT
TTTTTTCAAATGTTTTCAAGGCAATCAACAGAAGGACAACAATGCTGAATCGTTAGGAGG
ATTTGGATCGGAAAAGGAGGTAGCTTCGGCTAGCTGTGCTACCGCGTTGGCTAGCGTGGC
TAGCTGCATCTTGGTGACTTCGGGTTTGAGAGCCAGTGACTTCCCCAACCGCCTGCTGTC
AGTCGCGG
>McF0027N17-MGRbd1
CCACGCATGAAAGCAGGATCATTTAATGGTTTCTACCAAGGAGGACATGGAGGCTGACAG
CACAGAGGACATTGAGTCCCTGATGGAGGACATGGACTACATCCCTGGTCACTTTCACCT
GGATCTAAATCTAAACTGTGATCCTGCTGGACCTCCAGCACTGCGACACAGAGACACTTA
CCTAAAACAGGAGAGCCTACAAGCTGAGCTGGAAGCGGAACCTGGAAATCTGCAGTATGC
TGGTCGAAATCTTTTGGGACTTCTGGCATTTCATCTGGATCAACTGGACAAAGCTGAGGA
AATATTCAGGAGCATTTGCAAAG
>McF0027N19-MGRbd1
ACTGCGTACTGATGACGGTCAGATAATCGGCAGAAAGCGTCCTCTGACTCAACGCTGGTT
TGGGACGCAGATAACTTTAGTTTTCCCTCTGAAATGAATGCATCAACTTGAAAACCCGAA
AACCCACGTTCTTGGTTTGGAACCATGGCAGAAACAGAGGAACTGCAGCAGATTTCCATG
TGGTTCAGTGAAGAAGGACTTTCTCCTGATGCGTCTTCAGAGGCTCAGCTGTGTTTCTTG
TGGCGGTCTTTCCAGCGGACAACCAGTCACCTGAGCGCCGTGTCTAAAGATCTGGAAGCA



CACCGCTCACAGCACTCAGCAGAGCTGGCTGAAGACTGCATCGGTGAGGAAACGTCCACT
GCTGGAGGGTTGAGAGCCGCGTGCCGTGGAGACGCTGGGTCCAGACGGCTGCCCAGCTGC
AGCATCGTAACCACTGGCCCCGCTGGAACACCCAGCAACTAAAATAAAATTGTTCTATTN
NAAAAAAAAAGAA
>McF0027O10-MGRbd1
GGGAAAAATTAAAGTTCCTGCCGTGGGAGCAGCTCGGTGTTTCATCCTGTCGCTCAGTTT
TTAAAGTTTAATACTTAATAAATTGGATTAAAACAAATAAAGGCATCAAATGTGAAGATG
AGTGTGGAAGTGGAAAGAAAATTTTTATGCAGTGAAGACACCCTAAAAATACTTGAGAAG
ATTGGAGTTTGCATTGGCCAGCGTGAGTTTCAGGACCAGTATTTTGACTCTCCTGGGTTT
GAGCTGACTTTGAGAGATTTCTGGCTGCGCAAACGGAAAGGATGCTGGGAGTTGAAGTGC
CCGATCTCAACAGGAGAGCCGAGCGAAGAGCAATCTCTGGCAGCAAAGCTGTGTACCCAG
TACAAGGAGATAACCAATCTGCCTGAAATTCAGCAGAGAGTGAAGAAGGTCATAAAAAGC
ACATGTGGAGACCGAGACACAGAGATTGCCTCCTTACAGGAAGATGAGCTGTCGCTGGGA
CAACTCAATCTGGCCTTAATGGGGATGAGCGAGTGGAAGGAAAAATGAATGTTTATCTTA
AAAGATATCACCCAGAGCACTACGCAAAGCTTCTAAGTGCACATGTTTTGTAAACATTAT
GCACTAAATAATTATTAGCTTTGGGTAATCATTAAAAATGTGAAATGTATG
>McF0027O12-MGRbd1
GTACAGATGGACAAATGAAAAAGAAACAAAACAAGTGGCGACGAAGCCCAGAAAGTACAT
GGAAGAATATGTTTTAAAGGGATTTACGTCCACGAGCTCTGACCCACCCCAGGCACTGTG
GGGTTTTTTTTGCCGGCAGAAGTTAGCCAACGCTAGCATGAAGCTAGCGCTCCTCCAGCG
GCATCTCACCACAAAACATGGATGTCACGTTGAATAGATTGATATCATGGGCACAGACAT
TATCGAACAAGTTGTGGGGGAAACTTGGCGACTCATTTTCACTGCAGCTGGATGAAAACA
CAGATAAACGCTATCAGCTGGAAATCCTGCAGCAGCGTCTGGACAGATGCGGGCTGCATC
AATGACGGCAGCGCGAAAGGCCTCATAGCACGGATCATTAAAAAAGAAAATCCCGACATC
>McF0027O19-MGRbd1
TTGTGGCATTTTCTTCTGTTCTCAACAGCAAAGTTAAGTTTCGATTCTGGAAAATAGATA
AAACCTTTAGTCGAGTCTGCATGAGCGAGACGAAGAGAGATCTCTTTCACTTCGCGGTGA
GGCGGACGCGCGAATAAACCGAGGAGCTGCGCCTCAGATAAGGGTGGTGAGGGAAAGAAG
AAGAGTTCATAACTACAGAAGACAGGAAAATCGTCATGAGTTCTTCTCAGACTCTGTCCA
AACTGGAGGCCCTGGAGTGTCACTTCACCTGGGTCAAGGAAACCACCAGATCACATCTGT
TACACAAGAGGGTCCAGTCGGAGGACATTGGCACAGCTGAGGGAAATCCTTGGTTGCGCT
CCATTTACAACTTGTGGGGCTTTGCCCTCTACAAGCTAGGCTCTAGCAAAGAAGCCCATC
AGCACTTCAGAAAGGCCACAGAAACCTTACAGCGGCTCAGGAAGGAAGATGCGGGTCCCT
GGCTGATGGTGAACCATGGAAATCTAGCCTGGCTGCACCATCATCTTGGAGAAGAGGCAA
AGAGTCAAGATTACTTGTCAAAGGTTGAAGCTCTCAAAAGTAAATTCCCATCTCCGTCTC
AGGATGAGCTCCACCCAGAGA
>McF0027O22-MGRbd1
GAAAGGAAAATAATGGACTCGAGTTTCGAGTGTACTCCTGCTCTGTCAGACACTTCAAAT
AACACTGTCAGTTCCCCAAATGCGGCTTCTGTCACAGATACTGACAGAGTAATAAACACA
AAACATGATAGTGTCCATGTAGAAGGAGAAAAGAGCGACGAGCAGCTGCTGCAGGGTCTC
CTCACTGACACTTACTGTCACGTCTGTTCCTCCAAGCTGCTGTTCGAGTCCCACAGACTG
TCCCACTATGAGGGAAAGAAGCATGCACAGAAGGTCAAAGTGTACCTAAAAACATTAAGA
GGAGAGAAGAATGCAGAGGTCAAGCGGACAATGCAAACTAATAAAAACCGTTTCTGTGAG
CTGTGTAACATGGTGTTTAGTTCGGATGTGGTGGCAAAGTCCCACTATGAAGGCAAAACT
CATGCAAAAACTCTACGTAAACACACTCTCCACCCTCCAGACCAAAAATCTGAAGAGCTT
CCTTCGCCAAATCCTGCGGGTAAGATTGAGCAGAAAGCAGCCTCAGATGTTGGCACGGAG
CTTCACCTGGACCCAACAGCTGCCACAG
>McF0027P02-MGRbd1
CATAAGCACTGCTTCCGCTGTTTTCACTGCAACACAAAGCTGAGTCTGATGAACTATGCG
TCTTTACACGGCAACAACTACTGCAAGCCTCATTTCAGTCAGCTATTTAAAGCCAAAGCC
AACTATGACGAAGGCTTCGGCCATCGTCCCCACAAAGAGCTTTGGGAGCCACGAGTTGAC
GTGGAGGAAAGTGAGGAACCTGTGAGGCCAAAAGAACCGGAGAAACCCGTGAGGCATCCT
GCTAAGAGTCCTTCTGAGGTGTCTTCACCTGGGGACACTTCTCCCCAGGTGAAGGTTCTA
GACCTCACTGCCTCACTGGAGAACCATGTAAAGGCGGACGC
>McF0027P03-MGRbd1
AGCCCGCCACTTTTTTAAATGCATACAGCTTAAAAAAAGGGGACAAAAACAGTTTCATTA
ACGAGTTCCCGTCGTAAAAGTTTTGCCCGACCTCGCATAAAATTAAAATGGCATTTTTCT
TATTGGAGAAATGTGTTTATGATTATAAAAATTATTTGCTTTTTACTTGACTTACACAGT
CAAATTCACATAGATATTTACATTACAATGCGTTTTTTAAGTAACACCCCATATGTGTGT
GTATATATAGCGGAACTCCCTATTCTTTGATCGAGAACTACCAGTCGGACGTATTATTGC
GTGACACCTGTGATATTGAAGCAAAATCAGACAGCACCTCCCCTGTCAAAAGTGGGGCTT
CGAATCCCCTCTGGACTCGCAGTGACAACTCCTTCAAATTCAACTTCTTCAGTGACAGTT
CTTCAGGATCTCAGGTGAAGACACCTCCATCAGACGGGAATAAAGAAGCATTAGGCCGGC
CATCCTTCTCAGGCCAGTGCTCTGATTTTGCTTTCAACTTTGCAATCTCCAAGGAGATGG



ATACAAGAGAAACTGCCCACTCCTCTTCCCCAACCAACCAACCACAGGACCAGGAAGAAA
AACCTTCACTTTTTCATAATGCTAGCACTCAATCTGAAGCGTCTGCACA
>McF0027P05-MGRbd1
TCTCTGCAGCGTTGCACAACTTGTCACTCCTCTGCAAAAGTCCGAGGCTTCAGAGCTGGC
CGCATGCGGACATGAAAGTTTCATGGACTTGGATCCTGGAAAGGTTTTAGCGCTTTATTG
GAGCTCGTCGCCTGTGTAGGTTCTGTGGATTACTGACACACCGCAGGACCTTTGGCGGCT
TTTTATTGGGCTCAGGGCTTCCAGTGTTTCTTCTGCAGAGGACTGAGCCGACATGGGGAG
CAAGGCCCTGCACGCTCCGATCCCCCTGCACCCTGCTCTTCAGCTCACAAACTACTCCTT
CCTGCAGGCCGGCAACACTTTCCCCGCTGACCAGCTG
>McF0027P10-MGRbd1
GCGTTCCCACTGAAAACGGCTAATGTCCGTCTCATAGAAACCCAAACTTACACATGGCAG
CGATGGAAAAGCCCCCGTTCAGGCAAAACGTAAACTGCGGGGACTGGGAGATGAAGGAGA
GGCTGGGGATGGGGGGGTTTGCCCATGTTTACCTTTACCAACATTGTGCAACAAACGAAA
AGCTCGCCGTAAAAATGTGCCGCCTGGAGCTCACACCAAGGAATAGAGACAGATGGAGCA
GAGAAATCCAGATCATGAAAAAGCTGAATCACATCAACGTGGTGACGGCTCAGGATGTTC
CAGAGGAGATGAAGCGCATCGCCTTAAACGATCTTCCCCTGCTGGCCATGGAGTACTGCT
CCAGAGGAGACCTGAGGAAGGTGTTAAGTAAACCTGAAAACTGCTGCGGGCTGAAAGAAA
GCGAGGTGCTTTCTTTACTCAGTGATGTGGGATCTGGTATTCAGTATCTTCACGAGAACA
AAATTATACACAGAGACCTTAAACCTGAAAACATCGTCCTGCAAGACATCAATGGAAAGC
TCGTCCACAAAATCATTGACCTGGGCTATGC
>McF0027P11-MGRbd1
GGACATTGTCTGGCCACAAAGATGTTTACATCTTGGATACATAAAGAAGAAGCTCATAGA
GAGCAGCGTCATTTAACAGAGAGAACGTGGCTTATAATTACCATCCTGCTGGCTTTTCTG
CTGTCGGCCAGCTTGATGGCTCACCTCGTGGCGGCGTGCTCTGGATCCGCCGCGTCTCAC
TTTCCTGAACGTCGGGATTACTCCTACGTACCACTGACGAACATAAATGGAGCAGACCAA
ACAAGAAGCGCTAGGAAATCTAGGACTTCTGGTTTGGAGTTGGAAGATTCTGACTCCCAG
GAGGAAATCTGGTCTTCGCCGCGGTCTTAAAAAACAAGCGAGTACACGGCTTTTGCACTA
AGAGATGCACACTTTGTCCTCTCATCTAGGGAATTCTTCACGTGTTTCTGGTGCGGTGAA
ATGACACAGTGCTGCAGTTTCGATGCATTTTTTCACACTGGGCAGCTGCTTTAACGTGCA
CACACGATTGTTGTTCATAGCTGGGCCATTTTCCTCTGTTCTTGAACTGAAAACTTCCAA
GATTTTCACTTGGGAGCAACATCTTTAGTCCTTTCCAGACAAATATTTGAAACTTAATCA
TGTAAACTGATAAACTGAATCCGAAACTAGCAGACTTTTCACACAAGTTATTT
>McF0027P14-MGRbd1
CGTCTTCGCGGGGTTCATTGAGATAGGGTCCAACCAACTGCAGCTGTGTCCCGTTTGCCG
GGCAGACGTGGAGCACGTCCAGCACGTCTACCTGCCCACGTGCACCAGCCTCCTTAACCT
GACGCTGACGGACAACAGCCAGCTCCGCAGCAGCAACCCTGCACCCATCCACCGGGACTC
CAGCTCCCCCCACTCCTGCTCCCCCACAGAGTACGAACACAAGCTCTGCCACACATGAGA
CGGCTCCAGTGAAGCCACCAACACTTTCCAAGCACCGCCAGCGGTTCAGTTTTTTATTTT
TTTGGCAAGATGGAACATTTCCTGGTTGAAGGGCACAGAAACGGATGTCAAAACTCGATC
AAAGATCACACTCCCAACGGCTCCCAGCTTTCGAGATGTTTTTTTTGGTTTTAATCCCTG
TCAGCCTTTTTTCCTTTAATACATTTATTTGCTTTGGTTAAATACTAGATTATAAACTAA
ATAGTGAATCAGTTGATCTGATCAGAACTGTTTAGAGTTTGTAGGTAGTTGTTCTTTGGC
TCAGAACCTAAATAATGTGACTTTTTTTTTATCATTTAACAGGATTGAAGATATTTTTAA
GAATT
>McF0027P15-MGRbd1
AGGAATTTCTGCAGGTGACTGCACACTGGACTTAAAAGACTATTCAGTCTAGCTCATTGT
GACTAAAAAGTAAGAGAGGAAAATTCTTAAGTTCTTTGAGGGCAGTGAGTGCTTTCCAGT
TACAGATCTTGAGTCGTGCAGCAGCCAGGAGGGTGTGATCCCAAGAGCAGACGAGTGGGA
GGGAAGGATCCCAGGCTTTCTCACCAGAGTGACTCCACCAAGGCAACAAGAGAGAACACA
AAGGATCTAAGAGTCCTCTTATCCACTCTTTATATGAGCACTATATGGACTATCTTCAGT
CTCATCTGTTGAAGCTTGTCAAGACAACACAGCCTCCAGTTTGTTTTCATATCCAGTTAA
CTTCCCTTCTGACTACAAATCTGGAGGACAGCTAAAGTGTCATGTTTCAGGTCATCAGTG
AGTGGTTGTGGTGGGAGCGTTTGTGGCTGCCCGAAAATGTCTCCTGGTCAGACCTAGAGA
ACAGTGAGGATCGTGTCTACGCTAAGGCCTCTCATCTTTACGCCACCCTGCCCTGTGCCC
TATGTCTGCTCCTTGTCAG
>McF0027P19-MGRbd1
TTGTAGCGATGGCTCCCGGTTTCATCTCTGCCTTAGTTTGAGCTCTGAAAATACCACAAG
CATCTCGGTACCTGCAAGGTTTCAGATTTTTAAAGTAGTTTCCACCAACATGATGGTAGT
TGCTCCAGCTCAGAGCTGCTTAAGTCTGGCGTGCATCGCTGCAGCCGCATCCTTTACTCC
AGACAGTATTTTTTTTTTTTATCTGAACCTGTTGTGAAGAGGGCAAACCTAACTTGTAAT
TTTCAAAGAATCCAGCTCCCCACTTCCTCTCTGCTGTGCTTCAGCCCCGCCTTCTGG
>McF0027P22-MGRbd1
CTGCCTGAACCAGCGTGGGTCCAGCATCCCGTTCTGAAGCTCCTGAAGAACCAGAGACTG
TGGGTGACCATGAAGATCCTGCTGAGCTGTTTGCTGATCCTCATGCTCTTTGCTGACTCA



TCTCAGTCTCGCAAAAGGAAAGGCAAGCCCACCCCCAAGCCCACCCCCAAGCCCACCCCC
AATCCACGTTATGAAAAGTTTCGCAGGCAGCACATAGACAAAGACATGACAGACATGGTA
ACAATGGTAAACAACAAATGTGACTCAGTGATAAAAGACAAGAACATTTACGACAACAAC
AACTGTAAAAGAATCAACACTTTCATTGCCTCTGACCTGGCTGAAGGCGTAAAAATCTGT
ACAAGTGAGGGAACCCTAAACAGTCAAAGTCAAATGATGGAGAGCAAGAAAATGTTCACA
CTCATCAACTGCAAACTGAAGGACAACGATGCCAAGAAACCCAACTGCCAATATGAAGGC
ATTCTCCTGACTAACAGGAAGCTGTTGGTCCAGTGTG
>McF0027P23-MGRbd1
AAAAAAGAAGATACCAAGGAAAGACTAAGCCGGAAACAAAAAAATAAAAACTGCGATCTA
CCTCACCTCAATGCTGCCCAGAGCAACCTGTGCAGTCAGACTGGTGTAATCTGAGTGGAG
ATTTACGCATAACAAACTAACAAGGTATGCAGCCGCTTGGGGACACTAATAAATGTGAAG
AATCAACATGGACGAGACGGCAGCTAGCCAAAGTTTGTTAGCACTAAAAGTGTGCAAATT
GCCTTTGTGTTTTTGAGAAAGGACTCTCGTTAAGAGTGTTGAAATAAGTGGATTTGCATG
GGAATGGGGTTTTGACTTTGAACCAAGACACAAGTGATGTTTTTATTTTGAAAGGGCAGT
CACATGACCCAGAATGGTGTTTTATAGGACCACGTTACTGTTGTCACCTGCTTCTCTTTG
GATGGACTTTAAGGAGCTGACGAATGGAGTATGTGCATGAACTTGGTTATGTGGGACGAG
GACAAACAAGTTACCAGGGAGAAAATGTAATCATGAACACAAACTGATATGTTGCACCTT
AAATAAATT
>McF0028A05-MGRbd1
GGCATTATGGCCGGGCTCCCAGCTGGCGATCCGTAAAATTAAGGAGCACGACTCGTTGTT
CTCCACCAAGATGTTTGCAGAGAAGGCTCAGGAAATCTTCATCGAGGCTCACAGAGCTCT
GACACAATTCAACAAGGAGAAGCTTCACTCTTTGGTCACGGAGCGCTGCTACCCGGAGAT
GACGAGGGGAAACCGCCACAAGACGATCCGCTGGAGGCTGCATGGGAAGATTGTGCCGGC
CTGGGCTCCAGCCAAGGACCCCGGCATCAAGACGATCCTCATTCCCGGCCCCCAACTGAA
ACCGTGGCAGGAATATGATACACTTAACTATGAAGTTCCCAAACCAGCAGCAGTGCAGTG
GTATAAGTAACAGGCCACAGGGGG
>McF0028A11-MGRbd1
TTCAAGCACCATGAGTTAAGAGCTTGTTAAGAAGAAAAACTGTTGATGGATTCGTTCACG
ACCAAAAGCTGTGAGTTCCTGGACATTGTCTGGCTGCTGACAGCTGCTTCTCCTCATGGA
GTTCTTGAGNCTCCTTGGTTGCAAAGGATGTAGGAAAACATAAAGTGTTTGATCTGTTGT
CCCGGTATTCATCTGAACCACTGCAATTAGCATTTATAGTACCTGTCATCCTTGATGCGT
GCATTTTGGCTGTCATGTTAAGCTGTGGAATCGTGTCTTCTGCATAACTGACCCAAGTCC
TTATTCTTCATGGTGATTGGTTATCCAAGATTTTGGAGAATTAGCTGCTTTTTCATCATC
GCTTTTTCTTATATGAGTATACTGGAGGGT
>McF0028A23-MGRbd1
TGGATGATGGGAGAGCCAGAGGAGAATCCAGCACTAAAGGCACATTAGAGAACCCCCTTC
GCCTGCTTCTGCTTGTTCTTAATTACTAGGCGTCCCACAGGAGAACAAGAAGCACATCTT
TGATTAGCTCCCTGTTGTTACCAGCTTTACTTCTGCAGAAAAGCCTCATCTGATGGATCT
GTTGACGGAGGACTCCTCTGATAAAGCAACAAGATACTGAGGCCAGAACTGAATCCTTTT
AGGAAGAAACAATAAATTCAATCTTTTAGCTCTGCAATGCATATAAAACATGTATGTACT
TTAGTGTCATTCCTGTGAAGAGGGTATTATTGACCAGCACTTTAGGCATCGGAAATCCAT
ACTTGCCTTTATTTTAGTGAAATGCTTCCTGGGTAGAAAGCTTCTACAGGTTGTAAATAA
ACCGCTGCTACACAGTCCTCTACCAGTCTGCACACCACGCCACAAACTCTCCTTTTTTTG
CAGAAAACTGT
>McF0028B02-MGRbd1
GAGGGAAGGCAAAGAAGGACCCAAAAGACAAAGAACCGGACTTTAACTTTACCAGGAAGC
TGAAGGAAGATGAGGAGGAAGAGGATGTTTCAGAGACCGGTCGACTATTTGTCAGAAACC
TTCCTTACACATGTACAGAGGAAGACATCAGAGAGCTTTTTAGTAAACATGGTCCTTTGT
CTGAGGTGCTGTTTCCTATTGACAATTTAACCAAAAAGCCTAAAGGATTTGCTTTTGTCA
CTTATATGATACCTGAGAATGCTGTAACGGCTCTTGCTCAGCTTGACAGACATGTATTTC
AGGGTAGAATGCTTCACCTTCTCCCATCCACGGCCACGAAGGAAAACCCTGAGTCCTCCG
ACACTGGTGGCCCTGCGCTCTCGTCATACAACCGGCAAAAAGATGCCAAAAATAAAGCCT
CGAGTTCCAGTCGAC
>McF0028B09-MGRbd1
GTCACTGGTCTCTACGCTCGGAGAGATTCATGACGTCGCGCATGTACTCGAAGCCAGTAC
GGAGTGGCGGACTCTCGCAGCATTTACATTCATGGAAAATGAAGTAAATGTTCGGCCCAA
TCTCAATGGGTTGTAAATGCTGGAGGTTTCGCAGGGCTGGGCCAGAGGAACAGACGACCG
AGCCTCTCTGCTAACGTTACACAGCGTCGGCCACCATCATGGCTGAGGATGAAAGTGAGT
GGATTGTGGAGAGCATCGTCGGCTATCTGGGTAGTCCGGAATGGGTCATTCCTGTCACTG
ACTTTATGGAGCACAAATGCACGGTTTTTGATGATGAAGATGAAAATAAGTTGTCATACA
CAGAAATCCACCAGCAGTATAAGACGTTGGTGGAAAGGCTGTTGGAGAATTACATGCGGG
AGGTTGGCATCAGCGAACGGCAGTTTCTGGACGCATGCAGCTCACCATTTGCCAAGTCCA
AAACTCTGCAGAAAGTCCAAAGAAGAGTATGAATTGGAAAT
>McF0028B10-MGRbd1



GACGTTTCACCAGAACCAGGACAAAGCCGGCCCTAAAGCAATCAAAGTAGAAACGGACAA
ACGGGGGGGGAGGAATCATAAAAAGCCACCCAGGAGAGTAAAGTCCCGAACAGCAGGATT
CATGCCAAGGCTTTTATAAACCATATCAAAGGTGTATTTTACATGCTGGTCCTTATTTTG
TGCACGTTTCTGTTGATTGTAACTGAAGGGTAATTTTCTATGGGATCTTTCAGTATTACT
GTATCTGGGA
>McF0028D05-MGRbd1
GGAAAGGCTGACACATTTCTAAAATATGTGAGGAGCTGCAGACTGAGCTGCATGCGATGG
AGCAGGAGTGTCTGTCCAGCCAGGCCCGGCTGTCGCAGTAGANGGGAAGAACTTCGACAG
CTCAGCCACCGCCGCAGCACACCAACATCATGCAGCTCCTGGGGGAGGGTCTGGCTCTTC
CTCCTCCCTCTTCTCACTGTAGCAGGGCTTGCAATGGTGTGGATGTGGCATCCCCCTTTC
AGGGAGCAAGCAGAAGTTCTGTACTCAGACATCGAGACAAGAATTGAAGACTATCTCATT
GAAATGGTTTCTCCTCGACACTCGGGCTGCTTTAGACCAGTGTGACAGTGTACGTGCTTA
GGAATATTGGTTTCTGGTTGTCCACGGGTTTAGTTTTTTTTAAGTAGAACTTTTGTCCGT
GTGGCTTTGTTTGCATTTTAAAAATGTTTGAAGACTCAGAACTTAAAGTTTTGTGAGATG
TGTTGTGTCGAGGTCTGACTGTAAGGGTGGGCTAAAACATATTTCAAATGTTTGAAGCTT
AATGCTATTGTTTACCAAAAAACTGTTGAAATATGAGTTAATTAGAGCCACAGGG
>McF0028D06-MGRbd1
GGGGATTCAGTCTTTTTCTGTGTGACGGTGCAGTCAGAGATCAGCCTCCAATGCTCTGAA
GTCCTTTGGGGAGGTTTTGATTTTCATCTTCTTGCTACAGACGGCAATGTCAAAATATCA
GCTGTTCACTATTTATTCAAAGAAATAGTTTATTTTATAATAAAACATTAACAGTCTGAA
CTACTTGAGTATGTATGTATACATGATAAATCTTGTTTTTGTTTGGTTTAATGCTTGACT
TCAAATGATTTCCATTGATACAAAACATGCTTGGCTAATGTTTCAAAAAAAAAAGCTTTT
AGCTGAATAAAATTTGCTGGATTTTTTAGAATAATTGAACCCGCTCAACCGTTTGGTTTA
GGATGCGGATTTAAAATGATTTTGACAAAGCATGCCATGTTTGCTTGAATGTTTTTTAGA
TGGAAAACTTGACCGTCCTTTCATTTATGAACGGTCCTAGCTCTCCTCCGCAAGCCTACT
TTTTTTAAACCTGTTAAATGTGCTTTTTGCCTACACGCATGCCACATTTTTGTATAACAA
AAATGAAGTTATCTCTTTAATAAATCAGAAGAAATATAAAGAAAATTCACATTTTTGTTT
GTGGTGATATTCCTTGGTCAGGGCTGCAAGTGACCATCGGCCCAGATCTAACGGATGAAA
GAAAAACCCATTCCTGCTGTAAAATAGGCTTATTTTTTCCCACACAATACAACAATCTTT
TAAGCTGGAACACATT
>McF0028D10-MGRbd1
GCTATTTTTCGGGGGGTTAAAATTTTTTTTTTTAAATTTTTTTTTTGGCCAGGGGAGGGG
GGAATTTTTTTTGGTTTGGTTTCGGTTTTTCTAAAAAGGTGGAAGGATTCCCAAAAAAAA
AAAAAAAAAAAAAAAAAAAAACCTGGGGGGCCGCC
>McF0028D12-MGRbd1
TAAGACTTGAACTTCACGTCCGGTGGATTCGTTTGAATTGTTTGTAGATACAGTCGTTTT
CTTTTTAGTTGTATTAATTAAGCAC
>McF0028D13-MGRbd1
ATCAGCGGGGAGGTTGATGGAAGTGAGCTGGAGCTTCTCCAGCATCTTCACGACAGCGTG
TACCAGCAGGCTCAGGACTGGTACCAGCGCCTGGGAAGCCGCACCCGCGAGCAGATCAAC
AGGCAGCACGGCAGACTGCCTGAAAAAGAGGAAGACATTCAGGCCCTGTCCAACGGCCCG
GCGCGGTGTTGGTGGCTGCTGTCAGTCCTCCAGCTGGACCCCGCTTATCAAACCACTGTC
TTGTCACTGACTTCACTCAAAGACCGCCTGGGCCACCTCCGCCTCGTGCTGGAGTACTTC
TCTCAGAGCTAAAACCAGAGCGCAGAGAGTGCTACATCCACGGAAACGAGGTTTTATGCA
CGCACAATTCCCCAGAGGGACTGTTTTTAACCATGGTCAGACGCAGATGTGGCTTTCCTG
CAGAGCACGGTGGGCTTTTTGGGTTACGTTTCTCCCGTCTCAGTAATTCTTGGAATAAAA
GCGGTTTCTGTCGCCCCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0028E10-MGRbd1
TAATGACAAGCTAACCTAGAGCGGTTTGGTTTGCTGCGTTCACAAGCGCCGTTATCACGT
GAAAATGTGGTGAATTAAGGGCATTTATCTGTTCAGAGAATATTCAACAAACTAAAGCTT
CCGTTTCGTCGCATTTAATTAGTAGGAAGTAGGAAATTGGAGTCGTTTGTTAACCCAAAC
ATTGGAAAAACGGAGCGTCGTCTCCGAGATCCTCCTGCTTTGGTATTTCAAGGCCTTTTC
CAACCGTTCAGAGGGAGACAGCTCGGGAAGGAAGCTTCAGGATGCCGACTTAGGTGGACA
CCTGCCGCGCAGATCATCCACTGCGTGTCAGACAGCTCTCCTAAGGAACCGACCCTGGGA
ATTAACTGAAGATGGATGTTTATTTTGTAGGATAACCAGGTGATCTCGCAGTCACCATGA
AGCCTGTCAGCTATCAAAGCATGCAGTCATCTTTGAATGGCGGGCATCCTAACTTTACGT
TGGACCGGCTACTGAGCACTTCAAGCGTGAAATACTGTGAGAAGCGTGGCTTTGCCTCGA
CGGACGCCGCAGCGTATAAGAAGCACATGATGGAGCACGCAGAGACGAGGTTTTACTGTT
TCATTTGCAACCACGTGTACGGC
>McF0028E17-MGRbd1
CCATGTGATTATGAGAGCAAATCTGTGAGGACATCACGCATGGAGTTTCATCCTCTTCCA
CTAGAGGCAAGAGCCCTCCTTACCCTTTGAGGGCTTCTCCAAGAGACGGAGAGATGTTGG
AACCCCGTGAAATACCGAGCCACCCTATCGCCCATGCTCCAAATCCCCCACCAGTCAACC
CCCCACCATATCCTGGACTCAGAGCAGCAAATGGTGTAAACGGCGGCCCTGATATTTCTT



TCCTGCGAGCAGAGAGAGAAGCGGGCATCCTCAATCACTGTTTTGATGACATCGAGAGTT
TCATGGGCAAGTTGCAGCAGACTGCGGATCG
>McF0028E20-MGRbd1
CGAGCAATTTGGAGGGTTCGCTGTGTTAGCTAGCTGGATGCTTACAGTAAACGACATTAT
GCCTGTATGACGGGCTGTAGGACCTTTGAGATACTGTTAATAACAACCCAGAGATGTATA
TTATCCATCTATTGACAACCATGAAACGAGACTGTTCGTAATCATTCCCACTCAAGAAAA
TTCAAGATATAAAAGCAAGCAGAAGAAGAGAAACTGTCCATGATCTTCATCTAAAGGCAC
TCTGAAAGAGGAGACTGATATGGCGTTGAGAGAGGTAAAAGTGTGTCTCTTAGGGGACAC
TGGAGTTGGAAAAACAAGTATTGTGTGGAGATTTGTGGAGGATAGTTTTGACCCAAACAT
CAATCCAACCATTGGGGCATCCTTCATGACCAAAACGGTGCAATACCAAAACGAGCTGCA
CAAGTTCTTGATCTGGGACACTGCAGGACAAGAGCGGTTTCGTGCTCTGGCGCCGATGTA
CTACAGAGGATCAGCAGCGGCCATCATTGTATATGACATCACTAAAGAGGACTCCTTCCA
AACACTGAAGAACTGGGTCAAAGAGCTTCGC
>McF0028E22-MGRbd1
TCATGGCGGCTGACAGTTTGTAATGAGCCAACGGAAAAAAGCGATTTCTTTCAAGTTAGA
TTTACAGATTTTTTTAAAATTGGAGCCAGAAGTAAACCGACCTACAACATGCTGATAACT
TTAAAGACTTTGCAACAGCAGACCTTCAAAATCGACATCGATGAGGAAGAAACGGTGAAG
ACGTTAAAGGAGAGGATTGAGCAGGAAAAGGGGAAGGAGAGCTTTTCAGTGGCCGGGCAG
AAGCTGATCTACGCCGGTATGATGGGTCCCTCCCTGCCTCTTTCTTCCTCTGAGTACTCA
CGTGATGTTTAGACCGGTTCTGATCAGTTTGCATCCATAGTCCTGGCAGGTTAAGATCCG
GAAAGATCTGTACTCTTTGATTTGCCTAAAAGTTTTTTTTGTATATTTCTCTGCAAATTT
GACACAAAATTGCTTCAGATCTTAAACTGTCGGGTCTATAAAGTCCAGAAATCTAGAATT
TTCAGCCTAAAATATTTAAAAATGCATTTAATTTGATGTCATTTGTCTTAAATTATGTAT
TTCTTTGCTGTGTTGTTTAATAGTGACCACAAGAATGATGATACGCTGCAAACACACTTT
TGTTGACACACAAGTACTTTTTGGTACATAAAGTTTCACCAAAACCCATAAAATAGTTAT
TTTAGGTTCTGTTCCTCAATATTTTAA
>McF0028E24-MGRbd1
GCAGTTGCTTGATATCGCTGGGAGGAAAATGTCTTGTGGGCTGAGGAAAGAGACCCTAGC
TGTGGCCCTGGATTACCTGTCCCTGAGCTGCAGGAGCCCACTCCAGGCCCCCCCACCTCC
CAGCGAGTCAGCTGCTGCCATGAGGCGCCTGGCCCAGGACATGGAGGCGCAGTACCAGCC
CCGCTTCTCCACCTTAGCACAGAACTTCAGGAAGCACAGCGGGCCGGACCTGTGCTCCAG
CCTCAGGAAGGTGATGGAGGAGCTGGTGGGAGATGAACGCTTGAACTGGGGGAGGGTCGG
TTCCCTTTTTGCATTCGTGGGAGTGCTGGCGAGGCAGCTGAGGGAGCAAACAGACATGAA
CCCGGGGCTGGACCCCGGACGGGAAGTGGCGCCCGGGCCTGTGAGCTGCCAGGCGCTGGC
AGAAACTGTAGCTGATTTCCTGGGAGGAGACAAGAAAGAGTGGATGCTAGAAAATGATGG
ATGGGTAAGTCTGACCAGATGTGTGCTCAAATCAGCTAGGATTTAACAATAATCAAAGTA
AACCCCAGAGATGTTTGTCTTTTGAGCATATTTCAGGGAAATTGGTTTTTTTTTCTGCTT
TCTGAACG
>McF0028F06-MGRbd1
CGGGGAGTGTGGTTCACTTGGTAGGTGGGGAAGTTAAAAGTTGAGGTGGTGCTTAAATTC
AGAATGTGAACGGAAGGGGAAAAAAACCTGACCGAAGAAATGAGCAGTGGAAAGTTCAAA
CCAATCAGGTTGGAACAGCAAAGGTTTAGGTAGAGGAGTATGTCTTGCTAACAATGTGAG
GATCAGCAGCCACTGCAAGCAGAAGCTAAGGCACCGACCCGGATGTTCTACAGGACTCAA
CAATAATAAGACATGGACCGGAAACTGGCTAGTGTGGTTCGACTGGGTTACAAGGAGAAA
TTTATAATTGCAGTTTCTTCCCGCAAGGAACTATACGACACCAAGTCTTTCATACTGTAT
AAAAACGGAAAACGAAAAAACG
>McF0028F10-MGRbd1
CGGGACGGAGCTGTCCTTCTCCAGTACTTATTGACTGTCCACATCCTAACTGCAACAAGA
AGTACAAGCACATCAATGGTCTTAAGTACCACCAAGCTCGTGCCCACAATGATGATGACA
TAAAGTTGGATTTAGATGGAGACTGTGAATACGGAGAGGATTCAACTCTCCATCCTGAGC
CAGGGAACTGCAATGGAGCATCTATCTCCCAAAAAGGTTCCTTATCTCCGGCACGTTCAG
TTACTCCAAAAGGCAGGAACTTTGAGGCACAAAGGCCTTCTCCATCTCCTGGAAAGTTTG
GTTCAAAGCAGACCAAAAAGAAAATCAGTGAGACGGACCTAGATACTGGTGGCACACCAA
TGGATCGGCTGTGAGGATGGACGATGCCTTACCGATGAAGCCAGTAATGACGGCATCGAC
GATAACGCGACGTCAGATAAGGCGAGAAAGGCTGGCACAAAAACTGAGAAAATGCCCCAC
AAAAACTTGAAGTCCCCACGCCCCCTTGGTCCTGGCCCTCGAGCCGCCCAGCAGATGTAT
TCATTTCCTCCTGGGAACTCAAACTCATGCTCAGGGCTAACCCCCATGATGCAAGGAATT
CCCAAAAGCCCACAAATGAAAGGCGGACAACCTAAACCCCCTGCC
>McF0028F12-MGRbd1
GGGTTTTTGTTTTATTCATTTATTTTTACTCTGACCGATTTTTCCCACCTTAATTTTTGC
AAAACGCAGGTAAAAATAAACTTTAAACAATAGGGATGCATAAAAACGTGTTTTGCCTCC
CCTTTACTACCATTGATCCACGTTATAGGACTGTATCTAGTTTGTAAACTGTGTCGAAAT
AGAGAAATGCAGAGGATGAATGGGAAAAAAGGGCTCATCCTTATTGACCTCGTGATAGTT
GGAGCTCGTGCTCACGTTGGTCGATAACCTCTGGTCGAAATGTTTTCTTCTGAAGGGTCA



AGTTAAACAGAGAAAAAAACCTTAAACCGTCAGCTGAGTCTGCAGAACATTATGGGTAAC
GCGGAGAGCGCAGTGCCCCAC
>McF0028F15-MGRbd1
GGGGCTCTCGTTGTCAATCAAAACCCCAGCAGTGTTCTGAGTTTAATGAATGTTGAACAT
TGTTTGTAGACATCAGTCTCGCATCCACGATTCTTTTAGGAAAAAGCAGGTCATTTTTAT
TTTAGTTTTAAAATAAAGTGTTTTTTATTATTCCAGAACAAAAGAAAACAGTGTTTTTTT
TAAACAATGTCTGTAATGGAATGTTCTGTTAGAAAACAAGAATCAAATGGTTAACAGTGG
TGTTTGTGTCTACACATCTATCTGCAGACCATTAGTTAGCCTGTGAAGGGAAGAGGATCT
TTTATTTTGAAATGTTGCACTTTTGTTCTTGTTTTGTTGAACATATATTCAACACAACTG
ATTGGACTTTTTATGTAATTTGCTAAAAAAAAATCTTTTTTATGTTGGAGGTTTCTGTTT
CAGAGCAGTTTAAAGTATGTATGTTTGCGTGCGTGTATAATAAAAAACATATGTGGATGG
CTGACACGCTGGATTTCTTCTGCTCTGCTCAAGTGTCGCCGCTGCAGACCAGTACGTTTT
TCAGCAACCAGCTGGCAGCAGTGCCTTTTGCAGGGTTCTGGGTTGTATTTTTATTTAAAA
ACTATCCCTACCTTCTGTTTGCGAAAAAAGAT
>McF0028F18-MGRbd1
ATGCCCGGGGAGCAACACTTTTGGGAGATCTTGTTAGTTCAAGAGTTAGAGCCTGGCATA
AAAGACGATGGACCCGTTTAACGAGGAAGATAAAATGTATCTTTTTGAAAACAGATTGAA
AACTTTTGAAAATTGGCCTTTCGACAAAGACTGCACCTGCACCCCGGAGAACATGGCCAG
AGCTGGCTTTGTCCACACGCCCTCAGACAACAGCCCAGACATCGCCATGTGTTTCTTCTG
CCTCAAAGAGCTGGAGGGCTGGGAGCCAGACGACGACCCACAAGAAAAAGGTGCATTGAA
GCCATCACCAAGTTTGAGGAGGCAGCCAAAGTGAGGCGAGAGAAGATCATCAAGACAGCC
AGAGGAGAAGAGTGACACTGGAGTGGAGGAAGGAGAAGGGGGTTCAAAAGAAAACGGCTG
TCAGTGCAGCGATTCCCGTTTGATTTTTTTTGTCCTCTTTGTTGTGTTGTATATAAATAT
CCTGAATGATTTTTATTCATCGCATTTTACTGATATTTGTTTCTTCTTTAAAGCTGTTCG
TTTTTATTGTTATTATTACGGTATAAATAAAGATGTTCCAAAA
>McF0028F20-MGRbd1
GGGATGACTTCTTCAACCAGGCTGAATGGGAGAAGAGCTTCAGGGAATACGTGCTGTGTG
AAGCCAACGTGACAATTGCCTCTCAAACCAACAAGCCCATCCCAGAATGCACCATTAAAA
ACCGTCCCAGCCTGATGGTGGAAAAGATCAACCTTTTCTCCATGGTTGGAACTGGAATAG
CCATGAGCACGTGGGTGTGGACTAAAGCTACCATCCTCATCTGGAAACGCACCTGGTTCA
AGATCCTTGGCCGCAGTGATAATGAACCCAAAAGGATTAAGAAGAGCAAGATGATAGCCA
AAGCTTTTGCAATGAGGAAGGAGCTCCACAAGGACCCAGAGAAGGAGCTGGCCTTCAGCA
TGCACACGGTCTCCCATGATGGGCCAGTGGCTGGAATTAACTTCGACATAAACGAGCCGT
CCAATGACGTGTANTC
>McF0028G12-MGRbd1
TTATGCCCGGGGTAACTGATGTGATCACATTCTCAAGTCTGCAGGAAAAATAGAAATCCT
CCTTAGAGCACCAAAACACGTCCACTCACATTCATCGCCATGCACCTTAGACTTGCTTGT
GTGTTTGTAAAAACTGTGCGTTGTCTTGTCTTTGTGTTGTAGTGTTTTGGAAAATGAAAA
TGGTGGGGAATCGTAGAAAGGAACACGAAAATAACAATTTCTCCTCAAGGATGAGACAGA
ATTATGTTTACATTGCCCTAACATGACACACAGCAAGAGAGCAAGAGGCATTATGGAAGG
AGAAGTGCAGTGATGTTAAAGAGGCAGAATGCATTTTACACGGATGAGTGTGTGCATGCA
TGTTTCCTTGAGAATAAATGACTGCTTTGTCTATAATCCTTTGCCCCGTCAGTAACCATC
TGAGACAAGTTGGATATAACACCACCTTCCATTTTTTAAGTCTGTCAGCTTAGTAGCTGG
CATTCCTTTTGTTTCCTTGGAAACTCAAATATGTAAAACACAGGTCTGGTTTTGTTAAGA
TGCGTGGGTGGATGTGTGTCAGTGAAGGAGCTGTAGTTCTGAGATGAGGTCAGCAATGAC
AAAGTTTTGCTGATAAAACCTTTCAGTTGCGGACGTT
>McF0028G17-MGRbd1
GGTCAGTAACCGTTCGGAGTGGAGTCAGGGACGGTGCGGTGAACAAAACTCCCAGACAAC
TGTATCACACTGCCCAGAATACTCACTCACCATCACCCACCGAGACCAGGCTGTTCCACA
AGAGGAGAAAAGGATGAACGAAGAGAGTGACGGAGAAACAGAAGGAGAGGAGCAGGAGGA
GGAGGAGGAGAGAGGCAGCGATGAAGGTTTCATGGGAATGACTCCTCTTCTGCAGGCTCA
CCATGCAATGGAGAAGATGGAGGAGTTTGTACACAAGATGTGGGAAGGCCGGTGGCGCGT
CATTCCTCACGATGTGCTCCCAGACTGGCTTAAGGACAACGACTTCCTGCTTCACGGCCA
CAGGCCGGCAATGCCTTCATTCCG
>McF0028G20-MGRbd1
ACACGGATTTCCACCCGTCTTTACCAGTTAAACCAGTATCTCTGGATAGAGCGCACTCAA
GTACAGCAACAGTTTTTACCCTTGTGGTCCCTGATGGCTTCGCACAGTGATACTCTGGTG
GTGTTCTTTGGGGCAACAGCTGGTGCAAATGGGGGTAAACTGGGTTCGGATGAGAGGGAA
ATAATTCTCTTGGTGTGGCAAATTGTGGATCTACATGAGAAAAAGGTTGGGAAACTTCAT
AGTTATTATGTGAAGCCAGACTCTTTGGAGCTGACGGACCAATGCAAAGAGGAGACGGGG
CTGACTGTGGAGGACATCATCAAAGCTGAGCCCCTGGACAAAGTTCTGCAGCAGTTTCAG
CAGTCTGTCTCATCAGAAGTGAAATCCCTCGGCAGGTGCTCCTTCACACTTTTGGTGAAC
AGTCCCCTTGTTATCCGGCAGGTCCTCCACCCCGAAGCATCCAAAAAGGTTGGCGTTAGT
CTGCACGCTTAACATGTCATAAGCCAAGAAAGTAATTTGCTTGAAATCATTTTTTCTCTT



TTAATAAACAAATTAAAAGAACGAGGCAGAGAACAAGGAAAAAAAAAAAAGA
>McF0028H01-MGRbd1
AGAAAGCTACTCAAGAGGAGTTTACTCGCAGAAAGCGAATTGAGGCTGAACTGGAGAGGA
TGACACACACCTGCAGAGAGCACACAACCACAATTACTTCACTGAAATCGATTCAGATAG
AAGCAACGACCTCTGGGAGAAAATATGAGCAGGATCTCAGGGCTCTCCAGGAGGCACTGG
ACAAGAGCCTCAGAGACCACAAAGCCACCAAAGAGGAACTAGCAACCATGACCGAGGAGT
TTAAGAAACTAAAACAGAAGCTCCAGCAGGAAGTGGTCCGAAATCATGAGCTCAATCAAC
GCAATGAGAGCCTGTATAAGACCATTGAGGAGAAGAGTCGCCAACTTAACGAAAACACCA
CCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0028H13-MGRbd1
CCATTATGGCCGGGGGGGTATGTAAAAGATTTCTTATTTGCTTGAATCAACACAAATGTC
CACATCAGCCAAAAGAGGGTCTGGGTTCTTAACTGATTGATGTTTAAACAGTTCTTGTAG
ACTGGCTGGAATGAAATCACTGCTGCACATTCTGGTTGGAACAGGAATACCGAATTTTGA
AAGAAAGTTTTCATACGACAGATGTCCATGAGAGTTGAAAAGTTGCCTTATCAGACACAT
GTCATTTTCATTCCATCTGGGGGGAAAAGGTGACTTATTCTTGTATTGCACATTACTGTC
ATTCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0028I01-MGRbd1
CCCCGTCTTAATTTTTACACGTCAAATTACGAAACTCTTCCCGTCTGCATAATTTAAACG
CAGCTAAACTTGTGAAGATACAAGATTTTTTTCCTCTCCCAGCCGAAACATCGCCATGAG
TCAGAAAAAACGAAGAGT
>McF0028I06-MGRbd1
AACTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAG
TCGAGCGGATGACGGGAGCTTGCTCCTTGATTCAGCGGCGGACGGGTGAGTAATGCCTAG
GAATCTGCCTGGTAGTGGGGGACAACGTTTCGAAAGGAACGCTAATACCGCATACGTCCT
ACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAG
CTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGAT
CAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT
TGGACAATGGGCGAAAGCCTGATCCCAGCCATGCCGCGTG
>McF0028I07-MGRbd1
GATCCACGCAGGACAATCAGCTGTTCCTCCGCGGGATTCCCTCTCTGCATCGCGCCGCAT
GGAAGAACCGGAAACTGGCTTTTGATTGGCGAACACAGAACAGACGAGTCATTTTGCACA
TTTTCATTAATGTTTGTTCTTCACTCGTGGATTATTAATCTGTGACGCTGCGCACTTTGC
GCATGTGTGGATCTCAATGGGCCTGACGCAGATGCTCAGGATCGCGCTCTGCGCTGTGAT
GAGTCTGCAGAGCGCCTGCGCAC
>McF0028I12-MGRbd1
TCCATAGTATTAGGTCTCCCCGGTCATGTGTATGTGTATTTCGAGCTTCGAGCTTCGAGC
TTCCAGCCATGTGCAGTGGTTTTGTTTTTTTGGTCTTTTGTTAAAATGAAAGCCCTGGTT
TCCCCTGCAACCTCTTGCCTCCTCATCGTGTCGCCTGGGTACTTCCTCAACCTTCCCTCA
TGACAGAAGATTCCGCGTGGCTTTTAGAGGTCGGATGTCTCGGTGACTAATGGCTTCTGC
CTCCTTGGGGACTCTGAGAACACTGCAGCGGACTGCTGAACAAAATGTCCGCAACACTCT
GGGGATCTCCCTGTAAGACGCTTCGCTCTGCAGCCAAAGAACAAACCAAGCGGCTCTGCT
TTCATTCCTGGTGACGCTCTGTCAGGACCTCCCTGTGCGGACAGGCGTCGGCTCCCTCGT
GTGTCCTGAAAGGTGCAAACACGGGTGCATCTTCCTGTTCAGGCGTCTGACCCGGTTTAG
GAAAACTCTAACTGCTCTGTTAACTTAAGATGGGATTTAACTTGAATGTATTGAAATATT
AAAAAGCAAGTTAATGAAATAAAGTAACAAAAAAGTTCAGCAGAAATTTACCTCTGAG
>McF0028I19-MGRbd1
GCGTCTCTGCCACGTAGATGCCTAACTGTGCTTGATTCTATCGGTTTACTTTCGCACTTT
TGGGTATTAAGGAGCCGCGCTTTCATACATGGTGCTGTCCGTGTTGAGCTGGTGGTGCAG
CTGGCTGTTGGCGTCCGTCAG
>McF0028J02-MGRbd1
GGTTCATGGTCTAAAAGCTATAGTCTTTCTATTCATTCTTGAACTTGGTTAACATATTTT
TTTTTTGTCTTGAGCAAATTGATTCATTGTTGCTATGGGCTGCTTTCTTTTATCCCCCCC
CCCCCTCACTTTCTGAAGACTGGGACTGGCCTTGCCTCCACTCCTTTCTATTAATCAGTT
CAAAAGTAATAAATGGGGGATATTCAGCAAAAAAAAAAAAAAAAA
>McF0028J03-MGRbd1
CATGGCGGATGTTTTATCGTTGAAAGAATCAGTTGTGGTCTACTTAGACAGAAGTGGCGG
ATTTAAGAGACTAGCGGACGACTGCAAACATCTAAATGGTATGTTTTCTGTGGGATTTGA
GACCCACAGCGGACCGAAGCAGTCTACAAATTCTCCATCCGCGTCAATCCCTCCGATTTG
ATGGAAATAGACCCCCTGCTGGGGGATTTAGTTCTGCACAACCCCCTTAAGGCAACTTGT
CTTTTTCAAACTGTAAGTGAAATATGTTAATCCGACTGAAATAAAATGAGAAAAAAAAAA
AAAAAAAAAAAAAAAAAAACCTT
>McF0028K02-MGRbd1
TTCTTATAAGAGTACCATAATAATCAGGAAAAGATTTTCTGAATGGTGTTTCCTTCAGTA
TTTGTGGCAGATTAATGTGATTAACCCTTCAATGTCTAACTGAGCCAGGAAGGTTTTTGA



TAGCTTTAAGTTCAACTACTGATTCATCCTCTTTTGCTGGAAATAATCCTACTAATATAT
ATATATATCTTCAATGTATGGTACTGTTTTGATGGTAGGTTAGCACATTTTTGTAATATA
TTTTTAATGTATTCTTTTGGGGGTGAAAAGTCCAAATTATTTCAGAGATCATGAGTCATG
CAAATGGTTAAAAACAGAGGGATTGATGTACCAGTGTCAAACTATATTTTTCAATGTCTT
TAAAACAATATTTTAGTTTTCAAAATAAAAAAATGAAGGAAAACTGCTTCTGAAAATGCA
AAGCACAATCCTTAGCTGTGCATTTCATCATGAAATGAGTAAAGAGACGTGTACCTGCAC
TAGACTGTAAAAACAGAATTAGTCCGGTTTAGTGACTCAGTCTTCTGTTTCCTTTGT
>McF0028K05-MGRbd1
CCCCACCCTTTTTCCATACAGGGAGCTGTTACCAACAAGCTAGCTGTCAACAAAGGCTAA
AACTGAAAAATTGCCACATTTTCCCTGAAGTCGGGTGAAATTGCAGACAGCAGGTGCTTG
TTTTGGTTTCACAGCACCGCTGGCCGAGTCCCGAAAATGGCAACTACTGCGCAGTGTGTC
GAGGAG
>McF0028L14-MGRbd1
CCATTATGCCCGGGGAACCAGTTTTTTCTTCTCTTATTTATGATCTGTGTTGTCCCTGAA
GTGTTTCTTTTGTAGAAGAGTTGTTTATTTTTATGTGCTGGGGTTCCTGTCTGTGCATTT
CTACCTTCAGGCGTCAGCGGCACACGTGCTGATTGAATGTAGCTGAGCAGCCATTTCTCC
TCATCCCAG
>McF0028M01-MGRbd1
ATCACACTCCGTTCTCCATCTCTGCACCCCCCTGCACTCTCTGGAGGATTAAATCCCACA
TCTCCAAAATGTCCGACAAACCTGACATGACTGAGATCGCCCGCTTCGACAAGACAAAGC
TGAAGAAGACGG
>McF0028M03-MGRbd1
ACGCCGAGGCGCCGACATGTTTNTTTTTTTTTTTTTTTTTTTTTTTTGGGAAAGAGTATT
TGTGGTTGTGTAAAAGACAATATTGGTCCATAAAAGTAATGGCTTTCTTTCTTGCTGGAG
AAAGCTGGATGAGATCGACGACGACTCATTTATAATTCAAAAAAAAGA
>McF0028M04-MGRbd1
CGGGGGAGGGTCTCACACATAGTTTCTGCTCTGAATGCGGAATCAGCAGTTGTGGTGGTC
CCAAACCGGTATTACATTATTAGGCATGCCCATTTTTGACATTTAATTCCAGTTTCTTGT
GGATTTTGAACCAAACTTTAATAAAAGTGGGGTTTAAATGCATTTCCAGGCAGATTTGAG
GACAGGATCACCTAAACATGTTTTTGGTATATTCTTTTTGTAGGTTCTAAAAATTTTGCA
AAAATTAAAGGACCTTGATGTCACTTTAGAAATTCTTGCTGAAACTGGTATTGGAAAAAC
TGTCAACTCCTTTCGGAGGCACAAACAGGCTGGAGAGGTTGCCAAGGCTCTTGTTAAAGG
CTGGAAAAACCTGGTCCCAAAGGAATTCACTAGCTCTAAAGAAGATGGAGTTTGGTCAGA
GAAGAAAGGTAAAGAAGAACAAAGCTGTCCCAATGATGAAGAGCCGCCTTTCGGGGATGA
AAATAATAACTCAACTTCACATCTGAAGAACAAGAACTCGCCTGATGAAGCTCCTTCCAC
TAAGAGGAAAGACG
>McF0028M05-MGRbd1
CCATTATGNGCCGGNGACAAATACACACACACACACACTAGCTGCCATTCCTAAGGCTTC
TTAGTCACACCGGAGCTGTTAATATTGGAAATGATGACGTGTGTGGAAAGATTCTGACTT
AGTTCACTTTACAGACACAAATCGAGCTTATTCAGTCATTTCTGTGGCACTTTAGTGTGT
AATTTCCAACCAGTTTTAGATAAATGTCGGGGTGTTTGGGCCCCTGAGGACCTCTAGTGG
ATCGCTGGCAGAAACTTGAAGGAAGCTCATTTGCTGTAAGTCTTGAAGGCGGCGGCGGCA
GGAATCTCCTTCAGCTCCCCGCGCTGCGC
>McF0028M15-MGRbd1
TTCTTACTGCTAGCTGGCTAGTCGTCGTTTCTTTTTCGAGCTGTAATTATGGCACCTTTA
GACCTCGATAAGTACGTGGAAATCGCAAAACATTGCAAATATTTGCCAGAAAATGACCTA
AAGTTTTATGACCTCTGTGAACCCTTCAGAACTGGAGGCCAAGTGCCAGACACGAACTAT
ATTTTCATGGGAGACTTTGTCGACAGAGGATATCACAGTTTGGAGACATTTACATACCTA
CTAGCTTTAAAAGCCAAGTGGCCCGATCGT
>McF0028N01-MGRbd1
GAGACAGACAATCACCCAAAGATAAGTTCACCTGATTTTTCTGTGTGTTAAGATCTGCTG
AAAAGAGTGGCTGGAATCTGATATTCAGAGCTTTCAGCTGGCTCTGGAGGGGCTCGTTGG
CCTCCTGCTGCTCGTCCAGGTCTCTCTGCAGCTTCTTCTTGCCGTGCTCCAGACGGGCGA
TCTCCTCTTCAGCCTCGTCCATCTGCCTCTTCAGGGCTTTTAGACGCAGATTCAACTACA
AAAAACATTGAGCTTGCGGTTGGCCAGCTGCGGGTTGGCTCGCTCCCTGAAATGCAGAGA
CTGGATCTCACCTTTCCTCTCCCTCCAGCCTCTCCTCCAACTCTTGGACGCGAGTCTCCA
GCTGGGGCACCAAACCGGCTTTGTTGGACTTCTGGGAGTTTTCTAGATGAGCCACTCTGG
CCTTCAGGTCCTTGTTCTACAGAAAAGCTGATCTCCACTTTGACGCTCTTCTTCAAGATC
ATCCTCCATCTGAGCGATCCTCTCCTGCAGAACAAAAGATTTGCACCTGTTGGTATCTTT
AACCTGCAAAAGTGCCTTCTTATCCCGTCTTCTCAAGC
>McF0028N02-MGRbd1
TTCTTTCGTGTCTTGGACCAGTGCGGTTAGTTTTGACCTCACGGAGCTTAGAAATAAAGT
AGCAAAAATCAAAGTGAATCCAAGAGGCAATCTTTGGGCGACGGGACATTTCATGGGCAA
GAAGAGTGTGGTGGATGCGCCTCTGCTGCCCTCACCTGAGGACCAGGGTGCTGACGCGCT



GGATCTCCTCGTCCCCACGGAGCGGACTGCGCTCGGAGAGCTATTCCACGAGTTCCTGCG
CGTGGCG
>McF0028N09-MGRbd1
GATGTTAAAAGAATGTTTGGAAGAGCAAAATTACTTAAGGAAAAATATGAATTTGATACC
ATTTAGTGCCCCAAACATCTGTCTTCATTTCCACAAGCTGTAATCGGATGCACTCGACCT
TGTAAATAGCTTTAACTGTAGAATGATATATTTCAATTTTTATAAAGTTATTTGTTGTAT
TTATGTAATCTTTTGTATTAAAAGTAGCANAAAAAAAAAAAAAAAAAAAAAAAAAAAACA
T
>McF0028N18-MGRbd1
TGAATGAACCGCCCAGCTCATTATTCTCCTCACAAGGACCTGTTTGATGGATCTAGCAGC
TGAGAGTGCCAATTTAATGTGAGAAACGGGGATTTGGTTTCTTGGGGAGGAATCCGCAGA
CTCCTGGATGATTGGGATGCACCGTGGGCTGGCCTGTCATTTCAGACACCCTTGAAAATG
CTAGAGCCACAGTGAGTTCAGCTGTGAGCCCATCAGACTGAGAATGTGCCAGGATCTGCC
TTACAACACCACCTTTATGCCCAATCTCCTCAACCACTATGACCAGCAAACCGCTGCACT
TGCAAT
>McF0028N19-MGRbd1
AATGAGGACGACCCCTCCGTGCTGAAAAGCCCCCTGCTGTCCACAAACAGACCCCTCTAC
GTCAGCCTGCCCTCTGGTAGTGCAGATGAGTCAAAAGGTTACCATGAACAACTGAAGCAG
ATGCTGCAGGATTTGGCCAAAGAGAAGGAGAAAGACGTGGAGAAGCCTTTGCCGCTGATG
AATCAGAGAGAATTCATCCAGGTCTGTAAGACCCTATCCTACATGTTCCATGTTGACCCA
GAGGAGAATGAACTCTTCCAGGCCATCGCCAAGGTAACCAGCCTCGTCCTGCAGATCGGT
GAGGCGGGCCATCGCGGAGAATCCCTGAGGTTAGAGGTCACCAGCGAAGAGGATCCAAAA
CCAGCGGGACTTGGTGGTGGCAGTAGTGATGGGGGTTTGGAGGCAGAAGAGGACTGGATG
GTTAGCTACGCTCAGATCTTAGCATCAGTCCTGACTGAGCAGGCGCTGGTGAGCTTCTTT
GAGAAGCCGGTCAATCTGTCTGCCAAGATCACAGCCGCCAAAGAGAACCAGTACCAGCAG
CGGGCCGGTTTGC
>McF0028O11-MGRbd1
CTGAGTGAACAGCTGCAGCTACACCGAGCCTCAGGTGTGTGAGGATGGCGGAGGAGCATT
ACCTGGAGCTGAGCGAGAACCCGGTGCAGTTTGAGCATGCGTCCAGCGTCAACAACGTTT
TCTTTGACGAGGCTAACAAACAGGTGTTTGCGGTGCGCTCAGGTGGAGCCACAGGTGTGG
TGGTCAAAGGCCCGGATGACAAGAGCAGCGTCGCCTTTAGGATGGATGATAAGGGTGAGG
TGAAGTGCATCAAGGTCTCCATTGGTAACAAGATCTTGGCTGTGCAGAGAACATCCAAGG
CTGTGGGGAGGAACCTCTGGCTCATCTGCATCTGACTCTTCTCTTTGGACACAGGCAATG
GTGTTGGTGTCTGGCTCCAATTCCTTCAAACATTATTTGTACTTTTTAAAATTAAAAGAT
ACACTTGTTCAACACAAGTTTAATCACATGTTG
>McF0028O12-MGRbd1
TGAAGCGACAAAGCTCCCACCAATGTCACATGCATCCTCAAGACCCTGGTGGAGAGCGGC
GAGATGATCCTGGCAGACGGACGCGGAATCCTCTCCGATCCATACGAAGCCAAGGGGAAG
CCCAACGCCATAATCATGCATCCAGAGCTTAGAATGGTGGTCCTGGCCAACCGGCCTGGG
TTCCCTTTCCTGGGAAATGACTTTTATGGATCATTAGGTGACATTTTTAGCTGCCACGCT
GTGGATAATCCAAAGCCTCAGGCAGAGCTGGAGATGCTAAAACAGGACGGCCCCGATGTT
CCTGATGCAACCCTGCAGAAACTGGTGGCTGCATTTGGAGAGCTTAGGTCCATGGCGGAT
CAGGGCACCATTTCATACCCATACTCCACTCGAGAGGTGGGCAACAT
>McF0028O16-MGRbd1
CTCAGTGGCCCCGCCGCCCACCTGCTGCATTCTGGGTTATGGTGGGGGCCGGACACGTAT
GTGCAAACGTGAGGCGAGCAGGCGGAGGACGCGTCCACCCTCGGGCTGCTGATCTCTAGA
AAGTCGGGACTTGTTTCCAGAAAAATGAGAAAACGGCTTCGAGACTACACTTTGCAGGGC
TCGACATAGCCATTTGTCCGCGTGCCCGGTCCTGTTTTTCGAGCAGTGCGGACCACAAGA
CTTTACTTTTCACTTGTCCGCGTCGGCCACTAAAATATCTAACGGTTTATATATTCTTCA
CCTTTTTCAATAAAGTAAATTTTGCGGGNNAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0028O20-MGRbd1
CAGACCTTGTGTGGTCGGACACCGCAAACAAAGAGCCCAGTTCCAGACGGGGTCAACGGG
GTCAACAGGGTCTGTTTCGCAAACTTTTCCACAAACGGCATCCCTCAGACTCGGATGTGG
AGAGCAGACAGAAGCTACAGCCCAGAGAAGACGCAGCAAACCCAGAGTTCATCAGCGCGA
CCGTTCTGAAGGAAAAAAACTTGTAGCAACGCTGCAAGAGAACAGTCGGTTTTTTGGCAG
GTTGGTTTGGATTTGCACTGCCCCATCCTCCAAACACTCCAGCGCCTGTTCCTCTAATGC
CTTAAAGGAGAGTACTGGTATTTTATATAGCTTCTGAAAGCTTTTTTCTATCCTACATGT
TAGCGGTTGAGTTGTTTTTAAATCCTATTGTGTCCGTTTGAAGATCTGTGATGATACAAA
ATGAATAAACTGATTTTTTTCTGGCCANNNAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0028P15-MGRbd1
GGGGGAGAGCAGCATTTCCTCCTTCCCAGTCCTTACAGTGCAAGAAAGTATAGGAAAGGA
GGCAATTTCATCAACAGAGGCTTACAAGTCACGGGTCAACTCAGATAAGAACTAAAACGG
TTGAGACAACCCTTTCCCAGGAATCAGTCGAACTCTTCGTGACGACTGTTCTGCTCAGAA
AAACAGGAGTAAACGGAGCAACAGTAAAAAACAGAGGAAGCCTGTGGATTACACAGTAAC



TGGACAATGTCGCTCAGCAGCAGGGTTGTCCACAAAAGGAGGGAGACCATCACTGCTCTG
CCTCTCTACTTTCAAGGGCGCATGCAGAAGAAACGCTCCAAAGATAAGTACACTGAAAAG
ATGGACCTGTCACAGCTGAAAACCATGCAGGTGGAGTCTTCCTACAAAAAGAAGGAGGAG
ACTGTCTTTATCCTCTCTCTGCCCAAAGAGGAGGTGCAGCTAAAGATGGAGAATGCCGAC
ACTGGGGAGGAGTGGAGGGGCTACATCTTGACCATGGCCAAAAAAGAGCTTCCCAACAAG
CTGGAACTGATGCCGGGTCAGAGAGTAAAACTGGAGGATGCTCTGAAACAAGAGAAAAAA
AGAGTTTCACACCATTCTC
>McF0028P18-MGRbd1
AAACCTTGGTGACATGACAGAAAGTGGATTATTGTGCCATTAACTGTGCTCAAACCCAAT
CGTAGGGCTGACAATTGAAGAAGACCTCATTTTAAAGACGTGTCACAGATTTTTAGAGGT
TCTCATGCCGCCTAATCTGAGAAGAACAACATTCTGCAACTGTCACTGTGAAATGTATTT
AGTGTTCCTGTCTGATACTAACGAGGTTGTTCCTCCAGTCTGACACCGTTGGTGGGCAAA
AACCGGAAGCGTGCGTCTTTTCACGCTGATTAAGTCGAACCCTCCCAGTGCCTGGAGCCT
GAGCAGAAATTACACGTTGGTAAAAAGTGAAACGGCTGCCGCTGCCCTCCAGCACTGAGG
GGAGAAAAGCACTGATCCAAGGCGGACATCCATCTGCCCTGTGTGGAGGCGCACAGGCCC
AGCTCAGGCCTGATCACATCAGATAACAGGAACAAAAGCCCAGATGACAGTAGATAAGCT
TTCTAGAGTCCAGTGACCAGACGAGGGAGAATGGGAGGCATAAACCAGCTGCCCAGCCAC
ACTCCCTTCTGCTGCTTTCTCCATGAGATGAAACTCTGCAACTTCGGACAATGAAACTGC
TCAGAAAACTG
>McF0028P23-MGRbd1
GGCCGGGGGAAAAAGGAAAAGCCTTAAACAGACAAATGCCTCCACAGCCAGTGAAGGGCT
CCACCAGCAGAAAGAGAAGACCCAACTGGACCGACCCGGAATGCCTTCTTCTGGCTCAGT
TAATACAGAAAAAGCAGAACATAGTCAGAGGAAAGCAAAGCACCGGAGTATCGGTTCAAG
ACAAGAGGCATGCCTGGAAGGAGATAGTCCAAGCTATTAATGATGCTTTTCCACAGGTCC
AGCGCACAGTTTCCGACTGCAACAAAAAGTGGGAAAACCTCCTTGCGAAGCGAAGNGAGG
AGATTAAACGACAGAGTAACAAAGAAGGAGAGATGTTATTTGAGAAACTTAGTGCCGTGA
CACAGATAGTTATTTCTGTGTTGAACATCTCGGAGAAGAAGATGCAGGAACAGAAGAAAC
TTCGTGACGCAGATCCAGCGNAAAATCCAGAAAACAGCTATGCTGAAGATGGAAATTCAA
CAACAGAGGAGAGCACGAGCAAGCAGGCGCTGATAGAGGTAGAACTTTCAGATCCGGATC
CAGATCCAGATCCAGATCCAGATCAAACCATCACTCCAGACTATAAAACGGCTTCAACAA
AGATTCCCACCTCCC
>McF0029A02-MGRbd1
GAAAAGAANTTCGGGTGACGATCTTAGTGAAAGCACTATTCCCAGGTGGATGTTTGAGAC
CGGTGCCGTCTTCCTCCATGGCTACGACAAAGAGGGCAACAAGCTCTGTATGCTCATCAT
GCATGTTACCCATCCCGATTCAACTTTTGAGTTCTACATGTGCCTCTGAGCTGGCCCTGT
TTTTGCTGAATTCTGTTTTGTTTTTAAGTCTGGTTTAAGGTGAAGCTGCACATTAAGGAT
GCAAAAACGGCCATGGACAAGAAGAAGTACGTGGCTTTCTGGCTCGAGCGATACGCCAAG
AAGGAGCCTGGAATGCCGCTCACTGTTGTGTTTGACATGGCGGAATCTGGAATCAGCAAT
ATAGTAAACAACCTTCCTCGTATATTAACTTTAACATATGCAGCATTTTTGTATGTATGT
ATTCATTTATATTTAAAGTAACATCTGATAGATACAGTGTGGGTGCCCCGAATTAACTAT
GTGAAGCTTAACGTTAAGACGTCTTAATTATAATGACACTTGAGGCCAATTATGAAGCCA
GATTTAATGGCTCAGGCTTTCTAATTGTTTGTTTTAAATCAGCGTTTAATACAACAGTAA
AATATTTAAAACAATAGGCCAAAAGAACATTTCCAATAGTGACAAG
>McF0029A08-MGRbd1
CTGCATTCGAAGGTGGAGGAGAGGGTAAAGTTAAGGCATTTGTCCGTGGTGGTATCGCAA
ATGCAACAAAAGAAGAAGCAGCCGCTGATGAGAAAAAAGGAAAGTTATACAAGCCCAAGT
CCCGTTTTGACGCCCAAACAAAAAGCATCTTGCCTTTGGAGACCCCACCCCAATTTTTAG
CATTTGACAGAAAACAAACTGTTAAGAAAAATACCGAACAAAAAAAAAAAAAAAAAAAAA
AAAAAACAT
>McF0029A09-MGRbd1
GGGAGCACCAGNTCGAGCTCCAATAAGCTGAAGCCATGTAACACTGGGTAAAGGGTATCA
TTGAGGATCGCTGCTATATTTTACCTGTAGGACAGCTCTTCTATTTGTTTTACACATATG
TAGTAATCAACATGTTTAAATAACATGACAAATAGTTCTTCGTCTTCAGACAGGAGCACA
AAACTTGTAAAGATGGGCGAGTTTGCAAGCGGGGCTCCTGGCCAGATAACCGTGTACTCC
ATACAGGGCTGTCCACACTGCGTGCAGGCTAAGGCCACCCTGGGCCGATTAGGGGTCCCG
GTGCACGACGTGGACGTTGGTAGTCATTCAGAAGTGAGGGCAAAGCTGAAGGAGCTGACA
GGTCGCAGCTCCGTACCCCAGATTTTCTTCAACAGTGTTTACGTTGGTGGGAATGAAGAG
CTGCAGAAATTGGCTCCTGAGGAGCTTCAGAGGTTAGTGTCTGTGGTCCAGACAGAGCCT
CTCCCTGCTGATGCTCTCCCGTTACCTGACAAGAATCCATCGGAGCGTAGCGATCAGGAG
ACGGATAACGCTGCTGAGCTGTCTTTGCTTTTACGAGAAATGATCCTGAAACTGTTCTCG
GATCATCTCTCCGCCGATGGCAAGTCTGTTGACTATAAAGGCATGTCTGCCAACCCGGCG
TTTGAG
>McF0029A10-MGRbd1
CCAGGACCCGTCCAGAGTTTGGGGTCCGTCCTGAAGGAAGAAAAACCCGACGATGGTGAC



GGGAGGCTGAGGAACAGCCGGCTGCTCCAGATCCTTTCCCTGAACTTCATGTTTGTAGAG
ATAAGGAGCTCTGCTTTTAGAACGTGATAAGATCATCTGTTCACATGGACGTGGGTTTTT
ACCCACAATCCTCCAGTTCTTCACAGACAGAAGCAGATCCAGCAGAACCATGGACTCTGG
ACCACGTTGGCGTTTGGATCCAGAGTCTGAATAAACATCTAATGACGGATTCTTTAGAAA
CAGCAAAACATTAGATGGAGGGTTGGATTCGTTCAGGTTTATGTTTAGGAAGCCCTCCGG
TAAACCGCCGCTCCGCCTGGCTTTCCCCGCAGGTTTCACCTGCAGCAGCAGGACGTTATC
ACGCAGATAACCGGCTTATCTCTCCGTTACGTAACGGTTACTTACAGAAATACTGGGAGA
CGGTTTCAACCCGAACAAACTAACTCGCTTAATGTGTCTTTAGTAACTACCGTGTTATTA
CCGGCTGGTCGGCTAACCACGGCTCCTCGGTAAGTTAACGGTCTCCGTGTCTCTTACCTA
CAGACGCCTCTC
>McF0029A17-MGRbd1
ACAGAAAAACGTGCATCTTTATGTTCAGCCAAAAGACAGTTCTTCTGCAGACTCCTGGAC
CGGACGTGAACCTGCTCTGCGTTTCCTCCCATGATGATGCTCCAGCTGGAATTGGCTCTC
AGCCTCCTGACCCACGCGGTGTCCATCCCTGACCCCAGGCAGAGGGAGGCTCTCATCCAG
CTGGAGACCTCCATGCAGACCGGCGGGCAGATGGTCCTGACTGATGCCGAGCAGGAGCTG
GATGTCCGCCTCTTCAAAATGAAGCAGGGGGAGATGGCGAGGGCCGCCTTTCCTCCCGCC
ATGCATTTCTTCAGGCCCAGAGACCTCATCAGG
>McF0029A22-MGRbd1
GGGGAAGAGGCAAAGGAGGCAAAGGGCGCAGGAGGAGAAGAGGCGAAAGAGGGAGAAGCA
AAGGAGGTCGAGCCAGAGGTTGAAGAGAAAGAAGTGGATCTAGAAGAAGATGAAAGCAGG
AAGAAAGAACCATCGGATGATTTGAATGACCTGAACTTTGCCAACCAGAAGAAAAAGAAG
AAGAAACCTAAAAAAGTGTTCGATGATTTAGAAGAAGAGGCGAAAGAGGGAGAAGCAAAG
GAGGTCGAGCCAGAGGTTGAAGAGAAAGAAGTGGATCTAGAAGAAGATGAAAGCAGGAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0029A23-MGRbd1
GGGCCGTTGTGTCAGTTCCAAACCAAGTTCCCTTCAGAGCTGGAGTCCAAGATTGACAAA
CAGCAGTTTGAAGAGTCCGTGAGGACGCTAAACAACCTTTATGCAGAAGCAGAGAAGCTG
GGCAGCCAGTCGTATGTTGAAGGGTGTCTGGCGTGTCTCACAGCTTATACCATCTTTCTG
TGCATGGAAACACACTACGAAAAGGTTCTAAAGAAGATTGCAAAGTATATTCAGGAGCAG
AATGACAAGGTCTACGCACCGCGAGGCCTCCTCCTCACCGACCCCCTTGAACGAGGCCTG
CGAGTTATTGAGATCACCATCTTTGAAGACAGGAGTCTGACTCAATAAAAGTGGATGCTG
CAGCTGTTTGGCTGAGCAGAGCCTCCGGATATGCAGGGGCTCAGCAGCAAAGCCTTGAGG
AACTCCAGGGCCTGCGTCCTTAATACAGTGTCTCTACAATCTGCCCTTATCACCACTCAT
AATGTGCATGTCTTATCCTTCATGGTGACCAAAAGGGG
>McF0029A24-MGRbd1
CAGNTGGCAATCCCTGACTGTTCAAGGAGATGAAATGAAACTGACTGTTCTGGTACCGGC
GCTGGCTGGTCTGTTGTGGGCCGGTAGCGCCCTTGCTGATGCCCAATTGGAAGTGACCAC
CCCGTATGTCGTCCAGCTGATCGATGGTCAAGCAATCAATCCCTCATTACTCGATTACAC
CAAAAAGTTTCCACTTAGCGTTGGTAAACATCAGCTCGTGGTTTCATTTGAAGGCAATTA
TTCTAATCGAGACGAAATCAAGCTGGTCACCGCCGAGCCGCTGGTACTGAACTTCACCGC
CGCCGACAATCAGCAGCTGGTGCTGGACTATAAAAAGCCCCTTATCGAAGTAGAAGCCAA
ACAGTTCCTGAAAGATCAGAAAGTGGCGCTGAAAGACAAAGTCACAGGCCAGCAAGTGAG
CAGCGAACAGTTCGTGATGCCGAAAGTAGAGGGCTTCCAGCTGACCCGTGACTATCAGCA
AGAGCTGATCAACATGGGGAAAGCCTTCAACCAGCCCAAAGCGGTTGCCGT
>McF0029B11-MGRbd1
TATGGCCGGGCGGACCTGNAAAAAATCATTTTTACTACTGGTTCTGCTTCCCTGCTCTTT
GTTTCCCCGAGGGAATAAAGATAATCCAGCAGCCTTCCCTCCTGGAGGCCGTGTTCTCAC
CAAAACAGGTTATAGCACTGCAGGAGGCCTATGATGACCTGTGTGTCACTAAAGGCAATA
CTGCGGTTCCATATTTCCTGATAAAGTACACTGATCACACTGTTCAGATGGCTCCACTTG
AAGACTGGGAGAGCTTTTTCACTATGACGAAGAAGGTTACTGTGGGCTTCTATGATCCGT
GTACTCTGTCTCAACATCCTGGCTGGCCTCTGAGGAATCTGTTGGCTCTCTTGGCTAACC
AATGGGGTTCAAAGCTGGACGTGGTAGAGGTGCTGTGTTTCCGAGACAGAACCCTGCAGG
GAAGCCGCTCCATTCAGCACAGCGTCGTGTTCCAGATCAAGTTACCTGGACTCTCCAGCA
ATTCCGGTTGTCCTAAAAGTGTTGGTTGGGAAAAAAATGCAAAGGGAGCCATGGGACCCA
GGATGGTCAACCTGAGCGAGTGCATGGACCCCAAAAGGCTTGCAGAGTCATCAAT
>McF0029B13-MGRbd1
TACCGAGGTGCTGCAGACCTTGCTGTTCAATGTGGTGACCAACCCGGTCAAGGCGCTGAT
GGATGCCAACTATATCGGGATCCTGGCGTGGGCCATCGGTCTGGGTATCGCCATGCGCCA
TGCCAACGAGAGCACCAAGGCGCTGATCACTGACCTGTCTCACGGTGTCTCCGCCATCGT
GAAAGCGGTGATCCGCTGTGCCCCGCTCGGGATCCTGGGTCTGGTTGCCTCCACGCTGGA
AGAAAAAAAGTAAAAAAGAAAAAAGGAAGAAAGAAAAAAAAAGATGAACAACGGGAAAAA
AAAAAAAGAAAGACAGGAGAGGAAAATAAAGATAAAAGGGAAAAGAAAGCGAAAATAAAA
AAAGAACAAGAAAAATTACCACAAAAAAAAAATGAATATAAACTGAGACACTCATG
>McF0029C13-MGRbd1



TGGCCAGGTGCGCCTAGGCGGTCCAGTTCTCCGGAATGGTACGATGGAGCTTCAGGATTC
CTTGCTGGAAGAGCGTGAACTCTCCTGGAATGAAAAGTGGACACAAAGCACACAAAGAAA
CAAAACTAAGAGATAAAAGAGCGGAGCGCTAAGACTTTGTGGGCTCTTCGCTGTCCTCCC
>McF0029C23-MGRbd1
AGTTCAGNAGTCTACCTCAAGCCAGACGGCAATAAATGTTCTGGAAAGTCTAGTTCTGTT
AAGACATTTCATGCTTTTGTTCTCCGTAGCATTATCATTAGCATTAGCATTCTCAGGATC
TTCCTTTAAGATGATCTTATAGTGATAGAGACCTCCCTCCCCTCCCCTCCCCTCCCCTCC
TTTTTTTGTTTGTAACACGCCGTCAGATTTTGGAGACTCCAAACACGTCACAAACCCAAC
ATGCAAATCCATGAAATGTTTTTAAACTCTGAAATCCCAAGCCTTCACAATTTCAGATTC
ACTGAAAATGGATTAAAAAAAAAGAAATGCCCAAAATGTGGTTGGTCTACAATTGGGAAA
AGATGCTAGCTGGTTTTATTTAATGCAGAAGAAAGTAAGCAATTTTTTTTTTACAAACGA
CTTTAGATCCATCACCAGTGTAGAGACTTCAGACCCTAACTGCTGTCATATGTATATTTT
TTTACTGAGAGAAATTTTGTAGTTCTTTTGCTTCTAAATATGATGCTATTTGTACAAAAA
TATTCATATTTGCCTTTTTTTTTAGACGTGTTTGTGTCAAACAGAAGCTTAGTCCAAAAA
TGCATCTCAACTATTAAAACTTGTAGAATGTTGTNNNNNAAAAAAAA
>McF0029D08-MGRbd1
GGCNTGGGCTTTCATGTTAAACTGAAGCTCCCTCTAAGCCTCGCACAGAGGGAGGGGAAA
GATGGAGTCATGAATCTATGTGATAACTTTGTTCTTTCTCTTACACAGCTTTCCCTGCTG
AGCAGAGGTCTTACTTTCATCCCTTCCAAATGTAACAGTAAGAATTTGACCTTTCAATCG
AGACATGATTTACAGGAGTACCATCGCAGAATTAAGTTAACTGTTCACTATAAGGACAAA
AGCAGCATCCAACCTCAGCCATTCATATTGAAATCTGACTGGACACCCCCATCTGCTACT
CTCCCACCACAAATTAACCGTTTAATAGACCAGGATATTTCATACTTTGAGAATGATTTT
AAAATCATTCATAACACTCCAAATTTGAGAGGTGAGGAAACCAAAGCTCTAAAAGAATTA
GCCCAAAATAATGATATAGTTATTAAACCAGCCGATAAGGGCAGTCTAACAGTAATTATG
GATAAAAAAGATTATTTATATGAAGGTTACAGACAGTTAAATGATGTAACTTATTATCAT
AAACTCAATAAACCCATTTATTTAGATACAATCCCTCTAGTAGATACAATTATTAATAAT
TTACGGNNNANAAA
>McF0029D15-MGRbd1
CATGNNATGCCAAGGTTTGTCAAGGAAATACGTGAAAACAGATAGCTTCACTATTTACAA
TGTTTACTTTACATCACGACGTTTATCCTTTATTCAAATTAGTCTTTTTGTGTCTATACA
TCAGCCACACATATGCGGGTAAAATGAAGATTGTCGAAGAGCCAAACACATTCGGGTTGA
ACAATCCTTTTTTGTCTCAAGGAAGCAGACTACAACCCAAAGTGGATCCATCGCCAGTAT
CTGGCCCTGTACATCTTCATCATCTCTCTGGGAGGTGTTTTAGTCTTATAGAGTCTATGT
ATAAATATGAATTCTGTCCATTCCACAATATTACTCAACATGAACAGTCATTCAGATGGA
ACGCCTACAGTGGGATATTAGGGATCTGGCATGAGTGGGAAATAGTAAACAACACTTTCA
CTGGCATGTGGATGAGAGATGGGGATACTTGTGGAACCAGAAACCGAGAAACAAAGGTGA
TTTTGGTTTGTGGCTCAAGCAGTAAGCTTTCTCAGGTGTCAGAACCCAGCACCTGTCTGT
ACTCAATAACCTTTGAGACACCACTTGTTTGCCATCCACACTCTCTTCTAGTGTACCCAA
CCTTGAGCGAGAAGCTGCAA
>McF0029D22-MGRbd1
ATTTTAGTCACATTGTTTACATAACTCAGGTGAATTTGACCAAATTGTGTTATATTATTT
TTAAAAGCGTGATTGGGTGCAATTATTAAAAAATAAAGCGTTTTAATTAATACCCGAGGT
GAACCAAGCGCTTTGTTTTTGAACGCCAATAGGTTTTTCCCCCCTTTTTTTAGTCGCCGT
CATAGCAAACCTAGCATTAGCATTAGCGAAGCAAACAAGCTAAAGCCAGCAATTTAAGAT
TTTTTTGACTATACTTAATTCAAGGGGGGCGTGAATGAGCAGCAATGTCGGGCATTGCTC
TTAGCAGACTGTCTCAGGAGCGCAAAGCCTGGAGGAAAGATCACCCCTTTAATCCAGATG
GTACCATGAATCTGATGAACTGGGAATGTGCCATCCCTGGAAAGAAAGGAACCTTATGGG
AAGGAGGACTGTACAAACTGAGGATGCTGTTTAAAGACGATTACCCGTCTTCCCCACCCA
AATGCAAGTTTGAGCCGCCCATCTTCCACCCGAATGTG
>McF0029E04-MGRbd1
TACATGGNNAACTATTTACTAGCGGTGGCTTATCGTGTCTAAGCGAATAAATCTGTTTAA
TTTAAAAAATTCACACCTAAAAAGGAGACATTTTTGAAGTTATTTCCAATGGCAGATCCC
GCCGTGACGCCGGGAGGCGCGTTAAACTCCAGCGGGCGAGGGTCTGGAGCCAAAGCAGCT
TCAAGCCCTGCAGAGAACTACCACCTGGCCCGGCGCCGCACCCTGCAGGTCGTGGTCAGC
GCCCTGCTGACTGAGAGCGGCTTTGACAGCGCTGAAAAGGCGGCGGTGGAGACGCTCACA
GAGATGATGCAGAGCTGTATGTAACAGTCCTGAACTGGAACGTTTAAAGCCAAAGAAAAT
CGGTTCCATTTGATTCCTTCTTTCTGTACTTTTATCATGAATTTTCCCTTAAGAATGTTT
TAAGGTGACTTTTGTATTTTTGTCACAAACTGATTTTAAATGTGACTCAGTTAGGCCTTT
ACTGTTGACTATTCATATACATTAAAAATGTTCTCCAAANAAAAAAAAAAAAAAAAAAAA
AAAAA
>McF0029E11-MGRbd1
CAGCACAGTTCATAAGAAGGCTGACTTTCGCTGCAAGATAAACAATGGGGATCGTGGTGA
TGCTCTTGGAGGACAACAAAAAGGAACAAAATGGGCTCCCCGGAAATCATCTGGAACTCT
ACCACAGCCCCGGTGTGGCAGCACCCACTCTCACCGTCAGCAATTCCTGTCCTGCCGATC



TTCCAAAGATTAAAAGGGAAATGACAGATTCAGACACCAAAGCTATGTTGAAAGAAAGAC
AGAAGAAAGACAACCATAACCTCATTGAGAGGAGGCGAAGATTCAACATCAATGACCGCA
TCAAAGAGCTGGGTACTTTGATACCAAAGTCAAGTGACCCAGAGATGCGCTGGAATAAAG
GCACCATCCTGAAAGCCTCTGTGGACTACATCCGAAAGTTACAAAAGGAGCAGCAGAGAG
CCAAGGATGTTGAAGTGCGACAGAAAAAGCTGGAGCAGGCCAACCACATCCTGATGTTGC
GCATCCAGGAGCTGGAGATGCAGGCCCGGCTCCATGGCCTCTCAACGCCCGCTGGCATTT
CAGCAGATCTAAACTCTGACCCTTCCCTGCAGCCACAACCGGTTTCACAAAGCGGCCAGG
CGCTGCCTCCAAACACAGGAGTCGCAGCACATCACAACCTCATGGGCCTCGGAGCCATTG
GAGCCTCTATGCCAACCTCCTTC
>McF0029E13-MGRbd1
CTGCGNACNTGGCTTCACACAGCAAACAGGTCAAGATGGGAGGTCTCCTCGGCTGGTCTG
AACTCATGTTAGCTCTCCTCTTGATCTTCTCCTTGCAGACTGGGAGTGGATCAGTAAATG
CAGGTGCAGCACCTGATTGTTCATACATTCAGACTGTTTCACCAAATGGAGCCAGTGGGG
TTTACAGCATCCAACCTGGAGGATTCAACTCCAGCTTTGAGAAGTAAGACGACTCTCAAT
CTCTTTCTCTCCTTGTGGGTGCCGCCCATTTCATGACGACAACATGGCCTTGGTAGCTTG
TCTGCGTTTCGCCCACAAAAACAAACAACATCAAAACTTTTTCAAAGAGGGATGTGCATA
TAGTGCATATAAAAGGAAAGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCT
>McF0029E15-MGRbd1
ATGGCCGGGGGNGAGGCGCCCGCTGTTCCTCGTGGGGCCTCTTGTTGTTCCGGCTCCCAA
TGTGTCCCAGACGGTGAACGGCGTGGCAGCGGCGGTCTCTGACAACTCCATCCAAGACAG
GATCCAGATGATTTTGTATGCAGGTACCAGAGAAAAGCAAAGCTTCTGAAGGCACAGGCT
TGATAGCACATCATTTTGCCATAATGTCAGCCTCGTCAAGAGATATAAAAAGACAATCAG
TCAAGGATATTTTGCTTAAACGCATTGAGCTCCAGCTGTAGTCCTTGGAGATGTGGCTCT
GAAAAATGGCGTGCTGGGACTGTTATGCTTTAATGATTCACANNNNANNAAAAAAAAAAA
AAAAAAAAAAACAT
>McF0029E16-MGRbd1
GGGGAGCGGCCCGNAATGTTTTTTTTTTTCCTTTTTTTCTTTTTTTAAAGTTGTCTATTT
AATATCTGTTTTGGGCCATTGCTGCTTTCAATTTTCAAAGGGAAACCAATGAAGTATTTT
ATTATGTTAAAAAAAAAAAAAAACTACATCATAAAATCCAAAGAATTAATCAACCAGATT
GACAGGTTTAGGGTATTTAGGGTGTAAATGAAGAAAGAAAGTTTTTTATTCAGGTTTGCC
CCGGGCCGTTCATGGTTAAGATAAGCAGCAGAGCCCAACCTGCATTCCTCCCCACTTTAG
GCTGAAGGGTCAGACTAAACCGAGCCAAGAGGTGAGGGCTGCTCAATTGTCTGATTACAT
TGTGGGTTTAAGAGAATTAATCCAAATATCCAAGGCTCTTTGCTAAGGTTGTCATATCTT
GCTGCAGCAGGGAGCAGCTGAATGAAATAAAGGCTAAGGGTTTATAAAGATGTCAAAATG
ATGCCAGCGCTGTTGGACTGTTTTTTAAATGAAAATGATTTGTGCGTTTTGTTTTCTGAT
ACCAGTGCCACTTCAAACCATTAGTCCTGTCAACTCTAAATGAACCCAATACAGTAAT
>McF0029F02-MGRbd1
GGGCTTTCTCCTCTGCTACATGTGAGCGCCACTCGCCGCAGAGCCGAGTACGAAACTGTC
TTTTCGTACTTCCTTCCTGTCGGCGAACCGTTGACACGAGTCGAAGCGGCGAACGCACGC
GCTCCTCCAACTGTGGAGTTTTAAACAGAAACAAAAATGTCGGGAAACAAGGAGAGCAGC
GACGGCGGGTGGAGGAAATTTATGTGGAATTCGGAAAAGGGAGAGTTTCTGGGAAGGACG
GGATGCAGTTGGTGACATAGTTTCTGCTGAGCGGCAGACTGTTGGCGCAGACTACACACG
TCTTCTTCCCATCATCTATGCATTTACATGCTCTCCTGCTAGCTTACAGCCCCTCACAAC
CCTAACTTAACATCGCCAAAAATGGCGAGCAATATTGGAGCTATCCAGCCGTACAGTTTT
GATCCAGATTCCAGTTCAGACGAGGAAAACAAAGACACACAAGGATCTTTTTGTCTGCAA
GTGGAGGCATCAGAATGGAGTGGAGCAGGGAGCTTGTGGCACAGCTTGGTAGCTTCTATG
TCATACCTACAAACCTTTTACAATGGCATATATCCATCTGCTCATGATCGACAACGATAT
GAATAAATAAGTACTCAG
>McF0029F04-MGRbd1
AGCCAAAGGACTCCCCAAAAAGAAACTTGGGAGTCCTGACCCGATTGCCACCGTGATATA
TAAAGATGACAAGAAGAAAACCAAACGGATTGACAATGAGCTGAATCCTGTATGGAATGA
GGTGCTAGAGTTTGACTTAAAAGGCTCTCCGCTGGACTCCAGCTCCTTCCTCGAAGTGGT
TGTGAAAGACTATGAAACCATTGGAAGAAACATACATATTGGGTCAGCCAAAATCCCTTT
GAGAGATCTGGCCGCTGGTCAAGTGAGATCCCTGCCGTCTAAAAATGTTCCTTTGCTCGG
GGAAAATGGGCAGAACATTGGGGCTACAATCAACCTCGTGGT
>McF0029F07-MGRbd1
GCGGTNGGNTTCGCGCTGGCTCGGATGACGGTCGGCTGCGGCTAAAGCGGAATTGTAACG
GGGAGCATATTCCTCCCTCCGACGGAGAAGCCTCGAAGAGATTTTTTTCCCCCCTCCCTC
TTTATTTTACAGTAGACTCATTTTGTTGTTATTTTTAATCGCAGTATCATCCCGGGTGCG
CCCCCCCCCTCCTGTCTTTTTTTTTTTTTTAAAGAAGAAGAATATTTCTTACGATCCCAC
AAGGAAGGGTTAGGGCGACGGAAGATGGGTTGTTTGGGCAACAGCAAGACCGAGGATCAA
CGCATCGACGAAAAGCAGCAACGAGAAGCTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
ACAT
>McF0029F22-MGRbd1



GGGGGGACTTCGTACGGTAGGTGGAGTTCGCTTTGCTTTCTGCTCCGCGGGACCAGGCTT
CTGCTGCGATGTTGAATCGGAGCTGAAATAACATACTTCCTGATTTGGATACATCAAAGG
CATGGAGCTCCACAAATCTGTGACCTTGTGGGTGTTTTTTTTTGTGCTTGATTGGAGAAA
GCTTTTCTGAAAAACAAGTGGACGGTCAGACATCTGATAATGGTTTGTCAGATTTTTGCC
GCTTCGACGAGCTGCTGTGCAAAGACGAAAATGCTCGCCTAAGCTTCGAGGCCATGCGCA
GCATTCATAAGCAGATGGATGATGACGCTAACGGCAACGTAGGCATAGTGGAGACAGACG
GCTTCCTCAGAGAGGATCTGAACTACCATGACCCCAAGGCGAAGCACAACACCTTCCATG
GTGATGACCAGTTCATCAGTGTAGAAGACCTGTGGAATGCATGGAAAGGTTCTGAAGTGT
ATAACTGGACAGTGGATGAAATGGTGAAATGGCTCATCACTTGCGTGGAACTACCACAAT
ATGTGGATGCATTTC
>McF0029G09-MGRbd1
GTGNACAGCGTGTTCTTCGTTTCGTCAGGATAATTATATCTGTTCATGATTTCTTTACCA
GAGCGGTGCAGGAATAAAGCTGAGAAAATGATGCAGGAAAGTGGGATTGAGACGAGACCT
CTGGAGAACCTGAGTGCTGCCGTCAGCGAAGCCTCAGCCTCCGTTCATTCGTCTTGTCCG
CCTCTAGCTTCTTCCATCATACCACTTACATCTGCTGGCGCGGTAGCTCCTCCCA
>McF0029G11-MGRbd1
NGAATATTGNACTGCAACCAAACTGTAGATCCGTTTAGCATCCACACCGGGCTTTTTGCT
GCTTCACCCCCTTAGTGATCACCCACTCGGTTGTATGCGTGTTTACCGCCGCCATGAATG
CGGCGGTGGTGAAAAAGACTCAGGAAACGTTGGGGAAAGTGATAAAGAAACCACCGCTCA
TGGAAAAGCTGCTGAGCAAGCCGCCGTTCCGGTACCTGCACGACATCTTCATGGAGGTCA
TCAGAACCACTGGTTTTCTGAAAGGCTTATATGAAGAAAATGAAATGAAGTCGGATAATG
TCAATGGCAAAGAAGCAAGAATGTCTTTCCTCCAGAAAGCCATAGACGTTGTGGCGTTGG
TAAGTGGCGAGCCGTTAACGGCAAAGCCTGCACGAATAGTTGCTGGGCACGAACCGGAGA
AAACCAACGAGCTGCTGCAGGCCATCGGCAGATGCTGCCTCAACAAGTTATCCAGTGATG
AAGCAGTGAAGCAAGTGCTCTCAAGAGGAAAGGTGGACCCAAAAACCAAGATTGGCACAT
CCCAGGACAAATCCCAGGACAAATCCCGAGAGAAATCCCAGGACAAGAGGCACAGGGAGG
AGCGCAGCCATGGTCTAGATAGAGATGGGAAGAAAAGATTAACCGAGCGCAGCAGCAGTC
GAGAAGAGAAAGA
>McF0029G18-MGRbd1
TGGCCGGGGAGAAGCAGCGTTACAGAACCCTGAATATAGGAGAGACAGTCTGAAGTTGGG
ATGACAGAAGTTTACCAAGTGGCTTTGAGCACACAGGAAAACCTCTAATGCGTTTCCCGG
AAGATGGATGGCTACTTTTTTATCAGTAAATGTCAACAAGAAGCGTGAAAATCTGTTCTT
CATCCTCCGGACACACAACACAAACCCTTCGATTAAAAGTTTGGAAACTTTTGAAGAGCT
CCGAAGTTTTGGGAAGAACCGTGTTGCGCAGAAATGTCAGAGCCAGCAAAGGAGAAGGAA
AACATTCCTGACGAGTCTGCAGGAGGAAAACGGATTCCAAACGGAGGGAATGCTGCGAAA
ACCAGGGAGGACTTTGAGTTGGCTGCCATTTACGAGTCAGATGCTCAGTACAACAGGAAC
ATCTACTTTGACACTTCCCCTCAAGCTGTCAGGCTCTATCTGCTCTACCATCACTGGATC
CTTAAGGTGCTCCTCTACTTCTTCATCGTGCTCAACTTGTCTCTGGCCATCTTTGAGGAG
CCGGCCGTCCTCCCGCTGCCCACGTGGGCCACCATGCTCGTAGAGCTCTTCTGTTTGCTC
GCCTTCACCCTACGAATGGGTCACTATGCTAAGGTGATCCCTCGAGACAAGTTCTGGAAG
GACCCCAAAAACCTCTGCATCATCGCCACGCTGGTGTTCACCTTGACTGACAT
>McF0029G24-MGRbd1
GGGGAAAAACCAAAAAACCAGAAAAGCTGCCCCAGGAGCAGTGAATTGTCTTCATGGCAG
TTCGTCGAGGACACAATAAGTACTTAAAAGAGGTGTATGAAATGTCTAACGGTTATGAAG
GCCACATGGTGGGAGGGGATGAGCCAAAGGATGCCAAGACCAACCTGATAGTGAATTACC
TGCCTCAGAGCATGTCGCAGGATGAGCTGCGAAGCCTCTTCAGCAGCATTGGAGAGGTGG
AGTCTGCCAAGCTGATTCGAGACAAAGTCGCAGGCCACAGTTTAGGGTACGGATTTGTTA
ACTATCTTAACCCTAGTGATGCAGAAAGAGCTATCAGTACTCTGAATGGACTAAGGCTAC
AGTCCAAAACTATCAAGGAATGTCTCGTGGAGTGGCGTTTATCCGCTTTGACAAGCGATC
CGAGGCCGAGGAGGCTGTAAAAAGCCTGAATGGCCAAAAACCCCCTGGAGTTACTGAGCC
CATCACAGTGAAGTTTGCTGCCAACCCAAACCAGGTGAAGAACACGCAGATCATCTCTCA
GCTCTACCACAACCAGTCCAGGCGCTTTGGAGG
>McF0029H01-MGRbd1
GGGGTAAGNAAACCAAACCGGGCAATAAACAGCTACGCACTGCCAGTTATCAGATACCCT
GCAGGAATAATAAGACGGCCAAAGGAAGAGATACAGACCATGGATGTTAAAACACGACAG
CTCCTCACCATGCATGGAGGGTTCCATCCCGAGACCAGCTCATAACTGCAGGGTGGAAGC
TGCTGACAGGGGAAGCATACATGGAGCATCCAGCCAGGTGTCTGGGACAGTGGACAGAGA
CATGTGTAGAATTTGTTTCAGCAAGTGTTAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
ACCT
>McF0029H11-MGRbd1
GGAGACGAAATGTAAAAAAAAAAAAAAAGTGAGAGAAAAAAATTGAAATGGATCCCACAA
AACGTAAGCGGCGATGGACGCAGCGATCCTCCAATGAAGTGGCCAAGTGTTTTTCTTTAG
AGTCTGGGCTCATTCCTTTGCCACAAAGGTGACGACATTAAAAAGACGGCAATAGTTTTT
ACTCCGTTCTTGTTTTTTTTCAGAGTTTAGTTGTTTTTCCTCCTGGAGATGTTTGTGCCT



TAACCTCCAGCTTCACTCGTCCTCCAGCGGTTCTTTGAGGAAAAGCTCTAGGGCTCAGAT
TTCAGCTCCGTGGTGAAA
>McF0029H22-MGRbd1
TTATGGCCGGGGAAGAAGAAAAGGAGACAATTGTGGGGATCCCACACCACGTACAGAGAG
AACTGGGTTTGGACAGAACTGGTTGGATGCTCAATCCGCCTTTACAAGAGGAGCATCTTT
ACAATGGAGAGACTGATAACGGCTTCACCTCTGATGACCAGCAGAACGCTGAGTCAACAG
AGGAAGCTGCTACCAGCATTACCGCTGTGAAAAACCTTCAGCCTCTCAGCAAAGACAACG
TTGAGCAGCTCGGTGCCACCCTTGCTGGTCATGGGGACGACCTGACGCTGCTGCATCGCT
TCAATTCTGGTTTAACCCGTGGACAGAGGCCTCAGTCCTTGGCGGTGCCCTGGATGACCA
CTGCCTCCGGCAACCAGAAGCTTTCCCCTGGTGCGGTCATGTCCATGTCCCCCCAGGCTG
CCTACATGTCCAAAATCATCCCCAATGCGGTGTTGCCACCTTCCATCGAAGTGGTGGAAA
TCAGTCGTGGCCAGAGCCGCAGCAGCGTGCGCACAGTCACCAAAAGCAGCCTGGTGGTGT
CCAGTCCGAATTCCTCCCGCCCTTCCTCGAGAGCCTCCTCTTCCAGATCTACTTTATCTA
ACATCACCTCTGCTTCCCGCTGCATTCTTCCTTCTACGTCCGGCAGCTCCCTCTGGAGCA
A
>McF0029H24-MGRbd1
GNAAATATNCAGGGTTTGATGGACAGGTGTTCCCTCCCTCTGTGGTCGATGCAGCGGTTT
ACATGAGCTACCCCCCCGGAGTTCCCCCTGAGCATCAAATGGCCATCGGTCAGGAGGTGT
TTGGACTCCTACCAGGTTTGGGTCTGTACGCCACTCTGTGGCTGCGGGAGCACAACCGCG
TCTGTGACGTCCTGAAGGCGGAGCATCCTGTGTGGGACGACGAGCAGCTTTTCCAGACGG
CTCGCTTAATCATTATTGGTGAGACGATACGAATCGTCGTTGAGGAGTACGTGCAGCATC
TCAGCGGCTACCTGCTGGACCTGAAGTTTGACCCCACACTGCTGTTCAACTCCCAGTTCC
AGTATGGAAACCGCATCGCGCTGGAGTTCAGCCAGCTGTACCACTGGCACCCTTTGATGC
CGGACAGCTTCCACATAAACGGAGATGAGCTGTCGTACAAACACTTCCTGTTCAACACAT
CTATTCTGACTCACTACGGCGTGGAAAAGCTGGTGGATTCCTTCTCCCGCCAAATTGCTG
GCCAG
>McF0029I03-MGRbd1
NTTGTGNCAGCTATAAACGAGGGAGAAGATGAGAGTGGGGTTGATCAGAGTCCAATAAAT
GTTCGATAAAGTTTTTGTTCATTTTACTCGGTGGTAAAGTTGGCTTTTCCTTTTTCACCT
GAAAAAGAAGATATTCATGTAAGCGGGACCTAATGGTTGGGCCGAATAAAGCGGATTCTT
CTGAGATCCATGAGCGGAAGAAACAAGATGGCGAACCAACCCTGAACCATGAAAGTGATC
CTAGCGAAGGACCAAGCGCCCTCTGCTGGACACTGGACAACCCTTTCTCTGCTGGAACTG
GTTTGCGGAACTGCAGAAGCCTGTGTCAGGTTCAGGTTCATCGTTGACGACGGCTTTGGT
TCACATTGAGCTGTTTTGAAAGGCGGGGCTAAAGGAGAGGGACGCCATCATCAGCATCAA
TGGCGAGCACATCACCTCGGCCAATGACTTTCAAGCCAGACCAGAATTTGAGGATGGTGG
TGAGGCGCGACAACGAGGACATCATGCTGACCGTTATCCCCGAGGAGATCGACCCTTAAC
TTTTGACGATGACACGCC
>McF0029I11-MGRbd1
GCTACCGGGTTCCGGGCCTCTTTGGCTGCAGCAGGTGTCAAACGATGGGCACATTTTCGG
GAGTGTGTCCGCTGGCTCCTCTTGTCCGTAAAGTGGCTTCATGAGTGTCCAAAGTAACAG
TGGAAGTGGTGGTGGAAGTTTGGAGGCGACGCCATCTTGGTCGCAGCTCTCCTCGTCCCC
AACGTTTTCTCAACAACATCTAACGGCGACCGCAAAGAGCAAGGAAGCCCCCATGGAGGA
GCTGCACAGCTTGGACCCCAGGAGACAGGAGCTGCTGGAGGCCAGGTTTACAGGAGCTGT
CAGCGGCAACACAGTAGGCAGCACGGGGAGCACCAGCGGAGGTGCTAAGGGCTTGGCCAA
TGAATCCTCCAACCACAGCTATGGAAGTCTGGGCTCATCAAGTGATAAGGAGTCCGAGAC
CCCAGAGAAGAAGCACTCTGAATCGTCCAGGGGGAGGAAGAGGAAAGCGGACACCTATTC
TGAGAGTAGTCAAGGAAAGACTTCCACACGTGGACCCAAAATCAGCGACTATTTTGATGG
TGGAAATGGTTCCAGTCCAGTCAGAGGCCTTCCATCTTCTCG
>McF0029I13-MGRbd1
TTCGGCTGCTAGCTTGTTACAACCGACGTTTCAGCGTTGGGACAACATTTCGAAACGGCC
GGTTGTGAGCTAAAACACGTTTTGTATGTAGTCAGCGGCCGTACGGATAAACCAACGGTT
AGGGACCAAAGAATATGGACTGGACGGTGAACAGTTTTTCTTTGGTGGTTTGCTTCTCAG
CGCTGCTTTGCTGCTTTACTCTGCCTCAGAAGGCTGTTTGCAGCAGCAGCACAGTTTCCC
TCCCCGAAAGTCTGCTCTTCGTCTCCACCTTGGATGGAAATTTGCACGCTGTTAACAAGA
AATCAGGCTCTATCAAATGGACGTTGAAAGAAGATCCAGTTCTTCAGGTCCCCACACATG
TTGCAGAGCCAGCATTTCTGCCAGATCCCAACGATGGCAGCTTGTACTCTTTAGGAGGAA
AGAACAACGAAGGCCTCACAAAACTGCCTTTTACCATCCCAGAGTTGGTGCAAGCATCTC
CCTGTCGCAGTTCAGACGGAGTCCTCTACATGGGGAAAAAGCAGGACTTGTGGTATGTGG
TGGACCTGTTGACTGGTGAGAAACACCAGACTCTGACGTCCTCCTTTGCTGAAATGCTCT
GTCCCTCCTC
>McF0029I14-MGRbd1
GTGCAGGAACTGGCACGGCGTCGCCGAAACCGTCAGTGGTAACAAATGAAAACGAAATTG
ACTCTTTCGAGTGGATTATTATGTGGAGGGGAGATTCGTTCTGACCGGGAACGCCGCTGA
GCGAAATTTGGTTCGACTGACGGAGACGGGAACGTTGACTGTTGGACGGAATTACCGCCG



ATTGGTTTCTGCTCTACCGCTAAGGTTTCAGGCTCAAGCAAACTGCCAAGAATGTGCAGC
ATCTGCCTTAAAGCCATGCCCTTTTTCCACCTGTAGAGGAAGAGGCTGTGCCAGAATGTC
CTCTCATCCCCAGTCTGTGCCCCCGGGCCGGAGAACTGTGGACACGAGGCATCTGCCAAA
TCCCGCCTCTTTACCACTCCAGCTGCAGCGGGCTCACACGGAAGTGGGATTGGTTGACTA
CCACTCTCATCATGTCAGGGACTACGGCTGCCACCTGGCCCAGCCCCACCGCCGTCGACC
TTCCTTGCTGTCAGAGTTCCAGCCTGGGAATGAACGGGGACAGGAGCAGCACATTCGCTA
CGAGCACATCTACCTACCAGATGCTTGCAGCCAATCAGAGCTGGAATATCCTGAGATCAA
ACGCCCTCGTATAGAGATTGGGCCGGAGAGTCTGATGAGACCTTCACCACACCGTCACCC
ATTGACTTTGGGTGGGGCTGA
>McF0029I17-MGRbd1
AAACGCCACCAGCTCACATCCACCACCGGATAAAACCCACAAAACACCAAAAAAAAACAA
AATAAGTGAACTAAAAAAACACCTAAACCATCAACAACTAACACCAAAGTGAAAAAGTAA
AGAAAAAAGAACAGAAAAGGCAAATAAATCAATCACTCCTCAGCTCCTTCAATCACCCTC
CTCCCACAAGAAGAAGAAAAAGAAGGTAAAAAAGAAGAAAAGAACACCAAAAAAAAAAAA
AAAAAAAAAAAAAAAAACAT
>McF0029J07-MGRbd1
TCCGGNGGGGCTCATCTCAGTCAAGAAGGAAGAGAAGCGTTTTGACGAAGAGGCCTTCAG
CACTGATTCAGTTCAATCTGTGGTCCCAGTGAAAGAGCACTACCCCCGGCAGGCTGGCCC
CACCCCTTCCAACCTGCCTTCATGTATCCTGAATCTACCACTGACTCCCCCGCCCGTCTC
TCCCATCGACAGACGGGCTCCCCTGGAATGATTTACAGATCCCCAAACCGCCAGGGCCAG
GAAGCGGTGTTCGGAAGAGCAGCAGCAGCGGCAGCGGCAAGATGCTGTCTATGTCATACA
GTGAGAGCATCCGAAGCGGCATCAACCGCTACCACTCGGACCAGGGGCTAAATCAGCCCC
CAACCAGGCTCACTGACCAAGCTGAGCTGCAGAGACTGCGGGAGCAGAGGATTGCTGCTC
AGATTAAGAACATGGAAGACTTCCTGAAGATGAATGGCTTAGCCCTGGAGGAGTGTGTGT
CTTTTCAGACAGGCATGAAGTACAGAAACCTTGGCAAATCAGGTCTGCGGGTATCCTGTC
TTGGATTAGGAACATGGGTGACGTTTGGTGGACAGATAACGGACGAGATGGCAGAGCAGC
TGATGACTCTGGCCTATGAAAAAAAAAAAAAAAAAAANNANN
>McF0029J13-MGRbd1
CATTATGGCCGGGGTTTGCCCCAGCTAGCTTGCTGTAACCGGCTGGGAGTCCGTCGCCGA
GATGACACCCTCCCAAAACCTCGGCAGTCGACATGGCAAGAAAATATAGCAACAGTTTTC
TAAAGAAAGATGAAGTTCTTCCAATTCTTTTGGAATAAGACTCATCACGAGATGTGATCC
CATATCCACAATGTGTGAAGAGATTTAAGAACGTTTGAGTTCGGAAAAAAATTGATTCCA
GTGGAATCTTTCATATATCTCTATATATATAATTATATTTTCTTTTTGTGTTAAGTCTTA
TTCTCGTCCCATTAACCTTTAACCATGCCAGTTCAAGCACCACAATGGACAGAGTTCTTG
CTGTGCCCAATCTGCACACAAACATTTGAGGAGACTGTCCGTAGGCCGATCAGCTTGGGC
TGTGGACACACTGTCTGCAAGATGTGCCTGAACAAGCTGCACCGAAAGGCCTGTCCCTTT
GACCAGACAGTTATCAGCACAGACATTGAGCAGCTACCTGTGAACACAGCGCTGTTACAG
CTGGTGGGAGGCCAGATTCCAAAGGCTCAGCCAGTTGCCTTGATTACCAGTCCAGAAGAC
TCACAGAATTATGAGGTG
>McF0029J15-MGRbd1
GCCGGGGGCACTCCAGGAAGTCGGAGAAGTGAACACAAACTGTAAATTTCTCCGCAGATT
CGGAGTTTTTTTCCGCCCTTTTGTGGGTTTTTCGCAGGAATTATGTCTCCTCGATAAAGT
TGCGGACTGCTTTAGCTCGCTTTTATTTCTGTGTCCTCGCAGTTGCTAATTGAGCTAGCA
GCTAATGATTAGCTTTATTCCCCCGTAAAAACAGAAGAGAAACTTCGGGAAATTGACGCT
GAGTTCGGGTTTTTCCGTGAATGGACGTTGTCTGCAGCCGACCGCCGTGACTGACCCACA
GGAGGCTCACGGGGGGGTCTGTTGACTTCAGGATGCATGACGCCTACGAGTCCCTGCCCA
TTCTGGAAAAACTCCCCCTCCAGATCGACTGTCTCGCCGCCTGGGAGGACGGGCTGCTCG
TAGGAACAAAACCAGGACATCTCCTCCTGTACCGGATCAAGAAAGATGCTGGAACCAACC
GCTTTGAAGTCACTTTGGAAAAGTCCAATAAGAACTTTTCAAAGAAGATCCAGCAGCTTT
ATGTGGTCTCTCAGTACAAAATCCTGGTCAGCCTTCTGGAGAACAACATCCACGTTCATG
ACCTCCTGACCTTCCAGCAGATCACCGTGGTGTCCAAAGCCAAAGGAGCCACGCTGTTCA
CCTGCGACCTGCAGCTCGCCGCCTCGGGGGAGGAGCGGCTCCGAATGTGCGTGGCGGTCA
AGAAGAAGCTCCAGCTGTTCTACTGGAAGG
>McF0029J20-MGRbd1
TAACCCGGNCATTATGGCCGGGGAGAGCATGATTTGTGATTAAATATGAGATGATTTTCT
GGAAATGAATGTCTGGCTTTGCAGCACTGGAATCTGACAGGTGTCGCTAGTTAAAAGTTT
GAATACTTTGTACGGGTTCAGGTGTCCGGTATATTTGTGCCATTTTTGTGCCGGTCGGCC
GTCGTTGCTGAGAGTCCTTTTGTTTACTAAGTAATCCTAGCTTCCATGAAACGCTGCCTT
TGAACCGTTGACTTTTAGTCAGCTTATGCACCAATGTTTTAGGGTAACCGGTGTGGTAGG
ACTCGGTCACTGGATGGAAGCCACCTTTAGTTTGGTTTTGATGAACTGGAACTGAATATG
TGCGGCGAAAGCTTTAATTACAGTGGATGATTTACTGCTTGTTGTGTTGTTTATTTTCTG
GGGGGTTTTGTAATCCTATGTTGATTTGTTTTGTTGGCAATTACTTTAATTCCCAGTGAG
ATAAAAAGAAGAGAAATAAAATC
>McF0029J22-MGRbd1



CGCGTTTAACCCGGGCATTATGGCCGGGGCTGACGGCTCCTCCTGGCCGTAGGATGGGCC
ATGCCGGCGCCATCATCGCGGGTGAAAACGGCGGAGCCAAAGAGAAGATCGCCGCCCTTC
AGTCTGCGGTTAAAAACCCCGCATGTCCCCGGCTCAACTGGGCAGCACCATGTACAAGGA
GTTCGAGAAGAGGAAGATGTTGTAGGGTGTGTTGTGAAACCCACCTCCCACCNTNTTNCC
TNCACCGNNTGCTACGTGAAGTGATTCTGGAGGTGGACGTGCCCTACAGGATCTGTAAAC
CCTGATAATTTCATCAAAGAGGCGCACATCCAGTGTTTATATTGTAATTTCAGCCATGAA
CTTGTACCTTGCACTTTATTTTAAAGG
>McF0029K05-MGRbd1
AGCTATTGGCGCCTCCTGAGAGCTGGCTGACAACGTGATTTAACGGCAAAATGAAAACTT
TTTTATTTACCTGAACGAGACATCATATTTTTATATTCTTGTTGGTTTTCTACTTCATAA
ACACACATCCGTCCCTCTGTTTGTTCCAAGGTAGGAATAAATAGTAAACTACCAGCGACC
GATCTGCAGAGATGGCTTCATATAAACCAACAAACATTCCAGTTTATCCCAAACTCGGAG
AGAAGATCACAGAAGAAACACTGTACTGGAAAAACTACAAGACGCCAATCCAGATAAAAG
AATTTGGAGCTGTGTCGAACATTCACTTTTCCCCTGTGACTCCCTATAATTTTGCTGTGA
CAGCTTTCACAAGAATTCACCTTTATGGGCTGCTCTCCCAGGAGCCTGTCAAGACATTTA
CCCGTTTCAAGGACACTGCATACTGCGGCCGTTTCCGATCAGACGGTCAGCTGCTTGTGG
CGGGATGTGAGGACTCCGTCGTGCGACTTTTTGATGTTAGCGGCAAAGTGGCACTGAGGA
TGTTCAAAGGTCACACAAAGGCCGTTCATGTCACAGACTTTACCACCGACCGTTACCAGA
TCCTGACGGGGTCGGACGACTACACCTGCTGCCTTTGGGACATTCCAAACTCGGCTCAGC
TTAACACTTACCAGGAACACACAG
>McF0029K10-MGRbd1
TTAACCGTCATTCGTGTCAAAGTTTTGGCTTTTTCATTGTCTTGTTTGCTGAGATATGTA
GATATGGCGGTGGTTCTGCTGCAGGTCCTCGAACGGACGGAACTTAACAAGCTTCCGAAA
GGCATCCAAAACAAGCTCGAGAAGTTTGTGACGGAGTTGCAGAATGCTAACGAAGCGCTC
AAGACGCAGCATGAGCGCCTCAAAGCAGATAGCGAGCAGCAATACTTTGACATTGAAAAG
AGGCTGGCAGAGGGTCAGGAACAGATGCTTTCTGCTACCAAAGAACTACAGACCCTACAG
GAAGAAAATAAGAAGCTAAATGAAGAGCTGTGTGCTCTCAAGGGAATAGAGGGAGACTCC
AATGAAAGCAAACCAATGCAGCAGCAAACCAAAACCAAGTATGAAATTGAGGCAGAGAAG
CGGGAGTTGGCTCGGGTACTGGAGAAGAAAACGCAGGAGGTGGAGAATCTGACAGAGGAA
ATGAAGCGTCTTAATGAAAACCTGGCAGAAACCAACAAAGTGAGGATGGAGCTGCAGTTG
AAACTGGATGAAATACAGTCGTCTGCAGCCTCTGTGCAGCATAGAGAAAAACGGATGGAG
CAGGAGAAAGAACTTCTGGAAAAAAAAAAAAAAAAAAAAAAAN
>McF0029K20-MGRbd1
GGGGCAGCTCAGCTTCATTAAGATGGTGTGTCAGGCCTTCCTGAGGGGTGTCCTCCTTGC
CTTGCTAGTTGTCGATTCTTTTGAGTCTTCCATTAAAGGCTCAAAGTCTCCAGTACAGCA
CAGCAGTGGCTCAAATGCTGCACCCAACTATCCTCATCAAATGGCAGCTTCAGAATACTC
TGCACCTGTGCAATATAGCACTTCAAGACTGATGTCTCAGCCAATGCAGTTTGTGATGGG
GCCCAGTCTCTCCCAGGGAGTAGTCCAGGCCACCCCAGGATTCAGTGGCCTGAGTTCTAC
TGCACCTCAAGATCTGTCTTCTTCTGGCTCTGTTTATTATTCTGTTCCAGTAGAAAATGC
TGGTGGTTCACCTCAGGCTGGTTCACCCCAAGGTGGACTACCAGGTATCAAGAAGCAACG
CATTGTCTTGACTTGCTGAATTAACTTTATGGGTGCAAGGATTTCTCCGCAATACTTGTA
CCTTTTTGCTTTTTAAAAAAAAAAAAAAATTCTCAACAGAATCAAGTTGGCTTGTTGCTC
CACAAAGCTTTGAGGAAGCGTCTGCAAATGCCCAGGCCCAAAGTACCAGTGAGCTCCTCC
CACAACCTCCTCTGCCACCAGCTGGACCTGTCCTCCAGTCAGGAGAGACTTCCAATATTG
TGAAG
>McF0029K21-MGRbd1
GGGAATTAAAGCTAAAAGCACTTTTTAAAGCAATTTTACACTATAAGCTTATACATTTAC
AGGTATGTTAGTAAATGAAGAGATTTATCTGATGTTATGTGTATTATTCCCCCCAACACA
CACAAACAACTTTCCATCCCCACTTTGAAACTTACCTTTGTAACTATCAATAAATCTTTC
CATTAACCCAGGCTTATCTGTTGCCGACCTTATATATAACTGAGCCTCATCCTCAGGATA
GATCCTTTTCTTTCTCTTGCTCATTGTGGCTCTGCAGAAATAATTTTAACCAGGTGACAA
AATAAATCAAATATATATAACAAATTGTAAATTATTATTTTTCTTCAAAAATGCATTTCA
TGATTTTATATAAAAATCAAAATTTCCCGTCTAGGTGATCTATTATACAAATTAATAAGC
TGTCAGGAACTGAAAACCTTGGATATTTAACACANAACAAAAAAAATAAAAAAAAAAAAA
AACCTT
>McF0029L15-MGRbd1
GCCAGNAATTGTGAGGGGCCAGAGCCTTGTGGCCTCCTTTCTAGGTTCAAGATAAACTCA
ATCCCCTTAGTTGCAGTAGCAGCACCACAAAATAAGATTATGCAACCTATACAGGGAAGG
AAAAAATATGCAGGCAAAAGTTTAGAACTCTTAAAAATCTAAAATGTATGTACATCCATT
GTTTTCAGATGAATGGTGTAGTCTGATGGCAGGAATGACTTCCGGATTTAAGAGCATTTT
ATACCAATGGGATACTTTTCATTTCTCATCATAGAATAGAAATACATGTAAGTAATTTTT
AAATCAAAGTTTCTGTGAAAGGCTGGAATTAAAATAAAAATTGTCTTTTTTAAAAAAAAA
GAAAAGG
>McF0029M15-MGRbd1



GNCATTATGGCCGGGGAACTTACACATTGAGGCTCTCCAGCTGCGGAGTTGTTTTGGACT
GAAGCGGTTTGCAGGATCGGACGAGGACATCCGATTTTATACCAGATTCCATTCTTATGA
CCACCTGATGGCATTCTGGAGGCTCATCGAACCAGCAACATCAAGGATGGTCCGTGTGAC
AAGTGTGGCTAGAGAAGCATCAGCCTCTGTGGCAGAGAAGACAACAGCAAACAGATCAAC
TAAGTTGCTGCCCATAGATGAGTTATTTCTTTTCCTAAATTATCTGTCAACTGGATGCAC
ACAGAGAGAGCTTGGGCACCGATTTAATATCCATCGGACAACAGCCAGCAGGATCATCAC
AACCTGGGCCAACTTTCTTTACTGTGTACTGGGAGCTATTTGTATCTGGATGACCCCTGA
AGCAATCACAGCTAACCTACCTCCTGAGTTCAACGACTATGCAGACACTCAGGTCATTGT
TGACTGCACAGAACTGCGGTGCCAAACTCCATCCTCACTTGTGTTACAGAGTGAGGTGTA
CTCGCACTACAAATCCCACTGTACCTTCAAGGCCATGATTGGTATGGCACCACATGGTCC
TCTGACATTTGTTTCTGCACTCTACGGGGGCTCTATTAGTGACCGTGAGCTCTTCAGATT
GTCGGGCATTATACCTCTCCTGTGCCCTGACATGGC
>McF0029M16-MGRbd1
TTTTTTTTCTTACTTCCTTGAGAGTGAACCAGAGAATAAAGAAGAGGGAGAGAAAGACAG
AGCTTTGACAGCCTTTTTTTCCCAGCGGTGAACGTTTGGTTATCTCATCCCCTCAGCGCT
GCTACTTTCTCAGTGCTCTACAAGAAGAAATGAGAAGGGAGGGGGCGAGTGTCTTGTAAA
GTCTCTCATTTTCATGTAGCATGAATGTGCAGATTTGCAAGACATTAGCAAATAAGGCCG
TGCTCTTCACACATTAACTGTCCATTACATGGAAGCTATCTAAAAAAGAATAACTTTTTT
GTCTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0029M23-MGRbd1
CACACGTCTGTCATCCACATTCAGGAGAAGCTCTCCTCAGAAGAAACGGAGGATGATGAC
GATCTGAGGGAATCTGAGGATCTGGTGTTTGCCCAGGAGGGGTCTCCACAGAGTTTGTGA
GGCAGTGCAGGGGTGTTCGAGCCTTGCTGAGCAGCTGTTACAGGTTTTGGATGAATTTTC
TGCTGCGGGGGCTCTGGAAGTTCTGTACGGCAGGTTAAGCCGAGTCCTGCAGCCGTGGCC
TCAGCTGCTCAAAGACTTTGCTGCCTTCCTGAACCACAAGCAGGCTCGCAAATGTGGACT
GCTGTTTGAACAGCAGCTGTTTAAACGCAGCAGGCAGTTTTTACGGCGACTGGGGCGCAC
CCTCGGAGAGAGCTCATTCCTCTACCAGGAAGTGGTTTCTGTGCTGCAGGGATGCTCCGC
CCCTTCATCTGAAGACATGGACAAGGTCGCGTCTCTGCTCAGTCACCATGCAGACTTGCA
GGTAGAGGTCCGGGAGTTCTTCCAGCAGCTCCACATCTGCTCGTTGCCAACAGCAACCGG
CTCTGAACCTGCTGATGTGGGCTGCGCGTCTCAGAGCAACGAACACTGCGATGGGAAACG
GGTTGACTGTTGCTCAGAAGAGG
>McF0029N06-MGRbd1
ACAAGAGCAGAAGTTTGTGCTTCTGCTGCAGAAACTCTGCCGAACCACCGACCGCCGCGT
GGGTCCCAGGAGGATCAGCAGAAGATCTTCAAACGCTTGCATGCCGGTGAGGATGAGGAG
CGCGACTTCACGGCGTTCTGGGAAACCGGAGCGTCTTTCCTGATGCCGCCTCACTGAATT
GGGCCGTGCTGTCGGTAGTTCTGGTCCAGGAGCTTCTTGGGGGGTCTCCTGCAGCGGCGG
TTTTCAGGCCCGATGCCGTCCAATGACCAAAGGATGAGCCTGGTCACGTGACTGCTGCCC
CCTGGAGGCCGGGGCAGGACTCTAGTGCCTTCTTACCCCAGAGGAAAACAGCCATCTAAC
TTCAGTCAGTGTGAACTACTGATAGAGGA
>McF0029N08-MGRbd1
ACAACNACACTGAGCAGCTTACACCAACGACGAAAATGGCGGACAACTGTTCTTCGGTAG
GTTATGGAAACGTATATTATTGTTTTTAAAAATAACAGCTACTATTGGATACTAACATCT
GCTGTTTTATCAACAGGTCGAAATTGTGGAAGGCTGTCGCCTCCCCGTTCTTCGTAAAAA
CCAGGAACATGAGGATGAGTGGCGTAAGTACTTTTCGTTCGTGCTTAGAGCTAAGCTAAT
GCTAACTAACAAACAAATATGACGGCCTTCAAAAAAACCTTAAAAACAAATTCAGATAAA
ATGCAGTGACTGCTATAGTAGAACCTGTTCGTTTAGGTCTAAATTGCTTTGTTACTTCTT
TATTT
>McF0029N16-MGRbd1
ACGGNNCGGACTGCTGTCCGGACTGCACGACTGGATCATGGGCAGCACCGTGGTTAAGTG
TGCCGTCACCGACCTGGGGATCCAGTGGGCCGGCTGGGCTCTGTCTGCAGCCTTTAGAAC
CGAGAAGTTCTACGACCTCGCAGGTAACGTCAACAGCCCTGTCCTTCACGTTGTTGTTGT
TCGCACCCGGTTTACGTTAAACCGACTTCAAGGGGGAAAGAAAATAACACTTTTCAAGTT
AAAAGTTTTTTTTCTGCAATTAGACATTAAACTTGTGTAATTGTTGGATTTTTGCAAAGT
CATTTGAAAGTGGTTACTAAATCTGCATTATCTAAGAGCGTTGTTGTGAAACAACTCTCC
TCCCCTCAGTTTACAAGCGTGCTAATACAGACAGCGCATGCGCGCACAGGGCCGTACCCA
GCTTTTTGGCGGACCACAGCAAATAGGTGCCCATAGTAAAAGTGCTTTCCTACTTTCTCC
GACCCANNNNNNNNNNNN
>McF0029N19-MGRbd1
NCCGGGAGAGCGTACATTAGAGGCCCGAGGCGGCCGACATGTTTTTCTTTTTTTTTCTGC
TGTTGGCCCCTCCCACATCAGAAAGTCAGGATCCAATCCAATGCAGGCTGGCCTTAGATC
AGAGACATTTACACCAAAGTCAAATAAATTCTTGTTTTTTCATTCATTTCTTTTCTACTG
AGTAATGATCCTAGTTTTTTAGACAAAATGGCGGACTGGATTAGAAAGTGCTTTAAACAA
TCAAAAAAAAAAAAAAGTCATATCATGGGATTAACTCCATTACCCAGAAGCCCCATTGGG
GCCAAAAAGAATGTGATTGGTCAGAGTGGTTGATGGGAAGTTTTTCTAGTGAACTGTGTT



TTTCATTTTGTCTCTTTTCTCTGAAACAATCAATTTTTGCAGTGAGAGCAACACCACAGA
AAAAGAAAACTTTATTGACAATAATTCTCAACATCATTCAGTTGTAACCCAAANNAAAAA
AAAAAAAAAAAAAAAAAAACCTT
>McF0029O03-MGRbd1
TGGCTTTGGCCAAGCTGGGCTGCGTGACGGCTCTGCTGAACTACAACATCCGGTCCAGAT
CTCTGCTGCACTGCTTCTCCTGCTGTGGAGCCAAAATCCTCATCACCAGCCCTGACCTGA
GGGAAGCTGTGGAGGAGGTGTTACCCACGCTGAGGGAGCAGGGCATCCGTGTGCTTGTCC
TCGGTGATCATCTTGAAGCAGATGGCTTTGAAAGCCTCTTTCATAAGGTTCAGGAGGCGT
CAGACCAGCCTCTGTCACCCGAGCTGAGGGCAAACATTCACCACAAGAGTCCTGCACTGT
ACATCTACACCTCAGGGACCACAGGGCTTCCCAAAGCTGCCATAATCACCCACCAGAGGG
CATGGTCAGCATCTTTGGCTCAGGAAATGGTTGGTGTGCGCTCAGACGACATCTTCTACC
TTTACCTGCCTCTTTACCACACCGCAGGTTTTCTGATGGGACTCTGTGGAGGAATCAACA
AAGGCGTCACTTTTGTT
>McF0029O06-MGRbd1
ACCCGGGCATTATGGCCGGGGTAGNTCGTGTATTATTAAAAACACAACCTGGCATTTAAG
AAGCTGTTTACTATGCGTTTCAATGATGAGCCTATAATGGGGTTTTAATAATAAAATAAA
TTAAAGCTGCGAGCGGTATTGTATGGCCTGCAGGCGCTGCCCTCCCTGCCCCCTTTTGTC
CTGTCCTCACTGAATGGGCGACTGCCCCTCACCCCCCTCTTCTGCCCCTACCATCCTGGT
CAGAGCTGCACTTGACATATTCACGACTTTTCTGTTGGTTTCACGTCCATAGCAACGGTT
TTATATTTGGGTTGCCAAGGGCTGGCAAACTGATCTTTGTAATTCTGAGAAGAATCTGCA
AGAGTTGTTTTATTTCTTTGACAAAGGAGGTTTTTTGTTAACCACGCCCACATTCCTAAT
ATGTTCACAGATGTTCAATTATTCCGTTCAGCTTTAGTTAAGGTATTGTGTATTACATTT
TTACAATATTGCATTAAGAAATGTGAAACAACAGGAAAATGCCACTTTTGTGAGCTCGCT
AATCTACAT
>McF0029O07-MGRbd1
CCGGGCCTTATGGCCGGGGGTTTTTNTTTAAATGTAATTATCTCCCTTATTTCACCAGTT
GTTCTTGTTAAACCTTTGAGTTTCCGTCCAAACCCTGGTCTCCTGCATTTAGGGGTCTGG
TTATTGACATGCTTCAGAAATAAACATGAGTCTGTTGGAGGAAGAGGAGCAATAAGAAGA
CTTTAGGAATCAGGATCCCTGTGGCTTTTTCGTGCTCTGAATTCAACTCGGATTAAGATG
GAGCAAACAGCTGGAAGTTCTTCCGCATCGGGCCAAAATTCTGTCAGAGGGTTCCCAGGA
GAAATCGGTGACTTCATGTCCCGTTTCCACGGTGACGGGGTTCGCTACAGGGCCAAGCTG
ATTGGCTTGGACCCAGTACCTGACGCACGTGGAGAGAAAATGTGCTGGGATTCCATGATG
AAGCTAAAGGGCTTGGAGGGTGTTGCACGAAAACAGGGTAAACACAAGCAGAAGATTTGG
CTGAAAGTTTCCTCCAATGGCTTGAAAATTGTGGATGAAAGAACTGGGTATGTTCTTCAT
GACCAGGAGAAGAGCAGGATCAGCTCACTGACAAAAGATGGTTCCGACCCCAG
>McF0029O17-MGRbd1
CATTTTCTCAAAAGCGACGTCTGCTCCTGGCTGGATACGACGACTTCAACTGTAATGTGT
GGGACACACTAAAAGCAGACCGTGCAGGTGTGTTGGCTGGACATGACAACCGTGTTAGCT
GCCTGGGAGTTACTGATGACGGTATGGCAGTTGCAACAGGATCCTGGGACAGTTTTCTGA
AGATCTGGAATTGAAGCCTGAAGGTTTTATTTTAGTTTAGTTTTTTTTTTGTTTAGTTTT
TTTTACTTTTATTACCTTATTATTGTGTGTAAATTTTTAATTTTTGTTTGTGTTTGGTAA
GCCCCTAGAATCCAAACTATAGAGGGTAAGCACACAGCGACACAGTCTGCCAGTGCCGTA
TTGGCTGGAAGCGTTCCGGAGAGTTGAATGGGACTGATGGAAGATGGGTAATTCCTGCTA
AACTGCAGGATGTTGTCATAAAAAGCTAGTGTTTCACTGGATACCTGGGGGAGTATGG
>McF0029O22-MGRbd1
ACCCGGGCCTTATGGCCGGGACCCCACGTTGATTCTGCAGCAGATGGAGACTCCTTTGAG
CAGCAAATTACCGAGAGCGGCGGTGGCGGCGGCGGTGGCAGGCAGTGGTCCTCTCTGAAG
AGTTCCTCCAGTCTTCCACCTCACCGGGAGGAAGAACTGAGAACTTTCTCTCAGGCGGAC
TCGGACTCGGCTGACGCAGAGATTCCCGCTTCGCCGGTCGACCACAGTAAATCCGACGAT
GACTCTGGTAACGAGTCTCCCCCGCTGTGACGAGTCTCCGCTGCAGATCCTGCTCCTTCA
GGAACCTCAACCGCCTCCAGGCGTCCTGGCAAACTGAATCCAGAACAGCGTGTTGGACGT
CCGTCACAGATCTGTTCAAATGTCCAAATCTCATGGAGGTCAGGGTTGCTGTGAGCTCAT
CCAGAACTGCTTCCTTCTGATTTGGTCTGCAGAGACGAAAAACCAGACAGAAGTTTTATC
AAAGGTGCAGCACTGCAGCCCAAACTGAGGAGTTGCCTTGAATCCTTTTTTTATTTATTA
CATGACAATATTATGATTTTATTTGCTGTGAAGCAGTCCATTGCTTTTCTTTAAAATTTA
ATTCAATAGCAAAGGAAAAGCAACGTTTCTCTTTTGTTCTCTGGAAATGAATATGTCAAC
AAAATTATTACTGCACAAGTCCCGCCCACTTATC
>McF0029P02-MGRbd1
CCCCCGCTGTTAAGTGAAATTCACACTTATTTTCGTGAATGTTTCACTAGAGGTTTTAAA
ACGCATGTGTGACAAAGGTTTAGTGGTGTTATTGAGATAACTGGTTCGTTTAATTCCCCT
TTTAATTTTGTGACTGTTTGGAA
>McF0029P06-MGRbd1
TGAGAGACCCCGCCCCTCAAACACATGAGGCATGAAAACGTCATCGGGCTCCTGGACGTT
TTCACGGCGGAGATCTCTCTGGATCGGTTTCGGGACTTTTACTTGGTGATGCCTTTTATG



GGCACCGACCTCGGTAAGCTAATGAAGATGGAAAAGCTGACTTTTTTTTTTAGTTCAGGG
CCTTGTTTACCAAATCCTGAAGGGCCTGAAGTACATCCACTCTGCAGGGATCGTCCACAG
GGATCTCAAACCTGGAAATTTAGCCATAAACCCAGACTGTGAATTGAAGATT
>McF0029P09-MGRbd1
AGACATGGAGAGCTATGAGGAGTTCTGTCTGCGGAGTTTGGTCTTACTGCAAGAAGAGCG
GAAACTTCGAAAGAAGTGTGAGCCTTTCTTCTCCCTAAAGGCTCAATCTGCCATCTGCTT
TTATGGAAGAGCCGTGCTTTCCCCTCTGCTGAGC
>McF0029P14-MGRbd1
GGGNGAAATGAAGACAGCTGTGGATCATGATAGACCTGAAACTGGTGTGACTGACGAAGG
ATATCTCACAACGTGACCAAAACAACTTGAAAACCAAAAACAACCACAGAAACGTTTTCT
CTGTCTTCAGCAGGTGCTGTGACTGAGCATTGTGACTTTGGTTCACATTTCACAACTACT
GTTTCTTTCTGTGCACATTCAAGCTGTGATGGGATCAAAGTCGATCAGAATGCGCCTCAA
TCTGTGGATCTTTGGCTGTTATTACCAGCCAGGATGTTCAGAATTTTCCGATGAAGGAAG
TAAACTTGATGTTCTGGATCAGACTGAAAAAGGATCAGTCTGCATGGAAATGGGTCAACA
ACAAGAAGGTTGAAAAGAGCGTGTGCCCTGGCCAGAGGAGGTGCTCGTCTTCTTCGACAA
CAACTCCTTCTTTCGGCCATATCTGTGGTTAGTGCGTCTGCATAACCGGTGGGTCAGACA
AACAAACACCCAACCTCAAAACCCAAAACGCATCGGGGCTTGATTGCTCTAAAGCTGTTT
GCGATGTGCACAGA
>McF0029P20-MGRbd1
GGGGCGCATGTGTGTCCGCTGTTCAGCATCAGTCTCTAGCATTCCGAGCCGACCAGAGGG
AACATGATACGGAAATATTTCTTCCCGCTTCTGTTCGGTTGGTTTCCAGCGTTTTGCCAA
TCAGAAATCCCATGCAACGCCAGGCAGACCCCACGTGGGACACTTTACCTCCTCTCGAAT
ATCTCAACATCTGACTGCATTTACAGCTGGAACAATGGATCCAAAGTCCTCAGCACAAAC
AAGAGAAATATGGATGGGGTGGTTTTAAACTCCAGCTTCAATAGTCTCCTCACAATTCCC
TGCTATGAGGAAGTGAAGTATCTCCGCCTCTGCAAATCTGAGGACGATACCACTGCCACA
TGCAAGACCTCCTGCTCTGTATCTTCTCCAAGGAATGGTGCTGAGAAATCTCACCGTTCA
GAAATGCATTATCCTGCTCAGCCAGTTTCAGAAACTTCTCCAAATCACATTGCGGTTCCT
CTGACCGTCATCTTGCTGCTGATTGTTGCAGTTGTCGTCATCGTTGTGGTCTACAGGTGC
CGCCAGAACAGTGGCGGTTCTACACTAACTTACTCCCCGGGCGAGTAACCCCACCAGGAA
ATGTATTTCTT
>McF0030A03-MGRbd1
CATTATGGCCGGGGAGAGACGCTTGGTACCCTCACGTTTGGTTAACTTTTTAGCTACAGC
GGGAGATCGAAAACAATATTTAAAGATTTAGAAACTCATAAAGCTTTTTTTAAATAGTAA
AAGAAGCAGAAGAAAAAATGGACTTCAACTCCCTGCCGTACTCTCTGGAATTCGATGCCG
GCAGCGGATGCATTTTAACCCTTGAGGAAAGAACAGCTCTGCAGACATCTTTGGTCATTG
TCAAAACGAACTACAAGTTCCAGCGAATTTTGTTTTGGGGCAAAATCCTGGGACTACAAC
ATGACTACTTTGTCGCTCAGGGGAGAGGGGAGGATGAAATGACAGACAGAAAAAGTCTGT
ACAGCCTGAACTGCGTGGACTGGCTCCTGCTCCCTTCTGTCACAGATGCTATGGTGGAGG
AAGTGTCCAAAGCGGCACAGGGCCGCTTCAAAGGAAACCCTTCCTTTGTGTATGAGCACA
AGGTCAGCCAACAGGAGGGAAAGGAGCAGGAAAAAGTGTTCAGTGTGACTGAGGAGAAGA
GGCTGGCTGTGACAGTGCACCACATCGATGAAGAAGCATCTGTGGTTCCTCGAGGAGCTT
T
>McF0030A06-MGRbd1
GGGNGNAATATTAATCAGCTTTGTGTGTCTGCTTCTGTGCGTCGAGCCGGAGCCGCTCCA
ACATGCACCAGCTGCTGATCTTGTACCTGGCGTGCGCGTGGACGCTGTGCGCGGGATCGG
GGGATTGGTGCTACCAGTCCGAGTTTTCCTGTGATCATCAATGCAATGTACCAGAAAACT
GGGTCTACGCCAGCAAGAACTGTGCTGGAAGAGACCAGTCACCCATCAACATCGTCACCA
GAAAGACAGTGAAAGATGACCGTCTGACTCCTCTCAAATTCCAGAACTACCAACACATAT
TCAGAGGCTTGATCAAAAACAACGGCCATTCCGCACCATCTCAGGTGGGGGTCTTTCAAC
CACTTACAAAGCAGTGCAGTTCCATCTGCACTGGGGCAGCAATGGAGGTCCAGGATCCGA
ACACACCATTGACGGGGAGCAGTATCCCATGGAGCTGCACATCGTTCACATGAAGAGCCA
ATATAATGACCTGCCGACGGCTCTGAGGGATAGAGAGGGAGTAGCAGTTCTAGGGTTTTT
CTATGAGATGTCCAACAGCCCAAACCGAAAGTATGAGACGCTCATCAACGCACTGAGAAA
CATCAAATCTGCACATGGAAACACTACTCTGTCCCCC
>McF0030A14-MGRbd1
CCTCCGNNCTGCCTGTATTTTTTATGCATTTTTCTAAACTGTCATGGCGTTTTCGTGTCC
TTGGAAATAAAAAGCGCCAGTGTCTTTTCGGGCTCACCGGGGGATGTCTCGCCGGTGAGA
GCGTCCGTCCTGACCGGAGCAGATGCAGTGTCGAGATAGAAGATGAAAATCCTCAAGAAA
GACAAGCAGCAGATGTTCCCAGGTCTCCTGAAGCACAACCAATCTCCGGGCTCCTCAACA
GCTGCAGCCTGCTCATCTGACCAAAGCAGCAACACTCCAACTGCACTTCCCACAATTCCA
AGGGGGCACCTGGTTGTGGGTTCCAAGGACCAGCTCTGTCTCCTCAGCCCTGTTGGTAGC
TCTGCAGCATCCAATCACTGCACCACGGCCAGGGTCAGTGCTGCAAAGCACTCTGGACGA
GCTCCACCACCTCCCTCCTCCCTGGGCGAAGAGGACGATGGAGGGGGTGGAGGCAAANNA
AAAAAAAAAAAAAAAAAAAAAAAACCTG



>McF0030A16-MGRbd1
TTTTTAAGGGNACTGAGACCTTTTCCTTATGAGATGTTTCCAATGACCGTTACCGCTGAA
ATCCGGCAGAAACAGAGTTCTGCTGGTGTTTCCGCAGCTGCAAAGCCCATTCAAGTGATC
CAATTGGACACTTCAGCACCTCCTGTTTCTGTGTGAGCAAACATAGGAAGACCAGGAAAA
GACTGGGAAGTGTTGAACTCTGTGCCTCATCTCCCGCCTCGCTGATCTCTGTAGAAAAGG
AACCTCTCTGTACATAACTTCTGAAAAAAGGCGTCTTTGTAGAGTTTGAATGTGTGAGCA
TCTTTGAGCACGAAGCAACGCACGCTGGCCGAGTTTGGCTTTATGTTTCCCCAAATGTTT
TGCTTCTTTTACAAACACGATTCTGACAATGCCGATGTGGCGTCTGAGAATCTGAGGGAA
ACTCGTCTGTCCACCGCTGCTGAGTCTAGAGAACTCTGGATCTAACGGATGCTTTTGGGA
AAAGCATTTCAGCTCAGTGAACATTAAAAGTCATTTCTGCTGAAGAACGACGCAGGAGCT
TCATCTCACTCAGGTGGTCATCGCCTCCATTTTTTAATGCAGAAAAATGATAATGAATGA
AGCTGTGCAAAAAACAAACAA
>McF0030A22-MGRbd1
TTTGCGGCGCCTTCCGTCCGTGAAACCAGGGTTCAACTCCAGGCTGCTCCCTGTTCCCTG
TTCCCTTCTCTATTTGTGTGCGGGTTCCAAGCCCAGTTTGAGAAGGTTGCGTCAGGAAGG
GCATCCGGCGTAAAACATTGCCAAGTTTACCTTGTTACTTCTTCACTGTGGCGACCGCTG
ATGGGAGAAGCCGAAAGTGGAAGAAGAAGACCAGCTATTTCAGAATTGACAAAGCCTCTT
GGATAAGAGGTGAAACGTCTTCCAACTTCAAAACCAAGTCCAGATGACATCCCCTAAACC
TACTACAATGGAACCAACCTGGATGAATGAGAGTCTTCATAGACATGATTGCTTCATAAA
GCAAACAAGTACACTTCAGACTGAATTAGATTTACAATGTATAGATAGAATAAAAAAGTA
AACTTCAGCCTCAGTTTCAGTATAGATCAAGTATGTTTGTAGTACTCTGAAATACATTGC
TTTTTCCTAAGGGAACTTTGAATATATTTGGGGAAGATTAATCTTTCACTTTACATATTT
GTTTTTGTTCTGTTGCAAATTTCAAAATGACTTTACTGAAACATCAAAGAGATTATAATT
TTGAGCATTTCATTAAACATATCACANAGATCAACATGAAGAAAATGTAATTTAGT
>McF0030B16-MGRbd1
AAAAAACTTATGTCTGATGTGACTCGTTTCACAGCTAAGGTTGGTAATTTGTTCCTTCAC
AGCCACTACCAAGTGCCTCAGGGCAAACACATTCATCCTATGTACTGTGTCAGCTAATCT
TGTTTGCTTTTAATGGTTTAAGGTGAAGCAGTGGTGACTAAATCCTCAGAGTGATTAATT
ACTGCGTGCTTAACATCTATAAATCTCAAAAATCCTTTTTATTTGAAATGAATATGTCTT
GACGGTTTGTAAAACCCATTTAATATACCAGCTTCAGAAAGAGCAAGTTTTTTTAATTGT
CACTTCGGAGGGATGCCCAGAAAAGAGGCTTTGGAGGAGCAGGCAAAAGGTTTAATAGGC
TAATTAAATAGATCAGATTCTCAGTAAATTAGAGTGCAGTCATTTCAACACAAAAGAAAT
GAGGGTTTGAGGTTTTCTTCCTCTCTCTGGGCTTAACTCGTTTTTTAGGATCTCGCTTTG
CAGTGAAAAGCTTGGCAGTGACTGTAAGTGATCTAATAGGGTCATAGCAGCTCGTAAATT
TAAACCGGTAGCTCCACAGAGATTTGCTACTGGGATTTTAGCAGAGAGAGAACGCCATGA
TGGAGTCGACGTTCAACGAGGGTACACTGGTTTCCTTGTCATGACATACATTTGCATGAA
GAAGTTTACATACACTCATTGAGGGAGCGGTCG
>McF0030B17-MGRbd1
ATTCCAGTAACATTATATAATTAAAAGACAACTGGGAACGGTTTGACATCCACAGACGAT
CGGAGTGGGTGTTTAGGAAGAAGCATAAAGCAGAGAGAGGCAGACGGTGAAATGAGAGAG
GGAAACCTGAGCAAATAAATCAATCTTAGTAATCTCGTGTGCTTTGGAAAATGTTTGCAA
ATTCCCAGATAATGACGCGAGCCCCTAGAAAATCTTCAGTGTGGTTCCTGATGCATGAAT
CCCTCAGGGGCCAGACGGCTCGTGCAGTAGGAGTCTGCTTTCATGGCTTCATAAGCTCAT
AGCCATTAAGTACAGTATTAGGCAGTATAAATAGCACAGCATAAGCTCCCTCCATGGCTG
CACTTACTGTATTCTTTCATTTCTGCCTCTGAACTTCTGTCATGCTGTGTGTGTTTCTGT
CATCTGCACTGAAAGCTTGATGAGCTGGAGCCACGTTTCCTGTCAGCTGGTGTTTGTGCT
GGTTTTTGGGTTGATCTGGTCTGACAGTGATGGTAGAGACTCGGTTCTGAATCCC
>McF0030B23-MGRbd1
GGGGAAAAACCACGAAGAAGAAAGGCGTCAATATCTGACTGGTGCGAGGTTTTTAAACCG
CCATTGCGCAAAAAAAAGACGGTGTCATAGTAGCTTTAGTTCTGCGGAGCTCTGATAATN
AAATGAGCTTGTGGGGGGAAACCCCCGCCCGCCTGNCANACGCAGAACCGGGGGCTNCCA
CGAAGCTCACCTGGCAGGAAGGACGAGGCTGGTTTCTCTTTCTGCGCCTTTCAGCGGGGG
GGGGGGAACCCAAGCGACCGAGCGGCGCTTAAATCAAATCAAGGGATTACTATTGTTTTT
TTGGCTATTGGCTGCTGCGTCCCTGTGCGCGAAAAACTCTCCGAGCTGAGGACAAAGTGC
TGATAAATCCGCTCCTGCTGGACTTGGGACCTGAGCAACCAGCTTCTCTGAACGGACGAG
AGCGCAACTGACAAATCTGGGGAGACTTAAGTCACGGAAGGACAGCTGAGGGGAAACTGA
AGATCCGGCGAAAATGCCTCTTGCACAAATCGCAGAACCATGGCCCCAAATGGAACTGGT
GCAACTGGAGACAGAGAATGGGC
>McF0030C04-MGRbd1
GGNAGCCCGCGAGCTTCAGTTGACTCCGGGCTGCCAAGCCCCGACTGTCGGGGAGCTCCA
GGATGGAGTCGAGGCTAAGCGGGGATGGCAAGTCGCTTTCCCCCCGTGTTGTCCTCGGTC
CCGGCGTCCTCTTGTCTCTCCTGGCCGCGTTAGCCATTTGTTATGGCTCCTCCTGTAATC
ACCGAGTGCCGTCTCCCGCGGAGGTCATCCATCATGTGTATTTGAAGCCTGAGCGTTTGA
CCAAGAGGAGCTCTCCAGATGTCCTGCAGCTTAAAATAAAGATCATCTATGACAGCAGTG



TTGACCAACTTCCAGCTGACAAGAGGAGGCTGGTGAAGGATAAGCTGTTTCCTCAGGCCA
TTGACTTCTTGCAAAGAGCTTTCAGTGTAAAGCACAGGGTGGGACCCATACTGCTCAGCA
GACTATGTGCAACCAACCAGTACATGAGGAAGAGAGATGACCCTCATCGATACTGCCAGG
AATCCTGTGCAGACGTCACCCGCTGTGGCCCCGTCATCGTACCACATCACCACCTTCAGG
TCCGACCAGGCA
>McF0030C05-MGRbd1
GGACCCCTNTNTTTTTTTTTTTTTGGTCCATTTTGGATGAAAACAAGAGCTCGTGCAGCC
CTCAAAAGATGACTAAATTACAGTTTCTTAACGTCTTCTTGACTGAACGTCTCATGCTGG
CTGCACAGGAGATTTATAAGTCTGTGGAGGACACGATTCTGGAGTATCAGGAGGAGATAG
CGATCCGGGAGCGGGAGAACGACCATCTCAGACGGAGGCTGCGAGACGCTGGCATTGAGA
TATGGCCAGGTTAGCTAACGGTGCCGCTCGGCTCCGGTGCAGGAGTTGCATTAAAAGTTT
ATTCGATGACGTCGCCGGCTTGCACGTCAACAGTGACTCGTTAATCATCATGAGGAGCAG
AGGGCGGTCCCGCCGGATCAACTGTCAGGCTCGTGAGCCGAACTGCGCTGCTGCGGAGCG
GCTAGCATGATGCTAGTATGTAGCATGATGCTAGCATGTAGCATCTACCTTTGTTCGTTA
GCCC
>McF0030C07-MGRbd1
GATTTACATTGAATAACTCCCTCAGCACAGACTTCTCCTCTCAGAAAGGAGTGAAAGGTC
TGCCTCTAAACCTTCAGATTGACACCTATGACTTCAGTTCAGGAGCCAACCAGCTGATCC
ACAGAGCTGCCTGCCAGGTCAAGATTTTCTGTGATAAGGGTGCAGAGAGGAAGATGCGAG
ATGAAGAGAAGAA
>McF0030C09-MGRbd1
AAACGACGATTTTAGGAAGACATGCAGCCGGCATTTCACTAAACACTAGTTTACTGAATG
CCTGGATCTTTGGAGGATCGGCGGCCTCCTCGATATCTCAGAGATGTCTACGTCATCTGT
GTCAAAGGGATGCTTTGTTTTTAAGCCCAGTCCGAAGAAGAGGAAGAAGCAGGATGTCAG
TCAGGAAAGTTATTTTATTCATGACTGCGCGGGTCCGGAAAGCGGCCAGAGGCGATTCAA
GCTCTGCCAGGATCTGTGGAAGCAGATCGAAACTGAAACTGAGGTTTTGCAGGATGAACT
CCATAGGAAAATCTTGGACAGCTTACTGGAGTTCAGCAGGAAGTGTTCCTCCGCTCGTTG
TCACGGCGACTGGGCATCGCAGATGAGGGCCAGTGAAATTCCCACAGCTGCCCTCATGCT
GGGTGTCAACGTTCCCGATCACGACCTGACCTTCAGCAGCCTCTCGGACCTACTCAGACA
GTCTGTCACTCCTTATGTGGTCTCTCTGCAGGCCAAGGAATGTGGAGCACTGAAGCATTT
GTTGAAGAGGGTCCTGGAGGGATTAATGGAGAC
>McF0030C12-MGRbd1
CGNTCCGCCTCAGGAACGGTCACCTGCTGGGGATTTCTCCTGGAGGAGTGCGAGAAGCTC
TGTTCAGTGATGAGACCTACCCTCTTCTTTGGAGCAAACGCAGGGGCTTTGCCCAGGTTG
CCATTGACTCTCAGGTGCCGGTGATCCCGATGTTTACGCAGAACGTTCGTGAAGGCTTCA
GGTCTCTGGGAACTCTAAGATTGTTCCGCTGGCTGTATGAACGCTTCCGTCTCCCCATAG
CTCCTGTTTATGGTGGGTTTCCGGTGAAATTCCGAACATTCCTTGGTGATCCCATTCCAT
ACGATCCCAACACGAGTGCTGTAGAACTGGCAGAGAGAGTGAAGCTCGCCGTTCAGTCGC
TGATCGATGAACACCAGCAGATTCCCGGCAGCATCCTCTGCGCCTTGTTGGAGAGATTCC
GCAGTAAACGCAAAGCACCTTAAGTAACTTTGGGCCGGCGCAGCTCATGATGGACACTTG
TCCCACAGCAGAAGTTGCACCTGCAACTCCCTCCACTTTGTGG
>McF0030C14-MGRbd1
GGTATCAGNACNTTTACTACCTTCCACCTTTGAGTTTCCAGTCGAGATTACCTTTTTACA
ATATAAACAACATGTCAGGTGAACACAGGTGGATCTTCCAGCGAATTTGACTGCAGTAGG
AGTGGCCAGCAGTGCCTGGTATGGCCCCTCCCACTTGGGTGAATACCAGTGTGATTTCTT
GATGCTTCTTATCAGAACCCAATCACCTGGTTCTAAAAGCTGGTTTTCCTGCTGAGGGGC
AAAAGGTTTTTCATTAGTCAAGATGTCTCTTTGTTTTACTAAAATGGCCCTCATATAGTC
AGCCAGGTTTGCTTCTTTATTAGTCTCCCATTGGTTTTTAAACTGTGGTAACCTGAAAGG
TCTTCCAAAAAGGGTCTCGGCCTTATTGCACTGGTAATGTTAATTTTATGCACAGTTTCA
CTAAATCTAGACACTGAGTCCAGTGTCCACAATACATTCCTTCAGCCTATTGTTAAT
>McF0030C21-MGRbd1
TATGCGGAAGCAATTGTCTGTTTTGCAGTCAGTTGTCGAATATATTTTATTTATTTTATC
AAATAAACCAAAGTTCAAAATACATAAACTGTTTCTTCTGAGCTTTAAAAAAAAATCATG
GACGAGCCCACAGCATCTGGCGTGTTCTGCAGCAGAATGCTGAGTATGGTTAACTCTGAG
GACGTGAACGCTATCATCCAGGCTCAGAGACACATGCTCGATCGGTTTGAAAGAACCAAC
GAAATGCTGATAAACTTCAATGGACTGTCAAATGTGAGGCTGCAGCAGATGAATGACCGC
TTCCTACTCCACACCCGCACCCTGGTAGAGATGAAGAAAGATCTGGATAGCATTTTCAGA
AGAATTAGGTAAGTCATTACACCTTAAGAAGGTGTATTCAATTATCTATAAACCTATTGA
CACGTTCATATCTTTATAGAATAGTGTGATGGTAAACCCTGGCCTCAGGAGATCCAGGGT
GGAACCCAATTCGATTCCCCAAAGTGTGCTTTAAAGTTAGCACAAGCTGGTGGAAACTGG
AACAAAACATCTATGGACAAACATTCAAAAGACAACAAGAGTGGAAAAATCCAAATCAGT
CCTTAAGTCTGAGAGGCATGTGGAGTACTAATCATTTGATGATATAACAAACAGTCAATA
TTACAACAGGTACTAGTGAACACCTCTCTAG
>McF0030C22-MGRbd1



GAGCCACATAAAAGCGGTAACTGTGCAGTGTTCACACGCATTACAAGAGGTGTTGATTGG
GGGTCTCATCTGGGACTGGACCGCTATTCTGAAAAGATGCAGTTTTCCACAAGAAAGGAG
GCGCACTTGGATTGTTGGTAGCCGAAATTGTATCTGTGGCTGACCAGAATAATTCGATTG
CAAAAAGAAGTGGCATCCCCCAAGCCCTTGAAGCATATCTTAATGAGGACCCTGCCAAGC
TAGTGTATGAGTATAAAAGCGAGAA
>McF0030D09-MGRbd1
TGTGGGACANGTTATTTTCTTCAATTTTCAGACATGCTGGCATATTTTTCTTTAATAAGA
AAAAAATGACTGTTTATCACAATGGGTGATAAATTAAGCACAACATTAAATACTTTTTTT
GCTAAAAATATTTATTGTTGACCCCGCCCGACGAGGAGCTTTCCCATATTCACCTCATCT
CACAGGGGTTTGGACGTTCCCGGAAGATGCCCATTACAACTCCCTGTGCCAGCACTTAGG
AACGTAGAGGCGGACAAACCGTGTCAGGCTCACATTTTTTTGTTTGTTTTTGTTTTTACT
GAGTCGTATTTTGATCATTTATTTGCCTCTTATTTATTGACGCATGCGAATACGGATTTA
TTAAAAACTCTTAATGCGGTGGCAGCTTGTATTCAGCGGAAAAACAAAGAAAGAAAAAAA
GAAATCTGTACTGACTCTGGAAGTTTTTTTGTATTCTGAATAAACCAGACATGACGTGGA
AGTTTAACTCCGAGTTCATCATTTTCCAGCAATGCCTATTGCTCACCCCTGAAGCGGCCG
>McF0030D10-MGRbd1
ACATGTAGAGGCCTGCAAGAGCCAGAGAAGCCGAACTGGATTTGCGTGGAGATTCTGACT
GTTCTGGATTAGGGATGGAGCTTGAGCAAATGTGGAAGGTGAGGAGGGGGAGTTTGGATC
CATTGAACATCAGGATACAGCTGCCTATGACTAATTTCAGACTCCCCTACTAAGGTCGTA
TTCCTGCATGGACTTGGTGACACTGGGCACGGCTGGGCAGAGGCTTTTGCTGGCATCAGA
CTACCTCATGTGAAGTACATTTTTCCACATGCCCCCACCATGCCTGTCTCATTAAACATG
AGGATGTCCATGCCTTCTTGGTTTGACATCTATGGGTTGAGCCCAGATGCAGATGAAGAT
GAGGCTGGAATCAAGAGAGCTTCACAGAATCTTAAAACCTTGATAGAGCAAGAAGTGAGG
AATGGCATCCCTTCACACAGAATTATCCTGGCCGGATTTTCACAGGGTGGAGCATTGTCT
CTTTACACAGCACTGACAAGTCAGCAGAAGCTGGCCGGCGTGATCGCTCTAAGCTCCTGG
CTTCCCCTCCGCAAGTCATTCCCTCAAGCAGCAGCCAACAGTGCTAACACGGACATGCAC
GTGCTGC
>McF0030D17-MGRbd1
AATTTAACGAGAAGACACCAGCAGCTCCTAGCTTAGCTCGCTCCAGAAATGAAACAATGT
ATTTCATTAAAAGCTACTTAAAGCCTTATTTCCAGAGACGCTCATGAATTTTATTTCTAT
TTTTTCACCCATTGGGTAACCACAAAGGGGCAGCCATGTACTTCCAGGGCGGTCGCAGGA
GAGGTAAAGAGGGCATCGCCGTGGCTCTTGATTTCCTGCTGTCGAACGCCCGGCTGGTTC
TGGGAGTTGGAGGAGCTGCCTTGCTGGGAATTGCTACACTGGCAGTGAAACGAGTGGTTA
GCGCAGACCATGCATGTCTGCTGGTTCCCCTTCAGCTGGAAGCCTCCCTGTGGCGCCTCA
TCCCCGGGGAAGAGACTCTCCTCACACATCCTCTGCACTGGATGGTCCGACGATTAAATT
TGGAATATTTTCCTAGAGGACGCAGTTACTGGGACAGATACCTGGTGGGGGGTTACCTGT
CTGCAGAAGTGGTGGTGAACATGTTCAGCAAGGCGGTCATGGAAACGGTGAACTGGCCGG
CAATCAGCAGCACTTTGGACTGTCTTGTCAGACCTGTTCTAGGAGGACCAGATCTGAAAC
TGGAGATCCGGCCTGGAAGTGAAGAAGCAGCTGAACGCTGCCATCAGCCCCTGTTCATTT
CTGG
>McF0030D22-MGRbd1
GACACACCTCCACTACAAAAACCACCAACAACAACCACATCGCCAGGACAGAAGAACCTC
CACTCTCTGCGGGGTTTCTGGGTTCGCCTTTATACCATGTGCTGCCTCTGAAGCAGACAA
CCAGCTATTTAAATCCTCCCTGGAAGACCATGCTCCTCCTTCTGCTGCCTGCAGTGCTGG
CCGTTCAAGCAATGGCTGAAATGGAACTTCGTGTCCCAGAGCAACCTGTGGTGGCGCTGT
ATGGGCAGGATGCAATTCTCAACTGCTCCTTCAGCCACCCCAATGTCTTCAACCTATCGG
ATCTGAGCATCTTCTGGCAGCTAACAGACACCAAGCGCAATGTACACACGTACTCAGAGG
GACGCGACCTGCTGGTGGACCAGGCAGAGGGCTTTGCCAACCGGACCAGCCTGTTCCCCA
CTCACCTGAAGCTGGGCAATGCTTCGCTGCTGCTAAGCAAGGTGGTGGTGG
>McF0030E11-MGRbd1
TTTTNCTTTCTGCCGACAGGAGCACAGAAACTTTGAGTCCGCCATCCATCACATTTGAAC
AATGGCCGAGGAAGGCATTGCTGCCGGAGGTGGGATGGATGTGAACACTGCTCTCCCAGA
GGTGCTGAAGACCGCACTCATCCATGACGGCCTTGCCCGTGGAATCCGCGAGGCTGCCAA
GGCCCTGGACAAGTTGACGACAACAAGAAGCTCGGTGAGTGGGTCGGTTTGTGCAAGATC
GACCGGGAGGGCAAACCCCGCAAGGTGGTCGGCTGTAGTTGTGTTGTTGTCAAGGATTAC
GGCAAGGAGTCTCAAGCCAAGGACGTGATTGAGGAATACTTCAAAGCCAAGAAATGAAGT
GTTAATAAAACATGANACCNNANAAAAAA
>McF0030F02-MGRbd1
CTTCCAAAAGGACTTTATGGAGGAAACAACGTTTACACTCAATCTTTAGTTGATCAATGG
CTAGATGTAATTACTTGTGAATTTGAACCAGCTGCTAGATCAGGTGTTAGACATCAAAAT
GGTTAAAAAATCGATTTCGGAAAATTAATGGAAGACGTTAATAAATTTTTAGGTTTCGTT
GAAAAACACATTCATGAGAAAAAGTTTTTGGTCGGTGATGCTTTGACAATAGCTGATCTT
TCTCTTGCAAGCAGCATTTCAGTCGTTTTTGGAGTTATGTTCGGAGAAGGACAAAGAAAG
AAGCATCCAATCGTCTTAAATTGGTATACTTCAATTGTAAACATTAATAAAGAAGCTGGT



CCAGCTGATCTTCCTAAATAATCTCATGAAGCTTTCAGAGGTGGAAAGAAAGGAGGAAAA
GAATAAAAACCAAAAGAAGCTAAGGAGCCTAAAGAAGCTAAAAAGACTGTTGAGGCACCT
AAGAAATAAGCTTAACCTAAAAAGTAAG
>McF0030F10-MGRbd1
GTTTTTCAAGTCCACATGTTGGTTTCCTGAAGCTTCTTTGAGTTTTTTCAAACGCTGAAG
TTTTGCACAGTTAAAGTCATTTATTTAATTTTCTTCGGTTTGCTTTTTGTCCTAAAGTCG
TTGGAGTTAATGCCAGGATTTCTGACTAAACCAACTCTGACTGCATTCTCTCAGACTTTA
TTTCATGGCAGTTTAGTGAGAGTTTACATTCAACTCATCTCAGTTTAAAAAGTGCAGAAG
AAGACATTTGTAGAAATGACAAAGGAGCCTCACCTTTAGGGTCTGCCTGTCTTCCTGCAC
TCCTCTGGAAATGCTTCTTCTTGTGCTCCGAGTCGCTCTCTTCCTGTAAATGGAGCCCTC
TGCTTGTGTCATCTCCGATGCTGAAGTCTTCCTCACATGATGAAATTATGCAAGACGGGG
CTTTTGTGTCCAAAGAAACAAAGTTTGTGTGATTTATATATCCATAATAAAAAAGTCCCA
T
>McF0030G07-MGRbd1
TCTTGTTTACAAGCCAAGCGTGACGTTTACGGACCCGCAAAATACGTCTTCAGCCGCCGC
TAACACGTTCTGGAATCGTGGGTAAGCGTCCAAAAATGCAATCCCTGAGAGAATTTCTCA
ACGACAAACTGACTGCAGTCGCGGAGGAGATTTACGAAGCGGTTGAAAAAACTATAATCG
AATACAAAGAGGAGATTTTCCGCTCGAAAGAACTAGAAATCACTCACCTCAGGATGCAAC
TGAAGCTTCTCACGTCAGACCCAGGCTGTACCACCGACATGTGTCTCGAGGACCATCTAC
TGCAGCCCCCCAGACCAGACCACCCTCCTCCCCCTGCTGCTGAGGAATACCATCAATCAT
CCCCTGCAGAGGCTGCTCCCCAGCACCAGTATTGTGAGGAAGATGGAGACAGCAGCGTGG
AGCAGGAGCATCCAGAATCCTCGCAAATCAAGGCAGAACCTCAGAAGACCCCTAAACATT
TCTGGATCGATCAGGACGGGGAGCCTCTGGAGGCATTAGAGTCAGACATCAAGCTAATCT
CCTCTCCCTCTGGTTTAAAGCCAAGTCTGCAGGAGCAAGCCCTGCACGTTCACCCGTTTC
TCAACATCTCTGATGGTGAGGAGAGCAAAGGCAAACCCTACAGCTGCCCCGTTTGTAAAA
AGCGCTTCAGCAACTGCTCCCACCTGTCAGCTCACATCAGGACCCACACAGGCGAGAGAC
CATACAGGTGTGAAATATGTAGGAAGAGGTTCATCACCACAAGCGCTCTGAACAGACACC
AGACTATTC
>McF0030G16-MGRbd1
AACGTACTTTGTTGCTAGTGTCTTCAGCGTTGTAGTTTAGTACCTGTTTAAATTAGAAAA
CGCGTCTCGCTTCCTAAAGTGCAGTAAGTGTTGTTTCTGTGCTGAGATCATCGGCTACGG
CTGGTCGGTAACTCTGATTAGCCACATTAGCCAGCAGCAACCATTAGATTTACGGCTTAT
ATGCGCGGTTAACCTGGTAAATTGACTAAATCTTTAGGTGCTGGTAGGTTATAATGTCTC
GGTTAACTCAGCCGTTGTGAGTGTTGATATTCCCACGTTGTTATTGGGATCTTAGAGCAG
AGAAGGTATTGTTTGGCTTGTGCACATCAGCATTATAGCCATAGGTTCGGCCTGTGTTTA
TTGTTTTTGGAGGTAGAAAACGCAGAACTTGTTGTGGGTCGCTCGAC
>McF0030G17-MGRbd1
ACAAGCAGACGAAATTGTACTCGTAGCTTGTATCTAAAGATTAAGAAAGTTTAGAGTCGC
TTTAGTTTAAGAGAAATTGGCTTATTTTTCGAATCGTTAAGACATTTTGGCACATTTCCC
GCTTCTTTTGTTTTGTTCGGACGCTAACGTTAGCCGCGCTAGCTGCTAAAAGTAGCTAAC
TCACTCACTGCGTTCCGTCCTTTGCTGCTGTGATTTTAGAGCCAGAACATGACCCGCGTT
GCCGCTGCTCGGTGTTTGTGTCTGGGAGTTTTCTTACCGCTGATGCTGGCTGCTGTCCTG
CATCAGGCTCATAGTGCTGATCCGACACCCACTCCCCAAACCACCGCCGCACCCCACAAA
GACCCGGAAAGGCCGGAGAGAGGAACATACCAGCTCACTGATGGCAACGGCACGGTCTGT
TTGCTGGCGGACATGGGCCTGCAGCTCAACGTCTCCTTTAACTCCGTCTCAGAGAATAAG
ACCTTTCAGGAGGTTGTAAATG
>McF0030G24-MGRbd1
AAACATCTGAGATGCACACCATCCAGCAGGAAAGTCCTCTTGGAGCCAAATTTTCCTTTT
TTTTGAAGACACACTCCCCCCGANGAAGAGGAAGGGGCCTTCAGTTCAAGATCTCTCTCA
CGCTTTGAGGACCAATCAGACATTTTCTCTTCACGCTGGACTGATGGGGGT
>McF0030H05-MGRbd1
TGCGGTCGGAGCGAAGGGATATCGCGAGTATTGGAGTTTTGGTGAGAGTTTGTGGAAGAT
GGCGCCTGTTGTGACAGGGAAGTTCGGGGAGCGCCCTCAGCCACAGCGCCTAACAAGAGA
AGCGATGAGGAATTACCTGAAGGAGCGAGGGGACCAAACTGTCATGATCCTGCACGCAAA
AGTTGCACAGAAATCCTACGGCAATGAAAAAAGGTTCTTCTGCCCCCCGCCTTGTGTGTA
CCTGATGGGCAGCGGCTGGAAGAAAAAGAAGGAGCAGATGGAGCGAGACGGCTGCTCCGA
CCAGGAGTCGCAGCCCTGCGCCTTCATCGGCATCGGCAACAGCGACCAGGAAATGCAGCA
GCTCAACTTAGAGGGAAAGAATTATTGCACAGCCAAAACCTTGTACATATCCGACTCTGA
CAAGAGAAAGCACTTCATGTTATCGGTCAAGATGTTCTACGGCAACAGCGCAGACATCGG
AGTCTTCCTCAACAAAGAAAAA
>McF0030H08-MGRbd1
CACCTTAGCTACTCGTTGACTGTCACGGTGTATTTCTGACGGATTTGGTTCATATTTGTT
AAATGTAGCAGTGTTTTATTTCTGACAACTAGGTTGTCACACATAAACTTTATAAACCAG
CTAATAATCGCTTAGAATAGTTAGTTTGTAGTTGCTAACCGGTTACAACCCGCTAATTAA



TTTAGCTAACAATGTTTTGGAGTTTGTTAAGATGGACGTATTACGGTTTTGTTTTTGTTA
GCGGAGTAAAACGGTTTTTAATCGTACCAAAAATAATAATGTGAGCCTTTATTTGTCGTG
TATGAGGGCAAGATAGTATATGATAATACTGTCATCACCATAAATCACTTTTTAAAATGC
CAAGGATGTTGTTTGTGGACAAAGACATGTTTAAAAGAGCATTACTTGAAGAAATGATCA
GAATTTTTGTTTTTTTGTTTTTATTTGCTTGTGTAATTACCCTCCTAAATAAATAAGTAA
ATATAGTATTCTTTGTTCAACAACTTTATTGTCCTGTTTAGTTTGCATTGCTAATCAATC
GATGTCATGTATTTGCAGAGTTTGTGTCCTGTGACTCAGCATCTGTTTAGCCATGGAGAA
GCCCTGGAGGCTGTGG
>McF0030H24-MGRbd1
GTTCGCTTCATTCAAAAGAAATGGTAAATAAGTGTACATGTTTTATACATTTACGTGTCT
GTTAAGGGGAGTGTATTTTAGATTTCTAAGTGCATTTTGTAGTATATTTTAGCATTAAAA
ACTGTATTTTGACGATATTTGACAAATTAGCTTGATGGTCGTTTTTAGCTAATAGTAACT
CCACTTAAGTGAACGCGGCCCCGGAATGGTTTACGATTTATTTAAATGGTTTCCTAAATT
GTTTATTTCTGACCTGTTTATTCGACGTGGCTGCAGGAACTCGAGGCTATGACC
>McF0030I02-MGRbd1
AACACCAGGAGACTGCAGCCAGAGGCAGCTTGTGCTGTTGTTATGAGACATGAACTATTT
AGTTTTTACTTGAATGGATACCAAACAGAAACTCTGAGCCATGTTGCTGCCAGATGTCCA
TCATGTTGATCAGGATGTTCTTGTGGGTTTTCTTGTACTTGCCCACTCTGAGAGACACGG
TGAGCCAGCCTGGTCGACCGGTGCACATGTGGCTCTTTGCTCCATCCTTCCTCCACTCCC
GAACCTGAAGCAGGTCAGAAAGCAGAACCTTAAGGACCCCCCCTCCACCTTCAGTCTGAC
TGAGGAGGAAGAAGCAAATCTACACAGCAGGAACCTAAACGCATTTGGAGAACAAGTACA
CTCAAAACAAAGCAATGACTATAATATTCAACACAACTGGGGACATGTGATTGAGAAATT
ATAAGTTAACAAATGCTAGAAAGGATGATTAGAAAAACTAANAAAAAAAAAAAA
>McF0030I09-MGRbd1
AGGCCTTATCTATAATTTATTTATTTTCATTTTTTTCTTGTTTTATTTATCGTTCCGCAC
ACTGTTTTTACTGTCATGTCTTATCTGTTGTTGCCTGCAGACTGATCTATCCATCCGTCC
ATCCATCCATCCATCCATCCATCCATCCATCCATCCATCCATGTTTGTTGTGGAACCT
>McF0030I12-MGRbd1
CAGCAAAAGTTTTGGAGTGAAGCACATCTCCAGCGGGGATATTTTGAGGGCCAACATCAA
GCAACAAACAGGTAAAATATTTAATTTAATCCAGTTTCATCCCAAACCATAGATGAAGTT
TGAATTGAATTAAATTGGCAGTAGCAGGGGTTGGTTTCCTGGTCTGTCCTGATAAAGTGT
ACCACTCCTTTTTTTTTTCTTTTTGCAGAACTTCTTATCTCTTTAAATTGAGCAAAATTA
ACATGTTTCTCACAGGTTGAAGTCAAACTAGTCTGCATGACAGGGTCATGTTTTTACTCC
AAACATCTGCAGGGACACAAGCCGGCATTTCGCCATGAAGCTTATCCTCAGAACCACCTT
GGATGTGGATTATCAGGTCGTAAAGATAACTAACTGTGAACTTTCGTCCCTTCAGAGGAG
CGTCGCTCATAAAGCAGCCAGTTCACTAT
>McF0030J02-MGRbd1
CTTATGGCCGGGGGGNGGAATGACTGCTGGGAGAGCTGGGCTGCCCCGGGCAGACATCCA
CGACCTCATCTTTCTGCCTGCAGAGTTTGGTTTCAGGTGGCACCATGACTACAAGAAGCT
GCTTTAGAGCGTTGTAGCTGTTTGGAACGACGGGAGCATCATCTTTCATCAAAGAGAAGG
AGGGAAAGGAGAGGCTGTCCTGAGAGGGGAATAAGATCAGCCACATAGATTGGAGCGAGG
AACTCACCTCACCATCTTGTTTTAAAGAGACTTGAGGATTTGTTTGACTGGCCTTAAAGC
GTCTGAGACCAAACGCCATGTGTCATGTCATTGTGACGTGCCGCTCCATGCTGTGGACTC
TGCTCAGTATTGTGGTGGCCTTCTCTGAACTCATCACCTTCATGAGCCCCGATTGGCTGC
TGGGACCTCCTCATTCAGACTCTGAAGTGAACGGGGCCGGAGTGGACTCCGGGGAATACA
GACCGTCGCTTGGCCTCTACAGCCGCTGCCTTCGCGTCGTCGGGGTGAGCTGTGGACCTT
ACGCTGGGACTTTTGGGGAAGTTGCCAGTGGATTCT
>McF0030J03-MGRbd1
GTCCACGAAGAGTTTATCCACCATTACCAAGATATCACTGGACGCAGAAAGTGCCAACCT
GAAAGCTTTCGTCTGCAGTTGTGTGGCTGCTAAAAGATTTTGCAATCACATAGTTGCCAT
CCTGTTCCAGACCGCACATTATTCACAGCTGGGTCTGCAGGCTGCTCCACCCCCCTGGCC
TGCACGAGTGGCTTGCAAAGATGGCACAGGGAATCCATCCTGAACCGGTTAGTGAGCTGA
TGGTGCAAAAACCCAAAACAGTTGGCAGGGACGGTCAGAGGTCCACACTGTACAAGGCAT
ACAGGACCACAGCCAGATCCATATGATGGCATCTGGAAGCAGATTATGCCAGGTGCAGCC
CCAAC
>McF0030J14-MGRbd1
AAGAAAAATGNACATGTTTGTGTTGTTAACCAGTTGTGTAAATGTTTAGACCAACATACC
GCTATGCATTAACGTTCTTTACAGCTGTGCACGTTTATTTTTACTGAGTTTATTTGTTCT
GTTGATATAAAGTGTTAAACAGAGTTAGAGAACCGAAAGTTTGCAGGCTTAATTAGCTGT
CGAATATTCGCTCAGAAGATTGGAGAAGCTACCGACGTTTGCCATCTAACTTACAAGTAC
TTTTAAACGCAAGATGGGACAATACATTGTGATGTTACTGGGGCATTTATACGTTTATCA
TACTATATGAAGTGGTGCAGTAAATCAAAAACAGCCATAAGCTAATAGTTTAAAGCTAAC
GTGCTGCTAAGTGGTTGTGAGTTGGCCACGCCCCCAGCATAATTCACAAGCAGGGGTTAC
TGTCGTTCATTCCTCTTTGCTGAGTTCAGGTTCCCCACTTGACCGAGTTATTGTTCTGTT



TTTGCCGAAATAAAATGTTGTCATGGCTGATCATCATATGAAAC
>McF0030J15-MGRbd1
GGCACATCGNACCTACAACTACACCATCAATGGCTCTCCACGTTCTCAGTACAGCGCTGA
CAGTGACTTTGTTTGTAAGTCCGCTTCACTACCAGGATATGGGCGCAATGGCATCCAGCG
GCCTCAGAGTGCAGATTGCTATCATTACCAGTATGATGATGGCAGTGAGGTGAACTGGGG
AAACAAAGCTGAATACAAGATTTACCCCTATGAGGCGCTCATTGTCACCACCAGAGGGCG
GAACAAGCTTCCAAAAGATGTAGACAGAGCCAGACTGGAACGCCACCTGTCTCCAGAAGA
GTTTGTCCAAGTGTTTGGTATGACCGTGGAAGAATTTGACCGGCTGGCCCTGTGGAAGAG
GAATGAGCTCAAAAAGCAGGCCCGACTGTTTTAATTCCAGACAAGCGTGAAAAACATAAA
GAAAGACTGGACGAACTTTAACTCAGTTACACTGCCATGCCTGAGAACCCGTTGCAGGTC
TCCTAAAGCAACAAACCAAAGTCTGGTCCTGCCAGATTGGACTTGGACAGAAGGCCACAG
AGGCTTTATGCAGAATGAACTGGCAGCACAGCTGACTGTGG
>McF0030J22-MGRbd1
ACCAATAGGTTTAAAAGAGCTTTAAAAAATGCAAAACATGCTGATTTGCTGCAGCGCTGC
TGTTTAGCACTTGTATTTGTTTAAAACCTGTGAATAAATTTCAAATGTTTTACATGCAAC
GACATTGTGGCAAAATGTTCATCTTAACAAACAGAACCCCTTTTTCTATGT
>McF0030K06-MGRbd1
GCCGGGTTCCCCCGTCCTTGGGAAGGATGATCCCCGTCTTTCTGATGTGGGGTTTTGGTT
TCGCCGCGTCTGCTCTCCTTAATTTCTCCTCCGATCCGCGGGCGGCTGACGATCCGCGGG
>McF0030K09-MGRbd1
GACAGNAAAAACATGCCCTACGGGGTTTTTGGCTGCACATTTCTAAGCAACATAAGACGG
CTGCATCTTCACTCACCATACATATACAAATAAATAGTTTGTAAATGGAGACAGTATACA
CCCACGGAATTTGGGTGGCTGAAATCCTTCAGGAACGAACGAGTCATCTAGAAAAGTTTT
GGCTTACGGTCACTCTTCTTGGAGATCCTAAAGCAGCCTTTCTACTCGTCTTTCCTTGTA
CTTATTTCATCAGCAAACGAACTGGACTGGCGATTGTCTGGGTGGCTGCTATATCGGAGT
GGTTAAACCTAGTGTTTAAATGGATGCTGTTTGGAGAAAGGCCTTTTTGGTGGATTGGTG
AATCCCGTCTATATGATAAAACCAACCAACCCAAAGTTCATCAGTTTCCCTCCACTTGTG
AAACCGGACCAGGGAGTCCATCTGGACATGCAATGGTGACAGCAGCAGTTTGGTGGGTTG
TTGTGTCGTCACTGGGGTCATTCATTTACTCCCGTACTCACAGCTGGGTGATATCAGGAC
TTCCCTACGTGCTTTATGTCACACTTCTGGCTGCAGTTGGAATCTCCAGGATTTTCATCC
TCGCCCATTTCCCT
>McF0030K15-MGRbd1
CGAGGAAATGAGAGCTGAGCAAGAAAAAGCAGAGAGGGAGCAGGAGGAAAAAAATTAAGA
AAGAGGAGAGGAAAGCACACGAGGAGGAGAGACAACGGGAAGAAGAGCTTAAATTAGCTG
AGAAAATGAGGATGGAAGAAGAAAGGTGTGAAGAGCTCAGGAGGCAGAAAGAGGAAGAGG
AGAGAATTGAGGAGATGCGAAGAAAAGAAGAGGAAATGACCAGGAGGCAAAAAGAGCTCG
AGGAAATGAGAGCTGAGCAAGAAAAAGCAGAGAGGGAGCAGGAGGAAAGAAGGAGAAAAG
AGGAGGAGGAAGAGATTCTTAGGAGGCAGGAAGAGGAGAGAATGAGAAAAGAGGAAGATA
TGCAAAAAGAATATGAGAGGAGGAAGAGAGAAGAAGAGATGAAAAAGAAAGAAGAGGAAG
AAAGGGCAAGGAAGCAAAAGGAGGCTGAGGAAATGAAAAGACAACAAGAGGCCACT
>McF0030K17-MGRbd1
CAAAAGGCGTGTGCGCCTCTGATTTGTTTCCTTTGGACAGTGTCTCTTTTGAGCGCTGGC
CCCGTGTTCGTCATGGTGGGAGTGGAGAGGGACATCACGGAGCCTCCCAACTTCAGCTCA
TGGATCAACGAGACTGGCTTGTTTTTGGACGTTGGGGACACGCGGGAGTGCAGGATGACG
CACTACGCCGTGGAGTCTGGACTGATGGAGGCCATGGTGTGGCTCAGCTCAGTTTTCTTC
TTCATGCCAGTGTTCTGTCTAACAGTGCTCTACAGCCTCATAGGCCGTCGGCTGTGGCAG
AGGCACAGGGAAACGAGCGTAAGCTCCCGAGTGGCCCACAGG
>McF0030K22-MGRbd1
ACCCGGGCATTATGGCCGGGGGAAAAACCAGATCTGCTATGAAACTACGAGTTCTCTATC
CAGTCCCCAAACCCAGCATTAGTCATGACTGTTATCCTGGGGAAACCCCCAACTGTACCA
TCAGATGTATGCACACCTATACGCCTGAGAATGTGGGACATATGGAGGTTTTCTGGATTC
TTGATGACAGACACAGAGAAAATGGCCCAGAGCTACAGATCACAGAGGACACAAAGACAG
AGACGTTTGTCTGCAGCCTGAAGAATTCTGTCAGCTCTGAGAACAGCACCAAACTGTTGA
ATCCTCTCCTTCCTAGTGTTCCTGTGTGGAAACCTGTGGTTATTACACTTGCTTCACTTG
TTTCAGTTGTTCTTTTAGGTTTTCTTTGGAAATGGATTCATCTCAAACACAGACACTACC
GGATTAAGAAGATTATCAAAGAAATACTTGAAACAATGCCACTCACAGAACATGACAGGA
TTATCAAAGAAATAGGTGCTGCAGGGCCGGTTCCAGATGAAGACCGAGCACTCCTGGACG
CTGATGAGGTGATTTTGAGGATTCTAAATCAAGTAAAGAAACTAAAGCTGTCTGAAGATT
CCATTCTGATGCTTCTGAATGCACGTTATGTGATTTTGTGGATTTTACAACA
>McF0030K24-MGRbd1
AGTGTAAAAGGCGATACAACATAAAGCTGTGGAAGACCTTCACCGTCTGAGGGGCTGTTT
GCCGAAGAAAACGATTGTCGATGAAAAGATCTTCTGTTGCCATGGAGGCCTGTCTCCATA
TTTTTTGTCTATGGAGCAAATCCGGCGGGTCATGCGTCCCACTGACGTGCC
>McF0030L04-MGRbd1



GAGGAGCGATTTGAAGAAGACAAAAGGACAAAGATTCCCAAATAAAAAGAGATTTATCGC
TGCGCAATACTGATGGACTACATTCTTTTGGGATTATTGGTCATGTTTGACAAACATTAT
CAACTACTTTCAAGAGTTTTCAACCAAATAATTTGACAAAGTAAAGCTTCTCATAGCCAA
ATACGCAGGTGTGCACCAAAGGCGGCTAAGACCAAACCCCACAAATCATCCATGACCATG
TATGTAGATGTTCTTGCAGAAGTTGTAACTTTTCCTTGTGAAAAGTCAATTCCAGTTCGA
TCACATTAGATCTCACATTTAAGACGAATGCACTAATTATTTAAGAGAGAAACATGTGAG
ACATGATAAACCAAGGTTTTGATATGATGGAGTGCTGTCCTGAATAAAATTTAGAATGCA
GAANAAAAAAAAACAAAAAACTAAAAAACCTT
>McF0030L13-MGRbd1
AACGGTTAGCTGCGGATAAGACTGAGCTTTACTCTGGAGCAGACCTGGAAAATCTGTGTA
AAGAGGCTGCTCTTTTGGCGCTACTGGAGGAAAACATGAAGGCTTCAACGATCAAACGTG
CACATTTTCTGGATTCACTCAGCAATATGAGGCCTTCACTCACTGCCCAGCAGATCCAAG
CATATCTAACAACCCCCAGATAACATTACCCTCTTCAGTCATGGATGTGATACTTATAGG
TTTCAAATAAATATTGAAAAACTCTGAAAAAAAAAAAAAAAAAAAACAAAAAAAAAAAAA
AAAAAAAAAAAAAAAACCTT
>McF0030L16-MGRbd1
TAAAACACGAGCAAGAAAAAACCTGTAGACCCCGAGGCTCAAACAGAGGTTGAAGCTAAG
CCTTTGGTTAAAACCAGGACCCGTAGCTCAGGTGGAACCAATACCGAATCCTTTCAGGGG
AGCAAAAGGAAAGCCGCTGCTGCGGTGGGCCGGCTAAAAAGGACGGCTTTATCTCCGGTG
CCAGTGTCTCCTAACAAAAGGAACAAGAAAAGTCAGACTAAAACACTACCTCCCACCATT
CCAGCCCTAGACCCTCCCGCTGATGGGGCGCCACGGCCAGCCGTCAGAACGTCACGCCCA
GCAATCGGGAAGAAGCCAGCAGCCATGAAATTAGCAGAAACTACACAACAGCTAAAGAAG
GAGGAGAGGTTCTCCTTACGAATGAGGGAGCGAATGGGAGGTCCAGTCACCAGGAGTTCA
CAAATGGCTAACACTCTTCCTCCAGCAGAGGTGAAAAGTGAGGAAGCATCACTTGAGGAG
CCAAAAGACTCTCAGGACGTGTTGATGAAGTAAAGCCATGGTGACAGTGTTGAGCTATTC
CTGGAGTACAGTGTTCACCTACCAGACAAACCTCTGGACTCACCAAAGCACTGAGGATGA
CCTTTTCTTGGTTTCTTTTCTTATTGGTTTTTTTTTTGCAGCTTCTCCCAACCCAAATAC
GTCTGCCTATCTGAACTG
>McF0030L17-MGRbd1
CGTTTGTATTATTTAGGCTGGAGGACCGCCTCAGCATCGTCAGACACTAAATGTGATGGA
ATGAGGTGGAGCTCTGTCATCAGAGGGCGCCATGTGTTATAAGCCACATGGGAAAATACT
GAAGACTGCAAACGTTTGGGGGAAAATAATGCACTTTAATCGATGATCAGCCTTTAATGG
TGAAGCCGTACTTTTGTAAAGACTTTTAGTACTGTTTTAATGGACCATACTAAAGCAAAT
AAATTCAATTTCACATGGNAAAAAAAAAAAAAAAAAAAAAAAAA
>McF0030L18-MGRbd1
TCTTGNGAAGAAAAATGCATTCTTGACTGCTACCTCTAGGTGGCAGCTTTTTTGTGTTGG
CGGACTTTCCACTGGTAGGAAAGTCTGTGGGGTTGCAGCTACATGGTGACTCTTGGAGTT
TGTTTCCTTCTGCATTGATGCTGTCATCCCCTTTAAGTGG
>McF0030M05-MGRbd1
CGCGAGCGGAAAGTGAGTAGTTCTAGTCCAGGATCATGTCTCGAATGTAACAGACTGCAA
GGGGAGCTAGGATGTGGATCCTCCGATGCGCTAACTTTAATAGATAGGCTGAACGCTTAG
AGAATATCTTCTATTTTTCTAGGGTCTGGTGCTGGGAGTATCAGACCCCGAAGGAGAAGA
GGGCCGCCTTCAACTGACAGAAGCAGCAGCACACTTTAATCAGTCTGTATCCGGAAAACT
TTCAGAACTGCTGCAGATGACTTCCCATGTGTAGCAGTAGTTGGTTTGGGCAAAAACGAT
GCAGGTGTGTGTGGGGCTGATAACTGGGACACCAGCAAGGAGAGCATTAGACAAAAAATG
GCTGCTGGCTGCCAGTTACTTCAGGAACTAGAGTTGAACTCGGTTGAGGTGGACGGGTGC
GGCGATGCCCA
>McF0030M07-MGRbd1
CTCTGNATGCATCAGTTTTCTTGAAGGTTTCCTGCTCTTTCTCTTATAAGTCACAGCAAA
AAAGTAAAATTGGTGTTTTGTTTTTCTTTCTTAAGCGTGTGGAAAATTTCCGGTGGCATC
CTCATCCTCATGGTTTGCGTGATCAACATGTACTTTGTGATCGTCTATGTGACGGCGCTG
AACAGCGTGCTGCTCTACGTTCTTGCTGCTCTCATCTCCGTGGGATACCTGTGCTTTGTA
GCGTACCTGGCATGGCACTGTCTCATAGCCTTGGGGGTTTCCTGTCTGGACTGTGGCAGC
AGGGTAAGCAATCCACCTGCTGTGCTGATAGAGGAGCAGTCAGAGTACGACTCCTAGAGC
TGAGCACGGCACAAACCTCCAGCATGTCTGTGGTCTCTCGTATTCCCCCCTCTCGTACGT
AAAACTTTTAATGTAAAGGCCGGATTTCAGAATTTGCAGCTTTTTAGATTTGTATGAACA
CCACACCAGCATACTGCGCGCACGGACAGGAATGAGCTGTATGGGTTTAAACGAGCTCTG
AACTACACATTACATCGCATGAACAGGTGGAGGAAATTCAAAAGACAAACATTT
>McF0030M08-MGRbd1
ATCTGCACAGCGAAAGAAGCGAGGAGTTCTCTGCTAACCTCTGGATCCAAACTCGGCGGA
TTTTTTTGGAGATCATGCAGAAGCCGTGAAATGAGCGTGTGAGATGATATCACCTTCGGA
CGTGAGGATTACCGTCGATGCCCCGTTGATGAAGGCGCGCGGGACGGGCCTCCGGAGGAG
CTGCTGCGTTCATAAACACTTCTTTAGGACTCACAACAAACCCTGAGCTTTGGTGCTCCT
CAGAGCCCCAAGGCACCTGTGCACGTGCGGAGTAAGGATGGCTGGAGGAGGAGGTAAAGC



GAACATGAAGCCCCTCGGCGGGGTTCACAGGCTCCGAGAGGAG
>McF0030M12-MGRbd1
TGACTAACGTGAGTTAAAGCACTTTCTCGTCCGTATTTGAAGTTTTAAAATCTTTACAAA
TTTACGCTCTTTGAATTGATTTTAAAAAAACAAAGAACCGAAGCAGAAATGTAAATAAAG
GGTGGAAAAGATTTACAGTCAGAGAATTTACAAAACTACTCAGTGTAGGAATATATAGAC
ATTTTGAACATTTTCTTTTTTTGTGAGGTCTTAAATTTGATCTACATCGGAACATTTTTT
TTTATTTATTTATTCTATACAGGGACAGCACATATTGTTAAACATTCCTGTCAATATGCC
AGAGTTAGCCAAAGGCCTATTTTTCATCTGCAGTCCCCGGGTAGATGTCAAAATCACCCT
AAAAGAGCAAAATAAAATTATTTATTCACATTACATTACATACATATATTAAACCGACTG
GATATATTGACCGCATTACAAAACTATGTAAAACTATCAAATGAATGAACTCAGTAGGGG
TGAGATTATAGAAGCTCGCTTCTTCCCACTCCTTTTCAAGCAATAAATCAAGCTTTACTT
GACTTTAGTTACTGATCACTGTATTTAATTAAGCAAATGTGATTTAAGTGACTTTTTTTT
GGTTTATTTTCTGTTTGTTTTAAC
>McF0030M15-MGRbd1
CTAGTGCTCCAAACTATTGAGTTCCACTGATTTCCTGCTAACAGAAAATCTGACATTAAG
CTAACGCGAAGTTTTTCGAAGATTTTCTCTGTTTTGTTTTTTTATTCTTTTCTACGTTTA
GTTGATCAATGTGACGCATCTTATTCGCCGTTTGTGAGAAGGAAGAGAGGCCGCAGAGGG
TCGGGATGTTTAGCGACAAACGATGAACAGCTATATTTTCATCAGGGTCGTTGGGAAAGG
AAGCTATGGAGAGGTGAACTTGGTGAAGCACAAAACTGACCGAAAACAGTATGTTATAAA
GAAGCTGAATTTAAGCACTTCTTCTAAGAGGGAGCGGCGCTCTGCAGAGCAGGAGGCACA
GCTTCTGTCACAGCTGCGACACCCAAACATTGTGACCTATAGGGAGTCCTGGGAGGGAGA
CGATCGTCAGCTGTACATTGTGATGGGTTTCTGTGAAGGAGGTGACCTTTACCACAGGCT
CAAACAACGAAAAGGAGAGCCTTCTGCCAGAGAG
>McF0030N04-MGRbd1
NTGCGCACCATGTGAGCGTGTGAATGTACATAAAAATATATATGTATGCGTGTACGTCTG
TGCCATATATTTTTTGGTTCATTTTAGTAAAGATGAGTCCACAACTGAGTGACAAACTCA
CACAGGAGAAGGTTGAATCAGGCAGCCAATCAGAGAACTCGAACCATCGTGTGCCATCGT
GAATTCATGAAGTGGAAAGAGCAGGAATGGGGGGAGGAAGACACTAAACGTCGCATTAAT
AAAACCCTGATGGATGAGTTGGGTGCAGACTGACATAATCAGACTCTTATTAACCAAACT
AAAGGATTTTTTTCATGTTTTTTTTATATGAGTAGAAATTAATGTTGATATCTTAGTGTG
ACTGTTGTTACTATTACACTGCACCACTGCTTTTGGGGGGAAAAAAAACTTTGTTTTTCT
CTTCTGATTGATCCCCAATGTTTTTTTTTTCTTTAAGGCCAGAAACGAATGACAGCATTT
TTTTTTCTTTTTCT
>McF0030N13-MGRbd1
ACCCGGGCATTATGGCCGGGGGTTAAAGTCAGGTAGTTTGATCTTGCTTTCTGGAATACC
CCCCTAGACTCTTATTTTTGAAAGAAGTTCTCTTGAACTCGGCTTAGATTGTCTGCCTCA
TGGTTGTTGGATGACAGCGAGCTCCTTTGGGAGCCACGAGTTTTGTAAAGATCAACTGAA
AGCTGTTTTTCTAGACTGGAGTGACCCATCTATCAGTCCTGTAGCCCCACAGAGACACGC
TGCCTACAAAACTCCATGAAATCTTCCAAATCTGCACAATTCAAGACTCCTCTCTTGTCG
CGCACTCATCAGAAAGTGTTTCCCTCGACGCCCGTGATGAGAACGGCAGTGTCACAGGGA
GGATGTCTGTGGGTGCAAAACAGGCTCAAGGGCAGACCCCAAATCTGCTCATTAACTCCC
ACGATGGCAAGATGCTGTTCAGTGCAGACGGCAGCCAGGCTGTGATTGGACCGGACAAAC
TGCGAGTCACAGGTCCTAAAGGAGCCTGGTTCCAGCATTCAGTGGAGGTGCCCCTGCTGA
>McF0030N15-MGRbd1
CGGCCGTCGGATGGATGCAGGGAGAGACGGGACACTTTGGAAACTTTGCACCAGAGCTTC
AGAAAGCAACAGCTCAGCTGTGTGAGATGCAGGGCAGCACGTTGAGAAGATTAGAGGTCA
GTCTGCAGCAATCAGGGCTCATTGAGGGTCCAGACGGTCATATTTGAACGGACACGGAAA
AAGCTGTGAGCGTTCAGGATAAAGCACCAGCGTGGGACATTGGGGTTTCAGCTGAACTGA
TGATCATAAGCAAACGTGAATCTAAAAGCCACTTTGCTTTATACCAACATTTCAGTGATT
TGTTGACTGAGTCATCATTTCTGCCTGACCTTCGATTAGTGGCTGACTTTGAACACCGGA
CTCTTGCTCCCCAGTGATCCGTGTTGCCATGCCAACTTCTACAGTTCTCGCGGCAACCAG
GAGTCCTCAGAGGAGCCGAGGACTTTAGAGGCATATTTACATCCTTGTTTGTGTACAAAG
GAGACCAGTGGAGAAATTAGACATGCCCTTCCATTGGAGCCTGCTGTTGCTTTCTGTATG
GGTGGGGCACATGGATCTCGCTGATGGATGTGTTTGTCCAGAAGCCACCGTTCTCCCCCA
GGTTCCCTCTGA
>McF0030N17-MGRbd1
GTGACGANAGCGAGCTGTGTTGATGACCATGGAAGCGGGAACAGAGACGCAGCAAAGCAG
CGAAACGGAGCCAGAGACACAGCAGATTACCCTGACGCAGGCGTCTTTAACGGCAGGTCA
AGTTTCCTCCAACAGTCCCACGGTCACCCTGGTTCAGCTACCGAACGGTCAAACGGTGCA
GGTGCACGGAGTGATCCAAGCCGCTCAGCCTTCGGTTATTCAGTCGCCACAGGTCCAAAC
GGTTCAGATTTCAACAGTTGCCGAAAGCGAAGACTCCCAGGAGTCGGTTGACAGC
>McF0030N24-MGRbd1
TTAGAGAGAGGGAGGCGTCGAAGAGCAGCCAGAAAACCGACTGGAAGAAGATGAGGGAAC
GCTCTAAGGAAGGAGGGAAGACGAAGAAAAGGGAGGTGTGGACGCGGCGAGAAAGACAGA



CAAAGGAAAGAGGAGAAGGAGAAACCAACAGCAGATTTGAGAAAGAAAGAGGAGAAATTT
TGAACCGCTGGAGAGAGGAGGAGAAAGAGTCCGCTCTGAAGACTGAACGGAGAAGAGAAG
TGAAAGATGAGAAAGAGGAGAAGCCAAAGCAAAACCGGGAGAGGAAGGAGAGGCGAAACG
GAGAAACGGAGGAGAAAACCTCCAGCAGGAAGACGGCGGAGAAGAAGAAAGATGAAGAGA
AGACGGAGAAAGGAAAACCTGCAGAGACGGAACAGAAAGAGAAAACTTCTTCCACAAAAT
CAGCAGAAAACAGGAAAGACAAGAATAAAGCAGACGAAGGTCAGATGGAGCAACGAGGAG
CCAAGCAGGAGGTGGAGGTCCAGGAGAAAACCGACAGACCGAAGGAGAAGAGAGACGACG
AGAGGAGCGGGGAGGCTGTGCAGCAGAANGA
>McF0030O13-MGRbd1
GCCCCGGGCCGGACAGAGGGATCTGAAAATCTGAACTCCTGGATTTCACTGACGCCAGCT
ACCAAAGCGGATTTTTTTACACCGAAAATGTCGCTAAATTAGGCAAAGAGACCAAATTCA
ACCGACTTTTTGTCTCTGTTGGGGTATTTTTTGGACGTCTCGTAACTGCAAGTCTTTTAA
AAGTATCTTGATCTTCGCCCATGAGAGTAAGAGGAGTTCGCGGTCAACTTTTGTTTGGAA
TAAAACCCTTTTTATGCTGAGCCTGGAGAGACCGTTTCCACAGGGATGTGAGTTTCTCCG
GACACACGGTGACTCGGACACGTACGGTGACGACGGTGAAGCTACCGAAGTTATGAAAAT
GACGGGGGCCATGGAAGCTTCTTTCAAGCTGGCATTGAAGAAGCCCCCGTCGGTTCGGAC
GGCAGAGGACCTGCAAACCATCTACTGCCACCTGTACAACATGGAGGTCCTGTCTCATCT
CAGGGAACATCAGCTCAGAGCGTTTGAAAGGAATGTTTCTAACATCCTTAACTGACAGAC
GATAGCGGTGTTCTGTGTTCATGGGTCGCCAGACGGTGAAGTGTTTTCAAGAAGACAAAA
G
>McF0030O18-MGRbd1
CAATTGTCTTCTATCCCTGCAGGAAGAGGCCTCACAGCACAGTTCCAGGAGCAGAACCTC
GGCCACACCCGTGGCGAACAGTAGCACCCTCAGAACTGGCAACTCAAAGACAGCTTCCAG
CCATTCCAGATTCCTGTTTGCATCTGAGCTTCTTCGTCACCATGGTTCAGAGGGTTGCAG
TGATTGGCGCAGGCCCCTCTGGTCTGACCAGCATTAAATGCTGCTTGGATGAAATGCTGG
AGCCCACATGCTTTGAAAGCAGCAATGACATAGGAGGCCTGTGGAGATTCAAGGAAACGC
CAGAGCCTGGAAAAGCCAACATCTACCAGTCGGTGGTCATCAACAGCTCCAAGGAGATGA
TGTCTTACAGTGACTTCCCTCCTCCAGCTGAGCTCCCCAACAACATGCACCACTCTGAAG
TCATGCTTTACCTGCGTCTCTATGCCCAGGAATTTCAGCTGATGCAGCATATTCGATTTC
AGGTTTGTGGCGGTGAAATCCTCCGAAAACAATAAATCCATCCTCCACAAAGGGTCAGAA
CATTCAAAGACCTGCTCTTTTAATCTATTGTAAAAAAATAAAATAAATAAATAAAAAGTC
ATATTCTAGGACATAGTTTCAGCAAAGCGACAGGAGCTCATTAGAAATTTGATTCAGAAG
TGTGGGTGGGACTGTTGGCATGGAGCACACCCGCCCCCCTTTCCATTGCACTGCTGGT
>McF0030P01-MGRbd1
AACACACCCCGGTTATTTAGGCCTGAAATCTAACGTCAAGCCCTCGGAGCTGGTGATGTT
GAAGAGGAAAACGCGTCAACAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0030P18-MGRbd1
CCACGGCGCTATGGCTTGCTGTGCTGACCTTTGCACTGAGAACATCGAACCCATCCTGTC
TCATTCCTCCATCTCTCAGTACTTCATTGGGGTCACAGTGTTGGCCATGGTGCCGGAGCT
GCCTGAGATTGTTAATGGGATCCAGTTTGCGCTGCAGAATAATATTAGTCTGAGCCTTGA
AGTGGGCAGTTGTATTGCTGTTCAGGTCACAATGATCCAGATTCCACTGCTCATCCTCTT
TAATGCCTTTTATGATGTTGGATTCATTCTTGTGTTCAGTGACATTCATCTGTGGGCCAG
CATCTTTAGTGTGATTTTGGTCAACTACATCTTCATGGATGGGAAATGTGACTACTTCCA
GGGCACTGCCCTGGTGGTGGTTTACCTCATCCTTTTGGCTCTTTACTTCTTTGCTCCTTC
TCCACGCTCATGTTAAGCTGAGTGTCAAGATTACAGATCTATTTTTCTGAAAATATTGAA
TTAACCGTATTT
>McF0030P22-MGRbd1
AAACCCGGNCATTATGGCCGGGGGGACCATTGCAACACATGGAGACGTGAAAAGACAGCT
CCCACTAACCAACTCCAAAATAAGAATAAAGTCCGCCAAAAATTCGACGAGCACCACAGT
ACTTGTAGTAGCGGGCAAGAAAATGAACGGGGCCTTTCAAAAAAGAAGAACCCAACCAAA
CAGAGCAAAGAAGACGAGGACAACTTTATGGGAGGCATTCTAGCACCAGAAGCTGACACG
GCTAACTTTCTTAGCAGCCTAAATAGCATTAGCAAACAAATCCAGAGTTTGCATAGCGAA
ATGAAGGCTGACTTGAAAACATTCAAAGATGACATCACGGCTCAAATGAGTGATAAATTA
TCCGAATTCAGGGAGGACATCAATCAGAAATTTTCCAAAATATCAACAGAGATGAAAGAA
CAACAAGAAAAGATAAACGCAGCTGCGGCGCGGACGGAGGAGATGGAAACGTGGAGCTGT
GAAGCGAAAAGTGTGCTGTGTGATTTAATGAAAGATCGGAAAAAGATGAAGGAAAAGTTG
GATGACCTGGAACCGAGATCAAGACGGAATAACCTGCGAATCTACGGTGTCAAAGAGGGG
GCGGAGGCGACAGAAACTCGATGGCTGCTTTTGGCTCAAAGAGGAGTTTTCACTAAACAT
GGATCTCCAGA
>McF0030P23-MGRbd1
CCGTTTAACCCGGNCCTTATGGCCGGGGTACCATGTTTTATACATGGGGACAGATGAAGG
CTGGGTACACAAAGCTGTGGAGGTCCAAGGTCAGATCCACATTATAGAAGAGCTTGAACT
GTTTGAGGTTCCGGAGGCAATCACAAATCTACTAATATCCACAAAGCAGGTGAGCTTGTA
TATAGGCTCTCCTTCTGGTGTGGTTCATTTTTTACTCTCCAACTGTCGCAGATATCCTAC



CTGCTATGAATGCATCTTTGCCAGAGACCCACACTGTGCCTGGAACAGCGAAGAGTGTGT
GGACGTTGTCGCACAGGCGAACAGATCCGCTCTCATACAAGACATCCAGCACGGCAACAG
GGGATGTGAGAAGGCACACTACAATGTTGCTCAGAAAAGCCGCTCCGTGCGTGTGGGTGA
TGACGTCCTGCTGCAGTGTGAGCTCATCTCCAACCTGGCAACACCTCTCTGGACTCTGAA
TGGCAAGGAGCTGCAAGGCTATGACCTTAACTCTGGTTTCAGGTCAGGTACGGATGGCCT
GCTGGTCATTGAGGCCCAAGTGGGCCAGAGCGGTCTGTACACCTGTCATGCTGTTGAAAA
CAAAATCCGAGTTGCCATAGT
>McF0031A02-MGRbd1
GCATTATGGCCGGGATAGTAATTTTTGTTTTTAACGACGTTTTATTGGGGGGGTTACTTT
TTATCCGCTGAACTGGATATTTTTCAAGTGTTTAAATTAAAGAGTCAGCTTTCCATTGTC
TAACACTTTTATTGAGATATTGGGTTTGAATAAATGGTACTAAATATTGACACATTTGCT
GTAAAATTAAGAGAATTTTTTGGGTAAAAAACAAGCTAAGAAAAGATGGCAACAACAGGC
TAAACCAGCATCTGTTTACCCACAAGGTTCTGTGGTGATGCTGCTGTCCGGTAACAAATT
ACTGTAATTTAGAAAATGCTTTTGTCAATAATGCAGTCAAAACCAAAAAGAAACTGCTGA
CTTTAACACCAGAGCTCAGGAAACTTGGTGTCATCGGGTAGCTGACTTCTTGGAGTGTCT
ATACTCCTGATGGTGTCTGGAATGAATGAATTTAGAGCTGAAGACTTTTTGCAAAGATCT
TTGGTCCATTTTAACAAACATGGAGATGTTTGTCTTTCTGGGGTTTGGGTACAACGGTGA
TCAATAGCCATTTCAACTCATTGTCTGACATT
>McF0031A05-MGRbd1
TTATGGCCGGGGGGGCATGGACTGGTGTAATGCTGGCTGGCTGAGGGATGTTATTGTGCA
GCATCCCATCACCACCCCGAGGGAACCCTGTGGGGGCAAAGACACGACCCCTGGCATCCG
TAACTATGGTCTAAGAGACAAGGACAAGGGCCACTACGATGTCTTCTGCTTCACCTCCTA
CCACAAAGGTCGCTTCTACTACCTGATCCATCCATCCAAGCTGACCTACGATGAAGCAGT
GAGAGCTTGTCAAAAAGATGGCGCTCAGATTGCCAAGGTTGGCCAGATGTTTGCTGCCTG
GAAGTTGCTGGGTTACGACCGCTGCGACGCAGGCTGGTTGGCAGACGGTAGTGTACGTTA
TCCGATTTCCCGCCCCCGGAGGCGCTGCAGTCCCACAGAAGCGGCGGTGAGGTTTCACGG
CTTCCCTGACAAGAAGCACAAGCTGTACGGAGTCTACTGCCCCAAGGGCAACAACTGAGG
GACACAGAGCTTTCTGCAAGCAGCTGCATACAGGTCACAAGCATGCACAACACATCTAAG
GAACACACCAGGGGAGCTGAAACAACAG
>McF0031A11-MGRbd1
NAAACCCGGGCATTATGGCCGGGGAGAGTTGGTCCAATTTTCAACGTTAATCACGACTTT
TCACACTTTGATACATTCACGACCGCGTTCCACATCCACAACTTTAAACCAGCCAGCTGG
ATCCCTTTTTTCCTCACCTGCGTTTGTAGGATCCCCCCTTCACCCTCCAAGTGTCAGAAG
CCTCCTCCTCTCTCCCAGTAGCAGGACCCTCTTCTCCACACCCAACTGTGGAAACCTCCA
TCAATCCTCACAGACACCATCAGCCTTTGGCCCCAAAGCCAGTGAGCAGTTCTCCACCAC
TGCAGGTCCAAAAACTCTGTCTTTTCCAC
>McF0031B08-MGRbd1
GGAGGAAATCCTTCATTGAATCTCTAAAGAGAAGATTAAATGTGGCAACAACAGAGAAAA
GCCAATGTGAAGATTCCTGTGCAAAACTGAAAGAGGGTCTTGGGAAAAAGGAGCAGCGCA
TTCAAGCCCTGCAGTCTCACGTAGCAGCCAGTGAGGCGGCTTTGGCCGCTTTGGAAAAGC
ACAGCCCATGAACAAATGGAGGGTTTGACCCTGCAGAGTTCCAACACCATTGCCAAGCTT
CAGAGACAGCTTGGCCAAATCTCTTCCCATCTGGAGCAGCTTCATTGTTTCATTAAGACC
TTGGCCAGCGAAATACTATTAGACGTTCAAGAGGTCAAGCAGCAGCTGATGAACAGGAGG
AAACTGAAGCA
>McF0031C18-MGRbd1
GGGCATTATGGCCGGGGGATTTCTCTTGGTCATTATGGGATGGAGGACTGACCGCCAAAC
CAGAAACCAGCAGGTCTCCATCCTGGACCTGTTTCCACCTGGTGACATCCAGAAGGATGA
ACCAGAACCGGATCTCAGCGGAGCTTCATTACGTCCAGATCCAGGAGGACCCCGGTTTCT
GTGCTGCAACATCTCCACTTCCGGTTACGACGACCCTTCGGAAAACTTCTGTCTACAACC
TGAACCATTCCTTGGAGAATTCGAAGCCTGTGGAGGTTTTATTTTACAATGTCAACTGAT
CTACCAGCAATCACCCAGTAAACTTTATAAGCCGCTACCCCGGAAGCTATCACATTCCAT
GACAGAGCTGGATTGAGACGCTACGGGAGCCAACTGCCAGTATAACACGCCGCGAATAAG
CAGCATATTTGGTGCACTTAGTCGCAATCGGGGTCGCCACAGCGAATCATCCTTTTCCAC
CTCACTCTGTCATGGACATCTTCTACCCTAACCTTAGCCAACTTCATGTCCTCTGTTAAG
ACATCCATATATCTCCTCTTTGGCCGTCCTCTTGCCCTCCTGCCAGGCAGCTCCATCTCC
AACATCCTTC
>McF0031C24-MGRbd1
GNCATTATGGCCGGGGGGACGCATTGAAGGCATTCTGAGGTGGGCGGACCGTGGAGCTGT
TGCTGCGACGCTGGGAGATTCCATAAAGTGTCAAAAAACAGACAACTAACATCATGGCTG
AGTTGGACCTTAGCCTGAGCGACGCGCTAACGGACAGTGTTCCTCAGTTGGGCCAAGAGA
GCCAGGTGAATCAGGACTTTGTGGCTAAGCTGGAAGCGGAAACCTTTGTCGATCAGGTGA
AGGAAACGGTGGGAAAGACAGACTTTATCCCCTTGTTGGACAACGATGACAACACGGCAG
ATGTGAGTGCTGGATTGGAGAATGGAGAGCAAAAGCCCAGTAAGTTTTTTTTTCCTTAGT
TCTCTGTTCTTTTCGTCATGGTAGTCCTCTTTATCCAGTTTTTTTGTCTTCCACCTCTTA



TGTGACTGCATGCCTGTGTGCATATCCTTTTTTGTTGTCAATAAGGGGAATGTCTTAGTT
TGGCTTGAGCTGCTTTTCGGTGCTTTCCAGTATTATTTCAGGACGCCCCTTTCTATTATT
GATGTTCGCAGCTTTATCCTGAGAGTCCTGTAAATAGGCCCTGACTCACTGTGTCCAAC
>McF0031D12-MGRbd1
CCTTATGGCCGGGNGACACAAACTCAAGGCACCTGCTGCACAGTGGAGAAAACAATGTCT
TCTGAACAGGAGAGAAAACACTTTGAATCACTTGAAGTCTTGATCCTCGATGATAACAAA
CTGTCCTCTGTCGTCTTCTACAGTCTGGTAAACTTAAAGAGACTGAAACATCTCAACCTT
CAGAAGAACCTCATTTGTGAAATACCCTGCTTGCAAATGACAAGAGGTTTGACGCCTGAG
CAGATTTCCTATGTGGAAGAAGGCAAATTCCAGTCTCTGACACTTCCTCATGTGGAAGAA
CATGTGAAGATCCTCAAGAACATTCAAGAAGTCTGGGAAACATCCAGTCTGCCGCTTCCA
GAGCTTCAGATCCTCAATTTAGCCGACAACAAGATAGTCAAAGAAGAAGCTCTGCTGGGT
GCTGCTCTTTTCCCAAAGCTGCTGGAATTAGACATTCACTCCAACCCTCTAACCACAAAG
AGGAAAGGAGACCCTCCTTTGTTGACCTTCTACCTCCAAGAGAGACGAGGAATAAGGATT
AGGGGGAAGAAGCCAGAGGATGCATCAAGGCTCTCCCTGAAAGCCTCTGCAGCTCCCAGA
TGGAAGGTTGGACAAAGCGACATGAATGTGTCAAAGAGGCCGATGATAATAAAGGAAATG
ACCAGGGGAGACAGGAA
>McF0031D17-MGRbd1
CGCGTTAAACCCGGGCCTTATGGCCGGGGATTGCTTATTGATGTCGTCTGGCTCCAAGAT
GGTGGCGTCCTTATTGCAAGAAATGGAGAGGACTGTAACGATCCGGAGGCAGACCATCGG
CGGCTTTGGCCTGAGCATCAAGGGTGGAGCGGAGCATAAAATCCCTGTTGTCATATCAAA
AATTTCAAAAGAACAAAAAGCTGAGCTCTCTGGGTTGCTGTTCATTGGAGACGGCATCCT
TCAGGTGCAAGTTCTGAGGAATGCGGGTGAAGAAGTGACTTTAACCGTGTCTTTTTTGAA
GAAGACCCCAGCGTTTCTGAAGCTACCCCTCTGCGAGGACTGCACATGCATCCCCAGTGA
TCAGAGTAGTGGGACCTCCTCTCCTCTGTGCGACAGTGGCCTGCACTTCAACTACCATCC
TAACAATACGGACACGCTGTCCTGCTCCTCCTGGCCCACATCTACAGGCCTCCGCTGGGA
GAAGAGATGGCC
>McF0031D18-MGRbd1
AGAAGAAAAGAAGGCGAATAGAAGACCTGACTGACAAAATGGCTGTTGATGGCAGGCACA
GGATCAGCGGTTGCAGATGGGATGGTCGCTGGAATCACGTCAGGAAATTTCTGGAACGTC
CGGGGCCGTTTACCCATCCCGACCTTGAGCCGAGCCCTGAGGTGAAGCAGAGTTGCTTCA
ATGATGCTTCTTTACAGTTTTTGTTGGAGACCTGCAAGATCCTGGTGATTGGGGCAGGAG
GGGC
>McF0031D21-MGRbd1
GTTNAAACCCGGNCCTTATGGCCGGGGGATTACACATGTGAGAATACAGAAGAATGGAGA
TTTATGGGAAGGGGAAAAGGCTTCAGTAGAGAGGGTGTCGAGAAAAAGTAAAGCCCCAAC
CCCACCAGGTCCGAGGTTAGATTCCCAAGGATTTTCCCCCTGGCACCCAGGAAACCTTCA
TTTAACCATGGACCAGAAGGAGAACCTGCAAGACAAAGAACTTTCACTGACTGTGGTTCT
GCCTGGAGGAGTGGAACAGATGACAGTGGTTCATGGAAGCAAACCCTTGATGGATCTCTT
GGTGACACTTTGTGCAAAGTATCACTTGAACCCAGCGAGCCACACCTTAGAACTGGTCAC
AGCCAGCAAGAACAGCATTTTTCTGAAACCTAGTGCTCTCATAGGGACTTTGGATGCTGA
GAAGATCATCCTGAAAACAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0031E09-MGRbd1
GCCCGGAGCCGAAAGTGCCGAAGCGCACGAACACACGCCGATTATGGAGGAAAAACCAGC
ACAAAGGGCTCGCTTGCTTTCAAACGGGCTCGGAGGTTCGACTTTTGTTCTAATCCTTTG
CGGACTAACCGGTGTGAGCAGTAATCAGGTGGTGGTTCAGAGAAATGTGAATGCAGAGCA
TGGCCCCGAACATCACGCTTAGCTGCATAATCGAAGTGGGCTCCAACCTCAGCCTCACAC
AGAGCTCCTGGGAGCGTAATCTTCCATCAGGCACCATTGGGGGTGGCAGTGTTCAATCCT
GTGTAAAAAACCTCTTACTCTCCAGANNATGGCTTTTTTTTTTTTTGGGGGGCACCTTCA
CAACGAGAAAAAAAAAACACCCTGGAAGGAGTGGGTTTTGCAGATGTTGGGAGCTACACC
TGCAAAGTGGCAACTTTTCCCCTGGGCAATACACAAGCATCAACTTTTGTCAATGTATTA
GTGGAGCCAAAAGCGTCCGTGTCTGCGGGTTCAACACCTCTGCTAGAGGGAAGGAACGAA
TCTCTGGTGGCCATCTGCATAGCTGAGCGTGGCCGTCCCGAGGCAGAGGTTTCCTGGGAG
TCGGACCTGTCTGGACAGTCTGCGACCCAAACTCATGATGATGCCAACGGCCC
>McF0031E10-MGRbd1
GGGTGAACGGAGGCTGCTGCCCTTCCGTGTTCAAACTCTGAGCCCTGACGAGAAGCCGCT
GTTGGTGGACACGACTTGAGCAGAGATGACACGACGAGCGTAAGCTGGAAGTAGGCGCTC
CAGTTCCGGGTGGAAAGTTGAAATCCCGCGCAAAGGGAAGGTGGAAAGCGACCAAA
>McF0031E11-MGRbd1
GGGCCTAAAACTTCTGTTAAGACAAGCAAGCCCCAAATGGATGAGGAGGAGGATGAGGAT
GACGATTCGTCTTCATCTTCGTCTTTAGATGAATCTGATGGAGGCTATGACCCCAATGCG
TTATACTGCATCTGTCGTCAGAAACACAACAAACGATTTATGATTTGCTGTGACCGCTGT
GAAGAATGGTTCCATGGGGACTGTGTCGGAATCACTGAGGTCCGTGGACGCCTGTTGGAA
AGAAATGGTGAAGACTACATCTGTCCCAACTGCACTGCCAAGAAAAACCAAGTGGTCCGA
CCTGCCACGTCCCTCCTGTCTACAAGTGCAGATTCAGCCAGGTCCACTGTTTCTGCAGGT



GGCTCTTCTGCCACTGCTCCCTCCTCTGATTCTTCTGAAAAATCTGCTGTCAGTGGAGCA
AACATTCAGGCTGTAGCACCACCATCTTCCACAGCCAGTGGGGCAGAGGAGAAAGCATCG
GAGGACCTGGGCATCAAAGGTCGGATAGAGAAGGCTACAAATCCANGTGANNAAAAAAAA
AAAAAAAAAAAAAAAAAAAACAT
>McF0031E19-MGRbd1
CCGCCGNTAAACCCGGGCATTATGGCCGGGGCTACACACGTGCTACAATGGTCGGTACAA
AGGGTTGCTACCTAGCGATAGGATGCTAATCTCAAAAAGCCGATCGTAGTCCGGATTGGA
GTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGG
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCA
GAAGTAGGTAGTCTAACCGCAAGGAGGACGCTTACCACGGTGTGGCCGATGACTGGGGTG
AAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTAACGAAAGAT
TGACGATCGGTAAGAATCCACAACAAAAAAAAAGAAAAAGAATGATAACCAGATGGAGGA
AAGAAAAAAGACAAAAAAAATACAGACATAGAAGGAGGGAAAACAAAAAAAAAAAAAACC
ACAAAAAAAAAAAACAT
>McF0031E23-MGRbd1
GTNAAACCCGGGCATTATGGCCGGGGCCGTCCGGCATGTCTTGTTTACGTCGCGTTTGGA
TTATTACTCCACGGCCCAGTTAAATATTTCGCAGGGACTAATCGCTGCAGCAGGCTTGAG
GAAAAGAAAACCAGAGGAGGAGAGTGAAGGAGATGTTGACCCATCCCTCTGACTCGCTCG
CTCAGATCATTTTCCCGATGGATGAAGATGCTATTGCCCCAAACCCTGTCTGTAGTGCAC
CTCCCCAAAGTGAACCCGCACCGCCTTTCCTCCCCCTTTCCTACATCACTCCCAGCTGTC
CAAAAGATGGCCTGTCTGGTCATCAGAGGAGTGGTGGCGTCCGAGGGATTAGAGGGCAAA
TGCAGAAAAAGCAGGGTTACGCCGACACACAAGTCACCCAAAAAACAACCACAAACAGTC
CGTCCACTGCCAATGATCAAAAGGAGAGTGCAATTATGGATGAATTTAGCAGACCTACAG
TGGAACTCCAAACTGAGCAAAAAGAATCAGAAACACGACAGAAGAACGTTGTTGTCTTCT
CTGGAAAACACAAAGCTGAAACCTTTGAAGAGACGACCTCACAAAACACATGTCTAACTC
AACCTGACATGGACACATGTGGAGAAATTCCCATAGGACATGTTGTTGAAGATGCAGGCG
CCCCAAAGGGATGGGTCATTGGTCCGCTGGTTCAGTCGCTGAAGTCCAAGA
>McF0031F17-MGRbd1
GACCACACCAGAACCAGAACCAGAACCAGGACTGACGCCGACCGGCTCCGCGCTTCTGCT
GCTCACTGTCTCATGGCTGCTCTCCTTAGACGTGGGCTTCTCTGGGCCCTACCTCGCGCC
CTTTGGCAAGGCAGCAGCTCCATCCACCCTCCTGGCCTGTCTGCTGCTCTTCTAGGAGCT
CGCAGGACTGCAAAGTCATGGCCGCTGAGCTTCTCTCAGGAGGAGCTGAAGAAACGCCTG
ACGCCTCTGCAGTACCATGTGACCCAGGAGCGAGGAACCGAGAGAGCCTTCACGGGGGAG
TTCACCTATCACAAAGACGAGGGCACCTACACCTGTGCTGTCTGTGGGACCCCCATTTTC
AGCTCGGGCTCCAAATTTGACTCCGGATCAGGTTGGCCGTCCTTCTTTGACATCATGAAG
GAGGACTCCGTCTCTCTGACAGATGACTTTGCGCATGGCATGCACCGGGTGGAAGCCACC
TGCAGTCAGTGTGGAGCGCACCTTGGACACCTGTTTGATGACGGCCCCCGGCCCACAGGG
AAACGGTACTGCATCAACTCTGCTTCCCTGGACTTCCAGCCCAAAGATGCAGACTCCTCC
TCCAACATGGCAGCTGGTGATGGAGCG
>McF0031F19-MGRbd1
CGCGCGTAAACCCGGGCATTATGGCCGGGGGCTGGAACAGCTGGCTCTGATGCTGGCCTG
CTGGGTCAGCGAGGCTTCCTTCACCCTGAACTCCAAGAAAAAGATTTTGCACAAATCCTT
CAGTTTGACCTGCAGCCTGGACCACTCGGAGGCTCCGGGGGAGGCGGCCAGGATGATCAC
GGCTCTGAGCGAAGCCCTGAACCAGCCCCCCGAGGCCGAAAAGGCAGAACCGAAAGTGAC
CCCGTCGCAGGTGAAGGAGACGAAGACGGATCAACGTGAAAAAGAGGCTCCTGAAATGAG
AGAAAATGAGGAAGAGGAGGAGCTTTGCATCAGAAGCCCTTCACATCTACGGCAGTTTGC
CTGACGGAGAATCACAACGAGGAGCTCAGCGACCACACGGCGTTCCCAGAATACGACTAC
AACGCCACCTTCGAGTACAGCTTCTACAGTAACAGCAGCAATGAAGACCTGGAGAATTTC
CAACAGCAGTTCATAAACCCCCAAGAGGAAAAGGAGGAGGAGGATAGCAGAACTTTAGGA
CAGCAGGAGGAGCAGGAGGTTACGACAACAGAGCAGAACAGTGTCAGACCTTACAACTCA
GCATCACTTCCTGTTTCTCTGGACCTCCGGCTGCTGCTCTGGACTCCGGTGGTCTCGGTG
GTCCTGAACTCACGGCAGCTGTGACACCAACTGTTGGCTGACACACAAACGCACGCTTCA
GGTTGGTGAGTTG
>McF0031G03-MGRbd1
GCTACATTATATACACTACAGCGATTTTCGCTTGGGTAGTTTTTTGCATTCAAACCAAAC
CTGGGTGAATGTTAGGGTCTGTATTATTGACCCGGTTTTGTGGTTTTAAATAAGAGTGAG
ACCCCCAGACTATTGTTATCCCTCGTTTTTGTCGAGGTTTTCTTTTCCATCCTCCAGTCC
TACACACAGAAACATGGCGGACGGCGGGCATTACTACAACGAGCATGATGACAGAACCGC
TCCGTTTCGCAACCGCAAAGGCAGAGGCGGCCACAAGGGTCGGCCGTTTGATAGGTCTCG
CAGAGACCGTCAGCGGGGAAGCCATACAGGAGTGTTTGGGGGTCCTGGACCGAGATCTAG
ACTTGACGATCCAGATGGAGATGTTACCATGAATGATAGCTCTCAGGACAGCAGCTTCCA
AAACAGATACACACCGTATTCGAGAGACGGACGTAAAGGAGACGGACGGGT
>McF0031G05-MGRbd1
GAACAGCAGAAACATCTCAACGTGAGTTCAGCTGCGCCTGTCATCTGTCACCTCGGCTCT



TTCTGCTTCGTCAACACACGGACCGGGAATGGAAAACTCTCCAAGATAGTGTCTGAAGAA
CATAGGAGCGGAACTGTGCTAAAACTAATAGCAGAGATGCAGACTTTCCTGAAAGGCCGG
AGAGTCGGCTACTGGCTCAGCGAGAAGAAGATGAAGAAACTGAATTTTCAGGCCTTTGCT
GATTTGTGCAGGAAAAGAGGGATAGATGTTGTTCAGCTGGATTTAAGCCAACCTCTGGAG
GACCAAGGTCCTTTGGATGTCATCATCCACAAATTGACTGACCTGATCCTGGAAGCTGAC
CAGAATGATTCCCAGGCGGTGATGTTGGTACAAAGAGTACAGGATTACATCGACGCCCAC
CCTGAGACCGTTGTTCTGCGCCCACTACCGGCCATCCGAACTCTGCTGGATCGCTGCAAG
TCTTACCAGCTGGTCCACAGAATAGAGAGCCGTATGCAAGATGAGAGGATTTGCTCTCCT
CCTTTCATGGTCCTGAACACGGAATGCAGTCCAGATGTGCTGGAGGACATCAAGAAGCAA
GGACTCACATTCCCCTTCATTTGCAAAACGAGGGTGGCTCATGGCACCAACTCGCACGAG
ATGGCCATCATCTTCAGTGAGGAGGACCTGAAGAAT
>McF0031G06-MGRbd1
GGGTGGCTGCACAGTGGCGCAGTGGTTAGCGCTCTTGCCTCACAGCAAGAAGGCCTCCGG
TTCAAGTCCTGGTTGGGGGACATGAAAAAACCTACATCAACAGGGGACCTTTCTGTGTGG
AGTTTGCATGTTCTCCCTGTGCATGCGTGGGTTCTCTCCGGGGTCTCCGGCTTCCTCCCA
CTGTCCAAAAACATGCTACATCCCCTAATTGGCAACTCTAAATTGTCCATAGGTGTGAGT
GTGAGAGTAAATGGTGTTTGTGGACATTCTACCCTGCGACAGACTGGCGACCTGTCCAGG
TTGTCCCCTGCCTTTGCCCACATAGGATAGGCTCCGGCAACCCCGTGACCCCTTTTGTGA
AAAACGGTCAAGAAAATGAATGACTGAATGAATAGTTCATTGGTTGGTCCTCACACCTTT
AAAAGAAAAAAAAAAAATAAAAAAAAAAAAAAAAACAT
>McF0031G11-MGRbd1
AAACCCGGNCATTATGGCCGGGGGTTAGACGCTAAGCTAGTAGTACTAGCACACAACCAC
GGATTGTCCAAAAGACGACCATGGCTTCAATAATGGACGGCCTTGAGACACCATATGAGG
AGGATTTAGAGTTTATTCAGTGCACGGTTTGTGAGAAGTCCTTAAAGGGGGAATCCTTGT
TCAAGATACACCTGACCACACCAGCACATTTAAAGAAAGAGCATGCTGTTGTTGCTTCTG
GGCAGGCTGTCAGACAAAAGATGGTGCCAAAATTTACAGACATAATCAAATACCTGGATT
ACCTGCAGCTTGATGAGCCCATCATTGGTTTGAGCTGCTTGGAGGAGGTGCCTAATCCCG
ATCCACAACTGGGTCCTAAATTCATGTGCAGGCTGTGTAAACACCCCGCTATACTCACAG
ACATGGTCTGCCACGTGATTGGACGGAAACACAGGCAGAAATATGTGGAAGCAAACAGGC
CAGACTTGGTGACCTGGGATTACAAAATCCAAAATACCCAAGCGGGGAAGATCATGCGTG
CTAAAGCAGAAATAATAGAGAGACAGGATGGACGTGGATACCCACAGATCATGAAAAGAA
GAGGAATTGAAGGGAAGTTAAATATCTTAAGAATTCCTCCAAGGCAGAGGCAGAGTAAAG
AGCAGAGCATCCCACATCGACCCACTTTAGATGTGCCACCACTACTACCAGAATTTGCAG
ATTTTAACAACAGGAA
>McF0031G17-MGRbd1
GAAGTCTCCTCTGCACGGCCCGAGGACCCGTCTGCTGATTCACGAAAACACGGAACTTTG
TTCTTGCAGGTGACATGGAAGCGGGACGTTGGCACACCGACCGGTGAAGTCGTGTCGTCT
GCTTCGGTTCTGGAGTCACCAACGTTTTTGAAAAAAAAGGGATTTGTTCAATGGCAGAAT
TTAAAAACAGACTTCCAGTCTTTGGTCAGGCGTACTCCCCAAAGAATTTAGGAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAACAT
>McF0031G21-MGRbd1
CCTGGCCCAGAACCTTTTCCTCCGCGGTGACTCACTTCCGGTGTTCACCACACGTCACAC
TACGGGGACCGTTTCAGAGCACATTATTATTTCGGGATGAGGCGAGATTCCTAAAACTGA
TCAATCCCGCCGGTGGAGATGGATGACAGTGATGAGGAAACGGCACCAGAGCTTCCCCTG
GAGATCATAGTCTACATCCTGAGTTTTCTTCACGCTTCAGGCGAGGAAGGAAGCCTCGCT
TGTCTGCCGCAGTTGGTACAATGCCAGCCAGGACCAGAGATACCAGAGAGAGGTCACATT
CAGCTTCCCAGCGAACACCTCAGCCCTGGAGCTGGTCAAAGTTCTGTTCAGGAAGTCCCA
CTGTAGCCTGAGAATCAAAAACAGCACGGCTTCAGCATCTCCAGATCTCTTCTTCTGGAG
GTGCATACTGTGTCTCTTGCTACAGTTTGTCCCTAACGAGGAAAACAAAGGAGATTTACA
TTTTTAAAGGACGAAAACATTGTTAATTGTCACTCGTATGCTCGTATAAGGAAGTAAAAC
GATCATGTGAAAGACCAACACAATGGAGGGAGATTCGATGAGCAGGTGTTTTTCAGGACA
TTACCTGTTCATTTACATATGAAATGTTCTATATATGCAGCAATAAAACCTCAACTGGTG
CCTGAAAAGGCGAGTTCAAAGTCGA
>McF0031G23-MGRbd1
GCNGTTAAACCCGGGCATTATGGCCGGGGTTCTGGTGTTATGTAAACGAGCAATAACTAC
TTCAGAATTTTTTTTTTTTGTTTTTCTAATTTTTTGTACAGTGTTCTGACTAAAAAGAGG
ACACGTTTGTTCTGCTTTTGGATGCAGTATTAAAACACAGTTTTCTATGGCAGTTTGTAC
CAAGGAAATCCACATGCAGCGTTCCTAATAGATTATGCAGATCTGGGGGGGGGGGAGGTA
GTTGATCCCTTCCCCCTCCCCTTTTGTTCCAGCCATCTTTCTATTGGAGAGGTCACAGAG
TTGGGACTGCACACTTTACAGGACCTGCTCTTACAGCCATGTTTTCTGACCTCAGGCGTA
TCCTAATCGGGGATGGCGAGCCGCTCTTGTGGGTCAACCGCCACAAGATCCAAAGCGAGT
CGATCTCCCTAACCTCAGAGGCAGGGAAAAACAAACAAAAAAAAACTTTTTATATACACT
ATTTTAACCCAGGAAGAACTTTGAGCAAGCCAAATAATTCTCACCTTTCAATTGGATTTT
TTACTTTTCCTCCGCTCTTGGTTAGCCAGCCCA



>McF0031H02-MGRbd1
AAGAACTGAATCCGCGCATTTCAACGATGATCTAACCGCTTAGTTCCAGGACCCGCCATG
GCCATCCGGGAGCTGAAAGTTTGTCTTTTAGGGGACACTGGAGTCGGGAAGTCCAGCATC
GTATGCCGGTTCGTTCAGGACCACTTCGATCACAACATCAGCCCGCACCATCGCGTATGT
GCGGGACAAGCGTCCTGAAATGTCCACCAAACACCAACACAGAGACGGAGAACAACAACC
AGGAGGCAGTGGTTTTTTCTATGGGCGGTCGCACGGGGGCCAA
>McF0031H05-MGRbd1
GCATTATGGCCGGGGGATGACAATGCACCGTGTCTCCCGCAGCACATTCACTTCACCGAC
AATGATGAAGACGTGCAGACGACCCAGCTTCGAAGCAGACTGGAGGAGTGCGAAGACACC
ATTGAGAGGCTCACCGAGGAGAATAAAATGTTACGTCGGAAATTAAACATCCTGACGCGG
CCAAGTGGCATCACAGTCGAAGATGTAAACATTGACGGGCCACTGCTTCAGATCCTTTAT
ACAAATAACATCATTTCAAAGCAATGTCGTCAAGAAATTGAAGACTGCGTTTGTAAGATG
ATTTCAAAGCATCAGATCCCAGGCAATGAAAAGTCATCTTTGTATCACACAAAGCCACAG
AATTCAGCTTTTTCACTGGAAGAAGACCCACAGAAAAGTTCTGCCAGCAGTGTGAAAACA
ACAACAGAGGCCTTTAAAGTGGTTGGAAGTGTTTTATATTTCACTTCTTTCAGTGTGGAC
AAACTTGGCCAACCTATTGTGAACGACAACCCCCAGCTGACTGACGGACGGGATGTTCCT
ACTTACCAACAGGTTTTCAACCAAGTAATTGGCACTGATGGGCTGGAAATAGAAATGAAA
GACAAAAGATCCAAGTCTATGTGTTTTAACTGTGGCTCCAGCGCTCATCAACTAAGAGAC
TGTCCCAAGCCCAAAGATTTCGCAGCCATTAGTGAACGAAGAAAGGAGTTTAATCAGAGC
AATAACCAGGC
>McF0031H09-MGRbd1
GCCGTGGAGGAGTACCAAAGCGAGATCCTGCGCTCCCAGGAGGAAAACGAGCGGCTCAAA
GGGCTCCTGCACGCGGCTGTG
>McF0031H16-MGRbd1
GCTGGATGGCTCACAAGCGATCCTGAATATTGATTCTCAAACTACTCTTGAATCTATTTG
AAGTCAAAATACTGGAAAGCGATTGGTCTATGAAGGATCAGTTCTTTCATCATTAGAAAT
CCTTAGAGAAAACGCTAACGTCTACATTACAGGAGATCTCGAAGGTGGTAAAAAGAAAAA
GAAGAAGAAAGCTTATACAACTAAGAAGAAAAATAAACATATCCACAAAAAAATCAAACT
TCTTCCATTGAGTCTTTATGCTGTTGATGGAAAAGGAAACATCACACAACAAAGAAAAAC
ATGCCCATCATGCGGCCCAGGCACTTTTATGGCCCAACATTGGGATCGTTATTATTGCGG
ATTCTGCCATACCACAATTAAGATGGATGCAGAAACTGTCAAGAAAAACGAATAAAAAAT
GAGAATCAAGAGAGAAGCCTATAAAATAA
>McF0031H20-MGRbd1
ACTATCGAACGCACTTGAAAGGATTTCTCTGGATTTAGATTTAAAAAGAACTGGATTTAG
ATTTAAAAAGAACAAATGAGATGACTGCTCATATCTACAAGTACTGATTCACAAAATGGT
AAAAAGCGTTCTGGTGGCCTACGCCCTGTGGGCGGTAGGTGGACCTCTAGGCCTTCATCA
TCTCTATTTAGGAAGAGACAGTCATGCTCTGCTGTGGATGCTGACATTGGGCGGATTTGG
GTTTGGATGGATCAGAGAGGTCATCCGTATTCCGGCATATGTCAGGGCAGCCAATAAAGA
TCAAAAAAACAAAAAAAAAAAAAAAAAAAA
>McF0031I03-MGRbd1
AACCCGGGCATTATGGCCGGGGACACAGCCTCCCTGGCAGCTGTGGAGTGGGTCGTCTGC
GGCATGACGCAGAACCAGCAATCAAGAATTTGGCCAAAATGTGAAGGCTAATCGACTATA
CACCGCTTCCAAAAAGTAGGTGTGCAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0031I09-MGRbd1
TAACCCGGGCCTTATGGCCGGGGAGGGTGTTTTGTCTCACCTGCACTAAGCCGTTTAGCA
GACACAGCAGAGGTCTTAGGATCGACAAAGTCTTTAAAAGTTTTATTTTTAAGTCTTCGT
ATTTTTATAAAGTTTTTTTATTTCTTTGTCTTTCATAGGCAAAGCATTCAAACTGTTTCC
AGACTATTATGGATCCAAACCATCAACATCAGATTCCAAGCGCTCCTCCACAGGATCTGA
ACGAGGACAAGTCTTTTCCAAGTAACTACCCTGCTCCTCCACCTTACCAGACTCTGCAGT
TTCCAGGACCCTCTCAGCCTGGAATGGGATTCCCGCAGCCACAGCAGGGATTTGGAAGTC
CGCCACCATTTCCGGTTGCAACATACGAACAGCAGCCGTACCCTCCAGGCTTCCAGTACC
CAGCGCACCCCGGTGCCTTCAGTGTCCCCCCCACAGTTGTACTGACCAGAGCCCCCCTCA
CAAGACCCTGTTAACAACTACATGTGCTACTCCATCTTCACCACCATCTTCTGCTGCCTG
CCGTTTGGAATCGCTGCCCTCATCCATTCCAATGCCGCCAGCAGAGCCAATCAGATGGGC
GACCGGGCTGGAGCAGAGAAAAATGCCAGATTAGCCCGGAACCTAAATCACACAGCTGTA
GGATTGGGGATTCTGGTTTACATCATTTTTGTT
>McF0031I17-MGRbd1
ACTCTGAGCGTCTGCTGTACTCTAATTTCAGGCAGCAAAAATGACTTAAAAAGCTGTCAC
TGCTTCTTGTTGGTGTGAGTCTGAAAATAATTCATAGGCGGTACTGAGTGACTGACGCAA
TGGAGGCTTGTGGAAGGCTTCAGTCAGCAGAAGCAGAAAGCACTGATCAAAGGGGAATGT
GGCTGAAAGGACCAAACGCATGCAAATACTGAAATGTGTGGGTGAAGCAGGTCTTCCAGG
TGTTTGAAAGGGGAGCTTATCCTCAGGAGACGAACTCACAGAGGTGCTCTTCTGAGGATG
TCTCCTACAAACTGCTGACAAATACAGCTGGTTCACATTCTGCATATCAAGCAGCAGCAG
CATCACACGCACCCTGACCCCCAAGCATCCTGGAGGCTCAGCGCATCTTCTTTCCCCTGA



TCAATAGAAAAACGCAGCCACCCTGTGAAGCAGTTTGTGTCAACTCCCATTAGATTCATT
TAACAGGGCCATCGCCTCCTCTGTTTAAAGGATTCCTTCAATTTATAGCTGCTGATTTTA
CTCTCCAGCGATTGTACAATTGTAACTTAAAGAACTTAAGCCAGTTGTTTAAGGATTGCT
CCCATTCCCTGGCTTTTATATGATAGGAACTCCTGTTTTACACCTTTAGGGTTTAGTGAA
ATCAGCGAATCCTTCCGTAGCGAGAGGAAGCTGAGCATGTCAGCAGAGAGACAGCTGTGG
AGATTTTAAAAGGTTAACAGACAACAGGTGGAAACAAGAA
>McF0031J02-MGRbd1
CGTTTAACCCGGGCCTTATGGCCGGGGACAGCGCTACAACATTCGTAGACAACCGTTCAG
ACTTTAGCTGTGCGTTTAATTTGGCACCAACAAAACTGTTGCAACTTAGCCAAAATAGAC
GAACCTGTTTTTAGCACAAATTGAATTTGTGGGGTTCGTATTGATTAAATTATAAGAATG
TTCGCGGGGCTGTCTGAGCTCGGCATTTCAAACGGG
>McF0031J10-MGRbd1
GGGAGCTCTGTAGTTAATTTTGCGGTGCGGTTTGTTTCCCTCCGTGCCGCCATTAAAGGC
TTTCTGCCTGGTATTTTTTCCTCCTTTACTCCGAGATAAGGATTAAAATGAGTTAAGGCT
GGGAATATTAGCCGTGGGAGGGGACTGGGAGGGGGGTTCTTTTTTATTTATTTTTTTACC
ACAGTGGTGTGACTCGCGGTACCCCAAAAGGAGTAAATATGCGGCTAGTAGCGTCCAAGA
AGTAGGAGGAAACCGAGTTTGGACCGGAGTGAGGTTCTCCGATTACGGAGGGACCTCCAG
TTGCTTTGGCTGCAGCGGGGGACTGAGCAGTGTAAACACTAAGGAGCAAAGGTCGCTGGT
TGCTGTGTGATCTTCTTTGGAGGGGATCTGCCGAGCTGACAGCCCCTCTGAACGGCAGGC
AGCCTCCTTCATTGGCTCTGCGACGATGACTGAGCTGGTTGCCAAGTGGGTCTGTGAATA
CTGCACATACGAGAACTGGCCGTCAGCCATCAAGTGCACCATGTGCCGCGCTCAGAGGCC
CAGCGGGGGTGCCATCATTACTGAGGAACCCTTTAAGAGCAGCCCTGCCCTGG
>McF0031J13-MGRbd1
GGGAGGTTTTGCAGTATTATTCTTTTTTGTGTTCTTTGTTGAGCTCAGCAGGTCACTCAG
GTCTTCCTGCTGATTATTTAAATCTTTTATTGAATTGATGTTTTTTTGTGTTGTGAAGTT
GTCCCAAAACAGCCCTAATTGCACTGAAACAAATGGCGTTAAAAGGTTTAACTACAAATT
TGATGTTTCCTTGAACGTGTTGGGAGGGGGGGGGGGTAATTGGGAAAAACAAACCCCGGT
TTTTTCTGTTTTTGATTGGTTTAAAACCTTTTCTTTACCTGTTTTTTCTGGTTTCCCCGT
TTTTTTTTCATTTTTTCATGTTTTTTTTCCAGTTTTCCCCCAGTTTTTCCCCACTTTTTT
TTCTTTTTTTTTGACCGGGTTATCCCCCTATTTTCTTAC
>McF0031K08-MGRbd1
AGCACGCGGCGTGGATGGTGTTGCTGCGTTGGTGTCCTCAGCATTTATGTGTAGATTATA
GTTTATTCCTTCGTTCATTTTGTAAACAAGGTCTAAGATGATGCCTTGGAACAGATACCA
ATCAAGAGTCAAGCAAGGTGGCTGGATTATACGAGGATGATGAAGATGACAGCGCGTGAC
AAGATGAAGCTGGCAGAATCCCTCTTGCAACAGATCAGTCACAGAGCTGCTGTTCAGGGA
TGATAAAACCCCAGAGCTTGAGCAGCAGTATGGATGAGTTCTGCAGAGAAGGCTCATTCT
AAGAGCAGTTCAGGGATGATGATAAACCCCAGAGCTTGAGCAGCAGTATGGATGAGTTCT
GCAGAGAAGGCTCACTCTAAGAGCAGGTGAGTCTGAACATGTCAGTAAACTTGTAAACAT
TTTCTGCCAGTGATGACAATCTAAACAAACTTTTCTGACACCTACTATGAGAGCTGAACT
CCAGCTCCTGATTCTAACTTCATTCTGAGGCTGCTGCAGTTCTCCACTAAGGATGCAGGT
TTTACTTTGTTGGATTGACTGAACTTTTCTTTAGTAGATGTGGCCAAAGGTCCTCACCCT
GCAGAGGGATAAATATGGCAGCATTTAAGTGGTAAGTTTGCGTGTGTGTTTGCGTGTGTG
TGTGTTGTATGGTTTGATCTTCATGGTGACGATCATAACTCTGT
>McF0031K09-MGRbd1
GCCGGGGCGGGAGTCTCTGAATGCAAAGTTGTTTGGTAAACTCAACTAGATATTATTTCG
GTGTAATTAATCGAGCACACAATGAAGCAAAACGAATATCTGAAGATGGTCTTCGGTGTT
TTTAAAGATTGTGTTCCTGCGATAAGTATAACGAGTGGGGGCGTGGTCGTTGTTCTGCTG
TCGTGTGTTTTGTTCGCCATCCAAACATCGTTCAGCCTCTCGGATGGTATCTTCAGCCTA
GGCGCAGATTCTCTCCAAAACGGACACGTCCACGTCCTCGTGGTGTTTCCGTTCTACCAC
CGGACAGCGGCGCAGCTTTTCCTAAACGCCGCGGCGC
>McF0031K16-MGRbd1
CTTTTGAGCGAGAAGGAAGACGGAAGAGTAAAAATATAAACGGTTCGAATCTTCTCGCTT
TTTGTCGGGCGATTCTTGCAGAAAGTGGTCACATTTTGACATACAGCTGTTACATTTTGG
TTTCTGCGTCGGTCGTTTTTCTGAGGTGAGTCCGGCGGATTCCTGTCCTGTTAGCTTCTC
GAGCTAATGTTTATAGCTGCCTGATTAAGCGAACCCCGCCGTTTTTTGGGGATTTTTACT
CACATACGGCTCACGGCTTAAGTTCAGGTGAGGCACATCAGGGCTGCTGTGTGACTGTTG
TTCCTGGGAAGACGTCTTTCTGTAAACAGACCGCAGGAGGAGAGCTGAGCCGAGCTTTGC
CTTTGCCCGTTTCCTTGAGCTTCAGGTGGTCCGGCCTTCTCAGGACACCCTCCCTGGGGT
TCTCCACAGCCCTCCACCATGTCTTCCAACTATCCTTACCAGCGGTCGCTGCCTGACTCT
GACCTCCGGCCTGACTCTGACCTCCGGCCTGACCCACGTCGTTCCAGCGCTGCACCAGAC
GCCAACCTTTACAGACGACCTCGGGAGTCTTTCCCTGCGCCCTTGTATTCCCTGTCGTCA
TCCGGGGGTTCTGCGGCGCCGCAGCTGCCTCCGTCTTCTCAGGATGGCGTCCTCGGCATC
CTGAGCAGCTGCGGTCTGGAACCTGAAGA
>McF0031L02-MGRbd1



GGCTCACCACTCTCTTTCTGTAGATTGCTGCCATTGTTAATAATGTGGGCTTCAGAGGCT
GGCTTTTCACTGTCACTAAGCTTTGAATTTAGTCTGTGTTGTTTGGAGGGGGGGACATTC
AAGTCGATATAATGAACTGCAGTACAGCAATTTGCAAGCACGCCTCCTTATTACATTTCA
GTATGTCCAGTAACTGTGTTTTAGTCTGATCTGATGGTTTTCTGCCTAAATAAAAGTTTC
TGCTTCTATCAACAACAGGGAATTGTCCCCATGCCTATGGACTGTCTGTGTGCTTTCATG
TGCAGTGTTTGTAGATTTTCTCCTCTTTAAGTTGTTTAGCTCTTACGTTCTTCAACTAGG
CTTTAGGCTGCCTGGTTTAACATATCACTAAGAGTGTTAATCTGGGAAGTAAACATTTGT
AAATGTATTTGTTTTGAAATATTCCTACATTTTGTAGCTTTGTTTATTTTAATATTTGAA
TGTTTTTGTGCGGAGACATGATTAAATTACGGGACTTTAGATGTCAGAAAAGCCCAATTA
TGCAAATTTTTACGAATTACAATGTGCATTTTTTC
>McF0031L08-MGRbd1
TGCTGCACAAAAGACGCAAGATAACGCTGCAAAAAACGCACTAAAACTGACGGCCCGATC
ATCCTAAACGTGCTATAAAATACCAAACTTTGCAATGGGCAAGAAGTCTCGCGAAGAGAA
ATCCTCATCTTCTGACGAAGAAGAATATGTTGTGGAAAAGGTGCTGCACAGGAGAGTCGT
GAAAGGCAGAGTTGAATTCTTCCTAAAGTGGAAAGGATACTCAGAGAAGCACAACACCTG
GGAGCCGGAGAAGAACTTGGATTGCCCTGAGCTTATTGCAGAATTCATGAAAACCTACAA
AAAACCCGGCAGTGTTTTTTTTTCACCTAGCACTGGTTCCAGCAAAGTCAACACAAGATC
ATCGGGTCGCTCCAAAGAATCCGGGAGCTTAAAGAAAAAAGGTTCAGATGATGAGGAGGA
GGAAGACGAAGAGGGTGGAAGTAAACCTAAAAAGAAGAAAGAGGAGGAAATTCTAGTAGC
CCGTGCTTTTGAAAGAGGACTTGAGCCAGAGAAAACCATTGGAGCCACTGATTCATGCGG
AGACTTAATGTTCCTCATGAAATGGAAAGATTCAGACGAGGCGGATCTTGTTCTTGCCAA
GGAGGCCAATCATAAGTGTCCACAAATCGTCATAGCCTTCTACGAGGA
>McF0031L20-MGRbd1
TCAAAGGGTTGCATAACATCAAAAACTTACTTTTCCCAAGCTTTGTGTTTTCTTCAGAGG
CACGCAGCACCCCGAATACCTCTAACTACACCGTGGCGCGGATATTTTGGATTTGTGACG
TCGTTTGATCAGCTTTTGACGGTAAATGCATTGTTTGCTAATTCAGCTTGCGCGCTGTCA
CGGAAATGCTGCTGGCGGCCATTTTTGCCTCGAGCTGAGATCGCCTTTTTTTCTTCGTCA
GAAACTAGAATCTTCGGTTCTTTCGTCGTTTATAAGGTCATTATGGCTGACGACTTTGAT
GTTGAGGCCATGCTGTAAGCTCCATATAGAAAGGACGAGAACAAGTCCTCTCATGCAAAT
GCGACATGATGATCACAACAAGAAGAAGAGGACAAGTCGCAGCAGAAGTCGGAGCCCAGG
CTCAAGGAAGAAGAAAAGTAGAAGCCGAAGCAAAGACAGAAAAAAGAGTAAGAAGAGAAG
>McF0031L23-MGRbd1
AGAGATCAGAGGAAGGGAAGAGATAGAAGTCATGTCCAAAGTGTGGACAACTTTCACAGG
TCAGAAAGTGACCCTGTTGGGGGAAAAAAACAGACATACAGTCTTTGGTTAAGAAACACA
AACAATCTCCAAAAGGAAAAAGATCTTCCTATATAAAGTTTGGTAAAAGAAAAGGAATTG
CAAACAATGTGTCAATGAGAACTGAGTCTGAAAGACCTTATGTCTGTCAAGAATGTGGTA
AAAGCTTTGATTACTTGTCTCAAGTCAGAATTCACATGAGAACTCATACAGGAGAAAAGC
CTTTTTCTTGTAAAGGATGTAATAAAAGTTTTAGTCGTATATCTAGCCTCAAAAGACACA
TGAGAAATTACACAGGAGAAAAGCCTTTTCTGTGTAAAGAATGTCATAAAAGTTTTAGTG
AAATATCTTTTCTCCAAAGTCACATGAGAACTCACACAAAGGAGAAGCCTTTTACTTGTA
AAGAATGTTATAAACGTTTTAGTCTTTTATCTAATCTCAAAAGACACGAGAACTCACACA
GACGAAAATCCCTTTTGTTGTGAAGAATGTGATAAGAGTTTTAGTCGTAAATTTCATCTC
AAAACACACATGAAAACTCACACAGGAGAAAAGGCTTTTTCTACTACAAAAAGTGAAATT
TCTCAAATTTGAGAAACAAAATAAAATAAAATAGTGGGCTAAAATCAGAATCCGCTTAA
>McF0031L24-MGRbd1
GGGGCAGAGCAGGGGAGCCCTGGCAACAAGGACACACAAACGCAGCAGCCCCCGACAGCC
CACGGGAATGCAGACTCCACATATATACGGACGGACATGAGCAGCCATACAGACATCTGA
CACTGCTCTGTTTCACTGCCAATCCAGGCCGCACATCAGGAACTTCAGTGGCGGCATCTG
AGCTGAGGGCTCCACCTACTCCACCTAAGCTCTGCCTCCTCAACTCAGAGTGTTCTGGGT
CCCTCACACCACCTTCTGCATTCTGGGATAGTCTGGAACCTTCTCTATGGGCTCTGCCAC
CTGCTGACAAACTGCAGTTGTGTTGAATGAGGTTTGTGCTGCGTGTGGGCAGGCTTTCCT
TTGGAGGGAAATGATTCCACATGAAGTTCAGCGCACTCGACCCCCCATCGGCCTCTGCAA
CTGCAGCAGGTGTGACGTTGTGATGCTCTCTCCTGCCGCAGTGGGTTCACTACTCAGTCG
CTAAAGATCGGGAACAGACCACTCCACATCACCGTAAACCTTCCCTTGATATCTTCACGT
CCATCTGACACCTTTGATCAACGCTTGGGGTGCAGGAATTTGCATCAAGACCTGGCAGGA
AGCAGCTTTGGGTGAGCGGAATCGAGTCAGAAGAGGAGGAAAAAATTTGGAGGG
>McF0031M02-MGRbd1
TTCGAGGACATGGATGATTCTTTGGCAAAGGCTAGAGAGGCAGCACACAAAGCTCAACTG
AAGAAATACCAGGGAGTAGAGGAGCACCAAAATCTGTTAATGGAAAAGCAAACGGAATTG
GCTCAACTTCAAGGGGAACATCACGCCAAAGTGCTTGAAGCCCAAAAATTACAGCGTGCC
CTGGACAGGAGGGAGCAGGAGCTGTCTGATTTGCAGCAACTTAAAGATCAGCTGGAGACT
GAACTTGAAGACATGAAACAACAGAAGAAGAAAGGCGACAAAGCTCTGAATGATTTGAAC
AATCAACTAAAAAAGCTGAATGGTGAAATGGGAGAAAGGGAGAGTGCTCTCGAGCAGCAG
TACCAGGATTTGCTGGACCAAACCAAGAGGAAACTGCAAGCACATGAGGTCACCATCCAG



CGGCTCACATCTTCACTAGCCGATAAAGAACAGCAGCTGCAGGAGTACATGAACATGGTC
AAAAACTATGATGAAAGCAAAAGCCCCAGCAGTAATGAGGGCGC
>McF0031M08-MGRbd1
AAACACGAGAACCAGATGAGGGAGATGATTGCTCAGTGTGACGGAAACATGAGAGAGCTG
CAGCAGTTGCAGAATGAGAAGTGCCACCTGCTGGTAGAGAATGAGACTCAGAGGCTCAAG
CATCTGGATGAGCAGCAAAACCAGCTGTTGAAGGAGTGGAAGGATAAGCTTAGGCCCAGA
AAGAAGGCCCTTGAAGATGAACTCGACGCCAAGAAAAAGGAACAGGAGGCTTTCTTTGGG
ATAAGTGATAGTATGGATTTTAGCTCTCCCCACAGACTTTCCAAGTTTGTGCCTTACCAA
GACTCTTCAACCACATGAACATGTGCCGAAATGATGCCCAATATCTGTAGTGAAACATGT
GTGTTACACTTTTTTGCTGCCTCAGTTGTTGTTTGGTTTATCTGTAATTGCTCTCCCTTC
ATTAAGTTTCTTTATTATTTTAAGAAAGTATTTATGTTTTAACTCATGTTTTAACATGAT
TGGCCTTTTTGGTTAGATGTGCCTGTTTGAACATCTCCTAATTATTGCCTTGTTTTTTTC
TGCTCATGTTTGCATCTTATTCCCCACCAGTGATTGATGAAAAACATTAGAACACAGCGA
TTTTTTTATAGATAAGTTAGGGTGTAGAATTTAAATGGGTAATATTGAGG
>McF0031M18-MGRbd1
CCAGAGGAAATCGGATCACTCTCAATGACCAAAAGGACTGTGGTTATTATATAAACAAGG
GCAAAGATGGCAAAACCCATCTGATTTATCAGTTACATTCACATTGTCATCAGAGTGTGG
AGGGTGAAATGCATGTCATTAGTGTCATCTACATCACCGAAAATGGACAAAAGGAGGCTC
AGTTTTCCTGTCCGGTTGTGATCCCGAGGTCCGGACAGGAGTGCAACCTTCACAGCGAAT
ACCGTCTCCCCTGTGGGTCTGGCTCCATAACCCAGACACAGTGCCTCTCCATGGGCTGCT
GCTTCAACAAGCACCCCTTTGAGTGCTATTACCCCATGGAAGAGTGCACTATTGACCGTC
GCATGGTCTTCTCTGTGCCCGCCTACATCACGGACCCCCCTCTGTCTCCTGCTCTGCTGG
TCGCTGCCAACAACTCCACCTGCAAACCTCAGAAAGTGACCTCTGAGTACGCCCTGTTCA
ATATCCCCATGGACGGCTGTGGGATGCGCCGGATGATGGTGGGGAAAACACTGGTCTACA
TGCTGGAGATCACCAACATGATACAAGCAGTCAGCCTCAACTATGGTACCATCACGAGGG
AGTCTCCCATCAGGCTGTTCGTGGAGTGCAGGTACTCA
>McF0031N03-MGRbd1
GTTNAAACCCGGNCATTATGGCCGGGGGTCACGTGCTCCTCCGCTTCTACGAGCGGCCAA
AACACTACAGTCTGTGACCATTGCTAAACATAAGGAAATCACGACGGGACCAAACCGAAT
GCTAACTTTCTGATGGCGATTAACACTGATGTGGAAGACTGGGGTGGTACCGGCAGCAAT
GATGCTGGAGAAAGGGCATGGCTCCTGCAGAGCCCCAGTGTGGACTCTGTCCAGCACCCG
GAGATGGCTGAGAGGAGCAGGGGCGTTTCAACCCTGGGAGCCGTGTTCATTGTTGTGAAT
GCAGCTCTGGGCGCAGGTCTACTCAATTTTCCAGCTGCTTTCAACATGGCGGGAGGAGTC
ACTGCAGGAGTGGTGCTTCAGATGTTTATGCTGATCTTCATCATCAGTGGGCTTGTCATC
CTGGGCTACTGCTCCCTCGTCAGTAATGAAGCCACCTACCAAGAGGTTGTCCGAGCCACG
TGTGGAAAAGTCACCGGAGTCTTATGTGAGGTAGCCATCGCTATCTACACTTTTGGTACC
TGCATCGCTTTCTTTATTGTCATCGGGGACCAGCTGGATCGCTGTAAGTGCATTCAGGAG
TGGGCAATCCTCCACTCACCTCCAAGTACCGTAATCTTAAATTGTGAAGCACTGTGCTGT
TTTCAACAGTGGTGGTTAGGTTTGGTTTTTCTCTATTTAGTTTAGTGGTGGTATAAAGTA
AAGCTAGTG
>McF0031N04-MGRbd1
TTAAACCCGGGCATTATGGCCGGGGGACACAGCCTGGGTATATAGATATAGTCATTAAAT
GTTTTTAAAGTCCGACTCCAGTCATTTTTTGATCTGTTGTAAAAGCGTCCCCAGTGATCT
TTTAATCAAGAATATGCTGGTTTTAGCCAAAATAAAAAAAATAAAAAACGGTGTCGTTTT
CTAAGACATAGTTTCTGAAGAGCGGCAATAGTTCATCAAAATTAGCCTCTGAGTTCTGGG
CAGGACTGTTGGTGTGGAGTTGCCCCGCCCTCACTTTCTTATCATCTTTTTGTTTACACT
TTCTCCCACTCTCAGTGGCGGTTTTTGATATGGGCAATGTGGGCGGTCGCCCAGGGCGGC
ACTTCGTGGGGGGCAGCATTTGGCGTGCCCGATGCGTGCGTTACGCACATATAGTGTTGT
GCTACGATAGATGTCAACGATATTCAAAGAGAAAGCTTGCAGCTTTTAATTTGAAATTGC
TTCAGCTGCCGACACTCAATACTTTTATTTTGATACATCAGACTGTTAAGAATGTCTTCA
TCCTATTTGATCTTCACACTTATG
>McF0031N06-MGRbd1
GCTTTATTAAGTTTTTTTAGATTTAACAAAAACACTTGAACATGGTATAAACATATTTCA
AACACTCAAAAAATTACTTTTTTTTTTTTTATAAAGGCGACCTAAAACGTCTGACACATT
GTCTCTGGGAAATCTTAATGCATTCACTTGATGTAAGCACAAACTCACCAGCCCATGCTG
CAAAATTCTATAACTATCTGACAGGGCTCATCTATTATGCAAAAAATCCCACTTGTTATG
GAGCATTTATTGTGCGACATTATTTTAATGCACCGTATCCGGTTGTGTGATTATGGAGCT
TCTGTTCCATCCACGGAGCTCGTCAAACATTTACCTGTAACTAC
>McF0031N14-MGRbd1
CAGAAGGTGCCTTCTGAAACACGACAACTTCCACCACAAAGGGATGCGTTTCCCGTGCTG
AGTTTTGTGGGAAGGGCTTCTTTGGCAAGGACGCGCTGGTCAGGCACACTTTGATCCATA
CCGGAGAGAGGCCTTTCAAGTGCGACGACTGCGACAAGTCGTTCAGGTCTGCTGCCGAGT
TAAAAATACACCGGAGATATCACACGGGAGAACGGCCGTTCAAGTGCAACATCTGTGAAA
AAGGCTTCGTTCAGTCTTGCTTTCTGACTCTACATATGCGGACCCACACTGGAGAGAGGC



CCTATGTTTGCACAGTGTGCAACTAGGGCTTTTCGAGCTTGCATGGCCTGAAAAGACACA
GGAGGCTCGTGCATGGTTAACTCATGTGAAACATTCAAATAATCCAACAAACAGTTCTAT
CCCCTTTTGAAAAAGTTATGTCAATGTTCGTTGTTAAAAT
>McF0031N15-MGRbd1
TGTATGAGGTGGCGGGACTTTCACAATATTTTGCAAACAACATCTTATTTTTCAACTAAC
CTCTAGACCGTAGCCTTAGAGTCAAGATTACCTTAACCTGTGCAGGTGGAATGGAGCCAC
GGACGTTGGTTAGTGGACAAATGGCTCTTAAGCAGGTCAACGTTTTTGTAGCTTAAAAAT
GGCTGCATTGAGAGCAGCAAGTCAAATCTAAAGCAGGTTAAACTTATTGGCGGGGAAACA
TTGCAACATTTTCTATGAGTCTTTGCAAAAATCATGCTGAAGTGAATGCAAAACGAGAAA
ATCTCACAGTCACTTCTAATCTTTTAGGGCTATATAATCAGGTAGTTGCAGCTGCTAAAC
TGTTGTAATGCCACTAATCATGTGACTTGTGGCGCTTTACCTTTCTTTTTATTCTCCACA
ACGTTCAGGGTGTTGAATCTGTTGTCGCACAAAGGACTAGAACTGTGATCGGAATGTAGC
TGAATACCTTTGTGTATTTAACTTGTGTGTGTTGGTGGAAGGTGAAGTTACACCTTTGTC
TTTTACTTTTTTTC
>McF0031N22-MGRbd1
CTGTTGGCGGTGGTGTCCAGAGTTCTCTGCCAGGCTGTTACGCAAGCTAACCTTCGGTCG
TCCCCGACCTGTGCCTGCGGCTTCGCACGGACTATCACAGCCGCCACTCCATCATCATGC
GGCGGAGAAAAAAAGGAGAACGATCAAGCCTTCGTGGTGACCCACTCGCAGCTGAAGACG
ATGCTGACTAACCGTGACATTCAGCTTTTCGACGTCAGAGACCCGGATGAACACCAGGAA
GGGCGCATTCCTCAGGCTGTCAACCTCCCATGGCTCGACATTACAAAGGAGGCTACGCCG
AGTGGGTTGAACAAGAAGGATTTTGAATCCAGACCTAAGTGTCTTTCACACTCAAGAATT
TGTCCCTTATTGTTTGGTTTTTGTGTGTGTGGTGCTTTTAAAAAGATATTGACTATACAG
AATGTATAGCAAGATTGCACAGACATAACACTCGATGTTTTATGACATTTAGACTGTTAC
ACGTCTTCAAACTGAGCTG
>McF0031N24-MGRbd1
GCGCGCGTAAACCCGGGCCTTATGGCCGGGGGAGTTTCCTTTGGAAGTATCAGTATGAAA
CAGCAGCGCTGATGTGGCTCAGCTGAAACCAAACAGCACAGTCTTACTGTCAGTCTGCTC
GGTGTTGCCTGCCGTCTTCTTCTTCCTCATGGAGCGGTAGAAGCGCGAGTTCCTGCGGAT
GGGCTCTCGGCTGAATCCGGTAGCAGAGTCTTCATCTTCATCATCTACATTGCGACTGTT
CTGGACCACCTCTGTCACCCGCTGCTTGTTCGGGGCTTCCTGTGCTTTCTGTCCCCACTT
GCTCCGGAATAAAGCTATCACAGACATGACAAGACTCCTGTCCCCGTTTCACTTTGGAAA
TATTGACTTGATCTGGAGGAAGCTGATACAGAGATTGTTGTCCTAACTATCCGTAATCCA
GGAGCAAATCCATGTTTTGGAACGGAAAGTTGTGGACGAAAGCAGGTCCAAAAGCTGAGG
TCAGCCAGACGTCAGGATCGATGAGCGCTGTAAAAGGCAGGACTGTGGGCACTGTCGGTG
GCTGAACTGTAATCACTGGATTTATGACTGCGTATCTTTGTCCCTCCTCTCCGGGTTTCT
CTCAACACACCCAGTCACACTGCAACATTCCTGAGCTGGTT
>McF0031O03-MGRbd1
GGCAACTGGAGCTGTCCTCCAGGCCATGACTTCCCTTCCTGTCAGGCAGCCAGCTCCAGT
TGCACGGCCGATTCCCACTCTGACCATGATACCACAACGCCCACCCGCACCTGAGATGGC
TGGAAGTGATCGCTGCAGCGGCTGCTCCAAGGTTCTGCTGAAAGGCCAAACAGCATTCCA
AAGAAAAGGGTCAACGCAGCTTTTCTGCTCCACTGTCTGTCTGACAGGCCACCTTCCTCC
AGCCGTTAAGAATCGAAACTGTTTCCAGTGCAACAGGGAAATTGCTCAACCGAGAGACAT
GATCACTATCCCAGCAGAAGACAACACGTTGATGTCCTTCTGTGGCCAGTTCTGTCTGTC
TGTCTTCAGACACAGAAAGAAAACCATTGACAGGATCCCTGACAAATGGCCGGATAAACG
ATTGGAGAAGAAGCCCGAAAAGCCCCCGCAGAAACCCCTGGATCGCCTGCCCGAAAAACT
GTTCTGTAGTGTCTGCAAAATCACCAATAGACAAATTGAACATGAGGTCACCCATCAAGG
AAGACTGCACAGACTTTGTAGCGATGCCTGTTTTGTGACCTGGCGTAAGCTGCGACAGTT
ATCAATGAATTGCTGTGAAGGCTGCGGACTTTACTGTAACAGCA
>McF0031O19-MGRbd1
CTTATTCATCACATTTATCAAGAAGCTTCGAGAGCCACTGGTGCTGACGACACTCATCTC
CCTTTTTGTCAGACTCCACAGTATAGTGCGGGATGACATTGTGAATGAAGTGACAGCAGA
ACACCTCTCCATCTGGCCGTCCACTCTGCCTAACATTCAGGCTGTAGATGTGGAGGCTGT
GGCTGTAACCGTCAAGGAGCTGGTGTCCTATGCTTTAATACTGAATCCCAATAACCAGTC
ATGGCTCATCACGCAGGCTGACATCTACTTTGTGACCAGTCAGTACTCTGCTGCACTCAA
CTTTTACCTCCAGGCTGGAGCCGTGTGTTCAGACTTCTTCACCAAACCCTGCCCCTCCTG
ATGCCTACACAGACCAGGTTCTGAAGAGGATGATCAAGTGCTGTCCAATGATCCCGTGCC
ACACACAGGTTGCAGTTTTGTGCCAGTTTCTGAGAGAAGTTGATCACATGACAGCTTTTA
AAGCTCTCCAGGAGCAGAACAGCCACGATGCCATGGACTCATTCTACGACTACATCTGGG
ATGTGACAATTCTGGAGTACCTCACTCATATTCACCACAAACGGGGCGAAACGGAGAAGA
GACAAATAGCCATCAAAGCGATTGGGCAGACGGAGCTCAACACCAGCAACCCAGAGGAAG
TGCTGCAGC
>McF0031P05-MGRbd1
AGGAAATGGAAGAAAATGAGAGATTAGCACAGTTGAGGAGATTGGAGGAACAAGAAAAGA
GGCAAATTGAGGAAGAAGAGAAAAGTTGAGACAAGTTAAGGAAAGGAAGAGAAAAGAGGA



AGAGGAGATGCTTAGGAAACGAGAAGAACTTGAGAGAGAACTTGAAAAGGAAAGGTTGAG
GCTGGAGGAAGAGGAGAGGAAAGTGGAAGAAGAGAGACTTAAAAGGTAAAAGGAAGAAAG
GATTAGGCTACAGGAAGAAATTCAAAGGAAATAAGAGGAAAAGCGGCAAAGAGAGGAGAT
GAGAAAAGAAGAGGAAAGATGGCTAAAAGAACTTGAGAGGTTGAGACAGGAGGAAGAAGA
GAAAATGAGGCAAGAAGAGCAGGATAAGAGAAGGATCGAGGAAAAAAGGAGACAGGAGGA
CGAGGCTGAGAGGGCAAG
>McF0031P10-MGRbd1
AGCAGGACAGAAGAAGGCTTCCAAGTCAGGAAGCGACGTCACCAAGCAGCAAAACCAGAA
CAATGAACCAGCAGAGGCAGCGGTGAAGAAGAAGAAGAAGAAGAGGAAGAAGGAAGTTCT
TGGAGATGAAGTGAACTCTGAAGACCAAACTGCAGCTGACGTGAAGACGGCAGAAGAGCG
TTTGCAGAGAGCAGCGGATCCATCAGAGGGTCCAGAAGAAACCCCAGAGCTAAAGGCTGC
AGAGGAAGAGCTCAGCACTGCCGTGCAGAAAGACCAACCAAAGAAAAAAAAAAAAAAAAA
AAAAAAAAAACTT
>McF0031P12-MGRbd1
GGGAACAGGATTTGAAATGGTTGTAAAGATTTCTCCTCTATTCTCGTTCAGTATTACCGT
CCATACAGACAGAAGGCATCCTTCCGTGTTCTACAATAATGTTTCGGGTGTTTCATTTTG
TGATGTTTGTCTCAACTTGAATGCTGTCCTCTTTGGGGGGCTCCTGCTTGATTTCCTTTT
TGTCCTCGCCTTGCGTTTCCTCCCGCATCGAGTCCCTCCTGCGTATGTAGTTGCTCTTCT
TTGTTACTCACTTTGTTTCATTTTGACCTCATTCTGAATTGACACTAAGACTTTTTCCTG
CCATGTGTGTCTGAGTTGTAAATAGAACAGAAACAGAACACTAATTCTAAATAAAATTCC
AAATCTTGTTGCCAAANAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0031P13-MGRbd1
TACTGTAACGATGTACTGAATTTTTAGATGCGGACTTTTGACTTTCTAATCAGACGTTAG
GCGGGACGGAGATTGCACCATGTCACCTAACGCACAAGATTTTGAATTTGAATACGACAT
ACCGGGTGCTGAGCGTTCACGGAGAAGAAGGGGTGAAGATGATACTATAGAGAGCGATTT
GGAAGAAGACCTGTTAGGAGAGGATTGGTTATCTAGTAAAAAGAATCCCTCAGAAGTCTC
AGATGAAGAGCTGAATGATGACCTTCTTCAAAGTGATGATGAGGATGCACATATGGGTGA
ACAGCACGTCAATGCCACATACAACATGGGTACATCATATGATGAAGACGGCAACCTTCA
GGATATAGACTACACAGATGATGTTATGAACCTGGGTGTAGAAGGCTGTGAAGAAGGGGG
TGAGGGGGTGTACCAGCAGGAGGAAGAAGAGGCATATACTGAAGAATATAGCCAAGAAGA
CAATCCGGACATCTCTGAGGACCAGATTGAGTACACTGGAGACCTATG
>McF0031P19-MGRbd1
CTTAATGTCGCCCTTCATTCTTTTTTTTTTTCCCCACACACTTTTAGCTTTTCAAGAGTT
GTTGCTGAAAATAGGGAGGAAATGATGTCTAAAGTACATAAATACACAAAAAACTGCGTT
TCTACAAAATGATATCCCTCTGAAGTGTTTGTAGCTCCTCTTGTT
>McF0031P21-MGRbd1
GGCTGCAGAGAGTCGGTTTAAAGCCGTCAAAGTGTATCGGCTGACAGACGTCTCTGAAGT
GAAACACACACCTGTCACAGCGTCCTCCAATGATCGATACAGATGACCACAAAGGCAAGT
CAACATGTTGATTGAACTGAAACAAAGCAATTCAGACTGTATTTGTTTTTTAATAAAGAT
GAAAAATGAATTTAAAAAAAAACCCCAAAAAAAAAAAAAAAACCTT
>McF0032A07-MGRbd1
TTGGCCTCTTTGCCAAAAACATTGGACCCAAACGAATATTTCAACTTGTCACCGGAGCAC
CGGCGCGTTGAGGAAGCCACGGCTGCGGTTCAGAGCGAACCTGAAGAGGCAGTATCAGGT
GCAGCTGAACAACCCGCACCGGAAGGAGTTGGTTGACGACCCTGCCCCGCACACGATGGG
TGTATGCGCGAGCAAACCCCTACCCACACTTCAGAGCAACAAAGAAGACTTCGCTGATGG
GAGCAATGTTTGGAGTTTGGGGGGTTTTTTTCTTCTACTACGTCTTCAAAACAGATAGGG
ATAGAAAAGAGGAGCATATTTTTTTCTGGAACCGGTCGTGCGCAAGTTCAATAAAAAAAA
AATGAGCTGGTGTTTGTGTGTAATTACAAATAACTAAATAAAATTATATTGTCAACCATC
AAAAC
>McF0032A09-MGRbd1
GGAGATGGGGGATGGACACTTTTTTAACACTAAACAAAACTGCTTTGTCTGCTTTCCTTT
GGGAATCGATGGGAAGAAGTCCATGTAAGAGATGCGACCAAGGCTGCAGAACCAAGACGT
GCGTGCGTGTGTGCGCGTGTACCTGTGCATGTGTGGGCGTGTGTGTGTGTGTGCGCGCGT
GTACCTGTGCATGTGTGTGCGTGCGTGTGTACCTGTGCATGTGTGGGCGTGTGTTCTAAA
GTGACATCAATTGATGGACTGGGGTCGTATTTAACTCCTCTGCAGGTTTTCTGTGTGTGA
TAATCTTAATCTAATCTGTCTGCTGCAGTTTTCCCAGATTACAGTAATCTGCTTCATTTG
GTTGCTCTGATAAGAGGCTAAAACCTTGTCTTTGAGGTGCTGGAGCCTCCATCCCTCAGT
GAGGGGTTAATGTTTGAAGATGATGGAGGTGTATAGGGAGGGGATGTGGGAGGAGCTTGC
ATCTGCATTTCTG
>McF0032B09-MGRbd1
GAGCTTCTCAGGGACTATCAACAGGGAGCGCAACCGACGACTGAGCGTTGAGCCTTGGGT
ATGAGAGCTGCCAGAATCCGCTCTCATCCTCTTCTGGCCGGCCTTTTGTCCGACTGACAA
CCATCGAATCAGACACTCCACTTCATCAGCTGTCGGAAGAACCTGGTATCGGTAACACCT
TGCAGCCATGGAGCTCAGAGTGGGGAACAAATACCGGCTGGGGCGTAAGATAGGGAGCGG



TTCCTTTGGAGACATTTACCTTGGTGCCAACATCGCCACAGGTGAGGAAGTTGCCATTAA
GTTGGAATGCGTGAAGACTAAACATCCACAGCTGCACATCGAAAGCAAGTTCTACAAGAT
GATGCAGGGAGGAGTGGGCACTCCCATCAATAAAGTGGTGTGGTGCAGAGGGAGACCACA
ACGTGATGGTTACC
>McF0032B10-MGRbd1
TTGGTTTTTAACTACATTGTGATCACACACCCAGTGTTTTTTATTCTAAACTGTTTTAGG
GAAAGAAGTATGCGACCAAAACAAACGTGCCAAAAATCCCTATAACCCGACACAATTCAC
TGGAAAAAAATCAAAGTAAGAAAAAATGACTTAAATTCAAGATGCAAACATGTATTTTTT
TTATATGAGCAGCACACTACAGACATTAAGAAGGGACACAATGCTCTGAGATCCATTCTG
AAAATGACCTTCATGCCTGTTTGCAGCTGTTTAGTGAAAGTCATAGCAATGTGCAAACAT
CTGTTTTCCCATGAGCCAAAGCTGGTAAAGAAAAAAATGTAGGCATATTTATGGAATTAA
GGGACATGGCTTATGGTAAAATGATGTTCTTGGCAAACGCAATGATCTGGATTTCACTGG
AGATCTATTTGTGTGATCATCATGTACACAGTAACACATGTGAGATCAACTGGAATAAAA
TCAATACCAACTTTGTCCAAAAGAAAACCAAAGGG
>McF0032B13-MGRbd1
GAGGGCAACTTGCCGTCTGTCTAGGTGGCGAATTAACTAAGTTGTCTTTGAAAAGTTCAC
GACTTCAAATAAACCCGCAATGACTTCAACAAACACCTACCATGGAATGGAAATAGGATC
CAAACCAAGTTCCAGGGTGTTGCGGCCTCCTGGCGGTGGCTCCAGTAATCTGTTTGGTGG
TGAAGAGGATTCTGCTTCAAGAAGACCAAATAAGATGGCCTCCAATGTTTTCCCCTCACC
AGAAGAGCCCCAGAGTGTGACAAGACGCACCAATCCTCCAGGTGGACCAAGCAGCAACAT
ATTTGGGGGTGGAGACGGTTCATCTGCTCAAAACCAACCCCGAAGTCACCCGAACAAGCC
AAAGGATAATCTCAGTGTGGGACCTGAGCCTGAACCAGCACCGAAACCTGAAGTCAGCCA
ACCAAAGGCCAAGAAAGAAAGGGCTCCTGCACCTCCTGCGCCTCCCACGGTGGTGAAGGA
GGTGCAGGAGGTGCAGAAGGTGCCGAGCCAGCCTGCAGCTGACCCCGCACCTCCGCAGCC
TAAAGAACCTCCAG
>McF0032B15-MGRbd1
CGGCGGCTAGCAAGCGAGCTAAAATAGCAGTTCAGCTTAATGTCTCCTTCCTTATGAAGT
GATGGCAAGAGAACCGTGCTCACAAACCGAAGCTGAATTGTATTACCTCATTGCCAGATT
TCTCCAGTCAGGACCTTGTAAAAAAGCAGCACAGATTCTGGTTGAGGAGCTGGAAGAGTT
CGATTTGGTCCCGCAACGATGGAGCTGGGACGGAGAGAAATACAGACGGACCTTTCAAGA
CTGGATGACTGTAAACCAGCACATTCCTGCAGACTATTTGCTTCGGGTCTGCCAGCGCAT
CAGCCCACTGATAGAGAAAGAGATCCCACCTAGTGTTCCTGGAGTCCAAACACTACTTGG
GTTGGGAAAACAGTCCTTACTGCGCACGGCCAAAAGTTGTTGCAAACAAGTTTGCAGTGG
CTCAGCTGTTGCTGCTCTCCATAGAGGACGTCCACCAGAACCTCCAGTCAGTGATGGAAA
TGCTCCCAGTGTTGTGCCCATCATAGGTGCTCGCCAGGCTACAGGCACGGCTCGCTTCGG
CCAGCTCCTGCCATCTTCATCCTATCAACACATGAAGATACACAAGCGAATTCTCGGCCA
CCTTTCTTCTG
>McF0032B19-MGRbd1
CGTTTCTTTCTCGAGAGGTCGTCTAAAGTTGGGCAAATTTTTTAAAAGGCGTGTACTGGG
CATATTTGTCGCTTGACTTACATCCCATTTTTCTTTTGACCGTGCGGTATTCACCGAACT
TTATTCGGCAAATACTTCGGTCGTGAAAAACCACTTCGCAGATTTTAAGGGAAAGTTGTT
TGAAACAACCGTGTCAGACGAAGCTACATGGACGTTGGAGGACAAATGTCTCATTCGGAT
CATTCTGATGAAGACCAACAGGGAAGCAGGAAACTGCTGGTCTTCTCTTCTTGAGGGGGA
GTACTGCGCAAATGCTTGGCTTCAGGATCAGATGCAAAGAAAACTCACTCTGGAGAGGTT
TCAGCGGGAGAATCCTGGCTTTGACTTCAGTGGAGCAGAGATCTCTGGGAATTTTACCAG
TGGCGG
>McF0032C04-MGRbd1
CGACNTCCCAGAAGCGCAAAAACATCACTGGAGGGGATTTTTCTCCAGACTCTCCTACTC
AGAGGGATGTCACATTTTTGGGACAAACACAGAGGTCCACGGCGTCACATCTCACCCCTG
TTTTTTGGCTTGTATTATGAAGGGGTGGTGCATGTGAGCCAGAGATCCTGTTACAGACAT
CCAGACTTTTCCAACTTTTTTTTTTTTTTTATGGGAGTGGGGGAGGGCGAAGCTTCAACT
TTCGTCTCCCGTCTTTCCTCAAAACACCTCAAATGGCGTTTTTCAGCTGCTTTTTCCCCT
GCTTGAGGACATTTTCAGAGGTTTTTAGTAATGAGGAAATTCTGGGACATTGTGGGAAAA
GCGCACGAGGATCGC
>McF0032C06-MGRbd1
GGGTTTTAAATGCTGCTCATATAAAAAACTACATTACAGGAACCTTTGTTGGTTCTAACC
CACTGATGGAGCAAATGGGTACTTCTGTGATGTTTGTTCCAGTAGTGAACGCTTCTTCTT
TCACAGTGGCTTGGAAAACACACAAGCAGAAGCAAACATTTTAAGTGGAAGTGATTTTCC
AATTTTATCAGAACCTGAAATAACTCATTACTTTGCTTGCAGATGCAGCAACTCCTTCTG
CCAGAATGGGTTTAAACAAAAAAAAAAAAAAAAAGCATAAAACTTGAAAAGAGACCGGCA
ACGTGGTAGGAGGGTATGTGCCACAAGATGGGAGGGTTTACACAGGCAGGTTTTTTTTTG
TAGATTCACAGCAATGGATAAGGACGAAAAATCGGGAAGTGGCGCACAAAACCCAGCAGG
AGCGACAACATTCACTCCCTCAACAATTTCCTCTGCGAGTCGTGTTTCTGCAGCACCCTT
AAAAGGAAAATTTTTGCGAGTAAAATTATAGTCCTGGAAACACTATAATTACTGGCAAAA



CAACAAATTTCCAGTAGCAAAAAAAAACAAAACAGTTTCAATGGCTCTGCAGTTGG
>McF0032C13-MGRbd1
GCCTTATGGCCGGGGGTTTTCNAAGCTGTAATGATCCTGTTCAAGGTGCTGCTCCTAATC
CTTTGTGTGGACGAACAGCTGCTGTGATAAACGACTATTTGAGCGGCGTCATGGCTCCGT
TCACTGCCGTTGTTCTCCTCCTCGCTGCTCTGCGCGGCTGCGGTATTTGGCGAGTCCTAC
TGGATCCCGTTGACGCTGGCGGTCCCTACAATGTGACTGCAAGCACTCCGTCCAGCACAG
CTGTTCTGACTGATGTGCTCTTTGGAGACATCTGGCTGTGTGGAGGCCAGAGCAACATGT
ACTTCAAAACATCTCAGGTTTTTAATGCGTCAGAGGAGCTGGCACTTTCTGCTAAATATC
CTCATGTGAGGACATTTATGGCAGCGTTGAACTCCAGCGAAACAGAGCTGATTGATTTAA
TCCAAGTGGAGCTGCCCTGGTCTGTGCCTTCTGCAAGGATTTTGTCCGAGTTTTCCGCTG
TGTGCTGGCTCTTCGGACGCTACATGTTTGAGGAGTTGAAGTACCCCATC
>McF0032C15-MGRbd1
GGTGAAGCTTTTTTTTTAAGTTAACTATTTTTAAAACAGTTATTTCATGCATCTGCGCTA
GCCGCCTCTTTATTATTAGCTAACATGCTAACATGTGCTATTTAGGCTTTAGCTCGCGTG
CTAACGCTGCACTTTAACCTTTTAAATCCCTGCGGCTCTTTGAATATATGTTTTAGATGT
GTTTATCCCTGCTTTTAACATTAACCGCAGCGTCTGTGTTTGAAATCTGACAGTCAGGTA
AATCATGGCATCAGCAGAGGATGACTTTCCCCGGGGAGGGACAGTAAAGAAGAAGTCTGC
TGACAGTAAAATCGCGGTGGGACGAGCTCAAGTGGACAACCTGTTCCAGGTATACCTCAT
TCTGGCTTCTGCTTTACCTGAAATCACTTTAGAAGCAGTAAGTCACACACCACAGATGCA
GCAGTTTTCAGCAAAGATGATGCTGGAGAGTAAGACCAGCACACCCAGGAGCCCCTCCCT
CAGTCAGTGGTGTTCTGGTCCACCTTTGGACTCATACCCGCTGTGTCTGTATCCAGACCA
CAGCCCCAGTGCTAATACTTCTGACACGATGGGAGCATCTCTTAATCTGTCTTCATCTTG
>McF0032C16-MGRbd1
TGATCCTTTTTGGACTTTGTTGCTTTTTATAAAATTGCTTACTGTTATGTTTGTCACTTT
TCCTTTTTCTTTTCATCGTCTGTGTGATTTTGTTCTGCTTTAACATGGCTCAATTCCCCC
CCTTAATTCTAGGTGTTTTCTTTTCTTTATAGGAAGTGTTATCTTTGTTGTATTTTTTAC
CTTTTGACTTTTATATTTTCACTTTTTTAAAACTTAAGTTTGCCTTTGAATGTTTTATTT
TTCTGTACTTTTATATTTTGACTTTTTACATTTGGCTTTTATATTTGACTTTTTTAAATT
TAAACTTGACTACCATTTCATGTATTGTTCTTTGTAAATGCCAATGTGCCAAATATCCAG
TGCAGCATAAGTCTCCTCACGGATGGCCCCTCCTGGGGCACACGCCCGTAGCGAGAATTT
TCCCTGTCCAACTGAACGTTTCTTAAAGATGGTTAATGCAAGCTCCTGAACGTTCTCGCT
CCTACACTTATGACCAAATCATTCACACCTTAGAAATGCACA
>McF0032C20-MGRbd1
GGGCACGCTCCTTGCGGAAGTAAACACTGTCCACTTCACGTGGAGCGAAAATGGCACCGA
TGTTGGAACGTTATGTGAGTCCAGGAAAGGGGAACGGTTTACGGGCCACCGCCAAGATCA
GAAGAGGGGTTCTGGTTACCTCTGCCGAACCCGTGGCGTACTGTGTTTCCAACAAACGGG
CCAGAGAGGTCTGCCATCACTGCTTTACCCGATAAGACATCAAACGCAGAGTAAAGACGA
GCGAGGATCATTTCTTTCTGCACCAGTTGAGCCCCGTGCATGTGTGCGTCAGCTGGAGTG
GCAGTGAAGCATCAACAGCTTCTGTGTCAGGGGAAGTTTCTCTATTTGATGGAAACCTTT
CAGCCACTCTCTCTGGACCAACAAAGCAGCACACGGACCCCAGCAGATCATCTAGATAGA
ATCTTTCATTTTATTACATTGCACTGAAAGTTGTATAAACCAGTTTCTGCAGGGGGTTTA
ATTTGAACTGAAAAGAGGTGCAAGATTGACAGACATGTTTTGTGCTGCATGTCTTTGAAA
TAACAGTGGAATGAAGCTTGA
>McF0032D19-MGRbd1
AGCAGGGACCGGACGGCATTGAAATCAACGTAGAACCCGTCTGTGTTCGAGGAGGGCTGT
ATGAGGTTGACATCAAGGAGAAGGAATGTTTTCCTGTCTACTGGAGGCAACAAGACCATA
TTCCTGTGATGAGAGGCCAGTGGTTTATTGATGGGACGTGGCTCCCGCTGGAGGAGGAGG
AGAGCGACCTGATTGAGGAAGAGCATCTGAACCATTTCCGAGGACAGCAGATGCAAGATA
CCATTGAGACGGATTTAGTGGTCAAAACAGTTGATAGCAAAGATGCCATCCACAGTCTGA
AGTTGAGCCGGACCCACGTGGATTGGCACAGCGTGGACGAAGTCTACCTCTACAGTGATG
CTACCACCTCCAAAATTGCACGCACTGTCACCCAAAAACTGGGCTTCTCTAAAGCATCAA
GCAGCGGCACACGGCTCCATCGGGGTTACGCTGAAGAGGCCTCTCCAGAGGATAGACCCC
CCCACACAACGCACATTGTCCTTGTGCGTGCATGGGATTGGGCAAAAGAT
>McF0032E02-MGRbd1
GAGCTCTTTGTAACGCGACAGGGAAGCCTTCCGCGAGAAAGGGGAACATAAGTTTGGACA
TGAGGGATAACCCGACATAACTTTGTTTGGAAAATAAATTTTAAAAAAGGTGACAGCTTA
AGGAAATCAGACTGTTTGAAAATTTCGAACGTGTCGTTTGATTTGTGACTAAAAGAAAAA
AAATGCGGTTTCCAGAGGTGAACTTTGAGGAAAGGTGCGCTCAGTGAGACACGCCAATGC
TTGCGATAGCACTTTAAATCAACTTTTTGAACTGTCTTCCCCCTGTGACTGAGTTTCGCT
AAGAGTTATCATGGCAGAACATGAAAGCCTGGAGTATGGAAAGGCA
>McF0032E05-MGRbd1
TGCCGTTGTTAGCTCTAGCGTCTCAGTCTAAAGTATCCCCGTAAATGTCGCGTTAGCCAA
TTTTAAGATGATTAAACTGACGACAGACGTCACAAAACTAAAACTTAATTGCACAGTCGA
AATATAACTTCAAATGTCCGATAAGAGGTACCGAAATGCTCTGTGTTTGACTAGCAGTCT



GTCTTGACCTTAAATGAATGCAGCAACAACAACAACAGGGCACGAATAGTCATAGAGTTC
GATTTAAACTCTGCGCTAATATATAGTGACTATTTATTTACGAAATTAACTACCACAAGT
GTCATTTGCGAGTTTTTTTTTACCTTCAGATGTTACAGCAACGTGGTTGTGAGAGTTAAT
GTGAATTAGATCCTCAACGAATGAAAGGGGAACTCACTGTACAGCAATCAGGAGGGAGAG
CAGCTGCTCACCGGTAGAGTT
>McF0032E10-MGRbd1
GGGGAAGGTTAAGGGGACTACTGAAATGAAGGCGGTCCGGAGCCGCCGCCGCCCGTGGAG
GTGAAGCTCTCCGGTCCGCTTCCTCCTCCCGACCGCGCGCTCCTTCATTCTAGGTTCATC
ACGATTCACTGATTGTAATCAGATCCCTGATTGGATGGTCGGCGGCGGCGGCGAGTGCAT
CGGTTCCTGAATGTGTCGTCATGTTCACGAGAAACCCGAGAGAAATAAACGTCCTGCTCT
TCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACATGTCGG
>McF0032E12-MGRbd1
TGCGTTCCCTGACGAAGACTGTGGTTTTTCTTCATCTTTAACATTTCAAACCTTAAGCCG
GACTCCACACAACAGCGGAGACTTCGTTCACGCAGGGCGTTCAGAGGGGAGGCTGCTGTT
CAACCCAACCAGAAAGAGTCCTGTTGGCCCTGAAGACCACAACCAGCTGCTGGGTCCCTC
CCGTGCCCCAGTGTTACTATGACCAACCA
>McF0032E14-MGRbd1
GGGATTCCTTGGATGGGCAAAGGTATAAATTTGCTTTGACGAAGACTGAGCCGTCGAGGA
CCTTGAAGAACTCTCTTCAGTTTGATGTTTTTTCTTCAAAAATGGCGGGGGGACCGGTGG
ACCCCAGGGACATTCTGAAAGGAGTCGAGTCTCTGATGGGAAAGGATGGGGAGCTTCGCA
GTCTGGAAGGGGTCCCCAAAGTGTTCAGCCTGATGAAAGCCTCCACAAAGATGGTCAGTC
GATGCATGTACCTCAACATACTGCTGCAGACAAAGTCACATGACATTCTCAACAGGTTCA
TCAGAGTCGGTGGCTACAGGCTGCTCAACTCCTGGCTCACGTACTCTAAAACCACCAACA
ACACCCCGCTGCTCGAGCTCATCCTCCGTCACCTTGCACAAGCTCCCTCTCAAAGCGCAC
CACCTGAAGCAGAACAACACAGCCAAGCTGGTGAAGCAGCTGAGCAAAAGTGCTGACACT
GACGAGTTGAGAAAGCTGGCCAGCGTTCTCGTCGATGGCTGCATGGCCACCATTCGCTCC
CAGAGCATGTCTGGCTCTGCTGGCTCTCCAGC
>McF0032F07-MGRbd1
GGGAGAAGCGAATTCTGCTGAGATCATGCGCCCGTGATCAGACTCCGTGGATTGTTTGTT
CGGGAGCTGACAGTAACTGAATGATGGCCACCAACAGGAGGCTGGCTGTGGACAGCTCTG
CTGTTACCTGCTTTATAACCTTAAGTTTGGCTTGTTTGCACGTGACTGCCTTTAAATCCC
AACTTTTTACGAGATTGGGTGCCAGAAGTTTCTCCTCTGAACCTCCAATCATCTACAAGA
CATTCTACTTTAACCAGAGGATTAATCATTTTGGATTCCTTGAGGACGGCACTTTCAAGC
AAAGGTACCTCGTGGCAGACAAACACTGGCAGGAGCCTGACGGACCCATTTTGTTCTACA
CTGGAAATGAAGGCGACATCACCTGGTTCTGCAATAACACTGGATTCATGTGGGAAATAG
CCGAAGAGTTGGGCGCCATGCTGGTTTTTGCAGAACACCGCTACTACGGAGAGTCCCTGC
CATTTGGACAAGACTCCTACAGCGACAGCAAACACCTGAACTACTTGACCTCAGAGCAAG
CACTTGCAGATTTTGCTGTTCTCATTCAAAATCTGAAGAGCAAAATGCCGGAAAGCCCCG
TCAT
>McF0032G20-MGRbd1
TGGACAGCCTGCAGACAAACACCCCCTCCTGGGAAAAACTGTACTATTGGTGTGTGTTTT
GAACATGATCTTGTGGCATGGTGCTTATGATTGATGGCATATATACAGAAAATTAGGATC
AAAACTGCATTTCTGTTGACTTTTCTATTCAAATTGTGTTGGAAAAAAAGCAACAACGGC
TCCATTCTAATGCATCCACATTAGATCCCTGTGCGTCTGTGATTTCCTCGACTGAGGTGG
CATCTCCCTCTGAATAAGATCGTTTTGATCCTCGCCATTTTTGTTGCACCAGTAATGTTA
ATTTGGGGATTAGAGGGGACTGTAAGCTAGCGGGAGCGACCGTAAACAGACGCCTGATGG
GAAGTGGGGGCCGTCATACGCCATTAATAACAGTCCCGCCCACAAGTCGGAGGTGAATTT
CTAATGAACTAACTTAATCATTTATTGATGATGACTAAATTGATTGATTTTTAATTTTAT
TACTTCACTTGCTTCAAAAATTG
>McF0032G22-MGRbd1
TAACGGGCACATCCGTACGAGATTCTTGTAACTACTTTGGAAAAACTTTATCAACTAAAT
GGCTGTCCGGATAAATTCTTTAGAAATATAAGGAGAAAAAATGAGACTATTTCCGAGTCT
CCGTCATGTTGACAAGTTCAGGACTGTTTTCGATTTTGGTGGACGGGAGGTGGCTCATTG
GTTCCCGGGACACATGGCCAAAGGGCTCAAGCAAATGAAAGCCAGCCTGAAGAGCGTGGA
CTGCATTGTAGAAATACATGATGCCAGGATCCCTTTATCTGGAAGAAACCCTTTATTTCA
GAACACACTTGACGTCCGCCCACATATTCTTGTTCTCAACAAGATGGATTTGGCCGATCT
GTCCAACAAGCAGAAGATTTTGAAGAAACTTGAAAGAGATGGGGTAAAGAATGTCCTGTT
TACAGACTGTTTAAAGCAGGCTGACAACAGCATTAAAAAGCTGGTACCAACGGTGCTGGA
AATTCTTGAGAACAAACCACGATTTAACCGGGATGAGAATATAGATTACTGCATGATGGT
GATTGGAGTTCCCAATGTTGGAAAATCATCTCTCATCAACGCGCTGAGAAGGACAACTTT
GAAAAAAGGGCGGGCATCTCGAGTGGGCGGGGAGCCCGGTATAACTAAAGCTGTTCTGAC
TAAAATTCAGGTGAGCGAAAGGCCCAA
>McF0032H09-MGRbd1
AAACGTCAACCGAGCTGACGACATGGGTTATGGTTGAAAAGAACTCCAAATGTAAAAAGA



AAAAGACATAAGAAGCTATTTCTGAATTTCGGCCGATTTCTGTAAAGATATACTTTGTCT
TTGAGAAAATCATCTTATGTAAATAGAGTAACCTTTTGCAGTGTTTCGTTCTTAACTTGA
TTCTTGTTTTAATGTCGCTTTAAATTGATCCACTTTAAATGGGAAGAGCAAGGGTTAAAT
CTTCAACAATGCAGTTGCCCCCCCCTCACAGAATCCTCAGAAATTGTCATTGGGAAGCTA
ACAGAGACTGGACCTGCAAACGAATACTTGACCGTGCGTGGCGTCCACCAGCCA
>McF0032H10-MGRbd1
CAGATGTCAAATGGAAACGCCGCGTATGAACTTTACTACCGACAGTTGGACCCGGGAAAC
ACGGGGAAAATATCTGCAGCCGAGGCGGCACAGTTTCTGAAGAAGTCCGGCCTGCCAGAC
AGCACCCTGGGAAAAATTTGGGATTTGGCCGATTCGGATCGGAAAGGCTTTTTGGATAAG
AAGGGTTTCTTCAT
>McF0032H11-MGRbd1
CTTGATTTCTAACGATATTTTCCTCCCTGTTGCAGAAATGGAGGTGACGATGGACCCATT
GTTTTTGGCGTGGAGCTACTTTAGAAGACGAAAACTTCAGCAATGTTCGGAAATATGCAC
AAAAATATTACACGACAACCCCTACGATCAGGCTGCCTGGAGCCTGAAAACGTGTTCCCT
GACTGAGATGGTGTACATTGATGAAATTGAGGTTGATCAGGAGGGGATTGCTGAGATGAT
GCTCGATGAGAACTCAATTGCACAAGTTGCAAGGCCTGGAACATCATTGAGACTCCCTGG
AACGAGTCAGGGTGGAGGTCCAACTCCAGCTGTTAGACCCATGACACAGTCTGGACGCCC
CATCACAGGATTTGTGAGGCCCAGCACACAATCAGGACGCCCAGGAACAATGGAGCAGGC
AATCAAAACCCCACGCACTGCAAGCACTGCTCGTCCTGTCACCAGTTCTTCTGGCAGATT
TGTTCGCTTGGGAACGGCTTCAATGTTAACCAATCCGGATGGACCTTTTATAAACCTGTC
CAGACTAAATCTGGCCAAATATTCGCAAAAGCCGAATTTATCAAAAACACTATTTGAATA
CATATTTCATCATGAAAATGATGTAAAAAATGCTCTGGATTTGGCTGCTCAAGCTACAG
>McF0032H15-MGRbd1
TTGCTGTGTTGTTAGCCTATTAGCTAAAATATCAGCATTTGCACAGAGAAAAGGCGGGTC
TGCGATACATGTACCCCGCATAGCTCAGCTTCTGCAGTGAGTTCATCGTGACTGTCGTTC
CTGCAGTCATGGACGAGGATTTCTACAGCGGCCCAGGCGACTGGGACAGCTCATTTGTGA
ACGTGAAGGATGCCCACATGGAAGGAGAGACCGATGGTGCAATCCAGGAGGCTTGTCTGC
AGAAGTTTTCCAGCAGGGATTACATCATGGAGCCTGCTATCTTCAGGACCCTCAAAATGT
ACTTTCAGGCCGGTGGCTCTCCAGAACATGTGATCCAGCTTCTGTTTTATAACTACTGTG
CTGTGGCTCAGACTGTGAATAAACTCGCTGAGTGGTTAATCCAGATGGGTGTAGAACCCG
CTCAGGTCCAAGAGCGTGTGCAAAATCACCTGAAGCCTCTCCTCATAAAGCAT
>McF0032I03-MGRbd1
ACACATTGATATCAGATATCACCATCGTAACGGACACATAAATAGCAGAGTCTGCGTCAG
ATCTTTTAAACAGCGATATAGGCTCTACGTTGTACTGAAATGACGTGAAAAAGGTAGTTC
TATAATACGACGTTTGACTTGAAATTGATGGATATTTATTTTCCTGAACGATTCCGGTA
>McF0032I13-MGRbd1
TGATGATTGAATCCGCTTTGGCCGAATTGCATTGCAAAATCCACAAGGAAAGGCAGATCA
ACAGCGGCTCCATCTCTGGATTGCAGGGAGACGGCTCATCCAAGCCCTGCTCGGCTGTAC
TACGCTGTCCAGAGGGATCTCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0032I23-MGRbd1
ACAGGACAACCTATACCTGTCCTCCCACCATGTTCAGCACATAATCCCGCCTCCCCGGAT
CCTTCTCATCAAGACTGGGAGAAGTTAAACACAGGAATAACCATCACGGATGAACTCATC
GGACAATTATGT
>McF0032J13-MGRbd1
TCCAATCAAAGTGATCGCTCAACTATCAAAAAGAAACTGAAAGAACTGAAAAAAGCCCAG
GAGAAGATGGAAAAACAGAGAGAGAAGAGAG
>McF0032J23-MGRbd1
TTGGAGTTTAACGCTCTTTTAGGAGATTATTAGCGCTAATTTGATCTCGTTTTTTCTCCG
TTAGCTAGCTGTCCTCGTGCCAAAGTAAACCAAAGCTATCAGGATGAAATCGTTTGTCTA
CATGTGCCTTCTGCCGCTGCTGCTGAAGATGACCAAAGCTGCAGGTCTCATCAGTGGATC
TACAGCTGCTCTCAGACCAGAGCCAATCACTGATCAGATAATAAAAGTGGACTATAGTTG
TAATGGAACACTCGTTGCAGAATGGTTTGGAAATCAAACAACCTGCTACACATGGTTGAA
AGGTCGCTGTCAGATCAACAACGAAACTGGAGCTCTGACCATCAACAACCTGAATCTGAC
TGACTGCTGCACCTACAAAGGGAAGATCATCCCAATAACTGGAAAGCTGATTGTTACCAG
TCTGCCCCTGAATGACTGTGGCAACCAGACAACGAACGGGCACGCCACGGGGAACGGGAA
CGATGCAGAAGGCAAAGGGAGTGTCATCATCATCATCATCATCATCTGCAGC
>McF0032K04-MGRbd1
TTATTATTTTTATCTGGGCCATTACTGTTACATTAAAAATGTTGTTATGCAATAAATGCA
TACTAGGAGGATACTTGTTTTACAGAATGGTTGTATTTCATTTTCCAGGAAAAATTTATA
CTGTTTAGGATATTGTAAATTGGTTCCCAATATGTTTTAAAATGTTACAATTTAATTTTT
ATTAAACAATGCTTTATTTTCATATGAAAACCAAAAATTACAATGCATGTGAACACAACG
CTCCGAGGCTACAAGCTCCTCTGACCAGTGAAGGCCACCTTTTGCCCAGCAACGCCTACT
GATTGGAAGAGCA
>McF0032K08-MGRbd1



GGAGGTGGAGGATCCGGTTCCTCCTGAGGAGGAACTGAAGAAAGGGCAGCTTAGAGCGGA
ACACAAACAGAGACTGGAAACACTTCTTAAAGAGCTCACTCCAAGCAGAGAAGACATCGC
CAATGCCATGCTGTTCTGCCTTGGCCGGGCAGACGCTGCAGACGAAGTGGTGCGACTCAT
AGCCGATTCTTTTTCTTTGCTTCAGACGCCCCTTCAGATAAAGATTGCCAGGTTATATCT
TGTGTCAGACGTGTCGCACAACTCATGCGCCAAAGTCGCCGGTGCATCATATTATCGTAA
ATATCTTGAAACCAAGTCACCCACAGATATTTGGAGACCTTAATGCAGCACACAAAAACA
TCCAGGCCAGGCTGCAGGCTGAACAGTTTAAGCAAAAGGTCATGATTTGTCTTAGGGCGT
GGGAAGACTGGGCCATATATCCAGAGCCTTATCTAATTCACCTCCAAAATATCTTTTTGG
GCTA
>McF0032K10-MGRbd1
CAGAAAATGGCCGACAGGNTTTCTAGGTTTAACGAAGAGCGTGATTTTCAGGGCGGAAAT
CACTTTGACCAGTATGAGGAGGGTCAGTTGGAGCTGGAGCAGGCGTCCCTGGACAAACCA
ATTGAATCGCGAATTGGCCCTATTAGCTAAGCAGCAATTACCCGCCCAGTATTTTAAAGC
CAGGATAACATTGGACATCGGCTGCTCCAGAAACATGGCTGGAAGTTGGCGCAAGGCCTT
GGCAAAACCATGCAGGCGATTTGATCCTGCCCATGCTGTGCTGATGGCAAACTTAGTGGA
CGCACTGACCCTGTACCCATCATTGCTAAATATGACGCCGTGGCAATGGCACGGACGGAG
ATGGAGCTGGCCTATGCAGAAGATGCCACAGAGAAGAGGAGAGTGCTTGAAGTGGAAAAA
GAGGACACGCAGGAACT
>McF0032K11-MGRbd1
GTCTTCTATACATGCAAGATACGCTGTTTGGTTTGGAGGGTCCATGCTGGCGTCCACGTC
GGAGTTCCCTCAGGTGTGTCACTCCAAGAAGGACTACGATGAAGTGGGCCCGAGCATCTG
TCGACACAACCCCGTGTTTGGCATCATGTCCTGACGACGGCGTCAGCTACACCGCACTGA
CCCGTTAGCATGCTAGCCTGTTGCTCAGCTAAAGTCAAAGCCAGTAACCTGTTAGCTCCT
TAGTTTAGCCTGTTACAGTGAAGCATGAGATTCAGAGGAAAGCCAAGCATACAGAGTTTT
ATTTTGTTAAAATAGTTTTG
>McF0032K13-MGRbd1
TTTTTCCAATTCACAACAGTGGGTACAGACGATCCCGACTCCATTGCCTTCTTAAAATGA
GAAGATTGTAATTGTGCTGCTCCTTCGTGAAAATAAATTTAATATTACAAAAAGAGCTCC
GCTTTTGACAACACTGTTGTTGACATCTGCTCCGAAAACAAGTGACGTCGTTCACCCTGG
CAGCCTTGGCCTGTGGTTTTGTCATGAGGTTGTATGCGGGGATGCAGGACAAAGGCTTTC
TGAAGCAACTTCACCTTGTTGGCCTAGTTGCACAGTTTGAGAGTCTGCTCAGCACATACA
GTGAGGAGATTGGGATGCTTGAAGACATGGAGGTTGGAATTTCAGATCTCCACAAAGTTA
TGTTCAAGATCACAGAGGCCAAAACAGAAGACCCGAGTGACCTTCAGCCTTTCCTGTGTG
GCGGACGAGACCATTTCACTGTCGAAGTGCCATTACCACAGCCGATTTTCCAAACTCTGC
CAGAGGAGATCAAGAACGGCAGACCTCTGCGAGTGTTCCCGGTCCTGTTTAATGTGGGCA
TCAACGAACAACAAACTATAGCCGAGAGGTTTGGCGATATCTCTCTACAAGAAAGACTAA
ACCAGAAGAACTTTGAGATATTAGA
>McF0032K18-MGRbd1
ATAAATACAGAAATGCAGTTTGTTGATCAAAGGATACTGAAAGACTTTTTAGATTCATCT
GCTTGAAAGCCTGTCATCAACAGACGTGTTTTTCATTCTGGGGATCGATCGCCGGCAGGA
CAGATGGGCAGCTGTGAAGGGGACGCTCCTCCGTATTGCTGGTTCTTTCCCCGGGAACCT
CCAGCTGGTTCTGGTTCTG
>McF0032K21-MGRbd1
TGATGTAGGATGTGACAGTGTCTGTGAGTTCATCCAGGTCTGAGGCAGCAGCCTCGAAGA
CGCTCCAATCAGTGCAGTCAAAGCAGGCTTGCAGTTGCAACTTTGACTCATCTGACCATC
TCTTCCCAGTCTTCACTATGGGCTTAGCTGATTTCAGCTTTTGCCTATAGGTTGGGCTGT
AGAAAAATAACACCGATCCTCAAACACACCACCTCCCTGCTATCTTCAAAGACACATGCA
GAATGCAGATCAGAGATGCAGGGACTGAGCACAAAGCAGGACTACACCAAGCACCGCCTA
ATAGGATTGGCTACCATCACTCGATATGCTACAATGATTAGCCTGCCTGGAAGCGTTCAA
GGAATTAGGCCGAAAGCACCAGGTTGCATGCANTGAGCACCACATGATCAGAAAAGAGTA
CCACGAGTGCTCTTTCCCCTGTAATTCCGAAACCAATGGAGTTGGACGTAAAAAGTGATG
ATTGTTGCTGGACTAGTTTAACCTGTGTAGCTTTTTTCCTCACAATCCCCCAGCCTGTCA
GTCCTTTAGTTTACGGAAGCCTTTTTGAGCCTATTGGACGTTGACGTCACTACACTAGAT
CTCTGACTGTCTGCTAGGATGAAAGGCAGGTCCAGCCTCTGTTCAGCCGCTCCACCTGTA
ATGACTGATCAGTCCATTCTGTATTCAAAGTTTGAAAGATAAAAAAAACTCTTTAGAGT
>McF0032L08-MGRbd1
NTGGAAGTCNGCAAAACAATGACGTCAATGTGTCAATGATGGAGAAGTCCTTTTCACGTG
GAAGGCAGGATGTTGTCGTAGAGGCACCCATCTTTCCTGATTTCAAAACAAGGTGGCCAG
CACTCCTCAGCGTGGGTCAGTTGAATGCAGAGTTCCAGAGAATCACAACAGTCCAGCTGC
ACTCAAAGTTCTTCATGGAATTGGATGATCTGTCTCCTCGTCTCTTGAAGGTGTATGCCA
AGAAAGGTGGTTTACAGGGACAGAAGCTGGTACCCATGACCCAGAGTGATGAAAACACAG
AAGAGGCTCTGGCAGATACAGTCTTGGGGATCTTTGCCATCCGACACACTGGTGCAGACC
CAAGTGATGACCTTGAGAATGTTGGGATTATTTTGGAAGGAGTGAAAGTCATAAATGACT
TAAAATATGTAAGTCTTGCAGTATTACTGCTGTTTCTTATTGTGTATGCCCTAAACCTGA



GCTACCCATCAGATTTGAAATATACTTTTGAGGTTCTGCAGAAGATTATAATGGGTTTGG
ATGGCGACAAGTTATCCAACAAAGTACAAGTACTCAAAACAGCACCATCCTGTTAAATGG
CAGAAGGAT
>McF0032L15-MGRbd1
GGGCAGGTTCTCCCGGATCTCCAAAGTTGGATCCAGTAAACCCCCAAACATGTCCGTGGA
ACCGCAGCCCGTGGACCGGCCGGACTTCGCGAACCGACCGGAGCGCCTGACACTGGAGGC
CCGGAACCGACCAAGGCCGACGCGGCACGGCCGGGATCCCGCACCGGGTTGATGCCAACC
TGACCCAACAGCAGCCTGCCGGCGCTGCAGAGGAGCCTCCGGATGACTGCGAGCGGATGG
GGACGCTCTTCGGGATGATCAATAAGTGCCTGCGCGGGATCGGCTTCAGCCACATGTACT
TCGGGAATCACACCGTGGAGCCTGTGGTGATCCTCTTCTTCTGGCTGCTGCTCTGGTTCC
TGGGCATCCAGGCGTTGGGCCTGGTGGGAACCCTGTGCATCATAATCATCTACATCCAGG
ATTGATCCTGCCGGAAGAGCGCTGCCTGCTCCTTC
>McF0032L24-MGRbd1
GGGGTTTTAAGTCTGAGCTGTGAGAGCCTAGTAGTTCCCACATGTGACAACGTCAGAAAC
TAGGACCCACCGAAACTTAGACCTACCTTCAGCGCAAACTTGTCGCCGGTCTGCTTGTGG
AAGATTTCCAGCACTTTTCCATTGATGCCCAGCCCCAACACCTGGATCTCTGCAGCCCGA
AGCCGTCAGTGTCCCTGCAGATGTCCACCTGAATCCTTTCTTTCTCCATTAAAGACAAGA
TCTCTACGTTTCTGTGACGCTTCCGTCTGTGGAGGAGCACTTTTGGCATTTTCCACGTTG
TAATGCTAACATAACAGACTATTTTCATTCCTCTTTATTGTTTTATGTTGGATCGGGACG
TTTCATCTGGAGGAGAGGTGTATGTAACACTGTTTACTTCTGCATTGGTGTTCGGATGAC
AGGTTCATGACATAAGGTGACAGATGAACTTCAGGATATGTGAATGAAAAGGAGAATAAA
GGCTGCAGCGGTTCTCTGANAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0032M06-MGRbd1
GGTTCTCCAAATGGATGTATAGACTGCCGACACCTTTTTTGTGACAAAGGGGCTGTTTTT
CGTAGCTGCTTTAAACGTATCAAACAGCCCGAGTCGCCCCGCCCCCT
>McF0032M15-MGRbd1
CTGATGCTTGAACAAGCGCTCTCTGCGGGCTTTTCCCGTGGGACTTCCGCGGTGCTTGCT
CGCCGAACAAGTTGTCTGAGAGTAACCGCGACTGCCGCTGTGCCTTCTTATGCTGTGAGT
GGACGTTTTGGTCACCTCTGAAGTGAAGTGGGCTGATGCTGAATCAGGTCTCCGGCATTT
TGAGCCATGCCTGGCCGCAGCACAGGGGCCCCACAGCCGTCCTACCATGACACAAACCAC
ACCTCAAGTTCCAGGCTGGACAAGTACAGACAAACTCGAACTATATCCAGGGAGAGCACG
GCAAGCCAAGACTCCTACAAGGATCCCCATGGAGAGCATCTACATGAGCGCCACATGCAC
CACCCCCGCTACCCTAGAGACCAGCCGGAGCAAAAGCCAATCTCGAAATGGTGTGTGTCG
GA
>McF0032M18-MGRbd1
GTACGGGCCAAACCGAATGCTAACTTTCTGATGGCGATTAACACTGATGTGGAAGACTGG
GGTGGTACCGGCAGCAATGATGCTGGAGAAAGGGCATGGGTGGTGCAGAGCNCCAGTGTG
GACTCTGTCCAGCACCCGGAGATGGCTGAGAGGAGCAGGGGCGTTTCAACCCTGGGAGCC
GTGTTCATTGTTGTGAATGCAGCTCTGGGCGCAGGTCTACTCAATTTTCCAGCTGCTTTC
AACATGGCGGGAGGAGTCACTGCCGGAGTGGTGCTTCAGATGTTTATGCTGATCTTCATC
ATCAGTGGCCTTGTCATCCTGGGCTACTGCTCCCTCGTCAGTAATGAAGCCACCCTACCA
AGAGGTTGTCCCCACCACGTGTGGAAAACCCACCGGAGTCTCACGTGACGGAGCCATCGC
TATCTACACTTTTGGTACCTGCATCGCTTTCTTTATTGTCACCGCGCACCAGCTGGATCG
CTTGATTGCTGCTGTAGAAGATAAAATAGATGGAAAAGTCAGTAACCACTGGTACACTGA
CCGCAA
>McF0032M19-MGRbd1
CCTTAAGGTGTCTGCGACGAGAAGACCGAAGAGGCAGAAAATAACGGAGTGCTCATCTTT
TTTTGGACTTGTAAACAAATTCACATCTACAGGTGAGCTATGTTTAATTTTTTTAAGTAT
CGCCGCGAGGAC
>McF0032N10-MGRbd1
GGGTGGAGCCACATCCCGAGCCTGTTGTGCCTAAACCAAAGCCTGAACCTAAAGTGGAGC
CACAGTCTGAGCCTGTGGTGCCTAAACCAAAGCCTGAACCTAAAGTGGAGCCACAGCCCG
AGCCTGTTGTGCCTAAACCAAAGCCTGAACCTAAAGTGGAGCCACAGCCCGAGCCTGTTG
TGCCTAAACCAAAGCCTGAACCTAAAGTGGAGCCACATCCCGAGCCTGCGGTGCCTAAAC
CAAAGCCTGAACTTAAAATGGAGCCACAGCCCCAGCCCGTGGTGCCTAAACCAAAGCCTG
AACCTAAAGTGGAGCCACAGTCTGAGCCTGTGGTGCCTAAACCAAAGCCTGAACCTAAAG
TGGAGCCAGAGCCCGAGCCTGTTGTGCCTAAACCAAAGCCTGAACCTAAAGTGGAGCCAC
AGCCCGAGCCTGTTGTGCCTAAACCAAAGCCTGAACTAAAACCTGAAACAGAAGCGAAAA
AAGAGCCAACACCTGAATCAGCACCAAAAACAAGCTCCTCCTTTGATGTGCTCACAGCTC
TTTCCGACACCCTGATTTCCTTTAAACTCAGATTCATCCACGGCTGAAAAGG
>McF0032N19-MGRbd1
ACAATACCGAATGCCATCAGCAGAGGATGGCAGTATCACGTGGTCCAGTAGTGGAGATGA
TATAGAACGAGAGTTCAGGGGACCCGCATCTTATGACTCCATGGAATTTGAATGTCCCGA
GGAAAGGGAAGAAGAAGAGGAGAAACCACAAAACAGTGGGGTGTCACAGGATGATCAAAG



AGGAGGAGTGGATGGAGAAAACTCAAATACTGAAAGTCATCATGTTCTTACTGATGATGA
AGCAATTTTCCAGGAAAACATATTTATTACAACCGCGAGACGTGATCACCAGCAAGAAAT
CAGTAACCAGTATATAGAAGGTGACCAGTCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
CCTT
>McF0032N20-MGRbd1
AGAATAAAAAGCATGGTGACTGCTATCCAGAGTCCGGTGAATAATTCAGAGTGAATTTAA
AGGAGAAACACTACAAATGGCGACGAGGATGGGATCCTGCTTGTGGTGAAGACGGAAATA
AAGTTTCAAGATAGAAGTAACGATCCCAAGAAGACGGATAAGTGAGTGAAATGGCGCTAA
ACTTACCCGCGGTCGCTCCCTCTGATGTGCTCACCGATTCAGCTAACGTCGGCGTTCGCT
GGCAGAAATGGCTAAGTACGTTTTAAACTCTATTTAGCTGCGTCAGGAGTCCCTGACCAC
CCGCGGAAAAGAGCTTTAC
>McF0032O07-MGRbd1
GGGGAGTTTATGCTTTGTCTTTGTTCTCGGTACAAGACTTTATAGATCATGTCAAACTAG
TGAAGAGTTTTCTATAAACACACAAAAACTAAACAGAAAAGTTGAGGTGTATAGCTGAAG
GAGTGCGACCAAACACACACCCACACATATATATATTATAATCCGCCCGTAGCTGTCATT
CATTTATGGTATATGTAATCCTGAAGCGGTGACTAAAAGAGCACATTTTTCATCTCTAAG
GTGCTGTTGATGCTGGGCGGGACTCATAAGGTGACACTCCTTTTGCTTTGACATAACTCC
CGAGAGCAAAGTGAAAATACCTGCGGAGACGAACGAAGACACATCATCATCACCTAAGCT
GTTGGAGCCCGTCAGCTTTGAGCTGACACAGCGACTAAATAACAATGAGCTTCAAACGAC
ATCTTGTTAACCATCTTCTGACATTTTCACTCCAGGATGGGGATGTACAGAGTGTGGAGG
AGGCGCAGACTCGTCTCTCTTTTTTGGCTGAGAGTAACAAACTTTGGAGTCAAAAAATGT
TTTTAGATATTGATGGAGAGGG
>McF0032O10-MGRbd1
TTCCACTCGCACACCACAGGCTTGCACGCACACACCACAGGCTTCCACGCACACATCACA
GGCTTCCACGCACACACCACACGCTTCCACGCGCGCGACCAGACGCTTCCACGCACACAC
CACACGCTTCCATGACAGCTTCTTCCCAACAGCAATCAGAATACTGGCAAAGGACACCAG
AGAGGGAAGACTGGACTAAATTACTAAGTGCAATAAACAATAATATGTGCAATAATTCTT
CTGTACAGACTGGGTCGCTGCAATACTCATGTTCATATTTTATTCATGTGTATATTTTTT
ATACAGCTTGTACATTTGTTGTCTAGTTTTGACTTTTAACTTTATTCTATTTATTTTTAT
TTCTTTTTTCAACCCTTCTATCCTTTTTACCTTACCCTGACACGCGAGACGCCAAAGAAA
AATTCCGATGTACCGCATGTGCAAACGGCAATAAAACCTTGACTCTCGAATCTGAGTAAA
AGCTCTCAACACAGAGTGTTGCGCAGCCTGATGGCTCGTGGCACAAAGGACTTTCTAAGT
CTGTCTGTGGGTGCAG
>McF0032O19-MGRbd1
AAACACAACTAACATTCCTCCTAAATAGATCAAAAACAGAATTAAAGATAAAAAAGATCC
CCCGTACCCTACCAAAATACCACAGCTCATGCCCGCCACTGGGGGAGACCTAAGGCGGCA
AAGTGCTGATGAATCCCCTAATGATTTTTATCAAAATCCATTAAGTTAAGGTAGATACAC
ATCTTGTCATATGATCAAATGGTTTCGCCAAAAATCAATAATCAGACAACAAAATGTGCG
AACTCGATATTTTACACGACTCTCTTTACCAATTCTGCCCCGAATTACACTTAAAACGAC
TCAACAGCTTAACGTTGGCTTGCCACGCCTTACTTGACTGTAAAACTCTCACTCTTACCG
AACTTGGCCGTAACCTGCCAACCAAAGCGAGAACAAAACATAACATCAAACGAATCGACC
GATTGTTAGGTAATCGTCACCTCCACAAAGAGCGACTCGCTGTATACCGTTGGCATGCTA
GCTTTATCTGTTCGGGCAATACGATGCCCATTGTACTTGTCCCCTGGTCTGATATCCGTG
AGCAA
>McF0032O21-MGRbd1
CATCCTTTGGTTTCGGGGCCGGAATGCTGACATGGACGAACCCTTTGAGCAAATGAGACC
CCTTCTGAGAGCCGTTTTAGATGAAGAGGCACTGGTTGACCATGGAAAGTCCAGCTTCAC
CACTCAAACAAACTATGAGGGAGAAGAGTTGGAAAGTCACAGAGCCGTGTACGTAGGCGT
CCATGTTCCTTTCGGAAGGGGAACAAAGCGCCGGCACCGCCATCGAGGACACAAACACCA
CAGAAAGAAGAAAGAAAGAGACTCAGAGGACGGGAAGGACGATGGCAGAGAATCCCCAAG
TTATGACACCCCATCCCAGAGGGCGACAAATGGCAACATAGTAAGTCCTGAAGCTCCATG
CTGTTCACCCAACCAGGCTGGAGTCTGCTGGATCAGGGGATAGTGTGCATGTACGGNGTA
GGATCATGTCAAAACTGTACACATACACACAAAGGTGTGCACAAAAATTTGAATATTAAA
GCCATTTTTAAAACGTGTTAACTGATTGCCCTCTTTTGTGATTAAACCAAAGAAAAGTTG
TATCAAAGTTGTATCCATTTTCTTTTCGTCAGGAGTGTTCACCTCCTTATATAGCATAG
>McF0032O24-MGRbd1
TACATTGACCACCAGTTTGAACAGTACTTCAGGGATGAGAGCGGGTTGAACCGAAAGAAC
ATTCAGGACAACAGAGTCCACTGCCTTCTCTATTTCGTCTCTGCGGTTGGCCATGGCCTT
CGTCCTGTGGATGTGGGGTGCATGAGAGCCCTGCATGAGAAAGTCAACATAATTCCTCTT
TTGGCCAAAGCGGACAGCCTGACACACTCAGAGCTCCACAGAAAAAAAATGAAGATCAGA
GAGGAGATTAAAGAGTTTGGGATAAACATCTACCAATTTCCAGAGTGCGACTCAGACGAG
GACGAAGACCTGAAGACACAAGAGCGGATTCTCCAGGATAGCATACCGTTCGCTGTGATT
GGGAGCAACATTCAAGTGGAGAGTAAAGGCCGCAAGTTCAGGGGTCGTTCCTATCCATGG
GGAGTTGTAGAAGTAGAGAATCCGGCTCATTCGGATTTCCTGCTGCTGAGGAACATGTTG



GTGAGGACTCACATGCAAGACCTGAAAGACGTAACCAGAGAGATGCACTATGAAAACTAC
AGGGCCCAGTGCATCCAGAACATGACGCTCATGATGGTGCAGGAAAAGAAACGCCGGTCG
CATGAGAGGTTTCAAGCAGGAAGAGAGGCGGAGTTCCCCTTACCGCTGGCAGCCATTGAC
ACCGAGAAGGAGAGGCAGATCATTGAGAAAGATGAGGAGC
>McF0032P07-MGRbd1
GGCACCGTACTGATATCCTCACAAAGTGCTGGCCAAAACATCCCACTGACTCGTTTCTTC
ATGATCCACTCGTGCTGGAAGGAGAGCACAGGTGGATCCTGTTGGGTTCTCGCAAAAGTC
TTCAACCGATCAACCAACCCAACATCCCCAACGCTTTTTGATAAAACCATAGATTCTCGC
AAGATTTGGATTTTAAAATTCTAATTTGGACTTAATTTATTTGTTTGAACACCCTTCCCA
GCTGAATGATCTCCTTCTGTCCGTATCCGGCTTCATTTGTTGCTGACAAACATTGTGGTT
TTTTTTTAGCTAAAATGAAAATGTTTTCTGGAGAAAAGCTGACAGACTTTTTATCTACGC
GGTGGAAATCCGAGAACATCCAAACATCTATGCACACGGGTGACCGCACAAGCACAGCCA
CCCACGTGGATCTTCAGTAGTCTGAGTCAAAATGATACGTCCCAAAGAAAAGCCTCTGTG
GTCGGATTACTCTCACTGCCTGTGCCAGGCGGGCGGAGCTTCTGTGATAGAAAACACTTG
AA
>McF0032P09-MGRbd1
GGGGTGTCTTTGAACCAGCAACAAAGAAGAAGAAAGTTTATTTATTTTTTTGTCCCATAG
ATTTGTTGATTTTACTAACGAACTATAAATTTCTATTGTTTAAATTGCTCAAAAAGAAAT
CGAGCAATAGCGAGAAAAAAAGGAAGCACCATTGCTCGGAAGAACGGCACGAGGGCATCA
AACGTTGAAGCTCCGAGTCTCACCGAGAGGTTAGCATGATGTGAAGATGACGCATGGCTA
GGTTGTTTCAAAACCCCAGTACCTCCTGTTTCTTAATTGTAGGCGAATTCCCGCTAATAG
ATCCTACGTTTATATTTTATCTGGTGTTTAAGGTGTAATAGATATTTTAAAAACTAAACG
TAAAGGTATCAATATAATTTAAACGTGTTTTTAGCGCTGTTCGCTAGCTAAGCTAGCTTG
GGGGTTCAATTGTACTTGCGCGTTTTTCTCTTTTTATTATGCCGGGTATACAGAGGACAA
ATGCAAAACATCAGCAAACAGATTATTTTTTATACCATGTTATTGACTTAGCATGGAGAA
AAATAGTGAATATTTAGACATTTTGGTTTGTTGTTCCTGAAAAAATGGGTCAAACTCTCG
AATCTCATCTGTACGGATCCCTAGTTAGGACATTTCTGCGGTGTTACTTATC
>McF0032P10-MGRbd1
CATTATTGGCCATCATGGTTGCCCTCGAAGATACAGGTGCTGTCGCATGCGGTTCTAACA
CCGGACCTGCAAGAAGCTGAACCTTGAGGTCCGACAGGCTCGATGCGGAGGGTCTTCTGG
ATGAATCTTTTTACAGTTTGACTTTAGCGCTCCTACAATTATGGGATTGACCATGATTTT
ATTTGAAGTGAACTTTAGCACGTTAGATAACCATAAAGCGGATACGTTGTAGCGAGAGTG
GAACTTTTGTTAACTCTCTGAAATGCAGTGCTGCTATTAAACACATGGGGGT
>McF0032P14-MGRbd1
CCGCCGCCGCGATGAGGTTTCCTATTCCCCATTTTCGTCCACAGAAGACAGCGCTCTGGT
GAGAAGCTAAATTCCAGCGAACCGTCTGACAGCGACCGAGCTAAGCTAACGCG
>McF0033A01-MGRbd1
GGAAGAAAGGACCTGAAGATCTCAGTCTACGACTACGATCTGCTGACTCGCGATGAGAAA
GTTGGTGACACCGTGATAGACCTGGAGAACCGCTTCCTGTCCCGATACAACTCCTATTGT
GGTCTTCCACAAACCTACTGCATTTCTGGTGTCAATCAGTGGAGGGATCAACTGAAACCA
TCTCAGATCCTTGAGAACTTGGCCCGACTGAAGGGATTGTCTAAACCCAGAACTGAAGAC
AACGGCACGTCGCTCACTTTTAATGGAAAAGATTACACCTTGGCTCAGTTTGAGACCAAC
AAAGAAATTCATCAGCACTTGGGTCCAGCCTACGAACGGCTCTGTCTGCACGTGCTCAGA
ACACAGACACTTGTCCCCGAACATGTGGAGACCAGGACTCTTTACAGCAGCTTTCAACCC
AACCTCTCCCAGGGGAAGCTTCAGATGTGGGTGGATGTTTTCCCCAAAAACATTGGACTT
CCCGGACCTCCCTTTGACATCACACCACGCAAGCCAAAGAAGTTTTTCCTGCGTGTTATC
GTCTGGAACACCACAGATGTGACTCTGGATGAGACTAGCATCACTGGAGAACGCATGAGT
GACATATATGTCAAAGGCTGGATGCCTGGCATGGAGGAGGACAAGCAGAAGACCGATGTC
CACTACAGGTCTCTGGACGGAGATGGGAACTTTAACTG
>McF0033A03-MGRbd1
GGGGGTCCTGGCTTTACTCCGGAGCCGTCTCTATGTTCCTGTTTGCCGTTCTCGCTCTGC
TCTTACCAGTGTTGTTTATTTACCGGTTCTATGTTGTCGTGAAAACGGGACTGCGGCACC
AGCCTGGACGAAAAGGCTCCGTCTCTGTTTTGGTTGTCGCAGGATCAGGCGGTCACACCA
CAGAGATTTTGCGGCTGGTGGAAAGTTTGCCCGCAGCGTACGCACCGCGACACTACGTCA
TTGCTGACACAGATAAGATGATACACAATCTGTCGGATACCACGCAGCAGAGAGGTGCAT
CAGTCCTGGAGCTCTTCTGTTGTCAGCACCTTGAACGCGTTGCGGTTTTCCCTCCCCTTG
GTGTTCAGACTGAGACCTGACATGGTGTTGTGTAACGGCCCGGGAACTTGCGTTCCGCTG
TGTGCGGCAGCTCTCCTCCTCGGCATCATGGGAATGAAGAAAGTGCTGATTGTGTACGTT
GAAAGCATTTGCAGAGTGCACTCGCTATCGCTGACAGGAAAGATCCTGTATCTGCTGTCA
GACTACTTCTTTG
>McF0033A06-MGRbd1
GGGTCCTGTGAGTAGATCCGTGTTGACATCCGCCTCGCTGACATCTGTCAAACCGGACTA
TCTTCAGTTTTTTGTATGGTTTAGTTTCTCTGTCCTGTAGCCAGAAGCGGGAGGTTTTTA
TTCTTACGACGACGGGCTCCGGGAGCTCAGCAGCCAGACACCAGGAGAGAGGATGACCGG



TCTGTTGTTGCTCGGAGGTCTGCTACTGTTCTGGGGCAGAGTTTACTGCAACAGAGGGGC
ATACCCTTCCTTCACAGACGAAGTCCCTTTCAAAATCACTTGGCCGGGCACTGAAGTCTC
ACTGCCGACTTCAGGCGCGCTATACAGCGATGATGACTTTGTCATTATGACAACAGCAGA
GAAAGAGAAGTATAAATGCCTTCTACCATCTCTGGCCTTTGGAGAGGAGGATGACGGGAA
AAACTACTCTGGACCCAGTCCATATGAACTGCTGGAGCCACTGTTCAAACGAAGCAGCTG
CCCTTACAGGATTGAGTCCTACTGGAGGTATGAAGTGTGCCACGG
>McF0033A07-MGRbd1
GAAGTATTTCAGTTCGATTTGGACTGAACCAAGTCTCAAAGGCGGCTTTTTTTTTTTTTT
TTTTTAACCTTTAATCTGTGAAATCGGATGGACAATTTCATTGATTTCTGCTGTTTTGGA
TTCAGGTGTTGGAGCCAAATTGTACTTCCTTCCAAAGAGACTTCTGACAGGTTCTGGTTT
GGACATGGTTTTCATTAGACTCTTTGCCTTAAGGCAACTCTACAGTTTGAAAGAAAAAGG
GCTTTTTACTGAAGATTACACCACAATCAGGGGACTGTTACTTTTCTATTAGCAACACGT
TGGATAAAGAGAATAAAACTCATTTTTCCCANNAAAAAAAAAAAAAAAAAAAAAAAAAAA
CAT
>McF0033A16-MGRbd1
GGGGAAATCACTCTGTCCATCAGGAATAACTCAGTTTTAACGTGTGGTCTAAAGACTTCA
CACCGGAGTGACGTCACAGACCCCTCCAGAAGACAAACTCACCAGCATGATCACCCCCCA
CGTGCTCATAACGATCCCGCACGCGGCCAGTTTGGGTCCGCAGTAGAGCACGCGCATTGT
CGAGCGGATTTGAGTTCCGTTAAAACACCGAGAAGATCTGAGCTTCGATTTCAGATGCAG
AGGAAACACAGAAGACTGAGAGATGACGTCCAGTGACTTATAGAGGCTGGAGGGAGATGA
AGATGGATCTACATGGTTGAACTGAAGACAACCCTCCTCTAGCAACAACTAAGACATCTG
TGGAAAACCACAGAACTGCATCCAAACGTTTGAATCTCTGCTCTTGGAACGAGTCATTTA
GGCCACATTTTCTCTAAAAGGAACCATGTTTATCTAAATATCAAATAATTGGAATAAACA
TTTTAAAAGGGAAGATCAAAAAAAAAAAACAAAAAAAAAAAAAAAAAACTT
>McF0033A23-MGRbd1
AGCACGAGGACATTTCTCCAGATGATCTGAAGGACGAGCTTCCCGAGCGCCAGCCCAGAT
ATCCTTTTGATAAATGATGAAGCTGTGGAGAAGCGTCTTCGTCCTTTTGGAGCGTCGTCT
TTTGATGCCTAAACGGTCCGCACGCCGTCATCCACAGAGTCGAAGCACAGAATGGGATTT
TTAAAGAAGAGTTTTGATAAATATGAACATATTTATGCTGAAAAAAAATTATTTTCCAAC
TGGCTTTGCCTCCTGACTCTGCCGATGTGAAACATCTGAGGTTTCTCAAAAGGGAGCAGC
CCTCACCCTCACACTCCCACCTCCATGCCCTAAACAGAAGTTGTTTGTGCTCCTGTGCAG
TAAACCTGCTCAAAGTCTGTTGGGTACGGTGGCCCTGAAGGACAAATCACTCAGCACCAA
ANAAAAAAAAAAAAAACAAAAAAAAAAACA
>McF0033B13-MGRbd1
ATGACGCAAGCTCCTGACTTGACGTACCATCACAGTTTTGTAACCCCCTGCTCACCGACG
ACCTCACCTGTCATAGCAGCTTTGGTAAGCTGATGTGACAGGTGAGGTCGTGGTTGGTGG
GGGGGGACACT
>McF0033B17-MGRbd1
AGCCGCGTTAAACCCGGGCCTTATGGCCGGGGGTGGTACCTACCGGCTTCCGTACACACT
CCGGTCATTGCTAGTAGCAAACTAACGGCTCGCTTCGCAAACAGTTTCTTTCTCGGCTCG
CCATGGCATCCTCAGCAATGATCACCGTCCCGACCACCGCCTCCCGGTTCGCCCTGCTTC
AAATAGACTCGGATTCAGATTCCGAGGTCTCTGAGTCGGGGAAGTCGAACACTAAAAACC
TGCGGGAGTCCTCTGGAAAGCCCCGGCAAGGTAAAGCAGGAGGCGCAGGTAAAACTGCTC
AGGGCAGCGACAAGAAGAAAGACAAGAAAAAGAAGAGAAAGGAACAGCAGCAGAGTGAGG
CCAATGAGCTGCGTAATCTGGCCTTCAAAAAGATTCCTCAGAAGTCTTGTGCCCCGCCGC
CCAATATGAGCCTGTCAGGAATAGCCAATGAACTTCTTAACCCTGCAATAGGGGACCACA
GCACACATTCAGAGGGATGGCAGCAGTGGAAACAGAGAGATGAACAGATGACGACAGAAC
TGTATGAGGCAGATTTGGAGAAGGCTTTGATCTTGAGTAAACTGGAGTATGAACAACAAA
AACCGAACAACACAAACACAACCTCACCAAAATCTCGAGGGGGAAAAGAGAGCGGAGGGC
AAAN
>McF0033B21-MGRbd1
AACCCGGGCATTATGGCCGGGGATCAGTGAAAATGGCTCTGGCTAACGACTGGAAAACGG
CACGCAGAAATGGAAGCGGACCGTAGCTAGCTAGGCAGCTCGTACTAGAAGGCGTGACAG
GGCCTCATCCATCTGCAACTGTGCGCTGCAACTGGAGGCGTAGGATTGCCGATTTGCGTT
AAAATGAGCGGCAGTCAAATATGCGACAGAATACTCCCCTTTATTGCAAAGGGATCTCAC
TCCCCTAAGGGTTAATTGCTACAGTTAGAGGACTCGTTAGGATTTTTAAGAGGAGCGTCG
TGGCTGAACAAGGATGAGGAACCTTGATTAGGCGAAGGAAAAGCTCAACGCATCAATTCT
GAGAGGAAGCAAGAAGTCACTTTTTGACCTATTTTTCCGTAGAAACTTTTTAAAAGTATT
TTGAAATTTTGGTAAAATACCTCTTCCTGCCAGAAAGACAGCTCACCCTGCTTTTGGTCA
TCAGTGTGTCACCTGAGCAGTAGATAGTCTACAGGGAATGGCAGCCTGAGAGGTAAACAG
TCTCAAGAGATGACCTTAAAGCTCTTGTTTTAGTAGGAAAGTAGCCACAGAGCTTCACCC
CAAGGGTAAAGTCTGACTTTCACCAGTCACAGGCGGGATCACTATTGCCG
>McF0033B24-MGRbd1
GGGGCAGAACGTGGCTGTTCATTGTGGGGCGGCTTCGGCGCTTTTAGTCTGCTTTCGCCG



GGCTTTTGTCGCTTTTATTCACCGCCTGCAACCAAAATAAGTTTCGAAGTCATTTTGCTG
TCAAAGCGGCCGGTTTGGAACGTTTACCCCCAGTTTGGAGGGCGGTTTTTTGTTTTTTTA
AATCTCTTTTTGGAGGCAGCGGAGTGACTCTTTAATGTCCTGAAAATTTCGGATCATAAA
ATTGAGCGGACCGTCGTCTGAGTGGATTTAACAACAATGGAGTTTGATTGCTATCAGCCA
TATTTTTTTCGACGATTTTGACACAGAGGAGGACTTTTACAAGTCGACTGCTCCGAGTGA
GGACATATGGAAAAAGTTCGAGCTGCTTCCCACGCCTCCCATGTCTCCCACTCGGACTCT
GCATCTCTCCCCCGGAGACAAACTGAACTGGCTGTCCAAAGTTCTGGGTCAGGACGAGGA
CTGCGAGGGTCACTGCCTTCCCGAGACCGGAGAGCTGTTCGGGAACCTGGACGCGCACAT
CATCCGAGACTGCATGTGGAGTAGT
>McF0033C16-MGRbd1
GGCAGATATATTTGCGCTCCATGCGTCATGAGGGAATCGCACTGAAAAAGATGCCCAACG
GCCGAGATTTCCCCCTATCTGAAGAAAAAGAGCCGCTGGGTTTGGACCTTTCCATTCCTC
AGCTTTCTCTGTTTGTGGTTTATGCAAAAGACTCTGTAAATGTGTTGAAACTAAGCAGCT
CCAATTCAAAACCAGAACTCTCACAAGCTGGACAAATTCTGAAACTAATGCTGAATGAGT
CAGTCACAGCTCTAGCAGTCGACTGGGTGACATCCAATCTGTTCTGGAGCAGCAGTGAGA
GGCCCGACGTCCATGTCACGTCAAGTGACGGCCACACAACCTCTCTGCTTCAGAAGTCTC
TGATGGGCATCACTTCAATCGCTCTTCATCCCCTCTCAGGTAGATTGTGCTACATTGCAA
CAGTGATAAAGGAGTTGAAAGGTCAGACTGAGGTAGACTGTGCATGGATGGACGGACATA
ACAAAGCAGTGCTGTGGAAGAAGTCCAGCGTCCCCATTTCCCTGGTCTTCTCCAGTGA
>McF0033C18-MGRbd1
GTTAAACCGGNCATTATGGCCGGGGGATTGGGCTCAGTTCTCCGGGATGCGGCTGCAGCG
GACGTTCAGGATTCCTTGCAGGGAATATGGCACCTGTCCAGGAAAATGAAAGTGGACCTG
AAGCATGCGAAGAACAGAACAGATGTTGCTATTGAAGGACTACGTTCAATCAGAAACCTG
AAAGATGGCTGACCATGAAGGCTTTGGAGGGCAGCTCTTCATAATGGGGCAACTTTTAAA
CAACTTCAGGAAGATCTTCAACCTCAGACCTGTTCCTCATTGGTTGGGTTAGAAGAACCT
CTTCAGGAATGATTCCGGGTTACGTTTTGGGGCCGACAGTCCTCATCAACCAACAATGAC
TCCTTCTGGAGGGGACGTTTGTGAGGCTGCTCCTTTCTGCAACTTTGTCTGCTGACATTT
TGCTCTGAAGCCGATTTGAAGTGACTTCTTCTTTGACCCATCCTCAAGTTTTCACTGAGA
CAAAGAGGATGTGGAGAAAGGTGCTGCTGGAACCACCACAAAGATTTTTGTTACTCTACT
AAAAAGAGGAAACAGT
>McF0033C24-MGRbd1
GCGCCGTTTAACCCGGGCCTTATGGCCGGGGTGGAGAGTGTCCATTTTGAGCAGCGAGTC
GGCGTCCCGCTTTCTTCATTCGAATCTCTCGACAGGACCACCGTCAGGATGGCAGACGCT
GAGAACCAGTTCATGGAGACCTCTGAGCAGAACGGCAACGAAGGGGAGGAGGACCAGAAC
GGAGCCGAGCAGGAGGCGATGGGAGGAGACGAAAGCCAGGACAGCGGCACAAACGGCGGC
AAGATTGATGCAAGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0033D04-MGRbd1
ATTATGGCCGGGGACACAAAACAATCTCAGCAGTAGCAGATGGATGAGTGCGAAACAGCG
GAATCCGTATGCACTGAACACAACTGTGGACACGCTGGAGGATCAGGATGGAGATTCCAG
GGAGCAATCTCCTCTTACTGACGAACAGTTGGTAGCAGGGTTCTCGGACATCATCCTCGC
CA
>McF0033D13-MGRbd1
TGGCCGGGGGACCGACCCGAGGTCGAAACAAAGCTGCATTTTGCAGGACATTTTGGTGAT
TATGGGGTCTGCTGCAGACGACAAGAAGTATCTCCCTCCTCCCGGGATCGTGAACAGGAA
CTCGGTGTCCATCGGCAATTTCTTTTGACAACGATTGGCTGGTTCCTCGGCTCCCATCTT
ACAAAACATGAAAATTACACGTATGCGAAGCTGGACCGAGACATGAACGAGTACGCCAAA
CTTCACCCAGAACACCTTCAAGCAAAAGAAAAGAAGACGTTTGCAGAGACCGTCGAGCCT
TTCCATCCACTGCGCTAAGTGGTCGCTCAGATGGGGTAAAAACGGACGAGTGGACTATCT
GCAGACGTCTTTTGAGCAGTTCTTATTTTGTGAAAGCTGTATTCATCACATTCTGTCGAA
ATATATGT
>McF0033D16-MGRbd1
TTAACCACCAAGGCCCACAGCAGACGTGATTGAAAAGGTAGTTCTCATCTGACCCAGACA
GTTGGGGTTTGTTTTTTTAAGCTATCTAAAATCTAATCCTCCAGCAACAAATAGTAGATC
TAGACCCGACAACCCCCAAGGCTTTTATTTGAATGGACTCCCGCGTCGCCGCATTCACCA
CGG
>McF0033D19-MGRbd1
CCGTTAACCCGGNCATTATGGCCGGGGTGTTAAACGAGGCATCGGCCTGGGGAGCTTCTT
GAAGATGGCACTTCTAACATCTAACAGCACAGAAAAGCTGTTACCCCTCCCCTTTTAACT
TTTTTTGGCTGTAAATGTTGTAAAATCATAAGTAAAAGACATAACCTGAACAAAAAAAAA
AAAAAAAAAAAAAAAAAAAACAACAT
>McF0033D23-MGRbd1
CGCGTTAACCCGGGCATTATGGCCGGGGGTTTACACATGATGTTCACGCGTGTGATCTGT
TCCTTAGGCGCGCGTGGAGCGAATGGAAGAATTCCAGAAGAAAGGCGAAGACCTAAAAAA
AGGACTCGCCGAATGTCGGCGTAAACTCACGGAGTTACAGACAAAGATCCAGGACCTGAA



CCTTTCCGATGGTGTCCAAACAGAGCTCACCAAATACCAAGCCGATGAGAAGAAGCTGAA
AAAAGAGGAGCGGGACTGGGAGAAAAAGCTTGATGAGTACTACAGGGAGGAGAAGAAGAT
GCCGTGGAACGTGGACACACTCAGCAAGGAAGGGTTCAGCAAGAGCATAGTGAACATAAA
ACCTGAAACTTCGGAAGATNAAAAAAAAAA
>McF0033E06-MGRbd1
AACAATGAGCAGACCTTTCCAAGGCCATCAAAAACTGAACCGACTTGTATGACACACAGA
GGTAAAAGGCGGTGNCACACTGATCTGGAGGCATCATGGCTCTGCTCGTGCATGTGCTGG
CTTGCGCCTTTGGGCTCGGCTCCTGGGTTGCAATAAACGGTCTGTGGGTGGAACTGCCGC
TTATCGTCAACACTCTGCCTGAGGCCTGGGAGCTCCCTTCCTACCTGACAGTCATCATTC
AGCTAGCTAACCTGGGGCCCCTGTTGGTCACCGTCATGCACAAACAGTGTCCGGGCCGCC
TTAACGAGCGTTTTGTTATTTATTTCATCCTCTCCATTGGTGTTGTGTCTTGTGTCCTGC
TTGCCTTTTTTTGGGAGAGGACCACCATTGTGGCTGGGGCTCCACACAGCACAGCCTTCT
TCACCATCACCT
>McF0033E08-MGRbd1
ACATTCACTGGCAACTTCATGAGGTCCACCTTGCTAGTACCGGGTTGGACCCCCTTTTTC
CTCCAGAACTGCCTTAATCCTTGCTGGCAGAGATTCAACAAGGTTCTGGAAACATTCCTC
AGAGAGTTTGGTCCATATTGACTTGACAGCATCACAGTTGCTGCAGATTTGTCGGCTGTA
GATCCATGATGCCAATTTCTATCTATTGTGTATATTTATATCTTCTCAATCTATTGGGTT
GAGATCTGGTGACTGGAGGCCATTTGTCCAGTGAACTTGTTGTCTTGTTCAGCAGCCATC
AGAAGGTGGTACACTGTGATCATAAAGGGATTGACATGGTCATCGAGTCATCAAACTGGA
TCACAGAGACACGGCGGAAGCTGGCTGTCATTCAGACGCAGCTCCTGGTGCGGGAGTGAA
GCTCACCGCACCGGAATAATCTCAAAATGATCTCATGAACCCAGTTTTTGTAGAGCTTTT
TAAAATAAATCAACCTGATCTCCCAAAAAAACAAAAAAAAAAAAAACACAACCC
>McF0033F01-MGRbd1
GCAACACCAAGCAGATGATCGACGAGTTCGAAGCTTTGTAAACGGCTTTTGGTGCTTCAC
TGCTTACCCTTTCTGAATGATCTCGCTTCACGCCGACACACATCTAAACTCACCCGAGGA
CCTGTTAGTGCACACCCGCCGCAGACGAAACCGGACAACAGCACGAAGCAAACACAAACT
CCCTCTGAGTTTTTCAGAAAAAAATCACCTCTTTTCAAGAGAAGTTAAAGAAAGTGCCAA
AACCGACTTTCCTTTTGCATTTTCTTAGCGTTATGAGTTGTATTACGGGATCCACGGTCT
CACATCAGACTTAAAGGGTTTCATTTGTTCAAAGCCCGATCTTCTATAAAGTAGATTTTC
TTAACGAGCAGTTACTTTATTGTGAAGGAGGAACTTATTTGCTGCGACCACTCAGAAAGG
GGAAGAACCAACATGCGGTAAATATTTTGGTATACTTCCATTCGCTGTTGCAAAACTAT
>McF0033F05-MGRbd1
TATTTCCGTAAATTTACAGCTTCTATTTCTTTTTAGAATATCTTCAAATGTGTGTTTTTT
TACTTTCCACATCTCACTTTTTCAAAATGAAAGACCCAAATATTCGAATTAATTGTCCGA
CAAACTAGAAGAAGGAAAAAAAACAGCAAAACGATAGTTCTTGGCAGACAAGACGAGGCC
TTCCTGTACCACACAACAAAATCCCACCAAGTATTTGTGTCTAGTTTTTAGCTTACATAT
CGTATTACACTTAATACAGGACAAAACTAACAAAACAAAAACTTTTCAATAATATGTCGA
GACTTGTTTTAAGACAATAAATCATCTGGTGTTGACGTTTTTGGTCTGGCAAATATCAAC
ATTTTAAGCATCTCCTCTAATACAAAATGT
>McF0033F09-MGRbd1
TTGAGAACCACTCTCTGTTCGAACGAACATAACTTTCTCGAGAGGTCGTCTAAAGTTGGG
CAAATTTTTTAAAAACTTACTCGACATATTTGTCGGTTGACTTCCATCCCATTTTTCTTT
TGACCGTGCGGCATTCACCGAAATCTATTCGCGAAAAACTTCGGTCGCGAAAAACCACTT
CGCAGATTTTAAGTGTCGTCACCACCCTGCATCCAAGTTCCCAGTATGGACTAACATTCT
TTTGACCGGAGAACTCTTTGCAAAAAGGCTGCACGACTCACCTGTTTGGCCAGCTGCCGA
GCTTCTTCCGAGGCAACGTGTCCATCAGTCCAGACCGGGAGCTGGCAACTGAACAACCGG
GATTCTGACTAACGAACACAAAGCGA
>McF0033F15-MGRbd1
GGCCGTTAACCCGGGCATTATGGCCGGGGGAGGCGTGTGTTAGGCGGAGGCGCACCAACC
AGCGCTTTGATTTCCCTCCGGGGGGGTTTTCTTCTTTGCGAAGAGTGGGAGACTCACAAG
AAACACTTTGTACTTCTTTGGAAAGCCGCGCTGACCGGGAAGCAGAACAGAGGTCAGGAC
AGCACCAGAACCCAGTACTAGGAGAACCTGCTAGACATTTTAATGATCTGAAGAACGTCA
CTGCAGGGACTTTCCCTCTGAGCAGCACAAGTTATGTATCAGGTGGTACCAGGAGGAGCA
GGGGGAACAATTACTGATGTCATCCCCAAGCAGAAGCACACCAAGGACACTAGGTCCTTA
GTTGGGGCTGGAGTAATCGGTTTGATTCTGGTAATAGCAGCTGTAACGGCCTGGTGCTAC
TACATCGCCTCTCTACGTAAAGCTGAGCTATTAAAAACACAGCTGCTGGATCTGAATAAA
GATGGATATATTATTCGCAACCAAGGAGGCTCCATTGTTTTCAAGATGGATTTCAGATCT
GGGACCCTTGATTTGGACTCTTGCTCTAAAGACGGAGACGTCCTCAGTTGTGACCGAACC
ACTGACCGAAAACTTAACTTCTTCATTATAACTGTGCGACCAAAGGATCCAGTGCAGTGT
TACCGTGTA
>McF0033G05-MGRbd1
GCTGCTGAAAGTACAGATGGACAAATGAAAAAGAAAACAAAACAAGTGGCGACGAAGGCC
AGAAAGTACATGGAAGAATATGTTTTAAAGGGATTTACGTCCACGAGCTCTGACCCACCC



CAGGCACTGTGGGGTTTTTTTTTGCCGGCAGAAGTTAGCCAACGCTAGCATGAAGCTAGC
GCTCCTCCAGCGGCATCTCACCACAAAACATGGATGTCACGTTGGGCAAGGACACCAGCA
TCCTGAACCTGTATGACAAGGTGGGTGGTTTCCTGAAGAAAGCAGAGATGTGGAAAAGGG
CACGTGATCAGGAGGATTTCACCTGCTTTCCTCAGTTGGATGTGTTTCTCTCAAATGAGG
ATGTGGCGACAGCTCCGGTGAAGTTAGTCACAGTGGGACATTTGGCTAACTTGCTCAGTG
GTTTTCACTCCTACTTTACTGACATTGATGAGAAATCTGTGCAGCTGGATTGGGTGAGAA
ACCCATTTCTCTTTGTCTGAAGCAAACAGAAGCAAGCTTCACTGTCACTCATCAGGAAAA
ACTGATGGAAGTAGCATCTGACCGTGGCCTGCAGA
>McF0033G08-MGRbd1
ACCTGGGAAACATCTGCGTGGCCACCGTCCACAAGGTGCTGTTTGACGGTTACATCATGG
TCGGCATCGACGGCGTGGCGTCCAGCAACGGCTCCGACCGGTTCTGTTATCACGCCTCCT
CGCACGCCATTCTGCCCATCAACTACTGCCAGAAGAATCAGATCCCTCTGACCGTCCCTC
CAGGTTACGACCCCCAGACCTTCACCTGGCAAAAATACCTGGAAGAAACCAAATCCGCCG
CTGCTCCTCCACGACTGTTCAACACTGACTACCCCGGCCACGGCTTCTCCCCCAACGTGA
AGCTGG
>McF0033H01-MGRbd1
AAAAGCAGTCATTTTGGCTCAGGGAGAAGGAACAGCGGCTTTTAAATCTGTCCCATTTGA
GGACAAGGGCCAGAAGAAAACATCGATGGTGTCATTTGGGTTCACAAAAACAGTTAACAA
ATTTAAAACCCCCAGCGCGGAGGAGTCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACT
T
>McF0033H07-MGRbd1
CTGAGCGTTATCAGCGTCTTAAGGATGAAGTTGCCAGGGCCAGTGTTCAGCTCCAGCTCT
TCAAGCTCTACCACAATGAAACTGAGATTGAAAAGCTCAACAAAGAGTTGGGCCAGCGGA
ACAAGGAGATTGACAAGGACCGGAAGAAGATGGACCATGTGGAGGAAGAGTTGAAAGACA
AGAAAAAGGAGCTGGGCAGAATGATGAGGGAGCAGCAGACCATCGAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAACAT
>McF0033H10-MGRbd1
TTGAACGGAAAGCAACTACTGTCAACATCCCGTGATACTTTTTAGGGGTCGTGATCCTCT
CAGGGATGCATTAAGTCATAACCGATCCCAGATCTTCTAATTTGTTACTCAGATGTGTTT
TCATGGCTGAAAGGCCCAAACTCATTAGCCCTACGTTCTGCTGCACTCTTCCCGTTTATT
GCACACTGTCCTGCGTGGAGGAATGGGACAGCTTGTGAGCCGAGGTGCAGCACCACTACA
GACTTTGTATCACAACTGCTGTAAAGTAGCATTCGACCGACAGGGGCCTGGTGACCGTGT
AAATATCTGAAATTCTATTGTAAACATTTTTGAGAAATGTATAGATAATTCTAGTAATTG
TATTTTTGTAAAGATTTTTGAATTAACAGAGTTTATGGGTAATGTGCCTTCTGTAACCTT
ATCTTTCCTTCTGTCACATCAACGCCCAACAGTTTCTGCCATTTGTTTGCGTCAAACGAC
CTTTTGTACAGTTTACATTTGAAAGTGTAGATGACATG
>McF0033H16-MGRbd1
GTTGTAGAAATGGCAGCGCTGAGGCAGGAGCATCGGTATGGACTCTCCTGCGGCAAAATC
AACAAAAACAACCCGAACCGAACACTTTATCACGTCAAACTCACTGACACCGCCATCCGA
ACCCTCGAAGCCTACCAG
>McF0033H17-MGRbd1
CTGTTGGCTCAGAGCAGCCATCTGAGGAACCAAGGTTGGAGGCCCTACAGAATTACATCT
ATAGCTAAGATCCAGGAGTTACAAAAATCCATTGCGCTCTTGTTTCTCACAAACATTCAA
GCACGAAACTGCTGGAAAAAGAAATTCTTTGAAACCAAGAAGGCCACAGGTCCTCTGGAG
GAGACGCTGAAGAACTTAAGGCAGGAGATGGAGACGTTTTACAACAAACTGGTGCTTCAG
CTTCAGGCCAGAGAGAGCAGAGGGAAAATGAGGCGACAGGGGAGATCCTCACTGAAGAAT
GAGCTCGCCGTTCTAATCATGAAGGAAACTTACGAGATTGACAACCTAAAGAGAAAAGTA
GAAGATGCAGAGATGAAGCTGGTAGCAGAGATCAAATTGAGGAAGCAGGCTGCTGCAGAG
CTGAAGGCCCTGAAGGCGGAGCTGCTCCAGAAGAAAAGTCAGCTTAAGGGAGACCCTGCA
TGGACCGGGCTGCATGTTCAAAGCATCTGATGTGGAACAAAATTCCAAACTGGGATTTTC
TGTCACACTCCATGTTGTTTTTGTAACTTGA
>McF0033H19-MGRbd1
ACTCCGCTCTGTTTTTTTGTGAACACTCGTTTTTGGACTGATGCAGTTTCTCTTGTTTTG
TCAGTTCCTCATCATCGGGGCTAGGATTGAGTATTGAGACTCAGGTTCGAGAAGATCCCC
TCAGTTTCGCTGACAGGGTCTTGTAGCTGTTTAGATGTCCTTCACAGAGCCTGACTGTTT
TTTAGTAGATGCCAGCGACATTG
>McF0033H23-MGRbd1
GGCCTGAATGTGTTTTTGAATGAGGCACAAAAACGGTGGAAATGGCTTGAGTCTTTAATA
CGAGAGAGATGAAAAATCCTCCAATGAATTTCCTTTTTTTTTACCATTTTTAAAAAATAA
GTTCACCTTTTTAATCGATTCTGTGAAGTGAATAACTAGAAGGCGGGCTTAACTGAGGGC
TGGTCTTAACCCCATTTTACTCTATTTTTGTTTATATAACCTCACTTTAACTCCCGCCAT
TCGTTTTTTCTCGATGGCTTATTTATTCTTTCACCATGTGTACAGCAGTGTTACTATACT
TTTTGTGTCAGTAGCATTATATCAGCTAAAACTGTTACAAAAAGATCAAAATAACTTATG
CAACAAATGGAGAAGCGTCGGTCTCAGAGTGCAATGTTTAAGAGATGAATTCTCTTTGTA



CAGATTGTCATAAAGAATTCTTTTCATCAGAAAAAGAAGGATTTTAATTCATCATTTGAA
GTATCCATTAATTAAAAGGT
>McF0033I03-MGRbd1
AAGACTGCACTGTCACGCTTATGTAAGACTTTTTCTGTGCGTTGATCTGCATTAAGGTTT
AACTTTACGGCCTTTATGGTTGAGGAATATCAGCGGGCTGGAACACATCTGGATTTCATC
ACTTCAGCTGTTGAATATTTTTCAAACCTGGATTTGGACAACTGGAGGTTCACCAGGGAT
TCCAACTCTAAACTTTGCGATCATTCAACCTTTTGGGGTTCACACTTTTTCTGACAAATC
ACTGTCAATCCAGTGAACTCTACACACAATGAGGGTGCGTTTTTTTTGTTTCTTCCCATA
AGACTCACGGATCAAAGTCCCTTGAAGCCACATCCTGCAATTGTGCCTGAACAGTGGGTG
GACAGAGGGAAGAAAAGCAGCGCTTGAGTCAAGCTCAGCAGCAG
>McF0033I21-MGRbd1
ATTTTCAGAAAGATAAAGGTCTGCTGGTGGAAGTGCGCGTTAATAATGAGTGGTTTACGG
GAAAGGTCATCGCTGTGGAGGTGAACAAACAGGGCGTTCGCTGGAAAGTTAAATTTGATT
ACGTACCGCGAGCCACCCCTAAAGACAGATGACGCCTGACACCCAACAGGAGACTGAGAA
AGGTCCAGCACCCATGGAGCCAGACACCACCCAGCCTGGAACCAGTCGAGAGGTGACCGA
CAGCCTGGTCACTATGCTGAGGACAATGCTGCGCTACTTCTTCCCTCCAGCTTTTCGTAT
TCCAAAGGATGATGTCAGTAGCATGACGGCTGAGGAGCTGGTGGCCTTTCCATTGAAAGA
GTATTTCCAGCAGTATGAATCGGGTCTCCAGTCGCTGTGCAACTCTTACCAAAGCAGAGC
TGATGCCAGAGCAAAAGCCGTGGAGGAGAAGAGCAAAGGCACAGATCTCAAACTGAAGGA
GGCAGACGAGAAACTACAGAAACTACGGACTAACATCGTTGCACTTCTGCAAAAAGTACA
AGAGGATATCGACATAAATACAGATGATGAACTCGATGCCTACATAGAAGACCTCCTAAC
TAAGGGCGATTAGGAGACAAAGAATTGTAAGAGAAGAGCAAATGGACAAAAAAACGCCTC
GTTTCAC
>McF0033I24-MGRbd1
GGGAGTCTGTTGGCACACGACCCATCATCCCTGTGTTTACACGCTCTCCTGCTAGCTTAC
AGCCCCTCACAACCCCAAGCTAACATTAACTGTGCAACAAAAATGGCGTGTAGTATTGAA
AATCCAGCCGTACCGTTTCGGGCCAAATACCAGCTGGGACGAGAAAACAAAGACATACAT
GATGAATGTAGTCGTCTACAAGTGGATGC
>McF0033J04-MGRbd1
ACTTACAGAAGTCATACTACTACAGCAAAAACCTTTAACTACTTTTATTGTAATAGAAGG
GCTTATGTTATCTTAGTTAAGCTTACATTTATCAAAGGAAAGGGAACACTATTCAAAAGT
CTAAAGCTGTATTTCTCCTGGACATATCCAGTGACTTGAGTGAGAAACTACAGTAACTGT
TACGGAGAAAACTTGAAGACTGGGCAAAAAAATGGGCACATCTGTATGAAATCTTTCCTA
TATATCCCAATAGAGCTGAGAAAGAAAAGGTCTGATGCAATATTTGTGATATTTGCACGA
CTTTGACTTTCTGACAAAGCCTCTTCCAACTGTAGGAACATTCATTAGC
>McF0033J16-MGRbd1
AGTCCTACCGCTTGTCCCAAAGAAACAGAACATTCTACTTCTTCTTCAAAGGGTGATCAC
ATATGAGTGCTGCCCAGGTTACGAGAAGATTTCTGGAGAGAAAGGCTGTCCTGCAGCGC
>McF0033J21-MGRbd1
CTGTAAATGCCACCTTTGAGAATGTTAGTGTTGTGTTGGCCATCTTTTTTTCATTTTCAG
GGTTTTTTGTTGTTGGGGGGTGAGAAGCAGGCGACTACGTTTTCCTAGCTTCTGCTGTGC
CTTTTAGTCTCAAAGACCACTTCTACTTTGAGGTTGTTTTTCTCTTCCTTTCCATTTTGT
CACAGTACCAGGTATAAACCTTTCATTCCAAGTAGCTCAACTTATATTCTTTGACAGTGA
TCAAATATTTGGTCTTATGGTGGTGTCTAGTCTTAAGTGCTTATCAAAATAAAATAAATA
TAACTTTGAAAACGNANAAAAACAAAAAAAAAAAAAAAAAAGCTT
>McF0033K01-MGRbd1
GGGACATGAATGCTTTTGTGAGACAACCACAGCAGTCACCATTTTTAACGGCGGTGTCAA
GATGAATGTCATCCCTTCTTATGCTGAAGCTTATGTAAATCTGCGGATTCACTCAGCGCA
GACATTACAGGAGGTCATGGACCTCATTGAGGCGACAGTCGGGGACCCGAGAGTCAAAGT
GGAGCTCGTTGATGGCTTTGACCCTCTTCCAGTCAGCTCTGCTGATGAAAGGTCTTTCGG
CTTTCAGATCATCAAGAAAACGGTGCTGGATCTGTTTCCAACGGTGACAGTAGCTCCAGG
TTTCATGGGATTAATGAAAGAATTTCCAAAAAGAACTACGAGGAAATGATTCAGTTTTAC
TTCAATCTGATTCAAAACTGTGACACCAGGAAGCTTCCAGAGCCACACAGCTCTGTCCAT
GAATTATAGGCTGCTACAAAATGACAGATTTTGTTGTTGTTGTTTGATTGACTTGAATTG
ATGGGTGAAATGAACAGAATAGCTTATCTGTCTCATTAGATTTCAACAGCAGTATTAAAC
CTGTCTCATTAGATTAACACTGTTATATAAATCTGAGGTTTACATCCTTTATATGAATGT
TTAAAATTGAGTTTTGAAATTGTTGAAAGA
>McF0033K08-MGRbd1
TCAGTGTGACACGGATGTTAGAAACAATCCCAAGAAGACTAATCTGGGTAAGAAATACAA
AAAATCTTCAAAAGAAGAGAGACTTTCCTCTATCAAGTCTGGTAAAAACTTAAGAATAAT
TACTAACCCGTCTGACTACATGGAAACTGGGTCTATTGAAAGATGTTATATCTGTAAAGA
ATGTGGTGAAAGCTTTTGTAACATATCTCTGTTCAGAATTCACATAAGAATCCATGCAGA
AGATAAGCGATTTTCTTGTAAAGAATGTGAGAAAAGCTTTAGTCGCAGATCTAATCTTAA
AAGACACATGAGAACTCACACTGGAGAAAAGCCTTTTTCGTGTAAAGAATGTAAAAAAAG



CTTTAGTCAAATACATCATCTCAAGACGCACATGAGAACTCACACAGGAGAAAGGCCTTT
TTCTTGTAAACAATGTACAAAATGCTTTACTCGTACATCTGATCTCAAAACACACATGAG
AACTCATACGGGAGAAAAGCCTTTTTCTTGCNNAAAAAAAAAAAAAAAAAAAAAAAAAAA
ACAT
>McF0033K10-MGRbd1
CTCCTGACCCTCCATTCCTTTTAGTTCCTCCTGTTACTTCTCCCGGTTCCTCTTAGCAGC
TCTGTGTTTCTCTCACCACTAAAAGGGGTCAACCTGTGAGGTCTCAGCTAGTAGATTAGC
CACTTCAGCACTTTAAAGCGTAGATGGAAGACGTACCTTTGTCCACTCTGAACAAACATT
TCAAGAATCTACGGAAACCTTTTTAGGTCAAGTTGTTCATATGTTCATCTCACGCTTCTG
TCTGCTTGTTGATGAAGATCAATCTGTGAAATGCTTGGATTGTAGAGCCTCGTCATAAAG
CCACTTCAGACGCATCACTTCCTCCTTAATTTAAAAGCATTATGTGTGTGAAATCCCGTA
GGAATCATGGGAATGGGGGGGAAACGGCGTTTCCTGTCCTCTAGAGGTCGCCGTCGAGGC
ATTTACGTTGTGTTATAGGAGAGTTTCTGTTATTTCCTTGTTTGGTACACTAGAAATCAC
CTCAAGCTCACTATTTATGTCTTTTCAGAAAATGGCACAAGTAGTTTTCTTTCTGGCCTT
CTGCT
>McF0033K14-MGRbd1
TATTCAAGTTAAAACTGACCAATCAGAGAACTCAATAAAAGTAGGCAGCCTCGCGTTGAA
CGTTCAAAGATTGACAGATTCTCCCGAGCCCATTTTCAGTGAAAGGGGTGTGGCTTTCTA
ATGTTCTCTCTTTTGATCGGAGAGAGTGGTTGCCATAGAATTGTAGACGGACCAATCACG
GCTTACTGAGGACATCTGGATCCAACATGGCGAAGGACATGTGGAAAAGTTACTGAATTG
ACTTCATTTGGTAGGAACCAGAAGCTAGGCATTTTCTATGGGAGACGTTACATATTATAT
ATGTTATATGTTATATATTATACAATATATTATACAATCAATGCGCCTAAACCCCACCCA
ACATCGAAAGTTTGAGGGAAGCGGGGAAGCCTACTTTCATGTTAGTTTTCATGATAACCA
TGCTCCGAACCACCACTGGGTTTATTAAAACATTCTGTCAGGACCTTCATCTCATTTAAC
ATATTCAGGATTTCACTGAAAATGCTCGCACAGGATCTGAGAAATAAGGACAAAAGTCTT
AGGGAAAGCTAAACTGTGTCTCCTGTATGTCCCATCTGTTGCCATTAACACCTG
>McF0033K20-MGRbd1
GGCTGATACCAAAGAGCCTGCAAAGACAACAGAAGTTGAAATCGAGGAAACGGTTGTCAT
CCAGGAGGTTTCCAAAGCAACCAAAGCTGGCAATGTGACAGTTACGAGCAACTCTCCTGC
TGGCCCGCCTGCGGAGAGANAAAG
>McF0033K24-MGRbd1
GGGAGAGCAGCGGCGTCGACGTTTTTTTTCTGCCTTGTTTTTTTTTCCCTCGACTTTTTT
TTTTTTCTGTCCGTCTTTTTTTTATTTTTTCGCTGCGAGATGAACAGACAGTGAGGAATG
GAGGCGTAGGGAGCAAGGCTAGTTTTGTTTGCTCGTCGGCCAACCGGCGGAGCATATGAA
TATAGAGGCCTCATTCTAGCTAGAGAAAGCCAACGAACAAAAGGAGAAAATTAATGGAGA
TTTTTGATGCAGT
>McF0033L03-MGRbd1
GGGGAGTTTGAGGGTTCCCGCCCCATGGTAACTATCGTCTCAAGCCCCTGGTTCTTCCGA
GATGATTTACTTCTCACGGTTTTGGATCGAGTCAAACGAGAGCGAAAGATGTTTTGTCGG
GACGAGGCCGAATCGTCGTGTCTGATCCGTCGGAGGGAAGTTTGCTTTGCTTCAGCCTGT
GCTTGTTTTCAGTTGAGGTTTTGTGGAGAACATGTGGCGGTCAGACTGATGTAAAATGGA
TCCAGAGGAGTTAGAACTGCAGAATGACTACCGGTACCGCAGCTACGCGGCAGTCATTGA
GAAAGCACTGCGAAACTTTGAGTCTTCAAGCGAGTGGGCGGATCTCATCTCCTCCCTCGG
CAAGCTCAATAAGGCCCTGCAGAGTAACCTTCGTTACTCCCTCTTGCCCAAAAGGCTGAT
CATAGGGAAGCGTCTGGCTCAGTGCCTGCACCCGGCTCTGCCGAGTGGAGTGCACCTCAA
GGCCCTGGAAACGTACGAGGTCATCTTCAAAATCATAGGAACAAAATGGCTGGCAAAAGA
TCTCTTCATTTACAGCTCTGGACTGTTCCCTCTGTTGCGGCAGTCAGCCATGGCGGTAAA
GCCCGTTCTGCTGACACTCTACGAGCGTTACTTCCTCCCACTGCAGCGGGCTTTGATGCC
CAG
>McF0033L06-MGRbd1
TGATGTTGGTTCAACCTCCAACTCCCAGTGGAAGATGAACGTCTCAGGAGTGGTGGAGGT
GGAGAAGGGAGCTACGTCAGCAGCATCCAGCTGTCAGCCGCTGAACAGTGAAACATCAAC
GCAGGAACATCTTTGCTGCCGTTCTGACTCTGATCCTTCAGACACAAAACATGAGCCCGG
GAGAACCACGACTTCTGTCTACCGCGAGCAACTGGTCCAAAGCCCACTTTGAAAACTTCG
CTTCTGAACTTCAACCTTCAGACACAAAA
>McF0033L08-MGRbd1
TGGCAAAGCGTGGAAACCCAGATCTTTTTACCATGACAGATTGGCTGAACATTAGCTTGG
TAAGCTTGAACTCAAGCGATGCTGCAGAGGACACGTCCAGTGAATGCAGGGCGGTTCCAT
CCCATGTCCACGTGCAGGTTTGGACTCTTGTCACTGGGTTTGTAGGAAACATACCTCAAA
GGGAAATCTTTGCTTTGCAAGTCAGCTATGGTTTGTCCACCTGGTCATTGGACTGTGGAG
GAGGCAATGGGTCTTTCTGTGAAGAAAGTCAGTTGTTGTCGATCACCTCTTCAGTCACCT
TCATTGACATTCCCTACAACACAGGGCCACCAAAAAGCAGGTTTCAGATCAACTTTACAG
AATATGACTGTGACAGGAATGATGTGTGCTGGCCCG
>McF0033L09-MGRbd1



GACAGCCATTCAAGGGGGGGTGCAAAGGCCGAGCACCAGCCTTCCCACCCCCATCGTCGG
CATAAGCGACACGACACAGACTCCTCTGATGGGGGGTCCCCTGCTCGCAGTAACCCCGCC
ACGCACAAGAAGGCCCCTGCTGATGCCAAACAAAGCCACAGGCGGCGCCACGACACGGAC
TCGGACGACTAATGTCCCCCCCCCCCCTAACCAATTAAGGGATGCATAATGCGGGCGGCG
TC
>McF0033L10-MGRbd1
TCCTCTCCTGTGGGTAAGACATAAAAACCTGTCTGGAGGCCAGATAACGTGAAGGTCTGG
AGATGGGTTGATGCTGCTTCATTTATCATAGCAGACCTTTGCTTCACAGATGAAGAACGG
CCGCTGAGCTTAGTAAACCAGGCTTCCACATATTATCCATCCCACCATTAACCTGCTTTT
TCTTCTAAAAGTACGAGGGTGAACCTGCAGAATTCTAATCACGGGTCGCTTTTCGCTTTC
TTCCTGCTTTTCGGCTCTTCTCCAGTAAAGGATGCACGCTCACTTGGCTTTCATGTTTCT
GAGGGACGCACACCCCTCGTGGTTATGACTG
>McF0033L18-MGRbd1
ATTGTCTCCTGGAGGAGTTTGCTCACGCTCATTAGTGCCCATTTCCATTGAAATGTTGAT
TGGTCTCAACTTGAAGAGCTTTAATTTAACTCCAGTCTCAAAACTTAAGCTACAAAATCT
TACAGACTTCATAGCTAAGTGCGGTTGGTGTAAACAAAAGATAATGAGCCAATGCAGCCA
CAAACTCGCCCCAAATGCATTTTCTTCTGAAGAGAAGCAAACATGTCAACATCAAGCACA
CCATCCTTTACTGTTTCTGGCTCCACGTATGCTCCCATAAATGAGTTCTTGACGTTCTCA
CTGCAAGCTTAATAAATGAACTTCTTTGCATTCACTTTAAATTAAATCCTGAATGTAGAC
TC
>McF0033L21-MGRbd1
CAAAACATTGTTAAACAGCGCCGAGCGGTTATATACATTGACATGCCAGCTCGGTAATAT
ACGAGACGATCTTCTAAACCTGCTTTTAATAATGTTACGGTTATTATGAAACACCTGTTC
GCTCATCATTTGAATTTTAATCCGTGTGGTCAGTGCTTTTTCTGAACGAAGCCAGGATTA
GCAGTATGCTAACACGGGCTAACAACATTAGCTTTGGGTGGCGCTGCATGCTGGCTGCAC
GTAAACATGAGGCCAAACTGACTGACCAGCTGCCGCTCATCATCGTTTGTGACCGTTTTG
ACTTCGTCCACGACCTGGTCCTCTATCTGTACCGCAACAACCTGCAGAAGTACATTGAGA
TTTACGTACAAAAGGTGAATCCCAGCCGTCTGCCTGTTGTAATTGGAGGTCTTTTGGATG
TGGACTGCTCTGAGGATGTCATTAAAAGCCTGATCTTGGTTGTCAGAGGCCAGTTTTCCA
CAGATGAGCTAGTTGCTGAAGTAGAAAAGAGAAATAGGCTGAAGCTGCTGCTGCCTTGGC
TGGAGTCTCGCATCCATGAAGCCTGTGAAGAGCCTGCTACCCATAATGCCCTTGCTAAAA
TCTACATTGATAGCAATAACAACCCTGAACGCTTCCTTCGGGAAAACCCTTACTATGACC
>McF0033M12-MGRbd1
GGTGAGGAAAAATGTCTGCAGAGAAAATGCCCCTCTCATCTTTACCAGTGTGGCAGTGGG
GAGTGTCTTGACCCCAGCTTGGTGTGTAACGGCCTCACAAACTGTGCTGACAGTTCAGAT
GAAGGTGTGGAATGTTCTCGTCACAACTGCTCCAGTCCCTCATCTCCTCTGTGTGACCAG
CGATGCATGAGCACTCCCAGAGGGCCGAGGTGTTACTGCACTGCAGGGTTCAAACTGCAA
TCTGGCGCCACTTTCTGCGTGGATGCTGATGAGTGCAGTTCAGCCGCTGCTCCCTGTAAA
CATAGCTGTGTGAACACCAGAGGGTCTTACACCTGTCGCTGCCACCCAGGCTTCTACCTG
GAGCCAGATAACAAAAGCTGCAAGACCAAAGACGAGCCTTTGCTTCTGGCCTCAGTGCAG
TCGGAGCTGTTGCTTCTCGGGGTTCACAGCGGCAGCTTAAAGCTTCTTTCTACTGCTAAC
CGGCCTGTCTTCTCTGTGGATTATGACTTGGGCTCAAAGGAGAGTTTACTGGCTGAGCCC
G
>McF0033M15-MGRbd1
AGCATCTGCATGGAAGTCTGTCGCCTGCTCTGTCTTCTTGTTTGCATCCCATCTCTCTTC
CTCTTTGCCCGTTTGTTCCTCCAACGCTGCAGTCCTCTCATACTTGTGAAGTGATGCCTC
AGAGGTGAGTCTCTCAGACAGACAAACGACAGAACCCTGTTCCAGCCTCCGGTTAAAGCT
GCAGCACTTCAGAACGATCAAAGTGTTCAAGATCCATCAGTGTAATATATTAGAAACGTC
ACTGCCTGCTGATTATTTTAAAGCTTCTTTTTTTGTATCTGGAGATGTTCAAACTCCCTG
ATTTTACGTTGAACTGTCAACATTTGTACTTTGTGGAATGTGTTTTTAGTTGATCTGTCT
TTTCATGTTTCACATGTTTGTGTTTCCAGTGCCATCCCTCCAGACTCTGTCTGGATTTTA
ACTGCAGTAAAACCTTTTCTAAAATCTTTGAAAAAGATACAGAAGAAAGCACTATAGCTT
TTTACAGAATCCACTGTCACATCAATTTTATGTCACTTTTTTAGTGCATTTAATATTATT
TGTCATCTCACAAGTATTACATGCTAAGCAACAAATTAAGGTCCCCTTAACGAATGGACG
GACTGTATTTCCAACAGAAAAAATAAACCGGAAAAAACATTTGATCATTTAAATATTGAA
AGAAATCTTTTTTCCAGATATATTTTTATTCATAGACTAGATTTAACGCACGTTTTCATC
ATATCCAAAGCTACAGAAGTTTAGTCAGATTGAATGTTTTAAA
>McF0033M18-MGRbd1
CTCTTCTTCAGCCCATCAGATTGTGGCTTTTGTTGAAAAGAGACGAGGCTCAAGGACTAC
AGTCAAAAACCCCTTCCTCACCTGTTTGTAGAAACTTCAGCCATCAGCTCTGTCACCTAG
AACTGAGAAAAAGGGGTCAGCTAAGAGCCAGAGAGACTTGTGAGATGTGAGCCTTGTTCT
CTTTTAACAAGGCTTTAGATCAATTCTGGGACTGGGTAAAAGAATGCAAATAAGTTCAAA
TGTTTGTGAACCCCGTCAAGATTTTCTTACCAAATTATAAAGCTTTTTTTCTTTTTCTTT
CTATTTTTCTTTCTGTTGTGTGTTTCCCCAATAATCTCTGGTGTGAGAGTAGAGACCAGC



CACCTGTCATCAACTAAAATCTATACAAAGGAATTGCTTTTATTTAGCTTTGTTGGCCAA
AATGACAATGACAATTGGACCTAATAATTGTCAAATTCCTATTAATTCCTGCATGATTTA
ATTCATTGCCCCTAGTGTTTCTTTCTGTGGAGCTAA
>McF0033M21-MGRbd1
CAAGCGGTGTGGCTGGTGGAATTGCAGCAAGCGTGAGAGTCTGCTCCAGGACAGAGGTGC
CACAACGCGACACACACTCATCGGCATTACGAGGAGCTCTGTCGATTTGAGGATGTTTGG
AGGAACAACCCACTGTGCCTGCAAAGAGTGGACGGATGGTGTGAGAGGTGGACAAAGACA
AGATTGTGGCTGCCTGCAGGACCTGTCTCCCCTGTCTCCCCACATTCATGGACGATTTCA
ATTTATCATTATTTTTTTGACAACATTTTCATGAGGTTCCACTTTGATAATTTTTAGCTG
TTTTTATTACCCATTTAAATATTGGGTTTTAGTTGTTCTGGTTTAAACAGTTCTGGAATT
GCATGTTTTTATTCTATAAAAATATGATTGCAGTCTAAAAAAGAACANCAAAAAAAAAAC
AA
>McF0033N16-MGRbd1
AAAGGTGCTGGTGTCAATCTGACTCGAAGCAGCTGTGGAGAATGAACAACAGCGCTCCCT
TCTGCTGGAGCTTGTGGAGAAGAATGCAGATGTGTTTTCGCAGCACCCAACAGATTTTGG
TCACACAAAAACAGTACAGCATGAAATTCCCCTCGTTGATTCTAAACCCTTTCGGCTCCC
GTACCGTAAGATTCCCCCCTCCCAGTGGCAGGATGTCAGGCGCCTGCTAGGTGAAATGGA
GACTGCAGGAGTCATTCGGCCAAGCAAGAGCCCGTATGCTTCGCCAGTGGTGATTGTTAC
AAAGAAGGATGGGTCATTAAGGCTGTGCATTGATTACAGACGGCTTAACTCCTGCAGTAC
GAGAGACGCATTTCCCTTGCCAAGGATTGAGGAGGCGCTGGAGTCACTGGGCCAGGCAAA
GTATTTCTCCACACTTG
>McF0033N23-MGRbd1
CGGGCATTATGGCCGGGGGAAGAACCATGGAGCATTACAGCGATGATGAAGAAGCGTCTG
AAGTTAATTTTGGAGAAGAAAAAGTGGGATTTCAACAGGTTATGGCAGTTGCGGGTGAAT
GGATTTCTGACTTCCTGTTTTTGACTCTGTGTCGGACTTTCAAAGACGGAAAACTTGAAG
AGTTCAACGAGGCGTTGTCAGTATTTGAAACCATCTCTCAAAGTCCATCCCTCAAAGGAG
CTGCTGGTAATGAAAAAAACCTTGATTTGTGCTTTTCTTTCAAGGGTCATCCATGGAAAA
CAGCTGGATGTCCAGTTTGAAGAAGATGAACACGTAAAGCCTCTGATGTCTGCTTTTAAA
ATATGGCTGAACTTGGAAAACACAGTGGCCGATGAAAGTTTATTTGAGAATATCACCATT
CTTTTGCCTCGTCCAGAGTGTTGCTGTCTGCTTGGAGGCTGGGCAAAGATCTGCTGCTTC
TTCTGCCCTCAAGTGGCTGCAGGAGCATCATGAAT
>McF0033O08-MGRbd1
CGGGGAGAGAGGAGCTCGTTCCACGTCTGCCTCGTCTTTGTGGGGAGGACAACAGCAACT
GCACAAATTCCCAACTGGATTTCATGCCGGATCATCTCTGAGGACCACAGCTGGGGTTTA
TCCAGCTCAACGGCTGGAGTTGGTCAAACTATAGCTGCCTCTACCTCTAGCCCCCACCAT
GAATGAGGGCAGAGAGGCAGGCGGACCTCCGGGGGGAAACGACCCTCCGCTGGCTCCCAA
TGTCAAGCCCAAGCCCAACCAGAGTGTAAAGAACACCAAAGAGGAACACAGGAGGGAGCG
AGAAAGGGAGAGGGGGTCGCGTGGAAGAAGTGAAGACACCCAGAGAAGAGAGAGGAGGAG
GAAGCCCCCAGAGAATGATGTGGAGGACACCGAGTGCAGCATCTGCTTCTGTTCCTACGA
CAATATCTTCAAAACCCCCAAGGTGCTGGCTTGTGGCCACACCTTCTGCCTGGAGTGCCT
CG
>McF0033O10-MGRbd1
TTCTAGAGGCCGAGCGCCCGACATGTTTTTTTTTTTTTTTTTTTTTTGGACGTACGTCAC
AGGGATTCTGACCAAACGCGGCAGCGATGGTAATTTTGAAAAT
>McF0033O14-MGRbd1
GGGAGTCCCCCATGAGAACTTCTAAGAGTAGAATCAAACACAGGCAGCTGCCCCCCAGAA
ACATCAAACTCCAGGCGCCTGGAGGAGCCACAAGTGGCGTCCCAGCTCTCTGTTCAACTT
ACTTACACGACCTATCGTGAGGAGCCGCCGAACAATCCCATCCGTCCGGCTACAACAGTT
GTCAGAGGGCTGGTGATGACCTGCCTGGCGGGGGCCGCCCTCACGGCATGTCTTATGATG
ATCCGCTGGTACCGGCACGTGCCTTAATGGTCATCCACTGCTCCCTCTAAGCTGCGCGCG
TGCGCAATAGCGCACT
>McF0033O19-MGRbd1
GGGTTTAAACAAGTCTTTTTTTTCTATTTTGGTTGTTTTCTGGTTTCCCCCGTCCACAAA
GTAAATGAAATGTGTTTTTTTTTCGGCCCCTGACACACAGCACCTGGCTTCACACCACTT
TGGTCCAGTTGGATGCTGAGGGCGGGGCGCCTCCAGCGGAGGGGGCGGTCCCNNTNNNNN
NNNNAAAAAAAAAAAAAAAAAAACAT
>McF0033O24-MGRbd1
GCGTTAAACCCGGGCCTTATGGCCGGGGAGTCACTGCTGCAAGGATCGTCAGTGGTTTTA
ATACATCTACTTGAAAAACTTTAACTTCCATTTTTTTTCTGCTTGTAAATTATGTGTAAT
TTGAAGCTTGTTTGTTTAGTTATGTGTTTTTCCTGCACTGAAGCTCGGATTTGGGCCTGG
ATGCTCAACATGCCACACAGCCCTCCTAAAGAAGAAGCCAAGGCACTCAGAGAGGACCCC
CCAGAGCCCCCCAGGACCCACACAGTGATGTGCGACCACAACAGAGCTTGTGGACGGGGC
TTCTCCTGCGATCGACACTTTGGTCTTTGTGTGCCGCTGCGTGGGGAGGGCCACTACTGT
CGCAGGGATGCCCAGTGTGTCCGTGGACTCAGCTGCATGTTTGGAAAATGTCATCGCAGC



ATTCCCAACGGACGAGAGGGGGCCAGGTGTAAAGTTGACAGACACTGTGGGGCGTCAATG
TGCTGCGCCCGGCATCACGGCGAGCAGGTGTGCAAGAGACGGCTGCTTCATGGGGAGAGC
TGTTATATTCCTGACGGCGGCCTGGCTTTCAGCAT
>McF0033P01-MGRbd1
GGGAGAAGAAGTAGCGTCATCACACCGATGCGTATGGCATTACAAGCTAGCGTCTGTGGT
TAAAGATACTTAAGATCTTTATCACACCGCATTTTTCAGAGAAAATGCCTCGCTATGCCC
AGTTGGTGATGGGCCCGGCTGGTAGCGGAAAGAGTACGTACTGCTCCACCATGACCCAGC
ATGCAGAGGCTTTGAACCGCTCAGTTCAGGTGGTCAACCTGGATCCAGCAGCAGAACACT
TTAATTACCCTGTTATGGCAGATCTCCTCAAGAGCTTTGACGTTACTGAGCATCACAGAC
TTTCATCTCCCTCCACAGATTCTCTATTGGATTGAGGTCCACAGTCTAGCTAGACCACTC
CAGAGCCTTAAAATGGTTCATATTTTGCCACTTTTGTGTTGCCTAGGCCAGTGTTTTTCA
ACATTTTTTGAGCCACGGCAGACTTTAACATTGACAAAGACACAGCGGCACACCAGCATC
CAAAAAAAAACTCAGTCTGTATTGATCGACAGCCCCCCCCCCGCAATCTCACGTGCGTTT
TTGT
>McF0033P03-MGRbd1
TAAAAGGCAGGAGGAGACATTGTGTGGGACTCGAATCGGTCTTATATGCGAGAATCATGA
GTGATCAACTTCTTTTGGTGAATGTGGAAACATGGATTACAGAGAACCAGAAAGCTTTTT
TACCACCGGTATGCAACAAGCTCATTTGTTCTACCAGCTGAAAGGTGATATGTGTCTGAA
GATAATTGAAAACGGCAAGCACAAGGACGTCCACATCAAAGAAGGAGAGATATTTCTGCT
TCCAGCTAGGATCCCACACTCTCCTCAGAGGCAGGCCAACACGGTTGGTCTGGTGGTGGA
AAGGAGACGCCTGCTGAACGAGACCGACTGTCTGAGGTACTTTGTGGACAACACCACTGA
CATTCTGTTTGAGAGATGGTTCTACTGTGAGAATCTGGGAACTCAACTGGTGCCAATCAT
CAAAGAATTTATGGCATCAAAGCAGTTCAAAACGGGAAAACCTGATCCAAGTGAGTTTTG
ATGCTGGTGAGAGCCTGTTGGGGGAGCTGGTGTTTTAACTGCTGAACGACTGT
>McF0033P15-MGRbd1
GAGCGACGCAAATGGCCAGACCGACTGGCTGCACTGGAAAGCTTGCTCAACACGTCCACT
TTTTTTTTAAGGAGTGCCAAACAAATTCCAGAAGATGACCAGATCTTCACTGAGGTTGAG
CTGAATATGCTTGAAAAAGTCATCAATGAAACAACGATATGGAAGAACAAGACAGTAGCA
GCACAGGAGAAACTGTCTTTACAAGAGCCACCAATCCTGTTATCCAAGGATATCGAGGTG
AAGCTTGCCCTGCTTGATCGAGAAGTGAACTACTTGCTTAACAAAGCCAAGTTTGCCAAA
CCAAAGGCTAAAGCCAAAGGCAAGAACTCTACGACTGAGAAAAGCAGCAAGGCTAATGGC
ACTGCTGAAGACTGGGAAACGGAACCAACAGGGAAAGGCTCCAACCTTAATACTGAAGGT
CCAGAAAAAGTACAGCCAGAAGAGTCTCCAGCAGCAGAGGACAGCAGTATACATCCAGGA
TCTGACAGCCAAGCGCAGTCTTTCAGATGAGGCGGGACTCACAGGTTCGACGGAAAAGAC
ACAACCTGAAAACCACTTAGAGGATGAATTATAACAGCAGGACTGTGGATTTTTCACTAT
TTATTGATCGTGTGAAATGTTGAATTTCAGTCTGAGTTTGTTGGGCTCTTGTTTTATTTG
CTTGTTGTTTCTTTGGTCCTGTCTGCTAAGTTGCAAACTGATGACTTGGACAAATTGTAA
AGTTTCAGATCTGCCGTT
>McF0033P23-MGRbd1
GCGCTAGCTGTCTGCCTGTCACGATGGCTACATACATTTCTGTGTTTTTGCTGCAGAGAA
TTTTCTGGTGGCTCTGCCGGT
>McF0033P24-MGRbd1
GAGAAGCGTTCAGAAGAAGTCGGCGTTGTTTCCCCCTCTCGTTTGGTGAATGTTGGAGCC
GCTGTTTCAAAAATGTCTTCCGGTCAGCCTCTAAAAGACTTTATCAACAACGTGGTCACT
GATGCTGCTGAAAAAATCATCCAACACTTCGAAGAAAGCTGCGTTCAGTTTGAGGAGGAG
CTCCATCGTCAGAGCAGACTGCTGGAAATCATCGCGGATCCACAGACGAGACCTCAAACT
CTCCCTCTCCCCCAGTATTTTCTAAGGACCCAAGAGAGGAACTCCAGTGTGAAGCTGGAT
AATGCAGAACCTCTTCAGATTAAAGGGCAACAGGAGCTCTGCAACAGCCAGGATGTAGAG
CAGCTGGATCTGAATCGGGAGATGGATATCTTGATGGGAACTCCTACTCATGAAGAAAAG
GAAGATCTAAACTGTCAGCATCTCCTAACTCAAACCTTAAATGCAACTGATGACCAGA
>McF0034A01-MGRbd1
CGTTTAACCCGGNCATTATGGCCGGGCATTCTGGCAAGTTAGAGTTCCTTGCAATGAAGT
GGGCAATCTGTGAACGCTTCCGAGATTACCTGTACCATGCGCCATCATTCGTGGTATACA
CTGATAATAACCCGTTGACATATGTGCTCACCACTGCAAAACTCAACGCCACAGGTCACC
GATGGGTTGCAGAGCTGGCTGATTACAACTTCAACATACGCTATCGTCCAGGCAAGATCA
ATGCAGATGCTGATGGGCTATCCCGAATGCCACTGAACATTGAGGACTACATGAATAGCT
GCACAGCCGAGGTCAGCCAAGAAGCCATAAGTGCATCCATGGAGTCTGTGGCAGTGGAAC
AGAGAGATCCTTGCCAAGGCGTTGGAGTGATTCAGGTCAGTGCTTTAAAGTTAGTTAAAG
AAACTAACACAAATCAGCCGTTCACTCAGGACCAGATCCGCAGAGCACAGGAAGGAGATG
AGGTCCTGGCAAGATTAATCTCATTCAAGTTACAGAACCGAAGGCCTAGTAGAACCGAGG
TAAAGTCAGAGCATCCTGCTGTAGCTGCGTTGCTTAAGCAATGCTTCAAGCTTCATATCG
ATCCAGATGGCGTCCTGCGTCGCAAAACAGCACGACGAGAGCAACTCTTACTCCCAAGTG
CCTATCGGCCCCTAGTTTTTAAAGAACTACACCAAGA
>McF0034A02-MGRbd1



ACAAATCCACCAAAGAAGAAGACTAACCGGACTTTTGCTGTGAGAAAGGAACTGTGTTGG
AAAAAGTAACACATGGCGACGCCGGTGCCTGTTCTCCGCCTTCCTAAAGGCCCTGACCCA
AACAGCCGGGGATTTGATCCTAATTCGCCTCGCTACATTGCTCTCTGCCGCACCACTATT
GCCACCACAGAAGCGGCGGGTGGAGACGAAGAGGAGCTGCAGCAAGAGCAGCATGCCCGC
TCTGTGCTGAGGGAGCGTTTCCTGCGGTGTCTGCTTGCTATGAACAACAAGAAGGTTCGC
TTCAACATGCACGAAAATGTGACAGTCGAGGCCACGTTTGGTTCATCGGACATTGATGTA
CTGAACTTCCAGGTGTCTGACCTACACACGCCGATTGGAGTTCAAAAGGAGGCGCTGATC
AGGTCTCAGGATGTGATTTCATTTACGTTTGATGCATAAAAACTAGAATTCAAGAACAAA
AGCACTCAGGAGTTTGTTGTCAATATATTTTTACATTATGACGATGTTTACATAAGTGAT
GTTCTTCATGTGCTTCGATTTGTTCAACCTGTCTTAACACATCAACCGTAGACTAAACTG
ATGTCTC
>McF0034A16-MGRbd1
AATTGAGAACATTAAAAGAAAGCTGGAAGAACAGGAATCCACACAATTGGTAGAAGAACT
CACAAGCAAGCTCCAAGAGAGAGACTTGAAGCTGAAATCTATTGAAGAGAGTCTACAAGC
AGAACTGGAAACCCGCTCTTCCCAAGAGAAGACGATTGAGGCTCTGCAGAAGCAGCTGGC
TGACCTCAAGGAAGATTTGGAGCAGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0034B03-MGRbd1
CATCATGTCCGTCATGGCGTCCTTTCTTCCCAACAGATGTAACTTCTTCCTGGAGAGGAA
GAAACGTTTCTGTAAGATGATGGTGGGGAATTTACAGCGCTTCTGCGGGGAACATGCGAA
CGCGGCGGAGGGAGGAAGCAGCAGGAGGATCATCTGTCCTCTGGATCCCAAACACACTGT
GGCCGAAGACAAATTGGAGAAACACCTGAAGAAATGCAACTCCAGACAGAAACCCAAACC
TATTTATTATGTGGAGAACATCAATGCAGGTCCAGATGATGGCGATGAAGGACTTCCACA
GGTGAGTCTGTCAGAACGCAGCTGGTCAGAATTGGAGCTTCTTCTGGAGAAGCTTAAGAA
GGCCTCAGAAGGACTGCAGTGTGAGGTGGAGGACAACTTCCTGTCTCATCCCGCCCTCCA
GGAAGAACTTGTTAACCCAAAGAATGGGGACCCTGCCCACAAACACCTGAAGCAGCAGGC
CTCCATTTTAGGTCACCTGGACGAGCTGGGTCTCCTTCGAAGGGGGCGGTGCTTTGTGGA
GTTCGGTGCGGGTCGGGGGAAACTTTCTCATTGGATCCACGA
>McF0034C01-MGRbd2
CCTTATGGCCGGGGGACGATATCATGGCCAATAACATTGTGGATCACCCTCCTGGAAATT
CCGTTGCTGAAGGCAACCATGATGGAGATTTTGGGGTGTCCATGGAAGACCTGAAGAATG
TCATGGAGCTGCGCAGCTCTGAGGCTGTCGCCATGATCCAGGAGAAATTCGGAGATGTGC
AGAGTATATGCCGCCGCCTGAAGACGTCACCTATAGAAGGTCTGTCTGGCAACCCTGTTG
ATTTAGAGAAGCGCCATGCTACGTTTGGCAAGAACCTCATCCCCCCGAAGAAGGCCAAGA
CCTTCCTGCAGCTGGTGTGGGAGGCTCTGCAGGACGTCACACTCATCATTTTGGAAGTGG
CTGCAATCATCTCACTTGGCTTGTCCTTCTACCACCCACCAGGGGGCGACGGTGAATCAT
GCGGCCAAGCGGCAGGCGGCGTGGAAGACGAGGGGGAAGCCCAGGCCGGCTGGATCGAGG
GTGCGGCCATCCTGTTCTCCGTCATCATTGTGGTCCTGGTAACGGCCTTCAACGATTGGT
CCAAAGAGAAGCAGTTCCGCGGGCT
>McF0034C17-MGRbd1
ACCCGGGCCTTATGGCCGGGGAAGGCTTAGGGGAGAGAGGAGAGGGGGACCGAGCCGCGT
GGTTTGGGTCATTTTTGTGTACCCCCCCCCCCCTCCAATAAATAATTAGAAATATCCGCC
TATGGCTTCATTGACGAGCAGTCGGTGGCATCTTAAGCAGAGAACAGCCTGATTGTGATC
AACTCCTGTGCGCAGAGAGAGCACACCTTGAACCGGGACTGCACTGTGACTGACTCTACA
CGCCCACTGCCCCCTTCCTTTCTGGACACCCCCGGTCCATTCTCCACGTCATTTTTCCCT
TCTCCCTTGCCGACCGAGGAGCAAGGTTTACGAGGGATTAATTCGACCAGCAAGACACAC
ATTTGAACGCCGGGAAAAATGTCGTGCAGCGAAAA
>McF0034C19-MGRbd2
ACCCTGTGTTAATTATGGGTTGCACTAAATCGATAAATGAATAACTAAATAAGCCTTCTC
GAACCTTGAAAACAATGTGCGTCCCTGCGCTTTTAGTTCCTCGACTTTAGCTTAGAATGC
CAATCGGGTTGGAGGATTACTTCCAGTCCTGCAGACTACAGACAAATGCATAAGGAGTTT
AATAGAGTAGATCTAATGAGTGAGCAGGCAAGAAGGGAGGAGTCGCTCAATGCTATGGAT
CAGCTCTCCTCTCCACCTCAGCCAATAGGTCAGACCAGGTGTATTGACAGAGGCCAGTGA
GGCGTTGTATTGGCTCCTTGATCGCTTAGCTGAGAGCTGCAAATGGGTCAAGACAAGGCT
AAACTTCAATTATGTGTCAATGATGTGGACCTTTATAACACGATTAGCTTGATTTTGTTT
TGTTTTTTTCCCACAGCAATGGAAATTGCTTTATGAAGTGAAATATTCATGACCTTATTT
GTAATAAAATCCTAATCTTCCTTTGTAAAAAAAAAAAAAAAGTCATTACAATATCTTCTG
TTGAGAATGTATAT
>McF0034C20-MGRbd1
GGAGATCTCTACACGAGTGTCATGTAACAGTGTTTTCCTTTTCTGAGGCTATAATAAATC
TTTCACCGGGGGTTGGGGTTGTCTCTTACAGCAAGTGTTAAACTTTGCAGCCAGATGCTG
CTGAGGTGATGGTTCCAGCAGATGTACTGGTGGGGGCCACCCCTTTCCTCAATTGTATTC
ATAGCAGTAAGCACAGTTGCTAAAGTGAAGCATTTGAACATTATGACAAACTCTTATCAG
TATTTTTCTAGTAGATTTAGAGTTTAGTACCACAAAACAAAATCAAAAAGGAACAAGATA
TGTTCCACTTGCTTCTAATCAGAGCAGGTTTAGTGCCATGAAGTTTCTTATCTGCGTTTT



GTGCTAGCAGGCCCCAATGCTGAAGTACTTCCCTTGAAACCCTGTAAACAAACAGAATAG
TCTCTTCCTTTTGTCAGTTAAGGCTCAGCTCACATTGTTGTGCCTTGTTAATGTTGTCTA
AAGTGTAAATCCTTTTAAACGGAGGAAACTTAGCGTTTTGCATCTAGCA
>McF0034C21-MGRbd1
GCAAATCCAAGATGTATACATATTTGCATACATTTGTCTGTTATCAAGATAACACTGAAG
TCAAGAGATGTACATATCTGTAAAGAGATTACTTCATAAAAACAGAAATGTGTCTTTCTG
CACTGAATTTTTCTTCCTTTTTTTTTTTTTTCATTTCAACATTTGATGAATGTATCTGAG
AATTCTCATTGATGATCTCATCAGCCACCCAAAGAATCTAAATTAAAACATTTTAACTGA
CCTGGTAAAAGAAAAAAAAAAAAAAAAAAAAAAAAAAA
>McF0034D17-MGRbd1
GGCACGGCAATAAGCGTTTGGACACAGCCTTCAGAGCCATGAACTCCAAAGGTCCTGTCT
ACTTGTTGTTCAGTGTCAACGGCAGCGGGCATTTCTGCGGCGTGGCTGAGATGCGCTCGC
CCGTGGACTACAGCACCAGCGCCGGGGTGTGGGCGCAGGACAAGTGGAAGGGCAAGTTTG
ATGTGAACTGGTTATTTGTTAAAGATGTTCCCAACAGCCAACTGCGCCACATCCGCCTGG
AGAACAACGACAACAAGCCAGTCACCAACTCACGGGACACTCAAGAGGTTCCCCTGGAAA
AGGCCAAGCAGGTGCTGAAGATCATCGCCCAGTACAAACACACCACCTCCATCTTTGATG
ACTTCTCCCACTATGAGAAGAAGCAGGAGGAGGAGGAGGTGGTGAAAAAAAGCTATGAGC
CCGCTCCACTGCAGAGTCGACCCAGAATTGATCAGGATCGTCAGAAGTAATCTGTTGCAG
AGGAACCCTGAAAGATCTGTTATTGTCTTTGGATGGACATACCAATATTTAGATAAAAAC
TGAAAACACACAGACATTTAAGAAAATAAATAAATAACTGATATTATTTTCTATTTAAGT
TGAATTACCCCCCCCCATGTGCAACTGCTAAGTCACA
>McF0034E01-MGRbd2
AGAGGGCACCTCAGCACTACGCACCTGGAACTGGAGACCCTGCATGGTTCAACGAGGGAT
GGCTCAGTCGCATCAAAACAGACGGGGAGGACAACTGGAGGCTGAAGATGAGCAACCTGA
AGAAGATCCTTCAGATGGGTGGTGACTATTATAAAGAGGGTTTATCCCAGGACATCTCAG
ACTTTCCTGTACCTGATTTGGCCCTGGTGGCTGAGCACGCCGACCCGGTGGAGCTGGACA
GGTTGCTGCAGCTCATCCTCGGCTGTGCTGTCAGATGTGAGCGGAAACAAGAATACATTC
AGATCATCATGACTTTGGAGGAGTCTGTGCAGCATGTTGTCATGACAGCCATCCAAGAGC
TCATGAGTAAAGAAACCACCAGTCCATTTGCA
>McF0034E07-MGRbd1
CTTCACGAGGTGTTTTTAAGTTAATCGAGTCCAACATGGAGCTGGTCGCAGTGGGGTTCT
GGACCGAACATCGCCGCGTTTGGATGTAGCTCTCCGCGGCTGCTGGCGGTTAACCCCGTC
AATCTATTTTTCTTTTCCTTTTTTTGCGCCTAGTTGAACCGCCGTGACAGCACACCATTG
GGCTGTTCCAAGCACCTCTAGCCCTCCCCCCCACGGTAGTTTTTCTCGGCTTCCCTGCTG
TTGGTGTGACCCTCCAGGACAGACAGGGCAGTCATGCTTTCCGTGCGCATCGTTACCGCA
GACTACTACCTAGCAAGTCCCATTAAAGACCTGGACGTTAGCTACTCTCCGCTCAGGGAG
AGCGACGTGAAGAGAAAACCCCCCCTTCGGATATTCGGAGCCACACCAGCTGAGAGCCAC
AATGGAGCCACGTGTGGCTTCAAAGCCTCAGGTTGCAGATCCCCTGAAGCAACAGAAAAC
AGGTCTGG
>McF0034E16-MGRbd2
TGCATCAGATCGTTTCACCTTTCCTCTTTCTCATCTGTTCACTTGTCCTGCGCTTTTTAT
GCTCATTTTTGTGGGGTCACTTCGCACCCCTTTTCTTCTTTTTTTTTTGGCAAACATTAG
TAGACCTACTTCCCTGTCCTATTGATGTATGTGAATCCATTGAATAAATTTTAATTGGAG
CTTTTTTTCTTCCAAGGCTCTGTATTTCAGACGGTGTGCAAGTTAACTGTGACATGTTAA
CACGTTTGTCTTTGAATGGGGATGTCTAAAAAAGAAAGCTTACAGCCGGAGTGTACCCAC
TTGTAAATTAGTTCCTTCATAGCAAACAAAAAAATA
>McF0034E20-MGRbd1
ACGTGGAGGAGCTGTCGGAGGACGACGACAAAGGATGGATGGCTCACGTTCTCCAGTTTG
ACGAGCAGACCAGAAAAGTCAAGGACGCCGCCGTGCAGGACGAGGACACCTTTGAGATCT
ACGACCCCCGGAACCCCGTCAACAAGCGCCGGAGAGAGGAAAGCAAGAAGATCATGAAAG
AGAAGAAGGCCAAGAGGTGAAGCCGCGGGGTGAAAGGTCAAGCCACCGCACTTTCCCATC
ACCTCACACCCCAGCTTCTGAGGGCAACATCTGGATGGAGAGTGCTAACTTAAGCTTTCT
GTGACGAGACAGCTGCACACAGCTCAGTAAATCATCACACAAACACATGTAGTGTTGACT
TCTCTAGCTTGTACCATTGTGTAGATTGTTTTTTTGTTTTTGTTTAATAAAACACATTTT
TGACCNNNAAAAAAAACAAAAAAAAAAAAACAT
>McF0034E21-MGRbd2
TTCATTCAGATTCTGTTCTAACTACCAAACTCTGGGTATAACCATAAGAGTGTGGTGGGT
ATTTTAATTTATGCGAGCGACTATCCAAAGGTTTGGAGCGCTTCTGCTGCGTCATTTTGG
AGAATCTGTTGTTGGACTTTGAGGCTCGTCCTTATGTGTGATTTCACCTAATAAAACTCG
GTTACTTGACTTTTTTGTTTTGTTTCTGTCTTACTATTACTGCCAGAAGTTACCAGGTAT
GTTCTTAGACCTGCTGTTTTATTGCTGATTTGTCTTCAACAAGACTTTTTGTGAAGACTG
GACTAACTTAATTTCTTTTTAAATTAATGTCAAAGTTTTATAATTTGTTTTTTGCAGCTG
TTTGCTATGCCTCTCTTAT
>McF0034E22-MGRbd2



GGGAAGAAGGCATTCCTCAGTGGCCAGTGATTTACTTCAAGGTTCTTTCCTTGGACTTCT
GGCAGCGCTATCGAACGGAAGGCTATGGTTATCTGCTTTTTCCTGCCACGCGCGGTAAAC
TCTCTAGTGACCGGTCCAGTGAGCATCTGTGGAACATTTCATGTTTTAAGGATTAATAAG
TCACTTTGTCAGGTTGTAATGATGCAAAACATACATCAATCCACCAAAATGTGGAAAAAG
TGACCACACCTGCCTTAGAAACTACAGGCAAATTTCACAGCAGTTTTTAATGGCTAAGGA
ACTTGTTGAAAATCCACTCAGGAGTTTTTTTTGTTGGTGTTGCAATTAACTCTTTTACAA
GTTCTAAGCTGCTTTTCACCTCCTGCCCTCTACAGAAGCTGCTGCGCTCATGTTCTGCCA
GTACCTACTGATGTCCGCAGATACGAGAAATGTTCTGGTGCTGTTTAAATCTACTAAAGC
TTACTTTTACTGTCAGAAATAGCCTAGTGATTAACAGAATGAAGCTGAATTAGCCACTAA
CCAGGAAAGCCTTTGTGTCGTTTCCCTACATCAACGGGTCTATTTG
>McF0034G13-MGRbd1
TCGCTGGGCAGCGAAAAGTCCCGGGGCCCTCGGGATAAAGCGCTGCCAGCTGCTACTCAT
GTATCACAACCACAGAAGCAAATACAGGCTACTGCTGAGCAGATCCGCCTTGCTCAGATG
ATCTTTGACAAGAATGATGCTGACTTTGAGGACAAAGTTAATCAGCTGATGGAAGTGACC
GGGAAGAACCAGGATGAATGCATGGTAGCTCTTCATGACTGCAATGAGGATGTCAGTCGA
GCCATCAATTTCCTCCTGGAAAGCACCTCAGACATGACCTCATGGGA
>McF0034G23-MGRbd1
GGTGCAATCCGTCCATGAAACCCAGGTTCAACTCCAGGCTGTTCCCTTCTCTACTTCTGT
GCCGGTCCCAAGCCCGGTTGCTTTGAGAGGGTTTGTCAGGTAGGGCATCCGGTGTAAAAC
ATTGCCAAATTTACCATGCGACTCGTTCGCTGTGGCGACCCCTGATGGGAAAAGCCGAAA
GAGAAACAACAGCCTAGTACTGATGATTCCGCTAATGATTTTTATCAAATTCATTAGGTT
AGGGTAGATACTCATCTGGTCATATGATCAAATGGTTTCGCCAAAAATCAATTATCAGAC
AACAATATGTGCTAACTCGATGTTTTACACGACTCTCTTTACCAATTCTGCCCCGAATTA
CACTTAAAACGACTCAACAGCTTAA
>McF0034I02-MGRbd1
CTCTGAGACAGGTGGAGAGGAGAACCTCAGTGATTCAAATGCATCTCCTTCAGCTTCCAC
ACAGGTTTCCTTGGAAACAGAGTCTTCTGTGACTGTAGTTCAGCTGCCTGATGGTCAGAC
TCTGCCGATCCAAAGAGTCATCCAGGCTCCTCAGACCTCTGTTATTCAGGCGCCCCAAGT
CCAGAATGTTCAGATCACTCCTGAGATAAAATTGGAGGGGGAACAGCCTGTTGCAGA
>McF0034I04-MGRbd2
AATCAAAGAAACGTAACTTCACTCAATGTGAAGTAAAAGTTAAACAAGCGTGCGTGGATA
ACGGAGGAGTGCTGGCAGGGGTGATCGGCGCACGCAAACCTCACTACGACATCTGGGGCA
ACACCGTGAATGTTGCAAGCCGCATGCAGTCTACGGGGTTGATGGGCAACATCCAGGTGG
TGGAGGACTGCTACAACATCCTGAAGGAATACGGCTTCCGCTTCGTGAAGAGAGGACCGA
TCTTTGTGAAAGGCAAAGGGGAGCTGCTCACCTACTTCCTCAAAGGAAGGGACAAGCAGG
GCTCCTTCATCAACGGCTCCTCAGGCACCCTGCCTCACCAGGTGGTGGACAGCTGAGCTC
TGCTCACTGCTGACACCTTACGCCTGAAGGACATGCTTCATACACACCTTTGTAGGGCCC
ATCTACCATCCGATTTGCTGAGGGTTCTGTGGATGCAAGGATGTGTGTAGATTTTGTCAG
ACTCCACCAGATGTAAAACATTCGTGATGAGAAGAAACCACAAATAATGAAAAAGCATAT
ACCTGACTGATGACACAGAGG
>McF0034I14-MGRbd1
AAAGACCTGCTCCGAATCAGCTCACCTGCCTGCACCTGAAGCCTCACACCAATCATGGCC
TCAGTCTCGTCCAGCTCCCGCCTCAACAAGGTCGTGCGGCAGGNGTCCATGAGCCTGC
>McF0034I17-MGRbd1
CGTTGAGACAATGGAGAAGGTTTTGTGCAGTGACCACGGTGGCATTTGTATGTTGAAAAC
AGGGGTTAAGGACGGACCGAGTAAAGGCAAAAGTTTCTACGTCTGCGTAAGCAACCAGGG
CTG
>McF0034J16-MGRbd2
GCGGTTCAAACGAGACATGAAGCATTTTGCTCCACGCTCCATCAGCCCCTGAAGGAGCTA
GTTTGCACTTTGATCCGTTCTTGATTTCTGAATCATGAAGATCTTGGTATCTGCTGTCTT
TGATTCCTTTGGTGGTGGAAGGACTTTCAGGATCTGCTCTGAGCTCTGATGTCATCACTG
TCATTGGTGTTCTTCCCGGCGTTCTTCTTGGTGTTGCTGTTGTTGGGGGGATCCTGGCGT
TTTTACGTTCTAGGAGAAACAGAAACAGAACTGATCTCCAACCAGGTTCTTCTTCCATCG
CTCTGAGGATCATGGAGGAGGGGGAGTCTTCCCAGCCACCGTTGTATGAAGGGGGGGTTG
ACCCTGAACAGGTCTCCAGTCCTTTCATAGATGATCATCTGAATCAAAGTCATGATGGAG
ATGTTCCAGATCACTACAGTGAAGGAGGAGCAGAAGCAGCAGCTGGAAAAAGAAATGACC
TCTGACCTTTTGTATAAGATTCTGCACTGATTTGTACCATAAAACTTATTGGATTGAAAC
ATTTGACATGAATTAGAACAAATGTTCTTGGACGTTATGGATTCTCAGTTCAGAAATGAA
TAAATAAATATTGGCTTTATTTGAAACAACCAAT
>McF0034J20-MGRbd2
AGCACTNGAATGAAAACGCACTGATTTCAACTTGAAAATGAATAAATTTCTACCTAACTT
GTTTTTGCGAGCGCTGCTAGTGTTCCCAGCGACTGTGCTCCTGAAAGGACCGCTGGTACA
AGCTCAAGATCTGACTGAGGATGAGGAGGCTGACGCTGCGGATGAAGATGTGGTGGATGA
TGTGACGGCTGAAGACGAAGACAATGAAGCTGAGACGGAGGAAAAAGAAGAGGAGGAAGA



AGCTTTGGGTGGAGAGGTGAAGGCTTCTCCCAATGCTGACACCACCATCCTCTTCGTCAA
AGGAGAATACTTCCCCGCCAACAACATTGTCAAGTTCCTGCTGGGCTTTACCAACAAAGG
TCCTGAGAACTTCGTGGNTGATTCTCTGGACGCTTCCTTCCGTTACCCTCAGGATTACCA
GTTCTACATCCAGAACTTCACGGCTCTCCAGCTCGGCACCGGGGGTCCTCCTG
>McF0034J21-MGRbd2
ATCTGCGGATCGGGGACTTGGTGTGGGGGAAACTGGGCCGCTACCCACCATGGCCTGGAA
AGAGTGGGAGCCCCCCCAAAGACCTAAAGAAGCCCAGGGGGAAAAAGTGCCACTTTGTGA
AGTTCTTTGGGACTGAAGTATTTGGCGTGGATCAAGCCCCCCGCAGCTGAAGCCGTACCA
CCCCCACAAGGAAGAGATGATCAAGATCAATAAAGGCAAGCGCTTCCAGCAGGCGGTGGA
CGCCGTGGAGGAGGTTCCTGAAGAAGGCCAAGGGGAAGGAGCAGGACTGTAAAGGAGACT
CTAAAGGATTTTTTTCACCCAGCAAGCCTCTGAAAATCCTGGAGGAGGACGATGAGGACC
TCAGCGCCCTGAGGGATCCCTCTGAGAAGCCAGTCAAAGATGACCCACATTTTCATCATT
TCCTGCTCAGCCAGTCAGAGAAGCCAGCCTCTTCCATGGAGCCCATAAGCAAACGCCTGA
AGATCATTGAAGAGGTCACAGGCTCCACATCCATTCAAGCAGCAGACAGCACAGCCATTA
ACGGGAGCATCACCCCCACCGATAAGAGGATAGGTTTCTTGGGTCTGGGGCTCATGGGCA
G
>McF0034K05-MGRbd2
CCACCATGGAGAAGGGCTTCCACCTCAACTGACCTCGCCGCCGTCGCACTGAGCATGCTC
CCCAGATCCGTCCGTCCCTCCGGGCGTGACGGACGGACGTACAGACTGCTGGAGGAGGAC
GTTTGTGTCGTAGAACCGAGAGCCGTGAAGCTGCAGAGACTAACGGGACGGCGGCTCTGC
TCTCCCTGTATTTTCTTTGTATATTATAAACCTTTATTTAACTCAAGTCGCAGTTTGAAG
TAAACAGATATTTTCAAATGTGTATGCTGGGGAAACATCATTAAAATGTTTGCAAAGGAA
AAAAAAAAAAAAAAAAAAAAAAA
>McF0034K16-MGRbd2
CGGGCATTATGGCCGGGGACTGTCGTCTGGCTTCAAGATACCAAGGTCTGTTTTGTGGAA
AAATGGCAAACGAACTGGCTTTATTTTGCTAGAGCTGGAAGTAAGGCACTTTCTACGAAG
GTTAGGGCATGCGCTCTGTCCAGTTCTGTCTTATACAGTCAATGGCTTCAGCAGATTAAT
AAAAAAGTCAAGAACCTGCAGAAATCCAGAAAGAGCGGAATAAGGTGGAGGAACAGGTTG
CAAAACCACCATTCCAGACGCATTCAGGAGACTGGCTACAACTGTCGGGTTCCTCAGGTC
AAGACACTTCTGAGCCTGGACTAATGAAGGAAACGTCTCTACTGGACCAAGGAGAAGAAG
GACTGGACTGTTGGTCAGTGGCCCAAGCTCCTGTTTTCTGATGAAAGTAAAGTGTGTCTT
TCCTTTGGGAATCAAAGTCCAAGGGTTTGGAGGAAGACTGGTGAGGAGCAGAACCCAAGC
TGCTGGAGGTCCAGTGTGAAACCTCTACAGTCAGTTATGATTTAGGCCGTAATGTCCAGC
GCTGCTGATGGTAGAATCTGT
>McF0034K17-MGRbd1
GGCATTATGGCCGGGGAGATAGAATCAGAGATTTCTTGGTTTGAAGCCGCTTCAGGGCAG
AGATCATGTCGTCCCCGCCGAAGGAGAAAGTGGAAACTAAAGGAGGACATCTCCCCGCAG
TTAAGGCAGGAGGTATGAGGATAGTGCAGAAACACCAGGCGCCTCCTCCCGTCGAACCTC
CGCAGAAAGATGAGGATGAGGAGGAGTACGTCAGCACCAGGTCATAGTGGAAAAAGTTGC
AATGGACGGAGAGGAATAGAGAGAGACGAAAGAGGGAAAGAAGACAGACAACAGGCATCT
GTTTCCACAGCAACCACCACCTCGCCCACGGCAACAAACTTCCTGTGCTGCTGAAGCAGG
GAGGGGTGGGTGGGGTTGCCAAATCGGCGGTGTCAAAGCTTGCGACGGGAACAAAAGCAA
ATGGACTCGTGCTCATTTCACAGCTTTATTAGTTTTGATTTGCTCCCCATGTATTTTCTC
GTCTCTATTCCTTTTTCTCCCCCCCCCCTCCCTTCTTTCTTGTTACCCTGTCCCCTCCTG
ATGG
>McF0034L15-MGRbd2
ATGGGCGTGCACTGCCCTCTACTCCAGATATGATGCTCACAAGCTGACCGCCATTTTTGG
TGGCAACGAGCCCCACAGATGCTGCATTTGAACAAGACTGTTCATCTGTTCATCACAGGG
GAGGACAAGACCCTCTGATGCTGGTAATTAAAGGAACAACGAGGGTGGGGATATTACAAG
CTTATTAAAAGACTTTCATGTCTGGCAGTGTTTCCTTTTTTTTTTTTTAATGCAGCTTTG
AAAAACCAAGTCAGACCATAATAAAAATAGGTTTATCATTAAAGCATCACTCACAATAAA
AATGAGTTAACTATTGAAAGTTTGCCCTTATCTGTTAGAGTTATAAATGTGTCAGTGATA
ATGTTTCATAATATGGGACCCACAATAAAAGACAAGCTTAAAAAAAAGTAAGTGATCACA
AAGTG
>McF0034L22-MGRbd1
GGGCTCGCGGCTGGCAGCAGGATGGCGTGTGGAGGCCGCGTGGAAGCAGCAGAGCGGGGC
GGAGAACAGGAACCGGAGGACGCCGTGGTGGCGACGCGGGACGC
>McF0034L24-MGRbd2
GGCACACTCGTATGCATACCCAGGGGCAATTTTGAGACCCCAATTAAACTATGAAGCAAT
GGACTGTGGGAACCGGTATGCCCGGAGAAATCTCACGCATGCAAAGGGGGAACATTCAGA
CTCCACACAGAAAGGTCCCAACTGGGAACCTTCTGACCATGAGAGGGGAGTCAGACCTGC
CGTGGACCCTTCCTCACAGCTGTGCCCTTGCCTCTCACAGCTTCAGCCAGCCCGAGTTGA
GCCAAAAAGGTCAAGTGCGACTTGTCAAGTTTAACCTGGAATCAGACGGAGTGAAGGAGG
GGGATTCACATCTGAGCAGCATATTGCTCAGCGGCTTTGTGTTTATCAGATCCCCAAGGT



TATATTATGTCTGGACATCAAATGAGGCCAAGACTTGATACTGAATATAATGCGCCCCTC
ATCCTCCAGCCCCAGAAAGCCTCTTCTAAACCTGCCATTAGATATTCAAGTCTTTGTCCG
GTATATGCTTCTCACCCTGCTGTGATAAATCAAAGGCAGTCTTGGATACTAGAAAGGTTA
GAAAAACAGTGGAACAAATTTAGGTGAATTCATTTTCCTTTATAAAGCATAGGCTGGTCA
GGAACTAATGTAA
>McF0034M02-MGRbd1
GGCGTTTAACCCGGNCCTTATGGCCGGGGTAGCAGTGTGTTTGTTTTTGCTTCAGCCTCT
GCGTTGTCCTGTAAAGCCCTTTCCTAGGCTCGGCTTTTTAAACCCATTAAAAAAAGCGTG
TTCCTGTAGTCAGCTGTAATTTTGCTCGTCTAATAAGCATCCATCATTTTTGTATAGCTT
AATTAGACATCATTACTTTTTTTTTCTTGTAGATCTTTTTGTGTGTGTGTGTGTGGTGTG
TGTGTGTTGCTGTGGCACTCGATGGATGATATTTATAACCGCCAGTGTTTAGCAGTAGTG
TGGGGTGCAAAAGGCTCACTTGCATTGCTACACTACGGAGCCCCAGACATGACAGTTAAA
AAGATTTGTTCAAATGAATCATTTGTGTGCTCAAATTAGCATTTTGTGCACACAAATGAC
TGTTTTACTATCATCCAATGCAAGTTTTTGCGTACAAATGCTAACCTTTGCACTCAAAAT
GCTAATAAAATGCTAAATTGTGGTGACGAAATACAA
>McF0034M05-MGRbd2
AGCATTTGAGGCAACTGACTTTGTGAACCCCAAAGATCACAACATACCCATCAATCAAGT
CCTGGCAGAGATGACCAACGGAGGAGTGGACTACTCCTTGGAATGCGACGGAAAAGAGGC
AGTCATGCGTACCGTCTTATAGCCCTGCATGGAAGCTTGGGGCGTCTATAAAAATGTTGG
CTGGACAGACATGTATGACATTGCAATCAGACCAAGTCATCTCATCTGTGGACGGACGGG
G
>McF0034M11-MGRbd1
CTTTCATATGTCTCCACATCGTCACAGGAGTCATGGTCCCAGGTGTCTCAGGCCGCACTT
TGTGTGTTTTTTGTGTTGTTTTGCTTCGGACAGTATGGGGTGATTTGTGTATCAGCTACA
GAGACATGGATGGCAACTTCCACGAAGCAAGGCAGTGCTCCAAGTACTGCTGTGGGGACT
GTAGCTTCAAGAACTGCTGCAATGACAAGAAACTCCGCTTCACTCAGGAAAAACAGGAAC
AGTGTTTTGAAAGTTCTGTTAGCACTGCTGTGCTTGTGGGAATCATCGTTGGAACTTTAA
TTCCTGTCATCCTCGCTGTGACTCTGCTCATCGTGCTGTTTGGCTCCCTGCTGTTTGTGC
TACCGGAAATGTCGAAAAGGACACAGCCCACGCTCTTATGGAAGGGCGGTCAACGCGTCC
CAGCCTGCACAACCACAATCTGCTAACCAGCCATCCAATGCAGGATATCAGCCTGTGTCA
GCATTTGAGGGCCCGCCCATGCCCACAGCACCCCCACCCTCTTACATAGACTCCACGGAT
CCAGTCACAGTTGATTTCACACATGGACTTGCCAATGTACC
>McF0034M13-MGRbd1
ACATGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGCAGAAAATCATTTATTTCTCAAAT
TTGATTTATATAGCAATTTAAAAAAGAAAAACAAGAAAAAATATTTATTTGTTATTGTTT
TCCTTACAGCAGTTAGCAACAGTTTTTTTTTACTATAGCATTCCAAAAATAAATACACCC
TTTAAATAATTTCAACTATTTGTTTCCTTCACTCATTGTTAGAGGGACACACAGTCCTAC
ATCAAATCATGGCTTCCTGTCTAAGCATTTTCCCGAAGAAATTAAGACAGATCGTATTTT
TTGTTGTTTTTTCTTTTCTGGGCCCCTGTTTTTAAATTACACCGAGGCGCAGATTTGAGT
TGTTCCAAAATGAAGACAAAAAAAGACTCCGAGAGGAGGCCAGTGTAGCGTCGCTGGACG
CAGCCCGGCAGAAGCAGTTATAGGACAGTGGTGAACATGCGAGGAGATCATGAGGAACAC
ACGTGAACATGTCAAATCAAAACAAAACAAATAAACTGAAGACATCCCTC
>McF0034M22-MGRbd2
CTACAATTCCCATCATCTATGTTACGGTGTATATGTACCAGCTGTTCCGCAGTCTGGCTT
ATATTCATTCCCAGGGCGTGTGTCACAGAGACATAAAGCCGCAGAACCTGCTGGTGGATC
CAGAGACGGCGATTCTCAAGCTCTGTGACTTTGGCAGTGCGAAGGCGTATGGTCGA
>McF0034N03-MGRbd1
CAGCTGTGATTGATAATTCCATCTTTCCCTTCCCTCCCCCTGTCCATGTGACTCGAGCCT
CTCTAAACAGAGCAGTTAAAT
>McF0034N05-MGRbd1
TGAACCCGGNCATTATGGCCGGGGACATTTGTGTACGTCGGTTCCGAGGACACTTCAAGC
TTAATGTGCTTAGAGGTGGAGTTGCTTTGAGAGATTCCGAAAATATTAAAGCAAATTGAA
TTCCGGGTACAGATCAGAAGCATGGGCCTGATGTGCAAAGGATCAAAAGCGTTCTCTACA
TGCTCATTGGATTGCAGCTGAAGCGTGAAAAGATGCACCAAGCACTGGAGGCCAAGTCTG
GGTTTGGACAGGAAAGTTTTTGTAATATCCGCACACGGCAACAGAAGCTACGGCGCCGGC
AAGTCACAAAGATGTTATTTGTTTTAGTTGTTGTTTTTGGGATCTGCTGGGCACCATTTC
ACACTGACCGCCTCATGTGGAGTTTCATTAATGAATGGACTGACAGCCACAGGGAAATCT
TCGAGT
>McF0034N08-MGRbd1
TTAACCCGGNCCTTATGGCCGGGATCATCTTTAATCCCTTAACGCCTGAGTTTATTTCCA
GCTATTAAGTCACCTATGATTTTTAAGTAATGCATCATTTAGGTAATTTTATTTGTGACA
ACAGGCATTAAGGGGTTAAGCCCTCAGCAGCTTCGCCAGCACTCATTTCCTGTTTCTCGT
GTTTTACGGAGTCCTGGCTTCTTTTCTTGTAATTTATTTTTGTAAAATCTGATGCTGCAA
CACTTGTAGGAGAACGCGGCTCCACACGAAGGCCGTCGGGTTTTGAACTTGATCAAAACT



GTCTTTATATGATTAAGATCAGCATCATCTCACTGTCAAGATGCTGATTTCTGCTGATGC
AGCAGTTTGACAAACTGTAAGGGATCACTGTTGATGCATAGACAATAAAACGTACCATAC
TGCTCAAAAAAAAAAAANAAAAAAAAAAAAAAAAACAT
>McF0034N18-MGRbd1
TGAGAATCAAGTTGTATAGCTAACTACTCCAAGCATGTGATGCTCCCGCTGATCTGTTAC
ATAAAATCCAGCCAGTGCTATTTTTTGAAAAACCAACTTGAACGTTTCAAGGTTTAAACT
TTATTCATGTCATTTTTTACGGTTTTTTGTGACTCACAACCGTAATTTAGAAATGGCAGC
TGTTCAGAATCCGGCGAGGAACGTTCGTGTAAAAAAACACCCCAAGTCTTTCAAGGCTAC
AAAAGTTTACTGTATTTTGTGTCGCAAGGACTACTTAAAACCTGATGGACACGAGCACCT
GCATAGCATGCTGCATCACAGAGAACTGGAGGCAGTCCTGGGCAAGAATGCCCTCCATGA
TTGCCAGGCATGCAAGAAGTCGTCCCTGGGTCTAAATGAGTATGCAGAGCACATCTCAAC
ACCACAGCACCAAGCAAGGTTGGAAAACCTGATGGCCAAAAACGTGAAGCCCGTTTCCCT
GCATAAAAGCTTGAGCAAGGAGACAATCGAAAAGATCTTGAAGAGAAACAAGGCGCTAAA
ANAAA
>McF0034N21-MGRbd1
GCCATCCAAGCGGAAACCCTGCTGATCCCAGACGAGGAGCTGGCCTCCATGAGGAGGGTT
GAAAAGCTAAAGGTCATCTGTGAGGACGTCCTGCCCAAGAAGCTCTCCGACATCCGACGC
CTGATTGATGATCTGACCCGGCGGCGGAAGCGTCTGAGCTGGCCGGACTTTGAGAAAACG
GTGCTGACTTTGGTTTACGTTTCTCAGACTGCGGCTCAAATCACCAACAGGCTGCAGAAG
GAGGTGTGGGCTGACGCCCTGATGAAGCTCTTTGGAGCCATTCGGAGAGACCTCCAACCT
GTCAGGCAGGAGGCTCATGATGCTCATCAATGATTTCCAACT
>McF0034N22-MGRbd1
GGGATGGTAAACGTGCATTAATCCGGAGAGCCTCGAGGCGCGCGCAACAGTTTGAATTTC
TCTTCATTTTGCAGATCAGCTATGGTGAAGAAGACATCCCAGACGAATCCGTGAAGCCTC
AGGAGAGTAAGCTAGAATATGACAGAGACAACAATACCACCCAACACAGTGAATTTACAA
ACCCTGAAGAAGTCCTGCACTGTTACCAAACTCTGCTGAAAGAACTTTGACGGACAAAAA
GCACGACCCTCAGGCCAATAATGTGTTTTTTGGAATGCTCCTTTGTACTGTTTTGTACGT
AAAACGTATTTCATTGTGATGACACTGTATGCTGCAGACATGTTTCATATTAAAGATTGT
TGTTTTCACTCANAANAAAAAAAAAAAAAAAAAAANANNNCCTT
>McF0034O02-MGRbd1
CCTCAGCAATAATTCTGGTTTTAGTTCCGGCTGGGCACCTGAAACAAAGTCAGTGGGGGG
CCTTTCCGTGTGGACTTTGCATGTGTGCACGTGTGGGTCAGTCAGTGGTCCCCATCTGTT
TTAGCACCACGGACCGGTTTATTTTTTTCAATCTTTATTACACAATTTTCTATTTTACGA
ACCGGCCTTTAAGATGTTGGCGGAGGATTACTGTAGCAACGCCACTTCAAAGGAGGAACA
GATACGTGACAACACTAACCCCGAAATTTGACACGCATGGATAGAACAACATCGCAGGTG
TCGTCATCCTCCCAACACTCATGGCGCAAAAAGGAAGTACTGTCTATAAAATGTAGCTTT
CTTTTTTCGGAAGTGGAAGGCTCCTCTTTTGTCTCCTGGATGGGCGTTTTCCCTTTGGCA
AAGAAACTTTCCAAAGACGTTTGTTTTTACTCATTTTGCTAGCTCCTGGGTTTTATTTTA
GTGGCAGCCTATCACGTGACTGAGAAGAGCGCCTTGGCCTTCGTTAATGGTGACGAAGAC
CGATGTGACAGAGAATGGGGCAATTTTTCAAAATAAAACATCCTTCAGATTCCGATATAA
ATCAACTGGAAGTAAAGTAAATTATTATTTTTGCGCAGCCCAGTACCAAATGAC
>McF0034O13-MGRbd1
AGACTTCTGGGAAAAGATGGCAGCTTCTTGTTTGTAGGAATTTGCGAGATTCTGGGTCAA
GATTTAAGTGCAGATTTAGTTGAAAGCACCGACCCGAGTCGCTTCCTCTGGGCTCCAAAG
GAGAACATGGAGAAGAGCGGCAGCTTCGAGAGTCTGGGCTCGAAGCCGTCCTCCTCCCGA
CAACCAAGTGTTGATTCA
>McF0034O19-MGRbd1
GGGATAGCAAGGTTCATAAACAAACATGGCGGCGGTGAGCGTTTTCAAACCGGGTTTGTT
CAACCAAAAAGTCGCCGTGGTGACAGGTGGAGGGACCGGCATCGGCAAAGCCATCTCTAC
GGAGCTGCTGGAGCTCGGCTGCAGTGTGGTGATCTCTAGCAGAAATGCAGAGAGGCTGCA
GAAAGTGGCCAAAGAGATGAGACAGAAGATCCCAGCCTCCAGTCCTGCCAGTGTGACTCC
TGTGCCTTGTAACATCCGCAATGAGGAGGAGGTGAATAATCTCGTCTCATCGGTGCTAAG
ACAGTATGGTCGTATTGACTACTTGGTGAACAATGGCGGGGGTCAGTTCAGCAGCCCAGT
AGAGAACATGACCTCCAAAGGCTGGAAGGCTGTGATCGACACAAACCTGACGGGAACTTT
CCACTGCTGCAAGGAAGTCTACACAGCATATATGAAGAAGCATGGGGGCGTCATAGTGAA
TATCATTGCCGACATGTGGAAGGGCTTCCCTGGCATGGCACACACAGGAGCAGCAAGGGC
GGCAGTGGACAACCTAACCCAAAAGCCTGGCCATCGAGTGGGCATCTTCAGGAGTCCGAG
TTAATGCTGTAGCACCTGGTACAATCTTTTCCAAAACTGCGATGGAGAACTACAAGGA
>McF0034O20-MGRbd1
TATGGCCGGGGAGAATGAAAAGTCAGGGATTACTAATCTCCTCAGGATGCCGTGGTCCTG
CTTTAAATGATGAAGTGTTTTATTATCAGAATGGCTGGAGCTGACTTCATCCCAGGTTTT
AAACGGTTGTGATTTAAAGTTCGGATAAAGATGACGGAGAATCCAAGTGAAATTTTGAAC
CCAACATATACAACCTGAGAGCATCTCAGTTTAGTGATTCGCTGCTAGTAAAGTTAGCTG
CAGATGAGTGCAAAAGTCCAAAACAGGTCCAGTTTTGACCTGAAGGAGTATACGTGTCCC



AGATGTGAGTCTGGCTTCATTGAGGAGCTGCTGGATGAAAGGAGTGCCGACAATGGCTCC
ATGTCCACAATCTCCAGCGGGCCCCAGAATCAACAACCTTTTGAGAATGTGGACCAGCAC
TTATCTCACATTCCCATCAGGCTACGGTCAGTTTTCCCTCAGCGTTTTTGACGACAGCTT
TGACTTCGGTGGGGGACTTAGACCAGAAGACAACAGGGATGCTGAGAACCGCCGTGAACA
GGAAACGGCATCACGGCAACGATACGGTGCTAGACAACCCAGAACTCGTCACAGTGCACG
ACGACAAACCGGGAGGCATGAGGGAGTTCCTACTTTAGAAGGGATCATTCAGCAGTTAGT
AAATGGAATAATTGCACCCACTGCAATGCCAAATATAGGTGTGGG
>McF0034P06-MGRbd1
GCCATTATGGCCGGGGGAGTAACCATGTCGACGACGAACAAATAATTACAAATATCAGAG
GACAGCAATTTTATCCGAGGTGTTTGAAAGCTCCCTATTGAGAGCCTTCAGCATGGGGAA
GAGGTACTACTGTGACTACTGTGACCGGTCCTTTCAGGACAACATGCATAACCGGAAGAA
ACACCTTAATGGAGTTCAGCATCACAGAGCAAAAAAAGCCTGGTTTGACCAATTTAGAGA
TTCTGCTGCTATTTTATATGATGAACAGGTAAAAAAAACATGCAGGAAGTTTCTCCTAAA
AGGATTTTGTGATTTTGGCGCAAACTGCAGGTTTTCTCACATGAGTGAAGAGGAGCAGTT
GATGTTATAAAGACAATTAGAAGATGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTTT
TGGCCCGCTTGGC
>McF0034P07-MGRbd2
GGCAGGGGACTCCTCCTATACCATAGTGGAATACTTCGGTGGGGATGACGGATACCGCTG
CGGTTACTGCAAAAATGACAAAGGGGACTTCTCTCATGTAAAGGCAGCTCAGCGTCAAAG
GCATTGATTCGTGTGCTGATGTTATCAGTGGTGGGAACGGAGCGGCTGCGATCTGCCATC
GTCTGAGGCCGTTATGCTTCAGTGGAGGCTGAAGAACAGAGCGGCTCCTCCTGCCGGGCT
GCTGATCCATTTCTACTTTCTTCATTCTTTTAAAAAAAAAGCTACTGGATTTAGAATTTA
GTCCCTTAAAAAACCACACAGTCCTTTTTCATGATTCACAAAATGATTTGTTGGTAATTT
TATTTACATTTGTAGTATTTGTACATGCAGGTCACATTAGACAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAACAT
>McF0034P12-MGRbd1
TGCTCGCACTCCATTCTCATTTGTCACTAAACTTGCCGGTCCAGTTTGGACATTTTGGCA
AACGTTAATTTCTCCCCGTGGCTTTCTAAGGAAATGTCTATCTACCGGTTCGTTCTTATT
CCTGCGTGAAGAGATAATTTTATAGAGGGCTCCACACTACCAGCGCTCATTGACATCTTC
CCTGCCTGATGATGAAGAGAGGGAGTCAGATCCTGCAGAACATCCTGAGCAGCAGCCCCA
GCACAGACCAGATGAACGCCGGACACTTTTGCTTCAGCTGTGAGCAGATTTTTGGGAGTC
GGAAGGTTCTGGAGGAGCATGTGTGTTCCTCCGCCAGTTTTATCTGCTCCTGTGGAACAG
AGTTCAAGGAATACAACGCTATGAAGCAGCACAGCTCAACACACGAACCGGGTCACCAGG
TGCTGGACCATGAAACCATAAAGAAGCGAAGAATTGAGAAGGTGCTAGAAGAACAGGAAA
AGATTAAAAAACTACAGCAAGCCGAGATTCTGAAGACATCTAATGTGAGAAGA
>McF0034P21-MGRbd1
CTCCTGATCTTCCAGCATTTGAAGGGAAACGGCTTCACCAAAGCGGCCCGGGTTCTGGAA
AAACACGTTCCTCAGTTAAAGGTGGAGGCGCCGCCAGCAGAAAGTCTGCATGAAATCTAC
ACTGGATGGATGAAGTTCTGCTCTCTAGCCCAACATGCCAAGCAGGAGACGGATGACAGC
GTAAAGGAGAAGA
>McF0034P23-MGRbd1
GGGTTTTTAGCATAGTGAGCTGCAGATTGTGTCAACTTTAGAAGTCCTAAGTAGAGCCTT
TACGGTTGAGTTCTGCATTCATGATGAGACCCGTGCCATGCAGCTATGTGTTTCTGCATT
TATTTGCCTTCTGCCACTATGCACAGCATGTAAGCGAGCAGAGCAGAGTGACGGACCACG
TAAGCCGCCGGTTGATCCGCGTCTACCAGCTGTACAGTCGGACGAGCGGCAAGCACGTGC
AGGTCCTGTCCAACAAGAAGATCAACGCCATGGCCGAGGACGGAGATGTGCACGCAAAGC
TCATTGTGGAGACTGACACATTTGGAAGTCAGGTGCGCATCAAGGGCGCCCAGACGGGCC
TTTACATCTGTATGAATAAGAAGGGGAAGCTCATTGGCAAGAAAAACGGGCAGAGCCGTG
ACTGCATCTTCACCGAGATTGTTCTAGAAAACAACTACACCGCGTTGAGGAACGCCCACT
ACAACGACTGGTACATGGCATTTACTCGGCGCGGGCGACCCCGAAGAGGCTCGCAGACTC
GCCAACACCAGCGTGAGGTCCATTTTATGAAAAGATTGC
>McF0034P24-MGRbd1
GGTCCACCCTCCTTAGGAGAGCTTCCGTCATCGGTTTGGTAAAGGAGCAAAGTCCTGCTA
AAGCAAGAACCCCATCACCCAAGAAACCCAAAGCAGCATCTCCTGCTCAAAAGTGTCCGA
AATCCAGATCTGCCTCCCCCAAAGCAGCTTCTCCTGCTCAAAAGTCTCCAAAATCCAAGT
CTGCTTCTCCCAAAGCAGCTTCCCCAGCACGAAAGTCTCCAACATCCAGGTCTGCTTCCC
CTAAAGGAGCTTCTCCTGCTCAAAAGTCTCCAAAATCCAGGTCTGCTTCTCCCAAAGCAG
CTTCTCCTGCTCAAAAGTCTCCAAAATCCAGGTCTGCTTCTCCCAAAGCAGCTTCTCCTG
CTCAAAAGTCTCCAAAATCCAGGTCTGCTTCTCCCAAAGCAGCTTCTCCTGCTCAAAAGT
CTCCAAAATCCAGGTCTGCTTCTCCCAAAGCAGCTTCTCCTGCTCAAAAGTCTCCAAAAT
CCAAGTCTGCTTCTCCCAAAGCAGCTTCTCCTGCTCAGAAGTCGCCAAAATCCAGATCTG
CTTCCCCTAAAGCAGCTTCCCCAGCACGAAAGTCTCCAACATCCAGGTCTGCTTCCCCTA
AAGGAGCTTCTCCTGCTCAAAAGTCTCCAAAATCCAGGTCTGCTTCTCCCAAAGCAGCTT
CTCCTGCTCAAAAGTCTCCATAATCCAGGTCTGCTTCCCCTAAAGCCA



>McF0035A01-MGRbd1
CCGGGCCTTATGGCCGGGCAACCCCTCTCATCCGGACATAATCTCTTTCAGCCCCTCCCC
TCTGGAAAGAGGCTCCGGTCCATCAGGACCAAGACCTCGCATCACAAGAACAGCTTCTTC
CCCACTGCAGTCAGCCTGCTGAACAGTACCCCAACTCCCCCCAGCTGACCCCCCCCACAC
CAAAGGTCTATCGCTGCCACTTACAGGCCCCACCATCCCAGCCCACCTGCGCTCCCACTT
TATTTCACCCTACTCTACTGTATATAGTCTGTGAAGGAGCTAAGCCTACAACTCAGCTAC
TGAGATTGTTTTGACCCAGGTGAGGTTGACGCACATCTGTTCGCTCCAGTCATTTAATGT
CCACTCCCATTTGTATGGCGATACATTGACATTTATTTGCTGTCGTTTTACATACATACT
TGCGTGTGACATTGACCAGCCTGCGTTCTTACGCTCGTGCGGTACTGCGGTCAAAACCCC
TTGCCCTTCCGGGCCAAAACACCTGACAACACTGTGACGTCTTCCCTTACATACAGAATC
TCCCTA
>McF0035A06-MGRbd1
NAAACCCGGNCATTATGGCCGGGACATATGTTTCCTATGATAGCGACGGGAGCTGGTGTG
CCTATTTATCAGCCCCTTCCGCTTAAGGATGTGTCGACACTTGGTGAACGTTTACCACGT
GTGGCGAATGGTGGACGTAACTTCCTCCAGCAATTATGTATAGTTATGCAGGGTCATGTT
CCCTGTATGGGTGATTTGAGACAGATTTTGGGCATAACAGCAACAAATACTGAGATCCAG
TCTATAGAACAGCGTGCGGATGTGCAGGACCTTCCGGACTCCACTCTTTTAGTGGAGGTT
CAAGGTCCAGTTTTTAATACCATCAGAGAACTTTTTCCAGATCCACAGACTGCAGCTCCA
TCCTGTTTCCCCTTCACAGGTAAGGACCCCAACACATTTTACTCAGAGTGCGTCCAGAAA
TGGACAGACAGCACGGGCAGAGATCCCAGCCTGTCACCTCCTGAGACAGTCATGTTTAGG
ACTGCAATCCTGGCAGGATTGCCTCAGGATGTGCAGGATTCATTAAAAGCAGACCCAGAC
TTGATAGCGAGTGATGAGGGTCGTTTCAAAAGGCATTTGGGTTATCATTGCAAAGCACAT
TTGGACAAAAAGGACAAAGCGGAGGGAGAGATTGAACAGCTAAAAACACAGTTGTTAAAA
CTCCAACTAGCACAGGCTCGTAAAGAATCCACTCAGGATA
>McF0035A09-MGRbd1
TAACCCGGGCATTATGGCCGGGAACAAACCCCAAACTTAATATTTGTGGCATAATTGCTC
AGCATGTTGCTGTGATGTGGCACTCCTAGCTCCCCTTATAAAACTGCTTCGCAAGAGGCT
GACCTGTGTTCAGGTGGCATTAAAAGTGGACTACCCTGCCCTGATCCACCGCCCTGCACT
GTTCTCTGCTTCTTGCCTAACATGTGATCAGCTGCAGGAAATGCAAGTTGAGCTGGAGGA
TCAATTGGGTGGTGCTGCATTCAAAAAACATTAAAATGAGCTGTTGGATACAAAAAAAAA
AAAAAAAAAAAAAAAAAAAACCTT
>McF0035A17-MGRbd1
CATTATGGCCGGGGAAGTTTAGTCCGTCAGACTCAGTAATCAAACGATAACTGAGAAAAG
GAGAAGGAAAGGACCAGCGAGCTTCTGCTGCTTTACCTTTGGCAGTTCTTCGATGTGAAC
GGATTTCTTGTCCCTTTGCAGAGAGGATTGTAGAAGCGGCTCTGTGCAAGAGTGTCCTGA
AGCCGCTGCGTGAGCCCATTTACAAAACTCTGGAGAAACTTCACACGGATGCCGGCTGCA
CAAAGCAGCTAGCCAGCAACCAGTCTGCTATTCTCGGCAGCACCACCACAGCTTTAGGAA
TAACCACCTCGGTCCCTGAGGCCCCC
>McF0035B03-MGRbd1
GGGATAGCCGAGAAATCATTCGTCTGAATCATTCGAAAATGGCAGCCGGTTGCGCAAGGA
AAACCACCGAAACGTGTAAGTATATTAAAAAATATCCAGTATCTGTTGTAAAATATATTT
GTAAATACTTAAGATGATGTGTTTAATATGTTATATTCCTCAATCAACAACCTAGATTGT
TTTGAAGCTCATCAATTTCAGTAATGCTAAAGCTAACGCTAACGCGAATTAGCGCCGAAG
GTTAAAAACAAACGCTAGATATTACATCAAAAAGCAGTGACTTCTAACCGTAGTCACAAG
TTATTAACACATGTTTTAAATGTGTTCATATATGTAGGGACAGACGAGGATGAGGAAAAT
CCGATCCATTTGCGGATGGAGAAAGATAGCCTGTTTGTTTTCAAGCTTAGCTCGTGCCAG
ATGGGTAGAGACACATGATCAGATTTGACTTCATTTTAATA
>McF0035B04-MGRbd1
GGGGTCAATAGTTTAGGAAAACTGCTGAACTCGGTCCGCTTCGTGCCTGCTCGCTTCACG
TCGGTCTGGCTGTGACAGAAGATGTTCCTGCTCAAAAAGGTGATCAGCGGCGTCGTTGAT
GTGGTCAGCAACATCGACCCGGCCCAGTTCGCCCCCTCCGATCCTGTAAGTGCCCCTCTC
CGTGTGTGAGTGAGTTGCCTCCCTGCCTGTTCTGAGTCTGGTGTCTGTCCGGCAGCCCCC
GCCTCGCAGGCCGCTGGCATACGCAGAGCAGAATGAAAGTGAAGAGGATAAACAGTTTCG
CAGAGTCTTCAAGCAGCTGGCTGGAGATGACATGGAGGTGAGCCCCCCAGAGCTGATGAA
CATCCTGAACAAAATCATTTCCAAGCACGGTGACCTGAAGACGGATGGCTTCAGCATAGA
GTCCTGCAGGAGCATGGTGGCCGTCATGGATAGTGACAGCACCGGAAAACTGGGCTTCGA
CGAGTTCAAGTATCTCTGGAACAACATCAAGAAATGGCAGGCCGTGTACAAGACCTTCGA
CTCTGACCACTCCGGCCTGATCAGCGCAGATGAGCTGCCAAGAGCTTTCACGGCTGCTGG
GTTTCCTCTCAACGACCAGCTCTTCCAGATGATCATTCGAGGATACAGCGACGAAAATGG
GAACATGGATTTTGACAACTACATTGGCTGC
>McF0035B12-MGRbd1
CATTATGGCCGGGGTCCTCCACGCTTGTCTTTGGACCATAACATCGCTGCTGTTCGAGCT
CACCATGAATCCTCTGACGAAGGTGAAGCTGATAAACGAGCTGAACGAGCGCGAGGCCGA
CCTCGGGGTCAACGAGAAGGTGTCGTGGCACAGCGAGTACCGGGACAGCGCCTGGATCTT



TGTGGGAGGCTTCCCCTACGAGCTCACAGAGGGGGACCTGCTCTGCGTCTTCTCTCAGTA
CGTACCCACAGCCTCGCTTTGGGGTGGGGTGGGGGCACACACCGCTTACTGATGTGTCCG
TTCAGGTACGGTGAGATCGTCAACGTCAACCTGGTGCGCGACAAGAAGACGGGAAAGTCC
AAAGGCTTCTGCTTCATCTGCTACGAGGACCAGCGCAGCACCATCCTGGCTGTGGACAAC
TTCAATGGCATCAAGATCAAAGGACGCACCATTCGCGTAGACCACGTAAAAAACTACCGC
CCCCCCAAAGACGGCGAGGACATCGATGATGTCACCAAACGCTT
>McF0035B17-MGRbd1
TTTCATGACAGCCAGCTGATATCAACCACTTAGCAACGGTGGTTAGCGTGTATCTTCCGT
TTCTTTCTGTAGCAACATTAGCCGTCAGTGTTGTACATGACTTGTTTTCAGGCCGTGCGT
GGCTGTAACCTTGGCGCATAATCATCATGGCAGGTTTGCTCGAGCTATTTAACAGTCATT
TGTCGGTGTAGTTAGCCTGCTAGCTTACTGAGGTGAAGTTGACAGCACTGCAATCATTTA
CGCTAGCTAGCTAAGTTACCGGGGTTCTTTACAAGCTGGCCTCAACAAGCGTCGCCGTCA
GCCATGGGGATACTCTTCACAAAGCTGTGGAGGCTTTTTAATCACCAAGAGCACAAAGTA
ATTATTGTGGGACTGGATAATGCAGGCAAGACTACAATTCTCTTACCAGTTTTCAATGAA
TGAGGTGGTGCACACCTCCCCTACAATAGGAAGTAATGTGGAAGAGATTGTCCTCAACAA
CACCCATTTTCTCATGTGGGACATCGGGGGCCAGGAGTCCCTTAGGTCTTCGTGGAATAC
ATATTACACAAACACGGAGTTTGTAATTGTTGTGGTTGACAGCACAGACAGAGAAAGAAT
CTCT
>McF0035B20-MGRbd1
ACTGTACACGGTGGTGGTTGGAACCCAGGATTGTGCAATGGAGTCTTCAGCCAGTGTGTC
CATGTGTTTTGCTATTGTGTTGTGGTGTTCAGTTCTGCAGTTATGTGAGGGTTCTGGGGA
CACTAACCCTCTTAGGTGGGGGCTGTGTAGCGACCTTCCTTGGTGTGAAAGATAAATCTT
GAATGTCACCAAACAATGGGTCATTCTCAATCTTGACCTGCTTCTCAATAAACTGAACAA
GATTAAGAAGATTGAAACTTTTCCTGGGACACTAACCCTCTTAGGTGGGGGCTGTGTAGC
GACCTGGGGGTTAGCCCCGCCTTGAGCCTCTAAGGCTCATGGGAAGTGGGGAGTTTTAGG
ATGAAACCTTGAGTCAGAGGGTTGTGAACTGAAGTGACTTCCATGCTGTTGGGGCTGTTT
GAGTGTGTTGGAATAAACAGGCTTGTTGCCCNNN
>McF0035C03-MGRbd1
GCGCGTGGACAGGTCAGGAGGAGCAGGTCATGGTTTGGGATCAGCTGTTGTTTCCCCCGA
GGATCAGCTCTGCGCTCCAGAGAACTAATCTGAAGTCGGTCCGGGAAGTCCTGTCCTTGC
CTGCTGTGGATGTGCTGTGACTCA
>McF0035C04-MGRbd1
GGGCAGGCTTTCATGTTTTTCTCTTTTCTCTTCATTAGTTTAAGGAACAAGCAAAGCTAG
TGTGTTCTGACATGAATGTAACCCGTCTGTGTACAGATTTTAGACTTAAAGCCAGATGTT
TGTGCTCCAGTCCAAACTAAAAGGTGACCTGTGTAGCCAGACTGAAAACACCACAACATC
CTTTTACCCCGCCCTTTCTTCAATTTTTAAATGTGTGGTAAAGTTAGCAAGACCCCCCCC
CCGCCCCGCCCACCTTCAAATAAGCATAAAAAGAAAAAAGAGGCAGCTTTTTGCACACCA
TCTCAGGAAATTAGGTTTCCACAGTTGGGTTTTTATTAATTTGCTTTTTATTTTATAAAT
CTCTTCTTGCCAATTAGTGCTTTTCTTGTTATCTACCCGTTTGCCATTAGAATGCAACGT
TTCGTAGGAGATAAAGTTGGATCTGATGCTTGGTTTTGTTGGCGATTTGCTCCTGGGACT
TAAATGTAAATGTTTGACCCAAACGGATGGAAAGTGATTCTGTCCAGAGGTGGTATAAAT
>McF0035C14-MGRbd1
GGCTGAAGACTCAGATGAACTCCTTCCTGCTGTCCACAGCCAGTCAGCAGGAAATTGCAG
GACTGGATAACAAGATTCATGAAACCATAGAGACCATCAACCAGCTGAAAACCCAGAGGG
AGTTCATGCTGAGTTTTGCCAGAGATCCTCAGGGCTTTATCAACGACTGGCTTCAGTCTC
AGTGTAGAGACCTCAAAACCATGACTGATGTGGTTGGAAACCCAGAAGAGGAGCGGAGGG
CCGAGTTTTACTACCAGCCGTGGGCTCAGGAGGCAGTCTGCCGCTACTTCTACTCAAAGG
TGCAGCAGAGACGACAGGAACTGGAGCAGGCGCCTCGGCATCAGGAACACCTGAAGCAGA
GGAAGACCACGCACGCGTCTTTTGGAGACAACTGTTCAGTGTGTTGGGGGGTGGGGGGTA
TTTAGACTCAACTCCTCAGTTTTGCAAAAACCTTGGAAGACATAGATACTAGATTATTGC
ATTATTAAATAGGATGCCAGTTTTTGTTTTCACACT
>McF0035C16-MGRbd1
GGACTTTAACAAAACAAAACCATTCAAATGTTTTTTTTTTAATCTAAAGTGATTGAACTA
CACAAACAGCAGAAATGGTTAAAAATGTAATCCTGCTTTTATTTTGAAAGTGTAACATTT
GTATGAGATAAACAAATAGAAGAACACTGAGTACAATTTCAGCAGCAGCTGTTTCATATA
AAACTGTTTTGTTGCTTCATAACTGATGTTGGTTCATGTTTTTTTTTTTAATTTGATGTC
AAACTGAGCTGATCCTTCATCCCTGTGATGGATGGAAGTGCAGAGCTCTTCTTTTTCTGT
CTGAACTGCTCATTTATCTGCATCTTCTGTCACAACTGAATCTTCTGGACGAAAGA
>McF0035C17-MGRbd1
TTNAAACCCGGGCATTATGGCCGGGGATGAGTGTATTTTTGAAAAGAGAAAAAAAAAACT
TTGTTTTGTGTAAGTGTGTTCATAATTTAGTGCTCTTGTCTTTCCTTTTGCAGATTTTTA
ACATGTCATCGAAAATGTTTTTTTTTTTTTTAAACACTGCATGCTTTCAGTCTTGATTGG
TCAGAAAGAAGATGCTGTATTTTTGACAGATCTTTACTTCAAAATAATAAAACCAGTTCC
TCAACACTTTAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT



>McF0035C18-MGRbd1
AAACCCGGCATTATGGCCGGGGTTTTTTGTCAGAAAAAACTCAACAATTTTCGTCTTAAT
CTTCATGTAAACATAAGTTCAGACTCATGGGAGTCCTCAAGAACGCAGAACTAAAATTCA
CAGCCGATGCTCCACAATTGCGCGTCTGCAGGGGAAAAAAGGAGGAGAAAACATTTCTGG
ATAAGGAGCGGCCAAAGTCTCCAAAGATCAATGAGGAAGAGGAGGAGGAGGAGGAACTCT
GCAGCAGCCATGAGGAAGAGCAGCTGTTCCTGAAGCAGGAGATCAAATCTGAATGTGATG
AAATTATTGTAGTCCAGTTTGAAGACCCATCAGATAGAAATATCTATGGGGAGGAGGAGA
CTGATGATGAGCAGCTTCTCTGGAAGCAGGAGAGGAGCTCCAGTCTGGATGAAGAGAAAC
CAGAGCTTCCACTGATCAAAGAGGAGGAGGAGGAGCACTTCATCAGTGAGGAAGCAGATC
AGCTTGAACTGAAGCAGGAAAATGATGGTTTCATGGTCACTGAGTATGATCAGGAAACCA
TGGACTCCAAACCAGAACCAAGTGAGAACCCAGTTCGGGAAGGAAGCACTCAGATCAGAA
ACAGTGATGCTGTGGACTCTCCTTCACATGAGAGCTTACATTGGTGTGGAACATGTGGAA
AGGTTTT
>McF0035D06-MGRbd1
TTCGGTTGGTTGTTGAGCAAAGAGCAAGAGTGAAGGCAGTTGGGTCTGTAGCTCAGTCGG
TTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAATCCAACCAGACCCACCAAC
CTGGTCAAGCGCACTGGGGGATTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGG
GTCGTCGGTTCGATCCCGTCATCCTCCACCAATTACTTGGTCGCCGTCTTGTTCTTGAGC
TTGGGTTGCAGAAGGTNAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0035D07-MGRbd1
CTTCTTTTTAAGGGGGGTAAAACAATTCCATAAATAACTTTTTCTGGCTCTCCGCTGCTG
TTGTTTTGGGAAAAAAAATCCCCCAANNTGGTGTTGGGTTGGGNTAAAGCAGCTGTGATG
TTTGGAGTCATCAACACAGTGGCCAGACTGGATCACCTGGACCCACCAGGGGGGGGGGGG
TGCATCACCATGCTCTATATGTTTGCTGAAACACATTTTGACAGATTTTTTTTTTTTTGG
GG
>McF0035D14-MGRbd1
GGGATTCAACAAAATAAATCTCCTCAGTTAGCCTTATTTTCTTCTTCTGGTAAAATATTT
GATCATGTCGGCGAAACCAACCTGTTTAATAGTAACGAGTGCTTCTCCTCAAGGGGTTTC
GGCAAAGTCTTTCCTGCAGTGCTTCAGTCTTTGCAGCTCCACGTTTAATCTCCAGATCGC
CACACCAGGGGGGAAACCAATAGACTTTGTTGGGGTTGACGACACCACAGCTCGATGGGT
GCAGGACTTCAACCTGAAATCATACGCAACCCCTGCCAAACTTGAATCCATAGATGGTGC
CAGATACCAAGCGCTGCTCATCCCAGACTGCCCTGGAGCACTAAATGACCTAGCACACAG
CGGTTCGATGCACCGCATCCTCACACAGTTCATCTCGCAGCAAAAGCTGGTGTGTGCTGT
GGGTCAAGGAGTGTCTGCATTGTGTTGCTCCACTGAGGGGCAAAAGTGGATTTTCAGTGG
CTATAGCTTAACAGGACCGTCAGTGTTTGAACTGGTGC
>McF0035D16-MGRbd1
TGGCCGGGGAGGGAGGNAAGAGGATCTGAGGGAGCGAGTGGGGGTAGCAACAGTCAGGAG
CTCTGAGAGATAGGCAGGGGCAAGGTTGTGGAGGGCTTTGAAGGTTAAAATGAGGATTTT
GTAAGTGATCCGGTGAGGGACTGGTACCCAATGAAGCTGCTGTTAGACGGGGTTAATGTG
GTGAATGGAGGGGTTTTTATTAGAGCAGCTGAGTTTTGAACCAGTTGAAGCTTACGGGTT
TTTTTTGTGGAAGTCCAGAAAGAAGGGAGTTACAGTAGTCGATATGGGAGGTGACGAGAC
TGTGGACTAGGACAGCTGTGGAGACAGCCGCTGAAATCTCACTTCCAAAGCTGCAGCTGT
GAGATCAGGGAGGGAGGGGGTCCGGCCAGATACCAACCTCTCCGACCAGCTTTCAGACGG
TCAGACCGCAATGCTATCAGTCCGACCAGTGTCAGACTGCATCTTGACAATCCTGTCTTG
GCAGAACCTTTCATGCCTCCTGAG
>McF0035E19-MGRbd1
TCAAGGTCTGTTACAGCAGACAGGGAGCAGCTACCCAAGGGTAGGTGGAAAGTCGAGAGT
CACGCTCAGCTCAGCCCAGCCAGGCAGGAACCAGATCTGCATTCCAGCTGAGACGGGAAA
GAAGCAAACTCGGCATTGGCAGGAAAACAAAGCACAGTGACAGTTGCAGATAAGTGAGCG
GAGGCAAAGGAAGGTCACTAATCTAGATAGCTGTTGCTGGTGTGTTGATCAGCGCAAGCA
GGGCAGGACACAGGTAACTGAGCAGGATTTGACTCGAGGCTGAGGAGGGTGAGGGATAAC
ATGTTTGACTGTATGGAGGCTCTGGGAATGGGCCCCCATCAGCTCTATGATGTCACCAGT
CGTGGGGCATGCATGC
>McF0035F08-MGRbd1
NATCATATCCTTCTGATTTGCTCCATATTTGCACACTTCTCCATGAAGTGTGCTCNTGTG
GGAACTCTGTGCTCCTCTGTCCTGTTTTTGTGCAGAGACAAACATGGACGCCCTTCCTCT
GCAAACCAGAACAGAAGTGCTTTCCATTCAACAGTGTCCCACAAATACGTTTAATGTTCA
AACAGAAAAGAAATCCTAATTCTACCAAGTCACACACACCAACATATCATCTGAGAATTC
AAGTCATCTGGGGATGAAGCTAGAGACAATGTCTGACGGGGCCACAGCCCTAAGATTGTG
GATATGTGCCTTGCGTCTTTGGGTTGTTGACATCTAATGGTTGGGATGCTCCAAAGGACT
CAGAAGGTC
>McF0035F10-MGRbd1
TACACAGGATTTGCTTCCAGTGCCCCCAGAAATATTGCTCTCCTCCTCATTTGCCAAATC
CTCTCTCCACCACAGAGCATGCCTTGGCGTG



>McF0035G06-MGRbd1
CGCACAGCTCATAGAGAGGAACTACACAGTCCAGAGAAGATCCTCAACAACTCGTCACTC
ATAGGAATTTGTGGACTTTTGAAATTTGACGTCATTTTTCGGAGATATGAATCGCTGGAG
GTGCAAAACAGGAAACATTTCAATGCATACTTCCTCTTTTCCTGGTCCTCACATGAGGGA
CGTTCCAGTGTTTCTCGTCCAGTAAACTGAGCAGGCTCATGAGCAAATCACCTGCCCAGC
GAAAAAAGCAATAATCCTGTGAGATGGCAGTCACTTCATTTTACGTTGCTGAGGAGACAG
GAGCTGGCTCAACGGAATTGGACATCTGCACTTCTGGGATTAATATACAACATGAAGCCC
TCCCCTCTTTTGTCGCCTCCTTTTGCCTTTCATTTGGCCTCATCTATTGCTTTTTTGGAT
ACAGATGCTTCAAGATGGTCATGTTCCTCTCAGGCTTTATGTCTGGCTCAGCAGCTGTGC
TCCTCGCCTATTACATTGAGCCTGGATTAAACCCCAAGCTGGGGGAGGAGACGAAGGCCA
GCATTGGCCTGGGAGTGGGGGGGCTGTGCGGACTGGTGACCATGATGGTGCC
>McF0035G13-MGRbd1
GGGGGCAAAACGGCGACTCGTGTGTTCAGTGACAGTGTACACGGAGCGGCCTTTTGTTTG
ATAAGNTGCCCTGAGCTTGTTAGCTCATTAGCTAGCTGGCTAACTTGTTTACGCGTGGCT
ATTCCTCTCAAGAAAACATTTGCCTTTCAGGACCACACGGGGGGCAAAGCTAACGTGGAC
TACTTCGCATAGTTCACTCAGGCTTTCATTGACATTGTTTTTTATGGGGGGGGGCTACTT
AGGAGTAGACAAAAACACACCCCCGACACCAAGCGAAGAAGATCAAACTCGCGTGGTTCA
CTTGTTTTAGCTGGAGCCACGTTTCGCAGCTCTGGACACCATGTCAGAGTTGTATATTCC
GGTGGCCGA
>McF0035H11-MGRbd1
GGGGATTAGGTGGAGCAAATTTTGCAAATGAACATATCTCTTTTTTGGTTTCCTTTCGAA
TCTATTCTGGCTCCTGTCCTTAACCTATAACGTTTATCAACGAGCTGAAGAAAATACCGT
AAAATAGGAAGTGGTTTTTTTAGAACAGTTTGGACCCACAATGCATTTCGCAACCATACT
TTGATTGGTCCGAACCTCGGCAAATGCCTGCCTTCGATAAGCCTTGCATCGTGTTTTGTA
TTTTCAGGACAACATTTTCTCAAATGGAAAAGAGTCAAGATTTCACCCTTTGTGGGAAAG
ATGTTGTGACTGAAGCTGGTCTAAGAGATGATTACTACTGGAAGCTTGTTGCTGACTTTA
TCGGCCCTCAGTCAGGAGAAGAATTGACGCTCGAGAAAACATCATGTAAATACAGGGTTC
TGATTCAAATTGGACTTCTGAGAGAGGACAATAACTTTTCCCTGGATCGCCATCATAGAG
TGGCTCAAAAAAATCTTCCCCAGGCATCAGTCTGCTGACTTTCGGCGACTGATTGAGAGG
GGCATCGCAACTACCTTGAGTCTTGAAAGTGATGCACGGCTAACTTTCCTCGAGTCAGAC
GTCAACTTCAGCTTTGTCGGCCCAATAT
>McF0035H15-MGRbd1
ACCCCGAAAGGACAGAAATGGGTTTAGAAGATGAATCAATGAATGAATACGACATCTGTG
AGCAGATCAGATCATGTTCTATGGGAAGGAAGGAGAATTGAAAACAGAGATGAGTCATTT
TTACGGCATTTCAGGATGTTGCTTAAATCAAGTCATTATTCCTCCCTCTCCTGTCACCTT
TCTTTCATATGCCATTTTTGGTTTCAGAAGGTAAGCTTTACAAACCAAATTTTATTTTTC
TTTAGAATGCAAATCACGTTCAGCTTTACAGTAAAAAATTATACACTGGATATGCCTTTC
ATTTATATCAAAATCAAACAACAACATATAAATAGAAATACAAAAGAATAAAGAAAGGAG
AAAGAAAAACATGGGGGAGACCAATTTTACCCAACAATATAAATTGTCAAATCAATTCAA
AAGTTGACTCTTACAAAAAATCTGTTCAAACAGGTTTAACATATTTAAGATAAAGTAGCA
ATTTTGAAATTAAGGGAGACTCATACTACCCTTTTCCTTTTTCAGTTGCAGAGTTCTATG
TTTTACCCTTGGTTCCATATGAAATTTGAAAGTAGTATATCAAGCTCAACAAATTATTTT
GGGGAGTATAACAACGGGTAGGAATTGGTACAAATAAAGTAATTTAGGGAGAATGTTGCT
GTACTCCTCCAACATTTTTACAATAATAGGAGTTTTGTAGGGTG
>McF0035H22-MGRbd1
CCCTTCTAGGAAATGCTATCGCCTGGTTGGAGGGGTTTTGGTAGAGAGGACGGTGAAAGA
AGTTCTACCTGCTTTGGAAAACAACAAAGAGCAGGTGAAAATAAACAAATAAAAGCTCTT
TAACATTTATCACAGGAAGCTGTTTTTCAGGCTAATGGACATTAAAGTCTTACTCTGATC
ATCATTTGATTTATTTTAAAAACGTTCCCAGTGGCCTTATAAATATGACTATGCCCGTTT
AGCCCAAATCAAGAAACGTGTCTTTTTCTAGGAAATTGTTTTTTG
>McF0035I01-MGRbd1
GGGTGTGTAATGTGCAACCAACCGAGACGAAGGCCTGGATGGATGGATGGAAGTCTTCAT
GCAGCATTTTATATTGTATGTATGGAAACCAATGGATCCTGATCTTTTGCATTTCCTGCA
GTAAGTCAGTCACATGCATCCTTGTGGACACGTGACACCCATTGGCCGTCCAATCTGGTG
CACTTTCCTTCTCCTGACATGACTGGATAAAGCTATAGATTTGTAATCTTTAGATGTATT
TAAAAAGTTTTCTTCCATCTGTGGACAGCAGTTTGGCTTTGGCCCCTTCGGCGTTTCCAA
ATGTTCTCACCTGCAGTATGTCAGGTATGCTGGTGGACCAGCTCCACTCATCAGTTGTCA
GGGTGGAACTGTACTTTCCTTGACAGGTGGCACAATTTAATTGACTCCTAAGGAAACAAC
TGCACCTAGAATGCACCAGGACAAATAAAACCTTATGTGTAATTCCTCAGATGTGAAGGA
AAATGTTTCTACTTTTGTCGTGTTTTATTGAATAA
>McF0035I04-MGRbd1
GGGGGAGATCCNTAACAGCTACATTTGGGAACAGCCACAAAAAGAAAAGGTTAAAGATGA
GTGAAGCCTCCCCGAAAGCAACAAAGGAAGACAAGATTCGCCCACTCGGGACTGCAAGAA
CAAAGCCAAATGTGCAAGATGTTTATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT



>McF0035I09-MGRbd1
GGAGAAGGTGAAGTTCGACGAGCTGCCCAAAACTGACAAGGCCAGATATGACCGGGAGAT
GAAGACCTACGTCCCACCTAAAGGTGCCAAGAAGGTCAAGAAGAAGAAAGACCCCAACGC
CCTCAAGAGGCCCCACCCCTTTTCTCCATTTTTACCTTTTTCTGTAGCTACCAGTAACCT
TACCTGTGCGGTGACAGTTTTGTAAATAAAGTTGTTTTGGTTAAAAAAAAAAAAATTAAT
>McF0035I10-MGRbd1
GTAGGCCTGACTCGGTGGTTCCAGCAGCAGCAGCAGCAGCAGCAGCAGCAACAATGATGC
CCTCAGCACCGACCTGTTATAAAAAGTGCAGCTGAAGTGCTGAGACTTCATAAGATCCAA
GAGCCGAGTGAGAAGAACATCGTCTTCATCACCTCCTGGTCAGAAAGAACGCCTTGAAGA
CTCTATGCTCCTCTCTCGGGCTGCTGCTGTTGGTTGTCTGCTTCAGTGATGCCATGCCCC
ATGGAGCTACTAACACCGTAGGACCTGAAGAATGCTGCTTTTCATTCAGCACAAAGGACA
ACTTTTCGGAGAACAGAGTGACTGCAATCATCAGAACCCATCCTCATTGTTCAAATAAGG
CATTTATAGTCTCTAATGATGCTGGAAAGAAGATCTGCTTTAGGGACAACTCCAAGTGGG
CTGTGGATACCTTCAACAAGTTCAACCCTGAAGGAAGCGGTTAAAATGCTTCAGAATATT
CTATTCTCTAATTGAAATATAAAATTACCCTTTTTTTTGTAAAGCATAACTGTGGTCTTG
CTTTTTTCCAAAATGGGCTTTTCACTGTGGTAAATATCTGTTTGTGGTTCATACTTTGTA
TGTTTTGTTCTTCTTTCATGTCTTCTTCTTTGTTAAGGCACAGAGACTTAATAAAGTTTT
TAT
>McF0035I15-MGRbd1
CAGTCAGCGCTGCCTTTCCTCTGCTCGTTTTCCCCAATCATGGCAGCTCCGAAGAAAGTC
TGCATCGTGGGCTCTGGAAACTGGCAAGTGGACGCGCGAATGTGATGAACTGTCACAGCG
GCACGGGAGAACATGCTAAAGAGCTGCCGCGGTGCTTATATGCGCCGTTATCTAGCAATC
CCCTCCATAGCAACGGGGGGGAAGTTTCCAAATGTCGCACCGCTCTTGCGCGAGGCTACG
GATTGCTTGATTGACACAAACTCTGTGGTTTCCGTCACGCGACGAGACGCTGTCTGCGCG
CAGGGAAACAGACCACATGTCAGGCTGGAACTCCGGGATTAAAACGCCCTCGAAGTTAGC
TGCGAAATGTGCTGATGTTAGCCTGCCTGCTGGACAGGAAGTCCGCTTTAAATCTGGCAG
ATTAAAGTAAACGTGGCGATATTGAAATCTTACAGTACTTAAATGTACATTTAACTCTAA
AAAAACTACAGACGCAAATGTATTT
>McF0035J14-MGRbd1
CCGGGCAGTGGTTGGCATACCCAGATTTTACCCGCCCCTTCATATTACACACTGACGCTT
CCCAGAAAGGCCTGGGGGCAGTCCTTTATCAAAACCAGGACAACAAAATGAGGGTGATAG
GGTACGGGTCACGCACACTAACACCGGCTGAACAAAACTACCATTTGCATAGTGGAAAAC
TAGAGTTTCTAGCCCTCAAGTGGGCCGTCTGCGACAAGTTTAAAGACTATCTTTTCTATG
CACCCCACTTCACTATCTTTACGGACAACAATCCCCTAACATATGTCCTAAGCACAGCAA
AACTTAATGCAGTCGGACATCGTTGGGTGGGACAACTGGCAGATTTCCATTTCGATATAA
AATATCGGCCAGGAAAAGCCAACATTGATGCAGACGTGTTGTCACGTTGCCCTTTTGACA
TTGAGACCTTCATGAAAGAGTGTTCAGAGGAGTTACCTGAAGAAGCAGTTGGTGCAGTCT
GGGAAGGGAGCAGAAGAGCAAAGTGCGGAGATGTGCCTTGGATAGCTGCCCTCACCCTTG
CCTCACCAAGCCACTCTTTTAAAGAGCCTCTGCGAACCATCGGTCATGAAAGCCTAATTC
AAGAACAAAGAGCAGATCCAGCTATCG
>McF0035J17-MGRbd1
CAAAGCCAAAGAGGACACATCAAAACACCTCTTGTCCACCGATTCCACCAGGAAGACAAC
AAAGTAAAGGACTTGACGCAAGAAGTCGATCGTCTTCGTTGCAAATTAAAAGACATGAAA
GTGGTCGAAGGGGATTTACTAAAAACGGAGGAGTTTAATTCGCTGGAGAAAAAATTCACC
AGCGAGCAAGACAAAGCCAAAGCCTTGATGGAGGAGCTGGAAATATCCAAAAAAGAGCTC
ACAAAGTACCAACTGGCTGAAAAGAAAGAATGCAACCAAGAGCATAGTCTCTACAAACGG
CTAAAGGAAGAAGAAGCCAAGTCAAGTCACTTGGCCAGAGAGGTTGAAGCTCTTAAGGAG
AAAATTCACGACTACATGGGAACAGAGGAGTCGATCTGCCGCATGAAAACAGACCACTCC
ACACTACAGAGGAAACTCACCCAGCAGGAGGTCAGAAACAAAGAACTTACCCAGAGAAAT
GGAGACTCTCACCCGAGAACTTGAAAGATACAGACGATTCAGCAAAAGTCTCCGCCCAGG
CATGAACGGACGACGCTTTTCCGACCTGCATGTTTCCACCAAGGAGGTTCAGACGGAGCC
GCTTGACCTCACGTCTCCGAACTCCAAGACTATGGGGCCAATGGAGTGCGCCGTGGTCAA
TGGAAAGCTTTATGACGAGAGCGAGCCCGAAGAAAATGCAAACTACAGCAAAGAGATTCA
GCTCACCAAATGTGCCACCTCCCTCATCAACAACGTAAACAATCTAAACAACAACTTGAG
ACGAGCGCGAG
>McF0035K18-MGRbd1
GGAGAAGTGATTTGGAGATGAAAGAGTGCTCGTGTCGTTTCTGCTCTGAGACTCGTTTTA
TATTTTCAGAGAGACACAATTCTTTTTGTTATTGTGGTCGCCGCACTCGGGACCCGTAAC
AAACTGTGGGGGCTCGTCCGGGATCTCTCCTCTTCAGTTGTTGAGGAGCAGATCCAGTGA
TAACTTAACCAAGAGACTTCCGAGACCGGACCACCATTCAAGTCAAGTCAGTCGGTGAGT
GTCCAAGGAGGGAGATCAGGGAGCAAAGGATCTTCACCTCAGAAAGGAGCTGCACTGCTG
AAAGGAAGTAAACACATACGTCACAGAAAACTATAACAGAGCGCACCGAAGAAGAATACA
GAACCCGTCATTGACAACATGTCAACAGTACGCAAAGAACTAGTGTGGGAAATTAGAGGA
CGCTTATTCACACTCTCCACCACAAATCTCTTTGATCTGGCAAGAAGCATCGCTACAGAC



AATAGTGACTCCACACAATTCAGTCAACATGACAAGGAAAGCTGCATGGACTACATCACC
TCTTATATACAATCAGACAGCCTGCTGGACCTTGAGGATGAGGGGATGAGCCACCTGCTC
ATGTTGAATGACCTAATAAGCCAAGCTATTCAAACTAATGAT
>McF0035K20-MGRbd1
ACCTAAGGAAATGATCTGAAACCCCGGTCGACAGAAAAAATAAAGGACAGCCTTTCAAAG
GAGGGCCAACCACCAACAAAGTTGCCTCGATACAAGTGCAGTCACGTGCCCTGCAGTTTT
CTTTCATGGCTCTGGAAAGTATAGGCATCTAAAGAAACATGAACTCTTTAAACTTACTGG
AAAGATCTTTAAGTATAGGAATTCCATTTCCTCTACAATTTCTAAACCGGAGCCTCCAAG
TGATACGCAGACTGAGGGTGCTAATCAGTCCCAAACAACAGCTGAAAGCAGAAGTCCCGT
GAGTTGTCGCTTTTGTGGAAAAAACTTCAGTTTGTTAAAACTTCTGAAGAAACACCAACG
ATGTCATCGTGGTGACAGACCGTACCGCTGTCTTGAGTGTCGAAAGGGATTTAAGCAACG
AGCCCATCTGATTGGTCACAAGAAAATTCATCAGAGGAGAATACAGTGCACTGTTTGCAG
AAAGATTCTACCAACTATTGGAGAACTTATCCAGCACAGGCAGGAGCATCTTAAAAGAGG
TGTGCTTAAGTGTCCAGACTGTGATTTGGAGTTCCAATATCCTGCATTTCTGCTTCGACA
TGTGAAAACCCATGATAATAAAGACA
>McF0035K22-MGRbd1
GGGAGAGACTATATAGAGAACTATATAGTGCCGCACTATATAGGGTTTTAGTAGTTAGGG
GTTAGGGCGGTAATTCGGACACAGGGACGATTTATTCTTGATTCATAAGTACAACTTGTG
CTCACAGACGAGATTTCTTTGACCGTTTGGACCACATGAACTATTCCTGCGAACTTTTAT
ATTGAAATTTCACTTCTTCACGTGTAAATCCAGAACTCCGGTTGTTGATGATGAGTATTT
CTCAAGAATTGTCCGTGAAGTTTCTAGTTGACGCCTCCTTGCTGTATCGGGAAACGTGTC
CGGAGCTGTCCCGGTTTTTAATGTAAGAACCCGTTTTTTCTTTTCATCCAACATTATACG
AACATTAAAACGGATGTTGCCACAAGCTGTGTGTAATTACATAATGTGACCACAGGAGGG
CAGAGTTTGATCAAGGCAGCGGCCATCTCAGAACAAAACGTTCTCTTCTTTGCTGCACAG
CACCTCTGTGTGTCAGTACTGCTGTCAGTGGCTGAAACCCGATGATGTCAGAGTGCGGCT
TCGGCCCAAGAGGCGTCCGT
>McF0035L24-MGRbd1
GGGGGAGTTCCTGTTGTCGAGAGGACCAAACGTTTCTCTCTCTGGATTCTCGTTTTCCTT
CGTCTTGTCGATTGTACAGTTCATAGGAACGACGCTGCGAGTGTTCTGCGTCCTGTGCGT
CTGTCTGGGAATGATGGATTCTCGGGTTTTACTCGCAGCTCTCCTGCTTGTTTTCGGCTT
GGTGTCAGTTCTTGCTCAGTCCTCACCTGATGACGTGTGCGAGAAGAAAAATGCTACAAA
CTGTGAAGAATGTCTGAAAAATGTCTCGTGAATTTTCAGACCCTGATCATCACGCTGGCA
GTGCTTGGTGGCGTAATCATCATTGCTCTCCTGGTGTGCATGTTCTGTTGCTGCAAGTGT
GAGAGCTTTGGATCCACAAGATTTGAAAACAAAATGCAGAGAAGAGGCGATAAGGCAAAG
ACCAAGCAGGAGCAAAGGACTGCAGAGATGAAACAGAGACATCAGGAAATCCGACAGAAA
TATGGCCTCAATGGACCAAATCCCTACTCAAGATTTGCATGAGATCCAAGGAAGGAGATT
TGAAGCCAAGGACACAGCTGTCAACCCACAACCTGGTTCTATAAACAAATGAGACCCACT
AAAGTCA
>McF0035M05-MGRbd1
TAAACCAAGAAGGCTGCAAGCAAAGGGACTTTAATCTGCACATGTTATCTAAAGGCATGT
CTGAACAAAAAGATTGATGTTTTCCTGCTCGGTGGGTCTTGGAAAGCCTCCCTTTTGTTT
GCACTTCACTCCTTCATGTTTCTGGTGGCACCTGAAGTAACCCTTTCAGTTCACTGTCAT
GGCGCCAGGAGTTCGCCAGACTGCGTTCTGCTGGTTCAGTCCGATCACTAAAGCATTTTT
TGTTTCTTTTTTCCATTTTAATTGAATGTTTTTGAGGTTAGGAGTCGCTTAGGTCGTGTT
TTTTTGCAAAGCGTTATTTCATTTCTTATACAAAGCCACAGAAAGGATTGAAATGCAAAT
AAATGTGAACTATGGAGAAATAAAAATGGAGAAAGCAGCTCACCTGAATATGAGTACAAA
GTGATCGCTCCTGGTGTTTGTTTACAGTTTGAACGTCGTTTAATTGGCCTTTATGAAAAG
AGGTGTGATTGAATCAGGTGAAGGGGCTTCTAAACGTGCATTGGATGCAGTGA
>McF0035M06-MGRbd1
TGGATACCGGGACCTCTATGGATATGCTCATCATCCCCCTCCGCCGGCTCGCAACCTCAG
CACCGGGTCTGCACCTCCCTCCCTGCGGGGTGCCGNCCCGAGACGCTGCATTTCAGCGGC
GCACGCAGCCCCAGTCCTCTATTGTTGATACCCAGACCCACCGCTTCCTCTTGTAGCGGG
GACTAACCGAGGGACAGACCCCGCTGGAAGAAGAAGA
>McF0035M08-MGRbd1
AGCAAAATGTCGCTAGAAGACTTGTTTTTCGTTGTGAAGGGGGAGGTGCAGAAGGCGCTG
AGCCGTGCCCGGAGTCTGTTTGATAGATTTGAAGAACTGTTGCAGGATGGGACACAAGTG
AGTGGAGATGAGCTGGATTGGAGTGCCAATGAGCTGAGAAACTGTCTGAGGGCCATAGAC
TGGGATCTGGAGGACCTCAGTGAAACCATCAGCATCGTAGAGTCCAACCCAGGAAAGTTC
CGGTTGGGTGAATATGAGCTCCAGGAACGGAGAGACTTTGTGGAACGAACCAGAACATCT
GTCCAGGAAATGAAAGATCAGCTGTCCAGCCCGTCTGCTGTGGCTCAGGCAGAGAAAAAG
AACCGGCAGGCTCTTCTGACTTCAACAGGCCCGGACAGGTCCACAGGGCTGGAGGCTCAC
CTGGTTTCTGCAAACTCCAGATATATCCAGGAGCAGCAGGAGCAGCAGCAGCTGATCATG
CAAGAGCAGGATGAGCAGCTGGATTTGGTGTCGGGAAGCATCCGAGTCCTCAAAGACATG
TCCGGACGT



>McF0035M09-MGRbd1
TTTCAAAGCAGGAGAAAGGGGCTGAAAACACTGAGAGTCTACAGTTGATCTAAATGCTAC
GTAATCATTTCCGTTTTCATATCCCTCATCTTTTAAGTGATTCGTCTACATGTCCAGTGT
TTTATTATTGATTATGTGGGATTTCATGAAGACGTTCCTGACATGAATCAAAGTTACATG
TGTTGCTAAACAACACGTTGCTGGCAAAACTTGACCGTTTTTTGAGTTATTAGAATTCTA
TCTGTATTTGGGGAGTGTTTTAATATTTTATGTAAAATTATTTATTTGTATGAAATGATT
GGTTTGTGAGAATATTTTTGAAAAGCATTTTTCTGCATTTAAAAATAAAGATGAATTTAT
TTCTAAATCAGAAAAAAAAAAAAAAAAAATAAAACTCTAAATA
>McF0035M12-MGRbd1
GGGTCTTCTGTGGTGGGGGCAGGAAGTTGTTAAGGACTCTTAACTAGATTAGAGGACAAA
TTGCCCCCCCACCTCCACCTTTCTGGGGCTCCAAAGGTTTGCCCAGTTGACAGTGACCAT
GAAGATATTGCTTTTAGGGCTCTTCTTCTCTTTTGGGACCCTTCTGTCCTATGGGGACCA
GGGCTTGGAGATACCGGAGTATGACGGCAAAGACCGGGTCCACACCCTTACTGCCAAGAA
CTACAAGTCAATCATGAAGAGTTATGACGTGATGGTGATCTACTACCACAGGAACGTAGA
GGGAGACCGTGGTGCCATGAAACAGCTGCAGATAGAGGAGCTTGCTTTGGAGCTTGCAGC
TCAGGTTCTGGATGAACTCGAAGATGAGGACATTGGATTTGGTCTGGTGGATGAAAAAAA
GGCCACTGCTGTTGCCAAGAAGCTGGGTCTGGATGAGGTGGAGAGCATCTACATCTTTGC
AGACAATGAGATCATTGAGTACGATGGCGAGCTCGCTGCCGACACTCTCGTTGAATTCCT
CTATGATGTGATTGAAAACCCAGTGGAGGTCATTGACAACGACCG
>McF0035M16-MGRbd1
ACCCGGGCCTTATGGCCGGGCTAAAACTCAAAGATCTCCCAAAACACACCAAAGAAAAGA
TGAAGACTCCCCTGGTGAGGGAACCAGCCAGCGCCAGGCTGCTTCACCTCCTAGTGACAT
CAGTCAGATCCTGCTGGACCTCTCATCAGCAGAGTCCAGTCCCTCCCCCTCTCCTCCTAG
AGAGGACTCACCTGCGCCCAGTAATGCACCTGGCAGAAAGGCCCTGGCTAAACTGAAGCA
TCTCCCAGCTCTCTCCACAGAAAGACTGAGGTCCAGTGTGCAGACTCGACTTCGAGTGGA
CATCCCTGAGGACAGCCTCTCTTTCCTCTTTCCACGGGGTCCTGAAAAGAAGGTGTGTGA
ACCCACCAGGCACCCCACTACGAACAGAAAGCTGCAGGAGTGGACGCTCCACATTCGAGA
GAAGAACATTATCCTGGGGGACTCCAACATCTGCGGCTTTTTCGACTTCTCACCACAAGA
CGTGCAGATTGACAGCTATCCGGGCGCCAGATGGAACCACGCTGAGTTCCTGCTCCAGAA
CGCCACCCAGGAGACAGCGGTCGAAAAAATGATCCTATCCTTTGGGATCAACAACAGGTC
GCAGAGGGACAGAAGAGCGGCCCTCCTGGAC
>McF0035M18-MGRbd1
AAGGGACAAAGTCCTGTTTCATGAATCATTTAACCCTCCCTTCCTCCCCACCTACTCTCT
GAAGGGTTTAATGTTACACCAACTGTAAGACTTTACCTGGCCAGGTGAACTGCACGGTGG
AAAGTGAATGTCGCTGATTAAGTTATCTCTCTCTGCAGATGAATTCTTTACAAGGTTTAT
CCTGAATCTGGCCTACAATGAGCATACCAGAGGAGAGCACTCAGCCGGAGGGCGCCACCG
CAATGGTTGAGGCATCCGCTGAGCCTCTCTACCCATCTAACCTTGGACTGTTATCTCCGC
CTCCTGATTTATGTGCATCATGTGGCCACAGTCACAAGCTGGAGGAGAACCATGAGTACT
TGTATCAGGACGAGGTGGATGACGATCTTGTCTGCCAGATCTGCCTGCAGCCGCTCATCC
GGCCTCTGGACACGCCCTGTGGACACACCTACTGCCAGGAGTGCCTGACCAGCTTCCTGC
TGGA
>McF0035M20-MGRbd1
AGAACCTGGCCACAGCTAGTGCGGCAAAATGACACAGAGGGAACGCCGGGGGGACTCGAA
CCTTGTCCAGACCACTGAGAGTGGTTTTAAATTCGTTCTTCTCCGTCCGAGTTCACCGGG
AGCTCTTTGTTTAAGCTAGCGACGCGTTAGCCGTTTCCGGAAACCAACCTTCACTCAGAA
AATGAAGACTGGGAGATACCACAGTCTGCTTTGGACTATTATTGCTTTGCCATATGCACA
AATGTAGCTTTGGACAAGTCAAAATTGTCTTTTGAA
>McF0035N03-MGRbd1
GCATTATGGCCGGGGAACAGATCAAGATGATGGACAAATGATAGTTGATAGCCATGAAGA
GGACTGGGCCCGTCTCCATGACATCAAAGCGACTGGAATGCTGCTAGAGTACGTAGGAAA
AGGGAAGAGCATTGTGGACGTGGGTTTGGCTCAGGCCCGCCGACCTCTCAACACCCGCTG
CCACTATTACGAGCTGGAGATCGCAGATGCTGGGGAGAAGTGTTACATCGCCCTGGGGCT
GGCTCGCAGGGATTATCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0035N07-MGRbd1
AGCGCACCACTAAGGGAAGATAACGATACGCTAGCCTAAAGACATTACCTGCTGGAGGAC
GCCGATTCTCCAGGGTCGCCATTGTGAGGAGCGAGAAAGCAGACAAGGCACGTTATAGTG
CAGGGACGAGGATGTGATGGACATCCTCGCCTGAGGACCGCAGAAAAATCGACTTTGGGA
TACTCGAGGCCTCGGAGGGAATCCTCCGTCGTCCCCCTTGAGCTACTCAGCTCGCGTCCT
GTCTCTCAATCGTTAACAATTAGCACGCAAAGACGCGGCTGCATGCGGCCTTGCCTGGGA
GGGTCTGCCGAGCACCGGTTAAAACAACAGACGGTTTCACTGGGGCGAGCATTTCGCAGG
ACCGAGGAAAAGATTGCATTACACCATGATGGAAGAACTGCACAGCCTGGACCCCCGGCG
GCAGGAGCTGTTGGAGGCTCGCTTTACTGGGGTCGGTGTAGCCAAGGGCTCAAGTCAGAG
TCAAAATGAGTCATCTAACCAGAGTCTGTGCAGTGTCGGCTCACTCAGTGACAAAGAACT
GGAGACTCCGGAGAAAAAGGTGAATGAGCAGAGAGTGCGAAAACGCAAAGCGGACCACTT



TGATGG
>McF0035N17-MGRbd1
TTTAATTAGGAAGGCAATGTGCGTCGAGACAGCTTTCCGAAGAGGTGGCCTGACCATTCT
GAGACAATTCACCCACGCTGCTGAGCCTTTGCTCCCAGGTCTGAATGCCAAGGCTAGGGC
CCGTGGCGCCATCGGATTCAAGTACAGGAAGTTCGTCAACGGCAGAACTGATCCTTCGTT
GACTTTTGAGTTCAAGAGCCTCGACGCTGCCTATGGACACTTCCAGAAGAAGTAAAGAAC
ACTTCTCCATAACTAATACCTCTGTTACGACTTGATTGGAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTTG
>McF0035N20-MGRbd1
CATTATGGCCGGGGGAAGACCCTCGATGCTTTTTGTCGATGGAGGAAAGTACAACTGAAA
ATCCTCCTAAAACCTTCACATGTCGCTTGTGCGGTTTTAGCACCGCGTTTACATATTACG
GTCAGAAACCACCGAACACCAGAGCCATTGTGCTTCTTGAGGAATGTTTTGTCACTAGAG
ATCCCTTCAGTCCTGATAAAGAGAAGTTTCTCGTGTTAGGATCCACCTGCAGCTTGTGCA
AAACATGCGTCTGTGTTGGATCGGACTGCAGCCTCTTCTACACCAAGAGGTTCTGCATGC
AGTGTGTCGGCAAACACCTGGACCAGTTTCCCCATCAGATTCAGGCCGAGCTGGCAAAAA
AGAGCCCCAAGGCGGCTGCTCTGTGACCTGAAAGCACCAGGACCGGCTCACCGGTCCTAG
AAGGTCTCTGCAGCTGCCGTAAAACCGGCAAAAGAGACGTAAAGTCGAAGCCNNNNNNNN
NNN
>McF0035O02-MGRbd1
GCGTGCTGCAGGAGGCAGACCCACGTTGTGTTCATCGGACAAGCTGGTTCTGCTGTCGGG
TGGAGCCGGTCTGGGTTCTCCAGGTTCTTCACCTCTCGTCTCCCCCTCAGACATCTCCGG
GGGTCCTGTCAGCGTGGATGTCGGCCTGTGCAGGTCTCACTGCGGAGCACC
>McF0035O05-MGRbd1
GCAGACCCGGTGGGAGAAGAAGAAAGAGAAATGATTTGTAAATCTAAAGCATCAAAGGTG
GGTTGTGTGTTGTTGTGTTTATTGTACCAGTTCCCTCTGTGGTGGAGGTAGTGCTGCCAG
CTGTGCTTCGCATGTCTTTAAACTTTAAGAAGACTCGCGCTGTGCCATCTATGCCAGATG
ACGCTGTTTTCAGAATAAAAGCATTAGGAAATGAAGTTATAGATGTAGCTAACAGCTAAT
TCTTTTTTTCTAACAAAAGGAGGAAGT
>McF0035O07-MGRbd1
TTTCCTAAAATATCGGGTCACCGTCTTCGTCGGGGGTGCATCCACCGCGCGCGATCGGTG
CCGTAGTTGGCAGAGGAGGTGATGAACTCCAGCATGGACCTGTCCCGGCGGAACCCGCAG
GAGGATTTCGAGCTGATCCAGAGGATAGGAAGTGGGACCTACGGAGATGTGTACAAGCGG
ATTCGCTTTTCGATGAGCAGCTTCATTGTTTCCGAAGCAGTGAAGCCATCATGAGGCTGT
TGTGTTCAAATAAATCCTTTCTTCTGAAAAAAAAAAAAAAAAAACGAAAAAAAAATCTTG
T
>McF0035O10-MGRbd1
GCCGGGGCGATGTTGTTTTTACGCCCCACATTTAAAGATGTACAGTTAAGCTGTTTGTGC
TCCCGTGACTGTTGATGTTCTGGATAGCATTAGACGCTCTTCCCTGACGCTTGAGTGCTA
ACCTGAGGATCTATGTGAGAACCCCCTCAGAAAACACGCCGCCGCTCTTCACCCATATGG
TTTGAATCAGACTCCATCCATTCCGTGGTTTGCTGGCCGATGCCAAGCGAACCGGAGCCG
CTCAGGCTTATCAAAGGCCTAATGTGCAGCCCGGCCGAGCTCCCAGATGAAGAGCGGGAG
CTGGAATCCTGTCGGAAGGAGAAGCCAGACGTGCACAGCTGTCAGAGGCGTCCCTTCTGT
CGATGCGTCATGTTCATTCTGTGAATGAAACTGCATGTCCACTGTAATAACAGCAGGATG
ATTCAGGGACGAGATCCGCCCCACAGAGCGCTCACGTTTTGGGACTTCACTCGGCATTCC
GTTCCTCACTCCAGCTCTGAATTTTTCTCTATATGAACACTTTTGCTACATGCTTTTAGT
TTCCAAATGGTCATTTCATGTTTTTCCATTAGAATTGTATTAAAATTTTCATTTTTCATT
>McF0035O12-MGRbd1
GAAAAGAGCAGCCTCCGGAACGGCCCAGTTCCGGGTCCCGATGGAAATGACAAAATATGA
TGTGAAGAGCTACTTGGAGAAGATCTACAATGTCCCTGTTGGAGTAGTTCGCACCAGGAT
ACAGTTTGGATGCAACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0035O13-MGRbd1
ACAAGACACCGAGCGCGAGCGAGTCCCGGAGCCGTCTATCTACCCGCTTCTTTCCGCTCT
ACTTTTCTCATTTCACCACTTTACAGCGACTACGACGTCTGATTGAACATCTGTATTTAT
TCCAAACCACGCGATTTCCCCCCCACCAGGATTTATAGTTCTATTTTTAATTAGCCACCA
ACACGGCTAATGTTAGCAGTTTCCTGGTTGAAGTTTCAGCCATTTTGGATTTTTGCTGAG
AAAACAGCTAGCCGGCCGCGGAAAACAAATCGAGCTAGTCATCACTGCTGACCAACGCCG
ATCATCTACGGACAGGAAAGAAGGTTTTATCCCACGAGAAGGGATACACTCTAGCGCGAA
CCAACGATGAATCCCGAATAATTTGCATGGGACACAGCCGGACAGGAGAGGTTTCGTACA
ATCACATCCAGCTACTACAGAGGTGCCCATGGTATCATTGTAGTGTATGATGTCACAGAT
CAGGAGTCCTTCAACAATGTCAAACAGTG
>McF0035O17-MGRbd1
TTTGAACGCCACACCTGCTCCTCCCGCCCTCCGGCTGCCCACAAGCCGACCCAAGGCTCC
GTACGCCCGCCGCCGCCGCACAGAGAGGATGGGGTCCGCTGGCCGTCTGCTCGCCGTGCA
GCTGCTGCTGCTGCTGGTGCATCCGTCTGCCGGCTTCTGGATCATGAACGTCGTCTTCCC



TCCGAACAGCAGAGTCAAGGAGACGAGCAACAACAACACATCCCCACTCATCATCGTACC
AGGAAGTTTGG
>McF0035O22-MGRbd1
CCTGGGAGCTCAGACCATGATCACACCTGCACAGTATGGAGAAACCTCGTGGGAGCTGGG
GGTGCAAGTGGACGAGAAGGAGGGCGTGTAGTCCATGAAGGTCAAACTCCGGGTGGCTGG
AGAGTTGCATGTCGGAGGCCTCATGCTGAAGCTGGTGGAGAAAATCAAGGCTCCTCAGGA
CTGGTCCGACCACGCCTTGTGGTGGGAACAGAGGAAATGCTGGCTGCTCAAGACTCATTG
GACTTTGGACAAATATGGAATTCAGGCTGATGCCGACCTGCGCTACACCCCCCAGCACAA
ACCCCTTTCTCCTGCAGCTGCCCAACATGAAAACCATCAAAATCAACGTCTGCTTCTCCA
GCATGGTCTTCAAGACGAACAGCGACATCTGCAGGCAGCTCAACATCAGAAGACCGGAAG
AACTCTCCCTGCTCAAGCCTCCAGATGATCCAAGCCNNNNAAAAAAA
>McF0035P03-MGRbd1
GGGGAATGCCGAGTATCGACGTTTGAAATTGAAAGTCGAGCATTTTATTTTTCTGCAATG
CGTTGTGATTTCGTCCCGCTTCAAGACGCCACAACCTCGGTTTTTTTCCATCCGCCTCAT
CGCTGATGTTTTCCTCAGTGGCGCCGTCTTGTCTTCAGCCCTGATTTAATTTGGTACCGA
ACTGCAGAGTTCAGTGTTTCACCTCCAGTTAGACGCCAAGGCCAGTGAGATACTGAACTT
CAGAGAGTTCAACAGAAAGTCACCATTTCACCAGGAAAGAGGTGTCAGTGTGGGACCAGC
GTGATGTGAACATGAGACGGGCACTTGTCCTCCTTGCACTTCCTGTTTATCTGCATGAAG
ATGCCTCCAACTTCTTAGAGACCTGTACTAATACCAGACCTCACAGACACTGCTGTGGTT
CTCCTCTCAGTTGTCGTGGTGACGCTCCTGATGCTGCCGTCAGTGGTCCCACAGATCTGG
CTGACTAATCTCTTCTACTCTTCGGGGACATCTATGCTCTGGACCTACAGAACCCCAAAA
AACTTGAACTTGCCTTCACATTTATTCAGAGTGCTGTCATGAGCCTTGAGGACAGCAAAC
CACTGAAAG
>McF0035P04-MGRbd1
ATTCGTTGTCGCAGTATCTCCCGGCCGGACCTGCGAGAAGTCCCCAGCTGTGTGGTGAAG
GTGAACATGAAGCGAAGGAGCCCCGTTACTCCTCTCCGGAGCCCAGCAGGTTGAAGTTCC
CTTCAGACTTGGAGGACTTGCGGGAATTGGCCGAACTTTGGCAGTTTTACAAGACGGAAC
ACACCGGATATGTCCTGCTCCTGTTTTGTAGTGCCTATTTGTACAAGCAGTCCTTTGCCA
TTCCTGGATCAAAAGACCTGAACATTCTTGCAGGAGCTATCTTTGGACCCTACAAAGGAC
TGCTGCTTGCTTGTGTGCTCACCACAGTCGGTTCCACCATGTGCTACCTCCTGTCGCAAG
CCTTCGGCAAGCGTTACATTGTTCATCTCTTCCCAAGTAAAGTCTCCATGCTGCAGAAGA
AGGTGGAGGAGAACCAGGACTGTTTGTTCTTCTTTCTGCTCTTTCTTAGA
>McF0035P21-MGRbd1
TCCACACAGCCACCTTTACAGACTGCACGTGCTGCATAATCAAACCTCATGCTGTGTCCG
ACGGTCTCACAGGGAAGATCCTTTACTCCATATCTGCGGCTGGATTTGAAATCTCTGCGC
TTCAGATGTTCAACATGGAGCGGGTCAACGCAGAGGAGTTCTATGAGGTTTACAAAGGGG
TTGTTTTAGAGTATCCTGGTATGGTGACGGAGCTGTGCTCTGGACCCTGCATGGCTCTGG
AGATCCGAGGCACAGACACACCCAAGACCTTCAGGGAATTCTGCGGCCCGGCTGATCCAG
AAATCGCACGGCATCTTCGGCCCAACACGCTGCGCGCCCTGTACGGCAAAGACAAAGTAC
GGAACGCTGTCCACTGCACAGACCTCCCTGAAGACGGG
>McF0036A04-MGRbd1
TGAAACCCGGGCATTATGGCCGGGGTGGAGTTTGACATCGACAACGACCAGAAAACGCTG
CAGTTCTTCTCCGTAGAGGACGGAGACCAGGTGCTGGTCCGCTGGTCCTGACAGGACCGG
AGTCGGGATTCTGCATCACAGACTGACAGCTTCAACGCCACGGACTGAATCCAGAGCAGC
AAATATAAACCCGAACTCATCACATCTGCAAACTGCCGAGGCAGCTTTCCAGGGGTAAAG
GAATGTAAATGCAACATTATAAACATGAGTTTGTCTTTTCCTGCTCATTTCACACAAAAT
GTTTTAGTTCAAAGTCAGAACCACAAACTCTAAACTTCCTTCTCTCTGGTTTTTCAAAGT
ACAAATCTACATTTACAAAATAATTCTAGACGATGAGGAAAAAAAATCAGAAGAAAGTCT
GTAAAACAGCAGAGAAGGTTCATATTTTCAGATTAGTTTCAAAACAAAAACTAAATTTCA
CGCTGAGATGTAAAAGAAAAGTGAACTTCATTGAATCGCAGAAACCAGAAAGACGATCTG
ATGTAAAAATGGGTCTCATGCATTCTTTATGCTCATGTGCTCAACATTTAGTCCCAGTTT
AATGTTTATACTTTTTGTATTTATAGAACTAAAATCCATTTCAGAGATGCCCAGGTTTCA
TAAAGAAATGCAAAAATTCCTAACAGCCTTAGTGAGGAAAGACCGTCAGAGTATTTGTGG
ATTCTGCTAGAGTTAGTCATTATTATTACATCTAAATGGTACTTTA
>McF0036A14-MGRbd1
CAAGTATTGTTTGTGCCACTCTGCCTGCATTACTGAGCGTTAGAGCCGGACCTGCTTGTC
TCAGACTCTGTTTGCCTGCCACGAATCTCACCTTGATCCGGACTGCTCCTGTTTATTCTC
TGATGCTCTCATGCTCATTTTTGACCCCTTCCTGCCTGACCCTAATTTAGCATTGTGGCC
TTTTTTGTGGCTGTGCTAGTCAAATCTGCTGCAATTGGAACCAGCCGTCTGCCTGTTTTG
TGACTGCAGTCTTCTCTGAAACATGGCAGCCCTAAATCAATCACTTTTCGGCTGGAACTC
CGAGGTGCTGGACTCACACCGTCCTCGGTAACCACCGCCCTGCCTGGCAGCAGCCTCTCT
GCAGGGTGACAGACAGAATCCCTCACAGGAATCATGGGTTCTCACAGCTCCAGCCTGGAC
GACATCCTGGAGGAGGACATGTACCACTGGTACACCAAATTCATGAGGGAATCTCCTTCA
GGACTGATCACGCTGTTTGAGCTGAAGAC



>McF0036B10-MGRbd1
AGGAGGAACCAGAACCTCTACGGATTAAAGACGAGGAGGAGGAGGAGCTCTGTGTCAAAC
CGAATGAAGAGCAGCAGGACTCAGAAAAGCAGGAGACCGAATCGCAGAAAAAAGACCTAA
ACCTCAAGAAACTCAAACGCTATTACTGTCCAGAGTGTGGTAGAAGTTACCCGTTGAAGT
GCCGCCTGAAAACCCACATGAGAACTCACACGGGGGAGCAGTTTACATGTGGAGAA
>McF0036B15-MGRbd1
GAAGAAATTAAAACAAAGTCGAGAGAAAAAAAAAGAAAACGAGCTGCAGCACATTTTTTT
CAAGGGCCAAAAAAATAAATA
>McF0036B22-MGRbd1
AGGACGCGGGCGGCAAACATGGCGGAGAGGTCTTCCGAACGGGATCAGTCTCAGCCCGGA
CACAGAGTGCAGTGGGATCGACTGTATGGATCTATGCATCGTGTGGACAGTGGTGGTGTA
CTTGCCAGGATGACGCGTCTGGGATGTGTGGTTAGGAGGACGTACACCGTTCCTTTTCCA
AAGTATATGGTGCACATCGACACCAATCATAAGCTCATCAGGTACAATTTTGTCATCTTT
GGTGGAATAGATGGCTTTTCAAGAAAGATCATGTACCTGAAGGTAGCAGACAACAACCGG
GCAGACACCCACTTGGCCTTCTTCAATGAAGCTGTGAATGAGCATGGCTTTCCTCTGAGG
GTGAGAGGAGATCATGGAGGAGAAAATGTGGGCATAGCAGAGTTAATGTTCACAGTACGT
GGAACCGACACANACAGCTTCATTGCAGGAAAAAGTGTACACAATCAACGGATTGAGC
>McF0036C05-MGRbd1
GGGATTGGTTTGAGGTTACGCAGGGAGAAGCTCATGGCAACCATGGATGCAAACCACAGC
TTTGGACCTGGAATCATCTCCAAGTCCCACAGGCAGAGGCTGACCAAACGGGACCTGCAA
GTCACAAAAATGCTCTGCGTGTTGGTGGTTGTCTTCGGTCTTTGCTGGGCTCCCTTCCAT
GTGGACCGCTTGATGTGGAGCTACATTGACAAATCGTCTATTCAGCACCAGAAGATCTTC
GAGAAAGTCCACATCGTCTCCGGAGTCTTCTTCTACCTCAGCTCAGCGGTTAACCCCATT
CTGTACAACCTCATGTCTACCAGATTTAGAGAAATGTTCAGCCACCTCACGTGCTGCTCC
AAAGGGTGGCCAGCTCGCTTCGGGTTTCAGATGACTCAGCGCAGCACTTTGAGCAAAGAA
AATGACCAACACTCATAAACTGATTTAGCTTTCAACAGGTATTGACTTAAAAACTATCAG
AAGCAAATCCCCGAAACCATGAAAAAAATGTGCAACTGATGGATGATGGCTTGAAGGGTT
CAGATGTGAATTTGGATTGAAGCAAACATCTGCAGAGAGTTGTACCACCACAGTCTGCAC
CAGCACAAATTTTAAAGATTAAACATCTTTAAAAATACGTATTTGTTTTTCAAGAAACCA
CACA
>McF0036C18-MGRbd1
AACCCGGGCATTATGGCCGGGATTGCCAAGATGGACGCTACAGCCAATGACGTTCCATCT
CCGTATGAAGTCAGCGGTTTCCCCACGATCTACTTCTCTCCAGCCGGTCGCAAGACGTCC
CCAAAGAAATATGAAGGAGGTCGGGAGGTCAGCGACTTCATCTCCTACCTGAAGAGAGAG
GCCTCCAACCCGTTAGTGATGCAGGAAGAGCCCAAGAAGAAGAAGAAGAAGGATGACGAC
AAGTCAGAGCTATAAGACGTCCAAACAGGAACTGAAACCCCACACGCGTCATCACCAGGA
GGAATGGGATTGGGGCAAAGAACTAAATTATAGTCCACTATTTTAGTGAACTGCAGAATG
CCGTGGACCTGAAGTCCAAGTTTTCCTTCCATTGGTCTTCTGCTGCTCTGGGAATTCTGT
GGAGGGATGGTGGCCAGGGTCTCAAAGCTGAAACCTTTTTTCTTTTTTTGTCTTTTTTTT
TTTTTTGTCTTGGGGAATGAGGGGCAGCTTATGTGGGGAAAATGATTTCTTTGGTCTGTC
TACGACACCTCAGACTGATGCACTTTGG
>McF0036D01-MGRbd1
GTTNAAACCCGGGCATTATGGCCGGGGGACTTTCTACGACACCATCCACCATTATCCTGG
GACCAGGCCGGGCCGAACCACCATTCACACCATCGCATCGATAGTAATTGGGAGGTGGTG
GTGTGAGATGGAGCCTTGCCTGGAAGGGGAGGAATGCAAGACGCTCCCTGACAACTCAGG
CTGGATGTGCTACGCCGGCAACAAGGTTAAGACCACAAGGAACACTCAGCCATACACAAC
ATCAGCATATTAAGAACTTTGCAAGGGATTGCAAGGGAATACCTCTGGTTCCAAGAACTG
TCAGTGGATCAATTATGACAAGAGACAATGAGCCTATTGTTGCTTCAAGAAATGTCAACA
CTTTCAGATAGAAGTTTTAAAAAGATGTAAAATACATTAAGCACATCTTTTTCAAGGCTC
TCAAAAATATCTGCTCTCCAAGCAGCCTCCGGGGAACTTCGTCATAACCTTGTAATGAAT
CTATTTCCATCATTTTTTTCCAACTTAGAGATGGAGCACGACTGTCTGTGCATTTGGATT
AATATTTGGAGAGTAACTGANAACCCTCTTCAGACACCAACAGATGTCTATTGCAAAGCA
CCAAACAGGAGAGGAGTTTATCAAAGAACGTGGAATGAGCAAGTGCATAAGCTGACAGC
>McF0036D08-MGRbd1
TTTAAAGAAAATGTTCTGAACCAATTTGACATTTTTGTCTCCTACATTCTTTAAATAGAC
TGGAATTTCATCCCAAAAAGGGTGGCCACTCCAAAGTGGTGACGGTCCTGCAGAGCTTCA
GTAGCTGCGTTTCCATTGGCCGACGCTGCGCTCATTTGGGATCATAAATGGATCAAAAAT
TAGTGTTTGTGCCTGGAGGAGCTGGTTTCTGAGGCGTATCCTCAATATTTCACCAAAATG
CAATGGAAGCACTTTTTTCTGAATAAATGCGTCACATGACCACCAACCGATGGCGATGAG
CTTCTCAGTAGGAACCGGCGGCCTTGGCGCTGCACAGCGGGCGCCACCAGACGTCCCACA
GCATCGCACAACTCAATTGTTGGATCCACAGCTCCTCTGGAAAATCACCAACCACCATTT
ACCAAAAACGGCTTCATCCGTAGCCC
>McF0036D14-MGRbd1
TTCTAAGAAATAAAAAGCCATCCCCTATATATGGAACAGCAGGTTCAGCAATGATTAATT



TGTTTTTTAATGACTACATTTCTATTTCTTTTGAGGGGCTATAATTGCATTTTTTATGTG
CAATTGTAACATGTAAGAATTACTTATGTAATCTTTTTCTTAGTTACAGCGATAACTTGA
TGTTTTGTTGTTGCATGAAGACGACTGTTTCTGCAGAAACGTGATGTACAGTGAGATATT
CTGACATCAGTAGTAGGCAGCTTTTGCCCTTTATTCTTACCAATTAACTCCTTTTATAGC
AATATCATCAGTGTAGATTCGTAGTAAAGTCTTAGTTCATTTGACTTCTTTTTGTAATAT
TTTGAATTATAGTATACACATTCTGTATGAATGTTGAGCGCCTCTACATTTTAATTGTAA
TGTACCATTAAAAAGAAAATTACACCACCAGTCATTGAAAAATGTGTGTAAAGTAAAAAC
AGAAAATGTAGCCAATGTATGCTTATGATACAGA
>McF0036D21-MGRbd1
CCGCGTTAAACCCGGGCATTATGGCCGGGGGCTGCTTCAAGTTCAACTAGAAAAAGTTTA
ATGCAATTATTGTGATGCATTTAAAAAGGTCTAAAATGTTGCTTTTGGCCCCATATCTTT
GTTTTGCTTTTAGAATTGTATTCCTTATCTGTTGGATGTCCATTCATGTTCATTTGCATA
GAATCACCAGGAAGATTCTCTGTAGTTTTAAAGACAAGGATTGGGAAGGTGTCAGGATTG
GTGCAAACTTTCACATTTTGCCTATAAAATCAAAGCTAAGGGTCTGAAAAGTCCTGCAAT
GATTTTATGTTCGTCACGGTTTCCCATAACCTGATCAAAATTCAGACTTAGTCAAGCCAA
AGGGGCGATTGACCAACATCAAAAACTAAATTTCACATGATTTACAGATCAACAGGGCCC
AAAGCCCAAAAGTAGATAGTTACAGGTGTGTTTGACGGACGTTTTAGAGCAGAATTGCTT
AGAGCCTCTTAAGCATGAACAGCAGCAAACCGCATCTCATCTATAGCAACCGCAGTTTTA
AAGGGATTCATGTTCAGTTTTTGAT
>McF0036D22-MGRbd1
GGCAGAGCCCAGGGCTGAACCGGGATACTCAGTGTACTACAGTGTACTACAGCGTACTAC
AGCGTACTACATAATTGCAGCATCTGTGGAGTGGAGTGTTTGCTCTCGTGCGTCCTGGCA
GCATTGAGCTCGCACTCTGGATCCTGCGTCAGTTGTCCAAGTTGGAAAGTTCTGAGTGCG
CGGAGCAGCCTCGGAGTTTTGCGTGGTTTTTTGGGGGGGGATTTGGCTGTGGTCGGTTTG
CTGCTTCTCTCTCCAAGAAAGGGAAGGAGGAGGACCCGCGCTGCCGCCGGTCTCGTGTCT
TCTTTGTATCCAGCAGCAGCTGTGTAAATGCATGGGCGCACAGCGTCTCTGCAGCTCTGT
GAAGGACAG
>McF0036E19-MGRbd1
ATCTTGCGTGGCCTGGCTGTGGGAATTGCCATGGTCATGTATGCACGGATGGAAGAGGCG
GATGCTCTAATTGAAAGTCTCTGGAGAGATAAGGACCCCATTCTGAGGCGATCTGGTATG
TACACTGTTGGGATGGCTTACTGCGGCTCTGGGAACAACAAGGCCATCCGACGTCTGCTC
CATGTCGCTGTAAGTGACGTCAATGATGATGTCCGAAGAGCTGCTGTGGAGTCCATTGGC
TTCATTTTGTTCAGGACCCCGGAGCAGTGTCCCAGTGTGGTGTCTCTGCTGTCCGAGAGC
TACAACCCTCACGTGCGCTGTGGAGCTGCCATGGCTCTGGGAATCTGCTGTGCAGGAACT
GGCAACAAGGAAGCAATCAATTTGTTGGAGCCCATGACCAACGATCCGGTGAATTATGTG
AGGCAGGGTGCCCTCATTGCCTCAGCGCTCATCATGATCCAACAGACTGAAGTCACCTGT
CCCAA
>McF0036F07-MGRbd1
GAGACACGTTGGTTTACCCTGTCGCATTTGAATTCTGGGGAAAAGGTTCTTTCTTTAATT
ATTTATTAATTCAATTGTGTGTTGATATTATTTAGTCTGTAATACAAACACGGCCTGGCG
GCAAGAAACTGTCAGTCGATTGACAGAAATTAAATTGGGATTAAAATGGTCATCAGGGTT
TACATCGCCTCATCCAGTGGATCTCTCGCGGTAAAAAAGCATCAGCAGGCGGTGGTGGGC
TTCCTGGAAGCAAATCGAATCAACTTCCAGGAAGTAGACATCACCATGCAGGAGGAACAG
AGACTTTGGATGTACCGCAACATCCCCAAGGATAAGCAACCAGAGAGGGGCAACCCACTT
CCTCCACAGATCTTCAATGAGGATCATTACTGCGGTGACTATGAAGACTTTTTTCAGTCA
AAGGAGAACAACACAGTGTCTGAATTCCTTAGACTCACTTGTCATCAGACAAAAACAGAT
TCAGCCTCTTAGATCAAGTGGATAATTTGTATTTGCCTGGAAACCTCAAAACCCCTATCA
CTTTCTGTTCCTTATTCTTTGGACAACTTCAGCATTTTTTCTACCCATTTTTGCTCGCTG
ATGCTGCCAGGACCTTTTCTGAATTCACTTATTTTTCTCAAGTGTTTTGCTTTAAAGACT
GAAACTAAGGAGGATCCCCTTCACGGTGGCG
>McF0036F10-MGRbd1
CGTGGCTGGGAGAAATGGGCTCTGGCAATGCACGCATTTGATCAGTCAGGGATCCGATCA
GCTGAGGCTGTGAATGGCGCCAAAACAGGACCCTAAACCTAAATTTCAGGAAGGNGAAAG
AGTCCTGTGCTTTCATGGGCCACTGCTGTACGAAGCTAAGTGTGTCAAGATCAGCATCAA
GGATAAGCAGATCAAATACTTCATTCACTACAGCGGATGGAACAAAAACTGGGATGAATG
GGTTCCTGAAAGCAGAGTTCTCAAATATGTGGACAGCAACCTTGCAAAACAAAGAGAGCT
TCAAAAGGCTAATCAGGATCACTATGTTGAGGGAAAGATGAGGGGTTTAGCACCAAGCAA
GAAGATTGCCTCTGTGCAGCAGAAAAATGTTGATCTGAAAGCAAAAAAGGCGAAACAGAA
AACTCCAGGGCCAGCTGAAGGTACGAGCAGTGCAGAAATGCCTCAGGGTCCACGGAAGAA
GAGGGCTCGCGTTGATCCCACTGTGGAGAGTGAGGAGATGTTCACCAACCGCGTGGAGGT
GAAGGTGAAGATTCCCGAGGAACTGAAACCGTGGCTGGTGGATGACTGGGACCTCATCAC
ACGACAGAAGCAGTTATTTCATCTTCCTGCCAAGAAGAGTGTTGATATGGTCTTGGAGGA
CTACGCGAACTACAAAAAGTCG
>McF0036F14-MGRbd1



GTCCGGACTGGTGCAGCTCGGGCGTCCGCGATGAAATCCGGAGGAGAGGGTTCGAACATA
TGACCCCTGTTCCAAACAGGGAGAGAGTGGAGGGGGTGTTTGCGCCGATCTTTACTGCTT
CCGGTGTGAATGTACGCCAGACATTCCGGTATTGCCAATGAATATTTCACTTTGCTGGTA
AATGGAGGCACTTCACAGGGAAGAACTGAGTTGTGGGCTTGTGCGGGACGCTGGCCGGTC
CGTTGCGTAACGCGCAGTGCTGGGGTTTCTTCTTGGAGAGTTGGCAAGAAAAAAGAAAGT
GTTCCCCTTGGGGAAGGATGAACGACTCTAGGCATCTGCGGGACAGTGACATTCAGAAAA
AGATTGACCATGAAATCCGGATGCGCGATGGAGCCTGCAAGCTGCTGGCTGCCTGCTCGC
AAAGGGACCAGGCTCTGGAGGCAGCAAAGAGTCTACAAACATGCAGCACTCGTATCATGG
CCTACATGTCGGAGCTGCAAAGGATGAAGGAAGCTCAGGTGATGCAGAACATCTCACGGA
GATCATCGGATGTT
>McF0036G06-MGRbd1
GCACAGTGTTAGTGAAATTGATGCCTTTTTGTATCCATGAATAGGTTTTTGTCTGTATTA
ACAGTGATTTTGAAGAAAAAAAAGATGCTGTGTTGTTCATGTGGTGACTGTTCGGCCTCA
TCCTCCTCCCTGCAGGACCTGCAGGAGTTTGTGGACGGCTCAGG
>McF0036H14-MGRbd1
GCCTTATGGCCGGGGATTTTAAAAACATGGATGCTAAAAAGGAGCACAAAGGTAGAAACT
TTTTACTTTCATTAGGTGCTTTGAC
>McF0036I08-MGRbd1
AAGGAACGGGCGTTTCTTCTGCTAAAACCACTGCTACTCCGATGGGAGATAACACTCTTG
CTAAAAGTGCACAAATGTATCACTA
>McF0036I15-MGRbd1
GGCACATCAACAGCAGCAGCATCTTCAAACCCACTTTTGGAGGCTCTAAAGATGAAGATA
AACACAACTGCAACGTCCGCATCTCCATTAAGTACAACCACAGTGTCTTCATCAACAACA
CCCGTACAAACGTTAAACCTAAAGTCTGTAGCTCCATCACTCCCCACTGCTTCCCAGCCT
CAATCCTCCCCTGCGCCTCTGGGACAGCCCTCTGCCTTCACTCAGGTCCTGGGTCAGATC
TGCAAAGCCCCCACCAGCAGCCCTGCTGCTCCTGTTGCAGGACCAACTTTGTTTGGTTTG
TCCAGCCAGATCAGCCCCCTTTCTGCCCCATCAACCTCCGCCCCAGTTTCTGCTACACCT
GCCCCCAGCAGCAGCAGGAGCAGCTCTGAGTCAGTCAGCAGCAGCAGCAGCAACCCTCTG
CTGGTTTCAGGCTTCAAGCCCATCTTTGCTGCTGCGACCACCACCACCCCAGCTACATCA
TCTTCGGAGAGCAAGCCACCCGTTCCGAATTTCAAGCCTATCTTTGGGGAGACCACAGCA
GCCCCGGCTTTTGCACCGCCCTCAGCACTCACAACCACGTCATCTACTTCTACACCCACT
GCA
>McF0036J04-MGRbd1
TGCCCTCAGGCCCTTTCACACGATGACTCACATTTCCACGAGCGCCACAAGTGCATCAAC
TTCTTCGTCAAGGTCTACGGCTACATGCCGCTGCTGTACACGCAGTTCCGCGTGGACTCG
GTGCTGTTTAAGACTCGGCTACCCCACGACAAGACCAAGTGTTTCAAGTTCATCTAGAAA
CGGCACAAACGCAGAGTGGATGTAAGGATGGGGAGGCATTTTTAGAAGTGAAAAAGGAAA
GACGATTAAATGAACTGACACGGAAAACCTTCAGGTTTCGCCAAGTTAAGAAGGACGGAA
GCTGCTTTTTCCCACCCTTTTCAATCACACTCAACCACTAGATGTCATTTGCACCTCTAA
CCTGCCTGCTGGCGAAAGAGACGCCGCCGTCTGCGAACCTGGAGGCAGTCAAAGCAGAAA
ACCGTACGGTTGGAAACTGTACGCCTTGTACATGAGAAGCACTGACAGTCAAAAGTATTT
TATTGAACTCCTAGTTTTCTTTTTTAAAATAATGTTTAAATGTGTACATCTGTGTGGGGT
TAGCATTTTCCAGAGCATCCGCCTGTGGAAGACCAGATCAAGAGAAATGGTCCGGCCCAA
TCACGTTTAGGAAGAGTTTCACTGCAGCTGTCACCATATTGCCTCAGAT
>McF0036J14-MGRbd1
AAGTACTAACAGTTTTAGTGTACATCATTTGCTCAAATAGGAAGTACGGTGTATAAAGCA
TAACATTTTTGTAAATATAAAATGTAGTATATGTTGTTGAAGATATTGAATACATACAGT
CAGGACCATAAATATTTGGACAGAGACACATTCTTTCTAATTTGCTTTCTGAACATTACC
ACGGTGGATGTTGGATGGGACAGCTCAGGTGCCGTTGAGGTGCAGACTTGGGGCTTTTGT
TCCGTGGGTTGAGCTGAAGGATTGCATAAAGATGTGAAAGACTGGAGCATTTTTTAAACA
CAATCCCTTCATTTCATGGAGTCGTAAGTAATTGGACAATTGCTTTCCATGCTATTGCAT
GGGCAGGTGTGGGCAGTTCCCTTATGTCATTATGAGTGAAGCAGATAAAAGGTGTTGATT
ATAGGACTCGTCCTTGCATTTGGAAGATTTTGCTGT
>McF0036J15-MGRbd1
CGAGCGAGCTTCTCCCGTGAGCCTCGGCCTGTTTTTGCACCAAGAAGATGGAGAAATCGG
AGAAATCAGCCGCCTTGCTCCTTGTTGCTCTCGTTTCAAGTGTTTCTCCGAGCAACAGTG
ATGAGAAGAGCGGTAAGGCATTTCCTAATCCCAGAACCTTTTTTGGGAACCTGGTCCCTC
AGACAGACGTTGAGAAGAACAGCAGCCAGGTGGTTTCAAGCCCCCCCTCTCCAGCTCTGC
AGTCCCTCAGTAACAGCACCGTGGAGTACCTCAGCGGCCCGCTCAGCACCCGGGTCGTCC
CCTTCATTTATATATTTGTGATTGTTTTCGGCGTCCCGGCCAATGTCGCCATCCTGTGTT
TCCTGGCTACTAAAATCCGAAAGGTCTCCTCCGCCATCCTCTACTACAGCCTGGCGGTCT
CCGACCTCTTCCTCCTCCTCTCCCTCACCTTTAAGGTTCACTACCATCT
>McF0036J24-MGRbd1
AGGACACCATCCACACCCTGAAAGAAGAAAACCTGCACCTGCAACACCAGCTGGAGAACC



TGACTCGAGCTCTTGGAGACCTAAGACACTTGCTGATGGAGCATCCTGGAGCTTCTGGAG
GAGTACATGACCCTGAATATCTACATGCCTGGAGGGAATGGACCCAACATGGAATAAGTG
TTGAAACTCAGGAAATGTTGGAGCAGGCTCTGTGTTCCAACGACCTCAGTAATGCTGCTC
AGTCCGCCTTCAAGCCTCCAGGCTTTTTCATCCTTTTTTATGTTGCTTCCCTGACTTTCA
CAGTGTTGTCTTGACTTTAGCTTAAAATCTGCTCCAAAACAAACATC
>McF0036K06-MGRbd1
CCGCTCCCGAGTCGGCCCGCGCAAACATCTGCTAGACTGACCCCTGACCTCTGACATTAT
TTTGCTCCAGTTGACCACTTTCCTGTTGAACCGACACGTCCTAGAGTTCAGGTCTTGAAC
CCGTCGGCCTCTGTCCTCCACAGCAAACCGTATTTTTGACGACCCCCTTGGGGGAGGGTC
TGATCCTTTTCAAAGACTGTCGCCGTGCTGTTACTTGGGGTTTGTCTCTGCTTCCTACAG
ACTTTGCGCGTTAGGCAATCACTGAATAGATCTGTCCGGTCGTGAAACGGCAGCAGACTG
CTACTATGGAACTTGTGAACACTGGAAACATATGGACTGCCACGCAGAGAGAAAACCCTC
TCAACTGCCACCCACTCTGGTGCATGCTGGACTCCGCGGGAAGGAAGATTTGTCCTTTTT
CCTTCCTTTTTGTAGATGTTTCTTTTTATTCCGCCTGACCTTT
>McF0036K12-MGRbd1
TCGCAACCACGCGCAGAAGCGGTCTGCTTCTCCGTCACCACTCCCTGGCAACGTTTTTAA
AACCAGAGGTGGAGGACAAGCAGTCCAGTTCACTGACATCGAGACATTAAAACAGGAGTG
TCCAACGGCGCCCAGTCGCAAGAGACGCTCTGGATCTGCTGAGGGACCTGCTCAAATTGA
GGACCTAGAAAACAAACCTCCTGCAATCAGCACAAGTCTTGCGTATCAAAAACGCAGGAA
ACCTTAGGAGCTCTGCGATTGGAGGACTCCTGTTTTCAAACAGTCCGTCAATCAGTGGTC
AGAGCTGCATCTATTTACAGTTTTACTTGTATGTTATCGTATTAGAAGTAATTATGGTGC
AATGATATAATAATCACTGCTTATAGCTCTAGACTATAGTGTATTTTTTGCTCTTTCTTC
CTGCTTTATGAATGCTGGAATTAAAAAAAAAAAAAAAAAAGAACTTGATAGATGTTCGTA
CATGAAAACTCCATGACAAACCTGCTCACTTTTTACCTTTATTGTATCACACACAGTGTA
TATGT
>McF0036K17-MGRbd1
ACTGAGCCATCTTTCAAAACTATTTCCATCAAAGCCACATAAAAGCGGTAACTGTGCAGT
GTTCACACGCATTACAGCAATCCCACTTCATGTCTCATCTGGGACTGGACCGCTATTCTG
AAAAGATGCAGTTTTCCACAAGAAAGGAGGCGCAGCTGGATCCAAAATAGCCGAAATTGT
ATCTGTGGCTGACCAGAATAATTCGATTGCAAAAAGAAGTGGCATCCCCCGAGCCCTTGA
AGCATAT
>McF0036K18-MGRbd1
GCCTTTTGGCATTGAAACTGCACTAGAACATCTTCAACAACAGGCTGTTCAGGCATGCAG
TTTTTATATAATTTCTATCTTAGCGGGAACAAGTTAAAATGTTTTTAATTACTGCATTTT
TTATGTTGGGGACCGTAACATCCGTAAGCAGTGCGGAGCCNTCTTT
>McF0036K21-MGRbd1
GGATAGTGAACGTGCTGAAGTACATGCGCTTCAGTTATCTTTTTACAAGCCATGGCTGGA
TGCGATGGCGCAGGAGATTCCCCGTCGGAGTCACGGGATGGGCGTTCAAGGGCTGATGCA
TGTGACATTAACCTGTTCAGCTCTTCATTACCGTAATGATGGAATCCTCTCTGCTGTGGC
TGAGAGAATTCCTTCCCTGGCGCCGCATTGCAGAAGTAAAGATTCCTGCAAATTACTGTG
GGCCTTTGGCTCTTTGGGGTTTCTCCCAACTCAGAGTCCGGGTTTCTACGGGAGCCTAAC
GGAAGCCCTGAGGCAGAGGAAAGCTGAGTTTCAGCGGTACCCAGAGCACCTGCTCACAGG
TCTACTAGGCTTAGTGTTCATCTCTCAGTTCCCAGAGGACCTGGTTGCATTAGCTTTAAG
CCCCGAATTTGTCCACTTAGCATTGAAACGCTCCCAGCTGGAGCTGAAAAAGGACCTGCT
GACTTTAGATGGAGCTGTGGCTCTGGAGCTGCCCCAGTGGACCGGCCCA
>McF0036L13-MGRbd1
GAGTCAATGAGTCAAAGAGCTAATCAACATGGCTGAGGTAAACAGAGCAGGAGACAAGGC
AGACATGGCAACTGAAGAACCACAAGGAAAGATTCAACAAATGTGGCAGGAAACAGGAGC
ACTCATTGCTGATCTGAAAAAGACCATGGAGAAACTTTTGACAACACAAAGCAATTTAGA
GGAATTATTACAGAAAACAGAGGGAATGGAAAATGCAGCAAGCCAGTTTGGGAAGACTTC
AAACAAAGTTGCTTGGTATTATAAATGTAAGAACATCAAGCTGATCGTGGTCCTGGTGGG
GATCGCCCTCATCATCGTGCTCTTGATCGTCCTGCTGGCCACAAGAGTCATCCCTGTTGA
TGCTGCAATGTCTGCATTTAACAGCACTGCCCCCAAACCCTAAGCACACAAAAGACTTCA
TACCACACTAAGATAGTGTCATGGTAAAGTTTGTGTAACACAGTTTACAAAACAGTGGGG
AAACCTTTCAGTCTTTTGCACAGTTTGAGTTCACCTGTTAAATAATAAAGTCCTTCCTCA
TGATCTCATAATACACTTTGAGTTTATCCTAAATTTA
>McF0036M20-MGRbd1
GTCAAGCTGCCTTTTGTTTAATAACAGCAATTTTTGCTTTTAATAATGCGATTGTACAAT
GAGTTAAATCATAGAAGATTTTAGTATAGAATGTAATTGCTAAGGAAAACGCATGCTTAT
CTGTGAAACGTACCGTAGCTGAGAAACACTGTTAGGCTAATCTTCACCCGCCTGCCCTCT
CTGTTGCCGCTAT
>McF0036N01-MGRbd1
GTCACGTGACCTTCTCCACGTCCACCACAGCTCCCAGTTTGGAGCAAAAACAAAAAAATC
AGATCATGAGAGAGAGAGAGACATTTATTTTGGTTGTGTTAAACACACAAACTTAAAACA



TCAACACTGATACTGAACCACATTTACATAAACTTGAACGAAAATAACAGAAAACCCCAG
ATTACAAACATCACATCTACCTACACATTGATGGAACCTAAATAAAAAAAAAAGAAGAAA
AAACAAAAACACTTTTCAAAATTACTTCACAACCACCAGAGTCTCTCGGTCCAGAAGATA
ATTTGGATATATTTTGGCGTAAAGGAGACCATCTGATTGGTCAAATGCGTACAGGGATTC
ATTTGATATGTTAATGGGAATCATTTAAGTTTACCTTTCATCGCCTGTGGACTGCACAGC
TTGAGGCCTAATGCCATTGATTAAATATGATAAATGAGAAAAAAAAAAAAATAAGA
>McF0036N18-MGRbd1
GGGTTTGCTGTTTGTGCCAAGTCTTGACACAGAGTCTTTCATTTATCAAAATAGAGCTGT
GAAAAGTCTGGAACAAGATTTACTTTTTTATATGTCTCCCCAACCCTCTTCCAACTGCAG
GTAAATTCATCAGTTTAGGGTAGCAAAAGTCCAGTGTGAACACCATACGCTAAGGGCATA
TTCAAGAAGGCCTGTCTAGTGGCCTAGTGTACATAGTATAAAAGTTAAATATTTATCTCT
TGGCTTTTACCAGTTCAGATGTACCATTTCTTTATGAACTGGCATTGTTTATTGATTTTT
TTCTGTGATCCGTGAATATGTCAATATTATTTTAAAAATAGAATTATTGCTGATTATATT
TTGTTGAGTCATTTTAGCAAAAACAGTTTTGTGAAGAAAAGATTTAGTAAAAATGTATTT
AGGAAGATCTGGATGAAAAAACCAGGCTGTTGTTTCTGTCTTGTGTTCATGTGGTTCATG
TTTTCTAGTAGACATTAGAACTGTTTATCTGTTCTTTTTAGTTCTCAATGTTCTGTCCCA
ATCTTTGCTGTGAATAATAAAGTGGACGTAAACATCAAAN
>McF0036N23-MGRbd1
TCTGATCGTCCAACAACCGAAGGGTTGGCGGATCGATCCCGGCTCCCCCCAGCCAGCTGT
CGCCCCCCGAGTGCGGCAAGCCTGCAGCTCCCCCCAAGGGAATGGGTCAAATGCGGAGAA
AGAATTTGCCCATTGTGGGATAAATAAAGTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAC
CT
>McF0036O05-MGRbd1
ACCCGGGCATTATGGCCGGGGATGTTTCGGAAGTTGCCTTTTCCGCTAACACTGTGGGAA
ACTTATCAAGTTGAATTGGACGATATTTAAGTAATTCTCCAAAATAACATTTTCTCGTCG
GTGGGGGCACATTGACCTTTTATAAGGAATGAGGCGTTCAGGAGCACCCAGTCAGCTTTT
GGGGAATGCAGTGAAAAAAACACGATTTGTTTCACCAGCTTCACTACTTCAAACTGAATC
AAAGCCTTTGGCCCCCAAACCGGGTTTGGTGAATGCATTGGATAAAGTCCACAGAAGTCT
ATCTGTGGCAGTGGAAAGTGAAATAAATGTGTCTGCTAAAACCAGCCAAACTGCCCCTTT
GTCACGGGCTCTGGCTCGAGTTCTCAGTGTTACTGAGAGTAAAGAAAACGAGGCTGACAC
CAAATCCGTCCCTGGATTAAGAGATTTAACAGAAGATGAAAATAAAGCTCTTCACTCATG
GAAGACACAGCTTGCAGAAAGGGGAGGGGTCAGGGGCGGGGCTACCAGCTAAGCACCAAT
GACCACGCCCACGTGGAGGAGATTTTGGAAACGGAGGCTTAAGAGAAACATGAAATGTGG
CTTTTTAAGACAATTATGTTG
>McF0036O08-MGRbd1
AGCGGGTTGTAGAGTGATAACATAACAATACAGAAATGGCGAAACGAAGGATCACACAGG
AAACATTTGACGCTGCTGTCAGGGAAAACGTGGAAGATTTGGAGATGGATCCAGACGAAG
CTGTGAGGGAAGCTGTGGAGCAGTTTGAGTCTCAAGGTGTGGACCTAAGTTGTATTGTAA
AAGCTGGACCATCTGAATTTTCTGACGGTCAAGGAGAGCCAACACATACTATTTTAAAGG
CTTTACATTCCCTTCGAAAGGGTAGAGAATCTGTTTCTTTACCTGAAATGGCAGAGGAGT
TGAAATGCTTTACTGAGCAATGCTCCCTTGGATTTGCACAGAGGTATTTAGCTGCCCAGA
AAGACGCATATCCCATCATCCTGTCCTACTGCAAAAAAAGCATGGAGGAGGAGGAGGAGG
GTGTGGCGACCACTCTGTCTGCTTTTGCAGCTCTAACCGACGGACAGCCGGACTTGTTGG
AAGCAGAAGGCCGGCAGATCCTCTTGGATGCCTTAAAGAAGTACCAGGGCGATCCTTTAG
TGACGCGTGCTGCAGTCAGTGTGGTTCGAAACTGCTGCTTAAAGCATGAACAGAACAGGC
AGGATTTGGTGAAAGAGGGCGTTCTAC
>McF0036O21-MGRbd1
ACATTGAGCCAATTCTGTTCAAAAAGAGCAGAAACGTATCAGCATTTTAACCTGAGGAAA
TAAAAACCCCTCGAGATAAAATATTAAAAAAAAAGATCAATGTGACGTCTAAGTAGCTGC
AATAACAATTTATATAATCTTCTGATGACATGGCCCAATAAACGCACGTCCTTCTTTATA
TGAGGCCATTTTCTGGATAAACTGGAGGAGGAAAACAGATATTTAAAGGAGCTTTGTCCT
ACGCTGAGCTGGGGACGTGCATCAGGAAGTCTGGGGGACATTACACCTACATCATGGAGG
CGTTTGGACCACAGATGGCCTTCATCAGGCTCTGGGCCGAATTAATCGCAATAAGGCCTG
CAGCCATGGCAGTCATCTCCTTGGCTTTTGGGCAGTACATCCTGGAGCCGCTCTTCATGC
CGTGTGCCATCCCTCCCATGGCCGTGAAACTTGCTACAACCATTGGCATCACCTCTGTCA
TGTACCTGAACTGCATGAGCGTCACCTGGACCGCCAGGATCCAGATCCTGCTCACCTTCA
GCAAGCTGCTGGCCATCATCATCATCATTGTGCCGGGGGTCCACTTGCTCTTCAAA
>McF0036P10-MGRbd1
CTCGACAGCTGCGCCGTTCGCTGCGGGGATATCCCAGTGAAACAGAGGACTGCTCGGGGG
TGAAGCCTGAAGTGCACAGTACTCCTCCTGTAGATGAGTCAGCCGGTTAACCTTCACTCA
AACAAGTGGAGCTAGTTGTTCCACACCATCCTGTCATTCACTCCACCTCCTCCATCTATA
GCAGGGATCGCAAACTGGATTGCTCAGGGGGCCAAAATTCAAAACACGCTGAAGGTCTCG
AGACTCTGATGTTGCTGCCATGTGCAATACTTCCAACCAAAGCAGACCAAAATCCCATCT
TACTGAACACCTAGACACATTCAGCGCTCTGACTAAAGCAGCACTCGGCCATTGTCCTCC



AAGACTTCTGGAGGCTCACGCCCAGCACGGCGCAAGTGCTCAGGGCGAGCACTCGTCCAG
CAGCTCGGTCCTCTCCCAGGACCGGCTATACGGTGGGTTAAGTTACCAATGTCTACCTCA
CGATTAAAAGATCCTTCTGCAACTCCACAACCCTGCACAAAGTAGAAAATGAGCTCCAGC
ATTGACCTAGATGACCGCAGTATCTTTGATGAGTTTATGGAAGAAGATGAGAAGGACCAA
GCCAAACGCAAGTCCCGAAACAAGTCGGAGAAAAAACGCAGAGACCAGTTCAATGTCCTC
>McF0036P13-MGRbd1
GCATGGCTCCTGTAGGTTTATTGTCGTCGTTCTTCAAAAATTACTGGCTTGTGCAACATT
TCTTGTGGACTTTGAAGCAAGGCAACAGTGGTTGAATGCTGTTGGCATTGAATGCAGAGA
ACTGTCTCCTGGTGATGGGATTTGCAATGAATGTTTCACTCAGGATAGATGCTAATACTT
TATCCTATTACTAGCTATGATGCTAGAGTCAGCCAACACTAGTCTATATGTTTTTTTAAA
TTTTTTATTTGTCTGAATTAAATTGTTATATATCTTTTACAGAACGATTTGTGTATGTTT
GGACTGTTTTAATGTCATAAAGTTCTTTTTACAATCCAAACAAAAAAAAATACTC
>McF0036P16-MGRbd1
CAAGCTTTCTTTTGTTTTGTCTTCTGGCCATTTAGCCTGAAGCTTTTCTGGGCACCGCTT
GTGGATGCTCTGTACTTCAGCAGGTTTGGGAGAGGAAAGTCGTGGCTGGAGCCTACGCAG
CACCTGCTGGGTTTCTTCATGCTGTATCTTTCTTTTACGGTTAATTCACTGCTCCAGAGT
GAGAAAGGACCAAACGTGGTTGCCCTCACTGGAGTCTTCTTCATGCTTGCCTTCTTAGCA
GCCACACAGGATATAGCCGTGGATGGCTGGGCTCTCACTATGTTATCCAGAGAAAACGTG
GGCTATGCATCGACGTGCAACTCTGTCGGCCAAACAGCCGGGTATTTTCTCGGGAATGTC
CTCTTTCTGGCGTTGGAGTCAGCGGATTTTTGCAACAAATACCTCAGAGTAGAACCCAAA
GAGACGGGCATCGTCACCTTGTCAGATTTCTTGTTTTTTTGGGGAGTGGTGTTCATGGTT
TCCACCACCTTGGTAGCCATCTTCAAGAGGGAAAACGGA
>McF0036P18-MGRbd1
TTGTCAACAGTAATGGAGAGCTGTATCACGAACAGTGCTTTGTGTGCGCTCAGTGTTTCC
AGCAGTTTCCTGAAGGTCTCTTTTATGAGTGTGGTGAATTCATCATTGGACGTGTTATTA
AGGCTATGAACTACAGTTGGCACCCTGATTGTTTTTGCTGTGATATATGCCTGGCTGTGC
TCGCAGATGTTGCATTTGTCAAAAATGCTGGCAGACATCTGTGTCGCCCGTGCCACAACC
TGCAGAAAGCTCGTGGCTTGGGCAAATATATCTGCCAGAAGTGCCATGCCATTATTGACG
AGCTACCACTTATCTTCAAGAATGACCCGTATCACCCAGATCACTTCAACTGCAACAACT
GC
>McF0036P22-MGRbd1
CTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGCAGAGTTATCCTGATAGGAGCGA
CGGTCCCGCCCCCACCGGACCGGATAAGATTTGGAGCCCACGTGGGCCGAACCGAGCCTG
GATGGACTAATCGGGCGGGATTTAAACAGCGGGAATTGGACTTCAACTGCAACGCGTCAG
ACAGAAACTGTGATTAACAACCGGAGCCCAGGAGATGTAGTCAAAACCATCAAGTCCAAC
AAAGACCGCTGGTGTCATCCTCCCGATCAGCATTCTGAGCCTCTGAAGATTCTCAAGAAC
TCCAACCTCTTTGAAGAGTATCAGAAGAAATATCAGGAGAAGAACCAGACTTTGACCAAC
AAATAAATCCTAAGACGACCTTCATTTTGCAGAACTGTGTTTTCTTCATTTGAATGTCAT
TCGTCAAATCTTTGGGCTATACTTGACAAGTTTTTACCTCTGTAAAAGTTTCACTCACTT
TTTGAGCGTCTTACTCAAACTTTGTTACAGTATTAACCAAACATGCATGTTATACTTACA
CTAACAAAATACCATGAAATATTTCTGTTTATTGTTG
>McF0037A03-MGRbd1
CCTTATGGCCGGGAAGTGTGATTTAGTTTGTAAAGCATACATTTATTTTTGGAGGATGTC
CTCTACAGTATTCATCAAATCTTTCAGTGCCTTCAGAAATTCATCCATTCTGGTGATCTT
TTTTGTTTTTTGCTCAAAGATACTATGAACTCCTGATTTCAGCTTTTTGAAGGGTTAATT
CCCGCAGATCCCACTAGATGGCAGCACTTTCCTGAGTGACCACGGCGCTCTTGAGGAGCA
GCTCCTTACTGAAAGGGCAGTCAATTATCATGTCCTTTAACATCCTGTCAGCTCTAATGA
TATTTTAAATCAGTTTAATTATGCTGGTGCTTCTGATGAAAAGAGCCGGCCCTGCATAAT
CCCCTCATTGATCATTTGTACAGTCGAGGCTAATTAAATTCCCCAGGCCTGTGTATTGCT
GTATAAAATAAAGACGTAGCCACATGCCNNNNANANA
>McF0037A09-MGRbd1
GGGGCAGTCTCTCCATGGGAACAAGGGAACAAACCAAGAAGACGATGTTCAATAAGATGA
AAACTGCATCTGATTCAGAAATTGAAGCAAAAGAGGCGTGTGACTGGCTGCGGGCAGCAG
GATTTCCCCAGTATGCTCAGCTCTTTGAAGATTCCCAGTTCCCTATTGACATCCGGCCTG
TGAAAAGAGATCATGACTTTCTGGACAACGATCTCGTAGAACCTCTGTGCAGACGACTCA
ACACACTAAACAAGTGTGCCTCTATGAAACTTGATGTGAATCTTCCNNNNNNNNAAAAAA
AAAAAAAAAAAAAAAACTT
>McF0037B02-MGRbd1
CGTTAAACCCGGGCCTTATGGCCGGGGTGGGCGTAGACTCGCCCAGCAGGAGTTTGCCGG
TGAAGTTCTCCTGCTGGTTTTGTGGGCGGAGCTTCACGTGTCAGGAAACCATGATGAGCC
ATCGGCAGCGGCATCTGATGGAGTGGAAAAGGCCAAGCTGTGAAAACTCTTAAACGTCTC
CAACACTGGACACAATAGTCTGGAAAAAAGAC
>McF0037B03-MGRbd1
TTTAACCCGGGCCTTATGGCCGGGGGTCGTGTGTGCCTCGTGTTAATGTATGCATGGGGA



TGGTGAGTCGGCAACCTAGTGTGCACCCAGGGCTACCTGCAGAGGGATAGGGACGGAATG
AAAAGGGAATTCCAGAGGGAAGTGCTGCAACGACTATTGAACAACATAGAGAGAGCAGTT
TCACACCCGCTGGATTTGGGTCATCTACTTTTTACAAGTACCCATGAACTGGCATTCATT
CGCTCTGTTTCAAACCAAGTCAGCATTCCTGAAGATGTTTGTAATGCTCTCATAAATCTG
CATGAACTTCTGACACAATATAAGCAACAGCATGGCCCAGCTGTGGAAGTTGAATTCTTG
AACAACAATGTGGGACGTCCTAAAATCATGGTGAATGAAGAAAAGTTGAGAGAATACCAT
GAAACCGACTTGTCGATCCCATCCATTTCAAACCTAATGGGTGTATCCAAGAGAACGATC
AATCAGGCTTTGAAAAGGCATGGATTGACAGTTAAGAGCACATATAGCGATATATCAGAT
GACCAGCTGGATCAACTTATTTTCAGCATCAAAAAAACCAACCCCACTATTGGCTTTAGA
ATTATGAAAGGCAAACTTCGGGCTCTAGGACATCGCATTACATGGACCAGAATATGGAAA
TCTATGAGACGTGTAGATGGGGCGGGTGTC
>McF0037B08-MGRbd1
GTCCGCTAAGGTTTACGTTGAGAACTCGACGTTTTTGTGAATGCTTTCTGGGGTTAGAAG
ATAATGTAATCTTATTTGCTCCAGGACTACGGGCTGGTTTTATATGGATTTCCAGAAAGC
AGGGTATTTTTGAGCGGAATCACACAGGTAACGTAGAAAATGCCGTTACACGGAAAAATT
GTCGTGATTAAGAGAAGTGGGGTGGACGGGACTGAATTTCCTCTCACTGCATCATGTTTG
TTTGGAAGAAAACCGGATTGTGATATCCGTATCCAGCTTCCACAAGTCTCCAAGGAACAT
TGCAGAATTGACTTAAATGAAAATAAAGAGGTTATTTTGACCAATCTGAGCACAGCCAAC
CCGACACGTGTCAATGGAGAAGTTCTGGCTCAGTCTGAACGCTTGAAACACGGAGATACT
ATAACTATTGTTGACCGTTCTTTCAGGTTTGAGTATCCACCTGCACCTACACCTAAGAAG
AGGTCTTCATGTGGAGGGAAGACAGAGACTCTCAAAGTTCGTCAGGACCAGCAAGTGGCA
GCGGCTGTTTGTCCCGGGACCGGAGAGAAAAGGACTTCTGAAGTGACAACAGGTGCTCAT
TTGAAA
>McF0037B15-MGRbd1
GGGAGTCTCTGTGAGGACTGCCGAGAGGAGGTGTGTGTGGAAGAGTGAGACCCGACGCGA
CGTTTATGTGCTGTGTATTTTTGTTTTCACACAGTAAATCCCCTTAAATGGATGGCAATC
CCTGTGTGAGACTCTTTATTCATTGAAGACACAACGCAGAAGATTTTAGCTGATGCTGCA
CTCGCCGAGCAGCAAGAGTGCGCCCGGCTACATTGGTGCCGTGACCCGGATCCACATCGC
TCAGAGTGGTTCTACATCGTTCCTGGAGCTGTGGATCAACGCCAGCTTGGTCACCAGAGA
TTGCGGTGAGGCCCAAGGTTTTGTGCATCGTATCAGGCTTACAGACGAAAGACCGGTCCG
AATGCCCTACCGGCGAGTACCACCTGCCCACTACCAGAAATTACGACAAGTGTTGTCTGA
AATGGAGGAGCAAGACATCATAAGGAAATCGGATGCTGTGGATATTGGACGACAGTCTAA
CTTA
>McF0037B17-MGRbd1
GGGGTGTTTCTTTATGAAAGAGTTTCTCGTCAAAGTCTCTAAAAATTCTGCCTCCCTACT
TTTTGAACTGAAGAAAAGAAAGTTTCCTGCAGAACCATACAGAATAGAAAACAGTTCAGG
TGGGATCTCTTTGTCCTGTCACTAACTTTGGAAGATATATTTTTTCCACTTTTTTTTTGG
CGTTCTCCTGCAAAGGTCAGTCGAGCGATTTTCTAGCATTGAAGAAGACGTGGTCTTAGA
AGACGCTTTTTGTTTTTGAAGCCCTTCTCTTGCAGATGCCGTCTGATCGTATGGGACTTC
ATTTTGGGTCAAGGATCACCCGTGTCTTGGCGGACTGATTTTTGGAACCTCCGGTCCAGT
GCTGGTGATATTTTTGTGGGTCTGCCACTTGACAATTTTTTTCCCCCTCAGGATCTTTCA
AAAAAATTCTAAATTACCATTTTGCTGCGTCTAGCCCCAGAAGGGATGGGACGTTATGGG
AGCCCTTGCGTTGTAACTTAGCAATCCTGCCACGTTCAAAGAAATTGAAGATTTTTTTTG
>McF0037C18-MGRbd1
AACCCGGGCATTATGGCCGGGGAGACTAAAGCAAACCTGCTTTTCCCGCTACAACCGTTC
TGTACACCAAGGATTACTGGGTTGCCGTCGTTGGATTTATTCGCCAGCATCTACAATCGT
CTGTTTTAGCACAATGACTCTGAATAAGGGTGACAAATTGCGGAATATGGACAAGAGAAG
AGGGAGTGTCCCGTTTCCAGTCAACCTCCCCAACCTGCACAGGAGAAGCATGCCGGTGGA
CGACCGGGACCTGCGCGCAACGACACCGCAGACGGGACAAACGGACGAATTGTCCAACCT
CCTGCGCTGCTCGTCCTACTCCCCCAGCGAGGAGCACAGAGGCAGCTGCGCCTCGGATTC
CTCCGACTCTGTCATCTCCACCGGCAGCGAGGCGGAATCCCAAGTGTACAAAGTGGTTCT
TCTCGGGGAGCACGGCGTCGGCAAATCCAGTCTGGCGCGCGTTTTTGGAGGAGTTGAGGA
TGTCGGTCACGACTACGATGAAGCAGGAAACACGTATGACAGATCTCTTGTGGTGGATGA
AGAAGAGGCTTCTATTCTGTTGTATGACATCTGGGAGCAGGATAACAGCCAGTGGCTGAA
GGACCAGTGCATGAGGATGGGTGACGCCTACATCATTGT
>McF0037C19-MGRbd1
GGGAGTAACAGATTCTGTATCGGACGGTGTCTGACTGAGATCCTCAGAAGATCCAGAATG
AAGATCCAGATGATTCTGTGTTTTCTGGGGCTGAGTTTCCACGGCGCTGCTGCAGTGACT
CATTCTCTGAAGTATTTCTACACCGCTTCCTCTCAAGTCCCGAACTTCCCAGAGTTCGTG
TCTGTTGGTTTGGTTGATGATGCTCCGATTAGTCACTATGACAGCGACACCAGAATGACG
ATTATTAAACAGGACTGGATGAAGGATGCCATGGATGAACAGTACTTGGAGAGAAACACC
GCAAATTTCCTGGGTTCCCAGCAGGTCTACAAAGCCAACATTGAAGTAGCAAAGCAGCGC
TTCAACCAAACTGGAGGTCTTCATGTGTATCAGAACATGTACGGATGTGAGTGGGATGAA
GAGACTGGAGAGGTCAACAGTTTTCGTCAATTTGGTTATGATGGAGAAGACTTCATTGCT



CTTGACGTGAAGACAGAATCATACACTGCTGCAAAACAGCAGGCTGAAATCACCAAACAC
AAGTGGGAGAATGACAAAACTGGTGG
>McF0037D08-MGRbd1
GTTTAACCCGGGCCTTATGGCCGGGGGTGTTCACAAAAGCTCTCCATCCAACCTCACTGA
GCTCGAGCCGTTTAGCAAGGAGGAATGGGCAAAAATGTGCAAAACTGATAGACATACCCC
AAGTGACTTACAGCTGTAATCACAGCAAAAGGTGGCGCTACCAGGTATTAACTTAAGGGG
GCAGAATCATTTTGTACCCCCAATTTTCCAGTTTTTTTAATTGTTAAAAAAGTTTGAAAT
ATCCAATAAATATTCTTCCCCTCCNNNNNNNNNNAAAAAAAAAAAAAAAAAAAACAT
>McF0037D19-MGRbd1
GGGAGCTAAGATGGCGGAGGAACAGCAGGAATCATCACAGGGAGAGATGGAGGGTGTGAA
CTGCCTCGCGCATGATGAGGCCATCATCGCTCAGCAGGACCGGATCCAGCAGGAGGTTCA
AAGCGGTGGCCGCCAAAAGTAAACTGGACTTGGTTAATGAAGGCTTCACCGAGTTCACCA
TTGAAGATTTCCACAACACCGTAAGTGTCCCACTGAGCCCTGGGTCGGGGTGACTGTCCT
AAATATCTTCCCAACAAGCTCTGCTGTTTTTAGAAGATTTTTTTTACTGTCTAACTAACG
CGTGTGACGGACGGACATGTCTGATGTTGAAAGGAAACACTGTAAACCAGGGGATCTCAA
AGCGCGGCCCGTGGTGGGCTAATGGGGCCATTGCTTGGGATAAATAGTGCTTCATGGTTT
CTGGCGACATCTACAGGAAAGAAAGATCATCACACCCGGGTGTCAATGGTACAGTGTATT
AATTTTACCACAAGAGGGCAGACAACATTTTCTATGCCACTGCCTGTGTGGAGAAAGGAT
GGACCGTG
>McF0037E01-MGRbd1
TGACCAGCAGTGCTTGATCACTGCAGGAGAGCTTGAAGCGCGTTTGGAGGCGGACATCTG
GGGCTCGGCAGCCGCGCACTCTGCGACTAAGGGGGCCCACAAACATGGCAGAAGGAGTGT
GCAAGACAGAAGAAGACGAAGGACCGAGCACAGAGGAGGATTCGCAGTCATTCCATGGAA
CCGGCGTGTGTAAATGGTTCAACGTCCGCATGGGCTTTGGGTTTCTGTCCATGACCAAGC
GGGAGGGAGTGCCGCTGGACGAGCCGGTGGATGTCTTTGTCCACCAGAGTAAGCTGCACA
TGGAAGGTTTTCGCAGCCTGAAAGAGGGAGAAGCAGTTGAGTTTACCTACAAGAAGTCAT
CAAAAGGCCTGGAGTCCCAGCGAGTCACAGGACCAGGAGGCATCTACTGTGTGGGCAGCG
AGCGGAGACCGAAAGGCAAAAAGGTCCAAAAGCGACGTTCCAGGTGCTACAACTGTGGAG
GTCTGGACCACCATGCCAAAGAGTGTAAGTTGCCACCTCAGCC
>McF0037E06-MGRbd1
GGGCTTTCCGTCATTTCCAGCACATCCGACAACAGTCTCCAAAGAGAAACAGGTTTCTGC
TGTTGTTGCTGCAGACCTACAATCTCCTTCACCATTATTTCAACGTCGGTCTGAGTTAGA
GGAGCTTCGTCTGGTTTAAGCATGAGGGAGAGTCACAACTGGCACGGTGACAGTTTCACT
TCCTTGAGTGAGTTTATACCACAGCTGCTGGGTCTCCAAAGGTTTTACGATCCTCTGCTG
GGGAGATCAGTTCCAGCTTCTAACATCTTGGTCATAAGATGGAAGTGGTGGAGCAGCAGG
CGTTGGCTGAAAGTGAGCAGGAGGAGGAGCTGCAGACTGAGCTGAGGGTCTTCCAACGAC
TGCTGGAAAAATAAAAAAATAACATGAGTTGTTGAATAAAATATTATCTCAAAGTCACAN
ANNANAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0037E10-MGRbd1
TTTAACCCGGGCCTTATGGCCGGGGGACAGGTAGTGACGCAATCATGGCGTGCGCTGCTG
CGACTCGTCTGACGGCTCGCTGGTTAGCTTCATCACCTTCTTCTGGATGTGTCAATGGTC
GTTTTCTTTGCATATCTCCTAGAAATGGAGGAGTTTGTAAAGCAGCCGTCTGGCAGGCGA
ACCGGAGAGGGATAGTCGTTAGTTTCAGTTCTTTCGCGCGTGGAAATGTTGTGACATTGA
CAAGAGTGACAGGGGGGACGTGTCCCCGTGGGACTACCTGTCACTCTTTCCATTCCAGCT
CCATATTGGCAAACAAACAGGACTTCTATGAAGTATTGGGTGTCTCCCGCAGTGCGTCAC
AGAAGGAGATAAAGAAGGCGTACTATCAGCTGGCAAAAAAATACCATCCAGACACGAATA
CCAATGACCCAGAGGCCAAAGAGAAGTTTGCCAAACTCGCTGAAGCTTATGAGGTAAAAA
CATGTAAAGACCTACTCCTATGAAAATGATGTTTTTGAGATTTTGTAACATTTTTGTCAT
GATGCAAAAATAATAACAATAATACTTATATATAAAGGATTTACTGTGGAAAAAAAAAAA
A
>McF0037F02-MGRbd1
GGGGGCCAGAAAAAGCTTTTGTGTTTCAAAATTACAGCATTTGCGGACGTGACAGCTTGG
ATCTCGCCCGAGCAGTGACTGAACAAGACCAGTAAAAGATGTGTGTGTGAGTACGGGGAG
CTGTATTTTTCTGCCGTTTCGGTCAAGGTTCTTGTTTTTCTTTTCTTCTTTTTTGTTGGA
TTTTAGCAGTTGAATGGCGGGCAGCAGCGATGGGTGAGAGACATGCCTTGCCTTGGGGCA
TGGCAAGCCTGGATCAACATCTCTGACAAAGCACAGGAGTGATGAGTTGTGCTAGTTCAA
CGCCTCTGCAGGATCCCTTTCTTGACTGTCAGATCACACTGAGCTACATTTGAATGAACT
TTATAAGGTGGTTCCCAACACTTCTGATTCCATCCACCAGCCTCAGCTGTCCCTGAATGT
TTTTAGGTGCTCCTGACTCACAACCGCGCACCAAGCATGAGAAGCACCAGAACAAACTTG
CTGCTGGCCTGCGTGCTCTTGTGCTCTGTGTCCCTGCTGTACTTGTGA
>McF0037F15-MGRbd1
GGGGTAACGTTGGGGTGTTTGTGTTTGCTGCAGTGCGCGTCACGGTTCGTGCACGCTCCG
GGTATGCAGCGCTGATAACGGCGGCAGATAAGAAGTCCCGACTGCAGAGGAGAGCCGTGA
CCTTCCTCTGGTGGAGCCGAGGAGGCGGCCTGATGCCACAAAAAAAAAAAAAGAAAAAAA



AGGTTCTGGGTTTAGTTTTGTTAGTTGAAGGTCTTGTTGCTATGGAAACATCCCTCCATT
TAAGAATTTTCAGGAAAAAAAGACTTTTTAGTAAGTAAGCCTACAAATATAATAGGAAAC
TATATATAATATAACATTAAAGGAATAATTGTTCATATCCAAGCTATGCAACAGGTTGTG
TCCGTCGCACAGCAAGTTCTGCTGGCTGTGCCGACAGCTTTATGCAGCCGGACGGGGACC
TTTTATGGGTGTTCTGCTCTGCACTGTGAGGTTTTGGGGGGGTGTTCTCTGGAAAACATG
TATGAGTGATTTATTTTGATGCTGTAAATGTGTACAGCAGATCTGAAACATTTCACAACT
>McF0037G10-MGRbd1
CCGCCGTTTAACCCGGGCCTTATGGCCGGGGGTTGAGCAATTGAACAGTTTGTGAAAGGA
GACACACCTCAACCCGCGAGAAGTGACCTCGAGACGCACTGATGAGGGCCGAACCACTTT
GTCGTTTGAAATATTGAACAGTTGGAGAAGTCGTGTCGGTTTCTACTTTCAGATCCGCGT
GATCCTGGTCTGTCACTGCCACCAGGAAGGAGGGTCATGGCGGAACCGGATTACCTGGAG
GGAGACTGTGATGAGCTCATCAAACCCAAGAAGCTGATCAACCCTGTCAAGAGCTCCCGG
AACCACCAGGACCTGCACCNGAGAGCTGCTCATGAANTCAGAAGAGGNGGCCTGGCTCCT
CAGAACAAGNCCTGAGCNTGCAGAAGGTTNNCTTGAGAAGAGAAAGAGGGAACCAAATCA
TTCAAAGCTTCAGAAGGAGGAGCNAGGAGGCTCANNCAAAAAGAAGAGTNNGACCTGGAA
ATAGAGCTTCATGAAAANN
>McF0037G13-MGRbd1
ATTATGGCCGGGGGAAGCTAAGGGCGGCCTTCGACAGTAACGGCCAAGTTCTTTTAGCCA
TAACGAGAAAAAATACTTTCCTATCTGTCAGATACTGATATAGGCGGTGATCGGAATACA
GACCCATTCATGTGCTGTCTGAAGAAAAGAAATTAAAACACGCAAACATGTCTGGAGCGT
GTCGGGACAGAAGGAGCAGATGGCAGGAAATTCAAGAAGGCCTGCAGTTTATCCAATCAA
CCCTTCCGTTCCCCGGAAGTCAGGACCAGTATGAGGTGTTCATAAAGGAACTTGTGTGGA
ATTTGTTTGGAGAAGGAAACGACGTGTTTAAAGAAGGCGAATGGACAAAATCTATTGAGA
TGTACACCGAGGCGCTCAGTATAGCAGACTATGCGGACTCCGAGGAAATCTGCGTTTCAG
CAGGTTTATTGGAAAAGCTGTATGCAAATCGAGCTGCAGCGTACCTTAACATTGTTCCGG
GACTGTATGACCAAGCATTAGAAGACTGTGAAAAAGCTCTCCACTTGAATGAAGGCAACT
ACAAAGCACTGTACAGAAAAGCAAAAGCCTTGAAAGAGATGGGAAGACATCAAGAGGCCT
ATGAGGCTGTTGCCAAATGCTCTCTTGTAGTGCCTCAGGACTCCAATGTCACACAGCTGA
CTCAGGACCTTGCCAAAATTTTGGGATTGAAA
>McF0037H10-MGRbd1
CCCGGGCATTATGGCCGGGAGCAGAACACTTATTGTTTGATAGACACGTCTTTTTGCAGC
TTTATGTTGTGTGTTCAGGTCCGACTTCCATTCCCCTCCTGGTAGGGCGAGGTTGCTTGC
ATCTGTGTAGGATAAGGTGAGCCGACACCGTTTTCAGCTTTCATATTTTTGTGACTACTG
TTCTCGTCTGTGGATATTTTTTTTTTAGCCCACGGCTTTAAAACTGTCCACTCTTTGTAA
AGTGAGTAAAGTTTCAGCTAAGAAAAAAAAAATGAATCGGTTCGTGTAATTCATGTTCTG
GAACAACATAGGCAGCAACTTGATGAGCAAAGTTTTAAAAACACTTCCAAAAAAAAAAAA
ATTGTTTTCAAAATGGCAGCTTTTCTGTTGGTTTTTATCTCCATAGCAACTATTTAATCT
TTGGAGGTGACGAACAGGTCTATGTAATTTTTAGAATTGTCAAAAGTAAAATTTTGAAAA
AAAAAAAAAAAAAAAAAGGAAAGGAAAAAAAAAAAAAAGCCNN
>McF0037H12-MGRbd1
GTTTAAACCCGNCCTTATGGCCGGGGGAAGTTAAAGGCACGTACCAGGGCGATTCACGGA
TTTGAACAAAGTGCCGTGACAGGAGACCATGTTGCGACGTGCGGGGGGTGGTGGTTGGTA
GGGCAGCTAGAAAAAGCAACCATCATGTTCGCTTGGCCTTGTAGCACCGAACTCAAATGT
GTCTGTGTGTGCGGGTCCAGGTCGTCTGAAGTACAAGGAAACACGGCTGTGGACCGAGGC
TTCGCGGAAGGCCGCATGGAGTTACTAATCTAGCTTTGAAAAATGGCCGAAACCCAGACA
CTTAACTTTGGACCTGAATGGCTTCGTGCCCTCTCTGGAGGTGGGGGCGGCAGCGGTGGT
GGTGGTAGTAGTAGTGGTGGTGTGAGCAACAATGCTGTTGCCTCTCCACCTCTCTCACCT
GCATTGCCAAAGTATAAACTTGCAGACTATCGCTACGGGAGAGAAGAAATGTTAGCACTT
TATGTAAAGGAGAACAAGATCCCTATAGACCTACACGATAAGGAGTTTCTGCCCATATTG
CAAGAGGAACCCTTGCCACCTCTGGC
>McF0037H17-MGRbd1
CAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGCAACATACCCACCGAGTTGTGACA
GCGGTGATGAAAAAGAGGATCCTGGAGCTGCTCCTTACGGCAACTTTATAAATTATTACA
CGTTCAACCCTCCGGAGAATCGTCTGAGTTTGGTTCCGGCCACACTCCTCCATGAACTGG
GTTACAGCGACGATGAGGCCACGCTGATCCTGGACGTGGGCTGTAACTCAGGGGAACTGA
GCGTAGCCTTTTACAAGCATCTGGTGCCGCAGTCTGAAGGGAACCAAC
>McF0037I06-MGRbd1
CGCCTTTAAACCCGGCCTTATGGCCGGGGATTCTGCGTAATGGCCTCAGTACTGTCAGGC
AGTTTAAGCTCCCGGCCCTTCATGGATTACGAGACGAGGATCTTCCCTCACCTCGGCGGG
TACGGACGTTACAACCGTGTGCTGGTGATTTTCAGCTGGTTCCCCGCCTCCGCGGTCACT
CTGAACCTCGTCAGCGGTCATTTTTTCACCTTGATCCCAGACACTTACCACTGC
>McF0037I15-MGRbd1
GTTAAACCCGGGCATTATGGCCGGGGGATGTGATCATCAACAAACGAAGATTTCAGTATG
AAGAGGAGGTCAAGGCAAACCCACTCAACTATGATGCCTGGTTTGATTACCTGCGCCTGG



TGGAGAGCGATGGAGACCCTGACACGGTCAGAGATGTTTATGAGAGAGCCATCGCCAACA
TCCCTCCCATTCAAGAGAAAAGGCACTGGGGGCGATACATCTACCTCTGGATCAACTATG
CTCTGTACGAAGAACTAGAAGTCAAGGATCCAGAGAGAACTAGGCAGGTTTACCAGGCCT
GTCTGGATCTTATGCCTCACAAAAAGTTCACGTTTGCCAAGATCTGGCTTCTCTTCGCCC
AGTTTGAGATCAGACAGAAGAATCTGCAGGCAGCTAGAAAGATTATGGGCACAGCCATTG
GTAAATGCCCCAAGAACAAACTGCTGAAGGGCTACATTGAACTGGAGCTGCAGCTGCGAG
AATTTGACCGCTGCAGGAAACTCTACGAGAAGTACCTGGAGTTTAGTCCGGAAAACTGCA
CCACGTGGATCAAGTTTGCAGAGCTGGAGACAATCCTGGGAGACGTGGAATGATCCCGAG
CGATCTTTGAGCTCGCGATTGGACAGCCACGACTGGACATGCCAGAGGTTCTGTGGAAAT
CTTACATAGACTTTGAAATAGAGCAGGAAGAGTTTGAAAACACAAGAAACCTTTA
>McF0037I16-MGRbd1
TTAAACCCGGGCATTATGGCCGGGGAGAACGAGTGGGTGGTGGACTACGCTCTGAAGAAA
AGGAATGTGAAATTAGTTCCCACCGGACTCGACTTTGGCAAAGAAGGCTTCACCAATTTC
AAACAGTTTCGATTCCATCCCTCTCTGAAACTCACGCGGAGATTTTACCCGCACTCCCAC
AACATGGATGGATTTTTTGTAGCCAAGCTGAAGAAGTTCTCCAATGTGGTTCCAACTGTG
CCTGCAGAGAAAGAAGAAGAGAAAACGGACACCACAGAGGCTACGGCATCTCCGTCTGCT
CCTAAAGATCTTCTGTCCAAAAATGACAAGAAGAAGAGCCAAATGGAAAAGAGAGATGCA
TCAAAACCAAAAACCAAACCCAATGGAACAACAGTCAAGCCAACAGAAGAAAACAGATCA
AAGTGCAGCCCCAAAAAAGCAAAGATTGCTAAAATGGATGGAGAGGGTGTGAAGGCAGCC
GGAGTTAAGAAGCCTACAGTGAAGGCCGACGTCAAGAACGAAGCTCCCAAATCTGACAAA
AACGAAGGGAGTCGATTTGAGAAAAAGCAGGCCNNNNAAAAAC
>McF0037I20-MGRbd1
ACTTTGGCATCGAACCAGATTTTTGCTGTGTGGAACAATGTGGTCTCTCTGCACCAGACG
ATCGTGGAGAACGGAGACAAGAGGACGGACCCGTGGCTGCTGGTCTACTCCCCGGTCCAG
GTGTTCCTCATCTTCCTGGTCTACCTGGGCGTGGTCTGGGCCGGGCCTCGCCTGATGAAG
TCCAGAGAACCCGTGGACCTCAGGGTGGTGCTCATGGTTTACAACTTCGCCATGGTCGGC
CTGTCTGCATACATGTTCTACGAGTTCCTGGTCACCTCCTGGCTCTCAGACTACAGCCTC
CTCTGTCAGCCTGTGGACTACAGCACGCGTCCTCTGCCAATGAGGATGGCCAGAGTGTGC
TGGTGGTTCTTCTTCTCCAAGGTCATCGAGCTCAGCGACACGGTCAGACACTTCAAAGTG
CTTCACACAAAACCTTTCTATCTGCGCGCCGACGCTTTGGAACGCTTTGCCGCCAAAGAC
AAGCGTCTTCCACTCGAGACTCATTTTTATAGCCGAGCATTTGTTCCAACATGAGGTTTG
CCTTCAACTTTTGATTGTTTTAGTCCCGTGAAAGAGCACTTTGTTCGATTTTAAAATGTG
TTAAAGCGCTTTATGAACAAGGGTGACGACGATGATTCAA
>McF0037J08-MGRbd1
TAGAGGCCAGGCGGCCGACGTGTNTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTNTTGGGGGAAA
>McF0037J10-MGRbd1
CCGTTTAACCCGGGCCTTATGGCCGGGGAGCCGACGGTCTGTCAATGTAAACATTCGTGT
GCAGCTTCGGGAGAAAAAAAAATACTCATGGAGAATCTTGTACAGGTCCATGGTGGGGGA
GACTATGACTCAGACTTTAGTGATGAAGATCAACAGGGAGAATCCTCAGAGAAAGCTCGT
AAAAGGAAACACGAGGAGGAACTCCTGCAGAAGCCTTTCCAGAAAGGTCAACATTCAAAG
GTCGCTCACCGCAGTTTGCACTCGAGTGAAGTGGACAGAGAAGAAGCCCGGAACAGGAGA
GCCCACCTGATTTCCTTGAACGCCTTTGAGCGGCATAAGAAGTTTGTCGGCGACTACATC
CTCTACTATGGAGGGCAGATGGCTGACTTCAAACGCTCTGGGGTGAAAGATAAAACGGAT
CTGGACGTTCTGCGCGAAAACCACCGCTTCCTCTGGAGGGACGAGGACGAAGAAGACATG
ACATGGGAAAAGGAGCTGGCCAAGAAGTATTACGACAAACTCTTCAAGGAGTACTGCATA
GCAGACCTTAGCAGATACAAGGAGAACAAGTTTGGCTTTCGATGGCGGACGGAGAAT
>McF0037J15-MGRbd1
TATGGCCGGGGCATTATTGGTTTGTTCAACCGCGCTTAGCATCATATGCTACTCGTTTGA
AAAACCTGCTGGTTGGATTGTCTTTTCAGAAGAGAGGAAGAAGCCTGGAAACATGGAGGC
TCAGCCCATTGAGGCTCAGCTCGGAAACATGGAGGGCCAGCCCATTGAGAGTCTGACTGG
AAACGTGGAGGTTCAGCCTGGAAACATGGAGGCTCAGCCTGGAAACATGGAGGATCAGCC
TGAAAATGTGGAGGATCAGCCTGAAAATGTGGAGGATCAGCCTGAAAATGTGGAGGGCCA
GCCTGGAAACATTGAGGATCAGCCCATTGAAGCTCAGCCTGGAAACGTGGAGGCTCAGCC
TGGAGAAATTCCACAAAATCGTCCAAAAGCCAAATCAAAATCAAAGAAGAAATCAAAAAA
AAAGCAGCCGCAGCATTCTGCTGACATAGTCTACACAAAAGGGGGTGCATTCCACACTGT
GCCCTCTCTCAGCAAAGTATTGAAGGGGATTACAGACAGCATCGTCGGCCTTCAGTATGT
GTGGGAGTTCCGCAGC
>McF0037J21-MGRbd1
GGGGGGCGGTAGGAAGTGGCTTTCTTTGGTTTAGAAGCTTTGTTTTAACAAACGGCCATG
TCATAAAAGACATTTACAACTTAAACTGTGGCCAGCTTCAGGAAAAGGTTTCTGTTCATT
TCTCATATGAAAGTCTGGACCAAGCCGATGTGGGGTTGGAAGTGAAAGATGTGGTTTGTT
TTGAATACAAGCCTGAAATACGGGACTGGGCTTTGTTGAGGCTAGACTCTGATCCGACAC
TGCCTCCTGGTCTTTTAGAGCACTTTGGTTTCCTTCCACATGGTGGTGGAATCAGCATTA



TCGGGCATCCTCAGGGAGGTGTGAAAAAGATCGACCCCTGTTTGATTGTTCCACACAGCC
AGGTTGTTGATAGGGTTCCCCTGATAACCAAGTATTTCTTTGCTGATAAACTTTTGAAAT
ACGAATCTAGTTTTTTCGAAGGCTCCTCTGGCTCTCCTGTTTTTGACAACCACTGCAATG
TGGTTGCAATGCATTCAGGAGGATTCACCTATGACAAAGAAG
>McF0037J23-MGRbd1
GGGACCGGCGGTGACAGGATCTTTGTGGGAGACTTTTGTCTGGATATGGGTTGTTCCGAA
ACATGATCCGATGATATTCCAGCCTGTTGCTATTCCGGTTCCATTGCAACAAGCCTTTAA
ATCCCTTTAACGCTATATAAACAGAGGAGAGCTGTTTGGAGCCATGGGTTCACTCCAGTC
CTCTCCAAGCCATCAGGACTACGTTGATTTGGCAGAGAAAACCGGCTTTTCGTTTGAACA
GATTTCCATCTTGCATAAAAGGTTCAAGCAGCTGAGCCACAATGAAGACAAACTGAGGAG
AGAACACTTTGGTCAAATCACAGATCTACATGCCAATCCCATCCGTGAACAGATCGTTGA
AGCTTTCTTTGACAGAAGAAACTTCTATCAGGAAATTGAGGAACCAGTCAGCGAGATAAG
CTTTGAAAACTTCCTGGTGGTCATGTCTAACTTCAGGCCACCGTCAGATGACATGTCACA
AGAAAAGCTTGTAAAAGTCAGGAAGGAGAAGCTGAGATTTTTGTTCAACATG
>McF0037K05-MGRbd1
GTTAACCCGGCCTTATTGCCGGGGGGGGGGGGGGGGGGGGGGAAAAACTTTTTTAGGGGG
GGGGGGAAATTTTGAACCGGGTTTATCTTTTTTTGCCCAAGGTTCAACTTTCACTGGGAA
ATGAACCCTTTGGGATTGAAAAAAAAAACACTTTTTTTAAACCACCCCCTGGGGCTTTTC
AAACCCAAAAGTTTGGGTACCGAAAGGGAAAGTTGGGGCCCGCAAACCCCCTGGGGGGGC
CCGGGGTCCACTTTGGTTAAACTTCACTGGTAAAACCCGGCCCAAATGGCAAATCGGTTT
GGGAAGAAACTTCTTTTAAAGGTTGGGGTCCCAAGTAAAAAAAGGTTGGTTTTAAAGCAG
CTTGGACCCCCAAAAAACCAAAACGGCCCTTTTTTTTTTAAACCCCCAAAAAAAAAAAAA
AAAAAAAAAAAAAACCTTTTTGGCCGCCTCGG
>McF0037K10-MGRbd1
GCAAAAAAAAAAAAAAAAAAAAAGCATTTTTGNGAAGAGGGCTACCGAGACCTTTTTGCG
GATGGCAATACAATGCCTTTGGTCNCTCCTTTTTATTCACTTTTCTGTTGTAAAGTGTTG
TAGCATAAATGTTTAATGTTGATCAGAAAAAGGAACTGGTGAGAGACTGAGATGACGTTC
ACAGGAGCACCACAGCCAGACCTCCTGACACAAACACGGAAGCACACGGGATCAAAGAGG
GGAGGAGGACATGCATATCTGTTGGTGGTGGAACTCTGCAGCACTGTTGTTTCTCTGTCT
TATAGCGTCGTGTGCGTGTGTGACCTCGTTCCAACAGAGGGGTGACGCCCTTCTGTTCAA
GACTACTTAGGCTGTTGCTGGTGTTTCATCCGACGCTTTGGACCCTCACGTCATCTGTCC
ATCCTATGATCAGCCTGTGCTCCTAAGTGAAGTGACTCATCTGACATGCCATGAAAACTG
TGCCCCCCTCTCCAACTTTGTACCACAATGACCCAAAACTTATCGTGTATCCCAGCACAC
AAACTGGTTGTT
>McF0037K11-MGRbd1
GGGATCTCCGCCATCATGGCGACCCTGATGTTGCAGAACATGAAAGGTCAGGGGGCGGTG
ATCACTCTACCGCACTACGATGCGCCAGCCCTCAAGGCGCTCTGGCTGTTCCTCTTTATG
GGAGCCACCTTCGGGGTGCTCGGTTTTGTCTTCAACAAGCTGGTGCTGGCCTGTCAGGAT
GGTTATCTGGCGCTGCATCAGAACAAGCGCCACCGTTTCGTGGCCATCGGTATGCTGGTC
GCCGGGACCTTTGGGGTGCTGTCGCTGTTTGCCCCCCCGGTGACGGGGGGCGGGCACCGN
NGAANNNNNNNNNAAAAAAAAAAAAAAAAAACAT
>McF0037K19-MGRbd1
TAGAAGGTTGAGCCTTTAAAGAAAAGGAGCGCCGGGATCTGCAGGCCACCTGACGCGGTT
TGATTTATTGCCCGCACACTCCTGAGCAAGCGCCTCTCAGAGACACAATGGAGGACCAAT
GGCAGAGGGCATACGACTTTGCTGTTGAAGTGGCAAGGAAAGCCGGAGAGGAAATTCGGA
AAGCTGGCGAGCGTGAGATCCGAGTCATGACGAAGAGCTCCACTGTGGATCTCGTCACCA
AGACTGACGAGAGGGTGGAGAAAATCATCATTGGGTCTCTCACAGACGAGTTTGGAGAGG
GCACACACTGGTGAGCATGCGCAAAGACGCACACATGCACGCGTGTGTTGCAAACGTGCT
AACATGGCTGGATTTGCTGCTGGCAGTTTTATCGGGGAAGAGTCCGTGGCGAAGGGGGAG
CCGTGCATCCTGACTGACAAACCCACGTGGATCATCGACCCGGTGGACGGCACCACAAAC
TTTGTACACGGGTAGGTCCTCGTTCACTGCANAAGCTCAAGCTTAAAGAAGGACAAAGAA
CCT
>McF0037L03-MGRbd1
GGGTTGCAGTCGAGGAGGGGACGCGGCTGTCAGTTCTGCTTTGAATGCACCGTGTCATTA
ATTTCTCACTCAGTGACGGTAGATATTAGCTTGTCCTCCAGAAAGCTCCCGTGTCACACT
TCTTCATTCACCTTTTTTTTTCTGTTGGTAATGACGATCGAACGGTTATTTTAATTCTGG
TCATTTCAAACTCCTCTCATCATGATCCGAACCCCGGCGGTCGCTTAGTGCGAGGCTAAG
GCGGGTCAACCGTTTGGAAGGATATGGGAAAGAAACCGGAACCGATGCGTTGGATCTTGG
CAAGGCATCGTCAAAATACAGGGCAGTGATGCCTGGAATGGTGATGTTTCGGCGGCGCTG
GTCAGTTGGCAGTGATGACCTGGTGTTGCCCGCCCTCTTCCTCTTTTTAATACACTGCAT
TTGGTTGGTTGTTCTGTCTGTGGTTCTCTTTGGCCTTCCGTATGGCTCAGAACAGCCTTG
TTCTTTGACACTGGTGGATCATGGCCGAGGGTACTTGGGCATCCTGGTCAGCTGCCTTAT
ATGTGAGAGTGCCATCATGTGCACCTTTGACCCGACGGGTCGCACGTTTGTAAAGCTGAA
AGCAACACGCCGCAGACAGCGCAACCTCACCACATATACTCTGAGGTACTCATAGAT



>McF0037L11-MGRbd1
CCCGGGCCTTATGGCCGGGGGCAGCAGACCGTCGCTGAACCACCGGTATCATGGCTTCCT
AAACCACCGGGAGGACACCCAGGATTTTTGTTGAATGACAGACTGATTGTCACCCTTTTC
AGACCCTGACTTCTGGACAGAGGGGCTCGGCCTCCCTTTCCCTCGCACGGCCGCCCCCGG
GACTCTCGATATCTGTTCATTTTTAGCGGTGAATTTCCATTCTTACGCGGTCGAACGAAG
ATGGCCGACCCGGCGGAGTGCACGATTAAAGTGATGTGCCGATTCAGGCCTCTGAACAGC
TCCGAGGTCACCAGAGGCGACAGATACATTCCCAAGTTTCAAGGGGAGGACACTGTTGTT
ATTGCGGGTAAACCTTACATGTTTGACAGAGTCTTTCAATCAAGCACAACACAAGAGCAA
GTGTACAACGCCTGCGCCCAGAAGATTGTAAAAGATGTTCTTGAGGGATACAATGGAACG
ATCTTTGCCTATGGGCAGACATCATCTGGAAAAACACACACCATGGAGGGAAATCTCCAT
GACACAGATTCAATGGGGATCATCCCCAGAATAGTTCAAGATATCTTCAACTACATCTAT
TCCATGGATGAAAACCTGGAGTTTCATATCAAAGTTTCCTATTTTGAAATTTACTTAG
>McF0037L12-MGRbd1
GTGGAGTGCCAGCTGCACATCCTGTCCTTCCTGAGCGATGTGGACAAATGCAGCTGCGCT
CTGGTCTGCCTCAGCTGGAGCCGCCTGGTCCGCTCCTGGAAGCTGTGGAGAGTGGCCGAC
TTTTCCCGCCGC
>McF0037L15-MGRbd1
GCGCCGTTTAACCCGGGCCTTATGGCCGGGGAAATTCCTCTTTGTTTAAACGAAATGTTA
GCAATAAACGCGCCATAAGAATAGAAAGATGAGTCATTACGCTTTGTTCATCTAAAAAGA
GATATTATATGGGATGACGGAGTGAGTACATTACGATGTTTTTACGTAGGGTCACAACGT
GCAATAATCCTAACCTGCAGCCATGAAGATCACAGACAGCGTGTTGAGGAGTTTCAGGGT
CGCCAGGACGTATCGATGCAATTCAGAGAAGGTGAACTGTTTGGATTACAGCCCAAACGG
AGAGAGTGTCATATCCAGCAGCAACGATGACTGCATTGTGTTGTATGACATGCAGGAGGG
GAAACCCAGCAGAACCCTGTTCAGCAAGAAGTATGGAGTGGACCTCATCCGCTACACCTA
TGGAGACTCCAACACGGTGGTGTACACCTCCAACAAGCTGGACGACACCATCCGATACCT
GTCCCTCACTGACAACAAGTACATCCGATATTTCCCGGGTCACAGTGCGCGGGTGACCGC
ACTCTCCATGTCTCCTGTGGATGAGATGTTCATCTCCAGCTCCTTACATAAGACCATCCG
CATCTGGGATCTGCGCACTCCAGACTGTCAGGGTTTGACCAATCCACTTGAGAGACCTAT
ATGTTCCTTTGACCCGGATGGACTCATTTTTGCGGCGGGGGTGGAGTCCCGGGCCATTAA
GCT
>McF0037M14-MGRbd1
GGCAACAAAAGTATTCTCGGCGTCTCTTTCTCTAATGTCGCCCTGCGGAAATTGTTTGAT
TTTTGTGTTTTTTGTAATAAACATCTTGCGTAGTTTGTAAACTGCTGACGAAAGGACGTC
TTTATATTCGGGGGACCACGTAAGACCTGACTCGCCGGGTTTACCCCGCGTCCCCAGCTC
TCTTTTTGCGGACTCGTTTGTCCCCCTCAGTTTGATGTCTTCCTTCCCTGAGGACCTGGA
GATCAACAACTTCTGCCTGGAGTTGCTAAGTATCTTCAGCCAGCGTTACTCTGACTATGT
GAAGTGCTTGGTTCCTGCTGCTAGACCCGTCAGGGTTTGCATGAAGTGCTACTCTGGTTA
TGGGAGTCTGCTGAACGCCTACATGAACATCTCATCCGACCAGATGGGTCCTGGTAATGA
GAGCTGCAGGGACAGCCTGATGCGCAGTGACCGGCTGATGCTGGTTTACGTGCTCTTCAG
CAACATGCAGGATCTCTGGGAAAAATCCAACTGTGACTTTTGC
>McF0037M19-MGRbd1
TAACCCGGGCCTTATGGCCGGGGATGCCGGCAAGATGGCGGCGACACGGTCGGGGTGTTA
TTACCAGCTGACTTAAAAAAGAGATTTTATTCAAAATAGAAAACAGAATCAAACATTTGT
AGAGTTTTTTTTTCGTATCGTATGTGTAATTATTATGTAACTAAAGTCGAGTTTATTGAA
TTTCCTAATCTGTTTTTTAACAAAATGTTCACGTTGTAAGTTGTTCCCTGACCGACTAGC
TAGCTAACGGAGCATAACTAGCTGCTACCAGGCGAGCCGCCGTGAAGTAGAATGGGAGAA
AAGCTGGAGCTGAAGCTCAAATCGCCGGTTGGAGCAGAGCCTGCTGGGTATCCGTGGCCG
TTACCAGTCTACGATAAACACCATGATGCTGCTCATGAAATCATCGAGACCATTCGGTGG
GTGTGTGAGGAGATCCCAGACCTCAAACTGGCCATGGAGAACTACGTCCTCATTGACTAC
GACACCAAGAGCTTCGAGAGCATGCAGAGGTTGTGTGATAAATACAACAGGGCCATTGAC
AGCATCCACCACGTGTGGAAGGGGACCACCCAGCCCATGAAGCTGAACAAACGTCCCTCC
AACGGGCTGCTGAGA
>McF0037M21-MGRbd1
TCGAGCAGGAGCTCTGTCGTCAGCGCAGACTGGATGTCATCTGGAAACCACAACTTCAGC
CGGACTCTATAGACCTTTCCAAGCATTATGTGAATG
>McF0037M22-MGRbd1
GGGTTTAAACAAGTCTTTTTTTTCTATTTTGGTTGTTTTCTGGTTTCCCCCGTCCACAAA
GTAAATGAAATGCGTTTTTTTTTCGGCCCCTGACACACAGCACGACACCCCCGCCTGGCA
GCATCGCTGATAGAAATCCTTTTTGTCATGTTTTGCTTTTAGAACTTCCTAAATCAGACA
AGAGTTAAAGGATCACAGTTTCTCCTCCAGCAGCTCAGCGGCTGCTTCCTTTTTTCCTTT
TACTTTTCTTCTTCAGTCTGAGGCCCCCCAGCCCTCGGTCTTTGGGACCCCCTCCTCTTC
TATCATCTGTCCTGCTGGTTGAAACTGTTTGGTTCCCCTACCAGATGTTGGATTACCGAT
TTGCTCATCATTGTGGGGAGGAGTACTTGAAAGCCCCCCCCCCCCCCCCGCTGGAGTGGC
>McF0037N01-MGRbd1



AGCTCCGTTTCATTGTAATGGCGTGACAATAGTTCGCGCTGCTGCTACTTTCTAAACCAC
TTTTTGAGCGGCCACCTGGTGAACTTCCACCAGGGTGTCATAGTTAGCTTCTTTTCAAGC
TGGCTCCACAGTGTGTGGTTAACCCCCATCGATCAGTGGTAGGAACAGGAAACTATGATG
TTAATGGTATTATGGCAGCGCTTCAGAGCAGGGAGCTGGCTGCAGTGTGGTGGGACAAAC
GCAGGACAGTTCAGAGCCTTTGCCCATCCAAGGTCCAGGGCTTTATTCTTAATGTTCCAT
CTCGAGTATCTTTGGGAATCGTTTCCCTCCCCCTCCGAAGGCGGCACTGGCTTGCAGTTC
GACAGGTTAATGGACAGTACTATAACCTGGACTCCAAGCTGAAAAATCCTTTCTGCATAG
GAGGAGAAGCAGAACTACGT
>McF0037N07-MGRbd1
AAGAAGAAGGAGGACATGCGCATGCTCGCTTTGTCGCCTCAGCTCTATGAATCTGTGTGA
GATTAGCTGAGCCTGGCTGTTGTTAGCTGCCGCCGTTAGCCTGTGCGGTGTTTTTGCGGG
TTCTCTTAGCCCGTTTCAAACGCAAGTCTTCCCGCCAGCTGGATAAATAAAAAAGGAGCT
CCGGACAAACATGTCCACCGCGCTGGAGAGCTACATCAACCGTATCCTTCCGCTGCTGCT
AGCGGCTAACAGGCTAATCGCCGTTCAAATGAATGGAGGGCTAACTGCTAGCTTAGCGCG
CTAACGAAAACTCGTGTTTTGTTAAATATAAAGAGTGTAATTTAAATGTCTATTTAGTAG
GCTTAACTAAATTCATCTTTAGATTTCAAACACTGTTTATTTTGTGCTTTTGTTCGGGTA
TCGTGCAAAAATAAGAATTTGTAGCCTTTTGGGTTATTTTCAGCAGAAAGTTTAAACCAG
ATTATTTTTCTTATCGTTTCCTGATTATTATTCATCGATCATTGGAGA
>McF0037N09-MGRbd1
CAGCGCGCGTAAACCCGGGCCTTATGGCCGGGGGTTTTGAATCTGTTACGCGTGCTAAGT
GCTCCTGTAACTTTACCCACGCGCGAGGATGCTTGCCTCGATCTGAGTGGAGTGACTGCA
AACAAACAAACCAGAGAGGATGATGGCGCAGACCGCCGGAACGTGCGCCGAGTCTGGACG
AAGGCTGCGCTCCATCTGCCGGAGGATGTACGATGAAAACGAGGACTTTTCTGACGTGGA
GGAAATCGAAAATGTCCGAGGCTTCAGCGTGGAGGAGAAGCTCGCCAGTGACAGATACAC
AGCAGACTTTGTCCACTTGATGGAGGGCAAAGACTTCACATATGAATATGTGCAGAAGGA
GGCCCTCAGGACTCCACTCATTTTTAAGGAGAAAGCTGAATTAGGGATCAGAATGCCTGA
TCCAGAGTTTACAGTCAGTGAAATTAAAGGACTAGTTGGAAGTCGACGGTCTGTTGATGT
TATGGACGTGAGCACTCAAAAAGGCTCAGAAATGAGCATGGCTCAGTTTGTTCGCTACTA
TGAGACACCAGAAGAGGAGCGCG
>McF0037N10-MGRbd1
GGCCTTCAAAAACGGATGGAAATGCCACAAGTTTCCATTTCCTGGCCCAGTCTTAAAGCT
GAAACTGCTTAGCGGCACTCTTTGCTCGCTAGACACCCACAACATCTCTTTGCACATATC
TATAATGACATTTGCATCAGAAATTTGCCTTTGACGGAGAAAATAAATAGTGCTAACCCA
CAAGGTTGAGCATTTTTATTGCAGATAATGTATTTATATTTAAAAAGAAAGTATTGGAGG
TGTAAACATGTTTACCTTCTTGGTTTCCTTCAGGTCATAATAACAGCCTTAGTTCTTCAT
GTCATGTAGAAACTTCCTTCCATTACCACTAGAGGGAAGTATTTTCATGTTACATGTGGG
TTTGATTTTGACAGTGTTATTGGTTCTATTCTGTACATATGTTATTGTTAAATTTATATC
ATTAAGATTTACTATCTGTATCCTCTTTATTTTCAATTTTGAAACAGCTGTTACAAATCT
A
>McF0037N17-MGRbd1
GGNCCTTATGGCCGGGATTCTAGAGGCCGAGGCTGTGTGTGATGGTTTAACCTCTAAGAT
AGAAAAGGCTGTTGCGGGGATTTTTACTGGTTTTGTTGTTGAAGGATTCAAGATTGGGAA
CAGATATTTTTTTCTTTTGGTTGTTCTTTCTTCTGGACTTCAATAAGTATTTTAACTGTG
AAGCAGGATCAGTTTTCAGCCTGATTTTTG
>McF0037N23-MGRbd1
CCAGGCTATAAGGGCCATGCTGCTCTGCACTGCAGGGATTTGGGGGCTTGAATTTAACGA
GCCGTCTTTGGTTTCCCTAACCATCTCCGGCCCGGGCCTCAGTCCGCGGTCTCGAGTTTG
ATAGCGGGCTGGAAAAGACGGAAGATCTTCAGCTCAGCGCTTAAGACAAGCCCCTGTGTC
CCAACCACCATCATGGGAGACAGCAGAGATTCTCGCAGCCCGGACAGTTCGTCTGTGTCT
TCCCCTCCCTCTGGCCAACGGTCACCTCCACTTGGTTCATCAGCAGCAGCTTCCATGACC
TCCCTTCCACCTATCAGCACCAGCGGTGTCAACAGTCCAGTCAGCAGCATCGGCTCCCCC
TTTTCAGTTATTAGCTCATCATTAGGCTCGCCCTGCCTTCCTGGCACCCCTTCAGTTGGT
TATGGCCCAATTAGCAGCCCGCAGATCAACTCAACTGTTTCCATGTCAGGGCTTCACACA
GTAAGCAGCTCAGATGATGCGAAACCTCCACTGGGCCTAAAGC
>McF0037O02-MGRbd1
AAGAAGAGAAGCGACTTGTGTTGTTGACTGCTGAGGGTTTTCACATGCTGTTTAAACAGT
TTAAGACGCGTCCAACAACAATATCTCTAAACGCACCGATAATACTATAGTTTATTCGGT
GATCAATATTAGGACTGTTGGACGCTGTAGAAATGTCGCCACTATTTTTTCCTTAGGCGC
AAAAGCGTGGAGCTAGCTAGCTAGCTAGCTTCGTTTAGCTGAAGCAGGAAAGGAAGAAAC
GACATCGTCGGTTTCTTCTGTCGGTATCTCTGACTCTAATTTTTAGCCTCTGTGTTTGAA
GTTGGTCACAGGCATGGTCACTCGGATAGAGTGTATATTCTTTAGTGAGTTTCACCCCAC
ACTGGGTCCAAAGATAACATATCAGCACGGCCATGGAGAAAAAGTTAATCGGTTGTCCTG
TATGCATCGAACACAAAAAGTACCGTCGAAACGCCCTCCTCTTTAACCTCGGCCTCGTTT
GCGATGCCAAAACTGATACTTGTGCCCTTGAGCCAATTGTCAAGAAGCTGTCTGGGTACC



TCACAACCTTAGAGTACTCTAATGTTTACTGCACGACCCCCAAAGTCCAGAGCCTCATCG
ACGACAAGCCCATTCAGGAAGAGTGTCTCAA
>McF0037O04-MGRbd1
CGCGTTTAACCCGGGCCTTATGGCCGGGGTCCGGTTGTCGAACGCAGGTCATTTGTGCGG
GGACATTTCGTTAGCCATTAACCAAAATAAAGCTCATTTTCTGGCCTAAAGGCAACTCAG
TTGTCTTCGCATCTTTAATCATCCGCCTGATCGTGACATTTAAGAAACATGTGGTATGAA
ATCTTACCCAGTCTGAGCCTTATGGCCGTGGCTCTCATGATTCCAGGAGAAAACCGACAG
ACCGAAGGAGAAGAGAGACGACGAGAGGAGCGGGGAGGCTGTGCNGCAGAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAACAT
>McF0037O09-MGRbd1
AAAAGTGGACCCAAACGAATGAGTCTGGTTGTCTCCAAAACCACCAGAGGGGGCAGAACT
GAATGCGAAGGGGGAGGGAGCAGCAGATGGCGCTGATGTGGACGCAGCAGAGGACGCTGT
TGTTCCAAACCCAAA
>McF0037O17-MGRbd1
ATGGCCGGGGAGGATCCAGGTGAACAGCCTCAGCAGGAAGATGGACGCCTTCAGACAGAC
GTCCTGTCTGAGCAGATCAGAGGACGTCCTGCATGTCCTGCTGCTTCAGTGCAGCTGGTT
CTACTCCTCCGTTCTTCCTCCTTTCCTTCTGCTGCTTTCAGGTGAGGAAGACCTTCTCAC
GTCAGAAACACGTTTCAGGTTCAAGTTATTTGTGAAATCTGGATTCAGGAACTTTGTTCA
GCTAGAACAATGGTCATCAAGCCTTTTGATGATTCAGCAGATTATGGCTTCTTTCACTTG
AACTAAGTTTCATGAACCTTCAGACTTTAATCCTTCAGACCTCTAGTAAATGATTCTCTA
GTCTGCAGACATGATGGTCATGGTTCTAGCTGTTCTGTAACATGGTTCCTCTTCTCTCAA
TGTTACAGAGTCACTGAGATCAAACAGCTTTGCTCGTCATAGTCGTCTCTGTTTGCTGCA
GGTTAGAGGTGGATTCCAGCTGAAAGAGTCCACTTAGTTCCAGGTCACAGTGAAGAGGAG
CAGAG
>McF0037O21-MGRbd1
TTATTTTATTTAAATGTTGTACAATGAAGGAAAGAGTTTTGATGCTAGCAGTTAATGTGT
AAATGCAACATGGCTGCTGCGGGGATAGCAGAGAGAAAAGTTTAACAGGGACGTGGGGCA
AGTTTCGAACCAGATCTGTTGTCCGCACATTCAAGTCGTAAACAGTCGAGCCTGCGTGGA
CACCGCTTTGCAGGGAGTCTAAAACCTACGGAGGAACTGTGTNGGAGCCGCCACCTCCTC
CTTCTCTTCCTCCTCCTCCTCATCGGCGACAGTCGCAGCTGAGGACTTTCAAACTGTGGC
GTCTCACCTCTTCATCTCAGACTCTGCTGGAGGCTTTCAC
>McF0037P09-MGRbd1
GGGGGACCACTCCTGTGAGGATGATCACCGTATGACTGGAGGACTTTGTGTCAATTGGAT
TGAATGTTTAGAATCTTTCAGATGATTTTTTTTTAAGTCAACCCAGATGAAATGGTTTCA
TTTAAAGACGGATAGATGGTAAATGGAGTCGTTCACAGAAAGTTGCTGAATTTGGATTAT
TTTGGGAAAGAAGGTGGCGGACAAGGTTGCAGGAAAGCTGAGTTCTACTCTCTCATAGGT
GAAGAACTCGGTGTCCCACACAGTCAGTCAGATGGCTAGCCAGGTGGCCACGCCCACATC
CCTGCAGACCACTGCCGCCTCCTCGTCCACATCGCTTTCCTCGCCGGGCCTCTCTCCATC
CTCGCCAGCGCGGCTCAGTCCTGATGAGATGGAGTTGCTTGCCAAGCTGGAGGAACAGAA
CAGGCTGCTGGAGACTGACAGCAAGTCTCTACGCTCCATGAACGGCTCCCGGCGAAACTC
TGGGTCCTCCCTGGTGTCTAGCTCCCCTGCCTCCTCCA
>McF0038A05-MGRbd1
GCGTTAACCCGGGCCTTATGGCCGGGGCTCCACATTCTGGGCTACTAGTGCGGGCGCCGG
ATCGAGCCGGGAGGAGGGCACCCATTCCGGAGCTTCAACGGCCTCTGTTGGAATCTGAAA
TCGTTCCACGCTGCCCACGCGCCGCGAGTGGCGTTTTCTGGGAAAGCGCACGAGAGCCGA
GCGGAGCAGCTTCGTTTCTTCCCCGGCGGGTTTCGGAGGTGGAAGATTCTGCAGACCGGC
TGCCTCACTGTAAACTATGGAATGTTCTGTGCTGAAACCATCACTACTCTCCAGTCTTTG
GACTAGGCTCCAGACTCTTAGTTAGCAGCTGTGCTTCTCCCCTCGAACTCTTTCTAAACA
GGGGACGAAGAAGAAGAGTGGACTTGGAGCCCTCCTAATAAAAAGGCACAGAGCACTTTT
CCCTTTTTACTATATTAAAATCATTTTTTTTCTCCAGCTTGGATTTTTAATTTTTTGGTG
TAAAAAGAATCATTTCAAACATGGACTTGGAGTCGTATCTGTGGCTGGTTATTCTGGGCT
TTGTCATTGCCTTTATCCTGGCGTTTTCGGTTGGCGCCAACGATGTGGCCAACTCTTTCG
GCACGGCAGTGGGGTCCGG
>McF0038A10-MGRbd1
GCGTTTAACCCGGGCCTTATGGCCGGGGGGCAGTAGTGGCTGTGGCAGCAGCGGCGGTGG
CACGAACGCGCTGTCTCCAGCCCCGGCCGGTTCAATACATCCGGCCTCTCCCCGAATCTC
AACCCGGGACCACGGTCAAGAAGTGGCGGCAGAAAAATGGTGGTCTCGGCGGAGATGTGC
TGCTTCTGTTTTGACGCGCTCTATTGCCATCTGTACGGGTACCCACCTCCGAGAACACCC
ACGGTTACAAATGATCCCTAATGGGGGGTCATGGGATACCGGTAGAGTTCTTTAATGAAA
AAGGGTCAAAACGCACCGCCACCTACCTACCAGAGGTCGCTAAGGAGCAAGGTTGGGACC
ACATTCAAACCATAGATTCCTTATTACGAAAGGGAGGTTACAAAGCTCCCATTACAAATG
ACTTCAGGAAGACTATTAAGTTAACCAGGTACCGTAGCGAAAAGATGACAATGGGTTATG
CAGAGTACATCGCCCACCGCCAGCACCATCACTACCAGAACGGCATTGGGCACCCTCTAC
CCCCCTACAACCATTATTCCTGACAGCGAGCC



>McF0038A15-MGRbd1
GGGAGATTTGAAAATGAAATCTACAGCTGCTAACAGAAGCAGGGTGGTGGTAGTTTAACC
ACACAAAGGTTCAGGAATGTTTTCATGCACGACTCATGGTGGGGTGGAGTGCAGATGGGG
CCCCCTGATCCCATTCTCGGGGTGACAGAAGCCTTCAAGAGGGACACCAACCCGAAGAAG
ATGAACCTTGGAGTAGGAGCCTACAGGGATGACCAGGGAAAGCCCTTTGTGCTCAGCTGT
GTTCGCAAGGCCGAATCTTTGATTGCAGCCAAACAGCTGGATAAGGAGTACCTTGCCATT
GGGGGTCTGGGTGAATTCACCAAAGCCTGTGCCCAGCTGGCTCTTGGAGCAGACAGTGAG
GTTTTAAAAAGCGGCAGGAGCATCACTGTTCAAACCATCTCAGGCACAGGATCTTTGCGC
ATAGGAGGCAACTTTTTGGCTAGATTCCACGCAGGTCCACATGACGTGTATCTGCCAAAG
CCATCCTGGGGAAACCATACACCCATCTTCAGAGATGCTGGC
>McF0038A22-MGRbd1
TTCTGATCCGATCGATTTCTTTGAAGGACCAAAATGACGTTTCTTAAAGATTCAAATACT
CAAAACATTGTTGCAATAGAGTGATAAATATGAATAGGAAATATGAATTTAAAAAAACGT
AGTGACACACGTAGGGGGCGATTCCAAACGACCCCTGTTCCTAATGCGTCATATCGCATG
ACCTGTTGACGTGACGATGGCGACCGGATCCCGAACGCCACCGGGATTTTAGTTTTCGGT
TATTAACTGTGCAAAGTTGCATAAGTTTCGGTCAAACTCTGTGCCTTGTTGTAGGGTCCG
CGCGTGGTCCTGTTTGAGGGACGAGCAGGCCACTTGTGTCTGGCGCGAGGAGGAAGATAA
TGAGATCATGCAGAGATGTTTGCAGATGCTGCTCACCTGCCTGCTCCTG
>McF0038C15-MGRbd1
TGGCCGGGATCACTTGTGATTTCAATCCCATCAACCTAAAATGAGCGGAAGAGGAAAAGG
CGGGAAAGGACTCGGTAAAGGAGGCGCCAAGCGTCATCGTAAAGTCCTCCGTGATAACAT
CCAGGGAATCACCAAACCAGCGATCCGCCGTCTGGCTCGTCGTGGTGGAGTGAAGCGTAT
CTCCGGTCTGATCTACGAGGAGACCCGCGGTGTGTTGAAGGTTTTCCTGGAGAACGTGAT
CCGTGATGCCGTCACCTACACCGAGCACGCCAAGAGGAAGACCGTGACCGCCATGGATGT
GGTGTACGCTCTGAAGAGACAGGGACGCACTCTGTACGGCTTCGGAGGTTAAATCACTGA
TCCGCTGTCTGCAGACAATAAAAGGCCCTTTTAAGGGCCACCAACTTCTCTCTAGAGCAA
AGAATCTACGTTCGTTTCTATTTATGTCTTCCCTGAGTTCAAAATTAGGGGCGTATAACG
ATTGTAGTATATAAAAGTTTGACATAAACTGGCTAAATAACTTAAAATATTGGGCATTAT
TATTGGGAGCTAAATGAGCCTTCTAGTTACCACAGTCCAGATAATTTTTCATTCCCCAAA
CTATAATCTTGATCATAACTCATATTTTCCAAATGTATAAATTAATAAACCAGAT
>McF0038C16-MGRbd1
CAATGCGGCTGTACACCTTGTCGAAAAGGCATTTTGTTTTGGTCTTTGTGGTGTTCCTGA
TCTGCTTTGGCCTTACTGTCTTCATTGGGATTGCGGGCCCAAGGATAATAGAAGAACAGG
AGAACAATGGGGATCAGCTGGTCAGAAAAAACAGTTCTGTAAAGACGGGACCCTTCAATC
TACTTTCTCCTCCTCTCACCACCTACAACCAGCAGCTGTGGCTCACCTGCGTGATGCAGG
CTGAAAAGGGCAACGTGGGAGCCTTCCAGCAGCCCTTTGAGATTAATGTGGAGCTTAAGG
GAGTGATGCAGGATGCCAGTGTGATGCACATCAATCCTGTGCACC
>McF0038C18-MGRbd1
GGTGAAGAAAAAGGTTCAGAGCACTGTCTAGTGCAGGATTGTCAAACTCAAGGCCCGCAG
GCCAAATGTGGCCCTCGAGTAGGGCTGTGACGATGACCTCATCACCGCATCACCACCCTT
TTTTTGTTTTAGTTTTTTTGTTAAAAGTTCAGCATATGGTGCGTGATTGGAACTATAATA
AACACATTAAACACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0038D01-MGRbd1
CGGNCCTTATGGCCGGGGGGACAGTGGGATGATTGGGAATGGCGGCGTGGAGGCCTACAT
AGCGAATCAAAGGGGGGATTTGTTGAAGCTTGTTGAAAAGTGCAGGGACAGGTTCCAGAT
CATGGAGAGGGGTCAAAGGGAGAAGAAGAGTGTGGCTGATCTATTCACTTTGGTGGCGCT
AACAGTGAAAGAAGCTGGAGGACAATACTTTTGTTCTCCTGCTTTTCTGGAGGCAGAGAA
CAAAGTGAAACAAAAGCAACTAGACCTCGTAAGAGAGAGGAGAGAAAAAGAACTAGACCA
AAAAACTGTAAAAAAGGCTCAATTGCTCAGCCCAAAACGTAGGTCTTTATTTGAGACAGA
AGATGAGCTTGAGGAAATGAGGGATGAGGCAGAGATGAGTGTAAGTCTGACTAGTATGGA
CTGCATTTCTCTACTTACAATTTCTGACTTGTCCCCTTCTTTTCTGAATTCTCTTAAAGA
GAAAATGGAGACTAGTATGAAGATGCTTCCTAAACTGACGTCAGATAGCTCAGTGCG
>McF0038D06-MGRbd1
AGGCACACTGATATACACAAAGCCTCACAGACACACACAGTTGAGCACGTCCACTTAGAC
ATACTGCAAACTCTCCACAGGAAACTCTGAGCCATAATGCGAAGGCACCTCAGAGCAGAC
GGGTGCATTGCTCAAACCAAGTGGGATACGATGCAGCTTTGATAGTGCGTTAATTACTCA
TGTGATGTGATACAGATGTCTGGGGGCTTCAGCTGAAAGTTTGCCTGACGGTTTCCAAGG
GGGCCAGGCAGTCATTTTAGAAGCGTGACACATTTTGACAGTCTGTCACTCAGTGCAAGC
AAAGATCTCAGTTACGCTGACAATGGCCCCACCAGCAGGGAGTTTGTTTGTCCTCATGGT
CTGTATGGTGACCATGGGTTTGTGCCAAATCAACAAAGCTAAGGACCCTCTCCCAGGTTT
TCTGGTCCACACCACTCTCCATTCTCCAGACTTCCATACCACCGTCAGTCCAAGCGCAGG
ACCCAGTGTTCCCTCTCATGGAGGA
>McF0038D07-MGRbd1
CCCGGGCATTATGGCCGGGAGGAAAATGGAAGCAAACATGCTCAACCTAGTAAACTGTGT



TACTCTTGATGTCATCAATAAGGTTGCTTTTGGTGTGGAATTGGACCTCCTGAACACAAC
CTCCCCCTTCCCAAAAGCCATTGAGACTTGTCTTAAAGGGATGATGTACTACGTCAGAGA
CTCTTTCTTCGAATTCAAACCAAAGAACAGACCCTTTGTCAAGGAAGTGAGGGAAGCCTG
CCGCCTGCTGCGTTCAACAGGAGCCAAATGGGTTAACGAAAGGAAAACTGCAATGCAAAA
TGGTGAAGAAGTCCCAAAGGACATCCTTACACAGATCATTAAAACGGCTGCTGCAGAGGA
AAACATGACTGAAGAAGATGAAGAGTTCATGCTGGACAATTTTGTGACTTTTTTTATTGC
GGGGCAGGAAACGACAGCGAATCAACTGGCTTTTTGCATCAGGGAGCTCACAAGACATCC
TGATATCCTGGAGAAATTGCAGAAAGAGGTGGAAGAAGTCATTGGGATGAAACAGGAAAT
AAGCTATGATGACCTTGGGAAGTTGGTCTACCTCTCACAGGTTCTAAGG
>McF0038D09-MGRbd1
GGGACTCACTCTCATCTGAGCAGCCTAACTTCCAGCTTCACCGCTGTTCTGCGTTCTGGA
CCTGATTCACTCCTGGGAACTAGGACTCTTTTTTTTTTTTTTTTTTTATTGAAAGGACCT
TTTTTACATGAACATGGAGACCACCAGTGGGGAGGAACGGCGTGGTCATCTTCACTGTGT
GGAGGTCCAAGTCTAAACGTCGGGCTGCAGATGTGTACATCGGAAACCTGGCTCTTGCTG
ACCTCACTT
>McF0038D11-MGRbd1
GGGATGCGCAGAAAGGAGATTACATACGATGGCTGAGCGCCACAGACGTCGAGTTTTGGC
CGCCGACAGAAGCCCGTCAGAGGAGACAGCCAATGTTCAGAGGGGAGCAACAGCCGACAC
GGTTCTCGTGAAGCTGTTAGCCGCTGCTTTTTACGGAGTCAGCTCGTTTCTCATCGTTGT
CGTCAACAAAAGTGTTCTTACTAATTACAGGTAAAAGGTACAAAGTTCTAGCTGGAGCAC
GCGCGCGCGCACTTAACTGGCGTGTGATCCCCTTTATTTATGATAGGGTAGTAGCAGTGC
ATTGCGCATGTGCTGTGTTTTTTTATTAGGATACAAGAACTGTTTCTATTTAACCGCTCA
ACAATGTTTACATTGACAAAAATATATATTTTCAGTGGAGAGAAAATATTTCAAATTCTG
CAAGTTGTCCTACTTTAAAAAAGAGGTCTGAAATGTTAATCATAGATACACTTCAAATAT
GAAAAGTTTATCTCAATACTTCGTATGGAACCCTGGCTGTCAATGACAAGAGGTCAAAGG
TTGCAGGTCTCCACACTCTTATTGTT
>McF0038D14-MGRbd1
GGGAGGTGAAGGTGTGGCAGAAAGCTGTTCAGTGCAGACAAAGATCCAGATCCAGTAAAC
GTCCGTCTGCGTATGGTTGCAGTGGTTCACTGACTGCTGATTAGGGACCGGACCAACTCC
AGAATCTTCAGCTGGCATCATGGGATCCTTATTGGACGATTTGGAAAGTCTGGTTGAAGA
GAACGCTCTTTCAACTTTTACTGCAAAAGGAGGAGAAAGAGGAACCGTCAAGCCCAAAGC
AGCCTTTGATGCAGACAAGGATGCCAAAGCTCTGATAAAGGCCATGAAAGGACTCGGTAC
GAACGAGAAGATGCTGACGGACGTCCTGGCCGACAGAAGCAGCGCTCAGCGGCAGCTCAT
CTGCACGGCGTATCAGAAGGCCACGGGCAGAACGTTACTAAAGGACCTGAAAGACGAGAC
AAGTGGAGACTTCAGAAACCTGCTGGTGGCTCTGGTGACCCCCCCTGCAGAGTACGACTG
CCATGAAGTGATGAGAGCCATCAAAGCTGTTGG
>McF0038E09-MGRbd1
TAACCCGGGCCTTATGGCCGGGGTCCGGCTCATTACCAGGCCAGGAAGGTTAGGAGTCAC
GTTGAGGTCAGCAGCATATTTGGTGTCAAAAGTGTGTCAGATCAGGAAGGAAAAACCGAA
AAACAAACTGTAACAGAAGAAATGGAGATTTCAACAAGATCCAAAGATCCTGGGCCATCA
GAACGGATGTCCCAAAAACGGAAGATACCCAGTCCCTCTCACTCTTCCAACGGCCATTCT
TCTACTGAAACCTCACCGTCCCCAGTAAAAAAGAAGAAAAAGCCAGGTGCTGTCAGCAGT
AAAGATCAGTCAGAACTAAGACATGGTCCATTTTACTATGTGAAGCAGCCAGCACTCACC
ACAGACCCTGTTGATGTTGTACCGCAGGACGGCAGGAATGACTTTTACTGCTGGCTGTGC
CACCGAGAGGGCCAGGTGCTCTGCTGTGAGCTCTGCCCCAGGGTGTACCACGCCAAGTGT
CTCAAACTACCATCAGAGCCCGAAGGCGATTGGTTCTGTCCAGAATGTGAGAAAATAACA
GTTGCAGAGTGCATTGAAACTCAGAGCAAGGCTATGATGATGTTAACTATAGATCAGCTT
TCTTATCTGCTCAAGTTCGCCCTGCAGAAGATGAAACAGCCAGGTGATCATC
>McF0038E14-MGRbd1
TTAAACCCGNCATTATGGCCGGGGACTGCAATGGTTAAAAGACAGCTTGAGTCAGCAGTG
AAAGCTGATGAGAAGAGAGGCTGCTGTTCTTCACCTTCATTTTGACTTGATTTGTTAAGT
CTGACAATGGAACTGACAGTCCAATGGGTTCGGCTCCCATTAAACATTTNNNNNNNNAAA
AAAAAAAAAAAAAAAAAAACAT
>McF0038E15-MGRbd1
ATTCTTCCATCACGGTTGACTCTTCCAGACCTTTCTGCTGACTACAGACAAGATCTTTCT
CCTTGACGGATTTTTCATTGACTTGATTGCTGATTTCACTGTGTCTGCTCGAAGATTCTT
ATAAAAAGCTCATCTTTCGCAGAAAAGATCCTGATTTTGAAAACAAGATGTCTGCCAACA
AGAAGCCCGACCGTCGCATCCTCCACTGCCCGCTCTGTGTTAAGCCCACGGAAACCCTCG
CAACACACCTTGCTCGAGTCTGCATGAAGGACAAGTCCCCAGAAGAGCGTCAGGCTGAGC
TTCAACGGGCCAAAGACTCAACCAAGCTCTGGACTCTGCAGGGCAGAGTCTGGGACTACA
GGGAGCTGTTCAGACTGTGTCCACACGCGCCATCAAGACGAGCTCTCATCCAGCAGATGA
TGAAGAGGGAGTTCCTCATCCAAAACCTCCCTCCAGACTTTGATGACGCTGAAGATGTGG
CGACAGTGGTCCAGGCAGGAGCTGAGCAGCCATCTACTTCTGCTGCTGGGCTCTCTGCTG
CACCCTATGCCCCTCCTCCTGCTGAGGACTCCTCCAGTGACGTCCCATCACAGCCTGAAG



ATGAGAGAGATCCCACCTGGCAAAGGCCAC
>McF0038G04-MGRbd1
GCGTTTAACCCGGGCCTTATGGCCGGGGAGGGTAACTTCAAAGTGGAGATGTTTGGCTAC
ATCTGGCAGTATGTCTACACCTTTTACCTGAGGTACTGGTTGAAGTGGCTCATCAGGCAG
GTGACGGGGACCTGCGAACTGCAGAGAATATGCTCCGGCTACAAAGCAGGCGCCTTACGG
ACCGCAAAAGCTGAATACTCTCTGCAGTCATCAAAGAACAAGGTGTTAAGAGGAGCTTTG
GAAGCTAAAAAAAGTAATTTGGAGCAATGTGTGGACCAAATAATGAAAGAGAAGAACGTT
AAGCTGCAAAAAGATCCGCTGTTTAAGGGAAATCTGCAGATATGTTTGCTCCAGATAACG
GGCTACAGAAGCTTGTATGTGTCGGTGGAAGACTTGAGGAGGGAACCCTTTAGCTCAGAG
AACCCCGAGCATGAGACCATGCTTCTAAAGCTATGGGATCTGTTGATGCCAAGCGTCAAA
CTGGAATCTAGAGTAACCAAGCAGTGGGGAGACATTGGTTTCCAGGGCGATGACCCTAAG
>McF0038G20-MGRbd1
GGGCTCTCGAGAGGGAAAAAGCTCTGGAAAGAGAGAAATTGGAGCGACAGCAAGCCTTAG
AAAGGGAAGAAAAAGAGAAGGATTTACAGCGGGAAAGAGAACTTGCTCTGGAAAGAGAAA
GGCAGGAGAGGGAGCAAGCGTTGGCTAGGGAAAGGGAGGAGCTAGAAAGGCAGAAGGAGC
TTGAAAGACAACGAGCTCTGGAGCAAGAACGCCNNNNNAAAAAAAAAAAAAAAAAAAAAA
ACTT
>McF0038H03-MGRbd1
GGGGAGGAGGTGAGGATTTGCCTCCCCAGTTGGTTGAACAAACAAAAAATCAAGAGCAGC
GACTTGCACAAACACTGCAGGGGCTGTGATATACATGGGGACCATCCATCAATGTGCAGT
GGGGAGAACTACAAGAAAAACCTGAGTCCTTAAAGTAACGTTCAACAGAATCATCATCAT
GTCAGTCAAACACGCTTCAGTTCATGCCAAGTGGATCATCGGCAAAGTAATAGGAACCAA
GATGTGCAAAACTGCCAAAGTGAGGGTTACAAGACTGGTTCTTGATCCCTACTTGTTAAA
GTACTACAACAAGCGCAAGACCTACTTTGCCCATGATGCTTTGCAGCAGTGCACTGTAGG
CGATATTGTCCTTCTCAAGGCTCTCCTGGAACCCAGATCTAAGCATGTGAAGCATGAACT
GGCTGAGATCGTGTATAAAGTCGGTCGGGTAACCGACCCTTTGACTGGAAAAAGTGTTGC
AGGAACAGAGTTTTTGGAGCCTCTGACTGATCTACAAATCGAAGAGGGGACGACTCTGTC
AGAAAGATTGCAGGAGCTGAACATCTCTGCTACTTCCAATGGAGGGGATTCCACATCAGC
GCAAACTCCCTCA
>McF0038H15-MGRbd1
GCCTTATGGCCGGGGAGAAGAGGGGGGAGGAGGAGTGTCCCTGCTGCCACTTCCACGCGA
CATTGCTATTCTGACATGTCTGCTGCTTGTGTCAGGTGGCTTCTGAGCCACGCAGCAAGG
ACGGCGTCCAGCGGTGGACCTCTCCTCTGGACCCCGGCTTCACGGCCAACGACGCTCAGC
AGAAAGCTCTGCACCTTTGCCGGCTCCTGGAGCCGATCTTTCTCCACAGAGGTCAGCGAT
GCAGAAAAGACTCCTTCAGCAAAGAAGAAGAAGCAGCACACTTCAGCGCACGCCCCCATC
AGCAATGTGGGCCGTAAGATCCCCCACAGAGAGATCCAGGTGATCAGTGAGTCCGGAGAG
AACCTGGGCACCATGCACCGGGCGGAGGTCATCAAAATCATGGACCAGAAGAGCCTGAAA
CTGGTGCTTCTGAGTGAGAACGAAGAGCCGCCGGTTTACCAGCTGATGAGTGGCAAGCAG
ATCCACGAGGAGCAGCTGAGGCAGCGGGAGAAAAACAAGACGAAAGCACGTACGACCGGC
CAGCCCCGAGTATTCAGCCTGTTAGAGATTCAACCTGAGCAACGGACTTTCTGCAGAGTC
GACAAAAAGGTTTCAGGAAGAGATTCCTGAAAGCCCAACATTCGGTCCATCAGAGCAAAG
CAGATGCGTGAAGCTAGCATGAACACAAACCACCATCGTCCAACTGTGTAGAGACAGAAG
CTCAAAG
>McF0038H23-MGRbd1
CATTATGGCCGGGAAGGAAGTAGAACTTCAAAACTGAAAAGAGGATTAGTGGTTTTGTCA
GAAAACGAACAGATCATCAACTGCAAGATTTCAGGTATTTAACTTTTACTAGTGGACATG
TATGTATGTCACATTAACGAGTTCAAACGAAATACCGTGAAGTATTTTATGCCCGCATTT
AAAGGAAAAGTCAGGAAGGACTTCACTCCCCGCACTTAGCCGCGTCATCGGCTAACATTA
GCATCCACAGCACGTTTAAAAGAGTTTAAAATCTCTCTGACATGAAATTCAAACATCATG
GACGCTAAGGCCCTCCGCTATCAATCTACGAAATCTTTAACGAAAGTAGCAAAAAAAATA
ACAATAATACACTCAATCCGTCAGGGCCTGTTGAAGTTTACCGTCAGTTTACCGACGGAT
GGATTGGATCGAAAGGAAAAATTGACAGACAGTTATTGGTGGCGTGCAGTTTACATGTCC
CTAAACGGGTTGCGAGATGTCTAAACAACATTTATATTTTGCCACCCTGATGAAAATGGT
GTTTTTAATTTAACACGTTCCTTCTCTGATGGATTGTATTGTATA
>McF0038I01-MGRbd1
CTCGGAGTTTCAGAGGCTGCTGGGCTTCCAGCTGAACCCAGCCGGCTGCGCCTTCTTCCT
GGACATGACCAACTGGAACTTGCAGGCTGCTATTGGTGCATATTACGACTTTGAGAGCCC
TAATGTCAACACACCGGCCATGTCCTTTGTTGGAGATGTAACGATCGGGGAAGGGGAGTC
TGTTCCTCCCGACACACCGTTCACAAAAACATGGAGGATACAGAACACAGGTTCAGAACT
GTGGCCACCTGGAGTTTGTCTAAAGTACATTGGTGGGGATCAGTTTGGGCACATAAGCAC
AGTAGTGGTGAAGTCTTTAGACCCACAGGAAATGACAGATGTGAGTGTGCAAATGCGAAG
TCCCACAAATCCTGGTATGTACCAGGGCCAGTGGAGAATG
>McF0038I02-MGRbd1
AAACCCGGNCCTTATGGCCGGGGATTGTTGAAAGCGAACTGCAAACGGTGGATGTTGACG



GGATTTTCAGAGAAACTTCGGTGAAGCTGTTTGTGAACCATGGCTGCCAGCTCCACGTCT
AAAGAGCGTGAAACATCCAGGAACAGCTTTATCCCAGAACTGCAGAGCATGATGTTTGCT
CTGGGCGACGCTCGCCGGCCCCAGCACGACACGGCTGCACTGGTGGAGGATATTGTGCAC
ACGCAGCTCATTACCATGGTAACCTGCTGCAGTTTTCACAATGATTCACTGCAAATGAAA
GAAAAAAACGTAAAAAGCAAACATACTTCTCAAATATGAATTTAAATAAATTGAATGAAT
GAATGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0038I04-MGRbd1
GGCTGCGAACACTGCGCAGCCGCCTTCAGAAGCTCCTATCACCTGCGCAGACACGTGCTC
ATTCACACAGGTGAAAGACCTTTCAGATGCAGTCAGTGCAACATGAGTTTCATCCAGAAG
TACCTTCTTCAGCGGCACGAGAAAATCCACAGCGGAGAGAAGCCATTCAGCTGTGACCAG
TGCAACATGCGCTTCATCCAGAAGTACCACATGGAGAGGCACAAGAGGACGCACAGCGGA
GAAAAGCCGTACCGATGCGAGAGCTGCCAGCAGTATTTTTCCAGGACAGATCGACTTCTT
AAGCACAAACGAACCTGTGGGGATGGCGTGAGGAAGGGGCTGGAACCCGGGATGATGGAT
CTGGATTGTATGAATGTGGGGCAGGGCAGCTATGGGATCACTCAGGGAAATGCTGGCAGG
AAANAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0038I09-MGRbd1
AAACCCGGGCCTTATGGCCGGGAAGCAGTGGTATCAACGCAGAGTGACCATTATGGCCGG
GGGACTTTTATTTCCAATAAAAGCAGAACAATTAGCTGCCATCAGTGCATTTGACTTTAT
GTCTACTGTGTCTTGAAAGACAGATTAATGGTCAATCAAAGTACAATCTTCGAATAATGC
TATTTTCAGCATCAATTTGCGTTTTTTAAACATAGTTTTAAAGGACCAGGATTGCTTGCA
TTCAAATCTCGGATCTTTTTCCACTCAGACTACTGTCTGTGTGCTGCATCTCAAACTGAG
AGCTTTGAAGTGGTTCACGGTTTGTGTCACTTCTGCTGTCTCACATGTTCACCACACCTC
GATCAGCAGAATGTAAGCAGAACTCCAGAGGTGGTTTAAAATAGACCTGTCTGCTCTGTG
AAAATAGAAAATAGCAGGCCAACACAATCCCAGATGGACACAAACCAAACTGTCCAGTGC
ATGTCGGGTGGAATCGCGATGCAGGTGAACAGATCTTTGTTACTGTAGGCACATAGTTTA
CCTCTGGATCATCAAATTAGAGCTGCATTTCGAGCTC
>McF0038I10-MGRbd1
CCTTATGGCCGGGTGATCAAGACTTTCCTTAAGGTGGAATTTTTCTAGCTATTTGAAACC
TGCGGTCCTGCAGGGGAATTCTGGTCCAGTTCTGGTCCAGGCCTAGCCAGAACCCACGTT
TGGCCCACTTTCCCAGTTGCTGGCTCAAGCCCCGCCCCTTTCCCCCACATTCGTCCAGTC
AGGCAGCAGCTGCTGAGGTCCTTCTGTTCTTGTGGGTTTCTGTTTCTGCACACTACAATA
GTGTTCTCCTTGTTGATGCCCCCCCCTCCAAAAAAGAAATAATGTATCAAATGTATAAAT
ATTATCATGTGAAGAGTATACTTTATGCAAATATATGAGTATGATGAGTGTATTGTATGT
ATCAGCAGTGAAATATTATTCAAATAAAATTATTTGTTTCTGCCCNAAAAAAAAAAAAAA
AAATAATAAAAAAAACAT
>McF0038I11-MGRbd1
GTTAGCCAGCAGAAATGTTGTTTTACTACTGCGAAGGTCAGAGCTACTCGGGATAAACGG
AATTTAACCAGCAGGACTCAGCCAGAACTATCAAACACAGAGAGAAGAGGAGGATGTCTG
AAAGTTTCCCATCATTGTCATCTTGCAACAATGGCCTGAGGGCCTCTCTGGACTAAAGCC
AAGACACTGATATGCATTGATCATGAGTGGAGTTGGTGAAAACTCATCTGACCCTGCCAG
GGCAGAGTCAAGAAAACGCAAAGAATGTTCTGTTGACCTCATAGGTCCCAGTCCCAAGCG
GAGCAATGAGAAGCGCAATCGTGAGCATGAGAACAAGTACATCGAAGAGCTCGCCGAGCT
GATCTTTGCCAACTTCAACGATATCGACAATTTCAATGTCAAGCCAGACAAATGTGCAAT
CCTGAAGGAAACTGTGAAACAAATCCGACAAAAAAAAAAAAAAAAAAAAAAAAANAAAAC
AT
>McF0038I17-MGRbd1
AACCCGGNCATTATGGCCGGGGACTCTCTGTGGGTCTCTCATCCTGTCTGCTGAAGTGTT
GGTGTGGCTGCTGTGAGACGCTGAAACCATGGCATCTACTGGAACTTTCCGAATGGTCTC
GGAGGAAGAGCAGGCCATGAGGTCAAAGCTTGAGCATCTGACGGTCAAAGATCATGGACC
GGTGTTTGGACCGTGCCATAAACTCCCTGGCCATACCATTCAAAAGGCAAAAGATGAGCT
AAACGAGACAGAAGAGAGTCGGGTGTCATCGCTGAAGGACCTGAGGACCACGATGAAAGA
CAGAGCAGCGGAGGGGGACGAGCTTGCCAAATTGGTGCAGGAGTGTTTTGGCGACAAACC
AGACTCTCTGCTGCTGCGGTTCCTCAGAGCTCGCAAGTTCAATGTTGTGAGAGCCCACGA
GCTCCTGAAAGGTTACGTGCGCTTCACGAAGGACTACCCTGAACTGTTTGAGAACCTGAC
CCCTGAGGCGGTCCGCAGCACCATTGAGGCGGGATACCCTGTGGTTCTCCCCAGCAGGGA
TAAATATGGCCGTGTGGTCCTGCTCTTCAACATTGAAAACTGGGACTTGGAGGAGATAAC
TTTTGATGAGGTGTTGAGGGCATACTG
>McF0038I18-MGRbd1
GGGGTCTGTTTGAAAACAATGGCGGCACGGAGCGTTAGGTCCGAAGATGAAGACGGGAAA
AAAGAATAAAAGTTCACCGTAGGAGACATGGAAACCCTCTAGTAAGCGAGGCCGACTGCG
TCCTCACAGCGAAAAGACCTCAGAGGATCCGGGAGTTGGCGGCAGTGACCCGGCCGAGCC
GATAAGTTCAGGAAAAGAGTCTTCATCTGAAGCGATTGAAACAGAATCACAGAGGCTGGA
CGACGTGGAAAAAACCAAGAAGAAGCTACAAGAACACCGGATACGACCCCCCCCTCGAAG
TTTCCGAAGTCAGACATGTATTCACAACTGACGGATGCAGAGCTGGATGCCATCGTTGCA



GAAATCCAACAAAGTCACCCAAATACAGGATACAGAATGATGAAATCATTCCTTCAAGCC
CAAGGAATGCTGGTGCAGATAACAAGAGTACGTGATTCCTTAAGAAGAGTGGATCCGATT
GGGACTGAAGTTCGAGCTGTGGCCAATCGCACATTAAGACGGAGGCAATACTCGGTTCCG
GCACCAAATGCAATGTGGCACATTGATGGAAACCACAAATTAATACGATGGAGATTTGTT
GTGCATGGTGGCAT
>McF0038I21-MGRbd1
GGCCGGGGAGGACCGCTCGCCACGCGGTGGACACACACAGATTGTGTTTTGTTGTTTTTT
TGATGCTGTAGCCTCTTCTTTTTTATTTTGAACTGTGCCATTTTTAAAAGACACAGAAAG
AGAAGCTGATGGGGGAAAATCCTCCAGATCACTGAGGGCTTTCTGTCGTTCTGCTGGATA
TTGACACAATGGATCAGGAGGAACCACTGGACTTCAAGAGCATCAGGGCCAAGTTCCAGG
AGTCAGACATTTTCCTGAAGCAACCCAAAACCAGGCCTGTTCTCCCAGAGAAGCCAAAGG
TCGTCCCTCCCCCCCAGCCACTGAGCCCCACTCACTTCCTCCCCGCAGGTGCACGGGCCT
CCCTGCTAACCTCCATTAACCAATCCGTAGAGTCAAAGTCCTTGTTTGTCCCCAGAGTGG
TCTTCAAGGATGACAAGAAGGACAGCAAAAGCCCTCTCATCCATGCTAATTCAAAGACAA
AAGAGAAGAGTGATGTGAAAAAGAAAGAGGTGAACAGCAAGACGGCGAAAGAAGAGAAAG
GGAAACTCAACAGTTATTCACTGGAGGAGAACCNN
>McF0038J07-MGRbd1
GGAGGGGGAGAAGCATTTTAACCTGGAAGGGGACAGGTCGTCCTCCAAGAGCAGGGACAA
TTACAGCTGTCCGGAGAGGAAGAACAGCTCCAGTCTGGAGAGCAGCTTGCAGCAGCTGCA
GCAGACTAGTTTAGCAGCTGAGACGGGTGGAAACACCACTGTTCAGTCTTATATTAAGCA
GGCAGCTAACCAGCTACCACTGGCTTCCAGAGAGAAAAAGAGATCAGTCAGGCTCTCTAC
CCCAACTCCACTGAAGACTGATAAAATGACTGACCCTAATGGCACTATCACAGCTGCAGG
CATTTCCCCATCCTCCTGTCACACTGGCACTACTTCCTCTGCCGCTGCTGCTGGACAGAC
AACTCACTGCTCTGTCCTTTCTGCCCTCTTTTCATCCCCATCTGCCAGCAGCAGTGACAG
CTCGGAGTCTGATACTCGGACTCAAGCAGAGGAGCACGAGCTTCACAAAGACTACTCAAG
CAACAAGCTCCGAGATCACCACAGTCTACTCACCGAGTGCGCAGACGACGACGGCCCAGA
GGACGACCACAACAGAAGTTTGGATGACAAACAT
>McF0038J08-MGRbd1
CCTTATGGCCGGGGGAACCCAGAGAAGACATCTCCTTGTACCAGTGCGACCTGTTCCAAT
TCTCCAGTTCCATTGCCGGTCGCTTCGGAGCAATTTGGGACCGAGGTTCTCTGGTGGCCA
TCAATCCAAAGGACCGCGAGAAGTATGCAGCTCTCATCGTCTCATTGATGCACAATGACT
GTAGGTATCTGCTGGACACGTTCCTCTATAACCCAGACCAGTATCGAGGGAGCAGCTGTA
ATGTGGAGCTGCTGCAGTCCGTGGACGCCCTCACAGACAGACAGAGAGACTGGGGCCTGG
ACTCCTTCATAGAGAACATTCACCTCATCACGCTGAAGAGCAGCTCTGCAACAAAGTGAT
GCTAGAGCTAGAGCTAAAGCCTGTCCTTGAAGCTGGTTGTGGTGTTTCTCCTCATTAAAG
ATGCTTTTGCGTGTTTGCTCAGCNNANAAAAAAAAAAAAAAAAA
>McF0038J14-MGRbd1
GGGGGATATAGAGCGATGTGGCAGATTTTTTAACAAAAACACTCTTTTGTCGTCAGACGA
GATGATGTGATGCACCTCATGGCAGAGCTGGATCCATGTGGAACAGAGAAGCGCAGCAGA
CGTAGATTTGTTCGCAGGGCATATCATTCAATGGGACCAAACGAAACCTGGCACGTTGAT
GGGTATGATAAATTAAAACCTTTTGGAATTGCAATAAATGGCTGCATTGATGGCTTCTCC
AGAAAAATTATGTGGCTGAATTGCGGAAAGACCAACAACGACCCTTCAGTAATTGCTCAA
TACTATGTCAACTGTATAGTTGAGCATGGAGTTTTTCCAAAGCGGCTCCGCACAGATCGT
GGCACTGAAAATGGCACAATGGCCGCCCTTCACTGTACCCTGAGATCAGAGCATACAGAT
GAGTTCGCAGGTGCTAAAAGCCACATATATGGAACTTCAACATCAAACCAGCGGATTGAA
AGC
>McF0038J16-MGRbd1
GGGGGGGAGGGGTTAAAACCACTCCACAAACTGTTTTATACACTTGTGCTGCTTGGATTT
TACGACAGCGGCGTGCAAAAAAGGGGGTTTGTGTTTTAAATTAGGTTTTTTTTTCATTAA
ATGAGGAGAAATGAGCTCAGCAGAAGTCTGCACCCAACACTAAACTCGGCGAGTCTGAGA
CGCCGTTTTCCTGTCGGGTCTGCGTCGGCAGAACCCGGCTTCCGGTTCCCGGCGGCGATC
CGGAAAGGCGAAAGCCAAACAAACCTCAGCTGTATTTCTGCAGAAAGTCGGAGCGCACAG
CAGAGTTTTACGTGTGA
>McF0038J22-MGRbd1
TTATGGCCGGGGAGACAAGAAATCTTTGAAACAGTGACTCCTCGGTAAAGTTCCCGAAAT
GTAACCATCTTCAAAACGTTTAATATGAGTTGTTCCTTCCATGATTGTTGAGTAACTAGT
TAGTTGGGTTGATCTGAGAAATAAGAGGACTCGTCTCGAAACGTCGGAGAGCATCTGTGG
CTAAAGGCTTAAGCTAGCCCGCGATTAAGCAGCATGATGGGGGACAGCGGTGTTGTTGCG
AGGCTCGGCAACATGAAGGCTTTGCTCGGAATAGTCGCCGGAGCTGGAGCCTCTTATGGG
CTGTACAAGCTGATCAGCAGAGAAGGTTTGAGGAGAAACAAGAAGAAGGCCGCGAGTGAA
ACTGTGAGGAGCAGTCAGCAGCAGGAGGACGTGAAAGTGCAACCCGGGAGTCTGCTGGCC
AAAGT
>McF0038K06-MGRbd1
GGGTGCAACTTTTTCTGAGGACTTTGCCGTTCCTGGAAAGTGCCCCCTGAGGTGTGTGGA



GGATGCAATCAACAACTCAGCGTTCACCTTCTTACTGCTTACCCGCAACGTCAAGTCAAA
CCTGGTGAAGATGAAGACGAGCATGGCCCTGATAAATGCAATAAACAAGATGCACAAATA
CAACACAGTCATCCCTCTGCTGCCACAGGAGAACCGCATGCCCAAAGACCTCATACCCAT
GGCCGTGCGGTCTTTAGTTCCACTAGAGGAAGCAAAGAACTTTGAGAAAAAACTACAAAA
GTTACTGTCTCGAGCAAAAATACAAACTCAAAAGAGAGTCTGGAAAAAAGAGCAAACTCT
GAGAGTTCAGGAGGAGCGACTGCGCCAGTTACAGCTGGAAGAAGACAAGCAGAGGCTTTT
GAACGAAAGGCTCTGCATGGGCCTGAATCACCAACAAGAACAAAGTGGTGAAGATGGCAG
GACTTGGCAGCAAAGACACCCAAATATTCATATTGAAAATGCTAACTACATTATGATTGG
TAACGACTCTAGGATGATGGTGGATTTGGGTGGAAGTGCAGACAAAGAGGGTTCAGTTCA
CACTAAGCAAGACTAATGATTTGAC
>McF0038K19-MGRbd1
CGCCGTNAAACCCGGGCATTATGGCCGGGGTTAAATGTATATTTTGCTGCATTAAGGTTA
TTTAATAAGAGTTATGAGGTGAAAATATGGCACGTGTTGATTTGATGTTTAATGCATAGA
AAAATAGACCCAACAGCAGCTGAATTGTACCAACAGGTAATGTTTTTATGCAATTATGGG
TTATTCTAAAAATGTTTGGACAAAATTAAGAGCTGAAGTGAGGAGAAGTCAAGAACTATT
GTAAGACTTTAGAACTTTACAAATCTCAAGGAGACATTTGTTAAGATTTCTCTAAAACCT
TACTAGAGTCTGTCTAAAGTCATTTTTTTAAGATTGTACCCTTATGTTTAGAATAACTAG
TTTGGTATCAGGTATTATAAAAATAAAGTAGTGGGATCACAATGAAGAGTTGCAATCATC
AGAAGTTTGTTTAAAGTCTTTTCTTTGGGTACCTTTTGTGCACTTTCTGAAAATGTCATA
CCTGCTGTGGTTAAAAGTAATTGAAAAGTTGAAATGAACTGCTGGAGGCTAGCTTCTC
>McF0038K21-MGRbd1
GCCGGGGGGACCTCAAGCCAATCATCAGTATCTGTGGGAGAATTTTGGTACCTCACGGTT
CAGGACAAGTCGATGATCTATTTAGGTCTTTTAATGTCAAACCTCAGCCTGCCAAAGGGG
AGAACTGTCCTGACAACGTGCTACATGGGGGCACTCTGAAAACTCCCAACACAGTTGAAA
AAGCGCAAGACTCTGACATTGCTTCATTGATGGCAGTAGAGGAAACCAAAACCACAAAAT
CCATTCCTGGGGAGAACCATCATCTTTCTGCTGATTCAAGTCTGGAACAGAGTCATTGGG
AAGATATAGTGGCTTTGACTTCAAACACTAATGAAACTTCTTTAGAGAATGATGACACCA
ACACTCCTTTACAGGACACAACACAGGAAAAAAAAATGGAAACATTGTCTCCAAAAAAAA
AAAAACATGTAAAAAGAAATAGCTT
>McF0038K22-MGRbd1
CGCGTTTAACCCGGGCATTATGGCCGGGGCAGTTCGATAGCCAATCATATTGTAGTAACA
CTGCTTGCAAATACGGAAATACATGGACCGCGTCTTCTTAGTTATTTTTTTAGGGTTGGC
GTGTTTTGGTTTAAAAAGCAGTGGTTAGAAATTAGCTTTTTAGTAGAATTCAAAAGGGAC
TCGTGCAATAGACTGTTTTTTTCCACTCTATGGATTTTCTGCTGTTTCTATCATGGGCAT
GCATCGTGTTTACAGTCGGGATGTTCTCGACAGGACTATCCGACCTAAGAAAGATGCGCG
AATCCAAAAGTGCAGAAAACATACAGTTTCTTCCTTTCCTCACTACGTGTCTGAATAACC
TGGGTTGGTTATTTTACGGGATCCTGAAGAAAGATCACACAATTGTTTTTGTCAACACCA
TTGGAGCTTTACTTCAAATCCTCTACATAGTCATGTACTTCTATTACACTAAAATGAAGA
GGCAGGTGACTCTCCAGACCCTGGCAGCAGGAGTCACACTGATCACCGGCTGGCTGTACT
TCACCACCTTTCTAACTGAAGGAGAGGCCCGGCTGAACCAGCT
>McF0038L12-MGRbd1
GGGGGACATGAACAACCAGGATGTGATTAAAGCGATAGAGGAGGGGTACCGACTGCCTGC
TCCCATGGACTGTCCGGTGGTGCTGCACCAGCTCATGCTGGACTGTTGGGAGAGGGAGCG
AGCAGAGAGACCCACCTTCAGCCAGATACTGAACATGCTGGATAAACTCATCCGCAATCC
TGGGACCCTGCGTCGCACAGGAGGGGACAGATCTCCGGGCACACTAATAGAGTCTGGAGT
GGGCTCAGAAGTTTGCGTGTCTGTCATTCCTGAGCTGTGTTTGCCACAGTGGACTTTGTG
TGAGTGGCTGCAGTCCATTGGGTTGGAGCGGTACAGAGACACCCTCGCAGCAGCAGGTTA
CACCAGCCTGGACAGTCTCCTGGCTCTCACACACCAGGAAATGGACAGACTTGGAATAAT
CACACCGTCACATCAGGACATGCTTATTGCCAGCGTGCAGCAAGAACTGTTGTCTCGAAT
GCAGCACATGCAACACTCCATGGTCCCGGTCTGAGCTGATGGACGGACTCAGACCTGCTC
TGACAAAAA
>McF0038L14-MGRbd1
GTGAAGAACCTAAGAAGAGCAAACAGCTGTTTCTGTTCAGCTTTATTCAGCAATATTTAG
TAGCCCAGCTCAGGAAAACCAAGAACCTTTGATGGACGGGGTGTCACCCTGCTGGAGGTC
TGTGGGAGCTGGCCGGAGAGCTTCAGCGTCCCACGACACATTATCGGATCAGCAGACGCC
AGTGATGAAGGCCTGCGGGAGAGATTGGCGGATGCCATGTCTGAGTCTCCCTCCCGGGAC
ATCGTTGGCTCTGCTACAGAGCTGCAGAGGGAGGGAAGCATTGAGACCCTGAGCAACAGC
TCGGGCTCCACCAGCGGCAGCATCCCACGCAACTTTGAAGGATACCGCTCCCCGCTGCCC
ACCAATGAGAGCCAGCCTCTGAGCCTCTTCCCTACCAACTTCCCCTAGAGTTCAACTCCC
TGCCTGACCCCGCCCCCCTCATCCTTCCAGCCGGTTTTACCCCAGACACGCCCACTGGTC
TACCTGAAATTAATTCTTTGTATTTCTGTTCAACTGGCCCGTGTGTGGCTGCTTGTAAAC
TCAGTGGACGTCCAGCTACATGAGGTTTTCCTCTTCTGAAGTTTGAATACAGAGATTTTT
TAAATGTTGAAAGACTTCTTCAAGATTTGTCCAGTTTT
>McF0038L18-MGRbd1



TCATACATAAAAAACAAAAAACACAAACACACAAAACAAAAAAAAAAACCAACAAGAGCA
GAAAAGAAATGTGATAATTTTTTTTAATGCTGTTCGGTTTGCTCGGAATTGACACTGCTC
GTGAATACTGTCTTTGAAATGTTCATGAATTCTCATAAAAAACTGGCTTTCGGATCTACT
TGCTTTTGAGAAAAAGATATAATCTCTGCTCAGATACCTTCTATCATCTAGAAAATTGTG
CTCTAAAAAAACAAAAAAAGAAACCAAAAAACCAACAAAAAAACAACAACAAACAATCTA
ACAAACCAACAGACACACAGAAAAATAGCTCCAGATCTTACCTCTGCTTGAATATCTTAC
TTGATTTCTCAAATTATTAGAAAAAAAACAAAAAAAGAAGAAAAAAAAGAAAACCACAAA
AGAAAAAGAAATATACAACACCTAACCACCAAAGGGATCTCTAAGTTTCTGATGGTATCT
CTGCAACAATTTACTCACTGATAGACTTAAAGGTTTTAGAAAGCGTTGATTCTG
>McF0038L21-MGRbd1
GCCACATGTGGCTCCGGCTCCGATGGCTTTCCCTATAACCACACCGCAAGTGCCTGTGTA
TGGAATGGTCCCTCCTCATATGGCGCACATGGGTGGGGTGCCTGTGATGGCTCCACAGCC
AATGATGTACAACCAGCCGGTTCTCAGACCCACCAACCCCTTTGCACCCATGCCAGGAGC
CCAGATGCAGTTTATGTAATCCAGCCAGAGGGGAAGCAGAGTGCCAAAAGTATCTCACAG
ACAGCAGAAGGACAGCGTGC
>McF0038L23-MGRbd1
AGCCGCGTTAAACCCGGGCCTTATGGCCGGGGGCAATGATAAACAACAACAATAACAACA
AACGAGATGAAGAGTTCAAATCTCTAAAAATAGATATCGAAAACTCAATTGATCAGCTGA
ATCAGCTGATTATGGACTTGGATCCCTCATTCGTTCCAGTGTCCGGCACGTCCCAAAAGA
GCAACAACGTGACTCATGTCAATGGCTCAATCAGCAAATGTTCAAACGACCTCAATCTCA
GATTCAACAATAGTAATGAAGCAGCTCTGAAAAACGCACAGAAGACAGATGTCGAGTCCA
GCAACGGCCCAGAAAGTGTCACGAGGAATCCAAGTTGCCAGGGTAGGGATTTAATTGATC
ACCCAGGCTTCTGCAACCCCGGATGGGGTGAAACGAAGGATTTCAGGGGTCATCAGGCTT
ACTCACCTTGTGCCCCACACTCCCAGCAGCATTCTGTCCTGTACAGAAGTGACACTGTTG
AATACAGGGACCATTGCCCTGATATGGACAATGTAGTTGAGGTTGCTCAGGATATGACTC
CACCCACTCCTGGATTCCCCATCTCACCTCCAACACCATACGTAAAAAACATGCCAGAAC
TGGCTGACTTCAGGCAAATTCCATCACCTGTTCAGTCTTATGGAGGTTTCAGCACAAGCC
ATGAACCCAGAGGATATTCTGAGAACAATGGT
>McF0038M08-MGRbd1
AACCCGGGCCTTATGGCCGGGATTTAATGAACTATTACAAACTGGTATTCCGTGAGCATC
TAAATAAAAATGATTAACATTTAAATAATGAGAACTAAACTACACCTGCTAAACTGCCAG
GCTTGTGGAGAGACCTGGTGCCTTCAGTGTGTCCTGTGTCTTCATCCCCTCCATGGGACG
TGGCGGGAGTACTACCCCGAGAAGGCAGCAGTGGGTCTACTGCAATCTTCTCCCAGGTGA
TGGCGCTGTCTCTTAACTCAGCCATCCCAGGGACAAACAGACATTTTTATTTGGTCTTGA
GCTCTAAAGTGACCAGAAAATATCTAGGTCCAGAATCTTAGAATAAATGGGCTACATTTC
TTTTTTCACTTCCACAGCCACTGCATTACTGCAGCTGCTTCATCTATCCACCTATCAATT
TCACGCTCCAGCTTTCCCTTACTCATGACCCCAAGACCCTCAAACATCTCATCCAGGAGC
AGAAGCTCTTTACCCGTCCATGCAGGACAAATCCCTTATTTCTTGTTGAGAACCATGGCC
TCCGACTTGGAGGTGCTGGTGCTAGTTCCCGTTCCAGCTGTTTCACACTCAACTGCAAAC
CACCACATTGCACTGGTTTAATGA
>McF0038M19-MGRbd1
GGGGTGCTGGAGCGGGAAAGATGGGATTGGGCGTGTTTGTTTGTCAGATCAGGAACATGG
CGCGGCAGATGGGAGACAGCCATCGGAGGTTCCTCCAGACCATGATGATCAACGGCATCA
CGGATGAGCATGCAGTGAAGACGCTCCACCAGCACTGCTGTGAAGTCAGCAAGACGCCTC
ATACTCCTGACAAACTGGATGAATTCATTGATACCATCAACTCAAAGCTACAGCCACTGT
TCATGCAGATCAGAAAAGGCATGTCTGAGGTCAACGGTCACCAGTACTATGTCCTGTGTC
AGATCTGTGAGAATCCCACATGTGGAATCAAAATTCATAATCCGTGTGTGGCGAGATACT
TCAAAGGCCGGACGGAGCCTCGCTGTCCAGCCTGTGATGACTTCTGGCCTCATGAGATCC
CAGAAGTGAGACGACTTCATTCTCAGTCTAAGAGATGAGGATCACATCAGCGCTTTCAGA
CTGTTTTCATTTGTCTTTTAATAAACTACATT
>McF0038M23-MGRbd1
TTTTCTCGCTCGAGCAGTACGGAGCACAAGACTTTATCTCTGACTCGTCCGCTCGGGCCA
CTAAAATATCTAACGGTAATATATTTTACACCTTTTTTCAATAAAGTATATTTTGCGAAA
ACGTGTAGATGTACCTCGTCTTCATCGCTTTGAAAGTTTGACATCCGCTATGATTGTTTT
GGTCACGTGGTGCGGACCGTGCTCACCACGTGACCAACAGCGAACTGTGTTCACGCCTTT
TTTTATTGATGCAGAACAAAAGTGACATACAGCAAAAGAACAAGGAACAATAAACTGTAC
ATCAAACGTTCAAAATAAACGCCAGGGTATATACAAGCAAGAAAAAAAACTTAAATTATA
CAGCTGAGCAAGTGTAACCGGCAGGTATGCCTGTGACAGAGGGCTGGCTTGACACCAGTG
AAGATGTCAGTCTTTCAGGTTGTGGAAGCCTGCAGGGTTGAGCGCTAGACCCTCTTTCAG
CTTCCTCCTCTCTCCGACTCCTCACAGCCCAGATCCT
>McF0038N02-MGRbd1
GGGATCGGCAAAAATAAAAAAAAGTTGATGTGTTTAGGATGTTAACTCCCAAAGAAAAAA
AATTCATGCTACTCAAACTGAAACAGAGTAATATAAACAATTTACAGTAAATGAGGATAT
TTATTTGAATTCTAAACAGTGATCTGTTGATCAGGTCTTCAAGCATATTTTCCAATAAAC



TATCTTTGATTCTATTTTACATTTTAGAAATCTGGAGTCCATGAATTTAAGTACAAAAGT
CTTTGTTTTTTCAGATAGAAGAAATACATTTAGAGGGGCGGACAGAACCGCTGCGGACAG
AACCGCAACACACAGAACCGTGTCAGATAGATCAGCAGCGGACATTTCTTCATGAATTAA
ATGTGTTTTTATTTATGAATGTTTATTACATAGATATGATTTTATTTATTCAAGATGAAA
TGTAAAGAAATAGTTATAAAATGTGAAAAAACAACTGTGTAAAA
>McF0038N05-MGRbd1
ACCCGGGCCTTATGGCCGGGGGGGGGGGGGGTCAAGACATGCCACCTCTGTGTGTGTGTG
TGCGTGTTCATCACCTCAACCCCGTCACGGGTTTGATCATTATCCTCCACAGTGTGGGGT
CAGGAAGTGACCTACAAAACCTCTGGGCCCCCCAACACTGAGGTTCCAAAACAACACTTC
CACTGACGCCTGAATCCTTCAATCATTAACCC
>McF0038N06-MGRbd1
GGGGTCAGAGAGGCTAAAAGGTCTGCCAGATACTCAGTCTAACCTCCTCTTTTCCTCAGA
TTCCCCCCTCCAGCATTGGTGCCCACCTCCTCTTGATAACTCAGTCCGCCTAAGATCTCC
GCCCACTTGAATTCACACCTATGTCTGTCCGACAGGTGGACACAGGTGGCAACTAAACTG
AGATTCCTGACCCAGGTCAGTTTAGGAAAAATTGACCTAGACTGGGCGCTTTTGTCAGCC
AAAATAGCTGACATCAAAACGGAGACGTTTTCTGTTTCATTGCTGTTGCTAATCAAGGCA
CTTGAAGGTGACTTTATTTTTGAAGAACCTTTTTCGTCGTCTGGTTGAGAGCCATCCTTG
AAACGCCACCATGTGGGAGTTCCGGTCCATGAATTTTTGGCGGGCAGTCTTTGCAGAGTT
CTTCGGGACCATGTTCTTTGTGTTTTTTGGCATGGGCGCTGCCCTGCGCTGGACCACCGG
GCCTCACCACGTCCTCCACGTGGCCCTGTGTTTTGGACTGGCAGCTGCCACCCTCATCCA
GTCCATTGGCCACATCAGCGGCGGCCACATCAATCCTGCCGTCACCTTTGCCTACCTTGT
CGGCTCACAAATGTCTCTTTTTCGGGCC
>McF0038N08-MGRbd1
GGGCCACGTATTTTTCCAAAATTTCGCTCTGTGCCCGCCATATCGCTCAAAGAAAAGTTC
AGGGATTTTTTCCTTGCCTGACTTTCATCACTGATTACGCCAAACAATGAGCGGTGTTAA
AGTAGAAAATAGGAAACCGCTGTTAGACAGATTGATTTTTTAAAAAAAATTTTTGAGTCA
ACAAACACAGCTTAATTGTGAAAATAAAGACGCCCTAAAAAATAGAAGCCCTAGAAGTCA
GAGTGCTGGAAAAGAAAATTCCAGAGAAAAATGAATCGTTTTAAATGAAAAATTCAAATT
AATTATTAAAATCGATTTATCACCCAGTCCTGCTCTCCATTATCAACTTTTTTATTTTAT
TTGTCCTGTCTAGCAGCTGAGAAAACGGGTCATAGCTGAAGGCCTCTTGTGTTGGACAGA
TTTTACTCATTCACACTAGAAATCAACTGATATGAGTTTTTTAGGGCCAATACCAATTAT
TAGTGGTCAAAAAGTCTGATGACTGATATTTAAAGTGATGTTCATTTGCAGTAAAAGAAC
AGA
>McF0038N11-MGRbd1
CTTATGGCCGGGGGAAGATGAGGAAGAAGAAGAGGAAGAACAAGAAGTTTCACCTGTATC
TATTTTAAAACAATTCATGGAAGTTAAACCAAAAGCTACCAATACTCAAATCTATCAAGC
AACAAGAAAATTGAAGACTGACTACTCATTGTCCGATAAGGATTGTGTTTGTTTGCTTTA
TGAAACTTTCTTCACACCAGAAAATATTATGACTGATATTACAAAGAGAGCTCCATTGTT
CAAGGCTTTCATTTCTTCAAGTGGTCAAAAGCTCATTTTGGGTTACACTGAAGAACTTGT
TGGCATGAAGAGTCCAGCTCTTATTCCACAAACTTCTGCTATTTTACTCGAATTCTACAA
TAATAGTTTGCTGGAAAAGGAAACGATGGAAGAATGGTTGTCAAAGAAGAAGTCACGATT
CGTTAAGGATTCTGCAGTTGTTGCCAAGATTAAGGAAGCAGCCAAACCATTCGGTGATTG
GATGGCTAGTTTACCACAAAAACAATAAATACATTAAATATATCCA
>McF0038N18-MGRbd1
ACTTCATTTAGATTCCGCTGCCAATCGTAAACGAGTGTCTGCACCTTGTAGCGACGTCAT
AACAGACTCACCCACGCATAAACGTAACAGGATGCTCTGAACTTTTTCACTATTAACTCC
TTGTTGTCCTCTCGTCGATGGCTGATTGGACACTTGATGGGGGGGGGGGGGGGACTGTTG
CCTTGGCCAACCACA
>McF0038N19-MGRbd1
TTATGGCCGGGGATCTGAAAGAAGTGCTTGACAGAACTCAGTGTGGCATCAGCCGTCCTG
TGTACCGCAGCGGCTCCAAGGCAACATTCCAGTCGTCTTTCCATGTCATTGAGGATATTG
ATTGGAATGACACAATGACAATGACTGTCTTTGGCAAAAGTGATAACACAAACTCCAGCA
CGATTGATTCTGTGACCAAAACCATTAAGGTACAATATGAAATCAGGATGGTGATCGCAG
TGAAAGAGGAGAGTGTCACCTACCTGAACTTCACAACAGAGGATACAAAACCCAAAAAAA
TGGTCATCACTTACCAGATAGATAATACTGGTTTCAAGGAGTTTCCGGTCAATGTGTCGC
TGCACTTCCCAACACAAGTCAAAGACAACTTTGAATTAATCAACTATCAGGTTTTAGTTC
ATAAAAACAAAACCCAGTGCTCTAGTGCTCCCCATCTAAAATCTGAGCACTGTTCTCCGG
ACATGGAATGCATCATCACACAGTGCAACAGTTTCAGTCTGAAAAAACACTCTACCGCTG
TCTTCAGGCTGGAGGCAGACGTGCATTTTAGAG
>McF0038N21-MGRbd1
GGGGCACTAAATAGATGTTTAGCCGTCCAGATGTCGCGCATTGTAGCGATTTTTTATATC
ATGACAAGCGCTGTCATGCGGTTTTTATATATCCAAATGGAATAAAAGATAAAAGTTTAA
CAGTATTTGTTGTTTAAGCGGTGCAGAAACTAAGCTGATCTGCGGTGGGAGCTTGCCGGA
AGTCGTTGATCCAGCGACACTGTTTGGCAACAAAGCCACGCCTTGCCCGAAGTGTCGGCG



TGTGAAACCTTAAACTCAGACGCTGACCCAGGTTGGCCGGAATCATTTTTTATGCGTTTA
ATGTTGCAACCCCGGCGTCTGCGTGGCGTTGGTCTGATGTTGGCCTGGCTGCTGTTGCTG
GCAGGCTGCGCCAGTGCGCCACCGGTCACGCCCCCACCTGTGGCAGAAAAAACTGTGGCT
CAGCAGCGCGGCCCTGTGGCTTTTGTCCATCCGCTGCCCGGTGCCCGCATCAGTGCTTCC
TTTGCCCGTTACATCGTCAAAAGCCGCAATCGCCAGCATCATGGTGTCGATTTTGCCGCG
CCAAGTGGCACGCCGGTAAGA
>McF0038O02-MGRbd1
GTTAAACCCGGGCCTTATGGCCGGGGAGTCGGATTCCCTTCGGTCCTCGTTTATGAGCTT
ATGTCCAATGTTACTCTCATCAGGACCAGCAGCTACGACCAAAACCACCACCCTTAACTG
CTGCTGGTGGGCATTTTCATGTATATTAGCCACACAACAATCGATTTTAAAGCATATGAA
CTTCAATGTATTGAACTTCACTGTTGTCCTTAAGTTGCGTGAGTGTTGTGGTGTCAGCAT
GAGACAGTCTTGTGCTCAGGTGATTACTGTGTTGGTAACGTTTATTGTATCAAGATGAAC
AGACTCGCAGAGGAAAACATCTTTTTAATGTTTACAGCTCTTTTTTTATTTCCAGTGCCA
TTAAAAATTTTAACTTTAGTTTAATAATCTCTTTTATTTTATATATGACTTCACTAATGA
GCACTTTTATTTTGTTGGG
>McF0038O03-MGRbd1
GGGGAAATCGCGGAAGATTCAAAACAAAGATGGCGACACAAAATGATTCCCCCCCAAAAC
AAAATAAAAGGGCGACAAAGTGCAGTGTGTTCCTGTATAACGAGCCAAACGCGAGCCAGT
CTATGATCTGCCACTCGGAGTTCTTTGTGGAGAGGTTAAGATACGAGAAACCGCAGGTGT
TCACGGATTTGGTGCTGAGCAACATCACTCGACTCATAGATCTGCCCGGAGAGGAGTTTG
CTCAGCTGACGGGGGATTCGGAGCCGAGGCTGCCCTCTTCCTCCTCCAACGGCTTCCTGC
GTAGTTTCAACTTCCTGAAACGGAAAGAGAAGAGAGTCGTATTTGGAGCACCTTTAACTG
AAGAAGGAATAGCACAGATCTATCAGCTCATTGAATACCTCTTCAAAAACCTTCACGTGG
AGGGATTGTTCCGAGTTCCGGGCAACAGCTTAAGGCAAGCCGCCCTGAAAGAGATGCTGA
ACGCCGGGGCTGATATAGATTTGGAGACGGGGGACTTTCATCCCAATGACGTCGCCACGC
TGCTCAAAGTTTTCCTGGGGGAGCTGCCAGAGCCTTTGCTCACACACAGGCATTATCATG
CTCACCTTAAGATCGGAGAGCTGACTCTCTTTGATGACAATGGAGACAAGACAAATGTGC
CA
>McF0038O05-MGRbd1
GCGCGTTTAACCCGGGCATTATGGCCGGGGGTTTTCGGTTTTGTTGTTACCGGATTCGAG
TTACAAAAACAAACAGTACCGTGTAAAGTTGAGCTTTTGGGTTAGATGCGGCCCTGTTAG
CGCAAACCAACTGCGTTTGAACGGAGAGCAGGGGAGCAGCCGGAACAGTCAGAGTCATGT
CTGCTAAAATACAACAACAAGCCAGGGGTAAAGACAGCGGCGAACTGATCAAAAACCACC
ACAAGCAGGCGTTTGAGTTTATATCGAAGGCACTGAGGATCGACGAAGACGACACAGGAG
AGAAGGGAGATGCTGTGCCGTGGTACAAGAAGGGGATTGCTGAGCTAGAAAGGGGCATTG
CTGTGGAGATAACTGTCCAAGGAGAACAGTATGATCGAGCTAAGAGACTTCAGGATAAAA
TGGTAGCCAATCTTACCATGGCTAGAGACAGGCTGGCTTTGTTGGAGAAGACGTTGGCTT
CTAAAAAGAAGAGCAGTCCACCTTCCAGCCACTGGTTTGTCTCAAACTAAACCCAAAAGC
AGCGCTTCATCAGCAGGAGGATCCACAAACTTCAAGCCCTCTTCTGTCGCTAGACCCCAA
TCCAGAACCACTGACTCAAAGGATGTTTCCCGAACAGGAAGAACTCAGAACGGA
>McF0038O10-MGRbd1
GCCGCGTTTAACCCGGGCCTTATGGCCGGGGGTTTCCGGTTCAACCGATACACGGATTTT
AAATTTCTTTTAATCGTCTCTGGCCGGCTGTTCCCATTAACCAACATATACCCGATTGCT
TAATGAACATTGCTGAAAAGACGCGTAATGGCTGCTGGAACAACAACAAGCGATTATCGA
ATCACAATGTGCGAGTCCAGCGATGAAGACTTTGACCAGTTTTTGGAGCAAAGGTTCACA
CCTCAAGCTAAGGCTAAAGCGACTTCACAAAAGCCTCGCAGTGCAGCTAAACCACCAAGC
GTGGTGCTTGTGGTGAGCTCAGATGATGAAGATGACGCTCCTTTTGAAACATTTCTACAA
CGAGTGAAAACCCCCACTACCAAACCCAAGAGAGCAGAGACTCACAGTGGGGACTGCCTT
AAAGACTTTATTGTAGATGACAACTCATCTGATGAGGATTTTATCAAGACAAAACCATCT
CTCAGGGCCCTACAATGTTTGTTTTATTTTGAAGGTCCTAAAAAGGGCAATACTCCAGCT
GCCCAGCACTCTGTCAGAAGACCGCTGTCTCAGCTCAACTCCCCTGTCTTTGTGAGTGAC
AGTGAAGATGAGGA
>McF0038O18-MGRbd1
CGAGCGCGCGTAAACCCGGGCCTTATGGCCGGGGGCTTTTTTCTCTGATCTCATTTACAG
ACGCAGCGAGAGGCGCTGTCACAAGGAGCAAAGCTTTATTTATTTTATTTCCTTTTAGAG
GACTCTTTCGATCAACCCAATTCCTGCTGTTTATCCCGGGAGAAGAGCAGCAACATGCCG
AAAGCGGTCAACGTTCGCGTCACCACCATGGACGCTGAGCTGGAGTTTGCCATCCAGCCT
AGCACCACCGGCAAGCAGCTGTTTGAGCAGCGAACGAGTCGCATGGTAAACTTGGCAATG
TTTTACGCCGGATGCCCTTCCTGACGCAACCTTCTCAAAGCAACCGGGCTTGGGACCGGC
ATAGAAGTAGAGAAGGGAACAGGGAGCAGCCCGGAGTTGAACCTGGGTTTCACGGATGGA
AGGCACCGCAAACCAGCACGAGCATCATGATAAATAACACAATTTTCATCGTTGTGGGGC
CTTAGGGAAGCAGTTTCTTCCTGAAAAAGCAACAATCTCATACTCTGGGCTTCCGTGTGA
CACGTGTGCTGCTGTGACCCAGTAAAACTGTAGCCTATAAGCATCAATTATTTTGGCAAA
TTAATTACATTTTTATTCATCCATTTT



>McF0038O20-MGRbd1
CTAAGAGACCCTGGGCACGCGTTTGAAGCAAGAAACCCTGGACCGCTGCCAGAGAATGCT
CACCACCAGGTTAAAAGAACCGGTCCCCCCCTCTCCTCCTCACTCTGTTGCAGAACTCAC
AGAGGAACCAGAGGAACACCCAAGCTTCGAGCTGGCTCCATCATCTCCACCAGCAGCAAT
CCAGCCTCTCTCTATGAGACCACACAGCGCAGCAGAAGCACATAAACGTTCCC
>McF0038P03-MGRbd1
GAGCGCGCCGTTAACCCGGGCCTTATGGCCGGGAACACATTTGTTGATGATTTCCGTTGA
AATTTAGATGACAACACAGACAGATGAAGTACAAACTATTAAGAAAATTGCATGGTACTG
TGTGAAATCAAGAAAAATCCAAAGTTATACACTACATAGACCATTGTCCCTTTGGATAAA
CGTTGGTATGGTTAAAACAAATATGTACATCATGTCATTGAAATACAAAAAGAAACATAT
TAAGGAAGGATAAACTTGCATATACAGTAGCTTATGTTTCCGGGGGTATTATGTTTCCTT
TTTTTTATTTTTTTTATTTTATTAATCTAACAATGCTTGAGTACTGTATTTAAAATTAAC
CAATGCCAGTGCTGTGAAAGTTGTAGTTGTTGTCTTCATATATAGTCACCCAGCTTACCC
TGTATGCTGTCGGGGGGATAAAAAAAACAAAAAAAAAGGAGTTCATCTATCTATATGGAT
GTGTATGACTTTCATAAGACTATCATATTCTGAGAAATGACACAAAAATGTGGACCNN
>McF0038P05-MGRbd1
GCCGCCTTTAAACCCGGGCATTATGGCCGGGGGCTGAAGGAGCTGCTCTCGAGGGAGGCA
AAGAACTGGCCTCGCCGCAGGCTCGCAATTGAAGATCCTTTTTCCTTGAAGAGAAATGTG
GCTCGAAGTTTGAACAGCCAGATGGTGTTTGAGTACATCCAGGAGCGCTTCCGCTCTGCT
TACAAATACTTCGCCTGCCCCCAGAAGAGGGGCGCCGCCAGACGCCAAGGAAACAAGAAG
GTGGAGGCCGGCAGGAGGGAAGAAGAAAGTGTGAGCGCTCAGAGCGGCTCTGATGACGAA
GACGGCGCCGAGTCCAAAAGAAATGAGCAGACTGTAGATGCTCGACTCAGAAACATGCTT
CTCAGCAAGGAGAGCAAGGCTTCCTCACCTCCTAATGGCCTGCTGGACAGTGATGAAGAA
GAGGAGGAGGAGGAGGAGGAGGAGAACAGGGTTCCAGAGACGGACGAGTCGTTTAGAGCA
GATGATCTGCACTATGTGTTTGATAGAATGATTTTTACAGGAGGGAAGCCTCCGACTGTG
GTGTGCAGCATC
>McF0038P11-MGRbd1
NCCTTATGGCCGGGGACCTGCAAGCGCAGCATGAGGCTGTTGCCACCAACTTTTATTTCA
ACAAAAAAGGGAAATCAGGTTAGACTGCGATACCGAAGCACGGGGTTTATAACATCTGGT
AAAATAGCGTATAAAGTGAAGTCTGTCAATTACTGGCTTGTTCTTTTTATTAGTTTGATT
TCTTTTGCATATCGCCCTCATTTTACTTTGAAACAGAAATGGGCGTTTCCTCAGCACACG
GGGGTCTTCATCCTTACTGGCCGCGCGACCTTCGGATTCCTAACTATGTGGCCAATGACC
GCTCCATGTCCGAGATTCTGGCTTTCCTTTTCTCGGTGTCGGGGGTGTTTCTGCTCGTCA
CCTGGCTGATCACCGGGGCCACGGGCAGGCTCGGAACTTGGAGGCGACTGGCTATCTGCT
GGTTTGCTGT
>McF0038P23-MGRbd1
GAATACTCAAGCTTGCATCCAACGCGTTGGGAGCTCTCCCATATGGTCGACCTGCAGGCG
GCCGCGAATTCACTAGTGATTTCGAGCGGCCGCCCGGGCAGGTGCAAGAGCCATGCTAGG
CGCTCACAGGCGGGGTGTTTTGTTTTGTTTTGTTTTGTTTTGTTTTTGAGCCTCTGCCAC
CAGACCGCCCCATAGAGTTGATTTCTATGGCACAGTTCTTGACCTTAAACTGTCTCTGAA
CCCACTGGGGACT
>McF0039A01-MGRbd1
AAACCCGNCCTTATGGCCGGGGGAGGTCAGAGCGTAGCAGTGCAAGTGAGTGTAGCTCTT
TCAGCGTGTGCTGCTGAGTTCACCAACACATCTGTTGAAAAACGAAGAGAATGCATCCTG
AAAGCGGTTTGTCTTTACCTCAATGAAAGTCCTGATGACCTGATAAAGGAGTCCCTGGAT
GCTGATCTTGAAGCGGAGCAGGCAACGAATGAGCAACTCGACATGGTGATCCACGTCATT
CAACATGAAGGAGCTGAGCCCACAGATGACCCCGCGGAGGTGAACATTTTCATAGAGGGG
GTGGAAGTGCTGCAGGATGTAAAGGACGTGGCGTATGGTTCGCTCTTCTCCTGGGGCTCA
TCTACTGCCTTAATTTGGAGTTCCCCAGTAAGCTGAAATACACGTTTGGATTCATTCCGA
AAGTATTGATGGACATGGATGGACAGAAACTGTCACCCAAGTTACAGATCCTCAAAGGTA
AACTATATGAGTAAAGGAAAGTTCCATAAGCATAATGCTTTGGATTTCTCACAGTTGGAG
TTCAGTTAACGTGTTACCGTTTCTGATTGTTAATCGTTTTATCACCTCACCAATGCACTT
TGGTATTTTGTATTATTTTGTTGTTTACGTGTCTACACATAAAGGGAAATAACGGGAAAA
GGCAACAAAGACG
>McF0039A02-MGRbd1
GNCCTTATGGCCGGGGTGCTCACTGAGGTACCAAAGTCAGATAGAGGAGATGAACGCTGA
GAGAGAGAGGAACCAGAGGAAGATGCTGGAGATGCATGAGGAGATAAAGAACAGCAGAGA
TCTCTTGGAGGCAGAAGCAAAGAGAGGCAGGGATCAGCTAGAGGAAAACATGTCCGCCAA
GCTGAGAAGCTTAGAGGAGGAATATGAAACACAACTGCAGCAAATGAAGAAGGAGCTTCA
GGCCAAGCATGAAGAACATGCCCGCAAAGAAGCTGAGGATAGTAATCCGTTTGCCTTATT
ATTAAAAGGTCTTGAATACTTAGGAAAAGGGATTACTTCCTTATGCAGTTCTACAAAATC
CAGAACACCCCCCCCCCAGGTTTGCTGATGAGCCTCCCTTCAGAAGGATGAGATCATCAG
CTGATCTCCAGATCCTGATGTTTGTTTCTGCTCTGACCCCCCATCAGCTGCTGGAGCTGG
AGCCGCTCTGATGAGTCAGTGTGATCGCTGCATGAATTCATGTTTTTGTGGAGGTTTCTC



CTCTTTACTTTCTGCTTGTTGTTCATCATTCTGCTGAGCTGCACCTCAATAAAAGCTGAA
AGAG
>McF0039A06-MGRbd1
TGTGAAAGGAAAATACATGATTTAGCTGCAGCCGCTCCAAGCGCTACCCGACATGGACAA
ACGTCTCCGGACACGGTGACCCTTCACCGAGCAGCGGCGTGGGCTCTGACACGGTGACGT
CCACGATGGAGGAGATCAAGGTGTCTCCAGACTACAACTGGTTCCGAAGCACCGTGCCAC
TTAAGAGGATCATCGTGGATGACGACGACAGTAAGGTGTGGTCTCTGTACGACGCCGGCC
CGAAGAGCGTGCGCTGTCCCATCATCTTCCTCCCGCCGGTCAGCGGGACGGCCGAGGTCT
TCTTCCAGCAGGTTCTGGCCCTGACGGGCTGGGGGTACCGGGTCATCTCTCTGCAGTACC
CGGTCTACTGGGACCTGCTGGAGTTCTGCGACGGCTTCAGGAAGCTCCTGGATCACCTGC
AGCTGGACAAGGTCCACCTGTTCGGCGCCTCACTGGGCGGGTTCCTGGCCCAGAAGTTTG
CGGAGTACACCCACAAGTCTCCCAGAGTGCACTCGCTGGTCCTGTGCAACTCCTTCAGCG
ACACCTCCATCTTCAACCAGACGTGGACGGCCAACAGCTTCTGGCTCATGCCGGCCTTCC
TGCTGAAGAAGATCGTTCTGGGGAACTTTGCCCGAGGACCCATGGACCCCAAGATGGCCG
ACGGCATCGACTTCATGGTGGACCGGCTGGAGAGTCTCAACCAAAGCGAGTTAGCTT
>McF0039A15-MGRbd1
CGTTAAACCCGGGCCTTATGGCCGGGGAAAATAGAGCAGATGAAAGCCAACGGCGAGCTT
CTGCCCATCTCTGGGAAAAGGTCCAGGGCGCTGCATTCTCACCTGCAGTCACTAGGGGGC
GGGGCAGACAGCATTTTGATAGGTTGATAGAACAATGGAATGACATTGTTTGGAAAGGAC
TCCTCTGCTCTTTTCTGAAAATGCACATTTCTATCTGTAAAAAAAATCTTTTTTAACATT
TTAATTTGTGTAGGAGTAGAAACGCCCACTAGATGGCAGCACCACCTAAATCTGAAACAA
GCCCAAACCATTTGCCATTTTATTTTAAACTGCTAGAGGTTGGGGGGGGGGGGGGGGTAT
TTGTTAAACCTATTTAATGACTTTTT
>McF0039A19-MGRbd1
GGGGTGACAGCGAGCAGCGGTCAGACCTGTCAAAACACACTCATCCCCCTTCGTCGATGA
GACTTGCGTGAACATTCACAGGTTGCGTTTCCAACACAAACGAAACGAAAGCCGGCTCCT
GCGTTTGATGTTGTGACGTAACAGTTCAAGTCGATAAGAATCAACACTATAGCAGCTGTA
AAACGCGGGACTTTGATCTCATGTAGGCCTACATGAAACACCAACTTTTAACGTTGAACT
TGAAACCATGGAGTCATCCTCAGCACCAGAAAGGATGGTGCAGAGACTCCTGTCTGTGCC
TGGTGTTCGCAGTCTGGCCAGCAGCATACGGAGCTACATGAGCTGGACTGTGGGGTGGTT
TTGGATCCCTGCCTGGCTGCCCTCATGGTGCCCGACATCCCATAAGCTGCTGCAGGCTGC
AGAGGAAAAGATGCTGCGATACTATCCGTGGAGCTGGGCACTACGTTTTTGCTGATCATC
CAGAGGACTTCAACAAGACCGTTGTGCAAGTGTGTGAAAAAGTGGACTGAGAGTGGAGGC
CAACTATGAACAGGAGTACAGCATCATGGCATGATTTCATCAGCTATTAAGAGAAGAAAT
AAGCGTTCGCTTCAACAAATGTAATGTTTTTAAGATCTCTTAAAATGATATACAATTATA
TTAACTCAAAAATCTAATAAN
>McF0039A21-MGRbd1
GAAGAAGACCTCTGATGACTGCAAAGTTGCCAGGTACTGCCATTGGAGGTCGACCTTTAG
CCTCATCTTTTGGATCTCGGGTCCCTTTGGCATCATCAGCAGGCAGACCTGTGACTGGAG
CTGTGCAGGAAGGAGCTGCTCGTCCGATGACTTCTATCAGAGCTGCAGGTTACACGTCCA
CCATGATGCGTGGTTCAACATTTGACACACTGGGCCAGCACAGGGGCCCCGCACCTCCTC
TTGAAGGAAAGAACGAGGACGCGCCCGAGGAGAAGATCAAAATCATGGAGAAGAAAGTCA
ATGACCTGATAGAGGAGAGTTGCATGGCTTACAGCAGTGGCGCCTCACAGTTGGCTCTTG
AAAAGGCC
>McF0039B08-MGRbd1
AAACCCGGGCATTATGGCCGGGGGATAAAGAGGCTGAATGTCTGCAGGACATGCTAAACA
TTTGTTTATTCATGTTCCTTGACTGAAAAACCAGCGTGGCTGACACATAGATGCACAGAG
ACTGGCGTTCTGCTCCACGCAGAAGCTTTCTATGACAGAAATCACAGAGTTTTAGGCTTG
TTGAGCAGCTTTATGTTTTAACATTAAGCTTTAGACAAATTGTTTGAGTTGATTTTATGT
TATTTGCTTTGTAGAAAAAGTTATTTGGTGGGGAAACGCCTCCTCCTTGTAGTTGCTACC
TTCTTTTTTCTGTCCATTTTTTTTTTGCCCTCCATTGTGTAGAAGTAACTTTTGACCTTG
TGCCGCAATGTGGGAGTTCAGGTCAATGTCCTTCTGGCGGGCAGTGTTTGCGGAGTTCTA
CGGCAGCATGTTCTTTGTATTCTTTGGGCTGGGGGCAGCTCTCCGCTGGACCACAGGGCC
CCATAACGTTCTTCATGTCGCCTTTTGCTTTGGGCTGGCAGCCGCCACCTTCATCCAGTC
CATCGGTCACATCAGCGGAGGACACATCAACCCAGCCGTGACCTTTGCCTATCTGATCGG
ATCGCAGAT
>McF0039B14-MGRbd1
CCGGGCATTATGGCCGGGGGAAGCTGTGTGGAGGAACATCCTCTTTAGCTGAACACTAAG
TGTTTGACTTGAAGCAAGAAGGATGATCTCTACCTTCAAGAGACCATCACTGACTGGACT
GCTGCTGATAAAAGCCATTCAACAAACCCACACATCAAGAATCTACAGCAAGCCACCAAA
AGATAAGATTGGACCAATGCAATCTGTCTTTGCCCTGTGCGTGTTTGCTGTGACTCT
>McF0039B20-MGRbd1
TTCAGCGCGCGTTTAACCCGGGCCTTATGGCCGGGGGAACAATGGGGGGGTTTGGGGAAG
TATTAAAAAAAACTTTTTATTTTGTCACAGTATGGGATTAGCATGAACTGAATCGCTTGA



AATGTACTCTGGTTGTCATGTTGTGGGAGCAAATAAAATGATCAGAAACTTAAACTACAA
AAAACTGTCTTTATTGTCAACGTTTAGAAAATGTATGAATATTTAAAAGGTTGATAAGCT
GGTTGGTTGAACACTGCATCCATGTTTTTCTGAATAACTTTGTTCTTTCATTAACTGTCA
AAAACAACATTGAACCATGTTTAATTCCACATCAGAGACGTTTTAAGAGCAAATCAACAC
AAAAAAAAATTAAGGAAGGTGTGGGTTTTCGGCTCTGCTTGTCCTGCAGCTCAACACAAG
TCCAGACTTCAACAGAGTCCATCAGCAGCTTGAGCTTCACCACATCAGCATCTACTTCTC
TGAGAACCAGCTAGACTGACTGTAACATCAACAGAAATCATTAACCCAGACAGTAAAAAA
GACAATTCTGTTGAATATTCTACAATTATATTCAACAAAAAAATACATTGACTTTTTCTT
ACAGAACATCAGGGGCTGAAAAATGATGCAGATTGGTTAACATAAATAATAGCATGTGTT
GAATAGGAAACAGGGGCTCCATAATATTTTCTATGATATTTTC
>McF0039C03-MGRbd1
GTGGAGGCTCCTGCGCGCAGCTCCGGGCTCTGGCACCCAGCGGCAGTCATGGCTCCAAGA
CCACAAGTGGAGACAGATTCTTCTTCAGCACGCAAAGATGACAAGTCTCAGTTCAAAGAC
AAGGATCTGTCACCATCTTACTCCACCATGGAGCTGGTGAATGAGCCGAGGGAAGAAGAT
CCCTGGGATCTCCCTGAGCTCAAAGACACGGGGATCAAGTGGTCAGAGCTGGACACAAAG
GGGAAGGTTTTGCGAGTAGTGAGCGCCATTGTCAAGCTGGTTTTGCTGCTCGGACTCCTT
TACCTGTTCATCTGCTCTCTGGACGTCCTCAGCTCTGCTTTCCAACTTGTTGGAGGTAAA
GCTGCCGGTGACATCTTCCAGGACAATGCTGTGTTGTCAAACCCCGTGGCTGGGCTGGTG
ATCGGGGTGTTAGTCACTGTCCTGGTGCAGAGCTCCAGCACCTCCTCCTCCATTGTGGTC
AGCATGGTGTCCTCTGGATTGTTGGATGTGAAGTCTGCAGTGCCAATCATCATGGGAGCC
AACATCGGCACGTCTGTCACCAACACCATCGTGGCCATGATGCAGGCT
>McF0039C17-MGRbd1
CCGGGGAACTGAAGAGTTTGATCCTGGCTCATATTGAACGCTGGCGGCATGCTTTACACA
TGCAAGTCGAACGGTAACAGGGTGCTTGCACCGCTGACGAGTGGCGAACGGGTGAGTAAT
GCGTCGGAACGTGCCGAGTAGTGGGGGATAACGCAGCGAAAGTTGTGCTAATACCGCATA
CGTACTGAGGTAGAAAGTGGGGGACCTTCGGGCCTCACGCTATTCGAGCGGCCGACGTCT
GATTAGCTAGTAGGTGAGGTAAAGGCTCACCTAGGCGACGATCAGTAGCGGGTCTGAGAG
GATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG
GAATTTTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTCTGAAGAAGGCCTT
CGGGTTGTAAAGGACTTTTGTCGGGGAGGAAATCCCCAGCGTTAATACCGCTGGGGGATG
ACAGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG
GTGCAAGCGTTAATCGGAATTACTGGGC
>McF0039C21-MGRbd1
ACAGCGAGAAACCAACAAACTAAGAATGACTCTACTGCTGGAAATAATCCTTATTTTCAT
GCTTCAGTCTGGAGGTTTAAGTGTTAAAGAGGAGAGACTCTATAAAAGAGTTGGAGAGGA
CGTCTATTTACCGTGTAATGTTTATAGATTTTATGACTATGATGTTAAATGGTTGATCTA
CAGACCTGAACAAGCTGGTTTTGAAAGCATAAGCTGCAATGGAAATGTCCAGAATTCAGC
TAGAGCTTCCAGGCTGAGTGTGAGCAGTGACTGCTCTCTGCTCATCAGAAACATCACTGA
TGAAGATGCTGATCAATACGTCTGTCGGCTCAGAAACAATAATGAGCATGATGACGCCTC
TGTGTATCTTAATATTTTGAGCATCTCTTCGTCTCCTTCAGATGTTTATGGAAGAGTCGA
CCTAACATGCTCATTAAAGAGTTATAATGGACCAAATGTCTGTAATGAAAACAGCTTCAT
CTGGATGGATGAGACAGGATCTCAACTGTCTGGTAAAAATCCTGAGTTTGAGGTTAAAAA
ACAAACAAACTGTGTTTCTGTTCTGACTGTGAAACATCAGA
>McF0039D05-MGRbd1
CGTAAACCCGGGCATTATGGCCGGGGGGGCGGGGCACTAGTGCTGAGGAGGGCGTTGGCA
TCTGTCACTCAGTTTGTGAGTTCCTCCTTGGCCTAAAGGCCTTCACTCTGTTTGCCACAC
ACTTTCTTGAGCTCTGTCAGCTGGAGTCCCTCTACCCGAACGTGGAGAACCAGCACATGG
AGGTCCAGCACACACGCAGTGGTGACACTGGTGTAGAGCACGTGGTGTATACATATCTGC
TAAAAAGAGGATGCTCTGAGG
>McF0039D06-MGRbd1
GGTGGTGGAGATGAATTTTGGCCACAGTAAATGACACACAAAATAATAAAATAAATAAAA
GATGACATGACAGCGAGAGGAACCAGCAAAACAATAAATGGGGCCAAAATCTGTTATGGG
GCTCAAAATAAAATATTTTAAAATGGTAAATAGCGTATACTTAGATAGCGCTTTTCTACC
TACAAGACACAAAGCGCTTTTACGGTCACAGACGCATTCACCCAGTCACACACACATTCA
CACACTGGTGGCAGCTCCGCTGCTGAACACAGGCGCCTGCCTACAACCAGAGGCAAGGGT
GGGGTTCAGTGTCTTGCCCAAGGACACATCGACTCATGGGCGTGAAGGTGGGAATCGAAC
CTGCATGTCTTATGATCATGGGTCGACCGCCCTACCGCTGC
>McF0039D07-MGRbd1
GGGGTTGCAAAGTGTATTTACACGGCTGGTTTTCTGTTTGAAGAGCTCTTGACAACAACT
GCAAAACCCAATATTCCTTCATTGATATTTTTTTCTCCTTTTGTTGTCACAGAGCAAATC
AAAACTGAAGTTGCTTTAGTGAAGCCCCGTTCCCCTCCCCATCCCCTTCTATTATTCTTA
TTCTTTCGAGGATTCTTCATTGTCAAGCCGCCAAAGTGGAGAGTGCGATTGCAGAAGGGG
GTGCTTCTCGTTTCAGTGCTTCTTCGGGGGGAGGAGGTGGTAGGGGTGCACCTCAGCACT
ATCCCAAGACTGT



>McF0039D09-MGRbd1
GGGGGAAACAAAGAAGGGTATAGTTTGACATTTTATGCAGATAGTCAGATCAGTTGATGG
AAGTCTGCTCTGAGTCCACTGTTCTCCAACACAATTATTTTTGGTGGAGTTGAGGTTTTT
GTGGTAAAGATCTTGATACATTGAAGTCCTTGTAGATTTTGTCTTAATTTAGTCAATTGT
CTTCTGTTGCTCTTTTAATTAACCCTCTTTTCATAAAAGGCCTATATATATTAGATGACT
TTTTATATGTAGTAGCTTAGACTAAATAAGTACTTCCAGTTAAATGGGTCCCTTCCAATG
TAAACCTTTGGTGTTCACAGCTTTCATAAAGCTGTTTTTAGAAGTTTGAGAGACTTTGTT
GGTAAGAATGGACTTCAGGGTTTTGTTATCATCCTTTCAGGTGCCCTCACATCTGTGTAA
TTGTACAATAATTCTCCTTTAACCGCTATTTATGTTCATTACACTTGTTTATTTTTAATT
GTTT
>McF0039D11-MGRbd1
GGGAGTGACAAGAGGAATAGGACGCGCTATGACACAGATTATAAACGATACTGGACGTTT
GCGCGGAGTTTTAAGGACCCAGCATGGACGAGGACGGTTTGCCAATCGTGGGGTCTGGAG
TTGACCTCACGAAGGTTCCAGCTATACAGCAGAGACGAATTGTTGCCTATCTCAATCAGT
TTGTTGTCCACACAGTTCGATTCCTGAACCGATTTTCCACAGTTTGTGAAGAGAAACTTG
CAAACATATCCCTTCGCATCCAGCAGATTGATACCACCTTGTGCATTTTGGAGGCTAAGT
TGGCCTCCATTCCCGGGCTGGAGGAGGTCACAGTAGATGGACTGAACCAGCAGCACAGTG
TGCAGACAAATGGGCCCACTCCAACCAGTCAAATCCAAACAGATGGGTCTTCAGTGGGAG
CAGTTCCTTCCTCAGTGCCTCAGGAATCACGAGAAGAAGCTCCTGAGCAAAAAGCAGCAG
CCGTTGCAGAGAATGTCCTCACAGTGGCCAAAGACCCACGATATGCCCGCTACCTGAAAA
TGGTTCAAGTGGGTGTTCCAGTGATGGCCATCAGGAACAAAATGATCCTGGAGGGTTTGG
ACCCCAGCCTACTCGACACGCCGGATGCCCCTGTG
>McF0039D13-MGRbd1
TGTCTGCTCTTGGGCTTTGCACCCTTTCTGGTGCATGGTGTCCCTCCTATTTGGACCCAG
CCAGAGCAGGTTCATCTTTCTTATGCAGGAGTACCAGGCTCTATGGTGGTAACCTGGACC
ACCTTTAATAAGACGGAGAGCACGGTGGAGTATGGCCTTCTAGGCGGTCGAATGTTCGAG
CTGATCGCCAAAGGCAGTTCTGCTTTGTTTGTAGACTCTGGAAAGGAGAAGAGGAAGATG
TTCATCCATCGGGTTACTCTCATAGGCCTCAAACCTGCTGCTACTCATGTCTACCACTGT
GGCAGTGATGAGGGCTGGAGTGACGTGTTCTCCTTCACTGCTCTGAATGACAGCTCTAGT
TTTAGTCCCAGATTTGCTCTCTATGGGGATCTGGGCAACGAGAACCCTCAGTCTCTCTCT
CGACTGCAAAAGGACACTCAGATGGGAATGTATGACGTCATCCTGCATATTGGGGACTTT
GCCTATGATATGCATGAGGACAATGCCAGGATTGGAGATGAGTTCATGAGGCAGATCCAG
TCCATTGCAGCATATGTGCCTTACATGACCTGTCCAG
>McF0039D20-MGRbd1
ACCCGGGCCTTATGGCCGGGGACATAAAACGATCCAGGTGCACGATGTGCCAGTGAATCA
GGGAGAAGTGTCATTCACATTGGACGTATCTCCTGACATGGCGCCAACTGTCCAGATTGT
TGTCTACGCCATTCTCCCGAGCCAGGAATTCATAGCGCACTACGTTTCCCTCTCCACTGG
GGACTGCTTCAAGAATGAGGTGTCTGTTGAGTTTTCCCCCTCCTCAGCTGTCCCAGGAGA
GGAGGCTGAAATGCAGTTGACCGCCCACCCAAACTCACTGTGTGGTGTCAGTGCTATAGA
TCAGAGCGTGCTCATTAAGGAGCCAGGTGGAACTCTGGATGCAGACAAGATCTATAACCT
TCTGCCTTTAAGAAGAACATATATCCCTTATGAAATTCAAGAAGTGCCGGAATGTTTGCC
TGTGAGACCAAAGAGATACATTTCCCCAGATTATATTCACCCTCCAAATATTGGGCAGAG
TGATGCCTATTCAATGTTCCAGAATGCAGGATTGAAGGTTGCAACAAACTTGATTTTGCA
AGTACCCACATGTCTCAAGTTTAAAGGGAGGATGTACCACACTGGAATGGCTGGGGGTAT
AGGCCTCTATAGAGATGGCTTAAATGGCCCTCC
>McF0039D23-MGRbd1
TTCAGCGCCCTTTAACCCGGGCCTTATGGCCGGGGCACACAGTCCTTTTTCGGGAAGAGG
GTGGTGACGCCACGTTAGCGTGTTAGCATTTGTTAGCAGGTTTCAGGGTGTCGTAAAGTC
CTGCTGAAGGTCCAAAGTCCAGGATGAAAGTCTTCTGGAGGGTTCCTGTCTCTCTGCTGC
TGCTGGCTGCTCTGAGCTCAGTGACCTGCCAGGACTCGCTGGTGGTGAACGGTTCTGTTG
GAGGAAGCGTCCTGCTGCCCTGCATCTTCACTGGACCTCCTCCAAACCAGGTTGATGTTT
TCTGGAGGGACAAAGATAACAACGTCGTCTTGAACATACCAGTGTCCTCAGACCAGAACC
AGAGGTACCAGGATCGAGTGATCAGCTTCCAGGAAGAATTCAAGAACGGAAACTTCTCCA
TCCAAATGAAGAACCTGCAGATCAGTGATTCTGACACTTATGTCTGTACCATGATTCCTG
GAGGTGATGAGAGGAGGGTCCAGCTGAGAGTTTCAGAAGTGAGGCCCACGCTGGCGCCTA
AGACTGCAGGTTCCTCGGCAGGAGCAGCTGGACCTTCCATCCTCCACGTGGTTCTGCTGG
CTGCTGTGCTGCTGGGCTGCTAGAACCTTCAA
>McF0039E23-MGRbd1
GCCGTTAACCCGGGCCTTATGGCCGGGGAGAGCAACAAGTGAAGGAACTAAGTGCCGCTT
GGAAAGAAGAAAAAAAACAGAAGGTTCCAACCATGAACAGCCTCCACACGCTGGCCGCCG
TCCTCCTGCTCCTCGGCTTTTTCCACCATAGCTGGCAGGTCCCTCTCCTCCAGAATGAGG
ACAGCTCCAGTTTTGCAGCAGACGACACGTTAGCTGATGAGCTCCGGGAGCTGTCCAGCA
TGAAGAGACACTCGGAGGGAACCTTCTCAAACGACTACAGCAAATACCTGGAGGACAGGA
AGGCGCAGGACTTCGTTCGATGGCTGATGAACAACAAAAGGAGCGGAGCGGCTCTGCCTA



AGCCCAGTGAGAATGATGCAGGCAAGCGCCATGCAGATGGTACCTTCACCAGCGACGTGA
GCGCCTACCTCAAGGAGCAGGCAATCAAAGACTTTGTTGCCAAGCTCAAGTCCGGGCAAA
TCCGAAGAGAACTGGACAAGCTGGATGAACCGTTCAGCAAGAGACATGTAGACGGAAGCT
TCACCAGCGACGTGAACAAAGTCCTGGACTCCATGGCGGCCAAGGAATATTTACTCTGGG
TCATGACCTCCAAGCCGTCGAACGAGAGTAAGAAAAGACAAAAAGAACAGTGAGGAACC
>McF0039F04-MGRbd1
CCGCCAGATCACAGGACTGCATCAGTAGAAACGGAGATGTCACGGGGGATTGTCCCCATC
CTCAAAGCAAAACCTTTACTCCATTAGATGAACATTGACTCTGACTCCTCCCATGTGCAG
TCTGCCATGCATGCTGAGTATTTAGAGTAGCCAGACCTCTGCCGGGGGGTTAATTCAGGT
GTTTTTCTGATGGGTTGTACACGTTCTGTAAGACTATTAGACTGTTGAGCTGAAGCACAA
ATATGTGACAAGTCATGTGATTCAAAAATGTCCAGCAAATGCTCACCTGTCACAGAAAAA
ACTGGTCCACCCCAACGACAAAACACTAGGAGAGAAGCAGGGCAAGTCAGGAGAGCTCTT
GACCTGTGCTTTAGTTAAAGAAGCCCCTCACCATGGCT
>McF0039F07-MGRbd1
CTTATGGCCGGGGGAAAGGTGGAAACCAGTGTTCCACCTTAATGTTCTCCGTTTGGCCGC
TGTGACCTTCTTTCTGCACGTCTATCACTGCAGCAGAAGACCAAATCTTAGTTGTTTTTT
TTTGCACTACAGAAGCATTTTCTGTGACTGAAAAACCAATGCGACGCAGTCATGTGCCTG
CAGGTAGCACGCCGCACCCTTTAGGGTGGCATCAGTTTTCACAGGCTTCTGGTCGTTCCG
CCCCTGTAAAAAAAAAAAAAAAAAACGTACCCGGGCACCAACTGGTGTTCGGAAATCGTG
A
>McF0039F13-MGRbd1
GGGGACGCAGACTTGACCGAGGCCAGGTAAACATTCCTGCCTGGCTATTGTTCGATGAAA
TTTCTATTTTGGTGTCAACTCGACGGAGACGCACGACAGACTAGATCATAGTAAATCCGC
CGTACTTTTCTATGTTGCGGCTGCATTCACACGATAAAGGGAGAAGGTGAGTGTGAGCTG
ATGTGGATCCAGTTATCACAGCAGCATGGATCAATGTGAGGACAGAGAGGCCGGAGCCCC
TCCCTCTCAGAAAATCAGAGTTGGAGAAGATGAGAGCCAGAGTAAAACTCAGAGGAACCA
ACCCGAACCTGGGTATGAGCCCAGCTGTGTGTCCTTCAGAAGTGACTTCTCAAAGGATTT
ACCTATCAATTTCAAAGACAGCAGTTCAGACAAACAAAAGAGCCAGGGTAAAGCTCAGAG
GAACCAACCCGAACCTGGGTATGAGCCCAGCTGTGTGTCCTTCAGAAGTGACTTCTCAAA
GGATTTACCTATCAACTTCAAAGACAGCAGTTCAGACAAACAAAAGAGCCAGAGTAAAAC
TCAGAGGAACCAACCTGGATATGAGCCCAGCTGTATGTCCTTCAGAAGTGACTTCTCAAA
GGATTTACCTATCAACTTCAAAGACAGCAGTTCAGACAAACAAAAGAG
>McF0039F14-MGRbd1
GGGGGCAAAGGATGAGAGGAAGCGGCTGGCATTGCAGAACCCTGACCTGCACAATGCTGT
ACTCAGCAAGATGCTCGGTCAGTCGTGGAAGGCTTTGAGTGCCTTGGACAAGCGACCGTT
TGTGGAGGAAGCAGAGCGTCTCCGTGTCCAACACCTTCAAGACCATCCGAACTACAAGTA
CAGGCCTCGCCGCAAAAAGATCACCAAAAAGCTGAAGAGGGTCGAGCCAGGGCTCCTGCT
GCACACGTTAACCCAAGGAGGAGGCCAAGGCCTTGGCTTGGGTGCAGAGGGTGTTTCTAC
AGGTTCTGCTTACGGACATCCAAGCTCCCATCCCCATCATCACCACATCAACCTGCATCC
GTCTGTGGGACACTTCAGAGACCTCCAGGCTCCAGGACACCCAGAGCTGGAGAGCTATGG
CCTACCCACCCCGGAGATGTCCCCGCTGGATGTTCTGGAGGATGGAGCAGGAGAACCCGT
GTTTTTTCCTCAACATGTTCAAGAAGAAGCAGCAATGGGAGGTTGGGGTGGGTATCACCA
CAACCCCCACCACCACCCTCATCATCACAACCAGCAGTACAGCCATCTCTACAGCAACCA
CAGTCACCACAACTCGATGCATGGGCAGGGTTGTGGAATGAGTGTTAGTGCTGGTTTAAG
TAACAGTTTAAATCCTAGTCTCAGTT
>McF0039G05-MGRbd1
CCGCCGTTAAACCCGGGCCTTATGGCCGGGGGCACTTCTTCTTGTTGTTTGTTGCTTTGC
AGCATCAGGTGAACATCTGGGACCATGATTTCACCACGATTGATGATCCTCCTCTGCTTT
TCCCTAAACTCAGCTAGGTCTCAATTTGAGGGATGGATACCTTTCAAAGGAAACCTTTAT
TACGTCTCTGAGACCACTGCAGACTGGCAGACCAGTAGAGACGACTGTTTGTCAAAGAGC
GCAAAACTGGTGGTCATCAATGACAATGAAGAAAACGATTTCGTCGGAGGACTTAAGCGC
AAAGCCTGGATAGGGCTGTACAAAAAAGGAAAAACCTGGACATGGGTGGATGGAAGCATC
CTATCCCCTAGTGTCAGCTATTGGGGTCCAGGAGAACCTAACAATGTTGGGAACCGGGAA
GATCGAGCAGAAATAGGGAAGTTTGGAAACATTGTCAACAGCTGGAATGATGCACCTGGT
TCCACTAGAAACTACTGGATCTGTGAAGCGGCATATGTTTAGTGGAAACACTGGAAACTT
TCTGATCATTCAGTAACTATTAGCTTGATATTT
>McF0039G22-MGRbd1
CTAAACCCGGGCATTATGGCCGGGGGCAACAAACACAAACATGGATTTACCTCGCGAAAT
AAAGGCTAAAGTGACGGCGTGGTTTCAAGATGAGGGGACTTATACTTCATGCCTGAAGCC
AGTCGCGATCTTGCTGAAGTCCTGGAATCAGTCAATGTCTCTGAACTTGAGGATGTCATT
GAGAAGGCGCTGGCTTCGGTGGAGAAGCAGCCGTTGTCCGCGAATATGATCGAGCTGGCC
GTCCCACAAAGCGCTGTACAGGACTGCACCCAGTCATGTGATGAAACCATTGACAATATT
TTTAACATCATTGGAGCCTTTGACGTGCCCAGATACATTTACAGCGTGGAGAGAAAGAAA
TTTCTACCCATCAATATGACCGGTCATCCAGCTCCCAGTCTGTGTGGTTCTGCCAAAGAC



AAAGCGGAACTTTTCAGGGAGCGCTATACAATCTTACAGCAGCGCACACACCGTCATGAG
CTCTTCACCCCACCAGCAATTGGAGCTGCTGTTGA
>McF0039H02-MGRbd1
GGGACAGACAGACTGGCTACTCGATGAGAGGCTAGCTGTTAGCTTCAACTGTCAAGACGG
CGAGATGAGTTTCCTCGGAGGTTTGTTTGGTCCCGTTTGTGAGATAGATGTCTTATTGAA
CGATGCAGAAAACCGAAAAACAGCTGAACTAAAGACAGAAGATGGAAAAGTCGAGAAACA
CTATCTATTCTACGATGGAGAGTCTGTCTCTGGCAAGGTGAATCTGAATGTGAAGCAGGG
AGGAAAGCGGCTTGAACATCAGGGCATCCGTATCGAGTTTGTTGGACAAATAGAGTTGTT
CTCCGATAAGAGCAACACCCATGAGTTTGTGGATTTGGTGAAAGAGTTGGCTCTACCTGG
AGAACTCACCCAGAACAGAAGCTATGACTTTGAGTTCATGCAGGTGGAGAAGCCGTATGA
GTCCTACACAGGAGTCAACGTCAGACTACGATATTTCCTCCGGGTGACAATAGTTCGCCG
CTTGTCCGACTTAGTGAAAGAATACGAGTTAATCGTCCACCAGCTGGCCACTTACCCAGA
CGTTAACAACTCAATCAAGATGGAGGTTGGCATAGAAGACTGTCTGCACATTGAGTTTGA
ATACAATAAATCCAAGTACCACTTGAAGGATGTAATCGTTGGGAAGATTTATTTTCTGTT
GGTC
>McF0039H03-MGRbd1
TTTAACCCGGGCCTTATGGCCGGGGGAGGTGGCGCTTGAAGGAAACAACATACTTTGACT
TCTGCTTTTCGTCTCTCCCGCTTGTTGTCAGTCTGTAAAATGCCGCTGGAGGGGCCAGCC
TCCGCCTCACTGAACAGACTTCGGGTCAAAAGTTAGGGACGGGAGCGGACAGAGCCCGCT
GTGAGTGAAGAAAAGATGTATCTGCGCCTCGTCATCGCTGGAAGTCTCGGCCTGCTGTGG
TACTTTTCAGACTGCGGTCGTGCGCTGGCTCAGCTCTTCATATTTCTTCTTTTTTGCTTT
TCAACTCCATTGTTGTGTGCGAGCGGCGGGCGAGAGAACAGCACGCAGACCGACGAGGAG
ACCTCTAAACACCCGCTGCTGGAAACTGATGAAGAGGAGTCCTCTGACTTGATTGATGGG
GAAGCTCTAGCTCTGTCTGACCCATTGAAGCCACGCTGTCCTGACGTGAAGAGGTCTTTG
CAGGAAGTGTTCGAGTGTGCCTATGCTCAGCTGGTCCTGCCCTGGTATGAAGTGCCTGAG
CCCCGCCAGCAGCAGCCTCTCCACCAGGTCCTCAGCAGAGAAATTGACTTTGTGATCGAT
CGCATCATTGAGAGGGCCATAGACTTTGATATCTCCCAGGCGGTGGTGGGCTCCATTCGG
ATTTTCACGCAG
>McF0039H11-MGRbd1
GGAGAACTGGTCAGACAAAGAGTTTTGTCACCTCAGGTACCATCCAGGAAAACCCCTGTG
CACAAGCTTCTCACAGCTTCACTGGGGCAGCGGCTGCAGTCTGAGGGCCCCACTAAAGCT
CCTGCGGTGCTTCCACAATTGCCCCAGGGCTTCCACAATCTTTACACACACATTGAGTAT
GAATGTGTGTCTCAGTACTACCAGCACTCTGGAAGCTCACGCCGCACCTGCTTGAAGACA
GGAAAATGGAGTGGGCGCCATGTCTCCTGTTCACCAGTGTGTGGGAAGCATGCAGCCTTT
GACCCAGAGAGGCCTGAGGAAGCTCACTGGCCCTGGCTGGCAGCCATCTACCGTTGCCCC
ACTAAAAACACAGAGACTAAGGTGACCAAGACAGACGGCAAGACCGAGTCTCCAAAGAAG
GGCGGTTGTGGAGGAAGTGACAACCTCAATCAGGCATCTGACTGGCAGCTGGTCTGCAGT
GCAGCTCTGGCCAACCAGAGGAGCTTGGTGGTTGCAGCTCACTGTGTGACAGAGCTGCGA
AAAGTGTATCCTGTGGATGCTGCCACAGTCAGCGTGGTGGTGGGAAAGCACTATCGGGAT
GACCACAGGAAGCAAAAAGGTCTCCAGTGGC
>McF0039H15-MGRbd1
TTGGCTTTGCATCGCTGGCTGTGTGTAAACCGTTACCTGCTGCAGCGTTTGTAAGCTTGG
ACTGTCAGGGCTCACCACCCTGTTTACTTTATGCATGCTAAGGATAGTTACACATGGCAA
CTGGTATTGTTAAGTGGTTCAACGACGCTAAAGGCTTCGGCTTCATCACTCCGGACGAAG
GCGGCGATGACCTGTTCGCGCACTTCTCCGCGATCAATATGCAAGGTTTCAAATCGCTGA
CCGAAGGCCAGCGTGTAAGCTTTGACGTCGTTCAAGGCCCGAAAGGCAAGCAAGCCTCCA
ACATCCAGAAAGCCTAAGCCTGCGCTAGCTGATGGATGTAGCGGAAACGCTGCTGACAAA
AACCGCATCAAGCTGATGCGGTTTTTTTGAAAAAAAAATACAGGAAAACAAAAAGATCAA
ATAGAACCAAAAAGAGGAAAAATAAACAAAA
>McF0039I06-MGRbd1
TTATTAGACAAAAGCACCGAGCTGACAGCCCTGGCCGAGCGGGAGAACTTCCTGCCTGAG
GAGGCCATAGCCCCGGAGGAGAAGGAGAAGCCGGTGACATTTAAGGAAATGGTCAAAGAC
TTTGTTCCGTCCTTGAGGCGACTCTTCAAGAACAGCATCTTCTCGTTGATGATCCTCACT
AACCTTGTGGCAGTCAACGGTTTCATCGGGATGATCACCTTCAAGCCGAAGTTCATGGAA
CAGACCTATGGCCAATCAGCATCCAGGGCCATTTTCCTCATAGGCATCATGAATCTACCA
GCTGTGGCTCTGGGCTTCATCACAGGAGGTTTCGTTATGAAACGCTTCAAGCTCGGGGTC
GTCGGCGCCAGTAGGATGTCCATCAGCGCCTCTCTTGGAGCCTTTAGCTTGTTTGCTGTT
CAGATTTTCTTGCACTGTGACAATGCAGAGGTGGCCGGTCTGACTGTGTCCTATCAAGGA
GCTCCACAAGTGTCCTACAGCCAACAGACTCTTACTGTCACAGTGCAACATGGGCTGCTC
CTGCTCGCTGAAGCACTGGGA
>McF0039I07-MGRbd1
GCGCGCGTAAACCCGGGCCTTATGGCCGGGGGGGAGTAGGAGGAGCTTCAGCCCTGCGTC
GGGGCTGCGTGAGCGTGCGTGACCAGGCTTTGTCCGGGAGAAATGGCTGGCATTAAAGCT
CTCATCAGCCTGTCGTTCGGGGGGGCCGTGGGCCTCATGTTCCTCATGCTCGGATGCGCG



CTCCCGGTATACAACAAATACTGGCCCTTGTTCCTGCTCTTCTTCTACATCCTGTCCCCC
ATCCCTTACTGCATCGCCCGGAGGATAGTGGATGACACGGACTCGGCCAGTAACGCCTGC
AAAGAGCTGGCCATCTTCCTCACAACAGGCATCGTCATCTCAGCCTTCGGCCTGCCCGTT
GTCTTTGCGCGGGCTGAAGTCATCGCCTGGGGGGCGTGCGCGCTGGTGCTGACGGGGAAC
GTGGTCATCTTCGGGACCATCCTGGGCTTCTTCTTGGTGTTCGGCTCCAACGACGACTTC
AGCTGGCAGCAGTGGTGAAGGCCGGCGCCGCGGCGTCTGAACTGTCTGTCTGAAACCCCC
CAGTATTATTTTGGTACTGCTGCTGCTGTTCTTATTTATTTGATGGCCTCTCATTCATAG
ACCTGCAACCAACCAGTGCAATACTAAGTTATTAAT
>McF0039I21-MGRbd1
GCGTTAAACCCGGGCATTATGGCCGGGGGACAAGTTCCCGTCCAGCCAAAGATGGCTGAC
ATCGCTCCGTTGGCAGTGAAACGTTGCGAATCGAGCTCCCTGTGCTCAGTGAGTATGGAT
ACCATCTCCTCGCTGACGGAGCTCGAGGATCTGGAGAAAGTTTACCAGCAGCTATGCGAA
GAGGAGAAAGGAGTAGAAGCTGAGCTGGACAGGCTAGTTGGTCAGGAAGCAGCAATTCAT
AAGAAGATGCAGGCACTGCAGAGAATGGGACCTAGTCTACAGCTTATCGGAAGCGATGCC
AGTCAATTATCAGGCATGATCACCTTTACCTGCAGTCTGGCAGAAAATGTCAGCCAAAAA
GTCAGACAGTTGGACCTGGCAAAGACACGGTTATATAATGTCATCCAGCGTGCCGATGAT
ATTCTTGATCTGAAATTCTGCACAGATGGAGTGCAGACCGCGCTGCGCAATGAAGACTAT
GAACAGGCTGCTGCACACATCCATCGATACCTGTCTCTGGACCAGTCGGTTATTGAGCTG
AGCAGACAGGGAGAAGAGAGTATGATGCCCCCTGTTCTGTTTCTCTGAAGTGGGACAGGC
TTAGTTAGCTGAATCAATGCCCAGATCCCTTCTGCAGTTTTGTCAAAGTCAATCATATAA
AAAATAGGAATTGT
>McF0039I22-MGRbd1
TAAACCCGGGCATTATGGCCGGGGGAGCCTTTGAATCTACCTCTCCCCTCTTCCTCTTCC
TCCCCCAAATCCTCCTCAACCTCACCATCTACACCTGATTCCCCTGCAGTCGACACAGCT
CCTGCCCCCTCTCATCAGAAACCCCCCGTTAGCCCTCCAGCCCAGTCCCACAACCAAACA
TCCAACCCCGTCCCCCTCCTCAACTTGCCCAGTCCTCGTCCCCCAATCCTGTCCGGTCCC
ACGCCACAGAGACCGCCGCTGCGAGCCCGAACCCCGTTTCAAGGTCTCTCCAGGGGCGGG
TTCCGTGGCGGGAAACATGCTGGCCCCTCATTCTCTGGAGGTTCCTTCCACGGGCAGAAG
AGGCCTTTTCTGCCCCCACGCTACTGAAGTGTCGTCTATGAAAACCGAATGAGAAGTCTA
AGCCACACAACTAAGAGTGCAGTGTGTGTTAGCCCTGCGGGTATGAGCCCACATATCTTT
ACTCTGTTCAATTAAAATGACGCTAGGCTGTGTAAATAACTGATTTCAGCTCCATGCTTC
AGTTTGGTTAGCAGCCGTGCTACACCGCACATAATGTAACAAAACAAAAACCTTCTTTCT
TCTATTTTTCCACATACCGTACACAAGCTAGTTAGATAAAAGTGTGAACTACACAATAAA
ACATAAAT
>McF0039J02-MGRbd1
CCGCGTTTAACCCGGGCCTTATGGCCGGGGGGGGCACTCAGGTCTGTCAGGGAGCACAGA
CCTACACATACACACACCTAGACACTTGTCGCATTCACATACAAACACGCACCTTTTCAC
ACATTTCACACCCTCCCATTTTAAGGCACCCTGTGCGACCTCTCACCATTGGCCA
>McF0039K11-MGRbd1
GAGCCGCCGTTAACCCGGGCATTATGGCCGGGGGTTTTTGTTGTTTGTGTGCATCTAGGT
GGAGCAGGTGAGTCAGCTGTCGGCCTTTGTGGATTCTCTGCTTCAGTACCACCAGGAGGC
CACACAAATCCTGCAGGAGCTCAATGGCAGGCTAAAAGAGAGGGTCAGTGATGCTCAGTC
CCGTCCAAAACGAGAGATGCCCAAAAAAAGACAGGAGTCCTTTGAGTACGGACACGAACA
GGATGACTCAAACGGAGGATATTCACCCGCTGCCATAAACCCCCCAAGTTATTCTGCTGC
CGCCCAATATCCGTCCTTCCAAAGACCGTCTGTCAAGAAGAAGCCAACAGACCCCTGTTG
TAAAGCCATGTACGACTTTGAGCCGGAGAATGACGGAGAGCTGGGCTTTCGTGAGGGGGA
CATCATCACCTTGGTCTCTAAAATCGATGAGAACTGGTATGAGGGAAGGCTTCAAGGAAG
ATCTGGATACTTTCCCACCAACTATGTGGAAGTGATGGTGCCCCTGCCATACTAAAGGGA
ATAAAGCAATAAAGAGAACGTCACTAAAAACCAATAGGATGATGGAAGTTTATAAATGCC
AACCAATAGATCCTGTTTTTTTACTGCAATGAAAGTGGNGGGAA
>McF0039K13-MGRbd1
CCGCCGTTAAACCCGGGCATTATGGCCGGGTATGAACCTGGCAGTTAAAAAAGGAGCCAA
CTGTCGGGAAACGAATCACACGGTCCCAATAATAGGGATCTTTGTTACAGGGCAATAATC
TTTGTCTCATTAAAACTCTAAATTTGCTTTACTTGGACTTTTCCTGTACCCCTAACTATG
TTTTATCTGTGAACTGTTTTTATTTTTTTAAATCCAGTTGTCTGTAATCTATTGTTAAAC
AATTAAAATGCACTTAGCTACTATTTCCTCCACTGAAGTGGCACAAGAACGCATGAAGCT
TGTTTAGAGTTTGCTGGATAAAGGTGGAACGACAAATGTACTTAAACGTGTACACAAGCG
GTAGTGGTGTTTTGGAGGCCAAAGGGAAAGGTTTTCAGCTGCACGTGAGTCCTATGAACG
CAGAGTCTTCCTGTTGGTCTGGAGCAGGCCTCGGCAGGGAGGATTGCCTCCTAAACGACC
CATCCTCGGTCGTTTGCTTCACGATGTCAAGGTCACTATTTAGATGTTTGAATCTAACCC
ACGTTTCAGCTTTTCTACTATTTGGTCTCAGTGAGATTTGTTGAAACCCCTTTCTTGAAG
CCCCTCTTCTATTAGCCCCTTGTGCTATCTTGTGG
>McF0039K14-MGRbd1
TCCCACAGGTGTGCTGCCGCCAAAACAACTGAGACTGAAACAAAACGCAGGCGCATACCT



GGAAATTACCATGGGACTCTGCACCTGGGCGTGGAGAAACTCCCGGTATTTCCGATTTGA
GACCCTTTTGTGGAGGAGTTAACCTCGTTTCTGAGCGCTGCCTGAGCCGGTCTCCAAGTA
TCCCGGATTTCTCCAGACAACAGTGCCTTCCTGAAAACATCTCCCAGGACGCGCACGGAG
ATGTAAACTTGCTGAGGGGCGCCTTTCTTTCGTAGAAGAATCATTTCATCTGAGGGGGGA
GATTCTTCTTCTTCTTCTTCTTCTGTTCGCTGTTTGTGCATACACTCTCGCTCTTTTCCC
TACAAGCTGATTGATGACATGGGAGGAACACGCGCCCCATTCCCAAAGACCCACTCTTTC
TTGTTCTCGGTTCAGATGTGCTACAGTTGGAAGCATCTGCCCAGTCACCCTCACAAGAGC
CGGTCTGTCACCGTCCACAGGCAATTACAGTGAGAAATGAGCACATGGACTGTGTTCCTC
ACTTTTGGACAGTTATG
>McF0039K18-MGRbd1
CTCCTCCTTAGGACAGCAGTTGACTTGAACCGTCTGGTTGGACGGGTCCACGTCTCCGTG
GTTGTTGTTAAAAAGAAGACCTTTGATCTTTTTAACAGGATTTGAGCTCTTATTCTTGGT
TTTCAGCAGCTTTTATGTCAACTTGTTCTTGGATTCTCTTATTGTGAAAGGACCCTTCCT
GTTTTCAGGCGGAGATTCCCGGCATCATGGGTAACAAAAGATGGTAGATTCTGTTAGACA
GAGAAGTTTTGTCAGCGAAGACGTTGAATGTTTTTATTTTCTGTCTTTTTCTTCAGATTT
TTTTGTAAAAGTGCCGTAAAAATAAAAGCAGGAAGTTTTTCTTCTGTGAACCGAAACGGA
TTTATCCGACAAATCCTGAGGAAGATCGCAGACGATCATCTTCCATGTTTTCATTAATGA
ACCAGAAATCTGCTGAAGAAGCTGTGAAAGGTCCTTTGAACATTTGGAAAACAAGCTTTT
GCCAA
>McF0039K21-MGRbd1
GGCAGGCCAGGATAGTGAAGATCATCCCCAAACTCAACGAGGAGAAGCTGATTGAAGAGT
TACTGGCCGCCAACGATGAAATGAACACTGCCTTTACTCGCTACCAGAGGTTTGAAAAGC
GAATAACAAACGGGCAAGGCTCCGATCTTCAGAGCCACACCTACATCAACCTTGCGGATC
AGGACGGGAAGAGCGAGACGGTCAGCCGGTCTGGCATTGCCTCTGTGAAGAGCGACAGCT
CCCT
>McF0039K22-MGRbd1
TAAACCCGGTCATTATGGCCGGGGTGGCTTTTTGTAAAAGTGCTTTGTTGCTTTACATTA
GTGTTTGACTGATTAAAAAAAAACGCCTTTTTTTTATAATTTAACTTCTCATTAATCGCC
TCATCATTAGAAAGCCGGATTCGACAGCAATTGTGGTCACAGGTCAAAGGAAATTATAAT
TTAGCATACAGTTGTGACGCCATAGCTGTGTGTGCAGGTAGCATCCTTATAATCTTAATC
ACAAATACACTTAGACTGGGTCATTAATTCAAATATATATTTATTGTGCATTACAGCGAT
GAGTGCAAAAGTTCGGCACATTATGGCCTACGAAATACCAAAGTGTCTTTAGTACATTTT
TTTTCTCTTCTCCCAAAACGAGATATCCTAAGCACCTGTATAGAACTCAAATCAGAAATC
ACTGTTAAGTTATGAAAACTCGTGCAGATGTTTTACGGTAGTCTCTTGCACACATCTGCA
GATTTTAAGAGATGAATATGCACCAAGAGAACACCTGGAAATGTGACTATAAAGGTCAAG
CTATTGGTAAAAGGGAGATATTGAGAACGACCAATTAGTTCAAAGGAAATATTCTAGTTT
TATTAGCCATCTGTGTCTATTTTGTACAGTTACAA
>McF0039K24-MGRbd1
AAACCCGGGCCTTATGGCCGGGGAGACATCAGTGGACAGTACTGCAGTAACAGTGTGGTG
AAGAACAGAAATCAGCCAAGATGTGTTGCTCCGGCTTTCTCAAAGTTATGATGTTCATCT
TCAACGGCGGCATCTTTCTAGCAGGTGCTGGCTGTCTGGGTATGGGGATTTGGTTGAAGG
TGGACAGCGGTTCTCTCCTAGGATTACTGGAAGGCATTGAAAATGGGGACGGGCTGGACC
AACTGGTCCATGTCGCCTATGTGCTCATCGGGGTGGGAGCTGCTCTCGTGATCATCGGCT
TCCTGGGCTGCTGTGGAGCCGTAAAGGAAAGCAGATGCATGCTGCTGACGTTCTTCTGTA
TTGTGCTGGTCATCTTCATTGTGGAAGTTGCAGGTGCCATTGTGCTGTTTGCTTTTGACG
GATTGGCTGATAAAATCCTGGATAATGTGGAGAATGAGGTGCGCTCAAAACTTCAGACAG
AATTTGGGAGAGATGAAAGTCTGACTTCAGTCTGGGGCTCCACCATGGAACAGTTCAAGT
GCTGCGGCTACAGG
>McF0039L07-MGRbd1
GAGCGGCCGTTAAACCCGGGCATTATGGCCGGGGGGGTCTCTGGCAGGCAAAATGAGGTC
TCTGGTGTCTGCATGTTGCTTTCTGTCTCTCCTGGCTCTGTCGGCTGCAGAGTCCTCCGT
TCACGATGAGGAGGTTGTGATGCGCCTGCATCTCCAGCAGCCAGAAGGAGACCACTTCTC
CTGCAGCTGTGATGCAGAGGAGAAGCCAGCCGGCCAGACCTCCTCTAATGATACCCCGGC
ACCAGAGAGACCGATGTGCCAGCCCTGCAAACCCTCCTTAGCCTCCACAGACGAGCCTGC
TGTCCCCTTTGGGGGCGACGAAGAGGACGGAGAACCCGCCCCTGAACATGACCTTTCTGC
AGAAGTGACTGCCGCTGAAGGAGAACACCAAGAGGTGGTGGAGGAGGACGGAGAGGCGGC
ATCAGATGAGCAGGAGGATTTGCTGGAGGGTGGCAATATGAAGCATGAGGTATTTGAGGC
AGCTCAACAAGCCAAAAAGACGGAGGAAGAGGAGGAGGAGGAGAAAA
>McF0039L08-MGRbd1
GGGAGTGTAAAATGGCAGAGCTGCAAAGCTGGACCGAAGTTTTGAAGTCATCGAGAAAAA
CGGCGCTCATACAGGGTGGTAAGCGGAAGATCCACTATCTCTTCTCTGATGGGAAAGAGA
TGGCAGAAGATTACGACTTGAAGACAGACGAACTTATTATGCGGAAATGGCGCCATAAAA
GCCCACTGGGAGCTCAAAGCCCCTGGCAGGTGGAGGTTGGGGAGCCGCTGGTCAACACCC
CGGGATCTCAGGACTCGGACATAATCAGAGAGAGCTGCTCCAATCCTGTGTTCATGAGAA



AAGACACCAAGAGCAGTTTTCAGTGGAGAATCCGGAACCTCGCCTACCAGAAAGATGTCT
TCAGTGTTTTTGTGGAGCCGTCTGAAAGATGTGTCGTCATAAAGACCTCAAACAAAAAGT
ATTTTAAAAAGTTCTGTATTCCTGATCTTGATCGATGTTGTCTGCCTCTGGAGAGCGCCG
CCCTCAGCTTCACACACGCCAACAACACGCTGATCGTCAGTTACAAGAAGCCNN
>McF0039L14-MGRbd1
GACGATGGACGTGTGGATGTGTGTTCTGACATTCAGACGGATCCTTCAGAATCACTAAAT
CTCCATGGGAATCAGAAGGTTACGCCTCCATCACTGTCATGCATTAAGACAAAGTGCCTT
CATTAAGAAGATCTGCCCAGAAGAAGAATGGAATAGTTCATCCAACAATATAGGAGGTCT
GCATCAAACTGTGGTTTATCAAAAATGAGCCAAATGTTTCCCGCTGTAAATTCGGCGATT
TAGCAAAAATAAATTTCAGACTTTTAGTCTTTAAATTCTATGGAAATGACTTTGGAAATC
TCTTCTTCAGCATCCAAACCTCTGAGGTAAAATCTTGAGTTGAGGTCGTCACTTTGTGTC
TGTCCAGCAAACCCGAGCAGGAGTTTGCCGTGGCGTTGACTTTTCAAAGTAAACTTTCTG
AAAAAAATCAATTCAGTGTCTCACTTTTCATCCTCAGTAGCTCGTTTTCTTTGTTCTTGT
TCTTGTAAAAATGTGTTTATGTTGTTATTCCATCATTTTTCTGCTCAAATACTGAAAAAA
AAATAAAGATGTTAGAGTTCTGCTAAAAAAAAAAAAAAA
>McF0039L15-MGRbd1
GCCTTATGGCCGGGGTGCCCGAGCCCAAGAGGGGTAGCGCAGACCAGATGGGAGGAACCA
TCATGGCCAGAACCTCCTGGATCTGCGACATGAAAGCCCTCGCCAAGAATCGGAGTTACG
TGTTCTCCTCCCTGGCTTCAGCCTCAGTGTCATTTGCCACCGGCGCCTTCGGCATGTGGA
TTCCCATCTACCTGACCAGAGCGCAGGTGGTGCAGAAGACTGTGGATGACTGTACAACAG
ACGTTTGCAGCAGCACAGACAGCTTCATCTTCGGGGCGATCACCTGTGTGACTGGGCTGT
TGGGCGTGGTCATCGGAGCTGCCACCACCCGCTTCTGTCGACAGAGGACGGAGCGAGCCG
ACCCGCTGGTGTGTGCTGTCAGCATGCTGGGCTCAGCCATCTTCATCTGCCTCATCTTCG
TGGTGGCCAAGAAGAACATAGCTGGAGCCTTATGTTTGCATCTTCATTGGAGAGACGCTG
CTTCTTGTGAACTGGGCC
>McF0039M01-MGRbd1
GGGGGGCGGCACCTAGTCTACAACGGAGACTTTGTTGAGTTCGATGTGGACAACATGTCC
CCCATCCAGAAGGTCCACGCTTTCCTCATGAACGACTGTCTGCTGATCGCCACCTGGCTG
CCCAACCGCAGAGGCACCGTGAAGTACAAATACAGCGACCTGTACGACCTGGAGAGCTTC
GCCGTGGTCAACGTCAAGGACAATCCCCCCATGAAGGACATGTTCAAGATCCTCATGTTC
CCGGACAGCCGCATCTTCCAGGCAGAGAACAGCAAGGTCAAGAAGGAGTGGCTGGAGATC
CTTGATGAAACCAAAAAGAACAAGGTGTCTAAGGACAGACACAAGAAGGAAGAGGAGGCT
CCCACGTCCCCCATCAGATCTGAGGTGTCCACCAACCCTTTCGACCTGGAGGACGAGGAC
CCAGCAGATGCAGAGGAAAGCGCAGAACTTGGTATCGAGTGGATTCAGGAGCTCCCCGAG
GACCTGGACGTGTGCATTGCCCAGAGGGACTTTGAGGGAGCCGTGGACCTGCTGGACAAA
CTGAACGAGTACCTGAAGGACCAGCCCTCCACTCAGAAGGTCAAGGAGTTGAGGTCCAAG
GTGGACGAGCGGGTGCGACAGCTGACTGAGGTGCTGGTGTTCGAGCTGTCTCCGGATCGG
TCACTCCGTGGTGGACCTAAAGCG
>McF0039M04-MGRbd1
GGGGCTGAAAAGGAGGTGGAGCTAAGCATCACCAGGCTCGCTCTGTGGGCGGCTTACTGT
GACAAAGTGCAGGGAGGATCTCTGCCCATGCCAAAATCGGGCTCCGCCCTCTCCTTCCCA
GAAGCCCTGGGGGTTGTTGGGGTTGTCCTGCCCGATGAAAGCCCCCTCCTCTCTATGGTG
ACGCTTCTTGGAGCAGCGATTGCCTCGGGAAACGCTGTCGTCATGGTTCCCAGCCAGAAG
CATCCACTGCCCACCATAGCTTTCATTCAGGTGCTGCAGTCCTCTGACCTACCAGCAGGG
CTTGTTAACGTTGTGACAGGAAGGCGAGACCAGCTGACGGTGGCTCTTGCTAATCACAGC
GTCATCAGGTCTATCTGGTACTGGGGGAGCGCTGAGGGATGCCGGTACCTTCAGTACACG
TGCACCCGCCCCCTGAAAACCCTGAGGCTGGTGAGCCAGGAAGGCCAGGACGAAGGTGTG
GACTGGACTCAGGCCAGTCCATCGTTCTTGGAGGACCTGTGGAGGAACGCCGTCCAGTGG
AAGAGCGTGTGGATCCCCACTGCATAATGTGACAGTCGAAAAGAGGTCAAAGGT
>McF0039M07-MGRbd1
GCCGTTAAACCCGGGCATTATGGCCGGGGATAGTAAAGCTGAAGGAGGACGGTGAAGGAG
AGGCAACTTTCACTCTGAGTCTTTCGCAGTAACTTTATGAGGAATTGTTTTGCATGGCTG
CAAGGGCTTGAACGCCTTCAGTTGCGCGCAGTTGGATATTGCCAAATTGTTCTCCAAGGG
TCAGCCTGCTCTTTTGGGGACTTTTACACTGTTATGGACTTCATGTGCCTTGACTTAACG
AAAGACTGAGAGGACAGACGGGAGTAAGGCACGCTCTGTCTTGGTTTACGTTGTCGCCAT
GTCAATGCTTCCGACCTTTGGTTTTACGCAGGAACAAGTGGCGTGTGTCTGCGAAGTCCT
CCAACAAGGGGGCAACATCGAGCGGCTGGGACGCTTCCTCTGGTCGCTCCCGGCGTGCGA
GCACCTCCACAAAAATGAGAGCGTCCTCAAGGCAAAAGCCGTTGTCGCGTTCCACCGGGG
CAACTTCCGAGAGCTGTACAAGATCCTGGAGAGCCACCAGTTTTCCCCGCACAACCACCC
GAAGCTGCAGCAGCTGTGGCTCAAAGCGCACTACATCGAGGCGGAAAAGCTAAGGGGCCG
CCCGCTGGGCGCAGTTGGGAAGTACCGCGTCCGGAGAAAGTTCCCTCTTCCCCGCTCCAT
CTGGGACGG
>McF0039M09-MGRbd1
CACAGAACAGTGAGTACAGCTTTAAAGACCTTTTCACGACATATATGTGTTTGAATGTCA



TTGCAGTGAAGTGGATTGTGAAGTTTGATCTGCTAAAAATAATATAGAATTACTCAGAAA
AAAGGACATCAGGCCATTTGGACCTAATTGTTGAGCCCAGGGGATGCTGATGATGCAGTA
TGGGAGATTATGGATGAACTACATTTATCTTATTCTGGATTATGGGCCAAAAAATACCTC
ACAGACACTTTGAAGTGCCAGATTATGTGCTTAGACAAAGGAGACGGTGCAGGGGAAACA
TCTAGAACAGAGGACTCTGAGCCTTTGCCAGCAACTTTAGATCCCTGGGCTCAAGGATGC
TTGCCAGTCGTGAATTTTACACACGAATTTCCCTGCATGTCACCACAGGAGGATGATTCT
GACTCTCATCAAGTCCAAATCAGGTCAAGTTGGCCAGTCAGTGAAAGGCTGACGAGCAGC
CTTTTGTTGACCAATGAAAAAGGCATTATCTCCTTAGGAGACCCCAGTGGGAGAGCATCT
CCCACTGGTTGCACCCAACCACAGGATGTTCAGATGGATCAGATCCAAGTTCAGACAGAT
CCAAGTGAGAAAAAGCTTTCTAATGCT
>McF0039M11-MGRbd1
AGGCGCGTTAAACCCGGGCCTTATGGCCGGGGGGAACCGAGTGTTTCTGAAGGACAGTCA
GATGAAGGATGGAGATCTGTCTGTGGTTCTGAAGAACGTGACCATGAATGACACTGGAAC
ATACCAGTGTAGAGTTAAGGTAAAAACCAAGAGATCTATTTTAAAAACTCCTCCCATCTG
CATCATCCATCTGTCCGTGGTTCCTCCAGGTGATCTGTCTCCAGGACATGAAGGAGGACT
GATTGCAGGAGTTCTCGCTGGGCTTGGTCTGTTTGTTCTTGTTCTTCTTCTTATTCTTCT
TGTTGGTCTCTGGATCTCCAGGAAGAAAAAAGGTCCAAACCAAAGTTCCAGTGGTTCCAA
CAACCAACAGAATCCTGAACAGAATCGTCTTAAGTCAGATTCAGATGCAGAGAGAAAGAC
AACAAACTCAGATCCTTGAAGGTCTTTCCTGTTCCTGAAGTGGATCCTCTCTGCAGTTCA
GACTCTAGAACCTTTCAGAATAAAAGTCCAAAGAGTCCAAAGGTCAGAAGAAGCAGAAGT
TGGATCTTCATGGATGCTTTGTTCTAGCATGAATGCTGCTGCTCACTAGAGAACATCAGA
ACATCTGACCCAGAACCTTCTTCCTGCTGG
>McF0039M13-MGRbd1
AAGCAGACAAGAGAACCGCCGTCGTGCCAAAGATGAGATCACCAACATGGAAGAGGAAAT
GGCCATGGCACAGGAGCAACTCCGCACGCGTCGAGAGGAGCAGGAGAAGAAGAGCAACAT
GAACATTGTCAGGGCAGTTAAAATCTGCACCCCGGGAAGAAAAGAAGAGGCCCCCATGAC
ACCCAGACGCACCCCGGCTCGCTTTGGACTTTAAAGCTGGCTTACTATTGGTCAACACCA
GCACATGACGAGTCCACCTCCGGCTGCCACTTCCTTACAACTGCAGTTTGTTAACCGACC
ACTAGAGTGAGAACTTGTATAAGGCACAAATTCAACATGAGGCCATTGGAACGCCTCGCA
CCACCTCCATCAGCTTCTAGATGTCCCCATGATACATTTAAAGAAATGTTTTATTTTTTT
ACATTTAGTGATCATTGCAAAAGATTTTACATTTTTTAATTTGAGCCAAACAAGGCTCTG
AAGCTGTTCCTAACTGGTCACCTAAAAAGGAATATTTGTTATGCATCTTTGTGTCCTTGC
ATTTACAGGCTGTGCCCCTACAGGCGGAAGCACCATTTAAACTGTACTTGTGGTAGAAGT
GTGTATTGATTCTTAAGTTGAGTTGTAAAACACAACACACTCGTGCAAGCTTAAGATATT
GACCTTTAGGT
>McF0039M20-MGRbd1
CCGTTGAAACCCGGGCATTATGGCCGGGATAAAATTGTTGTTAAACACACAAATTCTGAA
GAAGAAAAAAGTTTTTATTATTAAAAGTTTTTGTAGTGTTTTAATGGGAAATATATGAGT
GTAAACAATGAACACAACTTGTTTTATTTGAACATTTTTTCTGCCAATTACTGTATATGC
AAAGAAGCTAGAACTTAGCATGCCAAAAAATTTGACACAGTGGTGCAGTGGTTAGCCCTC
TGAAATGTCCTGGTTCAAATCCCAGCTAGGACCTTTCTTGCATGTTCTCCTCATGCATGT
GTGGGTTTTCTCCGGGCACTCCAGCTTCCCCCAAAAAAACACGCTTCATTGGTTGATGTG
TGTATCTCAAAAATGTCCCTAAGTGTGAATGTGTGTTGTTTGTGGTCCTGGTGACCTGTT
CAGGCTGGACCCCGCCTTGACCAAACAGTGGCTGGGTTAGCGCCAGCAACTCTGTGACTC
TGAAGGAGATTCAATGGGTTCTAAATATGGATGGACTGGTTCTTCTCTCATTAAGTTAAT
AATCAAAAATGGCAACACCAAAA
>McF0039M21-MGRbd1
TGACCCTAAAAGTCAAAGACAATAGCTTTTGTTTAACACTACATTGATGTTGCAGCAAAG
TTGCAGGAATACTCTGATAGAGTATTTTAACACAGGAAAAACATTCAAACCCATATACCA
TTTGAATTATAGCATCTTCCTTCCCTCAAAACAATAAAAACAGGTCATCTGTGGCGCAGT
CGCATTTTATTATTGTACAAAAGATCCACACAGCAAACAAAGGTGACTTCCGTTGCCTTT
GTTTTCAGCTATTAGCTACTGAAGGGAGGCACGCTGTGACTGATGAGTAAAAACACACAA
GGATTTAGTCTTATGATGCATTTAAGTTTATAAAAGGTTAGTTTTTCTTTGCAAAAACTT
CTAAGCAAACAAAAACATTTTTAAACGTTGTGCTCATTTCCTGAAATCCATTGGAACATC
TGGGTTTTTATCCGACATATTAGATGTTAAAGTAGCAGCACATTAAACGTTGGTGTTAGT
TGTGGGTGGTTGACTTCTACCAT
>McF0039N03-MGRbd1
GGGGACTCAGAGAGCTGCTTGTCAAGCATCAAGTGACACAGGAACCAAACAGACTGTGCA
GTCCTCCACACCTAGACATCAACCACCACATCTCTCAGTGTTTAAGTTCCAGTCCACAGG
GTTTGGTCATGGCAGCACAAGTGATTCCCCCGGAAGAGTTGGAGGAGCTGAGAGAGGCCT
TCGCCAAGATTGATGTGGACAAAAATGGCTTCATCACCAAGGACGAGCTGAACGAGCTCT
TCAAGGCGGCTAACTTGGCTCTGCCGGGATACAGAATCCGAGAAATCATCCAGGAGCTGA
CCAAGACCAGCAATCAGCTAACCTTTGAGGAGTTCACTCACGTTGTCCATGGACTCAAGA
GCACTGAGGTGGCCAAGACCTTCAGGAAAGCCATCAACAAGAAGGAGGGGATCTGCAGCG



TGGAGGGAACCTCAAAGCAGTCTGGCACTCAGCATTCCTACTCAGAGGAGGAGAAAGTGG
CTTTTGTAAACTGGATCAACAAAGCCCTGGAGAAGGATCCTGACTGTAA
>McF0039N09-MGRbd1
CCGTTAACCCGGGCCTTATGGCCGGGGACAACATTGTGGCTTTTAAAAGGGGACCGTTTG
TTTTTTCGGATAAGCCTTTCAGGAAGCAGAAAGTCAGAGGACTCATCGCCCTGCTACATC
TGCACCTCACAGTCTTTTTGGGATGTCTGAGGGAGATATTTCAGTGCTGCCATTCCCATC
TGCATCTCTGGATTTATCCAAGGAAGAGCCACAAAAGCTGACCAGGCTCTACAGTCAGAA
AGGAGGATATCACCTGAGGATTTCACTGGAAGGAACTGTGAACGGTGGACGGCAGGAGAA
CGACCCATATGACATCCTGAAGATAAAAGCTGTGAGTGCAGGAGTGGTGGTCATCAAAGG
GGAAGCCTCTGGAAGATACTTGGCCATGAGCAAGAAAGGACATCTGTATGGATCCCAAGC
ACTAACCGATGAGTGCTACTTCGTGGAGAAGTACGAGGAGAACAACTACAACACGTATCG
CTCTCAGAAATACGGCTGGTATGTTGCTTTGAAGAAGAACGGCCAGCCCAAAGCAGGACC
TGACACCCACCAGGGTCAGAAGGCCATCTTTTTCTTACCGCGGTCTGCAGGCAATGTTTG
AAAGCAGAGACCAGCGAAAACTGTGGATTTAATTTGACAAA
>McF0039N12-MGRbd1
CAGCATTGTGTTTTAGCAGCATTTATTTCTTGGCGTGTTTCATTTTCACTTTAGATCCTA
AAGTCTGAATTATTGGATATCTTGGTCTCGTGAACAAGTCACATTTGGCTCACAAGGTAA
CGAAGAGGAACTCGTCAGCTATGGTTGAGTCCCAAGATTCCTATTAGCCGGTAATTGAAG
CTAGTAGCTAACTGCTAAGCGTTAGCTCAGAGCTTTTCGCCGGTACAGGCGAGCCTCTTT
GTCTGACAGGAGAAGGCGTGCTCTTTTGTTAGCCTTTTCCCCACTCAGAAAACAGCATTT
ATCGGGTTCTATTTTCACTGATATCTGCAATTCTGAGCGTTTTTGGAAAATGCAGATTGG
GAAAAAATACTTAACAGAAGGCCTAATTCAGTTAACGATCCTGCTTAGTTTTATAGGAGT
TCGAGTAGACGTCGACAGCTACCTAAGTGGCTACTATCCGCCTCTGACAGAAAT
>McF0039N17-MGRbd1
GGGAAAGAGAGCACTTATGACTGCAGGAAATGCCCACAAGACATTTTACATGAACATGTC
TTCTTTTAGGCCAGAGAAGAGACCAGGAGTCTACCAAAAAAGAAACTGAAGACGGACAAA
AAAGTCACCCTATCGGAGAAGTTGGAAAATCTACCTGAGGTCCAAAAACAAAAGTTGAAG
AAACGTCATGACCCCACCACATCCAAAGAGGCTGCAGAGGTCCTGAGGTTAGGAAGCAAA
TCCTTACACAAAATCCACAAATCAAGTGTGGAGGCAGGAAAGAAAAAGCTCAACAAGAGC
AGTAACGACGCACAGCATTTGCGCCATGACAAGAAACCAAGAAAGAAGAGCATTGCTGGC
CCACTGGGTTCACCACGCAACAGGCAAACTTTGACCAAACGGCCCTTATTAAAATTAGAT
ATCAGACAGCATCCAGTAGATCACTACATAAAGGAGGCCAAGAGACTTAAGCACAAAGCA
GACGCAGAGACTGATAAGAGCAGTAAAGCCTTGAACTACATGGACGCTGCCATGTTCTTT
GTTGAAAGTGGCATCGCTATGGACAAAGTTCCACACATTTCCATGTCTTCCTACACCATG
TTTGCAGAGACTGTGGAGCTCCTGAAATTTGCGGGGACACTTAAAAACCCAGTGGATGCC
TCCACTCCACCATCTGAAATGGATTTT
>McF0039N18-MGRbd1
GCAATAAAAGCAGAGAAGCACAGTCTGCTTTAACACTTGAGATCTTCTACAGGAAACAAC
TTTCTTTTTACATTTAACTGTAAATATGTATCTATTTTTAAAGTGATTCCAGTTT
>McF0039N23-MGRbd1
GCCGCGTTTAACCCGGGCCTTATGGCCGGGGGGGCTGTGGAGCCTTTGGTGGCGACACGA
GACTCAAAGCTCTGATTCAGTTGATGGCTGCGGCCGAGGCTGGGAGAGACGTGGCTTACT
TCACATTTAAGGATGCTCGGCTTATGGCTGAGGTTCATAAAATGCACTCTTTCCTCTCTG
AAAGACAAGTCACTGTTGGGCAGCTGTACTGCCTTTTGAACCACTACTACAACGAGGTGT
GCAAGAACTGCCACACGGGCCGTCCTGATGTCAGTCTCTACAAATTTATATATGAAAAAG
TCACTCCTTCCACATCTTCTGACATCGCATTCCCCGCTAATGCTGCTGGGATGTCATCTG
GGACAAAAGGTCCTTATTAACTTCTCTTGTTTTGTTGTGAGGGTCTCTCTCAGTATTTCA
ATCACACTTTCTTTTGGGTTTGTTTTGTGCACGGAAAACAACCAAAACACAGTTTTGCCT
TTATTGTGGTGGTAATGCAAGAGCATCTTTTACGTAACCAGATATGGTCAATTTTTTCA
>McF0039N24-MGRbd1
GGCAGCGGACGTTGTATTCGTGTTAAAGGACAAGCCGCATCCAGTGTTCAAACGCGACGG
TTCGGACATCGTTTACACGGCTCGGGTCTCCCTCAGAGACGCTCTCTGCGGCTGCACAGT
CAGCGCGCCCACGCTAGACGGCAGGACGGTCACCGTCACGTCTACAGAGGTCGTACAGCC
GGGAATGAAGCGGCGGATCTCTGGGGAGGGACTGCCTTATCCCAAACGCCCTGACCGTCG
AGGGGACCTCATAGTGGAGTATGAGGTGAAGTTCCCAGAGCGGCTCAGCCAGAACACTCG
GGACACCATTGCTCGGGTTCTTCCAACATCTTAAGCGAACTGACGAAAGGACCTACAGGA
AGTTGCCAATTTGTAGCCTGACTATCTTACAGATGTTCAGGAAGGTTGATGATGCGTTCA
GCTCCTCACTGGCTAGAATTTTGGGGTTTTGACTTGAGTGACATGATATTTCCTGATAAA
TAAATACACATGGACTATGTGGAGAGGGTTTTTTTTTTTGTTAAGAGTTTCAAACATGAA
ACTATCTTTTTATTTTGAATGTTCTGAATTATAATTGTGGAGA
>McF0039O04-MGRbd1
GGGCAGGGGGCAGCATTGATGTACAGAGCTTTGAACACGCTGGTTTCAGATGCGTGTTCT
TTCGCCTTCTTCTTCTCCTCCACCGCATCTTTCTCCTCCTCCCACCAACTTTCCTGCTTC
AGAGACGAACTCCTCTTCTTCCTCTACCTTTACCAGCGAAGACACTACGCTCCCAAATCC



AGAAGACGAGAGTCTGCCACAAAGAAAGTCAAGACTCAGTGAACGACGAGACAAAAACAT
CCATTCAAGACTGAAAGCACAAAACCACCAAAGGCCAGCTTTTTAAGAAAAACAACAACA
CTCAAACAGAGCCAGAAAAAAGGCATCCAATCACTGGACGATTGATTAGAGAGCTGCGGC
TCCGCGTTTAGCTGCTCTGACGTTCAACACATTCAAGGACAATCTGCGTTTCGGAATTTC
TATCTTCACTTTTTGGAAATCACTGGATCAAATCATCTTATACTTGCATGATTCTGCTTT
TTAGTCGTATGAAGTGAATGAAAGTTTCTTCTTAACTAAACCATGTTTCAACCATAAGTC
TTGATAAATTCGTTTTTGTTGAAAGCACAGATTCTCCATAAAAGATTCACTGCAAGAGGC
TGCAGTAGAAGAAAGCATTTTATGAGACACTACCTGCATAGTTTATACATATGTACAGAA
TATTATTGATGCCTGAGCTATAATTTTACAGAGGGAACTTGTAAAGTCAGACTTTTTTTG
ATTA
>McF0039O16-MGRbd1
GTTTAACCCGGGCATTATGGCCGGGGGAGTCGGAGTGTGGAAAATATTGCTACGGCGACC
ACAACCATCACTTCTCTAGCGCAGCTCTTGGACCAGATTGGAAACATTGTCATAAACGAC
AACATTGCCCAGCAGGTGTCCAGTGCTGTCACATCTGTGCAGCTGGCTGTGGCTGAGCTG
GAGGCCGGGAACCTTGGCTTTGCCCTGCAGTACAGCAAAGAGGCCATCTTGGCGTCTGAG
AAAGCCTTTTTTGATCCTTCCCTCCTCCACCTCCTCTACTTTCCCGACGACCAGAAATTT
GCCATCTATATTCCTCTTTTCCTGCCTATGTGTGTGCCCATTTTGTTGTCACTGCTTAAG
ATGGGATCTGAAGCCAGACAACGGTACAGAGAAAAACAAGCCAAGAAGGACTGAGAGACA
CTTGAGCTGCAGAAATTTGAATGAACAAAAAAAAAAAGCACTGGTAAACAAACATTTTTG
TTTGTAGTTTTTACACGATAGTACAAATGCAAGCATGGAGGATTTTTTTTTTCCACCAAA
GTGATGTTTGAGG
>McF0039O17-MGRbd1
TATGGCCGGGGGAAGATGATGAAGATGAAGAGGAGGAAGAGAAGGATGTGGAGAAACAAG
AAAGTGGAGATGAAACTACCCCGAACAAGACAACAGAGAATGAGACAACCGCAAACGAGA
CAACCGCCAATGAGATAGGCGTCAATGACACAACCGTCGCTCCGGTTGCCACTGGGGCAG
TTGCTGTGGAGCAAGTGTCTTAACTGTAATTTCCTTAAAACATCTATTCTGCTTTGGTTC
TGTAATTACAGAAGGCCCAGTAGGTCTTAATTGCCTACACCGACACTCTTGAGAGCTTTT
CCTTTGCTTCAGATGGAAACATACTCCAGACTTTCACTGATATTCCCTCCCTGAACGTTT
GCCGCCACGTTTTCTTTGATTACCAGCAAAAACCTTGCCAGGAATTATACCAGCAACTAG
AAATGACTCCGCGTCTCTTCAAGAAAACAAAAAAAGCAGATCTAGCGTATTTCCCTAAAT
GTTTTTGTTAGGCCCTCAAAGAAGAATACCCACAGTTCAGCTGGTAGGTCCGCATCTCCA
AGGCACTGGTCCAACCATCCTGCTCCTGCTGTGTGTGTCTGCATCTGCTTGCCTCTCTGT
GCTACATTG
>McF0039P05-MGRbd1
GGGGCGTCGATTTTGATCAGAATCAGCTTGACATCTACGGGCAAAGTACACGGATGTAGA
AACCTTAATAACTTCTCATTTTGAAGTTGGATTTTCTGCTAAAAACATCAACAACGACTT
TATCCGTGTGACAGTCGTTTGTATTCGTTGCTGTGCGGCGTTTACACCGGAACGAGTCGG
ATTACGGGGGGGTGAAGGAAACCGTATAATCAAATCTCCCAGTCATGGATGTGGCAGATA
CCTGAGCAGAGGAAATAAGCCTGGAGACCGTCGTCTCCGCAGCCCCAACCATGACCAGCA
CCACCCCTGCCAAGGGGGACTACCACTGGCTTCGCTCCTTTGTTGCTGGAGGTGTAGCAG
GATGCTGTGCCAAAACTACCATTGCTCCTCTGGACAGAGTCAAGATTCTTCTTCAAGGCC
AGAGCCCCCACTACAAACATCTGGGAGTGTTTTCTACTCTCCTAAATGTGCCAAAGAAAG
AAGGCATCCTTGGATTGTACAAGGGTAACGGTGCAATGATGGTCAGGATATTTCCTTATG
GAGCAATTCAGTTTATGGCCTTTGACAAATATAAGAAGTTGCTGAATACACGAGTTGG
>McF0039P06-MGRbd1
GGGGGAACCGGAACTAGACAGGAGCGATGGCGAAGCGCCTAGTGAATTATGTGAGAATTT
AAGAGTGTTACTGCTTTATTTAAGATTTTAAAGGGAATTCGGGTATATTTTTTTAAATCG
GCTTTTTAAGTTTTTCCTTTTAAGGGAAGGATGAGTGCAGAAGCAGCAGACCGGGTGGCT
GCTGTGATCATCGGCCGGCCCAGCACGCCTCTTCAGATCTCCTGGTTTGAGTTCCTCCTG
GACAACAGCTTGCTGGAAAAACATCTACAGAAACCCAATGCTGACCCAGCGCCAATGCAG
CTCATCGTTCAATTCTTGGAGCAGGCATCCAAGCAGTCGGTAAATGAGCAGAATTTGGTG
CAGGCTCCAGCAGACAACCGCAGGAACCGCACCCTAAAGCTGCTGGCACTCAAAGTAGCT
GCACACATGAAATGGGATCTGGATGTCCTTGAGAAAGGGTTGACCATTCCGGTGTTGAAC
ATGTTGCTGAACGAGCTGCTGTGTGTGAGCAAAGTGCCGCCAGGGGTGAAACATGTGGAC
CTGGACCTCTCCACCCTGCCCCCCACCACTGCCATGGCTGTTATCATCTACAACCGCTGG
GCCGTCAGAACTATTGTGCTGAGCAGCTTTCCAGAG
>McF0039P17-MGRbd1
GGAATTTCAAGCTGATGAGAATATCCAAGTTCATTCTGGCGATGGTCGCCTGTGCTCTGC
TCGTCCAAGCCGCCCAGGCTAAGACTACCCCTAGTCTCGGACTTGCATCGTTCAGTGACT
TCGTCTTCAGTCACAATGTGATCGTCCTCAACTTGAACTTGCCATTCTTGACTAAACTGT
TCTGCAAAGATTCAAATGGAGTGGTCATTACTCTGTTCTCTCCAACCCCTACACCTTTCT
TGAAATGCCCTGCGTCAACCACACCAACCACTCCTGACCTTCCAGAAGGACCACTTCCAG
GCAACGGTGATGGTTCAGGCGACCCAACCGGCCCATAACCGGTTGATTCGGTGAAAAGAA
CGCGAGTTTCAACATCGTCATAAGGGCGACTCCTCGGTAAAGGCGACTTTCACTTCAGGA



GATGGAACTCGATGTTCTTAGATGTAACTCGAGAGAAAAGGCCGCCCTCACCACGTGGGC
CAAAGAAAAGCCGTCTCTCGAGTTCGGCCAAAAGAGCATAAAGTAATTTTGGTCCAACAA
ACCGCTTCCGAAAAAAANNAN
>McF0039P20-MGRbd1
GCCTTATGGCCGGGGGCACCAGGCAGATGTTGCGCCTTTTTGGAGCTCGTTTCCGCGCTG
TCAGTGTTTCCGTTTCCACCTCTGAGCCCAGATCGCGCCTCCACTCTCTCTTTTTTTGTC
TTTTTCCGCTTTATGGTGGCTTGCTTTGCACTCGATCAGGTCGTTTTTGCGCGTCGGGGG
TTTGAGGGGAAGTGGATCTTTCAACAATGGGGGACATCGAGGATCCGGACTCGAGCGGGG
CGCGCCAGCCCGTCCTGCTCTCTGTTCTCCCCAGCAAAGAGTTCGCCACCTCCAGGAAAG
GAATGCTGCTGATCGCTGAAGTGGGTCTTTCCTTC
>McF0040B06-MGRbd1
GCATTATGGCCGGGGAAGGAGAAGTAAAGAGACAAGCTGAGGAAGTCCAGAGCTCCAAAA
ACAGGAGAACACTTCAGCAGTTTTCCTTCCTGCACTGCAGGCACCCAGGCAGGAAGCAGA
AGTTTGGCAAACAAGGAGCGAAAATAGTAAAAATAAGAATTCTAGAGGGAAGGGAAACCA
AAAGAGAAGAACAAGAGGGGTCCTGCAGCTTGAGTGAAGGGCACGATGGATTCAGACTCA
GGGGAGCAAAGCGATGGAGACATCTCTGTAGGACAGGAGAGCTTCAACTCTCGGTCCTTG
GCCCTGCAAGCCCAGAAAAAGATCCTCAGCAAGATGGCGACCATGGTGGTAGCCAACATG
CTGACAGATGACACCAGCAGTGAGATCCTGGACGAGCTGTACAAGGTGAGCCGGGAGTTC
ACCAAGAGCAAGAAAGAGGCTCACAAGATCATCAAGGATGTTATCAAGATCTCCCTGAAA
ATTGGCATATTGTACCGCAACCACCAGTTCAGCCAGGAAGAGCTGGACACAGTGGAGCGT
TTTAAGAAGAAGATGAACCAGGCGGCCATGACGGCGGTGTCGTTCTACGAGGTGGAGTAC
ACCTTTGACAGGAATATTTTGTCAGAGCTCCTGTTGGAGTGCAGAGACCTGCTTCACAGC
CTGGTCGAGCAGCACCTGACCGCTCGCTCGCACGGGCGCATTGATCACGTTT
>McF0040B17-MGRbd1
CCCGGGCATTATGGCCGGGGAGAGGAACCATTGTAATGAAACTTTGGACCTTTATAAGCA
CAGAACGTATAGGATGTTGTTCAGACAGAGCAAAAAAGCATTTAAATCTGAGCCTATTTT
TAAATAACCTATGGTCTGGGCTGGTGCTGAGTTACTGATTTGTGGCAACCAATGATGCAA
AGCGTGTTTCTTTGTTGCATGTTGTTTCACAAATCACTGTTTATGGTTACCATGTTTAAC
CTGTTCAATGTTGAATTGTAGACCTGCTGTAGAGCGCTGGAATGTTACATTTGCCACCGT
TTTTGAAAAAAAAAAAAAAAAGTGCCAGTGTAATTTTTTTTCTGCTCGTTTTTCCCATGA
AAAGCAACATAATTGTGAGATTTCTTGTAAAACGGGGCAAAATTTGTAAAAGAAATCGGA
CCTTTGTATGTTTAACGACATCACCTGCACTTTGTAAAGGAGTGTGGTTAGGGTGT
>McF0040B20-MGRbd1
TTAAACCCGGGCCTTATGGCCGGGGGCACAGCTGCTAGCTAAAGAAGCGCAGGCAAGACA
GAGACACGGCCTTGCGTCTGTGAAATATTCTTAACATTTAGCTTTTAGACCGATATGGTA
ACACAGTTAGTTGTTCTCAGGCGATTTTAGATCAGTTTGTGGCGGAAGTGGAGTGGGGTT
CGGGTTGGATTTTAGTGAAGACTTGACCTCAAGTAGTTTCAGTAGGAAGAAGAGGGCAGT
TTGATGCATATGTCATCAAAGCCAGAAGCACCATGAGTGCAGAGATGGATGCACTGACCG
TGGTGAACCAGCTACGAGATCTCGCTGCAGACCCTCTTAATCGACGGGCCATAGTTGAGG
ACCAAGGCTGTTTGCCAGGGCTGATCCTTTTTTTTTGACCACCCAAATCCACAGGTCGTC
TATTCCGCATTATTGGCCGTGCGTTACCTGGCAGAATGTCGAGCCAACAGGGAGAAGATG
AAGAGCGAGCTGGGCATGATGCTGAGTTTGCAGAA
>McF0040C14-MGRbd1
GGGGAGCAAAATTGGAGAAGGAGTATGTGATAGAGACTATGGTGGCCCTTTGGTATGCCA
AGAGCATGAACACAAAGTCATCATAGGTGTGAGCATCCAAAGGACCAAATGTGCATCATC
ACAACCTGCGCTCTTTGTTAACGTTGCCTTTTACTCTGAGTGGATTTACAAAGTGTTCAG
ACTTTACCCCACTTTGGACACAAACTGATGCCTTTATGGGAACAGAAATCTCCAAACTGG
CTGGAGAGAAAGAAGGGCAACAAGGACCAAACATTTCTGCTACCTTTACATGGAGGGAGA
ATTAGGTAAAAGTGCCTGATAAAGAGTGCCTACTTTGGTGGTTGGAGATTGGTAACTGGA
GAACCGATGTACCAAAGAGGATTGCTACCTTGGGAACATCAACAGCACCAGCTCCCCTTT
TACAACCACAGTCTCGGCACATAGACGGTGCACTAACTGCATTTTGACATGTTCAGAGTT
TCTGAAGCCATGCAATCGAAGTCACTTGTGACTCAGTATTATATCCTGGAATGTACTT
>McF0040C15-MGRbd1
CCCGTTTAACCCGGGCCTTATGGCCGGGGGATTCATTAAATTGAAGCAACATCTCTATTT
GGATGGTTTCATACAGATGTACAGTTGGATTTCTGGTTTTTACATGATGCTACATCCAGT
ATTTGAAGATTTATATATTTTTCAGATCTGTTGTGCTGTTTTTCAGGGAGAACAAAAAAA
GATATATATTTTGAGCTCGGATCGAGTTCCCCTTGTTTTCAGGGGAGGGGTTTGTTCATT
TGCAGCCTGCTTTTACATGTACTTAAGTGACTTGAATGCCTGAGGGCCTGAAACGGGCAC
AGGTGGATTCGTTCTCTGCATCGACAAATATTTTACCTTTCTAACTGAAAAACAACACAA
TGGAAATATAAATAACTAACCCTGAAGTGTGGAGGCAGTAAAGTTACTAGTTTTCAACAC
GATAAAGAAGATATCG
>McF0040C17-MGRbd1
TAACCCGGGCCTTTTGGCCGGGGGGCGCTGTTGATATCATGCTGAAGCCTTTAGCCATAG
TCATGGCGGAGAGGAAAGCGGTGCTGTTCAACTTCTGGGGGGTCGTCGTACCTTCAAAAC



CCGACGGTATTTTCCAGAACCTGGAGGACCGGCACAACCTGCCGGGAGGTTTTCTGTCCA
GCATTTACTCCCAGACCGATGGTTCCCTGAGGCGGGCGGAGCGGGGAGACATGCCTCTTT
CTGAGATGCTGCCAGCTTTAGAGGCTGAGTGTGTAAAAGAAAGCCAGGCCAGAGGCACGG
CGCTGCCATCTGATTGGTCCATCAGGGGTCTGCTGAAGGAGCAGCTTTGCAAGGATTTAA
TTACATTTCTGGACAAAATGGCAATTCCACAGGTCACTCTGGTGGGTCACGACTGGGGTG
GAGCGCTGGTGTGGTCCATGGCCCAGTTTCACCCAGAAAGAGTCAGGGCTGTGGCGTCTC
TCAACACTCCTCTGTTCAAAGTGGATCCTTCTGTTCCTTCTTCCGAGAAGCTGAAAGATA
TTCCCATTTTTGACTACCAGCTGTACTTTCAAACACCTGGTGTAGCGGAGGCTGAACTGG
AGAAGAACCTGGAGAGAACCTTTAAGATTTTCTTCTCCCGCAGCAGTGAAAAGTCGA
>McF0040D02-MGRbd1
AACCCGGNCCTTATGGCCGGGGAAACTGAGCGGAGGTGAAGAAGAGGAGGATGAAGCTTA
GAGGGGAGGATGAGAGGAAGAGTATAGAAAGAGACGAGCTAACTAAGTGTAAATGAGTGA
GTGAATGAGGAAGAAAGAAGACGGGTCTTCCGAGGGGCCAAATTAAAGGACTTGGTGTTT
TTGGGACGAGCTCCTCTGCTTTAATAACGGAAACTTTCAACTTTTACCCGCGACAGCTTC
GTCTGTTGTGCCTGGAACCGGCTTTGTTTCACGACGGGGGTGTCTACGATAAATGACGGA
ATAAAATTAACCCCCGTTGATATCTCGACCCGAGAGGGGAATACCCTGGGAGTGATTTTT
GATAAAAGTTAGCAGAGGATGGCGGCCAACATGTACCGAGTGGGAGACTATGTGTACTTT
GAGAACTCCTCCAGTAACCCTTATCTGATTCGGAGAATAGAAGAACTCAATAAGACGGCC
AATGGGAACGTTGAAGCAAAAGTGGTGTGTCTGTTCAGAAGACGAGACATCTCAGGCAAC
CTCAATACTCTGGCTGACAGTAATGCAAGGGAGTTTGAGGAAGAGTCCAACCAGCCCAGC
CTGGCGGAACAGCAGAAGCA
>McF0040D07-MGRbd1
GTCCGGCCGACAGGTTGATCATGATGATGAGGAAACCTCTGGTGGAAAAGAGGCGGCGGG
CCCGCATCAACGACAGTTTACACGAACTCAGGCTTCTCGTCGCGGATGCTGACCTACATG
CGAAGATGGAGAA
>McF0040D09-MGRbd1
TGAGCCGCGTTAAACCCGGGCCTTATGGCCGGGGGTTTTTTTAATATTTATGGCGGAAGT
TGCTTCAACCTGTTTGTCTTAGTTTGCTAAAAAGGACATTTATCTGTGAACCTTCGTCAT
GGATAAGGAGTGGGTACCTTTGGACTGCCTGTTACCTTCTGGCACACAGAAAATCTGTCT
GATCATTCTGAACCAGCCTCTGGATAAAAACTACCTGCATATTCTCTGGAGTAAAGCGCT
TTTGAAAGCATGTGCTGATGGAGCTGCCAATCATCTGTATGAAGTAACTGCTGGATGTCA
TGACAGCTTCCTGCCTGACTATATCAGCGGGGATTTTGATTCCATTACTGCTGAGGTCAA
GGCTTTTTATGCAGACAAGGGTTGCCCGCTAATAGAAACAGCAGACCAGGATCTAACAGA
CTTCACCAAATGTCTTGCGGTTATGCTGGAGAAGATTAAGGACCAACAGTTACAGGGCAG
CCACAGACTGGCAGTGAACACAGGTCTTGAAGGAG
>McF0040E01-MGRbd1
GTGATGCTGCACCTGTTCATGCTTACCTGAGGAAAAGAAAGGGAACTGCCTTAAACCAGC
AAAGAGAAGAGAAAAGGACTCCAGGCATGGCAGAACAGTTGAATATCTAAGAGGATTTCT
TTCAGGCAGTTTGTTAAAACTAAGGTCGGTTCTCCAGTCTCTGCTGCTGCCATGGCTGAC
TCAAGCTGGTGGAAGTTGACCTTCTCAAGGAAGAAAAAGTCAGAATCCAAGGTTCTGTAC
GAGATTCCCGCAGAGTATGGCAGCAACAACGGAAACAAGGAGCATCCAGGTGCCGCTCCT
GACAGCATGGACAGCCAGATAAATGCCAGGCTGGAGAAGATCGTAGACAAATCCGCCTCC
AAGGGCCGTCATGTTAAGGTCTCACATTCTGGTCGCTACAAGGAGAAGAAGAGAGTACGG
GCCACGCTGGTGGAAAATCCAAATCTGTTTCCAGAGAAAGACCCAGCGGATGAGAATCCA
CAAAAAGAAGACTGATAAATAGCAAACGAAACAGGCTTGATGATGGATGTGGAATTGGGA
GTCACTTCCCCAGTGTGTTACTGTGAACCACACCCACTGAAACCACAGTACTCACACTTT
AACAAACAAATCATAGGCGTCCACACAACAGAACTGGGACCAGTTCTGCTGA
>McF0040E07-MGRbd1
CTTTAACCCGGGCCTTATGGCCGGGGACAGGATTCCGCGGTAAAATTAAGCGTCTAAACA
AGGCCTGAAGCGCAGTTTAAGTCCAGCCATGCCCTCCAACGTGGAGATCAAAGCCAAAGT
GAGCGACCCCGCCCCGTTTGCCCGGAGGGCTGCCGAGCTCAGCCAATCAGAGGGCAGCAT
CATCAGGCAGCACGACACTTTCTTCAACTGCAGCCGTGGACGTCTGAAGCTGCGAGACTT
CATGGACGGGTCGGGTCAGCTGATCTTCTACCAACGTCCAGACACCGACGGACCAAAGCT
GTCCCGGTACTCCATCAGTCCAACCAGCGACCCTCTGGGCCTCCAGGCTGTTCTGTCAGA
CGCTCTCGGGGTCAAAGGGGAAGTTCGCAAGGAGCGGCGGCTGTTTCTGATTGGTCAGAC
CAGAGTTCACCTGGACGCAGTGGAGGGACTGGGACACTACATGGAGCTGGAGGTGGTGAT
GAGACCCGAGCAGAGCGTGGAGGAAGGACAGCAGGTAGCTGAAGGTCTGATGCAGCAGCT
CGGCGTCCCTCAGGAGAGCCTGGTGACCGGAGCGTACGTGGACCTGATTCTGGACGGACG
CCAGCAGACGTAGAGCTTCAGCACGGCTGCCGGTTCCCTCCTC
>McF0040E10-MGRbd1
GAGCAGAAAGACGGGAACCTGCAGGAACCAGGGAGCAGGAAGAGGAGCAGCAGAAACACT
GGAATGACTTACAGCAGTATTTCGGCGTAAATGATCGATTTCAGCCTCCTCCTTGTTCCA
AACCGCCTCCAAAGTCCGGCCTAGAAAAGAACATTGAGAGGGCCATCGCTGAAGGGGACT
TTGCAAAGGCGGAGGAGATGAGCGACAGACTCGCCACTCGAGAGCTGGCCGTGAAAATCG



CAGAAGCCGCCGACTGTCGAGACTTTGTTCAGCGCAAACAGGAAGAGGAAGCTTCCAGGG
CGGCGCAGAAGAGAAAGGAGCAAATCACCTGGGGGTTCGAGGCAAATAAACGATGGGAAA
CCAAAAGCAACATGGGCTTCATGTGACACGCACTGCTCTGCTTGAAGGC
>McF0040E11-MGRbd1
AAACCCGGGCATTATGGCCGGGGGAAGATGAAAAAGAAAAATAAGATGAAGCGGATTCAC
TCATCTCTGACAGAGGGACATCAAGGAAAGCGACGCGACTGTCCTAGGTGGACCGTGGGA
GAGAACAGATGGAGGCCGCCATCAACAAAACCAAAAGCAGAGCAAAAGAAAAACGGGAAA
AAATTTTCCCAGAAAAAACTGAACACACAGTACCCAACAGATGAAGACCTGTTTAGCATC
AAGCAGCGCAAACGCAGCAGATAGCATCAGTGGGGTGCCCACAAGGGCCGTTTTCATCCC
ACACTCAGTGTTGTCACTCAGGTTTCAGCAGAAGAGCTGTAGTCAACATTAGGCTTTTAG
AGCCTTTTTCCACAAATTCACATGGTGATTCATGCCTAGATCACACTAGCAGGAACAGAA
CTGGAGGCTTTTTGTAGTATTGAAATGCAAATAGACGTAATTTAGCTTCAGATGATGTTT
TTGTCATTTTTACAGTGGAAACATTTTCTGTGAAGACAATGTGCATTAGTCGCTGGCAAA
GAGAAACGTCAAACAGCTTAAGTCGACATTGTGTTCTGATGAAAAGTTTCTTAGTGGTT
>McF0040E21-MGRbd1
CGCCGTTTAACCCGGGCCTTATGGCCGGGGGCAGATGATTCTGTAAAGACAGACGAGTCA
GTAAAATGGCCAGAACCAAGCAGACCGCCCGTAAATCTACCGGAGGCAAAGCTCCGAGGA
AGCAGCTGGCCACCAAGGCTGCCCGTAAGAGCGCCCCGGCCACCGGAGGAGTGAAGAAGC
CTCACCGTTACCGTCCCGGTACCGTGGCTCTCCGTGAGATCCGTCGCTACCAGAAATCCA
CCGAGCTGCTGATCCGCAAGCTGCCCTTCCAGCGGCTGGTGAGAGAAATCGCTCAGGACT
TCAAGACCGACCTGCGCTTCCAGAGCTCTGCTGTCATGGCTCTGCAGGAGGCCAGCGAGG
CTTACCTGGTGGGGCTCTTCGAGGACACCAACCTGTGCGCCATCCACGCCAAGAGGGTCA
CCATCATGCCCAAAGACATCCAGCTGGCCCGCCGCATCCGTGGGGAGAGAGCTTAAACAC
CCCCTAACTCAAAGCAACACAACGGCTCTTTTAAGAGCCCACAAAACATCTGCAGAGCTC
CTGATCCACTCAAAACATCTTAATATCTTTTGTTTTTGACATGAACTACATAAGAGTACG
TGTTGCAGTTTTGCTTTAATCTTATACTGCATCATGTTTCATAATTTCTACTTAAACATC
TAAACATGTTTTGAATTCAGGCT
>McF0040E22-MGRbd1
GGGGTTGGAATTGGCAACTCTGGAGGAGATATAGCAGTTGAACTGAGCAGAGTCGCCAAG
CAGGTCTACCTGAGTACTAGAAGAGGAGCCTGGGTTTTAAACAGAGTTGGAGACAATGGA
ATCCCGCTGGACTTGACACTCAACAGAGTTTTGAGCTTGTTGGCTAAAATTCTTCCATAT
GGTTTTGTCTGTTCCACGGCAGAAGGCCGGCTCAACCAAAGATTTGATCATGCTCTGTAC
AACCTAAAGCCAAAGCACAGGTTGTTCAGCCAGCATCCCCTTGTGAATGATGACCTTCCC
AACCGTATCCTGTCTGGAACCATTCAAGTCAAGCCCAATGTGCGCAGAATACAAGGATCC
AGCGTGGAGTTTGATGATGGGAGTGTTGTGGAAGACGTAGACCTCGTGGTGTTTGCCACT
GGTTACAAGTTTTCCTTTCCTTTCCTGACGTCTCAAGTGGTCTCTGTGACTGAGAACAAG
GCGTCGCTTTACAAGTATGTGTTTCCGCCTGA
>McF0040F22-MGRbd1
CACGTCCCACACAACACATCTGTTTTGAGAGTGCAGATCGACAAATCAGAACTATCCGCC
CGGAGCACGTGGTTCGGTCAGTGTACAAGGCAACCGGATGTGCCGACAACCCCAACCAGC
ATGTGATTTACCTGGAGCATGTGGTTGTACGTATTACAATCACACACCCTCGTCGCGGTG
ACCTGTCAATCAACCTGACTTCACCCTCGGGGACCAAGTCTCAGCTGCTTGCAAACAGGT
TGTTTGATCATTCCATGGAGGGCTTTAAGAACTGGGAGTTTATGACCACACACTGCTGGG
GAGAGAAGGCAGCAGGCGACTGGGTCCTAGAGATCTACGACTCACCCTCTCAACTCCGGA
GTCAGAAAGTGCCTGGCAAACTGAAAGAGTGGTCGTTGGTGCTATATGGCACCTCTGTGA
ACCCATACTCGTCCCCACACATCGAAAAGCCTCGCTTTGTGCTTCCGTCCCCTGATGAAG
AAATCACAGAGGAATACAACGGGCCCTGTGACTCTGAGTGCAGTGATAACGGCTGTGAGG
GCCCTGGACCCTACCAATGCATTAACTGTCTCCATTATTTCCTCAAGTTCAAAAACAACA
CCAGGATGTGCGTCTCTGAATGTCCCAGTGGCTTTTTCCGTGACGACAGGAAGCGT
>McF0040G03-MGRbd1
CGGGGGAGGTGGAGCCCAAACTGGTGCGCGGTCTCTTTAGCGCGGTCAAGAGGAAAGGCA
GCGGCGTCAGGAGGAGTCCACAAGTGCTGTTGCACATGAAGGATCAGCACAGGTCACTGG
ACAGCCAG
>McF0040G04-MGRbd1
GGGGAAACTAAGCGAGGGAAAACCAAAGTGGACTCGGCGCTAGCTACATCAGTATCATGC
CTTTCCATGCTCTGGTGGATGGGGCAAGTCCAGGTGTTCAAGTGCCGCTACACCTGACCA
GGATTCCCATCAATCTCATCAGCACCAGCTCAGATTTGGCAAATGCACTAGTTAAGTGTT
TTTGCCAGAATCCATCTATTTATCCCAGATCTGCAGTGGCCAGGAAAGATAGCTGCACGG
TTTCTGCTCAGATTGTAAATAGGACCAAGGCTCCAAGATACACATACACTCCCCTGGGTG
ACCTGAAAGCTGGATCAGTGGTCAATGTGTATGGTGTAGTAGTGTTCTTCAAACAGCCTT
TCAAGTCCCACGGAACAGACTTCTGCTCCAGCCTGAAGATCACCGATAAGTCCAACCACA
GCATTGGCTGCACCATCTTCTGTGAAAAGCTGGAGGAACATCCCAAAATCTTTCAGAATG
GAGACATTGTTCGGATGCACAGGGTCAAGGTTCAGCTCTTTAACAACACCATCACACTGG
TCAACACATTTGGTTTCTC



>McF0040G07-MGRbd1
GGGGAGTAATTCTGAAGTCTCTCTTTACGTAAAATTCACAAATTCAAAATCTATATACTT
TAAGCAAAAGTTTGTATTTTGAATGTTTTTTTTTTTTTTTACTTGCCATCAAAAGTCTTT
AGGCGACTCCAAAAACTGAGAGCTGTCGCGACTCTTTTTCATGTCTTGTTTTAACAAATG
GATTTGTTTTTGCTTGCTTGCTTTTGAAAGAGGGACACTGGTGAAGTCTTTCTTTAAACG
CCTGTTGACTGATACCAGAAAAGTCTTAAGTCTTGTCCAAAAAAGTAAAAAAAAAACAAA
AGATGAAACATGTCCCACCAAAAGGGGAGAAAAGGGAATTCAGCTGAATGAGGGGATTGA
ATAAAAAGAATATCATCCAAAGCATGACCATATAGCAACATAAATCCGATGAAATGAAGA
GTCTCTGATGATGGTCCTTTCCTGTCTTTAAATCTATTTTTTTTTAAATAGGCAAATTGG
ATGTGTTTTTATTTGTGTCGGGGAGAATTTGTGACATTTGAGTTGATCTGTCATTAGAAG
G
>McF0040G19-MGRbd1
CGCCGTAAAACCCGGGCATTATGGCCGGGGCACACTCAAAGTACATTAAATGGCCTGTTC
TGCCCAAAGTAAAAGAAACTCATTTCAAAATAATAAATAAATATTATCCTGTCTCCGATT
TTCTTCAAAGCAGATTTAAATTTGACGTGGAATCTTGCATTTTTTGTAACTCCAATGAGG
AAACACTGGAACATTTGTTTTTTTCATGCGATTACTCCAAAGAGTTCTGGACTCAAATAA
GGAATTGGATTAATTTAAAACTGAATATTCCCCCTTTTGGTATTTCTGATGTCATGCTGT
TTATGGAAAATATTGATGATTCTTTCTCAAATTTCATTAATATCATCTTACTTTTAGGAA
AATACCATATCCACTGTTGCAAGTGGAGAGGTTCCAAGCCCTCCTTCCCAGGTTTTATTA
ACGATTTTAAATTATATTATTCCTCACTGAAAAGATTACAATCCTCGGTAGGTGTTAAAA
AAATATCTAAACAAATTTCTTTGTGGCTTTTATTCTAGTGTCTGTCCTGTGCTATCATTT
GGCTCCTGTT
>McF0040G23-MGRbd1
GGGGGTGGGAAAATGAGCAACAATAAGACACGTTTACCTTAAAATAACCATCCCTACCGT
GGTCTTTGTGATGTTTAATATAACGTCAAGTTAACGGGTTAAAACGGTCACAACAGCGCC
CGGTTGGCACACTTAGTGTCAGATCATAGATAATAATTGGATTAAAACCACTAGTAGCAG
GAATACCAAAATGCCAGAAATCAAACTCAAACACGTCGTATCCTGCACTTCCGAGGACAA
TACTCACAAAGCGGACAACCTGCTGAGCTCAGACACCTACAGAAAGTGGAAAGCAGCGAG
AGCCGGGGAGAAGCAGACATCAGTTATTCTGCAGTTTGAGAAAGAGGAGCAGGTGCACAG
TATCGATATTGGAAATGAAGGATCCGCTTTGGTTGAGGTGCTGGTGGCAAACTCTTCAGC
CCCTAAAACTCAGGACTACGAGGTTCTTCTCGTCACATCTTCCTTCATGTCTCCAACGGA
AAGTCGTAACGGATCTAACCTGAACCGCGTGCGCTTCTTTGGAGCCAACCAGCTGCAGAA
GAGCACAGCTCAGGAGAAATGGGACAGAGTCAAAATTGTTTGCAGCCAGCCATACAACAA
GAACATAGCGTATGGAATCGCCTTTGTTAAGTTCCACTCTCCACCTGACAAAAATGAGCC
TCCAA
>McF0040H15-MGRbd1
AACCCGGGCCTTATGGCCGGGGAACTCAATTCAACATGGCTGCACCATTTTAGGTATCAT
CTGGGCCATCTAAAATCCTACAGATGACATTGGAGATTATCAATCTACTTCAGTCTATGG
TAATTTACTTTTATTTTTTTTCTCTTTTTCAGTTCTATCACACTCCGCTAGAGTATTTTT
TGTTGTTGTTCTACCTTGTTAAGTGCCATTGATTGTAAATGAATGAAAAATCTTTTTTTT
TAAGTGTTTTTAAAGACTGTGAGGTTCTGTTACTTATCTGTCACCGCTACTGTATGCCAA
CATTCCAACTGCAGCTGGTTTGCAGGAATTTTTCAAAGTTTGCTTGTAGATCTCTATTGT
GGTTTTCCAGAATGGAGATGTGAGTCCCTAAAATTACAGCTATAAAAACGCTCAATATTT
TTGTTTTTGGGTGAGCCACAATAAATCTACCTTTACNAAAAAAAAAAAAAAAAAAAAA
>McF0040I02-MGRbd1
AGGCCGCGTTAAACCCGGGCATTATGGCCGGGGGGGGGAGGGGGGGATGTGTGATGTCGC
CTGCAGGTTGGCGGCCTCTCCGACCCCGGAGCCGTTCTAATGTATTTCCTGTAGATGTCA
TTATTACTCGACCGTGCCTGCTACTGTGGGATAGGAATGTACCGGATGTGTAAATAGAGG
CACAAAGACATGCATTTGAATGAGTCTGCAGTGGTAACATGTGACCCTCCTCCGCTCAGT
ACTGTGAATAATTAACTATACGTGGCATATATGTGATCAAGGACGTATTCATGTATCAGA
CAGGAGTGTTAGTGGGTCTTCAGAGTTTTTAACCAGACAAAACATCTTCCATCTCAGGTT
GTAGTGAGTAGGACACAAAGAGATTTATGGATTTCTAAGTTGACTTGCATATCTACAATA
CTGACCAGGATGTAGCCTCACAGTGGCTGATTTGATTCTCGTAGCAAAGTAGAAGTAGAG
AAGTGTGGATGTC
>McF0040I06-MGRbd1
AAGTGTGTTTATAAGGAAACATCTGTATCAACATATCGTGGGTTTGTCGAATGGAGTTTT
GCTTGATCATGGATCTTCCTATGAAGTTTTCTCCGGTGTGGAATAATTTTGATCTCGTGA
CGCCAAACAAGGTGAAGTGTCGGCTCTGCTCCACAGAGCTATCTTATATCAATAAGAGCA
CTTCATCAATGCTGAGGCATTATAGAGCTCAGCATGGCAATGAAGAATTGGCAGCTACTC
GTGAGAGTACCCCAGGGCACATTCTCTGGAAAACATTAGATATGGAGGTTGCAGAGACCC
AGAAGACGAGGAACGCAACAGCTGACTCCATTATTGAAGTCCAACGCTACCTGGCAGAAA
CAAACACACCCAGAAACCAAGATCCTTTGCAATATTGGAAATTGAACCAGGAAATATACC
CACATCTTCATCAACTTGCACTTAAAACTCTCTGCTCACCATCATCGTCTGTTCCATGCA
AAAGAGTATTTTCCAAGGCTGGGGAGCTGATGTGTAAGAAGAGAAATCGCCTTGGAGCAA



AGACACTCCAAAAACTTTTGTTCCTCAATAAAAATTCATGAACCCNANAAAAA
>McF0040I08-MGRbd1
CATTATGGCCGGGGTGTCCGCAGAGTCGAGACAGGAAGGAGTGATCACAGGGGGACTCTG
AGGAAGTGGTTGGATTTCTCTGGGGATGCTTGGGAACTTGCACAAACGGACCAAGTTTTA
CTGAAAACTTCTCAAGAACCAAACCCCCAACACAGGTGCTTTTGTCCTTGCTCGAGACGA
TGCTCCACCTGTGGTTGTTCCTGCTCCCTTGCCTGAGCCTCGTGACCCTGTCTCCGGCTG
AGAAGGGCCTGGAGTTCCCACAGTACGACGGAAAGGACCGTGTTCTCGATATCAATGGCA
AGAACTACAAAAGAGCCTTGAAGAAGCACGGCATGCTCTGCCTTTTCTACCACGAACCCA
TCCCAGACAACAAGGAGCAGCAAAAAAAACACCAGATGACCGAGCTGGTGCTGGAGCTTG
TGGCTCAGGTGATGGAGGAAAAAGACGTTGGCTTTGGAATGGTTGACGCCCTTAAAGATG
CAAAGGTGGCCAAGAAACTGGGCTTGGAGGAGGAGGGAAGCGTCTATGTTTTTAAGGCTG
ACAGGGTGATCGAGTTTGATGGTTTGCTCTCTGCCAACACTCTGGTGGAGTTCTTGTTGG
ATTTAC
>McF0040I16-MGRbd1
GTTGTTTGAAAAGTTGGAGTTCAACTAACGTGGAAAAGTCTCTTTATTTTTTCTCCCGTT
CTTGAGTCGGATACTGGGTACACACGCCAGGACCAAAGCGTGAAAACAACTCTGCTAACA
GGTTATGGGCCCAGTCTGAGTCTACCCGACGTTTTTCCACCGAGTGAAAAGACGC
>McF0040I22-MGRbd1
GNCATTATGGCCGGGGGGACACTGATGTGGTTGTGTCATAGTTCATTACACCAAAGCAGC
GCAGCTCGTCAACACGCTACACCAAAGACAGTTTGAGGAGAGAGGCAGGACACAAAGACG
GTCTGCAAAGAGGACATAAAGATAGGAGGAGATTCCAGAAAGTGTAAGAGAAGTGACAGA
GGAACAAAAAGTAAGGCAAGTACCCTGTGGCTCTGAGGTGACAGATTTGTTGGGAAGAGA
GAATCAATGACCACAAACAACAGACATGCTCAGGAGGTCTTCCCTTCCTGGACCTTTCTT
TTTCTTTGAGTTTTATAACTCTGCTTGCGCTGTTACACAAGCTGAGGAGGTCCTGACTGC
ATTAGGAGGCTGATCTGAAGTCAAACCCCGCTCCAGAGACAGTCAAGGTCTAAGGGGGGC
TGACGATGAGCAGCAGGTCTGCTTCCACTCACCAGGATGGAAAAACCCTCCAGAGTGATC
TCAAAGTTTCTCAAAAGAGGACAGATCTCAATGTTAAACTGCCGGCTCAGGAGAAGAAGG
T
>McF0040J16-MGRbd1
GGGCAACCTCAGATGTTGCCGTCTTTAAGATAGGAGTCCAGGACTGTGGTGCAAAAATGA
AGATGGATGGAGATCTGGTGATCTATGAGGTGGAAGTGGAGGAGCTGCTTCCAAAAAGTA
AAAGCAGACCTTCACCGTTTAGTCTCCAAGTTGAATGTGAATATGAGGAATCTGATCTAA
TACGTGCCAAAGATCTGCGGTCCTTCTATACAGTGACCAATCCCCCGCCTGTGGTTGCAC
AAGGAACAATCAAGGTGCAGATGAGAATAGCTACAGATTCATCCTTTACGGCCTTCATTC
CTGAGGACCAGCTTCCTCTGACAGTGCCGCTGCGGAAAGCTGTGAATGTGGAAATCTCCA
TCGCGCAGCCGTCTCCGGATCCCACACTTTTCCTGCGTGTCAGAGACTGCTTCGCCTATC
CTACATCCAAACACTCTGTGTGGACTCTCCTCCATGATGGATGTCCCAACCCTCTG
>McF0040J22-MGRbd1
AAGAGCGGTGTCGAGACGTACTAGAAAGATTTGGGCATCTCCCTCCTCAAAAACCTTTAC
CATAAAATGAAACAATTAATCCACTCTGCCAATCTTAAAATCCACTCCATTACGACTATC
TTGCTGGTAATGGGCCTCTCTTCTCCTGGACAAGCAGAAATCGTCAGTTTGGAATCTTCA
AACATTGATGACGTCCTAAATGAAGCTGGGGTGGCGTTGGTTAATTTTTATGCTGACTGG
TGTAGGTTCAGCCAGATGCTGCATCCAATCTTTGAGGAGGCGTCAAACATCGTGAGAGAG
GAGTTCCCCGATACTAAACAGCGGACATTGCTCAGCGTTACCGGATCACCAAGTATCCAA
CTCTAAAGTTGTTCCGCAACGGGATGATGATGAAGAGGGAATACAGGGGTCAGAGGTCAG
TGACGGCAATTGCTGACTTCATCCGCCAGCAGCAGGTCGATCCAGTAAAAGAAGTACACT
CGCTGGAGGAAGTTATTTCAGTAGATAGAAGCAGGAGAAACATAATTGGTTTCTTTGAAA
AAAAGGACTCCAATAACTATCACACTTTTGAAAAAGTTGCGA
>McF0040J23-MGRbd1
AGACAACAGCCCCTTCAGTCCCATGGGCAACATTGAAAGAAAACCCCCATTACAAGCAAC
AAATAACATGCATGCAGTTTTTTTTAACAGAGAATGCAACTTTTTTTAAATTATACTTCA
ACCCTCTCCCTGCTCATCTTTGTGTTCTCCAAATTGAGGCAAATGATCCGACTGCAGGTC
CCAGCTCTAAGATGACGATTTATTCAACTATGCAATTTAAAGAAACTTACACACTTCACC
ATGGAA
>McF0040K02-MGRbd1
CCGCGTTAAACCCGGGCATTATGGCCGGGGCATCATCACAAAAAAAAACCACAACAAATA
ACAATGAAGTCAACTACTTCTGTTCTCATCATTGCTGTCTTGATGGCTATCCTCATGGCA
ACCTATGTCGCTGCCTCTCAAGATCCATTCGATGCCTTGGCCGATACTTTGGCTGATGCC
CTCACCATGAGAAGACGTGGTGGAAGAAGAGGTGGTAGACGTGGTCGTAGACAACAACCT
GCTGCTCCTGTTGAACAACCACAACAAGCTGCTGAACCACAAGAAACTCAAGAAGAAGCT
GATGTTTATGCATTGGTTGAAGCTATGAGAAGAAGAGGAAGAAGAGGAAGAAAAGGAAGA
AAGGGAAGAAGACAACCACAACAACCTGCTGTTGTCGAACAACCACAAGTTCAAGCTCCA
CCTGCTGCTCCTGTTGAACAACCACAACCAGAACCAGCTATTGAACAACCACAAGAAGAA
TCTGATTCACTTGTTACATGTGCTCAATCATATCCATTGTTCAAGCAATGTGGTCAATCA



TGGAGCAGTCAATTGATTTCAACTGATACCATCTGTAAATCTGGCTGTTTGATGACTTCC
ATGTGT
>McF0040K10-MGRbd1
ATTGGNGATCTAGGTCATTTTACATCAACCAACAGCCCTCAAGTTGAAGAAGGAGACAGC
CGCTTTTTGGCCAGTGAAGTCCTGCACGAGGATTACAGACACCTTCCTAAAGCGGACATA
TTTGCCCTGGGCCTTACTGTTCTGTTGGCCGCTGGAGCTCCGCCCCTGCCACAAAATGGA
GATCAGTGGCACCGACTGAGGGAGGGGCATATTCCTGCGGTGTCACAGGAGCTGTCACCT
TCCTTCAGATCTTTACTGCAGTCATTGCTGGACCCTGATCCGTTGAAGAGGCCGTCCGCC
AAGGAGCTCTGCAAGAACCCCGTCTTGAGGGAGAACCGGACCGAGAGGCTGGCAACCCGG
CTCCGGAAGGAGCTGAATGTGGAGAAATTTAGGATATCCATTCTTGAGAAGGAACTCCGG
GAGGCTCGCCTGGCAGCTCTGTCCCCAAAGGAAAACTTCTCTCCAGGGCTGAAATCTACC
AAGATGGGGTCTCTGCCCCGGGCCCGAAAAAGGCTTGTAGGCAGGAACACGGCCCGATCC
TTGAGCTACGGGTGTTCCGGGTACGCAGCCTGACGT
>McF0040K13-MGRbd1
GGGGGCAGTTGAAAGGACGCAGGCGGCAAATATGGCGGAGAGGTCTTCCGAACGGGATCA
GTCTCAGCCCGAATTGCTGAAGCGTGACATCCTAAATACTGTAGCGTCCCACTGACGCAA
TAATGAAGCGGAGGCGACCGTTTCTAACCGTGAGGCTTTTTAATGACTTAGGAACAGTTA
CTGTCGGCCGTAACCACGCCAAATACAGCACAACGATAATCAGAACTTTCCATCAAAGCA
TCCATCCTCCCCAACCCCCTCATGCACCCGCGACCCCTCCTTTATTGTCTGCTCCTCCGC
CCATTCTCCCGCTCATCCAATCACACTGGAGCAACGATGTAACCCAGAACACATTAACAG
AGCCCCAAAAACCACTTGTACCTGAAGATGGCAGACAACAACTGTGCAGACTTGGCCTTC
TTCAGCGACACTGTGAACGTGTATGGCTTTTCTCTGAGGATGAGAGGAGAAAATGTGGGC
ATAGCCGAGTTAATGCTCACAGTACGTAGAACTGACACAAACAGCTTCATTGCAGGAAAA
GTGTACACGCGATCAACGGATTGAGCCCCTCTGGTGTGATGTCTTCATGAGTGTTACTGG
TTTATATTACAACATCCTGCACTCTCCTGAGGACCAAGACTTGCCCAATATCAGT
>McF0040K20-MGRbd1
TTNAAACCCGGGCCTTATGGCCGGGGGACTTTCCGTTTACACCAAGCAGCGGAGCAGCAG
AGGGGCGCGGGCTTTGGCTCCTCCTGACACTCTCCCTCCAATAGAAATTGTAGGGATCCC
ACGTCGTTAGCTGCAGAGCATCCAGGATGTACTTCAAAAACTTCAGAGAATACCTGTCTT
GGCTCTACTTCCAATACCTGCTCATTACTGGAATCTACGTCCTGGAACCCTGGGAAAAGT
CCATCTTCAACTCCATCCTTTTCTCCGCCATCGCCATGGTGGTCTACACCTCCTACGTCT
TCATACCCATCCACTTGCGTCTGGCGCTGGAATTTTTCCACGAGATCTTTGGGGGTCAGC
CTGAGAGCACCATGACGCTCATGAACTAAACTGAAAGGAGGAAATGAGGGGAAAAAAGAG
ACAAAGAATAACGTGAGCCATAAATACTTTCTCCAGCTTCCACTTTACATTGAGCCACTC
TACAACTGTTCACAATATCTCATTAGACTAAAAGCAGAAGGAATCTTCTGGAATCAACTA
GAGAAACAAGCCTTACTGTCTTCTTTTATACCCCACACCTCCAGGCCTTAACCTACGGTA
TTAAACACACATTTGTACCTTATTTTAACACTGAATGTCACATTTCTGGTG
>McF0040K22-MGRbd1
TAACCCGGGCCTTATGGCCGGGGAGTCTGAACGTCGGTGGTTCTTCCCGCTGCGCAGCGA
TGGTTTGCGGGGGTTTCGTTTGCACCAAGAACGCGCTTTCCGCGCTCAACATCCTCTATG
TGATGGTGAGTCTGCTCCTGATCGGGGTGGCCGCCTGGGGGAAATGGTTCGGCCTGGTCT
CCAGCATCAGCGTGGTGGCGGGGGTCATCGGGGTGGGAGTCTTCCTCCTCTTCGTGGCCT
TCGTGGGTCTGTGCGGCGCCCTGAAGCACCACCAGGTGCTCCTCTTCTTCTACATGGTCA
TCCTCTTCATGGTGTTCGTGTTGCAGTTTTCCATCTCCTGTGCGTGTCTGGCTCTCAACA
CAGAACAGCAGAACCAGCTGCTGGAGGTGGGATGGAACAAATCTGAGTCCACGCAGATGG
ACGTGGAGAAGACGCTGAACTGCTGCGGCTTCTCGTCCGTCAACCTCAACCAAACGTGTC
CTGCTCGTTGCGTCTCCGATTCCTCCTGCTCCTCCTGCGCCAGCATCCTGCAGACGTACG
CCGGGGACGTGC
>McF0040L08-MGRbd1
TCAACCAGCAGAACCACTGGAAGAAGAGGGGCATCTCCATCATTCCTATCAAATACGGCA
TTGGCTTTGCAGAGAGCTTTCTAAATCAGGCCGCAGCTCTGGTCCATATCTACAAGGACG
GTTCTGTTCTGGTCACTCATGGCGGGACAGAAATGGGACAAGGAATCCACACGAAAATGC
AGCAGGTCACAGTGCTCAAAGAATATAACATTCAGCCCCCCATAGTGGCTAG
>McF0040L09-MGRbd1
GCCGCCGTAAACCCGGGCATTATGGCCGGGGGGGTGGAGGAGCACCTCTGGCTCGGGGTG
AGAGAGGAAGCATGGCTTCAATCGACAGCATCCAAAAGAGAGGTCCAGGCCCTGGGGGCT
GGCGACAGCCAGAACTGTCAGAAGTCATTGCTATGCTAAACTATAGACTGGATGCAGTGC
AACTCAACGCAGCTGCATACCTGCAGCACCTCACCTACCAGAACGACAAAGTGAAATCTG
AACTGCGCAATCTTAAAGGTATTCCTCCCATTGTGGCTTTGGTTGACCATCCCAACAAAG
AGGTTTACTTTGCAGCTTGTGGAGCACTCAGAAATATTTCATTTGGCAAAGATCCTGAAA
TCAAAAGCACAATTGTAAACTGTGATGGAGCTTTTTGCCTGGTGAAGCTGCTAAGGAAGA
CTAATGATCGGAGCCTCATAGAGATCATAACAGGAACTCTTTGGAACCTATCATCTAATG
AAGCCCTGTTCAAGACCCTTATAGAAAGAGCGCTGACTGCGCTCACAGATGAGATCCTAG
TGCTTCATTCAGGTGTAAAGCAGAGCAGCGCTGGAGCAGAAGAAGGCAAGGAAAAAGGCA



CATCCCCATATCCGGAGTGGGAGAAGGTCCTCATTAACACAACAGGATTTCTGAGAAATG
TCAGCGCTGCAGAGATTGATGAGAGGAAGAAAATCAGGGAATGCAAAGGATTGAT
>McF0040L18-MGRbd1
GGGAACACCGATGTAACAGAAGCCAACAATCGACCTCCAGTCTTGCTAACGCGGTTTAGC
CTTGTTTTTGTTTTTCAATACAACCTAACGGCCAGTTAAAAAGATAAATCGGTTTGCAAA
ATATAAATACGTTTGGCTCAGCTCTTTGTTCTATTTAAAGGTGAAAAAAATGATAAGAAT
CTTATCTGGAAGATGGATAATATCTGGGGTTCCAGTGTGGAGACATTTTTTGCAGACCAT
AAAAGTCCCAAACAACACAACCAAACCCCAGCTGCAGTTGTACTTCCCAGCCTCCTCGGT
GTTGTGGGCAGGAAGGGCAGCCTCCACCAACAGGCCGCTGAGGATCAAACCAGTGACCTG
GCACGCCTCACGCCTCTGCCAAAATGACTCAAGAGCCGCTGCCTCAGAGGGAAACAAGAA
CCAAGAGAGCTTCAGCATGAAGGCACTCGCTCAGGCACCCAAACCTGCTCTGTACCTCGG
CTTTTCCGGGCTCATCCCCTTCCTGTCTGCCCCACTCCTCATGACTGCCACCCAATCCTT
CTACCCTGAAGTGGCGTTTGCTCAGATGGTATACGGAGCC
>McF0040L19-MGRbd1
TGCCACCAAGTATACCTCCTGCATCTTAAGCACAGCAGCTTGACTATTCAGCTCATCCCA
CTGGGATCTCAGACTATCATCAACAACAGTTCAGCTCTGGTGCCCTAACATCCTCTGTGG
TGTCATCATCCGGCCATGTGTCCTCACCCCAAATTTCTTCTCCTGGTCCAGCAAAGCGAA
GGCTCGGTTCCGAAACGGGCTCAGCTCAAACAGTCATTGCCCCCATCCACACACAGCAGC
AGCCTGTCAGCCAACCTCAGCTTCCTGGAGGATTAGGCATTGCCTTACCACTCTTCTCCA
CCACCAGCTCAAACAGTGGTGGCCAGAATGTGCCTGTTTCGATGCCCAGTGCAACCAGCA
TCCCCCAGGGGGGGTCAGACCCAATGTCTAGCTCTCATGGAGCAGCAGTCCATCAGCCAG
AAGATAGTAGGCAAAAAGTGGATGTTCTACCTCAGCATATCTCCACAGTTGCTAGACAGG
ATGGGGTGAGGACTCCCATTACTGATGGCTTTGACATGCAAAGATCTACTGTCAAGAACT
TGTTCAACATTCAAATTTCTATGGATGTTGATGATGACAGTGCATCAGGAGCCAGTGCGG
TTGCCATCGATAACAAG
>McF0040M09-MGRbd1
AGGCAAAGCTCTAGAGTCATTGATCAGTCGGCGTTTCTGCTCTCACTTATGGCCTTGATA
TTTGGGATTTCAATTTTAAAACAAAAGATCCCGAATATGGAGTTCTGTCACCCAAGAGGA
GGTTGAAGCAGAGTCGCTGCTCTGCCCCACTGAGAGATGCCAGTGGATCCCAGTGGAGGT
ATTCTAGGCATCTCCCACCGGGAGGAACCCCCGGAGGACCCAGGACACATTAAGGTGACT
ACGTCTCTCGGCTAGCATGGGAACAACTTGGGACTCCTCTGGCAGAACAGGAGGAAGTTT
CTATGCAGAGGGAGGTCCAGGCACTTCTGCTAAGACTGCTGCCCCGGCTCCAGATAAATG
GTAGAAGATGGATGCATGGGAAAAATCTGATTTTTGAAGGTGTGTGAAACCTGTACAGCT
CAGTGTCTGAAAGGATGATTGATCACTGGAAGCCTGTTCCTCTCCTTTTCTCCTGTGTTT
CTGTATTTTATCTGTTAGTGTGGGTGGGAATGGGCAGCGGCCCTCTAAACACTCCGGCTT
ATATGAGTCTGGCTCCAAACTGGCGGCCTGGTGGCTCAATCTAATAAGCAGTCACTA
>McF0040M18-MGRbd1
AAGAAAAAAAGATTTTTGCAAACAAACTCACTGCTTGATGTAAGAAAAGAAAAAAATCTT
AGACAAAAAACATGTAGGTCAAAAGGCAGTTGTTTATTTTTCAACTGAAGTGTTTTATTG
ATCTAAAACTCATCTCATTTGATTGTTAATTAAGAAAAGATCTGGAATTTAAACCACACA
GTAAAGTGATGTGATCATTCATGCACAGCAGTGGACAATTTAAAGAATCCTTCCATCAAG
AACTGTGCCTTTAGCGTCAGTTTAGTTTTACTAAATTAACCTGCTAAAAGATTCTATTTT
AGGAGGGTAAATAGCTGCAGTCGTCACAGCAGGAAAAATCAAACATAACCATTTAAGGTA
ACCCAACATCCATGCTGTCACTCACTCCCGCAAGGCTTACACAGAAGATGGTCGTCGTGA
CGGGTCACCCCTGTTGCTTTGTCATTCCCATCAACCGGACTTTACATTCCTAAAGCTCGA
TCTTTGCACTTTCTGGAAAATCAAAGCCTATTTTCAGGCTATATTTGTTTGACTTAAAGC
ACCACACCATCTAAACATGAAATGTCGTTCTTTGTGCGTTTGTGTGCAGAAATGCTGTTG
GAATTACACATTTGAGCTGCTCTAGTATGTTGGTAGCACTTTTACTTAACACAAATGAAG
TATTTG
>McF0040M23-MGRbd1
GGGGTCCGCAAATTGACCGATCAGCCAGACACAACGACGTCCTTCTGCGCGCTCTGTACC
GGGCAGACCGGTGATGTCAGAACCTGTGCTTACGGTCACGTACTTAATGTGGAGGATCGT
TTGGGACAAAGCATCCGGCAGCGGAGCCACCGGCCTTTGACATCCTCGTTACATAACGTA
CACAGTCATTTTGGGGGCGGGCCAGGAGCATTAGCTCTCTAACCTTCCACCACTCGGAAA
GCAGACATTCCAGCATGACATTCCCAGAAGCTCGGTGAACTCTGAGCTCCTCTTTCTGTT
TCTCACATTATTGAAACAGATACCTGAAGATGAAACTTATGGGGGGATTTCAGTGGAAAC
AAACAACACCCCCCCCCCCCCCAGCTNCAATGTGTG
>McF0040N09-MGRbd1
GGGAGGAGGAAATGGGCAAGCAAAGTCATAGTTAGGTTTTCCAATCACAGTCACAGATGT
GTAAATCTTACACCTACAGCATCCAAATTTTTCCAAACCTGTGTAAAATAATGTACTGAT
GTCTGGAGATCAGTGAATTTCTGCATGGTTTATACCTTCTGCACAGCAGGTTTGCTTGGT
ACTTCAGTATTGCTAAAGGTTCTACATTCAGCCGACAGTGGTTTAATGACTAAGTGAACC
CAGCAGGACCGGGATAATGGATGTTGAGGTCTCCAAAATTCTGCAGTCAAACACTACAGA
CCTCCAAATTATGTAGCAATCGGTTACATCTGAGTTTAGTTGTTCACAAGAAGACAGGAC



TTGTTTGTCTGTATTGTGTGAAGTTTGTGTCGGTGGATGTGTTAGGAGCAAGGCGTGGCT
CCTTATTTAAGATAAAAGGAACTCTGAATCTTTCTGCATAATAAAAGCTTTTGGACAATT
AANAAAAAAAAAA
>McF0040N16-MGRbd1
GGGGGAATGAGCTGATGGCTGTGAGGCTTGGACAATACAAGGCACATTACTGGACCTGGA
GCAATTCATGGGAGGAGTTCAAACAGGGTGTAAACTTTTGTCCTGGGCAGGAGGTCGCCG
GTGTGACCACCCATGAACAAAAAGAGCACACTCAACAGCCAATCATTTTCCACTTGGGGC
GGGACCCTGGAGAAAAGTACCCTCTGAGTGTTTTGAGTAAGGAGCACCAGGATGCTTCAA
ACTGGATCTCTATTGTGGTGCCGAAGCACAAGGACACTTTGGTCCCTGGAATGCCCCAGC
TTCGCATGTGTGACATGGCAGTGATCAATTGGGCGCCTGCTGGCTGTGAGAAGTTAGGAA
AGTGTTTGAAACTTCC
>McF0040N19-MGRbd1
CGGAAGTCGATTAAAAAAACCGTATTCTTTTATGTTTTGGTTTGAGAAGGTACCGCGTGT
GAATAAGAGCTCCGTCGCGTTTACTGCCAAGCTTTTATCACTGGTCCTTATCATTCGAAA
GGGAAAGAGTTATGATGTTCAAACGGACAGCGCGCGCGGTGAACTCGTGTTTTGTTTTAG
AGTTCTAAAGCGCCAGCGTTTTATTTTTTAACTTTTATATAATCCCCAAATTCAGGATGT
GTGGGTGAACCCAAACATATTTTATTTAAAAAAAACGCATAATGAAGCCTTTCGTTTAAG
ATTACAGATGTCGGCAAAGCTAATGTGTGCAATTTTTCCCAAAACGCAGCAGTTGCCTTC
ATGGACCCCTTCCGTTCCTTTTGTCCGCATGAAATGGTTCTCGTGAAATGACAGACAACG
GTGGAGGTGCTGGAGGCTTCCATCAACCAGCAGTATGGATCGTCTTTGTCGTTAAGAAGT
TCAGAGAGAAACTGGAGAACCTCTCCATCTCAGATTATCAGGGTCTGGACAGTCCTGGTC
TCACATGCTACTTAAACTGCGTACTTCAGGT
>McF0040N20-MGRbd1
GGGGGAGGAAGTGCTGGGCCACCCGACCGAGGAGATCCCCCTTGCACCTACCGGAGAGTA
TAAACCCACTTCCTGTGGTACTCTGACGCGACGGGAGGTGTACCTGTGAGCAAGATGGCT
TACACATCTCCACTGACTATTAAGCATAGCTGCTTACCCGTGACCGTCGCATTTCTAGAA
GCCTTTAGCCAACCAAGTAGGACTACAGTTTCTCCAAAGACTTTTGCAAGAATCCCTTCA
TGAAGGATGCAAGTGGATATCACACCCTACCTTTTTTATAATATAAAGTGATAACTCCAG
CACGTGACCAGAAGGAGAGGTGGTGGAGGTTGTTTTACTAGCTCGTCGGGCTCTTGGGAC
ACATTCTGCTGCCTGACAGTCAATCTGTACAGGAACTCATTTTACATGAAGCATGCCAGG
TTCTCCCCGTTCTTCTTCTTTGAAATGAGGCAAAAGCCACATCTTTCATTTTTTTAGATC
ATAAAATGTACATGTA
>McF0040N22-MGRbd1
GGGAGTGCAAGGAGGAAAAGCTCAAAGCAGCTCAGCAACAACCAGACTTTCCTTTGACGC
TGAGCTGAACTCACAACTACACCGCATTCATTCCAGCTGAAAACTCGACACCAGCATGAG
TAGATATCAGTGGGCTGAGGATGATTTCCTGCCTGATGGGGTCTTTCGCCTTAATACCGA
CGAGCCCCAAAACGGCCGTACCTACGTCATGTACCACGGCACCACCCGGGCGAGCGCTGA
GAGCATCAGGGCCAGTGGTTTTCAGCGCTCTAAAGATGGTATGCTGGGTGAGGGGGTCTA
CCTCAGCAGGGACCTGGAAAAAGCCAGACGATATCCCATTGACCATCCCGACGAGGACAG
GGTCATCATCAAAGTGAAGGTCAACGTGGGACGCGTCATCGTAATCAGTAAGCAGAACCA
CCCCCTGCAGAAGACCTGGAGCTCTCATGGGTTCGACAGCGCCTGGGTGCCGCCCAACTG
TGGGATGGTGAGGAGCGGCCTGGAGGAGAACTGCATCTGGGATCCCTGTCGCATCCACAT
CCTGGCTCTC
>McF0040N23-MGRbd1
AACCCGGGCCTTATGGCCGGGGGGGAGATGTAATCGACGCTAAGCTGGTCATGGCGAGAA
ACGAAGAGAAACAGCAGGGACGACTGAACAGACTTTGGCTGCAGAAAGAAAGACATGTCG
TCTGTTCAGCAATCCCAGCTGACTCATTACCCAGAGAGGAAGATCGAAGAGTTCCAGCTG
CGCATCGAAGCCTTACAACAGGAATACAAACGCTTTATTACCAAGCTACGCTCCCTGGAC
CCCTCCTGTAAGCAGAAACCTTGGACCCCCAGAGCCTACACTAAAAGGAGAGCTGACATG
CAAAATTCTCCAAGAGCAGGTAAAGTTGCTCGCCTCTGTGAACCATGTGATGCTCTTAAG
CCACAGAGCCGAGACGGGAACAAGTCAGCCAGCAGTTTCTTATCTGCTGAAGGATCCCAC
AGCTTTTCTGAGAGCAGATCACAAACCCAAGCTCCCACCAGCCCTGTCTCACAAACCTCT
GAGGTCGCCAGTTCAATCCAAGACCAGCCCCTTACATTTGACTGCATTAGACTGGCGGTG
GCTGCAGCTGCATTTAGAGGACCAGCAGCTCAGCCGAGTTCTTCTCAAACACACAACCTC
GCACAATTGTTGCAATCCGGCCTG
>McF0040O05-MGRbd1
NCCTTATGGCCGGGGGGGAGGAAACGGAGCTGCAAACTCAGTCCTGCTCTGCTGTACAGG
GTGCAGGGCAGAGGGAGAGCCAATCACCGAAACGCAGAGGCTCCCTTTAAGCCTGACATA
TCTCCAACAGGAACAAATTGTCCCAACAATCAACATCCCAATCTGCTGCGCGCATCAGGG
GCTGGAGAGGAGAGGATCAAGCCTGTGTAGGCCAGCGCTGCGCGAGACCATTGCACTGGA
TTGCACTGCGACGCGCCGCAAAAAACTATTACTAACTCCTCAAACACCCTCAGCTACTTT
GGATATCGAGGTTTGTGGTTGAGGAGCCGGCTCGGCTTACCCCATGTCCGGTCTGGGGGC
CCCACAGTCGGTGCACGGCATGCACGGACACCCACACCAACTGCAGGACTCCTTGTTGGG
ACCTCTAACCTCCAGTCTTGTGGATTTGGGCTCTTAAAGAGACAAATATAATTATTATAT



TTTACCCAACGAGAAAACGAAGAGGACTGATGAGTGTATCAGATTTAAAACATGTACGAA
ATAACAATATAGTAGCTTATATCTTATAATATAGACTGACTTGTCTGTCGTTAAAAGGGT
GAAACAAATTTCCTCAATTGGTTGAAACTGAACGCATCCACAGGAGA
>McF0040O06-MGRbd1
CCCGGGCCTTATGGCCGGGGGAAGAATCCCCTAAGGAGGAAAAACCCTCGAAGAACGCCG
AGAGAGTGAAGACGTCAAAGAAATCCAGAGCGGCTGCAGCGATGGGCAGAGCCAGACAGC
TTCCCCTCAACTCCTTCTTCAAGACGTTGAAGGAGGAGAGTGGCTCATAAGCTGCTTGAT
GACATCATCATCCTGTTACCGCCTCAGGGATGATGCGGTTCTGCTGTTGGTGTAAAGTTT
TCAATCACTGTGATCCTAAAATGTCCCATAATGCTCTTTAGTGTGACATCACTTTTTAAA
CATTTTATTAAAACCAAACGTTGCGACTTTTATGTTTGCATTCTCAATCACTGACTTATA
AGGTCTCAACTACTTTCATTCAAAACTTTATTAACAAAGCCATAAACGACTAAACCTATA
TTTGAGAACAAAGTTGTGCGATGATCATAAAAAAAGAGTTTTACAAAAATAAAATGGTAA
AGTTGGTTGTATTTTCATGAAAATAAAGTTTTACATTTAC
>McF0040O09-MGRbd1
GGATCAAAGTCAGGCCTGACTGCAAGCATGTACTCTGGGCTGCTCCTGCTGTCCATGTGG
GCCCTTGCTGGAACTGCGTCCCTGTGGGATTCAGAGTCATGTCCAGAAAGACTTGTGGGA
GCGGAGGGGAGGAGGACGTGTCCTCGGTCCTGCAAATCTGACAGGGACTGCGGCGGCAAA
CGCCAGTGTCTGTGTGACAGTGAGTGCGGCCTCAGCTGTGTGGTTCCAGGTCGTACTTGT
CCCTGGCCTCTGCCCCTCAATGAAAACTCAAGGGCGAGCCTCCTCTCTCCCACTCCCTCC
TTCTCTTCACTGCTAGAAGTGCTGTGCAAGCCAGGCTTCACGTTGGCCGACGGCTCGGAT
GCCACTGTTCGCCGTTGTCAGGGAGACCGACAGTGGAGTGGGGACAAGCCCATCTGCACA
GAGGCAAAATCACCTGAGCTTCCTGGTGTGCGGACTTGCCCTCTGCCTCAGCAGGTGATC
AACACCTTCAGCATCCATGGAGATGCCTCAGTGGGGACTTCAATCCGCTACAGCTGCCTG
TCGGGGGCAGACATAGTTGGGAGACAGGAAAACTATTGCCAGTTTAATCAGACCTGGCTG
TATCCGCACCCCAACTGTAAAGAAAT
>McF0040O11-MGRbd1
GCCTTATGGCCGGGGGGCTAAAGATCAGCAACATTTGTTAACTCAGCTCTCCGCGTTCGG
TTAGCATTTACGTAACCGCGGTACTAGAATGGTTTGGAGACAAATGCTAACAGGTCTGGA
AGAACAAGCGCAAGCTGCTTTTCACGCGCAGCTGCTGCTGCGCAGCTCGGCGATGACAAC
TGCAGGGATCTGACGGAACCGAACCATCTGGCATAAAGAAACAGGAACACCTGATGAAGC
TGCTAGGATGAAGAATGAACCGGTTCAAGAAGACCAGATACACAACTGAACTTCAAGGCA
TGACTGGGATGAGTCTTCATCAACAGTCCAGCATTGGTCCCTGACTATGATGTTGTATAT
AATAAAGGAGACAGACCCTCAGTCACTGCAGTGATCAGACCTCATCAAGTCCTTCACAAT
CAGCTGAACTTCCTTTTCCACGTCCAGCTGGTTTCATTTGATCATCCAGACATCAACAGA
CCTCTTTTCCTCTTCCTCTCCATTTTCTAGCTTACTGAGACGGTGGCAGAGAAACCAACA
GTCCTGACACCATAACCTGTTGTCTTCCAGACTCTGAAGCCCCGCCCCTTAAGCCCAATC
AAAAGATGGCCAGAGCAAGGTTTACTTTCTATTGATGAACCCTGACCTCAAAGGGGAGGG
GCATAGTAAAAAACA
>McF0040O18-MGRbd1
GCCGNTAAACCCGGGCATTATGGCCGGGGCAGATGAAAATGGAGGCTTGTGTGGAGAAGC
CATGGAGCCCTGTCTCTTACTGCACGTGAAACCCTACCAGCTCCACCTCACGAGGCTTCT
ATCTCAAAGACTCCACTCCAGAAGGTTTCACAACAACCGTCACAGAAGCGCTGCCCCTGC
CTGCACCGAACAAAGCTAATTACCCAGGAAACATTTCGGCCAATCAGACGCGGCCTTGTA
TCTCGCCTGTGAGGAAAGCGACCAGTCAGGATCTGGCTACCATCGCTGGGCCTGATCGCC
TTGCCTGAAGAACGGAGGCTTCCCCAGCTCAGGGTTGAGAGTGTCCTCCATGTTTTATAG
GTGTTGACATAACAGTGTGTCAGGCAGCCATGCATCCACAGAGTTTGGCTGAGGACGAGA
TAAAGACTGAATCTGATGTGGTAGAGGGGATGGATGTTTCTCTGCAGTCCAAAGTCCCTG
ATCCTCCGGGGTCAGCAGAACGGCCCGCTCCACCACAGAAGCGAAAGGTGTCGAGTCCCA
CCCATTCTTCCAATGGACACTCTCCCACAGATACCACTCCCAGCCCAATTAAGAAAAAGA
AAAAACCAGGGGCTGTGAACTTTAACAGCAAAGACCAGTCAGAGCTAAGACATGGTCCCT
TTTACTATATGAAGCAGCCAGCACTCACAACAGACCCTGTT
>McF0040O20-MGRbd1
GGACAGCTGAGACGTATATAAACCTAACAATGCTGCTTGTGCCTGTCTGCAAAACCAAAA
ATCCCCCCCCTGTTTTTTAAAGAACCTTTCCTTGACCAGTGACAGTCAGTGCCAGACACG
ACCCGAGCTTGTTTGAAAAAAAGCTAGGATGACCGAAAGCAGGAGAACCAATCCTGGATT
TGGTCACAAGTCGGAGCCTTATTTCAAAGATCTACGACATGATGAAAGTCTTCAGCGCTT
CCAATTCAACGTCAAAGAAACCAAAAACCAGCATTTGGTGTCACCTTCACACCAGCTGTT
TTTCTACAGAAAACATTTCTGACGATGTCTGAAGCCTGGAAAGGATGGATCACAAAGACT
GCACTGTAAAAACTATGAACCTCTTCACTTATAGAAACCTTCTGGCCCAGGAAGGACCGT
CAAAGGAACCTCGGTCGAGCTGCCAATGAAGTTTATTGGGGAATGTACCAAAACGCAGGA
GCACAAAAGCTGTTCGTCTTTCCAAACTGTTCTATGAAAACTACGCTGAATGATCTTTAA
TGCATGTCTTTCTGTTGCCTTTTAGCTTAAGAGA
>McF0040O24-MGRbd1
CGGNCCTTATGGCCGGGGGAAAAAGTTACTGATACATTTAAGGAGTTTTTAAAGCCTTAA



ATGCTTGTTTTCTGAATAATGTATGTCACAGCAGTTTGATAGGTTTCTGTGAATATTTTC
TTTCCTCTTTAAGGAGGTAAACTCTTTATCCAGCATGATTGAAACTTTGAGACCAAGGGT
GTAATAAAGCCACATTTTAAGTCTGCAGAAGGAGTGTGATACCCAAAAAGAAACCGTATA
GGGAGAAATTTCTGCATTAAATGTCATGTTGAATTCATACATATCAACCCACATTAGCAT
CGTGCTGTTCTGAGTAATGCAAATGGGTTTTGATGTATGTAAAACCCGATTTAGAAGCAG
AAATGACCTTGCTCAAATGTAATGGAGCTAATGTGACGTGTTCCCTTCACTGTCGGTCGC
GGGGTGTGCGTTTGGACCCTCCATAACAGAAACACTGCATTCGTCGCTGGACACTGGAGG
CCGC
>McF0040P02-MGRbd1
TTGCTGGACCGCAGATGTTCTTGTGAAGTCGCTCCGTTCGTCGCTGTTGCTTCTGCAGAG
TTCACCTGAGGACAGCAGGATGTCCCGCGGGTCCAATGCCGGCTTTGACCGACACATCAC
CATCTTCTCCCCGGAGGGCCGCCTCTACCAAGTCGAGTACGCCTTTAAAGCCATCTCTCA
GAGCGGTTTGACGTCTGTCGGCATTAGGGGGACGGACTGCACCGTCGTGGTCACGCAGAA
GAAAGTGCCGGACAAGCTGCTGGACTCCTCCACTGTGACCAACATGTTCAAACTCACCCC
CCACATCGGCTGCGTGATGACGGGCCATAACGCGGACAGCCGCTCTCAGGTCCACCGAGC
GCGGGTGGAAGCTGGGGAATGGAAGTACAAGTTTGGCTACGACATCACTGCGGATGTGCT
GTGTCGCAGGCTGGCCGACATCTCGCAGGTCTACACGCAGAACGCAGAGATGAGACCTTT
AGGCTGCTGTATGATCCTGGTGGCAATTGACCCCCAGCTCGGCCCTGTCCTGTATAAATG
CGACCC
>McF0041A09-MGRbd1
GCGTTTAACCCGGGCATTATGGCCGGGGATGTAGTGACAGTTGGAGATCGCGTGAGTGTC
GGTTCGGAAGCAGCTGGGTGTCACGGTAACTCAAGGAGGTCGGAGGCCAACAAAGCCTGC
TGAATTAGTCCAGAAAATTACTTTTTACTGATTCTGAAGGTGAGGAGTCCTGAGAGTGAA
AAGGAACCTGGACCTGAACCGGAACATCAGGAGATCTCTGCAACTGTTTCAGGTAAAAAC
CTCCAGAACAGGAACCTTCATTTATTGTTGCTAAGCAGGTTTGAGCAGTTACTTTAATGG
TTGCAGGTTCAAATTCCAGGTTGTTTTTTTTTATTAAGTTGTAAATATGTATCAAACCTA
ATTCAGAAATGAAGTAACAAAAAAGGAAAGATGAAAATTGAGGAACATGGAAGGAGATTT
TCTAGACCAATTATTCATAATCATGGTTTCAGCTGTGCATCAGTGTAATTAGTTTATTAT
GAGGAACATAAAAAAGAACAAAGTGAAAAATCAAACTGTACAGATGAAAAAAAATCTTCA
CATTTGGTTCTTTCATAGAAAAATTCTGTC
>McF0041B02-MGRbd1
CATTATGGCCGGGGGGTGCAGATCAGTCAGGAGACTTTTGCCGCTCTGTGATGGACCGCA
TGGGCTTCACACACAGTCTGTGTTTCTAGCTGCAGTGGTGACACAAGGATTTCTGGGGGT
TTGCTCAGGCCTGATCCCCATACATCCCATAATCATGTAGAGGGTGTGAACATCCACTTA
ATGGACATTTTTCTTTCAGAAGACTTTTCAGTCTTTTTCTCCTACCACCCTCAGAGCACA
ACAGAAGGCGGATTATATAGGCGTCTCTTATAGCTGTAAGTTTGGACTTTGTATCCATTT
CATTGAACTTGAGATTTGATTTCCCACCATCAATCTTGAGCTGTCCTTCACATTTTCAGA
CAGGACTTTTGCAGGTGATGGTTCGCTGTTTTACTTTTAAAGACAAAGTTTCATTTTAAA
CTATACACTAGCATGCCGCCTTCATGCTGCTCTGATTGGACTTGGTTAACGAATGAAACG
TCTTCGTCTCTGGCTC
>McF0041B20-MGRbd1
GGGATCGATGCTGTGATTGGTTCATCCAGACAGCCATCCATGGCTGATAAAGAAAGCATG
CCCTACACTGATGCAGTTATCCATGAGATACAGAGAATGGGGGACATTGTGCGCCAAGGT
GTGATCCGTCAAGCAAACAGGGACACCACCCTCGACAAATACACAATCCCCAAGGGCACC
ATAATACTGCCAGCACTTTACTCTGTCCTCCACGATGAGTCCATGTGGGACAACCCACAC
TCCTTCGACCCGAAAAACTTTCTGG
>McF0041D07-MGRbd1
CGTTTAAACCCGGNCCTTATGGCCGGGGCACACTTGTGAGGATGGCCCACTCCATTGCTC
ATCTCTGTGCGGTAGAAGGAGGCCGATTCTCCGCTCGGCTCTGTCTCGTTAAAAGCCGCG
AATTTGCAGTTTGTGGGGTTGAACTAAAGACGGACCTCCTTACCGTCCTCTGTGGAGGCT
GTTTGGGATACGTTATTTGGAGAACCTCTCGGTCCCAGGAGAGTAGTTTGTTCTGTGTCA
TGATGAACATCATCACAGGCAAATATTTTCCTAACAGTAGAAGACGGACCAGAGAAAATG
GTCACGAATGCCAACAGGAAGCAGCGACAAACAGCTTCAGTCTGCTGACACATGGACACC
AAAGTCATCGGTCCAATCGTTGTTAACCATGAAGCTGTGGGAGGGAAGATGACAGCAGCC
AGACAGCATGTCGTCTCTCTACTCTGAAGAGCAATACATTCACCGATCATCGCCGTTCTG
TGTCTCGGCTTGTGCATGCAATAACAGTATCACGAAAAAGACATCTGGGAAAAATTACAA
CATGTCAGT
>McF0041D10-MGRbd1
GAAAAGAGCCGGAGACACAAGTCCCGCAGTCGGGACAGGCACGAAGATTATTATAGAGAG
CGCAGCCGCGAGCGTGATCGCCATCGTGAACGAGACCGTGACCGCGACAGGGAAAGGGAG
CGGGAGAGGGAATATCGCCACCGTTAGCCAGGAAGGAAGCTAACGAGGATCATGGACAGA
AGGAAGGAAAAGGAGGAACACTTTCAGTGCACCGCCACCACAGCCCCTGCTCACCCTGCA
TGACCGGACAAGACACATCCGCCGACTCTTCCTCCACCCCCCCCCCTCCA
>McF0041D24-MGRbd1



GATAAGACCCAACTCAGGCAGCGAGAGCGCTCAGGAGGGGCCCGGTGATTCCCAGAAAGC
GTAAACTACACACAAAAAAAGGTACGGAGATATTTTGGGGGCTTTAAATTTTATAAATAA
AACTAATTCTAGCATATCTTGTTTATACTGCGCACCACTTTACCGAGAGG
>McF0041E02-MGRbd1
CTTATGGCCGGGGGTTAAGTGACTAAGCGTACATGGTGGATGCCTTGGCAGTCAGAGGCG
ATGAAGGACGTACTAACCTGCGATAAGCTGTGAGAAGTCGGTAAGAGACGCTATTACTCA
CAGATTTCCGAATGGGGAAACCCACCCGAGATAACTCGGGTATCTGTTACTGAATACATA
GGTAACAGAGGCGAACCGGGAGAACTGAAACATCTAAGTACCCCGAGGAAAAGAAATCAA
CCGAGATTCCCTCAGTAGCGGCGAGCGAACGGGGATTAGCCCTTAAGCATCTTGGAAGTT
AGTGGAACGGTCCTGGAAAGGCCGGCGATACAGGGTGATAGCCCCGTACACGAAAACAAC
CTTGATGTGAAATCGAGTAGGGCGGGACACGTGACATCCTGTCTGAATATGGGGGGACCA
TCCTCCAAGGCTAAATACTCCTGACTGACCGATAGTGAACCAGTACCGTGAGGGAAAGGC
GAAAAGAACCCCTGTGAGGGGAGTGAAATAGAACCTGAAACCGTGTACGTACAAGCAGTG
GGAGCCCTTCGGGGTGACTGCGTACCTTTTGTATAATGGGTCAGCGACTTACATTTTGTA
GCGAGGTTAACCGTATAGGGGAGCCGTAGGGAAACCGAGTCTTAACTGGGCGTCTAGTTG
CAAGGTGTAGACCCGAAACCGGGTGATCTAGCCATGGGCAGGTTGAAGGTTG
>McF0041E04-MGRbd1
TGGCCGGGGGACTGAATTTTACAGAGGACGTCCGAAGTGAGGGATGATGCTTTAGTCCGT
CTGTGACCATGCCTGCAGCAGGAATTCAGTCCAAGTGGAAACACGGTCGATAATCGCGAA
CGTGCGGGCGAACTGCTGAGTTTAGCCAACAAGCTAGTGTGTCAACAAGCGTCACATATT
TATTGTTGTGGCCGCGTGCGCCATAAGAATTCGGACGTGTCGTGTGTGTTTGAAATCTGA
TCAAGTCGAGGCCGGAGAGCAACATGAGGCTTTTAAGGTTCCTGAGGAAGAGCGTGGCGG
TCGGGAAGGACATTGACTATTACTCAAAGTTTTCTCCTTCGCCTTTATCCATGAAGCAGT
TTCTGGATTTTGGTTCTGAAAATGCATGTGAGAAAACATCCTTCGCCTTCCTCAGACAAG
AGCTCCCTGTGAGGCTGGCAAACATCATGAAGGAAATTAATTTGCTGCCAGATAATCTGC
TGAGAACTTCATCAGTTAGCTTGGTCCAAAGCTGGTATATGCAAAGTTTCCAGGACATCC
TTAAATTCAAGGACAAAAATGCAGACAATGAAAAAGTCACACATGAGTTCACAGATGCAG
TCATCAAAATCCGAAACCGCCAC
>McF0041E08-MGRbd1
GGGGGAAATGGGAGTGGAGATCGAGACGATCACTCCGGGTGACGGAAGGACTTTCCCCAA
AAAAGGGCAGACGTGTGTGGTGCATTATGTTGGCTGCCTTACAGATGGACGGGAGTTTGA
CTCCTCTCGGGACCGGGACAAACCTTTCCGCTTCAAGATTGGCAAGCAGGAAGTGATCCG
AGGCTGGGAGGAAGGTGTCGTGCAGATGAGCGTTGGTCAGAGAGCCAAGCTGACCTGCTC
ATCAGACTTTGCGTATGGAAACAAAGGCCACCCGGGCATCATCCCTCCTAACGCCACGCT
CGTCTTTGACGTTGAGCTTCTCGGTTTGGAATGAAGCCGTCCTGCAGGCCGGCTGCTGCA
TCCGAGTAGAGCTGTTTCCAAACTTTGGTCCTCGGGGAACACGTTCCTGTTTTCTCAGTT
GTATTTTCCTGTATCCTCTGTGGAGCTTGATGATGATCAGAGTCCGGTTTGCTCACGCAG
TGAAACATGGAAAACATGCAGGACAGTTTTACCCGATCACCAGGGTTAGGAAACACTTGC
ATAGGATTAAAGTCTGTCCCAATCTGAAACCAATGA
>McF0041E09-MGRbd1
GTGAATCTTCCTTCAGTGACTGAAACCTCTTTTTTTATTCTGCAAAACGTCCTGTAAGGT
TCAAAATGCAAGTCTGCCTATAAAGAAACACATTGCAAAGAATCCAATCAAGTTTGTTAG
GTGATTGTTTATATCCATCTGAGTGAGCTGCAGCATTTTGATCAATGTTTAAAATGATTT
GAAAAATATGTATATATATTTTGTCTATTCAAGAAAGCAGAAAGAGGAAGCTTTTTGAAT
GAGTTGGAGCACTAACACCACCTGCCTCACATTGTGTGGATGCCCACTTGTTCTAATAAT
AGCAGGGGGTCCCTCGTATTCTGTAGGTTGGGGCTGTGTAGCATCAGAAATCTGTTTTCC
CAACTGTTCCTGAATGTATATTTTTTAGCTATATATTTCAGAGCTATGAGCGGAACTTTG
CATCCTAACTGATTCAGTCTATAAAAAAGGTAGAATTGTCATTTATAGCTAAGAAATGAA
TACA
>McF0041E10-MGRbd1
GGGGATTTTCCCATTCCCAGGTGCATCTTCCCAGTGCTGTGCCTCCATACAGTCCAATGG
TTCTCAGGGGGTCAGAGGCGGAGCTACGCAGGGTCAAAGTCACTAGAACCAAATCTTGTG
GACCTTTTATTCCTTTGCAACAACATGCCCAGGATGGCATCCTGTTATCAGCTTATGAGC
CCTCCATTCCTGCCACCGGGAACACTATGTCCTCCGTCCCAAACCCCCACCCTTACCAGA
CTGAGCTGTCTGGGCCCTCCTTCAGTCGTAGACATACACAGTTTTCGCTTCAAACTCCAG
AAGATTCAACAAGAAGTCTGCATAAAGCTCTGGCTCTGGAGGGACTCAGGGACTGGTACC
TTAGGAATGCTCTCGGCTACCCCTCTGCTGTCTCCAAGGGACACGAAGCGGGCATCTCTC
GGCTCTCCCACCCTCACCCTCTTGTGCACCAGGCGCATTCCCTTCAAGGCGAACCGGCTA
ACCTGCAAAAGGCTCAGATACCCCAGTCAGCCAGCTTCCATGGTCATCCACTGCATGGGC
GGTCAGTGGAGTTTTCTCTCTTCCAGGAGACTCCAGATCCACAAATGCAAGCTGCGACCC
CAAAGGAGCCGAGCGCTGACCCT
>McF0041E14-MGRbd1
ATTGCCGGGGGTCAAGCGGTTCCTTCGGCCAAAATGGCGCTATGTTTACGTTTCTGCAGA
GTCGATTGTTATACCTTCGTGACTGCATTATTCGTGGGATTTTCGTAATAAGCCTATGAC



CCCCAGCAACACGGATCCACAAAATATTGATTTGTGGAAGTTGAGCAGTTGAGGGAAGGA
TGCAGGCGGAAGCTTCAGACACCTCCCTCAGAGAGGGCATCCAGGCTTTGGACGTGGAGG
ATTCAGAGAAACCCGCTGCAGACACAACAGAGGACATCATCACGGACCAACAGGACACTG
ACAGAACAGCCGTCGCAGAAGAAGAGGACGCAGCAGCCCAGGAGGAAGCTGAGGAGAACG
CAGATGCGGCCGAAGATGCAGCTCAGACCGATCCAGCTAAAGCAGACACAGGGGTGGATG
CTGAGGAGGGGAAGCAGGCTGCAGAAGAGGAGTGGGAGATTCCATCTCCAACCGAGTTCG
ACTTCGATGAAGAGAATATGCAGACAACGCCGAAAAATGCCTTTCATCAATCGACGGCGA
ACACCAGGATCCTCCGGCCGCTCGACGGTGAAAAGAGAAGCTCGTCTGGACAAAGTGCTG
TCCGACATGAAGCGCCATCGCAAAATCGAGGAGCACATTAGACGCACGGGGAGGGATTTC
TTTAAGAACGAGAAAAAGCTGGAGGAGGCCCTCTCCCCAAACAGTCAG
>McF0041F01-MGRbd1
CCGGNCATTATGGCCGGGGAGTGGAGAGGAGCCTTAAGTGGCAGTATGAGAAGTACATGA
AGATGATCAGTGCCCCGCCGGAGCACGTGCAGAGGAGAAGCGAAGAGTTTGTGGAGGCTT
ATGACGGTGAGCTGGGCGACCAGCATCTGAACACGCTGTACGAGAGCGTGATCGGTGTGC
CCAAAGTCTTTGGCAAACCCATCCTGCAGGTGTACAAGCAGCACTCGCGCAATGACCTGG
ACACCATGACCAAGCTCAGCCACCAGCTCTTCTACCTGTTCAGCATCGGCTGCATCACCC
TGATGGCCAACGCCGTCCTCATCGGGGACGACGTGGAGAGCCTGAAGGAGGAGTGGGAGG
ACAAGATGAACCGTGTGTGGAGTGAGATGGAGAAAGCTCTGAAAGACTGCCAGTAGAGAT
CTTTCTGCATGGGGGAGGCATACCTGATACATATCTATTCACTGAAATCACCGTAATGTA
AATGTAAAAACGATCTCTGGCATCGTGGCGCTTCACTAAATTATGTAATTCTGACATAAA
CATATAAACTTTAAAGGATCTAACTCTTTAGTGGAACTGTATACTGTGGATTTTAGTTTC
TAACTAACAGCACTTTGGTGAAGAAAGTTTCTGCTTCTTTTAAAAAATACACTACAGGGG
GAGGGGGGACATCAATCTGTGCTTTAT
>McF0041F15-MGRbd1
AGTTGAAGAAATGCAGAGACAGGCACGCTGGTTCTGGGATGCCTACTTTAGCTCCATGAA
GGCTGTTGGTTTGACGACGCTGCAGATCATCAATGACCGCGGGTATCCTTATGCGGCCCG
CACTTACGAGCAGTGGAACAACCCACCTGTGGTGAAGTGGTCCAGTGTGAACAGTCCACT
GTTCCTGCCACTTATTCCTCCAAGGGCTCCGGGCTTCACAGCCGTGGTGCTGACCTACGA
CCGGGTGGAGAGTCTCTTCAGGGTCATCACAGAAATCTCCAAGGTGCCGAGCTTGGCTAA
GCTGTTGGTGGTGTGGAACAATCAGAACAAAAGTCCCCCTGAAGAGTCTCTCTGGCCAAA
GGTCAGCGTCCCTCTCAAAGTGGTGCGAACAAAAGAGAACAAGCTGAGTAACCGTTTCTT
CCCGTATGACGAGATCGAGACCGAAGCTGTGCTCGCCATCGATGACGACATCATCATGCT
AACGTCTGATGAACTGCAGTTTGGCTATGAGGTGTGGAGGGAGTTTCCTGACAGGCTGGT
GGGCTACCCAGGCCGCCTGCACCTCTGGGATCATGAAATGGGAAAGTGGAAGTACGAGTC
GGAGTGGACCAACGAGGTTTCCATGGTTTTA
>McF0041G08-MGRbd1
ATTATGGCCGGGGGAGCTGGTGTTGTTAACACTGCTTTCACCGTTGTGTCTTTGTTTGTT
GCTGAGCGTGCGGGACGTCGGTCTCTGCACCTCCTGGGTCTGTTGGGCATGGCTGGAGCG
GCCGTCCTTTTGACGATAGCCTTGGCTCTGCTGGATCAGCTTGAGTGGATGTCTTACGTG
AGCATTGTGGCCATCTTTGCCTTTGTGGCCTTCTTTGAGATCGGACCAGGTCCCATTCCT
TGGTTCATCGTGGCGGAGTTGTTCTCACAGGGACCCAGGCCCTCAGCCATGGCTGTAGCT
GGCTTTTCTAACTGGACGGCTAACTTTATAGTGGGAATGGGCTTCCAGTATGTGCAGGAG
CTGTGTGGTCCCTATGTCTTCATTATCTTCGCTGTGTTGCTGCTCCTGTTCTTCGTATTC
ACCTACTTCAAAGTGCCAGAGACAAAGGGGCGAACGTTTGACGACATCGCTGCCGGATTC
CGTCAGACTGCCGGCGGGGGAGGAGAGAAACTCAATCCAGAGGAGCTCAACAGCTTGGGA
GCTGACTCTCAGCTCTAAACAACAACAGCCC
>McF0041G19-MGRbd1
GATAGATGGAGATAGCCGGGAAGGGAGGGTTCTCACCGGGGCGGGGGAGAGAAGGAAACT
TTTTCTGTTCTGTTTTTTCTAACTTGCAATTTGCTGCTGTGGGAGAAGAAACCGGATCTG
CGTCATGCTTGCCGCCAACGGCTGGCTTGCTAGCACCGTCCCTCGTGGGGGAGCGTGACC
AGTCCCTTTCTAGTTCCCAGGGAGAGTGAAACGCTCGCGGGGCCGGTCACAAAACTGGGC
AACTCTGCTCACCTCTCGCCCTACAAACACGGTTCAAACTACCACCATCGGGGGGCCCTT
TGCCCACACCCACAAGCGCTGTGCCTCAGGTACAGAAACCNATACTTTAGGACTATCAAT
GGACAGAGGAAGAGCTCAGCAGGCTGCAAGAAGTTGTATCCCGCTATCCTAAACACATTG
CCGGCTACTGGGAAAAGGCTGCACAGAGGGTAGGAACACGCACAGCCGGAGAGTGCCACA
AAAAGCACACTTCCCATGGAACATCCCAGAGTCCTGCTAAAACCCACAGGAGGCAGAAGA
AAGGGAAGGCAGAAGCAGCCAAGCATCCGGCGGCAGAGCAACCCGTGATATCTGCCAGAG
CGGGAACGCTGAAGAGGAAACAGCAGGTGCGCCACTTCCTGGAGACCCTTCCCAAAGACG
ACATGAACGATGCTTTCAGCTCGACATACATGC
>McF0041H11-MGRbd1
AGACATTCGTTCAAGCAGCGATGCATCCAGTTCGAGTGTCCATTCCGTCGTTTCGCTCAG
AAAACAACTCCATAGAGAAGGGATACACGGTCTTTAAAATTGACGTGCGGATGAGTGGCA
GACTATACAGCATTGAAAAGCGCTACAGTGAATTCCATGCATTGCACAAAATGCTTAAAA
GGAGCATCAAACCGCCGGAAATGCCTTCAAAGCACGTCAGAAACTGGGTTCCTAAAGTCC



TGGAGCAAAGGAGGCAAGGCCTGGAGCTCTACCTACAGACTATAATTATGGAAAATGAGG
TTCTTCCAAAGATATTCCTGGACTTCCTAAACATCCGGCATTTTCCTTCAGTGCCAAAAA
CAGAAAGCTGCGGGTCCTTTGATACAGAGTCTGTGGAGTCAAGCAAACTTTCTCATCAGC
CAGTCATGCTATTTTTGAGAGACCCCTACCTGCTGCCACATGATGAATTTTCCAACGTTG
TGATTGAAGGTGTGATCCACGGCATTTTCTATCCAGATCTGCAGCCGAGGTAGAAACCGA
GGAGCTTGACGCCACAAACTGATCGTGCTAAACAAGACTAAGATACCCTGAGCCCGCCTT
CACTGAACACTGCATCCTACTTTTTTTGACACATAAACACTAACTTGACACACAGCACCA
CTACTAAGTTTAACTTTA
>McF0041H15-MGRbd1
CCTTATTGCCGGGGGGGCGCTGCGATCGATAAAAAAACCCCCAGTCTGCAGGGACTGATG
AACGGACTGGATCTTTCGCCTGGCCAGGCAAGAGGATCGTGGAGGGAGAAGGAGTTAGGG
GGGAGATGTTCGCACGGAAAGACTGCAAGATAAAAGAGCGTTAGAAAGACTAGACGGAGA
CAGGGAGCGATGTGGAGGTGCATGCGCTGCAGCTGATGAGCCGGGTAGATGGGGCTTGTT
CGTAATGGTGCGGCATATAGGAGAGAAGTTGTGCCATGACAGAGGGCAACGTGGGTAAAA
GAGACATGAGACATCCGACCCCGCACCACCGCCACCTCTTCCTGGGTGGGGCTTTGCTAC
TTCTCCTTCTGGTGAACTCGGCCCTGAGCTGCCCAGCTCGGTGTGAGTGTTCTCCCCAGA
CCAAGTCGGTCAGTTGCCACCGCAAACGCCTGCCCAGCATCCCTGAAGGCATACCCATCG
AGACACGAATGCTGGACCTCAGCAAGAACAAGCTGCGCATAATCACGCCAGACAACTTCT
CTTCATTCCTCCAGCTGGAGGACCTGGATTTAAGCGACAA
>McF0041H16-MGRbd1
ACAAAGAGGTCTCTGTGTCGTTGTCAATTGCAGTTCAAGGTACAACAAGGAAGAACACAG
AGTTGCCACCATGTCTCAAGCGCCGAAACCCAAGCCCAAAATATCTGGGTCGCGTCGATT
GTTCTTGAAGACAAAACTGCTTAAGAAAGCCATGACTATGCTGGAAAGTGAAACACAGGC
CAAAGCAAGTGAAAAAGAGAGGACTCTCGCTGAGAAAGTGCCAGCCCTTCAGCTGTCAGG
ACTGTCTTTGCAGGATTTACAGAATTTTTGCAAAGACCTGCACAGGAAAATTGATAAGGT
TGATGAGGAGCGCTATGATCTTGCTGCTAAAGTAACAATAAATGACAGAGAGATACAAGA
TCTGTCCCAAAAAGTTTTCGAGATGAAAGGTAAGATGAAGAGACCTGCACTGAAGAGGGT
GAGGGTGTCTGCAGACGCCATGCTGGGAGCTCTGCTGGGATCGAGGGTCAAGGAGTCTGT
GGACTTCAAGTCTCACCTCAAGACTGTGAAGAAAGAGGAGGAGAAGAAGGAAGAAGCGAC
TGACTGGCGTAAGAACGTGGATGCCATGTCTGGGATGGAGGGCAGGAAGAAGCTCTTTAA
TGCTGGGCA
>McF0041H20-MGRbd1
GGGGAAGCTGAGAACAAAAAGGGAAGTCACTGTAAAAAAAAAAAAAGTAAAAAACACTTG
TTGGTACTTTGCATCATTTTGCTTTACCTGAAAACATCAGTCGGATCATTCTGGGTGATT
GTTTGTGACTAAACAAACCGTACACCCAGGATGTGGCACTCATCTGGCTGTTTACTTCCT
TTTTTTTGGTACATTTTTACTTGTTTTTGTCGCTATCCTTTCTTTCTGAGTGTAAAAACA
ATAATCTTTTTGGTAATGCCTTTGCTTTCTGTGAACTCTCCCAGCAGAAAGGTGAGATTG
AAGGAAAATAAGCTGTACAGTGTTTTGACAAAAGTGTTTTTGTTACTGTTTTTTTCAGAT
TTCACTTCTTTTTTTCAGGTTTTTATGGGAAAAAACTTGCAAAAAAACCAAAACCTGTTA
CTTTTCCGCCTTGTCACCAGATTTTCCT
>McF0041I06-MGRbd1
TTAAACCCGNCATTATGGCCGGGGGGGCAGCGGTCCCCAACCGGTTTGACGTCTGGCAAA
TTCTCACAGACCGCATGTTATATGCATGTTTAATGCATGTTATATGTATGTTATATATAT
GTTATGTGTATGGGATATGCATGTTATATGTATGTTATATGCATGTTATATGTGGCGGAC
ACACGCTGCAGCAACGCTGCAATAAAGGCAGAGACACGTGATTTTATTTTGACGCGCTAA
ACATTGGACGTCGCACAGGTGTCATCACCCCCCCCCCCTTCTTTCCACACTTATGGGGAT
AAAATAAGTAAACACAACAGGGAGAAATAACTAAGGCTGAAACAACAGAACTGCCAAATG
AAACCCGTAGGCAAAAAGAAAGACCCGTGATCAACCCTATTCTGACCAAAGCAGGCAAAG
GGGATGGATTCCCATAATTCCCTGTT
>McF0041I22-MGRbd1
TTTAAAAAAAGAAAATCCAGGGATAAATTAGATGCATCCCATTTCTTATTGTTATTTCGC
ATTTTAGATAAATGTCCAAATGAAAAACAGTGAATGTTATTTCAGGTTTTCAAACAGTCT
TTTCCATTTCTTTAACTAGATTGTCTTTATTGGATCAGAATTACTGATTTTAACTATCAG
TTTGATGTTAAACTCCGCTGGATCTATCCCATATCATGCTGACGGACTGAAAACTCCAAA
AAATAAGACCTCATTATCTTCATGCCATTTTTATTGAACATTTTCCCCATTAGATCCCCC
TGGAGTATTGTTGGGTGTGTATTGCTGTAGACAATCAATACCAGCAAATTCTACCTCCTT
TTGTACCTGATTAAAAGCTTAGTTGCTTCTGTTTTCATTTTGCTTTCACCACAGTTTCCT
TCAAGGCTCACTGTGAAGTTTGTGTCAAAGCTGTGTGTTTCTAAGCTGGAGATAAATAAA
TACTTCAGTATTTTATATGANGAANAAAAAAAAAAAA
>McF0041J11-MGRbd1
TTAAACCCGGGCATTATGGCCGGGGGATTATGGTGATATTCTGTACATGAATGCCTCATC
TGTATGTCTCAAAAGGTTGACACCATGCATCATGCTTCCCTGAGGTTCATTAGCAACTGT
AGATCCATGACATGGTTGTGACTTGTATGCAAGAGTACAATGACCTTCTCTGGTCACCAG
GAGGCAGGGACATTGGTCCACCTTTATTTATAAGGCCTTGCTTGGATTACTGCCTCCCTA



CATTTGTTCTTTATTCACAAGGAGAAGTGTGGAATCTTCCTCCTTTAGATCTAAAGACCC
ACAGAGCTGGGAAAAGTATTTGTCCACTCTGCTCCTTTTGCCTGGAATATGCTGCAGAAA
GACTGGAAACTAACTGAACTGGCATCTTTAAATGTTTTTAAGAACAAGCTCAAAGCATCA
GAGACTGAAACAATGATGTGCAACAAACAACTTTTTATGATGCATGTGGTTTTAATGATG
TTTGTTTTTATGT
>McF0041J12-MGRbd1
CCGGGGATCTGGAAGTTTGAGCTCGGAGCTCAGTGGACAGAAGAAGCGTCAGCTCAGACA
GCAGGAAGCAGCGCGGACAGATATGGACTCTGTTCTAGACCCTTTCTCTGGGGTGGGCTC
CCTCTCATCCCCTCCTTACTTTGACGAGGACGAATTCTTTACCGACTCGTCCAGGGACGG
ACATTTGGACACCGACGACTTTCTGGATGAAGACGTGGACTTCCTCAGCGCGCACCTCCA
AGACTATTACAAGGATGGAGCGGCTCCTCATGATGGAGACTACAACGTGGGCAACCTGTC
CTTCTCGTCATCGTCTTCCACATTCTCCTACGGCTGCGCTGACAACACTTCCGAGCTGTC
CCCTCACACAGGCTCCCGTGGGGGTTCACTGTTGCGTCGGAGGCGGCGGATGAGGTCTGA
AGTGGAGATGCAGCAACTCAGACAGGCGGCGAACGTGCGCGAGCGTCGAAGGATGCAGTC
CATCAATGATGCATTTGAGGGGCTGCGCTC
>McF0041J14-MGRbd1
GGGGTATGCCAATGACCGGAAACAAGAGCGTTCAATAGCTGTAAAGAGTCTATGAGTGCA
TGGGGGCTGGGTGAGGGTTTGCAAGTGTCCAAAATGTTCTTCTAAATCCATGGGGAGGCT
GTCTTGGAAGACTTTTGAGCCTGTTGGGCTGCCCTTCTGGTGACCATTGATGCCAAATGG
GCTTTTCATCACAGTCCATCCATACTTTCCATGCCCACCATGCTTATGTCACAGCATCCT
TCAACCCACTCATCATTTACACCACTCATATTTTACATTGATTGACTAATATGGTTTGTA
GTGACATAACATTTTACAAGTAAGGTTAGGCAAAAGGTTTTTGTCAGTCGTTGAATTGGC
AGGTTGTCCTATTTAAAAGAAGATGGAGGTCTGTAATGTAGATACACTTCAACTGCAAAA
GACAGAATGTAAAAAAATAAAATCAAGGAAATTCTATTGTATGATTTTTTTCTTCTTAAA
TAATGTATTTGTATATTGGTGTAGAAGACAAGTATTAACCTCCTACAAACATGCAAGAAT
TCCGTCTCTCACAGA
>McF0041J16-MGRbd1
TAGACAAAGATTTTTCGGGGGTGTTTCTCGCTAATCTGGAGGATGAGGAGGGGGCTGGGA
GCTCTGTGCGCCATAGCCGCTGCCTGTTTCATCGACATGGTGGTGGGCCAGACCACTCTC
ATTCCCGCTGTGATGAACACCACTCTTGTTCAGAATGCGACTGGTCTGACTCCAACACCC
GTGATCTTCAGCAGCACTACCCCAGGCTGCTTTGCTTTTAATGTATCTGCTTGTGAGCCA
TGTGCACCAGGATCTCAGTACGACAACAATACGTTGCTGTGCTCATGCTGTCCTGATCCT
GGGCTGTGTGTATTTCCTGGAGCATGTCTGCCATGCAAGAAGGGATTTTATCAGTCTCTG
TCAGGACAGGAGCAGTGGTTGCCCTGCTCACCAGGATTCTACTCTAATTTGACTGGAAGT
CCATTATGTCACCCCTGTCCTTCTGGATCCTTCAACAACAATACTAGATCAGAAACTTGC
ACCAGCTGCTCACCAGGTTTCTTTTCATCAAAGCAGAGTTCCACTTCCTGCACACCGGGT
TC
>McF0041J20-MGRbd1
TGGACTCCTGTTGTTACGAGGCTCTCTCATCCGCAGTCATGCAGAACGGTGCCGAACCAT
CCCAGTTTAGCCTGGAGAATCTGCGCAACTTGAGGGAGGGTTCCGCTCAGCGCGGGTTCG
ACGTCCCAGACTCTGGAGGTCGTGCTTTTGATGACAACGCAGGTAAACGGCAGACCCTTA
ATGGGCTGAACCATCGACTGGAAGACTACCTGAGGAAAGTGATTCACCTGAAAGACAAAA
ACCAGATCCTGCAGACACAGATCGATGCCATCGAGGCTGAGAGGAGGGAGTCTCGTGGAC
TGGACTGGAATCAAACCCAGGAAACCCTGGAGGATCAGGAGCGGCAGATTAAGGAGATCT
CAGAGGAGAAAGTAAAGTTAATCCTGAACATTAAAACTACCAAACTGGAAAAGAAGGACA
TCAGGAAGTTCTTGGACGGCATCTATGTGAGCGAAAGGACCACTGTGGTGGAGTCAGCCA
GTGAATAAATGTTCAGATTCTGCTATGACCAATAAAATAACCTTTTTCCAGCTCANAAAA
AAAAAAAAAAAAAAAAAAAAAA
>McF0041J21-MGRbd1
AGACAGGAGACAGAGCTGCTGTGCCTGAAGAATGCTGTGGTTTGTGGAACTGATCTGTGC
TCTGAGCCTGGGAGGGCATGCTGTGGCAGCACAGAGGGATGGGGAAATTATCAGTCAGAT
TAAAATGACAAACCTCGCCTTGGCTGAAATTAAAGAGCTGCTCAAACAACAAATTAAAGA
GGTTATATACTTAAAAAACACAGTCATGGAGTGTGAAGCCTGCGGGACGGGAGGTTTCCA
GCCTCGTCCTTCCTGTGTGCCAAACCCCTGCCACCCTGGGGTCAAGTGTACCGAGACTCC
TCAAGGCATAGTCTGTGGCCCCTGTCCTGATGGTATGGAGGGCAATGGTACTGAATGCAC
AGATGCGGATGAGTGCACCGTGAAGCCCTGTCACATGGGCGTCCGCTGCATCAACACCTC
CCCTGGTTTCCGCTGCGGTTCCTGTCCTGCTGGGTACACTGGACCTCAGGTCCAGGGCGT
CGGTCTCACCTACGCCTCTGCTAACAAACAGGTGTGCAAGGATATTAATGAGTGTGAAGG
TCTCAACAATGGAGGCTGTGTGAAGAACTCTGTATGCCTGAAC
>McF0041K01-MGRbd1
GGGTCGGTTACAAAGAGGTATTTGGAGAACGTTCGCTGGCAGTTGGTCTGTAAAAAGTGA
CTTCTTTGGAAGAACCATTGAAACTAAACATGAGCGATTCACTTGAGAGGACAACAGACT
GCCTACTTAGTGAAGACAGCTCCAATCAAATGGAAGAAAAGGACAAGGCAGGAGTTGTGA
GCGAGCTGCGCTGGCAAGATGAAGGCCTATCGGTGGAGCTGCTGAGAGGGATGGAGACCC



TGCGGGTGAACAGAGAACTGACCGACGTGACCATCTGCGTTCAGGGACACGACTTCCTCT
GCCATCGAGCCATTCTTGCTGCTGCTAGTCAGTACTTCAGGGCCATGTTCTGCAGCGGCC
TCAAGGAGAGCCACGAGGACCGTGTGGAGATCAAGGGGCTCGACAGCGGAACCATGCGCA
CGCTCCTGGAGTACACCTACACCAGCCGAGTCTTCCTCACACACTCAAACGTCCAGGGCA
TCCTCGAGGCTGCCAGTCAGTTTCAGTTTCTGCGCGTTGTAGATGCATGTTCCAAATTTC
TCAGCAAGTCCCTCCAACTTGAGAGCTGTGTTGGCATCCTGAATCTGGCCCACAGCCACG
CCCTGCCAGAGCTGAGGACCACAGCGGAGGAGTACATCACCTACCAGTTCTCTCAGGTGA
TCCAGCAGCAGGACTTTGTGGAGA
>McF0041K04-MGRbd1
ACCCGGNCATTATGGCCGGGGGAGGGTAAAGTGTGCTCATTGGTCAGCTGGGAACGCTTC
TCATCCCTACAGCAGGCCCAGTCTCTGGTGGCATGCTTTGGAGGAGTTTTCTTGAGTGGC
ATAGTTGAGCGTATGGCAAAAGATTACAGACACTGCCGTGGAGGTTTGCCTGATCTTGTG
GTTTGGAATACTTCAAACAACACATACAAACTCGTGGAGGTAAAGGGACCCAATGACCGG
CTGTCTCAGAAGCAGCAGATCTGGCTGGATGAGCTTCAGAAACTGGGAGCTGATGTGGAG
GTGTGTCATGTGACAGCTACTGGAGCCAGGGGGGATCGCCTGGAGTAAACAAGGAAGCCT
GAATGTCTGGGGGAAGTTTGAGGCTCACTCATCAGCCAAAAAAAAAAACTAAGGGGAAAT
GAAAAATACCTCTAGAAGAAATGTGATGGCCATTTCTTTTGAGCAGTCTATCCATAAACC
TTGAGGAACTTGGTT
>McF0041K08-MGRbd1
ACCCGGGCATTATGGCCGGGGAGAAAAAAATGATGGCTGAGGAAGAAGAGAAGGACAACG
CCGTACGGTTGAGAACCAACCTCTCCATACCACTGCTGCCAGAGAAAGAGGAGGACAAGA
AAATTGCTGCTTTGCTCAAATTACAGGCACCTGAGTCTTATGAGGAGAAACAGCACAGCA
AGAGGAAAGAGATTGCCTCCCGTTCATGGTTTAAATCCCCATCAGCACCAGCAGGGGGAG
CTGCAGGTAGTCTGCTCCAAAAGCTGGGCCATCAAGGGAAAGAAGCAGCTGTGGCCAAAG
CTCTGGGCTCCTCACACAGCCCCGTTCTCGGCAGGCGCACAGCAGGATCTGGATTAAAGG
CTGAGCTCTGTGCCACCATCACCCCTAAAAAGTCCAAACTAGAGGTGGTTTCTCCCAGTG
AGGAGAAGCTCCTCGGGACAAGGATCAAGGAATCCACCTGTACGGTGCAGGGCGGGGCTA
ACGGAGAAGCTTCGAGTGAGATGAAAGAATGTGTCAAAGACAAAAAGCTGAATAACGCAG
AGGAGTGTGCGAAGAAGGAGCAACAGGATGAGCCGTCTACAACCTTCGTGTCCTTAGTGG
CAGATTACAGTGACTCTGGTTCAGAGGGTGGAGAATGAGAAGGGGCAGACAGTCTGTTTA
CCCGCAGACGGAACATGGACTGAACACAAAAACAACTGTTGTAGAACAATAAATC
>McF0041K12-MGRbd1
GGGTTTTCCACAGGGGGCGCTGTTCTCAAACGTGTGTCCATCTGTGGAACCAGGTTGGCT
GCAGGCCACCTATAAGGGCAGAACGGGCCTTGTGCCTGAAAACTACATCATGTACATCTG
ACAGGACTGATGCTGTCATCAGCACCAAAATCCAGCTTTGGACCAAGATCAGACATCAAA
GACCTTTTTACCTGAACCTTAGACTACTGTGAGGAAAGAATACTAATCTGTGTACTGTTA
GTAGCTGTGTCAGGTGCAGTAAATGTTAATACTGGAGTCCATAGTGCTCTTTTACGTTAA
ACCCTATTGCCTTCTGCAGCCTTTACAAATCAGTTGCATGCAGTAAATATGTCTCAAAGG
TACAACCTTTCAGTTTTAATAATTTATATGAATTTTATTAGTGTTCACATGTCTGCACTG
GGACTGAATAAACTGGAGTCTTCTGCTGTCCAATAAAAAACTAATTTAGACANGCGNNNN
AAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0041K13-MGRbd1
ACAACGGCAGCGTGTATGGTTTATCCCATTAGACTCGCATCGACGAGGATAACTGTGTCT
CCCTAATGCCCAACGGTATCTTGACCCTGTCCCTGGACAAAGACTCTTGGGAGCTGCTGG
GCTTCGAGGGGAAACCATCAAGGTTTAACCACAGGCGTTGCAGCAGATTTGTGGTAACTG
TGAACCTAACGGACAGCTGCATGGCTCCTGGAAGGCGGAATTACCTCAGACTTCTTGAGG
GTCTGAAGTCACGCCTTCCGCTACAAACGGACTTCCTGTTGTCACATCATCCAGGGGGTG
GGGCTTCTTTGCATCCCCTTTTGTCTTGCTGTGATTGGTCAGAGCACCAACCTGAGGTCA
AATTCCGCAGCCTGACCAACGTGTCCTTTCCTGTCCCCGAGTCATGTGACCCTCACAGCT
TCCTGCAGTGGTTGGGTGCGGTGGAGTCCGGCGTCAGCGGTGAGAACTCGTCCAACAGCT
TCCTGTCCTCACTGATCTGTCCGGAACCGAAAACTCAGACCAACTGCGCTCTGAGCGCGT
GTGTGAGCGGCAT
>McF0041L01-MGRbd1
GGGACAGTCAGCATTTAAACTTGCAGCATGAGCATCTCTGAAGAGTACGTTCCCTCAGAG
ACAATGGCCACTAGGGAGTTGGATGGTGGAACTGTGGGGGCTTGTGTGATCGTGGGTTTA
TCCTTCTTGGTCGGGGCTCCTGGGAATATGTTTGTGATCTGGACAATCCTGAGGCACGTT
AAGCAGCGCTCTCACACCGTGGTGACCATCCTGCACCTGGCTGCTGCAGACTTGCTGGTC
CTCGTCACTCTGCCTCTGTGGATCTACTCTTTGGCGCGCTCTTGGGTCTTCGGGGAAGCC
TGTTGCAAAGCCATGGTGTTTGTGATCAACGCCTGTATGTACAGCAGTGTTTTCATTATA
ACGCTTATGAGTGTGGAGCGTTTTATTGCTGTGCGTTACCCTTTTGCATCAGCTAACTGG
AAGAGAAAACAAGCTTTGAACAAAGTTCTTCTGGCTGTTTGGACTGTATCGTTCTT
>McF0041L06-MGRbd1
TTGATTCCCTTCATTTTTGGCTGTCAGATCGTGGTCATTATGAACGCAGAGTCCTCCCCT
CTGACAGGGGGAGAAGTGGAAAATCCTCAGCGCGGCTGGACTGAACAGACAGCCGCTGCT



CGCAGCACAAAGGACTCAAGGCAGCGCACAGAGAAAGACTCACACAAAGGCGTCTTCGCT
GTAGACCCAGAGGCCAAAATGGAGACTACCACCACTTCCAAAGCTAACTATGTGGCTCCA
GAGGGTCCTGGAGGGAGGCTGCGGGGTAAAGGCACCAGAAGAGAGCTTTTGGAAAAACAA
ATCGTCCAGATGATAAGAGAGGAGATGCAAGCTGAGATGAACACACCAACACCAGAAACA
GAATTCTGCTCCACAACCCACAGGGACTTCTGCATCCCTGGATATGAGCCCTCCAGACCA
AAAGCAGCATACATGATTACAAAACTGAGCAAGCCATTACATTTTGGAGCGAAAACTACC
AACAGGTTCAGGGCGTGACCCCGGTGCAGAATCAAAAAGCCCCATTCAGGAGGTCAGCCC
TGTTCAGCACCCCCCTCAGTGAACGACTGGATGAAATCGAACCCCCGCCTGAAGACTGAG
CACTGTTCTTT
>McF0041L07-MGRbd1
TTTAACCCGGGCCTTATGGCCGGGGTTGTTAAAGCAGTTCTGCTGCTGTTGTTGAGAGTT
CAAACATGTTCTGCTCCTCTGAGATGTGCCTTTTGGACTCTCCAGAACCGGCAGAGCAGC
GCTCGTCGGGTTTGAGTGGTCCTAAAGCCTCCGGCGCCGGTTCAGGTTAAAAAACAGTGA
AACGGTGTTGGATGGCGTCGGCTGTTGGCTTTCCTCTCGTGCTTCCCGCCTCCGTCTCCT
GGATTTCTGCTGCAGCAGCATCATCCTCGGTTCTTCATGGCAGAAGTGCTGGCTGGCCCG
ACTCTGCCGTGAAATCAGAAACTCACAGAGAAGCCGTCGCTCCACGTGTGTCCGCATCGT
CTGTGCAGAGGAAGGGTCGTGACCTTTCCGTGTTTCAGCCGCCGTTTCATGAACAGAGAT
TTATGCCGCCACATCGCAAACAAAACTTCCTAAGTTCCAAGTTCAAATATTCAATATTTT
CATTTGCAACTTAGAAAGCTTTGTTTGCATAAATATCTGGTGTCCTCCTTTACGCTGACG
CTGCAGTCACTAAAACCAAACAGAAGGGGGCAGCAAAGCCTCATGAAGGGTTTTGGTCTC
TGCAGAAAGCAAACAAGCTGCTTCTCTTTACTGCATTG
>McF0041L09-MGRbd1
CGGAGAACATGGAGGACACCCCCGGCAGTAATCCCCAATCTCTCCGATTTACAGAGAAGT
TGAAGTCTTGGCTCTCTTGTTCATGGACTTACTTGTGGGGGGTCTGGTTTGGCATGATGC
TGATTATGATATACGTGCTGTGGAGTCCACTGAAACTGCAGGAGTCCCTCACCTCAGCAT
CAGTGTTTTTGAATACCCTTACTCCCAAATTCTACGTTGCCCTCACTGGAACCTCCTCTC
TCATCTCTGGACTCATCCTTATATTTGAGTGGTGGTATGGTGGCAAATATGGGACTTCGT
TCATCGAACAAGTTTCTGTGAGCCACCTGCGACCTCTGCTGGGCGGAGTGGAGAGCAGCT
CCACTACTGGCCTGTTCTCATCGGTTAATGGAGAAGCAGAGCCAAGACCCAGTGTGTCTG
AATGTAAGGTCTGGAGGAACCCCTTGAATCTTTTCAGAGGGGCAGAATACAACAGGTACA
CTTGGGTAACTGGAAAGGAACCTTTGACCTACTATGATATGAACCTGTCAGCTCAAGATC
ATCAGACCTTCTTTACAGGAGATACTCAACAGTTAAGGCCAGAAGATGCAGTGATGCAGA
AGGCCTGGAGGGAGAGAAATCCTCAAGCTNCGATCAGAGCTGCTTACCAGGCCATAAAAA
TAAACCACGAATGTGCTGCT
>McF0041L14-MGRbd1
CATGTTGCGCCCCTACACCCTGTTGATCTCGAATGGCCCTTCCAACGCTCCCTACATGCT
CACTGGCACTGGTGCTGCCATCGTTTTGTTCGGACTGTTTGGCTGCTTTGCGACCTGTAG
GGGGCGGGGGTGGATGCTGAAATTGTATGCCGAACTTCTGTGTCTTGTATTCATAATTGA
TCTCATCGCAGGAATCTCTGGATTCGTCTTTCGCCACGAGGTTAAAGAGACGTTCTTCGT
CACCTTCAGAGAGGCTGTGATCAGATACGATGGACGTGACGACAAGAGTGTAGCGGTGGA
TGATGTTCAGCGTAAACTACACTGTTGTGGAGTGTCTAACTACACCAGCTGGTTC
>McF0041L15-MGRbd1
GCCTTATGGCCGGGGGGCCAGCATGGATGCACAGCGCTCTGGCCCGCCATCAGAGGACAC
ACAGACAGACAGTAGCCTGACAGGCTCCACCATGTCACTGTGTCTCATAGGCTCCAATGC
TGGGGCTAAAGAAGCTCCCAGGCTTAAGGACAAGAAAAACGTCCTGGCCAGCGTGGGGTT
GCCTCCCAATGAGCTGGCACGAACTAGGCACAGATTCTCTTTTGACGGTGGAGATTACTC
CATATTTCAGAGTCATAGTTACCCACGCAGGGCGAGGACGAGGTGGCACAAGTCCACCAA
CCAGCTCAACTTGGAGTCATCGCCACTTGCCAACAGGAGAGTTACATTCAGCAGCACCGA
GTGGATGCTTGAGAGCACAGTCTGAGGAAAGCAAGGTCGCCAAAAATAAAAACAAAACAA
AAAAGGCTCAGCTTCTCAGAGACATACATATGTAAAAACACAAGTGTCTCCATGCCATAA
AACCCAATGTCCCTGCGTTCAGCAGGTGATTACAACAAGCACATCTACATGCTATATTTC
TGTGAGTTGCTGGAAAGGAACACTGTCTCCCTTCATCGCGCCTCCCCCATCATACTCCCA
GAGAGATTTGTT
>McF0041L20-MGRbd1
GGCACTAAAACTATTTTTAACATGAAAGGAACGTCATGGTTTTCCAGAATAAAGCTGGTC
TATCATGTTCAGTCATTACAAAAGTTAGATGCATTAAATAAAAGCCGGGTTGAGAAAAAC
ATGAAACATTTTCAAGCTTTAGGCTGATTAGTGAAACCTGTGTTTGGTAACTTTAGCTAC
TGATTGGTCTGCCACCTCCAAGTGGTCAAAACACTGAAAAGAAAGTGAACTAATGATTTG
TTCTTTGCTTTAAAAGTGGATGTAGATCAGATTTTTCTCATCTTTTGTAGAGAATGTTCA
TGAGAGCACTTATTTTTTTATAAAACCATCATCAGAAGAAAGACTGGGGATTCTGAAAAA
TGTGACAGTAAACATAATCCATGAATACCTTCAAGCTTGTGAAATTCTAGTTTAGTTAGA
AGAACTTTTCAAATCATGTTAGACTTTGCACAAATCTTTTTTCCTGATAGACGCCGCGTA
ATGTAAGTTTTTTCACGAGTAATCTGAGTACACTCTCAATGTAACAGCAGCTGCACGAAC
TCTGAAAAAGGCTCACAAAGAACTGCCTCTGAATAGAGAAGTTCT



>McF0041L24-MGRbd1
GGGGCGCTCGGAATATTTACCCAGCTGTCCTAAAGCCCCAAAACAGGATCAGTCATGGAG
TTCGCAGAGCTGATCAAAACTCCCCGAGCGGACGGCGTTGTCCTGCACCGGCGCCTTCAT
GCCCAACGTGGAAGGGACTCTTTGTTTAACTGGCCACCATCTAATTCTCTCCTCCAGACA
GGACAACACGGAGGAGCTGTGGCTGCTTCATTCAAACATCGACTCCATTGAGAAGAGGTT
TGTTGGGTCGTTGGGAAGCATCATCGTCAAATGCAAAGACCTGAGAGTGATTCAGGTCGA
CATCCCCGGCATGGAGGAATGCCTGAACATCGCCAGCTCCATTGAGGCCCTGTCCACTCT
TGACTCCGTCTCCCTCATGTATCCGTTCTTCTACCGGCCCATGTTCGAGGTCCTGGAGGA
TGGATGGAACTCTTTTCTTCCACAGAATGCATTTAAAGGCTTGGAGTCCATGACCGATGA
GTGGAGGCTGAGTGAAGTCAATAAGGATTTTAGCGTGTGCTCGTCATATCCCTCTCTTGT
GGTGGTACCCAAAGACGTCGACGATGACGCGTTGAGGAAAGTTGCCACCTTTCGCCACGG
CGGCCGTTTCCCAGTGCTTAGTTACTATCACAGCAAAAACGGCATGGTGATGA
>McF0041M01-MGRbd1
TTAAACCCGGGCATTATTGCCGGGGGGGGCAAATCTGAAGTCACAAGACTTTCTGGAGCT
AAGCGGTTGTTATCTCCTGTAAAGGGTCCAGAACCATGGAGAACCCCGGATACCGAACCG
GGAGCTATGATACCGTTCATCACTCCAGTGATGATGATGACGACGAGATGGTGGACATCG
CAGGTGCCACGCTGGACTTCTCCACAACGGACGACATACCTTCTCTCAGCTCAGTAGGGT
TTGAGGGCCATAGCAGCAGAAGAGCTAGTACCAATGGAATTGGCCCAACACATTTAGTGG
ATCCACTGGAGGAGCCGGTGCCCGGACTGGGAACATATGAAGACTTCAACACTATAGACT
GGGTCAGAGAGAAGAGCAAGGACCGGGACAGGCACAGAGAGATCACCAATAAGAGCAGAG
AGTCGACTGTAGCGCTGCTGCACAGAATTAGTGATGCCTTCTCTGGATGGCTGCTTATGC
TGCTTGTTGGACTCATGGCAGGAGCCTTAGCGGGCGGGATTGACATTGCAGCCCATTGGA
TGACTGACTTGAAAGGCGGGGTGTGTCTCGTTGGCTTCTGGTTCAACCATGAGCACTGCT
GCTGGACGTATAACGAAACATTCCAGGAGAGGGACC
>McF0041M10-MGRbd1
CCGTAAACCCGGNCATTATGGCCGGGGGGGATAAGTATCCTGTACCGCAAGCCCAACGGC
ACCAACCCGGGAGTCTTCTCCTTCCTCAACCCCCTCTCACCCGATATCTGGATGTATATT
CTGCTGGCTTGCTTGGGGGTCAGTTGTGTGCTGTTTGTCATAGCCAGGTTTAGCCCTTAC
GAGTGGTACAACCCCCATCCATGCAACCCAGACTCGGATGTAGTGGAAAACAATTTTACG
CTGCTGAATAGTTTCTGGTTTGGAGTTGGGGCTCTCATGCGGCAAGGCTCGGAGCTCATG
CCCAAGGCCCTGTCAACTCGAATAGTGGGAGGCATCTGGTGGTTCTTCACCCTCATCATC
ATTTCCTCATATACAGCTAACTTGGCTGCCTTCCTCACGGTGGAGAGGATGGAGTCACCG
ATAGACTCTGCTGACGACCTGGCTAAACAAACTAAAATCCCGTATGGGGTGGTGGAAGAC
GGTGCAACAATGACATTTTTCAAGAAAACAAAAATCTCCACCTATGACAAGATGTGGGAG
TTTATGAACAGCAGGAGGCAGTCTGTGATGGT
>McF0041M14-MGRbd1
GGGGCAGAGCTGAGGCGCAATGTGGCACCGCCGTCACCCTGCGCTGACGGAGCGTGGGCA
GGAATGGTGAGAACCGATTTTTGATGCGTGAAATAGAAAGTGATCTGCCAGCTTTCCCAC
CTTGCCGCCCATTGCTTTGAGCCTCAACTAAGCGAACCGCAGATCCCAAAAAATGTTCCC
CTTTTTCATAATCACGCAAATAATCTGCATCTAGATTTGTGTTCTATGCGTTTTTTATGC
TTGGCTGCTCAACTCCACGATCTCTCCAAGTCTCGCGGGATATTAAGGAAATAAAGGGTG
AATCTCAAAAAGCAAAAGAAGAGGCAAAAAGAAAAGAGATTAAGGGACCCAGGAGCCGCC
TATATGAAGATGCTGATGTGTGACCGCGGCATCCAGATGCTCGTGACGACGGTGGGTGCG
TTCGCCGCCTTCAGCCTCATGACCATCGCCGTCGGCACGGACTATTGGCTGTACTCGCGC
GGGGTCTGCCGCGTGAAGAGCAGCGGCGACAATGACACGAGCCGCAAGAACGAAGAGGTG
ATGACGCACTCCGGCCTCTGGCGAACCTGCTGTCTGGAAGGAACCTT
>McF0041N02-MGRbd1
TCTAATGGGGACAGTAGTTCCATTACCCAGTCAATGGATTCTGGAGGAACAGACAACTTT
ATTCTCATCAGCCAGCTGAAAGAGGAAGTGATGTCTCTGAAGAGGCGGCTGCAGCAAAGG
GATCAAACTATTCTGGAGAAAGACAGAAAGCTCACAGAGCTAAAAGCAGACTTTCAATAT
CAAGAGTCAAACATGAGAGTCAAGATGAACCAAATGGAGAAGGCACACAAAGAGGCCATG
GAGCAACAACAGGGCAAGAACAGGGAGCTGATGAAACAAGTGGCCGCCCTTTCAAAGGGC
AAAAAGTTTGACCGGGCAGGAAGTTCGCTGCTGGTGCCCTAACAATAGGCTGGCCAGAGA
GCAACAAGGCAGAGCGGCTTCATTTTTGTGACACTGTGAAAGTCTCCCTCCTGTGTTTCC
TCATTTCCATTACTATTGGTTACTTACTGATTGGTCAAACCAAAAGTACCAGGTTTTAAC
ATGACCAGAGGTCTGTTTTTAAATTGAACAAACCCTTTTTTGTTCTTTTAAATGTTGAAA
TAT
>McF0041N20-MGRbd1
GGGGGGTTCCTGATATCACTGACGTACAGAACAATACAATTGCATGCATTAACAGGGTTA
TTGTGTAAACAAAGAAGCTGGGTTTCAGTTGAGCTTATGGAAATCTCTATGGGGATCTCT
ACATAGACTGATGTGTGCCTGAGCAGAACAAAGGGAAAGGTTAACAGTGAAGGGACACTG
TCTTTAAAAATCTGCTTCATGCAGGAGCGCACTAG
>McF0041O09-MGRbd1
GGGGGGGGCTAAGTAGGGTGGCTGCGATAATTTGGTAAAAACGGAGAAAAGGGAAAAAAA



GCACCGGGAGCTAAAATCCGTTTATCGCCAAGAAACACAAAAAACAGCTGCAGGGTGACG
CCCAATGAGGGGCTGTCCCACTGCAAACTGGCGCTGGCCTTTGCTGTCATCATGGACCTG
CTGGGGGGGGCCGCTCTGCTGGTGGGAGTCTTTGCCCGTCTGCAGATTAAAGGACAGGAT
TACGGAGATTTGCTGGTCTACAGTGGTGCTCTGCTCGTCGTGGTCTCCCTTGCCGGGGGG
GTGCTGTGGTACAGTGGGAACATTGAGGGCCTGACCACAAAGAAGGAGCTCGGACATATC
GGCAGCGCGGTGGACAGGCTCGCCCGCACCCTCAGCCGGAAGATGCGCACGCGCAGAGAA
CGCCACTGAGCGCATCTGCTCCACTGCAACCACCGTGGCTGACAGTGTTTTGTCTAAAAA
CTGAGGCCATGAGCATTCCAACGGTTTTGTTACAAAAGTGTTTTCTTTTTTACAAGTGTC
AGATGTCAAATAAACTTTTGGAA
>McF0041O13-MGRbd1
TTATGGCCGGGGGGAGGGAAGGGATGTAGAGGACTGGATATTCAGAAAGAACACCAGTAG
GCCTTCAGAGGTGTTTTCTTACCCTGAAGGAATAAGCTCCAGCCCCTCAGATGAGACCAG
CGGAGGTCGCAGGCCCTCTGCCCACAGGGGCAAGAGACGCCGGCGAAACCCGGAGCTGGA
CGAGTCTCAGTACGAAACAGAATACACCACCGGAGGAGAGACGGGCAATGAGCTGGACAT
GGAAGAATGGGAGAGCATGTACCCCGAAATCACAACAGATTCTCAGCGTCACGACTACAA
AAGGGAGGTTGATGCCGACCTTCGAGAGTACAAGTGGCTGTGTGCTGACATGGATGACAT
TAACGATCAGCTGAACAAACTCAGTCGGCAGCTGGACACGATGGACGACACCTCCTCCAA
ATACCAGGCTGTTGCAGATGAATATAATCACCTGAAGGATCTGAAGCAGACACCAGATTA
CCAGTCGAAGAAGAAAGAGTGCCGCAGGCTGAGACGCAAGCTCTTCCACATCAAACGCAT
GGTGAAGCAGTATGACAAAAACCACTGAAGTTGCCCCTCCGTCCTCACTCTCCACTCTGC
AAAAGCTTAAAGACACACTCCAAAATACTGTGCAGACTGTCACATGCTCA
>McF0041O14-MGRbd1
CGCGCGTTAAACCCGGGCCTTATGGCCGGGGCGGTGGTGAGGTGAACATCAAGAAACTCC
AGGGCACAAAGATGAATGTTTGCACAGAGTCTGGGTCTCTAAAGGTGAAAGCCATCTATT
CTGAGTCCAGCTGCATGTCTTCCTCATCTGGGAAGATTGAATTTGGGCACGCACACGGTA
AGACCACGGTGACGAACGTCTCTGGAGACACAGTCGTCGATGGATCAAATGGTTTCCTGA
AGGTTTCCTCTAACACCGGAGGCATTGATGTTTACGTGGGAGATGGTTGTTCTGCTGAGC
TCCACAGTCAGGAAGGCGCGGTGACTGTACGTGTGCCCTCCACAATAAGAGTCGGGGTGG
AGCTTCGTGGAACATCAGTGGACGTCCAAGACGAGGCTGTTGTGCATGGAGTAAAAAACA
CCACCGATGACTTCACCACACTCCGCGGTTACATAAACGAAGAGCCTCCAGCTGAGCAAT
GGATCAAGGCTCGAGCAGACAAAGGCTCCGTCACACTGAAGACGCAAAGCTGGTTTGAGT
CTCTGAAATTAGGGAGCTGAGAGACACAACAGACATTTTACTGCAGCCCCAATGACTGAG
CAGGATCTACCAATCATTGGA
>McF0041O18-MGRbd1
CGTTAAACCCGGGCCTTATGGCCGGGGGGACGATTGCGGAAGTAAAGTGCTGCTCCAGTC
TGCTATTTCAGAATCATAACAGTGGAAGTACCTCTGACTTATATAGTTGGAGTATTAGAA
GTATTTTTAGGTGTGTATTTGGTTTTCTTTAGCCATCTACTAGTTACCTCTGCGTGTGAC
GGAAAACGGTGACGGAGATAAAGAGTCCACTGTCAGGATGGAGGAACCTGGAGGTACTGC
AGCTGAGGCTGTGACTCCATCATCAGCAGGTGCATCAAAATCAAAGCTGGACACGCTGTC
CAAATATGACCTCATCAAATATGCCAAAAAGCAAATAGCTGCCATGCAAAAGATGAAGAG
CAAATGTTCAGATTTAGAAAAGGAAGTTGAATCCCTCAAACAACAGCAATCTAAAAGCGG
TGACGGCAATCCAGATGACGCTGCTTTGTTTCAGGAGCTGACTGAGAGGATGGATGCCTT
ATTGCTGGAGAAGGCCGAAACTCAGCAAAATGTTACACTCCTGCGTAAAGAACTGGAGAA
GACTAAACAGCAAGCTAAGGAGGATTTAGCGGCTCTTCA
>McF0041P05-MGRbd1
GGGAGAAGAACAGAGCACAGAGGTAGGAATCAGTCTTGCGGACATACAACTGTTTAGGAT
CAAGACGTTGGCATCCCGAAAGCAGCCAAAGAACACAACTTTCTCCAGAGGACATGTGTA
AGGCAATGTCTCAGCGGAACGGTCCCCACCTGCTTCTCCTAATAGCCCTGTACAGTGTGT
TATATTCGCGGACTCTGAGTCTACCCTACACATCCATGAGAGCAACGAGACACGCAGACG
GTTTGTTCACCAGCGGATACAGCAAACTCCTGGGACAGTTATCAGCGCGGAGGTACCTGG
AGTCTCTGATCGGGAAGCGGGTCAGTGATGAGCTGATGGAGGAGCCGGTTAAGCGCCACT
CAGACGCCATCTTCACAGACAACTACAGCCGCTTCCGCAAACAGATGGCAGTCAAGAAGT
ACCTGAACTCAGTCTTAACAGGAAAGAGAAGCCTAGAAGATCCTGGAAACAGTGAGCCTG
AAGAGCACAGAGATGAGCCCAACACTTTCCAGGAGAGCTATGACGACATCAACGTAGACC
ACCTCCTTAGTAACTTTCAGCTGCCACTTTGAGGAGGAGCCTCAGCTCAAGTGAATACCT
CAACTTATCCTCATAAAAATGATCATTAAAGATACAAAGTAACTGTATTAATCCA
>McF0041P10-MGRbd1
TTATGGCCGGGACATAGAGACGGAGAACACAATGCTCTGATTGTCCGTCTGGAGGAAGAA
CTGGGGAACCTGCGGGCTAATATCAAAAACCAAACCCAAGAGTACGAGGCGCTCCTGAGC
ATGAAGATGAAGCTTGAAGCTGAGATAAGCACTTACAAGAATCTGCTGGATGGGGAAGAC
TTCAAGTAAGGCTTAGAAGAAGAAACATAAGATGATGGGGGTTTTCATGACTGGGCTTCA
GGATGCATTGGAGGAACTGGCAGCCACAATGTAAAGGGATGGGAGAGCCAAACACAGTTG
ATGCTTCAAGACTTCACAGGACCCCGTTCAAACCAGCAAAATCTGCACCTCAATGATACC
GAAATGGATCACAAACCCTACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT



>McF0041P11-MGRbd1
CCTTTTGCCCAAGGAGAGAGAACAAACAAACTACAAAGTGGCTCATAAAGGAGGCGCCCT
TGGATCAAAGGGGTATCACTTCCTCCGCGGGCACCCCAATGCTGCCGCCATGTCAGACTA
CAGACAAGGCCAAGCAATAGGGAGCTTTTTGGGCCTGTATGGCGACGAAGACGACTGGTG
TTCTACTTGTTCGTCATCTTCATCTGATTCTGAAGAAGAGGGCTTTTTCTTGGGGCAGCC
CATTCCTCAGCCCAGACCCGAAAGACACTACTATACCGATGACCTTTCTAGCTGTAAAGC
CGGCATGTTTTCTCTTCCTCATGACCAATGGACAAAGTCCAAAAAGAAAAAAGGCCGTAA
AGGGAAAAACTGCATCATTTCTTAGGCTGTACCATCTTGGTATTTTGTGTTATGCCTACA
CTCACAAATCTCCTTTGTGTACTGTTAAACTTGCAATTCA
>McF0041P14-MGRbd1
GGATGTTAAGCAAGTGCCTTTCACATTATTGTCCATGTTCTTACCCCACTTAACCTGTTT
TTACCTTCAACTGTACTACACGACAAAAAAGGTTATTTTTTCATCATCAAATCAACACCG
GCCTGTTTGTAGCCTTTGTAGGGTCCGATCCTTTGACTTCCTCTGGCTTGTGTTTACCTC
ATGAGCCACCTTGCATCATTTTTTTAGTCGTGTGTCAGCTTTAATGGTTGGTTGTTTAAT
GTTTTGTCACTGAAAAAGATTAAACCTTAAAGGAAACAAATCAACTTGTATTTTTCCTTC
TTGATGTGACACCAAGAGCTGTTGGTGTAGA
>McF0041P24-MGRbd1
GGGGCAGCAAGGATCGCCCTCCCCCTGACCTGGTCAGCAGGGTCCGAGGATACCTGGAGA
TGAGGATTCATGATCTGCCCCTGCGTCAGGTGGTGGGGGAGGAGTGTGTGGGTTTCATGC
TCAACTGGAGGGAGACCGACTACCTGACGCTCCAGGTTCCTCCATCTTTGGTCATGAACA
ACCCCTATATAAAGGTTGGCCAGCTCCTGGCGTCCACGTGTAAGGAGCTTCCAGGTCCCA
AAGAGAGCCGGCGTACAGCCAAGGAGCTGTGGGATGTGGTGGTTCAGATCTGGAGTGTCT
CCGTTCAGCACAAGAGGAACAGCGACGGCAGAGTGGGCCTCATCAAGCAGAGGGAGTCCT
CTCTGGGCATCATGCACAGGAGCAAATTCATCACATTTATCAAGAAGCTTC
>McF0042A09-MGRbd1
TAAGCTTCTAGCAAAGAGGAAAATGGCGTCGACGCCCTTCTTCTTCTTGTCGGGTCTTTT
GTTTCTAGCCTGGTTCACCGCAGACGTTCACTGAGTGAAGGTCATTGACGTGTTAAAGGG
CTCCCCCGTCGTCCTCCGTCCAGTTGAAGCAGTAACGTCCATCACTTCCATAACATGGAA
ACATGGAGATAATTTAGCTGCAGACTGGTTTGAACGGGAATCCAACTCTCTACAACATCT
TCAAGGATACCTGCAGTTTAAACACTGAAACAGGACTGCTGACCATCAATAATGTGAGAC
CAGAGCACAGCGGTGTTTACACGCCAGATATTATTTTATAAACCAGATCTGCTATGAAAC
TACGAGTTCTCTCTCCAGTCCCCAAGCCCACCATTATTCATGACTGTAATCCTGCGGAAA
CCCCCAAATGTACCCTTCACCTGTACCCTCACATGTAACCTCACCTGTACCGACACCTGT
AAGATTGACACAGCAGGTGATCTGGGACATGTGGAGGTTTACTGGATTCTTGATGACAGA
CACGGAGAAAATGGCACAAAGCTACAGATCACTAAGGACACAAAGGAGGAGACGTTTATC
TGCAGCCTGAAG
>McF0042A10-MGRbd1
AGCAGACAGAGATTTTCAGTTTAGCAATAAAACTGACACCTGTGATCATCTTGAAACAAT
CTCTGCTCCCCTTGTTTTTTTGACCAGCCATGTTTACTTGCTGCATCGGGAGCCTCATTG
GGACTGATGGACGAGCAGACATAGTGTTTTGTCTTAAATGTTTTATTATGAGCTGTTTGA
GTAGCACAAACCCAGCTTTTTAGGTCGTTTAGTGGGACTTTAGTCATAATAGTTGGTACC
TGGGTTTCATAATGCAAAATGTAAAGCAGATTCCTGCACGTGTGTGGACCAGTCTCAGGG
AGAGCATTCTCATGTCTTGGATTGCTCATTTCCTGTCATACTCTATCAGGGACTCCCCTA
AAAGAAGCTGGAAGCCCCCAAATGGTAGCTTGGGTAGGGGGGTGGGGAGTCTTTTTCTTA
GTTAGGTGTCATTAGAACAATAGATTTGAGATACAAGTGAGCATAGGATTTGGTCTTAGA
CAGGGTTTTAAGCCACTAGCTTAGCAAGGCAGACCATTTTTATCACGTTTTCTCCACCAT
CA
>McF0042B02-MGRbd1
AGCAGAGATGCAGCGGGAGGTTTTCCGAGGTACGTTCTCTTGTCTGCTCGCCCTTCCTTC
CATGAGAGCCGGGGAATCCGAGGCGGAATTCTGCGCTTTTTTCCTGCGTGTTGTTGTTCT
GCTTCCCTCCGCTGCCGCCCGTTT
>McF0042B09-MGRbd1
TGGCGGCCAACGGCACATGGGTTGCCCGGACCGGATCAGGACACAGAGCGGGACTGCAGT
GGCCTAAAAGCTTTATGTAACAGCAGCCCCCCCTGGTCCGATATCATTCATAATAAAGAT
GGCTAACCATTGGAAAAAAAAAAAAAAGAA
>McF0042B12-MGRbd1
CAGATACCCCAACTATGGAATCTCTGAGGGTCTGGATGGGCGATCTTGGGGGACGGGCGC
GGCGCTTTTTTTTTGGGACCACCGCCCCCCCACAGATCCAGAGCTGGCGAACACCATCGC
ATGCAAACTTTATCAAAACTTCTGCCGCGTGCAC
>McF0042C03-MGRbd1
CTTATGGCCGGGGGATCAGCAAGCAGGAGTACGATGAGTCCCGTCCCGCCATCGTCCACC
GCAGGTGTTATAACCCAACCTCTGCCCCGGCAGTGACGAGGCTTCAGTCGGGGTGTTACA
ACCCCCTGCTTCATCTTGAAAAGAATTAAAGATGAACTTTACTCAACAGCTGAACTGAAG
ATCCAACAGTCTGGTTTGAGAGGAGCTGATGCTTTCAGGTTTGGCCTGAAGGGTTTGAAA



GCTCAATGTCTAAATCCATCTTCCATGTTCTGTACAGGAACACTATTTGTCATCTCAAAA
CTGGTTGCGGTTGTGGAAAATAAATAGTTCTTGGCCAAAAAAAAAAAAAAAAAAAAAAAA
AAAATTCTT
>McF0042C19-MGRbd1
CAGGCATGAACTGTGTCACCCTAGAAAACCGGAAAGGCTTTGTTCGACTGGCGCTGCAAA
AAGGGTTTTTATAGCGGCCCTGTCTATTCTTTAGGAGAGAATGACGTTTACAAGCAGGTG
ATTTTTGAGGAGGGAACCTACTGTTGTTTTGTTGAAAACACCCTCCCCCAAGATCTTGGG
CTTTGCTGCTTGCCTTTTTCATGGAAGTGGCCTTTTCTTTAACAATTCCTGGGGCATTGT
GCCTTTCTGCAAGCCCATGGGGGCCATAGTTGGAGAGCCAATTACTGTGCCAAAGATTGA
AGATCCAACTGATGTTTTTTTTTTCCGGGAGGATGACATGTACATCAGAAAAAAAAACAT
CCCTGTGTGACAGGTTTAAGACCAGGTATGGTCTGAAAGAGAGCGACATCCTGCACGCTC
AGTGAGGAGACAAAGAGACGTTGCTGAAAATCCCAACATCCAACCGTTTTTTTTTCTCAT
TGTGAAT
>McF0042D01-MGRbd1
TTTGTGGCCCAAGCGTACCTGCCTGGCAATGAATCCTTCGGGTTCACAGCTGACTTGAAA
AGTAACACCGGGGGCCCCGCCTTCCCTCAGTGTGTGTTTGACCACTGGCAGATTCTCCAG
GGAGACCCCAATGATCCTGCCATTTTTTCCTGCCAAGCCCGCGCCCCAATTAGGAAACGC
AAAGGCCTAAAAGAGGGTATACCAGCCCTTGACAACTACTTGGACAAATTGTAAACACAC
ACCTCGGATTCTAAATCACCAAATGAGCACCAAACCGGGGCCCGTGGGCACTTTAAATCT
TTGGAGAGGCTTCTAAGTACTTTGTTCA
>McF0042D03-MGRbd1
TCATGGGTGTTTAAAAACCACATAGCAGCATTTGAACAAGAGCTTTCTGGTTGCGGTTGT
TTTAAAAAACCCCGACTCTTTGCTCAGGTGCCAAACAAAGTGTGGATATTTTTGCAATGG
GAAATGTTCTGAAGGCTCTGTGATTTTGTGATCT
>McF0042D21-MGRbd1
ACACCGACGAAAACCGCCCTGATTGGGCTCGCAGTCTGAAATCTGATGACGGGGTGAAGA
GGCGCCCTGNAAAGGGAACAGTGCCAATCTCTGAATATGCCAGTTGTAATTTGGCGGTTG
TGCCATCTCACGTGGTGGTGAAAAAACCACCCCCCCGNAGNGACGCGGTGCGCGTNNTNC
AGGTTNAACAGACCTTCTTTGGAGCCAGTGGAAGCGATCCTTCATTCAAGCTCTTCCAAT
GGGGGGGTGGAAA
>McF0042D22-MGRbd1
TCCTCCTTTCCCCTGCTCCCCTCTGCACAGACTATTATCTTTTTTTTGCCATGTTCTCTC
TGAGAGAGAAGAGGGAGCGGNGGAGGAGACGGGCCGGCAGGTTGTGGTGGTGCTTTCTTT
ACCTGCGACGCGCTCCTGAAGATTTTGTGGGGCGGCAAACCTCCCCCCCCANAGAACAAT
TACTGGAGGCTGAACAAGACGACCTTGGCTGGCTGGGTCAGCAGCCTTTCAGCAGCATAA
GTACAGTTGGTGTTTTGTTCGTGTGGGG
>McF0042D24-MGRbd1
GGGGTAGATGAGTTCCAACAACAGGGCCGGATTTTCATCAAGCCAAAGCTGCAGTGGAGA
GTGATGTGGATTTCTGGGAGAAGCTGCAGCACGAGTGGGAGGTGATGGGGGGGAGAGATG
CAGAGAGCCATGGCTGGCTGTCTGACTTTGATCAGTTACTCACCTCTTCTTATGACAAGG
GTTATCAATCTGAAGAAGACAATCCTTACCTGTCCCACCCAGACCCTTTGTCAGAGGGGG
TTAAAAGGATGGAGGCAGGGGACATTCCTGGAGCCGTACGGTTCTTTGAAAGTGCGGTAC
AGAAGGAACCAGACAACCAGCTGGCTTGGCAATATCTGGGTACCTCCCCCCCACAAAACG
AGCAAGAGTTTGCTGCCATCAGCGCCCTCCGCAGGTGTATAGATCTGAAAAAGGACA
>McF0042E11-MGRbd1
NCCTTATGGCCGGGGTTCTACGCCTTGAGTATAAATGGTTATTTTTGATTGTAGACTGAC
CGTCGGACCTCTACCTGAGATGATGATGTTTAAGTGCCCGCATATTTCAAGGATATTTGA
AATATTTTTCACATTCCTTCTTTTTTATTTTTTTTCCATGCTTTGCTCCTAGGATTTTAA
GTTATTTGCTGCTCGTATCTTTGACGCCTTTCCTCGTATCTCTTTTTCCTTTGCAGCAAA
GGCCACGTAAGCCCAACTCTCTGCTAAAACTGCTTGCAAAATCTTTGGGTTTGGTTTTTG
TGGTGTGCATGTGTGTTTTGGGCAGCACATTTTACATGAGCTGCATGCTACAATGTGATA
CCATGACAAGAGGTTCAATAAGTCCATAAATCACTGTAGAACG
>McF0042E16-MGRbd1
GGGNGAAAAAAATTAAATTAATAAAAGACAAAATCAAAAAAATTATCATTAAAGATGGAC
GCTACTAAGGATATTAAGAAGGGAGAAGAAGACGTTAAGAAGGTTAGAGTTAGAATCACT
TTGACTTGCAAGAACTTAAAGTCTGTTGAAAAGGCCACCCAAGAAATCGTCTCTAGAGCC
AAGAAGACTGAATAGGTCGAAGTTAAGGGACCCGTCAGAATGCCCACCAAGACTCTCGTC
ATCACCGTCAGAAAGTCACCTTGTGGTGAAGGTTCCAAGACTTGGGACAGATTTGAAATG
AGAATCTACAAGAGAATTATCGATCTTACCTGCCTCGTTCCTGATGTCAAGACCATTACT
AACTTCAGAATCGACCCCGGTGTTGAAATCGAACTTACCATGACTGCTGACTAATGAGCG
AACTGAAGATTGCTTATTTATTCAAAATTATACAAAATAGCAACAATATCAAAAATTTAT
TCTATCGCTAAATTCACATAGAGGAATAATAATGAAAAGCAAGCGAAGAAGTAATATGTA
AGGATCTTTCTCAAATAGGCTCTAGCAAAGCGGTTAAAATATGTTATAAATTAATAAATT
CTCGCGAAATATATGCGAAAGTAAAGGAGATCATAGCATAGCATCTAAAGTAGTAAGTAA



TGCGA
>McF0042E19-MGRbd1
GGCCTTATGGCCNGGGACTTCAAGCTGTACTCCTTGCACTGTGCCAAATGGTTTGCAGCG
GCGTTCGCCCTGCGCCAGCGCATGCTTAACTTTGTGCAGAACATCCAGTACTACATGATG
TTTGAGGTGATGGAGCCCACATGGCACATCATGGAGAACAACCTGAAAACAGCCTCCAAC
ATTGATGATGTGCTGTGCGACCACACCAGCTTCCTGGACAACTGCCTGAAGGACTGCATG
TTGACCACCCCGGAGCTTCTAAGGATCTTCTCCAAACTCATGACCGTCTGTGTCATGTTC
ACAAACAGCATGCAGCGGTTCACACAGACCATGAGGTTGGAGCGCCTGTCTCGAGAGCAG
GTTTTTTTTTTCGAAGCTGCAAGTCAGAGTGAAGCCGAGAAGAAGCTCAGCACAAAGTTT
TCAGCCGAGCAGGTGGACGCTCTGCACTCGGACGCCAGTTTTGAAGCCACCATCAGCAAG
>McF0042E22-MGRbd1
ACCCGGGCCTTATGGCCGGGGGATGAGGATGACGAATATGATGAAGAGCACGTTCCGGGC
TGGCACGAAGACTGCTACGACGCAGACATCTCAGAAGACGACTTCTTCTCTGATGACTGG
GTTTAAAACGCCCCAAACTACTGCCCTTTCGACTGAGCTGGGGCCAAACTTGAAGATGTC
CCAAGTTTGGGTGAAAATGGTGTGGTCTTAACCACGCCCCCTCTTCGATCACCTGAGGAT
GTTAATCGCAGGAACGTCTTCCTTCACTCTCACCATGCAGCACCTGCTTCATCTGTTTTT
TTTCCTTTTAGGTGAAGTATTGGAGAGGACGAGGGACAAAAGTGTTCCAAGTTTTATATT
TGGACTATTATTTTAGTTGCAGGTTAAAAACTGGCGCCTGTTTATACTGAGTTAACGGGG
CAAGTCCTTCCTGGCCTGAAACTGGTCTCATATGGGTCAAAATCAGTTCACAATTTGCTC
ACGCCCAGTTCAAACCAGTTTGAAGACGGTGCTCGTCAATTTATTGGCATGTTAGTCAAG
ATTTCTTGAAACCGAACCGAGCATAAACACACACGTGCACACATATACAAGTTCATACGT
GCA
>McF0042E24-MGRbd1
CTGGGAGTCCAAACCCAGGTTCCATTGCCATGGAGCCTTCCATGTGAATTTAACCCGATG
AAGAACCCAAAGAGAGGAAGAAGATCCAGTTTGTTGTTAAAACGCCAACAGAAGTCGATG
AAGAACCTAAAGAGAGGAAGAAGATCCAGTTTGCAGTTCCGACCTCAGCGCCAACCTTCC
TGGACCCCCGGCAAGTGGAAATGATTCGACGCAGGAGGCCAACACCTGCAACGCTCTTCA
GAGTAGCGGACCAATCATCTCCTGACGATGATCAGTCCACTCATCAGGGGGTTGTGGGAG
AGAATGGAGTCCTTAAACCAAAACGTGTGAACCCAAATGTCTATCATTCTCCTTCACTTA
AAGATCATCAAGAGACGGCGAGCAACGAACAGTTTCCCAGTGTGAGAGAGTCGGCCAAGG
AGATCCAAGCAGCAAAGGAGGAAGACGAGGAGAAGGAGGACAGCGAGGAGGAAATAGACA
GGAAGGGGGACAAACATGAGGAGAACAACCGGGAGTGCAACTGAGAGAGCAGGAGGGATC
ACACTGGGAGAGATAATGTGTGATGAATCAAATCTGAGGAACTCTGA
>McF0042F04-MGRbd1
TTAACCACTTCTTTTAACTTGAGAATGAAACACCATTGCCTTCTGGAAATCTATATGTGT
TAAAGGGGCCGCTTTTCTTTATAACATCAATTTTTTGGGGGAAGCCTAAACACACCAGAA
CATTTTTGCCTTTATGTTTTGTGGGAAAACCACCCCCCCNNNAAAAAAAAAACAAANGAA
CNNNNNNGNACNNNACCAGCNNNANGNNNNAGNNNNANNNNNCCACAGACAGACNNANCN
GCNNACGAGGGCCCNNNCNAGGCNGCCAANAAAACACANNCAANCCGAGNNNNNNNNANA
AATTATTTCTATATGGGGGGGGTGTGAAGTGAAAACCTGAAGAAAATATGAATTCTGTAC
CCTATGATGGGTTCTGTGGGAAGATGACATAGCCCTGAAAGCCTGATGTTTGTACAGAAA
A
>McF0042F07-MGRbd1
GGGGAGCCCCAGTTAAAATCCCAGCTGGGGCATTTCTAGGTGGAGTTTGCATGCGTGGGC
TTTCTCTGGGAACTCCGGCTTCCTCCCACAGCCCAAAAACATGCTTCATAGGTTGAGGGA
TCACTCTAAGTTGTCCCTAGGTGTGATTGTGAGTGTGTGTGGGTGTGTCAGTGTGTGGCC
CGGCTGGCGACCTGTCCAGGGTGTACCCCACCCTTGCCAAACAGGTCAGGCTCTGGCAGC
TCTGTGACCCCAAAAAGGATACAGTGGGTAAAGAAAAGCA
>McF0042F10-MGRbd1
GGACATGNAAGCAGATCTCAGCTGCTGCTCACGCTCAAACCGATCGTATTTGTCAGGCTC
ATCGTACGTTTCCCTCTTTTGTGGGCTAACTGCCTTCTTGAGCCATGCATCCCCAGCGTC
CTCTTCCCCAGGCCATGCCCTCTGCATCTCTGGGGCAGCGCTTGCGGGACCTGACCATGG
GTTTGGGACAAGGCAAAAACGTCCTGGGAGGAAGCTTTGGCTATGGTTTCCTCCAGTCGT
TCAAAGAGTGCCTTTATTTTCTGCTCTGTTGCTGGTGCATTAAAGAGATCCTGGACTGAG
AGACTGAAAGAGAGCATATCAGGTTTGGGAAGATTGATTTTTCCCCCTGTTTATCTACTG
GTTCTATTACTGTGCATTGTCACTTAGCAGTAATTTATTCAAAATTGAACTTTTGATCTG
CACTCTCAGCATTGAGCAGCGTTGTTTCTATAGGATGCCCTTTGCCAATTGAAGAAACAC
AACTGGACC
>McF0042F16-MGRbd1
ATTATGGCCGGGGAGAGGCTTTCGTCTCACTCAGTCTACGTTAATGCGGTTATGATTTTT
GATATTTGTTAAACACGTTCTAGTTTCTTCCTGAACCCAACAGTGGATTGGTGTTGAAAC
AGGCTGGCAATCGAACATGTACGTTTGCTTTANTTGGATATAAGAAGAATAAGGATGGCC
AGAAGCTTGANGTTTTGTTTGAAAACCAACCCCCCCCNNANAANNGNNNCANNAANANNN
CANNANAAAANGAGCCACCAGCGAGNGGGGAAGNGCANCANCANCAACAACAAAAACNNN



GAGGAGGGGGCAGGGANGAANGNACGCAACGGCACNGACCGAGACGCAGGNGAGCNGTTC
TTTTTTTTTAAGAGGGGGGGCTNNNGACGGGCCATATAAAAAAAACAAACCTGTGACAAG
ATGGAGCACCTTCTAAAAGAGGCCTCACAAGAAGACCACAGCGACAGCTCGTGTTTTGCC
TGCA
>McF0042F18-MGRbd1
CGTTTAACCCGGGCCTTATGGCCGGGGGCTTCAACGTTTTCTTCAGGATAAAGGCAGAGG
ACTCCATGGACGTGGGCGTGGTCATGCTGTTTTACGGTCTGTACTACGGCGTCATGGGGA
GGGACTTTGCTGAGATCTGCTCCGACTACATGGCCTCCACGATCGGGTACTACAGTAAGG
GAGGCATGCCCAGCAGGAGCCTCTCCAGCGACATCTGTGCAGTGTGTGGTCAGAGGATCC
TGGTGGACGTGGAGGAGGAAGGCTTCATCGAAGACACCTACCAGCTCTCCTGCGGACACA
TATTCCATGAGTTCTGCATCCGTGGCTGGTGCATTGTGGGTAAGAAACAGACGTGTCCGT
ACTGCAACGAGAAGGTGGACCTGAAGAGGATGATGAACAACCC
>McF0042G07-MGRbd1
ATTATGGCCGGGGGCAGTNGATCCAGCCTCAAGCCCTGCAGCTCCACACTTCCAGACCAG
CATACGAGTGAGGCCAGCCTCTCAGTGGCTGCTACAGCTTACATTTGATGGAGACAAGGT
TGTGAGAAAATGCGCCATGCTTCACACAAAGTTGTCTCCCTTTGTAACTCACAATGCATC
TGCCAAGAGCTGCAACTATTCAGGTCCAAAGTGCTGCTCAGCCAGTCGGGACCTGTAATT
GATTGCCAAGTTACAATATATGGCAGCAGGTGAGAAGCTGTGGAGCTCCCACTGTGGAAC
CCCCACAGGCATGAATGTTCCCCACAAAAGGCGGCTGCTCAAGGCTAGGAGCCTTTGTTT
AGCAGTTTCCAGTGCTTCAGATCTTCCCATGCGTGTTCAAGAAGTTGGGAGAAAAAGACC
AGGATTCGACTGGATAAAGATACACAAAGTTTTATTTCCCTAACAAAAGTTCTAAAACAA
ATTAAAACAGATTTCTGGGTTCTCAATCTATAAAGTCTACTAATGCACAAAAGTTAGACG
TGTCTTAAGATGCAGACGGATGA
>McF0042G10-MGRbd1
AACCCGGGCCTTATGGCCGGGGGGAGGAAACGCGAGCGAAACTTCCAGACGTTTTTCAGG
TTTTTACGGAACCAAAAAGTCCCGACGGAACTGAACAAACCTATAAAAGATAAATGAACG
TTTCTTCAAAAAAACATCTTACCGCTGGTCAATAGGACCCTTTCTAGACACTATTTCCGG
TGAAAAAGTCATCTAGGACTTCTTGACTGGACCTAACAGTGTGACCGGCTTGCAGCCTCA
ACATAAGTGTGACCTCTGACCTGTGACAGGTCAAAAATGCAATAGCCCTGAGGATCAGCG
CGATGTAATATCCAGAGGAAGGTGTGCCGTGGAACTGAGCAGATGTAGCACCGCTGCATG
ATGGGAGTACAGTGCAGATGACTCTGTGGAATGAAGATGGAGC
>McF0042G14-MGRbd1
TGAATTTAATTTATAAAAGTGGGAAGATATCGTTGTGCATACAATTGCGAGGAGTCAAGC
GGTTCAGACGTTAAATTCTTTAAGTAAGAATCTCTTTCTGTCGAAAGAAACAGAGTCAGT
CAACACAGACAGAGACGTGAACCAAATTCTGCAAAATGAGTTATATTTGGCAAATGTGGT
CTATAAGACAGTTTGATATCTGTTAAACAGACTGGGAACGGGGCTCAGATTATTTTTTTT
TTCTTTGAATAACAGCAGAAAACTAAAAAAATGGCTGACGAATATGAACCTGGAGGACTG
GAGTCCGTCTCGCTTCTCTGTGCTGTGCATCCATCATTTTGAGGAGCAATACATCGACCG
AACAGGCAAGAACG
>McF0042G16-MGRbd1
GGGATCATCCCGGTGGTGTGTCAACCTGACAGAGGCCTTCAACTGCACCGGACCCACTTC
ACTGAGAAAATGTTGCTCAAAAGTGTTTTAAAAGCCAGAGTTTGGTTAAACTGGGCCAGT
CTAAGACCTGGATTTTGAGTTGCTTTTGAAGCCAGAAGGATTTCTACAAATAAAGTGAAA
TTGAAGACCCAGTTCGAGCTACTTCCTTATTTGAGGTGGAAGCTCTCGCTTTTATGCCCT
GTCAAATCGAAGCGAATGAAGAATATGCAAAGAATCATGCACCTCTCTTCAAAAGGGAGG
AATTCGAAGATCTGAAAAGTGCTCCCTGAATTCTGTAGTCTTTTTTCAGCATAGAAACAT
TTTTTTAACAGACAAGATTGAAGATGAGTCACGGAGAAAGATCTCAAGGGACAGGACTGG
GAGATATTTTTAACATTTTGTCACAGGCACCATCAGAGCGATTGCTGAGTCTGACACTGC
AGCTCGGTGGTTCACCTGAAGATGTTATCATACAGGCCCTGTGTCTGATAATCCTCAAAA
GAGAACTACATGCTCTGGACAAACTGCG
>McF0042G21-MGRbd1
CAGAGCAGAGGACTCCACAGTCGCTGGCCTTTTCTAAACTGCTTCTCTTTGGAGACCAAA
ACCGGTTGACCTGGACAGATTCAGCCATTTATGTCTTCATACCGGAGAATGGACAAGTGC
TTCTGAGGACTGAAGTCAAAGATTTGATGGATATTGCGGTCTACAGAGGTGA
>McF0042H07-MGRbd1
TTCAAGCTGCTACAGAGCCAGAAGAAGGGAGGAGGAATTCCGGAGGGCTCTGAAAAGGCC
TGCAGCCAGCAGAAGGATCAGAGACGGGAGCAGGCTACGCAGCGCCCCTCTATCTTGCCT
CAGCAGTGTTTGCTCAGGCCGGCAATCACCCGGAGGAACTTCAGTGACTCCCTAATGCAT
TTGAACCCTGAAATCTTCAAGAGGCCCAGGGAGAAATGCAGCAGCATTGGACCCCTGCAG
AAAGCCAGCTGGCCAGTGAGCTGTTCTTTGATTGTCAAGCAGGACAGAAGGAACAGTTCC
TGTGCAGATGTGGGGTCCCGTCACAGCCACCCCCCTATGAGCAAGGTCCAGAAGCAAGGC
GTGTGTTGTCCTCATGATGCTACGGCCTTGGAGAGCCTTGTTATAATCTCTACACCTGCT
CCAGTGGTCAGCAGACCGGCTTTCTCTCATGCTGTACGCAACAGCAGTCGCAGAGCTCTC
CAGCAAAGCAAAGGGCTGTGAGGAAAAAGCACTGCAGTTACAATAAAGGTTGTGTGAT



>McF0042H11-MGRbd1
TGTGGGGGGTTATACCCCTGTTACTGAGTTTTTCACTTCTTAGCGTGTCCAGTGTTTTGA
ACGCCCCGTCAGGTTGGGTTTATGCAGCCAGGAAGTCGATACGCAACAGTCACCTCCCAC
GGCAAAAGCCCTGTGTGTGGGAATCCTGAACACCCGTCCTCATTTGGGGGGTGTGGGGCG
AGCAGCCCCCCACCGTCTTTGTGTGACCTTTCGCTCTGCTTGAAGCTGCTGAGGTCGATG
GTGATGCCTCTGGAAAAGCTCTGGTTGTGGCTCCTAGCCTGTTTCATGTCAGCAACCAGG
ATGTGGTGATGAATGTTACAGGTGGAATGTCTGCTCAGGTTTCATCTGTTCTACTGTAGG
ATAAGGAGGTCACTTGGATTAAAAGACGCTTGGTGTTTTTTATTCTTCCTTGAGTTTTGT
TTTTTATAAACTATAAATT
>McF0042H15-MGRbd1
TTATGGCCGGGGGATGTAAATGACCACTTATTTATTGTCCTTTTTATTCACATACCCAGA
AGTCCATTTTGTCCCATTACGTCATGAACCTGTCATGCACACAAGACCAGAGTTGAATGA
AGACTGTTCCATACGCCCCCACCTCCAGATGAAACGTCCCGTTTCAACATAAAACAACAA
ATATGAATGAAATTTGTGTGTAATACAACCACCCCGATCATTGAAAATGCTGAAAAGTGC
TCCTCCTCAGACGGAAGCATCACACAGACTGATCTGGTCTTTAATGGAAGAAGAAAGGAT
TGAAGTGGTCATCTGCAGGGACACCTATGTCTTCAGCAATGCCTGCAGAGATCCTGCATT
TTTTTTTCAATGAGTGGGACATGAATAAATCATAAAAAAAACACAGGAGCTTCCAACCAT
TTGGAACGTTATCAATAAACATTCAGCTCACCTTTTCTACTAAGTTTAGACGCTCTGCTC
TGCTGCTGCGTTGCGTTCACCTACTGCTCTGTAAACTCACTTTCACTTTAATCTCGTCTC
GTAAATTTACGAGTTTAAATCTCGT
>McF0042H18-MGRbd1
GGGCGCTTAATAAGGTATTAATGACCAAAATCCATCTGGATAATAGGGTTTTTTCTACAT
GCAGAGCCCGGGAGCAATATGTGTACTTTCATGTTTGAATGCAAATATACAGGGACGTGT
ATTTTGAAGTCCATTCTACGATCCATTGCCTTAAAATGCAATGCCGTGTCACGAGAGCAG
GGGGAATGTGGAGATAATACCTGATTGTGTTCTTTAAAAATGATCAAGCTTTGGGTTAAA
TGTGAACCACTTTCTGTTATTTGATTTGTTTGGAATATAAACTTTTAAAACTTGTGAGAA
A
>McF0042I02-MGRbd1
GCCGGGGGCATCAGAATGGGCACTACTCCTACCACACCGATACCGGCTTCAACTAACTCC
CAGTGATCCCGACTCAGGATCCTGCCCGCTATCCCGCTCCACCTCAGCAAAACGAAAGAA
AGAAGCAGTCCATCTTTTCACTCCCGAAAGAGAGCCATGTACAGGAGAGGGACCAGTTAG
CATGACCTATGAAAAAATTACATCTCCGCACCCTACCTGTATTTCCCCTGGTAAGAGAAA
TGAAAAAGTTGTCCTTATTTTACTTCTCTTTTTTTATATAATCTTTTTGTTAACAGATCA
GTCCTTCATCTTCATGCTCTTGCATGCACCATGCAGGGCACACTGTTCTTAAATGATCTT
TACTTTTTGGAGAGATTTCAATTTATAAAGTCATATCTTCAAGTTTTTGAGATACTGAGA
GAACTAAGGACTGTGGATCAGGAGAGTGGAGACATGAATTTGTTAGGTCAGAATGTCAGT
GCCATCCTTTAACTGTCGACTATTGATTTTAGCTCCTCCCCCCTCCCCTGATTTACAATC
ACTATGCCACCCTCAAACATCAGACATGGAGGAAGTCTTTGGCA
>McF0042I03-MGRbd1
GGTTTTTTGGGGGGGAGAAGTGGATTTTGGTGGGCTCTACAGTTAATGAGGGGTTAAAAC
ACCTGGGAGGAACTACTGCTTTAATGGTAGCCCAAGGGGGTTTTAAAAACACTCAGCTTG
TGGTAAAACCAGTAGGTCAAAAGCAACAAACCGGGAGAAATCATCTCCCTCCCAGCATTT
TTTTTT
>McF0042I04-MGRbd1
TCCTGCTGGAGACCGAGACTCTCGCATCACCACCGTCTGCAGGACGACGTACGGTTCCGC
CTGTTTTGAGTACTGCCCGCCCGTCCCGTACCGGATCGTCCCCTACCTCTACTGAGGAGC
CCCCCCATCCCATGAGGCTTGGCGTGGAACATCATCGGATCCACGCGAATAGGGGAGCTT
CTTCCAAATCCTCATTTTTAATTGAACTTTTAAGATTTCTGTTCAAAGATTATTTTATTT
GGGAGGGTGGTTTTAATTGAAAAGACAAAACAAAGGGTTTAGGGAAGAAGACAGACTGCT
GTATATTTCTGTACATACTAATTCATTTTTG
>McF0042I07-MGRbd1
GGAGCCTCATCCCTGCCGGACTGTTTGAATTCCAGGAGGGGAATCTGATTGATCTGCTGT
GGAAGATGCTGAAGAAGGCAGAGAGGAGCAGGCGTGGAATAAAAAAAAGCAGCATTTACT
GTTCTCTGCAGAAGAACCATGTTGAGGACGGTGAGGTTCTGCTGTGAGGCCCAGACGCTC
TGCCTCATGTTAAGGTGGACGGTGAAGTGCCTCCTAAAAGACTTTTCAGTACCAGAAATG
ATTGGTGCTAGACGGTTCTAAAGAAGAGTACAACGTTCTGCAGGTCTATTCTGTGTGATT
GTCATATGTCCACGCAGAACTATGAATAAAACTCTTCCAGTCTTAAAAAAAAAAAAAAAA
AAAACAT
>McF0042I09-MGRbd1
AGNCCTGGCAGGCGTACTGCGACATGGAGACCAGCGGTGGAGGCTGGACTCTCTTCCAGC
GGCGCTTCAATGGCAGCCTGGACTTCCAGAGGAGCTGGAGGGAGATAAAGCGGGTTTTGG
AGACACGCTAGGAGAACACTGGCTGGGGAACGAAGTGCTGTACCAGCTGACCAGCCAGAG
CCAATACACCATGAGGGTGGAGCTTAAGGACTGGGAGGGGAACTCTGCACATGCCCAGTA
CGACCGCTTCACCCTGACCAGTGAAAGACAGCAGTACAGGTTGTATCTGAGAGGTTACAG



CGGGACGGCAGGTAAGCGGAGCAGCCTGAACCCCCACGGGGCCGGCTTCAGCACCCGAGA
CCAGGACAACGACAACTGTGACCACTGCAAATGTGCCCTGATGCTAACTGGAGGTTGGTG
GTTCGACGCCTGTGGATTCTCCAACCTAAATGGGATCTACTACACCGTGGGCCACAACAT
CCGGAAGCTGAACGGCATCAAGTGGCACCACTTCAGAGGTCCCAGCTACTCTCTGCGCTC
CACTTCCATGATGGTACGACCCTACGACTTTTGACC
>McF0042I17-MGRbd1
TTTTTGCTCGTACCAGTAGAGGCTCAGTTTCCTCGAGTGTGCTGCACTGTGGAGGGGATC
CAGTCCAAACGGTGCTGTCCCGCTCTGGGCTCAGATCCTTTTTATATCTGTGGCTCACTG
TCAGGGAGAGGAAGTTGCACTGCTGTTCGGGTGGACAACAAGCCATGGGGAGGACCTTAT
AGGCTGCGAAATGTGGATGA
>McF0042J02-MGRbd1
AACCGCGTCAGGACGTGGTTCTGTCATGTCAAGTAGAACCTCCATTTGACTTGACGGCTG
AGACCTTTTAATGTTTTTTTGGAACACAAGACCCCCACGNGNNTCGGAGGTGGGGGGANG
ACCCAGACAANNAAGACCCAAGAANCAAAGGCAGGACCATCCTCAACCACCAGAACCTGA
AGGATGGAGGCGTTTCCCTCACACTGACCAACTTCACCAAGAAGGATGAAGGGAACTACT
TTTTTTTGTCTTCGGGCGGAGACGCCGTTCATGTGTTCTAACAACACCCTGACAAAGATT
CCACAGATGGACAATGAGACAGACAACCATCCAGGGTCTGCTGTGAGCTTTGGTGTCATC
CCTGCCATAGCTGTTGG
>McF0042J03-MGRbd1
TTATGGCCGGGGGTCTAAAGAAGGCGGATATGCTAACCTGGTTCGAAGGGCTTTGGGCCA
AATAGGAGGTCACGGAGGAGTCCGAGGATTTCTCCTTCAGCTGTTCAGAGTAAATGATGT
GAGAAACAGGCACTTTGATCGGTGTGGACAAATATGGAAACAAATACTATGAAGACAGAA
AGCATTACTTCTTTGGTCGTCACCGTTGGGTCATCTATACGACGGAGATGAACGGGAAGA
GGACATTATGGGAGGTGGATGGCAGCATGGTTCCTGCTGAATGGCACCGCTGGCTGCACT
GCATGACCGATGACCCCCCCACCACTCACCCTCCAGAGCCCAAGAAATTCCTGGCTGAGA
TCCACCAGTTCAACGATGAAGATGAAGAGGAGGAAAGTCATCACAAGTTCCAGATTCTTA
TGTAATTACCATAAACAACCAGGAGGAGGCGCTCTTGATCTATGACTGTAAATCTGTTTG
TCCTTTTTCCAAAATGTGAGGATGGAAGAAGCTTTTGGCCTTTGGAGGAGCAGGAGAGTA
TCTGTGAAAGTTATAGTTTCTGATGATCAGAGTACATTATGTACGAAATAAAAAG
>McF0042J10-MGRbd1
AAGAGAGGATAGGGAGATGAGGACCGGTTGCCTGCGCACAAATGGAAGAAACAGGGAGTG
CAGCAGTGTCTGCAAGAGGAGAGGAACAGAATCTGCCTGGGGTGGAGGAAGACTAGAGCA
GCTCTGCCGCTGTTGTCAGGGATGCCCCCTCCTTAACAACCAGTGCCACACCGGATTCTG
CGTTGATGGGAAACAGTCAGAACAGCTCTAAAATGCCCAAAGGACCAGCTTTGAGCATCC
TATTCCAACTCTAGAATGATGCTGAGGGCAGGAGGGGCAACCATCTCTGTCATACTGCTG
TTGCTTCTGCCTCTGCTGTGTTGGTGCCACCTGTGTCACTCGCTGCGCGTCCCAAAACTC
TCTTCCTATGCAAAAGCAGAGGATACGCTCTTTAAACATCTATTTGGAACCTACCAAAAA
TGGGTCCGTCCTATCGAGTATTTAAACCAGACGATCCCCGTAAAGTTCGGGTTGGCCATC
TCCCAGCTGGTTGACGTGGATGAGAAAAAACAGT
>McF0042J24-MGRbd1
GGGGACGGAAGTCGACATGTCTTCAGGTTTCGGGCTCGGATTCGGTCTGGAGAAGCGGGG
TTCGCGTGAAACCGTTCTGTAGAACATCAAACGCCGCCGCCGCCGCCTCGGAGCTGCTGT
TAGACGCGCCGTCGCTCATTTCCCAGCTCTCTCTCAGGCTCTTGTGATAGATGTCAAACG
TTTTAGTTTAGTTTTTTTTAGAAGAAGGCTGGTTTTCTGCAGGACAGTAGCGAGCAGAAG
TCGTGTTCCTGCATTGCAGCCTCTTCATCGTGTTTGGATGTTTTAGTGAATCTGCTGTCT
TCAGCTCATGACACACAAGTTACTTCACACTTTTTTTCCCTAATTCATCACATTAAAGTC
ACTTCCGGGGATGAACCACTGAAAGCTAACACAATATTTGGGTTTACGTCACCATGGCAA
CATCTTTTCTTTTAAAGCATTTAATATTTTAAG
>McF0042K21-MGRbd1
GGGAGAGAGGTGTGCTACAACTGCACTGACTTTACTTTGGTCTGCATCTCAGTTGTTTTA
TTCCAAGACTGTTTTTCCCTCACTTGCTCTGTTCACATTTACTTGGTGAGGATTTTTTTC
CGTGCACGTTTTGTTTCTTTTCTTTTTTTCTTAGAATGAACAAGAGAAGGTAGGTGGAGT
CTTACTGAGAAGTGTGCTTCCTCTGCTCTCCCCCTCCGACACGCTCCCTCTCTTCCATTC
TGTCATTGCCATCTCAGAGAAACCGAGACTTTTCATTCCCTGCCACCCTCATTGTAAGAG
GAACAGTGGAGGAAGAGGAATATTTCTTATCTTCACAAGAGCTAAAGTATTATTTAGAAA
GCAAGGAAGAGACAGTAAGAGCTTCAAAAAGAACATTTGAACAGTAATTCTAAAGCGTTT
TTTGCTCTGGTAATCATCTCCAACGTAATTCTGTTTTGCTCTCGTACTTTTTCTATACAT
TGAGAGTTGACTGACTTTAAGTACAATG
>McF0042L10-MGRbd1
TTAACCCGGGCCTTATGGCCGGGGGGTGGGTGTGTCTTCTTATTGCATCGTTCTGAGTTT
AAAGCCTCCTTTTCACAATAAAATGTCTCCAGTGAAAGTGCTTCACTTCTTTCTGCTGCA
GATGAATATTCCTAACACCTCACGTAGCCGCAGCGTCATAAAAAGAGAGCATTTGCGGTG
TAAACAGAGCGCCTTTCCTCCACTGAG
>McF0042L12-MGRbd1



GGGGAACGAAAGATACCTTTCTCACCGATCCCATGGGGGGGCTGACCCTCTGGTCATTGT
TGACAGCTAATGGACAGCGCCTTTCCACGGGCGGGACCCCCTGCGGGCCGCGTGAGGGCA
GGATGCTTAATAACACCTCTGTCTGCAGCCATGGAGGAATTTCAGGACTTTGTCGCACAG
ATCTCAAAATCCAGGACCTTTCGGGGGGCATGGGGGGGTCAACATGACATGAGGATCGAC
ATTTCAATTAAAGATGACACTCATTGGGACGATTTTTTAGAGTTCCAGTCTGTTATCA
>McF0042M16-MGRbd1
GTTTAACCCGGGCCTTATGGCCGGGGAGTCGCAGTCTGCCTGCGTGAGGCGGAGGATGTT
TTCACTTCCAAGTTTGCTCGCAGGACTCTGCAGCATCAATGATCCACTGTTATGCGCACT
CTGCTCTGCGCGGAGGCGGTCAGAAACAGGCGATTATTTAAAGAAAAAGGCGTCCAAGTC
GGTGGAGAAATCACCGGAGAGCATCGGATGAGGAGAGGATTTAGCCATTAGCCAAGAAAA
TGTTGGCAGAAGCTGACCTAAAGTCTGCATTCAAGAGAAACTGCCTGCACAAAGGATGAG
GAGCATCCATCAGCCTGCAGATGGAGACATGGGTGGGTGGTTGGAAGGCTGGTAGATGAC
TGAACTTGGAGACCCTGCACAGCTCATCATCATTGCCAGGGGCTCTCGTCTTTTTCCTCC
CCTCCCATGGCTCGTACCTCCATCCTGGAGTCCAGCAGAGTCAGTGAAGCCCAGGCGGGC
AGCGAGTGAGTGGGCTGGGAAGGATGGATACCTCTGGAGCTACCGGCATGCAGGAGAAAT
CAATAAGAAACACAGAATCTTCACAGCTCTGAGTGGGGTTTCCTGTGTTTTTAAGTGTGT
GGCTTAGGGGGGCAGCAAACCTCCAAAGGACAGGCCCTGCACGACTCCTTCAGC
>McF0042M21-MGRbd1
GGGGCACAAAAAGCGACACCTTACCATGCAATGAATCCGTTTTTGCGCAAAAGTGCAAAG
CTGTAAAACGCATTTTTGGACGTTTGCATTTGCAATTATTTTATACTCAAATATTATTTT
GACCTTTTTTTGCAATGTCGACGATGGGGAGAAGCTATTATGTAGATGCACGGATTCTTC
CTGAGCAGGAAGACATGGCACCGATGTTCTCCTCAGCTTCAGGGGTGGAGCAAACGGCGG
TCACTGAATATGGCGGACAGGAGTCGTGTCTTTTGCAAGCAAAATCCTCTATTGTTGGCG
GATCTTGGAGCGCCATTTCAGCCCACCCTGGAAGCGCAATCACTCCGACCTATTATGCAA
GTGGTGACAGTGATGGCATGTTTACGCGTTCGTGGGCTCTGGATCCAGTCTCTG
>McF0042N03-MGRbd1
ACTGGAGTGTAGACTCCGTCCATTTTTTGCTGGAAAGTTGGGAGCAGTGGGTTGGGTTGT
AGAACAGCGGATGTTTGTGTTTAACTTATTTGGCTTCTTTAAACCTTGTGCTTTAAAAGA
TTGTCATATGACTGGGGTTTGGATGACCCAAACCATGCGGAGGAGAAGCTGCAAGCCACT
GTGACTTTATTTGAATCCTTTTTAACCTTCTTAAAGTGAATTTTACATTGATTTACACCT
GGTTCTTACCGGGGGGCC
>McF0042N09-MGRbd1
TGCAGGTCCAGCACCAAGGCGGCATTTAAAGTCAAATGTGACTGTATTACAAGCACCACT
GTTAGCTTATCCGCTCCGCTGGGTAGGGTTAGCTGCGCCGCTGCGTTCAGAGACGGCTCG
TTTTTTGTTTTTTTTTAGAAAACACGGAAAAAGTTCTTCAAACATCAGGTCACGCCTCAC
CGTCCTCTGCTGCACACGCATCAGTCGGGTCTGCTGCTCCTGGGGGACCTCTTCAGCCCT
GGAAATGTCCCAAAGGGATGTGATCGATTTCTCGGCGGTGGAAAGGGAGTTGAAGGCGGC
GGTGGAGTCTGACCGCAGATATGACCGTTTTT
>McF0042N10-MGRbd1
GGGGGGGGGGGTTCGGCAAGATGGCGGACAGCAAACACACGGGGATCTAAACTCAGCTAG
TGTTTGCGAGCCAAACCCTGTCTAAAATCAACAAGACAACAAATTAATGCGCTGACGGGC
TACTGTTTGCAGGGGTCTTGTGGCGTGAAAGGGCACCATGTTCAATTCGGTAGAACTAGA
AGGGGAAGTGGATCACTCCTTTTTTGACAGTGGCAGTGATGGCAGTGATGGAGAGCAAGA
AGTAGAGAAAAGCTTGAAGGCTACAAAGCAGAGCCTTGGACGACAAAAGAAGACAACGAC
TA
>McF0042N12-MGRbd1
GGGGTTCTGGAGTTGCTGTAATGTGTCGCTCAGCAGCCGAATTCCCCAAAGCCGGCAGTA
TTAAAGCTTCATCCTGATGATGATGATGAACCAGCAGCAGCTAAAGTTTGAGGTCTGCTT
CCCTCCGAATCAGGTGGTGGTTGTTGTTGTTACTCTTTAAGTAATTCAGTCATCTTCTAA
GTTTGTTTGATATGACTCTACCCGAGAAAAGGAGCTCAGAGGAGCCGACTGCCTCTGGAC
AAACCAAGGAGAACGCGCAGACTAGAACCTTTAGGGAACCTTAATGTGTAGATCTGTGGC
CAACAGAGTAACCGTACGGATCATATAGAATGTTATTTAAGGAACCTCATTAATCTCACT
CGCAATGAAACCGATCCAAACGAAAGATTCTGAGAATGATCCAGGATTCCTGAATGGATC
CGTTCAGTGGCGTCTAGCCCTGGGATCTGTCCCACGCTGGGATCTGCAGCTTTG
>McF0042N14-MGRbd1
GAACAAAAGGCAAAGGTAACAAATCGGACAAGAAGTCAAGCACCAAGCAACCTCAGAGTC
CTAAAGAACAGCCGAAGAAAGGTGATCAGTTGGGAGACGACGACACGAAGCAAGGAGGAC
AGCCGAAGGGAGAGAAGCAGTAATTTCAGAGCATTCGTGAAGATGGCTTTTTTGTTGGGG
GTGAAATATCCCCCCCATAAACGAGACGGTTGTTTGGGAAAACAGGGCTGACCACTCCTT
ACCCGTCACTGGCCATGAAGCTACAGACTAAACTGATGTGTGGCCGAGGGATAAAGTTCT
TCCACA
>McF0042N16-MGRbd1
CACTTTAGCTGCGACCCCAGTGGCACAAAGGTCTGCATGGAGGGCTGGACAGGACCACAG
TGCAAAGAAGCAGTGTGTCGGCAGGGGTGTCATCAGACCCACAGCGGGCGTACTGTCCCC



GGAGAATGCAAGTGTAACTATGGCTGGAGGGGGTCCCTGTGTGACCAGCGTGTGACTTTT
TGTGGATG
>McF0042N17-MGRbd1
GAAGGGTCAGCCGCGGGTCCGAGCGCATGAAGCAGTGACAGCCGGCGGTTTCCGCGGACT
TCCGGTCAGGTTTTCCCGCTTTTAGGGAGAGAGACACCCAGAGACGGAAGCATGTCGACG
CAC
>McF0042N22-MGRbd1
GGCCTTATGGCCGGGGGGATCGGGTTGGACCGGGGCTAGTCTGTCCTTTTGCGCCTGGAC
TACGACTGCTTTGTGGGCTTCTCTGGAGAAAAAAGTCCAGAAAGGACGCTCTGCATCCCT
CGCGGCAGTATCCCCCCGCATATGCAGCATCAGGACCACAGAGGAGAGGCGCACCGACCA
AGACGTTTGGACCTTACATGAAAAGAACCCGCGCGCACTCACAGGCACCAGGGGGCGCTG
CACAGGAGGGCTGAAGCCTGGAGTGGTTCTCTGTTGGACCAAACTTCAGATTCTTTACGT
CAAC
>McF0042O01-MGRbd1
CCGCGTTTAAACCCGGNCATTATGGCCGGGTAGTGAAACCCTGCAGATTAAATGTAGTTA
CAGGTATGAAAGCCTTATACAAGCCCCACTTTTAGCGGCATCAGCCTGCAAACAGATGGT
TTTAGGAGTTTGAAAGCCATCCACATGTTTAGGAAAACTAGCTATAAGGTAGGGTAGAAA
TAAAACAATCTTTTCTCACGTGTTTGTTTGGTACTGCTGGGAAATCTGCACATGTATGTT
ACCCAAGTTTTGTAACTTTCTTTTTGCTGCTCAGACTTCATTCTGAGTCCACAAACGTCA
GGTGAAATGTCAAAATAAAACGTG
>McF0042O04-MGRbd1
GGGGTATAACCCTGTTTGGCCCTGCCATGGAGGAGGCGACTCGCCTGGTGTGTGTAAAAC
ACCCCTGTGTGAAGCTCTGGGATGTGGTTACCATGGCACCGCTGGAGCAGTTTAATCCCC
ACAACAGCGGCAGCTCAGTGGCTCAAGCCTGCTCCAGCTCCAACAACCAGTACCTGGTGA
GCGCCAGCAGCAGTGGAGACAAACTGGTGGTTTCCAGCCTGAAGCTGGCTCCTGTTCCGG
TGGTGGAGCTGGCGGAGGGGAAAAAGCAGACTCGTGTGTGCCTGAGTTCATCCTTCCAGT
TTCTTTTTTTTTGTGGGCTGGATCACTGCGTCCACATCTGGGACCTGAAGACCTCGCGAC
TCCACCGTTCCCTCAAAGACCACAAGGAAGAGGTAACCTGTGTATCCTTCAATGCCAGCG
ACAGTCGCATTATCTCAGGCTCCACCAGCGGTGACCTGGTTCTCCACAGTCTGACCACCA
ACCTGTCCAGCCAAGCATTCGGCCACGGCAGCG
>McF0042O09-MGRbd1
ACCCGGNCATTATGGCCGGGATCTCAAAAACATGAGATTAAAACATAATTAAAATCTCAC
TTAAACCCGACTTGATCTGAATTGCATAAAATTCAAACGTGTTTGACCTGAATTTAATCT
AACTCTAGTTTAAGTCAAATCTGGTTTATATCTAGTTAAATCTAGATATAACCTCTGGTT
CAAACCAAAAAAACAAATGCAGTTCAAGCAAGATAAATCTGGTTTAAACTTGGATCATTT
TTATTCAATCCTGAGTCGAACCTGGTTTAAACCCAAATAAAACTATATTCAAATTAAAAT
CTGGTTTAAGTTTTTATTAAATTTAATGCATACTTGGAAAAAAAACTATTTAAACCTGAA
TCAGACCTGATTCAAACCCAAAACAAATCAAATTTAAACCTAATCAAATCTGGTTTAAAC
TTTAAAATCTTTTAACTCAAATGCCAGTCAAACCTAGTTTAAACCTGACAAAAACCCGGT
TTAAACCAGAATTTGATAAATAATATATCCTAAATCAAACAAAATTCTAACTTTAATTAA
ATATCTCAGTCTTGAGTCAAACCTGGTTGTAAACTGAATCAAATCTAACCTAACTCTGCC
TCTGAGTCAGACTAAGTACTCAGAGATCACTTTCTGAAATGATGATGATGATGATGATGA
TGATGATGATGATGATGATGATGATGATGATGATGATGAAATGTCTGTACGACCAA
>McF0042O11-MGRbd1
TTTAAACCCGGNCCTTATGGCCGGGCTGGGAGGAGCATGTAAATTACTCCTTAATTGTTG
AACTAATGGACACACTAAACACAATTATCAAAAAAAATGGAAACGCACAGCTGTTCCAGG
AGGAAACAGATCTCGCCCAGTTCTCCACAGTATGGTCGGTCTCCAGAGGAACTCCTCAAC
CTAACGTCAGAACTTTTCACTCAGTGGCTGTTGGTCGCCTGCTCCCCCCCTGTAGAAACG
TGCCCAATGCCCACATTACCCCCCTCTGTTGAGAAGAAGAACGACAGGCCTCCACGGTCC
AGACTCTTGACCACCCGGGGCGGCAACAACGCGGAAAAGAGGATGAGCGTTCCAAATGCA
TCATTTAAAGGACTTTTTTTTCCTGTATAGGACTTCTCCTCTGGCTGGAGCCAAAAGCTT
TTTAGACTCTATTGGTGGTTGCTGCCACAGTAACCTTATTCATTTTTAATGACGCACAGA
AAATGCAAAACATTTCTTGGCACTG
>McF0042O16-MGRbd1
ATTATGGCCGGGGGACATCTACAAGAAGACACTAATGAAAAGATTAAAATCCGTGCGCTG
GTGGGTCTCTGTAAACTGGGCTCAGCTGGAGGTGACGACTACAGCTTGAGGCAGTTTGGT
GAAGGCTCAACAGAGAAATTGGCCAAGCAGTGCAGAAAGTGGCTTTGTAATCCAAAGATT
GATGCCAAAACAAGAAAGTGGGCTATTGAAGGTCTTGCTTATCTGACAAATGATGCTGAT
GTGAAAGATGACTTTGTGGAGGATGAGCTAGCTTTAAAAGCCATGTTTGACCTGGCTAAG
TCCACAGATAAGACGATTATTTATGCAGTTGCCTGCACTCTAGTCAACTGCACTAACAGC
TATGAAAAGAAGGAAATCCTCCCCGAGCTGGTTCAACTGGCCAAGTTTTCCAAACAGCAT
GTCCCTGAGCAACATCCCAAGGACAAGAAGGATTTCATAGAAAAGAGAGTGAAAAGGCTG
CTGAAGGCTGGGGTCATTTCAGCACTAGCAGTCATGGTCAAAGCGGACAGCTCTATCTTG
ACTGACAAGACGAAGGAGATGCTGGCAAGGGTTTTCTTGGCATTGTCAGCTGATCCAAAA



GACCGTG
>McF0042P04-MGRbd1
TGGCCGGGGATCGGCGGAAGTGCTGTCCCAGTCACGCGCTGAACAGAATCCTGGATCGTC
CTGCAGTCATGGCTCTGGAGGCCTGGTACATGGACAGCTCTGACGAAGACTAGAGGGAGC
CGCACAGGCTCCACCCACGGGAGCCCGTCTCCTTAGACCAGCTGAAGGAGCTCGGAGTTT
TTCACTGGTTTTTGGTGGCTGAACCGCACCCCTCCGACCCAGAGCTGAGCAGAATCCGCC
AAGAGCGAGGCTACTCCTATATGGACATCATCACGATTCACGAGGACACGTTACCCAACT
ATGAGGAGAAGCTGAGGATGTTCTACGAGGAGCATCTCCACTCGGATGATGAGATCCTTT
TTTTTTCTGGATGGGCGCGCTTACTTTGACGTGAGGGACAAAAAAAAACGCTGGATCCGG
ATCTCTATGAGCAAAGGAGACCTGATCACGCTGC
>McF0042P20-MGRbd1
GGGGCCTTGTGGCAGCCTACAGTGGAGACAGTGACCCTGAGGAAGGAGGAGCAGAGCCTG
ACGGGGAGGGAGGTCAGGACAAGCTGACAGACTGGAAGAAGTTGGCCTGGGGGCTCTGCA
GCAAACAGTCTCGAAATAAAGAAAGTTTAGTTCGGCATCAGCAACTCTCTGCCCTTCACA
AGATTTTCTTGGAAGTTCTGCCCAGACCCAAGATGACTGAAGCAGAACTGGAGGAGCTGG
AGCGAAAAGAGTCCGAGCAAAAGTACAGGGACCGAGCGCCTGAGAGGAGAGAGGGTATGG
CATTCCAGAACCCCCCGTGTCCAAAAAGAAGAACTTCAGCCAGCCTTTTTTTTTTTTCAA
CTATGAACAGCCCACCAAAGATGGCCTCAGCAGTGACAACATTGGAAAC
>McF0042P22-MGRbd1
GGNCCTTATGGCCGGGGAGATGAGTTGGAAGTAAAATGAAAACAGCTACCGCTTAATTTT
AAGATGTTGCCGAAATAGCACACTGAGGAATAATTGACATCCCGGTTCTGTGGACGTTCT
GATGTGGATCCCGGACCTGAAGATCAAGATCTGAGACTTACTATGCGTCTGGAAACGCTG
CTGTGTGTGGGAGGCATCACACGGACTATGACGTCTCCCAACCCCGCTTGGCTGCTCCTG
TTTAGCTTGTTGTCGTGTGGACGTTTCGCGTTTGTTTCAGCCTGCAAACAGGAGCCCGAG
ACCCCAGACTGGAGAATGACACTCAAAACTATTCGTAACGGAATTCACAAAATCGACACG
TACTTGAACGCAGCTCTTGACTTGTTTGGCGGGGATGACGGGCTGTGTCATAACAAATGC
AGTGATGGTTACAAACCTATAGCTCGTCCTGGGT
>McF0042P24-MGRbd1
ATCAGAGACCCGTTAGAGCCAAACTACGCAGCCGAATCTCCAACAATGTGGTTCCTCGGT
CCTGTTCTGTTCGTGGTTCTGGTCGGTTTGTGTGGTTCTGGAACAGCCGGTCTGAACATC
ACTGCTGGACCTGGAGATGACGTCACTCTGACATGTGGAGACAAGAACATCCCATTTTTT
GCAGTTATCGAGCCCCCCAGACCCGACCTGCTGGAGAGGGAAAATGTGATTTTTTACAGG
AGTGATGGTGTTAATGTTGATTATCA
>McF0043A02-MGRbd1
TTAAACCCGGCCTTATGGCCGGGGCTCAATCCTGTGGCGTGCTGTAGGACGTAACCGAGC
CGGATTTAGCTCTGTAGCTAGAGGTCAAGCTGGTCTTGATGTAGCACAAGCAAAGCTTTT
GATAAACTGACTTTTGTTTGTTTTTGTGTTGTGTTTTTTTTGAGGGGGGCAGTTTTCAGC
AGGAGTGAAACTATAAGCAGGAGAAAAAGCGACCCAGACTTTGCAAGAGAAAGGTGCTGA
AAAAAAGACATTTAAATTAGCATTAAAAACATGTAGCAACCTTTAGCAACCATCACTTCT
AGCATTACACGTCAAGAGTGAAGCTGTGGTTATAGATCAGTGTTTAGAAAGAATAAAAAT
AGTACGTTTTCTTTTGCAGTGTTCATTATCAATTGTTGTGTCGCTGTTCCATAGATTACA
AAGATCCTTCTTCATCAGGATAACTCGCTACTTCCTGTTTCCTCCTGGTGTTCTCCACAA
TCTTTGTATGACATGTTTGTGTTCATGAAGCATGAAGGCGCAGATGTGAACAATAATATT
TGGAGGTGACCAAAGCAAAGACATTTCTCTGTTGTATTTTTAGATTGATGAAGA
>McF0043A21-MGRbd1
AATGAAAGCAGCAGCACACGGTCAGCTTTCCTGCTGTCTCTTTGTCCCGTCGTGTGGATT
TAACAGTTGGAAATGGATCGTCCAAAGTTCCCTAAGCCTGGATGAACTACCCATTCAGAG
GAAAACTGTTGGAATGTGTGCAGGATAAAGATGTTTCTGTGTTTCTTTGTTTGGACTCTT
TTGAGAGGAACCTTCTGTCTGCTGTTTCTTTTTCCACCTAAGACGGACGGCAACTTCAAC
AAGACGCCCTCCTCTCACCTCTACAGAAACCAGGAGGTTTCCTCGCAGAGAAACTGGGTG
CTTGACGGCACGAGCGTCACCCAGAGTTTCAAACCAGCCACCAGGTCGTCCGTGACAGAC
TCAAAGCAGGGGTTTGGGTCATGGAGCTCACACTCCAACCCCTCCAGGAAGGTGAAGCAT
CAGCCCAGCTTGAAATTTCATGGAATGTCAAAACTCTCCAGGACGTTAAACTGGGGGGAC
TTTTATTCCAACATCAAGACAGTCAAACTGAACTTCCTGATTATAGGAAAGATTGTGGAT
CACGGCAACG
>McF0043A22-MGRbd1
GGCAAATCATGTAAGATAACACGGGACTACACTTTTTTGGATTATATTCTGGGAGGGTGC
CAGCTCATGTTTACAGTCGGTATAGACTTCACTGCTTCAAATGGAAATCCCAGAGAGCCA
TCCTCTCTGCACTACATTAACCCACTAGGCAGCAATGAGTACCTCTCAGCTATTTTAGCT
GTTGGGCAGATCATTCAGGACTATGACACTGACAAAATGTTTCCTGCTCTGGGATTTGGT
GCCCAGCTCCCTCCAGACTGGAAGGTTTCACATGAATTTGCCATCAACTTTAACCCCACT
AACCCCTTCTGCTCAGGTGTGGAGGGCATTGCCCAGGCATACTCCGCCTGTCTCCCCCAC
ATCCGGTTCTACGGCCCCACCAACTTTGCTCCGATCATCAACCACGTAGCGCGCTTTGCT
GCTCAGGCTCTTCAACAGGAGAAAGCAGCGCAATACTTCACACTGCTCATTACAACAGAC



GGGGTTATCAGCGACATGGATGAAACCCGCGACGCCATCGTGCAGGCGTCAAAGCTTCCC
ATGTCCATCATCATCATCGGTGTGGGAAACGCAGACTTTGCTGCCATGGAGTTCCTGGAT
GGAGACGCCAGCGTTCTGAGGTCCAGCGAAG
>McF0043B03-MGRbd1
GCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGTCAAATGGAGACGGATTGCAGACCCAG
ACCAGCCCGTGCTGTGGCTGGACCAGATGCCTGCTAGAAGTCTTAGCAGAGGCTTCAACA
ATCATATCAACCTCATCAGGGGGCAGATAATCAACATCAGATACTTGGCATATTTCGACA
ACATCCTTGACTTCATCAAAGACAGAATACTGGTTTATCACGGAGCATTCAATCCTAGAG
GGCTTTTGGAAGTTCGACAAGCCCTTGAAAGCGTGAATAGAATAGAACATCTGCTTCCTA
TAATGAAGCAGTTCAACAGTAAAACAAGAGACGGATTCACCGTCAACTCCAAGGTGCCGA
GCATGAAGGATCCTGCTAAAGAGTATGATGGTTTCACCATCACCATCACTGGAGACAGGG
TGGGAAACATGTTGTTCTCTGTAGAGACGCAGACGACAGAGGAGAGGACGCAACAGTATC
AGTCAGAGATCGAGTCCATCTACAAAGACCTGACTGTCAAAGGAAAGGCGCTGATGCTCT
CCACAGAACTTGGGGATGCAGATGCTGTGAGCAACCTCATCCTTTCTCTGGTGTATTATT
TCTGCAACCTCATGCCTCTCTCCAGAGGATCCAGTGTTGTAGCATATTCAGTGGTGATGG
GGGCGCTAATGGCCAGCGGGAA
>McF0043B09-MGRbd1
GCGCCGTTTAACCCGGNCCTTATGGCCGGGGTGTGGCTTATAATGGACTGGAATCCTTGT
GTGGATTTTCCTGTTAGAGTCCAGCTCTGACTCTACAACAAATGAAGCAAGAATGAAAAT
ATTTAAAAACAAAAGCAAACAAACTTGGCATTCAAATTTAAAATCTTTTGATGCGTCCAG
AAAGGGAAGTTGCAAAAATCATCTCCTGCAGTCTTTAGAAGTAGACGTCATGATGGAATT
TAGTAGTCTGGTTGCCTCGAGCAGGAATGATAAACACATTTATAAAGAGAAAACGGTCAA
ATTAAGTATGAACGAAAATTCTGACTATAGGAAAATAATTTTTTCTGTTTTAACCAGTAA
TTGGATCAAGACATCTCCCATCTTCCTGCAACAAGACTGCATGTTCTGCATTCATTAAAA
ATCATTTATTTGACACATACATAAACATGTTATACTTCTGAAATGCTAAAACTCGTGGTT
TTCATGCAAGACAAGCCATATACTTCTCTGAGACACTCAGAGTCTCAGAGAAATTTTCTA
GTACTCAAATCCTGGTATGACACAAACCAACAAACTCAAAAATTAGACCTGACAGCTGTC
GAGCAGTTCAATTCTAGCTGCAGTTGGGAAAGTTTCTCCTTTAGAGCCCATGCCCTGATC
GTCTCTACACA
>McF0043B13-MGRbd1
GGGACAGACGCTGGAGGATCGAAGATGCTGCCGGAGGCGTGCGAGAGCGACGACACCAAC
TTTCTCCACGGGGCCCAAAACATGACGGCGGGAAAAGACATAATCAATAACCCGAATAAT
TCGGCTCGATCAAAAACCAGGGACGACAAGAATCAAGGTTCTACCACTCAGCAGCCTTCC
TGCTAACATTGAAAGGTCTGCGATTTCTGAACAGAGGCGTCATTGAAAAACAAGAAGAGA
GGAGGGAAAAACGCTCGGCCCGGATTTACCGCCTCCTCCCACCCTCGCCCGTTTCAGAGC
CACCAATGCCATCTGCGTTGCCAGCGGAGGCTCTCTGCCCGTGCCAGGAGTCAGACAAAG
AGCCTCCCCACATCCCTGAAGGATGGCCGCACTCGCAGGAGCCATCTTGGGGAGATGCTT
GCTGCGACACCCAAAATGGCTGGGCTGGCACTCGAGGATGGATCAAACCATGTGACCATC
TCCGCTTCTCTAATTTGGGATGTCAAGGACCAACTGGGAAAAGCATCAAACTTGACAGTA
CTCTGAATGTGTAACCCAGGATGTGTCACCTAAAAAACTATTCATGTTGAGGTTCTGTAA
TAGAGAAATATAAACCGGCATAGGGAGCTCCCTGT
>McF0043B21-MGRbd1
GCCGGGGACGTGATCCCATTCTCACTGACATCCTTAACGGCATGGATATACTTTTGGAAA
TCGTGACCAACCCTGATGGATATGAATATACACACACCACTAATCGATTGTGGCGCAAGA
GTAGGAAGCCCAACCCCAGATCAAACTGTATTGGGGTTGATCTCAACAGAAACTGGGATT
CTGGTTTTGGAGGACCCGGCGCCAGCAGCAATCCCTGCTCAGAGACTTATCATGGACCCA
GAGCTCACTCTGAGTCTGAGGTCAAGTCCATCGTAGACTTTGTGAAGACACATGGTAACA
TCAAGACTTTTATCTCCATCCACGCCTATTCTCAGTTGCTCCTGTACCCTTATGGCCACA
CCAGAAACCCTGCAAAGGACCAGACTGAACTGGACAGTTTGGCTCAAAAGGCTGTCAAAG
ACCTGGCCTCTTTGTACGGTACTCGCTACAGATATGGGAGCATCATCAGCACCATTTACC
AAGCCAGCGGTGGCAGCATTGACTGGGCCTACGACCAAGGCATCAAGTACTCCTACACCT
TTGAGCTGAGGGATACCGGTCGCCACGGCTTCCTCCTGCCTTCCAGCCAGATCATTCCTA
CTTCTGAGGAGACTTGGCTGGCTTTGGAGACCATCATGGATCGTACTCTCAAATAAACGT
TCTGATGTGTGCAT
>McF0043C05-MGRbd1
GGGCCTTATGGCCGGGGGACACTGAGGCAAGAGGTCGTTTTCGTCACGTGCACTTACAGA
TGAAGGAAAGCTCAAATTTCAACCTTGCGACTGAAAAACTCAGTAAAAATGGGAAATGTA
CCATCAGAATGTCACATGGGAGACAGCCTGAGATGCCGCATTTGTAACAAAGTTCTCCCT
CCATGCACATCCTTTGATCATTTAGGCAAAGATACGGTTCGTGGACAGTACGTCTATATT
TTCAATGGAGGAGAATACTACAGACCAGTTGGCTATGATAATATGTACAAGTGCAACTAC
TGCTTTAACAAGGAAATCAATGACCAAGAAAACCTAAGGAGAGAAGAGGAGAGAAGAAGA
GAGGAAGAGCAGCGGAGAAGAGAAGAGGAGAGAAAAAGAGAGGAAGAGCGGCAGAGAAGA
GAA
>McF0043C13-MGRbd1



GGGGAGGAGGAGGATGAAGAGGAGGAGGATGTCCACCGGCAGCAGCACCGAGCGCCCCTC
CATCCCATAAACCTGACAGAAACCAGACATGTGCTGCGTTCAGATGCAGCTCCATCCATG
AGAAGACCGTCGCCCTAATCTGCGGGATTATTTCACCTCTTCATTCCAGACGAGGCACGA
GCTTCATCCATGGACGGATGCGGGGAGAACGAGGCGCAAACGGAGCGCAACTTTCTGCAA
AGGAGTCCAGCTGGAGGAAGACGAGGAAGAGGAGAAGCACTCATTCTTATACAGCTTGTT
TTGAAACATCTCGTTCATGTTTTGACCCCAGTGTTTTATAATCCCTAATAAACTGTGATT
CCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGAAAAAAAAAAAAAAAAAAAAAAAAA
AAACCAT
>McF0043C21-MGRbd1
GGGTGTTACAGGATGAAAAATGTGTGAGCTGCGGTGTGGGGACATTTTACAGCGGGGAGC
AGGAGCAGTGCATCCAGTGTCCTACAGGAACATACCAGGATACTGAGGGTCAACTGTCCT
GTGAGCCATGTCCAAGTATAGATGGACAGGGCATTATTGGGGCCAAGAATGTGTCTCAGT
GTGGAGGTCAGTGTCCAGCTGGTCAGTATTCTTCTGATGGCTTTCACCCATGCCAACCCT
GTCAACAGGGCACTTACCAGCCAGAACCAGGCCGAGTTCAATGTTTTCAATGTGGAGGAG
GTCTCATGACTAAGTATGAAGGATCTGTCTCATTCAGAGACTGTGAGGCCAAAGTGCACT
GCGCTCCTGGACATTATTACAACTCTACCACCCACC
>McF0043D08-MGRbd1
GGGAGGGAAGGAAGGATGGGGGGCTCTCCGAGCGTCCAGATTCCGGGCGGAGGAAGCGAG
GGCTACCACGTCCTGAAGGTGCAGGAGAATTCCCCCGGTCATCAGGCAGGATTGGAGCCT
TTCTTTGATTTTATCATCTCGGTTTGTGACACCAGACTGAACAGGGATAACGACACGCTG
AAAGAGCTTCTGAAGATCAATGTAGAGAGGCCTGTGAAGGTGCTGCTGTACAGCAGCAAG
ACCCTTTCTGTGAGGGAGACCACCGTCACGCCCAGCACCACGTGGGGCGGCCGTGGCCTT
CTCGGTGTCAGCATTCGGTTCTGCAGCTTCCAGGGAGCCAATGAAAATGTTTGGCATGTC
TTGGAGATTGAGCCAAACTCTCCCGCATCTCTGGCTGGTTTGAGAGCTCACGTGGACTTC
ATCATAGGAGCAGACGCGGAAATGAATGAGGGCGAAGATCTGTTCTCCCTCATTGAAGCA
CATGAAGGGAAGGAGCTAAAGATGTACGTTTACAGCACGGACGCAGACAACTGTCGCGAA
GTGATCATCACTCCCAACTCTGAGTGGGGCGGGAAGGGCAGCCTTGGA
>McF0043D11-MGRbd1
GATTCAGGAGAAAGAATGTAGAAGGAATAGTCCAAACAAAACAAAAAGATACATTTACAT
ATGTCATCTTTAAAAATTTTGGACATCAGATTTACACAAAGTTGGGCTTTTTCATCGTAT
TTGGACAAAAATGCTACCTTTTTGATCAAAGAATTTACAACATCCAGACACGGAGGTGGG
AGTGTGATGTTTGAAATGTGAGTCAGAATGCAGGAACCTAAACATGATTTTTTTTTTTTT
TTACTCCACATGCTTTATATTGTCCATTTTATGTGAGATTTATCTAAGGGGGGTATTGAT
TTCATAAAGACATTTTTGTTTATGTTTTACATTATTTCTATTTTCCAGCACCCCCCCCCA
CATACACACACACAAACCTCTGTCTTT
>McF0043D17-MGRbd1
GAGCGCGCGTTAACCCGGGCCTTATGGCCGGGCCGCTCTGCTGGTGGTCTCGGTGCTGGC
GGTCGGGCTGTGGTGCCGTAAGAGGACACTCATGGACAGCCACACCAGAAAAAGGAAAGC
TCCTTCCAAGCTGACCCCGACATTCCAGGGAGGAGCCCGCCCTCAGATCAGTCAGCCCAC
TCTGATGGCGTCCACAGCCACGCAGGCCCACAGTCCTCTGGTTGGAGCTGTGACTCCCAG
CAGAGCTGCTCCACAGCCTCCCAAGAAAGTGCCTTCAGTTCCGTCTAGCTCTGAAACTGA
AGCGACCAAACCTCAGCCTCCATCCAAGCCTTTACCACACCTGACCAAAACACTGCACAA
AGGAGCCAAACCAAATCCTCCACCTGTTCCTCCGGTCAAGCCCAGGCCTCCTGCAGCAGG
CAACATGAGACCCACTTTTAGTCCTCCTCAGCTTCCAGCGATGTCCAGACTGCAAAGCTT
CACCTGACATCCACGTTCACATAACGGGGACAGGAGGTGGACAGGAGGAATCCAGCAGGA
AGTTTACAGAGCGGACGCGTTTACTTTTTAACGACGCCGTGCGGATGAACGCTGCACCAC
AGACAGATGGGCAGCCGCGCAGCTACTGCTGGACAGAGACTGGAAGTGAAATATTTTGAC
ATTTAAAGACGTTTCTCTTTTTCAGTTTGAACAAACTTGTAAGTGGGAA
>McF0043D19-MGRbd1
GGGGCGTTGGATCAGATGGAAAGGACCTCGGCCAGGAGGAGCAGGCAAAATGGAGATCGT
CTTCTATGAGGACAAGAACTTCTCTGGGAAACACTTTGAGTGCTCCAACGACTGTGCGGA
TCTGCTGAGCAAGCTGAGCCGCTGCAGCTCCATTAAGGTTCGGAGCGGCTGCTTCATGAT
CTACGAGAAACGCAACTTCACCGGAGACCAGTACTACCTGAAGAGGGGGGAGTATCCAGA
CTTCCATCACTGGACGGGGGCAAACGACTCGGTCAGCTCTTGCCGCTGCATCCCTACGTA
CATCGGCAGCTTCAGGATGAGGCTTTACGAGCACTTTGACATGAGAGGTGAGATGGTGGA
GCTGACAGAGGACTGCCCCAACCTCATGGACCGCTTTCGCTTGTTCCACTTCAACTCCTG
CAATGTGATTGACGGCCACTGGCTGCTGTTTGAGCAGCCTCACTACAGGGGGCGCCACTT
CTATCTGAAGCCCGGCTGGTACAGCAGCTACAATGAGTGGAGTGCCATGAGCTCCAGGAT
CGGCTCCATCCGGCGGCTCTCAGAACCCTGAAGTCTGAACAGAAGCTTCTGCAGTTCAGT
TCC
>McF0043D24-MGRbd1
TTAACCCGGNCCTTATGGCCGGGGGGATTGAAGTGAACCCAAAAACTCTCAGATAACAAA
CTACCAAACAACAGCGGTCTGACAGTCATTTAAAAGACTTAAATCCACTTCACCGGTAAA
CAATGTGACCAAGAGAGAACACAATCTTACTGGGGACTGCGAGGGACACATGAGAACCAT



CTTTGACGGTGGCGAGAGGCGCACAGCACCATGGCATCTCAGCCGAGCGTATGCAATGAA
AGAAATCTTCTGCGCCTCAGAGCACGAGAAAAGAGGAACCAAGAAACCAGCCAAGCCAAA
GCCTTCAGCCCAGAAAATGTTCCACTCTTTCCAGAACCATACAAGACAAACAAAGGGGAT
GAACTTTCAAACCGAATCCGAAGAATGCTGGGCAGTTATGATGATGATGTGAATGCTTGT
TCCATTTCCATGGACGCGTTTCCTCTTCCTAGTTGTCAGCCCGCTATAACCATGGCCCAA
AAGCCCACCGCATACGTGCGCCCCATGGATGGTCAGGACCAGGTGGTCAGCGAGTCCCCC
CAACTGAAACAATCCCCAGAGCGTTATTCCCCACTGCCGGAGTTGATCAGCAAATCCGAC
CTGGACAA
>McF0043E03-MGRbd1
GGGAAGGGAGTCAACTTTCTGCTGGTGAACAGCGTCGCTCTGCATGGCGACGGATGCCCC
ATCTGCCAGTCGGTGGAGAAAGAGCTGATCAAACTCTCCAGAGAACTCAACTGTTCTCTT
CAGAACTCGCAGACCGGCAGTGAAAAGACGGAGAGTTGTGACGGCGCCCATCCTTATCCA
CCCACAGCCCCCGTCATGCTACAGCACTATCCTCTGTACAGAGAAAGTGATGCTGGCTGC
AGGGGAGAAGATGCTGCGCTGCCCGAAGAGAGACACCTGCTGTTCAGAGAGAAGTACGAC
GTGCTGTCCAAGGACGCCTCACAGCGGCTGCTGCAGTGGTTTAAGCCCCGCCTCATTCTG
AGCGGACACACCCACAGCGGCTGTGAGGTTCTCCATGACAACAAGTATCCAGAAATCAGC
GTGCCGTCCTTCAGCTGGAGGAACAGAAACAACCCCAGCTTCATCCTGGCGTCCGTGTCA
CCAAGGAGCTAC
>McF0043F10-MGRbd1
GGGGATGTAATCAGGAAGTGCCGATCATGAACGTGGTCATTTGTTTACAGCTGCAGACTC
TCCGTTTTAATATAAAAACTTACTTACTATAACTAATTATCCTTTTCTTTCAAGGAAAAA
ACATTTTAATTAGTTTCCGAGTGCAATAATATCGTTTTTGTTTCATACTGACTTGTTTAC
GATCTTAACCGGCTGAACGCTGTTTTTTTCTCTCTTTTTCGGAGCCGACATAATTGAAAT
AATTTGAATGCATGATTTCGCTGCTCGTATTTAATTTTTGACACATAGTGCAAACATGCA
CCGGATTTTTTGACCGCCTGAATGACTCTTTTTGTCGATTAACGTGGAGCGTAGCATGTC
AGCTAACATGCAGAGAAGCTAACCTAACGTGGAAGTCGAACATCATCATGACCTCCGTAA
ATTCCAATTTTTGGGCAGATAAGGTGTGTGAGGGACAATAAATGGCACAAATGAATGAAG
ACCCAGCCACAGAACAGCAGGATGGCTTTGACTCAAGTTTACTGGGATCACCACATTCCT
CTGCCAAAGCTGACCTCTTT
>McF0043F14-MGRbd1
CGTTAAACCCGGNCCTTATGGCCGGGGGCGCTTCCCGAAAAGACAGGAAGTGACTGCTAT
GACAGAACAGAAGATGCTAAAGCGGTAACTGTTTTAGAGGAACACATCTTCACTGTAGTC
GTTCATCTCATAATTGGCCATCAGATGAAATGGGGGACGATAACAGCACTGGCTATAGCG
ATACTAAATTGTAAAAGTAAGCATATCCTTAGTGGCCCATTCGTGTTTAGAGGTTTTAAA
GCTAACGCCGGTGTTAGCGCCAGAGCTAGCTTGTTTGTAGCAAAGCTGGGTCAGCCGAAC
CACCATGGACATGAGTATGACCTACCTAAATTCCCTAAACACAGATCAGGTTTTTTGTTG
CAATGAAGAGCATTAGAGTCCACTGGTAAATGTTCAGAAACATGAACTCGGTCTCTTCCA
ACACGGTGTCCTTCGTGGCCGGAGTGATGCAGGAGGAGCCGTTGGAGAGCCGGAGGCAGC
AAACTCTGGAATGGCAGAACAGCCACAGATTCAGGCCTCATCCGGTTCCAAGTTCCAGTA
GAGAGGCGGCCGAAGAGCCTGACGAGATGGACAAACTGAAGGCCAAACTGATGTCCGCGT
GGAACAATGTCAAATATGGT
>McF0043F16-MGRbd1
GGGGCAGAGGACGATGGAGTTTGATGTGAATACTAGAGTAGCTGCAGTGAAAATGTCTTC
AGTTCAGTCTCTCCGAAAGTTTATCGGTGAGCGGTTAACCGCCGCTGCGGGAGAAATCTT
CACTCACGTGGAGCAAACCATCTGTAAGCTGGAGGGGGAGGTGGAACGTCAGCGAAGACT
GTTAGATGTCATGATGATGAAGTCACGTTTACAGCTGGGAAGCAGTACAGACAGGTTTTT
GGCTGGTAGTTGGATGGGACTGCACCCTTTGAGGGATCCTTCTGGATCAGGATCATTCGC
CCTTCCGTTAGCCATTCGAGAGCAGCTGATCGGAGTTAGGTCTATCAACTCTGAGTGGAC
TGATTCGGAGCTGAACTTGACGTGCTGCTGCAGAGTTACAGTGAATATCAGCACATATTC
CAGAAGAAAAGCAACACCGCTGCATCTGCAAAACAGAGACAGCTAACGTGGGAAAACATA
GCTGCTCAAGTTAATGCAGTGCAACCGCCGCAGGATGAGGAGGAGGAGGTGGAAGGTCCA
TCAAACTCCTCTGCACGGATGAACACAGTTCAGTGACGTACAGTAAATGCCAGAGTGTTT
TTCTATGGAATTCATGTTGAATGAACAGGAT
>McF0043F23-MGRbd1
GGGGATCCGAAATTACGTTTATCCACTGGAGTCACCGATATAGAGTGTCTATATTCAGCG
ACTGGCCCGGGAGTAAAGATTGTAGTGTGCTCTGGTGAACGGCAAAGACTGTACAGAGAG
GACTCAAGGAAAGTACACGAGAAGAGAGACTGTTGCACAATGTGCTAGAGGAGTGGGTGA
AGAAAACGTGTTGTGATAAAGGAAAGGTGTCTGAGCGACAAGAAAAGACACAGCCATGGG
GCGGAAGAAGATACAGATCACTAGGATCATGGATGAAAGGAACAGGCAGGTTACCTTCAC
AAAGAGGAAGTTTGGTTTGATGAAAAAGGCCTATGAACTGAGCGTACTTTGCGACTGCGA
GATAGCCCTCATCATTTTCAACAGCTCTAACAAACTGTTCCAGTACGCCAGCACAGACAT
GGACAAAGTGTTGCTGAAATACACAGAGTACAACGAGCCTCATGAGAGCAGAACCAACTC
TGACATTGTAGAGGCGCTAAACAAGAAAGAACACAGAGGTTGTGATAGCCCGGACCCTGA
TGCCTCATATGTCCTCACTCCTCACACNGAANAAA



>McF0043G05-MGRbd1
CCCGGGCCTTATGGCCGGGGCCATTTGGAGAGTCTGCTGTGGAGAGAGCGTCCAGTTCAA
GAGCAGGCTTGTAGGTGTCAGAACTTCCAGAATAGTTTTTGCTGTTAAACTTGGAATTTT
GCATCACATTGATCATTTTAAACATCATTCAGAAATGTGCCTGCTATCTTGAATGAGAGG
AGTGTTGGTTACGGCCACAACTGAATGTGTCTCTGTGACCCTGAAAACCTGCCGCAGCAT
GTTACCACCTGTGAAGAAGGACCGGGTCATCACTCACCTCCCGAAGTGTTTCAGTCCTCA
TGCAGCCCTGCACACCAAAGAGGGCTTCCATTCCAAAGGTGAAAGCTGCATGCCATACGC
AGAGGGCCAGGGCGTTGAGCTTTAATGTGGCAAAGGTCATCGTGGTGGGGGATGTTGCCG
TTGGGAAGACGTGTCTGATCAGCAGGTTCTGTAAGGGTGCGTTTGATAAGAACTACAAAG
CAACCATCGGGGTGGATTTTGAGATGGAGCGTTTCGAGGTGCTTGGTGTTCCTTTCAGCT
TGCAGCTGTGGGACACAGCCGGTCAGG
>McF0043G07-MGRbd1
GGGGATTTAGAGGAGCGTGTGAGCAGTGCTGGTTGATGGATGAGTCTCACATGGGGGCGC
CCTATGAGGCGGTGCGCCTAATGTGTTGTTGTGGGACGTAGAAGAATGAGAACGGGGGAG
GATGACGGTGCTGCAGCGACCTCCAGTGGATTACAACGAAAAGCTGTTCATCTTACGCTC
CCACTGCAGTAAAAAGATCGCCGACAAACACCTCCAGCCACATCACCAACATGGACGAGG
TGCCGACATCCCGGTTGACGTCATGAAATGGGCGGCACCTACAAGGAGAGAAAGGTGGAG
CCTCAGACCTCGAGGTGTCATACTTCCGGATAGATCAGCCTGAAAATTGAAAGGTTCCGG
TTCGAGTCCCCGGCTGAACCAGGACATCAACGGGGGACTTTTCTATGTGGAGTTTGCATG
TTCT
>McF0043G13-MGRbd1
CTTATGGCCGGGGAGGCTGAGGTGGGAACAGGCGGGCTGAGGCTGAGGCCACGCCGCGAT
GCGGACTTGGACCTCGCTTCCTCGTCCGTGCTGAGCCGCACGACTCCGAATCCAACACGA
TGTCCATCCGCGCGTTAGAGCTCCTCTTCTTCCTGTACTTCGCCTCTCACATCCCGATCA
CCCTGTTCATTGACCTGCAGGCCCTGCTACCCGCACACGTGTACCCCCAACAGCTGAAAG
ACCTGCTCAGATGGTACGCAGACGAGTTCAAGGACCCCATGATGCTGGATCCTCCAGAGT
GGTTCAAGTCTTTCGTTTTCTGCGACGCTCTGGTTCAGATGCCGTTCTTCCCCGTCGCAG
CGTATGCGTTTCTGAAAGGTCAGTGATTGAAACAAGACGTTGAGCCTGAACTGCAATAAT
CCAGTCACATGGTGGGAGAAGTTAGCACAGAGGCTGAAGTTGTTTGGAAGCAGGACTCCA
GCAGATCTGTCCAAGGTACCGT
>McF0043G19-MGRbd1
CGCCGTTAACCCGGGCCTTATGGCCGGGGGGATTCGGATTTGGTTGAAACGGGAACGTGC
ACTCACTGTGTGCGTGTGCCTGGCGGTGCCGCAGCAGAGTCCGGTTCTAGCGCTGATCCC
GGTGCCGTCCTTGTTGCTGTCAGTCAGTGTCATTTCCGCGCGACGCGTGTTGTTCTGCCC
CCGCGCACGGAGCGCCTCGTCCCCCCGCACTCCGCCACAATGAGCGAATACTTCAGCCTG
TCGGACTGCGACGTGATCGGCTTCGACCTGGACCACACGCTGTGCCGGTACCACCTGAAG
GAGACCTCTCGGCTCATCTACGAGAGCTTTGCCAGGTATCTGGTGGAGTACAAAGATTAT
GACAAAGACCTGCTAAATCTGACTCCTGCCACCTGGGACTTCTGCTGTAAAGGGCTGGTC
GTGGACCTTGAGGATGGAAACCTTGTGAAGTTGGCTGAGGATGGAACTGTTTTAAGAGCG
ACACATGGAACCAAGGATCTCAGCACTGAAGAAATCATCAAACATTATGGTCCAAAAAAG
GAGTGGAGGCATTTTCACAGCCTGAGTACCTCCTTCACTAGATCTGCAAAATACTACTTC
TATGACAATTATTTTGACCTTCCCGGGGTACTGCTGTGTGGGAAAG
>McF0043G20-MGRbd1
AAAAAAAAAAAGGCGAAGAAAAACATGGAAGTTATGTGTGGCTTAGGAAAAAAAAGGTTT
TTATAACAAATTTGTGCTGGAAAAAAACAACAAAAAAAGACATTGAAGAAGTAGTTAACT
GTTTCATTAGATCCATGTACCTAAACACTTTCATCTTATGACAGTATTTTCTGATGCCAC
TCCGGGTGTTCTTGCCTTAATGGTTATGAAATTGTCACGTTTCTTGGTTGTTGTTTTTTA
ACTCCTCAGTCACTCCTAAAAGTTTTTTTTTTTACATCAGCGTGAAGTGCATGTTCAATT
TTTTTTTTTTTTTTTTTTTGTAAAAAGCTGGTCAGCTCCCATGAGCATCACAGGCCATAC
ACTGAGAAGCCCCATTTTTATCTCTGC
>McF0043G22-MGRbd1
CACAGAAAAAAAAAAGAGAAAACCCTGATGTTTGAATGTGTTTTGAATGTTTTTTAGAGG
TTACGACTGACTAGCTGTTGGTTTGCATCCATACTTGAGGAGAGCAAGTTTTAACCTTTA
CATTACCGTTAAAATGTGGTTGTAAAAGAGTAAAAAAATCTTTTTAACTGTGGATTCTAT
CCTCATTTTTTATTCTCCTTATATTAACCCTT
>McF0043G23-MGRbd1
GGGACAGCTCCCATGTCTGGCCCTGCAGTCACATGAGCTGCTGCAGCTGACTGGATACCT
GCCTGAACAGTAACAGTGGGAGGGGTGGTGCTGTCAGTACAGAGGCGCTGAAAATGGCAT
CAATCCTGCAGAAGTTGATCACTCCCCTGTTTAGCGGTCCTCCTGAACCCCCAAGGAATA
AAGTGACAGTCGTGGGCGTGGGTCAGGTTGGCATGGCCTGTGCAGTCAGCATCCTGCTCA
AGGAGCTGGCGGACGAGCTGGCCCTGGTGGATGTGGTGGAGGACAAGCTGAAAGGGGAGA
TGATGGACCTGCAGCACGGAAGTCTCTTTCTTAAAACCCCCAAAATAGTAGCAAGCAAAG
ACTACTCAGTCACAGCAAATTCCCGGATTGTGGTGGTGACCGCTGGAGTCCGTCAGCAGG
AAGGGGAGAGCCGGCTGAACCTCGTTCAGAGAAACGTCAACATCTTTAAACACATTGTTC



CCCAGATTGTTAGATACAGCCCCGACTGCACCATTATTGTCGTTTCCAACCCAGTCGACG
TTCTGACCTATGTGACCTGGAAGCTGAGTGGCCTTCCCAAGCACCGCGTCATTGG
>McF0043G24-MGRbd1
GGGTGTGTCCCAGTAGACACTGCCATGACCGCTCGACCTGCAGCAACTGTCAGCTACACA
TACGAGGATGAAGAGGGGGTGTTCCCCGAGAGCCAGTTTGTCTTTGACCTGGAAGTTCCG
GTTGGGTTCAGACCCAGAGTTGGGGATGGGGAAGTGCAAGATTTCTATCTGCTGCCAATA
GAAAAGGTGAAGGAGCTGCTGGCAACGGATGACTTCAAACCCAACTCTGCCATGGTGGTG
TTAGACTTCCTCATCCGACACTCGTTGGTGGAGCCGGATACAGAGCCGCATTATCAGGAG
TTTGTGGCAGGACTCCATCAAACCCTGTAGAGCGAAGGACCGGACACTTCTGCGTCTGTT
GACGTGCCGTCGAGCAGCATGCAAGAAGTTGAACCAGAGAACCTAATGAAAACAATATTT
ATGCCACTAAAATTAGAAATAAAGTCATGGGTTTGAAC
>McF0043H05-MGRbd1
GGGGACAGGAGGATGCTCAGAAGCTGCAGAACTTGTCAGACTCCATTGAAGAAGGCACAA
TGCCTCCTGAGCTGGGTGATGTGATTATAAAGCTTTGGAAAGACTCTGGTGTGCAGGCCG
CCTTTGAGAGAGCTGCTGAGTACCAACTCAACGATTCTGCTGGATACTATCTAAGTGAAA
TGGATAGAATCTGC
>McF0043H13-MGRbd1
ATGGCGACTAGCTCGGATCTTTATCCGCCTCCTTTCCCCGCTACAGATGTGTCAAAACCC
GGACTGTCTGACCTGCTTGACGGGGACAGCGACGAAGGCGATGACATTTTTGTCAGTAAT
AGGACCAGTCCACTCTTTGTGAGTCGAGGAGTCTCCCAGCCGGAGCGGGTCCGTGAAGAG
CCTGC
>McF0043H14-MGRbd1
GGGGGCGTGACGGCGGCCTCCAGACATGGAAGTGATCGGTATGGTCACGCTGCGGGTCTC
TGACGACAAGAACGGACGCATCCGCCTGCTGGTCAGCAACAACGACACCAAAGGACTGCA
GCTGCAGACACATCCCAACGTAGACAAGAAGCTCTTCACCTCTGACTCTGTGATCGGCCT
GAAGAACCCAGAGAAGTCGTTTCCTCTCAACAACGACGTGGGAGTTCTGAAGTGGAGGCT
CCAGACCACAGACGAGGCCCTCATCCCTCTGACCATAAACTGCTGGCCTTCGGAGAGCGG
CTCTGGCTGTGACGTGAACATCGAGTACGAGTTGCAGGAGGAGAGTCTGGAGCTGAACGA
CCTGGTCATCAGCATCCCTGTTCCCTCTGGCGTGGGCGCTCCAGTGATTGGAGACCTGCA
CGGCGACTACAAGCACGACAGCAGAAGGAACGTTCTGGAGTGGTCCCTCCCCGTC
>McF0043H19-MGRbd1
GGGGGGGAGTGAAGGTGCTTTCCAGCGAGACGACGCTCCGGCTTCTGTCCACGAGTACGT
CTTCAACGGTAGATCTCACCTTCCCAGAGCGAAAGATCCCGATGCTCAACGCAAATGTGT
TTCCTGTTTGAAAAAAAGAGAGATCAGCGAGGTCAACAAAGGCCGGAAGATGCTGGAAAA
GATGGGCTGGAAGAAAGGAGAAGGTCTGGGCAAAGAGGGAACCGGGATGAAGGATCCGAT
CGAGCTGAAAATCCGAAAGTCCCAGTCTGGTTTGGGGGCCGGCGCTGCCATGTCTCTGGA
CGGGATGTCTGTTACCAAAACCAAGTCCCATAAGAACTGGGAGAAGGCGCGCGAGCGATT
CGCCGACTCCTGCCAGGTGGAGCAAAGTCAGAAACCCCCGGCGTCCAAAGCCTGGGTCCG
ATCAGGCGAGGCGCCAACCTCAGAGACCAACAACGGAACAGACGGACCAAGTCAGGGATG
ACGGGAACATTTTTATTTTTACCTTCTATTGATAATAAAACATCCTCAAAAGTTCTGCCG
GGTTTTTAAACTGATCAGGGACAGAAGTTCTGTCGT
>McF0043I06-MGRbd1
AGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGACCGTAGCTGATGTATGGCCCTCAGG
GATCATGTTCAAGGTGACAGGTAGTGCCATGCCGGGATCCACGCGCTTGCTGCCGCTCGT
TTGGGCTGCTGATGCCGCAGATGGCGGGGAGAAAGAGCCCGAGGCCCGGTTAAAGCTGGA
TGACCTGTCCCTGTACACCGCTCCTCAAAAGCCTCACTATGTGGAGCCAGCGGCGGGGCA
GCTTGAGGAGCACGTCGCCACCCTCAGGAAGTTAGTTGAGCCCTACACGGGATGGTGTCA
GGCCACCGTCGGTAAACTGAAACCCAAAGTGGAGAGTCTCGTGCAGTCCGGAAATGACTC
CTACGTCTACCTGCTGCAGAACCATCCCAAGGATTTCTACGCGCGAGCGGGAATCATCGG
CTTCACGGGGCTCCTCGGATTGTTCCTCGCAAGAGGCTCCAGGGTTAAGAAGTTAATCTA
CCCCGCTGGTCTGATGACCGTGAGCGCCTCCTTGTACTACCCGGAGGAGGCGGTGACCAT
CGCAAAGTCAACCGGGGATTCGGTGTACGGATACGCGGTTCGGGGCTTCGCTGCGGCGGA
GAAGCTCCTCAGCCCGCACGAGCAAAGACGGGAAGAGCAGCAAGGCAGAGACGAAACCAT
GACGGATGGATGGATGGACGGATGGATGGA
>McF0043I07-MGRbd1
CCACTGTGATCCCACAAAGAACCACAGAGCCCATCATGACTCTCCTACATGTATGTTTAT
CCGGTGGCTACTGAGTGAACCCAGACGGTGACCAATCAGATGATCAACTTTCCAGTTTTG
AGAAGCAGCGGCATCTATTGGCTTTGAATAAAAAATCCTCTGTACAGGATTACTCCTCAC
TCAGGACATGCAGCCAGGCGTTCGAGTGTGTGTTTCCAACAGGATGCTGCTGAGCCTGTT
CTGCCACGGTCGCCTCGGCAGGACGCTCAAACG
>McF0043I16-MGRbd1
CGCGTNAAACCCGGGCATTATGGCCGGGGGCTCAAGTTAAAGCACATGTCGCTGGATTTT
TGCAATCGGGTTTGGATTATTTTCTGCGTCACCATAGGTTATTCTGGTTTCTTTTGCTGC
GATGTTTCCTCAGGGGGAAATCCAAACATTCCACACATTGCCAAATATTTCAGCACGAAG



GGGAGGTACGAAGAAGTGAACCCGCATCTCATAGAGGACATACTTGCTGTAAACATTTCC
ATTTTGCAGCCTCCGTCCCCGCAATGTCGCCAAATCCACATGACGGCCATCATAAGACAT
GGAACGAGATACCCCACTTCCAAAAACGCCAGGAAGATGCAGAAGCTTTACGGTGTGGTC
AAAAGCGACGCAAAGGCTAAGCACGGCTGGCTGCAGGAGATCCTGACCCGCCGGACGATG
TGGTACACCGAGGACATGGACGGCCGGCTGGTCCAGAAGGGTGTGGAGGATCTCAGGCAT
CTGGCCGTCAGGTTCTCCTAAACTGTTCCCGAGCCTCATTTCACAGGAGAACCTGCGCGG
AGGCCGCATCACCTTCATCACTAGCTCCAAGCACAGATGTGTCAACAGCACCCTGTCCTT
TAAGGCAGGACCGACCCACCTGTGGGGCATTAAAGATATGGAGTTTGACCATGCAGTGAA
TGATGCCCTCATGAGGTTCTTCGAACAGTGCTCT
>McF0043J01-MGRbd1
GGGAAACAGCTGAGTTGTACTGGATGGAAACAGTGCAGATGGGAGACTAACTTCTGAAGA
ATGAACAACCAGGAGCCAACAGAAATCCCGGGATCGGCTTTGCCTAAACAGAGGAAGATC
CTCCACTTCTCTAGCGGTGAAACTCTGGAGGTAGAGGACAGCACAGATGAGGAGCCATCA
AAGCCAATCCCCTTTGAGGAACCAGCAGGGAGGACCAAATTATCTTTCAAGAATGCGGCC
CTTCTAGTCGGTAGGATTTCACTTCTAGCTTGCGATTTTCTTGGAGAGAGGTTCGCTGGA
GTTTTTGGGCTGAATGCTGCCAAGTATCAGTACGCCATTGATCAGTATCATCGAAAACAC
AAGATAGATGAGCGGAGACGAGCAGAGATGCTGAACCTCTCTCCTGGAGTGGGTGGAAGC
ACTTATGGAGCCACGGAAAGTTTAAACGTATCTTCGAATTCCACAGAGAGGTGTGGCAAC
AGCGGAGGATATCTTAATAAAGGATATCAAGCAAACCAAGAGAAATCCGATTGGAGAAAG
GAACAACGTGGAAATCTGGAGATGTCACAAGAGGACAAGGGCTTTCAGATGGATCATTTT
GAAACAAATGATGGCTAAGATGATTCACATGCCACAGTAAAAATTAAAAACTACCATTAA
CAACCTT
>McF0043J07-MGRbd1
GAGACAAGCGGAAAGGGAAAAGAGCTGGTGCTTTTTTCCTTCCCTACTCTTAGTCACACT
TCTGTCATTTTTGCCATTCCTATCTGGTTTACAAGACATAGATTTTCAGACGGACTCAGC
TTCAGGGATGAACTGGTCTGGACTGGAGAGCCTGCTGAGTGGAGTCAACAAATACTCCAC
CGCCTTCGGGAGAATCTGGCTGTCCATGGTGTTCGTGTTCCGCGTCCTGGTGTTCGTGGT
GGCCGCTCAGAGGGTGTGGGGAGACGAGAGCAAGGACTTTGTGTGTAACACAAAACAGCC
TGGCTGTACCAACGTCTGCTATGACTTCATCTTCCCCATCTCCCACATCCGACTGTGGGC
GCTTCAACTCATCTTCGTCACCTGTCCATCCTTAATGGTGATGGCTCACGTCAAATTCCG
TGAAGGCAAGAACCAGAAATATGTGGAGCAGCACAACGGCTCCCACCTGTACGCCAACCC
TGGCAAGAAGCGAGGAGGCCTGTGGTGGACGTATCTGCTGAGTTTGGTCTT
>McF0043J09-MGRbd1
CCGGNCATTATGGCCGGGGGGACAGCGTTGTACACACACACTCACACACACACACAGACC
CTGTGAGTACCGCGAATGCAGTCTTTTACCAGAGCATTTACACACACACACAACTGACAC
ACACACAATTAAGAGTTTTTATACAGTCTATATTTCCCTAGAATGTTTTTTAATTTGTAT
CAAACGCCTTCATTTCGATTGTTTTTGATTTTCTACAAATACTGAAAAGCTACAGACCAA
GGAGCAACGCAGGACCCCCTCCCCCCCCTCTAAAATATATTGTTTTTATCTTTTATGTTT
ATAAAAGAGAAATAATTTAACAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0043J20-MGRbd1
GGAGAAACAAAAGAGACACGCAGTTGTCCTCGCGGATTGGTATGCTCTTGCAGTGCTATA
GGAATGCCCAAGGAAAAATATGACCCGCCGGATCCGAGGCGGATGTACACGATTATGTCC
AGCGAGGAGGCAGCAAATGGGAAGAAGTCATACTGGGCTGAGCTGGAAATCAGTGGTGGA
GATGACAGGGTGGTGAGAGTGTGGAGCTACATGGAGGGCGTGGTCACCCATGTGGGCATT
GCCCAGGGTGGTAGCATCACCAGTATGAAGATCTGCAGTAACAATCGCATTTTAGTCACC
ACCAGCGCAGATGGAGCCATCATGCAATGGAAGTTCCCTCATCCTCCCAGCTCTTAAAGT
GTTGTTCAAACGTGCACAGAAAAACAGAAGCCTTCGATCAACTGCACATTCATACCTAAA
TGTTTTAGATAGTTTCTTTGACCTAAATGTTCAGTGATTTCAGACTTGCACAGTGTGCTG
TTTGGTATTGTCCTTCAATATAAGGAATTTATTCAACTCATTAATCTCTATTAAAACCTT
TTAATTGAATCANNNNANAN
>McF0043K01-MGRbd1
GGGGGTTCACGAAGGAAAGGAGAAACCAGGAGCTCTCTGGCACATCTATGCTGCTAAGGA
CGCTGAGAAGATCAGAGAACTGCTCCGCAAGGTGGGAGAAGAGCAAGGTCAAGAGAACCC
TCCAGACCACGACCCCATTCACGACCAGAGCTGGTACCTGGACCAGGTGCTTCGCCGGAG
GCTCTACGAAGAGTATGGCGTCCAAGGCTGGGCCATTGTACAGTTTTTAGGAGATGCTGT
ATTTATTCCAGCCGGAGCTCCACACCAGGTACACAACC
>McF0043K03-MGRbd1
AGAGGAAGAGGATGAGCTGTTAGGCTAGACAAACATCCCGACGGCTCCGCCACAACTCGA
GCTTCTCGAGTGTCCGTCCGAGTGCAGCTGTGCTGCAGACGGGTCTGTGGACTGTGCCGG
GGTGGATCTCACAGAATTCCCCCCAGAGCTGTCGGACCGAACGCGGCGCCTCTCTCTGCA
GGTTCTTCAGGTTTTTGCATGTCTGTTCACATGTGCTCAAGCAGAGGTCACAGCTTTTTT
GTTTTTTTAACGCCAGAACAACAAGATCCAAAAAGTGAAAGTGGAACATGTCTCCCACCT
CCACCAGCTCGAG
>McF0043K14-MGRbd1



GAATGCAGCGNGCTGAAAGACAGGTTCACGGGGATGCATAAAGGATGTGCCTTTCTAACA
TACTGTGCCAGAGAGTCAGCACTGAAGGCCCAGAGCGCCCTGCATGAACAGAAGACTCTG
CCAGGGATGAACCGGCCAATCCAGGTGAAACCAGCCGACAGCGAAGGACGGGGAGAGGGG
CTGTCTCAGGTTCAGACGCTCAGTGCAGTTCACAGACGAGGCAGACAGACGAAAAAAAAA
AAAAAAAAAAAAAAAAAAAACCTT
>McF0043L01-MGRbd1
GCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGGAGGCCGGAGAGGATGCGATTCTTTG
CTGCCACCGAACCAAGTGGATGAGCAGTACCATGAATGTATCCTGGGAAGTTAATGAGTA
GCTGAGCCTGCGACTCTTTCCAGGCATTAAAGGAGGAAGAGGAGGGCGATGGCATCCCAG
ATCACGGAGGAAGCCGTGCAGGGGTTTCTGTCGGAAAGAGGAGGGAGGGTCCAACAGATG
GAGCTGATGGATCATTTCTTATCTCTCCGTGGGTGTCATGACCAGTCAGACGAAGGGCTG
CGGCGCATCGTCGACAGCCTGTGTTTGGTGAAGGTGGAGAACGGGGTGAAATATGTGTGT
CTGAACGCGATGCGTTCGGACTCGGGCGGCCCGGACCACCAAGCGGAGTGCAACGGCAAC
ATCCAAGAGGCGCTGGACAACAAACATGTGAACGGCAATCCTGAAAATGGAGTCCAAACA
GAGGCACCACTTGCCAGCTTGGACAATAACAAACAGTCAAACGACAACGAG
>McF0043L04-MGRbd1
GGGGAAGATCAGCGATCTTTTAGGTCTGGACAAGGCTGCTTTAGACTTCAGCTCTGTTAG
AAAAGACATGATGAGAGTCAAAAAAGACACCGCCTGGGCTGCTTTATTCAGGTCTATTGA
TGTGAAGTACCAAATCTGGAAACTAGGAGTGGTCTTCACTGACAGTTGCTTCTTATACT
>McF0043L05-MGRbd1
GGGTTGGAGGAGATGGCGTAGCGCTCGTCGAACACGAACAGCTTCCCGCGGTAGAACCCT
TCGGGGAACCGTTCCAGATATTTGTGGATTCCACCTTTCAGCTGGTAGACCTGCCTGCAC
ACATCCTGCAGAGAGCGCAGAGCTGAGCGCTGACATGTTTCCATGGAAACGCAGGAAGAA
AAAGAACAGAGCTCACCTTTGAGCGCAGGTACGCCGAGGCGCGCTCGCAGCGTATCCCTC
CTGTGCAGTACATCAGAACCTTCTTGTCTCTGAAGAGTTCCAGGTTCTGGTCGACGTAGT
CGGGGAAATAGCTGAACTTGCGGATGTTTGGGGCCAAACATCGAGTGAATTGTCCCTGCA
AGGAAAAGAAAACCCCAGAAGTTCGGTGGCCCAGCAGCTCAAAAGACATTAAAAAAAATC
AACAGCAAAAAAAAATTAGGGATCACAACAACAAACTATTTAGATTTTAGAGACTAAATG
AAATAAAAAAGTATTGGAAAACAAANGCCNANNAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0043L09-MGRbd1
GGGCCCATAAAATTAGGCATCTGTGGAATCCGCGGTTTCTGGACGACCCAAGGATGGTTT
TTGGGGGGATTTTTGTGTACATTTGGCTTTTAAAAGGGAAGGCTTTTTTGTTTTGAGAGA
AAATCTGCTGAAGAGAAAAGGCCTGAAAAGAGCTGAGGGAGGCGAGCCAACTGTTGACTG
CCCCCCAAGCTGTGTAACTTGTAAAAATGCCAAAAATCCAGCGTTCTGCTCCTCAAACTC
CAGTGGAGCTGTTGTGTGGTGCCGGCTCACAGACAGCTGCTGCTTTGTTTCACATTCGTT
TAGGCAAAAATCCTACAAATGTCCTCAGTCTAAACGGGGATGATCCACTTCTCTCTTCCT
GAGTTTCTCTAACAAAAAAGGGTTGACTTACAAAAGTTTTGCCAAAGATTC
>McF0043L11-MGRbd1
CGCCGTTTAACCCGGGCCTTATGGCCGGGGCGGAATATTCCGAGGTCGCGTTAGGAAACT
GTCACAGTTTGTGCATGGTAAAAGCTTTGAATCCGGCGTCGGTGGAGATGTTCCGTCAGG
TGTTGGGAAAGACTTTGGGCTTTGTCGGTTACACAATCCAGTATGGATGCATTGCACACT
GTGCCTTTGAATACATTGGAGAGTTTGTTGTGGGGTGACATCGTAATTGCAAAAAGTCCA
TTTGACCCTCATATGAATATATGTAAAAGGGTAGTTGGATTGGAAGGTGACAAGGTCTGC
ACGGGTGCTCCATCAGATCTGTTCAAGACCCACACGTATGTTCCAAAAGGCCACGTATGG
CTAGAGGGGGATAACCTTACGAATTCCAGTGACTCAAGAAACTATGGCCCTATTCCGTAC
GCACTCATTAGA
>McF0043L22-MGRbd1
GGGAAATGCAGCCAGGAAGCGCCGAGAAACACTGGCTTCTCAGATTAGAAGCAGTTCTAG
CTTGCAGTTATAGTCTAGATGTCGCTTGAGGGATTTTTTAGAAGACAAACCCAGCCACAT
AAGATTGGAACATTTTCTCCCTGACAGGGCGAACCTTCACGAGAGCCCGGGTGACATTTT
TATTATTATTGATGTCCCCACGCAGATGAGAGGAGGTGAGAGGGCCACCCTCGAGTTCTC
CTTTCGTCGAAATGAAAGGGTTGTGGGAATAAAGACAAAATAAATAAATAAATAAATAAA
TAAAAGGAGTGCGTAATCTTTTTTTTTTCTGAAATTTGTGAATGTGCTACTATTTGGGAT
ATTTTGATTTGGCAAAATGTTTTTTTCTCTTTAGAAAAAACGTTGTTTTTCTGTAATATT
TTGTAGCTTTTTTTTTTACCTCCAGTAATTTAAGGATGCATTTTTAATAACATTGTTATT
ACCTGAATAATGCTGAA
>McF0043N09-MGRbd1
CGTTAACCCGGNCATTATGGCCGGGGTCATCAATGCTCCCACAATGCATGTTCAAGCCTT
CATTAACCGCACTTGGAGTGATCGTTACCAAGCGAACATATCAGAAAACGCTCTCACTCT
TCTCTGGTCTACCATTGTGTCCATATTTACCCTAGGAGGACTTCTGGGAGTTACAATTGG
TGGGACTTTGTCTGTTAAGTTGGGGAGGAAAGGAACCCTACTGAGCAATAACTTGTTTTC
ATTGACGGCTGCTCTGCTGATGGGTTTGAGCTCCTCTGTCGGTTTATTTGAATTTCTCAT
CATCGGACGTTTTCTGATAGGAATAAATGCAGGCATTGGTTTATGTGTTGAGCCCATGTT
CTTGGGGGAAATATCTCCTACAGCGTTTCGTGGTGCCCTGGGATCAGGAACTTCCATTTT



CCTCACTGTTGGGATTTTATCTGGACAAGTGATGGGCTTAAATGAAGTCCTGGGTGAGGA
GCAGTTCTGGCCCTACCTGCTGT
>McF0043N14-MGRbd1
CGCGTTAAACCCGGGCCTTATGGCCGGGGGTCGCTCTGGCGTATGCTGTCCCGACGGGAG
TGATCGCCGGCTGGACGGGAGTCCTTGATATGGTTCTTACCCCAGCTAAAGTCAGCCAGG
TGGATGCCGGCTGGATTGGCTTCTGGTCAACTATTGGTGGATGTGTGTTTGGAGTGGCAA
TGGCTAGATTTGCGGACTCCATCCGTGGGATGCTGAAGCTGATTTTGGTGCTGATGCTGG
CAGGGGCCTCGCTGTCATCCACCTGGTTCACCCTCACCTGCTTGAGTTCGGTGACCCACC
TCCCCTCCACATCAGCCATCCTCTACACTTCATGCATCCTTACTGGCATCTTTATAAACA
GCAGTGTGCCAATATTCTTCGAGCTCCTCATTGAGACAGTATACCCGGTCCCTGAAGGCA
TCACTTGTGGAGTGGTCACTTTTTCTGGGAAACCTGTTCACTGGGCTGCTCCTCTTCTTC
CTCACCTTTTACTGCACAGATGTGACGTGGTTGAACTGGTGTCTAACTGGCTCCTGCATC
TTCAGCCTCACCCTCATCCTCTTCTTCA
>McF0043N20-MGRbd1
CGCCGTTTAACCCGGGCCTTATGGCCGGGGGGGACAGCTCTGGAGAAGGGTAGCGTTTCA
GCAGCCAATGTGAAAACGGGGGGTTCAGAGACCTCTGCTTTTTTACATGTTCTGCTGCTC
CAGGAAAATCCCTGTCGCCTTTCAGACTCAGGTGGCCAGCCTGCTCCAAATGCAATCTTC
ATAAAGCTTACAGGAGTGGAGCAGAACGAGTCAGGAACTGTGCTGCAGACTCAGAGGTAC
CATGCGGCCCAGCTGTGCAGTCAGTGTGTGCCATGTGCTTATGTTGGTGTTGTGTCTGTC
TGCGGCTGAGGACTTCGACTGGACAAAGGACGAGCACGGCTCCTTCTATTATGGCACTTT
TCCAGCTGGATTTTCGTGGGGGGCCGGAGGCTCGGCCTATCAAACAGAAGGAGCCTGGGA
CAAAGATGGAAAAGGACTGAGCATCTGGGATGTGTTCAGTCACAAAAAAGGCAAAATCCA
ACAAAATGAGACAGGAGATTCCTCTTGCGAGGGCTACTACAAAGTCAAGGATGATGTTTC
TCTGATGAAGGAACTGATGCTTAACCACTACATTTTCTCCATCTCCTGG
>McF0043N24-MGRbd1
CGCCTTTAAACCCGGCCTTATGGCCGGGGGTACTAACGAACAACAAAAGCTTTCTCAACT
AGCGTTGTAATTTGCCCTACCAAAAGGGGGCAAATTGCTTCCATCTGGTGTGTGCTGATG
CAGATGGACGTCGGGGCCCATCGCTGACGCCCGGAAACGCCACATTCCTTCTCTTCTTCA
TACTCTAGCTTCTCATCACCCGTCACGCTGGCAATGTCAAGAGTCCCGAGTCCCCCTCCC
CCTGCGGAAATGTCCAGCGGGCCTGTGGCTGAAAGCTGGTGCTACACACAGATTAAAGTG
GTGAAGTTCTCTTACATGTGGACCATTAACAACTTCAGCTTTTGTCGTGAGGAGATGGGT
GAGGTCATCAAGAGCTCCACGTTCTCCTCCGGGGCCAACGACAAACTGAAATGGTGTTTG
CGTGTGAATCCCAAGGGTCTAGATGAGGAGAGCAAAGATTACTTGTCCCTCTACCTGCTG
CTGGCCAGCTGTCCAAAGTCAGAAGTGCGCGCACAATTTAAGTTCTCCATCCTCAACGCC
AAAGGAGAGGAGACCAAAGCCATGGAAAGCCAGCGGGCCTATCGCTTTGTTCAGGGGAAG
GACTGGGGCTTTAAAAAATTCATCCGGAGAGATTTCCTCCTCGATGAAGCCAACGGTCTG
TTACCAGATGACAAGCTGACGCTCTTCTGTGAGGTTAGTGTGGTGCAGGACTCGGTCAAC
ATA
>McF0043O18-MGRbd1
GGGCCGAGTCGTCAGTCTGACAGCAAACACAGACATGGACTCTTCATCTCTCTGCCTCCT
CTTCCTCACTCTGTGCTCTGCAGATGCATTTTTAAATTATGACCTGGCTCGTTGTGTCTT
TAACTCCACTGAACTGGAAGACATCGAGTTCATTTACTCCGCGTATTACAACAAAGATGA
GATCGCCAGGTTCAGCAGCAGTTTGGGGAAATTTGTTGGATACACGGAGTTTGGAGTGAA
GAACGCAGAAGCCTGGAACAATAATCCTTCAGAACTGAGCGCCATGAAAGCTCAGAAGGA
AAGATACTGCAAACACAACATTGATGTCTGGTACAATAACATGCTGTCTAAATCCGTCCA
ACCTTCAGTCACGATTGAGTCCGTGACGCCCTCTGGTGGTCACCATCCCGCCATGCTGGT
CTGCAGCGTCTACGACTTCTACCCCAAGACCATCAGGGTCAGCTGGCTCCGAGGCAAGGA
GGAGGTCTCCTCTGACGTCACCTCCACCGCTGAGATGGAGGACGGGGACTGGTACTACCA
GATCCACTCCCACCTGGAGTACACGCCCAGGTCTGGAGAGAAAATCTCCTGTAAGGTGGA
ACACGCCAGCCTGAAGGATCCTCTGGTCACGGAGTGGGACCCGTCCATGCCAGAGTCAGA
GAGGAACAAAGTGGC
>McF0043O24-MGRbd1
TTTAAACCCGGNCCTTATGGCCGGGGGATACAGACGTTCCACTGCCACCAATGAGGCAAA
CTGGAGCAGGTCATGGTATACCAAGTCTTTTTATAAACAAAGAGAGAAATGTAAAAGCAT
CTCTGCACCTGATTCCACCTGAAAATCTCACATCTCCCCCATGTGAGTCAAACGAAAAGG
TCGCTGAAATATTGCAGGACAACAGGAAACCAGTTACACTCGGTCTCGAATATTCATCCC
CTGGTCCTGTGAATGATTCCTCTTCATTCACCTCTAATCCTGAGACGTTTGGCAGTTTCT
CTGACGGAACAAATGAAGCTTTAAAGAGTGTATTTGAGGACAAGACGGAAAGGAGAGGGT
TCAGTGCTCTGGCAGCTATGTCGCTGGCCAGAAGACAGTGGGACACAGATTTAGACAGGG
ACGAATCTCTTTCATCAGATGACCACATTTTACAAGATAGAGGTCATTTTCTTTATAGCA
GGAATGAAACAGACAGAGTTCTCTCTGAACCACAATCACCCTCTGCATCAGAGAACGACA
AAAGGGTTTTAGATTTGCTGTATGGAGTGCCCAGCTACAGAAGTCATGGATTTCGGAATA
TTAAGCCTCCACAGGAAGCTCCACCCCCTGTCCCATGAACGCCATCATCAGATAATTGAT
AATAGCCTAA



>McF0043P02-MGRbd1
GGCAGCTCAAAACTGGGGAAACGGAGCCTGCAAAAGGTTCATTCCTCTCAAATGGAAAAC
CAAATTGTTGCCATGGTTGCAGCTGGATGGAGATGTACTCTTTCTATCTCAGGCCACCAA
TATTGGGCTGTATCGCCTTCACCGCGACTCCAGAAGGCTTCAGCAAACTGCATTTAAAAT
TTACTCTGGACATAAGGGGGATGTCTGCTGCTTTGCCCTCACCGACTCCCATCTGATCAG
CGGAGGAAGTGATGGCACCATCCTGGTCCACAGCAGAAGAAGTGACTTGTCAACGTTCCT
GCTTGGTCACAGCCAAGAAGTGAATTGCCTGGACATCAAGGATGGACTGACTGTCAGTGG
ATCAAGAGACCGCACAGTCCGGATATGGACCTCGAATTCAAGCTTCCCAAGATCAACGAT
TTGTATGGCTGACCGGGTGTGGTCTGTTGCTGTTAGTCCAACAGTAAGTTCCTTTGTGAC
GGGGACTGCGTGCTGTGAGAACTTCTCTCCACTTCAAATCTGGGACTTTGAGCGATCCAC
CTGTGTTTGCAGACTGGGCTCANGTTTTCG
>McF0043P03-MGRbd1
GGGAGCAGACAGGGAGGCAAGCCCATGGTGAAGGAAGCCCTGACTAAAGCTGTACCCAAG
TTGGAACGCTCCATCTCGGACTGGATTCTTCGGACTCAGCATATATCCTACTACCACCTT
GATCTTATAGGAATAATGTGGATATTTATCACAGCTGAGTGGAGAAGCGTGTGTCTGGAC
ACGGCTTGGTACAGTAGAGATGCCACCAACGCAATCAGGCCTTTTCTGGCACGCAGGAGC
ACGGCATGACATCAGGAACAGATGTTGCACATGCCACTCAAGCTGCCTACTTCTCTCAGC
AGCCCCAAGACCAGGTGGTGATGTCAGGCCAGTCAGTGACTCTACCTTGTGTCATTGTGG
GATACAGAGGAATGGTACAGTGGACCAAAGATGGCTTGGCACTGGGTGGAGAAAGAGACT
TACCAGGCTGGACGCGGTATTCCTTAATGGGCGACCCGCTATCAGGCGAGCACATCTTGC
TGATCGATTCAGCGGAGTTGGCGGATGACGCGGTGTATGAGTGTCAGGCTACACAGGCGG
GGCTGCGCTCGCACCGCGCCAAGCTCACTGTACTAGTTCCTCCCTCTGACCCTGTGGTGG
AAGGTGGCCCTGTTGTACGTCTGAAGGC
>McF0043P04-MGRbd1
GGGGACCCGGAAGGTTTGGAGTCCGAGGCAGAGCGAGCAGCAAAAGGAGTCCGAGTCCTA
ATAAAACATTTCTTCGGTCTGTGGCGCAGAATGGCTGAACCTCGCTTCAACAGCCCGTAT
TTCTGGCCTCCTCCTCCAGCCATGCCTGGGCAGGTGAGATCATCTGATGTTCATCTTAAC
TTCAGTTTACATCATTACAGCAGTCTTAACTTGTTAAGATATTAAGAGTTAAAAGGAGAA
TTTTTGTATTTTACCCAGCAGTCTGTTTGCTTAACATAATCAAAGTTTTAGAACCCTAAC
AACAATACAGTAGGGGAAAAAATAATCACATTTTAGTGCAGAAGATACATTTTCTAAAAG
TAGGATTATTTTTGCTAAACTTTCTTGTTAAGATTATTGTCTTACAAGACAGAAAATGAA
ACAATTCTTTTATGGAACTAGGGTCTTTTTACTTTCTTAAGATTTTAGATTTTACAGTGC
AGTGATATTTGTCAGTAATCTTTAACTGCTCCAACAGTTTCTTCTCATCAAGCTGCTTTT
TATTGTAGATTGATTCATCTCAGTCTTGTTCAAGTCTACAGTCTTGTCCTTGGTGTTCTT
AGACAGCTCTTTGGTCTTGGTCGTAGTGGGGACATAGCAGTCTGAAG
>McF0043P09-MGRbd1
GCGCGTTTAAACCCGGCCTTATGGCCGGGGAGCAGCAGCAGCAGCAGACGCGGCTCACGC
GCAGTCTGTCTCACTTCAGCATCTTTCCGGTTAATGGATTATACTATTTCCCTCCAAGTG
CAAAATCAGCTGGCAGTGTTCCCGACGCACGTCTGTCAGAGCTACAGTGTGGAGTTACAG
ATGAAGTCAACAGAAGTGGATCAAGGGCTTTTCACAGACAGCTACTGCAAAGTGTGCAGT
GCTCAGCTCATCTCTGAGTCCCAGAGGGTTGCCCATTATGAGAGTCGGAAACACGCCAAC
AAAGTGAGGCTGTACTACATGCTGCATCCTGTGGATGGTGGCTGCCCGGCCAAGAAGCTC
CGAACAGACAATGGCAGTGATGAGAGTGACGTGGACAAGAATAAATGCTGCACATTGTGT
AACATGTCCTTCACCTCAGCAGTGGTGGCGCAGTCACACTACCAGGGTAAAATACACGCC
AAGAGGCTAAAATTACTACTGGGAGAGCAGCCTGCCATCACAGCCAAAGAGGCTTCTCCC
AATCCTAGTCCGTATCCTAAGAGCTCTCCAGAAACATCTCCCATGACCTCCCCGCGGCAG
CGCAGAGACTCAGATCGCTACTGTCAACTATGCAACGCCTGGTTCAACAATCCTGGCATG
GCTCAACAACATTACGATGGCAAGAAGCACAAGAAAAACGCAGCCAGAGCAGATCTGTTG
GAACAGCTAGGCAAAACCCTGGACATGGGAGAGATGAAAGGACTGAAAAAAAGCTACACT
TG
>McF0043P12-MGRbd1
GGGGAGTCTTCACTGCAGCAGCTCAGCTTGCATCTCCTGGACAGGTTCCTGCTGCACCAG
AGCAAAGAAATACAACCACTTTCTGAGGAGTGAAGGCGATCGATCCTCTGCAGCCATGTG
TGACCAGACGTTCATGGCGGCCACATTCGGCCCCTGTGACAGCTGTGGGAAAGCCAGTCC
ACTGATGAACATCTACATCAAGAGCGAGGCCATCAACTACTGCTCCTTCTGTGTGGAAAT
GATGGCCTGCCAGCAGCTCCAGAAGGGAGAGACCCTGCAGTCCCTGAAGAAGGAGAGCGA
CAGTCTGAAGAAGAAGCTGGAGGAGGAGCGGGGCAAGCTGAACGACGTGGAGCTACACCA
GGTGGCTGAGAAGGTGGAGGTGCTGTCTTCCCTCTCCATAAAGACCAGACGGGTGCTGAA
GGGCCACGGGAACAAGGTGCTGTGTGTGGACTGGTGCAAAGACAAACGCCGTCTGGTCAG
CTCCTCACAGGATGGGAAAGCTATAGTTT
>McF0043P14-MGRbd1
ATAGTTTCTACAGAGCGGCAGTTGTCCATTAGAAATTTACAACAGAGTAGTGGATGGGAC
TCTTGACACAGAGTAAGTCTTCCCTCATTTCCCATCATCCTTCTAAATTTAAACTTTCTC
ACTAGCTTTCAGCCCCTCACACCTCCTACCAATATTAGTGGTGCAACAAAAATGATGAGC



AATATTGGAGCTATCCAGCCTTACAGGATTGAGCCAGATGTCAGCTCACACGAGGAAAAC
AAAGACGTACATGGATCTAGTCGTCTACAAGTTGATGTATCACAATGGAGCGGAGTGGGG
AGCTTGACGCCTGCCCCGTGTATTTTCTG
>McF0043P18-MGRbd1
GCCGTTTAACCCGGGCCTTATGGCCGGGTATCAACATATCCAGTATGATAATATAGAACT
TATGTTTGGTCAGTTTTACTCTTGAAATTGTAGAACTTGGTCTGATTTGCATCATTAAGC
AATCTCTAAAAAATAGAAATGTTTTATTTCAGTTCAGCACATTTGATTGTGCTTAAGAGT
TTTATGTACGGTAGTTTCTTTTGGAACAAGACAACATGATTATTAAAACATTTATTTATT
AAGAAAGGGACATTAAAACGTAAACATGCCAGCTTTTACCTATAGGCTCATTTCCATCTG
CAGTCCTCAGGCAGGTTGATGTAATTGAAGACATAAAACAAAGTTTAGGAGGAAAAAACT
GCACTTAAGTATATAAGACAACATAAAAATAGAAAGACAGTATAAGGCATTTTTAAATTA
ATTTCTGTTTATCTATAGAAAGTTCTAATTCCTGGTCATATGTGATTACATATACAACAT
GGTCATTGAGATTGTTATAGCCATATTTTATGCCTCTTAAATGGCCTTTATCATAACTTT
TTTGAGCTT
>McF0043P23-MGRbd1
ATACATGTGTAGAGTTCTAAAGATGAGAACCAAGAGATCTATTTTACAAACTCCTCCCAT
CTGCACCATCCGTCTGTCCGTGGATCCTCCAGGTGACCCGTCTCCAGGAGAACAAGGAGG
AAGGAAGGAGGATGGAGGAATAGAGGAAGGAGGACTGGATCAAGGAGGGATCATTGGAAT
TGTTCTGTTAGTTGTTGTTGTTGTCATTGCTGTTGTTGGTCTCTGGATCTACAGGAAGAA
AAAAGGCCCAAACCAAAGTTCCAGTGGTTCCAACAACCAGCAGAATCCTGAACAGGATCG
TCTAAACTCAGATTCAGAGAGAAAGACAACAAACTCAGATCCTTGAAGGTCTTTCCTGTT
CCTGAAGTGGATCTTCTCTGCAGTTCAGACTCTAGAACCTTTCACAATAAAAGTCCAAAG
AGTCCAAAGGTCAGAAGAAGCAGAAGCTGGATCTTCATGGATGCTTTGTTCTAGCATAAA
TGCTGCTGCTCACTAGAGAACATCAGAACTTCTGACCCAGAACCTTCTTCCTGCTGGTTC
TAGTGGGTTCTGCAGCTTAAGGTGGACTGTTC
>McF0044A02-MGRbd1
GGGGAATTAACAATGTCTCTTAAGTCTTTGTAGGACAATTATAAGACATTCCTTAACATT
TGTAAATGTCTCACTAATGCTTTCTAAGTGTTATTATGCTGCTTATAAAGCGTTTCTTAG
CTGTGTAAAGACTTTTTGAGACATTTATAAGACATTTATTGGCATTAGTAGATGATTTAG
TTTAATATGTAAAAGAAAGTTCTTAAATCTCACAGTGGTCTTTTGATTCGTGGACTAAAC
AGTAGACACAAAGAGAAACAAACATATATATTCACGCCAATTTGATTTGTTCAGTTTGCA
ATTTAATGTTAACTAAAGCAAATCTTTGAAATACTGCAACAAACATAAATCTGCAGTTTA
GTTTCATATTTTATGGAAAAAAAAAAGCAAAATAAAAGTGATCTTTGGGTGTTCAGCCAA
AGTTTGTCCTTTTTTAAGTGGAATTTAATTTTCTCTTGAAATGTTGATGAGTTTTTACTT
TGTATGTTAGTTGGTAGATTAATACATAGGGAAATTGTCAAGAGAAGAAATATAAATCAA
AAAGTAAAAGGTATTCTTGCACAATGTCAGAATTTGCAAAGCTCAAAATGTTTGTTTTGA
TGTTGTTTTAATTATTTTTCTTCTGTTTATATTTTCTTTTTACTGTGACATATACAACAT
TTACACTTAAGCACACCACACACTCACACACAGGATTTTACAATTGTTTACTTCTTTTT
>McF0044A06-MGRbd1
GGCTACCAAACCCAAACTTTAAATCTGGACATACATTGGTTGTAATTTCTCACCTTTGCT
GAATTGTATTTTTGAAGAAGAACACACGATGCAGTCCTGTGCCAGGTGAGGGTTTGTGGT
CTACCCAGCAGAGAAGATCAACTGCATTGATCAGAACTGGCACAAAGCATGTTTCCACTG
CGATGTCTGCAAGATCGTCCTCACTGCCAACAATTTTGTCAGCCACAAAAAAAGACCCTA
CTGCTCTGTGCACAATCCGAGGAACAACACTTTCACAAGCGTTTATGAAACTCCCATGAA
CATCAACGCTAAGAAGCAAAGCAAAGCCAGCAGTGAGCTGAAATATCGTGAGGATTGCGA
ACGCTTTATGTCCTCCTTCCATTATGACATGAGATCCATGGAGATGGAGAAGGCTCGTCT
AGCCAGTCAGATGGCCAGCCAGGCTTTTCGGTCTCAGTCTGAGTTCTCCCAGCAGCAGAC
ATTCAGATACTCTGGGATGGTGAGCAACCAGGAGGTAGTGACAATGTCACAAGAGCAGAA
GACCATCAGTGATGTAAAATACACAGAGGAGAATGAAGAGTCAAAAGGAAAAGGCAGCTT
CCCTGCGATGA
>McF0044A07-MGRbd1
AGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGAGGTAACGTGCGCATCGAAAATGTCAA
ACTGGACTTTAAAGACAAAGCACATGCCAAGGTGGGATCCCTGGACAACGCCACCCACAC
TCCAGGAGGGGGAAACATTATTGAGAGCCACAAGCTGTCCTTCCGGGAAACGGCCAAGGC
CCGTGTCGACCACGGCGCAGAGATCATCATCACCCTTTCCCCCGGGACGGACACCGGAGG
AACTTCTCCCCGCCTGTCGTCTGCCGGCAGCATCAACATGATGGATTCGCCGCAGCTCTC
CACCCTGGCGCAGGACGTCACGGCGGCCCTCGCAAAGCAGGGCTTGTGAGCATACGAGAA
AATAACAACCTATAAAAAGCTTTTTTTTTAAAAAAAAAAAAAAAAAAAACAT
>McF0044A16-MGRbd1
GGGCGTCAAAAACGCTGCAGTTTAATATAGGTAATAGGTAAAACAGCTTGCCAAATTTAC
AACAGATACGTGCAAATCATCTTGCAATTTCGAGTTTCTCTATAACCCATGGGAAAAAGA
GCGACAACAACAACAACTGTCAATCACTGTGTTCTTCTCCCGAACAAACACAGCTGCACC
GCAGTGTTTCAAAGGGACAAAACACTGCAGAGCGGAGTCAGGATGCAGCGGCTGTGAAAT
ACACCTGAGTCACTATTTGTCTGACCGTACTTTGTATTTTTTTAAAAATCATTTTAAATT



TTTCTCCCTTTTAATCCAATTACTCTCGGGTCCCGGTGGGCGGGGCTAATCTCCTGTATT
TGAAGCCTTCTGTTCACATTGATGATTAAAGTTATTATTTGACAGTACAGTACAGAAGAT
ATTTGTTGAAAAACCTTTTCTAAAGTACTTTTATTTGTGAAACAAATGCTTGAGCCTGTA
AAATGTTTTGTTCTTTCTTTTCAATGTATAATAGAGAATTTAATTGTATAATAATTGTTA
AAAAAAAAAAGGTTTCTACTT
>McF0044A18-MGRbd1
CGGGCATTATGGCCGGGGAGAGCAGCTCGTGCAGAGGCAGCTGTGGATTAATTCGCCAGG
CTGAAACCATGAGCTGGGGGACGGAGCTTTGGGATCAATTTGACAACTTGGAGAAGCATA
CGCAGTGGGGGATCGAATATGTGGATAAGTACACCAAATTTGTCAAGGAGCGATCAGAGA
TTGAAATCAGCTATGCCTTTTTGATTAGATCATTGCCCGGCTCACCCTGATCCCTGACCT
CTCTATGGACGGGGATCCTCCAAATAGAAGCTTGACATGGGAGGCAGCACATGAGTATTT
GAGACACACAAATAATTATATGAGTTTCATTTTGCATCAGACGGTTTGGAATTCTACCAG
AAGTTTTTTTTCGATAGGGGAGTCTACTTACACAATAAATGAAACATCTAATCAGTGAAC
AGTGAACTGAGGTCAACAACTAGCAACAGTGGAGATCATCCAGCTTTCAATGTTTTTATC
TCCAGTGCTGCAAACATGTCATTAACCTTAATGGCTAGAAAAACAAATCAATTATTCAAA
TCTTTTTCAGCTTCTTTATAAAGCTT
>McF0044A20-MGRbd1
CCCGGGCCTTATGGCCGGGGAACACAGAGCAGTTCCTCCTGCTAATGAGCGCCGGCCCAA
AGCCTGGGAGGCCAGGTCATCCTCTGGATTTTCGTCTGGAAGGAGCAGCAGGTTCTCCAG
CTCGATGGCTTCAAAGAAAGAGGCGCAGGACGTTCCACGGGAAGGCTCCTGAAGTGTACC
CATACTCATGCTCTCTGTGTGTTTTACTGAGCTCTCTCACAGGCCTGGACCCAGCACACA
AACTGCACTCAGCATGCAGACGGACAGCTCAAACTGCTGCAGAG
>McF0044B07-MGRbd1
AACCCGNCCTTATGGCCGGGGAGAGGAGAAAGTGTTTACTCGCGACAGAACATCAGTCGG
GTCTCCTGCCTTCGGTTTGAGCTTGTCCACATCCATTTACACGGAAAACAGAACAATAAT
AGTGCCTGCCTGCTGTCATGGACACCGCTAACCAGCTCGCATCTGTGGGGACGTTTCAGG
TGCTCAAGCTGCCTCTGGCATTTATCCGTGTTTTGGAATGGTTCTTTTCCATCTTTGCTT
TTGCGACATGCGGCGGCTACTCAGGACAGCTGCGCGTGAGTGTGGACTGCATGGAGAAGG
CCAGTAGCAGCTTGAGCATGGGCATTGACTTTGCTTATCCTTTCAGGTTATATCAGGTGT
CTTTTGAAGCCCCCGTGTGTGAAGCCACGAGGAGGGAGCGCGTTTTCCTCACTGGAGACT
ACTCCTCATCTGCTGAGTTCTTCGTAACCATTGCAGTCTTTGCCTTCCTGTATTCCCTCA
TGGCCACCACTGTCTACGTGTTCTTTCTGAACAAGTACCGTGAAAACAGTCGCGGACCAT
TCATTGACTTTATAGTGACAGTGGTGTTCTCCTTCATGTGGCTGG
>McF0044B11-MGRbd1
GCAAAATGCCAGAATAAATCCCAAAAAACTGCAGAAAATATAAATATTTCAAAAATACAT
TTTACTAAAAACTTGTTGAATAAAGTGGAGGACATCAGAATAATGCATGCATGCTACATT
ATTTGTTAAAAACCATGTTAACCTAAAAGAACTGATAAATTAAAGCTTAAAAGAGCTTTT
TACATGCAAATGCAAATGCTTTTTCTAAATGCTGAGACACTGAAGTGAACAATAAACCTG
TAAGAAACCAAATGTCACAAAATGCTAAAAAAGAAATAGCTCAATAGAATGCTAAATTGA
CTTAAACTGTAAAAAGTAAGCCAAGGTTTTAGGATATATATATATTTTTTAAAGCTCAAT
TTCAAATGTTCACTTAAATGTAGAATGTAAAATAGTTTCCAGCACTTAAGAAAAAGGTTT
TGAATGACTCCAAGCTTTCTCCATGCATCCAGAAACGTATAGGAAATGTACAACGTTGGG
TGTCGAGATTTCATGAAACTAAAATACAAATAATTCAGCAGACAGTGATGTCTTTAG
>McF0044B18-MGRbd1
CTCCTTGTCGGCGCTGAACTCCGCCACTGCCCAGTTGTCCATCGCCTTGCCACGCCCAGC
GGCCCATAAAATGGAGATGGACCACCAGGACCAATCCTATATGTTTGCAAGCCTCACACG
ACCTCACTCGGAGCAGCTGCTGCAAGGCCTCCAGCTCTTGCGGCAGGACCATGAACTGTG
TGACATTGTCCTACGTGTGGGCGATGCCAAGATCCATGCCCACAAAGTAGTGCTGGCCAG
TATAAGTCCTTACTTCAAGGCCATGTTTACAGGTAATCTGTCTGAAAAGGAGACCTCTGA
GGTGGAATTCCAGTGCATCGACGAGGCTGCCTTGCAGGCCATTGTGGAGTATGCTTACA
>McF0044C01-MGRbd1
TTAAACCCGGCCTTATGGCCGGGGAGTCAGGAGTGACGACAGCGTGCTGTTCGTGTTCGA
GGACGATTGAACAAACGAGGCTAACCCTCGCAACTAGCTAAAAAATCAACAAAAACATTT
AAATTTAGTCGCTATATCTTGAAAACGTTACCCGCGATCTTTTTGGTGGCGTTTGTGTCT
TTGTTCGTATAATTTTTTGGGAAACAGGCAGCCTTCACGCGACCTGCCTTTGGCAGCTCA
ACACTATGGCTGAACAAGTAAATTCTCACTCTGCAATGGCCGAGGCTCGCCACACCGATG
GCCTCAATGTGATCTTTGACCAGAAAAGCCCCGGATCTTCTTCCCATTCCCGGTCCCGGT
CGAGGAGCAGCAGCAGTTCCAGCAGCCGCAGGAGCCGCTCTTCTGGTTCTGGTCACTACA
AGAGACGAGGAAGACGGGACAGATCTTCTTTTTCCTCCCGTTCATCCTCGAGGAGCCGGT
CCTCGTCTCGGTCCAGGTCTCGGTCTAGGTCTCGGTCTCATCCCCGCTGCCGCCGACGCT
CATCTCGCTGTC
>McF0044C03-MGRbd1
GGGGTCCATTCAGCCAGGATAGTTGAGAGTAAAAGGAGCAGAGCCAGCCCCACCCCTGGA
CATCAGCATGGGACTCACTCAGGACCCCAACTTTGAAAAGCTGCAGCACTGGGGCACAGC



CCATGCCCTGAACCTCAACGTGAGGCACTTGTTTGAGGCCGACAAGGAAAGGTTCAGAAA
GTTTTTGTTCACGCTGAACACTGAAGATGGGGATATTCTTTTGGATTACTCCAAGAACCT
CATCACAGATGAAGTCATGAAAATGCTGACTGATCTGGGTAAGTCCAGAGGAATTGAGGC
TGCCAGGGAGAAGATGTTTACCGGAGACAAGATCAACTTCACTGAGGGTTTTTTTTTTCT
CCACGTGGCTCTGAGGAACCGTTCCAACACTCCCATCTTGGTTGAGGGGAAAGATGTAAT
GCCAGAGGTCAACAAGGTTCTGGAGAAGATGAA
>McF0044C04-MGRbd1
ACCCGGGCCTTATGGCCGGGGGGCCCTGAAGATGAAGAACTGGACCTCTTACACAGTTAT
ATGTACGATGCCAAGGATGAGAGGGAGGGGAAAAATGGGGAAGCTGAGGATTTAACTCGC
GTCAAACCAGGGCTAGAGCATTCCTTTGCCTTGTCGCCCCCCTCCCCCTTCAGAGACTCT
GTCTGCTCTGGGGAGTCCATCTGTGGCTCTCCTGTTATTGAGCCGATGCTTGGTAGCCCT
CCAAGCTCTGTCTACACCTCAGACATGCTCCGTGACTTTGCACACAGCTCTTCAACACTG
TGACAGCAAACCCGGCACTGGCGCAGTCAGCATCACGTCTTTTCACACGCAGATCTACCT
ACCGTGTCATTGAAGGTTTTAACGAGGGATTTTGCTTGCTTTTTTTATTACTTTCATTTG
TAAGTTGTTAACCAAAAGTGTAAGGGGTTTATTCATGAATTCTTGCTGAGCACCAAGCCT
TTTAACAAAATGTAAAGCTGGAAACAGTGCCAAAACTCGCTAGGCCAAATTTTCATGAAT
GATATCTTACTTAGAATCACAATAACATGTCTGATGACCTGACAAACGTTCTCTTAAGAT
CTCAATTTTATATAA
>McF0044C07-MGRbd1
CGTAAACCCGGGCATTATGGCCGGGGGTTCTCCCTGGTGTTCCTCCTATCCAGCCACTGA
TTTGGAGTGATTTTGACGTTTTAAAACCTTAACTGTGTTCACAGCTGAGATCCGTTTTGA
GTGGTTGTGTAGACGGCAATCCCTGTGGAGAAGATTCCTAAAAGGTGAAATAAACACCCA
GGAGTGGATTTCAAAGTGTCTTTTTTTTTTTCCTTCCTAAC
>McF0044C18-MGRbd1
GGGGGAGACGGAGGCAACAGGAGGCGCTGGCAGGAACACCACCGACACGCCGGGAGGAAA
AAATGGCAAATTTTTCAGGAACATGGAAAATGAGAAGCAGCGAGAACTTGGACGAGTTAC
TGAAAGCTCTAGGGGTCAACGCCATGTTGAGGAAGGTCGCAGTGGCGGCTGCATCCAAGC
CTTTTGTGGAGATAAAGCACCACGGCGAACATTTCTACATCAAGACTTCCACCACTGTTC
GCACCACAGAAATCAGCTTTCAGATCGGAGAGGAATTCAACGAGGAGACAGGGGGTGGCA
GGAAGTGCAAGACCTTTGGAGCCGACGACGTGATCTGCACACGGGTCTTTTTTTTTTCGT
AGCTGAACATCTTCCCACCTGCCGGGTTTCCAACCTTCACCTCCAGTCGTTTGTTTTTCA
TCCTCAACTCCCATTTTAGTTTAGAAATAAGCGAATTCGGTTTTCCAGTTTACCACAAAT
AATTGC
>McF0044D04-MGRbd1
CCGGGCCTTATGGCCGGGGGAAGAGACACTTTCCCAGTTGCACATCAGTCCCAGGCCAAC
CCCCTCTCATGAGCGATCTGAAGCCGGGGAAGGAGAAGAAGAAGAGGAGGAGGAAACGAC
AACGTGCGGGTCTTCTGGTCCTCCCAACTTTGTGGATCAGTCTGGCTCCGGAGATTTGAG
TAATGACGAAGAGGAAGAGGAATATGGTGAGAGTGTGGGGCCCCGGGGCGACCAGCCTTG
GAGACAAAGACTTTCTCCAGAGGATGGAGAAGCTCCTCGATCAGAGTCTGCCTCTTCTTC
ATCCAGTAACAGCGAAAGGTCAAGAATGCCTGATGGCCAGTGTACAAAATTGTAAATAAT
ACCACCCAATGCTAAATGGTTATGTTCCTGTTCCATTAGTTTATTTCCCACTTCATGCCG
CTTGTCCTTGGTTACAAATCTAACAGGGATGAATGGTTTGGTACAGAAGAATTGAGATAA
AGGGTTTTGTTTTTTTTCATAGTCTGTGAACCTCTGGACTGTGAGTTTCATTCTAAATCT
ATTTTAGCATCACTGAAATGAAGGTAAAGCTGAGGAAAGTGATTTAAAATATTAAAACAT
TCATTCTCTTGTGTC
>McF0044D09-MGRbd1
CCCGGGCCTTATGGCCGGGGACGGGGAATATGTGACCATCCTGAGAACTCCTTCTCACTG
CTACACGCAGTCCACCAAGCTGGTGGTGGAGACGCCAGTCTCTGGGGAATGTGGGAGGCC
ACAGAAAGCCTACCAAGAGCTTACAAAAGGGGTAGCAGACACACTGAACTGCCCCCTGAT
GGGGTACATCACGAAACTGCACAGCTACAACATCTCTTCTTCACTTCGTTGGAACAAAGG
TTGTGACCCCATAGCTGATGGAACAGACAAGTACACCTACCGCGGTCAGACCCTGCTGTC
CTTTGACTTGGTAGATTCCGATGACGATGCCTACTACACCTGCACTCTGACTTTCACCCT
CGGGGGTTTTGGAGGATCTGTGTCGGAGACCATTGTAGCCCCAGTCATAGATGATACTTC
TTTTGGTCCTCAGGTGCACCAACCAGCAAATGAAATCATCAAAGCAAATAAAGGGTCCAA
CTTTACCAAAAAGTGTCTGGTGTTTGTGCCAGGTTCTGGGATGTCCTTTGTCGATGTCCT
CTGGTTGGCCGGAGACGACTACATTTTCAATACACAACCCTCTGAGCGCATCTACACCTC
TGAACAGCGCAT
>McF0044D19-MGRbd1
GCTCCAATATAACAACAACGACGAGAGGGACAAGTTCCTGGGTCGCGTGAGGTTTTAAAA
AAAGCGGTGNAGTAGAGATGAGCATGGGAAGAAACCAGACAAGGCTGCCCACGTCTACTC
AAAGGGTTTGTGTTTT
>McF0044D21-MGRbd1
AGTTTAACCACCCCCCGACGTTTGTGTTCTGACGGCGCTCCTGCAGGGGTGAGAAAAGCG
CCTGTTAAAATGACGGAGGGCAGCCTGTTGCTGGAGTCCTGCAGCGCACCTCTGTTCTAC



AGGAAAAGGCTACCTTCCTCCACAATCGCCAGGATGTTCGTTCTGCTTCTTCACGGCATT
CGGTTCTTCTCGGAAAACTGGCTTTGCATCGGCACCCTGGAGACTTTTGCCAAAGCAGGC
TGCTGCGCCGTGGCTATCGACCTTCCAGGTTGCTCCTTTTGAATCAAGGCCAATTTTATT
TTAATTGGACTACACTTCTAAAAAATTTCCCTCAGTGTTCTTTTAAAATTTCTCAGTTGT
AGAACTTCAGGGGTTTTGCTATGGAATCACAATTTTTTTTCTTTTTAGGAAGTGAGGAGA
CAACGCAAAGATTACATTCAAAAACATACATGGATCCGCTTTAGTTTAGGTTTAACTGAC
AGTTACAAAGGGTTTAAGTACACTGAACAAAAATATAAACGCAACACTTTTGTTATTGCT
CCCATTTTTTATGGTATGAACTCAAA
>McF0044E04-MGRbd1
CGGGGGAGAAAAAAAAGCGCTTTTCTGACGAGTTTCTCTGGAACATGTTGGGGCAGGTAT
GTAAAGAACCGAGAGCTAAACTCGTATTTTACCACGAACTACCTGGTAACTTGGGGCAGC
TTCATATTATGGTTGTGTATATAATATAGTCCACAGAGCTTATTTTTACCCACAGTTGCG
AGAATGTTGTCTCTTAGCCGTGTTTTTGTCTCTGGAAGCATGATAGTCTGTCAAAGCACC
GCCCTCTCAGTGAGCTACTTTTCTGCCTGTCATTGCCTGACATATCCCAAAAAGAACGGG
CCTTACAGCGCAGTGGACAGTGAACGTTACTCCTCTCTCGTGAAGGCTGTCATGTCGTCT
AGGGTCAGCTCTCAGACTCCAGAGAGCCTTCAGGTGGAGGACGAGCACATTTATGGACCT
GTTGTCAAAGCTCAGAAGCTCTCCAGACC
>McF0044E05-MGRbd1
AACCCGGGCCTTATGGCCGGGGGTTATTTCCGGGAAAAAACGGGCACGCGCAGCATCGGT
GCTCCACATCGGATGACCGTTTCCTCAGCAGCATACGGCAGCGACAACATGGTGACCATG
GCTCCCTGCACTCCCCTATTACCAGTTATCCTCCTTCTTGTCCTGCTCGGTCCAGCTTCC
CAGGAGACCATTAACCCCGCTCTGGTTGATCTGACGAACAGGAACGCAGACTTTGGCACT
CGCATGTACCGAGCCATCGCCAGTCGAACAGATGATAATATCTTCCTGTCTCCTTTCACG
CTGTCAACTGGACTGCTTGTGTTGTTGAGCGCCACCAGTGGTTCAACTCAAGAACAGCTG
TTTCAGGGACTCACACTGACTGGTCTTGACCATCAGAGCCTTCCAGATCTGTTCCGGACT
CTGAGAAACGTGGTCCTGAGAAGGGATGCAGCCAACTTACAACAGGGTGCAGCTATATTC
CCTGGAGAGAATTTCCAGCTGTCAACAGCCTTTCAAGATCTGGTTCAGAACAAGTTTGGA
GTGAAGGCTCAGAAGTTGTCCTACACATTGCCTCGTGAATCTGAAGATGCCATCAACAGC
TGGGCTCAGGAGCAAACTGAAGGCAAAATCCAGGAGCTGGTGCCCACCCTA
>McF0044E06-MGRbd1
GGGGAAACGAATTGTAGCGTATAAGGGCAAAAGCCTCGTTGATTTTAATTCTCAGTATCA
ATAAAAACCTTGAAAGAGTGTCCTTGCGATCCTTTAGTGATGTTTCATTATTAAAATTGT
CTTTTACTAGAGGTGTCAGAAAAGTTACCACAGGGATAACTGGCTTGTAGCTGTAGAGAG
TTCATATCGACATAGCTTTTTGATTCTTCGATGTCGGCTCTTCCTATTCTTAAGTTGCAG
AAGACTTAACGGATGTGATTGTTCACCACTCAAAAGGGAACGTGAGCTGGGTTTAGACCG
TTGCGAAACAGGTTAGTTTTATCCTACTGTTCTTAAATTATAGTGGCATTTGAATTTCGA
ATGATTTCATCGTCATTGTTCACTTGCAAAGAATCGAATCTCTGAAGAGCAATTTGGGTT
AGTACGAGAGGAACACCCAATTCACGCTTCTGATAATGCTTTGCGTCGACCGACGCGAGA
AGCAAAGTTACGCGTGCCACGATAAAAGCTGAACGCCTCTAAGCATGAATCGTACCTCGA
AACANAAAGAGATTGAAGAA
>McF0044F02-MGRbd1
GTTTATACCCCAAGATACAATAATCACAGACTGCCGGAAATCGGAGGTTTGTTAAACCCC
CCATTTTGGATCCTTTAACCACAAAGCTTTTCTCATCATGTTGCAAAATGTCTGATCTGA
TGGCTTATTTTTTTTCTATTGTCCCCCCCCTGTTTAAAAAGAGAGAGCCTGTTCTTGAAA
TGAAAGCCATCTATTTTATGACCCCAACTGCCAAGTGTGTGGAAGCCTTTTTAGGTGACT
GTGTGAA
>McF0044F08-MGRbd1
GTGTGAGCCCCATGCTGCTGGCTCATCAGGAAACCAGAGGCGAGCGCCTGGCGTCGTGTC
CAGACTGGTGTCAGTGTTTTTTTTTGGCTCAAATGCCCCGTGCCGATCCCAGGATGGCAG
ATCTACCCAGAAATGTTTCGGCAGAGGTCAGGGAGGTCATTGTGATGACGTCAGCTGTCC
GCTACCTGGGGGCCAACACTTTCCAGGACAGTCCACACCTCACCAAGCTTGTTTTTCTGA
>McF0044F14-MGRbd1
GGGCATTATGGCCGGGGGGAAGCATGCAGAGCATTAACACAAGATTACATCATCACACCT
CATGCCTTACCCATGTTCAGAGACGCCAGACAGAGGAGCACACGGAAACAGCTGGAGAAG
GACAGACTCGACCCAAAGAAATCCCACAAACCCGAGCCTCCTGTGTCGGGACCAGGGAGA
GGAGGCAGAGTAGCAGCACATGGAGGGACTCTGTCGTCTTTCATCGTGAAGAACATCGCT
TTAGATAAAACTGATGACAGTAACCCGCGAGAGGCCATCCTGCGTCACGCCAAGGAAGCT
TCAGAGAACCCGTACTGGGTCGCACCAGCCTACAAAGAGACCCAGCCGGAGCCCGTGTTT
GCCGAGGAATCGGATGAGGATGAGGAAGCTGACAAAGAGCCAGAGTGGAAGAAACGCAAA
ATCTAAAAATTCAGGAGTAGCTGATTTTATTGAAGAAGTCAGAGATGACGGACAGTCACA
ACGATGCATTTTTCCTTTTTTTATTATTATTATTTTTTTGTTAAATCGGGTTTGCAGGGG
AGGCATAAATCTATTCTCAGCATAAAAGCTTGATGGAGCTTCTTACAGGTTTATGTTCTA
CTTTCAAACCCGTTGGAGGAACTTTTATGTC
>McF0044F24-MGRbd1



TAACCCGGGCCTTATGGCCGGGGAGTGTAACACACTACTCGGCAGTTATGTCGGCGTTGA
AGTCAGATTGTTCACTGTCAGAACAGCTACGGTTTTGTACAAAATAATCTGTTTTATAGT
TAGTTTAGTTGCATTTACAGTATGTTGAGATAACGTGTGTACTTGCCAAAATGTATTTTT
CGAAAGGCTGATATATTTTTTGGGTATAGTAAGTTTGTTGCCGACTTCTGGGTTTTACGT
TCTTCTTCTTCACTTAGCTAACGTCAGTCTGGTTAGCTCTCTTTATTTACTTGTGTTTTA
ATCGTATTAGCGTTATGTAACTAAGGACAAATTTACAGCGCGTCTTGAAATGCACGTGTG
AAGACTTTCTAATGCTGCGTGGGAGGATTTGGACGATTTAGCACCTCGTACAGTGCCTGT
TTGAGCCATGGCATCTCTGTCAGAGGAGGTCTTGCTGGTGGTAAAAAAGGTTCGCCAGAG
GAAGCAGGATGGCACACTTTACCTGATGGCTGAAAG
>McF0044G02-MGRbd1
CCCGGGCATTATGGCCGGGGGTAGCAAGGACGCTCTGAGCTCTCATTCTGAATCCTTATC
TGGGACCATGATGACCGCCAGAGCTCTGCTGGCCTTTGCTGGGTTTCTGCAGCTCGTGCT
TCTTGCGGGGTTCANCTGTAGATCCTTCAAAATGCATAGCAATATGGACCTTCAGGTTGC
CTTGTTCTGAACCCGTCATGTATGTGGAGAAGCAGCCCCAGACATGGAGCACAAAAAAAT
GCCGCGATGGTCCAGAAAAGTGCCGCTATGAGATATTAACAGAGTCGGCCCAGTCCCTTG
AGGTGAAACGCGGGTCGCCTCAAACTGGAAAAGTGATGGATATTAACTATGAGTTTGCTC
CTCCATTTTTTTTTCTGTCTGCAAAATTAAAGCTATTTCAACAAACACCTCCAAGAACAG
CACCGGTCCAAACGACTACTGCATCCTTCACAATCTAATAGAAGCAAGTGGACTGATGGA
GGCTGAAGGCTACCAGGAGATCTGC
>McF0044G14-MGRbd1
CTTTAACCCGGGCCTTATGGCCGGGGGCAGATGGAAAGGTTGTAGCGAGGGGGAAAATAA
GTCAGGAAGGAATAGGAGGACACCATGCAGAGGGTGAAGCAGTCCAGCCGCGATGCTTGA
TGAGCTCCATCAGGGACCAGCANAAACTCTTTCTTTGACTTTGACTGATCCCAGGAGGAA
CAAAAGAACCAGACCAGGCAGCCTTGAGGAAGTTATCCTGAACACACGCTCAGGACGTCA
AGAGAAACGCACTCAACTCTGATGTTTGTCAAAGATAAGGAGATGCTGAGAGGGACAAGA
TAGCCAAGGAATCAGTTGTTTTCAATAAAGAGTGCCCAAAAGACTGTTCCAAGTGGGGGC
AACACTTTTACTTTTTTTTTTTTAAGAGGGAGAGGCAGATCAGGAAAAGAGGAAAATAAT
AAAACGGCCAACTCAGGTCTTCAGTTGTTGGGTTACTTTCTGGCATTAGGAGGCTGGATT
GGGATCATCTCCACCACAGCCTTGCCTCAGTGGAAGCAGCCGTCCTA
>McF0044G18-MGRbd1
TATGGAATCAGTTATTGTTGTAATTGTAAGATTACTGCCATAAATGTGGCCCTCTGCATT
CCTTGTACAAATAGTTCCTTCAGCTTCACCTTCCCTATTGAAACTGCACTTTATGGATCT
TTTTGTAGCCAATATTCCGCAGATTTTTTTACATCTAGAGTCAAGCCTGAAATGGTTCAT
TTCTTTGGCAAATTTGGACTTAAAGTAATTCAACCATCAAGTTTTTTTCCTGGNGTTTTT
TTTTTTTTGNAGGGGGGGAAATGNTGAAAGACAATGAACATGCTCAGACTTTTCCAAGGG
TTATGAAGACAATGTCAGGCTTAACTGTTGATTGCTTGTACATAATATTTTATATCAGTT
TCTCTAAGCATGAGTATACGTATTAAGTACGTCGACTACTCATAGCGAAATAGGGTTCTG
CACTTTAAAATTAAAGATCCTGTTTAAGTTAAAGTTTCTGGAACAGAATACTGCTTGTGT
TTCAAAAGAACATTTTAGAAAACTATTAGC
>McF0044G20-MGRbd1
TCGTGCGATTGACGCCACAAACATGAATGGAGACGTTTGAGTTCAGTATTGTTTTTTATA
GGCCGGANATGTTAGTGAAACAGACTTTACCCTCCTAATTAGTGCATAGAATGTGCCGTT
GCTCCTGTTGTGTTGTGGGATACATGCACCCCCGCACGCAGACACCAAACCACAAAAGAA
AATGTGACAATAGCAGCATTTGACTGACTGACTGACTGACTGACTGGTCTGCCTGTGGGG
GTTGGGTTCTGCC
>McF0044G23-MGRbd1
GCGTTTAACCCGGGCATTATGGCCGGGCAGCTGAAGCATGACAGTTTCGCAGATCCACCG
GCAGGGGTAGTATTCACACGTTGAAGTACAGGGACAGCTGGAGCTGCAGGCTGGACTGAA
CCCTCCGGTCTGTGGGCGGCAGGACCAAACGTTCAGCTCACACTTGTCCCTAAAAACCCC
AGAGCTGGTGGGAGGCCAGAGCTTCGCCTGTTGTGACGCTCCTGTGCTAACATCACGGCT
AACGGAGGCAGCGTTTCAGTTACCGTGAGGGAAAGACGTCCCGGTGCCTTTGGGAAACTC
CTCAGTGCGGCTCCGGTCAGGAAGGACGTTACGGGAGAAATCCTCCAAACGTTTCCTAAC
GGCGTCAGGAAGCTCCATGCTCCGAGGAACGTCCCGCTGAAAGCAACACGCCGCATACAG
AGGAGCTGCCGATTCCGACGCTCTGAAACGCAACGTGGGTTACCATAGATACCAGGGGTC
TGGGTCTCGCACTCTGACGTGCTCTCGTCTACTGTCGCCACTAAGCAGCACAAGATCTCG
CGATAAATATGAAAGTTTTTCAGGACGCATCCAAACACAGAATGTTTTCGTTTAAAATCA
GAAACTGTACGGAGCCCTCCAGGGGGGGTTTCCAGAGAGCAG
>McF0044H13-MGRbd1
GCGAGGAAAGCTAAAGACAGTGGTGAGCACCACTTTGGTTTGAGGAAATTCATCTGCCTC
TGTATTGGTTGTGGTTGGAGAAAGCTCCCCCTGNCTTGACTGCCAGAGGAATGAAGTGTC
TTGGACAGGGCGAGCCCAGCTCCGAGAAGCAATGTCCCTATGCAGCGTCTGTGTACGTGG
GGGGGGGTTGAGGAGGGTGGTTGATCTGTGGAGAAGAGGAAGGAGGCAGGTTTCTTTTTT
TTTGGCGG
>McF0044H14-MGRbd1



GTTAAACCCGGGCCTTATGGCCGGGGGTATTCAAAGATGGCGGCGCCCTGTGTACGGTAG
TGTGGTGTTTCTCTGGTGTATATTCCCCCTTGTTAGGTTAGCTGTCTCCATGTCAGTCTC
GGGGGATTTAAAACCCCCTCTTCCTCCCGCCATTATGTCTCTGCAGTANCGTCTTCAGTG
AACCTGGAGGTTTGATAACATGATGGTGTTGGACACACCCAGACCCCAGAATGTTCGCGT
CCGCTTGCTCGAAGCTTCTCCGCCGGCTCACTTTCACCATCCGGGGACAGAGGACGCTCA
GTCTGTTCTCCAGCGGGGGGTCGTCTAGCTGGAGTAAAGTTGTCTCTGATGCGGAGAAGA
TCGTGGGGTTCTTTTTTTTCTTCATGAGTCTGCGCTGTCTTCTCAGCGACGAGCTCAGCA
ATGTGGCCATGCACATCCGGAAGCTGGTCCGGACTCANCATCCCCTGCTCAACAC
>McF0044H24-MGRbd1
GGGCATTATGGCCGGGGACACAAAGCCATACAACACTGCATGCTAATAATGACTCTTAAT
CTTAACTTTCTCAGATCTAATATAGATCAATTCATCTGTTTTTAGGGAAACTTCACTACA
GTAGCGGAGGAACTCATCGTTCACACTCACTTCTTTTCTACAACCAGAGATGTCTTACCA
AAGTCCGTGTCCTTGGTCTACCTGCCAGCTATCGTCGTTTTTAAAGACAGAACATATTTA
ACTTATGATGAGGAAAGTGATGGTGA
>McF0044I02-MGRbd1
GGGGCAGAAGTGAGAAAAGTCGCAGCCATTCATGCACACACACAAACAGACACACAGAGG
GAGGAGTTCTGCTCTCGGTCAGACAGCAGAGTTTGTCCAGCAGACACACAGGCGTTGGAG
TTTCTCCATTTTCTTCTTCTTCGGACATGTACCCGATGCTGAGATATGCGGTGAAGTGGC
CTGTTTTAGGACAGTTCGTTCCGCCTGTGGACCAGGACCTGACTCCTGAAGAATAGCAGC
ACATAGCCTCAATGTTGCGGGAAAGGCGACCCAGAATGGCAGAAAACAGAGAGGAGGCCC
TCCAGAGACCTCATAAACCTTTGCACAGAACACCCCTCTGCACCACTGGATATTGTTCTA
CCAGAGGGTTGTGTTTTGTTGATGACCTCTTGCTGGCAGCCCCAACTACTGAAACCTACA
TTCAAGCAACGAAAGATCTTCTCCTGAAGTTGTATGATTTGGGTTTTAAAGTGTCTAAGA
AGAAACTGCAATTATTTTTAGATTCAATTTAGATTTTTACTTTCAATTTATATTTTTTAC
TT
>McF0044I12-MGRbd1
GTTAAACCCGGGCATTATGGCCGGGGAGTGTGATTGTGTGGCAACCAAAGCAACAACGTT
GAAGAGCAACATGGTCAGTCGCGTGGAGCATCCTGCTGCAGGCTACAAGAAGATCTTTGA
GACAGTGGAGGAGCGTGGATGAACCCATTCCTGCTCAAATCAGTGGTGTTATCCCATCAT
GGCTGGGGGGCAGTCTTCTCAGAATGGGTCCCGGCCTGTTTGAAGTGGGAGATGAACCCT
TCCACCACCTGTTTGATGGACAGGCTCTCATGCACAAGTTTGACCTGAGGAACGGTCAGG
TGACATACAACAGAGGGGTCATTAAGACAGACTCATATGTTCGTGCCATGACAGAAAACA
GAGTTGTCATCACTTTATTTGGCACCATAGCTTATCCAGACCCCTGCAAAAACATCTTCT
CCAGGTTCTTTTCGTACTTCAAAGGAATTGAGGTGACTGATAACTGTTTAGTTAACATCT
ATCCGATTGGCGAAGACTTCTACGCTGTCACTGAAACCAACTACATCACAAAGGTGGATC
CTGATTCTCTGGAGACTTTAGAAAAGGTGGATGTGTGCAAATATCTCTCAGTGAATGGCC
TTACAGCTCACCCGCACATT
>McF0044I21-MGRbd1
NGGAGTGTTTGGGTTGATTTTAGTTGAGCCTCATGCTGGTGTTTCTTTCCTTTTCCCTGA
ACATTGCACCCTAAAGCCATAGTCGCAGTAGGTGCCATCGTTGAAATGCGTGGAGGCANA
TGGGAAACCGGCACTCCACAGCATCAACGCTTTAAAATGTCTCCCGGAGCTAAAAGCTGT
TGACCTTTCATGAAGATCCTGAGACACGAATTACGGCTGTTGAGGAGTTTCTGCATCATA
CTTGATAGAAGTGATTGTCTTTTCTGGCTTTTTTATTTTTATTTTTTTTGGGGTGCCTGT
TCCTTGAAGCTGCTATAGAACTAAATCAACACACATAGTGTGATTAGTGTGTCTCT
>McF0044I24-MGRbd1
GGGGGGCTCCAAAAAGTCCAACCCAGAAAAGTCAGAGGTCAACTGTCATAAGAGGGGACT
CCGTACCCTCCCATTTAATCTACCCGCTGATGCCTGGATCCTCAAACTGGGTGAGAATGG
CATCACAGACCTGAAGGCAAATCTTTTAAGATCAGTTCCATCTATCGAGAGCTTGATCCT
GGGGGGGGGCGCCATCAAATCTGGTGGGTCCTAAGACTTTTTCTGGTGCTAAGCATCTGA
CTCTTTTTTATCTGGGGGGAAACCAAATCACCAAACTTACACCTAAAGCTTTTAAGGACC
TTCTTAACCTTCGCTTCTTGATGCTGGGGCAGAATGAGA
>McF0044J02-MGRbd1
GGGGGATTCTCCATGTTGTTGCTGCAAAAGTGAGGACTTCGCCGCGACGGGAGAGGGGGG
CTGCTCGGCGATATCACTGCTAATAGTAGCGTTTACAGTCGGGAACACGGGGCCTACGCC
GTGTCGCAAGAAAATGGGACAGTTGTCAAGCAGCAGTATGAAGCCAGCCTCCTACCTGAG
GTGAACGCCCAGGACCAAGGGAAGATCTGTGTGGTCATAGACCTGGATGAGACTCTGGTG
CACAGTTCTTTCAAGCCGATAAGTAACGCAGACTTCATCGTGCCGGTGGAGATGGAGGGC
ACCACTCACCAGGTGTATGTGCTGAAGAGGCCGTACGTGGACAAGTTCCTGCTCCGCATG
GGAGAGTTGTTTGAATGTGTGCTGTTTACAGCCAGCCTCGCTAAGTACGCAGACCCGGTG
ACGGACCTGCTGGATCAGTGCGGCGTGTTCCGGGCCCGGCTTTTCCGGGAATCTTGCGTG
TTCCATCAGGGCTGCTATGTGAAAGACTTGAGCCGCCTGGGCAGAGACCTCCACAAAACC
>McF0044J03-MGRbd1
TTAAACCCGGGCCTTATGGCCGGGGACATATCGAAGCGGCACAGAGACGATGAGCAGGAT
GGAGGAGGAAGCCCCGCCCCCACGCTCAGTGTTTGAGCTTGCCAAAAAGTTCAAGGACTC



GTCTGCTGCTCAGAGGCATAACGCAGAGAAGGAACCTGTGAAGCCGGTCAGACGACGACC
GCCTCAAACCTTAAAGATTCCCAAAGTTTTAGGAGACCAGC
>McF0044J06-MGRbd1
TAAACCCGGGCCTTATGGCCGGGGACGGCAGCAGGTAGAGCAGCAGACAGCAGAGTCTAA
ACCGGTGGGACGCACGAGTCGGAACACGAGCGGAGTCCCCGCAGAATCAAAATTATTGTT
AGCGCCTCAGACTTCCACCCGAACTCCTCATCAAGCACCGCCTGTCCTGTTTTTCCACAT
CCCAACCTCCTCAAATGCACTGCCTTTTAAAGAAGAAGAAAACCACCGCAAAGAAAAGCA
AAATGTCAACACAATCAGTTTGGTTCTGGTTCTGGTCAGTGTTGGGGGTTCTTTTTAGGA
>McF0044J09-MGRbd1
CTTATGGCCGGGGGATCGGNAGCTGCTTGACGGCCTTTATAGAAACACAAGATAACCTCC
CTTGTGCTTCTCAAACAGATGGGATAAATTGATGGAGCTCTAATATCAACTCTCTTGCAC
CAGGTGCATGTAAAGAAAAAAAGTGCTAACTTAGATGTACTAATTATGATTTTGTGAATC
AGCTGTAAAAAAAAAAATTCCTTAAGATACCCACGTTTTCTGTGGGTTAAGTCTTTATTA
CTTTCTTCTTTTCCTCTTGGGGGAGGGTGGGGATGCAAAAATGGTCCATTTGTGGTGAGG
AGGGCGTAGAAACAAGAAAACACTAAAGACAGCTTGTGGCGAGGCAACGCATCCTCTCTG
ACGTCATAACGACCCGTGCCTTATACACTCCACTCGTTTACGTGTTCTCACGTGGATGGT
CTGCGACCTCGACCGCCGCTGTACGTTCTTTCATTTTTACGAGTGTTGTTATGTAGGCAG
AGACATAAAGACCCGGCGAGGCTGTGGGTTTTCTCATGTCCCTGCAGTGCGTGGCCGCAA
CAAAAGAAGGACAAAAAAAAAAGATAACTCAAGGCTGGGAGGAAGGGGCTGGGATGTGTT
GCTCCTGA
>McF0044J12-MGRbd1
GCCGTTAAACCCGGGCCTTATGGCCGGGGACGATGGCTGACGGTCTGGAGACTCAGGACT
CCTCCAAGTCGGCTTTCATGGAGTTTGGGCAGCAGTCGCACTCACAGCAGAGCTCCCCGT
CGATGGCCGGCGGACACGTACCCGCTGCACTGTCTCCACTCCGGCTCACACGCGCACCAC
CAGCACGACAACAGCCCCTATCCCGGGAGCAACACCTACAACAGGTCGCTACCCTACCCT
TACGTGAGCCATCCGCACCACAGCCCCTACTTGCCATCCTATCACAACAACACGGGCGGA
CAGACAAGGTTAGATGGCGCGGAGCAGCAGAAAACGACAGTGATCGAAAATGGGGAGATT
CGTTTTAACGGAAAAGGCTTGTTTAATCCGCAAACCACGGACAATTTATTCCAGTTTGCA
GCTTCAAGCACTGAACCATCGTTTCCAGCAAACACAGTACCTCGCTTTACCGGAGCGCGC
CGAGCTGGCAGCCTCTCTGGGACTGACCCAAACGCAGGTAAAGATTTGGTTCCAGAATAA
AAGGTCAAAGTTCAAGAAGCTGCTGAAACAAGGCAGCAACCCCCACGAGAGTGACCCCAT
CCAGGGCTCCATGTCTTTATCCCCGCGCTCCCCGACTATTCCCCCAATTTGGGACGTCTC
TGCCTCTTCCAAAGGAGTTAACATGCCGGCCAACAGCTACATGCCCGGTTACTCTCACTG
G
>McF0044J18-MGRbd1
AACCCGGNCATTATGGCCGGGGGAGCTACATGAGCCAAGTGCTGCTCACCACAAGTTCAA
ACTGCTGGTTTGCTGGTCTGCCATCACTACCAGCTGTACTCTCATCAGCCAAGCCAGCAG
GTGAAGAGGGGGCAGCAAAGCTGACAGGAGAACAGCCCTCAACATCCTCTGAAGCCACAT
CAGCTTCCCAGGTGTACTGCTGCGTCCCTCAGGGTCGCCCCGTCCTCTGCACCTGCTGCC
TCCAGCCGATGCCGGACAGACGGGCAGAGCTCAGCAGTCTGCCGGGCTTTGCTCAACAGT
GTATGCTGTGCCAGCAGCCTTTCTGTCACATGTACTGGGGTTGCCAGAGGATTGGATGTC
AAGGCTGTCTGTTTCGATTCAGTGAGCTCAATCTCAATGACAAATGTCTGGACAGCGTGC
TGAACAACAACACCTATGAGTCAGAGGTTCTCAAGAACCACCTGTCATCCAAGGGGAAGA
CGTGGAAAGATCTGCTTCAGGAGTCTTTGGAAGGCTTGCAGGAGGGAAGCTTTTCTCTGA
CAGATAACGTTTCTGGAAACACCATCCTGTGCTTCTGCTG
>McF0044K07-MGRbd1
GGGGGTCTTCGGAGTGCTCTTCATTAGCCACATAATTTAAGTTTTTAGTCACCATGGTGA
TGAAGTCCACAGTTGAGGATGATGACTCTGGCTGGGGTCTTGGCATCCCAGAAAAGATGA
AGAACAATGCCAACTGGGTTGATATTACTCATGAGTTTAAGAGCGCCTGCAAAGAGCTCG
ATCTGGGAGAGTTACTTCATGACAAACTCTTTGGCTTGTTTGAAGCCATGTCTGCTATAG
AGATGATGGACCCCAAGATGGATGCTGGTATGATTGGAAACCAGGTCAACAGAGAAGTTC
TCAACTTTGAACAAGCTATTAAGGAAGGTGCCATTAAGGTGAAAGACCTTAGTCTTCCTG
AGCTCATTGGTATTATTGACACGTGTTTCTGTTGT
>McF0044K10-MGRbd1
CCGTTAAACCCGGNCATTATGGCCGGGTTGGCGTGTTGATGTGATCAGCAGGTGAATTTC
AAAACCAACACAGAGGATTGGCTTCCTCTTGAGCTTTACATTTTTCTTATTTGCATCGAG
ACAATGATTAAACAGCGGTCCAAATTTATTCTGTTTTCCTTCGTCTGACCAATGTGGGAC
AGGAAGCTGCCAAATTTAGGATGGCACTGAAATTATCAGTAGATGGTGAAGTTCAGTGAA
TTTCGGACACAAATTGGGCGTGTGAATTGCATTCGGTGTGAATGTAGCATCACCGATGTG
CACAAGGCAGCTGCACCTGGTGGAACCTAAAGAACAAAGTCTGAACCTTGTTTTACCGCT
GAATGCTCTGTTAAGTCATTAATACTTCTTGCCCTCTCTGAGCCGCAGTCCCAAACCCGA
ACCTGGGCATCAGCCTAACTCTTCCTCAACAGCTCGGCCTCTGACCTTCTATGCCTGCTA
TGAACCCAGTGGTCTTAA
>McF0044K13-MGRbd1



GGGTAGCAGCACTTTAGACTTCGTGCTGAATTCGGCTGCCAAGTGGGCGGTGTTAAGGTT
TGGTTTGAAGGGATTATCATGAGGAAAAGCAAACCTCCCGTTCTCTGCCTGCGGGTTCAG
AGACCGTTCCTGATCAGAGCAGCAGACCAGAGACGACCGTTTGAGCTTAGACTGTGGCGG
AATCAGTGCCGATCCGTGCACACGTCTATGACACGTCTGCTCTCAAACAGCAGCTAAAGG
AGGGTTTCTGCAAGCTGCACATGTGAACTGCCACATCCTTCTTCAGCTTGTGTGGTAGGC
CACCCGTCCGTCCTCCTTCATGGACGTTCAGAGGTTTCTCTCCGCCTCTTTTTTTTGCAA
GGTTTTCTGTGCCACACTGAGCGGGAGGAAGCAGGTTCATTTTCAACCCCCGTCAGCTCG
GTTTAACGCCAAGCCGGTG
>McF0044K22-MGRbd1
TTTAACCCGGGCCTTATGGCCGGGGGTCCTTGATCTTTATGGTGGGACCTTCCATGTTCC
ATTGCAACAGGACAGTGGCTTCTATGGAAAGGGGCCGAAGGTGAAGCAGTTCATGGACAT
TTTGTGTATACCGGCGATGACTTTAATGGCTGTGGCCAATGACTTTTTCATCACCAATGA
CATCGAATATGATCCAGTGCATGTTTTGGAGGATGTCCCTCCCGCCATTGGCATGGCTCA
CATCAAAGGCTATATGTACAAGTGGATCATGCAAGATCTTGATAAATTCATCCTGAGAGG
AGATGAGACAGATGGTGGGGTGCATAAACTGGCCAGTCATGGAAAGAAGCTTTTCCTCAT
CACCAACAGTTTTTTTTTTTTTGGGGGGGAAGGAATGACACACATGGTGGGGGAAAAGTG
GCGAGACTTCTTCGATGTTGTCATTGTACAGGCAGACAAGCCTCACTTCTTTACCGACTG
CATCAAACCTTCCAGGCGCTTGG
>McF0044K23-MGRbd1
ACCCGGGCATTATGGCCGGGGAGGAAGGAGGAAGAGGAGTGAAGAAACCTTAGGACTTTC
TGATCAGCAGCAGAAAGCGTGAAGATTAGAAGCAGCTGCAGTGCCGCTCTGGTTTCAGTT
CCACCCACAGGCAGCTGTCCAGCTCAGAGTTTCCACAGAAGGACGGACTCCCTCCTACAA
GCCCATATCACAGACAGCGCCGGTCAGAACCATGAGGACCCCATGTCTGCTGCTGCTCTC
CTTCCTCCTGGACCTCAGAGTCGCATACGGAGCTGCAGACTTCAGAATCTGCGCCTTCAA
CCTTCAACACTGGGGAGAATCAAAGTCCAAGAAGTCTGACGTCATGCAAACTCTCGTGAG
GATCATTTTTTTCTGTGACGGGGGCCTCCTGCAGGAGGTCCGGGACAGCAAAGGGGGGGC
TTTACCGGAGCTTCTGGAGCAGATCAGGAGGTTTGACCCCAAACACACGTACAAGTCTGT
GTCCAGCGAGAGGCTGGGCCGCTCAGACTCGTACCAGGAGCAGTATGTGTTCATCTACAG
AAGCAGCACGACCACCGTCAC
>McF0044L08-MGRbd1
GTTTAACCCGGGCATTATGGCCGGGGACTGTGGAGTAGAGCTTTTGCTACGTTCACACCG
GGAATTCTGCGTTCGTGCTCTTGAACGCGCTTTTAGCATACGGTGTTCTCAATGGACAAG
CAAGGAGGGGGAGCTGCTCCCTATTCTTCTATTAGACTGTTAACAGGCGCATGTCTGCCA
CTACAGTTGAGAGAGGCTAAGCGCTATTAAGTCGAAGCGCCGGTGCAAATCTCTCCATTT
GCACGAAACGTTTCTATTTGCAATGGCGG
>McF0044L09-MGRbd1
GCCGTTTAACCCGGGCATTATGGCCGGGGGTTTTTTGTTTTGTTTTCAAAGTTTGCCGGG
CATTCTGCTGTAACGGCTTCTGAAGACAGTCTAAGAAAGGCGTTAAAGTGGCATCAGTAC
CTGAACAGGTGGGGAGGTCAGATGAAAAGCAAGGGGCGTGGCAGAAACCTGCTGCTGCTT
GTGTGTCTGTGGAGTCTACCTGCTGTCTAGGTGAACGGCTGTCCACAGGCCTGCAGCAGG
TGTTCAGGCCACAAACATGACCAATGTGAAGACTGCAGACCTGGATGGACTCTCCATGAT
AACACCTGTGTTGACGTGGATGAGTGCGGCTCTGAACTAGATACCTGCCTTCCCAACAGT
TACTGCCTAAACACAGAAGGATCGTTTGAGTGCAGAGGCTGTGATGTCACCTGTGTGGGC
TGCAGAGGTGCAGGACCAGCTCACTGCAGGAAATGTGCTCCTGGTTACAGATTCACCGGC
TCCAAGTGTTTAGA
>McF0044L19-MGRbd1
GCCGCCGTTAAACCCGGGCATTATGGCCGGGGTGGTTTGAAAACACAAAATCCAGATCTG
AAACTTCCATTTGTCTTCTCTTGTTTTGATTGGCTGCCATGTGTTCGTCCTGAGTTGACG
GCGGTCAGATGTTTTCTTTTGGTTTGAGATGTCGACAGAAGTATTAGCGCTGCAGCCATG
AACTCATGGTACAAGTATTTTCTTCCGTGGAATGATTCCCACCAGATTTGGTGGTTTATG
ATCATCACAAAATGAGACTTGGCACATTTTATCTGTGGGAATAAAGTATGGGAAATGAAT
GAGAAAGAAGAGATGAAGGAAATGAAAGCATCAAAGGACTTCTTCCTCCAGATTTTTAGC
CTCTGGTCACTGAAGGCGGGTCATGCCGAGCATGCACAAAGGTGACGTGAGGGACGCTGG
TGCACAGCACCAATGAAGGAAACAGGAAGTTATCGGTGGCACAGATGTTATTTAACTTAA
AGCAGCAAACGTACAGATGCGGTTCATCTGCATCCATCGGT
>McF0044L23-MGRbd1
CTTTGGAATATTCCTTTCCAGCTTGTGTTAGCGTGATGGAATCTAGGATTTTTTTTAAGG
CCCACCAAACTCAAAGAGTAGCGGTCATGTGATTCAAGCTTTTACAAATGGTTTTTCATT
TAAAAAGATTTTTTTTTGAAAAAACAACCCCCCCGNCAATCCATTAGGCGCCCCCTGCAG
GCCGNGGCCACTCTGCCTCCACTCTGTTTAAACTGAGAGTAAGTCTATGCAAAAAAAATG
TGGTGATAATGTTGCTTGATTTGCAAAGAAGGAACCTGAAACTGAAGTTGGTCTTTTTTT
TTTATCTTAGGGAGCTGGAGNGNNNNGGACACACTTCAGCTCCAATGACGAAGGATGGCG
TGACGCGGCGTTGCCCAGAGGCTCTTGAAATCAATCTTTTTACTATTAATGTTCTTGTGT
TCGTCCATCG



>McF0044M04-MGRbd1
GTTAAACCCGGGCATTATGGCCGGGGAATGCAATCTGGATTAAACATTTTACTTAATTTT
GTTGCTTTTAAACAACAGAGCTCTGTTATTAATATGTCCGATACTGAGCTCGTAGCTTGG
CTTTAATTTATTGAGTATTTTACTTTGTTCAGATAAGTAATCATGCCATGCAATGGGAAA
AAGGCAGCACAAATACAAACCACTAATCATTAAATGATACGCTGGACTATAGGATAAGAC
TTGATCTTCTTATCTTATCTTACCTTTATTCTGTGTCTCTGTATGAAGCTGTTATCTGAT
TTTACTTACACTTCAAAGACTGATTAAAAAAAGGAAGAAAAAAGCTTCAATGAAATGTTG
TTATTGTATGTGGGGTTTTTTTTTCTTCTTTTTTTATCATACAGGAGCATTCCATGAATG
TATACTGTGATTTATTTACACAGCCCCACGGAGAACATCAATGAAAAATTCAATCAAACT
TGATTCTTTATGCAGTGATGCT
>McF0044N05-MGRbd1
ACACAGAAAAGGTGCGGGCTCCGTGTTCAAAGCCCACGTCAAGCACAGGAAAGGTGCTGC
TAAAGTGGGGGGGATTGACTTCGCTAAACGTAATGGTTACATCAAGGGGATTGTGAAGGA
CATCATCCATGACCCTGTTCTTTTTTTTACAATACCCCCCCCCGTNTCCGAGACCCGTAC
AGGGTTAAGAAGAGGACGGAGCTCTTCATCGCTGCTGAGGGGATCCACACCGGGCAGTTC
ATTTACTGCGGG
>McF0044N10-MGRbd1
GGGGGCCAACAGGAAAACTGAAGAAAACGCGAATGGCTGCAATCAGGAAGAAGCTGGTGA
TCGTGGGAGATGGAGCCTGTGGGAAGACCTGCCTCCTCATAGTGTTCAGCGGGGACCAAT
TCCCGGAGGTCTACGTTCCCACCGTGTTTGAGAACTATGTCGCTGACATTGAAGTGGACG
GCAAACAGGTGGAGCTGGCGCTGTGGGACACGGCCGGCCAGGAGGACTATGACCGTCTGC
GGCCGCTGTCCTATCCCGACACAGACGTCATTCTCATGTGTTTCTCCATCGACAGCCCTG
ACAGCTTAGAGAACATTCCGGAGAAGTGGACTCCTGAGGTCAAACACTTTTGTTCCAACG
TGCCCATCATCCTGGTGGGAAACAAGAAGGACCTTCGCAATGACGAGCACTGGATGGAAA
GAACCGCAGATGTTCTCCTGCCTTGTTGCCTGTTTGAATTCTGTGCCTGTTTTCTGTTCG
TCCGTCTAGCGTCCTACACACCGCGGGGTCATTTCCTGTCGCCTCTAAGCTCTGAAGAAT
TGGTTTTTCCTTT
>McF0044N14-MGRbd1
GTTAAACCCGGGCATTATGGCCGGGGGGGGGAGCAGCGTGGCCCTGTGTTTAGAGTGCTG
CTTCCTGAGGACCCCCCCCACGCCCGCTGCAGGCCCCCCACAGAGTGCACCCTTCGTCAG
CAGCACTTTCATGGGGAGCCCGACTGCTGACCCGACGGTTCCTTTGAGCGGGACCAGCTG
ATGGACGGATCCATTACGAAGTTAGATTCTGCTGATCCCATGGGGTTGATCCATTACCCA
CAATCCCTCTGGCCTTGGCGGCTCTCTTTTTAAACGCGGATTTTTATTCCTTTCATGAAT
CTTTTCTTGTAAAGGGGCTTTGAGTATTTAGAGAAGGGCTATTCAAATAAAATGTTTTAT
TATCACCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0044N24-MGRbd1
GCAGATTTTAAAACATTATCTTAGCCATTGATTTCTATATCCTGACAGGCATGGAGACAG
CAGCCTCCTGTAAAATGACAAAAGTGTTTTTTTATTTATTTCGCCCTTTCTGTTCTCTAC
CAGACAAAATCCCTTTGAAATCTCTCAAGCATTTCATTGATTGCAGAAATGCTTTTTGGT
TAGCACACAACACATTCCACGTGTTTTCCTCAAAGCCCTTCAAACTGTATCATGTTGGCT
TTCAGAGTGGGTGTCTGCAGGATCAAGTGGCCGATATTCAATTAAACTGATACAAAGTTT
TCCACTGGTCGGCCAATCCAAAAGATAACTAGATTCCAACTCTCTTGAGAAATGACGATG
AGCTGTCATTATCTCGGAGCACTGAAATGAGACTGCCTCCACCCAGAATAGCACAGGCCC
CTCCTGGCTTTGTTGCGACACAATCTCCGTCTTTGTAACCACTGTGTCCAGAAACACTCA
CATGCAGAAAAACTGAAGGAGAAATGTAGTCCATGGGTTTACACAGCATCACAATAGTGT
TACT
>McF0044O05-MGRbd1
TATGGCCGGGGGCCAGCAGAGTCCGGCGGATGATCTCATATGTGCGGAATGATGACAGTT
ACCGGGTCCTGGCCATCTTCAGCATCATCTGCGGCATTTCCTGCATCGGAATGAAAGCGC
TGATAAGTTC
>McF0044O20-MGRbd1
TAAACCCGGGCCTTATGGCCGGGGAGCTAGCGGGAGAGCAGGGCTAAAGAGGCCGAGCAG
CTGAAGCAGGACCTTCAGGAAGCCAGAGATTCTGAGCGCAGAGCGAAGAACAAGCTGCTG
GAGATAACCAGGGAGGCCGCATACGTGCCTCCCAGCCATCCAGCTGACAACCTGCCGGGA
GACCTGAGCTTCAGCAGAGAGAACCTCAGCTTCGACTTTAAAGACACCGACATGAAGCGC
CTCTCCATGGAGATTGAGAAGGAGAACGTGGAGTACATGGAGAAGAGCAAACATCTGCAG
GAGCAGCTCAACGAACTGAAGACCGAGATCGAAAGTCTGAAGATGAAAGAGAGGGAGTCT
CCTCTGGACATCATTCACAACCAGAACACAGAGCAGGGGACCAGCAAACACAGCAACTTC
AAGAAGCTGACACTACAGAGCACCAAGTCCAGGGTGGCCTTCTTTGAGGAACTTTGAACG
ACACAAATCCACGCCGGCGCCACGTTCCTTCACTTCACCTTCACCTGACAAACTGACACG
GCGGCAGCCGTTTACGCACAACGCAGCGCCTTCCTGCTCCAAATGTGCCAGAAGCCGAGT
GTGTGTTTGCAGCGCGAGATGACACACACTCCCCAGGAATAAT
>McF0044O22-MGRbd1
CCCGGGCATTATGGCCGGGGGAAAGCGAGATGGGAGCAGTGAACACCTTTTCTGTGCTCA



CATTTACTCCAGAAAGCCACCATCCAGGAAGGAATACGGAGATAATCTGACCTCTTCGTC
CTCTGTTGAATTATGACCACCATACCAACAGAAAGCCCATCCATGGAGGTGAAGGGAGTC
CCTCAGGAGATGGCGATGCTTAGCAATTTACTGGCAGCGTACACCTTCATTGCAGACCAA
CCTGAGAGAACAGCCCTGGTGTTTCTCGGCGGTGTGTGTGCCGGCCTCCTTGTCACGCTG
TGCGCCATCGGGTTCCAGATACACTGTCGTGCCGACTGCCACTATGGCAACAGCAATGAT
CTTCATCACCGTCACAAGAGACAACGCCATCGACGCCACAGGCACAGCTGCATCCAAAAT
CCTCATGGTGACGGTAACCCAATCAACACTTGTGCTGTTGTGACCTCTGGAGGAATTGGA
GCCACCGGAGACAGCCAGCAGGAGGAGGACATGGACGACACATCTGATATTTCAGCAAGG
AGACG
>McF0045A05-MGRbd1
GGGCAGACAAATGAGACGAAATCTCAAAGTGAAACCTGAGAACTTAATTACAGCAAAACG
AAAGAGTTCTGAGGTTTTCTCACAACTAAACATCCTTTAGAATCAGTGAAGAAACACGGC
AGACACAACGTTTGGTCTAATTGTGGATCTTCTGCGTTTATTTTTAGTCCTGATGGTCCA
GCTTCTTGCTGCTCGTTCTGAATGTTTTTCGGTCTGAAGTTCCTTTCTTTGCTGTTTGAT
GTTTCCATTCTTTACATTTCACTCAATAAAGATCCACATGCATGGCANAAAAAAAAAAAA
AAAAAAAAAAAAAAACAT
>McF0045A12-MGRbd1
GGGGAATTTTGGAGAGCAACTTTGTCAGACACCACAATGTTTTCCATTCGTATGATTGTT
GTGTTGATTTTTGTCGCCTTTCTGATAAATGCGGAGAATGAGGCTGCATCGTTTTCCCTG
GTCCTGTTCCAGTCTCAATGGACAGTGTAGAAATGTTTGCCTCCCGCACGAAATGTTCTT
TGGACCTCTTGGGTGTGGAAAAGGATTCATGTGCTGTGTGTCTCATTTTCTATGAAGAAA
ACAGGTTTGATTGATACCTGCAGGAATCTATTTGTGCTAA
>McF0045A16-MGRbd1
CCGTTAAACCCGGGCATTATGGCCGGGGGAAAATATTTTCTCTAACAGGAGGCGGTTGTG
ATTTTTTTCATGGCAAAGTTGATTTTACATTTGCTGTGGTTGCGTTTTTTTCTCTAGTTA
CAATTTTCTTTCTTAAATAATATTATTTATGTTTGTGGTGGGGCGTTAATTTTGAACGCC
TTTTGGGTCAGTGTTGATTCCGTCGCATTGCTTCAGGTTCAGGGTCAGGTTGTATTCTGT
TCTGTTTTCTGACTCATTACTGAGACTGTGAAAATAGTAACGTTGGTATTACTAGTACAT
GTAAATAAAAACTGGATCTTTTGTCTTGCACCTGGTAATAAGCGCAGTGCGTTATATGGA
CTCGGTTTAAAAGGTAAAAACCGTGAAAGCATTGATTCCGGTGATCCAGCACGGCGCATC
CGTAATAAATAACACAGCCACTTCAGGCAGTCCATGGCCGAACAGCATGAACCCCACAGT
TTCAGTCCAGCAGACCTGGCAACAGCTGCAAAACACAGCTGGTTCCCCCCACCCCCTCAA
CCCATCTATTCCTGCACCCTGACTCCTGAACTGGAGGCCAAGGCTCGAGAGGAGCTCCAG
GAG
>McF0045B04-MGRbd1
GGGACGATGGAACCAACTGACTTTGGCCAGTAAGTGTCTGAACCTTTTCAATGGAGTAAC
TAGTTTGGATATTTGTTATTTATTTCAAGCTCTTTGCATTCTTGCAGGACTTAAACTACA
CAACTTTTTCAGCAACACTAGACAAATGTCGTATAACTGGACCATAAGATGATTTATTTT
GATAGGAATATGTTCCCTTTTTTGTTAAATGATTAGTTTGAAGATGACAAGCTTAAATTT
GTGTCATAAAATATTTTGTATGCTTGGAAGATGATTTAAAGATTTCTTTTATAAACAAGT
AAACCTGAATGTACACAAAAGAATGACTGCTGCTCCGTTCAACAGTTTTCCATCAACAAA
ACTCTATTTTTTTTCTTTCCT
>McF0045B08-MGRbd1
GGGGTTCGGACGAAGAATAAGCTTCTAGCGAAGAGGAAAATGGCGTCGACGCCCTTCTTC
TTCTTGTCGGGTCTTTTGTTTCTAGCCTGGTTCACCGCAGACGTTCACTCAGTGAAGGTC
ATTGACGTGTTAAAGGGCTCCAGTGTTGTCCTCCATCCAGTTGAAGCAGTAACGTCCATC
ACCACCATAACATGGAAACATGGAGATGATTTAGCTGCAGACTGGTTTGGAGGGGATCGA
TTTTTCTACAACATCTTCAAGGATACCTGCAGTTTAAACACTGAAACAGGAGAACTGACC
ATCCATAATGTGAGACCAGAGCACAGCGGTGCTTACACGCCAGATATTAACGGAAAAACC
AGATCTGCTATGAAACTACGAGTTCTCTCTCCAGTCCCCAAACCCAGCATTAGTCATGAC
TGTAATCCTGGGGAAACCCCCAAATGTACCCTCACCTGTACCGACACCTGTAAGATTGAC
ACAGCAGGTGATCTGGGAGATGTGGAGGTTTTCTGGACTCTTGATAACAGACGTGTAAAT
GTGACAGAGCTACAGATCACTAAGGACACAAAGGAGAAGACGTTTGTCTGCAGCCTGAAG
>McF0045B11-MGRbd1
GGGGGGTACAGATTTTCAAGCTTTGTAATAACGTCTCGCACGTAATGGCTGGGAGAAATC
CCTTCTCCGAGTCCCTTTAATATGCTCCCCGTTGTAGGGATAAGTGTAGCACCGGGCAAG
TCTCAAAATGACGACGGGCTTCAGCTCCGGTTCCTCTCGGTTTGCAGATTATTTTGTGAT
CTGCGGACTCGACACCGACAGCGGGCTGGAACCCGACGAACTGTCCGGTAAGCATAAAGC
TATTATTCTAAATGTCGGGCTGGTGTTGGAGCAGAGGAGAAATAAGGGGGGTCTTTTGTC
ATGAGGTAATAGTTTTCAATGGTTGTTAAGCATTTCGAGTTTTCTTGTGTGCCTAATCAT
CGTAGAACGTTGGTTGTTAAGGTGAATACAGAGCGAGCTACGGGCCTAGCTCACCTTCTC
TGTCCGTTTGTGCGTTTAAAGGAGAGGATTACTGGCGTGTTCTACGACTTTCTATTTACT
GCTCGCATTTTTGACTAAAGGTTTTAATA
>McF0045B12-MGRbd1



ATGGCCGGGGGCGGGCGGCAAACATGGCGGAGAGGTCTTCTGAACGGGATCAGTCTCAGC
CCGAATTACTGAATGTGACAGCGTGACAATCTTTTGTTCCTCGTTCCATCAGGCAGGGGA
ACTCTCTGGCACGGCATCTTACAAATAGCAGAGAACAACTGTGCAGACACCCACTTGGCC
TTCTTCAGTGACGCTGTGAACGTTTATGGCTTTCCTCTGAGGATTGAGCTCCTCTGGTGT
GATGTCTTCGTGAGTGTTACTGGTTTATATTACAACATCCTGCACTCTCCTGAGGACCAA
GACTTGCTCAATATCAGTCACATCACGTATTCTGCTGCCATTACATTTTTCTACCACGCA
TTGAGGCCAGTTTGGATGTCTTTAGTGACGCGTGGGACAGCCATCCAATCAGGACGGAGC
AAAGCATGACACCAAATCAGCTGTGGCAGTTGGGCTTGACCCAG
>McF0045B18-MGRbd1
ATGGAGCAGAGCAGGGAGCTTGATCTCTGCCGATTGTAGTTTCTTTTACAAACACGATCT
TTTTTTAATCTGATTCTTTCGTCTGCTCCTGATTCACAGCAATTTGAATAAAGAAATAAT
CAGAAACACAAATTTAATCTTATTTTTTCTTTATATATGTCCTCCATCATAAGAAAATGC
CTTTAACAGACTTTTTTTCATCTGGAATGCAACATTTAAGTTTATTTTATTTGTTGTGTT
GAAGTCCAATAATTGGTTTACAAATCTCGTCTTCCAGCATCCTGGGATCAAATTCAGGGG
GGCAAAGATTTGACCAATAGGTGGGACCAAGTTTAACAGATAAAGGAAATAAACTGAAAT
GTGTGTTCATATTCACTTTGTAATTGTTAAATTGTTGAACATCTAATTCTATCAATTAAG
GAGAAAAATGCCTGTTAGCACTGCTTTATCCATTTATTGAATCAGAACTTTATTTCCTTT
GCAATAAAG
>McF0045B19-MGRbd1
GGGGAAGGTCTTGGACCAAAGTGTTTTTTTCGAAAATGTTAGATGCAATCCTTATTGCCT
TAAGAAAACAAAGTTTTGTGTGCTGCCATACTGCCACAGCTTTTGAAAGCTAATGGTGGC
AGAAGCTGTGTTCAGTTGAGTGCATGTTTGGTTTGACAGTGAACTGGGTGACTCAAAACA
CAAAGTGCCTCCACTGGAACTTAAACTGTTAAAAACAAATGCAGAGCTGTGGTGTCCGGG
CTGGGTCCTCACT
>McF0045B20-MGRbd1
GGGGAATAAGGAAGTGCCGATGGTCATGCAGGGAGCGTAAAGTGTGCAGGAGTCAGCTGC
TTTACCTTCAGTATGAAGATAAATGAAAACACGTTGCTGGAGGGACAGAGAGTCCTGCTG
GTCCCTTACAATGCAGAGCACGTGCCCAGGTACCACGAGTGGATGAAGTCTCCAGAGCTG
CAGCAACTCACTGCCTCAGAACCACTGACCCTGGGACAGGAGTACGACATGCAGA
>McF0045C07-MGRbd1
GGTTGCTAACTGCTACAACATCTCCGATATATGAGGTTTTTTTTTTCTGTTGGAACATGG
CGTCATGTAATTTATTACAACGCGCTTATTCAAACTTTGAATCTCCCGCCAAGGTGTTTG
CGCAGCTAAAATCTAAAGTGCAGAAAGAAGCCATGTCCACGAAGGAGTGCAGGTCAGGGT
TTCACTCGCCGAAGAAGAAAACAACAAGCCTCTGGACAGAAGAGTTTACGGACACTCAGG
GGTTCGATTCCGGTCTCAACGAGGCCCATGCTTTGACTCTGTCTCCCATAACGAGTCCTC
AAAAAACGTTCGATTGCCCTTGTTCCGATGAGAGCGGCAAACCGCTGGACATGACGTTCG
CACAAAAGGCTAAGGACAGTCTTTTTCTCGAGTCAACGGCAATGTCCCACACCCTGGTCA
ACAGATGCCAGACAGCGGAACAGGGGTGTCCGATCAGAGGCTTGGACTGTCTCGGCAGCT
ACAGGTCTCCGGTGAAACGGCGGGGAGGGACACGCGTGACAACAAACGCGCTCCTC
>McF0045C10-MGRbd1
GGGAATGTTTAAAATCTTGTCTATCGTCATCCTCATCGGGCTTGCATCAGCTGTTAAGGA
AGTCAAGTGTTTAGATGAACTAAAGCCTATTAAATGGATTGCAAAAACTAATGGGTACAG
AATTGAAGAGCACTGAGTGCTCACTGAAGATAACTATTGGTTAACTGTCCATTGAGTTTT
CTCTCCCTTATTCAAAGACCAACATTGACCAGTTGTCTTCCTTCAGCATGGAATTATTGA
CTCTTCTGATACTTGGATTATGAATGATGCTGATAAAAGTCCTGCCTTTATTCTTGCAGA
CCAAGGATATGATGTCTGGATGGGAAATACAAGAGGAAACAAGTATTCTTGAGATCATCT
AAGTCTTGACCCTGATGAGAAAATGGATTAATATCAGTTTTGGGATATCTCATTTGAAGA
AATGGGTTATAAAGATTATCCTGCTATGATTAACTATGCTTTAACAACAGCAAGTTAGAA
GAAAT
>McF0045C11-MGRbd1
GGGGGCTGCACGGTGGCGCAGTGGTTAGCGCTCTTGCCTCACAGCAAGAAGGCCCCCGGT
TCAAGTCCCGGCTGGGGGACCTGAAAAACTACATCAATGGGGGACCTTTCTGTGTGGAGT
TTGCATGTTCTCCCCGTGCATGCGTGGGTTTTCTCCGGGATCTCCGGTTTCCTCCCACCG
TACAAAAAAAACATGCTACATAGGTTGATTGGCAACTCTAAATTGTTGTCCATAGGTGTG
AGTGGGTGAGTGAGTGGATGTGTGATTGAGGATATTCCACCCTGCGACAGACTGGCGACC
AGTCCAGGGTATCCCTTGCCTACGCCCAAGTGGCCGGGATAGGCTCCAGCAACACGTGAC
CCCGAAAGGGAATAAACGGTTAAGAAGATGAATGAAATGAAAAAAAAAAAAAATGAAAAT
CATGTTGAATCCAGAGCTGACTNGTNAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0045C19-MGRbd1
GCGCGCGTTAAACCCGGGCATTATGGCCGGGGGTCTCCGTGGACAAACAGGAGCTGCTGT
GTCACCTGTCTGCAAGTGGGACGGAAGGCAGCAGGTGCAGCCTGCAGGAATCTGATGAAA
CAATGACAATTAGATGTAAAGTGGACAGGTGCTCTCAGAAGACAGTGAAGGTCCAGTTCC
AGGATGAGGAGGGCAGCTTTCAGGAGTTTATTTTGAAAAACGAGTCTGCAGTTTCACATT
GCAGAAATGAAACAACAGCGTTTAAATGATGAAGAGCGTTGTGGATGAATGTGTCTTCCT



CAGGGTCTGTTCTGTAACAGAACATGGGGGGGGGTCGGGGGGGGTCTCTGACTGTCCATC
AAAGCTGCAGCCCAAAAGGTAAAAACTCCAATCAGATCGGTGAACCAGGGGGTCTTGTGG
TGTGGAGGGGCAGTTTGTGTTAACTGGCTGATGAATGTAATCAGCGAGCAGATATTTAAT
AGTTTGCCATCTAAAAAATGTCAATAAAAGATACCTTCTTTTCTTTGAAAAAAAAAAAAA
AGNAA
>McF0045D04-MGRbd1
TTAACCCGGGCCTTATGGCCGGGGGGGCAAGGTCATGATTACCAATCAGAGGCTGCTTCT
TCCTACAAGAGACCCTACTCAGAGAGAGATCCTTTAGAGGAGTTCTACGCTGAGGAAGTT
AGGCGTGGGAAAAGTTCACACGAATACCAGACCCCCCATCAAGGTTACACTGGTGGCGAT
CAACAACGCTGGTCTCTGGAAAGAGAATCAGGACAGCATGGTGGTCTTGACAGAGCTGGT
AGACGAGGATCAAGTGAACCAGAAGCCAAGAGAAGGAACGTATCCGCAGCCCTGGAAGGT
GAAGGAGGCCAAGACCAGCTGTTTAACATCATCAAAGATTACCATCATGAAATGAGATAC
ATGCATCAAGAAAGATCCTTTGACAAACCTGGGCCGAGCAGAGAGGAGTCCCCAGGTGCT
CCGGTCGCCACCAACATTTCTAACATCCCAGAGCCCTTCAAGCGTTTCCTGACAGGAGGT
GTGATGAACGAAGGCCTGGCCAAAAGAAAAAGTCGCTTCTCTGATGCCACTCCAGAGGAG
CTGGAAATGACAGGCCAAATGTTTCAAGGTGCAAGTAGACCTTCATATTCAGCTGCTAGA
GAAGAGCCCCGACCAATGAGAGCAGAGCAAGGAGGAGCCCAATACTCTGGACATTATGGA
GAATCGCGGACTCCTCATCATAAAGAGGGCTATCACCAA
>McF0045D05-MGRbd1
GGGGTAAAAAAAAAACGCAGTTAGCAACGGTTGTTTGGCCACTAGCTTACCCACAACACT
ACTTGACCACATCGAACAGAGCGTGAACAGTGTAATATTGTTGTTACATAGATTTAGTTG
GCAGGGTAAAATGTTTCTCTTCGTGTCAATTTAATAATTAAATACATGTAGATAAAAAAA
TTGTGGCGTAATTTTAAGAGTTTGGGGTGAGGCTAACGCAAAGGTTAGCTAACTTAACTG
AAAGCAGGAGCGCAGCTAGTTTCGGTGCATATTTAATTGTTTTAAAACAAATTAAACTGT
GACTACCTGTAGTTACTGATCTACTACGCAGATCTGTTTTTACCCCCCTGGGAAATATTG
TTTGACACCATGCACCACGTCAAGATCAAGTCGGAAAGGCCAGAGCTGGAGGAAAGCGGT
GCACGCAGCAGACTGGATGCTGTGCTGAAAGGACTTGTAGAGAAGAGTGAACATGAGAAG
GATCCAAACGAAAATGATCCTGGGAAAATATCTGTGGATTCTTTAAACAAGGATTTGTCT
CCATCATCTGCTGGAAAAAGA
>McF0045D21-MGRbd1
GGTGTTCTTCAAAAATATCATCGGAAACGTTCCCATCACCAGGCTCCTCTCCGACATGTA
CAAGTCCAGCGATATATGAACCCTTTCCCAAACCGTCCGCGCGCAATGCTCAGCAGGTGC
AGCTGTGGGTGGAACTTTCCCCCCTTTTTCTTGCAGTAGACACACTTATTAAAAGTGCAA
AAACTGCAGCAGATCACCAGATAGCCTGTTAACAGCTGCGCTAGTTGAGGATTAGCATGT
AGCGCCCTTGCCTGTGTCTGAAAACAGAAGTTTTTGCGGACTGAGCTTCGCCTTAAGACT
GAGAGCGTCTGCAAGACCCCCTTTTGAGACTGAATTGTTAAATGTTACGATGTTATTCGA
GTCTGTGAGACCAATGAGCTTGACGACCAATTCAATCTTTTAATTCTTCAACACCCCCCG
ATGGAGGAAACCAAAAAGATGAGGCGCGGACAGGCGCTGTTCCTCCATCCAGTGCTGAAA
CCAAACGCACGGCGCAGAGGAGACGAGACGAGACGCCTGCGCAATGTGGAAAACAATCAA
AAGACTGTGTTGCACAGCCTTCCCCCCCAACACACATACGCATTTCCTCTGACCTTAATT
AACCCGAGGAGGGTGTC
>McF0045D22-MGRbd1
GGGGGGGGCTGCCAGCACCAGCTATGGCAGGCCACCCGAGCATCATCTGCAGCCCCTGGC
TATTTCCAGGAGTTCACATTAGGGGGCGATCTGCACCAGGACGGAGGCCTGGTGATCAAC
AACCCCACGGCCCTTGCTATCCATGAGTGCAAATGCCTGTGGCCCGACACGCCCGTGGAG
TGTGTGGTCTCTCTCGGCACGGGCCGCTTCGAAACCCCCGGGAAGAACAATGCCACATAC
ACCAGTCTGAAAACCAAACTCACCAACGTAATCAGCAGTGCCACAGACACAGAGGGGGGT
CACGCCATGCTGGACGCCTTCCTTCCTCCCAACACCTACTTCCGCTTCAACCCATTCCTT
AACGAAGACATCTCCATGGATGAGAGCCGCCATGAGAAGCTGAACCTACTCCAGGCAGAG
GGCCTCCGGTATTTGGAGAGAAACGAAGAAAAGATTAAAAAGGTTGCAGCCATTCTCACG
C
>McF0045D24-MGRbd1
GCTTTAAGGACGACTCCTGCTCCACGTGTCAGTGCAGAGACGCCCAGGTGACCTGCTTTG
TGGAGTCCTGTCCACCAGGCGGGGGTGGCGGAAGCCCATCAAAGCAAAAGGGGCCTGCTG
TCCCGTTTGCCCCCAGGAGGCAACTCCGGACGAGGCAAAAGCAAAGGTCCAGCTACAATA
ACCCCAAACGGACAGACACCCCTTCCCACCAGCAAACTCTGGGAGACCTTCATCACACAC
TTCTTTGGGGGGACCCAAGACAAGAGTGGGGGGATTTTCCTCCACAACGTTAAGGATTGT
GAGGACAGGTTGTGTTTTTGAAGTTTGCTGCACTCACAACAGAAAACATGGTCGTTCAAA
TCCCGTCAGAACGCACGGAAGGGAAGTCGCACATTCTCAGGTTAGAGATGCCAAAAACTG
GTGCTATATACTCATTTGTTATGATATAAAG
>McF0045E11-MGRbd1
TTGACTCCCATCTGTTGCGCTATGACAATGCACTAACAAATTAAATGATATTGGAACGCT
ACATCTTTCAGTGCATGAAGAGCATCATTCTGCTGCAAATCCCACACAACTGACACTACT
ATCCCAAATCCAGGACCATGTCTGAAATCTATGATGATTCTAGTTTGGAAGAGACCACCG



ACAGCTTCTGGGAGGTTGGTAACTACAAACGAACGGTGAAGCGGATTGATGATGGCAATC
GACTCTGCAATGACCTGATGAATTGCATTCAGGAGCGTGCCAAAATCGAGAAAGCGTACG
CTCAGCAGCTGACTGAATGGTCCAAAAGATGGAGGCAGCTGGTAGACAGAGGGCCTCAGT
ATGGCACGGTGGAGCGAGCCTGGATGGCCCTGATGACGGAGGCTGACAAGGTGAGTGACC
TTCACCAGGACGTGAAGAACAGCCTGATAAACTTGGACTTTGAGAAGGTGAAGAACTGGC
AAAAAGACTCCTACCACAAGCAGATGATGGGAGGATTCAAGGAGACCAAGGAGGCAGAAG
AAGGGTTCAAGAAGGCCCAAAAGCCATGGGCCAAAAAGTTAAAGGAGCTCGAGGCTGCTA
AAAAATCTTATCACATGACCTGTAAAGAGGAGAGGCTCGCCGTC
>McF0045E12-MGRbd1
AAGATGGCGGCCCCCCAGGAGAAAGCAGCCGGCATGAGTAACATGCTCAAATTTTTTAAA
ATTATTGGACAACTTAAATCAAAATCTGAATTAGTTCAGTAAACGTAAAGTATTATCACG
TTGGCAGCCCTGAGGGTTCCGCGGACCGGCTGGGTTTACCGGAAGGGGAAGGAACCCGAG
AGTGTTTCTGACCACATGTATCGCATGGCCGTCATGTCCTTGACCATCACCGACCCGGCC
GTGGACAAAGACAGATGTATCAAACTGGCTCTTGTTCATGACATGGCAGAGTCAATTGTG
GGCGACATTGCTCCATCAGACAATGTCAGTAAAGAAGAGAAACACAGAAGAGAGAAGGAA
TACGAGTTCCAGAGCAGCTCAGAAGCTCGGCTGGTGAAGCAGTTTGACCTCCTGGAGATG
ATCCTGCAGGCTCACGAGTACGAGGAGCTGGAGGGAACACCTGGAAGATTGCAGGAGTTC
TTCGACTCCACTGCCGGTCGCTTTCAGCACCAAGACGTCCTCCAGCTGATCAGCTCCCTA
GATGAAGAAAGGGGTCGTCACACGGCCAAGGAGGAGAAGGAGGAGGAGGAGGAGGAGGGC
AAAAACAAGCAAAAACTCCCTTCAGAAAATGTTCCGACTTGAAGACCAAAACGTTCTCAA
TGGTTGATGAACCGACAGGTCACATGACCAGACTCACAGA
>McF0045E21-MGRbd1
AATTCATTTGTTTTCAGCTCTCAGCTGCATCTCTAGAGTCTGTGAGGCTTCAGCTGCTTT
GGTGCAAAACCTGAAGGAAAACATGACTGATGCAACTAGAAAATCAAAAATATCCTCATC
TCGACGACTGGGGTTAAAAATCAGACTTTTGGCAGTTGCTACTCAGATGCTCCAGGATGA
GAAAGAACAAAAAATGAGGGAAAGAGAACTTACACTCAGAGAGAGACTTCCTCCCCTTAA
CCTGTCTGGCCTGTCTTTACAACATCTTCTGAACCTTTGCAAAGAACTGCACCAAAAAAT
CGACATTTTAGATGAGGAGCGCTATGACATTGGTCTGAAAGTCACCAAAAATGAGAATGA
AATTGAAAACCTGAGACTGAAGATCACTGAGATTCAGACCAAATTCAAGAAGCCCAACCT
GAAGAGAGTGAAGATCTCAGCTGAGGCGATGCTGAGCGTTCTGCTGGGCTCCAAACACAA
AGAGTCCTTCGACTTCAAGGCTAACCTGAAGACAGTCAAAAAGGAAGAAGAAAAGAAAGA
GGAGGTCACTGACTGGCGCAAGAATGTGGAAGCCATGTCTGGCATGGAGGG
>McF0045F01-MGRbd1
GGACCCTCAGACAGCTGAGGCCTCCCCTGATGCTACGCAGGCGGAGGTGAAACAGGAGCA
AGAGGAGGTCCAGATCATTCAAGACGCTGGCCATGGAGACATGCAGGAGGTCTTGCAGCT
CGCTGCTTCCCAGATGATGAAGGAGGGCCTCACGCAGGTCATTGTCAATAACGAAGGGAC
GCACTACATCGTGACTGAGCTGGACGACTGCACCTTACAGGTGGAAGGAGGAGTGTACAG
AGAGGCAGAGGCGGGTGAAGAGGAGGTGCAGCAGGTAGAGCAACAAGCAGAAGAGGAGAT
GGTGGTTTATCTGGCCGGGTCACCTCATAATATAGTTCTGGAAGGTTAGAGGTGAGAGAG
TTGAGTTCCCCATTTTTCAGTCTGGTTGTTTTTTTAGTTTTTTACAGTTCTGTAGCTATG
CAAAACTCAGGGCAAAGCTCATTCATTTCATCAATGACGCATTAAGGTGCTCTGGGCGTA
ACTTGAAACAAACACACCCACAGCATTCAGAGTGCTGCTGTGCAAGTGAAGGAAATCGAT
AGATCCCGTTCAGTTCAGTCAATTTTCAATGCTTACTGTTCAACAGCTCACGCTTGTGTT
TCTGT
>McF0045F04-MGRbd1
GCTCGTTGCTGCCCGCTGCATAAGCCACAAGCTGATTCGCTGATCAAAACAGAGTCGTTT
AAAGAGTCGTTAATGTATTTCATTTGGTTTGTTCCCGGATTTGATTTAGAATGAGATGAG
TTTTCTGTGAAAACATCCGTTTATTGAGCTTTTAGGCCGCCCCGGTTTGGATAATTGAAT
TATTGAAAATGAAGGGATGGGCAGCTCTCCTGATGGACAGTTAAGGCTTAAGCGCATTCC
TCCTCGTTTTCTAGTCTGTTTTTCATTCGCATGAAGCTCTACTTCAGCTCAAAACATTTG
TTCAAGTAATTTCATGAGATGATTTAGTGAAAGCTCCAGGCTAGTAACATAGCAGAGAGC
AGTCGTCGGGGGTTATCTGTGCAGCTGGGAGCCTCTGTGCTGCTGCTGGTGGTCGGGGCC
CCGCAATGGTTCCTCTGTACGTCTGATGATGGGGCTCTCGAGGATCACGATGCCGCCCAG
GATCCAGCTCCTGGCGGTTTTGGCATTTGGCGTGGTGATGCTCCTGATAGAGAACCAGAT
CCAGAGACTGAACGAGTCCAGAGCCAAGCTCGAGCGGACCATCGCCCGACACGAGGTGGC
TGAAGTCG
>McF0045F13-MGRbd1
TTATGGCCGGGGGAAGCGCATCCAACGGCTGAGGAGAGCCTCAAGTCTGACAGCTGCTAC
CGGTTGCAACTGGTTGCGTCAACACGGCGGTAGGATGGCCACGTCGTACCCTTTACCGGA
GGGTTTCTCCGAGTTCGACGTGTTTTCTCTGGGATCTTGCCTGCTGGTGGAGGGGCTGTT
GGGCATCTTTCTGAATTCGGTGACAATCGTTGCTTTCCTCAAAGTCAGAGAGCTGAGAAC
CCCGAGCAATTTCCTGGTGTTCAGCCTGGCGATGGCTGACATCGGCATCTCCATGAATGC
CACCATTGCAGCCTTCTCCAGCTTTTTGAGGTACTGGCCTTATGGCTCAGAAGGATGCCA
GACTCATGGCTTTCATGGCTTCCTGACAGCCCTCGCCAGCATCCACTTCATTGCAGCCAT



CGCCTGGGACAGATACCATCAGTACTGCACCAGGACAAAGCTCCAGTGGAGTACTGCCAT
CACTCTGGCTGTACTAGTTTGGATCTTCACTGCTTTCTGGGCTGCCATGCCCCTTATTGG
CTGGGGAGAATACGACTACGAGCCCCTCAGGACTTGCTGTACACTGGACATCAGCAAGGG
AGACAGGAACTATGTCTCCTACGTGATCCCAATGAGCATCTTTAACATG
>McF0045F16-MGRbd1
CCATTATGGCCGGGGCGACCCCGAGGCCTTGTTCTCCATGGCGTTCCCCGACAATCAGCG
GCCGGTGCTGAAGACAGACGTGGAGCGGCAAATCAATGAGGAGGACACCGTGCCGCTGTC
GCACTTCGATGAAAACATGGCGTACGTGCAGGAGGGGCCCTACTGCCAGCCACACCCCTA
CAGCGAAGGCTACGTTTATTAACGTCAGCGTTCAAACCCAAACCTCCACTCTGACTCATT
TAACTGAACACTCCCCTCACAAGCACAGAGGCACGCCCCCTTTTCGTCAGTATGCTAAAC
ATTAGCGCAACCTTTCTTCTGTTCTCCTTACGGACGTTCAAGCTGCACAGCAGGGTGGAG
AGTGCACTTTATGGACAGGAATCGGACTGGACTTGGCTTTTGATCGTTGTTAATGTTCGT
CCATGAACGTGGAAATCATTCTGTTTTGGGTTCTTTTTGTTTAAAATTCTCTTTTGAGCA
TGTGATGAAGAAAAGAACCGATGGATGGAGTTTCTTTTTTTTCCCCTTTTCAGTCGGCCG
CCTCAGCATCATCTCACCATGGAACTTTTGTGAATAAAAGACATTGTTAAAAGATTTGGA
GAAAGAACTATGAAAGAAACGGAAACACTTCCCCTTGTCTGATAAGACTGTAGGTTCTGC
TGTATCTGGGTCATTCACTCATAAGCTAACAAACCCCACGAGATCCCGAGGGCCTTTGAG
AAGCCGGAAGCGTGTTGAGAACTCTCTGCATCACATGTGAATGGC
>McF0045F23-MGRbd1
GGGACTAAACTGGTGGTTATTGGAGGAGCCCAAACGTAAAGGAGGAGTGCTGAGCCAATA
AGGTTCTGTCAGTGGTTCTGAACGCACCGCAGGGAAAACGTGAGCGTTCATGAGCGGACA
CAGGGGTCTGCTCCAACTAAGTGCGTTGTGTTCTGCACTCTGATTGGCTGGTGTCTCCTA
TACAGGATGCGTTCTGTTTTCCAAGTAACTACGAATCTTCAAAAGTTCTCAGCACCTTCT
TTGATTTTGAGCTCTTTGCGGATCTCCCGGCGGATCTGCTCTTTGATCTCGTGCAGCTTC
TGCTGGACCATGGAGTCAGACAAGTCCAGGTTCTGACCCAGGCCGAGTCGCTCTGCCACC
AGCTGGCCCCTGGCATCCCCCTGGAGGACAGCATGACAGTAGAGGACCATTGACACAAAC
AGGAAGATAAACCGTCTGAGCAGCGACAGCCAAATCCCTCTTAGCCTCTCCCCCCTGTGA
GGTCAGAGCGGTCCAGAATGGGACCTAATCTCGCTCCAAGGAGAGAGCGGGCTAAAATTA
CCGGCAGGTTAAAAACAACGCCCACACAAAACTACTACCTGCTCTCTTATCACCACAACT
CACAGTCCAAGGAGGAGACACGCCGAAGTATCGGACA
>McF0045F24-MGRbd1
GGGGGGTCTGCTGTGGAAATGCTGGGAGACTGACTTACTACTCCTCCTGTTCACCCAAAC
CTAATGGGACAACTTGGGAAGAGAGTAGCCGTAAGCAAAGTCTTTCTTTCTACTGTTACA
CTCTGACATTCGAAATACTAGAAACGTTTCAAGCGCAGTCTTCTCCCAGAATAAAATGCC
AGTGCCAAGAAGCAGCAGTCCGGTCAGCATGTACGTCGAGCTCCCAAGCTTCCTTGATCA
AGCTTTCTCAACAATTGCGTGGGATGATTTGGGAGGTTGCTCCCCTCAGTCAAGACAAGA
TTCGCTCATCTCCCAGATAAATGAGTCTGATCCAGATGACCAGTTCCTTGGAGAATGTGC
ACTGGATTTGATGGCAGATGCTGCTGTTTTGGAGAGCAGTCTATCTCCAGCAGATCTGGT
TCAGTTTGAGGGATGCGTCATTCCTCCCCCCACCCCTCAGCGGCAGGAGAACAGTGGGAC
T
>McF0045G04-MGRbd1
GGGGGTTCTCACAGTTCTTCCAAAAACACTTTGACCGTAAAGTGTGTGAGGACGACCAAA
AAGAGTTTCTGAATGGCTGGTATGTGCTGGTCATTGTCAGTGACGTATTGACTATTATTG
GCTCCATACTGAAGATGGAAATACAAGCAAAGAGTCTTACAAGTTATGATGTGTGCAGCA
TTTTCCTGGGAACATCTACGTTGTTGGTATGGGTTGGAGTTATTAGATACCTGGGATACT
TTCAGAAATATAATGTCCTGATTTTAACCATGAAAGCAGCATTCCCCAAAGTTTTACGTT
TCTGCTGCTGTGCTGGCATGATCTACCTCGGCTACACATTCTGCGGATGGATTGTACTGG
GCCCGTATCACGAGAAGTTCGAGGGTTTGAGCCGTGTGGCGGAGTGCCTGTTTTCTCTCC
TGAACGGTGATGACATGTTCACCACCTTCGCCCAGCTCAAGGACAAAAACATTTTAGTGT
GGCTTTTCAGTC
>McF0045G05-MGRbd1
TTATGGCCGGGGGAGAAAAACAAAGCTTGAGACCCAAGATGCAAGCAGAGAAGAACCTCT
CTTCAAAACCTAAAGAGAATTGCCTAATTTTATCATTTATATGTTTTGGTTTCCTACATT
CAGGTGAAGTGTTGGCAGTGAATATGACTCTCTCTGACACGGTCATCAGAGGATCGGTTG
GAGGGGAAGCTCTTTTGTCCGTCCGTTACAGCAGTTTCAGCCTCGGCCCACCAGTCATCA
AGTGGCAGCTCCAGAGAGAAAAGTCTGTCACGGTTGTCCAGTCTATTGGAACAGACATCA
TTGGAACCCTGAGGCCGGAGTATCGCGACCGCATCCTGGTGTTTGAGAACGGCTCCTTGC
TTTTCCACAACCTCAGACTCTCCGATGATGGAACTTATGATGTGGAGATCTCCATTACAG
ACGACACCTTCACAGGAGAGGGGACCATCACGCTTTCTGTGGATGAGCCCATTTCAAAGC
CTTACATCCACACAGAGGCTTTCTCCGTACTGGAGCTCAGTGAAAACGTGGGTTTCAA
>McF0045G13-MGRbd1
GGGATGTTTGTGGAAAATCAGCTGCACACAAGGGGCACAAACTCTATCCTATCGGGGAAG
GCACTCATGACTGAAGAACTGAAGAGTGCACTCCTGCCCTTGAAAGACAAGTTACAGCTT
CACAGGAAAGCAAAAACGGTGTGTGAGGAAATGGCAGAACACATCAAGAGCCAAGCAGAA



TATGCTGAAAAACAAATTAAGGATGAGTTTGAAGCCCTGCACCGTTTTCTGGAGGAGCAG
GAAGCTGCAAGAGTTTGTGCTTTAAAGGCTGAAGAGGAACAGAAGAACCTCATGATCAAC
CAAAGAATTGATGAGCTGAGCTGTGAAATAACATCTCTATCCAATACTATTAAATTAGTG
GAACAGGAAATGAAGAGTCATGATATCCAGTTCCTTAAGAATTACAAGGAAACAATAAAG
AGGACCTGGAAAAGTTGTGATGAGCCCAAGCTGCTGTCTGGTGCTCTGATTGATGTTGCC
AAACACTTGGGCTCTTTGAAATATAAAGTGTGGGAAAAAATGAAGAAGATTGTAAAATAC
ACTTCAGTGATTCTGGATCCCAACACAGCTGCCAACTGCTTCATTCTCTCAGAGGATCTC
ACCACTATACAGAATTCTACTCAAATATTCAAGCTGCCCGACAACCCA
>McF0045G16-MGRbd1
CCGGGGGGCGGTCCGTGGACGTTAGCAAGAAGGCCATCAGAGTTGTTTCTTTAAATTTCT
CAGTTTGAAATCAGACTGTCTATTTGGATTTATAACCGCAAACGTGATATGTTTGCGAGA
TATATTCGACTACTACTGTAAATGTCAACCTAGACTGGCATGTTTTGTAACATGCAGGTG
GGAACAAAGTTA
>McF0045H01-MGRbd1
CTGAAAAATGGATTTATTACCCCCGAGTTCTTGAGAACCCCTGCGGGCATGCTTTGATAT
CATCTTTTCTTCTTTAATTATCTCTCCCTGGCGCGCAACAGATGACAGTCCTCCTTTTTG
AGACGTGTGGATGTTTTTCCAAGGGAATAGTCTTCATCACTGCGTGGATAACGGATCCCT
GACGCAGTCCGGCTTTTTTGGCCCATATGTGGACCCCATACAGGATGTTACAGTCTAAGC
GGCCCAGGCATCATTGGGCCACCGTACACTACCACCACCACATAACACCACATAGTTGGG
CGTCCTGTTTCGTGTAGGAATTATCCACACTCCAGCT
>McF0045H08-MGRbd1
GCCGTTAAACCCGGCCATTATGGCCGGGGGGAGCTAATTGAGCTACAAGCGATAGTGGAC
TGAGAGCAATGTTCCAGAATGATGACATCCAAGACTTTTACCATCTGCCGACCCCTGGTT
TGATGCCACAGCTTCAACTTCATGCTGCCCGTGTTTTATCCATGTTTGGGAGCACCTATC
TGTGTGAACAGTTTTTTCCATAATGAATCTGAACAAAAACAAGCACAGATCACGCCTCAC
AGACGACAATCTCCATGCTGTTCTATGTATTGCCTCAGCACAGGACCTAAAAGCAGACAT
TGACACACTGGCAACGGGAAAACGGTGTCAGACATCTGGTCAGAAAACAAACAGGTGGCG
CTCCAAACTACTATCCAAACAGCTTCAGTGCCCCAGAGACCCAGCCTCAATTTGTGGAGT
CCAAGTTCCAGGTGTCTCCTGATGTGGCGCGGTACAACAGCTCAGATGAAGACAATGTGA
CTCAGGTGATGAAGAGTCCGGCCTCTGCAGAGCCTTTTTCCCAACACAAAGTTTTTAAAC
CATTTAAACTTTATCCTATAGGAAAGTAAAAAATTCCTTCTTGCCTAAAATGTATTTAAT
CAAAACTGTGTTTAAAATAAGAAAAACGAAGGAAGTTTGACCAAAATTATCAGTACATTT
ACTTTTTAATTCTCCTTCT
>McF0045H16-MGRbd1
AGTTTGTGGATGGAGACTATTCCTGTAACTACTTATCTTTTGGAGCAGTTCCAGTGTAAA
TCCTTCCCTCTGCATATATCAAGTGTGTCAGAACTACAAGGTCAAAGCTGACAATTATTT
TTGACGAGCAAGATATGCTGTTTTCCCGTTTGCCACCATACAGCTGTGCTGCACTTGTAA
TAGAGCTGATTACTTAAGGACGAAGAAAGGATCATGTAGTAGTTCCTGTGTGTTTGTATA
CTGTCTGCAATGTGTAAGCTTTTTTGGAGCTTTCAATGGGTGTAATATAAGCTGACATTT
ATCATTTATGATGTAACTAATGTGGAAAAGCAGAAATACCGTATGGAAGCTTCAAGCTAG
ATCATAAATTTTAATGTTAAATTTTTCATCCTGACTGAATGAGATTTTCGGTGTGAAAGC
CCAGTTCACGGTTTAACTGTGTCAGGGTTTGAAGCACACCAAAACCTTTGGTAAATATCA
GGCCCTATTTGTGTTGCTTCTCAAAGTGACTGACCTGTCAATCCTTACACAAAGTGTCGG
TGTTTAAAGTGACCACGGCCACATCACGTAATCTAATGTCATTTCTGAGATGATAATGGT
GTAATGTGGA
>McF0045H19-MGRbd1
ACCCGGNCCTTATGGCCGGGGAGACAGCGACGGAACGACTGGGAGTGTTTATGGCTGCCT
TCTTTCCCCGTAACGAAGTTGTTTCTTGGTCATTTTTAGACACATCTAGGGGGATTTTGA
CGTGCTCTGAATAGCGAAGACGGCAAAGCCATGCTCGTGCAGACGAGGCGAACCTTCAAG
GACTGAATGAATGCGTCGAGCGAAATTGAACTTCATCGATCTCTAAGAGAGTTTGGAAAA
TATGCTCAGCGGAAGTCAAAGTTGGGTTAATTGTACAGTATTTTAATTCGCGAAGTTCGT
ATTTTAACGACGCGCCGTGAGATCCGCATTTATCGGGTATATTTGTAACTTTATTTCCTC
GACAGCGTTAGAGATTTTCATTCGGCACATAACGTCGGCTAAATTTAGCAGGTTAGCTAG
GTGCGTTAGCTGTCAGTGTAGCTTCTTAACTGTTTTGCTGCAGCCGAAGTTCGCATTTGA
GCAACTTTTTTAAGACTATGTCATCCTT
>McF0045I01-MGRbd1
GGCCCAGATTAGAATTCGTCAAGTGTATGTTGCTTGCATTCATTTACCTCGTTTTATGAT
GGTTTCATCATTTGTCCAAGAGGTCCGAAATTTAGGGAGAAGGATGGCAGCTGCTATGAT
CTCAGGATCTTCAAACATATGCTTGAATCGTGTTTGGATTCCTTGTTGTAGGGCATCCAC
AAGTGGGTCACAGTACCTGAGAGAATGGTGGAGTCGCTGAAGTTTCAAGCTTAACTGATG
GACACTAGGCAGCAGCCACCCCAGCTGTGTATTCGTTTCCGCTTGCAAGATGTCGAGTAC
TTTTGCAACTGGACGCATTGTGTTGGCCCACTCTGTCAAGAACAGCATTTCTGCTGGATT
AAACCTACAGGAGAAATCAGCATAATCAAAGAGTATTAAACAAAAACAACCCACATTTGT
TTACATCGATAGAGGGGAAAAACACTTACATTGGAACCTCAAGAGAGGTGCATATATTCC



GAAGTGCGCCTTCTCCTGCTTCTTTGCAAATTTGAAGAATTCTGTCAACAGCCATAAAAG
TTGAATTCCACCGCGTTTGGTTTGGCCTTAAAAGCTGAAGCCGGCTTTCTGATTCAACAG
CTTCAGCTGC
>McF0045I08-MGRbd1
GGGGCCCAACCCAGACAGCTCCATCAGAGACTGCTTTGATCTGGTCAGCGTGGTCAGGGA
GCACAGCAGACCCGCGCAAGGATCCGTACTAGTACACGACCCTTTGGGGGGGGCTACATC
AGGGCTGTTCTGTGCACTCACCACCCTCTTCAGCCAACTGGAGGAGGAGGGCTCAGTGGA
TGTCTACCAGGTGGCACGCATGACCAACCTCATGAGGCCCGGGGTTTTCAACGATGTCGA
GCAGTACCAGTATCTGTACCAAGCCGTGCTGAGCCTGGTGAGCAGCCAGGAGGACCAGAG
AGCCCTGCAGAGTCCAGAAACCAACGGGTCAGTTCCCCTGGGACAGTCCAACATCGCAGA
GAGCCTGGAGTCGCTCATGTAGAGCCGCTCAAACTCTGCCACACTTAACACAGACATAGT
GAGGTGAAGCTTTCAGTCAATGAGAGCTTTCATGTCCAGTATGTTTGTTCACTCAAAAAT
ACCTGATAATGACTAAAACCTGTTACGTGTTTTTCTACAAATGTTTGCTCCGGTTCTAAG
AAGAAGATTTCATTTCTTATTAGTTATTCTGCTTCATTCCTACTCTTGTAGATTAAGTTT
>McF0045I12-MGRbd1
GGCACATTGTTGTAGCTGCAGGAAACGACAAGCAGTTTGTCCAAGTCTGTCAGGTTCTGG
AGCTGATAGAGCTTACCCAGGATCCAAACTACAAAAGCAACAAGCTGAGAGTCAAGAACC
GCAAAAAACTTTTACAGACACTGTCACAGAGATTCCAGCAGGAGAAGACAGCTGATTGGC
TGAGGCGGTTTGAGGGTTCTAGTGTTCCTGTTGGACCAATCAACAGCATTCGAGAGGTCT
TTTCAGAGCCACAGGTGAAACACAACGCTCTCATACAGGAAATGAAGCATCCGACTGCAG
GACGCATCGCTGTGCCCGGTCCAGCTGTTCGCTTCAGCAGCTTCCCCCCCAGTGGACCCA
CACCCCCTCCTCTGATTGGCCAGCATACGGTCCAGGTGCTGCGACACACCCTGTCCTATG
ATGACGACCTCATCAGCACGCTGCTGGAGTCTGGGGCAGTGGTCCAGAATGAAGCGTTCT
GATTGACAGAGAGAAAAAAATCCTGAGGAAGAGATAAGACGGAGATCACGAGTTTATTCT
TGGTTCAAGAGCCCAGCTGGACTCAGAGGAGAAAATCTGTAAAGACATCATAAAAACACT
CCAGGACTTTTCCCCCTTTCAGTCTTGATGTAATC
>McF0045I17-MGRbd1
ATCAACAAGAAGAACTTCCAGTCAGAGGGGACTGCCACACGGAACGCAGAGACAGAAATC
AAGATTCTGCAGAGGGTCGACCACCCTTGTCTAATAAAGACGGAGGACTTCTACCAGACA
GAGGACAGTTACTTCATCGTCCTTGAGATGATGGAGGGGGGCGAGCTCTTCAATAAAGTC
AAGTCTCAGCAGCAGCTCAAGGAATCTGTGGCCAAACTCTACTTCTACCAGATGCTCTGC
GCCGTCCACTACCTCCACAGTAACGGGATCATCCACAGAGACCTGAAGCCGGAGAACATC
CTGCTGTCCTCCAACGAAGACGTATGCCTCATCAAGGTGACGGACTTTAACCAGTCCAGG
ATCTTGGAAGAGGCTGCGCTGATGCGGACTCTGTGTGGGACTCCATCCTACCTGGCTCCT
GAGGTCTTCACCCACGCCAACACCACCGGGCTATGGCCTGGCCGTGGACGCCTGGAGCCT
CGGGGTCCTGCTCTTTGTCTGTCTGAGCGGCTACG
>McF0045I24-MGRbd1
AGCCATCCCTGAAAAGGCCATCAAAGAGGCCACGGAAAACGGGCAGCAGCCGGACATGTT
CTACTGCATGAAGATGCTGGAGGAGACTGGAATCTGCCTCGTTCCTGGAAGTGGATTTGG
GCAGAAGGATGGAACGTACCACTTCAGAATGACCGTGGTGCCTCCGAGGGACAAGCTGAA
GATCCTGCTGAACAAAGTCCAGGAGTTCCATCAGAGATTCACGCAGCAGTATTCCTAAAC
CGCCGCTCCCGAATGACCACTTTCGCTCCCCCTCCACGTGAGGGAGGGGGGGACGTTGCC
AACCGCTGT
>McF0045J03-MGRbd1
TATGGCCGGGGAGTGCAGCAAGAGAATGGATTCAGCACCACGAACAGCGCCGGCAGGATG
AACGGGCTCACCATCGGCCAGAACACCATTCCAATGAAGGACCACGACGCCATCAAGCTT
TTCATCGGGCAGATTCCCAGAAACCTGGAGGAAAAAGACCTGAAACCCCTGTTTGAGGAA
TTCGGAAAGATATACGAACTCACCGTGCTGAAAGACAGGTTCACGGGGATGCATAAAGGA
TGTGCCTTTCTAACATACTGTGCCAGAGAGTCAGCACTGAAGGCCCAGAGCGCCCTGCAT
GAACAGAAGACTCTGCCAGGGATGAACCGGCCAATCCAGGTGAAACCAGCCGACAGCGAA
GGACGGGGAGGCTGTGCCTTTGTCAAGTTTTCCAGTCATGCAGAAGCGCAAGCTGCAATT
AACAGCTTGCATGGAGGACAAACTATGCCTGGTGCCTCGTCTAGCCTGGTGGTCAAATTT
GCAGACACTGATAAGGAGAGGACCCTGCGCAGGATGCACCAGATGGCAGGCCAGCTCGGT
ATCTTCAGTCCCATGACCATCCAGTTTGGGGCCTATGGCACCTATTCTCATGCTCAGATG
ATGCAACAGCAAGCAGCCCTGATGGCAGCAACACAAGGGTCCTACCTGAACCCCATGGCA
G
>McF0045J06-MGRbd1
NCATTATGGCCGGGCAGAGCTGCAGTGTTTGCCATCAACCTGATGCCCGTTTTAGACAGT
GGGGGAGTCCTTAACATGGAGCTCAAGCTGAACATGTCTACAGTGAAAGGAGCTAACCTC
ACCGTGTTCGGCTGCCTGAACCAAGGGATGCCCCTTTTCTTGCGAGAAAACGCATCTCTG
AAATGTGAATCAGAATCAGCTGCTGGATTTTTCCTCTCTGTCAACGTTTCTGCTAATGTC
ACTAAACTGAGAATCCCCTACCCACAAACCGGCACCTGGTACCTCAGTCTGCGCTCTCTG
TGTGCCACTGAACATGGATTTGAGGCATGCCTCAATGTGACAGCGGAGGTGTACATGCGC
GCGTATCTGACTCCATGCATCAATGACTGTGGGACGTATGGACAGTGCAAGCTCCTGCGC



ACCAACAACTACCTTTACGCCGCGTGTGAATGCAAAGCAGGTTGGAATGGCTGGGGATGT
ACAGACAACTCCGAGGCCTACTCCTATAGTTTTCAGCTCCTGTCCACGCTTCTGCTCTGT
CTCAGTAACCTGATGTTTGTCCCACCGGTCGCCATCGCCATCAGGAGCAATTATCTACTG
GAGGCTTCGGTTTACATCTTCACGA
>McF0045J10-MGRbd1
GGGAGTTTCTGCAAGCTGAGCCAAACTTCATAGAGGAAGAGACAGTCCTAACTTTTGGAA
CGGCGATGCTGCTGCTGCTTCTCATCATGTTATGAGCATTGGGTGATCTGCAGACTGCCA
GCCACTTGAAGAAGATCCTTCACATGGAACCAAGTTTTGAATGAAGAATCCCTCATTTTC
CTCTTTGCACTGCTTTCCTAAATCTCCTGCATAACTTTTGAGGGATCGGCAGCATTGTAA
GTCCTCTCAGGGAAAGTCATGGACCCCTTTCTGCACTGGCTCCTGCTCTTTTGGGGACTT
CAAGGTCTGCTGGCACAAGATCATGAAGACGAGATTGTAAAGACCAAGACAAGAGTCAGA
CAGTCGCCTAATTCCATATCACTAAATGAGAAATCTGCCCTCGACGATGACTGCAGGATG
GACTTGGCTTTTCTGGTTGACAGCTCAGAGAGCGCCAAAGACAACCATGCCCAGGAGAAG
CGCTTCGTCATTGACGTGGTGGACCGCCTGCAAAGTGCCCGGCTGCAGTCGGGCCGTGGA
CTCGGCTTTCGAGCTGCTCTACTACAGTACAGCAGCCATGTCATCATAGAGCGGAACTTC
AGCAATTGGAGGGGCGTTGAAG
>McF0045J14-MGRbd1
GGGGACATCTGCAAACGGCTCCGAGGACAACACGACCAACAATGTGCGAGAGCAGCTCAA
CCAGATCAAGAACCCTATAGAAAAGCACGTCGGCCTGACGGTGGCCATCAAAGACTACGA
AAACAAGAACTCCATCATTGCCAAAATAAGGACAAACCATCCGGAAGGGGATGAGGACGA
CAAGGAGAGGCACTTGCATAAGAGCCGCTTTGCCAAACAGCCGGCCTACACACTGGTGGA
GAAGGACGAGAAGGCGCCCATCTCCAACCCCAATTCCACATCCAAGCATCCTAATTGGAC
TAATAAACAGGATAACAGAGACTTGGAGACAGCAAACAGCATAAACAGGATGGACTACAT
TGTATAGCAGACAGCTGTGTTGCTGAGCAACCAAGCCTTATGCCTTCACACCCAGGTGGT
GGGTAAAACCGGGGAACGTTGACATGTGTAGTTAGAAAACGCTCGTGTCTGTTGTGACCC
CACAGTATTTTCCGATATTCCCCGTGTTAATTTAAGTTCTGACAAGCTGGCTTACACTGG
CAGTGACGGTTGCTTTGGTTGGCTGGAATTATAAGGCACTGGTCTACATTTCACTGCAGA
ACAACGTGC
>McF0045J16-MGRbd1
GGGACTGAAGACCTGACATCGACGGAATCGGACGTCCACTGTCCTCACCACGGGCGACGA
GGTGATATCTTTACGCGAAGCGCACCTCCCTACGATGAAGCAGAGCTCTGTCGATGGGGA
TGACCCGCGCCTTGCTTCAGGAAGACACTTTTTTGTCCCTGTCCGAGCGGAAAGACGCAG
CGGCGAACCAGTAACGCCCAGAACTTATTGAAATGAATTGTCTTAAAAAGATGCTGGCAC
AAGGATAGTGCTTTCTGCGTGTTGGCCCTCACCAAAAAGAAGAAGGAAGCAGTTGCAGAG
AAGAGATTAAAGAGATGTCCAGACATGAAGGAGGCACGCAAGCGTACACACACGCTCAGC
GAAATGGCACCTTGAGGCTGTCTGCGGTCTACCACCACCCCACCCTATTCACACACACAC
ACACCTACACACACACACAACTGTTACAGTAAAGGAAGAGACCACCGAGTCAGAAAGATA
ATAATAACGGAAACGCTTGAAAACAAACCCATTATCCACCCTTGTTTTCTTCATTGAATT
CAATGTCTTAATCAAATGAGCATGTGATTCATTAGGACAAGTTGGATTGTCTG
>McF0045J18-MGRbd1
AAAAACTGGAAGAGGTTGAAGAGATCTCTGGGTCAGAGGGCAGTGGGTCTGAGGAGATGG
ATGAAGGTGATGATGAAGCTGGAGAGCCAGGAGAAGGCCGCCGGAGAAGAAAAGGAAGGA
AGAAGGTCTCGCCGGACAAAATGGTTGAGATGCAAGCAAAGATTGAAGAAGAAAGAAAGG
CTTTGGAGGCCAAGCTTGACATGGAGGAGGAGGAAAGAAACAAGGCCCGAGCAGAGCTGG
AAAAGCGAGAGAAGGACCTTATTAAGGCCCAGCAGGAGCATCAGCTGCTGCTGGAGAAGT
TGTCAACCTTAGAGAAGAAGGTGATTGTGGGTGGAGTGGATCTTCTGGCCAAAGCTGAAG
AGCAGGAGAAACTCTTAGAAGAGTCAAACAACGAGCTTGAAGAACGTCGGAGGAGAGCTG
AGCAGCTTCGTAAGGAACTGGAGGAGAAAGAGCAAGAGCGTCTGGACATAGAAGAGAAGT
ACACCAGCCTGCAGGAAGAGGCTCAAGGGAAGACCAAAAAGTTGAAGAAAGTTTGGACCA
TGCTAATGGCTGCCAAATCTGAAATGGCAGATCTTCAACAAGAGAATAACAGAGAGATTG
AGGGTCTTCTGGAAAACATCCGCCAGCTGAGCCGGGAGCTCAGGTTGCAGATGCACATCA
TAGAT
>McF0045J24-MGRbd1
TCAGCCGCGTTTAACCCGGGCATTATGGCCGGGGGTTGAAAAAAAAAGCGTCAATATGGT
TCAAAACAGATGTTATAGAGTCCACTCAAAGGTTGCTATGCCACCTAGACGTCCATTCGA
AAAGGAACGTTTGGACAGAGAATTGAGAATGTGCGGCAAGTACGGTTTGAAGAACAAGCA
CGAAATCTGGAGAGTCCAATACTATCTTGCTCGTGCTCGTAAGACTGCTAGACACTTGCT
CACTTTGCCAGAAGATGATATCAAGAGACAATTCGAAGGTGCTGCTTTGTTGAGAAGAAT
GACTAGATTAGGTTTGTTGGATGAAACTAGACAACAACTCGATTACATCTTGTCCTTGAA
GGCTGAAGACTTGTTGGAAAGAAGATTGCAAACCATTGTCCAAAAGCTCAACTTGTCCAA
GTCTATTCACCACTCTCGTCAACTTATCTTCCAAGGTCACATTAGAGTTGGTAAGCAAAC
TGTCAACGTTCCATCATTCACTGTTAGAGTTGATTCTGAAAAGCACATTAACAAAA
>McF0045K03-MGRbd1
ATTATGGCCGGGGCAGCAAGTGGCGGAGCAGGAACACTTGTGGTGGTTACTCTTTTAGCG



CAGTGTTAACTTGCATGCCTTGTGACTTAAACACCGGATTTTTTCCTCTAGTGCCGTAAA
AGCACATTGTCCTTCATTCTGCCTGCAGCCTCAGCGGACCAAAAATATTCTGCCCCTGCA
AAAAAAAAAAAGATGTCTGAGGAGCGACCCCAGAGTTTCGTTCAGGAGAGAAAATCAGAG
GCTCAAACGCCGGCGAGAGCTGGGGGTTTGAACAAAATCAGCTGCTGTTGTAATTGAAGA
CCATGCAGACACAATCTGACCAAACTCAGGACATCTGGAGTGGAAACAAACTCTCCTTTT
ACTGTTTCTGCCATCACAGAACAGATCACTGTGTAAAAAAAAAAGGAAAAACAATCCATT
TCAGTAAATATAGCCAGACTGAGGGACACTGTGCTCTTTTCTTTTCTTTTTAGACTCTGT
TCAGGAACGCTGACACTGAAGCAGATATTTAGGTGGGGGGAAAAGACAAACTGTAGTATT
TTTAATTTATGGTTTTT
>McF0045K05-MGRbd1
ACCAGAGTGGCAGAATTCCATCTGATGGGACTGACTGACCAGTGCGAGCATAGGGAGATT
ATTTCGCCCAAGCAGCTTGAAGTAAGCGTCTTTGAAAGGCAGGGCTATGCTGAGGCGTGT
CAGCGATGACGGATGTCGAAGTGAGCTTTGAGGACTTCATCGCTTCCCGGCGGTCTGGCC
GCAGAAATGCCATCCATGAAATCCCCACAGAGAAGCTGCAAGGATCCATGGACCTGTCAC
AGAGACTGGCACAGCTCACCATCAGCAAGAGCGGGGAAGAAGAGGGAGACTCTGAGAGCA
ACCAGGACTCTTCAGCTAAGGAAGAGGAGGCTCAAGCTGAAGGCAGCTAACCTGCAGCGA
TCCTGTGTATCTTTTAGCAGTATAGTGTGATTTCAGTCCTCTATGCACCAAAACCATAAC
TATGGCAACTACGCTGCTGTTTCCTTCAATTTTCTTACCATCTTTCATAATTGAGTCTAA
CAAGCAGAACCAGGCATTACTGGCAGAGATTCTAAAAATGAAGAAAAGCATTTGAGTGTT
TTTATTTTCGTACGTTTACTGTCTATTCACAGTCTCTCAGTATTTTAGTTGCATACTTAT
CCTGTTATTTAGCTCAG
>McF0045K10-MGRbd1
GGGGAGCACACAGAGAAAAAAATAAAAGAGGAGAAAGAAGACCTGTCTGAAAAAACGGAA
AAACCAGTAAAAGCAAGATCTTACCAGTATCTTAGGGAGGAAGACTTGGAGGAGACACCG
AAAGGTGGCCTAGATATCCTAAAGTCCTTAGAAAATACAGTTTCTAGTGCAATCAGCAAG
GCACAAACAGGAACACCAACCTGGGGAGGGTATCCTAGTATTCATGCTGCCTACCAGCTC
CATGGATCTTTGAAACCTACCCTGCCCTCCTCCCCACAGGTTCAACCTCTATTCAGCAGC
ACCAGTTTAAAGGTAAGGTCTACCGATACAAGCTCCTTGATCCATTCTCCACACAGCCCG
TCTCCACCTCCAAGTCAAAAAAGCAATGTGGTAGCCATGGAGGAGCTGGTGGAAAAAGTA
ACTGGGAGAAGTTCAGTAAAGACAGAAAAGGAGGAAAAGTCTTTAGAGAACAAATGTAGG
TCTTCAAAGTCCCCATTGCCAAGTCCTAAAGACAAACAGGTGTCACCTAATCCAGAAAAC
CTTTTGAAGACA
>McF0045K14-MGRbd1
TTATGGCCGGGGATAATATTAATTAAAACTAATCCAAATATTCCAATTCAGAAATGAAGA
ATTAGATGCGCATCAAGAAGTAGCTTTAGGACTTCCATAAGACTTCATAAAATTCCAATA
TTAAAGTCACCTTGTTCAACGGAGACTTCAAGCATTGGAAGGGCTATATTCTAGGTCCAA
AAGATACTGTTTATGAAGGTGGGCAATATCAGATTGATATACAACTGCCGCCTGAATATC
CATATAAAGCTCCTAAGATGAAATTCGAGACTAAAATTTGGCATCCAAATATTTCTTCAC
AGACGGGTGCGATATGTTTAGATATTTTGAAAGACTAATGGTCTCCTGCTTTAACGATTA
GAACTGCATTGCTCTCACTTCAAGCTTTACTATGCGCTCCTGAACCTAATGACCCTCAAG
ATGCTGTAGTAGCAGGGGAGTATAAAACTGATAGGAAAAAATTTGAAGAACATGCGAAGG
AGTGGGTGAAGAAATTCGCTAACCCAGCAATAAACGAAGGAAAAATAACAAGAATTATGT
AACTGGGCTTCACTCGGGAAAAAACCCAACAGGTTCTAATGAAACACGGCTATGATTAAT
AGAAAGCCCTTGAGTAACTTTTGCAATGATCAATTTAAAATTAGTACAAAAATTTATGCT
NNNNAAA
>McF0045K20-MGRbd1
AAACCCGGGCATTATGGCCGGGGAAGGGGTTGGAGGATTCAAGCCCGTTTTCGGGGAGAA
ACAGGAAGGACTATAACTCCACCGATAGCTCCGTGAAGACCGAGACCCTTTCCATGAGCT
CTGAAGACGACGAGATGGAGTACGGATCCCCGTATGAGTTCCGGGAGCCTGTTCTCTTTC
GGGACATGGGGAATGGAGACGTGGTGAACGTTTACACTGGAACATGAAGGAACCTTTTCT
GGGACTAAGTGACTGTATTTTCCACGAGTAGCTTATCCATCAAATGAGACGATAAACTAT
GATGGGTTGTGCTATAAAGACTTCTTATAACCCAGGGACATCATGGAGGACCACATTTAT
GGACCTGTAGCTTTTTTTTTTTAATGTGAATGTTTCTTCAAGAAAATAAATCATAATATC
AGACGACGAGCCAGTTGCAGCGGGGTTGTGACTCAACTGCATCCGCANAAACAAGCAGGT
GATTTCTCTGTCACCTTTATGCCCCCTGCGGGGGTGGATCTCCTCAACAAGAGGTTTCCC
TCATCTGGCATGACCTCCTGCAGCTTTTTTCTGAGATGGCTGAG
>McF0045K24-MGRbd1
NTGTAAGCAATATTTGGATTTTCAGCAGATACCTTCACATTTCTGTCTGTGTGTCTCATT
ACATTGCATGGAAGACACGGATGATGTTTAGAGATCAAATTTATTTAATTTAAAAAGCAT
AAAAGCATCGGTAATTAGGTCTCCATGTGACGTCTGGATTCATTCACATATGCACTCCAT
CCTGCTGCAAAAAGCCACTTTCTGCCGCTACCTCCGTGTCTCTGGGACCCACATTCGTTC
CAGAGGGGAAAACTAAAAACAAAACTGATCGATTTATTATGGTCTAGATGAAAATAAGTA
AATTTCGTAAGATTTAGGATGCCCAAGGTTGCTGCTTTGCCATACTGGACACAGCTCCTA
CGAGCTCAGGCCCAATGTGGAACTCTTTTGCTTGTCATGCCGGCCTTCGTGCAGCTGGCG



GGCCTTGTCTTTTATTAACATACTCTTTAGCAGTCACTTTACATCGTTGCCTATCATTTA
TCCTGTTGT
>McF0045L08-MGRbd1
AACCCGGGCATTATGGCCGGGGGATGAGGCGGGAAATGGCGTCCGAAGACATGGCTGATC
TGTGACTAGCCACCGAGCGACACACACACGGCTGGCTGCGACAACCACGGCTCGACCTCT
ATCGGTGGGCGCCACGGTTGCAGTCCACGGCTCAACAAAACACTGCGGCAAGTTTTAAAA
AAGAAAGCTTCAGAGATAATTGGTTCTTCTATGTGATGTTGGAGCACAATGAGGCTGAGA
GTGCGTAAAGCTCCTCAGCAGCCGAACAAAGGCCATCAAACACACCTGTCCCAGCTGAAA
CGCAAACATCGGGAAGTGGAGCCACCCCCCGGGAGAAGTCGGGGCAAAATGCAGAAAAAT
GAAACCGGGCTTTTCTCCACAATAAAGAAATTTATCCGTGGAAATGCTGTCAAGGTGGAT
CCTGACATCCCGGCCAAAAGGAGCCGCATTGATTGTAATCCTGACAATAATCTCATAACA
TCGACTCCGCAGACCAGAGATCTATCCAACAAAACAGTAGCCAGAGTTTGCCGGAAAACT
CCCAATAAAGACACAGTGACCTGCAGCAGTAAACTCCTGAAACCAAACGGTAAAATGGAA
GCCCCTGTCGAGTCACCCAGCAGCCCCCCGCGCACCACCCTGCTCGGAACCATCTTCTCA
CCAGTCTTCAACTTTTTTTCACCAGCAACCAAGACCGCCACTCCAGG
>McF0045L10-MGRbd1
GGGGAAATGTATTGGTAAACAAGCTAGCTTCAGTTCATCGTTATTGAAGTAACTTAGATG
TAATATTTCGTTGTCTTTTTAATATTATCTTTGAAACAATGTGGAGACTAAACAAAATTC
ACCATAAATCAAGATGGCATCAAAATAACATAGATGAGCTGAGGCTAAGGAGGCGAGAAC
AGGAACGAGCTCTGAGACAAGCCCGCAGAGACAGACAGCTGGTGAGCAAGAGACTCCTGC
TGTATGAAGAGGAAGAGCAGACTGGGGTCACTATGGAAACAGCATCCGGAGAGCAGGATG
TGGTCAGTCTGTTGCTCAAACTTCAGCGAGGAGGAACAGAGAAGGAGATTCACCTGAAAG
CTTTGAGTAAAGTTCTGCGGGAGTCATCTGCTCAACTTTCCTTTATCAAACAGGAGAACA
GCATGCACCTGCTTGTTGGTCTCCTCACCGGCTCGGATGCTCAGTGCCGTCTGTTAGCAG
TCCGCTGTCTGCATGAGCTGTCTTATTCTCCCAACACCAGCGTGGCATCAGCCTGCATGC
CAGCTACTCCTTATTTACTCACCTTCTTGTCTGGCCCAACCACCAAATTCACAGAGACG
>McF0045L14-MGRbd1
TGCTGTGGCTGCCTTAGTACCAGCGCCTCTATGACCACTCTGCTCCCCTTAGAACCAAAT
TACTAAAGGTCTTTTGGGGAAAAAATCAGAAAAACATTAAATATGTTGCATGCCAAAGCT
GAGGTACAGCATGGAGGACAACCTGCTCCTTTCCCCTTCTTTATTCGTCTCCAACCTTTA
ATCCCACCCTGGATTTAAAGGAATGACTGGAGAAGTGACAGACAATGGCAGTCTTAAAAG
TTAAGTTCACAAAGACCAAGAGGGACAAACTGGCTCAGGTCTTGTGGATCCTTAACTGGA
TCTCGGTGGTTACAGGGGCCGTCCTGTTCATCTTGGGACTCTTCCTTAAAGTGGAGATCA
ACAAACGGGTGGAGCTGATGGCTGAGAGGGACATTCAGTATGTTCCCAACATGCTAATAG
CCGTGGGACTCATCGCTTGTGCCATTAATTTCCTTGGTGGGAAGATCTGCTACGACTGTG
TGGACACAACAAAGTTCCTACGCTGGAAGTTGATCATGCTTCCCTACATAGTGTGCACCT
TTTTCTTTACCTTTTGCGTGCTGGTGGGCGCTCTGATGTGTTACAGCATGCGTGGTGAAC
TGGAGGAGTCTCTGACTTTGGGGCTGACACAGGCAATGAGGTTTTATAAGGACACAGACA
TACCAG
>McF0045L15-MGRbd1
GGGGTCACTTCAGCTCTTCATTGACTGATTTTCTCTCCTTTCTTCTTTGTATCTCAGCAT
CGGAACAAAAATCAGAGATGTCCACACCACATTACTCATCCGCAGAGCCAAATCCAGCCT
TTACCTGGGGTATGTCCTCCACCATGTCTGACATCCAGAAGGCCATGGCTCTCCTCATCA
CCTCCTTCTCCAAATATGCCGGCAGGGAGGGAGACAAGAACACCCTGAGTAAGGAGGAGC
TGAAGGAGCTTCTGCAGACGGAGTTTGGAGACATGGTTTGTAAATCCGACGACAAGGAAG
CCATCGACCGCATCTTCAGAGACCTGGACACGAACCAGAGCAACAGCGTGGATTTCAGCG
AGTTCGTCAAGCTGGTGTGCTGCCTCACCCAGATGTGCCACGAGTTCTTCACCGGCAGGA
AGTAGGAGAGGCGCCGACAGCCGCCTGCCTGCCGCTCTGTGGAGGGAAGATTAGTAAAAA
ATCATTGTGATCAAAGCCAAAAAATAAAAGTTTGGTTCCTGAAAAAAAAAAANCGGNN
>McF0045L19-MGRbd1
TCCTCGAGACAAAGTGCAGTGCATTCTGCGTATGTGCTCCACCATCATGAACCTCCTGAG
CCTGGCTGATGGGGGGTCTGTCCCACGAGCAGATGATTTTGTTCCTGTGCTTGTTTTTGT
GCTCATTAGGGCAAACCCGCCCTGCCTGCTGTGCACCGTGCAGTACATCAATAATTTCTA
CGCCAGCCGGCTGAGTGGGGAGGAGTGCTATTGGTGGATGCAGTTCACCGCAGCGGCGGA
ATTCATTAAGACGGTTGTTGATCGCAAGTGAAGCAGAACAGCCACCTGTATTGGCAGACT
GCAGGAGAAGGAGTCTGGAGACTGGGAGACTTCCCAACCAACTGCTCCTTTTGCACAGCT
TAAGAGGCCTGGCCCTCTGCCTGCTCTTTATTTGTATAGCTTGTACATAGGCAGAGACGT
GGA
>McF0045L22-MGRbd1
GGGGCTTGAAGGAGGCTTATGTGCCAGCTGCTCCATAAAAACATATCGGTTTCGTTTCTC
TGAAACATCCAAACTAGCAGCCATGCTGATCAGCGCGCTGAGGCGCGTGGTGGATAACGC
TGTCGTGTCTCAACGCTTCTCTGCAGCCTCCAAGCCGGCCACCGCTACTGAAACCTCTGA
CAAGACCAAACACAAGCTGAGGAAGTTCCTGTCCCGTCGTCCCACCCTGCAGTCAGTCAG
AGACAAGGGATACATTAAAGATCAGGTGTTTGGCTGCAGTCTGGCCAGCCTGTGTCAGAG



GGAGAGCAGCACGGTGCCTCACTTTGTCAAGCTGTGCATCGATCACGTGGAGAGCAAAGG
GCTGAGCATCGATGGGCTGTACAGAGTCAGCGGGAACCTGGCTGTCATACAGAAACTACG
CTTTGCCGTCAATCACGATGAGAAGGTGAACTTGTCGGACCCAAAGTGGGAGGACATCCA
TGTGACCACTGGGGCTTTAAAGATGTTCTTCAGAGAGCTGTCGGAGCCGCTTTTCACCTA
CGCTCTGTTTCAGCAGTTTGTTAA
>McF0045M01-MGRbd1
GGGTGGGGGGAGGGAAACCCATTCAGTTGGGTAAATGGGGTAACGGGTGTTCAAGTTTGG
TGTTTTGGATATGTTCTCTTATATCCAGGTTAGTTAGGCTTCTCTTTAAAAAAATGTTCA
TTGTATTATGTGAAAGTTTCACAGCAGCTGAAAAGAAATACAGATCTCTTTTTTTTTTTC
AAGAGACAATTTACTCTAAATGCAAATAAATACTTTGATCTGTCTAAATTAATGCAAGGA
GTAGATCTAAGCTTTGTAACATGGAATTGCAGGGGATTGCAACGTTTCAAAAAGGTCAAA
AAAGTAATAAACAAAATAAAAGATATGGGGTCCAAAATAGTCTTTCTTCAGGAGACCCAT
CTTCTAGAGGAAGACGAAAAAAGAATTAGAAGAAGGTGGCGAGGGAGCGTATTTGCTTCA
GCATTTTCTTCCAGAGCAAGAGGAGTGATGACTCTTATTCATGAATCTGTACCATTCCAT
GTCAGTAATGTGATTAAAGACAAGAGGGGTAGATATTTAATAATACAAGGATCATTATTG
TTGGAAACATTAAATTTGGTTAATATTTACGGTCCTAATTCTGATGATTTTAAGTTTTAT
GAAGACCTGTTCCTTAC
>McF0045M04-MGRbd1
GGGCTTCCTGGTTAAAGATGGCGGATGAGAATGAGACAGCACCCCAGCAGGAAAAAGAAG
ATGTAGAAGACCACGCACACTGTAGCGATTGCGAAAATGACGAGCATCCCTTTGACGATG
GCGATCGGGGTTTGGGTGACGACACCGGCACCAAGAAGAAGAAAAAGAAACAGAAAAAGA
AGAAGAAATCTGGTGCCACCGAAGCAACTCAGGACCCACTTGCAAAGGCAAGCAGGACAG
CGTCTAAACAGATGGATGACTCGGGCTTACTCGGTGCCAGTGGTCACGCTCACGACTTAG
AGGTGAATTCATTGCCAGCTGATAAGCTACAGGAGATCCAAAAGGCCATCGAACTCTTCT
CTGTGGGCCAAGGTCCAGCCAAGACCATGGAGGAAGCCACTCGGAGAAGTTACCAGTTCT
GGGACACGCAGCCCGTTCCCAAGCTAGGGGAGACGGTGACGTCTCACGGCTCTATTGAAC
CGGATAAGGACGCCATTCGAGAGGAGCCCTACAGCCTCCCGCAGGGCTTCAGCTGGGACA
CCCTCGACCTGGGGGATCCCGCTGTGCTTAAGGAGCTTTACACTCTTCTCAATGAGAACT
ATGTGGAAGACGATGACAACATGTTCAGATTTGACTACTCTCCTGAGTTTCTTCTCTGG
>McF0045M07-MGRbd1
ATTATGGCCGGGGGCGCACTTGGGATCGTGAGTGAGTTTGAGCGTGACAGAGACAAGCGG
GGCAAAACCGCTTGATTTTTGAGAACTCCTCCACACAGGAGCCGCTGAAGATCCAGTCAC
TTCTAGCACTTTTTTTGCTGACATAGAAATTGAAGCTTTACTTCTGTGGTGGACCCGGCG
GATCTGAGAAAAAGACTAAAAGAAAAGTTTGTGGGAACAGCGAAACAACTGAGGGTAAAG
AAAGAAAGAAAATCACGTTTTCCTTTGTTATTAATATTATTTATCTCTTTATCCGAACGG
TTCTGTAAATATTATGAGTGGAACTTCAGTCTTATTACTCCAGTCTGGGCTCTTTCTTTG
TTCCAGCTAGCTTGGTCGTGCTGGTGACCTGGATTTACTTCCTGTGCACTGTGTTTCGCC
TGAGGCACCATGTGACCAAAGAATGCACAGGAACTACTTTGTCTACTGGGATTGAGAGCC
ACCCTGCACTGGAAGGAAGTACCAGTCTAATTTCCACCGATTCAGTTGTGGTACCTGTCA
CTCCGGCTG
>McF0045M13-MGRbd1
GGTAAACTGGATAGATCTGTTACCACTTAAGACAAGTTAGATGAATATTTTATTTTTTTG
TATGAGTAATATTAAATGAAGCGACCAAATTTTAACCAAAGGTGGTTTTCAGCCCCCACT
GTGAGCTAAAAATGAAGAATGTGTTTCTGCATCTTAATGCACTGAATCAGCTAAACAAGA
TTTTACTCTCTTCTCCAGTTGATGCATCAATGGTTTCATCTTCATGAAAAAATGCTTAAG
GTCCCATGTGAAGTCACTTGTGTTGTCTTTTATGCTCTTTGCGTATTTTTTTACCGTTGA
ACGGACAATGGAACTAGCTTTCATGTCATCAACTCCATACTTTATGGCGAAATTTAAAAA
AAGAAAAAAATAATTCAGCTGTACGTAAAGTTGGCGCTGTGATTATTTTAAACCAGGCGG
GTGTTAACACTGGCGAGTTGTAGTGTTTGATTTTGTTTTGTCAATTGAATTTAAGTCCTA
AGTAACAGAATCACTGCATACTTTTAATGCNNNNNANAAAAAN
>McF0045M21-MGRbd1
GAAGAAGAGGAGGAAGAGGAGACGGCGGAGCCTCCATCATCACCTTCCAAAGATGACTGT
GGAAGAAATCTTCTGAAGCTGTGTTACTGTGAAGAGTCTTCAGCTTCAGACCTGCAGCTC
TCTGAGTGGAGGACACATGAGCTGCTGTCAGATGGAGGGAAATGTGACTGAAAAGCGCCA
TCGAACAAGGTCCAAAGGAGTCAGAGTTGCCGTGGAGGCAGTCACACAGGAGTTATTCAG
CTGTCCCACCCTGGGCTGTGACGGCAGCGGCCACGTCAGCGGGAAGTATGCTAGACACCG
CAGCATATATGGCTGTCCACTGGCCAAAAAGAGGAAGACTTTGGACAAACAACCACTGGA
ACCAGCTGCCAAAAGACGGCCCTTCCTGTCTCCGCGCGCCGGTCAGGAAATAGACGAGAA
TGCCGGCAGCTTCAGCAGCTACCAGAATGACGCCATGAAGACTGGACTGGAGGGAGAGGA
GCGAAGGGAGGTAGCAGAGGAGGATGAGGAAGAGGATGAAGAAAAAGAGATAGATGAAGA
CGGAGAGGTGGAAGACGACTTCTCAGAGGATAATGAGGAGCAAGGGGATGAAGAAAAAAA
A
>McF0045N04-MGRbd1
ACCCGGNCATTATGGCCGGGGGTGCAACTCCAAACCACATATTAACACACCTCAGCTATG



AGAACGATACTCGCTTGCCTCGTGCTCTTGTCTCTCGCTTTGAACTCCATTGCCCAGGAT
ATTGACTGTGGTATCAATGTCAATGGCGTCGTTGTCCCCAGCGCCAACAAATGCATTACT
ACTGGTGCCCCTGCCTGCGTTAACGTGGGTGAAGGAGACGAACTCGTTTACAGATGCAGA
CAATGCTACTCCAACTGCGATTGCGCTATTGGCACATACTGCATTAAGAGCCCCGGTACT
GACAAGGGTACTTGCCGAGATGTTGAAGACGCAATTTTGTCTCGTACTTGCAACCGATTT
AACACTGAGAGCGACAAAGCTCGTAGTTACCCCGGAATTCTTAAGTTCCCTCAAAAGGGC
ATTGATGAGCAGACTGTTTGCGGTATTGCCAT
>McF0045N08-MGRbd1
CGTTAAACCCGGGCATTATGGCCGGGGGAGGTCCTACGTCCGTTTACACGGAAACCTGTC
TTCGATGTTTGTTGTGCTACAATTAGCAGTATGCCTGCTGAAAACAAACACTCTGTAAAC
ATGGAGGAAAAAGACGCCGGCACTTTCAGCAGCAAAGAGAAGGACAAAGAAGGAGAGAAA
AAGGCGACGTTTCCTCGAGACCGATCTAAGGAGGAGGTCAAGATGAGCAGCAAGAAGGAC
TTCAGCAAGGAGGACAAGAGGAAGCGCATGGAGGAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAACAT
>McF0045N19-MGRbd1
GTGTCACCGAAAAAAATTCAATCGTTTCCAGACTTCCATGAACTCGTGTTGAAGCAGCCA
AGGGACCAAGCCTTTAGCAGAATGGGAATCAAACCTGGCCCTGTCCAGATCATCACCGTA
TCCAAGGATGATCACTCCTTCGAGTTGAACACAGAAGCTCTGTCCCAGATTCTGCTGGCT
CCAGAGGTCAGGGACAAACACGTGGTCGTTCTGTCGGTGGCTGGAGCTTTCAGGAAGGGA
AAAAGCTTCCTGCTTGATTTCATGATTCGGTACATGCACAGAAAGGAGGACAAGAACTGG
CTGGGTCGGGATGATGAGCCCCTGACTGGTTTTTCATGGCGAGGTGGTTCAGAACCAGAA
ACGACAGGCATTCAGCTCTGGAGTGAGGTCTTTGTGGTT
>McF0045N22-MGRbd1
GGGATACAAAAAGAGTTTGCCTCTATGGATAAGAAAATGTCCCGAGAAACTAAGGATGGA
TTAATCGGTTATTACATTCACCGAGGATCGAAGACAGCTGCATTAGTCGAGGTGAACTGT
GAGACTGACTTTGTCTCTCGCAGACCGGAATTCCATAAATTAGCGAACAATCTTGCTCTT
CAAGTGACAGCTAGTGATGGCTTACGCTACGCATATGAGAAGGATATTCCCGAAGCGGAT
ATTCTTCAGCAGATGGAGAGTGAGATCCCACACTATAATAGGGAACATCAAACTTCCTAT
AATAGCGTCGCTGATGCACCAGAAAGTGTCAAAGAAACTCTTCATACAAAAGCAAAGAAA
TATTTGAAGCAATTTGTATTAATGGAACAGAAATACTATGAAAATAATGATCAGACGGTT
GATGAATATATTCGCAGTAATATTCTTTCCTTTGGTGAAAATATTTTTGTAAAAAGATTC
ACTTTATTCAAAGTTGGTGAATAAACTGTTCATTTTAAACTAAGGTAATAATGCTTCGCC
CTAAGA
>McF0045O05-MGRbd1
CCCGGGCCTTATGGCCGGGGACAGACGAGACCCAGGGTTTAATGTGACACCTGCTTCCAC
ACCGGCAGAACATCTGGAGACCAGCGCACCTTTCTTGTCACTCAGGTCCCGTTCCGTGTC
CGGGTTGTACAGCTCATCGTCCTGATCCGGGGCTTCCGTCAGCAGGTCCTCCAGCACGTT
CAGCTCGCCGTCTGAAAAACAACAACACGCTTAGAACACCGGAAGGTTCTGGACAGCAAC
AGGTCGGCTCCTTTCAGACCGAGCCGGGCCAACATCTTCCAGCTGGACCGAGACGGACCA
GTACCTTCCACCTGGATCTATGCTTTCCAGGCAGAAAGTCAAAGTTCAGTCAGGGAAGAA
AAACGTCAAAAAAGGGTTCCACTTCCTGGAACAGGAATAAGAGAATCTTTAAAAGACATT
TGAACCTGTGGTTTCAACAATCTCTCGTGTAATCATCACATGATCAGCAGCTGGATGGCT
CTGTGGGCTGCATGCAGGAGCGGCACAATCCCATGTTCGATTCCCAGGGGCCACGATTAA
CTTCACCCAGTGTGGGTCCTTGGGCAACCTTTACGCAACTGCCCAACTATGTAACTACAA
GAGCTCAAGTCTGGGTCTCCCTGTGCCGGTCCCCAGCTCGG
>McF0045O06-MGRbd1
GCGTTAAACCCGGNCATTATGGCCGGGGTCTTTTGAAGCCGTCGACAGGACAGGACTCAT
CCGCTTCTTAACCATCAATCCAGCAGTTTTTATCTTTTTATTATTCACATTTGTATGTAT
TTTGGAATCTGGTCGAATCTACGCCACTTTTTGGAAAATATTGGAAAGGAAAAATTTCAA
AATCTTTGTTTGAAACTCGCAGGAGCCAAAAAGGTAGAAGGACAATGACTGAAGTAACGT
GGAAGTCTGCTTTGCTCAGCATCATGGAGCATCTGGATGAGGAACAATACGAGAAGATGT
TGCTGCATCTGGAAAAGATTCCAAAAGGAAAGAAGACAGTATCCAGGCAGCAGATGGTGC
AAAAGATCATCGAGTTCTATGGAGAGGAGGAATCTATCATCGTGGTGGATGACATTATGA
AGAACATTCCCAGGAACGACCGTGCAGTCCAGGAGCCGCTGCAGCCCTTTGTGGGGAAGA
AGAAAACAGGGGAGAAGAGGAAACAAGAGGCTGACCCCGAACCAGAAGAGAGGATCCTGC
AGCAGAAATCTGCAGCTGGGAAGAAGAGGAAACAGGAGGCTGATCCCGAACCAGAAGAGA
GGATCCTGCAGCAGAAATCTGCAGCTGGCTCAGAGAAG
>McF0045O18-MGRbd1
AGTTTAAGTCGTCCGGATGCTTGTACTCACCCCATACACCGAGCCCGGGTGGAACATGGT
GACATAGTAGGAGTCCTCAGATTTCTCGTTGAAAAGGGGTTTTCCTGCGACGCTCTGGTT
CATTTTTTCCATCTTTGTTGGGATTTTGAGAAGTGCTTGAGAGACGGGACTCAGCTCGAT
GTTCTTTACTCATCACAGGACGAACTCTCAAACCAAAGAGGCAGACGGGTCTGCGAGCAG
AGGCGTCGAACGGTGAAAAACACTCATTCTGTTTGGCGGTGGGTGGAAGCAAAGAGTCCT
GTTTTCCAGCTTCTGTCTCAGGGCGGGCGGTCTGGCCTCTGAGGTGGTAAACCTGACCTT



CCCTCGGTGTCACCAGCTCACCTGAGAGCCGCTCTGTGCAAACTCTGACTCACCTGCTGC
CACTGAGCGGCTCCGCTTCAGTAATTGGGGTCACCCTGCCACGCACCAGAGCGAGGGTAA
TGAGGGTCATCATTCGTGCGATAAGGAGCTGCCTGTCTCCCTTATTTTCTGACCTCATGA
GATTTTTCACTCTTTTAATA
>McF0045O19-MGRbd1
GCGCGCGTTAAACCCGGGCCTTATGGCCGGGGGGCTGTGCGTGTGTGCTGGTGTTCAGGT
GTGTCTGACTCTGCTTAGCTCACCAGTTTGGGTCGGTGAGAATGATTTGTCAGGACACTG
CAGGTTGGAGCTGGCTCCCCAGTTACACAGCATCGCTGTCTGGATGAGTACTATTGGTGA
CTGAGGGGGAGGCTGAGTGCTTGAGGTGGGCTGTCCCGCGTGTCAGCTCCAGAGGCTTCA
CTGTCACTGCTCAAGAGGACATGAGACAGGACTGAGATATGCACACACGATGATATAAAC
GCTGCTCTGCCTCACCTCATCTTTCAGCTCTCGAAGAAGTTTTAATGAGCTGAGAATAAA
TGGGGTTCCTTCATCTCCCCCCGTCTAAAAANNNNNNNNNNAAAAAAAAAAAAAAACAT
>McF0045O21-MGRbd1
GGAAAGGAAGGAAGTTTGTGAAATGACAGGAGTGGGAGCGGCAGTGGAAGAAACTCAGCA
GAAAAACGAATTCCAGAACAGCAGGCGGTTCTCTGGGTCCAAGCTTTCAGCTCACACAAC
AACCCCTCAGTTTGTTGTTCCTGAAACGATACCCTCGACTTTCAACAACACTGACTCTTT
AAAGAAGACTCTGCAGTCCAGAGCAACAGAAGAAGGCCATGCAGATGTTAGACCTCCGCC
ATCTGCATCCAGGACCAGTGCTCAATCCGTCCTCCATAAACAATCCCCCAGGAAACCAAA
AACCTCTCCACAGACGTCTCCACAGAAACAGATGACGCTGACCAATTTCTTTCAGTCCGT
CAACAAAAAAAGACCTCTGGAGGACGAGCCCTCAGCTGTCACGCCAGAGCCAAAGCGGGC
TGCAACGGAAACATCCATCGCCACGCAGGCCCAGAACTCCTCACCTCCATTCACAGTCCC
CAAAGCTCAGTCCCAGACTCCAGCTTTGCTGGACGTTCGCTCAGAGGCTTCTTCAGAGAA
ACCACAGAGCAGAAAGAGGAAGGAGATGGAGATAGAGCTGGAAGAGCTGGAGTCCATTAT
GTCTGAGGACATGGACTTGTTCGATGGTCAGATTTCAACC
>McF0045P01-MGRbd1
TCACACTGTCAGCTGCCGTTAGAGGGACATATGGAGTTAGCACTGAAACAATGACAGTGG
AGCAATGCAGCCTGTGCCACTCCTCCCTCCTGCCTCCCTTCAGCCAAAGGCCCCAGGCTG
GGTCTTTTTAACTCTGAACATCAGCTGTATGCTAATTTCTTTTACAGAGGGATTGTTGGC
TTCATTGAATGGCCTTTTTCTCTCTTGCAGATGTCTCTTCAGGCTGCTTTACCATAGCTT
CTGGGTCCAGATTGTACTTAAATGTTAACACATATGGAATGCCGTGTGTTTTCTATTCAA
GATTTGTACAAATATATCGTTTTTGAGATCTCAAAACCAAAGTTTGTCATTTTATCATTG
TTCAACAATGTTAAAATGTTTACATGTAATTTCTAAATAAAAATAGGACTTTTACTCTNN
ANAAANACAAAA
>McF0045P07-MGRbd1
TGAGCTCATCAAAGAAGGGCACATCAAGAAGATGTCGGCAAAAAACCGGACGGCACAGGA
TCGAGAGGTGTGGGGGGTCAACAATATGGTGCTATACTGCGTCCCTAAGCTCAGACTGAT
GGGGCAGAAG
>McF0045P13-MGRbd1
TAACCCGGGCCTTATGGCCGGGGCTCTTCACCAATATCCTCCCTTCACGGTGCAACCCTA
AAGGAACTGAGGCTCTACTGCGTAGACTTTTCTGACTTTATTGAACATTTCGTGCGCTCG
GTTCAGAGAGGGAGCCCCCTAAGTCCCGGGTATTTTGCGCTGGATTTGTTGTGTGCGCTC
AGATGTGGAGTTAGTCAGTTCTGCTCGGTTTCCTCCTCGTCTCTGGTGCCTGTGAGGACA
GTTTCGTCTTCTCGTCGGGGAGACAGACGGTTGGTGAAGTTGGGCAGAAATGCGGCTGCA
GCTGCTCGGCGGTGGGTGCGCGCTCTGCTGCTGGAGCTTAATCTCAGCAAATGTGCTGGA
AGCAGAGGGGTGGCTGCAGCAATATGGTTACCTGCCCCCTGGTGATGTCCGAGCTCAGGC
CATCCGCTCACCCAAGTCCATAGAAAAAGCAATAGCCTCCATGCAGAGGTTTTATGGACT
GACTGTCACCGGCACCATAGACACAGAGACATTAGAAGCC
>McF0045P14-MGRbd1
AACTTATTTGACTATTTTTTAATTATCCTTCATAAGCAGATGCAAATTGCTGCAAGTTCT
GATTTCAAGTGTAAGGGGGGCCTCCATCAGCTTCAAAGAAAAAAGATTAAAATATTGTAA
TTGACTGATAGATTTATTGACAACGTATTGGGAGCAGGATTGATCCGTTGTGGTCCATCT
ATTTGAGGCATAATCCTGGGAGCTTTTGTCATGATATGTAAGTGCGCGTTAATGGCACGC
AAAAACGTCGCAATCGGGGGGGGGGTGCNTCCTTTATTACACGCACAANAAAATNATTAT
TTGNCTTGAACACCCATGCNNNAGAAAAGAAAATGAAAGGATGTCTGAGCCGTTTTGCAG
ATCAACCAATAAAGAATGTGGCCCCAGCAGCTCCAGCAGCTAAACACTGCTCCCCGGTTC
ACATTTCATATAAAGTA
>McF0045P22-MGRbd1
GGCTGAAAGAAGGAGTTTTAGCATGGAGTCTGGTTCTGTGTGGCCAAAGACGCTAACAAG
CCGCGCAGGAGCTGGAACCACATGCGGACCACGTAAAGGATGGTTGTTGTTGGAACCAAA
GGAACCTGAGAGAAGTTTTCTATGAAGCATGAGGAGGCCATGAAG
>McF0045P23-MGRbd1
TTGACTGAGTGCTTCAGACAAGGCCGAGTGTTTGCCAACTCACCAGACTGCGTGTGTGCT
CGGCATCAACAGGAAGATTGCTTCTTTCATCCCTGTGAGGGGAGCTAAAGGCTTTGACGG
ATTTTGAGCACAGGATGCCCAATGTGCAGTGGTGGGCCAATCTGCGGCCGCTGTTAAAAA



TGCTGGCCAGGTACCAAACCAACTTCTGCGAATATGTCCCCGGAGAGATCGAGCACGTGA
CTCGACGCTCCATCAGCATCGACGCTGGATACTGAGCCTGGGGGGGGAAACAACATTTGC
ATCCATTTCCCTCCCTTATCTGTCCATCCCTCATTTTTGAGATGACACTGAGGAAGATTC
CATATATTATATTTAAAAAGTGTGCTCTCTTAGCTCCCTTGCACTCAATTTTTCCTGCTT
GCATGTAGATGATTCTTTTTGGTGCTCAAACCTGCTGATCTGAAACCACATCTCTC
>McF0046A06-MGRbd1
GGGGACTGATTGCGTTACATTCCAGAAATTAAATGTAATCTAGGAAATAAAAAAGTGCAT
TAACAGATTGACAATAGAAAGAAGGCTCCACCATTCGTGCTGAGGAATGTCCAGATTGGT
CCTGCTGCTGTTTAAAGACGGTGACGAGGAATGGCCTTGCAGGCGTCCCCCTTTCCTAAC
AGGCTTGTCGCAGGCTTCCATGCAGTCGGGTGGGCGTTAGTCCTGCCTTGTTTCTGGAGC
CTTAGCCACATCATTGCTGTGTGCAAATCCACTACCCAGGAGCAAGCCCAAAGGGCGGAG
CAGGAGTGCTACCTTCACCCTCTCAAAGTCTTTTTTGGCTTCATTTTCTTCCTGATTCTT
TTTGTCATCACGGTCCCTTTGGCCTTTCTGGGCTTCTTGCTCTGGGCGCCTCTTCACGGC
TGCCGACGGCCGTTTTACTACCACAGAGAGGCCCCGTCTTCACCAGAGAGGGAGTCGCAT
AAAGGC
>McF0046A17-MGRbd1
GGGAGCTGAATTGTGGGTCGTCTTGGCCATCAGTCATGTTGTTCCTGGCTGCTCGTACGC
TCCACAGTGGGGTTTCCTGTTGCCAAGGTGGCAGGCGCTTCATAGCAACAGGCATCTCTG
GCAACAAGACATCGAGGTTGGTGAGGCAGAAACTGAAGAAGCAGGTGGAGAAGATGAAGA
GTGAGTTCTCAGGGTTCAGACCCAGCCTGGTGGTTTTGCAGGTGGGAGACCGAGACGATT
CCAACCTGTACATTAGCACCAAACTGAAAGCTGCAGCTGAGATTGGCATGGGGGGGGGGC
ATGTGCNGCTGCCAAAGACAGCAACACAGGAAGAGGTCTTGCAAAGCATCATGTCCGTCA
ACGAGAACCCATCTGTCCACGGTCTGATTGTCCAGCTGCCTCTGGATTCTGTCAACCAGA
TTG
>McF0046A20-MGRbd1
TATGGCCGGGGACAGGAAGAGGCAGAGTTCAGCAACAGCAGCCATTTTAGCCTAACTTAC
CAAACATTACACTGTTTTCACCTCAGTGATGGACAAAGACAATTAATCTTCTTCTGCTGT
GGCTTCGAGGCTGGTTGACTGGAAAAAAGGGCCATGGTGACGCTAAATCATCTGAGTGTA
GAGGATCCAGACGATGGCTCTCCGCTGTTACCTGTGGCTGCAGACACCCACACTCACACC
TGTCAGCCACAGACAGCGAGTGATTCC
>McF0046A22-MGRbd1
GGGGAAGTTCATACGTAACTGGGAATGTTACATAAAAGCACTTTAGTGCAGGTCTAGCTG
TGCAAGTTCCAGTGTTTTGCAGAGAGGTAGGAACCTGGTACAAGCACTCAGCCAGGTCGC
AAAGATAGAAAACAGCAGAAACATTTGGAGGAGAGGAAGTACTCTGTGTTCAGCAAAGAT
TCCAGGGGATTACCGTTTTCCAACTGTCAGACTTCTGTTTTTTCATTCAGAATCTGAGGA
CAAACCACAGAAATCCAGAGGAGCAATTTCTGGACAGCAGGAGGAGACAACGACATCGTG
ACGAGGAAGTATGCACAGTCACTGTGGGCTTTCCCCAACAAGCAGG
>McF0046B02-MGRbd1
GGGATAACGAGAAGGACACTTGATGTGCAGCGCCAATTCTTTCTCAGTCCAAAGTTTCCG
TGCCGTTCGGCCGCATGTGACTTGTTGTTGTGGGTCCGTCCAGATCGACTGAAGGACTGT
TTCTCCTCCTGCGCGCTGTGGGACTCTGAGCTGAGAACGGACTGAGAGTTTTCCGATGCA
ACAGTACATGTATGAGAAAGCAATGGCCCAAGAGACAAGGAACGGTGGAACCTCGACGTT
AAACAGCAGCGGTTTTGGGAACAGTAAGAAGAAGTTTCTGGTCGCGCTTGACATCTTCTG
CCTCCTGCTGGCTAGCCTGCCTTTCCTGATCATTGAGACTAGCACCATTAAGCCGTACCA
GCGTGGGTTTTACTGTTCGGACGAGTCCATCCGCTACCCCCAAAAAGAGGGAGACACCAT
TAGTGATGCCGTGCTTTGTGGGGCTGGCATTCTTATTGTCAGCTTCTCTATTATTATCGG
AGAATGCTTCAGGATTCATCAACTTCACGAGGGAACCAAATCATTTGTTGGCAATCCTTA
TGTTGCAGCTCTCTT
>McF0046B17-MGRbd1
GAGAGCTTTCCAGAAGGTTTCAACTAGTGAAGAAAATCCATCAATCTTGGGCTACATTTA
ACTACACGATGATTGAGGTGATTTGCAACGATCGTCTTGGGAAGAAAGTCCGGGTCAAGT
GCAAGTATCCTTCTGAACACATTTGATTTGCTGATCTGCTAAAGATGTTTTGGCTGTTAA
TACTGCACTGCAACATGCTGGTTCTGATTAGTTAAGGGGGGGGGGGGTTACTGTGCTATG
GTCCATCCATAGCACAGTAACCGTGCTATGGATGGACCCTTTCCTTATGAACCCATTTGG
GGTTCATTAGAATAACCATTTGGGCCTACATTAGAATAACCAGGTAACCTATGAATCATG
TATTTTCGACTGTGGGAGGAAGCCGGAGTGCATGGGGTTTCTCTGCAACAAGCAAACTCC
ACACAGAAGGGTCCCAGCAGGGTTTGGAACCAGGGCCTTCCCCATTGCACCATCATGCAG
CTCTATTTAAAATCTAAAGACTGAAAACATTCAGGACATGAAAGCTGGAAGTGT
>McF0046C04-MGRbd1
GGGGTTCGAAAAAAAAATCAAAAAAGCCACAAATGTCCACATTCAATCGTACTGTTGTTC
TCGATGGTAAGGGTCACATCTTGGGTCGTCTTGCTGCCCATGTTGCCAAGGAAGCTTTGA
GCGGAAAGAAGGTCGTCGTCGTTAGATGTGAAGAACTCCTCATCCAAGGTAAGATGAAGA
GAAACAAGGAAGCCTACGAATCATACTTGAGAAAGAGAATGAACACTAACCCAAGAAAGG
GTCCATTCCATCACAGAGCTCCTTCTCAACATCTTTACAAGATTATCAGAGCTATGGTCT



CCAGAAAGACTGAAAAGGGTAGACAAGCTTTGGCTAGATTGGAACTCTTCGATGGTGTTC
CAGCCCAATACAACCAAGTTAAGAGATTCGTCTGTCCATCTGCTCTTGCTGTCACTATCT
TGAAGCCAAGCTCACCAGTTACCAGAGTTGGTGATTTGTTGAAGAGAATGGGTTGGAAGT
ATCACGATGTTGTTGTTAAATATGAAACAAAAAAAAAAAAAATAAT
>McF0046C05-MGRbd1
GGGATGAAACATAGATGTTCCTGTCATGGCTTTTTTCATTGAAATATTGAAGAAATGCTA
CTGTAAATGTTCTAATCTGAATGCACTGTGTGTTTAAAAAATTACAAAAGATTTAAGATC
AGGAAATGTTTCCATATAAAAAAAGACTACATAGTATATAGCGTATCTACAGTGAAATGG
TTATATGATGCATTTTTTGTATTTTACTTTATTTCATACCTCAAATGATGATTTCCTTTC
ATTTTAGCTGGTATGGTGTTGTAATATAACCATGGCATTTTGCAAAGAAATGTCTCAATG
GTTCTGGTTGCTTGTACATACACTTGGCCCACATAAAGTATAAAAACCTACAGTTTCTGT
TGTAGCATGGTAACCGTGTGTCTGGAAGAAATAAGTGGATCATTGATCTGATTTGCTGTT
GTTGAATAAATGTTCCTCANAAAAAAAAAAANAAAAAAAAAAAAAA
>McF0046C11-MGRbd1
TCAGCGCGCGTTAAACCCGGGCCTTATGGCCGGGGGGAGCTGGGGTCATTCTGGCTCAGA
TGGCGCGGCTTTCGGAACCGTCCGAACTGGATCCGGGCCGTCGGCTCCACCTTTGAGGCT
GAGCGTCACGGAGCATGAAGGGCTCGGTTGTGACTCCCGAACCTCGCAGTCTAATCATCA
TCACACGGCTTCGCTTATCAGAGGGGGAGGGATGATCGCCCGAGAGGAAAAGTGAAATCT
ACCGCGTCAAAACTTTCAAGGTGGCTTGATGAGTCGGAGCGCGAGGCGTCTGGAAAAGAC
GCACGAGCGCAGAGAGAATGAAAGCGCGACGGTCATGGCAGCGCCTAAAAAGAAACCGGT
TCATCCCATCCCTCCTCCTGCTGACCATAATTGCTCTGCTGTTGGTCAACATCAAGCACA
GCAACATTCCTGAACCCACGGACCAACCAGAAGTCTTGAAGAGCCTCCCGTTCCACAAGT
ATCACATTAACTGTTCAGCTGTTTATGACATGGACCCCGTGGAGATTGGTAAAGCTCTTA
TCATCAGGAAGAACAAAGAAAGAGAAGACACAGATGAAAGTCTTGCAGAGTT
>McF0046C16-MGRbd1
GGCATTATGGCCGGGGGGGGTTTGCCTTCCATCCACCTGCAGGGACTTCACCCACTGCCT
CGTCAGGCTCTCCTCCACTCCCATTCGTCTTTTAACCTGAACGAGCAAATATGGCTCCTT
TTGAGAAATCCATGGAAATGATGACCTTCAAGCAGAGGAAATGCCTCGCAACAAGGAAAA
ATGAAGTATGCAGCATCCGGTCTAAATTCCCAAATAAGTTACCCGTGATT
>McF0046D09-MGRbd1
GGGGCTTACCGCGGTGGGATTGTCGACAGACCCGGACTGAAAGCGCCCTCGGTCCGCTCC
GTCAATGGTGACATGAATGGAACCTGGATCAAAACTAATGTCGATTTTCTGCACCTGCAA
AAGTCTGAGACCTGGAATTGATCAGGGATCGATTATATCAGAAAAAGACGGGAAATAAGA
CAGTTTCACCTGTCTGTCATGATCTGCATATCGATTAATTTAAAACATTCCCTAGTGGGA
TCTGAACCCCTTCCTTGTGTAAAATTAATACAGATCTGCAGGGTTCTATGACGTGTTAGC
TCAAGATTGATCTGGATTTGCCTGTATTATTACAACTATATCTTGCTTTTCTTGAAATCG
GAAACTTGAGGGAGGTTAAAAAAGAACTAACAAGGGTTTTTAAGAGTCCAAGAGTACTTT
AACACAGTTATAAAAACAATCTACCACTACATACTTACTTGGCTACCTTAAGCCAAATCA
ATTTGTTCCTATATCATTTTCCAGCAGTTATTTTAAACTNTATTTTTGCC
>McF0046D11-MGRbd1
AACCCGGNCCTTATGGCCGGGGAGTGAAGAGGAGTGCTCTTATGAGATAATAAAGGAGAC
GCCAGGATACATTGAAATCAAGCACACGTACCTCAGCACCCAGAAAACCACTGCTCTCAA
CTTTACATTCAAACCCCCCGCCGCTCCTTCCTTTTGCTCCATGAGGGGACTCTCCACCAC
AGTGCCTCCGGGAGGTTCAAGTCCCTACTGTGTCCTCCACAATTTGATTAATGGAAGTGG
TCTGACTCAGGAGCCTGGCTTCACAGAGATCTGCAACGCAGCAATGTGCCCCTCCATGGA
CGTGACGGCGTGCGGCGCGTCATAAGTCCTGCACAGTGCTGAACTCCACTCATTCAAGAA
TGCTTTTGTTTTCCTAAACTATCATTATCTCTCTTGATTTGGAGCTTTCAGCAGAGGCTG
CACATAAAAAACAAAAAAGCACATTTTTATCAGAATTTTATGTAGCTAAAAAGAAAATTG
TACATCTGAAATGTTTTCATTAAACTGGTTGTAAGTGATAAAAACCAGATGAGATGGGAG
AGCTGTATGTTATTACCAATGAGTTGATGTCATAATTCTGCTGCAAATGAAAGGAGAGAA
AAAACTCAATAAATGTTTGATGTTTTTATGC
>McF0046D20-MGRbd1
ACATGACTATACTTTCAACCAGCACAAAAAGGAGAAGACGACTCTACCAAATGGAACTCA
CCACGCAGACGACGTCAGTCTGCCTTTTGTATTTCAGACCGTACAGTTCAAAGCACAAAT
CTACGCTGTGTGTGTGACCTGCGGTGTCACTTGTCATGTTGTGTGTTGAGCTCCCATGTC
TTGAAAAGGGTCTCTGTTTGT
>McF0046D21-MGRbd1
GGCCTTATGGCCGGGGGACTTAGTGTTTTCTGCAACAGAAAAAATCTTCAACTCCAACTC
TATACTTGACAAAAAAAAACTCACCGAATCATTTTTTTTAGTACTTTATTCTGCTTTTCC
ACATAAAAAGTATAAATAAACAAGGTAATACTGGGGCATTATGTTAATGTTCTTCTTATA
AACAGCCCATCAGCAGTTAATTTATTCACTGGTATCACTTTCCTTTCACTGATTGTGGTC
CATTTCCTTCACTTCCTCTTGATAGTGTTCAGCTGATTCATCAGCCTCTGCACTGAATAA
ATGTCATGGGTGATATGGAATTATTGCTTTTTCTTGTGAGGTTCCTCGTTTCTCCTCTTT
AGCTT



>McF0046E04-MGRbd1
TAACCCGGGCCTTATGGCCGGGGGGACAATCTTTACGCATGCAAAGCGGTGGCGCGTGCC
ACTTCCTGATTTGAGCAGAAAACGTGCTGTGAAATTATAGCAGATTAAAATAAAGTCCAC
GCCACACCCAGTGGGTTTGGGGAAGTGTGCACGAGCCCCCGAAAGTTCGACCTCATGAAT
GAACCTTTCCTTTAAAAACAGCGTGTGCAGACACGAGCGCCACAAAAGAAACAGACTTTG
GTTTTCTCATTCTGAATCAGAAGGCAGATCTTCTTCATCGAGGCTGAAGCTGCAGACTCC
GAATCTGAACGTTTTTCTGTTCTGGACTTGGCGGAGTTTCCCCTCAGTGTTCATAGTTGT
GTTCTTGGCTGCATCAACAGCAGCTGAGTTGATCTTCTGATGTCTGAACCATTCAAACGT
GGGAGGGTGAAGCGGCCTTTTTACTTCTCTTTATGGTTCATTTTCAGATGAATTTCAATC
ATCAAATCAGTTTCTTTTAGTTCACGTTTTTATTTTTCTGTAAAAAATGCCCAAAATGTA
AATATCANC
>McF0046E08-MGRbd1
TGCGAATTCCACATCCATGCAGCTTACAGCATGGCTATGAAGCTTGATGTCCCCATGCTG
CCTCTGTCTGAACCAAATGCTGTGGGCCTCATCTTAGCTCATGGCAGCGTTGGGGACTCT
TCCTCAGTGATCAGACCTGACGTGTTTGTGTCGGACGATGGAGGCTACAGTTGGATAAAG
GCGCTAGATGGCCCTCATCATTATGCCATCCTGGACTCAGGGGGACTTTTGGTTGCGGTG
GAGCACAGCCCCTCGGACACTATTAAGCAGATCAAATTTTCCACTGATGAAGGACAGTGC
TGGCATGTATACAACTTCACCACAGAGCCCATCTTTTTCACTGGGTTGGCATCAGAACCA
GGAGCTCGCTCCATGAATGTGAGCCTCTGGGGGTACCGAGACTCCTACATTAGCCAGAAC
TGGGTCTCCTTCACTATTGATTTCAGGGATCTTCTCACCAGAGACTGTGATGACAATGAC
TATGTGCAGTGGTTGGCCCACTCGGATGACATCAGTGACCCAACTGACGGCTGCATG
>McF0046E11-MGRbd1
CGGGAGGAGAATAAAGAGAAGGCAAGAGAATCATAAACTTTAACCATTGTGGACCAGTGC
AAAACATTTCTCGTAAAGTTCACCTCTTACAACTTGAAGGAATGGGCAGCCTCCCAGTGG
TCCTGCTCCTCTGCAGTTTCCACGTCCTCACAGCTGCAGCGCAAGTTCAGCCAACCGAAA
CTCCTGAAAGCAGCCCATTGCCAGTCAACTGCAGGGAGGAGATGTATCCCTGCACCAGGA
TGTACTCGGTCCACAGGCCTGTCAAGACATGTGTTGGATATCTGTGTTTCTACAGCCTTC
CTCGCGTCTACTTGATCAACAATGAAATCTGTGTGAGGACAGTGTGCCAACATGAAGAGT
ATCTGAAAGCTGAACTGTGCAGGGAGTTGTCCGGGTGGCCCAAACGCCTCCAGAGGTCAC
CAAGCAGGAAACGCTGCCGCAGTCGGAGAGACCCAAAAACCTGGATAAACAAGGCCTGAC
TTTGCCCAAAAAGAGACTTGAGCAGCTGTATGACTTCATCTAGAGCTCAAACGTCTGGGA
GTCTTTCTTTTTACACACAAACATGCTGAGTCATATTTATGTATACGTACCAATATACAA
TGTCTGAAAGTTAAAGTTGTGTTCATTCATCCTTG
>McF0046E16-MGRbd1
GGGCATTATGGCCGGGGCAGCTCCCTGGATTCTGTCTTTGTGAGGAGGCGTTCGAGAGGA
GGACGACGACTTCGCAAACTATCCTACTTGCTTGATGTTGTGCAATCACACAGACGGGAT
GCCTGGTGGAGACTTCAACATTTATTTCACCAGTGGTCGACGAGGAAATGTCAGAGCTGA
GGAGGCTGTGGGGATTGCTCTGCTCGTGGTCCTCCTTGCAGGCCTCCTCATCCTCGGCTG
CTGGTACTTCAAGAAGAGAAGTGGCTATAAAATCATCAGAACCCCCAGATCAGGTTCTCC
AGGTTACACAGGAGGTCACTACTCAGAGGGGGGGCCCTCAGCTGATAACAAGATGGCTCT
CACAGACTTCGGCAGCTTTCGACCAGTGGTTCCTAATGCTCCTCCCGCCTATGAAAAGAT
TTCTTCAGCACCACTGCCTCCACCCTACTCCCCCTGAACAAGGGCTACGGACTGCTGCCA
CCACAGAAAGGGGAAAAAACAACAACTTTGAACTTGATTTGGGATTCAGTCAACTCATTT
TTTTAAGATGATTCCTGATGCTTCCTAGCTACACGCAATAACACACCCTCTAAAATCTCT
TCTTCACACCTTTTATTCTCTTTTGTTCTTTAACAAACAATAAAATGCTGTGTCN
>McF0046E17-MGRbd1
GGGGACGTCACGGTGGACTTTAATTTAACAATGAACACAAATCCTGTTTTTCATTCACAA
ATCTGGAGCTGCCGTGCGCGCGCGCAGCGAACCGAGCAGAGGGAGGAACCGAACCGCTTC
AGAATCTGGACCGAGCGGGTCACGAGTGAAGCGGGAAATCCAGAAACGGTCGTGTTTTCG
CCTGAGTTCTTCAGGGAGTTAGTAGCACGCGCGCTTCACTCTTTTTTGGGGGGTGGGGGT
GACGTCCTGCAGATGCTATGTAAGGCACGCGCGCTCATGTTGGTTCTGCCTGCTCTCCAG
CTTGCTCCCAGTGTGGGGCCCCCAGGAAGCTCCATGCCCGTATATGGAGGCGAAGCTCAG
ATGAAAGGAGTTCCTCTGTGGGAATGATGCACGCGGATCCGCGCACGTGACTCACCAGAT
GGGTTGTAGGCCCTGTTCTGGTTCTGAGCTTTCTCTGCTTAATTCTCTAAATTTGAAGCA
GTTTTAAGAGCTCACGTGCG
>McF0046E19-MGRbd1
GGAGTATCAGACGACAATGAGGAGGAGGGAGTCACTTACAGCTACTCCTTCTTCCACTTC
CATCTGTCTCTGGCCTCCTTGTACATCATGATGACTCTCACCAACTGGTACCAACCAGAC
ACAACCACAAACGCCATGCAGAGAAGCATGCCAGCTGTGTGGGTCAAGATGAGCTCCAGC
TGGCTGGGCCTGGGTCTCTACCTCTGGACTCTCATCGCTCCCCTCATCTTCCGTGACCGG
GACTTTAGCTGAGCGCTCCATGTCTTCCCTCTCTGACTCTCCAACCTTATCCTAGCATTC
TCCTTGCCCTTGTTTGTTTCACTACCTGGAGAAAATGCAAAGGGATCTAGACAAGAAAAA
TCAAGATTTCTCTCTATTAATCACCTTTCTAGTTTATTGTTTGTAGTTATTGAATTAAAA
TCAATGAGTTTTCGAACNAAAAACCA



>McF0046E23-MGRbd1
CCTTATGGCCGGGGGATGTTGCTGCTACAAGTATAGAAATAAGAAAGGAAAGAAAGGAAA
TGATCAGCTCGATGCACCTAACCCCTGGGGTGGTGAAACTTCTCGACACATCTACAAGGA
CTAGCTGACAAAGCCTGCTTGAGCCCCTGGACCTTGTTTTTGACCTTCGTTCTCTTAAGG
ACTGACTCAAAAGATGGATCACAAAAAGAACAAGCTCAGGTTGATGAGAGATGCATTTCC
TTGTTTTTTTTAGTGTGAAATGTATTTTAGGGTGAAATACACAGCACAGAAGCCAGAAAG
TCTTCACTGAGAAATGTGATGTTTTTGCTTTTATTCTTCTGCTTATTTGATTTACTCAAA
CTATTAAAACAGAGGTTTGTCACTGGACCTTGTATTTTGCAGGCATTTCCCATTTAGTTT
CTTTTAAAATTATCAACAGTTTTTAAATAATTTTTTTAGAACAATAGCTTGAAATCTAGA
>McF0046F02-MGRbd1
GGGAGAGTCATGGGCAACGGAATGAATAAGGTGGTCGATGGCCTCTACCTCGGAAATATC
AAAGGACAAGAAGTACCTCTGTATTCATGCAGTTGATGCTTCCAGCCAGAACCTAATACA
GCATTTCAAAGAGTGCATTGGCTTCATTCACGAATGCCGCTTGACTGGTGGAGCTTGTCT
GGTTCACTGCCTGGCAGGGGCATCCCGCAGCACCACCATGGTAGTGGCCTACCTGATGAC
CGTCACCCACTACACTTGGGAGGATTGCTTGTCTGCAGTCAAGTCTGTGCGTTCCTTCGT
TGACCCCAACCCTGGCTTCCGGGACCAGCTGCAAGAGTACCAGGAGACGCGAGTGTCAGA
GTATCGAGCCTGGCTAGAATCCAGCTTCCTCTCCAGTCCATTCAAAGACTCTGACCAAGT
GGGAGCTCTACTGAGTCAGCGCATGGAGCAATAGGATGAAACACACATGCTACTGAAGTC
CACTGTGTCCTAACTAAAGCCTTAAGGGGGAAAAAAACAGAAAAAAGTTTAAATTCTCAC
ATGAAAGTCTTTGTTTTTTCTTGAACTCTTACGTGTATTTCTCTATTTACTTTCAAGGCG
CAGGGCCCTACTGTAAACATTTCCATGATGTGGTGCTGAGTACAGTCACA
>McF0046F09-MGRbd1
TTCAGCTTTGACGTTCAAAAAAGTCAGAACAAGACATTTAGATGGATTTTTGAGCTCTGT
GTTCGCCAAAAAATTCAACCATAGGTCTGGAAACACAACCAGAATTCCTATTTATAGCAG
ATTATCTATTTTTTAACAAAGTCAAGGATTTTAGGTGTGCCTGATGGTTAAAAAAATATG
GTAGAGGTCACTTAATTAGCTGTGATTTAATTATTGTTAGCTAGATTTACAAATTCCTGG
CTGGATGCACAACAAGTAGTAATACATGTATATAAACTATATAGTACTTTATATATATAC
ACTACTAGGAAATCATGTGAACCTATGTCTAACATTATAAACTATTTATTTAGGGGGGAA
AAAAAGGTAATTTTCTTCTTATGTATGTTTTATTTATGACAAAAAACAAACATTTATTTA
TATTTATCATAATACCAATAACATAAATAAATATTTTTTCTAAAACATGAAGTAAGGATT
TGTGGCTCCTTCTGGGTTGTGG
>McF0046F12-MGRbd1
AAAGCTTTTTATGACTTTTACCCCTCGTCCGGCCCTCTGCCGCCCCACGAAACCCCCTTT
TGTTGGGCTCGACCCTTGTAACCTCTCCTCAGGAAAACGCGGTGATTGAAAACTTGTGTG
TTCTTCTTGAAATGCTGGAGAATACCACCCGAGGGTGTTCAGACTGTGAATATTCTCCTG
ACCCATTTGCTATGGCATGACCCCTTTTAAAATGCTTGATGAAATTGTCTGCTGAGGTAT
GTAAATACATAACACTGAGGCCATGAAAGCAGAGCTAAGAAAGCGAGCGCAGCCCACAGC
GCTGAGCCCACGCACTGTATGTTTTCTGATTTACATAAAGTACAGAGGGATGGAGGGAGT
TTTAGTATTCCAAACAGTGGAGGATCACACACTGGACTGGTGTGCCCGCCGAGGTGAGAC
TTTCAGGGATGCCAGTCCGCACCGAAATCCAAATATGAGTTGAGGAGAAG
>McF0046F15-MGRbd1
GACTCAGAGAGGAGGACAGTGCGCACCAGAGCTCTCCAACTCCACAAAGACCAGAGGCGA
CAGGAGTTTGCTTGGAGAACACAAGAAAAAAAGAAGCCGCCCTTGTTTTGCATCAGCAAA
CTCTGGTGGATATCAAGTAGAATTTTTAGAAGAACTGACGGGATTTGAGTGGCTGAGAAG
AAATCTGAGAAGAAATTATTGCCACTTTTCTTTTTCTACATTTTTAATTAGCAGATATTT
AATCATTCCAGGCTTGTGAGGTGTAACAGTACTCCTGAAGGCAGGAACACAGAGAAAAAA
GGTGGACAGAAAGAGTCCAGTGGGAAGAGGAGAAGCTGCTGAACATGTCCATAACAGGCA
GCTGTTTTGAGGCTGGAATGGGATGTCCAGCCGTGCAGTGGATGTGGCTGCTGATGCTCT
CTGCCCTGATCATTGGCAATGCCAGTGCCTGCCCAGCCTTGTGTACCTGCAGTGGCGTCA
CAGTGGACTGCCATGGACTGGGTCTCAAAACCATGCCAAGGAATATCCCCCGCAACACTG
AACGACTGGAGCTGAATGGAAATAACCTCACACGCATCACCAAGAGTGACTTCACTGGGC
TGAAATATGTCAGAGTTCTGCAGTTGATGGAG
>McF0046F16-MGRbd1
GGGAGATCAACTGCGGGCATCCTCCGACAGACAGAAGTAGGGACGCTTTTTATCGGGACT
GTTTAAGGGCTGCTTGATTTCCAGAAGAAGATTAAAAAACAAAGGCTTCTGCACTCTGCA
CTATGAAGGAAAGGAGGAACACACAGCCGCTGGTGGTGAGGTGTAAACTGGTTCTTGTTG
GAGACGTTCAATGCGGAAAAACGGCAATGCTGCAAGTCTTGGCCAAGGATTGTTACCCAG
AGACCTATGTGCCCACCGTGTTTGAAAACTACACAGCCTGCCTGGAGCTGGAAGATCAGC
GAGTGGAGCTCAGCCTGTGGGACACCTCAGGTTCTCCATACTACGATAATGTGAGGCCCC
TCTGCTACAGCGACTCTGATGCAGTCTTGTTGTGTTTTGACATCAGTCGCCCGGACACAG
TGGACAGCAGTCTCAAAAAGTGGAAAACGGAAATCCTGGATTTCTGTCCGAGTACACGCA
TCCTGATCATCGGTTGCAAGACGGACCTTCGCACGGATGTCTGCACGCTGATGGAGCTGT
CCAATCAGAAGCAGAGGCCTATCACTTATGAGCA
>McF0046F17-MGRbd1



GCCCTGTGGGAGCATTTGCTGGCGGAAGACATGGTTTGGGGGGCGTTTGGGTGTCACCCC
CATTTTGCCCAAAGCTACTCCAATTTTCAGGAAAACAGTATACTGACGGCGATGAAGCAT
CCAAAAGCCGTGTCGTTTGGAGAGATGGGGCTGGACTATTCCCACAAAAACTCAACTGAT
GTTACACAGCAAAAAAAGGTGTTTGAGCGTCAGCTGCG
>McF0046G05-MGRbd1
TGAGCGCGCGTTTAACCCGGGCCTTATGGCCGGGGGGAAGTCCGTGGGTTTGGATCACGG
GGTGGATTCATGTCACGCGCAATGCTCCCATCGAGGCGCTAAATGAACTGACAAGACCTG
TCAAACAATACCGAGGCTTCGATGTGATCCGTTCCTGGCGCGAGGACCAGAGCAGATCCT
TCCAGATGATCTCGGGAAAGCATTTCAAGGCTCACGAGGTGAGCTGCTGCATCAAGTACT
TCATCTTCGGATTCAACATTATATTCTGGTTCCTCGGTGTGGCGTTCCTTGGCATTGGAT
TGTGGGCATGGAGTGAAAAGGGTGTTCTCTCTAACATCTCTTCCATTACTGATCTGGGGG
GCTTCGACCCCGTCTGGCTCTTCCTCGTGGTGGGTGGTGTCATGTTCATCCTCGGTTTTG
CCGGTTGTATAGGAGCACTACGGGAAAACTCATTTCTGCTCAAGTTTTTCTCCGTCTTCT
TGGGTATCATCTTCTTTCTGGAGCTGACTGCTGCAGTCCTTGCTTTTGTTTTCAAAGACT
GGA
>McF0046G09-MGRbd1
GCATTATGGCCGGGGGACAAGNGAGACAACAACGGCACAGAAGAGACGCAGGCCGTGAGT
CCAGTTCCTAAGGACCGCCTCATTGAGGGCTCGGAGTTCTTGAACGACTCCACCAAAGCC
GGCTTGGTCTCCAGCCTCAACGGGAAATCTAACCAGTGGAGCTTTGAGGGGCTCATCGAT
GTTCATTCCAAGCCTCGGCCCCTGATGGAGGCAGAGGACTGTAAGCAGGACTTAATCAAC
TGCGATGGAAGCTCAGATGGGACAAAAGTGGCCTTTGAAGACAAGGCGTCCCCCCTGAAC
ACGCTGCATTCCTCTCATCAACCCATAGAAGCCACGTCAGATATTTGACACTGCGCTCAT
CAGAAACCTCTGGAAGTTGCACTCCTAAAGTTTTTTTCCTAGTCGAGTTCCTTTAAAAAA
TCTACTGTGTGCTCCAAACATCTTCCTCTCCTTCCCATGGGAGGAGCACATGATGAATTG
GAAATACCACCCCAAGTGCTTCATATCCCTCCTGCACAATGAGGAAACGCATTTACCAAC
TTTATATTTAAACAAATATCTGCTTCAGGGAAAA
>McF0046G11-MGRbd1
CGGNCATTATGGCCGGGCACGAGAGTGGGTTTCCAGTGTCGATCTTGCCGCCCGCATCAC
ATTCTTCATGGCTGTTGTTACCTTCCCTGCTAACTGCTGGGCCATTAGGAGCGTGTATGT
GTTGCTACTGCTGCTTGTCGCCATTGCAACTAAAGGAACAATGTCAGTGGGAATAAATAA
GATGCTTGTAGCAGAACTGCGCGACTCGATGCCCGGAGAGGTGGAAATGCTCCAACTGCC
TGAAATATCTGCCACCTATGCCAACTTTGGCCACCGGATCGACTATCAGAACACTCACCA
GGGTTTCGGCCGATTTCTAGGACAGGTCCCCAAAGAGGCTATCAGGCTCCGCCTGCTTTT
GGGTCAGGGCGCAGGATCTGAAATCACATCCCTGGATATCATTGCTGAAGCAGTGGTGAT
GCATGTGGATTTCCCATGGTATCTGGTATCATGGTATCTTACCCCTATGAGCAGGTCTGC
ATGTCTGCATGCAGTGGGAGGTCGAGTCTATGCAGGGTTTGCTGGTGACCTCGTAGCT
>McF0046G16-MGRbd1
GNCATTATGGCCGGGGGGAGAATGTCACAATTACAGATAAACCAATAGAATCTGCTCAGG
AAACCTTCAAAGCTCCTATTGATGCGCTCACATCAGTCAGCCTCAAACCTAAAGGTGGAC
ATCTGCAGGATGGGGATCATAGGAGAGAAAAGATGATCAAGCTAGGAAATATAACTCAGA
TGAAGAGTCAAAATGATGAACTAACTCAGGAGAGCCTCAAATCCAAACATCACAGCTCTG
CAAAAAAACTGTTGGGATCCAAAGATGCAGCTGATGGAACTTCTAAGATGATTCAAGCCT
CAGGAAACCAAGTGGCACAACCTAAAATGGACCAAGCGGCCCTGAAAATGAAAATGACAC
GTGCGTCCCCCGCAGTTGAGGTCAAAGTTGCATTTGACACTGCAACTGCCCCAGCACCAA
AAACTGAAGCTGCACAACCAGTCTCTGTAAAACTGAAAGCAACAGCTTTTATCTCACAAC
AGGAGAAATCTGATGTAAAAGCAGTTTCACCTGCCAAAAGAGACGAGGCAATGATGCCAC
AGGACGTTTCAGTCGTTTCTGGAGTGAAAGCGACGCCTGAN
>McF0046G18-MGRbd1
GGTCAGCGATCATAATTATGGATCTGGAGACACTAACTTAAATTCTACTATATATAGTAG
ATAACTACTATATATACTATATATATACTATATATACAATTTTTATGATATTTTAATATG
CAGAAGAGGCTGAAGGTACGATTTCTTCTGCAGGAGAATCTGGATGATGCTCATGAGGGA
TTCATAATGTCAGAGCAAAAACTGATCTTTTAGTTTGCTTATGGATGTGCAAACACGTCT
CTTTGGTTTGATCTCTTGGATTTATTGCTTCGTTTATCTCTTCATCCTCCGTTCTTGTAT
ATTTACCGGCCCTTGAATGGTGGAAAGCGATAACTGAAGTATTATTTTAATCCACTTAAG
ACGAGTCTCAGTTTCATTTTGTTCTTTGAATGACAAGCAAAACAACAAAAATATGTTAAG
AAGTCAAATAAAACAGTTGATCTTGTCATTTTCCATTGTTTTCATGTTGCTTTTGTTAAA
CACAGAATTTCAGAAAATCGATTGCATATAAGAAGATAAAAGAAAAAACTTCTGAAATTT
AGAAATGTATGTGGTTGGTATTTTTATTGCATTTGG
>McF0046G19-MGRbd1
TCTCAGCGCGCCGTTAACCCGGGCCTTATGGCCGGGGGCGTGTTAATGAAGATGAAACAG
TCGCTGTCGATTACACTCAAGACGCTGCGCATGCTTTTGGGCCCGAGATAAAACTGTCCT
AACCCTAACTTTTGCTGGTAATTCCTTCATCATTCGCTTGGCTGCAGTGTGTTTACAGTT
GTATTTTATCGAACAGTGGATGGCGGACGACACAGTTGAAGTTGAATTGAATTTGGATAC
CGATGATGAGGAGCAGGAAATCGCTCGGAGAGGAGCCGTCTTCAGGCAGCCCCTGGCCTC



ATTTCTCCACTTGTTCTTTCGTCTGGTTGCTCTTGTCATGTATCTGCTGTGTGACTGGGA
TGGCAAAAACTTTGAATCCTGTTTTTTTACCATCATTGGTCTGTTGTCTTTAGACTTTTG
GTACGTCAAGAATGTAAGTGGCCGACTGCTGGTGGGGCTGCACTGGTGGAATCAGATAGA
CGAGGATGGGAATAGTTTTTGGGTATTTGAGGCCAAAAAAAGATCCCCAAACACTGGGAC
ACAA
>McF0046H01-MGRbd1
GCCGTTTAACCCGGNCCTTATGGCCGGGGGTGGTTGTGAAGGAAATGACAACAGGTTTGA
CTCCCAGGACAAATGCAAGGCAACTTGCACGGGAATAACAGAGAAAGATGTCGTCTTCAG
TCCAGACATGTTTGAGAGAAGTACAGGTGGTTCCAACAATGGAACAATCATAGCTATAAT
CTTGGGTGTTGCCATCGCCGTCATGCTTGTTGTTCTTGGATGTTGCTGCTACAAGTATAG
AAATAAGAAAGGAAAGAAAGGAAATGATCAGCTCGATGCACCTAACCCCTGGGGTGGTGA
AACTTCTCGACACATCTACAAGGACTAGCTGACAAAGCCTGCTTGAGCCCCTGGACCTTG
TTTTTGACCTTCGTTCTCTTAAGGACTGACTCAAAAGATGGATCACAAATAGAACAAGCT
CAGGTTGATGAGAGATGCATTTCCTTGTTTTTTTAGTGAAATACACAGCAGAGAGGCCAG
AATGTCTTCACTGATAAATGTGATGTTTTTGCTTTTATTCTTCTGCTTATTTGATTTACT
CAAACTATTAAAACAGAGGTTTGTCACTGGACCTTGTATTTTGCAGGCATTTCCCATTTA
GTTTCTTTTAAAATTATCAACAGTTTTTAAATAACAATTTTTTTAGGAACAATAGCTTGA
AATCTAGAATTTTTTTTATTTTAATTTTTTTTTTTTTAATGTTACTTCAAAATGAG
>McF0046H05-MGRbd1
ATGGCCGGGGGAAGAAGAAGGACCATGAGGACTAATGGAGGGGTCTGGTGAAAACAGAAA
GAAAGGAGTCCAGAGACCCCAGAGAATAAGAGTAAAACCCAAGGATGAAGCGGTATACTA
TGCATCCAAGGGTAAGGACAGAGAAGGATTGGACGTGAAATTCATTAACTCTCTCAAAGT
ATTGATGCAGCGAAAGAGGACGGCTGATTGGGAAGACTTGTCAATGATGACCATATCAAC
CCAAATGGCAAAATCAAAACGGTCACGGTGAAAGGACATCCTCATTTATGTGTTTTTGCA
ACAAAAGACATTACACCAAAGGAAGCGATTACTTATAACAATGGAGACTCAGACTGGCCA
TGGAGAATGAAGATTTCAGAAGACAAACATCCTGCTGATGACGATACACCAATTGCAACG
ACCTCACTCCCAGATGAGAAGCAGATTTCAGAAGACAGACATCCTGCTGATGACGATACA
CCAAAGGCATCGACCTCACTCCCAGATGAGAAACAGAGCTTCCAACATAAAGTGGGTTCT
TCATCAGCTTCATCATTTGAAAAATGTGCATTCTGTCATGGCCCCTTCAGTGCCAGGAAA
TTGATTTGTGTCAAATATAAAGCCCTCCCTGAAAATTATGCTGAGATGGAAGATCCACGT
AGAAAGCANAA
>McF0046H11-MGRbd1
GTTNAAACCCGGGCCTTATGGCCGGGGTGGCTGGAGCAACGTCTTTTTTATCACCAGACG
ATGAGTCTTCAGGATTGACATTCCAACTGGCTTCTTTGGATGAAAGCGGGGTGTTAAATT
TCTGGGTGGTGGTGGAGCTCCCAAAAGGCAGTGAAGCAGGCTCTCCAACAGATCTAGGTC
TCTGGCCTGGGGGAAAAGTAAAGCTGCTTCACAGCTCAGCCATTCTGACGTCTGAGAGGT
CATCGCAGCACAACGCCGTAAAAACGGAGCCCTTAGAGGCACTTCTTTTAAAATTCCTGC
CGACGGACTCCAATCACTTCTTTCTTGGCACTAATCGGGGTCTGGTCAGCCATGGAACAA
CTTTTGGTTTGAAGGCTTCACCGAGGTTTTACAGGTTTCCGGAGGTTGAAGAGCGACCTG
TTGATGTCTGCTCAATCCACTTCTCTCCCTTCAGACCCGACTGCTTCTTGGTGGGTTGTA
TGGATGGCAGCATTAGGATGCACACAGTTAGCCGGGAGCGTCCTGTGGCAGAGTGGAGCG
GCAGCACAGCTGGAGAACCGGTGCTGTCAGTGCAGTGGGCTCAGACCAGACCCACAGTAT
TCTGCGTTCTGGATGCTGCT
>McF0046H15-MGRbd1
TTATGGCCGGGGCCGGTCCATTCGGCTTACAACAACTCTGTATCGTGGACACATTGGATA
TATTCACCATTAATTTCCTCATATTAGCTTTGTAAAAATGGATATACTTAAAGCTGAGAG
AGCAAGAAAAAGAAAGCTCCTCGAAGAGAATCAGCTTGTTGATGATTCCAAGAAATTTTT
TAAAAGGGCAGAACTTGCACAGAAAGAGCAGGAGGACTACTACAGAAGATGTGGATTGAA
GATTGATCATAAGGAGGACGACGAGCCGTCCAGCTCATCGAACCCAGTTTTAGAATTAGA
ACTAACAGAGGAGAAGCTCCCGATGACGCTGTCACGACAGGAGGTTATTCGGCGACTTCT
AGAACGAGGGGAACCAATCCGATTGTTTGGAGAGTCGGATTATGATGCCTTCCAGAGACT
CAGGAAAATTGAAATTCTTACCCCAGAAGTGAACAAGGGTCTGCGAAACGACTTAAAAGC
AGCCATGGACAAGATCGACCAACAGTACTTAAATGAGATAGTAGGAGGAACAGAGGCAGG
GGAGGTGGACACGCAACACGACCTGAAGGTACACGAAGAGAACACCACTATAGAGGAGCT
GGAGGTTCTTGGAAAAACCCTGGGAACAGGGGATGACAGTGGAGACCAGGATG
>McF0046I05-MGRbd1
TCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGCACCACGTGACCAAAACAATCAT
GGCGGACGTCAAACTGTCAAAGCGATGAAGACGAGATTGGGCCGAGCTGTCGGCATTTAC
TTCATCACCTACTCCGTGATCTGTGATCCACGAATGCCAACCTGGGTCCAGTCACAAGAT
TCTCATTCTCAAGATCATCTCCTTGCTCCAAGTTACTACCACGCTCTGACTTCATCCTTC
AACCATGCCAAGCCTGTTCTTCCTACACCAAGCTCCGCTTACCTTTATCTTGCCTCTCAA
CGTTGGCTTCCAAAGAAACTTACCTCCATCTCTACACCTCATTACTCCATCTTCAGTGAC
TCCTCCGCTGCCAGTCTACCTACCACCAAGGAATTTGAAATAAATCTTCTATCGCCATCT
CCAGTGTTTGTCTTTCTGGGTTTCAACACTTGGGTCTGTTCTGGTCCTAGCCCGGCATGA



CAATTACTGTGACTATGCTAACTCCCCACCTTGTTAAAAAGAAATGCAGTCTGACACCCC
TAAACATTAGCAGCATTCGTGTATTTACAATAACACCCAATCTC
>McF0046I12-MGRbd1
AGAAGAAGAGCATTGACTGGAAACACAAGTCTGGAAACCGTTGTTGAGTAAGAGGAAAAA
TAATGGCAAAGGACAAGGATCCTTTTAACCAGCTTAAGGATCTGGTGGAGCTAAAGGACC
AGCTAGAAGATATCCAGAAAAGAGTAGAAGATGAGATACATGCTGGGATTCCTCCGGGTG
GTAGTCTCCTGGCTTCACCTTTCTTGAAAGGTTTTCTGGCTGGGTACGTCGTTGCTCGGC
TGCGCAACTCTGCACTTTTGGGTGTGGCAGTAGGAACGTGTACTGGTGTCTATGTAGCAC
AAAATTATGCTGTTCCTAATATTGAAACAACAATCAGAGACTACATACGCAACCTTAGAG
GACAAAAGTAGGAACAGAGGAGAAAAAAAGGGAGTTAAAAGTTCACGGGGGGGGGGGATT
AAACAATTTTATCAAATTCAAAGTCAAACCAATAGAACTATCTTTCATTGTTTTGCTTAA
CCATTGTAGGCTGTATTTCCAGTCCTGGAAATTTGGGGCATATTTCCATAAAACATTTTA
TCCAATTTATT
>McF0046J06-MGRbd1
TGGCCGGGGAGACCGATATAGCATCAGAGTCCCAACAAGAAGCCTGAGTGTTAAGCTTCT
TAGTGTTTTCACTGGTGCTGGAGAGCTACTCAAAAATGGAGATTACACTTGAAGAGGACA
ACACCATGCCTTCTACAAACTTAGAGTACAAAGGTGCTCACCAGGCATTCAGAGACCGCT
GGAAAGAGACGGATGACACCATGTGTCGCCACAGCATGTCCTTCCACCTACACCACACGC
TGAGGAGTGAGTTCTTCGCCAGCTACCTGTACCTGGTGGAGAAGATACCTCTGGTGAAGC
TGTTTCCTGTCACCTGTGAGTACATCAAAGGAGAAAAGCAGTTCTACTACAGAGCTCAGA
AGTTCTACGAAGATGTGCCGGCCTCAGAGGAGGGCATGATGGGAGATTTTGTGGAGATAT
CCAACGTCGATCTGGAAGGTTCCCGTCAGTTTCTGAAGAGGTTTGTGGGTCCCGGTAAAG
CTGGGACACATTGTGCTTTGGACTGTGGATCTGGTATTGGGCGTGTGACCAAAGGAGTCC
TCCTTCCTGTATTCGAGAAAATGGAGCTGGTGGACATGATGGAGCACTTCCTGCTCCACG
CACACGAGGAATACCTGGGTCACGGTGCTGACCGCGTAGAGACGTACTACTGCTTCACCC
TGCAGGAGTTCACTCCTCCTAAGA
>McF0046J17-MGRbd1
TTTTAAATTATAGCAAAAAATAAAAAAAAAAAAAAAAAAACATGTTCTGCCCTTTGTCAG
TAGCCGGCTCCTCCTTCTTTAGAACCCCTCAGCTTTTGATAGGTTTGGAAATTACCGTGT
CTCTTGTAAATACCTGACCAAGATCTATTTTTTTTGTATTCACTTTTGATGATGGGCAGA
CATTGGAACAGACAACTGGAGGTGAAATTGTGATAAAAACAAATAAATTCATGCTTTATC
TTAGATGCGCAGGGTAACAATTCTTTTCTTGAATTTGAACATTTATATGCATAACCTTTT
TTTCCATGAAGAGAGTTTCCACCATCAGAACTCGTT
>McF0046J22-MGRbd1
TTTAACCCGGGCCTTATGGCCGGGGAGATGGACGCTCCTCGTTCCTCCAGGAGGTGAAGG
TCTGTCTGTCATCAGGGAAAAGCTGAAGTTTCTGAAGAAAGAAACACTTTAACGGAGAAA
TGAAGCAGGCCGCCTCCTCGGCTCCACCAGAGGAAGGTCACGGCTCTCCTCTGCAGTCGG
GACTTCTTATCTGCCGCCGTTATCAGCGCTGCATACCCGGAGCGTGCACGAACCGTGACG
CGCACT
>McF0046J23-MGRbd1
CCCGGGCCTTATGGCCGGGGAGACAAAATGGCGATTGTTGGAACAGGGCGGTCTGTGCAC
GCGGGTGTACTGTCTTCCGTTCCTCTGCAGCTGCTGCTCCGCCTCACCAGCATCTATTTC
ATCGTTTATTTTCTGTTCACTCTCGGTTTGCTCGTCAAAAAGAGTGTGGTGTTGTCCTAT
CCCCCGGATGCTCTGGTTTATGGTGTTGCACTGCTGTTCCTGCTGGCTGCCCTGGAGGTT
CTCCACCTCCTCTGTGGTGTGAAGGGTAACCTGACTGAGAGTGGGGGCTACATTCTGGCT
AACATCATTGTGACGGCTGCGACTATCCTGTTGACGGTTTACTTCCTGGTTTGGCAGACT
TATGTCATGCGAGCGGATGTCATCATCAGCGGCATCCTTCTGGCTGCGTATAGCTTAGAT
GGAGTTCTGGCTGTCAG
>McF0046K10-MGRbd1
ATGGCCGGGCGGCGATCAGATTAGAAAAGCCGTGAACGACCTGCTTCAGCTGCTAAGCCC
CAACCAAAAAGAGAGCAGTAAAACGGAGGAGAGCCAACCGAAGGTCAAGAAGGAGCAGTA
GACAGTCCAAAAGTGTGCAGGCACAGAGAAGACGTGATGAAGTAAAGGGGGGGGTTGGTG
TCTCTCCTGTAGAGAGAATGGAACTTTCTGGTGGATGACGATCATAGAACCTTACGGTGG
ACCTTGAAAAGAAAGTTTTACTGATGCGTCCATCTGTGAGAGAAGCGCCTTTGGCTTCAG
CAGTTCAATCAATCAAACATGCATTTCTATGAATTCTCCTTACTAAGATGTTCGCTTTGC
AAACGCCAGTATGTGTCCGTTGCACCGTTCCGTGTTGGGACTTAAACTCCTGACATCACT
TTACTTCAGGGAATAATTTAACACGGATAGCAGCGAGGGATGTTTAATTTGAATTAAATT
GTTTAGTTTGGTTTAGATGATTTATTATAGGTGATTAGTCTTCATTTCTGAGGTGTG
>McF0046K16-MGRbd1
AGGACGGGGTGATTGATCTCACTAAGGATAACTCTCCTCAAAAGAAAACAGACAGCAATG
GTACTCAGGCTGGGTATGAAAACGGTATCAACAAGAGGTCAAATGTTACAGATGCAGGGT
CTCTGTTGCCCCTGCTGCCTTCACTCAAAGGCAAAGTGGTGCAGCTTTCTGCAGCCACCA
AGGTCAGGTTGGAGGAGCTGCAGCTGGAAGGAGACCTTCTGGAGGTCTCCTTGGACCAGA
CAAACACCATCCACAGGGTTCTGCAGGCTGCTTCAGAGCCTCCCACAGACACTCTGCACA



CGCTCATCCAGATTGAGGTTGAGGAGCAGAGGCGGACGAGCCACGGACGAGCCAAGGACT
CCAAGAGGAAGAGGAAGGGCAACAGAGGTGGCAGTGGTGAAGGATCAGGAGAGCGCTCAC
TGGATGTCTCCAAGTCAAAGAAGGCCTGTCCTCTCCAGCACCCCTCTGCCTCTGCGCAGA
TGTGGGTCCAGTGCCATCCAGAGATTTTATGATGCACTTCAGGCTGGAGCTCCGTCTAGT
CAGAAAAACCAGAGGGGGCTGAGTTTCTCTGTGCCAGCGGACGGTGTCAAATAGAAAACG
ATGCAGGACATCCCCTTCCCTCCATAACTCCCAACATCCT
>McF0046K17-MGRbd1
GGGGTAACAAGTTTAACATAAACAAAACCCCGTTGTTCTGTCACCATAACAGACAGTCGT
TTAAAGGGCAGAGGCGCTTTAAAACAACATTTCAATCTAATATTCACGCATTTACGTTAG
AAAGGGAGAAAGAAGGAGGAACCAGATGGTAATAGCGGGAACAATAACCTAAATGTAACT
GTATAAACAGTATTAACAGATTGACAGGATGGAATGTCTCTTCGGTCTGGTGTCCTGTGA
AAGACAAAAAGTTCCTCTGAAGAGCGTGGAGGTGGAGCTGCAGGTGAAGGACCATGTGGC
TACAGTCATCTCCACTCTGAACTACCAGAACAAGGAGGACAAACCCATAGAGGCGCTTTT
TGTCTTCCCTCTGCCTGGAGATGCTGCTGTGTGTCATTTCAGTGCTGACATTGGACAGAC
ACACATTGTAGCTGAGCTGAAGGAGAAGCAGCAGGCTCGTGAGGAGTATGACGATGCACT
GAGCTCAGGGCAGCAGGCCTTCCTGTTGGAGGAGAGTGAGCAGAGTCCTGATATCTTCTC
TCTGAGTGTGGGCAGTCTG
>McF0046K18-MGRbd1
GGGAGGAGGAGAACGCCGCCGTCGCCGGAGCGCACAGCACAGTCCCTGATTCCCTGACGC
AGTGATGAATAAGTCAAGAACGCACGCGGGAACTAATGTCCGTGAAAGGAGCGGGCGTAA
AAGGAGCATCTGGAAACAAGAGATGAGGACTGAGCGACTCCAGGGACAACTCCAGCTGAA
GCGGACTATGATTTTTCTTGCCGCACTCACCATGCAACCACAGGTGGTGTGTGGTGGAAG
GCTGTTTGAGCTTCAAATCCGCCACTTCCAGAATCCCCATGGGCTGCTGCAGAATGGAGA
ATGCTGTGATCTGCAGACCAGTGGGGGACAGCGCTGCTCTTCTAGGGACCAATGTGACAC
CTTCTTCCGAGCGTGCCTCAAGGAGTATCAAGCTCGGGTCGCCTCCACTGGGGCCTGCAC
TTTTGGTGTGGGATATTCAGGCATCCTGGGTGGAAACTCCCACTCGTCACATCACCTGAG
ACACAGTGAAGGAGGAGGAGAAGGAGAAGACGGAACTAATGGACACATTGTCATTCCCTT
CTCTTATGCCTGGCCAAAGTCCTTCTCTCTGGTCCTGGAAGCTCTGGATTATGACAACGA
CACA
>McF0046K19-MGRbd1
GGGGGACAGAATTTGAACGCATCACTCAGAATCTGGATGTTCATTTCTGGAAGACCTTCT
GGAACATCACTGAGACTGAGGTCTTGTCGAGTCTTGCCAGCATGACATCAACACAAGTTA
AGGTGAACCGAGCCCTTTCTGTGCCCCCAGTGGCCTTTGACCTTCCCTTGGCAGCCAATC
ATAGAGCATCAGCAACCATAGCGCCGCCTTCAGCACACATCGGCATTGCTCCCATCCAGA
TGAGACTCATCTCTTATGACTTACGTGAAGGACAGGATAGTGAAACTTTGCTGTCAATGT
CCCGTTCTGAAGGAGGGGCTATCTCTCTGTCCCTGGGGCTAAAGACCAAGCGCCTCCCGT
CTTCTCCCTTCCTCCTGATCCATTTTCATGGTGGAGGCTTTGTGGCCCAAACTTCAAAGT
CACATGAGCCCTATCTCAAGAGCTGGTCCCAGGACCTTGGTGTTCCCATCCTGTCCGTGG
ACTACTCTCTGGCCCCTGAAGCCCCCTTTCCTCGGGCGCTGGAAGAATGTTTCTATGCTT
ACTGCTGGGCTTTGAGAA
>McF0046K22-MGRbd1
TAACCCGGGCCTTATGGCCGGGACTTCAGACTGTGTGAAAAAGGTTTCCGACATGCCTTT
GTCCTGGATGTGGGCCGAGAAGTGGCAAACATGGTGGCTGAATGGATCTATAGTTCTTTA
AGGACTTGAATTTGTTGTTCCATTTATGGTTGAATTACTGACCCCTTGAAGGTTCTGCAG
GATTTATTTGGAGATTTGATGATCAGAATGTGTCCGTTGACCCTTTTTAAGTTAAAGGCT
AAACTGTGAGTTTAGGTTGGTTAAGATTAGTTGTTAAGTTGAAGAAGAGGCTTCACAAAC
CTCAGAAGCAAAAAAAGACACGATGGAAAGTGAAAGACATGTATGTCTCTGAAGTTCTGA
TCAGTACTTTTTCTCATGAAAAGAAAAACAAAATTGTCAGTTTATGCATCATTTAGCTTA
ATCGTTTTGATATAAATATTTTAAAAGGCCTATTACATGCAAAATCAACATTTTTGAGCT
TTTA
>McF0046L02-MGRbd1
CGTTTAACCCGGNCCTTATGGCCGGGGGTAGCACCATCAGCAGCTACACGGAGCAGGAGC
CTTTCTCAGTCGCGTCTCCCCTGTAGGGTGCAGGGTTTTACCGATGCTTTTTTATTGAGG
CTTTGATTGACAGCAGTTGATAATCCTCACCGTCTTCATCCGTCTGTGTGCTCAGTTTTA
GGCAACAACGACAGGGCGCATGGAGTCCGCGTTTAAAGGCTCCGGGAGGTGTTGTGCTGG
AAATAAAGCATCCAGCTAGCCTAGTCAGTGTTAGTTAGCCGCCGCCGCCAACAACCACGG
ACTTTACGGTGTGGGGAGAGAACCGCCACCCGGTCAGGAGACGAGACCAGCATTTTGTAG
GATCCGAACAATGGGGCTCATATTCGCCAAACTGTGGAGCTTCTTTTGTAATCAAGAGCA
CAAGGTGATCATTGTGGGTCTGGACAATGCAGGGAAGACTACAATTCTCTACCAGTTTCT
GATGAACGAGGTTGTCCATACATCACCCACCATTGGAAGCAA
>McF0046L03-MGRbd1
CAGGCGCCGTTAAACCCGGGCCTTATGGCCGGGGGGCATTCACTGCTTTTGAATTTTGTG
GTATGTGCCTGTAAATGTGAGGGACTCAAAAGTAGGATTGAAGCTTTCACTTTTGCAAAA
GACTTTCATTTTCTTTTTCTTGTTTCATTTTAAAGAACTAATCTTCAAGAGAGAAGCTGC



CATTTGTGGTAGTAATACACTGCTAAATGGCTGAGACTGACAGTGCAGAGGAAAGTCAAG
ACCTGGAGGCTCCAGAAGAAAACTTAGACAGCGAACATCAAGCTTTGCTGCACTTGAGTA
AATATGGTGAAGCCCGGCGCTTGCTGCCTTGGGAGCAGTGGAGTTTCAGAGAAAAGGCGA
ACTATTGCATGGATCGAATCTTTTTTGGGTTTTTGGTCCTTTTTTTAGTAGTGTTACTGG
GTGAATGTCTCTATAAAATGTGGTATGTGTCAAATGTGAATAAGGTGCCAGAATTTGCAT
TTGACTCTTTGGTATCTCTG
>McF0046L06-MGRbd1
AGCCGCGTTTAACCCGGGCCTTATGGCCGGGGCCTCTGCGGAGCTCGGTAACATGCTGGG
GATTTGCGTGTGTCTCTGTGCGCTTTTCACTCAGGTCGCTTCTCAGGAGACCGAGGAGCC
CATCTCCTACACATGCACAGAGGGCTACAAGTATGATGAAGTTAGAGAACAGTGCAGAGA
CATTGATGAATGTAAACTATTAGAAGATGCCTGTAAGGGAGGGATGCAGTGTATCAACAA
CTTTGGTGGATACCTCTGCCTCCCCAAGAACGCTGTCATATATGTTACTAAGGAGGAAAG
TGAGCAGGTACCCCTGCCCGACCCAGTGCCAGAAGTCCCTGCCATCCCTCCAATTCCTGC
TCATCTTCCCGTACCTGTTCCAGGCGGTCCCAGGGACTCCCCGGCTGCTCGGACCATTCT
CTGTTCATCTGGTTTCACTGCGGACGAACAGAACCTCTGCAGAGACATAGATGAATGTGC
AACAGGCCGGCACACTTGTGGACCTGAACAGACATGCTACAACACCAGAGGGTCTTTCAT
GTGCCAGTGTCTTCCAGGCTATCTCAGGAACGGAGACCGCTGTGTTGATCGAGATGAGTG
TACAATGGGCCACTACTGCATGCAGAGATGTGTGAATGTCCAGCGCTCTTACTACTGCGA
ATGCAAAGCAGGTTACAAGTTGGCC
>McF0046L07-MGRbd1
CCTTTAACCCGGGCCTTATGGCCGGGGTCCACTGATGGGTGTTTGCTTAGTCAATGGATG
TCTTGCGAAATGTAAAGATGGATAAATGTCAAAGTTTGAAAGAAAATTCTTTGATTTCAT
TTTGTTTCTTCCACTGGAGCATCATTAAACACAAATGAAACAACTTCCTTTCTGAGCCGT
AACTTTGATTTGTAAAACCAGAGAGGCTTTTTCATTTGAAGCACAGACGGTAAATTCATA
TTGTACTAGCTGCAGTTCACTCAAATGCAATATGACACATAATGGTGCTACTTTATTTTT
TGACCCATTTTTTTCCAATATCTTGAAACGTTTTAAGGAAAAAAGATTTGAAGTTCAGAT
GCCGTGACTCAACTTCACGACAATGTCGCCAGGATAAATGACATTGTTTCAATGAAAATT
CAAACACATTTCATTTATTGTATATCAATTATAGCTTCCAAT
>McF0046L13-MGRbd1
AACCCGGGCATTATGGCCGGGGGGAGGAGGAGGGGACGACATGTCAGACAGACAGATTCT
CCTGTGTGTCTGCAATGAAAGACCGATGTGGACCGCTGGGATCTGAACCCGCATCCTCAG
ATTCAAAAGGTCAGAGGGTCACGCAAAGAGTCCAGTCTTCAGCACCCAGCTGTGAGTCCA
TGAAGAGTGACAACTCCAAAGGCTTTCCTCCAAACTTCAGGGCTGAATCTGGTCCCTTAA
AACAGAAGAAGAGTGGATTATCTGAGGAGGAGCAGCTGTCCTGCTGTTCTTTGTGTTGGG
AGGTCCTGAAGGATCTAGTCTCTACCAGCTGTGGACACTGGTTCTGCAGGCACTACATCA
CCTCGTGCTGGGACCAGTCTGATCCATCAGGACTCTGTTCCTGTCCAAACTGTGTAGAAC
GACCCAGAAGCAGAGCTGGACTGCAGACCAGTCAGAGCAGAACCATCCAAAATGTTGGTC
TGCAGGAGCTTTTAGATGAACATCAGGTCAGTGTGAAGAGAAGATATGAAAATACGACTG
AAGGAACCGAGGAAACAGGAAAAGGAACTCCCCTCAACAGAATCTACACTGAGCTGTACA
TCACAGAGGGACTGAGAGAAGAAGTTAATACCCACCATGAGGTGAAGCAGCTGGAGAGAG
TCTCCAAGATCCTTCATGATGTTCCAATC
>McF0046L22-MGRbd1
GGGCCTGAACAGAAACGAGGAAAGTTAGGGGTGCAGGTGCAGCACCAAGGCGGCATTTAA
AGTCAAATGTGACTGTATTACAAGCACCACTGTTAGCTTATCCGCTCCGCTGGTTAGGGT
TAGCTGCGCCGCTGCGTTCAGAGACGGCTCGTTTTTTGTTTTTTTTTTAGAAAACACGGA
AAAAGTCCAAACAAACATCAGTCGGGTCTGCTGCTCCTGGGGGACCTCTTCAGCCCTGGA
AATGTCCCAAAGGGATGTGATCGATTTCTCGGCGTTGGAAAGGGAGTTGAAGGCGGCGGT
GGAGTCTGACCGCAGATATGACCGTGAGAATGAAGCCAAACTGAGAGCTGTCCACCAGGG
AGTGTCCTACGAGCAGTTCAGGAACCTGGTCCTCTCCTCCCACCTGAAGCCTCTGGAGAA
GAAGGACACGGACGGCGCTCCACGGAAGCAGCCCTGGAATCCCGTTG
>McF0046M10-MGRbd1
TTATGGCCGGGGGCGCAGAAAGGAGATTACATACGATGGCTGAGCGCCACAGACGTCGAG
TTTTGGCCGCCGACAGAAGCCCGTCAGAGGAGACAGCCAATGTTCAGAGGGGAGCAACAG
CCGACACGGTTCTCGTGAAGCTGTTAGCCGCTGCTTTTTACGGAGTCAGCTCGTTTCTCA
TCGTTGTCGTCAACAAAAGTGTTCTTACTAATTACAGATTTCCATCATCAACATGCGTTG
GAATTGGCCAGATGCTGGCCACGATAGTGGTCCTGAGGATGGGGAAGATGCTGGGCATCA
TCTCATTTCCAGACATGGATCTAAGTATACCTCGCAAGATGTTCCCTCTACCTCTGTTGT
ATGTTGGGAATCAAATATCGGGACTCTTTGGAACACAGCGACTCAACTTACCCATGTTTA
CAGTCCTGAGGAGGTTCAGTATTTTTCTCACCATGGTGTTTGAAAGTGTTCTTCTGAAAA
AGACTTTCTCTGCAACTGTGAAGATGACTGTGTTCACCATGATCATTGGAGCTTTAATTG
CTGCCAGCGCTGACTTA
>McF0046M14-MGRbd1
AACCCGGGCCTTATGGCCGGGGGAAGAAGAGATGTGCGGTTGGTCCTGTTTAACTCTGGG
TTGGACAGTGGGTGCCGTTTAACCATAAAAATTAAATTAGAAACTTAATTCTGTATAGTT



GCATTATTTTATTTTCTGTCTTTATCTAATGAGTTTCTTTGCGATTTCAAATATTAGCAG
AAGATCCTTAGCACACGTGTCAGTTGCTGACAGTTGTGTATAAAACTTTTCGTCATTATT
TAATCTGTAAAGTGATTAAAATTTAACTATCTTTTGCACGTTTGGAGTGTTTTCAAGAAA
AGAAAGCAATACAACACGATGGGAACTGCTCTGATTTATGATGAGGAAATGACCAAATAC
AAACTGCTTTGGGTTGATCCAGCATGTAAGATTGAAGTACCGGAGCGCTTGACAGTGAGT
CACGGTGCTTTGGTCAGAAATGGGCTCACCGATCGCTGTATCTGTCTTCCTGTCCGTGAG
GCGGTGGATGCAGAGATTCTTTTGGTCCACAGTGAGGAATATCTGGAGGCAG
>McF0046M15-MGRbd1
GGGGCTGCTGAGGCATAAGCTGTCGTTTGAACGTTCAAATTTGTGGTTTTAAAACAAAAT
GTGGACAAACGACGACGTTCGAGACAACGTGAAGAATTACTATGGCAGAAGGCTGGAGGC
CTCTTGTGACTTGCAAACAAGCGCCGCTGCCTGCAGTCGGCCCTGCAGACCTCTGCCGGA
GATCATCACAGATGCTCTGAGTCTGGTTCACCCTGAGGTAACTAAAAGATTTTTTGGCTG
TGGTCTTCCTTTTCCAGCCAAGCTTGAGGGCTGCAGAATTCTGGACCTCGGCAGCGGTTC
CGGTCGAGACTGCTATGCCTTCAGTAAGCTTGTTGGACCTCATGGACATGTGACTGGGAT
TGATATGACAGAGGAGCTGATCACAGCATCTCGCCAATATTTGGAGTATCATCAGACTAA
ATTTGGCTACAAGAACCCAAATGTCACTTTTGTCCATGGGTACATGGAAAATCTCATAGA
AGCTGGTTTACTGAGGGACTCAATGGACATTGTGATATCGAACTGTGTGATCTGTCTGTG
TCCCGATAAAAAAGCAGTGCTACAACAAGCCTATGAAGTCCTAA
>McF0046M21-MGRbd1
TTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGTCATCAGTAAAACTGGAAAGCT
GAAGTACAAGATTTGAGATGTGCAGCTTTAAGTTTTAATATATTTGTGGCATCCCTCCTC
CCTCTGTGAGAGACGCCAGGATCAAAGACATGTGAGAAAAAACAGGCTGTCCTCGTCCAG
GAGAGGACGCTGGTGACAGATGGAGGAAGCTTCTGGACTCTGCTGGCAACCTCACGACCA
GATGATGCCCACATCGACTCACTGAGGCAGAAAGACCCACAGCAAACGCAGAATCCACCT
CTGACTTTATCCAGAAACGACAGAAAACGAGGACCAAAACATTTGGCTGCAAAGATACTG
AACAGAAGAAATGTTCACCGACATAAATGTTATTTTCTGTGTATTAAATCTTCCAGAAGA
AGTTAAAAGATGTGGCTGTAGCCCCTCTTCTTTGAAGTGAATGTAATCGAGTGCATTAGT
AGGAAATATTTTCTGTTATTTTGTTTTAATTAATAGGTTTCTGAGATACTTTTGGCTGAA
ATGAGGCATTTGGTTTTTGCATTCATCTTGATAGTTTTTTAAAGTTTAAGATTTTTTATG
GACTGTTGATATCTTCCTGCTCACAAGCTGCCATTAGAAAGACGATACTTATTCTTCTCA
TACGGTGGAACTTTAGGGCCAGTTCACA
>McF0046N03-MGRbd1
GGGACAACGGAAGTAAAGCAAAACTATCAAAACTGAAGTTTGCGCTTTCTGTGTTTCGTG
GCTCATTAAATGCACTTTAAACATTCCAGTTGGAATTTTATTATAGTTTATTTAGACTTA
AAGATGTCTTTGTAGTTGGAGAAGAGATGTTGGTAAGCTACAGCAGCAGCTCGGAGGAGG
AGGAGGAAAGCCAAGCGTCGACTAAAAGTCAAATTTGTTCTCCCAAAAAGGAAAAAGGAA
GTTTTCCTAGGCCGAAGAAAGCAAAGATGGAAGAATGTGTTTCCAAAACAAGACTGCCAC
TTCCTGACTGTCTGCAGACCATGTTTCCAGATGAAGAAGATCGACAAACCGAGGATAGCT
CACTCCATGGCGGTCGTATCCGCTCCTTCAAACACGAGCGGGGAAACTGGGCCACTTATG
TTTATTTTGCATACCATCCTGAGGAGGAGTTTGAGGAGCTGCTGGAGGAGCTGCTCTCAG
CATCAACATCTCACGGTGTGGCTTTGACAGCGCAGGAGGAGTTTCACCTCAGCCTGTCTC
ANACGGTGGTGCTCCGACACCACTGGATCCAGCCCTTCATGAAGAGCCTGAGGGCAGGCC
TGACTCACTCTAAGAGATTTGTCTGTTCAGCAGGGAGGCTGAGGGTTTACTGCAATGCTG
AAAGAACA
>McF0046N11-MGRbd1
TGGCCGGGGAATGACAGAGTCGAATTTCCAAGTGTATAAGTTCGTAAAGCTGGTGTTTAT
TAGCGTGTTTATTGTATTCCTGTCAGTTTTCACCATTGCGTCCATCAGGACATTTTCTTT
GGACGTAAATGTTGGACTTCAACTCGCACGCTGGGAAAAAACCAACAACATCTTGCTTGT
CATAGACCACCATCAGAGAGAGGAACTGTTAGCAAAGTTTAAAGAGGCGATCAAAATCCC
GACAGTGTCCTCGGAGACGGGCGGCAACACTTCAGCTCTGCTTCAGTTTGGACAGTTCCT
CCGTAAAGCTTTCCCCACAGTTTTCTCTTCAAGTTTGGTTCAACATGAGATGGTGGCTGA
TTACAGCCACCTGTTCTACGTGCGAGGGTCCCATCCTGACTTGGTACCATATATGCTGCT
GGCCCATATTGATGTGGTACCTGCCAATGAGTCAGATGGCTGGGAGGCTCCGCCTTTTTC
TGCCAAAGAGATAAATGGCTTCATCTATGGTAGAGGGACCATAGACGACAAGAACTCTNT
AATGGCCATACTTCAAGCATTGGAATACTTGCTACTTAAAGGCTATGCTCCTCGAAG
>McF0046N13-MGRbd1
CAGCCGCGTTTAACCCGGGCCTTATGGCCGGGGGAAGTGTGTGTGCTGGAGGATATGACC
TCCCACCTGCCCGTCATCGAGGTTCGAATCGAGGAATGTCGCGACGAGGGGATAGACGTC
CGGATCCGAGGTTTGAAGATCAAGTCTTCCTGTGAGAGGGACTTGGGTCTGAATGCTGAT
GTTTTTCAGTCCTCTAACCTGGTGCGCTATCCGCGTCTCCAGGGAACGCCGCCCGATGTG
CTGTACCGCAGGGCATTGGTTATCCAAAGGTTCATTTGCCTCCTGGACGGCGTGCTGCCA
CACTTGGTGCCAGCCTGGGATTATAGTCTGGGTACCTTCAACCAGATCAAAAGTATAAAG
CGGTTCTTACTGTTGTCCAAGCGCCGGTCAGCCCTCATCACTCAGTGTCTGAAGGACTCA
GAGACGAGTAAGCCAAACTTCATGCCACGACTTTACATCAATAGACGTCTGGCCATGGAG



CACCGGGACAACCCGTCTCTGGACCCAAGCTGCAAGAATGCTGTGTTCAGTCAGGTTTAC
GAGGG
>McF0046O02-MGRbd1
GGAGGGCAAAAGAATGAACAACATTCAAAGTGGGCAAAAACCTGAAACGCTAATCTCTGA
TCGAGAGGTCAGTGTGCTGGAAGTGCAAACTGACAGTGACGGGAATGGCATCACTGGAAG
ACCAAAAGAAAATCAGGAAAAAATGGATGGCTCAAGAAACCGCTGTTACTCCTCCAAAAC
TGTCATGGCTACTGAGCCAGAAACCATAAAAGCCACAAGTCAGGCAGTTTTCAGTCCATC
CAAGCAAGAAGTTTCCACCTATCCTGAATTTCAGCTGCCAGTCAGCCAGATCACTGCCTT
TAAACCCAAGTAACAACTTCTATCTGCAGTGTTTTGCATATTTATACAGTACTCATGTGT
GTAATAAACTGGTGTTTTATT
>McF0046O05-MGRbd1
ACCAGGACAGAGCTTGTCAAAAGGAGAACTTCACAGCAGCTGGCCAACACTTCTGTCTCT
TCTAGACTTGGATAGTTAGAACAACTGAAAGCTATCTTGGTGGGGTGACCAAAAGAAATG
TGAGCTTCGTGGTTTGGGGGGTTGCTCTGCTCCTGTTAGCAGAGACATGGGCCCAGAGTC
CCAGGAAGAAGCTGACACCTCCCAAGCCTCCCAAAGGTCAGTGCTGCGATGAGGTGCGCT
CGCTGAAAGTTCAGGTGGCCAATCTCACCAGCATCCTGGAAGAGGGGAGCCGCAAGCAGG
AAACAGACCTGCGGAATGTGGTGAGGCAGATAATGGACCTGGACCA
>McF0046O06-MGRbd1
GTAAACCCGGGCCTTATGGCCGGGGGATTGATGCAGCGGTCCCGGTCGGTTCGGTGAAGC
TCTGGTTCCGAGTTTGTCCACACGTTTGGATGCAGCAAGGTGGACCATGCCACTGCCGAA
ATCTAGAAAGATCGCCGTTTTGGGCTATAGGTCGGTAGGGAAATCTTCTCTCACCATTCA
GTTTGTGGAGGGTCAGTTCGTGGACTCATACGACCCCACCATCGAAAACACGTTCACCAC
CACCATGACGGTGAGCGGTCAGGAGTACAACCTGCAGCTGGTCGACACGGCCGGCCAGGA
CGAGTACTCCATCTTCCCGCAGAGTTACACCATCGACGTGGACGGATACATCCTCATCTA
CTCGGTTACTTCTTTCAAGAGTTTTGAGGTAATCAGGGTGATTCATGAGAAACTTCTGGA
CATGGTTGGAAACGTTCAAGTACCCATCACTTTGGTTGGGAACAAGAAGGACCTACACAT
GGAGAGGATGATCAGTTTAGAGGATGGCAGAGCTCTGGCAGACTCGTGGAACGCCGCGTT
TCTGGAGTCTTCGGCCAAAGAGAACCAGACAGCCGTCGAGGTGTTCAGGCGGATGATCCT
GGAGCGGGAGAAGATGGAGGCGGGTCAGCTGCAGAGTCGAACCCCTTGCTCCGTGATG
>McF0046O08-MGRbd1
ACCCGGGCATTATGGCCGGGGTTTGTGAATAGGATTAACAAATGCTAATAAATATCTTTA
TAAGCAGCTTAAGGCTTAATACCGCATTGCTCATGCTTGTTAATGTCTTATAAGTAGTTT
ATTAAGGAACATTTTAATGTAAAAACAGCTTATTTAAACTTGTAAGTCAGTTGTAAGACA
TGTACAAATGCTAATTAATGCACTTACATGCATCTTACTAAAACATTACTAGTGCTTGTT
AATAAACTATTTAGATTTCTGCCACGGCACTATCGCTCATCATCATCTATCAAAGAAGAC
CTCGCCGTCTTCTTCAGGCCGGTGGAGCGGCGAGCTCCTCACACGTGGGAGGGGCTACGG
ATGAAGCCGTTTTGGGAAATGGTGGTGATTTTCCAGAGCCAACAATTCCACATGACATGA
TCAACTTTTGATGAGCTGTGTGACGCTGTGGAACCTCTGGTGGCGCCCG
>McF0046O15-MGRbd1
GGATGTCGTTAGCTAAAAGATGGCTTTGCCGGGTGTTGGGCTTGTCATGTCCACCTTTGA
GAAGATTGAATCTTTCTTCTGTCAGTCACCTTTGCTGCAGGTGGAGTTTGAACATGCACT
TTCCATGTTCTATTCAAATAAAGATAAAGTTAACGAACTAAAAGAAATCTGCAGAGGTAG
CTGGACAAGAGGAGACAATGCATTTGAGGTGGCTCTGGAAATAATAGAGGCACTTCTGCT
TTGTGTGGATAGTGTGCATGACAATGAGGACATGAGGTGGAATGACCAAGCCACACACAT
TGCCTTAGAGATCTCAAAAGCAATAACTGATTTTGAGTTCATAATGACATTGATAGTGCT
GAAAAATGTTTTGGGAGTGACGCAGGCTTTTGGAAAAAAACCTTCAAGGAATGGATGCTT
ATTTGGCTGCAGACAAATTAAAAGG
>McF0046O23-MGRbd1
AACCCGGNCATTATGGCCGGGGGGGGGGGGTTGTTTGACTTCTTGCAGTGGCTGGGCATC
AGGCACAGTAAAACTTAGTGGGGAAACTGCAAACTGCAAAGCAGAAATTCAACGAAGGCC
ATTGGAAATGGGAAAGCAACACATTTGCTGATTCAGCCCAACTGTCCAGGTTTCAGATTT
TATTTGCAGGCATGCCAGTGCTAAATATTCCATATCGAAAAGTGACAAAGAAAAGCCTTC
TATATGACCAAATCAGACCTCCAGTGACACCAATTGCACAATAAATAATAAAAAGTGAAT
TTTAGAATCTCCAGGGGGCTTTGCAGGATCTAATTTAACAGTGAGGCTAGTGGATGCTGC
TGATGCGCATAACCAATACATCATGAAGGGTTACAAGCTATTTTGATTTAAAAAAAAAGA
AGCTGGGTAATTGGAAAAAAAAAGTCACAGCTCAG
>McF0046P09-MGRbd1
TTTAACCCGGNCCTTATGGCCGGGGCTGCATCAGCACATTTAAAAGGCAGGAGGAGAACA
ACGTGTAGGACTCGAATCTGTCTTATTTGTGAGAATCATGAGTGATCAACCTCTTTTGGT
GAATGTGGAAACGGGGATTACAGAGAACCAAAAAGCTTTTTTACCACCGGTATGCAACAA
GCTCATGCACTTTTCTCAGCTTCAAATTATGTTTGTTGGAGGTCCTAATACCAGGAAGGA
TTACCACATAGAGGAAGGAGAAGAGGTGAATGGGTTCTACCTGAAATGTGCAATTTGATC
ATTTGAATGAGTGGGGGGGGAAAAACTCCTTTGCAATGCTGATCACTTCATGTCATGAAT
TACATTGAAAAGTTCTTTCTTTTGATTTGTTTCCTCCCTGATGTTGACATGACCTTTGAA



GTTTACTGAGACAGAGAATCTGATTTCAAATGGAAATGACATGGAAATGGTTCAAAGTTC
GACTAAGTTTCTCTAGTTCTACCA
>McF0046P12-MGRbd1
GTTAACCCGGNCCTTATGGCCGGGAGTCTTTCTGCTGTTTAAAGTGGCTCATCTTCTGAA
CTGTTGGCCTTTCTGTCTGGTGGAACTGGTGTGTTGTTGTAAAAAAACTCTAACCACACA
TGCATATATGCTGATATATCACAGTTTTTAAGTACTCATTCATTCATCTTCTTCCGTTTT
GTCCCTTTTGGGGGTCACTGGGCTGCTGGAGCCTATCACGGCCACATGCGGGCGAATGCA
GGTGACATCATGGACAGGTCGCTAGTCTGTCGCAGGGTCACGCATATCACACACCCATTT
ACACTCACATTGGGGGGGATGGACAATTTAGAGTTACCAATTAACCTAAGAAGCATGTTT
TTGGACGGTGGGAGGAACCCGGTGAAAACCCACCCATTAATGTTCTGGTTCAGGTCCCCC
AGCCGGAACTTGAACCAGGGGCCCTCTTGCTGTGAGTGCTAACCACTTCGCCTGTCAAAG
AAA
>McF0046P20-MGRbd1
GGGGGCCTTTGGAATACATTGATCCCAAATCAGCATTTCTGCACTGACAGACTTGATTTA
TGTTGTATATATTGAGGATACTTGGAAATGCTGTCATTGAGGCCTGGGGGGGAGGAACCT
CCAAACACGTCAAATCATTGAAGAGATTTTCCTTTAGTTGTGTTTTTGTACAGTTTCTCA
AACTGAACATCTCATTTTTGTCCTCTACACTACTAAAAAAAAAAAAAAAAAAAAAAAAAA
AACCTCCAGATAATTTCCACATTAAAAT
>McF0047A03-MGRbd1
TTAAACCCGNCCTTATGGCCGGGGAGCAGGGAGGACAGAAACAAGTCAAGAAAAGGACGA
CTGGCTCCATGGTCCCTTTTTAAAGTCTGAAGGGTGAACATGGATGACATCTTCACACAG
TGCCGAGAGGGAAACTCTGTGGCTGTTCGTCTGTGGCTGGACAACACTGAGAATGATCTC
AACTTGGGTTCTGGCCTCTGCAAGTCTACGTTCTGTGGAGCGAACTCATATTGACCAAAG
ACGCAGTAGACAGCGTGCAGCGTAGAGAGAAAATAAATGATGACCATGGCTTTAGCCCCC
TCCACTGGGCGTGCAGGGAAGGTAGAAGCGGTGTGGTCGACATGCTCATCATGAGAGGCG
CCCGCATTAATGTGATGAACCGCGGTGACGATACACCTTTGCATCTCGCAGCGAGCCACG
GACACAGAGACATTGTGGCCAAGCTGATTCAGTGCAAAGCCGACCCCAACACAGTCAACG
AACATGGGAACACCCCGCTCCACTACGCCTGCTTCTGGGGCCAAGATGAGGTTGCAGAGG
ACTTGGTAGTCAGTGGGGCTCAGGTGTGTACATGCAACAGATACGGACAGACACCTCTGG
ACAAAGCCAAGCCTCA
>McF0047A10-MGRbd1
GCCCGTTTAACCCGGNCCTTATGGCCGGGGGGGGTGTGAGGGGCTGTAAGCCAGTGAGAT
TGTAAACAAAGGGATGATAAGAAATGAAGGCAGTCAAGCACAAGCACTTTTAATATTAGG
AGCACCCTTTTAAAGGTGTGGAGGAAAACTGTCAGTATTCCATGAATTTTCTTTGCCATT
TTTCTCCTTAACCAATGAAATAATTTAACTTCATCATGTAACGTTATAGAACTTTGCTAT
GTTCTTCTAAAAGGGTAAAGTGATACTTACCTGCCTGAATGCACGTCCCTTAGTTGTTTT
TTTTTCTTTTCTTTCTCAAGCAGACATAATATAAATGTCTGCCGTTTTCTCCTCCAGTGA
TCCCTAGAGTCCAAAATCTCTTCCAGATTAACCCTCACATCTTACAAAGTCCAGGTGGAA
CAGATGTTTTAAGTTAGACAGCATCCCGAATTGAATGTCGAATGTCTCTTCAAAAGGTTG
CTTTTATTTGGCACTGGATTGGACATAAGATTTTCAGGGTTCCAGCTGGATTGGGCAGCA
TAAAAC
>McF0047A20-MGRbd1
GCCTTATGGCCGGGGAAGCCTGGGGCCTGGAGCTAGAAAATAACTGGAAAACAATATTTA
TCTCTAGTTCATACTTAATTTTGACATTTGGTATTAATTCTATTTCTTGAAAATATGTAA
TGAATCGTATATCTTGTTAGTTTTCAACAATAACTTGCTACTCTAACACCAGTCAGACAA
GATGGTCAT
>McF0047B01-MGRbd1
GGGTCCTTTAAAAATTCTGTTCAGGTCGGGTCAACTTTTGCGTTTCGGACAAATAACAAA
ATAAACACGAACAGATGAGGCTTTCAGCTGCTAAAGACAGACATGTTGCACCCTTCACTG
CAGGACACTTCCCGTCGCGTTTGCTGGAAGATGATTCAGTACATTTTTCGCTTTATGCCC
GTTTTTTTCTCCCTCATGCCCCCGATTGTTGGTGTCTTGGTCCTCTTATTTCTTTATTTT
CAGTTAAGCTTCTTTAACTGGAGGGAGCCTCCGGGACCCAGACCTCTGGCGGGGGTCGGG
AACCTGTTGCGGGTGGATCTGAAGAGGCTCGACCAAAGTCTTTTTTTTTTTTTTTAAAAG
GGTGGACCCGTCTTCGTGAAAAAAAAAACCCCTCCGAAGGTGGTGGTCCTGGCGAGTTAC
CGGACAGTCAAACAGGCTCTAGTAAATCAAGCAAAAGAGTTTGGAAACAGAGAAGTCACT
CCAATATTTTATGATTTTAACAAG
>McF0047B02-MGRbd1
CCGGGCCTTATGGCCGGGGCAGCGCGAAACCTAAACAAGTCGGTGGGAACCCTGATATGT
TTTGCAACATGAAGCCTGTGCGAGGCTCAAAACGATCGCCCACTTTAAAGAAGAAACGAG
CCGAGCCTCGAAAAGTAACCCCGAATGGGGACGAAGAACAAAGTGACGGCAACCAAAACA
AACCCGCTCATCAACAAGTGGCTAAAAAAAGGAAAGCTTCAGTCCGGAAGAAGAAAGGAG
TCCCGGACAGCTGGGTGCTGATGCCGAGCTCCTCCATCAGTGCTGTGGAGAACATCCTGG
ACCTGTCAATACTGTTTTTATCCGAGTGTGCTCAGCTCANAGTACCGAAGACGAAGCAGA
AACAAACGGTGCATTTGTCTCTTCGTCACCAAGAGGAGAGCAAAAAGTCACTGATGGGCC



AAAAGACTCTCAGCTTGCTTAAGGAAGACTTGAAGAGTGTTGTCAACGCGCTGCAGAAGG
TCGAAGAACGGACGGTGTCGCTGGAGCACGCATGCAGTTCCTTAAGAGAAGAGCTGGAAG
AGGAAGAAGAGAAAGCCAAAGAGATTTTACAAATAGCAGACCGCTCCGTTCTCAAACTTC
CTCCTGTTCCATCAGTCACAGAGGAGGACGCCTTA
>McF0047B05-MGRbd1
GGGTANGACAGACATTCATACAGAGTCCAGGATCAGTGAAAAGGTTCACCGAATATTATA
GACTTTTCTTCAGCTGCTTACATCATGAGCGGCGAACAAGGCGTGAGTGGCGACCCAAAA
GAGCACCAGCATTTGCGGTACAACCCACTGCGGGACAGCTGGGTCCAGGTGTCGGCCCAC
CGTATGAAGAGACCGTGGGCTGGACAAGTGGAAAAACCTCCAGAGGAGCACATACCTAAA
TATGATCCCAAAAACCCACTTTGTCCCAGGAACACACGAGCAAATGGACAGGTAAATCCT
GACTATGACAGTACTTTTTTGTTTGAAAATGACTTTCCAGCTCTTCAACCAGATGCCCCA
GATCCTGGGGAGGATCAACATCCATTATTTCAGACTCGTGCTGCCAGGGGCATCTGTAAG
GTCATGTGTTTTCATCCCTGGTCTGACGTGACACTCCCTCTCATGAAAAAGCAAGAAATT
GTGAAGGTGGTTGAGAAGTGGGTGGAAATCCTAGAGGAACTGGGTGCTACATACCCGTGG
GTTCAGATCTTTGAGAATAAGGGTGCAATGATGGGCTGTTCAAACCCG
>McF0047B06-MGRbd1
GGGTGGACATTCCCGTTCTTGGCAGCTAGCCTCCACTCCCCCCCCCCCTCCCCCGCAGAA
AGGCGGTTTTCTGTCGGATCTTGGAAACATCTCAACGTGGGATCTTGGGAAGCTTTCTGT
TGTTTTGTGTGAAATGAATGTAGTCTTTCTGTACCTCGAAGAAAACACTACAGAGTGAAT
GCTCTTTCCGTTTCTGGCCGTACGTACGTCAGATTTTTTTTCTGTTCATATTTTACAAAT
ATCCTATGAAATAAGACGTATATTCTCCTGTGTATGTGAGCGTACTCATGCATGTTACGG
GTG
>McF0047B22-MGRbd1
GTTTTATACCCCCTCTCCTAAAAATCTCCGTCTTCTCCAAAATCGGGGTTTTAAACCCCC
CNNNCCCAGAAAAAAGGATGACTCTTTCCTGGGAAAACTTGGTGGAACTTTGGCAAGAAT
TTTTTTTTGTTTGAAAAACCACCCCCCCANGAGGAGGGAATAAACGCCATCAACCTTCCA
CTCAGCCCCTCACACTATGAGCTGGACCCTGAGGACACCATGCTGGAGGAAAACGTGGTG
GGGACCATGGTGTACCTCAACTCCAAACATGACCCCAAACTGCAGGATCTTTTTTTTTTT
TTGAGCNGGGGGATAAACGANGNACAAAAAAAAAACCCGACCATCGNGAAGGATCTAGCT
GAGGATCTGNACGACGGNCAGGTTCTGCAGAAACTGTTTGAAAAGCTGGAAGGTGAGAAG
CTGAATGTA
>McF0047C11-MGRbd1
GCCGTTAACCCGGGCATTATGGCCGGGGATGGTGGTAAGATGAGGGCATCTGTCAGGATG
ACTCGGTATCTAGAATCCTGGGGAGCTGCCAAACCTTTTGCCAATCTGCACCAGCGAGAC
AGCATGACCACAAACGGTGGCAAGATCAACACGTCTGATGTTCCATTGGGTCAGTACCAC
TTCCAGAGAGGAGAGAGATCGAAATCTCTGAGGAGGAGGTTTGAGGAGGAACTTAATGAA
CGAATGATCCGCACTATTGACGGTATCAACTCACAGAAACAGTGGCTTAAGTCGGAAGAT
ATCCAGAGGATCTCATTGGGCTTTCACAACAAAGGTCTGGAGAAAGAGTACAGGTCCGCC
ACCTTACCTGCTTTTAAGTATTATGTCACCTGCGCCTGCTTCATCTTCTGCTGCATCTTC
GTTGTGCAGATTCTCGTTTTACCCAAAACTGCTGTGTTGGGCATCTCCTTTGGTCTGTCG
TTCCTGCTGCTGGCTTTGATCCTGCTTCTCTGCTTTGCCAGTCACATTCTGCTGTGGATA
CTCACCTCATCTTGCTCCAGCCTTCATAAGCAGATCCAACCCCAGCATTCATCGCCAGTT
CGTT
>McF0047C20-MGRbd1
GGTGGCTCAGCATTTTAAGACTGAACTGTCAGCTGGCATCGTGTGCTAAGATGCTAGCCT
CAGACGGGATGCTTTCCACACCAAGAACTTGTAAAAGCTAACTAACCAACAAAAAGGATG
GTCCAACACTATAACTGTACATAGATATTGCAACTGCACAGCAGCCAAAAAGAAAAAAAA
AAGTTCTTTTTAAAAAAAACGGCTGGATTGTGTCATGTTTATGGGGACAGCCTTCAAAAG
GTTGAAATTGGAATTGCTTTTCTGGATGTCAAAGGGATTTTCATGGCGCAATCGTATCCT
ACACAATATGTACTCTACAACATCTGGGTTACATAGGAAATGCACCC
>McF0047D06-MGRbd1
GGGCTTTACATTTGATTGTTGAGCTAGCCAGCTTGCTAACATGCTAGCAACTACTTTGTA
AAGTCAACAACAAGTGAAGAAACCTTGATTTGCCAGAATTTTAGGCAGATTGGACCACTT
TTTGTGGCGGGTAGGGTAGTAGTCCAGATTCAAACATGCTTTTGTTTCAAATAATAGTTT
AAAATGATTTTAATCTGCATGATATCAGTTTAGAATGCCCCAAAGCATTTCAGGAAATGG
GCACAAAATGGCAGCAATCTGAAACAACGGTCAGATTCAGGCTACTAGCAATCAGCTAGC
GGTTTAGAGTGGCAGAAAAAAACAAACATTAGAAATGTTGTGATTCAGACGTAGCTAAAT
GATTCAATGTCCTCCATGAAAACATTTACTTCTGTAGAAGGCAAGCATGTTGATCCTGTG
TAGTTTATGTGAGCCAACAATTTGGATTTAAAGAATTTTTTATAAAAAAAAAAAGAACAT
GCATATGAGAGGATATTTCATGAAACATATTAAATTATTTTATCTTAAACTGTAAAAAGT
CTGCAAAGGCTTGCAAAGTGAGCAGTAGGCCATATTGGT
>McF0047D19-MGRbd1
ACCCGGGCCTTATGGCCGGGGGCTTTCAGCGGAGTCGACTTTGAAGGGACGTTTCACGTG
AACACCGTCACCGATGATGACTATGCAGGCTTCATCTTTGGCTACCAGGACTCCTCCTCC



TTTTACGGGGGGATGTGGAAGCAGACAGAGCAAACCTATTGGCAGGCAACTCCCTTCCGG
GCTGTGGCTGAGCCCGGCATTTTTTTTAAGGCTGCGCCCCCCAAAACAGGCCCCGGAGAG
CATTTGAGGAACTCCCTGTGGCACACAGGAGACACCAACCATCAGGTCCGTCTGCTGTGG
AAGGATCCCAGGAGTGTCGGCTGGAAGGAGAGGGTTTCCTACCGCTGGTATCTGCAGCAC
C
>McF0047D23-MGRbd1
GGGGAGCGAACGAATAAAATGGGATATGAAATGTACCTTAACCTTGAGGGTGTTCCTGGC
GAAAAGGATCCCCTTGTGATTGCTGTATTAGCATGGAGCCACGGATTCTCTTCTACTGCA
GATTCTCCAGTGCAAGCACCAAAAACAGATTTAATTAATCCAGATGCTTGGAGTTTCAAA
GATGTTGGCGATTGGCTTCGTAAAAACAATCTTGATTCTTTTGTTGCCGAATTTGAAAAA
AATGAGATCTCTGGAAAAGAAGTCTTATCAGTTAGTGCGGAAGACTTGAAAGAAATGGGA
CTCAACAAGATCGGACAAAAACTTCGTTTCTTCAACGCCCAAAACGATCTAGCATTGGCA
AAAGATAAATACAAACGATCAGAAGAAGAAACAAAGATTAGTATTCAAGACATAAGTATG
ACTGCTTATTTAGACGATCGTTGTCTCAAGGCCTTCGCTCTACTTTTCCAAGGCGTTACA
ATTCCCGATGCTCG
>McF0047E02-MGRbd1
TTAAACCCGNCCTTATGGCCGGGGATTACGAAGTGGTGTAATGGATTTTGTCTGACCTTT
GTGTTTGTGCAAAGTGTATGTGATGTGTGGGTGGGCTGCGGGGTGCAGAGTTGAAGGCAT
GGCTCTGTGGTGTGTAGATGTAAGTTTTTATGTTGTTGGTCCTCCACCCACAGTTCCTTC
ATGTGTTTGTGTCTTTCTTTCGTCACTTTTCATCCAGAAAGGTAGCAATGATACAAACTT
ATCGAGCCGGACAGACTGCAGTCTCTCTTCCAGCCAACTTTTAGTTTCTATAACCTTTTA
TCAACCAGGAAATGCAAAAGGAAACAAAGATGTTTTATTTAAAAGAATAAAAATACTTTA
TAAATCATATCATTAGTTAACCTGTAAACACTGCATGCCTTTGTAAACATGCACATTCGT
AGGTCGTGATGAAAATGTCACTAACTTGCTTCGTGTTCATTTATCAGCAGTATTGATGTC
AAATGTGAATAATCTCAAAGGAAATTGTGGAGAGACGCTTGAAAGCAAAAAAAAAAAAAC
ATTTCAG
>McF0047E09-MGRbd1
TGGAAGTAGCCAACTACTGCGTGCGTACTCATACAAAGTGACTGAGTTAGTTTTTGCGTG
AAAGCAACTTTATCAAACCTGTTTTGACTGGGGGGCTCAGGGGAGCGACATTGTTTTCGT
CGACTCTGGCACAATGACTCTGACTGAGTGGACTTGACCGACGCGACAGGGTATGATTAA
CTTTTATCCGCGCCTCAATGCTCCTGGATATCCGGATATACAGCTGTCGTTGCTGCATAA
ACATTCGCTAGCATGCCACGCAAGCAGCTACAAAATGTTACCTGTGGAGTCAGCGGTGGT
CTGGTTCAGTAGAGGTTTCTGACGTATTTCTGCTCACCTGTTATTATGATGAGGCTAATG
AAGCTGAGGAGACACCTGAGGGGGAGTGGGAGGGTGCTGGTTTTTGTGTTTGCTGCTTCC
ATCGTTTGGCTACTGTTTGACATGGCTGCTCTGAGAGTGTCCATAGACGACGTGAACACT
CATATCCTGAAGGAGCGCGTGCTCAGAGAAAGAGAAATGAGGAGGGGCAGAGCCACCCCG
AATCTGA
>McF0047E12-MGRbd1
GGCACGATGGAAAGGTGGAACTCTCGGATGCGGTCGGCGCAGTGCTCTCGAAGGACTTTC
AACAGGTTCACCTGACGGACACTTTGGAGAAGCTCTCCTTTTTCCTGAAAGCACACAACT
TTGTCCTGGTGGTTCGTGATCACATCCAGTATGATTCGGACGGCTCGGCTCACCTCAGGC
ACTCCGTGTTTGGAGTTGTGACCCCGATCGACCTCCTCCACTACATCACCTCACACGCCG
ATCAGGAGCGCGAAGAGCCCCAGTGTTCCCTATGAAACAAATGATCATCATCGTTTGGGA
TTTTTCCCTAAAGCAACACATGATCTACTTCTGCTTATTTTAGGACAATATCAGAAGTCT
CTTTTAGCAAACTATAAATATCTTTTCAGAAAATCTGCTTTAAAGTGTAAAATCCTTCAT
GATCCCAAACTCAAAAAAGAGACAGATAAAAAAAAAACCTGATGGTGTTTTAAGTTTTAG
GTTGATTTTTTTTAAAATAAAAAAATGACAAAGTGGTATTTTAACATTGCATTTACCCCA
AACAGTCTAATTCTGTCTTTTGTTCATGTTTCGTAAATAATTAGTTGGTTATTTTAACAG
CTTAATGAA
>McF0047E18-MGRbd1
GTGAGGAGTAAGAGGAGGCGATCAGCGATCTACATGTACGGCGGGGGGAAAATGGAGCTC
TGAAATCGCCTTGGCCCTGATCCGTCTCTGCCTTTCCCGCCTCCTCTCCTCCTCCTCTTC
TTCTCCTTCTCGGTATTTTCCTCTCCTTGTGATTGCTCTGCGAGATTTTCACAATGCTTG
ATCTCATTTGATGCCGAGGCTGAAGGAGTCTCGCTCCCATGAATCACTGCTCAGCCCCAG
CAGCGCTGTGGAAGCTCTCGACTTAAGCATGGAGGACGAGGTCATCATCAAGCCCGTTCA
CAGCAGCATCCTCGGGCAGGACTACTGCTTTGAGGTCACCACCTCCACAGGAAGCAAATG
CTTTTCCTGCCGCTCAGCAGCCGAGAGAGACAAATGGATGGAGAATCTGAGGAGGGCGGT
TCAGCCAAACAAGGACAACAGTCGCCGGGTGGAGAACATCCTGAGGCTGTGGATCATCGA
AGCGAAGGACCTGCCGGCCAAAAAGAAATACTTCTGTCAGCTTTGCCTGGACGAGTCTCT
GTACGCCCGCACCACCTGCAAGCTCAAGACGGACAATGTG
>McF0047E20-MGRbd1
AAAGAGGAGAGTCTGTAGCACGCTGAGCATCCACTGATCCCGACGCGCAAGATCGCAAGA
ACGCCTTCCCAGACCCACCTGAGAACCTACCGGCGCGTTAATTGTGCTTGGTGAAGGACG
GAGAAAAGAGAGAACAAGATCTGGGTTTTTTCACCCATTTATCCAGAAGAGCGCTGTTGT



ATGATGTCATACCTGTGGATTCTGCTGTTAGGAAGCCTTTTAGCTTCACACGGCGCGGCT
CAAGGTACCGACCCAGTATCCAATTCTGCCTTCTCTGTCTGTCTGGGTGTCTGTCTGTCT
GTCTGTCTGTCTGTCTGTCTGTCTGTCTGTCTGTCTGTCTGTCTGTCTATCTATCTATCT
ATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCT
ATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCT
ATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTAA
>McF0047E24-MGRbd1
CGCTCTCGCTCTCGTCCCGTTTGCCCCCTAATCCGACGGCTCGTTCGTGCTTTCTGTTGT
GTGTCGGAGCGGCTCACCTGAGGCGGCCAAAGGGCAAAGAAAAAAACCCAGATTCTATAT
AAATGAGCAAAGAGGAAGTGATCTTGGAGCACAGATGCAGATGGTTCGTGT
>McF0047F01-MGRbd1
TTAACCCGGNCATTATGGCCGGGGGATTTGCAGCGGAAAGTTTTCGAAAATGGTGCAGCA
GCTCCCCAAATACGGACCGAAAGAGAGCCCTTTGCTTAAAGGGGGTCACCGTCCTGCAGT
TAAAGCTGGAGGCGAAAGGGTGGTTAAGAAGGGCGTGGAGGAGGGGGCCACCCACGTGAC
TCCAGAGAAGGACTCAAAAGTGGTTTTGTTATAAACCCACCCCCCCTCTGGCAACCCCCA
ACAGGATGCAACAAGTTGGAATCCTCTTGACAGGATCTCTTGACAAGCTGAGCCACAACT
TTCCAGAGACGCCGGGGGGTGTGAGACATACCAAGATGTGCCCTGCTGTGGAGAAGCCCC
ACTGCCCTCTTTTTTTTTTTATTGAGGAGCCCAGGAAATGGGGAAAAAAAAAACCACCCC
CGCAAAGACAGCTGTCTGAAATCAGCTGTGAGATGCAAACAAAAGCTCTTAAGGGGAACT
GTAATGTTTGC
>McF0047F06-MGRbd1
GGGTCTGACAGCTGAGCTGTCAGCAGCCGTTTCTGTTCTGTTTGCTGCTCGTTTTGAGGC
TTTTCAGGGTTTAGTTGATCCGTAGGAACGGCCAAGAACGAATCCAACAAAAAGAACACA
ACAATGAACTGACCCAGGAGAACCACAGACACAAGCAGGTCTCAGCTGAGGTCAAAGGTC
ACGGTTCAACAGCATGAAGTCAGCCTGGACTGGAGGTTCTGAAGAGTCATTATGAGGAGA
ACGTTTGTACGTTTCACAGTTTGAGAATTTAAAGAGGGTCCCAAAATCAGAATGTTCTCA
GGTAAATCATTTCCTGTTTATTTAGCAGATATATGAAAAACAGGTCAAGAACGTTCCTCT
GAAGGCTTTCAAGGAAGCTCAGAAAAATGTGTTTTGATTCTTTATTGATTTTTTTGGGGG
GGAAAAAGGATGAATGTGAGAAGACCATTTAAATCAGGGGTGTCAAACACGCGTGTATCC
GGCCCGCCAAGTCCGGCCCGC
>McF0047F09-MGRbd1
ACGAGGATGGTTCTGAATTGATTATAAAGGATGTCATGAAGGTGGATGAAGGCTACTACA
CCTGCATCGCCAAGAACAAGGCCGGAGACAAATCACAGGTTGTAAGCCCGAACGTGTTTG
TGCAACCAAAGATCACCTACCTGAATAATAAAACTGCCATTGAGTTTGATGAAGAGGTTT
TTTTGACCTGAAAGGCCCCAGGTGATCCCACACCAACCATCTCCTGGAGTTCTGAAAGTA
AAATCTTCACTGAAGGGGAGCAGAGTCTCGACAGGAACATTGTGGTCTACAGCCATGCAC
GAGTGTCCTCCCTCACCTTGAAAAACGTCCAGTTCACATATGCTGTTTTGTATCTTTGCG
TAGCCAGCAACTCCATCAAAAAAAACAGCCAATCTGTGTACCTGGAAGTTCGCTATTCTC
CGAAGATCCAGGGCGTAGTGGCCTCGTACACCTGGGAAAAGAACCCGGCCAACCTCAGCT
GTGAGGTGGACGCCCATCCTGAAGCTTCTGTGGTTTGGTTCAAAGACGGCTCCCATCTGC
CGAGCCCCAACACCACCAACGTGAAGATCTACAACATGCCTACAGTCAGCTACCTAGAGA
TTACACCTGAATCTCAAATTGACTTTGGAAACTACAACTGCACGGCGACCAATGAT
>McF0047F12-MGRbd1
GCCTTATGGCCGGGGGTTGCACGCAGCACACGCACGCCTCGGGTCGCTAGTCCTCAGTCA
TGCCATGGATGCTCTGTGGCAGTACCAGTTCAGGATCATCCTCCTCGGGGACTCCACGGT
GGGGAAGTCGTCGCTGCTGAAGCGCTTCACGGACGGGATTTACAGCGACGTGGCGGACCC
CACGGTCGGCGTGGATTTTTATGCCCGATCGCTCGATATCGAGCCCGGGGTTAAAATCAA
GCTGCAGCTCTGGGACACGGCCGGTCAGGAACGATTCAGGTCCATCACAACATCATATTA
TCGCAACTCTGTTGGAGGGCTGCTCGTCTTTGACCTCACCAACCGCAAGACCTTTGACCA
TGTGAGGGAATGGCACAAGGAGGTGAGTGAGCACATCCTGCCTCACCACATGGTCTACAT
CCTCATCGGCCACAAAAGCGACCTCCAGAAAGATCGCAAGGTGAGTCGGGATGAGGCAGA
GCAGCTTGCGGCCGAGCTGGGCATCCGCTACGTCGAGACTTCGGCCAAGTGCAACAGCAA
TGTGGAGCGGGCCTTTGAGCTGCTTACCAGAGACATCTACGAGCTTATGAAGATGGGCGA
GATCGAGACCCGGGATGGCT
>McF0047F13-MGRbd1
CTTCAGCGCGCGTTTAACCCGGGCCTTATGGCCGGGGGCTGAGACTGAGGAGCAAACTCA
TGGCAGGTTAGAAAAATGTAGAGAGAGGAGGGGATGGGAGGTAAAAGCTACAAAAGGGGC
TTCAGAGTGGTGATTGTTTCAGCGGGGGTGCTCATGTTGGGAGGAAAAAGGGCAGGAATC
ACCCAGCGTCTTCTGCATACCGCCGATGTGAATCCAGGACTGTTCGGGATGTTCTGATGA
AGAGGGATCCGGAGGAAGGTGAAGGAGATCCAAGGTGTTTGATGGCATTGATCCAACGCA
AAGGTCGGAGTAAAAAAGGATGCAGCTTGGAGCCAAACAGTCCTGTGAGAAATTAGTCTG
CAAAGGACGGAAACCAGACCGAGGAGAGATCAAGGCTGACGCAAACTGATTAAGACACAC
CATTAGCGGCAGTGAAGTCCAGCTAACGGGCAAGATAACAGAAAGCAAGAGTCAGCAAGA
GAAGAAGAAGTTGAGAGAATTACAAGAGGACGCCTGGTGAAAGAAGCCTC



>McF0047F17-MGRbd1
GCACATATTCTAAATGTACAGCAGGATTTGGATCCTGGCTGCGTCATCGTGGAAAACGGC
CATTCGCCAAATCCACGTCTCCTCCTGCTCAGACACACCGAGTCTTGCCGCGGAACTTGC
CCATGGCTCATTGTTGTGCTCACTGCTGCATTTACAGGCCGTACAACTTTCATAGCCACG
TTTTGTGTTTGATTCCAACCGATGCAGACATCCCTCAGTTAAGTCTATTATTTGCAGAGA
ACACTATAATCCCGCGTATAATATGCGCTGAATCCCCTTCATATTTTCTTGGTGAATCCA
AAAAGGACAAAAAAAACGCGGATTGGATTGCTTTGATTCGCAGCTGACCTTTTGATCTGA
ACAAAATGTGCATTTGTGGCTGCATTTAATGCCAATTATCAATCGCATTTGTGGCATTTA
TGGACACAGTTTGTAATAATTCTAATAAGCACAATTGCGCGTAAATTTAGAGCAGGAACA
CAAGCTCGACTGCTGACCTATTGTAATATGGATGATGAGGAATTTGTTAGATGAAAGCTT
TTTTGCTCTCAGACTTGGGGTAAAGATAAAAGGGCACGTTG
>McF0047F20-MGRbd1
AGGTGCCTGAGGATCACGTCGGTGTCAAGCGGAGAAAGATCATGGGCCAGTTTTCCAGGA
AGAGTGCGTTTGTTGTGTTGTGTAGCCCCCCAGATCACCAAAGAGGATTTGGACAACATC
GCGTTCCGCAGCAAAGATAAGATCTGGGACAAAGAGAACGGCAGCTCGTGCCACCAGTGC
AGACAAAAGACTCTGGACACCAAAACAGTGTGTCCCAGTGGTTTCTGTGTGGGGTTTTTT
TTTTTGTTCTGTGGACCGNGCCTAAAGAACAGATACAAAGAGGACGTGGGCTCTGTGCTG
CTCAACCCGACGTGGTCGCGTCCCATCTGCAGAGGAGTGTGCAATTGC
>McF0047G05-MGRbd1
GGCCTTATGGCCGGGGGAAGAGGAAGAGCCGCTCAAAACTCTTCCCACAGGTTGGGAGCA
TGGAATTGTCCAAAATGTTTTTGTCTCCTGAAGCATTCAAAGTTCCTTTCACTGGAACTA
AGGGTCCAAGCCTAAGTCCTGCAAAACAAGCCCACACCATAATTCCTCCTCCACCAAATT
TCACACTCGGCGCAATGCAGTCCGAAATGTACCGCTCTCCTGGCAACCCCCAAATTCAGA
CTTGTCCATCACATTGTCAGATGA
>McF0047G07-MGRbd1
AACCCGGGCATTATGGCCGGGGGGATTGGTTCTGGCAGTTCTTGCTGCTGCTGCTGCTGT
TGGTTTCTGGATCTACAGGAGGAGAAGAGGTCCAAACCAAAGGAGATTGAACATCATCTA
AACTCAGATTCTGATGCAGAGAGAAAGACATAAAAACACAAAGACAAAAGAAAATACAGA
TTATTATTAAGTTAAAAAAAGCAAGACATCATAATAATGTTGTGATTCACTTTGTGTCAA
ACAACTCTTCAGGTTTTTTTCTTTTCTGAACAGAGTATTGTGTTCTGCGTCCTGATTGGC
TGTTGAACTCTGAACGTCCTCCATGCCTCCATTCTGTTCAGAGACTCTACATGCAGTTTA
TAGAAATCTTCATCACAATCAGATTTATTTTCAATCTAGAAAACTGGATTAATTTTAATA
TGAAGGTTGGAACTCTCAGAGATTATAGTTCCTCTTTGATCTGTTTTCAAAGTGTTTTCA
GTTTTTTCCTGATGATGCTGTGTTTAGCTAAAATAATATAACCTGATGTCGTTTTCTAGG
ACAT
>McF0047H11-MGRbd1
TGATTAAAAGAGCAGACTAGCCAAGGTCCACGCTTACATCATCAGCGCACTGAAGAAAGA
AATGCCTTCTGTTTTTGGGAAAGAAAACAAGAAGAAAGAGCTGATTGCTAGTCTGGGGGA
TATTTATAAACGGATTGAAAGGGAGCATCAGATTTCACCTGGGGATTTTCCCAATCTGAA
GAAGATGCAGGACCTGCTGCAGGATCAAGATCTCACCAGGTTCCAGGCGCTGAAGCCCAA
ACTCCTGGAGGCCGTAGACGACATGTTAGCCAGTGACATAGCTAGTTTAATGGTTCTGGT
GCGCCAAGAGGAAAGCCAGCGGCCCAATTCAGCGGTGAAAGGTGGTGCCTTCGACGGCAC
TCTGAACGGCCCGTTTGGACATGGTTACGGGGAAGGGGCGGGTGAAGGCATCGATGAAGC
CGAGTGGGTCGTTGCCCGGGACAAGCCTGCTTACGATGAGATTTTCTACACGCTGTCCCC
CGTTAACGGGAAGGTGACCGGCGCCAACGCCAAGAGGGAGATGGTGAAGTCAAAACTGCC
CAACACAGTGCTGGGAAAGATCTGGAAGCTGGCCGACATCGATAAGGACGGC
>McF0047H12-MGRbd1
TTTAACCCGGGCATTATGGCCGGGGGGGGGGTTCCATCTTTCTTCCTTTAAGCTGGAATG
TATGAGGAAGACAACAGAGCCATAACCTTCATCGTTCATGTCTTAGCGTGTGACAAAGAA
ACAGAGAAGCTGGTTGAAAAGGTCAACACACTCCTGGAAATCTAGACAATAAGACAAATC
CCAACAACAGAACAAAAGTTCTGCAGAAGTTCTGAGTTACAGTTGAGGTTCTCTGAAGTT
GTGCTGACAACTGCTGTTGGACTTTTTTGAAACCGCAGACAAACTGTTGAATTAATCCCT
TAGAGTCACATTTAATGCCAACATTTCCAAAATAAAACGGCTTTACCTGCTGGCCCGAAA
AAAAAAAAAA
>McF0047H13-MGRbd1
GGGGACTGAAGCGGGGATGACAGCGCGCGTGCAGGTTGGAGCAGCAGAAGCGCTAGTTCG
CAGTTATTTGCTTTCCTAGATAATCCGTGACTTCTTAGAAACTGGAATGAGATGGTTCCT
GCATCTGAAAAGCTTTAAAGCATCAGTTATTGTGTAATAATTATATATACATACAAAACA
AAACAAAAAAAAACCTCCAAGCAGCAATGAGCGCGTCTTTAGGGACCGGAGTATTTGTTT
TGTCCTTAACATCCATTCCTATTTGCTATTTATTCAACTCTCTTCTTTCAAACAGCAGTG
CTGAAGCTTTCTTCTTTGCTGGGTGCACATCAGTCCCCTCCCTGTTGATTTCAGCCCGTT
TCATGCTAAAGAAGAAGGCTCCAGAGGACCCTCTATTCTACTTGTATGCAGTGTACGCCT
TCCTCAGCGTGGTGAATCTGATCATTGCATTGGAGCAAGACAACATCATTGATGGATTTG
TAACTTTTTACCTCANAGAGGCAGACCCACATATTAACACAGCACATGGTCACGTGGTCT



CCTATTGGGATGGCTCAGCTCATTATCTCATGTATCTGCTCATGATTGCTGCTATAACTT
>McF0047H14-MGRbd1
GGGAGCAGAGGGGGAGAGGAGCAGGTCTCTGGCTGCTCAACAGTAGATAGCTGATTGTTT
TGTCCATTTCAACAGAGTTTAGAAGAACTGGAAGGAAGGTGTTGTAGAAGCTGGACCAGG
CCTAGTGTGTAATTGGACTTCCTGTCTGCGCAGTAGTTAACCAAACCGGCTTCATCTGAC
TTAGAGGAACATTTCTTGTGTGTGGAGTAGCAGCAGAGGCGTTAGAGCTGCCATCATTCC
TGGAGACCTCCCACCAAGGCTGTTCCTTTAACCCGGATCTGCTCCAGGCCTTCTGTACCT
TTTTCTGTTGTTGGGGCGTAAGCTGATGGAGGTCCACAAAGGTGGTCGACCCAGACCCGC
ACCGTTCACATCACCAGCAGCTGTTCTCATCACACCCTGTGGACTCTTGAAGGTGTCCTG
TCTATTGTGCTCTCTGTTCATAAACTAATGTGAAAAGATTGGGGACATTTTAGCGTGTAA
AGAGAATCCAGATGGGCGATGCAG
>McF0047H20-MGRbd1
GGGGAAGATCTTTTTTAGCATTGAACTTTTCAACGCTTCCAGTTATGGCGATGGTTCGTG
GAGAAGAGATGATGAGCATGACAGTGAGGCAAAGCAAGCCTACGCTTGTGTGAACACCAT
CACGCTGCTGAGGACGGTCAAACCGGAGTTTGAAAACTTCTCCTTGGAGATGAAGAGTTC
TGCAGAGTAGGAGGGCATCTACGACTGCAAAGACTGTGGAAGTGTCAACATGTTTGTGGA
GGGGTTCCACGATGCCATGCTGCTGTACGCCATTGCCTTACACGAGGCCATGAAACACGG
CTACAGCAAGAAGAACGGGACAGAGGTGACGTCACGCATGTGGAACAGAACCATTGAAGG
AATTGCGGGTCAGATATCCATTGATACCAATGGTGACAGAAACGGCGATTTCTCTGTGAT
GGCCATGACCGACGTGGAAGCAGGAACCTTTGAGGTG
>McF0047I03-MGRbd1
GAGGACGGGAACTTCCAGGGCCGGTCCTATGAGTGCACCAGCGAGTGCGCCGAGGGGGGG
GGGGGGGGCACCGCTACAAATCCATGCGGGTGGACAGCGGACACTGGATGGTCTACGAGA
GACCCAACTACATGGGGTGCCAGTACTTCCTGCCCAGGGGGGAGTACTCGGACTACCAGC
GCTGGATGGGGTTCAACGACTGCGTGCGGTCCTGCAGGATGATCCCCGGGCACCAAGG
>McF0047I04-MGRbd1
GGGAGAGCAAGTGTGCACAGTTGCAGGTCAGCGGACTCACCTGGAGGATTATGTCCAAAC
CTTCGACCAACGTTAAGGCCCTGCAGGCTAATCTGAACATCCCGATGGGCGCGCTGCGGC
CAGGGGCGGGACTTCCTGTGAAAAGGAGAGAGGAGACAGCAGCACAGATGGAGGAGGTTT
TTAAGGTTCCTCCGGAGCAAAGCTGCCCTGCAGCCCCGACACCAGAGGAGAAGAAGCCAT
CGCCAGGAGCGTTGAAGCTTCCTGGACCTGCAGTTAACCTGTCAGAGCTGAAAAATGTAA
AGAGCGAACTCCGATGGGTCACCAAGGATTAACAGATTGTTGAAGATGGACACTGATCTC
TGCAGAACTGCCACCTGGAAAATCGGAAACATGACCTCTGTTTGCTGCATCACCCTGATG
AATCCCCTAATGATTTTTATCAAAATCATTAAGTTAAGGTAGATACACATCTTGTCATAT
GATCAAATGGTTTCGCCAAAAATCAATAATCAGACAACAAAATGTGCGAACTCGATATTT
TACACGACTCTCTTTACCAATTCTGCCCCGAATTACACTTAAAACGACTCAACAGCTTAA
CGTTGGCTTGCCACG
>McF0047I17-MGRbd1
ACCAGCCCAGACTTCAGCTGGACAGAGCGGAAGGCCAAGCTGAGGGGATGGGACCCCAAG
CTGCTATCAAGCAGCCTGACAAGCCAGTAGTTTTTGAAGAAAATAACAAAGCGGGCATGA
AGGCTGACGAGCTGGGAGAACGGCAAAGACACGCTCAAGGTCCTGATGATGCCAAGGTTG
ACAGTGAGCACTTAAAGAGGATTCCTTTGCCCCCCAATGGTGCTCAGGTGCCCAATCCCA
TACAGCCACAGCGGGCTAGAGACCAAGCTCCAGCAAGGCCTGTTCACCACCGCCAGAACG
ATGAAGATCGGGACTTGCAAGGAGAGCGGCCTGTGGATTACGGGAAAAGACGTCCAGCCA
ATGACATTCTTTGAATGGAATCGTACAAACAGCGGTCAGACCCTGTCTAAGTCATGGGGG
ACTACTTGACGAAGTAGTCCCCCAATCCATGTCATGGACTATTTGACAGAAAACTAATGA
ATTCATTTTGAATACTGTTGTATAACAAAGAAATTTTCATGGTATTTTTCCTCAGCTGCA
ATAGGTTTGCAAACTGTTAGAAGTTCTGGGCGTTAGGT
>McF0047I22-MGRbd1
GGGGCGTGCAGTGGGAGGACTCAGCAGGAAGCGATTCGTCTCTCCGCGTCCCGGTTTCGG
TGCTCTATTTGTGTTCCGTTTTTGTCTGGTTCTGCTCGGGGATCGAACCTGCACAGATGG
AGAGCAAGTTGTCGGATCTGGAAAACTACAAGGACAAACTTCATCTTCATGAGTAGAACT
GCTTACGATCAGAATTCACGTCTTCACTTTGCAGTAAATAAACTGTTTGGACGCTTTTGC
TCTTCTGTCTGGTAAACTTTAAGATGCTAGACTAAAACAGGAGGATCTGCAGACGACAGA
AACCTCAAACGTTTGTTCCTTCATCATCCGAGCGGCTCGTTAACCCGATGTTCTCCTGCT
AACGTTTGCCTTTTTTACTCTGGGAAGGTTGCTGACGTGTTTTCCATCCCGGCCTCGTCG
TCTGTGTCTATGTGAATAAAGTTTCTGCTTTTAAAAAAAAAAAAAAAANNNAAAAAAA
>McF0047J02-MGRbd1
GGGAGACAGAGAGGAGGAAAGCCAAGCGAGGACAGCAGCATCTTTCACTGAGACCCCCTG
CAGGATCGTCAGAGACCCCACAGAACAGAAGTCTTCATCTTCTTCAAAACTGCATCTGGC
GCCTGCTTTCCTGTGGAGAACAAAGCTTTAGGATCGACTGCCTGCGGTGAAAATTCCTGA
CACCTATGGAGGACCACAGGTGGAGCAGAGACCAGATGCTGTGATTCCAAGTATGGACTG
AAAGAAGTGGGTAGGCTTTTCCGCCAGCCAATCCGAGCGGCCAGAGGCGGAGATTCGGCC
GCCATCATGCTTCCGGGGGAGGAGCTCCTGACCACATGTTTAAAAGTCTGCACTCAAGGA



ATTTCTTTGTTCCCAGACAAGCTGGACTTATATCATGACAAATCATTTCTCTGAGCTTTT
AAGTCTGTAATAACGTTCATTTCTCACAAAAAACAACCCCAAAGTGGTGTTTGGATCCAT
T
>McF0047J09-MGRbd1
TTAACCCGGGCCTTATGGCCGGGGACAGTAAATCAGACAGAGCAGCTCGTTCAGCTCCAG
CGGTGAAACTGTAGCCCTGTCGCAAGTATTTTTGGCTTCTGATAGGACCGAGTGAGATCA
CTGCGGTCTCTCTGCTCGGTTGAGAGTTTTTTTTTCGGCTGGAGCAACGCCGGGACCGCT
TTTCTGATCTATCTTAATTTTTGTTTTTTAAATATACATAAATATCACTGGAAATGTCCG
AAAACAAGCCGAATGATGAGCCGACGTTATCTACGACGGACGGGGTCGTTAAATCTGTCC
CCTTCCCCCCCAGCCACCGGTTGACGGCTAAAGAGGTGTTTGACAGTGACGGGAAGCCCA
AAGTGGATGTGCTGAAAGCTCACCTCACCAAGGAGGGCCGTGTGGAGGAATCTGTGGCCC
TCAGGCTCATAGGAGAAGGAGCCGCTATCCTGCGTTCAGAAAAGAATCTGCTGGACATCG
AGGCCCCCGTGACAGTGTGCGGAGACATCCACGGGCAGTTCTTCGACCTGATGAAGCTGT
TTGAAGTGGGAGGATCCCCGGCGTCCACGCGCTACCTTTTCTTGGGAGACTATGTTGACA
GAGGGTATTTCAGTATTGAATGTGTGCTTTACCTGTGGGCCTTAAAGATCCTTTACCCCA
AAACAC
>McF0047J19-MGRbd1
GAAAATTATTTTCTCAGCACTTATTTTTCAACTTTATTGATTTTTGTTTCCAAAAGGCTT
TTACAACCTTGATTTGTGGGGAAGATAATGAAAACAAATTGGGTGGGTTGCTTAGTTTCG
ATCAATTGTGGGCCAACGCTGTGAATGTTTTTTGTTGAAGAGCCCTCTGCCGATCAGTCC
AGTCAAACCATCTCCTTAAGGCAGCCTTTCCATAACGGGGTAAAGTGTCCTGTTCCAGAG
GTTACCTTCAGTGCCATTGGGATAAAGGAACTCAAGATTTTAGAAATAAATAAAAAGGAC
AATGTGAAGAACACACTTTCTACATCTGCAAAGGTGAGCCGTACCCCAGTTGCAGTCCCA
AAGTGCGATGCCAGGTGTGCAGAGAAAGTGAACTCCCCTCAACATTACTCCAAGAGTTTT
GGGGAGCGTCAGC
>McF0047J21-MGRbd1
GGGAGAGTCGCGTGCGGTTGGGAGAGCATGAAACTGTACCAATTTTGAAAATGGTACCGA
CTTCATTTCAGAGTTACCTTGAGCAGCGCTGGAGGGTTGCTATTTGTCTCATTTTCTACG
TTGCTTCAGGTGCTTGGTGCAGTCAGGTGGTGGTTCCTCCGCGGGTGAGCGCTGTTCTGG
GAAAGAACGTCACGTTAGAGTGCCGGGTGGAGGTTGGCAAAAACCTGACTCTTACTCAGA
GTTCCTGGGAGCGCCGTCTGCCTTCAGGCTCCGCCACAGTGGCTGTGTACAACCCAGAGT
TTGGCACCTCCATCCCCCCAGAATATATTAACCGCCTGTATTTTCGCTCACCTACCTCTC
ACGATGCCACCATTGTCCTGAAAAACGTAGGCTTTTCTGATGTCGGAATCTATACCTGTA
AGGGCGCTACATTTCCTCTGGGGAACACTCAAGCTTCTACTACGGTCAATGTACTTGTGG
AGCCAAAGGTCTATGTGTCTGCTGGTTCATCCGCCCTGATTGATGGCGGCAATGAGACGG
TGGTGGCCACCTGCATCGCAGAGCGAGCTCGACCCCCCGCCGAGGTGTCTTGGGAGTCTA
ACCTGTTCGGCCAATCAGAAGTACAGTTGTTTGATGACGTCAATGGCACAACCAGCACAC
AAGTACGCTACATCTGGCAGCCCACACGCCACGTCCGGGGC
>McF0047J22-MGRbd1
TTATGGCCGGGGAGGACATCGGGGAGTGTTCTTAAGAGGGTCGATGGATTCAAGAGCATC
TTTATGGACAATGACCCGGCTTTAAAGACAAGAAATGATTCAACGAAGAGGTTCTAAACG
GGCCTTTTTGACGAGCGGCGGAGGAAGCGGGCTCACAATACAGATTTGATTGTGAATAGA
TGGGACGTTTTTGTGCTGTGACGGAA
>McF0047J23-MGRbd1
TATGGCCGGGGGCAAAGGTAAATTTAGCAGCCTGAAATTATTACTGCGAGAGTTGGGGCG
TTAGTTACTAGGGTTATTTACAGGATTTTTTGTCGAAAATCAGACTCGGAGCATTCGAAG
CAGTATTGCGGCCTAACCTGTGTCTGAACGTTGACGGGCGATGGTTATTGTGGCACGTTG
CTTTGGTTTGGTGCGGTTTGCTGATGACATTGAAGGAGTCCGGTAGACTGAATGGATGGT
TGTAAATGACAGAGGAAGAAACCAACGACCACAGATGCACCATAAGAGTCATTTCTTAGT
GGATATAGCATCCCACCCTGTGCTTCTTAATACGCTTTTGTACAGAGCACTGTTTGTTTT
TGGTAGAAGCTAATGCTAACCGACGGTTAAAAAAAGACCACACCAGAGAGGAGAGCATCG
TAGCTGTCCAGCATCAGTACCCCACCGTGTCTCACTTCACTCCAAACGG
>McF0047K10-MGRbd1
AGCACGGNTGCGTGTGGCTGACAGCGGCTATACAACTATCTTCAAACGACTTAAAAAGTT
GATTTTCTTTTAAAAAAGAGAGCTGACCATGGCCCCTAAGAAAAACCAGGAATATGAAGA
CCTTAAGAGGACTCTTGATGATATCCAAGCTACGTTGTATCCCTTTATGGAACAAGTTAA
CGCGAAGCTAACTCCACTCTTAGTGCTAATGGAAGAATTCCTGAGGCTCCGAGCTCAAAA
CGAGCTACAAACCGGGTTGACATTCTGGAGAAAGGACTGAACGATGTGGAACAACAAGTA
AGGACGAATAATGTCATTCTCACTGGAATACCGATCAAACCTCGGGCAAAGCTAAATGCA
GCTGGAGTTAGCATTGCTAGTGCTAATAGCGCTAGGAGCTCTGAAATGGAGAGCGGTGGA
GAGTCTCTGGTACACCAAATGGAATCATTTCTCACGTCTAAAGGGATTTCCCTGGATCTA
AACACCATTGAGACCTGCCACCTGCTCCCCAGGAGAAAGGAGACGGATAAACCAGCAATC
TTCATCAGGTTTGTGAATCAAAAACACAAGCTAGCTCTGATGAAGCAAAGGAATAATCTG
AAAGGATCTGCTGCTCATCTGAACGACCATCTGACCAGAA



>McF0047K14-MGRbd1
GGGAAAAGTGAGCATGTGGTTGAAACGGAGCTATGTGGGATTGACATGTTTTATAGTGAT
CACCTGTCTCGTCTTGTGTGGATTCACTCTGTTCAGCCATGGAGTCATGTCCAGAGAGGA
AGAGATCGATAACTCATCCAGCGCTGCCATAGCCGTGCACATGTTCTACATTTTCTATGC
TGCAAGTTTCCTGTTCAGCATCTTTGGTTTGTTTGGGATCTTTAAGAGGAAGACGGGGGC
TCTTATAGTGTTCACAGTTGGAATCATCATTTGCTCCCTAGCTAGTCTACTAGTTGCTAC
CGGATTAATGATTGGACAATCAATGTTTCCTCATTTCATTAAGGAGGAATATCTAAGCAT
GCTGCCGCTGACTAATGCTACTGAAAGTGCTAGAGAACACCTCGATCATTTACAGAG
>McF0047K16-MGRbd1
GGGCTTTCTGTAACTAAGGATATCAGAAAGAAATCGTGAACTTGTGCACACAGAACCAGA
TTCCGTGCGTCGGTTCCGGGTCAGGCTCCTGCCTGCGTCATCACGCTCGTGCTGACACGT
TATACCCGAACCGGTCTGACACCGGTCCGGAGCTAACGGCTACTAGACCCGCCGCTTGTT
CAGCTTCGGGGTCACGTTTGCTGTGCTGAGCGTGCTCACATGCAGCCGGGACCGGAAGTG
CTCGTTTCCCTGCTCAACGTGAAACGAACCGCGAGACTCACCCCAAGTCCTCCAGAGACA
GAAGCAAGTCGTTCTCCATCAGGCTGAATTCTGCCGAAGAACCGAACCGAGCAGCACCGC
AGCACAGCTGCTTTTACCGGGACCTCCGCTCCTTTGGACTCGGTGTAATGCTGCTACCAC
GGCGTCGTTACTGCCCCCTGCTGGCGCGGCGAAGAACAACACAACGTTAACTCAAGTCTG
GCCAAACAGAATTTTTAAATGTTTACATTAAAGTAGTCACAAAATACAGGCAACTTTTGC
CTGGCAGCAGTAAAAAAACAGATGTTCTTCATTTTTACATTTTTG
>McF0047L02-MGRbd1
GGGATCCCTGAAGGTGTTAATGGTGTGGAGGAAAGGATGGCTCTCATCTGGGACAAAGCC
GTGACCACAGGTAAAATGGATGAAAACATGTTTGTGGCCATCACCAGCACCAATGCCGCC
AAGATCCTGAATCTGTACCCTCGCAAGGGTCGGATTGCTGTGGGCTCCGATGCCGACCTG
ATCATCTGGGACACAGACTCTGTTCGTACAATCACTGCCAAGACTCACAATTCGGCTGCT
GAATACAACATTTTCGAGGGCATGGAGCTGCGTGGAGCTCCACTGGTAGTGATCTGCCAG
GGCAAGATTGTTCTGGAAGATGGAAAACTCCAAGTCACCTCTGGAGCGGGCCGCTTCATT
CCCTGCTCTCCATTCCCAGACTTTGCCTATAAGCGGGTCAAAGCCAGAAAGCAGCTGGCG
GTTCTGAGGGCAGTGCCCAGAGGAATGTACGATGGACCAGTGTCTGAATTCTCCATGTCC
CGTGGGGGTACTCCCTCTGCCTCGGCACGCACCTCTCCCACCAAACAGCCTGT
>McF0047L09-MGRbd1
GGAGGACGCGGGCGGCAAACATGTTTGACAGGTCTTCTGAAAGGGATCAGTCTCAGCCCA
TCTTGGGCCTGAAGATGGCGGACAACAACTGTGCAGACACCCACTTGGCCTTCTTCAGTG
ACGCTGTGAACGTGTATGGATTACCTCTGAGGGTGAGAGGAGATCACGGAGGAGAAATGT
GGGCATAGCTGAGTTGATGCTCACAGTACGTAGAACTGACACAAACAGCTTCATTGCAGC
AAAAGTGTACACACAATCAACGGATTGAGCTCCTCTGGTGTGATGTCTTCATGACTGTTA
CTGGTTTATATTACAACATCCTGCACTCTCCTGAGGACCAAGACTTGCTCAATATCGGGT
ATGCTGGTTCCAGAGAATGAATGGGAGGAGAGTGGATCCATGACTGAACCTCATCCTGGG
ATCAATGTCCTGGTATGGGACAGTCCCCTTTTGGGTCCACAAATGTTGGAACTGCAAGAC
GACATC
>McF0047L16-MGRbd1
TTTTGGGAAAACATAAACCAGAAGTCCTTGTTGATGGCTGGAATGTGTACTTTTTTGATG
ACCTGAAAACCCTGCCCAGTCACTGGCCACAGCATGGGAAGAACACGGAGAGCATTGGGG
AGCTTTGGCTCGGCCTGCTCCGCTTTTACACCGAGGACTTTGACTTCAAGGAGCACGTTG
TTTGCGATTCGACAGCCCCCCCGCCTCACCACCTTCAGCAAACAATGGACGTCCAAATAT
ATCGTCATTGAAGATCCGTTTGACTTGAATCATAATCTGGGTGCTGGATTGTCCAGGAAA
ATGACCAACTTCATCATGAAAGCCTTCATCAATGGCAGAACACTGTTTGGTACTCCGGTT
CAAGTGCTGCCTTCAATCTATAACTCCCACATGGAGTACTTCTTTGACCCCGAAGTGCTC
ACTGAGGGTCAAGTGGCTCCCAACGATCGCTGCTGCCGAATCTGCGGGAAGGTGGGCCAC
TTCATGAAAGACTGCTCGATGCGTCAGAAGTCCAGGCAGAAAAGGGATTCGGAAGAAAGG
CCTGAAAACCTGGATGGAGATGAACCCAGAGTTCAGTTCAGAAAGAGGAATGACCGCCAC
AAGAAGAGG
>McF0047L23-MGRbd1
TGGCCGGGGAGGAGGAAGTCGATGATGTGTGCGGTTTGTACACAGCTGTGTTGAAGACTG
CTGTTTTGTTTTGTTTTGTTAGTTCGTGTCAAGTTTTAGCTTACAGTGACCGGAGGGTTA
ACGAATAATATCTCCTAAAGATAAACGCTAACGGTGGCAGAGATAAAACTAGTTCTTCAG
CGGTGTTTTAGACTCAACGTTGTGATGCGGACTATTATTAAGCTAGCGTTCCTTCTCTAA
GCGGGGGGCGGAAATAGATGGGGGTCGTATCATCATAAGACCATCCCAGTGCACAACTGA
GCAGTCTGTGTAACAGCAGCAGCTGTTCGCATGCAGGGCAAGGATCATTGTTCTTAAAAC
CCCCAATAAGACCATCAAAAACTGGCTTCTTTTGCTTCATGACAACATCCAGCCATTCAT
TCCATTACACTTGCTTTCCGTTTTTTCTAACGGTTAAGTTAGGATCAGATTATTTTTTTG
CCCAACAATTAGGAGCCCCTGACCTCAAATTTACTTTTTGACTTTTTAAAAACCTATTA
>McF0047M01-MGRbd1
CAGGGATCTTTTCTCTTGGTTTTTTTTCAGAACAGTGCATTCCATACGTTAAAGAGACTG
TCATGGGTTCATTGTCAGGTATTATTCCTAAGTAAATATTATACTTAAAGGTTTTAGCGA



AAAAACTATTGCGGTGTTACAATCAAGACGATAACTTGCGAACTAGCCTGTAGCTAATTG
TTATTACTCTGTTTTTCCTGTGCCGATCCCTGCTTTAGAAGATGGCAAGTTAGTATTCGT
GTTTTGTTAGACTTTATTTTCAACATGGATATCAAGGGAAGTCAAGTGATTGAGAGGATA
TAGCGACAGATGAGGCTAAAAGCCAAGCAGGATCACCTCACCTTCACAATCACACAGACT
GAACAATGTTTGGTGTGCCTCAAAGCTCCAAGTCTGAGTTCCTGGACAAAGCCAGGCAGG
CCAGAGAAGAAAGGAAAGGGCAAAAGGAGAAAGAAAAAGCAGCAACCCAAATTCAAGCTC
TAATAAGAAGATTCTTGTGTCGCTGCAGGCTGCAGAAGGAATTAAGGAAAGAAGTCGATG
ATTATTTCCAAACTTCTGAAACGGGAGCAACAAAAAGAAATGCACTTTCAATTTTTAAAA
TTGCTCGGAAATTACTTTTTATCTTTTGCCAGGAAGACAAGA
>McF0047M04-MGRbd1
CCCGGGCCTTATGGCCGGGGGGGAAGAGCAGGTCGCTCAGCAGACGGCAGCAGGACGGGT
CGCCGCTGCCGACCGTTGACCGCAGGATTTCACGGAGACAGACGGTAACCTTCGTGTGAA
AAAAGAGGCGCTTCCGGGGAGAATAAAACCATCATGAACGGGCTAGTACTTTCGCTGACA
TCCTGTTAATTCCCCGTAATATATGCCCAATGATCGCTGGCCCGCGTTAGAAGATGGCGG
AGTCGGACGGCGAATTTGTCCCGAAACATTCTCAGAGCGGTATGGCTAACAAGAATAGTA
CGCTGCGCTGGTCCTTCTCCGCCCCCAGCCACAGCGCCACGCTCCTCCAGGGCTTGTCGC
TTTTGCGGGCTCAGGGTCAACTTCTGGACGTTGTGCTGGCTGTAAATGAAGAGCACTTCC
AGGTCCATAAAGCTGTGCTTGCCGCCTGTAGTGATTACTTCAGAGCCATGTTTACTGGAG
GCATGAGGGAGTCGAGCCAAGATACCATTGAGCTGAAGGGCTTGTCTGCCCGGGGCCTCA
AGCATATCATCGACTTTGCCTACAGCTCAGAAGTCACCTTAGATCTGGAATGCATTCAGG
ATGTCCTCGGGGCAGCTGTGTTTCTCCAGATGGTTCCCGTCGTCGAGCTCTGCGAAGAAT
TCCTCAAGTCAGCC
>McF0047M08-MGRbd1
GGGGGATTAGAGCAGGTCGACAAAGAGCGCGAGCATCATGAGGAGCGCCGCAGGAATCCT
CCTGCTTTTGTCATTTGCTTTACTTTCTTCAGCTCAGGTAGCACAGGAGTGGGCCATTCC
GAGGGAGTTCCAGGGCGCCAGGCTGGTCCGTGATTACCCCTCCACCGTCAAGTTTAACAG
CGGGGATCGAGTCTACTACGGATGCCGTGACGGCTTCACGCCGATGGACGGGAAACCTTT
TGTGGAGTGTCGCAATGGAGCCTGGAGCAAACTGACTCTTCAGTGTGAACAGGGAGAACC
AACCTGCTTGGCTCCAGTTGTGGCAAACTCAGCACAGAGAGCTGGCACAGTGTACCAAGT
TGGAGACAGAATAAACTTGTCCTGTAAAATAGGATTTCAGCTGGAAGGACCCAATGAGAT
CACCTGTGCACCTAATGGCCA
>McF0047M12-MGRbd1
ACAGTAAAGTGCGCGGAGTTCCGGTTGAGGTCGTTTCAGCCTCGTGCAGCCGTTGACTCT
GTAACTTTCCGTTTTGTTTCGATGTGTTGCTGTTTGAGTTCGCGCCTGCTGACTTGGCGA
ACTGCGCTCCTTTGCTCACAAGGTTAAATTTAGCTTTAGCGAACTAGCTGCTCCACTCTC
ATGCCCCGCCGCTGCAGCTCTCCCACTTTCTTATGCTGACTCTTCGGGGCAGGTGTGGCG
TAAGTAGGCCAGGTGTGTTGTGGGATAGATAGTTTGGCGTGTCTCGCTAAGTCCAGCAGT
GGGTTTCAGGCATATATCTGTGCGAGCGGAACCATGCTGCTCTCTCTGGTGGTGCACACC
TACTCGCTCCGGTACTGGTTCCCAGCCACGATCATGCTGGGAACAGCCCCAGCTTACCTG
CTGTCATGGGGCGTTTGGCGCATGCTTTCAACTGTATTACCAGCAAGTATTTATCACAAG
ATAGACGACCGGATATACTGCATCTACCAGAGCATGGTCCTGTTTT
>McF0047N02-MGRbd1
GGGAGCGGGAGGAAAAGAAGAAACCCGGAAGTGAGTGTCTCAAAGAGGCTGCAGGGTCCG
TGTGTCTTTAACGCCATCATGGCCGACATCTGGCAAAGCGCTATGGACCATGCCGTTACC
GTGGCGAGGAAAGCTGGAGAGATAGTGCGAGGGGCCCTGAAGGATGAGAGAACCGTGATG
ACTAAGAGTTGTGCTGTTGATCTGGTGACCCAGACAGACCAGAAGGTGGAGCAGCTCATC
ATCCAATCAGTGAAGGAGAAATTCCCCACGCACAGGTTTATAGGGGAGGAGTCTGTCGCT
GCAGCAGGTGGAATTTGGCGTTGTCTACAGCTGCCTGGAGGACAAAATGTTCACCGCACG
GCGGGGGAAGGGAGCATTCTGCAATGGCGAGCCCCTGCAGGTTTCTGAACAGGCAGACAT
CCATCAGGCCATCGTTGCCACAGAATTCGGCTCCAGCAGAGACCCGGCAGCCGTGGATCA
CATCTTCCGAAGCCTCAGGAACATCCTGTGCCTGCCTGTTCACGGGGTGCGAGGTGCCGG
CACCGCCGCCATAAACATGTGTCTGGTGGCTTCGGGCTGTGTGGAGGCGTACTACGAGAT
TGGGATTCACGTGTGGGACGTAGCTGCCGGCTCCCTGATTGTAT
>McF0047N10-MGRbd1
GGCAGGTTTGAGGGCCAAACAGATTTTATGTGGATTCCCAGGTGTTGCTGATATGATTAT
AGAAAGTTCTGGTTCGTCATCGACAGGACTGTGTCAGATTCTGGATCTGGATGTGTGTCA
TTGAAGAACATGTCTGGTTTCAGAGCTGGAACCAGCTGAGGCTGGAGGAAGCTGCTCCTC
CTTTAGCCCAGATCCGGAGCATTGGCACACTTCTGCAGATATAGCCGAATGTGGCGTAAG
GTTGATTCAGAACCCAGACGGGCCTCATCAGAACCTCACAGGAAAAAAAACATGAAACTC
TCAAATCCTGATTGTTCATGATTCTCTACAAACTGAACCATAAACACGAAAATGAAACTT
CCAGAGGATTCCAATGAAGCATTGCTGCTGGCTTTGCTTCGGCTCACCTCATTTGTCATT
ACGCCTTTTGGCCCCCAGAGGGCGCTCTGGCAGGGCCGTGCTGGTTGCCTTTCACAGGGT
GGAAGTCACGTCGTTTTTATTTGAGTGTTGGTTGTGGATGAAATGCACCTGANAACCAAA
ATGCTGTTTTTTTACTGCTTCACAAACTGTACAGGTTAGAATGAGTTGTT



>McF0047N19-MGRbd1
TCAGCGCGCCTTTAACCCGGGCCTTATGGCCGGGGAGTAGAAAGCGGTGTGGACCTGAAA
TGTGTGTGCATATGGAGAGGTTTGGAGAGGTTAGCGTGCCTTTAGCCAGCGTGTGTGTGT
GTGTGTGAATGTAGAGTGCACTATATGAGGCATGAGGCAGTGTGTGTTTTGGAGGGGTAT
CGGGAGAGAGGAGTAAATCAGGGACTCCAGCTGTGGATCAGTCAGCGAGGATGGTGCAGC
GCTTTAGCCTTCGTAGACAATACTCCAAGATCGACCGGCTGGAGGTGACTGGACTTGGCC
AAACACCTCTGAATGTCTCTTGTGGGACAGACGGCTCGTTTTCCACAGCTGAGGATGGCA
CCCCAGACCCTCAGCGCACCATGCAGGTCATTGCCCAGCTGCAGCAGAAGATACTCAAGC
TCACGGAGCAGATCAAAATCGAGCAGACAGCTCGGGATGACAACGTTGCTGAGTATCTCA
AACTGGCCAACAATGCTGATAAGCTGCAAAGCACACGGATTAAACAGGTATTTGAGAAAA
AGAACCAGAAGTCGGCACAGACCATCCAGCAACTGCAAAGGAAACTGGAGCACTACCATC
GGAAGC
>McF0047N21-MGRbd1
GTTTAACCCGGGCCTTATGGCCGGGAAATCAAAAAACTGACTTTAGAACCATTTCAACAG
ATCAGTCTTCCAGTGTCTCCCTCCTTCGACCACAGACACTGTAAGCCCCCCCGAAAATAT
GCCTTCAATCAAAAAACACATTTCTCTCTCCCTGTTAATAATCTTTGTGTTTGCGCAACA
ATACTTATGTCTGGGCGTGAAAGTGTTTGTGTTTAAACTGTTCCCCAACATTTGTAAAAA
GCCTTGTTAAGTTAACCTTGTAAATATAGATTTTTTTTTCGTTCTTTTTTTTATGGTTTA
CAAAATGTGCGTCCAGGCACACAGACATTTTTTTTACAGAATGTTACTTGAAATGCTTTC
CTTAATATATTATTTGTTTATACTGTGTATATATATTTTATATGAAAGAAAAACCAAAAG
TACTTTTATTGGGATTTAACCTGTTGGGCTTACCTGTTAACAGGAGATGAGGTTCCTATT
TCCTCATGGAAGGCCTTTCTGGGATTCACAGCACTGTGCAGGAAACCTTTATCTCACCAG
ATTT
>McF0047N22-MGRbd1
AACCCGGGCCTTATGGCCGGGGGCAGCAGCAGGCAGATGGAGACGTTGGCATTGCATTTT
GTGAGGTCATCGGCTTTTTAAGCCGCGAGACGGGATAAATCATCGTTCGGCGGCAAAGGG
TTTGACCCGCCCGCCGCTCCGGAGACTTTCAGAACAGGAACCGCGACGTTTGCGGGCGGA
TCGGAGCGCCNATTTTACTGTTGGTGGAAAAACACAACCCCCCCNNNNNNNAACNNANNA
NNAANAAAAACAANAAAAANAAANANNNNNANANNNNANANNNNNNANANNNNANANNNA
NNNNNNNNAAGGGGGGNNANAANNNAANAACNANNNNNNNANNANNNNAAGGAANNGNNN
GNNNTGTTTTTTTTTAAGGGGGGGAGGGAAATGTNGNAAAAAAAAAACATAACCGGGCAT
TTCANAACCAGACTCATGCCAAGAGAGCCTACAGAGAACTAGTCCTCATGAAGTATGTCA
ACCACAAAAATATCATCGGCCTCCTAAATGTATTTCCACCACAAAAGTCATTAGAGGAAT
TCCAAGATGTGTACTTGGTGATGGAGCTGATGGATGCCAACCTGTGCCAGGTCATTCAGA
TGGAGCTGGACCACGAGCGGCTGTCCTATCTGCTCTATCAAATGCTGTGCGGCATCAAGC
ACCT
>McF0047O01-MGRbd1
TTAGGATCCGCGACACAAGTTGGATTACTTTCGCACATTTTTATTTTTAACCAACTAAAG
CCATGGCTTTTTGTGTGGAAGGGGGGACAACNNANTTGAAAAAAANGCTTCAAANTTTCA
NTTTGTTGCCTCNTATCANGAACTGGTTTTGGAATGTACAAAGAAATGGCAACCAGACAA
GTTGAGAGTGGTGTGGACGAGGAGGAACAGACGCATGTGTTCCAAGCTCCACAGCTGGCA
ACCCGGGATCAAGAACCCATACAGGGGGGGGGTGNTNTNNCCATTCCCANAAAACATCNA
CATCTCANTCACCCTCTTTAATGAANCCAATGCTNAAAANTTTCANGACAAAAAATGGAC
GTTTGTCATANAANGGGAAAACAAAGGTCACCGTAAGGTGCTGGCATCTGCTGACATCAA
CCTGAAACGCTTTGCCAGTCCAACGCCGACCCAGACCGACCTGACGCTGAACCTCAAGCC
CCTGTCGG
>McF0047O02-MGRbd1
GGGGACATTCATGGAGAGAGATGAAACAAAAATCTGTGAACTGTTTCTGTTTTTCTTGGA
CTTATCGGTACTGTACAGAAATTTCCTTTGGATGTTCACCTGGATATTGGGGGTATTTTT
TTTTGAAACTTCTTGGATGTTTCAGTCAAAGTCGGGGAGTTTATTTCCAGAAAAGCATGG
CTTTCTGCACCCATGTGCTACATCTAATTTTTCCACCTCTATTTCACTGTTCTTCTTCAC
CTGCCACTCCATGGAAAAATGGCCTTGGATGTAAATGACTTGTACATGTGGGGGGTTTCT
ACACACATTCTAGATTCTAGGTATTTTTATAGGGAGAAAAGAGGATTTCTTTTTCTTACG
CAGACACGTCTGCCTGTATTCTTCACTAGCATGTAGCGTGTACAGGACCAGCCAGGGTTT
GGCTATCATTTGGAATCATAGATATTTATTAGGCAAGTCTCACACTCTGATTTATTGTGC
TGGAGATTTGTTTGTCCAACTTTTGAAGTCACAAAGGGAGATTTATCAACACCTGTCATA
TCGCCACGAGGAATCTATTTAAAGGGGGATGATATGGTCTGTGGGTGAGCTGCCGGTGTG
A
>McF0047O07-MGRbd1
GGGTATTCAGCAGGCAAGCACAAAGAGGACACGAAAAGGCTACCATGGCATCTTGGGGTC
TACCCGTTCTAGGAGTTGGACTGGCTGTCTTTGGGTGGCTGGGTTTCATACCCATCTGCA
TGCTGCCCATGTGGAAAGTGTCCGCTTTCATCGGGAACAACATTGTGGTGGTCATCGCCA
TTTTGTTGTCTCTCTTTGGCCTGCTGCTTTCAGTGGTTGGAGGGAAATGCACCACCTGCA
TCGAGGACGAAACGGCCAAAGCCAGGGTCGCCGTGTCTGCTGGTGTTTTCTGGGTTGTGA



GTGGGGCTTTGTGTCTCATTACTGTGTCCCTGCCTGCTAATACCATCTTTTTTGACTTGT
GGGGGCCCATGATTCAAGATGCAAAAAAGACCACCACTGGGCTCATGTTTGTACATGGGC
TGGGGAGCAGCAGGATTATTGCTTGTTGG
>McF0047O12-MGRbd1
AAATAAATAACGGATCCTATGAAGGTGCGAGTGGTCCTGAAATACCGCCACTGTGTTGTT
GTTTGTGAGCACCAAAGCCACCGACAACGCCGNGNGNCNCCAGNACAAGACGGACCAGGC
CCAGGACGNCAAGAAGAACGAGAAG
>McF0047O13-MGRbd1
AACCCGGGCCTTATGGCCGGGGAGACTTAATTTAACAGTTGAAAGGATTTACAGAAAGTG
TTGTTTTTCTTTACAATATTTTTTACAGAGCATACCGGAGCAGGATATTGGCAGAATGGC
GGACAGTGGGGGGTCAAACGGGACACACAACAAAAAGGCGTTACTGTCAGACTCTCAGCT
GTTTGAAGCAAAGTTCGACGAACTGGTGGCAGAGTTGATCCAGCGAGATCTAAAGGATCC
AGGTCTGGTTGATGCTCTGAACAGACACAGAGAGGTTTTGGTCTACAATGTTCCTGGGGG
TAAGAAGAACAGAGGACTTTCTGTGATTGGCTCCTTGAGGGAGCTTCTCCCACCCTCTCA
GCTCACCCTGGATGTGGTGCAAAGAGCTCTGGTGGTGGGCTGGTGCATTGAGTTGCTTCA
AGCGTTTTTCCTGGTGGCAGACCACATCATGGATGCATCTGTGACC
>McF0047O14-MGRbd1
GAGCATATAACACAAGGGTAAGCCATACATTAAGTCTCGTTTCTGTAGAGGTGTTTCAGA
GCGCAAAGATCANAATCTTCGATGCCGGTAGAAAGAAGGCTGACTACACTCTCTTCGGTC
ACTGTGTCCATCTTGTCTCTGATGAAAAGGAACAAATCACCAACGAAGCTCTCGAAGCTG
CTCGTATTGCTGCCAACAAGTACATGTTGAAGGTTGCCACCAAGGACGGTTTCCACTTGA
GAGGGGGAGTTCACCCATACCACGTTCTCAGAATCAACAAAATGTTGTCATGTGCCGGTG
CGGATCGTCTCCAAACTGGTATGAGAGGTGCCTTCGGTAAGCCATTGGGTACCACTGCCA
GAGTTGATATTGGTCAAATCTTGATTTCCATCAGAACCAAGGAACAATACGTTAAGACTG
CTTGTGAAGCTTTGAGAAGAGCTAAGTTCAAGTTCCCAGGTAGACAAAAGGTCCTCGTTT
CTAGAAAGTATGGTTTCACTAA
>McF0047O20-MGRbd1
CAACACTCGAATCTACAAAGTACTTTATTTCAAGGCTGCAAGATGAAGAAGCAAAAGGAT
AGCCAGTGCACGGGGGGAGACCATCTCATTACATGACCCCCTGGGGACGATCCAAGTCAG
CGGATGTGAGAATGGTGTGCACACCATCCAGATCCTAATGGATGTCGCACCTGCTGAAAG
GTCCCCCTCCTGATTCCTTGTCACAGAGTCATTTCCAGCTCTGGACAGAGTGGCCCATAC
A
>McF0047P02-MGRbd1
AACGGGGGACACCCTGCCTTTGCACCTCAGGCTCTTGGGTTTGGGGGTGATGATAAATCT
GGTTTATATGAGAAACGGGGGGCCCTCCAATCACAACATCTCCNGCCTGAAAAAACAGCC
GNNCAAACATATNANCNCCANTCTGTTGTTTTGGATTCAGCAGGAAAGTCCTATGTGAAA
GGGGAAGTGCCAACTGCAACTCTAGCAGCTGAAAGTGAGAGGATTCCCATTAATAAGTAT
GAAAATGTNNCCTACAGGGGGG
>McF0047P05-MGRbd1
ATCTGGGCGTAAAACTGGGTCAAAACATGTGGGTCAGTGTTCCTGCAAATCGGGTTTTAA
AGGGGGGCCCATATATAAAAAAAAGTGTAGTCATGCCTGTCTGTGTCAAGTTAGATTAAA
ACCTCATTTTATTTTGTTTTTCCAACACGCCCCCCGNNGCTAAGGATCCCGGCTGAGCTC
ATGAAAAGCTACAAACGTGTGCGCATGCGTGTGTGTCTGTGTGTAGACTCTGGTGTCAGA
GGGGGGGGGGCANATNATNNAATGGGCCTCCAAACNCTCTGTCATCAGGATGAACGTTTT
TTTTTTTCGCCGGTTTGGGAAGGCCCCACCCAAAAACTACTCTATGGTCATCATGTTCAC
GGCGCTGCAGCCGCACAGGCAGTGTGGCGTCTGCAGACAAGCAGACGAGGAGTTCCAGGT
GCTGGCTAATTCTTGGAGGTACTCCTCAGCCTTTACCAACAAG
>McF0047P09-MGRbd1
GGGAGGCGGGCTGCAGACTGCTGAGACATTCTCCAACTTTCAGACACGTTGCAGAGATAA
AAGATGCAAAAGTGGAGATCGATAATGGAAAGGAGGAAAGTGTGTTTAAAGGCACTCCTT
ATCACAACAAACAGAGAGCGATAACTCCGTTTGTCATGTCATTTGGATTTCGCCTCTTTG
GTTTTTTTTCTGA
>McF0047P11-MGRbd1
AACTGTTTGCGATACTTCACTTCTTCACCGAGTTCTTCTGGGCTTTTGTTCCGATATTTT
TTTTCATAGGAAGAGGGGGTACATGATTTAAGGAGGGGACACGTCGCTTTGTGTCGTGTA
GCTAACAACAGTTTGAGTGCTTTTCGTCTCGTTGAAGGATGGCTCTGGATGGGATCCGGA
TGCCCGATGGCTGCTATGCCGACGGCACATGGGAGCTGAAGATGCATGTCACCGATCTGC
ACAGGGACGTGTGGGGGGGGGTCACC
>McF0047P17-MGRbd1
GGATTTGATGGACCAGCATGGTGTCTTCACCCCAGAAACCTCCTTCTGCTGTAGAAAACG
ATGCCAAAGTCAGAAACCTGGACATCTTTGTTTCTCCTGATGATGCTGATGAGA
>McF0048A01-MGRbd1
GGGGGAACCAAATGATGAAAGAACGCAGAGGGATGAAGGGAAGATGGCAGAAAAAAAAGA
AAGACAAGTGGGATCTTTTTGAAATTACGTAACACTGATGGAAAGAATTTTTCATTTTTA



TTTTAGTGACTTTAAGGTACTTCCAATGCTCCCTTTCAGTTATGCTTGCTGTTTTGCCTC
AATTAGAGCCAGCTGTGTGGAGTTTCAGTCTTCAAGAGCTCCACTAATCTGGTTCTATAA
CAGGTATTGCTCAAAGTCAATCAATTTCACAAATCACCTCCACCGCTGAGTAGATCTAGA
TAGTGACCAAAAAATTCTAACATAGTGGCTGAAATCGGAATCTGAAGTGCAACACAAAAT
GTCTAACCTTTTTTTTTCTTTTTTTCTGAAATGTGTATCTGCAAATGTGCGAATTCTCTT
ATCTGGTTTGGAGTCTGCACTTAAATTCTTTCCTCTCTCTTTGGTCAAATAATGGGAAAA
CTCTTCTGGGCTACAGTTCAGTTTGATTCACCCCTATATTTAGTCCTTTAAGCACATTGT
ATGGCTGGTAAAATGTTCAGAGTTACTCTNTTCT
>McF0048A10-MGRbd1
TCAGCGCGCGTTAACCCGGGCCTTATGGCCGGGGGTTTTTATGTTTTGTTCAGATTAGTG
TTTGCCGTGGTTTGCGTTATCCTTCAAGTAATTCACGGACAAAGAAATCGGACCTGTTTG
TTGATTTATTAACTTTAGCCATCCGGTTTGTGGAGATTTTTCCTGTTCGACTTTTTAAAA
AGTTGTTTAATTTTTCCTCAACAGCAAGCTAATGTAATGCATTGCTAGCAACTAATCAGA
ACTTCTATGTCGGTTCTTGTTCTTGTTATTAGATTCAGTTGCTGAATGTGTGAGACTGAG
CATTGTGGATAATTTGTTTGTTTTTATTTTCTTGTGCTAATCATTGATGCCAAAATGGCC
TATAGTAATTCTGAACAACTTAAATTGGACGCAAATTTCCCTCACCATACTCTGTGCATA
AGAAACCTTCCAAACTTTATCATCCCTAATACAAATAAGTTTAACTGCTGCTTGAACTTG
ATTTTTAAAGTTGAAGTTTTTTCTTCTTCTTCAAATTTTCACATTTTATTCGTTTAAATA
TCTGATTAACTATCTACCTGCCATCATGCTATATTTATTTAAAGAAAAAAAACATATTAC
AGCTTTTGTATTTTTCCTCTTCCTAGTTNTTTTTC
>McF0048A15-MGRbd1
CGGTAAGCTTGAAGAGAATTTAACACTAATGGAGTTGATCTTTGCTCCCAATCTGTCAGC
GATAAAAGTTTGCAAATGTTTTATGCTAAGGTGTTCTTGAAGCAGAAAGTCTCAGTCTGA
GCCGACAGATCAAAGCTTTTATTAAGCACCTTCAAAAATACCAGAGAACTGACAATGACT
TCTGAGTCTTGGGTCATCTTTGCTTCATACAAAGGATGTCTTCAGTCAACGAACTCATGA
TCGATGTCATGCAGACCGACACAAACAGGATTTCCCCTCAGAAACTGCCAGAAAAACTTC
TTTGGTCTTGTTGCTTGCAGATTTTTTCCCCCAAACTGACCCACCGCCATTCAGAAATAA
TGCAAAAGACTTTCTGTCTTAGGAAATTACTAATATATTGACCCTGTTGATGCAGTTTGA
CTGCGCCTACCGCTGAATATAAACTTTGAAACATTATCATTGCTTATCATCAACTTC
>McF0048B19-MGRbd1
TTTTTGCCAAACAAATGCATCTCCCCTACATCCGAAACATCCAGAGCACCTACATTCGCA
CGGGCGTTTTCGGCTACTGGGGTAATAAAGGAGGAGTATCTGTGCGCTTTTCCTTCTACG
GCCACATGGTGTGTTTCCTCAACTGCCACCTTGCGGCTCACATGGGCAACGCTCTGCAGC
GGG
>McF0048B20-MGRbd1
CCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGGTAACACTTCGATCTGTTTA
CTTTTTAAGTTGGGTTAGAACATTGAAGATGGAAATTATTTCCATAATTCATCTGACAGT
ATTTCCATTTTCAGCTTTTTTCTCTTTTCTGTTTTTTTCCTGCACTTCAGACACAAAACG
TGGATGTATAATATCATTAGAAATGAACAGCGCTTCACTTTTTTTTTTCAATCATTGCAT
TTTATCTGTGGCTTTGTGCATATGCGCGTGAGAGTGAGCATGGGAGTGTGAGAGTGTGCA
>McF0048C13-MGRbd1
CTTCAACTCAACTACACTGATATTCTAACACTACAGAACAAGTCTCTTCTACGCTACCCC
TCACTAACCACCCTGAGCTTAGCTAGCAAC
>McF0048C20-MGRbd1
AGCAGACGGNGAGTGAAAAGAGAGGAGATCGAGAGGGAAGTGGGAATCCTGCAGCAGCTC
CAGCACCCCAACATTGTTGCTCTGCATGACGTGTACGAGAACCGCACGGATGTGGTGCTG
ATCATGGAACTGGTCTCTGGAGGGGAATTGTTTGACTTCTTGGCTCAGAAAGAGTCTCTC
AGTGAAGAGGAGGCCACTCAGTTTATCAAGCAGATTCTAGATGGGGTCCAGTACCTCCAC
TCCAAGAGGATTGCACATTTTGATTTAAAGCCCGAAAATATAATGCTGCTGGACAGGAAC
GCATCTCTACCCCGCATTAA
>McF0048C23-MGRbd1
TCACAATGAGCCTGTGTGGATTGGGCTCAACAACAATGTGACTGGCGGTCGCTTCAAGTG
GGTTGACAACTGGTCACTTTTTTATACCAAATGGGGAAAGGATGAGCCTAAAAGCAACTA
TGGTTGTGTGTATATAGATGTGGACAAAACATGGAAGACTGCACCGTGCACCAACACCTA
CTATTCTGTTTGCAAAAGATCATCAGAAATAGCTCCAACCGAAATACCACAGCATCCT
>McF0048D07-MGRbd1
CGGCGTTTAACCCGGGCATTATGGCCGGGGGTTCAGTTGATGTTGGTTCATTCTTCATCG
TCCCCCCCGGTGGTGATTCAGGTAACTACAGGAGCACAGGTTTTTAGATCTCAGTGCAGC
TGAGTGACTGATACAGATGAAGGGAGGAAGGAAACTCAGTCTGGGCTGTAGAACTATAGT
GTCATTGAATATTCGTATTCTTCATAGTTTACTTTAGGAAAGCGGTTTTAAAAGCTGATG
GATCGTATGGCATATAATTTAAGCTAATGTTAATTTAAGTTGATGACGTCACCATTATTA
TAAAACCTATCCGTCCCTGATCCATATTGCATGCTGTCACCTTTAACCTCACAAGGTGTG
TTGTTTGTTGCTATTGCTTTAGCACACGTTTTCTTTTAATGGAATCATTACATAAAAATA
GCAGACCATTGTTCGCATTATAGTACAGAGGGGTTCATAAAATCCTTCTTGCATTTTTGA



TCACTGTTTAAAGTCTCTCTGACAGAACATTATGCTATAAGAGGTTTGTGT
>McF0048D22-MGRbd1
AAAATGGGAGATGACAGCAGGAGGAAGATGAAGGAGAAATTTGGCCTGAGACGGGACATC
TTTAAAGAGTTCCTGGCGGAATTTCTTGGGATATTTGTCCTGATACTCTTTGGATGCGGT
TCAGTGGCTCAGGCG
>McF0048E05-MGRbd1
GCGCGTAAACCCGGGCATTATGGCCGGGGATTAGGACTAAGATTATTTGCTGATGAAATG
ATTCCATGTGTTCTTAGGAAAACATGTCAGGGTGTAAATAGTAAACAGACAAAAGCCAAT
TTGGACCATCCCTGAGTAGACGGAGGATTATATTGGACTTTCTGAACCATTTACAGAGGT
CAGGATTTCAGGGCTGTGTTGAAAAAAAACAACATTGATTGTGTTTATTACTCATCCAAG
AAAATGAGAATAAAAGCAAAATGGTTCTCTTTGCNNAAAAAAAAAAAAAAAAAAAAAAAA
AAACCAT
>McF0048F02-MGRbd1
CGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGGGGCAGGTTTCCTCTGTGTCAACTGAA
TCCGAGTCTTCGAGTGTTTTGTCAAGTTAACTCACAGTCTGCGTGGAAAATCTGGGATTT
CAGGTTCTCAGAGGAAAATTCTAAGCTTTCAAGAACTTACTACATTTTGTACAAATGTAA
AGGAAAAAAAAGAGTTTTTATACACGTTGACTTGGATGCCCTGAAAACTGCAGCTGAGTG
TTTTGTTGTGGATTTTGAAGCAATAATTTTGGTTTTACTGATTGTGACCTTTGGCTTTGC
CTCGATTCTGTTCAATCGGTCTCTCAACGTTGTTCCGTTACTGCTGTTCAGAGTCTGTGG
GGTTTGCCAAACCTGTAGCTCCTCCTGATCAGCCTGTACATAGTCTGTAGCATGTGTGTA
TGTTCGCGCTTAGGTTGTGTGATTGTCCTAAAGGTTATTTATTGTTGTCATCACACTGGA
TGATTGTAAAGAAAAATTGTTGGCTGCTTTTTTAAATGTTGGAAAATGTTTTTTTTTTTT
GTAAAGATAAAAAGTTCTTCTCACCN
>McF0048F04-MGRbd1
TGGATGCTGCCACAAGAAAGTCAAGCAGGCAGCGTGCCTCTGAGGAAAGGGAACAAAAGA
AGGAGGAAGAGAAGCAGAAAAAGAAGGATGGAGCGACAGGAAGAGGGGAGAATGAGAGCA
TATATCAAGGCCGTTTTCACTGACATTTGTGCTCTCGGTGTGGAGAGCCCCTATGAATAT
CAATTTGAACCCATGGAGAGGAAACATAGACTTTCTCTCACCCCCCTTCTCGCTGAGCTA
TTCGTGCACACAAGAAATCCATTCAAGCCAGTGTAATGGCTAGCATCTGAGCCGAAGCAT
GGCTGTGTGAACAGGGCTGCTTTGGCTCAGCAGTTTCTCCCTCATGAGTGTGGCTTGTAT
TTGTGAAAAACACTCCATGTCAAGTGCAACTGTGGTGAACACTAAAGTATGCAAATCAGA
TTGGATTAAATACTCACATGAGTTGTACTTAACAGTCACCAGCCATCAGCAACAGCTAGC
AACTAGTTTCCTCGGTGTAATTTGTGGTGTTTTCACACACTCCCTCCTCTTCTCTTCCTC
TGGTGCTCAGAGATATACCAGTCAAAGGGATGCAAATCTACCCACTTCCTTCCCACCCTC
CCCCC
>McF0048F09-MGRbd1
GAGGGAGGAAAAGAACAAATTATCCCATTCAGAAAAGCCAAAAAAGGAGAAGGAAAATGG
ATATGTCAGAGAGACAAGTCCGGCTGCCATTAAGAGCGAGCCTGAAGAAAACAATGGCTT
CTATCCCTCTCCCCAACACAAGCCCCCCAAACGGGAGTATGAGGATGAAGATGAAGGATT
TGACTACAAACCCAAAAAAGTTAAGGTGGAATTTGACAAAAAAGCCAAAAAGCGGAAATA
TGAGTACGGAGACGATGAGGACGAGGAGGATGTCAAGCACAAAAAGAAGTCAAAAGACAA
AAAAGCAGCAGAAGGGAAAAAGGCCAAAAAAGAAGGAGAAGATAAGTGGAAATGGTGGCA
GGAGGAAAGATATACAGATGGCTCCAAATGGCGCTTTCTTGAACATAAGGGTCCAGTGTT
TGTTCCTGCGTACGAACCCTTACCTGAAAAAGTAAAATTTTACTATAATGGGAAACCTAT
GAAACTTAGTGCTCCTGCTGAGGAGGTAGCCACATTTTTTGCAAAGATGTTAGACCATGA
GTACACTGCAAAAGACATCTTTAGGAAGAATTTCTATAAAGACTGGAGGAAGGAAATGAC
TTCAGAGGAGAAGTCAATAATTACTGACCTGAAAAAGTGTGACTTCAGTGAAATGAACGA
GTATTTTAAAGCTCAATCTGAGGCCCGCAAACAGATGTCTAAGGA
>McF0048F14-MGRbd1
CCCGGGCATTATGGCCGGGGGAAGAATGGCAGAGTCGAAGAGTTGAAGTTTCTGTTGTGT
TCCAGGCTGTTCGTCTTCCAACCAAAAACAGCCCGGCCTTTCATTTCATTATTTTCCTGT
GGATCCAAACCTGAAACCCGAATGGATACAGGCGATCCGAAGAGAGGAAGGGCATAGTTT
TAATGTAAACACAGTTAGCATCGTCTGATGCCGGCACTTCGCTCCGGATTGTGATGCGGC
TGCGTCGTTCGTCGCCTGAAGAGTGGACCGCGGTCAAGTGAGCCGACTTTTTGCATGCGC
GTTTACATCATAGTTTACGGTACACACGGCCAGCGAGCTGAAAAGACGTATAAAACGCTA
CTATAACCCATCATATCACAGTTACCTATGATCAAATAACATGTACTGTGCTCTGACATC
TATGAGAGCTATTGCAAGCCCTATATTGTTATTTGATGTACAGATTTATTCATTTAGATT
GCATGTCTGACCATTCTATAATAAACTACCATAAATAAAGTGTTTTGTTTGAAATATAAT
CAATCAGACAGATTCTAAAAGTGTGTTTGAACACTAACAAGAGTGTTTTGTGTGTTGTTG
AGCAT
>McF0048F17-MGRbd1
CTCGCTGCTTGTCAGCTGTCACTGTGGAGGTTCCGAAACGCACATGTTCGTGGACCGAAC
CTCGTCGGAACATATGCTGTCATGAGCGCTCTGTGTCGCCTTGTTCAGAGGGGGTTGCTG
GGCTGCCGGTCGTCGTGCCGTTTATTCCCCGGACAGCAGGATGTTTGCGGGATGGCTCTG



GCGGTCCGAAGCGCCAGTTCATCCAGTCCTGTCAACCTGACGTACGACGTCTTCGATGGA
AAGGGGGAGAGCACTCCCCTGGTGTTTCTACACGCCCTGTTTGGCAGTAAATCTAATTTC
CATTCTATTGCCAAGTCCTTAGTGCAGCGACCCGGCCGAAAGCCCAGTTTGGTGGAGCGT
TTGGTGGTTGTGGACATCAGTCCGGCCCAGTCCGCCACGCGCACCAACTTCCGGCAATAC
ATCCAGGCGATGCAGGAGATGAAAATCTCCACTGACATCCCGCGCTCCACAGCCAGGCGG
ATGGCCGAGGACCAGCTACGCANATTAGTCAAAGAGCGCTCTGTGCGCCAGTTCCTACTG
ACTAACCTGGTGGAGCAAAATGGACATTATAGCTGGAGGGTCAACTTGGAAGCAATAGTA
GCCCACCT
>McF0048G02-MGRbd1
TTTGGACAGCGGTCAGCTTTCACTCCACACACTCGCTCAACCAGCCGTGTCTTTCAGAAA
ACTCCTCAGATGGTGAGAAGAGTCACAGGCGCTCACAGTAGAGCCTCTTCCTGTCAATCA
GGATGGAGCGCGGCAGCAGTTCTGTTCTGAGCGTTGCCACGGCACCACGCCCACCTGCTC
TGCTCCGTCTGAACACCTGAGCCAGAGCCCGAATGAAGCCTCATCCTGTTTTCTTCCTTC
CTCCAGTAAAGCATCAGCTCCTTCCCTTTCTTAAGTTTGGTGGGGCTGTTTTCACACCAA
AACCCATTTTAGTACCCAGACAGGCTGAGGTGGTT
>McF0048G12-MGRbd1
GGGGAAAGCCTTGGCGTGGTCAATGACTCCAAGGACCTCGGGTCAACCCTCGTTTTCAAT
TGAGCTGTCGTATTCATTACGAGGAAGTGTGTCCCTCTTCGCTGTCCGTCCGCTCAGCTT
TAAACAATTTTTTACATGACCTAAAGAAGTGAATGAAAATCGTGTTTTTTGAGAGGTGAC
ACGGGGAAATTCCAGTCATAAGGACGCTCGTCATGCTTCAGGGATTTGGACGGAGCGGCC
CCACTGAGCTGGACGGGCACGTGCCGATCACGCGTCTTAAAGATAATGAAGACATCAGGG
ACTTTTATGAAATTGGAAGACAATTGGGTCGAGGTACCTTCGGAGAGGTTTATGAAACCA
CCCAGATTAAGACACAGTCAAAATGGGCTATTAAGATGGTTCGCAGACCCCCGCCAGGCA
GTCCAAAGGTGGAGATGTTGGATAACGAAATAGACATACTCAGTCAAGTGAATCATCCGC
ACATCATACGACTTGAGGCGATTTACAGTACAGCGAAGATGATGTATTTGGTCACCGAGC
TGTGTGAAGGAGGTGACCTGAAGCAGCTGCTGCAGCAGAAAAAGTTCTTCACGGAGAATG
AGACTAGAAAAATCATAAACTGTTTGGCTGATGCTGTTACGTA
>McF0048G13-MGRbd1
ACCTCTATTTTTTCAGGTCAGGGCATTGACAGGGTTTTTATTTTTTCTTCTGTCTCTCAG
AAATGGCTTAACATTCTTGAAAATGCTAGTCTGCGGGAATTCTCCATCTGGAATGGAAGA
GATGGATCACAGACCAAGGAAGCTATAAATGTCGACAACAAAAACAAAGTGATGCGACGG
CTGCAGCCCGAGCCATGACTAATGTTGTGAATTCATGCCCTGCAGGTCTTTGCCATGAAT
ACATACCTAAACACAACCCGTCCAGTTCCTCGGATCTCCTCAAAGTGCAGGACATTTCCC
GTTTTCTCAGTTATGATGGCAGAGACTGATGCCTGTAGACTACAGTGTTTTGTTCATCCA
GATTTCTGGAGGGTCTGCTGGATCTTTGGCCATATTGCTGGAGAGTTTACCTGGAG
>McF0048G18-MGRbd1
GGGCATTATGGCCGGGGACCTACCTGACTGTGGTCCCTCTACACCCCGACACGTCGCCCC
CATCGTGCTCTGTTGCCCGAGTGCAGTCGGACTGCCCTTCTGTCTGCAATCAGTCCAGCT
GGAGTGTGTCGCTGGTGGTGTCAGATAATGGTCGCTCTGGCCTAGCTGCCCTCCAGCTGC
AGAAGGGTGACGGCATTTTCACTTTGTTTCACCGCGCCCCGTTCCTGGAGGACATCTCAG
ATGAATCCGGGAACAAGCAGAAACAAACACACAAGGACAACAAGGCCAGCGAGGACCATC
GTCATCACCACCATCATCATCACAGCGACCACAAAACCAGATTAAAGGCCGGAGAGCCGC
CATTGAACATGTCTGCATGGGCACACAGCTCGTCTCAGCCGCTGTGGGCGGAGTACACAT
CCAGCTGCTGCTCAGGTCAGGCGGAGGTGCTGGTGTGGGACAGAGCTGGAAACACCAAAC
GCTGCCGTCTAACATCTGTGGAGCAAAAGAGAACAGACAGAAGCTCAGAAACCAGCGGAA
CAGCAGCATCAGGGTTCACCGGGGCTTTTTCTCTCATTTCCGGCCTCCTGTGGGTTCTGT
TGGCCTGATTCAGGCTTCCATGCTTTGCTTTGCAGCAGTTACTTATTTAATCAGAAAAAT
TTCTGTTTTAGAGGAACTGCTCACCTAAAAATAAATT
>McF0048H06-MGRbd1
GGGGAGGCATGCAGAGAGCAGAGCAGGAGGCTGAGGAGCAGTCGTGTTTCGAGTTGGAGC
CGCGCTGGCTGGCTGGTTGTATTGTAAACAATGTCTGCCGACCCATTTGAGAATGTAAAA
GCAACAATCCTATCTGCTCATGAAAGCACCACACCAAGGGAGAAAGTCAACTTCTACAAT
TCCTGGGCAAAGAACTATGATCAGCATGTAGCTGTTCTGGACTATCGTGCACCAACTCTG
GCTGCAGACAGCGTCCTGCCACATTTCAGTGGTTCACGAAAATCAGCTGCTGTATTGGAT
GTGGCTTGTGGTACCGGACTGGTGGCCAAACAGATGAAAAAACATGGATTTGAACTTTTT
GTTGGAGTTGATGGAAGCGATGCCATGCTTAATGAGGCAAAGGAGAGCGGATTGTACCAG
GACTTGAAACAGTGCCTCCTAGGGGAGGAACCCTTTCCTGCACTGTGGGCAGGTTTCTTT
GATGT
>McF0048H15-MGRbd1
GAGGGATGCGACACAGAGTTCTGTTACCACTGTCGGCAGCTGTGGCACCCCAACCAGACG
TGTGACCAGGCCCGGCGTCAGCGAGCCCGCCATACCTCAGGCAGCAACGATCCCACTTTG
TATGTCTTCAATGAAGAAGCTGGAGGAGATGCAGAGGAGATCAAAGCATGTCCCCGCTGT
GGTGCCTACATCATGAAGACCAATGACGGCAGCTGTAATCGCATGAACTGCACTGTCTGT
GCCTGCCAGTTCTGCTGGCTGTGTATGCAGGAGATCACTGACGTGCACTACCTCAGCCCC



TCGGGATGTACATTTTGGGGGAAGAAACCGT
>McF0048H16-MGRbd1
TTTTGTTTGTATTTAAGTCTTGTCTCTGCCTTCCTCTTGTGCTGGGCCATACCGTCTCTT
CCTTGGCTGTCATGTCCATGTCCGCCTTCATCCCTGTTTACCTGGTTAGCCCACAAACTT
CCTGTCAAAGTCAGGCTAGCTAAAGTTCTACTGTTCTGGACTCCAGCAAGCAAGTGAGCT
GATGTGTGGTGTGAGATGTGACTTAAAAAGCTGAAACAGCATCTTTACATCTGAAGAAGA
TGACAACTTCCATCCAGCTGAGAGGGAGGCTTCTTAACCAAAGAACCAACAGTTTTCAGG
TCGTCCTCCCATACAGATGAACCAAACCCTGTTCCTGCCAGCAGCAGCCTTACTCAGGCT
TCCACAGAACTACCAGCCCGAACCCCAAGGCTGGACTTTGCTGCAGCGGTTGTGGTAAAG
ATAAGCTAAAGAGTTGAGATTCAGGCAAAAGATAATTACAGGTTAATTATACTTCTGTAA
GTAAAAAAANNNNNNAAAAAAAAAAAAA
>McF0048H24-MGRbd1
GGGGTGGAGGAGTCGAGAAACTTCACTCATGTAAATAACGGCAATTAGAAAGCCGTACTA
AGTGGTCGTTGTCAATAGAGTACATATTTCTTTGGGTATTTATTAAAAAAGACCAGATTT
TTCTTCGAAAATGCCTCGGAAAAAGCCATTTAGCAACAAACAAAAGAAGAAACAGCTCCA
AGTTAAGCGCGAGAGAAAGAGAGGTGACACGGGTTCTGGTCCGAGCAGCCGCAATGCCAG
CGTGGAGCGAGGAGGAGAGCGTCAATCAGACACATCAGATAGTGAGACGACAGACATTAG
AAAAATAAATCAACAACCTGTTAGTCAAGAGGTTAAATATGATCCAAACAGGTTTCGACT
GCATTTTGAGAAGGAGAGTAAAGAGGAGGTGGAAAAAAGGAAGAAGCTGGCCAGAGAGAA
GATTCTTCAGGCAGTGTGTGATAAGGAACTAGAAGTTGACATCAATGAAATCTACCCATC
AGATAAATGTCTTTCGTTTCCACGACGACCATCTTGGACCTACAACATGACACGAGACAG
CTTGTTGAAGAAAGAAGAAAAGTCTTACAGAGATTACCTGGATGACATGCACTCCAGAAA
TGCACCTGGCACTCTCAGCCACTTCGAGCACAATTTGGAGACATGGAGACAACTGTGGAG
AG
>McF0048I06-MGRbd1
AGAGGTCCATGAACTTGCACAGGGACACTATGCAATGATGCCACTTTTTAATGGTGTCCC
CAATTGTTAAGTTTACATTATGCTCTTGAAAAAGAGAGAAAAAAAACGTTTGCAATAAGC
CAAGCAAGTACCTTTGTCATAAAAACTGTCTGCTGATCCTAGTGAAATGTGCAATCATAT
ATTTAGGCTAATTAGTGAGTGTGCTCCTAGTGGGTAAAGAGGCCATGTGTGTGATGAAGC
ATGAAATAGCTAGCACATGGAGAGGAATATACGTTCTCATTTGCTCATTTCTGTTTCTGC
>McF0048I09-MGRbd1
ACCCGGGCATTATGGCCGGGGGCAGTTTGAATCTCAAATACTAGTTCAGAGGAGGGTAAC
GCTGCAGCTGACCTCCTCAGTCGTCAGCCTGCTTCTGTCATGGACAAGCGAAACTGTCCG
GATGGACAAAATTGGGACATTCTCCTGAAGGTCTGTCTAAGCGAGCCGGTGGAATCCAGC
CAGCTTAGCCCCAGTCTGTGGATTTGTGTGGTCCCGGTCATCATCGGGTCCTTTGTGATT
CTGGCCCTTTGGTGTGTCATTTTAAGAAGAAAAAGCAGAATCAGAAGTAACCCTGAAAAT
GGAGCAACAGAACTGGAACTCCTGCAGAAAACAAAGACCAATTTTCATCCACCAGTCTCC
AAAACAAATGGTCAGACAGAGATGTTTCACAGTTCAGCAGAGCCCCCCTTAACAATAGTT
CAGTTTCATGCTGAAGCCCAAACAGGATCAAAGTGGAAGGAAGACCTGATGGTGTGCAGG
GGCCCCGAAAGGCAAGCGGTGCCTGTCTGCAGCACCATGTTGGATCACAGAGTCCCACTT
CCTGCCACAGAACTGGGTGGCACTGCATTGGTTACTACAAAAACAGTGTAGTTGTGTGTT
TTTGTTCTCGTCTCTGATACCTCATTTCAGAACAACAGCAGATTGAGCACTG
>McF0048I10-MGRbd1
GGCCGAGGCGGNCGACATGNNNNTTTTTTTTTTTTTTTTTTTTTTTTTTCCTCTTTANCT
GGGGCGTCTGCGGCGGCCGCGGCNGCTTTTGAGGAAGAAAAGAAAGAAGAAAAGAAGGAA
GAATCTGAGGAGTCTGATGATGACATGGGATTTGGGCTCTTTGACTAATGGGGTTTCTTT
TTCAAGAAAAAAAACACAATAAAGTTCTTAAAAAAAAAAAAAAAAAAAAAAAAAAANCCT
T
>McF0048I12-MGRbd1
CCGGGCATTATGGCCGGGGAGTGTGAAGACAGTAGATTAACTGTGAGGGGGTTCCTTCAA
CCCGCGCTCTGTCACACACTTCTTTACAGCACGGCACGGCTTCTGGACAGAAAGCAAACC
TCTGTGTTCACTTGGGGTGGAAGAGAAAAAGAAGAAAGCTGATCAAGAAAGCAAGAAGAG
GATCTGCTAGAAGAAAGCAACAAACATGTCCAACGCTCTGCTTAGGAGAAACTCCAGCAA
ACAGGGTCTGCAGAACCTCATGAGATTTGACATGAGCTTCAAACCAACCAGTTCCCTGGA
GGAAGATGAGGGTTTCAGTGACTGGACTCAACGCAGAGAGAGACGGAGGCAGCAGTGTCT
GCAGGAGCTCAATTTGGGAGGCCAGGAAGTGCAGGATGAGAAGGAAGAAGTCTTCTTCAA
CAAACTTCAGCCTACAAAAACCACTGACATCCATGCTGCTTCTGCAAGCCGACTCCCAAG
AAAAGAAGAGGGAGAGATCCTGAATAACAGAGTTGAGACTGAGAAGAGGATGGAAGATGA
TGTGGAAGGGAGGATGGNANANAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0048I15-MGRbd1
CGTGTGTAAAACTCCCCCTTCAGTCCTGTCTCTCTGCTGCCCCCTGCTGGTCACATGAGT
GCATTGCATGCCAATGCAATTTGTCAGTTCGTGTTTTGACTCCATGAGAGGAGTGGTCTT
GGGGTTTTCTGTGGTCTAACACACACTGGCCGGTGTGCTTTCCCCTTCTGTCCTCAGTCT
GTGAGTCGTGACATGCCCTGGGACAGTTAGGGCAGCTGAGGACGGGTAGGCCTCCTCCCC



TCTCCTTTAGGTAAACCAGACTCACCCACTGGTGGATTTCCTCCTTTAAAGTCACAACTG
TACATAATGTTGCTCCTGGCTCTTGTCCACACCCTCCAAAGCAGTGAAATGCAGGATAAA
GTGTGTGGGTGGCTGAACTCTTCCTTATCAGCATGTCTCTGCTTCAGGACGGCTGCGGGG
GGTGGATG
>McF0048I18-MGRbd1
ATGAAGATGTCTTGGCACACGCGACCCCCCTGGCCCTCCTTGCTGTGTTTGTTGTACTCT
CCTCGTCTCCAGAGGCCGACTCTGCAGCTGTGGCCAGCAGCACAGGCAGCGTTACGGATC
CTCAGGGTCCGCTGAAGAGGATCTTCATGAAAGAGGCAGACGCTGCAAACTTCTTCAGGA
GGCGCAGCAAACGGGCTGTGAAGTCTCAGGATGAGCTTGACGCTGAGCAGAGGCAGGTTA
TAGCTGCTGATGAGCGGAAGAGAGAATTTCATGAGGAGAAGA
>McF0048I21-MGRbd1
GTCTCTGAGAGGTTGACGCAGACTTTCTGCTCGCTGGCTCTCCATCCTTTAGAGATCATG
CATTTTCTTGTCGCAGACTTTCATGCGTGGGGGGCGTTAGCTGCTGAGGGTCAGGAAAGG
GATCGACTCCATTCAGATGTTAGATGTTTCTGTAGGGTCAAACAGAGGTAAACCTGCATC
TCGTGCATGTTTTTATCATACTGTTGGTGTAATCTTTTATCTTTTATTTCTACAAAATCA
AGTTTCAGAAACACAAAAAGTGTTCTTTCGATCAACAAAACTCATCAGGATTCATCATTT
TGATGCTAAAAACATTGAAAGTGAACAGTATTGTGTCTAAGTGTAGAAGTTAATTAAATA
AATCATGTTAAGAGTATAGGATCAAGGAAGTGGACTGCA
>McF0048J02-MGRbd1
AGACCCTGAAGCAGCTTCACCCTGACCAGAGCCTGCACCAGCTGCTGCAGGACAGCTTCT
CTGTGTGGGACAGTCCAGTCTGGATGGACTCGAGCAGTACTCTCCAGTGTCAGTACCTAC
AGGCTGCAGCAGGTGGCGCACTAAGACTGGCAGAGATCACTGGCTCCAGAGCTTATGAGC
GCTTCAC
>McF0048J04-MGRbd1
AGCCGCGTTTAACCCGGGCCTTATGGCCGGGGGATGCGAACAGAGAAAACACAGAGTTCT
AATGGACGTGAGCAGCAAAGTTGTGGTGCAGGTGTTGTTGTTGGCGTTGGTGGTTCAGGT
CACCCTGTGCCAGCACTGGTCCTATGGATGGCTACCAGGTGGAAAAAGAAGTGTGGGAGA
GCTCGAGGCAACCATCAGGATGATGGGCACAGGAAGAGTGGTGTCTCTTCCTGAAGATGC
AAGTGCCCAGACCCAAGAGAGACTTAGACAATACAATCTAATTAATGATGGCTCCACTCA
CTTTGACCGAAAAAAAAGGTTTATGAGTCAGTGAAGAAGTCGCCTTGAATCTCAGCACTA
CTGATGGATCTCCTAAGCTGACCATAAAAAAGAAATCACAACTAACAAAGCTTTATGTGT
TTGAAACCATTAAAAAGTTGTAATAAACATTTAATTCCTGAAATTCTCATAATCCCCTAT
TAAATTCAGT
>McF0048K01-MGRbd1
CCTCCAGTCACCTTCCACCAAGGAGTTTGTAAAGATGTTTGAGTTCATTTACCGCCAACT
TGACCCGACCTTTGAGATGCCAAACTCCAAGGTGGAGGAGGAAGTTCCAGCCATTCTGAA
AGCCTTGAGGTATCCATTTGTT
>McF0048K02-MGRbd1
TAATTGCGGGTTATTTACTCTACTCTTTGAACAAGCTGAGGAATTTCAGTTATGTGGAGA
AATATGAGCTTCAAGAACCCAGCGATGACATCCAGCTCGTCCTGAAACGGATTGGTGTGA
AACTGGGGAAGACTCAGCGGGTCAAGGCTCTCACCGGAGTGGGAAATATTACGGGTACCA
TTCCAAACTACACGGGAGCAGCTTACGACTTCATCAGAGCCTTCAGGAAAGGAGATCTGG
GACAAGTCATGCTGGACTGACGAGACCTGTAGTCCTGCTCTTCACCTCCCAGGACGGATT
CTGCTTCTGTCTCCATGTGTGGCTGTCAGCGGACCTGCAGCATGTTAATAATAACCAACA
TTCTCCTTGTTTTATGCTTCTTTTTTCAACCAGGCAAGCAAGGCAGCAGTTTGACAGAAT
AAACAGGATATTTATTAGCATAAAGACAGTGATAACAAACTTTATTATGTACACAAGTGT
TTGCAGGTTATAATGGAGTGCAATTATAGCTTTGGAACAGTCTGCTCCTGAGTGCAGAGG
AAGTCTGCT
>McF0048K06-MGRbd1
NCATTATGGCCGGGGAGATGCAGATTCATCGAAGCTGGGTTATAGGAACGACAGACGACT
GAGCCTGCGGCACGGAAAAGGGTGGAGAACCAGAGGAGGACGAGAAAGGAAGAGTGGAAC
CGAGCACTTGGAAAATTTAGGAAGAATTTATCTACCGCTGTAATCAACAGAGACAAGACT
GAGAATGGCAGAAAGCACAAGTCCAAAAAGCACTTCTGGTGACTTTGCAAAAAAAGTCCA
AAGACAGCTGAGCAGAGGCAAAGAAAAGGTTCTGCAGAGGCTGGGGAAGTCAATAGAAAC
CAGAGATGATCACTTTGAGCAATTACTCCAAATTTTTTATGATCAACAGACTGATTGTAA
CCGGATATATAAGGACTTGAGGAACTACATTAATGCAGTGAGAGACATGCGTGAGGCTTC
AAGGCGTCTTTCTCAATCTTTGTTTGATGTTTATGAATCCGACTGGGTTGGAGAAGAGGA
TTTGGGAGCTATTGTGGAGGGAGAGGATCTCCTGTGGAATGACTTTGAGGTGAAGCTGCT
GGATCAGGCCGTGCGCACCATGGAGTGCTATGTGAGCCAGTTCCCGGATGTCAAGGAGAA
AGTGGCC
>McF0048K14-MGRbd1
GGGCANGAATGCCTGGCTTCCAACAGTCCAGGCCCAGCTGCACGCTTGGCACAAAACTTG
TCGCAAAATGTCGATCATGAAACGAAATGGAGCCTGGGTATCTCGCTAAAGCAAAGAGCT
GTCGGTCTGTGAAGATGGTGTCTTTTGGCTGTGACCTGGTTCCTGGACATTTAAAGAAAC



TCCCGACCAACGGATCCGTTCTGTGGAGCAAACATAGAACCAGGCCAATTCTCTTGAGTT
TCTTGTCCCTTCAGCTCCTCTGGGCCAATTGCAGTTGATTGCTCAGAATCTGCTCAATGC
TGCCTGGAAGTAGTAAGACTAGGGAAACCTCGGACCGTTGCTTCCAGGATACCATCTATC
TGTCCAGGATCCAAAACATTTGGTAGCCTTCTTAAAATGACAGAAGTTTTGCGTTCTCAC
GCTCTTTTCTGCCCATGAATGTTGGCCACATGTGCTTGGGCTGTTGCCAGGAGTTGCTGT
GCAGCTACATATCAGTCTTCTTTATAGCTGCTAGGCCATGTTCCATCAGCAGAACCCTTT
GAAGGGTCAGCTGGATAACAGCCTTTCAACCGACAAAGAGTTTTTTTACTGCCACAGCTG
TGGAAAGCAGTACAACACACAGATAGGTTACAGACGCCNACCTGTG
>McF0048K18-MGRbd1
GGGAGTTCATGCATGACTGTGCAAACTAAGTGACTATTGTGGGCCTGCATCACTGACTCA
GTATTTTCATTTCATCCTTTTGACTTTGTCTGGTATATTGGAGCTATGATGTTCCGAACA
GCAGTGGAGCATGCTAAGAAGCATCCTGGTCTCATCCCCCAGTTCTTCTTTATCTGCTTG
GGAATGGGCGGAGCTTCCTTATATCTGATCCGGCTGGCCAGAGGACCCCATGTCACCTGG
AATAAGACCAGCAACCCTGAACCATGGAATAAGCTGGACCCCACATACCAGTACAAGTTT
GTGGCCATCACCACGGACTACAAAAATCTGAAGAAGGACGGACCTGAGTTTTAATTCTAA
CATACCAATTCAAAAATATTTATAAAATAAAATTAAAAAGAGTTCTTATCTAGGCNNNNN
AAAAAAAAAAAAAAAA
>McF0048K24-MGRbd1
GGGTTTTGTCTGGATTGACTGAGTAAACCTGGCAGCTCGTCTCCCATTCTCAGCCCCTCA
GTGGGTCAACAAGACATGACAGGTTTACTCAGTCAATCCAGACAAAACCCCGCCTCCAGG
CCTGATTCTCCTGAAACCGCTGCACCTTTGCCCTCTCCTATAACACTCAGTGCAGACCCG
CCTCCTCCCTCTGTCTCTGACACGCTTTCTTCTCCGGAACCAGATCCACCTCCCTGTGAC
CCGGTGGACTCTGATGCCCCCACGCCGGCCAAAGCAGAACCACCGTCTCCAAAGGCAGCT
GTGACTCCTGAAACAGACGGGCCTTCATCAGAGGAAAGCCTTCCTGTCAATCTACGACAT
CCAGAGTCTTTGATCCCCCCCCCTCAACCCCTCACACAGGCTCATTTGCCATCCAAAACA
CCTGAAGCAGATTCCCCCGAGAGCCACAGCGGGCCGGCTCCTGTTCCTGCAGAGAGACCT
CTCAAAGAGCCCCAATTACCCGACACAGGTGAGAAAACCCTTCATGACCTCCAGGACACG
AACAAGAACCATGAACGTGGTTCCCAAGAGTCCGTGGCGAGTGAGAAAAGTTCAGAGGCG
TTGCCCAAACAGCCCAAACCCAACCAGTCTCGCTACTTCTCCTCAACAGCCAACGTGCTC
TCCAGCAGCAACCTCCGGGACGACACAAAGCTGCTTCTAGGGCAGAT
>McF0048L10-MGRbd1
CATTATGGCCGGGGGAATCTTAGAAGTCAGGTCAGAAACAGGCAGGTGACTATAAAGCAA
ACATATGGGTATTCTCTAAACATGGTCGGATACAAGAACTGACTAAACGTAAATATTCTG
AAGAGCCTGGGCGAGTTAATCTTTTGAGGATTGTAATAAACCAGAAGGAACTTTAGCTTC
TTGGAGGAAAAAATACACATTTAAAGAATTGCCTGTGTTGCTGTGGGCCGCCAGATCCTG
CCACACCCCAACCCTTTGTTCGAGTCTTGGTAAAAGAGACAAAAAGCACTGGCAACCAAA
ATGCATCCATAAGGAGACAGGTTCTCATCAGGCCATTGACCAGTCCCCCATGTTGTTCTT
GGGTGTTTCTCGTGGTTCTACACATCATTTGTATCCCTTGAGGGGGTGGGGGTCCCCAGG
GGTTACAAAGGTGTGCTGCTCAATCCTTCACGTCCTCATTCCAGTCATCTCTCATCTAGC
TCTCCTTCCACCACACGCTGCACTCTTGCAGAGCAGGCAGTGAGATGCGGCTAATTGGAA
GAGAAGCAATGTTTTCCTCACCACTTCACTTCCATGAAACATGTTTTTCAAAGTGCTATG
GCGAAGCCATGCTAT
>McF0048L12-MGRbd1
CCCGGGCCTTATGGCCGGGGGAAGAAGACATCAACAACATCCGCGGCGGTCATGGTGATG
GCGGCTGACAGCGATCACGAGGCTGACGTGTTTGAGATCACCGACTTCACCACCGCGTCC
GAGTGGGAACGGTTTGTGTCCAGAGTTGAAGAAGTGCTGAACGACTGGAAGCTGACTGAC
AGCTCCGTGGACAGGTCCGCTCCACAGAAGGGGGATTTCACCACGGGCTCATGGGAAGAG
GAGTCCAAGGAGATCCACTTCGCCGACTTCAAGTTCCTAATTACACACTACCTTCTGAAA
AAAGAGTCGAAGAATAATGAGGAGCAGGACAAGCAGGCAGAAGATGCATTACCTGCAGCC
ATGCAGGACCTCCTTTGCATGCAGAATGACTTCCCTCCACGAGCTCACTGCTTGGTCAGA
TGGTATGGCCTGCAGGAGTTTGTGGTCATCACCCCTGCAACCAACAGCGAGGCCATCATC
AGCGAGTCCAAGTGCAACCTGCTCCTCAGCTCCGTCTCCATATCCCTGTCAAACAGTGGC
TGTCAGGTCCCGGTGTTTGTCCAGATCCAGCAGAAGTGGAGGCGCATCTATGCCGGGGAG
TGCCAAGGACCAGGAGTTCGTACAGACTTTGAGATCGTCCACCTGC
>McF0048M01-MGRbd1
GACAAGATCCGTCCTCTCTGGAGGCACTACTTTCAAAACACACAGGGTCTAATCTTTGTG
GTGGACAGTAACGACAGAGAACGTGTGAATGAAGCTCGAGAGGAGCTGATGAGGATGCTG
GCTGAGGATGAACTGAGAGATGCGGTGCTCCTTGTGTTTGCCAATAAACAGGACTTACCA
AACGCCATGAATGCTGCTGAGATCGCAGACAAG
>McF0048M02-MGRbd1
GGGATATTGTTTCAAATTAAAATATGTAAGACCAACTTACCTGCCCTTTTTGGTTTAAGA
TAACTCCCGTCTAAATAATCCCTAATATTAAAAATAAAACGCAAACAGTTAAAACAGTCT
TATTTAAATTAGGAAATAAGTAGGGCCGATGTAAAAGTATTGGAGAGCCGATTTAGCTAA
CTGTCGATGTACTATATTCAAAAACTTTGAATAAATATTGTCCTATCAAAGGAATAATAA



AAATATATGATATTGGCAAAGATGGAACATAAATGATTTCATGTGTTGGGGCTTTTAACA
CTTAAGATTTACTTATTTAAAAAAACAAAGCAGTCGATATTTAGAGAGATATTGGGCCTT
GTAAGATTAAAATGAACGTCTAAGTTAAAAATTTAAAAAATAAATAAAAATAAGATAGTT
AATAAAAGGAAAGAAAAGCTAAAGGTAATTAAAAGTAGCTAGTTTAACAAAATGCCACAA
GAAATTAAAAGACTAGTAATACTTAGAAGTCTGGGCTCAGGAATATTTAAAAAAGATTTC
TGAAGTAAACACGGCTGTCAGAAAGCTTATGCCAATAGGGACCTTATATTATGGATGATT
CTTGTGATTTTTATGACTAGCCCTC
>McF0048N02-MGRbd1
GGGCAGTTAAAAGGGTTAAATAAATTCCATTTACTTTTTAAATTTGTGTTTTAGGAATCC
TTTTCTGAGCATCTAGGATTTTCTGGTGGAATAGTCCAGGGGCCAGATCTGTATCGAGCG
TCAGGAAAGTTCGAGGTGTTGGATCGAATTCTACCAAAGCTGAGAGCTACAAACCACAAA
GTGCTGCTCTTCTGTCAGATGACCTCACTCATGACCATTATGGAGGACTACTTTGCTTAC
CGCACCTTCAAATACCTGCGTCTGGATGGCACCACTAAAGCTGAAGACAGAGGAATGCTA
CTGAAGACATTTAACAGTCCAGAGTCGGAATACTTCATCTTTCTCTTGAGCACAAGAGCT
GGAGGCCTCGGCCTCAACCTGCAGTCTGCTGATACTGTCGTTATTTTTGACTCCGACTGG
AACCCACATCAGGACCTGCAGGCTCAGGACCGAGCTCACCGCATCGGTCAGCAGAACGAG
GTGCGAGTACTTCGTCTCTGCACGGTCAACAGCGTGGAAGAGAAAATTCTGGCTGCAGCC
AAATACAAACTCAACGTGGACCAGAAGGTCATCCAGGCTGGCATGTTC
>McF0048N08-MGRbd1
AGGTTGCTCAGGTACTGGTTCATAGGGAGGGCCTGATGGATGACGGCCAGCAGAGACCTG
GAAATGATATTCTCCAAATCCACCAAAGATTACCTGAGTCCTCACTTCTTACAGGCAGCA
TCTGTCCATCTGTCTGTCCTCAATGGGTGTCCTGTGTGGAGTCTGTCCTGTTACTTACAG
TGGGACTAAAGTATTCAGCCACCAACTGTGAGGTGACTTCAATCTTGTATTAGACCCTGA
AGTCGACAGACTCAGCTCAGCGGGGAAACAGCGAAACTGGCAATAAACCAGAACTCTCAG
GCAGTATCTGGACGAAATGGGTCTCTGCGACGTTTGGCGCTCCTGTCACCAAAACACTGA
AGGTTTCACCGTCCTTTCTCCTGTTCACCACTCTTACTCCCAGTTAGATTATATAGTCTT
TAGCAACTCCTACATGAAGGATGTTAGAGATGTCCAGATACATCCAATAGTTATCACTGA
TCATGCACCACTTTCCAT
>McF0048N11-MGRbd1
TTAAACCCGGGCCTTATGGCCGGGTGTTGGCCTTCCAAGCCGCCATTTTCACCCCGTCAC
CATGGAAACCGCTGCCTCTGACATCAGACTGTGGAACAGAAGTTCCTGGCTGTCATGTCA
CTCTTAGCCTGAAGAGGGCGCCCCCCTCACAAACGGATGGTTACGCCGTTCCAGCAGGTT
GTTTTCAGATGGGGGGGGGGGGGGGGTTTAAAAATGCCGAGATCAAAAATG
>McF0048N12-MGRbd1
GGGATTCAGCAGCTGAGCTCCTCGACGAGCCAAAGACTCAGGACCGACTTCTCCCAGGGG
CGAAGTTTTTGCAGTAGGCACCATGAAGCTCCTCATTCTTCTCGCCATCAGCGTCCTCAC
AGGCGTCTGTGCGAACCACATAATGCAAACCCAGAATGAAGCGATGCAAGCTCAATGGCA
CCTCGAGGACCATCATCCTGGGGACCACAATCATCACGGTCACCACCATAATGGTGGACA
CCATCACGGTCACCACCATAGTGGTGAACACCATCACGGTCACCACCATAGTGGTGAACA
CCATCACGGTCACCACCTTATCTTGGACATCCATCAGATCACAGAGATGTTGCAGGCCTA
CCTGCAACAAGGCACACAATCCCTTGGCACGTTCTATCAAGATCTAGGGGAGCGGTTGAG
TTCTTTGACCAAGAATGCCCATCAAACTTTTGAGGAGGAGATAGCTAATCTCAGCAGATA
CATCAATGAGAATCTGGAGAAATTTAGAAGACACTCCTTTTTCCACAAGCTGTCTGCTGA
GGTCCAACAAAGACTGGAGGCCATCAGACACGACATTGCCCAGCACCTCAAGAACTTAAA
CCCCAGACTGCTG
>McF0048N22-MGRbd1
GGGTAAAGAGGAGGATCAGCAGGGGAAAAATGGAGGTGAATGGACAGCGGCTGTAGCAGC
TATGCACTGGAGGTTTAAAGGACTGTCGGATGTCAGCCCAGCATGAAGAGGCTCAGTGAT
TTTTCAGTCACTGAAGCTTTTAAGTTGCAAACATGGAGTCAAAGAACAGCACCTGCAATT
GTGAGTGTTTCAATACCAAAGGCTGAAGGAGGTCCATCATTTTAGAATGCCATTAACATC
CATACTAACCAAAGGTTGGATGGTGCGCATAACGTGATCTGTATCCATTCTAAAGGCTCA
AATGCTATTGCACTCTTGTTTTGTGGGGTTGTGGTTCAAACCCTGGTTTTTGACTCAGTT
TATTGGCAGCGTCTTAAAGCCCTTAAATGAACGGAGTCTGGATGGGGAAGTTGGATGTAA
GGAGTTGGAGGCTGACGGTTGGTGTGCTGGCCGCTGCTAAAAGAGGCCTGAAGGTGGAGT
CCCACATATTCACAGATATTCTTGGGAGCTCCTGTTTATAGATTTAGCTAGCCACTGAAG
TTTTAGTCAAATGTACTGCAATGATAATACAATCTGTAAAGTGTTTCTG
>McF0048N24-MGRbd1
ACTCCTTCCACACTCGCCGAGTTTACATTAGAGGAGGAGATCATGAGATGCGCTGACTCT
GCGACCCATTAGTAATTATCACGAGGATGCCTTCTGGGTTCACTGCAGCAAATCAAAATG
ACCCCCCCCCCCCCCCCCCGCATCAA
>McF0048O02-MGRbd1
TGCCGACATACAATGAGTTAATGGGACTTTCTCCTAAGCCCTCAACAGATGAGTACTTCC
AGTGCAATACATCAAATGAAACAATCCTTACTGCCCCTTCGCCTCAGGCAAAATCTGAAT
ATGACACATTAACCTCATCAGGGGGACTCCGAAAGGGCTCTCCAGCTGACCGGCAAACTC



CTCACCTTACCTCTCCTCATACAATGGAGTACAAAGAGGAGTTGTCAGCAGTGAAGGGAC
AGAGTGGTTCTGCACGGCTGACGCCAAGCCAGACACCGGAGCCAGCTCAAACTGCCCGTT
TGACGCCGCACCAACACAACGTGGATCCCGGAGGGGGGGGAGGCAGTTTGGTGATC
>McF0048O07-MGRbd1
ACCCTGACGGAGGTCTGACAGTCAGCTCTGGTTCGATGACGGCTCCACCCAGTAGAGTGG
GGATCTTCGGAAAAGTGGAAAGATCCAGATGATTGGCCGTTGTTTCTTTGTTGGCCGCTT
TCATCAAAGGAAGACTCGTCTGCTTTGGAGACCCGCCCTTCCATGGACATCTTATGGCCG
GAAACTGCTGAGACTTTATCTACACCTGGTCCAAATATGACCGCATCGAGACTCCTTTTT
TTTGACCCTGCAATAGA
>McF0048O14-MGRbd1
AGTCTTCTTTAACTTGCTAAAACATTACTTTCTTTGAACAGCTGCAAAAATGACACAGAC
GATGTTTTCTACAACGAGTTGTACTTTTACGACCAAATCCAGAAATTTGTAAGTGACTAG
GTTTGTGGATCAAAAAAAAAAGCTGCAACTCCTAT
>McF0048P08-MGRbd1
AGCAGCTGCTGCTCCTGTTTCAGACAGCATCTGCAAGCAACAATGAACTGTTTGGACTTT
ATTTTGCTGGCCTTGAATTTTCTGTCACTGAAATGTCCAAAGTGTGACGCCTGGACTGAT
TCAAGATTTGACCAAACAGCTTTATACAGCTCTGCCAAAGATAATCCAGTGGTTTGCTAC
GATGATCTTGTGTCCGTTCATCTATCAAAAGAGCAGTTTAGTAATCTCCCCTTGACCATT
TACATCCAAGATGAGCGTGGAGGATATTATCAAGCTGCAGCTATTGCCAGTCACTGCCAC
TACTTCTTTGGAGAAACGCACACCTCTGTCATCCTAACGGTTGCCTTCCATGGTTGTTTT
GTGAAAAGACAGGAAAGCACGACCAGTCTCACAGTGGTGATTGTTGCACCTGTGGATGGA
GGCGTACCTGAAATCGTTCACTCCATGAAGGTTGTCTGTGACATAAAAAAGACAGAGACA
AAGTTTCCAGACATGTTAAAGGAGTTCTTCTGCAACAAAAATGGCTTCAGCATTACTATT
CCCAGGAATGCAACAGACCCACCTCTGAACCTGGATGCAATATGGATTCCTTCTGACCCA
AAT
>McF0048P09-MGRbd1
ACCAAGGAGGCAGCCATGGTGGTCACGGCTCTTCGTTGGCTGGTCCTCGTGTCCGTCATA
ATCATCACCATTGGCGGCAATGTGCTGGTGTGCTTGGCAGTGGGGCTGTGCAGACGACTT
TGGAGATTATCGAACTGCTTTGTGGTGTCGCTGGCGGTGGCAGATCTCCTTCTCGGGCTG
CTTGTGCTGCCCCTTTCAGCTGTAGTGGAGCTCCGCAACGGCAACTGGCCCTTTGGAGGA
GCTTTGTGTAACATCTACATAGCCCTCGATGTCA
>McF0048P10-MGRbd1
CTGGTTGCCATCTTTCAAGATGACCCCCGTCAAGAAACTGAGAGTCCCCAAGACATCGCG
TCCAACGGTTTCTCCAGCGCCGCGGCGAGTCCAGAACCCCTGTCGTACTACGGCCACCTG
GAGTACGAAGATCCCAGTCGAGGAGAGATTGAAGTCAACGAAGACACCCTCCTCAAATCC
AATACTCCTCTGATGGTGAGGAGCAGCAGCGACTCGGCTTTGGCTCCTCCCTTTGAGAAG
ATACCCACACCTCCACCTGAGGATCCAGACTCCAGGCCTCCAGATGCTGAAATCAGCCAC
GTTCTGAAGGGGGCCCTGGAGCGACTGCGCACAGACAGCCCCCCAGCCAAGATGAACCGA
GCTTACTACAGCGCTTTGACGCGAACCGTTGAGTTCCCAGGTGACCGGGGAGCTCTGGGC
ATCCATGTGATCCCCTACTGCTCCTCC
>McF0049A02-MGRbd1
GGGGACTCAAAGAAGACTGAAGATTGTGACGGCTTCCACAGATATCATGGGGTCTTGAGG
CTCAGTTGAGGCCCCTTCCTCTGTGGGACACAGTTGCAGGTTGTTCTACTGGTCTGAAGA
GCAAACAAACAGGCGGGCTGGTGTGCAGGTTTCCTGACAGCTGGGAACCCCAAAAGGACG
AAGCGCTCTGAACGCGTGTGTGGCCTGATGGTCAGGTGATTGCTCTCGGCCCGTCACCTC
TGACCCTGTGGGATGGATCGGTCGTGGGTGAGAAGGCCTTCGGGCTGGAGCTGGTGCTCC
TGGAACTCTCTGAAGACCTGGCTTCCCATCCTGTCCTGGTTACCCAGATACAAAGTGAGC
TACCTGCAGATGGACGTGCTGGCCGGCCTCACGGTTGGGCTGACGGTCGTTCCTCAAGCG
CTGGCGTACGCTGAGGTGGCAGGTCTTCCTGTGCAGTACGGACTCTACTCGGCCTTCATG
GGGGGGTTCATTTACACCGTCCTCGGAACCTCGAAGGATGTGACCCTGGGTCCCACAGCC
ATCATGTCCCTCCTGTGCTTCTCTGTGGTG
>McF0049A04-MGRbd1
GGGGGGGGCACCAAATAGCAAGCAGCAGACAACGGCCTAGATTTTTGTAGTCTTTTTTAA
AAATCTATCTTGAGAAGGATCTACCCTTCAAAGCCAAGATGTCTCGAGGGGGGGTAGAGA
TCCCATTGAGGGACACGGATGAGGTCATTGATCTAGACTTTGACCAGCTTCCTGAGGGAG
ACTATGTCATCAGCATCTTGCCCCCGGAACATACACAGCTGCACATCTGGATTGCTTTGG
CATTGGAGTATTACAAACAGGGCAAGACAGAAGATTTTGTGAAGCTTCTAGAGGGCGGAC
GTATTGATGGAAACCTCGACTACAGAGACCATGAAAAGGACCAGATGACCTGTTTTTACA
CCCTGGCTGCTTATTATGTTCAGCAAGCACGTAAAGAGAAAAACAAAGATGCCAAAAAAG
AGCTCATCACCCAGGCCACTCTGCTCTATACCATGGCGGACAAAATCATCATGTACGACC
AGAACCATTTGTTGGGAAGAGCTTGTTTCTGCCTGCTGGAAGGAGACAAGATGGACCAGG
CTGATGCTCAGTTCCACTTTGTCCTTAACCAGTCTACAAACAACATCCCCGCTTTGCTCG
GAAAGGCCTGCATCTCATTCAATAAAAAGGACTA
>McF0049A17-MGRbd1



GGCCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGCCGCTAGATGGCGCAACA
TGAAGAGGTAACACAGACACTGGCGCCATTTTTGAAAAAAACAAATCTGAGGGAAGTCTG
GACTCCATGGCAGAACTTGAAGAAGAAATGGCAGCTTTTCTTGTTGGAGCCACGGCCCAG
CTGAAGCAGGCATGCAAAGATCCAGCCGTTATACCAGCCCTGTGTGCTGTCATAAGCAGC
TCCCAAAACCCCCTGATTCGTCAGACAGCAACTGTGACGTTAAGGCTCAAAGTGAAGAAA
CACTGGAAGAAGATCAACCCCAATGACAGAGAAAGCCTCAAAGCAGTGGTTTTGCAAGCC
TTCATGCAGGAAACCGATCACACCGTGCAGCATGCACTCTCCCAGCTGTGTGCAGTTATG
GTCAAACACGAAACACCTGACCGCTGGGCCGCCCTGCTCCAGCTTCTCAATCAGGCCACC
AAGAGCACAAACCCTCATGACAGACAGGTTGGTCTCTTGCTGTTGAATAAGGTGATAGAG
TCCAACCCGGAATCTTTCCAGCCTCACTACTTCCAGCTGCTGCAGCTGCTCAGTACTGTC
CTGCATGACCACAACAACCCCATAGCGCTGTACTACTGCATCCTCACCCTCACAGAAATA
ACAGCTTTCATTGGTACTGAAGAAATGAAGCANA
>McF0049A20-MGRbd1
GGGGACCCCGAATGGTTGTTGCACCTACCCCGTGATGTCGGTCGTAGTTTTCTGCGTGTT
TCTGTGCATCAGTGGATGTTTTCGTGGATCTGCAGCAGATGAACAGATCATAAAGAATCC
TGGAGATGACGTCACTCTGATGTGTGAACATCCTGAAAACAAGAAGATCCTCACAATTCT
AGAGTGGAGCAGAGAAGATTCTGAGA
>McF0049A24-MGRbd1
GTTTAAACCCGGNCCTTATGGCCGGGGGATCTGCGGTGAAAGAGAACATCCCACCCAAAT
CTAAAGGTCAGGGAAGAGATGAGAGTGTGGGTCTGCCGTTAGGTGTGGAGTATGAGAAGA
AGAAACACCAGCTGCAACGTGAGCTCCGGATGGACTACAGGCGCTACATGGCTCAGCATC
CACTCGGAGACTCGGCAAGTATTTTTCCCAAACATCAGTTACTGCTGCAGAGGGATGCAG
CCACGATGACGGAGGACTCTGGGTCCAGGGCGTCTGAAGATGATGGGGGCTTTTCGTCGG
TGCTCTCCAGGCATCAAAACCGGCGTGGAAGACCTATAGATCTGGAGGAAGAGGATTTCT
TTCAAGATGAGCTTCCAGTAGGCAGAAGGCGCCAGGAAACGGCAAATGAACTAATGGATG
AGGAGAGCCAGGCCATTAGAAATAATATTAGGGAAAAGAGAGAGAATCGAGGAGACCTCA
GGAGAGATGGAAGGAGAATACGAACACAGAACANNNNANANAAA
>McF0049B01-MGRbd1
TAACTTATGAGATGCTCAGTGAGAAAAAAAGTATAATAAAAGCACAAAGGTTTAGTGCCA
TCCTTGGAAAACTGGGGAAGACGTGGGAGCATATAGTTTAGTGAGCATATAGTTTAGTGA
ATGAGTAATCTTTTATTCTTCCCTTCCCCTTGTTATTGCCACCAGAAGATGCAGACAGCA
GCACTCCCCATTGGCTAACAGGTCTGTGCTCTCTTAAGAGTCCAGGCACATTAGACAGCC
CATATTTGTATTCACATCAGAGGCCAAACACAAAGCCAACACGTATGGATTTCATACCTG
TTCAAGCAACTGTGCGAAGAGGTGCAACGAGAGCAAGGGTTTTTAGAGACACAACTT
>McF0049B06-MGRbd1
GGGGCCAGGTTTTGTGTCTTTGGCTGCGTTCAAGGAACAACAATCCTGTGGAAACTGGCT
TTTCCTTTCCTGGCAGCTCTGCTTGCTGTTGGGTTGTGTCGACACCAAGGGGGCGGTATG
GATGCAAACGCCAACGATCCAGACGTCCAGACAGCTCTGAAAGTTGCCATTGATGGATAC
AACGACGCCTCCCCAGACATTTACCTCTACAAAGTGGTGACGGTTATAAGGGTTCAGAAA
AAGATGGTGGAAGGTTACATGTACACCCTGTCTGTGGTTA
>McF0049B07-MGRbd1
GCCGTTTAACCCGGNCATTATGGCCGGGGGGAATAAACAGTCTACAGCACGTCCCGTCCC
GGAGCCTTCTTGAAAAGCAACATCACGACAAAAGATTTGATGGGAGAAATTGCGGTTTCC
TCGTATCTGACCAAACCTTGAACCACATCACCAGCATCATGCAAGTGATAGCAACTCCTG
GTGGGGATGAACATGAAACTCTTGGAGAAATACAGCAACGGATCCTTTGCAGTGAGAATC
AGCAGAAGAGGACTCTTTAAAATGTTGGCACAGGTATTCGCCTTTGGTAATCTTGATGTT
GAGGAAGATGGGAAGTGAAGGCATGGCAGAGGACTGATTCCAGCAGGAGGAACACGTGGC
AAACCTGCAGCAAACATTAACACCTCCTCCAAGGTCACGGCGCTGTCATCTTCTAAAGTA
AAAAAATTCAAATTTAGGATGCTTTTAGAAGGATTTTTACCGTGTTTCACGCTTTTGATA
CTGTTTCACATTTTCACAAATAAGATGAAGGTTTCACAAATCGCAAAAAANAAAAAAAAA
AAAAAAAAAAAAAACAT
>McF0049B20-MGRbd1
CTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGCTGGTCCATTAGCGTCTCTAC
CGTCTTTAACGTCTTCATGCCTCTTCGTCCCAGACTGTCTTTTCCATGTTTCATGCCACG
CCACAGGGAGTGGGCTGCATCTTCATTGAGATGATCCAAGGCGTGGCGGCCTTTCCCGGG
ATGAAGGACATTCAGGACCAGCTGGAGCGGATTTTCTTGGTCCTTGGAACACCGTCTGAA
GACACGTGGCCTGGCGTCAATTCCTTGCCTCACTATAAACCAGAGCGCTTCACAGTGTAC
A
>McF0049C07-MGRbd1
TCAGCCGCGTTTAACCCGGGCCTTATGGCCGGGGGGATTGGGCAGGTGTGAAGGAGCGCA
GTTTTCAGAAACTTCAATCAGTGGTGCTGAGCGGCTTTGAGGTGAACGGACCGGGCGCCG
CTGGAGAGATCAGGAAGACACTGGACAACGTTTGCTGGTTGGACCTGAGCGGGACTCTGC
TGTCCCGCTGGGAGGACGTGGCTGCCATCACCGAACAGCTGGACAAACTACCACGACTGC
AGCTCCACAGGAACAGGCTAACTTTGCCCTCTGAGCCCTCAGTTCACAGCCAGGCTTTCT



GCAACCTCAAAACGCTCGCACTCGGCCAATGTCAGCTCACCTGGCCACAGATCCTGAAGT
GCGCCACCATGTGGCCTCAACTGGAAGAACTGATTTTAGAAGCAAACAACATCACAGAGC
TTCAAAGACCGGAAGGAGTCCTGCAGTCGCTCAAAAGTCTCAACCTCGCCAACAATCCTC
TAGTGGAGGACACTCTGCTCAGCATATCTGCCTTGAACAGGCTGGAGAATCTCAACCTCT
CCACAACTGGAATTTCTGTCATTCGATTTGAAGATGCTGCTCCTGGAGAAAAGACGGTCA
TG
>McF0049C08-MGRbd1
TTTAACCCGGGCCTTATGGCCGGGGAGACAGCGGAGTGGCGGCGGATCAAACCCGCCCCG
CGCGCCCGCTTCCCGGCATGCGACACTGTTGTCCCCGCCGCGCGCGCTCAGACAAATCCG
CCCCTGACTGACTGAAAGGTGGATGACTCACGCGTTGCCGATGTAAATTCTGGGGAAGAC
CTCATTGAAGTGATTCGTCGGGAGTTTGTAGAAGCCGCTACCGCCGGACAGAAGCTGGTT
AAGTTGTTGGACGGTCACCTCGCTGCCTGGAGCCGAGACATCAGGCGCCGGTGTTGGCGG
AGGCGGATGCTGCTGGTGTTTCGTGGGGCTCAGGTAAACCAATTCTCAGGTAAACAGAGT
CCGTGTTGTCGTCTCGGTTTCAAGGTGTCTGAAGAGGCGGAGCCCCACAGGTTTTCCCCA
CTGTGACTACAGAGCCTCATCTGAGAGCACTTCCGGGAAATTTTCAAAATAAAGCACATT
TTCCCACANAAAAAAAAAAAAAAAAAGAAANN
>McF0049C10-MGRbd1
CCCGGNCCTTATGGCCGGGGAGAGAATGAACAATTGTACACCTGACTTAAATAGGACGCT
AAGCAGGTGGGTTAATTAACAGACCCGCCCTAGGGGAGTAAACTGCAATTCTGCCGAGTG
TCTGCCCGAAATGCGACGAGTCGCTTATTTCAACCATATCTACTGGTATTGACAGCTACT
CCTGCATTATTCACTCACATTTAATTTGTGGTGCTGATAATATACACAAGATTATGCATT
TGCTCGTTTTAGGAAAAATTCTGAAAAAGTCTTGTTAATCCCCTTTCGGTGTTATCGCCT
CAGGTGTCACCAAAGCCAATCAGCTTTCACTAATTTGCACATTTGGTTTGGCAAAGAGTT
TTACGCCGGATGCCCTTCCTGACACAACCATCTATTTTATGCTACGGTCACAGTTACAAC
TGCCACTGCACGATGGGGAGGCATTGGTAGAATTTTTAAGATTAGCTGTCGCTGCTCGAG
TTT
>McF0049C13-MGRbd1
ACTGGCTGCGTCTGTGTTCGGATCTTTCTGAGGGCTTCAAACATCTTTTACTTTGTCGTA
CTAACATTTTAGTCAAAAACACTACAGGAAATGAGTTAACATAGCGTAGGACATCTTCAC
TTGAAATTTAAAGAAAATACATTTTAAAGCTTTTTAAGGAATTCATTATTTATTTGTTTT
TCCAAGAAAAATT
>McF0049C14-MGRbd1
GGNCATTATGGCCGGGGGTTGAAGAAAGCTTGACCCAACGACGGCAAGAGAAGTCAGCAA
GAAGAGGAGTTGGTAAAAAAAAAAAAGAAAAAAACAATGGCTTCTCCAAATCAAGCACAG
GAAGAGGAGGTGGAAGAAGTGGAGTTTGTCTCAACTGAGGACAAAATTAGCCAGCACAAA
GCGCACGTCACATCTACGCTGTTTTTGACTGGCTCACCCCCCTGGCTTTGGAGAAAAAGG
AGAGAGCAAAGAAATGTAGAGCATTCAATGTGAAGCAGATTTTACAAAAAGCTCACGGAC
AGCAGGAGCTGGCTGTGAGTTCTGCCAACCGAGTTAATCAAGACGCAAGGCGCTGCGTGG
AAATGTGGTTTATAATGCCAGGTGTTAAACCCGGGCTGATCAGTGCTGGTTCAGGTAGAA
GACCCCCCTCCTCTTCCTTCCCAAAGAACAGCTTGACAAGACAGACGTGTCCTGTGATCA
ACTGTGGGCGTGTCTATGACAACGCTTCGCTGCTTGACGGACATTTAAAAAGGTTTGACC
ATTCTCCATGTGACCCAGAGATCAGCCTCAGAGGAAGTCCATTCGAGCAG
>McF0049C17-MGRbd1
TCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGAAAAATGGCAGGGGTCAGCTACAG
GCTTGGCCGTCTGACAGCTCTCAGAATGCGCAACAGTCGTCCGGTGGGTGCTGGCGGAAC
TTCCGGCTGTTTTCTAACGAGATGGCGCCGCGGTTTCTGTTCACGTTCAGAAGAAGAGAA
AAGAAGAACAGATCAGACGCTCTCAAAAAGGAATACTTTTCGACAAATTCCTGACGAACT
CTGGGGCTGTAGGAAAACCAAATGTCAACAGGAAGATGGAATTATACTGTTTGACACTTC
TTTTGATTTGACCTCATTTGATTTAGAGAGATGTGCAGAACACCGACAGAGTCCTGCACC
CCTGCACGCCCCTGGGGTGCTTCTTTTTTTGAGATATAAATTCCTCTGGAGCAGCAGAGG
ATCAATTTCAGCCCCCCCAGAGACCCTCCTGCCCCCTCATCAGCTCAGAGGTTTTTGCAC
TGTCGTCCTCATTCTGGCAGATCAGGGAACAAACAGGCCGAGACTTCTGAAGCCTCAGCT
AGATGCATTTAAAGCATCTCAAACCAGAGGCCACAGCTCCCAGTCAGACGA
>McF0049C19-MGRbd1
GGCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGAGGCTCCTCTGTCAGATGG
AGCATTTATTTTCCTTCAGAGCCTGGATCGTACCATTTTCAGATGCAGTTCTGTGAACAT
CAGCCGTGCTCCGTGTTCTTCAAGATTCGGCAGAGGAACGAGAACGGTTCGTACGCCCTG
TGTCTGCTGCACGAAGGAGAGGTGATCCACTATCGCATCGTCTGGGACCGGAAGGACAAG
CTCTCCATCCCAGACGGAAAACAGTTTGACACTCTGTGGCAGCTGGTGGAGCATTACTCC
TACAAACCAGACGGACTGCTGCGAGTCCTGACGGAGCCCAGCCCACGACAGGACGGACAT
GCCGGACTCATAGGACGACCCTCGCTTTCTTTTAACCACCCAGCGCCAGGAAACTCGCTT
CAAAACGTGGCAGATGGAATTTTCTCAATGATCAAGGATGCGGCTAGAATTGGGAGGAAA
AAGCCCAGTCGTGGATCGCAACACAGCACCACAGACAGCTCAAACCCGTACGAAACCCGA
GTTCCCGGAAATCAAGCAGCCAGCAAAGAGGCCATGCCCATGGACACAGAGGTGTACGAG



AGTCCTTATGCAGATCCAGACGAACTGAGAAGCTCCACAGTCGATCGCAAGCAGCTCTTC
CTGGAGGATGGAGAA
>McF0049C23-MGRbd1
CCGGNCCTTATGGCCGGGGGCGCGGAAGGATATTTGAGTCGAGAATGGGCTGATTCATCC
AGGAAGGATCCAAACATTCAAAGCACCCCCGAATAACAGCGCGGCTTATCACCAGTGTAA
ATTAAATGGATTCTGACAGTGAAGAGAGAAGCAGTCATGGTTTGGATCATCCTGTCAGAT
GGCACAAACCACTGGACAATGGCAGTTTTGGAACAACCCCCAAACAGAGTAAAAGTGACA
GCAATGAAGAGTTCTACAAAAAGAGGTATCCAATTAGGCGCTCCGGCAACAACCCAGGCA
GAGTAAAGAGAGTGGTGTCATGTAAGCGGAAAACTCATCATCTAACGGTGGTCAGAAGGA
AGCAGCTTTCATCTGAGAGGACCTTTGAAGCAGCAAACAAGGAGAACAACATGGCAGTTT
TGCAGGACGCGCAGCAAGAAATGTTTCACTGGGACTCATTAGAGCACTCGCAAAACATCA
ATAATAACCACAAGACTAGTCTAACTGGTTCTGAGCACACAGGCTACAGTTTATTCACTG
AGCTGTCGAAGGATCATAAAACTATGGTGGATGTTCTGTTTGGAAGACATTTAAGGTTAA
AGGTGGCTTTCACACTCTGGCAGAGAAATGCTGAAGAGCTGTTGACATTCTTTCTGAAAA
TTCAAGAC
>McF0049C24-MGRbd1
AACCCGGNCCTTATGGCCGGGGGAGAAATAGTTATTTTGTAGAAAATGTTGAATTATTTA
AACTTTGAATCTTTATCTTTCCGAACTCATTTTGAAAAAGTAAATTGTGGTTTTAGCTTT
TGGGTTGAGGAATGGTTCTGCAGGCTGAGTGCAGACCATCGAAGAACCCGGCGCTCCTAC
CCAGAGGAAGAAGGTCACATGTTCTCACAAGGTTCCACCCCCCGACCCTCACCGGCTGTT
GCAGCTTCAGAGAGACGCAAGTCCCTCAAACTGGATTGTCTGCTGGGGTCGGCTCGCTGT
GTGCTGTTCCAATGTGCTCTCCACAGCTTTACAGGACAGGCTGTCCTCAAGATCCACGCC
AGGCTCTGTTTTAGCAGTTTTATAGAGGAGTACCCAACAGTCAGAGCATTGGAGCTGGTG
GTCAGAGCCAACATCACTGTGAAGTCCAGCATCAAACACCTGGTCCTCAGGGACGCTGCT
GCACAGATTCCAGTGATGATCTATCCTGAGTCTGGACTTGCAGACCAGTACTGGATCCCC
TGGTGGATCATCCTCATCGCTGTTCTGGCCGGCATCCTCCTGCTGACTCTCCTCGTCTGT
ATACTGTGGAAGTGTGGCTTTTTCCGACGTGCTCCCTACAAAGACAAACTGCCTCAGTAC
CAC
>McF0049D01-MGRbd1
CCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGTGTAGACAGCAGCCAACAGC
AGCCAACAGGTGCTCCGTTACACATCCTACAGCTGAGGCTGACTGTGAGCCTTTTGCAGA
GTTCCCCCGGCTGTTTTGTATTCGTGGGTCCGTCATGTCGCTGCTCACTCACGTTCTCGC
TTGCCTTTTTGGAATGGGCTCCTGGGTGGCCATCAATGTTTTTTGGGTGGCCCTCCCCCT
GGTTGTAGAAAACGCCCCGGAGATGTGGTTACTGCCCTCCTATCTGACAGTCCTCATCCA
GATGGCCAACATCGGCCCGTTCTTTGGGGGGGTAATGCACCGCTTCCGGCCTGGAGTGCT
GGACGAGCGGCCCGTCATCTACTTTTTTTTTTTGTTGGGGATCGTCTCCACCTTCCTGAT
GAATTTCTTCTGGGAGCACACAGTGATGATCGCAGGCTCGCTGCGCATCGTCCCCTTGCT
GATTTTAAGCTTCCTGCTGTCTGTGGTGGACTGCACATCATCCGTCACCTTCCTGCCTTT
CATGATGACTCTGCGCCCACAGTACCTCACTACCTATTTTGCAGGGGAAGGCCTCAGCGG
TCTGGGTCCTGCACT
>McF0049D02-MGRbd1
GGGACAGTATCCACATCTTTTTTCCTCTGTGACAAGGAGCCAACTGATCGCGATGAAGCT
CTACAGTCTGCTTCTGCTTGGGACCCTGGTTGTCCTCATTGATGGTATACCGCCAATAAA
CAGGGACTATAACACACGTTGTCAATGTCTGAAAGTGGAGTCCAGGATCATTCCTCCTGA
CAGTCTGAAGAGCATCAAGCTCCTCACTGAGGGACCTCACTGTCCAGAGACTGAAGTCAT
AGCGGGCCTGGTGACTGGGGAGAAGGTCTGCCTGAACCCACGGTCCGCCTGGGTGAAGAA
GCTGGTCCAGTTTGTTCTGGAGAGGCAACTTAATCATCAGAAGGCACCTGCCTTAAACCA
AGCTTGAAGAAAATAAATCCTGCTTCAAAAGCTGAAGACCTGCAAACACGAGCCACTCCA
GATTTAATCACTTGAATGGATAACTTTTAATTTGGATTTAATTGTTTTCTTTTTTTATTT
TCTATTTTACAGTCTTGTACCTGTCTTTTTC
>McF0049D05-MGRbd1
GGAAAAAAGCAAAGAGAAGAGCAGATGCTGACTGTGTTTTTTTTTAACTCTGATCTCATG
GATGTTCTGACATTTAAGTTTTCCAAACCTTGTGGTCTTCGTCTTTCTCATTAATCAAAT
GCTGTCTGACTTTACAGTCCAACAGCCATTGTCAGCCCCTGAACTTTAGGCTGATTTCTT
CAGAAGTGGACGACATGAAGCTAAACCAGGAGGCAGATGAACCCAGAGCAGGAAGTGGAG
GACAAAAACTGGAGCTGCAGGGTAAAGCAAAACAAGAAGAAGTTCAACAAAGATGTCGGC
CTGCAGACAGAGCTGACTGGACACACAGCAGCACGAAGCATACGAGGACATGACAGACAG
TTCATGACTGACATCCACAGACATTCTTGAAGGTTTATTTCTAAGCGTTGAGTCTTGGCA
AACTCCAACCGGTGGGGATCTTCTGGAGGCAGGATCTATACTTACACAGAAAGGCACGGA
GGTCAATCATTCAACAAAAGCTCAAACAAAAGCCCACCATGCGGCCTGCTTTCAGTTTTT
CGCTCGG
>McF0049D10-MGRbd1
GGGGGTAACACAAATGTTGTAAAAGCATTTTTTTGGTGCCGCATGTTCTGCCAAAGAAAG
CAGCAAACTTTCATGCAGCTGAAACAGGAGCACTAAAAAACAAAGCACGTGTGTAAAGGC



TGTTTTCGTCGCGTTGAATAGTTTTCATCCTTTTTCTTGGAAAAAAAAAAATGCCTGAGG
GA
>McF0049D13-MGRbd1
TCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGATTTCGACTCGGATGACAATAGAA
ACGCAGAGATGAAGAAAAACGAGCTTCCTCTGACCCCCAGAACAAAAGCTCACGAGAGGA
AACTAAAGTGAGGCTGTGGAAAGAGTGCAGCAGAGCGGGAGCACAGAAGGAATGACATTA
TATAGGTCACAGCTCAAAGACGGGCTTCTCCGAGACATTTGAGCAAGCAGAAGGACCGCC
GAGACACACTGCAGACAAAATACTTTCCTGATGCCCAGACTTTCACAATAATGGACGATT
TCACCTGAAGTCGGCAGCTTCCAGGCCTGGTTCAGACTCATATTTACTGGAATGACAGCT
ATTTCGAGCAAGAACTGAAGGAGCGCATTTTGCGATTTCCACAAATGACAGGATTCATTC
CTGTCCCCTGGAGCACACACCTGGTGATCTGGAGTAAACGGCCACAGAGCCGCTGACCAG
GCCGACAAACAGACTCTGCTTCCTGTAAACCAGGCTGGTGACTGTGGACTTCTCTGGGGT
GAAGAAATGCTGCAGTCGAACCTTCTTGGATCTTTGGCTGCTCCTATATACAATTATGCT
AAACAAAAACAAACAAAAAAAGAAAGGGTGAAAAGCTCATTTCTTT
>McF0049D15-MGRbd1
CAGCCGCGTTTAACCCGGGCCTTATGGCCGGGGGGATTACTTGATGCAGAACATCTGCTG
GAACAGCCAGTGCAGAACAGGCTGCAATTCTGCTTCCACTTTGTAGTCTGTCTGTCTTCA
TGCTTTGTACCACAACAGATTGAGCACATCCTATTGATTTAAGTTCATTTAGCCTTACTG
AAAGTTACCAAATTAAAGAAGAAGTTAATGTAATTTTAATTTAAAAGGCACCATGCAGCC
TAATTCCTGGGATTTTAGTGTGCTAGCTGCTGGCCAAAGCTGACTAAATCACAAGCAAGC
CATCCTTGCATGCTCTCGATGGAAAAGCCCTGTCCAAATGTCATATAGCTGTGGTCTGCC
TAACAAGATGCTTCCCAAACCTGGATTCTGCACCAGCTTGTCAAGTGGCAAAGGAGAAAA
AAACGATCACTGTGTGAAAGACAGACGATCCAGAAGGACATCCTAATCATCTGAAGGGAG
CAGCTGCTTCTGACTCTGCAAATGTGTCCTCTGGTGTGGAAGTGCACACAGTCAGTTCTT
TACCTTCCC
>McF0049D16-MGRbd1
AGCAGAAGGGGAACATGGCAGCCGGTGTTAAAGCTAAACATGGATTACTAAACATCAGTA
TATCACACGTGTACATTTTTTGTAGAAAAATAGCACCTAAAAATGTTGGCACCCA
>McF0049D21-MGRbd1
CCCGGGCCTTATGGCCGGGGGTGGCAGAATTGAGCCTTAAACATAGAATGCCAAAAAAGA
CCCAAAGGAAGAAGAACTCAGTCACACAAGCCAAGACATCGGATCTACCTCCAAGCAGAC
TGTCATCTTTACTCAAGAGTGCTGAGGAAACATGTCGGCGTCCCAAATGGAAAAGCATCT
CAGACGAGCGCGGAGGTCCAGGCTGTGGAGTCAGAGTTTGCCCTCTGCAGCACTTTGGGA
TCTCCGATGGACCATCTCGTACCTTGAGAGTAGTTAGCAGCAGATCTGACGACAGCGATA
TGGGTCGGAGCCACGCAGCCAGATGGGATAGGACACATGATGTCAGCTGTCCCATAAGGG
AATCGAAAGTGATCTTTGTGAATGTTGCTGACTCCTTCAGAGATGTGCTGCTGCTCCTGA
CAGTTAAAGATGCAACGATAGGCAGCTTTCTCACTCCGCAGCACCACCGCAATCACACGG
ACCTGGAAAAAGCAAGTTTTTGCCAGAAAAAG
>McF0049D23-MGRbd1
GGGGACGGAGGTTGGTCACACGTTGAACCCGTCTCTATACAGACAGATACCGGCCTTCCC
TTACAACCGGACCAGTCCATGGCTCCTCGGTATTTCTGATCCCGCAATACAGCGCGGAGC
GACGAGTAGTTCCCCGCAGCTGCGGTCGGGTTCAGACGCTTAGAATTGTCCATTCTGCGC
GTGTCCTGCTGCTAAACATGAACCGTCCCAACCTTCGGAGACTCTTCTCTGCGTGTGATG
TGAACAAGTCTGGTCATATCGAGTTCGAGGACTTCACCGTCGTCTGCCGGGAGCTCAACG
TCCCCGAGAGAGACGCCAGAACTTTGTTCGACAAGTTCGGGGCGTCCGAGGATGGATTCA
TCGACTACGACAGGTTTTCCTCCAGCTTCCAGGAGGTTTCTGAGATTCTGGACCTGGCCT
CGTTTGACGCAGGTGCATCACAGGCGGTGTGGGAAGAGTTTGAGGAGAAGATGGGCGCGG
AGGTGCTGCTCTCTGACAGTCTCAGGGAGCAGCTGGCTGATCTTCACCGAGCCATCCACG
CCTCTGCAAACATGACTCTTCTGAGAGCTTTCGAGGAAGTC
>McF0049E03-MGRbd1
CGGNCCTTATGGCCGGGGTCATTTGGAAAAGTCAGTTTTCTTTTAAACCATATTTTATCC
TTACTTCCATACTGGCTGTCTTGTGGTGTCTCTAAGGCTTGTCATGAAGGTGTTTTTGGC
TCATTCAGCCTCCCTTGTGCTGCTCATTTCTTTTCTCCGTGGAGTTGCAATTGCCATCCG
AACTCTAAAAGAAGGTCCTATGATTGATGCAGACGGAAGGGAATATAAAACTGCTTCTTT
GACAGAAGACTCCAGCCCGAGAGCAAGCGATAGTGTCCGTGTGGAGTGCACAGAGGTGTC
CATGATCGTCTACATACAAGCAGACTTCTACAGAACTGGACGCCTTGTGTCTCCAGGGGA
CTTGTTTTTGGGAGGTGCAGAGCATAAGCAGGACAGTCGGTGTCGGGCTGTTGTTTCTGG
ACACAATGAGTATGTCATTGAAGCTGGCTTGCAAGACTGTGGCTCCAAGTTGACTATAAC
AGATGATGATGTGATCTACTCAAACAAGCTGGTTTTCTCACCAGTTTCCAATCACCACAC
TATTACAAGGATGACTGATGCTATAGTCCCTGTGTCCTGCCAT
>McF0049E07-MGRbd1
GGGGGAAACATGCAGTTGTTCAGCACTGAGGACCTGAGAGCCTCCCAACCTTCTTCAGCA
GAGATCAGAGCACTGAGGAGCTTCCACAGCCTCTCTGGAATGTCATTAGAATGTGAGCTG
AGAGGAAGGCTGGAGCAGAGTCACCAACTGTTTGGAAGAAGCGGCAGAACTCAGAGTTTG



GCCTTCAGCTGCATTCTGCTCTGTTTCTGTCAGAAAGGTGACCTGCAGTGACCTTTAGCT
GCTGCTTTCTGGAAGAAGTCTGAGCTCTTCCTCTGCTGCTCCTCTTCCTCACAGATGGCC
TTCATCATGAGTGGAGAAGACAACAGAAACACAAAGACTCACCGTCAAGAAGAAGAAGAA
AGTCCTGCTCTGTCTGCTCTGACACGGAGGAAAACTCTCTACTTCCTCATTTCCTGATTC
AGGAACACCTGAGCGGAGCTCCGCCCCCTTATGTGTCTGTTTGTGTTAGGCTCCTCCCAG
AAACCTGAAAGAGTCTCAGCTTTACTTAACAGGAGATGAAAACTTTACAGACTTATGTGA
GGCCAAACTTGAAACAGAAAGAGACTTTCTCTATGGCTAATGTTTCCCAGGACAACATGG
ACTTCAT
>McF0049E09-MGRbd1
CTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGCGTCCAGGTGGACTTTCTGGA
AGGGCCTGAAGACTCCCTGAACAGCAGCTACAAATTCATGTTCCAGAGGCTGCGCGACGT
CAGAAATGTGTTGGCAGAGAAGATTGAGGATCTGGGGGAAACCGTCAGGTCTCACTTCCA
CATCGAGGAGTTTGCCAGCGTGTCGCTGCCCGCACAGGACAGCATAACGGTGTCGGGGCA
GATTTGCTGCGACAGTAACGGCAAACTGAACGCTCAGTCTGTTCTGTTGGAGGCGGGACC
GGAGCACGGCGGTCAGCAGGTTGCCGTGGACCTGTCGGAGCTTAAAGAGTACTCCCTGTT
TCCCGGTCAGGTGGTAGTTATGGAGGGAATGAACACGACCGGAAAAAAACTAGTTGCATC
TAAAATTTACGAGGGAGTTCCGCTGCCATTTTACTCCTCAGACATCAAGACGGAGGCAGA
TGAAGTCGCGGAGCCGCTGAACGTTCTGGTGGCCTGTGGACCGTATACGCCCTCTGACAG
CCTGACCTTTGACCCTTTGCTGGACCTCATCAGCGTCATCACCAGAGATCGCCCCGACGT
CTGCCTGATGCTGGGCCCGTTTGTGGATTCCAGACATGAACAAATCGAGAAAGGCCAGGT
GACCGAGACGTTCGAGGCCATTTTCTCCACATGCATTGAGAGCATCGTGGATGGAACGAG
AAGCGTTGGATGTCACCTGGTGT
>McF0049E17-MGRbd1
GCATTATGGCCGGGGGGACAGGAAGTGGCATCAAAATGCAGGAAGTAAATGGATTTTTGT
CAATGTGACCAGGTTGTGGAGATTTCGCTACTTCAAATGCTTTGTAGCGATACTTTTTTG
TGCGTGCTTTCATAAACATGGCATGTGTTCTTTAGAAGAACAATTGCAGCGAAGCTCGGG
CGGACGCTGCAGCACCCCGAGGATGTGTTTATTCCAGCTATAACCGCCATGCCAGTTTTG
AAGAAGCAACAGTCTCCAGACTTCCGGCTGTCAGTCAGCACATTACGGACCAACGGGATC
CTGCGGTGGAATGGAGACATTCAGCTGCAAACAGAAAGCCTGGCTAAGCAGCTGAAGCGA
GACTTTTGTTGGAAGTCATCTCTGCTGGAAAAGGAGTGATCAACTTTCAAGTAAACCGTG
AGCTTCTCGCAGAGAAAGTGTTGGAGCCGTTCGGTAAAGGGGAGGATGACAAGTACGGGT
TAAGCAGCGACCTTTTGACTTCCCTGAAAAGAGGAACCACATTAGTGGAGTACAGCTCT
>McF0049E20-MGRbd1
GGGAGAGGGCTGGCAGGCAGACACAGCAGAAATCCAGGCGAGCCGGCCGCTGTCCTTGCA
GTAGAAGATCACAGGGACCTTGCAATGATCTCGCTGGACCTTAATTTTAACATTTTGACC
AGAGACCTGTCACATTATTTGGAGAATCAGGTGAAAGTGGGGCTGTTCGGCTCGGGAGTG
GGGCTGTCACTAGTGTTGGGGTTTAGCGCAGCGTACACCTGCTACTATTTGATTTCCGTT
GCAAGGAAACCTCAGCTTATCTCCGGAGGTAAGAAGTTCTACCAGTTTCTGCGGGAACAA
TGTCCGGTGGTGTCAGAGACGTACTACCCGACCTTTTGGTGCTGGGAGAGCCGCATCCAG
ACTCTGCTTCGACCGTTTGTCACGGCCAAACCTGGAGTCGTCTACAGAAACGAGCTTATT
AAGGCAGCAGATGGAGGGCAGATATCCGTGGATTGGTTTGACAACGACGAGAGCCTCTCT
CATCCCAATCCCGCCACCAGGCCCACTGTCCTCCTCCTCCCGGGTCTGACCGGCACCAGC
AGAGAGTCCTACATCTTGCACATG
>McF0049E22-MGRbd1
GGGGTTTTTTGAAGGAATGTGCGTTTGTGCAAACCTTAAAAAAAAAACAACAAAAAAAAA
AACAACAGGTTACAAAAAATAAAATAAGAAAAATACAAACATTAATCAAAATGAATATTT
GTAGAAGGTTATGGATTTCTTTTCTACTCTTTGGAAGCGTCAACTGCTTTCCGCTCCTTC
AAGGAGGACTTGCAAGCTTTGGAGATGACTCCATGTTACCATATTTGGCATTATCTTCCC
AACAAGATGCACATAAACAGTCAACAGGACAATCCCTTCAAACTGGCCCTTACGGCAGTG
ATCCTGCACAATACTACAGTGGTGCATCAAACACTGATGGGGAGGAAGGCTACTCCAACT
ACGGGGTACATCAGACCGGTGCTCAGGACAGTCCGTATGGTAATCCAGGTGATGGTGATT
CTTACCAGTTTGAGAGCTGGAGCTCTTCATCTGGTACCGGTGATGAAGAAGAGCCTGACT
TCCCATCAGTAACGGGTGAGGATCAAATCTATGCCTTCAAGTCTCGCTCACGCTACAACC
AAAAGCGGCTGCTCTT
>McF0049E23-MGRbd1
GGGGAAAATTTCAAAATAAAGTTAAAAAAAAAAAAGGAAAAATGGTGACAATTCAGTCAT
CATAACAAAAAGCCTTAAATGCAGAAAAGCCCAAACAGTCAAACACTTGTAAACCCAGGG
AAAGCATCTTCAAGCTTTTCAAAATGTTGTCAAAAAGATTTATGATGTCACTATTTAAAT
AACCATACAATTTAGAAACACTAAAACAAATCTAAAAAGATTTTTTGTGATAAATTAAAA
AATTTCTTGCCTTTTATTTTGAAAATCTTATTACCATCTACCATTATCACAGCCAAACGG
AGCCCTTATCATGATCACAACTCCTAAAGTATAGGTCACTCTCCCTTTGATCGAAAACTT
TTTTTTTCTGTTTGCTGGAAAGACGTAAAACAAAAACAAAAAAAAACGGTCCACGTTAAA
GAATGTTCAGTGTTTGGGTTTCAGAAACTGTTCTGTGAAACTTTATCTATGCAAGTTTGT
ACATCAGCGTTTCTATGGTGATTTTTAGCTGTTCTGAAGCTGCAGAATGTCCACACACGC



GCACAGCAGCTTTATTTTGAAGGGAAACTCCTCTTTTTTTTAGGGCATTTTTTTAATGGG
>McF0049F01-MGRbd1
CTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGCAAGTAAATAATGTATCTGTT
GATTTTTTTATTATTAAATAAAATCCTAAAAGAATTCTGGTTGTCCTGTACTTATTGGAG
CAGGTGTTGTTCTTCAGAGAAAGGAGACCTCCCCTACAGAAGTTATTCTCAGAGTTTCCT
GTTGCGGTGGTGACATGGATGTGTTGCAAGGTGTTAACCTGATGACCCGATCATCATCAT
CATCATCATCTTCAGAGGATATAGCTGAAATGGTGATAGGCCAAGTTATCTTCCATCTTC
CACGCCTCCTCGCTGAGGTGCACGTACAGAAAAATGATCCTTCCTGACTGACGTGACAGT
AAGACTCTGCCTGCTTTGACTTTGATCATGCACTCCATCACAGACGTTTGCAGGTCGTTT
CAGTCTGGTTTGTGCCTTGGTGGTGGTTCTGACCCAAGGCTCGGCTGCAGGATCGGGGCT
GAAGAAACGGGCTTCTGGGCCAGCGTGCAGACCTAAAGAACTGATTCTCGTTACAAACAT
GGAGCTTGAATCCTGTTTGACCAGTTTTGAAGATGTCAATGGAAAGCACTTTGGCACCTG
GTCTCCTGGCTTTCCTGAGCTG
>McF0049F02-MGRbd1
ACCCGGNCCTTATGGCCGGGGGACTGAGTCCAGCGACTGCCTGCATCTTGATTACACCGT
GCAGTTCTTCGGCATGTCTCCTCACCGCTGCTGCATCTCTGCCGGAGGGATGGATGCCGA
TTCTCTGAGGCTGCAGGCAGAGAAAATCGTTTGATTGCTGATGTTGGTTTGGGTCGTCAC
TCTTGTTGAAAGTGTGAGGCTCCAGCCGTGGATCAAGTGGGGGTTACTGGCTGCCTTTGT
TGTCGTCATTGTGATTCCTGTCACACTGGTAGTGATGCCGGAAATACTTCAGCAGTTTGT
GTACAAGTACGGACTCAGAGTGCCGTTCTTTGTGGACCTAAGCCGGCCTGCTGACTTCTC
CCTTAATCACACCATCAACATGTATCTGACCACAGAGGAAGGAATTTCCCTTGGTGTGTG
GCACACTGTCCCTGCACATCGCTGGGGAGAGGCTCAAGGGAAGGACCTTGCTTGGTACCA
GAACTCTTTAAGGGATGGAA
>McF0049F03-MGRbd1
CGTTAAACCCGGNCCTTATGGCCGGGGGGGGGAATTTAATGCTTTCATTGTCCCAACAAT
CTAAAAGCGATGAGTGTAAAGCAAACAATTCAGGCCTTTTTATGCAGCTTGGGTGACACA
TTTAATCAAAGCTGGTGGTCGTATAAATACAAGGCAGATGATGGAGAAAGTCAACTCATT
TTCTGCTTTTTTCGTTCCCAATTTGAGCTTTAACGTTGGGAGTTGGGTCATCTAGACCCA
CTAGACAGTGCGCTAAACCTTTTTCTTCAATGATTTGTGATCTTCACTGGTGTCCATGGA
TGACATGAAATCTCTCCACCTGTATCCACCTTTGTCATGGTAGGGAGAACACGTCAATGT
AAGGGTGGGGTCATCTGGACCCCACAAGATAGCACAAGGGGTAGTAAAATACGGGAGTCC
TTTATAAGGAAACCTGACAGTGAAGCTCGTGTTCTGATGCCAGCAGCTCAGTGCAGCCGC
GTGGGACACAAACACGCA
>McF0049F04-MGRbd1
TTATGGCCGGGGGAGCATCAGAATGAGGGAGAAAGGTTGCAGAGCAGCTCATCAATCCAT
TTGGAGAAGATGACGATGACTTTGAAGCAAACTGGATCATCGACAGAAACCTTCAGGTGT
GTCTGCTGGCTGTGGATGAGATGCACATGAACCTTCCCCACATGACCAAGGACATCTACT
GGAACGACAGCGACGCTCGCCCTCCGTACACGCTGGCTGCTGCAGATTACTGCATCCCAT
CATTCCTGGGCTCCACCACAGACATGGGACTCTCTGACATCCTGGAGTTTGACGACAACA
ATCTCCCTCCACATCAGCCGGACTCCTTTCTGCCTCGGCGACAAGAGTCGGTTCTTGGTC
GAGTCCGACGCCTGCTCAGCGTTCAAGAGCCGCCCGACCTCAAAGATCCTCGACCGGTTT
TTAAAAGACACAGCAGTGACGCGACAGGGAGCTTCTTCCCGGACTTCAGGGTTAACCAGG
GACTGTTGGACACAGCACCGCCCGCCTCCTTAGCCATGGACACTCTCTCCACCTTACGGG
AGGTCAGCAGCAACCAAGCTTCACCCGGGAGCTCGTCCTCAATCATTTTCCCTCGACTGG
TGGTCAGCCCGCCGTTGCTCTGCGACACTAATGAAGAAAGCGTAGGCAAACATCAGAATG
GCTTTGGCTCCTCCCCCCCTGGAGATGCACCAAGTTTGGAAACTCTGAGTATTTCCCGGA
>McF0049F10-MGRbd1
TTTAACCCGGGCATTATGGCCGGGGATCACAGGCGCTCTCCTCCTATAGACGCTAGTCAA
TAGTTTGCTGTTTTACACATTCCCCTGTCTTTTTTTTTTGCTAATCAACCAACAGTGACA
ACTGGAGACCGGCCTCCCTCCGTACCCGGCAGCGTTGGCGTGAAGTCAAAGAGCTAGCGG
ATAGCCGGGAAAGCGTCACCCCTTTTTTAAGAAAAAAAACCCCCGAACCCCGCGGCGGAG
GCTCAGCCTGNGGAGGATGNGCAAGGATTCCTTCGGTGGGTGGCACAGCACACAAGATTT
GTGCAGGAGTGGGGGGATGCCGAACCCGATGTGCTTTTTATTGGAGATTCTATGGTGCAA
TTAATGCTTTTTTTTGAGGGCTGGAGGGAGGTGTTCTCTCCTAAAAATACTCTCAATTTT
GGGATAGCTGGAGACACCACTTGTAATGTTTTGTGGAGGCTGCAGAATGGAGAACTGGAG
AACATACGACCCAAGGTGGTGGTCTTGTGGGTAGGAACCAACAACCACGAACACACGGCA
GAACAAGTTGCAG
>McF0049F11-MGRbd1
ATGGCCGGGAGCAGAGGGAAGCTGCAGACTCCAACTGCAACGAGTGACGCTGTCAGAGCT
AAAGCAGAGCCCTCCTGGCCAGGCTTACCATGTCCGAGCACAACTCAGATCCTACGAGCC
TAGCAAACTCCACCAGGCTCTAAAACTCTTCTGCAGCAAGTGTTCATCAATTCAAGAAAT
TCCAGATGATGAACGGGTGGCAAGCATCCCCTCTGAGGCATGCAAAAACTCTGAAGACTG
CAGTCTGCCGCCATGGGCACTGTCTGGAAGTATCAAGCTTCCTCTACCGCCTTCAGGGGC
CCCACAACGAACTCTCAGGGTCCATCTGTCCACTCAGCTCAAGGCAGAGGGCAAGGCAAA



TGAGCTTCTCTTTATCACGGGTACAACTCTAGAAGAAACATGTCGCCTAGCAACAGGCTA
CAAGAACATTGTTCCTGTTACATCTTCAAAAAGTGGCCTGGTGTTGATGGATCTGTCTGC
ACCTTTCTTGTTCAGAGGACCGAGGAGATTTTATGGATGCAAGCAGTGCTCTGAGGCCAC
AGTGAGAGAGCTGCCCTCACGGGGAGACAAGCTGCTGGATGAGAAGATCATTGCAGAGGC
CCTGGGGGTTCAATTGCTGCAGTTCGTATTGTTGATGAAACTACAGCTCCAGGATGCGAC
CGACACACTGGACGTCTTTCTGTGGAAACACGCTGAGGTGTTCCTGGGTGTGTCGGCCGA
GGACGTGGCAATCAGTCAACGGGCACAGAACTGTGTGCATGAAACTT
>McF0049F14-MGRbd1
TAAACCCGGNCATTATGGCCGGGGACTTTAAGTTTAACGTAATCGCTCACTGCATACTAC
ATAGGTTTTCTTTACGGGTTTCGCTGAGCCCCCAGACATGGATTCATCTGGTGAAGACAT
AAACGACATGGGAAAGAAAGATGATGCTCCTAAAGGTCCCTCTGGACAGAACGAAACCTC
GACTGCAGATATGCTAAGAATTAATCAACAAATGTCAAACCACCGCTTTGAGATGGAAGT
ACACCTTAACGCAGGGAAAAACAGACGATCTTGCAGCACTTCTGAAGCAGAACGAGATTA
CTCGGACCACATAAGTGAGCTTGAAAGAGTAAAGACACTCCAATTTAACCAGACTTTGGC
TCTGCACAGAATGCAGATGTGGCATGCTATGGAAGAAAAAATAAAAACCAATGATCCGGA
GGCAGATGCTCTAAGAGCTGTCAACCAACGCTGCATGGCGCTGTGCTGCCGAATAAAACA
GATTCAGCAGGAGACAAGACTTTTACAAGATGAAATAACAGAACTACAAAAGAAGAGACT
CGAGATGAAACGCCTCACACACGAGAAAATGAAGGAAATGGAAGACTTGATGTCCCGGAA
GGAGCACCCAGATACAGAAAAGTACAAAGCTGCATTGGAGAAGG
>McF0049F15-MGRbd1
AAACCCGGGCATTATGGCCGGGGAGGCTGGTTTCCTGGTTTGGCCTTGGTGGTGGCATGA
GTTCTGACCCTGGGGCATGAGAGTAACTTGGTGGCTGGACCTGGCTGAAGGTGGCTGCCT
CCTTTTAGGCTTATGGTAGCTGGTGGGTGCCATATGTGGTGTTGTGCAAGGGGGACCCCC
CCCTGTGTTCGGCCCATAAATTAGTTGTGTCCTGCTCAGTTTTCACCATCTGGAAAGTCC
CTGCTTTGTCCTTAACTCACCTGTCCCTGCACTTCCGTCACTTTCTGCAGCTCAAAGCTG
AAAGTCAGTGTGCATTCCTGTCCGTCTCTGATGCTTGAACATAAAACAGTCTTCAATGTT
TCCACGCGACACACGAAGGAAGCCACCAGGATGTTCCTATTCTGGACCGTCAGCCTGATG
TTTGCGCTCCAACGCGTCTCCTCAGATGAAAAGGTCTCCCTGAGATGCAACCAAACGGTG
GAGGTGACGACTGGAGGAGCGGTGACCCTCCAATGCTCGGTGAT
>McF0049F18-MGRbd1
CACTATTACACTAAAGTGTTCTCCAACATGCCGCTGGGGAAGCACTGTCAGAATGAGAGC
TATGCCAGGATGCTGGTTAGGTTTGCAGAGCTTAAAGCGATTCAAGATGTCAACGAGGCA
GAAGCAAACTTCAATGTGGCGAGATCCCACAGCCCCAACTTTGCCTTTGTGCACATTGCA
CATGCCCGGTTTGAGCATTCTCGAGGCAACACCAAAAGAGGCATTCACATGCTGCAGGAG
GCTATCAAGATGGGCGCTAAGCCCAAAGAGCTCCTGGAAACTGCCCTGCAAAACATGCAG
>McF0049F21-MGRbd1
GAGCCGCCGTTAACCCGGGCCTTATGGCCGGGGGCTTGTTGAGTGTGAACACAGAGGACT
CGTTCAAGAAAAAACAAATTCCAGAACAAGATCCCACATGTTTACCATAATTTGACACAT
TTGACTCAAACATACCTTGAAGACGGTCAGATTCATTTATTTTAGTTTGGAGTTCGTCCA
ACCTGGATCTTCATGTCTGCATGTTCAGGTCTCTTTTGGAAGGAGAGATGCCGCTGAACA
AAGAAAAGCAACAAGCCGGCCCAAGCTTCAGGTTCATTTGGAGGCTTTATTCTGACATGA
GCACAGAGAGCAGAAGGCACTCTGGTCAGTGTTTTTTTTAGAGGAGAGCACCCCCAACTG
ATCAGCTGTTGGAACAGCAGGTTTTTCCGGTCTCCTCTGGGAACGCTGTGCGTGAAACCA
AACCAGATTGTCATCCCTCCTGCCGATTCCAGACGAGTCCACGGGACTGTCCCAGAGAGG
GGAGGGGGGCCTTAGAGATTAACTTCATCAATGTGACACCATGCAGACTATGAAGTAGGG
ACTTTCCTGCAGCATCTTCTGTCAAAAG
>McF0049G05-MGRbd1
CCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGCGGCGTTATGGTGGGCATCA
GCAAGTCGCCTAACCCACCCAACACTGAATAGACAATGGAAATGGAGAGACATCAGACAC
TCAACACAAAGATGAGGATCTGGATTATGCAGGGGTAATCTTTAAAGGTGATCCTGTGCA
AAGATTTTCCAGACCAGACAGCCTCCAACCATTAAAATGAGTGTTTAGCATTTTGAAACT
TTTAAGCTCCAGAGGAGACCCACCTCCCAGCAGATCATCTCCAGGCCCTCCAGGAGCTGA
GCTCTGCTTCTCCTCTGCAGGACCACCAAAGGAATCTGCAGGGAAATCCAGCCAGGTACC
ACCCAGTCCGACACGATGGGACAGAAAGAAAGATCTATGACTGGTTCTGGCTCTGCTTTG
GGTGTGGAGGAAGTTTCTGCTGCCGGAGCTGGAATTGGAGCTGAAAAGGAATCTGAAAAG
CAGAGACAGACAGACAAGCTGGATTAGATTTATTAATTTACGGGTAAAAGCTTAAAATTC
AGGGGGAGGATGCTCTGCAAGTGTATGGCTGTAGTTCTGCCTGAGGTGAACTGGTGCAGC
ACACATGCACAGGAGGGAGCAGCAACTGAAACGAGCATCCCTGCGCCGTAACGTCCGCAT
CCT
>McF0049G10-MGRbd1
AAGAAGAAGAAACCTAGTTTCCCCCGCTAATCATTAGCCTAGCTGTGGGCATTATTTATC
TTAAAATGGCTACATTATTCCCTATTATTAGACCACCAAGTGATAG
>McF0049G12-MGRbd1
GGGGAGTGGGAGCGCTTCCAGGAGGAGGCAAAGACCAGAGACCATCGCAAGATTGGGAAA



GATCAGGAGCTCTTCTTCTTCCACGATCTCAGTCCCGGCAGCTGCTTCTTCCTGCCGCGT
GGAGCTTACATCTACAACACGCTCACGGAGTTCATCCGAGACGAGTACTGGAGAAGAGGC
TTTCAGGAAGTAGCTTCCCCCAACGTTTACAACAGCAAGTTGTGGGAGACATCTGGCCAC
TGGCAGCACTACAGTGAAAACATGTTCTCGTTCCCGGTGGAGGAGGATGTCTTCGCTCTG
AAGCCAATGAACTGCCCTGGTCACTGCCTGATGTTCAGTCACAGGCCTCGCTCTTGGCGG
GAGCTGCCTTTGAGGTTGGCAGATTTCGGGGTCCTGCACAGGAACGAGTTGTCGGGAACT
TTGACCGGGCTGACGCGAGTGCGGCGCTTTCAGCAGGACGACGCTCACATTTTCTGCACC
ATGGATCAGATTGAGTCGGAGATGAAAGGCTAGGTGGATTTCCTGCGCGGCGTCTACAAC
GTGTTCGGATTCTCCTTCCAGCTTCACCTCTCCACTCGTCCAGAAAAGTATCTGGGTGAC
AT
>McF0049G17-MGRbd1
GCCGCGTTTAACCCGGGCATTATGGCCGGGGTACACTCTACTGGAACGACAACAGGCAGT
ATGGACTGCAGTCCATTCAAATTACGAGGCTAAAACTGGAGTCCTTTTTATTTTATTTTA
GAAATACAAGATAGTGTAGGGGTCATTGTACGAAGAACAGTGACTAAGAAAAAAAATCAT
TAAGGAATTTATTTAATCAAACAGTGTCTAGAAACTGTGTTTTTCTGGGTTTTTTTTTAG
CCTTAAGCTTAATCATGCAGCATAGGTTTTTCACAGGATCAGGCTAACTACATACAGTTT
TTTTTTCTCTCCATGCAATCTATTTTTTGATAGATCAAATTTCCTTTAACCCCCAAAGCG
GAAGCTGAAAGACCGTACACTAACTTCAGCCTGGTAACCGGATCTACAATGGCTTCTACG
TCTTATTCAGATAAACAGCCTGATACTGATGTGGAAACCCAAAGGACACGTCTGTGTGAT
GAGTTTGCAACAATAACTGGGACTGACAGCGCGGTAGCGCAGTGCTATTTGGCCGAGAAT
GACTGGGAGATGCAGAGAGCTTTGAACTCCTTCTTTGAGGCAGATATGGAGAGAGTG
>McF0049H02-MGRbd1
CCTTATGGCCGGGCTAGAGGAATGTGACCTACAGAAACAAGATCTTCCCACCCTCAACAA
TGTTCCTTCTGGTGATGATAAAGGGGTAACAGTTCAGTGTTCGTATCCTCTGAACGGGCT
CAGTCGCCTCTTCTCAGTGTACAGATTTGAGTCTGACACAGAGGGTAAAGGAACAATCAT
CCATGATGTGCAAGCCACTCCAGGTGAAGTTGTACCAACTCCCGCCAAACCAACCCCAAA
GCCTGAAACGACAGCTGCTCCAAAGATCATCATTCCCAACTACCTGCCAGCCTACCATCC
ACCTGCTCACTATATCAGAGTGACCAGAGTTCATAGCCTACCAAATGTCTTCTACAGGGG
TTCTAATGGCTACTTTCATACCAAGCGAAATCCAATCCCCTGAAAAGATGTCAACTGTTT
TAAATTTTTGTGACGTTTATAATAAATTTTTTCTCCAAAAAANNNNN
>McF0049H04-MGRbd1
GGGACGTTTAATTGCTACAATGGATGGCAGTTATTTTGGACAAATGTTTGCAATTGATCT
CTCGGAAGACCAGACATTTTGTGACATCTGCTGAACAAAGATTAGTGAGTGGTTGTTAGC
ATTTTTAGGGTGAATCGAGCATCTTCCTCTAGTTTCCTTCGTACTACGTCGGCGTCGTTT
TCCTGACAAAAAAAAAATGCCGCTTGGTTTGAAACCGTGTTGTGCTGCGTGTAAGACGAA
CTCTTCCTCCATGTGGAAAAAGGGAAGCCAAGGGGAGATCCTGTGCAATAACTGCACGGG
GAAGAGCAGCAGCGCCACGGCGGCAGGACCTTCCATGTCATTCAGCGCTCAGCCCAGTAA
TGGCGGAGGGAAGCAGTCCAAGCAGGAGATACACCGGAGGTCTGCGCGGCTGAGAAGTAC
CAAATACAAAGCTCCTGCTTCTGAGAAGAAAGTGTCAACAAAAGGAAAAGGAAGGAGACA
TATTTTCAAACTAAAAAATCCAATCAAAGCTCCTGAATCTGTAGCAACGATCGTCACTTC
AGAATCTGTATTTTATAAGGGGGTTTACTACCAGACAGGTGATGTGATCAAGGTGATAGA
TGAG
>McF0049H07-MGRbd1
GGGATCACTCCAATATTAGAGATGCACTCATGTACCCTATGTACAGTTATGTGGAAGACT
TCTCTCTGCATGAAGATGATATTGAAGGCATTCAGTATCTTTATGGAAGCAAAACAGATC
CTAAACCAACTGTCCCTCAACCAAAACCTCCCACCACTACAGCCACCCCAGACCCTGATG
TGACTGACTCCACTGATGAACCTGAACCCACCAATCGCCCTGCCACCACAACTTTAAATC
CATTGGATCCAACAAAGGATGCATGCAAGGTCACCAAATTTGATACAATCACTGTGATTG
GAGGAGATCTTTATTTCTTTAAAGACGGGCACTTTTGGAGAAAGTCCAGAAAGGGGGATG
CAGCTCTTGAAAGCCCCATGCTTATTTCTGAAAGATGGCCTGCTCTCCCAGCTGTTATTG
ACTCTGCCTTTGAAGATATCCTGACCAAGAAGCTGTACTTTTTTTCAGGCACCAAGTTCT
GGGTCTACACGGGTAAGAATGTTTTGGGTCCTCGCAGCATTGAGAAGCTTGGCTTGCCGG
ACAGCGTTCAGAAAGTGGAAGGAGCACTCCAGAAA
>McF0049H09-MGRbd1
GTTAACCCGGNCCTTATGGCCGGGGGCGGCCGACATGTTTTTTTTTTTTTTTTTTTTTTT
TTAGCTTTGTTGTACTGTGTACACAGGATTAATAGTTAGACGGCATGTACATTCATACCA
ATGCTGATGGGGCGCTTTCACATATTTTCGTGTAAATATTTGAGGGCCAGGTCTTCATCT
GTTGAGTGACCAAATGATGTTCTCATGGGAGGTAGTGGCTTAACGTCAACACTCGGAAGG
ACTTGACTTGCCTTCTAGTGTTTGGGTGAGATAGACGAAGGCTTCAAAGTTCCTTTTTCA
GCTTTGATTATTACTGTTCATAATAACCACATTCATGCACTTCTTACACATTATGCAATC
ATCATAAATTGTTCGTGTAGAACAGATTAAGGGCGTATTTTAACACAAAACGATTACAAT
TGTTTCTTTTTTTTCCCCCAGCTTTTGCCTAAATAAACTCTACCAGCTTCTATG
>McF0049H10-MGRbd1
GAGTCTGGAGAAGATGGAGATCGAGGGGAGTTTTGGGGTGAAATACCTCAACCATCACTT



CTACCTGAAACCCACCAAATGTGCCAAAGGGGCTTCAAAGGAGCAACACTGCCCCTACAG
GAATGACAGGGTAAGTGCATGTCCAAAAAGGAGAGATGGCTTCACCTTCTTCCCTCTGAT
GTCTGCTTTTCTTCTCCTCAGCCGCTCATGGATTGTTTAATCTGCTACAAAACCATCTCT
GGACGGATGGATTCAAACCCCAGACCTTACGTCCACTGCATGCAGAAACCCAGGATCACC
CAGGAAATGAAAGCGACCCGGTTGGCAGAATGCAAAAAAATAAGCTACAATCCCGGAGCT
CCCACCATCCT
>McF0049H16-MGRbd1
GCGCCGTTAACCCGGGCCTTATGGCCGGGGCTGGCCGGGGTCCAACAGCCATCGACGGTC
GGGGTGGAAAAGTCGTAAAAAATGGCGTTGGACCTGGACACAACCACCACCAAAGCGTTT
TTTGACAATTATCAGAAGGACTTCACCTCCCATGTTTCGTGGTCTCACACTGCCTCAAAC
TATTCTCATGAAACTAGTGATTCTTCCCAGAACAGCTTTAAAAAAAGGAACCCAACAGAT
AATCCTGATTATGAGGGTGAAGCAGATCTACAGGGTTTAGTATCAAACATTTTGGATGAG
AAAAATGCAAGTGAGAGCTACTACAGCGAAAGCTTACCTGGCAGGAATCCCATCTGGTCT
CCAAAGACGCTGAGAGAAGAACTGCAATGTTATCCCTCAGAAGATAAAGTGTTCCTAAAT
ACCCCCTTTTCCTCAAATCATATACCCCATGACATGTTCAACAAAGCACCACAGCCCATG
GTTGAGTTGAGTCAACAATTCAATTCAGTTGCTACTAATGAACAATATCATCCCAATTTA
ACCAATAGAGACAGTTGTTCCCTCCAGCTGAAGAAACTGCCACCAGGTCTACCAGTGCCC
AACGCAGTAAATGCAGATTCACCTGAAATGC
>McF0049H21-MGRbd1
TCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGGGTTGACTTGATGGTTTCTGCTC
AGAAAATCGGTGGAAATGGAGCAGCAGGAAATCAAATCTGTTCCGATATTTACTGGAGTG
GACAGAGAAACGTTCCTGCAGGAGATCTATCCCGAGCGGCGGCCCGCCATCCTCAGAGGA
GTCCCTCTGGGCCCATGTCAGCAGCTCTGGACCACTGAATATCTGGCACGGAGGGGAGGA
GACAAGGAGGTGAAGATTCACGTCTCCACGGTGCCACAAATGGACTTTCTGCGCAAAAAC
TTTGTGTACAGGACTCTGCCGTTTAATGAGTTTGTGAAAAGAGTTTCTGAGAAAAAACAC
TCTGACTTCTTTCTGTGTGAGGAGGAAAGTTATTACCTTCGATCTCTGGGAGAAGACGTC
AGGAAGGTACATCAACTCCTCACTTCATTTCAGAAAAAAAACTTTTTTCTTTTTTAAACT
TTTTAAATTTCTTTGGTGTTTTTTTTACTTTCTAAAATGTAAAACAGTTGAATCTGTTAC
TTAAATGAACATGTTTTTAATTATTTCTGCAGTTACATTTTCCTG
>McF0049I01-MGRbd1
GNCCTTATGGCCGGGGAATCGCGGAGTCGGCAACCAAGAGTACATGAAAAAGAAGATTCC
AAAAAATGCCAAGTATGACTACGTCAAAACAAAGCTGGACACAGGATGCAGCATGACAAA
ATACATGGAACGACTGGAGGAAATCAGAAAAAATTATCGTTATCGAAAAGATGAAATCTT
CAAAAGAATAAAACTCACAACACTTGCACAGCTGGTGCTACAGGTAGCCTCTGTAGCCGA
CTCCAATGGAAGTGAGATTGATGATGGGTCACAAGATCCTGAAGACAGCCTGTTTGCAGG
GTCTGATGCAGACCTAGAGAGTCACACTGACATCTCCCCTCAGGCCTCATCCCCATCAGG
AGAATCCAATCATTCCTGCCACACTGCCAGGTCAACGCTTCTAAGTGTCATCAGCGGCAT
TGGTGAGCTGAACGTGGACAATAATGACCACAGAGTAGAAGACCACCTGCTGCCTGACGC
TGTGTGTGCTGACAGGCCCTACCCCGACTGCCCCTACCTGCTGCTGGACGTGCGGGAGCG
CGAGCAGTACGACCTCTGTCACATCATCAGCGCCCACAGCTTCCCCATCGGCATGCTGTC
GCGGACGATGAATCCCTACACCAAAGAAGTGCTGGAATACAAAAATGCTCCAGGGAAGAT
CATCATTGTG
>McF0049I04-MGRbd1
GGGGACCGACGGCAGAGACGCGTCCAAGCCTCCCGTGGCGGAGAGGGTTCTAACGCCCGA
GGAGGAGCAGAAGCGGAGGCAAATGCAGGGCGTTCTCCAAGCTATCGGTCTAGATCTGGG
GTTTGAAGAACTCGGCCAAATGTCCAGCCGGATCCAGGAGCGTCTCTACGGGAAGAAGGA
CGAAGATGGCGGCCAGGGCGCCAGTCAGGAGAGGAGCTCGAGACAAGCGTTTGCTTCAAA
ACGCCGAAGTAGATCGTGGTCTTCCAGCCGGTCCAGTTTTAGCCCGCTGACCCGCAGCCC
GGACACGAAGAAAGACTCGTTAAGTTCTCAGAGGGACGAAGCGCATCAGCCCCCTCCCAA
GCAGAATGCCGACTATGGCGAGTACAGATACGAGGACAGCAGGTCCAACTGTCACGGAAG
TCCGGCTTCGCTGCACCTCTCTTTTCCGAATTCCTCGTATGCTGCGACTCAGCCGCCCCC
AGCGCTCCCTATCCCCACGTACCCGCCCAAGAACTGGTCAGAGTTTTTGTACCCGCCCCC
TTCCCCTGCCCTGCCCCCAA
>McF0049I11-MGRbd1
GCGTTTAACCCGGGCCTTATGGCCGGGGGAGACTGTGAAGCCTGAAAACAGGACATGAAA
CTAGAAAACAGAACTACAACGGACAGGAAAGGTACAATTCTCTGATTCCACGACCTTGAG
TGCTCAAAGACTCGGAGCAGAAGCTCGGCGCCATCTTTGAGGAGAATGCGGCACGGGACG
ATGAGGTGTTTCAGCTCGCTGTGTCTGACCTTAGCCTGAGTGACGACATCCTGCAAAGTG
AGAAGATCACGCATTCAATAAAGCTCATTGAGCCCAACAACCCCTTCCAGGCTGTGCAGG
AAGCTGACAGATGGAGGACGGAGCCGACCCAGCACTCAACCACCTCCAGTGCCAACTTGC
AGAAGCAGCAGAGTCCTCTTT
>McF0049I14-MGRbd1
GTTAAACCCGGGCATTATGGCCGGGGGAGGGGGTCGAAGCTTCAGTTTGAGCAACGAAAG
TGTTGCTTGTAAACACCGCTTAGCGCCATAGCATGGGGCTTTTTTAACATCTCGTTCATG



AAAGTCCTTCCAGAGGCCGCATGTAGGCTGACTTAAATCATGCCGTGATGGAGTAATTAT
TTATTTTTCGGACAGCACGAGCTGGGACGACAGACTTTGATGCTAAGGCTAGTAGTAGCT
AGGAAAGCAACTTAGGTGTAGGGGTTGAATCAGCCTTACCGCAGTGACAGTTTCTGTCTG
TCGTTTATGTTAGCCATCAGCTGTCGCTGGCTACTGCTGCTAGCTAGCCCATGTGTAGCT
ATAGTTATTGCCTCCCAGTGGTGGAAAAAGTGTTCAGGTCCTTTAACGACTCTTGTGGAA
GTTTGAGGTCCTTGAGGGATTCTCAAAGCAACATGGCTCCTAAAGACATCATGACCAATT
CCCACGCCAAATCCATTCTCAATGCCATGAACTCGCTTCGCAAGAGTAACACACTCTGCG
ACATCACTCTGAGGGTTGAGAATACAGATTTTCCCGCCCATCGGATTGTCTTGGCAGCCT
GC
>McF0049I16-MGRbd1
GGGTCTCAGTGTCCGCCTGAAGGAGGAGTTTAACCCCACATTGTCTGGGAGGAGTCCGCT
CAGTCCCAGGATCGCCTGGTGATGAAGCTGAGGCACCGAACTGGACTCAAAGCAAAACTA
CACTTTATTTGAGCCGTAAACGCCACCGCGCTGCGTTTCTAAAAATGTCTAAAGAGGGAA
ACATGTGAGAGTAGCAGGACGCGGAGGACACGTGATCCGGTGAGCCAGAGAACAGAGGAA
TGAGTTTATTTTCAGAAATGAGGCATGTGTAGAAGCTCTATTTGGGACTTTCCGGCAGGT
AAAGATGGGAAATTCAGAAAGCCAGTACAGCATTGAGGTTCCCAAAGCCACAAGCTTTAC
CTTTCCCAGGAAACAGAAGCCATATTCACTGAAACTCCGCTCGGCCAAAGAGGATGTTCT
GTCACCACATATGTGGTGGAAAAACACCCCTATAGGCTCCAGGTACAGGTCCTCATGTGG
GGGGCGTGGCTGTCTGTCCCCTCCTAAAAGCTACCATGCAGCTAAAGGAACCAGGGGCAG
TCAAAGTGAGCAGCGGTCACACCGATCCCCT
>McF0049I19-MGRbd1
GGGGGAGACTAAACACGTGGGGAGAGTCATTCTTGGTTCGCTAACGGACTGGGGGCTACA
CTGAAGCACTCAAAATGACGAGCGAGGACGTGGAGCGACTGTTGATCCAGGGTCAGGACG
AGGATGGAGTGGGTCTGGGTTCACCCTTTGACGTCCCTCTGGATATCACCCCAGAAAAAC
TGCTGCTGGTCTGCAATTCACTGTTGATGAAGGAGGAGCCAGTTCCTTTTGCGTTTTTTG
CGCGTGTTGAGGCAGAGGTGGTGTCCAGTTTGGGTTCGTGTGTGAAAGCAGGCGGTGTGG
AAACAGAACAGGTTCTGCCCGTGGTGTACCAACCTCAGGCTGTGTTCTTTGTTCTGGCTG
TGTCCCGCTGTACCAGCACCCTGCAGGGACACACAGAGGCGGTCATCTCCACGGCTTTCA
GCCCCACCGGGAAATACCTGGCCAGCGGTTCTGGTGACACTACAGTGCGTTTCTGGGACC
TGAGCACTGAAACGCCTCACCACACTGCCAGAGGACACACTCACTGGGTGCTGAGCATCG
CCTGGTCTCCTGATGGGAAGAAGCTGGCTTCAGGGTGTAAGAATAGTCAGATCTGTCTGT
GGG
>McF0049I21-MGRbd1
GGGAGTCAGAAGATCAAAAACCTTTTATCTGTTGGATCTGAGGGTTTGGTGCAACACTAG
CATGCAGTTTGACTGAAACAGGGAGAAGTTCGACCTGATGTGGGTGTTGACTTGCTGATT
GCAAGCTCTTCTGGTTCTTCCTGGCTTTTTCAGGGACAATGGGTTTCACTTGCCTCCTTG
CTGGCTAATCCAGGATAAGCTCTCCCTCTCCGACCCCTAAACTTAACTACAGGAGAGGAA
GTGCAAAACTGACAAGAGGTGCACGGCAAGTGAGCTCTAGATTGTCTTTATTCCCTTTGT
ACGGATTGAAAATAATTTAAACTTTTTTTTTTTAAATTATTTCTTGGGGCAATATATTGT
TCTTACTGCTGATACCAGAGCAGCTTTGTCCCTCTTTGCAATCCTTACCTTAACCTTTGT
TGGGACAAAACTGATCCCGGATCAGCAGCTAGGGGAGCAGCTGCTGAGTTGTGAGAGAAG
GGACAAGCAGCATGCCTCTCAGTAATGTTGTTACAGTTTTGGTTCCCCTGTGTGACCAT
>McF0049I23-MGRbd1
CCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGACGTAGTATGGTAACAGTAA
CAGTGTTGGGAGGAGAGAGGAAGAAAGTACCATCATTTTGAGAATTGGCTAAAGGCTTAC
ATTTTAAAGGTTGTAAGTACAATACTTGGGCAGCCCTCCCTTCTAAGGAAGCTGAGGCAC
TGGGGACCATGAGTGGGAATGGCCCTCATTCAGAAGTGCCAATGTACTATGAGGTGGAAG
TTGATCCCCTGGAGGAGGGAGATGAACGAGACACTAAGATCCGCTTTGAGAAAGATGATC
TGATTCCTGAATCTTCATCCTCCTCCGGGCGTGTCTACGACCGCACCACTGTACTGATCG
AACGGGACCCGATTCGATTAGATGAGGAGGGGGAGGAAGAGGGTCACTGTGGAGGAGATG
ATGATGGAGTCACCTTCCTAACTGAAGGAGAGGGTGATGGCGATGAGGAGGATGGCTCTT
TGGGCTTTATGGCCGACACTGACGGGATGTCACAGGGTTATGTGCACCATACAATTTCAC
CGGATCAGATCCAGTTCACAATAAACCCAGGTTCCACACCAATGCCGCGCAACATAGAGG
GAGCCACGCTCACGCTGCACTCGGAGTGTCCAGAGACTAAGCAGAGAGAGGTAAAGCGGT
ACCAGTGCACATTTGAAGGTTGCCCAAGGACTTACAGCACAGCAGGAAATCTGCGGACGC
ATCAGAAGACACACAG
>McF0049J02-MGRbd1
GCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGAGGAAGTAGGATGCGACTGCAGGTGG
AGTCATCTGTTCTGTTTGTCTGCAGGAGGCCAACGCTCCACACTTGATCATCTACCCGAT
GTATGTGGTCCATCCTCCTTGCACAGTCCAGCAGGTCCACCAGCCTCCTGCTCCTCTGAG
CTGCTGCAGCTCGCCAAGCAACCAGGAATACGTTAAGAAGCCTCCCAATGCCTTCATGCT
CTATTTAAAGGAGCAGAGGGCAAAGGTCAAAGCAGAGCTGAACATCACCAACAGCTCAGC
TCTGAACAAAGTCCTGGGTGACAGGTGGACATCTCTGTCTCCTGACAACAAGGAGAAGTA
CTTCCAGGAGGCCCACCAGGAGAGAAAGCTGTTCCAACAGAGGCATCCTGGGTGGAGCAG



CGCTCAAAACTATGGAAAGAGAAAGAGGAAAAGGACTGGCACTGCTGCTGCTGCTGCTGC
TGCCGCTCCCCCTTACGCCAGAGGTGAAGAGTCTGGACCTGGAAACCTTCACCAGGCCAA
GAGGCCATGCAGAAGGCCAGAAAACTCAGGCTCCGCCCCTCCTCCTCCACTGTTCTCACA
GACTTCAAACCAATGTTTTTGTACAAAGTTCAGTCATTTTTGTAGATAGTTCTTTATTCA
ACCTTATTTTTAGAAGCTGCTTGTTAACAGCTTAACACTTTATTGA
>McF0049J10-MGRbd1
GCTGAACTCAACAGGAACAGACCTAAGGACTCGCATGCAGCCGGTGTTCTACGGAGAGAG
CATTGAAGTCAATCCCAAATCGGAGCAAGAAATCAAGTGCAATTCAGAGGTGAAGTACGA
CTCTGACAAACATTACAGGGATCAGGTCTTCTGCAGCCCTGTTCCTACGCCCACCTCCTA
CAGTGAGACGGTGGTGGCAGTGGGGAACTGCACCTGGAGGAGCTACAAGAGTCAAGTCTA
CTTGGAGCCCCGGCAGAGGCCCGTCAGCTACCAAAGCACCACCATTATCTACCCAAAACA
CGCCAAGAACACTTACCGCACCACGCTCAATTATAAAGCCAAAGGCTC
>McF0049J12-MGRbd1
TTATGGCCGGGGAACGCTTCAGAGGACAGAGAGGAAGCGTTGGCTGTGGTGGGAAAACCA
TGAGACTTCCTTTATGTGCTGTGCTGTTGTGGCTGTTCTCTGAAGAGCTTCAAGCTTCGC
CTGTGAAACCTTCCTTTCAAAGCGGCTCTAAAAATGTGGATGTAAGTAAGCCTCAGCAAG
TCTCCAGTTACCACGCCCAGTTTCCACACTTTCAGCCAGAACACCGCGCCAAAACCCGGC
ACAAGATCAAGGTGGTGCGCTATAGGCTGGATCCTTGGTCCCAAATATGGCTGAAGTCTG
AAGGAGAGTCTTACCACGTGGACCCTGACTCCCATGTACCTGGCCACCAGCTTGAGCCCC
AGCAACAAGCTCAAGCAATTCGCCATCAAGCTGCTCCTCAGTTTCAGGCTCAACGGCAGA
TTCAGCCTAACGAGGGGACCAACCAAGGTGGCTCCAAGAGTAGGTCACTGGTGGTGGAAT
CCGATTGGGGGCAATTCCCCT
>McF0049J13-MGRbd1
GGGTCGGAAAGCAAAGCTAACAGCAAAGCAGTGAAATTCATTGCTCCACTTTCGCCTTCC
ACTTCTGCCTCCCCCTGTCCATCACCTAAAACCCCCCACAAGAATGTGAATGGCTCTGCC
AGTTCAGACACGCACGTTGCGGAGAAGATCATCGGGGAGCCAGAGGTGCAGCGGCGGCGC
CACACAATGGATAGAGACTCAAAAACAGCTGAGCACCGTTTTTTCCGACGGAGTGTCATT
TGTGACTCAAATGCCACAGCTTTGGACCTGCCCAGCAAAGCAGCTGTGATCCTCACCTCA
CCCCCAGACTGTGAAGGGACTACCACCTTCTTGTCCTCCAAGCTGTTAGGGCATGGGGGA
CAAGATTCTGAAGGCAAGGGTGAAATAAGAGGTTCCTATCTGCAGGGCACCAGCCTTCAT
TCTTACCTTAGTGGGGCAGCTGAACAAGAATACGTAGAGAAGACTGATTCAAGTGTGAAC
GTGTGCACAATTGCTGTTCCCACCGGTAGCAATGTTGCCTATGGCACAGACGGAACTGGG
AAGGAGCTCGTCCCAACAGAATTGGATGTTGCAGACGAGACGAAAGGCAAAAAAACGGAT
GTT
>McF0049J15-MGRbd1
AGCGCGCCTTTAACCCGGGCCTTATGGCCGGGGGGGACGTTGAAGAAAGCTTGACCCAAC
GACGGCAAGAGAAGTCAGCAAGAAGAGGAGTTGAAACAATGGCTTCTCCAAATCAAGCAC
AGGAAGATGAGGTGGAAGAAGTGGAGTTTGTCTCAGAGGGGCCTCTTAGACCAGTATTAG
ATTGCATTGATCTGTTGAGCGATAGTGATGAAGAGGGATGTTCATCACTGCCAGTCTTGA
CTGAGGACAAAATTAGCCAGCACAAAGCGCACGTCACATCTACTCTGGACAGACTGGCTC
ACCAGGTGGCTTTGGAGAAAAAGGAGAGAGCAAAGAAATGTAGAGCATTCAAGGAGAAGC
AGATTTTACAAAAAGCTCACGGACAGCAGGAGCTGGCTGTGAGTTCTGCCAACCGAGTTA
ATCAAGACGCAAGGCGCTGCGTGGAAA
>McF0049J17-MGRbd1
AGGCGCGTTTAACCCGGGCCTTATGGCCGGGGGATTTAAAAAATATGTAATGTGATTTCC
ATATTTTATTTAGATTATGCCTCTCACAGAAGATGAAAATGTCAGACCCCTCCATGATTT
CTAAGTGGGACAACTTGCGAAATCTCAGGACTTAGTCAGTGCTCTGAAATCTGAGATCAG
CGGGTTGTTTGAGGATCTGATTGTGGCCTTGATGATGCCCCCAATCTCTTATGATGCAAC
TCAGCTGCACAAGGCTATCAAGGGGGCCGGAACTGATGATCAAGTGCTGATTGAGATCGT
GGCTTCAAGGTCTGGTGAACAGATCAAAGAGATCATCAAAGTTTACAAGAAAGAGTTTGG
TGGCAAACTGGAGAAGGACATCTACGGTGACACAGACGGGCACTACAGAAAACTGTTGGT
GATCCTGCTGCAGGGGAGCAGAGAGGAAGGAATAGATGAAGATAATGTTGAGAATGATGC
CAAGGAGCTGTATGCTGCTGGCAAGGGAAAGTTTGGCACAGATGAAGAAAAATTCATCAC
AAT
>McF0049J19-MGRbd1
GGGACAGGAAAATAAGGACTGAACACATCGACAGATAGAAGGGAATCCATCCAAGGCTGC
GTTAAAACCAACCTGAGATGGACGACGAATGTGTCTTTTATCGGGAGCTACCCAAGGTGG
AGCTTCACGCGCACCTCAACGGCTCTGTCAGCTTCCAGACCATGGAGAAGCTGATGAACC
GCAAACCTCACCTCAACATCGAGCACAGCATGACGGCGATCGGGAAAGGCCAGCGCAGGA
CGCTAGATGAATGTTTTGAGGTTTTTAAAGTCATTCATAAGTTGGTGGATACAGAGGAGG
ATATCCTAATGGTTTCTAAAGATGTAATCAGGGAGTTTGCAGAGGATGGTGTCAAATATT
TAGAACTCAGGAGTACACCAAGGGAAGAACAGAGGACAGGTTTAACAAAAACGAATTATA
TTGATACCATCATCAAAGCTATTCAGCAATGCAAAAGCGAGGGGCTAGACATCGATGTCA
GGCTTCTAGTGGCAATCGATCGTAGGAATGGGATGGAGGTTGCCATGGAGACTGTGAAGC



TAGCTGAAGAATTTATGTTGTCATCCGATGGTTTGGTT
>McF0049K01-MGRbd1
GCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGAACATGGCGGCGCCCTAGGAGAAGTTG
CGATGCAGAAAGTGAGGTGGTTAAAACTGTTTTAATGCTAACGTGTACGTCAGACAACAT
GTCTTTAATGTCATTTTATACTCGATGGAACTCAGCGTGGAAACGGAGAGGCTTTCCAAC
AACTCGAGACGCCATCATGCAGGCGCTACAGGCCAAGCTGCCACGGCCCATGCTGTGTGC
AGCCCGGTTCAGCCACTGCACAACTCTTCAGTTGGGTCCGGTTCGGCGCCTGCGGACCCC
CCACACCCGCACCTTATTCAGCGAGACAGGAGTGTGGGACACAGATTACCGAAGCGAGAC
CAGGTGCAGAGTGGAACGGTGGTGGCATCCACGTGTTATGGCGCAGTGGCAGAAGGATGC
ACTGGAAGAGAATTCCCAAAAGAAGAAGTTTTATGTCCTCTCCATGTTTCCGTACCCGTC
GGGCCGGCTCCACATGGGCCATGTTCGAGTGTACACCATCAGTGACGCCATCGGGCACTT
CCAGAGGATGAGAGGTCATGAGGTGTTAAATCCGATGGGTTGGGATGCGTTTGGGCTTCC
CGCTGAGAATGCCGCCATAGAGAGAAATTTGGATCCAGAGGACTGGACTAAAAGTAATAT
CCAGTCCATGAGGGGGCAGCTGGACGACCTGGGGCTGTGCTTCAACTGGGACCGGG
>McF0049K05-MGRbd1
TTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGCGCTGCGCATGATTACGACTCC
TCATGTCATCCTTGGTTGAGCTCAGCATGGCGCAGGAGGAGGACGAACACAGCCTGGAGA
GGAAATTCAGTGCCGCAGTTAAAGTGGTCGAAAGTTTGCCCGTGGAAGGTTCTTTCCAGC
CTTCTGATGACATGATGTTAATGTTCTATAGTTACTACAAGCAGGCCACTGCGGGACCCT
GCGATTCCCCCAGGCCAATTGGCTTTTGGGACAGCAGCAGCAAAGCTAAATGGGATGCAT
GGAGCTCTCTGGGAAACATGACAAAGGAGGAAGCCATGAAGAATTACATTGAGGCCATCC
AGCTGATTTTGGAGACGATACCAATCTCAGATGAGGTGTCTGAACTGGTTCAGAAGCTCG
GTAATTTCTACTCCGAGGTCGATGGTGAAGAAGTTGAAGAAAATGCGGTGGTCAGCAGAC
CTTTCACAAGGCCCTTTGCAGATCATAAAGTGAGTCCAGATTGGAGTCCAGACCCTCGGC
TTCTAATGGTAGACAACAAAGGATGGAGGTCTGGCACCAAAGGCTCCAGCAGTAGCGTGG
CGCCCAGCTTGTCCTCAGTCACCAATGGGACGCACAGCTCTCTCAACAGTGAGGTG
>McF0049K15-MGRbd1
CCGGGAGAAGGGAGAGATTCAGGTTCACCCCAGAGGACTTTCTTGGAATTTCACCAATGT
TATATTGTACATTTTAATTTGATCGTTTTTTAGACTATTTTCCTGAATGATTCAGAAAGC
AAAAAGAAAGATGCAGGCTTATTTTATCCCTGTGAAAGTGACAGAAACTGCTGATTTGAT
AGTTTATTGGCAGCTGGATTAAATATAGAGGCATCATCAGGGACATGTACATGATCATAT
GCTGATTCTCCAAACTTTATTATTACTGCTGTCACGTAAAGATTAATTAAAAAAATGTAA
AATATTCCTTTTTAAAGTTTTATTTTTGTGTAATTTACTCTCAAGCAAGTCACATGGTCT
CTCCAGCTGTAACATAGACACGTCCTTGTTTTTTTGTTCTGCAGGAACGGCTCCGTTCTG
TTTGATCAGTGTGAGCGCTCCTGTTTTCTTTCAGGACTCGACATATCTATCTCTGGTCAC
TCCCTGCAGGCGTTCACATGATCACAGTCGTGTGAATCACTACTGCGTGATTTATGTGCA
GTAGCCGCA
>McF0049K16-MGRbd1
GCGTTAACCCGGGCATTATGGCCGGGGGACACAGTTTATTGCACTGGAGGGAAGAAGATT
TCTATTTTCAGTGTGTATTTGTTTTTGTCTCTTTGTGCAGATCTATACTCGTTATGGGAA
ATGTTACACCTTCAACTCGGGATTGGACGGCAACCCTTTGCTGACGACACTGAAAGGCGG
CACAGGGAACGGCTTGGAAATCATGCTGGACATTCAGCAGGATGAGTACCTGCCTGTGTG
GGGAGAGACAGATGAGACCTCCTATGAAGCAGGCATCAAGGTTCAGATCCACAGCCAGGA
TGAGCCGCCCTTCATTGACCAGCTGGGATTTGGTGTGGCCCCTGGTTTTCAAACTTTTGT
CTCATGTCAGCAGCAACTGGTACCTAAAAGACCAGCCTCCACACTCGACCTCCTTTGCCT
CATTCAGTGTTTGTTCCCCGAGAC
>McF0049K20-MGRbd1
GGGGAAAACATGCAGGAATGCAGCCCTCCAGTAAGTATTTGTGTGAAAACGTTTTGTTGA
CCCTGATTTATGAAGACAAAAAAAAGTACAGGGGCTGTCACAATGTCCATGTGAAGAAAA
ACTTCTTCCTGAGTCACTCCTCATGCGCTCGCTCAGAGACCTTCATCAACCTGCGGGAGG
TAAGCGCTCGGCTGCGTCTACCTCCTGGAGAGTACCTCGTTGTCCCCTCCACCTTTGAGC
CCAGCAAAGAGGCTGACTTTGTCCTCAGAGTCTTCACTGAGAAGCAGTCGGAGACAGAGG
AGCTGGATGATGAGATTTCTGCTGACTTTGGAGATGAGGACGAAATAACGGAAGATGACA
TCGATGACTCTTTTAGATCCATGTTTGCCCAACTAGCAGGAGAGGACATGGAGATTTCTA
TCCGCGAGCTAAAGACCATTCTCAACAGAGTCATCTCTCGTCACAAAGACCTGAAGACGG
ATGGATTTAGCTCAGAATCCTGTCGGAC
>McF0049L02-MGRbd1
GGGAGTCAACAGCTTTAAAATAAACGATTCCTGGACGCATTCTGCGTTTTAACAGTGAAA
ATAGAACAATTTCAGTGTAATGTGTGTCAAATTAGACGTTGAAATAGTTTTTCGACACGT
TTTGGTTGGTGTCACCGTTGTTGGAGCTCCGTGAAGCGACAGGTGACGCCGCTTTGGACG
CGAAATGAAACCAAAAGGGAAGTGAAACTCCTCAAGTCAAGTAACAGCTGCTGTGACGTT
AAGCTAAACAATAAGCGAGACGGAACGAAAAGGGCTCAACATGACAAGTACAAACTGCCG
TTACTTCATAGTAACGAAAAAGCCTCGCAACTTCAAATCCGTCAATGTGGGTTGCCTGTG
TTACATGACTTCACATAAGTACAACGCACAGCAACAACAACAGCAGGAGACAACGAAGCA



TCCCAAAACCCTCTCCGTCCTTGTATTTGGGACGCGCGCGCATCTAGAGAAAGACTTGGA
GGTCAGCTGCCTGGAGGAGCTGAACCTCGAGGATGCGCGGCTGCTGCTGGGAGTTTCAGA
GGATGCGGAGAGACTGAGGATGTTCTATGATCAGCCTGCAT
>McF0049L05-MGRbd1
GGCCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGGAAAGGCCCCAACAAAAC
TCCAGTGGCATCCATCATCCTGACCAGCCTGGTGACCATGGCCTTCGTTTTCATTGGCCA
GGTCAACGTCCTTGCGCCAATCGTCACCATAAACTTCATGCTCACCTACAGCTTCATTGA
CTACTCCTACTTCAGCGTGGCCATGACCTTCAGGCTTCAGAGAAAACAGACGAGAAACGC
CTTTAGTCCTGGAAGAAGACGCCGGCGCAGGTCAACAAAGCCCAGTTCCAGACCACTCAT
TGAATCTGCCCTTCCCAACTACGGGAGCCCACAGGGCAAAGGTACTCTGTTGGAGTTTAC
CAGAGACATGGACCAGATCTTTCCATTTGTCGTCAGACCTGAGTCAGGAGCTGAGGGGGT
GCTCTCTAAGCAAGAGCCAAGCAACAAACCTCAGTCCAGAGTAGCTACCACCAAGCAGAA
GCTGATGGAGAGCTTTGGCCTAGACCAGAACAGCAATGATTTCTCCAAGGGGACAGAAGG
TGAGCCATGCTCATCTCCACTGCAGGAGGAAGCTCACTCACCGTGTGAGGAAGAGACGAG
GGCTGCACAACAACCAGAAGCTAAACGCCTCATGGAAATGTGCAGTGGGGATCTTGAGCG
GTCTGCAGAAGCTCACAGTCGCAGCACAGATGCTG
>McF0049L06-MGRbd1
AGCGCCCGTTTAACCCGGGCCTTATGGCCGGGGGCTGCTTGTGGGTTTGGCCGCAATTCC
ATTTCCGCTGAATTCTTCAGGGTCGTCTTCATTCCCTGCTATTCTCCACCTGTTTCTGGT
CCAGCTGCTGTTCCTGAGCCCACCGGGTCGGCCAAATACCTGTCCTGGCTGCTGGCAGGA
GCTCTGGTACTCCGCTTTCTGACACAAATCCTTGACCCTCTGGTACTTTGGTAGGAAGTT
CTCTTCTTGGGCCATTTCCTTCCCATCAGTTCTCTTGTGTGGAGGCTTCCTGATAGCCCA
GAAAGAAAAAGACACCGACAAAGAGATTGATGTGGAGAGAAAACAATGCCTGGAATGAGA
ACCTGTCTTTTAAAAGACAGCAGAGTCTGCATCCTCCTGCGCTGAAGCATGTTGGTGAAC
TGCATGTGGACCGGCTTCATGGGTCCTGTGTAACGGAGGATCCAATGCTTGTCTGGGTTT
GGGGCGTAGTTGTAGCTGGGGGTTCTCCAGAAGTGAAAAAAAAATGCTCTTTGAAAAGAA
GCTTTGCATTGTTATTACATTGTCTGAAAGTACACATCAAAAGTCGTAAAATGTTTGGAT
AAAATATAGTGCAATGT
>McF0049L07-MGRbd1
GCGCCCGTTTAACCCGGGCCTTATGGCCGGGGTCGGACTAAATTAGGAGCGGAACCCCAG
TGTCTGCTCGGGAGAATCCGTTATGGAGAGCATGGACCTGGACCTGGACCTGGACCAGGA
GCTCATGCAGAAGTTCAGCGTGCATGGGGACCACAGACAAAGATATTTTGATATCGGAGT
TTCAGAGGCTTCTTGGCTTTCAGCTAAACCCCGCCGGCTGCGCCTTCTTTCTGGACATGA
CCAACTGGAATTTACAGGCTGCTATTGGAGCTTACTACGACTTTGAAAGTCCCAATATCA
GTGCGCCGGGCATGTCTTTTGGAAAGGATGTAACCATTGGTGAGGGCGAATCCGTTCCAC
CTGACACGGCTTTCACGAAGACCTGGAGGATACAGAACACTGGTGCCGAGTCGTGGCCTC
CGGGGGTTTGTCTGAAGTACGTGGGAGGAGATCAGTTCGGACACGTGAACATGGTGATGG
TGCGCTCTCTGGATCCCCAGGAAATGACGGATGTCAGTGTGCAGATGCACAGCCCTGTTT
CTCCTGGCATGTATCAGGGTCAGTGGAGAATGTGCACGGCAACAGGACTCTACTATGGAG
ATGTCATCTGGGTGATCTTGAGTGTGGAGGTTGGAGGACTCCTAGGCGTCACGCAGCAGC
TTTCCTCCTTCCAAGCGGAGTTCAACACGCAGCCTCACCGCAGCCTCCAGGGAGACTA
>McF0049L13-MGRbd1
GGGGCATCGGTTCCGGTTTCTTTCCATATCCTTCCAACGGTTGACCCGCCTTAGCCTCGC
ACTAAGCGACCGCCGGGGTTCGGATCATGATGAGAGGAGTTTGAAATGACCAGAATTAAA
ATAACCGTTCGATCGTCATTACCAACAGAAAAAAAAAGATTCCTCTGCCTGCTCCTTCAT
CCTTTACTCATCTCATCCCTGCACTTACTGGAAAGAGAAGACTGCTCCTGACCAGACCAC
ACCTCAAGTCCCTGTGTCCATGGAAGCCAAAACTAAGCCTGGGGCCCCAAAGCCCAAGGC
AGCATCACAAGCAGAGAAAAAGGAACCGGCAGCAGTCCGCAAAGCCGAACCAACACCTGC
AGTCCCTGAAGCAGAGAAACTCCCTGCCTCCCAGGATGGAGCGGCAGAGGCTGAATCAGC
AGCAGCAGCAGCAGCAGGTGACGAGACGGCAGCCTCTGGCACAAACTGTCTGGAACACCT
GACCCCCTTTCTGATTGGTGGTGCTGTCATTGCCGTGGGGGCCATCTTGCTGGGAGTACT
GCTGGCTAGGAGAAACTAAAACTAAATGTTGAAATGAAGTTGGAGTATTTATTGGGCACT
ATTAGAGTCCAATATTCTGCGTGTTCTTCACGACTGGTTCACAGACTATTCAACTGCAAA
TGACCGATGGGGAGACGCTTTATT
>McF0049L16-MGRbd1
TTAAACCCGGNCATTATGGCCGGGGACTAATGACACGTATTCAAGATGGCGGCCGCTGCG
ATGGTGACGTGGTGGGCCTTTACGCTTCTCACCTTAGCACCTTTAGTCCGGACCTTCTAC
GTTCCTGGAGTGGCGCCTCGAGATTTCCATGACGGAGAACCAGTGGACATAAAGGCAGTG
AAACTGACTAGCTCTAGGACCCAGCTTCCTTATGAATATTACTCCCTGCCTTTCTGTAAG
CCGGACTCTGTGGTTTACAAAGGAGAGAATCTGGGCGAGGTCCTTCGAGGCGACCGCATT
GTGAACACGCTGTGCAGCGTGGAAATGAACAAAGACAAGAAGTGCGAGGTGGTGTGCGGC
AGCAAGAAGCTCAGCCTGGAGGAGAGTAAGCTGGTGGCCGAGCGAATCCAGGAGGAGTAT
TACGTTCACCTTATTGCAGATAACCTTCCAGTGGCCACGAGGTTGGAGTTCTACCCCAAC
AGAGAGGCAGGGGGGGAGGAGCAGAGCAAGGACGTGGTGAAAGACGTGCAGTTTGAGCAC



GGATACAG
>McF0049L22-MGRbd1
GGGGTCAGGTTTTGTGTCTTTGGCTGCGTTCAAGGAACAGCAATGACGTGGAAACTGGCT
TTTCTTTTCCTGGCAGCTCTGCTTGCTGTTGGGTTTGGTCAAGACACAGGAGGTTTTACC
GAGTTGAAAGCCAACGATCCAGGCGTCCAGACAGCTCTGAAGTTTGCCATGGATGAATAC
AACAAAGCCTCCCCAGACGTTTACCTCTATGTAGTGGTGAAGGTCATCAGGGTTCAGAGA
AAGTTTCTTGAAGGTTACAAGTACATCCTAACTGTGAAAATAGCAAGAACCGAGTGCATC
AAGGACAGCGGGGATGGACCGTGTCCTGTCTTCACCGATCCAGTTTGGCAAATGGAATAT
CAATGCAGATTTGTTGTGTACAACAGTGTGTGGTTCCGACGTTGGATGCTGCTGGAAAAT
AAATGCTCTTAGGAGAAAACAACAGAAAATCTTCTGAATTGAAGTTTCTTTT
>McF0049M01-MGRbd1
CCGTTTAACCCGGNCCTTATGGCCGGGGGAGCAAATGTACCTATCAGGGAACACAAACTG
GCTGCTCTGCAGAGCAGATAGAGGCATCGACGGCCTTTGAGCAGAAGCACAAAGGCCATT
AAAAGGTCTCCAGGCTGGTCTCTGAGGATGACGCCAAGTGGAGGAAAATGTGGAAAGCAC
CATGCTTGACTTTGCTCCTGCTGGTGGTTTTGTTGAACAGGGTGGCCCCCAACGATGGCC
ATCCCTCTTTCTACGGAGTGAAACTTTGTGGAAGAGAATTCATTCGAGCCGTCATCTTCA
CCTGTGGAGGCTCGCGCTGGAGGAGAAGTGTGGGAGACTCAGAGGAGACGTTTGATCCGT
GGAAAACAAGTCCCATCTCTCAGCTCAACTCGGATCAGGATCCAGAAAAGTCCCAAGCAT
GGAAAGACCAAATTCTTGACGTTGCTTCAGTGGCTGCTGGTTTCAGCCGCTCTGCTCGCT
CTCCGGTTTCAGATGAAGTCCTGGAGGCTCTTCGAAGTGTGGACAGGAAAGGACGGGACG
TTGTGCTGGGTCTGTCCAACGCCTGCTGCAAGTGGGGATGCAGCAAGAGTGAGATCAGCT
CTCTATGCTGAACCTGAGAACTTCAAAACAGTTCACAATAATG
>McF0049M09-MGRbd1
AGCGCGCCTTTAACCCGGGCCTTATGGCCGGGGATGCGCAGTGAGCAGCGTGCTGCCTTC
AGTCGGCGGAGCAGCTGTCCAAGGTTTGGAATTCCAACATGGCAGAGGCTGTGGTCAGTC
TTCCGCTCACTTACTTGGATTGGTTTCAAATCGCGAGCAGCCACGCTTGACCACAGCAGG
CCGTTCAGCTCCGCTCTGGCCGGATCGATGCCGCTATAAGCCCTGTCGCTGCCCTGTCAC
CTACACAGGCTCGAAGACATGATCACTAGCACCAGTATTTATGGTCTAAAGATGCAGTGG
ACCCCCGAGCACACACAATGGGCAGAGCAGCACTTTGACATCTCATCCACTACCCGCTCT
CCAGCACACAAAGTGGAGGCCTACCGGGGGCACTTACAGCGAACATACCAGTATGCGTGG
GCAAACGATGACATCTCTGCATTGACTGCCTCCAATCTGCTCAAGAAATATGCAGAGAAG
TACTCCGGGATCCTAGAAGGCCCAAATGAAAGAGGTCTGCTGTGCTCGTACTCTGACAGC
ACCAGTGGACTCATGAATGGACGAAAGTCGGAGAATGAGTCATGGCAGGAGGGGATTTAC
CCAATGAACTGTGCTCCAGATGTTATACCTGTGAGCAAAGCTGGAATGACAGCAGCCCTA
CCCCCAGCAGATGTCTCGGCT
>McF0049M12-MGRbd1
TTATGGCCGGGGGTAGGAGACAGATCCAATGCAAGAAATTGCGGCGTCTGAAAATGCCTC
AGTTTCCATCACATTCTTCCGACTCTTTCGTGTCATGCGTCTGGTGAAGCTGCTGAACCG
GTCAGAGGGCATTCGTAATCTTCTGTGGACCTTCATCAAGTCTTTCCAGGCTCTTCCTCA
TGTAGCTCTGCTCATCATAATGCTATTCTTCATCTACGCTGTCATTGGGATGCAGATCTT
TGGAAAGGTCGCTTTAGTGGATGGCACCCAAATCAACCGCAACAACAACTTCCAGACATT
CCCACAGGCTGTGCTGATGTTATTCCGATGTGCCACTGGAGAAGCTTGGCAGGAGGTAAT
GATGGCCTCAATGTATGGCAAGAAATGTGACCCCAAGTCTGACTTCCTGCCAGGAGAAGA
GTACACCTGCGGGTCCAACTTCGCTGTCTTTTACTTCCTCAGCTTTTACTGCATCTGTGC
CTTCCTGATCCTCAATCTATTTGTAGCTGTCATCATGGACAACTTTGACTATCTGACACG
GGATTGGTCTCTTCTTGGTCCACAC
>McF0049M13-MGRbd1
GTTTAACCCGGGCCTTATGGCCGGGGGAAAAGATGGCAGCAGAGGACGAAATCCAGCTGT
TGAAGATCCAGCTGCGGGAGAAGGAGGAGCTGGTCCATAAAGCCGGTCAAGCTGGGTTGG
ATCTTCTTAACCAGCAGATGGAGCTGCAAAGCAAGCTGGAAGAGCAGAGAATAGAGATGA
CCAACGCACTGGAGGCTCTTGAGCATGAGAAGTACTCGTTGCACAGGGAGGTAGAACTGA
AGACCCGGATGCTGGAGTCGCTTCAGTCGGACTACGAGTCCTTTAAGAACCAGCAGAAAC
AGCAGCTTCAAAACCAACAGCGACATCTGGAAAGGAGCCACAGCTCTGCACAGAGCGAGC
TGCACAACAAGCTGCTCAGGTTGCAGGCGGATCTGGATAAATCCCAGCTGAACGAAAAGC
AGCTGATCCACAAGCTGGAGGTGCAGACGGAGACGCTCAACAACAAGATGGAGGAGCTTC
GAGCTTTGAACGAACAGACCCAGAGCTCCATGACGTCTGAGATGATGGAGGTGCAGCTGA
AGGTGATGGAGCTGGAGACCGTGAAGGCAGAGTTGGAGCAGGACGTTCAGGAGTCTCGGT
ACCAGCAGCAGCAGCTGGAACTGGCTGTTTGCACCCTGCAGCGGCAGCTGCAGCGGGTCA
CAGAAGAGAAGGAGGAAAGAGAAAAAGAA
>McF0049M21-MGRbd1
GGAAAGAGCGTGTGATATTTAGGTGAAATCTGCAGTGCTAAAGAGTTAAACTCATAGAAA
TATGTCTAAAGCTTTTTATTTTTCATTTTTTTTACAGAACGAGGCAGATTAATTAGTCAA
AAAAAGAGATTTAACGTAAACCGACCCCCACTGTTAAAGCCAGATGGATAACACTATAAG
AGAAGTTTTGTGTTGGAGAAAAACCTGCAAGCTTTCCTCCACTTATTTTAAGGATCTAAA



CAAAGGAAAAACGAGCACTGAGGGTTTTTCTTAAAAGCTATGATTTGACTGAGAAGTACA
CAAACTTCTGGCTGATTTTGGTCAATAAATTTAAAGTCTAAGAATCTGTTTATTTCAAAG
TTCATCTTGCTCACAGCCACTAGGTCTTTTTTTGGTTGCGAATGTTTTGATTCCTGTCAC
TGAGCCAGTTCAGGCCGTCGGAGAGGAAAGGATGCCTCCTCCTTTAGGGCTTTGTCTGTG
CAATACATAACTGTGAGCAGGCGGTGCTGTTATTGTGAAACAGTTTTGCTGTCAAGTAGT
CTGCACAAGCTGTCAGCGTTCCTGTTTTTTCTCCTGCTGGGAAGTGGATGGAGTGAGTCA
ACAGAATGAAGAACAAGCTGTGGTATTTTGAGT
>McF0049M23-MGRbd1
AGCGTTGGCAACTGCCCCTTCTCTCAGCGTCTCTTCATGATCCTTTGGCTCAAAGGCGGG
GGCTTCAACGTCACCACCGGCGACCTCAAAAGAAAGCCTACAGATCTGCACAACCTGGCC
CCGGGGACACATTTCTTTTTCCTCACCCCCCCCGGCGAAGTCAGGACAGATACCAACAAG
ATTGAGGAGTTTTTTTTTTTCTCTCTCTGCCCTCCAAAGTATCCCAAACTGGCTGCCAGG
CGGAGAGAGTCCAACACAGCTGGAAATGACATCTTTGCCAAATTCTCAGCCTTCATTTTT
TTTTCTAAACCCGAGGCCAACGACGCTCTAGAAAAAGGGTTGACCAAAGCCCTAAAGAAG
CTCGACGACTACCTTAACATTCTCTTGCCGGGTGAGGCCGATGCGAACGACTCAGAGGAG
GGCTCCAGCAGGAGCTTCTTGGATGGAAACGAGCTCACGCTTGCAGACTGCAACCTCCTG
CCCAAACTGCACATCGTCAAGGTCGTTGCTAAGAAGTATCG
>McF0049N02-MGRbd1
CAGCGAGAGCTGGAAACCAGGCAGGGTCGAGGCTCATGAGGACCAGGGTTGGTGAGCCCT
GCTAGCCTAAATCATTGCAAAACAAGGTTTAAAGCACAGCTCATTACGCTTCTTCTTGTT
GAAGTGTTTTTGACAGAAGCTACCATGACCAGGCTCACACTAATAGCAGGTCTCTGTCTG
TCTTTTGTCAGTTTAGTGTCATCCTTCAGACTGGTATGTTATTTCACAAACTGGTCTCAA
TACAGACCAGGCAACGGGAAATTTCTACCTTCAAATATTGATCCAAACTTATGCACCCAC
CTGATCTATGCTTTTGCTGGTATTAATGATCAAAATGAGTTGGTCACTATAGAATGGAAT
GATGATGGGCTCTATGCATCTTTCAATGGACTTAAACAGAGAAATCCCAATCTTAAAACA
CTGCTGGCAGTTGGAGGCTGGAATTTTGGAACACAAAAGACTTTGCCATGAAGTACTGGA
GAGACANAGGGACTCCTGCAGAAAAACTGAACATGGGCTTTGGTACATATGGACGAAGTT
TTCAACTTTCTACTCAATCTAGTCAGCTTGGAGCCCCAGTCATT
>McF0049N07-MGRbd1
AGCGCGCCTTTAACCCGGGCCTTATGGCCGGGGGACACTCTCTGGACCGGAGGAGGTGAT
CTCCTGTCCCGGGTGCTGCCTGGCTGGCTTTCGCTTCCCCTCCTTGTGCCTAAGAGCCCC
CCCACGCAGAAATCCTTACGAGAACTTGAACGGGGACCGTGCGGCGTCCCGCGGTTTGCT
CTGTCCAGGGCCCAAGGGTTTGCCGCCCTCTCCTATTCCCACAAGCACCACCAACAGCTT
GGAGCCGGGGTTCGCCTTGCCAGGGGCAAAGACATAAACACTTGATCCCTTCCCTGGAAA
TAAAGCAGGTCTTCTTAAAATTTGCACACGTTTTAATGCAGCAATACTCTGCTTTATTTC
CAGACATTCTATTTCTGGTCAGGTTTAGGAAAATATTGGCCAGAGTTTTGGAATTGTCTG
ACCTCTTGCAAAGCTGTGGGACAAGAACATTGCTGATGATGCCCTCTGCTGGACTCAGGG
TGTCACAACCTGTCAGATTTGATGTGATTGACTGGCGGAACAGCTCAGAACATGAACACT
CCAGT
>McF0049N08-MGRbd1
AACCCGGGCCTTATGGCCGGGGGGCTGACAACGTGATTTAACGGCAAAATGAAAACTTTT
TTATCTACCTGAACGAGACATCATATTTTTATATTCTTGTTGGTTTTCTACTTCATAAAC
ACACATCCGTCCCTCTGTTTGTTCCAAGACCGATCTGCAGAGATGGCTTCATATAAACCA
ACAAACATTCCAGTTTATCCCAAACTCGGAGAGAAGATCACAGAAGAAACACTGTACTGG
AAAAACTACAAGACGCCAATCCAGATAAAAGAATTTGGAGCTGTGTCGAACATTCACTTT
TCCCCTGTGACTCCCTATAATTTTGCTGTGACAGCTTTCACAAGAATTCACCTTTATGGG
CTGCTCTCCCAGGAGCCTGTCAAGACATTTACCCGTTTCAAGGACACTGCATACTGCGGC
CGTTTCCGATCAGACGGTCAGCTGCTTGTGGCGGGATGTGAGGACTCCGTCGTGCGACTT
TTTGATGTTAGCGGCAAAGTGGCACTGAGGATGTTCAAAGGTCACACAAAGGCCGTTCAT
GTCACAGACTTTACCACCGACCGTTACCAGATCCTGACGGGGTCGGACGACTACACCTGC
TGCCTTTGGGACATTCCAAACTCGGCTCAGCTTAACACTTACCAGGA
>McF0049N09-MGRbd1
ACCCGGGCATTATGGCCGGGGAGGTCAGTTGTTGCTCATTCTACAGAATTCCTTGCTGGA
AACATGGCGTCTGTCCAAGTAAATGAGAAGTGGTCCTGAAGCACAGAACAAAGAGGTAAC
TGTGAAAACACTGTCCAGTTCAGATGGAGGCTTTGGAGGTGCAGCTCTGTTACTGACAGA
TGAGTTTTGGGGTTTGAGGAGAAGTTTTTGCCCCAAAGGCCTCATGTGAAGCTGTTCTTC
CAGCAACATGGTGGTGCCATACGCTCTGTCTTTATCCTCAACCCTCTTTATCTGAGACAC
AATGTTGTGTAAATAACACAACATTTCATTGTGTGGGGCACTTTATTGTCTGGGGCATTT
CACTGTCAAACATGTCATTGCAGGGGGCATTTAATTGTGTGGGGCATTTTTGTTGCATTG
GGGCATTTTCCTTTTTATTGAAATTTTATTGCCTGGGGTGTTTTATCCTGTGGGGCATTT
GAATGCATTGAATATTTTATAATGTTGGGGCATTTACCTTTTTTAAAGGAAATTTTTATT
GGCGTGAATTCTTTATTGCCGGGGTCATTTTTGTTGCATTGGGGCATTTTATTTTCTGGC
ATTTCATTACATTGAACATTTTATTG
>McF0049N17-MGRbd1



GCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGATAAGGGTGTGTGGAGCGCTGACTCC
CCGCCGAAAGATGTGTCTCCTCCACATCTAAATGTACTCCAAGCGAAGGCAGAGCTTCGT
CCAGAACCCACGAAACAAGTGGCGAAGCGCTGTCAGAAGATGTTCTTCAGAGGATGCGAG
GAGTAGCCAACATCAGTCAATCATCACTGTCCTCAGGCCCTCAAAAAGACAAAGGTTCCT
CTCCTGGCTCTAGCTCTGCCTCTCAGTCCAGGCAGAAGCCAGAGCCCCGAGCGCCGTCCA
GCAAACCAGCGTCCACTGCTAAAGAAGATCAGAGAAGGTTTGAACGGCAGCAGGCGATAC
TGAAGGAGGAGCTGGCCAAGATTACCCAGAGAGAAAAGGAGCTGGCAGACGAGAAGACCA
AAGCCTCCATCCAGGAACGACAACACGCCCGCCAGGAGTCTGAGAAGACTAAACAACTGG
CTCTGCAGCTGCAAAAGAAAGACCTGCAGCTGAAAGCTCTGGAAGCCTTCTACCAGGAGC
AGCTGGCACAGCTGGAGAAGAAGAACCTGGAGAGATATGCAGAAAGCAAAGAGCAGTTCC
ACCAAGCTGCCTCCAAAACAGAAGCCAACATCAGGTCTTGCAGTACAGCTCCAGTGTGTT
CTGGCCTGCAGGCTCAGATTTTATCCTGTTACAGAGACAACAGAGACCAGAC
>McF0049N18-MGRbd1
GGGGTCACAAGCTAGAAACAGAGAGAGGAGAAAGCTGCAGGCCTCCGCCTGCCACAAGTC
TGTCCGTCTCTTCGCCTTTTGCTTTCAAGGAACCAATTTTCTCTGTGCTGCGGACAACAA
GAATGACAGGAGAACTTCATCCCCACAGCTGTGCAGACAAGATGGACTTTCATCTGAGGC
ATATGTGTTAATGACCCTACCCCGCATGGAGGACAGAAACGAGGTTTGTCGGGTGGAGGA
GGAAGCTGATGTGGATGTTCAGGGCGGGGAAAGCAAGTCAGTGTGTTGTGGGGGGGCGGA
GCTGTTCAACGTTCAACCCCAAGTTTGATCTTTCTTTGTGCCGCGCCA
>McF0049O01-MGRbd1
CGGNCCTTATGGCCGGGGAACGTTGAATGTTTGACAGAAATCTAAACATGGATTCCATAT
TTCATGAAAAACAAGAGGGTTCCTTATGTGCCCAGCACTGCCTCAACAACCTTTTGCAGG
GGGAGGATTTTACCCCTGTAGACCTGTCCTCAATTGCTCATCAGCTTGACGAAGAGGAGA
GAATGAGAATGGCAGAAGGAGGTATGGGTAGTGAAGAGTACAGGACCTTCTTACAGCAGC
CATCTGGAAACATGGACGACAGCGGATTCTTTTCAATACAAGTAATTAGCAATGCTCTCC
GAGTGTGGGGATTGGAGTTAATTCTCTTCAATAGCCGGGAGTACCAGAGCTTGATGATAA
ATCCAATAAACGAGAAGGCCTTCATTTGCAATTATAAGGAGCATTGGTTCACCATACGCA
AGCTTGGACAACAGTGGTTTAACTTGAATTCACTCTTGACTGGACCAGAGCTGATATCAG
ACACATATTTAGCTCTTTTCCTGGCACAGCTACAACAAGAAGGATATTCCATATTTGTGA
TCCAAGGGAATCTTCCCGAATGTGAAGCAGAGCAGATTCTCGGAATAATGCGGGTTCAAC
AACAGCAACGGCCCAGGCTAATTGGAGAGGATGAGGCTCAGACAAGTTCAGGAAGCAGAT
C
>McF0049O02-MGRbd1
TAACCCGGGCCTTATGGCCGGGGAAGCACGGTGGATTTTATTAGTGTTTGATGGTAGGGT
AGCTAGCTTGAAGAAACAGAACTAAGCTGCAGTTTTCCCGCGATAAGGGAACAGATTCAT
TTTAGAGCTTATTTTTATGATTAGCATCCATGATGTTCAACAGGCAAACCAGCCTCTGGA
TGGGTGATTTGGACCCTTACATGGATGAAAACTTCATAAAGCAGGCCTTCAGTGCTATGG
GAGAATCACCATGCGGGGTCAAGATCATTACTCACAGGATAACAGGGGGTTCAGCCGGAT
ACTGCTTTGTTGAGCTGGCAGATGAGGAAAGCGTTGACCGCTGCGTCCAAAGGCTCAACG
GAAAACTAGTTCCTGCATCAAACCCGCCCCGGAAGTTTAAGCTAAACTATGCCACTTACG
GGAAAAGACCAGAGGCCGGGCCAGAGTTCTCAGTGTTTGTGGGGGACTTGGCCTCTGAAA
TAGACGACTTCCAGCTACATCAAGTTTTTAAGAAGTACCCTTCCTGCAAAGGAGCCAAAG
TTGTCACCGACCAGTATGGATACTCGAGAGGCTACGGCTTTGTCAAGTTTGGGGAGGAGA
GCGAGCAGAAGAAGGCGATTGAGGAGTGCCAGGGG
>McF0049O05-MGRbd1
CGCCGTTTAACCCGGGCCTTATGGCCGGGGCCACAAGCCCGTCCGGGCGTATCTCAACAA
AGTCATGGCAGACCGCGGGGTGGATTTGTCCGCCCTGCCAAAGGAGGTTAGAGACCAGTT
GGCGGAGTTGGATCTGGAGCTGTCTGAAGGTGACATCACGCAGAAGGGCTATGAGAAGAA
GAGAGCCAAGCTGTTGGCGTCCTACGTCTCCCTTTTGCCAAATGTTGATCTTTCTCTACC
AGACGTACAGCTTACCCCAAGTCGTAGTGCCGCACTCACCCCAAGCCCAGAGGCCCCGGG
GCCCTCCACCTCTACACCTACCAGAAACCATCGTTCACACCGCAGTGGAGGGGCCAGGGA
TGAGAGATATAGATCAGACATTCATACAGAAGCTGTACAAGCAGCCCTCGCCAAANAAAA
AAAAAAAAAAAAAAAAAAAAAACTT
>McF0049O07-MGRbd1
AGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGACAGGCAGGGTGGTAGATTTAAAGGA
CCAGGATTGAGCAGCCGTGTCTTAACGATAGAGAAAATCCACATGTGGTTTAGTATTATT
TTTAAAGAAACAGGCTTAGTCTGCATCTACTAAAGTTTAGACTCTTACAGATGCAACATT
CACAGTTGGCAGAGTCATGGCATGTTAGCGCCGTTTGTCTTCACATCAACAACTGGACAG
AATGGTTTCAGTCCCGTTCCCTGCATTGCCCTGGAAGCAGCTGCTTTGTTTAAGCTGCAT
CCTCGCCGCCGCCGCCGAGGAGACCGACTGCGACTGTGGCTGGCATTCATCTCAAAGAGG
AAGAAAGGCGGCGCGCACATCAAAAAGGAGGCTGACAAACAAGTGGAATCAGACAGTAAC
AGGCTTGTGGCTTCCTCATCAGTGGCATCTCCTCATGCAAGATTTGACTCATGCTTGATG
GATCAGAACCAGCTGCGACGGGATTCTGCTGCTGCGGCGGTTCTGTGGCCAGCAGAGGGC
AGAGCAACTCTAAAACATGAACTGCCGCTTTGTGAGTTTGTTGGAGCTGTCATACTTTCT



AGGAGATCCTCTCATTAACAGTTGACTTTCCCTGTAATCAATGTGAATCCATAAATCACG
GACATTA
>McF0049O09-MGRbd1
ACCCGGGCCTTATGGCCGGGGACCAGACATAATGGAAGATAAGACAGAAAATATTAGTTC
TATTCCCATCGACGGATTCAGTAATTTAAGGATAACTTCGATATGGACATTTCTACTTTC
TGTGCAGTGGTCCGAGCCTTGGCTCATTGGGCTTCTGCTGTTTCATCTGTTGTGTTTGCT
TTTGACTGTGGTGACCTGCAAGTATTATAAAGCTCAGATCTGCCACTTCCTGCTCCTCGT
TGGCCTTGTTTATTGTGCTGAATATCTGAATGAACTGGCAGCCATGAACTGGAGAATGAT
GTCGTGCTTATTTTCAGGGCCTTTTCAAATTTCCAGTACTTTGACTCCAAGGGAATGTTC
ATTTCATTAGTCTTTTCCATCCCTCTTCTATTTAATGCCATGATCATTGTGGTGGTGTGG
GTGTACCGGACGTTTTCCACCATGACCGAACTGAAAACACTTCAGCTGAAGAGAAAGGCT
CAGCGACAGAAAAGACAGAAGGATGACTGACTCTTCTCCTAAAGGAGAATCTTAGGATCT
CTCTTCTGCTGAT
>McF0049O13-MGRbd1
CTTCAGCGCGCCTTTAACCCGGGCCTTATGGCCGGGGGTGATCTTGTCTTCCAGGAGGGG
ATCCTGGTAAATACCTGCTCATCCAGAAGATTCAATGCTTGCAGAAGAGATTGATCACCA
AAACCCAGGAGCTGGAGGAGCAGGAGCTTCTGCTGCAGGAAAAGGAAAAGCTCTATGTGG
AGCTGAAAACCATGCTGGCCAGGCGACCCGGTCCAGAAGCAGCTGAGCAGCTGTGGCAGT
ACGAGTTCACCCTCAGAGACAGAAGCAAAAAGCTGAAGGTTCTGACAGCAGAATTGAGGA
TGCTTGACTCTGAGATGAATGAATACAAGAGTGAGAACCACAGACTCTCCAGTGAGCTGG
CAAACATCAAGAAGAAGTATCTCTGTCAGAAAAAACTCTGTAGTGAACAAAGAACCCGAC
CCAAGCTGGAGCAGCTGGAACCGCTGCCTCAGCTGAGCAGCAGAAGTCACTTCACTGGAG
GAGGCTTCAGGCTTGACCAGCCTGTGAAACCATAACCGACACTGTCGAGGTTCAAAGCCG
TCTGAGGAAGAGCTGATTTGATGCAGCAAAAGCTGCTGCATGTGTGGGGAGGAGGAGCTT
CTTCAAAATAAAAGCCNNNNNNNNAAN
>McF0049O14-MGRbd1
GGGAGAGGAGCTGCAGCGGACCACCCCACGTGTCGTGTTTGGACAGGTTCGGTTCTTCTA
AAACCCGGAAGAAGCAGCGGTCAACAATGTCCGCGGAGACGGCTGAGGTGGAGGGCACGT
CCCAGACCCAGTCCACTATGTCCCCCTCTCAGGTGAGGTCGCAGTCCCAGTCTCAGCCAG
GGTCCGGTTCGTCCAGCGGGCCCACTTCAGGCAGTCAGTCTTCCAGCGGGTCTGGGACTC
TGAGCAGCGTGGACACCATTCCTGTCACACTCGCTTCTGTCCCGGAGGAGCAGGAGCCAG
AACCACAACCCTGGGGCCGCCTGCTGCCCATGGCCAAAGGCTTCAGGAGCCACGACTGCA
TTGCGGACCAGTACCTGTTTGGACGGGATTCCACATGTAACTACGTCCTGGATGACCCGG
AAGAGAGGGGGTCCAGAAAGTTCAGAATCTACAGCAAGAAACACTTCAGGATCTTCAGAG
AGGACTCTCAGGTCTTTGTGGAACATCTCAGTAATAACGGCACCTTTGTGGACGGTCTTT
TAGTTGGTAAAAACAAGACACTTCCTCTGGTCAACAACGCCGTCCTGTCTCTGGCCGAAC
AGCGAAACAGAGTGTTTGTTTTCATTGATCTCATGTCAGACGATC
>McF0049P04-MGRbd1
GNCCTTATGGCCGGGGGTGGCCGACCGCACGGAAGTGGTTTCGTTTCGGGACTTACCCAC
AATACCTTACTATATTAGAAATGAGAGCTGGTGCACATTTAAAATTTATTCATATTCCTC
AAAGGCTTTTGTGTTGAGAGTGTTCTGTATTTTAGTTTCACAATTTTCACATCACCCGAA
AAAAGCGAAAGCTACTCCTGCTAGCTTGTCAGTTAGCATCAGCAGAGAGAAAGCAGCCAT
GCCGCCCTACTCTGAACTGAGGAAAACCAACCACTTCTACTTTTTCATCAAATTCACCCT
AAATATCTACTCTATGATCTTCTCGTTGATGGGTCTTTGTGTGCTCTGTGTGGGAGTTTA
TGCAGAAGTGGAAAGGCAGAAGAATCGAACCCCGGAGGGTCTCTTTCTAGCTCCTGCCGT
GCTGCTCATCCTGCTGGGTCTGGTGATGTTCACGGTGTCTGTGGTGGGAATGGTCGGATC
CCTGAGAGACAACAAAACACTATTGCACATGTTCCTGTGTGTCCTGTGCG
>McF0049P05-MGRbd1
TAACCCGGNCCTTATGGCCGGGGACACCATGTTTCCCTCCACGTTTCTAATGGGCAGAAG
ATAGCTTATGACCTTGTCTCTAAATACAAGTTTAATTTATTTGCTACCAGGCTAACTGCT
TGCTCGAGGCAGGTGGCTTTCAGAAACGGAGCGGCGATATTTGTTGTGATTGAAAAACCA
AACCGTAGTGGACCGCTTGGTTTACCGGGGACCTGTGTAGACGACCCACGAGTCCACGCT
GGGAAATACAACACCACGGCTGCTCTGTACGATGTCTGTCCTCTCCACCCAGTGGATTCT
GTCAGCAACGTGTGCTTCGAGGTGGAGGATGTGGAAAGGTCAGCGAGGGATCTCCACCAT
CTGGGCTGCAGCTTCCTAGTACCGCCTACAACGGTTGAGGACCAGAACGGGCTAGTCACC
TACTCTGTGGTTAAATCAGTTGTGGGAAACGTGTGCCATACATTAGTGGATAAGACAAAA
TATGGGGGCGCCTTCCTGCCCGGATTTGATGTGACTGAACAGGACTGGAGCTCGGAAGAT
TCTGATTCTGTGACTCATTTTGATCACATCACCTATGCCTGTCCCAGGAAATCAACCCAG
CAGGTCATGAGTTGG
>McF0049P10-MGRbd1
CTTCGTGGTGTTGGTGATGCACAGCGCCGTGGTATGAGGCCCCCTCCGTGGGCGGGCAGA
TGCAGAATCCTATGTCGCTGCGACCCGGACCAGGGTTCTGGCTGGGAAAGCCCTCCCCAT
CTCTGCAGGATGATGGCTTGACTCGAATGGTCCGGCCTGCAGCGAGCAGCTCAAGTGGAA
GTTCAGAACCCCCGGCAGAGCCAGTGACAGGCCACCTGCCAGTGGGCTGCACACCAGGTC



TCACAGGTGCGGTAAAATGTGGGGAGAGTAAGTCTGGTTGAAGTGAGTCAAGACCTGTGG
CATTGCACACTGATCATCAGATGA
>McF0049P15-MGRbd1
AGCCGCGTTTAACCCGGGCCTTATGGCCGGGGGAAAAAGAAAGGCGCAGGAGAGGGAGAG
ATTGGAAAGGAGACGACAGGAAGGAGAATACAGACCAAAGTCAGAGGATGTAGTGCGACC
CAGAACGCGAGAAGAGCACGACCACCAGAGGCAGAAAAGTCACAGCAAACCTACCAGGCC
TCCTCAGCCTCGTATCAACGACTATGAGAATGTTGGACCTGGTGGGTATGGCTACTCAGA
GCATCATCCGGTCAACGCTCGCCCTCACACGCGACCCGAGGCTGCGTACAAAGGGGCCTA
TCAAAAGCGGTGACTGAAGCTCTCCTGTATCCAGCCAGATGTGCCGACACGTCACATCTG
TACATCCTTTTTTTATACATCTATTTTTAGAAACTCCATGTCTTCAGCCGTTCGCAGAAG
TCTTGACACGAGGATAAAAGTTTCCACTTTGTTTTGTTTGTATCAGGGGGGAAGTTGGCC
TTATTATGAAGGATTTGATCTAATTGGTGGGATCGCTTAGCATATTTTTAATGTTTGTTT
TCTATTTGTGGGTGTGATTATTGCAATTTTCCTTTTCTCAATTACTTGAACTTCAAAGTA
GCCAAAAGAGTGTCGCAGTTTTGCTTTGTAGGCTCCCATGATTC
>McF0049P22-MGRbd1
GTTAAACCCGGNCATTATGGCCGGGGGCACAGATCACTCTGGCTACTTACAAGAGACAGT
CCACTCTCAGTGCCGGGCTCGGAGTGAAAAATATCACCAGAGCAGCATCTCAGGATGTTC
CAGTAAAAGCAGTGGGTGTGGAGTACACGGTGCAGGAGTGTCCCGACGGACTCACAGAAA
GAGGCACCTGCCAGCGGCCGACGCTTATTTCTGACACAGAGACTGCAGGTTTTTGTACCG
GATCTCTGCTCGGAGACATGAATGAGCTTCCTGATGCTCAAGTGTCCTGTGAGATGTTCA
AATTGCAGAATGTGGATGTGGTTCGACCGTTGCAGCCACAGGGTCACGAACTCCTCCAAA
CCTCGGAGACACCTTTCTTTCCAGCTCCGCCCGATAACCCAGGAAATGATGCACAGCCTG
CAACTGCTGACCCCCCATCACCCACTGTGGCTCTTTCACTGGCGCTTGACCCTACAGCTG
CACCCCAGATTCCCTCAGATGCATCGACTGCAGTTAAACCATCTGTTCCCCTCACTTCCT
CTTCCAGCGAGTCTGAAGAAACTCTTCCAAACCTTCAAAACCCAGCCAATCCAAGGCCAC
TTGACTCGTCCTCTGAAGAAACTGGAGGTCCTGTGGCTCTCCGT
>McF0050A03-MGRbd1
TTTAACCCGGGCCTTATGGCCGGGGACACCCCCAACCTAACATTAGTAGTGAAACAAAAA
TGACCTGCAGAGGGCCCGGATGAGACGCAAGCATGGTGCCGCTGTTGAACCCAATGACTT
TGTGATGACAGCAAAGGTGTTCACAAAACAGCAGGAGTTTTCAGCCGTCTTATCGCTCCA
CCTCAGCAAGCAGAGGAGGACTTGGACCATCAAGAAAGATGTTTTTTGTGGCTGGAGTCA
GAAATGCGGCAGAATCAGGAAGAGGAAACGAAAGGAGGTCAATCTACCAGAAGTTTCGTG
AGGTAGATCTATTGGACAAAAAGAAGACTGTGACAGCTCTGCAGGCCGGAGAAGATCGAG
CCATCCTCCTGGGACTTGGAATGATCTTGTCTTCGTTCATGATGTATTTTGTCCTGGGTA
TCACCATTTTGCGCTATTATGCTGAAAGGTACAAACGCATGGCGCTGTGCATGTTTTTCA
AAGTGCTGCACAGCTCTAAGTGTTACAACTGTAATAGAAATGCATTGTTTTTGTGAAGAA
TCTCATAAAATGATC
>McF0050A06-MGRbd1
GCCGCGTTTAACCCGGNCCTTATGGCCGGGGGCAGCAGTTATGGTTTTTCCAGGACTCGG
TTGTGGATATGGACACTTTGTGTCTTGTGTGGAATGTGTTTGGGTCAAGAGTTGACCGAA
CCGCATTACATGGTGGCCATACCTGCTGTTCTTGAAGCTGGAACTGTGAATAAATTCTGT
GCAAGTCTCATGGAGCCAAATGAAATTCTTACTATGAAGGTCGCTTTGATGTACCAGCAA
AAGAACACAACTCTTTTTGAAAAGACATCCAGCACAGAGTTTCATGAGTGCATTGATTTT
CAGACTCCTTCAGCCCTAAATTCAGAAGTGCTGATGTTTGAAGTGGTGGTACAAGGCAAC
ACATTTTACTCCAGAGAAGAGAGAAAAGTCATGATCAAAGTCTATAAACCAGGAACATTT
GTTCAAACAGATAAACCAATATATCTTCCTGGACAGACAGTACGTTTCAGAGTCGTCTCA
CTGGATAATAAACTACGGCCTGCCAACCAACTGTACCAATTAATTGAACTTGAGGACCCT
TTTCGAAACAAAATTGGACAATGGCAAAATAAAACATCCAATGGTAAAATTTTGCAGCTT
TCTTACACTTTGAGCTCAGAAGCTCGAACAGGGAGCTACAACATGCTTGTGAAAATGGGT
G
>McF0050A07-MGRbd1
CCGTTTAACCCGGNCCTTATGGCCGGGGGTTTTCATACCGAGCTGCTATTTTGAATATTT
CTCTTTTAGTTCCAGGGTGGTGGACCTCGCTCCTCTTCGGCCTCACAACTAAGGGTTTTA
AATAGTGTTTTCTTAAAAAATAAGATGTTTGTGGGCGCGCGCTTTGTTTTATTGTAGAAC
ATTTGCTGTTTATGACCGGGTTACATTTGGAAAGCAGGTGGAGGGAGGAAACTCCGCAGC
AGTCGATAAAAGACGGATGCGACTCGCGGGGGGGAGAGAGCACGGACAAGATCATGGAGG
ACTGCTTCAAAACGGTGGGGGATGTGAAGAGGCTTATTGAGAAAATGTCCAGCCACGTGG
AGGAAATGGAAGCAGTTCACGGCGCCATCCTGTCCTCTACAAACCAAGACCAGAAACTCA
AAGAAGAGCTGGAGCTGCTTAACAATGAGATCACACAGAATGCCGGCTTGGTCCGAACAA
AGTTAAAATCAATGCAGAAAAGCTGGTTGAAAGAGAAAACTGGTGTCTCAGTGATC
>McF0050A08-MGRbd1
GGGGACAGACGCGAGGAGGAGCTCAGTTGCTGCCGAGGCTCACGCCGCTCCGTCCGCCCG
CCCGCCGTCGCTTTGGACAGAAGCCGCTGCGCTGGGACTCAAAGGTGCAAAACAGGCTCA
AGGGCAGACCCCAAATCTGCTCATTAACTCCCACGATGGCAAGATGCTGTTCAGTGCAGA



CGGCAGCCAGGCTGTGATTGGACCGGACAAACTGCGAGTCACAGGTCCTAAAGGAGCCTG
GTTCCAGCATTCAGTGGAGGTGCCCCTGCTGAAGTCTGAACCTCTGAAGAACTTGACGCT
GGAGTGCCCCACCCGCTCCCTGACCATGGACGCACCGAAGGGGGTTCACATCAAAGCGCT
GGCCGGAAACATTGAAGTCGCCTCCAAAATGGACGTGGTCCTGCACTCCAGTGAAGGACT
GCTGGGGGATTTCTACAACACTCCTTTTTGCTTGGAAACATGCAGCCTTCTGATTCCGTG
ATCTCCGGGGGTCACACCTAGAAGTTCAGAAGCTGCTTAAGAACAACTCAGCTTTTTATG
TTCATTGAATATTTATGCCCATGAAACTCCCCTGGAGAGCTGCTGCTGTAACGTGTTCTT
TAAAA
>McF0050A09-MGRbd1
ANGCGCGTTTAACCCGGGCCTTATGGCCGGGGGGAGCAGGAAGCCCTCTGCCGCCGTCGC
GTCGTTGCATAATTACCGAGATACTTGTTAGTGGATGAATTACCAGAGAAGAGATTGGAT
TGGGAAACAAACAGCTTTATTCAGGGTGCTAATATAGGGGATAGTTCAGTAGGAACAAGG
ACGTGGACACGTTCTCCAGCCAACGGCTTGAAGTAGTGAGGTCCAACCCTGCCATCAAAG
ATTTCATGGAGAGATTGCCTGCTTTATTTTCTAAAGCTGAGATCATAGAGGAATCATCAT
GGGATGATGGTTACACCCATTTCCGTGGAGCAGATGTTCATGTACAACTCGACAACTGCA
CACCAAAACGTATTGGTCTGATGGAGGCAAAAGGAGGGATTGTTGGAAGCAAGATTATGC
TGATTTTGCAAAAACTTAGACAGGAGGATGTTCACTGTGATCCCTTTCATGATGCAGACA
TGAAAATCTTTGTTGTCCATTCTACTGAAGAAGATCCAGTTGATGGCAAAATGGTTCTTG
AGGGACAAAAGATCCTTTCCCAGTGTCAAAATACTGCAAAAGCCGGTGCTCTGCTGATGG
GGTACATTTATGGACTGTTTGTTTAATGATA
>McF0050A14-MGRbd1
GCGTTAAACCCGGGCATTATGGCCGGGGGCCGCCAAAACACAAGGTCAACATCCATCCAT
GTTGTTTGGCTGCTTATTCCTGCAGTATCCCAGTTCACCGGTCCATCGCAGGGTGCCTCA
TCAGTGTCAGTGGCTGCCTGGAGCAACAGCCCGAGGCGCTGACGTAGATCCAGTCTCAAA
GCGTGTGGTCAACAAGTGTTCACCTAGTCAAGTGTGTGTCCGCACAACCAGCCCCCCCAG
GAGAGCTGATGAGGGTCTGCGTAGGGCCCACCTTTGACCCTGCGCGCCACTTCGGTGGCA
GGAATGCGCACGCACGGTCCAGGTCTGAACTTCCGGATCTTCTGCTGAGTCAGCAGTTGG
AGCTGAACTCTGTTGTGGTGAAGCTGCAAAGCAAGAGGTCCAGCAAGCACATCCTGCTTA
TGCTGGCTCATCATCAAAGCGCCAGGGTTTGCTCCGAAGCGGGAAGTGGCAGCCATTGTG
GTCAGTCGTGTGGAATGGACCCAGTGTGAATGTGGAGGGGCC
>McF0050A15-MGRbd1
AAACCCGGNCCTTATGGCCGGGAACTCTGCCAAAGTGAGTGGATCACTTTGCCAGTCCCA
AGCCTGGATAAAAGAGGAGGAATTATTTTGTTTACCGTATTTTTCGGCATTTAAGTTGCA
TAGTTTGGCCAGAGATGTAACTTATACTCAGGAGCAACTTATTTGTGATTTTGTAAAACA
TAAATATTCTCTCATAAATTAGTTATTTTGCCACTGATTACTTACTGATAGCAGTAGGTA
GTTTGCTACTGATAGCAGCGCAGAAGAAGAAGCTCCGTCCAAAACAAACATGGAAGACAA
TCTGATCATTCTGGTGAACTTAATATTTTTCTCATTTGCATCGAGACATTGTCATTGTTT
GTTACTTTTTTGTTTTTTTTGCTTTCCTTTTACGTATTAGTCAGTTAGTCATCAAATTGG
GTCCCAGAGATGCAGAAGTGCCGCTGAAAGCGGTGGCACCTTTTTAACAGTGAAGCCAGA
CACAGAGACGAGTTTATCGATGCTTTTATGGAGCTCTTCAAAATAATAACCTGATC
>McF0050A18-MGRbd1
GGGGGAGGAAGAAGCCGGTGCTGGCAATAATCAGTAGTTTGTAGTGGAACCGTCCGCCGG
GATCATAAAAATGGCCAGCTTTGGCGCTCTGCTCGTGGTCGTGGGTCTGAGGGGTCCCAC
CGCCGAAACGCTGGACAACGGCCTGGCGCTGAAGCCCACCATGGGCTGGCTGCACTGGGA
G
>McF0050A19-MGRbd1
GGGGGAAACAGGCAGGGTGGTAGATCTCGAGGACCAGGAATGAGCAGCCCTGGTCTAGAT
GAACCTTTAATATCCTGTTTCTCTAAAGGTCTTGTAGAAACCCAGGAGCCCATGTTGGGG
CCTTTTGTTTCCCCAAACCTGCCACAGGAGGGGGACCACTTCAAAGTCCAGGTCAAGCAT
CTGTGTACCCCTAATGAGGTGTTTCTTTGGCCTCTGGAGGGAGCTGTTGACA
>McF0050A21-MGRbd1
GGCCTTATGGCCGGGGCCAGAACAAACTGCAGGTCAGGTAAATAAACTGTTTCTCACCGT
TTTTCAAGATAAACTGAAGAAAAAATAATGGCCCAGGCTAAGTCATGGGTTCTGATGAAG
CACTGGGATGGCTTCCCAAAGGCTAGCGACTTTGGTGTCAAAGTGGAGGAGCTTCCTGAG
CCCAAAGATGGAGAGGTCCTGCTGGAGGCAGTATTTCTTAGTGTGGATCCATACATAAGG
CTGTTCAGTAAGATGTACATGAAAGAAGGAGATGTCATGATTGGAACTCAAGTGGCAAAG
GTGAGGCGGAGTAAAAACTCCGCCTTTCCCGTGGGAAGCCATGTGGTGAGTTCTTGTGGT
TGGACGACCCACTCCATCTCAGATGGGAAGGACCTCACTCCTGTCATGGCTGACTGGCCT
AAAGATGTCTCTCTGTCACTGGCACTGGGAGCTATCGGCATGCCAGGCCTGACTGCTCTG
TATGGGGTAGAAGAAGTTTTGGACCTGAAGGCAGGGGAAACTCTGCTGGTGAATGCTGCA
GCAGGAGCCGTGGGCTCTGTGGTGGGACAGATTGCCAAAATCAAGG
>McF0050A22-MGRbd1
ACCCGGGCATTATGGCCGGGTTGCTGTAGGTTTGAGAAGTTTTGGACTAGCCGTGGTTCC
CATTACAGTTGAAGAGTCCGGTGTAGAAGTTGTATGAATATTTGAGTTTTCTGTTGCACT



TCCCTTTGGGATACAGATTTTGGTCTAGCTGTGGTCTGAGGAAGAGTGCCAATTGTGGAA
CCAGATGCAGAAGTTGTAAGTTGCTGTGGGCCCATTGTTGCATTATTCCCAGTTGTTACA
GTTAACTTTCCAGCTGTAATTTTAGGAAGATTTGTAGCTTCTGGTCCCCAATTTCCTTCA
ACTGGTGGGGGGGAAG
>McF0050B06-MGRbd1
CCTTATGGCCGGGGGTGGGCGGACCGTGGAGCTGTTGCTGCGACGCTGGGAGATTCCATA
AAGTGTCAAAAAACAGACAACTAACATCATGGCTGAGTTGGACCTTAGCCTGAGCGACGC
GCTAACGGACAGTGTTCCTCAGTTGGGCCAAGAGAGCCAGGTGAATCAGGACTTTGTGGC
TAAGCTGGAAGCGGAAACCTTTGTCGATCAGGTGAAGGAAACGGTGGGAAAGACAGACTT
TATCCCCTTGTTGGACAACGATGACAACACGGCAGATGTGAGTGCTGGATTGGAGAATGG
AGAGCAAAAGCCCATCCACCTGCAAGGCTTAGACAGCATCCAGCAGTCCCTGTGCCTGAT
ACTCTTCAAGAGGCTGTGAGGCTCATCAGTCAACACCTCACCACCAGCCTGCTGTTGTGA
TCAAACGTGATATGAAATATCATCTTAGCAAAGGACTGTTTCTACTCCTGCTTTGTTGTC
TGTTATACATTCTTCCATACATATTTTCCCTCCTTTTTCTTTAGCTTTTCTCTTTTGTGT
ATGAGGAAAGAAAACAACAAAAAGAAGGCAACCTTCCTGGGACCCTGTAATCTGGGT
>McF0050B09-MGRbd1
CCCGGGCCTTATGGCCGGGGGGAAAAAGAAGATAAGGAGGCCAGCTCAGTGAAAAACAAG
AAAATAAGCAAGAACACATGTGGTGATGAGGAGCAGCCTGGTACATCATCCCAGATGACT
CCATGTCAGAAGAAATCCAAGACAATAGCTTTTGCTTCCCCAAATAAAGGAGAGGAGATC
TGGACCTTGCCCACCTTTAAGAACCAACTGCCTGTGCCCTGCAGAAATATGGAGGGAATA
CTCAACAAAGACATACTAGCTCAAGCTGTCCCAAAGAAAGAAGACAAGATCTGGACCTCA
CCCACCTTTAAGAACCAACTGCCTGTGACCTGCGGAAACATGGCGGGAATACTCTTTCCA
AAAAAACTAGCTCAAGGCGAAAAATGCATCCAAGTAATGGATCAATGGTTTACTCCCCTT
GAGTTTCAAGAGTTTGCAGGAAAGGAGAAGTCCAAGAACTGGAAATTAAGCATTAAGTAT
GAGGACATCACCCTTGGAAAGCTGATTCAGGAGGGGCACTTGAAATCTGGCACATTCAAG
AAAAGAAGTAAAAGGGCAAAAGTTTTGTCTCCCCACTCGTTGCTGTGCAAATGCAGC
>McF0050B10-MGRbd1
GGGGAACCCTTCTCGCGCAGGAACTGGGCCGAGCGCTGTTCTGGTTCCCCTCCTCCGGGG
CTCGTTAGCTGGATCCAGGCCGCAGTAAAAGCTTCAAACGGACGCGGCCCGACCCGGCGG
TTCGGAGGTCGTGATGGGGTTGAGGGGTTCGAGTCTGACGAGCCTGCTGCTCATCTGCGT
CACTCTGTGGAGCGAGCCCAACTCCGCGCTGTTCGGCCACGCGAACCGGAGACCCAACAT
CGTTATGGTGCTGACAGATGACCTGGACGTCCTCATGGGGGGCCTGGTCAGTGGACGGAA
TGTTGCTTTGATTAGGGGCTGTCATTTTCTTGTAGATCCATCAGAACCGATTAAAGCTGA
CTCAGCACATTCCTGTTTGGACTCGTCATCCGTCAGTCAGTCAGCAGAACCTCCGTGTTT
ACAGAGGAAGCAGATCCACCAGGAAATGTTGATTTAGTGCTAATAAAAACGGACATTTCC
CTCATTGGTTTGGT
>McF0050B14-MGRbd1
CCCGGGCATTATGGCCGGGGGAGCATGGAAAATTTCGTCTGCTCTGAGAGCAGCACCAAA
CCTCAAAACCCTCTCCTTCCTGGAGGAGCATGTGTCGCTGAATGCATTCCTGTAGTCCTG
TCGGCTGTGTTAGCTGTTACACTTCTTACTTTTGTTGTTTTTTTGTGTAGGAAATGGAAT
GTACGCAGAAAAAGACGTGTCAGGGTTTTAAGGCCTTTACCAAAAAGAAATGAAAACAAG
TCATCTGAAGGGGACGGCCAAACACTCTTGGATGTTGATCGGAGGATTTTGAGAATTTTA
AAAGAAAGAGACGAAATAAACCTGTCTGAAGAATGCGAGCTGATGCTTCTGACTGTACGT
TCCATGATTTCGAGGATTTTAAAAGAAGGAACTATGGTCAAGAAAAATCTTCAAAATGTT
CAGGTGATGATTGAGATGTTTTTCAAAGGAAGAAATGAAACCAGGCAGAATGGAGATGCT
GAGCAAGCACTCCGGGAGGTTCATCAGATGATTTCAAGAATCATCAGCAAAAGGAAGGAA
AAAACTGCAGTTC
>McF0050B18-MGRbd1
GTTTAACCCGGNCCTTATGGCCGGGGGTTCACCATGATCATTGGAGCTTTGATTGCTGCC
AGGATACACATTTATTATGCTGAACAATATTCTCACAGCAGCCAGTGGGGCTTACATGAA
GCAAAAACTAGATTCCAAGGAGCTAGGAAAGTACGGCCTTCTGTATTACAATGCTTTGAT
CATGATTTTTCCAACCTTGGCCTACGCCTACTCTTCAGGGGATTTGCAGATGGGTCTGGA
CTACAGCGGCTGGTCTGATCTCCTGTTCGTTGTGCAGTTTGTTCTCTCCTGTGTCATGGG
CTTCATTTTAATGTACTCCATACTGCTGTGCACGCAATGCAACTCAGCCCTCACTACCTC
CATCATAGGCTGCATCAAGAACATCCTGGTCACATACATCGGGATGGTGTTCGGCGGCGA
CTATATATTCACTTGGACAAACTTCATAGGTTTGAACATCAGCATCGCTGGGAGTTTGGT
GTACTCCTACATCACCTTCACACAGGAGCAAAAAAAAAAGGAGTAAAGCAGAGGCTGAAG
GCAGGCGCTGCTCACATGATGGGGAGAACACTCAACACAATGTTTTTCAGACGTTTATTC
CCAAACATC
>McF0050B19-MGRbd1
GGGGTTCTCCAGCTTTGAGAGAGAAGTGAGAAAGGGTAAGGAAGAAATGCTATCCAGCAT
CCCGTTCGCTCGCCCCCAAGACGCTGGGCCTTCCGTTGCCATAGTGACCAAAGTCAATCG
TATCCAGGACCAGCTGGTGAAAAAGCACGACACAGAACTGCACATGCACCTAAACCGACT
GGAGATCGCCCCCCAGATCTATGGCATCCGGTGGGTTCGTCTGCTGTTTGGACGAGAGTT



TCC
>McF0050B21-MGRbd1
GGGACGGAAAGCCCGGTCCAAACTGTCAGCCGAAAGCAGACGATGACAGGACACCACTGG
GGATACGGAGAGGGGGACGGTCCCTCAGCATGGCATAAAAATTACCCAGTGGCCCAGGGA
AGCCGACAATCTCCTATTGACATTATCCCTCATCAGGCTTTACAGGATCGCAGTCTGGGC
CCCATTGTCCTGAACTATGATCACTGTACTTCCATCAACATTTCCAATAACGGACACTCT
GTAGTGGTGGAGTTTGATGATTCTGATGATCGCTCAGTGATCCAGGGAGGCCCTCTTGAC
AATCCATATAGGCTGAAACAGTTTCACTTCCATTGGGGTGGAAAGGGATGTGAAGGCTCT
GAACACACCGTCGATGGCTATGGTTATGCATCAGAGCTTCATTTAGTTCACTGGAATGCT
GTCAAATACTGTTCTTTTGGGGAAGCGTCAACAGCTCCCGATGGTCTTGCTGTTCTCGGG
ATTTTTTTAGAGACAGGTGACGACCACAGATGGCTTCATATGATAACAGATGCTCTGTAT
ATGGTCAAATTTAAGGGT
>McF0050B23-MGRbd1
GGGACAGGGAAAAAAGTCTGTTTCCAGTTTATAATATGAAGTCAGGCAGCAAGAATGTCA
GAGCAGCAGGAAAACGTCAGCTTGAATTTGCATCCTCACTAAATCTCGCTCGTTGCTCCC
GTCGTCGGCTCGTTGGACTTTTCATCGGAACACAAATCACCTTGGAAGGCGACTCCGCCA
TCAGGGTTCGGTTGTCGCTCACTAAACCAGACGTTTCTGTTGTTTTTGGAGGAGCCGGTC
GTTTGACGGGACAGAAGACGCCAGCGGTTCACCTTGAACGCCAGTTTTCCACACCTTCTT
CACAAAAATACATTTTTTTTCCTTTTGGTGACAGCGGTCGACAGGAAACGCTTTTATTTC
TTTACATAATAATAAATCTGTGTTTGCTGTGTCGTGTCCTGTGGACAAAAATAACCCTGG
AGAGACGAGACTCTTCACAGATAAATCTGTGCTTTGCTTCATCTTTTTGACATTTCTCCT
GACTCCATCAGGGACTCTGGTGTT
>McF0050C01-MGRbd1
GGGTGTTTTGATCCATGCAGCGGAGCAGGACTCCAGCTCAACCCGGACGCTGGACAGACA
CACCACTGGTAAACATATCAGATTCGCTCAGATCTGCTCGGATGTGGATTTTCGGATCCG
CCCCGCCCACAGAATCAGCAACGAGAACCCAGGAAAAAGGCGGAGTTTCTCCTGGAACGA
GGACAAACGTCTGTGGAGACACGATTGCTGCTCTGAATCTGCAGGAGTTTATTTTAAATG
TCTAGCTTATATATGTGGAGAATGGAGGAGTGGCTACTGTGCTCCATGTTGTGTTTTTCC
CCACATCGATTGCCTTTTTTTGGACATTGAAATGTTCTTCAAAACATGTGAAATATTCAA
TAAATCCTCAGGAACAGGATTCTGTATTCTACCTTTGTGTTGTGAGTGTTAAGCTGCTTT
TCTGTTCATTATTTTATGTTTGCATTGTTGGTTTCTGCATATTTTTGAGAATCCTTTAAA
TTCACATCTAATACAATGTTGAAACATTGNNN
>McF0050C03-MGRbd1
GCCTTATGGCCGGGGAGAGGCAACATGCCAGAAGCCAGGGTGGGGCCCAGTCCACTGTTT
CCAACTACTGAATTTAAACCGGTTCCACTCAAAGGAGGTGAAGAGGAAGACTACATGCTG
GCGTTAAAACAGGAATTAAGAGGAGCAATGCAGAGGCTACCACACAACATTAAAGCTTGC
TCCAGCAAAACGGAGGTGGAGAAATACACTGAAAGATACTTGAAACAAGCCCAGATTAAC
AGTGAGGAATGGACTCCAGACTGGAACCTTTTTCCCAAAGAACTGATGCCCCAAAGTAAA
AAACGTAGAATTAAGAAAGGCACCAAGACTAAAACTGTGAAGAAGTTGAAGGAAGATAAA
GCCAATGTGCTCAGTAAACTGGATGAATTGGCCAAGAAAGATGAAAATCCTGAGAAGTCA
GATGAGGAAACTGAGAAGAAAGCAGAGGACGATGAAGAAATCGAAGAGGAAGAACTCGAA
GAAGACATAGAAGAGCNNANNAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0050C06-MGRbd1
AACCCGGGCCTTATGGCCGGGGACGTTCTGCCTCATATTTGGGCCCCAACAGGTAACATC
TGCTGGCAATGCCAATGGACTCCCTACCCGTTGGATGGAGCGTGTTCAGCCAGGACCAGG
AGGGCGATGGAGCTGAGCTACTAAACGGGGCGACTGCTGCCACTGCTGGCGGCGGCACAA
ACGCACACATTCACGATCTGTTCCACGAGGATGCACAAGGTTTCCAACAGTCCAGTCAGC
CATGGTGGAGGATCAAGCTATTTGTGTGGGAGCCGGTGCTTTTTGGCACATGGGACGGGG
TTTTCACCACCTGTATGATCAATATCTTTGGGGTCGTGCTTTTCCTGCGGACTGGCTACC
TGGTGGGAAACACCGGCGTGCTGTTGGGGATGTTCCTGGTCTCCATGGTTGCGGTGGTAG
CTTTAGTGACCGTCATGTCGGGGATCGGAGTATGTGAGCACTGCGGCGTTGGCAGTGGAG
GAGTCTACTCCATGATCTCTACTGTCCTCGGGGGCAGAGTGGGAGGTACTGTCGGTCTCC
TTTACGTGTTCGGACAGTGTGTAGCTGGAGCCATGTACATCACAGGCTTCTCTGAGTCCG
T
>McF0050C13-MGRbd1
ATGGCTGTTTGCATCATTGTCCTCCTTTTCCTCCTTGCCCTGATTAATCTCATTATCACT
CTGGTCATATGGACGGTGATCCGCATCGGTCCGAACGGCTGCAACAGCATGGAGTTCCAC
GAGAGCGGCATCCTGCGCTTCAAACAGAAGGCAGACATGGGCATCGTTCACCCGCTGCAC
AAGAGCACGATTGGAGGCCGGAAAGACCAGGACCTGGTCATCGTTGGCAACAACAACCCA
GTGAGAAACAGACCTGAGATAGCAGAGAACACTCACAGAGATGTTAAACCTTGTTTTATT
TAAAGGACAGAAGAAG
>McF0050C20-MGRbd1
TTCAGCGCGCCGTAAACCCGGGCCTTATGGCCGGGGGTTTTTTTTGATATGAGCTCAGGT
GGAGCTCGCCCGGGACGCTGCTCGGTCGACGTAATTCTTCCCATATGACGGTGACTTTCC



TGAGGCTCACGGAAGCTTTTGCTCACCATTTTTGATCAGGGAAGGGTCCCCGGGAGGGTC
AAACCTCCATCATGTCAGGTGCAGCTCCACAGAACTGCAACCTGCAGTGCTTGGAGGAGT
GGGATATTCTGGACCCAGAGGTTCAGCAGCGATTGGAGGATGCGCGCACGTCCATCAGGC
AAGAGATCCAGCGGGAGCTGAAGATCAAGGAGGCGGCTGAGAGACTCAAGAGAGCCGTCA
CTAGTCGCAGGAATGCAGCGGATGTTGAGGGTCAACTGAAGGTTTCAAGTCGCAAGCTGG
AGAAGTTGCACTTGAAACTACAGGAGCTGAACGCGAGGTCCATGACTGCAGAGAAGGAAA
GCGCAACAGGTTCCGTGATCAAAGTAGACAGCCAAGTCTCAGACGAGTCCTGTCAGTGGG
ACGAGGCCACTTCACCGCTAGCCAATCGGATCA
>McF0050C22-MGRbd1
CGCCGTTTAACCCGGNCCTTATGGCCGGGGGCAGCTCCGGTTAAAAAGCTTTAATGCAAA
AACAGAGTCAACATTGGGAAATAGTCATGTGGTTCAGAAGTTTGGGTTTGGACACGGCAG
CTACAAGGAAAAGACAAATAATGAGATGAAGAAGGATTCTGAGGAGCAGCAGCTGATGTC
TGATGAACGGAAGGACCTGCTGAGTTTTCTGAACTCGGCACCACATGAGATCCAAACCAA
GAACAGAGATGGAGGAAGATGCAAGGAGATCAAAGCCAGATGAGACAAATGAGTGAGGAC
CAACTGTGGTGATGGCAGAGTTGAGTCTGAGGTGGGCGGAGTCTGACTGCTCAAGCTGGA
TGATAGATAAGCTGTTTCCAGATTCAGACATTCATCAAGAGGAGACGCCAAAAGAGTTAA
ATGTGCGTCCAAAGACGTTTCATGAGTGGGGAAACATAAGGAGTTGAACTGATGATCAAT
CGGATCCTAAAGGATGTCCCAAACAAACAGGAGGGGACTCCAAAAACAGCAGGAACCTTC
ACGGGAGAACCAGATCCAATAGAATCACCTTCTGCTGAGACATCATCTCTGCTGATCGAG
GAAA
>McF0050C23-MGRbd1
GGGGCACATGGAGGAGATTCATCTTGACAGGCCAGACATCCAGAAGTGCATGGTTTCATT
CAAAAATCTGTCGGCTCAGTGCCAGGAGGTGCGGAAACGAAAAGAGTTTGCCTTGAGGAA
GAGTACTGCTGCTCTCGAGGAAGACGCCCAGATCCTAAAGGTGATTGAGGCGTACTGCAC
CAGTGCCAAAACCAGACAGACTTTGAACTCCACTTGGCAGGGCACTGACCTGATGCACAA
CCATGTGCTGGCTGACGTGGACCGGTCCTGCGCGGAGTCGCCGGGGCGCCGTAGCAGCGT
GTCTCGGCCAGAGCTGAGCTCTGACCTCTCGGAGGACTCTGACTATGACTCCATCTGGAC
CTCCCACAGTTACAGGATGGGCTCAGTGCCGCGGAAGAGCTGCATCTCACACCAGAACTA
AAGAGCACACGGAGGTGCCACAGCGTACTCTAATGTCATGTACTGTGTGCTTACCTCTTT
AAGACTTATTTATTTATTCTTATTAGGTTCATTTTTGTTAACTTATTCATCTAATTTAAT
GTAATTTTAAAAGTTTCTTTGAATATTTTTTTAAAGTACTTTCCTGTTGCCTTTCCCATG
TTCC
>McF0050C24-MGRbd1
GAGGAAACTTCAAGTGCTCCTCTCATTTATGCAGCCTGTAAACGTGCAGGCAAACGGGTC
CCTCTGTGGAGAAACAAGGGGAGAAAAGTGCATGTGTCTGGAGATGATGAGGGGAATCTG
GAGAAATGATCCTGCAGGACTCATCTGATGCGGAGGACAACTTGACTGGGATGTAAACAA
GGACAACAATCTCTAAACAACATCATCTTTTACCTCTCACCCTTTCCCTCCTTCATCCTC
CCCACCATCCACCCATCCACGTCCCCGCGCTGGTCCATCACACGCCAAAGCCTCTCACCC
GCTCCAGCTTCAGCGCCCACACTCAGCTGGACTTCAACACTCACTGCAACTCCAGCTGTT
TCCACAGAGGAGAGCAGGACGACTGGCGGAAGCAGCTGACGGAGAAGCTGGCCTTTGAGA
CGCTGTACGCAGACGGCTCCCGTACCCTCACCACGGTGGACGTGGAGGGTGACGATCACG
ACTTGGAGGAAGATGCTGGCTTCACGCCAAACATGCTATCTTGGAGGG
>McF0050D11-MGRbd1
CAAACCCTGAGGGGAAGCTGCATGTTCACCATTGTGAGGTGAAGCTTTCTGTTTGATCAT
TCTGGGATGTTCTCTGAAGCCTTAATATTATGCACGTTGTCTTTTGATCCACACCCTCCA
ACCTGTTTGACAGAGTCTGTCATCTGCACGGGGTGTCGGGCGACGCACTTGGAGGCACAG
ACCACGACTCATCCGTTTTCCACTGTAAACAATGACATCTC
>McF0050D12-MGRbd1
AGCGCGCCGTTAACCCGGGCCTTATGGCCGGGGGAATGAAGTGGGAGTTAACAAAGTCCG
AGATCTGACTCTCACTTGATCCTAGTTAGGAATAACAGGACCAGAGGTTTGCAGTTCCTG
AAATGTTTCTGCAGATGGTTTCGGGAAGTTGCTGTGAAACCTAGGGTGTGCATTGGAATC
TGGACAGTTTTATGCTCCCTCCGCAACTTTGAACAGACAGAGGCGAGGTTCGCCCGCTAG
CCACAATACCAGCTAATTCCAGACACTTCCCCTTCAAATCGTGTGGTTTGATGTTGGAGA
CCTTCCAGAAATATGGTTGAATTGATTTCTGTCCGCTCAGACAAGATTTCTCCTACCTCC
GTACTCATGATGATGAGGAGGAGGATGATATGAAACAGTAAACAAAGAAAATATTCTCCA
GAGCGTCGACAGAAGCCTAACCAAGATGTCCATCACCAACACACCAACCAGCAATGATGC
ATGTCTGAGCATTGTGCACAGCCTCATGTGCCACAGACAGGGGGGTGAGAGTGAGACGTT
CGCCAAACGAGCTATTGAAAGTCTGGTGAAGAAGCTGAAGGAGAAGAAGGATGAGCTGGA
TTCCCTCATCACTGCCATCACCACCAATGGAGCCCACCCCAGCAAGTGTGTGACCATTCA
GAGGACTCTTGATGGACGTCTGCAGGTGGCGGGACGCANGGGTTTCCCTCATGTCATCTA
TGCCCGTCTGTGGAGATGGCCTGATC
>McF0050D16-MGRbd1
ACCCGGGCATTATGGCCGGGGGTTTTTTTTCGGAGAACGTTACCTACCGGGCTTCCTCAA
ATCGGGCCACTGCTAGAGGGAACAAGATGGGATGCTTCTATTCGAAGAAATCCAAAAGAA



AGTCGGGGGAGAAAGAAGAGCATACGTCGACTGGCGAAACTAGTAACGCGGTTCCCCTTG
GCAACAACACCGACGAAGCACCGAAGCAGTACAGCTGGGATAAAAGAGAGAAGGTTGACC
TGAGTCACTACACGCTCAAAGAGCTCAAAGATGTCACAGTGGGCCGTCTGCCCGGCACAT
TAAACGGGGAACAGTTTGTCATCCAAGAGTGCGAGAACTGCAACATCTTTGTGCTGGATC
ACTCTGCGACCATCACCATCGACGACTGCGTCAACTGCCGCATTGTGCTGGGACCTGTTA
AGGGAAGTGTCTTTTTCAGGGACTGCAAAGACATCAAGTGTGTGGTGGCCTGTCAGCAGT
TTCGCACGAGGGACTG
>McF0050D19-MGRbd1
TCTGACTTGACCGTCGACGCCATACGAACCGGGTGCATGCCATACATGAAGGTGGCGGAC
ACGGAAGCAGACCGCTTGTCAGTCTTCTTCAGCAGGAACTCGTACATCAGTGGGAAATAT
GCAGATGAGAGCTCCTTCTCCAAGCTTAACTCGCACATCCTGTCTCTCCCTGGAGGAAAC
GAGGCCAACCGCCTCTTCTACCTGGCCCTG
>McF0050D23-MGRbd1
CGCCTTTAAACCCGGGCATTATGGCCGGGGGTATGTGAATGGGATTGGAACATGCTAACT
CCCTCCCACATACAATCAGGCTCTTCTCTGAGGTAAATACTGGCTCTCATGGGATGAAGC
AGAAAAACTGCCTGGGATGAACAGATGATTTTACAGTTGCAGTCAGAATAGCTGCAGGCT
GTTGTTGCACAGTGGGCTAAGGTGGAAGTATCCTGGCAATTCTTCATCTGAGGATGACAA
GGTCTCATGAAGCCGCTGGGGGAGCTAAGTAACAAGCGTCTTTCCTGTGATTAAAAGCCC
ACAGCTGCTGGACCTGCTGTGCATGCTGATGGCTTTGTGGGAGGTCATCCGACTGCTGCA
TCTCACGTTCTCTTCACCTCTGTTTTTGGTTCTGACT
>McF0050E03-MGRbd1
AACCCGGGCCTTATGGCCGGGGAGAGTTTTGAAGGGCTGATGAAAATAAGTGTCCACCCA
CCATGACAGCCATCAAACACGCTCTCCAGAGGGACATCTTCACTCCAAATGATGAGCGCC
TCCTTGGTATTGTTAATGTCTGCAAGGCTGGAAAGAAAAAGAAGAACTGTTTCTTGTGTG
CCACAGTTACCATAGAGAGACCTGTTCAGGTCAAAGTAGTAAAGGTAAAAAAATCTGACA
AAGGTGACTTTTACAAGAGACAGCAAACTTGGGAGCTTAGAGATCTGACAGTAGTAGATG
CCAAAGATGCAAGCAAGGAAAACCCTGAATTTGACCTGCATTTTGAGAAGATCTATCGGT
GGTTGGCTAGTAGTACAGCTGAGAAAAACTGCTTTATATCCTGCATTTGGAAACTGAATC
AGCGTTATCTAAGGAAGAAGGTGGAGTTTGTGAATGTCAGTTCTCAGCTGCTGGAAGAGT
CTGTGCCAAGTGGCGAGAGTCAAAGTGTCGCAGGGGGCGATGAGGATGCTTTGGATGACT
ACCAGGAGCTCAGCACCCGAGAGGAGCAGGACATTGAGAGCATGATGGAGATGTGCGAGT
ATGCCATCTCTAACGCTGAGGCTTTTGCAGAAAAGCTCT
>McF0050E04-MGRbd1
CAGCTGCACGCAGTGCGATAAATCTTTTGTTGCACCTGGGGAGCTTCGAAGGCACGTCAG
GATTCACACCGGAGAAAAGCCATACACCTGCGCCGACTGTGGGAGGCACTTTTCCCTGGC
TGGAACTCTGAGAAACCACAAACGCTCATGCACTCATAGCAAGAGCGATCCAGTTGAAGC
TTCTGTTGAGGAATCCACCCAGCAGGACCTCGAAAGCAACATCAGCTGTAAGGTTCCTGA
TGACCAGCATTTGCCTCGCATTGATGAGCCGCCTTCAATAGAAAGTTTGAACAGCAGCAA
AGACGCTGAGTCGGAAGTTCAACACGGAGAAGAAGCAGAAAAAGCAGCAAACAGTCCTTC
TACTCCTCAGATGAATGTAATAGTGAAGGAGGAAGAAGAGGATGAACTTTTATGTGCAGA
GGAAAGTCC
>McF0050E07-MGRbd1
AACCCGGGCCTTATGGCCGGGGACTGCGATCGGACTAATCCGAGAATGGAGCTGCCTGCC
GCCGGCGAGCACGTCTTTGCGGTGGAGGGCATCGAGAAGAAGCGCCTCCGAAAGGGGAAG
ATCGAGTACCTGGTCAAGTGGCGAGGATGGTCCCCTAAATACAACACGTGGGAACCGGAG
GAAAACATCCTTGACCCACGCCTGCTGGTCGCGTTTCAACACAGAGAGAGGCAGGAGCAG
CTGATGGGGTATAAAAAACGAGGGCCAAAGCCAAAGCATCTTCTGATTCAGGTCCCCTCA
TTCGCTCGGAGATCCAGTATTCCTGCAGGTCTCGAGGAAACATCTCAGGAAGTGGAAATC
ACTCCAAAGTCTGATTCAACCCAGGTCCAGCGCTCCCAGCCCCAGCAATACCAGCTCAAC
AGCAAAAAGCACCATCAGTACCAGCCCAGCAGCCAGGAGGTTCCAGCCGATCCGCTCCCC
AACAGCAAGAAGAGGCTAATCTACCAGCTGAACAGCAAAAAGCACCACCACTATGAGCCT
GACCCACACATGTACGACATTCAGGCTTCACGCCTCANAGAGGTGGTCAAAGTCCAGGAG
GCAGCTACCAAGCCAGCAAACCCAGGCTGGAACCTGCCTCTGGCTCTGCAGCAGAAATGG
GTTCGGGACAAAGACACTGGCTGCCTGAATAAAGTCAAGGAGCTGGCTGTGGAAGTGAGG
AAACCAGCT
>McF0050E15-MGRbd1
CGGNCATTATGGCCGGGGGTATGAAGAAGTAAAGGTGGCTGAGAGCTCAAAGCGGGTTTT
CCCATTCTCTGTAGATTCCTTTACCGAATAATATTATCCTTTCAGAATAAATTTAAGAAT
GACTGATGGAAAGGCGTGTAAAGTGTGCAATTTCACCCGGCAAAAATCCTACGGAGTGTC
TGCACCTTCTTTAGATGACTTGAAGAAAAAAGGATCCGAGTATCTTGGCTTCAGCCCCGG
TGACCCAGTCAAAGTGGTCCTGGAGAATGACGGGACAATAGTAGAAGATCAAACCTACTT
CTTGTGTTTGCCCTCAAATACAAAGTTTATGTTATTGCATGACAAGGAAACATGGTCTCC
AGCTCGCAAGATCGATGGTGGCACCGCTTGGATGCAGAGGGAATCGGTTATGCTGGAGAT
GGACACTGTTGACACCGGCAGTAGCTTAGCACCCTGGTTGGACCTGGCTCAGCAGCTAAA



ACAAGACCTCACCAGCATCATTCTTATGTCGGAGGCCGATTTACAGCTCTTGGTGGATGC
TCCTAGCACCGAACTAGCAGCAGCTCTGGGTTTTCAAGTGAAAAAGGCTGAGGACCTGCA
GGAGACGTTGCAGAATGTTTTG
>McF0050E22-MGRbd1
GGGACATTTAGGAGATCATTCTTGAAGGGAACCATCAAAAATGGATAATCACTCGTCAGC
AATAAGGACACTGGCATTGGTTTTTGGTGTCTTTGTGCCGTCTTACCTAACTTTAACTCC
AAATGTTGGTCACTGTCCGTCAAACTTTGATGGCCCTTTACCTGAGAGGACCTGTATGTG
GGACATTGGGTGTCTTGATGGCTACAAATGCTGTGTTTTCAATAACAGACCAGTATGTGT
TCCTTCAATCCCTGTTGAAAAAAAGTGTCCTTTGATAAATGAATATGGGATATGTGTGGA
ATTGTGCAGTTCTGATTCTGACTGTTCAAACGGTGAAGTATGCTGCTCCAATGGGTGCGG
ACATGTGTGCAAAATTCCAATAATAGTAAAGCCAGGTCAGTGTCCTGATCCCAGATTCAC
ACATCAGTGTGGCACCAGGTGCTTCCAGGATGGCCAGTGTTCAGGAGAAATGAAGTGCTG
TCCAACGTCCTGTGGTCAAGCCTGCAGACACCCGATCTGATCCCACACTCAGC
>McF0050E24-MGRbd1
TTTAACCCGGGCCTTATGGCCGGGGATGTCACCGAGTTTTACCAGCCACCTCCGACATAA
GAGCCGATTTTAAAGCAGCAATTCTTTTCCATTCAGAAAATTAGGATATTCTTCTGTGAG
TGTCTTCTTTGTGTTCTCCAAGCCTCCCACTCTCCCCGACAGCGTGGAAGCTGCATGGCC
TCTTCGACCATGTCCTCTCACCTTTGTGGAGTCTTGGAGCGGATGATGCGCTCCTCTTGC
TGCCACATCGTTAGAAGTAGATCTTGTTTGGGACAAGCGGTTTTGGCCCCAGCAAGTTCT
TCTATCTGTGTTCATGGGGCTCCTTTGCTACATAGAAGGGCATACAGCCTGGACCCATTA
GGTCCTGGTCGACTGTCACTTGCCGCAGGCTCCCAACAGCCTCGGTCAGACAGGACACCC
CCCTCTCCATCTCTAACTTACAGAAACCTGTCTGCCGCTGCTGTTAAGGGGCAGTTTCGA
CCACTATCTCGGTTTGACTACCTGGATCTTGGAAAAGTAGAGGAGAACATACGACGTGCT
CAGGCTTGCAAAAAAAGAAGGCACTTC
>McF0050F01-MGRbd1
CGTTTAACCCGGGCCTTATGGCCGGGGATTCCTGGATAAGAGAGCAGAAAGAATCCTTCA
CAAAGAAGAAGGAAAAACAGGCGAGGTGATCAAGCTGACCGATGTGAAAGATTTCCCACT
CACGCTGTGGCTCGTCTTCATCATCTGCGTGGGTTACTATGTTGCCATTTTCCCTTTTAT
TGGACTGGGCCAAGTATTCTTCATTGAAAAATTCAACTTCTCTCCAGCTGAAGCCAGAGC
TGTCAACAGTATTGTGTACATCATCTCAGCGCCTGCATCTCCCGTCCTGGGCTTCGTGGT
TGATAAGACGGGCAGGAACGTGGTTTGGGTGATGATGGCCGTGGTTGCAACGCTTGCGGC
TCACATGATGCTGGCCTTTACCTTCTGGAACCCATGGATTGCCATGTCTCTGCTTGGTGT
GTCGTACTCCTTGCTGGCTTGTGCTCTGTGGCCCATGGTGGCCTTTATGGTGCCTGAACA
TCAGCTGGGAACAGCCTATGGCTTCATGCAGTCCATCCAGAACCTGGGCCTGGCTCTCAT
TGCCATGGCAGCCGGCGCCATCCTGGACTCGAGAGGCTATCTGGGTTTG
>McF0050F02-MGRbd1
GNCCTTATGGCCGGGGAGAGGCTTTGGCTTGTTCAGGTGATGTTACACGAAAAACAAGTT
TTTCGTTTCGAGCAAAGCAGAGCGGCCTTTTCCTCCCGAGTTACAGGGAAGTGACTCGAC
TAAAGGCTGACTTCCTGATACCTGTTGGCTTTTCCCTCCAGCTCAGCAACAGACTCCAGA
ACTGGAGCCAAGGTGGCCATCAAGAAGCTCTACAGACCTTTCCAGTCGGAGATCTTCGCC
AAGCGGGCTTACAGGGAGCTGAGGCTCCTCAAACACATGAAACATGAGAACGTGATCGGC
CTGCTGGACGTCTTCACTGCAGACCTCTCCTTGGACAGATTCCTTGACTTTTATCTGGTG
ATGCCGTTCATGGGGACGGACCTGGGGAAGCTGATGAAGATGCACAAGCTGTCGGAGGAC
AAGATTCAGTATTTGGTGTATCAGATGCTCAAAGGCTTGAAGTATATTCACTCAGCTGGT
ATCATTCACAGAGATCTTAAGCCTGGAAATCTCGGCATCAACCAAGATTGTGAACTTAAG
ATCTTGGACTTTGGGTTAGCGCGGCAGACAGACAGCGAGATGACGGGGTACGTGGTGACC
CGCTGGTACAGAGCG
>McF0050F04-MGRbd1
GTTTAACCCGGNCCTTATGGCCGGGGCTGTCAGAAGTCTCACAAATCTCCAAAGGATAAG
ATGCCATGGAGGCAGCTGGAAGAACAGCCCTGTGCGTCTGCTCTGTTCTGTTTGTCGTCA
CAGGGGTCAGCTGTGAGCTCATCCACATCCCCTCGCTTGTTCATCATGTCATTCGAGGAG
AGTCCCTGCTTTTACCAGTAGAAACCCGCTTCCCTCTTGATAAAGCTGAGATCCAGGGAA
CCTGGTCATACACTAAACCGAGTGGCACCAGGATCACCTTGGTCACCTTCACCAAAGAAA
CTGCAATCATCAACATGGGGTACCGTAACTGGCTCAACTTCAAAGAACCCAACATTTCCC
TGGGGATCGAGAATTTGAACAAAGACAGTGAAGGGGATTATCACCTGAGCCTGAACATCG
AGTTTCATAACCAAACGGGGCAGGTCATCAAGGAGGAGAAAACGGTTGCTGTAACGGTGG
ATGTTCCCGTCTCCGTTCCTGAGATCCAGAAGAGCCCATCTCACTCAGTTATAGAGGACA
AAGCCAACGTAACTTGGACTTGTTCTGTCAATACTGGAACCAGAGTTGAGTTTAGGTGGT
TCAGGGACAATGCAGAACTGGTTTCCAGTGAGAGATATCACTTCACTCAGGACAGATCTG
CACTGCTGATCAGCCCTGTGA
>McF0050F07-MGRbd1
GGGGTAACTGCTAAGTTAAAAGGAAAATGCTTCGTTTGCACTGATGTTCTAGATTTCTTT
TATTTAATTGAATCATTAACATTAAAATAAATACATATTTAATGATTGCATTTTTCTGAT
TTGTCAAGAGCTGAAACTCGATCCAGCTGTTGGATACCACGCCACGGAACTGCTGCAAAG



GTTTATGGTCAAGCACCTTTCCGATCTGCTTGTCACACCTGAAACCTCCGCTGCAGCTGC
TACTTGCCAACAAGATGTCTTTGAACCATCACACAATTGACACCGGCACGGCAGTTAGCT
TTCTGCATTTGCTCGGCCTCAGCGTTTCCAAAAAGACCATCTTGGAATCGGAGCTGATGG
TCTTTAAAGGGCTTGAATTTAAACTAATTTACCCTAACCCACTGACATCTGTGGAAACAC
TGCTGGAAGTCCTGGGACACAATGATCCGTCTGTCCCTGTTAAACGCCTGTATCATTTGT
GCCGCCACGTTCTCCAGTTCATCACCCTCCAAAAAGCTGCCATCTATGACAGCTTGTTGA
AAGTGACCACCCAGCGTGCCTCCCCTTCCAAGGAACAAAGAGAGAAGTTTGTTACAGTGA
CAGAAGACTGCATGCTTCTTGGTGTTGGTGTCATCGCTGTGGCTGTGTT
>McF0050F12-MGRbd1
GGCTGCCCTTACTTCAACATTATGACCATCATATATGAGTCAAATAGATGAAACGGAAGC
TCATCCAACTGTAATGGAAAACTCCCCGGACGAATACAGATTCCAGTCATTTGACCCAGA
CACACAGATGTTACTGAAAACTGCCTTGAAAGATCCAAGTTCGGTGGATCTGGAGAAAGT
GTCTAACATCATTGTAGATCAGTCTCTAAAGGATCAGGTGTTCAGCAAAGAGGCGGGCCG
AATTTGCTACACTATTGTCCAGGCTGAGGCCAAGCAAAGTGATGGAAACGTATTCAGGCG
AAACCTGTTGAACCGACTGCAGCGGGAGTTCAAGGACCGCGAGGACATGCGGGCTCGCTC
GATACACGAGTGGGTGTGCTATGTCACCTTTATCTGCAACATTTTTGACTACCTCAAGGT
GAACAACATGCCCATGGTGGCCCTGGTCCATCCGGTTTATGACTGTATGATGAGAGTGGC
ACAGCCGGATGCCCTAAAGAACGAAGAGGAGGTGGACTGTCTGGTTCTTCAGCTGCACCG
GATTGGAGAGCAGCTGGAGAAGGCGAACAGCCAGCGGATGGACCAGCTGTTCTTTCTGCT
CCGGGACGGATTCCTCCTCCAGGAAGGCCTTACTTCCATGACACGCCTGCTCCTCT
>McF0050F17-MGRbd1
GGGCAGCAGTTCTATGTGCAAGCCTTAGTTTTAAGCTTGAACACTTACTTCAACTTTCTT
GTCCTAAGTGGACTGCTAAAAGATGACAAAAATGTTTGCCAAGGAAAAACTGGTTCTGAT
AGCCTTTATTTTCACAACTTTCAACAGCAACACAAATGTGCTGGTTGGGAGTGTGAAGCT
GCTGGACAGGAGCCAAAATGTTGTGGATGACATGTATAACGGATGTCGTGAAGAAGCCAT
GGAGACTGTCATTCAGTCGGGCCTGTTAAGGCGGGAGCTGAACAAAAGCGTGGAATTCCA
GAAAGCATGGAATACAAACACCCAATGTTCATTTATTATCCCCGGAGGAGTCAAAGAACA
TACTGCTGCACTTTCAGCTTATTACAGTGGAGACAAACAGTTCACAAAAGAGTTCAACAG
TCAAGTGGAGACAATGGGAGAAAACTTTACCACTTACAAAAACAACTTTCATTTCAAGTC
GCTTCATTTTCTCCTCATGG
>McF0050F19-MGRbd1
GGGGACAGAGGCACCATGTCACAGATATTTCCACAGTGTTGCACATTCTTCAGCTCTGTA
ACCAGCGCAGGCCACTTCTGAGCCATCAGCCAAACGGGAGACGAAGGCCAACGGGAGCAG
TTGTGTCACTCAGGTCAAGCTGCAAAGCTCCCCTCTGCCTACCCTCCCCACGAAATAGCT
TCTACGTCTGTGACGGCAGGCAATCACACAGATGACTCTGGCCCCTCTTGCCTCTCACCT
TTCCAACTAACCAGCCGGAGGAGACCGGAACAACTTGAGATTACCCCCTGAAGGTCCTTC
AGGACAGGCTTCAAGGGTAGCTATGTCTCGGTTCACCACCATGACAACAAGGGAAAGGAA
AATGCAGGCGGCAGCAATCTGCAGGGAGGTGCATGCTCAGGATGAGTTTTCGATGGATCT
TGGGAAGAAAATGAGCGTGCCCAAAGACATCATGCTCGAGGAGCTTTCCCTTGCCTCCAA
CCGTGGGTCCCGACTCTTCAAACTGCGCCAGAGACGCTCAGAAAAGTACACTTTTGAGAA
TGTCCACAATCAAAACAACATGCAATTAAATAACAACGCAATTCCTAAGTCTGAGAATGA
GACTACCACATTCACCAACGGCAACGAGGACAACTCTAGAAC
>McF0050F23-MGRbd1
GCGCGCCTTTAACCCGGGCCTTATGGCCGGGGAGTCTGGTGTCATGTCAAAACGTCCATT
TTCATATCTTCATACCTAAAACTATCATTTTTATACTCTGAAAATGTCAGGCTTACCACC
CGGAGACCCGCAGCTGGTCTCAATGATCGTGAACCATTTGAAAACCCAGGGTCTGTTCGA
CCAGTTTAGGAGGGAATGTCTGGCAGACGTTGATACAAAGCCAGCATATCTGAACCTGAA
ACAGCGAGTTGACAACTTTGTCTCGAACCACCTCTCCAACCACACATGGAGCCCCCATTT
GAACAAAAACCAGCTGAGGAACAACATCAGGCAGCTTGTCCTGCAATCTGGCATGCTGGA
GCAGGGGGTCGACAGGATTGTGGCCCAGGTAGTGGACCCCAAAATCAACCACATCTTTAG
ACCCCAGGTGGAGAGGGTGGTCCGCGAGTTTCTGTCTCCGGGCAGCTTCTCCGACGAGCC
AACGACCCCTTTGCCCCCAGCAGATCTTAAGGTGGACACTGGCATGCTTGAGCAGGCCTC
ATCTTCAACTCCAGCCACCTCCACCACTAGTGATGCTATGTCGATTCTGGACACCATAAG
TTCCCTCAACCAGGAGGCCAGCGTCAGGTCCAGCTCGGCTACGGAAAAAAGTCGGAAAAG
CCTGGCTT
>McF0050G07-MGRbd1
GGAGATGCAGCTCTCTCAGCAAATCATCAACATTCTGGAGAACATCGAGCCGGAGACCGT
GTACTCCGGCTATGACAACTCGCAGCCTGAAGTGCCCCACCTCCTGCTCAACAGCCTCAA
CAGGCTGTGCGAGAAGCAGCTGCTGTGGATCGTCAAGTGGTCCAAGTCTCTGCCAGGGTT
TCGTAACCTTCACATCAATGACCAGATGACCCTGATCCAGTACTCCTGGATGAACCTGAT
GGTGTTCTCTCTGGGCTGGCGCTCCTTTCAGAACGTCACCAGTGAATTTTTATACTTTGC
ACCTGATCTCATCCTCAGCCAGGAACAAATGAGGAGATCTCCGATTTATGACCTCTGCCT
GGCCATCCAGTTTATTCCTCAGGAGTTTGCAAACCTTCAAGTCACCCGGGAGGAGTTTCT
GTGCATGAAAGCCATCATTTTACTGAACACGGTGCCTCTGGAGGGGCTCAAAAGCCAGGC



AGCCTTTGAAGAAATGCGCCAAAACTACATCCGAGAACTGACCAAAGTCATCCACCTGAA
GGAGAAGGGCGTGGTAGCCAGCTCCCAGCGCTTCTACCACCTCACCAAACTGATGGACTC
CATCCACGACATCGTGA
>McF0050G11-MGRbd1
CGGGCGTCCGAGCAGATTGTTTCTGCGCGGGAGCTCTGGGTGTTGGGCAGCTGCAGACAT
GCCAGTGCATGTCCCCACTGACCCTTTATTTTTAACTGAGAAAATCAAAAATACATATCA
TAATCTATAGTTTTACACGACTTAAACGTTTCTTTTTATTAACTATTTTCGTCTGTACAG
CAGCTGCATTAATTCTAAAGTGTTGGTTCTTGCGGCCATTTGCACATTTAGCATAATACA
ATTAAAAACAGCACTGCTGGCCTAAGTTCTCTACTTTCATCTCATCCCCTTCTCTTCTCC
TCTCGTCTCCTCTCATCCCTCCCTGCATGGACACAGGGCATGCGGCTCTCAAGCAATCGA
TAGCTAGTTAGCACAAATCACGGCTCCTGACAGTTTCTCATTTGAGTGCTCCAGACAGCA
AAGATGAAAAAATGGTGGAGGTGTACTTGGAAGAGAAGGGGGGATTTTCAGATTGAATCT
GATGCTCAGGCTACACAGAGGAGAGCGAAACAACATCATAATTTAGGAT
>McF0050G14-MGRbd1
GGGGACAGTGCAGTGCTTAGTTATAGGTGTTTTCGGTTCTCCCCTTTCAAATCAAGTAAA
AGCTCCAGAAATACTGGAGCAAAAGTTGTATTTGGCCGATTGAAGTTCATCCTTTACCAT
GGAGAGCGGCGTGTTTACCTTTTTGCTTCTGTGTACTGTGTGGTTAAATGTTGAAGCCCT
TAGTGTAAGTATTCCTCAGAAATCGTATGATGTTCCCAGAGGAGGCAACGCCACAATACC
CTGCACATTTAAAACAACGGTCCAAAACCCAAAATCTGCAGTTATCACCTGGTCTAGGAG
GCCTAACCAACCTGATGCTGAGGATGTGGTAATCCTTACCTACTTTTATCCCGACGAAAG
CTTTGATTTGTCAGAAAGTTTTGATCCAACGCGATTTTCCATTGATGCAAAGGTCCAGAC
AGGCCAGGCTAATCTTCTGCTCAAATTCCTCAAATTTGAAGATAGCATGCTCTATGAGTG
CCGTGTCCAGGTTCGAGGGGATACTACAGGGAACACGGCTGCTATAACAAATGTGGTGGT
TTTGGTACCTCCAACCAAGCCCATCCTCAATGTGCAGGGAAAGCCTGAGTACGGCCAGAA
CATCAATCTCACCTGTGTGTCTGAGGAAGCTTCTCCCTCTCCC
>McF0050G23-MGRbd1
GGGCATAGGTTTGGGTTTGTTTTGACGATGATGGAGGAAGAAGAATTTGAACTTACTGAA
GATTTGGAGGCTATTTTGCATTTGACTCCAGAGGTGCAGTTAGCTATTGAGCAGGTTTTT
CCTAGTCAAGATCCACTGGACAGAACTGATTTCAATGCTGTGGAATACATCAACACGCTC
TTTCCCACTGAGCAGTCTCTGGCCAATATAGACGATGTCGTAAACAAAATTCGCCTAAAA
ATTCGTCGCCTTGACGACAACATCAGGACCGTGGTGAGAGGCCAGACCAATGTGGGTCAA
GATGGTAGACAGGCTTTGGAGGAGGCTCAGATCGCCATTCAGCAGCTCTTCGGCAAAATC
AAAGACATAAAGGACAAAGCAGAGAAATCTGAGCAAATGGTGAAGGAGATTACGAGGGAC
ATAAAACAGCTGGACCACGCCAAGCGCCACCTCACTACTTCCATCACCACCCTGAACCAT
CTCCATATGCTGGCGGNGGGTGTCGACTCTTTAGAAGCGATGACCAGAAAGAGGCAGTAC
GGGGAAGTGGCCAACTTGTTGCAAGGAGTT
>McF0050G24-MGRbd1
CAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGCTCATTTCAGAAATGTAAAGGGTT
TTTGTGCCTTTTTGTTCTTTCCGGAGCATGGGATGAAGCGCCCATAACGCTTTAAATTCC
AGGTTGGGCTCACAGACATTTTCCAGGTCAATCCGGGAATTTGAGGCTCAGTTTTTCTAG
AACAGACAACTGCTGACAGTCAACAGCACAAACCTGGATCGCAGCATCTCAAACATCAGA
GGGGTTTTACTGGGACTTGACAATGCTGCTGCTAATGGTTGGCAACCTCATCATCATCCC
CGTGGGCATCACTTTCTTTAAGGATGAGCATACACCTCCTTGGATTGTGTTTAATGTGGT
TTCCGACACATTCTTCCTCATGGACCTGGTCCTCAACTTCAGGACGGGGATCGTCAAAGA
GGACAATACAGAGATCATCCTGGATCCACAGCAAATCAAGATCAAATACTTGCGGAGCTG
GTTTGTGGTGGACTTCATTTCCTCCATTCCCGTGGACTACATCTTTCTTGTTGTTGAAAC
GCGCATTGACTCAGATTTCTACAAGACAGCGCGCGCCTTACGGATCGTCCGCTTCACAAA
GATCCTCAGTTTGCTACGACTTCTGCGCCTCTCCAGACTCATTCGCTATATTCACCAGTG
GGAAGAGATCTTCCACATGACCTATGACCTGGCCAGTGCCAT
>McF0050H02-MGRbd1
AACCCGGGCATTATGGCCGGGGGAGCATGCCAGAGACTCGAGGTTCTGCTCCTTCCCCCA
GAGGCTGCCATGCCAGTGCATTACTGGGAAACAAAGGGTTTATCACGGGTGGTGTAGAAA
CAGCAGAGTTGGACATCTTCTGCTTAGACCTTGAGACCTGGACATGGACCCAATTTGACT
TCCAGCTTTCTTGCGCACCCCTTGGCCGCTCTATGCACACCATGACATCCATGTCTGATC
ACACAATCTTCGTATATGGCGGCCTTGGCACAGATGGAAACACCCTAAGTGATGCCTGGT
TGTTTAACGCAAGAAGAAGAGAATGGACCAAAGTGACACACCAACACAAGGACAAGCCCA
GGGTTTGTCACACTGCATGTCTGGGAAGTGACGGCAACGTTGTAGTGTTTGGAGGAACCA
GCAAACTTTGCATCCGTGTCGACTCTTTGGCTGTTCTGAGGACTCCATCGGAGCATCACT
GCAGCGACGTTCTCTTTTTTCAGATGCAGCCGTACTCTCTCTGCAGACTAAGTGAAGACT
TCATTGGAAGGAACTCTGAGCTTTTCAGTCAGAAACTCAGCTGGCTGCCATCCAAACT
>McF0050H08-MGRbd1
CGCGCGTTTAACCCGGGCCTTATGGCCGGGGGCACTTGGAGTGTGGTGCTCTTACACTGC
CAATTTCCTGGTGGCTAACCCACTGTGCTTCCTGCTGGAAAAAAAGTGCTCTGGCATCTG
GAGCTCCCCTCTATGCCCAAGTGAGCTTGAGGCGTGGATGAGTTTCTCCTCCCTGCTCAG



GGGCAGCTGAGGCGCCACTGCTTTTTTGTTTGGCTTCCCTGTATTTCATCGCACAGCAGT
TACAGCTTGCTTCAGCCAGTGGGCTAGCAGCTCGACCTTTCTACCCATAGGATACACTCC
TCTCTGCAGCAGGGCAGAGTGTCTGAAGAACCTGAGTGTGGTGGGTACAACTGCAGCTTG
TGGCTGCCAACTCCAGCCCTTGGTGTTCCAGCTCCTGCCAGTGGGCTTCAGGCTGCACTC
TGAGCCCAGACACCCATCTTCTTGGCCTCTACTGCAGCTAACAGAGAGCGGCGTCCACCC
CTCTTCTCCATGGTCAGAGAACCTGCTGAGAGGTGCCACGCCCTTCCCAAGGACCTGTGC
TGGTTTTATC
>McF0050H12-MGRbd1
GGGGCACGGGCGGCTGTCTGCAGCCTCATGGAGCAAACGGTGAATGTTGTTGCAAGGCTA
CAGTGGGGGGCGGCCGCTCCGAAACAAAAGGAGGCTCTGAAAGGTTCAGCTCGGAGGGTT
GTGATACACCACACTGCCCTTCAAAACTGCAGAGGCCTGGCAGACAGCAAGGAGCACCTC
GTCAGCATTCAGAGCATGCACATGAACCAAAGGGGCTTTGATGACATTGGCTATAACTTT
CTTGTCGGAGGAGATGGTACTGTGTTTGAGGGCCGCGGCTGGGGAGTCGTGGGGGCGCAT
ACCAAAGGCCACAACCATGACTCTCTGGGAATTGCCTTCATGGGCAACTTTAACAGTGAC
AAACTGAGCGAGGAGGCTTTACTGTCAGTCAAACGGCTGCTGCTGTTTGGAGTTTCCCAG
AGCTACATACATCCAAAGTTTGTTCTGTGTGGACACAGAGATTTAGCTAGTACCCAATGT
CCGGGAGACAACCTTTACGCTGCTCTGACTCATCTAAGGAGTGCCGCGTAGCTCTCAGGG
AGGCGTTCCCTGACTCAACACTAACTATT
>McF0050H24-MGRbd1
GTTTAACCCGGNCCTTATGGCCGGGGGGCCATTACCGGCGGTCATCGGCTGTTTCCGTAC
AGCTGCAGAAATTACATCACGTTTGTGAGAGAGAAAAAAACAGCAGAGCAGCTCTACCCA
CTCTCGTTATCGTTGCCGTCAAACCCATCGCTGTTAGCTCTGTAACAAAAAAACTGAGGT
AAGAAATGAGCTTTTTGTTAAATTATTTCGTAAACGTAACGCCGTGCATTAGGTAGACTG
GGCTTGTCTTGCATGATTTTGCTCTGTTGGTTATTGATTTATATAGCTGCTACAAATCTG
CTAGCTCTTTGGCTAACGCCGACTAGCTGCAGTGCAAGTTGGGTTGAATTATGGTTTTTA
AACATTGTTGCGGTATGCTTTTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0050I09-MGRbd1
GGGAGTGCCAGAGGAGAGGAGAAGCTGCTCCTAAAACTGGTCAACGGGATCTAGAAAACA
CCAGCAAATGAAGTCAAGCCGGACTTTTACTACCTTGAAGACCAAGATAAAGAAGACGAC
GTGTGCTTGGCCACAAGCTTTACAAGACATAATGCTGTGACATCACAACAGGATTTCAAG
GGTTTCAATGAAACAAAGCCCACAATGATAACAGAATTTGGAGGGGTCTACAACCAAGTG
GCATTTCTTAAAGAGCAAGAAAAAGGAAAATGTCAAGCTCTCTCTACAAGTGAACCCTGT
ACTCCTAAACCTGACCCCATAGTGAATCTAGCATCTCTGACCATCCTCGGCCTCAGGGTG
ATCTTCTTTAAAACGGTCGTCTTCAACGTCCTGATGACGTTGCGCCTGTGGAGCAGACAG
TAATCTTGTCAGACTTGATCAGAAACCTCACTGTGAAGATGAAGATGAAGACAAAGATGA
AGGCGTGTAAATAATCAAATGAGCTGTTTGCTGTTGCGTCTGTGAGAATCTAGCTGTCCT
ACAGAGAATGTGCTAAAGATGATCAAATAGAAATGCTAGTTTTG
>McF0050I15-MGRbd1
ACTTGGTCTGGAATCGGCAGTTAAACTGCTCACCGGTCCTACGGGTCACCTTATCGGAGT
GGATTACTCTGAGTACATGCATCAGATGGCAAAGGAACGGATGAAGGATTTTCTCGCCAC
TGGGAAAGTTACCTTACACCTCTGTGATGTAGCTGCGATGCCTGTCGCAGTCAGCAGTGT
GGATAAAGTTTTTCACTGTAACTGCTACTACTTTTGGCCAGACCAGAAAAAGGCAGCTCT
AGAAATCCACCGCGTTATGAAGCCTGGAGGCCTGATGGTGAGCACACTGAGGCTAGCACA
TGTGGCTGTTT
>McF0050I16-MGRbd1
CCGCCGTTAAACCCGGGCCTTATGGCCGGGGGTGCTGGTCCATATCATGTTATTCCCCTG
TTTTGAGTGTTTCAAGTTTGAGTTTTGGTCAGCCTGCTTCAGCAGTGGTTTTTCGTTTGT
AGTTTTGTTGACTTTATTAAATATCCTGTTGCCTGGAACCTCCTGCCTCCTCCTCCTCTC
TGCACCTGGGTTCTTCCACAACCCACGTTCGTAACATTATGGACCAGCCCGACGTGTACC
CAGCAATGAGGAACATGCTACATTTTGGAGCATTTTGCCGTGAGGGAGATGAAGAACAAC
CAGACGACTTCCTTTATCCAGTAGTATGTGACATGCAGCGCCTGGAGGCATATTGCCAGG
AGGCGGAGAGAACCAGGTCCCCTTGGACTGCTGACTGGGTCCACTTCCCCACCTCTGTGT
CCGACGGGAGAAGTCTGGCTGTGGGAGGGGGCCGTTGTCGTTGTCACCGCCGCCGCCTTT
CTCGGCGTCCCAGCTTGTTTCCGGAGGTGGACAAGGACAGACCCCAAACAGTCCCTGAAC
AGCGGCGTCTCCTCTCCCCCTCCCTTGTGGCCGATCATGACCCTGCGCAGGCGCTCCTGG
GACTTGGAGGC
>McF0050I21-MGRbd1
GGGGAACTCGCCAGTAATAATCCCAACACGGAGCAACATTAACGCTGCCGTCACAGCTAA
GAAGTCCTCTCTTGTCGGATCAGAGCTTTGGAAGTCCAGCCAGGCTAACACCTCCCCACC
TACCGAGTGGAAGAGGAGCCTGCTGGGAAAGTTTGCCCTTGGCGCCGCTCTCGGAGTGGG
TACAGTTACTCTGGTCCGGTCCGTGCACACCGGGGCCGTCACCGCCATGGTTCTCAAAGT
CAACCTGGATTCAGCTGATGGAGACTGGAAGAAGACCAAAGACTTTTTGTTATCTCTTTC
TGTGGAGGACAGGCGTCACTACTACAAGACCTCTGGTTCAGTGCAGCTGGATGACATCCC
CGTGTGGACTCCAGCTTCAGGTGTTTCTGTGCGTGCTCGGTACCAGAAGAATGAAAAGTT



GGACAGGAAGATTTCCCTCTACTGCGGAGACATCACCAAACTGGAGGTCGATGCTATTGT
CAATGCAGCCATTGACAATGACAGCAACATCATTATGCACTGTGACAACACGGCATCCCA
CCCCCTTCACACAATCTCTGCCTCCA
>McF0050J06-MGRbd1
CATTATGGCCGGGGCCATTTATTTGCAATTGTAATCGTCACTGATGTCTGCTCACGTTGG
GGTTATGGAGATGATCTTTGGATTGTTGCTGTTGTCCTTGGTGGCCGTCGGGAGAAACAG
AGTAATTGCTACGGACACTGAAACTGAAAATTATGAAGAAGAAGAAGTGGATGACGCTGA
AAAGCTTCCCATTCAACTAGACCACCTCACTGAGTATTTATTTGATCACTTAAAACAATT
GCCTGTGAAGCATAAATTCCTGACTGGAGGCTCGTTAGATCCAACTAAACAAACTGGAGA
TCCAAATGGGAACTCTGCAGGCCCCATGGAGCCAACTGTTGAGTCTAACTTCCAAATTAA
GATCCCAGTCAGTTCCATGAAACAGCTCCTTATGCACACTAAACCAAAACTCTTCTTCCA
GGACCAAGTAGGTCGCATGAAACCTTTCATTTTGGCCATGAACCCCACATCTGTTTTTGG
AGATCCACCGGGTCCCAGGAAACCAATGCCTATGCCTGTGGAGCCCAAATACCCAATCGG
NGGCCCCGTAGGTCCCATGAAACCAGTGCCTATGCCAGTGGAGCCAAGGTATCCAATAGG
GGGCCCCGTAGGTCCCATGAAACCAATGCCTATGCC
>McF0050J07-MGRbd1
GCCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGTCCCATCGGGGGCAGACTTC
TTTGGCTTCTCTCATCCCACCATCCAGAACCTCATCCAGAGTTGTCCTGGAGCTCGCAAA
TGCAACACCTACAGGTGGATTCGTTTTGATGTGTGTCGTCCCGGCGACGGCCAGGTGCCT
CACAGCCTGTCGGAGGACGACGCCTCCGTCAACTTTGAAGCTTTCCTCAGACATCAGAGC
TTTGATGTGAACATCAAGACAGAGCTCACCTCGGGCCAGACATCCCAGTCTCCGGGTTTT
TCCCATCAGCGCCAGCTCACCTCGCCCAGCATGAAGCCTTCAGCCTCTTATTTCAGCTCC
TGAGGGTCACAGCAGCCACACATTCCAGCGTCTCTCCCTGTCAACCCAATATTAAAACGG
GTTGTTTGAGAAACGCCACTCATTTTGTAACTGGATTGTAGAAAAATCTACGTTTATTGC
CATGATTATAACTGAACTTCAGTATGTAAATAATAAAATACCCTCCTGGAAGAAAAAAAA
AAAAAAAAAAAAAAAAAAACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0050J15-MGRbd1
GTTGGCTTGGCGATGATTTGGATAAAGACGACTGAACAAAAGGGACAGAGTATTGGGCTT
GTTGAAATTGTATCTGTACTTTTTGCTCAAATGAGTTTGACGACAAACGGTGCCAGTT
>McF0050J20-MGRbd1
GCCGGTAAACCCGGGCATTATGGCCGGGGCAACCAAGCTTTCACCACAAGGTGCCAGAGG
GTCCCCAAAAGCAGCATCACCACACTGATGTTCAGGTCAAGGTGCACAGTGATCCCCAGA
AGCAGTACCAGTACCACAAATATCAGGTGGAAAAGCCTCAGGCCCCCTTGCAGCAGCAAC
ACTATTACCAGGTGGCAATGCCCCAGATACCTCAAAATTATCCCCAGTACCAAGTGGAGC
TTCCAGGTGATTCCCAGAAGAATCACCAGCCCAGCTTTCTCAAGGTGCCAGAGGGTCCCC
AGAAGCAGCATCACTGTAACCACAACTACAAAGTTGAGGTGCCTGAGGATCCCCAAATGA
ATCACCATTACATTTGTGGCTATTGGGTGAAGGCACCTCAAAATAACCTGCAGGGATCAG
GTGACCCATGTTTACCAGAAGCGGGACCACTGGTTTCCCAGCAGCCGAGTGGCTATATGG
ACAATTTGTACCAGAGACTCCATCATCTAAGGACTCAATCCAAACGAAATTCCCAATAAC
TGCTACAGGTCCACAGAAGTAAAGTAAACTCTACACAGCAGTTATGCTTTGACAATAAAG
ACTTGACCAAAAAAAAAAAANNAAAAAA
>McF0050J24-MGRbd1
GGCCTTATGGCCGGGGGCCAAAATAAAAGGTAAAAATCTCCACAGACGGAAGTGGAACCT
GCGGCTCTTTCTCCGCACCTCTCACCTGGGAAACGTCTCGGAGCGGATCACCTGCCGTGA
AAATGACGGATTTTCACTCAATGAGCCGATAAACAAGCAGACAGCCGTCAAATCTGACGA
TTTCGCTCAGAAAACCCGAACAATGGTGTCTCGTCCGGATGGCGTCTTTCTCTGGAGTCG
CTGAAATCTGCTCGTCCATCAGGAAACATGGAGGAGCAGTTCTTGAAAGAAGACAGACTC
CCAGAAGGAACGTTCTCACCGATTCAACTTTATTCACTCTTTCAGGACTACAGCATTATT
TTTCAGTGTAACCTTGGAAACTAAAGTTTCAACATCTTTTCACGGCGCTATCCTCATTGC
TGACACTAGGGGGAGACAAAGTGACACGAAATGTGTCAGAGAATTCCTGCCAAATCTTCT
GATGATCCAGATGCTCATTTTGCTATTTTGAACTTCTATCGCTGGATTACAAACAAAGTC
TTATAATTGAGTTTAGATTTCATCTGATCTACATTCATCT
>McF0050K03-MGRbd1
GCAGCAAATCAGAACTTTGATCCTCCAAACACAGTGAAGCTGAAGATGCAGCGGTCATCA
CACCGGAAAAGACAGATTGACACTTTGCTGGAGCAGCTTGAGGAACTCAGACAGATGGAC
TCCAGCAGCAAAACTTGTCAATCAGCAACAGGAAGCTAAAAAACAAACAAAACTGTGGCC
CAACTTCTGATGGCTCCAGACTCACCAGAACTGGGGCCACAAAATTAACCATGGAGATGC
TTCGTTTGAACCATAGGAGCTTGTCCCTGTGACTCCATGAAGGAAAGTTCTGATCCATGG
AGACGTCTGTGTCGACCATCGAGAGCAACAACTCCACATTTGACTTTAACCTGCACTGCA
>McF0050K07-MGRbd1
CAAAAACAAACTTGACATATGATACATGTGGTATTTAAGTTATAATAAAACAAAACAGCT
AATTAAAAATGAAGATAAGACTTCTGTATTGAAACCAGACGTAGTATAACTTTCTGAATG
ATGCAAAGTTGGACTTTGAAAATGCCAGCTACTGGAAATTGGTCTCGTGTGATTGGTCCT
CTTTCTTAAACGCTGTCCTTCTCCTGCCAGGCTTCTGCTGTTGGCTTGAACTGCAATTTT



TCTAACATGAAACAAGAGGAACACTAAAAACTTATCATTCTAAAATACAGCTTGGCTTTT
ATTCTGAATTGTTT
>McF0050K10-MGRbd1
GGGCCTTATGGCCGGGGACCCCTTTTTCGTCATAACATGCGGCGAGTGTTTACAGGAAGC
GTGGTTCCTTTTATCCACGCTGGAAACTCCTTTTAAAGTTTTTATTATGACTATGGATAT
TACTTTTCTCGGTACCGGGTCGGCTTACCCGTCCCCTCACCGCGGTGCCTCGGCTCTGGT
TCTGCGTTTGGACGGGGACTGCTGGTTGTTTGACTGTGGAGAGGGAACCCAGACTCAGCT
GATGAAGAGCCAGCTGCGAGCCGGTCGAATCACCAAGGTTTTCATCTCCCACTTGCACGG
AGACCACTTGTTCGGTTTGCCTGGTCTTCCTTGCACCGTAAGCCTCAACAGCAGCGCTGA
ATCCCAACAGAACCTGAAATGTGTGGATATCTACGGGCCCCGGGGCCTTCGACACTTTCT
CAGGGTCACACTGGGGCTCACAGGATCACAACTGCTCTTCCCTTATGCAGTTCATGAGCT
GGAGCCGACACCAGACCAGTGTCCACAAGAGGGACTGCTTAGTATTGAGCTAGCCACGGA
GCGCGGCCCGCTCCATCCCCAGGAGCAGCCTGGCAGGACAATTTGTCTGGATGCTGAAAG
TGACTCTTACCTTCTCTTTGAGGACAAGAAGTTTGTAGTG
>McF0050K11-MGRbd1
GGGAAGGAAGGATGGACATCATCAGGAAACAAGAAGAAACTATAAACGGGAATGAATCTC
CTTCCAGATTCTAATTTAGAAAACTGACTCACACTTTACTGACTGTACTTTGCCGTTTCT
TGCCAACTTTAAACTCGGTAAATCACTACCAGTAAACTAAAGAGGTTAATTGTTTGTTTG
CTAAAGTTCGGACCCGCTTCTTAGTACTCACGGCAGCACAGGCTCGGTTCGGTTCGGCCC
GGCGGCACTAAAGGAAGGAGCAAACTTTCTGCGGTCTGAACGGGTTGTTGCTGGACGACA
TGCCGGAAGGACTGATGGAGCTGTTTGATGAATCAATGACACACACAGAAGACGACAGAA
GACCGACCAGTTGCAAGTTTGTGGAGCTGCATGTGCTGTGTGTGCCAGGTGATCAGTGGA
ATGTGAAACTTAATAAAGTTCCAGCTGAAACCTCAGAGAGCTTCATATCTGCTGGTTTCA
TCAGAGCTTACCCTGACCTCACCCTTAAACGGCTCAGGACTGAGCTGGACACCCATCTTG
GTGGTGACAGGAGCACCAATAAATACTCCTTCCT
>McF0050K16-MGRbd1
GGGACAAAAGAGAACGGGATTTTGAATGCACAGTCTGCAATTCGAATGATCTACGATTGA
ACTGGTCCCACAGCATTCAACGGATGAGTCCACCAGTTTTCTGCAATCTTCAATCCACCT
TTAACACAGATTTATCCAAGGGCTTCTTAAGGGGAAGTGATTCCTCGCTGAAAGGGTTGG
ACCTTCATTGAATCATTGAGAGAACCTTGATTTCATCCACGTCATTCAAGAATCAACCAA
CAGCTAAAGTTCACCCCAAATGCTTTTATAAGAAAACGAACAACAAAAAATCAGTTTAAA
ACAGGAAGCAAAAGGATACGGGAATGTTCCAAAATGAAACAAGTGTAAAAACAGGTTAAA
GTTCAAGATCCAAGGACAGATTTGCATAAATTAAGGCAGCAAAACAGACATGTATTTTGG
GAAATGTACAAATTGATGCCAAATTATTAACTGATCTTGTGTTTTTGTTTAAAAGCACGA
TGAGATCACAGCTGTGTATTTTTGGAATCTTCTAGTCTTTGTCTTTGTA
>McF0050K17-MGRbd1
CCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGGGGGTCCAGATTCTGCTGAC
TGGGTCGGATAACAGAACCAAACTGTGCGGAGAACATTTATGAGTTAGAACTCATAAATC
CAGCAGCCAGAGTCCAGAGAAGATCTGAGGATAGAGAAGCGATGTGCAGAACCGGGTCTG
ATGGAACCGGGTTTCTGTTGCAGCTTATTTCTCCCTGCAGGTCATTTATGCTCGCAGGAA
GTTCTCTGTTTCTCCTCCTGACACCGGCGGCCCCCCAGAGTTCCAGAGGATCTTCAGAGC
TCAGGCCAACTGCTCTGAGTACTTTCCCATCTTCCTCACTGTGCTGTGGCTGGCTGGACT
CTTCCTCAGTCCAGGTCTGTCCGCCGTCTGCGGTTTGCTGTATCTGTACGGACGTCTGCG
CTACTTCTGGGGATATTCTGCGTCTGCGCAGGGACGGCTGGCTCCGCTCTACTTCAGCGC
CCAGGTTCTGTGGGTTCTGATCGGCCTGTCAGCGGTTGGGATCCTGCTGACGTTCCTTCG
GGTTTACCTGAATGTGGACCTGCTGCAGGACCTCGGTTCTGCCCTCAGCCC
>McF0050K18-MGRbd1
CTTCAGCAGAAGCTGGCATGACGTGCAGACCTCTGTAGCATTTAAGAAGACGTCTGAGAC
CTTTTCCACAGCAGGACAGAAGACATCGGCAGCCTTCAGCACCTTCGGCAGCGCCATCAC
CAGGAAGTTAGGAGACATGAGCTACTCTGTCAGACATTCAGTGAGCATGCCCACCATGAG
AAACTCTCCCAGCTTTAAGAGTTTTGAGGAAAAAGTTGAGAGTACCGTTTCCACTATCAA
GACCAAAGTTGGA
>McF0050K20-MGRbd1
GGGGTTTTGGATCCTCCATGATGTCACACTGAAGAGCGAGAGGGAGTGTTGTGGGTCACG
CCACGGCCCACAAACGCCTCCGTGAAGGAGCGAGGTCAGTCTGGGTCAGTACACTGCGCC
GTCGTGGCAAAGCCTGCTGACATGACACGTGTCAAGAACACAGCAGTCACGCGGGGGACG
TCACATAAAGTGTTCAGCGCTGCATCCAAACACTGACAGAAACGTGGCAGAGCTGCAAGA
GGATGCACAAACTGTCTTCATCTGCTCTTCAGATTAGAAGATCAGAGAAACGGACTCAAA
ATACAAAAGACAGTCAAAGAAAAGAGCAAGTCCGTTTTCTCCATTTCTGCTCCTCTTCCA
AAATGTCTAAAAGATTTGACTGTGGAAGAAGTCAAGTCTCAATCAATCAAGAAAGCATCA
TTCCAACAATATCTACACAAATGTATATTTTCCTTGTTTTTCTGAAATGCAAAACTCAAA
ACATGCATTTCCTTAAAGCCTTCTTTCTAAAGCATTGATGTAACAATGAACCGTGATGGA
GTTTTTTGG
>McF0050K22-MGRbd1



CTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGAAGCGGTGACTGTTCAGTAAC
ACGGAACTGAGAAAGCATCACATGCTGGATGAGTCTGTCCTTCAGTGCTGCCAGTCCTCT
CTGCTGTTTGCCGTGCTGAAAAATGGCTCACTGGCATCCTCTGCTCCCCACAGCCCTGCA
CGAGTATGAGGACCTGCAGAGGAGGAGCGAGGCAGCAGCCATGCAATGCCAGAGGCTGGA
GGAGGAAAGAGATGCAGCCGTGAAGAAACTCTCTGAAATCCAACAAGTGTCTCAGATGGT
CATCCAGGAGGTCAGTGTCATTCAAGAGGACCTGGAGATCGAGAGGATGTGCAGAGAAAG
TGCTGAAGCTCTCGCATCCAAGGTTGTGATTGAGAGTGGGGGCGCCTGGCACACGGTGAT
TTCACAGCCCACCGCTGCAGAGATCATCACTGTAATCATGGCTCATTCAGCCTCAGTACA
AAAGCCCTCACTGTCCACGGAGCTGCAGCAGAATCGGCCCGTGGGAGACTGATGGNCNN
>McF0050L02-MGRbd1
GCCTTATGGCCGGGGAAGAACTGAGCTGGATGACGGCAGTTTCCACGAACTTGGATGCTA
AACTCAAACCACTGCGTGAGTGGGGCTTGGACTATAAAGGGCTACTGGGCCTTTTTCCTC
GAGCAGTCCAACATGACGCCTAGCACATCACCCAAAGCTGCTCTCATAGATAAGTTTATG
CGCCCCTTCAATGCTCTGGAGGATCTCTACCGCCTCATGGAGAGCTTCATCAGCTGTCGC
CGCACCGCCGCCTGTCAGTACACTGCCTGCGGGGCGTCAGGAGTGGGGCTGCTGACTGTG
GCGTCTGAGCTCTGCTCACGCCTGGGAGCCACGCATGTCGTCATGTGCAACAGTGGCGTT
CATCGCTGCACTCTGAGTGTGACACTGGAGCAGGCCACCCTACTGGCTCGCAATCACGGC
CTACCCCCTCGCTGCATCATGCAGACCACTGACGTGATGAGGAAGCAGGGGGCAAGAGTT
CAGAATTCTGCCAAGAATCTGGGGGTTAGGGATCGAACGCCCACATCAGTCCCAAGGTTA
TACAAGCTGTGCCAGCCTCCACCCCCAGATGGTGATCCATAATGCATTGCTTCCAAGTCG
TCTTCCAGCCTAAAGGACTCATCTTTTCATCTTTTCTTTCCATCTATATAGT
>McF0050L04-MGRbd1
AACCCGGNCCTTATGGCCGGGGACTGCGTGGTGGGATGTGGATGTAGAATTTCCGAAAGA
CGAGGGTATGTCGTGCTAAAAGACGACAGTATATCTGGCATTCTGTGGAAACTTCCCACA
AGAAAATGGAGCGGAATTGTTTGAATACATGTAGCTTTGTAGCTAAATTGATCGGTGACT
CTGTAAGTAAAGCTAAGTCAGTGGGAGAGTTATGTCACTATCATGTTAATCTCAGTTTAC
CGAGGACATATTAGTTTAATTCGCTTAAACTAAAAGACCATTTTGATAGTGCAGCCTTAA
GTTATAGGTCGCTGCTGCAATAATGTTTTAATTAATATCCAGCTTTTACATTTTTGGACT
AACGTTTTAAGATATTGGACTTTTTTTTTTTTGTGTACATTTCCTATTCAAATGGACAAA
GCAGACTGCCCATCCCAAAACAAAACAAAGGACTTTTCAACTCTACGAAACAGGAAAATC
TGTGCCTCCAAAGCACAACAATCATCCTTCAGCCTTGTGTCAAAGCACAAAAATGTCCAA
CCTGCAGAAATGTCAAAAGATGGCACACAGCTTCCATCCCCTCCAGGCCACGAGCCAAGA
AA
>McF0050L05-MGRbd1
CGCCGTTTAACCCGGNCCTTATGGCCGGGGCAGGACTTTACGGTTAATGTTACACAAGCC
GCCGCCGTTTATTTCGTGACATTTCAAGGCGCGGTCGATCGGTGAAGATGACGGAAAGCT
CTGGGAGCAAGCTGCTCAACGGGGAAGCCTGTCAGCGGACCCTACGTGGGAAAAATGCGG
GCAAAAATGGCTTCGTGAAGAACCACTGTGTGTTCGAACATCCACGGAAGTATCGCCGCC
CAACGGAAAGGAGCCAAAATGCAGCCCCAAACTCCAGTTTGTATAAGAAGCCGTTTTCCG
AGTCGTTTGAGGAGACCCCGCTGCTGGTGGCGGTGCTCACCTACATGGGCTACGGCATCC
TCACCATATTTGGCTACTTCAGAGACTTTCTGCGCCACTGGAACATCGAGAAGTGCCACA
TCGCCCATGAAAGGGAGCAGCAGAAGGATTTTGTCCCGCTCTATCAAGACTTTGAGAACT
TCTACACGAGAAACTTGTACATGAGGATCCGAGACAACTGGAACCGACCCATCTGCAGCG
TCCCTGGCGCTAAAGTGGACTTGGTGGAGAGAGTTACGCACAACTACAACTGGACATTCG
AGCACACA
>McF0050L06-MGRbd1
GCCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGTGCTGGTTTCCTGGTTTGG
CCTTGGTGGTGGCATGAGTTCTGACCCTGGGGCATGAGAGTATCTTGGTGTCTGGACCTG
GCTGAAGGTGGCTGCCTCCTCCTTTTATCCTTATGGTAGCTGGTCCTTTCACCACAAGTG
TCCAGCTGGGTCTACCCTTCTCAAGAGCAGTCTGGTCCGACTCCATGCTTCCAATCTCAA
GCCACGCCAAGATTCCTGCCAAGCTTAGACTCCAGCCACGCCACTTCCTCAGCCATGCCT
AAACTCCCGCCACGCCAAGACTGCAGCCTCTGGTCACATAACTCCTTGTTATGACCTTGA
AACTCGTCAAGACTCATCTTTAAGTTCCATTCTGGAAATTAAATCCTTTTGTTCTAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0050L09-MGRbd1
AGCGCGCCGTTTAACCCGGNCCTTATGGCCGGGGTAGCTGGTGTCCTCAGAAGTGGCCAG
TACAAGTACTCCTCTGCAGTGAGAAACCCACTGCATGTTGTGACGGTGCCTGCACCTATG
ACGAGGTCACAGGTTGTTCCTGTTTCTATGGTGGAACCACCTGTACATATCCTTGGCCCA
GAGCCGCTCACTGCCTCAATGCTGGCTGCAGCTCCACCCATGGACCAGAAACAACTTCTC
GGGGACCGGCTTTACCCTCTGATCCTTGCTCAACAGCCAAACCTGGCAGGAAAAATTACT
GGGATGTTGCTGGAGATCGACAACTCTGAGCTGCTGCATATGCTGGAGTCGCCAGAGTCC
CTGAAATCCAAGGTGGCTGAGGCCATTGCTGTCCTGCAGGCTCATCAAGCAAAGGACTGT
TCTCCAAAGAAGTGAAGCCATTCTTTCAGGTGTTGGCGGGTTTCTGGTGGAAGTTAAAAG
TTAATATTTTGGGATGAAAAAAAAATCCAACTTCATGTTAACATTGAGAGG



>McF0050L17-MGRbd1
CCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGTCGAAAAGTTGTGGTAGTTC
AGAGAGTGCATGTCATTTTGATGTTGCAGGAATACACACCGCCGGCAAACGCGTCGAGTC
TGGACGGCACATGGACAGTGTCCTCGGCAACGGAGCTGCTTCAAGTCCACGTGAACTTCC
TGCGAGGAAAAGTGCGCCTTCTTCTTATGGACGCGCCGGCGTGCCAGCAAGATGTCAGCT
GATACCTCCCCCCTCCGCCACACATGCACACACAAACACAACACCGTGGAGAAATGTGAC
ACGCTGGTCGCTGTGCGGGGGGAAAAGACCGCAGTCTTGTTGCACAGAGGACGGTCCCCC
AGCAAGGCTTTTGGACAGATGGGACCTTGGACTGTAGATGTGACTACACGCCCTGATAAA
AAACCATGCGGGGATCACCGCACCAATAGCCGTTCTAACAGGCACTCCCTTGCACTTTGC
GTATGGATGTACTTTTGTATGTTAGCAATGAGGCTGGTGGTTTCCGTGGGTTTGACCCCT
GCTCTTTCCTTTGTGGAGGTGGACGGTGGAGTGGAACACTTGGAAGATATTGATCGCATC
CTGGAAATCGGTGACG
>McF0050L19-MGRbd1
TATGGCCGGGGGACTAAACACAAAAGAAATGTCAAGGGCACCCAAGTTAAGACTCTGCAA
ACTAATATGACACAAACAAAACAAAAAAAAGATTGTGCTGACTGGTTCATTTCTTCTAAC
TGTCCCCATGGTAACGATGCACAAGACCGATTCATAATTGTTAGCAGAGTTTGACTGTCT
TTGGTTGTTTCTCATCTCATCCATCCCACTGTTGTGAGCCCCAACAGGTTACAATATTCT
TCGACTCCCAAAATGGTCTATTCGTCAAGTCTGTTTTCCAGAATAGACCTGTGCTCTCTG
CATTTCACAACAAACTTCCTTAAAAAAAGGTTCTAAGAACCCAAGTGCAAATAATGTGCT
TTATTCTGAGCACACAACTGTGAGGCCTATCAGTGACCACGGATGGAGCAGAATTCATAG
TCACAGTTCGTTTTTTTTATTTACATCCCGATTTAGGCTTTGAACCCTGTGGCATAGAGC
ACATTCGTTCAACTTTCTTCTTATTTTTAAAACCACCCATCATCAGCCTTAACATCTGTA
ATTCATCCGTCTTTT
>McF0050L21-MGRbd1
GGGGAATGTAGTGAAAAGTAACATGATTGGAAACTTGCTCTTCCACGTTCTCTATCCGTT
TTCGCGCTACATCAACTCTAGACTCGCAGAAACATCAGGGAATGCCGTCACTCCTGCTGT
GGTTAAGGCCACAACAGACTGGGATGGTGCTTCTCTTACCGTCAGCCTCTTGCCGTCTCA
GACAACCTTGGTGCACCATAGTGGAGAAACGAAAAAAAGGGTAGAAAAGGAAAAGAAGCA
CGCCCCGAAAACTGACATGGAATCGCATGAAGGACCAAGGCAGGATGCAGACTCAGAAAT
CACTGAGGTGTCTGTTTTGCAGAGGGATGCAGGAAATCCCAATGAAGACAGCGATAAGAA
GCAAGACTCAGAGGATGGATGCTCCTCCACAGTTGACTGTGCTGGTTTAGAAGCAGAACA
GTTGAAGAGTCTGCAAACACAAAGCCATGTGCAAGAAGAGAAGCTTACAGCTGTGGAACA
AATTCAGATACAAACCTCTCAAAGTCCAGCTGGGAGCAGCGAGCACAGTTGTTCAGCTGA
GGGTCAACTCCACACGCCAA
>McF0050M05-MGRbd1
AAAAGCTCTTCATCCTCGGTTATATTGGCATTGGTATTGCTGGTGTAATGGTCATTGGGA
TGATCTTCAGTATGGTTCTGTGCTGTGCCATCAGAAACAGCAGGGAGGTGATATAGATGC
TGATCGTATCCCCCAGTCTGCACACCTACCCGACTACCACACCCTCCTCCAACCGCTCAT
AATCAATGTATCCGCATGAGGAGGAGAACACCAAAGCTACATGTCAACAGCATCCATGTC
CGCATTTCCCTGATGATGAGTTTCGCCAACACGG
>McF0050M06-MGRbd1
AACCCGGGCCTTATGGCCGGGGGTGTGCGCGCGGCCGCTGTGAGGGTCCGGGTGTCTGAA
GAACTAACGACACGGTGAGGGCGAAGATCAAGAGAGATTGACAGATTGAATGAAGCTGCA
CCTGGGGCTTCTGAGGGCCCCTCCCATGTTTTGAATTTCACCACCATCTTCCTTCTAAAC
GTGGTTTAAGACAGACGCACTTACCATGCCGTCCAACAGTCCTGCTGCCGGCGAGCCGCC
GCAGACGCTGGAAAACGACGCCTCCAATGATGTGAGTGAAGACGGAGCAGACCAGGACAG
TCCTGAGGAAGGGACGCCAGCAAGCCCCCACAACAAGCGCAGAGTTGGCCGTCCAGGCAG
GAAACGTAAACAGCTGCTTCCTAAAAGCAGTCCTAAAGTATGATGCTTCCACCCCCATGC
TTCACAGTGGGTATTATGTTCTTGGGATGCAACTCAGCATTCTTTCTCCTCCAAACATGG
CAAGTGGCGTTTATATCAAAGAATTCCCCTTTGGTTTCATCTGACCACATGACCTTCTCT
CAATCCTCCTCTGGTCATCCAGATGTTTTTGGAAGAACTACACACAGGTCTGGACATGTG
CTGGTTTAAACGGGGTATTCTTTCAGTTTG
>McF0050M11-MGRbd1
TTAACCCGGGCATTATGGCCGGGGCCTGCTGACAGCAGACTTCTTCTGGCCGGATTTGTG
TTCGCCCGTGTCAGCTGACGTTAGCATGGGAGCTAACACTTAGATTTCGTGGTGAATTTG
CGTTTGTTATCGTTGTGTATGTTGTTGTAGGGTTCGTCCTGTCAAAACGGATACCCCTTT
TTTTTAAGCCGGAACACAATGAGATAAAAATAACATTGTTGAGGAAAGCAACATTCTGAG
CTGCTGTGTTAGCTAGCGGCTAAAGGAACGGGTCTACATGCAAAGACTTTTGAAAAACAG
TTTGCGGCTGTGCAGAGCGGAATGTTTTTTATTCTTTAGGTTGTGAGAACTTTCGGTGGA
CGGTCTCTCTGTCAGCTACCATAAATGCTGATTCAATGGCAAAAACCGAGCAGGGCAATG
GACTCGAGATGCGTGGCGGTCCCCAGAAGTTGACAGAAAACGGGAACGCCGGTTCTTCGG
CCCCTGACCCAGAGGTGAACGGAAACGTCACCGAGGACAAGCAGGTGGACAAGTACGGGT
TCATAGGAGGCGCACAGCAGACCTCCGGAGAGCTAACTGAAAAACTTCCCATTGAGGTTT
TGAGGCAGCGAGAAGCAAAATGGCTGGAGATGCTCAACAGCTGGGACAAATGGATGGC



>McF0050M16-MGRbd1
CGCGTTAAACCCGGGCATTATGGCCGGGGAGTCCACTACTGCTAACTGAACTGCGGAACC
ACTGCTCGGACGCGATTCCGTTGCACGTTTTCTCCTTTTCCTTTAAATTTCGTTTCTTTA
TTTTTTTTCTTTATTTCAACAGATAAGCAATGAAGTGCAGTGTTAACACTAAGGCGTTTT
TAGCAGACCACCAACGGCGGCCGAAATAGCTAAGGAGTCACAAGTTGCCAGTTAAAGTTG
ATGTTAGCTAGTTGCGTAGTTTGACAGCTAACTAAGTAAGCTAGGCTTGTTGGTGTTCGA
CGTCAGATTCAAAACAAAGCCCGCAAAATCCAAGAAACGCCCCGCTGTCAACTCCATACC
AATCCGTAAACCTGCAACGTAGCATCGTTAAACGAAATTTTCATCGCTCCATCGGTAATT
TGGACCTCAAGTTAATATCGAATGGAAACAATTTAGCCGCCGTTAAGCTGAAGTTGACGC
TGCAGCCGCTTTAAATTTAAACCGGGAACTAATCCAGCAGCTGGAGCCTTTTTTTAGCTT
GATAATAATAACGTCGAGTCGAAAACAGTCATTCTCAAATTCATTTGATAGCTATTATCA
TAATAGCTTTGGAATTCAATGTCTGAAAAGAGTTCATCGTCAGGTTCGGATGAGG
>McF0050M20-MGRbd1
CTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGACATCCGGTCAGTTTGTAATGC
TTGGCTCGCTAAGTAAAACATTTTCTTTAGTCCAAAGTTGTAAGACAGAAATTGTCATGT
GCACTGCTGGAGACGGCACAGAAATAATCATCCTCAGTGATGATGAGGAGGAGGAGGATT
CGGAAAAAGACTCTGAAAATAACCAGTCATGCCTCATCATAGAAGATGGCAAGAAAACAG
GAAGTCATCCACGATTACACACCAGTTTTCAACTTTGTGACTTCATTTCTGAACAAAGCA
GACAAGCAGAACAGCAGAGCGGCAGCTGTACTGAACCTGGGAGCTGCTGAAGTGTTTATG
AAGCATTTTCAAGTATCAGGACCTACTGGACCGTCTCCCATGTCAAACGCTTCAAACGCC
AAGGTGGCGTTACTGCAGAGAGTTATAACATCCATGCAGAGGCTTATTGTTATGGCTAAT
TTCCCTCCAGGATTTGTCCAAAAACTGCAGAATTTTTACCAGAAAACAACATTTTTCCCA
GCGGACATAAAAAGCATGAGGAACAGCTTGTGCGTCCGCCCCTGGGACGACGTCCTGCTG
GTGTCTGTGCTGAGGGGGCAGACCGTTTCG
>McF0050N05-MGRbd1
GGGATACTAGAAGAAGTGATAGCAAGCGGCAAGTCATTTTCTTCAGAAGGAGCGGCGTAT
GGACTTTATTTACAACTAAAGATGAGTTCCAGATCAACTTGCTTAGCCCACCAGACCGTT
TGGACCTGGGAGTGATCAGTCGACGTCGACAGCTGAACAGTATCAACAGATTTGCTGTTT
TTCAAACTTCCATTCGTCCGTCATGCCGATTTTTCAACCCAAAGGACGACAGCTGGACAG
AAATCCGCTGCTCCTTGCAGCCTCGGCAGGGCGCCGTCGCCGTCTTCTGGGATGGTGAAG
TCTACATCCTGGGTGGGTCATGTATCATCGACTGCTACAACATCAACAGGGACTTCTGGT
ACTCAAAGCTTGGGATGCTGCAGCCTCGCAGCGGCCTGGCTGCCTGCTCCACCCAGGGGA
AGATCTACACCTCAGGCGGGGTCGCACAAAGTGAAGGCTCGACTGCTCTGGATCTTTTTG
AGTCTTATGACATTAGATCAGAGTCGTGGCAGGTTGAAGCTAGCATGCTAACGCCCCGCT
GTAAGCACGGTTCGGTGGA
>McF0050N12-MGRbd1
TTATACCGCTTGTAGTCCTGAAGAGCTTTCGCCTTTTTTTAATTCCATCTCAGTAAAAGA
ATTAAGTAACATAAACCAAAATAAAAACATTGTTATATATTTCCACTTTTCAAGCACAAT
GGCAAGAGGAGAGGACGCCACTTCGTCGACTTTGCAAACAGTCAAACTTCAAAAAGACAT
CAGCGTGAAGGAGAAAAAGCAAAAACCTCAGCTGTCTGTATGCAATAAACTTTGCTTTGC
TTTTGGAGGAGCTCCTTATCAGATTACTGGTTGTGCGCTGGGATTCTTCCTCCAGATCTT
CCTGCTAGAAGTGGCACAGTTGGACCCCTTAAATGCCTCCATCATCTTGTTTGCGGGGAG
GGCCTGGGATGGCATCACTGACCCAACTGTGGGGTTCCTGGTGAGCCACAGTAGATGGAC
CAGGGTGGGTCGCATGATGCCGTGGATCCTCTGCTCCACTCCGTTCGCAGTGTTGACATA
CTTCTTGATTTGGTATGTGCC
>McF0050N17-MGRbd1
TTCATAATGACCACAAACCAGTTACGTTGATGGAAATGGTTCCTTTGAACGGACTAGCGT
TTGATGATCAAAGCTTTACCTGCATCAGATTTTCACTCAATGAGCCGATAAACAAGCAGA
CAGCCGTCAAATCTGACGATTTCGCTCAGAAACCCGACAATGGTGTCTCGTCCGGATGCG
TCTTTCTCTGGAGTCGCTGAA
>McF0050N18-MGRbd1
TGTGGAAGAAGCTGTCCCATCCAACACAAATGAACGACGAGCAAGATGAAGTGTGTCGTT
TTACCCTTTAACACCAACTTTTCTTTGGTTTGTTTGTTGATGTTTTGAAGAGCACTTGAA
CGCGGCATGAAGTTAGGAATCCTTTCATACTGACACCATGAAGCAATCTGCAAGTCTTAT
TTATTTTACTTTTGACACTTTTTTTTTATATGTGAATGTGGATGCTCAAAGGGTGGGGAC
ATACCA
>McF0050O04-MGRbd1
CCTTATGGCCGGGGATTCAGGAGGAGCTGATCTGGAGCCTGTTCTCACCGAGGAGCGCTC
CGTACCCTTCTGGTAATTCGTTTAGTCACAAAAACACATGTGTCCACAAATGCAACAGCG
ATAAGCGCACACCGTTCCAGCCCAGTTTGAAAATGGCTGACAAAAAGGGAAAAATTGCCA
CTCCAGTCAAAGTGCTGACAAAAAAAGAACAAGAACAGCTAAAGAAAAAGGAGGAAGAGA
AGGCAGCTGAGGTGTTTGAAGAATTTTTGGCATCATTTGAGAGCAATGATGATAGAAAAG
TGAAGACTTTTGTCCGTGGAGGAATTGTTAATGCAACTAAAGAAGAGGAGGCGGCGGAGG
TCAAAAAAAGTAAGCTCTACCGACCAGCAACAAAGTTTTCCCCCGTGACTCATCACGTCT



CGGCCTCATCATCTGCCGAAAGCAAAAAAGCTGCTTTCAAAAGAAAGGCAGATGAAAAGA
GGAAGAGTAACCTGGAGTTGTTCAAAGAAGAACTCAAGCTAATACAAGAGGAGCGTGAGG
AAAGACACNNNANAAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0050O07-MGRbd1
TGGCCGGGGGACTGGTGTTCAGTGAGAGCTTCTGCCTGTTTCTGCAGGACCTGGTCAGCC
CATCTGTTCTGGCACTCGATCCTTCCAGCTTCAAAGAGAGGGTAAAAGGTAGAGACGAGG
GGCAGACCTGGGCGGTGGATTTCTACGCCCCCTGGTGCGGTCCCTGTCAAGCCTTGATGC
CGGAGTGGAGGCGCATGGCTCGGGTAAAGCACACAGCCTCCGTACCGACGGAGCACAGAG
CAGAAACCAGCACACAAGTCCACAGCAGACAAAGTCTCTGGTGTCTTTGTTGTACAGCTG
GTTGCCGGTCAGATCCTGGTTGGTTCAGTCGACTGCCAGCGCTTTCAGACCTTCTGCCAG
AGTCAGGGTGTGAGGGGGTACCCGGAAATCCGCCTGTATCCCGGCAACACTCTGCAGCCA
AACCGCTACATGTCCTACAATGGCTGGCATAGAGACGCACACTCGCTCAGAGCCTGGGCT
CTCAGATGCTCAAAGGGGAGGTCCGGGCAGGAAAGGTGGACTGTCAGGCTCATTATCAGA
CCTGCCAATCAGCTGGAATCACAGCTTACCCAACTG
>McF0050O11-MGRbd1
GGGGGACAATTGAAAATTCGGAACATTTTTCACCAAAGTCGCACTGACGGGAACAGGTAA
TGCTGTGTAGTAACAGAGGAGCAAGGTTTCAGCTCAAACTAGCATGGATGTTGATGACTG
CAATGGCCCGTCCTACACATCAGCTAGTGGAGAATCTTCCATGGAAAATGAGTTTTCTGG
GGCTCTAGGAGGTCCAACAGTGAGCACCCCAAATAGCAAAGATAACTCTCCGACTCGTTC
CCTCAGTGCCAACTCCATCAAAATAGAGCTGTACAGTGATGACGATCCTGAGGTTGAACG
AGGAGAACGGTTAGAAGACAGAGGTACAAGGCAAAGATCTGAGTCTGGGGAAAATTTTAG
AGAACTTGCCAATCCTGAAACCATGCCAGCTGGAGCCGCCAGACTGCCGAATGGAAAGCT
AAAATGTGATATCTGTGGAATGATCTGCATTGGGCCTAATGTTCTAATGGTGCACAAACG
CAGCCACACAGGTGAGCGGCCTTTTCAGTGCAATCAATGTGGCGCCTCATTCACTCAAAA
GGGCAA
>McF0050O15-MGRbd1
CCTTTAACCCGGGCCTTATGGCCGGGGCAGCGACAGACCTGCAGCGTGTGGGGACTAGAG
CCCAGCAGCAGCCCTCCAAACGCGATCAAGTGTCAGTGAAGGCACAGATTTCCAGTGTTT
TCAGGCGGACTGTCAGCATGGGGAATGGGATCAACAAGGTCCTTCCAGACCTATATTTGG
GGAATTTCAAAGATGCCAGAGACGGAGAAGCGCTTGCCAGAAACAATATCACACACATCC
TGTCCATTCATGACAGTGCAGCTCCCATTCTACAGGAGATGACCTACCTCTGCATTATAG
CGTCTGACTTGGTCACACAAAACCTGACTCAGCACTTTAAGGAAAGTATAATGTTCATAC
ACGAGTCTCGGCTAAAAGGAGAAGGCTGCCTCGTTCACTGTTTGGCTGGAGTGTCCCGCA
GTGTCACCTTGGTGGTGGCGTACATCATGACCGTGACAAGTCTGGGCTGGGAGGAGGCGC
TGGCCGCCGTTCGGGTTGTTCGGCCGTGCGCCTGTCCCAACCTGAGCTTCCAGCGTCAGC
TCCAAGAGTTTGAGGCCACCCAAGCTGAACAGTTCAGAGAATGGCTACAAAAGGAATACA
AGGACAACCCGTTCAACGATGAAGCTGACATACGGAACTTGC
>McF0050O22-MGRbd1
ACCCGGNCCTTATGGCCGGGGTTTCTGCATCACTACAAACAAACTGAACTGTTCATCCTA
GACGCTGTGGCTTTGGTTTGTTTCTAATTTTAACAACCAGCCAGTAGTTTTAATGCATTT
GAGGTTCATAAATAAATTATCTTGGCGAAAAATTAACAGATTTTGAAGAAATTTAATCCA
AGACAGTTTCCATTTTGAAGAATAACGTGCAACGGGATGCAGGAGAGTTCACTCATGGAT
GCTGACGTCAAGGGGTTAGTGAAAGTCAAACAAGAGAGCCCGGCCCAGATGCCATCCGCC
AAACAAAACCCAGAGAAGGAAATGAAAAGCAACAAAGAAGATTCTTCTGAGAATAACAGC
AAGGATGGGCTAGAGAATGATGGGAAGAAAACTTCGAAGTATAAAACTGTGTCCTATAGA
AAGATCCGCAGAGGAAACACCAGACAGAGGGTTGATGAGTTTGAGGCTATGGTGAACTCA
TAGCTCTGTGCTCCAAGCATGATGACACATAGTGATTATGCATAAATGAAAAATTGTATA
GGGATGCTCCATCAAAAATGGTATTTTGTTG
>McF0050O24-MGRbd1
GGTCGGGGGAGGCAAAAGGGAAAAGAGTGCGAGGCCGTCTCTACCCATGGGGCATTGTTG
AAGTTGAGAATTCGGCACACTGTGATTTTGTGAAGCTGAGGAACATGCTTGTTCGCGCAC
ACATGCCAGACCTCAAAGATGTGACCCGAGAGACTCACTATGAGAACTACAGAGCCCAGT
GCATCCAGAGCATGACCCGCATGGTCGTGAAGGAGCGCAACCGCAATAAGCTAACCAGGG
AGAGTGGCACAGACTTCCCCATACCCATGGGGCCTGCAGTGTCGGAGAGCGAAACAGAAA
AGCTCATCCGAGAGAAAGATGAGGAGCTGCGGCAGATGCAGGAGATGCTGCAGAGGATCC
AGGACCATTTGATCACTCAGAAGGACGGCCATTAATAACACTGCATCACAGAAAGAGGAC
TCTGTCTTCCACTCCTAGTCGTATTCACACACACAGCGCTCTGTGTCATCCACTGAAGAT
TACAAGGGGACGGTAAAGAGGATGAGCTACGATGTTGTGACCTTTGCAACCCCTTTATTT
TCTGCAGAACTTTTTAGATTTGTGTCCAAAAAACACCTGATCTGCCCTTCTGATTGATGA
ACAGAACTGCCACATATCAT
>McF0050P03-MGRbd1
GGCACGCTGAGGACATTATCGAACGTCCCCAATGCAACCACACTACAGAAGACGGTGGAG
CACATTAGTAAGCTTCAGCAGGAGAGGCAGCAGATGCAGGAAGAGATCAAGAAACTACGA
GAAGAAATTGAAGAGCTCAACACTTCCATTAGCGCATGTCAGGAGCAGCTGCCTGCAACA



GGAGTTCCAATGAGGCAGAATCGTCTGGACCACATGGAGGAGAGGTTCAACGATTATGTA
CAGAGGCACACTTTTCAGAACTGGAAGTTCTGGATCTTTAGCGTCATCATCAAGCCTCTG
TTTGAGTCATTCAACAGCATGGTGACGACAACAAGCAAAGCCAGGCTGTGCCAGACCACA
CTGCAGTGGTTGGATTGTCACTGCTCTCTCCCAGTCCTCAGGCCAATGGTGCTGAGCAGA
CTCTGTCATCTGAGCACGACCACGTCCATTCTCAGCCATCCTCTACGCCTTCCAGACGAG
GCGATCAAGGCCGTCACCAACACAGACGTGTAGAGTTAAATCGAAGGTGACTGGAAAAAC
>McF0050P11-MGRbd1
TCAACCCTGCCAAAAGAATCACTGCTGACCAGGCCCTCAAGCACCCATGGGTCTGCCAAC
GATCCACTGTGGCTTCCATGATGCACCGTCAGGAAACCGTGGAGTGTCTGCGCAAATTCA
ACGCCAGGCGGAAACTTAAGGGAGCTATTCTCACAACAATGCTGGTGTCCAGAAACTTTT
CAGCATGCAAAACCTTACTAAACAAAAAGTCGGACGGTG
>McF0050P15-MGRbd1
AGAGAGTAAGCCCCTTAATAAAGCTGGGGGCAAAGGAGCCTCCATAACTATTGGCTCCAA
CCACATTCCGATCAGCTGCGAGAATCAAGCTGTCTATCAGTATCATGGAACATTCAATCC
AAATGTGGAATCGATGAGCATGAGGGTTGGCATGATGAGAGATCACCGCTCCACGACAGG
AGAAGNGATTGCTTTTGATGGCTCCATTCTGGATCTGCCAGTTCAACTCTGCGACGTGGT
CAATCTCAAAAGTGTGAGACGGACTGATGATGAGGAAATAATAATCACAATCAAGATGAC
GAAGGTGTTGCCTCCCAACTCAGATCTTTGCATTCCATTCTACAATGTGGTTTTCAGGAG
GGTAATGAAAATCATTGGCCTGAGGCTGGTGGGACGGAATCATTATGATCCAGAGAATGC
AGTCATTCTTGGAAAACAACGACTTCAAGTGT
>McF0050P17-MGRbd1
CGCCGTTTAACCCGGGCCTTATGGCCGGGGGAGCTGACAGAAACCAGCGTTAGTCATTTA
GAACGTGATCACTGTGTCACTCCAGGCTGGAGGCCTGCAGCCGCGGCTAAACCACGCATC
TGAAGATGACAGGAGTACACACAAGGATCTTTGCTGCTCCAATGAAAGGTTGTAATTATA
GTTGAACTTTTATGAAATGATGGCGATGGAATCCGCGATAATGATCATTTTTCATTTTGA
CTCCAGAAAGCGAGTACATCGTCATGGCCAGTAGGGGGCAGAGTACCGACGAGAAGATGT
CCTCTTTGTGCCGGAAAGTTCCAGAACTGGAATGCCATGGAATTACGTAAGACACTGTTA
GGTATCTGTCAGTTGACAGCAGCCAACAAACAAATGTTGTCATTATTTTTGAGTTTCTGA
ATACAAATAAAGTCTAAAAAGGGANNNNNNNNNNAAAAAAAAAAAAAAAAAACAT
>McF0050P18-MGRbd1
CGTAAACCCGGGCCTTATGGCCGGGGGAAAACAAGCTGGACTCAGGGAGCGCTCCTGCTG
TCGTTCGCTTCCATGGAGGAATGATGCGTTTCTCCGCCTCCTAACTTAGGGCCGCTGAAC
GCGCTCTCATGAGTCCCTGGCTCTTAATTTATCGAACAGTGAGTGAGTCAGCGATGGCGA
ACGGGACCGAGACGGAGTTGTTTGTGTACGAGCAAGTGGTTGTGTTGTGTACTTGCGTTC
TGTCGCTCGCGGGCTCTACTTTGATCTTCCTCACCTTCGTCCTGTGGTCGGATTTGAGGA
CGACTCCGAGGAGGCTGCTGGTGTACCTGTCGGTGTCGGACTGGCTCTCAGCCGCCTCCT
ACGCTTACGGAGTCGGGAAAGTTTTTCACTCCAACTCGCTGGACTGCGTGGCTCAAGGAG
CGATATCCACTTTCGCCAACACCAGCAGCTTCTTCTGGACTGTGGCCATCGCTGTGTACT
TG
>McF0050P20-MGRbd1
TTAGATTTTACAGACACTTTGACCTTTCCTCCAGGATTTCTCTGGCAGCGTCAGACCTTC
AGAAGCTCTGGCTCTGCTCTCCTGTGGAGATGCTTGAACTCCACAGAAGAGGTCTTGTTT
TCCTGGTTTGCTCCTGCGGGTCGGGCCTTAAAACTCTGAGTGGGTCAGGACATAACCAGC
AGGAGCTTTAGGAATCTGAGGCTGAACCTAAAGGTTTTCAACCAAACAAAGCCACAGCCG
TCCTGCCAAAGGGTCCGGGGGAGTGAGGATCAGTGACTCCCCCAGGGTAAGCCTGGAAAG
CAGCTTTTCAGGTCATCCCGTGACTCTGAAACACTGGGAAAAGAAAAACAGTCTTGATTT
TGAAGGGATTGAGGGATGAACGAAATGCTGGTGCTGTTTTGACGCGGCGCTGCGAGGGGA
AGGAGGAGTGATGACGCACCTCTGGGGCTGGTTGGGTCAAAGCCCGGAGTGAATGCCTGC
AGAATGCAAACACTGCATTAGTGTTCATCTGCATGCTGACAGTAAGGCTTATAAATCACG
CGCTGACATGTGTTCTCGACGCCACGCCACCAGCATCTGCAATTATTCAGCGCCCG
>McF0050P22-MGRbd1
TTCTTCTTGTGAGGATGCTTTTGAAAAGCTTCAGCAGTCTAATCCGGGGACCTGGCTCCC
TCACAAGCTCCAGACAGAGGACGGNGGACCTCAGTGGGATGCTCTTCACCAAGCGAGGTG
TGGTTCGGTTCAAAGAAAAGATATCTACTTGGCCGTGGAGAGAGCCGCCTCCACCACCAG
CAACCTGCACACCATGGACAGCAGATATGTCCTTGCTTCTTCCTCCTCCTGTTTGCTCTC
ATTCTCTCATGAGAAGTTTGAGAAAAAAACATATCTTTGTCTGACCATACTGACCAAACA
CAACAGACTTACCCAGAGGTAACCCTGCGGCAGACATGTGGTGGTGGAGCAGAGACCAAG
CAGGGTGGACTGAGAAGGA
>McF0051A05-MGRbd1
TAAACCCGGNCCTTATGGCCGGGGACTGCAGGCTGCAAGCATCTACTAAAAAAACAAACC
CTGACTTCAGAAGAGCTTTTACGACCAGAACCAGCGGCAAGGCCATGAACCCTACGGGTG
TTCCGAGAGGATGCGACCCCAGCATCAGCGCCATCTTTTACCAGCTGTGCGACCTGACAG
CAGTGTGGGGTATTGTGCTGGAGGCCTGTGCGGCTGCAGGCATGGTGACTTCCTTTATGC
TCTTTGTGATTGTCTTGGCCTCCTTACCTTTTGTGACAGACAAGAAAAGAAAAGGTATGG



TGGCTCTGCAGGCCAGTATTCTAGTCTTTACCCTGGGACTGTTTGGACTCACTTTTGCCT
TCATCGTGGACCGGTACTCTACAAGCTGTGTCGCGCGGAGGTTCCTGTTCGGAGTGCTGT
TTTCAGGCTGCTTGTCCTGTCTGGTGATGCATGGGTTGTGGCTTGTGCTGCTGGAGAGGA
GAGGCAGTGGACCCAGGAGTTGGACCTTGTGGCTTGGAGCTCTGGCTCTCTGGCTAGTGG
AGGTTATCATCAATACTGAATGGCTCATCA
>McF0051A06-MGRbd1
TCCTTGAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGCATCAGAAAAGTGAGAAGTGT
CTTTACCGCAGCAAGCTGAAAGACCTGGTTGCGAGGATTTACACCAAATGGCAGATGCTC
CTTCAGAGGACGAGACCACTCAATGGTAAGCTTTACGATTATTATATACCTTTAGAAATC
ACAAGCTCCAGCCAAGACGAGGAAGAGGGCACAGTTGATGAAGAAATGAATGAGGAGGAA
CAGGATAGGCTTTCAACTGATGAAGACGAAGGATCTACGACTGCTGAGGAGGAAGAAAAA
ATCGAGGGGTTAATGGATGAAGTAAACGATCCAGAACCGAGTCAGACAAGTGACAACGAA
GGAGACACCAGCAAGGATGACACTAACACAGTTGAAGAGGCAGTGACTAGTGACCTGCAG
CAAGGCAGTGCCGGGAACTCAACTCCAATTGATTCACAAGAAGAGACGCATTAATAACCT
GTGTGTCAGTAAACCTTTAAAGGACTTTGCCTCATGTTTATTTGCACTGTTTGGTTTTTT
GGTAATAGATCTTTAACAGACTAACTGTACATTTGTATTTGTTCTCATGTATTATGCTAT
AAAAATATGTTCTGTTTTTTGCATTACATTTAG
>McF0051A07-MGRbd1
GGGGAGACATAAAAAAAAACAGTACTGTGTGTCTTTGGCTACTAACATTCGCTAAGCGTA
GATTCACAGCGGATTTCTTCTTGTTCTGACTTTTCTGTGGAACAGATAATGAAGTGATCA
GCGTGCAGTCAGCGCTGTATGGGCGTGCAGACTCGGTCACCTGCAGTGAAGGCAGACCTG
CTAATCAGCTCAGCAACACCATGTGCTCCCAAAACGGCATTCTGGATTTGGTCAGAAGAA
GCTGTGAGCTGAGGCAAAGATGCCGTATCGACATGAGAGATGTCCGCACCTCTGATCCCT
GCGTGGGGACCTACAAATATCTACAGACCAACTTCATCTGTTTACCTGCAATTCAAGAGG
TCACATGCGAGGGCTCTACTGCTCAATTGCGCTGTGGTAGAGGACGAGTTATATTTGTCT
ATGGT
>McF0051A12-MGRbd1
GCGTTTAAACCCGGNCCTTATGGCCGGGGGGAGCTCTCTAGTTTCAAGCCCGCAGTATTG
GACAATCTGCTAACCTCAATGAAGATTGTTTTACGAGGAATGGGAAAGCTGAGGATCAAT
CTTGCAAATCAAAAGAACAAGGTGCATGCATGCTCCATTTTGTCCTGCAGCCAGTGCTTG
GGTGAGGACCAAGAGCTGCACCCCTTCATCGCTCATGTTTTCTGTGCACTGTGGGCCGAC
CTAGGGGTGAAGGTGGCGGCAGCCAGAGGTTACGAGTTCCAGCTGAACGACTCTGCACTT
TACTTTTTTGAAAACATGAGTCGCATCATCGCTCCCAATTATGTTCCTACTGAGACGGAT
GTTCTGCGAGTCAGAGTGCGGACTTGTGGGATCATTGAAACACAGTTTCAAGTTAATGAA
ATGACATTTCGGTTGTATGATGTTGGTGGTCAGCGAGGTGAAAGAAGGAAGTGGCTGAAC
TGCTTTGACTCCGT
>McF0051A15-MGRbd1
TAAACCCGGNCCTTATGGCCGGGGAGGTTCGTTTTTAACACGGAAAACACATTTTAAATA
AGTTTGTGTTTCAGGCTAGCCATAATGTCGGCTGAGGAAAGGGGCTTCCCTGCACCCACA
AAGTTCGGACAGTGCACCTACACAGCAGAGGAGTACCAGGCTGTCCACAATGCCTTGCGA
CAGAAACTGGGACCAGAGTACATCAGTACCAGAATGGCAGGAGGAGGCCAGAAGGTGTGT
TACATTGAAGGACACCGTGTCATTGGCCTGGCCAACGAGATGTTTGGGTACAATGGATGG
TCTCACTCCATTTCCCAGCAGAATGTCGACTTTGTAGACCTTGTCAATGGGAGGTTTTAC
GTGGGAGTCAGCGCCTTTGTCAAAGTGCAGCTGAAGGATGGGTCGTTTCATGAGGACGTG
GGATATGGAGTTAGTGAGGGCCTGAAATCTAAAGCTCTGTCTCTGGAAAAAGCCAGGAAA
GAGGCGGTCACTGACGGCATGAAGAGAGCACTGAAATGTTTTGGTAATGCCCTCGGAAAC
TGCAT
>McF0051A17-MGRbd1
GCCTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGATGTGATGTTAAACAGTTAA
CAGATCAGAACAGAACATGATACAGACTGAGTTTCTTCTGTTATTTGAAGTAGAGTTTAA
GGCTGATTTTGTGTGTTCATGTTTCTCTGCAGACATATAGAAGATAAGTCAACAGTTTTT
GGCACTGCATTGAGTTATGTATCCCTGAGAATCCTGGGTGTGGATGCTGATGATCCAGAT
ATGGTCCGTGCCAGAAACAACCTGCACGACAAAGGTGGAGCAGTTGGAATTCCCTCTTGG
GGTAAATTTTGGTTGGCCATTTTAAATGTCTACAGTTGGGAAGGAATCAACACGTTACTA
CCAGAGATGTGGCTGTTCCCCACCTGTTTGCCAGCCCATCCCTCTACGCTGTGGTGTCAC
TGCCGCCAAGTCTACCTTCCCATGAGCTACTGTTACGCCCTCAGACTCAAAGCACAGGAG
GATTCCC
>McF0051A20-MGRbd1
GGGAAGACGACATTGGTATTAAAAAGCACCCCTTCCCAAGATGTATTCAGCCATAATATT
TCATGTTAAGCAGACTAAACTATAGCTAACAACTAGAACACAGCACTTTTTGTTGTCTTT
TTTTCTGTCAAAGTGCTGTAGCACTAAGTAAACATTTTAGCTCCTTTCTAGGTATCAGTT
GAATGTCATTGTGTACCTCCCA
>McF0051A23-MGRbd1
GGGGCAGTACTAGTGTATTTTTTATTACTTTAAATAAATACAGTTAAATAATTAATAAAG



AAGTTAATTAAACACGTCAGTTATCATCATGGCATGTAGGAGAGGACGACAACCCTCATT
TCCAGCCCAGATTGACAGAAATGCATCCAGCAATGTGGACCAGCTGACTCTCAAGTACAT
GGAGATGTGCAAAGTGGGATCCAGCACAGACTCTGACTCAGAAATCAGTTCCAGATGGCC
AGAAACCAGTGCTGTGGTATGTCCAAGGGGTGCAGCAGAGCCCGAGACGTCACGGCAGAT
ACACAGGAAGCCTAAAAGATCATGTGTCTGTTACTCCTTGTTGTTGGATCCATATGATGG
GAGCTCAGAAGATTCAGAGTCAAACATCGATGTCTCCAGCAGAAAAACAAGACAGAGGAA
GAATGGTGGAGCAGGATTTCCCTATTCAAGTCAAAGGCGGCGGTCCGTCTTAAATCAGCC
CGTTTATAGAGGAATGCTGAGGAGTGAAATGAGGGACGGGAGTGACATCCAGATGAAGTA
CCACAGTGACTCTGACCTCTGGGACTGTGAGCTCGAGAC
>McF0051A24-MGRbd1
TGGAGGCAGACGCAAAAAACTGACACGTGGATTATCCCTCCCAGGGCATCAGGAGAAACC
GAAACAGACTCCTTCTGTTCTGTGTTACGCTTAGTTTAGCGACTGCTGCATGTGTCCCGA
CGAACGGTGAACTATCCGGAGAGGTAGAGGAGGCTGCCGTCCGTCACTAGTACCTCGCAT
TGAATGGCAGCAATTCAAAAACATGGCAAGAGCTGTAGTCCAGATTTGGTCTGTTTTAAG
GAGAACCATCCACCGCACAAGACGGGGGTCGCCGGTGGTCACAAGAAGTGCCCTGAACAC
CACACCAACTGGCCTAGACCCGTGGCGCGGGTCTGGACCGTTTTGTTGCTGCTCGGGACA
TGCCTCCTGTACTGTGCCCGTGTGGCGATGCCCATCTGTGCCGTAAGCATGGCTGAGAAG
TTCAACTGGACCAAGCGGGAGTCCGGCATGGTCCTGGGCAGCTTCTTCTGGGGATACTGC
TTCACTCAGGTGTTCGGAGGCTACGTCAGCGACAGGGTTGGAGGTGAGAAGGTCCTCCTG
CTTGCTGCAGCTGCCTGGGGGTCAATGACCGCGTTCACCCCCATCCTGGCCCATCTTTGC
TCCCAGCCGATCCTGTCAATGACACTGGCTC
>McF0051B09-MGRbd1
GCCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGTCCAGTTCTTTGCCACGTC
TCAGGAACAAGGATGTGGAACTTTGCATTTCTTTTTCTCACAGCCCTGTTTGCTGTCGGC
TTTGGTCAAGTCCCAGGAGGTTTGACGGATGTAGACGTCAACGACAAAGGAGCCAAAATT
GCTCTGAGCCATGCTATGGATGAATACAATAGGGGCTCTGGTGACGATTACCTGTACAAA
GTGGTGGAGGTGATCAAAGTTCAAGGACAGCAGGCGGTGGAGGGTTACCTGTACATTATA
ACTGTGCGCATCGCAAGAACCCTGTGCAGGAAGGACAGCGTTATTGGATTGTGCTCCATT
ACAAATCCAGCTCTAGTTAAGATTTACCGTTGCAAATTCGTTGTGTGGAGTCGTCCATGG
CTTAATGATTGGCAGCTACTAGAAGCAAAGTGCCACTAGAAGATAAAGAGATCCTGCTGT
CTTCAAACCTGCCTTTAGAAATTTAAAATAAAAA
>McF0051B14-MGRbd1
TGATATCCGTGGAGCCGCAGAGCAGGTGAAGGAGGCCTTTGGGAGGCTTGATCTTCTTGT
CAACTCCTCTGCTATGCTTCACCCTTCCGGAAAAGGAGAGACCAGCCTGAGGGACGTTTC
TGCACAGGGGATCGTTTCCACTTTGACAACCAACACAGTGGGTCCCTTGGTCATGGCCAA
ATATTTCTCCCCCCTCCTGCAGAAGGGTGCTGGCGGTTTTGGTCAACAGCCTTCAGAGAA
AGCAAAGCAGCACAGCGGCATCATAGTCAACATTACAGCCAAAGTAGGCTCCATTGGAGA
CAATGGACTTGGAGGCTGGTATAGCTATCGAATGTCCAAAGCAGCTCTGAACATGGCGAC
CAGGAATTTGTCCATAGAGCTGGGCCGCAGTCG
>McF0051B16-MGRbd1
GCCGGGTGGATAAGGAGTGTCGACAACAGATGGACAGACGCCAAAGGAAGACAAATAAAG
AGGTGCAGTTCCAGCTGATGCTTTATATTCAGATGCAGCTATGCGATCGTTCCTTGAAGG
ACTGGATTTCCGAGAGGAACTCTTGGTCCAAAGAAGAAGACATTTCAAGAGGTCACTATG
ACTGTGTTGATGCTGAACACACACTCAGCTTGTTGAGGCACGTCCTTGAAGGAGTGGAGT
ACATCCACGCCAAAGGAATCATGCACAGAGACCTCAAGCCAAGGAACATTTTTCTTGAAG
GCCCAGACTGCCACGTTCGAATCGGGGACTTCGGTTTGGCCTGTAGAGACATTTTA
>McF0051B21-MGRbd1
GGGGGCTACAATAATCACTAACACATCTAGTAACACTACCAACGGAAACAACAGTGGTGC
CAGCACCCCGGGCATCAACTCCCTCTCAACTGCTTTACCGCGCTCCAACAGCCTTCCCCA
TTCAGCTGGCACTACAACGGCCAACAGTTCCAACAAGCCGAGCGCTGGCGGCGGCGGCGG
CATCAGCAGCGGCATCATGGACAGCGCCATTGCGACGGGTGTGAGTAAATTTGCCACACT
CTCACTCCACGACCGGAAAGAGCGCCACCACGAGAAGGACCACAAACGCAACCACAGCAT
GGGCCACATCAGCAGCAAAAGCAGCGACAAGCTAAACCTGCTGACGAAAACCAAAACAGA
CCCTGCTAAGACTTTGGGAACGCTGCTGTGCCCGCGCATGGAGGAGATCCCCCTCCTGGA
GCCCCTCATCTGTAAAAAAATAGCACACGAGAGACTAACTGTACTCATATTTTTAGAGGA
CTGTTTAGTGACTGCTTGTCAGGAAGGATTTATTTGCACATGGGCAAGGCCAGGCAAAGT
GGGTTTATTGTCATCCCAAAACCAAGCCAGCTCTCCCAGTGGAACAGTAGTATAGCCACA
ATATTTCTGC
>McF0051B22-MGRbd1
TAAACCCGGGCCTTATGGCCGGGGAGACTTTCCCACTTGAAGAATCAGCGAAATGAGGAA
CAGCGCCAACCCGGCACCATGCGCTCCAGGCTCCCAAGGACCGCCTGCATACTGCGAATC
ATTGCACTTTGCATCCTTCTCTCGCACGCCGCAGCTTATTTTGGGTCAGATATTTAACTT
TTTCTGCCAGTGAATTGTGTTTGTTTGTGTTGGAACCTCCCCCCAAATTACGCACGCGTA
AAAGCGGAGAAGCCTGAATGTCTATGGAGGTGAAGCCATGTCGGAGCTTTTTCTCTATAC



GCATTTCATAGATGAGCCAGAAGTGTCATTTTTATTTTTTTCAGAACTAAAGAAATATTG
CTATTTGT
>McF0051B24-MGRbd1
GCCTTATGGCCGGGGGTAGGAGCTTAAAGATGTCGGCAGCTGTGGGGTCTGTTAATGTTC
CCCCCCAGGATGGAGACACTGAGGCACCCGAAAAGAGCGGGTNTCAATAAAAGAGACTAT
CGGGACCCTCGATGACAGGCTGGCCATTCTTTCCGAAAACATAAGCCTTTGCTCGTCGGC
TCTGAATTAGGTGTGGTTCGAAAA
>McF0051C03-MGRbd1
GGGGTTGAGCAATTGAACAGTTTGTGAAAGGAGGCGCCGTTTTTTTGCCCCCACCGACCT
CGAGACGCACTGATGAGGGCCGAACCGGTGGGTCAATAGAAGTATTGAGCGGTTCCCCAA
GTCGTGTCGGTTTCTACTTTCAGATCCGCGTGATCCTGGTCTGTCACTGCCACCTTGTTG
TTTGGTTATGGCACCACCCCCTCACCTGGAGGGAGACTGTGATGAGCTCATCAAACCCAA
GAAGCTGATCAACCCTGTCAAGAGCTCCCGGAACCACCAGGACCTGCACCGAGGGC
>McF0051C17-MGRbd1
TTAACCCGGGCCTTATGGCCGGGGGAACGCGTCATGATTGAAACCCACGTTTGGTAACAT
CTCAGCGGCGCTGTGACCCTGTCCGTCTGTTTTTGGCTCCAGTTCTGGAGCAGGTTATGG
CTTTGGGACGCGTCCCGAGGCTTTTGCTGCTGGAGAGGTCCAGGATCTGTTGGTCTGCAC
TTGGACTTGTCTGTCCCACCGGCCTTTTGAGAACCTCCGACCCGCTCCAGTGCGCAGCAT
GTCTGTGTGGGCCGTGCACCGTCCCAAGTCACGGAAACCTCCAGCGGAACTGCGGGACGA
GGCGCCTCACCACCACCATCAGGGAGCCCGTGTTCGTCGCCAGCAGCTCCGTCGGACTCC
ACAAGGAGTCGTTTCTCCACTTCTGTCTAACCCAGCTGCATCGCCCCTCGTGTGGGGAGG
GACGGGGGTTCCAGCAGCAACTCCAGCGATGCTCCTCCTCCCAGGAGGTCTTCAAACTCC
TGCACTCGGTGGAGATCCTGTCTGACACCATGGCTGCAGCTGCGCTTCATCGTGTGGCTG
ACCTGGAACAGGACGGAAGTTCCCTCANAGACCCCACGGTGCT
>McF0051C22-MGRbd1
AAACCCGGGCCTTATGGCCGGGGCGGTTCGTCTGTTTTTCTCTATGGAAGAAACCACCGA
TCTCTGCGGGTTGAAGCCAAGCCAAGCCAATCTCCAAAAGCCAAGCTAAGGGGAAAATGC
TGTTGATGGACGCTCACACTGTCCGACAGCGCTCAGACGTCACTGCGAGAACTGTGTGTG
GGACCTTCGCTCAGCTCCACTGTTGTGCCGAAAACAGCCCCCCACGTCACAATAACAACA
GGGCCCTGCTTCAAGCTTTGATTGATGGATTTCTGCAGGCATCCTACCCTCCTCCCATCA
TTGCCTTCCCTGCATGCATGGAGACTGAATGTGCGGGGATAATGGAGTGAGCTTTAATGC
TGG
>McF0051D01-MGRbd1
GGGGGAAGCAACGGGATGATGGCAGCTGTTCATCCTCAGGCTAACGCGTAACTAGCAGCC
GCTCTCCCGACGTGGCACTCTGGGTCAGAAACGTGTTAAGTGCTTCGAGGCTTCAGTTTG
TGTCCACTGGTCCAGAATTGGTCTGTTTTAGCCGCCGTGAGGCGCTTTAACCCACTTTGA
AGAGCCGCTGAGACCTGCTGCTATTTCTGCCTCCAGGACGACCTGCTGAAGATGACCCAC
AGGGAGAACTGGAAGCTGCAGCACGAGCGCCTGCACCTGAAGCACCGCGGCCACGAGGCC
ATGCACGCCGAGATGGTGATGATCCTCATCGCCACGCTGGTGGTGGCGCATATCCTGCTG
GTGCAGTGGAAGCAGCGGCACCACCGCTCCTACAACCTGGTGACTCTGGTCCAGATGTGG
GTGGTTCCTCTTTATTTCACCCTCAAACTGTACTGGTGGAGGTTTCTGTCCATGTGGGGG
GTGTTCTCCGTGGTCACCAGCTACGTCATCTTCAG
>McF0051D03-MGRbd1
GTTTAACCCGGGCCTTATGGCCGGGGGAAGAGGAAGAATTTGAAACCAAAAATGCTCAAG
AAAATGTTGACAAACAGACCCCTCCAGTCGGTGTGCTTGCTGGAAGGGACAGTCCAGAGG
AAACTGGGATTTAAACTGTCTACACCACCTGCCTTCTGCTTGGGAAATTCCAATAGAGAC
TTTGGAAGAACATCTTGAAAGAAGCTTTTGTCACCAAAGCATTTAGCTGTAATCTGTCAA
AAACTCATTAATTTCATTAGATCTGCAACAGAAGTTGACTTTAGTGTCCAACAACATATC
GCAGAAACCATGAGCAGCAACTACAGCGTCATTCTGTTGGGCCCCGCCCCCTGGGGCTTC
AGGCTGCAAGGAGGAAAGGACTTCAACATGCCCCTCACCATCTCGAGGTTAACATCTCTA
TCTTTCTGCTATTTTTTCTTTCATCCACCCCCAACAACCACACCCATGACAGCTTAGCCA
AGTCATGTGC
>McF0051D09-MGRbd1
CAGCTGCTATATCTGGAGAGAGTGGNGATCAAAGCTTTATGGATTTTTTTTTATTCCGGG
GCTTTTCGGCAGCCAGTTGATGCAGTGGCGCTGTGCATCCCTGATTATTATAAACTCATC
AAACATCCAATGGATCTGGGCACAGTAATGCAGCGGCTGAAAAATAGATATTACTGGGAA
GCAAATGAATGCATAAAAGACATCAGCACCATGTTCAACAATTGTTATGTGTACAACC
>McF0051E01-MGRbd1
CCGTTTAACCCGGGCCTTATGGCCGGGGGAAGAACAAATGTTCACCATCAGTGACATCAC
AGCAGAAGACGGAGGGCTTTACATCTGTGTGGCTCAGAACAAACTGGGGCAGCAGAACGC
CACTGTTCAAGTGTCGGTTGGATCAGGTTCAGTGGGTTTAGTTGCTGCTTGGTCGATCCC
TGCTGTCCTTCTGACTCTCATGTTCTTGGTTGTTTTATTCCTGAAGGTCTTCAGAAGGAG
ATCCTCAGAAGAACCTTCAGTGATCAGGAGTCAGGATGAAGATGCTCAGAAACTTGAAGG
TTCGGGGCGTGACGGACTGACCTCCAGACATCCAGCAGAGGATCAGGTGGAGATTCAGTA



CGCCACCGTGACCTTCACCAAGAGGCAGGAGGATCCTCTCTACTCCAACATCAATCCAGT
CAAAGCAAAGAGAAGACGGGACAGTCATGAGGACAAAGAGGACGTGGTCTACAGTGTGAT
CACATCATCCAGTAATCCAGTTGATGGAATGAATCGTCTGTATGAAATAAAAAAGTTTTC
TCCTTTATAATTCNNCNNNCNNCNNN
>McF0051E04-MGRbd1
GGGGAGCTGCTTAACACTGATCAGGTGGCGGGAGTCAAGTGGACAAGATTTCCAGAACTC
AACAGGATCTTGAAAGGTCATCGAAAAGGAGAGCTTACAGTATTCACAGGTCCGACAGGA
AGTGGGAAGACCACATTTATCAGTGAGCTGGCGTTGGACCTCTGCATGCAGGGCGTGAAC
ACATTATGGGGCAGCTTTGAGATCAACAACGTTCGTCTGGCAAAGATCATGCTGACGCAG
TTCGCCATGGAGAGGCTGGAGGACAATCTGGAGAAATATGACTTCTGGGCGGACAAGTTC
GAACAGTTGCCACTTTATTTTATGACTTTTCATGGACAACAGAATATCAAGACAGTGCTG
GACACTATGGAACATGCCGTATACCTCTACGATATAAACCACATTATCATTGATAACCTG
CAGTTCATGATGGGACAAGAAAACCTTTCAATTGATAAGTTTGCAGTTCAGGACCACATC
ATTGGTGTATTCCGGAAGTTTGCCACTAACAGCAGCTGTCACGTCACTCTCATCATTCAT
CCGAGAAAGGAGGAGGATGACCGTGAACTGCAAACTGCGTCCATCTTTGGTTCTGCTAAG
GCGAGCCAAGAGGCAGACA
>McF0051E15-MGRbd1
CTCGGTCGAAAGTAGCGTTAGCTGGGGGACGTTGAATGACTTTGTAACCGTCCGTGGAAA
CCTTAACAAAGCTGTGTATTTGGCTGCCCGGGATTTGTATCAGAGCTAATGGAAGCCCTC
ATTCCTGTTATAAATAAGCTGCAAGATGTTTTTAACACAGTCGGTGCCGATATCATGCAA
CTACCGCAAATAGTCGTTGTTGGAACCCAGAGCAGTGGCAAGAGTTCTGTCTTAGAGAGC
CTGGTTGGGAGGGACATCCTGCCGCGCGGCACTGGCGTCGTCACACGCCGGCCCCTGATC
CCGCAGCTTGTTCACATTGATCCCGAGGATCGCAGGAAAACCAATGAAGAGAACGGCATC
GATGGAGAGGAATGGGGGAAATTCCTGCACACCAAAAACAAGATCTATACGGACTTTGAG
GAAATTAGGGCGGAAATTGAAGCAGAAACCGAAAGAATTTCTGGAAATAACAAGGGTATC
AGTGATGAACCCATTCACCTCAAAATCTTCTCTCCTCATGTGGTGAACCTCACATTAGTG
GACCTCCCTGGTATCACTAAAGTCCCTGT
>McF0051E16-MGRbd1
GGGGAACCAGAAAACTGGGATTTCAACACCTCAGCAGCATCACCTTCGAACAAAGATGAC
ACGACGACCTTGTGCTCTCCGTGTGGGTCTTCAATCATGTCCTCAGTGCAACCCCTCGTC
AACAGAGACTGGAACTCATCACAGCGGGTTGACAAGGACTCGCCCTGTTTCAAAAAGTTC
TGAAAGTAGAACAATAACAAATGAATGGGAGAGTTCCGATAAACGGCTGGAAAGACAACA
CAAGCCAGTATTCTTCCAATTCTGAAAAGACCATTTTTTTCTCTTTATTATTTGAAATGC
CAAAACTGCTTTTTTGTGTCAAACTTTTAAGACAATTTATTTCAGTTTGATACAATTGTA
AAACTTTATGAATTAAAGCTGCGAGCAGCATTGTACAGCTGAGCGGGCCTAAGCAGCTGC
TTCCCGCCCCTTACTCTTCCTCCTCTGCCTCCACCAGCTTCGTCAAAGATGCATGTGACA
GCTTCATGATTAAAACCCTTTTTTCANAAAAAAAAAAAAAAAAAAAAAAAAAAA
>McF0051E18-MGRbd1
TAAACCCGGNCCTTATGGCCGGGGGCTGGTTAACCGTTAATTACCCGACACCACTTTGAC
TTCACTAAACATCCACCTAAAAATGGACTGGTTCCACTGTAACCAGTGCTGTACAAAGAC
CGGGTCCAAATGGGCTGCTTCCAGTTGTGGACACATCTTGTGTCAAGCATGCATTAAACC
CAACCAGTGTCCTGTATGTGGTTTGTGTGTGCAGATACATCCCCATCTCTGATGACATGC
AACCACAGGGAAAGGTTTTTTTAAGGACCCGTTAAACCTCATTCAGTCAAAGCTAGCCAA
CATTACACAGATCGCGTGTTTCCAGAGAGCGCAGATGGAAAGAGTCACAGCTCATTTTAA
GAAGAAGGCTTTTTTTTTGGAGAGGCGTCTTAAGGAAGTCACAGAGCAGGCGTACAGGCA
TCTCTCAGAGCTGAAAAAGGAGAATGACAATTTTAAAAAGCAGCTTTCAGAACTTAGTGG
TGAGAATTCCGAACTGAAGAAGCAGCTGTCGGAGCTGAGGAGAGAAACCGAGGAATTA
>McF0051E20-MGRbd1
CTTATGGCCGGGGAACAGCAGCCGTGTTCATGTTTGGAACAGAGATCTGTTCTTTATGTC
CAAACGTTGAAAGAGAAGATGGACCTCTGACAGAAAAGGAGAAAACAACAGATGTAAGAA
AGCATAATCACGTCCTCCCACAGCATTGGATGAATGAAGAGAAGGATTTCTGCAACCACC
AAAGGAACTTCTTTGTGGAACGGGAGGAACCAGAACTTCCACAAATTGAACAGGGGGTAC
CAGAGCCATCACAGATTAAAGAGGAGCCAGATGAGCTCTTCATCAATCAGGATGAAGAGC
AGCTTGATCTGAAGCAAGAGACTGATACCTTGATGGAGATTCCTACTTATGAAGAAAATG
AAAAAAGTGAAGCAGATCCAAACAATCAGCAGAGCTTTAATGTAACTGATAGTCGGGATA
AAGAAGGAAACCAACATGAAGAATCAATATCAACTACAGATGGAGAGACCGACCCACAGA
ACAGAGATCAGAGGAAGAGAAGAGGCAGAGGGCATGTCCAAAATGTGGACAGTTCTCACA
TGTCGGAGGGTCAGTGTGACTCTGATGTTAGAAAAAGTCTCAAGAAGGCAACTTTGGTTA
AGATACAGAAACAATCTCCAAAAG
>McF0051E23-MGRbd1
GGGTGTTTTGGGTCATGTCCTCTAAGAGCCAGGGGAGCTTTTTTTAACCCTACCCTGTTG
CCTGCTGTGCTGCAGCTGCTAACTGGGGTTCAATAATAAATTTTTAGCGGGTATTCCTCC
AGTTCGCAAAAAATGTCCACAATTGGAGAGGTCATCAAGTGCAAAGCAGCAGTGGCCTGT
GTTTTTCAACAACGCTCCCCCTATTGAGGAGATTGAGGTAGCACCCCCACAGGAAAATGA



AGTCCGCATCAAGATTGTGGCGACGTCTGTGTGTCACTCAGACCTGTACCAGCTTTTTGA
GTACATGCACCCAGAAGGCTTTCCAACTGTCCTCGGCCACGAGGCTGCT
>McF0051F04-MGRbd1
GGGGTCCTCTGCCATGTCAACATCTGTCTGCTTCTTTATCTTATCAGGAGACACCACAGT
AGCAATCTCCTCCAGATGTACAGAGTTGAAGACTGGTTTCTGCATCTTGGGGATTCAGGC
GCTGGCTGAGCTGAATCGCTGGCACGGAGTCCTCGCCTGGGTTCTGCAGCAGTATGAGCG
CCAGGAAGACATACCAGCACAAATAATGCAGATGTGCATACTTCTGTACTCCAAGGTGGG
TGAAGCTGCTGAGATGCAGGAGGCAGCCAGTGTTTGGTTAAGCTGTCCATCAAATTGCGG
ATCTGCTGGTTTCCGGACAGTTGCAGAGTTGTATCTTCTACACATACTTGTGCCTCTCGG
ACATTTTGAGGAAGCGCGGGAGTTTATTGCAGGTGAGGTTGGTGGCATCGCCTTTGCGGA
GCGGAAACAGGCAGCACTAAATATTGTGGAAGAAAAAGCACAACANAGTCGAGAAGCAGC
TCTGCGCTCTGGGATCCATCCAGCTTCTGAGATTTCTGCGCATCCTAACTC
>McF0051F12-MGRbd1
GGGAGGGTCAAAGGTTTATTTTTTTTGCACTTCTTCAGGATTATAGGACTCGTGTAAAAT
GAGTGTGTTTAATTTCTGCAGGGTGTTGTGGATTTCCTGTGTGTTAACGGCCCGCATCAC
CTGCTTTCCTCCACAAGGAGGCAGTGGTGTTCCTTCTCCCATGTGGCTTCCACTCTCATG
GGGTGTGGGAAACACCANCCACCCNANNNNANNANGNAANNNNNNANNAANCNNNNNNNN
NNNACANNNACANNANNNNNNNNNNNNNNNACNNNANNAACANNNNNNGAGGGNNNNNAN
ACANNNNNANNNNNNANNNCANANNNNANACNNCAANNNCCNCTTTTTTTTTTTCATGGG
GGGGGTCCCATCAGAAACCTACAGGACAATCCAGCACTTATGGCAGCTACAGTGACCCCT
ACACTGCTGGGGGAGCCCACAGTTTCTCTGGCTCTCAGCAGTACGGTGCACAGAGCAGTC
AGTCTGGAGGGGCTGAGCAGGAGAGCTGGAGCTCTTCATCTGATGG
>McF0051G02-MGRbd1
GGCACAAAATAGCGGAACTCGTGGAGAATCTGTTCTCCATGCTTCTCTTCTACAGACCCG
ATAATCCCAGGGAGTTTCTCATTGAGCAGCTGAAGCTGCTAAAGCTTTCTCAGATCAACA
ATGTGATGGGACCTCATCTGTTGAAAAGCTCAAACCTGGATGCAGTCTTTGGAATCCTGG
ATCCAGCCAAACAGAAGCACATCACGTTTGCACAGTACAGGCAGGCTATGAAGACACTTG
GCATCAAGGACATCGATGAATGTCCTGAAGGTGTTAACGAAGATAGAATATCCTATGAGA
CGTTCAAGGCAGAAGCGGAAAGGGGACTGCAGAGATACTCAGCAGCATACTACTCCGAGC
ATTAATGTTATTCTCAACACTTGATGCTGCTATTTACATGGTAAAAATCTTCAATATCCA
TTCTATTATCTTCCATAACAAAGTTATGAAAATCTTTTCATTAAGTTCTGACCACCATAA
ATCCTATATTTTTATGTTTGATTTTTTTGGTTTAAT
>McF0051G09-MGRbd1
AGGCGCCGTTAAACCCGGGCCTTATGGCCGGGGGTCTTTTCGCGGCTTTGGCACGAACCG
GAATAACATGGTTATCACCTTGGCTGCAGATCTGCTAGGAGGCACGCTACTGCATTTGTC
TGGGAATTTGACATTCAAATGAGAGATATTTGTCTCAGTAGCGGTGTGGCGCGCGCGACT
CTTCAGAGAGGGAAGAAACATGAAACAAGACGTGAGGATACTGTTGTTGGGGGAACCCAA
AGTGGGGAAAACGTCTCTCATCATGTCTCTGGTTGGAGAAGAGTTCCCAGAAGAGGTCCC
TCCCAGAGCTGAGGAGATCACCATTCCTGCAGACGTGACTCCAGAGCGGGTTCCCACGCA
CATAGTGGACTACTCAGAATAAGAACAGACCGACGAAAAGCTTCGAGATGAAATCGTCAA
GGCTAATGTGGTTTGTGTTGTGTACGATGTCACAAACGAGGATACGATTGACAAGATCAA
AACCAAATGGATCCCTTTGGTAAATGGAGATGCAGAGAAAGGGAACAAGATTCCCATCA
>McF0051G10-MGRbd1
GGAGAAGGACAAATCACTGAACTTTTCTTGCTCACTTTCTTTGCAATGGTTGCCATGGTA
ATGTTTCAACTCCGTAAAGGCCTCAGCCCAGACAGCAATGGCTTGTTCCTTTTATACAGT
TTTAGTGTCACTCTGTTGCTTGTGGCTCTGTGGGTGGCCTACTTGTGGAATGACCAGGTT
TTACGCCACAAGTACCCCGGACTTCTTTACGTTCCAGAGCCATGGTCCTACTATACATTA
CACATCAGAAAGACTCACTGAAATACAGGTCAAGGAAGTATTCAGGAAATGTTGTGCTTT
AGAGAGACTGTCAGAAGTCAGTTTATGATACTGCTGTAAACATTAGACAGTTAAAGGGCC
TCTTGTAATTATGTAACTGTATTTTAATATTTTGGTGGCAAAATTAATTTTTATTACAAC
AACTATG
>McF0051G12-MGRbd1
CGCGCCGTTAACCCGGGCATTATGGCCGGGGGTGGGGTTCTGCTGGATGTTCCCTCTCAA
CTCACTGTGTTCTGCATGATGACAACTCTTGATCAAACTAAGGAGCTCTTCAGGAGAGCA
GATGCCGTCTGCTTTGATGTGGACAGCACAGTCATTAAAGAAGAAGGCATCGATGAACTC
GCCAAGTTCTGTGGCGTTGGGGACGCGGTCAGAGAGATGACTCGGAAAGCCATGGGGGGC
TCGGTGACATTCAAGAAGGCCCTCACTGACCGCCTCTCCACCATCCGATGTTCCAGAGAG
CAAGTAAACAAACTGATAACCGACCACCCACCTCAGCTGACTCCAGGCATCAGGTGGCTT
CCGCTGCATCGTAGAACACGTGGCGTCTCAGCTAAATATTCCTCTGCAGCACGTCTATGC
CAACCGGCTCAAGTTCTACTTTAACGGAGAGTATGCTGGTTTTGACGAGAGTCAGCCAAC
AGCTGAGAGCGGCGGCAAAGGAAAAGTGATAAGCATGCTGAAGGAGCAATATGGCTTCAA
GACGGTTGTGATGATTGGAGACGGGGCCACCGATCTGG
>McF0051G13-MGRbd1
CTGGTCTGCACTTGCTGAAGGGAATCGGCTGGATGCAGAAGAAAAGGGCATTGAAGTGGA



CGACCCAGAGTGCAGAGAAAGTGATCCAGAGGAAGATGATGTTCCACGGAATGAAGACCT
AAGCAATAAAGGAGCAAGTGGTGAAAATGTGGAAAATCAGGACAGTAAAGAGGAAGAGAG
TGGTGAGGAGGAAAACCAGCAGGAAAGTGTAACAGTTGACGAGGAGGACTGGCATACATG
CTCAGAAGATGAGGAAGAAGGAGATGGAGGAACTCCTACATCATCCAGTGAAACATTCCA
CAATTCTAGTCGACTTCTACATAAGGATGAGCTGCTCAACATTTTCAAGGCTGTGCACAA
AGGGCCCAGGTG
>McF0051G15-MGRbd1
GGGGGGCCCGCATCCCCGGCTGCTGGAGAGCTGAAAAATCATTTTAGAGGAGAACTTTAA
GCTTCTATTATCTTTTTTTTTTAAACTGGAAATCGCCTGGAGCCGAACTAAGAAGAGACA
TGCAGAACGATTTGGTTCCCACCGGTGACACTAAACTGGACCAGGCTGTCCAGCTATGGT
TGGGGGGGGACAAGAACCCTAAAACGGTTAAGATGGTGAAGGACCTGCTGCAGGAAGGGG
CTGTGGATGCTT
>McF0051G20-MGRbd1
CGATGCGGGAGGCCGGATTTCTGCTACGGGAATCAACAAACCTTGCTCAGGTGTTAGAGA
CTAAACTGAGAATAATCTGGGGGGGGAACACCAACCCCCCNCTGNGGGATCAAACCTGTG
GACTCTTTACAATCACAGACCTGCAGAGGAGCGACTCTGGACTTTATAGCATTGACTCTA
ATAAAGAAAGGGATGCTGTGTCTTACAACCTGACAGTTTTTGACTCGGTGGCGCCCCCTG
CTGTT
>McF0051G22-MGRbd1
GCCGCGTTTAACCCGGGCCTTATGGCCGGGGGGGAGTCTTGATTCAAAGAGCAAGACAAT
ATGTTAGTTTGTTAGTTTAGGTTTTATTTTATTATTATTATTATTTGAATGACTATTGTG
TAGTTATTCATATATTCACCTCGGTTCTTTGGATTCCTCCTTATTGTTATAATCATTTTT
ATAAGTAAGAATTAAACTGACATACCCTGTGGGGGCAACACCACCCCCCCGGCGCAGNGG
CAGGAGCTGCTGCGGCTGGACTTCGCGCTGCAGAGCTCGGTCAGTCAGCTGTATGAGGGC
AAGTTTCCCCGGGAGATCCGCCACTGGCTGAGCGCCTGCATCGAGAGCCAGGACTGGGAC
TCAGCAGCCGTGGATTTTTTTAAAGGTGGGGTGTGCCTACATGCTCTCCTGAAGCATTCG
GAGGAACAGTGGAACATCTTGCTTAAAGGGAAAATCCTCCTGCAAGGACCAGATTTTTTA
TGGATGAATAACTACCTGCTGATGCATTTTCAAAATGAGCCATTGAAGATGGCTATGATT
CTTTCTGAATGCTTAAAAGAGGAAAGGAAAATTCTGGC
>McF0051H01-MGRbd1
TTAAACCCGGNCCTTATGGCCGGGGAGAGCTGCAGGTGCTGAAAACGACCAGAGCAGAGG
AAAGCGCCCCGTTTGACTGGAATGAAATTCATTTAAAAGCGTCTTTAATGTATATTTTTA
CAGAAATGAATTGGATCAGCTGTAAGCTGGTCTTTGCGCTTTTCTTCCTCTCCACGTGCC
ACAGGGTTCAGGGTTCCTGCAGTGTGTGTGGGATTGCACTCCCCCCTCCAGATGTGTCCT
TTCTGAAGACCAGAAAAGCTGCAAGTGCGCCATAGGATTTTATTCGGATCAGTGTGACAA
AAATGCACACTTTAAAGGAATGTGTGGCCGTGACTACATGGCGATCAGAGCATCAGAAGA
CTTTTTCAAGTATTTTTTTTTGGCGGGGGGGGTCTCTCCATTTGCCCAAAAAATCTTGCC
GTGCTGAAAAATACGTCATTGATGACGCCACCTTCTACATGTTCAGGATTTCCAAAGACA
>McF0051H02-MGRbd1
TCCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGAACACGTGTGTGACACGGG
AATGCTAACCAGGTTGAGCCAAATGACTCGATGGAAGTCTGTTTTTGCTCCTCACATCCC
CGGATCAACAGGTGTGCTGGTGAGGCCTGTTTATGTGTCTACACACCTTCAGCAGGCTTT
GGGGAAATGTTCAGTGCCCAGCAGAACCGGGAGGAGTTGGAGGATGAGCTATATCGAGAT
GATGGAGAAGACTCGGAAGGGTCCGAGTGCAACAGTGAGTTGGAGTTTCACCTCTACAGT
CAGCTCCACTACTCCTCTAATCCTGGGGAGATGGCTGACCTGGACGATGCAGAGGAAGAG
GAGGAACATGAGAGAAAGCGGGACGCTTACACCAAACCCTCCTCACCTGCTTGCGACACT
CTCCAGCTACACCTCAAGAAAAAGAATACAGAGAAACCAAAGAAGAGGAAGACTCAGCCC
CAAGGCTCAAAGTTAACGTCGTCGTTTTTTGAGGAAGTTATAGTGATCGACTCAGGCCCT
GATGTCATTACCATCTCTGATGACTCTGCTGAGGATTTTGATGGAGTCTGTTCCTCGAAA
GGCGGAGCTTTACCCAAACAACAGACTTCCACTCCAGCACAACAGCAAACCAAGACGAGG
AGCAGAAGTCCTGCCGTGCCAGT
>McF0051H04-MGRbd1
ACTTGATACGTATGTCCCCTGTCCGGCTGCCGTCATGGATCTGGTGGACACTGACAAACA
AAAAGGTTTATCTGTACCTGTGTGGGAGATCTACTCCAATCTCCTGAGCCAGGCAGGCTC
TAAGAGTCCTCTAGAGAAGGTGGAAAGATTTGCCTTTTATGAGCGTGCCAAAAAGTCATA
TGCCGTTG
>McF0051H10-MGRbd1
GACCTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGACAGACTGGCTCAGCTCTTA
GCACACATGGCTGCTGTGTTACTAATCATCACATGGAGTTTTGGGGTCCCCTGAAAGACA
GACCATTCCTGAATTGACCGGTATGGGCTCTGATCAGCCAAATGAAGCTCAGACCAGTCC
TCTGTTGAAACTTATGAAGGGTGTCTTGAATTGCCCGTTGTTTACAGAAGCGTACAATCA
ACCCAGTTTGATCCAACATCATCAGGAGCCCCAAAACCAGCACAGCGAGCGAGCAATCAA
ATGGCTTGCTGATGTGTTTAAACCAAAAGACAATTCCTTAGACAATTCCAGAAACCTTTT
GAGGAACACCGAGACCAGTCCACAAGTGTACAGTCAACCCAGTATTTACCCACAAACCTA



TCAGCAGCAGACTGAGCATGGAGATAGAAGGCTGGTCGACGTGATGAAACCGGAAGAGGA
TTTTCTAGTTGAGTCCAAAGCCCCACAGAGCAACACTGGGATTGGTTCCATCATTAAAAG
CCTCATTGGGATCAGGGATACCACAGGCACTGCAGAACCTCCCACATTTCAGGACCAAAA
TGACTNTAGTTCTGCGCCTTGGTCTGAGC
>McF0051H15-MGRbd1
AGGCGCGTTAAACCCGGGCATTATGGCCGGGGGGCGTGCAGCGCGAAACCCCGCCTCGAG
GCTGGAGGAGCATGACTCTTCAGAAAAGTCCCCGCAGCTGAACGCAACGGAGGACCGCCG
CGCGCGCGCGAACATGGCTGCCTATCTGCAGATAGCCGACGACGAGAAAGGGCACGAGCT
GGATCTGTTCTGCATCCCCAGACATTATGAAAACGACTTGGACAAGGTGATCATCCCTCA
TGGGCTCATCATGGACAGGACAGAGCGTTTGGCCCGGGACATAAT
>McF0051H18-MGRbd1
CCTGGACCCTGCGTTTTGAAACAAGTCAAGCAATGACTGCTCCAGAACAGCCGCTGAAGG
CCGATGATATGGCTGCCTTGGATGCTGATGGAAGCCAGAACGACTTTGTACAGGAGGAGG
AAGACAGGGGGTACCAGCCGTCCGATCCATCTGCACAGCTCACTGGAACAGACAGGTGGC
AGGTGGTAACCCCCACCACAACAGCAAAGGATGACTCTGGAATTATACAGATCCAAAGTC
AGGGAATCTTAACGTCAAACGGACAGTATGTTCTTCCTCTCCAAAATCTACAAAGTCAAC
CTATCTTCGTGACGTCGGGAAGGGACGCCTCCTCTGCCAATTCAGTGCCTAACATTCAGT
ATCAAGTAATTCCTCAGATCCAGACGGCAGACGGGCAGCTGAGCTTCTCCGCGTCCAGCG
TGGAGGCTCAGAGTTTGACTCAGGACGCCACAGGGCAGATTCAGATCTTGACTGACGGCA
GCCAGAGTCTGGGTGTGGCCACATCTGCAAGCATCCTCAACAACAATCAGAACCTCCTTT
CACAGACTGGTAATGTGCAGCAAATCCAAGGGGTTTCTG
>McF0051H19-MGRbd1
TAACCCGGGCCTTATGGCCGGGGAGCAAACATGGCGGCAAATGTCAACAGTAGGGCTGGT
TTTTTTTAGCCCCCCCAAGTCTACAAACATCACGAACAACACAACGCGTGGTTTTATAAA
CCCAAATATAGAGATGCCAGGAGAGCTAAAGCAGTCAAGGTCTACACAATAAATTTAGGG
TCCCGTTATGNGATGATTTTGGTTTTTTGGGGAAACCAACCCCCCCGGAGGAGCTGATCC
AGNTGNGNGCTNTTTATGGAACAGTGGAGGAATACAGACCGCTGGACGAGTATCCTGCTG
AGGAGTTCACAGAAGTCTACCTGGTCAAGTTTCAAAAACTGACAAGTGCTAGAGCGGCGA
AACGTAA
>McF0051I05-MGRbd1
GGGATGGCGCTAGCTTCCTGTGAGAAAGCTGGTGAGCTCAGAGAGCAGCGTGAGTTGGCT
CGAGCAAAGAGTGCGGATCACGGCAGAGGTAGATCCTGCTTTTCTGGGGGTTTTAAAGAC
TGGGCGTGAGGTTTTGCGACGCACCAGGAGGTGTTGCTGCTGTGGTTCTGACCCCTGCTG
TTATAGCTGCACTGGGTTTCTCAGCAGCTGGAATAGTAGCAGGATCCATCGCTGCAAAAC
TGATGGCATTATTTTCAACAGGAGGATTCGTGCCAGGTTTCATAGCACTCCTACAATCAT
TTGGCGCGATTGGTTTTTCTTGGAGTGGCTTAACGCTAACTTTTGGTACTGGAAGTGTTT
TGGGAAACATGATATCAAGCATCTGCAACCAAACTGGACATGACTTTCCACCAGCTCCTT
AGATGTTTATGTTATAATGGTAAATGG
>McF0051I09-MGRbd1
GGNCTTCAGCGCGCCGTTAACCCGGGCCTTATGGCCGGGGTGGTTTTATGTGGTTTAACA
AGACAGCTGGCAGCATCTTTTACAACAACCCTGCTTATTCTGACCGTGTGTGCTGCACCA
GTGTCAGTAACTTCGAGGAGGCCCGGCAGAGCTATGGAACAGACGAGGACATCCTCTTCA
TCTACAAGGAGAGTTGATGGACGCCAAAGGAGGATGCCATCGTTTTTTGTGTCGTGGTGA
CGCTGCAGGTCTGCCCTCTAGTGGCTCAACATCTCCTCCTTCGTTTGTAAATAAAGACAC
GTCTGACCGAANAAAAAAAAAAAAAAAGGGGGAAAAAAAAAAAACATGTGGGCCG
>McF0051I21-MGRbd1
CCGCCGTTAAACCCGGGCCTTATGGCCGGGGGTGTCCGCTGAGACAGGTAGTGACGCAAT
CATGGCGTGCGCTGCTGCTACTCGTCTGACGGCTCGCTGGTTAGCTTCATCACCTTCTTC
TGGATGTGTCAATGGTCGTTTTCTTTGCATATCTCCTAGAAATGGAGGAGTTTGTAAAGC
AGCCGTCTGGCAGGCGAACCGGAGAGGGATAGTCGTTAGTTTCAGTTCTTTCGCGCGTGG
AAATGTTGTGACATTGACAAGAGTGACAGGGGGGACGTGTCCCAGTGTGACAACCTGTCA
CTCTTTCCATTCCAGCTCCATATTGGCAAACAAACAGGACTTCTATGAAGTATTGGGTGT
CTCCCGCAGTGCGTCACAGAAGGAGATAAAGAAGGCGTACTATCAGCTGGCAAAAAAATA
CCATCCAGACACGAATACCAATGACCCAGAGGCCAAAGAGAAGTTTGCCAAACTCGCTGA
AGCTTATGAGGTTCTGAGTGATGAGTTGAAGAGGAAGCAGTATGACGCTTACGGAACCAC
TGGCTTCGACCCGAACCGCGCCGGAGCTGGACAGCAGCAGTACTACAGGGCAGGAGGCTC
CAGCATCGACCCGGAGGAACTCTTCA
>McF0051I24-MGRbd1
GCGTTTAACCCGGNCCTTATGGCCGGGGGCTGGTCCATTTTATGTTCTTCCCCTGTTTAG
TGCATTTCGAGTTTCAAGCTTTGTTTTGCCTGCTTAAGCAGTGGTTTTTGTTTGTAGTTA
TAGATCTATTTAAAGATCCCATTGCCTGAAATCTCCTGCCTCTCCTCCTCTCTGCGCATG
CATGGATGCTGACGGCCCCATCCTTATTCCAGCTTCCATCACTGCCGGTTTCCGCAGTTC
CGGCGTCCATCTCCTGCATGGCTGCAGACGCAGACGCGTCCTCAGATGGAAGCAGAATGC
ATCATTCCCGTAGAGCCGATGCTGTCATGCTCCGATCCAGCGGTGCCGCTCATCCCCACC



GCGGCTGTGCGTCATCA
>McF0051J03-MGRbd1
GGGACAGTAGAAGTAAAATGTTCAACAAGAAGCACAGGAGAAACTTTCGGCAGAGAAAAG
CGAGCTCCTCTGAAGATGAAGAGCAGAGAAAAGACAGCGCGGGAGAAAATGAAGACGTGA
AAGCTTCACTGGTGGTAAACCCGCCGTCTAAAGCAGCGCCGGGTCGCGGGATCTCATGCA
GCTCGAAGCGGGAAGCAACGCCTCCGAAGGCCGACAGCAGTGACGAAGAGCACCGAGAAG
CCCTGGAGCTGACAGAAGAGACGAGGAATAATAAAGATGGGACTAATTGGAAGACAAACT
CCGTCCTGAGTTTCTCTGTCGAAAAAGAAAATGAAGAGTCAAGTTTTCAGTTGAAGAGGA
CTTCTGATAAAGCGGTCCTTTTCCAAGTCAGGAAGAAGGAGGCTTTGCCTGCTAAGAAAA
AACCATTCAACAAAGGTGGTGGAGATGCCCTGTCATCGATTTCCCCCAGGCATGATCACT
GTGATGAAGCCTTGCCACAGTCTCCTGAACATAATTCCAGCAGTGAAGACATTAATAGTG
AGGACACTAGCAGTGGA
>McF0051J13-MGRbd1
GGCATTATGGCCGGGGGAAGCCAATTTCCGGAAATAATTTTCGAACTCCAACGATGTGCT
ACTAAAATGTATTTAAACTTTTAAAACTATCTAAAACAACTCTTGAGCTCAGCAAAGTAT
AAATTTCCAAGGAGGGAAGGACAGTCTGCGGAAATGAATCCTTGACTAACCATCTGGCTG
GCGGTTCAACCTGCTAAGCAGGTTTGTTAGCTGCGCGCTCCATGATGGAGAGACTTCTGT
CTGCGCTGACCGAGAAGCGAGTCCTCTTCCCGGTCTCCTTTGTTATACGGCTAGTGCTGG
TCGTTTATGGGGACTATCAGGACAGGAACATGGTGGTGAAGTATACAGACATCGACTACC
ACGTGTTCACTGATGCTGCGAGGTTCATCACCGAGGGTCAGTCTCCATACAACAGGTCAA
CTTACCGCTACACTCCCCTCCTGGCTTGGCTCCTCACCCCAAACATCTACCTCACCGTTG
TATTTGGAAAGCTCCTCTTCATAGTGTGTGA
>McF0051J20-MGRbd1
GCCGCCGTAAACCCGGGCCTTATGGCCGGGGGTTCATAACATGGCGTTTCTACTTTTATG
CGGGATCATTGCGGTGTTTGTTGCGGCCGAGGCTTCTTCTGAGAAGACCAAGACAGTGGA
GTTCAATGTGAAACCCGGAGGAGTAGTTCACAGTTTCACGGAGGGAGTTAGGGATTATGA
GTGCACCTTCACCTACGCGTCACAAGGGGGAACCAATGAGCAATGGCTGATGAGTGTTGG
CCTGAGTGACGACGACTCGCTCTTTTCCTGCTCCGTGTGGAGGCCTCAGGGGAAGTCGTA
CCTGTTTTTCACTCAGTTCAAGGCTGAGCTCAAAGGAACCAGAATTGAATATGCCAATGC
ATACTCACAGATAGCATCATGAGGACAGAGCGACGTGCCTCTGAAGCCGGAGGAGTTTAC
CGTCGCAGAATCAACAGTGACCCACAAGGAAGGAAGGTTCAATGCCCAGCTCTCCAAACT
GACCGCCGTTGGACGGACACAACGCGACGAGCTGTGACGGCTCACAAGTCAGGCGCTGCC
TCCACCAATCACAGCCCTTTGCTGGACTCTGGGAGGAGGAGCCAATGAAAGCGAGACC
>McF0051J23-MGRbd1
NTAAACCCGGGCCTTATGGCCGGGGGCACAGAGCTTGTCAAAGTATCTACATACATTTGT
GTGTATATTTTGCCTAGAACAAAATGAGGATCACAGAACTACAATTTTGCTCATTTATTT
ATTTTCTATTAAGCCAATTATCGCAGGGCGATCCGGTCCTCCCTCCTGCAGATGCCATCA
TAATCCAGATCCAGCACTCGGGTGTGGTGGGGGGCCATTACCCCGCTGAGCGGGTTCTTC
TTAATGGTGTGCCTCTGAGCAGCACGAGTCAGGAGGTCAGCAACATCCTCCAAAGTTTGT
CAAACAAAGAACTTTTGCTGTTCAGTGCTAGCATCAGTCAGATGCCAGCTTTAAAGGGTC
ATATCATCTTTTTTTATCA
>McF0051J24-MGRbd1
GGNCATTATGGCCGGGGACAGCCGGGAGTTGTGAGAATTGCTCCACTATGACATTTTATA
GGCTCTTCCAAATGTGAGTACCGGTGCATCAGCTAGTATGGGGTAGTGACAGTCCTGTGT
GACCCCCACATGCTAAAAGCGCATTCAAAAAGTCATGTTCAACATGCCACACATGCCTGA
TGTGTACAAGTTATAAAATCTCAGAATCTGTTTCTACAAGGGGGTAATATTTTTCCTTAA
ACTCTAGAGAATATTGGAAATATATATTACTTTTATTGTATGGGTGGGTGGTTGATTTCA
AAAGGAAAAAGTCAAAGGCAGTACTGATGTAAGATATTTTATTAGTGATTATTATTGAAG
TTTTTTTTTTTGT
>McF0051K02-MGRbd1
CCCGGGCCTTATGGCCGGGACAGCAGAGGCAGCTCGCATCGCCGCACCAGGGGACATTTG
TTTAATCCCCGCCAGTAATGGCGGCGTCGGATTGCTACATAGTGGGGGAGATATACAATG
GGGAGAAGGCACCGGACCAGTTCGAGTATGAGCTTGAGCAAGCTCTGGAGGCCCAGTATA
AATACATTGGTATTTTGTTTGTGTTGATAACCCACCCCCCANNCNGNTGGATTACGGNGG
GAAACTGTGTGCACAAGACGGCAGTGTTATCAGGCTCTGCCTGCCTCCTGACACCGCTTT
CACTGTCTGGTGAATACTCGCG
>McF0051K15-MGRbd1
GGGACACATGCAGGTTCACAAACACTTACAGTATGCACCTACATCCTCTTCATCATCAGG
GGAGGAGCTTTGCTAAGTGTCAGGACTGCAGAGTCAAACAGGAACGACTTGAGAAAGGAA
ACACATTAAAGCTGGACGTGATTCTCAGATGCTGCAGTCAGTGAGGACCCCAAAGTGCTG
CAGAGCATTTTGATGCACGAGGATTCTGCTAGGGTGCTGCACGGGGACGTGACTCTGATG
ACCTCAGGGCTGTGGCATGGCATCTCCTGGGCACTACCGAGGCTCTGACAAGGATATAGC
CAATGTGGTGCAGAGACTGCAAGGAATTTGGAGGATTTTTGTCAGTGGTGAATTTAAAGG
AGCAGATGAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAT



>McF0051K17-MGRbd1
GGGGCCTTCGTGTGCGCATGCGCCTGGTTTGGCGGAGCTTTGCTGTTCACTGGCGGGAGG
AGGGAACTGCCGCCGCTGGTGAAGCATGACAACAGGAAAGGCACCGGTTCAATCACCTGA
AGAAACTCATTGACAGAGGAAAAAGCTGAGGAAGGACCTGGAGGTGTTCTCCTTTCCGGG
GAGGAGCAGGTGGATCGGTAGGAGGTGTCCGCCAGTTCTCCGGCGAAGATGCGGACTTCG
TCTGCGGTAATAGAAGAAAGCTGGGCAGGAAAAAGTGACAGATGTTGGAGGCCCACGCCG
AGCAGAAAAGCGAGAGTGGGACTGTCAGACATGTCGACTCCGGCGGGGTGATGGATGGAG
AGTGAGCTCCAACACGGCGACTTCAGCGAGGAGGCTGCAGCCAATCAGAACACAGCCAGC
CGCCGCCGGATGTTGGCCCTCCTGCCTTCAAAATAAAACCCACCCTCGACATTTAAGCAT
TGACATTTTTCAACCAATGTAGTTATTAAGAAGCAGGGTGTGTTTATTTAATGTTGAAAA
CCGAAATCATGTAAATATGTTGTAA
>McF0051K20-MGRbd1
GGGGATTCAGACGTGGGGAAGAGGAGCTGCCGCTGAGGTGAAGCTGTGAGACGAACGTTG
AGCTCGTGCGATGAAGAGGAGGACAGACTAACATTGAATGCAGAATTGTGATGCTTCAGT
TTGACCTCCACCTGATGCCTGAGGCTCCTTCTCACTGCTGAAAGTTTGGCACCATCTTCA
CTTGTTTGTCCCCTCAGAGTTCCAGCTCCTCCCTCATGAATCCTTATTCGGAAACAAACC
AGGACTTTTCTCAAAGTGAGGACAATGATTCTCTGAGCTCAATTTGCTGGTCAATTCCTG
ATTCCAACCCGTCGGTGCCCACTTCTCCTCTCCCCCAAATCTACACGGGTGAATCTTTTC
CCCCAGCTTCACAGCGTCTGTCAGTCTCAGACCTGACCTGGCTGGACCAAAATGTCCAAC
CTCCAAGTTCATCTTTGCCCCTTCCAGCATTCACTCCTGCATCTACTCCTTCATGGGGTC
TGACCCAGGACTCTCGGTCTCCTCCCATAGCAAACCCTTACTTCTC
>McF0051K22-MGRbd1
CTTATGGCCGGGAAGGAGGTCGGAAAGACTCGACACACCCAGATGGACTGGGATTGTTTG
CTGGGAACGAGAATTCCACATCAGGGAGTTCAGACAGGAACAAAGGGAGGCTGGGAACAC
TCAACTCCCCTCAGCTGGTTCATCTTTGGGCCTTGTGTCTGTGTGCAGATGTCCAGCAGA
GGTCAGCCTCGAGCTGAAGACACCAGGTTCAGTGAGGATGACTGGACATCATTAGTGAAT
TTCTCTTATTTCTAGTCAAACTAGAATATATCACCTCTGTGGAAATATACAGGTATATCT
AAAATATGTGAATATTTTTGAAAACGTTCAATAGTTTCCGTCAGTCATTTCAAATATATT
>McF0051K24-MGRbd1
GTTTAACCCGGNCATTATGGCCGGGGACAGAAGGGGGCAGTAGCCATCTTTAGAAAATCC
TCGACGTCTGATCGACCCAGCAGATATTGTCCGTCGGATAAAATAATGTCTTTCACGCAC
ATTTTAAAAGCCGTGCAACAAAGTGTGCGGAGCTCCGGGAAAACATTTCTCCCCGTGCAG
CAGGCTGGCGTGCTGTTGTTCACACGCAGAGCAGGAGCGGTCATCCCCGGCCTGTCCGTC
CGTGGGTCAGAGGCTCCTGTGTCCCCCCTTAGCTGTCTCTGTCAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAACGT
>McF0051L05-MGRbd1
CCGTCCAGCACCCGGAGAAGCGGGGATGTGCTGCCCTTTTTAACGAAAAGAAGCCAAGCC
CAGACCCCCTGAAACGGATCTGCTGTCGATGTGGATCCACGTACTCCGTGAGCCAATCGG
GCAAACACGTTCGTAAGGAGGAGTGCAACTACCACTACGGCAAAGGGGTCAAAAACAAAG
TGCCGGGTGGAGTGGAGACCCGCTACAGCTGCTGTCAGGGCGTCATGGGAGCTCCG
>McF0051L11-MGRbd1
CAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGACATTAATGTCTGGCTAACGCTAGT
AGCTAACGGGAGCTCAAATGCGTCAGCCCTATTCTACTTTAACGGCATTGGTAAAAACAC
GTGTGCTCGTTAGTGCAATAGTGGTCGGAGAAGAAACGTATTTTGACTCTGTGCTGTAAC
TGCACTTTTCTCTGAGAATCTGTGTCTTAACTTGTGGCATTGCGGCGTTTATTGAGGAAA
AAAACGTGCGACAGAGCTTGCAAGTACGGTAGTCGGTGCTGCGGTCGCCTGGCTCGCACA
GGCAGGGGGTAGCACGGGGATTGGGTGCTTCATTGTATGTCAGACCAACAGGCGTGGAGT
TCGCCATTTTTAATGATCTGTGTTTTTGATTAGTGTTTGATTTGAAATCAATCAATGCCA
GCTAGTAAAGCTCGTGTGATCAGTTAAATGCATAAAATTGTCTGCACAATCGGATTTACT
CCCCTTTCACCTTATGTCAACTTTGGAACAAGTACAGAGTGCTGGGGAAACAGACG
>McF0051L14-MGRbd1
TAACCCGGNCATTATGGCCGGGGGACGTTATGCGTTAAAAGGCAGGTATGCTGGAGGTGA
TGGCAGTTACGCAACTACCGGAAAGTTTGCTGAAATTTCCAGTGACAGGAGCGGGAAGCT
TGTTCATGATGTTGCATGCAGACATCCTAAAGCCACGAAAGATCTGGAGAAGTTGTATCT
GACTTCAACCTCTCTGTGCAATGAGGACCTGAAGGCGGGCGACCCATGTGTGTCCAACCG
AACGCACACGCTGAGTTTCACACCTCTGTGTTGCGCGTGTGTGTTTGAAGCTCTGCGGAG
CTGAGGACTGAAGCCAAACAGGATGGTTCAAAAGTCCACTTCAGTGTGCCTGTTGGGAGG
CTTTTTAGGCCTGTTTCTGATGGCTCCAGTTCTAATGACCTCCACCCCAGCAAGTATGTG
CACCCCCCTGAAGACGCTCAACGACAGCCTCAGCCACAGGAGACGATACATGAAGCACAA
CTTCCCCATCAACTACTCCATCAGGGTTTATCGTGAGGAAATCTTTAAACTGTCAAATAT
CAG
>McF0051L21-MGRbd1
AAAGGAGGGACATTTTCCCGCCGCCCCGTAAGAAGATCCGCGTGGAGGAGAAAGGCCTGA
AGCACAAGAAATTGATGGGGGGGGAAAACCCACCCGCCAAACACAACGGGAAGCAGAGTT



GGGGAAGCCCAGCGAAATGGAGTTTCGGCCCGGCCAAGACCAGCCACTCCACCGCGGCTG
GGACGCGAGGGACCCCGGTGCG
>McF0051L22-MGRbd1
GGGAGTGCTAGTCAGCGAGAGCCACCATCCAGCACCCAGTCATCTACACAGGAGGAGCAG
AGCAGATCACATTTCTTTGCAGGAGACTGAGAGACTTTTGTGCCTTCCTTTCAACAACTG
GTGATGTTCTGGATAAAAAGATACATCAAGATACAACTTGCACCATGAGTTAATCCCTCT
GGGAGCCTGTATCATCCTGCCGAATATTTCTCACGGGTTCTAACCTGCAATCATGGAGAA
GTGCTGGAGATGGGGAAGTGCCGGAGGATTCAGGAGTGTAATGGGACTGATGGGGGTGGA
GCTCCTCGTCATCTTTCAGTTAGTGCATTCTCAGCCCACTTGTCCTGCTTTTCCGGGCGA
GGAGAACCTCACCCAGCCTCAATAAGAGGCCGCAACCCAAAAGGACCCCAGTGTGGGCTT
CATGGCCCCTTTTTCCCAGTCTTTCCTCAACACTGTCCA
>McF0051M01-MGRbd1
CCTTATGGCCGGGGGACAAAAACCAAACCAAACTTCACAATCCTCACAGTTCCAGAATAT
TTGAGATTTAGACCACAAATGGTTACTTTTAAAGAAAGGTTTCCTTAAAAGACTTTGGAA
AATTCATACCTACGTGGCTGAGAAACTATGGCTACCTGCGACCTCACAACAACCAGACCT
CTGACCTTGAACAGGAGAAAGCCATGCACTCTGCATTGGCTGCAATGCAGCGGTTTTACG
GCATTCCTGTGACGGGCATCCTGGATGAGACCACTATGCAGTGGATGTGGACGCCCCGCT
GTGGTGTCCCAGATCAGCCCCACACCAGCCGCCGGCAGAGGAACAAGCGCTACGCCCTGA
CAGTACAGAAATGGAGAGAAAAAAAGATCTCGTACAGCATATCAAACTACACCCCCAAAG
TGGGGCAAAAGGACACCCAGAGAGCCATCCGACAGGCCTTCAGCGTGTGGCAGATGGTCA
CGCCACTGTCCTTCCAGGAGGTTCCTTACTCAGAGATCAAGAAGGAAGGGAAAGAGGCTG
ACATCATGACCTTCTTTGCCTCTGGTTTCCATGGTGACAGCTCTCCGTTTGATGG
>McF0051M05-MGRbd1
GCGTTTAACCCGGNCCTTATGGCCGGGGGGCTGTCAACGGGGTTTATCATGGATTCCCGT
GGTTTTTATCGCCCTTGTCGTCTGCTGGTCCTATTACGCGTACGTGGTGGAGCTTTGTAT
ATTCACAATCCCCAGTAGAGCAGAACAGATTTTCTACCTGATTTTCTTCCACCTCTCCTT
CATCATGTTTGTGTGGTCCTACTGGAAAACCATCTTCACCAAACCTGCCAACCCCTCCAA
GGAGTTTTGCCTTCCGAAGGCGGAAAAGGAGTGCTACGAGAAGGAGGCAAGGCCGGAGTC
TCAGCAGGAGATTCTGTGGAGAGTGGCGACTAGCCTGCCTCTGTACACGCGCACCGGCAC
CGGAGGGATCCGATACTGTGACCGCTGTCAAGTCATCAAACCGGATCGCTGCCACCACTG
CTCTGCGTGCGACACGTGTGTGCTGAAGATGGACCACCACTGCCCCTGGGTGAACAACTG
TGTTGGTTTCTCCAACTACAAGTTCTTCATCCTGTTCCTGGCTTACTCGCTGGCGTACTG
TCTGTTCATCGCAGCCACGGTTCTGCAGTATTTCATTAAGTTCTGGACGAATGAGCTGGA
CGGCACTCACGCCAAATTCCATGTCTTGTTTCT
>McF0051M08-MGRbd1
AACCCGGNCATTATGGCCGGGTCCTTGGCCACCGTAACTTTAAGCTTATCTTTGCTATGA
GCCAGCGCCACTACAAGGTGTCTTCCCGCCGCTGGTTTACTCTCGACTCTGTGGAGCTGG
AGTACGATGGGACCAAAGCGACGTTCAACGGAAGCCGTGAAATTTATGCTCCTGCTGAGT
ATTCCTTCCGCTGTCAGTTTGTTACCAGCGACCGTTGGCCCCTGCTCGTCCCACGATCTG
CCAAAGACCCGGCCAATCAGTGGAAAGTCTCTTTTGAGGACTTTCAGATACAGGGCTTTA
ACCTGAGCGGGAGTGAGTTCTCGTATGCCAGCGACTGTGCAGGCTTCTTCTCCGCTGGTA
TCTG
>McF0051M14-MGRbd1
GGGGCAGCCTCTTGTTTGACAGCATTGCACTCGATACGATTATGCTACTACCCTAATTTT
ATTTTACTTTCACTTTGTGAGAATTAAAAATAAAAATTCCCGAGACGAATGTCCAGCTTT
CTATCTTTGTTTTGCTATTGACTTTGTTATCTAAGCGAAAATAGAAATAGCGACGACGAC
GTGGTAGTACTGTACTAGCCCCAGGCGTCCCGGCATCTCCAGCTCGTTAAGAGCCTTCGT
GGTTGAACTCGGTTTCCACAGTCAACGCCTTTGCTGGAGGACTCTTCCACTGTTGACATG
GATTGTGTTGTTTGAGGTGGTTCGTGTGCTTAAGGATCTTATAACATGACTGTTTCAACA
GCAGAATTACTGACGTGGAAACATGGAAATCCGGAGGTAGCTTGAGCTGCACTGTTTTTG
TTTCCGGACTGAGAATGAACTGGGATCTGACAGAAGACGGTCGTGGCAGCTGTTGACTCT
GCAGGGGCGTCCGAGTGAGAACCGCCGTCTCGCTGTTCTGTGTTCTCTCTGGAAACAG
>McF0051M17-MGRbd1
CGGTTGGGCGACCCAGTGAAAGAATACGAGTTAATCGTCCACCAGCTGGCCACTTACCCA
GACGTTAACAACTTTTTGGTTTTTTGGAAACCCCCCCCCCACNGNNNGCACANNGAGNNN
GAANACAANAAANCCAAGNACCACNNGAAGGANGNAANCGNGGGGAAGANNNANNNNCNG
NGGGNCAGAGGCAAGANCCAACACANGGAACCGCAGCNCANCAAGAAGGAGACCACAGGC
ATTTTTTTTTTTTGGGGGGGGGGACCNANACNNNTACAAAAAAAAACATTATGNNTGNNG
CTCCCCTAAAACCANAATCNATTCCAATCACNCTGTTCCCTGCAGGATATGATCTGACAC
CAACCATGAGGGATGTCAATAAGAAGTTCTCT
>McF0051M18-MGRbd1
AGGAAGGAGAGCTCATCCTCGAAGGGCTCTTGAACATTTATTGAAAAATATATAAACCCC
TTCCCCTTCAAATGTTTGATGACAATGAAAGATTCTGTCTCAACAGATCAAGTGCGGCAC
CGAT



>McF0051M19-MGRbd1
GCCGTTAAACCCGGNCCTTATGGCCGGGGGGTGCAAAAAACTATGGTCACCAATTTCAGA
GCAACACCCGGAGCCCAAACATTACCATGAACTTTGCTTGGCATCTCCTGAACGGCTCCA
AACTGTCACGCCGCTCAGCTTCATCAGCCTGCAGAAGAAGCTTTACCTCACAGCGTGTCA
TGATGTCCCGGCACACTAACGCCAAAAGAATTGCAGGCCTGGACAAGAACGTCTGGGTGG
CGTTCACCTCAGTGGCGGCGGACCCATCCATCGTTAACCTTGGCCAAGGCTACCCAGACA
TCCCCCCACCCTCATATGTTAAGGAGGCTCTGGCGAAGGCGGCGTCGGTGGACCGCATGA
ATCAGTATACCAGAGGCTTTGGTCACCCATCTCTGGTGAAAGCCCTTTCCCAGGTGTATG
GAAAGGTGTGTGGGCGTCAGATTGACCCCTTCAAGGACATCCTGGTGACGGTNCGGGGTT
ACGGTTCCCTGTTTAGCACCATGCAGGCCCTGGTGGAGGAAGGAGACGAGGTCATCATAA
TTGAGCCTTTCTTTGACTGCTATGTACCC
>McF0051M21-MGRbd1
GGGGGAACACAACAATGGCGGACGCTGTAGAGGAAGCTCTTCAGGGAAGCTGGGATCAGG
AGCTAGCTGAGGCTCTGGACTCTGGGAGCTCTGACATGGAGATGGACAGAGGGATCGCTC
AGGTCCAAGAGCAACCAGCACAACACAGAGTCAAGATGTGGACGATCGCATTAAATGTTT
CTGGAAAAGGAGACAGCTTGTCTCCTTGGGATGGTGTCCATGATTTGCCAGAACAGACCC
TCATTCACAACCGCAGTGAACAGCTGATCGATCAGCTGGGAATCCCGGAGGAAGAAAGAA
AGGAAATGGTATCGGATGTGGAGTCGGTCATCACTTTCTACTGCAAGTCTCGCAACATTA
CCTTCAGCCCGGAGCTCAGCTGGCCGCATCTGCTCAAACCGCTGCTGGGGCTGCAGCTGC
CACGCAGCGATCTCTACAACTGTTTCTACGCCATCATGAACAAATACGTACCGAGGGATT
GTGTGCAGAAAGGCCGGCCCTTCCACCTCTTCAGACTGCTGC
>McF0051M22-MGRbd1
AAACCCGGGCATTATGGCCGGGGTGGGAAGAAATGCTAATGCCACTTCTCCAAAATATAA
ACTCAATATCACCTGGGGTGACCAGGATCTTCTTAATATAATATTTCACCATAATCCAGA
AAGCCTGTATGTGTTTCCATGCCAGTGGAACTACAGGCCAGACCACTGCATGTATGGCAG
CAACTGCGCGCAGGCTGAACGGGAAGGTGTCTTCATTCTCCATGGAAACAGAGGAGTTTA
TCACAACGACAAGCAGCCAGCCTTCCAAGCTGTTTATAAGACCATCCAAAAGTATCAGTT
TGGTGAGAACTTGGAGACGTCACTCCTCAAACCACTGGAAGCTGCGCTGCAGAGCGCCAC
ACATACGTACTGTGGCAGAGCCGGCCCGCTGTTAACCAAGAGGTTAAAGGAAAGCATCCG
GTCTGTTCAGCAAAGATGATGGGAATCGGCAGAAGCACTCCACGAGGAAAGCCAGATGTC
TGTCAGTCTGGAGTTGAACTGATTGAAGACATTGCAACTCCAGACTCAGTCACATGTTTA
CAAGCTTCGTGCCAAGATGTGGTCTGACTTTC
>McF0051N01-MGRbd1
GTAACTGCTCTTCAGGAGGAACGAAACAGCTTATTGGCTGAGAATGATGTGCGTAACCGA
CCGAGCCAATCAGCTGGACACGTTTGATGACCCGAGCCCACCCTCAGGAAAAAAACACAG
TCAGCTGCAGCTGCAGTTTGAAGCATTGCAGGAAGAAAACTTCAGGTTGGAGGCTGCAAA
GGATGATTACCGAATCCACTGTGAGGAGCTGGAAAAGCAGCTGATAGAACTTCAGCACCG
CAATGATGAGCTCACCAGCCTGGCAGAGGAATCCCGCGCTCTTAAAGATGAACTGGACGT
CCTGAGGAACTGCTCGGATCGGGTGGTGATGCTTGAGGCCTCGGTGGAGACGTACAAGCG
TAAGTTGGAGAATCTTGGTGACCTAAAGAGGCAGATGAAACTGCTGGAAGAAAATAATAT
GACATACATGCAAAACACCGTCAGTCTGGAGGAAGAGCTTCGCAAAGCAAACGCTGCCCG
TGCACAGCTCGAAACATACAAACGACAGGTTCAGGAGCTTCACAAAAAAATGTCTGAAGA
GTCGAGGCGAGCAGATAACCTCGCTTTTGAGATGAAGAAGTTGGAGGAAAAACATGAAGC
TAC
>McF0051N03-MGRbd1
GGAGGGGTTAAGATATGTTTGAGATTGTGAGTTTCCGTCTTAAGTGTGTGGTTTCTTATC
TTTATTATCTTTTAGTTCCTTCAGACACATGAATGCAGTTCGAGCATATTTGTAAAGCTC
ATTCGCTGCTCTGAATGATGGCGTTTTAAACACCCATGATGTGAAATGTGCAATAACCCT
ATGGCGTTCAGAAGATGCTGCTTCAGACATCAGATGGAAGTAGTATGTTTCTTTGTTCGT
ATTCATTTGCCCCAAAAAAAGAAAACAGTCCTGGTTCTTTTTGGGTTAGCATTCCCAGTT
GTATGTCATTTTTGAACCTTCACTACTGAAAAACTGAAAGGACTGTTTGCTTTCTTAATA
A
>McF0051N05-MGRbd1
GGGAGAGTTTTGTGTCATAGTAACTGCAGCAACAAGACACTAGGCATCAGCAAGGTCCCC
TTCAGACAAAGATTTTAAACAAACTTAGTGCAGCAGATAAAAGACACAGCAGGGAAGCTT
TAGTGCAGTTTCAATAAGGAAGATCTTCTTCATCTACAGATATCCTGCAGATTTTTATTA
GCTGCGAACTGGCAGAAACCACCGGGATCCATGTATGCCCATGCATGTCTGAAGAAGTCT
GACCAGAAGTGGCCTTCATGGAGGAGCTGCAGCCAAATCTCCAACATGGAAACAGGACCA
AGCTCAGCAGGACAACAGCCCTAAACATACAGTCAAAGAACTGTATTTTTTTTTTTTAAG
AGGGGGG
>McF0051N09-MGRbd1
GCGCCCGTTTAACCCGGGCATTATGGCCGGGGGCTGCAGCTGCGTTGACACGGTGAAGGT
GGAAGGTGTGTGTGAGCTGATGTGGATCCACCGAATCCAGCAGCATGGATCAGTGGGAGG
AACCACAGGAGGGAGCCCCTCCCTGTAAAAAAAGGAGAGATAGTAACCATGACAACCAGA



GCAAAGCTCAGAGGAACCAACCTGGACCTGGATTCAGATGGAGGCCTAAAATGAGACGCA
GATTAAGGGGGAAAAAAAGGTCCAAAGATTTCCATTGTAATGTAATAAATCAGTTACAAT
GAATTTCATTCATATCAGTCTTAGTTCAACATAGATTTTCTACTCATCAATATTGTTCTA
TGAATACAAAGAGTTGATTTTTTTTGACAGGGGGTGAGGCTGAAAATGAATTAAAAAATC
TGAAGAATGACTTGATGGAAATTGGACAAAACAAGCAGAATCCTGCTGATCTGAAAGTCT
GTCCTTCAAAATAAAGTCCCTGGAA
>McF0051N11-MGRbd1
GCCGCGTTTAACCCGGNCATTATGGCCGGGGTGTTTTGTTTTCTTTATGCTCAGTTGTTT
CTGTTGCCCCTGTCGGGGTGCTGGTGGTATTTTCTCTCCTCGTTGTGCGGGACGCCGCCC
CGTAAGGCCGCTCTGGACGGACGCTGCACACTCGGGACGGCCTTTTGTTTGCGTCGCTGT
TTGTCGTGCAGAAAAGAGAATATTTGAAATCTTCTTTATTTTCTCCGCCGCAGCATTTTA
TTTTTATTTTTTTTTCAATCATGAGTCTGTGACGGAAAATGATTCAGACGTGTATTTTTC
TCACTGGTATTTATTTATTGGTCTTTAGTTGTTTTCTCTCTGGGTGGGGGCTTAATGTTT
TTTATTATTGTGTTTTTTTTACAGAACTTGAGGCACCGGNTGTGTTTGAATCTTTTGTCT
CCTAGATCCAGTTTCTGAAACAAACCAGCTGGTGTTTTGATGCTTTTAACGTGAAACTCT
GGGT
>McF0051N22-MGRbd1
GGGACAGCTGTGGGGATTCATAACGAGGACATATGCGGCTTCAGAGTAACACTTTTCCTT
GCCCAGTTTAAGTAGAGCGGGGGTGCGTGTGAGGAGGCTGACGGCACAACTCAGCAGAGC
AGCCATGTCCGCGGAGAGGCAGAGCTCCACTGCGGCTCCCACTGCAGCCATTCTTATCAT
TGGAGATGAGATTCTAAAGGGCTACACAGTGGACACCAACAGCACCTTTCTAACACAAGC
ACTTCGCAGACTTGGCGTCTCTGTACAGCGTATAACCGTCATACCAGATATACAGGAGGT
CATAGCCAAAGAGGTAGCCCTCCTCTCCTCTCAGTATACACACCTGTTTTTTTTTGGGGG
CGGGGGACCCACCCATGACGATGACACCTTGCCCAGCATTGCCATGGCATTCCAAGAGGA
GATGTATCACCATCCGGATCTCACCTTGCTGGTTAAGGAATTCTTTGGGGAGACGGA
>McF0051O04-MGRbd1
GGGATAGTTGGGGATAATGACAGCATCGGAGCAAACCACCATCCACACCCAGTTTACGTT
TCGCTTATTTTACACTGGCTTTCTTAACAGAAAGAGTTACGTAAAGTCGTACCAAAATAA
TTTTTTTTTATTGTAGTTGTTTCAAAAAGCAAGTTTTGCGTCCAAAACGCTGCAGATGAT
CAGGGTGACTTGGCCTTTTGGCGGCTGATTTGACTGCCTGCATCAGGCCGCCACACCACG
ACTGTGCAGCTGCTTGCACCATCATAAACATAGTTGCTAATTTAAGGTTTAAAGTTGAAA
ACCAAGTCTTTTGGAAATGGTCCGAATTGCAGCAAATTTTGTGA
>McF0051O09-MGRbd1
TCAGCCGCCTTTAACCCGGGCCTTATGGCCGGGGACTGTGGCGTTGGTAGCAACTTGAGA
GGATCCGGCGAGCCTTGTCAGAATTAGCCAACGGACAGTCTCTTTCAGGTGTTTGGATCT
TTGAAATACTCTGTGCTGGGTCTGGCTTCCACTCTGTGCCTCACTGGTTATCAGACGGGT
ACCTGAAAGCAAAAGGCCCAAATTCCAGCTCTGTTTCTCGTCTGCCCCTCCCTCATTAAG
CCTGTATTGAGTCAGCTGGAAACTCCCAGCTTGACAAGTCAAGATGTCGTCCATCTTGCC
ATTCACTCCTCCTGTGGTGAAGAGGCTTCTGGGCTGGAAGAAATCACCTAACGGACCTGG
GGTGGCGGGCAGCGGTTATCTTTTCGGGCAAGAAGAGAAATGGTGCGAAAAGGCCGAGAA
GAGCTTAGTGAAGAAGCTAAAGAAGACAGGCCAGCTAGATGAACTAGAGAAAGCAATCAC
AACGCAGAACTGCAACACAAAGTGTGTCACCATTCCCAGCAATTGCTCTGAAATATGGGG
ACTGAGTACACCAAATACGATAGAACAGTGGGATACATCAGGCCTATACAACTACCCTGA
CCAAACCAGATCTCTAGATGGACGC
>McF0051O17-MGRbd1
GGGGAGAAGTCGAATGTTTTTCTGTGGTCACAGCCTTTTTCTTGTTCTCCCTCCCGGGTT
TGGGTCTCGGCCAGCAAACAAGCGGGGGGCAGAAAAATGTCGATGGAGTCTGTCCTCACA
GGATGCTCACGGGCGTCCAGTGGAATGGCGGCAGACAAGGAGCCGCTGAAAAATGTCTTG
TGGTTAAGGACCCTTCCCCGCTCCTGAAGAGAAAAGCAAAGATGTTCTAGAAAAGTTTCC
TGACAACATCAACCCTGTAACTAAGGAGAAAGGTGGTCCTCGAGGTCCAGAGCCCACCCG
CTATGGAGACTGGGAGAGACGGGGCCGCTGTGTGGACTTCTAGCTCTGTTTGTATTGGGG
GGATTTTTGTTGTATAGTAGTAAATCCATGTTACAAATGTTGCTTCCATTGTAAGCTTAC
CGTTTGTG
>McF0051O19-MGRbd1
GGGCACACTGGATATGTTTGAGTCCTTCCTGAGTCTTCTTCCTCTGCAAAGCGGATCGTT
ACATTTAAATCTGGGTAAAGTTCACAGAGCGCTGTCCGAGCAGATCAACGGAAAGACTCG
AAGAACAAAAATGTGGCAAAAAGCTAAATAGACGACCTTCAGCGGATCATCATAAGGATT
CAAGAGACCTCCAGAAAGAGGGAGGAGCTGCTTCAACCACAAACGCCACATTCAAACGCA
TTCAGGTTTCCTCCCACAGTGCAGAAACCTGCTGTTGGTGAGTCCCAGTTATCCTTTAGG
TGTGAGCCTGCGCTCCTGCAACAGACTGGCGACCTGCTCAGGGTGAACCCCAATGGTCAC
AAAGGATTCCTCCCGTTCTGAAGATGGATGCCTTCCTGCTGCATCTGCAAACTGTGTTCC
TTCTATAAAAAATGGGATTAAAAATGAAAAAAAAAAAAAAAAAANAAAAAAAAAATTTTN
>McF0051O22-MGRbd1
CGGGCCTTATGGCCGGGGGAGATGACAAATGAGGACAGTTGAGGGAAAGAGGCAACCGTG



TGGCTCTTATTTACTTGAATATAGTGTCATCTGCAGGTTGAAAAACCTGAAAAATGCATT
TGAAGCCAAGTATGGAGAATCCCCACTATTCTACACGTGTGCACCTGGAAGAGTTAATCT
AATAGGGGAACACATTGATTACTGCGGTTATTCTGTACTGCCGATGGCCATTGAGCAGAA
CATCCTTGCAGCTGTGTCTGTAAACAACTCTGGAATGATCCAACTGGCAAACATAAATCC
TCAATATAAAGATTATAAAGTGTCATGCTCAGAGGACATCGCCATAAACAAAGACGACCC
AAAGTGGTATTATTATTTTCTCTGTGGAGTTAAAGGTATCCAGGAGAAGTTTGGGATCCC
TCGTTTGGCTGGGATGTCCTGTGTGGTAGATGGATCTATTCCTCCCAGTTCCGGTCTATC
GAGCTCAAGTGCTTTGGTTTGTTGTGCTGGTCTGTTAACTATGGAAGCCAATCAGAAATC
CCTTTCCAAGGTGGCTCT
>McF0051P03-MGRbd1
CGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGGGGGCAGCAGATGGGTATCCATACAGG
CAAAACTGAGAAGCAAATACCAGGTGCAAAACCTCTGCAAGGCCCAATGGTTTATCCTTA
CCTCTTCTATTCCCTACAGGCCCAGTATGCAACACTTCCTCCAAGTACTAATGTTCAACA
GATGATTATGTCATTAGGTGACCCAAAACAGCCAGCCTCTCCAGTACAGAGTACTGCTGT
TCCTCCACAAGATCCTCAGCTAAGTGGTCAATTTTTGCACCCTGCACACTGCTCTCAGTT
TTGCCTGTATGGATACTCAAACTGCTGCCCACAGATCGCATTTCACCAACATCTACATAT
TGCTCCTGCTAGTCTTGACAAAGATGCACCTTGGTTCTATCCAGGTCTACCACTGATGTC
TTTGATGGCATATACTGAGTTTAATAACGGCTTGGAAGCTGCCCCAGTCTCAGAAAAGGT
TTCTGAGGGAACAGCATCCCAAAATATGGCGCACAGCAGTTTTGCTCAAGCAGCTCAGTC
CCCTCCAAAAATGGATGTAAAACCATCACAGCTCCATCCACCAGATGGCAATCCTACTGC
ACTACCTGGAAGTGGTCCCAACAAGGCTAAAAATGAG
>McF0051P06-MGRbd1
CCGGGGGGGACAGGACGCACGCTGCCATGAGAACAGCACCCATCATTTGACAGAATCCGA
ATTCAGGAGCAGCGCTGAATTGATTTGGATTCCCAAATCTGAATTTGACCGCCCCGTCAT
TGCCCCGTTCACCACCCCAGCTGCTGAGGCATCTTCTAAAGAGGCATCAAAACGAGGGGA
AACCTGCCGTTGCTGTCTCCCCCCAAACTGCGCTCTGGACGGCTGGAAATGAGGACCACG
TCCCTGCTGTGAGAAAGACAAGTGGGGTGGCAGTTTCTTTGGCTCTCAAGGACGCAAAAA
AGTGCCCGCCGGGGAACGAGCTGCGAAGCATGATGGAGCAGGACGACGCGTTCTTGTCCG
TCCAAAAAGACAATCATTGCGAAGATATTCAAAGTTCGTAAGAGGAGGGAGATGCTCTTC
GTCCAGGTGTGCTTCATCTGCAGTGTCCTCTTCGTGGCGTGGAGTATGTCAGCGCTGTTA
ACCAAGACAGGGTACGGTATGGCTGTTAAGGGACATCCAGACCTCGATCACTTGGGGA
>McF0051P07-MGRbd1
CGTTTAACCCGGNCCTTATGGCCGGGGTCCTTTGACCCAGGAAGTGAAACTGAGAAGTGG
GATCATCACCTTTTCACTCGTGGATTGATTCTGCAGGGAGTTGGACAGGATCCGTTCCCT
CGCCGCCGCCGCCACCTCCCCGGTTCTGTCAGAGTTCTGCTGGTGTGAACCCGTCCTGAG
TGCGTTCTGGTACATAATGACTGCAGAGCCGCTGTGTCCCAATTTAGTGGGGATGCTTGC
AGAGTCCTGACAGCTTATTAAAGCACGACAAATGAAGGCGGGGGCGGTCGTCAGCAGAAA
GCTGCTGATGCTGCGCGCTCGCCCACACAGCAGGACGCACCGGAACGCCATCACACCTCA
CGCTCATGCTGCTGGTCCTGACGGCGCCGAGGCCGCTTGGAGCCGTGATTTATGAAGTGT
CACGCTTGTTCCTGCTGGACTGAGCCAGTTCTGCAAAAACACACTGAATCCATTTCAGTA
GGCACAGGAGTACACAACCTGGAAAGTTCCTGCTGACCCCCCCCCCCCCNCCCCC
>McF0051P09-MGRbd1
TTAACCCGGNCCTTATGGCCGGGGGTAGCAGCTGGAAAAGAACACAAACAACATAGCAGA
TATCCCAGCATTCATCTGTAAGGAGTTCGTGGTCACCCCGCTGTCCCTTAACCACCAAAA
GGGCCCGGAGGAACCAGAGCTGAAGTGGATCAAGGAGGAACAGCCACAGCTGGGTTGCAG
TCAGGATTGGAAGCAGCTTGGATTAGAGACTGAGGTGGATCTTTCTGCCCAGATGTTCTC
TGGTTCTGAAATAGAACCCAAAGCTGCTCAGCTCCACTTCCTGGACTCTCTACTGATCGA
GAGCCAGGGTCCAGACCTGGAATCAGCCAAGAATCTGGAAATAAAAGAAGAAATGAGCAC
TTATGGATATTTCTCTTCCTCCTCGTCGTTTTGCCTCAACGATATGTCCTCCAACAAATC
TGTAAACTGTGAGATTTGTGGAAAAACTCTGAAAGACAAGTACAGCATGAAGCAGCACCT
ACGGATCCACAGTGGTGTGCGGCCATACATTTGTAGAACCTGTGGGAAGGGCTTCACCCA
AAAGGGCAACCTGCTGAGCCACGTCCGAATCCACGCGGGGGAGAAGCTG
>McF0051P11-MGRbd1
TCGAGCCGCCGTTTAACCCGGGCCTTATGGCCGGGGGCTGCTGCAGCACAAATGGACCTT
CTGAACGTAAATACTCTTTTCCTCCACCACAAGATAGTCCTTTATGCTGCTCGTCTCGGG
GCCGCTTTAAATGACGAACTGCGCGTCCCCTATTTTGTTAACTCTGGTTCAGAGGCCAAT
GACCTGGCCTTGCGCTTGGCCCAACATTTTTTGTGTTGTTGGGAACCCACCCCCCTTGAN
CACGCTNACNANGGANATNTAATGNNNNTNATTGACATNAGTNTTTACAAGTTNNGGAAA
CTGGNGGGGNAGAAAGAATGGGTTGGTGTGGNGNNTTTACCAGACACCTACAGAGGGATG
TACAGAGAGGATCACCCTTTTTTTTTTTTTGGGGGGGGGGGATAANGCCAAAAACAAAAA
AAACCAGATCCACAGGAAAGGTCGCAAGATCTCTGCATTCTTTGTTGAATCACTGCCAAG
TGTTGGAGGGCAGATCCTCCTCCCCCAA
>McF0051P12-MGRbd1
CGCGTTTAACCCGGGCCTTATGGCCGGGCTCTCAATCAAACCTACAAGATTATACAAGCA



GAGAACTCATCCCTCCAAGCCAACGTGGAACAAGCCATCCCCTCCAAAAACCTCTACAGC
CAAGCCACATCTCCATGATTCCTCCCAGGTACCAGTCTAAGATGCCTGTGACCTCTGGCA
GTGACAGACCTGTGCCACCTGTCAAATACCAGAAACTCAGCTCCAGCCCAAGTGGAATTG
GTTCAGGTAACTATAGCACAGACACTGGGTCAAATCTGTTGGTTGGTTTAACGCAGAAAA
AGCAGTCTTTTGTCCTGGGCCAATCAAAGCCACTAGATGCGCCTACAAACCATGGATCAT
TCATTCAAAGTTTGATTTTTTCTGATGGTGGAAGCAAAATAACAGATTTTAAGCCGGACC
ATTCTTCAAATTCTTGGTCCATGGCTTCAAGCATTCCATTTGAAAAACCATTGGTCTTCA
GAAGTGATCCAGCTGAATCACTGTCAAATTACCAAAGGCTTGACACTGGTTCCAGTCAGA
GCAGAACCAATACAGGTAAAAGCTCAACTCTCTTCGAGGGAGCTCTTAACTACAACACTG
ATGCTGGAACC
>McF0051P13-MGRbd1
TATGGCCGGGGTCGCTGGTTTGCTTAAACAGAAGGGTTCAAGAAAAACCACAATGGACTC
CAGGTCTCGCAGACTTGCTTTCTGTCTCACCGGGTCAGAGATCCTATTACACATTCAGGG
CACCCAGTCCACCCGTGTCCTCAACCTTGAGCTCCACCCGGCTGTACAGCAGGGAGACCA
TGCTAAGTAATGATGGCATCCCAAGAGCATCATCACCTTACAAGGCAGATATGGACAAAC
AGTGGATGCAAGTCTTCCGAAAGGCCTTTTTTTTTGTTTCAAGTTTGAGCGTTTGAATAA
ATCTTTTTGGGATTTTGTTTGTTTTTCCTCTTGTTTTTCATGGATCTGTAACATTATTTG
CTTAAAAAAAAAGAAAAGAAAGAAAGTGGAAACGCCAAAAAGCAAACATCTGCAGGACTT
CTTGGTACTTATAAGTTCCACTGCATTTTTTACTGCTCTCCCAGTATAATTCTAGAAGGT
AGACATTTAAATGACTGTACAGGATCTCTGTAAAGCACAGT
>McF0051P16-MGRbd1
AACCCGGGCCTTATGGCCGGGGGACACTGACCTCAGTTGAACATGATGGACTGTAGGACA
GGACTGCTGCTTTTAACTCTCTGTTATGCAGTTGTTGATGGACAGACTCTGATTCAGTCT
GAATCTGTGGTTAAAAGACCTGGAGAATCCCACAGACTGACCTGTTCACCCTCTGGAATC
GATTTCAGCAGCTATTACATGAGCTGGATCAGACAGGCTCCTGGAAAAGGACTGGAGTGG
ATTGCTTATATCAGCTCTGGCAGCAGCGATATATCCTACTCAGACTCAGTGAAAAACCGC
TTCACCATCTCCAGAGACAACAGCAGACAACAGCTGTATCTGCAGATGAACAGTCTGAGA
GCTGAGGATTCTGCTGGTTATTACTGCGCTAGATATACTGGGGGTTACTACGGAGCTTTT
GACTATTGGGGAAAAGGTACAATGGTGACTGTTTCTTCAGACACTCCTGCTGAGGCTCCA
ACAGCCGTGATTGGTCTGATGCCATGCGGNCCTCAAAGTAGAGACACGGTCACTCTTGGC
TGTCTTGCCGTTGATTTCACCCCCTCTTCATTAACTTTCTCGTGGAAACAGGGCACCAAC
AATTTGGAAAATATCACCCAGTACCCTTCA
>McF0051P17-MGRbd1
CCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGAGGGAGGGAGCGCGCACTGC
TGTGCACGTGAACGCACCTTAGGATCCACTGTACACAATCTTTGGATGAGATCTCCAAGA
AAAGTTTGCGCGCGGCGGAGAGCACTCTGCGTAAAAAGGATCTTGCATTGCGCAGAATCT
CCCTTTACAGGAGAGGGGCGCGCGTCCAGCTCACAGGATGCGAGTACAGTGCGCTGAATG
TTGTTGCGAGCTTTAGGGCAGGAGGGGGAGAATTTAACTAAAAAAAAACTGATTGTGGAT
AAGTACAGAGCGCTCAGACGCAATGTCCGCTATAAGAAGGAAATTTGGGGAGGATTATCA
GATGGTGAACACCAACCGCACTGTGACTTTTTCTGCACCGGTGAAGAAAAAGAGGCAGCG
ATTTGTGGAGAAGAACGGCCGCTGCAATGTTCAGCACGGTAACCTTGGAGGAGAGACCAG
CAGTTGCGTGGCTGGTTATGGCTTTCATGTGGTGGGTGATCGCTTACATCCGAGGTGATC
TGAGCCACGCCGGCCACG
>McF0051P24-MGRbd1
TTTAAGCATCAGATCTGGAGACAAAAAGCTGAGTCTCCTTAAAGGGATTCGGTGAAGATT
TCTCCAGCCAGTAAACAATCCCTCCAGAATGCTCAAACTTTCAGCGATGGAACTTGGACA
AAGTTGTTTTGCGGACGACAAATTCATTTTTTAATGAGGAGAGGCAAGCAAAGATTAAAG
GAAGCTAAATGTAAAAGATATGGATCTAAACATTCACAAATTATGCTGGATAAATGGATA
AACCTGCAATGAGCGTAAATGATAAAGATGTTGAAAAGAAGGAAATAAGGAAGAAGTTGA
AAGTGGACTAAGAAGCAACACTTCCCTATTGGATCAGTTAAGACCATTAAGCAAATGGAG
TTGAGGATTAAAA
>McF0052A16-MGRbd1
GGGACACTTAAATAGACTACTTTTTGCTGAGGGCTGCTTCAGATCAGCTTCGCTTCTTTG
AACATGTTGCCTCTTGAGATTTAGATGTTTTTCTCAAATGCTGACATTGAGCTTCTGTGT
ACAGGAATGTCATCCCATGCAACAAAATGAAGAGCAGGTCATTGTGAGTGAAAATGGCTT
CACGAGGTTCAACGCTCCCTCGCTGGAGGATTCTGGGAATTACACCTGTCTGATAGACGT
CAGCTTGGACGGCAAGACGTACACAGCTGCACGCAGCATTCAGCTCACAGTTAAAAACGA
GCCTCCAGATTTTTTCCAAGAAATTCACATTTTAAAACCTCAAAAGGCTAAGATCCCAGT
TCAAGTAGGGATGAGAGCAGAGCTTCAGTGTTTAGCTTCCATTGGCCCCAGCGAGGACTC
CGAGATCCTCATGTTCTGGACCGTAAATACGACTTTGACCGAGGACTATGAGGAGCTCAG
TGAGTCCTGGAAGTTTATCAGCAACAGTGGCGTGGTGTATGCTCAGTCCACCTTATCCA
>McF0052A19-MGRbd1
CTTTTGGCCGGGGAGACAGAACATAATTCATGCCGGCCTTTAACAACCCATCTGCAATTC
AAAAGAAAACTGATTGTCATGGCAAATGTTTAGATGCTGAGTGACTGGTATAGAAGGACT



TCACAAGACCAGGGAGAGGACAGACCCCAGAGATCATCCATGGACCACACCAGGAAAAGC
ATGGGAGTTCTGGGTGGAGAAGTAACCATCAACACTTTGCCTGACAACATGACAAGGATT
GCGGATTCTGCCAAGTATTACACGTGGAGATACTTTGGCACCAAGGACCAGCGCACTCGT
GACC
>McF0052B01-MGRbd1
CTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGTACTGTCATGGTGGCCTGTCAG
ACTCCTCCCCCTCCCAGCTCTGCTCCAGACTCACAGCTGTGTCCACTCATCTCATCCCCT
CACCTTCTTCACAAGGAGACTCACCTCAAGCATTCTTCGCCAGTTCGTTAACACTGATGG
TCTTGTCTTCCACGAGTGACACCCGAGTCTTTCTACTACCCGAGCTGAAGCTGGACTCCT
CTGCGCCTCCCAAGAACTCCAGCCACGCCACCGCCAAGAACTCCAGCCACGCCATCAAAA
AGAACTCCAGCCACGTCAAAGCTAAGGTCCAGAGCTGCCTTCGTCTTACCTATCCTCCAT
CCTGCTGACGATCTGCTCCATCAAGTCCCACGACGCTCCATGCCTCCAGATCCGCTGGCT
CCTACAAAATAAAACCACTTACTTACCCTTACAAAATAAAATAAAACTACAAAATAACAA
TCCTT
>McF0052B04-MGRbd1
TATGGCCGGGGCCAGCGAGAATGTCCACTGTGCAGGAGCGAGGGCCCTTACGTGCCGCTG
TGGCTGGGCTCAGAACCCGCCGTCTACTTGGATGCAGGACCACCGACTCATGCTTTCGTC
CCGTGCGGCCACGTCTGCTCAGAGAGGACAGCCAGGTACTGGGCAGAAACCTCACTCCCC
CACGGGACGCACGCCTTCAGACCCGTCTGCCCCTTTTGCTCGGCGGCCCTCAGCACACCA
GGCTGGACACGCCTAATCTTCCAGGGCCCCATCGATTAGCTGCTACTCTGCACAATCCAC
CATCACTACTTCAGGAAGCCCGCTGCGCTTCATTTGTGGCACAAAGTTCACGAGTGCAGA
TCGATGCATACGACCTGTACCAAAACAAACCTTTGTGCCACGCAATGAAGCTTTCGCTGG
CTTGTCCTAGCCTTTGTTTATCCTTTAGTGCTTCAAAATGAGTAGCTTAGATAAAAAAAG
AAACCTATACCCAAGACCTCATCCTGTCCCAATGAGTCTGTCAGGTTTACATTTACCCAT
>McF0052B13-MGRbd1
CTTATGGCCGGGGATCCTCCGAGAAAGAATGCTTGTCTGTGGATGTGCGGTGGACGTCTT
CTGGGTAACGTTGGGAAACGTCGCATGATTCACTGTTTCCTGCGCTCCCTCGACTTATAA
CGAGTTCTGCCGGTTCGCAAAAGTGAAATGAGAAACCCCGCTGCCGTTGCGCAACTCTGA
AGTTTATTATTGAGCTAGCTTAAGTTTGCTAGCGCGGTGGGTCTGAGAAGTCAGCCAGCC
AATAGTTGTCGGGATGTTAGGGGGGGACTAGAGTAGAGAGTCGAGGCTCCGCTCCCGTCG
GGCTTTTCTTTTTTTTTTTTTTTTTGGCCCGACATGTTTTCTGAGGGGACAAAAAAACGA
AGCAGCGACCTCGCTGGAAGACGGAGAGTCCTCCATGATGGATAAAAGACCCAAACGGCT
TCTTTTGATGTGAGAAGAAAGGGCAGAAGGAGAACATCTGTCACCATGAGCAGGGCAGAT
CAAAAGGAAAGGGTCTTGTCTGACTCTCACCCTTGTCTCCAGAGCTCAAAAGCTGATCCC
CTGATCCGGAACAG
>McF0052B17-MGRbd1
GGGGTCCGTAGTGAAACAAGGACATTTGAATCAGCTGCCTGTCATGAATTAGACGTAAGT
CCAGGAGGCTCGTGCCGATGAAAAGTTTTGACATTTACATAACCCTCTTTTGCTTTTTGT
TTACAACAATCTTTGAAATTTAAATAATAGTTTTTATTGATTTAAAGCAGAAATTAAAGA
ACTTCATGCTCCTTTTTTTCTACCTGGGAGAAACTTCACAGTATTAGCTAGTAAGTGGAA
CAGCTTGTGTGGTGGGTTTAGCCATGGACGCCGTGATAAAACTAACAAGCCAGAGCCAAG
GAAGAGACCGCATATTCAGGGCAACCCAGTACGCATGCGCACTGACTGTGTATTTGCTTC
GCAACAACTCGGAGAGAAGAGACTTGGTGGACAAACTTAAAAGTTTGGAGAAGAACATGA
GCGCTGGCCGAAAATTGTTCAGGCTGGGAAATGCAGTAAATTCCATTGAGGCTGCGAAGC
GAAGCATGCAGCTCTCTGACAGAGTGCTGTGCCTGTGCCTCACTGCGGCCAACATCAACC
GCACGCTCTACTTTATCTGTGACAACTTGGTCTGGGCCAGAAGCGTTGGTCTCCTCCGCA
GCATCGACAAAGATCGCTGGAACCTAAAC
>McF0052B20-MGRbd1
CCTCAGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGCGGCGCCCGGTCTCCAGCCTTAT
ATACGCACACGTTCTCCACGTACAGGCAGACGTTCGGCATTTTCCGCCAAGAACCGCACG
GCAGACCTCAAAACGCGTTTGAAAACGACACAAACACTTTCGCCATGGCTAGTTACATTC
ATGTTCCCGATGAGGCGCCCGCTGTGCCTAAAATAGACGTGACGGTCGACGACGGCGACT
GCAGACCCGGCGCCCTCAAGCTACTGAAGGAGCTGAGACCCAGCTGGAAACCGTCAGAGG
TCAAAATAAAGATTTTCACTGATGGGATTACCAATAAACTCCTCGGCTGCTACGTG
>McF0052B24-MGRbd1
GGGATGGAAGCAGGCCAGGCTGGCAAAGAACGCCTCGTCACAAGAATATTCTCCATGGCG
ACGTCGTAGTGAGGCCGACAGAAGACCCTGTTCTCAAACAGTCCACACTCCTCTCCAGTG
GAGAGCTGGCGCTTGCATGAGGCACAGGAGAAACACGCTAGATGGAAGGTGCTGCCTTTT
GCCCGACGCACCCAGTCAGTAGAGTGGATATTACGACCACACCGAGCGCAGCGAGTACCG
TACCTCCTGAAGAAAACAAAAGGAGTTTGTAAAGGACTGGCTTAAGGCTGACATTTGAGA
ACTGTATGCAGTTTCTTCTGCTTTAAGAATCTGATAGTTTGACCATATCATTTGAAGATA
GCATGTGAAGCCCACTCCTAACAAGGATCACAGGAGGTGCACAGAGTTTTACCCTGCAAC
GAGCCCACCATGGGAACAGAAGACAATGAGGATGAGGAGAGGGAGGATGGAGAGTAGGAG
TCGTCCTCAAAAATGTCATCAGACCCAGAGGAGCCCTGTGAAATATCAAAGTATTGTCAA



ATAAAATGCTATTTGAGATTGAAAACNAAAAAAAAAAAAAAAAAAAAAAAACAT
>McF0052C08-MGRbd1
CGCGCGTTAAACCCGGGCCTTATGGCCGGGGTTTCTCATAGTAAAAAGCAAGAAGAAATA
AAGTTGATTCATCAGGTTAACTGAGTTGTTGAAAGTTGTGGCCCACCAGCTGAAACCATG
GGACAAACGCAAAGGACCTCCTACCTGGCTGCTGTGCTGATGTTCTGGCTGCTGGTCGTT
AGGAAGAGTCATGCAAGTGTAAAATCTTCTCGTGGCTTTGAGTCGGACACATGGGAGTCG
CAGGTTCCTGGCTTTGAGTTTATACCACAGTACCGGGTTTCTGCAGCCCAGCCTCAGGTT
CCTCACTATCCATCAGTTCATTCTGAGATGCATTACCTAACATTGGGGCCCAAAGCACTT
CACAGCCAGTCCAACCGAAAAGACCAGGGTCAGAGGCAAGAACGCCAACCAGCGCTTCAA
CCCCAGGCACCTGGCTACCAGCTAAAATCTCTTCCTTGGTCACCCAACTACAAAGAACAA
ACAGGCCTTGGTCACCAGCAAAGACCTCTGCCTCTGGGGTATAGCTACCTGCAAAAACCT
GAGAACCAGGTACTTGGTCATCTCCAAAGACCTCACTCCCAAAATCGTGGTTACCTCAAG
GTATCTGAGCCGGAGGTACCAAGCCGCCAGCAGAGACCTCAGACTCAAGATCATGGCTAC
TCTAAGAAACCTAGTTCTCTGGTACTAAATCAGCAG
>McF0052C17-MGRbd1
CAGCGCGCCGTTTAACCCGGNCCTTATGGCCGGGGGCTGGTCCATTAGCCTTTGTCTCTG
TGTTCACGTCTTCATGCCATGTTCCTTGTTTAATGCCACGCCACAGTGTCCTGCCTGGTA
GCTCCAACCTCAGCATCCTTTTACCAACATCATCCCTGTTCCTCCTCTCAACGTGTCCAA
ACCATCTCCATCTGCTTCCCTGAACACAACGCTTCAGCCTCTTTTAGTCAGAGTGCCAAA
AAAAAGTGACATACAATGTTTTTGCTGCAGAAGCCGCCCGTTGTTCACGGTTGCTGCTGT
TTCCATGGCAACCGAAAGAACACCTAACATTTTACAACTGCTGACCATGGACTCCCCAGG
AGGCAAACTGGAGGACAGAATTGGGCACCTCAGGAGGGTTGAGCTCCTGCACCTCCCTGA
TGGATCAACAGCAGATATTTCCAACATGAACTTCAGCAACATTCAGGCCTTTACCACCGA
AGATTTAAAACTCTCCCTCAN
>McF0052C20-MGRbd1
AAACCCGGGCCTTATGGCCGGGGGAGTTGCGGGAAAACTGAAGCTATAAGTTCCCTGTTG
GACTTATGAAACATAATAAATAAATAAAAAATCAAAATGAAAACCCCCAAATCCAGTGAT
GTCAGGAAAGGAATCGCTGATCTTTGGGAGACTCTGCAGTGCCCCATATGCCTGGATTTA
ATGGCTGTGCCCGTATCTACTAAATGCGACCACAAGTTCTGCAAGTTTTGCATGACGAAG
CTTTTGGACAGTTCCAAACAGAACGGGGCCAGCTGTCCAGTTTGTAAATCCAAGATTACT
AGAAGGAGCTTACGAGAAAGTCCCAGCTTTCAAAAACTTGTCACAGGATTGCAGGACATC
ATACAGGCTTATGAACGTGACACTGGAACAAACTATTTCACTGGTTTGATCAACCAGAAA
AAACCCTCAAGTTTATCTGGAGAGACTCCTGATGTGGAAAATGCAGACCAAGATATTTCA
CATTCTCACTCTTCCACTATTGCAGCTCAGAGTGAT
>McF0052C23-MGRbd1
GGGACTGTGATCTGGACCAAAAGAGAAAAGGATAGTTCTTTAAACGCTGATGGAGAAGAA
AATGAAGGTTGTGCAGCCTCTTGGAGTCTAAAGGATGGAGAGGTCATCTCAGAGGGAGAC
GGAAGAGTCCGTGTGGAAACCACCACGGGCCACTGCGTCTTCACCATTGAAGGAGCTGAA
AGGCAGGACGAAGGCATCTACTCCGTTGTGGTACGAAACCCTGCAGGAGAAGACACTGCT
GACATCAACGTGAAAGTTGTTGATGTTCCAGATCCTCCTCAAGCTCCCAAGATTCTCAGC
GTTGGGGAAGACTCCTGTGTTGTTCAGTGGGAGCCTCCCCAGTTTGATGGTGGACAGCCA
ATCACTGGTTATGTAGTGGAGAGAAAGAAGCTGAAGAGTTATAGATGGATGAGACTGAAC
TTTGAGCCTTTCCCGGAAACAACCTACGAGGCCAAGCGGATGATTGAAGGCGTGCCCTAC
GAGATGCGAGTCTACGCTGTCAACAGTATCGGCATGTCTCGCCACAGTCCTGCCTCTCAA
CCATTTGTGCCAGTTGCCCCCACAAGTGAACCTATTGGGCTGTGTGTCGAGGACATCAGC
GACTCTTCCATCTCTCTGAAATGGCGGGCTCCTGAGAGGATTGGCGCTGCTGAGCTCCAG
GGTTATGGGATTGAGTACC
>McF0052D01-MGRbd1
ACCCGGNCATTATGGCCGGGGGTGGTCTGAGGATTTCAGAAACTGGTGATCTGCTGGGAT
TTTCACCCACTTTAAAGTGGAACACTTAACCCATCTCTCTGCAATTAGCTCAGACCTTCT
TTTGTCTTTGGAAAACAACAAAATGAACAACAGTTACAACCAACTGCAGACTAAACTTTC
AGTCATGATGGTCAACAACAGTCGTCTGGAGGATGAAATCAAGCAGCTGAGAGATGAAAA
TGAAGTCGTGACAATTGACCACAGACGTCTGCAGGACGACATGAAGAATCTGAAGATCAA
GACTGACAATAAAAAGTGTCGTAATGGATGGATGAGATTTGGATGCAGCTGCTACCTCAA
ATCTACTTTCCCCACATCTTGGGATAAGAGCAGGAGCGACTGTCAGAATAAAGGATCTGA
TCTGGTGATCATAGACGACGAAGAGGAACAGGG
>McF0052D02-MGRbd1
AAACCCGGGCATTATGGCCGGGGTCGTGGGAGGCTGCAGGGGAAAAGGATGGAACTGATT
CTAAAGCGGTTTGACTTCAGTGTGAACTGATCCAGACTCATGAGGACTGAAGAGACCAGA
GGAAAAAATAAAGTTTATTTGCTTTTTTTTACCAGTGATTCTATGTTCAATGTGTGACTC
TATGTGTGGGCGGAGCCATTGTGCCTAGAGAGAGACTGCTCAGAGCTCAGAGGTCGTCAG
CGACCTTTGACCCCCACAGCAGTGCTCTCTGGAGGTGTGACGGCT
>McF0052D10-MGRbd1
TAACCCGGGCCTTATGGCCGGGGAGAACTGGAATTAATAAGCGACTTTCGAGGGTGAATT



CCCCTTATTTTTTAAATTAGAACTCCAGCAAACCCAGGTTCAAAGGTCTGAGGGGCAGAG
CCAGCACGGAGGTTGAGGGGGATTAGAACCTGCTGCCACCATCTTGGCGAGCGTCTTCTT
CACTGAAGAAGGTCTGTTATTTCTTAAAAATTGAAGGAGTCCAGCTTCACCTCCTCACTG
TTCCAGCCCTGGGCCTCAACCCACCACCTCCAGCACGTCCTCATAGGAGGGGTCAGAGGG
ATCCGTGTCGTAGTACGGCAGCTGGTTCACCATTCCTGCAGACACGCTCCCGCTCAGCAC
ACCATGCACCAGAGAGCCGCCAGCTAAGGACGCTGGTCATCTTTCATGTAACCACAGCTG
AAGTAGCCCTGACTGTTATTGTTTATTAACGTTAAACCCGTAGCAACACTTTTGCCCGGC
ACCTTTTCTACCCCGTTTCTAAAATGTGGACTACAATCAANAAAAAAAAAAAAAAAAAA
>McF0052D12-MGRbd1
GGGGAGGAAAAAAGAGGCGCACCACAAGAGCTGCACAAGCAGTGTTGGAATACCAGCGAT
GGGAGCCACACGCGTGGTGTTTTGGAGCACCAGGACGGAGGCTGCACGTGTGGTGTTTTG
CAGCAGCAGCAGCAGCAGCAGCGGTTGTGGTGCTTGAAGCATGCCAGCCCCAGGAATTGG
ACATTGTAGAGTCTGGGCTCGGCCACATGACTGGGACAGCAAAGTGGAACCAGTGGACCA
TGGAACTGGAAAGTGGAGAGGGGACGCGACGAACAACAGCAGAGGGGTGTGGTTGCGACC
CACCCCTCTTTCAGATAAGTAATTTACCCTCTCAGTTCAAATCCAAGTCAGCCCAAGATG
AGATGTTTTCTGAACCCCTTCTAGTGGATTTTATTGCATGGGTTTTTACTGTTTTCATAC
TGGGTTTTATTTGGTTCTGTGTGTTTTTTTATTTATTAGATGGGGTTTGGACTGCATGCT
CCTTTAATCATCCTGGAGCATTTGGACTGCTGGAGGCCGGACACTATAGGACTGGACACA
ATAAAC
>McF0052D21-MGRbd1
GGGTCAGAACAGGCGAAAAATTTCTGCTCCACCATAAACAGGAATTCAACTTAAAGTAAA
CGGCATGGACACATTGAGGAAAGGAAGCTAAGGGGACGGACCCGAGCGGCCATCTTGACT
TGAAGCGTTGGAATTCTCTCGAAAACAAGCTTTTCACCATGGAGAACGAGTCAATTGAGA
AAGTGCTGAGGGCTGTCCTGCAGTCCTCTAAGTCTGGGATCTCCATCAGGAGTCTCCAGG
CGGAGTACCGCTCTCTGTGCGGGGAGAGCCTCCCACTGAAAAGGCTCGGATACCAGACTC
TAGAGGATTACCTTAAAAGTATTCCCTCTGTGGTGAGGCTCGATCACCGCATGGGAGAGT
TGATGTGCTTTGCCCGTGTGTGCGATGAGACGGCACACATTGCAGAGCTGGTTGCCAGGC
AAAAGTCGTCAAAAAAACCTGCCCGGTCTTGGACTGCGAACTCTGGCAGGAGGGTCAAAC
CACCTGACCCCTACCTGCCTAACGGNGTTCCTAGGTTTTCTCTGA
>McF0052D23-MGRbd1
NCCTTATGGCCGGGGGAAGAACAGAGGAGGGTAGTAGCTGGAGATGAAGGGTCCCATCCC
ACTGAAATTCACCACTAAGTTCACGAAAGCTATGTCTGAACTCCCTCTCTGTTCACCAAT
TTATGTCCGAATCTACAATTCCAATATGCACTGCCCCTGAAATTTCCCAGAAGTCTCTGT
GAAAACTAGAGGGCATTGATACTCACTACTTTAGATTGGCAAATATGGACCACAATGCTT
TCAGGTTCTGAGACGTCAGCTCATAAATAAAGTAATTGGGCACCTCGGCCCAATTTAGAT
CATCACAGAGGAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0052E03-MGRbd1
GAGCGCGCGTTAACCCGGGCATTATGGCCGGGGGCTTTTGTCGTGTGTCAGCGACGAGAC
TACAGCGATCAGGTGGAGAACTTTCCCAACGTTCGGTCTGACGGGGACCGGATGAGGATG
GCTGGAATGACGGTTAAATAACCCAAACGAAAACCACCCTCACCGGAGCCGCGAAAATTA
TTGATGGCTGGCATTGGCAGAATCAAAATACAGTAAGGACTCCGGACGTATGTCTTTGCT
CCTTTGAATGCTGTCACATGCCGAGATGGAGGAGCGATCCAGTCTGCCCAGCGTCAGTAT
ACCCTGCCACAATGAGCAGAGGGATAAGAAGAAGAGATACACGGTTTACAAAGTGCTGGT
GTCTGTTGGACAGCATGAATGGTTTGTCTTCAGGCGGTATGCAGAGTTTGATAAGCTCTA
CAACACATTAAGGAAACAGTTTCCATCTATGAACTTAAAAATCCCTGCGAAGAGGATATT
TGGGGATAATTTTGACCCAGAGTTCATCCAGCAAAGACGGGCAGGCTTGCATGAGTTCAT
CAAGCGGCTCGTTTCACATCCTCAGCTCTGCAACCATCCAGACGTGAAATCTTTCCTGCA
AATGGATAAACGACAGCATTTAGCAGACGCCTCTGAGGATGAAGATGACAAAAAC
>McF0052E08-MGRbd1
CAGCCGCCGTAAACCCGGGCCTTATGGCCGGGGGTCGACATTTATTGTAGTACCCATTAA
AAATTAAAGCTCAACCTTCCTAGCGAAAACGTGCGGTTATAGTAGTGCGCAAGTAGTTGT
ATTAAAGGATAAACACTGAAAGATGTCAGTACCTCCGGTGGAGAAAGCTCCACCCGCGAA
CTGGATCCTGCAGCACCCTGCGTACCGGCAGATGGAGGCTCTGGAGCCCGCAGACAGCGC
GCAGCTGCACGCTGCCTTTCTGGTGTGCATGGATCTGACTGAGGTGCGTCGCTGGAAGGA
GGTGTCGTCCGTCAAAAGTCCGGAGCTGCGATTAATCTTGCTGGAAGGGAAGGAGAAGGA
TGGGGCCCCGGTTCACACTGTCCTCCCCCTGCCCGCTCATCAGTCCTTGAGCCACAGCAG
CATCTGCAGCGTACTGGACAGGGGCTTCCCCGTACTTTTGTGTGCCGTGGCATCGGACTC
CACCCTGGTCTATCAGAGGCTGACGGATGGGCTGGTGACCCCGGAGCCCCCTGTGGGCCC
CTTTCAGGATTTGGATCGACGGCAGCATCGCAAGAGGCGACAGCACAGCTTCCAGCAGCA
CAGTGAGAAGATGAGGGGTAAAAGGTGAAGAAG
>McF0052E09-MGRbd1
GCCGCGTTAAACCCGGGCCTTATGGCCGGGGGGATAGCAACCTCTGATAGAATAGACCGA
AAATTGGATTCTTCTGAACAATCAAAATAAGATGCTTAAAGTTACGTTGTAAAGGGTTGA
AAGTCAGCTGGATGTTCTGCGGGCCCTGGTTTACATTGCTGCCCAATGTTTTGGGGCCTG



TTTAGCCGCCTGGTTTCTGTACCTGGCCTTACCCTTCAAAACAACAGCGGAGCACTTCGT
TAACAGGGTGCCCATTGAGTTAAATGCAGCTCAGGCTTTGGGCATAGAGGTTCTGTGCAC
CTTTCAGATGGTCTTCACTGTCTATTCAGTGGAGGATCAGAGACGGAGAGACAGCCCAGA
ACCAGGAAACTTGGCCATTGGAGTGGCACACTCTGCTGGAGTACTTATAGGGGCTCGGTT
TTCTGGTGCCAGCATGAACCCGGCGCGCTCCTTGGGTCCAGCCATCGTCACAGGTTTCTG
GGAGAACCACTGGATTTATTGGATTGGACCAGTGATGGGTGCCTTGCTGGCTGGAGTGTC
CCATGAGTTCCTC
>McF0052E11-MGRbd1
TGAGGGCGCGTTAAACCCGGGCATTATGGCCGGGGGGGGAAGGTGGCCAGAAGAAAACAT
GTTGCCACGGTAGTATGTGAGTGATGGATGTGCAACATCTAATACCAACCATGAAGATGC
TAAGAAAAGGGAGGATGGAAAATGTGAAAATCTTAAACTTACCCAACCAGAAAAGAAGAG
GAGCTATGGAAGAAATGGAAAGATCCCTCAGAGAGAAATCTGCCACGATCCGAGGATGTG
TGCCCTCCCACCCAAGCTCCACGCATGCTTATCGTGATGTGACCGTGGAAGCTGAGGGAC
TATGGATCAGTGTGTTTATATACGTCTGCTGCCCAGAGAAGATGAGCAGGAGACTTCCTG
CCTGTGTCCTTGGAGACGGCGTTCTGACTGGAGAGGCGGGGCTCTGATGTCCCGCTGCAG
GATCACGCGATCACGACTCCCAGACGACAGCTGGTCTGCATTCCATGCCAAGGCACCTGG
CAAAGGGAGGCGAAAGGCAGATCGAAGGGCAGATGATTCACCGAACATGAATTACAGGGG
TTAACAATCCCACGCGCCAACATGAATGAAGGATGAAATCCTTTAAGTCTCTGAACCAGT
TTCCACTCACCCACTCTGGCA
>McF0052E15-MGRbd1
GGGACACTCACCATGGGGGATGTCCGCTGCAAGCCACGACGCGCACTTTTATAAAACTTT
AGAAACTGTTTATTTCCACAAAAACTTATTTTTTTTTAACCATACCGGTTATTTATTCAT
ATAAGTTGATCCAGGGAGGCGCGGCTGGTGTCTTACTTTAACGTTAGCTTGTTGGCTGAA
GTTGTTTCCAGTTCAGACGAGTTCACGACACGAGTGGAGGAAACGAGGCAGGATGTATCA
TGAAGAAACTACAGGGTTACAGAAGCCTCGCTATGGAACCATTCAGGACGACGAAAGGCT
ATCGGCAGAGGAGATGGATGAAAGGAGGCGACAGAACATTGCATACGAGTACCTGTGTCA
CCTGGAGGAAGCCAAACGGTGGATGGAAGCATGTTTAGATGAAGAAATGCCCCCTACCAC
AGAACTGGAGGAAAGACTGAGGAATGGCGTGCATCTTGCCAAACTTGCCAATTTCTTTGC
CCCTAAAATGGTGTCTGAGAAAAGGATTTATGACAGAGATCAGTGCCGCTATAAGAATAA
AGGCTTACACTTCAGACATACTGATAACACAGTGCAGTGGCTCAGAGCCATGGAGTTG
>McF0052E17-MGRbd1
GGAAAGTGGTGAAGAAGAAAGAGAAAGGGGGAGGAGAGGCGGATAACAAAAATGGAGCCA
CAGCGGCGAAAGATTCGGCCTAATTCCCCCGACCGCTGCAGGATAACGAAAAGGGAGACT
GAACAAAACAAAAATAAGAACATAAAGAGGTCAGACACAAAAAGCCCTTCATGTAATGAC
TCCACAAGATCCGCCGACCTCCTGTCCAATCCATCCTTTCATTCCATGTGGTTGAAGAAC
CACAATGGCGTTTTAGCTCCTCCCACACTTTTCACTTCGTTTTACTGAACCGGGAGAAGC
GACAACTGGAGTACAGACTTTTTTCAGTCCGGTTTGTGTCTGTTTTTAATTAGTCATTGC
TTAATCAATACTTTAATCAAAGTAAAAAGGCAGAAATGAGTAAAACTAATAAAACTAGTG
TTACAGCCANNNNAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0052F10-MGRbd1
CCCGGNCCTTATGGCCGGGGAGAGACCTGCTGCTTCCAGGTGGAAGGTGCAGCAGCCTTT
GGCTGTGTGTAGGGCCCTAACCATAGCCGGATCGCAGGCAGTGTTTGGCCGCTCATGCAA
CTCCTGTGCAGAGTCCTCTTGAGCTGCGGGAGCAGGTGCCGCTGTTTTGGTTTCCATTGT
TTGTTTCATCCCTGCTCTGCCCAACCTGGTGCACTGTGGTCCAAGAGCGGTGCCACGGCC
GGCATTTTTGGGGATCGTGTGTGCTCCATACAGAGTGTCAGTGACTGCTGTCCATCCACG
CACTGGCGAGCGGTGTGACACAGCAGGATTAACAGCTATTGGAGCGAGTCCCCCCTTCTG
GCCTTCCATCGCCCCAGGCACCACCAGGCCCAGTGTCCCACCACCTAGGACTGGCGTCGG
CTACGGCCACTGGATGTAAGGAATGTGGCATTGAGCCGGGTGCACTGCAACAGAGCGCAC
AGCTGGGTGCAGCTGACTTGTGGGCTGGTTTAGTGACTCTTTTGGGTATCTTTTAGAATA
GGAATTTTAACAATTTCAAATAAAGGTTGT
>McF0052F16-MGRbd1
CCGTTAAACCCGGGCATTATGGCCGGGGGCTGCTACTCGCTCTTCAGACCGGCCTGTTGG
ACATGCAGGCTCTGCAGCGCACCTTCCTCCTCTGCATCATCCTCTTCATTGTGACCACGT
CCACTCTACAGTCAATGATTGAAATAACCGACCCCATCATCCTGGCGCTGGGCGCCTCCA
GAAACAGGAGTGTGTGGAAACACATCAGAGGCCTCAGTCTGTGTCTTTTTCTGCTGGTTT
TTCCAGTGTTCATGGCTTATAGAATATCCCAGTTCTTCCACATGGACTTCTGGCTTCTGA
TTCTAGTGTCCAGCTGCATGCTCACATCACTGCAGGTGACAGGAACCATGCTGATCTATC
TGCTCTTCATGGTGGAGCTGTTCCGCAGCGACCCAATTGAGAGCCTGGATGAGGTGATCT
ACTGGGTTCACGCTGTCAGCCGGGTGTTGGAGTTTCTGGTGGCGCTCAGCGTGGTTGCTT
ACGGAACCTGGGAGTCTCTGTTTGGGGAGTGGAGCTGGATGGGGGCGTCTGTCATCATCA
TCCACTCGTATTT
>McF0052F18-MGRbd1
AGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGACAGACGAGGAATTTCCAGAGGAGA
TTGCAACAACGAAAACAGCTGCGAGCTCACAAAAAAAGACGAAATAAGGCTGGAAAAAAA



GAGAGGAGGACGGAGGTGTTGTGTGGCGAGGCGGCAGAGCTCAAACTAACATTATTTGAG
GACTTTCACGGCTAATGTGGTCAACGATTTCTGGCCTTGAGGTCGATTTTACGCTTCGGG
AACGTTAGCTACCTAGAAACCGACAACGTAGCAGTCAACACGGCAGGGCGATAACAAAAA
AAAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0052F19-MGRbd1
TTATGGCCGGGGGCACAGAGAAGAACGTCGTTACCGGTCTCCCACGTGTCCTTCCGCCCG
TGAGAAATATTTTTCTGTTTTTCCTTTGCCAAAGAACGAGTCAGGGTGGATGCTGACGTT
TGCATGAACACAATGGTTTGAAAAGGCTGCTCCAGCACTTCCCTCCAGCCCCACCCAACA
CAGATTACAAACTTTATGTTAAATTCACACAAGAGGACGTTGGAGTGCAATATGGCTAAA
GGCACCAACAAAATCCCATTTCCTGCATTTGAGTTGCCTGGTCATTTTTGTGAAGCACCT
ACAAAGCTGCATTCGTTGATGCAGTACTTTTGCACACGTAGAGGCCCATCAAACTGGTTA
GTTTTTCTATTTTGTCTCTCAGGGGATTTTCACTGCCTCCTGCTTACACTGCCTAAGTAA
CCATGACGACCGAATAGATCTGAATGATGAAAATCCAGTACGATTGTGCTACCTGTCTGT
A
>McF0052G05-MGRbd1
CCGCGTTTAACCCGGGCCTTATGGCCGGGGAGAGGAATGGAGAGCTGCGCCTTCAAGTCT
GTGCTGGCCTGTGTGGGAGGTAATTACACCTCAAACATCTACTGTCCCCCAAAATCTAGA
CTGACGTTATGCTTGGATGCAAACATTTCCTTTTGAGGTTTGTCCTCGGAGGAGCGTTTG
GCGTTTTCACAGCTGGCATCGACACCAACGTTGGCTTTGACCCCAAAGATCCTTTAAGAA
CGCCAACAGCGCGAGAAGTCCTGAAGGACATGGGTCAGAGAGGGATGTCGTATGCCAAGA
ACTTTGCCATCGTGGGAGCCATGTTCTCCTGTACAGAATGCATCATAGAATCGCACAGGG
GCAAATCCGACTGGAAGAACGCCGTTTACAGCGGCTGTGTAACCGGAGGTGTCATTGGAT
TTCGAGCCGGGCTGAAGGCTGGAGTTCTTGGATGTGGAGGATTTGCTGCTTTCTCTGCTG
CCATCGAATACTATTTACGCTGAGTCATGCTTTGGAAGATGAGGACTTCCCTGCTGCACA
TGCAGACGCTCACTGAGGACAGTGGGATTGAGACGTTGGGCCGCACCGACAGAAA
>McF0052G08-MGRbd1
TTAACCCGGGCCTTATGGCCGGGAATTACAGCAAAAAAAAAAAAAAAAAGGCCTTTTGGC
GATGAATAAATGCTCATCTGAACCCTTTCAGATCATCATTGATGTGAACAAAACAAAGTT
TGTACAGCTAATATTTCCTGTTGTCTTCTTCCGGTCACTATTTTCCATTTGAGCTCAGAT
GTGGCTTTCATCCAAAAACTTTTTTTTTTAACTTAACATGAAAAACATTGCCTTTAACTG
TCTGAATTATGTTAGAGTGGTGTGCGTTAAAGCAGTTCTGATGTTCTCAGCAGTGCTGCT
GTTCTGTGAGGAAGAACATTGGTTAGAAACTGGACGAAAGTGTGGTCGAAAATCACGTCG
AACCAACTGTTTAAGAGCCTTTATTTAGTCCAACTTTTTTATAGCTTAAATCTTTCAGTC
TGATTATTTT
>McF0052G09-MGRbd1
ATTATGGCCGGGGGAAGAAGAAGTCCTCCTACCTTCGACTGTTCGATGGCAGCGAGGACG
AGTACGCCCGGAGATACAGCTCCTTCCCGGACGCGCTCAAAAGCCAAATGAAAGAAATGG
CCAGAGAAATGTTTTATTTCGGATACGACAATTACATGAAATATGCCTTTCCAGAGGACG
AGCTGAATCCGATTGACTGTAAAGGGAGAGGTCCAGACGCGCTAAACCCATCCAACATCA
ACATAAACGATGTTTTGGGGAATTATTCTCTTACCCTCATCGACACATTGGACACCCTCC
TGGTGCTGGGGAATGTGTCGGAGTTCCAGAGAGCCGTCAAACTGGTTATAGAGACGGTGT
CATTTGACAAAGACTCTACAGTGCAAGTTTTTGAGGCAAACATCAGGATTTTGGGAAGCC
TCATCTCAGCACACATTCTCCTGACTGACCCAAAGCAGCCATTTGGGAAAGTGAACTTTG
AAGGTTATGAAAATGAGCTCTTGCATTTGGCCCATGACCTGGCTGTCCGCCTGCTACCTG
CCTTTGAGCACACTGACACAGGCATTCCCTACCCCAGGGTGAACCTGAAGACTGGCGTTC
CTCCCGACAGCATCAATGAGACCTGCACAGCAGGAGCTGGGTCTCTGCTGGTGGA
>McF0052G19-MGRbd1
CTCGGCCGCCGTTAACCCGGGCCTTATGGCCGGGGGAGGAAGTGTGCTACAAGGACTTAT
GCATTTGTGCGTCTGGCTCACAAACCTGGTTCGTGCGGCGCTCCGCTGCTTCCCACGACC
ATCACGAGCGTAAAGAAGACGCGGAGCCCAGACGCTCTCTGTCCAGAGGCGCTAAGCCCG
CGATCCAAACGCGTCATGTTGTCAGGATGGGAGCATTTATATCAGCAAGCTCTGGTGTCT
CAGTCTGTCACTGCGCCGGCTTTCACTTCATGAAATCCTGCTCGCTTTGTTGCGCCCAGC
TTGCGCTCCTCAGACTGCGGCGCTCCTCAGAAATGCCTCCAGATCTGACCTCATCAAACT
TTCACTCCTCGGGATGTTTTGCTGCATTTTCCTACATCTGCAAATGTGTTAGTGTTTGCC
TGTGAGCGGCGGGTCCCCCTGTTCTCCATCAGTGTCCTCCCGACAACCAGTGACAGCTTG
AAAGTTTCCTTTGCAAACTTTTTACAGGACCACCCCCACTTTATGGGAGGACTGAAGACA
ATAGGCTGGCTTT
>McF0052G21-MGRbd1
GCGTTTAAACCCGGNCCTTATGGCCGGGGGGATTTTGAAAAGAGGTAACGTGTCTGGTGT
GTCACTCTCCAACAGCCGTCCAATGCCCTCCGCCTGAGCCTCTTGAAAACGGTTACACCA
ACTGCTCCGACAGCCAACCTTTTTTCAGCTCGCAGTGCTCCTTCACCTGTGATGAAGGCT
TCACGCTAGACGGACACGAGCTGCTGACCTGTGGTCGTCATGGCAACTGGACCGGGAAGA
CCCCCACCTGTCAGGCTCCTTCGTACCAGGTTTCTGCCATCACCATTGGTGTGACAGCAG
GGGGCGCTGCTGCAGTCTCAGGCCTTTCTCTGGCAATGTGGATCTTGAAAAGACTGAAGA



GGAAAGCTTCCAAATTTGAGTTGAACAGCAACTCTGACTTCAACGAGCCGCCACAGGTCT
ACAAAAGCAGCATCGACAGCCTCATATAGAGGCAACAAAGGACAGAACGTGTGCAGCTTG
GATGAATTTAAACGTGAACACATGGTGTGTGTGACATTTGGTAAAGCCTGGTGTGTCTTT
GGTGTAAGGAAGGCCTTTAATAGTTTGGTGTTTTGCCAAAAACCTGCTCCCAGTGGGAGT
TTTGTGTTGAACAAATTGTTCTTCAGCTTTCTGGACATGAAAATGATAATATTACAGAAG
GTTGTTGCATTAATATGAACCT
>McF0052H01-MGRbd1
GCGCGTTTAACCCGGGCATTATGGCCGGGGGGGGATTCTTGGGGCAAACATTGTCTTTGA
TTTGAAACATTTTCCATTAGTTTTCCAGAAGAAAAAAAGATTTTTCCCGAACCAATGTAC
TATCTCCTACGTAGTCTAATTTTGACTATGCCGGGACCACCTGTAGAATAGTTTTTTAGT
GCTAGAAACACAGATGATTTTTTTGAAGAGGTCATCATTCACTCAATACTCCAGTATTTT
TTATATAAAAAGCTAATTTACCCAAAAACTGTATCAGAAATGCATTTAAAAAATCAGGTT
AATTTGATAATCAAATCTGGTAAAAGCAAACTAAATGGACAGAAACGTGTCAGTTAAATG
TCAAGTCATCTTGAGATAATGCTACATTTGTCTTCACTCTATACATAAAATAGCACAAAA
TGACATTATCCATACCAATCAATAGCAAAACGTTGCCATTTTGGTAAACTAAAGCCACTA
AAGTAGTTTTACTTCCATTTTGCAGCTCAGTGGTTGAGAATTAGTGTTCACCCTGAAACT
GGGAGGTTGTGAGACCAACAATAGAAACCAGCGCCTCTTTAANAAAAAAAAAAAAAAAAA
AAAAAAAAACCAT
>McF0052H04-MGRbd1
GGGAGCATCAGAAATTCTGGCCCAATCTCAAAGATTCTGACTATGACATTGTTGGCAAAG
GGGAAGGAGCTGGGTTCAACATAAACGTGCCATGGAACAAGGTGGGAATGGAGAACAGTG
ATTACCTCTCAGTTTTCTGTCACGTCCTTCTGCCAATCGCCTATGAGTTTTGTCCAGATT
TGGTTTTGGTGTGTGCAGGGTTTGACTCAGCCATTGGTGACCTAGAGGGGGAAATGTGTG
CCACTCCTGACATCTTTGCCCACTTGACTTATCTGCTGATGAACTTGGCAGAAGGGAAAC
TGTGTGCTGTTCTGGAGGGAGGATACAACCTGACTTCCCTGGCACAGTCTGTGTGTCAGA
CAGTTCAGACTCTACTTGGAGATCCTCTTCCTCCGCTCACGAATCTCACTGGTCCCTGCA
GAAGCACGCTCGAGTCCCTTCAGTGTGTCAGGGCAGCTCACAGACAACATTGGTCTTG
>McF0052H06-MGRbd1
GGGGGGACAATGGTCTCCAGTCAGATCCAGGTCAAAACAAGCAGAACCCATCTACGGCTT
TGCGTGAATCGGTCTGATCCAGAGGGGTCTGGCTCTTTCTGCAGACAGGTAGACAGGTAA
ACCTTTGGAGAACTGGCTGGCCGGAGAACAAGTACAGCAAGATGCTCTGTTAGACAAATA
TTGGCTGCACTGGCTGGGACTCAGGTAACGCGAGAGACCCGTCACCGCCAACTGACAGCA
AACAAACAACCCCACGGTGCTGAGAGGAACCTCCCAGAGTCAGAAAAGAACGGCCTTTCT
CGTTTTTGGTTGTTAGCTGCCTGTAGCTGCACGGTGGATTTAAACGTCAGCCTACGACCT
TTAAACAGCGCGCGCGGTTCGGAGAAGACGCTTCTGATGCCTTCAGATATGGAGGTGTTT
GGCAGACTAATTGAAGTTTTACATGAAGAGCTTGTCTTCTGAATGCAGTAGGACAACAAC
TTCAAGGACACCTTGCCTTTCTGTCATTCAATTACACCAGCAAAACTTGGACTGAAAAGT
GAAAAAATCTTTTTTTTTAACTTATTTTACTTTTTGA
>McF0052H09-MGRbd1
TAACCCGGNCATTATGGCCGGGGAACACAATGGAGCATTCCATGAGGGAGTCAACTTGAC
CACCATGTCTGCCCGCGAGGCCGCCGTTTAGTTTGAAATTTAAGACCAAAGCAAAAACGG
GACAGACGGACTATAGTAGTTTTGGAGAACTGTAGCAGCAGGAAAAGTTAACGGTGAAAC
TTAAGCAGGAATGCTGAATGCACGCTGCCACACACTGGAGCCAGCAGTGGATGATCATGA
TACCGACAGCATCCCTTCTTTCCCCGTCCCGAGCGTGCGGCCTGACCCAACTGCTGCGTA
GCGAAAAATGATGCACGCCTCGCGCCGCTGGGCAAAATGTTGGCTCATTATCCAGATGCC
TGCTGGGAGGCTTGTCAGGTAGACCAAAGGCGTTTTAAAAACTATCACAAACAAAAACGT
AGTGTGAAAATGAGGTTTATAGAGCAAATTGTGTCCCAAATTATTAAGCCATGTGATTTA
ATAGATCCAAATGCGTTTTCACTGTATTTGGAAAAGAGAAAAGTCTGCAAATCTTTGTTG
GGTATGAACAATTAAAA
>McF0052H13-MGRbd1
GGGACCGTGGTATTTAGTTCAGTTTGCTAACGTTTCTCTGCAAGGTGCTTAGTTTTTACG
AGCTTTTCCCACGCTGTCAGTGTGTTTTTTCATAAAGTTTTATATTTTTGGTCAACCTGT
ATGTATCGGTCTTCTCGGCGTCCAACCACGCAGTGTGTTGTGTTTGCCATTAGAGGACCG
AGCGCGATGGAGGTGAAGTTTGTCGGGGATGAGGATGTTCTGGAGCACATCGTGGAGAAA
CATGACGGCGTGCTGGGCGGCGGAAAGTCTGTGCAGAGGATGGTGACGTTTAAGAGCCCC
GCTGGACGTCGGGGGTGCCTGGAGGAGGAAGAACAGGAGGAAGATGAGGTCTTTGACGAG
CAGAATTATATCCAGGCTTTGGGAGCAGATAATGCAACAGCAGATGAAGACGGTCTCTCA
GGAGTGGCTGGATCCTCTATTTTTACTTTCCAAAAAATCAAGCGTAGCCACCGCATGGCC
CAAACTGTGAATGAACTGGCGCGAACGCCGGGCAAAAGCGCAAACGTCAGCACGACCTCA
AGCACTGAACCACANACCCCCACTCGAACAGATCACAGAGCAGGAAACCGGACCCCACA
>McF0052H16-MGRbd1
ACATTTTCCATAACAGATCGGATTTTGGAACTGCAAATTAGCTTCTGGGGAGCAACGAAC
TCAGCGGACAAAGTCTGGACCTGAAACTGAAA
>McF0052H22-MGRbd1



GGGGCTTCTTCTGGCGCAGCTGAAAAACTGCTGAGATGACTCCGCTGTGAAGCCTTTAAC
CGAAGAACCCTCAGGATTGGAAACATCCAAGCGACGCTGAAAAGGTCTGAAGGTGGAAAA
CACAAAGCGCCATGGTGACTCTGGAGCACAATGGCAAGCCTGCAGGGGACCAGGAGCTTG
CCAAAGAGGCAGAAAGGAGAAAACTTCTGGTGCGTTTTCCTCCGTACGGTGGCGTCGACG
GCGACACTTGCCCAACATGTCGAGGCACTGGACGAATTCCCAGAGGCCAAGAGGAGCAGT
TGGTTGCTGTGATCCCATGTAACGACGTGAGGCTGAAACCCAGACACACGAAGCTGTACG
TGTTTCTGGCCATGGTGCTGTGCCTCTTCGTTTGCTGCCTGATCCTGTTCTTCCTCTTCC
CGCGGAGCGTCACCCTCACCCCGGTTTCTGTACAGTCAGTGATGGTTTACTTCACCCCTG
ACAACATCAGCATGGATGTCACGAACCTCATCAAGATCTCCAATGAGAACTACGTTCCAG
TTCAGGT
>McF0052H24-MGRbd1
GGGAGCTTAAAAAATGGACATGAGCAACGTGAACGTGTGTTTACTTCTTGGAGCAACTGG
AGTTGGAAAAACGCTGCTAATCAAGCGTTTACAAATACTCAGTGTTCACGGCTCAGCCGA
TTTTGATTTCCTTCCTGCAACGCTTCCTACGGTTGGAACCAATCTGACAGATCTGACCCT
GAAAAAGAAAAAAGTGACAGTAAGGGAGCTTGGAGGCTGTATGAGTCCTATATGGCCTAG
TTATTTTAAAGACTGCTCATCTGTTATTTTTGTAGTGGACTCAGCCAATATCGCACAGAT
ATCTTCCTCGTGTATCCAGCTACTGTCTGTGCTCTCTGCTAAACCTCTGTGTAACGCCTC
AGTGCTTATTCTCTTCAACAAGAGGGATGTACCGTGCATTATGACCCCTACCGAGATGAA
GTCACTGTTTAGGATGGACGACATCATTGCATCAGCGACACAGCCCATCACAGTGCTGGA
GCTCAGTGCTCGCTCTGGACAGGGACTACAGGAGGTGTTGAGATGGCTGGAGTCCATTGC
TGTCAAGTGATTTCCGATTGTCCATTTACAATAGTGTTTCCCCTCA
>McF0052I01-MGRbd1
GCGTTAAACCCGGNCCTTATGGCCGGGGGGAGCTTTAATTGCTGCCAGGTGAGACTTGGT
ACAATCGCTGACTTCCAGTCTGGACTCCCAACTCTCACTCCCTGGCATGTTTTCTGTGTT
TGTAGCGCTGACTTAGCGTTTGATCTCGAAGGATACACATTTATTATGCTGAACAATATT
CTCACAGCAGCCAGTGGGGCTTACATGAAGCAAAAACTAGATTCCAAGGAGCTAGGAAAG
TACGGCCTTCTGTATTACAATGCTTTGATCATGATTTTTCCAACCTTGGCCTACGCCTAC
TCTTCAGGGGATTTGCAGATGGGTCTGGACTACAGCGGCTGGTCTGATCTCCTGTTCGTT
GTGCAGTTTGTTCTCTCCTGTGTAATGGGCTTCATTTTAATGTACTCCATACTGCTGTGC
ACGCAATGCAACTCAGCCCTCACTACCTCCATCATAGGCTGCATCAAGAACATCCTGGTC
ACATACATCGGGATGGTGTTCGGCGGCGACTATATATTCACTTGGACAAACTTCATAGGT
TTGAACATCAGCATCGCTGGGAGTTTGGTGTACTCCTACATCACCTTCACACAGGAGCAA
AAAAAAAGGAGTAAAGCAGAGGCTGAAGGCAG
>McF0052I02-MGRbd1
TTTAACCCGGNCCTTATGGCCGGGGACAAACAGCTTGACTCTTTGGACACCTGTTGACTT
GAAACTGAGAGCTCCGAGCCGATGACGGACGGGAATCAACTTTTCCACTGGCATTGGTTG
CATTTGGATGGTTTAAACAGATGGTTTAAATTTGGTTTTGCATGACCTCTCCTGTTTGTT
TTAATTTTATTTTACAGTGGGTCATCTTGAGCCAGAAAAAATGTATTGGGACAAATGGCA
TGTTAAATAGCTGTAAATAGTTTTCCTATTCAAATAAAGTAAAAATTCANAANAAAAAAA
AAAAAAAAAAAAAAAAAACAT
>McF0052I03-MGRbd1
CTCCAATGTTTCAGGGTGTTCTGCCATCACAAATTCACCCATGGCCAAGACATACGAATG
CACATTCGTTGTGTGGAGTCGCCCATGGCTCAATGATATGCAGCTGGAGGGACACCAGTG
CCACCAGCTGCATTATAAACCAAGAATTATATAGTGATTACCCTCCCTGTTTAGTCTGTT
CAG
>McF0052I14-MGRbd1
GCTGCGCAGCGACAGCCGTGCATGCGTTCGGACGGGTCACGTGTGTCGTGTCGGTCAGAG
ATCCGCATCTGTGCGTTTTCCGACCCGCATGTCCGCGTCGTGTTAACCAGCGTCAACCTC
TGAGCAAAGAATGAGCGACAACGATGACATCGAGGTGGACAGTGACGCAGACAAGCGCGC
GCACCACAACGCGCTGGAGCGCAAGCGCAGAGACCACATCAAAGACAGCTTTCACAGCCT
GCGGGACTCGGTTCCGTCCCTGCAGGGGGAGAAGCCGTCTGCCAAACAGGCGTCCCGAGC
TCAGATCCTAGACAAAGCCACAGAGTACATCCAGTACATGAGGAGGAAAAACCACACCCA
CCAGCAGGACCGGGTCCTGGAGCGCTTTTACGAGGTTCTGGAGGACGTTCCGGCTCGAAG
GACTGCAGCAAATATCTCCTTAGGAGTGTGAACTTTAGGGTTCCAGGTCTGTCCTGGTCA
GCAGGTCCTGAATAGTGGA
>McF0052I18-MGRbd1
TTTAACCCGGNCATTATGGCCGGGGGTCTCAGACTCTGTTTGCCTGCCACGAATCTCACC
TTGATCCGGACTGCTCCTGTTTATTCTCTGATGCTCTCATGCTCATTTTTGACCCCTTCC
TGCCTGACCCTAATTTAGCATTGTGGCCTTTTTTGTGGCTGTGCTAGTCAAATCTGCTGC
AATTGGAACCAGCCGTCTGCCTGTTTTGTGACTGCAGTCTTCTCTGAAACATGGCAGCCC
TAAATCAATCACTTTTCGGTGCAAACGTGTGAAATTCACCACAAAAAAAAAGGATGTTAA
AGCACAGGTCGTTTGGCCATCCCATAATGACTTCCTTTGGATATCCACAAGACGATTTTG
GGGACCTTGGGGACTCTCCTATCAGTCAGTCACTGGCTGCTGCCTTCCTGCCACCGGCCT
GTCACTGGACTGCTGCCACACGACCCCAAAAAGTCCAAAAGTGCCCAGGCGGCTGCTGAC



TGATGTCAAAAAATGACCGTGAAATTTTGAGCTTCGCCATTACCGTCATAAGAAGAAAAA
AAGTCACTCACAGATCATCACGCGCTCGTTCAGCCAAGAGTCAGGTC
>McF0052J03-MGRbd1
GGGGAGAACACAACAACAAAGGCAACCAATATGGCGGCTTCCACCCGGCTCATTTCAAGG
TTGACACTGGTCACTGGAGGAGGCAGTGGAATTGGACGGGCGGTGTGCCAGCGTTTGGCC
TCTGAGGGCGCCTCCGTTGTGGTTGCAGACATCAACCAAGAGTCAGCAGATGAGACGTTT
AGCAGTCTCCCGGACAACCTCAGAGGTCAGGTCCACATGGCGACTGTGGTGGACGTGTCG
TTAAAAGACAGCGTGAAGAAGCTGGTGACCAACATACAGACCCGTTACTTCCAGCCTCCC
TCAGTATGTGTGAACACAGCAGGCATCACTCAGGACGAATTCCTGCTCAACATGGAGGAG
GAACAGTTTGACAGAGTCATTCAGGTCAACCTGAAGGGTTCATTCTTGGTCACTCAGGCT
GTCGCTCAGGCTCTGGTTGCATGTGGAGCTTCCAAAGGATCTATCATTACAGTTGGAAGC
ATTGTGGGAAAAGT
>McF0052J09-MGRbd1
GGGCAGCAAACACAGAGAAGCTCGAGACCAGAGGACAGCTTCTGACAATGGCTCAGGAGG
AGCAGAGCGAGGCGGCTCAACAGACAGCAGGAGGCGAGGAGGAGATGGACACATCAAAGC
AGGCTTCTCCCTGTGTTATTGAAATCCACGGCTCTACCACTGAATGTGAGGAAGAGGCAA
AGCTCAACCGGCCGCAGAAGGAGGAGAAAGCCTTTGTGTCCAGTTTGCACTCTTTTATGA
AGGACAAAGGTACACCCATTGAAAGGATCCCACATCTGGGCTTTAAACAGATTAATCTCT
GGAGAATCTATAAAGCTGTTGACAAACTTGGGGGCTATGATTCCGTAACTGCTCGACGCC
TTTGGAAAAAAGTGTACGATGAGTTGGGGGGGAGCCCAGGCAGCACCAGTGCTGCCACCT
GCACCCGAAGACACTATGAGAAGCTGGTGCTTCCCTTTGAGAGGCACATCAAAGGAGAGG
AAAACAAACCTCTGCCTCCCAGCAAACCACGAAAGCCTTACAAGAGAAACCCAGAGAGCA
AGATGAACAAGGCGGATGGGAAGAGGAAGAGGACGCTGTCAGAGAGAGAATTGGACTCTG
AGATGTGTGCCCAAAGAAGTCCAGAGACG
>McF0052J10-MGRbd1
GGGAGGCAAGGCTGCTTACTACATTCCTGCCTATCTTTGTGGGCTTGCCAAAACATTCAC
ACTTCGCACACGGCCGAGGTTATTAATTTTGCTCTGATCATCAACACCACAGAGACTGAA
CCCTCACCCTCCAGCCTTCTAGCTGCTCTCAGACAACAGACAAGCTGGTTTGATCTGACT
GACAGGATCGTCTGCCTGACGTCAGGCTCTTCTTTTATAGAGTCATAGGATTTGACTTTA
ACCTACTGCCACTCCAAAGCACACTTGGTCAGAAGGTCGCCCCTTCAGAAGAACCGGGCC
GTCGCCAAAAGAATCATGTGCTAGAAGTTGAGCATCTGTACCAAACAACTGGTCTGTTTT
GACTCTGGAAGATGAGCAATGAGGACGAGTTTTATGACGCCGTTACAGGCCTGGATTCAG
ATGAGTCGTACGAGGGGGTGTCTGAGGCCAGTTTCAAAGATGCACAGTTTGACTGCAGCA
GTCACAGAAACAATGGATCAGTGCCAAACAAGAATGGAATCAAGAAACACAGAACCTCTN
>McF0052J11-MGRbd1
GGGGAGGCTCTGGATAGACGGTTAGATGATCGAGTTGATGAGATGCTGACTGCAGGACTT
ATAGAGGAGCTCAGGGATTTCCATACAAGATACAACAAGCAGAGGATTCTGGATGACAGT
CAAGACTACCAACATGGGATTTTCCAGTCGATTGGTTTTAAGGAGTTCCACGAGTTCCTA
ACTGCGCCTGAATGCAGCGCTCCCCAGGAGAAAGAGGCTCTGAGAGAGCGAGGTATTGAA
GCTTTGAAGGTTGCAACAAAACGCTACGCCCGCAAACAGAACAAATGGGTCCAGGAGACA
ACGTCCCAGCCGTGTACGGCCTGAATGTGACTGACTTGTCGAGGTGGGAGGAGGCCGTGT
TGACCCCTGCACTGCAGATCCTGGAGAATTTAAGGAAGGGCGAGGAGCCGCCAGTTGCAC
CAGTCAGAATCCAGAAAGGAGAGCAAAGGAACAAGCGAAGCTTCCACACCTGTGATCTGT
GTGACAAAGTCATCATTGGTGACCTGGAGTGGACAGCTCACCTGAAATCCAGGAAGCATT
ACTACCACGTGAGGAAGAAGAGGAAGTCGGAAGAAGCTTCCTCTCAGGACTGCTGTGGTG
CTG
>McF0052J13-MGRbd1
GCTCTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGTTTCATTTTTACTGAATGT
ATTTATTTTTAACCAATAATAGATGATGGAGCAGGAAACCGACGAAGGAGAGAATCGTTT
GCAGGACAGTCACAGTCACAGTGAGGTGAAAGAGGAGAAGCTGGCTGATGAGACAGCTCC
AGATGCCGAGGAGGAAGATGAGGAGTCTCTTCCACATTCAGAGATCCTTGATATCTTCGA
AGAGGGACTTGCTCGACTTGTGCAGGACCCTTTACTGTGTGATCTGCCGATCCAGGTGAC
TTTGGAAGAAGTAAACTCCCAGATTGCATTGGAGTATGGGCAAGCAATGACTGTGAAGGT
TGTTAAGGCAGATGGGGAAATCATGCCTATAGTGGTGGTGCAAAACGCAACAGTTCTTGA
TCTTAAGAAGGCCATTCGCAGATTCATGGAGCTTAAACAGCAACGAGAAGGTGGAGTGAA
ACATGTCAGCTGGAGATATGTTTGGAGGACGTATTATCTGGTATTTCAGGGGGAAAAGCT
TGAAGATGACTCAATTAGGCTCAAAGATTACGGCATTAGAAACAGAGATGAAGTGATGTT
TATGAAGAAACTCAGGAAGAAGTGACTCATCCA
>McF0052J17-MGRbd1
GGGGGACTCATCAGCTTTATGGAATTTGGCCGGTCGACAGAGAAGCACTCGCTGACGTAC
ATCTACACGGCCTTCTCCCATCCTGTGAAGCTCCCAGGCATCCATGAATTCACTGCTATG
GGTCTGCTGGACAACAGGATGATCGACTACTATGACAGCTCTGTGCAAAAGAAAATTCCC
AAACAGGACTGGATGAAGGAGCGACTCCAGCAGGAATACTGGGATAAAGGCACACAGTCC
CGGCAGAGCAAGCAGCAGTGGTTCAAAGTTAACATCGACATCCTGATCAACCGAATGAGA



CAAACGTCTAATGATACTCATGTTCTTCAGTGGATGCATGGATGTGAAGGTGTAGAAGAC
GAACAAGGCAACCTCCAGTTTAAGCGTGGCGTGGACATGTACAACTATGACGGAGATGAC
TTCCTGGCTTTTGATGATGAGCGTCAAGTTTGGGTGGCTACATTGGATGCAGCAGTCCCC
ACCAAGAGGAAGTGGGATGAAGTCACAGCTCTGAAAGACTACACCAAGGGATACCTGGAG
AAGGAGTGCATGGAATGGATGAAAACCTTTCTG
>McF0052J18-MGRbd1
TGGAAATCAACGGAGATGAAAGATCTGCAGCCCTGGAGAGGGACTCTTTCTCCTGGGCTT
CCTGCCAGGTCCAGATTCGTTGCTGCAGCGCTGTGGTTTTTCGGCTCTGCAGCATTTGGT
CGTCTGTTTGGGCTTCAGTTTGTTCTGCTTTAATTGCAAACATACATGTAAATTCCCAGA
CACTCATGCAACAGCATAGCTTCATGCTTTCTATTTTGGTTGTTGAATATTCCCATGTAT
ATTAAAACTACTGAAGTNCTNGANNNNNNNNNNAAAAAAAAAAAAAAAAAAACAT
>McF0052J19-MGRbd1
TTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGAAGCTCCGGGTCACGTGGTGGA
ACCGGAAGTTAACTGTAGGTAGATGAAGTCGGTCCAGAAAGGGTCTCCAGCGGCTCGTCT
TTGGCCGGATCCAGCAGCCCGGTGCTGATCCGGTTCTGACGGATCCCCGGTATTTAGCAT
GTGGGGAAGAAATCAAGACGAGTCCGATAAAACAGGCTCCCCAGGTTGGGGTTTTGGACC
TGACCCGGCCTGGCCCGGTGGTAGTGGGATGTACGGCGGGCGTAGACGAAGTGCAGTGTC
TGACAGTGGCGACACTGGTATTGGTACTCTGTGCTCGGATAGTTTGGAAGACGACTCTGG
TTCTGGTACCACCCCCCCGTCCCTCCAGCTGTCTTTGCATCCTCACTCTAGCCGGGATGA
CGACAGTGTCCCAGTCGTCGCCATTACTCCGTCTTCCTCCTTTTCACCTGGAAGTGGCTG
CAGAACCCCAGCTTCACCCCACAGTGTTGGACGCTGGAGCCAGTCCTGGTACTCTGCAAA
ACCCAGGACTTCTCAGATAGGGGCACCCAGTTCTCTGTACCTGAAGGACCCCCAGCCTAT
CAGGAG
>McF0052K06-MGRbd1
CATACACTGACATTCCTGGGAGTGCTTCGTTCAGCAGCATCAGAGCGACCGGTGTGACCG
TCCCAAGTCTGAACAACACGCAACTTAGCAACGCAACAGAGCAAACGGTGCTGACTGGCG
AGAGCAGGGATGGACGCCTTGAAGCAAAAGCTGAAAACAAGACGAAGGATTTGCAAGTGG
TCGCAGAAACAAACTTTGATGACGAAGCCGATGACCTAAAGATGCCAGAGTTATTTCTGC
GCAGCGACAGAAGCAAAGTGTTTAACGTGTCTGAGGTTT
>McF0052K09-MGRbd1
CAGCCGCGTTTAACCCGGGCCTTATGGCCGGGGGAACGGTGGAGGAAACACAGTTTACTG
TCTGCATCATTTACTCCCAACTGCGCGCGCCCGCTGACTTTTAACTCCACCTGAAGACTA
AGGAGTTTGGACGGAGTTTGGAGCGCTTCTTGGTCAGCTCCTGTTACAGTCTGGTTGCAG
GACTCCGTTCAAAAAGCAAAACCAGCAACGGTTGTTTTGCGTTCACACGGCGGACTTTGG
AGCCGGATCGCGACATGGAAACATCCAGTGGCTCCGTGGTAGAAAAGAAGCCGGCGTCCT
CGATGCAGCGCTGGCTCCCGGGGTTCCCCATCGCTCTCTGCTTGCTGATGTCCATCAGCT
CCATCACCGTGTGTCTCCTGATGAGCTTCAAGACCTTCCAGTTGGAGAACCGGCTGCAGA
TGCAGATCATGGAAACGGCGTCCATCTTCCAACCTTTGCGCAGGTCTTTTCAGAACGAGG
ATGGGAGCCTTGTTTCAGATCTGGCTGCTCCTATTGAGGCTCTTGTAGAAGAGAAAGTTA
CGTCTCTGATGCCCAAACTGCGGACAGTCAGAGATGCTCCAGAGTGCGTCTGTCCTCCAG
GGCCTCCGGGAAAACGTGGACGTATAGGAAGAAGAGGAGAACCTGGTCCTCCTGGCAAGT
TTG
>McF0052K10-MGRbd1
CGCCGTTTAACCCGGGCCTTATGGCCGGGGGAGACAACTTCTTAAGCATATCTGGAGTGC
CGTCACGACTCGGTAAAACCCAGTTATGGCTTCGACATAAATCCCCAGAGCGGAGGGTAT
CAGTTCGGCTGATATTCGCGGTCCTTTTCTTGCAGTTTTTGGGCACACTTGCTTGATCCA
TCATGACCAAGGACATCGTTGTTGGAGACGAGCTGCCAGACTGGGTGGGAGCGAAGGAAT
TTTACCAGAAATATGACCCGAAGGAGGTTATTGGCAGGGGGGTGAGCAGTGTGGTCCGCC
GGTGTGTGCACAGGCACACGGGGCAGGAGCTGGCCGTGAAAATCATAGAGATCACCGCCG
AGAAGATGACAGCCCAGCAGCTGGAGGAGGTGAAAAGCTCCACCCTGAAGGAGATCCACC
TTCTCAACATGGTGAAGGGACACCCCTCCATCATCACTCTCATTGATTCCTATGAGTCCA
CAACATTCATATTTCTAGTGTTTGACCTCATGAGGCGAGGAGAGCTGTTTGACTACCTCA
CAGAAAAGGTAACACTGAGTGAGAAGGAGACAAGGAGTATAATGCGCGCTCTGCTGGAGG
CTGTGCAGTACCTGCATTCGCTGAACATCG
>McF0052K16-MGRbd1
CGCGTTAACCCGGGCCTTATGGCCGGGGATAGCTGAAATGTCAACCTGGAGAAACATGCG
GTCTGTGTGCGCTGTTGCTATCTTCTGTTTGGTCTCTCTGACCCGATCGTCTCCCCTGGT
CTGTGAAAAACTGGTCCATCCTTTAGATTTGTCCACTTTCAGTCACCTAGAGGGCAGATG
GGCTTTAATTGCAGGCAGTCTTAACCACCCACCGTCCATGGAGGCGCTGGCTCAAAGAGA
CAGCATCACTATGTACTTCTCCAACTCCAGTGATGCTGTCACGTACACCCAGATCAACCG
CTTTGGAGATCAGTGCCAGCCTCTCCTCTACAACATCTCAGCGGAAGGCAGAACCTTCTC
CTTTGACGTGGGGAATCGCTTCCACCTCACCGGAGCTCTGCTCCGAACCTCCTGCCCAGA
CTGTCTGGTGATGCAGTGGGTTGTGAAGTCCAAACGGAGGCATTCGGTGGACCTGTACCT
GTTGAGCAAAAGACGGACAGTGGAGCCAAGAGAGATGGAGGAGTTCAGGGCTCAGCTGAA



GTGCTTTCAGCTGCCTGCACCTGTTGTGATGGATCCTTCCAGAGATCTTTGTCCAGAGCA
ACCCGAGAGCCAATCAACAGCAGCAACACCTCAGGCC
>McF0052K21-MGRbd1
GCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGACATAAGGAAGATTCAATAACGGTGAA
CACACAGTGATTTTTCTTTGGACTTTAGGGATAAAAGTTACGAACACAATGTCTCTGAGT
GCTGTCAACGGCGCATTGTCCAATTTAAAATCGTGTTTGGCAGACATTGCGACGGGGATG
GACATCGTGACGGACGTTGCCATAGATGTGGTGGAATCTCAGGATGAAGAGATGAACTCT
TCCATCAAAGAGCTGGAGACCATGATCCTGGACTGTGCCAAGCTGGACAGGGAGATTAAC
ATCTTTGTAGACATCGCAAAAGAAGTTACATCCGAGGTGAATGCACAGCAACCAGAGGCC
TTGTTCGGCCTTTCTGACAAAGTGAAGGAGCAGTTCTCAGAGAGAATAGCCCGACTTTCT
GATGATGAAATCCACAGCCATCAGAAAGTGGCTGCCTTTAAGGACAGCATCGGGAACGCT
TCAAAACAAACCAATCAGAAATCAGCAGAGAACACGGAGGAGTTTGATGAGGACATCGCC
GTCACACAGAGCCAGGTCAATTTCACCTGCCCGCTCACACAGGTGGAAATGTTAAAACCA
GTCAAAAA
>McF0052L11-MGRbd1
TTCTAGTGAAGAGACTGTTTTCTTCTCCAGAGGATGGCTGATGAACTTTTTTTCTTCTTT
CAGGCTACAGCTTTTAAATAACCTGTAAGTAGTGTGGGATGGCTCCCATGGCGGTTGTCT
TGTAACTTTCCTCTTCTTCTTTTTTTCAAATTTTTTAAAAAAATGTTTTCTTTATTTCTC
TAAAATCACGACATTGTTATGGAACAAGCAGGCCTGGTT
>McF0052L15-MGRbd1
GGGCTTCACGTAGGGAAACAGAAAAGTTTGAATCACGTGAATTTTCGAAATGAACTCCTT
GGAGTATTCGTTGGTCTTTTTCATTCTGGTGCCTCATTCTTTCGGCCGCTGCTTTGACAT
GTCCTTTTCTTTGTGTTGGATGGGGGAAAATGACGCTCTGCAAAGACAAAACAGAGACTT
ATTTTTCAATGGTACCTCGTTAAAATCCATCACAAAGGCAGGTAAAGTGAGCTCCTTGAA
GCTGTTCCCGCTTGTGGAAAACAAGCTTACCTTCCAGTATGGGGGCTCCAACCTGAGGTG
GACTATAACAGTCAGCCCACGCACAAAGACCGTCAAAATCACAGGCCGACAAAAACCTTC
AGAACATCCAACAAATGCCACAAAGGATTTCCTGGCACTGCTGAATCCCGCAGAAGTGTT
TGTGTGTGAAAATGGAACCACATTCTTTCACCAGGATGAAAACTTCTTTCTTGCAATTGG
ACACACATTGCGCTTCCCTCTGAAGTTGGAGGGGAGAAGTCCAACCATGTTTTTGGTGTC
CTGGATGGAGAT
>McF0052M09-MGRbd1
CCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGCACTAACAAGAGTGACTTCT
CCGAAGAGGAACCATCTGGGATAAACATGGATGAAATTTTGACTGAAGAAGTTAACCCAA
TAATTCGCTCAAAGCTGGAATTCTCTAAAGGGCCAGATGGTTCACAGAAACTGAGTTATG
AGGAAGAGTTGAATCAAACTGAGGGTAAACTGGTGCAGAGAAGAGCTGCTGGGGAGGAGA
GGACAAGAAAAGTGCCCAGGCTGAAGGGTCTGCGCTCAACTTTCATGTACTTGATGAGGA
AAATGAATGAAGGAAAGTGACTGCACCATCAAGAAATGTTCAAATAAACTTGCTGCAACA
NAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0052N02-MGRbd1
GGGGCTGGTCCATTAACTTCTGGTCATGTGTTTCACTTCCTCTGGTCTTAGCGTCCTTGT
TCAATGTGTCTCGTCACGTCACAGTTTCAGGGTGCGAGGGGCTGTAGGCCAGCAGGAGAG
TGTAAACAAAAGGATGATGGGAAGTTGGGGAAGACTTACTCCACGTCAACTGTTCCACCT
CCAACACCAAGCATTTTTAGGGGAGTCTGCATTTGTCCCACCTGGTTGACACTATTCTTC
CCCTTTGTTCAACTCAAGACTTGAATTTTCCTGCAGCTACAAAGTTCTTGAGCACTCGCA
GAAGCTGGACGTCCTGGCTGATGAAGCAGGGAGGCAGCAGGCCGTGGATCCCCAGCTGGA
GACGCTCCTCCATGGAGAAAGCCATGCCCTGCAAGCACACAGACAAAACATCATCAGTCC
GGCACAGGAAGCGTGTATCCAAAAACACTTTCCAGCAAGATCGTGCTGCACAAAACCTTA
GCAGACACTTGTTTTTGGATGAAATGATCTTCC
>McF0052N05-MGRbd1
AGCTCATGAACAGTGCTGACAAGCAGCAGGTGGGGCGCATCAAGCAGGTGTTTGAGAAGA
AAAACCAGAAGTCGGCTCATAACATCGCTAAGATGCAGAAGAAGCTGGAGCAGTACCATC
AGAAGTTGAAAGACAGGGAAGTCCAACATGTCCTGTCCTCTCGGCCTCCCCCCGTCAAAC
ACAGCACCATACCCAGAGAGTCCCCTAGACAGCTGCTCAAGGACATGACCGGCAGCGGCA
GACACCCAACCATGGACAAGATCAAAACCA
>McF0052N12-MGRbd1
GGGGCGCAGGCTGTGTTTAGTTTTCCCCAACCCCACAGATCTTCGCTCCGCTAGCATGTT
ATTCTCAGCCTCCAACTGCCGTGTTTACTGAGAAAATTTGCTTTTTTTTTCGTATACTCA
AGTAAAAACAAGACATCATATGAGGTAGATATGAAAGAACGCTACGTTTGAGGATGTTTA
AATAACTGAAGAGACAATTTAGTTGGACCAACAACTGTTAAAGTGTTTTGCTATTCTGCT
CCGGAGAGTCGGCAAGAAGAGTCCTTTCGGTTCCCACGTCCCACCAGATCCCACCACATC
CATGTTAGCTGCTGCACTTTGCCGTTCGAGTCCGGGGCTCCAAATGCCGCCAACTCTCCG
TTCGTGTGCGGACGAGACTCGGTTAACTGACGGTGGCATGTAGGAGGACCAGCGTTTTCC
CAGTTTTCATCCCTAGCGTCAGTATGAAGGGCAGTTAACGGATAAGATGGCTGCTGAATC
CCTATTTGTCCACGAATCCGTGCAGTGATGTTACTTTTAAACGCTAAACTGTACAAGGGC



TAGGATGGCTACACATTTTTAGG
>McF0052N14-MGRbd1
ACCCCAAAACAAAACAATGAAACAAAATTCAAAGGAAAAACTGCATTTTTTGTTGTTTAG
CTTTTAGCTGAGAAACGACCCTTTATTTTTAAACTCTGTGTTGGGTTTGCTCAAACACTC
AGTGAAGTGGTTACAGAGTTTCCTGTTTGCACTTCTCAGCGGTTAGTACAGCCGGTTCCT
TCACGTTTCTCCTTCTCTTTGCATTGAATAATGTCTTTTAGTAAACTTAACGTTTTTATT
TTTTGTTAGAAAAGTTTATGAATTCAAAGGGAATAGGAGACTGGTTAAAAGGCGTGACAG
CCTGCCATAAGGGCCAACACGGAGTCCAGCCACATCCCTCCCTTCTTCTTCAGAACACAA
CAGATGAGCCATTTTCCATCCCATCACTGTGATCCCACATTTGTTTCATGTTTGGATGC
>McF0052N15-MGRbd1
TTAACCCGGNCATTATGGCCGGGGGTGCTTGCATTTTGAAGATTTTGCTGTGAACAGACA
ACATGCGGTCAAAGGAGCTCTCCATGCAGGTGAGAGGAGCCATCATTAAGCTGAGAAAAC
AGAAAAAAAGAAGCCAGAAATTGCTACAATATTAGGAGTGGCAAAATCAACAGTGTGGTA
CATCCTAAGAAAGAAAGAAAGCACTGGTGAACTCAGCTTCGTGCTGACAATGAGGACCTC
CACAAACGGCAGGATCCCGGTCCTAGCTCCTCGACAGTTTTTTGGTAAGGGGGGCCTGGT
CCTTTAACGGAGACGCTGGTTTTGGTCCCACGAGACTGGAAATGCCCTATGTTTAGTGGT
AGGTCTGGAATGGTGTTGGAAGAGTGGCTGGAGGAGGTCCAAGCATGCATGAGAGCCCCT
CATTTAGTGGTAGCTGACCAGGCTTTCTTTCTGTACGATCACCTGGAGGGCGAGGCGCTA
GAGGAAGTTAAATATCTGTCAAGCGCAGAGCGTTCTGACCCCTCTAGAATTATTGCTGTG
CTTACGGAGTTCTATGGCTGTTAGGAGTCATACGTGGCAGCACAAGAAGCGTTTTTCTCC
CAGA
>McF0052N16-MGRbd1
ACCCGGGCCTTATGGCCAGGGACCTTCCTTCTGATCTGACACTGAGATGCAGCAGAGCTT
CGCTCAGAGGATGGACGGCGCCTTCAGCTCCATGCAGCTCTGCATTGAGGAGCACCGAGC
CAAACACAGCCGCATGCTGAGCAGCTGCTCTCAGGCCATCGATGGTTTGATCGCGAAGAA
TGAGGCGGCAGTGAACGGCGCCGTGACCACCATGGAGTCGTTTGTGGGTGGAGTCAGATC
GCTGGTCAGTGAGGGCGTGGGTCGCTTTCAGGAGAAGGTGCAGCAGCATGAGGCGCTGTG
TCTGCAGGACGTTCCCACCGGACTCCCTGTAAGACGAGATGAGCACTTGCTACGAAAGTT
TGGTCATGGAGCCAAACTTTGAGAACATCGTCTTCAAGAGCAATTGTTCTTCTAGCAGTG
GATTGGAAAGAGGATGAAGATCCCAGATTCATTTTTTTTTTTTTTTTTTTTACAAAACTT
AAGTAGTCATTAAATAAAGTCATGTTTTTTTTCTTTCAAAAAAAAAAAANAAAAAAAAAA
AAAA
>McF0052N18-MGRbd1
GGGAACGGAACTGCGCGGTTCAGCTGTCGTATTTTGATGCAAACTTTAAATTTAATCCTC
AAATTTCACCGATATATGCAAATTGTATTCATTGATCATAAAATAAGTTAGGATTTAAAT
ATTTGTTTTAAAACCACATTTTTATGTTTATGCAGATTAGCAATTGAAGCATTTTCTTTA
CGTGGGACCGTCAGTGTGACTACTGTGTGAGCCTCAAAGAATGAATGAATGAAGAAAGAA
TTCCAAAAATATAATTAGTCTACTCTTACCACCAGGTATAAAGGCATGCTAGGCACTGTT
TTTTAAAGCATGGCGTCAGATTTGGCAAATGCTGATGTTCGACTAACGGTGGCCCAGAAT
TTCCGGACACTCGCTTCATCCACGGATGAAAAAGACATAATCGCCGCTCTTCAGACGCTC
CTCTCCTTTGTGAATGATGGACCAGGGACCACGGTCACCTCTGCTCAGAGGTCAGAGTTT
AATAAAGCTCACTACACTCGGACTCTCCAGTTTCTTGTGAGCAACATCCAAGCAGACTGG
C
>McF0052N21-MGRbd1
TCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGAGAGCTGAGCTGTTGGTGATGTTC
AGCTCTGCTTTGACCTTTGCCCTCTGCTCCTTTAAATAGAGCATGAAGGCATTGGGAGGC
TTCTTAACGTATTCCTGGTTGCTTCTGCAGACAAAAAGAACAGGTGAGCTGAGAGCTGAC
ATGCTGCCTCTGTGACAATCTGACTGCAGACTGGAAGCTGCAGAGGAAACTCACGGCGAG
CTGCAGCAGCTCAGAGGAGCAGGAGGCTGGTGGACCTGCTGGACTGTGGAAGGAGGATGG
ACCACATACATCGGGTAGATGATCAAGTGTGGAGCGTTGGCCTCCTGCAGACAAACAGAA
CAGATGACTCCACCTGCAGTCACATCCTACTTCCTCCAGGTGGCATCTTTCTTGTCATTA
CATGTAGATGTTGCTGACCAGAGCTCAGAGTGGTTGGAAGCTCTGACCAGAGTCTGCATG
AGAGAACAGTGATGGACGCTGTCCTCTGCTTAGACTCTTACCTGTC
>McF0052N24-MGRbd1
CCGGNCCTTATGGCCGGGGATGGTAGAGCGGACGATTGCACCAGCGGGCTCGTCGGTACC
ACGTTTCCCCCCGGAGCCAAGATGATCCGGGCGTTTTTCCCCCTGAAGAAAATGCGGCGA
AATTACAGATACTTTCTGCTTGGGGCAATTTTGCTGGTCGGAGCTGTGGCTGTCTACAAT
GAATTCATCGCTTCAAGCGTGTGGAGAAGTGATAGTAATTCTGGGATTGAGGACAGCACC
TGGCAGAGACCCATCCTTGACCAAACGGATGAAGGCAAAATGCAGTTGGCCTCAGTGGAA
GATTCAGATGTTTGGAGTTCACGCTTCAACCCACAAACCTGGAAACCAGAGTTTATTGGG
CAGGCCAACCTGCATGTGTTTGAGGACTGGTGTGGCAGTTCCATTGCTGACCTACACAAG
AACATGCACTATCCCCTGTATCCCCATTCCAGAACTACAGTAAAGAAGC
>McF0052O02-MGRbd1
CGGNCATTATGGCCGGGGATATGTAATTAGGTACACACAAATTGAGTTAAATCTGTATAT



TTTATCAACGAAATTTGTTAGGTTTATTTTAATGTTAAATACTTTTTACTAATTTTACTA
TAATATAAGGACATAAACGTTTTCATGACCTTGTTTCTAAACACAAACAAATTATTTAGA
AGGACTTAATGATCATTTATGTTGACATGGAGCCCAAAACCCATTTAAAACAGACGTATT
CAGTTTCCTTTATTTAAATTGTAAAACAAATAAATTAATTAATTAAAATTTACCTTTGAA
ATATCTATTATTTCTCTAAAACTAGGAAAAAAATCTGAAACAATAAAACAACTCAAGTTA
ACGTAAATAAATAATAGAATCATTTAGGTGTAGAAATGATGCTCTGTGCATAATCTAGAA
TATAGATTTTGAAATTATTGTAAACATAAACTGATGATTATTGTGCTGTCCAGCATAACA
GCAATGTAAACAACATATAAATGATTTTGTCCAGCCAGATTTCCCCCCCAGAATTAGTCA
CTAAAGTTAAGATTACATGATGAGATTGAGTTTTCTTTTTACACAATGTTTCTTAAAATG
TGTTAAAA
>McF0052O04-MGRbd1
CGTTAACCCGGGCATTATGGCCGGGGAGTCATGGCGAGCTCCTGAGATGCAACATTTCAA
TGCTTGGATGACTTTGGTGAAGCCATTGAGGCATCAAAGAAAGCACTGTGATGGACTGGC
GAAGGTGTACCCCGCCCCTTGATTGTAGCTGGGATAGGTTCCAGAAGCCCCATGACCTCG
ATTTGTAGCAGTTTGGATTTTGCTTTTCGCCACTGGCTGGACACAGAAGACTGCAAAAGC
ATTTGCCAAAAGGACATCTTTCTTAGAGAATAACATTGCATTCTTTTAACAAGTGCACAT
TAATAGATTTCTTTTCAAATTACTTTGAGCAAACATCTGTTAGTCTGCATGCATGCAGTC
CCATTTGCACATGTGCAGAATCTGTGTGCATTTTCCTAAAGAATAACAGTGTTTCTCTGT
GTGTTTAAGCACATATGCGCATGTTTACACATAAGTGTGCTTTTGAGCGACTTTTTCCTG
CAAGTGCTGTGATGTCAGCT
>McF0052O07-MGRbd1
GCCTTATGGCCGGGGATCAGCTGCGAGACCGTCTGATCTCTGACCCGATGGATCTGGATC
TGCTGCTCTGGAGGACGCGGAGTCCGTCGTTCTTCAGCCGCACTCGGATGTGGTTGAACC
TCCTGGATCCGTCTTTGCTTCTGGCGTCTGACGCTGAAATAGTGAAGGCCCGTGCTCTTC
TCAGCGGTGAAGAAAAGCTGCATGAAGAGGAGGAAGCTGCAGTGACCCTCTGTCTATCTT
CTGTTCACGCCGATTGTGGCGACGTTCTTCCTCTGGTTTTCCGCGCTCCAGCGTTTCTGC
CCATAGCTGGACCCATGGTTGTTGCTGCTCTTTTACCTCACAGAAGCGTCAAAGCGGCTC
TGTTTTGGCAGTTCTTACTGCAGAGTTACAACGCCGGCTTCAGCCACGCCAACAGAAACT
CCTCAGCAGAGCAGGTTCGGCGGACGTCCCCGAATCATCTGCTGCTCATCACAGGAACAG
TTTCTTATGCAGCAGTGGCAGCAGCCTTTCCACAGATTTTACTCAACAGACTGGGA
>McF0052O12-MGRbd1
GGGAGGCAAAGGCCCTTTATGTGAAAGTGTGTTAAAAAATTGCAGCAGCATCTAGCTTTT
TCTCCACATTCAGTTCTAAAGTCCACAACTCTGATGATGTGTGCACACGTTTCAGAAACT
CTCATTCAAGTTCACAGCTGTTGTGCTGTAGAAGAGTTCCTAAAGAGAGTCTGAGCATCA
ACTGTACCTTACCTTTGGTCCCTCTCATCACTGCCTTGTTGGCTATCTGCAGCTCAGATT
CAGGCTAATCATCTGCTGAAACGTGTGCTGAAATAGTCGGAGTATCCTGCCTCAGCATGA
GAGAGTGCTGCTCCACCTTCCGGACCCATGACTGTGTTGCTCCCAGAGGCTCCTTTTTCC
TGCCCTGCCTGAGTCGCATAACAAACCTTTTTGTGCTTTAGCCTGTTCATTTTCTTGGAG
TCCATCTCCAAAAGTCTGACACTAATAAAAGTACATCCATACAAAANAAAAAAAAAAAAA
AAAA
>McF0052O20-MGRbd1
GGGGTAAGCGTCGCTCGTGGGTCGTGCTCCGTCGTCAGCAGCGTGTCGATGCCGTGGCTG
AGATGAGTGTGAAGGCCTTCGAGCTCGTCCCGGCTGTGGAGCGAGACCTCCTCATGGGCG
ACAAAGCCCGCATCAACATCGAGTGTATTGAATGTTGTGGCAAGCACCTGTACGTCGGCA
CCAACGACTGCTTCATTCACCACTTTCTCCTCGACGAGGTCGCCTCGCCCATGGGGAAGC
TGAGCTACTCAGCTCAGAAGCTTCTGAACAAATACTTGGGCCTGAAGAAACCGGTGGCTG
AGCTGCGGGCTGCTTCTGCTTTGGAGCGCCTGATCGTGCTTTGTGATGGGATGGTATTTC
TTGTAGACATGGTGACTCTGGAGAGCGTGCCCTCAGCGGCAGGAGGCGGAGTGAAGATCA
GAGGAGTGATTGCCTTCTGCGTAAACGAGAACCCGGTGAACGGNGATCCGTTCTGCGTGG
AAATGGCCATACTCTCCTCAAAGAGGCGAACCGTGCAGATTTACATGGTGCA
>McF0052O21-MGRbd1
GGGCAGCGTACAGATGCAGAAAGAAAGCTGATTCAGTTGGACAAACCAGTTCTTTTTCTT
TCTCCGACGAGTTATTATGCGGAATAGCTATATTTAGTTTGGATGTTTCACTAGAACCAC
TGTGTGGGGGGAAAAAAGGACAACAAAAAGAAAGAGAAAGACGCTTGAGACTTAGTTGTA
AAACAATTCCTCGGGTCGGCTCCGGCTCATCTCTTGACTTCATTGCTGTTTTGAGGGACA
TTTTTCTGCGCTTCTGGGAAACATGAGCTTTCTTTTTGGAAACCGGTCATCCAAAACGTT
CAAGCCCAAGAAGAATATCCCGGAGGGCTCTCACCAGTACGAGCTGTTGAAACATGCCGA
GGCCACGCTGGGAAGTGGAAACCTGCGCATGGCGGTCATGCTGCCCGACGGTGAAGACTT
AAATGAGTGGGTTGCAGTGAATACTGTGGATTTCTTT
>McF0052O23-MGRbd1
GCCTTATGGCCGGGGAAGAAGAGCAACCGCTACCCATTCTGCATCGTCTGGACCCCCATT
CCGCTGCTGTCGTAAGAGGCGCAGACATTCAGCGCGACTCCGTATCTGACGGATTACACA
GTTCAACAGTTAGCTATAATCACCCAATGGAGGCAGATTAGACAGAGCCGTTTTTCCTGT
TATTTGTTAAAATGCGGTCAAACTAGAGCAGTCTTGGTTCTGACGGGGGCTTTTTTTCTC



CTGCAGGAGGACAATATGGGGTTTGGCCGCCCTACTAAGTACTGGAAGCTAGATGTGGAC
AAAGTGTGTGGTAATGGTGCAGCCACGTGGGACAAAGCAGTGCACGACGCATCCGAGGAG
TACAAATGCAGGCCGCACAATCTGTGCTTTGATAACTGCCATTCTCATGTTGCCTTGGCC
CTCAACCTCATGCGATATGACAACAGCACATCTTGGAACATGGTGAACCTGTGTGCCCTG
TCTCTCATATATGGAAAACATGTGAGCATGGCCGCGTTCCTCAAGACTTGGCTGCCCTTC
ATCATGCTCAGTGGAGTCCTGGCCACCTTCATCCTCACCTTC
>McF0052P01-MGRbd1
GGGAAAGTTAACGGTGTTGTTTTGATTGTAAAAGTGCAAATTCGCATTATAAAGTCTCGC
ATAGTTGAATACAACACACTAATAATGAGTGAGAAAGAAGTAGACAAGGATCCTGCAGCC
CTCAAGGAGAAGGGGAACAGCCTATTCAAGGCTGGAGACATGGAAGGGGCTGTCTGCTGC
TACACTAAAGCCCTCAAGCTGAGTGCCAGCAAGGCAGACAGCGCGGTTTTGTACCGCAAC
CGTTCTGCTTGCCACCTGAAGCTGGAAGAATACAACAAAGCAGAGAGTGATGCATCCAAA
GCTTTAGATATTGACCCAAGTGATGTGAAAGCCAGATTTCGGAGAGCTCAGGCTTTTCAG
AAGCTGGATCGACTTGATCAGGCCTTTCTGGATGCTCAGAGATGTGCCCAGCTTGAGCCG
AAAAACAAAGCTTTCCAAGAACTACTCAGACAACTGGGAGCACTGATTCAGCAAAAGTCA
GTCCAACTAAACTCCACAGATGCTCGAGTGCAGCAAATGTTCTCCATCCTGTTAGATGAT
GCTTCAAAAGACTCAGATCGAGAGAAGGCAGCTCAGAACCTGGTGGTCTTATCTCGAGAC
GAGGGAGGAGCTGAGCAGATCTTTCGCAATGATGGAGTGAAGCTAATTCAAAAACTCCTT
>McF0052P02-MGRbd1
GGGGGAGTCTCGGACAGCTGTTGATTTAAACGCCGTCGTATCCACAGATGTAATTATTGC
GTTTAAAGACATTTTAATGTAAGTTCCGGATTTAAATTAATAAATGAAACGTTATAAAAC
CGTGGATGGAGATGGGAAAGCCCAACAGACGGAAACGAAGCACAGGAGGGACGGAGAATG
GAGCCGGTATCGCCGGTACTACCGGAGATCCAGACTGTGGTAGAAAACAGAAGCTGGCTG
ACATCCATCGAGCGTTAATCAGTGATCCAGTGGACATTCAGGCCCTCAGGAGAGCTGCAG
CCACCAGAGGAGGACTTCTCAATAATGAGATGAGGAGAAAAGTGTGGCCCAAATTACTCA
ACATTAACGTGTTTGATCTTCCGCACAGACCTGGTCGAAATGGACGAGAGAAGCACACAG
ACTTCCAGCAGGTGGTTCTGGATGTTAAGAGGTCCATGAAGCGCTTTCCTAAAGGTATGC
CGGCGGCAGAGAGAGACGCGCTGCAGGAACAGCTGATCGACATCATCCTGGAGGTGTTGA
AACGTAACTCTCAGCTGCATTACTACCAGGGTTACCACGACGTGGCCGTCACGCTTCTGC
TGGTGGTTGGAGAGCGGATGGCCATGGCCATGCTGG
>McF0052P06-MGRbd1
CTCAGCGCGCGTTTAACCCGGGCCTTATGGCCGGGGCCCGTAGGACTTAGCTTCACGGCT
AATAACCCGCCGTTGGTTTTTGATTTTCTTTTACTTTGGGTTTGTTTTGGTTACCTGGCT
TTTGTCCTACATGGAGTCCGAGAGTTTGCCATGAAACTCCGGGTGCAGAATGACAGGAAT
TCCAGAGGAAAAGTGAAACTCAGAGAGTCCTGCACGGTAATGCAGCCTTCCTCTGTTGAC
GGAGGGGTTCAGACAGGAAATGGTTTATCCCTAACTTTGCAACCTGAGCTGCTCACCAGG
ACTCCGGGCGCCTCTGCTGCCGCCACCGCCACTCCGGACAAGTCCGGCAGCGAAGTGCAT
GTTTCCATGACTGGAGGAGAGTCTGGTGGAGGCGCGTCGTCCAGGAGATCTTGGGCCCAC
TCCCACAGCCACTCGCATTCGCACAGACACGATCAGGGTGCGCCTCGCTCCACCTCAGAA
CATGAGCTTGATGCTCCAGACTCCGATCCGGACTCCGGAGAGCCCAGCAGCTCCCTGTCC
GATCTTCGCTGTCTCTTCCGCTGGATTCAAAGGAGTCTTCCTTTCCTGGTTATTCTGTGT
GCTAAACTAGTCGTCCAGCATGTTCT
>McF0052P11-MGRbd1
GGGATTTGCAAGAAGTATTACTTTAAAGCAATAACTGTAACAAAAAATATCGCCACGCGC
CTCTAAATACCGTGTGTTATATAAATATAACACATTAGAGTATTTCTTTAAATTGACCAC
CCTTGTTTTAGTGAATGGCGGCGATGCTGGAGAAGATGGGTGCGGAGAATGCTGATGAGG
TGAAGATGCTGGAGGGTCACATTGAGCATCTGAAAGCTGAAATTACATCACTGCAGCATC
AAAAAGAAGAAATCGACAGGGACGCAATGTTCCACTTTAAAGGACCAATGCTAGATGCAC
TGCTTATTGTGTGTAGGCAGACACAAGACAAAGATGAGGAGGTGGTGATGTCCAAGCTGA
AGGAGGAGGTGGAGGAGTTGGAAAAGGACTTACGACTGCAGACTGAGATGAATGGCATCA
TTGTGGAGAACTGCAAGATAAAAACTCTCTTTAGAAGTGAGGGGAAGTGGATCCGTCAGG
TCTGCGTATCACTTCAGTGCT
>McF0052P19-MGRbd1
GTCTCAGCGCGCCGTTAACCCGGGCCTTATGGCCGGGGGGTGCCAGGCTGAATCCCTCAA
AGAACCGACCTCAACATCAAGCTTTCTGAGGAAAAAACGTTTGGTGACGCACAGACGAGA
GGATTTACGAGTTAATCTGAACGCTCCTGGCTGGTTTTAAGGGTGCAGAGCCCCCACGGC
CATCAGCAACATGGGACAGCTCTTCAGAAGTGAAGAGATGACGCTGGCTCAGCTCTTCCT
GCAGTCAGAGGCTGCCTACTGTTGTGTCAGCGAGCTGGGAGAGATCGGGATGGTTCAGTT
CCGCGATTTAAATCCTGACGTAAATGTGTTCCAACGGAAGTTTGTGAATGAAGTGCGGCG
ATGCGAGGAGATGGACCGTAAACTGAGATTTGTCGAAAAGGAAATTAAGAAGGCAAACCT
CGCAATTCTCGACACAGGAGAGAACCCGGAAGTCCCTTTTCCCAGAGACATGATCGACCT
GGAGGCGACTTTTGAGAAGCTGGAGAATGAGCTGAAAGAAATCAACACAAACCAAGAGGC
GCTGAAGAAGAACTTCCTGGAACTGACCGAGCTGAAGCACATTTTGCGCCGGACTCAGCA
GTTTTTTGACGAGATGGAGGATCCCAGT



>McF0052P21-MGRbd1
AAACCCGGNCCTTATGGCCGGGGGGAGACTGGGCTTCATTGCACTTCACCCTCCTAGTGG
CAGAGTTTGCTTCTCAAATCTGGGGCTGCAAACTGCAGGTAGCAAGGCTGCAATAGAGTG
CGCTCACATGGATGGCACCGAACGAAAAGTTGTGTGGAAGGATGCCATTCAGCCTACGTC
TCTGGTCTTCTCTAGCAATGGCGACACCATTTATTGGGTTGACACCAAATTGGGGATGAT
CAGCTCTGCTCACATTAATGGATCAGGATACAGGGAACTGGAAGCTGCTGAGGGCCTGAC
TTCTGTGGCATTTGCTGAGGACACAATGTTCTGGTTAACTGTTGGGGATAAGACTAGACT
TTGGTACAGGGAAGACCAACAGGAAAAGAAGCTCTGGTTTGAGGTTGACGCACAAGTAGT
TGGCTTGAAACTGTACAGCAAATCCAGTCAGATCGGTTCCAACAAGTGTGTGCAAAATGG
GAACTGTGAGCACCTCTGCCTTGCCACCCCAGCAGGTCAGACATGTGCATGTGCCCATGA
TTTTCTTGTGAAGGACAACAGGTGCAGC
>McF0052P23-MGRbd1
TTGGTGGACTGTGGTGTCCAGTGTGATGAGTTCCACGATCCAATGTGTGTCTGTGTGGCA
CAAAGCACCAACGTGGAACCAGACCAAATACAGCTTTTAAAAATATCAGAAATTCAAAAC
TTAAAAAATGGTAAACACGAATCATTCTGCATGGACAGGAATGTGCATAAAAAGCAGAAA
GGCCAGAAGAGGAACAAGACTCAAGGACATGGCGGCAAACCAGAAGCCTGCAATGGAAAC
CAGAGGTCTGGCAAAGCAAGAGGTGGAACCGGAAGGAGCCTGCAGCACTAACAGCTGAGC
TCTATAGATATTTTATTTTTTTTTAAACCAATTTGAAATAAATTTAACCTTATGTATTCC
AATAAATGTCTATTGTGAAC
>McF0053A02-MGRbd1
GGGGAGAATGTTCACCTCATCGGTTACAGTTTAGGCGCTCATGTAGCTGGCTATGCAGGA
ACATATGTAAAAGGAAGTATTGGAAGGATTACTGGCCTAGATCCTGCAGGACCCATGTTT
GAGGGTGTTGAGGAGCAAAAGCGCCTTTCCCCAGATGACGCAGACTTCGTGGATGTTCTG
CACACGTACACGCGAGAGGCTTTAGGTGTGAGCATCGGAATCCAACAAGCAATCGGAGAT
ATTGACATCTACCCCAACGGTGGCGAGGTGCAGCCCGGTTGTGGACTTGCAGATGTGCTG
TCTTTGGCAGGAAATTTCATGGAGGTGATGAAGTGCGAACACGAGCGAGCTGTGCACCTC
TTCGTCGTCTCCCTAATGAACAAGGAGCACGTGAGCTACGCCTTCCAATGCACAGACCCC
CAGCGCTTCAGGAAGGGAATCTGCCTCAGCTGCCGCAAGAACCGCTGCAACGGCATCGGC
TACAACGCAAGAAAGATGCGCAAGAGGAGAAACAGCAAGATGTACCTGAAGACTCGTGCT
GTGACTCCTTTTGGA
>McF0053A04-MGRbd1
TCTCAGCCGCGTTTAACCCGGGCCTTATGGCCGGGGGTGGGAAAAGAAAGAGTTTGGTGC
TGAGATGGTGCCGGTTAAAGTGCGTCTGACAGACTCTCACCACAAACGGCCAAATCTCTT
CACATCTTCCAGCAGCTGAGACCTTCACAGACGGCCATCGCACTCAGAGTCTAGGCTGTC
TGGAGGAACGCAGCTGTGAAGGTGGTGCAGCCCTACAGGGTGGAGAGCACCAACGGCACT
GCACGGATCCGGTGTACCTTCCACCCGGAGATGAACCTAGAAGATCTCAGAGTGACTCTG
CTCAGAGGTCTCCACGGCCATCAGGAGCTCTGCTCCTTCTTCCTTAACCTCACAGGCCAA
ACGGAGACTCATGGAGGGAGACCAGGACAGGTGCAGTGCTCAGGTCAAACTGCAGATGGC
GCAGTGGAGGTCACCCTGTCTGATCTGAAAGCTGCAGACACAGACGTCTACCGCTGCAAG
ATTCAAACCTTCTACCCGCCTCCGTACCTGCAGCTCACTGGAAACGGCACGCTCATCCAT
GTGATAGAGCATCCGGACTGTCCTTCTGTGAATGCACAGAGACGGCATGAGGAGGGGGAG
AAGGAGGCG
>McF0053A08-MGRbd1
TTAAACCCGGNCATTATGGCCGGGGAATCCAGCAGGAAATCCACGGAACTGCTGCCCAAC
AGCCTCATCAGCTGAAGTGCAGTGTCAAAGGTCAGGAAAACCGATCAAAATCAAGCTGTC
ACGAGCCCATCAGGTCGAGCAGCACCAGTACTGGAGTTTCTAATGACGCACGCAAAAAAA
CAAGAGTTGCTCCAATGATGGCAAAATCATTGAAAGCTTTTAAGAAGCAGCTGGGACGGA
GATGAACATGAAATTTCAAGCCTACGGTGTGAACATCCACAAAACAAACTTCATCGCTGA
AAACCCCCTTACAGCATCATGTCTGGGTTTTTGCTCGCCTATCTTCATACATACTGTTAA
AGAATTTTGCTAAGTGTTTTTTTTTTCTGATATTGTCACTATTAAATGGACAATGAGGAC
AGCANANAAAAAAAAAAAAAAN
>McF0053A13-MGRbd1
CTCTTGGCCGGGGGAAGCACGAACGTGAGCTGTTCGTGAACAGTGGCGGCGGGAGCGTCC
ACGTTCACTGCTGGTTACCTAGTTGTTTACCGGTGTGAGGCTCAGGTGTTGTGGAGGAAA
ATGAATGACTTTGCAGTTCTCAACACGGGGAGGAAGATGCCCTTGGTTGGACTGGGAACA
TGGAAGAGCGAGCCAGGAAAGGTGAAGCAAGCAGTCCTGTGGGCGCTGGAAGCTGGTTAC
CGTCACATCGACTGTGCAGCCATCTATGGCAATGAGGCAGAAATCGGAGAAGCTCTGAAA
GAGATGCTTGGCCCTAGCAAGCCTCTGAGACGAGAGGACATCTTCATCACCTCCAAACTG
TGGAACACCCGGCATCACCCGGAGGACGTGGAGCCCGCCCTCCTGAAGACGCTAAAGGAT
CTCCAGCTGGAGTACCTGGACCTCTACCTCATCCACTGGCCCCACGGTTTCCAGTGAGCT
CCAACGCCGCCACCACACACAACAACCAAACTGTGTTCCGCTGTTGTGGTAAACACGATC
CGCAGCATCAAGACTGTGCTTTTTGACACCTGCAGACCTGCTGCTAAAAGCCAGTCTCTG
CATATCGTTTTTTTTTTTTAGAGAATTGGAGGTGGGAT
>McF0053A17-MGRbd1



GTTAAACCCGGNCCTTATGGCCGGGTGTTAGATCAAGGGAGGTTCGAAAGGGTTCCTGGG
AAGCTTCGGTCTGTAAAAACTCAGCAGAATCTTCATCAGCTTCATCCATGTCTGCCACAG
GAGCAACTGAAGTCTGAGTCCACATTTTTATGTCAGATTTCCTACATGAAAGACCATCAA
CTTACTGTGATGTACTCAACAAAAATAAATTTCTTTAAGTCAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAATTTAAAAAAAAAAAAAAAAAAAAAAAAAAAATC
>McF0053A19-MGRbd1
TTCTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGCACTCCTGCAGTTAAAGAACCT
ACATGGGGTCTTTTTACCCCGCAGAAGATGGAAGAAACCACTTCCTGTTGGAAAAGAGCG
GCCGCGCGTCCCCCCTTTGTCAGTTGCGGTGGCGTCTGTTTGGTGCTGCCCTTGTTGGTT
TGTTTGACCCAGGCTTTAAGTGAGCGATTTTTAAAGTCCTGTTGTTTGAACTGACGCACC
GGTTCTTTCCAGAACCACGGCTGCAGCAGGGTCCGAAGGTACCGAACGCCAAAGTTCAAG
CATTTTCGGACTTCCTCTCTCCGTGGACGAGGG
>McF0053A20-MGRbd1
CCGGGGGGCTGGAGCCAACTTTTCCAACATGCAGGCTAATTTGTCCTTTGTGTTCTGCAA
GAGTGAGGAAAAGAAGCTGCTGCTGTTGGATCAGCGAGACGCTTGGGCTTCAGAGGAGGG
CTGGCTGGTCTTCGACCTGACGTCCACCAGCTCCGCTTGGCTGGTCCGCTCTGAACAGAA
TCTGCAGCTTCGTTTGGCGCTGGAGGACAGTCGTGGCCAGGAGAGGAACCCCCATCTTGC
TGGGCTTGTGACAAGCAGTGGACCTAAAGATAAGCAGCCCTTTGTGGTAGTCTTTTTC
>McF0053A24-MGRbd1
GCGTTAAACCCGGNCATTATGGCCGGGGGGGAAGGCATGCAGAGAGGGCAGAGCAGGAGG
CTGAGGAGCAGTGGGTTGAGTTGGAGCTGTGCTGGTTGGTTGTTTCCATTTTTGATTCCC
TCTTGGTCCTCAGCAGTCTTATACTGCTGG
>McF0053B01-MGRbd1
GGGGTCGGCAACGGTGATCAAAGGAGTAAACCGGTGCAGAAGTGGACTTTGGGTGACCAT
GAAAGTGTGCAGGTGGTGCTGAAGGTGGAGAAGCAGAGAAGCTAGCTCGCTGGTGCCGCT
CGGCTGAAGTTTGGACGTAAACAAAGCGCGGTTCTGCCGAACTGTCACTGTCATGGGCGT
AAATAAAGCCAGGCTGACAGCCGGCTTCATCGTGGCGGGTGTGTTGATGGTGTTTTTCGG
AACCGTTCTGGTTTTTGTGGGTCCG
>McF0053B10-MGRbd1
GGGGACGGAAGTGTGCAGCAGAGACGCGTGAAGCATGGATGACCAGCACCACGGCGCGCT
GAGCTCGCCCTCCTCTTCCTCCTCATCCACGCGCTTCTTCTTGCCAAGGCGCATCCGCAT
GTTGGTTCCCGTTGGTTTCAAAAGCGAAATCAAAGAGATGTCCAAGTTGGCGGGACCGGT
GATGATCGCGCAGTTGATGAGTTTCGCTGTGAGTTTTGTCAGTACAGTTTTCTGCGGTCA
TTTGGGGAGGACAGAGCTGGCGGGAGTGTCTCTGGCCATAGCAGTGAGCAATGTCACAGG
TGTTTCCATTGGGGTTGGCTTGGCATCAGCATGTGACACTCTGATCTCTCAGACTTATGG
GAGTGGGAACCTCCAGAAAGTGGGGGTCATCCTTCAGCGGGCCATCCTCATTTTGTTACT
GGCATGTTTCCCCTGCTGGGCCATTCTCATCAACACCAGACCCATTCTGCTGGCC
>McF0053C22-MGRbd1
GGNCATTATGGCCGGGGACTGATAGTCTGGGTAGTAGGAACAGGAACAGGTTATTTTTTT
AAACCCGCCGGCTGATTTTATGTGCGATGACGAGNAGGATGGGGACCTGATATATTGGGA
AGAGAGGAACCCTGAGCCTAACGTGGACCTGGAAAACCAGTACTACAACTCCAAAGCTTT
GAAGGAGGACGATCCTTTTTTAGCTCTCAGCACCCTCCAGAAGGTATTGGAACTTGAGGG
AGAGAAGGGGGAATGGGGGTTCAAAGCACTTAAACAGATGATTAAAATCAACTTTAAACT
GTTTTTGGGGGTTGAAACGTCACAGACTAACTTTCCAGAGATGATGAACAGATACAAGCA
GCTTTTTTTTTACATGAGAGGNGCTGNCACCAGAAACTATTCAGAGAGGTCTATCAACTC
CATTCTGGACTATATATCTACCTCCAAACAGATGGACTTACTACAAGAGTTTTATGAAAC
CACTCTGGAGGCTTTGAAAGATGCAAAAAATGACAG
>McF0053D01-MGRbd1
GCGCGTTTAACCCGGNCCTTATGGCCGGGGGCTGTATGAATGGGGTTTGTTTTCGGCCTG
CTATAAGTTTTGGCTTTTACAGACAGCAAGAGGGACAATTCGTTCAAACAATAACACCAT
TTATCTTGTTTCTGGCCTCGGTCTGTTTTGTATCAGCTGTAGTTTATATTTTAAACCCTT
AGGGGTTTCTCACGACCTCTTCGACCGCATGCTAACCCCTGTGTTTAGCTAAGTAGCTGT
TAGCAGCTAAAGTTTCTCTAGCTAGTTAGAAAGCATCTCCGTCATCCACATAGGATGAAA
GTGTGCCGGTGGTTTGAGTGAGTCTGAGATCGAAATGGAACTAAATTTTTACTCTGATCT
GTCGGATGGTTGTGCTCAGAATGTGGAGTTTTTGGACAGCCAGCCTTATGGTGGATTCTC
AGAGGACAACAAGTTTTCTGAAGCGGGAGACCGTTATCTTTCCATGAGCGGAGATGCCGG
TCACTCTTTTTTGTCAGCAGAGACATTCCACACTCCTAGTCTCGGGGATGAGGTGTTCGA
GAT
>McF0053D04-MGRbd1
GGGGTGCAGCATTTGGCCACTGGGACCGCCCACTTCCAATTGTATACATCCGGTTTAGCC
TCACAGGTGGTAGCCTGTTGACACTGTGTGGTCGGCTTTCATGATTTTATGCTGGTTTCA
GCGCCGGATACTCACGGCCAAAGGGTGAGCTCTTGCAGCTCTGCTGATTACCAGGTGCTG
AACAGAAGGAGCCTCGGGACTTTCTAACGCTCCCAAGAGTGGAACAGCTGCTGTTTTTTT
ATGCTGTTTGTATACGTGGCTTTTTATACTGATTTTATCAGAACCTTTTATTGGTCCTGC



GTGGAAAGGATCCAGTTTGGACTTCAAGGAGGGTTTGTCTGGAGTGCTCGCCGACGGAAA
TTCGCCGGGGAGGCGATCGGGACATTTTGGGGCCTGGACTCCCCTCATCTATCCCAAAGC
CAAGACGAGCGGCACTCACTGCACTGTGCAGCATCCGAGTAAACGGCTAACCCCCGCTTG
AGTAGCCAACTGGTG
>McF0053D07-MGRbd1
GGGATCGCACCCGTAGGAACACACCGCTAGTTCTCGGCCATTTTTTACAAGTCTAACCTA
CGAAACGCAACAAAAACATAAAGACGCTGATATTCTTTTTACTGTATTCGGACTGGAGCA
GCAGTCGATAACCTGATTGGCTATCATGTCAGATTTTATTGATAGCGAAGCAGAGGAATC
AGAGGAGGAACTCGAAGAGAAAGATCTTAAGCCGAAGAAGACTCAGAGATTTCTGGAAGA
AGATGATGAGGAGGAAGATGTTGACAACCCTGAGGAACAGGATGAGCATGGGAACTTGCG
TGGTCTAATTGATGATGGAGATGATGATGGGGAAGAGGAGGAAGAAGCACCGAAAAGTGG
AAGTGGAGGGGGGAGTGACTCAGAGGAAGAAGTGAGACATCGCCGTAAAAAGCGCAATTA
TGATGACTACCTGGATGATGATGATCTCGACCTCATTGAGGAAAATTTAGGCGTCAAAGC
GAANAANAAAAANN
>McF0053D09-MGRbd1
TCAGCGCGCCGTTAACCCGGGCCTTATGGCCGGGGGAGCGAGGTGAGGCCTTCACATAGG
GAGCGCGTGGAGCCAGAATTCATTGAAATGCTGAGGAACTTTGAGGCTGTGAGGAAGACG
TGGCTCCACTCCGAGCTGGAGCTGAAAAAGTACAAAGAGCTGCTGGTGAAGTCGGATGTG
GCCAAGGCTGCTCTGGAGGTCAAACTGAAGCACGCCCGCAACCAGCTGGATGTGGAGATG
AAGAAGAGGCACAAGGTCGAGACAGACTACCAGTATCTGCAGAGGCAGATGCAGCTGATG
TGCGACATCCTGGTCCATGACAGCAAGTCCAGCTCCTGCCTGAACGACGAACAGCGCTCT
CTGCTGGCCACGTTTGAGCGCCGAGGAGCCAACGCCACTCTGCAGAGAAGCAGCAAACGG
CTGTCGGTCATTGATGAATCGTCATTCCTGTCCCACTCCGACATCAGCTACGACCGCACC
GACGACGACGTGGACCTGGACACGACGGTGATCAAGCCTCTGAGGTCTCGAGCTCGCGAG
AGAAGGCGATCTTCCATGTGTCCGACTGTTGGGGCTCCAGTTGGGAAGCGATCCAGAGGT
GGAAACGGTTCTTCTGAGCTGCTGGAGAGAAAAACTATAGATGAGGAGGTGGAGACCATA
GTGAAGGCTTCCATGACGACCGTGGACTCCGGTGGTCAGCTCCACATGAAACTTGGAATC
ACGCAGGAGAGCCCGGACAAGCCGACGCGCT
>McF0053D15-MGRbd1
GGGACAGAAAGGGGGGAAAACTGGATGTAATGAAAGTCACAAGTTGTCATGTGTACTTTG
TAAATTATGAGAAGGAAGTGTCCTTCTGAATGTGCTGCACTGTTACTTTCTTTGTGCACC
CCACGGTCTCTGCTCCGGTTGAAGTAAGCAACCACATTGAACATGTGTTTGGAGGAATAA
GAAGACAGCATGGCAGACAGGAGGACTTACAACGTCGTGATTTTAGGTTTGGGGTTTCTG
TTCATTTTCACCGCTTTCACCACCTGTGGAAACGTTGAACAAACTGTAGTGAAAAGTCTG
GACAATTCTACTTTTACTGGGAGTGGGTACCACAGTCTCGGCATCATTTATGGAGTTTTT
TCTTTCTCCAATCTGATTGCACCAACTGTTGTAAAAGTTATTGGTGCAAAAGTGTCCATG
TTTCTGAGTGGTCTTCTATACAGTGGTTACATTGCAGTGTTTATCATCCCCTCCACCTGG
TCCTTTTACTTGACCTCCGTACTTATTGGCATCGGAGCAGCCTTG
>McF0053D17-MGRbd1
TTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGACTGCAGGTAGGTAACGTTTACT
TATACATATAAGTTCATGGAGCTTAAATCTACTCAATGAGACTGTTTAAAAGACAAAGAC
TGATAGCTCTGTTGCTGAGCACTCACCTGTCCAGGTGAAGGACCCTCTGACCCACTCTGG
AGCAGGCAGCTGCCACCACAGACTCAGCCAAACCTGCAGCATCAGAAGGAAAACAGCTGG
GAGAAGGGCGGGCTGACACACTCAGGACACGGAAACACAGACAGGAGTGACTCAGACAGA
ACTAATGGACTCAGTTTCCCATGAGCCCATAGGGAAACTGACCGTTTAGGTAAGAAAATA
AAAAAAACTTCAGTCCCTGCAGCCAGGTCCAACAAACAAGCCGCTGTAGAACAACAGTCC
TCACACCCGTCTAGCTCTCCAGTCCCTCAGGATCTGAGCAGTACCGGGTCATGGACCGAA
TACTGAGGTTCTCCGGTGACGGCAGTCGGGTTCAATGTTTATTTTGTTGGATTCTAAAAC
AGCAGCGTCAGGCTGCGAGTTCCTTCCATCATCA
>McF0053E06-MGRbd1
GGGACCGGAAACATGGCGGCGCTCATGACAGGAGCAGTGAGACAGTTGGCTCTGCAGGAG
AGCGGCTGGCTCCTGCCTGCAGTCTGGCAGATGTATACGGAAACATGGCACCATCACCAT
CACCTTGCAGGCTCCTCTCTGGGCTACATCCCCCGTAGGGCAGTTCTCTACTGCCCTGGC
AATGATGAGCGAAAATTGAAGAAACTGCCCACGCTGGATGTCGATTGTGCTGTGTTGGAC
TGTGAAGATGGTGTGGCTCTCACTAAAAAGTTTGTTGACAGGTTTCTGCACCACTTGAAA
GGACGGGAGCTGACGGAGCCCATCCGCCTGGTCACCTTTGTGGAAACCGCTGTGGGCCTG
CTTAATTTAAGGGCTGTGTGTGAGGAATTTCGGCAACTTGCCCCCCAGGCTGGACTTCAT
CATGATGGTGTGGTGTTTGGCTCAGACGACTTCTGCGCCAGCATCGGTGCCACACGGACA
AGAGATGCCAAAGAGCTCCTGTACGCGAGACAGAAGGTG
>McF0053E08-MGRbd1
AAGTCACACCCCCAAGATCCGATCAGCCAGTCAGAGTTTGACGAGGCATGTGGCGTGGGA
ATAGTCATAACGCCAGAGCAGATTGAGGACGCTGTCGAGTCTGTGATCAAGAAACACAAA
GAACAGCTGCTAAAGGAGAGGTACCGATTCAACATGGGGTTGCTCATGGGTGAAGCGCGT
TCAGCTCTCAAGTGGGCGGATGGAAAAGTGATAAAAAATGAAGTGGACATGCAGGTGCTG



CATCTCCTGGGACCTAAAACGGAGGCAGACCTGGAGAAAAAGCCCAA
>McF0053E11-MGRbd1
GCCGTTTAACCCGGNCCTTATGGCCGGGGACAGCAACAGTGGAGGATGCACAGACTGAGC
CTACCAAGATCAGGGAAGCATACATAGGATTTGACAGAAACTGCCAGCTCCTGCTCCGCT
GTACTGCATCCCCAGGCTTGGTCCACCGCTACCGCTTTATTCTAAGGATTCGACAGATTT
AAATTCAGGCTCTAAAGGCACAAACCTCTGGAAACTCTTGTCAACACTCAGAGCACATCG
GCATCTGATACAACTTTTAAAACTTGGATTATGACATCAATTGTGATCTCAAAAAGGATG
AAGTGGTCAGTACACACCGTCACAGACAACTAACTAGAGACATCCTCTCCTGTTACTATC
AGCCGTCCTTTTGTGAGACTTCTGACCAGCGAAAGCTCACACATACCACCAGGAAAACCT
GCTCTGACCAGCGAAAGCTCACACATACCACCAGGAATTCCTGCTCGCGAAACGAGGACC
CCAAGGTCAAAAATTAGGGGTCAGGGGGTCAGCGTGTTGAGGGACAGCATACAGCTCTCT
ATCATTTCTTTCAGTATGTTGTTCACTGAGCCCCACTGTACTGCATTATAATGCGCAAAT
GGAGGCTGACACGGAACCTTCAAAATCTGTTCTCTGGACTCTACCTGCATCTAATCTTCC
TGTTTGGTGGTGTGTGTGTAGTCTATGGTGACTGCACTCCAGAGCAACTGGCTGCCATCA
AGAACTGCTCCAAGCATGAGCGCCACACAAGGAACTATGATTACATGGAGGGAGG
>McF0053E12-MGRbd1
GTTAAACCCGGGCATTATGGCCGGGGGAAGCCTTCAGGTTTGTCTACAATTTCTGAGCTT
GCGTCTTAAAATTTTGCAGAACTGTTGAGACATGATGACCACAGAACCTGCAAGCATCGA
GAACCTGCATGTTCTGCACCACAGTAAAGATTTTCTTGTATTAGACAAACACTGGGACAT
TCGCATAGACAGTAAGATGTGGTATGAGAAACTGACAGTGCAGGCACAACTTCAGCACCA
CTTTCCTGATCTGGCCGACCCCAGCACTTACTATGGATTCAGGTTCTGTCATCAGTTGGA
TTTCTCCACCAGTGGGGCTCTTTGTGTTGCACTTAACAAGGCTGCTGCTGGTCGAGCTTA
TCGCTGTTTTAAAGATCGGACTGTCACCAAAGCCTACCTCGCTCTGGTCCGTGGGACGGT
AGAAGAAACCACACAAACTATACGCTTCTCAATTGGCAAAAATAGCACAGAAGGAAAAAA
GCATATGATGCTTATTGAGGGATCTGAAGGCTGTGAGAATCCTAAACCATCGGAAACAAA
GCTTACAGTCTTGGAGTATGGGTTGTATGATGGAGATCCTGTCACTAAGGTGTTGCTGCA
GCCACTCACTGGTCGAACCCACCAGCTGAGGGTTCACTGCAGCG
>McF0053E16-MGRbd1
TTAAACCCGGNCCTTATGGCCGGGGTCAGTGGATCAGGAGTTCGCCTTGAGCTTGATTGA
ACACCGAGAGGGCTGGAAATGTTTGGGAAGTTTTTTTTCTCTAATTCTGCGGGTGCGCGC
ACAACACCGCTCATTCTGCGGTCGGATCTGAGCTGCGCATGAGTTTGATTCTTAGTTTTA
TTTTTTTTAAACTTTTTTTTTTTATTATTTAGTTGAATTTTTCTAAGAGAGACGCTTCAG
AGCTGCACTCGTGAAGAGAAGACGATCCAGCAGCAGTCATACTTATGGAGGCTTTCTGAT
GCAAGTCTTCTACTTTACTCCTTATTTATGGGGCATGCTTAGACGAGAAGACACTATTGG
AAGCATCAGCTCTGCAGCAGCGGTACGACTGTCACATTGCAAACACGGATTAGGTCCATC
TCAGTTTCACAGTCTCTCTCAATTACTCATCCATCACACAAGGACAAGTCACGGTGTGTG
TTCCTAACCCCGAAGGTGCATCATGGAGCATAACTTTCATCTTAAATAAACATCAGTCTG
CTACCTGANAAANANANN
>McF0053E17-MGRbd1
GGGCATTATGGCCGGGGCTGGAATACAGTATAGTCAAGCCTCTTCAGATGTTTGTGGGCA
GAAAGGAGAGCTCCTAGAAGGACCTGCAGGGCATTGGGTCTGTGGAACAGGTCAGGCTGG
ACGCAGATGGACCGCTTCACAGAAGACCTGCCCGTTCCTCTGCTCACACACAGACCAGCT
CCCTCACCTGTGGGAGGAGAAACAACATCTTCAGGCTTTAAATCCTCCTGCCTGCTGCTA
TCAGAAGGCTCGTCCCAGCTGTGCAGTGTCCTCTAACAAAATGAGACTTTACGCCTTCCT
TTTCCTCATCAGTGTTCCCTTCATAGTGGAAGGGGATCGGTCCACACAGACGGTCATTTT
CCCCACTCAAACAAGCACCAGTTATGTGGAGATGACCCCGAAGAAGGACATGACTCTGAG
GGCTTTCACTCTGTGCCTGCAGGTGGCCACAGAGCTCAGTGGCGAGCGGGAGATCATCCT
CTTTGCGTATGGAAAGAGGGACGATGAGCTGAACGTGTGGCGGGAGCAAAACGGAGGGAT
CTCACTCTACCTGGGAGAAAGTTCCAATGGTG
>McF0053F02-MGRbd1
CGNTAAACCCGGNCCTTATGGCCGGGGGTTCAAACCCGCTGACAAGCCTGACGGCTGACG
GGGTAGAAGAAGCTAGCGGACACGCATCATTAAACCGTCCTGGCTATTCTTTCTGGTGGA
TTATCTCCTTGGCCGTGTTTGCTTCTGCCTCCGTGCAATGTTGCTACTTCGGAAGAATAA
AAATTGAACCGCCGCTGGCATCAAAACAAAACGGATGTCATTGTGGGAATTAGAAATGGG
AGAGGGTTTGGTGCCTCTCCCTTTTGTAGGATGGTAGCCAGCAGCACAGTGGAAGGTCAT
GACAAGATCCATTTGCCAAGCTCCCCCCCTTGTACGCAGTCAGATGGTCTTCAGCGTTGG
TCCAACGCAAGTCCAAGATCTGTCCACCTGACTCACTTTCGTACCTTCACCTCTAGAGAG
GACTGCGACACCATCACTGACACTGCCGCAAAGCTTGAGCACAGTGGCTTTTACTGGGGC
CCTCTGGGAGTGGAGGACGCCCACCGCATGCTGCAGGACGCTCCCCTGGGAAGCTTTCTA
ATCCGCGACAGCCGGCAGAAAAACGTGTTCTTCACGCTGTCCTACAACGCCAAAGGTGGG
CCAGTCAGCGTTCGCATCGACTACAAGCAACACAAGTTCTCGCT
>McF0053F05-MGRbd1
CCCGGNCCTTATGGCCGGGGAGAGGGACGAGAGACAAACTTTCTGTGTGACGCGATCACT
GCCGCTTCAGGAATGTATTACACACCAACGGATTGTTCTGTGGATACAAGCTGACGGATA



TACTGGATCTTTCTGCCAATCTTCAAGAGGCCTTCCCTTTTATTGGCAAGTGTTACGATA
TCAATCAACGAATCTGCCAAAACACGAGACGCTGAAAAACATCCGTCACAATCCGAGGCC
TGACATCAGCTGACGCGCTCCTGCCAGCAGTTGGTTCAGAGGACCAGGAGAGGAAATGTG
CTGGAAATGCCAGAGTCATGGGAGCCAGCAGCTCTTCTCCATGTGGGGGTCAGAGCTGGG
GTCAACTGTTTGGGAAATCTGCCATAATCACTTGTCAGACTCACTCAGGCTCCTGTCATC
AGAGAATGCAATCCAGACCACAGGAGCTCCTCAGCTTCACCTTTGAGTTAAAGACCCACT
CCAATAAAAAACCGTGTTGTTAGANAAAAAAAAAAAAAAAAAAAAAAAAAAACCCT
>McF0053F06-MGRbd1
CGAAACTTAAGAAAGACAGGCAGAGCAGGAAAAGAGAAGGTGGACGCGTTTGTGAGCCTT
TTCTTGTCCTTTGTCCTGATTTGAAAAAAAGGATGAACTAAATAATTTTTCTTATTTTAT
TTTGAAGTCACGCATTTCTGTGTCGTGTTTATTTAGGTGTTGAGTAAAACGAAAGTAAAC
TGAGAAGTCGTGGCGTGTGGGCCATAGGGCTTAGCAAAGAGAAGTACATCATCCACACAG
CGGAGCGCAACGAGCTCCCAGTAGAGCAAGGCATTGAGAAGATCCGCATCAAGCTGAACA
TGGATAAAGGAGAGGTGTCTTTTTGGGATGCAGGCACAGCGAAACACCTGGTCACTCTCA
CTCATAAGTTTGAAGAAAAAATGTTTCCACTGTTCGGCCCCGGGCTTTACACTTCTCCAA
TGGAGCTGCCTGCTGGGAAAATAGCTGTGCATACATCCTAAAAGACCATCAGATCACAGC
AGAATGGTGGTT
>McF0053F09-MGRbd1
GGGGGCAAAACAAAAATGGGAGTAACTTGTGTTTGTCAGGTGCCCATAGCGGAGGGCAAG
AGTGTGCAGCAGACCGTGGACGTCCTGCAAAAAAAGCTGGAGCAGCTCGGTTCTGTGAAA
CAAGGCAGCTTCTGCGTGGATTGTGAGACATACCACGCCACGGGAAACGTTGTCGGTCAG
CCCTCCAAGCTCTTATACGTGATGCATAACTCTGAAACCCCTCTGAGCTGCATGGCCCTA
TTCGAAGGAGGACCCTACTTAGTAGCTGATGCCAACTTTGACGTCCTCATGTCCAAGTTA
AAAAGTCATTTCCAGAACGCCAAGGGACACAAGGTGGAGAGTCGAGGCTCCCGCTACCGA
TACTGTGACTTTTTGATAAAGGTGGGCACTGTGACGATGAGCTCCAGCGCCAGAGGCATT
TCAGTGGAGGTGGAGTACTGCCCCTGTGTGGTTCCTGGGGACTGCTGGAACCTCATGAAG
GAGTTCATGCAGTCTTTTCTTGGCACCAGCGTTCCCGAACTTCCATCTGTGTTTGCTGCT
AAACCCGAAGGGCTTTTTGCAGCAGCGGACTGTGTTGACACCATGACGCAGTACTTGGAG
TTGTTCAACAAACTTCGTAAACTGCAAAT
>McF0053F12-MGRbd1
GGGACGAGCGCAACAACTTTCTGCTGTTGATACCAAAACGCCAAGCTGGGGGAAAGTATA
AACTTTCTAGATCGTCCAACAAGAAGATGGACAATCAGAGCAAGGTGGTGAACTTGGAGC
GGGTCCAGGCACTTCAGGCCTGGGTCAAGTCCACCAATACCAAACTGACCCAGGTTAACG
GCCAGAGGAAGTATGGAGGGCCACCTGATGTGTGGGACGGTCCCCCACCTGGGGCGCGCT
GTGAGGTCTTTATCAGCCAGATCCCACGGGATGTCTACGAGGACCTGCTCATCCCCCTCT
TCAGCTCGGTGGGGGCACTTTGGGAATTCCGGCTCATGATGAACTTCAGCGGTCAGAACC
GGGGCTTCGCTTACGCCAAATACGGCACGGCCGCCATCGCCAATGATGCCATCCACCTCC
TTCACGGCTACCCGCTGGGGCCTGGGGCTCGCCTCAGCGTGCGCTGTAGCATTGAGAAGC
GCCAGCTCTGCATCCAGAACCTGCCAGCTTCCACCAGGCAGGAGGAGCTGCTGCAGGTGC
TGCGTTTGCTGTCTGCGGGTGTGGAGAGTGTCGCCTTGAAGGCTGGCCCTGGCATAGAGG
GGGTGT
>McF0053F14-MGRbd1
GGCGCCGTTAACCCGGGCATTATGGCCGGGGGGAGGCCGGCGTGTTCTGAAGAGAAGATC
CCTTTGGATCTGTAACAGATGAAAAAACCCGACCAGAACCTTCCGGAAACTCTCTGGACT
TTTTCTGCGTAAAAACGACCCGCAGTTGCGGAAAGTTTACGGAACCGACACCAGAACCTG
CCGCGGGTTTCTGCTCCGGTTCGGTCGGATGTTCCTCCAGCTTCCGAAGTTCAGCGGACC
ATGGAGAGAAGTTTTATCACAACCATCATGACTGGAGGGTTTCTGAAGGTTCTGCTGCGG
TTGAAGCACAGCTGAGATGTTTGGACTCGGGACCAGAGGAGCCGCGATCCTCCCAGAACC
GACGTTTCCTGACCTCTGGCCCAGATCACTTTAGTCCCCTTCAGCTCTCCCAGCTTGAAA
ATACCGTTCAGGTTTTCAGATTCAGCTTTAAGGAATGTCATATTTCTGTTCAACTGGTAT
ATTTTCTCATCAAAAAGAAAAATTTCTCAGGAATTCAAGAATTTTTTTAGTTTTTGTTTA
AAACGGCAGAAATCTGCATTTCTGAACTCAGATGGGAGAGACAGCGGACCAGAGTCTGGA
CCGGTT
>McF0053F18-MGRbd1
AAGCAGCAAAAATTGTCCCGTTTTCTCATTAAGGTGGATCAAAAATCAAGCCAGCCCGAG
CAGAAGAGTGTTTTACCTGGATCACAAGAAGATGACGAAAGGACAGAGAATGTAAACCCA
TCAGGAGCCAATTCAGTCAAAAAACGTTTGTTAGCAGCAGACTCTGTCATTCCAAAAGGG
AAAAAGACTAAGATGCAGAGCTCCTCCTCAAAGCCTCAAGGGAACCTGCTTTCCTTCTTC
AAACCCAAAGTCGCCAATCTAAAAGATCAGGAAAAAGAAACTACATTTACGTCATCACAA
AGCGACCAGAAAGCAAAAGCATCCAGAGACTCGTCCACGGTCACACCAGCTGCTGCTGAA
GAAACTGAACGCGCGTCTGATGCTTCATCCCAGCGGTGCACTGTACTGGATGCAGACAAA
CAGAAGAACACTGTGCAGCCCACTGTTGCACAGTCAAAAGGGGCATCATTAGGGTTCTGG
AAGTCCGTCCTGCATGGTCCCCCCCCAGCTCCCAGCTGTAAGGTCCACAGGGAGCCATG
>McF0053F21-MGRbd1



TAACCCGGNCCTTATGGCCGGGAGGTAAAGAGGCTGTTAGCTCAGTGATGATTATGTACT
ATGGGATTCACTCCTTTTTCTGGTCGAGCTACATTTTTAAGTCAGAAAATGAAATGCACA
TTTCTTTAATCTCTGTTATACATCATAATACTGTGTGAATGTTTTTTCCATACCATGCTG
TTATTTTTTGAATGTATGCAGAGAGAAAACCATTTACTGGGGGAGAGAAATGTCAGCCTT
TCCAAGGCACTCAGGCATCAAAACACGTTTTATGATGCTAATGTGAAAACATTTCACAGA
CTCTTTTATTAGAACTTAACTTTTTTTGGGAGATAACCGCTGTGTGCTGCACATGGCATG
GAACGTTTGAACTATAAATCTATACTCTAAGGCTGGCTCATCAGTAATAACTAAATCTTA
CAGACATTGTGGTTCTCCAACATTCACCACTGGTGTAGAA
>McF0053G07-MGRbd1
GGGGCTCCAGAAGAAATGGCGGATCTTTATACGTCCGGGGTTTGAGGGAAATGTTTTTTA
ACCAAATGTAGTGTTTACGGGCTACAGGAATCATTTCAATCGTCACGTACATTTACGTTT
CAAAGTTGATTGTTTCTCAGACAGATGAGAATGAGCTGATGGTTGTGAAAGTCTGCAAGA
GGACTCCAGGTACAGAGGAGAGGTCAACTGGAAGATGCCAAGAAAAAAACAACAGAATCC
ACAGCCAGTGAAATTGGATTCTGAGGATGGTGTAGCCATTGAAGCTCCAGGAAACCTCCA
CTTAGACACTGACCTCTTTCTAGGACACGACCTTGAGTTTGATGCTCCTGATCATGACAA
GATTCTAGGCCTGGAAAAGTTCTCAGAAGTAGCTGCAGAGATCGGCTTCTCCGTGTTTCC
TCTGGGTGATGAGAGTTCTGCCTACAGTCAGCTCAGCATGGAGAGTGAAACAGACAACTC
GCGCAGCACAAGTGACAACGGGAGAGAAGACGAGAGCAGAGCAAGCCAGTCGGAGTCCAG
TTTCCCCCCTTAT
>McF0053G09-MGRbd1
GCCGCGTTTAAACCCGGNCATTATGGCCGGGGGTTTCCGGGGGGTAATTTAAAAGACGGA
CTTGTAAACAATGCAAGCGTGGCGCTAACAGCAATCCAACACGAGCCGATATGTAGCCTG
GCTAATAGCTTTACCTTTGGTGTAAACTTCTGGGCACGAGTCCAGGAAATGTAACACGAG
CACGTCGAGTTGAGCAGCAGCTGACGCTTCCAGGTCCCGGTTTCTTTAGTTGAGTTGTTT
CAATTGAATTTTGTAGCTAGGTGAACAGAATAGCCAGTTAGTTGACATGAAAATACTCTT
TCTTGCCTGCCTTAAACCCAAAACTGGAAACCACACTACAGCCGAGAGAATAAGGTCCCA
CATTGAATCAGCAGGACACATTTGTGAGCTCAGACATGCAGGAGAATTTCAGTCTTCTGC
TGACGTGAACAGTCTGCTGTCTCAGGATCCTCCTTTCCAAGGTGCACTGGCCATTCATCT
GTACAGAGCTGGCAGACTTCTCCTGGACGTGCAGCTCCCCTTTGGTGTCATTTTTGGCGG
AACAGACATAAATGAAGATGTGAAAGTTGAACAGAAGCGAGCGGTTATGGAGCAGGTGTT
GCGGAAAGCCAGGTTT
>McF0053G16-MGRbd1
GGGACCATCGGGTTTTGTTCTGACGTCAACAGGAAGCGGGCAGAAGTGGGTGGAGCCCGA
CAAAAGATGGCGTTCCTGCGGTGTAAACGGGACCCGTGCGGCGTAATCTGCCTTATTTTG
ACGTACTTCAGCGTGTTTTACGCGGATTACGTGGTTATCCAGTATGTCCTCATCCCCACC
TACTCCGACAGTGTATGGTGTTCTCTCCACGGCGCCGTCTTTAACCTGATTCTGCTGCTG
CTGCTGGCCTGCCATTTCAAAGCCGTCTTCTCGGATCCCGGCATGGTGCCGCTTCCTGAA
ACTGCCATCGACTTCTCTGACCTGCGCTCCCAGCCGTCTCGGATCAACGAGCGGGGCTGT
GAGGGCTGGACGTTGTGCAGCCGCTGTGAAACCTACAGACCTCCCAGAGCGCACCACTGC
CGCGTCTGCCAGAGGTGCATCCGCCGCATGGACCATCACTGCCCCTGGATCAATAATTGC
GTTGGGGAACTAAACCAAAAGTATTTCATCCAGTTCCTTTTCTACACTGGCATGGCCAGC
CTGTACTCCATGGTGCTGGTGGTTTGGGCGTGGGTGTGGAGGATACGTAATGAGAGAGGA
GGTGGTGCAGAGAAAGAAG
>McF0053G19-MGRbd1
TCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGACGCCTTGTGATTTAGCTAAATG
CTCGTTGTCCACAAGAAGGGAATTAGTAGCAGGAAATGTTTATTTTCTCCAATGAGAGAA
GAAGTCATGGCAGAATTTCCAGGATAAGTCTGGCGAGGTGCAGCGTCTGTCCTCGGAAAA
CTGCAGCCTGAAAGCAGCAGAGTCTCAGGTCGTCATGACGATGAGGCAGAACGCCCAGGT
GGCCTCCGAGTACTTGAACAAGACGACGAGCCGCGCCTACTCCTCCATCCGTCAGCTGAT
GGGGGAAGCGGAGACTCTCCGCTTGGTGTCTCAGCTGCTTCAGTCCATCGAGAAGATCTC
CAGCGTGGATGCAGAGTCCTGAGCCGCTCCTCATCCTCACGCCGCCGCCCTCAGTCATGG
AACCGGTCCCAGGTCAGAGGGCGGNGCCATCAACCAGGGGACGCGGATGAAGCTTCACAC
TGAAGATCATCATCATCCTCTTCATGAACTTGAGCTAAAAATGGAGGTTTCTGCCTCTC
>McF0053G23-MGRbd1
CCTGAAGTGGACGCCGGGCTCTCGGTTGATGAAAGTTTGATATTGATTTCATTAGGTCAG
GTGGGGTTCCACACACCTAGTCATGTATTGGCCTTCAGCGTGTTCTACAGTAGACGACGA
TGGATCAGCTGATGCTCAGAGATGCAGTCGATATGGAGCATCAAGCTGTTAGCTGTGCAG
GACCTGCTGGACCGTGAGGCTCTGGAAAAGTTCTGCGTGGAGTTGAACCAGGGAACGCTG
GGCAGCGTGCGGCGGTGGAGGCAGCCTCGAGGCTTGTGGAAGAGCATCGTCTCTGAAAAC
CCAAGCACACACGTCGATGCGGCAGTAACCTACTCAGGTTTCCTATGGGACAGCTCGGCA
GGTATTGACCTTAAGAATGCCGTCATTCTGGACTCTGGGGTTGTTAGCGGGAATCAGCTG
TACCCCCGTCTCTACCTGGCTCGCTTTTTGGTGGGTTCAAGCGAGCTGACTTTAGTAAAC
GTCCACCTGCAGGCTGCAGGC
>McF0053H01-MGRbd1



CTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGTGGTGGAGGCCGTTTCCTTCAC
CCACCCGGCTCAGGTCCCAGCTCTACTGCAGCTGCTGCGCCACCAGTGCGCCGTCAACGC
CCTGCTGCGGAGCTGCTGGGCGTCTCAAAGCGCCGCTCCAGCTTCGCCGACAGGAACCCC
ATCAGACTCCCAGCTCTTCGAAGTCCGCCCAGAGTCCAGCACCAGCTTTTCCGTGACCTT
CACACATCCGCGCACCCACTCCCTCGCTGTCTTGCTGGTGAGCGTATGTGGTCCTCAGCA
GATTACCTGCAGAACATTTGGAGCTGAGACGTCTGATGCCTTTTTGGAAGACCACATGAA
GAATTTTTTGTCCATTCCTGCGACCACGAAGATGCTGCTCAGCAGGTTAGAGACCATCTC
TCCTCCTCATCCCAAGAGCCGTCCGACCTCTGCCGACGAGGATCCGCCTGCTTTGATGGA
GGTTTCCCAGAATGCAGCGGTGCCAGAGGACAGTGTTTCCAAAACTGAAGTCAGCCCAAA
CCCCTCTGTGACCTCTCACCTCTGCTCTCCTGTTGGGACTTTTGCTCAGCAGGCGGAGCT
ATAATC
>McF0053H02-MGRbd1
GCGTTAAACCCGGGCCTTATGGCCGGGGGAGGCGTTCACGGACATCTTACCGAACAGCGA
AGCTTCACACAAACGTCGCACCAAAGATGGCAAACCCGAAGGTTTTCTTTGACATCAGCA
TCGACGGCGCGAACGCGGGCAGGATCGTGATGGAGCTGCGAGCCGATGCCGTCCCAAAGA
CTGCAGGTGGGTGAGCTCCAGTCGACCTGAGACGTCCATCAGCATCTCCGAAAGGGAACC
GTCGTGATGCATTAGAGAGTCGAGCGTCTGTCCCACTTACACATTGTCAGAAATGTGACC
TAGTTTCTCAGCGAGGCCAGAAAAAAGGGTTGATGGGTGTTCATGGAGGAGAGAGGACGG
TCCCTGGGACGCAAAGAGCATCGCGACGATGGTTTGACCCCAGGGTCGAGAGGCCGTGAA
ACACAGTCCACCACCTGAGAAAAAAACAGCGAAAATAAAGAAACAAATCAACCATAAACA
GAAACCCTTTTAAAAAATGAAATACAAATATTTAAGGTGGAAAAAAAAGAA
>McF0053H06-MGRbd1
GCGCGTTAAACCCGGGCATTATGGCCGGGGGTTGCGGAAGTATCGCGAAACGCCGTTGGG
GTCTGCATTCCTTTCTGCAACTATTTCTCATCGGTTTATCGTTTTGGTGAAGACCCAGAG
TCATGGCTGCTCTAAAGTACGCTGGTATGGACGATACAGACAGTGACGACGAGCTGCCTC
CCGGATGGGAAGAGAGATCTACGAAAGACGGATGGGTTTACTATGCAAATCACGAGGAGA
TGAAGACACAGTGGGAACACCCCAAGACGGGAAAGAAAAAGCGCTGTGCTGGAGATTTAC
CATACGGGTGGGAACAGGAGACCGATGAAAAGGGACAGACCGTTTACGTTGATCACATCA
ACAAAAGGAGGACGTATTTTGACCCGCGCCAGGCCTTCACAGTGGAGGATGTAGTTGTGA
AGCCAAAGCGTTATGATGGAAACACTGCGGCTTTAGAGATCCTGCAGGGTCGTGACCTGT
CCGACAAGGTTGTTGTGATCACTGGAGGAAACTCCGGAATCGGCTTTGAGACAGCCAGGT
CCTTTGCTCTACATGGCGCCCGTGTGATCCTGGCG
>McF0053H07-MGRbd1
CCCAGGTTGCTACAATATGAAAAAAATGAAAAAACATTTGTTTTAAAGCAAAAAAAAAAA
GGAATTTGAAAAAAAAAAAGGTTTTGAAACCAAAAATACCAATTTTGAATGC
>McF0053H10-MGRbd1
CCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGGCGTAGTTTTGTTTTATCGC
CTGGGGCAGGATTGGCGACGTTGAAAGCTCACTGGAGGCAATTCAGGAGCCACGGTCCAA
GGATTTTTGGGGCTGTAGTTACCTTTCAGAGCAGCGAGATAAAGTGAGGGTGAATTAGAA
AGGACTTTAGCGGCTGCTTCCTGTCGATCTGCTCCCATTCACGCGCCGTGCACGCGGACT
GTCATTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTT
>McF0053H11-MGRbd1
GTTAACCCGGGCCTTATGGCCGGGGAGGGGAGAAGGCAGATTTCTGATCCGCAATTTTAG
TTTTGCTGTTTTTCCAATATTTCAAAAGTTTTCATGAAGCTGGCATTTCAACCCCAAACC
CCTTTCTGTCACAGACATTGGGAGCTGTCATTTCGCACTGCCCTGTGATGTGGGTGACAC
TCAGCCGCTGTGACAGGTGCTGGAGAGAGCACACACTCTTCAGCATGATGGAGAATTTTC
TTCAGTGGATGGCGGCCTGCCAGTTGGGCCTCGCTCAAAGTGCGGCAGAGTCAACACTGA
AGAGAGAAGGCTGGAGGGCAGATAACATTCCACGTGGTCACTGATGAAGTTCGGGAAAGC
AGGCCTTGACTCGGAGGAGAATGAAAGGAAGATAGAAAAACCGCGAGAAAGCAGCAGAAA
GAAAGTGAGGCTGGACTCATGATCCGGGAAGATGTCCATCTATTCAAGTGATTAAGTCGC
CCGAGTCTCCAGAAAGAGTCCATCATTGTGATCAATAAGTGACTTGACACTTGCGAGCCT
GCGCAGGCCGCTCTCTTCTTCT
>McF0053H15-MGRbd1
GGGGAACAGGTGACAGTGATGCTTCACAGCAGGATCAAGCTTTCTGACGACTGCATTCCA
AACACTTCCAGTCTGTGGAGATGTCCTCAAACGGAGAAGCACCAGGTCAAGGCTAAACTA
GAGAGAAGTCAAGATGGGTCACGCCCATTTCTTTTCTTTTTCCATCCCCAATGTCGGCTT
CAACACTCTTCTTACCTTGAAACCCTTATTCACGTACTCCCCACACCATGTGATGGAAGT
CATAGAAGCATCCCCCCCTTTTCCTGGAAGAGGGTGTGAAGATATCCCAACGTTCATAAC
CGTGGAGAGATGCAGGGGTCTGGAGGAGAGGAAAAAAGGCAGACCGATCACAGGGCCATT
GGTTCCACTCACTGCTCTGGCTGACACATCAGAAAACTGGAGACCAGCACTGTGGGCAGC
AAAGAGTAAGGACTCTCTGCACCGGCTCCCTGCTCAACCAAATGTCGGCATTCATCACAT
CATCCAGTGGCAACGCAACAGCCCTCACTAGCGTGCTGCATTACAAAGCAAGATGGGGTG
GGAGATGCAGCCGCTATCTAATTTCCCACTGCTGTAAATTGAGAAATTGAGAAAGAGAGA
AAAGAG



>McF0053H16-MGRbd1
GCGGGAGCTTTGAGCTACATCAGTCCAGTAAACTGCTGCATAATGTGGGTGTTGTGGATT
TCTTGTCTGCTCATTGGAAGCATCAGCTGCTTTCCTCAACAAGGAGGTAGTGGTGTTCCT
TCTCCCATGTGGCTTCCACGCTCATATTCTGGACAAGCTCCATCAAAGCCAGTCTATGAG
GGAACCTTTGAGCAAGCTGGTGGTCTGGACAGTTACAGCAGTTTTCCCTGGTCTTATGGC
AGCAACACTGCTGGCGGTGAAACATTTACTAAATATAAATCACAAACAGATCCGATATTT
ACACAAACACTTACTGACTATGGATCGCAACAGATCTGTCTTGTGATGACTGCTTAAAAC
TAAAACGATTACTTCCAGGTCCTTCAGACAGTGGCAACTCTGAGGCCACATGGTATACTG
CAATGTCCTCTGGACAGGAACCATCCAAGCCATCCCATCAGAAACCTACAGGACAATCCA
GCACTTATGGCAGCTACAGTGGCCCCTACACTGCTGGGGGAGCCCACAGTTTCTCTGGCT
CTCAGCAGTACGGTGCACAGAGCAGTCAGTCTGGAGGGGCTGAGCAGGAGAGCTGGAGCT
CTTCATCTGATGGCG
>McF0053H18-MGRbd1
TGCACTGACCAGCGCTGCAGTAGAAGCCCTTCACGGGGTCCAGACTCTGACTGTTGCCAA
CTCTCCCACCCCTCAGCCTACAGCCACCTTCCTGCAAGCTGGAGAATCTCCACAGCAGTT
CTACATCCACGGGGGGCAGGTGCTCATCCAAGCTGCTACAGGAGACATCCCCGCCTATCA
GCTGCGGTCGCCTAACTCCAGCCTGGCTCAGAGCATTGTGCTGGCCGAGTCTCCGAGCAA
CATGCAGAGCCCTTCGTCGCAGCACGCCGAGGAAATCACCCGCAAGAGGGAGGTCCGGCT
GATGAAAAACAGGGAAGCAGCTC
>McF0053H20-MGRbd1
GCGTTAACCCGGGCATTATGGCCGGGGAGAGCTCATTCCCTTACTAAGAAGGCAGTTCCT
CCATAAAAACCTGGCAGTCTTTCGCCTCTGTCCTTGGAGTTACTTGTCAGAAGTCATGTG
TCGAGGACTCGAATCGCTGCCCATCACCTGCCTTGAACGGGCAAAGGAGCTGAGAGCTTT
GTTTGGAAGTTTACTACAGAAGTCAGACCACAGCAACTGTGGCCAGTCCAAGAAAAATGA
CAAACTCAGGCTAAATGAAGTCAATGAGCCTCTCAAATGGAGAGAATCCTTCGAAAAACT
CTTGTCCAGTCAAAATGGACTCTGTCTATTCAGAGCATTCCTGGTATCTGAGTTCAGCGA
GGAAAACATTGCCTTTTATTTAGCGTGTGAGGACTACAGAACGTCCAAACCTTCCAAACT
GGCCAGCAAGGCAAAGAAAATTTATGAAGAGTTCATCTGCTCCGACGCACCACGAGAGGT
AAATCTCGACCATGCAACCAAAGCAATCACCATGGAGAACATGCAGCGACCTTCTCTGTC
>McF0053H24-MGRbd1
TTTAAACCCGGNCCTTATGGCCGGGGACTAACTATTCTGTTGGTGGAGCTCGCATATGCT
GTTGTAGGAATTGCCTGGCTTGTCCAGTATTATCAGCCGTGCTCTGATGTCACAGCCAAA
AACTTGGCGTTAGGCATTGTTTCATGCAACTGGCTGGTGATATTAAGCGTTTGTATCACC
CTCATGTGCACCTTTGACCCGACGGGTCGCACGTTTGTAAAGCTGAAAGCAACACGCCGC
AGACAGCGCAACCTCACCACATATACTCTGAGACATAGATTAGAAGAAGGCCAAGCCAGC
AGCTGGAGCAGGAGGCTGAAGTTTTTCATGTGCTGCACCAGAGCCCAGGATACACAGTCG
GATGCTTACTCAGAAGTGGCGAGCCTTTTTGCAGAGTTCTTCCGAGATCTTGACATTGTG
CCCAGTGATATCATTGCTGGCCTGGTGCTCCTGCGCCAGAGACAAAGGGCTAAGAGGTCG
GCTATCCTTGACCAGGCCAACAATGACATTTTAGCATTCTTGTCAGGAATTCCTGTCACT
CGTAACACTAAATACCTGGATTTGAAGAATTCGACTGAGAT
>McF0053I01-MGRbd1
GCCCGTTTAACCCGGGCATTATGGCCGGGGGGGGGTTGTGAGATAGATCAAACTTGCAGC
TCCTCGGAATGGTTTGCCTCTTAATTGCAGCGAAAAAAGAGGAGAGCCTCCTCCCAGAGG
TGTCTGATCTCTGCAGCTGAATGGACCATGCCTACACGAAACGCCAGCTGCTGCGAATGG
AGCGCCGACTCCTTTGTGCGCTGAAGTTTGATCTATCTCACAGCCCCCCTTTGCATTTCC
TCCTCCTCTTCGCCGCGGTTGCCCGCTGCAGCGCCATGGTAGGAACACTGCCACGGGACT
GGGACTGCAGTGAGTTTTAAATGCCATCCACCCGGTGATCTGTGCCTCCAGATGGTGTGG
ATGGCCCGCTATCTGCTGGAGTTGTCTCTCCAAGAGGCCCAGTGTGTGGTGTTTCTACCC
GCCCAGCTGGCTGGAGCAGCCCTCTGCTTGGCTCGCCATGTTCTCCAGGAGTCTCCAACC
CCTGAAGGAGAGGCTGCCTGGTGTCTGACCTCCAGCATCCATGTTGGCAGGTGCTGAGCT
TCACTCCTTTTAGGT
>McF0053I07-MGRbd1
GGGATTCAAGAGAGACTACCTCAGACCTCTGGAAGCAGAAGTGGATCAGGACTTACCTCA
GACTAAAGTGACCAAAACGGAGGAAACCGCTGCGGCACAGAGCAGGTGTCCCATCACCTG
TGACCTCTGTGATGTGGGAGTGGCCAATGCGCAGGAGCTCCAGGCTCATTTAGACTGCAA
GAGCCACTGGGACACTATGCAGTACATCCAGGAGCACAACAGCTACGACGATGTGACTGC
GGCTTTTCTTCAGGAGGTGATGCTCTCCAAGAGTCTTCAGTGCAGCCGAGCCATCGAGGA
CAGCGCGCTGACCGCTCTGCAGGAGAACGACCATATGACCAAGGTGGAAATGTTTCACTG
CGCCGCCTGCAAACTGTTGGTCCCCACGTCTGGAGCCGACGTGAAAGCTCACATCACGTC
TGTGGATCACCTGCGCAACACCAAGGAGTTCGAGGAGCAGCAAAGACGTGCATGCCTCAG
CAAAGCAGAGACCATCATGAAGGAGTTAAAACCACAGTTTGAACACTTCCTGAATGTTCT
GAAACTCAATGGACAGACTTGAGAGAATGGAAAGACAGGTCAGGAGTTTGGGACATCGTG
GTGTGAAAACCACACCAGATG
>McF0053I14-MGRbd1



GGGAGCGCCGCTGGCGGCTCGTTCAGCCGCTCATGAAACGGACTTTTCCCCTCATTGATG
GTAGTTAGGATCTAGTTTCTATTTATTGAGGGAAAAACAACGCGACGTTTCTTGTGATTT
GTGAGGCTGCAGTGGTTATCGGGCGGGTTCAGACGTTAAGCTCTCCTCGGTGATCGTTGT
CCGTTGGGGTGTTCCGTTTGTTAGCCGGCGGATGCTACCAGATTTGTAGCTTAGGTGACC
GGTGTGTTTGCCGTTGCCAGGCCGGTGTTGTTTGTTACCGAACGCGCTAACGCCTCGCTC
AGTCCGGGTTCGGGTCGGTCACACCGGGCTCGGTTCGCGGCTCTGTGCCACCGAAGGCTT
TTATTAGCCTCAGCTTTTCCAATTAAGAAGCCAAACAGGAACAGCTAAGCTGAGGTCGGN
GCTTCGTTTCCTGAACCTGCATCGGTTTTGAGGTTTGGTTGGGCTGGCCGCTGATCGTCG
CCATGTCCAAGAGCAAGAGCCCCGAGTCGGTCAAGGTGGTGGTT
>McF0053I16-MGRbd1
GGGCTTTGAAGCACAGGTGATCATCCTGAACCATCCTGGGAAGATCAAGGCGGGATACTC
TCCTGTCCTGGACTGCCACACGACACATGTCACATGCCGCTTCACCGAGCTGAAGGAGAA
GCTGGACCGGCGCACCGGCAAGAAGCTGGAGGAGCAGCCACAAACCCTGGTGTCTGGAGA
TGCTGCCACTGTCAAACTGGTTCCCGTGAAGCCCATGTGTGTGGAGAGCTTCTTCACATA
CCCTCCTTTAGGCCGCTTTGCGGCAAGAGATCTGAAGCAGACAGTTGCTGTAGGAGTCAT
CAAGTCGGTGGAGAAAGACCAGGGGTCTAAAGCTCAAAAGCTTCAAGTTTGTAAATAAGT
GCTCTGTAAATGTATGCTGCANAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0053J07-MGRbd1
CGTAAACCCGGNCCTTATGGCCGGGGGCGGGCAGGACGTCACAGACATCTGTGCCTTTCA
TTGGGTTCGTCCATTTGTTGCAGTTGTTCAGTGTTTACCCGCGGAGCGATGTCAGTGCTC
CGGGTCGGTTCTGTGTTGCTCTGGGCGGTGTTGGCGGTGAGCCGTGCTCGCAGGAGCCCA
ACGGAGCCGGAGGAAGTTCAGGAGCATATCAACAGCGCTAGATGCACATCCAGGTGCCTC
AGCCTGCACATGACCCAGATAACCGCCGCTTTCAGACACATCCAGAGCGACGAGGTTCTG
GTTTGGTGTGAAAACCACAGACGCTGTGCACAGTGCCTTCAGCCATGTGAAGAACTGTGG
GAAACGAGGACGGTCCTACCACCAAAGGCCTGTGAGAAGCAGACAGAATGCATGACAAGC
AGGGAGTTTCTGGCCTCCCTGAGGTCGTCTCGTCAGGGAGACTGCCCCCCGCCGCAGCGA
GCCACAGGGTTTGCTGCAGCCTGTGTGGAGAGCTGTTCATCAGACCAGCACTGCCCTTCT
TCTAGAAAGTGCTGCTTTAATGGCTGTGGACACACCTGTCAAGCTCCAGCCAATTTATGT
AAAGGTGTTCCTTTAAAGCCTCGCAGAGAGATGAGCTTTACAGAGGACTCAGAGGGACAC
GTGAAAGTAGGGT
>McF0053J18-MGRbd1
CCCGGGCCTTATGGCCGGGGAGAGACGGAGGCTCTCTGCGGCTGGGAGTCGGACTGGGTT
GGAGGTTGTCCACCACCTCCTGGGCCTGGCCCATCTTCTCCAGGCTGGCCTCATCCAGCG
CCTCCTGCAGCAGCTCCTGCAGACGCTCCACTGACTCCTGCAGCTCCCTCAGCACCGTTT
CTGTGTCGCTGTGCGCCTTGTTTGCAGAATTCTGCAGGGAAGAAAAAAAAAACAACCCAC
AAATCCCCAAACTTAAGAAAAATTCCGTGGAGGTTTGAGGCAGAAACCATCGGTGGGGAC
CAACCTTCGCCACCTCCATGATCTTCTTCAGGTCTTTCAGCTCCTGCTCTCTGTCCTTCA
GTCGCTGCTGATTTTCCGCCTGGATTTCTGACAGCACTTTCTGCAAGAGACCATCAGGCC
GGACATCAATGAAGGGATCAGGACAGGGAGGAGCTTCCTTCAGGAATGCTGTAAGGAATG
TCTTCCAACTGCCTCTAACCCCTATCTTCTTAGACAAAAGGAAAAGAAAAAGACGACGAT
GTGTGGAACAGAAAGTCGTT
>McF0053J19-MGRbd1
TTTAAACCCGGNCATTATGGCCGGGGGTGACCAAAACAACTTGAAAACCAAAAACAACCA
CAGAAACGTTTTCTCTGTCTTCAGCAGGGGAAGCAGATCCAGAGCATTACTGTAGCCTGT
TGAGTCCATGTGAAGAAGTCTACACTGAAGCTTATCAAAATGCAAAGTCTTGTCACGGTG
CTGTGACTGAGCATTGTGACTTTGGTTCACATTTCACAACTACTGTTTCTTTCTGTGCAC
ATTCAAGCTGTGATGGGATCAAAGTCGATCAGAATGCGCCTCAATCTGTGGATCTTTGGC
TGTTATTACCAGCCAGGATGTTCAGAATTTTCCGATGAAGGAAGTAAACTTGATGTTCTG
GATCAGACTGAAAAAGGATCAGTCTGCATGGAAATGGGTCAACAACAAGAAGGTTGAAAA
GAGCGTGTGCCCTGGCCAGAGGAGGTGCTCGTCTTCTTCGACAACAACTCCTTCTTTCGG
CCATATCTGTGGTTAGTG
>McF0053K01-MGRbd1
ACCCGGNCCTTATGGCCGGGGGATCGGGCCGAGTTCAGAAGCCCTGATCCACTTGGGGGC
CAAATATTCTCCATGCATGCGACAAGACAAAGAGGTGCACAGTCTTATCTTGGAAAAGAG
AGAGATCGAGCGCAACTCGGCCTGCTGCGTTCGGAATGATCGCTCTGGATGTGTCCAAAC
CACAGAGGAGGAATGCTCGAGCACTCTGGCTGTGTGGGTGAAGTGGCCGAAACATTCCAG
TACGCCTAAGCTTCGAGGTAAAGAGAGGCAGTATGGCTCCGTGTGCCATCAGGATCCAAG
AATATGTGATGAACCTTCCTCCATGGCTCCGCATGAGTGGCCGGATGACATCACCAAGTG
GCCAATTTGTACCAACAACACGCGTAACCACACCTACCTGCCTCATATAGACTGCACCAT
TATGGGCCGGCCCTGCTGCATCGGAACCAAAGGAAGGTGTGAGATCACATCCCGTGAATA
TTGTGACTTCATGAAGGGCTACTTTCACGAGGAAGCGACTCTTTGCTCGCAGGTGCACTG
CATAGATGATGTCTGTGGACTCCTGCCTTTCCTCAACCCTGAGATCCCAGATCAGTTTTA
CAGACTCTGGCTCTCACTT
>McF0053K07-MGRbd1



GGGTGTCGAGTAAGGGGATTTGGAGAAGAGGAGTCAAAGAGAGTCTGGTACCTGGTGAAC
CATCCTCTTCTTCCCAACCGGCTGAAAGATCTGTCGTGGATGGTGGCTCATGAGGTTCTC
CCGGTCAGGACTGTTATGCACTCCCGGGGCATGTCCAGAATTCCTCTTTGCCCCCGTCCA
GGTTGTGGCGCGCCAGAGACGGTGAGGCACCTGTTCTGGGAGTGCAGTGCTGCTGTAGAC
CAGTGGGCGACAGCTGGCTCCTCCGGCTTCCCGTACTTGCCAGCAAAGGAAGATCTTACA
GCACAACTAGTGCTCTATGGGAGGAGGCAATGCTCAGATCAGAAGGCTGAATGCACTACA
TTACAATGGCTCTCCCTAGCCGCCATAAAAGACGCCATGTGGACTTCCAGGAATTTGCTG
GTGAGAAAGCACAGGCAGATCCCCCCCGTGGGTGTGATACGATTGGCCGCAGCAACGGTA
CACCTTGCCATGACTGCAGGCGGCAGGCCATGAACACATCCACAAAGAAGAATCGCCTTG
TCGCCCATTCGGATGGGAGGAGCTGGAGTCCCACAGGATAAAGGTCAAAGCAGCGACGGT
CTGACTCTCCGGAAAAGGCAGCTGGAAAGGA
>McF0053K08-MGRbd1
GGGGGAGGAGACGACAGACGCGAGTAACGCTGCACAGCTGGCGCTGGCCCTGCGTTACGT
GACGCGTTCAGGAGTAAAGGAGCGATTTGTCCGCTTTGAGGACGTCACCAGTGGGAAGCG
AGCTGATGACATTGCAGATCGCCATGGCGCACGCAGCTGCTGGATGAAATTTGCCAGCGG
CGTCTCCCTGGTGTGACGCCAACGCCATGGCAGTCCACGTCCAGAGTGGTCAATACAGTC
TTTGAGAAGAGAGAGGCCCTGAAGGAACTGTTTGGTCACATTTTGGAGAATCACAGCGAG
TATGATGAGGACTCCGTGCGCTGTGCTGATGGATTCAAAGCCCTTCTGGATTGTTTTGAG
TTTTGTTTTTTGCTTCACACATTTAATGGCATTTTTCACTACTCAGACATGCTATTTTCA
ATACTCCAAGACAAAAAATCGGATGTGCAGTTTTGTCTGGACAGAGTAAAGGAGTTCTGC
GACACTGTTGAGCGAGAGAGAAGCAGATATGAGGGAGTCTACGAGGCCACAGAGCGCGCT
GCAGGCGCTCCGAGTGCACGGAAATGTCACGCTGTAGATCCACGCGAGCACTATCGCCAG
CTCCACGGCAGCATCCTAGACAACATCATCTGCCAGAC
>McF0053K09-MGRbd1
GGGAGGAAGTAAAGGATCTACAGCAGGAAGTGAACAATCTACCATCAGCGGTCAACCTCT
GATCTTCCTCACAATAACATGTATATTTTTATGGCTCGCAGCAGTCACTGACTGCAAGGA
CCATGTTGTAATTTATTTTTATTTTTATTTTGGACGGTTCCCTCTTGACTTCCAGAGGTT
TTTAAGTTTAGTGAACTTTAGTTGTACTTTTACAGGCTTTCATGTGACCTGAGGCTTGTA
GAGTCTGAGATGCTCCTTCTTGAGATATTTCTATTCTGTTCAGCATAATCTGAAGGTCTT
GTCAGGAGAAGGCAGTGGGGGCAGTTCCCCCCGTCTGGTCCTAACCCAGTCTTTCAGAGA
CCTGTTCAGAAGCTTTTCCTTCATGGCTGAAGTGGGTCTTTCTTCATCAGTCTGTAAGCT
TCTGTGCAGAACCAGAACCAGCTCTGTTTCTGTC
>McF0053K11-MGRbd1
GGNCCTTATGGCCGGGGACGCATTCGAGAGGGAAACAAAGGAAAAGGAAGTAGTTCGCTG
TTGTGGAAACGCTGGAATACCGCTATACTGTCTTACACTGCTTAATATACTCCGCTTTAT
AAAGTTGTGTGTTTCTACGGGCTTCCACGATGTCTCACAAACAAATATACTACTCTGATA
AATATGACGACGACAAATACGAGTACAGACATGTCATGCTGCCCAAAGAGATCGCAAAGC
GGGTTCCCAAGACCCATTTGATGTCAGAGACGGAGTGGAGGAATCTGGGCGTCCAGCAGA
GTCAAGGATGGGTGCATTACATGATCCACCAACCAGAGCCACACATCCTGCTGTTCAGAC
GCCCTCTGCCGAACCAGAAGTCATAAAGGATATTTTCTGGGTCCTGCAGAGATCAGGCCT
CCAGCTCTACGCTCAAAGTCGCCACAGCTGCCGTCAGATCACCAGGCTGTTGTGGTCAGT
AACTTGGTTTGATGGAGCTGGACCAGGAGATGAACTATTACCTTTACGAACAGAGGATGT
GAAAGCCTGTGTGTCCAGATGAGAAGAAGGGGAAAAAACAAAACAAAGCGCCGCTTCTTT
AGACGAGACGTTTGCATGTAAACAGCAACACACAACTGCCTGACACTTTTGG
>McF0053K13-MGRbd1
CTCTCAGCGCGCCGTTAACCCGGGCCTTATGGCCGGGGGTTGGGTTTTGAGCTAAACAGC
CACACAAATACTGAGCTTGTTTGGAAAGATGATGTGCGACACCACCAACCGGAGCTTCCG
AACGCAGCTCGCCGTGATTCTGGACAAGTTAACGAAGGCGGCTTTGGTTGAAATCAGCAA
TCTGGCGGATGAATGCTCTTCCGTCCTTCGCACCGAGATTTCCCTGCACAAGACGGAGAA
CGAGGCTCTGAAGAAGAGATGTTACTCACTGGAAGTGCAGCTCAGTGCCGCAAGGGAGGC
GCAGACCTACCCTGCAGACGCCAACAGCGGTGTCAGCTGCAGGCAACCTACAGATCAGCA
GCACTGTGCTCCAGCCATTGAAGGAGTGTTTGGGAAAGACTGGTGCATGGACCTTTGGAG
AGAAGAAAGGCTTCCACCTCAAAGAAGACCACCTATGGATGTTGGTCTTATGGCAGGCAC
AGACCCACAGGCAATTGACATGATGGCAAGGGAGCCCGACCTCATCTTTGTCAAGGAGGA
AACATATGATGATCATCCTATCAGTCAACAGCTGAGGCACACTGGGTGCAGAAAAATTGC
GGGCATGTGCGAAGATGATGGCATGCTTCATAGAGCTGTCACCGAAATGCAGCTTTCCTC
CGGAGAACAAACC
>McF0053K15-MGRbd1
GGCGCCGTTAAACCCGGGCCTTATGGCCGGGGGATTAAAAAAAAGGCTAAGAATGACTTT
GGACAATTGATGTAAAGATTGTTATTCAAAGTTTATGAACTCTTTATTTTTTTATTTAGA
GAAGTATATAAAACAGTCGCGTGCAGCACTCGGCTTCTTCTTCGGCTGTCGTTCGGCCAA
CTTCGAAGTTCGGGTTTATCCGGAGCCACCGTTGACGCGGTCGGTTTTCTGTGACGCTTC
ACTACACTGTCACGTAACAGCGATGCATTGAAGGTTATCAAACGCCAACGCCGTGTGTTC
ACTACACGGCGCACCTCGCGTGGAATCTGGCCGGCGGACAGCATGCACATTGCGGATTTC



TTGTCTGGGTCGGTAGCAGGAGCATGTGGCGTTGCCGTGGGCTACCCTCTGGACACTGTA
AAGGTCCGGATCCAAACCCAGAAGCAGTTCACGGGATTCTATCACTGTATAGTGGAGACA
CTGTCAAAGGAAGGGGTCCATGGCTTCTTCAAGGGGATGCTTCTCCCCATGACTACAGTC
TCCATGACCTCCTCGGTGGTCTTCGGCACATACAGGAACTGCCTGCAGTGCCTGAGACAG
GCCCGCGGNGGCAACAGGGGCACAAACACAAAAAGGGAGGTCTTCCTGTCTGGACTGGCA
GGGGGC
>McF0053K16-MGRbd1
CGGGCATTATGGCCGGGGGAACATTAAGGTTATTTATTCGGTTTTGTGCCTTTGGCTGCG
TTCAAGGAGCAACAATGACGTGGAAACTGGCTTTTCCTTTCCTGGCGGTCCTGCTTGCCG
TTGGGTTTGGTCTAGACCCAGAAGGTTTTGAGCTCGTAGCAGCCAACGATCCAGAAGTCC
AGACGGCTCTGACGTTTGCCATGGATGAATACAACAAAGCCTCCTCAGATATCTACCTCT
ACAAAGTGACAAAAGTTATCAGAGTTCAGAGAAAGTACCTGGAAGGTTACCAGTATACCC
TAACTGTGATTATAGCAAGAACCCTGTGCAAGAAGGGCAGTGTGCCTGATTGGTGCCCTG
TCTTCATGGACCCAGATAAGGCTAAGTCTTACCAGTGCAAATTCGTTGTGCACAACAATG
GATGGTTGGGACGTTGGGTGATGGTGGAACAGAGGTGCTCTTAGACGAAATCCACACGGA
TTCATCTGGAATGATTCAACTGTTCTGCATTTCAATTAAAGAGTGTTTCCATTCTGTGTG
TGATTACAGAAGTTCTCTTTGAACTATATGTGATTTCAGGAATAAAATGTGAGCTTAAAC
TATGGATGAAGAAAAAAGTGTAATTAATGAAAG
>McF0053L02-MGRbd1
CATTATGGCCGGGTCTGAGAGTGTTGAAAACAAGAATGTAAAGAAGAAAAAGAAATTAGT
CGACGCAGAGATCAGTTCTGATCATCCGGATTTAGAAAACACAGAAAAAAATGATCAAAG
CCAAAAAGTAAAGAAGAAAAAGAAAAGATTAATCAATACTGAGATCAGTTCAGATGATCC
AGTTACTGAAAATGTGGAGCAAAATGTTGAAGAACATGCTGGAAATTTGGAAGTGAAGAA
GAAGAAGAAAAAAAACAAGACTGTTGAAAAAGAGGAAAATCCAGAACATGTGGCTGAAGA
AAAGAAGACAAAGAAGAAAAAACGAGAAGCTCAGGTTCATGACAACTCTGAGATTTCTGA
GGAAACGATCAAGAAACCAAAGAAGGTTAAAAAACACACCGAGACGTCTGAGCAAGCAAA
TGAAGACGACCAAACAACAAATGAGACCAAAGGGAGAGCTAAGACCTCAGAAGAAACAGA
ACCATCTGCTCCCAGCCTGGAGACGAGTGCTCAGAAAAAGAAGAAAAAGAAAAACAAAGA
GAAAGCAGAGGACGTCCAAGATGCTTCAGCAACAGAAGCTACGCCAATATCCGTCAGCAG
CCAANNNAAAAAA
>McF0053L03-MGRbd1
GCGCGTTTAACCCGGGCCTTATGGCCGGGGAAACACTGGTTGAGTTAAGCTTGTGTGTGG
TAGAAGGTGTAGTTTGCTAGCAGTTTTGGCTAGCTATAGACACTGCTAACACATCAGCAG
CCATGCCTTTCATGCTGTGCTTTAGAGTGGCCTTTATTCTGTCTCTGTGGACAACAATGT
GGTGTGATATCCTGAAGCAAGGTGTTCTTCAAATGGAGTGTCGTGAACATTACTTCATGG
TAGCTATTGATCTTGCTGTCACTGGACCGAATCCTCAGTTTGAAGCTGTTGATATGACAG
GGTGCAAAGTTTCTGTTCTATTTTAAACTGAACACAAACCTTGATGGAAATGTGACAAAT
ACTCTGAATGCAACCTGTTCTCCTCCTGTCCCTTGGGCTCCCAGAGAGGTTTCCTGTGAG
ACCAACTACATGGAAGTATCCATAGAGTACGAGTCTACTTGTCCTCATCAGTTGAGTGAG
GACTGGAGCTCTCTCAGACCTGCCTACAGCACTTCACCATCAGAATGGCAGGTGTCATTT
CAA
>McF0053L06-MGRbd1
GGGGGGCACGCGCTCACTTCTCTGCGCTTGGTTGCTGCCTGAGGGTTCAGTGTGGAACCA
CCGCAGTAACAACCTCCAAACCGCTGCCGCGCTCCAACGGAGACACTGTCCGTCAACTAA
GTGCAGCTAAAACTCGGACAGACAGCAGAAATGGAGGAAAAGGCGCGTGTCCTAGTCCTG
CTACAACTTTTCGCAGTTTGTCTGCTTTTCGGGGTGAACGGGGATCCGTGTGAGGTGAAT
ATGTGCAGCAACGGCGGAACCTGTGTGCCTGGGACGGGGACGCCATTCATCTGCATCTGC
CATGATGGCTTTTCTGGAGATACTTGCAATGAGACGGAAACAGGAGCATGCAACCCCAAC
CCATGTCAGAATGATGGCGTCTGCGAAGCGACGGGGCACTCTCGCCGAGGTGATGTCTTC
AACGAGTATGTCTGCAAATGCCAGCCAGGCTATGAGGGGGTTCACTGTCAGACCAATGTA
AATGACTGTGCTGGCCAGCCGTGTGAGAATGGAGGCGTCTGCAGAGACCTGGATGGAGAT
TTC
>McF0053L08-MGRbd1
GGGACCCCAAAAAAGACCTCCACCTCAGGACTGAACCATTGTACATCACACATAGCTATT
TGGAAGGGAAAAAACGACACTATTGTTATTATTATTAATATTATTATCATTAAGGAATGC
CTCTGGTGTCAAATGAACGCATTAAGGTATTGAGATGTCGTTTTGGGTCTACTGTAACTC
CTGCTTTCTCTCCGCCGCTGCTGACCGTCAGCTGGCCGTCACCACCTGTGGCCATGTCAT
CTGCAGTGTCTGCTACCAGAAAGGCAAACAAAAAAACTGTTTAATATGCAGCAGCCAGTG
CCAAATATCCCCACTTTCTGACAAAAGCAGCTCTGAAGTGAAGACTTTGTTCTCAGACAT
CAACGTCGTGACGACTAAGCACTTGACGGAAATCAGCAAAGTGATATCGTTCCAGTCAAG
ACACCAGAGAAAGCTGCTGACTCACTACAAGAAAAGAAATGAAAAACTGGAAGAAACATT
CGTGAAAATGAAGCAAGAAATGCAGAACATGGCAAAGTGAGCTAAAACCAAGACAACCTT
TTCTTTCTATGTGAAGTTTTTGTTTCTAAACTGCATTAAAACAAACTTTCTTTTTTATAA
AAAAAAAAAAAAAAANNNNN



>McF0053L09-MGRbd1
GCGCGTTTAACCCGGNCCTTATGGCCGGGGGTGATGAGCCTGCCCATTACCGCTGCGCCC
ACTCCCGGGAACCACGGCTAATATTCCGCTCTGAAGCCAAACTCTGGACACCGCGCCGCT
TCCCGCCGTTTGCACCATGGCGTCCAAACCTCAGCCTCCGCTGATGAAGAAGCACAGTCA
GACAGACTTGATAAGCCGTCTGAAGAGCCGCAAGATCCTCGGTGTTGGTGGCGAGGATGA
TGATGGTGAAGTGCACCGCTCAAAGATCAGCCAGATGCTCGGGAACGAGATGAAGTTTGC
GGTGCGAGAGCCTGTTGGGCTGAGAGTATGGATCCTCATCTCAGCTGTGGGTTTCACAGT
AATGGCTCTGATGGCACTGGTGTTGCCCAACCAGCTATATGAGGTTGTTTTTGAGGAGGA
GCTCTCCACGACCAGCATCTCCGTTCGTCTCTATGGAGGAGCACTGCTGAGCCTTGCCCT
TATTATGTGGAACGGTTTCTACACAGCTGAAAAGGTCATCATCCAGTGGACTCTGCTCAG
TGAAGCCTGCTACTTTGCCATTCAGTTTCTGGTG
>McF0053L11-MGRbd1
GCGCGCGTTAAACCCGGNCATTATGGCCGGGGCGCCGAATTGTTTGAACATCATCGCGTA
CTGTAAAGGTGAGAGATGCCGCCAAACAAAAAAGCCAAAGTGAGGAAAGAAACTACAAGT
TCAGATGACAGCAGTGATGAGGGGAAGGCCTCTGCTTTCAACAAAAAGAAGAAAGCTGCA
ACTCCTGCTAGGAAAAGAGAAAAAGGCTCCTCTGATTCTCCAACTTACAGCCACTGGTTG
ATGAAGTCTGAGCCTGAAAGTCGCTTTCAGAACGGCATTGATCTAAAGTTTGGCATTGAG
GACCTCAAGGCTCAACCTGAGCAGACTGCATGCTGGGATGGAGTTCGCAATTATCAGGCT
CGCAATTTCATGAGGCAGATGAAAGTGGGCCAACGGGCTTTCTTTTACCACAGCAACTGC
AAAGAACCAGGGGTGGCGGGGCTCATGAAGATAGTGAAGGAGGCGTACGTGGACCACACT
CAGTTTGACAGGAAGGATCCCCACTATGATGCAGCCAGCAACCCAGGCAGCCCCAAGTGG
AGCATGGTGGACGTTCAGTATCAAAGGATGACGAGGCGTTTTCTTCCGCTGTCCGAGCTG
AAGCGGTACCACCTGCAGCATCGTGACAGCGGAGGGC
>McF0053L19-MGRbd1
CGGNCATTATGGCCGGGGGACCAGCCTCCAGATGATGTGGAAATTGAGCCCGATGAGCAG
ACTGATGCCTTCACAGCTTACTTTGCTGATGGCGTGAAGCAACAAGATCGTGAACCGGTG
TTCTCTGAAGAACTTGGCCTAGCTATTGAAAAGTTGAAGGATGGATTCACACTTCAGGGG
CTTTGGGAAGTAATTGGCTAAAATAATAACAAAAACGTGTACTCTATGTATAGATTGGAC
TTTTTAGTCTTCCAAGACATTTATTAATTTATTTATAGTGAAATACCAGGTTTGTAAAAA
CTACATGTAGATACTTTTCTCCTGTATACATAGGGGTCATTATCGCATCATCACAGTTTC
TAGGCACTTTTAGCGCAGAGCTTTGACTACACCTTGGAGTTCATTGTCTTATTTTAACAG
ATGATTGACATTTTTTTTGTGTTGAAAAATACTCAAACAGAATCAGATTCAGAAGATTTT
GGAAAGAAACACACTGATGCTAAATTAGATAATTATTTTAAAATGTTTCTTTTACAAAAG
TAA
>McF0053M06-MGRbd1
GGGGGGCAAGCAGCTGCCCTATTAGCCCAAATCTGTTGTTTGGAAGAGGTGGGGAAGAGG
GTGGAGCAAACCACTGATTTTCCACAAAGGAGTGCACACACTTTCTTTCACTTGTTTTGC
ACAGAGGGCCGCGTTTCCAGATTCTGCTGCAAATAAAAGCTCGTTTAACCCCTAGCACCT
ATTTGGGTATAGATCCTTCATATTTTACCCATAATCCAGTGCATGTAGGACAGAGGAGGC
CATGGGGACCCCATTAACTGACAGCTGCTCTGGTGGAAGGTGTTTTCCAGAAGACATTTT
AACCACCAACTCTGTGTATAATAATAGAGGTCAGCAGGCTGGGTGACTTCCTGCTGCAAA
GAGTGGGATTGAGTGCAGGCTGGTGGGGATGACCAGCACTCAGTGGACATTAGCACACTC
TCGATATGCAGGCAAACTCATACACAGTGGAAGGACGTCAACCCCACTGTGGAGAACCTG
TATGATTTACACGTTCACAGAGCAGAAGCTGGAAGGAATTCAATAAATATAATGAATG
>McF0053M14-MGRbd1
GGGCCTCGAAGCCTGGAGTTGTCCATCCCTGGCAGTAGTCATTAGTAAGGTGGTGTACTG
GCTCCTTACCGTCTGTGTATAAATGCTGCACACAGGGGTCTGCAGGTGACACGTAAATGC
TTGTAGGACGCCTGTAGGATGACACACAAACTACGCTCTGGCCTCATCTTACAGGAAGTG
CCCGTGTCTTGCAGTTGCCTTGAGGCTTGTGCAGCCACTTCAGGAGGCAATCAGGTTACG
TGTAAGGAGCGTGCACTGATCACGTGGAGACTTGGAGATGTCACTGGGTTAGCAGGGAAT
CAAATCACCAACTTTACAACTAGGAGATGACTGCTTTGAGGTAACTCCTTCCTCTTGTTG
GATGCATCTGTGCCACTCAAAGCCTCGTTCCATTTGAACTAAATGAACACAGATTGCTCC
TTAGCTCCCACGTTTTAAACCAATGAAGCANAACTCCAAAGACAATTAAAACGAGAAGAA
AAACGGAGACACTTATGAACAGCAGCCC
>McF0053M16-MGRbd1
AAACCCGGNCATTATGGCCGGGGGGCGTTACGTCACATTACTCAAACGACTCACCCCGGA
AGTAGCTCCAACCAACGATGCTGACCTTCAGTTTAACGCTAATACGACATGGAGAGACAC
AGTACAACAGAGACAAACTACTACAAGGTCAAGGTGTGGACACCCCTCTGTCAGAGACGG
GCGTGCTGCAGGCAGAAGCAGCGGGACAGTATCTTAAAGACATGGCTTACAGTAAAGTGT
TTGTCAGTAACTTACAGCGGGCAGTACAGACAGCTGAAATTATCCTAAGAAGCAGCACTC
AGTGTCCCGACATGGAGCTGACTCTGGAGCCGTTGCTCAGAGAAAGGGGATTTGGTGTTG
CTGAAGGACGCCACAAGGAGGATCTAAAGAACATGGCTAACGCTGCTGGTCAGTCGTGTC
GGGACTACACGCCCCCAGGAGGAGAGACTTTAGAGCAGGTGAAACAAAGATTCAAAAAAT
TCCTCAAAGTCCTTTTCAAGCAGATGCTTGAGGATCACAACCCGTCTGACCCAGACACCG



GTCCAGCGGCAACATCAGCCACACCGTTATGCCCCTCTGCTAACAATGGAGCAAATGACG
GCCTGCAGGGAGTCGCCATCCACGTCCTGGCGGTGAGTCACGGTGCTTACATCCGAGTGG
CCACCAGGCACCTTG
>McF0053N09-MGRbd1
GCCGTTTAACCCGGGCCTTATGGCCGGGGATTGTGGATCACGATGGAGTCGTTAGGGGAC
GAAGTCGATGACGCTTTATTTCTTGCAGACGCACTTATAGAAGAATTCAAGCCTGCGGCT
GCAGAACCGTCGGGATCATCAGGCCCGGTGACCTTTGTGTGGCACGACGAGGACGAGGAT
GGAAATCCTTTACCAAAACGGCGTAGAACAGGAGAGCGGCGGAAACCCGTTTCCTCCAAA
AGAACCCCAACAATGGCTCCAAGTCCAACTGTAGACCCATCATGCGTGCCATCGACTAGT
GGACAACAGAGCGTGACAGATTCGTCTCAAGATGTAGAGTGCAGCCATGGGGGAGACGAT
CAGTTTTACCCAGTGAAGCAGCTCTTGAAGACAAAAAAGCAGAAGGGGAAACTAATGGAG
TTCGTTGAATGGGAGCCATGTTCCATGTGTGGGAAGACCTGCTCTCCACAATGGGTGGAA
AAGAGGAACACCAAAAAATAAACCCCAGGGGCACCTCTGTTGATCAGATTGAGCTTTTAA
ATTATTATAGTTGTTTGTGTTACTGCTTTCTAATTGTTG
>McF0053N11-MGRbd1
GCCTTATGGCCGGGGAGAGAATAAGATGCTCAAGTTCCTGTTCCTGGTTGCTTGCCTGGT
GCCTCTGGCCCTGTGCTACCCCTACTACCCATCGACATGCTATAGCAAGGTCCTTGTCAA
GGCGCAGGAGGTCAACCACTTGGCTGCATATGTGAAGAGCGCCCCTGCAACTAGTGTTTG
CACGGCTCACCTACCAGCTTTTCATGTTGATGTCCACAATGGTTGTGTGGTGTACAAAAT
GAGGCGCTACATCTCCTTGGTGGACGGCCTCAGACTCAACCGCTGCGCCTACAGCGCAGA
ACTGAGAAGGCTTGGATCCAATCTGAAGCAGCTCCACCTCATCATGCGAGACAGATGTCA
CGGGGACTTGGCCTACACAGGTTATGACTGCGCCGCTTTGGATCACTAACACTCTGGATG
CTGAAAATGCAAGATCATGGCTGTCTCAAGTGAAGAGTTAAGAAGGAGTCATCTCAGGCT
TTGTAAATCACCTTATCCTTAAAGAAAGCATTAGGCGAGCCATGCTTTTATAACATTGTT
TGACTNTC
>McF0053N14-MGRbd1
GGGGCTGCTGGGTGCCCGGATGTGTCAGCGTGGAGTTCAGGATTCCTTGCTGGAAGAGGG
GCATCTGTCCAGGAAGAGGAGGAGCGGGAAACAGCCGAACAAAGAGGAAGATCTTCCGCC
GCCACATTGGGAACCTTGGAGTTCAGCCTGCAGTATGACCAGGAGAACAACGCTCTGCAC
TGCACCATCAACAAAGCCAAGGGGCTCAAGCCCATGGACCACAACGGCCTGTCGGATCCA
TACGTCAAGCTGCATCTTCTACCCGGCGCCAGTAAGGCCAACAAACTCAGAACCAAGACG
CTCCGTAACACACTCCACCCCGTCTGGAACGAGACCCTGACCTACTACGGCATCACGGAC
GAGGACATGGTCCGCAAAACACTCAGGATCTCGGTGTGTGATGAAGACAAATTCCGGCAC
AACGAGTTCATCGGGGAAACGCGAATCCCGCTTAAGAAGCTGAAGCCCAACCAAGTCAAG
AGCTTCAACAACTGCCTGGAGAAACAGTTACCTGTCAACAAGACAGAAGACAAATCTCTG
GAGGAACGCGGACGCATCATGATCTCCCTCAAGTACAACACCCAGAAGTCCTGCCTGGTC
GTGGGCATCATCCGCTGCGCTCACCTGGCCGCCATGGACGCCAAC
>McF0053N15-MGRbd1
CGGNCATTATGGCCGGGGAGGACCAGGAATGAGCAGCTTTACTCGAAGAGATAGAAGTTT
GATCAAGAAAGGAGAAGCATGAAGATAACGTCCACATGAAATCTCAATACAATGTGGACA
TCAATGGAAGTTTTCTACCTAGACAAAGTACAACAAGGAGACCAACTACCATTAGAGTCC
CCAGCAAAATGCCGTCAATATCCGATAACATTCAGGACGATCCTCCTCCTGCTCTCCCTT
TTCGGAAGCCAATAGGCTCTTCAAACATTCTACAGGACTACACCAAACCGGCTGTGTCCT
CGCAGTGTTCTATGGGGCCGGGACCGACCCTACCCCCTCGGAAACCCAGCATGAACAAAC
CACTCCCACCACGTCCTCCTTCAGGCAAAGTAGGCCCTGGAAGACCTCCGCCCCCTAAGT
TTGGTGCAACCAATCGTGCTCCATCGATATCACTGCAACCCCCGCCCAAACACCAGGAAA
TAAAGCCCAACAAAACAGAGATGGTCTTACCACCCAGGCCCAGGCCAGGCCACTGTCTGT
ACAATAAATATATACTTGAACTCCCACATGCGATCGCAGCTCTGGACTACGATGGGTGTA
ACATCGGGGAGCTTTCGTTTGAGAAAGATGAAGTGCTTCTGTTACTAGAAAAAGTCAACA
ACAATGAATATCTGTGCCAAGCTGGAGAGGTCATAGGCAGAGTCCACAAGTCTAATTTGA
AAATTATAACTCC
>McF0053N16-MGRbd1
TAACCCGGNCATTATGGCCGGGGGGATTTGTCAAAACTTCCCGAATTTAGAGGATTTCCT
TTCAGTCCGCGTCGCGACACCAGGCTTATAAAAGCTGAGCGTCCGTTCGCGGCCGCGCCG
TTGACCATTGTCGGTGGTTTTGCGTTTCGCAGGCGGACGCCGGTACCTGCGAACCAACGC
GATGGCTCCCGCTGATTTTAAGCGTCAGACGGATCTGGTAGTTCAATTTCTGTTCGCAGA
CGAAGATGAAATTCAACAACGCATACTTGACAGCCAGATTGAGGAGGATTGTGAAGGGTC
AACGGAGGAGGAAGATGATTTTGATCCAGTTTTGGTTGCAGATAAACTCAGAACTATAGG
TGATGCCCTCAATAATGACCCCCGTTTTGGAGCTGTGATGTCTGACTTGAAGACAGCAGC
AGCAAAAGAGACCCTAGAAGCAGCGTTCAGCCACAGTGTGGAGGCGCTGTGTGAGACTTA
CAGCGCCACGGCGCCTGAAGT
>McF0053N23-MGRbd1
GCTTTTGCAGTTATATTTTCAGTCGCAAGGCTGATTATTTCATATAGCGTAACGCGGTTC
TGTTGTGTTCTGTGTTTACATTGCATTGGCGCTCCAGTCAGTTAGGTGAATATGGTTTGA



ACAGTGTGGGTGGGGGCGGAGGAACAGGTTTATGGAGAAGTCCAGCATGCTCTGAATTCG
TCTTTACCTGCCAGTGTATTCAGTGATCTCACAAAAGCTTTAGATCTAATGCTGCAAAAT
ATTCTGAAACTTTCAGAAATGCTTAAAGATCTAACAGTTGATTCACCTGTCTGGCCTGTT
TGTAAAAATGGAAAGAGGTCCAATAACCCTCAAACATGTGGAACAAAGAGAATGAAAGTG
AGTCTCATGCCAGTCGGCATCCAGTTTGGGCTGATGTTGAAAAAGTCCCTCATTTCCAGG
CCCATGGCCAATACGGTGCAGGTACTTGTTACC
>McF0053O04-MGRbd1
GGGGAGAAAGTGGTTTTTGTGTAGTAGTTGTTTTAATCTGACTGAGAGCATGATATAATG
AATATCGAGCACACAGGAGATTTCCTTCTGCATGCAGTGCTTAACGTGATTATGCTCTGC
AAATTCATTTACAGAGCTCTTAAAACGAGACAAATTGTAACTTTGCAGCAACTATGCAAA
TATCTCAAATCATTTCACACCTGTGGCTGCAGGTTCCTGTATCCAGACATGGGCAAACTA
CAGAGCAAGTTTCGAAAGAGGTCTGACCGGTACAGAGCATCTCAGGGAGAGAAGGCCGAG
AACTCCTGTGACAGTCAGGTGCTGCAGTACGAACCAGCCCATCACGGATCCGTCAACACT
GTGACTAACCTCAGCCCGGATTTGTGTGTCTCTGGTGGGACTGACCAGGCTGTTGTAGTG
TACGACTGGAGACAAGGCCGGACGTGTCAGTCCTTCCAGGGCCACAACCGAGAGGT
>McF0053O14-MGRbd1
TTCAGCCGCGTTTAACCCGGGCCTTATGGCCGGGGGCTGCATTCTAGGTTCTACACCTCT
CATTCCTGATGTTTAGAGAGTGAAGGAGGTGACAAACTATGGGATGTGGAAACGCCAAAG
TGTTGGTGTGCAGCACTAAACTCTGAAACAGGATCAGCTCTGAGCTCAAACAGTGTTCAG
AAATCGCTCCATCCTAACACAGCAGGGGGGTCTTCCAGAAAGCAGGTTCTGCTAGCTCCC
ACGGCTGGTGGTTCCCTCCTTCACGTCCCTGTAGGTCTCGGTGGTGAAGCTCTCCCTTAA
GTTCTTCCACAGATGGTACTTGGTGCTGTTCAGGCTGTGTCGGGCCGCGGTGACGAACCG
GAGAGAGCGCCTCACAGCGTTTTTGAAGATCCAGAAGATCCTTCAGTTCCAGGACGGATA
CAGTCTGAGGACCATCTGACCTTCTGAGGTTGGGGTCCCGGCAGGTGATGAGCGATGTGA
GGAGCAGTAGAACCATGTTGTAGATCAGGATCAGGCCCACTGGAAGCAGGAAGCCCCAGA
ACAGAGGTTTCCTGAAGCTGAAGCGATCCTTCTCCAG
>McF0053O16-MGRbd1
CCCGGNCATTATGGCCGGGGGAGTCATAGTGAACCCAGAATAGCCTCGGTGATCCTCCTC
ACTGCCCCCCGCTCTTCCTAGTCTGAGCTGAGCTGACCGGATGGACGCAGACGGCTGCAA
ATAGTTTGGGAAAACCTTTTAAAGTAGAAGAGGCAGCGATGAACCGACAAGGTTTCGGTG
GGGCTTCTTCATCTCTGAACTTCTCTGCAAGACTAACAGGGAATGAATGTCCACACACAG
AGCTGAGAGAGAATGACCTGGACAATCTACGTTTTGAACTTGCTAAGACAGAGGATGAGA
TTCAGACCTTAAGGCAGGTGCTTTTGGCCAAAGAAAAGTATGCAGCAGATATCAGGAGCC
AGCTGGGAATGGGTCCTCTCAGCAACGTGAAGCAGAACCTGTCCAAAGGCTGGCAAGAAG
TCCAGACATCTTCCCCATACCTCACAGCCTCGGCTACCCTGGAGGACATCAGCCACTCCA
GTGTGTATGTGAAGACAAAGGACAGTCTGTCTCATGCCGGTCAGGTGACGTCTGCCGCTC
TGTCCTCTGTGGGTGTCGTCATCACCAGGAGGCTGGCTCAGATGAGAGCCCTGCCTCTTC
CAAGCCCACCACGCACACTGAATCACTCCATGAGTGTCCCAGC
>McF0053P01-MGRbd1
GCGTTTAACCCGGGCCTTATGGCCGGGGAGTCCAAGAAAACAGCAGCTGCCAAGGAGTAA
GATGTTTGATCGGACATGAAGTTGGACCTGCACCAAGGTAACATACTGGACAGCATGCTG
CTACGAGGATCCAGTAGAGATGCGGTGGAGAGCGGAAAGGAGACGTCAGGCAGCATCGCT
CCGGCGTCGGCCTCCCACAGATTCCTGTGGTGCTATTGCTCTCACCACTGCCCAGATGAT
TCCACCAATAACACTTGCAGGACTGACGGCTACTGCTTTACCATGGTGGAGGAGGAGGGA
GGAGTTCCTGTTCTGACTGCAGGTTGTTTGGGTCTGGTTGGATCAGAGTTTCAGTGTAGG
GACATAGGGGGGTTTCGCCAAAGAAAGTCTCTAGAGTGCTGCACAGATGAAGACTTCTGC
AACAGAAACCTCCGTCCAACACTACCGCCACTCCAGCCCCCTCTCTACGTCGATGGGAAG
ATTCACCACATGGCTCTGCTGATTTCAGTCACTGTGTGCAGCATCATATTGGCTGGAATC
ATTGTCTTCTGCTACTTGAGGTATAAGCGTCAGGAGTCCCGTCCTCGGTACAGTATCGGT
CTGGAG
>McF0053P06-MGRbd1
GGGCTGTGATCCTGGTTTCCTTCTTCCTGGTTACTGGAGTTGTTGTGGCTGCTTTTGTTC
TATCTAAAAGGATGAGCTGGAAGCTCTTTGGAAACAAATCGGCTGATAAAGAAACTCTTA
TGGCCAACATGGGTCTGCCTGAAAACGATTCCGACTCGGAGGAACTGGAGTCTCCAGTTG
ACATAAAGAGTCCCCTGCAGTCAAAGTCTGTCACCTGAATGTTGTTTTTATGACAAGTGC
TTAATAACATGTCAACTATTTTTCTTGTAATAAACGAGATGAATGGTGGAGGGGGAAAAA
AAAAAAAAAAAA
>McF0053P13-MGRbd1
TTTAACCCGGNCCTTATGGCCGAGCTGCACCCCTCGACAAAAAAGATCCCCGGATCCGCA
CTATCCCCTTTGCCACCAGAAGAGCCACATTTCGAGAGGTGCAGAAAGTGCATGAGCTGC
TCTCTACCGTTCAGGTTTATGGACTGGACACAGACATAACTGTAGTCCTCAGTCCATCAA
AGAAAACATGGAAAAGCACAGTCAAGTCCACTGTGGAGGAAAGCTCCGATCAAAAGAAAG
AAGAAGAAGAGACCAATGTCTCAGATGAAGAAGAGGAAGCAGAGATCCATTTAGAAACAG
TGAAGCTCACTTTAGGAACCTTGGACCTGAGGGAGTCTGAAATTTTTCCCTCCAGGAACA



AAAGGAGAACGAAGAAAAGACTGAAGGAGGAAACAAAAAACCCAAATAAAGAAGCAGATT
ATCTGGAGAGGGTATCAGAGGCTACTCAAGCAGAAGAGAGCCCTCAAGGGACGGAGACTT
TAAAAGAAGGAAAGAAGGAACCACAACTGGATGATGTTGCTGAACCATTGGAATATGGAC
TGAAAGATGCACTTTTCACTGCCTGCAAAGTTGGAGATGTGGCTGCTCTTGGCAGACTTC
TCCAATCACCAGAGGATAGAACAGAAAGCTTTGAGGAGTTGAAGAGTAAATCCTCTACTA
TCCCAAGT
>McF0054A05-MGRbd1
GGGGGAGGAGGAGGAGGAAGAGAGGAAGTATGTCTGCCGGAGCTTCTAACCGGCAACCTC
CACTGCCGCTGCGTACTTTCACTTTCAGGAAATCATGATTAGAACAGTGAAAAGCCCTCC
GGCAGGTTTCAAGCCATATAAAAAGCGATCAGCAATGCTTGGAGTCTAGAAACCAGCTGA
GCCTTGTGTCTATCATGGATTCCAAGAAGCCCAACATGCTGCAAAATCTGCGCCAAAAGA
TTATGGTCCGGCGGGGTAAAATAGCCAACAGCAAGACGGGCGCCAAGCTGACTCGGGAAA
TGAGCTGCTCCGTCCCAGACTTCAGGAACATGAAGCAGGACTACCCTGATTTATTTTTCA
ACCTTCAGATGCATGACATCCACAGCAACCCTTCCTCTCCACGCAAGTCTGCTAAACCCT
CAGTAAAGATTGGGAAGGGCCTGAAGTTGAAAAAAGGTGGAGCCAAAAGTGACAACAGAC
TGAGTGTCCCTGCAGACTCCCCAGACGGTGCCGTTCCTCAGAACTTCTGCAGCGAAAACG
TTGCAGAAACGACAAGCCACGAGACTACCAATAAAGTTGCTGCTGGTATGGAAGCCGAAG
AGCTGTCACTGCCGGAGATGATCACGGTCTACAGCCCCG
>McF0054A09-MGRbd1
TAACCCGGNCCTTATGGCCGGGGAGTTTGACTCTGACATGAAAATGGACCCCACGGATAT
CTTTTATCACCCGTTCTGGGTCGTTTTATCGGCGGTGCTGGCAATGGTCGTGCGCCTTCA
GCGCAAAGGCTCCTGGGATCCACGAGCGTGCCCCGTGCAGCTCACTGGAAAGACTGCAAT
AGTGACAGGAGCCAATACAGGCATCGGGAAGTTCATTGCCCTGGACTTTGCCCGTCGTGG
GGCCCGAGTAATCCTGGCATGTCGAAGCGAGTCCCGAGGGTCAGCGGCAGTCAATGAAAT
CCGGAAGATTACAGGAAACACAAACGTCCATCTGCGTCTGCTGGATGTTTCCTCCATGGA
CTCTGTCAGGGAATTTGCAAAGAAGATACTTGAGGAGGAGAGAGCGCTGCATATCCTTGT
AAACAATGCAGCGGTATCAGGTTTGCCCAGGCAGATCACCAAAGATGGGTTCGAGGCTTC
TTTTGCCACTAATCATTTGGGACCATTTCTTCTTACCAACTTGCTGCTCGACCTGCTGAA
GCGCTCGACTCCATCGCGTATCGTCACCGTCAGCTCTTTGAACCACAAAAAGGGAAAAGT
GGATTTCTCCCACTTCCGAAAAANNNAAA
>McF0054A21-MGRbd1
CTTATGGCCGGGGACACGAACAAACCAAGCAGAAAGAAAATGGAAGAAGTAACTTTGAAG
TCGGCTTTGCTCAGCATCATGGAGGAACTGGATGAGGAACAATATGAGAAGATGTTGCTG
CTTCTGGGAAAGATTCCAAGAAGAAAGAAGACAGGATCCAGGCCGCAGATGGTTGAAACG
GTACTCCAGGTTTATGGAGAGAAGGAGTCCATCAATGTGGTGGATAACATTATGAAAAAG
ATTCCCAGGAATGACCGTGCAGTCCAGGACCTGCTGAAGCCCTTTGTGGGGAAGAAGAAA
ACAGGGGAAAAGAGGAAACAAGAGGCTGACCCCGAACCAGAAGAGAGGATCCTGCAGCAG
AAATCTGCAGCTGGCTCAGAGAAGAACCAGGTGGTGGAGGATTCTGCTGGCAAAAACAAA
GACAGAGATCATCTGAAGAGCCCCCAACCTGACAAGGTGACATCATCATCCCCGTGGAGG
ATAACTATTGCAGAGTTGAAGAGTGGCGTCGACCTTGGCCAGAAAAGCGTTGTTGGAAAA
GTTGTGGAGAAATCTGCCCTGCGTACATATAAAACCAAGGACAATGAAAAGAAGTTCTTC
TTCAACCTG
>McF0054A22-MGRbd1
CAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGAGCAGTCACCGCAGCCTCTATACGT
GTTAACGTACCGTTCCAAAAACGTTTTTTTTCTCTGTTTCGCCGGAGGAATTAATTCGTC
AGAGTGCACACCAGAAAAAGCCCTGCGATGCTTTTGATGTGACGTGCAGCCATCAGCAAT
CAACAAAAACGGCGTGGAGACCATATCAGTTGTTTGTTTGCCTATGAGCTCTCCCACTTG
AACACAGCTGGTCTGCAGAATGGATGGAGTAGAAAGTTTGCAGAACTCTGCAGAAACCAA
AGCTGAGCGAATCGCTCGCTACAAGGCGGATCGAAAAAGGGAGCTGGCTGAGCGCTATGG
CAACACGGACGAATTCACCTCCTTTTATGTCCGAAGGGACAAAAAGATCCAGGAGCCAAC
TGAAGCAGTGTCTTCAGCAGCCAAAGAGAACAACAAAAACCAAGACGGACCAGAGAAAGA
ATGTATCGTAAGGAGCCGCAGGAATAAAGAATCAGAAACTGTGGGGGATGCTGGTGATGT
ACCTGTTCGGGAAATAATCTCTGCTTCTTCTTACAATATGGAGTCTGGTTCATCCACAAA
ACTTTCTTCTCATTTGAGGTTGATGGAAACACAAGAGCCTGAGGCTGATGAGAAGCCAAT
GGAGACTGCCAA
>McF0054A23-MGRbd1
TCAGACCCCTGCTTTGGGTCTTCATCAAGATGAAAACTGTGGTTTTGGTGACATAAGCCA
ACAGTGGCATCCGCCTGGCTCTGTGTGAGCGTCTCCTCTCAGAGGCTGCAGAGGGTCTGC
AGCTGTGTCTGTTCTGGTGTTTGGTGCAACCCGCCCCCCCTGNTCGACAGTCCCTCCTTG
CCTCTCATCCTTCAGTTCAAGTGGACCTGTTGCAATTGGACACCAGCAGCATCTCCTCTG
TTATCAACGCTGCACAGGAAGTCAAACTCAAGTATGAACAACTGGACTACCTCTACCTGA
ATGTTTTTTTATGCGGGGGGCACAGTTTGATGTGAAAGCCTATTTCAGAGGTCTCTTCTC
TAGTGGAGTCACCACGATGTTTGCCACGGGTGGTGGGATTATCACTCAGAGGGATGGAGT
CACTCCTGATGGCCTGCGGGAGGTTTTTGCAACAAACCTGTTTGGTCACTTCCTTCTAGT



CAGGGAGCTGGAGCCAGTGCTGTGCCGCGCAGGTCAAACCTCACAGCTCATTTGGACCTC
TAGCAACAA
>McF0054B05-MGRbd1
TCCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGGTTACAGGAACTTTATCGA
AACTGATGCTGGAGCCTCCTGAAGCGCGCCGCCATGTTTCACAGAAACGGGGCACCGTCA
CACAGAAACGGTCCTTATCCCCCAACGCGGGTCTCTGTTACGTATAATCACAATCCTCAG
CGCATCGAAGGCGCTAATAGAGCCTTCCATGTCCTTGATGTTGTGAGGCTACCTCCCCCC
CGCATGGAGCCCTCCTCCCTATTTTGCTCCTGCAATGGTTCCTCCTCAGAAACCAGCTTT
GAACTACAGGCGCAAGAGGCCAAATGCCGGCGGGACCCCTTATTTTGAGAAGCGCCTACG
CCTTGATCCTCCCTCCCATGCCACATTTTCTTTTTTTGTGGGGGGGGCCCCCCCACCTAG
CCAAAAAAAACATCAAGCTGTAGCAGCACTTTCGACACCAGCTCTCTCTTGTTTGGATCG
TTTTGGACCCAGTAGACACATCTCTACCCCTCCACAGGGCCAAACTGTGCCAAAAAGCTT
CAACAGTCTTCAGGTGTATGCTGGAGATCATTTGAGTCGA
>McF0054B08-MGRbd1
CAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGAAAGTAAAAGTAGAAACTGCAGAG
GAGAAGCAGCACACTGACGAAGCAGAACGGATCTTTTCCTAGAATTTAACTCCCGACTGA
ACCTAAGATGCTTCAGAGTTTAAATCCCTGTCAGGAGAAAAGTGGAGGTTTCTGCTTTGA
AAACAGCCGGAGGAACGCTGTGCTGGAGTCCAGTTTGTCCGATGTCAGCTCCAAAGCTCC
TCGCGCCAGGAAGACGGGGACCACCATCGCTGGGATTGTGTACAAGGATGGAGTGATCCT
GGGAGCCGACACCAGAGCTACTGATGACATGGTAGTGGCGGACAAAAACTGCAGGAAGAT
TCACCACATCGCTCCCCAAATCTACTGCTGCGGGGCCGGTGTGGCTGCAGACGCAGAGAT
TGCAACTCAGATGATGGCGTCCAATGTTGAGCTCCACACACTCAACACAGGCCGACCCCC
CCTTGTCGCCATGGTAACGAGACAACTGAAACAGATGCTGTTCAGATACCAGGGCCACAT
GGGTTCTTCAGTGATTGTTGGAGGGGTGGATGTGACTGGAGCTCAC
>McF0054B10-MGRbd1
GTAGTTTGCCTGTAAATGGAGATTGAACACTTGTGGATTCTGGTTTTGCTGTAGACAGCT
GTGGTGACTACTCAGCATCCTGTTGTATTAAAATCAACCATTGGGGCCAAATCTCCAACC
AACTCTAAATCGCAAACTACAGAGGCCCCACTACAGTTTACAACTGCCAAACCAAAATTT
ATTGTTGGAACCCAACCTCAAACCAGATCTGGGCCACAGTCTGCAACAGCAGCACCACAG
CTGTCTACAGCAAAACCAGAATCCACAAGTGTTCAATCTCCATTTACGGGCGGACTACAA
CCTGGCACCACAAGGCCACAAACTGCAACAACTGTCCCACAGTTCTTATTGTCAAAACCA
CAATCTACAACTTCACCGCTGATCACTGAGCCAAAACCTGTGACTGCAAAGAGCAATACA
GTTTCTCAGGAGCATACTGCAATACCTGCACAGACGTTCTCAACTGAAACTACAACCAGG
CCACAACTTCCAGTCGTGCACAGTAATGAAACCACCCCACAGCTACACTCTACAACACCA
GCTGCTGCTGTGTTTAAACCAGTAACTGCAAAGGTTAATGAAACTGTGACCCCACATCTA
CCAGCAAACACTACACCTAAACCTCAACTTCAAACCATGTTTAGACCTCAAAGTAAAACC
ACTCAACAAATCTCAAAAGCACCAACT
>McF0054B15-MGRbd1
GGGGGGAATAGACGCAGAGAGTAAACAAATGTCAAGTGTAGATTATCGCTACATTTGGGA
CTGGTGTAAAAAATAAATGTAACTTGCAATAACAACTGAACAAAAACAAATCTAAATAGG
CCAACTAAACATCACCAGGCAGGATCCGAGGGCGGACGGGGTACTTTTGTTTCCTCCGCG
TGGAATACAAGTAACAAGGAGCATGGCCAGCAGGACTCTTCGGGTCCTCTGCCATTTTTC
CAGGTCTGGTTCCCAATCAGTGACTCCTTCAGCTAATTATTTTAGCTGTAGACTTGCAAG
CAGAGGGATCGGCAGGGCACGGAAGGGACACAATCCCGAGCACGGAGACACGAAATCAAA
CGGGCCTACATCCGGAGATGATGTTGCTGACGATGGAGACGTGGATCTGGAAGATGTGGA
GGAGAAGTTCCAGGCATTTTTCGACAAAGAAAGGAAGGCACAGAAGACTGTTAAGTATCA
CATAATGAGGAGAAAAATGACTCCAGCAGGAGCTCCAGAAAGGAGGTTAACCTGGGAGGC
TATTGATCAAATTAGATATCTTAAGAACAATCAGCCGGATGAAT
>McF0054C02-MGRbd1
GGGAGAGGAGGAGGAGCTTCACAGCAGAACATGAAGCTTCATGTTGGAGCTGAAGAGCTG
CTGTGTTCTCTCTGTTCTTCATTCAGTACCAGTGAAAAGAATGTTGCTGCTTCTCATCTG
GATGATGATGGTCTCCTTTTAAACCGGATCCTCTGAGGATTTACTGAAACCATTGAAAGA
TGAACTGATGGCTTTGGAAGGAGACACTGTCACTCTCTCCTGCAAATATTCTGGTTCTGT
ACGGTATTTCTACTGGTATCAGCAGAAGTCCAGATTATCTCCACAGTTTCTGATTAAAGA
ATATTCAGAAGTAACTGAGAAGTTCTCAGTGAAACACGACAAACAGCAAAAGGAGTTTCA
TGTGAAGATCTCTTCTGCTGCAGTCACAGACTCTGCTGTGTACTACTGTGCTGTGGAGCC
CACAGTGACTGGAAAACTCTGGAAAACTCTGCACAAAAACCAACCAACAAAATACTCTTC
TGGATTCACCAGAGGTGTCACACATGATGAAACTGGCACAGTTTATTCCAAACATTTTAC
TATTCCATATTTCCATATTCTGGAGAATGTCTAAGTTCCATTTTTTATTCA
>McF0054C04-MGRbd1
GNCATTATGGCCGGGGACCAAACTGAGCTGAAGTCACTGACACTGTGGTCAAGACTAGCT
GTAGTCCCGGCTTCGTTTCCGCCCTGTTGTTTATTTTTAAATAAAAGTGAAGTACGAGCC
TGACTGCTACAGGACACACCAGCCTCTAAGGTTTTTACTTGTTGCTTTAAAAAAGAAGAA
TAAAAGAGTTGAAGATTTGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT



>McF0054C05-MGRbd1
GTTTAAACCCGGNCCTTATGGCCGGGGGATGTTTCTTGGGCACAAATGTTTTGTGTGTGT
CGAGTGTTCTGCCCGTGAGACGTGTTCTCAACAGAGCCAGCGATATTCCGCAGTGACCCT
CGTCTGGATGCCACTGCCAGCCTCTCCAGGGGTGGACGCTCCCTCCAGCCCAAAGCACAG
CCCAGCAGGCACAAACATCTGTATGACGTAAACCATCGGGTCAAGATCAAGCCTGATTTG
AACACAACGCTACCCGTCCGACAAACCGCTTCCATCTTTAAACAGCCGGTGACCAAAGTG
ACAAACCACCCCAACAACAAGGTGAAGACAGACCCTCAGAAGGCTGTGGATCAACCCAAA
CAGTTGTTCTGGGAAAGGAAGCTGAGCGGCTTGAATGCTTTCGATGTAGCAGAGGAGCCG
GTGAAATCTATGGATCTTCCCAAAGGCCTCCAGGGTGTTGGACCCGTTTGCTCAGACAGA
ACGTTGCTCTCTGCCATCGCCAGCTCCCTGCACACCAGCCCCGTGCCCATCACCGGGCAG
CTGACCGCTGCTGTGGAGAAAAACCCCGGCGTGTGGCTGAACACGGCG
>McF0054C08-MGRbd1
GCCGTTTAACCCGGNCCTTATGGCCGGGGACTGTGGCCTTCATGATGGAGACAGCAAGGG
TTTTCCTGGGGTTTTCCCTTTTTGTTCTGCTGGTTGTTCCATCATGTGGTTTTCCAGCCA
AAGGCTCCAAATCTGCAGATCATGGCAGTGGTGACCAAAAAGCAGCAACTAACTTTGCTT
CCCACAGAGGAGCTCAGATGAGCCGCTCTGCTCCTGTGCATTACAGCTCTCATTCAAGCG
GTGTCTCTCAGCCAGTTCCAGTGTTTGTGCAGAATCCTGGTGTCCCTCAGTTTGTTCCCA
TGGTTCCATCAGGCAGCAGCTTCAGCAGAAGGTCTTCCATGGTCATCCCCAGAGATCTTG
AGGCTTGTAGCTGTGATTTTTTCATAGGCTCAGCAGCTGAAATGTTTGACCCAATAAAAA
CTGATTTGTANGCCNAAN
>McF0054C10-MGRbd1
GGGGACGGCTACCCGAAGAGNCAACAGTGCTGCGCCGGTCAACGTCATGGCCGCCCTGGT
TTGCGGGGCTGTTTTCTTCCCGGGAGTTTACTTTGGTCTCAGAAGGAGAGCTAGACAGAC
CTTCACGCACTGGACTGACGCCGATTTGGCCTGTGTCAGTGAGAGGCTGATGTCTGCCAT
CCACGCCTCTCTGTCCTCTGCAGCCGGTCTCACCGTGGCGTTGTCATGCAAAGATGTCAT
GATTGACAACCACTGGTTGGTCAACAACTTTGTCCTGTTTGGCGCTCCGTACATGGCCTT
TGACCTCTACGCCATGTACCTGAGCCACTTCCACACAGAGAGGGCGAGATTTTTGACCTG
TTCTCCCAGAGGGCCCTCGCTCCAGCCAATCAGGGCGTTCCTCACTAGAGACTGGCTCCT
GGTCCTTCATCACTTGGCCCTTCTCCTCGTTTTTATGCCCGTCACTTTGTTCTTCAGACG
AGGCTTAGGAGATTTCTTTGTGGGCTGTTTTTTAACCACAGAG
>McF0054C19-MGRbd1
CCCGGNCCTTATGGCCGGGGACTGGTAAGAGGGACCCATTGCAGCTCCAGAGAAGAGCTT
CTCGTTGAAAACATTTTGTAAAATAAGACAAAAATTTTTAGACGGTCTACATTTACGGTG
TTTGGAGGTTGGCGTTCTGGAAAATACGTTGAAGTCCACCTCCAATGACGACCAGACACG
TTGTTCCTGCACTTGTGCTATTGTTGCCCAGCATGGCAGCCTTTCAAGTCTACATTGTCT
TATTGCTGCTGTTGGTGGAAGCCTCAGGAACGGTGAAAAACTATTATGACATCCTGAAAG
TTGAGAAAACAGCAACCGAGAGCCAGATAAAAAAGGCTTTTCGCAGGCTGGCGCTAAGGT
TTCATCCAGACAAAAACAGGAGCGCTGATGCAGAGAAGGTCTTCAGGGAAATGGCTGAAG
CTTACTCGGTTCTCTCTGATAAGGAGAAAAGGAGGCAGTATGATAGTATGGGCCATGGCG
CTTTCCTAGAAAACGCTGACACAGACCAAGAACAGGACACAGGCTTCC
>McF0054C20-MGRbd1
TCATTATGGCCGGGGGCGGGAAAAAAGAGCGCACCACAAGAGCTGCACAAGCAGTGTTGG
AATACCAGCGATGGGAGCCACACGCGTGGTGTTTTGGAGCACCAGGACGGAGGCTGCACG
TGTGGTGTTTTGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAG
CAGCAGCAGCAGCAGCTGCAGCAGCAGCAGCAGCCGCAGCAGCGGTTGTGGTGCTTGAAG
CATGCCAGCCCCAGGAATTGGACATTGTAGAGTCTGGGCTCGGCCACATGACCAGGGACA
GCAAA
>McF0054C22-MGRbd1
CGCGTTAACCCGGGCATTATGGCCGGGGGTTTTTTACTTCCTGAAGAAGACACGTACAGG
TAACTGCTCTTCAGCCCGAACGAAACAGCTTATTGGCTGAGAATGATGTGCTAACCGACA
GAGCCAATCAGAATGGACACGTTTGATGACCCGAGCACACCCTCAGGAAAAAAACACAGT
CAGCTGCAGCTGCAGNTTGAAGCATTGTTTGTGGAAAAAACCCCCCCCCAGGCTGCAAAG
GATGATTACCGAATNCACTGTGAGGAGCTGGAAAAGCAGCTGATAGAACTTCAGCACCGC
AATGATGAGCTCACCAGGGTGGCAGAGGAATCCCGCGCTCTTAAAGATGAACTGGACGTC
CTGAGGAACTGCTCTTTTTTTTTGGGGGGGGTGGACCCCTCGCNNNAAACAAACAAGCGT
AAGTTGGAGAATCTTGGTGACCTAAAGAGGCAGATGAAACTGCTGGAAGAAAATAATATG
ACATACATGCAAAACACCGTCAGTCTGGAGGAGGAGCTTCGCAA
>McF0054C23-MGRbd1
TCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGAATGAAGGATCAACCAGCAGTGA
CGAATCTAGAAAGGCGGAAGCTGGAATCGGGAGTTCCCCTCGTAAAAGAAATCACCCTGA
GACATCGAAGGTCAATACCACACCAGGGGAGTGCAGGCTGAAGAAGTTGCAGGGGTTGGA
GAGGCCAAGACTAGGAGCTGTGTTCTGGCCTTACAGTTGGCGCTCTGAGCTCTGTACCTG
TACTAACTGTAAGAAAGCCTACGTGGCAGCAGAAGTGCAGTTTCTCATGGATCAGTCCGA
TACGATCCTAGCTTATGAAAAAAGAGGTTTGGATGAGCCGTTCGGGCAACACCCACTGAT



GGCTCTCCTGAGCTCTATGGACCGTGTGCAGCAACTGGAAGTCTTATACGGTATCAACGA
GCTGACGTCTTCCCTCAATGAATTTTTGGAACAGTGCGTTTCTGAAAGAAAGACAGTCAC
AGCGGAAGCAGTTCATGAGTTCTTCGCGGAGCTGCGAGCCAGAAAGAAGCGCAGGACTGA
CGGAGGATTTCAGTAACAAACAAGACCTTTAATGAATGTTTCGTTTAAAGAGACTATTTT
CTGGAAGAAAGTGAGTTTTTTGCTGCAACTACTATAATCTTAAATTTATAG
>McF0054D04-MGRbd1
GGGGCGCATGCGCAGTGACAGCGAGCAGCGGTCAGACCTGTCAAAACACACTCATCCCCC
TTCGTCGATGAGACTTGCGTGAACATTCACAGGTTGCGTTTCCAACACAAACGAAACGAA
AGCCGGCTCCTGCGTTTGATGTTGTGACGTAACAGTTCAAGTCGATAAGAATCAACACTA
TTTTTTCTGTAAAACGCGGGACTTTGATCTCATGTAGGCCTACATGAAACACCAACTTTT
AACGTTGAACTTGAAACCATGGAGTCATCCTCAGCACCAGAAAGGATGGTGCAGAGACTC
CTGTCTGTGCCTGGTGTTCGCAGTCTGGCCAGCAGCATACGGAGCTACTTTTTCTGTACT
GTGGGGTGGTTTTGGATCCCTGGATGAATGCCCTCATGGTGCCCGACATCCCATAAGCTG
CTGCAGGCTGCAGAGGAAAAGATGCTGCGATGTGTAAACACTTCTCTAACAAAACAATTC
ATCTGCATGTCCAATGGCGACCAGCTCTGGACCCTCAGTCTAGTCAGTGATGCTGTTAAG
GATAAAACCCCCATGGGTC
>McF0054D06-MGRbd1
NCCTTATGGCCGGGCTCCCATCGCAGCCGGAGACGCACCGGAGGCTCCACCCACTGTCTG
TGGTCGTCTGCACCCGACTGAGGCTGATCCGGTCGGATCAAAGCAGTTTCTATCTGACCA
ACACCACTTTCACGCAGGTCTACTGCACAGGACTGGACCAGCACTCCCGGATGAGCTACC
GGAAGCTGCCGCGGGTCCGACTCTTCCTGCAGTGGCTCCGGAGCCAGGATGACGGACAGG
TGCTGAGCAGGGCTCTGATTGGAGGCTTCTTCATCCACCCGCCCCCTCCCGTCTCCCTGG
AAACCTTCATGAAGGAAAGGAAAGGTGAGCTGAGTTTCCTGCGAGGGGCGGAGCTTCAGA
GAGAGCTGCAGAGTCTCTGTTTCCGGGAGCGCCGCTCCTTCTTTGTCCAGGCAACTGTTA
TCATGGTGACCTACAGCCTCAGAGGGGCGGTGAGGACCAGCACACATGGAAACCATGACA
ACCACACAGCTGCTCTGAGCTCCTAAGGAGAACATCGTTTCCATCCATAGAGGCCTTTCT
GAGCATGCTCAGTCGGACCCCTCGGCCTGCTGTTGTGGCTAACCTCCAATGAAATCTGAT
GTTGGTGTTTCCAGAGAAAAACTGCAGATGGTGTCACAGCAAAAAANNNNNNANNAAAAA
AAAAAAAA
>McF0054D10-MGRbd1
GGGTTGGTCCATTAGTACCCCTGTTATGGTGTTCATGCCTTGTCCCTCGCCATGCCACAC
TCAATTCAGATGCAGACGTCCTGCCAGCAGAAGTAACATCTCGCCTCTGATTCCAAAAAA
AGGGCGAAAAAAGCACCCTGCAGGCACAGCACATTTTCCTGTCCAAGAGGGAAAAGTAAA
GAGGGTGGCAAAACGCAAGGAGAAGAGATGAAAGGGGAAAAAAGGAAAGACTTGAAAAGC
AGCTGAGGACAGGAGGAATCAGAAGAGGAGCATGGACCACAGCCAGACACATTCGTCAGT
GTGGGTGTCCTCATTCGACCTCATAAAAAGAGGATGAAGGTCTGCAGGTTTCCTGTGCCG
GAGCCAAGTCTGGGAGTCACCGAGTGCAGCCTGGATCTGATCCAAGGCCGATCACAGATG
AACAACCACAGATTCAGCCAAGAAACTCATTAGTTAGTCTGATTTAATCATTTCTTTATG
CAATAAAATGTTAAAAGGATTCTTTAGAGTAAAAAAA
>McF0054D11-MGRbd1
GGGGGGCTCATTTCGGTTGGAAACTGCAGATCCGGTCCAAAGATGAGTTCAACGAATCAG
GAAAAATGTTACGACCCCAAAGACACCACGCTAAAATTTGTCAAAAGGCCTGATGATCTG
GATCCGCTGCCTAGAGAGGATGAAGATAAGTGTCTGCGCGCGGAGATGTCCTGCGGTCAC
GCGTTTTCCCCGGAGTCTCTCACTGGGTGGTGTCGCAGTCTGCTGGATCAGGGCCAGTAC
AAGTTCAAATGTCCCGCTTTAAAGGAGGGAACTCTGGTGAGGTGTGATGCTGTCTGGTCT
TACAAAGAGGTGCGGCGTCTGGCGGTGCTGACAGCTGAAGAGATGCAGTACTTTGAGGAG
ACTATGGCTCATATAGCTGCCGATAAAAACTGTGACTTCAAAGCTTGTCCTGGTTGTAAG
ACCTATGTTGAGAGGGAGGACCTGACGAATCTCTGTGTGCAGTGCACAGTGTGCAAGTCT
GACAAGAAGGTGGCGTTTCATTTCTGCTGGCA
>McF0054D18-MGRbd1
CCCGGNCCTTATGGCCGGGGATGGACTTTAAGCTGTTTCAGACTCTGCTGCAGAGAGCTG
GACAAACGCAGGGCGTCTCATATAGACCAAGCAGCAAGCAGGACACTCTCAGGTCTGTTA
GTCTTTGAAGTGCTGGATCCAGCGGAGCAGAGCTGCAACTTTAGCCAATATTTAAACTTA
AGGCCAATGGATTGATCCCTATCTCTTGACTCCTGTCCACGAGGTTGGTTGCAAGAATAA
TTTCCACCATTGGCCCCCAAACCTCCCCAGTTCTGGCTCTGTCCGGCCACAGACGGAGAA
GGAGGGACCTGTCGCTGCAAACAGCTGAACCTATCAGCCCCAACCTCAGAACCACCCGCC
GTGCCCTTTATGACATGGGTGCTCCGTTGTCCAGCATTGACTCCCCCCTCCTTAGGGTTA
AAAGGCTTGAGGAGGGGGATGAAGAAGATAAAAAGCTCCCCCCTTATGGGGC
>McF0054D19-MGRbd1
GTTAAACCCGGNCCTTATGGCCGGGGTGACTGACCTGTCGAGATGGTCCTGGCTGTGTGC
AGCAGAGTCCCTGCAGACTGACACAAGGACCCTCCGGCTCTCAGCAAACCTCTCAAAGCC
GACATGTCCGCAGGTTTCCTCTGAGCTCAGTGTGAGGTAACTGAAGTTCTGACTGAAGTG
GGCTCTCAAGCTGTTCTGCCGTGTGTGTGCAGCCCGCCACAGCCCAGTACATCTCTCATC
ATCTGGAGTAAAGACAAGGGAGGTACGATCTGGAGAAAGGAGAGGAGCGGTTTGCAGTAC



TGGGGCTCCAGCTTTGTAGGAAAAGCGGGTGCACGTGTGCAGTGCCCGCACGCTCAGTTT
GACAAAGGGTTTTGTTTTTCTGCGGGGGGGCGCAGTGACAGAGTCCAAAAAAAGACCCCA
CACTTGCAAGGTGCTTTATGGAAACAAGTTTGAAGAAAACCAAGTCTGGCTCAGAGTTGT
TCAAGTGT
>McF0054E08-MGRbd1
TCATCAACAAGCGCGGTATGGATGTGTGAAAAGAAATGGGAGATTGTCTGGAGGAGCAGA
AGTCTGTACCGGGTCAGGGTCTGGGCTTACTCCAAACCGTCAACATGGTAATCTGTTAAA
CGAACCCCCCACAGTGGACCACGAAACCTTCAAGGCCATCAAACCTGGGCTGTCTGCGTA
CGCTGATGATCCCGAGAAGTGTGCAGCAGGAATCCAAGAGCTTCTGCATGTGGCAAAGTC
CAGTGTCCCCCCTTCCATGTGGGCTAAAACTCCACTGGTCCTGAAGGCCACAGCCGGTCT
GAGGCTGCTGCCTGGAGAAAAAGCCAAGCAGCTGCTGGAGAAAGTAAGACAGNA
>McF0054E18-MGRbd1
ACCATGTGGTTCCACCGTAAGCTTCCACAACGTCCACTACAAAGTGCAGCTAAAGAGCGG
CCCTATTCGCCACAGAAAAATGAACCCCATGCAAATACTAATGGATCTCAATGGGATTAT
GAGACCTGGCTTGAATGCTATTCTTGGACCAACTGGAAGTGGAAAATCTTCGTTCCTGGA
T
>McF0054E19-MGRbd1
ACCCGGGCCTTATGGCCGGGGACGAAGATGGGAGTACCCAAATTTTACCGTTGGATCTCG
GAGCGCTACCCCTGTCTCAGTGAAGTTGTCAAGGAACATCAGATTCCAGAGTTCGACAAT
CTCTACCTGGATATGAATGGCATCATCCACCAGTGCTCCCACCCAAATGATGAGGACGTT
CACTTCCGCATCTCTGAGGAAAAGATTTTCGCTGACATTCCCCATTACTTGGAGGTGCTC
TTCAGAATCATCAAGCCTCGCAAGGTCTTCTTCATGGCAGTGGATGGTGTGGCACCCAGG
GCCAAGATGAACCAGCAGAGAGGACGCAGATTCAGGTCTGCCAAAGAAGCAGAGGATAAG
ATAAAATTTTCTTTGGATAAAGGAGAGGTGCTTCCTACAGAAGCTCGCTTCGACTCCAAC
TGTATCACTCCCGGCACTGACTTCATGGCGAGACTTCAAGAGCAGCTTAAGTACTTTGTC
CACAACAAGCTCTCCACTGACAAGCTCTGGCACAATGTCAAAGTCTACTTGTCTGGTCAC
GAGACACCGGGAGAGGGAGAACACAAAATCATGGAGTTTATTCGCTCTGAGAACTCCAA
>McF0054E20-MGRbd1
GGGGACCGTTGGGGGTCAGTGAAACTATGAGTTCCGTCTGGACCGGAGCATCAAAATCGA
AACTTTCAATGAGTTAAACTCTAGATAAATAGTTTGCCCCCCCTCGTCCACGTTTCTCCC
CGGCTTGTTTTAATTGACAGTCGGGACAATGAACGGCTCGTTGAACTCGCCCACCGACCC
GGTGAACATAACGCTGAAACGGCGACCGACAGGTCTGGGCTTCAACATCGTGGGAGGAGT
GGACCAGCGGGACGCCATGAATGACAGCGGCATCTACGTGTCCAAGATCAAAGAGGACGG
AGCGGCGGCGCTGGACGGAAGACTCCAGGAGGGAGACAAGATCCTCTCTATTTTCGGGAC
CAAGCTGGAGAACATGGCGCACCGACAGGTGGTGAACATTTTCAGGTGTGCGGGGAACCA
GGTGGAGCTGCACGTTTTGAAGAGGCCAAAAGAGGATTGGACCCGTCACAGACCTGCACC
TGCAGGATGGACGCCTTCGGCCCTGCCCGTCCTG
>McF0054F01-MGRbd1
ACCCGGNCCTTATGGCCGGGGGGGGGACTTCTCATGTCAAAACCCGACCCGGCTCTGGAG
CACAACCATGTTTGTTCTCCTAAATTCTTGGTCCTGGTTCTGCAGCGTGAAACCAGACTC
CTGCACACATGCAGGTTCTGTGTGAGCGGTTCCGTTAATGTCAGTCGGATGGAAACACAT
TCAGCCGGAGCGGATGTTCTGCTGACACTGGAGTCCCGGAAGAGACTGGCCAGAAAACAG
ACTATTGGTTGGGCTCAGAGAAGTCCTGGCGGGTCATCTGGTGCCGACAGTGGAACCGAG
CACTGCGTACCGGGGTTGCAGCACAGAGGTACTGAGGAGGAGAACCTTGAAGAACCACAG
ATCATTTCTACTACCTGTGAAGGTTCTCCACAGGTTCTGCTGGGTCACTCCTTCACGCCA
CGTATTTGTGGATTTGGAAAAGGCGCTGGATTGTGTCCCGGTCTCAGAACTGGACTCCAG
ACCGGTTCTGTTTATCATTTTTATGGACAGTTTTTTGGATGCAGCCTGGACCCAAGA
>McF0054F15-MGRbd1
TGGCCGGGGGCAGGACAAGAGAACTAACTCAGACCGTGTTCTTTGCAGAGGACGGAGAGC
TCGACGCTTGGGTTGAGTTGAGTTTGTAGCCCCCGATTCATCAGTTAAAGGAAAGATTAA
GGGCATCATGCAGTTTCAAAGGAGACACAGGAAGCTGGGCACCAACCCTCAGTCAGAGCT
GTACCTACAGCCTCTGCAGTTTTATGGGGAGCCTCCTCTGGAGAACATCTCTCTCGCAGA
ATTTGAGACATTTGCTGTGGAAAGATTAAAATTGCTAAAGACAGTTGAGAATTTGGGGGT
CAGCTATGTGAAACATAGTAGTCAGTACAAACTGAAGATGGATAATGAGCTGATGCTGCT
GCACTTTCCTTACAGACCAGATACTAAACCCTTGACTGGACCGAGCGAATTTGAGAAACG
ACGGAAGGACCACATCTCACACTTTATTCTCAGACTAGCTTACTGCCAGACGGAAGATCT
GAGGCGCTGGTTTATACAGCAGGAAGTGGATCTTTTTCGCTACCGCTTTACTGATCTACC
GCCACAACAAAAGCTTGAA
>McF0054F17-MGRbd1
GGGGACACCTACGGGTCAAGTTAAGCGCGCAGTTGTGTTTTTACGATTGATAAAATGTAT
TTTAAGGCAAAGTAATAGTTTTTCGGTTGTTTTAAGATCACCCCTTAAGCCAGGCAGAAT
GACGAAGTGCTGAAAAAAGAAACGATTAACCAACAACTTATCTGTCAGGGCTATTATTTA
TTAAGAGCAATTCTTGTCTGTATTTTATGTAACATTTAAATAAGATCGTACCTTCATTTC
TGGAAACATGTTAACGACTGTTACTCGTGAATTAAGGTTAATAGAGTGAGTGTAGACGTA



CAGTGCGTTACGGTTGATCCAGGAATGGACGATGACGCGCCAGATGAGGCTCTGGCTGAC
ATCAAAGGAAGGCAGATCGGAGGATGGGGTGTCGCTCAGATAGCCGTTGGCACTGGGTTG
ACTGTTTATGCCATGTGGGTTGGAATCCTTCAGCCAGGTTTCCGAAAAGTACCCCTAAAA
CTGCAGGTTCCCTACATTCCTGCCAGCAAAACCCAAGTGCAGAATGTGATGACGTTGCTG
AGAGGTCGAAAAGGAAACCTT
>McF0054G02-MGRbd1
TTTAAACCCGGNCCTTATGGCCGGGGGATTCGCGCCCTATTCTTTTCTGAGACACCGCCT
TGATGGAGACGCTGTCATGCGCACTAACACAGCACCTGGCGTCAAGCGTTAATGAGCTCT
CGACACCAAGTGCGCCCCCGAAAAACGCTAACAACCCAGCCGTAAGCATGCTAACAGCGG
TACGGTTCATGGTGTCCAAACTTTTGTTTGCGATGAGCAGAGCACTTGATGTGGATGGTG
AGAGCATTTTCGCCGATGGCCCAGACGCAGGAGACATACGCCACCTGCAGGGCAACGTGG
TAACGCAGCTGAGGGTGGACCATGGGATGATAGACGACACCATCTACTTTACAAGTAAAG
AGGTGTTGGTTTTTTTTTCACTGGGGGAAGGAGATCTTGTAAACTGCATAAACATACGAT
GTGGTGCTGAAGAGGGGTGGAAAGCTGTAAGGGTGGAGAAGTGTGTAGATGGCTGGGAGG
ATGATGGAAGAGGCTGCTCAGAGGCCGACACAATGCAACTACAACCGCTCATTGGAACCG
TTACATCATTTG
>McF0054G07-MGRbd1
CGGGCATTATGGCCGGGGACATTGGGATCTATCAGCTGCAGCGCAGTGAGAAACTCCTGG
GAGAGCGGGTGGAAAAACTGGGAAGGGAAGCTGACAGGTGCAAGGAAGAAACAAGAAATC
TGCTTCGCGAAGGAAAAAAGTCTCAGGCTCTCAGGTGTTTGAGAAGCCAGAAGAGGATCG
AAAAGAGGGCAAACAACTTGTTTGCCAAAATGGAGAGCATCAGAGGAATCCTGGACCGAA
TAGCTATGTCACAGACTGATAAAATGGTGATGCAGGCATATCAGACGGGAGTGGCTGCCT
TAAGGCTGTCTCTAAAGGATGTTTCTGTGGAGTGTGCAGAGAGTCTGGTGGATCAAATTC
AGGAGCTGTGCGACACACAAGATGAAGTCAATCGAACCATTTCCAGTGGTGTGAATCCTG
CAGATGAAGACATGGATGGTTTGGAGGAAGAACTGAAGTCTTTGCTAGAGGAGGGAAATC
CAGACTCGGCCCCAGTTCCAGCAGACGGTGTCAGTTTCAGCGAGCAGATCCTGAGCGTTC
TGCCAGATGTTCCTCGCAGTCCCCTAAATGTTGTCTCTGATGGGTTGGAGGCAAAGCTGG
AGCAATTAAAGCTGTCAGA
>McF0054G08-MGRbd1
GGGTGGAAGCGGAGCTCCTTCAGCCGGTCCGATTCCCGCCCGGTTTCAGCCACGGGATTA
ACCCGCGGTTGCTAAGAGATGACGGTCTGTGACATCGGGGGGGTTTTAACCCCCAGAGCA
GCTTGAAGCCCCGCCCCCTTCCTATCTAAACCTCATGTGCAGCCTGCAGGACACGCTCCT
CCATTCCAACTCTTGAGGACCCGATGTCTGCTTTTACTTCACACGCCAGCGTAAGCGCCG
CCGCCGGACGTCAGACTCAACGGCGGCGGCGGGAAAGCGGCGAGAAAATGCTACAGATCG
TCCGGGAAAAAAGCGTCAGCGGAGACCTGGGGCAGGACGCCATCCTGGAGAATATCCCGG
AGTTTTTCCAGATGTGCGACCTGGAGAACAAGGGCTTCATCAACCGACGGGACATGCAGA
GGCTGAACGGTGAGCTTCCTCTCAGCGAGAACGAGCTGGAGAACGTTTTTGACTGCCTGG
ATTCTGACAGCAACGGCTTCCTAACGCTGGAGGAGTTCTCTTCAGGCTTCAGTGCATTCT
TGCATGGTCAGAGCGTAGACCCAAGCACGAAGGATGGAAACCCCTGTAAGATCCTACCAG
AAGTGTGGGAGGAA
>McF0054G09-MGRbd1
CCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGGGGGTCATTCTAACAAACGG
CATGGGCTTAGGGGAAAGTACGACCAGAAAAGTGTCTTATGGCGTGGATGAGGAGGACAG
AGTCCGGATCCTTCGCGGAGTAAAGCTGTCAGAAGATGTTCTTCAGAGGATGCGAGGAGT
AGCCAACATCAGTCAATCATCACTGTCCTCAGGCCCTCAAAAAGACAAAGGTTCCTCTCC
TGGCTCTAGCTCTGCCTCTCAGTCCAGGCAGAAGCCAGAGCCCCGAGCGCCGTCCAGCAA
ACCAGCGTCCACTGCTAAAGAAGATCAGAGAAGGTTTGAACGGCAGCAGGCGATACTGAA
GGAGGAGCTGGCCAAGATTACCCAGAGAGAAAAGGAGCTGGCAGACGAGAAGACCAAAGC
CTCCATCCAGGAACGACAACACGCCCGCCAGGAGTCTGAGAAGACTAAACAACTGGCTCT
GCAGCTGCAAAAGAAAGACCTGCAGCTGAAAGCTCTGGAAGCCTTCTACCAGGAGCAGCT
GGCACAGCTGGAGAAGAAGAACTTGGAGAGATATGCAGAAAGCAAAGAGCAGTTCCACCA
AGCTGCCTCCAAAACAGAAGCCAACATCAGGTCTTGCAGTACAGCTCCAGTGTGTTCTGG
CCTGC
>McF0054G11-MGRbd1
CAGCGCGCGTTTAACCCGGGCATTATGGCCGGGGGGTGGAGGATCGGCACTGGACTTGCT
GCGGGCGGGGCCCTTTGACGAGTCTCAGATCGCCACCATGCTGAAGGAGATCCTGAAGGG
TCTGGACTACCTGCACTCGGAGAAGAAGATCCACAGAGACATCAAAGCTGCAAACGTCCT
GCTGTCCGAACACGGTCAGGTGAAGCTGGCGGACTTCGGCGTGGCGGGTCAGCTGACCGA
CACGCAGATCAAGAGGGAAACCTTCGTGGGAACGCCGTTCTGGATGGCGCCTGAAGTCAT
CCAGCAGTCGGCCTACGACTCAAAGGCAGACATTTGGTCTTTGGGCATCACGGCCATCGA
GCTCGCCAAAGGGGAACCGCCAAACTCAGACATGCATCCCATGCGCGTCCTCTTCCACAT
CCCCAAGTCTCCTCCTCCCACGCTGAGCGGAGACTTCTCCAAGAGCTTCAAAGAGTTCAC
CGAGGCGTGCCTCAACAAAGACCCGGCCTTTCGGCCGACCGCCAAAGAGCTGCTGAAGCA
CAAGTTCATCACCAAGAACTGTAAAAAGACGTCTTACCTGAGCGAGCTGATCGACAGGTA



CAGGAGGTGGAAGGAGGAAGGTCACAGCGGCAGCAGCTCCGACGACTCAGACAGTGAGTC
CAGC
>McF0054G13-MGRbd1
GGGTCAGCTTGGCTCAATATGGGAAACAAATACAGGCCTAACAACTAGCTAGAAGACCAT
CATTGATTCCCTCCATAGTTTGGGTAAGCCACAAAAGTTCGTGGCTAAGGAGGCTGGCTG
TTCACAGAGTGCTGTGTCCAAGCAGATCAACGGAAAGTCTAATGGAAGGGAAACATGTGG
CAGGAAAAGATGCAGCAGCAAAAGAGACGCGTGGGGGCTTCAGCAGATTATCAAAAAGAC
AAGACTGAGCCTGGGCCAACGGAGGAAATGTCTCAACTGGGTCAGGCAAAGAAGGACTGG
ACTGCTGGCCAGTGGTCTAAGCTCCAAAGTAAAGTGTGCCTTTCATTTGGGAATCAGGCT
TTGGAGGGAAACCGGTGAGAAGCAGAACCTAAGATGCTGGAGGTCCAGTGTGAAATCGTC
ACAGTCAATCATGATTTGGGCTGCAATGTCCAGTGTTGGTAAACTCTGCTTCCTTCAATC
CAAAATCCCTGCAAAGTCTAACAGAATGTTCTAGAGGACTCCATGATTCCTTCTGAAGAG
GATCTGGATGGAG
>McF0054G24-MGRbd1
GGGGACATTCAGGCTGGCTCTGTGGTTGTTCCAGGTGCAGCAGAGGGGACCGAGTCTCTT
GAAGTCAGCGTCACGCCGCAGAGCCCGTTCTCCAGCAGCATCAGCGAGATGATCACCACC
TTCAGCATGTCGGTCTACAAGGTCGGACTGAAGACAAACCCCAACGAGCAGGACCCCCGG
GTCCCGGTGTTGAGCTGGTCCTCCTGCGCATACACCATCCAGAGCATCGAGCGTCTCCTG
ATGGATGAAGACAAGCCGCTGTTTGGAAGTTTACCCTGCAGACAGGACGACTGTCTGAGC
GCTCTGACCCGCTTCAGTTCAGCCTGCTGGACCTCCGTTCCGGCAAGAACTGTTTACGCT
CAGCTGAGCCGACTTCTCACAGTTCTGCTCTCGGATCCCCCGCTGGAAAACACCCCATGC
GTCCTTCACATGGATATGTTCCACCTGCTGGTATACAGCGTGCTGTCCTACAACTCACTC
CACAGCAGGGAGCAATCAGGACAGACCTCTGTGGATTCCAGTCATGTCCACCTACTTCAC
CTGATCACCGTGGCTCATATGGTTCAGATCCTGCTCACCTCCGTCACAGAGGAGGCGGCT
ATGGATCA
>McF0054H09-MGRbd1
ACCCGGNCATTATGGCCGGGGGAGACGGCAAGTTTTTCTCCAACAGACTGGCGGGCAGTT
CGACAGACTTCGGCTTCAGTCGTGTATTTCCGTATGGGTGGAACAAATGTTCAATCAGCT
GATCTGATTTTCGTTGGAAATTACGTCAACTTGAGAAATCCAGTCTTTCGACTCTTTTGT
TTGTTGTTGTTGAAAATTTCGACGCAGATAATACATCACAGGACGGTTCTGCAGAGAACA
GTTTTAACACCAGAGCAGATTTTGGTGCAGAAGAATGGATGGAGAAACGGACAGTGATGG
GCCCAGGGAAAATCAAGGACAAGAAAAAGGCATTCCGATGGAGAAACTGGATGGCACCAA
GAAACTATTTTCGGTAAACCTGATGCCGAACTGCGCAGGTTAGACTCCTCTGATCATCTC
TCTGCTTGTGCAGTTCACATGTTTTCAGATGAATGGACAATGAGACAGGAGGAAGAGATT
AATACTAGCTCCCTGCTGGAGAACTGGCCGTTTCTTAATTGCCACAGCACTATGGCAGAA
GGTCACACGGATGCAACTGAAA
>McF0054H16-MGRbd1
GGGGTTCGTTTGTGTAGTTTGATGGGATCAAATATCTATTGTCAGAGGCTACGTTCACTT
TCTGCTTCAACGAAGATCTACAACTTCAGAGGGTGAAACACCTTTCGTGGTGTGATGCAA
AAGCTCGAGTCAGACGGAGAAGAAGAAAGCGCGCCGCATCAGTTGGTTTTCTTTGACTTG
GAGACAACTGGACTAGGTCCAAACTGTGAAATCATCCAGCTGGCTGCAGTGAGCGGAGGT
CACTCCCTGAACCTGTATGTGGTCCCATGCGCTCGAATTGAGCACAGAGCAGCCAAAGTG
ACGGGCTTTAAGGTCTGCAGACACCGACTGTACCACCATCGCCAGCCTCTCTTCACCAAC
ACCCTCAGGGAGATCCTGGTCTCTTTCATCGCTTTCCTTCAAATGTTTAAACGCCCATTT
CTTGTTGGCCACAATATTCGTCACTTCGACTGCCCCCTGCTGGTCAGAGCGCTCGACCGG
CTGGAGCTGCTTGAACAGTTCCGGTCTTCCGTCTCGGCCTGTGTGGACACTCTGCCGCTG
GCCCGGGAGGTGCTGAACGGCCGCAACCTTCGGAGCTTTCGCCAGGAGAACTTGGTCAGA
GAGCTGCTGGGGGTG
>McF0054H21-MGRbd1
TAAAACCCGGGCATTATGGCCGGGGGCTGCAGCCAGGCTCCCCGCGTCACTGTCACGATG
AAGCTGACCCAGGGCTGCAGTGCTTTGTTGGTCCTCCTCACGCTCCACTTCTGTCATGGG
GGCAACATCCTGGGCATTCCTGCAGAGGGCAGCCACTGGATCAACATGGACATCCTACTT
CAAGCTTTACACTCCAGAGGACAGTTGTTGACTGTTGTCCGTTCCAGCAAAAGCTGATGA
AGGTGACCATGAGCTGCAGTGCTTTGCTGCTGCTTTTTACTTTTAGTTTCTGCCATGGAG
GCAACATCTTTGTCTTTCCTGCAGAAGGCAGCCACTGGATCAACATGGACATCCTACTTC
AGGCTTTACACTCCAGAGGACACAATATTACTATCCTCCGTTCCACCAGGAGCTGGTACA
TTAAGGCAAATGCTTCCTATTACAATGCCTTATCAATGCCTGTTGAGAAAAGTATTGATG
AAAAGTTTATCACAAACCTGATGAAAGCGGGTGTACAGTTCATCATGGGAACGACCCCCT
GGACAAGTTCTATAAACATTTTCATAAAGATGCTGGACATTATAACATATTTACACTCAG
CTGTATGTGAATTAGTGTCAGCTG
>McF0054H24-MGRbd1
CGCGTTAAACCCGGNCATTATGGCCGGGGGCTGTCAGTAAATATACGAATGACGGAAAAG
TGGCATTCGGTGGTAATTTCAACAAAAATATATTCACAGAGAAATTCTGACAGCTCGACT
TTTTACCGAGCTATAGGCTGATTTGGCAAAGTTGATGTCATCCCTACTCGTGCGTTTGGT



GCCAGTTTAGTCTCAGGAGTGGCTTGTGGTTGATGTCACACGCACACCCTTTAAAAAAAG
TGGATTATAAGAAGAACCGAAATAAAACATGTCAGAGCTGAATAAAGAGGTGGTGGACTT
GGTCTGGGGGAGGACTTCTGATGGAGGTGTGTCAGCCTCAATCTTTCGAAGATGGACCCA
AGGGTTTGTTTTTATTTTGTATGACGGGGGGCGCTGGAGCAGTTTGAAGGAGGACCATGT
GCTGTAATTGCACCTGTCCAGGCTTTTCTTTTGAAGAATATACTTTTTAACAGAGAAAGC
TCCAACTGGAGACAACTACCAGAGGAAGAACAGAAAACAGCCCTGTGTTCTACG
>McF0054I05-MGRbd1
TTGAGCGCCCGTTTAACCCGGGCCTTATGGCCGGGGTGTGGGGGGGTGTAATTAAACTAG
ATGATGTCGAGGTTCCAGGGAAAGATCAGTAAAGGTTTTTGGAATGTTGAAGGATTGCTA
CTTTCTGGGAAGTACATTAAATGTGGCATTTGACACGAGTTAGGTCAAGCGAGGTTGGAG
GAAGATGATTAATACGAAGGAACTAGAAATGTTGGTTTTGAATGAAGGATTTGAATAAAT
AGTTTTGCTGTTCCGGTAACGGCCTGCACCATAACTATTCATTTAGTCCTAATGCGCTGG
GATAGAACTAAGATGGTAATGTGGAAGTTGGAAAGTTAAACTTTTTAGATCCAAGGGGCT
GTTGAAGTGAGGCGTTGAGACACAGAATTTGTCATTTCCGACTGAAAGCGCTGGCAGCTT
CGCTTGCTCCTGACCTCCAGCAACATTCCTTGTTCCGTGCTGAGGTGCCAAACCAAATAG
TAACACATTGTGTTTGTTGTTTTCATCACTGTTGAGCACAAAAGCATTGTGTTTGGAGGC
TGCCACCGACCTCTGCAAATGCTCTCATCCTTATGCCGTCATCTTA
>McF0054I06-MGRbd1
GGGATCATCTTTTGCTCTGAGGCTTTCTTGGATTGTTCAGCTGCTTGGATGCTGTGCTTC
TTTTCCTTATCACCGGTATGATCCAATGATTGTTGCAACAAAAAACCTTCTTTTAAAAGA
TCCAGAACTCCAGCAGCACAGGTATGAGCCTCAAGGGTTCATCTTGACCTATGACCCTGA
TGCTCATTCCAAAGTACCAGACGTGGACTTCCCCTGGACCTGGAGTTACTCTCACTATGT
GGAGAATAAAACCAGCTTTGCAGCACAGCCTGATCAAGCACTCAGCCCTGACAGTGTGGA
GGAGGGTCCAACCAACCTCCGGCCTGACTCCCCCGGAGGAGTTCTGTATGATGGTGCCCC
AGAACTGGTGTCGCAGAGGAACTTTCCCTCCTCAGTAGGGACCTGATGGAGGCCCGGCAG
ATGCCCCTCTTTCAGGCCTGGAACAATGGAGAGGTGCCTGTGGACTTGCCGGCCCCCCCT
GTTCACCCCTTATCTCACCTGTTCCAGTTTGGGAGCGGCTTCCAACGAGCAAAGGACTTC
AGTTCTGATTTGAAATATTCCCAGGACACTTTTCCAGATGTTCCTGAGGTCCCCCCCCTG
TGCAAC
>McF0054I10-MGRbd1
CGCGTTAACCCGGNCATTATGGCCGGGGGATGATGGGTAGAGTGAGTGAGAGGAAGAAGA
ATGAGAGACAGGCACACCTTGTGGAAACTATCAAAATAATAGAAGAAAAGCAGAGGGAAC
GTCAAGAATGGGGTTTGTGCAATACTTTGTGGCTCTTTGGTTGCTGGGTGCAGAGTTGGT
TCTCACCTTTCCCATGGACACAAGTGGGGTGGACAATCAGGGGTGCATGATGTGCTCTCC
AGGGACGTTTCAGAAGTCTTGTGCAGAGTGTAAGCCTTGTCCTCCCGGCAGCTACACTTC
AAATCGGAACCATGAAGACAGTTGTCATCCCTGCTTCAGAGATTGCTCACCAAGATACCA
CCTGAAAGTGGTTGATTTCTGCACAAGGACTTCCGATCTGAAGTGTGAATGTGAGCCTGG
TTACAGGTGCATTGAGAAGGTGCCGCACTCTGAAAACTGCAGACAATGTCAAATAATAAT
TGTCGCGACGACTCCAGGCAAACTGAAGCAGGTGCCTTTCCCTGGNTTCTCCAGTCAGAC
CAAACCCTGCCAGTCACCCAACTGTGGCCTTCAAGCAATCACAACAGCGCGTACCAAAAT
A
>McF0054I11-MGRbd1
GGGCCTTATGGCCGGGGACTCTGATGCTGCTTTCATAGTGACTGTATAGAGATAGCTCAA
TGCGACGGGGACCGAGAGAAACCCCCAACACAGCCTGACATCCCAGAGTGACGCTTTAGA
GGCAGCAGACCTGCGGAGACCCACCTGGATCATCCGGGATCTGCTTTTCTTTGTGCGCCT
TTCTCGCTTTTTCCTGGGGGTTGAACCTCATGCGTCGTGAACACTCTGTTCACTGTAAGC
TTTGGGATCCTCTTCAGGCACCTTTGAGGTTCATGACTCTTTCACCTGTTTCAACCAAAC
TCTTGAGAAGCAAGTAGCGGCAGAACGTGCAGCAGTGAACGCGCAATTTTTACGCAAAGA
ACAGAAACCACTGAGGAACATGGACAACAGTCCTGGTGGAGGTGTTATCTTGTACGCCGG
CTCATCTGGAAGTGCCAGTCCGAGTCCTGGCAGCCCCTCAAGTGGATACCAGACCCAGTC
GCCGTCCTCCCACTCGCAGCCCTCATCTCCAGAGGGTGTTGCCTTTCAGGAGATCGGAGC
CCTGAAACATAGCGGCGAACATCAGGGAGGATCCATCTCCCCAAAAATGGTTTTTCAGTT
TCCTGAAGTAAGCAGTGCTCAAGTTGCTCAGATAACAACGGTATCATCGTCAACCTACAA
CCACCCAACAGCGGCTAAA
>McF0054I12-MGRbd1
CCCGGGCATTATGGCCGGGGGTTGTGGTTTTGGTTTCATAGCTGACTTGTGTTTTTTCTT
TATTCCTTTTTTCATCTCTGCAGTTTTAATATGGGAGATGAATGGGAGGAGGAGGAGCAG
CTCGTCGTTGTGGAGCTGTCTGGGATAATCGACAATGAACTTCTAACAAAGAATCGTGGC
ACCTGCAAAATACTGGATATAGATAGTGAGAAGCCTATGATGCAGATTGGACACTATGTG
TTTGCTGGGAAATATGAAGATGCTTTGGGGACATGTGTGCTTTTTGAGGAAGTACCACAA
AAAGAAAATTCCAGCAAAGCTCCTGACCTAAAATACATGTGCCAAACTGTGAAGAAACTA
ACCATGGAGCGTATTTTTCTCATGGAAAAGAAAGAGGGGGAAACTAACACAGGAAGTGAT
GCTGATGGTGAACAGAAAGACACAAACTGTCAGTCTATTCAAGAGCAAGATAAAAACCTG
CAAAAATTGACACAAGACAACATGGACACTGCTTAAAAATGAAAGCACCGTATATATGCA



CCATAAATT
>McF0054I17-MGRbd1
CCGCCGTTAACCCGGGCATTATGGCCGGGGGCACTAACAGGATAAAAGCTCATACGTCGC
GAAATAGATATATTTTTTTAAAGTCTAAACTGAAAGCGGAATGGAAAAGCCGTACCTGGT
CACATGTACTGCCCCCGTGAACATAGCTGTCATTAAATACTGGGGGAAAAGGAACGAAGA
ATTGATTCTGCCAATCAACTCATCTCTGAGCGTGACGTTGCATCAAGACCAGTTAAAAAC
AACAACAACAGTTGCAACCAGCAGATCGTTTAAGGAGGATCGAATATGGCTGAATGGCAA
AGAGGAGGACATCACCCATCCAAGACTTCAGTCGTGTCTCAGAGAAATTCGAAGATTGGC
ACGAAAGAGGCACAATGACGGATACGCTACTTCCACTGAGTTGACTGGTCTTTCTCAAAA
AGTCCACATTTGCTCTGTAAACAATTTTCCCACCGCTGCTGGACTCGCCTCGTCTGCTGC
AGGCTTTGCCTGTCTAGTTTACAGTCTCGCTCAGGCATTTGGTGTAGAAGGAGAGCTGTC
TGGTGTCGCTCGTCAAGGTTCTGGCAGCGCCT
>McF0054I18-MGRbd1
ACCCGGGCATTATGGCCGGGGAAAGAGGAGCACATTTTAACGGGGAAGATAAGTAAAGAA
GGGTTTTTTCTGCCATCAAAGGATTCCTCTAAAAAAATTACTCATGAACTGTTATGGCTT
CTGAGAGCAGTGAGTCAAATCAATGCTACCACAATGAAAGTATCACCTTCTTTTATGCCA
ACGTCAACAAGACCATCAATGAAAACTGGACGCCGCGGGACATTACAGTCATCGCCCTGG
GCTTGACCGTATGCGTCATTGTACTCCTGGCCAACCTGATGGTGATGGTGGCCATCTTCA
AGAACCAACGTTTCCACTTCCCCATCTACTATCTCCTGGGGAACATGGCCGCAGCAGACC
TTTTTGCCGGCATGGCTTATGCCAATCTGATGTTGAACACGGGTCCCTGGACCGCGGAGC
TCTCCAAGAAGCAGTGGTATATTCGTGGAGCTTTGATCGACATCAGCCTGACTGCTTCTG
TAGCCAACCTTCTAGCGGTGGCTGTGGAGCGCCACCAGACCATCCTCACTATGCAGCTGC
ACAGCAACATGACCAAGCGGCGTGTGGTGCTGCTCATAGTCTGCATCTGGGCAGCGGCGA
TCCTCATGGGTCTGGT
>McF0054I20-MGRbd1
GGGACTGATCTTTCTCCTCTGGCCTCCCTAAAGCAGCTCCTGTGGCTGAAGGAAACAAAA
TTCAGTCGCGGCATTGTTTTCAAACTAGCTGCTTTGGAAATCTGCTTACTCTGGAGCTGA
GAGGAAACCATTGGGAAACCACTGATGGCCTCAACCTTCCAAATCTGCAACGATTATATC
TGGCTGATAATGGGATCAAGCATCTTGAAGGTCTAGACAAGTTAGAGTCTCTCGCCATCC
TTCATATTCGAGATAATAAATTAGAAACTCTAGAAGGCCTCAGTCCCAACATGAAGTGTC
TTCAGTATCTAAATGTCAGAGGCAATTTAATTGCAGAGGAAAAAGCTTTGCATAGCATTG
GCCTTGTGGCAAAAAGCCTGCAAGCATTGGTTCTTTCTGAGAACCCGCTGGTGGCAACAG
CAGACTATCGCCCCAATGTGTTGACACTTTTACCGCAGCTGAAAAGACTCGACAAGGAGC
CTGTGACACCTGCGGAGAGGGGTGACAATCAAATGAGAATCAGAGAA
>McF0054I23-MGRbd1
GGGAGCCGATTGATGAGGTCTTTGGAGTTTCACTGTTTCATATAAAACCTGTGTGTTTCT
GAGCGTCAGAGGAGCATTTCTGATCGATATCATGTCCGGCTGTAATCTATGTGCGTAAAA
GAAGCAACTTTTATTTTTTTTTTAATTTTTAAGACGTGTTCTTTATGAGAGCCACATGCA
ATTTCTTCAGTCTGGAGAGTTAAGGAATGGAAAAACATGGGCTTCAACAAAGGCTTCCTG
CTGCAGGTAGCTAGCTATGCGTAGCTAAGTTTAGTTTCTACTTTTTATTTTTTTCTCCGA
AACGTTTGGTCAGAACCTGTAAGAACTTCGAGACCATCCTGAGGGGCAGCAATGGGGGAA
CGGAGGACACGCTCTTTCCACGTGGCGTGCCACATGCAACGAGACCGCGACAGGAGGATG
AGGAGCTCGTTTATACACTGCAGTCCTAACGGATGCGCCACCACGAGCCTCAGCCTCAGC
CTGGACCATGACATGGACCTTGCAGCT
>McF0054J05-MGRbd1
CGCGCTTAACCCGGGCCTTATGGCCGGGGGCGCCTGCGCATTTTGAAGCCTTCAGGTTTG
TCTTGTCAAAATTTTGCAGAGCTGTTGAGACACGATGACCACAGAACCTGCAAGCATCGA
GAACATGCATGTTCTGCACCACAGTAAAGATTTTCTTGTATTAGACAAACACTGGGACAT
TCGCATAGACAGTAAGATGTGGTATGAGAAACTGACAGTGCAGGCACAACTTCAGCACCA
CTTTCCTGATCTGGCCGACCCCAGCACTTACTATGGATTCAGGTTCTGTCATCAGTTGGA
TTTCTCCACCAGTGGGGCTCTTTGTTGCACTTAATAAGGCTGCTGCTGGTCGAGCTTATC
GCTGTTTTAAAGATCGGACTGTCACCAAAGCCTACCTCGCTCTGGTCCGTGGGACGGTAG
AAGAAACCACACAAACTATACGCTTCTCAATTGGCAAAAATAGCACAGAAGGAAAAAAGC
ATATGATGCTTATTGAGGGATCTGAAGGCTGTGAGAATCCTAAACCATCGGAAACAAAGC
TTACAGTCTTGGAGTATGGGTTGTATGATGGAGATCCTG
>McF0054J06-MGRbd1
GAGCGGCCGTTAAACCCGGGCATTATGGCCGGGGGGGGGGGGGGGGCTTCTTTTTGGAGA
TTACCTGGAATTCAATTACAGGTTTGGCGAGAAAAAACCAACCAACAAACCATTTGGAGG
TTAAATGAGCCTTGAAAAATGAAATACCAAGAGGGGGGGGGGGCATACAAAGAAGCTGGT
GAAACTGGGATTGAAGGGTAAAAATTGCTGCTTGGGAATTTATGGGGCAAAAGAGGTATT
GGTAGCCCAACAAGAAGATAGATTTTTGGTGAACTGGATGTTAATTTGGGAATGAATGGT
AGGTTTTATGAAGCACTCAGGGGTGGCTTTCTTGCAAACTGGTGGGAAGCTTTATGTGCC
TTCTGCCCTGCTGGACCCTTTGAAGCAAATTGATTCACTTTACCAAATAAAATGGATCCC
TGCTGGTGAAACCCGTTNNAAAAAAAAAAAAAAAAAAAAAAAAAAACA



>McF0054J12-MGRbd1
CGGGGGTCGGGTCACCTGGGGGGTATTCCAGAAAGCAGGTTATGCTAGCTCCCACGACCT
GGAGGCGACCTGCAGATCCGGAATCGAGTTGCCCCCGCTTCCAGTTTCTGATTTCTCGTC
TTCGGCGGATTTTTGCTGCTCGGCTAAACTCGGATCCAACACGCCGCTATGGTCAGGTGC
CTCTATGATGTCATCAGGGAGGACCATCTTCACCTGTGGCTACAGGAGCGTCTTGATTCA
GGACGGGAGGCCCCGCCTCTCCGTCCCACCCTCTAGCGATGACCAGCAGTTTGGCCATCT
TCATGAGCGTTTTCTTCTTGAACCGTCGGCCCGGTCTGTGCTTCTGCTGCTGCATCAACT
CATTCAGAACCAACTGAAGGGCCTTCTGCTCCTTCTTCTCTGAGTTCCTGGTGTCGTCCT
CATTGGACGCTCTCTCTGTGGGGGTCTGCTCCTGAGGAGGGTGGGGGGCTTCCCCCTCTG
GCTGTGTGAGGTTTGGATCCATGCCAGGTTCATAGTGATGATCCAGAACTTCAGGAGCTT
CTTCAGGACCATCAGAG
>McF0054J14-MGRbd1
GGGGAGACATATCTAAGAGGATTGCGGTGTGCCTTTTTCCCGGATGCTCAAATCATTTTA
TTATTATTTTTTTAATTACCTCTCCGGCCGAAGTGGAAGAGACAAAAGAAAACGTAGCAT
ACAAAGGTGTTGTTGAGAGGCTAACGCTCGGCATTACTCGAATTCTCGAGAGCATGCCAG
GTGTGGTGGATGTGCGCTTTGCAGAGAGGGATCCTGCTGACAAGAGGAGTCTGCTGTCAT
GGGAGCAGAAGAACAGCTGTATTTTACCAGAGGACCTGCGGGACTTTTACTTAACAACCG
ATGGATTCACATTAACATGGAGTGTTAAACTTGACAATGAGTGTGTTCCCTTGGGGTGCA
TGGTGATCAACAGTGTGACCAGGCTTTGTTCACTGCTGCAGCCGGTATCGGTCTTCTCTC
TTCCCAATGCACCCTCACTGGCTGACCTGGACTGGGAGGACGGCAGCACAGAAAGAGGAC
TCGATCACGCTCCCACTGCACCTCATTTTGATGCCCGGAGCCGCATCTTTGAGCTGGATT
CTTGTGGCGGGAATGGAAAAGT
>McF0054J18-MGRbd1
CCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGCAGAAACGACGATGTGGAAGC
AAAAGGAGCGCGGGTTCTCTTATTTTTTTAGAAAAAATGTCCTGGAAGTTCAGTCGATCA
AGACTTGGAAGCAAGAAAAACATCCATAAGCGGAGAAAAAGATGAATTTACGACGTCTGT
GGGATTTTGGCTTCTTGGAGCCAGCGGGTACTTCCTGTTTGGAACGCCAGGGGGGAGGAG
TCCCTGAGCAGTGGTCATTTACGATGGTCTCCAAAATAAGGGGGTTTAGATTTAAACCAT
TGAGAGTTTCAGAAGAATCCTAATCAGCGTTGAGGGCCGCCGTTGGCTGAGCTCCGGCTT
CTCTGTCAGACGCGCATTCCAATAAAATTCCAAACTATTNAAAAAAAAAAAAAAAAAAAA
AAAAAAAACAT
>McF0054K03-MGRbd1
GNCCTTATGGCCGGAGGAGGCGGGAAACACCTTCAGACGCGATGACCGCCAGTTTCCCGA
ACATGGCGTCTGTCGGAGACATCGACCCGCTCAGCGCGTCCATCCCGGCCACCAAAGTTG
AAATCACGGTGTCCTGCAGAAACCTGTTGGACATGGACACCTTCTCCAAATCAGACCCAA
TTTGTGTTCTCTACACACAAGCCATTGGAAACAAGGAGTGGAGAGAGGTGCTCAGAGGCC
AGGGGGGGTGGACGTTTTATTGGTCCGATTCTGCAACTTCTAACCATTGTGGTCTGTTTC
TCACTGAGCAGAACCAAGGAGGAGCAGCAAAGCCCCAGAATGCAACACTGCTGTCTATGT
TTGTTGTGATTTATGCAAATAAAGTTGAGTTTTTTTCATGACCCCNNNNNNNNAAAAAAA
AAAAAAAAAAAACAT
>McF0054K04-MGRbd1
GGGGACTGAAACTGAAAGATTTCGAAAGTACAAAAGGCAAGAACATACCGGTAAATACTT
AAACAAGTTCTTAAGAGGAGAACGATGGAGGTGGCGAAGTACTTGTCTCGCATTGGGTTC
ACTGGTTCTGCGGTTCAGCCCAGTTTGGAGCTGCTGCGGTCCGTTCATATCTGCCATCTG
CTGTGGGTACCGTTCGAGGACCTGACGGTCCGCAGCGGCGGAGAGGTCCGCCTCGACCTC
CAGCTCATCTACGACAAGATCGTGAACAAACGTCGTGGAGGATTTTGCTACGAGAACAAC
GCTCTGTTCTTCTGGCTGCTGACTCACCTGGGCTTCCACGTCACCATTATGTTTGCGCAG
GTGAGGAATAACATCACGGAGATGTACGGACCCCCGTTCGACCACCTGATTCTCCTGGTG
ACCGTGGAGGGGCGTCGGTGGCTGTGCGACGTGGGGTTCGGACCTTCAGGATTCAGTGCT
CCGCTGTCCTTGGACACTGAGGGTCTTCAAGAAGAGGGCCACCGAGTTTATCGCATCAGG
ACGAGTCAGGAGATGCACTTC
>McF0054K05-MGRbd1
CGTTAACCCGGGCATTATGGCCGGGGAGGTCAGAGGATGAGAGTCATAAGCTGCGGTTCT
TCTGACAACAATCGGATGCCGCTCCTTCTGTCTGCATGGTAGTCTGATCTCCTCTTTGTG
TCCATGCAGACATTTACATATCAGTAGTGTCCTACAGCCACAGTGTGGCCTCGGATGGAC
TGTACATCGCCACCGTGAGCACCACTGCTGAGACCATCACCCCAGAGAAAGAGGTGCAGC
CGGGCCTGGAGCTGCTGGAGCCTATCCTGCAAAAATTTGTAACCGTCAATAACCTGCTGG
TTCCAAACGAGGATGGCAGAAAGAGCCAGATTTTTGTTTCCCGCTCATACGACGGAGCCA
ACCATTTTGAGACAGAGTGCGAGGACATCAAGGACTTGTATCATCGGCTCACCGGGGCTC
AGCTCTGCTTCCTGAAGTCTCGACATCAGTCCCATAACTCTGATGACGACTGAGGAACAC
GTCAATCAGAAGATGAAGCATGTAGTAAGCTGTTTGTGTTGTTCAAAAATCCTCTTTATT
>McF0054K12-MGRbd1
AACCCGGGCATTATGGGCGGGGACTGGTAAAATGACAATATAATGCTGTGTCATTCAGCT
AGCTAGCTGATGATCAATATGTCTCTCCATTATACGTGGATGACTGTGCTGTGATTGATG



ATACATGCACAGTTGGGAAATTTAATTGTGTGGCACAGAATTTTACATGGTGCCCCCTAC
TGGATGAGATTACTGTATGTCTACTTTAGTTTTAAATGATCAATGCATTAGACTGTACCA
TTCTTTTTTTTCTCTCTCAAGGTTTTTACATAATTTTACTTCTGATTTTACTATGTACCC
TTTTATTCAGTTGCTTTTATAAACCATGAAAAGTGTTTAAAGTTGTTGATAAGCAGCTGC
TTTTCTGTTGTATGCCTGCAGTATTCCTGTGATGCTTTACTCCATTATATGCAGTTGTCT
GTAATAAGGTGCAGTTATTTTTATTTTTTAAAGAAGTATCTTCGGAAAGAAAACGTTTCT
AA
>McF0054K17-MGRbd1
GAGCCGCGTTTAACCCGGGCATTATGGCCGGGGGGCAGTTTGGGGTTGGCTGGAGTCAGT
CAGGAAGCTCCGGACCGGACATGACCCAGGTCTCGGTAGTTCTAGCCGGTTCCGAAGGCT
TCACGAACCGATCCTCGTGCGTGGACGGACTTTGAGACGGCGGCTCCGGCGCGTGCGTCA
CGGCGTTTGCATGTTCGCAGAGACACCGATCCGAGGATGAACTATCTGCTGTTGCTGCTC
TGCCTCGCGCGCCCACCTGGTTCAGGAACATTCCACTGCATGTTCCCACTAAGACCACCT
AAGACCAGGTCCTGCAGAAAAACCGCTGGACCTGGACCTGGACCTGGACCCATCAAACCT
GAATTAAATGACCAGTTAGATATGAAAAAAAAAAAAAAAAAAAGGAAAAAAAAAAAAAAA
AAAAAAAAAAAAAACCTT
>McF0054K23-MGRbd1
GCATTATGGCCGGGGGAATAAGAGCCTATCAGACCATCCCTCTTGGCAGTTGCTGTAATC
GTCAACAGCTAAATATTACTGCGCGTGTGTTACTGATTCTCTTAAAATAACAAAGCTTAG
CTATTTTACACGTTCTCGAAACTACGAATTTAATCGACTGAAGCTTCCCTTGTGCCACAG
AAAGACAATGTTTACCTCCCAAACATCGTCGTTCCAAGATTCAATTGACGTGGAGGACAG
AGATGACTTTGATTCTGAAGAAATCTCTGGCTACAGCCAGAAGGCTCAGCTTTACTGCTA
TTACGCCATCTACCTTTATCAAGGCTCAAGATCTGAAGCTTCTGAGGAAAATGTGGCATG
GAGCCAGAGCCGTGCAGACTCCACAACAACTCTGGAAGACTTTAGCCTGACTCTGATTGA
CAGCAGCCTGCCGTCAGAGGCAGAACCAGAGTTGCGGACCTACATTTCAAGGAGGCTGAG
CAAAGGAGCTCTTCTTGGAGGAATGGGCAACATTGCTACAGTGGAGCTTAGTATTCCAGA
GCAGGCAGTCGGCTGCTACTGCTGTCTCCTTGAGCAGGAAAAATCTCCAGAACAGCCAGA
TGCTGATGGAAACGGGTATGTCATCTGCTTCTT
>McF0054M21-MGRbd1
TTTAACCCGGNCCTTATGGCCGGGGGGACAGCAAAATATTTTCCAAATTATTCGATTTCC
TTTTTTTATCAACCCTGTGGATGACAAGCTTGAAAACTTGGCCATTTCTAAGGGGCAATC
TCTAACCTTTGGGGATGAATTGGAGAACTCGTCCCAGAAGCTTCCAGACTGTCAGCAAAA
TGACTGTGAGACATTTGCAGCCAACGACGCAATGGAGAGCCTTCTCAGTAAACCGTGTTT
TAGTAGCTACTGGACAAAGAGAAAAATGGATGAGTCTGTTTGGTCTGTGGAGTCTCTTGT
CCCTTTTATCCCCAACACAGAATGGCTTTTACAGAATGGTTTGTTTGAGCCTGAAGTGAA
CGAGATGGAGATAACTCATCATGCATCACCTGCCCAAAGTGACTGTCTAATTGAAGTTAG
AAAGGAAAGATGGCAAAGTAGTGCGTTATTTGCTTCTGATTTTAACCCGGAAACCTTTTT
AGATTTTAAAATTCTTAATGATAAACAAAACTCTTCAAA
>McF0054M22-MGRbd1
TAACCCGGNCATTATGGCCGGGGATAGTTGCGTGAACGAGGAGCCCAAGTATCAACTGAA
ACGTGGACGTCACGCAATTTTATCATCAAAACCAACAACGTATCGCAGAATTTATGGCCT
GAATGCCAAAAAGCAATAGACCAAATGTATTTTGCATTTTTAAATTAAAGAAAATACGAG
GTTCCAAGAATCGTGCAGCAATCTTTGGGCCTGGAAGGACGCTCCGCTAATAAGAAGCAT
CAAACCATTGGCCGTGGTGGTGGAAAGGTTCGGTTCGATTAACAATGATAATAGAAAACC
TCGATGCATTTAAAACATGGCTGTCTGAAACCCTCGAGCCCATCTGTGATGCAGACCCTT
CAGCCCTCGCCATTGTATGTTGCTGCTCTGGTTAAAAAGGACANAAAAAAAAAAAAAAAA
AAAAAAAAAAACCTT
>McF0054M24-MGRbd1
GGGACCGTTCAACGGAGTTTTTCTGAGCCGCTGGACGCGCACAGGAGCGTGAAGCAGCGA
GAGCCCCTGGTAAATATGTAACCGTGCATCGAGAAACATTCATGTTTCCAACAAGACGAG
GAGAAAATGGAGCCAGCGGCGAAGAACCAGTTGTGGCTGCGCGGACTTGTGTGGTGGTCG
GTTTTGATCCGCCTGGTGTGGGGAGCTTCCTTCTATGGTGACGGCTTTGTGCAGCTCAAG
GCAGCAGAGTCGTCCGACCAGAATGCGCTCCGCGTTCGCTTCCGGACGTCCACCACCGAC
GGCCTGCTGTTCCTCGCCGCCGGCCAGCCCAACTACTTGCTGCTGGAGTTTGT
>McF0054N15-MGRbd1
GGGAGGATTACACTTCTGCATACAAGCTGACAGTCATTTTGAGGTTCCCTTTTACAACAG
AGGTCTCATACATTATAGATTAGGGTTTTTTGATGATGCAAAGAGTGATTTCCAGACAGC
ACTGAAGCTCAATCCACATTTTGAAGATGCCAAAGTGAGCCTGCAGCAGACACTTCTCGA
CTTGCAGCAGAAGATTAACAGGGGATACTGATATAAAAAATTATATATTTTTTTAATGTA
ATCATGTTTTTGAAAAACCACATCCCTTTCCCAGATTTTTTATATTTCAAATGAATGTAT
GAATCAATAATAAATCACAAAGATTCATGTTATTTCGTTGTGTTTTGAAATGTGTTTTGA
ATACCAACAAATGACAATCTAGCAATCGTAATTGTTCACAAATTTTTGTTACTTACCAAC
ATTGTGCGATATCTATCTAAACACAAAACTGTCACTTTCTTCAGGACTTGTAACTGTTCT
GTTATAATGTTTTGGTCCCATTTTTATAAATTGACATCAGTTTAATGCAGACATTTTTTT



TTAATGAAATAT
>McF0054N16-MGRbd1
GGGGAGGCCGACAATCCCTCCTCCTATCGCCAGGCATCCCAGCGTGAAGCCGTACCTCCA
GGCGTTTGAACCCAAATTCATTTCAAAACTCCACATCCCAGCTAGACCCGTGGTGGTGGG
CGGTTTGGTGCTTTGTTTCGCTTTTTCTGCACCCGTGTCTCTTAGCCCGGTGTAAGCGAA
CTGATCCAGATATGTCCAGACGACAAATTGTCCACCACAGAAGACAGAGAGAAGCCGGAA
GAAGTGGGTTCTGTCGTGTTCGAACAAGCTGTTGAAGAGTGAAATGCGACGTGTTGAGAG
GAACCAGGAGAGGGAGAAAAGTGTTGCCAACCTTGAGTATCTGAAGATCGTCTTGCTGCA
GGTGATCTTTCTGCGTTCAGGCAGAGAGAGGCAGGCCCTGCTGCCCGTCATTCACACCAT
GCTGCAGCTTAGTCCAGAGGAGAAGAGCAAACTGGCTGCCATTGCACAGGGTGAGGAGGA
AGGA
>McF0054N19-MGRbd1
GGGACAGAGATCCGTGTCAGTGTCGTCAATGGGAAGCGCGCAGGCGGCGGCAAAGCGACT
CTCCGTCTAGATCAAGTCCGCGGCTGCACCATGCTCTCCCGGTCCATCCCGTGTCTCTGG
ATTACTGTTTGCCTGCGCTTGAGCTGCCACGTGAGCGGCGGGGACGCACAGAATACTAAG
GAAGTGATTCTGCTGGACTCGAAGGCGCAGCAGACGGAACTGGAATGGATCTCCTATCCT
CCGAACGGGTGGGAAGAGATCAGCGGCTTGGATGAGAACTACACTCCCATCCGCACCTAC
CAGGTTTGCCAGGTCATGGAGCCCAATCAGAACAACTGGCTGCGGACTAACTGGATCGAG
AAGGGGGATGCCCAGAGGATTTTTGAGGAACTCAAATTCACCTTGAGGGATTGTAACAGC
TTGCCCGGGGTGGTGGGCACCTGCAAGGAGACGTTCAACCTGTATTACCAGGAGACAGAT
TCTGAGGTGGGCAGGGGCTTGAGGGAGAACCAGTACGTGAAAATTGACACAATCGCAGCG
GACGAAAGCTTCACCCCAGGCGACC
>McF0054O01-MGRbd1
GCCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGTCGCTCCGCACTGTTTTGCT
CCTCACGGATAGACTACGACAGCTGCCAATGTTTAGCTCTGCTTCGTAAAGTTGAGAAAA
AACCCTGAAAGAATGCCGCTGGCCCGCAGCCTGTCCGTCACGTCCCTCTCTGGACTTGAG
GAGTGGGACGAGGAGTTTGAGTTGGAGGATGCCGTTCTCTTTGAAATAGCTTGGGAAGTT
GCCAACAAAGTTGGAGGCATTTACACCGTCATCCAAACCAAAGCTCGTCTGACCGCCGAG
GAATGGGGGGAGAACTATTTCCTGGTGGGTCCCTATGTAGAGAGCAACGTGCGCACTCAA
GTGGAGTTGATTGAACCCACCAACCCCGTGCTGAAGCGGACCATTGACAAAATGAACTCC
AGTGGGTGTAAGGTATACTTTGGTCGCTGGCTGATTGAAGGTAGTCCTTATGTTGTTCTG
ATTGACGTGGGCTTCACTGCCTGGTCTCTGGATCGCTGGAAGAGCGAGCTGTGGGACCTG
GGCGCAATCGGTGTTCCTTGGTTCGACCGTGAAGCAAACGACGCCGTGTTGTTTGGTTTT
CTGAC
>McF0054O13-MGRbd1
CAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGATAAACCATCAGTTGTAACCATGT
AAGCCTCTTAACCCAAATGATTCGTGGTCTCCGACAGCTTTTCACGCAGGTTCCGTCCGC
AGACGTGGCTCTGGTCACAGCAGGTCCCCACATAAAAGCCGTGACGGACTTTAGACAGAT
CCTTAAAGGTGTCAAGAACCGTGGAGGAGTTTGATGTGGAGGAGCGACCGTCCCGCGTGC
TGCAGGAGAAGTTCCCCGCCCTCACCGTCATCCATTCAGCCGTTAAGGCCCTTCACGCGC
GGGACCACTCTGTTGAAACTGAAGACGGTGGAGTGTTTGGTTATGAGAAGCTGTGCATCT
GCAGTGGAGGAAGACCAAAGCTTCTGATCCAGGACAACCCGTATGTGGTGGGAATACGGG
ACACAGACAGTGCCCAGGAGTTTCAGAAGCGTTTATCTAAAGCCAGGAGAATTGTTGTGG
TTGGAAACGGAGGCATCGCCTTGGAGCTGGTGTATGAGGTGGAGGGCTGTGAGGTGATTT
GGGCGGTGAAGGACAAAGCCGTTGGAAACACCTTCTTCGATGCAGGAGCGGCGCAGTTCC
TCATCCCATCACTAGAGGCCGCCAAACCACAGGAAGCTGCTCTCTGCAAGAGGC
>McF0054O20-MGRbd1
GGCATTATGGCCGGGGAAGAAGCAGTTGAGGAGCAGCAGGAGGAGCACGCAGGGAAGGAG
CAGGAGGACCACCACAGTCAGGTTCAGGGGGCCTTAAATAGAAACCTTTCTACCAACCAG
TTCATGTAGGAATACTGTCCCCATCTGCATCTTCATCGCAGGCGTCTCCTTGGCCATCCC
TGTCTGCGTCCTCTTGTTTGGAGTTTGAAACATACCCCCCAATTATCCTGCAGAAACAAG
GCTAAAAGTAAGGATAAGGAGAAGCCGGAGGGGTATGGAATGAATTTGGATTGGGCCCAA
CAGAACCTGGGACAGGTTCCGGAAACCCTGTGACCCCAAAAGACCGATTTGCATTTTCAC
CCTTTTTTTTTTGCAGGAGCCAGCAATGTGCAGCCTGACCAGTGGAGCTATTAGTGTCAG
AAAATCTCCAGCTTTTAATTGGCTTAGAAAGATACACACAGAATATTGCAAACTCACCGT
AGAGTCCGTCCTCTGGAGTCTGTGAGCCCGACAGAGACATTGTGGAGCGACGGTGAGGTT
GGAGGAGGACCCGGAAGA
>McF0054O21-MGRbd1
GGGGACTGAATAGCTGTCAAACTGAAAAGTATATGTTGGAAACAGCAGGCAGAGCACGTT
TGTTGATGTACATTGACTTTGCTCCGCGTGTTCTTTTTATTTCCCCCCTCTTCCTCTGGA
TTATCGCTGCCCAGCAACACAGCCACCTGACAGCTCTAAATGTCGTAATTAAGGTGAATC
AATGAGTCAGCAATGGAAGCAAAAAGATACCAAAGCTTCTTTGATGGAGACGACACAGAG
AACAAATGGTCTCAGGTCCCCAGTGATATGGAGTACTGCTGCAATACAGATGATTCCAGT
CTGACGAGCAGTGAAACCTTGATGGACATGGTCAATGTCAGCTGCTCTGCTGTAAGCCCC



ATTGCCGACAGCAAAGACAACAACTCTAACAAACAGGAGCAGCCAAGGCTTCAGCTCGGC
AGGGACCAGCCATTTCTCCTCCCACATTTCAACAACTCCCTGCATGGTCATAAGCAGGAA
ATGGACTCCAAGGAGCTTTCCAAGACTGTGGCTGAGTCTATGGGCCTGTACATGAACGCT
GCCAGGGAGGCTGACTTT
>McF0054O23-MGRbd1
TTAACCCGGGCCTTATGGCCGGGGGCAAATATTGCATGAATCGAAACGCCATGTCCCGTG
TTTTATTCATTCCCATCCAAATCCCAGGAGTGCTTAGTTTGTGATGCTTTGATTGTAAAG
GGTGTTGAACTGCCTCCGCCGTTGCTTTTTAGCGTCGCCCATTTCCTGCCTGGAAAAGTC
CTCGGAGAGANNACTTTTCTTG
>McF0054P01-MGRbd1
GTTTAACCCGGNCCTTATGGCCGGGGGAGGAGCGTTTCCCCTGAAGGCCTTTTTGATCCA
CAAATGTCTGAAGACTCAGGTACAGACTGGCACCAAATCAGCCTATGACGGCCCACATCA
TGTTACTTTACTTGGTACAGCTCATGTAGTGTAGGACACCCCCCCCCCCCCCCCCCCATT
ATACACTANATCCAAAACTCCCG
>McF0054P03-MGRbd1
GCCTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGGGCGGAGTCTGTGTCATTT
TACTTCCTGGATGTCCCTCAGTGACAGCGTAGCACGATGAAAATACTCACTTTAATAAGC
GTGTTCGCCCCATATTTATTTACGGACAGCGTCAACATCGAGAACAGTGCGGGGCAGTTC
TTCAGCAGCGGTCACACGAACAACTGGGCAGTTCTGGTGTGCACGTCAAGGTTCTGGTTC
AATTACCGACATGTGGCCAATACTTTATCTGTGTATAGAAGCGTTAAGAGACTCGGCATC
CCAGACAGCCACATAGTTCTGATGCTGGCGGATGACATGGCCTGTAACCATAGAAACCCC
AAGCCGGCCACCGTGTTTAGCCACAATAACATGGAGCTTAACGTGTACGGAGACGATGTG
GAGGTGGACTACAGAGGATATGAGGTGACCGTGGAGAACTTTCTGCGAGTTTTAACTGGA
CGACTGCCCCCCAGCACTCCACGCTCCAAACGCCTCCTTTCTGATGATCGCAGCAACATC
CTCATCTATCTGACAGGCCACGGAGGGAACGGCTTTCTGAAG
>McF0054P09-MGRbd1
CCCGTTTAACCCGGGCCTTATGGGCGGGGGTGTCACGTGATCTGATTCACCTGGTCATGG
TGAAATACTGAGCTGAGGGACCTTTAAGCAGGTGAACCTGAGTGTGTTGATGATCTCTGT
GAATCAGATGTCTCCCGGACCTCTGGAGCCTCTGGCCAAAAGGCTGCTGAAGGGCGTGAT
CGCCCTGGAGCTGGCTGGAGTCTTTGTTGTGTATGCACTATTTCACACGATGAACAACAG
TCAAGATTTTAGAAACACCATGAACAAGAGGTTTCCATCAGTTCTAGAAGTTTATTATCA
GTCCAATGAGTGGGCGGGGGTATACGGGATCCGGGAGCGAGACCACCAAGCCTGGTCGGC
TAAACAGGAATGTTTTTTCTTGTCCGGGGGAGACAGCAACAGCTGCTATTTCTTCTTCCT
GTTCCTGAACGTCCTGCTCCCTTTATTGGATCGGGCCATCATTTTCTTCCTGCGCAGCGT
CTTGGCATCGCGGCCGTGGATCCAGTCGTCCCGCTCAGCCTCCCACCTCAGCTGCTTCTG
GCCTGCAGGAGACAAAAAGGGAA
>McF0054P11-MGRbd1
CGGGCCTTATGGGCGGGGACTGGAAGTGTTGGACACACGAGACGGCCCGAGGAATTCCTG
TGATGCCACTGGACTGCCGTTCCAAACTCTTGGGCACAGATGAAGAAGAGCAGGAATGAA
CATTTTTGAAGGGACAAATCTTATTTGATTGCTAACTGTGTGACTTGAGGGGTGGACCAC
TGGTGTCAACTGGTCTCAATCATGGTGGGATCCTCTGCTGGGCTTGCTTGCTGGTTGCTG
CTTGCGATTACTGTTGGTCAGAACTCCCTGGTGACCGGAGGTTGTTCAGGAAAGTGCTGC
TGGGGCAGAGACTTGAGCTGCTACACCTCAGACTGGAGAATGGACCGATCATACGGGACG
TGCTACTGCGATGAGAGCTGCGTCAAAACCAAGGACTGATGCTTTGACTACTTCACAGAG
TGCCCAGCTCGGGACTGTGTTGTGAGCAACTGGAGCCCCTGGAGTGGCTGTGCAAAGCCC
TGTCAGCTTTCTGTAAGAA
>McF0054P13-MGRbd1
CGTTTAACCCGGGCCTTATGGCCGGGGAAGACAGTTTCTTTTTAACAGCACATGTTTGGT
ATAATTGTTTGAACCTGTCCTGATTGAGGAGTCCAGGGGGTTGCTTCTCAGTGACCAGCC
ATGGTGTTCTGTCGTATTTCGTGGGTTTCCTGGATTTCTATACTGTCAAAATGCCTCTAT
GTTTCAGCTGGAAATGGGTTTCTGTGTGTTTCTGACCCATCCCCCCAAACCTNCTGATGG
ATGAAGATGATGCCCATGACTCATTAAGCTTTGATGACATAAACAAAGGGCACTCAAAGT
CACCAACATCAGTGGGGTGTTTTAGTTTTGATGGTCAATATACTCAACCTGGAAAACTAC
CGGAGATTTTTTTTTTTCTCGGGGGGGGGAACATTCTCAATGATATAAAAAAAACGTGGG
ATTCAAACCTCTTTGAACCAATCACATTTCCTTTAAAGCCTGGTAATCCAGTTGTTGATT
TGACACTGACCAAGCCAGCTGTGGTCAA
>McF0054P18-MGRbd1
GGGGTGGTTTTCTCACTCAGCAACGGGAAACATGAAGCTTTTCGTTCTGATCGCTTTGTT
CGGGCTCGGCTTCGCCCAGCACAACCCCAACACCAGGGATGGGAGGACAGCGCATCGTCC
ACCTGTTTGAGTGGCGCTGGGCTGACATTGCTGCAGAGTGCGAGCGCTTCTTGGGTCCCA
GTTTGTTTGAATAACCCCCCCCCCCTCTNCACCAAATGAGCACATNCTCGTGAGCAGTCC
TTGGAGACCCTGGTGGCAGAGATACCAGCCAATCAGCTACAACCTCTGCTCAAGGGGTGG
GGGCGAGAATGAGCTGAGAGACATGATTACCAGATGCAACAATGTTGGTTTT
>McF0054P23-MGRbd1



GGGGGACAGAAGCGCCACATACATCATGGAACTGGCTGATGCCCTCCACTACTGCCACAC
AAAGAAGGTGATCCACAGGGACATCAAGCCTGAAAACTTGTTATTGGGAGCCAACGCCCA
GCTCAAGATAGCTGATTTTGGCTGGTCTGTTCACACGCCTTCATCAAGGAGGTCGACTCT
GTGTTGTGGGAAAAACAACCCCCCTNCAGAGATGATTGAGGGGAAAACTCACGATGAAAA
GGTGGACTTGTGGAGCCTGGGGGTCCTTTGCTATGAATTCCTGGTTGGAAAACCCCCCTT
TGAAGCGAAAACCAACGATGAAACATACCGGCGTATTTCAAGGGTGTTTTTTTTTTACCG
GGGGGGGTGCTGCTATCAGTGATGAAGCTAAAGACTTGGTTGCCAAGCTGCTGAAGCACA
ATCCCATGCACAGGCTGCCCATCCAGGGGGTCCTGTGTCACCCATGGCTGCTCCAACACT
CCACCCGAAAGCCCACCCCCCTTACTGATGAAG
>McF0055A05-MGRbd1
GCGTTAACCCGGNCCTTATGGCCGGGGGCTGATTCGGAGCTACCGTTAGCCAGCTAAAAA
TGGACTAGCTACCAAGTGCTTTTTTTTTCGGGAGGAAATTGCTTTTCAGTTTAATATAAG
TATGTTAGTCCTTTATATTTATTTTTCAAATGGAACGGAGTTAAGTTATTTTCCGTGACA
ACAGCCTTGAAAGGAGCGAAAAAAATCCTCGTTGTTCTTGGCAGACGAGCTGCTTCGGAC
GGTCGGTTCATTTTGACACCGGGGAGGTGCATCTGTCCGCCGCTGCTGCAGCTTCGATCC
AACCGATTTGGAAAACAAAGCCAGTCAGATGTTGGAGGATGAGAAATCTAGCCAGAACTC
TTCTCTTTTGATTACTTCTGTAGTCGAAAAATAGTAAGCTGATCATCGTCCGCAAAAAAA
AAAAAAAAAAAAAAAAAAAACCTT
>McF0055A12-MGRbd1
CGTTAAACCCGGGCATTATGGCCGGGGGATGGTGATTTGTTTTTTCCTGGTGTCCACTTT
CAGGAAGGAACTGGACTCTGCTGCATCCGAATGAGACACTGGACACACCCGGACCATCAC
TTTGACCTGCCAGGAGACAAAACAGAACAAGAAAAATGGATTAGCTGTAAAAACATGGTT
CAAAAAGATGCTCTTTCATCATTTGCTACTTCTGCGTTGTTCTCCAGCTTCTTTGGAACC
GACATGCGACAAGCCAGAAAAACAGTTGCAGATGCATTAAAGTTTGAGTGCTGCAATCCA
TCTCCTCCTCCTGCTCATTTTCTTTACTGGAGAAAATGGCAGCAAGAATAAAAACGTGTG
GAGACAGATTGCAGGAAAGGAGGAGAAATGCAATGTACTTGTCTTATGATGTGTTTCACA
ATAATATGGAGCTTCTCTGTATGCGAGTAAATACAAGCTTGAATCTGTCTCCATGACAAC
TGAAAGGACATCTGTCATCTCCATATGGAAATGCCGAGACAGACACTCAAAGAAGGGACA
AAGTGATAGAAACATGAAAGAAACATGTGATGCATGATATTATTGCATGTAAACAAAGAT
TAAATAGGAAAACCTTTGAAC
>McF0055A13-MGRbd1
GGAGACGGCGCTGCCTGTTTTTCTCCTTTAAAAGTTGCTTCTTGACAGTTCAGATATCAT
TGGAATCGTGGGTTTCTTTGGTTTTCGGCGAACTTTCTCGTGTTTTATTCATTTGCATGT
GGTCGATTTTGGCGTCAGGAACACGCAGGAAGCGGCAGATCCACGGCGGAAGCCACAGGA
ACTTTTCTCGACAAATTCGCTCCTGTTCTTCGCGTGGATCAGTTCAGTGGGACATGTGAT
CATCACCTAGAGGAAAAGCAATAAAATAGGCAAAAGCTCAACTTCGGCACAGCAGCAACT
TTAGAGGTCCACATTGATAGTTAGCTCTGACACTTGGAGGGATGTCTCGCATGATGGGAC
TCAGAGGCAAAACCGCAAGCAGCAGCAGCCCGTCCAAGGACAGCCCTGCCGGTAAAAGCA
CCGGGAAAACGGTGAGGGGCAGCCCGGGCATCGTTCAGATGAACGGTGTGGTGCACCCCA
GCAGACCACCCATCAGCAACAGCAGCGAGTTCTATGACATCCCTTCAATGTATCTTGGGA
ATATAATTTATCAATAAGTTTAAATTAATCAAATCTCTTATTCTGATCTTTTTTTT
>McF0055A17-MGRbd1
TGACCAGCTATTCCTCGACACTTTTCGAAGACATTAGATAGCGAGCCGACTAATTCCACG
ACAAACTGTTAATACCACGTCGTAAAGTTGTTACGGAACTCAACGATGTTTTTAGTCAGG
AAAGCGGAGCAGAAAGTAACAGATCTTTTTGGGCAAAAACCCCCCCCCCTGCCTGTCCGG
GTTGAATGTACCTGCTTCCACCGGGACTGGGA
>McF0055A18-MGRbd1
ACTCGTGTCATCATTCCACTTATGGGTTCAAGACGTTTGGTGTCTAACATCGACAGTCCA
ACTCACCGTACGGACGGAGTCTTACTGCGGCAATCTCGCCCGAAGAAGTCAGATTCCTCA
CATGCCATGAAAGATACGGATTATTTCAACGGGGCCTCCGCGGAGGAGCCATCACCCAAT
CCTGGTAACCCCGCTGTCCTGAGCGGCTCTCACAGCCACTTTCCCCCCTCCAGCCGGGAT
TTAGTAGATCTCATTGAAGAATACATCAAGGAGCATAAAGAAACACAGAGGGACTCCCTT
CCTGGTCCACCTCCTCCTCCTCAGGACCTCCACAGCCAGACCGTCCCCAGCCAGAGCCCC
AGGAGCGTTCGGCAAAGCGCCAGATCTAATCCTGTTCTGGTGGCGAGAGGCGCCACGTGC
AAGCCAAACATCCACCAGCTGCAGATGACAGCAGATCCGTCCAGAGAGATGACATCCCCT
CGTTCTTCGCGGGTCACCTCGCCGCCGTATCCGAGCGCCACCTCCTCCCAGAACACGAGC
GGCACCGACTTGCTGGAGCAGATACTAGAAAAGCCCAGGCTGGTGGTGGTGGAGGAGCCC
AAAGACAGAGGGATGCGCTTTCGCTACGAGTGTGAGGGTCGCTCGGCTGGCAGCATCCTG
GGGGCGTCCAGCACCGATAATCACAAAACTCAGCCCGCCATCGAGATTCAAGGTCC
>McF0055A19-MGRbd1
GCAGCATGAATCAGAAAATATCAGCTGTGACCCACCTCAACACTGCAAAACTCTAAACCA
TCTGCTTTGATTTAGAACTTTCTCCATAAAAGCACATTTCCTAAACAACCCCGCGCTGAA
TTCAGCTCGTAGTGGGACCGAGGCTGCTTGTGTTCATGCTGTGCANATCAAGAACATTCC
GATTTATTGAAAACAAAACACTCCTATGCTTTTATTTTTATTTTTTGACAGTTGAGTCAA



TCTCTGTGCAATACTTGTGTAGCTGCCACAAAACTGAAATAAGATGAAGAAAGAAATTCA
GTGACATCACTTTTTAGTGAAGATGTTAAAAATTG
>McF0055A20-MGRbd1
ACACTCTGGGACACAACATAGGGAAGTCTAACACATCAGCAAACCCTTCCTTTTCTCTTC
CCAACAACAATTACTCCAACTTCAGTGGAGGAACGGTCACAAGCGCAGTCCGGGACTATG
ACCAAACAGATACCATGTTGCCTTGTGAGTTTTGTGAGGAGCTGTTTCCTGAAGATGACC
TCATTTTGCATCAGACCGGTTGCAGTCCAACCTCGGCCTTCACATCATACAGTAAGCGGC
CTGCCTCTCCACCTAAAGAGGAGAAGATGACCAGGAACGCTTCAGGAGTGATACAAAGGC
TTCCCAACACACTTGCGGCAAATGTTCCAGCC
>McF0055B01-MGRbd1
NCCTTATGGCCGGGGAGCTCCTTGTGCGCTTGCGTCAGGTACCCAGACGGAAGACCGTGA
AGTTTTGCTTTAACTCGCGTCAACGGACAAAAGGAGCGCCTCAAAGTAAAGCTAAGAGGA
TCAGTTGCTCTCATGGAAATGTTCAGATGTTTAAATCGATTTTAAATTCTGTGTAATCCG
GACTCAAGTCATTGCCATGGCTCAAAATCCAACAACCCAAGCAATTATAGACTTCTCTGC
TGGAGCAGCAGGAGGTACAGCTTGTGTGCTGAGCGGTCAGCCGTTCGACACAGCCAAGGT
GAAAATGCAGACGTTTCCAACCATGTACCGCGGTTTCATCCACTCCCTGGTTTCCACCGT
CAGAGAGGTGGGACTCTTTGGTCTCTACAGAGGCACTGCCCCGGCGCTCTTGGCCAACAT
CAGCGAGAACGCGGTGCTCTTCTTGGGTTATGGCCTCTGCCAGGATGCTGTGCGCTTTTT
GTCCAGAATGGATAAAGGAGTCGATCTCAGGTTGAATGCTGACACTTTTATTAATCTTTT
ATTTTTAGTCTCAAAACTCACCTTTATTAATTTGAATCACATTCATTCTACCTGGTTTTT
CCTGTATTAGTTTATGATAGAAATGTACATTTTATTAAATTTTCTG
>McF0055B03-MGRbd1
GCGTTAACCCGGGCATTATGGCCGGGGGACTTGCAGTGGGAACAGTCACTTTATCTGCAA
CCCTGTGAGAAAATCGTAAATTTAAGCCAACATGGATGACGACTTTGACCGCCGCATGGA
GCTGAGGAGGCAGAGGAGGGAGCAGATGCGTCTTGAAGCTGACAGGTCTGGTTTCACCAA
TGAAGATGAAGAGGAGGACGCATTGGAGCAAAGGAGACGCGCAAGGGAGGAAAGGAAGAA
GATGAGAGACTTAGAGGAGTCTGGTGGAACTGATGTAAACAATACCAACAGCTTGCCAGA
GATCAACTCCACGGATAATGCTGGTGCTGATGATGACCAGGCTCTGCTGGAGCGCCTGGC
CAAAAGGGAGGAGCGCCGTCAGAAGAGAATGAAGGAAGCTTTGGAGAGACAGAACGAACT
GGAACCTACAGTCGGCACCCCCAATGGCACAGACGGCACGCAGGATGAGCAGTCCTCCTT
TACTAACGGCAACACACAGCAGGATGCTGAGGATGCAGACGGGAAAAAGAAGTCTGTTCA
GGAGGAGGTGGCAAAAACAGATACAAACTCCTGGAGTAGGCAGGGAGACGAGAAAGAAGA
GGATGGGAAGAATTCTGAAGAATCAAGCACAACACTCCCCCACAATGAGAAGGATGCTAA
CAGTACGGCTGAA
>McF0055B07-MGRbd1
TGGCCGGGGCGGCAGCTAGATAGGAAAAGCTAGCTCATAGCTTGTCACTTTCATCCGACA
AAAAATAAAGTCTTCCTAATTTATATTTTACAATCCAAAATGAATCTTCCAAAGGGACCA
GATTCTCTTTGCTTTGATAAGGATGTCTTCATGAAGGATGACTTTGATGTTGACCAGTTT
GTGGCTGAGTGTCGGAAGCAGGTCCAGCTGGAGGAGATGAGAGAAGATCTGGAACTCTAT
TACAAGTTACTGAAAACTGCCATGGTAGAACTCATCAACAAGGACTATGCAGACTTTGTC
AATCTCTCCACCAACCTGGTGGGAATGGACAAGGCCCTTAATCAGCTATCTGTGCCTTTA
GGACAGTTAAGAGAGGAAGTCATGAGTCTGCGGTCCTGTGTCAGTGAAGTAATACAGGCC
ATTGACAACGAGCTGTCCAAGCAGGATGATATACAAAAGAAAAAGGATTGTGTTTTGAGG
TTGATTCAAGTCGTTCGTTCAGTTGAGAAGATTGAGAAAATTCTCCACTCACAGAACTCC
AAAGAATCCAATTCTCTGGAACTCAGCAGTCCCTTGGTAGCAGGTCAGATTCTGGAGAGG
ATCGCTACAGAATTCAACCAACT
>McF0055B14-MGRbd1
GGGATGTCAAGAAATAGGAAACGTGAGAAGAAGCTGGAGCTTTAGGGTGTATTCAGACTA
CACTCATTTGGTTTTCTGAATACACTCAAGCGGACCCTGGTCTGGGACCAGGAACTGCCC
TCGGCCCCATCTTTTCAGGGGGGCTTGGTTTGTTTCCAATCAGACTGAGCTCCGGTTTGC
TCTGAGTTTCCTCTGACTGAATAGATTTTGTGCTGGAAGTGGAGCAACTGGACCAAGACG
GGCACCGCAGCCTGTAAACGAGCCACAAACAAACATGGACCAACGATGAGACACAGCTAC
TCATTAAAATGGTAGCTTCTTAGCTGTCATCGCCTCAGTAACCGCCCTGCAGCACGCCTC
CACCGGACCAAAGGGTTGAGTTCTGAGCAGCGAAGGCATCCTGCAGGGCACATCAGGCAC
AAATCAAGGATACTCAGGCTGTGTGGACCTGCGGCCTCCTCCTGAGCAATGAGAGCAGGC
ACAGGAGAGCAGACAAGCAGGGGCTGCATGTCTGTCTGGACTCCAGCAGCAGCAGAAAGA
CTCCTGCTGTTCAAACCAACAGAAAAGAGCAGCCACAGGGTGACTGGCTGGGAGATGCTT
GTTAGAAACTTCCCAG
>McF0055B23-MGRbd1
GGGGAGTCAGCTAATCAGCAGCAAGGCAGGAAGGGAGAGCTGGAAAACAGGATCTCCAGG
ACCAGGGATGGGGAACTCTGACTTAAACACTCAATATTTCCTCAGGGTGACAATAGTTCG
CCGCTTGTCCGACTTAGTGAAAGAATACGAGTTAATCGTCCACCAGCTGGCCACTTACCC
AGACGTTAACAACTCAATCAAGCCGGAGGTTGGCATAGAAGACTGTCTGCACATTGAGTT
TGAATACAATAAATCCAAGTACCACTTGAAGGATGTAATCGTTGGGAAGATTTATTTTCT



GTTGGTCAGAATCAAGATCCAACACATGGAACTGCAGCTCATCAAGAAGGAGATCACAGG
CATTGGTCCCAGCACAACTACGGAGACCGAGACGGTTGCAAAGTATGAGATTATGGATGG
AGCTCCGGTAAAAGGAGAATCGATTCCAATCAGGCTGTTCCTGGCAGGATATGATCTGAC
ACCAACCATGAGGGATGTCAATAAGAAGTTCTCTGTACGCTACTTCCTCAATCTGGTTCT
GGTTGATGAAGAGGACAGGAGATACTTCAAACAACAGGAGATTGTTTTGT
>McF0055C02-MGRbd1
AAGCTGCCTGCTTTCTGTCTGCCACGATGCTGGCACTATTATTAATGCTTTTCTCTTTAA
ATGGGTGTTTGTTGGCCAAAGAAGCTCCCGATGTGGACTGTTTGGTGGTGAATTTGAAAT
ATGTGTCCTGTTCTTGGAAAAAGACTACAGATGGCAATTATACCTTTACCAGCTGGTTTA
AAGGAGATACCGTGCTTGAATGTGCAGAGTACTCGCCAGGAAACAGCACACACACTGGCT
GTAACCGACCATACAGGGAAACACAGAGATTTGATCCGTTCTATACTGTGTTAAAAAACG
GCAATGATAGCTCTCAAGCTCTCAAGCAAGAACATCAACTTCAGACGAAAGTCAAGTTAA
ACCCACCAACCAATGTCACGGTCAAATATGGATCCGACCAAAACCTGTGGTTCTACTGGA
ACCAGACTTACAAAAACTGTATGGAGAGTGAGGTCCGCCACAGAAAAAAACAAATGAAGT
GGGAGCACTCCAAGGTTTTCAGGGACCAGTCTTATTGTATCAACCTGCCGGCAAGCAACT
CCAGATATGAGTTGCAGGTGAGGATCAAACTGGATAACGCATGTGGAGGCGGCCCTGACT
ACTGGAGTGAATGGAGTGAGCCCGCCATCTGGGGCTCTAACAACAGC
>McF0055C10-MGRbd1
GGGGTGCTGGTCCAGACTGTCTTTTCCCTGACCGTCTTCTGCCCTGTTTGTCTGTTTACC
TGGTTAACCTACATGCTCCAGGTCTGAGGCCTGGGAGGACAGTCTGGAACAGAGGCGGTG
CTTCTTGCGGATGCAGAAAAGGACAGGAGCTCTTTCCAGAACCAGGTACTTCACCCAATG
GGGAACCGGCGGCTGCAGGTCCTGCTTGTGAACCAGGCGCACAATCAGAACCGTTTCCGT
CAGGCTGATCACCAGCAGGGCCATGCAGACCACAAAGTACACGCCTGCAGGATGGGGAGA
AGGAAGTAATACTAGATAGAAGCCAACAACGTCCATCACCATCAAGAAGATGCTGGGCAG
AAGCAGATTCACGGTGTAAAACAATGGCCGCCGCCGGATCACCACCTAAAAAGAAAAGCC
AGCTTCTCAGGGCTTCGCATCAGAGTGATGTTTATGTCATCAACTACAAATGGAACAACA
CATCTGAGCCGGCATGAAACACATCAACCCTCACCTAACAACCCTGCTCTGTGAGCACAG
ATCCCAGCGTGGGGCAGCAAACCAGCTGCTCTGCTCTGGACTTAGAGGAGCTGCGTGAAA
CACATCAATTACAGCCAGCTTTGGAAGGTGAGGCTGCATTTCTGGACATCAAACGGGAAG
TTGTAGATATTGAGAGTGCAGGCTGTGACAAC
>McF0055C12-MGRbd1
GGGAATGTAGTGGCTGCTGGTAAAGTAGCTAACAGTCTGTGTTCGATCAGTTCCGCTGTC
GATATGCCAGTGGCGAAGCTCTCTTTAAATGCATAGTTGCCATTGAAACTGTAGCAAAAT
GACGATTTACAAACAACGTATTCCGTTTTGGCCAAATCTGTAACGACGTCTGTTTTTTTC
TTTTTGCTTGTGCGAGCTTAAGTTCGAAGATTGTTGAGATAAACGGCTGAAGTTCCTCCG
TAGAGAGAGCGAGATGGCTAATGCTAGGCTGACCTACTGTGGTTTGTGTAGCATTTAGCC
AGCTAGCCGGTCGAGTAAAACATGGAGCCAGTCGTTTGTCTTGGGGGATTTAGACCGTAA
ACACGCATCAGTTTATCAAACGTTGCCGAAGCGAGTGGTTTGTAACCTTAAGCAGCCTGG
>McF0055C14-MGRbd1
GGGGCTGTTCCGTAAAACTGTGTTTGGTATCTTTACTGTCGGCCTTGGCGGCTCAAATGT
GTGGCTGCAGCTCAGACATCCAGAGAAGGAGAAGCTCCGAGAGGACGCACCTCGCCCTGC
CGACAGTCACGTGCTCTGAGAAAGGAATGAGAGCTGCGTTTGGCCCCCTGGTCAAAGACA
ATTTGCGTGTCAGAGACCCTGCTGGTCCCTTACATCCTGTGCTTGGTTCAGATGGATCCT
GTGGAGTGAAGCTGAGAAACAACCAAAGCCTCTCGTTTTTTGGCAGATATGACAGCTGCT
ATGCTCGTGTGGAGGGAAGCAAAGTGATGTTCTCTCTTCTAGTCCAACTGACTGGAGAGG
ATCAATGGATCAGAGTTAATATCAGCTGTCCTCTGATAAAGAGAAGCAAATCAAGGGTTG
ACCCCACACCATTTCCTGGTGAGTGCATTGTTGAGAAATCTTTGCAAATCCAGTGTGGCC
ACCAAGTTATCAAAGAAGATGCCTGTACTAAGCTGGGATGCTGCTACAATACTCGCACAG
CAAGCTGTTACTACAGACTCAATGCATGCTCTCTGGATGGCCACTTTGTGTTTACTGTGA
AGGCT
>McF0055C15-MGRbd1
GGGACAGAAGAAGTTGCATCAGATTTTAACATGGCTACTCCTATGCACAGAATAATTGCC
AGGAGACAAGCGGAGGCAAACAAACAGCATGTACGATGTCAAAAGTGTTTGGAGTTGGGA
CACTGGACCTATGAATGTACGGGCAAAAGAAAATACGTCCACAGACCATCAAGAACAGTT
GAGATGAAAAAGAAATTGAAAGAAGTCGAAAATAAACCACTAAGCATTACTGGACCAGGA
AGGGAAGGTTCACACGAGAAGAAACTCAAAAAGAAAGCAAAAGACGCCGACGACGGCAGC
GGGGCCTCAGGAAACTCCTCCAGCGACTCCTCATCTGACAGCAGCGACTCCAGCTCTTCC
TCTGATGACAGCGACAGCAGCAGCGACAGCGACAGCTCCTCGTCTTCATCCACAACATCC
TCTTCCTCTTCATCCTCGGACAGCTCGGACTCGGGGAGCAGCAGCGATTCAGATCAAGAA
CCTCCTAAGAAGAAGAAAAAGAAAAA
>McF0055C19-MGRbd1
GCATTATGGCCGGGGGACTTGGCAAGTGTCAGCAGGTTTGGTTTTACGGCTGCAGAGCAC
CAGAGTATACGGCGCACATGCAACATAACTTTAAGCTGTTGTTACTCACGTGCTCAGCTT
TTCCACTTGTTTTTTCTTCCTGGAGTTCCTTCTCATCAAAGTCAACAGAAGCTGCTGGGT



CTCCTGGAACGTTGAAATTAAAACAAAACGACATTTCGACTGAATTCAATCAAATGCGGC
TAGCTAAGCTCTGTCGTGGTCATCGCTTACGCAATCCTCCTGCCTCTCGTCCTCAACACC
TACTCCCCTGCGTGGATTGTTTGGCATCTTTGTTACGGACACTGGAACCTCATCATGATC
GCGTTTCATTACTACAAAGCTGCAAAGACCTCCCCTGGATATCCACCCACGGAGAAAAAC
GACAGACCATTTGTGGCAGTTTGCAAGAAGTGCATTATACCTAAACCTGCGCGAACTCAC
CACTGTGGCATCTGCAACAGGTGCATCCTAAAAATGGACCATCACTGCCCCTGGCTGAAT
AATTGCATCGGCCATTTTAACCACCGCTACTTCTTCTCCTTCTGCCTCTTCATGACCCTG
GGTTGTGTCTACTGTAGCATCA
>McF0055C23-MGRbd1
TTTCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGGGTGCGTAAACATGTCTGAGCT
TGAAAACATGCGGTTGATTGCCAGACAGCGGCTAAACGCAGCGCTTGAAGAAATTCTATC
GGTGTTTGAAAATACGATTTTGAAATACGAACGCGATGCGGCTCAGAGTCGTGAAGTGAT
CTCCCGCCAGCACGCGCTGCTCTGCAAACTCCACCAACCTTTCGGGGAATGGGATGCCCC
TCTCATAGACTATCTCACACAGCAGATGTTGTCAGGAAAAGAAGCAGCACTCTGCCAACC
CAAGGATCAGATCCCAGACCAAGAAAACGTTCTTATGTGTGCCAAAGAGGAACAGCAGAA
GGTGCAGCTCCGGGAACTCCACAAACTCTTTATCATCGGGTTTACCTACCATTCTAAGCA
GGCTGCAAAGCCGCCAGATGCCCTGCAGTCGCCCGCTCAACCGCAAACCCTAAACTCTGA
TCAGGAGGTGCAAACCGTGTTGTCCTCTGAGACCGAAGACAGCGATGACTACAACAAAGA
AGCGGGTTCAAATAAAAAGTCTTTTAAATCGAAGGAAACCTTAAAGACTCACAGGGTTCT
GCTCAAACATTTGAAAAGTCACCAGCAAAAGGCCGAACAGGTCTGTGGTCTGAGTGGAG
>McF0055C24-MGRbd1
GGGGAATACTCACGGGGGACACTTAGCATTTATCCGAGCAAGACGTCTGGAATGAATGGC
GAATAGCAATATAATGTGAGGCACCATCCTGTGAGAGCCAAGCACGTCCTGGAGTGGGAC
ATCGGCTACAATCGCCTGCCAGGATGACTGACACTCGTCGACGAGTTAAAGTGTATACCC
TCAATGAGGACAGACAGTGGGATGATCGTGGGACTGGGCATGTCTCTTCAGCCTATGTGG
AACGGTTGAAAGGCACTTCTTTGCTGGTGCGAGCTGAGAGCGACGGTTCACTACTGTTGG
AGTCAAAAATCAACCCAAACACAGCCTACCAGAAACAACAGGATACATTGATTGTATGGT
CAGAAGGCGAAAACTACGACTTAGCACTCAGTTTCCAGGAAAAGGCGGGATGTGATGAAA
TTTGGGAGAAAATATGCCAAGTGCAGGGAAAGGATCCATCAGTGGACATTACTCAAGATG
TGGTGGACGAGTCTGAGGAGGAGCGCTTTGATGACATGTCATCACCGGGTCTGGAGTTGC
CACCTTGTGAACTAAATCGTTTGGAGGACCTGGCTGAGCTGGTGGCCTC
>McF0055D09-MGRbd1
GCGTTAACCCGGNCATTATGGCCGGGGGGGGAAAACGTCCGACTTGACAATTGGCCAGAA
GACCATCATTGATCCCCTCCATATGATGGATCAACTGAAAGTCCAATGGAAGGGCAAAAT
GTGGCAGGAGACGTTGCGCCAGCAAAAGAGCCGATCATGGACTTTGGCGGATTATTAAGC
AATTCAAGAACTTGGCATTCATCTAGAAAGAGAGGAATGAGGTGGAGGAACAGCTTCAAA
AACCACCACATTCAACTGTCGGGTCAAGTCACTTGTGAGTCTGGACCAACGGAAAAGTCT
CAACTGGACTGTTGGCCAGAGGTCAAGGGTCCTGTTTTCTGATGGAAGCAGCGTTTGTCT
TTCATTTGGGAATCAGGGTCCAAGGGTTTGGAGGAAGACTGAGGAGCGGAACCCAAACTG
CTTGATTTAGGCTGCAATGTCCAGCACTGGTGTTGGAAAATTCTGCTTTCTTCAATCTAG
AATCACTGCAACAGTCAACCAGAATGTTCTTCATGATTCCTTCTGCTGAGGATCTGGATG
GAGATGCAGATTTCCTCTTCCAGCG
>McF0055D12-MGRbd1
GCAGCAGAGCTGCTCCAGAACCGACCCGGTCCAGTTCTGCGCTCTTCCCCGAGGCTTTTA
CGTCACGTCCCAAGATGAATCAAACCGCCACCGTTTCCCACCAGGTGAAATGTCAGTCAA
CAAAGAGCATCAAGGATGAACACAGAGCTGATATCCTGGAGATGGAAAATGATTTTAGAT
CAGTGAAGAAAAAGCTGCTCTGATCTAAACCATGACAACATGGAGCCATGCTGCAGGATA
AACGGGAAACAAAGGCTTTGCAGCCTAACTTCTGCATTTCACCGTTTGTTCCCTCCTGCA
TGGCTGCTGGGGGGTATGTGTGCACTTTGACACATCTTCATGCAGAGAGGAGGCTGCAGG
AGCAGAGCAGAGAAGTGGACAGCAGTGTAATAGAAGGAGCGCTGTGTGCGTGTGCATGTG
TTTGTCTGTTCATGTGTGTGTGTGTTTGTGCATGTACATGTGTGTGGGTGTGCAGGCTTC
TTCTGCTACCAGAACCTGGTCCCCTGGCAACGAGAGACATTTCCAAAGACTTCATTTTGA
ATGTTGGTCTGTGTCT
>McF0055D13-MGRbd1
GGGGGACCCGGAAGTGACGTATAAAAATATTGACAACAACTATGGCGAAATCTCTACATT
TCTGGACCGACGAAGAGACGGAATACATGCTCGGTCAGTTAAAAGAGCTGAACATTTTGA
AGTACATGGACGCAATGGCGTCTTGTTTCGAAAAGTGGCCGACCAGCTGGAAGGCGCGGG
ATTTAAGGACACCGGAGCAGATTCGCGTCCGCTGGAAGCACCTGAAGCAGGCCTACTACA
GCGCTAAGAAAAAAAACGACACAGACGACAACGGTCCGGCGGCCTGCCCCTTCTTCAGCA
CCCTGGAGGAGCTTCTGGGATGTCGACCGCTGCCTGTAGGCACTGAAGACGGCGTAGACA
TCGGGTTTACACCTCCGGTTTCAGCAACACCCAAAATCACATTACCTGGAAGGAGGAGGC
GCCAAGCATCAGATCTGGAGCAGCTCTTTCAAAGGATGCAGCAGATGCAGAACACCTGGA
TGGAGTACATCCAGCAGAGCCAGGAGCGCGAGGAGCGGCTGGTGAACAGCATCCTCCAAA
GCAATGCAGGCGTGGTGTCCGCTCTGGTGGAAACGATTCACAGCCTGCAGCCGTCGCCGT



CGCTGGACACATCACAGATGTCAGACCAGGAGCTCCACGTGCGACATGGAGAACCACTAG
CCGAGGAGATTAAGCAGGAGGTCATTGATTGATTTAAAA
>McF0055D14-MGRbd1
CGCGCGTTAACCCGGGCCTTATGGCCGGGGAGGTGTAAGGCAGCCTGGATAGGAGATCCA
GACTTTGATTGAATGAAAGATGGGAGTAATTGTCACCTCTGGCAACCAGTTTCAGCTCTT
GATGACTTGGTGAAACAGTCAGGAACTCGTGGCCTTCGCTCGGTGTTGTAGTCACGGGTG
TGTCAGCCATATCTGCGGTGGACAGCAATGACTTTATGAATACCAGATTTGTTGAAAACA
ACTTCCATAAATGCTTATGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAT
>McF0055E03-MGRbd1
GGGGCTGGTCCATTAATGTCATTAATGTCTCTTCCACGTACGTCTTCTGCCCTGTTTATC
ATGCTATGCCCACAAATCTGGCCATGTTAACATTAAACAAGACAGCGGAGAGCAGCTTCG
AGGGTCCTGCTGGTCATCAACAAAACTACAACCAGAGAAAGATGTTGCAATTTGGAGGAT
TGCAAAATGCACAATCCCGTGGCTCTATGAGTTTAAACAAATATAAAAACTCTGACTCAT
GATAATGAGGAACGTACAGAGAGTGATTCTTACCAGAGGCACAGCAGAGTAAGACAGCTG
ACTGGAAACGGTGTGCAGGAGAATCTGAGCGTTTCACATCTGGACACAAGCAGGAAAATG
ACTTTTCAGCCCACAAGTTTCCAAAACCTCAGCATTGCAGTGTTGGATGGACTCCAGAAT
AGCACCAACAGCACTGGCTGTCAAGAGGCAGAAGCCTGGAGTTGGGTCTACGCCCATGGG
CCTGCATACATCTCCATCATCTGTGCTCTGGGAATACTGCTTAATCTATTTGTCCTGACA
GTGTTCTGCTTTCACAACAAGCCCTGCACAGTGGCAGAGATCTTCCTGGGCAACCTGGCT
GCTGCGGATCTCATCCTGGNTT
>McF0055E04-MGRbd1
GGGGTCTCCCATTTTGTTTCTGCCTTTGTTTCATGAAGTTATGTTTGAATTTGAATGTTT
TGTGAAGTTTATTAATCAACTTTTAAGTTCCTTCCTCAAACCCAATTCCATGCAATTGGA
GGTTGCTGATACATTCATTTAAATAATTTAGAACGTTTCATCAGCTGCATTTTTTTTTCT
TTTTTTTTTCATATTGTGTTTTATTTTAGATCGCTAAATATTTAATTTCAAAAAAAAAAA
AAAAAAAAAAAAAAAAAACCTT
>McF0055E10-MGRbd1
GGGGACCTCCTGTTCAGACAAGAACATCAGCATCTTTGACTTCTTCTCAGGAGAGTGTGT
GGCCACCATGTTTGGACACTCGGAGATCATAACTGGGCTGAAGTTCAGCGGCGACTGCAA
ACACCTGATCACCGTTTCAGGAGACAGCTGCATCTTTGTGTGGCGTTTGAGTCCGGAGAT
GACCATCAGGATGAGGCAGAGACTCGCCGACCTGAAACCCCGCCGCAGCATTCCTCACCG
CCAGAACTCACGTCAGCAGAGAGCCGTCAAAGTCAGCAACGCCAACGAGGAGGAGAATGG
AGAGGCGGGGCAGGCCTGCCCCTATATGGAAACAGCAGGATGTGCAAAGGAGACAGAAAC
AGGTCTTTCTAAGGGACATGGACTCTCGCAGTGGCCAAAGTCAGGAAACACGGATGACAC
CTCTGCAGGGTCATTCAGTCACTCCATGTCCAGTCCGAGCCTGGAAGGGGAGGAGCCAGT
GCTCTTTCCTGACCAATGGGAGGACAGAGTGAACCTGGAGCGCAGGTGAGCGGCTCCATG
GACGATCTCGTCCCTGACCGCTGTCAGATCTCTGGACTCTTATCAGAGGCCCTTCAGACT
ATGACAGTGGAGCAGGACTTCCTCTTTTAAGTCTCAGATATCCTCCCTGGGTCAGCAGGA
TCTGACCTTAAAGGGAGATGCACCGTGGTGCCTTTGAGCACACCTGAGCTCCAGGTGAGC
TGCAGGGTCAGTCTGTGGTCACAGACTGAACGAAAGC
>McF0055E11-MGRbd1
GGCCGTTGATGGAGTGAATTTCCAGGGTTTCCCAAAAGGCAATTAGCCAAGAGGATCACG
GTGCTAAAAGCAAGCAGGTCCACATAAAGATGGCTGCTCGCTCTGCATTTCTTCTTCTTC
TTCTTCTTCTTCTTTTTTTGTTGCACTTTTTGGGACAACTGACAGTGCAAGAGCCTTCAC
CTGTACGTGAGCAGACGTCAATCACCACTGTGAAAGCGGTCGCCCCCCCCTGGATGTCCC
GCCCACTACGAATGAAGATGAATGTCCTAAAAAAAACAACAACAACCTGCACCTTTTTTG
GGGAGATTCGCTCCCAAAACGCTGAGATGTGCTTGTGGATGACGGGCGACCTGTAGCACC
GACACACGAGGACAATCAATCCCACCCAAAGAGCCCATCAGGCGGCGCGTCCCCTCACCC
ACGGACAGCTTTCACCCCGCAGATGCAAACGCCTCGTTGCTTTGAACGAACGTCCGTGTC
CGTCTACATGAAGTCACGTCAAATATGTCGGTGGTTTGATGTCAGAAACACTTATTTTCA
ATAAAACTTTATGCACAAGCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTT
>McF0055E13-MGRbd1
GACAGATTGCGGGGCGTCGTGCGATCAGAAAAGCGACTATGTCGGTCGGTTCGGTAAGCC
TTCGGGCCCATGTGGAGGCTGTGCTGGGGTCACTGGTTAAAGCGGCTTCGGTAGAGTTAA
TCAAATTGTGCGAGAGCGAATACCGAGCCTGCGCAGCTGACGATGTGGGCCGCGCAGACC
ATGAAGAGGGAAACGAGACCATGGAGACCCTCCAGGTTTTTGGAATAGGGAACAATAAAC
GCAGCATTGGTGTGCAAGTGACCGAGGACGTTCATCCTGTGGTGGAGTTTTCTGATCCTT
CTCTCCCCTTTGGTGGGGGCTGTTTAGGAGAACACATTGAGCTGCTTTTTTTGTTGTGCC
TCATTCCATCAGACCTGCTGAGGACTGCTGAGGGTGATGGCCACACTGACCCTGAGGGGT
CACCTCTAAAGAATCAGCAGATTGTTGCAGATCTCGTGAATACGG
>McF0055E18-MGRbd1
CGGGCATTATGGCCGGGGGGACCAAACTTCACGAAAAAGCTTAAAGAATTATGGACTCAG
AAACAAGCAGCAATTATGAAAACAGAAGTTTTATGCTCCAAGACAATGAGCTGTTCTCCT
CCGAAGAAGACAACAGTCTCTACTTCACCTACAGCGGAGGGTGCAATGAGCTGGAAGTCA



ACAACTTGCACTATGAGGTGGTCACGGCAGCTCAGATCCCCTGGTATGAGAAGCTAGCAG
AGTTTAAGTTACCTTGGGAAGTCACAGGAAACAAACAAATGGCCATCAACAACCTCACCC
TTCGAGTCCGCAGCGGGCAGATGCTGGCGGTTATCGGCAGCTCAGGATGTGGAAAAACAT
CTCTGCTGGACATCATAACTTGCAGGGGTGAAGGTGGGACAATGACGTCGGGTGAGGTTC
TGATAAACGGGAAGCCCAACACGCCTCAGCTAGTGAAAAAAAGCATTGCTCACGTGCGCC
AAGATGACCGTCTTCTTCCCCACCTCACCGTCAGAGAGACTCTCAGCTTTGTGGCTAAAC
TGAGGCTGCCCACTCACTTCACACAAGGTCAGAGGGACCAAAGGGTGGACGATGTCATTG
CAGAGCTGCGGCTGCGACAGTGTGCACACACCAGGGTGGGCAACGACTATGTGAGGGGTG
TTTCTGGAGGAGAGCGAAGGAGGGTCAGCATCGCTGTGCAGCTT
>McF0055E20-MGRbd1
GGGACTGAAAGGAGGGGTGACATCACGTTACATCATCGCTCCGTTCATAAACCGACCGTC
AAGCTGCGCTGCTGCTTCACTGCACGAGTCACCAAGCAGCTGCAGACACCTGCAGAGCCT
TCACGCACAGACCCACGTGGTGCACGCTCCACAGGTGTGTCACTGACTTCTGTCTGTTAG
CACAGTCTAGATCAGAGTAGGGATTCCTTCTGTAGCCAGAGAAGATCCACATCTGCAGGA
TGTCAGATATGCATGCGTTGATCATGATGGACTCCAGCAGCCCTGACTTTCTCTCAGCTG
AAGATAGTCTCAGCAGCACATCTGGGATGGAGAAGGACCGCAAACCCCGAAAGACTGTCC
AAAGAGTGACCAAACGGCGAGAGAAGAACAGGGATGCAGCGAGGAAGAGCCGCAGGAAAC
AAACTGAAAGAGCCGACGAGCTTCACGAGGAGCTTCAAGATCTTGAGCAATCAAACTCTG
CATTTCTGAAGGAAATCGCTGAACTGAAGAAAGACCTCCTCTTCTACCAGATGACCCTGG
AGCGCCACAAGCCTTACTGCTGCCTCAGAGCCTCCGGCTCGTCCAGCCCCTCCAGCTGCT
GCTCGAGGTCGCCAAACTACCATCAAGCCA
>McF0055E21-MGRbd1
GGGTCAGAGCAGAGAGTGGAGATCTATCAGTTACTCCGACCTGAGGAAGACAGCACCTCC
ACTCAACGTTACATCGACTCTCGCACAGTTCAGCCAAGGGCCAAGGGAAGCTGGATGTCC
ATGGACGTCACGGAAACCGTTAAAGATTGGGTGTCAGATCCAGAGAATAACCTTGGACTC
AAGCTTGGCGTCCACTGTCCCTGCTGCACCTTCGTCCCATCCACCAACAACATAGTGCCC
AACAAGAGTGAAGAGCTAGAAGTTTTGTTTGCTGGTGTGGATGATGAGCGGCTTCGTCAG
ATGAGAAGACCGGGTCAGGTCAAAGGCCAGGCAGATTACAGTACCAAGACGCCACATCTC
ATCCTCACCCTGCTTCCCAGTGACAGAGTGGACAACCCGGCCAGGAAGAGCCGCAAGAAG
AGGGCAGCTGCCACAGACGCCACGACCTGCTCCCGTGGTTCGGATCAGGGCTGCTGCCTA
CGCTCGCTTTATATCGACTTCAGGCGTGACCTCAACTGGAAGTGGATCCATGAGCCAAAA
GGTTACAAAGCCAACTTCTGTGCCGGCAGCTGTCCTTACCTCTGGAGCACCAACAACCAC
TACAACATGATCCTGCCCCTGTACAACAAGCTGAACCCAGAGGCCTCCGCCTCCCCCTGC
TG
>McF0055E22-MGRbd1
ACGCTATCAATCTTTCATCTAAGATAAACAGATTCTTTTTCGCGTTTCTGTCGCATGGAA
AACTGTTAAATTAAATGTTTTGCAATTTCCAGTATTTGCTTGAGGAGCTGCATCTGGCGA
ATCGCATCATCAGATCGCCAGGAGGGTCATCGTCAGCGGCGACACCCTCTTCTTCTCCGT
CGGCACCGAGCGTTTGAGGAAAATGACCGGGGAGAAGATCCGCTCCCTGCGCAAGGATAA
CAGGCCGAGTAAGGACGAGGACTTACTGGAACCCGATGAAGAGGCTGCCACCGGGACGTT
TTCCGCCTCCAAGGCGAACAGCAAAAGCAGAGCGAGTAAGATCTTCAGCAACCACAAGTT
AATCGGGTCGCCGTCCGCTCCACCACGGCAGCAGCCGCAGAACCAACAGACGCAGAATAA
TGCTAACACATCGGACGTTGTTGATGACAACAACAAAAATCCCATCATCCGAACAGGACT
GGACTTCCCAGTGCACGAATGTGTGTTTAAAGGAGATGTCCGCCGTCTGTCGTCCCTCAT
ACGAACGCAGAATATCGCCCAGAAAGACGTTCATGGAAACACCCCACTACACCTGGCTGT
CATGATGGGACACAAAGAATG
>McF0055F01-MGRbd1
GCGTTAAACCCGGGCATTATGGCCGGGGGGTGAAGAGACAGTTGTCAGAGTGAATGTTGA
ACATCAGCTAGTTTCTCCTGTTGATTGAAACCTTGTTGTACAGATGGAACATTGGCTGTG
GATTCTTCTTGCTGCTCTTTTCTTTGAGTGTAAAGGAGAAGACAAAGTGATCCAACCAGG
AGGAGAAGTCATTGCTGCTGAAGGAGATTGTCTCACACTTAACTCCCCCTTTGAGACCAG
TTTTTCACAATCATATTTGTTCTGGTACAAACAAGAAGTGAACAGTTACCCAAAGTACAT
GTTGAAACGTGACACGGATGGAACAAAAGAAAATTCTCCAGAGTTCAAGGAAGACAGATT
TGATGCTGAACTCAAATTTAAATCAGTTCCTCTGAAGATCCAGAAGCTTCAAGTGTCTGA
CTCTGCTGTGTACTACTGTGCTCTGAAGCCCACAGTGAAAGAAAACAGTAAAACTCTGTA
CAAAAACCTGCAGAGCAAAGACAACATCATCAAGAGGGCGCTCAAAAGCCAAATATCATT
ACTATTTAAATGTAAACAAATGTTCTTGATGCACTGTCCAAAGGTTATAAGTTCACAGAA
AACCGAAGAGATGAAACTATAGAACCTTGTGGAACCGTGAGAGGATGATAAGGT
>McF0055F02-MGRbd1
TGAGCGCGCGTTAAACCCGGGCCTTATGGCCGGGGGGGGTGGGGGGTGACCATTACAGTA
TTTCCACGGATCAAGTTTTATCACCAGTCTGGACTGTCCGGCAGATGAAGTGCTGGTCTG
AACTCCTGATCCTCTGCTGGATCAGGTGATGGCGAGGCTGGACGGGTTGGACTCCGCCTC
CACGTCTTTGGGTTCGTCAGATTTGTGGAAGTGTTTAGTCGGAGAGCCGCACCCATGCTG
TGGTCGCTTCATCACAGGAAGTCTGTGTTCAGTCCAAACGCGCAGAAAAAAAGGACGACG



ACGTGACTCGTCAACGTTCCCGGGGTTTACTGATTCAGAAAACTGTCTGAATTGTGTTCC
AGTGTCCGCCGTCATGATGGTGTCTTGCAAATGTGCCACTTTTTCATTTTTAGTTTGATA
GACACAGCAATCAGTGGATCTAAGACCCGACCTGAGGGTCCAACGTCTCAG
>McF0055F03-MGRbd1
GGGTAATTTCCTCGAACTGTATTTAAAACGATTTTTTATTCGTAGCATGACAGGCGTCGC
AGCCATGGGGTAGCACATGTGTAAGTGTCCGACGTTTGACGGACAGACTGTTTCGATCCT
GCCAAGTCGGTTATTTTATTCGAAAAATGTTCGGTTCGCCGTCCAACCACGGAGTCGGTC
GCTCGGAGGAATGTTCTGGCAGCAGCCGCAACCTGTTGGTTCACCGCAGTTCATTAAGGA
GGCGGGAGGTGGAAAGTAGCCTTTTAAGTTTATCAAGCGAAGAGGACGAAGAGGTTCAGT
TTGATACCTCAGACACAGATTGTAACGGCGAGCTGCTGATGGCTGGCAGGCATTACCCGT
CCATTCAGGAGTTCGCCTCGGCCATCCCCAACCACCTCCTGCTGGGCTCCCTGCTGGAAC
ACCTGTGCTGCGTCTACGAGAGCAACCCGGCGCGCTCCCGCATGCTGTTCAAAGTCATTG
GCCAACGTTTAGCCGCCATGAACCTCCTGTCGCCGTTGGCAGTGAGCGACGAGTTCAGCA
GCATCAGGCTCCAGCACAACCGTGCCTTCGCTGAGCTGCTGAACGCTGCCAGCTCCTCGC
TGTATCCGCAGGGCCAGCAA
>McF0055F04-MGRbd1
GGGGTCAGCATTTTGAGCGTGCTCTCACGGCAGCTGAATCCCTCCTCCAAACAGTTTGTA
CAGATGATCACATGGACAGTGAAAATCTGCAAGGAGACAAGTTTTGAGGATTCTGCATTC
TCTAAGGGGATGCTCTCTCTCCTGTTTAACCTCCATGTTCTCTACAAGTCTCCTGTCGGC
CTGCTGCTTGAACTCTGCCAAGACATTCACAGCCAGCTGGGAGATATTGATGAGGATGTG
GAAGTGGAAAAGCAGAATATCTTCGCCATTATTAACATGAAAACAGCTTCAAATGCAGCT
GTGTTTGTGCTTTCCCAAGTAGAGAAAATTCTGGATGAAGTGGAGTGGCTTATTGCCCAA
AAGAAAAGTCAGGCGGCGTCTGATAAACTCAACTGCGGTGAGGACACTCAGTCTGCAGGC
CAGCAGGATCCGGTGGAGAAGGCAGTGACGCTGCAGCTGGGAACGCTTGTGACGGCGTTA
AACGAACTGGTCCAGACGTCCCTCCAGCCGGGAAACTGCACCATCACTCTGCTGAGAGTG
CTGAGTCGCACCTACAGCATCCTCACAACTCTAGTCAAATACTACATCCAGGTGTGTACG
AGTCAGCACAGTGCACT
>McF0055F08-MGRbd1
GGGGAGAGGAAAGCAACCCGAGGAGCCGGAGGGTGGCAAGCTGCCGCTGAGAGTTGGAAC
TCGCTACCCGTCGCTACTCGCGCAGCTGTGTGACTGACACTGACACCACCATCACAACCA
CCACCCATCCTTTGATCCGACCCCGTCCATCCCTGCCTACCGGGAGAAGAGGGCTGGAAC
TACCGAGCACAGTTTGGACGAGTCACTGCAAGGACGCCTGTGGCATATTTGCGGCAATTT
GGCTTTTTTTTCTCCCCCCTCCCACCTTTTACCTCGGAGCTTCACAGGTTTCATGGGCAG
CCTGGGTGTTTGGGCCGTGGCTGTGGCCGCTCTGCTGGGAATGTCCGGATGCTGTTTGGC
TGAAGGACACAAGAGCAACAAGCGAGACAGCATGGATAGAGCTTCACGCGTTTCCTCCCG
CGAGATGCATCCAGGGGGGAAGGGAAAAGCAGACGAGAACATCTATCAGACGCCTCACAA
CTCTGAGCTAATAATGTTGAAGCTATCCAGCCACACAGTTTTGAGCCAGGCAGCCACTTG
GATTTGGAAAACAAAGTAGTACGTGGATCTAGTCGTCTAAAGGGGATGCATTGCAATGGA
GCAGAG
>McF0055F09-MGRbd1
CGGGCGCATCAAACCAAATTCAGTTGAAGGTTTACCTAACTTTTGGCTCAAAAGCCTCAT
ACTGTATGCTACCTGCTGGTCTATGCGAACTCCCATGACTGTGGACAGTTAGCGTGTTTG
TGGTAGGTTTACTCACGAGTTGTTTTTATAGTGTCAGCCCTAGGAGCGATTCAAGCTAAA
TACGTTAGCAGCTGAAAATTATAGCTAGCTAGTGTCAATTGGGTTTCAAGTTATTGCCGT
GCANACTAACGAATGCCCTGTTTAATGTGGCTCGACAACAGAATCGCGAAATCTATTTGC
GGGCTATACTTTAGTGGGAAAGTTTCGTTCACGCCTAGAAATCATGGCGTCGGTTCAGTT
TAATTAACTTTGGGCTGTCAACAGCGTGCTGACGTTAGCTGTCCTGGCTAACCAGCCAGC
TCTCCAACAACTACAATGGCCAAAACAGAAAACGGTCGTCAGTCAGTGGACACGCGGAGC
ATAAGGACTATAAGCAGCAGTAGCCACATTGACGACGAAAGCTCATTGGGATCCGA
>McF0055F12-MGRbd1
GGGGAAGAACAAACGCACCAAACCAGAACGAAAGTATTGCTTGCTTCCAGTCATTTTTTA
CCCAAACAATTTGTAATGCGTTGATGTGATTTAAAAGAGACACAATGCTTTGCACTGAAT
TGAGCAGGCGGGTAGTTCTCACCGCCACCAGAAGCCATCCCTGCCTGTCAATCTGCTCAT
TCCGGAAAGTAGCGACAACTAGAGATAATCATTTTCAACAGCAGCCAAGATCCACGAGAA
GAGCCTTTTACAACAAAGCTGTGACCACCCAAGTGATTCAGTCCCACCTCAGTGGAAGCA
GATCTTTCAGCCTGTCGCCCTCCGCTGTTGTGAACTCGGCACCTGCCTTTGTGCAGCCGT
ACCTCCGCCTGATGAGGCTGGATAAACCCATCGGAACATGGCTGCTCTACCTTCCTTGTA
CTTGGAGCATCGCTCTGGCTGCAGAGCCCGGATGCCTTCCAGATCTGGGCATGTTGGCCT
TGTTTGGAACTGGAGCCGTGCTGATGAGAGGGGCCGGCTGCACCGTCAATGACATGTGGG
ATAAAGACTTTGACAAACAAGTGACCAGGACAGCCTCTCGACCCATCGCGTCCGGGGAAA
TTTCCCAATTCCAAGCT
>McF0055F15-MGRbd1
GGGATTACCGTCTGATTCCCTGTGTTCCTGGTTTCCCTGACAGTTGGTTTGGTTCGGTAT
GTTAACCCTGCTCAGCAGCGCTTTTTGTTGGTTTGAGTATTAAAAACCCTTTGTGACTTG



GAACCACCTGCGGCCTCATCTCTGCGTTTGGGTCATTCAATCCCCCCCATTGTGACAGTA
CATATCTGACAGTGACGGCCCCGGGAAAGCTCTGACCCCCAACCCACCACCCACATCACC
CTGACTTGGCTGTACCAGGTTTGAGAAGATGCTCATCATGACCAAACGTCTTTCACAGAG
AAGCTGGAGTGGTCTACCACTAAGACTAAACAACACTTTGTGATGTCTGATTTGTTACAC
CAAGACATTTTACATCATCCAAATGTTTGCTCTGGTCGTTTGGTAACAAAACCTGCCTAG
ATGTTATTTTATTTATAATATTTCTATACTATATGAATGTTGTAAAAACATTTAAGCCCA
GGTTTATACCATAAAAGGACAGTTTTTTTGTTTTGTT
>McF0055F16-MGRbd1
GGCTAGTGGCGGGGTTCCGTTGAGCACGCTTTCACCCAAGTATCTCCACACCAACTCTAC
CAGCCACACATGGCCCTTCAGCGCCATCGCTGAGCTGATAGACAATGCCTATGATCCAGA
TGTCAGCGCCAAACAGTTCTGGATCGTTTAAACTATGATTAACGCCCAACTGTGCCTCAC
CTTTATGGATAATGGAAATGGACTGGACCATGAAACTATGCATAAAATGCTCAGTTTTGG
ATACAGTGACAAGACTGCGCATAAAGGGACACGTGCCCATTGGGATGTATGGAAACGGCT
TGAAGTCTGGATCTGTTTCTTCTGGGAAAAGACGCCATTGTCTTTTCCAGGTCAAAGAGT
GGAATGTGTATTGGGATGCTTTCCCAGACCTACCTGGAATTGATTGGTGCCAATCAAATT
CAAGTACCGATTGTTTGCATCACAGAGAGGAACTTGAGCAGCTTTTCGGTTAGAGAGGAG
CACAGAGCCAGTCTTCAGGATATTCTGCGCTATTCTCTTTTCCAAAAACAGGGGGAACTG
CTCGCTG
>McF0055F24-MGRbd1
CAAATCGTCTTCAAAGGTTTCTACAAGCATTAAACTAAACCAGCATGACCAACGGGCACA
TGGAAGGCATCAACGGCTCTGCTGGAGCCACGGTTCTGGACCCCATATCCGCCTCAGACC
TGGAGGACATAGAGAATACGATGGAGCATAAACTAATGAGGGCCTTTGCCCAGCGGCGGC
GGGCCGGTGGGCTTCTCCGGGTCTCCCTCTCCGCTGTCTGGCTCGTACTCGTCGGTCGCT
GTGGGCTCGGCTTCGTCGGCGGTGCCCGTCAGACGCTTGGCCACTTTTTCAAGCTCATTC
TCTGCAGCTGGAGGACAAAATCTGGAGTCATCAGGGGTTTCTGACTTTTCCAAAACGGTT
TTAGCTTCAGTTCATACAAAAAAAGGGTTTCATCTGAATTAAAGTGAAATAATTATTTGG
AAAAACTGANNNNNNN
>McF0055G01-MGRbd1
TATGGCCGGGGGCAGCATCAAGGAGGAAGCTCAACTGCAATTTAACCATCTACAGCTGTG
AGGAAAACATGGGGAACGTGCAGCCCACCATCGTCCCATATGAGGATTTTGACGTCATAG
ATGACATAAAAGCTTTAAGAAAAGCATGTAAAGGGTTGGGGACAGATGAGGAGGCCATCA
TCAACATCCTGGCTTATCGCTCTGCAGCTCACCGAGTGGAAATCAAACAGGCCTACTTTG
AAAAGTACGATGACGAACTGGAGGAGGTCCTCAAAAAGGAGCTAACAGGCAGCTTTGAGA
AAGCCATCGTTGCCATGTTGGACCATCCTCACGTCTTCTTTGCCAAAGAGCTGCGGAACG
CCATTTAGGGGGCGGGTACTGATGAAGCAGTGCTGATTGAGATCCTGTGCACTGCCACGA
ATAATGACATCTTGAGCTATAAGGAGGCTTATCTTCAAGCCCATGAGCGTGACTTGGAGG
CAGATATTGAGGATGACACAAGTGGAGATGTCAGGAATTTGCTCATCTCACTGCTGCAGG
CAAGTAGAGATGAAGGTTATGAGGTTGATGAGGATTTAGCCGACCAGGACGCTTCATCTT
TATTCGAGGCAGGAGAGGGCAGGTTCGGCACAGACGAGTCCACCTTCACCTACATCCTGA
CACACAGGAACTACATGCAGCTTCA
>McF0055G08-MGRbd1
CCCGGGCATTATGGCCGGGGACGACTCGGTTGGAGCTGCCTGGAGAAGAGGAGCGTTAGT
CTGAATGCCACCGTCGGGGTGACATTTGAAGGTCAGAGGAATGCTCCAGGTGTGACTCCA
GTTCAACAAGACATTTGTCAGAGAACAGCTGAGTTCCAGGAAGATGACGACGCCCTCTCC
CACACACAGCGACAGCAGCGACTCTTCTAAACATGAGAGCAACCGCGATAGCTGGGAGAT
TGTGGAGGGTCTCAGGGGGGTGCCTGCCAGCATGCAGGAGCCCGACAGACAGGAAGGCTT
CCTGCTCAAGAGGAGGAAGTGGCCAATGAAGGGATGGCATAAGCGATATTTTGTGCTGGT
GAAGGGCATCATGACGTATGGGAAGCGAGGGACGGATATTCAGAAAGGGAAGATTCATGG
TTGCATAGACGTCGGCCTCTCCGTCATGTCTATCAAAAAGAAAGCCATGTGTATTGACCT
GGACACTGAGGACAACATCTATCACCTCAAGGTGAAGTCCTCAGAGCTGTTTGAGGAGTG
GGTGTCA
>McF0055G09-MGRbd1
GGGAGTGACTGACAGTGAGAGTGACTGAATCCTTCTAATAGCCATGGAAAGCATAGAGCC
CATCCTGTCAATCGTTAAAGGCATCTATGATCACGTTGAGGGGGTGAAGGCCAATGAAAA
ACGCAGCAAGCGTAGCTGTGAGCGAGTCAAAGCCTTGGAGAAGATCATTCGTTCCATTCA
AACCCCCAAAAAAGTTTTCGAAACTGAGAATGTGAAAAACATCATCAAGGATCTCACAGT
CACTCTAAATGCAACAAAGAATCTCCTGGAAAAACATGCAGATTCAAACTGGATGAAACG
CGCCATTAAAAAGGGTTACTATGAAGAAGAGTTCAACCATGTGAATGAAAGGCTCAACGA
TGCCTTCCAGGCCCTAAGTTTAGCTCTGAACATAGAGCATGAAGACGCAATCTGCAAGGT
TTTTGATAAGGTCACTCAACAGATGGAGGATGAAGAAGACAAGAAGAAGGATGAGGAGGA
GCTGCTGGATAAGATGACATCATTGCAGAATGATGTAGCTGAAATTCTTTCTCTCTTGAA
AACGCAAAAAATGCCTTATGACAAAATTCGGAAGATAAAACTTTCAGAACTAAAATTTAT
CCCAGACTTCCCCAAAAAACCATTCATGACAACGGAGTCTGCGGAGGTCTTCATGGGAGA
GTTTCAAGGGTTTCCTGTTGCCATCAAGAAGTACCTGA



>McF0055G15-MGRbd1
GGGAGCAGAGGGCAGAACAACAAATGGTGCAGCGAAGGGCTCTGCTCTCCACACTGCTGT
GAGACGCCGCTTTACTTCACTTTAAATGAGGAGAGGGGAAATGACCCAGCTGAGTGTCCG
CCGCTGGACGCCAAAGCACGTTGCTAAGTGGTTGAGAGACGAAGGGTTCTGCGACTATGT
GGATCTATTGTGCTACAAGCACCGCTTGGACGGATCCAGCCTGCTGGCCCTCAGCGAGTA
CGACCTCCGCTCGCCGCCGCTGGAGCTCAAGGTGCTGGGAGACATCAAAAGGCTGATGGT
GTCCATCCGCAAGTTGCAGAAACAGAACCTGGACCTGCTGGAGGAGCTCGGTGTTTCCTT
CGAGGGGCTTTCTCCGTCAGGTTCTGGGGGCACCTTGGACTGGTTGTGCAACGGAGACTC
AAGCAGGGACTCTGACGGCACCGACACGGCTCCGGTGGGAGAGGAGTACCAGCAGTACAC
CAACGGCAAATACAAGCAGCAGATGAGGCGCCTGGATCCTGAGTACTGGAAAACGGTGCT
CAGCTCGGTGTACGTGGTGTTTGTGTTCGGGTTCACATCCTTCGTCATGGTCATAGTGCA
CGAACGCGTGCCTGACATGCGCACATACCCTCCACTGCCAGATATTTTTCTCGACAGC
>McF0055G19-MGRbd1
CGCGTTTAACCCGGGCATTATGGCCGGGGGCTGGTCCATTAACGTCTCTTAATGTCTTCA
TGCCTCGTCGTCCCGTCATGTTCCATGTTTCATGCCACGCCACAAATCCAGAAGACGAAC
CACCAGCCTCTGTTCTTTGGCGCGCAGTGAAGGTTTTTGGCGTTTACAATGAATCAGGGG
CTCTTCACCCTCTACTGAGGTGTCTACATGATGCTGCTCAAAAGTTGCATCAAAAAGGGT
CTGTCAGGCTCAGCGGGGTGTTTCCTTCAAGATGCTGTCTCCTGCTGAGATAAGATGCCA
TGATCAGGGGGACCCCGAGGCCCTCAGTTATGCAGTCTTCTCATCCAGATTAACAGACTA
CAAGGATTATAGAGACCTTTTCTAAATAAAGTCTGTCCNAAAAAAAAAAAAAAAAAAAAA
AAAAAAACCAT
>McF0055G20-MGRbd1
CGCCGTTAAACCCGGGCATTATGGCCGGGGGCTGGTCTAAATTCTTGTGGAGAAAGAGAG
ATGGAATATGTTCCTCTCTGTTATAGAACACAAGTTTGTCCTCAACATGTTTGATGTTTG
CCACAAAAACCTTAATACGTCTCGAAGTCTCTAAAGTAACTGTTGAAAAAAGTTTTTGAG
CGCTGTGGCCATGACTCTAAGGTGCCTTTCAAAGCAGGAAAATGGGAATTTGGCAACAAT
TGAGCTGTGGTTCAATTATTTCTATTTTAGGATCTTGCACTACGTTGTCGACAACAATGG
AGGAGGATGCAGAGGAGGAAACGTTCCCCAGGGGAGCCACAATGAAGTCCTGCACATGTG
AAAGAATCGCAAGAGAAGAAAGGAATCTGGGTACGGAGTGAATCTGGGATTGCGGTAAAA
AACTGACAAACGGGGTGAGAATATTTTAGGTCCCACTCCAACTGACAAAAAATGACATTT
GAAAAAGCTTGTAGTTGTTACATACAAACTACAATTGGCAGGACACAAGCTCCCTGCTCT
NGC
>McF0055G21-MGRbd1
ACCCGGGCATTATGGCCGGGGAAGCTGTGATTGAGCACAGCACTCCTCACCCCTCCAGCT
GTGTGAGGGCCCTTTGTGGCAGAGGGCTCCTGCGCATGATGGCCGGCTCAAACTACCTCA
CAGCTCTGGATTACACGACAGCCACCAGACTTCACCCCCAAGAAACAGCGCTGACTATCC
GCTGCTTGGTGCCTTGGAACTACTGAGGGCTGCTGGTGACGGTTCTTCTGGAGCAGGGAC
GAGTTGTTCTGGAGGAGACAATTCTGCACAAGTCCACATCTAACTCTGGTGACGATCCTC
AGCAGGTTCTCCAGGAGGACAAGCAGCAAGGCCCAAAGAGAGGCAACAGATCAGGATCTT
CTGCTGGTGTTTTGTCTCTCGCTGCCTTGCTGATGGAGCTCCAGCCTGGTGGTGTTGGGC
CTCACATACTTGCAGCAGATGCTTTGTACCAACTCGGCAGAGTGGAGGAGGCCTACAGGT
TACTTCTGTCTATTGGGACCATTAATCCTCGTGGACCCACACTGGCTCGCCTCGCTCTGC
TGCAGCTACACAGGGGCTTTCTTTATGACACCAATCAGCTGCTAAAAAAAACTGATACTT
TGCAGCGACACCAGCTGCCTGCACAGCCTCCTTGG
>McF0055H03-MGRbd1
GGGATTATTGTTTAGCATCATTTTCTAAATGGAGGATTTTGTGTCTAAAGTCAGGAATTT
GTGGATGCGTCTCTGGCAGTGGTCTCCATGGAGACAGAGAGACTGAAGAAAGAAAAGAAA
GACTTCTACTGGCAGGTTATCAAGGTGTTTCTTCAGAAGGAGCGGCACCCAGACTTCATT
TAGGAGTAAAAGCCACAACAGGTATCCCGGTTGAAGCAGGAAAGAGTTGGATGTGTGTAC
CTGGAGCTTCAGTCTGCGCCAAAGCCTCGATGCTGGAAGTATTCAACTATTCATGAGTGC
TGGAATCTCATGTTCCCTCTCAGAGAGAGTGAGCTGAGATGAATGGTTGGTTGGAGTGCA
GAGGGATGCTGCTGTTCTTTCTGTTGCAGAGTTTGGGGAGTCATGTTCTCTGCTGCTACA
TTTGACGTTTGAAACAACCAGGTTAAAAAAAATGTTAGCCTATATTTATGACTATACAAA
TAAAAGTACCACACCTGCAATTTTTAAAAAATAAAAC
>McF0055H04-MGRbd1
AGCGCGCGTTAACCCGGGCCTTATGGCCGGGGGGCACAACATCCGCTTTGTTTAGCGGAG
CGACAGTAGCGCCTGATCTGGTTGAGGGGGGAGGTGTGTTAGACTAAAGTGTGTCACTGT
GGGGTGTTTTCTTTCGTGAAATTATTTTTGTTTACTGCTCGTGCGGTGGAAATGTCTCTG
TCTTCCACCCAGAGCTCAGACACAATCAGCCTTAGGAGGAGGCCGACAGACTTGGCGTTG
GATCCTTCAGGCGGTCACGATTGTCATGAGGAGCTCCATGAACAGCTTATTGCATCAAAC
AGTTGTGCCTCATCTCCCCATCTTTCATCATGTCCTGCAGTAAAATGCATACCTGCACAT
GCATGTACAGGCTATCGTGCTTGTGAAGAAAGCTGGGAGATAATCCAAAACAAGAGAACC
ATAAAAGCTGAGAACGAGGTGGAAGCCAACAAACTAGTCAATAACTACAGATTTGGTTTC
AGAAAATGGAAGAGCCACGTGACANAACGGCCGTTTGAAAGACGCTCAGATGTCGTGAAG



GAGCTTTACTCTGAGCTGAACGTCGNTAAACCCCACTCAGGTCCA
>McF0055H06-MGRbd1
TATGGCCGGGGGTATGTCCCGCAGGTGACAATGCTTCTGGTTGGAAGAACTGTGCAGACA
GTAGTCCGGAGAAACCTCTGCAGACCATTTTCTGCTTCAAAGAATTACCTGCACGAGCGG
AAAGGTCTGGTGCTGGGAGTATTTGAGGATGAAGGAGAAGAGGGCCGCCTTCAACTGACA
GAAGCAGCAGCACACTTTAATCAGTCTGTATCCGGAAAACTTTCAGAACTGCTGCAGATC
TCTGGACCAAAGCTCAAAAAAGGCAAAAGCAGAATATTTTATGGAATTCACAAGGACTTC
CCATGTGTAGCAGTAGTTGGTTTGGGCAAAAACGATGCAGGTGTGTGTGGGGCTGAGAAC
TGGGACACCAGCAAGGAGAGCATTAGACAAGGAATGGCTGCTGGCTGCCAGTTACTTCAG
GAACTAGAGTTGAACTCGGTTGAGGTGGACGGGTGCGGCGATGCCCAGTCGGCGGCAGAA
GGAGCCACGCTGGGTCTGTTTCACTTTGACCAACTAAAGTCCAAGAAGAAGACCAAAGTA
TCACTGCAGCTCCATGGAAGTGCTGATGCTGAAGGCTGGGAGAAGGGTATTACTTATGCT
GAGGGCCAAAATCTGG
>McF0055H10-MGRbd1
TCAGCGCGCCGTTTAACCCGGGCCTTATGGCCGGGGAGAGCTTGAGGACCAGGATCGGTT
TGTAGGAAGAGTATTTATTTCAAATGAGACTTGCCTTGGCCCGATTGCAGAAAGCTTCGC
GGGCAGCGTTCCTGTTGGCGGCTTTTCCCCCCCAGGCTGCAAGAGCAGAAGCCTGGAGCG
CACGGCCGTAGGAGAAGGTCACCTTCCACGGGCGATTGAGAGGCACCTGGTTCACGCCGT
TCAGGTTAACAGAGGCCTCCTCCTCACTCTGGCCTCCAGACAGGAAGCAGATACCTGAAA
ACATATTTCAAAACAAAAGTGTGAACTTTGGTAACTCCTCTGCACCGTTTCACAAACACT
TATTAAAGTAAAATGCCTCGTTAGGGACTCACCGGGGACTGAGGCGGGAACGGTGCGCCT
AAGAGCAGTCACTGTAGCCATGGCAACCTCTTGGGGGGTGTATTTCTTAGTGCAGGAGTG
TCCAGCAGTGACCATGTTGGGCTTCAGCAGAGTGCCCTCCAGGTACACATGGTGGTCTGA
AAGAGCCTTGTAGGTGGCAGCCAGCACCTTCAAAGCAACATAAAGAGCTAAGAAGCTGTG
CTTTGTTTTGCATGAGGAGAAAACAATTATTTTAAACAAACCTTTTCCGTCACATACTGG
CACCTCTGCAGGTCGTGGTCACCATCAGGCAGGATCTCTGGCTCCACGATGGGCACCAGA
CCGTTCTGGTGGA
>McF0055H19-MGRbd1
GCGCGCGTTAACCCGGGCATTATGGCCGGGGGCTCGACGCACAAAATAAAGTACACCCCT
CTGGCAGCGCGGAGATGTCGTGGAGCTTTTTAAACTGGAGCCTGGATCTTATTCGCTACG
GAAAAACTAAAAGCCTCAAACGAGCCAATTGGCTGAGACTGTGTGACGTCCCAAAACGGT
GGTTTTGGCATTTCTACATTGTCTCTGTTTGCTGTAACGGGTTTCTTTTGCTTGTAAATT
TAAACTTGATCTACCATCGGCAATCTTACCCATCATGGCTGATTGCTATATTAGATGTGT
TGTCAGGTGTTCCCCGCCCTGACAGTCGGGTCCCACAGCTGTCCACGGCTCTGGTGCAGC
TGCTGGTGTGGCTCCTCTCTCTTAGGAGGCTGCTGGAATGCCTGTTTGTCAGCATTTTCT
CTGATGGGGTCATGCATGTAGTGCAGTATCTGTTTGGCCTTGGATATTACATTACACTGG
GGT
>McF0055I10-MGRbd1
CGAGGAAGAGCCTGAGAGAAGGAACTGCACGGAGACCCAGCAGAGCTACACGGAGGCGCG
CTCACTGGAGGAATTCAAACATCCGAGGCAAGTGAGGACTTTGACGGGATCGGTAGAGAA
GAAGACGAGCCCTGGACGTGACACGCTGTGTGGGAGGAACTATTCAACGCGATTTCTCAG
CTAAGTAAAGGAACGTGGGCACTTTTAACTCTGGAGAGAGAGTGTGTCCAGACATTGTTG
TAGTGCTGAGAGTAAGGACGTCTCTTTACATCCTCAGTGAACGTCGCAGGGCCAAAGGCT
GCAACTAGAGGAGCTGCGCTGGACCTGTCTACACTGAGCTCTGCTCCTACCAGATTCTTC
CCTCTTAAGACTTAGTTGGGATTGAAAGCTCTTTTTAATTTATTTATTTGGACTGCTGAT
CCAGCCTTACCGTTTTTTAAAACTGTTTTATCCTGGTGGATTTTATTATTTTGTTGACTG
TTGACCCAGTTGTATTTTTGTTTTTATTCTGACCGATTCTTTTATTTATTTTAGTCTGTT
GTCCCAGCCGTATTTTTAACCATTTTACTCGGGTTGGGTTTTAACTATTTTTTA
>McF0055J15-MGRbd1
GCGCGCGTTAAACCCGGGCCTTATGGCCGGGGGAATTTGAGCAGCATTGGGCGCCTTTGG
TACATGATTCACTGAACGTTGGTGAGCTCATTTTCACGACTCCTGCAGCCTTCCTGACAA
CTGACTGACTGAGCCATGAGTGAGTTCCGGATCCACCACGACGTGAACGAGCTGCTCAGC
CTGCTGCACCTGCGTGGAGGTGATGGGGCAGAAGGTTACATAGATCTTCTACAGAAGCAC
AGGACACCGTACGTCACCACCACAGTGTCTGCTCACAGTGCCAAGGTCAAATTAGCGGAG
TTTTCTAAAACACCAGAGGATTTCTTGAAGAAATACGAGGAGCTCAAGTCTAAAAATGTT
CGAAATCTCGACCCTTTGGTGTATCTGCTTTCCAAACTCTGTGAGGATAAAGAGACTCTT
CAGTTTTTGCAACAGAATGCCAAAGAAAGATCAGAGTCGTCAGCAAACACAAATTCAACG
ACAACTACCAGCTACACTCTCCCTCAGTCCAGCGCCAAGATGTCCATGCAGGAGTTGGAT
GAGCTGCGGAAGAAGCTTGGCAACGTGACGGCCAGCTCCAACGCCCCACTGCCCGCTGAA
GTCACCAGGAAGATGTTGAGAGACAAACACAACAAGAAGAACCCCACGCAA
>McF0055J19-MGRbd1
CCGGGCATTATGGCCGGGGGAGCAAGAAGCGAACGCTGCGCCTCTGATCTGACGAGTAAC
GCGGATTAATCCCGGGAAGCTCTAGCAACTGACTCTTCGATTACTTTTTTTTTTTTTTAA
TTCTGCCGGCGACGCGCATGAAAAGTTGAGGACGGATCCGCGAGACGGCGCACAGACACA



GCAGCGACATTGTTGCTCGTTTTACCGCAGAGACCGCCCCCCCAACCGTATGGAATGGAG
AAGGGCACCGCTGCGCATTCTCTAATAATTCACAACCTAGCTTAAGTGTTTGAAGTGTCT
TCGTATGAGGGAAATTGCGTCATTCCTCTCACTTTATTTGCCCTCCCGAAACTTGGGCTG
ACGGAAGATGACCTAACCCCCGGAGTGCATGTTTTTGTCACAACAGAATGAAGAAATGGA
TCAAGGGGAACTGAAGCTCAATGTCCTCGATGCATCTGCCCGGTTCCAGTTCTGTGGCCC
CAAATGGACAAGGTGGAACTAAAGGCCAGGGGGAGGTTGGGGGCTTTTTTGAACCTCCTG
AGCATACTATTCCATGTGAGGGCTCTGAAGCACAGGGAGATAAATTGATCAGAATGCAGA
AATCAGAACAGAATGTATTCAGCATG
>McF0055K02-MGRbd1
GGGGTCTTCCAGCAAAAGAATGAATCCTTTAAGAACGCCCTGAAGGAGGTGGAGGAAGTT
TCGAAAGCTGAGCTGGGGAAGCGGGCCCCTCGTTGGATCCGGGACAATGAAGTGACCATG
TGCATGAAGTGTAAGGAGTCATTTAACGCGCTGACGCGGCGGAGGCACCACTGCAGAGCC
TGCGGTTACGTTGTTTGTTGGAAATGCTCAGACAACAAGGCGCCGCTTGAATACGACGGA
AACAAGATGAACAAAGTTTGCAGAGACTGTTACAGCACTCTGACGGGCGAAAGGGTCACC
GAAGACGGAAAGAAGGAAAGAAAAGGCATTTTGGAGATCGAGGCAGCTAAATTCACGGAG
AGCAGCATCATCTGCGGCTTCTTGCAACACTCGGACAAAGGCAAGCTCTGGCAGAAGGTT
TGGTGCGTCATCCCCGAGAAAGACAGCCTGGTGCTTTATCTCTACGGAGCGCCGCAGGAC
GTGAAGGCCCAGGGTTCCATCCCGCTGGTGGGATACTCGGTGGATGAAAGCAACCGGTCT
ACGGACCCCTCACACAGCTTCCACCTTTCCCAGTCCAAGTCTGTCCACTACTTTGCTGCA
GAGAATGATGAAGCANAGCAGCGCTGGCTGAAGGTGATTC
>McF0055K06-MGRbd1
GGGGATTGCACCTCACAATTCTCACTAGGTGCAGCAGGAAGGTGCAGAATATAAGAGCAG
TTTCAGTCTTTGTTTCTACAAATGAGCTTTTCACACCTGCCCATGTTTCATTAGAGAGTT
GTCTACTTTGATATCTTCCACTCTCCAAAATGGAGGTCTAGTGTGCATGAAGTCAAGCAC
CTCTGTAGTGGAACTTGTCATGCTACTTTGTTCTCAGGAGTGGCAAAACTCCATTCAGAA
GAATTCTGGACTGGCTTTCATTGAACTAATTAATGAAGGAAGGTTGCTCTGCCATGCCAT
GAAGGACCATGTTGTTCGGGTGGCCAATGAGGCGGAGTTCATCCTGAACAGACAGCGAGC
GGAGGATGTCCACAAACATGCAGAATTTGAGTCCCATTGTTCCCAGTATGCTGCTGATAG
AAGGGAAGAAGAGAAGATGTGTGACCACCTGATCACTGCTGCCAAACGCAGAGACCATGT
CACAGCCAGCCAGTTGAAGCAGAAGATCGTCAACATCCTCACCAACAAGCACGGTGCCTG
G
>McF0055K10-MGRbd1
GCATACCGACTCCCACTTCAGCATCGTTAGTTTTTCTTAGCGCATCATGGCTTCAGCTCC
ACCACAACAGCCTACTCTGACGATTGAGCAAACCAGAGTGGTGCTGAGCGAGGTGATCCA
AGCCTTCGCCGTGCCAGAGAATGCAGCGAGGATGGAGGAGGCCAAAGAGAGCGCGTGCAA
CGACATGGGCAAGATGCTGCAGCTCGTGCTCCCCGTGGCAACCCAGATTCAACAGGAGGT
CATCAAAGCCTACGGGTTCAACAATGAGGGGGAGGGCGTCCTTAAATTTGCCAGATTAGT
GAAGATGTATGAAAACCAGGACCCAGAAATTGCAGCCATGTCTGCAAAACTGAAGTCTCT
TCTCCTGCCTCCGCTATCAACACCACCTATAGGAGGCAGCGTCACTGCGTCTTAGGAATT
CAGAGGTCAAATTCAAGGATGTCTTTGAAACAATCCATAACTGACGTTTCATGATCTTTA
TTTTCAATTGTCTGTTTTTTTACTATTTATTTTCAAAACACGATTCTTGCAAGTCTTTGT
TTTTACCTGCTTCTGTTACATTCTGTAATTTTTATTTCACTGAAACTTGTTTGCCATTAT
GCCTTTTTAAAATCATTTTATAATCGGTGCCAGTAAGTGTATTTAAT
>McF0055K12-MGRbd1
CTGAGCCCCTGCAGCTCCACAGAGTCCTCCGTGGACTCCTTCATCCCGGAACTGTACAGA
GCTCGGAAGTAGTCGCTTTTCTCGATCAGCTTCTTCTTGTCCACCTCGTAGATCTTGTCA
TCCACGACGATGGCGATGACCTGCTCGGATGACATGATGATGAGCTTTTTTTGTTTTGTT
TTTTTAATCTTTTAAATGTTGTCGTTCTTTGAGTCTGCTCCCCGATCGGTTTACATTTCA
CCGCGGACAGAGCTCTTCGGCCGGTCTATATATGGTCACGTTCAGCCCAGAGATCTCCAT
GAAGCAGCTGGATTCAGCGACGCNTACCCG
>McF0055K17-MGRbd1
CATGATCACAACTTTCATTTGAATGCTTATGTGCGGGAGGTTTGTAGACAGAACAACACC
CAGTCTGTGCAGGAGCCGCTGCATGTATACGCCACAAGTTAGAGAGAAAATGGCTGATAA
ACCCAAAGAAAAGCCCAGCTTGTTTAATTTTGGAGCGTTTGCCACACCAAACACCTGTGA
ACCACCAGCTTTCACACTGAATGCCAAACCTGCAACTGTTTCCAGCTTTTTAACAGATAT
TACACCCGAAGAAAAAAGCAAGGCTTTGAAACTTCCAGCGGTTCGTGCAGTTCAACCAAC
GTTTGGTCTTCCATGGAGAAACATGGAGTGGACAGAAGAGCATAAGAAAAACTTGATGAA
GATTGTGAGCTCCTACAGACCCAGCTGTGAGATGATTACCGGAGCTCAGGTTCTCGTTTT
GGGCCCAGTAGGTTCTGGAAAGTCCAGCTTCATCAGCTCGGTTCAGTCTGTGTTTCATGG
AAGAGTTGTGAACCGTGCCATGGTGGGCTCCATCTCAACCAGCTTCACCAAGAAGACCTT
CAACATCCAGGTTAAGAAGGGAGAAGACAGTGG
>McF0055K21-MGRbd1
GGGCTCGCACACTTTAGACCGGTTTTATCTGCTGGTCCTGTGTCCCGCTGGGTTCAGGCA
GTACTGAAGAGCTGGGTGATACCAGAGCTGCCGTCAGACCAGAACTGGGCCTCACCGCTG



CAGTCTACTGACGGCGACTGACGGAATGGACCGGGAACTAAGCCAAGCCCAAAGCCAGAG
GATTTGAGACGCTATCCTTGCCCCACGGNCTGGGCTGGGACTGTTTCACCATCTGAAGTC
AGTTTGGGCTTCAAAGTGCTGGAAAGCAATCAAAGAAAACATGGAGGGACCAGAGGAGGA
CCCCCCCCCCATCTTT
>McF0055K24-MGRbd1
ACCCGGGCATTATGGCCGGGGGAAGCTCAGGCGCGTTTTGAAAAGAGAAGCGGGATCACG
AGAACAGATTCTCTGTGGTTGATTATACACATTAACAATTTTTTAAGATAATGATGGCAA
ATATGACTCCAGATTCCATTTAGGTAACAACCATGTCTACAAAGAAACTAGCAAAGAAAT
TAGGATTAGTGAGGCAGAGGAAGAAACATGTTTCTGCATCCAAAAAAGTTATATCAAATC
AAATATTTTCATACCTGATTGTGATCGACTTTGAGTCCACTTGCTGGAGGGAGAAAAACA
CCTCCAGTCAAGAAATCATTGAGTTCCCAGCTGTCCTGCTAAACACCTCCACGGGGGACA
TCGATTCCGAGTTTCACACTTTTGTTCAGCCCCAGGAGCACCCTACTCTTTCTGAGTTCT
GCACTGAGCTGACCGGAATTACGCAGGTGCAGGTGGAAGCTGGTCTCCCCCTTCAGATAT
GCTTGTCACGCTTCACCCGCTGGCTACAGAGCCTGCAGCTGGAGATGGGATTCACCTTTC
CTAACAAACAACAGGGATCTTCTTCCTCTTTGTCTACACAAAAGCTTTGCACGTTCCTCA
CATGGTCAGACTGGGATCTTGGAGTTTGCTTGCAGTATGAATGTAAACGCAAACAGCTTC
ACAAACCTGATGTCTTCAACAACTGGATCGACCTGAGAAGTACTTACAGGCTCTGGT
>McF0055L01-MGRbd1
AGCGCGCCGTTAACCCGGGCCTTATGGCCGGGGGGCTGCACGGTGGCGCAGTGGTTAGCG
CTCCTGCCTCACAGCAAGAAGGCCCCTGGTTCAAGTCCCAGCTGGGGGACGTGAAAAACA
GAACATCAGTGGGGGACCTTTCTGCGTGGAGTTTGCATGTTCTGCCCGTGCATGCGTGGG
TTCTCTCCGGGGTCTCCGGCTTCCTCCCACCATTTTTTTTACATGCCCCACCCCTCAATT
GGCAACTCTAAATTGACCCTAGGTGTGAGTGCGGGAGTGAATGGGTGTGTGAGTGAGGAC
ATTCTACCCTGCAACAAACTGGCGAGTTGTTCAGGGTGTCCCCCCTGCCTTCGCCCACAA
GTGGCCAGGATAGCCTCCTTTTTTTTTTTGACCG
>McF0055L06-MGRbd1
CGGGCATTATGGCCGGGGGAATCCGACCAGCGAATCCACGTGCTGGATGTTGTCAACCAC
GAAGGAAAGCGTCATCTGAAAGAGAGACTCGGAGAATCGGAGGCTTCCCTCCGCGCGCGT
GAGTTCGCCGAGGATGGGAATCTGTTGGAGACCAACAGAGAAGCTACAACCATCAACATT
GAAGATGAGGATGTGAAGTTTTTTTGGAAGGCTCCCCCCCCTTGTTCATGATGCTGAAGA
TGAATATTCAGCCCATTCCGATGACAGGGAGGAGCTCCTGTCTGGACAAAAGAAAAGTGC
TCCTTTCTGGGCGTTTGAGTACTATCAGAAATTCTTCGACATCGAGACTCATCATGTGAG
GGAGATTTTTTTTGGATCAGTGGTGCCTTGGCCCAGAAAGAACTACATTCAGTTTTACCT
TCGGAAAAATCCTGATCTCTATGGACCGTTCTGGATCTGCACCACTCTTGTGTTTGCCGT
TTTCATCAGTGGGAACATTTCCAACTTTATGGCTGGAAAATATAATCCACAGTTTCGGAA
AGTAA
>McF0055M01-MGRbd1
GGGAGCAGCACTTCAGCTCCTTCTCTTTGTCTCTCCTGGTGGACGGCAGCTCAGAGTTGC
TCATCATGGCTTTGTGTGTTGTGAAGGTCTCCTGGATGGTCTTCCTCCTCTTCAGCATTG
GAGCTTGTCTTCCTGCTAAACAAGGTCAAAGTGGATCAGGATCCAGATCTGGGTCTGGCG
TTGTATCTGCTGGTTTTGGCTATACCAGCACTGGTGGTTCCAGTGTTGGTTCTGGATCAG
AGGGGAACCTGTTTGACCAGCAGCTTGCCAGCATTGCTCGCTTCATTGCAGAAATCCTGA
GCTTTGCGCCCAGCCGTCCTTTCCCTCGTGAAGCCTGGACCTCTGACCATGTTCCTGTCA
AGTCTGTTGCACGGCGTCCTCTGTACCCTTCATCCCACGTGGTCAAGACCAGCAGCGGCT
ACCAGCGAGCTCGGGACTTCAGTTCTGATGCCAAATACACCCAGGATATCTTTGACCACA
TGTTTGAAAATGAAGGCAAACAAGGTGGATCCTCCAAGAGTGGATCTGAAGGACAGAAGG
GCTACTGAAGGCTAGACCAGATGCCAAAAGCCCTTCATGTCAGTTTTGT
>McF0055M02-MGRbd1
CTTATGGCCGGGGGAGCTCAGCGGAACGTTTCTAATGCACACGCCTAACGTAACGACAAG
CGGTGCGATGACGCTAAAAAGTGGGTTTTTGTTGGTGGTCATGGCGGTTCTCGCGTCCTG
GAAGCTCTGCGCCGCAGATGCGGTGCGGGGCAGATATCGCCTTAGAAGTTTGGTGACGGG
CCTGGAATTCGATCCCGCGGCCCAAAAGAGGCTCGGCTCGCTCACATTCCGAAATAAGGC
CGACATAAATTCAACAAAAGTCTTATCAAAACTACAGCAGATGGCTCCTTCGGTGCAGTG
TGGTGACAACCTGATGACCCTTGCAGTCAAAAGGACAGGTGCTCCACCCTTTCTAGTGGA
CAGTGTTCAGGCTCCTCTTGTTCCTCTGTCTCAGATGCCCCACTATTGTGGGTTTTCTAT
GAAGAGGTCCCGCAGAGATATTCAGTATTCCACGCCCTATCGAGGCTGTTATGTTAACAA
ACAAGATGGTGATTATGTACTGCCGCTGCGTTTAATGGGGGAGCCAATGGCCATGTCTTG
TCCTACAACATTACCAATGCCATACATTTTCTGCTTTCCATCAAGGATGCTTGTCAGGAT
GGCAGGTGTCTCAGCTAATGAATTCAAAGTAAAAATGTCAGGCACATGGCAGCCCCTGC
>McF0055M05-MGRbd1
ATTATGGCCGGGGACACTAAAAGTCCATCTTGGAGGTGAAGCTGTTCATCTGCTGGAGCC
TTGACCTGTTTGTCTTCTGCAGGATCTGACCAAACCTCACATCGGCAACGATCCGCTCTT
CACTTTCATCAAGAACAACGCCAGCTGCCTGAGACAACACAACCTGTCGCTGTTCAACAA
AACTCTGGACATCTACCTGCGCATGTTCTCCATCATCCTGGACGATACAACCACCTCCCC



TCTGCTGAAGCCCCTGTCTGGAAAAGTACAGGAAGCTGTGAAGAGTAACCTGACAGAACT
CCACAGGAAGATGCTGGAACTGAAAGACCTTCTGCAGGGCCAGAACCCCAGGCACCACGG
GCCAGGCCACCGCTCGAAAAGGGAGAACTTACTCAGCAAGCTGGACAACATCCAGGTGGA
TGACGTCTTAAATCAGAAGAAGGCGTTGGCTGAGCTCAAAGTCTTCTACCAGGCTGCTAG
CGTCTGCCACTATCACGGATATGTGCCAGCGGCTGACTCCGCCCACATCGCCGCCGCAAA
ATGATGATGCGCCACTCTTATGCATGTTTGTCAAATGATTCTTACTGATGGTTTATGAGT
CTGTCTGCTGCATCCA
>McF0055M09-MGRbd1
TTTCCCTTAATCCCGGCAGTGCAACCCACCTACGTTTTATTATCACTTCAGGATACGATC
ATTTTGTCTCTGTGCACAAAGTCAGTAT
>McF0055M18-MGRbd1
CCGGGCATTATGGCCGGGGGAACCGTCTTTGTGTCTGAAATGTCCTGGAGCTTTTCAACA
CCATCTGTACTGAGCTGCAGGTTCAGGGCCTGCTCAGTCCTGCTGAAGAACTGGACCTTT
ATGCTTTCTTCACCACATTCAGCAGCATCTTCACGCATTTGCTCGAGCTTGGACCCATCA
TGGACTGAGAACGGCCAACATTCGCCCCCCCCTGCAACTCTGGCTACAGCACAGAAGAGG
GGGGGCCCGACTTTTCACAGGTGAATGAGGACCATGGCGTCCTCTGGACAGGACCGTATA
ATCACCGTCCATCCACTCAGGTCCCTGTTCCTGACATCCAGCTTCCACACACATTGACTG
ATCAAGAACGTTTCGGATTGCCAAACATCAATGTTCCTCTGGGTCGGTCTCTGCAAGTTT
ACTGGAAACTATTCATGCACTCAAAATGAGGTTTTAAAAACCTTTCATTTATGACACAAG
TTCACGTTGAACCACTGTTGTCTGATATAATTCAGTTCTATCCTGAACTTTGATTAGGTG
TAAATGTTATTTTATGTGTTTTAAAGTAAAGAAACAGAGTGGGACCAGAAATTCTCCTTT
TTTAATAAATTTCTCTAACATAC
>McF0055M20-MGRbd1
ACCCGGGCATTATGGCCGGGGAACAGAGTTTTTGTTGTTTTGCTTATTTTACGGTTAAGT
TTTTGCCCGTGTTTAGTTGGCGGGACAAACGAATATAAAAGACAGTTGACCCTGCAGTTG
AACCCAAACTCAACATCAGTGCCACCTGGTGGTGACTTGCTGCATGTGCGAGCTGTGGGA
GATAACGACACGCTGCATTTCCTGTGGTGCAGCCAGGGGGCGCCAACGTTGCTGATAGTT
CACACCAACACAAGCAACTCTTTAGTTCAGGTGAACTGGACTCAGTTTTTGAGCCGTAAC
GTCAGCGGTGGCCTCAGTGTGGAGCCGCAGAGCAGCATCCAGTACAGCATTGCAGTGGTT
TTCAGTCGGCTCCTGGAGTATGACGACGCGAATGACACCGCCATGCCAGATTCCGACTTC
TTCCCTCCTTACGAGCTGCAGAAACTGAACTGGAACCGCCTGGAACTATTCGACGCCAAA
GCTCGGCTGTGCGGAGAAACCCCCGAGTTCGGGAACGGATCCCTCTGCCTGACGTTGTCT
GTCTTTGACTCCGACGGGCGTGCAGAGTCTTGGCCCCGCCTCCTGCACTCAGCTAACTCC
TCCCAGCTTGAGGTTTGGCTGGATGGTATCAT
>McF0055M21-MGRbd1
GGGGCCTCGTTTATGAGCACAAACAGTTGGAAACAAAGAAGCAGCACCGAGTGACAGACT
TCCACAACATCGCAAGAGATTTGGAGCACAAACAGTCAGGCGGCATTGTGGAGGCGGAAA
TTTCCCCCAAGAAGAGGAAATGTGACGTGACTCTTCATCCCAAATGGCGCAAAACAGTTC
TGTCGTAAAAAACAAACATTGCACATTATGACAACATTTTACAACTTGTAAAGGACTGCG
ACCTAACCACAGGGGCTGTTTCTTCCTCTGAGGACAAACTGAAAGGTGAAATGGTTAAAG
TGGATCGTAAAAGTGGAGACTTAGCTGAAGTTGTGGATGCCAATGGGATTTATACGCATG
ACGTAGAGGTGGGTGAAAAGCGGGAGAAGAGGGAAGGCTTTGGTGTGCGCTCCAGCAGCA
CCAGCGCGTTCTCTCTGGTCCTCTCCAACAACCATGGCGAACAGAAAAGTGCATTTTGTA
AACCAAGTAAAAGGACTTCTCTCCTGGAGACGCCGGCGTATCTCAGCGGCGCTCCAACAG
CTCACCCCAGCCGCATAGGGG
>McF0055M22-MGRbd1
GGGAGTGGGCGGGGCTTTGATCATCAGAGGAGCAAGTGGCAAACAGGCGTCCTCTTTGCC
TCCACATCCCTCCCACGTCACCTCGCCGAGACCCATCTGTGTCTAGAAGAAAGTATGATG
AAACCACAAAACAATGAGCGAACGTAAAGAACACAAGTGTGGCGACGCGTTTCTTGAAGC
ACGATCTGCTGCAGTACCCAGCACACACACACGGGCGGGCGTTTTGGAAGGAGCGAATGG
GAGACGGGAAGAGCGGAGGGAGGCGTGTGTTCAAAAAATTCACAAAGGTTTTGTAATAAA
TGCGTCCATGACAATAAAAACAAAAACATTAAAGGCGNAAAAAAAAAAAAAAAAATTAAA
AAAAAACTT
>McF0055N01-MGRbd1
CGGNCCTTATGGCCGGGGACTGGTGCGTTCACGTTTTCACTGAAATGCTAAAACGTTAGC
AGTAGCCAATCAGCAAGCGTGTATTGAGTAGTCTGGCATGGAATTGTTGTGCATTTAACG
TGAAACGTCGTACACGTTTTATTGATTAGTGATTTAAAAAGCCAATTTAGATCATTTAAA
TTCCGGTTTATTGCGTTTTTTGTTAGATATCACCCCCCCCTGTTCGCAAGCCTTCCGCAG
CAAACGTTAACATTGTTTTAACTGTTAATGCTAGTAGTACTAGCGGTGCCTCAATTCACA
AAGAAAGAGAAGTTCTACAGACAGTGCTGGTAAAAACAGACTGTAAATTTTGTGGGCGGA
AAATTTTTTTTTTTACTGGGGGTGCGAGGNTCTCGGAATGAATACAACACAGCTTGCAGC
CGGATCATCCAGCACATCACAACAAGACCTCGATGACATATATGATGGCTTGAACGAACC
AGAGGATTTTGATAAAATTGCAGAAGCAAATGAACTTTTTGATGCCGTTTTAACTGGTTC
TGTCAATCAAGACAAGAAGACATATATCAAAGAGGATGCTGC



>McF0055N06-MGRbd1
TTATGGCCGGGGACAGGACTTTGCGGTATCAACCCGGAAGTCTCCTAGTCCTCAGATGCA
GGCGGGTGGCCCCCTCAGCCGCTTCCCCCTCCAACAACTGAACACAGCTGCAAGTGGAAG
TGAGAGCTGGCCTCGACCACAGAGACACGAACTTTCAGATCCGTCCAGCATGAATTCCAT
GATGATATTCTATTTTCTCTACTTCCTGTGCCCGTGCTTGAGTGTTGCCTGTGTCATCTG
TGTGTGCGTGTGGAACAGCCTGTGGCGCGGCGGTTTTGCCTGGGATGGCTCACAGCTGGA
GGTGAACTGGCACCCCGTCCTAATGGTTACCGGCCTGGTGGTGCTCTATGGCAATGTTTT
TTTGTTGTACCGCATACCTTTGACCTGGGGATATGACAAACTCCCCTGGAAGCTCCTCCA
TGCTGCGCTGATGCTCCTCTCTCTCATCCTGTCCGTTGTGGGACTCTGCGCTGTGTTTAA
CTACCACAACGCCAAGAACATTCCCAACCTTTATTCTTTGCACAGCTGGATTGGAATTGC
AGCC
>McF0055N24-MGRbd1
ACCCGGGCATTATGGCCGGGGCCCTGAACAATGCTCACAGTGATGGAGGATCAGCCTCCC
ACACATTCACACGTCTGTCTGCAAATCGCTGCTGCCAACATTCCTGAGTCGACCCGGCGG
GTGTGAGACACCCTTCTCCATCGAAAAGAGACCAAACAAGGACCTAGCAGCGGGCACGGG
CACACAGACCGCTCTGCTTTTTGGTGGTGAACCACCCCCCCCTGCAGNTTTTTGAGGAAA
ACTTAACCAACTAGAGCTNCAATTGCATTACTTCCACTGACCTGAGCGGATAGGAGGTCT
CCAACATGAGGGTGGCTGCAACTGGACCAACCG
>McF0055O01-MGRbd1
GCAGCATTGTCTGTTTGGTTCAATATGGGGGAGACTACCGACTTGATAACTAGCCAGAGG
ACCATCATTGATCTCCTCCATAGTTTTGGTGTTGATCACCCCCCACAAGAGACGACGATG
GGGGTNAGAGGATCATCAAAAGGACAAGACTTAAGAACCCGAAGACTTTTTGTTTTGTGG
GAAAACACCCCCCCCAACAGNTNCAAAGCCCAAAACAGAGCCTGAGCCAATGGAGGAAAC
GGGTGAACTGGACCAAGGAGAAGGAGAAGATTGGACTGTGGGGGGGGG
>McF0055O03-MGRbd1
CGGGCCTTATGGCCGGGGAAGAAGAAAAAGCAGCACGCTGATAACGTGATGTTTGTAAAG
TAGCCGCATTTACCATGACACACGCCGAACAACCCCCGTGCCTCTACTTAGAAGTTTGCA
GCCAAAACGAGCAGCTGCGTCTTCCCCTGCACTCTTCTATAGTTCTGTTTCTGCTGTCTT
ACTGCGACTGCGAGTCTTTCAGAGTGTTTCTCGTCCTTGGCGACAGCAGCAGCTCCGAGC
CTCTGAAGAGCCAGCTTCCAGCATCTGCAAGTCTCTCAGACGTCCAGGTGGACGAGCTGC
CCAAACTGGTGAGCAGCTGCCGCCTCCCCGCTGCTCTGGATGAGAGCGCGCAGATCTGCA
GGGCCGGACTGGCGGTGGTCCTCAGACACATCATCGACAAGAGCATCGAGGCTGACCCTT
CCAGGAAGGATGTAGCAGCTCTGCTGGGCTTCAAAAATACCTGCTTAAAAGCCTGTGCAG
AGGTGAGCAAGTGGACCAGACTGTGTGAAATAGGCATTCCTTCTGCTGTGGAGGAACACC
TCCATAACCCAGGAGATGTGGGGAAGCAGCTGCCTCTCCCTGTTCTCACCCTGGAGAGCC
GGCTAGCAGAACCCGTCAAAGTCCACAA
>McF0055O05-MGRbd1
AGGATTGTGAGGCCAACAAAGTTGTCTGGATGCACGTGACACAGCCTCCTTCTTGCAGTC
TCCTCAAGACATTCTTCACATTCGTCACTGAGCGTGCTCAGTTATTTTGCATGTTTTGGA
TTCTGTTGAAGACTCGAGTTTCTGGAGCTGCTTCTTGCCACCCTTCATGGCCAGGTTCTC
AGCTTCATCCAGACGATGCTGCAGATCTTTCACAGCAACCTCTAGGTTACCAGCAAGAGC
ATTTGCCCTCTCCACATCAATCATAAGGTCTTCTACTTCACTGTGGAGCCTCTGTTTGGT
CTTCTCCAAGGATGCACACTTGGAGTTCACTGCCTCAATCTGTTCTTCGGCCTCCTGGAG
ACGTTGAGCCAACTTTTTCCTTTTTGAAAAGTCAAGGAAGGGATTTTCTCATTATAAACG
TTTAAGCTCAAATACCATCTTAATACATTTATGCACAAATTTAACTGTGTGTTATTACAT
GTAAGAAGATTGTTTTATTTATTATTAAATAATTCCAAA
>McF0055O12-MGRbd1
GGGGCTCACCTGCATTAGCCACGCCCATCACCACACCTGACCAAGAGAAGCCGCCACGAA
TCGTTCCTTCATCCTCTCTACCATTCCGGAGACTGCTGACCATAAAAATAAAAACGAGAG
TCATGATCATAAAACGCGTTTTAATAATCGTCATTTTGCAGTGCTTTGTTCGGGGAGTTG
AAAACAAAGACGATGTACACGACTTTACCTCAAGATTATCCAAGTATTCTATTGTAAAAC
CTCAAGTGATTCACAGGTGGGCCAGAAGCATTAGTGGGTCACAAGATTCAAACGAGAAGC
ACAGCGATGAAAGCGTTTCTTATGCAGTCAGTATAAACCACAGGAGGCACGTCCTTCACC
TGAAAAGGAACAGGGGCTTTTTGCACTCAAATGTCCTTCGTTCTCTTCATGGTGCCTCTG
GGAGCGACAACTCCTCACATCCAAGACGCCATGTACATTGCTATTATCATGGGAAAGTGG
AAGGGTACAACAAATCAATGCTTGCCCTCAGCACATGCTATGGCCTCAGGGGTGTGATCG
TCCTGGAAAATGACACATTTGGAATTGAACCTGTACCAAAATCCTCAACAAATGAGCATA
TCCTGTACCACCTTAATGACACCCAATACAAAACTGCCACCTGTGGGGTCG
>McF0055O19-MGRbd1
GGGGACATTAAAACGCGAAGAAATTCCGAAAGTGGCGGTTCTCGCAGGCACTAAGCCCTT
AACGTAACGACGGGATAAAACGAGTACTATGAGACCAGACGCTGCGATGCTTCTAGATGG
TTTTGACGGACAGTCGAAGCTGCTGCTTCGGGCGCTGATGTCCGGCACGTCGGGGACTCG
CAGGGCGCTGACTGTATTTCACAGACTTCGGCGGGCGAGCTCCAACTTCTCTTTAGGAAG
CTTCGTGGAAACTCTATGTCGAGACAAAATAAGCTGTTTGGAAGATGAGTCTGGGCAACT



TGAAATTAAACCACTTGTGTGGCTGTTTCCAACATCCTTCAAACAAAACTTGCTGTCTTT
TCTTTATTTGGTTCAACCTCATCTTCCCGAGAGCGCCGTCCTCCCTTTGCTAAAATGCCT
CGTCCAGGAAACTGGCACCAGCCCGTGGGTCACTGCCCTGGTGAAACAGCTGGAAGTCAG
GTCTGGGACTCACCGGGAACAGCCTCTGTGCACCAATAGATGCACTCAAAGGCTGAAGGA
ACTCTCAAAACGCTTGGTGGGTTCTGGTGAGGTCAGAGGTTGGGCCACATACTTTAGCAG
TCCAAGAACAAGTTCAGAACTGAAGGATG
>McF0055O21-MGRbd1
TATGGCCGGGGACTGTTACAAAAAGGAGGCTGACAACAGAAGGGAGGTCTCCGTGAAGAC
GGTCCGTTCCTGCTGGCTGGACGGAAGGAGAGACGATCTTTGTTCCGGTCCGAATCTACC
GTCAGAAGCCGGCGGTGAGGACTCTTCCTCTGAGCCAAACTGAAACTCGGAGGCGTTCAA
CTTCAACGTGCTTTGTGGATGTCCCGCTGAACCGGATTTGACCAGTGACTGGATTTGAGA
ATGATATCAAATAATTACAGGAAGGAAAACCTTCGAGATTCCAGGAGGTTTTGGTAAAGT
TTCCTAGTTCCCCCGGCTGTTTTGTATTCGTGGCTCCGTCATGTCGCTGCTCACTCACGT
TCTCGCTTGCCTTTTTGGAATGGGCTCCTGGGTGGCCATCAATGGGATGTGGGTGGAGCT
CCCCCTGGTTGTAGAAAAGGCCCCGGAGATGTGGTTACTGCCCTCCTATCTGACAGTCCT
CATCCAGATGGCCAACATCGGCCCGTTCTTTGTCACCCTGATGCACCGCTTCCGGCCTGG
AGTGCTGGACGAGCGGCCCGTCATCTACTTCATCG
>McF0055P06-MGRbd1
NCCTTATGGCCGGGCATCAACGTCCGCAGAACCAACCGCAAAACCGACACCATTAACATC
GAGATTCATACCAGGCTCATGGAGCACACAATGGCTGGCATAGAGGATTTATGTGGTCAG
TGGAGCCACTACTACTGGAAGGACAAGTTTATGAAGTTCAACAATCGGATCTTACGCAGG
ATCCTCCTCCGAGACAACCGGGCAGAGTCTAGTATTGTGGCTCTGTACAAGAAGCTGGAG
CTACAAAATGCCATAGAGATTCTGGACACAGCCTCTGGAGACATCAGTGCAGCTCCGTCC
ATCATATCTCTCCAAGAGGAAAAGAAAAATTCAACCAAACCCAAGAAGAAGTTCTTAGCT
GCTGACCTGAAGAACATGCACGACATCCTTTCCAAGAACATGTACAAGATCAGGGAGCGG
ACTGTGTCATACACAAGTAAGCATGCCCTTCCGAATGACAACCAAAGAAGGGAGATTCTG
ATCAGACGACATTCCAGCATCCGTCGAAGCCTTCGGCCTGGCAGCTTTCAGACGAGGCAG
ATCGTGCCCAAGTCCCAGAAATACTTCTCCCTTCCACCCGGAGAGAGTCTGAACTCCAGA
TTTCCTCCTACGAGGCAAAGTTCTGCAGATGCTCAAGAGACCATGTCAGAGGTCGCCTAT
CCAGCTC
>McF0055P11-MGRbd1
CCTTATGGCCGGGGGCCACGCTTGTGCTGAAATAGGTCTTAATCAGTTAAGAAAAGCAAT
CCTCCTTCACCCTGAAATGACCTGGTTTGTTAGTTTCAAATCTGATTTAACTGGACTGGA
TTTTTATTGCACGTGTTGCTTTTTTTTATCCATCAACCACTTTGCTAAGAGTATTTTGTC
CCAAAAAAGAGCTGACCCCACAACCACAATGAAGCTGTGGAAGGAGCTGCCCCAGGGCCT
GGTCAAAGAGGGGGATACTGTGAAGCTTGGTTGCCAGGGCGATGGCAACCCCCCGCCTCA
CGTGATTTTCAACAGAGGACAAGAGCCAAATAAGGTTTTAAACAGCAGTGGAAACATCTT
GACCCTGACATCAGTTTCGCGTAAGGACAGCGGCGTTTACACGTGCCGACCTTTGGGCGT
GGACGAGAGCAGCAAGGTCAAAGGAGAGATGGAGCTGGCAGTGCACTACTTGGACCCAGC
ATTCGTGGTGCCGAAAGACTCTGAGATGATGCTCAGAGGGGAGGAGCTGACTGCCACTTG
CAACGCTCTGTCCTCCCTCCCAACATCCACTGTCTGGTACAAGGATCGGAAAAAGGTGGG
ACAGGGGCACACTTTGCATCTGACTGATGCCTCCT
>McF0055P12-MGRbd1
CAACTACAGTTCCTCTGAAAGCGACCTGGACGACAACGTTGAAGTGGAGAAAGACAGTGG
CGATGAAAATGGTCCACTTGACTTTCACGGATCAATGTCACCGTCCACAACCACACAAGT
TCAGGCCAGAAAGAGGCGCAGAGGGATAATTGAGAAAAGGAGACGTGACCGGATTAATAA
CAGTCTGTCTGAACTAAGAAGACTGGTACCAAGTGCTTTTGAAAAACAGGGGTCAGCTAA
ATTGGAAAAAGCAGAAATTTTGCAAATGACGGTGGATCACCTGAAGATGCTTCATGCTGC
AAGCGGAAAAGGGTACTTTGAGGCTCACGCGCTTGCTAAGGATTACCGCAGCCTGGGCTT
CAGGGAGTGTCTGGCAGAGACGGCCCGCTACCTGAGCGTGGTAGAGGGTCGAGACACCAC
GGACTCCCTCCGAGTGCGATTAGTGTCCCATCTCAGCAACTGTGCCTCTCAGAGGGAAGT
GCACTCTGGACTGGAACACTTAGCCTGGGGCTCTGCATACGGCACCGCCCCCACCCATCT
CCCCCACCACCTTCTTCTGCAGCACCCTCAGGGCAGGACACCTGCACCCAAAAGCAACAG
CACCCCACCCTTGACTTNCT
>McF0055P20-MGRbd1
GCCGTAAACCCGGGCCTTATGGCCGGGGGTCCTCCTCTGGTCGAAGTTACCCACCGGAAC
TGCTCTTCTGCTTTTTTTATTTCTACCTCCAACGACACGTTTGGCCTCTTTTTAGTCCAG
ACGCCGCCTTCGCAGACGTTTGTGGCTCCGTTCTAAGCGTTTCCGGGATCTTTCTCCCCC
CTCAGCGGTCTTTAAAGGAAGCTAGCTAGCGTTAGCTCCGGGCTAGCATGACAACCAACA
GACCTCGCGTCGGTCCCAGCCTCCTTTGGGGCTTCGCCAGCCGGAGGCCTCTGCTGATCC
CACACAGGTGACGTCTGCCTCCAGCAGCTGGACTTTAATGCAGCCTACCAGATCTCTGTG
AGGTTTGGAGCAGCCGTTCATCCCCGTGCAGTCAGGAAACACACTAGTGTGTCATTCTTG
CAGTGTGTTAAGTTGGATGATTGTCCTGTTTGTGCGACTCACAAACACACTTATCCCAAT
CTGCTGCCAGGCTGTAGGAAATGTTACAACCCCCACCCTTCATCANAACGTCTCCATGAA



GGCTAATGTGGGAAATGACTCGATTACATTAGTGTTGGTATTTTG
>McF0055P23-MGRbd1
TTAAACCCGGGCCTTATGGCCGGGGTGCGCAGGTTTTTTCTACAACCTCATCACTAAACT
GCCGGAAACGAAAAAACATCTTCTGTGTTTTTTTTTTCTTCCTCTTTTTATTTTTCCCCG
TCTGCCGGCGTGAGATGGCACTTTAAGTTTCCCGTGGCGATCGCGATGCCGGGACTTTCC
TTCTAGGCTTTTCTAGACCAAAGTTTTGCAACAGTCTGACTGCACGTGGATTACGACAAA
CCAAAGCTATCAGTTCATCCCTTTGTCTATTAATTCAATTTTTAATCATCACAACATTCC
CTAGCCGTGAGCTTTGGAAACAGTTCAAAAATGGCTATTGGGATGGAAACGGCGGACATA
GCAGTGGTAGCCCTATACTTTGTCCTGGTGATGTTCATCGGGCTTTTTGCCATGTGGAAG
GCCAATCACAGCACTGTCAGTGGCTACTTCCTGGCGGGACGCTCCATGACATGGGCAGTG
ATAGGTGCATCCCTCTTCGTCAGCAACATAGGCAGTGAACATTTCATCGGTCTGGCTGGA
TCTGGAGCAGCTAGCG
>OLA238103 ID   OLA238103  standard; mRNA; EST; 519 BP.
CTGATGGGGGCTGCACTCAGGGGGAAAGACTTCTTGGTCCTGGCTCTGCCCGGCTTGGTG
TGGAAGCAGCTGACTGGTGAGGCCATCAGCTGGAGCAAAGACTTCCCTTCAGTTGACTCT
GTGCTGGTAAACTTGCTGGAGGCCATGGAGAACATGGACAAGGAGACCTTTGAGTTTAGG
TTCGGAGAAGAGCTGGTCTACAACACGCTGCTGACAGACGGTCAGATGGTGGAGCTTATC
CCAGGCGGCAGCAGCGTGGCGGTGCGCTACGAGGACCGCAGTGAGTTTGTCCGCTTGGTG
CAGAAAGCTCGACTGGAGGAGAGTAAGCAGCAGATTGCAGCCATGCAGGCAGGGCTGCTG
AAGGTGGTTCCTCAAGCTGTGTTGGACCTGCTCACCCTGGCAAGGAATTGAAAAAAAAAT
CTGTTTGAGAACCCTGAGATTCCGTGTTGAAGCTCTGAAACGACTCCCACGCCTTTGAAG
ATTCTGGAAACACACGAAGTTTCAATTTCCCTTTTTTTT
>OLA306713 ID   OLA306713  standard; mRNA; EST; 392 BP.
CCGAGCGCGCGCGCCTGGCGTACTCCCTGGGGATGACGGAGAGCCAGGTGAAGGTGTGGT
TCCAGAACCGGAGGACCAAGTGGCGGAAGAAGCACGCGGCGGAGATGGCCTCGGCCAAGA
AGAAGCAGGACTCTGAGACGGAGCGGCTGAAGGGCGCGTCCGAGCACGAGCACGAGCACG
AGGACGAGGACGAGGACTACAACAAGCCTCTGGACCCGAACTCGGACGACGAGAAGATCA
CGCAGCTGCTGAGGAAGCACAAACCGGGGCCCGCGCTGACGCGCTCACGTGGGAGACAGA
CAAGCTCGTGAGACGCGGGAAGTTCTCACTCTTGTTTTTTTACTGACTCCACGGTCCCAA
ACCCGGGACCGGGTTTCCCAACACCCGAAACC
>OLA306714 ID   OLA306714  standard; mRNA; EST; 515 BP.
GACTCTGACGCTCGCGGTTTCCTCGCACGACGACTCTCTCGCTGGTGCACCACGCACGAC
GCACGAGCGCGCACCACGTGGGTCTTGGGCGCCTTCCACAGCGACAGCGCACCACAGCTT
ATCCCCGTTGTCCCCCGCATCCAACGGTCACCAAGTCTCTGGTGTACTCCCAGCCTGGAT
ACGCAAACCTCAACGCGATGCTGAGTCCCCAACCCGGCGCCCTCCACCATGGCGATGCGG
GAACCCGCTGCATGACGACACGGGTAGCCACGACAACCAGATGGAGTCCCCACAGCAGGC
TTTCAGCCACCACCAGGACCACTCGGACGAGGACGCGCCCAGCTCTGACGACCTGGAGCA
TTCGCCAAGCATTCAAGCAGCGGCGGATCAAACTGGGCTTTAAAAAAGGCGGACGTGGGC
TTGGCTTGGGCACTTGTATGGAAACGTCTTCTCAAACACATCTGCAGTTTGAGGCCTCAC
TCACTCAAAAAATGTGCAACTAACGCTCTTAAAAG
>OLA306715 ID   OLA306715  standard; mRNA; EST; 307 BP.
TACCCGGACCCGTACCAGGACGCCTACAAGCCGCACCGCAACCGCAGCTCCCCAGGCGGC
TACAGCCACGACTCCCGGCATCGACTCTGAGCCCGCCAGGGCCGCCGCCAGGGCCACCAC
CGGGGCCCCAGTGACCCGGCGTCAACCAGGAGGATCCCCCACTCCACTTTTTTAAAGAAC
CTTCCGGCTGCGCAGAGGAGATGGGATGTCTGAGCGCCGGCAGATCCACTCAGAACCCTG
AGACGGCGGCGGCGCCTGGAGCATGGCGGCAGATCCAGGGACAGCCCCCCAGGCCTTGTA
CAAACCT
>OLA306717 ID   OLA306717  standard; mRNA; EST; 518 BP.
GTATGTGCCCACGAGCCACTCCTCGTGGACCTAGAACCGGGCACCATGGACTCCGTTCGC
TCTGGACCTTTTGGGCAAATCTTCAGACCTGACAACTTTGTCTTCGGTCAGAGGTGGAGC
TGGAAACAACTGGGCCAAAGGTCACTACACCGAGGGGGCGGAGCTTGTGGATTCCGTCTT
GGACGTTGTGAGGAAGGAGGCGGAGAAGCTGCGAGTGTCTGCAGGGTTTCCAAGCTCACG
CACTCCCTGGGTGGGAGGCACCGGCTCCGGCATGGGAACCCTGCTCATCAGTAAAATCAG
AGAGGAGTACCCCGACCGCATTATGAACACCTTCAGCGTGGTGCCTTCCCCTAAGGTGTC
AGACACAGTGGTTGAGCGTTTAAATGCCACCTGTCCGGTCCACCATTGGTAAAAACACAA
GATGAAACCTACTGCATTGACATGAACTCTCTACGACATCTGCTTCGCATCTCAACTCAC
AGCCACTACGGAGACTCAACACTGGCTCACACATACGG
>OLA410638 ID   OLA410638  standard; mRNA; EST; 268 BP.
AGGTGGACCATCACAGCCACGCTTTTCCGCAACCAAGGGTAACTGACTTACAAATGGAGA
CCCGTGCATGCACAGCTAGGCGTGTGTGGCCCCCAACTGTCTAGATCCAAGTCTAATGCC
AGGCCATCATATGTAGATGCCTGCACTTTGAGCTGGGTGAGCTCGCACAATAAAAGGAAG
GGCCATGGATCATCACAACTTCTAAACCTGTCTCAAGGACTGATTTGTCACTATTTTCAC
TGCATGTGTCAAAACAGAAAAAAAAAAA
>OLA410639 ID   OLA410639  standard; mRNA; EST; 497 BP.



TTCCTCGATTCACGTCCACGGTCTACGTATCCATCAGGCAGGGGCACGGCCACGAGTACA
GCCGTCAGTCCGTCATGTCATTACGCACATGGGGGAGGGACAAGGTACAGGAAGAGGAGT
CAGGGAGTGCAGGGACAGCATCCAGAGCCGCAGCAGCAAGCACAAGCAGAGGGCCTCCAG
CAAAGACAGGGACAAGAGGAGGGAGAGGAGTCGAAGCCAGGACAAGAAAAAGAGGAAAAA
AAATGACAGGGAGGCTGAGGCCAGGGCAAACACGCGTAGTCCCGCATGAGAGGGATGTCA
TTGAGGTGAAGCACTCGGGCATGTCTAAAGGATCAGGCCGGCCGAGGCAAAACATTCTCC
TTTCAACGGTCAAAGCACATTTTCCGCTTCAACTTCACCGCAACAACTCGCCGTCTTCTC
TTCGTCCTCTTCTTCAAATCGTCTCTCGTACTCATCGCTTTTTCTCTCCACCGAGAAAAG
AACGATCGTCTCTTCCC
>OLA410642 ID   OLA410642  standard; mRNA; EST; 493 BP.
GCAACCTACCACACCACTGAACACTCTTCCTTGCACGTCGTCTTCCTCCTCTTCCTCCTC
GGTGCCTATTTCTCATCCGTCCGCCTTGGCTGGCCACCACCATCATCACCACCACCACCA
CCATCACCAGCCCCACCAGGCGCTGGAGGGGGACCTGCTGGACCACATCACCCCGGGACT
GGCACTGGGAGCCATGGCAGGGCCGGACGGCTCGGTGGTTTCCACGCCTGCGCACCCTGC
CCACATGGCGGGCATGAACCACATGCACCAGGCGGCCATCAACATGGCCCATGCCCACGG
GCTACCGCCACACATGGGCATGAACGACGTGGACGCCGATCCCAGAGACTTGGAAGCCTT
CGCGGAGAGGTTTAAGCAGAGACGTATCAAACTCGGGGTTACCAGCGGACGTGGGGTCAG
CTTTACCAGTCTGAAGATTCAGAGTGGGCTCTCTGAGCAAAGCACATCTGCAGTCGAGTC
CTCACCTCTCAAA
>OLA410643 ID   OLA410643  standard; mRNA; EST; 307 BP.
AATGAGGGTTGAACTATGCATGCACCTAGCTGTGCACCACTTATATCTGCATGGTGTGCT
CGCTACTACTACAGCAGGAAAGTAATCCATGAATTATCTGGAGTGTGCTCTGCACACGGA
CATGGCTGACATCGAGGCTTACTACATGAAACCCACATGCTCGTGTTTCTGGGTGGCGAT
CCTGGAGGGGCACATAGTGGGCATTGTGGCGGCTCGGGGTCACGAAGAGGATAACGCCCG
TGGAGTCTGCGGCGCATGTCGGTGGACTCCCGCTACCGCGGCAAGGGGATTGCAAAGGCC
CTGGGCC
>OLA410644 ID   OLA410644  standard; mRNA; EST; 523 BP.
GGGCGGCGCTGGAACGCTGCTCACGACGACACCGACAAAATCCCCTTCACGTCCGCGACG
GCTGAGCGCCTCCGACTCACAACACTATGGCCGACTACCCAGACTACAAGTACCGGCCCC
GAAAGAGGGTCAAGACCGGAAGTGGAACAAACAAGCAACCAGAGAAGAACGGGGACGCGC
AGCGCCAAGATCAAGCGGCAAGAAGAGCCCCGCGCCCAAGAGCGCCAGCAGGACGCACAA
ACAGGGGGGCAGTAGGGCGCCTCTGGACTGGAGTCTGGTGACCACCACTCACTCTTCAAT
CCAGTCAGTGTCCGGGGCCCGGCAGATCCCCGAGAAGCTCACGGGTGAGCCGAGCGCGCC
CACGTGTTCGGTGGCACGGGTATCTGGAGATGACCCGCCCTCCGTGGTGTCCGGCATCCA
CCCCAGCACTCGGCGGATCACGACCGTACTGTACAAGACAAACCGCGCTCAACATCTCAA
ACGGCGTCGTACAGCCCCTCCAACATACGCTCTCTACTTTCTT
>OLA410648 ID   OLA410648  standard; mRNA; EST; 700 BP.
CAGGTTGACTCGGGTTTGACAGCCGCCTGCTCCGGCGTGGGGGTGCAGGAGAACCCAAAT
AACCGGGAGGGGGCTCCGCCGCCCGGAGACCCGGAGGGGCAGAACGCGCCGGGGGCGACG
CTTGGAGGAGGAGATGCCCACAGACTAGGCGAGGGGAGTCCGGCGGACAAGAGGAGCAAG
GAGAACGATAAGGAGAACGAACGGAGCGGCGCCGAGTCCGCCGCCGAGACCGTCAAGACG
AAAGTTGTCGAAGCTCCGCCACCGAAAGTCAACCCGTGGACGAAGAGGACCACGGGGCGG
GTGTCGGTCCCCGGCAGCACGAGCCCTGGCTCGCAGGAGAAAGATCAGCAAAACGCTCTG
AAGGTGGTTCGAGCCAGACAGCCCAGAGTGAGGAAGACCAGTAAGTCCGGTGACTTCAGC
GACATCACGAACTGGCCCACACCTGGAGAGCTGGCCAAAGAGGTATGACGCTGCCGGGCC
GGATGACCTTTAACCCGACCTTGGATCTGAAGACGGGAAAGGAACCCGTTGGGTCGGTCG
CCAGTGTAACAGTCAAAACTTTGCGGTACCACAGCGTTCGGGACAATAGAACCTAAAAGT
AGAAAAGAGTCTAAAAACTGAATATCCTGAGGAAGAATCCAAAGATGGAGCTTTTTGCGA
ATTAGATTATGTCAAAAAAAAAAAAAAAAAAAAAAAAAAA
>OLA410654 ID   OLA410654  standard; mRNA; EST; 235 BP.
GGAGGCGTGAAAATGCGCCTGCAGTACTTATGCATGTGTGTGCGTGTGTTTGCACGTGTG
TTCTGGAGCCACTGACACGCCACCATGCCTCATAGTTTCTCACTTAAACTAAAAAAAGGA
GCTTGGCATTGACACTTCAAAAAAAAAACTTATTTCCAAGGCCAGGTATTGGGCATGGGC
AAATGTGTTGGCCCGCAAAAATCCACAATTTCAAAAAAAAAAAAAAAAAAAAAAA
>OLA410658 ID   OLA410658  standard; mRNA; EST; 461 BP.
ACCTCCTGGAGTTAGAGAAGGTCCATGAGCTCTGTGATAACTTCTGTCACCGGTACATCA
GTTGTCTGAAGGGAAGATGCCCATCGACCTGGTCATCGAGGAGCGGGACATCTGCAAGCA
GGACTTCGACGACCTGACCGGCTCCTCCACGAACCTGGCGGACCTCAACCCGGCGTCCTG
GAGAGACATGGATGACGTCCACTCTGCGCCCTCTGTGGGGACTCCGGGGCCCTCCAGCGG
GGGACACATCTCCCAGGGTGACAGCACCAGTGACCTTGTAGATGGCCTTGACAACAGCCT
GGCATCGCCGGGGACGGGGGACGAGGACGAGCACGACAAGAAGAGGCAGAAAAAACGAGG
CATCTTCCCCAAAGTGGCCACGAACATCATGAGAGCGTGGCTGTTTCAGCACCTCACACA
CCCATACCCCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>OLA410661 ID   OLA410661  standard; mRNA; EST; 499 BP.



GCGGAGGAGCGGGAGGCGGCCGAGCGGGAGGCGCGCGAGAAGGGCCACCTGGAGCCCACC
GAGCTGCTCATGAGCAGGGCGTACCTGCAGGGCATGACTCCTCAGGGTTACCCGGAGCTG
GCCGAGCGCGAGGCCATCCTGCGGCACGACGGCGTGAACGGAGGGATTCGAGAGGGACAC
AAGGAAGTGGACGGAACGTATGCAAAGATTGCGCGGAGGGACGAGTTCGAGGAGGAGGAG
GAGAGCAAGAGCATGGACACGGACCCGGACACGTTGAGGGACGAGGAGGAGAACGGGGAG
CACTCGATGGACGATAGCTCGCTGGACGGTAAAACGGAAACCAAATCGGATCACGAGGAC
GCCATGGAGGATCCCATGTAATCGGAGGAGAAGCTTCAAATTTTTTTTTTCGAGTTTCTC
TCTGGGTTTAAAACGCAACGTTTTAAGCTGCACGTGCCTGAAGCTTCCGGGAAGCTTCTC
TTTGAGCGTCTCCTTGGGG
>OLA410673 ID   OLA410673  standard; mRNA; EST; 392 BP.
TTCCAGGTTAGAGAACAGTGATGGAAATAAGAACAGAGAGCAGACAAAACACAACGACAA
ACTTTCCACTAAAGAACGTCTGGCTGTAGAAATGATATTGGTGCACACAGACGCTCACAT
TAAAAGTCTTTGTTAGATGTGACTTCATGTGACCTCATCCAAACGAAGCTGCGTTTAGAA
CATCTGAAGTAGAAATACTTCCAAACCAAAGAAAGGGAAAAAACGCTTCTGTCAACAATC
AGGAAAAACGGACGGAGGAAACATTTAGGGCTGAAAATGCAGATGAAGCGAATCTTCAGC
TGAATCGTAAATTTCTCAGAGGAATGTGACTGAACAGAAAAAAATCAGTAGAGACGAGCT
GACTCAGCAAAATGCAGTAAAAAAAAAAAAAA
>OLA410674 ID   OLA410674  standard; mRNA; EST; 563 BP.
CAGCTACAGCTCGGACAGGCACCCGCCGGCGCCACGCCACCACGACGGCAGCGGCGGCGG
CAAAGAGCGACACGCCGCCGAGCCCCACAGGGAGAGCTCGCTCCCAGAGTCCAGGAAAAG
GCCGTACTCCTACTACAGCAACGGCAAAGACCACCGAGACCACTACAGACCAGACAGCAG
GGACAGAGACAGGTATTACAGTGACGGCAAACACAGGAAGATGGAGGACCTGCGCTCCGG
CAGAGACCACCGGCTGGACCTGAAGGACGGCTCCCACTCGGACCACTACTCCTCGCAGCG
CTACCACTCGGACTGGCAGGCGGAGCAGCGGGCCTCGGCGAGCGGGACCCGCTCTCCCTA
TGACTCCCGCTCTCCCATGGGCCACCGCTCGCCGTTCGACTACTCGTCGGACCACCGGAG
CACGCCGGAGCAGATCTGGAGCAGCCGCAAGACATAGCAGGAGCTGCAAAGCGGCTCTGC
CAGCGGCAGCCTTGGACTCAGAAGCACAGGAAATGCCTTACAGCAGCCGTGCGTGCGGCG
GCGGCGCCGCGACCAACACAGCA
>OLA410678 ID   OLA410678  standard; mRNA; EST; 507 BP.
GCGGATATTCAAAGAGCAACGAGGCACGACACTGGTGTTTTGGCCCACATGCAGAGCCAC
TTGAAAAGCCACTGTGAGATCCCCACAGTGGGATTCTAGGCCAGAACGGACAACTTTGGT
CTTTCAGAGAGGAAGAAAACTTTTGAGCAGATGGCAGGAACATGTGCATCAAGGAGTAAA
CAGCTGAGGGCTAAGACAGACGCGGCCGTGGGTTCAAGTGATGCTGGTCAGTGCAAACCA
GGGGTTGCATCTCTGCGCAGACGGTCACTGCAACGTGAACGTGGCCCCAAGATCCTGCAA
GCAGCGGACGGCGCGAGGAAAGAGTCCAACAAGTACTTGAGGGCCAGGCGCATGGAGACC
AGCGCCCTCCGACCCACCCAGACCCAAGTGAAAATTTGGTTTCAGAACACATGCATGAAA
CTTAAGAAGCTGCAATGGGACGGGTGGGCTTTGGGCGACGGGCCGTGGCTGCGCGCACAC
CAAGATTCACTGGACAGCTGCCCCTCT
>OLA410682 ID   OLA410682  standard; mRNA; EST; 518 BP.
GGCTAGTTTCTAGCGGCACTGTAAACAATGCTGTGTTATAAGCTGGCGGTAAGTTAAGAG
TAGTTTAAATCCAAGCTAGCAAGTGAAACATGTGCCAAAATAAGTTGTATTTGTGCTCAT
TTAAACCACACTAGGTAAGACAAGACCTACTTTTATATCCAGAAGAAAATGTGAAAAGTG
CCAAATGAACCATATTTATAATGACATCCGCAGACGGGGCAACGTCCTGCTAAGCGTTTT
TAGCTTAGCTAACAGACACAGAACCACAGAGCGACGGCGTCTAGAGGCCTGTCTCAAAAT
GACAGGCTGCCATGCTAGCCAAGTGCTAGCCCGTCCTCTGGGAACCTCATTTCCCAGAAT
GCAACAGCACTACAACTCTGGGGCTTAGATTTATCAATATAGGTTAGCATATTGATGCTA
AAGAAAATGTGACTAGATAGCATTCTTAAAAACAGCCTTTTATAGTTACGATGAAGATGT
ATTTTGTGGAAATAGATGTTATCTTTTTTGCACGTCTA
>OLA410688 ID   OLA410688  standard; mRNA; EST; 607 BP.
CGGAGGAGCTGCCGCTGCTGCTCCGAGCTCGCCATACGGCTACGGCATCTCGTCAGCTTT
GGCGGCGGCCAGCGGACACTCGGCGGCCTGGCTCTCCAAGCAGCAGCAGCATCACAGCTC
CCCCCTGGGGGACGCCTCTAAGGTCAAGAGCGAGGCTGTGACCTCTGGGAGTCACTTTGC
AGAGGCAGCCTCTGCAGGCACGCATGTTACCTACACCCCACTCAGTCTTCCTCACTACAG
CTCCGCCTTCCCCTCATTGGCCTCAAGAGCTCAGTTCGCAGATTATGCCGATCACCAGGT
CTCAGGGTCCTACTACGCCCACTCCAGTCAGGCTCCGGGGTTGTACTCTGCCTTCTCGTA
CATGGGGCCTTCCCAGAGACCCCTGTACACCGCCATCACTGACCCCGCCAGTGTGACCCA
ACCACACAGCCCCACCCATTGGGAGCAGCCGGTCTACACAACTCTGTCGCGGCCATGACA
GATGACAGAACCAGGAGGCGCCTGTGCCCGCCCAGCCCCAACATCAGACCACAGAAGCAG
AGGCGACAGCAACAGTGGAGCTGTTGGAAGTTGTGATGAAAGTGCTCTGGTCTGGGGGGC
TTGCGCA
>OLA410701 ID   OLA410701  standard; mRNA; EST; 407 BP.
ATTACATCAACGCCAACTACGTGGACGGTTATAATCAGCCCCGAGCGTACGTAGCGGCTC
AGGGGCCCCTCAAGTCCACGTTTGAGGACTTCTGGAGGATGGTGTGGCAGCAGAACACGG
AAATCATCGTCATGATCACAAACCTGGTGGAGAAAGGAAGAGTAGGTTCACCACTCTGCA



CCGAGCATAGGCAGGATTCTGCGTCATGCGTGCTCCTGAATGACTAAGCGTGTGTCTCGC
AGAGGAAGTGCGACCAGTACTGGCCAACGGAGAACAGCGAGCAGTACGGCAACGTGGTGG
TGACGCTGAAGAGCACCAAAGTGCAGGCCTGCTACACAGTGAGGCACTTCCTCATCAGGA
ACACGAAGGTCAAAAAGTGTCAGAAGGGAAACCCTAAAGGGAAGCTG
>OLA410703 ID   OLA410703  standard; mRNA; EST; 708 BP.
TGGCCACTGGGCGTGTCCTCTCTGGCCCACAGCCCCAGCAGCTCCTCCATCAGGTTCACG
GTCAGCTCGGTGGCCTCATCCGTGGGTGGACGGCCGAGCCGCGCTGGACTGCTGACGGAG
ACGTCGTCCCGCTACGCCCGGGAAGATTTCAAGGCACCACGGCGCTCCAGGAAGCCCTGA
AGGAGAAGCAGCGGCACATCGAGCAGCTTCTGGCAGAGAGGGACCTGGAGCGGGCCGAGG
TTGCCAAGGCGACCAGCCACATCTGTGAGGGTGGAGAAAGAGCTGAGCGTGCTCAAGACG
CAGCACATGCAGTACGTCAACGGAGAACGAGAGCGCATTGCAAGCAGCTCAAAGCTGTGC
TGGCGGGAGCGCAAAAGGAGAAGCTGGAGCTGGCCAATCAGCTGGAGGAGGAGAAGAGGA
AAGTGGAGGACCTCCAGTTCAGGGTGGAGGAGGAATCCATCACCAAAGGAGACCTGGAGG
TACCTATCAGATCTCTCCTGGTCCGCGTCAGCAAGCGAAGGTTCATCCCAGCGTTCCCGT
TTCAGCGCCGCGGGGTGGAGACTTCCGTTGGTAGATGACCTTGAAGGCATCGTGGAGATG
AGGAGAAAGGCGCTGCAGCTCAGATTCACTGTTTCTGTAATCATGAGCTTCACAGCAGCT
CCACAGCAGAAAACCACAAATCAGACCTCCCATCCTCAGACTAGTATC
>OLA410704 ID   OLA410704  standard; mRNA; EST; 431 BP.
CCGGAGGACAGAGGACACTGAGAAACGGTAACAAAAGAACCCCCGAGTCCAGAGAGGAGC
GCTGTAAAAGCAGGACACTTCCCAGTGAAACGAGGAATCAGGTAGTTTCCAAGAGGAAAA
GGATTTACACCTCAGACTCTGAGGAGGAGGAAGAGGAGGAGGAAGAGAAGGAGCCAGTAC
ACAAAAATAATGGCAACAGCGGATCAGGCCCTTCCAAAAGGGAATCCAAACGAGCAGCTG
ATGTCCACGAAGACGGAAACACTTCCAAGTCCGACTCCAGCCAGGAGGAGGAGGACCAGG
AGGAAATGTGGGGCCGTGCAAAGACGAAGAGGAAAAGCGTGCGACAGCCGAAGCCAACAA
AAAAGAAGCGCCGGCGCATACATCAGCTCTGACTTGTAAGCGAGCGTCTTCTTCACCTCC
GAAGGTCATCA
>OLA410705 ID   OLA410705  standard; mRNA; EST; 833 BP.
AACTGTGAGAAGAAGATCGACCACTGCACCTCCGGGCCGTGCTCCAATGGTGCCCGCTGT
GTGGATCTCGTCAACTCCTACCTGTGTCAGTGTCCAGACGGTTTCTCTGGCATGAACTGT
GACCACACCGGCGAGGAGTGCTCGGCCTACCCCTGCCAGAACGGCGCCACATGCCGGGAG
GGCCCCAGCGGCTACACCTGCACCTGCCCACCGGGATACACCGGCCGCAACTGCAGCTCC
CCCATCAGCCGCTGCGAGCACAACCCCTGCCACAACGGCGCCACCTGCCACGAGAGGAAC
AACCGCTACGTCTGCGTGTGCGTTCCCGGCTACGGCGGCAGAAACTGTCAGTTTTTGCTC
CCAGAGCACGCCGCCATCCGCGGATCCGAGGTGCCCTGGATGGCCATTGGGACCGGCGTG
GTCCTGGTGCTGCTGCTGCTCGCCGGCTGCGCCATACTGGTGGGGTTTTTCCGATCAAAG
GTGCAGCAAGGCGGCCAGGTAGACACGGCGACTGAAGGAGAGACCATCAACAACCTGACC
AACAACTGTCAGCGCGGTGACAGGGACCTGGCGATCAGCGTGATGCCGATGCCAGGCGTC
AAAAACATTAACAAGAAGATGGACTTCAGCGGCGGGGACCCCGACGAAGGCTCCTCACCA
GGAAGGAGCAGCTACAAAAGCCGACAACCCCCTGCAGACTACAACCTCGTGCACGAGGTC
AACTACGAGCAGGCGGCAAAAGAGGCCATGCTGGAGGCGGCCTGTGAGGACAAGTGCCAG
TCCCTGGACTTTTTTGAGTTTGAGGAAAAAAAAAAAAAAAGAAAAAAAAAAAA
>OLA410711 ID   OLA410711  standard; mRNA; EST; 353 BP.
AGCGGTTTACCGTCTGTGACACGTCCGGCAGCGGCACCGAGCTCCCAGGTCAGTCCGGTG
ACCCGGCGAAGACGCACGGCCCCCTGCCCCAGAACGCGTCCCTCTTCATGGGTTTCGCTT
TCATGCTGACGGCCTCGTCCGAGACCGACCGGCTGTCAAACCTGGCCTTCAGCGAGGATG
AGGAGGATTACGTGCAGACGGGTCCGTATAACAAAGCCTACACAGAGTCCCAGCTGCAAG
CTGGGGGGGGCTTCATCCTCCCGGACTTCAATGAGGAGCAGTGTCAGGCGGCCTACCAGA
GCCTGCTGATCGCAGACCAGCACTGCCGCACCAGGAAGTACCTGCTGTGCGTG
>OLA410713 ID   OLA410713  standard; mRNA; EST; 647 BP.
CTGCAGTGAAGAGGACGGCGGTGTTTGTGGGAGTTGGAGCTGAAGATCGGAGCAGGAACC
ATGTCTTCAGAACCTCAGGAAGGTTCTGTCAGAGAACAACTTTCTGCTGCTGAAGGAACC
ATCGTCCAGAACGAGGAGGAGCTCTGTCGTCAGCGCAGACTGCTGGATAGCAGCTGGAAC
CCGCAGCTGCAGCTACACATAGTTGTTTTCCCCCAGCACTATGAGACTGAAGAAGATTTC
TGCAACCGGCAGAGAAATGTCAGAGTGCAACAGGAGAAACCAGAACCACCACAGATTAAA
GAGGAACAGCAGGAACCAGAACCTCCACAGATTAAAGAGGAACAGCAGGAACCAGAACCA
CCACAGATGAAAGAGGAACTGCAGGAACTAGAACATCCACAGATTAAAGAAAATCAGGAC
AAACCAGAACCTCCACAGATTAAAGAAGAGCAGAAGGAAACAGAACCTCCACAGATTAAA
GAAGAACATGAGGAACCAGAACCTCCACAGATTAAAGAGGAACAGGAGGAACCAGAACCT
CCACAGGTTAAAGAAGAGCAGAAGGAAACAGAACCTCCACAGATTAAAGAAGAACATGAG
GAACCAGAACCTCCACAGATTAAAGAGGAACAGGAGGAACCAGAACC
>OLA410719 ID   OLA410719  standard; mRNA; EST; 942 BP.
GTTCCACAGACTGGCATGTCTGCTGAGTCTTGGACAGACCTTCGAGGCACCCGAGTCCCA
TCATATCAACTGCTGTAATTAACTTGTATAAACAAACTGGGAGCACGAGTTGAGAGAAAA
GCTTTTAAAGTACTTCAAACGCCATTAAACAGGAACAGGGAGAGGGGTATAAATGACACC



GGAGGGGTGGGTGTGCAGCTTTATCAATAGTCTGGAACCTGGATCTTTTGTCTGTGTGTT
TTGGGGGTTGGAGATCATGGAGCTTGCTTCTTCTGCCGCAGGTCAGTTCCTGGGCTGTGG
ACCACTTTGAAGTATCCCAGGTTAAACAGTTTGCCCTTTGACCTCTGTGTACAGACCTTA
AAAGGAGTTTGTATTTACAGACCCTGAAAAGAAAGGGAACAGATTCTACCAGAGGATTAA
ACAAGCACGACCTAAGGAAAGGTCTTGGGTCAATGTTTTATTATGACATTCATTTACCCA
GGAGATTCATCTCCAATCATGTTCTGTGAGTAAACAGGTTTCTTCTTCCAGGCGCATAAA
TTCCTGGTGCTGCAAACGCAGTTGCATCATTTCATGCTCTCTGTTATTTTGTGCCAAGTA
TTTGAACCACTGAGAGGATTCTTAGCAACTGATTGAATCATCCCCTGTCCATATTTTTAT
CTCCTGCACTAATTAGTTCACCATTGCAACAAACTCCATCATAACAAGCATGAAAACGCT
GCCCGATGCTTCTTTATGTCCCTTCTTTGCAGTGTATTATTGTATCTGGCAGGGTTCCAG
AAACATTTGTAATTGTAAAAAAAGTTATTATCCATTGTAGGTGTTTTTTTTGTTTTGTTT
TTGACTGGAAGAGTTTACAGCAATAAAACCTAATAATATAATTTTCCAAGCCATGTTTAA
GCAATTCTGACTGGACTAAAAATAAAAAAAAAAAAAAAAAAA
>OLA410721 ID   OLA410721  standard; mRNA; EST; 598 BP.
GACAGCAGAGAGATGACTCGGCCCAGCAGGCCTGCAGATCTCACAGCTCTGGCTAAAGAG
CTAAGAGAGCTGCGGCAGGGGAAGGAGACCAACCGCCCGCCCGCTAAGGTGACAGACTAC
TCCTCGTCCAGTGAAGAGTCTCACAGCAGCGAGGATGAGGAGGGAGAGGGCGGAGCTAAC
GATGGGACCGTGGCCGTCAGTGACATACCGCGCATTATGCCTCCTGCGAGTCAGAGCACA
AACGAATCCTTCGGTGTCCCGGAAGGTCAGAACGACAGCCATGGAGACTCGTATGGAGAC
AGATCCCAGGATGGCACCCAGATGATGCGAGAGTTTGGGATGAGGAACGGCGGAGGCTCT
AAAGCTTCCTTCTCGGCGTTTGTTGATCCGAGGGTGTACGGCACTTCTCCAACCGAGGAC
GATGAGAAAAGCTCTGCTGCAGCCCTGTTTGCTGACGAGCTGCTGAAGCAGGAGCAGGAG
CAGGCCCGGCTCAACGAGGCCCGCAAGATTTCTGTGGTGAACGTCAACCCCACCAACATC
CGGCCGCACAGCGACACGCCGGAGATCCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>OLA410728 ID   OLA410728  standard; mRNA; EST; 609 BP.
TGTGGGACTTTGTGAGGCCTTCAGCGGCGCTGTGTGCTGGGACACATCAGTGACCAAAGC
AGCATGTTGCTTCCCGCTGTTGGTCGCCATATCCACCTTATATTTCTGCCGAAACACCAG
AGTGGCCGAGGCGTCCCCGTTTTTGGACGCTAATGCATGACGGTTTGCTGGAGTCTCTTC
AGGATGGCCTGCACACAGACACTAAAGCACAGAAACCTGCAACTCAGAGGAAAATGGCTC
TACAACACTGTGCAACTGGTTCCTAAACAATGCACCACATTCCTGCATCTCCAAAAGCTA
CTATGTGTTCAAACACAGGCTAGTATTACCTCCTCATGAACATCATGGCTGTGCAGAGTC
AGAATGCAAATACCAAAACCTGGATTCATGAATGTTAAAGTGGTTTGAGACGAGAGTTTA
ATGGAGAAGATCGTAGGTGAGAAAGGCAGGATGAGATCAAACACATTTTTCACCCCGCCC
ACAAAATGAGCGCTGCTTGCATTTTTTGCTGCACATTTGTCAAACTTGCAACCACCTCTG
ATGATCTTTAAAAGTCAAACCCATAGCTGAAGTGTCCTAAACAGTTTATTTTCCATTTTC
TGATGAAGT
>OLA457224 ID   OLA457224  standard; mRNA; EST; 701 BP.
GTCGACCACGCGTCGCTTTCAAAGATTCATGGAGCATTTGGCCTCCAGACTGAGTTAAGT
CTTAGAATTCAGGTATTTTCTTCATAAAGATCAGAAAGAAATTAAGAGTATAAGTGTGCG
TTTCTCTCAGGATCCTATTTATTTCCTTTCTGCTACTGTGGCAGTTGCTCCTGACTTTTT
GATATTAATTATTTGCGGCCATAATATACGTAAGAAGGCCTTTGACTGCAATATTCTCTG
CCCAGATGAGAGAAAAAATCCTAACTGACCAAAAAGTAAATAGAGCAATAACTGAAATGG
CAAGACTGCCACGCTGTTTCAGTACAATCACTGGTACATGGCTGCAAGGCTTGATGCATA
ACTTTGCCTTGACAGGTGAAGGTGAATGTTTTCTTCTCTTTTTTTAATATTCTTTTCTTG
TTTCATTCTTGAATGATTTCTATCCCTCTCTGCTCAGGTTTTCCTCTGATGTNTTTCTAC
ATATCAAGCTGCTTGTTGCATGGAAGTGTACACAAAGTCATCCTTTCAGTTCAAATTCTT
CTCATTGTAATGTANAGGAGAGAAATTAGATTTTATCTTCGTTGAAAAACTAAAGTTTAG
CATTTACAAAATGACCTTATGTGGGTTATGCAAATCATCTGTCTTGCATCACANATCTCC
TAATGTTNCTTTACATAACATCATGTACCCAGGCTCAGACT
>OLA457230 ID   OLA457230  standard; mRNA; EST; 628 BP.
GTCGACCACGCGTCCGCACGCTGTCCTGCAGTCCCTTTAAGGAACATAGAGAACTCCTTC
TTCACATAGAAGATGGAAATGTTAGAAGCTATTTTTTTTCTAAATCAGATTTAAATTTCA
TCCAGGAAGCCTGAAGGCGAAGAAATGAAGCTCACAAAAGAAACGTGGCATTTTCTCCTC
TTCTGAAGTCATTTCATGGTTAAATAGGAACCCTACCACTTAAAATGCATTNGGATTATT
TAATTTGAGATGGGGAGAGTAATCTAGCACTTTATATTGATAAATTTCCCTCTTTTTTTC
TTTTATNGGCACATTGTCAAAAATCTCATCTTCGTCTCAGGTGCTGGGTCTTTTATTTTG
AAAGTCTGTCTGTGCGTTCACTTGCTAGTGTTCAGTTTCAGAGTCACGTGGGTAATTACC
TTTTTTTAAATCTGACTCTTGTTATTATTTCCTGATGCCACACATGAACAGTAAAGTCTG
AGCACTGCAATTATCTTCTTACTGTGTCTCGGTCACACCTCATTCCACCGCTTGTAGGTT
TTTTAACCATCTTTTCTTTAACACAAACTTCATTCTCTGATCATTTCTAGTCGTCTNGCT
GCTTCTTTTAAAAGAAAAAAAAGGTCGT
>OLA457242 ID   OLA457242  standard; mRNA; EST; 340 BP.
GTCGACCATGCGTCCTGGGTGACTGAGCCCCTTCAGACCATGCCACTGTGTCTAAAACAG
GAAATGTCCCCAGAAGTGACCAGCACAAGTCCCTCCCCAAACATTGCAGTGCCCAATCTG



GCGTTTGTGGACCTGCAAGCGCTGCAGAAGCCGGTTTCTGTCAGCAGCAGTTGCAATGGC
AGTAGCAGCTCCAACCATTTTTCCAACACCTTCAACTCATTCTCCCATCATGCACCAGCA
TACGGGCAGTTCAGCCAGTCAGTCCCATAATATCATGGACGTGACATGATGAGCTCCACC
TGCCAGGTTACCCAACCCGATATCCCTTCTCCTTGCTCAG
>OLA457250 ID   OLA457250  standard; mRNA; EST; 194 BP.
GTCGACCACGCGTCCGTACTACACAGGAAATGTTGAGATCTTCATTCTTGCGGACAGCAG
CATTGGTCATCGCTACCTTACTGGAGTACATGGCAGAGAGGAACATCCCCTTCACCGGTG
GCACCGCGTCCCCCAGGCTGGGACCCTTGGGCACCAGGTCAGCCGGGCTCTTCGACCAGG
GGTTCGGGATGCCG
>OLA457256 ID   OLA457256  standard; mRNA; EST; 554 BP.
GTCGACCACGCGTCGGTTCAACTGCGCTAAACTTTCATGGAACAAAGCTTAAGAGTTTGC
GATCTAATTTGTGGTAAAATAACAACTGACATTGTAGTTATTGAGCGTGGTCATGACCTC
GGTTGTAAGACGTCGATAAAAACAAATTTCAGTGGTCTTAGTTCGACGAAAAAGATTTTT
AAGTAGAAAGGAGTCTATGAGCAGCGCTTCCGATGGAAGTTTAAGCCACAACAGCAGCTT
GACTGCAGCTGCAGCCTGCAGCAACGGTCTCTGTTCTGCCTCTGTCGAACGTAGCCTAAC
TTTCTCTGGAATTTTGCCTAAAGTTGGGCAAATCTTTCTAAAACACAGTAAGGTAATATC
GGTCCAATATATTTTGTGTAAAATGATTTTGCAATTATTTCGGTTTTCTTATTTTGAATA
CATCATGTCTCTACTTTATTTGGTATTTCCTAAATTACCATGATTTAGTTAAGTTTGCTA
AAAAAGTANTGTTATTTGACACTAATTTGTAAGTATTCCGTAGGGTTTAGATCTGGACTC
CCTTAAAAAAGAAT
>OLA457257 ID   OLA457257  standard; mRNA; EST; 444 BP.
GTCGACCACGCGTCGCGGACGCGTGGGCGGACGCGTGGGCGGACGCGTGGGTGCAGCTGA
AATCCTCTGAAACTCAAAGACTGAAGAAAAATTAAGAAAATAAACTGAATTTTGTCACCA
AGACCCTTTCTGATGTTTTAGCTGAAGACAGCAGAGTCATCAGCATAGAAGAGAACTTTT
AGCTCTAAATGGGTTTGAATGATCGCCGTCTGACATTTGGAAAGCCTCCTTAAGGACAGA
AAAGTTTCCAGATTTACTAGGGCAGTGTTTTTCAACCTTTTTTAATCCACGGCATACTTT
AAACCTTGACAAAAATACTGAACACACCAGCATCCCAAAAAAACCCAGAAACTCATGATC
TGTATTGATCTACAGCCTCTCCGCAATCTCACGTGCATTTTTTGTTGATAAATTGTGGCA
GAAAAAAGCTGGGAAGCTGCAGCT
>OLA457260 ID   OLA457260  standard; mRNA; EST; 682 BP.
GTCGACCACGCGTCGCAACTCAGTCGCTCGGATATCTTGCGATCCCGCATGGAGCAGCGC
TTGGAATCCCGCTCGTTTTCGTTACATCAATGAAGTTCTGTACAGCTCGTCCAGCGGCGA
GGCGAAGCGCATGTTTCAGCAGGACCCAGAGGCCTTCTGGGTGTACCACAAAGGCTACAC
CTCACAGGTTCAGAGATGGCCAGTCAACCCAGTGGACCAAATCATCTCATACATTCAGAA
AAAGCCCTCATCTCTGGTGGTTGCAGACTTTGGATGTGGTGACTGTAAAATAGCCCGCAG
CGTGAAGAACAAAGTGCACAGCTTTGACCTGGCAGCCACCTGTGAGCTGGTCACAGTTTG
TGACATGTCCAAGGTTCCTCTTGGCGACGCCTCTGTGGACATCGCTGTGTTTTGTCTGTC
TCTCATGGGAACCAACTTGCCAGACTTCTTAGCAGAGGCCAATAGAGTCCTAAAAAACGG
GGGGGTTCTCAAAGTCGCAGAAGTGGCAAGTAGGTTTGAAAATGTGCGGAACTTCATAAC
TGCGCTCTCAAATCTGGGATTCAAGATGGTGTCCAAGGATGCTCAAAACACTCATTTCCA
CTCATTTGAGTTCATAAAGACGGGAAACGCTCCAAAGAACGTGAAGAAGTTTGGAGTACA
ACTAAAGCCTTGTGTCTACAAG
>OLA457269 ID   OLA457269  standard; mRNA; EST; 639 BP.
GTCGACCACGCGTCCGCGCTGACTGTCAGCAGAACCAGGCAGGTTTCAATCACAGCCACC
AGCACGGCTTTGGCCTCCTCAACGCATGGAGGCTAGTTAATGCAGCCAAGGTCTGGGAGA
CGGTGCCTTTCCTGGTTTCTTATCAGAGCTCAGTGATTCATGAGGAGGCGGAAATCCTGA
TCTATCACAGGGAGCTGGTCCGTACCTGGAACGTTTCTGCCGCTGACCTAAAAGAGTCTG
GAATGCAGACGCTGGAGCACGTGGCCGTCACCGTGACGATAACTCATCCTTGCCGCGGTA
GCCTGGAGGTGGTGCTGGTTTGTCCCAGCGGGATGCGTTCTCTCATGGGGGCTCGTCGAG
CCACCGATCGCGACTCTGCAGGCTACACGGACTGGACCTTCTCCACCGTGCGCTGCTGGG
GGGAGAAGGCTGAAGGCGTGTACATTCTGAAGATCTCAGACCACAAGGAAGCCATGTCTG
ACCGGTGCGCCGCTGTGGGGGTGCTGAAGGAGTGGAAGCTGAGCCTGTACGGTTCATCCA
TGAGCCCCAGCCAAGTGAAGGAGCGCCAGACGTTGGTGAAGGAGGCCATGAGCGGCAAAT
ACCTGGACAGCAATTTCTCGCTGCCTTGCCCCCCAGGCC
>OLA457276 ID   OLA457276  standard; mRNA; EST; 538 BP.
GTCGACCACGCGTCGCGCACATGAAAACAAGCTGGAGAAACTGTTTCACAGAATGGGAAG
TTTATTACACAAGAACAAGTAATATTCACACAAATGCACATTCTGCTGGTGACATGTCAC
AGTGTGTTCCAGCAGTCCAAATGCACTGACTTTGCAAAAGATGTTTACACTTTTAATAGA
CTTTTTTTTGTATTTTTTGCACTCAGATACACGAGGAACGTACAGAAACGATGAGAAAGC
TTTATTCAAACATGACAAATGATGTAAAAACTTCCTTTTGTTGTGAACTTCAACCATAAA
TCAAACACCTCCAAACAAAGCAGCAGTATGCCATAACAGTTAAAAAAAAGCCATGCAGGA
ACCTGATTTTTTAACTGTGGGTGTGNCGGCGGGACATACCAAAGTGTCGCCACTTTAGAA
ACTGTGTGCTTAACTCTTGACAGCCACTCAAGGTNCAGATGATAACACAAATACCTTCAG
TATACAAGCTGACATTACCCAAGTCTGTGAACACACCTGATTGCATCCTTCTGGGTGT



>OLA457278 ID   OLA457278  standard; mRNA; EST; 587 BP.
GTCGACCACGCGTCGTTATTTTACAGTTAAGATTTTCTTTCTTGCTTTTATACAGAACAA
TGCTCATTTTGCACAAGTCAATGAAAAAGCTGAAAACGGCATACCAATGCCGTTTAAGCA
TTGAATAAGCTTAAAGCTGGAACCTCTTAGATTTTGGGTTATAGTAGTTACTAAAAATAT
CAATAGTTATATTGACACAATAAAATGTTTATGTAAAACACATTTATTTTTTTCTATTTC
ATATTAGGATTACTAGTTTTGCTCTCTGCACTCTAATATATATAGTGCAAACATTCTCTT
TGATTCTCAGAGTCTTCTCCCACTAGAAGGAAGCCCAGCTCATCGTTACACGGTAAACCA
AGGTCGCCAGATGATCGGCGGTCTCCTTTAGCTCATAAGGCTAAGGTTAGGCTGGATTCA
GACTCCGATCAATCTCCTCCACGGAAAAAGCAATCGAAGCGAGAAGCTTCCGATCTGACC
AGTCTCCCCCTCGGAGACGCTCCAGAACAAGGCCAGAGATCCGATTCCGACAGTCTCCAC
AAGAAAGCACTCGAGGAGTGGAAAGGACTCGGATGGAGATCTGTACA
>OLA457281 ID   OLA457281  standard; mRNA; EST; 562 BP.
GTCGACCACGCGTCCGCTTTGCATTTGCTGCTAAAAATTTGAGACGTTTGTTTTTGGTTC
ATTTTTTTTTTCCTCAACAGGGCTTGTACACCTTCTGATAAGGCTGTGTGCATCTTCAGT
GTAAGGGTTTGTGTGGTATTTCAAACAGATAAAAAGTGCTGATTTATATTAAAAAAAGGA
AATACAGCGTTAAAATACTTTTTTCCCCTCCAAGACTTAAGTTTTTCCAATCATGTCTAA
GAACTACAAAGAAGCATGGGTATCAAAACAACAGTTGAGTCAATCTCTTGTAAACCATTG
AAATAGTTTAGCAGATGAATGGGCATTTTTACATCAAGTTTATTTCCCACCAGATTTCTG
GTCGGTGGATCTTGTCTCAACATCCCAATCTGATTCTAGAACATACTATATGTATAACAT
CATTGTCATTTGCTCCACTGGTTCTGCAGCCTATGTTCCCTTTCCAGCTTCACAACTGAC
CTGTGTACAATCAGCATAACATTTACCAATGTGTCCAAATGAGTCATGCTGGAAATGACG
ACATCCTGTATATACTTAAATA
>OLA457286 ID   OLA457286  standard; mRNA; EST; 621 BP.
GTCGACCACGCGTCCGGACTGAGAAAGCTGCTGGACAGAGCAAGACAATACAACCTGAAA
CTGAACAGAAACAAATGTTTCATCGGAACTAATGAAATCAAATATATTGGACACACACTC
ACAGATAAAGGACTGAAACCAGATGAAGAAAAAGTAAGAGCAGTGGCGGAGCTACCCCCA
CCTCAGGACAAACAAGAATTACAGAGGTTTTTAGGAATGGTCCAGTACTTGGCCAAATTC
ATACATAAACCTGTCAGACATCAGTGCACCATTGAGACAGCTGCTTGACGGATACATAGA
GTGGCACTGGAAGAAGCACAGAAAACGAGCTTTGANAATCTTAAACAGCTCGTCACCAAG
GCTCCAACTCTGAAGTTTTATGATGTCAACAAGCCAGTGACACTCTCGGTTGATGCAAGT
TCACAAGGCTTGGGAGCAGTTTTACTGCAAGATGGACTACCTGTAGCCTATGGGTCACGA
GCACTAACAGATTGTCAGCAAAGATATGCTCAGATAGAAAAAGAGCTGCTAGCAATTGTG
TATGGCTGTGAGAAGTTTCACCAGTACGTTTATGAAAAGACATTCAGGTTGAAAGTGATT
ACAAGCCACTGGAGAGCATCT
>OLA457288 ID   OLA457288  standard; mRNA; EST; 535 BP.
GTCGACCACGCGTCGTGAGGTCTGTGGCTGATGGGTGCAAGTCAAGTGGCTGGCTGGTGA
TGTGCCAGCAGCTCGAAGCATCCTCGCTCTGGCCTTTCAGGCCAACCCAAACAGTGAAGA
GATCTGGCTTGCTGCTGTAAAACTGGAGTCTGAAAACAACGAGTATGAGAGAGCCCGCCG
ACTGTTGGCCAAGGCTCGCAGCAGTGCACCAACAGCCAGGGTCTTCATGAAATCTGTGAA
GCTGGAGTGGGTGTTGGGAAACATAGAAGCTGCTCAGGATCTGTGCACGGAGGCGCTGAA
ACATTACGAGGACTTCCCCAAGCTTTGGATGATGCGAGGTCAGATTGAGGAGCAGTGTGA
GAACATGGACAAGGCTAGAGAGGCCTATAACCAAGGGTTAAAAAAGTGTCCGCACTCAGT
GGCGCTGTGGTTCCTGCTGTCTCGTCTGGAGGAGCGAGTCGGACAGCTGACGAGAGCCAG
AGCGATCCTGGAAAAGTCTCGGCTGAAAAACCTCAGTGCGCCGACCTTTGGTTGG
>OLA457293 ID   OLA457293  standard; mRNA; EST; 624 BP.
GTCGACCACGCGTCCGTTTTCATTCATCCTGAGGAAACGGAGCACAAACCCACAAAGATG
TTTTACAACAGAGAGGTTTTTCTAAGTCACCTGGAGGAAACCTTGCCCATGACTTGTGTC
CTAGGCAAATGTATGGTGTCCTCCTTTAAGGAGTACCTGTCATGCAGACCTACAGAATAC
TCAGAGGAGGACATCCTGCTGTGTGAGAGCAGCTACATTGAGACAGAGAAACAAGTGAAA
AAGTTAGAGGGTCTGAAGCGCTTCTCATATTCTGCCAAAGTGGTGGAGGATGAGATTTAC
TATTTCAGGAAACTCAATGTACCACAGGAGGAAACTTCACCCTTTTNGGACAAGAAGATA
GATGAGCTTGAACCTAAACTGGCAGACATGGAGGATGGAGATGATGCTCCTGTGACACCT
TCGATGCCTCAAATGCAAAGCTCTCTGTCAAGTGACATGGATATCATGCCATACACACCT
TCCCAAGCCATCCAAAGGTGATGGGTTTATCAAAGAAGGAAGGAGCAAACAGGAAAATGA
ATACGAGTGGCTACATTCTTTTCAGCGGTGAAATGCGGGGCTGTCATCAAAGCTCGGCCC
CAGACATTTCGTCCGGAGCAGCTG
>OLA457301 ID   OLA457301  standard; mRNA; EST; 427 BP.
GTCGACCACGCGTCTGGAACTGTGTTGAGTCCTACACTCGAACGCAGCACCATTGCTCGG
GAGCACATGGGCCTGCTGCTGCACAATCTTGTAAAAGCAGGAACTTTGCCCACACAGCAA
TACTTCAAAGGGCTAGAAGAGATCCTGGAAGCAGCGGAGGACATGGCCATAGACATACCT
CACATCTGGCTGTACCTGGCTGAACTGATCACCCCTATGCTCCACGAAGGAGGCATCCCC
ATGGGACAGCTGTTCAGGGAGATCTCAAAGCCTCTGGTGCCTCTGGGGGAAGGCCGGCGT
GCTGCTGGCACAGATCCTCCAGCTCCTCTGGCAAAAGGAAATTGACTCCTCAGAAGGTCG
GGGCTTTATGGAAAGAGGGCTTGGACTTGAGCTTGGAATTGAAATCTTGCCCAAGGATTG



CAAGATT
>OLA457302 ID   OLA457302  standard; mRNA; EST; 589 BP.
GTCGACCACGCGTCTGCACTCATTACAGTTACNTGGATGGCCCAAATGATGTTGTTTTTA
GTGTGACCACTCAGTACCAGGAACCTGCCGCTGCCAGGAACGATTTACCTCTGGAACTGG
GATGACAAAATAATCATCTCTGACATCGATGGTACCATCACCAGGTCGGATACGCTGGGT
CACATTCTGCCCACACTGGGGAAAGACTGGACACACCAGGAATAGCACACCTCTACCACA
AAGTTAGCCAAAATGGCTACAAGTTCCTGTACTGTTCAGCTCGAGCAATAGGTATGGCTG
ACATGACCAGAGGTTACCTAAACTGGGTCAACGAGAGGGGCACCATGCTTCCTATGGGTC
CCGTCCTCCTGAGTCCCAGCAGCCTTTTTTCAGCTCTGCATCGGGAGGTTATAGAGAAAA
AGCCAGAGAAATTTAAGGTGGAGTGTCTGACCGACATCAAGAACCTCTTCTACCAAAGGA
CACAGCCTTTCTATGCTGCATTCGGCAACAGACCAACGGACGTATACTCCTACAAAGAAG
TAGGTGTACCGGTAAACAGGATTTTTACAGTGAANCCTACAGGAGAGCT
>OLA457315 ID   OLA457315  standard; mRNA; EST; 608 BP.
GTCGACCACGCGTCCGAAAAGGCGCGGAGTTAAGTGAAGGTGACGCTCGTCTGTGAACAT
CATGTTCTACACGCATCTGTTTACGTCCAAAAGGGGATCTCTGGCTAAAATCTGGCTAGC
AGCACACTGGGAGAAAAAACTCACCAAGCCTCATGTGTTTTGAATGCAATCTAGAAACTG
ACCGTGAGAGAAATACTTTCCCCAAAGATGAAGGTTGGTTTACTGGACTTCCTGGTCATC
TGCTCATCGGTTTGGTCAGAATCTACTCCAGAAAGGCAAAGTATCTCCTTGCGGACTGTA
CCATTGCCCTGGGCAAAATTAGCACTGCGTTCAGGCCAGGTCAAACAGATCTATGTTNTG
GGGGAGGGTTGAGGCCACAGTAAAAGAAATTACCTTGACTGAGGACTTCACTGNCTTCGA
TGTTGAACTGCAACCCTGCGACATTGATATACCGGAAGATTTTTGCTTTAAACCAATGTC
GATCAGAGGAAATCACTCTGAAAAGAAGATTTGGAAATGGTTNTTGAACTTGAACAGACA
TGGGCATAGTTAGTGACTCCTTAGTTCCATCAAAACACTGTGCTGGACAGGAGCTTTGAA
GGGGCTTT
>OLA457317 ID   OLA457317  standard; mRNA; EST; 681 BP.
GTCGACCACGCGTCCGAGTTAAACAAAAAANATGAAATGGAAAAACTCTGTTTTAAACAT
GCAAAGACTTGACTTAGAAAAAGGTATTGTTTTTAGGTGTAACAGAACAAGTCTGATGGA
AAAAAAACGTTTAGAATATTGTTTGCTGGTGGGATTTAGTGCCTTTTTCTGACAGAAGTG
ATGCTGCATCCATTCCATGACAGCAGGAATCAGCTGGAAGGAATGCTGTTTGTGTTCACC
TCTGCAGAGCACAGAGCTGAGCTGTTACAGCTGTTTATCTCACATGGGTTTCTGCGGGAA
GCATGCAGCTTCCTTGTATATTTTCAAATGTCAAGCTTAACAGACCACTCAGGATGCAAG
TAAATACTTTAAATGCTATTCAAATAAGGTGCTGTAAGTGGTTACCCTGTCTTTTGGTGC
AAAAACAATCAGTATTGCAGGAGAGTTTAGAGTCCTCTTACCGGTATTTAATCATTTTAT
TTTGTCTGTAGTAATCTTTAAGTTTACTACAGCCCGTCTGAGAAAACTCTTCGGTAAAAC
ATATTCCCAAGAATTTCTCTTTTTATTTCTTTCTCCCTAATTATATTTAAAAAATGGCTT
TCAATTTGTCTTAGATTCTTAGTTGTCTTTTCTTTTTCTCAAAGCATGGCAGGTTAGCTG
CCATGTTTTTAGGAATAAGTG
>OLA457323 ID   OLA457323  standard; mRNA; EST; 535 BP.
GTCGACCACGCGTCGAGCACATTTGTCACATAAGCGGCTGTGGGAAAATCTACGGGAAGA
CTCACACCTCCGAGCCCACCTTCGTTGGCATACAGGAGAACGCCCCTTCGTCTGCAACTG
GTCTTTCTGCGGTAAAAGATTCACGCGTTCAGATGAGCTCCAGCGCCACCGGAGGACACA
CACAGGTGAGAAAAGATTTGCCTGCACTGAATGTCCCAAGCGCTTCATGCGTAGTGACCA
TCTCTCAAAGCACATCAAGACCCACTTTAACAAGAAAGTGGGACAGTTACCAACAGCTCC
ACGTTAGCGGGCGATGCTGCTTCCCCGGCAGCAGGAACAGAAGCAGGCAGCGGAGCAGTG
TCGGCCAATGACCAAAACTCCATCGTCACCATGGAAACCTTATCTGCAGAAAGCTTAGCT
CGTTTAGCCAGTAGTGGTATCAATATGATGCAGGTGGACCTTCACCAGATCAATGGAAAC
AATTATTAAATCAACAGAGGGGGACATTCCCTGTTGGAATTTGGCTTAAAACAAA
>OLA457330 ID   OLA457330  standard; mRNA; EST; 811 BP.
GTCGACCAGCGTCGGCAAACGGTATAATTCATGTGGGGTTTTATTTTTTATCTTGTGTGT
GTCTGTCATGGTTCCCATGGTTGCTGCTTTGTTGTTTTCATGACAGGAATCAACTGTGAC
TAACTGAAGGCTCAGAAAGTGATAATGGATTTGTTTAGGAGTGACAAAGCCGGACTGTTG
TTTTTTTTTTTTTTTTGATGGCCACTTCTGGGAATTTGCTGAGGAGGAAAGCGAGGCTGA
ACGTGAGGTTTAGAGCAGCGATGTCCAAACTGTCAGTGAAGGAAAAGCTCTTCTTTAAAC
TGTTTGGGCTTTTGCATACTGTGGGCTTGGAGAGCGCATATATATATATATTTATATATA
TATATATATGTTTAATCCCATCAACAATGTGAATGATTTGCTTTTGAAACCAAAAATAAG
TGAAGTTTNGTAAATAGATTTTTTTTTTATGCAAAGCCAAATTTGAGTTAAACATAGATG
TGACAGTACAATCTAAAACTATTTTAACACTCTTGTATTATAGTGTTTTATAATCCTTCT
AATGAGCGCCATATTACTGAACTTGTGTTTACAAATCTTATTACCTGTGTAGTGCTTGTA
TGCTGTGATATTTTGCTTCTGTGTCCGTTTAAAAAAAGCTCCAAAGCTTTTCTTAAAAAA
ATGTTTCTGTCTTATTAATTATTTTGAAGGTAAAAGTGTTCATTTTTATGGCTGACAAAC
CATTGTTACAAGTTTGACATTTCAGATGCTGATGTTAACAAACTCTAGCTAGATCACTCC
TGTAAAAACAGACTTTCCTTGTTTATGAAAT
>OLA457337 ID   OLA457337  standard; mRNA; EST; 350 BP.
GTCGACCATGCGTCTGCCAACTCGCCCCATCCTGGGTGACCTGACAGCAGCTCTGAGGGG



CTGTTGCGGAGCCCTCCCACCCTTTACCTGACTTGTAGTTTTATAGGCAACACAACAATG
CAACATGCTGCCAAGTGCGCCCTCTACTGGACGCTTGTGAGACACGCCGCTTCAAGTCAC
TCAGGCTCCCCTTTTTTTAAAACTTTTCCCCACTGAGAAATGGAAAAAAGACAAAAATCC
AGCAAGTTTCTTGACCAAACAGACGTCCTTTCATCCAAACCTGTGGGAGGTCAAGAGCTA
AAGGAGGAAAATTCTTGCTTGCAGAATTTGGGATTGAATTTGGGTTCTGT
>OLA457352 ID   OLA457352  standard; mRNA; EST; 1501 BP.
GTACTGGTCGGAATTTNCGGGTTGACCATGCGGTTCTGGGACGCCGTGAGTGAATAGCAC
TGATGTGTTGGATGTGCTGTTGGGNGATCTGGGAGACCAGCCTGTAGAGGAATGATCACA
CTGCAACCAGAAGCGCAATGCACTGATGAGATCAACCACTGTGCATGAAGACTGTACTGC
AGAGATGTGACCCTGACTGACATGCCTGCACTGGAGAAGTGATGCACTGAAGCTGATCAC
CAAATGTGAAATACTGTTGGATAAAATCCAGATAGGAAACTTTGAAATTTGACTGCCTGG
TACTTACTCTACCATTATACCTTGAAGACTACTGTGGAATGGCATGCCCAAAGCTGTTGG
CATCTTGCGAGTACTNGTACTCAAATACATTGAACGTACCGAGGAAGGAACTGTTCACGA
TATCCACCTNGTTACCCCACTTGGTCCAGTGGCAAGTGGCAGCCCNCACCCTGTGCCAAA
TNTGGGAGGAATTCCTTACGCATGTGGCTGTGCGAAGGCAAACCNATTCTTCCCGGTTGG
TTAACGGACGTGGTTGGGGCACCCTGTGGTGCCNTGTGTGAGAACGCCAACAAAAATGGC
ANTCTTTAACTTTGGGTTCACAAGGTAACAAANTTACCTTACCCTTAGGGTACCNTTATT
CACCTTGGGGGCNCCCAAAAAACACAGCCTTTGGGGGTATGACCNCNCGTTCCGGGAAGG
CGCCANATTNAAGAAGAGACAACTGGCACTATAGATGAAATATNATNATTGGGAAACACG
GTTTGGACGNCAACGGCACCGCACCTTTTGCACAAATTACCTCTTTACACCTTAAAAAGA
ANTATACCACTTAACCGCAAACAGCTCATTTGGTCAACAGGGGGGTATTCCCCACAGTAA
ACCGCACANACGTGTGTACCCAAACAAGACGGTAGCGGTAGTGACCCTGGCACAACCNCC
ATAAATTTTCCCGGAGATTCCCCGNTGGACCCCGCTTTAAACCCCGNTTCTGTCCTCGTC
TTTCCCTCCAAAAAGACAAGGAACAATNGACAANAAACGGCTGGGCACGNGGTATACCCT
TTCACCCCCATCGGNGAGGNCAACAATCTGGNNGGACGAAGCAGCAGCCCACAAAACCCC
GGTTTGTGGTGGACAGTGCATTGTGNGCCCACAATTTTNTTACCCCGTTNTACGACNAAC
GGGTGCCACTATNGGACTCACCCGGTAGCCGCCTTTTAGTAAACCACCCGCCAACGAGAC
CGAGTGGCCCACAANGNAACAACGGGGGNAGTTCATACAACATTTGGGCCGTGGTGGNAA
AAAAGAGAGNATAATAACGGCCCAATTTACTCCCAGCAATACCCGGGGACCAGTNTTGAT
ATCCCCCAACNGCGCACTATNAACAATATAGTGAAATGAACACCATTCGACACTANNCCT
ACATTAAGAAACGGCGCTTGCGTNGGAGGACAANTCNNNAAAAAAACCCCCTAACCCCNN
N
>OLA457358 ID   OLA457358  standard; mRNA; EST; 480 BP.
GTCGACCACGCGTCGCAGCAACAACCTCGGAGATCTGTAGACTCAGTTGGGGCCATTCTT
CTTGTGATTTTCTACCTGAAGATCAGCAACCAACCTCGGAGATCTGTAGACTCAGTTGGG
GCCATTCTTCTTGTGATCTTTGGTGTCATCATGGGAACTGTCAGTCTCTCTGTCATCATC
GTCACATTGGTGAAAACCCTTTAAGACACTCAGGTTCAAATCAAAAGAAACCAAAGGAGA
GAAAAAGGAAACGAAAGAAGGGAAACTAATTTTAGAAATAGTTTTGATGATTTTATATAC
CAAATGTACTTTTAAATAACTGTTATAATAACTGATACTCTTTGTGGATGATCCTGCACT
ATTTCATACAAGAAAGCAACTAACCTTTGAACAAGCGTTCGCAATCATAAAATGTTTTAC
ACGTGTTTATCATTTAATTTATTGCACTAATAATGTACACGTACACAAAAAAAAATTTAT
>OLA457365 ID   OLA457365  standard; mRNA; EST; 429 BP.
GTCGACCCACGCGTCCGCTTTTCTTACAGGAAGTGCTATTTTATGTCTTTATCTTTTACT
TTTTAGAATAATTTGAATTTTTATTCGTGCGTTTTCTTTATTTACTATTTCATGTATGTT
CTTGTAAATGCCAATGTGCCAAATATCTAATGAAGCATAAGTATCCTTAGGGATGGTCGC
TGATGGGGCACAGGGCCGTAGCGAGAATTTTCCCTGTCCAACTGAACGTTTCTTAAAGAT
GGTTAATGCAAGCTCTGACAGGTTTTCGCTCCTACACTTATGAACAAATCATTCACAACT
TTGAAGGGCACATTGGTTCTGATAAAGATTGTGAGGGCGAGAGACCACAGCTGTTTTGAT
TGCTGATGTGATGATGTGTTCCATTTTTTGTGTGACCTCACTTCGTGAGGTCCAAGAGAG
GGAAGCTGA
>OLA457383 ID   OLA457383  standard; mRNA; EST; 480 BP.
GTCGACCACGCGTCGCTATCTGCATGAAGTTTAAAAAAATCCTTTCTTGGTTTCATTAAA
TAATAAAATAATTGAAGGACATAATTTCAATAACCGTAAGAAAAAAATACTTGAAGTTTA
TTTGTTATACGTGTACATTTTTTCATCCAGGTTCAAACCATTTGGGATTGCTGGTTTCTA
TGCGATGCAAGCTCTGAAGGACAACATGATTGTGAGCTAAAAGATTTGTCACTCCTCTAA
TGCTACGTCCACACCGGGCATGAGTGGCGGGTTCAAAAACACGCTGCATGCAGGTTTTTG
AACGTGCTTTTAGCATACCATGTTCACACAAGTCTGTCGCTGCCTGATACTAGCGCACGT
ACTCCAGCCTTTTCTCTTTACAGCTCTATTCCAATATATTGAAAGACTTGGTGTTATAGA
ATTCCAGCTTTGGNACAAGCTGCCAATATTAATTTTTTCCCTTAATGGGTCGATTTCAAA
>OLA457395 ID   OLA457395  standard; mRNA; EST; 680 BP.
GTCGACCACGCGTCGGCAAATTCTATTCACACATTCTGGACCAGTATCGCAACGCCAGCA
ACCCCCTGGCTCACTATGACACCACAGCGGAGGAGATACTGGAGCAGTGCGATGGTAAAT
TGGAGATGCTGGTGGCTGGAGCGGGAACAGGTGGGACGCTCACTGGAGTTTCCCGAAAGC
TGAAGGAGAAATGCCCCGATGTCAAGATAGTGGGTGTGGACCCTGAGGGTTCGGTTCTTA



TTCACTCAGAGGGGACTGATGACCACACGACCTTTGAGGTGGAGGGCATTGGGTACGACT
TTGTCCCCACCGTGTTGGACAGATCTCTCGTGGACATGTGGTACAAATCCAACGACGCCG
AGACGTTCACCATGTCACGCAAACTGATCAGGGAGGAAGGCCTTCTGTGTGGCGGTAGTT
CTGGCTCAGCGATGGCGGCAGCGGTGAAGATGGCCGGCGATCTTAAAGAGGGACAGCGCT
GTGTGGTCATCTTGGCAGATTCGGTCCGCAACTACATATCAAAGTTCCTGAGTGATCAGT
GGATGGTCGAGAGGGGCTTCCTCAGCCTGGAGGGCCAGATGAACAAGAAAGTGTGGTGGT
GGAGCCACACCGTCCAGAGTCTGCAGGTGCCCGCCCCCTTCACCGTCCCACCGTCCCTGT
CCTGCCAGAAAACCGTCCAG
>OLA457399 ID   OLA457399  standard; mRNA; EST; 528 BP.
CCTGAGGCAGCCTGCCATTATCTTCATTGACGAGTTGGACGCTTTGTGTCCAAAGAGAGA
GGGTGCTCAGAACGAGGTTGAGAAACGAGTCGTCGCCACTCTTTTAACACTAATGGATGG
AATTGGTTCCGAGGGTCACTCCAGGTCGGCTGGTGGTACTTGGAGCCACAAATAGGCCCC
AAGCCCTGGACCCTGCTTTGCGCAGGCCAGGACGCTTTGATAAGGAGCTGGAGGTGGGAG
TGCCCACTAGTGCAGAGCGGGCAGATATTTTGTTGAAGCAGCTGAGTTTGGTGCCATGCA
GCGCCACACTGAGGAGCTGACACAGTTGGCTGATACCGCTCATGGATATGTGGGAGCAGA
TCTTGCAGCTGTTTGCAAAGAAGCAGGTCTGCGTGCAGTAAGGCGAGGCCTCAGAGGCTC
TCTCCATGAAGCAAAGGACCAATTGGGTGGGAAGGTTACTATCAGTTTTCAGGACCTGCA
GTGGGCCATGGCTGTCATAAAGCCCAGTGCCATGAGGGAGGTTGCGTT
>OLA457414 ID   OLA457414  standard; mRNA; EST; 269 BP.
GTCGACCACGCGTCGCCGTCTTCTCTTTCATCCTCACTTCAACAAAAAAATATGGAGTTT
CCTGCAAATTAGGATTAACAAATAAACAGTTAAGTTGAAGTTCCTATTGTCAGCACTTGT
TAAGACGATCAGGTCCCACAGACTCAGTTTTCCATCCCATAATTCTCCTCTGGACTAGAC
ATGAGTGTGGCCTCAGTTCCCCCGAACATCTGAACGCTTTTCTTGCCTCCCATTGTCCTT
GGATTGGGTAAACACTTATCAAAACCACG
>OLA457416 ID   OLA457416  standard; mRNA; EST; 357 BP.
GTCGACCACGCGTCCGTTTAGTTATCCCAAATAAAGTAACAAGAACTGCACAGAATTTTA
GAGCAACGTTTTTCAAAAACAATTTTCAAAAATCTGTATCTTCTCATAATATTTAAATAA
ATATAATAGAGACTAAGTATTTGTAATTGGTGAACCTTTCACTTGACTGACCTTTACAAT
AAAGCCAGTGTGACCAACAGGTCACAGAACAAACCTGAGCTGTTACCATTCTAGTGATGT
AGCTGGTTCTTTTTTTTTTTTTTTCAAGTGTATCATGACCTCAGTCTTGCCTTAAAAACT
TCTTTCAAAGAAACAGTCTTCGAACACTTGTACCCTANCTTTTTGTNCCATTTTGTC
>OLA457432 ID   OLA457432  standard; mRNA; EST; 559 BP.
GTCGACCACGCGTCGGGAGAAGATGACGATATGATGACGGCTTCTTTGTTCCTCATGGCT
ACCTCTCAGAAGATGAAGGGGCCTTAGAGGAGGAGGGTGGTGACCTGGAAAAACAGAAAC
TGCGTCAGAAGCTCAAAGCTAGAGAGTGGGATGAACTGATGTCCAGCAAGAAGAAGATGA
AGGTGCTGGAGCCTGTGGTCAGAGGCTGTGTCTGGGAGGGAGACGGAGATGGTCTGGAGA
GCTTCCAGTGTTATGCTGTGTGTTTGTTTGAGCCTCTGCCAAAAACGGACACCAGTCCAA
GTCCAGAGGAGCTGTCGCAGAGGGTTCAGAGGGAAGATCACTTGCTTGGTCAGCTGCTGC
CGCTGCTGCATGGCAATGTCAACAGCAGCAAAGTGATCATCACCGAGTTTCAGGAGTTTT
ACCGTCAAAGCTCCTCAGATCATCACCGGATTCAGTCACACCTCAGAGCCAAAAGACAAN
ATTCCCAACAGAATACAGCTGAAACGTCTCATCAGGAGCAACGCGGTCTATGAGAAGCGT
TCAAACTTTCGGGCTGCTG
>OLA457435 ID   OLA457435  standard; mRNA; EST; 612 BP.
GTCGACCACGCGTCGCACGCCGCAGACTTAGATCACGTCTGTATATTGATTTAACATTCA
AATTGATGGCTCTGACACACAAATTGCATCTGGTGTTAATGCAGCTTTAGTCTATCACTA
AACGTCACTTGTGTTTCTTTTAGGAAACTCGTCTCGGAAAGCTAATCAATGATGTCCGAA
AGAAAACTAGGAATGCAGATCTTGCAAAGAGAGCTAAGAATCTTCTACGGAACTGGCAGA
AGCTCATTGAGCCAGGAAAGGGGGAATCTCCATCTAAAGGACTTTCTGCTACATCCTGGT
CTTTCAAGGGTGCCTCTTATCCCTCCCTCGCTGCTCCAGGAACCATCTCGCCATCTGGTA
AAACAGGCCAAGAGTTAAAAAGTAGAAATGACTTTAATAACTGTTCTCCTGGATTGGGAA
AACAAAGGAAAAGGAAACATGTGGGTGACCAGAAGAGGACGGAGCTTTTACCACCCAAGA
TGGTCCAGAATACTCTTTCTGATAAAACTGAAAACTCTGAAAAAGTGCTCACCAACAGAC
TAGATGAGACTGCGGACCCTGGAGAAACATGCATGTGCATGCGCCTTTACACAGTGAGGT
CCTGAAGCTCTG
>OLA457436 ID   OLA457436  standard; mRNA; EST; 499 BP.
GTCGACCACGCTCCGGTCAAGATTAACAATGAATCTGAACCAGAAATTCAACGAATTACT
GATGAATTTTTAGAACTCACTGGAAGGGAAATAGTTTTTGGTTGATTGGGTCAGCAAAAA
AAAAAAAAAAAATTGAAACAGGCAGAAACAATGTAGGCTATGCTGTTGTAACTCAAGATA
AGGTTCTGAAGGCAGGACCCTGCGTGGAAATTACTCAACACAATCAGCAGAGTTGACAGC
TTTAACTGAAGCATGCAAACTGTTTTAAGATAAGCCAGTTACAATCAACACTGATAGCCA
ATATGCGTTTGCTACAGTGTATTTATTTTGTCAACAGTGGAAGAACAGAGGGTTTCAAAC
GTCAACAGGAAAACCAGTAACGCATTGTAGACTTACTGAAAGAATTATTAACTGCTGTAA
TGTTACCATCTAAAGTAGCAATATGTAAATGTGAGACACACACACGAAGAACAGATCATA
ATTCTAAAGGTAATTCCTT



>OLA457459 ID   OLA457459  standard; mRNA; EST; 379 BP.
GTCGACCCACGCGTCGAACAACACAAATTGAATTATTAGGAATTTGTGCCTAATTGTTAC
ATATTTTCTAACTGAAATTGAAGCAAATGTTTTCCATGGCGAGGAACATTTGTGAGGGAC
TGCTTATGTGTATGAGCAACTATTTTAATGTATGTCATTCCCAGCGTGATGGTACAGTCT
TACATATGTTATGTAACCCAGAGCTGACGCTTCTCCTCGTGCACGTGTTTGCTGGTTTGA
CTGCAGCGTCCCTGGATTCGGTCCGGATCCAGGCCGAGTCGATCTCCTCCCAAACGTGGG
GGCTTGCAGTCAGACTCCTTCCGTTGACCGTTATGAATTATCCAAGAGGTGGAACCGGTC
CGGAGAACCGCTCTGCTCT
>OLA457474 ID   OLA457474  standard; mRNA; EST; 634 BP.
GGGAACTTCTTTGCGTTGGGATCTCCCATCGGCATGTTCCTGACGGTCCGAGGCCTCGAG
AAGATCGACGAGTCGTACCAACTTCCCACCTGCAGGGGCTTCTTCAACATCTACCACCCG
CTGGACCCAGTGGCGTATCGGATCGAGCCCATGATAGTACCAGACCTGGAGCTGAAGCCG
GTTCTGATCCCTCATTATAAAGGAAGGAAGAGGCTACATTTGGAGCTGAAGGAGAGCCTC
TCCAGGATGGGCTCCGACCTGAAGGAGGGCTTCATCAGCTCGCTGAGGAGCGCCTGCAGA
CGCTCAACGACTTTGCTCGCGCTCACACCTCGTCCGCTCTCCAGGCTGAACTCGCCATGG
TGGCCACCAGATCGAGGAGGAGGAGAAACACGTGCAGGAGGTCGCAGCAGAGAAGATCCC
AGAAAGCCCCGAGCCCCCAAGGAGGAGGATCCTCAGGTGAAGATCGGGATGCTGAACGGA
GGAAACGATCGATACGTCCTGCAGGAGAAACCCATCGAGAGCTTCAACGAGTATCTGTTT
GCCTCCAGAGTCACCTCTGTACTGGCAGTCTGAGGACACGGNTCTGCTGATCCTCAGAGA
GATCTACGGGAACATGGGGATCATGCGGAACATG
>OLA457475 ID   OLA457475  standard; mRNA; EST; 585 BP.
ATGGCCAGAACAAGCAGACCGCCCGTAAATCTACTGGAGGCAAAGCTCCCAGGAAGCAGC
TGGCCACCAAGGCTGCACGTAAAGAGCGCCCCGGCCACCGGAGGAGTGAAGAAGCCTCAC
CGTTACCGTCCCGGTACCGTGGCTCTCCGTGAGATCCGTCGCTACCAGAAATCCACCGAG
CTGCTGATCCGCAAGCTGCCCTTCCAGCGGCTGGTGAGAGAAATCGCTCAGGACTTCAAG
ACCGACCTGCGCTTCCAGAGCTCTGCTGTCATGGCTCTGCAGGAGGCCAGCGAGGCTTAC
CTGTGGGGCTCTTCGAGGACACCAACCTGTGCGCCATCCACGCCAAGAGGGTCACCATCA
TGCCCAAAGACATCCAGCTGGCCCGCCGCATCCGCGGGGAGAGAGCTTAAACACCCCTAA
CTAGAAGCAACACAACGGCTCTTTTAAGAGCCACTAACGCATCTCCTGACGAGCTTGAGT
CCAATAACCCACATTGAAATGCACAAGTATCGCAAGTTGTTTGTAAAAACAGTCCAGGGG
ACAGTTACTCCAGGTTCAAATTGTCTAATTAATTTTCTCTAATAA
>OLA457493 ID   OLA457493  standard; mRNA; EST; 585 BP.
GTCGACCACGCGTCGGTTATATGCTGATTGACACTTTCAAAGAGGTATTTTCAAATGGCC
TCTGGTGTTTGGCTGGAATGCGCTCTCCGAAGACTACATCAGGAAACACAACATAACAGT
TTCAGATCCCATCAGGTGTCCTGTTATGGCTGGAGGGCTTTTTTCTATTGACAAAAAGTA
CTTCTATGAGCTTGGTACCTATGACCCTGGTCTGGATGTGTGGGGTGGAGAGAACATGGA
GATTTCATTAAGATCTGGATGTGCGGAGGAGAGATCGAGATTATTCCTTGCTCCCGCGTC
GGACACATTTTCCGAGGACAGAATCCATATTCATTCCCGAAGGACAGGCAGAAGACGGTG
GAGCGTAACCTGGCCAGAGTGGCGGAGGTTTGGCTGGATGAGTACAAGGACCTTTACTAC
GGCCACGGGTACCAGAACTTGCTGGCTAAAAGTGTCACCGATATCGGCAACCTTACAGAG
CAGATAGAGCTGAGAAAGAAATCAAGTGCAAGAATTTAAGTGGTACCTGGAAGAACGTGT
ACCCTGAACTGGACGCGCCATTAGTCAAAGCAGAAGGCTGGTCTT
>OLA457502 ID   OLA457502  standard; mRNA; EST; 424 BP.
GTCGACCACGCGTCGGGCTGGGCTCGAGGCGACATCATCGACAACATGCTGAAGGATCAC
CGTTCAGCCGACTACAACGACTGCAAGAGAACCGACATTGTCACGTGTCCAGCTGCTGAC
TTCACCGACCTGGCAGAGATTGTGTCCCGGATAGAGCCGGTCCAGACCTACGTAGGCCCT
GAAGAGGAGTCCGACTATCTGACGGAGTATGAGGAGGATGGGATGGACACGGTGAGAGAG
GCAGAAGGAGAGGAGGAGGATGAGACTGAAGACCCCGAGGATCAGTCCCCCGGAGATTGG
GCCCAGAATGGAATCTTCCAGACTTGATGAGGAGAAGTCTGTGCGGAAACGCAGGAAACT
CACCAGTGACTCCAACGTCTCTGAAGTGTCAGACTGCTGACGGGACGTCCTGGACGGCGC
CTGA
>OLA457509 ID   OLA457509  standard; mRNA; EST; 558 BP.
GTCGACCACGCGTCGCTGCATCTGTGTCTCATCTGTTTCTGGACCGGTAATGTCATCATC
AGGGATTTCTACAACCCTTGCTTCTTGACGCCCAGCGCAGGGAGCTTGGAGAAGCTCTCT
ACATCGGCTGGGTGGCCTCTGCTTTCTTATTCGCTGGGGGATGCATCTTCATCTGTTGTA
ACATACAATCTGATGAGAAAGAGTCGCAGAGGTACCTGTACCCCAGGAACACAGACTACA
GGTCTTACACTCCACAGCCACTGATGCCTCTACAGCCTCTACAGCCTCAGCAGCTGGTGA
TGATCCCTCAACCACGATCTCAGCCAATGCTGTCAAGACAACCATCAACCATCTACAGCT
ACGATTCAAGATACCCCTCTGTACGCAGTGGAATTGCTTATCTCTGATCGTTCATGGTAT
CCTTTTGTATAAATTCTTCTCACGGTAATGTTTTTTATGCTTCTTCAAAATGTATCAAGG
AGAACATGTCATATAAAAACATTTTTTTAAAGTGGATTGCATAAAATTGCACTTTAACAT
GCATCCTTTGAAACTACA
>OLA457517 ID   OLA457517  standard; mRNA; EST; 640 BP.
GTCGACCACGCGTCGCACATAAATGGACCGCAACGTCACAAAAATACCCAACCTGTAAAC



TGTATCAATTTAGTTTTATAAACATTTTTCTTAATATGGTTTTATATTTGTGTATAAAAT
AGTATGGCTCGTCATTGGGTGAAATTGTCAGGTATTGAAAAGCACTATAGATGAGGTTGG
CAAATGTACTGTATGTTGTTATTCATGGAAGAAACACCGGAGCGGAATCCCGTCTGCTGT
TGATGGCTGCATCAGCCACTATCGAGCTTTTGCTGGAATTTCATGTCGTCCAAAGAGAAA
TCGTGATCTTGGAATCGGACAACTAACGTGAAAATAATTACGATTATTTTTGAAAAAGCC
ACAAGGAAACTTTTAATTCTCTCGACTGCAGCACAAGCATCTTTGTGGAATGTACGCTTG
TAATGTGTATGCTAAAGACATTATGCAAAATCTCTTTGTAGCTTTAAAATGTTTCTTTTT
CTTGTGTAAAAGTTGATCCTTTTCTGTGATATTTGTCTAACAGCTGAGAGGCTAGCGACC
GCAAACATTAACTGGTGGCCAGNCACAAAGGAGCAGTGAGGGAAGGGCTTATTTATTTTA
TCAGAAGATATGACCTTGGACCTAAGTACATTTTTTAAAG
>OLA457533 ID   OLA457533  standard; mRNA; EST; 589 BP.
GTCGACCACGCGTCGAAAAAACTTTTAAAAAAACTTTTTAAAGGAGGGCTTGACACATTC
AGGCCAAGGACGAAACAAATTTTTTAAATGATAAAAATGTGATTATTTTTCAGGGTGGCT
TCACTAAATAACATGGAATAGCAAAGAAAAGCCGTCCTGGATAGATTAATGATGATGTAT
TGATTGTGAGCACTGTGAAGAGCTACACCAGGCCACGCTTCTGAATGGGACAAATCTCCC
ATTGACTCTGAATAGGCGATGGTTGGAAATGGTGGACTGATCACCTGTGCCTCACTATGA
CCATGACCCCAGCCATCACTCAGCACGATTGAGGTTTACAAAGTTGTAATTGCAGTAAAA
CTCTGACTTGGGGTTCAAACGTGGGATCCAGCTTGGTGATGGAAAATGTTTACATTTTTA
AAATGAGAGAAGAAAGCTGTGACCTATTCAACATTCAGACAACGAAGCACCAAAAACAAG
ACATCAAATTCCCTAATTATCACCTCCAGTTTCAATGCAGTAAATTACCTAAATTATTTC
AAGCTGAAAAGATAATTTCCCTTCATGGTTCAACCATTCAACAACGACA
>OLA457535 ID   OLA457535  standard; mRNA; EST; 644 BP.
GTCGACCACGCGTCGCAGCAGGACCATAGTTTCACAGTACTGGGTAGGCCGGATTATAAG
ACGCATTGTTGATGGTCTAGTGTTCATCTATAAGGTGCTTTAACCGAGGCAAGAGTCAGA
GATATGACACAGTAACTCTTGTCTGAAACATGCTACACGTTAGCCACATTAGAAGTGTTA
GCCACATTCGTGTATCCACAACATCTGTAATTCCCAAAAAAAAAAAAAAAAAAAACATCT
GTAATTCCCAACCTCTGGCAGATTCCGATTAAATAAATGCTACTCCCAGTCTTCACTAAC
GTTCAACCTTGTTAGTAACACCTATAAAATAAACATAAAAACCGTCGGACACCGCTACAT
GTTAGCCGCGGTAGTTGGGGCTTAAAGGTGCACCTTTCCATACAGTCGTTGGTCAGTTGC
GGGCAGAACTGGTGGGTACAGAGAGACCAGGCCCCCCCTTCTCCTCCCCTTTGCTGAGAG
CTCTCTGGTACACACACTACTCCTGGCTAACTTACAGCCCCCTCAACCTCCGACATTACC
GGTGCTACAAAAATGGCGACCAAATATTTGAGCTATCCAGCTCAGACCAGGAAAACAAAG
ACGAACGTGGGTCTAGTCGTCTAAAAGCGGATGCATCGGAATGG
>OLA457538 ID   OLA457538  standard; mRNA; EST; 769 BP.
GTCGACCACGCGTCCGAGAGTGTTGTTGACATTTTTTACTTTCATTCAACATGTTACAAA
CAAATACATCAATCTAAATACAAAAGGGAAAGGAAATAAAAACCACTGTAGTAGAAACAC
AAAACTGTCGATTCCAGCTGCTCTCTCCGAGTAAACTTCCAGGAAACACGGCTTCTGGTC
CAAACGCTGGGTTACCATGGAAACATAATCCAAACTCCCTGTAGAATGAGTGGAGGCCAC
ATTAACCTTTGTTACATGTGTAGAAGTTCCATGTCGTTTTAACCTTGAGCTTCTGGTGTT
TGTTTTGAACCAACATTAACTACTGCTTTAAAAAACAACCCCTGGCTGTGAATTTTGTCA
GATGATGCATGAAAACCATCTTGTGTAGGGAAAATGGATTTCATCTTCACTTGGTCTGCC
TTCCAAATTAAGACAAAAAAAAGCTAAAGCTGACTGAAAACAGCATCTTAAACACTTCAA
ATATAACTCCAATTTGACTTTCAGAGCAAAAATATTTTTCTTCCCAGAACTTAAAACTTA
GGGTCGATTCTGACCATTTTTCTTGGTATGTACTTTTGTGTAAGCTGCTTTAGATGATTA
CGTAACTAATGATTGAACTGGATTAAGTACTTTTAAGTGCTGAAAGTAAATTAGGAGTGT
CTGCCAACCATTTCTTTTTCCAACTAGTTCCCTAGTTTTCTGTTTGTGCAATTGAGACAA
AGGTGTCACATTTACATTACAAATATAGTAAAAAGAAAATGTCCTGTGG
>OLA457539 ID   OLA457539  standard; mRNA; EST; 601 BP.
GTCGACCACGCGTCTGAAACGGCCCTGATTCCTCTNATGCAGATCTGGCTGTCTGTGGGA
ACTGGCGGAGGCCAGCAGCGAGCACCCGCTGGGCTGTTGCTGGTCACCAAACACTGCAAA
GACGAGCTGGGCTCGGACGCGATGGGGTTCTGCCAGGACTTTCAGGCGGTGCCGGGATGT
GGGATCAGCTGCCGGGTCTCCAATGTGGACCATCTGCTGCAGCAGCAGAGCTTCCTACTG
CCGGGAGCCACCACGGATTAAAGCAGCCTGCTGGCTGCCCAAGAGGCGCCCCCTACAGTG
GGCGGAGCCTCCTACTCGGTCCTGATCGGTAACCGGGAGTGGATGAGGAGGAACGGCTCC
ACATCAAGGCAGACGTGGATGCGGCCATGTCGAGCCACGAAACCAAAGGCCAGACGGCCG
TGCTGGTGGCCATAGACGGTGTTCTGTGTGCGATGATAGCCATCGCAGACACGGTGAAGC
CAGAGTCGGCGCTGGCGGTGCACACACTCAACAGCATGGGTGTGGAGGTGTCATGGTGAC
CGGGGGATAACAGGTTGTACCGCCAAAGCCATTTGCAGCACAAGGTGGGCATCAGGAAGG
T
>OLA457540 ID   OLA457540  standard; mRNA; EST; 559 BP.
GTCGACCACGCGTCGGGTTAAATTGGCGGGTAGGGCACTGAGGGGACATCTCCTGATTAC
TCACAGTGACGTCCCCTTTATCAGAAGCTTTTAACTTCAGACATCTCCGTCTGTTGAGCT
CCACTGTGATAACACCGTCAATCTCTCTCATCTGCTGCAGTGGTTTGCTGCTCCAGGAGA
GCAACAAGTTCTCAGAGGCCCTCCACTACTATAAGCTGGCCATTGGGAGCCGGCCAACGC



TGGCTTGTAAGTACAGCTATTCTGTTTTTTATTGACGATTTCAGGCTCTTGTGGTTGTGC
TGCTCCATTCAGGCAACGGTGAACAAGAACGGCGGTCATTTGAAACAAAGAGATGGATCC
CAGAAGCCTCTGCTGTCAGGCAGATTAAGACAATCAAGCACAGCCTGGATTTAAAGGCCA
TGTCAATTCTTAGAAAATAAATCTGAATGTTTGTATCCAAAATAATGAGCATAAATGCTC
TTAAACTTCTATTGAGAAGGCTTTGAAAGGTGTAGACCAAAGAGAATGCCAACAACTTCA
AACTGGATAAAATGTCTTG
>OLA457541 ID   OLA457541  standard; mRNA; EST; 410 BP.
GTCGACCACGCGTCGGCCTGCTGGACAACTGGCACCGATACAACCTCCTCAACTCAGCCA
TCATTGAGCTCTTTGAGTTCATTAAAGTGGAGGACATCAAATCACTCATCGCTCACATTG
TGGATAACTTTTACAAAGCACTTGAACCCATTGAGTATGTTCAGACCTTTAAGTGGCCTG
AAAGGGCGTTACGAACAGGAAAAAGACAGACAGAGTCAGAGACTCAACAGATATCGCAGA
GATGCGCGATCGCTGGATGAAGATGAAGAGATGTGGTTCAATGACGATGAGGATGATGAA
GATGGAGAGTCAACGGAGAAAAGGATGGAGGATGACTTCTCTGACAGCTACGGCAAGTTC
ATGGAAACCAAAAAGGGTGCTGCAACGGAGCAAATGGTGCCAATAATGGG
>OLA457578 ID   OLA457578  standard; mRNA; EST; 737 BP.
CGAGGTACGGTCCCAATTCCTGNGTCGACCACGCGTCGCTTTGTACATTCTCATTATAGG
TCTCTTACAATAATGGAGAATTTGATCCCAGATGAGTTTATTGTTTGTGGTATTTTTGTG
CCCTTCCATGTATATGTGGGGTTTCTGCTGGGAAAAAATATGCATGTCTATAATGGGTCT
TGATTCCACATGGGTTTCACAAGTAAAGTCAGTGCATTCATGTTGCAGACATTCAGACTC
CTCCTCACCTTCCAAAAAAAGGGAAAACCTCTAAAGTCTAAAGGTCTGTTGATTTCTTGA
AGAGTTCAGGATCGTCAAACACTCATGTATGTTGTTTCCAGGGGCACGCCTACCAACTGA
ATGTTAGTTATTAGAATAGTTTTGAAGTTTATGCAAACGATTACCTAAAATAATTATTAC
AAGTGTGGAATCTTTCTTTGGGGTTTAGTCCTGTTAAAGCAATCTTGAAAACATTNTAAA
AATATGTAATCAGACAATTCATAGCTGTCAGATCTAAGTGTCCTTAGATCCTATCCTTCC
AGTACTTGTACACATTATATATACAAAAACTATGAAGCATACATGTTTCCTCTGTATAAA
GTCAGAGTTCTTCACAGTGCTAATGTNAACTGTAACATAAGAAATGACAAATGCTCTACT
CTTAGACTTTCTGGACTAAAATCCCAGACTTTGAGACAGCATAAGGGCAACTTGATGTTC
AAGGAGGTAGANAATCC
>OLA457583 ID   OLA457583  standard; mRNA; EST; 581 BP.
GTCGACCACGCGTCGCAGAAGAGGAGATCAAGGCGGAGACAAACACACTCCAGCAGCGTC
TGAATGAACAGCAAAGCATCCTGCAGAGGATCAGTGCTCCCAACATGAAGGCCATGGAAA
AGCTTGAGAGTGTCAGGGACAAGTTCCAGGAGACCAGTGATGAGTTTGAAGCTGCTCGTA
AGAGGGCTAAGAAAGCTAAGCAGGCCTTTGAGCAAATCAAGAAGGAGAGGTTCGATCGCT
TTAACACTTGCTTTGAGTCCGTGGCCACCAACATTGATGAGATTTACAAGGCACTGTCTC
GCAACAGCAGCGCCCAGGCTTTCCTGGGCCCAGAAAACCCAGAAGAACCGTATCTGGACG
GCATCAATTATAACTGTGTGGCTCCAGGAAAAAGGTTCAGACCCATGGATAATTTTGTCT
GGAGGAGAGAAGACTGTTGCTGCTCTGGCTCTGCTGTTTGCTATTCACAGCTACAAACCG
GACCCCTTCTTTGTCCTGGATGAGATTGATGCCGCTCTGGACAACACTAATATTGGCAAG
GTGGCAATTACATCAAAGAACAGTCTGTGCAGAACTTCCAG
>OLA457585 ID   OLA457585  standard; mRNA; EST; 720 BP.
GAGGTCGGTCCGAATCCTTGGTGACCACGCGTCGGAGAAAGTTCGTTTGATGAAACAGGA
TACAGCGGCGGGATCTGCTGGAGTCAAACACCGAGGCCCCCGGAGACGAAGTGGACACTT
TCATCCCTGTCGCGTCTCTCGGAGCAGGCCAACAGCAGCTTAAAGAGTCTTCCAAAATCT
TTGATTCCACGTGGAAGGGAAACAAAAGTGGGAGCACTCTTGGTGGCCACAGCATTCGCG
AGAATGGATTTTATCAGACTGGCATGAACTCCATCAATATGCAGTATGGTTCTGGCCAGT
TCGAAACTCAAAATTATCTAGGCAATGGCATGAGCCTGGAAAGAAACTATGCCACGGACT
CATCTCTCACTCAGTTCTGGCGAACAAATGAGCACCGCATTAACCAGAAACTGGCCATTA
TGGGAGAAGAAGGGGAGGAGCACTTCGCTGACGACAACGTCAAATGCTACGGCTACGAGG
GGGTGGGCTCTCCCGCCGGCTCTGTCGGATCCTGCAAAGACTTCGGGAAGAAGAAAACTG
GACTTCTTGAACCACGCTGGGACCAAGGTTCAAAACTCTTGCAGCCGTGTGCAAAAAGAC
ATGAGCCAACAGGGACATTTACACACGAGTTCATGGGTTCAATACTGACTGCAGAGGGCA
AAGGCCTGGAATCAGGAATGAGACTGTGCAGGTGCATGTCNACGTGTGTATCATGGAGGA
>OLA457591 ID   OLA457591  standard; mRNA; EST; 1033 BP.
GTCGGTCCCCAATCNTTTAGTTGACCACGCGTCGGGGCATCCACCAGNAGCAGTCTGGAG
ACTGGCAAGGCTGGTGAAGTGAGCGCTTCAGCTACGTGTGCCCTGGACCTGGTCAAAGAG
TTCAGCAAGTACGACACGGACAGCTCCAAGTGGCTGAAGCAGTACACTGGCATCAACTGC
CATCAGCAAGAAGGAGTTCACCATCGACGTGGGCTACGAGCGCTTCCTGGGCCCAGAGAT
TTTCTTCCACCAGAGTTCGCAACCGGACTTCACCCAGCCCATCTCGGAGGTGGTGGACGA
GGTCATCCAGAATGCCCCATTGACGTCCTGGCGTCCTCTCTACAAGAACGTGGTTCTTGT
ACCGGAGGTTCCACCATGTTCAGGGACTTTGGCCGTCGTACTGCAGAGGGACCTGAAGAG
GACGNAAAGATGCCCGGCATGAAGATGAGTGAGTGAGCTGAGTGGAGGCAANCTGAAGCC
CAAACAATCGATGTCCAGNTCATACACTCATCACATGCAAGAGAATATTGCGGGTGTGGT
CATGGTCGGATCAAATGCTTGGATCCAACTCCCGAGTANCTAACAGGTCTTGCCAAAACA
AAAAAAGGNACTACGGAAGAGATGGGGCCGAGCCATCTTGNCGACACAATACCGTGTAAC



GGGGTCATGTCTTAACTCCAGCCTGGAGACATCCCGGGGCCCAGGACTGAACCCGTCGTG
ATGGCAAGCAAGCAAACAAATATATAGAAGATGACCTTATATGATTTAATGATAAAGATG
GAAANATAATAAAAATGGCTGGATAAAGGGAGGAGGGATATCATACAAGTCCAAAAAGGC
GGTATGAATAAAAGCANAACTGGTATACATNTAAAGTAACACAAAAGTAAAATGATAANG
CAGAACGGATATAAGGGANACCTATGTTGACAATAAAANGNAACAAAAGAAANACAANAC
CTTGAATAAAAACNGGAGANGTNAACAAANCAAANAGGTTAAAAAAAAAAAAAAAANTAT
TNNTTNACANAAA
>OLA457613 ID   OLA457613  standard; mRNA; EST; 466 BP.
GTCGACCACGCGTCGGGATTATGATCGGCGGGCCGACAACCGTGGACTCGCCTGACTCCC
GCTGACAAGGCTGCTATCCGTAAGGAACTGAATGAGTTTAAGAGCCGAGAGATGGAGGTT
CACCAAGACAGCAAACAGTTTACCAGGTTCCACCGACCTTGATTTGCCATCACAAGCTCG
GCTCCTGACAGCCCACCTTCTCTCCAGACTCTTTCCCTCCATTTGTTTNGGAATCCAGTC
TCTCTCTCTTTCACACGAAACTCTGGTTTGACTTAGCAGGGGAGAGCTCCGATCCAGCTG
GATTGGTTCATACGGACTCCCCATCTGAGGTTAAACACAGAANCGACCCANCGTCCAGTC
AGCTTTTCCTGCTACGGCTTTCAAGTTGCCTTCTGTGACGAGGTTTCTTTGTCTGGGGAT
TCTAACTATTATGTCTGTAATGACAGCTAAAATGTGTCTTAAGGCC
>OLA457621 ID   OLA457621  standard; mRNA; EST; 602 BP.
GTCGACCACGCGTCGTTTTACCCAGAATGATTCACTTTTAAAAAAAGAAAATTATTTAGA
CTTAGCGTGCCTCACTTCCTGTCCTTAAATGAACCTTTCTGATGATATTGGCTAACACAG
AATAAGTAACACACCATCATCAGTATTACAGCTTTCAAAAGAACATTTTACTTTGAAAAC
AGGCGTGTAAATGCTGACAGCTCAAACTGTTGACTAAAAATGTCAAAGGTTTTGCTAAAA
GGATTTTTTAACTGAGTCCTATAGGATGAAGGGCTAAAAACTTACAAGCAGCTGCCAAAT
GAGCCAAAAACCCCAGAAAGANGTGAATTCATGCTGAAAAATCCACGCTAATGTCAACAT
CTGTCAAGTTTAATTGTCTATTTAATTAGCTTTATTAAAGGCATCCTTGTAAAAAATATA
TTGATAAAGTTTAAATAAAAGCCGAAAATGTGTAATAAAACTACAAGCTATCATCTATTT
CAATATTCAACTAACTAGAAACTGTTGTATTATCATTAAATTCACATTTTAAAAATATAC
TTTATACCAGCCTAATAAAAAATGTGTACTTTTAAACAATCAAAGGTTCGATGTTGCAAT
GT
>OLA457628 ID   OLA457628  standard; mRNA; EST; 752 BP.
GGAGGTACGGTCCCAATCCTAGTCGACCACGCGTCGCGACTGCAGTTGTCATCTGAGGAT
TTCATCAAGACCCCAACAGGTGACCAATTTGTGAAAAGTTCTGTGAGGAAGGGACTTCTT
CCGGAAATCCTGGAGAACCTGCTGTCTGCCAGAAAGAGGGCCAAAGCAGAGTTAAAGAAG
GAAACCGACCCTTTTAAGAAGCAGGTGCTGGATGGCCGACAGCTGGCCCTAAAAATCAGT
GCCAACTCTGTTTATGGCTTCACAGGGGGCTCAGGTGGGCAAACTGCCCTGCTTAGAAAT
CTCACAGAGCGTCACCGGATTTGGAAGGCAAATGATCGAACGAACTAAACAGCTCGTCGA
GTCCAAATACACCATTTCTAATGGTTATCAAGCTGATGCCAAGGTGATTTACGGAGACAC
ANACTCCGTCATGGTCAAGCTCGGAGTCGCAACGGTCAAGGAGGCCATGGAAATCGGGAG
GGAAGCGGCTGAGTGGGTCTCCTCCCACTTTACACCTCCCATCAAACTGGAGTTTGAGAA
GGTTTACTACCCGTACCTGCTGATCAATAAGAAGCGCTACGCAGGACTCTATTTCTCCTC
AAGCGCGGACACGCATGACCAAGATGGACTGCAAAAGGCATCGAGACGGTCCGNAGGAGA
CAAATGTCCTCTGGTGGACCAACTAATCAAACTGTCTGCAGAAGATCCTGATCGAAGAAC
CCTCAAGGTGCTGTTGATCATGCAAAGAATCN
>OLA457633 ID   OLA457633  standard; mRNA; EST; 602 BP.
GTCGACCACGCGTCCGGTGGTCAACAAGGAGGACCCCACGGTGGCAGGCATGCAAAGTTG
TTGGAGGAGCGTCTGGGCCTCATACCCTAGTCAGGTTTCTGGGAGGGGAGAAGAGGAAAG
CTTTTGTGAGAAGAGACTGGGACACCAAAGGCACAGGGATGCTCTGTGGGAGCCTAACTT
CCAAGAAAAAGAAGAAAAAAATGATGTACATCACTTCTAGGAATGCAGAGTTTGATCGTT
ATGAGCTGCAGATCTATGAGGAAGTAGCCAAGATGCCCCCTTTCCAGAGAAAAACGCTGG
TTTTGATTGGCGCCCAGGAGTTGGTAGACGGAGCTTGAAGAACAGACTTATCGTGATGAA
CCCTCTGAGATACGGAACCACTGTGCCATTTACATCACGGAGTCCCAGAGAAGAGGAGAA
AGACGGGCAGAACTACTGTTTTGTGACGCGCGAAGAGATGGAGAAGACATCAAAGAGAGC
CGGTACCTGGAGCACGGCGAGTACGATGGCAACTCTACGGTACAAAAATAGACTCCATCC
ACGAGGTGGTGGCTGCAGGCGTACCTGCATCCTGGATGTAACCCTCAGGCCTGAAAGTGT
TG
>OLA457642 ID   OLA457642  standard; mRNA; EST; 355 BP.
GCTTCATCACGCCTTCGTGGCTTCTTTCTCCGTCATCATCGTCTCTGAGTTGGGGGACAA
GACCTTCTTCATCGCGGCCATCATGGCCATGCGCTATAACCGCCTGACGGTGCTTACGGG
GGCCATTCTGGCTTTGGCCATCATGACCTGTCTTTCAGTGCTGTTCGGCTATGCTGCCAC
AATCATCCCTAGAATTTACACCTACTACGTCTCCACCGCCTTGTTTGCCATCTTTGGGGT
CCGAATGCTGAGAGAAGGGCTGAAGATTGAGTCCAGATGAAGGCCAGGAGTGAGCTGGAG
TGAGGTTGCAAGCAGAGATTAAGAAAAGAAGATGAGGGAGCTTACAGTTGCTTCC
>OLA457647 ID   OLA457647  standard; mRNA; EST; 647 BP.
GTCGACCACGCGTCGCAGGAGACAGTCGGGCCGTAGTGGAACTGGAGGGATCCTTACTGT
CTGACAGTCATATCCTTTCAAGCTCATGATGCCTTTGCCTGTACCCGAGTACCTCAATGT



TAACTACATCTGTGAGTCTGCATCGCGGCTACTTTTTCTGTCTATGCACTGGGCACGCTC
CATACCAGCCTTTCAAACCCTTGCTGGTCAAGATAATGACATTAACTTGATCAACAGCTT
GCTGGAATGAACTTTTTGCCCTGGGTCTGGCACAGTGCTCCAACGTTATGAATGTTGGTA
CCATCCTCGGTGCCATTATCAACCATCTGCAGACCAGCCTACAGGAAGAAAAACTGTCCC
CAGAAAGAGGTAAACTTGTCATGGAGCACATATGGAGGATGCAGGAGTTCTGCAACAGCA
TGACCAAACTGGCCCCGATGCGTATGAATACGCCTACCTGAAAGCCATTGTTCTTTTTAG
TCCTGATCACCCAGGCATAGACGACATACCACAGATAGAAATGTTCCAGGAAAAAGCTTA
CACGGAGCTGCAAGATTACATAACCAGGACCTATCCCGAAGACTCTTATCGGTTATCCAA
GCTGTTGCTGCGCCTTCCTGCCCTCAGGCTGATAAGCGCAGCGTGAC
>OLA457649 ID   OLA457649  standard; mRNA; EST; 623 BP.
GTCGACCACGCGTCGCAGAGTGTCTGACTACAAGCACACTGGAGTGATGTGCTCATGGGT
CTCCTGCTAGGGGGATCCGTTGCTGTTTTTACTGTAAGTTTGTGTTAACTGGTTGTAAAA
CTGGATGCAGTAAAAAAAAAAAAAAGTAAAAGAATTGTAAAAAAGTTTCATATTCTATAA
AGTCAACAACAACATTATTATTTGAAATACCTAGCAGCAAATGAACAAAGTAGCCCCCCT
TTTTTAGTAACAATATTATTGAAAGCACTGTGTTTTAGCCAGTTACATATATGATTCAGC
TCAAATATGCAAATAAATGAACTCGTCTTCATTTTACTTGCTTTCTGCAGGTGTCTGTGT
CTCTGACTTCTTCACACAGCCAGTAAACCCTGTGGTAGCACAGGAAGAAGAAGAAGAAGA
AGNCCAANAAACCAATCCACAGGACCACTCTTCCAACGGGAACCACTACGGCACCACGGA
CTAAAAAAAAGAAACCCCATCTACAGTAATCTTGTAGAACTCTTCATTCCATGTGATGGT
TAAAAGAGAGTGTGAAACACAAATGAACTGCAAGCCTTACATATTTCACTTGGTGCCAAT
GAAAATGGCTGTGTAAACCCAGT
>OLA457654 ID   OLA457654  standard; mRNA; EST; 306 BP.
GTCGACCACGCGTCTGCGGACGCGGTGGTCTGTCTGGTGCAGGTTGTGGAGTTGAGTGAG
GCTTCTTCGTTCCACCCACCAAAGGAATGGCTCCAACCAGATGTGGTGCAACAACTCCCA
GCTGCTGTGGACCACATTTTGGCGGGCTCCTTTGAGACCTGGCATGAGACTCCTCCACGA
ACAGGTTGGGGTTGTGAACTTCGAACCCTACAAGGCTCTGTTCATGCAGACTCTGTCCAG
AGCCCGCACCTGTTACCTGGGGCTGCATCGCTGCCTGGCGTGAGTGGTCATCCTCAGAGA
AATTTG
>OLA457658 ID   OLA457658  standard; mRNA; EST; 216 BP.
GCCCAGAATTGCTCTGCCCAGACGGCTCTGGCAAACTCAATGTTCCAGGCCCAGGACCTG
GAGGTCCAGCTGAGTGATGAACTGGCTGCATCCCTGAGACAACTTAATGCCAGAGGGCAG
CTGTTCTCAATTGACCTGCTTCAAGAGTCTGCAGAAGAGGAACCTCATTGAACCCAGAGA
AATGGGCCAAGTTCAAGAGAAGACTCAATGGTCAAA
>OLA457661 ID   OLA457661  standard; mRNA; EST; 355 BP.
GTCGACCACGCGTCGATGTGATAATGTGTTTTTATTTTTGTGTGGCCTCACTTCATGAGG
CCAAGAGAGGGAACTGAAGGAAATTATATTTTTTTGGTCCTCACTTTAGAAAGGGTTTCT
CTGTCTTATTTTATTACGTTTTCTGTTTTATCTATATTACTTGAAGTTTTAGTTTCATAG
ATTAAGTGTGTAGAACTGTGTGCATCCTGACCTCACATTCCTGAGATGTGACCTATGGAC
AGCAGCTGTCACTCATTCCCCTACAGAGGAGGGGGCATGCTGAACTCTACGAGGCACTTG
GACCAGACAGAAATGGAGCCAGCACTCTAATCTAAACCACCTGAAGAATAAGAGT
>OLA457664 ID   OLA457664  standard; mRNA; EST; 384 BP.
CGGTCGCCATCCTTATGACCACGCGTCGTTATTAGAGACATATTAAACAACTTATGGATT
TATTCTCTATTACAAAAAATTTTGTAAACAATATGTAACATGTATGCGTCATAATCCCCA
AGGCAATGTTAGACCTAAGAGAGGAAAATTTCCTGAACCACCTTTTCCTTTCCATACAAT
CCATATGGATTTTATTGAATTGAATAAAAGCAAGGGATTGAAATATTGTTTAGTGATTAT
TGATGCATTTTCCAAATGGGTTGAAATTTTTCCATGTGCAACACAAGCATGCTCATTACC
AGTAGCTCCAAGCTATTTGTAAAAAGCAATAATCCCAAACATTTTGGCCATACCCACGAA
GGTGAATTAAAAGGCAAAGGTTGG
>OLA457665 ID   OLA457665  standard; mRNA; EST; 600 BP.
GTCGACCACGCGTCGCTCAGACGTATGAGAAGTTCAGGTGTTTTTCCAGGCTGCATGTGA
TGTTCCTGAACCCGAAGAGAAGTTTAACATCGATGAATACTCTGACATGGTGACGTTGAG
CAAACCCATCATCTACATCTCCATAGAGGAGATCATCAACACTCACTCGCTGCTTTTGGA
ACATCTGGACGCCATCTCTCCAGACCGCAATGACCTGCTCCACGAGCTGCTGCAGGACTT
GGGAGACGTACCCGATGTTGAGGCTTTGCTCGGAGAAGGAGCTGTAGACTCCAACGACCC
AAACAGAGAGAACGCTCTCAGCCAGCTGGCCAAGACTGAGATCTCGCTCCACCTAACCAG
CAAGTTCGAGCTTCTGGAGGGCGACGACAAAGACTTGAAGACGCTTATGACAAAAACAAA
GAAGCTGATAGTCGATGTGATTCGGATTCAGCCCGGAGAGGCTTTGACTGAAATCCTGGA
GACTCCAGCTTCTCCTCCACAGGAATTGGAGCACACCAAGATGTTGGAGCGCAGGGCCGC
CCAGGACGCCCAGACTCCGGAGGGTCTGAAGAGTAGCCCGGCAGTTCTGGAGGACGGTCA
>OLA457674 ID   OLA457674  standard; mRNA; EST; 635 BP.
GTCGACCACGCGTCGCGGACGCGTGGGGGGGTCTCTCTTGGTGTCTCTTCAAGCTTGGTG
AGAGCGTCCACCTGACTTCCTCGCTGCCCAGCAACTAGAGCACATTTTACCACCTTCTCA
CCTCAGTTACCATGACAACTCCTAATAGCTCGCAACAGCGGCCTCGCTGATGAGTCAGTC
AACAAACACACAGGAGTGATGACGGTGGGCAAGACGGCGCAAATGAGAAATGTGGACAGA



GGTGGAAAAAGAAAAAAAGGATTCAGTTTTCCCTGCACACGAATGATCAACAAGGATGCA
CAATTCACGGCAGTCTTTGAAAACAGTGTTCAGCTCTCCGTGCCTTCTTATGATCCTCTG
TTGTCACAAAGGAACAAAAGCACACAAAGGAACTTTGGGAATCTAAATGAAACCTTGTGA
AGACTTCAACACTGATTTAAGTTGGAAATATGACAGAGAGCCCTCCGCTGACGTGTGTGT
GGAGGCTGTATTTAACTTGCACGTGAGCAGACTGAGTAACAATCAGAATAACCTTTATTG
ATCTCTTGTATGCATTTCTTACTGGGGCTTTAAAGGAGTCTTCCATTTTATTCATTGGCA
CACAGTTTCTGTGCTGTGATGCCTGTGTGCCTGAG
>OLA457690 ID   OLA457690  standard; mRNA; EST; 540 BP.
GTCGACCACGCGTCGAAAAAATACCAGCTGAAATATTAGAAAAAGTCAAGGAAAGTACAG
AGGTTCCAGCTGACAGCATCACTGTGTGGATCGATCCTCTAGATGCAACTCAAGAGTACA
CAGAAAGCCTTGTGAAGTATGTGACCACCATGGTGTGTGTAGCTGTGGAAGGTCGTCCAG
TGATTGGAGTCATCCACCTGCCCTTCACAGGGCTCACAGCCTGGGGGTTTGTAGGCCAAG
GATCAAACGTGCAGGCCCGCTCCTCCTATAGTTACAAACCCCCAAAGGTGATTGTGTCGC
GTTCCCACTCAGGAGAAGTGAAGAAGTTTATTCAGGATGCTTTTGGAAATAGCACAACAA
TAATAACGGCAGGTGGAGCAGGATACAAGGTCCTGTCACTGTTGGACATCGCTGCAAGCG
ACTCTGACCCATGGACCAAGCAGATGTCTATGTCCACATTACCTTTATTAAGAAATGGGA
TATCTGCGCAGAGTGCTGCGCTGCTTAAAGCACTAGGAGGACACATGACTACTCTGAAGG
>OLA457698 ID   OLA457698  standard; mRNA; EST; 549 BP.
GTCGACCAGCGTCGGTGAGGGGGTGNATGATGGTTCATCTACTGCTGCTCATCACACTCA
TGCCGTTTGGTCAGCGGTGTACACCGGGCCCTGCAGCGGAGATCTCCAACGGCACGTTCC
ATCACTTCTTTGTCCCGGACGGAGATTATGAAGAGACGGTGGATCCCGGAGCAGTGCCCA
GATGTTGTTTAAATTCTCAGACGTTTATCCGTGCGGGACGCGGAGGAGGGGAGCGAGCCG
CGGTGGGGACGATTCGTCATCACAAACTGCAGGCGGAGGACGCGGGCGGCTGCTGGAGAG
CATCGGGCGCACCGTGGCGCACGACCTGGACGGAGAGGACAGCTACGGGAAGTTCCTCCA
GCGGGAGATCTCCCAGATCAGCGAGGCCTTCTCCGGCGTGGACAAGTCTCTGCTAGAGCT
GGAGGTGAAGTTCAAGCAGAGCCAGGAGACGGAGCTGAGAGAGGAGCAGCAGTTGAACGG
ATACGTGGTGCAACAAGTGAGCGACATCAAGAGGCGCGCTGAGAGAAACACCGANATCTC
CCTGGGACT
>OLA457711 ID   OLA457711  standard; mRNA; EST; 371 BP.
GTCGACCAGCGTCGGCTGCTCCTTGGTTGGCTGTCAGATTTAAAGTGACTTCTGCATAAG
CAGACTGGCAGAATGTCTAACTTCAATGACATCTGCATGGGTTTAACACAGATCAGTTGA
TCTTATCTAGTTTTAATGAGAAGGACTGCAGGAGAAGATTGATCTCAGNCGATCTCCAAA
AGGTCAACAGGTCAGGAACAAACCTTGATAGAACTTGTTCTGGTTGGGTTTGGTCTGAAC
CCACTGGTTCTGAAGACGATCCATCTATGTCTAATCAACTCCATCCTAAAAAACTCTGTC
CTGTTTTTCTTTTGCTGACAGNATTTATTGGACATGATCCCCCGTTAAGCACCACTGCAG
AAGTCTCTGTA
>OLA457712 ID   OLA457712  standard; mRNA; EST; 271 BP.
GTCGACCACGCGTCGAGATTAGTGCAAATCATTCTATCAGAGATTTTTGTCTCCCTGAAG
GGGCTGCGACGGTCGCTCCCCGCCGCCTGCTGCCATCCCTCATCCGTCGGCGCGTTTGGC
TGAACAAACAGCCGCATAGCTGTGGTCGCGGCCTATTCCAGCCCAGCGCCGCCCCGCTCA
GAGCTGCCCTTGTTGGTGGGAGCGGNGGCGCACGAGGGGTTAAAGCAGCTGCACTGCGGC
CCCTTGTTCTGCAGACCTGCAGGAATTCATG
>OLA457716 ID   OLA457716  standard; mRNA; EST; 246 BP.
GTCGACCATGCGTTCTGGGCTTTGGGGTTTTTGTGCCCTGTTGGCTGGCATTGTCTCCTG
GCAGACCATCGCCCTCCCGGCGCAGTGGCTTGATTGAGTTCCTGGGACTGCCCTGGCGAA
GCTCATAGACGACTACGGGGGGGACTGACGACGAGCTGACTGGGGGGCTCCTGCGGCGGG
GGGGCCCTGCTGGAGCTGCCGGAGGGCACCTCCATCACGGTGGACTCCAAGCGCTTCTTC
TTCGAC
>OLA457718 ID   OLA457718  standard; mRNA; EST; 621 BP.
GCGGACATTCACGCGGTGTCAAAGTTCTCCTCGGCAACAGTTTAAACAGGACGTTTGTCC
GCGTCACGCAGCCTTGGGTTTAGTCTCCAGGTTAAGTTTGTTTCGGACTCCGGCGGAGTC
GACATGTCGTCGTCGGAAATGTCCCACAGAATGGTGTGGGTTGACCTGGAGATGACTGGT
CTTGATATTGAAAAGGACCAAATCATCGAAATGGCGTGCATCATCACAGACTCTGACCTG
AACATTTTGGTGGAGGGGCCCAACCTGATCATTAAGCAACCAGATAAACTCCTGGATGAG
ATGTCAGATTGGTGCAAGGAGCATCATGGGAAGACGGTGGTTTCCAGAAGAATACAAAAT
GGTGCCTTATAAGAAAGCCTCCCACAGAGCTTTAGACGACATCCAGGAGAGCATTAAGGA
GCTCAAGTTCTACAGAGCCAACATCTTTAAAGCTTCAACCGAGGAGAAAAAATGCAAAGT
AGTTTGAAAATGGAGAGAACAACAAGCCCTAACACAAGAAAGGAAAAAATATTTTGCATT
TAGCTCTCCGGAAACCTCAGCTAGAGTTTAAATGTCAAAGGTTTAATCACACAAAGATTC
TTCAAAAACTTCATTAAGGCT
>OLA457724 ID   OLA457724  standard; mRNA; EST; 604 BP.
GTCGACCCACGCGTCGAGAAGGAATGATTACTGTCTGCAAGACTTTGAAAAAGCCACAAC
CAAAGTGAGCAGTTCACTTACTGTGGCTACCACTCATGCTGCTGCTGGTACAAATCCCCT
TCAACAACTGACTGCACCAGAAAATCCCTTCTGTCTTCTTCTCTTCTGGACAGTGAGCCA



TCTTAGGTCATTTATTCACACAATTGCTGAAATCTGTTTAGGACACTCGTTAGTAGTTTG
AAGGATTTGAAAAAGGTAATTTGTTTTTGACAAATTTGACCCGCTGACGTACTTCTGTCA
TTAAGGTGTATATAACCTAGAAAAAATTAAGCAAACTAAAGTCAAATTGTTGGTTTAAGT
GGATTTTGCCTGGGTAGTAACAGGGAGTTCCTATGTTTTTTGGGGCTGTTTAGCTTGTAC
AGTGTTTTATTGGAGGAATTGGTGTTGACAAAAAGCACAGAAAAACATTTTATATCACAT
TTCTGCATTACTTTGAGTCTAAGTTGATTAGGGAAGATTGATCTTCGCGAGAAAATCTGG
TGCATCCGAATCAAAATGTGAATTAAGAAAACACTAGAGTCACTTGGGTTAAGGTAACCT
GACT
>OLA457727 ID   OLA457727  standard; mRNA; EST; 478 BP.
GTCGACCACGCGTCCGGCTGCTCCTGGTTGGCTGAGCAGATTTAAAGTGACTTCTGCATA
AGCAGACTGGCAGAACGTCTAACTTCAATGACATCTGCATGGGTTTAACACAGATCAGTT
GATCTTATCTAGTTTTAATGAGAAGGACTGCCAGGAGAAGATTGATCTCAGCCGATCTCC
AAAAGGTCAACAGGTCAGGAACAAACCTTGATAGACACTTGTTCTGGTTGGGTTGGTCTG
AACCACTGGTTCTGAAGACGATCATCTATGTCTAATCAACTCATCCTAAAACACTCTGTC
CTGTTTTTCTTTTGCTGACAGTATTTATGGACATGATCCCCCGTTAGACCACTGCAGAAA
GTCTCTGTTAGAAGTTTGCAGATTCAGTTTNTGGAACTGTTAAGCTGCTTTGAAGAAACT
CTGGACTCACCTGNAAACTCCTAAAAATCTTACTAGTGATTTCAGACACGGATGTATT
>OLA457732 ID   OLA457732  standard; mRNA; EST; 635 BP.
GTCGACCCACGCGTCGGGAAACAGTTTTTAGTCAGAAATCACCCAAGCAGACCGTGGTCC
GGAACCAGGAACCGCTCTCTGACCCGTCTTGGAGGTTGTTCGGTTGTTTCCAATCAGACT
GAGCTTCAGCTCGCTCTGAGTTTCCTCAGTCGGAATAGAATCCGTTCCCAGAGCGGAACA
ACTGAACCAAACGGCCACCGTAGACGAGTAGGAATGAAGCAGCAGACAAATTTGTTACGT
CTATTTTAACACAGCCGAAAACGCTTCCTAAATGCTTTTCTGTGTCGTTACGCGGCACAA
AACCCGGCGCTGCTGTGATGTCATCCTAAAAGCTACCTTGTAGTTCCTGAACAGAATTCG
GTCCAAACAACACCAGAACACCCCAACGATGAGACCCAGCAACCCGTTGAAATGTGGTCG
GATGAATGTAGTCTCATCAAAACAACTTTTAACGTGACACACATTGATTCTCGCTGTTTT
CCCAACAATCTATATGTCATAAACATTTATCAGCGTACGTTCATAGCCGTCTCCTTGGCA
ATGGCCCTGCAGCACACCACCAATGGACCAAAGCAACAAAAGGTAAAACCTGACATTCAT
ACACACGTTTAAAATCGGTCGGCAAAATATAAAAG
>OLA457739 ID   OLA457739  standard; mRNA; EST; 668 BP.
GTCGACCACGCGTCGGAACAGCAGGACAGCAGCTCTGACAGTGATGAGGAGCCTCCTCAG
TTAAGGCTGCTGCGTACAAGTGCTGCTGCTCCCCAGCCAGATAGACACTGGGAACAGCAG
GACAGCAGCTCTGACAGTGATGAGGAGCCTCCTCAGTTAAGGCTGCTGCGTACAAGTGCT
GCTACTTCCCAGCCAGATAGACACTGGGAACAGCAGGACAGCAGCTCTGACAGTGATGAG
GAGCCTCCTCAGTTAAGGCTGCTGCGTACAAGTGCTGCTGCTCCCCAGCCAGATAGACAC
TGGGAACAGCAGGACAGCAGCTCTGACAGTGATGAGGAGCCTCCTCAGTTAAGGCTGCTG
CGTACAAGTGCTGCTGCTCCCCAGTCAGATGTTCAGCCTCCGGCCCTCCAGCAGAACGCT
CGGCCTGCGGTGTCTGAAAATCTGCGTTGTTGGCCACAAACGCTACTGTCCTTCAGCAAT
TTATCAGGGGATTGCTGAGTGAGTCGCCATACAACCCTGAGATGCTTTCAAAAACAGGAA
AAACACAAACTCTCAGATCATCGTCCAGTTTAATTTCGTTTCAGGCAAACATCAGCTGGA
GGATTAATGGAGTTCCCAAAGGCCTGATTAATCAGACCCTGGGATCACAGTCGTGATCTG
AGCACCAG
>OLA457745 ID   OLA457745  standard; mRNA; EST; 251 BP.
GTCGACCACGCGTCTGGTAAAGGTAAATGCTGCTGTTTACGGAGAGGGTCACGCCGAGGA
GGAGCTGGGGAGGGTGCTGCTCCCAGCTGCGACTGCAGGAGCAGGAGCACGTGTCTTGCT
GGAGGAGAAGCTGCGCTCCGTGCGTTCCTCCTTGCAGGAGGTGCAGCTGCACTGCTCCCA
GCAGAAGCAGACCATCTCTGAGCTGCAGGCCAAGAACTGGCCAGCAAAGCGCCGAGATGG
ACGGCTGCCTG
>OLA457757 ID   OLA457757  standard; mRNA; EST; 579 BP.
GTCGACCACGCGTCGGAATGGAGCAGGCAGGAGACTTGGCTCACCGGTTTCAAAAGGAAG
CTTTTCCCAATGGCATCGATTTATCCAGATTTAAATAAAAAAAGATTACTCAGAAATGCA
GTTTTAATCCTAAATTTATTAAAACATGTCATCAATCATGAAAAAAATGCTACAAGAACA
TGTTAAAAACACCAAAATGTGGTTTTTATTTGGAGTGGGTCTTTAAATGGAGAAGTTATT
AAGGTATTGATACTTTCCATCCAGATTGAGTAGAATTTATGCAACATAGTTGGGTTTACA
GCCTTTTCCGCAATAAAGTAAATTGCATTTTTTACCTTTATTAAGGTATAAAGCGTTTTA
CTGTCACAAATTCCATTTACACACACATTCACACACCGATGCCACCTGCTAACCTGTAAC
CATAAGGAGCCATGTAGGGTTCAGTGCCTTTCCCAAGAAGACTTTTTAGCAATTAAGTAG
GGTAACTAGTCAAGTTACTAAAGAAAAATACTCAAATGGGGTTAAACACAATAGAATTCC
TTGTAGGAAACAAATCTATGTGAAAACGATGTTTTACTT
>OLA457783 ID   OLA457783  standard; mRNA; EST; 651 BP.
GTCGACCACGCGTCGGAGGATTTCCGTTTCTACAGGAAAACTGGCAAGAGTGTTCGACGA
GTCCTTAACGATGTTCACAGAGTTGCAGCAAATGCGGCAGCAGCTGCCTGACATGGAGTT
TGGGAGGCGGATGGCCGTGGAGAGAGAGCTGGAGAAGGTGGACGGAGTCCGGCTGGCAAA
CATCATCTTTGACGAGACCGGCCACTTCGTTCTGTACGGGACCATGCTCGGCATCAAAGT



CATCAATGTGGAGACCAACAGATGTGTGCGGATCCTGGGGAAGCTGGAGAACATCCGCGT
GCTTCACCTCAGTCTCTTCCAGGGAGTGGCGAAGGCCATGCAGGTGGCCCCCACCGTGGA
GATGAAGGCCTCCGACAACCCCGCCCTGGAGAATGTGGAGCCCGACCCACCATCTTCTGC
ACGGCGTTCAAGAAGAACCGCTTCTACATGTTCACAAAGAGAGAGCCAGAGGACACGAAG
AGCGCCGACTCAGACCGAGACGTCTTCAACGAGAAGCCATCCAAGGAAGAAGTGATGGCA
GCTACTCAGGCCGAGGGCCCCAAGAGGGTGTCGGACAGCGCCATCATCCACACCACCATG
GGAGACATCCACATCAAGCTTTTCCCAGTGGAATGCCCCAAAAACTTGTGG


